
Table S2 SSR markers developed in the genome sequences of Arachis duranensis  and A. ipaensis

ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A6 Aradu.A01 6 p4 (ATTT)6 24 73570 73593 TGTACCAAAATTGGTGTGGC CGGTATAATTGTTCACCAACAAAA 222

Ad01A10 Aradu.A01 10 p3 (ATC)5 15 97647 97661 TGAAGGCTCAAAATCCCATC CCATGGCTCCAGCAATAGTT 131

Ad01A21 Aradu.A01 21 p3 (ATT)5 15 116476 116490 TTCAAACGCTGACATTTTGG AAAAGGGGGCTACGATGACT 247

Ad01A22 Aradu.A01 22 p3 (AGA)5 15 116879 116893 AGTCATCGTAGCCCCCTTTT TTTTGGGATGTTCAGGAATTG 269

Ad01A25 Aradu.A01 25 p3 (TGT)5 15 118917 118931 AGCTGAAGATCGTTGCAGTG GAACAAAATTAGGGTACCCACC 197

Ad01A26 Aradu.A01 26 p2 (AT)8 16 121263 121278 GTCTCAGCCTCTACAACCGC TGTTCTTCCAATGTTTTTAGGTTTT 237

Ad01A29 Aradu.A01 29 p2 (CT)28 56 126629 126684 CACCCCAAGGAAATAGCAGA CCATGGACATAGACCAACCC 205

Ad01A31 Aradu.A01 31 c (T)10atgtttacattcacactctcttctcacttctctaa(T)1055 129445 129499 GCTGTGCTTCTTAAGCAATAATTT TGAGAATTGTGGTGTTGGTGA 258

Ad01A32 Aradu.A01 32 c (A)10g(A)10 21 129712 129732 CTCTCAAGCTTGTCAATGGC CTAACCATGTTGGCTTGGCT 270

Ad01A35 Aradu.A01 35 p3 (CCA)7 21 133278 133298 CCATTGAGGGACGCTACCTA GCCCCATTCCTAGTTGTGAA 215

Ad01A36 Aradu.A01 36 p3 (TAT)7 21 133429 133449 TTCACAACTAGGAATGGGGC AGTGCAGGCCTAGAACCAAA 119

Ad01A39 Aradu.A01 39 c (TAC)5(TAT)13 54 151500 151553 CGAATGTACCATTGTCATCAGC CCTCACAGTCCCCAAATACC 266

Ad01A43 Aradu.A01 43 p2 (AG)12 24 158062 158085 ATTCTTGAATCCCATGCCAA CCAAAACGAATTCCACCACT 172

Ad01A49 Aradu.A01 49 p4 (TTAT)5 20 174660 174679 TTACTCCATGGCCACAAATG TGGATAGTGGGCTAGTGGCT 234

Ad01A52 Aradu.A01 52 c (A)15caaaggaatagaggatgagtcacacaaacttaataagggtatatgaacatagcagcaacaagagaaaagaaaaccca(AAT)17143 179051 179193 GGTTGGACTAGATCTTATGAAGTATGA TCCCAAATCTGCTTCGTTTT 231

Ad01A61 Aradu.A01 61 p2 (AT)8 16 197936 197951 GTCGCCCAAGGTTATGAAAG TAAGTATTTGGTGAGGCGGG 260

Ad01A69 Aradu.A01 69 c (T)12gatttggtgcttaataaaaaaatgaagcacc(T)1053 207691 207743 CCATTTTCTTCATGTTGCCC TGGTTCGAGTAAGGCACAAA 268

Ad01A71 Aradu.A01 71 p2 (AT)7 14 212046 212059 TCCCATTTAATTGCTTTAAAATTC GCTTGCAAACGTGCTACAAA 260

Ad01A72 Aradu.A01 72 p3 (AGG)5 15 219179 219193 AAATGAAGGAGCGGCTATGA TCTCTTGATGCTGTGCTGCT 135

Ad01A75 Aradu.A01 75 c (T)10cag(T)11 24 227653 227676 GCCTTTATTTTAGGCAGCCA AAAAATTGCAAGACAAAAACACA 148

Ad01A78 Aradu.A01 78 p2 (AC)7 14 230082 230095 TCATCCTCCAGCTTAGTCCG CCAAAGTGACAACATTGTGGA 251

Ad01A79 Aradu.A01 79 p4 (CTAT)5 20 231690 231709 ACTCTGACAGGGAAAGCAGC ACTCCGGTCGCAATAACTGT 257

Ad01A83 Aradu.A01 83 p2 (AT)7 14 242628 242641 TCGGTAATCACTATCCAACACG ATGCCAAAGATGGCGATAAG 155

Ad01A87 Aradu.A01 87 p2 (TC)10 20 244699 244718 TGCCATATTGGCATATTTACACA TTTTGTGCAATGTGACCTTTTC 156

Ad01A88 Aradu.A01 88 p2 (CT)17 34 248235 248268 CGTTTATCTCTCCCTCGCTG GACACATAACGGGGACGACT 225

Ad01A90 Aradu.A01 90 p3 (AGG)5 15 252509 252523 AATGAAACACGCGAAGAAAAA CCAACTTACATAATGGCACACG 101

Ad01A93 Aradu.A01 93 p3 (ATA)5 15 256247 256261 GAAAAGGAAATGATCCATTTGTG AAATTTCGCTGCCTCCTAGC 279

Ad01A94 Aradu.A01 94 c (A)11ggttac(TA)6attgtattgtttcactaaactcattgttctacttttcctttttagttaattcattgcattcattgagaaaaaattaccaaag(A)10121 256638 256758 TGGCTCTCTAGACTTTTTCATCA AACATGTGAGTAGAGAAGGCAGC 181

Ad01A95 Aradu.A01 95 p2 (AT)6 12 257856 257867 TCATCATTCACGGTTTGTTTT GCATTTGGAAGCATTTTTGTC 154

Ad01A96 Aradu.A01 96 p2 (TA)6 12 258153 258164 CCGCGCCTAATTTTTCAATA CGTCTTTATCTGAGTGGTTCCC 176

Ad01A98 Aradu.A01 98 p2 (AT)12 24 259239 259262 TTCACGTGACTAACTCCTATAGTCTTG GGAAGCTATTACCATGAGGTAGC 280

Ad01A99 Aradu.A01 99 p3 (GAT)7 21 261285 261305 TCTGTGATTGCACTTGAGGC TCATCAGCAATCGTAGCAGG 243

Ad01A101 Aradu.A01 101 p2 (AT)8 16 271863 271878 GCGGATGTGGTGACAGAGTA AAAACCTTGCAAAAAGCTTCA 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A102 Aradu.A01 102 p2 (AT)6 12 274138 274149 TTCGATTCAACACCCTATCG CCTTCCCTTGGCTTTTCTTT 280

Ad01A104 Aradu.A01 104 p2 (AT)11 22 283000 283021 GAATGCATTTCAGAATCGTTCA TGTTCTCTCTTTTGGCAGCA 209

Ad01A107 Aradu.A01 107 p2 (GA)8 16 287711 287726 GGCTTTGTGTTTGGCTTGAT TTAGTTGTTTCCGTTGCGTG 175

Ad01A110 Aradu.A01 110 p3 (AAG)5 15 292111 292125 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 190

Ad01A111 Aradu.A01 111 c (GAAGAC)5gaagaagaagaag(AGA)970 292272 292341 GAGGAAGAAGAACGTGCAGC CTCCACTCAAACGGTTCCTC 182

Ad01A115 Aradu.A01 115 p3 (AGA)5 15 305216 305230 TTCAAGCCAAATCCATAGGC CATTTCGTCATTTTGTGCAAG 130

Ad01A122 Aradu.A01 122 p3 (GAA)5 15 329393 329407 GAACCGCCATGTTTTCTTGT ACCTTCCTTCTCCCTTGCAT 255

Ad01A123 Aradu.A01 123 c (CT)8ttctctcgatttctctcgctttgtg(T)1051 329773 329823 TCGTTAGGGCGGTGATCTTA GCATTATCTGGCGGGAACTA 247

Ad01A125 Aradu.A01 125 p2 (AT)6 12 341598 341609 CCAAACTTGTCTTCAATTCCC TGACCCAATTTCTCTTCCCA 210

Ad01A126 Aradu.A01 126 p2 (AT)13 26 344192 344217 CGTTGGCAGTTTTATGCGTT GGCGAAGATGTTTGTCTTGG 280

Ad01A127 Aradu.A01 127 c (AG)9ggttttgagaattaaggggttaagccgttaagg(T)1162 345146 345207 CGCCATGAGCGTCTTTTTAT CCAAACCCAGAGGTGAGAAA 142

Ad01A132 Aradu.A01 132 p3 (CAG)8 24 351845 351868 AATGAATGCTAATGCCGACC AACCCAAACAAGGTGTCAGC 278

Ad01A141 Aradu.A01 141 p3 (AGG)7 21 381586 381606 CTGGCTCGGAGAGTAGTTGG GGCAAAGAAGAATGCTCAGG 206

Ad01A142 Aradu.A01 142 p2 (TA)6 12 385574 385585 CATAGTTGGTGGGGGCATAG TCAGTCCCAACCCCAAATTA 179

Ad01A143 Aradu.A01 143 c (T)10atgttttaaagtttcactcctttttactatgtagtttc(T)1260 385874 385933 TGATGATTCTCTCATTGGCG TCAAACACTTCAAACCACAAGC 263

Ad01A146 Aradu.A01 146 c* (TTC)6(TCTTCC)8*61 399137 399197 TATAAACACGCCGTTTCACG TTCTGGTGATTTTGATGAAGGA 197

Ad01A148 Aradu.A01 148 p3 (TAT)6 18 411168 411185 GGGTTGAGCACAATCCAGTG ATTTGCATTTCGCAGATTCC 242

Ad01A149 Aradu.A01 149 c (A)10gaaagaaagaaacggtaaaatgattattattattctaaaaatgataaaagaaaagggaactcccactatttttcaagtgaaaaaagaaattatgaaat(A)10118 413161 413278 TTGAGGAGTGTCCAATTCCC TAGGGATCACCCATGTGCTT 189

Ad01A157 Aradu.A01 157 p3 (ACT)6 18 434167 434184 CATTTTCCCCCTCTTCCAAT GATGCCAAATGTTGTTGTGC 106

Ad01A158 Aradu.A01 158 p2 (AT)8 16 437228 437243 TTATTCCATGAGGTGAGGGC TGAGCAAAGATAACGGAGACC 148

Ad01A159 Aradu.A01 159 c (A)10tctaaaacttttaagttaacaaagaatccatccatataaatttctgtttagacgtaagaatctttgaaaaaagaatattt(A)10100 439534 439633 CCATTCCTGTCCGTCACTAAA GATAGAGGCAGTGGTTAGCG 280

Ad01A160 Aradu.A01 160 p2 (AT)6 12 440205 440216 TGGCACATGAAACCTAACGA TGACAATATGCAATTATATGCTGA 190

Ad01A167 Aradu.A01 167 p3 (AGG)5 15 457092 457106 CCGCCATCAAAAGAAGAAGA AAAGGGTCCAGGAGGCTAAG 220

Ad01A170 Aradu.A01 170 p2 (AG)7 14 465810 465823 GCCAATGGTGGGAAGAAGTA TCCATCACCTCCCTCTTTTG 214

Ad01A171 Aradu.A01 171 p3 (TTA)5 15 468214 468228 TCATAACCTCCGCCTTCAAC GCACTTGTGGGAAAATTGCT 263

Ad01A175 Aradu.A01 175 p3 (ATA)7 21 479268 479288 TGATTAGCCATTCAAATCTCACA AATGCATGTACCATGTAGACCTT 271

Ad01A179 Aradu.A01 179 p2 (CT)6 12 488805 488816 TTTTGCTCAAAAATGGTCCC GTGGTGGTGGGAGAAAACAC 263

Ad01A181 Aradu.A01 181 p3 (TCT)5 15 490629 490643 AAGCCCAACAAAATACACGC AGCAGCAGAAGATGAGGAGG 279

Ad01A182 Aradu.A01 182 c (AAG)5aggaagaggaagaagaacgtacagc(AAG)555 490947 491001 CCTCCTCATCTTCTGCTGCT TGCATTTCGAACCGTTACTG 241

Ad01A185 Aradu.A01 185 c (T)12ctcgggtaatcttacggtgctga(T)1146 499303 499348 TTCTTCTGCTGCATTGCCTA TCCAATTCATTTCAACAGATGC 110

Ad01A186 Aradu.A01 186 p3 (ATA)16 48 499603 499650 AACGAAACCAAAATATCAGTGGA CCACTCGACCAATCCAAGTT 252

Ad01A188 Aradu.A01 188 p3 (AAT)5 15 500834 500848 AACATGCGTATGTCTAATGTGTTT AGCATGGACAATAAAATGCAA 208

Ad01A191 Aradu.A01 191 c (TTA)13g(TAT)6 58 502026 502083 GCTGACCACTCGACCAATCT TCTTTTTGTTGTGGTTGGACA 157

Ad01A196 Aradu.A01 196 p3 (AAC)7 21 514962 514982 CAAGCAGAAGCAGAATGCAG CTTCTCCTTGTTCGGTCGTC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A199 Aradu.A01 199 p3 (AAT)13 39 521265 521303 AATTTCCTCACACCACCGAC TAATTGGGGGATTGCTTTTG 140

Ad01A202 Aradu.A01 202 p2 (TA)6 12 521743 521754 TAGACACATTGTACCCCGGC CTAGCTTCGCCTTGGAGAGA 156

Ad01A204 Aradu.A01 204 c (T)11cttcctgataaactaggaatttggtggaaataattaagcataataattaaatcatgtgaatgtggtgg(A)1089 524334 524422 GACGAAACAAAAATCATAAAACCC TCCCAATACTCCATCTTGCC 196

Ad01A205 Aradu.A01 205 p3 (ATT)6 18 527591 527608 ATGGCCAAACACCTCCACTA GCTCCTAAATGGGCCTCAA 279

Ad01A207 Aradu.A01 207 p5 (AAATA)5 25 532708 532732 TTTACTGTCAATTTACTGGTATGAGC TCAAAATAATGGCGTCCAAA 199

Ad01A208 Aradu.A01 208 p3 (GTT)7 21 533852 533872 GCCACCTCAAGGAACTGGTA TCGAGAAGCAAGAGTGAGCA 205

Ad01A209 Aradu.A01 209 p2 (CT)15 30 535369 535398 CGGGAGGTGCAGTAACTTGT ACAGCACCCTCAAGATTTGG 260

Ad01A211 Aradu.A01 211 p2 (AC)6 12 543163 543174 TGCTTTTCCCACTTTTCACA GAACTGTGACCTTGTGGCCT 233

Ad01A213 Aradu.A01 213 p2 (GA)10 20 551210 551229 AACTTTAACGGAAATGGGGC CATTGGGCCTCGTGATTAGT 260

Ad01A215 Aradu.A01 215 p2 (AT)9 18 558672 558689 GGGTGCCTTTTGTACGTCTT TAGGCGCCATGAAGAATAGG 241

Ad01A226 Aradu.A01 226 p3 (CTG)5 15 585227 585241 CAGTGGTGTTGGTGATCGTC AGAAACATCTCTGAGGCGGA 276

Ad01A230 Aradu.A01 230 c (T)14aaaaaaagtttttcaaaaattcgttcgcacgctaatatggttacaggctcaataataaatatttagttaattt(A)1097 590487 590583 ACAAGATGTGAAGAGTTGTACGTT TCCGACGGTTTAATGTAATAATCTAAT 280

Ad01A234 Aradu.A01 234 p3 (ACA)7 21 601782 601802 CAAATACCAAACCCGTGGAT CGTTTGATTCATGTAGCCGA 263

Ad01A237 Aradu.A01 237 p2 (GT)6 12 604857 604868 AAGAATTTAGCATGTGATGCCTT CATTGTGTTAACAACGGTTGAA 267

Ad01A240 Aradu.A01 240 c* (ATT)5(ATTA)8* 44 620713 620756 TGGAGAGGGTTTGGACTTTG CAACAAAGGAGAAGGGGACA 280

Ad01A241 Aradu.A01 241 p2 (GA)17 34 620891 620924 TGTCCCCTTCTCCTTTGTTG AGCATAAACCCCGTTCTGTG 122

Ad01A242 Aradu.A01 242 p2 (AG)11 22 621197 621218 TGTTTTTAGGCGCTTTGCTT ATGCCGAAGATGGAGAGAGA 279

Ad01A256 Aradu.A01 256 p2 (GA)9 18 659457 659474 TGACTTACCGGTGGTGATGA TTAGCGTCGGATTTTTCGTT 277

Ad01A257 Aradu.A01 257 c (TAT)8tg(TTA)7 47 663062 663108 TGGACTTTGGGATTGGAGAG TTTCTGATTTTGCCTCCGTT 271

Ad01A258 Aradu.A01 258 p2 (AG)11 22 663261 663282 ATGTCCCCTTCTCCCTTGTT TTGAAATCCAAAAGGCGAAC 209

Ad01A259 Aradu.A01 259 p2 (GA)14 28 663555 663582 TGTTTTTAGGCGCTTTGCTT TCAATTAGGAGGGAGAGGCA 105

Ad01A262 Aradu.A01 262 p3 (GAG)7 21 676194 676214 AAGAAATCACAATGGGCTGG ACTTGAGGTTTGCCGACTTG 204

Ad01A267 Aradu.A01 267 p2 (TG)14 28 698644 698671 TTTAATTCGAGCAGCATCCC TGCCATTATGGGTCACAACT 168

Ad01A269 Aradu.A01 269 c (TCTT)5tatttctaaacc(A)1143 701696 701738 GTTCGAACCAAAACCACACA ACTTTACACTGCTGCTCCGC 233

Ad01A273 Aradu.A01 273 p6 (TTATTG)5 30 720401 720430 TGCCTTCTCTTGCTTATTTGC TGCATTTGGTCTTCAATCCA 244

Ad01A276 Aradu.A01 276 c (GT)8(AT)8 32 727474 727505 TTAAGATGGGGCAGGAAGTG GGCATCATAAACTCCAGCGT 232

Ad01A278 Aradu.A01 278 p2 (AT)9 18 736451 736468 TCACTTCAAGAAGGAAACAGCA CATTAAAGGTTTCACTGCCCA 266

Ad01A283 Aradu.A01 283 p3 (ATT)8 24 753271 753294 GTTGACGTGGCATGCTTCTA ACGGTGTCCGAAAAGAAAGC 268

Ad01A286 Aradu.A01 286 p2 (AT)6 12 759076 759087 TTTTTGTGATGTGGGGATTT GTCCAACCCCAGCTTGTAAA 122

Ad01A288 Aradu.A01 288 c (T)11ggaaactttgtaatgttattaaatggattatttagaaacttattgatcccaaacgtgatggttgacccgca(T)1092 760801 760892 TGTGGAACCCAACTAAACTGTG GCAATGCCAAAGATGACAAG 257

Ad01A292 Aradu.A01 292 p3 (TAA)5 15 769875 769889 CGACGCACATCCTGATAAAT CCAGTTGCCAAAAACCACTT 119

Ad01A293 Aradu.A01 293 c (AT)7(A)12 26 770132 770157 CCTGAAAGGAAGAGAGGGGT CACACAGAAAGGAGCCATGA 142

Ad01A296 Aradu.A01 296 p3 (GAA)8 24 775581 775604 CAAGAAAAGACCCCAAGCAG AGGTTGGTTGTTGAGCCAAG 174

Ad01A307 Aradu.A01 307 c (GATGGG)5gatggagaagggg(AAGGGA)573 797990 798062 GGGAAGGAGAAGGAGAAGGA TTCCCAATCTGTTTCATCCC 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A308 Aradu.A01 308 p2 (AT)7 14 803936 803949 CAAACAATAAGTACCACACACAAAAA GCATTTGAGCTTTGGCCTAC 247

Ad01A318 Aradu.A01 318 c (AAATA)5ttagttgattattaattaaaaattggtttctaatcttctaccaatatgataacagtgaaacaaaaaactaacgatgaaatg(T)12118 847422 847539 CTCTTCTTTGACTAACAATGAGCA TTCCTTCTTTAGAGATATGTGAATTTG 201

Ad01A319 Aradu.A01 319 p3 (TTC)5 15 853374 853388 TGTAAACACGCGATTCCTCA CCACAATGAGGATGAAAATGC 138

Ad01A320 Aradu.A01 320 p3 (AAG)5 15 853914 853928 TTGAGAAAGTAAAATAAAAAGGCAAA TCCAATTAAGTGGCTGAGGTG 277

Ad01A321 Aradu.A01 321 p3 (TTA)10 30 855727 855756 TTTGAATGATGGTTTGGGGT TCTGCACATACGGGTGAGAG 121

Ad01A326 Aradu.A01 326 p2 (TA)6 12 876807 876818 TTTGTGCACTATGGAATTGGA CGTGTACACCAAAATTAATTACCAA 268

Ad01A327 Aradu.A01 327 p2 (TA)7 14 877725 877738 GTGGCACTGGACCTTTTTGT AAAAATATAGCCGAACCCCC 140

Ad01A333 Aradu.A01 333 p3 (CTC)5 15 893065 893079 GCTGCACGTTCTTCTTCCTC GAAGGAAGTGGTGGTGTTGG 100

Ad01A335 Aradu.A01 335 p2 (TA)10 20 900690 900709 TTGACTTTGATGACAATGATAACAAC CGGGCTTTTGAACAAGTCTC 275

Ad01A336 Aradu.A01 336 p2 (AT)7 14 905693 905706 TCCCATGTCAAGTGGAATGA AAAGATCCATTGTTTTGGCG 259

Ad01A337 Aradu.A01 337 p2 (AG)6 12 911279 911290 CACTGCAGCAGAATTCGGTA CCGAGTCCCAACTTCATTGT 200

Ad01A348 Aradu.A01 348 p2 (TC)6 12 935862 935873 CTTCTTTTCCCATGTGGTCC AGACCAATCATTGCCCATGT 134

Ad01A350 Aradu.A01 350 c (TTTTA)5tatatctcagttcacaaagaaaatttcat(GA)972 940700 940771 ATGGAGTGGCAACCCTACTG GAACTGCCTCCTTTGTCAGC 189

Ad01A351 Aradu.A01 351 p3 (ACC)5 15 941314 941328 ATCCTCAATTCCTCGGCTTT ACCCACTCCTCCTTCGTCTT 213

Ad01A352 Aradu.A01 352 p3 (CTT)6 18 942039 942056 GCCAAGTGGTGTTGATGTTG AGCAGCACCATTCTTTCACC 193

Ad01A353 Aradu.A01 353 p2 (TC)10 20 942720 942739 TTTTCCCTTCTGCGGTATTG ATGAGTCTCCCCAAAAGCCT 260

Ad01A354 Aradu.A01 354 p2 (CA)6 12 942892 942903 TTTTCCCTTCTGCGGTATTG ATGAGTCTCCCCAAAAGCCT 260

Ad01A358 Aradu.A01 358 p2 (TA)7 14 950531 950544 TTCATTCCCTCCTTTACTCTGC GAACGAAAGACGACATTCCC 234

Ad01A370 Aradu.A01 370 p2 (AT)7 14 973939 973952 AAAACTCGTCATCGTATAGAATTATCC GCGTTAATTTGAATATAAGGCAAAA 177

Ad01A371 Aradu.A01 371 p2 (TA)6 12 974820 974831 CTGTTTGTGCCAAAAGGTTG TCGAATTTGTTTGTGTTGTCATC 206

Ad01A374 Aradu.A01 374 c (TC)7cctctctcctttcttcttcca(CT)647 983905 983951 CTCTCGCTAACCCTCTCCCT GGGCTGATGGAGTCGTAGAG 190

Ad01A375 Aradu.A01 375 p3 (TAT)5 15 984440 984454 TTGTGTTGTTGATTTTGAATTGG TGTCTGCAAATAAGAAGTCATCC 246

Ad01A376 Aradu.A01 376 p3 (TTC)5 15 990419 990433 TAATATGCGAGACAGCGTCG AATTCCTGAGCTTCGGTTCA 198

Ad01A377 Aradu.A01 377 p2 (TA)6 12 990944 990955 GTCCAACTGCCACTTAGGCT TGTGCGGAATTGAGTCTTCA 194

Ad01A379 Aradu.A01 379 p2 (AG)6 12 993264 993275 AAGCCTCTTCTTTAAAGCCCAT TTCTCGTGTCTCGTGGTGTC 220

Ad01A381 Aradu.A01 381 p3 (ATC)5 15 995963 995977 AGCCAACCTCATTGTCCTCA GGGGTTGAAGGGAACAAAAG 193

Ad01A383 Aradu.A01 383 p2 (AT)7 14 1002334 1002347 AGCGTGATTTTCATTGTGGA GAGAAGAATGAGTTGGAGTCAGG 277

Ad01A384 Aradu.A01 384 p3 (TTC)5 15 1003891 1003905 TCCCTTATGGGCTGTGAGTC CACGAAATCAAACCAAACCA 136

Ad01A390 Aradu.A01 390 p2 (TC)6 12 1009815 1009826 CATGGAAGAAAGAAAGCTCCA TTCGTCCTCCTCTTCTGGTG 265

Ad01A396 Aradu.A01 396 p3 (AGG)7 21 1030453 1030473 CTCGGAAAGTAGTTGGGCAG TTATTTCCGAGTTGTTCCCG 272

Ad01A397 Aradu.A01 397 p2 (GA)6 12 1036533 1036544 AATTGACACCTGGGCTTTTG TTGCAGCGACCAATTTACAG 223

Ad01A404 Aradu.A01 404 p3 (ATA)5 15 1052826 1052840 ATTTCGGATGCTTTTGTTGC AATTTTCTAGCAAAAACGGTTG 270

Ad01A405 Aradu.A01 405 c (TA)6ttgggatctattatatgttgtacatgtaaaaagtgagattttatgaacaatacttagcctaatttaaaaa(AAT)597 1054686 1054782 ATGAGGCTGCTAGATCCCAA CAAATATCTTATTGGCTCTCTAACAAT 228

Ad01A406 Aradu.A01 406 p2 (TA)6 12 1055780 1055791 CAACAATTGGAATGCTAGAGAA TTTTGTTTTGCCCGTTTTTC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A407 Aradu.A01 407 p2 (AT)7 14 1058251 1058264 TGCAATACCACCACAACACA AAGTGATCGGCCAAGGTATG 277

Ad01A421 Aradu.A01 421 c (TC)6aagtgaatttggatctctgttctcatttctcaagaaactttac(AG)871 1083177 1083247 TGTGCAAACAAAGTAACAAACTCA GTAGTGTTGCTCGTTGGGGT 270

Ad01A422 Aradu.A01 422 c (T)11ccatttaaaaaaagagtttttttgcacatttgctgcattactttcctttaaaacaggacac(T)1082 1083673 1083754 TGCTGCTTCTTCTTCTTCTGC CAAGCTCCATGCCTGAAAAT 245

Ad01A428 Aradu.A01 428 p2 (AT)10 20 1090686 1090705 ACAATTGCAGGCAGAAGGAG AGGGTGTTACATACCGCACC 226

Ad01A430 Aradu.A01 430 c (T)11caattttggtggcttcta(T)1039 1094500 1094538 CAAAAGCAATTGCCCATTTT TTCTTTTCAACGTCCAACCC 266

Ad01A431 Aradu.A01 431 p2 (AT)7 14 1095135 1095148 GGAGTTCATTTTGATGCCCA TTTTGGTTACATAGCATTATTCGT 146

Ad01A434 Aradu.A01 434 p2 (AT)8 16 1105857 1105872 TTTTTCTTCTCTGTCGTCGTAGG ATTAAAATTAGACCGGATAAATCG 203

Ad01A439 Aradu.A01 439 p2 (TC)19 38 1114169 1114206 CTGGAACTTCCTCCATTCCA CTGCCAACAAAACAAAAGCA 264

Ad01A444 Aradu.A01 444 p3 (CAT)6 18 1139500 1139517 ACCACCTCATTCCCCTTCTT TCAGTTCGAAAATAGTCACACAAA 233

Ad01A445 Aradu.A01 445 p3 (CTT)5 15 1139815 1139829 TTGCATTTGGACTCGTTGTC TTCACTCAAAAATGAACCGAAA 251

Ad01A447 Aradu.A01 447 p2 (TA)8 16 1147927 1147942 GACAGCTGGGAATTGGTGTT CTTTAATGGGCCTCTCCCTC 237

Ad01A449 Aradu.A01 449 c (TA)6aaataaaataaaataaattctttttaatcaattaaattaagtcatccatcttacttttaaaaaatatatatacaatatttaa(AAAT)5ataaataaattataa(ATTT)5149 1153677 1153825 TGCCTCTCTCCAATCTCAGG TTGGAAGAATTTTGAATGTTAATAAGG 278

Ad01A451 Aradu.A01 451 c (T)10cttttaaattcaacgacatcaaattcttcaaatttcaactacaacaacaataagaaagcactcagattgtttagag(A)1096 1158582 1158677 CGTTATCATTGCCATCACCA CACAGTCCTCTGGAACAGCA 216

Ad01A453 Aradu.A01 453 p3 (CAT)7 21 1159967 1159987 AAGCGATAACAACCCACCAC GTGTCTGAAGGGACCCAGAA 234

Ad01A455 Aradu.A01 455 c (AT)8tacgatttcttattcttttctaacctcaaaataaaattttgttccctagacg(T)1078 1162617 1162694 TTTGGTTCCCCAAATAGCAA GGAGAGTCGAAATTCAATTAGGTT 244

Ad01A457 Aradu.A01 457 c (T)16caaaaa(T)19 41 1166063 1166103 AGCTAGCATCTCAAAATCCACA TCAATTTTGTATGCACGGGA 208

Ad01A467 Aradu.A01 467 p3 (AAT)7 21 1187212 1187232 CCTAAACTCCGACCAGCATC TTGCACTTCAGCAATTGAGC 157

Ad01A469 Aradu.A01 469 p3 (CGG)5 15 1194726 1194740 GCAGCCGATTCAGTCTTTTC GAAGTTAAAGATGGCAGCCG 186

Ad01A470 Aradu.A01 470 p2 (TA)6 12 1194944 1194955 CGGCTGCCATCTTTAACTTC CTTCATGCACATGATTCGCT 243

Ad01A471 Aradu.A01 471 p2 (TA)11 22 1195235 1195256 ACCTAGCCATCCTACGCAAA GCAAATCAAATCTTGAACTGGTC 200

Ad01A472 Aradu.A01 472 c (T)11ctcttcaattttaccctcttaactttcccactaacaaactatctatgcggacttttttttctcttcagctttaccctt(A)13102 1197477 1197578 CCAAAAATTCCTTTCTTCTGC CACCAGGCTCTATCTTTTTGG 245

Ad01A479 Aradu.A01 479 p4 (AAAT)5 20 1210305 1210324 AAAACAACCCCCATGCATAC AGTCTTGGTTGCCAGTTTGG 107

Ad01A486 Aradu.A01 486 p2 (TA)8 16 1232952 1232967 TTTTGCAGGGGAAAACTACG TCCTTTTTCATCACTTCTTTTGC 276

Ad01A488 Aradu.A01 488 p2 (CT)6 12 1237415 1237426 TGCATCAATAACAGAATTAACCCA GGCGGTGTCTTTGTTTTTGT 267

Ad01A489 Aradu.A01 489 p2 (CT)7 14 1238304 1238317 GTCAATGTTGTGGACATCGC AGATGTGCAGAAATTTGGGG 162

Ad01A497 Aradu.A01 497 p2 (AG)16 32 1273062 1273093 AAAATGCGATGGAATAACCAA TTGCTTAAACTAGCAAGGAGGAA 269

Ad01A498 Aradu.A01 498 p2 (GA)25 50 1273290 1273339 CCCTGTAAAATCCTCGGACA ACCCATTTCTTTGGTTTTGC 249

Ad01A499 Aradu.A01 499 p2 (GA)7 14 1280565 1280578 AATGGCAAGTATCCGCAGTC CCTGCCTCGTTGCTTATCTC 119

Ad01A500 Aradu.A01 500 p2 (AT)8 16 1283351 1283366 CTGTGCCACATGTTTCTCTCA CAATTGAAAATTACATCAAAATCCA 214

Ad01A503 Aradu.A01 503 p2 (TA)6 12 1296628 1296639 TTGTTTGTGTGTCGTCATCATT CCAAAAGGTTGGAATGACTTTT 265

Ad01A506 Aradu.A01 506 c (A)10gtgtgtaagagtgctatgagagtgtgtgagagctatatg(A)11g(A)1071 1298579 1298649 TTCATTGCATTTGGCCTTTT GCACATATTGGGTTGCTTTCT 216

Ad01A507 Aradu.A01 507 p2 (AT)6 12 1300756 1300767 CCAACTTGGTCCACCACTCT TTGATTTTGTAATTAATTCTGTGGG 122

Ad01A511 Aradu.A01 511 p2 (AT)6 12 1305788 1305799 CCTTTAATTTTATTTGAGTTGTGGA ATTTCTAAGGCTTAAATTCAAAACA 280

Ad01A517 Aradu.A01 517 c (A)10gtgaaatgtactactaatatgatttcatagtgta(T)1559 1322051 1322109 TGTAATAAAACCACGTGTGAAAA TGGATGGTTCAATTTCTCAATG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A519 Aradu.A01 519 p3 (ATT)6 18 1330183 1330200 CGACCTGCGAGTTAAAAAGC AAGGGATTGACATGCTTTGC 194

Ad01A522 Aradu.A01 522 p2 (AT)7 14 1334363 1334376 AAATGAATGTTATTTGGCCG CATCATGTTTATGTTCTTTTGTTTCA 143

Ad01A524 Aradu.A01 524 p3 (TAA)19 57 1336198 1336254 TTTGCAATGTATTAGAAGAGTCAAAA AGGCAAAGCAAATGCAAAGT 198

Ad01A525 Aradu.A01 525 p2 (AT)7 14 1337409 1337422 AAAAATTTCACCCAAATAAATCC GCGGCCACAAATTAGTAAAAA 129

Ad01A528 Aradu.A01 528 p3 (ATA)5 15 1342860 1342874 GCGAAAATTAAATCGGATGG CATTCATTTCTCTCACTCGCA 251

Ad01A529 Aradu.A01 529 p2 (AT)6 12 1352989 1353000 TGCTTTAGCTTAGCCGCATT CATCTTTATTTAAGTGATTCCTTCTTG 241

Ad01A530 Aradu.A01 530 p3 (AAT)8 24 1354414 1354437 AAGCCTCCAAACAATTTCCA AGCCATGGTATTTGGGTTCA 232

Ad01A532 Aradu.A01 532 p2 (AT)7 14 1358200 1358213 CACTTCAACACCCTTTGCAG GGTGCAGTCGACTTTACGTG 200

Ad01A537 Aradu.A01 537 c (CTT)5ctg(CTT)7tttctttttcttcttcttctgcttcttcttctataacgcgcgtgttaggcccaa(CTT)14135 1366813 1366947 ACAGAAGGAGATCGAAGGCA AACACGCGCGTTACAAAAA 198

Ad01A539 Aradu.A01 539 c (ATA)6ac(AAT)9 47 1368862 1368908 TTGTGACTTATTAGAGGGTTTTTGAA TCTTGCGGTAAACTTATGAAAACA 245

Ad01A546 Aradu.A01 546 p2 (TA)8 16 1393466 1393481 CTGCACTTGAATTTTCACCG TTGGAGCTTAAATGGATTTTGAA 199

Ad01A548 Aradu.A01 548 p3 (TTG)5 15 1399498 1399512 GGTTTGATCGGATGATTCGT GAAGGGACGTGGCAATAAGA 247

Ad01A551 Aradu.A01 551 p2 (AT)9 18 1405427 1405444 TTTGAAGGAAGAGAAGTGAAATTAAA TTTTCCCCTATTCTCTCTCCC 227

Ad01A561 Aradu.A01 561 p2 (AT)6 12 1423668 1423679 TGCAACCACATACCCTTTCA TTCAATTTCAGTAACCATGTATTTG 231

Ad01A563 Aradu.A01 563 c (A)15gaaaaagaaaacacgttctttgagaag(A)1052 1425175 1425226 TTCAACGCCTGTCCTTAACC TGTGCGTGTGTGTCTCTTCA 270

Ad01A565 Aradu.A01 565 p3 (GGA)7 21 1425694 1425714 AATTTTCCTTTCATGCGTGC GTGTTGCTGTTCCTGGTCCT 222

Ad01A566 Aradu.A01 566 p3 (TAT)10 30 1426608 1426637 AGTTTACCTGCAAGCATGGG TTTTCTTCCCTGTCAATCCG 205

Ad01A567 Aradu.A01 567 c (TC)9a(CT)8 35 1428140 1428174 GTATGGGGAGGTCCAACCAT TGCCAAATTAAATGTGCCCT 280

Ad01A568 Aradu.A01 568 p2 (AT)7 14 1430783 1430796 CGAAGAAAATCGGGATCTCA CGATACCCTACCCGACTGAA 114

Ad01A570 Aradu.A01 570 p2 (TA)8 16 1433885 1433900 GCCTCAGATGAATCATGAATGT CGACTTAATCTATCTGCCACCA 249

Ad01A572 Aradu.A01 572 p2 (CT)6 12 1437382 1437393 TTATTCACAATTTTCGCCAGC GACAGGGAGGAACAGCAGTC 130

Ad01A576 Aradu.A01 576 p4 (TTTA)5 20 1444465 1444484 TGCAAATGAAAAGACGATAGACA CGGTTACCAAATCCAAAGACC 280

Ad01A577 Aradu.A01 577 p4 (TTAT)7 28 1445682 1445709 GAATCCGGTGTAAATAAACCAA TGTCCAATCCACCTGACAAA 255

Ad01A578 Aradu.A01 578 p2 (CA)8 16 1448321 1448336 GAGGACTCAATTCAACGATGG TAGTGCATGCTATGGTGGCT 264

Ad01A585 Aradu.A01 585 p2 (TC)7 14 1460757 1460770 CATGGATAACCACGCAAGACT GATTTCTTATTACTTGCTTTTCACTG 252

Ad01A587 Aradu.A01 587 p2 (TC)7 14 1466311 1466324 ATAACCACGCAAGGCTTAGG GATTTCTTATTACTTGCTTTTCACTG 247

Ad01A589 Aradu.A01 589 p2 (AT)7 14 1473785 1473798 GGCAACTGATTAATATTTCTGTGG CAGCACTTTCTACGTGCTATCG 256

Ad01A591 Aradu.A01 591 p2 (GA)8 16 1476742 1476757 AAGCCAAGCAAAATGCAAAC TGGCTGCTGTCACTCTCACT 245

Ad01A595 Aradu.A01 595 p2 (TC)6 12 1486141 1486152 CATAATTCAGGCAATTATTTTTGTT TCAGCTGATGCAAAAGGTC 171

Ad01A603 Aradu.A01 603 c (T)12gaaatagggtatactattttaactt(A)1249 1494103 1494151 GTCGGTGAAAATGGAATGCT TGGTGTATTTCTGTCATTTCCAA 170

Ad01A604 Aradu.A01 604 c (TC)10(TG)8 36 1498791 1498826 TGTTCATGGATCGGATCGTA TCCGCATAATTGAACCTTCTC 263

Ad01A605 Aradu.A01 605 p2 (AT)6 12 1508007 1508018 TTTTTCCCAGATGGTTTCCA CCAATGCATTTCTTCTACGC 243

Ad01A606 Aradu.A01 606 p3 (TAA)6 18 1516714 1516731 TATTGGCTAGCCTCAGGGTG GAGGTGAAGAAGAACAGCCG 273

Ad01A610 Aradu.A01 610 p2 (CA)8 16 1527690 1527705 GCTATTCAAAACCCTCGCCT CGCCAAAGATAAGGTTGCAT 132



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A613 Aradu.A01 613 p3 (AAG)6 18 1534349 1534366 AAGAAGAAGAAGCAACAGGAGG ACCCAAACGTAAGGGATCAA 263

Ad01A618 Aradu.A01 618 p3 (TTA)8 24 1543655 1543678 GCAAAAGCTAGTGCACTCCA GTCGGTTTGTTTGTTCACCC 142

Ad01A622 Aradu.A01 622 p2 (CT)6 12 1564216 1564227 CTCGGATCCCTCTCTCTCCT GACCGTTCATGCATGCTTCT 175

Ad01A626 Aradu.A01 626 p3 (TTA)6 18 1571499 1571516 GGAAACAAGGACCGCAACTA CTGAACCAGAATTCCCCTGA 160

Ad01A627 Aradu.A01 627 p2 (CT)6 12 1572174 1572185 TGCTTCTCCAATTCCTCCAT GAAAACGAAATGGCTTTGGA 185

Ad01A631 Aradu.A01 631 p2 (GA)8 16 1577784 1577799 TCACAGTTGCCACAGTCACA CCACCTCCAACAATCACACA 249

Ad01A633 Aradu.A01 633 p2 (TA)9 18 1582226 1582243 ACCCGTACCAACCACACATT CGGAAAAAGGATTCCAGGAT 239

Ad01A642 Aradu.A01 642 c (A)11tcaatttagattatttt(A)1038 1604988 1605025 TTCACGCTTCACACACACAA TTTGACAAAAATATGCACTTAAAAA 259

Ad01A645 Aradu.A01 645 p4 (ATAC)9 36 1610178 1610213 CCACTGATTCCATGCACAAG ATCGCAAATCCAATTTAGCA 265

Ad01A646 Aradu.A01 646 p2 (CT)6 12 1616326 1616337 TAAACCGGGAAAAGGGAATC CGATGGTGATTGGTGAAGTG 243

Ad01A647 Aradu.A01 647 p2 (CT)17 34 1616550 1616583 CACTTCACCAATCACCATCG CAACGATGCCAATGCTCTAA 279

Ad01A649 Aradu.A01 649 p3 (GTT)5 15 1618996 1619010 TTTGCTGTATTGTATGGGCG TGTTTGCAATCAAAGCGAAA 255

Ad01A654 Aradu.A01 654 p2 (AT)7 14 1629012 1629025 CACGGCATATGGGACAATTA TTCAGTCCCATGTGTCCTCA 267

Ad01A657 Aradu.A01 657 p2 (GA)7 14 1634788 1634801 TCTTCCACCACTTCCTTTGG TCCTCTTTCTTTTGCCCTCA 190

Ad01A660 Aradu.A01 660 p2 (AT)11 22 1648361 1648382 TCTTTGGAGCATTTTGTCCC AAGTGTGGAGAAATCCGAAAAA 203

Ad01A667 Aradu.A01 667 p3 (ATA)7 21 1666502 1666522 CCAAAGATTGATTTGTTGGGA AAGTTCAATCATTTTTGGTTGTGA 225

Ad01A671 Aradu.A01 671 p2 (AT)7 14 1676856 1676869 CGACACTTATTTAAGCGGGC TGGAAGCCTGAACAACAACA 111

Ad01A672 Aradu.A01 672 p2 (TA)6 12 1678035 1678046 AAGATGACAATTGTTTGACAAATTAAA AGCACAGAAATAACGGGGAA 204

Ad01A675 Aradu.A01 675 p4 (AAAT)9 36 1679891 1679926 CTGAAGCTCACTACCTCATCACA CCCACATTCCATAATCCGAC 151

Ad01A691 Aradu.A01 691 p2 (TC)10 20 1722669 1722688 CCTCTCTCTGCACCTCAACC CACGAAAAACACCCGCTTAT 246

Ad01A695 Aradu.A01 695 c (GAT)5gaaa(AAG)534 1735359 1735392 AAAATCGAAAGGAAAAGACGAA GCAAATTTTGGTGTAAAACTGAGA 193

Ad01A696 Aradu.A01 696 c (T)10attctagttaagagagtaaaagaagaagaaatttgagaaggtaaaacaagaaagaaaaataaataagaaaaaaa(ATG)599 1736028 1736126 TCACAATTCGTTACAAATACACAAAA TCTCATCTTTTGCTGCTTCTTC 280

Ad01A698 Aradu.A01 698 p2 (TA)9 18 1750707 1750724 GCATTTTCGGTTTTGTTTTGA TGCATTGTCCATTTGCTAGG 215

Ad01A701 Aradu.A01 701 p3 (GTT)5 15 1757095 1757109 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 269

Ad01A703 Aradu.A01 703 p3 (TCT)6 18 1767976 1767993 CGTCCCGAAAAATTGGTCTA GGATTCAGTGCCACCAAAGT 232

Ad01A706 Aradu.A01 706 c (A)10gaaaaacgctatattattaatagttttattaaatacacgctttaagtatttctattaacgtgtctgaatccgtgttcctccttcttctagc(T)10111 1791472 1791582 ATGCTTGCATGCACTCCTCT AAACAACCTACAAAAGGGTATGG 269

Ad01A707 Aradu.A01 707 p5 (TTTTA)5 25 1796113 1796137 CCTTCTTCCTCTCCCTCTCC GCCATAAGAAGTGTGCGTGA 268

Ad01A708 Aradu.A01 708 p3 (TTA)11 33 1799328 1799360 CCCTCCTCCTCTCGTGTATG CACTCGAAATAAGAACAAAATAGTACG 182

Ad01A709 Aradu.A01 709 c (CTT)7tt(TCA)5 38 1804030 1804067 CAAAACTCTTCTTCTCCTTTCTCG TGCTGCATCTTTGTCTTCTTCT 272

Ad01A711 Aradu.A01 711 p2 (TC)8 16 1809819 1809834 CGACGTAGCGGCTTACTCTT AGGGTTGCGGATCTCTTGTA 273

Ad01A716 Aradu.A01 716 p3 (AAG)6 18 1818296 1818313 TTGTGGTGAGAGAGAGTGCG CTTTCCAACGCTGACAGTGA 168

Ad01A725 Aradu.A01 725 p2 (AG)11 22 1849831 1849852 CCAGCCTATCCTCATTCCAG ATCCCTACCTGGTTCCTCGT 188

Ad01A732 Aradu.A01 732 p3 (TCT)5 15 1863759 1863773 TGAGGCTGATCAAAAGGGTT CAAGTCGAAGTTGGAGGAGG 164

Ad01A733 Aradu.A01 733 p2 (TG)8 16 1863913 1863928 TCTTTTGCTTCCTCCTCCAA TGTTCCCGACTCTAACCTGG 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A742 Aradu.A01 742 p4 (AAAG)5 20 1886822 1886841 TGTTTTTAGCAAGAATTCAATCCA TCTTGCCATACACAAAAATAGCA 259

Ad01A745 Aradu.A01 745 p4 (TTTA)9 36 1893570 1893605 GGGTGTGGATACCTCTCCCT GGCGCACCAAATATTGATTA 278

Ad01A751 Aradu.A01 751 p3 (TTA)6 18 1913311 1913328 TACAAAACACAGCTGCCCCT TGGATTCCTCCCTTTGTGTC 153

Ad01A752 Aradu.A01 752 p3 (AAT)8 24 1917110 1917133 TTCCATGGGATTCAAAGCTC GCCCAGATTCATTCAGAACC 230

Ad01A754 Aradu.A01 754 p3 (GGT)5 15 1923206 1923220 GCTGGAAGATGGGTAAGCTG CACTCTATTGCCACCACCCT 278

Ad01A756 Aradu.A01 756 p3 (GAA)6 18 1924998 1925015 AAGGACGAAGAACCTGAGGA GTGGCCATTTCTGCCTCTAT 156

Ad01A757 Aradu.A01 757 c (C)12ttc(A)12 27 1926111 1926137 ATACGACATGCGGCTTTTTC TGACAAAGAAAAGGTTGGTCC 236

Ad01A760 Aradu.A01 760 p3 (ATG)5 15 1934205 1934219 ATTTGATTGCTGCTTTTGGG ATGGTGGCAATATCCCTGAA 229

Ad01A761 Aradu.A01 761 p3 (TAA)5 15 1935092 1935106 GTTGCCAAGGGGAACTCATA GGTGTGGCCAGTTATTGGAG 215

Ad01A762 Aradu.A01 762 p2 (AG)7 14 1936262 1936275 TTTGGGAGAATGCTTTCCTG TGTGCCATGTGTTGTCACTG 188

Ad01A766 Aradu.A01 766 c (T)10ctttttcatcatcatcaatattatcatc(T)1048 1948766 1948813 CTCTTCTTCTCCCTCCTTCTCA TCATCATTTTTCAAGTAATTTTGTACC 220

Ad01A769 Aradu.A01 769 p3 (ATA)15 45 1962165 1962209 AACATTGGCAGCAACACAAG ATCGGGAAGTTTTCTGGGAT 232

Ad01A770 Aradu.A01 770 p2 (GA)9 18 1962589 1962606 GGGCTTGATCCTAAACGACA GCGCACACTCTACACTGCTC 270

Ad01A771 Aradu.A01 771 p4 (AAAT)5 20 1968584 1968603 TGCATTGGGCAGATCTTACTC TCGGAAAAATTACTCTAAAGAATCG 182

Ad01A774 Aradu.A01 774 p3 (CAT)5 15 1986503 1986517 ATGCCTTGAGAAACCAGAGC GCAAGAGCACGAAATGTGAA 253

Ad01A775 Aradu.A01 775 p2 (GA)18 36 1991472 1991507 TGCAAACCAACAACATCAGA TGTTGATGTACCTCCCTCCC 163

Ad01A778 Aradu.A01 778 p2 (GA)6 12 1996948 1996959 AACCGACGTCTCTTTGCTACT TCGATCGATTTTCAGAACCA 279

Ad01A779 Aradu.A01 779 c (TTA)5(TTG)8 39 2001189 2001227 CGCAGAATATGGTTCGTGAC CAATTCGGGGATCATACACA 261

Ad01A780 Aradu.A01 780 p3 (AAT)6 18 2005836 2005853 TGAATTCCTGCCAACAACAA CCTTCTTTCATGCACGCTTT 196

Ad01A781 Aradu.A01 781 p2 (CT)7 14 2007279 2007292 TAGCCGAAACATTTAGCACG TCTTGTGGGAGTTGTGTTGC 264

Ad01A782 Aradu.A01 782 c (TC)24tgagactctgaaactctgagtaactaaaccgcaacactccacat(TC)9110 2007426 2007535 TCAGGCAAGCTTCCTTCAAT AGAACTTCATCGTTGGGTGC 267

Ad01A784 Aradu.A01 784 p4 (TTTA)5 20 2008754 2008773 GGAAGTCGCATGTTTCCAAT GTGGGCTAAGTCTTGGGTGA 255

Ad01A787 Aradu.A01 787 p3 (ATA)5 15 2013952 2013966 TCAACAAGAGCAACAGGCAC CCAATCAACCATGTTGACCA 224

Ad01A789 Aradu.A01 789 p3 (CCT)5 15 2022507 2022521 CCTTCTCATCTTCTGCTGCTT TTGATGGTGGAGGAGAAGGA 212

Ad01A791 Aradu.A01 791 p3 (AAG)5 15 2023505 2023519 TTCCTCCTCCTCATCTTCCA GCGTTTCTCCTCCTCTTCCT 258

Ad01A794 Aradu.A01 794 p3 (AGG)7 21 2034843 2034863 AGAAGGGAGTGGTCGAGACA AGGAGGCTAAAGCGAAGTCC 149

Ad01A797 Aradu.A01 797 p3 (CTC)6 18 2048230 2048247 AGGCTAAAGCTAAGTCCCGC CGCCTTAACCTCACCAGAAG 203

Ad01A801 Aradu.A01 801 p2 (AG)7 14 2060238 2060251 TCCCGAGAAGATAACATACATGC GCCAAATCTTCAAATCGAGC 261

Ad01A807 Aradu.A01 807 c (A)13tgg(ACA)5ataataatctgagtaaactccacattaaaac(T)1173 2076566 2076638 CTAATGCCTTCGATTTCCCA CCGTTCTTTATTGCCCTTCA 242

Ad01A808 Aradu.A01 808 p2 (GA)13 26 2076854 2076879 TGAAGGGCAATAAAGAACGG TGAAGAAACGAGGGGTTACG 253

Ad01A809 Aradu.A01 809 p2 (AT)7 14 2084565 2084578 GCATGCTTCCAGCCTAACTC TAAACCGCAATACCATTCCC 222

Ad01A810 Aradu.A01 810 p3 (CAC)5 15 2085645 2085659 ATTTCCCGAATTTTTGGACC GCTGTTTGTGTTTGTGGTGG 150

Ad01A814 Aradu.A01 814 p2 (TA)7 14 2100591 2100604 AGCGGCTACAATCACATTCTC TTAGCATGTTTGGCCATGAA 208

Ad01A818 Aradu.A01 818 c (A)10ctgatgaaccggtcaagtgataagtttggtctacacattaaactaaatgcaattaaaatctatggaaataagtcaaattatatatcaatatataa(T)11116 2115538 2115653 TGGTGATGAGGTGAGTTTGC CATGCAGAGAATCTGTTTCCA 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A826 Aradu.A01 826 p3 (AAT)8 24 2130054 2130077 TCAACGTTCCTGATTGGTCA GTCCTCCCAACACCTTCAAA 235

Ad01A827 Aradu.A01 827 p6 (TTTTTA)5 30 2130318 2130347 TTTGAAGGTGTTGGGAGGAC TGAGCTGTGGTTTCATTCTTTC 161

Ad01A829 Aradu.A01 829 p2 (TA)6 12 2133410 2133421 AACTGGGAATTGGGAAGAGG AAAATTCCCCCGAAACAGAT 205

Ad01A830 Aradu.A01 830 p3 (TGC)5 15 2139229 2139243 GCTGCAGCCAACATAGATGA GCGGGTTTAGGTTGTGAAGA 245

Ad01A831 Aradu.A01 831 p2 (GA)12 24 2141503 2141526 TTGTTCAAGTTCAAAAACACGG TTGTGACTTTTCCTCCTCGG 101

Ad01A836 Aradu.A01 836 c (A)10ttgtaccacgatgatatataaagagaggaagaggaagaaagaagagaagccgcagaagaaaaagaatgaaaaaaatagtcaacg(A)10104 2146685 2146788 TTTTTATTCCATTGAATCTCTGAA CGTACACAACTTTCATCTGCG 260

Ad01A837 Aradu.A01 837 p3 (GTG)5 15 2147997 2148011 GTTCAAATTGGTGGTTTGGG ACCCAGTACCTTGGACATGC 226

Ad01A838 Aradu.A01 838 p3 (TTA)5 15 2154729 2154743 AGCCCAGATAAATTGTCCCA ACATTGCTCCCTGTAATGCC 227

Ad01A839 Aradu.A01 839 p3 (TAT)5 15 2155173 2155187 CGTATCAACCCCAAAGACCA TGCCACATACGTGTGATAAGTG 133

Ad01A840 Aradu.A01 840 p3 (AAG)6 18 2156262 2156279 AGGATCCAACAAGGATGGGT ACACACCACTCTCCACTCCC 248

Ad01A844 Aradu.A01 844 p3 (GCT)5 15 2171715 2171729 ATGCAGCTCTCTTGTCGGAT AATACTCCGCCAGTGACACC 195

Ad01A845 Aradu.A01 845 p2 (GA)17 34 2175405 2175438 TGCCATCATACAGACCCAAA GATTCCACTGCCGGATAAGA 161

Ad01A846 Aradu.A01 846 c (AG)12aaatcaggtgttgtggatggtagttttgacagttgacttgtaagtt(TC)8cttaatcccgacacagacagagaaacct(AG)7aa(AG)8146 2175892 2176037 TCCATTCAAAGGACCAAAAGA TCACTCAACTCAGCGTGTAGC 255

Ad01A847 Aradu.A01 847 p3 (CTT)10 30 2176306 2176335 ATCTTCTTCAAGCGCGTGTT GACGAGGATGAGGACGAGAG 186

Ad01A849 Aradu.A01 849 p2 (AT)11 22 2179451 2179472 ATTTACCCGATAAAAGGCGG AGGAGAGAAGAGGGAGACCG 266

Ad01A852 Aradu.A01 852 p3 (CAA)5 15 2186200 2186214 CACCTCCACCTGAATTTCGT TTATTTGGATGGCTGGGAAC 261

Ad01A854 Aradu.A01 854 p2 (TG)6 12 2190985 2190996 GTGCTCCAGGATGAAATGGT AGACCACCACATTTGCCTTC 172

Ad01A858 Aradu.A01 858 p2 (TA)9 18 2209644 2209661 ATGTCTGTGGTGCAGTCAGG CCTTCATGCGTAGTGTGGAG 246

Ad01A867 Aradu.A01 867 p2 (AC)6 12 2240971 2240982 AATCGTTATTTTAATGGTCTCGTT TTTGGGAGTCATCCCATCAT 207

Ad01A869 Aradu.A01 869 p2 (AT)6 12 2243834 2243845 TGCTTCTCGGAAGCCAATTA TTTTCCTAGTGTCCTAACTCCCA 277

Ad01A874 Aradu.A01 874 p4 (TTAT)5 20 2252409 2252428 TGCGAGATGCTAACTTACACA AACAATTTCCCACAGCAAGC 280

Ad01A875 Aradu.A01 875 c (A)12tag(AAGA)535 2257170 2257204 TATTTTCACACTGCCACGGA TTGGTTACCATGGGTTGCTT 256

Ad01A881 Aradu.A01 881 p3 (GCA)5 15 2271417 2271431 GCTGATAAACAATCGGGGAA TTCCCTCCAACAGAATCACC 224

Ad01A884 Aradu.A01 884 c (A)11c(A)10 22 2279385 2279406 TTCTCTTTTGGGAAAATTGAACA AGCTCAGGACAGAGGTCCAA 228

Ad01A888 Aradu.A01 888 p2 (CT)6 12 2285593 2285604 GCCCTAAATTCGAACCACAA GAAGGGATCGTTTTGAGCAG 172

Ad01A891 Aradu.A01 891 c (TC)9caattcaacttaagtttttattacaaatgaaaataaaatattttcacatgacaataatgacaagagttaaaggtacttctatggttc(TAT)7126 2295011 2295136 TCATGAGCCAAGAATGCAAA TGTTTCTTGCCTTGGTGAAA 250

Ad01A893 Aradu.A01 893 c (A)10ctcatgcgtctaataaagaaaaagaatacatagttaagacatgggttgtctaaatt(A)1076 2297776 2297851 CGTGAGAGTTAAACAGTCCAAA TCAATTCTTCCATGAGACACTTAC 268

Ad01A896 Aradu.A01 896 p3 (AAT)5 15 2300456 2300470 GGAGCCTCTTGAGTACCCCT TGCTCTTCAAGTGTATGCACAG 241

Ad01A897 Aradu.A01 897 p2 (TC)7 14 2301121 2301134 TCGACTGCACCTAAGTTTTCA TTGGACGACTCATGATGGAA 197

Ad01A898 Aradu.A01 898 p2 (GA)6 12 2306053 2306064 GGTGTTTTGGGTTGTTGAGG GGCGCTACCATTACCACTGT 166

Ad01A914 Aradu.A01 914 p2 (TA)6 12 2329310 2329321 TGATTTCATTGCATTCCCTTT ACATGGTGCATGCTTAGGGT 273

Ad01A923 Aradu.A01 923 p2 (AT)6 12 2340635 2340646 TAAGCTCTTGTCGCAGGGAT AACGGTTCGAGTGTGATGAA 229

Ad01A928 Aradu.A01 928 p2 (TC)6 12 2348824 2348835 GCATCTTCTCGTTGGGACAT TGCACAAGGAAAAGAAAGGG 207

Ad01A929 Aradu.A01 929 c* (CTT)6(T)10* 26 2352902 2352927 TGCTAACTTTGGTTGGTGGC ATTGCAAAGATGGGGACTGA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A931 Aradu.A01 931 p2 (AG)12 24 2365459 2365482 GACGAGGGAAATTGCAATACA TCCTCTCTGCCGTGTTCTTT 173

Ad01A935 Aradu.A01 935 p2 (TG)7 14 2391423 2391436 ATCCCCAAAATCCAAACCTC AAATCAAAGGAAGGTCAGCG 213

Ad01A937 Aradu.A01 937 p2 (TA)6 12 2404875 2404886 TCATATCAAAAGTGGTTTCCAAAA TTTCATTCCCAAAGTACACCAA 278

Ad01A947 Aradu.A01 947 p2 (TA)7 14 2429599 2429612 TGAATGTTCAGAAACCCTGTT TTTTGTGCCGTCTTCTCTGA 277

Ad01A950 Aradu.A01 950 p2 (GA)14 28 2440407 2440434 CAAGGTACCGTCTCCCTCTG AGTCACGCTTTCACTCCGAT 121

Ad01A956 Aradu.A01 956 c (GCC)5tcagcttgcggtgcggtggccctctccaactcccctcctctttaaccttctctctttctttactatttatcatctttc(T)10103 2442618 2442720 TGAAGGAAAGCATGAAGCCT GGGATTCGACAGGTGAAGAG 172

Ad01A965 Aradu.A01 965 c (T)13atctctacccaaaatttgaccttcacttttctactcctacctaaatctagatttgtagtttctaatt(A)1191 2473095 2473185 TTTTTACCCCGTCCAAAACC CTGCAACCAATTCCACAATG 247

Ad01A967 Aradu.A01 967 c (T)11ggcacagggactaatcagccccaaaaaaaagatcagaggtcgaattgga(T)1070 2474029 2474098 AAAGATCAGGGGTCGAATTG CCCTACCCGACTTCTGACAA 145

Ad01A970 Aradu.A01 970 p2 (TA)10 20 2478160 2478179 GGTGCACCCTCACTATCAAT GGGATACCGTGAGAAACCAA 274

Ad01A973 Aradu.A01 973 p3 (TAA)7 21 2489039 2489059 GATATGCATCGATGTGCTGC GACCCAAAAACTTTATTTCAATGC 277

Ad01A975 Aradu.A01 975 p2 (AT)7 14 2490321 2490334 GATCATGTCTACAAACTTTCATGTG TGTTTTGGTGCCTCTTGAGTT 200

Ad01A976 Aradu.A01 976 p3 (AAT)11 33 2492533 2492565 ACTCGACAGGCCAAGGATTA AATGATGTCACAGACGGCTC 280

Ad01A977 Aradu.A01 977 p2 (AT)6 12 2493433 2493444 GCTGTTTGCTGTCAAGGGTT TCACATTGTAATCACGGAAGATG 226

Ad01A979 Aradu.A01 979 p3 (TTG)5 15 2498285 2498299 GGTGGAACTAGGTTCGGACA GCAGAAATAGAAGCAAAAGCAGA 249

Ad01A987 Aradu.A01 987 c (A)13gtcatagtattaagagagaaatcaacaaaagtcataag(A)1162 2508022 2508083 TGCAGACGAAATTTTCATTCTAA TGAGCTGTAAACCAATGCAC 246

Ad01A991 Aradu.A01 991 p2 (TG)24 48 2516814 2516861 CCATGTATCTGGGAAGTTGTCA ACGGAATCGCGTATGTTAGC 259

Ad01A992 Aradu.A01 992 c (TCT)8(CTT)5cgtcttcgtcttcttct(TCTTCC)5(TCT)6104 2520559 2520662 TCAAACGGTTCCTCTTCGTT GGAAGAAGAACGTGCAACAA 245

Ad01A993 Aradu.A01 993 c (TTC)6atttacgtcttttctctctgttttctc(T)1055 2520790 2520844 TTTTCTTTCGTTTCTGCACG CCTCCTCATCTTCTGCTGCT 147

Ad01A995 Aradu.A01 995 p3 (TTG)10 30 2542290 2542319 CGTTTGATTCATGTAGCCGA GAAAGCAATGTATGGGGCTG 259

Ad01A997 Aradu.A01 997 c (A)11gtaaaact(A)10gtacacatttgaagtaaaaaatttaaatg(A)1068 2548090 2548157 TTGGTAAGTGGATTAGGCTCA TTTTTGTTTTCGTTGTTCAAGTC 168

Ad01A1004 Aradu.A01 1004 p2 (AG)6 12 2577617 2577628 AATTCGGACACTCACCGTTT AGTCCTTGTTTTGGGCTGTG 206

Ad01A1010 Aradu.A01 1010 c (CTT)7acgctcgtttacgtacgaaccgtcttcttcttcttcgcgt(TCC)576 2590123 2590198 AAACGTGAAATACAAGCGCC GAAGAAGAAGGAACGCGAAA 198

Ad01A1011 Aradu.A01 1011 p3 (GAA)5 15 2591101 2591115 CACCTCCGTCCATTCAATTC ACTCGCGTTCTTCGTTATGG 262

Ad01A1012 Aradu.A01 1012 p3 (GAA)25 75 2591234 2591308 AGCAGAGGAGAACGACGAAG TCATCTGTTGCAGCCTAACG 132

Ad01A1015 Aradu.A01 1015 p3 (TTG)8 24 2617660 2617683 ACATGACAGAGCACAATGGC GAAAGCAATGTATGGGGCTG 275

Ad01A1017 Aradu.A01 1017 c (A)10gaaataattttaattttgactaaaaatattaaaataggacgaaacaaaattttg(A)1175 2638575 2638649 AGTGTCGTGATTTGAGAATAAAAA CAAGTGCTTCTTTGGGGAGA 274

Ad01A1019 Aradu.A01 1019 p2 (TA)7 14 2642584 2642597 TGAAGGGATTCGTGCTGATT GCTTGTGAAGCCTTGAAGGTA 280

Ad01A1021 Aradu.A01 1021 p2 (TA)7 14 2654154 2654167 TGAAGGGATTCGTGCTGATT GCTTGTGAAGCCTTGAAGGTA 280

Ad01A1023 Aradu.A01 1023 p3 (AAG)5 15 2658685 2658699 AAGAGCGTGTTTCTGTTCCTG GCGAAAGCAGAGACAGAGGT 104

Ad01A1031 Aradu.A01 1031 c (T)10gaacaatcagaatttagcaaaactctattaatattttaaaataaataaatttattactt(A)1079 2670322 2670400 CACCAAATTAATGGCACACA CAATCTTTCAGCTCGGCAG 129

Ad01A1032 Aradu.A01 1032 p2 (TA)7 14 2674097 2674110 GTTCTTGGCCTTGGTTCAAA TTCGGCTATCATCCCTATCG 255

Ad01A1034 Aradu.A01 1034 p2 (AG)28 56 2676916 2676971 GGCAGTGACACCTGTAAGCA TGTAAGCATTCCATGATCGC 239

Ad01A1037 Aradu.A01 1037 c (ATA)10ag(AAC)547 2684421 2684467 GGCACTCCATCTCCACCTAA GGGGAGCACTGTAGCTTTGT 226

Ad01A1038 Aradu.A01 1038 c (A)11caaagaggcctagaggagaaggctaacaccagtaaccagttataatatatgcttccggaa(AT)887 2685930 2686016 GAAGCAGGTAAAGTTCAAAGCC GTGGTTCTTAAAGCCCGACA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A1040 Aradu.A01 1040 p2 (TG)6 12 2688767 2688778 TTTCGTTTAGCAGCCTTGTG CCCACAACCTCTGAATTTCG 190

Ad01A1043 Aradu.A01 1043 p2 (AT)8 16 2695517 2695532 CGATCCTATCAGACTCGATCC TCCTACCGATCAACTCATATTCC 267

Ad01A1051 Aradu.A01 1051 p3 (TTA)5 15 2710106 2710120 CAAAGGTACTCCATTTCTCCCA TTTTTGTGCATCTTTACTCAAACT 278

Ad01A1053 Aradu.A01 1053 p3 (TGG)5 15 2712079 2712093 CCTTTGTCATGGAGTCCAAA TTCTTTGTGTGCAGGGATTG 153

Ad01A1054 Aradu.A01 1054 p4 (ATTT)8 32 2714760 2714791 ATCAATACCCGATTTGGCTG TGGAGAATTTCTTTGGTTCCAT 230

Ad01A1055 Aradu.A01 1055 p2 (AT)8 16 2718269 2718284 GGTACAGTATGCGAGATGCG ATGCCAGGTAAGCAGAATGG 264

Ad01A1056 Aradu.A01 1056 c (A)10gtaacacttttagctaatatttttcccgatccgacccgaaaatccgacccatcaac(A)1177 2718892 2718968 TAAGCCCGTTTAAATTTCGG GCCAGCCCGTTTATCATTT 280

Ad01A1061 Aradu.A01 1061 p3 (TTA)5 15 2726740 2726754 AAATTTAAGTCATTTACCTGTTTGTGA TTTGGTACATTTCATATCACATTCG 208

Ad01A1063 Aradu.A01 1063 p2 (TA)6 12 2734510 2734521 TTGACATGCGAAAATTTGGA CAACACAAGACACGGACTGG 271

Ad01A1068 Aradu.A01 1068 c (AAT)5catttagt(ATA)538 2750399 2750436 TGGTAAAATTAAAATGGCTTTCA CTGAAGAGGACAGACGGCTC 219

Ad01A1072 Aradu.A01 1072 c (T)10gagtgcactcatcaaccattgaaattgaaagacctcacttccctgctttgggaggctgtgactgtgagtgtggttttatcaaaaaat(A)10107 2759859 2759965 TGAGACAAATCTTACGGTGTATGAA TGGGACGTTTGGATAAATCA 217

Ad01A1077 Aradu.A01 1077 c (CCA)6acaccaacaccaacaccatggataatggaatcataagaactcagaaccaaac(CCA)688 2771612 2771699 CGAAACCGTCCCTCATCTAA TTGGTTGGTGTGATGCAGAT 263

Ad01A1078 Aradu.A01 1078 p2 (TC)6 12 2772111 2772122 AAGCAAGAAGCAGAAGCAGC AGAGCTGAACGGAACGAAAA 260

Ad01A1090 Aradu.A01 1090 c (T)12aaatctataaatccagtgcaaagttgttatttgtgttgttaattgag(AATAA)584 2797756 2797839 TTTTGCATTATCATTCGACAACTT TGGAAAATTTGCTTGGGAAG 276

Ad01A1093 Aradu.A01 1093 p4 (AAAT)6 24 2803229 2803252 ACTGCCAACACAAGAAACCC ATCTGCCAAAATCTGCCAAC 248

Ad01A1094 Aradu.A01 1094 c (A)10ctctttttggttttggatctttaattatgcgagtgagactgattagttttagttgaaagcaaaaaaattgggaggaagaaaatag(A)11ggttaagaaaattgagtggatttttattttttttaaatgtgtttggttggaagaaaaat(A)10175 2804237 2804411 TTAGGTGGAATACCCATCACG TCATTAATGCTATGTTTGTTTGAAAT 280

Ad01A1097 Aradu.A01 1097 p2 (TC)8 16 2812025 2812040 TCCCATGTGCCATGTTATTG ACTTGACACTCGACCAACCC 168

Ad01A1106 Aradu.A01 1106 c (T)11c(T)10 22 2829771 2829792 TTTTTCCAAGACGAGGACATTT TTGATTAATTTTGAAGAGGGGG 253

Ad01A1108 Aradu.A01 1108 p2 (AT)8 16 2831508 2831523 TGAAGCACTATTGTGTCGCC GACAAATTCATATTCATCATTTCCA 246

Ad01A1112 Aradu.A01 1112 p2 (AT)6 12 2845348 2845359 TTTTGCGCGAAGAAAAGAAT AACCCGCAAATAAGATTGGA 268

Ad01A1119 Aradu.A01 1119 p2 (TC)6 12 2868480 2868491 TGCCAATGCTCTGTGCTATC AACCTTACAGGACCGAACCC 197

Ad01A1120 Aradu.A01 1120 c (TTC)5ctcttcc(TCT)5tttctttcgtttcttgccttctctttctc(CTT)6gttgcacgttcttcttcctcttcc(TCT)6126 2875658 2875783 CCCCAAAAACATGATACAAGG CGTGCAAGAAGAAGAAGAACG 202

Ad01A1121 Aradu.A01 1121 p3 (CTT)5 15 2875890 2875904 CTACTCCCTTTCAACGAGCG TCGCTTTACCATCATCACCA 253

Ad01A1122 Aradu.A01 1122 p3 (AGA)8 24 2877448 2877471 CGGTGGCCTCCTTTTACTTT TTCTTTTCTCGCGTTTTCGT 242

Ad01A1139 Aradu.A01 1139 p3 (TGT)5 15 2931706 2931720 ACGCTTCTTTCAGTGGCTGT AGCTGAAATCCATCACCACC 219

Ad01A1140 Aradu.A01 1140 p2 (CT)6 12 2932054 2932065 AATTGCATCACCAAAATCCC AGCTTCAATCCACGCATCTT 267

Ad01A1151 Aradu.A01 1151 p2 (TA)6 12 2955146 2955157 GGCTACTGGTGTTCTTGTTGG ACAATGAAGAGCGTTTTTGAA 194

Ad01A1152 Aradu.A01 1152 p2 (CT)12 24 2956036 2956059 TCCTTCTGCAAAATGGGTTC TTGCAATGCTAGTGAATCCG 242

Ad01A1153 Aradu.A01 1153 p3 (TTA)5 15 2956516 2956530 ATCTTCGTTCAACGGCTCTC CCTCTTCCGGGTCAGTTACA 226

Ad01A1156 Aradu.A01 1156 p4 (ATAA)8 32 2968829 2968860 GACAGCGGGGTAATTGTAGC AAGGGTTCTTGTTTGCATGG 181

Ad01A1160 Aradu.A01 1160 p3 (TTA)8 24 2973895 2973918 CGCTTGACTTCTAAATACCGAA AAAACTTCCTTAAAATATTCCATGAG 244

Ad01A1164 Aradu.A01 1164 p2 (GT)6 12 2977343 2977354 CTGAGGCTGGTTGTTGGTTT ACCCAAAAGAAGGAGGGAAA 168

Ad01A1165 Aradu.A01 1165 p3 (ACA)9 27 2981347 2981373 TGGTGACCAATCTTCTGCAA ATCTACGACGACCCCACCTA 165

Ad01A1168 Aradu.A01 1168 p2 (AT)6 12 2990473 2990484 GTCAGAATATCTGAGCCGCC AATGTTCCTGGATTCAAGCG 160
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Ad01A1174 Aradu.A01 1174 p2 (AT)6 12 3003299 3003310 TGAAAGCATTCCAGCATTGT TCAGCATGACGCGATTTAAC 258

Ad01A1175 Aradu.A01 1175 p2 (TA)8 16 3010016 3010031 ACACTCGCACCAAAACCTTC TCTTAACTGACCCATAAAATCGC 257

Ad01A1177 Aradu.A01 1177 p3 (GAA)5 15 3015046 3015060 CTACCGCTTCTCCACCAAAG CGTTTACGCATGGAACATTG 180

Ad01A1180 Aradu.A01 1180 c (A)11taccaactcggtcctaagatttgttttgataagactaattagtccctacgccaaaaaaattaatg(T)1187 3027443 3027529 TGAACAATTTGGTGTTGGGA CAACCCGACCTCTGATGTTT 252

Ad01A1184 Aradu.A01 1184 p3 (TAA)8 24 3053711 3053734 GAGAGGTTATCTTCGTCTCCGA AAGTGCAAAATGCCAAGACC 267

Ad01A1186 Aradu.A01 1186 p5 (TCAAT)5 25 3062887 3062911 TCAAATTCAAACAGCTCTGCC TCGAAACAATGAACGACTCAA 199

Ad01A1187 Aradu.A01 1187 p3 (ATT)6 18 3063724 3063741 TCTGGACTTTTCGTAGCGGT CGGAATATGGAATTTGGGAG 264

Ad01A1189 Aradu.A01 1189 c (A)10ttattataaagactcaatt(A)1140 3064855 3064894 GAAATGAGTACAGGGATCCAAA AAATCATATCACAAGCAAAATTACTCA 240

Ad01A1190 Aradu.A01 1190 c (A)10tatatctatccaacaacaaaacttt(TA)749 3067236 3067284 AACAAAGAACGCCAGAATGG GGCGGAATTATTTGACCTCT 191

Ad01A1191 Aradu.A01 1191 p2 (CT)13 26 3067469 3067494 AGAGGTCAAATAATTCCGCC CAGTCTCCGATTAAGTCCCG 279

Ad01A1194 Aradu.A01 1194 p2 (TA)7 14 3082520 3082533 CGTGGGTTCGAGTTTTCCTA TCAAGTGATTTAATTGTGACATTGC 143

Ad01A1196 Aradu.A01 1196 p4 (AAAT)6 24 3089439 3089462 TGAAAAATTTGAATGGTGCAG GAACCGTTCGTCAATTAGAGGT 256

Ad01A1200 Aradu.A01 1200 p2 (GA)7 14 3097129 3097142 ATTTGACCCGCTTTCAACAC TGTTGGAGCGTGAAGAATTG 197

Ad01A1204 Aradu.A01 1204 p2 (AC)6 12 3110897 3110908 ATCAATGACTAACTCGCCGC AACAATTTGGAAGTGGTCGC 235

Ad01A1205 Aradu.A01 1205 p3 (TCT)5 15 3111932 3111946 CCAATAACAAAGCCTCGCAT TATGAGTGTGCTGACCCCAA 277

Ad01A1207 Aradu.A01 1207 p2 (AG)8 16 3112442 3112457 TGGAACGGGTTTCTCAAGTC TGTGAATTTGGTGTGCAGGT 270

Ad01A1210 Aradu.A01 1210 p2 (AG)20 40 3125303 3125342 TGAACACCAGACAAAGCTGC AGGATCCTTTGCAGAAGCTG 185

Ad01A1211 Aradu.A01 1211 p2 (GA)11 22 3125494 3125515 GATCCAGCTTCTGCAAAGGA CATTGTTGGGCTCCATCTTT 177

Ad01A1214 Aradu.A01 1214 c (T)10agatttggatgattttttatcttatattttagtgc(T)10aatttcaaag(T)1075 3134881 3134955 GGCTCTTCTTCTCCTCCTCC TTGCCTCTTTTTATTTTAATTCACC 262

Ad01A1216 Aradu.A01 1216 p2 (TA)6 12 3140429 3140440 CGATTTGAATCGTTTTTATATCTGC CTTGCAACAGATGCTGAGATT 186

Ad01A1223 Aradu.A01 1223 c (T)10caattaggttctttttgatactaattggcttaattgtatagggaccaaact(A)1071 3150218 3150288 AAAGGTTTAATTATTCTATTGGTTCCT TTTTTATTATTTAAATTCCTGCACCA 183

Ad01A1224 Aradu.A01 1224 p4 (AAAT)5 20 3153210 3153229 GCAAAAGCTCTTAATACCCCA CGTTTGATTCATGTAGCCGA 274

Ad01A1225 Aradu.A01 1225 p3 (ACA)6 18 3153395 3153412 GCAAAAGCTCTTAATACCCCA CGTTTGATTCATGTAGCCGA 274

Ad01A1227 Aradu.A01 1227 p3 (CCA)5 15 3161289 3161303 TCAGAATTGAAATCGTCCCC AGTGGTGGTGGTAAAGGTGC 138

Ad01A1230 Aradu.A01 1230 p3 (TTA)7 21 3166699 3166719 CGATTCAGGAACTGGGTCAT CCTTCCAGCACTACAATCCAA 234

Ad01A1232 Aradu.A01 1232 p4 (ATAA)5 20 3181447 3181466 CCTTGAATAATGGGTGAGCAG TTCAAAAGGGGATAATCGCA 208

Ad01A1233 Aradu.A01 1233 c (T)12aagactaaaacacctttcaattattgtcaaatacatttagaatattaattttaaagactaaaatagatatgagacatca(T)10101 3184429 3184529 CACTTATAGTACCTTTGTCACCATCTC AAACCAAACTTTTATTATGCAAGAA 279

Ad01A1234 Aradu.A01 1234 p3 (TAA)9 27 3184926 3184952 TGCGCTTCTTTAGCCAATCT TTTCAAACCTCGGTTTTGTTG 274

Ad01A1236 Aradu.A01 1236 p2 (TA)7 14 3186987 3187000 AGAACAAAAAGGGAGGGGAA TTCAGGAATTGCTGCTTAGGA 278

Ad01A1238 Aradu.A01 1238 c (T)11c(T)11 23 3190615 3190637 AAGAATCATGGGCATGGAAA GCGAGAGTGGGGATGATAAA 137

Ad01A1239 Aradu.A01 1239 c (AG)6attgcaatggagatcctctggtgtaagaaatatttcgtttggaggaggcaagagatgacaacaaaggttgatttatttg(T)11102 3190849 3190950 TCTTCTTCTTGGTAATTCCACTGTC TCCAATTAAGCAAACCCAAA 249

Ad01A1241 Aradu.A01 1241 p3 (AAC)5 15 3194201 3194215 TCAATCTGTTATCCAATGGAGC GCCGATTCTACCTAATGGGA 208

Ad01A1243 Aradu.A01 1243 p2 (AT)6 12 3198706 3198717 GCGACAAAAATGTTAAAATAACAGAA TTCTCTGTTGTCATAGGGTTAGGA 222

Ad01A1244 Aradu.A01 1244 c (CTT)6tcaaatacacgcatacgttatcttctttttctttcaaattcacgtaaa(CCT)5g(CTC)7cttc(TCT)6125 3199950 3200074 TCCAACACCAACAAAAACCA TGGTGATGACGACAACAAAAG 223
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Ad01A1245 Aradu.A01 1245 p3 (AGA)7 21 3201012 3201032 GGAGAATGAGGAGGAGGAGG CAATTTTGGCATTCAAGCAA 183

Ad01A1248 Aradu.A01 1248 p2 (AT)6 12 3210202 3210213 AAAGAAGGAGATGTATATGTTTTACGA CACAAAATTGACATTTAACCATGT 270

Ad01A1251 Aradu.A01 1251 p3 (CTT)10 30 3244329 3244358 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 215

Ad01A1252 Aradu.A01 1252 p3 (CTT)5 15 3245085 3245099 GGAGATCGAAGGCAAAGAGA CCTCTGCTGCGGATTTTAAC 193

Ad01A1261 Aradu.A01 1261 p2 (TC)8 16 3256656 3256671 CCCAATGGTCGCTGAATAGT CGTTGTGTCTTTGGTGATGG 110

Ad01A1264 Aradu.A01 1264 p2 (AC)10 20 3258893 3258912 ACACATGCATGCAGGGATAA CTGCAAAGCACAAAGAAGCA 256

Ad01A1265 Aradu.A01 1265 p2 (CT)6 12 3260086 3260097 TTGCTACCCACGAAAGTTGA GGGGTGGGAATGAGAAAAAT 217

Ad01A1267 Aradu.A01 1267 p4 (AAAT)5 20 3262887 3262906 CAAAGAACCGATGAATCGAA ATTCGCAAGTTCCATGATGA 231

Ad01A1276 Aradu.A01 1276 p3 (ATG)5 15 3288764 3288778 TCGAATGGAACTTATTGCACA GGAGAGAGAAATATCCATAACCC 186

Ad01A1278 Aradu.A01 1278 p3 (GGA)5 15 3291664 3291678 CTCACTCAAAGGGGAGCAAG GCCAAGCCACAACAACAATA 256

Ad01A1279 Aradu.A01 1279 c (T)12cag(A)10 25 3293938 3293962 CAATCTTTTAAGGCCCACGA ATTCATGTGCAATCCAAGCA 265

Ad01A1281 Aradu.A01 1281 p2 (TA)13 26 3297983 3298008 AAAGCTCCTGACTCAGCTCG TTTTGCAGATGCAGGTTGAG 278

Ad01A1282 Aradu.A01 1282 p2 (AG)19 38 3302223 3302260 CAGTTTGACGGCAACAGAGA GGAGAAATTCGTCGCCATAA 235

Ad01A1283 Aradu.A01 1283 p2 (TG)8 16 3303406 3303421 CGATGATCATAGCTCGGTGA GGAAAAACTTGCAACGGAAA 262

Ad01A1287 Aradu.A01 1287 p2 (AT)6 12 3314150 3314161 CACCAAATTCATTTTTCCCG AAGAAATGATGCACTCATGACAA 194

Ad01A1288 Aradu.A01 1288 p3 (ACC)6 18 3315181 3315198 TTTTCGTACCCAAGGTCTGG TTGCTGTTGATGGTGGTTGT 265

Ad01A1290 Aradu.A01 1290 p3 (TAT)14 42 3325279 3325320 TGAAGGTGCATTTGAAAGGA TCCTGCAAAACTGCAAAACA 248

Ad01A1291 Aradu.A01 1291 p2 (CT)16 32 3327863 3327894 GCCGGTTTGGTTCTCATAACT TCGTGAAATACTGCCCTTCTT 280

Ad01A1292 Aradu.A01 1292 c (T)10ctattttagtgtcttttctggttcttccttttttcatcctcttcttctcaatcca(TC)677 3328201 3328277 CCCACTTTTCTTTCCACTTCA GGGAACCAAAAGCACCATAA 263

Ad01A1295 Aradu.A01 1295 p2 (AT)8 16 3338391 3338406 CATGAACAACAGGAGCTGGA CAACATTTGTTGATGTGGCA 192

Ad01A1297 Aradu.A01 1297 p3 (ACA)5 15 3341124 3341138 TTTGGTCATTGCCTAAACCTG CCCATCTAGCGGGATAAGGT 259

Ad01A1298 Aradu.A01 1298 p4 (AGAA)6 24 3341855 3341878 CAAACCCATCTTCAAGCCTC ATGCATGCCAAATTCTCATT 241

Ad01A1301 Aradu.A01 1301 c (GAA)6cttacgagtgcaaatttgaaagaaga(AGG)559 3347013 3347071 CCACCGAACCGAACAATGTA GCCACCGAACTGAACAATG 280

Ad01A1302 Aradu.A01 1302 p3 (GAA)5 15 3347348 3347362 TTTGTGATTTCGGTTCACCA CGCATTTTTCTTCTCATCTCG 278

Ad01A1303 Aradu.A01 1303 p3 (GAA)5 15 3347464 3347478 GCGAACAGAGGAAAACAACG GCTACCGAACCGAACAACAT 213

Ad01A1304 Aradu.A01 1304 p3 (GAA)6 18 3347791 3347808 ATGTTGTTCGGTTCGGTAGC TTCTCTGCTCGCATTCTTCA 246

Ad01A1305 Aradu.A01 1305 p3 (TTC)6 18 3348173 3348190 CGCGCATTATTGAGAGTGAA GGTGAAGCCTATAACGCGAG 105

Ad01A1306 Aradu.A01 1306 p3 (GAG)5 15 3348703 3348717 AAGAAGAACCTACGAGCGCA TGGTGAACCGAAATCACAAA 164

Ad01A1307 Aradu.A01 1307 p2 (TA)7 14 3349411 3349424 GACTTGATGGCAGGTGTCCT AGGGTTAATGTCTCGCGTTT 264

Ad01A1309 Aradu.A01 1309 p2 (TA)6 12 3350742 3350753 TCCAAATTTGTGGCTCTTTG TCTCCTCACTCTAATTCGGCA 224

Ad01A1310 Aradu.A01 1310 c (T)11accaatgagttatagctcaaatggcataatttttctatactcatttaagaagttgtggattcgaatctctctatttttggt(A)10102 3356210 3356311 ACTCGTCACCGTGGACAATA TCTGGGTGGAGATGACACTT 188

Ad01A1312 Aradu.A01 1312 p3 (GAA)5 15 3363653 3363667 AATCGATATCGGGCTTCCTT GAACGAGTTTCCGGTGAAAA 232

Ad01A1315 Aradu.A01 1315 p3 (TAT)16 48 3365475 3365522 CCGATTACCAAAACAGCCAT AAAAACATGGAGGAGAATATCATTG 261

Ad01A1317 Aradu.A01 1317 p3 (TTA)5 15 3369242 3369256 TGGTGGTGGTGATGATGATT CAGCAGAAGTCGCACCAATA 192
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Ad01A1319 Aradu.A01 1319 p2 (AT)8 16 3372018 3372033 CCACTCTTTTTAGCGGTTCG CGTTTGCCACCCCTAGTTTA 224

Ad01A1322 Aradu.A01 1322 p3 (AAT)5 15 3380871 3380885 CCATTCTTCAGATGTTTGCG GGGAGGGAAAGTAATCAATGC 115

Ad01A1323 Aradu.A01 1323 p4 (TCTT)5 20 3383911 3383930 GATGATCACGTTGTCGTTGC ACCGTTTCCGTTGCTTCATA 270

Ad01A1325 Aradu.A01 1325 p4 (TATT)5 20 3387621 3387640 CAAATTTTAACGCCACCAAAA CCCAATGGATACCAAAATCG 260

Ad01A1327 Aradu.A01 1327 p3 (CTT)5 15 3402004 3402018 GCAAATTTGGGTGTAACACGA AAAAGAAGAAGATGGTGATGTTGA 168

Ad01A1329 Aradu.A01 1329 c (GAA)8agaggtgattgtgatgaaattgaaggacgggaagagaacgaggatgcagaagacgaagaagaaatggtgagtataatgtgaaagtagaagtcaaagtcg(GA)6aactaacaagttaactgtcaaaactaccatccacaaaaccttatt(TC)9198 3407808 3408005 AGAGGACACTCGCGCCTAT GCCCTATCTGTGAGAGAGAGACA 265

Ad01A1330 Aradu.A01 1330 p3 (TTG)5 15 3415131 3415145 CATGAGGTGGTCAGACGAGA CACAAGTCACAACACATCCCA 217

Ad01A1331 Aradu.A01 1331 p2 (TA)6 12 3417315 3417326 TTCTTGATTTGTCTCGGCTTC GAGTATCCTTCGGTCGTGGA 167

Ad01A1332 Aradu.A01 1332 c (T)11atgataggccttattcttttttc(T)1246 3419841 3419886 TGAAGGGCATTTGAATAGTTAGG CGATTTTTGAATTGGATTTCG 266

Ad01A1333 Aradu.A01 1333 c (AAG)8gagggggaggggaagaaaaagaaagtgaggcgacgaagaaagggaaccacggggaagggaagaagaaa(AAG)5107 3424966 3425072 TGTTCGTCCCCAATCTTTTC AATAGCGACGAGCAACGAGT 243

Ad01A1335 Aradu.A01 1335 p3 (TTA)6 18 3432243 3432260 AATGGCACCTTGTCCAAAAA GCAAAGGTGCCTCTCACGTA 244

Ad01A1337 Aradu.A01 1337 p2 (TA)6 12 3437382 3437393 TCATTTGACAAAACTACCCAACA CCATTTGTCATTTATACATTGAGGG 221

Ad01A1339 Aradu.A01 1339 c (CCA)5cctc(CAT)740 3447089 3447128 GAGCAACTTTCTCAGCACCC AGGCATCGGTTGAGTATTGG 198

Ad01A1340 Aradu.A01 1340 p2 (GA)22 44 3447901 3447944 ACGGAAGGTCATGTGGAAAC TCTCCACCACTACCACCTCC 181

Ad01A1342 Aradu.A01 1342 c (CCA)5cctc(CAT)1770 3451101 3451170 GCATCTTTCTCAACACCCGT TTGAGGGAGGAGGAGAGACA 242

Ad01A1343 Aradu.A01 1343 p2 (AG)7 14 3451926 3451939 AAATCCCGAGTGAGGAAGGT AACATTTCTCCACCACCACC 279

Ad01A1344 Aradu.A01 1344 c (A)10taaaaggcttgtgaaagggaagtggcaactgggaaatgggaatagtgtggtaaaagttgtatttttttttataataaaattg(T)10102 3457498 3457599 AAGGGAGGTTAAGGGTGGTG AATTCGTGGCTTCCAGCTAA 276

Ad01A1349 Aradu.A01 1349 p3 (AAT)6 18 3468858 3468875 CGTTGGTGACATTTTGTCTTTT CAAGTCTATCCCACTCCACCA 249

Ad01A1354 Aradu.A01 1354 p4 (ATTT)5 20 3475294 3475313 AGGGGGTGGTTGTAGAAAGC TTGCAAATTCGAGTCTCCCT 218

Ad01A1371 Aradu.A01 1371 p2 (TA)7 14 3523822 3523835 ATGCAGGGACAGTAAGCCAG CCTTCGAATTACTCAGCCCC 247

Ad01A1373 Aradu.A01 1373 p3 (CAA)6 18 3524895 3524912 AGAGGCTCTCCTCCTGCTCT CTTTTCTTGCTGCTGCTCCT 241

Ad01A1374 Aradu.A01 1374 p3 (GGT)6 18 3525100 3525117 TTTGGAAGATTGGGAAGCTG CCATTCACACCCGAACTTCT 274

Ad01A1375 Aradu.A01 1375 p3 (GGT)7 21 3525436 3525456 AGAAGTTCGGGTGTGAATGG TGCCTTTGAAATCGCTCTCT 265

Ad01A1376 Aradu.A01 1376 p3 (GAA)7 21 3536700 3536720 GCTCCCACTTTCTGTCTCCA GGCGACAAGTCCATAAGCTC 224

Ad01A1377 Aradu.A01 1377 p3 (TTA)6 18 3541049 3541066 TGGGCTAACATTATGATTTGCAT AGGAGGCCTGTGTGGTTATG 260

Ad01A1383 Aradu.A01 1383 p3 (TTA)6 18 3546756 3546773 AATACCCAAAAGGCATGCAG GCAGTTGGGAATCCTGCTAA 230

Ad01A1384 Aradu.A01 1384 p3 (ATC)7 21 3547578 3547598 CCAAGATCCCCATGAAGAGA GCATACACGCACGGTTATTG 278

Ad01A1385 Aradu.A01 1385 p2 (TC)6 12 3549546 3549557 CAATCCTCTTGGTTCGTCGT ACTGACTGAGCATCCAAGGC 237

Ad01A1388 Aradu.A01 1388 c (T)10ctctccccaaatcaaatttacatttgccctttccttttttgtg(T)1063 3560387 3560449 ACGGAATCCATCTTTGATGA ATTAGCGTTTTGTCCGCACT 272

Ad01A1398 Aradu.A01 1398 p3 (AAC)6 18 3585764 3585781 TTGGGAGCTAAGGTAAAAATGC CATGCAAATAACATTCACCGTT 239

Ad01A1402 Aradu.A01 1402 p3 (TCC)5 15 3591569 3591583 TCGTCGTTACCAATACCACC CCGAAATTCGCTGCAACTAT 267

Ad01A1403 Aradu.A01 1403 p2 (TA)6 12 3593050 3593061 AAGAACGCGAAAACAAAGGA CTGCCTTGCCTGGTAACTTT 252

Ad01A1405 Aradu.A01 1405 p2 (GA)21 42 3595720 3595761 TTTGGGGATTTTGGATTTGA TAAATCCTGCCCAGCGTAGT 169

Ad01A1415 Aradu.A01 1415 p2 (AT)8 16 3609150 3609165 ACATTTCCTTCCCAAAAACA GGACCGTAGCTGATTTGCAT 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A1418 Aradu.A01 1418 p3 (TCT)5 15 3616482 3616496 CCGTTGATTTCTCCTTGCAT AACGATAGAACCAACGGCAC 234

Ad01A1419 Aradu.A01 1419 p2 (TA)6 12 3617784 3617795 CTGGAGACTCTTTGGAAGCG CTCAACTTGCAAAGCAAAGG 212

Ad01A1420 Aradu.A01 1420 p3 (TTG)5 15 3621521 3621535 AAGATTGTTGGTGCAGGAGC ATGGAGCAGCAACAGTAGCA 248

Ad01A1421 Aradu.A01 1421 p3 (TTC)5 15 3623877 3623891 TCCATCTCCTCACCTCCATC AGTAACAATGGCGGATTTGG 209

Ad01A1430 Aradu.A01 1430 c (T)10ctactctcaaccctaacaataa(TC)1868 3647207 3647274 GCGCATGCTCTCTCTTCTTT GTAGTCGTCGTCTTCCTCGC 274

Ad01A1431 Aradu.A01 1431 p3 (GGT)6 18 3647576 3647593 CGTTCAGGACAACAGCAAGA CCCTGATTCTGAAACCCAGA 150

Ad01A1432 Aradu.A01 1432 p3 (TGG)5 15 3647812 3647826 TGGTGGATCTGGAATTAGGG CCCATTCCCACCAATCCTAT 253

Ad01A1435 Aradu.A01 1435 p2 (AT)9 18 3655475 3655492 TTCCATTCACAAAAATGCTTCT GCCGGTTAAAAGAAATAATCAGTG 260

Ad01A1439 Aradu.A01 1439 p2 (CT)6 12 3671095 3671106 AAATCCAAGCCCCATTTACC TCTGCAGAGAGCAGTGGAAA 132

Ad01A1441 Aradu.A01 1441 p3 (TAT)16 48 3675209 3675256 AAGAAGTGGTGGTGGTGGAA GCCCTTTGGTTACCATTCTC 179

Ad01A1442 Aradu.A01 1442 p2 (AT)8 16 3679410 3679425 CTATAGCAGCAACGGCAACA AGGGAAAACATGGTGTTTGG 232

Ad01A1445 Aradu.A01 1445 c (A)10caaaaatacattgtccgatgatatgcgctaaaattgaatattttgctagaatttaaattctacatttctacttaccgattcattcttgta(T)14114 3687459 3687572 AACGTGTCACCAAAACTTATCAAA AGGATGTCGCAAGATGAGAAA 203

Ad01A1448 Aradu.A01 1448 p3 (AGT)5 15 3690973 3690987 CAGGGACGGATCCAATTTTT CTTGGTCTGCGCCTTGTAAT 274

Ad01A1449 Aradu.A01 1449 c (T)10agtgtcaaaacaagcaag(A)1139 3691109 3691147 CAGGGACGGATCCAATTTTT CTTGGTCTGCGCCTTGTAAT 274

Ad01A1452 Aradu.A01 1452 c (T)13ggagtaacggtagaatgtacatggagagagaaaaacgagcatctgtgttttaaaaatg(ATA)586 3712182 3712267 TGGCAGCCATAAGTTGTGAG TTTAATATTGTCCGTAATAAAAAGCA 265

Ad01A1455 Aradu.A01 1455 p3 (TAT)5 15 3714527 3714541 CAATCAAAACCGCACAATG CAGTTTGGATTGGATTAGATTTG 270

Ad01A1457 Aradu.A01 1457 p2 (CA)6 12 3722526 3722537 CAGGGTTTGAGCCTTGGTAA ATGCATCCAAACTTCCTTGG 209

Ad01A1463 Aradu.A01 1463 p2 (AT)10 20 3747556 3747575 CGTTCCTCCATCACCAATGT TCGGGTTGGCTTAATAATCG 233

Ad01A1469 Aradu.A01 1469 p4 (TTTA)5 20 3757066 3757085 CGAGAAATTTCCCATTATTTGA TCTGCCACTGACCAATTCAG 280

Ad01A1471 Aradu.A01 1471 p3 (TCT)5 15 3761226 3761240 AACGCGTTTTGAACCATTTT AAGGCAAGCAACGAAAGAAA 210

Ad01A1472 Aradu.A01 1472 c (GAA)18gag(GAA)778 3761707 3761784 CAACGAATAAAAAGGCGAAGA ATGCGTTATTCAACCGCTTC 182

Ad01A1473 Aradu.A01 1473 p3 (CAC)7 21 3763769 3763789 GTCAGCCTAGGGATGTGCTC ATCCATCCTGAACCTCATGC 234

Ad01A1474 Aradu.A01 1474 p3 (CCA)6 18 3764264 3764281 TTGGCTCCTTCCTTGTCACT ATGTGTGTGCGGTGGTAGAA 269

Ad01A1475 Aradu.A01 1475 p2 (AT)8 16 3772658 3772673 ACCAGCAAAGGCAAGATCAG GTGGTTCACTTCGTTGAGCA 197

Ad01A1479 Aradu.A01 1479 c (A)18cgaacccttctctcctt(TC)647 3777842 3777888 TTGGTTGGCTTTTCAAATCA AGAGCTTGGCTAGAGAGGGC 209

Ad01A1482 Aradu.A01 1482 c (A)12tagttgaaagaattgattttgtttgaagc(TA)653 3792371 3792423 AATGTTTGTAATGGGGCAGG GCTTAGCCATCGATTTGACC 203

Ad01A1483 Aradu.A01 1483 p2 (GA)19 38 3797820 3797857 ACAGCGACGTGTTATAGCGA CACGATCACGGAAAGAGACA 176

Ad01A1485 Aradu.A01 1485 p2 (TC)24 48 3800875 3800922 GGAAATGAGGTGGGATTAAAGA TCTGAGGGTTGCTGAGAACA 280

Ad01A1488 Aradu.A01 1488 p4 (TTTA)6 24 3806339 3806362 TCTTTCAAAAACATGGACAGGA AACCAACTCTGCCACTGACC 278

Ad01A1496 Aradu.A01 1496 c* (AAG)6atagtgatgatgatgat(A)11(AAG)5*59 3829560 3829618 TGAGAAGGTAAAACAAACAAGGAA GCAGCAAATTTTGGGGATAA 218

Ad01A1498 Aradu.A01 1498 c* (A)10(AAG)6* 26 3830372 3830397 TGTGATTCTTCTTCTTCTTTGTTTG CAGCAAATTTCGGGGTAAAA 260

Ad01A1500 Aradu.A01 1500 p3 (ATG)6 18 3832999 3833016 CAAGGATGTGTTTGGTAAAGCA TTGGGTCCTTAATTGCTTGC 223

Ad01A1503 Aradu.A01 1503 c (T)10aattatgtttcgga(T)1135 3841823 3841857 AGGTAAGAAATGCAGCACCC CCTCCAACATTGCAACTAACA 277

Ad01A1504 Aradu.A01 1504 p4 (AATT)5 20 3848878 3848897 TGAAAGCCAACAAATTAAAGGAA CCCACTAAAATTGACGGAGC 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A1505 Aradu.A01 1505 c (AAAG)5aaaaaggtaattaaaagagagaaaa(AT)657 3850148 3850204 GCCTCCTCAACAATACTAATGC TCATATTCCTCCGAGTTCCG 214

Ad01A1508 Aradu.A01 1508 c (T)10cttttatttgggtccctgcactaa(T)1044 3856367 3856410 TTGTTGGTCTTTATAGTTTCGCA TCCCTTTTGGTAGTAATTGGC 191

Ad01A1510 Aradu.A01 1510 p3 (GAT)5 15 3859047 3859061 ATTTTGGTTGCATCTCCGTC CCACCACCCTAGCTGGAATA 253

Ad01A1514 Aradu.A01 1514 p2 (TA)10 20 3885665 3885684 TGTTCAAATCCTCAAACGACA TGTGGCACATTTTGGTTGTAA 235

Ad01A1516 Aradu.A01 1516 c (T)12agactcaggttaagcagaaaattttgattttaagtt(A)1159 3887266 3887324 TGCGGAACATTGAATTTTAGA TACAATCATCTGGTGGCGG 240

Ad01A1523 Aradu.A01 1523 p3 (CTA)5 15 3898035 3898049 GGTTTTGGGATTCTGGGTTT TGAAACGACAACCGACAAAG 145

Ad01A1528 Aradu.A01 1528 p3 (ATT)7 21 3915216 3915236 TGGCAATATCACCAAAACCA GCTCAATGAAGAAAAATTGCC 261

Ad01A1529 Aradu.A01 1529 c (A)14gaaaactgatgcttatcaaatcatttgattctcttaatttggaattt(CAAA)581 3918658 3918738 AAATGCGAGGCAACAAAAGT TGCAACTTGATTTGGTAAAGGA 165

Ad01A1531 Aradu.A01 1531 p4 (ATTT)5 20 3919016 3919035 TGCTGCTCATTCACTGGAAC ACCCAGTTGCAGATTTGTCC 236

Ad01A1534 Aradu.A01 1534 c (AAG)5acatacggagaaaag(AGA)545 3921131 3921175 GGAGGAGGAGGAAGAAGTGG GATCTGATTCGATTCGCGTT 245

Ad01A1535 Aradu.A01 1535 p4 (TATT)5 20 3921609 3921628 TGTACATTTGCGGATCGAAT GCATATCCGAAGATCCACAA 245

Ad01A1537 Aradu.A01 1537 p2 (CT)10 20 3930361 3930380 AACCCCAAAATCCTTCCAAC GGAAGAAGAAAGAAAGGGCG 211

Ad01A1538 Aradu.A01 1538 p3 (GAG)5 15 3931720 3931734 CAAATTCCATCAACGCCTCT CGTCGTCATCGCTGTTCTAA 213

Ad01A1540 Aradu.A01 1540 p3 (ATT)7 21 3933622 3933642 GTTCACACCAACAACATGCC CCTGGGAACTCATTGAAAGC 232

Ad01A1545 Aradu.A01 1545 p3 (AAT)5 15 3944597 3944611 TTTGTTAAATTGCCCTGATCTTT GCATCAAACACAAATTGAGAGAA 261

Ad01A1546 Aradu.A01 1546 p3 (TTA)6 18 3944718 3944735 TTTGTTAAATTGCCCTGATCTTT GCATCAAACACAAATTGAGAGAA 261

Ad01A1551 Aradu.A01 1551 p2 (TA)6 12 3956409 3956420 CACTATCTCGCGTCCTGACA CTGATTTCTCAATGCAGGGG 262

Ad01A1552 Aradu.A01 1552 p2 (TA)9 18 3956699 3956716 GGCCAACAATTTTGGTGTTT TCAAGATTGTTCATTTGGCA 237

Ad01A1555 Aradu.A01 1555 p3 (GAA)5 15 3959409 3959423 AGGGAGAAAGAGGTGGTGGT TAATTGCAGTTCGTGGAACG 143

Ad01A1562 Aradu.A01 1562 p2 (AT)10 20 3972572 3972591 TTTCACAGAAAATAAGAGGCCA CGAATGCAATCTGTTTCAAAG 246

Ad01A1566 Aradu.A01 1566 p3 (AAG)5 15 3982750 3982764 ATGCGTTCGTGGGTAATCTC ACCCTTCTTCTCCACTGCAA 210

Ad01A1567 Aradu.A01 1567 p3 (AGA)5 15 3982902 3982916 GGAGAAGAAGGGTTCATTGC TGGTGGCTGATTTGTTGGT 280

Ad01A1568 Aradu.A01 1568 p3 (AAT)6 18 3986636 3986653 CCTTTTCCGAACTGCATAGC ACCGGATCAAATACCGGTTC 245

Ad01A1574 Aradu.A01 1574 c (TCTTCC)6(TCT)9tcctcttcc(TCT)16120 4006236 4006355 TCAAACGGTTCCTCTTCGTC CGTGCAGAAACGAAAGAAAAG 253

Ad01A1575 Aradu.A01 1575 p3 (AAG)6 18 4007228 4007245 TTTCTCCTCCTCATCTTCTGC CAAGGTACGTTTCTTGCCTTC 205

Ad01A1576 Aradu.A01 1576 p6 (GAAGAG)5 30 4007395 4007424 GAGAAAGAGAAGGCAAGAAACG TACACGCGCTTTATTCATGC 265

Ad01A1580 Aradu.A01 1580 p6 (TCCTTC)5 30 4012501 4012530 GGACCAAAACCCAAAAGTCA CCCAAAGAAGAAGGAGGAGAA 266

Ad01A1583 Aradu.A01 1583 p3 (TTA)14 42 4015242 4015283 TTTGAGCCATCTGTTGAGGA TCGTTGTGACTAATTTTGGTGTTT 137

Ad01A1584 Aradu.A01 1584 p3 (ATG)5 15 4017392 4017406 CGACGAAATCGAAAAAGCTC TTGCTTCACCTCCTCAATCA 253

Ad01A1585 Aradu.A01 1585 p3 (AAT)5 15 4017847 4017861 AGGAGATTCGGTTGTTGTGG ACAAGTCAAACACCTTGCCC 200

Ad01A1586 Aradu.A01 1586 c (A)10ttgagatactggatactagagtctttattttttc(T)1155 4018396 4018450 TATGCCCCAATTGCATTCTT TGTGTATGCAGCAACCCATT 230

Ad01A1588 Aradu.A01 1588 p3 (AAT)15 45 4024458 4024502 GTACATTGGAGCCACCCAAC TTTTGCAATTTGAAGCATTACA 261

Ad01A1593 Aradu.A01 1593 p2 (TC)6 12 4034083 4034094 ACCAAGTACCCCAGCAACAG ATTGGTTCATTTTGAGGCCA 184

Ad01A1596 Aradu.A01 1596 p2 (AT)8 16 4036661 4036676 TTCCAGGTAAGTGGCAAACA CTGGCCAGGGATGCTATTTA 171
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Ad01A1598 Aradu.A01 1598 p2 (TA)8 16 4041569 4041584 AAATGATTTTGATTGGAGAAATGTT ATTTCATGTGTTAAATATGTGAATGAT 262

Ad01A1603 Aradu.A01 1603 p2 (AG)8 16 4051253 4051268 AATGGTCATCCAAATGCACA GCTTGCCAAATTTTCTACTTCTC 273

Ad01A1605 Aradu.A01 1605 p4 (AATA)6 24 4058155 4058178 AGGCGTGGGTCATAAGTTTG TGTTTAACCCAAAATCCCCA 181

Ad01A1611 Aradu.A01 1611 c (T)10attttcctttttcataattctttttattttattcttttaataagaataaaaacaaaaaaaattcaaat(A)1088 4067134 4067221 CAAAAACTCTTTTTCTTTCTCTTTTT TCACAAAATACATGTCTAAATCACCA 262

Ad01A1616 Aradu.A01 1616 p3 (TAA)10 30 4086884 4086913 CCATCAAATCCAACAGGGAG GGTTGCAGATTCGAGTCTCTTT 223

Ad01A1617 Aradu.A01 1617 c (T)11gttttaaagataaagagactcgaatctgcaacctctaaatgagtatggaaagactatatcatttgaactataatttattatc(A)10103 4087015 4087117 ACCTATATTGCTATTAGGGCATAGTT TGATTTCCTTTTTAGTAGTTTTGATTT 278

Ad01A1620 Aradu.A01 1620 p3 (ATG)5 15 4098882 4098896 AATTGGCCCAACAATGAAAG TTGAGGGAGGGACACTGAAG 121

Ad01A1622 Aradu.A01 1622 p3 (ATT)5 15 4100268 4100282 TAGGCACCACCATATCATGC ATAACCACCAAACCCAACCA 255

Ad01A1623 Aradu.A01 1623 p2 (TA)11 22 4100693 4100714 CATTGGTGAGTCCAATGCTG CCTTATCGCTTGCCCAAATA 250

Ad01A1630 Aradu.A01 1630 c (A)10tgcatcattatcaaaattagggtgataatatccattttctaaatttaattattcttacaatctcaaagatgaaatt(A)1096 4107023 4107118 AATGACAACGCCACTTCACA TTCAATGCAATGGTCGGTAA 176

Ad01A1635 Aradu.A01 1635 p2 (AT)9 18 4119366 4119383 ACATAAAGGCCCTCCTCCAT CAAACATTGGACTTTCGGCT 206

Ad01A1638 Aradu.A01 1638 c (A)10g(A)10 21 4131688 4131708 TTGCCAGATTTAATGCTAATGC TGTTGTCGAGAATAAAATGGCA 278

Ad01A1641 Aradu.A01 1641 p4 (TCTT)5 20 4142594 4142613 GCACTTGACCAGGTTGTTGA CCATAGTGGCCAAACAATCC 208

Ad01A1646 Aradu.A01 1646 c (CTT)16cgagtagagatgggaggggaacaagaaaggaggcagagaatggagtagggtctcaaagctcctccaaatacaacacaaacatgggtttagggttttagtg(T)11159 4150601 4150759 TGTAACAGCGGATCGAAATG TTAAACACTAAAACCCTAAGTCACC 229

Ad01A1652 Aradu.A01 1652 p3 (AAT)5 15 4178988 4179002 GACGGAGTCACGGTCTCAAT AGATGGTGGTGATGAAAGGC 277

Ad01A1654 Aradu.A01 1654 p3 (TAA)8 24 4187372 4187395 TGCTCAAATCTTCTTCCATTCA ATTATGGGAGATTCGCGTGT 248

Ad01A1655 Aradu.A01 1655 p3 (TCT)5 15 4188356 4188370 TTCTTCAACCGTTACTGCACA CCTCCTCATCTTCTGCTGCT 240

Ad01A1656 Aradu.A01 1656 c (GAA)7gaggaagaggaaaaggaagaggagtcgttcataatccacggtgagt(GAA)582 4189217 4189298 TCAGAAACCATGAAAATCGAAA TCGTGGATTATGAACGACTCC 244

Ad01A1657 Aradu.A01 1657 c (AC)6caaactttacacaatatttagtatttgaaaattattttttaaaaaataaattattaaaaaattcatttaacatgaaaacct(A)11104 4190565 4190668 TTGGTTACTAATAACATGGTTGGTC TTCATGTCATATGCTGAGTTTCAA 260

Ad01A1659 Aradu.A01 1659 p2 (CT)8 16 4192565 4192580 AAGCTTAGGCGAAGATGCAA TGGAGGGGACGTGAACTAAA 228

Ad01A1661 Aradu.A01 1661 p2 (GA)8 16 4202626 4202641 TGAACTAGCAGCAGGGACAA AGTGGATGCCAAATCTTGCT 147

Ad01A1663 Aradu.A01 1663 p2 (AT)10 20 4235061 4235080 AGGAGCCTTGAAAAATGGGT TTATGGAGAGGCAGGGTTTG 264

Ad01A1666 Aradu.A01 1666 p2 (AG)12 24 4239410 4239433 ATAATCAGTCCATCCCGCAG ACGTAAATATTCTCCGGCCA 273

Ad01A1667 Aradu.A01 1667 p2 (TA)9 18 4241778 4241795 TCCAAGCTTCCAATTTCCAC GCCGGATTTTAACCCAATTT 175

Ad01A1668 Aradu.A01 1668 c (CTT)7ccaccgcaccatcgcccctgtcgcaccaccgcaccgcaccactacca(TCT)9ttttcttcttccggcgcaccactgcaccaccaa(TTC)5143 4244214 4244356 TATTTATTCCCGCTGCACCA CCAGAAATTTCACAAACAAATCA 242

Ad01A1669 Aradu.A01 1669 c (TGA)8ccatgatgataatgtggtggtggtgggttc(TGG)5ttctgttctggtggtttaggtgctgttc(TGA)11tggtgatgatgatgataaccatgatgataat(GTG)5176 4244480 4244655 TGTTGCTGAAATTTATTGTGGAA TGTGTTAGAACCCACCACCA 246

Ad01A1671 Aradu.A01 1671 c (A)11ttcttatatagtgaatttgtctaagtagcttagtagtttggtatattgattcatagataggctatgtagaaataatg(A)1098 4250499 4250596 TGGTTAATCTTGATTGCCTTTTG ACATCACTTAAGGCTCTACGCT 227

Ad01A1677 Aradu.A01 1677 p3 (AAG)15 45 4265967 4266011 AACACGCGAAGAAGAAGGAA ACGCGTCTAACACACACGAA 217

Ad01A1678 Aradu.A01 1678 p2 (AT)6 12 4266861 4266872 ATGGTAGCCAACCTATCCCC TGAGAAGGGTGGAATCTTGC 248

Ad01A1682 Aradu.A01 1682 p2 (AG)6 12 4269377 4269388 TTAAAATCCTTGCGTGTCCG TCCAACAACAACTCTCCGTG 280

Ad01A1685 Aradu.A01 1685 c (GA)6gcgcgccatag(GA)737 4274650 4274686 CGTCCCCAGTAGTGATCGTT TGCGTTTCACCAATTTACCA 256

Ad01A1686 Aradu.A01 1686 p2 (AT)8 16 4275359 4275374 CTTTGTCACGGCAGGAACTT TCATTTTGAATTATCAGAACACTAACA 252

Ad01A1691 Aradu.A01 1691 p2 (AT)6 12 4286692 4286703 ATTGATGGCCAATTGATGGT TCCTACTGATCAAACACCGAGA 103

Ad01A1694 Aradu.A01 1694 p3 (ACA)5 15 4295233 4295247 GGAGCATATCAAGCCCAAAA TCGTTGGCAGGTAAAGTTCC 153
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Ad01A1695 Aradu.A01 1695 p3 (AAT)6 18 4298640 4298657 AATGCCTTGACGTTTTCCAC GGATGTCGATCCTCACGAAT 177

Ad01A1697 Aradu.A01 1697 p3 (CAA)6 18 4300907 4300924 CCCAAATCACCCTCAACAAC TCGATCTCCCTCAACCAAAT 274

Ad01A1698 Aradu.A01 1698 p3 (CAA)6 18 4301190 4301207 TGGTTGAGGGAGATCGAAAA AAGCTGAAAGCGGTTGAGAA 142

Ad01A1705 Aradu.A01 1705 p2 (TA)6 12 4326320 4326331 CATGCAATGACCCCCACTAT AGGCACCTGAAGCACTTGTT 275

Ad01A1715 Aradu.A01 1715 p3 (AAT)12 36 4367547 4367582 TTTGTTTTTATCAACGTGGGA TTTTAGAGGGGGTTGGGTAAA 187

Ad01A1716 Aradu.A01 1716 c (A)12cgtaaaccccgaattcaaaccaaagaaaaaag(A)1054 4370426 4370479 TCGCCATTTTTCATTCATCA TTGAGAATGGGATGGAAAGG 204

Ad01A1717 Aradu.A01 1717 c (T)10caaaatttttttattaggagatttatggtacgc(T)1053 4371060 4371112 AAGGGGATTGGTTCTACGCT TCGCACTCGAACCTCAAAAT 271

Ad01A1719 Aradu.A01 1719 p3 (TTA)6 18 4387342 4387359 TCTCAATATTCCAAACCAAATACTACC AGAGCTCAATGCCTCAATGG 254

Ad01A1721 Aradu.A01 1721 p2 (AC)10 20 4389478 4389497 GAAATTCGATAAACGGCTGC CGAGATTCCATGTATTCCACAA 213

Ad01A1723 Aradu.A01 1723 p3 (TTA)8 24 4394006 4394029 TGCAAATTACTTCAAGGGGG CCAAAAGGTGGAAAGAGGAA 273

Ad01A1725 Aradu.A01 1725 p3 (AGA)5 15 4399347 4399361 TCTTTTCTTTGGGCTCGCTA CCATGACACGAGTCTCGCTA 106

Ad01A1727 Aradu.A01 1727 p4 (TAAA)5 20 4405407 4405426 GAGGTATTTTTGTTGCGGGA TTCTTCTTGTGTGGCAAACG 273

Ad01A1730 Aradu.A01 1730 p3 (AAT)5 15 4414348 4414362 ATGATTTCCTTTGGGGTCCT CAATCCTAGCCATGAAGGGA 280

Ad01A1734 Aradu.A01 1734 p2 (CT)8 16 4417229 4417244 AGCGGCAGATTCTTCCATTA TGAACTTGACAAAATGCTAATGCT 182

Ad01A1736 Aradu.A01 1736 p2 (AT)6 12 4424363 4424374 CATCAACTAGCCATTGCATCA GAATTGATTTGGTTTTTGTAACGA 275

Ad01A1739 Aradu.A01 1739 p3 (TTC)6 18 4429034 4429051 AACTTTTCAAATCACGCGCT CGTGTGCAAATTTGGAAGAA 178

Ad01A1745 Aradu.A01 1745 p3 (ATT)6 18 4436385 4436402 ACGTATACAGCATGCCCCTC TCTCAATTACTTTTGAATTTTGATGC 252

Ad01A1747 Aradu.A01 1747 p3 (TTA)5 15 4441455 4441469 GGCTACTTGATCAACGATGGA TAGCACTATTCGCAAGGCAA 177

Ad01A1753 Aradu.A01 1753 p3 (AAT)7 21 4453933 4453953 CAATCGGAATAATGTTGTAAGGTG CACCATGATGTCTTTCACTGC 255

Ad01A1754 Aradu.A01 1754 p2 (GT)6 12 4455920 4455931 CACCAAAAATCAGCCACCAT TTGTCCTGAGACAAATGGGA 190

Ad01A1760 Aradu.A01 1760 p2 (GA)7 14 4477071 4477084 CAAAAACCCGAATTTGATTGA CGAATCCGTCTTCTCCACTC 162

Ad01A1761 Aradu.A01 1761 p2 (AG)7 14 4477502 4477515 TGGAAGCCATGCATTGTAGA CCTCTTTCTTGTTGAGAAAGGC 248

Ad01A1771 Aradu.A01 1771 p2 (AG)6 12 4504538 4504549 CGGTAATTGGGTCCTGTGAC GCTCTCCATTTTGAGTGCAT 249

Ad01A1774 Aradu.A01 1774 c (GA)7ct(A)14gatgaatgaaaaataaaaaaagatg(A)1065 4507826 4507890 CACACCGAGAAACACAAAACA ATTCGCAGTGACAGCAACAG 139

Ad01A1775 Aradu.A01 1775 c (A)11ttaaaaacccatgttttacagtagcatggagcctcaataccttttttgtcttg(A)1377 4509052 4509128 ACATTTGGAGTGAGCTTCGG CCAAAGCATTAACAAAATCGG 196

Ad01A1779 Aradu.A01 1779 p2 (AT)6 12 4516737 4516748 GCCAACGACAAACCCTTAAA CGTGATTACCAAACACACCC 235

Ad01A1782 Aradu.A01 1782 c (A)10ctaaggagttaaattatgagattatattaaaaagcataaaacagaaaacaaag(A)1073 4522284 4522356 GCCCGGTATTAAACCTCCAT TGAGGAAACTTCGGAAGAACA 199

Ad01A1783 Aradu.A01 1783 p2 (TA)6 12 4525844 4525855 GAGAATAGGTAGAGTCAAGCGAGA GGACGTTCAACGCTCATTTT 242

Ad01A1784 Aradu.A01 1784 p2 (AT)10 20 4533058 4533077 CAATCAATGTGTGAGCATGG TCTCAACTAAGCTCCGCTCA 121

Ad01A1786 Aradu.A01 1786 p2 (TA)6 12 4535034 4535045 CTTGCTTTGGGTTCAAGTCC TCTCTCCTCCCTCCCATTTT 222

Ad01A1791 Aradu.A01 1791 p2 (GA)9 18 4559895 4559912 GCCAGAAGCGAGTTTTGTTC GATTCTTCGCTTCGCAGTTC 267

Ad01A1792 Aradu.A01 1792 p2 (CT)6 12 4562069 4562080 TGTGATTGTTTTGACTTTGAGGA CTGGCTGAGGAGCAGAGTTC 253

Ad01A1793 Aradu.A01 1793 p2 (CT)6 12 4562327 4562338 CCGCCTCTGTCCTACTTGTC GTCCAGCTGCTTTGGACTTC 229

Ad01A1795 Aradu.A01 1795 p2 (TA)6 12 4565192 4565203 CAATAGGAGAGCAACAAAACCTC CCCTTCCAAGACTAGGCACA 163
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Ad01A1797 Aradu.A01 1797 p2 (GT)6 12 4567647 4567658 CAATCTGGAAAGCTGGAAGG CGAGTACGAGGACGAAGAGG 137

Ad01A1798 Aradu.A01 1798 p4 (TTAT)7 28 4574111 4574138 CCGTCTCTACAACGCAACAG AAAGAGTAAGTTCGATCCGAAAA 280

Ad01A1801 Aradu.A01 1801 c (A)11g(A)10 22 4579235 4579256 AGAGAGAAAAAGCGTTGGGG GATAAACCCTAAGAGGGGCG 180

Ad01A1805 Aradu.A01 1805 c (T)10agaattgcttttatagccaattcaatatgtattatac(T)1158 4583905 4583962 TCTGCTGTGTCTATTGACATTCAT GCCTGAATGGAAGAGGTTTTT 277

Ad01A1806 Aradu.A01 1806 c (CT)7cacacacgcactcgcaca(CT)1460 4589176 4589235 GGGAAGAACCACAACCAGAA AAAAGACCAAGACTTTTTGAGGG 267

Ad01A1817 Aradu.A01 1817 p4 (ATTT)5 20 4607907 4607926 GCAAGCAACCAAGATTGTCA TCAAAAGCTCTGGCCAAAAT 139

Ad01A1822 Aradu.A01 1822 p2 (AT)7 14 4622512 4622525 ACTTAGGGTCCACCGTCTCC TTTGGATCAAAATAAGGGCAA 165

Ad01A1827 Aradu.A01 1827 c (A)10taaaaataaaagacatgtatatcaaataaatcttagatagatttttagttcaa(T)1073 4627666 4627738 CAGGACAAAATATGCAAACACAA TCCGAGTGATTTTAATGAATGTG 270

Ad01A1833 Aradu.A01 1833 p3 (ATT)7 21 4637357 4637377 TGCCTATATCTTATTTAACAAACACAA AAAAGTTGATTTGGTAAATCTTTCAG 256

Ad01A1835 Aradu.A01 1835 p2 (AT)8 16 4641238 4641253 GAAACAAATCCAATCATCTTAGTCC TGTATGACCAACTTGCTTTGC 257

Ad01A1836 Aradu.A01 1836 p2 (AT)7 14 4641546 4641559 AAAGCAAAGCAAGTTGGTCA GCTGCTAGTGTGGGAATCTTG 161

Ad01A1838 Aradu.A01 1838 c (T)10attttttttataactagaattgaaag(A)1046 4646910 4646955 TCATTCAGGCTGAGTTTGTTTC ATGCATATGGCTAGAACGGC 163

Ad01A1840 Aradu.A01 1840 c (TA)11atgctaacaaattaaaactataacgaaaataatgtgattcttttaatacacagaaaataaacatattaaaccatctc(CA)6111 4648755 4648865 TCTATTGTAGACCCAGGCGG CGTGACGACACCTGAATATGA 190

Ad01A1848 Aradu.A01 1848 p2 (AT)8 16 4656120 4656135 CAGTTCCTGTCTGTGCGTGT AATGCTCATCTTCAAAGTTTTCTT 280

Ad01A1853 Aradu.A01 1853 p3 (TAT)5 15 4659585 4659599 CCCAGAAATAGAGTTAAGATTGGG TTCCAAAATCTTAGTTTGACAAAAA 277

Ad01A1855 Aradu.A01 1855 p3 (TAA)6 18 4662175 4662192 CCTTGCTAGTAGGTATTCTTGTAATCA TCAAGTGCAACTAAATGTCTTAACG 243

Ad01A1859 Aradu.A01 1859 p2 (TA)11 22 4670205 4670226 GACAAAGATTCACACCCACG ATATACGTGGTCTGTGGCCG 208

Ad01A1861 Aradu.A01 1861 p2 (AG)7 14 4682643 4682656 AGTTGGAAGTGGTGGCTCTG GCTTCAAACATTATGCTGCG 220

Ad01A1864 Aradu.A01 1864 p2 (TC)17 34 4691640 4691673 AAACAATGATGCCAAAAGGG CCCAAATGAAGAAAGTTGCG 255

Ad01A1865 Aradu.A01 1865 p3 (TTG)5 15 4695737 4695751 TGAAGCCATGGTGTCGTTTA TCCGACACACTAACCTTCCC 248

Ad01A1868 Aradu.A01 1868 p2 (CA)6 12 4730934 4730945 AGGGTCAACTGAAAAACATGC GCAGAGGATGCATGACCTATC 258

Ad01A1873 Aradu.A01 1873 p2 (TG)6 12 4743845 4743856 AAAATGCCTTCATGTTTGCC ATTAGGTCTAGCCGTGTGGG 254

Ad01A1875 Aradu.A01 1875 p2 (TC)27 54 4747514 4747567 CGATGCCTCCTTTGTTTCCT CCATGACCGGTATTGCTTCT 210

Ad01A1877 Aradu.A01 1877 p3 (AAT)7 21 4749477 4749497 ATGGTTTTACCCTGCCCCTA TCAAATTCAAATATGCAGTAAAATCT 280

Ad01A1878 Aradu.A01 1878 c (GT)6gg(T)10 24 4752631 4752654 GCCAAGGAATTAGGCGAACT TGACACACAGACACACACGG 148

Ad01A1881 Aradu.A01 1881 p2 (CA)6 12 4755431 4755442 TGCGGTACGTTGAAGAGAGT CGAAAATGTTTGAGGTGTGTG 236

Ad01A1888 Aradu.A01 1888 p3 (AAC)5 15 4768508 4768522 ATGCAGTAGCCCCACAAAAC GATTGCTGCACTGTTGCTTC 247

Ad01A1890 Aradu.A01 1890 p3 (AGA)26 78 4774526 4774603 CGACGAAGCTAATTACGTCAAA TGTTCTCTTGTCGTGTTTTCG 167

Ad01A1892 Aradu.A01 1892 c (T)10attaattttgtccaccgaagtctctctctgtctatgattgattggtcaaatcattagttcaggacaccaag(A)1091 4775019 4775109 ATTTCGGGAAACCCGACTAA GGGCAGAAACTCAAACCGTA 279

Ad01A1893 Aradu.A01 1893 p5 (TCTCT)5 25 4776401 4776425 TTGGATAAGAAATCGGTGCC TCTATTCCCAGCCTCACAGAA 270

Ad01A1894 Aradu.A01 1894 p4 (CATA)5 20 4777220 4777239 CAGCCACAAACATTCATCTCA CAACCGGAGCTTCATATTGTT 280

Ad01A1898 Aradu.A01 1898 c (ATAA)6(AT)6 36 4786698 4786733 CAAAAGGACACACGCACAAC ACCCCTCTCACCTTCCATTT 230

Ad01A1900 Aradu.A01 1900 p2 (TA)8 16 4789684 4789699 CTTTGCATGACTTGGCTTTT TGCCAGGTTTAGATTTGATGG 144

Ad01A1902 Aradu.A01 1902 p2 (AT)7 14 4800382 4800395 TTCGATCTGACTGTTTAACCTTT GAGGTAATTTGAGGTGGAATATTTTT 280
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Ad01A1903 Aradu.A01 1903 p2 (AT)6 12 4802989 4803000 GCGGGCTCTTTTTCTCTTTT AAAATTTGTAATTGGATGCTTTGA 153

Ad01A1910 Aradu.A01 1910 p2 (TA)9 18 4851432 4851449 CCTTTCACCTTACACAAAATGC CTGCGTTCAGTATTTTCAGAGG 121

Ad01A1915 Aradu.A01 1915 p3 (CAA)5 15 4872543 4872557 TCACTCACCGAAAAGTTCCC AATGAAATCTGGGAAGCGG 132

Ad01A1920 Aradu.A01 1920 p2 (AG)7 14 4888724 4888737 ACCGAAACCCCCAAGTTATC CTTCCCGAACACTTGTCCAT 104

Ad01A1927 Aradu.A01 1927 p2 (TA)6 12 4900691 4900702 CGACCGACTCATCCGTTTAT GCGGAGACTGTGAGACTGTG 280

Ad01A1935 Aradu.A01 1935 p3 (AGT)5 15 4925254 4925268 ACAGAATGCGGTCTCCAAAC TATCATGCTTCCAAGGCACA 265

Ad01A1940 Aradu.A01 1940 p2 (GT)7 14 4954474 4954487 GGGTTAGATGGGATATTGGGA GTCCGTGATATTCAACCGCT 267

Ad01A1942 Aradu.A01 1942 c (T)10acctataactttttctcacgttg(T)1043 4960890 4960932 TCGTGGAAAGCTAGACCCAC TGGCGCAAAACAATATCAGA 255

Ad01A1943 Aradu.A01 1943 c (A)11gtttagattgtgaccacagcttaggcatgcaggtagagatatcaaaatcagaataataatgcatg(A)1086 4965943 4966028 AAGGAATGAATCGAAAAAGTCAA CACGTTTTCTTTGGCTAGCTG 228

Ad01A1946 Aradu.A01 1946 p2 (AT)6 12 4968834 4968845 TTGGACCCAAATAAGTGCCT TGTTTCCCTCGACTTTCCAC 204

Ad01A1951 Aradu.A01 1951 p3 (AAT)8 24 4977612 4977635 AAACGGGTGATCTGGATCTAA ATTCTCCCAATTTTCACGCA 202

Ad01A1969 Aradu.A01 1969 p2 (AT)8 16 5009324 5009339 ACAGACATTGATATGGATACGAGA TTCATTCAGCGCACCATTTA 256

Ad01A1975 Aradu.A01 1975 p4 (TTAT)6 24 5016129 5016152 CGCTTTTTCTTTTTATCGTCG TTCAATCTTCATCACCATGTCA 220

Ad01A1979 Aradu.A01 1979 p3 (AGG)6 18 5028131 5028148 TCATCCAATCAAAACCAGCA CGATTTGGGGAGGTCAGATA 209

Ad01A1983 Aradu.A01 1983 c (AT)10(AG)7aa(AG)852 5037225 5037276 GGAAAAGTCTAAGGGGCCAG AGGAAAATCGCACAAGCACT 146

Ad01A1984 Aradu.A01 1984 p2 (TA)7 14 5038321 5038334 GGAACGCATTCGTTATCATTG TGATGAGGTCCACAAAGCAC 255

Ad01A1993 Aradu.A01 1993 p2 (AT)6 12 5055614 5055625 TTGAAAGAAGCTAAAACCAAAACA GGTAATCAAGTCCAACCCGA 203

Ad01A1994 Aradu.A01 1994 p2 (AT)6 12 5056395 5056406 TTGAAAGAAGCTAAAACCAAAACA CGAACCTGAACCAAACCAAT 245

Ad01A1997 Aradu.A01 1997 p3 (GAA)6 18 5062434 5062451 CAATTGCTTTGACGGTGATG TGTGATGATGATGGTGGCTT 124

Ad01A2000 Aradu.A01 2000 p4 (AAAT)6 24 5073206 5073229 ACCCTTGACCTTTCGGATCT TCTCCCTCTCAATGTGGCTT 232

Ad01A2002 Aradu.A01 2002 p3 (CAA)5 15 5075632 5075646 AGCAGGCAGAGGCAGAAGTA CCCTTCCCCTCTGTTTCAAT 168

Ad01A2004 Aradu.A01 2004 p2 (AT)7 14 5076636 5076649 CCTATAAGATATTAGCCCTTCCATTG TTCCACAAATTGGTTCCTCT 143

Ad01A2007 Aradu.A01 2007 p3 (GAA)5 15 5083567 5083581 GGAAGAATAATCGAAATCGCA TTTTATGAACGTTAGGCGGC 224

Ad01A2008 Aradu.A01 2008 p3 (GAA)5 15 5086473 5086487 GTTAGGGGGCGTGTAGTCAA TTTTTCTTCTCGCGTTTTCG 133

Ad01A2012 Aradu.A01 2012 p2 (TG)7 14 5115198 5115211 ATGGCAATTTTCTCTGGTGG AGGAAGAAAGACGGAGAGGG 211

Ad01A2015 Aradu.A01 2015 p3 (TTA)6 18 5138592 5138609 TGCCTTTGATTCTGCAACTG TCAACGACCTATGCATGGAA 217

Ad01A2026 Aradu.A01 2026 p2 (AT)12 24 5154742 5154765 GCGAAATTTTGTCGGTGACT TTGCCAATGACCGTTTATGT 174

Ad01A2032 Aradu.A01 2032 p3 (TTC)6 18 5172539 5172556 TATTCCAATGCCCCTACCCT ATGATGATGGGGTTGGATTG 229

Ad01A2035 Aradu.A01 2035 p3 (ATG)5 15 5175887 5175901 CCTCAACGTGTTCCCAATCT GGGGTAGAAGGGTAAATGGG 194

Ad01A2037 Aradu.A01 2037 p3 (GCT)6 18 5179730 5179747 TCATCTGGGTATGCTCCATTT AGGGTCATGCAATTCACACA 278

Ad01A2039 Aradu.A01 2039 c (T)11gaaatattcaagtttagtgagtggtacatgaaacatattttcagtgttaaagaaattttt(A)1081 5186079 5186159 TCACAGGAAATACCACCACATT GGTGGTTGAGTTCCTTTCATTT 275

Ad01A2042 Aradu.A01 2042 p2 (AT)7 14 5199927 5199940 TTTGATTTCTCACAAAGAAAAACA TACGCCCGAGAAAGAAGAAA 224

Ad01A2043 Aradu.A01 2043 p3 (ATT)5 15 5200421 5200435 CAGCTGAACAATGAAAATCCA AATCCATGGAACATGCACAA 172

Ad01A2045 Aradu.A01 2045 p3 (AGA)5 15 5202333 5202347 CAGGAGTCCATTGTCCTTTGA AGCTTGTGTGGCCTAATTGC 231
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Ad01A2046 Aradu.A01 2046 p2 (AT)6 12 5203198 5203209 CCCATCATGGTGTGATGAAA TTGTTTCTAAACGCACATCTAAGAG 122

Ad01A2052 Aradu.A01 2052 c (AAT)15agaaactagaatacttatgccatggcaagcaaaattagcaaataaaagtgaagaattttttaaaaagg(A)10123 5223905 5224027 GCATGTGAATTTCGACTTTACC CCTCGTTGCACATGATTACG 196

Ad01A2053 Aradu.A01 2053 p3 (ATT)6 18 5224302 5224319 GGCGAAACGAACTGTTTCAT TCGTCGCAGTCTCAGGTTTA 173

Ad01A2055 Aradu.A01 2055 p2 (AT)9 18 5227067 5227084 GTCGCTTGATGCTTGTGAAA GTTATGAGTGCGTCATCCGA 219

Ad01A2056 Aradu.A01 2056 p2 (TA)9 18 5242788 5242805 TCCATAATTTTTGAAAACCACTGTT TCGTATGCAAATTTCTGCTCA 249

Ad01A2066 Aradu.A01 2066 p2 (AT)9 18 5263096 5263113 GCAAGCTAAGGGACATGCAG TCTTGTTGAGAGGGAAATGGA 265

Ad01A2069 Aradu.A01 2069 p2 (AG)6 12 5269241 5269252 TTTGAGGAGTCATAAAATTTGTAAAG GGACTGTGGTGAGCTAGCACTAA 225

Ad01A2070 Aradu.A01 2070 p2 (GA)6 12 5274215 5274226 ATCACACTATTGCTGCTGCG CTGGCACCAGCTAACAACAC 232

Ad01A2074 Aradu.A01 2074 p2 (TC)16 32 5278061 5278092 TGTCGGATTGGAAGATACCG GAGAGAATGAGAGGCGTTGC 131

Ad01A2076 Aradu.A01 2076 p2 (TA)11 22 5284620 5284641 TCCGTCATCTTGTCATATCTCG CTGCACGTGCCATTATCGTA 271

Ad01A2080 Aradu.A01 2080 p3 (TAA)5 15 5294476 5294490 GAAATCGATTGCACCTGAGT TGCTGGGGTATAGTGCCTTT 276

Ad01A2081 Aradu.A01 2081 p3 (TAA)5 15 5294664 5294678 CGATTGCACCTGAGTTTTCA TGCTGGGGTATAGTGCCTTT 271

Ad01A2087 Aradu.A01 2087 c (T)11acatatattcttgtctaacttttaaagtattgcttaattcatctataccatgttaaactaattcatcaaatttactagagtttaaatatctaccgaagag(A)10121 5315522 5315642 GGATAAACCGATAAACATCTTATTGA TTGAAATTATGGACAACAATTCG 276

Ad01A2090 Aradu.A01 2090 c (A)10cctttgaaattcatatgtcttgaaagaattagatgttttttc(A)1264 5333159 5333222 GCGGAAAGGTTTGTTCTTCA TTGTGATCTCCCTTATTTCTTCG 273

Ad01A2092 Aradu.A01 2092 c (A)10ctaaagttttgaataatgaaaagtaaggtattcttg(AT)658 5352653 5352710 GGAAACAAGAGGAAGGACGG CTTGAAAAACAATTTCTTTCCTAAAT 226

Ad01A2102 Aradu.A01 2102 p2 (TA)8 16 5377955 5377970 CCCCTTCTCTTAGCCACTGA TTCTTTTTGTCATATGTACTTCAATTC 219

Ad01A2109 Aradu.A01 2109 p2 (TA)6 12 5389182 5389193 CAGAAATTTTTGTCAATTTATGACTTT GGAAGGAGGGGGATAATAATG 280

Ad01A2116 Aradu.A01 2116 p3 (TAT)20 60 5406027 5406086 AAAATCGCAAATAGAATAACTTCTCA TTTGTCTTTTACACAAATACCAAATAA 262

Ad01A2123 Aradu.A01 2123 p3 (AAT)8 24 5434654 5434677 TAGCATCACCATCATTTGCC AGCCCAGAAACACTCCTCAA 233

Ad01A2125 Aradu.A01 2125 c (A)10tcctttttaatatta(AT)943 5436406 5436448 CTAACATTGCCCAATTCCCA TTTTTGAAAAGAAGAATATTGTATGC 242

Ad01A2131 Aradu.A01 2131 p2 (TA)7 14 5443515 5443528 CAGCTGATCCCAAATTGGTT AGAAATGAACGGAGCATTGG 237

Ad01A2142 Aradu.A01 2142 p2 (AG)6 12 5476245 5476256 CTATTCGTGGGTGGGAAATG CTGGATGGTGTGCAGTGTTT 153

Ad01A2143 Aradu.A01 2143 p2 (TA)6 12 5478569 5478580 AGGCAACAGAGTAGCAAATCG TGCATTATCAATTACACAAGTCACA 264

Ad01A2144 Aradu.A01 2144 p3 (TTC)6 18 5481193 5481210 CTCCATTTTCACCACCACCT GGCGAGACCAATTATCGAAG 196

Ad01A2153 Aradu.A01 2153 p3 (CAT)5 15 5505181 5505195 TCGGCTAGCTTCCCTTTGTA CAGAGCAACCTCAAAGAAATGA 271

Ad01A2154 Aradu.A01 2154 p3 (TTA)7 21 5506316 5506336 GCGTACAACAGAACATTTGGA GAAAAATGCACCAAAAACTAAGC 241

Ad01A2156 Aradu.A01 2156 p4 (TCAC)5 20 5515179 5515198 CTTTGTGGAGTTGCTGTTGG TAGTGGTGGAGGCATGATGA 198

Ad01A2158 Aradu.A01 2158 p2 (GA)6 12 5515863 5515874 CCACGTCAAAAGAGTGTTGC CGGATCCACTAGCGGTAAAA 273

Ad01A2160 Aradu.A01 2160 p3 (AAT)5 15 5516384 5516398 TTGCCGTTTAAATTGATTCAG TGAATCCCTCTTGAGAATTGG 252

Ad01A2170 Aradu.A01 2170 p3 (TTA)16 48 5538258 5538305 CCTCTGGGCAAAAAGTTGTC CATATTGAAAGCCACCATTGTC 166

Ad01A2172 Aradu.A01 2172 p2 (TC)6 12 5543620 5543631 ACCTCCACCACACCAAAAAG GAAGAATGGAGGGAGGAAGG 107

Ad01A2173 Aradu.A01 2173 p3 (CCT)5 15 5544067 5544081 CCCAGACTACCTCCCTCCAC AGTGGAAGTTTTCGGGGTTT 269

Ad01A2175 Aradu.A01 2175 p2 (AT)6 12 5567352 5567363 CGCGTATGCATAATAACCAAA AACGACCATGACGATGACAA 263

Ad01A2178 Aradu.A01 2178 p3 (TGT)5 15 5590170 5590184 CCATTGAATCCAAACCCATC CAAAAATGGCACTTCAGGGT 272
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Ad01A2179 Aradu.A01 2179 p3 (TAG)7 21 5590845 5590865 TCATAAAGAAAAGGGTGGCG CGTGGAGACAAACCACTGAA 192

Ad01A2188 Aradu.A01 2188 p3 (ATG)5 15 5600044 5600058 TGCAAGAGCCATAAATGCAG CAAACATGGTTGCTTTGGAA 242

Ad01A2189 Aradu.A01 2189 p5 (ATTAT)7 35 5600396 5600430 TCCACATGGGATTCACACAC TCCATAGCACAAGTCACCAAA 230

Ad01A2190 Aradu.A01 2190 p2 (TA)9 18 5601099 5601116 GCCGAGCTTGAGTTTGGATA CAAGTTCGGCTCACGAAAAT 240

Ad01A2191 Aradu.A01 2191 p5 (TTATA)6 30 5601438 5601467 TTTGTGTTCTTAAGATAGAAATTAGCA TCTAATTGCTCCATTTTAATGTGTT 240

Ad01A2197 Aradu.A01 2197 p2 (AT)7 14 5616749 5616762 GATCTTAAGAATCAAAGAAAAGAAAAA AAAATGAGGTGGTGCGAGAC 262

Ad01A2203 Aradu.A01 2203 p3 (TAT)10 30 5634109 5634138 GGCCAAAGCAAGAAGAAAGA CATTTGTTTGAGGGGACCAC 133

Ad01A2211 Aradu.A01 2211 p3 (TTA)5 15 5659179 5659193 GGTTATTATTTTTCGTCTTTCTTGTTG CGTGTTGGCTGAAAAATCAA 134

Ad01A2212 Aradu.A01 2212 p3 (GAA)15 45 5676991 5677035 CGCCGTTTATACCGTCAACT CCGTTTCTCATATCCATGTGC 215

Ad01A2214 Aradu.A01 2214 p2 (CT)22 44 5677850 5677893 AATTCAAACCGCGAACTGTC CAATGGCAGTAGTGGCAGAA 252

Ad01A2220 Aradu.A01 2220 p3 (AAC)9 27 5688620 5688646 GGTCCAGGCAGTATGCTCTC ATGAGCCTGGATGCATGATT 241

Ad01A2226 Aradu.A01 2226 p2 (TA)9 18 5702745 5702762 CTTCTTTCACCTTGGGAGGA GACACAGACATGTCATAAAATAGACAA 280

Ad01A2231 Aradu.A01 2231 p2 (TA)6 12 5707088 5707099 TTTGTTTCGTCTTTATTTGTTTCTG CGCGAATACCCATCCATATC 264

Ad01A2235 Aradu.A01 2235 p2 (TC)15 30 5713059 5713088 CAAGCCACTTCCAACCCTAA CGGAATCGTCAACCTTCTCT 163

Ad01A2242 Aradu.A01 2242 p3 (AAG)5 15 5735664 5735678 TGAAGATGAAACACGCGAAG ACACGCACGTTATTCAACCA 195

Ad01A2245 Aradu.A01 2245 p2 (AG)6 12 5739704 5739715 TTGGATCTGCAGTTGCTCTG TTTACACCCTCATAATCCCTTG 193

Ad01A2246 Aradu.A01 2246 p2 (AT)7 14 5740359 5740372 GAGGGTGTGGAATTTGCAGT TGCATATGCTTGAGTTCCATTC 186

Ad01A2247 Aradu.A01 2247 c (T)12gtttgataaagtaaggcgttaccaatgcttggtgtaaaatgc(T)1165 5742405 5742469 TGGAAGAAATGAGCAAGGCT GACCGGATTAATTGGGGATT 278

Ad01A2249 Aradu.A01 2249 p3 (TTA)5 15 5746571 5746585 CCGTCAATGAAAAGTCTTGTAAA ATCATGTCGTCAATCGTCCA 200

Ad01A2251 Aradu.A01 2251 p3 (TTA)6 18 5750481 5750498 GCCCTCCTGTTATCGATTTG TCATGGTTGCACTTCATGGT 158

Ad01A2252 Aradu.A01 2252 p2 (TA)11 22 5751878 5751899 CGACAGAAAGAAAAGGAACACA CTTTCATGGATTGCCCCTAA 216

Ad01A2253 Aradu.A01 2253 p3 (CTT)5 15 5756876 5756890 GAAACAAAATAGCATGCGCC AACGAACCACCGTCAAGTTC 163

Ad01A2255 Aradu.A01 2255 p2 (AG)6 12 5760949 5760960 TATCCTTATGCCTTGGGCAC CGCAAAGGAGGCTTTTGTAG 183

Ad01A2256 Aradu.A01 2256 p2 (TC)6 12 5761144 5761155 CTACAAAAGCCTCCTTTGCG AGGAAACCGAATTCACCTCC 188

Ad01A2260 Aradu.A01 2260 p2 (AG)7 14 5771094 5771107 TGATTTGAAAAGGGTAGTGCAA TGGTGGTGGCGACATATCTA 103

Ad01A2261 Aradu.A01 2261 p2 (AG)8 16 5775674 5775689 TCGAGGAAGAAGTGAGGGAA TAGTTTGGTGGAGGACTGCC 112

Ad01A2266 Aradu.A01 2266 p3 (GAT)5 15 5789030 5789044 GTGAAGCTCAAAGGCAAAGG GGTTGTGACTTGGTCTCGGT 230

Ad01A2267 Aradu.A01 2267 p3 (TTC)5 15 5826805 5826819 ACACCACTTCTCCCCCTCTT TCTCTCCATCTCCCATGACC 245

Ad01A2269 Aradu.A01 2269 p3 (TGT)5 15 5846578 5846592 TGCTATCCCTCTCTGAATGGTT ATCTCGAGGGACAACATTGG 280

Ad01A2272 Aradu.A01 2272 p3 (TAT)7 21 5850282 5850302 TGAAAAGAAAGTTATGCACCGA GCTCGAGAGAGACAGCCACT 110

Ad01A2274 Aradu.A01 2274 p2 (AT)7 14 5854184 5854197 CAGACGCAATCCAAACAGAA GAGGGTTTTGTGGACATGCT 240

Ad01A2276 Aradu.A01 2276 p3 (AAT)5 15 5855523 5855537 TTACTTGGACCCCACACACC TGGTGGTGTCTTCTTACCCC 270

Ad01A2280 Aradu.A01 2280 p2 (AT)11 22 5860470 5860491 CCAAACATAAACATACCCTCACTG TTATGTGTCCCTCCACATCG 153

Ad01A2281 Aradu.A01 2281 p3 (ATT)6 18 5861939 5861956 ACCGTAAACAAACGAAGCCA CGTTCATATAAGATCCAACAATCC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A2286 Aradu.A01 2286 p2 (AT)8 16 5871807 5871822 TCATTGTTTTCCTTATGGTGGA AACAATTTTCAGTTTGGCGG 275

Ad01A2288 Aradu.A01 2288 p2 (TA)6 12 5879069 5879080 TCCACCAATTTGAAACCTAACA TTGTCCCTATTCTCAATGTCCA 260

Ad01A2289 Aradu.A01 2289 p2 (AT)9 18 5882275 5882292 GACGCTTTTTAAGATGTGTTGC TTGCTATTCAAAGTGTGAGTCCT 215

Ad01A2290 Aradu.A01 2290 p2 (TA)9 18 5882466 5882483 TTTCTTTCTCTATACCATTTCAATCTG AAATTTTTAGCGTGCAAGTGA 276

Ad01A2293 Aradu.A01 2293 p2 (TA)6 12 5885701 5885712 AACAAGAATTAGGCAAAGAAGCA CAAGCCCAAATTCAAAATTCA 272

Ad01A2295 Aradu.A01 2295 p3 (GAG)9 27 5896525 5896551 AATCACAATGGGCTGAGAGG GCAAGGAAGAATGCTCAGGA 153

Ad01A2302 Aradu.A01 2302 p4 (TTAT)5 20 5912414 5912433 AAGCAAGTAGTCTTTGATCTTCCA TGCAAATCAATAATATCACTATCACAA 238

Ad01A2305 Aradu.A01 2305 p2 (TC)6 12 5913856 5913867 CACACAACACTTGCATTGCC AAAGTGGGGTACCTGCTGTG 222

Ad01A2312 Aradu.A01 2312 c (TCC)5ctcttcttttcctttttctttgcgtttctcctcctttttctttgcttgtttcatcctttttgtcgttcttttta(TTG)5104 5928005 5928108 TCTCCAATGTTTGTATCCCACA CGGCTTTTTCTTCTTCATCTTC 261

Ad01A2313 Aradu.A01 2313 c (AAG)5cagcaaaagat(GAG)541 5929697 5929737 GAATGTAGGTTCATCCTCTTCCA AGACATTTCAATGTATTTGTATTCTGA 263

Ad01A2314 Aradu.A01 2314 c (TTC)6tttgtttgattttttttattcttgttaatagagtaaaacaagaaaaaacttgaaaaggtaaaacaagaaggaaaaaataaataagaaaaaa(ATG)5124 5929971 5930094 TCATAATTTTTCTAGTAATTTTGCAGC TCCTCCTCCTCATCTTTTGC 200

Ad01A2315 Aradu.A01 2315 c (A)10gaagaacgtgcagcaaacgtgcgaagaacaatgtgtgcatgtgagtgtaaatgatttggttagatttgttttgttaaatgac(T)10102 5930624 5930725 CCAATGAGAAAAGGAGGAGG TTTCTGTCCCTTGCTCCACT 262

Ad01A2316 Aradu.A01 2316 p3 (TTA)5 15 5933943 5933957 GTTCCTCTCATCGGCTCTTG GTGGGCTCGATTTACGAGAA 251

Ad01A2317 Aradu.A01 2317 p3 (ATT)6 18 5937383 5937400 TGTGGAAGCACGTAATGAGG AAGCTATAGGTTTTACTGGCTCACA 109

Ad01A2320 Aradu.A01 2320 p6 (GGTTTT)5 30 5941736 5941765 GCAGATCTCGCAAGAAGGAC CTCGTTGTCGCTCAAGCTC 234

Ad01A2324 Aradu.A01 2324 p2 (TA)8 16 5949919 5949934 GATTGGTCATCTGCATTTCG CGGATATTATCATGGATACAAAACA 252

Ad01A2327 Aradu.A01 2327 p3 (AAT)7 21 5958110 5958130 ACACTTGCATGGTTTGGTCA CCCATTAGAACAGGCCCAAT 274

Ad01A2333 Aradu.A01 2333 c (A)15ttcaatccggcccctgacaattacctcgaaaggacaacgaggcccctgtgaaaattcagg(T)1893 5978870 5978962 TTATCTCAAAAGACAACGAGGC GTGAATACCACATCCGACCC 235

Ad01A2336 Aradu.A01 2336 p2 (TA)8 16 5993496 5993511 GCCTTTTGCACGTCTTCTGT AAATTAAAAGCGCAACGCTC 212

Ad01A2338 Aradu.A01 2338 p2 (TA)7 14 5997766 5997779 TGCTACCTTCGACCATGTCA AAAAAGACTTCAGCGATCAAATA 251

Ad01A2339 Aradu.A01 2339 p3 (TTG)5 15 5999504 5999518 CCCCTACTCCACCCCTTTTA CCCACATTGGAAGTTGCTCT 227

Ad01A2341 Aradu.A01 2341 p4 (AGTG)7 28 6001494 6001521 GGAAAGGGAAAGGAGGAAAC TCTCCTCCCACCTCTCCATA 198

Ad01A2343 Aradu.A01 2343 c (A)14tgacaatttaataaataatttttaaaacaatagcatttcggt(A)1167 6004396 6004462 CAGTGTGCAATAAAACTCAGTCG TTTTAGTTCCGTCCCTCGTTT 222

Ad01A2349 Aradu.A01 2349 p2 (AT)6 12 6014742 6014753 ACTCATGTCCAGCCGACTTT AACATCGAGTAAACTATCCAGCAA 270

Ad01A2350 Aradu.A01 2350 p2 (CA)6 12 6018941 6018952 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277

Ad01A2354 Aradu.A01 2354 p2 (AT)6 12 6028107 6028118 TGACGTGAATGTGGAGCTGT CTTTGCTCAGACACAACAAAAA 258

Ad01A2361 Aradu.A01 2361 c (AAG)5tgcagc(AAG)5gtgcagtgaaaacatgcagtaacggttgaagaaggagaaaaagaaagcaagaaacgaaagaaaagaagaagaagaggaagaggaagaagaacgtgcagc(AAG)5150 6037667 6037816 GAGAAAGAGAAGGCAAGAAACG ACTGCACGTTTTCACTGCAC 201

Ad01A2362 Aradu.A01 2362 p3 (AAG)5 15 6037921 6037935 AGTGCAGTGAAAACGTGCAG AATTCGTCAAAGATCGGAACA 261

Ad01A2365 Aradu.A01 2365 p3 (ACA)6 18 6044792 6044809 CGCCTTACAAATACAAATAAAAGGA GTAGCGGAGCCCACCTAGTA 270

Ad01A2366 Aradu.A01 2366 p2 (TA)6 12 6055509 6055520 GTGCATGCAAACCAACCATA AAAAACAAAAGCGTCACTGC 116

Ad01A2369 Aradu.A01 2369 p3 (TGA)7 21 6060816 6060836 ACACATTGGAGGGCTACCTG CTCAGGCTTCCATATCAGCAG 258

Ad01A2370 Aradu.A01 2370 p2 (GA)6 12 6064185 6064196 TGGCCAAAAAGGTAACCAAA CGCAGCTACACCCTCTTCTC 277

Ad01A2371 Aradu.A01 2371 c (T)10(A)11 21 6064348 6064368 GGGGAATTCTGGGGTTAAAA CCCTTTTCACCATTCTCACTTC 238

Ad01A2380 Aradu.A01 2380 p3 (AAG)5 15 6105355 6105369 AAGAGGGATCGTTTAGCGGT CCCTCTTCTTTTTCAACCCC 224
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Ad01A2388 Aradu.A01 2388 p3 (ATT)5 15 6115660 6115674 ACCACGTGATCAATTTGGAA AACAGAAATTGCTGCTGCCT 274

Ad01A2391 Aradu.A01 2391 p4 (AAAT)5 20 6122909 6122928 TGGTGAAGAGTTGTTTTTGAATG TGCAACATACACACTTGCATTG 233

Ad01A2399 Aradu.A01 2399 p3 (ATT)5 15 6143418 6143432 CAACACAAGTGATGTTGGTGTG TGTTTGAAGGATTTTCTGAGCA 280

Ad01A2404 Aradu.A01 2404 p2 (TA)6 12 6159066 6159077 AGCATTGTCAATTAGTAGTATGCG AAGAGAAAGAAAATGGAAGCTAAA 224

Ad01A2405 Aradu.A01 2405 c* (TTA)5(TA)6* 25 6160543 6160567 TGGTAGGGACGAAATTGAAAA AAAAAGCACATCCAAATCACTTT 264

Ad01A2407 Aradu.A01 2407 p2 (GT)6 12 6166116 6166127 AGTAAGGCCAGGTTTTGGGT ACCAAGCAATAGGGCACAAC 204

Ad01A2411 Aradu.A01 2411 p3 (TTA)5 15 6183070 6183084 AAAAACGAATAAATGGTAATCGG AAGGTTAGGAACCTATTTGTCCTTT 270

Ad01A2413 Aradu.A01 2413 c (T)10ggtaaaaaaaattcaaaaaataaaattctgaattctctcttaccaaaaataaaactttgaattctcttat(CA)6aaaaagaaggttatgaattatggattaattttgattataacctattttcatgtttgtatacaaatatgattaatatttg(A)10tttaaaaggcc(T)10202 6189872 6190073 GATTTGGAATTAAAATCTAGGGTTC TGCCTCCAAGGAATTGCTAA 270

Ad01A2419 Aradu.A01 2419 p2 (CT)18 36 6197579 6197614 AATTGCATCACCAAAATCCC TTTCTTGAACCCCTTTTGGA 265

Ad01A2420 Aradu.A01 2420 p2 (AT)6 12 6205762 6205773 TTGTCGACATGCATCTTTCA GCGGAATTCATTTTGTTCTCA 277

Ad01A2422 Aradu.A01 2422 p4 (TTTA)5 20 6208211 6208230 CACGAGATGGCAATATGGAA TAAGAGGCCAAGTGTCAGCA 114

Ad01A2434 Aradu.A01 2434 p3 (ATG)5 15 6229624 6229638 CACAAATGACCCATATGCCC ACCGAAATTACCGTGGGAGT 254

Ad01A2439 Aradu.A01 2439 p3 (AAT)5 15 6242414 6242428 CCGGTTTTGATATTTTTGCTT TCTGTGCATATATACCGTGCTT 175

Ad01A2440 Aradu.A01 2440 c (A)11tttttttattgaagacctcattattttttaaaataattgttaggagtggtttggag(T)1077 6242984 6243060 GATTGGTTAGCCCTCTGTCAA CACAGCCTTTTCTCTCCATGT 280

Ad01A2442 Aradu.A01 2442 p2 (AT)11 22 6245657 6245678 ACTCGACAAATTCGGTTTGC ATTGACCCTGCGATGTAAGG 168

Ad01A2443 Aradu.A01 2443 p3 (CTT)5 15 6247309 6247323 AAAGGTCTCTGCCAATGTCG TGTCGCCATCTGAGAAACAG 230

Ad01A2449 Aradu.A01 2449 c (TG)7(TA)11 36 6271855 6271890 CCCTTTTGCAACCAACATTT TGCAATTCTCTAGTCAATGCAAA 256

Ad01A2450 Aradu.A01 2450 p4 (TAAA)5 20 6273288 6273307 GCACACCAAATGTATGGAAAAA GGCGATTTTAAACTGCCGTA 248

Ad01A2451 Aradu.A01 2451 c (TC)6ttgttttcctttttcaaaggaaataagagagaacatctatcttatattatc(ACT)578 6276517 6276594 CATATCCCTCCGCACATTTT GCAAGGTGGATTATGCGACT 227

Ad01A2453 Aradu.A01 2453 p3 (TTA)5 15 6279778 6279792 CTGGCAAACAATTGGGAACT TGACCTTGCTAAAGGATTGAAA 111

Ad01A2455 Aradu.A01 2455 p3 (CCA)6 18 6282293 6282310 TCACAATTCCGCTAACACCA CCATCAGCATCACACACTTG 206

Ad01A2456 Aradu.A01 2456 c (A)10tcctaaaattaacc(A)1034 6283984 6284017 GCCACAGGCAGAAAAGTCAT AGTGAGTGGGACTGTGGGAC 248

Ad01A2459 Aradu.A01 2459 p3 (TCT)5 15 6290858 6290872 GTAGTTATCGGGAGGGGGAC AGAAGCAGAAGCAGAGGCAG 193

Ad01A2468 Aradu.A01 2468 p2 (AT)9 18 6303393 6303410 CCTACCGTGCAAGCCATACT CCATCTCATCCACCCTCCTA 206

Ad01A2469 Aradu.A01 2469 p3 (TTG)7 21 6303619 6303639 TGATCCATGTGTCCAACTCC CAACGTTCCACCCTGTTCTT 243

Ad01A2481 Aradu.A01 2481 p2 (TC)6 12 6342941 6342952 TACAACTCATTTGCGTGCCT AGGTTGAAGTGTGTTACGTGCT 220

Ad01A2483 Aradu.A01 2483 p3 (CAT)5 15 6350257 6350271 GCGGGGTCAGATTGAGATTA CGCATACCTCTATTTCCCGA 219

Ad01A2487 Aradu.A01 2487 c (T)17aaaaaaaaactgaaaacggatcctctgttaacaatttttgtttttttcaaattttcctttaaaacaaaacggatcctccatttttagtttttaa(T)10aatcaaaacggactctccgaattttat(A)11cggaccgtccgagttttat(A)10188 6365506 6365693 AACATGAAATCGACCCTCCTT CGGATCGAGCGATTTAGAAC 280

Ad01A2488 Aradu.A01 2488 p2 (AT)7 14 6366452 6366465 TTTCCGTGATGATAACACCTTC TTCAGAATGGCAAAATCTTCCT 218

Ad01A2489 Aradu.A01 2489 p2 (TA)9 18 6366676 6366693 GAAGGAAGATTTTGCCATTCTG TCGACGTATCGTGTCGTGTT 212

Ad01A2490 Aradu.A01 2490 p3 (TTC)5 15 6367092 6367106 CCATCATCTGCAAACACCAC CCGTTCTTGATTCTCTGCGT 111

Ad01A2491 Aradu.A01 2491 c (ATT)6aacaattttaagcat(TA)951 6370587 6370637 GATCCGGTTCGATTTTCAGA TTCAACTTACCATTTCTCTATCCA 269

Ad01A2493 Aradu.A01 2493 p2 (TC)6 12 6380573 6380584 CTTGGCAGCTGTACCAGGAT TTGTGTGTCACTTTCTGCCC 204

Ad01A2495 Aradu.A01 2495 p3 (ATT)24 72 6386143 6386214 GCCATTTCCAAATGCACATA TAGCGCACATGCTCAGAGTC 191
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Ad01A2498 Aradu.A01 2498 p2 (TA)7 14 6400043 6400056 GATCCGGTTCGATTTTCAGA TGTAGCATTGCTCATATTCTAATTCA 277

Ad01A2508 Aradu.A01 2508 p3 (GTG)5 15 6431290 6431304 TTAGGGAAGGACAAGCCAAA CTAGCACTAGAACCACCGGC 205

Ad01A2509 Aradu.A01 2509 p2 (TA)6 12 6431600 6431611 TGGCAAATTTATTTTCTGACGA TTAGATGAACACCCCCTCCC 193

Ad01A2510 Aradu.A01 2510 p2 (TA)6 12 6433574 6433585 TGGCATCTTGTTTTTCGTGA AAAAATGGTATGTTCGTGAAGGA 272

Ad01A2511 Aradu.A01 2511 p2 (TA)7 14 6433752 6433765 CACGTGCACTCCATCATTTT AAGAAGCAAAGCATGTGAATGA 211

Ad01A2512 Aradu.A01 2512 p3 (TTA)6 18 6434353 6434370 TATCATAATGCACCCGCAAA TCTTCATCGAGAAATTAGGAAGAAA 252

Ad01A2514 Aradu.A01 2514 p3 (ATA)5 15 6444352 6444366 AGCTTTATAGGCTTGGCCCT GCTGCATGCTTTGGACACTA 157

Ad01A2521 Aradu.A01 2521 p3 (ACA)7 21 6460072 6460092 TCCTGCAGCAAAATAAAATCG GGGACAAATCCGTCCAGTTA 268

Ad01A2524 Aradu.A01 2524 p2 (TC)18 36 6469080 6469115 TGCCGAGTCCCTTTTCTCTA TCATGCATGCCTATTTCCAA 248

Ad01A2525 Aradu.A01 2525 p2 (CT)6 12 6475078 6475089 TCGCTGCTTATCCCATTACC CGTCATATTTACAATTACCGCC 198

Ad01A2527 Aradu.A01 2527 p2 (AT)8 16 6478457 6478472 AATTAATGTTTGTGGGCGTG ATACGCGTGAACACAACGAG 226

Ad01A2530 Aradu.A01 2530 p2 (TA)6 12 6485144 6485155 CTCACGCAAACTGCCACTAA GCCAAAAATCAGTCATTTGTTCA 203

Ad01A2531 Aradu.A01 2531 p3 (TTC)5 15 6485375 6485389 TGTTTGAAGGATTTTCTGAGCA CAAGTGATGTTGGTGTGAATCC 278

Ad01A2532 Aradu.A01 2532 p3 (ATC)5 15 6488297 6488311 TTTTCCTTGTCAAGTTGGGC ATGGTTATGGTGGCTGTGGT 163

Ad01A2533 Aradu.A01 2533 p3 (TGT)5 15 6490086 6490100 GGGTTTGAGGAATGTTTTGG TCTACCACCATTTTCGGGTC 245

Ad01A2534 Aradu.A01 2534 p2 (TA)9 18 6490655 6490672 ATTTCCAGGAATGGTACCCC CACACCAGGACAAACACAGG 211

Ad01A2535 Aradu.A01 2535 p3 (ATC)6 18 6492387 6492404 GCCAATAACCTGTTTGCATTC CCCAGATTGGTTTCTAATTTCC 256

Ad01A2537 Aradu.A01 2537 p2 (AT)6 12 6501437 6501448 TGACTTTTAAGTTCATTTTGCATAGG TAATGCGGCAGTGATAGCTC 275

Ad01A2539 Aradu.A01 2539 c (A)10gcccaaaagacactactagaaacacatttgatcatattgtcggatttagtatcgaatagctcgaaataaatctgcaa(T)1198 6504210 6504307 TGGTTATTTTCAACATATGAACTCAA CATGCCATCTTTTTGCGAC 233

Ad01A2540 Aradu.A01 2540 p4 (AAAT)5 20 6506187 6506206 AAAATATGCATGAGGTGCCC TCGTTTACGATCCGTTGAAA 209

Ad01A2541 Aradu.A01 2541 p2 (TA)7 14 6511238 6511251 GAGGGATTTGGTGTGCAACT AGGTGTTTTGAGCCCCTTTT 187

Ad01A2543 Aradu.A01 2543 p2 (CT)7 14 6516232 6516245 TAGTATGCAAAGGGTTGGGC AAGCACCGTAGCCTCCTGTA 257

Ad01A2544 Aradu.A01 2544 p3 (ATT)13 39 6516938 6516976 CCCTAACCCAAGGTTTGTGA CTCTCCCCTGATTACCACCA 262

Ad01A2548 Aradu.A01 2548 p2 (CT)16 32 6522391 6522422 CTGAAGCCCATCTTTCTTCG GTCGCTGAAACTGGGAGAAG 275

Ad01A2550 Aradu.A01 2550 p2 (TA)7 14 6522993 6523006 TCTGAAGAGTTGCTTGGCCT ACACTTCAAACAAACGCACC 196

Ad01A2551 Aradu.A01 2551 p2 (AT)9 18 6525622 6525639 CAGTATTGGTAATGGTGAAAGGC GAAACCTCATGAGAACTCCCC 278

Ad01A2552 Aradu.A01 2552 p2 (AT)6 12 6526157 6526168 CCACAATGGATAACGGGAAC TTGGAGACATGATCTTTGGAGA 210

Ad01A2553 Aradu.A01 2553 p3 (TTA)14 42 6536296 6536337 GTCCAGAACCGAATCTTCCA GTACCTCCAGCGATCGAAAG 273

Ad01A2555 Aradu.A01 2555 p4 (ATGT)5 20 6539969 6539988 TTTGCCAATTATTGATGGGA TCACTCTTGCAGTTGCCTCA 248

Ad01A2556 Aradu.A01 2556 c (CTT)7caaatgtattccaagactctgagcctcttaagagagagtctttttgttaactttatcaatgaattttattagttctgttcatcaaac(TAT)11141 6540312 6540452 CAACTATGACTTTCTTCCCCAA GGGCCCCATTTCCCTATAC 270

Ad01A2557 Aradu.A01 2557 p2 (TA)6 12 6540613 6540624 GCCCGAAAAGAAAGACAAAA TTTTGGTTCAATACAATTTCCTTT 189

Ad01A2561 Aradu.A01 2561 p2 (CT)8 16 6549921 6549936 CAGAAAACACAACACCCCCT AGGGAAGTGACGACGAGAGA 236

Ad01A2562 Aradu.A01 2562 p3 (AAT)5 15 6553368 6553382 CAAAAACCACATGAAATGCG GAAGCCTTTGGGGACTGACT 128

Ad01A2564 Aradu.A01 2564 p3 (ATC)6 18 6559903 6559920 ATGGGTCCTAAAAACGGTCC TTGCTTTTGGTGTAAAATTGC 240
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Ad01A2570 Aradu.A01 2570 c (A)12cacaaattaaagtgataaaatagag(A)1047 6570329 6570375 GCTCCACAAAACATGGCATA GGAGGGACAATGAGGTTTGA 249

Ad01A2581 Aradu.A01 2581 p2 (TC)6 12 6596814 6596825 TCCGAACCTCACATTCTTCC TGGAGGGTTTGTAATCGGAG 216

Ad01A2586 Aradu.A01 2586 p2 (AT)8 16 6603201 6603216 GGTGACTATGAGTGTCTCGGC GGTGTGTGTTGTGGTGTCACT 249

Ad01A2588 Aradu.A01 2588 p2 (TA)8 16 6605299 6605314 ACAAGCTCCAGGCTTCTTCA GTGGAAAATGGTACAAGGGG 193

Ad01A2589 Aradu.A01 2589 p2 (AT)8 16 6606344 6606359 TTAGAGTGCGTTTGGAAGCA CACGATCATCTGTGTTAAACTTTTT 121

Ad01A2590 Aradu.A01 2590 p3 (AAT)7 21 6606927 6606947 GATCACTTTACGAGGCTAAAAAGTT TCAAATCAAATAACGCATGGA 277

Ad01A2591 Aradu.A01 2591 p3 (TTC)5 15 6611104 6611118 TGGCAGTGTGTGAAGGAGAG CCATGTTTAAGAAAGGCCCA 263

Ad01A2592 Aradu.A01 2592 p2 (CT)6 12 6611771 6611782 TGGGGGAGTTCTTGCTATTG GGAATTCACGTGGGAACAAC 269

Ad01A2595 Aradu.A01 2595 c (T)10caatgaaattttgcaaatatattt(A)1044 6618998 6619041 TCCGCCATAAACGGATTTAG GCTATAACAGATGCGCACAAA 190

Ad01A2596 Aradu.A01 2596 p3 (ATC)6 18 6619274 6619291 TGTGCGCATCTGTTATAGCC CGACGATAACGATAACAACGA 232

Ad01A2600 Aradu.A01 2600 c (A)11ttt(A)10 24 6626125 6626148 TCGATGTCAATATGTTGCTCAAT AGGCAACACCTAGCCTTTCA 197

Ad01A2601 Aradu.A01 2601 c (TCC)5tcgaatttcgtcccttccttccttttcaaccttctcttcctccccctc(CAT)5cgc(CAT)699 6627623 6627721 TCCTCCCTTTCTCTTCCGTT TGGATCCAACAATGTCATCAA 264

Ad01A2602 Aradu.A01 2602 c (CAA)5taattcaaattctgaaaattctac(CAA)554 6628513 6628566 TCTCAACCATGGATGCATTT AAAGCTGACCTTGAACTGCC 252

Ad01A2603 Aradu.A01 2603 p3 (AAT)16 48 6631191 6631238 TTTGCCCTCCACCTATTGAC TGCATAGCATTTTTCCAATGA 274

Ad01A2604 Aradu.A01 2604 p3 (AGG)5 15 6633205 6633219 TTCTTTCATGGTGGTGGTGA CCCGTTACACATTCAAACGA 155

Ad01A2609 Aradu.A01 2609 p2 (TA)8 16 6645182 6645197 TTGGAATTAAAGAATTGGTAGGTTG TGGCTAAGTTTACTGCATTCCA 257

Ad01A2611 Aradu.A01 2611 c (A)10cttaaaaacaaaaaaagtacagttggctgaaaaaaattagttcctaatattttttctaactctta(T)1085 6652556 6652640 TTGCCAATGATGGATGCTTA TTCGAATTCTAAGGGTAGTGCTT 238

Ad01A2613 Aradu.A01 2613 p5 (TATTT)7 35 6653672 6653706 AAAATAAAGAGGGAACGGAAGG CTGGGGAAGATTTCTGGTGA 199

Ad01A2615 Aradu.A01 2615 p3 (AAG)5 15 6670608 6670622 TGCAAGCCATCTTCACAAAG TGCGGAATTGGTCTATAGGG 117

Ad01A2621 Aradu.A01 2621 c (A)13cagttctgaaggctgaagctacccagcccaaccccatgtctctcgctctcacaaacggcacaccaccatacttctgaaactgcccaccccaacccca(TC)6122 6683705 6683826 TTTCTCTGAAAAACCCCCGT GCACAGACGGAAAAGAGAGG 233

Ad01A2622 Aradu.A01 2622 p3 (TTA)5 15 6686252 6686266 GAAAACTCGGCAAGCAAAAG GAGGTCCAACTGCTGCTCTC 246

Ad01A2624 Aradu.A01 2624 c (AT)9gaatcatctcttttatattgagatagtaattgtggttaatattattatctaattatatttttttactttatgtttgttacatcttcc(TTAT)6129 6693505 6693633 TTCTCTCTCTCTTTCTTTCTTCGC CGTGCTGATAACGTGTTGTG 181

Ad01A2625 Aradu.A01 2625 c (TA)7ttacaatatctcttttatattgagatagtaattgtggttaatattattatctaattatatttctttaatttatgtttgttacctc(TTAT)6123 6698550 6698672 GGGTCTCACACATATGATGCAC TCCAAGGATCCTGTTGTGAA 214

Ad01A2629 Aradu.A01 2629 p3 (TAT)6 18 6712957 6712974 TCTTTTTCCACCAGAAACCG GCTTTGCAACGCTAACACAA 238

Ad01A2631 Aradu.A01 2631 p3 (CTT)20 60 6716676 6716735 ATAAAATAACGCCGCACCAC GAAGCTCCGGTTTGTTGAAG 235

Ad01A2641 Aradu.A01 2641 p3 (TAT)8 24 6740947 6740970 TTTTTCTCACTCACAAAATCTCC GCCACAAATCATAATTTTTAAACC 164

Ad01A2646 Aradu.A01 2646 p3 (ACA)6 18 6755044 6755061 TTCATCTGTTATTTAGCGTTTTCAA GGAAGGTGGATGAGATGGAA 246

Ad01A2650 Aradu.A01 2650 p2 (AC)6 12 6769368 6769379 GGAGGTAATATGCCGAAATCC CCCCACCTCATTATGTTCTTT 280

Ad01A2651 Aradu.A01 2651 p2 (AT)7 14 6771996 6772009 CCATCGTTAACGTGATTTGG TTTTTGACTGATCACTTCTTAGTTTCA 259

Ad01A2653 Aradu.A01 2653 p2 (AT)7 14 6773988 6774001 GCATGTGAACACACAAGTTGC TTTTTCAAATTCGATCCGAG 211

Ad01A2657 Aradu.A01 2657 p2 (TA)9 18 6779482 6779499 TTGACGACGAAAGAAAACGA CAGCGTTACACACTTACACACG 274

Ad01A2664 Aradu.A01 2664 p3 (ATT)7 21 6791793 6791813 TGGAATTTGGCTTGCTTTTC GCAGATTAGCAGTGTGGCAA 119

Ad01A2665 Aradu.A01 2665 p2 (TA)7 14 6798045 6798058 CGTTGAGCTCAGGATTGTTG AAAGTACATGCATTTGCACACA 250

Ad01A2668 Aradu.A01 2668 p3 (TTC)5 15 6806668 6806682 GAAGGACCACGGTAAGGTGA ACCACCACCATAGCTCCAAG 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A2673 Aradu.A01 2673 p3 (TTG)8 24 6824381 6824404 CATGCATGATGAACACACCA TGCAACATGTTTGGGACAGT 225

Ad01A2676 Aradu.A01 2676 p2 (TA)6 12 6830482 6830493 CCAAAATTAGATCTTGGGAGTCA CCCTTTTGACAACACAAACA 279

Ad01A2678 Aradu.A01 2678 p3 (TGG)9 27 6839037 6839063 TGGGGGTTACAGTGAGGG TTTTCACCTTCCTCACCCAC 218

Ad01A2684 Aradu.A01 2684 p4 (ATTT)5 20 6849621 6849640 TTACTCGTCCCAAGTCCCAG TCGGATTAAGGGTGTTTTGG 201

Ad01A2687 Aradu.A01 2687 p2 (AC)7 14 6854352 6854365 GCATAATCTATGTTGTGGGCAA TAATGTCGCTGGCATGTTGT 163

Ad01A2691 Aradu.A01 2691 p3 (TAT)20 60 6885692 6885751 TGGATTCCTAATGGCAGGAC TTGCTCAGATGCTTATTAGCTGAC 181

Ad01A2694 Aradu.A01 2694 p2 (TA)6 12 6899942 6899953 ATCAATACATGCCGCCCTAT CCAAGACAAGGGAAAGATAAAGG 279

Ad01A2698 Aradu.A01 2698 p2 (TA)8 16 6904343 6904358 TCCGAAACAATAGCATCCTT TGATGTTCAATTTTTCACTCAATTT 261

Ad01A2703 Aradu.A01 2703 p3 (ATA)5 15 6912213 6912227 TGCGACATGCATCGTGTATT ACTCCTTGGCCACTGTCATC 245

Ad01A2706 Aradu.A01 2706 p2 (TA)6 12 6925756 6925767 GCCCAAAATGTGTAGATGGG ACCCTTGACATTGATGAGGC 268

Ad01A2707 Aradu.A01 2707 p2 (AT)12 24 6933059 6933082 TTGTTATTTAACGTATCTTATGCCA AAGAATGCATGTAACCTTTTCATC 279

Ad01A2711 Aradu.A01 2711 p3 (AAG)5 15 6946124 6946138 AAAACCCACCGTTTTCATCA GTAGGTCTTTTTGGCGGTGA 220

Ad01A2714 Aradu.A01 2714 p2 (AT)7 14 6952512 6952525 CGGTTGAAACTAGCTGTGCT ACGAAGATGATGACGCACAC 278

Ad01A2716 Aradu.A01 2716 p3 (GTT)6 18 6966895 6966912 AGGCTGCTTCCCATACCTTT AGTGTGTGAAAAGGGCAACC 170

Ad01A2717 Aradu.A01 2717 c (T)10aatattaattattttctagtaatcaaaacttaaatataagataaccatttata(TG)1083 6980544 6980626 TTGGGATGGATTTTCTTTGTTT CCGATGGGAATTTTGAGAGA 266

Ad01A2724 Aradu.A01 2724 p2 (TA)6 12 6985586 6985597 TCAAACACACACATGCTAGTGG CAATGTTGGTCTTGGTCCCT 278

Ad01A2727 Aradu.A01 2727 p2 (AT)7 14 6993394 6993407 GCGCCCAATAGTTTTAGATTTT TTTAAAAGTGTTGCTTAAAAGATTGA 278

Ad01A2729 Aradu.A01 2729 p3 (TTA)15 45 6996016 6996060 TTATGTTAACCCCACTGCCC GCTCAGTCACAAAGACATTCCA 277

Ad01A2730 Aradu.A01 2730 p2 (AT)6 12 6996178 6996189 TGGAATGTCTTTGTGACTGAGC AAATAAAACACCATGGTTGGATG 102

Ad01A2731 Aradu.A01 2731 p5 (AAAAT)5 25 6999625 6999649 TGCCCCATGAAAATATGGAT CACATACATGTGATGAAGTTTTGG 279

Ad01A2733 Aradu.A01 2733 p3 (TAT)20 60 7006983 7007042 GAGAAAAACCAGAGCCATGC TTTACACCCTCACCCTTCCC 222

Ad01A2734 Aradu.A01 2734 p3 (TCT)5 15 7022589 7022603 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 253

Ad01A2735 Aradu.A01 2735 c (T)10agaatacctgtttgatttggttcggttgggattttcattgtcagaataaaacattgatgcactaaataaaatatgat(A)1097 7036307 7036403 TGGGGGTTAGGTCATGAGTC GCGTATCCAGGGTTTAGGGT 258

Ad01A2738 Aradu.A01 2738 p2 (AT)9 18 7058280 7058297 AAGCCAAAAGAACCAGTCCA TCTGGAGAGGACAATAGTGCAA 256

Ad01A2744 Aradu.A01 2744 p2 (AT)9 18 7069609 7069626 GAAAAACTCAACTCACGATAAAAGA TGCATCACATCCCTACAACTTT 251

Ad01A2748 Aradu.A01 2748 c (AT)7(GT)8 30 7081792 7081821 TTTTACCAAATGGCATCATGT TTGGGCCAGATAAACAATCC 255

Ad01A2749 Aradu.A01 2749 p2 (TA)10 20 7083052 7083071 AAACATACATTGCCTCTTCATATTTTT TGGACTTTGGAAATCATTGG 223

Ad01A2750 Aradu.A01 2750 c (TC)7tt(TC)6 28 7083786 7083813 GACTAAGATTCCTCGCACGC TCCTCCTTCGTCCTCTGCTA 256

Ad01A2758 Aradu.A01 2758 p3 (AAT)8 24 7094733 7094756 CATCACGAGTTTGGAATTTGA CCATGCCTGAACCTTTCATT 258

Ad01A2759 Aradu.A01 2759 c (C)13(A)16 29 7094974 7095002 AATGAAAGGTTCAGGCATGG TTGATGGCAACAAAACGAAG 117

Ad01A2760 Aradu.A01 2760 p3 (CCA)7 21 7103391 7103411 CTCACAACCTTCGCAACTCA GAAGTAGAAGCGTTGGTGGC 174

Ad01A2761 Aradu.A01 2761 p3 (GTG)5 15 7104074 7104088 TGGCTGAAGAAGTTGGCTTT CTCACAACCTTCGCAACTCA 179

Ad01A2762 Aradu.A01 2762 p2 (AG)7 14 7111043 7111056 GAAATTTGCCAAACACGTTAAA ATGGGTGGAGATGGATGATG 207

Ad01A2764 Aradu.A01 2764 c (A)11ctccatgccaaaattctaaccttgtaacccgttgagcctaaatctaaaaag(A)1072 7119087 7119158 TTAGGACCCCATAGACCGTG ATGCAAATTGTGGCAGAAGA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A2765 Aradu.A01 2765 p4 (AATA)6 24 7119297 7119320 ACCTCTTGACCTCGGCTGTA CTATCCGGTTTACCTTTGCG 183

Ad01A2766 Aradu.A01 2766 p2 (TC)6 12 7132288 7132299 AAGTTGGCTAGTGTGTGCCC TGCAACAAACAAGCTTAAAAGG 263

Ad01A2768 Aradu.A01 2768 c (A)10gtagttttattattcg(AT)842 7137267 7137308 ATTCCGATCCGTAAATGTGC GCCACACTTTCTGAAATCGTTA 266

Ad01A2771 Aradu.A01 2771 p3 (CTT)5 15 7141779 7141793 TGACACTGTTATTGCCATGC AGGTTCCAGCAAGAAGAGCA 250

Ad01A2773 Aradu.A01 2773 p3 (AAT)6 18 7143342 7143359 CAAGAATTGAGAAATTTTTAGTTGAA CCTCCAAGCTTAACAAATAGAGC 280

Ad01A2774 Aradu.A01 2774 c (GT)23(GA)15 76 7149779 7149854 AGTGCACAACAAACACAAAGC TCTTGTTGCCTTTTGCAGTG 228

Ad01A2776 Aradu.A01 2776 p3 (CAT)5 15 7154409 7154423 CGAAATCATCAATTTACCACCA TTGGCTTAGGGAAGAAATCG 277

Ad01A2779 Aradu.A01 2779 p3 (ACA)5 15 7161462 7161476 TGCATGGTGTTTATGAATTGC CACATTAGCTGACCCCACCT 185

Ad01A2780 Aradu.A01 2780 p2 (CT)7 14 7164907 7164920 AATAACGTCAACACCAGCCA GAAGAGAAATGACGCTTTTTGA 177

Ad01A2781 Aradu.A01 2781 p3 (AAT)16 48 7170050 7170097 AGAAGCAGAAACAGCAGAAACA GGGAGAGAGGGAGAGGAAGA 263

Ad01A2782 Aradu.A01 2782 p2 (TA)8 16 7170500 7170515 TCTCTGCATGAAAAAGACGA TCGAAGTTAAATGACACAAACACA 276

Ad01A2783 Aradu.A01 2783 p2 (TA)8 16 7171642 7171657 AAACCTAAAATCCTAAGCTACAAAGTC GAGAAAATAAAAAGATTTTTGGTGAAA 248

Ad01A2785 Aradu.A01 2785 p3 (TTA)17 51 7172681 7172731 TCAACCTCCCTCCTTTTTCC TCCAATTGCAGGTTTTGGTT 237

Ad01A2788 Aradu.A01 2788 p3 (ATT)5 15 7180275 7180289 ATGGGGCACAAGAAACATTC CGGAATGTGATCAACCACTG 140

Ad01A2791 Aradu.A01 2791 p2 (AT)7 14 7186987 7187000 ACCCGTCTATTAAATGGGGC AGATGGCAGTGATGCTGTTG 256

Ad01A2792 Aradu.A01 2792 p2 (TA)7 14 7189498 7189511 TTTGTGATCCATATATAATTTTGCTTG TCCAGCACTGAAATGCAAAG 208

Ad01A2793 Aradu.A01 2793 p4 (AGAA)7 28 7189988 7190015 GGGCATTCAGCATTGTATCA AATGCATTCGCCGTTTTT 251

Ad01A2796 Aradu.A01 2796 c (A)10tagtgatcctatgcacg(T)1037 7194689 7194725 GCTTCCTTTCAAAATTTGTATGCT GAATTTAATAAGGAGAGAGAAAATGC 241

Ad01A2803 Aradu.A01 2803 p4 (AATA)5 20 7211460 7211479 AGCAAAGTTGGGGATGAATG TTCAACAAACAAGAGAGACCCA 267

Ad01A2807 Aradu.A01 2807 p2 (AT)13 26 7216531 7216556 AAGCAATTTCAGGCCATGTT GCAAATATTGTCGAGCAAAGG 248

Ad01A2809 Aradu.A01 2809 c (AAG)5atgaaaaagaaaaaaatgaaa(AAG)757 7223912 7223968 CGTTCCTCCTCCTCCTTCTT TTGGTCTCATTGTTCCACACA 257

Ad01A2810 Aradu.A01 2810 p3 (AAG)5 15 7224827 7224841 CAAAAATGCATCCAAATCCA TTTCTCCTCACATTCCATTGC 268

Ad01A2812 Aradu.A01 2812 p3 (AAG)5 15 7225237 7225251 CATGATGACGTGTTTTGAGGA TTCATTGGGTCTCGTTGTTCT 191

Ad01A2813 Aradu.A01 2813 c (ATG)9acgacgacaatggagaataat(GAG)769 7225446 7225514 AGAACAACGAGACCCAATGAA TATCGTTGTCACCTCCACCA 248

Ad01A2817 Aradu.A01 2817 p3 (TCA)7 21 7236459 7236479 TCTTCAGCAACAACACCCAC TTATTGCAGCAGCATTTTCG 272

Ad01A2829 Aradu.A01 2829 c (A)10tatagaaatccgggggagggaagatatatcataggatctccattatttcgaattaaataac(A)11gagagaataaaatgatcattgttttctc(GT)6122 7249816 7249937 GAAATGTTTCACGGAGATGCT CAACAATATCTGCCCCATCC 270

Ad01A2832 Aradu.A01 2832 p4 (TTAT)5 20 7255175 7255194 ATTTGTTGGGTTTGTGCCAT ACGAAGATGCTCGAGTTGGT 210

Ad01A2834 Aradu.A01 2834 p3 (ATA)6 18 7264218 7264235 TCTTGTGGAGGAATTTGATGC GTGGGCCCTCAAACATAAGA 280

Ad01A2836 Aradu.A01 2836 c (A)11c(A)10 22 7267689 7267710 AATGAAGTTGGCTGAGCTGG GGGTCTTTCCAAAGCATCAA 211

Ad01A2837 Aradu.A01 2837 c (TCT)5tcatcatcttcttcgtcttcttcatct(TCA)557 7268899 7268955 TCTGAGCAGCAGCATCCTTA TTCACGATCCCGAGATTTTC 198

Ad01A2842 Aradu.A01 2842 p3 (ATT)5 15 7284320 7284334 TTTGAATCGGGTGAAGTTAAAAA CAAATAAAGCATATGAGTAACATGACA 243

Ad01A2845 Aradu.A01 2845 c (A)10catgcataaattcaaaattactaaactatgatggtgtaagaaagggacatc(TAA)576 7292872 7292947 GCACTCATTAAACAGGAAAGTGAA GTTTGTCCCATGTTGGTTGA 264

Ad01A2846 Aradu.A01 2846 c (A)10gaaaagatggttaatattagtttaaattaaatgtaagacac(A)1162 7297770 7297831 TGAAAAATACTAGGAGATCAACACTTC TGCTCATCATCCTTACAAGCC 136

Ad01A2847 Aradu.A01 2847 p3 (TAA)21 63 7302561 7302623 CACTTGGGTTGTGCAAAAGA GCTTAGTGGGGTGCAATGAT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A2849 Aradu.A01 2849 p2 (CT)7 14 7310059 7310072 TGGAGTGCAAGTCAAGATGG CCACGGTTGAAACTGTTGAA 177

Ad01A2853 Aradu.A01 2853 p2 (AT)7 14 7320704 7320717 GGGTTTTGTTGCCGATGTTA TGGATCAAAATCTTTTTAGTGGG 266

Ad01A2855 Aradu.A01 2855 p2 (TA)9 18 7328242 7328259 TGCTTTTGGGGCTTGTTTTA TTTTGTTTTACTTTTGTGTGTGTG 243

Ad01A2862 Aradu.A01 2862 p2 (TA)6 12 7360129 7360140 CACATGCCAATTCCTTGTTG GAAATAACTATTTGGTCGGCTCA 249

Ad01A2863 Aradu.A01 2863 p3 (AAC)5 15 7361839 7361853 GGCTTCATGAATCATCTTTCAAC ACCTGAGAGTCGTACCACCG 205

Ad01A2864 Aradu.A01 2864 p3 (ACA)7 21 7368748 7368768 CCGGTACTGTCGGTCAAAAT ACATGACAGAGCACAATGGC 274

Ad01A2865 Aradu.A01 2865 c* (TCT)7tcctcttcctcttcctcttcttct(CTCTTC)9(TCT)9*tcgtcttcgtcttcttct(TCTTCC)5(TCT)6187 7378583 7378769 ACTCAAACGGTTCCTCTTCG TGCTGCTTCTTCTTCTTCAAAA 280

Ad01A2866 Aradu.A01 2866 p3 (AAG)7 21 7379285 7379305 GCAGGCATTACTTCAAAAACG CAAGGTACGTTTCTTGCCTTC 186

Ad01A2867 Aradu.A01 2867 c* (AAG)6(GAAGAG)6*50 7379454 7379503 GAGAAAGAGAAGGCAAGAAACG TCTTCTTTCTCCGTGCTTCC 229

Ad01A2868 Aradu.A01 2868 p3 (ATA)5 15 7383288 7383302 TGATGGGTGATTGATTGAAAA CACAAATTCAGCCCAACAGA 165

Ad01A2869 Aradu.A01 2869 c (TTA)15aagtttaaaagaaaaagaaaaagaatactaggccgaagacattaggagaacaaaaggaaaagaaacattgata(AT)6130 7389544 7389673 TTAGGAACTATTTCGATAGACAAAAA CAGAAAGCTGGTTCTCCTTCA 267

Ad01A2874 Aradu.A01 2874 c (T)12cgctnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaatgtctctttagcttt(TC)8ttctttctgtgtgtcttttttttc(T)12115 7404157 7404271 CAGCTGGTTAGGCCACAGAT TTGTTGTTGTTAGTGGATTAACGTA 244

Ad01A2878 Aradu.A01 2878 p2 (GA)7 14 7415605 7415618 CAATCTTAATCCTAATATCCGAAAACA AGCAGCATGATGATGAGTGG 259

Ad01A2879 Aradu.A01 2879 p3 (GAT)5 15 7415914 7415928 AGGTCTCCTCCTTCCACCAC AGCCTTGATTTCAGCAAAGG 279

Ad01A2884 Aradu.A01 2884 c (T)13cattctttccttactcatttcaaaatattttttgaaactcttgaaaaagtagtctacgaattgaaatgatttggatttc(T)10102 7417585 7417686 CAATGTACGAACAATGGCCT CGTTACCATGCTTGTTGAAAGA 225

Ad01A2886 Aradu.A01 2886 p3 (TTG)5 15 7427285 7427299 TCATGTAGCCGACCCTTTTT ATTCAAGTGATGGGCCAAAG 217

Ad01A2891 Aradu.A01 2891 p2 (TG)6 12 7434115 7434126 TGCTGGTCGCTAAACTTTTTC TTTGAGAAGAAGAAACATACACTTGAA 248

Ad01A2893 Aradu.A01 2893 p2 (AT)7 14 7436436 7436449 CAATTTTCTACACGAGATTTAAGTTGA TGTTAGGACACATGTTAGTATTTTGAA 184

Ad01A2894 Aradu.A01 2894 p2 (AT)10 20 7439846 7439865 CAGCCACAACCTGTAAGCAA GCAAGTTGGGATCAGTGGAT 220

Ad01A2895 Aradu.A01 2895 p3 (AGA)6 18 7441622 7441639 GGTTTCAGTGATGCGATTGTT GGAGAGAGGCAGAGAGCAGA 262

Ad01A2897 Aradu.A01 2897 p2 (AT)7 14 7443187 7443200 ATATCTATTTTACATCTGCATATCCG TCGGATATATTCGCATAATTAAAA 280

Ad01A2898 Aradu.A01 2898 c* (A)10(AT)6* 21 7444926 7444946 TCATGAAATGTTTGTAGAATGGC AAAGTTGGAAGGGAGGGAAA 169

Ad01A2906 Aradu.A01 2906 p2 (AT)6 12 7460141 7460152 ACCTCCCAATGAACCAATCA TTCCAAATTTTCTCCTGGATG 270

Ad01A2907 Aradu.A01 2907 p2 (AC)6 12 7465980 7465991 TCAAAAGCATTTTTGGGTGA GAAGCCGGTCTATTGTTGGA 177

Ad01A2908 Aradu.A01 2908 p2 (TA)8 16 7466883 7466898 GAGTGCTCGTGTGGCTTATG CATGTTATTTTAGAGAGGATTGGG 156

Ad01A2909 Aradu.A01 2909 p2 (AT)12 24 7477084 7477107 ACAGCCAACTCGACAAGTCC CGAGTTTTCCTGGGTAGACG 246

Ad01A2910 Aradu.A01 2910 p2 (TC)8 16 7478978 7478993 TCTCTGCCCTTACTCGCATT AGAAGAGGGAGCTGACCACA 179

Ad01A2912 Aradu.A01 2912 c (A)14gaaaaagttggtgaatcatc(A)1145 7491434 7491478 GATTTTCTTCATGGTGCGGT GAATGGCAAAATTGGATTCG 120

Ad01A2913 Aradu.A01 2913 p3 (ACT)6 18 7492565 7492582 TGATTGGCATTGCTGAGTGT ACTGTGTGAAGGTGTGGTGG 146

Ad01A2915 Aradu.A01 2915 p3 (TAT)16 48 7500657 7500704 CCATTTTTGACTCTCCAGGAA AAAATTAGCCATCAAAATCGG 271

Ad01A2918 Aradu.A01 2918 p3 (TAA)10 30 7505331 7505360 TTGTTTGTTTGCTGGTGAGG GCTTTTTGAAAAGAAAAATATTACGG 244

Ad01A2926 Aradu.A01 2926 c (AG)7ttagttttgagttag(T)1039 7553733 7553771 AAAGACAGAAGATTGTGCTCAAGTTA TCGCAACAAAGTACCTGCAT 247

Ad01A2931 Aradu.A01 2931 p2 (CT)13 26 7563775 7563800 CGGACTAGCAGAGAGTTGGG TCCCTCCAATTTGCTTTCAC 264

Ad01A2934 Aradu.A01 2934 p2 (TA)6 12 7567211 7567222 CACGCCAACACTACAACTTAACA GCATTTGAGGGAGGTTACCA 278
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Ad01A2935 Aradu.A01 2935 p3 (TAT)9 27 7568166 7568192 GGGACCAGGACACATCAAGA TTGTCCATTGTTCCAACTGC 229

Ad01A2936 Aradu.A01 2936 p3 (ATT)5 15 7570275 7570289 TATGCCCGTCGAAGAAAAAG CCCATGGAGAGTGGATATGG 278

Ad01A2937 Aradu.A01 2937 p2 (TA)6 12 7573476 7573487 TCCACTCTTATCCACCCACA GGTGGGACCGAGTTTAGGTA 251

Ad01A2948 Aradu.A01 2948 p4 (ATTT)5 20 7597940 7597959 ATGCTTCCACCTTCGATGAC CCTTCCGAAATGATGAATCC 228

Ad01A2950 Aradu.A01 2950 p3 (GAA)5 15 7599460 7599474 CCCAGTAACGGGTCATTCAC CCCTTCCTTGCCTTCTCTCT 203

Ad01A2951 Aradu.A01 2951 p2 (AC)6 12 7599669 7599680 GCATAAAATGCATGCACGAC CAATGCAACCCAACAAACAG 234

Ad01A2952 Aradu.A01 2952 p3 (ATT)7 21 7599991 7600011 CTGTTTGTTGGGTTGCATTG CCAACCTCCTTCATATCCCA 247

Ad01A2953 Aradu.A01 2953 p4 (TTAA)5 20 7600840 7600859 GGCGGCGAAGTGGTTAAATA CCATGCATTAACTAATTCAAAGTCC 279

Ad01A2955 Aradu.A01 2955 c (T)11cttatgctggctatgtagtatataattg(A)1049 7602415 7602463 AGGCGTTGTAATTCATGGCT CGCCTAAACTTATTGATCATGTTG 280

Ad01A2958 Aradu.A01 2958 p3 (TTC)5 15 7604582 7604596 GGATCTGGATTGATTTTGACG AGATCACCTCCGTTCATTCAA 242

Ad01A2962 Aradu.A01 2962 p2 (TA)6 12 7624493 7624504 TTGCAATAATATCTGCTAACAAAATC GCTCTGCCGGTGTCATAAAT 263

Ad01A2966 Aradu.A01 2966 p2 (AG)7 14 7629281 7629294 TGAAGGGAGGTGGATTGAAG AACCGTCCGAGCCTAAAACT 236

Ad01A2971 Aradu.A01 2971 p3 (TAC)5 15 7642676 7642690 ATGCCCAATTTTGTATCCGA ACACGTGATGTTTTGGGACT 279

Ad01A2974 Aradu.A01 2974 p2 (AT)7 14 7648340 7648353 TGTAAACGGTGGAGATTCAATG TTTTTGGATAGACACATTGCTTT 265

Ad01A2976 Aradu.A01 2976 p2 (TA)6 12 7655947 7655958 TGGGAACTCACAATTTTCTTTG GCTTGAGCTTGGAATTGAGC 234

Ad01A2979 Aradu.A01 2979 p3 (AAT)8 24 7663434 7663457 GCCCGACTTCTTAGGAAAGG TCTGTTGAAACGAAATGGGA 204

Ad01A2982 Aradu.A01 2982 p3 (ACC)5 15 7671593 7671607 CGAAACGATGTCGTATGTGC CCATTGATTCCATTGGTTCC 228

Ad01A2983 Aradu.A01 2983 p2 (TC)17 34 7673165 7673198 CAGACTCTCCAGCTGCTCCT TCCCTTCCACTGAGAGCAAT 163

Ad01A2985 Aradu.A01 2985 p2 (TA)6 12 7688108 7688119 AACTGTCCCTACCAACCACG TTGCCTTTGCAGTCTTCCTT 197

Ad01A2988 Aradu.A01 2988 p3 (CTT)5 15 7700641 7700655 CCATCCAAATCTTCAACTGC TAGTGGCTGAAGGGGTTGAG 201

Ad01A2989 Aradu.A01 2989 p3 (TTC)6 18 7700841 7700858 CTCAACCCCTTCAGCCACTA CTGTGGCAGATTACCCCATT 214

Ad01A2991 Aradu.A01 2991 p2 (TC)7 14 7701676 7701689 GGAAATCGACGGAAGTGAAA GATTCCATTAGCGCAGGAAA 207

Ad01A2992 Aradu.A01 2992 c (T)10c(T)10 21 7702441 7702461 TCTTCTGCTAATATTTGGGGTCA GAAAAATCAAATGATAAAAACGCC 273

Ad01A2993 Aradu.A01 2993 p3 (AAT)15 45 7703941 7703985 AACGACGACACACTCACCAG GCCCCATTATTACACTAGCTTTG 277

Ad01A2994 Aradu.A01 2994 p3 (TTA)6 18 7705702 7705719 GTGCAAGTAAATGCTTTAACGG CCTTACTATTAGGCATTCTTGTAATTG 222

Ad01A2998 Aradu.A01 2998 p2 (AT)6 12 7722333 7722344 CCTCTCAGTTTAATTTTTGGCG CCACCAACCAATTTCTTCTCA 264

Ad01A3002 Aradu.A01 3002 p3 (AAT)5 15 7732758 7732772 GCATCTGAATTAAAAAGGGAACA CCAAGCTGGTAAGGGACAAA 224

Ad01A3009 Aradu.A01 3009 p3 (ATA)12 36 7742664 7742699 AGAACTTGAATGCAGCCTGG TATGTGACCGTGTGCCTCAT 183

Ad01A3010 Aradu.A01 3010 p4 (AATT)5 20 7745817 7745836 GCTCCTTCAAGATGCGTTTC CCTTTCTTTCGCTCTCCCTT 144

Ad01A3017 Aradu.A01 3017 p3 (CAA)5 15 7770465 7770479 TCTCTCCATTTGCCATCCTC TGAATTTTTGGTCCTGAATTTG 274

Ad01A3018 Aradu.A01 3018 c (GA)8ggagaaaaattcaaagaagaggggtggtgttgctgctgttcgtcgccgacgaagnnnnnnnnnnnnnnnnnnnnnnnntctcctctctcttattc(T)13124 7770616 7770739 CAAATTCAGGACCAAAAATTCA TCCCCAACCTCTCACCTAAA 231

Ad01A3019 Aradu.A01 3019 p3 (TTA)6 18 7773195 7773212 TGCTGTTTATTTTGTCCAGGAA TGTAACAAAATGAAAATGGCTTT 246

Ad01A3020 Aradu.A01 3020 p2 (AT)7 14 7776160 7776173 TTCTGTTCTTAACCTGTGAGTACTTGA ATTTGACCAACTCGCACCTT 259

Ad01A3021 Aradu.A01 3021 c (A)10ggactgtttatacaattttttcgtaagtcatgtgataaacatgtttctatgttcacttttctgtgagacctattttg(TTA)6105 7776714 7776818 GCAGCAAATCTTTCAGTCCA CCCTTGTAGGTCACATAAGAAGC 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A3024 Aradu.A01 3024 p4 (AATA)5 20 7784156 7784175 GAAGTCAGAAGGCATGCACA AAAAATCAATGAATGCACAACAA 197

Ad01A3025 Aradu.A01 3025 c (A)11tttgtcattttttaatcattaaaatatgagttgtctaaattt(A)1164 7784756 7784819 TTGTGCAGGACAAGTGGATG CACAGTAAACCCCTTTTCGG 188

Ad01A3026 Aradu.A01 3026 p4 (AAAT)5 20 7785987 7786006 GCACGATTGGCTATAACGCT CCGTTCACTACAGCAAAAGGA 253

Ad01A3034 Aradu.A01 3034 c (A)10tggagaaagtaattttaacagaatgggattaatttaaagtag(T)1062 7799962 7800023 AAAATAGCGAGCACCAATGC TCCAACAATGCTGCTAGTGC 173

Ad01A3035 Aradu.A01 3035 p3 (CCG)7 21 7801738 7801758 GAAGACGTCGTTTCCAGAGC CTACGACCAACTGCGACTGA 177

Ad01A3036 Aradu.A01 3036 p4 (ATAA)9 36 7801958 7801993 AGCTTCAACGGATCCATCAC ATCGACGACGATCTCTACCG 198

Ad01A3038 Aradu.A01 3038 p2 (AT)8 16 7806650 7806665 GCATATGATTGGCAACCACC AGAGCTTGGCTCGACCATTA 277

Ad01A3043 Aradu.A01 3043 p3 (ATA)5 15 7812965 7812979 GGGTTGAGAACTAGAGTTGGAA TTGCTGCCCCATTCTCTAAT 269

Ad01A3048 Aradu.A01 3048 p3 (GAG)8 24 7829220 7829243 AATCACAATGGGCTGAGAGG TACCGACTTAAGGTTTGCCG 206

Ad01A3055 Aradu.A01 3055 p2 (TA)9 18 7847061 7847078 CTTGAGCCAAAACCTCTCCA AAAGGCAAAAAGGGAGTGCT 179

Ad01A3057 Aradu.A01 3057 p3 (AGA)6 18 7868486 7868503 TGTGTTGCGTTGTCAGTGAA TACTCAGGTCAAGTGCACGC 229

Ad01A3058 Aradu.A01 3058 p3 (AAT)6 18 7868755 7868772 GCGTGCACTTGACCTGAGTA CACGATTGATTTTTGGTGTG 262

Ad01A3060 Aradu.A01 3060 p2 (TC)6 12 7870468 7870479 GATCGTAGATGCACAGCAGG TCTGTTCCCTCTTGGTCAGAA 276

Ad01A3061 Aradu.A01 3061 c (T)10aattttttattgtgaactaacaacgatcaatttttatatatgatgattaaattcatgtaatatttgta(T)1391 7871045 7871135 AAAAGAATTAAGAGAGATCAACTTTTG CGTGTAAGGATAAAACATGCACC 245

Ad01A3069 Aradu.A01 3069 p2 (GA)6 12 7886901 7886912 TCACACGAAGTGAACCGAAA TGCCTGGTCTATGGAAGGAC 274

Ad01A3070 Aradu.A01 3070 p3 (TTC)6 18 7887099 7887116 CTCGGAGACCTTATGGTGGA CATAGCTAACCCCATCGCAT 266

Ad01A3071 Aradu.A01 3071 p3 (TCA)10 30 7891321 7891350 AAAGCAAAGGCTTAAAGGGG GCTGTTAAAGGTGGGGTTCA 245

Ad01A3076 Aradu.A01 3076 p3 (TTA)6 18 7910795 7910812 GACCAACATGTTATCCTTGCC TTTTAAAAATTGCACCAAACATT 256

Ad01A3077 Aradu.A01 3077 c (CTT)5ctcattctccttctctttctc(CTT)654 7912397 7912450 TTTTCTTCCACTCCACGCTC CGCGAATAAAGGAGAGCAAC 232

Ad01A3079 Aradu.A01 3079 p3 (CAA)9 27 7929402 7929428 TGTGATTCCATGTTTCTTTTCTTT CAAATCCGACTTTCACCGAT 215

Ad01A3081 Aradu.A01 3081 p2 (TA)14 28 7936860 7936887 TCAAACGCCCCAAAGTAAAC ACGAGGTGCCTTGACAACTT 255

Ad01A3084 Aradu.A01 3084 p3 (ATA)12 36 7940714 7940749 AATGGGCTGAGTTCGGTGTA ATTTAGCAACCACCAAACCG 266

Ad01A3086 Aradu.A01 3086 p3 (AAT)5 15 7950535 7950549 TCGATAATCAAAATCATGGCA TGGACATCCACGTTACAACC 198

Ad01A3088 Aradu.A01 3088 p3 (GTG)5 15 7978094 7978108 CGTTCTTCATGTACCTGGCA TTCTGCATTCCCTCCAAAAC 227

Ad01A3089 Aradu.A01 3089 p2 (TA)6 12 7979893 7979904 TTGTTTACCTGCGTCTTTCTGA TCTTTTGGGTTCAACAATGAT 264

Ad01A3092 Aradu.A01 3092 c (T)10aacctttcataac(T)1235 7984501 7984535 CAACTCTATTAATGCTTTCAAGGCT TTTCATGCTCCAAATCCACA 224

Ad01A3101 Aradu.A01 3101 p3 (TTA)5 15 7998673 7998687 CAATTTGATTGTTCATGTACTGC CACTATTTGCAAGGCAAGCA 105

Ad01A3103 Aradu.A01 3103 p3 (GAT)5 15 8004609 8004623 GGTGTTGGCAATGTTGAATG CCACCCATATACCCTCTCTTG 126

Ad01A3104 Aradu.A01 3104 c (GT)34(AT)6 80 8005930 8006009 TTTGTCCCTCTTGGAGGTTG AAAATTGAGGTGGCAAGGTG 279

Ad01A3108 Aradu.A01 3108 p2 (GT)9 18 8017396 8017413 CATGATTTTCTCCGCCAGAT TGTTCTACGGCATAGCCAGA 267

Ad01A3109 Aradu.A01 3109 p2 (AG)7 14 8017538 8017551 AGAAGATTCTGGCTATGCCG AGAGAATCATGATACAAGGGCA 236

Ad01A3110 Aradu.A01 3110 c (A)10tgcccttgtatcatgattctctatatgatgaaaattttgagaaaagttttattttttttaaaaaaaata(T)1089 8017714 8017802 GGTCTTGGATTTTCTATTTTCCA CACAAATCTGGCAAACCACA 160

Ad01A3112 Aradu.A01 3112 p3 (TAT)8 24 8018713 8018736 TCATTGAAATCGCACCATGT CGAATCCCTTTATTCGTCCA 185

Ad01A3113 Aradu.A01 3113 p3 (TAT)5 15 8019902 8019916 GAGGGGAGAAAGGTGGAGAG AAAAACCGCCATTTTTGGTT 218
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Ad01A3114 Aradu.A01 3114 p4 (AAAT)5 20 8021509 8021528 TGCTGTTTTTGGCTTTTCCT CGTTTTACACTGTCATTGCATC 267

Ad01A3120 Aradu.A01 3120 c (T)10aattcgaataattt(A)1539 8028468 8028506 TTTTTGAACATTTCGCTGTCA CAACCTAGAACCCCACGAAA 278

Ad01A3123 Aradu.A01 3123 c (A)10tcaacaaatacataatgaatgataaatgtctaagatttcaagctgatttaattttaaaacaaatcatattatgaagcaatcttctaacatgcaaagaag(GA)7123 8032388 8032510 ACGTTCAACGCTCAAAACTG TTTGGTTGTTCAATTTTGTTTGA 237

Ad01A3133 Aradu.A01 3133 p3 (ATT)12 36 8081236 8081271 TCTCTAAATCCTAAACACCCTTTTC AACACTAAACTAATGCTACGTGGA 280

Ad01A3134 Aradu.A01 3134 p2 (AT)11 22 8086284 8086305 TTTCGCCTTTGTCAACCTTC TGGAAAAATTCTGGCTATGGA 275

Ad01A3137 Aradu.A01 3137 p2 (AC)11 22 8118233 8118254 ATTCTCTGCAGAATTGCGCT TTCAGGATATTGCGTCACGA 210

Ad01A3138 Aradu.A01 3138 p3 (GAA)6 18 8118599 8118616 GCAAGGATCTGCTTATCGGA GCCCACCACTCTCATGATTT 218

Ad01A3140 Aradu.A01 3140 p3 (ATC)5 15 8120522 8120536 CGCCAATCTCAAAAACCATT TTTTCACGCTCCGCTCTATT 162

Ad01A3141 Aradu.A01 3141 c (T)10ctttttgaatattacaaaacacaagttgtattttaaattttaatttttttattttgaaacttgtaaaaggccggttgtgttttc(T)10104 8153715 8153818 TTGAATCCTACAAAATCGCAGA TCACAAAAAGTCACAAATATGAAACA 280

Ad01A3143 Aradu.A01 3143 p3 (AAT)6 18 8160835 8160852 TCCGAAATTCAATTCTACCAA GAGACGTTGATCGTCCTGAAC 280

Ad01A3145 Aradu.A01 3145 p2 (TA)6 12 8163822 8163833 TTTCTGGCCCTATCTCCAAC CATGGAATAATGGCAGGGTT 163

Ad01A3148 Aradu.A01 3148 p3 (GTG)8 24 8174841 8174864 CGGAGAAGGAATTGTTGGAA CATCATCGGTGGTTCTTCCT 183

Ad01A3151 Aradu.A01 3151 p3 (TAA)7 21 8183985 8184005 CCCACTTTTGGTGGATTTGT ACGGCGACGACAGAAATTAG 255

Ad01A3152 Aradu.A01 3152 p3 (TTA)5 15 8185891 8185905 AGCCGTGTTCTTTTTGCTTG CCCATCACCTATTTCTTATTCTTCA 280

Ad01A3156 Aradu.A01 3156 p2 (TC)22 44 8196415 8196458 GGTAAGCCCTCCTCTGCTCT AGTGAACTCACGCACACTGC 242

Ad01A3169 Aradu.A01 3169 p3 (CTT)6 18 8227153 8227170 TGATTAATAGGACGGCGGAG GAGGAAGAAGAACGTGCAGC 271

Ad01A3170 Aradu.A01 3170 p3 (CTT)5 15 8227386 8227400 GCTGCACGTTCTTCTTCCTC GAAGGCAAGAAACGAAAGAAAA 165

Ad01A3171 Aradu.A01 3171 c (TAT)7tac(T)10 34 8230868 8230901 CCACATACATGTTCCCCACA TTGGCACTTAGCTAGGTTTATCG 118

Ad01A3173 Aradu.A01 3173 p2 (TG)6 12 8232311 8232322 TCATGCACCCCATGTTCTTA CAGCATGGAAGAGGAAGCAT 270

Ad01A3177 Aradu.A01 3177 c (TTA)6tttttatttttttat(A)1245 8245068 8245112 TTCCCTGTGAGGTAACTTGTG TCTTTTGTTCCTCCTCCCCT 263

Ad01A3178 Aradu.A01 3178 p2 (CT)6 12 8252397 8252408 GCCATCATTCCACATCACTG AAGTTTGGAGGGGGTTTGAG 165

Ad01A3181 Aradu.A01 3181 c (GA)11c(AG)8 39 8291659 8291697 TTGCAGGTTGAATTGGATTG TCCCCCTTCTCATCTTTTCA 214

Ad01A3182 Aradu.A01 3182 p2 (TA)6 12 8297617 8297628 TTCAGCAGAACTGCATTTGG TCCTTTCGACATTGGAGACC 210

Ad01A3183 Aradu.A01 3183 p3 (AAT)20 60 8300194 8300253 AGGCAAAACCCTAAATGCCT GGAATTATCGTGCAACTTAGCC 252

Ad01A3185 Aradu.A01 3185 c (CT)13aatttgtttaagaatttctagctttatctgttctttacccctcttctttttaaagg(A)1193 8318712 8318804 TGTGCTAAGCTGTCTCCTGC AACAAGCGGCGAATAAAGAA 270

Ad01A3188 Aradu.A01 3188 c (T)13nnnnng(T)14 33 8333735 8333767 GCTGGAATCAGTCAGAAGGC GCTTGGAACATGGCTTGATT 213

Ad01A3191 Aradu.A01 3191 p3 (TTA)5 15 8334594 8334608 TCGGTTGAAGAGAGTTTTCATTT TCCTTGACTTTGTTGCTGACT 280

Ad01A3192 Aradu.A01 3192 p4 (ATTC)5 20 8336973 8336992 GGAGACCCCCATAATTGCTT TTTTGATCCATGCGACTCTG 272

Ad01A3193 Aradu.A01 3193 p2 (TC)12 24 8340267 8340290 CACAACCTCAACCTCCACCT CCAATCGAAGACAATCGGAG 260

Ad01A3196 Aradu.A01 3196 p2 (TA)8 16 8345087 8345102 CCCTCAATCTCCAACCTCAG TAAGTTGGATTTGCCTCCCA 274

Ad01A3197 Aradu.A01 3197 p3 (TTA)16 48 8347151 8347198 CGTTTGGTTATCTTGCACCA GTGTGAGCCATTACCCACCT 215

Ad01A3200 Aradu.A01 3200 p3 (AAT)10 30 8353474 8353503 ATTCCTGATAGCCTGCGAAA GGACGAATTTGAGTATTAACCCC 276

Ad01A3201 Aradu.A01 3201 c (AAC)12(AAT)6 54 8353606 8353659 ATTCCTGATAGCCTGCGAAA GGACGAATTTGAGTATTAACCCC 276

Ad01A3202 Aradu.A01 3202 p3 (ATT)8 24 8356516 8356539 GTGTGCCACGCTGTCAGTTA GGGTTGCTGGGGTTTTAAGT 270
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Ad01A3203 Aradu.A01 3203 p2 (GA)6 12 8360544 8360555 TCCATACCTATTAAATTGAACATTCG CCTTTTCCCTTGGGAGAGTC 209

Ad01A3204 Aradu.A01 3204 p2 (TA)6 12 8368629 8368640 TATGATGGTCGCAGGTCAAA TTGATCATAGGATTATTAAAAAGGACA 251

Ad01A3205 Aradu.A01 3205 p3 (TTA)19 57 8369949 8370005 TGCTGTCAAGTGCCAATTTC TGAAGAACAACTATCCTTTCAATTC 237

Ad01A3206 Aradu.A01 3206 p2 (TC)6 12 8380637 8380648 TCGTACGGACACTGACTTGC CGTTACCTGATGTTCTCGGG 163

Ad01A3208 Aradu.A01 3208 p3 (TTA)5 15 8406307 8406321 TGGGATGTCAATGCCCTAAT CTTTGAGTGCACCAATGACG 157

Ad01A3209 Aradu.A01 3209 p2 (TA)6 12 8418294 8418305 TTGCGAGAATTTCCCAACAT GAAAGAGGACACATGCACGA 222

Ad01A3211 Aradu.A01 3211 p3 (TTA)5 15 8422742 8422756 TATGGCTGGTTTGACTGCAC AAAAGCCGGAAGTTAGAGGC 137

Ad01A3212 Aradu.A01 3212 p3 (TAA)5 15 8445227 8445241 CCGCCCTAGCTTCCTAGTCT ATTCACGTAGCCCTCCACAC 254

Ad01A3213 Aradu.A01 3213 p2 (AG)8 16 8445915 8445930 GAAAGGTCAATGGATGACAGC CGCGGAAGAGGGTTATGTTA 266

Ad01A3216 Aradu.A01 3216 c (AGA)5aatggtggtgctgctggtgcaggacagcagggaggcaaggcggcgtggcggcgaga(AAG)5ag(GAA)6106 8460910 8461015 GCAGAACCACTACCACCACC GTTCACAATTTCACGCACCA 260

Ad01A3218 Aradu.A01 3218 p2 (AT)14 28 8466624 8466651 CAACACTCCTCAATGACCCA GGGCCAACTTGTATGCTTGT 105

Ad01A3219 Aradu.A01 3219 p2 (AT)6 12 8467461 8467472 AATCAATGGGTGTATCTTGTTGA GTTTGGTTTCTTGCTGCCAT 240

Ad01A3223 Aradu.A01 3223 p2 (GC)6 12 8535473 8535484 CCCTCTTCATTCCTTGGGTT CCAGTTGGGTTGGAAAGCTA 215

Ad01A3225 Aradu.A01 3225 c (A)10gctatgcttttaccacaccaaacttagaatattgctcgctctcgagcaagagatgaaataag(AGA)587 8541884 8541970 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 245

Ad01A3227 Aradu.A01 3227 p3 (AAT)5 15 8546980 8546994 TATAAATCCCAGTCAGGCGG GAGAGGATGGGATGTAGCCA 261

Ad01A3229 Aradu.A01 3229 p3 (ATC)5 15 8561109 8561123 TCTTCCTCCGGATCTGTCAC TGGGATGAGTTCCCTACTGG 209

Ad01A3231 Aradu.A01 3231 p3 (TAT)6 18 8568359 8568376 ACGTGCGTGTTATGGTAATTT AAGTAAAAGAAGGGCAAATAAAGA 279

Ad01A3233 Aradu.A01 3233 p2 (TA)6 12 8571222 8571233 GAACTTGGAACGTGTCCTCC CCATGGCCACCTAAGCAATA 225

Ad01A3234 Aradu.A01 3234 p2 (TA)7 14 8572595 8572608 TGGATTGACTCGATCAGCAT CTCAAGTTCTTGTTGGGCGT 204

Ad01A3236 Aradu.A01 3236 p3 (AAG)5 15 8575950 8575964 TAGCTTGAGGTTGGGAATGG TGATGATTGAGAAGATGGCG 268

Ad01A3238 Aradu.A01 3238 p2 (AT)6 12 8578839 8578850 TCTCCTTTGGAAGAAAAGTATGTTG TGTGCGTTAATTTTCTGTGTTG 249

Ad01A3242 Aradu.A01 3242 p3 (TTA)8 24 8587888 8587911 TGCTGTTCTGTTCTGTTTGTTG TCAGGATCCAGAACCTTCAA 264

Ad01A3245 Aradu.A01 3245 p2 (CT)25 50 8590030 8590079 AAAATGGTTGAAGCAGGTGG ATTGTGATTGGGGATGGAAA 230

Ad01A3248 Aradu.A01 3248 p4 (ATGC)5 20 8593863 8593882 TGAACAACAACCAATTCCCA TTGCTGCCCCTACACTTTTC 267

Ad01A3249 Aradu.A01 3249 p2 (TA)8 16 8596390 8596405 TCGATATCTGATTCATGAAATGTT CAATCCGAGTTTTGATGAGC 168

Ad01A3250 Aradu.A01 3250 p3 (ATT)19 57 8596725 8596781 TGATTCAAGAATGTCTGAGAACAC CTGGCATAAATGCTTCGTCA 260

Ad01A3253 Aradu.A01 3253 p3 (TCA)8 24 8601258 8601281 TCATGGATGCATGCTTTTCT TCTTTAAAAATGTTGACTCCCCA 235

Ad01A3256 Aradu.A01 3256 p2 (AT)10 20 8605027 8605046 AGGCCACACACTCTGGTAGG AGAGGGTTGACCATTTTTGC 196

Ad01A3258 Aradu.A01 3258 p4 (AAAT)5 20 8624796 8624815 CCCCCAAGTGCTAGAGAACA TGGTAACTGACTTTAGTGGCTGA 243

Ad01A3260 Aradu.A01 3260 p3 (AAT)5 15 8630056 8630070 AAGTCATCCACATGCCACAA GCTACATATAACATGCAATTAACCC 120

Ad01A3268 Aradu.A01 3268 p2 (AT)6 12 8638400 8638411 CATTAAGTGCAGAAATTTGATTTTTA AAACAAAATTATTAGATGGAAGAGAAA 280

Ad01A3269 Aradu.A01 3269 c (AGA)5acgagaagaagaagaacg(AGA)548 8648935 8648982 TTCATAATCCACTTCGCCCT CATTCTTCGTTCTTCTCCTCG 172

Ad01A3270 Aradu.A01 3270 p3 (TTA)8 24 8655647 8655670 CCTCATTCTTCCCTGATCCA AGCGAGCAAGATATGGAAGC 196

Ad01A3271 Aradu.A01 3271 p4 (ATAC)37 148 8656253 8656400 GGGAATTTTGCCTGCAAGT GCCTGCAGTACAAATTGTGG 272
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Ad01A3274 Aradu.A01 3274 p2 (TA)7 14 8684192 8684205 ATCACGCACTGTTGGATGAA ATTACCGTGTGTGCGTGTGT 257

Ad01A3277 Aradu.A01 3277 c (TTA)7attttagcatttaatt(ATC)6ata(ATC)779 8686943 8687021 AGTAACCGGGACCAACTTCA CAAGTTGTTACGTTAATAGTGACCCA 160

Ad01A3278 Aradu.A01 3278 p2 (AT)10 20 8687554 8687573 TTTGGCGGGAATAGATTCAT AGCTCTCCACGGTTGACCTA 280

Ad01A3280 Aradu.A01 3280 p3 (TCA)6 18 8698212 8698229 ATGCTGTTACATGGGCATCA TTAAGCTGGGGAGGATGAGA 135

Ad01A3282 Aradu.A01 3282 c (A)10gtgatcttctccttcctttgtttttttgctgcctttgaaactaaccaaaacaatccacgttccacagatccattagc(AG)15117 8699445 8699561 AAAAACCCAACTTTGGATCA GTGGGTTGGTGGTTCTGTTC 237

Ad01A3286 Aradu.A01 3286 p2 (TA)8 16 8710876 8710891 TTGATAAAGAGAGGGCATAGCA AAAAACAAAATTTGACGCGTAT 280

Ad01A3292 Aradu.A01 3292 p3 (AAT)5 15 8725409 8725423 ACAACCCAGATGGCAAAAGA CTTTTGCCGCCACACTATTT 216

Ad01A3293 Aradu.A01 3293 c (T)23cgaaatctc(T)1042 8726863 8726904 TTTTTGGTTGTGAATTTGTTTTC GAAGCAAGAAAAAGCAGTGGA 116

Ad01A3295 Aradu.A01 3295 p2 (AT)7 14 8727831 8727844 ATGCCAACATTTCAGGGAGT CCAATGAAGATGGGTGATCC 270

Ad01A3296 Aradu.A01 3296 p3 (ATT)9 27 8728615 8728641 AAAATGCAAATTTGGTGTACATAGA AATAAGGGCAAGGTTTCGGT 205

Ad01A3297 Aradu.A01 3297 p2 (TA)8 16 8729987 8730002 TTTGTTTGTATCGTGTTGTTTTGA GATGGATACGATGCAATCGAG 229

Ad01A3299 Aradu.A01 3299 p3 (TTA)6 18 8742297 8742314 TGGTTATCTACTTCCACCAAGACC TCGAGTTTAAATAGTCGTCCCTG 242

Ad01A3302 Aradu.A01 3302 c* (TGT)7(TTGT)5* 37 8745098 8745134 GGTCAAAGGAAATTGCTAGTGG ATGGCCTGTTTCATCCAAAG 102

Ad01A3303 Aradu.A01 3303 c (AGA)5tgaagagggttctgtagaggatcaggatgctgccactgctttcatg(GAT)679 8746186 8746264 TCTGTAGGGGATCAGGTTGC GCTTTTTCTTCTGCACGCTC 259

Ad01A3304 Aradu.A01 3304 p2 (TA)6 12 8747740 8747751 TGGGACTTGAAGCCAATTTT GAAGTGCTAACAATGCTAATTTTTGA 266

Ad01A3308 Aradu.A01 3308 c (T)10acttgagcttttaaaatttata(T)1042 8769950 8769991 ATTTTGCTGCTGTCTCTGGC AAGAAAAAGTCCAGAAAACTAACATT 206

Ad01A3313 Aradu.A01 3313 p2 (GA)7 14 8792376 8792389 GGGGAGATTTGTTGGGTTTT ATTTCAAGCTGATCCAACGG 238

Ad01A3316 Aradu.A01 3316 p5 (TTATC)5 25 8818408 8818432 CCTGGGTGCTCCAGTGTATT CCAAATCCTAAGGCAGTCCA 134

Ad01A3321 Aradu.A01 3321 p3 (TTA)5 15 8892956 8892970 GTCGCTATTGGATTCTGGCT TTCCATTTGCATTTTTAAAGGTT 265

Ad01A3325 Aradu.A01 3325 p4 (TTTA)5 20 8904398 8904417 TTTTTGAATTCTCTCCCTCTCA TTTCAGGTTCAGGATCTGCC 268

Ad01A3326 Aradu.A01 3326 p3 (TCT)5 15 8907609 8907623 CCCATCACCTCTTCACCACT TTGCCTTCCCTTTCCTCTTT 244

Ad01A3328 Aradu.A01 3328 p2 (AT)9 18 8915083 8915100 TGCTTGCATATGATTGAGGC TGGGGTAATTTTGTCCCCTT 225

Ad01A3329 Aradu.A01 3329 p3 (TTA)7 21 8918083 8918103 AAAAGGAACACAGCATCTCCA TCGCACAACTAACCAGCAAG 260

Ad01A3330 Aradu.A01 3330 p2 (CT)11 22 8925304 8925325 TGATGTGACCGAAGCAAGAG CGATGAAGGAAGGAGGACAA 253

Ad01A3338 Aradu.A01 3338 c (AT)6ttttaattattaattaaaatatcaatacaaaagaaacaaaaatatgggtagcatgtgattgataat(TA)894 8945135 8945228 TGAACACAATGTGACCAACTGA AAGCCCCTATTCAGGTGAGG 251

Ad01A3339 Aradu.A01 3339 p2 (AG)9 18 8945342 8945359 TGGTTGAACACATGCAATGA CACCATCAAGCTAAGGCAAA 153

Ad01A3340 Aradu.A01 3340 p2 (TA)6 12 8945912 8945923 TGCACTATCTCCTGGTTCAAA TGCATGTCGAAACTCATCTACT 249

Ad01A3342 Aradu.A01 3342 p2 (TA)9 18 8951802 8951819 AACAAATCAGACATAGTTGTCATGC TTAAAGGAGTTTCGTCATACACAA 264

Ad01A3345 Aradu.A01 3345 c (TTG)5(TTC)5 30 8954390 8954419 TCCATTGTTGTTGTTGATGC CCAGAAGCAGAAGAAACCAGA 148

Ad01A3346 Aradu.A01 3346 p3 (GAA)5 15 8954555 8954569 TCTGGTTTCTTCTGCTTCTGG CCTTTTCCCTTCATCTCCAA 178

Ad01A3348 Aradu.A01 3348 p2 (AT)6 12 8955279 8955290 AGCACGAAGAGGAGCATCAT TCAAGCTCGAGATGGTGTTT 263

Ad01A3350 Aradu.A01 3350 c (AT)10aattaattt(A)1241 8956124 8956164 CTTTCCATATTTGCCCCCAT GCGGTTTGTGATGAGAGTGA 251

Ad01A3353 Aradu.A01 3353 p3 (GGT)6 18 8961680 8961697 AGCACTGCATCAGATTGTGG GACGCTTCCTACTGATTCGG 242

Ad01A3360 Aradu.A01 3360 c (T)10c(T)12 23 8986284 8986306 TGAAGGCTGCAGCATAATGA CAAGCAGAGACATCAAGGCA 256
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Ad01A3361 Aradu.A01 3361 p3 (GAG)5 15 8987708 8987722 CAAAGTTTGTGGGGATGCTT CACATTTACTCCTCTGCCGC 221

Ad01A3362 Aradu.A01 3362 p2 (TA)8 16 8988103 8988118 CACATGCAAGAAGAGGAAAGTG ACCGAATTGTAAAGCCTTGG 266

Ad01A3365 Aradu.A01 3365 p2 (CT)24 48 8989444 8989491 GTTTGGTGACCCTGCTCAGT AATGCTGAATCGCACCTTCT 196

Ad01A3367 Aradu.A01 3367 p2 (GA)28 56 8998876 8998931 TTCTCCCCACAATCTTCAGG CAAGTCAAAATTCACCCAGG 181

Ad01A3373 Aradu.A01 3373 p2 (TA)7 14 9008664 9008677 GGGATTCGATTTCACCGATA TGTCTCCTTACATCTCACTCCA 279

Ad01A3375 Aradu.A01 3375 p3 (TGA)8 24 9016161 9016184 TCCAATTAGCAGTGAGGCAA GTGTGTGGCCATCTTCAATG 168

Ad01A3376 Aradu.A01 3376 p3 (TTC)5 15 9019711 9019725 AAACGCGCTGCAAGTTCTAC CGATACAAAACGAAGCTGGA 259

Ad01A3380 Aradu.A01 3380 p3 (ATC)6 18 9034854 9034871 GGTAGCATCCTAGCGCTGTC CTTGCAAATTGTCATGGTGG 184

Ad01A3383 Aradu.A01 3383 p3 (TAA)6 18 9039337 9039354 CAAATCCCATATGCACTCCA AATGGGGGATAATCTCGGTC 232

Ad01A3392 Aradu.A01 3392 c (T)10a(ATT)5 26 9057896 9057921 ATATCATGCATGCCATACCA AACATCAAAATCATGCATTAGCA 215

Ad01A3399 Aradu.A01 3399 p2 (TA)6 12 9070212 9070223 GGGAAAAATCCATGTATGCG GCCTCACACATCAAAAGTGG 239

Ad01A3401 Aradu.A01 3401 p2 (TA)6 12 9071711 9071722 TTAAAACCAACTTCCAAACACTC GGGTGCTATTTGGCTTGAAA 262

Ad01A3403 Aradu.A01 3403 p2 (TA)7 14 9072730 9072743 TTTGACCTAGTTTTATACGCTGAG AGCGATTGAATTGAACAAAAA 260

Ad01A3405 Aradu.A01 3405 p3 (ATT)6 18 9073506 9073523 TCCCTCCTTGTTCACTTTTCA TGCACATGAGTTTTCATCTTTTT 195

Ad01A3406 Aradu.A01 3406 c (GA)15agcaatgtgtaactatggcttctgattgtgcccagcaagttgctggcattgaaagcagctcatggattgaattgaagcaccattttttttgttgagttg(A)10139 9079724 9079862 AGAAGCACCAATGTTCCGAC AAACCATGACAAGAGGCAGAA 243

Ad01A3410 Aradu.A01 3410 p2 (TA)6 12 9082913 9082924 GGGATACCACAAGGAGCAAG TCCTAAAGAACAGGAATAGGAGC 279

Ad01A3417 Aradu.A01 3417 c (C)14tc(T)13 29 9102003 9102031 GGTGGACATCAGTCAAAGGG GGAAAGGCTTGCATTCTCTG 233

Ad01A3418 Aradu.A01 3418 p4 (AGTT)7 28 9106732 9106759 CCTCACTTGCTGCAATCAAA CTTCTCTCTGTTCCGTTCCG 208

Ad01A3419 Aradu.A01 3419 c (A)14tagagtttatactttatagtaatagttgtagttgtctttggctttggcttttcataacataaggacatc(ATT)598 9118814 9118911 TAATGGTGGTGGTGGTGATG CACAAAGCTGTTGATGCCAG 184

Ad01A3420 Aradu.A01 3420 p2 (GA)10 20 9119138 9119157 TCAATGCATGACAAAACCTTAAA CAAAAACCCCAAGACCAAAA 239

Ad01A3423 Aradu.A01 3423 p2 (AT)7 14 9129966 9129979 TGAGACAAGGATTGTGTTTTGAA CTTGAGGGGGAGTGTTGAAT 232

Ad01A3425 Aradu.A01 3425 p3 (TTA)7 21 9142766 9142786 CCTAACCCCAGTTCCAATCA TGATGCTTTGTTTTCTGGGG 271

Ad01A3429 Aradu.A01 3429 p3 (ATG)7 21 9146900 9146920 TGTCATTTCCAACATGCACAC TTGGCATTGCATGTTTCATT 250

Ad01A3434 Aradu.A01 3434 p3 (ATG)16 48 9154139 9154186 CCAACATGCACACTGCTACC TTGGCATTGCATGTTTCATT 265

Ad01A3435 Aradu.A01 3435 c (T)11agtttgtatgaatttttttgtataag(T)1047 9155170 9155216 AACAAAAGAAATCAGTGTGTTTGA TTTGGAGAAAAGTGAAATTATGG 276

Ad01A3437 Aradu.A01 3437 p3 (TTA)7 21 9158520 9158540 CCTAACCCCAGTTCCAATCA TGATGCTTTGTTTTCTGGGG 271

Ad01A3444 Aradu.A01 3444 p3 (TAT)18 54 9163655 9163708 AATTAATTTCTGTAGTGATGATTTTCC CAATGTTCCATTTTGAACCAA 196

Ad01A3452 Aradu.A01 3452 p2 (AT)6 12 9204854 9204865 AAACGGGATGGTAGTGCTTG GGAGCTGCTAATGGTGGTGT 227

Ad01A3454 Aradu.A01 3454 c (A)11gtcactctaacatgcatgtcattgtgagttaaaaac(A)1259 9208620 9208678 CATTAGGAGGTGGTTTTGCAC TTTTTCGCCTTTACAAAATCAAT 266

Ad01A3457 Aradu.A01 3457 p4 (TAAA)5 20 9211065 9211084 CGTTTGCACGTAAAAAGCAA CCAAATATCTCGCTTTACTCTCTT 262

Ad01A3460 Aradu.A01 3460 p5 (ATCCG)5 25 9214279 9214303 TGTTGTGCTCCGACTTAGAA CGGATCGGATCGAATATAGC 260

Ad01A3462 Aradu.A01 3462 p2 (AT)6 12 9216608 9216619 GCATGCGTTACCGTTTACAA GCTCTGAGCTTAATGGGCAC 138

Ad01A3464 Aradu.A01 3464 c* (AT)7(ATA)12* 48 9222216 9222263 TCGGTTAGTCATCAGAGTCGG CGGTTAATGAATAATTTGATAACTGA 177

Ad01A3470 Aradu.A01 3470 c (A)11ggacggctaaaaaataaacactccaaataaaaacaataaaaaaaacaacctttttgggtggcaaacaaaaacaaagagaaaaacattaaaaaaaat(A)11118 9251314 9251431 AGCCATGCATGCACACTCT TGTTTCACCCTTTTGCTTCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A3471 Aradu.A01 3471 p3 (CAT)5 15 9251546 9251560 GGTGGTGATTGATGATGTCG ATCATAAGCAAGCCAAACGG 188

Ad01A3474 Aradu.A01 3474 p4 (TTTA)5 20 9254922 9254941 CACCCTTGGATCAAGGACAT TTGCATTTTTGCAAGTGAGC 191

Ad01A3477 Aradu.A01 3477 p2 (AT)8 16 9262254 9262269 GCACATGCAAGTGATGGAAA TATACGTGGCACAACCGAAA 251

Ad01A3478 Aradu.A01 3478 p3 (CTT)5 15 9263804 9263818 CTGCCACAAACTACGCACAT GGGAATGAATCGATGCTGAG 272

Ad01A3480 Aradu.A01 3480 p3 (TGG)6 18 9272450 9272467 AGGCAACGTTCTTGTAACCG AACACTCTCCAACTCTGCCC 152

Ad01A3482 Aradu.A01 3482 p2 (TC)6 12 9284332 9284343 ATGCCCTATGCTCTCTGACG AGGAAGGGAGAGCTGAGAGG 256

Ad01A3483 Aradu.A01 3483 c (TTTC)5(T)11 31 9284531 9284561 CCTCTCAGCTCTCCCTTCCT CAAATTAACCCTAAGCCCCC 208

Ad01A3484 Aradu.A01 3484 c (T)10ggtattaaaacggggttattgtcc(A)1044 9289795 9289838 GGATTTTCAGCTTCCATCCA GGATTCGCCTCCTAAAGAGC 274

Ad01A3486 Aradu.A01 3486 p2 (TC)6 12 9293365 9293376 TCGCGTATGCCCTCTACTCT GAGAAAAAGGCTGCAACTGG 200

Ad01A3490 Aradu.A01 3490 p3 (AAT)13 39 9298075 9298113 GAAGAACGAGCTGCGAAATC CGCACTCTCTCACGAAATCA 225

Ad01A3498 Aradu.A01 3498 c (TAAA)6agatgaaaaaaatcaatttcacttacatctatattttttataataaatatcattttatattaatatttttcaataattaaacactaacaacaaaactg(A)11133 9308750 9308882 AACCAATTCAAATTCGGATCTA TTTGTTTGCAGGTGCATGAT 242

Ad01A3502 Aradu.A01 3502 p2 (TC)10 20 9315312 9315331 CCAACCCCTCAGTCAAGAAA CAAAGCATTGACCCATGTGA 269

Ad01A3504 Aradu.A01 3504 p3 (ATA)7 21 9317895 9317915 GGCATTGAGGCACATGAGAT CTGCACATTGCCAAATCAAC 265

Ad01A3507 Aradu.A01 3507 p3 (ATA)6 18 9320771 9320788 TTAATCATAGTTTCACTGAGGAAAAA AAGCGTCTAAGGTGGCAAGA 212

Ad01A3509 Aradu.A01 3509 p3 (ATT)5 15 9321858 9321872 AAATTTTGTGGTCCATTTCCT CTATAGCCAGCGACCGATTC 234

Ad01A3512 Aradu.A01 3512 p2 (AT)8 16 9329470 9329485 AGCTCACGAGCTGACTCAAA GCTTGGATAAGTTCGGCTCA 266

Ad01A3515 Aradu.A01 3515 p3 (TAT)18 54 9339678 9339731 CCTCATCATTAATGGCCCC TGTGTGGTTTGAGTGTTGCC 254

Ad01A3516 Aradu.A01 3516 p3 (CTT)23 69 9348915 9348983 ATACAGAGAAGGGGTGGGGA GGCGGTAATAAAGACCGATG 137

Ad01A3517 Aradu.A01 3517 p3 (TGA)5 15 9349575 9349589 CGATGATTTTGAGTTCTGGG GGACGAAAATACCCCTCTCC 253

Ad01A3518 Aradu.A01 3518 p3 (CTT)11 33 9349983 9350015 GCCTCTACGTTGGGGACTAA AAGAAGAAGGCGTGCGTAAA 241

Ad01A3519 Aradu.A01 3519 p3 (GAA)6 18 9352260 9352277 ACCTCGCTTCGACATACAGG GTTTGCAAAACGCCAGAAAT 236

Ad01A3520 Aradu.A01 3520 p3 (CAT)5 15 9385077 9385091 AAGAGGCAAAGATTGGAGCA CCGTGACTGTTCACCCTTTT 277

Ad01A3525 Aradu.A01 3525 p2 (TC)6 12 9409354 9409365 CAGCCGACTCTAATGCTGTTC TCATTGTAAGACCCATCCCA 242

Ad01A3529 Aradu.A01 3529 p3 (GAA)5 15 9420435 9420449 TGGTGTGAAGGGAAGACACA AGAAGGAGAAGCCTCCAAGG 150

Ad01A3535 Aradu.A01 3535 c (GT)7cagcgccctttgattctctctctt(TC)6tgaatcttccttcttattcaatgatcttgttttactagaa(T)11101 9433207 9433307 ATCCAACGGTCGTAAAGCAC ATCTTTCCCCAAGAACCCAG 267

Ad01A3539 Aradu.A01 3539 p2 (AT)6 12 9439008 9439019 TGCCTGCTTAGAAGGGAAAA AGTGAATTGCGGCTAAAGAA 202

Ad01A3540 Aradu.A01 3540 p2 (AT)6 12 9440701 9440712 TCATACTCATTTAAGAGGTCACGAA CCTTTTAGTTGGACCTGGGC 269

Ad01A3541 Aradu.A01 3541 p3 (AGG)7 21 9448298 9448318 GTCGGGACAAACTTGAGGAA GGAGGCTAAAGCAAAGTCCC 134

Ad01A3542 Aradu.A01 3542 p2 (TG)9 18 9451626 9451643 GTGCCTGGTGTTGTTGAAAG CACCTTCATCATACCATTCGT 280

Ad01A3543 Aradu.A01 3543 c (TA)7atgcaaaattttgttacattactaaacctcaaaggggaaattcaatatttaggcattgtattaaagcacaacttagcacaaacc(AATA)5118 9452087 9452204 AGGAGTCATGCCTGGAGGT TTTCCCGCTAACTACCATTACAA 280

Ad01A3546 Aradu.A01 3546 p3 (TGG)5 15 9456545 9456559 GAAGACAAGGGAGGAAGCAA TGCTTACCCCATTGGAAAAA 239

Ad01A3549 Aradu.A01 3549 p2 (AT)6 12 9464371 9464382 TCTTGGCCAACCATAACCAT TGTTTTGAAATTGTTGTGTACTTGTG 195

Ad01A3552 Aradu.A01 3552 p2 (TA)8 16 9469133 9469148 ATGAGTTCTAGGAAATTAACCATTTT GTCTCGGACCTAAACAAATAGTG 280

Ad01A3555 Aradu.A01 3555 p3 (ATC)5 15 9482957 9482971 TGTTGAAATACTTCGTTAAAAAGACA TGGTCATGTCGGTTATGTTG 276
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Ad01A3556 Aradu.A01 3556 p3 (TCT)5 15 9483270 9483284 AGCAGCCCACGTTGAGAATA GCTCCACCTGCTTGTCTACC 272

Ad01A3557 Aradu.A01 3557 p3 (TAT)5 15 9484419 9484433 CACAGTTTCATTCAACAATCACAA AGCGTATGGTCCATCAGGAG 252

Ad01A3559 Aradu.A01 3559 p3 (TTG)16 48 9497414 9497461 GCTGCTGGATTGCAGGTTAC AGCATCAGCCTTCACCACTT 250

Ad01A3561 Aradu.A01 3561 p3 (TAG)5 15 9498874 9498888 TAAGCCGAAATCACCCAAAC GTGATGGCTTCAGTGGCTTT 212

Ad01A3564 Aradu.A01 3564 p4 (TATC)5 20 9501947 9501966 TGGCATGACCAAGAAATAAAAA TTTTGCCGTGTTTTTAAGGG 269

Ad01A3567 Aradu.A01 3567 p3 (ATT)11 33 9503738 9503770 TTACCCCAAACGTTGAGGAC GGTTAAAGTGGCATAAGGCG 272

Ad01A3568 Aradu.A01 3568 p2 (TA)6 12 9515654 9515665 CAAATGAAAATGTGCATTGGAA TCGAGTCCGTTCTTTGAGAAA 269

Ad01A3570 Aradu.A01 3570 p2 (TA)6 12 9523218 9523229 AACTCAAGTTGGATGAAACCTTTT GGCCATTGTGTAGAGGGTGT 245

Ad01A3571 Aradu.A01 3571 p2 (TA)10 20 9523758 9523777 TGAATTTTAGGTTATTTTAAAGTTGGG CTAGCATTTTTGTCAGGCGA 195

Ad01A3572 Aradu.A01 3572 p3 (TTC)6 18 9531955 9531972 TTTCTGAATGCTCGGTTCTTC CGGCAACAGTAGCATAACAAA 254

Ad01A3577 Aradu.A01 3577 p3 (CTC)12 36 9538547 9538582 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 177

Ad01A3579 Aradu.A01 3579 p3 (TCT)5 15 9551257 9551271 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 265

Ad01A3582 Aradu.A01 3582 c (A)10tacaaaacttacctttcgatggatatatttaattattagtaaaaattgatcaagcctatttaaatttgatcctaattagtcaccc(A)11106 9555245 9555350 TCCGGAATTATTGCAAGTCC CACACACATAAATTGCGGTCA 188

Ad01A3587 Aradu.A01 3587 c (TA)10cacaaagtagtgattgacgcatgcatatataataagaagtgcaagtctattgaagcttgttaatcagaaattctttttggcatcactgc(ATA)6127 9564978 9565104 TCATCAGCGTTAGTGGCTTG TCCATCAAAAGGTAAGTTTTGTACC 243

Ad01A3591 Aradu.A01 3591 p2 (TA)6 12 9573825 9573836 GGAAGTGGTGAAATGCAGGT TCAAGATCTGATACCGATTGAAAA 114

Ad01A3595 Aradu.A01 3595 c (TTA)12ttg(TTA)760 9576219 9576278 TTTGTTGGAGCACATGGAAA TCCGGACCAAATTTTAGATGA 166

Ad01A3599 Aradu.A01 3599 p2 (TG)8 16 9585570 9585585 TATTGCTGGTGGAAGACGTG TCAAAATCAATTAAAAATTGGACC 215

Ad01A3601 Aradu.A01 3601 p3 (TCA)6 18 9586180 9586197 GGCAACCATGGCTACCTTTA GGGTCAATGGCAATTTCAAG 236

Ad01A3602 Aradu.A01 3602 p3 (AAT)5 15 9587218 9587232 TGCCATTAATGATGAAGCGA TCAAGTAAAGTGAAAGGCGCT 184

Ad01A3603 Aradu.A01 3603 p3 (TTA)20 60 9587721 9587780 GTCATGGGCATTACCCAAAG AACTCTCATCACTTTCATTCCAA 209

Ad01A3606 Aradu.A01 3606 c (ACC)8attatcagaactcagaatcag(AAC)6(CAC)8tac(CAT)5105 9600509 9600613 TCCCCAAAATTATGCAAAGC CAGTGGTGGTGGTTGTTCTG 200

Ad01A3607 Aradu.A01 3607 c (GAA)6gtggcgggcggcggacaacggctcggcggtggtgtcggcgggaagaagaagaaa(AAG)587 9600874 9600960 CGTCATCCTCATCAAAACCC AAAAAGAAAGAAAGGAGGGGA 277

Ad01A3608 Aradu.A01 3608 p2 (AT)6 12 9602013 9602024 TCAAGGGTTTTATGTGTCAGGA TTGTCCTTTTTCCAATAACACTC 262

Ad01A3612 Aradu.A01 3612 p4 (TATT)7 28 9612390 9612417 TGAGCCACAAGTACCTGCAC AAAAGAAATGTGATCCAATTAAAAA 275

Ad01A3615 Aradu.A01 3615 p3 (AAT)5 15 9621170 9621184 TGGCACCATTATTTGAAGGA TAGCCATTGCTGAACCTTCC 256

Ad01A3621 Aradu.A01 3621 p2 (AT)6 12 9626200 9626211 CATTATGCATCAGTGGCACA TGCAAGGAGAAAATATATCAAAAAGA 227

Ad01A3622 Aradu.A01 3622 c (AT)8gtattctacataatataataaataatatatatcagtatcataaaaaaaatacataaaaaataaaataatttaaatacatc(A)10106 9630151 9630256 TACGCACCAACAAATTCCTG GCGCCTGAAGAACATATTATCAA 280

Ad01A3623 Aradu.A01 3623 p3 (TAA)5 15 9631348 9631362 TGAATATTCTATTGACCTTGCACTC CCAACAACAGAGAAACGTGG 280

Ad01A3624 Aradu.A01 3624 p3 (CTT)5 15 9631578 9631592 CCACGTTTCTCTGTTGTTGG GCTTTTTGGTTTGGTTCCTG 144

Ad01A3625 Aradu.A01 3625 p2 (TA)6 12 9633384 9633395 ATGGAAGCCACTTTTGCTTG AGAAGTCCCAATTCCCCTTG 257

Ad01A3632 Aradu.A01 3632 p3 (GAA)6 18 9655690 9655707 AGGAGTGGGTAGAGCGACAA TGTGTTGTCAATCCCCAAAA 229

Ad01A3636 Aradu.A01 3636 c* (T)10gg(TAT)13(T)10*60 9663171 9663230 TGCCTTTAATCTTTGAGCGAA AGTTTCAACTTTCTTGCCAATG 275

Ad01A3637 Aradu.A01 3637 p2 (TA)8 16 9665242 9665257 GGAGGTCTAAGATGGCTGCT CATGACACGGACAAATCAACA 276

Ad01A3641 Aradu.A01 3641 p2 (AT)6 12 9684514 9684525 CTTTGCATCTGGCAATCAGA TGGTGGGAATAAAGGGTTTG 245
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Ad01A3645 Aradu.A01 3645 p2 (CT)7 14 9690474 9690487 AACCCAAGGATGAAGCACAC CCTTGGCTTCGCCATTATTA 260

Ad01A3646 Aradu.A01 3646 p2 (CT)10 20 9690617 9690636 AACCCAAGGATGAAGCACAC CCTTGGCTTCGCCATTATTA 260

Ad01A3649 Aradu.A01 3649 p2 (TC)10 20 9697655 9697674 CGGACACCAATCTCCCTCTA TGCTTCCATGTTTCCTGATG 260

Ad01A3650 Aradu.A01 3650 p2 (TC)8 16 9705070 9705085 TCTACGGACACCAATCTCCC GCTTCCATGTTACCTGATGGA 259

Ad01A3651 Aradu.A01 3651 p3 (ACA)5 15 9707105 9707119 CAAAACTGTGGAAGACGGTG CATGAGGTGGTCAAACGAGA 280

Ad01A3656 Aradu.A01 3656 c (A)14gaaacgttggttcgcttttttgagaaagccaaattgcagaatgtgtgtgtatgcctagtgagtgtga(T)1293 9716706 9716798 TGGCCACAAATTCTTAAATAAAGG TGCATTGCTCTTTCAATGTG 252

Ad01A3658 Aradu.A01 3658 c (AT)6aaataaaggtataagaatagcaacaataattaatctatcaaatagaaaaacagtggtgtc(ACT)793 9720776 9720868 TTCTCCCTCACCTTTCCCTT CTGTCACAAACTCCATTGATGA 268

Ad01A3659 Aradu.A01 3659 p2 (TA)9 18 9722650 9722667 GAGAAAGGATTGGTCCAGCA TTTTTGGAATTGGTGTCCATT 169

Ad01A3664 Aradu.A01 3664 p4 (AAAT)8 32 9727186 9727217 GCCATCAATTTTGTGAGGCT TCTCATTCGCATGTTTTGGA 233

Ad01A3665 Aradu.A01 3665 p5 (TATTT)5 25 9727691 9727715 TGTTGTGGATCAAAATTTCGTTTA TTAGCAGCTTTTGAGCGTGA 227

Ad01A3669 Aradu.A01 3669 p3 (CAT)6 18 9735306 9735323 GAAGGTTATCCGGCATGTCT AAACAAACGGAAGAACCACAA 198

Ad01A3670 Aradu.A01 3670 p2 (TA)6 12 9735626 9735637 CTGCCGGACTGGATGATACT GCCGATAATTGCAACTCCAT 166

Ad01A3671 Aradu.A01 3671 p4 (GTTA)6 24 9736600 9736623 GTCGATGAATTCCGAAATGG AAGCAGCATTCTTTGGCAAC 268

Ad01A3674 Aradu.A01 3674 p3 (ACA)7 21 9741050 9741070 CCCTGCAAAGACAACCAAAT TTGATCCATGTAGTTGATCCCA 270

Ad01A3675 Aradu.A01 3675 p2 (AC)6 12 9744695 9744706 CTTCCGAATGACCTCCACAG AAAGTGAGAGATGGCGTGGT 214

Ad01A3676 Aradu.A01 3676 p2 (GA)9 18 9745747 9745764 CCAAGAAAGTGAAGGGTGTTG TCCCTTCTCTTCCCTCCTTT 144

Ad01A3683 Aradu.A01 3683 c (T)10ctttttcttttaccagtcagccaaataatttcaacaatggaagtggggttctcaatatgatcaccgaaaaggttttgcttttttttt(A)12109 9758208 9758316 TTCTTTTCTCTTTTTGTGAAGGTG ACCGGATCAGAGTTGACGAT 183

Ad01A3684 Aradu.A01 3684 p3 (GAA)5 15 9759425 9759439 AGCGCGCTACTCACCATTAT TTCCTCCGCCTCATCTTCTA 253

Ad01A3685 Aradu.A01 3685 p4 (AAAT)6 24 9761747 9761770 CAGCTTATATTATTGCCAATTTTCAC TTCACGTATGCCATATAACTCAGAA 260

Ad01A3686 Aradu.A01 3686 p3 (TTA)24 72 9762870 9762941 CTTAGCAGCAACCGTCATCA TCACCTCAACTCAGCTCAACA 206

Ad01A3690 Aradu.A01 3690 p2 (TA)9 18 9769997 9770014 GGCGTGTATATATTTTGGATTGC GTATGTATATACCTTCAATTCGAGTCA 251

Ad01A3692 Aradu.A01 3692 p2 (TC)14 28 9774808 9774835 CCAAAACACCGTTCTTTCTCA ATATGATTTTGCTTTGCGGG 258

Ad01A3693 Aradu.A01 3693 p2 (AC)7 14 9774965 9774978 CGCCCTTCTTTGACTCTCTG TTAACCTGATCCGAAAACCG 276

Ad01A3695 Aradu.A01 3695 p3 (CTT)10 30 9782065 9782094 ACTCCGATTCACTCCCCTCT AAACACAAAACCAAGGTGGC 232

Ad01A3698 Aradu.A01 3698 p2 (GA)6 12 9792619 9792630 CCTCCTCTTCTTCCACCCTC GTTCCAACGACGGTGAGATT 273

Ad01A3699 Aradu.A01 3699 p3 (CGC)6 18 9792878 9792895 ATTCACCGAATCTCACCGTC GAAACAGCTGGAGCCTCAAC 121

Ad01A3705 Aradu.A01 3705 p3 (TAA)7 21 9809772 9809792 TTCATTCCTTCACAAAATCAAAAA GGACAGTATCACAATAACAAGGCA 237

Ad01A3706 Aradu.A01 3706 p3 (CCT)5 15 9814003 9814017 ATAAATGGAACCACAGGGCA TACTTGCCAGACAGTGGCAG 203

Ad01A3710 Aradu.A01 3710 p3 (AAT)5 15 9827761 9827775 AAAAAGTGGAAGAATGTAAGCCA GGTGCTTGGTGCATCATAAA 258

Ad01A3713 Aradu.A01 3713 p2 (AT)7 14 9834181 9834194 TCACAATTTTTCTACCCTCGG CCAACTTCGTTCCAACACCT 234

Ad01A3715 Aradu.A01 3715 p4 (AAGA)5 20 9836732 9836751 CGACGAGATGCAAAAGCATA TCCGGATCTTCTTCCTTCCT 240

Ad01A3717 Aradu.A01 3717 p2 (TA)6 12 9843447 9843458 TTTCAGATCCAAGAAGGAAAAA TCTCTCTCTGGATTTCATATGCTTC 279

Ad01A3719 Aradu.A01 3719 p3 (TTG)6 18 9849450 9849467 CTAACATGGGACATGGGGTC ACCAACTTCCCAAACCTCAA 268

Ad01A3720 Aradu.A01 3720 p2 (CT)7 14 9849586 9849599 GAGGTTTGGGAAGTTGGTTG TTGCGTCAGCACTTAGCAGT 115
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Ad01A3722 Aradu.A01 3722 p2 (AT)10 20 9854576 9854595 TTTTCAAGTGATATTGGAATTTAGAA TGCAACTAAATGACTAAGCAACAA 280

Ad01A3728 Aradu.A01 3728 p2 (AG)9 18 9874662 9874679 GCACTACTTTCGCCGACTTC CCTTTTTCTTAATCCCATCGC 187

Ad01A3736 Aradu.A01 3736 c (TTC)5ttttccaacaccgccgtagccgttccacg(TTC)1692 9900904 9900995 GGAAGGGAGAGAGCACCATC GAACCCAGAATCAACAACAACA 280

Ad01A3737 Aradu.A01 3737 p3 (TGA)5 15 9901117 9901131 TAGCCGTTCCACGTTCTTCT TCGTCATCCTCATCAAACCC 270

Ad01A3738 Aradu.A01 3738 c (GAT)11ggtaggtggtgggtggtggcgggt(GTG)984 9901257 9901340 GGGTTTGATGAGGATGACGA AATCATGCAAAGCACCATCA 192

Ad01A3741 Aradu.A01 3741 c (T)10gttaaaatttttctcatttttttttcctcctccttcattattattatcatcatcattg(T)1179 9905728 9905806 AGATAGCTAACCAATTTTCAAACTAAG CAAATAGAACTCAGTACTTTATTCGC 280

Ad01A3744 Aradu.A01 3744 p3 (TTA)17 51 9909747 9909797 AATTTTTCCGCCAACATCTG AAATGGCAGGTTTTGAGTATCAC 240

Ad01A3745 Aradu.A01 3745 p3 (ATA)6 18 9911115 9911132 AAAATCGAAAAGGGTGGTCC TGGGAAGTCGAGAACAGCTT 261

Ad01A3748 Aradu.A01 3748 c (A)10gcaactgcaaaatcaatgcatttattcatcaagatattcaaggaatg(A)1168 9919714 9919781 TGAACACCCTCAACTACCCC TTGTAAAAGCTACTTGGATCCTGTC 151

Ad01A3749 Aradu.A01 3749 p2 (AT)7 14 9925883 9925896 TGCAATACCACCACAACACA AAGTGATCGGCCAAGGTATG 277

Ad01A3750 Aradu.A01 3750 p2 (AG)7 14 9931497 9931510 CGACGTAGTGACGGACTTGA CGAGACAGGACGGACTTTTC 271

Ad01A3752 Aradu.A01 3752 p3 (ATA)7 21 9934874 9934894 TTAAATTCAAGGATAAGGATGTTTTT GGCTATTTGGTTTTTCAAGGC 247

Ad01A3755 Aradu.A01 3755 p3 (CTT)5 15 9962186 9962200 CATAACCCTCCACCTCCTCA GCATCAAGCTGTGAGACCCT 118

Ad01A3756 Aradu.A01 3756 p3 (TCA)5 15 9964883 9964897 TATCATCTTGTTCTCCCCGC ATTTTGGAAACAGGGCACAG 220

Ad01A3758 Aradu.A01 3758 p3 (AAT)5 15 9975629 9975643 TGCTACACCCAAACAGTTGA TGGAGTTCCTCGCACTTTCT 271

Ad01A3765 Aradu.A01 3765 c (T)11aattgggtccctacacttttttttcttttatttaagtccctataccaa(T)1170 9994597 9994666 CGCAAAATTTTCAATTAGGTCC TTGGTCCCTATAGTTCCGTGA 268

Ad01A3767 Aradu.A01 3767 p2 (AG)6 12 9996562 9996573 TCAGTGGCTAAGAGAAGGGG GGAGACTGGATGTAGGCAGC 273

Ad01A3769 Aradu.A01 3769 p3 (TCA)5 15 10013189 10013203 TGCCTCCTCTCACTGTCCTT ACTGCACCTGAGTTTCCACC 265

Ad01A3770 Aradu.A01 3770 p2 (AT)9 18 10014236 10014253 GGATCTTGCAACACATACATAGG CCTAATTACAAAATTAAAAGCAACG 244

Ad01A3772 Aradu.A01 3772 c (AAT)6aac(AAT)1051 10020578 10020628 TTGTGAGGGCACACAACCTA TGAAAATCCGTATTTGAGTATTCATC 255

Ad01A3774 Aradu.A01 3774 c (T)10aactttttgtccctttggggtctccctccttattttctgctaaattttgtgcaaaagcccaccatcgttaaaacttaaaaaggtaaaaacgatatt(A)12118 10025385 10025502 GCCAAGAAATTTATTTTGCTTCA CTGGCCTGAACCATTTTGAT 262

Ad01A3776 Aradu.A01 3776 p2 (GA)7 14 10026533 10026546 TTGGATGGTACAGACGGTGA ACACAAACAACACCACCCCT 103

Ad01A3777 Aradu.A01 3777 p3 (GAA)5 15 10026655 10026669 AGGGGTGGTGTTGTTTGTGT GAAATTACGGTGGGGAAGGT 217

Ad01A3780 Aradu.A01 3780 p4 (TTAG)5 20 10030735 10030754 TCGCTTTACCATCATCACCA CTACTCCCTTTCAACGAGCG 253

Ad01A3781 Aradu.A01 3781 p3 (CAT)5 15 10036763 10036777 TGCACATTGAGTTTTTCAGCA TGTGATGAAGCAGCAGAACC 256

Ad01A3783 Aradu.A01 3783 c (T)10cctcttattt(A)1030 10044448 10044477 CGAGTCATTTATCAAAGTCCACC TCTTGTTGTTTTTGTTCCCCA 225

Ad01A3787 Aradu.A01 3787 c (TTC)6tcgttacttattcttcttctttttcgttatttttcttttttgttatcgtcgtcatcaacaccacctcttt(CTC)5103 10057572 10057674 TATATTCACGCGCTTCGTGT GAACCACACCTCAGCCATTT 213

Ad01A3789 Aradu.A01 3789 p2 (AT)11 22 10063087 10063108 AGCCGAAAGATGGGATTCTT GAAGGATTTAAATGTGTGATCCAA 259

Ad01A3793 Aradu.A01 3793 p2 (TA)6 12 10074928 10074939 TCATGCAAAACCACTTTGGA CCAAAAACTTATGGTGATGGG 277

Ad01A3798 Aradu.A01 3798 c* (A)12(AAT)11* 43 10092381 10092423 CCCGTTTTACGGGAGAAACT GTGCCCCTCAGTTACGACAT 232

Ad01A3802 Aradu.A01 3802 p2 (AT)6 12 10105518 10105529 TCCATATGTCACAGGCAGGA GACCCGAATCAAACCATGAC 273

Ad01A3804 Aradu.A01 3804 p2 (AT)6 12 10107065 10107076 CACATGAATCAAACTTCAAGGA TGCGAAACTATAGGAACCAACA 216

Ad01A3810 Aradu.A01 3810 p2 (AT)11 22 10144952 10144973 TCCATATGTCACAGGCAGGA CCTCCATTTCCAAGACAACAA 223

Ad01A3812 Aradu.A01 3812 p2 (TA)6 12 10169233 10169244 CCTTTGTTAGCTGCAACGGT TGGAAAAATGGAAAATGGACA 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A3820 Aradu.A01 3820 p2 (TA)9 18 10183106 10183123 GCCGAGGTTAAGCTTGGATA TCACGAGCTGGCTCAAATAA 274

Ad01A3823 Aradu.A01 3823 p2 (TA)7 14 10197831 10197844 CGATAAATTGAGTTGATGAGGTTG TTACGAAATTGCTCAACTAACAAA 232

Ad01A3824 Aradu.A01 3824 p3 (TAA)5 15 10201294 10201308 CACCATGCATGATTCACTCC ATTGTGAACGCAGCATACGA 206

Ad01A3825 Aradu.A01 3825 p3 (TTA)20 60 10208751 10208810 ATTTGGTGACGTGCTTCCTT TTATGTTATGGTAATAATTTGGCCT 149

Ad01A3827 Aradu.A01 3827 p4 (TTAT)5 20 10219152 10219171 TCAGAATTTCTCCTATCATTCACTTT TCAATTTTTCATCTTAGTTGCGA 189

Ad01A3829 Aradu.A01 3829 p3 (AAT)5 15 10222615 10222629 TTTGATGAATTGAAAAATATCCTGA TGGTAGGCAAAGTTTCCTTTCT 212

Ad01A3830 Aradu.A01 3830 p3 (TTA)8 24 10222993 10223016 GAAAGGAAACTTTGCCTACCA TTTCTGACAAGGTCATTCATGC 275

Ad01A3832 Aradu.A01 3832 p3 (ATA)5 15 10227444 10227458 GCATCACCATGTTTCGTAGC GCCAAACACAAAAGAAAAAGG 277

Ad01A3833 Aradu.A01 3833 p2 (TA)7 14 10238394 10238407 TGCACATGTATCTCTGCCATT TCATGATGTAAGATTTTTCATTGTCT 276

Ad01A3834 Aradu.A01 3834 p3 (ATA)5 15 10238868 10238882 TACCACACCGAAAGATGCAA CAAATTGTAAAATCAACCACCG 134

Ad01A3842 Aradu.A01 3842 c (GAT)5aaat(A)14 33 10277416 10277448 ATCCCTTCCCCCAAAATCTA TGACACGTGCCACATGAAAT 219

Ad01A3843 Aradu.A01 3843 p3 (TGC)7 21 10278815 10278835 CCCTTGATTCACTTGCTGCT GATTCACGCTGTTGTGATGG 238

Ad01A3846 Aradu.A01 3846 c (A)10gaaaatccttgaatggttttggatgtggaaaagttg(T)1157 10281839 10281895 CAATGAATTGAAATCGTGCG TGCGATTTGCTTTTTCTTTTC 270

Ad01A3847 Aradu.A01 3847 p4 (ATAA)5 20 10286628 10286647 TCGCCTCTTTCAACTAAATTCC GAAAGCAAGTAGTGTTTGGTCTTCT 278

Ad01A3849 Aradu.A01 3849 p3 (AAT)15 45 10288243 10288287 TGATGTATCATTGAGTCAGTTCAAAA TGGTGGAATTGTCGTTCAGA 246

Ad01A3852 Aradu.A01 3852 p2 (AT)10 20 10322489 10322508 TGAATCCCAAGAGTTTTGTGTG AGTGCTTGAAAGGGAAAGGC 229

Ad01A3855 Aradu.A01 3855 p2 (TA)6 12 10344825 10344836 TTGTTTTGCCCAAGGAAATC TGCTTAAATTCAGTGGGTGC 231

Ad01A3857 Aradu.A01 3857 c (AG)9attcattgcatccctgttcacattcacattccacttcaattcctattccaattgcatttgcatttgcattgcagtttttat(TC)11121 10351587 10351707 TTTAATACTAACCAGAGCTTAGCAGA ACCTTTAGCGGTTTTTCGGT 231

Ad01A3859 Aradu.A01 3859 c (T)13aaaaaaattgaaaaaggtgacttttgtttgtccaaaaaatgcatc(CA)772 10362060 10362131 TTCATCCAATCCACGAACAA GGGTCTGGAGGCAGGTTAGT 278

Ad01A3865 Aradu.A01 3865 p2 (TA)6 12 10376873 10376884 GGCGTATTGAAAATTAGTCGC GTGATCCCTTGCAACAAAAA 239

Ad01A3869 Aradu.A01 3869 p3 (CAT)6 18 10395616 10395633 GGGAATGAGAATTGTCCCAA TTTGGGAAGAAGCATAACTGG 139

Ad01A3871 Aradu.A01 3871 p3 (AAT)5 15 10399771 10399785 CAAGGAACTTTCATCTGCACC ATGCCTGATCCTGGAGATTG 245

Ad01A3872 Aradu.A01 3872 c (TGA)9cgatgatgcaaattggatgttttgtttcgttggtgtctctgtgcg(GA)684 10407380 10407463 GAGAAATCGTTGGATCGGAA TATGATCGAAGCAAGACGGC 240

Ad01A3873 Aradu.A01 3873 p2 (GA)7 14 10412065 10412078 CTTGGAAATTGGAGGTTGGA GATCGAAGCAAGAGAGCGTT 248

Ad01A3874 Aradu.A01 3874 p2 (AG)7 14 10414292 10414305 ACGCACTGCATGATCGAATA CCTTGTTGGTTTGTTTGCCT 153

Ad01A3876 Aradu.A01 3876 p3 (AAT)5 15 10426517 10426531 GCAACAACAACAATAATGGCA TCCATCAAACCTCATGCAAC 215

Ad01A3877 Aradu.A01 3877 p2 (AT)12 24 10427239 10427262 CGAGTACTTGCCTCCACTGA CAGTTTTCAACGGTTAATTTCACA 277

Ad01A3879 Aradu.A01 3879 p3 (TAA)20 60 10428926 10428985 GCATCCCATGAATTTGTTCC CAAATCAATCCCCAATGTTTC 268

Ad01A3881 Aradu.A01 3881 p3 (ATT)5 15 10433486 10433500 CCATGTGACTTAAATCTGGCAA AACAGCCGGCTTGATAGAAA 224

Ad01A3884 Aradu.A01 3884 p3 (ACT)6 18 10436364 10436381 ATCAAACGGTTGCCACTACC TTCCATTTTGGAGGCTGACT 170

Ad01A3886 Aradu.A01 3886 p3 (AAT)7 21 10438176 10438196 GCATGGAGTGAATATTAGCGA TGTGTTATATTGGGGTTGTTCTTG 224

Ad01A3887 Aradu.A01 3887 p2 (CT)10 20 10440822 10440841 GCTAAGCAAGAGCATCGTACA TCGCTACCCATGCTTACCTC 269

Ad01A3890 Aradu.A01 3890 p3 (TTC)5 15 10446331 10446345 GCCTGCACAACTTCCTCTTC CACAGAAAACGATGGAGGGT 216

Ad01A3895 Aradu.A01 3895 c (T)11agacac(A)10 27 10452586 10452612 GCAAAGCAAATCAATTGGTACA TGCTAGAAGGCCAGCACTTT 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A3901 Aradu.A01 3901 p3 (ATT)6 18 10475084 10475101 TGAATGTTTGATCCTCGGAA TCTCTTTCATCTCTAACAATGGGA 236

Ad01A3905 Aradu.A01 3905 p2 (AC)7 14 10482313 10482326 GACCACTCCCCTCCTTCTTC GATGCGGTGTTGGGAATAAT 219

Ad01A3909 Aradu.A01 3909 p2 (AG)6 12 10505155 10505166 GTTAAGAACACACCGGCCAC AGAAGGATTCATAACCGGGG 245

Ad01A3911 Aradu.A01 3911 p2 (AT)7 14 10515079 10515092 TGAGGCTTTGCAGCTGTACT CGCTGGTACACAACTGTCTCA 279

Ad01A3912 Aradu.A01 3912 c (AGA)5tgacgatagacgaaggaagatcgacgaacctgcacactgtgttcttcaatgttctaaatctaaacgcttcgtttccagtctttgaatttttttattttta(T)10125 10516394 10516518 TTGCAGAGATGAAATTTGCG TCAGAAATAATAAGGCCCAAAAA 247

Ad01A3914 Aradu.A01 3914 p2 (TA)9 18 10517191 10517208 TTTTTACAAACAACCAACTACCAA CAAAGAAACGCACATCGAGA 203

Ad01A3916 Aradu.A01 3916 p3 (GAA)10 30 10519934 10519963 ACGAGGAGAAACACGACGAT GAAGAATTCTCCACATATAAGCGTT 180

Ad01A3917 Aradu.A01 3917 p2 (TG)6 12 10521892 10521903 GAAAGAGGTGACCAATGGGA AATGAAAAGCCTCCTGCTGA 239

Ad01A3918 Aradu.A01 3918 p2 (GA)9 18 10524437 10524454 GCAACATGCGTAACCACATC GTTCGAGCAGGCTTACCTTG 194

Ad01A3920 Aradu.A01 3920 c (T)10aaatc(T)10 25 10525923 10525947 TCACTATATCAAACGCGCCA TGCTGCAATGGTGGTAGTGT 264

Ad01A3921 Aradu.A01 3921 p3 (GAA)6 18 10526740 10526757 ACCTCAAGTTCACGGGAATG GCATTGCATTGACGAGTTGT 214

Ad01A3923 Aradu.A01 3923 p2 (AT)8 16 10532777 10532792 GGTTGGTAAGACCGATCCAA GAATCATCAACCTACTCTTCCCC 271

Ad01A3925 Aradu.A01 3925 c (T)10acttttaaattataagaaatcgtgtttagcgccattt(A)1158 10535395 10535452 GAGTTCGTTTGAGTAATGGCAG CTTGCATGAAAATGGTGGTG 278

Ad01A3930 Aradu.A01 3930 p3 (TTG)6 18 10543899 10543916 AACACCACCACCTTCTTTGC GGAGCAAGAGTTTTCTCCCA 120

Ad01A3932 Aradu.A01 3932 p3 (CAC)7 21 10548116 10548136 TACCTCCTCTTCCACCACCA TTCGGCTTCTTCTTTTGCAT 199

Ad01A3934 Aradu.A01 3934 p4 (TAAA)5 20 10578283 10578302 CCAGAGTGCAGAGAAGTCCC GAGTACCCCTCCCCTGTTTC 259

Ad01A3937 Aradu.A01 3937 c (A)10gtaag(A)12 27 10589452 10589478 GCCCTATGCTATCATCACCAA CTTCACTGAACGCACGAAAA 274

Ad01A3939 Aradu.A01 3939 c (A)13ccgaaaaagtgaagcttttacctttcaatttgggtgtaaacttgaattgcattagattggggtcgttcag(TGT)6101 10602829 10602929 CCAATTAACGGATTGCAAGG ATAATTACGTCGACGACCGC 261

Ad01A3944 Aradu.A01 3944 p2 (CT)7 14 10605647 10605660 CCAAAAGCTTACCAGCCAAA GGTTTCGTGGATTTTGAGGA 276

Ad01A3946 Aradu.A01 3946 c (A)11tattgaataaaaatagtggttaactagacataactttgtcttagac(ATT)572 10623708 10623779 AGTAATTCATCCAAGTCCTGGTC TGGCAAAGCCTTTTGAAACT 258

Ad01A3947 Aradu.A01 3947 p2 (TG)6 12 10627519 10627530 CCATCAGAGAGCAGAGGGAA ACAAAAGCTGCAATGCACAC 198

Ad01A3948 Aradu.A01 3948 p4 (ATTT)6 24 10628385 10628408 TGCCTGAATTCTACGGTTCC AGGTTGAGAATGAATTGCCC 139

Ad01A3953 Aradu.A01 3953 p2 (GA)7 14 10643378 10643391 TTGGCCGTTCACCCTTAATA AGCGAAAATGGAAAGCTTGA 272

Ad01A3959 Aradu.A01 3959 p2 (AT)6 12 10652817 10652828 TTGAAGAAACTCAATTAACCAGATTT CACGTGAGATTTATTATTTACCAGAA 156

Ad01A3961 Aradu.A01 3961 p3 (TTA)11 33 10662839 10662871 GCAAATAAAATAAAACCGTCACA TGCTATATTTTTGTTGGTTATTCTCTC 196

Ad01A3962 Aradu.A01 3962 p2 (TA)6 12 10664277 10664288 TGGATACCGAAAGTTGGTTTG AAATTTGAAGAAATTAAAAAGTTGTCC 257

Ad01A3965 Aradu.A01 3965 p2 (TA)6 12 10665895 10665906 AAACTCGAATGCAGCAAATG TCTTGGAGATTTTTGTTATTCGG 237

Ad01A3966 Aradu.A01 3966 p3 (AAT)16 48 10666411 10666458 TTTTACGTTTAATTTTTGCCTTTTC AGGTGCAGTCAATTTCATGTG 279

Ad01A3969 Aradu.A01 3969 p2 (AT)7 14 10671367 10671380 GAAAGTTCAATTTTAAGCAGATTTTT TTTTTAAGAACTAAAATTTCTTCGGT 247

Ad01A3970 Aradu.A01 3970 p2 (TA)7 14 10675499 10675512 AAGCGCAGTTTCTTGATGAAC AAGACCAAATGTATTTGTGTGGAA 159

Ad01A3972 Aradu.A01 3972 p4 (ATAA)5 20 10685563 10685582 TGGACAAGTCTAAGATGGGGTC GGAAACCCACTTCATCACCA 267

Ad01A3973 Aradu.A01 3973 c (TAT)6taaaaaacctctgtaataaac(A)1049 10686257 10686305 CTCCCGTGCATCTTGCTTAG CCCTAATTTTTCATGTGTTATCATTT 253

Ad01A3974 Aradu.A01 3974 c (T)11acttttggagttaagtaagaatcaaactctaaatttttcaaacataaaattttgatactatatcataaaactactcatttcaaaaatttacactaac(A)10118 10687522 10687639 TTTTGGGTTTATTTATTCTTTGCAT CAATGCAAATTCTCAAGTTTGG 227

Ad01A3977 Aradu.A01 3977 p3 (TAT)6 18 10693045 10693062 TCCAAATATTTTCGGCATTTG TTATGTGCCATTTTGATACCCT 252
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Ad01A3987 Aradu.A01 3987 p2 (TC)7 14 10728992 10729005 ACCCAGCTTCTACCTCCGTT CCTTGAATGGGACTGAAGGA 224

Ad01A3988 Aradu.A01 3988 p2 (CT)20 40 10729174 10729213 TCAGTCCCATTCAAGGTTCC CCCACCTAGCAGAAACCAAA 254

Ad01A3990 Aradu.A01 3990 p3 (TTA)6 18 10734907 10734924 TTTTTGAGGCATTCATCTTGG GGCTACATGAATCAAACAACG 278

Ad01A3991 Aradu.A01 3991 p3 (AAT)15 45 10735710 10735754 ATGTGGCAATTTTTCGTTCA AAGCTGGAGATGGTACACCG 243

Ad01A3993 Aradu.A01 3993 p2 (AT)6 12 10740263 10740274 TCCAATGCATCATCCAAAAA TGGCCAAGACAAACTCAAAA 154

Ad01A3994 Aradu.A01 3994 p2 (AT)6 12 10741393 10741404 TCGGCATATTGTCTCAGCAG TCAGAAGTGCAGGTTTGTGG 195

Ad01A3999 Aradu.A01 3999 p3 (CAA)5 15 10745735 10745749 GAGAAAATGACGGTGAACGG GCTCAGTTTTCAGTTTTGTGGA 255

Ad01A4000 Aradu.A01 4000 p3 (AAG)8 24 10746103 10746126 TTCTTCCATTCGTTGGGAAC AGAAGCTCCAAAACCTGCAA 234

Ad01A4001 Aradu.A01 4001 c (T)12caaattcaattgttgattgcatttgcaggttttggagcttcttaggaaaaaccgggacatgctcttcggcgaggtacttcatc(T)11106 10746229 10746334 CGTTAACCAAATCAAAAGCG GGCATGATCGTAACAACTTCA 276

Ad01A4003 Aradu.A01 4003 p3 (ATC)5 15 10752600 10752614 TTTGAAATTTGGCACGTGAT CTTGATCGTGCTGACCATGT 188

Ad01A4004 Aradu.A01 4004 p3 (ATA)19 57 10754875 10754931 TGACCTCTCAAATAATCGAGCTT ACTCGAACCTGCGACTCCTA 207

Ad01A4005 Aradu.A01 4005 c (AG)7tgatagacaaatt(A)1037 10755108 10755144 CTAGGAGTCGCAGGTTCGAG TTCATGGATGAAGATGATGGA 257

Ad01A4006 Aradu.A01 4006 p3 (ATA)6 18 10755727 10755744 GGAGGACAAAAATGGTGGAA ATGGAAAGCAACCACACACA 186

Ad01A4011 Aradu.A01 4011 p3 (AAT)5 15 10772510 10772524 TCATTTTCAACCATAAATGCACA TCCATGTTAGATGCATTTCG 264

Ad01A4016 Aradu.A01 4016 p2 (AT)9 18 10780004 10780021 AGCAGAAGCAGAGCCTGAAC TGCGCATTTAAGTAATCCTCAAT 280

Ad01A4024 Aradu.A01 4024 p2 (TA)7 14 10818473 10818486 CCATGGTTTCCCTCAAATGT TCTTGTTTGAAAATGCTGGG 213

Ad01A4030 Aradu.A01 4030 p2 (AT)6 12 10839706 10839717 AACTGGTTTTGGACCATTGC CAATTCCTTGCACTTGGTTG 272

Ad01A4031 Aradu.A01 4031 c (ACC)6gcgacgatcaccatcgacggttctgatttcatttccatttcccttcccattg(CCA)585 10840876 10840960 TATGCCAGCATCGTCAAGAA ACAACGGTGGTCAGAAGAGG 244

Ad01A4032 Aradu.A01 4032 c (AAG)5atgctgatgaagaacgttgaaggagccttgcagaagcgtcatcggtttcaattcctttcaccaccattattgtcgttgcattaacagat(GAA)6122 10841094 10841215 TCTCCTCTTCTGACCACCGT TCAATTCCAAGTCGCACTCA 246

Ad01A4033 Aradu.A01 4033 p3 (AAT)7 21 10841409 10841429 TTGCACCCCTCTTGTTCTTC TCCCAACCTCCTCTTATCCC 225

Ad01A4034 Aradu.A01 4034 p2 (TC)14 28 10844773 10844800 TTTTGGAAGCTAGGTTTCCCT GCCAACAACAAAACTCCGTT 125

Ad01A4037 Aradu.A01 4037 p2 (TA)6 12 10854918 10854929 GTGGGGCAACTTGTTCATTT GGTGCAATTAAAGCCAGTCC 181

Ad01A4038 Aradu.A01 4038 p2 (AT)7 14 10855088 10855101 GGACTGGCTTTAATTGCACC TTGCACAAATTATGGGATTGA 256

Ad01A4039 Aradu.A01 4039 p4 (TTAT)6 24 10856707 10856730 TTTGCTGACTCTGGGTTTCA TTTCGATGTGCCTGATTCAC 150

Ad01A4044 Aradu.A01 4044 c (A)10gaaaagaaaatagaatgtt(A)1342 10861757 10861798 GCTTTGTTACAGATACTCGTTTGG TTTGATAGAAACATTGAGGACCA 218

Ad01A4045 Aradu.A01 4045 p2 (AT)6 12 10862475 10862486 CATACCTAAAGAAATCCTCACATTTT TGTTTCAACATAGTTTGGCCC 245

Ad01A4046 Aradu.A01 4046 c (T)10gtgtttctatttac(T)1034 10862887 10862920 TAGGGCGCACCAAATATTCA TTGTCAGTTCGAATTTCATTCC 174

Ad01A4047 Aradu.A01 4047 c (AAT)5(TAT)7 36 10864147 10864182 CAAATCAAAATGTATCACCGGA AAAAGATATGCGACAAAAATTTAAAAC 245

Ad01A4050 Aradu.A01 4050 p3 (TTA)5 15 10865934 10865948 AGAAATGGCGAAACATGACA ATCCCACTACTCCATTGCCA 182

Ad01A4051 Aradu.A01 4051 p3 (ATT)13 39 10866104 10866142 TGGCAATGGAGTAGTGGGAT CTACCCCCAACCAACTTTGA 199

Ad01A4053 Aradu.A01 4053 p3 (AAT)12 36 10867503 10867538 TTTTTGTTTAGTTGGGTCCCT TAGCCCAACCTGATTTCCAC 278

Ad01A4054 Aradu.A01 4054 p3 (AGT)7 21 10868090 10868110 AGTGATCATAATCCGGCAGC TGTTGTTGTTGCTTCTTGGTG 264

Ad01A4055 Aradu.A01 4055 p3 (CAA)5 15 10868277 10868291 TGTCATCTTGGTGTTCCATTG GAGTTGGCCTTCAAATTGCT 152

Ad01A4056 Aradu.A01 4056 p3 (TAA)6 18 10870006 10870023 GAAGCAGCTGAAAAACCGTC CAGCATGGTGCAACTTTGTT 256
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Ad01A4060 Aradu.A01 4060 c (T)10aatgtggattgtaggga(CAT)748 10876250 10876297 CCAATTGGCATATTTTGGATT GCAATTGCACCTTTTTCTTTTC 258

Ad01A4061 Aradu.A01 4061 p2 (TG)6 12 10879100 10879111 GATGGGGATGATGCTACCAC ATGCCAAAGCTACCACCCTA 234

Ad01A4065 Aradu.A01 4065 c (T)10gggtctttaatataacacaagaatagatgattttc(A)1055 10881142 10881196 GGAATTCGAACATCCGACAC GACAAAACAAGCATAGGCCC 257

Ad01A4068 Aradu.A01 4068 p3 (ATA)5 15 10888331 10888345 TGGCTCCACATTGCTGTAAC ATGCTGTCCTGCTTTTGGAC 268

Ad01A4071 Aradu.A01 4071 c (A)10ttaaagccttattgttcataccagatctaaaatccagcctaaacccactaagaataaaagccctttaaaagtggtacattccaatacc(A)12110 10891875 10891984 GAGTGGCAAACAACACCAAA CCTCTTAGGAGGTTGGACGA 224

Ad01A4072 Aradu.A01 4072 p2 (TA)6 12 10893904 10893915 TGGTGAGGACCTCCAAGTTT CCACAAAATAATAAAGCTCGAGAAA 158

Ad01A4073 Aradu.A01 4073 p2 (AT)7 14 10894161 10894174 TTGTGGGGATAAGTGCTCCT GAAGTGTTGGGAAAGAACGG 266

Ad01A4074 Aradu.A01 4074 p3 (TCC)5 15 10894456 10894470 TGCTTTTTCTCACCCTCGTT TTCACCCGAGAGAAGGAGAA 193

Ad01A4079 Aradu.A01 4079 p2 (CT)7 14 10901493 10901506 AAGCGAGCTCGAACAGAGAG ACCGACTTCACCGATTTCAC 235

Ad01A4088 Aradu.A01 4088 p2 (AG)6 12 10935162 10935173 TTTCTGACCTGTTTTTACGGTTT TGCCAGGAAGCTCAAAGAGT 225

Ad01A4092 Aradu.A01 4092 c (T)10atggagtagaaagttttaattatatccattttttttaactattttgtaaaagaataaggactcttac(T)1087 10943699 10943785 TCAAATAAGTGATAGTTTTCTTGTTGA AGGCCCAATTAGAAAAAGCC 220

Ad01A4096 Aradu.A01 4096 p4 (TCTT)6 24 10949191 10949214 TCCAAATTCCAAATGGTGAAA ATTTGTTGATTCTGGCCCAT 222

Ad01A4097 Aradu.A01 4097 p3 (CAA)6 18 10949785 10949802 TTCAAGCACCTCCTCTGCTT AGCACCCCATTTTCAAGAAC 220

Ad01A4098 Aradu.A01 4098 c (A)10tcaaataaactgaaagacatacaccctgagacacaa(T)1056 10952827 10952882 TTCAGCTTCTGAAAGAATGAAAC AGGAAGCTTGATGTTTTGGG 209

Ad01A4099 Aradu.A01 4099 p3 (AAT)12 36 10955810 10955845 CAATTCACACTGGCGTATGG TGTTCCGTTTTATGGTGCAA 260

Ad01A4100 Aradu.A01 4100 p2 (TC)8 16 10958258 10958273 ATGGTGCTGAAAACTCACCC TCACGTGAAGCCTATTTCACC 278

Ad01A4101 Aradu.A01 4101 p3 (AAG)5 15 10959600 10959614 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCTTCC 213

Ad01A4102 Aradu.A01 4102 c (AAG)6aggaagaagaacgtgcagc(AAG)964 10959738 10959801 CGTGCAAGAAGAAGAAGAACG AAAAATGCGATGCAAGGTCT 207

Ad01A4105 Aradu.A01 4105 p3 (CTA)5 15 10965118 10965132 TCCGGTTTAAAGGGAGGAAT GCTGCTGCATTGTTGTGATT 231

Ad01A4106 Aradu.A01 4106 c (A)10gatacagagagagaggaacgaaaatagaaactcacgaagtgaaactcgattgggaactgaggatattctatagatccaac(GAA)6108 10965483 10965590 CCGAGTCACAGTGATAGCTGA CCGTAAAATCAAAGCCCAAA 280

Ad01A4109 Aradu.A01 4109 p3 (TAT)15 45 10978045 10978089 CCAACATAGAAATGGAATGAGAAA GAAGTGTACTTCACAGATAGCAGCA 278

Ad01A4113 Aradu.A01 4113 p2 (TG)6 12 10981621 10981632 GCTGTTACGTAATTAATTGCAGATG TCAATTCTAAATGGCATTGGC 168

Ad01A4115 Aradu.A01 4115 p2 (AT)8 16 10985995 10986010 TGCTTGTTCTCATCTCCTCA TTAAAAAGATGCCGGAAAAA 207

Ad01A4117 Aradu.A01 4117 p3 (AGA)5 15 10987689 10987703 CCTGCCCAAGTTAAACCAAA GGAAAAAGAGAATCCGGAGG 262

Ad01A4119 Aradu.A01 4119 c (T)10atctaactaagtaatttttaattaaaaatatcaatttttggcctaaaatactaatttttgg(T)1182 10993787 10993868 CTTTGTGTGGAAGGGTGGTT CAAAAATACTTCAAATGCTAACCCA 173

Ad01A4130 Aradu.A01 4130 c (A)13gaaccaaaagaaagaaaaagaaacatcaccagcgcaggagagaaccgaggggagagagagagtgaggcgtct(GA)697 11026939 11027035 CTTTTTCCCAATACCCAGCA GCTTCCCTCAGTCACGTGTT 253

Ad01A4132 Aradu.A01 4132 p2 (CT)6 12 11057470 11057481 CTTAGCCTGGACTACGGTGG GAGGGGTAGTGGAGGGTTGT 252

Ad01A4137 Aradu.A01 4137 p2 (CT)9 18 11076203 11076220 GATTCCCCCTTTTTCGCTAC CTCACTTAGAAATCGCGGAA 139

Ad01A4138 Aradu.A01 4138 p2 (AT)6 12 11077805 11077816 TTTCATTGTCAAAATGGGTTG AGGCCAATTTCGTCAACATC 102

Ad01A4139 Aradu.A01 4139 p3 (TAA)5 15 11079707 11079721 GCATAAATTTTAGGGCTTTTTCA CCACCTATATTCTCCAAAGTGTCA 274

Ad01A4141 Aradu.A01 4141 p2 (AT)7 14 11086943 11086956 AATGTTGGTGATTCCCCACT TGCATTTAATTTTGGTTTGTGG 195

Ad01A4147 Aradu.A01 4147 p2 (AT)7 14 11102953 11102966 GCTTAGTGCATGAGTGGCAG GGAGGAGAAGGGAAAGAAATG 175

Ad01A4148 Aradu.A01 4148 p3 (TAT)17 51 11103145 11103195 TGACCTCAACAAATGGGTTT TGATGTGGGATTGCTGAACT 273

Ad01A4149 Aradu.A01 4149 p2 (TA)6 12 11104207 11104218 TGGTATGATCATGACGTGCTAAA GGGCTATCTTGTAGATAATGCCA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A4162 Aradu.A01 4162 p2 (GA)25 50 11136204 11136253 AAAAAGAACGTAGCCAGCATT GCAACGTGACTCTGACTCCA 209

Ad01A4164 Aradu.A01 4164 c (TA)10ttaggatcaaagcattaggacatagtttatatataaatttgtttattt(A)1179 11146326 11146404 AACAGAACACTTTTCTAATTCAATTTT GTTTTAAACCGTCGCAAAAG 279

Ad01A4167 Aradu.A01 4167 p3 (AAT)26 78 11160931 11161008 AATGATTGGTTGGAGAGTGGA TGGGAAATCCTTGACACACA 268

Ad01A4168 Aradu.A01 4168 c (AATA)5atatttacggataatttttttagcaatggagacctagtatgtgttatgcacaattatggtgctataacgtgttttttatggatatggagatgaa(T)10124 11161334 11161457 GGCCTTGTTTTTGTTCTTGTTC AATCGGACCCTAGGTTTGGT 273

Ad01A4169 Aradu.A01 4169 p2 (AT)12 24 11164817 11164840 CGGTAAAGGAAAATAGGATTTCA CAACCCTTTTTGGATGTGTG 166

Ad01A4172 Aradu.A01 4172 p2 (TA)9 18 11168956 11168973 CTCCTGGGGATTTTTGACAC CGATGGTAATGGATGGGTTC 202

Ad01A4177 Aradu.A01 4177 c (AAT)11aaaaataaagtcagatagaagacaataatgacatggtgcaata(T)1086 11176754 11176839 CAAGTTAAGGATGCGTTTATTTTT GCAGATCTCCCAAAAGAGTTG 279

Ad01A4178 Aradu.A01 4178 c (A)10t(A)10 21 11177314 11177334 GGGGTATGTTCATTGACATGG GTCAAGGCCCCCAAATCTA 268

Ad01A4180 Aradu.A01 4180 p2 (AG)7 14 11178257 11178270 TGGTACAGAGTATTGGGCGG CACATGTCCAAACCACCTGA 199

Ad01A4181 Aradu.A01 4181 p2 (CT)9 18 11180785 11180802 GCACAAAGAGGGAGTGGGTA TTAACAAACCCCTGCCATTC 273

Ad01A4184 Aradu.A01 4184 p2 (GA)16 32 11194129 11194160 TTTGAACACGAGACACACGA GGGGTGTTGTTTTGCAGTGT 184

Ad01A4185 Aradu.A01 4185 p2 (GA)6 12 11197325 11197336 TTGCCCCTTGAATAAATGAA CAGTTTAGGAATCAAATTGAAAAGAA 255

Ad01A4187 Aradu.A01 4187 c (AAAT)5tagcaatcaaaacagttcaacctaattggctgaacaagttcaagctttgtgccattatgatctgaatt(A)12100 11202321 11202420 TTCACGTTGCTGTTTTGCTC GCTGTTCCAATGTCATAGCC 221

Ad01A4188 Aradu.A01 4188 p2 (AT)6 12 11205800 11205811 CGGTATTCTCCGATGCACTT TCAATTCCTCTCAATTTAGCCTTT 217

Ad01A4191 Aradu.A01 4191 p2 (AT)6 12 11209183 11209194 CTGCGAAACTAAGGCTGGTC GCAATACTCAATTCACCCCC 231

Ad01A4196 Aradu.A01 4196 p3 (AAT)18 54 11230839 11230892 GTTCTTGACCAATATCCCGC TTTATTTCAATTGCCGAGCC 274

Ad01A4197 Aradu.A01 4197 c (T)11aacgtttaccgggacagtcttacaaagaatcggttcgcagctccatctattttcattggaagtaattttgaaccacataagctatctccttgacttga(ATT)12145 11232939 11233083 TCCATCATCTCCAAAAGCAA CAAAATGTTTTCAAATCCCCA 273

Ad01A4198 Aradu.A01 4198 p2 (AT)9 18 11235604 11235621 TTCGCTCATCGATTTATGACT AGGCTTGTTAAGTCGAGCCA 277

Ad01A4199 Aradu.A01 4199 p3 (TAA)6 18 11236610 11236627 TTGCAAGAATTTTCAAGGGG CAATGCAAGGTGGTAAAGGG 215

Ad01A4200 Aradu.A01 4200 p2 (AT)11 22 11238849 11238870 AGCGGTTCAAAATCGTTAGA AACTTCTGACAATGGCCCAC 271

Ad01A4202 Aradu.A01 4202 p3 (TCT)6 18 11239296 11239313 CCCACAATCAACACAACACA TTGGGAAGAAACTTTGGCTC 213

Ad01A4203 Aradu.A01 4203 p3 (ATA)5 15 11239421 11239435 CCCACAATCAACACAACACA TTGGGAAGAAACTTTGGCTC 213

Ad01A4205 Aradu.A01 4205 p3 (TAT)7 21 11241768 11241788 AGCATTGTGTGGATTGCTCA TCCTTTTCCTCCATTTTTGC 249

Ad01A4210 Aradu.A01 4210 c (TA)6ttagtctctaaactaaaatttaaatatgcaaattactctctgaaaattaaacttgagaatgtcataact(A)1596 11247370 11247465 AAAACCATGAGACTTCTAACCG TGAAACTTGTCTTCTTGTCCCC 204

Ad01A4211 Aradu.A01 4211 c (CTC)5t(TCC)6 34 11249580 11249613 TCTAGGACGCCAAGAGGAGA TGCGCTTCTTCTCAGACTCA 204

Ad01A4212 Aradu.A01 4212 c (A)11ggagagagaaagcaag(A)1037 11263756 11263792 TGTTGTTCATGAATTGTTGGC TCCCCAATTAGAGGTGTCCA 222

Ad01A4213 Aradu.A01 4213 p3 (ATT)13 39 11277159 11277197 CCCACCTATATTGGGGCTTT AAATGAACTCAGCCTGTTCTGTT 271

Ad01A4216 Aradu.A01 4216 c (GAA)9ggagaagg(AGA)550 11281215 11281264 TCGAAGAAATCGAAAGGGAA CAAACCCTTCCTTCTCCTCC 219

Ad01A4218 Aradu.A01 4218 p3 (TCT)5 15 11287274 11287288 TCAGATGGTGCGAGTTGAAG TGCACCTAGAAAAAGAAGTTGC 253

Ad01A4219 Aradu.A01 4219 p3 (TAT)5 15 11287527 11287541 TTTCTGCCATTCTGATTATGTAAG AAGCCTACCACAACCTTCAA 277

Ad01A4230 Aradu.A01 4230 p3 (GAA)8 24 11308495 11308518 AGTGGTGGTGGTGCTTCACT CCGTGTGCTACCACCTTTTT 143

Ad01A4231 Aradu.A01 4231 p3 (TCT)6 18 11310526 11310543 TCAGTTTCCAAAGCGCTACA TGGAGGAAGAGGAAGAGGAA 134

Ad01A4232 Aradu.A01 4232 p3 (AAG)5 15 11311379 11311393 ACCCAAAGGACACCTTATGC CACAATTTCACTGCACCGTC 269

Ad01A4233 Aradu.A01 4233 p3 (AAG)6 18 11311499 11311516 GACGGTGCAGTGAAATTGTG GCTGCATTGTCCAATTGTTG 270
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Ad01A4235 Aradu.A01 4235 p2 (TC)24 48 11315489 11315536 CCCCAAAACCCCAAATCTAT GAAAGGAGCCTTCATTGCTG 244

Ad01A4240 Aradu.A01 4240 p2 (TA)7 14 11322260 11322273 TGCTGGCTAATGAATTGCTG ACTTCTTGCGACCTTATCCTT 203

Ad01A4242 Aradu.A01 4242 p3 (TAT)7 21 11323624 11323644 TGCTGTATGAACAAGGCGAG AACTCACAAGCAAAAGTGTCCA 142

Ad01A4244 Aradu.A01 4244 c (T)10actttttttatccaaat(A)10ttttctcttattttcttttcatcattttctcttcatccaaacaacacacataaaaatttattttttctctcattttc(T)10124 11327710 11327833 TCTGACTCCGTTTCTGGCTT CAAGCCTCAAGAAAGGAAAAA 233

Ad01A4252 Aradu.A01 4252 p4 (TTTA)5 20 11371652 11371671 TTTTCCATTGTGCAACCAAA GGAACGGATCACAGAAAACAA 222

Ad01A4254 Aradu.A01 4254 p3 (TTC)5 15 11373682 11373696 TCCATCACCCACTTCTTTCA TAAAGGAAACAGGCCACAGG 165

Ad01A4255 Aradu.A01 4255 p2 (TA)9 18 11374816 11374833 GAATGTATTTGCTGTCTTTTGCT GCCTTAGGTCCCTCGTTTTT 258

Ad01A4257 Aradu.A01 4257 p2 (TA)13 26 11376081 11376106 TCGAGTACTCTTGGCACACG GCAGCTTGAGTTTGCATTGA 225

Ad01A4258 Aradu.A01 4258 p3 (AAT)8 24 11378780 11378803 GAGTGAATTCAAATTCCTGATGC CCATGTGCATGCTGTAACCT 221

Ad01A4259 Aradu.A01 4259 p2 (TA)8 16 11382908 11382923 TTTCGTTGTCCGATCCATTT GTTTTTGACGGGATCGCTAA 225

Ad01A4260 Aradu.A01 4260 p2 (AT)7 14 11383087 11383100 TTAGCGATCCCGTCAAAAAC TTTTCGATTTCATTTATTCCCA 169

Ad01A4263 Aradu.A01 4263 p6 (ATTTTT)6 36 11396745 11396780 AAACACATGTTCATAAACGATAACTAA TCTGCTAAAGTGCGCAGGTA 248

Ad01A4267 Aradu.A01 4267 c (AGA)6gaagaaggagaagcagaagaaaaatctacgtgtgcgaaga(AGG)5aagaggtatgcgtgaatttgaaagaagaggacgcgtatgcgtgtatttga(AAG)7144 11399893 11400036 ACGAGCACGTGAAATTACGA TGTTGTTGCAGCAAATTTCAA 269

Ad01A4268 Aradu.A01 4268 p3 (ATT)12 36 11400195 11400230 CGCTCTTTTAATGAGAGTGGTTT GGAGCAAAAATTCATGCGAG 273

Ad01A4272 Aradu.A01 4272 c (T)11gttacggtaaaaaaccgtaaccataaaaatctatagtcacaaacacagtctaaaagactagtcgcataaaagttggtgtattgatcatcaaatttgaatg(AT)10131 11414578 11414708 TGAGGTTGGATTGAAGGAGAA GCTATTTGGTGCATGCTATGT 269

Ad01A4276 Aradu.A01 4276 p2 (TA)7 14 11423518 11423531 TTTTGGTGAGTTGCATTGGA TATTCCCAGCCACAAGATCC 279

Ad01A4286 Aradu.A01 4286 p3 (TTA)7 21 11443653 11443673 CGTGAAAACAGCTTAACCATTG AAGGGATCAAAAGACCATGC 208

Ad01A4288 Aradu.A01 4288 p3 (TTA)6 18 11445459 11445476 TTCAACAAATTCGATACGAAACA TGTTCATCGGACTCAAAAGAAA 122

Ad01A4291 Aradu.A01 4291 c (GA)10gtagtgtgtatttcagtatttgtgtgcgaggttactttttgagaggaaaaaaatatgtttacttaac(A)1097 11452742 11452838 TAGGTTGTTGAGTTTGGGGG GAAAATATTAGAGGTGAATTTGTCCC 214

Ad01A4295 Aradu.A01 4295 c (TTAT)7tttctaaaattagctttactaattttcacagaaattagttgtgaatttcttcttgtg(T)1095 11461681 11461775 TGAACCATCCATCAATTAGAGGT TTGTTTTTGTTTACTCATGCACA 256

Ad01A4305 Aradu.A01 4305 c (CTA)5(TTA)6 33 11472565 11472597 ACGGAATACACTGACACGCA ATAACATGCACGTCAAATGC 277

Ad01A4308 Aradu.A01 4308 p3 (TAA)7 21 11481449 11481469 TTACTCATGCAGTCGAACTAAAAA CTGAGATGAAGGCGTGAACA 265

Ad01A4310 Aradu.A01 4310 c (A)12catgagccaacgcc(A)1036 11482898 11482933 AGGAAGGTTCGCATACATGG TGTTGCTCCTTCTAGTCTCTACAAAA 214

Ad01A4311 Aradu.A01 4311 p3 (AGA)5 15 11493319 11493333 CAGCTGAGAATCTGACGTTGA TACGTCCAATACACGCGCTA 280

Ad01A4312 Aradu.A01 4312 c (T)10ctttggatttcacttcgttacaaataa(T)1148 11494026 11494073 ACTTGTCCCCCATGTTTGAA TTGGAGATTCAAATTTCGCC 199

Ad01A4317 Aradu.A01 4317 c (T)11gg(A)10 23 11500586 11500608 AGACTGCTCTTGCCTGCTCT CATGGGATCCAATAACCCAC 151

Ad01A4318 Aradu.A01 4318 c (CTC)5t(TTC)5 31 11504366 11504396 TTTCAAATCAGGCGCTTCTT AGAAGAAAATTTTGCGTGCG 155

Ad01A4323 Aradu.A01 4323 p2 (TA)8 16 11518008 11518023 AGCGAAAACACACGCCTATT AGAAGCTCGATCTCAGCAGC 251

Ad01A4325 Aradu.A01 4325 p2 (TA)6 12 11523243 11523254 ATCCTTATGCTTTTGGGGCT CTAAACCGGCCAGAACACAT 201

Ad01A4326 Aradu.A01 4326 p3 (TCC)8 24 11523617 11523640 CGTGAGTGTTGCACTTTTCG GGAAGAAAAACGCAAAGAAGA 273

Ad01A4327 Aradu.A01 4327 p3 (GAT)8 24 11524232 11524255 TTCCCATATTTCTTTCTTTCTTTCA TCCTTTTCATCTTCTGCTGCT 251

Ad01A4328 Aradu.A01 4328 p3 (AAG)5 15 11524618 11524632 CCTCTTTCAAGTAGTTTTGCAGC CTTCTGCTCCCTCTTCCTCA 174

Ad01A4329 Aradu.A01 4329 p2 (AT)7 14 11525133 11525146 TTGGTGATGACGATGACGAT TTTTGTCCTCCGTTGGAGTT 214

Ad01A4330 Aradu.A01 4330 c* (AT)6(T)10* 21 11526471 11526491 CAGGGATCATTTTGTCTTCCA AAAGGGCAATTCCCACTACC 202
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Ad01A4332 Aradu.A01 4332 p2 (AT)9 18 11529080 11529097 GAAGGGAGGAAGAGATGGAGA GCATGAATGCAAAATGGATG 262

Ad01A4337 Aradu.A01 4337 p3 (GGA)5 15 11536246 11536260 GCAACGATGATGATGACCAC GAACATCCTCGCAAGAAAGC 241

Ad01A4338 Aradu.A01 4338 p4 (TTAT)5 20 11538689 11538708 AGCATCCTCACCCCCTAAAT AGGAGGTGGGATAGGTGGTC 262

Ad01A4341 Aradu.A01 4341 p3 (CCA)5 15 11543809 11543823 TCAAGGGTGGTATAATCCGC TGGGTTTAATGGAAACGGAG 199

Ad01A4349 Aradu.A01 4349 p2 (TA)11 22 11562908 11562929 CCCAAAATCCTAATTTGATCG AAAACCGTCACTATCTGTCAAAA 280

Ad01A4351 Aradu.A01 4351 c (TCT)8tgatcctcctcctcttctcctc(CTT)870 11568804 11568873 ATCGGTTGCCATTTTGACAT GTGGTGGTTTAGGGCAAGAA 273

Ad01A4352 Aradu.A01 4352 p2 (AT)6 12 11570708 11570719 TTGGTTATTCATGGTAACAGGG TTAAAGGCGGCCATATCAGT 280

Ad01A4360 Aradu.A01 4360 c (AG)7t(GA)8 31 11585518 11585548 GGTTGCGTGATTTGTGTTTG TTTTTCCCTTGTGTGTTGCC 192

Ad01A4361 Aradu.A01 4361 c (ACA)5ataaatcaccattgaattaacaatggaatcaagtagaaattgaagaagcaggagcaaaaacagaaatat(AAC)5aataacaatgaaacaatataatcaatcagaatcagaatcaaccagaaataacaataataaaaaatcaacaaatataatagaagcagaataa(AAG)5205 11589836 11590040 CAGAACCAAAAGCAACAACAA TTCTGCTTCTGCTTCCATCA 276

Ad01A4362 Aradu.A01 4362 c (AAG)5cgacgggtggtgagggcgaggaggaaaagcactggc(GAA)18105 11590441 11590545 CCCCATTCTTTCTCTCTCCC TCCTCCTCCTCACCCTCAC 245

Ad01A4367 Aradu.A01 4367 p3 (ACC)5 15 11601119 11601133 GGACAAAAATGCCATCCACT CTGCCTCTGCTTTTGCTTCT 195

Ad01A4369 Aradu.A01 4369 p2 (GT)6 12 11604516 11604527 GGGATGGTGCATGCTTTTAC TTTGAGCCACTTGCTTCTCTC 158

Ad01A4370 Aradu.A01 4370 p3 (AAT)5 15 11608973 11608987 CCCTGCATGTGGATTGTGTA TGTGTGGATGTGTAATCGGG 270

Ad01A4371 Aradu.A01 4371 p2 (AT)10 20 11611108 11611127 TGGGGATAACTTGGAGGTGA CGGTTTGCTAAACCTTTGGA 276

Ad01A4374 Aradu.A01 4374 p2 (TC)19 38 11613895 11613932 GAAACACGTTGACCGTGAATA AACGGAGGGTTTTGTGAGTG 155

Ad01A4375 Aradu.A01 4375 p3 (CTT)6 18 11614086 11614103 CACTCACAAAACCCTCCGTT AAGGAGAGAGCAACACGGAA 276

Ad01A4377 Aradu.A01 4377 p3 (CCA)5 15 11626007 11626021 GCCAAGAAATTAGGGCTTCC AATGGTGCTGGAGTTGGTTC 221

Ad01A4378 Aradu.A01 4378 p3 (TTG)5 15 11626493 11626507 CGAGAGCTTGGAAATGGAAG CCACCCTCCAAAAACTCTGA 265

Ad01A4379 Aradu.A01 4379 p3 (TCT)9 27 11627563 11627589 TTTGTCATTAAACCCGACCC TCGGATCCTGGTTCTGATTC 268

Ad01A4380 Aradu.A01 4380 c (AGA)5cgaacaagaagcttctagaatctcaaagg(AGA)559 11627760 11627818 GAACGAAAGTACCGAACCCA GTCCCACGGAGACTGTGTTT 234

Ad01A4383 Aradu.A01 4383 p4 (ATAA)5 20 11635958 11635977 TTTGAAAATTAACCTCGCCG GTGTGCTTAGGGAAGTTGGC 262

Ad01A4385 Aradu.A01 4385 c (T)10ctgcttagttcattaagttttggtgtttccggaaaattggtttgcttatccttggtttgtatttaaaag(A)1291 11636568 11636658 CCCTTTTCTTTTTCACTTTGGA TAGGGTCGGCTACGCTATTG 275

Ad01A4386 Aradu.A01 4386 p3 (ACA)5 15 11636890 11636904 TAGCCCTTTTTCCCCCTAAA AAGATCGCCAGAGCACCTAA 257

Ad01A4394 Aradu.A01 4394 p2 (TA)6 12 11662716 11662727 TTGAAAACATAATGCCAATTTTT GCATTGCTCATATTCTAATTCAACTT 176

Ad01A4403 Aradu.A01 4403 c (CTT)6tcaaatatatgcatacgttatcttcttcttttttcaaattcacgtatatctt(CTC)6cttcttctttgcgcacacagattcttcttcttctcctcatcctccttc(TCT)6154 11715467 11715620 GCGCATTAATGACGAGTGAA TTGGTGATATTGGTGATGACG 244

Ad01A4404 Aradu.A01 4404 p3 (AAG)5 15 11716050 11716064 GCAACTCCACTTAACCGAGC CACAAAGACCAGCGAACTGA 216

Ad01A4408 Aradu.A01 4408 p2 (GT)9 18 11735705 11735722 AGGTGGTGAAGAAGGTGACG ACACTTAGCCCAACATTGCC 266

Ad01A4411 Aradu.A01 4411 p4 (AATA)5 20 11749486 11749505 CAGAGTCTCGTGCTGATAACG TCTCTGAGAAAACACGAGCAA 225

Ad01A4412 Aradu.A01 4412 p2 (GA)6 12 11753965 11753976 TTTCTGCCAATTTGAAAGGG GCCAGCTCTTTCTGCAATTT 217

Ad01A4413 Aradu.A01 4413 p4 (AAAC)5 20 11761211 11761230 TCAGCTGCATGTTGTGAATG ATGTTGATCTCTTGGGCCAC 246

Ad01A4417 Aradu.A01 4417 p2 (TA)8 16 11763826 11763841 CCCCCATTTCTGTAAACAACA TCAATCGGGTATTGTAGCCC 279

Ad01A4428 Aradu.A01 4428 p2 (AT)7 14 11785028 11785041 TCTCGTGCTGATAACGTGTTG TGCCACACATTCTTCTCTTTCT 188

Ad01A4429 Aradu.A01 4429 c (AT)6agaaaggagtataaaaagtaa(AG)849 11785677 11785725 TCAAAACAATGCATAATGTTGTAAA GAGGTTAAGCCTCCGTCAATC 277

Ad01A4430 Aradu.A01 4430 c* (AT)7(ATA)6*ttattatatgttgtaatg(TA)660 11791059 11791118 TCTTGTGCTGATAACGTGTTG GAGGTTAAGCCTCCGTTAATTTT 277
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Ad01A4431 Aradu.A01 4431 c (T)10catgttgacatcacatttctgtttgaacaagattatgtttgccggcttatttgaattttgaacaacttagtgtgctttctaattttagagaatagtgttt(TA)7124 11792194 11792317 TGATTATTCGTGGAGAATGATTG TTATTTACCCACGCATTGCC 277

Ad01A4432 Aradu.A01 4432 p3 (GAT)5 15 11799452 11799466 TCCGAGTCTCGCTTCTTGTT GCAACAACTGCTATTTGCGA 263

Ad01A4433 Aradu.A01 4433 p3 (ATT)14 42 11801036 11801077 TCCTTCTTGGCGAGCTTTTA GGTGGATTCACAATTCCCTG 190

Ad01A4435 Aradu.A01 4435 p2 (CT)14 28 11803197 11803224 GGCATGACAAAAATGATCCA ATGATTCGGAGGTGAAGGTG 215

Ad01A4439 Aradu.A01 4439 p2 (GA)6 12 11812703 11812714 GCGGGTAGTCCAGCTAGGTT CCATGTATGCAGGAGACATCA 279

Ad01A4440 Aradu.A01 4440 p4 (AAAT)5 20 11813240 11813259 AAGGAGCTGCTGGTGAAATC TTTGGTCCATTTCCCATTGT 265

Ad01A4441 Aradu.A01 4441 p3 (GAG)6 18 11822201 11822218 GAAGGGAAGCATCGTCCATA CTGATGCTGCGAAGGCTACT 273

Ad01A4443 Aradu.A01 4443 p2 (AC)6 12 11824293 11824304 TCCAACGGTGGTTATTGGAT CCTGAGATAGGCGGATTGAG 255

Ad01A4447 Aradu.A01 4447 p2 (AT)9 18 11828118 11828135 TTGGACACCAAAATCATAGTCAA AAATGTGGCAAGATAAGAACTATGG 196

Ad01A4449 Aradu.A01 4449 p3 (AGA)7 21 11832428 11832448 GAAGAAGAAGACGCTCCGTG AATGGGAGGCTACACATCCA 192

Ad01A4455 Aradu.A01 4455 c (T)10aatcttaaaattcccagctatggtaaaac(T)1251 11845353 11845403 GGGCCACCATATCTTCTTTTC CATTCTTGGCATGCATTTTC 204

Ad01A4458 Aradu.A01 4458 p2 (AG)10 20 11851473 11851492 GCATAAGAAAATGGCGGAGA TTAGTTTTTGCGTTTTGCCC 280

Ad01A4459 Aradu.A01 4459 p2 (AT)11 22 11853197 11853218 TGCACCAATAACACATCGAAA AATTGATTTTGAAAAAGTAACCCTT 230

Ad01A4463 Aradu.A01 4463 p3 (AAT)6 18 11867210 11867227 AAATTCCACCAGCCTCACAC TGCAGCTATCTAAGGGTGCC 240

Ad01A4465 Aradu.A01 4465 c (GA)8gtcagtgaaagtgttttatagttaccggcgtgtgggttgggttcagagcagtcggaaaaggaaatctgagaggaaagagaacactgaccaac(GA)7122 11867574 11867695 AAGGTGCGGAAGGTAAGGTT GGTGGACAGTGTGGAACAGA 229

Ad01A4473 Aradu.A01 4473 c (TA)6gcttttcaccattttgggagatgaatatacaagcacatccttttcctactcatttgttactttaaattagcagc(T)1096 11878388 11878483 TGAAGAAAGACAGAAAGAAACAGC AATTTCAAGAGGATAGTGGAAGAG 238

Ad01A4474 Aradu.A01 4474 p3 (TAT)17 51 11879144 11879194 TTGCATCAAATTCAATTCTCG GAACATGAATTGCCAACCCT 272

Ad01A4477 Aradu.A01 4477 c (TC)10(TA)11 42 11882838 11882879 TGGAGTTTAACGCTCAAAACAA TGGAAGACAAGATTCAGGCG 239

Ad01A4478 Aradu.A01 4478 p3 (ATT)5 15 11886610 11886624 AATCACCCATGAGCATCCAT TCGATGATGGAAGAGGCAGT 254

Ad01A4480 Aradu.A01 4480 p4 (TTTC)5 20 11889119 11889138 GCTTCATTTTGGCAACAGGT ATACGGTTACTCCCACGCCT 218

Ad01A4481 Aradu.A01 4481 p3 (TAA)12 36 11890770 11890805 TTTGGTGACCTGTATGAGTTATCA CAAGCAGCTTTCTCTGTTCCT 263

Ad01A4482 Aradu.A01 4482 p3 (TTA)15 45 11891338 11891382 TTCTTAGGTATGTCTGTGGGTCTG TTCCCATTAGTTATTCATGGTTTTT 159

Ad01A4486 Aradu.A01 4486 p2 (TA)9 18 11906959 11906976 TGCAATATCATGTTAGAGAATTGAAA TGTCGTTTTTGTTAGGATAGAGACC 238

Ad01A4493 Aradu.A01 4493 p2 (AT)7 14 11912527 11912540 CAATACCAATTTATTTGACAATACGTG TTTATGCAATAATAAGTTTCAAAAGTG 152

Ad01A4494 Aradu.A01 4494 c (CT)6aatccaaaaccatttctctctctcttccttcatgtcttttcttctgatcttctatcaccacca(CTT)899 11913530 11913628 CGACTTTACTCACACAGCGG GCTCGAGACATGATCCAGTG 172

Ad01A4495 Aradu.A01 4495 c (A)11cgcttcaggacatt(A)1136 11918092 11918127 CACCTGCACCTGAGTTTTCA TGATAACCCGGACTAGTTAACCTC 256

Ad01A4496 Aradu.A01 4496 p3 (TAT)8 24 11918963 11918986 AGGGAATAAGAATAGTTCAGTTTAACA TGGCCCCTAGACTTTTTCTTC 280

Ad01A4498 Aradu.A01 4498 p2 (TA)8 16 11924854 11924869 TCGTATCGCAAAGGATTATCG TCGACTTCACCTAAATTTTTACCA 259

Ad01A4499 Aradu.A01 4499 c (TA)12ctctgaccggcctttgctatatata(T)1059 11928489 11928547 TTTCCTCTGCAAGCGAAGTT TTGAGGTGGCAAGGTATTACG 259

Ad01A4505 Aradu.A01 4505 c (ATAA)5aaagataaaagaagaagg(A)1452 11943502 11943553 GGAAAATTATTTGGTGGGGG GCACCGAATTGAACTTACCAA 266

Ad01A4511 Aradu.A01 4511 p3 (AAT)15 45 11951483 11951527 AACCCAGTTAAACTCCAGTCG AGTTGAACTGCCGTCATCG 231

Ad01A4512 Aradu.A01 4512 p2 (TC)8 16 11954652 11954667 CCCTCTCCTTTTCCCCATAC CCGATTCGTCGACAACTAATTT 235

Ad01A4514 Aradu.A01 4514 p2 (TC)7 14 11959982 11959995 TGCCCTTTGCACACAAAATA CTGAAACTTCCTCTCGGGTG 239

Ad01A4515 Aradu.A01 4515 p3 (ATT)5 15 11960213 11960227 CACCCGAGAGGAAGTTTCAG TCCACCACTTTGATGTGGAA 167
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Ad01A4518 Aradu.A01 4518 p4 (AATT)7 28 11964511 11964538 TTCCAAGTTTGGGAGATTAAAAA TCAATGCAGCTCAGAACTTTGT 259

Ad01A4519 Aradu.A01 4519 p3 (TAA)12 36 11965096 11965131 GCGCAGAATCTGTGTCTGAA CGCATAATTTAATGAACTCTTCCA 137

Ad01A4522 Aradu.A01 4522 p3 (TAT)13 39 11967190 11967228 GAATTCATGCAAAAACGGGT TTGTTGTGGTTTTGCAGCTC 220

Ad01A4524 Aradu.A01 4524 c (AT)7gttggtgcagataggtgaatttgagagagct(CAA)560 11968210 11968269 TGTGCTGAAAAAGTGAATAATTTTG CCACCAGGTGCCATTAAAAA 262

Ad01A4532 Aradu.A01 4532 p2 (AT)6 12 11991662 11991673 AATAGAATTTTGGTTAGCGCC ACCTATTGAAGGTGCGCAAG 193

Ad01A4535 Aradu.A01 4535 p3 (ATT)5 15 11994077 11994091 CACACTAAGAAACAATGCAAAGC TGAATTGCTTTTTCAATCACTCA 268

Ad01A4538 Aradu.A01 4538 c (A)10tatgacccttgttatcattttctaacattttatagatataagataaacaaaaacttttatatataacattatattacaaattaaagatagaatgttagag(A)10120 11997105 11997224 AAAATGGAGAGAAAAATGTTGTAAAAA TCATCAACCACCACCTTTGA 249

Ad01A4539 Aradu.A01 4539 p3 (AGA)6 18 11997412 11997429 TCAAAGGTGGTGGTTGATGA TTCCATGCTTTTGTTCCCTT 168

Ad01A4540 Aradu.A01 4540 p3 (AAT)8 24 11997616 11997639 TGATATTGGTGTACGCTGCAT CAAGCACAGCCTTAGTGACTG 269

Ad01A4545 Aradu.A01 4545 p2 (AT)7 14 12006606 12006619 AAGGGAAATGGGAATTTTGG TCGAATATGATCCTCTTTTGATGA 126

Ad01A4546 Aradu.A01 4546 c (A)10ctcggcgtttggttgccgagaaaatcaaaaag(A)1052 12008077 12008128 AGCATCGTCGATCTCGTTCT ACATTACAGTTTCCTCCGTCA 223

Ad01A4548 Aradu.A01 4548 c (TTA)6tccttctcttcaccaaacatagaagaaaaatggaatcactgataaacaattaa(AC)887 12013483 12013569 ATCAGCCACATTTATCCCCA GGTGTTTGTGGGATTTGGAG 183

Ad01A4550 Aradu.A01 4550 c (A)10cacatcaacaaaataaatgctccatttttcgataatatgagtggatgaattaggttcc(AT)680 12016812 12016891 TCATGATACCAATCAATATCACCTT TCCCGTGGATAATGAAACTTG 209

Ad01A4551 Aradu.A01 4551 p3 (ATA)6 18 12017031 12017048 CAAGTTTCATTATCCACGGG TGGGGTTGGAACGTTATCAT 208

Ad01A4556 Aradu.A01 4556 p3 (TAT)15 45 12027757 12027801 TCTAATACTTGACTTCTAAACACCAAA TCGAATCACCCTCATTCAAA 222

Ad01A4563 Aradu.A01 4563 p2 (AG)6 12 12108411 12108422 ATGTATTTGTGTGGCGACGA CTTCTCACGGTCTTTGGGAG 280

Ad01A4565 Aradu.A01 4565 p2 (GA)6 12 12110105 12110116 GCAGAATCGAGCAGACACAA CTGGCTCTGAAGCTACCCAC 220

Ad01A4567 Aradu.A01 4567 p3 (ATA)19 57 12133238 12133294 AGCCCATCCACAACTTCAAC GCATCCCGTTTTACATGCTT 225

Ad01A4568 Aradu.A01 4568 c (A)15ggatggcaagcttttaatacaatcaacaaacttttaattg(A)1267 12134677 12134743 TACGAAAAAGGGAATGTGGG TGCAATGCACCTGAACTTGT 247

Ad01A4569 Aradu.A01 4569 c (GT)8(GA)9 34 12135301 12135334 CTGAAGGTTGGGGGACAGTA CCACACACTCGCCATAACAT 272

Ad01A4572 Aradu.A01 4572 p3 (TTC)5 15 12142136 12142150 TGTCTCAATTGTTCCTCCCC TTTCAAAGACTGGTGGGGTC 200

Ad01A4573 Aradu.A01 4573 p3 (TAT)13 39 12142491 12142529 TTGAACTGAAGAAGATATATGTGGC AACTCAAAACATTACCATTCATTAAAA 280

Ad01A4578 Aradu.A01 4578 p3 (AAT)5 15 12165649 12165663 CAACCAACCAAAGCAACAAA GTAATGAGCGGAGGACCAAA 271

Ad01A4579 Aradu.A01 4579 p2 (GA)8 16 12166199 12166214 ATTTCATCCCTCGCAATACG AGAATAGCTCCCCTGCCATT 207

Ad01A4585 Aradu.A01 4585 c (A)11gaatacaaagacaaaagttagct(A)1044 12201681 12201724 GCAACATAGCCCAACAAAAA CACACACAAAAATATTCATTTGAGAA 134

Ad01A4590 Aradu.A01 4590 p2 (AT)6 12 12227473 12227484 TTTTCACTTTCTGCCGACCT AGAAAAGGCAACGGATCTCA 244

Ad01A4593 Aradu.A01 4593 p2 (AT)6 12 12256987 12256998 TTGCACAACCTTCATGCAAT TTCTTAATAGCTAAGTCCTTAAACGG 160

Ad01A4594 Aradu.A01 4594 p2 (AT)6 12 12257848 12257859 CCGATTTTAGGCCTCATTCA CTCAGCTGCTTAGCCTGAGA 199

Ad01A4595 Aradu.A01 4595 p3 (CTT)5 15 12268401 12268415 AAACTCATCACTTGGCTGGG TGTTGATGCTGCAACTCCTC 242

Ad01A4597 Aradu.A01 4597 p3 (ATT)5 15 12279178 12279192 TATGTTCTCCAGCCAGCCTT TTGAGGTGGCAAGGTATTACG 270

Ad01A4598 Aradu.A01 4598 p2 (AT)8 16 12280506 12280521 CGGAGGGTACGAGTTATCCA CCTCCGATTAAAGTTGGCTG 165

Ad01A4599 Aradu.A01 4599 c (AAT)5taacttcctaacaataacaattataattataaaaacctaaaaaaatttcc(A)1277 12284423 12284499 GAAACCTAACATAATCATGTCAAAAA TGTTGTTAGAATTGAATTTAGGAATGT 204

Ad01A4600 Aradu.A01 4600 p3 (ATA)14 42 12287797 12287838 GGAATAATAACAATACCAACAGCAA AACTCGCTTGTACCGGCTAA 270

Ad01A4603 Aradu.A01 4603 p2 (TA)7 14 12322489 12322502 GCTCTTCCCGGTCTTCACTA CTGTGAAAATTCAGGTACAGTTCA 229
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Ad01A4606 Aradu.A01 4606 c (TC)9ctcttccccattccatgcaaattgccttttacccttc(T)1065 12324932 12324996 ATCTCAATCTCATGCTCGCC AGTCCGATCCAAACATGAGC 190

Ad01A4616 Aradu.A01 4616 p2 (AT)7 14 12374405 12374418 ATTCCCCATTCAAACCAACA GGGACATAAAAAGACATACGGA 273

Ad01A4620 Aradu.A01 4620 c (TTC)5gccgccctgtcacctaccgcactgcaccgcaccaccaccag(CTT)6cgccgccatgccgccttgccgccctgccgacctgtcgcaccgcaccaccgcaccaccaccagcttac(TCT)5156 12380917 12381072 AAAAAGAAAGAAAGCGATACAGAG GCAACAACAATATTCCACAACAA 265

Ad01A4621 Aradu.A01 4621 c (TTC)6tgaactggattttttgtgaaatttctggttgttgattattgtttaaagtgcattttgcttgatttttc(TGA)7ccatgatgatacca(GTG)5136 12381266 12381401 GTTGACTGCCATTCTCAGCA TTCTGTTTTAGTCCCCAACG 254

Ad01A4624 Aradu.A01 4624 c (AG)12(AC)7 38 12392826 12392863 GGTTTAATCGACCTTAGGGTTCT TGACGAATGGTTTTGAGGGT 239

Ad01A4626 Aradu.A01 4626 p2 (GA)21 42 12408473 12408514 GCTGCAGCTCCTTCTTTCTC CCACTATCATCTCCTCTCCCTC 194

Ad01A4631 Aradu.A01 4631 p3 (GGA)6 18 12424830 12424847 CTGGCTCAGAAAGAAGTCGG TCTTTTGCAGACATGGCAAG 223

Ad01A4641 Aradu.A01 4641 p4 (ATTT)7 28 12480023 12480050 TTCGGTTAAGCCCATGTCTC AAAGTCACGGCTAGGCTCAA 253

Ad01A4650 Aradu.A01 4650 c (AG)6attatgtgc(A)1233 12544675 12544707 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 237

Ad01A4651 Aradu.A01 4651 p2 (CA)8 16 12548624 12548639 TTTTCGTCCTCGAAAATTGA TACCAGCCTGCCTTGTAACC 179

Ad01A4652 Aradu.A01 4652 p2 (AG)14 28 12560736 12560763 ACGGCACTCAACGTTTTTCT CGTCCGATTTATCCGTCAGT 199

Ad01A4657 Aradu.A01 4657 c (CT)7ca(T)10 26 12583739 12583764 TGGACAGACTTTTTCAACCAG TGCTTTGACACTCAATCTAGTCG 272

Ad01A4659 Aradu.A01 4659 p2 (AT)6 12 12584970 12584981 CCGAAGATACAACGCTTACGA TGTGTGCGTGTGTGTGTACC 276

Ad01A4660 Aradu.A01 4660 p3 (TCA)5 15 12586468 12586482 TATATCCGGAGCAGGTGGAC CCCATTCCTCTGATTTTCCA 223

Ad01A4662 Aradu.A01 4662 p3 (GGA)5 15 12594055 12594069 GAACCCGCACTCAAGAGAAG TGGAGGATCCGTTATTGCTC 211

Ad01A4669 Aradu.A01 4669 p3 (TGG)5 15 12605953 12605967 TCCGTGAATTTCAATTTCTGC TCCTCATTATCCACTGCGAG 255

Ad01A4670 Aradu.A01 4670 c (AG)11ggaaggaaaatgagtagtaatgattaaataataaca(AAG)573 12611016 12611088 GAAGCACCTTTTATGGCACC CTTGCACTGCACGACTCTTT 268

Ad01A4671 Aradu.A01 4671 p2 (TC)20 40 12621910 12621949 TGCAAATGGTGTTAACTGGAA GTTGTGATGGTGTGGTGAGG 157

Ad01A4672 Aradu.A01 4672 p2 (GA)23 46 12622473 12622518 GGGGTTCAAGTGGAAAGACA CTCCCCCACTCTCACCACTA 193

Ad01A4674 Aradu.A01 4674 p2 (TA)6 12 12626280 12626291 GAGTCACTTGACTATTTTTCTTTTTGG AAGCTATGCTGCACTTTTTGAA 235

Ad01A4675 Aradu.A01 4675 p3 (TGG)5 15 12627874 12627888 TGCTTCGCTGTCTCATCTTG ACACTAACATCACCGCCACA 218

Ad01A4678 Aradu.A01 4678 p2 (AG)10 20 12634612 12634631 GGGCATAGCGAAGGTGACTA ATTGCTGCTCATCCCGTTAC 187

Ad01A4680 Aradu.A01 4680 p3 (TAA)5 15 12636047 12636061 CCCGTAGAAAATACGGAAACA ATAACAACGGGGACCAAACA 214

Ad01A4682 Aradu.A01 4682 c (A)10tacttcttttaattgttttg(A)1444 12647709 12647752 TCCATGCATTGATGTTATGACT AGCCTGGGGTCTGCAATTAT 279

Ad01A4684 Aradu.A01 4684 p2 (TA)7 14 12648617 12648630 CCTAATTGTAGCAAGTATCTTCATTG TTTTTGCCTTTATTTTTCAAACTG 264

Ad01A4686 Aradu.A01 4686 p2 (AT)6 12 12671299 12671310 ATTTGGCTCCTGTTCACACC TTCGTTCCCGTAGAGTTTGG 206

Ad01A4687 Aradu.A01 4687 c* (TA)7(TATG)8* 44 12672972 12673015 AGGAGGAACAAGGAAAGGGA GGAAGGGGTGATAACTTGGA 241

Ad01A4693 Aradu.A01 4693 p2 (TA)8 16 12692574 12692589 GGATGGCAATACTACCCGAA AACCCTAACCCGTCCCTATG 233

Ad01A4695 Aradu.A01 4695 p2 (CT)14 28 12697952 12697979 AGCCATGCACGTTATGGTTA AGGGCATACGGATTTTTGTG 222

Ad01A4700 Aradu.A01 4700 p2 (AG)6 12 12728759 12728770 GAAGGGTTTTTGGGGAAGAG ATCCCCACCTACCCTACCAC 107

Ad01A4702 Aradu.A01 4702 p2 (CT)6 12 12751421 12751432 TGAATTAAAGCGCAATCACG GAAAAGGAAGGAGGAAAGAAGAA 229

Ad01A4703 Aradu.A01 4703 p2 (TA)7 14 12760982 12760995 TGCTCATGTGAGACCAGAAAA GCCTAGCTACCCATAATTCCC 184

Ad01A4704 Aradu.A01 4704 p3 (TTA)6 18 12773545 12773562 CAGATGCACTGTTTCTGCGT TTGTCCAGTGTTGTGCATCAT 119

Ad01A4705 Aradu.A01 4705 c (AAT)8(ATT)11 57 12776000 12776056 TCATAATACCAAACCACAAAGGAA CAAATGGTTTTAACCTTGAATTTTT 215
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Ad01A4707 Aradu.A01 4707 p3 (TAA)12 36 12779027 12779062 AGCCTCTCCCATGCCTACTT GAGCCAAATCAAAAGCCTTG 273

Ad01A4708 Aradu.A01 4708 c (A)11gaaagactaggctctgatagtataaaggagttttagaactgtgaattttgaataagagagagcataacaccaaagaaagaaagaaaagctagag(A)10115 12788401 12788515 ATCAGAAGGTGAGGCCATTG TGTGTGAGTGTATTCGATCTCTCTT 196

Ad01A4712 Aradu.A01 4712 p2 (TA)6 12 12793451 12793462 GAGCTTATGAGCTTGTGGGC CTGGAAAGATGAGGGTGGAA 266

Ad01A4715 Aradu.A01 4715 c (A)12(CA)7 26 12796913 12796938 TCAAACGATCATGCCAACAG GGCAAATGTCTCTTGCAATC 260

Ad01A4717 Aradu.A01 4717 p2 (TA)6 12 12798973 12798984 AAATTTGGCCTTACTCGTAGAA TCATATTCTATCCTACCTGCACTCC 263

Ad01A4720 Aradu.A01 4720 p3 (ATA)23 69 12823312 12823380 CATCACCACTAACGCATTCAA TGTTCATGATGGTTATTATTAGGACAA 276

Ad01A4722 Aradu.A01 4722 p5 (TTATC)5 25 12850771 12850795 TGTGGAACTGAGAATGCTGC AGGCGGTTCCCCTAAAGATA 244

Ad01A4724 Aradu.A01 4724 p2 (CT)6 12 12872889 12872900 GGGCGTTTAACACCAGAAAA TTTTTGGGGAAGAGGTGTTG 240

Ad01A4730 Aradu.A01 4730 p2 (TC)7 14 12915887 12915900 GAACAAAAGAAGCGTGGTCC ATGTAAGAGAGAGCGAGGCG 205

Ad01A4731 Aradu.A01 4731 p2 (CT)8 16 12922106 12922121 TGCTCCCTCTTCTTCTTCCT TGTGTAAGCGGCATGACCTA 198

Ad01A4732 Aradu.A01 4732 p3 (TTA)17 51 12924560 12924610 GGAACTGCCTCACTAGGCG AGAGGGCTGCCATAAATGTG 280

Ad01A4736 Aradu.A01 4736 c (TC)9tt(TC)15 50 12935285 12935334 AAGTCCACAATACCCGGTCA TCCTTGGAACCTATTCCCCT 278

Ad01A4739 Aradu.A01 4739 p2 (TA)6 12 12944604 12944615 TTCACAAGAGAATTTATGAATTGGA CGGTTTAAAACGTCACGAAA 267

Ad01A4748 Aradu.A01 4748 p3 (GTG)5 15 12972174 12972188 AAAAGGATCATCCCGAACCT TCAGGTAACCCTCGGAACAG 111

Ad01A4752 Aradu.A01 4752 c (A)10gaaaaaaaatcg(A)1032 13014755 13014786 GGAGACATGTTACTGAGGATCTGA CCGGATACATACATGCCACA 264

Ad01A4753 Aradu.A01 4753 p3 (ATT)5 15 13061283 13061297 TGCTCCCATATGAAGCAGTG TTCAATTTCAAAATATTTCCACTTTCT 260

Ad01A4755 Aradu.A01 4755 c (CT)9t(TC)10 39 13063896 13063934 GTTCTGGCCGCTATCATTGT AAAATCAAGAATTGCACGGC 225

Ad01A4756 Aradu.A01 4756 c (TAT)14(TGT)6 60 13068113 13068172 TCGATTTTGACAACTATGCAAT GTTGGCAAGATGGGTCTGTT 280

Ad01A4760 Aradu.A01 4760 c (T)10attatttggaaacgagtttttcatcttatta(T)1051 13083127 13083177 TCACCAGGTGGAAACTCTAACTC TTGTTCGCTTTGCTGTTACG 279

Ad01A4766 Aradu.A01 4766 p3 (CTT)6 18 13096972 13096989 AATGGGACGAAGCTGAGAGA AGAACGGTGAACCAACAACC 249

Ad01A4767 Aradu.A01 4767 p2 (TG)10 20 13103062 13103081 GCAGCATATCCGTTACAATCC AAAACACAATCAATTCCATCCA 268

Ad01A4771 Aradu.A01 4771 p3 (TAA)13 39 13133553 13133591 AAATTTTGCACACATAATGCATAGA CGGTGTAAGCTTTACAATTCTTTTT 231

Ad01A4772 Aradu.A01 4772 p2 (CT)7 14 13135982 13135995 CGCAAAGTCTTTTTCCCTCA GGTGATAGAGGCGACGGTAA 234

Ad01A4780 Aradu.A01 4780 p3 (TAA)10 30 13153454 13153483 CCATCTGCACGAAAACACAC CAAATCAATTCAATGGGTATTTCA 214

Ad01A4782 Aradu.A01 4782 p2 (TA)7 14 13164134 13164147 CTGGCCATTCAGCTTTGTTT CACGTTTTCTTTTTGTTCTACGC 257

Ad01A4786 Aradu.A01 4786 p3 (GAA)5 15 13190949 13190963 TTTTCCCCTCCTGTCTTCCT CAATTTAAAACTCTTCCTTTTCCG 190

Ad01A4787 Aradu.A01 4787 c (TTC)6tctgttcgca(TTC)852 13192340 13192391 TCAAGCAAACTACGTGACGG AATGCGAACAGAGGAGAACG 268

Ad01A4788 Aradu.A01 4788 p3 (TTC)5 15 13192499 13192513 CGTTCTCCTCTGTTCGCATT CATGCAGCAATCATTCCCTA 207

Ad01A4789 Aradu.A01 4789 p3 (TCC)5 15 13192789 13192803 AGCTAGGGAATGATTGCTGC AGAAGAAAAACGCGACCAGA 258

Ad01A4790 Aradu.A01 4790 c (AGA)5acaagaaagaaaacgcgaacagagaaaaacggtgaagcctataacacgaacag(AGA)16116 13193628 13193743 CATTGAAGTCAATCCAGATCCA ACCAAGTTGATCCAATCCCA 241

Ad01A4793 Aradu.A01 4793 p3 (TAT)19 57 13203016 13203072 TGATACATTCCGATACTTGATTTTG TGGGTTATTTAGCCACGGTT 278

Ad01A4794 Aradu.A01 4794 p2 (TG)10 20 13204354 13204373 CCCACGTTTATAACCAATAGCA TTTGACTTAATGTGAGAGCCG 248

Ad01A4796 Aradu.A01 4796 p3 (AAG)5 15 13218052 13218066 GAAGATGGTGATGAGGATGATG ACTAGAAGCGCGGAAGATGA 241

Ad01A4797 Aradu.A01 4797 p3 (AAG)5 15 13221965 13221979 GAAGATGGTGATGAGGATGATG ACTAGAAGCGCGGAAGATGA 241
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Ad01A4798 Aradu.A01 4798 p3 (AAG)5 15 13226244 13226258 TGCTGCATTTTCTTTCTCTTCTT TCCTCCTCCTAATCTTCTGCTG 277

Ad01A4802 Aradu.A01 4802 p2 (TC)8 16 13238651 13238666 GTAAATTCGGCAGCTGTGGT ACGGCAAGGAACACCAATAG 270

Ad01A4804 Aradu.A01 4804 p3 (CAC)5 15 13242397 13242411 CAAACCCACCACCAAAATTC AAGGGGCGAGAGAGAAAAAG 277

Ad01A4805 Aradu.A01 4805 p2 (AG)6 12 13242982 13242993 TCCAGTCCCTATCCAGTTCG CATCTTTTTCCCACCACCAC 252

Ad01A4806 Aradu.A01 4806 p2 (TC)7 14 13245913 13245926 CTGAGGGTCGTCTCTTCCAA AACGCAAGGCATTAAAATCG 179

Ad01A4810 Aradu.A01 4810 p2 (TA)6 12 13250147 13250158 AAATGGCAAATTCACATCCC TGCAATTCTCTTTCTCTTTACTTTT 243

Ad01A4813 Aradu.A01 4813 p3 (TAA)12 36 13258778 13258813 TGTATCAAACTCGCAGTAGTAATGA CGCTTTCTAAAACAAATCCTGAA 280

Ad01A4814 Aradu.A01 4814 p2 (TA)6 12 13261951 13261962 CGGAAGTACATGAATGGAGG CGAGCTCACGAGCTGACTTA 262

Ad01A4816 Aradu.A01 4816 c (T)10gtaattttttgtaatagttagtttttttaattctgttatttttgttagttctaaagatgttgttgttgcttctatgaaatta(AAG)5107 13263256 13263362 TTGTGATTGTTGCTATTTAGGTTGA AAAACTAATCCCCAATACGACG 263

Ad01A4825 Aradu.A01 4825 p2 (AT)6 12 13286529 13286540 TGTCGATGTTATTGGCGAAA TCTGTCAACTTAATCTGCATTTACA 279

Ad01A4828 Aradu.A01 4828 p4 (AAAG)5 20 13305770 13305789 CAACCTCGGAAAAATATGGG GATTATGTTGACGCGTCCCT 235

Ad01A4834 Aradu.A01 4834 p3 (ATG)5 15 13327865 13327879 CGCACACACAACATCAATCA TTTATTACCGCGATGCCAAT 257

Ad01A4835 Aradu.A01 4835 p4 (AAAG)5 20 13328932 13328951 AGCATTTCGTCATGTTAACCAC TGCACCCTCCAAAAAGAGTT 104

Ad01A4836 Aradu.A01 4836 p2 (GA)6 12 13332402 13332413 TCCACATAGTCGTAAGGGGC TCTGCAGCGACCAACTTATG 236

Ad01A4847 Aradu.A01 4847 p3 (AAC)5 15 13375055 13375069 GATGTCTTTTGCTTTTGCTTTTT TCGTTTGATTCATGTAGCCG 273

Ad01A4856 Aradu.A01 4856 c (T)11ggtcttgagcttctttttttggtcatgggtcttgagctcaacacacgttaagtagccatagattgaattatgaattaataacccaattgttagtgtag(T)10119 13408777 13408895 AACAACATATCAACAAAAGCTCAA TAGGCTCCAAATAGCATGGG 241

Ad01A4858 Aradu.A01 4858 p3 (AAG)5 15 13414739 13414753 TGTTGGTGTTGTTGCTGATG CCGAACCGAACAACATTCAT 196

Ad01A4859 Aradu.A01 4859 p2 (TA)6 12 13423814 13423825 GCTCAAAAACCCGATTTGAA CACCTCGGTGAGTTGTCTGA 231

Ad01A4860 Aradu.A01 4860 p3 (GGA)6 18 13427158 13427175 ATCGGGGTAGAGGAGAAGGA GATGCCAAGAAGAGGTCTCG 166

Ad01A4861 Aradu.A01 4861 c (T)10cttttttc(T)11 29 13430081 13430109 TCCCCAATTAGAGGTGTCCA TGGTTCTTGAAAGAATGAAGGAA 230

Ad01A4862 Aradu.A01 4862 c (A)10ttaaaatcc(T)1231 13440537 13440567 CTGGCACCAACGTCATACAA CAAGTGGGCTTGTTTCTGGT 271

Ad01A4865 Aradu.A01 4865 p3 (TTA)6 18 13443661 13443678 TTATGCACGCCTTGGATGTA TACCGTCCGAAACAACAACA 158

Ad01A4866 Aradu.A01 4866 c (AAC)6aataagaagaataataataac(AAT)554 13445396 13445449 CGATTTCAACTCGGAGATCAT TGACATTACGCGTCCTGAAG 234

Ad01A4869 Aradu.A01 4869 p2 (CT)10 20 13455556 13455575 ATTCGTCTGCGACAACCTTC AAGAAGACCTGGGAAGCACA 149

Ad01A4871 Aradu.A01 4871 p2 (TA)9 18 13470175 13470192 TTTAGGGATGCCAATAGATAGAA AATTGAATCAAATTAAATGTTAGGGA 273

Ad01A4873 Aradu.A01 4873 p4 (AAAG)6 24 13474322 13474345 CGTCGGAGCAGGTTGATAAT CCGGTCATCGAACCATTTTA 273

Ad01A4878 Aradu.A01 4878 p2 (TA)6 12 13487062 13487073 TTGTTTGAATTCATTAACTGAGGG GTAATTCGATTTCCCGAGCA 245

Ad01A4881 Aradu.A01 4881 p2 (TA)7 14 13498365 13498378 TTTGAAGAGTGGCAAATTAAATGA TTGCTACCATGCATAGGATGAC 276

Ad01A4882 Aradu.A01 4882 p3 (TAT)16 48 13498841 13498888 AAACCAATGTGAGTCCCCTG TGCAAGTCAGGTTTGGTCAG 211

Ad01A4883 Aradu.A01 4883 p4 (AAAG)5 20 13502625 13502644 GCGTTAATATTCAAATAAGCAATG TCAAAACTCATTCATCATTATTGTCA 183

Ad01A4884 Aradu.A01 4884 p3 (TAA)9 27 13502812 13502838 TCGAAATAGAAATAAAATAGCACGA CTCCCCTCTCTCTCTCGGTT 174

Ad01A4887 Aradu.A01 4887 p3 (GAG)6 18 13510753 13510770 CGCGAAGAAAAACAAGAAGG TCACCGAGAGTTTTTCACCC 146

Ad01A4888 Aradu.A01 4888 c (T)12atcctaaagggcattttgttattctttcaaaagcataatagtagaatcatagaaataaacgggaactctatctatttcagttacaaaag(T)11112 13511274 13511385 ATGGTCCATTGTAAAGGGTCT AAGTACAGTGCGGAGAGCGT 263

Ad01A4889 Aradu.A01 4889 c (A)10ttattactcctttacaatttaaaatacagttaaaaacacactgaata(T)1471 13511576 13511646 ACGCTCTCCGCACTGTACTT TTGGGCAAAGAGGATTTCTG 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A4890 Aradu.A01 4890 p3 (ATA)8 24 13520330 13520353 TCTGGAAATGCCAGTGCATA TGCACGGGCAATATACTCTTC 241

Ad01A4895 Aradu.A01 4895 p2 (TC)11 22 13552033 13552054 CCTTCTCCCTTCTTGGAACC AACCACACGGAGGCATAGAC 209

Ad01A4905 Aradu.A01 4905 p3 (TTC)6 18 13576614 13576631 TCCCTCATTTCGCTCAATTC CCTGCAGACACTCTTGGTCA 260

Ad01A4907 Aradu.A01 4907 p2 (AG)17 34 13582033 13582066 CACTCCTTGCTCCTTGCTTC CCTTCTTGGTGTGCAAGACA 262

Ad01A4909 Aradu.A01 4909 p3 (TTG)5 15 13610144 13610158 TGGGCTTGATTTCTTGAGGT CCATCAACAACACAATTAGTCACA 212

Ad01A4912 Aradu.A01 4912 p2 (CT)6 12 13625643 13625654 TGTTTGTGCCATTCCTGTGT GGGAGGCAACCCAATAATTT 249

Ad01A4913 Aradu.A01 4913 p2 (AT)12 24 13628936 13628959 TTAGAACGAAACAGGGGGAG ACTTGCCGGTTAGTTTGTGG 216

Ad01A4914 Aradu.A01 4914 p2 (AT)8 16 13632426 13632441 CGTTTAACACCCAAAATGCC CGAAATTTTGAGTTAACTTGGTCA 219

Ad01A4917 Aradu.A01 4917 c (TCA)5(TCT)6ac(ATT)550 13654392 13654441 TTCGGTATTATTGTTAAGAAATTTTGG TGACAAAGTAAACCAAAAAGGTGA 156

Ad01A4921 Aradu.A01 4921 p2 (AT)6 12 13672227 13672238 CTCCCACTTGAGTTTGAGGG GCCACACTAACACGCACTACA 226

Ad01A4922 Aradu.A01 4922 c (TA)10attaataacct(TTA)546 13675098 13675143 GGAGTTGCATGCTCATCTCA TGCGTGCTTGTCTTTTAGGA 274

Ad01A4925 Aradu.A01 4925 p2 (AG)8 16 13692567 13692582 GGGGAATCATGCAGACACTT CATGAAGCGAAGAGTTCACAA 251

Ad01A4927 Aradu.A01 4927 p5 (TTTAT)5 25 13697743 13697767 TTTGAAAATCCTCACCCAAAA CCATGATGGAGAAAGGGAGA 155

Ad01A4928 Aradu.A01 4928 p2 (TA)7 14 13709098 13709111 TTCGCTTGCTTCCAACTTTT CTCCAACACGAAGACAAGCA 205

Ad01A4930 Aradu.A01 4930 p5 (TTATC)5 25 13717578 13717602 GGACGACCCAGTACACTTGC AACACGACCCAAATCCAAAG 278

Ad01A4931 Aradu.A01 4931 p5 (TTATC)6 30 13727427 13727456 CCTGGGTGCTCCAGTGTATT GAGACGACCGACCTCTTCAG 245

Ad01A4932 Aradu.A01 4932 p3 (AAG)5 15 13735989 13736003 TGAGGCATTTGTTTGGTTGA CCACCAACATTGCTTCCTTT 207

Ad01A4933 Aradu.A01 4933 p2 (AT)8 16 13760830 13760845 ATAAAGGGGTGAAGCGGAAT GTGAGGGTTCGATGCTCAAT 263

Ad01A4934 Aradu.A01 4934 p4 (TATG)7 28 13761344 13761371 TGCCACATATTCATGCATCC TTGGGTTTGGGAATTGGATA 222

Ad01A4944 Aradu.A01 4944 p2 (AT)7 14 13791549 13791562 CATCGCTGTTGGAGAAGTCA CGCTTTAGAGCCGTGATGAT 224

Ad01A4946 Aradu.A01 4946 p3 (TTA)16 48 13794046 13794093 AAACGCAAAGAAGACGATGG CATGAATGTTCCCTCTTGCAT 279

Ad01A4947 Aradu.A01 4947 p3 (AAC)9 27 13810161 13810187 TTGGCACAAGATGGGTAAAA CGTTTGATTCATGTAGCCGA 261

Ad01A4948 Aradu.A01 4948 p3 (TAT)5 15 13810475 13810489 TTCTTCTCAATGTCCAAATTTTC GGTCAATGATGGAATAGTTTAATACG 279

Ad01A4950 Aradu.A01 4950 p3 (CTT)5 15 13822127 13822141 ATTATGTGGGCTGCATCCAT TCCCATTTCATTTTAGTTGCC 262

Ad01A4952 Aradu.A01 4952 p3 (TAA)5 15 13829003 13829017 ACGGTTATTATAAAAATTTTGGATGT CACTTACAGCACACACATTGC 185

Ad01A4953 Aradu.A01 4953 p2 (TA)7 14 13833727 13833740 GCAACGAAGGAGAAGAATGAA TTTGTGGGAGTTGATGGTGA 280

Ad01A4955 Aradu.A01 4955 p3 (ACC)6 18 13845318 13845335 ATGCGAGACAAGAGGACCAT TACATGTGCGAAACTGCTCC 274

Ad01A4956 Aradu.A01 4956 p2 (AT)10 20 13847345 13847364 CTTGCATGACTGCCTCTCTG TAGCTGACCTTGTCTTCGCA 132

Ad01A4958 Aradu.A01 4958 p2 (AG)6 12 13872639 13872650 TCATCCTTCCCTTCATTTTGA CCTAGAATTTCAATTGGCCG 242

Ad01A4959 Aradu.A01 4959 p2 (TG)10 20 13873885 13873904 CAAGAGGACGATGTCCGAGT ATGGCCAATAGCAACAAACC 235

Ad01A4960 Aradu.A01 4960 p3 (CAG)5 15 13879824 13879838 ACTATCAAACCCAGGGGAGG GAATGTGACAATGTGTATTGCTGA 260

Ad01A4961 Aradu.A01 4961 c (AACCG)5catatattaca(AAT)1169 13895011 13895079 GATTCAAACCGAAAACCGAA TCAAAATTTAGGAATCGGCG 252

Ad01A4962 Aradu.A01 4962 p2 (CT)6 12 13895207 13895218 GCAACGCCGATTCCTAAAT GCGTCACTGAGAAGAGGAGG 262

Ad01A4964 Aradu.A01 4964 p2 (CT)6 12 13906856 13906867 GGATTGCACAATAAAGGCGT ATTAGGGTTGGGATTGGGAG 246
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Ad01A4965 Aradu.A01 4965 p2 (AT)9 18 13928789 13928806 GAACCCGAAGCAACCTGTAA TCGATTAAAAATGGATTAGTTCAA 275

Ad01A4966 Aradu.A01 4966 p2 (AT)9 18 13930717 13930734 ATTGATCCACTTGCTCCTGG GCGCATCCCTAAACACAAAA 156

Ad01A4968 Aradu.A01 4968 p3 (TTC)6 18 13949437 13949454 CCTCTCCACTTATTTGCACCA TGATGGAGGAGAAGGAGGAA 264

Ad01A4969 Aradu.A01 4969 c (CTT)5ttt(TCA)8 42 13949909 13949950 TTCTTCTCCCTCCTCCTCATC CATCATCTTTCAAGTAATTTTGCAG 220

Ad01A4970 Aradu.A01 4970 c (CTT)5ttcatcatcattaccg(TCT)546 13950334 13950379 TTCCTCTTCCTCCTCCTCATC CAAGCAGTTTTGCAGCATGT 202

Ad01A4975 Aradu.A01 4975 p3 (ATG)5 15 14019552 14019566 GTGAACCTAGCCCAGGTGAG TAGCCCAAGGTGGGTGATTA 248

Ad01A4976 Aradu.A01 4976 p2 (AT)8 16 14025134 14025149 TGATAGTCACAACCACCAAGC TGAATCAATTGACCCGATCC 265

Ad01A4978 Aradu.A01 4978 p3 (TTC)6 18 14030880 14030897 CCTTCTCCTTTTCCTCCTCC TCAGCAGCATCGAGTGAATC 245

Ad01A4979 Aradu.A01 4979 p3 (AGA)5 15 14031539 14031553 AAATGAACCGAACATTGCCT TCCATCAAGTGCTTTTGCAG 214

Ad01A4980 Aradu.A01 4980 p3 (CAA)5 15 14031860 14031874 TCTACTGCTTCTTCGTCGGG CGTGATTACACGCACGTCTT 238

Ad01A4981 Aradu.A01 4981 p3 (AGA)5 15 14032018 14032032 GACGCTCTATGCGTAAACGA GACAAGATTTTGCTAATCCGGTA 276

Ad01A4983 Aradu.A01 4983 c (T)10ctttttaactttaattctttaattttcttcttattcttccaa(T)1062 14036757 14036818 TGCTAGAATTTTTGCTGTACCC CATGCCTTCAGTCCTTTAGAGA 272

Ad01A4985 Aradu.A01 4985 p3 (TTA)9 27 14041019 14041045 TCCCACAAGAAACAACACCA GCAACAGTGCAACTCAGTGAA 237

Ad01A4987 Aradu.A01 4987 p3 (TTA)15 45 14047665 14047709 AACACCACTCCAACCTCTGG AAGGACGCATTCAAACTCTCA 129

Ad01A4989 Aradu.A01 4989 c (TC)17cttgtcctctttctcccccttcattctctctcccttcccctttttttctctactcatctctccctttttcctctctcccctcctttatctcctcctct(TC)7146 14072677 14072822 GAGATGGACGGTCAGGATGT GCGAGAGAAAGAAAGAGGGAA 273

Ad01A4992 Aradu.A01 4992 p2 (TA)8 16 14081236 14081251 TTTAGGTTAACAAATACATTCATTTCA TTTCTTTAATTCTTCTCAAAATCTCTC 134

Ad01A4994 Aradu.A01 4994 c (GA)6tttggggaaagcagaggagagcggagaagaagaccgcgctggcgcgctggcgcgctgggcctcatcgccaccgtcgcgtcgttgttgaaccgtg(GA)7120 14085962 14086081 AGAAGGGAGATCGGGAAGG GCTCAAACTCTCTCCCATGC 219

Ad01A4996 Aradu.A01 4996 p4 (ATTA)5 20 14099015 14099034 GCAATTATTGATGTGTTGTGTGC TTCTGCACATTCAAGGGTTG 202

Ad01A4998 Aradu.A01 4998 p3 (GAC)6 18 14101849 14101866 CATAGTCCACTGCCTCAGCA CAATAGGTGGTCAAATTCTTTGTTT 248

Ad01A5000 Aradu.A01 5000 p3 (TTG)8 24 14106027 14106050 ACATGACAGAGCACAATGGC ATTTTGCAGGCATCAAAGGA 237

Ad01A5004 Aradu.A01 5004 p3 (TTC)10 30 14142055 14142084 TCACCTAGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 187

Ad01A5008 Aradu.A01 5008 p2 (CT)6 12 14157012 14157023 GAACCCTAAAACCTAGAGAGAGGA CGTGCCTCATTAAAGGGAAA 199

Ad01A5011 Aradu.A01 5011 p2 (AC)6 12 14214108 14214119 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad01A5014 Aradu.A01 5014 p2 (AC)6 12 14226696 14226707 TTAGAGCCACCAATCCCCTA GCAAGCTCTAGGATGGAACG 251

Ad01A5016 Aradu.A01 5016 p2 (TA)6 12 14240574 14240585 TGGGGGACCAAATTGAAGTA TATGGGCAACTAGGCAAAGC 277

Ad01A5017 Aradu.A01 5017 p3 (CCT)5 15 14244862 14244876 CGTCAGATTTATCCGCCAAT AAGGAAAGGGAGGAGGATGA 279

Ad01A5018 Aradu.A01 5018 p2 (AT)9 18 14251803 14251820 TGTACGTGGCACCTTTACCA CAAGCTCCTAACCCATCCTG 228

Ad01A5019 Aradu.A01 5019 p2 (TC)21 42 14259140 14259181 GCACCTTCTGTCCATCATCA CACCCTTACCCATCACCATC 139

Ad01A5020 Aradu.A01 5020 p2 (AT)8 16 14260713 14260728 ATGCCTGTCCTACTGGCTGT GGTAGGGTACTCTCCCTCGG 218

Ad01A5021 Aradu.A01 5021 p2 (TC)19 38 14266604 14266641 ACACCCTTATCTGCAGCACC GGCTGGGCTATGTTGATGTT 151

Ad01A5022 Aradu.A01 5022 p3 (GAA)15 45 14267052 14267096 AATTTGATTTTGGCGACAGTG CCGTCGCGAGTTCTATCTTC 264

Ad01A5023 Aradu.A01 5023 p2 (AG)8 16 14267274 14267289 GAAGATAGAACTCGCGACGG GACTATTTGCAGCACCCTCC 216

Ad01A5026 Aradu.A01 5026 p3 (TTC)6 18 14298091 14298108 CGTATGCGTAACTGATGCGT GCAATGAATGGAAGTATGCAA 237

Ad01A5031 Aradu.A01 5031 p2 (TA)6 12 14324305 14324316 ATCACCCACGAACCAAAGAG ATGGGTCTGGGTCAGTCAAC 241
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Ad01A5035 Aradu.A01 5035 p3 (TAT)6 18 14327008 14327025 CATGAGCTGCTGGTGATGAT CATGTTCACATGAGAGAATGTGG 272

Ad01A5038 Aradu.A01 5038 p3 (TTG)5 15 14329016 14329030 ACCTGGCTGTGGTTCTCACT CCATAGACGGAGACGACGAT 200

Ad01A5039 Aradu.A01 5039 c (CT)7tggttaata(T)1235 14329300 14329334 TCCCCTTCAGCTGCAGTTAC AAAAAGCACAATACGCACCC 270

Ad01A5040 Aradu.A01 5040 p2 (AG)8 16 14329573 14329588 GGGTGCGTATTGTGCTTTTT TTTTGCAACACCTACCCCTC 201

Ad01A5041 Aradu.A01 5041 p2 (TC)9 18 14330594 14330611 AATCGAAAAGCATCTGAGGG CGCCCACAGGGTAAAACTTA 278

Ad01A5042 Aradu.A01 5042 p2 (TC)9 18 14331195 14331212 ACCTCACTCTCACCACCCTG CATTCCAGCTCAGCGAATTT 262

Ad01A5046 Aradu.A01 5046 p2 (TG)20 40 14350333 14350372 GCGAGACTCTTTGGTGAAGC CGATAACCGTCATTACACTCG 261

Ad01A5047 Aradu.A01 5047 p2 (TA)9 18 14357095 14357112 AATTTCAGGCTCTGGACACG CTTTAACTCCCCGGGTTCTC 176

Ad01A5048 Aradu.A01 5048 p2 (TG)16 32 14358630 14358661 AACGGCAACAGACGACTACC CACACCCCTCATTTCCCTAA 157

Ad01A5049 Aradu.A01 5049 p4 (ATTT)5 20 14377129 14377148 GTTTGGAGTTTTGCCCACAT TTTTGGTTTGGATTGCTTCA 246

Ad01A5056 Aradu.A01 5056 p3 (TTA)12 36 14402891 14402926 TGGTGATGAAGTGCCTAGTTT TTGCGTCTTCGTATTCAGAAA 279

Ad01A5057 Aradu.A01 5057 p2 (TA)7 14 14405806 14405819 TTGATGATTTTCGGTGTGGA CCACAAATTCAACCCAACAG 272

Ad01A5058 Aradu.A01 5058 p2 (GA)6 12 14411178 14411189 GAAAAGGAAGGAGGGAAGAAGA GCCAGAAGCATAACATGGGT 277

Ad01A5059 Aradu.A01 5059 p2 (TA)6 12 14426511 14426522 CAAGAGGAGCTTTGATACCATGA CACGATCTACAAATTCAACCCA 262

Ad01A5060 Aradu.A01 5060 c (T)11gattttgtagttggtcttttaccataaaaataaaagtgaaattagggtcacatttgagttcagag(T)1288 14428424 14428511 TTGGATACCTTTTAATTTTTGGATG TCAGGAAGGGTACAATGCAA 280

Ad01A5061 Aradu.A01 5061 p2 (CT)9 18 14433123 14433140 GCCAGTAAATCCGACGGTAA GGAGGTTGACGAAGGTGAAA 174

Ad01A5062 Aradu.A01 5062 p3 (CTT)5 15 14455128 14455142 GATTGAGAAAACCCGCTGTC CAACAACGGCACAGAGAGAC 272

Ad01A5066 Aradu.A01 5066 p2 (AC)7 14 14470612 14470625 AAGCTGCGAAGTAAAGACGG TCACTGAGCGTGTTGGAGAC 225

Ad01A5067 Aradu.A01 5067 p2 (TA)7 14 14471832 14471845 TCGTCGCACTTGAAACTTTG ATTTCTAGCCGGCTTTTGCT 100

Ad01A5068 Aradu.A01 5068 p2 (AT)8 16 14473287 14473302 CAAATCTCCTCGCACATTGA GCCTTTACTTCGCAGGTTGA 125

Ad01A5069 Aradu.A01 5069 p3 (AAT)21 63 14475677 14475739 TCACATGCCGATGATAAAGC TCCTGGCACCTATTCCTCAC 198

Ad01A5072 Aradu.A01 5072 c (T)10cttttggacggatgtttatagagtatcaagaaataaaattaaaattttgtg(AAT)1091 14480978 14481068 CGAATTCGTGCCCTTGTTAT TGTTCGACTTAATTTTGGCAAT 219

Ad01A5076 Aradu.A01 5076 p3 (TTA)14 42 14500164 14500205 CCACAAAATTTATAATTGTGCTTGTTA CAAATCGCTTAAACCATCAACA 275

Ad01A5077 Aradu.A01 5077 p4 (TAAA)7 28 14501583 14501610 ACGGATGAACTGGATGAACC AAAATGGAGGCGATGATGAG 222

Ad01A5082 Aradu.A01 5082 p3 (AAC)5 15 14532146 14532160 GCAAGTTAAAGAGCGCCATC AAGGCTAGGGTTTGCACTGA 116

Ad01A5083 Aradu.A01 5083 c (TTA)9(TTG)17 78 14537368 14537445 TTGGTATTCCACTTGCACGA CTCCCATGTCATCGAGTCCT 219

Ad01A5084 Aradu.A01 5084 p3 (AAT)6 18 14549139 14549156 CCCTATGTATTTAAATTTCGAGTATGA AATGCACATGCGCAATAAAA 203

Ad01A5089 Aradu.A01 5089 p6 (GATGAG)5 30 14567186 14567215 AGACCATCCGGAGAGTGATG TAGCTGTTGGATTGTCAGCG 170

Ad01A5090 Aradu.A01 5090 c (AC)30aattaaat(AC)36140 14569715 14569854 GAAGCTCTGCCACAATCACA GCGAATGTAGATAGAATAGGGAATG 263

Ad01A5091 Aradu.A01 5091 p3 (GAA)6 18 14570688 14570705 CCAATGACAATGTGAACGGA GATTGTACCCAGAACCCCAA 272

Ad01A5096 Aradu.A01 5096 p2 (AT)7 14 14616005 14616018 TGGACTGAGCAACAATGGTC TTTGTCATGAAATGAATCTTGC 231

Ad01A5097 Aradu.A01 5097 p2 (TA)6 12 14620872 14620883 AGGGAACATAACGCTCATCG TATGCGGTTGTGTTGATGGT 188

Ad01A5104 Aradu.A01 5104 c (A)14taaaagtataaaataaacaaggaat(AG)957 14643666 14643722 CGTGGTGGGAGAGAGAAAAG GCAATCACAACAACCACCAC 270

Ad01A5105 Aradu.A01 5105 p2 (TC)12 24 14643993 14644016 CGCTCTCTCTCTCCTGCTGT AGGTTCCAGGGGAAGAAAAA 136
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Ad01A5106 Aradu.A01 5106 p3 (TTA)23 69 14644664 14644732 TTGATTGCTTACCATGTTGAATG TCGCTTGAGTGGGAGTAGTTT 278

Ad01A5108 Aradu.A01 5108 p2 (AT)7 14 14657974 14657987 GCTTTCCTTCTTCCCACATC TTATCAGCCAAATGGAAGCC 216

Ad01A5114 Aradu.A01 5114 p3 (AAG)5 15 14683607 14683621 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad01A5119 Aradu.A01 5119 p3 (TTG)6 18 14693889 14693906 ACTGATGAAGAATTTGGCGG TTCTTAAAGGCGAAAAGGCA 232

Ad01A5120 Aradu.A01 5120 p3 (ATC)6 18 14694326 14694343 TCTTCCTCCTCCTCTCCCAT AACGACGATGATGACAACGA 265

Ad01A5124 Aradu.A01 5124 p2 (TG)6 12 14740250 14740261 CGTCTCCCAAGGAACTAGCA CTCATTCCAAGCCAAGAAGC 232

Ad01A5125 Aradu.A01 5125 p2 (AG)6 12 14752618 14752629 TCCTGCAAACACAGATAGCG GTTCGTCTGCCTTCTTCCAG 164

Ad01A5126 Aradu.A01 5126 p2 (GC)6 12 14768067 14768078 GGATGAAGGGTAGGAGAGGG AACTCTGGGCCAACATTGAG 260

Ad01A5128 Aradu.A01 5128 p2 (AT)9 18 14773381 14773398 TTCCATCTCAATTGTAAAAGTGCT ATGGGTTTATCAACCTCCCC 263

Ad01A5131 Aradu.A01 5131 p2 (TC)7 14 14826221 14826234 TCACCTCCTTCTTTTTCAAAATC CGAACACAGAGAGAAAGAGATGG 238

Ad01A5132 Aradu.A01 5132 c (ACA)17ataatagtcatcatgatattattagtaataataattgtgactgtgtactaataataatgtaaaaaataatacaaaaaaataaattaga(AAT)13178 14841047 14841224 AGGGCTGCACCAATAACAAC GCTATGCATGCACCGAAAT 258

Ad01A5140 Aradu.A01 5140 p3 (AAG)5 15 14876116 14876130 CACCAGGTGAATGTTGTTCG TCCTCTGTTCGCGTTTTTCT 275

Ad01A5143 Aradu.A01 5143 p3 (AAC)6 18 14876793 14876810 TTTTGCAACCCCAAGTTTTC AGGGTGGAGGAGGATGAGTT 212

Ad01A5145 Aradu.A01 5145 p2 (AG)6 12 14886245 14886256 CCAACTGAACAAAGTAAAAAGAACAA ACCCCAAGTCTACCCCAAAT 276

Ad01A5146 Aradu.A01 5146 p2 (TA)6 12 14895708 14895719 AAAATTGATTTTCATCCGGAGTT CCAACGATGTACCGGTGTTT 277

Ad01A5147 Aradu.A01 5147 p3 (TTG)5 15 14895922 14895936 AAACACCGGTACATCGTTGG TTTCTCAAACATCTCATCCATTG 241

Ad01A5148 Aradu.A01 5148 c (A)11gcattaaaggctttgtatgctgatatgccaaattcctctttattattattaa(T)1073 14898248 14898320 CCATAATATCCTCGCCTTGC CTTCCGTTGGTGGTCATTCT 277

Ad01A5149 Aradu.A01 5149 c (A)14ttggtgcggattttaga(T)1041 14900445 14900485 CAGTGCAAAGAATCCCGAAT CCTATGCATGTTTGCTTGGA 221

Ad01A5154 Aradu.A01 5154 p2 (TC)10 20 14919610 14919629 TCATCTTCTCCGATCCTTCG CGCTAGTGACGACAAAGCAG 125

Ad01A5155 Aradu.A01 5155 p2 (TG)6 12 14920643 14920654 TCATCCCTGGTGTTTTGGAT TGTGTCACCATCAATCCCTG 272

Ad01A5164 Aradu.A01 5164 p3 (TTG)5 15 14945230 14945244 AGCCCTTCCTCTACCACCAT AGCAACCAAAGCATCAACAA 172

Ad01A5165 Aradu.A01 5165 p3 (TTG)5 15 14945390 14945404 TGTTGATGCTTTGGTTGCTT CGAAAATACTCCTCCCTCCC 240

Ad01A5167 Aradu.A01 5167 c (A)10gttattttttagattttaatttaccgtatctttga(T)1156 14949727 14949782 AAACAATTTAAAAGCAGAGAAATGC CCGGTAAGTAATAATGATGATGAAGA 262

Ad01A5169 Aradu.A01 5169 p2 (TC)6 12 14953238 14953249 CCCCACCAAACCTTTATCCT TTTCAAGTTGGTTGGTTGGA 219

Ad01A5174 Aradu.A01 5174 c (A)10gtgagaacctagagttctcagtaaggtaacaggggagcctagtgtctttgtttctaagttgttgggaaacag(A)1193 14977349 14977441 AGACGCAAAACCCAATGAAC TAGCCTGCGCTAGGAATAGG 277

Ad01A5176 Aradu.A01 5176 c (TC)6tt(TC)12 38 14986754 14986791 CTCACTTCCTCTGCGACACA ATGGAAAGGCAAGGAGAGGT 278

Ad01A5177 Aradu.A01 5177 p3 (TTG)8 24 14987190 14987213 ATGGAGCAAGTTGGTGACCT TCCCTGCAAACATGAACAAA 263

Ad01A5178 Aradu.A01 5178 c (CT)20t(TC)6 53 14987455 14987507 TTTGTTCATGTTTGCAGGGA GAAAATGTCGGGAAGAGAGG 203

Ad01A5181 Aradu.A01 5181 p4 (TATT)5 20 15001024 15001043 CGATTCGATCCGCACATT CATATCCGATCTGCGTGTCC 275

Ad01A5184 Aradu.A01 5184 p4 (GAGG)5 20 15005914 15005933 CCTCACTCCACCATTCACCT TCTTTTTCTCAACCAACGGC 210

Ad01A5185 Aradu.A01 5185 p2 (AG)22 44 15006065 15006108 GCCGTTGGTTGAGAAAAAGA TGCTACCATTTTCATTGCCA 230

Ad01A5190 Aradu.A01 5190 c (AC)6tatgatcatacttttttgatgaagttgaatgttagatcacacacacgcacgcacgcacg(CA)683 15042702 15042784 GCTTTGAAAATCTCGGCAAC GAAAGAAACATCAGGAAGAGAATCA 257

Ad01A5194 Aradu.A01 5194 p2 (TC)8 16 15057433 15057448 GACCTGAGGGGAAAGAAACC TTGGACATGCCCACTTTGTA 229

Ad01A5195 Aradu.A01 5195 c (A)10tatatttataaatgaagaatatatattgaagacttacatgtaaaatatttttaacttgagaa(AT)684 15066226 15066309 TGTTTGGATGCTCTAAGCCA TCCAGCCAAACAAAATAATCC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A5198 Aradu.A01 5198 p5 (TTTTA)6 30 15073288 15073317 ATTGATGCTCAGAGCCTTGG AAACAAACCGTCAAATTGGG 171

Ad01A5204 Aradu.A01 5204 p2 (CT)6 12 15105356 15105367 CTTTTTCTCTCCCAATTTTCG AGGGAGGGGGTTCGAATTAT 137

Ad01A5206 Aradu.A01 5206 p3 (TCT)6 18 15123343 15123360 CACGGTCATCCCTTCTGTTT TTAGAATGTTGCTCGCCCTT 119

Ad01A5210 Aradu.A01 5210 p3 (ACA)5 15 15132010 15132024 GCACGATGTTGCATCACTTC ATGCCAAAACAAAGACCGAG 138

Ad01A5211 Aradu.A01 5211 p3 (AGA)5 15 15132589 15132603 AAACGGTCACGTTGAAAAAGA CCGGTTTGTTTTGTTCCTTC 119

Ad01A5213 Aradu.A01 5213 p2 (TC)6 12 15140007 15140018 TTGGCAGAGTCTACATTGCG GAGCACGATGCTGAATTGAA 204

Ad01A5215 Aradu.A01 5215 p2 (TG)6 12 15142367 15142378 AAAGGGGAAAAAGCAACCAC TGGACCAAGCATGTCCTATG 185

Ad01A5219 Aradu.A01 5219 p3 (GTT)6 18 15158459 15158476 GATGGTCAACGACGGATTCT AAACCACACCACTTCTTGCC 159

Ad01A5220 Aradu.A01 5220 p3 (AGC)5 15 15159806 15159820 ATCCTGTGATACAGCTGGGG TGAAGAATCAGCTGCTGTGG 124

Ad01A5222 Aradu.A01 5222 c (TAA)7aatcatttgttcaatttaaagtgtgaaagttgcggacgtagaggtaatgtgtaagaacggccaa(AAT)7106 15164725 15164830 AATATACACGGTGCCAGTTCG AATTTCAAAGGTTCCCACCC 257

Ad01A5228 Aradu.A01 5228 p3 (CTT)6 18 15196598 15196615 GGAAAGGACATGCGTGAAGT CAGAGGAGGGTGTCGAGAAG 273

Ad01A5233 Aradu.A01 5233 p3 (GAG)6 18 15226314 15226331 TGGGTTTTGTGTGTGTTGTT CCCTATGTCTCCATCAAGCC 116

Ad01A5236 Aradu.A01 5236 p3 (CTC)5 15 15233220 15233234 TACCACCACCACACCATCAC TTGGTGCATTCTGGTCTTACC 246

Ad01A5240 Aradu.A01 5240 p2 (AC)6 12 15245973 15245984 AAAGTCCCAAATGCATGCTC GCCTGAAGGATGGACTGATT 119

Ad01A5248 Aradu.A01 5248 p2 (TA)9 18 15268989 15269006 TTCGGGTGTCACCTACCTCT AGGGGCATGATTTGTTTTTG 149

Ad01A5249 Aradu.A01 5249 c (A)10gtga(AAAAG)539 15275314 15275352 TGGTTTGAGTAATTGGGTGTTG TACTTTGGGGCATTTTGTCC 211

Ad01A5250 Aradu.A01 5250 p2 (CT)18 36 15277583 15277618 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5251 Aradu.A01 5251 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15277983 15278061 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5252 Aradu.A01 5252 p2 (CT)18 36 15278675 15278710 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5253 Aradu.A01 5253 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15279075 15279153 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5254 Aradu.A01 5254 p2 (CT)18 36 15279767 15279802 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5255 Aradu.A01 5255 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15280167 15280245 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5256 Aradu.A01 5256 p2 (CT)18 36 15280859 15280894 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5257 Aradu.A01 5257 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15281259 15281337 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5258 Aradu.A01 5258 p2 (CT)18 36 15281951 15281986 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5259 Aradu.A01 5259 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15282351 15282429 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5260 Aradu.A01 5260 p2 (CT)18 36 15283043 15283078 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5261 Aradu.A01 5261 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15283443 15283521 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5262 Aradu.A01 5262 p2 (CT)18 36 15284135 15284170 ACCATCCATCATTCGACTCC ATGCTGCAGGATTGATGACA 197

Ad01A5263 Aradu.A01 5263 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15284535 15284613 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5264 Aradu.A01 5264 p2 (CT)18 36 15285227 15285262 GTTAGCGCTGACAAAACGGT ATGCTGCAGGATTGATGACA 276

Ad01A5265 Aradu.A01 5265 c (AGA)5ataagaacacaagaatcttatcccaacatcagaaaatatgctgcgatggaaac(A)1179 15285627 15285705 AAAAATGAAAACAGCGCCAC TGATTCGTTGTGAAGGACCA 230

Ad01A5266 Aradu.A01 5266 c (TC)8tt(TC)22gtat(TCC)5(TTC)699 15286318 15286416 ACCATCCATCATTCGACTCC TTGATAGTGATGCTGCAGGG 245

Ad01A5267 Aradu.A01 5267 p3 (ATG)16 48 15287090 15287137 CGGTGAAGCCTCTGAAAAAC TCCACCCCTAACTCTCATCG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A5272 Aradu.A01 5272 c (TA)8gaatctccacatgtgtattttgtattttgtccctcctagaggttgacttgtagaaacaggtgtttattttgtagtctgagttatattttgggt(TA)14137 15309076 15309212 AACGTCTGGAGACCCTCCTT GACCTGCGAAGTTAAGGCTG 234

Ad01A5273 Aradu.A01 5273 p2 (CA)9 18 15309773 15309790 GCTGGCCGGAGATTATTACA ATGCAGGTCGAGAGACACCT 248

Ad01A5274 Aradu.A01 5274 p2 (TA)6 12 15314303 15314314 AGCCGGATCTTGAGTCTTGA CACTCCGATCGACAACGTAA 103

Ad01A5278 Aradu.A01 5278 p3 (AAG)6 18 15331127 15331144 TAGGAAGGTTTATTCCGGGC TGGCGGACAAACTTTAAACC 265

Ad01A5279 Aradu.A01 5279 p2 (TC)6 12 15334153 15334164 TTGGCAGCAAGAGTTTCCTT CCCCAAAATAGCAGCAAAAA 197

Ad01A5281 Aradu.A01 5281 p3 (AAG)5 15 15345994 15346008 CTGGGCGATAAAGCCAATAA TATTTAAGTGGCGGGCAAAC 147

Ad01A5284 Aradu.A01 5284 p3 (TAA)7 21 15350081 15350101 CTTGCATTTTCCTTCTTCCG AATTTTTCCAGGAGCAAGCA 279

Ad01A5285 Aradu.A01 5285 p3 (GAA)5 15 15350350 15350364 CAAATCCAGTGTGGCAAATG GCCACCAATGAAAGAGGTGT 113

Ad01A5286 Aradu.A01 5286 p3 (GAT)5 15 15353275 15353289 TTTCAACCACCGTGAAGTGA ATTTCACATGGCCCTCTGTC 193

Ad01A5287 Aradu.A01 5287 p2 (AG)6 12 15362174 15362185 TTGAAGGGTGAGGTAGGTGG CGGTGTTTAACGCCAGAAAT 257

Ad01A5289 Aradu.A01 5289 c (TC)8ta(TC)20 58 15368926 15368983 CAAAATTGTGATGGCAGTGG AAGGAGAAAAAGGCGAAAGG 241

Ad01A5294 Aradu.A01 5294 p4 (TTAG)5 20 15384413 15384432 ATACGCACGACCCTGTTTTC CCAGCAGCAACGTCTCAATA 272

Ad01A5295 Aradu.A01 5295 p5 (AAAAT)5 25 15386185 15386209 TTTGGGAACTTTGGTTGAGG TACTTTGGGGCATTTTGTCC 197

Ad01A5296 Aradu.A01 5296 p2 (AT)6 12 15392552 15392563 AACTCACGAGCTGCCTCAAT ACTCGTGAGCTGGTGTGTCA 268

Ad01A5297 Aradu.A01 5297 p2 (TA)7 14 15399162 15399175 CTCACTTCCAGCCCTAATCG CAACACCACACCCTGTCAAG 270

Ad01A5303 Aradu.A01 5303 p2 (AG)12 24 15420869 15420892 AAAGCGAATTCGGACAGAGA GTTTGTCATCGCTGAACCCT 258

Ad01A5306 Aradu.A01 5306 p2 (TC)8 16 15435537 15435552 TTTTTGATGAGCAGGGGAAC CTGGCAGTGATGCAAAGAAA 134

Ad01A5311 Aradu.A01 5311 p3 (AAT)5 15 15458782 15458796 CACGTCATGGTCGTACCAAA CCCCGCCTTTGTATGTAAGA 276

Ad01A5314 Aradu.A01 5314 p3 (TAA)14 42 15491828 15491869 TTTCCTTTTAAAGCTACCCCAA CATCCCAAAAGGGAACAAAG 225

Ad01A5315 Aradu.A01 5315 c (AG)18aa(AG)7 52 15519301 15519352 GGCTCATAGCGATGGTGACT TGTCTCAATTGGAGCCACTG 238

Ad01A5316 Aradu.A01 5316 p2 (GT)6 12 15529737 15529748 AACAGAAAGGAGGTCTGGGG TGTAGACAACCCATGGCAAA 254

Ad01A5318 Aradu.A01 5318 p3 (GTG)8 24 15536387 15536410 TGCCACGAATAAAGCTGTTG ACTCCAACGCTAACCACCAC 251

Ad01A5320 Aradu.A01 5320 p3 (ACA)8 24 15537602 15537625 TTTATTTAAATGCCCCAACCC AACCGACCCTATTTAGTGGGA 208

Ad01A5321 Aradu.A01 5321 p2 (AT)7 14 15545967 15545980 ACTTGGCGGTTAGTTTGTGG AACGCACCATGTGGTAAACA 272

Ad01A5324 Aradu.A01 5324 p3 (AAT)13 39 15575251 15575289 CAGGCTGTCATAGCCCTCTT TGCAAAAGTGGATAAAGAAGACA 272

Ad01A5328 Aradu.A01 5328 p2 (AG)11 22 15579174 15579195 TCGAAGTCGCTGCTGTTAGA GGCAGTCAAAGTTAGAGCCG 242

Ad01A5330 Aradu.A01 5330 p2 (CA)6 12 15583379 15583390 ATGGAAACAATGGATGGTGG TTCTGAACTTGATGGGCTCC 271

Ad01A5333 Aradu.A01 5333 c (AG)9ccgtgaggaggagtggatcacaccaccca(GTC)5ctcgctgcaccgccgtcagccatgggtgaagtagaaaagagtgcgcga(AG)7124 15591950 15592073 CTAATTAAACCACGGGAGCC AGAACTGGCTTCTCCCTTCC 259

Ad01A5336 Aradu.A01 5336 p6 (TTATGA)6 36 15616323 15616358 TTCCCTGGGTAAAAGCAGTG ATCCCCAACCCGAGTAATTC 215

Ad01A5338 Aradu.A01 5338 p2 (AT)9 18 15630607 15630624 TAGGGCACCAATTGATTTGA CAATGTCCCAAGGTTTCCAC 230

Ad01A5344 Aradu.A01 5344 p2 (TA)7 14 15660216 15660229 GTTTGAATGTGAATGTAATAGTGTTGT GGGACCTAGGGCAAAAACTC 213

Ad01A5345 Aradu.A01 5345 p3 (TTA)6 18 15677727 15677744 AAGCAGAGATCCAACAGGGA TCGCACAACTAACCAGCAAG 273

Ad01A5347 Aradu.A01 5347 p3 (TTA)5 15 15686787 15686801 CAGGGACAAAGCATCTCCAT AAAAACAATGCCAAAAAGCG 276

Ad01A5348 Aradu.A01 5348 p4 (AAAT)5 20 15692741 15692760 TGATTTAGTTTTCAATTTGCTTTGA AGCTGCTTGCTTTAATGGGA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A5353 Aradu.A01 5353 p2 (AT)7 14 15729048 15729061 TGGAGGTTTCTTGGTTGTCC GAAGAGAAATTGAAACGTGGC 186

Ad01A5356 Aradu.A01 5356 c (CA)8cgcacacaa(AC)943 15736257 15736299 TGGAAAGAAACTTTGATCTCGAC TCATGCAAGCTATCCCACAA 266

Ad01A5357 Aradu.A01 5357 p2 (AC)6 12 15747734 15747745 GAAAACCGGGCGTTAATTTT AAGGAATGCGTAACCGCTAA 270

Ad01A5358 Aradu.A01 5358 p2 (AC)10 20 15753550 15753569 GGACCAAACGGGCTAAAAAT TTTCACAAGGAATGCGTAGC 245

Ad01A5359 Aradu.A01 5359 p2 (AT)6 12 15775112 15775123 ATCCGCACGAAAGACCTTAG AACACCTTTTGAAGGCATCC 246

Ad01A5360 Aradu.A01 5360 p4 (ATAC)8 32 15776219 15776250 CTAAGCCTTACCTCATGCCG CGTGTGAATGCTTTGCACTT 180

Ad01A5365 Aradu.A01 5365 p2 (AT)6 12 15797608 15797619 AGCAGCTCTCCCAGTATCCA GCCCTCCTCGTGTCTTTTCT 247

Ad01A5366 Aradu.A01 5366 c (TA)6ttttgaacaagttgaaactaatcactgggtccg(AT)861 15799927 15799987 CGGAGAAAGCAAATCAGACC CGGATTTTCACAAGACGAAGA 212

Ad01A5369 Aradu.A01 5369 p2 (CT)9 18 15805524 15805541 CTTCTCTCTCGCACAGCTCC ACACACACATGGCTACCGAA 277

Ad01A5370 Aradu.A01 5370 p3 (GAT)6 18 15811712 15811729 TGTTCAGGCTGATTACACCG CCCAGCAGTAGAAGTCGGAG 247

Ad01A5371 Aradu.A01 5371 p3 (CAA)5 15 15815760 15815774 TGCACCTAGAGGTCCGTCTT CCGGAAAACTTGTGGCTTTA 212

Ad01A5373 Aradu.A01 5373 p2 (GT)15 30 15851130 15851159 GACAACTTCAGAACGGCGAT CCCTTTCCTCACTCTCCCTC 233

Ad01A5377 Aradu.A01 5377 p3 (AAT)7 21 15881662 15881682 AATTTCTAACAACAACAACAATAACAA TCTTCTTCCCACAACTCTTTGA 278

Ad01A5378 Aradu.A01 5378 p3 (GAA)5 15 15881898 15881912 TCTTTAGATTTTTATTTCTTTGGCA TGCTTTCCCTCAACGGTACT 190

Ad01A5381 Aradu.A01 5381 p3 (TCT)5 15 15901130 15901144 TGCGTTTGGACAGAACACAT ATGAAAACCAAATGGGTGGA 255

Ad01A5382 Aradu.A01 5382 p3 (TTA)6 18 15905956 15905973 GTTTGTCACATCGGACACGA ACTTGAAGTTTCGGATGCGT 224

Ad01A5385 Aradu.A01 5385 p2 (AC)10 20 15917609 15917628 TAAGCCTCTGGGATGAGTGG TGTTCGACAACAACCGTGAT 247

Ad01A5388 Aradu.A01 5388 p2 (GA)6 12 15931453 15931464 GCGTCAACACCAAACTTCAA TAAAGCGCAATCATGCAAAC 198

Ad01A5389 Aradu.A01 5389 p2 (TA)7 14 15935033 15935046 GCAGAGAATTCCCAGTGAGG CTTTTCCGTCCAGTACCCCT 225

Ad01A5391 Aradu.A01 5391 p2 (AT)7 14 15938910 15938923 TCATTTTCCCCAAGTCAAGG CCTTCATTTTCCTTTTATTGCAC 216

Ad01A5392 Aradu.A01 5392 p3 (CAG)5 15 15954572 15954586 TCAGAACCTTGCCAAAAACC AGAGATCCATCAGGAGCCAA 196

Ad01A5394 Aradu.A01 5394 p2 (AT)11 22 15961952 15961973 AACTCGCTTGCGTGAATACC TGCACAACACCAATCAGACA 230

Ad01A5398 Aradu.A01 5398 p2 (AT)7 14 15966241 15966254 TGGCATTCCAATTCAAGGTT GCGGCGGCTAGATTTCTTAT 229

Ad01A5399 Aradu.A01 5399 p2 (GT)6 12 15979366 15979377 TGAATTGGGTTCAGGGACTT GCGTGCAAAGAAAGCTAAGG 277

Ad01A5400 Aradu.A01 5400 p3 (ATT)8 24 15979689 15979712 GGCCCTCTATTCCCAGTTTC AGACAAGGGCGGAATTAGGT 278

Ad01A5403 Aradu.A01 5403 p3 (GAA)5 15 15989528 15989542 GGATTTTGGATGCTAGGAGTTG TGAAGCGCATCATCATTCTT 215

Ad01A5404 Aradu.A01 5404 p3 (GAA)5 15 15989663 15989677 AGACAAGAATGATGATGCGCT CATCGACCTTTTTCGGTGAT 238

Ad01A5406 Aradu.A01 5406 c (T)12gggtattaccatgtgactgacttattaaagcatgtagatacgtctataaga(T)1073 15996328 15996400 CATAGGAAACTGCATGCGTAA CGATTTAGTATTTGACCATTGAAA 273

Ad01A5407 Aradu.A01 5407 c (TCC)5ttctattggaatttcggcttctcctttcttt(TCA)19103 15998689 15998791 CCCCTTTCGTTACTGTCATCA CTTGCGTCTTGAATGAACCA 272

Ad01A5412 Aradu.A01 5412 p2 (TA)7 14 16055094 16055107 TGATGGTGGAAATGTTCGTG CATTGCAAAACCCTCATTCA 250

Ad01A5413 Aradu.A01 5413 p2 (CT)6 12 16064960 16064971 TTGCCTAATAGGAGCAGGGA ATTAGGGTTGGGTTTGGGAG 222

Ad01A5416 Aradu.A01 5416 p2 (TA)7 14 16096126 16096139 TGATGGTGGAAATGATCGTG CCTCATTCAATCATCGACCC 212

Ad01A5418 Aradu.A01 5418 p2 (GA)9 18 16100640 16100657 GTAGAAGCGGCAACAGAACC GCGAATCCTTTTTCCATTCA 185

Ad01A5419 Aradu.A01 5419 p3 (AAT)17 51 16101037 16101087 AATTCACCGATAAAACCGACA AACATTTGGACTGGACTTTTATTT 262
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Ad01A5422 Aradu.A01 5422 p5 (AAATA)5 25 16125695 16125719 GGCAATTTTTGTTGCGAGAT GCTCAAATAGCATAGTCTCCACA 162

Ad01A5423 Aradu.A01 5423 p3 (AAG)5 15 16140132 16140146 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad01A5425 Aradu.A01 5425 p3 (CTC)5 15 16172929 16172943 CTCCGAGTTTCGTGAAGACC CAAGATTGGACGAGAGGAGG 269

Ad01A5426 Aradu.A01 5426 p3 (ATA)18 54 16190823 16190876 CAATGTCATTCTAATCCGAGC AATTTCTGCCGCTATCTGTCA 279

Ad01A5427 Aradu.A01 5427 p3 (TAA)15 45 16192879 16192923 CATCTTCCGGCATTTCCTTA TTTTTGCATTAGTTACGTTTTAATTCT 201

Ad01A5429 Aradu.A01 5429 p3 (AGA)5 15 16217448 16217462 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104

Ad01A5431 Aradu.A01 5431 p3 (AGA)20 60 16221502 16221561 CTCGGAAGTGGAAGCTTTTG CTTCACCTAGGCCGAACGTA 246

Ad01A5432 Aradu.A01 5432 c (A)12cttgagagtctgctagttaatttatacttcttttatttaatctctatttaacaaacca(AAAT)590 16228138 16228227 TGCATAGAGACCGAAAATACTGA GTTTTCTGTTTTCGGGGAGG 264

Ad01A5433 Aradu.A01 5433 p2 (AT)6 12 16228347 16228358 AATAAATCCCTCCCCGAAAA CGCAGTCATCACTAACATGC 270

Ad01A5434 Aradu.A01 5434 p3 (AAT)5 15 16229438 16229452 CGCTCATTTTGTCCTTCCAT TGGCCTTGTGACACTTACCA 254

Ad01A5442 Aradu.A01 5442 c (TA)8aaactttagtattgttttggcatacatgttattgtggccattgagattattt(TA)986 16245751 16245836 ATGTATGCGCGACTGTTCAT TGGCCTACAGAATTACATCCG 248

Ad01A5444 Aradu.A01 5444 p2 (AG)6 12 16264174 16264185 ATAACGGACGGCGACTAAAA GTGGTGGAACGTGGAAGTCT 247

Ad01A5446 Aradu.A01 5446 c (TGG)5tgctgctggtt(GTG)644 16277924 16277967 TTGGTTGGTGTGATGCAGAT TTACCTCCTCCACCATCACTG 143

Ad01A5448 Aradu.A01 5448 p3 (CTT)5 15 16282180 16282194 TCGAATCGTTACTGCACGTT CCTCCTCATCATCTGCTGCT 235

Ad01A5449 Aradu.A01 5449 c (AT)8tattcactaaagttcgttcctgtgttattattattattcactatttaacctaatacttcaaatcat(TA)694 16317708 16317801 TAATACTTCACCAAATATCTTTCACC ATGCACTTTATGAAAGGGAATTAT 277

Ad01A5451 Aradu.A01 5451 p2 (AT)9 18 16318787 16318804 TTTAACTCCCCAGATTCCCC TATGGCTAATGAGCTCGCCT 212

Ad01A5452 Aradu.A01 5452 p4 (TTAT)5 20 16321536 16321555 TAACATGTGGTGGCAATGCT TGCTTGCTTTTTCTTTTTCTTTC 266

Ad01A5454 Aradu.A01 5454 p3 (CTT)5 15 16323802 16323816 CGCATTTCAATAACGCTTCT TGAGAGAAAACACGCGAAGA 193

Ad01A5455 Aradu.A01 5455 p3 (ATT)8 24 16326574 16326597 TGCTGCCAAGCCTAATTCTT TGGTTATTAAACGGTAACTAATCCATC 235

Ad01A5457 Aradu.A01 5457 p2 (AG)8 16 16328097 16328112 CTGCCGTAAAATCCCAAAAA ACGTTTCGCGCTTTTGTAAC 219

Ad01A5458 Aradu.A01 5458 p2 (TC)7 14 16328350 16328363 AAAGTACTAGCCGCAATCCG TGTTTTCCAGATGCAGTTCG 249

Ad01A5462 Aradu.A01 5462 p3 (TCT)7 21 16342983 16343003 ACGAACCTCCATCTCTCCCT CTAGAGGATTCTCCGGCCTT 169

Ad01A5464 Aradu.A01 5464 p2 (CT)8 16 16365945 16365960 TCATCATTGTTTCTGCATTTCC CATGGCATGCATATACGGAG 226

Ad01A5465 Aradu.A01 5465 c (AC)30agatataatatatatc(TG)9tatagatttctccttg(TA)7124 16367057 16367180 TTCTCCATCAAGCCTTTTTGA CGCTAGGCATCTGGAGTTTC 250

Ad01A5466 Aradu.A01 5466 c (CT)8aatgccttttcctctt(TC)644 16382276 16382319 CGACGGTAATCTTGCCCTAA TATTAAGGGAGCAACGACGC 275

Ad01A5470 Aradu.A01 5470 p3 (GAA)5 15 16417793 16417807 AGCATCTTCGAGTTCGTCGT AGGAGGAAGGAAGTGACGGT 244

Ad01A5472 Aradu.A01 5472 p2 (CT)6 12 16436817 16436828 ATTTTTGCATGCCATTTGGT TGAAGGGTGAAGTAGGTGGG 221

Ad01A5475 Aradu.A01 5475 p2 (AG)6 12 16453454 16453465 TTTGCAGAACTCACACTCGAA CAAAGTCATTAGTGGCCTCAGA 246

Ad01A5476 Aradu.A01 5476 p2 (AG)6 12 16457847 16457858 TTTGCAGAACTCACACTCGAA CAAAGTCATTAGTGGCCTCAGA 245

Ad01A5483 Aradu.A01 5483 p6 (TAGTTA)7 42 16468014 16468055 GGCCTTGCAAACTGGAATAA TGGAAAAGAATTTCCTAATCAAA 278

Ad01A5485 Aradu.A01 5485 p2 (TA)11 22 16478583 16478604 CTACGGCTACGCTTTTCAGG TGCTTGTGAATCTTTAGAATGTATTT 242

Ad01A5486 Aradu.A01 5486 p2 (GC)6 12 16484134 16484145 GCAAAGATTGGATCAAGGGA TTAAAGTGGGCCACGGATAG 276

Ad01A5488 Aradu.A01 5488 p2 (TA)8 16 16493271 16493286 TGTTAGGTTAGGCTGGTGGC CCATATAGCGAGCACTGCAA 166

Ad01A5496 Aradu.A01 5496 p5 (TTGTT)5 25 16514299 16514323 AATGTTGGAACCTGGATGGA CGCAATGAGAACAGCAAAAA 206
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Ad01A5497 Aradu.A01 5497 p2 (TA)7 14 16515526 16515539 CCTTTGGTTGCAGCTCTTTC AGCTGCCTAAACTGCAGGAC 184

Ad01A5498 Aradu.A01 5498 p4 (TTAT)5 20 16515828 16515847 TGATGAAACTGACGGAAGCA CAACTGCGGGATTATCCAAT 206

Ad01A5499 Aradu.A01 5499 p3 (GGT)5 15 16518965 16518979 CCTTATCCTGCTTACCGGTGT GCAAGTGGTGCAGCATAAAA 150

Ad01A5501 Aradu.A01 5501 p2 (CT)6 12 16530525 16530536 CATCCTTGACCCTTCACGAT ATTAGGGTTGGGTTTGGGAG 198

Ad01A5503 Aradu.A01 5503 c (T)11acttttatttctc(T)1034 16560924 16560957 GGGCATTTTGTCCCCTTTAT GACTTTGGGACATTGGTTGG 242

Ad01A5505 Aradu.A01 5505 c (A)13gagtttttttctccccttccattttcttttgcttatcacattcgcatacttctactcctcccattttcatttagtttttgtagtatgttttcg(T)10116 16568555 16568670 CCTTCGACCAATACACCCAT TCATCACCCAACAATATCAAACA 271

Ad01A5508 Aradu.A01 5508 p3 (TTG)5 15 16580439 16580453 TGGTGTCCGATACATTAGCAG AAACCATCAAACAACAACAACAA 213

Ad01A5509 Aradu.A01 5509 p2 (TA)6 12 16586281 16586292 CTTTGTTTGAACAATGTGCG CAACCCCCTTTGAAAATTCC 272

Ad01A5513 Aradu.A01 5513 p3 (ATA)16 48 16612270 16612317 ACCAACCAGCCAACAAAGAC TTGAATTTGGGGCAGAAAAA 273

Ad01A5517 Aradu.A01 5517 p2 (TA)6 12 16627262 16627273 CAACCAAGTAAAACAGCCAAA TCATCTGACAATCACGACCC 221

Ad01A5521 Aradu.A01 5521 p4 (TATT)5 20 16636054 16636073 TTCGAAATTCTCTCCCTCTCA TTCTTGTCCTTGCTCCTGCT 239

Ad01A5522 Aradu.A01 5522 p3 (TCT)8 24 16639217 16639240 GGATCCCCACCTACCTCAAT CTAGAATGTTGCTCGCCCTC 185

Ad01A5523 Aradu.A01 5523 c (A)10ttgattcttgaagcaagaaaaagcagtgaagaacaaagcttg(A)1062 16640050 16640111 GCTTGAACAGCGGCATATTT GGGCCCTCCTATTCATTGAT 280

Ad01A5527 Aradu.A01 5527 c (TAA)11tgaaattgtatccttcgttgagaattgttccccttgttagttgttacgttcatgccattcatgtaaatcgtagacgtgttgttggcgcta(AAT)6141 16661517 16661657 TTTTATTATTCTGATTCTTCTAGCACC TCCGTTATGCTCACATCATAATA 261

Ad01A5530 Aradu.A01 5530 p2 (GA)7 14 16669381 16669394 GAAGGAGGTGAGTCTGTGCC GCTGACTTCTCTTCCCTCCA 263

Ad01A5532 Aradu.A01 5532 p2 (AG)6 12 16673139 16673150 ATGCATGGGAGTGTGAGTGA TATAAGATGCCTGCGTCCCT 237

Ad01A5536 Aradu.A01 5536 p2 (AT)8 16 16683185 16683200 TGGGTCCCTGTCACTAAAGG GGCTAAATCCGTCCCTATCC 139

Ad01A5538 Aradu.A01 5538 c (T)10cgttttttac(T)1030 16701681 16701710 GCACACTCTTTTTGCCTTGG TTGTTGTTCATGAATGTTGGC 197

Ad01A5542 Aradu.A01 5542 c (TC)16(TG)10tatgtgtatgtgtctgtgtctgtgtgtgtgtttgtt(TA)10108 16725256 16725363 TTTTGTTCATAACCCGAGCA ACAGCTTTTGCAGCTGGTTT 189

Ad01A5543 Aradu.A01 5543 p3 (CTT)7 21 16726056 16726076 TGCCCAGTGATGAATGCTTA GCAACAACACCAACAACTGC 156

Ad01A5544 Aradu.A01 5544 c (TC)7aaatgcatatacacacacacgcactaaatttggtgttggtgttggtgcttgc(GAT)684 16726443 16726526 GTTCATGATGATGCCCAATG GTGACGTTCATCAAAACCCC 226

Ad01A5547 Aradu.A01 5547 p2 (TA)10 20 16728278 16728297 ACTGGAGCCTGCATCACTCT TTCATAGCCTTCAAGCACCA 146

Ad01A5549 Aradu.A01 5549 p2 (AT)9 18 16736671 16736688 ACGCACTTCAATTCTTTCGG TGCATCCAGACGAAAAGAGA 160

Ad01A5556 Aradu.A01 5556 p3 (TGA)5 15 16787771 16787785 TGGAAGAGTGACAGGGATGA GCAATGGGTAGTACCAAATATGAA 199

Ad01A5557 Aradu.A01 5557 p4 (TGTA)9 36 16789160 16789195 TGAATGCATCCCTTCATTGT TTGGTTGCTGCTGTTGTTTC 226

Ad01A5558 Aradu.A01 5558 p2 (TA)7 14 16792393 16792406 TGGGGTATTTTTGTCCCCTT CTTGGGACATTGGTTGAGGT 218

Ad01A5560 Aradu.A01 5560 p2 (TC)6 12 16836817 16836828 CCCAATGATGCACAATTCAA CCCACCGGTTTCATTCATAG 271

Ad01A5561 Aradu.A01 5561 c (TCT)5ccttctattccatcctcttcactgttaccacaacttgc(TAT)1495 16838085 16838179 TTTGATGTGCCCAGTGATGT ATCCATCAAGGTGGGTGAAC 275

Ad01A5565 Aradu.A01 5565 p2 (AT)8 16 16847635 16847650 CGAGATATGGCAAGTCAGGC CATCAAACGAAGGGCATCTT 152

Ad01A5568 Aradu.A01 5568 p2 (GT)6 12 16899027 16899038 ATTGGTCACCCCAATTTCTG TGCTTTTGGAACCGTCTTTT 141

Ad01A5569 Aradu.A01 5569 c (GT)10(GA)10 40 16900310 16900349 CCTTCCTTGCCTAGAATCCA TGTCGCATGCTATGTTGTTG 280

Ad01A5572 Aradu.A01 5572 c (T)10caaacaaaccgaaaatgttataagaagaaattttagttagcagtcagattttttttt(A)1077 16909536 16909612 AGACGGAGAAAGGAGGAAGG CATTAGTCTCCACTCTCCAATCA 227

Ad01A5573 Aradu.A01 5573 p3 (TTC)5 15 16911449 16911463 GCTACTGTCGCATCTCCTCC CGAATTTTACAGGCATCATCAA 151

Ad01A5574 Aradu.A01 5574 p2 (TG)6 12 16914494 16914505 TAATGGCTCATCCCAAAACC CCGAGTTGGATCTTTTCTGC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A5575 Aradu.A01 5575 p2 (AT)7 14 16916097 16916110 TTTTCCTTTGTATTTCTTTTTGGTT CACCGACTAATTTTTGGTATGC 277

Ad01A5576 Aradu.A01 5576 p3 (AAT)11 33 16917157 16917189 AGCGACCGCTTGGATAACTA TTCTCATGCAATACATCACTTCTG 265

Ad01A5580 Aradu.A01 5580 p2 (AT)7 14 16940213 16940226 CGTGAAAGCATCTCAAGCAC TCCGGTTTACGTTTATCGCT 226

Ad01A5581 Aradu.A01 5581 p3 (AAC)5 15 16950393 16950407 AGGAGGCAGAGACAATGGTG TTGAGGGGATTGTGATTGGT 172

Ad01A5582 Aradu.A01 5582 p3 (TAT)8 24 16968638 16968661 GATCTTGCCTATGTCACGGG ATGCCATGCAATGAACTTGA 190

Ad01A5583 Aradu.A01 5583 p2 (GA)7 14 16970321 16970334 AACGAACATGATGGCAGACA CATCCTCCTAGCTCCTTCCC 169

Ad01A5586 Aradu.A01 5586 c (A)14ccatatgtatctgaaatagattgagttcccgtttatttctatgattctaatatattatgcttttgaaagaataataaaatgtccttcaggat(A)10116 16976069 16976184 ATGGGAGTAATTTATCCTTTCTTTT TGGTCCATTTATACAAATCCATAAG 276

Ad01A5588 Aradu.A01 5588 p2 (CT)6 12 16997353 16997364 ACCATCTTCTTCTCCCCCAT AAGAAGCTGGCAGTGGTGAT 245

Ad01A5597 Aradu.A01 5597 p2 (TA)7 14 17069415 17069428 CCGCCAAGAAAGAAGAACTG TCAAGGCATACCAAAAAGGC 139

Ad01A5598 Aradu.A01 5598 p3 (AAG)5 15 17070364 17070378 GAGTAGCAACCCCAGATGGA ACATAGCCTTGGATTGCCAC 210

Ad01A5599 Aradu.A01 5599 p2 (AT)7 14 17070864 17070877 AAGTTTTCAGGCGCGTTTTA ACAGCAAAGCGAAAGCAAAT 250

Ad01A5603 Aradu.A01 5603 p3 (ATA)15 45 17073075 17073119 GGTTTGGCCAGTTCACAGAT TGTCTTTGGTTGGATGATGC 221

Ad01A5608 Aradu.A01 5608 p2 (GA)6 12 17094787 17094798 GGGATGGAGGTGATTAGCAA CAGGCAGCAGTCTGGTGTTA 240

Ad01A5614 Aradu.A01 5614 p2 (TG)11 22 17126158 17126179 CGCTCTCTGCTCTCTCGAAT CGCCACTCACCTACTCCTTC 128

Ad01A5620 Aradu.A01 5620 p2 (GA)14 28 17167257 17167284 CCTGTCTTCGATTCGACCAT CCTACGATTATGCCTCCCTG 263

Ad01A5621 Aradu.A01 5621 p2 (GA)20 40 17169018 17169057 GGTGATACTTCAAGGGGAAGG GCCTAGGCCTTTTCAAATCTT 277

Ad01A5623 Aradu.A01 5623 p2 (TA)7 14 17207763 17207776 TTCATGACGAAAGTGCCAAG CTATCTGAAATGGGGCAAGC 264

Ad01A5626 Aradu.A01 5626 p4 (GAGG)5 20 17214464 17214483 AAGGAGAAAATGGGAGGACG AAGATGGTCGTGGCTTCATC 228

Ad01A5627 Aradu.A01 5627 p2 (CT)6 12 17217456 17217467 TCAACCAAAGCCAAGAATGT TGCATAGACTCAGGAGAGCAGA 268

Ad01A5628 Aradu.A01 5628 p3 (ACA)6 18 17221444 17221461 CGGCTCATTTAGCTTGTGCT TGGCATCGTTTGATTCATGT 244

Ad01A5633 Aradu.A01 5633 c (TTG)5ttatttacttttttaatattagtaatattattatttgttttgcttttatgtcagtattatttttaatttttagattcttattactatttattgttctc(ATT)16161 17246993 17247153 TTTGAATCTTGATGCCATGC CAGTTACAACAGCTGGGGCT 269

Ad01A5638 Aradu.A01 5638 p3 (GAT)10 30 17278147 17278176 GCCCCACAGCATTAACATTC ACAGGGAAAAGAAGCAGCAA 199

Ad01A5639 Aradu.A01 5639 p3 (CTG)5 15 17278885 17278899 TGCTGCTTGATGAGTTCTGG CAATTTCAATTCACATGGCG 275

Ad01A5640 Aradu.A01 5640 p2 (TA)10 20 17279956 17279975 GACTGGACAAATCAGTTTAACAAAAA GGGATGTATCTATAAAGTGGCAGAA 247

Ad01A5642 Aradu.A01 5642 p2 (CT)16 32 17283680 17283711 AACCAGTTTGATCCGACCAG GCAACGAGACAGATGAACGA 272

Ad01A5643 Aradu.A01 5643 p2 (CT)6 12 17285578 17285589 CGGATCCCCTTTCTCCTAAG CAAATTCACAACTTCACCAGG 144

Ad01A5646 Aradu.A01 5646 p2 (TA)6 12 17290590 17290601 CACCAATCGTAATACATGCCA TGGTCTCCAGATTTGCTGC 129

Ad01A5650 Aradu.A01 5650 p2 (TA)8 16 17300186 17300201 CCGAAAATTTTAATATGGAGGG TGTGATAATTTTTAACTAAACACGCT 252

Ad01A5653 Aradu.A01 5653 p3 (TAT)8 24 17312832 17312855 AAGTGGAAAGTGGGAACGAA TCATGGGTGAATCCAAACCT 225

Ad01A5658 Aradu.A01 5658 p2 (AC)74 148 17366815 17366962 AAAACCATATAACCCACAAAGAAAA GAGGGATAGAATTTATGATATGCAA 276

Ad01A5660 Aradu.A01 5660 p3 (AAT)20 60 17370573 17370632 TTTGGAAAAATGTACACACAAACA TGAGGAAATGGACAAAGAAGC 279

Ad01A5664 Aradu.A01 5664 p2 (TC)6 12 17431797 17431808 TGGCAACATAAAGGAATCAACA GGAGCTAGAAAGGGGGATTG 229

Ad01A5665 Aradu.A01 5665 p2 (AT)11 22 17434698 17434719 CTACGACGTAAGGGTGACCG TCCCTTCTCAATCTCAGCGT 266

Ad01A5666 Aradu.A01 5666 p3 (ATC)5 15 17439272 17439286 CTTCGAATCTTCTATCGGCG CATTGATGCCTTTGCCTTTT 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A5667 Aradu.A01 5667 c (CAC)8(CTC)5 39 17442748 17442786 CGTTTTTCTCCGTGTCTCTTC TGAATTGAACCACACCTAGCC 266

Ad01A5670 Aradu.A01 5670 p3 (AAT)13 39 17445250 17445288 TCTTCTTCTTCCTCGCTGGA TCCGTCTCCTCCTTCGTAGA 211

Ad01A5673 Aradu.A01 5673 p2 (GC)6 12 17460247 17460258 GGGTAGTGGAGGTGGTGAGA TAACCCTGCAGCCAACTTCT 241

Ad01A5674 Aradu.A01 5674 p2 (GC)6 12 17460486 17460497 GTTATGCCCCAGGAATGAGA GTCCATATGCTTGCAACACG 133

Ad01A5675 Aradu.A01 5675 p2 (GC)6 12 17460635 17460646 CGTGTTGCAAGCATATGGAC TACGCACGCTCTCACAAATC 191

Ad01A5676 Aradu.A01 5676 p3 (TCT)5 15 17488597 17488611 TTCCTTCCATTTTTGCAAGC CTAGAGGTTTCTCCGGCCTT 278

Ad01A5678 Aradu.A01 5678 p3 (AAC)5 15 17494470 17494484 TGGAAATTGAAATGGAGCACT TGTTCCGTACTTGCTGCTTG 264

Ad01A5679 Aradu.A01 5679 p2 (TA)14 28 17495270 17495297 GATTTGGAATCGACGCCTAC GTGCTAGGTGGGAGACAACC 219

Ad01A5680 Aradu.A01 5680 c (A)11gcagtgaattc(A)1032 17522585 17522616 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 197

Ad01A5685 Aradu.A01 5685 c (CT)11tt(ACC)5 39 17554370 17554408 GCCTCCACCTCTTTCTCCAT GGTAGTGGGTGGTATGGTGG 110

Ad01A5686 Aradu.A01 5686 p2 (GA)10 20 17555535 17555554 TGAGGATCTTGGATCTTGGC CACCAGACCACCAGTAACCC 197

Ad01A5688 Aradu.A01 5688 p2 (AT)11 22 17562818 17562839 GGTACCAAATTAAACATAATTCAAACA TCGCAATTAAATGGAGACAGAA 266

Ad01A5689 Aradu.A01 5689 c (T)11agaattttgtg(A)1032 17564951 17564982 GCATGGCCCTGTGTTACTTT CAGGGTTCGATTTGCATTTT 147

Ad01A5695 Aradu.A01 5695 p2 (AG)11 22 17587352 17587373 CCAAACATAGTGCAAAGCGA TTTGGCTTGATTGGGAAGTC 238

Ad01A5696 Aradu.A01 5696 p3 (CTT)5 15 17588533 17588547 GTGCCCCGTGTCTACTTTGT AACGCGAAGAAGAAAACGAA 246

Ad01A5697 Aradu.A01 5697 p3 (GAA)5 15 17590230 17590244 AACGCGAAAGAGGAGAACAA CGGGAAAAGCTCTGCATCTA 223

Ad01A5699 Aradu.A01 5699 p2 (CT)6 12 17596124 17596135 AAATCAAAGGGGCAAGTGTG GAGTGGGGGATTCAAGGATT 271

Ad01A5701 Aradu.A01 5701 p2 (AT)11 22 17624867 17624888 TGGTCTTATCTTCGCAGGTT TCGCCACATGTAACACCCTA 280

Ad01A5702 Aradu.A01 5702 p2 (TA)6 12 17625586 17625597 CATGGAACTAATCGGACCGT GAGGAGAGTTCTTGAGGGGG 211

Ad01A5703 Aradu.A01 5703 c (A)13ctaattatctttatcgataatgtaaatatgcttctagttaacattatattaatgatttatctaatactctcttccttcaataatatgg(T)13114 17634564 17634677 TTTGTGTGTGTATTTTTCTCCTGA CCTTGTAAATGTTTCTTTCCCC 254

Ad01A5705 Aradu.A01 5705 c (AT)7aaatgacttattc(TTA)851 17645773 17645823 TGATGGACTTTTAACCCGTTTT TTATGGCAGGGGCTAAATTG 113

Ad01A5710 Aradu.A01 5710 p3 (ATA)5 15 17652082 17652096 AAAGACCCAATTGAAAAGAAAAA TACGCAAAAGTGATTGCCAG 166

Ad01A5711 Aradu.A01 5711 p2 (TA)6 12 17652867 17652878 CTTGTCGAGGTTGTTGCTCA GGATGTCGCATTTGTGTCAG 272

Ad01A5716 Aradu.A01 5716 p5 (TTATC)5 25 17706447 17706471 TGATGGTGCTGATCCTGTGT AACACGACCCAAATCCAGAG 280

Ad01A5718 Aradu.A01 5718 p3 (TTC)6 18 17717917 17717934 TGAGTTGACTCTCAGATTTAGGC AAGTTGGCCCCGACTACTCT 227

Ad01A5719 Aradu.A01 5719 p3 (ATA)5 15 17731497 17731511 GAGTTAAGACCTTTTGAGTAGCTTTTT AGCTTTAAGTATGCGTTAAATCAAT 254

Ad01A5720 Aradu.A01 5720 p3 (TTA)7 21 17733409 17733429 CATGGGTACAAATGTCAGCG GTAAGTGGAAAAACCGCACC 255

Ad01A5721 Aradu.A01 5721 p6 (AAAAAG)5 30 17754730 17754759 GGCAACCCGATAAATTCGTA ATTCCTGCGCAACTCTCTGT 241

Ad01A5722 Aradu.A01 5722 p2 (TC)6 12 17755292 17755303 ATTATGAAGAATGCGCGACC AGATGATTCGCCTCCCTTTT 244

Ad01A5723 Aradu.A01 5723 p2 (GA)18 36 17762173 17762208 TTGAACACAGAGAGAGAAGAGAAGA CACCTTCCTCTTTTTCAAAATTC 241

Ad01A5725 Aradu.A01 5725 p3 (TTA)5 15 17800119 17800133 TGATAGGAGCAAGGATTGCC GGAAGCATCAAAAGAAGAAACC 238

Ad01A5726 Aradu.A01 5726 p2 (AT)7 14 17812251 17812264 ACAAAGAGTCCTGGTGGTGG TCTTTCACAGCTCTTTGCGA 246

Ad01A5727 Aradu.A01 5727 c (A)10caactaagagacaccaaacttaaaaatt(A)1149 17819912 17819960 TCAAGATAAGAAAAGATAGCAAAGATT TTTAAATTTGGTGTCCCCCTC 262

Ad01A5729 Aradu.A01 5729 p3 (TGT)5 15 17841298 17841312 TTTTGGATATATTTGGTTGTGGA GATGCAAAGGTTTGCTGTCA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A5730 Aradu.A01 5730 c (A)13ttggcaatttcaatctctcaagattccctatccgctagagtaatactactacaaacat(A)1081 17843931 17844011 TTGGTGTTTCTTCTTGATGAGC TGCAGTTGTAGAAATGTTGTATGC 249

Ad01A5732 Aradu.A01 5732 p2 (AT)10 20 17845653 17845672 CACAAAATATTGCATCAAAATATGAC AATTCATCTCGCATGATTTTATTT 173

Ad01A5734 Aradu.A01 5734 p4 (ATTT)5 20 17848753 17848772 GGCAACCTTTTTCGACTGAG TGTTGATAAGCTGGATTTTAGCTG 276

Ad01A5735 Aradu.A01 5735 p3 (CTT)5 15 17849342 17849356 AGGCTCCATTTCTCCCTCTC CCACCGAATGAAGAGCTGAT 171

Ad01A5736 Aradu.A01 5736 c* (GAA)5(AAGA)5*30 17861223 17861252 GATCACCTTTTTCTTGGGCA GATTGCATTGTAAGGGCGTT 270

Ad01A5741 Aradu.A01 5741 c (ATT)16ttctgattctgcaatatgttcctctagcacaggtg(GTT)6101 17911950 17912050 ATGCCCTGAATCCCAAGTTA GGGTACAAGTCAAGAAAAGCCA 280

Ad01A5744 Aradu.A01 5744 p3 (AAT)24 72 17926930 17927001 TCTTAGAAGAGGATTGGCGG GTGATGCAGCAAGTGAGGAG 242

Ad01A5745 Aradu.A01 5745 p3 (AGA)5 15 17935269 17935283 AGAAGGTTTGCTCGTCCTCA AAAACCCCACCTACCTCACC 245

Ad01A5746 Aradu.A01 5746 p2 (AG)6 12 17935569 17935580 ATAGGTGAGGGGTTTTTGGG GCCAGAAATGGCAGAAAGAG 176

Ad01A5750 Aradu.A01 5750 p3 (CTT)9 27 17972204 17972230 TCAGTTCCTGCTGTGATTCG ATTCTTCCTTGCCACCACAC 225

Ad01A5751 Aradu.A01 5751 p2 (CT)6 12 17979730 17979741 TTCCAAAATCGAAGGTATCCA GGAATCAGGGGGACACTTCT 241

Ad01A5753 Aradu.A01 5753 p2 (GA)6 12 17984725 17984736 AGTTGGGCCAGCTTTACTCA TGAGTGTCATGCAGCACAAA 245

Ad01A5754 Aradu.A01 5754 c (T)14gattttgaaaa(T)10gattttgtaaa(T)1056 18001803 18001858 AACAATGCATGCAAGACACC TTCTTTGAAAGCTTGGCTGG 266

Ad01A5755 Aradu.A01 5755 p3 (GAA)5 15 18006548 18006562 CGCAAGGTCATAGCACAGAA TTCTTTGGTGGAGAAGGTGG 128

Ad01A5756 Aradu.A01 5756 p2 (GA)6 12 18009058 18009069 TCCAATGCATGATTCGAAAA CTCTTGCTTGAGTGTCGTGC 207

Ad01A5763 Aradu.A01 5763 p2 (GA)6 12 18021201 18021212 GAGCCGTCACCGTCACTATT GGACAGAACTCCCCTTCCTC 117

Ad01A5767 Aradu.A01 5767 c (GA)23ggaactcacatgaaaaggatggcgcggcagcgggttcggcagaggaa(AAG)5108 18038736 18038843 ACCGGTAAAGACATTGCAGC TTTTCTTTTTCTCCGCCTGA 246

Ad01A5772 Aradu.A01 5772 p3 (AGA)5 15 18044138 18044152 CCTGCATCCTGAATATGCGT TGGAACATCCCCAAGGTCTA 280

Ad01A5773 Aradu.A01 5773 p2 (CT)18 36 18048818 18048853 CATCTCCCTCTCATTTCGGA AGAGGGCAACCTACCCAGAT 250

Ad01A5774 Aradu.A01 5774 p3 (CAC)7 21 18054097 18054117 CCCATTTTCCCTCTTCACAA CCTCTCAACGATGCCATTTT 198

Ad01A5779 Aradu.A01 5779 c (TCA)5(TCT)7 36 18071713 18071748 CAATTAGCCAAGGGTGGAGA CTGAAAGGCGGTGGTGTAGT 134

Ad01A5780 Aradu.A01 5780 p2 (AC)6 12 18076646 18076657 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 131

Ad01A5781 Aradu.A01 5781 p3 (TCT)6 18 18084737 18084754 TCCATCATCTCTTTCCCACC TCTCTCCATCTCCCGTGACT 267

Ad01A5785 Aradu.A01 5785 p3 (AGA)19 57 18106102 18106158 AGAAGGAGGAAGAGGAACGC AGCTTGAGAGTACATCACGGG 165

Ad01A5794 Aradu.A01 5794 p2 (AT)6 12 18141351 18141362 TCTTCTTTTCCAAAACCTTCCA ACGGAGGTTGAGACAGGAGA 212

Ad01A5796 Aradu.A01 5796 p3 (ATG)5 15 18161337 18161351 CCCATGCATCGATACCATTT CGACGACGATGCATCAAG 274

Ad01A5797 Aradu.A01 5797 p2 (TA)7 14 18164151 18164164 GTGGTGGTGAGGTGATGATG CCACAGATTCGCACCTCATA 202

Ad01A5799 Aradu.A01 5799 p2 (AC)6 12 18176020 18176031 TGGAGTGCAAGTGCATATGAG AAAGAGAAAACTCGACCCAAAA 276

Ad01A5800 Aradu.A01 5800 c (TC)8ccctctct(TC)738 18178088 18178125 GAAATTTTGGTGTGCTCCGT ACTGTTGCCGTCTGAGGAGT 271

Ad01A5801 Aradu.A01 5801 p3 (AAT)7 21 18181980 18182000 GGTGCTCTAGAAATGGACGG GGTAACATTTTGCGCCACTT 194

Ad01A5802 Aradu.A01 5802 p2 (GA)9 18 18184742 18184759 CGAAAAAGTGGCAAGAGAGC CAATGGGTTACCGCCATATT 254

Ad01A5803 Aradu.A01 5803 p2 (AG)6 12 18191543 18191554 TTCTTTTGGTGTTTTAAATCTCTGG AGCTCCCAAGCAAAACTGAA 228

Ad01A5804 Aradu.A01 5804 p3 (TAT)10 30 18195561 18195590 CATGCACAGTCATATTAAATTCTTGA TGTTAAGTTTTATTTTTATGCATCTGA 236

Ad01A5805 Aradu.A01 5805 p2 (AG)6 12 18196811 18196822 TGATCAGAGTCTCGTACTGATAACG TCATTATATGGGCAGCTGATTTT 209
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Ad01A5807 Aradu.A01 5807 p3 (ATA)6 18 18205150 18205167 TTAAAGATTCAGAAATTATTCACTGG TCAGTATATTTAGTCACGTTATGTTCC 237

Ad01A5808 Aradu.A01 5808 p2 (AT)13 26 18213133 18213158 TTTTGACCAAGTCAACCCAA CCTTGGTGTTTTTCCTCCAA 185

Ad01A5810 Aradu.A01 5810 p3 (AAT)5 15 18223309 18223323 GCAGGAACAAGGATAAAGGC AAACTTGGACGTTGGTTTCG 206

Ad01A5818 Aradu.A01 5818 p3 (GAT)5 15 18255885 18255899 TGCAACAATGGTGTGCTGTA GCGAGGAGAAGCACCACTAC 276

Ad01A5819 Aradu.A01 5819 p3 (TTG)6 18 18256433 18256450 GGTGTGTCGTCTCACATTGG TCCTTCACCAACCTACAGCC 198

Ad01A5822 Aradu.A01 5822 p4 (AAAG)5 20 18264460 18264479 TTTACTGGGTTGGGCCATTA CACAACCGAACCAAATTCCT 209

Ad01A5825 Aradu.A01 5825 p2 (CT)6 12 18290228 18290239 GGAACATTGAACCTGGAATGA TTTGACCCAGTTCTCGATCC 211

Ad01A5827 Aradu.A01 5827 p2 (TA)8 16 18294029 18294044 TCAGTGACCTGTTGCTAAATGC GGACAGCTGATTTCGTGGTT 158

Ad01A5828 Aradu.A01 5828 p2 (AT)6 12 18297612 18297623 CCTCATAGTCCAAGAGCCTCA TTGCTGAAACTTCATTGGGT 276

Ad01A5832 Aradu.A01 5832 c (TCT)6ct(TC)23 66 18312143 18312208 GGAGAGAGGCAGAGAGCAGA CGACTGGCAAAGACGTTACA 196

Ad01A5835 Aradu.A01 5835 p2 (TA)7 14 18346981 18346994 ATTTGTTGACCCTCTGTCGC AGTTCCTCTGTACGCGCATC 274

Ad01A5836 Aradu.A01 5836 c (GC)7(GT)9 32 18347842 18347873 CTATGTGTGTGTGCGTGTGC AAAAGGAAAAGCGCCACTCT 222

Ad01A5841 Aradu.A01 5841 p2 (AT)7 14 18359004 18359017 TCAGAGAATTATGTGAGATCAGGA TTGCCAAAAGGACCCACTTA 269

Ad01A5852 Aradu.A01 5852 p3 (TCT)10 30 18388808 18388837 CGCAAACACCATAGCTTCAA GGCCCGATTAACCAATTTTT 238

Ad01A5853 Aradu.A01 5853 p3 (TTC)5 15 18397448 18397462 ATTGGGCATCAATTCGAAAG CTGAGAAAGAACAGGGCAGG 236

Ad01A5857 Aradu.A01 5857 p3 (TCT)7 21 18461787 18461807 CCCATAAACCCTACCCACCT TTTAGAATGTTGCTCGCCCT 245

Ad01A5860 Aradu.A01 5860 p2 (GT)7 14 18468711 18468724 GGGGACAAAATTACCCCAAT TAGGTTGTAATGGGGCCAAG 257

Ad01A5861 Aradu.A01 5861 p3 (ACA)9 27 18474900 18474926 AGAATAATAGCGCGTTTGGC ACATGACAGAGCACAATGGC 214

Ad01A5862 Aradu.A01 5862 c (TC)16tt(TC)7 48 18489582 18489629 TTCACGTTCTGTTCATCCCA TTTCTGCTCAGTGTTGTCGC 199

Ad01A5863 Aradu.A01 5863 p2 (TC)8 16 18489893 18489908 GAGCTCGACAGTAACCAGGC ACTACAGTCCCGTCTCACCG 168

Ad01A5864 Aradu.A01 5864 p2 (TC)25 50 18492618 18492667 TCTCCTCCTTCTCCGTCTCA AAGGAAGGATGCACGAACAG 215

Ad01A5865 Aradu.A01 5865 p2 (TC)6 12 18492929 18492940 TCGTGCATCCTTCCTTTTTC GGAGCCGTCATAAACGTCAT 243

Ad01A5866 Aradu.A01 5866 p2 (TA)6 12 18493150 18493161 ATGACGTTTATGACGGCTCC CCTCCTTGGAGAAGAGCTGA 271

Ad01A5870 Aradu.A01 5870 p3 (TAC)6 18 18520922 18520939 CAAAAAGTTTTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 268

Ad01A5879 Aradu.A01 5879 p3 (TAT)5 15 18568366 18568380 CAGATAACGGAGGGCCATT CCTCAAATCTTCTCTTTTGGTTTC 177

Ad01A5882 Aradu.A01 5882 p4 (AAAT)7 28 18583267 18583294 CGAAGTGACTTGCGTCAAAA CAGAGTGCAAGTGCATGTGA 227

Ad01A5883 Aradu.A01 5883 p4 (AAAT)5 20 18611977 18611996 AAAAGTGAACTCGACCCAGAAA AACGGAAGAAGATGGAGTGC 279

Ad01A5886 Aradu.A01 5886 p2 (AT)6 12 18620755 18620766 CCAAATCTGGGCTTAGCCTT TGCTTTCACGAATTGACCCT 273

Ad01A5888 Aradu.A01 5888 p3 (ACA)7 21 18624033 18624053 CATCTCCATATTTAAAGTTGATTTGA ACATGACAGAGCACAATGGC 231

Ad01A5891 Aradu.A01 5891 p3 (ATT)12 36 18636887 18636922 AGCAACTGTAGAAGCAGGGC AGAGGAGTGGGAGGAAGCTC 241

Ad01A5894 Aradu.A01 5894 p2 (TC)7 14 18642232 18642245 TTGACAGCCACAGAAGCAAC GGGTGCTGATTCAAAAGCTC 126

Ad01A5896 Aradu.A01 5896 p2 (GA)19 38 18675744 18675781 CGGTGACAGACTCAGACGAA TGCCCAATCCCTTTTCTCTA 177

Ad01A5899 Aradu.A01 5899 p3 (TCT)5 15 18689464 18689478 ATTTCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 207

Ad01A5902 Aradu.A01 5902 p2 (AG)6 12 18725026 18725037 CCTAACACTCACTCCACCGC GGATGGTGGCAATAGCGTAG 157
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Ad01A5905 Aradu.A01 5905 p2 (CT)7 14 18741510 18741523 AACCAAATTGGCAACATCAA GGAAACATGCAGAGACTCGAT 252

Ad01A5908 Aradu.A01 5908 p2 (AT)6 12 18744242 18744253 TCAACAATTTCGTGAGTCTTTTT CGTGAAGCGGACATCAGTAA 249

Ad01A5910 Aradu.A01 5910 p2 (AT)6 12 18755450 18755461 GAGCTTGGAAAATCGGCTAA AACATGGTCCAACCCACAAT 256

Ad01A5912 Aradu.A01 5912 p3 (TTA)5 15 18759649 18759663 GGAGTCGACAATCATTAAACTGG CCAATCATCATGTTTAAGAAATCC 275

Ad01A5916 Aradu.A01 5916 c (A)10gaagaaaaagatgataataacgaagaaggaga(AGG)557 18789353 18789409 GCCAATTTCTTCGTCATCGT TTCCTGATAAATTTTGCATATCTCA 262

Ad01A5917 Aradu.A01 5917 p3 (ATG)5 15 18790188 18790202 AAGGTGCACTCGGTCTATTTT TGACCACATCACCACTTCCA 275

Ad01A5919 Aradu.A01 5919 c (T)10gtcaagtggattgaacagtcctcaatcttaggcattacacctatgttt(CA)670 18794388 18794457 ATGCTGGAAGACGAAATGCT GTTGAGGCTGGTTGTTGGTT 229

Ad01A5923 Aradu.A01 5923 p3 (ACC)5 15 18799490 18799504 CGTCTCCAACGTTTTATTTGG TGTTTCTGCTTTGCTTCTGC 275

Ad01A5924 Aradu.A01 5924 c (A)11tttaaattctttgatgagtgatgaagaaaagatgcttatagcatcagaaagaatactggagatgaatgtatgaaaatattggga(AAT)6113 18808256 18808368 CCTGTCAAATCACTTGCCAAA TCATGGAGGTGCATGTTGTT 256

Ad01A5926 Aradu.A01 5926 p2 (AC)8 16 18812048 18812063 TTAGGTGTAGCTTTAATAGTGGTTTTT AGAAAAGATCGGGCATGCTT 162

Ad01A5929 Aradu.A01 5929 p6 (ACTCTC)5 30 18816075 18816104 GTGGTGCTACCGTGTGTCTG AGAATGGTAGGGTGACGGTG 257

Ad01A5930 Aradu.A01 5930 p3 (AAT)13 39 18819886 18819924 CCACACAATGCGTGTTTTCT GTTGTGAGTGTTGCAGTGGG 186

Ad01A5933 Aradu.A01 5933 p3 (AAC)5 15 18852944 18852958 GAACTTGTTTGGAAACTCTTGGA TCCATATAGCCGACCTCACC 227

Ad01A5934 Aradu.A01 5934 p3 (TTA)6 18 18861671 18861688 TTCCTGAGCGTTGCTCTTTT TCCTCAGGTAGAACGAACTGC 218

Ad01A5935 Aradu.A01 5935 p3 (TTA)7 21 18868775 18868795 TCCGTTTTTCAAGGCTCCTA AGCTTGATTCCCTGCATCAC 198

Ad01A5937 Aradu.A01 5937 c (AG)20acagacagac(AG)1376 18887367 18887442 AGGCAGCATTGCTTACTGGT CCTTCTTGAACTGCTCCTGC 279

Ad01A5943 Aradu.A01 5943 p3 (ATT)6 18 18937262 18937279 GCCTAAATTATCAACACCGCA GAACAATTACATGGAGGCCAA 240

Ad01A5949 Aradu.A01 5949 p3 (TAT)11 33 18958883 18958915 GGTAAGATTTTACAAAACCAAGCCT CATTTAAATTTAGCCCTCACTAGC 194

Ad01A5951 Aradu.A01 5951 p2 (TA)6 12 18965646 18965657 TCAACCAAAGTCTCACAATCTCA TGGCAAATTTCTTAAAATACCAAA 264

Ad01A5953 Aradu.A01 5953 p4 (AAAT)6 24 18966129 18966152 CGCATAGGGCTTATTTAAGTTTG GGCTAAAGCCTCAAAAGATACA 238

Ad01A5955 Aradu.A01 5955 c (A)10gaagaccgagctcaagcaggggcactgttcataccctgggtcgagttgtccgacctggg(A)1483 18982788 18982870 TCACCAAAGAAGGACCGAAG AGGTTGCTCGCTTTGTCTGT 204

Ad01A5956 Aradu.A01 5956 p3 (TTC)5 15 18985970 18985984 CCATTTTCAACAATTGCCCT TTGGATCAGCGAATGTTTCA 246

Ad01A5959 Aradu.A01 5959 p2 (TA)6 12 18989664 18989675 AACCGTCTTTTAGAATATGTTTTTCA ACTTCCAATTTCCTTGGCCT 176

Ad01A5962 Aradu.A01 5962 p3 (GAG)5 15 19034934 19034948 TTGACAAAAATATGCACGCAC TTGCAAACAAAGGAAGGGTT 271

Ad01A5964 Aradu.A01 5964 p2 (CT)19 38 19035598 19035635 CCCCTTCCCTAAAACGTCAT AACCACGTGTTGCTGCTATG 264

Ad01A5966 Aradu.A01 5966 c (TA)7ataatattatatgttgtattgtg(TA)649 19040670 19040718 GGTCTTTCGAACGGAATCAA TCAAATGCAAATCTCTCTCTCTTT 208

Ad01A5967 Aradu.A01 5967 p2 (TA)6 12 19045988 19045999 TCTCGTGCTGATAACGTGTTG TCAAATGCAAATCTCTCTCTCTTT 191

Ad01A5968 Aradu.A01 5968 p3 (ATT)6 18 19050966 19050983 TCAACACCACATTTGGTATATTTG GAACAATTACATGGAGGCCAA 251

Ad01A5969 Aradu.A01 5969 c (T)10gaaa(T)10 24 19064179 19064202 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 237

Ad01A5972 Aradu.A01 5972 c (TCC)5ttcttatttcaaa(TTC)646 19075410 19075455 AATCACAAAGGCCACCAAAC AGAAAAACGCGAACAGAGGA 176

Ad01A5973 Aradu.A01 5973 c (TCC)6ttcttctttcaaatttgcgctcgtagg(TTC)560 19075844 19075903 TGGTGAACCGAAATCACAAA AACAACCAATTTCAAAGCCC 204

Ad01A5974 Aradu.A01 5974 p3 (GAA)5 15 19076228 19076242 TCCAAATCGCACTCATTCAA GCTCGCGTTATAGGCTTCAC 218

Ad01A5975 Aradu.A01 5975 p3 (AGA)5 15 19076367 19076381 AAGAAAGAAAACGCGAGCAG TGAGAGTGAAAACACGTGCC 121

Ad01A5983 Aradu.A01 5983 p3 (TAA)5 15 19101521 19101535 GTAAACGCCCCTAGCAATAA ACGATCATGACGTGCTAAAAT 280
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Ad01A5987 Aradu.A01 5987 p2 (TA)6 12 19130798 19130809 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 135

Ad01A5989 Aradu.A01 5989 p3 (AAT)5 15 19146660 19146674 ACGTTTGGTTTGGGAATTGA CCATACATTCATGCATCCCA 276

Ad01A5990 Aradu.A01 5990 p2 (AG)6 12 19148016 19148027 TCGGCCCAAAAACACATATT CAACATGGAAGTTCATAAGCCA 273

Ad01A5991 Aradu.A01 5991 p2 (TA)10 20 19156505 19156524 GGTCGCGTGGATTAATTTGT CCCACCATGGTATGATCGTT 271

Ad01A5992 Aradu.A01 5992 p3 (TAT)8 24 19163945 19163968 TCTCCATTAAAATTGACATATCACAG ACCTGCAAGTTCATGAGTCG 275

Ad01A5993 Aradu.A01 5993 c (GGT)6ggcggaggaggacgcggcggcggtgatggagggggacaagtaggtggtgga(GGT)790 19165935 19166024 ATATGTGGCGCACCTTATCC CAACCACCACTATCACCACG 269

Ad01A5995 Aradu.A01 5995 p3 (TAA)5 15 19187260 19187274 TTCACTTTGGGGCATTTTGT TAGGAACCTTGGGACATTGG 245

Ad01A5997 Aradu.A01 5997 p2 (TA)8 16 19193105 19193120 CATGAAACACGGATATTGCG CAAAATAAACCAACAAAAACATGC 164

Ad01A5998 Aradu.A01 5998 c (TTC)5ctcttcctccttttcttcttcttttctttcatttcttgccttctctttctc(CTT)5gctgcacgttcttcttcctcttcc(TCT)7126 19200357 19200482 GAATAAACCCAAAAACGCGA AACGTGCAAGAAGAAGAACGA 207

Ad01A5999 Aradu.A01 5999 p3 (CTT)5 15 19200586 19200600 TTTCGTTTCTTGCTTTCTCTTTC GAGGAAGAAGAACGTGCAGC 134

Ad01A6005 Aradu.A01 6005 p2 (AT)6 12 19230451 19230462 ATAATCGCGAAGGCGTATCA GTCTGAGAGACGGCGAAGAT 275

Ad01A6006 Aradu.A01 6006 c (CT)8tctttgagttctgaccgaaaatg(A)1049 19234894 19234942 TGAATCACCTTTAGCCTCCG ATGCCAATCCCTCAAAAGTG 207

Ad01A6008 Aradu.A01 6008 c (T)11ggctattttgcaatcgccgttattttctggctaaatggccgcaaaaatattgtattgtacactggcaattaattaacgc(T)10100 19238265 19238364 TTTCAAATGTATTTGGCGGC TCGTAATACCTTGCCACTTCA 271

Ad01A6010 Aradu.A01 6010 p3 (TAT)15 45 19249206 19249250 TGTTTGAGGGAACGACAATCT GCGCCAGGTTTGTATGTTTT 167

Ad01A6011 Aradu.A01 6011 p2 (TA)8 16 19251280 19251295 AATTCACCGGCCTTTTTCTC GCAGCGGTCAAAAGTTTCTC 251

Ad01A6012 Aradu.A01 6012 c (AT)6tcatgcatatacatactaaccacacttagattttctttccctttgtttctttggcttcggccaaaattaaaataatagaataagtcataattaa(T)11117 19251922 19252038 TCGGCCAAGTGATGATGATA CAGAAACTCTCTACTGCAACGG 270

Ad01A6015 Aradu.A01 6015 c (TAA)18ttgattatattatagctttgtagtttatcatattaaaagtttcatatatattttttagtagtacacatgtctagtaac(T)12144 19253883 19254026 TTGCAGAACTACATTATGTCATTGTAT TTCATCTGAGTTTCGTGGCTT 242

Ad01A6016 Aradu.A01 6016 p2 (AT)8 16 19260025 19260040 TTCCCTCGTGTTGTTGTTGA CGGATATTACGACGACTTCCA 173

Ad01A6017 Aradu.A01 6017 p2 (TG)9 18 19260180 19260197 TGGAAGTCGTCGTAATATCCG GGAAGAGCACGAAAAGCACT 197

Ad01A6019 Aradu.A01 6019 p2 (AT)7 14 19262793 19262806 GGCCACGTGTCACTCATTTA TCGGTACTCTTCGGTGAACTT 219

Ad01A6022 Aradu.A01 6022 p3 (AAC)7 21 19265783 19265803 TGCTTTTGGCTACGTCACTC TACTTGAGCTTAGCCGACCC 100

Ad01A6023 Aradu.A01 6023 p2 (AC)8 16 19274260 19274275 TGTGCCACTCTGATAGCTCG TTCGTTTCTATTTAAATGGTGTGC 274

Ad01A6025 Aradu.A01 6025 p2 (TC)6 12 19280499 19280510 ATACCGCACCAACTCCATTC CCATCGCATAGGACCAATCT 280

Ad01A6026 Aradu.A01 6026 p2 (AT)7 14 19283138 19283151 GCCTTTTCAATGGTGTTTCC GACAGTCCGGTGTACAAGCA 114

Ad01A6027 Aradu.A01 6027 p3 (GCT)5 15 19287061 19287075 TCCTCAACTCCTTCCACCAC TTGCTTCATTCATTCGCTTG 277

Ad01A6031 Aradu.A01 6031 p2 (TA)6 12 19299887 19299898 CACTTGCCCCACTCTCATTT GTGACGGCTGGGATTTAAGA 112

Ad01A6032 Aradu.A01 6032 p2 (GA)6 12 19306998 19307009 TCATGTTGCTGAAATCCCG TTGATGATGGAGGAAAAGGAA 193

Ad01A6033 Aradu.A01 6033 p2 (TA)6 12 19313339 19313350 TGATTATTTTCCCTCGCCTTT CTGCGCCACTCTGATAGCTT 263

Ad01A6034 Aradu.A01 6034 p3 (TGA)5 15 19321657 19321671 TCACATTTTTGGGCTTTCAA TAGCTTCAACTGCCGAGGTT 193

Ad01A6036 Aradu.A01 6036 p3 (AGA)5 15 19328650 19328664 TTACTTGAGATTGAGCAGGGG ACCTAGCCTCGAAGTCACGA 191

Ad01A6040 Aradu.A01 6040 p2 (AT)6 12 19336844 19336855 TGTTCGATCACGTGCTTTTT CCACCAAACGCTACCTTAAGAA 279

Ad01A6041 Aradu.A01 6041 p3 (TTA)6 18 19340791 19340808 ACTCCCAGACAATGGTGCTC CCTTGAAGCAAAAGAAACAGC 247

Ad01A6045 Aradu.A01 6045 p2 (CT)6 12 19387967 19387978 TAATCCACCCGGTGTTTTTC CTACATGTGGCTTGTGGGTG 260

Ad01A6046 Aradu.A01 6046 c* (AT)8ttctcccaagtaatatcttttttca(T)11ggtgccattgataaggattatcaagtagaaagaaacaaagtgaccaaatatggatggtttgatggaatt(GAA)5(A)10*144 19388607 19388750 GAATCAAATCGCTTGACCAAA TCATTGACTTTCATTTACCTCCTTC 241
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Ad01A6048 Aradu.A01 6048 p2 (GA)8 16 19398945 19398960 GGAGAGGAGAGGGAGGTGAC CAGTGGCATCTTTTCATCCC 130

Ad01A6049 Aradu.A01 6049 p2 (AC)9 18 19401400 19401417 AATCCGCTTCCTCCAAGTTT CCCTTTTCCACCAATTTTCA 205

Ad01A6052 Aradu.A01 6052 p3 (TTA)7 21 19425162 19425182 AATTTTCGGACAAAAGTGTCA GCCCCTTATACCTTAGGGTCG 276

Ad01A6053 Aradu.A01 6053 p3 (TCT)5 15 19425693 19425707 GCCGAGAAGAGAAACAGTGC TTCCAAATTTAAGCCAAATCA 221

Ad01A6055 Aradu.A01 6055 p3 (GAT)5 15 19429516 19429530 TGGAATTCGGTCATTGAAGA CTCGTATTTGATGATGCCCA 204

Ad01A6057 Aradu.A01 6057 p2 (TC)8 16 19430833 19430848 GCTGGTGCTGTGAGAAATGA GAGCATGATGAAGCTGTGGA 243

Ad01A6058 Aradu.A01 6058 p2 (AG)7 14 19439970 19439983 CCAAGACCCAAAAGCAAAAG AATAAAGGGGGTTGGGTGTC 195

Ad01A6059 Aradu.A01 6059 p2 (TG)37 74 19442583 19442656 GTTTTGAACGCCAGCTTAGG CACAAAAAGGGTCACAGGAAA 227

Ad01A6062 Aradu.A01 6062 p3 (ATT)5 15 19447363 19447377 CCACAACAACATCATCAGCC GGTGGAGTGGGTGGTAAGAA 256

Ad01A6063 Aradu.A01 6063 p2 (AG)8 16 19449356 19449371 AATGGTCGCAGAAAATGAGG ACGTGCCAAAAACACAACAA 265

Ad01A6064 Aradu.A01 6064 c (TA)6ttagcagggtttaaagtgttgta(AAAT)555 19450499 19450553 CCCTACTTGCTCCATTTCCA AAACAAAACCAAAATGCAATGA 249

Ad01A6065 Aradu.A01 6065 c (A)10gaaagaagagaatgaagtagtggtgttggtgacgacaataataaaaaagaagataacgtaagatgaaaaaaaag(A)1094 19454309 19454402 TGGAGGAGAAGGATGAAACG AGAATTGTTGTTCACATTCAAATAAT 200

Ad01A6069 Aradu.A01 6069 p2 (AT)9 18 19461372 19461389 TCAAGGCATGCAACCAAATA GTGAACAGCTGCAGCAACAT 184

Ad01A6070 Aradu.A01 6070 p3 (TTA)5 15 19464792 19464806 TGCTTTTCTCACGTTGAATGA ATCTGCTGTTTCCCTCGGTA 279

Ad01A6071 Aradu.A01 6071 p3 (TAA)12 36 19467507 19467542 CCTTCTCCGAAACCCAAAAT TGCAAATCCACTCTCAGCTC 212

Ad01A6072 Aradu.A01 6072 p2 (AC)7 14 19469994 19470007 GGGCTAAGGTAAGGGTGAAGA AAAAACAATGCCAAAAAGCG 160

Ad01A6075 Aradu.A01 6075 p3 (GGT)5 15 19484586 19484600 AAGAGTCAGAGAGAGGGGGC AGGTCCTTCTTCTTCCTCCG 206

Ad01A6081 Aradu.A01 6081 p4 (AAAT)9 36 19503933 19503968 CCTCAAAATCAAATGGCTACC CAACTCAACCCTCCGGATAA 177

Ad01A6085 Aradu.A01 6085 c (TA)9tttgggtgttttttgagacgtattcgtattttttttaaaaaatt(A)1072 19512336 19512407 AAACGAAGGTCAGAGGCAGA CCAATTAACCATGATATTAGATCACA 225

Ad01A6087 Aradu.A01 6087 p2 (TG)6 12 19514984 19514995 ATAGTAAGCGCGGTGGAGAA TACCATCACGCCCTAAGCAT 245

Ad01A6090 Aradu.A01 6090 p2 (AT)7 14 19540226 19540239 TGGCAATATGCTAGTCTCCTTG GGGTCACTGGTTGAATTGGT 270

Ad01A6091 Aradu.A01 6091 c (T)12cagaattttagtatttcagttctttttacaaaatagaaatcttaaaaagaaaaatgtgtcccttgtttcgtttcgtctgcctttccaaatt(A)10gaaaaattcattaattttggt(A)12146 19543610 19543755 TCGAGGTATTCGGAGTTTCG TTGGCGTGTGACTTTTGTTC 274

Ad01A6092 Aradu.A01 6092 p2 (CT)8 16 19563335 19563350 CGGGGAGGGTATGATTCTAAG AAGTGAAGTGTCCCACCCTC 160

Ad01A6093 Aradu.A01 6093 c (TC)11ta(TC)6 36 19573201 19573236 AGCAAGCAAGCAGACAGACA ACACCCATTGGATTCTCGAC 249

Ad01A6094 Aradu.A01 6094 p2 (TA)6 12 19574369 19574380 GCGATCTCCGTCTCTACCAA TGGCAGTTGATGAAGACTAATTG 236

Ad01A6095 Aradu.A01 6095 c* (AT)11(T)10* 31 19583109 19583139 AGCTTAAGGGGGAGTGTTGG CCCGAATAGACAAAGAAGGG 208

Ad01A6096 Aradu.A01 6096 c (A)11gagcaccctggtgcacatgcatcctgtgataacgcagggtttgggagaaggagcgcacctagggtgtaatatacgcagcctaacctgataattacat(GA)7122 19583864 19583985 CAGCAGCTTCTTGCCTGTAA TGCTCTTGAGGCACTTGTTC 257

Ad01A6098 Aradu.A01 6098 p2 (AT)6 12 19590348 19590359 AGTCACGGCTAGGTTCAAGG TTGAACAGTTTTGGCATCTCA 185

Ad01A6101 Aradu.A01 6101 p3 (TTA)6 18 19598297 19598314 TTTTTGACACAGTGGTATAATCAAA TTTTTGTTGAATTTAAGTTGACTTGT 265

Ad01A6102 Aradu.A01 6102 p3 (TTC)5 15 19598891 19598905 TGAGAAGGAGGAAGAGGAAGAG TGCTGCAAAATTACTTGGAAGA 213

Ad01A6104 Aradu.A01 6104 p3 (TGA)5 15 19599489 19599503 GGTAAAACAAAAAGAAAACGATGAA TGGCTGATGTGTGGTTCAAT 280

Ad01A6109 Aradu.A01 6109 p2 (AT)6 12 19613900 19613911 AAATCCGGTTGCGAAGATAA TTTCAGATGCAGGACGTGAG 197

Ad01A6111 Aradu.A01 6111 c* (A)10(AT)6* 21 19628190 19628210 GGGGAAACTGTGGGAAACTT CATTGGGGTAATTTTGTTCCC 233

Ad01A6116 Aradu.A01 6116 p3 (GCT)5 15 19654632 19654646 ATGATGGAGGGGATAAAGGG TGTGTCAGGTGGAACAGGAG 195
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Ad01A6118 Aradu.A01 6118 p2 (TA)6 12 19662313 19662324 CATTTGAATTGATATTAGGCTATTTTT ACCACATGACAGCGAAACAA 254

Ad01A6121 Aradu.A01 6121 p2 (AG)7 14 19667730 19667743 GACATGCGCGATCTACAGAA TGAACCTGGAATGAAGAAATCA 261

Ad01A6124 Aradu.A01 6124 p2 (AT)6 12 19699815 19699826 TTTGGACAGCATGAATGTGAA TGGGCTAGACTGAAGGCACT 223

Ad01A6128 Aradu.A01 6128 p2 (CT)6 12 19738957 19738968 CATCAATCTGGCGTTGAATG AGGTAGGTGGGGTTTATGGG 272

Ad01A6132 Aradu.A01 6132 p2 (TA)8 16 19789876 19789891 AACATTTTCGTTCATCCGCT CCGGGTTTTACATGTGTGTTT 228

Ad01A6133 Aradu.A01 6133 p2 (TC)17 34 19810090 19810123 ATTGGCCCGTGATCATAGAG TGGTCCTTTTCATTGACCCT 170

Ad01A6135 Aradu.A01 6135 p2 (TA)6 12 19819588 19819599 ATGCACACGAGCCAATGTTA GACAGACATGGCGACTGAGA 265

Ad01A6138 Aradu.A01 6138 p3 (TGA)5 15 19823826 19823840 GGTGGTTGAACCCACTCCTA GTCTTCCTCCTCTGCTGCTG 231

Ad01A6140 Aradu.A01 6140 p2 (AT)6 12 19830186 19830197 CCGTCCAATTGGCTTAGTGT TGGAAAAGGAAGTTATAGGGCA 212

Ad01A6142 Aradu.A01 6142 p4 (AATT)5 20 19833223 19833242 AGCTGATTTTGGCGTACACA CAAACAAAAATTAAATAAAACAGTTCC 273

Ad01A6145 Aradu.A01 6145 p2 (TA)6 12 19849294 19849305 AGGTTGAGCTTGGAGCTTGA TGGGTGTCACATTGTAAGGC 236

Ad01A6146 Aradu.A01 6146 p2 (GC)6 12 19853262 19853273 ACAAGGCTCCTAAAACCGCT TGCCATATGTTGTTTTGCGT 113

Ad01A6148 Aradu.A01 6148 p3 (ATC)6 18 19861227 19861244 GTAGGATCGACCCTGACTCG TGGCATACAACCCCAATTTT 268

Ad01A6156 Aradu.A01 6156 p3 (TAA)6 18 19890799 19890816 AGGTCCAAAAATGTTGCCAG CTTAGCTTCGCAGGCTGAGT 247

Ad01A6157 Aradu.A01 6157 p2 (TA)6 12 19891022 19891033 GACAACCAAGGAAGCAGCAT CTGGATCCTGAAAAGCGAAG 263

Ad01A6159 Aradu.A01 6159 p3 (TAA)7 21 19899153 19899173 CCTAAATGCATGCTCACGAA GCACGCAAGTAATCCTTTCC 233

Ad01A6160 Aradu.A01 6160 p3 (TTA)24 72 19902656 19902727 GAGTACTTCACGAAGTTCAAAAGTAAA TGTATGACAAATGAAAACACAAAA 258

Ad01A6162 Aradu.A01 6162 p4 (TATG)6 24 19938579 19938602 AAACTCAAGCTTGGCTCACC AACTCGTAAATGGGCTCGAT 272

Ad01A6164 Aradu.A01 6164 p2 (TA)9 18 19968433 19968450 CCCGAAGAACCGAACAGTTA AAAGATGTATGTACGCTTTGAATGA 159

Ad01A6165 Aradu.A01 6165 p4 (TTTC)5 20 19991458 19991477 CTCTGCTTCACGCTTCTCCT AACACATCCCTCAGCAGCTT 189

Ad01A6168 Aradu.A01 6168 p2 (TA)7 14 19995277 19995290 TCGACAATGCCATTTGCTAT GTTTTCGGTAAGCTGCGTGT 271

Ad01A6170 Aradu.A01 6170 p4 (ATAC)5 20 20005026 20005045 GCGTCTGAAGGTTTTGTGGT GGAAAGGATTACTTGCGTGC 256

Ad01A6171 Aradu.A01 6171 p5 (TTATT)5 25 20009836 20009860 TGAAAAGAAGGCGAAGAAAGA CGTTAAACGCCAGAATGGAT 219

Ad01A6172 Aradu.A01 6172 p3 (TAT)14 42 20024686 20024727 AAGCCTTGGATGTCCATTGT TGTACCTGATGCTGTTCTGCTT 228

Ad01A6173 Aradu.A01 6173 p2 (AT)9 18 20052141 20052158 TCCCAAATTCCCAACTATGG CTTTCCGACCCCTCTTTCTC 146

Ad01A6176 Aradu.A01 6176 p2 (TA)6 12 20054861 20054872 ATACAAAAATGATGATTCCTAGACTTT AACGTTTGAATTAAAATTCGGG 201

Ad01A6178 Aradu.A01 6178 p3 (ATG)5 15 20056809 20056823 AAATGTAAGTTCATCCTCTTCCAA GCTCCTCATCTTCTGCTGCT 207

Ad01A6180 Aradu.A01 6180 c (AG)6aa(AG)17 48 20063031 20063078 GCTAAAGGGGAACACGAACA ACTTGCCGGTTAGTTTGTGG 278

Ad01A6181 Aradu.A01 6181 p2 (AT)6 12 20067538 20067549 GGAGTGAAAAGGTGTGACCC TGTGTAGCAAAATTCAAGGCA 246

Ad01A6183 Aradu.A01 6183 p3 (ATA)5 15 20082961 20082975 GAAGAAGAGGAAGAAGGAAAAAGAA TTAGCAATTGGGAAACAGGG 280

Ad01A6185 Aradu.A01 6185 p3 (TTA)9 27 20085559 20085585 CCCCTTAACGTAAGTGGCAA GACTAAGTAAACGGCGCGTG 245

Ad01A6191 Aradu.A01 6191 p3 (GAA)5 15 20114653 20114667 CATCCGTATTCTAAACCCCAA CTCCGCAGCCACTGTTATTT 170

Ad01A6195 Aradu.A01 6195 c (AGAA)5aa(AAG)537 20121984 20122020 TCTCTCTACCACTGCCACCC AATGACAGCAACCCTCCAAC 108

Ad01A6197 Aradu.A01 6197 p3 (ATC)8 24 20125428 20125451 CCACCATCATCTACAACCATCA TGCGTTACCCCATCTCTTTC 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A6201 Aradu.A01 6201 p2 (TA)6 12 20130226 20130237 GGGGTAAAACAAAATCGCAA TATCTTCGCAACCGGATTTT 144

Ad01A6206 Aradu.A01 6206 p3 (AGA)6 18 20206520 20206537 CCAAGCAACCGAAAATCAAT TGGCCGAACCTACACTTACC 263

Ad01A6207 Aradu.A01 6207 p3 (GAT)5 15 20213644 20213658 TGGAATCTGTTCAGGCCAAT GAGGCTTTGGCAGAAGTGAC 223

Ad01A6208 Aradu.A01 6208 p3 (TAC)6 18 20234627 20234644 AACAAAAAGTATTGCCACCACA AAAACACAGGTTGTTGAGTTCG 269

Ad01A6212 Aradu.A01 6212 p2 (CT)6 12 20252375 20252386 GAAAGGCTAGCTCCATTAGGG CCAACAGAGAAACGGTTTGAA 231

Ad01A6213 Aradu.A01 6213 p2 (CT)6 12 20257121 20257132 GAAAGGCTAGCTCCATTAGGG TTCCTTCCTTGATCCAACAGA 244

Ad01A6218 Aradu.A01 6218 p3 (CGA)6 18 20274957 20274974 AAAAGTTAAGTGGCAGCCCA TGTGGTTTTGCTGTTGTGGT 185

Ad01A6228 Aradu.A01 6228 p2 (AT)9 18 20290493 20290510 GCAAGTTATGGCTAGTTTTAGCTG CGGTATGATCTTTGAACGCA 229

Ad01A6229 Aradu.A01 6229 c (TTAT)6tattttattattattcgtgaaggaagaaagaaagaattttcaaaaagaaatatatattattttattttgggtcaacgtttatatgttagca(T)10125 20295867 20295991 AAGATCTTAAACTAAAATAAATGCGAA TCTGATCCCTGCTTCAAACAT 221

Ad01A6233 Aradu.A01 6233 c (T)10atttttttctttttctc(T)1037 20317691 20317727 GGGGTAATTTTATCCCCTATCC AAGTGTGGGAAAATTGGGTTT 208

Ad01A6236 Aradu.A01 6236 p2 (TA)12 24 20329168 20329191 ATCATTGACGCTTTCGCATC AAGGAGCTCACCACATGTCC 240

Ad01A6238 Aradu.A01 6238 p2 (TC)21 42 20345254 20345295 TAGTGGTATTTTCCGGCGTC GGAAGGATGCGCAAATAGAA 272

Ad01A6241 Aradu.A01 6241 p5 (AAGAA)5 25 20385550 20385574 TCCTTTCAGGTTCAGGATTCA TTCGAAATTCCTCTTCTTCTTTTC 260

Ad01A6248 Aradu.A01 6248 p5 (TTATC)5 25 20424376 20424400 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 166

Ad01A6251 Aradu.A01 6251 p2 (TA)11 22 20441092 20441113 TTCACTAAAAATTTGGTTTCTTCTG GACTAGCATTTTTGGGCTGG 260

Ad01A6257 Aradu.A01 6257 p2 (CT)6 12 20485494 20485505 AAATTGGGAAAATAAGTAAAGGGAA CGCATTTCAACCCAGTTTTT 251

Ad01A6258 Aradu.A01 6258 p2 (AG)23 46 20489738 20489783 AGTGGAGGCATGAAGACTGC GTCCAACTCCACCTCGTTGT 192

Ad01A6259 Aradu.A01 6259 p3 (GGA)5 15 20493487 20493501 TTATGGTGGGATGTGGACAA TCATCAAACATATCATCAGCCA 254

Ad01A6260 Aradu.A01 6260 p5 (AGAAG)5 25 20494307 20494331 TTTAAAGGGTGATGGGGTGT TGCATGCACCCATCTCTAAC 110

Ad01A6262 Aradu.A01 6262 p3 (TTA)15 45 20499476 20499520 ACAAACTTACCAACTGGAAGAACT GGATTTCAGCAAAGTGATGGA 204

Ad01A6266 Aradu.A01 6266 c (A)12cacttattaagatgtaaatttttgaacactcacaaaattctaagttacttcagggcatctagtaattgtgttaaaaga(T)10100 20505752 20505851 TTTCTGACATTTCACACGACAA TGCCGATTCAGTTGTGGATA 260

Ad01A6268 Aradu.A01 6268 p3 (CAA)6 18 20540820 20540837 TTCTCCCACCCACACTCTTC AAACGTTATGGCTTCGATGG 242

Ad01A6269 Aradu.A01 6269 c (AT)7tcattctttctcttcctcaac(A)1045 20544327 20544371 CCAATTACCTCCCCATCCTT TTGATGATGATAATGGGTTGTGA 213

Ad01A6271 Aradu.A01 6271 p6 (TTTTTC)5 30 20553585 20553614 AGCCTTGGATCCTTGCTCTT GTGGTGGCCTTGCATTTATC 236

Ad01A6272 Aradu.A01 6272 p2 (CT)8 16 20557613 20557628 CTGTGATGAAGAAACAATCCCA CGCATTTCAACCCAGTTTTT 206

Ad01A6275 Aradu.A01 6275 p2 (AT)6 12 20584423 20584434 AAATTCCCCCGAAGCAAAT CTCAGAGGTAGGAGGTTGCG 245

Ad01A6276 Aradu.A01 6276 p3 (TCA)5 15 20586368 20586382 TTTTGACTATGCCACCTGTTT CCAGCAGCTCAAAATCAACTC 280

Ad01A6278 Aradu.A01 6278 c* (CGTG)10(GT)8* 53 20613690 20613742 AAGGGATAAAATTACCCCAATGA GTTGTAATGGGGCTAAGGCA 186

Ad01A6281 Aradu.A01 6281 p2 (CT)6 12 20628156 20628167 AGCTCCCTCTCTCTCCTTCG CTTATTCCTGCGTCCACCAT 209

Ad01A6293 Aradu.A01 6293 p2 (AT)8 16 20779137 20779152 GTCACCATTCGCTCCAAGTT TTGGACAGTCTCTCCGTGTG 153

Ad01A6298 Aradu.A01 6298 p2 (AC)7 14 20809589 20809602 TAATCGCCTTGCAACCTCTC AATAGTGACGGTGACGGCTC 280

Ad01A6299 Aradu.A01 6299 p2 (TA)7 14 20813502 20813515 CCCTTTTCAGAATATGGACGA CCGCGTAACCTGTCAAAAAT 259

Ad01A6302 Aradu.A01 6302 p3 (CTT)5 15 20820972 20820986 TCATGCGTACGCTATATGCTG CACCATTCGAGATCAACCCT 273

Ad01A6303 Aradu.A01 6303 p2 (AT)12 24 20824355 20824378 ACGGTGGTACGACTCTCAGG CTAGCCGACCTAAACTTCGC 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A6305 Aradu.A01 6305 c* (TA)8(TATG)9* 50 20835738 20835787 GGTTGCACTCCAATCATCAA TAAATCACAGCCCCTCCAAG 260

Ad01A6306 Aradu.A01 6306 p2 (TA)6 12 20839749 20839760 GCACGCAAGTAATCCTTTCC TATTCAGTCCGTCCTCAGGC 244

Ad01A6308 Aradu.A01 6308 p2 (AT)6 12 20893787 20893798 CGTTTGGATCCTAGAAAGCG GCCAAGGAAACAGCATAACC 222

Ad01A6309 Aradu.A01 6309 c (TTA)9ctatttttagaggtcgtaataccttactatctcagtcttatgacttaagcataagattaagtatggtagggtaatacaataggcttgtag(T)10127 20894002 20894128 TTTTGGTCATTCACAAAGCG AACGAAAATGGCAGCGATAG 258

Ad01A6315 Aradu.A01 6315 p2 (TC)7 14 20916436 20916449 GCTTCTCTTTGACGCAGCTT TCCCATCACTGCTACCAACA 193

Ad01A6316 Aradu.A01 6316 p3 (ACA)5 15 20917144 20917158 AACGACAAAAACTTGGTCACAA TGGTCGGAGGTGATGTGTAA 153

Ad01A6317 Aradu.A01 6317 c (AG)12aatgagtgaccaaagagacaaaccgatagacaacaattggggccgtcggaggggttattggagagggcattgagggagatgaaataagagggtt(AG)6130 20917624 20917753 CGATCCCTGAAGTGATGGTT GGTCGTAATACCTTGCCATCTC 229

Ad01A6319 Aradu.A01 6319 p3 (TAA)5 15 20923096 20923110 TGATCTCCACTAAAAGTGAAGCAA TGCAGATGAAAGAAACAAGCA 249

Ad01A6320 Aradu.A01 6320 c (T)10ccttcgagaag(A)1031 20930806 20930836 AACAAATTTTTGTGTTTAGCTTCA AACAAAAGCCATCGACATGA 269

Ad01A6323 Aradu.A01 6323 p4 (ATTT)5 20 20937970 20937989 GAGCCGCTTAAGCTAGGGTT TGCATGCGAAAAAGAAAGAA 202

Ad01A6324 Aradu.A01 6324 p2 (TA)11 22 20946241 20946262 TTTCATCATTTTGACAACGCTT GCACCTTGAATCTTTGGTTTG 265

Ad01A6325 Aradu.A01 6325 p3 (GGT)5 15 20946800 20946814 TCTGAGTCACACGCCAAAAG TCTGGCCCATTATCTTCCAC 181

Ad01A6327 Aradu.A01 6327 p3 (AGC)5 15 20969226 20969240 AGAGCTGAGGATGGAAACGA TTATGTGCTCTCTGGACCCC 150

Ad01A6328 Aradu.A01 6328 p2 (AT)9 18 20969748 20969765 TCATAACGGGATAGAGAGAAGAGAA AACCAAATTTTGAACCAGCC 160

Ad01A6329 Aradu.A01 6329 p2 (AG)7 14 20971377 20971390 CTGGGGGTTGGAACTACTTG GAGAGTGAAAACCCCAACCA 233

Ad01A6330 Aradu.A01 6330 p4 (TTGT)5 20 20972930 20972949 AGAAGGCCAAGTCGGTGATA GGCCTTCTTTCTTGCAGCTA 208

Ad01A6331 Aradu.A01 6331 p4 (TTAT)5 20 20973080 20973099 GGGACAATGTTCCCATTCAC TAGAGTTGAATTCCCCGGC 202

Ad01A6339 Aradu.A01 6339 p2 (TA)12 24 20991137 20991160 TGCAAAACAAATTACACGTAAAGA TGCCCTTTCTCTTACCCTTTC 190

Ad01A6340 Aradu.A01 6340 c (A)12tcaatggtagcgccaaacttggtccccatatataaagtaa(AAT)567 20996126 20996192 CAATTTTCACTCCAGGGTGG CTTGTCCCCAAGCAAAGAAA 243

Ad01A6341 Aradu.A01 6341 p2 (AG)7 14 20999522 20999535 TGTGGTGGTTGCAATGAGTT ATCCTTCTCTCCACCACTGC 143

Ad01A6343 Aradu.A01 6343 p3 (TCA)6 18 21006705 21006722 TTGTTGGCTTGTGGAAATGA GGTGCAGTGAAACAGCAAAA 206

Ad01A6350 Aradu.A01 6350 p3 (TTG)5 15 21061325 21061339 GCACCCACTCTTGACCCTAA ACGCAAACCAACCTGAAATC 185

Ad01A6351 Aradu.A01 6351 p2 (GA)6 12 21068376 21068387 GAAAAACTGTGAAGGGCAGC CATCACCACCCAACCTCTCT 267

Ad01A6352 Aradu.A01 6352 p2 (GA)6 12 21068502 21068513 TTTGTTTCTCACCAGTCACCA GTGGGTGGATATATTATTATTGGAA 241

Ad01A6354 Aradu.A01 6354 p3 (AGA)6 18 21102195 21102212 CTAGAGGTTTCTCCGGCCTT GCCAAAACCCACACATCTCT 168

Ad01A6357 Aradu.A01 6357 p2 (CT)6 12 21147266 21147277 CCAATTTGGCAACATGAGTC TTTCGGCCCAAAAATACATAA 275

Ad01A6358 Aradu.A01 6358 p2 (AT)8 16 21154121 21154136 GGAAAATTCCCGCCTTTTAT TTGATTCTGCGCTGTGATTC 272

Ad01A6363 Aradu.A01 6363 p2 (CT)11 22 21193365 21193386 GCACATCGCTAGCGTCATTA GGGAGAGGAGACGACAACAA 220

Ad01A6367 Aradu.A01 6367 p2 (AT)6 12 21210643 21210654 TCGCTCATTCTATCCTCTCAAA AATAGGCCATTTCCCACAAA 269

Ad01A6375 Aradu.A01 6375 p2 (AG)6 12 21244359 21244370 GCAGAAGCTCTAGGTGGTGG TAGCGCCAACTTTACACACG 255

Ad01A6380 Aradu.A01 6380 p2 (AG)7 14 21258755 21258768 TGACGATAGGGGTTTGCAGT AGGATTAATGGAATGCTGCG 228

Ad01A6382 Aradu.A01 6382 c (A)10g(T)10 21 21274619 21274639 TTTTACCCGAGAGTTGTGCC ATGCGAATGCAGTGAACAAA 206

Ad01A6385 Aradu.A01 6385 p2 (GA)6 12 21282055 21282066 AGATGATTCGCCTCCCTTTT ATTATGGAAATTTCGCGACC 278

Ad01A6386 Aradu.A01 6386 p2 (AT)6 12 21284179 21284190 CAAAAAGGATTAAACGCACCA TCGTGAGTACCTTTCCCCTG 217
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Ad01A6388 Aradu.A01 6388 p2 (TC)9 18 21286954 21286971 CCTAATCTAGAGAGAGGAGAGAGCC AATGCTGGGGACAATTTCTG 176

Ad01A6393 Aradu.A01 6393 c (A)10gagaatttcagtatcatgaaattataaactctataatctttaattttgatgttagtaaaaagtcaatacttttagtag(A)1098 21295257 21295354 AATTTTGGAATAAGTGATTTTATGAGA TTTGGTCATTTGCTTGAAAAA 266

Ad01A6394 Aradu.A01 6394 p2 (TA)9 18 21299251 21299268 AAGTGATGAATCAAATTTTAAACCG TTGTGAAATTGTCTCCGCTG 235

Ad01A6395 Aradu.A01 6395 p3 (GTT)10 30 21303883 21303912 TGTTTTCCCCTCACGTTTTC TCCTCCGTCCAAAAATAAAA 272

Ad01A6396 Aradu.A01 6396 p3 (TAA)5 15 21304036 21304050 TGTTTTCCCCTCACGTTTTC TCCTCCGTCCAAAAATAAAA 272

Ad01A6397 Aradu.A01 6397 p2 (TA)8 16 21304329 21304344 TGCTGGAGTAAAACCTTGGG ACGCCAATAGTGCATCAAAA 275

Ad01A6399 Aradu.A01 6399 p2 (AC)10 20 21310935 21310954 AGCCTTTCCTGTTCTTGCTG CATGAATGGTGCAACTCACA 190

Ad01A6400 Aradu.A01 6400 p4 (TAAA)5 20 21313522 21313541 TTCCTACTTTGGTCGATGGAA TCACATGTCCTTTACGGGATT 232

Ad01A6401 Aradu.A01 6401 p3 (TCC)6 18 21315648 21315665 TTCTCGTTATCGTCGTCATCA CACCCAAATTTGTTGCAGAA 250

Ad01A6404 Aradu.A01 6404 c (T)11aaatttcaaactctttcttctctacctttctatcttcgatgtctttcaa(T)1272 21326358 21326429 CCACTCCACCCATTTGAATC GCTAATTCAAGCCAATTTATTTTT 276

Ad01A6409 Aradu.A01 6409 p3 (ATT)15 45 21399869 21399913 TTTTCTTGTCGTACCCGACC GTGTTGCCGCACTAAGGATT 186

Ad01A6410 Aradu.A01 6410 p2 (TA)6 12 21400326 21400337 CCCAAACTAGCGTGGGAGTA GTTTAAAACCCAAAAGCGCA 277

Ad01A6412 Aradu.A01 6412 c (TTC)5tctactcgcgttctttgttatggctctggattgacttcaacgtaattagttttgtca(TTC)587 21402413 21402499 GCTCGCGTTATAGGCTTCAC TCCAAATCGCACTCATTCAA 218

Ad01A6415 Aradu.A01 6415 p3 (GAA)5 15 21440195 21440209 GGTTCAGTGGCCTTTGTGAT TTTTCTGCTCGCATTCTTCA 280

Ad01A6416 Aradu.A01 6416 p3 (AGA)14 42 21441825 21441866 CTTCAACTTCCTCACCCCAC GCTGGTTCATCGGAGAAGAG 257

Ad01A6417 Aradu.A01 6417 p2 (CT)6 12 21442156 21442167 CCTCCTTCGCATCACTTCTC TAGGATCGTTGTTGCTGCTG 107

Ad01A6420 Aradu.A01 6420 c (ATA)5(TTA)5 30 21465421 21465450 GATGGGGGACACAAAGTGAG GCATGTGCTGCATCATTCTT 190

Ad01A6423 Aradu.A01 6423 p2 (AG)6 12 21471155 21471166 TACAGCGATTTTTGGGCTGT CAAAGAACATTGAACCTAGAATCG 254

Ad01A6424 Aradu.A01 6424 p3 (TTA)7 21 21472298 21472318 TAACTCAACATTGGGGCAAA AGCCTTAAGCGGAAAAACAA 262

Ad01A6430 Aradu.A01 6430 p2 (TC)20 40 21544782 21544821 CGGTCATCTCAGTTGCTTGA CGACAATGATAGCAGAGGAGG 259

Ad01A6434 Aradu.A01 6434 c (GAA)6a(AAG)5 34 21563657 21563690 AGCCATTCTTGGTTCTCTGTG ACAAACATCACGCACCACAC 125

Ad01A6435 Aradu.A01 6435 p2 (AT)6 12 21565696 21565707 AAATTTGACTTGTGGTGAGATAAAT GGGTTGTAATGGTATTTTTCAATATG 280

Ad01A6437 Aradu.A01 6437 p3 (AGA)7 21 21575791 21575811 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 186

Ad01A6441 Aradu.A01 6441 p3 (ACA)14 42 21624419 21624460 CCAACCTGAAATCAAAAGGC CATCCACTCCTGATTCTAATGAAA 221

Ad01A6443 Aradu.A01 6443 p3 (ATG)10 30 21631870 21631899 GAGTGATTGAGGGTGGGAGA TTGTTCCAATTTTCTCCCTAATG 217

Ad01A6444 Aradu.A01 6444 p2 (TC)14 28 21633889 21633916 GCTCCCTTCTGTCGACACTC AACGAGCAATCTCAACCACC 273

Ad01A6445 Aradu.A01 6445 p3 (TTA)5 15 21634243 21634257 TCGTTGCTATTGTTGCTAGGG TGGTCATCTTCTCCACCCTC 244

Ad01A6446 Aradu.A01 6446 c (T)10cgaaaata(T)1028 21637880 21637907 GATTGTGACCCAGCTTTGCT TTGGCTCTTGAAAGAATGGG 244

Ad01A6455 Aradu.A01 6455 p2 (AC)7 14 21687871 21687884 TTTCTTACAAATTCCACCCACA CCATATGGCCAACCCTTACA 187

Ad01A6457 Aradu.A01 6457 c (A)12gaaaagagggttgacaagaattagagaaaaaag(A)1055 21697683 21697737 TTGAGAGCTTGCTACCATCG TCTTCTCCCAATTTTCTGCAA 155

Ad01A6461 Aradu.A01 6461 p2 (AT)6 12 21736711 21736722 AAAAAGTGGGCGATTTTAGTT TGATACATGCACTTGTAACATCAT 255

Ad01A6462 Aradu.A01 6462 p2 (TC)10 20 21737180 21737199 TCATTCCCAATTCCAATTCC CAAGATGAAGGCCTGAGTTG 267

Ad01A6481 Aradu.A01 6481 p3 (ATT)5 15 21861017 21861031 TCGCCCTTGTTGCTTTAACT GCACGTCATGATCGTACCAA 273

Ad01A6482 Aradu.A01 6482 p3 (AGA)23 69 21872915 21872983 ATGGAGGATGTGAGTGGGAA TGCAATTGAGCGTACCATGT 280
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Ad01A6486 Aradu.A01 6486 p3 (CTT)6 18 21887988 21888005 TCCTCACTCACCAAAAATTCG GTTCTTGTCCTTGCTCCTGC 187

Ad01A6489 Aradu.A01 6489 p2 (AT)6 12 21908944 21908955 TATCAAAACTCACGCTTCCG GGTTTGACGCAGAAGTCACA 273

Ad01A6490 Aradu.A01 6490 p4 (TACA)11 44 21916144 21916187 AAACCGCAATACCACTCCAA TTGTTCCCTTGCCTTTATCTTT 216

Ad01A6492 Aradu.A01 6492 p3 (AGA)6 18 21944966 21944983 TAAAATATTGCTCGCCCTCG CCCCCTCTTCTCTACCTTGG 110

Ad01A6493 Aradu.A01 6493 p3 (TAC)5 15 21948334 21948348 CATGCCTGATGATGATGAGAA GAGCAAGGGCGTGATCTAAG 260

Ad01A6496 Aradu.A01 6496 p2 (AT)7 14 21985843 21985856 CCGGTCCGAGCATAGAAGTA CTCCTCGTTGATGCATGTTG 244

Ad01A6498 Aradu.A01 6498 c (A)10gcatataaatcatcacaataaaaaacataaaaatatgtagataaaaaattaaaaccctaaaaaaattcatacatttttcagcaac(A)10105 21990597 21990701 TCAATAAAAATGTCTTATCGGTTGA ATACAGTCCGCTACGCGTTT 262

Ad01A6502 Aradu.A01 6502 p3 (ATA)5 15 22009654 22009668 TTTTCCTTTTGGACCAAGAAAT GAACACCCTTGCAGCTTCTC 216

Ad01A6507 Aradu.A01 6507 p3 (AAT)9 27 22024686 22024712 CTTGGAGACGGCTTCAGTTC GCAATTTGCGAATTTGCTTT 242

Ad01A6511 Aradu.A01 6511 p3 (AGA)6 18 22043697 22043714 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad01A6513 Aradu.A01 6513 p2 (AG)6 12 22057093 22057104 AGAGGTGGTGAGGTGATTGG ATTTTTGCATGCCATTTGGT 133

Ad01A6516 Aradu.A01 6516 p3 (GTT)5 15 22077251 22077265 TCTTAGGACAACTTGCGGCT TGCACCTAGAGGTCCGTCTT 215

Ad01A6517 Aradu.A01 6517 c (A)11caaaaccaacaacccaaaatcaaatcagatttgtaatcactcaacataaacatatatacttcatgtcc(A)1089 22081963 22082051 TGGCCCTCAATCTACCAAAA TGAAGCACTATGGGAGAGGAA 254

Ad01A6518 Aradu.A01 6518 c (T)13cattcgttagtaaattattcaaattacatattagaggccataaattttattacaattttaa(T)1084 22082742 22082825 TGATTTGATTTTGTGGTGTTGG GGATTGTTATTGGGTGTTGGA 277

Ad01A6519 Aradu.A01 6519 c (TAA)13tag(TAA)1175 22085406 22085480 CGGTTCAATCACCAATTTGA TTACCCGTTTTTCAAGGCTC 267

Ad01A6522 Aradu.A01 6522 p4 (TCTT)6 24 22113868 22113891 CTCATCCTCCTAGGGAAGGC AAACACCAAAGCCATGCACT 222

Ad01A6523 Aradu.A01 6523 p3 (GAA)6 18 22116059 22116076 TCATCAACACCAGAACCCAC TCTGCCACTGTTCCTCCTCT 272

Ad01A6525 Aradu.A01 6525 c (AGG)9atg(AGA)1472 22129724 22129795 TCACCCCTTTCTCCATCAAC CTTCTTCTCCGATGCCTGAG 257

Ad01A6526 Aradu.A01 6526 p3 (GAT)15 45 22130676 22130720 TAATCCACATTGAACCGACG TCAGGGTGGGTTACCAACAT 108

Ad01A6527 Aradu.A01 6527 c (T)10cactctccttttatctctcaattttccgacacttccatcgctcgctc(AT)771 22130972 22131042 TGATGATAATTTCTTTTCCTTTCTTC ATGCGTGTCCCAGTGTCATA 248

Ad01A6528 Aradu.A01 6528 p2 (TA)8 16 22134582 22134597 TTCTCTAGACATATTTGGACACACC TGATGTACGGACATTACACACAGA 279

Ad01A6529 Aradu.A01 6529 c (GA)9c(AG)13 45 22134935 22134979 TCGTCTTTCGGTTCCGATTA TTACCGTGAGCCCTAACCTG 201

Ad01A6532 Aradu.A01 6532 p2 (TC)17 34 22143650 22143683 CACTTGAAAACGCAATTACATACA GGCTACCATGACTCACGACA 266

Ad01A6533 Aradu.A01 6533 p3 (TAA)15 45 22149545 22149589 CTTGAACGGCTAGGAAACCA GCCCCTACCTTGTGGTATTG 130

Ad01A6537 Aradu.A01 6537 p3 (AAT)7 21 22157226 22157246 CGAGAAACAAACTTGTGGCA TGAGTGTCTTGCTGGCATTT 273

Ad01A6542 Aradu.A01 6542 p3 (TAC)7 21 22177103 22177123 TTTGACAAGTGAAAGCAGGAA TCAAGTGAAAGATAGCGAGGC 280

Ad01A6543 Aradu.A01 6543 p3 (CTT)11 33 22177862 22177894 TCAGTTCCTGCTGTGATTCG ATTCTTCCTTGCCACCACAC 231

Ad01A6545 Aradu.A01 6545 p5 (GTGAG)5 25 22189755 22189779 AAGAAGACGATAAAGCCGCA TATTCCCCCAACCCTAGTCC 232

Ad01A6546 Aradu.A01 6546 p2 (GA)18 36 22190859 22190894 GGATGAGTATCATACGTGATTGGA TTCACCCCTTGTCCATCTTC 209

Ad01A6548 Aradu.A01 6548 p3 (AAC)10 30 22205560 22205589 GAGAAGCTCTTCTGAGCAAACC AAGCCTTTCTTTTTCCGCTT 202

Ad01A6549 Aradu.A01 6549 p2 (TG)7 14 22214868 22214881 TGACCAGCAGTGAGATTTGG TAATAAATGGGGTGGGAGCA 255

Ad01A6551 Aradu.A01 6551 p2 (CT)6 12 22229354 22229365 TCAACCGCACTGTCAACTTC ATGGAAGAGCACCAACATCC 172

Ad01A6555 Aradu.A01 6555 p3 (AAT)6 18 22241990 22242007 CAGGAACAAGGAAAAAGGCA TTGGATGTTGGCTTTGTGAA 204

Ad01A6558 Aradu.A01 6558 p2 (TA)7 14 22268745 22268758 GCCTTCGCAAAATACGAACT TCCCATATTTTCACCCCTTTC 278
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Ad01A6559 Aradu.A01 6559 p3 (AAT)5 15 22269629 22269643 TTCCCTCGTCTTTTCCTAAGTG AAGAGTGTAAGAATAAAAGCTTTACGA 259

Ad01A6563 Aradu.A01 6563 c (T)10aaacatcaaaatagtgttgttttgaaaagaatgttt(A)1157 22274623 22274679 TATAACAGGCCAGGCCAAAC AAAAATTGATGAATTGCCCG 222

Ad01A6564 Aradu.A01 6564 p2 (AC)8 16 22278083 22278098 CCCTGAAACCCTAACCCATT CTTCCTCTCCCTCTCTGCCT 159

Ad01A6565 Aradu.A01 6565 p2 (TA)7 14 22281822 22281835 ACCCTCGCCTTTACCTTGAT TAAACCGCAATACTGCTCCC 198

Ad01A6566 Aradu.A01 6566 p2 (AC)11 22 22285598 22285619 CAACCCACCCACTTAGAAGC CTTCCTCTCCCTCTTTGCCT 128

Ad01A6567 Aradu.A01 6567 p2 (TA)6 12 22290810 22290821 ACCCTCGCCTTTACCTTGAT CGCCCCTATAATTATTAAAATCCA 280

Ad01A6569 Aradu.A01 6569 p2 (GA)15 30 22299075 22299104 AGCTCATAGCAATGGCGACT ACCCCTTCACAGCTCACATC 203

Ad01A6572 Aradu.A01 6572 c (AG)6atttaaggggaagtcatccaccgcttggctgaaaaaaagaacaagtgcagaaagtgtttg(T)1688 22310563 22310650 GTAAAGAGCGGTAGAGCCGA GGGGATCACATCGTTATCGT 269

Ad01A6574 Aradu.A01 6574 p2 (TG)8 16 22322526 22322541 TATATGGGCCAGATCCCAAA CCAACTTGAAACTACACCGACA 227

Ad01A6579 Aradu.A01 6579 p2 (CT)29 58 22335312 22335369 CTTCTTCTTCTCCTGTGCCG TTACAACAAGCTGCGACGAC 233

Ad01A6580 Aradu.A01 6580 c (TA)8gacacacacacag(AC)641 22347358 22347398 AATCGCAACCCATGAGAATC AGGCTAATCTTGGCGTCTGA 236

Ad01A6581 Aradu.A01 6581 c (TA)8atgtttactgatgtatacaaattatacgtatgtttcatgtttattttatttatcaaaatttttgtttattaaaattaatacaaaatt(A)10113 22349507 22349619 TTTCAGCAACAAATATCAACAGA TTGGGAAGAGAAAACTGAGGA 275

Ad01A6586 Aradu.A01 6586 p2 (TC)6 12 22363730 22363741 AACACATTGCTCCGATCCTT TGGTCAAGCCCCATTTCTAA 268

Ad01A6588 Aradu.A01 6588 p2 (TA)6 12 22364692 22364703 TTGTGTACTCATGGTTGGAATTG ATATGAAAAAGGCAAGGGCA 278

Ad01A6591 Aradu.A01 6591 c (A)11g(A)10 22 22372007 22372028 TTCCCTATCACAATGGAGCC CATGGCAAATTGAGATGCAC 214

Ad01A6593 Aradu.A01 6593 p2 (AT)6 12 22410373 22410384 CCCAACACTTTTGCATTTCA CCACACCATTAGGCTCAAAA 242

Ad01A6596 Aradu.A01 6596 p2 (AG)6 12 22445855 22445866 GCAATGGAAGTCCCAACAGT GCACCTTCTTCCTCACCAAG 152

Ad01A6598 Aradu.A01 6598 p2 (GA)6 12 22448683 22448694 AGAAAACCAGTAAGCGCAGC ATTATGAAGAATGCGCGACC 213

Ad01A6599 Aradu.A01 6599 p3 (CAA)8 24 22457518 22457541 GGCACGGATGAAGATGAGAT AAACGGGACATTCAAGCAAC 181

Ad01A6602 Aradu.A01 6602 p2 (TA)6 12 22464558 22464569 GCTTTAGGCATATAGATGTTATGGTTT AATTTCTCTGTCAGAAACCTGTAGA 267

Ad01A6604 Aradu.A01 6604 p3 (TAT)6 18 22468354 22468371 GACGATCTTGTGAGCTGCAT ACCACAAGCACCAACATTCA 263

Ad01A6607 Aradu.A01 6607 p2 (CT)6 12 22487547 22487558 TGGGTGATTAGACCTTTGCC GGTACTCTCCAAAGCCAACG 139

Ad01A6608 Aradu.A01 6608 p3 (TGA)6 18 22514358 22514375 AGCAATTTCGAGTTCTTGCG GGACGAGTCTGAAGAGGCAC 258

Ad01A6612 Aradu.A01 6612 p2 (TC)24 48 22566233 22566280 TGGGTGATTAGACCTTTGCC CCAAGTTGATCCCTCCAAGA 194

Ad01A6613 Aradu.A01 6613 p3 (TTA)5 15 22568405 22568419 ACCTTGGCAAGAAGATCGTG CTTCAATTAAGTCTGCGTTCTCT 277

Ad01A6617 Aradu.A01 6617 p2 (AT)6 12 22596418 22596429 AGTTGACGGACAAAAATCGG ATGGACTGCTCAACTTGGGT 250

Ad01A6619 Aradu.A01 6619 p3 (TTC)5 15 22600466 22600480 GAGCTCCGGACGATTAACAT TTTCTTCTTCTCCAACCCCA 136

Ad01A6620 Aradu.A01 6620 p3 (CCT)5 15 22604794 22604808 AGGCCCAATTAGGTAGCGTT GATAATAGGTTGGGTGGGGG 253

Ad01A6621 Aradu.A01 6621 c (A)11gcttatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaag(AGA)589 22619926 22620014 CTAGAGGATTCTCCGGCCTT TTCTACACCTTGGCCGAAAC 177

Ad01A6623 Aradu.A01 6623 p5 (AAGAT)5 25 22644088 22644112 AGGACAACCCGACCTCTTTT CCTGGGTGCTCCAGTGTATT 237

Ad01A6625 Aradu.A01 6625 p3 (CAT)5 15 22664227 22664241 CTGTCGAAGTTGAGGAAGGC GAGCAGGTTCAGGTTATCGC 171

Ad01A6627 Aradu.A01 6627 p2 (AG)6 12 22692818 22692829 GATCACGAAAAAGCACACCA CATTTGGATCCCTCTTTCCA 118

Ad01A6630 Aradu.A01 6630 p2 (TC)6 12 22732058 22732069 AACATGAAAGGTTCATAAGCCAA GGAATGCATCCACACATCAT 254

Ad01A6634 Aradu.A01 6634 p3 (TTC)6 18 22747129 22747146 CACCTTGACCGAAACACCTT CATGACTCGGAGGTGGAAGT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A6635 Aradu.A01 6635 c (T)10caatctc(T)14 31 22752144 22752174 TCCCATGTGCATTGATTCTT GGGAACATGGGATGATAGGA 243

Ad01A6641 Aradu.A01 6641 p2 (AT)8 16 22811700 22811715 AGCGTCTCCTAAAACTGCCA TGTGTCATTGGAAACTACTGTGTC 201

Ad01A6647 Aradu.A01 6647 p3 (TAA)12 36 22821549 22821584 TCATTCTTGGCTGATTTGGA CTGGCACCACTCGGTTTATT 201

Ad01A6653 Aradu.A01 6653 p3 (TTC)6 18 22871395 22871412 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ad01A6656 Aradu.A01 6656 p2 (AG)7 14 22910511 22910524 GAACACTTGGAGCAGCACAA TTGCATTTCAAACTTAGTACCACA 280

Ad01A6657 Aradu.A01 6657 c (TG)9ttctccacttttcataaattggtattttgtccctcctagaggttgacttggagaatatgatatattttgtcttttgatattttggat(TA)6117 22918803 22918919 ATATGTTTTGGGGGCCTTTT AACTAGGAGCCTTGACGGAA 251

Ad01A6659 Aradu.A01 6659 p2 (CT)14 28 22932918 22932945 TGAAAATCACTAACCACTTTTTCG TTGATGTGTCAGAGGAAAGGAA 203

Ad01A6662 Aradu.A01 6662 p2 (CT)7 14 22968161 22968174 GGAACATTGAACCTGGAATGA GCAATCAGCGATTTCTAGGC 242

Ad01A6663 Aradu.A01 6663 p5 (TTTTA)6 30 22970964 22970993 TTTGGAGCATTTTGTCCCTT TAAGTGTGGGGGAAAAGTGG 244

Ad01A6664 Aradu.A01 6664 p2 (TC)8 16 22976033 22976048 GGAACATTGAACCTGGAATGA TGACAGAATTCGCAATCAGC 271

Ad01A6665 Aradu.A01 6665 p2 (CT)17 34 22979874 22979907 ATCCTAGGCACTTCCCAACC TAGGAAGAGAGGCAAGACGC 227

Ad01A6669 Aradu.A01 6669 c (TC)9tt(TC)6 32 22983861 22983892 ATAGAAGCGGAGGGGATGAA TTGCTAGCTGTTTTGCACTCA 277

Ad01A6670 Aradu.A01 6670 p3 (TTA)12 36 22990390 22990425 TAGTGACCGGCATTCATGTG GCCCTTGTTGATGGCTATGT 207

Ad01A6671 Aradu.A01 6671 p4 (TTTA)5 20 23000265 23000284 GAGCTTGTTTGAATGCCGTT CCGAGTATGGTCGATTTTGG 224

Ad01A6675 Aradu.A01 6675 p3 (AGA)5 15 23004833 23004847 AGCAACCACACACAAAACGA ATCCCTCCACTTCCCAATTC 208

Ad01A6677 Aradu.A01 6677 c (T)10atctattttgtgttttca(AT)742 23008024 23008065 ACTTAAACCGCAACTCCCCT CTCAAACATCAATCCAAGGTCA 227

Ad01A6678 Aradu.A01 6678 p2 (AT)12 24 23008469 23008492 TTTGTATATGATGTTTTGGAAGCA ACCCCTACCAGCTCAACCTT 271

Ad01A6681 Aradu.A01 6681 p4 (TAAA)5 20 23043403 23043422 GTTCTTGTCCTTGCTCCTGC TTCGAAATTCTCTCCCTCTCA 243

Ad01A6682 Aradu.A01 6682 p2 (TA)7 14 23082340 23082353 TTTGGTAACAGGAACGGAGG GCCGGCTAGCCATATACAGA 178

Ad01A6683 Aradu.A01 6683 p2 (AT)8 16 23091684 23091699 GCCGCAAACGACACATAAAT TCCAATCCAAAACAAACCAA 240

Ad01A6684 Aradu.A01 6684 p2 (AT)7 14 23091922 23091935 TTGGTTTGTTTTGGATTGGA TTTACTCATATCGACTGATATCGAAC 280

Ad01A6685 Aradu.A01 6685 p3 (AGA)6 18 23113013 23113030 TTCTTTGGGTTTGGGTTCAC ATGGCTGAACACACTCTCCC 265

Ad01A6687 Aradu.A01 6687 p2 (CT)9 18 23119308 23119325 AAAAACAATGCCAAAAAGCG AGTTTGGCCCAGAAACACAG 192

Ad01A6688 Aradu.A01 6688 p2 (TC)6 12 23121533 23121544 AGAATACGCCCCCAGCTATT TCAAAACAAGAAGAAATCCTAAATCC 196

Ad01A6689 Aradu.A01 6689 p2 (TA)6 12 23124511 23124522 TCTTTTGGGCTGTCTTTTGG GAGGTGGCGAGGTATTACGA 226

Ad01A6691 Aradu.A01 6691 p2 (CT)6 12 23135381 23135392 AAGAGAAATTTTGCTCGCCA TTGAATTTGAATGGTGGGGT 235

Ad01A6693 Aradu.A01 6693 p4 (TTAT)5 20 23140438 23140457 TTCAGCTTTGGGGTGATTTT TATGGGAATTTGTGGGAACA 185

Ad01A6695 Aradu.A01 6695 p2 (GA)11 22 23143099 23143120 TTGCATCAATCCACAAGCAT CCCCTTCTTCCTTCCATCTC 246

Ad01A6697 Aradu.A01 6697 p3 (GAG)6 18 23178608 23178625 TCCCAGAAGAAGAGCCAGAA CGCCAAAAAGAGATCTCAGG 212

Ad01A6698 Aradu.A01 6698 p2 (AG)8 16 23179894 23179909 GTTCAGCCCACTAATCTCCG GAAGCAACTGAATAACACTACACACA 276

Ad01A6699 Aradu.A01 6699 p2 (TG)8 16 23183088 23183103 ATGCATCATGTTTGTTTGCG TCGCACATGTAGCTGAAAGG 236

Ad01A6702 Aradu.A01 6702 p2 (AT)10 20 23189644 23189663 AAAAAGTTGGCTCCTTAATATTACTC TTGTGTATGTGTAGTGAGACGACG 113

Ad01A6707 Aradu.A01 6707 p3 (TTA)13 39 23219274 23219312 TCTACCGTATCAATCCCCTTT CATGAAACGTCAAAGAAATGGA 274

Ad01A6708 Aradu.A01 6708 c (AT)7tgaataatacacgaaaata(T)10caaataactctcttgtttctaatatgatagcaagagtttagg(T)1095 23220820 23220914 AAATGGTCTAGGAAATGGGGA AAGGATCGAAAACAGGAGCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A6709 Aradu.A01 6709 p2 (CT)6 12 23241412 23241423 CAAGTTACGCGAACCCTAGC GGTGCAGAAGGGGTTGAATA 226

Ad01A6711 Aradu.A01 6711 p2 (AT)6 12 23247426 23247437 CCCAACACTTTTGCATTTCA AACCACACCATTAGGCTCAAA 253

Ad01A6712 Aradu.A01 6712 p2 (AT)9 18 23252741 23252758 TTTTGGGAACATGGGATGAT TTGTCCCATGTGCATTGATT 203

Ad01A6714 Aradu.A01 6714 p2 (GC)6 12 23269522 23269533 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 241

Ad01A6717 Aradu.A01 6717 p2 (TA)6 12 23280961 23280972 TCCCGCTTTTATTGGTCAAA AAAAATACTGGCCACCTAAAAA 223

Ad01A6718 Aradu.A01 6718 p2 (TC)6 12 23281998 23282009 CCGACAGAAAATCCGTCTACA GTGGAGGGAGCTCGTATGAC 267

Ad01A6721 Aradu.A01 6721 p3 (TAT)7 21 23327313 23327333 GATTCTTGAAACCTGATTTGGA GATCCTCGATGTGGCTAAGG 280

Ad01A6722 Aradu.A01 6722 p3 (TTA)6 18 23327685 23327702 AGCCACATCGAGGATCATTC CGAAGTAGCTGCTGCAAAAGT 273

Ad01A6725 Aradu.A01 6725 p2 (AC)6 12 23329573 23329584 AATGGCATAAGGCAAGTTGG ATTGTCCATACCCTTTGGCA 246

Ad01A6726 Aradu.A01 6726 p2 (TA)10 20 23330432 23330451 TGTGCATCAATTCCCTTTCA TTTTTGACCTCCAGACTATTTCAA 163

Ad01A6727 Aradu.A01 6727 p4 (AGTG)6 24 23335776 23335799 GTGAGATGGAGGCAGAGGAG TTTTCCCCCTTTTCCTGAAG 265

Ad01A6734 Aradu.A01 6734 p4 (TATT)5 20 23355838 23355857 TTTCGAAAACTCCTCTCTCTCA CAGAGTCCTTTCAGGTTCCG 274

Ad01A6736 Aradu.A01 6736 p5 (AATAA)5 25 23372053 23372077 GGGTTAGCATATGACCCCAG TTTCTCTCTCCTCACTTTTTCG 243

Ad01A6739 Aradu.A01 6739 p3 (ATT)6 18 23397498 23397515 CGAAAAAGCTCGAAAAATGG CCCCGATCTTTTATCAAACTACA 147

Ad01A6746 Aradu.A01 6746 p2 (AT)9 18 23405783 23405800 TTTGAGCTAAAAACCCTTAAAATC TTCAAAAATTATTCCCGCCA 271

Ad01A6747 Aradu.A01 6747 p2 (GC)6 12 23419983 23419994 TTTTCAAGGAAGCACCATCC ACAATTCGGGCACAACTCTC 104

Ad01A6748 Aradu.A01 6748 p3 (TTA)5 15 23425457 23425471 CCTTTTTAAAATATAATGCATGTACCG GTTCTAATTCTCATTCAAGTGCAA 149

Ad01A6750 Aradu.A01 6750 c (CT)20tattaacctctctctatatctctcttattatgtcaacgtcttttttttcttttccatggcgcagattaa(TC)14137 23444903 23445039 GCCATATATCGGGTGAGTCG GACCAAGAATCTTCTCTCAAAACA 260

Ad01A6756 Aradu.A01 6756 p2 (AC)7 14 23480781 23480794 CCCTTGGCCCAACTAAACTA TCAACATCAAGCCTCCTCAA 249

Ad01A6758 Aradu.A01 6758 p3 (CAA)5 15 23484303 23484317 TGCACCTAGAGGTCCGTCTT CCCAGCACCTTGTTTCTGTT 235

Ad01A6759 Aradu.A01 6759 p3 (CTT)12 36 23492696 23492731 CGAAGCGCTAGTGGGTCTAC CAGCAAAACCAGATGCAAAA 228

Ad01A6761 Aradu.A01 6761 c (A)11cgcaggcacaaagtcatcttggcaattggcatatatttgttggtg(T)1066 23506070 23506135 CAAGAACGGTTGTGGGTTTT AACAGGAGTGTGGCCCATTA 267

Ad01A6762 Aradu.A01 6762 c (A)10ttttttttatgtggacaaaatcactttaacttattgtg(A)1058 23506341 23506398 TTAGTCATTGGGCTTCCGAC AATAGTCGTGCCCCCTTTCT 188

Ad01A6764 Aradu.A01 6764 p3 (TTC)6 18 23541524 23541541 ATTTTCCCACCCTAAATGGC CTAGAGGATTCTCCGGCCTT 274

Ad01A6767 Aradu.A01 6767 p2 (TA)6 12 23577497 23577508 TCGTTAGGCGTCTGGACTCT AAGTCATGCGGAGAGAAAGC 102

Ad01A6768 Aradu.A01 6768 p2 (GA)7 14 23587634 23587647 CTAACTTCGTTTCTTTGTCATTTTT TGCACTGGTTAGTGGCTTTG 272

Ad01A6774 Aradu.A01 6774 p2 (TA)7 14 23621903 23621916 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 210

Ad01A6777 Aradu.A01 6777 p2 (CT)10 20 23668887 23668906 CATTGAACCTGGAATTGGAAA TTTCTGGGCTGTTTTTGACC 219

Ad01A6778 Aradu.A01 6778 p2 (TG)10 20 23672477 23672496 TGTTTTTCAGATGCAGGTCG GACTGGCTGGAGAACACACA 255

Ad01A6779 Aradu.A01 6779 p3 (GTT)5 15 23679835 23679849 ACTTCTAGCCGACCCCACTT AAATTTGACCGGCAGTATCG 115

Ad01A6780 Aradu.A01 6780 c (T)10catgtgttgtgataatattgttataataatatcatatcgatctaatgttatagatattatatatt(ACA)590 23688373 23688462 AGAACGATTCTTAACTAAATGAAAATG TTGATTCATGTAGCCGACCC 279

Ad01A6782 Aradu.A01 6782 p2 (GA)6 12 23706976 23706987 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCACC 236

Ad01A6784 Aradu.A01 6784 p2 (CT)21 42 23725722 23725763 TCGAGAGCATGATGAGATGG GGACCAAAAATCACAAACGG 247

Ad01A6788 Aradu.A01 6788 c (T)12aaatacaaagatccaattaaggaaataaaaaaatagtaattatctaaattaatttttaaaaatttaaaaagcggatatttaaa(T)12107 23736753 23736859 TGTCAATTTTCGGGTGCTAA TGTCTACTTTTAAAATTTTTGGAGATT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A6794 Aradu.A01 6794 p3 (AGA)12 36 23785117 23785152 GCTTTTGTCTTCCCTTTCCC TACACCTTTCCCCCTCTCCT 203

Ad01A6799 Aradu.A01 6799 p2 (TA)6 12 23813421 23813432 CCACGTGCATTTGCTTCTTA CCATAAATGCCCTTGTTAGAAAA 122

Ad01A6801 Aradu.A01 6801 c (A)13gataaagttgctaagatatgaacattgaaaatgccattgtggtggggcgtatattaacgtagcctaccatatagtattcctctatacatatcaactacgc(A)10123 23818852 23818974 ATTCACAACGTGGAAGAGGG TTCAACAGAGATAAAAGGCCAA 219

Ad01A6802 Aradu.A01 6802 p2 (AT)8 16 23821423 23821438 TTGGTGGAGGAGATTTGCAT TTGGGATCTATTGAAACCGC 136

Ad01A6803 Aradu.A01 6803 p2 (TA)6 12 23836227 23836238 TTATGCTCGGACCGGTTATC AAGGGGTAAACAAAAACCGC 160

Ad01A6804 Aradu.A01 6804 p2 (TG)9 18 23836526 23836543 TGTAGAGCCTGAGGGATGGA AAAGTCCCAAATGCATGCTC 133

Ad01A6805 Aradu.A01 6805 p3 (CAA)5 15 23837371 23837385 TGCACCTAGAGGTCCGTCTT GCACCTTGTTTCTGCCTCTC 231

Ad01A6806 Aradu.A01 6806 p2 (TA)6 12 23843971 23843982 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 135

Ad01A6807 Aradu.A01 6807 p3 (TGG)5 15 23857445 23857459 GCGAGGGAGAGAAGAATGTG GCACGCGTAGGCTCTTAATC 272

Ad01A6811 Aradu.A01 6811 p3 (AGA)11 33 23883078 23883110 TGAACGCGATCAGAAGAGAA CCATCCCTTCACTCGTTTGT 216

Ad01A6814 Aradu.A01 6814 p2 (CT)7 14 23909504 23909517 CCAAGTCCAAAAAGCATAGACC AGGCCAAATAGGCAACAGAA 277

Ad01A6817 Aradu.A01 6817 p2 (AT)6 12 23945921 23945932 TTTTATCGCTGAAAAATTTTAGTTG TCCACTTGAGGTTGGAGACC 258

Ad01A6818 Aradu.A01 6818 p4 (AAAT)5 20 23952258 23952277 GAATTGGTGAGGGGGAGATT CGGATTAAAATGGCATTGCT 238

Ad01A6819 Aradu.A01 6819 p2 (TC)7 14 23953605 23953618 AGCCTCAGTGTCCCACTCAT AGGGACACAATGCTTATCGG 265

Ad01A6822 Aradu.A01 6822 p2 (AC)7 14 23960199 23960212 CCTCAGACTGAATAATACACAAAACA CAGAAGCGTTGAAATCACGA 234

Ad01A6824 Aradu.A01 6824 p2 (GA)8 16 23963755 23963770 CTGAGAGAGCTCGTGTGACG TCACGTGAATTACTCCCATACC 175

Ad01A6833 Aradu.A01 6833 p4 (TTTA)5 20 24024250 24024269 TTCTCCGTTCTTGCTTGCTT TTGAATCCCAGAAAAATGCC 218

Ad01A6834 Aradu.A01 6834 p3 (CTC)6 18 24027498 24027515 GTTTGTGGCCAATCGAAGAT AATACAAGGCCCTGCAGATG 126

Ad01A6835 Aradu.A01 6835 p3 (AAT)8 24 24028106 24028129 GGAATGCTTGCAACAACCTT AAATCTCAATTATTTGTGCCAACA 231

Ad01A6837 Aradu.A01 6837 p3 (TCT)7 21 24080329 24080349 CCTACCTCGCCCTCTCTCTT CTCCCAAGACTCAGAGGTGG 268

Ad01A6838 Aradu.A01 6838 c* (A)11(AT)7* 24 24082103 24082126 GGTGGCAATACTTTTTGTGC GCCTTTTGGTTTTAAGGGCT 244

Ad01A6843 Aradu.A01 6843 p2 (AC)6 12 24099790 24099801 TTCCAATTAATGTAACAGTCTTACCAA AATGTATGCATGTCGACCAAA 210

Ad01A6844 Aradu.A01 6844 p2 (TG)6 12 24099929 24099940 TTTGGTCGACATGCATACATTA TGTTTAGTTGTTCTTTATTGATTTCCA 269

Ad01A6845 Aradu.A01 6845 p2 (TA)8 16 24100281 24100296 CAATCAAAGCCAACGGTCTT AGCAGCAAAGGCTGTGTTTT 168

Ad01A6848 Aradu.A01 6848 p3 (GAA)21 63 24107087 24107149 GAGGACAAACACGACGATGA CACCTCCATTTAAAACAAGTCCA 236

Ad01A6851 Aradu.A01 6851 p3 (ATA)13 39 24112645 24112683 TGTGTTGTGCATTAAAATCTTTTGT TTTTTGCCTTTTCATCTTCCTT 143

Ad01A6853 Aradu.A01 6853 p2 (TA)8 16 24117459 24117474 CGAAACCGTATGCTGTTTTCTT TTCTTTTTCAGGATGCACGA 279

Ad01A6854 Aradu.A01 6854 c (TC)17tttgagcccctt(TC)964 24120994 24121057 AACAACGGAGGCAATAGTGG GCCATCGACATAGTGGGTTT 280

Ad01A6855 Aradu.A01 6855 p2 (GT)13 26 24121292 24121317 ATGGCTCCATCATCGATAGC ACGCCATCACTCTTCCTCAC 240

Ad01A6859 Aradu.A01 6859 c (A)10ttaagtaattaaataaggggatac(A)1044 24145191 24145234 GGGGAACCTTATGGGAACAT TTTGTCCCATGTGCATTGAT 252

Ad01A6860 Aradu.A01 6860 p2 (CG)6 12 24150523 24150534 CCTATGCGTACGTGTGATGG TACGCGTGGGAATGTACAAA 127

Ad01A6861 Aradu.A01 6861 c (CTC)8tgcatttctcttgcttttttttgggttc(CTT)670 24158092 24158161 GCTACACATCCAAGTCTTTTTGG CCACTAGGAAGAGGAGGAGGA 267

Ad01A6862 Aradu.A01 6862 p3 (AAG)5 15 24158817 24158831 TTTTGTTGCATTTTGAGTTTGAA TGAAGTTTCGGTGCATTTTG 234

Ad01A6863 Aradu.A01 6863 p2 (AT)6 12 24186419 24186430 TCTTGGGAAAAGATAGCAAATCA ATGCCAATGGGATTCAAAAT 145
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Ad01A6864 Aradu.A01 6864 p2 (AT)6 12 24200541 24200552 TTTTTATTTCACGAGTAAATGCG TGAGCTAATTGATCCCCTTTG 248

Ad01A6865 Aradu.A01 6865 p3 (GAA)5 15 24214909 24214923 CACTCAAAACAAGGGGCATT GCATGGCAACACCAAACTTA 225

Ad01A6866 Aradu.A01 6866 p4 (AATA)5 20 24238032 24238051 TCGTGCCCTGTTTCTTATCC TGCAAATGCAATAAACAAAAGAA 213

Ad01A6869 Aradu.A01 6869 p2 (AT)7 14 24257696 24257709 GGAAACTGTGGAAACATGGG TGGGGTAATTTTGTCCCCTT 232

Ad01A6871 Aradu.A01 6871 p2 (AT)7 14 24274143 24274156 TTTGGGAACATGGGTAGAGG ATTATTCGCTTCACCTTGGG 243

Ad01A6872 Aradu.A01 6872 p3 (AAT)5 15 24307127 24307141 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 218

Ad01A6879 Aradu.A01 6879 p3 (TCT)54 162 24397864 24398025 TATCCACCTCCTCCAACGAC GAAGGAGAGAGGGGAATTGG 263

Ad01A6882 Aradu.A01 6882 p2 (AT)6 12 24443544 24443555 CAGGGTTGTAATGGGGCTAA TAAAGCAATGCACATGGGAC 211

Ad01A6885 Aradu.A01 6885 c (AATCCT)5aagagagaagagacaac(CT)659 24448674 24448732 CAGTCCAGACATGGAACATTG TTTTGACCCAGTTTTCGACC 260

Ad01A6886 Aradu.A01 6886 p3 (AGA)6 18 24461291 24461308 TGAAAATATTGCTCGCCCTC CCCATAAACCCCACCTACCT 233

Ad01A6887 Aradu.A01 6887 p3 (TAT)13 39 24480141 24480179 TGAGTTTAGAATTGCTAATGCTTCAT TGCTCGGTCAAGAGAAAGAA 268

Ad01A6888 Aradu.A01 6888 p2 (TA)6 12 24490863 24490874 TGCCATGTTTCTAATCTATGCG TCAGCTTCATGACAGGGTTG 127

Ad01A6891 Aradu.A01 6891 c (TAA)6tatgtactaatatagtaacaaattttaaagtaatgatgtttacttcactatttagatgcacttcttcagtata(T)10101 24496598 24496698 AGCGATCCAACCCACTTATG ATTCGGGAGTCAGGTTCGTA 238

Ad01A6896 Aradu.A01 6896 p2 (GT)7 14 24540594 24540607 TTGGAATTGGGGTTCACATT TATCCCTTGAACTTCGTGCC 143

Ad01A6897 Aradu.A01 6897 p2 (TA)7 14 24541084 24541097 CAACCAGATGCACAGAAGAAA TTGATCATGTTTTGGTCGGA 268

Ad01A6900 Aradu.A01 6900 p2 (AG)6 12 24553588 24553599 CCTTGGTAAATCAACCTCTCTTG TCCATTGGAAAATGGTTTGAA 265

Ad01A6901 Aradu.A01 6901 p2 (TA)8 16 24563022 24563037 AGGATGCATATGGTCAAGTGG GAGTTGGGAACATTGGTTGG 280

Ad01A6904 Aradu.A01 6904 p2 (GA)6 12 24615787 24615798 CATCCTTCCCCTCATCTTGA TCTCTCGATCTCCACCCTTG 194

Ad01A6906 Aradu.A01 6906 p3 (TTG)7 21 24622343 24622363 GGAAATTGTGGGTATGGTGG CCTCTTCAGAGAGCAAGGGA 128

Ad01A6907 Aradu.A01 6907 p2 (TA)10 20 24637388 24637407 ACTTCATTCTAGTACTTTTGGATCATT GGTGTAGCCTTAGGTTTCATTTTT 263

Ad01A6908 Aradu.A01 6908 p2 (TA)8 16 24660836 24660851 GGCGTCTAGAGAGAGAGCGA GCCTTAGGTCCCTCATTTTT 244

Ad01A6909 Aradu.A01 6909 p2 (AT)6 12 24675732 24675743 AGGACCGTGCACCATTTAAG CACATCATCCATTCACAACCA 190

Ad01A6911 Aradu.A01 6911 c (AC)6(AT)6 24 24704939 24704962 GGAACCTTCGATAACCATACGA GCCTTACAATGAATGTTTGTCAC 256

Ad01A6913 Aradu.A01 6913 p2 (AT)9 18 24730725 24730742 GCCTAAGCTTTACCTCACGTC CAGCTTAAACTCCGTGAGCC 275

Ad01A6914 Aradu.A01 6914 p2 (AC)9 18 24738193 24738210 TTTCAAGGTTGTAATGGGGC GGGACAAAATTACCCCAATG 263

Ad01A6916 Aradu.A01 6916 p2 (GT)13 26 24746236 24746261 CGCTTCCCTGGGATACTTAG GAGTCCTTTGACTTGCGAGG 199

Ad01A6917 Aradu.A01 6917 p2 (TA)6 12 24748518 24748529 CTGCGGGCTATGGATAGTGT TCATGCCATAAAGCAAAGGA 252

Ad01A6918 Aradu.A01 6918 p3 (AGA)6 18 24761130 24761147 ATGGTCTTGATGGCTTTTGG ACAACCCCCTCTTCTTCACC 272

Ad01A6920 Aradu.A01 6920 p4 (GTTA)5 20 24793417 24793436 TCAAGATCTTCTTTTGACTTTCCA TTGAAGGAGAGAAAAGTGGGA 267

Ad01A6921 Aradu.A01 6921 p2 (TA)9 18 24811034 24811051 ATAAGTGTGTGGAGGTCGCC TTCAATCAAACCAACTGCTCA 212

Ad01A6925 Aradu.A01 6925 p3 (TCT)6 18 24870790 24870807 AAACCCCTCTCCCTCCACTA CTAGAGGTTTCTCCGGCCTT 246

Ad01A6927 Aradu.A01 6927 p3 (AAC)5 15 24876420 24876434 TGCCTATGGCAAAAAGATGA AACATCCAGTCAGGAGGGTG 248

Ad01A6928 Aradu.A01 6928 p3 (GAA)5 15 24888441 24888455 ACATAGAATGTTGCTCGCCC CAAAATCTCTTTCCCACCCA 125

Ad01A6930 Aradu.A01 6930 p2 (TC)7 14 24900942 24900955 CGAAAATCACTAACCATTTTTCAA GTTCTTGTCCTTGCTCCTGC 260
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Ad01A6932 Aradu.A01 6932 p3 (TTC)6 18 24931046 24931063 TACACCTCTCCCCCTCTCCT ACTCGGAGGTGGAAGCTTTT 211

Ad01A6934 Aradu.A01 6934 c (T)10ctttttctttctctctttttttttcgaa(T)1048 24936451 24936498 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 232

Ad01A6935 Aradu.A01 6935 p3 (AGA)7 21 24947318 24947338 AGGTTTCTCCGGTCTTTGGT AAACCCACACCTCTCTCCCT 161

Ad01A6939 Aradu.A01 6939 c (CT)8caccaccattatcaaggtttttcttttcttctcccctctttacttttccattcttcttcttatttttatattttc(T)10101 24996008 24996108 CCCCCTTCTTCCTTCTTCCT CCCAAATAAATGTCCAACACC 209

Ad01A6944 Aradu.A01 6944 p2 (CT)7 14 25023145 25023158 CATGGAAAAGTTCATAAGCCAA GGAAATCCAACAATTCGCTC 244

Ad01A6945 Aradu.A01 6945 p3 (AGA)7 21 25031616 25031636 TCTTGAGGTTTGTCTGGCCT AAACCCACACCTCTCTCCCT 167

Ad01A6946 Aradu.A01 6946 p2 (AG)10 20 25043947 25043966 AAACCTGGGATCGAGAGTCA TTTCTGGGCTGTTTCTGACC 244

Ad01A6947 Aradu.A01 6947 p3 (AAG)8 24 25049266 25049289 CTCGAAGGTGGAAGCTTTTG TTTTTGGCCGAATACACCTC 213

Ad01A6948 Aradu.A01 6948 p2 (GA)6 12 25060769 25060780 GAGAGAGAAGAGAAGAGGGTTCG AATTTTTGAAAATCACCCCC 249

Ad01A6951 Aradu.A01 6951 p3 (TTC)6 18 25074385 25074402 AAATCTTTCCCACCCAAACC TCCTCGAGCAAAGGAAGAAA 234

Ad01A6953 Aradu.A01 6953 p3 (TGA)6 18 25121754 25121771 CGACCTTTCCCTTTTTAGCC AGGACGAGTTTGAAGAGGCA 232

Ad01A6954 Aradu.A01 6954 p2 (AG)6 12 25185753 25185764 TTTTTGGGGAAGAGGTGTTG CTTGGTGCAGGGATGAATTT 128

Ad01A6955 Aradu.A01 6955 p2 (TA)6 12 25197828 25197839 ACCAGTTTTACCGTTTGGGG TGGTGGGGAAGCAATTTTAG 235

Ad01A6957 Aradu.A01 6957 c (T)10gtatttctctttt(TTA)641 25204747 25204787 GATCGAACCGGACTAGCTCA TATGACCCATTCATTTGCCA 188

Ad01A6958 Aradu.A01 6958 p3 (CAA)5 15 25221473 25221487 CTCGTATGTGCCAAGGGACT AGGCTGCTTCCCATACCTTT 230

Ad01A6959 Aradu.A01 6959 p3 (CAA)5 15 25229293 25229307 AGTGTGTGAAGAGGGCAACC GTGTAGCACAAACCCCATCC 246

Ad01A6960 Aradu.A01 6960 c (A)10gagagaaaaacg(A)1032 25237742 25237773 TGTGGTTCATGAATGGTTGG TCAGCTTTGCTAGAGTCCCC 248

Ad01A6964 Aradu.A01 6964 p4 (AAAT)5 20 25287402 25287421 TGTTTGCTGAATGAATGCTTG TCCCCAATTAGAGGTGTCCA 243

Ad01A6965 Aradu.A01 6965 p2 (TC)7 14 25297124 25297137 GAAGGAGGTCTCCTATGGGC GGATGTGATTGGTTGAGGGT 244

Ad01A6966 Aradu.A01 6966 p2 (TC)12 24 25307241 25307264 AATCATTCTCAATCGCGACC ACACGCACACGTAGAACCAG 266

Ad01A6967 Aradu.A01 6967 c* (CA)7(CACG)17*cacac(AT)697 25316553 25316649 TTGTTCCTTTTGCTACATTTTCAA AACAGCATTTGTTTGCCACA 269

Ad01A6968 Aradu.A01 6968 p2 (AT)7 14 25322081 25322094 TCCACTCCATTACATTTGTTTTT GCTGATGAGCATCTTCCTTTTT 252

Ad01A6972 Aradu.A01 6972 p3 (ATT)17 51 25326640 25326690 GGAAACACAGGTGACCCTTC GCGCTGAAGAAATAAAAGGAAA 215

Ad01A6974 Aradu.A01 6974 p2 (AT)8 16 25354015 25354030 TGGCAACGACAACATCTAACA CCGAAGGACAAGATAGCCAA 189

Ad01A6975 Aradu.A01 6975 c (T)10gtatggactcaaagtgaatatttatttgggttgaaattc(T)1564 25356477 25356540 CCCTTTCCCTCAAAACCTTC TGTAAGGCTTTCAACTCAATCAA 121

Ad01A6977 Aradu.A01 6977 c (GAA)5gacgctccgtgcgtaaacgagcgtgaa(AAG)5cgtgggagaaaagtagcgttggacaagaacaatttcgtgtgtgttgggtgcatgtatttcacgttttatttaatggtattgaa(T)10150 25374039 25374188 CTATTGGTTAAACACTTGTTGGC TTTTTACTCCCACAATCTCTCTTTTT 207

Ad01A6979 Aradu.A01 6979 c (A)10gaaaaaaaaggagtgaaagagaaaagagaaaaacag(A)10cagtaattttttatgttattttttagggttatgtgttcttcattaaaaattgttgtgtttattatcaaagagaag(A)11142 25375789 25375930 TTGGACACTAGAATTTGAGGTTGA GAATTTTGCAATCTTTTGTTTCA 210

Ad01A6982 Aradu.A01 6982 p2 (AG)7 14 25380352 25380365 TGCAATAAAAGAAAATGGAAGGA TTTGCACCCTGTTTTTCTCC 233

Ad01A6986 Aradu.A01 6986 p2 (AG)6 12 25411269 25411280 CGGAAAAGCACACCAAACTT TTTTCGAAATCTCTTCCCCC 147

Ad01A6989 Aradu.A01 6989 p3 (GAA)5 15 25421079 25421093 CTCCCATGACTCAGAGGTGG CCCATATGGCCGAAACATAC 223

Ad01A6990 Aradu.A01 6990 p2 (CT)7 14 25429714 25429727 CGACGTGGAATCGAAAAACT CAGCTACCAAACCCTTTCCA 185

Ad01A6991 Aradu.A01 6991 p2 (TA)6 12 25432069 25432080 AGGAATGTCATTTGGAACATCA TTTTTCACATGTGCCACTTCA 263

Ad01A6999 Aradu.A01 6999 p2 (TA)9 18 25462513 25462530 CTTACCAAACCCAGGAGCAG TCCTTTGAACCCGACGTAAC 230

Ad01A7001 Aradu.A01 7001 p3 (GAT)7 21 25511646 25511666 CTGTTCAGGCCGATTACACC GGTACCCCTTTTGGACGATT 274
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Ad01A7004 Aradu.A01 7004 p2 (AG)7 14 25560562 25560575 CAATTGGGCAACATCAATCA CCCAAATCCAAGTCCAGAAA 274

Ad01A7005 Aradu.A01 7005 p2 (AG)6 12 25563953 25563964 CAATTGGGCAACATCAATCA CCCAAATCCAAGTCCAGAAA 272

Ad01A7008 Aradu.A01 7008 p3 (ATA)7 21 25586221 25586241 TTACTGAGTGCAAGCAACCG TCCAATAACAAAAGAAAGTTGGC 269

Ad01A7009 Aradu.A01 7009 p2 (AT)6 12 25587108 25587119 CCCGCATCATTCCTACAGAT AAAAGCAAAGAAAATTAAAGAAGCA 241

Ad01A7011 Aradu.A01 7011 p2 (AT)24 48 25601093 25601140 CCTGCTTAAAACTTAAAACCGC TTGTAAGAGGGATAGGAAAGTACGA 246

Ad01A7013 Aradu.A01 7013 p3 (TTC)6 18 25613402 25613419 CATGACCGAAACTTCACCCT CCTCGAGCAATGGAAGAAAG 167

Ad01A7014 Aradu.A01 7014 c (AT)8gaaactaaggctagcaggagg(AT)853 25618774 25618826 AACCGCATAACCTTTCATAAACA TTTTTCCCTCGCCTTTATCTT 220

Ad01A7015 Aradu.A01 7015 p2 (TA)6 12 25622314 25622325 CCATGTTGGAGAAAGGGAGA TTTTTCAAAACTTCCTAACCGC 170

Ad01A7016 Aradu.A01 7016 p5 (AAGAT)5 25 25633121 25633145 AACACGACCCAAATCCAAAG TAATCCTTTGTCACCGGAGG 270

Ad01A7019 Aradu.A01 7019 p4 (ATTT)5 20 25662641 25662660 AGCCAGCCAAGCTTCAACT TCGAGTTTGGACAACTGACG 185

Ad01A7020 Aradu.A01 7020 p2 (AT)6 12 25696958 25696969 AGGCACATGCTATTCACAACA ACACCAAGAATGGAGATGCC 254

Ad01A7021 Aradu.A01 7021 p2 (AG)21 42 25707316 25707357 CCCAAGCTCGAGTTTCTCAC TGGGTTTGATTTGGGTGATT 224

Ad01A7023 Aradu.A01 7023 p3 (ACA)6 18 25721715 25721732 AAAATCCACAATGGCTCTCG TGGCGTTGTTTGATTCATGT 149

Ad01A7026 Aradu.A01 7026 p2 (GA)10 20 25725458 25725477 CGATCTACCAATTGACCATGAA CGCCGTCTACTTTCTCAACC 258

Ad01A7027 Aradu.A01 7027 p3 (AGA)5 15 25725704 25725718 GGTTGAGAAAGTAGACGGCG GCATTCATTTCCGCATTCTT 264

Ad01A7030 Aradu.A01 7030 c (CAC)7caacaccaacaccaccactaccaccaccaccaacaccaa(CAC)781 25733968 25734048 ACGTTTTCACACTTGAGCCC TGGTGGGTTTTGGTTCTGAT 279

Ad01A7031 Aradu.A01 7031 p2 (AT)6 12 25737107 25737118 TGGTCATAGGATTATTAAAAAGGACA TGACAGTCGCAGGTCAAAGA 250

Ad01A7034 Aradu.A01 7034 p2 (AG)9 18 25766684 25766701 CATGGAAGGGAGAAGCAGAG ACAGTGACAGTGATGGCTCG 201

Ad01A7036 Aradu.A01 7036 p2 (CT)6 12 25803646 25803657 ACAGCTCAACCAAAATTGCC CACCATGCAAAAAGGAAAGAA 270

Ad01A7037 Aradu.A01 7037 p4 (AAAT)5 20 25806322 25806341 GGAATTTGTGGGAGCAAAAG TGGGTGATTTTGTCCCCTT 182

Ad01A7040 Aradu.A01 7040 p2 (TA)7 14 25843080 25843093 CAGGATATGGATGACGGAGC GGCAGCACCACTCTGATAGC 256

Ad01A7041 Aradu.A01 7041 p3 (GAA)5 15 25850617 25850631 GGCTCTATTTGGGCAGAACA AGCCCTAGCCATCTAGCCTC 258

Ad01A7050 Aradu.A01 7050 p3 (TCT)5 15 25900820 25900834 CCCATAAACCCCACCTACCT TTTCTCGCCCTCAAGAAAAA 230

Ad01A7055 Aradu.A01 7055 p2 (CT)6 12 25999576 25999587 CTTCTCACCTTCCAAAACGG ACATAGTGAAGGCGAGCCAC 213

Ad01A7057 Aradu.A01 7057 p3 (AAG)5 15 26004490 26004504 TCACCCTCGAGCAAGAGAAG ATTTCTTTCCCACCCAAACC 195

Ad01A7058 Aradu.A01 7058 p3 (AGA)5 15 26013267 26013281 TTAGAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 161

Ad01A7063 Aradu.A01 7063 p3 (AGA)5 15 26064311 26064325 TCTCCAGCCTTAAGTGCCAT TTCCCCATCAACTCTTCACC 217

Ad01A7067 Aradu.A01 7067 p2 (GT)6 12 26104471 26104482 CCAAAAGCGGAAAACCATAA ACCTCAACCAATGTCCCAAG 105

Ad01A7075 Aradu.A01 7075 p2 (TG)7 14 26169752 26169765 AGATGGAGGGTGGAAGTGTG AAATCCCCATTTTGTGCGTA 273

Ad01A7076 Aradu.A01 7076 p2 (AT)10 20 26172486 26172505 CATGGTGGGCATAACCATAA TTCAAGTTTTGATCTTTGATTCTAGC 279

Ad01A7078 Aradu.A01 7078 p2 (AT)7 14 26182959 26182972 TCAAAATTCCTCGGACAACA TGCACCGAGAGTTACATGCT 182

Ad01A7080 Aradu.A01 7080 p2 (GA)7 14 26191531 26191544 TTAGCTTCGTCGCCAAGATT TCAGGCAAGCTCTAGCAGTG 228

Ad01A7081 Aradu.A01 7081 p2 (TA)7 14 26201229 26201242 TTACTTGGGGCATTTTGTCC TGAAAATCTTGGGAATTGGG 179

Ad01A7082 Aradu.A01 7082 p2 (GA)7 14 26204953 26204966 AGGACAGTGGGAGTGACCAG CCTCCATTTCCAACCTTCAA 233
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Ad01A7085 Aradu.A01 7085 p3 (ACA)8 24 26212415 26212438 CTAGAGGTTTCTCCGGCCTT CAGGATCTCCACCTATCCCA 211

Ad01A7086 Aradu.A01 7086 p3 (TGA)5 15 26226181 26226195 CCTGAAAGAGCAATTCCGAG AAACCGGCTGAGTAGCTTCA 200

Ad01A7087 Aradu.A01 7087 p3 (CAT)5 15 26239267 26239281 TTGGCAAAAGTAAACGGAGG CGGAAGAGTTTGGATTCTGC 227

Ad01A7089 Aradu.A01 7089 p3 (TAC)5 15 26272499 26272513 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 278

Ad01A7091 Aradu.A01 7091 c (TTCTC)7ttatcttctttcttcctttcaaccatcatccaccaccaccatttaccatccaccatcatcttctttagttatttaa(TTAG)7139 26304436 26304574 CGTGACCACCTGCCATATTT CTCAGCACAATCAGCAAATCA 267

Ad01A7100 Aradu.A01 7100 p2 (AG)7 14 26339087 26339100 TGAAAACAAAAGAACATTAAACTTGG ATGCATCCATTCAGGGAGAG 152

Ad01A7101 Aradu.A01 7101 p3 (TTC)6 18 26372427 26372444 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 239

Ad01A7104 Aradu.A01 7104 p2 (TA)8 16 26388890 26388905 GGTTTCCTCACACGCAAGTT CTCAGAGGCATAGCCAGTCC 266

Ad01A7105 Aradu.A01 7105 p2 (AT)13 26 26392758 26392783 GCGAACTGACTTCTTTTGGG CTCCTAACTCAGCCTGCGAA 213

Ad01A7107 Aradu.A01 7107 c (GA)13t(AG)8 43 26397363 26397405 GAGGGAGCGGATAAAAGAGG TCCTTTTCTTCTTCGCGGTA 227

Ad01A7108 Aradu.A01 7108 p2 (GA)7 14 26406629 26406642 TGAATGGAATTTGGTGGGTT GCACGCCTAAATAGAGCAGG 266

Ad01A7110 Aradu.A01 7110 p2 (GA)8 16 26414084 26414099 AATTTTGGAGGTAGGTGGGG TAACGCCAGAATAGGGCATC 276

Ad01A7112 Aradu.A01 7112 p2 (TG)7 14 26458609 26458622 TGCGATATGGATTTGTTGAGA AACTAGGGACAAGGTGAGGATG 202

Ad01A7114 Aradu.A01 7114 p3 (CTT)5 15 26472618 26472632 TTTCTCCTTCCATGGTTTGG CAGGGAGAAGGAGAGCTGAA 144

Ad01A7115 Aradu.A01 7115 p2 (GC)6 12 26500138 26500149 ACTAATTGCTCCCCCTTGCT GAGGATTTACCAATCGACGC 177

Ad01A7117 Aradu.A01 7117 p2 (GA)6 12 26505150 26505161 ATTTCAATCCAGTTTTCGGC GGTTCATAAGCCATTTGGGA 277

Ad01A7118 Aradu.A01 7118 p2 (AT)10 20 26534192 26534211 TGAAGAACAAAAGCTTGCGA ATGCCACAAGCACATGGTTA 228

Ad01A7120 Aradu.A01 7120 p3 (TTC)5 15 26566023 26566037 CAAACCCGACCTACCTTCAA TCCTCGAGCAAAAGAGGAAA 221

Ad01A7123 Aradu.A01 7123 p2 (CT)7 14 26579642 26579655 TATCGCTGGTAATCTTGCCC AGGAAGGAGGCAGTTCCAGT 237

Ad01A7126 Aradu.A01 7126 p2 (AT)12 24 26584488 26584511 GGTTGATGGTTGAATGATGG GGCTCATTTGGTTTGGTCTG 234

Ad01A7127 Aradu.A01 7127 c (T)10cattttatttttctcttc(T)1038 26585862 26585899 GTGATTGAGGCTGTGATTGC GTTGGTAAGGCTTGGGAACA 232

Ad01A7130 Aradu.A01 7130 p5 (AAAAT)6 30 26615767 26615796 TGACCCCAGAGTCTTTCTCG CCTAACCAATTTCTCTCTCCTCA 259

Ad01A7133 Aradu.A01 7133 p3 (AGA)5 15 26661273 26661287 TCCTCGAGCAAAAGAGGAAA CCGCCATATTCTTCACCACT 266

Ad01A7134 Aradu.A01 7134 p2 (AG)7 14 26661535 26661548 TTGGAAGGGAAAGTGGTTTG CAAGATCCCCACCTACCTCA 145

Ad01A7137 Aradu.A01 7137 p2 (TA)6 12 26686150 26686161 TGAAAGGCCTGCTTTTTCAC TTTTTGGTGTTGATTGCTTGA 220

Ad01A7138 Aradu.A01 7138 p2 (TG)12 24 26696062 26696085 CTGCCTGAAGCTATTCCCTG TCGCAACAAAGTAAATTGCAT 256

Ad01A7142 Aradu.A01 7142 p3 (TTG)5 15 26730832 26730846 AGGTATGGTTTCGGTTTCCC TCATACCATCAAGGCATCCA 197

Ad01A7143 Aradu.A01 7143 p3 (CAA)5 15 26734692 26734706 AGTGTGTGAAAAGGGCAACC GTGTAGCACAAACCCCATCC 247

Ad01A7145 Aradu.A01 7145 p4 (AATT)5 20 26768334 26768353 CATCCGATATCCAACCAACC TTCGATTCTGGCTTTGCTTC 272

Ad01A7146 Aradu.A01 7146 p4 (AAAT)6 24 26770745 26770768 GTGGCAGTGACCGGTAGATT AAAAATCATTTGTTTCCTTCGC 241

Ad01A7148 Aradu.A01 7148 p2 (CT)6 12 26793088 26793099 CTGAACGCCAGTAACAAGCA TGGGGAAGAGTGGATGGATA 277

Ad01A7149 Aradu.A01 7149 p3 (TTC)7 21 26793253 26793273 TCTCCATTCATGGTCATCCA CGTCCTCGAGCAAGAGAAGA 204

Ad01A7152 Aradu.A01 7152 p3 (AGT)5 15 26824484 26824498 CCGTCCAATTATGCATCTCA TATGAGGTTTGGGCAAGGAG 217

Ad01A7153 Aradu.A01 7153 p3 (AAG)5 15 26845069 26845083 TCATTGGAATTCTTCCTCGC GAGGATCTGGATGAGGTGGA 234
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Ad01A7155 Aradu.A01 7155 p2 (AG)7 14 26905327 26905340 TGCGGTGACGATACTGTAGG AGCCATTTCATTTCGGCTTA 250

Ad01A7158 Aradu.A01 7158 c (T)14caaatagttaga(AT)740 26923898 26923937 TCAGACCCAGATCAGCATCA TCGGTTTTTACACCGGAAAG 218

Ad01A7176 Aradu.A01 7176 p2 (CT)6 12 27088800 27088811 AGATTTCGCAAACAGCGAAT CAAAGAACATTGAACCTGGGA 251

Ad01A7178 Aradu.A01 7178 p3 (CAA)7 21 27129799 27129819 TCCATAGCTGAGTCTGGCCT GGGTTCGTGTTCTGGGTAGA 104

Ad01A7180 Aradu.A01 7180 p2 (CT)7 14 27137343 27137356 TGTCAGCAACTTGAGCCTTG TGGATCTCCTTCATCCTTGC 218

Ad01A7185 Aradu.A01 7185 p2 (AC)6 12 27166916 27166927 TCAACTCAAACCCACACTAACC CCGTCCCTCTTTCTCTTTCC 123

Ad01A7187 Aradu.A01 7187 c (T)10c(T)10 21 27177111 27177131 GTTGGTTTGAATGGGGAATG GCCTATCTCCAAATTCAGCG 174

Ad01A7189 Aradu.A01 7189 c (GT)8ttgggttctgtaatgattcagaaat(AG)653 27192030 27192082 TTTGAAGAAGGCAAGGCAAT TGCGTAGCAGACAACTTTGA 199

Ad01A7190 Aradu.A01 7190 p2 (TA)6 12 27197955 27197966 TTGCCCTTAGGCTAGTTTGTG TACACCTGGTCAACGCACAT 260

Ad01A7200 Aradu.A01 7200 p3 (TAT)5 15 27245377 27245391 TTTGAGTGAAAAACAAAACTCCA CACATGACTTCATACGTAATAATTTGA 212

Ad01A7201 Aradu.A01 7201 c* (TAT)7(T)10* 30 27246187 27246216 GAATCATATATTCTTATCAGGTGCCA TTTCCCTCCAAAATGAATGC 276

Ad01A7207 Aradu.A01 7207 p2 (AC)6 12 27265635 27265646 GCAAGGGTGAGGCTATGTGT AGGGGTAGCTAGGCGTGATT 121

Ad01A7210 Aradu.A01 7210 p2 (CT)6 12 27291081 27291092 TCTTCGATGAATGGCATGTG GCAAGCAAACCTCTCTCACC 114

Ad01A7211 Aradu.A01 7211 p2 (TA)6 12 27293401 27293412 TTGGATTAATTGAGGGCTGG AGTTACATTTGCCCCATCAA 272

Ad01A7212 Aradu.A01 7212 c (AT)9gggtctgtctttagtaagctcaagtcttttgagcttttctaatagacacaaaatacaaattataaatataccccacatgggggtt(TAA)5118 27294573 27294690 GCACGAAAGCGTTAACACAC TATGGTAAGTTTGGGGGTGG 276

Ad01A7219 Aradu.A01 7219 c (TA)6tcataaggagaataaataaagaaaagaattatacaaaatttacataaacc(A)1072 27316119 27316190 TTTTGCCAAACGTGTTAGAGA ATGCCAGCATCATGGAATCT 250

Ad01A7220 Aradu.A01 7220 p3 (TTA)7 21 27321054 27321074 GCTGTTTACCCCATGCTCTT AAAAGATAAAAATGATGAAAAACGA 275

Ad01A7223 Aradu.A01 7223 p2 (AT)15 30 27394485 27394514 GAGTTCGCACACCATTCTCA ACATTGCCCAAGCCAATAAT 113

Ad01A7224 Aradu.A01 7224 p3 (AAG)6 18 27406859 27406876 AGTGGTTTTGATGGGCTTTG CCGAATACACCTATCCCCCT 249

Ad01A7226 Aradu.A01 7226 p2 (AG)7 14 27420591 27420604 TGACCTGTACGAACCAGCAG CATTGAACCTGTGATGCAGAA 260

Ad01A7227 Aradu.A01 7227 p2 (CT)6 12 27428323 27428334 ATCCAAGGGGAAGTGTTGTG AATAATGGCGCCCAAACAT 218

Ad01A7235 Aradu.A01 7235 p2 (CT)6 12 27482634 27482645 ACAGCAGTGGGAGCAGAGAT AAGCAACGTTCATGTTTCCC 278

Ad01A7236 Aradu.A01 7236 p3 (TCA)5 15 27485416 27485430 ATGCTTGCTTGCTAGCTTCC GGTGCAGTGAAACAGCAAAA 236

Ad01A7238 Aradu.A01 7238 p3 (GAA)7 21 27540214 27540234 AGGGCATCATCATACCTTGG GGTTTTGGTTTTGGTTAACTGG 260

Ad01A7239 Aradu.A01 7239 p2 (TC)10 20 27540456 27540475 CCAGTTAACCAAAACCAAAACC TGAGTGAGAGAGAGGGGGAA 188

Ad01A7240 Aradu.A01 7240 c (TC)6tgct(TC)6 28 27540615 27540642 TCTTTATCTCCTCTCCCCTTCA GACGAGGTGGAGAAAGAGGG 268

Ad01A7241 Aradu.A01 7241 p2 (CT)9 18 27540806 27540823 TCTTTATCTCCTCTCCCCTTCA GACGAGGTGGAGAAAGAGGG 268

Ad01A7243 Aradu.A01 7243 c (TC)7ccctttccttc(CT)739 27541128 27541166 TCTCTCTGTCTCTCTCTCCGC AAAGAGAGGGGAGGAAAAGG 263

Ad01A7244 Aradu.A01 7244 p2 (GA)19 38 27541582 27541619 AGGGAGAGGAGGGGAAAGA CCTCCCCTTTCTTGCTCTCTA 121

Ad01A7245 Aradu.A01 7245 c (A)11gagtaattt(ATA)535 27544918 27544952 TCCAATTGCAGGTTTTGGTT ACTGCTGCTGCTGATGAAAA 261

Ad01A7246 Aradu.A01 7246 c (AG)10at(AG)10atagagagagagat(AG)974 27550725 27550798 AATTTCATGAACCAGTCGGC GAGGCCTGACTTTTTCCCTC 189

Ad01A7248 Aradu.A01 7248 p2 (TC)21 42 27561100 27561141 CGGCGAGGTTGTTTTCATAA TCAGAAATGGATACAAATGCAAA 212

Ad01A7249 Aradu.A01 7249 p2 (TC)9 18 27581122 27581139 TTTAATGCATTTTTGCACGC CGTGTATTTTGGCTTGGGTT 207

Ad01A7250 Aradu.A01 7250 p2 (CG)6 12 27585258 27585269 TCCATACCTTGACCCGAGAG TGGTGTTTGGAAGTGTTGGA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A7252 Aradu.A01 7252 p3 (AGA)7 21 27592550 27592570 TATCTCCCATGACTCGGAGG TCTTCTCCCACTTAGCCGAA 222

Ad01A7255 Aradu.A01 7255 p2 (TC)6 12 27606199 27606210 ATTTTTGCACGCCTAAATGG AATTTTGGAGGTAGGTGGGG 153

Ad01A7256 Aradu.A01 7256 p2 (AT)6 12 27617957 27617968 GTTGGATTTTCCTTGGGGAT TTCGTGGTTTTCCAATCCAT 263

Ad01A7257 Aradu.A01 7257 p3 (ATT)6 18 27621910 27621927 CGTTGCCCAAAGTTCTTAGC TGGAGGATCCTAATTGCAGG 192

Ad01A7258 Aradu.A01 7258 p4 (ATTT)6 24 27623037 27623060 ACATAAGGGCTGGTCCAGAA TGGGATCAGACCAGAAAAGC 277

Ad01A7259 Aradu.A01 7259 p5 (TTTTC)5 25 27625913 27625937 TTGTGTTCCCTGATGTCAACT TCCAAACTCTTTTGGTGATGG 272

Ad01A7260 Aradu.A01 7260 p3 (GGA)5 15 27628049 27628063 GGTGCCAGGAATGAAGAAAG CATGGTCACGGAGAGAGACA 133

Ad01A7266 Aradu.A01 7266 p3 (TTC)6 18 27661953 27661970 TCTTCTCCCACTTAGCCGAA TGCCATTGATGGTAGTGGAA 159

Ad01A7273 Aradu.A01 7273 p4 (TTAT)5 20 27726618 27726637 ACAACAAGCCACCATGACAA GCGTCATTGATGCTTACGTG 236

Ad01A7280 Aradu.A01 7280 c (T)12cctttgtgaggcctaagcctaacattttgggggtgtgttcttacaccctagtgtcacaatcctaattcagtttttgaggtttttt(GA)6109 27753226 27753334 CACTTCACCTTGATTGCTTGAG TCCAACGGTGAACAACTGAA 242

Ad01A7281 Aradu.A01 7281 p2 (CT)7 14 27756605 27756618 CTGCCAGTAAATCCGATGGT GAAGGAGCTGGTTTTGGTGA 223

Ad01A7283 Aradu.A01 7283 p3 (TAT)5 15 27766678 27766692 TGAGATTCGTGCCAAATGTT TCAACAACGTGTGTGGTGAT 277

Ad01A7285 Aradu.A01 7285 p2 (CT)22 44 27767473 27767516 TTCTGGAAGCTTCTGGTAGTTTA TCATTGAAATCAGTGTCGCA 265

Ad01A7293 Aradu.A01 7293 p3 (ATC)5 15 27804967 27804981 CCTCTTCTTCCACCGACTTG GTCAAACCAAAGCCACCAGT 184

Ad01A7297 Aradu.A01 7297 p2 (TA)7 14 27816789 27816802 CTATCCGGCCTTCCTTTACC CCACACAAAGACTTACGCGA 249

Ad01A7303 Aradu.A01 7303 p2 (GA)6 12 27860718 27860729 AAGGAAATTGGGATTGGGAC CTCTCTCACCATCAGCACCA 181

Ad01A7306 Aradu.A01 7306 p2 (TA)6 12 27905314 27905325 GTGTCCCTTTTGGGTTTCCT AAAAATCGCAACTCGAAAGC 209

Ad01A7307 Aradu.A01 7307 c (A)11gtgttatagttacaatat(TA)641 27906159 27906199 TTGGTGTCCTAGGTTTTGTGA TTGGATAGTCAAATTAAAGCCCA 273

Ad01A7310 Aradu.A01 7310 p2 (TA)10 20 27907514 27907533 TGTCCTTACACTTGTTTTATTCGC CTCCTGATGCCAAAGTCTCA 277

Ad01A7311 Aradu.A01 7311 p3 (GAA)5 15 27908839 27908853 TGTTTCTGCTCCTACAAAAGG TTGGCTGTAAAAACAGAAGTAGAGG 100

Ad01A7312 Aradu.A01 7312 p3 (ATT)7 21 27909052 27909072 TTGGCCTATATACCTTAGAAATCAAAA TTCCCTTCATGGAGCTGATT 223

Ad01A7314 Aradu.A01 7314 c (GAA)6tctacgtgtgcgaattaagaagaaggagaaagaggagaagaagg(GAA)5cctacgtgtacgaaattg(GAA)5110 27910714 27910823 GCAAAATGTTGGTGTTATTGG TTTCAAATCACGTGCTTCCTT 228

Ad01A7317 Aradu.A01 7317 p2 (TA)6 12 27919765 27919776 TTGCATGTGCAGTAGCTGTT CCATTTTATGCTTTTTAATTGCC 253

Ad01A7322 Aradu.A01 7322 p3 (TGA)6 18 27927010 27927027 GTCAGTGGGAGGGTCTTCAG AACAACCAACACCAACAGCA 280

Ad01A7323 Aradu.A01 7323 p2 (AG)6 12 27927241 27927252 AAAACCCAAAAAGGGAGTGG TGGAAAGAAAAATGGGAGCA 199

Ad01A7325 Aradu.A01 7325 p2 (AT)8 16 27934930 27934945 AGCGGAAGAAGAAGGGATTT GAATGCAGCAGGTGAAGAAA 279

Ad01A7330 Aradu.A01 7330 p3 (ATC)24 72 28022889 28022960 TGATCAAATGTCTCTTTGGTAAACA TTGGACACAACATAGCTTTGAA 164

Ad01A7331 Aradu.A01 7331 c (AAT)22gaagtaagttaatgattttcataaacatggtgttcaaataaa(T)10118 28023529 28023646 TTTAATTTCGAACAAATGTCTTTCA AACAATTTGATAAAAGTATCGTCATTT 266

Ad01A7333 Aradu.A01 7333 p3 (AAT)5 15 28027863 28027877 TGACAATTGAGCTTTCACCG CCTCCACCATAAGTACCTGC 209

Ad01A7336 Aradu.A01 7336 p2 (TC)6 12 28060818 28060829 CCCAAATTTCAAACACCTCC CATCTTGTGCAGTGGGATTG 263

Ad01A7337 Aradu.A01 7337 p3 (TAT)7 21 28061074 28061094 CTCAACCTCCCTCCTTTTCC CTCGAGTTTGGGTTGTTGGT 275

Ad01A7338 Aradu.A01 7338 p4 (GTGC)5 20 28067843 28067862 GTACGCCTAAACTTCGCAGG AATGCTCGAGCCATAAGTCAA 265

Ad01A7340 Aradu.A01 7340 c (TTTTC)6ttcattgctgctccttctttcctctgcccaggcccttaagcgacctcgccggccaccaccgccgccgtcagc(CT)15132 28078663 28078794 AGGCTTCCCTGTTGAGCAT ATTCACGGCAGTTAGCTTCG 262

Ad01A7343 Aradu.A01 7343 p2 (AT)9 18 28099183 28099200 TTTTTCTTGTCCTGACTTTTGGA TGTTTGTAGCATAAACGAATTAAAATG 272
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Ad01A7344 Aradu.A01 7344 p3 (TAT)6 18 28105864 28105881 CAATGTAAGCATGCGCAAGTA TGGTCCATCAGAGAGAAACAAA 147

Ad01A7345 Aradu.A01 7345 p2 (AT)7 14 28107417 28107430 ACCCTCACACGTACCCCATA GGCGACAAACATTTTTGAACA 265

Ad01A7346 Aradu.A01 7346 p2 (CT)6 12 28123902 28123913 CTTGAGCCTTGAGCTTCACC CCCTCCATAATGCTTCAACC 267

Ad01A7347 Aradu.A01 7347 p2 (CT)6 12 28133316 28133327 CTTCAAAGCCATTTTTCGGA AAGCCATTAACCAAAGAAGCA 174

Ad01A7348 Aradu.A01 7348 c (CGC)5cctacttattcgtttctagggtt(CGC)553 28135388 28135440 TAGGGTTTTGCATTTGGAGG TCACAGAAGAAGAAGCAGCG 269

Ad01A7350 Aradu.A01 7350 p2 (TG)6 12 28146393 28146404 CCACAAAGGTTTCCAAAGGA ACGTCATGCAAGATTCTCCC 122

Ad01A7351 Aradu.A01 7351 p2 (AT)9 18 28146552 28146569 AGTGCATGCATGACCAATGT GAAGCAACAATTACAACCCTCC 153

Ad01A7353 Aradu.A01 7353 p2 (AT)7 14 28153068 28153081 CACCAGGTTGTAATGATTTTCG CTGGTTGAACCGGTTGACTT 272

Ad01A7354 Aradu.A01 7354 p2 (AG)6 12 28155014 28155025 GGGGGAATACATCCATTCAA AACCAAATTGGCAACATCAA 233

Ad01A7355 Aradu.A01 7355 p3 (AAG)5 15 28157171 28157185 CCTCTCCCATTGGACTTGAC ATGGCCTAGGGAGAGGTGTT 216

Ad01A7356 Aradu.A01 7356 p3 (CAC)7 21 28160157 28160177 ACCAACCAACACCAACACC CGCCTCTACTTCTTGCTTCG 252

Ad01A7360 Aradu.A01 7360 c (AC)6(AT)6 24 28192709 28192732 CCAAACAGAAAAGGACGGAA ACTGGTTGGCTCAATGGTGT 272

Ad01A7367 Aradu.A01 7367 p3 (CAA)5 15 28238819 28238833 TCACTGGAAATGCTCTGCAC GTTGCCCATTTGCATTTTG 278

Ad01A7368 Aradu.A01 7368 c (TA)10tg(TA)6 34 28247976 28248009 CGTGAGTGTTACGACTTCGC TATCCCTCAGGCTCACAAGG 241

Ad01A7370 Aradu.A01 7370 p6 (ATTTTA)7 42 28254795 28254836 AAGAGAGTGTCATGTGACATATTTTAG TTCCCCATCTCTCTTCCTTTC 251

Ad01A7373 Aradu.A01 7373 c (TAA)6aacaaaaacaaaataacaagtgcaatctgagaaaag(A)1064 28255986 28256049 ATCTTGCAGGAGAGGGGAGT TTTTCCCTTTCGGTTTCCTT 277

Ad01A7374 Aradu.A01 7374 p3 (AAT)24 72 28256250 28256321 AAGGAAACCGAAAGGGAAAA AACTAGACGCCTGTGGCAAT 261

Ad01A7375 Aradu.A01 7375 p3 (TCA)6 18 28275675 28275692 TCCTATGCCATCGTAGGGAG ACATTCCGATCCAACACACA 165

Ad01A7376 Aradu.A01 7376 p3 (TAA)20 60 28276667 28276726 TGAGTCAGGAATAGTGAGCTTCC AGGACAACTTGGTATCTCTTCG 177

Ad01A7380 Aradu.A01 7380 p3 (AAC)5 15 28281109 28281123 CATTGTGGTGAATGCAGACC ACATGACAGAGCACAATGGC 215

Ad01A7389 Aradu.A01 7389 p3 (AAT)17 51 28339121 28339171 TGTGTCATATCAATCCACACAAG TGAATCTCATTCACATTCGGA 279

Ad01A7392 Aradu.A01 7392 p3 (AAG)6 18 28385856 28385873 TAAGGCTTCATTCTCGTCGC AGGTTGGCCACCATTTCTAA 249

Ad01A7393 Aradu.A01 7393 p2 (GA)9 18 28387069 28387086 GAATGCTCTTTGTGAAGCCA TCACAAAGTCACAGGCATCC 227

Ad01A7394 Aradu.A01 7394 p2 (TA)6 12 28393981 28393992 TCCGATTTGTGTGAAAACGA CAGGAGCTGAGGGAAGAAGA 264

Ad01A7396 Aradu.A01 7396 p2 (TA)8 16 28400661 28400676 TTTTGCATTTATGCATGTTGG AAGAGGGCCTCGAATAGACA 250

Ad01A7402 Aradu.A01 7402 p2 (AG)6 12 28509852 28509863 TTGAAGGGTGAGGTAGGTGG TGCAGGGATGACTTTTCCTT 146

Ad01A7404 Aradu.A01 7404 p3 (GAA)5 15 28519037 28519051 CCAGCAAGCAAGATCAATCA TTGGGTTACCTCCCAACAAG 192

Ad01A7407 Aradu.A01 7407 p3 (TTC)6 18 28551038 28551055 TTTTCTTTTGGGCTAGTGCC TTGCTTAATGTTCCAAGCCC 231

Ad01A7408 Aradu.A01 7408 p3 (GTT)16 48 28562639 28562686 TCCTAACCAGCACATCTCCA CCAAATCATCCCATCTTGCT 206

Ad01A7409 Aradu.A01 7409 p3 (ATC)6 18 28564190 28564207 CAAACCCTAACCTGGAGCAA TGAGTCGAGGCAATGAAGTG 243

Ad01A7413 Aradu.A01 7413 p2 (CT)7 14 28651357 28651370 AAGGCACATTGAACCTGGAA TTTTTGACCCAGTTTTTGGC 219

Ad01A7414 Aradu.A01 7414 p2 (CT)8 16 28657724 28657739 AAGGCACATTGAACCTGGAA ATCCATTCATGGGGACGATA 161

Ad01A7418 Aradu.A01 7418 p3 (TCT)6 18 28666608 28666625 TTTCACGCGCTTCCTAATTT TCAATTCAAACCATCAGCGA 178

Ad01A7419 Aradu.A01 7419 p3 (TCA)5 15 28666896 28666910 CCTCCTCATCTTCTGCTGCT CGAATGTAAGTCCATCATCTTCC 211
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Ad01A7420 Aradu.A01 7420 p3 (CTT)5 15 28667849 28667863 TTCTTCTCCCTCCTCCTCATC CGAATGTAAGTTCATCCTCTTCC 215

Ad01A7421 Aradu.A01 7421 p3 (CTT)6 18 28668232 28668249 TCTTCCTCCTTCTCATCTCCTG TTCTCCTCCTCCTCCTCCTC 262

Ad01A7422 Aradu.A01 7422 c (AGA)5aa(GAG)6 35 28668429 28668463 GAAAAAGGAGGAGAAACGCA TCAAATTGCCTAAAAGGGGA 240

Ad01A7423 Aradu.A01 7423 c (AAT)5atgaaaaaaagtaaaaaaaataaaagaagctaaattgaagaggaaaacaatatgcaaaaaaaagca(AAT)596 28692639 28692734 AAGACGGAAACAATATAAAAGCAA TCAACAAGACAACAATTAGTCATCAA 254

Ad01A7426 Aradu.A01 7426 c (TA)6ataaatatattttctt(A)1240 28716860 28716899 TAATTTCCGACAGGGCTTTT TTGAGGTGTCAATTTCTTATCAATTC 267

Ad01A7431 Aradu.A01 7431 p3 (TTA)14 42 28726855 28726896 TTTTTACGATTACCCGTGATAAGTT AAAATTGGGTTTTCCCCAAC 279

Ad01A7432 Aradu.A01 7432 p2 (AG)10 20 28736713 28736732 TTTGGGCTATTTTTGACCCA TGAATCTAGCATCAAAAGTTCACA 249

Ad01A7435 Aradu.A01 7435 p2 (GA)19 38 28749841 28749878 CGGGATCCTTCAGCAGTAAC TACACACCTTGCTGCTCCAC 273

Ad01A7437 Aradu.A01 7437 p3 (TCT)7 21 28750777 28750797 ATGGCGTGCTCCATATTCTC GTAGCGATGCCAAGAGAAGG 182

Ad01A7438 Aradu.A01 7438 p2 (AG)7 14 28751211 28751224 TGAAGAGGATAGTGGCTGGG CTGCAGCACCTAAATCACCA 130

Ad01A7442 Aradu.A01 7442 p3 (TCT)5 15 28772998 28773012 GCCGAATACACCTTTCTCCA GCTTTTGTCTTCCCTTTCCC 191

Ad01A7443 Aradu.A01 7443 p3 (TTA)5 15 28776771 28776785 AAGCAGAGATCCAACAGGGA CAACTCCGCACAACTAACCA 270

Ad01A7444 Aradu.A01 7444 p2 (AC)6 12 28785442 28785453 CGGGAGTTGAGACTAGCACC TGTAAATCAATGGCAGCGAG 221

Ad01A7446 Aradu.A01 7446 p3 (AAG)5 15 28791649 28791663 GAGGAAGAAGAACGTGCAGC CATAAAACAGCGCCAAAACA 262

Ad01A7448 Aradu.A01 7448 c (TA)7c(AT)7 29 28796258 28796286 AGCCCCTACAGCAAAGTCAA AATAAAATGAGATCGACAAAGCA 177

Ad01A7449 Aradu.A01 7449 p3 (ATT)6 18 28797001 28797018 TCATCAGCTTGACAACAGCA CACGTGAGACTGATAGTTAACCAAA 242

Ad01A7450 Aradu.A01 7450 p3 (CAA)5 15 28797554 28797568 TATACTTCGACAAAGGCGGC GGAGGAAACTTTTGGTTTGG 170

Ad01A7452 Aradu.A01 7452 c (T)12gaattttgttttagaaaatatgaatttaaattatcataaaaaacatgcaaaatctaatgg(A)1082 28800183 28800264 ACAAATAGGCAATGGAGCGA TGAATTTACAATGATTTTGGATGTTT 277

Ad01A7456 Aradu.A01 7456 c (T)11gtttttatattcttatcacattttatttcatcacatg(T)2472 28803156 28803227 TTGAGTAAACCATCAGTTCAAACA ACAACTCATCCAATTTGCCA 242

Ad01A7457 Aradu.A01 7457 p4 (AAAT)6 24 28824066 28824089 TCACGTTTGAGAGCACCAAG TTCGAAAACAAAGGGGAAAA 224

Ad01A7459 Aradu.A01 7459 p2 (CT)9 18 28857539 28857556 CTAATGCACTTGTGATGCGG TCAAGCACAAGCCACCATAG 260

Ad01A7460 Aradu.A01 7460 p3 (GTT)5 15 28880821 28880835 AGTGGTGAGTTGGGTTGGAG AAGCCACCCAAAACTTTCCT 254

Ad01A7461 Aradu.A01 7461 p2 (TA)7 14 28882235 28882248 GAGGACATAAAAAGACATACGAAAGA TGACGAGGCATTATGACACC 260

Ad01A7462 Aradu.A01 7462 c (A)10gagttttttttctcatcttccattttcttttgttcactgcattcgcatacttctactctttccatttttattttgtctctataacatgttttcag(T)10115 28885498 28885612 ATATGCACATCGACGCGTAA GGCACCAAAATAATGCAAGAA 234

Ad01A7465 Aradu.A01 7465 p2 (TA)12 24 28894995 28895018 AAATTGGGCCTTCTAAACAGTC AAGAACAATTTATTTGTCAGATTGAA 263

Ad01A7469 Aradu.A01 7469 p2 (AC)17 34 28925160 28925193 CGTCGACCTTCTGAATTTCC AAGCTCCCAATCATCTTCCA 259

Ad01A7471 Aradu.A01 7471 p2 (AT)8 16 28937401 28937416 ACGGCTAGGGTTTCCACTTT GGCAAAAATCTCCAGCAGAG 171

Ad01A7472 Aradu.A01 7472 p4 (TAAC)5 20 28941927 28941946 AACGCTTTGAAGGCAATGTT CCACCACAACCGTTTACCAT 238

Ad01A7475 Aradu.A01 7475 c (A)10gcaatgcttggccttttgtttttgtttttgttcttttttttcctttg(T)1067 28958376 28958442 GGAAATTTTAATTTTGCAATGTTTCT CCTCCGAGTCACAATCCCTA 262

Ad01A7479 Aradu.A01 7479 p3 (TTG)6 18 28968126 28968143 CGTTTGATTCATGTAGCCGA TAACCAAACGAAGCCCAAAG 280

Ad01A7480 Aradu.A01 7480 p3 (GAG)5 15 28968914 28968928 AGAGAGGAAGAGGGAGCCAC TGTCCTTTCTTGTCGCCTCT 179

Ad01A7483 Aradu.A01 7483 p2 (TA)7 14 28971163 28971176 CCAATAAGTGTCGGCTACCA CATGTCCCATACATGGTGGA 278

Ad01A7486 Aradu.A01 7486 p3 (TGG)5 15 28978776 28978790 GTACCCACGGGGTTTGTATG GGAATCGGTCGAAGTCCTCT 227

Ad01A7487 Aradu.A01 7487 p3 (TCT)5 15 28979500 28979514 AGGAGAACCTCAAGTCCGCT TGGTGGAAGGCCAGTATTTT 249
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Ad01A7488 Aradu.A01 7488 p3 (AAT)17 51 28984751 28984801 TTGTTAGTTAAATATTAATGCTCGTGG AAGTAACAACATGCTTCTTCAGACA 262

Ad01A7492 Aradu.A01 7492 p3 (GAT)5 15 28989506 28989520 TGTGCTGCTAGCCTGCTACT GAACCACCGTCTTCTGCATC 259

Ad01A7494 Aradu.A01 7494 p2 (CT)10 20 29006838 29006857 CATTGAACATGGAATTGAGAAGA AATTTGCATCCAGCGATTTC 221

Ad01A7495 Aradu.A01 7495 p2 (CT)9 18 29013108 29013125 CATTGAACATGGAATTGAGAAGA TTTCTGGGCTGTTTTTGACC 203

Ad01A7497 Aradu.A01 7497 p3 (TTC)8 24 29037212 29037235 ATCCAAGCAATTTTGGCATC AGGAAGAACGCGAAGAACAA 181

Ad01A7498 Aradu.A01 7498 c (AGA)6gaaa(GAG)5aagcagaagcagagaaagaaactacgtgcgt(GAA)6ggatgagaaggaggaagaggaggagaaagaggtatacgtgaatttaaaagaagaagaagatgacgtatgtgtgtacggtgtatttga(AAG)6191 29037972 29038162 TCGTTGGTGATGACGATAACA GGTCCAACACCAACAAAAATC 270

Ad01A7499 Aradu.A01 7499 p3 (TTA)6 18 29038336 29038353 TTTGGATGTGAAACATAGCCC TCCTGATTGCCTGAAAAAGAA 239

Ad01A7500 Aradu.A01 7500 p3 (TTG)8 24 29039216 29039239 CGATGTTGGTGTTCCACTTG TATCCTGTATGCCGACACCA 143

Ad01A7501 Aradu.A01 7501 p3 (GAA)5 15 29044600 29044614 CACAATGAAAGAAGCAGCGA GGTTTGATTGGTAGGCAAGG 240

Ad01A7502 Aradu.A01 7502 p2 (TC)12 24 29057439 29057462 TCTACCTTGAAGGCACAGCA CAACATCAGAGTAGCAGCGG 280

Ad01A7505 Aradu.A01 7505 c (A)10ggtaaagagatttataagaaaaagtcagaaaattaggtcaaaactcttttgta(T)1073 29062863 29062935 TTTCAATTGGAAAAAGGCAT TCACTGAGTGCTCACCCAAC 178

Ad01A7507 Aradu.A01 7507 c (T)12(A)11gaaaatcgtggaacagtataacctaaccaattcctaatctccaagaagaatatcaaaacttaaacacaagaagccatg(CAA)7tg(ATA)6142 29067460 29067601 TTTCCCTCAACCTTCTCTGC CCCGATTCATGTACGACAAA 280

Ad01A7513 Aradu.A01 7513 p3 (CAT)6 18 29094160 29094177 AAGCCTGAGCCTAAGGGAAG TGCGTATGATCAGAATGGGA 182

Ad01A7514 Aradu.A01 7514 p2 (TG)7 14 29094658 29094671 CGAATTTGGTCTTCAGAGGC GGAGCTCCCGTGAAATACAA 246

Ad01A7516 Aradu.A01 7516 p2 (TA)6 12 29095960 29095971 TGGTTATGCAAGTAAAAAGTGTGAA GGAGACCACACTCCTCCAAC 273

Ad01A7517 Aradu.A01 7517 p2 (TC)6 12 29103260 29103271 CATTAGCGGGAATTTTTCCA TCCTCACCATCGATCAATCA 167

Ad01A7518 Aradu.A01 7518 c (T)10aattgagtccctacaccttttttccttttatttgagttcctacaccaa(T)1068 29120575 29120642 TGCGAAATTTTCAATTAGGTCC TTAGTTGGGTCCATGCATCA 209

Ad01A7527 Aradu.A01 7527 p4 (AAAT)5 20 29156287 29156306 TGGTAGAGCATAGACTTTGTTGTTG TGTATCGATCAGAGATTGTCGAA 263

Ad01A7531 Aradu.A01 7531 c (T)10cttttatttgagtccctgcactaatttttttttagttggatccctatacaattaagccaattaccaccaagaggaacctaattg(A)10104 29159377 29159480 TCAGATTCCTGCATCAATTTTT TTTTAATTGGGTCCCTGCAC 169

Ad01A7537 Aradu.A01 7537 p2 (GA)7 14 29184037 29184050 ATTTAGACTCCCGGGTCGTT TCCACATGATTGCCATGTTT 273

Ad01A7538 Aradu.A01 7538 p4 (CTAA)5 20 29188252 29188271 AAGCATTCCCAAAGGCAATA TCATCATCCATGAAACTCATCT 280

Ad01A7539 Aradu.A01 7539 p2 (GA)6 12 29189629 29189640 ATTTAGACTCCCGGGTCGTT CAATTGCCATGTTTGTGGTC 265

Ad01A7541 Aradu.A01 7541 p2 (AG)6 12 29205278 29205289 TTTGGAAGGGAGATGGTTTG GCCAGGATTGCACTCTAAGG 246

Ad01A7543 Aradu.A01 7543 p2 (AC)8 16 29220012 29220027 ATGCACACATGCAAACATCA ATGGAAGCACCCCAATGATA 280

Ad01A7544 Aradu.A01 7544 p3 (GAA)6 18 29222904 29222921 TGACATCGAGAAAATATGATGGA TCGTACGCGAAACACCATTA 172

Ad01A7548 Aradu.A01 7548 c (AT)6tttttttcaatcaaatttaattaagatggcataagtctagaaag(A)1066 29254647 29254712 ACAACCGTCCCTTAGCTTTT CTTTGAAAATAGGCAACGGC 263

Ad01A7549 Aradu.A01 7549 p2 (TA)6 12 29255069 29255080 AGGATGCATTTTTCAGGTGAT TGTTTTGATCAATCCAATATTTTTGT 275

Ad01A7551 Aradu.A01 7551 c (A)11cttgtttcacataacaaaatatcacagccagcaaaatcatataacttattcacaaattgaattgatg(T)1088 29265053 29265140 TCCATCATGCAACTCAATGC TGCTTTGATTAGGGCTAACACTT 224

Ad01A7552 Aradu.A01 7552 p2 (CA)7 14 29316937 29316950 TTAGCTCATCCCAAGCCAAG TGAATTCTCGGGTCATCTCC 253

Ad01A7553 Aradu.A01 7553 p3 (TTG)5 15 29343682 29343696 GTGTAGCACAAACCCCATCC AGTGTGTGAAAAGGGCAACC 247

Ad01A7554 Aradu.A01 7554 p2 (CA)6 12 29347475 29347486 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 278

Ad01A7557 Aradu.A01 7557 p2 (CT)6 12 29374681 29374692 ACATTGAACCTGGGATCGAG TTTTTGACCCAGTTTTTGGC 231

Ad01A7558 Aradu.A01 7558 p2 (AG)9 18 29404606 29404623 AAAATGGCCAAACAACCAAA GGTCCCATTCCTTGATCCTT 272

Ad01A7559 Aradu.A01 7559 p2 (TC)8 16 29407137 29407152 TGATTACGCCTCCCTGATTC GCCTTTCCTTCCTTTCACCT 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A7560 Aradu.A01 7560 p2 (TC)8 16 29411773 29411788 AGCTCCTCCTTTTGTTGCCT ATATGCAGATTGGGTTGGGA 189

Ad01A7565 Aradu.A01 7565 p2 (AT)7 14 29451139 29451152 GGCTCTTGAAAGAACGACGA CCACCGGATACATAAATGCC 260

Ad01A7569 Aradu.A01 7569 p3 (AAT)22 66 29477147 29477212 TTTGTTGGCTAGTTCCAAGTGA GCCCTTAGGTTGATGTTATCTGA 248

Ad01A7573 Aradu.A01 7573 c (AT)9gaacaaaaactacaatacacacttatatgttc(AT)662 29488611 29488672 AAAACACTATCCCAATTCCAAA AGCAACAGCAGAGGGAGTGT 280

Ad01A7576 Aradu.A01 7576 p2 (GA)6 12 29496653 29496664 GGGGAGATTTGTTGGGTTTT CCAACGGTGAACAACTGAGA 223

Ad01A7578 Aradu.A01 7578 p2 (CA)7 14 29540857 29540870 ACGGTGCTCAATGCTTTTCT AAGAGCGCGAATTGAAATGT 227

Ad01A7580 Aradu.A01 7580 p3 (CAA)5 15 29562625 29562639 GGTTCGAAGAACAAGACCCA TCCCAGTTGGAATTGGAAAA 257

Ad01A7581 Aradu.A01 7581 p2 (AG)6 12 29566250 29566261 GCATCCATTCATGGAGACAA TGGAGTTCATAAATCAAATTGGG 236

Ad01A7582 Aradu.A01 7582 p3 (TCT)6 18 29590780 29590797 CAAACAACACAACCCCCTCT CTCGGAAGTGGAAGCTTTTG 235

Ad01A7586 Aradu.A01 7586 p4 (TATT)6 24 29613872 29613895 TTGAAGCTTCCCAAACGAAC TCCATGCATCCAACAAACAT 218

Ad01A7587 Aradu.A01 7587 p3 (ACA)5 15 29616119 29616133 TGTTCAGCACTGAAATCCCA ACAATACTGATGGAAGGGCG 255

Ad01A7589 Aradu.A01 7589 p2 (CT)9 18 29627956 29627973 ATTCGAACGAAACTACGCCA CCCACACATACGATGATTGC 222

Ad01A7592 Aradu.A01 7592 p3 (AAT)7 21 29628960 29628980 TTCAACACAAAAGTGAAGCAAAA GTCGGGTTGAAAAGGAACAG 246

Ad01A7593 Aradu.A01 7593 p2 (GT)6 12 29634334 29634345 GGAGCACCGTAGCTCAAGAT AATGGAAAATCGGGGGTTAG 237

Ad01A7594 Aradu.A01 7594 p5 (TTTTA)6 30 29679851 29679880 AATTTTCGAATCCCTTGGGT CCATGATGGAGAAAGGGAGA 250

Ad01A7597 Aradu.A01 7597 p2 (CT)11 22 29734786 29734807 GTTCCACGCAGCTACATTCA ACAACGACCACCACCACTTT 272

Ad01A7599 Aradu.A01 7599 p2 (AT)6 12 29749298 29749309 CCTACAAATCGCAAGCAACA GCATTAGCAAAATTTGGTCACA 278

Ad01A7600 Aradu.A01 7600 p2 (TG)6 12 29752652 29752663 GCGAAAGCTTTTGTTCAAGG CATACACAATCATGGCCCAA 204

Ad01A7610 Aradu.A01 7610 p2 (TA)7 14 29798904 29798917 AAATGTGGCAAGATAAGAACTATGG ATACTAGCGGCTCAACAGGC 267

Ad01A7611 Aradu.A01 7611 p2 (TA)11 22 29800809 29800830 TGAGCCATGTAAGTTTTAATTTATTGT AAACGGAAGATCATTAGACCCTT 159

Ad01A7613 Aradu.A01 7613 c (GA)9ggggggagctcgcgctgcctgttcatcgctgtga(AG)766 29816032 29816097 GGAGAAGGAATGGGGAAGAG CTGGCAATTTGCATTTTCCT 269

Ad01A7614 Aradu.A01 7614 p2 (AC)20 40 29816994 29817033 ACATGTCGCACTCGAAACAG TCTTTTGGGTATGGACTGGG 205

Ad01A7615 Aradu.A01 7615 p2 (AC)7 14 29817862 29817875 ACATGTGCATTCCCAAACAA TGATCGGGCATTTTAACTCC 226

Ad01A7616 Aradu.A01 7616 p3 (GTT)5 15 29827186 29827200 CTGCATGGAGTGTTGGAATG GCGGGAATTTTACACCAAGA 200

Ad01A7618 Aradu.A01 7618 p2 (TG)8 16 29847664 29847679 GGCGTCTGAATTTTCTTTGC TATCACGCTCCAAGCTCGAC 240

Ad01A7623 Aradu.A01 7623 p2 (AG)10 20 29862197 29862216 GCAAAATTTGATAAAGCGCC CCCTCCTTCTTCGTTCACAC 260

Ad01A7624 Aradu.A01 7624 p3 (TTA)9 27 29862915 29862941 AGGAACACGAAATTTCAGCAG CCCACTTTTTCCTTTACCTTCA 251

Ad01A7627 Aradu.A01 7627 p2 (CT)10 20 29866048 29866067 TGTCTTAAATTCGAACCGCA AAAGAAGAGCAGAAGCAGCG 217

Ad01A7628 Aradu.A01 7628 c (TC)6ccttcactctctctccccttc(CT)747 29872647 29872693 AACTGGTTTCACTGAACTGAATTG AAAAGCGGAGGGAGAGAAAG 270

Ad01A7630 Aradu.A01 7630 p2 (CT)6 12 29873404 29873415 TCTCTCTCCCCCTTCCCTTA CGCTCTTTCTTCCCCTTTTT 266

Ad01A7631 Aradu.A01 7631 c (GA)8aaaagaaaaggag(GA)7gggagagggagagagaggaagacaaagagagggtaggggagaaagagggaaaggggagagagagacaaagagtgggaaatgggagaaagagggg(GA)7151 29875247 29875397 AGGGGGAGAAAGAGGGGC TCTCTCCTTCTTTTCCTTTCTCTC 249

Ad01A7633 Aradu.A01 7633 p2 (AG)13 26 29875964 29875989 GGGAGAGAGAAAAAGGAGGG GCACCAGTTTAAACCAGTTCAT 234

Ad01A7636 Aradu.A01 7636 p4 (ATTT)5 20 29879526 29879545 TGCTGCTTTGTTTCCTCGTA TTTTTAAGTATTGGTCACACGAGA 198

Ad01A7642 Aradu.A01 7642 p3 (TTA)17 51 29894152 29894202 TCTTCTTGCCCATCACATCA TGCACTCCATTAATCCCTCA 146



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A7645 Aradu.A01 7645 p2 (TA)6 12 29898453 29898464 AGATTCCCATCGCCCTTATT GGCAAAATGGACACACATCA 273

Ad01A7646 Aradu.A01 7646 c (A)10gaaaaagaaagaaaaaagaatcaacaaggggacaaatgttactccaaaagtaaagtttg(A)1281 29910028 29910108 TCATGCATTGAATGTTGAGC GCTTAACCTCCCACCTAACC 267

Ad01A7647 Aradu.A01 7647 p3 (ATA)20 60 29926175 29926234 ACATCGCACTCTCCCTGTCT TTTGTTTTGATGTTGTCAAATGAT 215

Ad01A7655 Aradu.A01 7655 p2 (GT)10 20 29968071 29968090 AAAGAACCCTAGCCCCTCAA AAGTCACAATGCTTACCGGC 160

Ad01A7656 Aradu.A01 7656 p2 (AT)6 12 29997081 29997092 CGGTTATATAGCCAACCCGA CTTGGGTAGATGCTGTGGGT 151

Ad01A7658 Aradu.A01 7658 p2 (GA)6 12 30009425 30009436 TGGAGAATCCAAACACAATGG CAAAACCACCTAACTACTTTTCCC 265

Ad01A7660 Aradu.A01 7660 p2 (TA)6 12 30036093 30036104 CATAATGTTTTGTGTTTTTGAGCA CGAAGTTGGACCTTGGGATA 124

Ad01A7663 Aradu.A01 7663 p3 (GAA)5 15 30055321 30055335 ATCAACCGAAGAGAGGAGCA TGCTTCGTGTGGAAGTGTTC 185

Ad01A7664 Aradu.A01 7664 p3 (TTC)5 15 30057012 30057026 TTGCACCCTGTTTTTCTCCT CAAACAAGTCAAGAAGCACCA 280

Ad01A7665 Aradu.A01 7665 p2 (AG)6 12 30060987 30060998 AGGCTACAGAGTGGGGGAAT CAACATCAGATAATCAACAAGGGA 194

Ad01A7667 Aradu.A01 7667 p2 (AG)15 30 30083064 30083093 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 250

Ad01A7669 Aradu.A01 7669 p3 (TTG)10 30 30092823 30092852 CTCTCCCTCGAGGTCCCTAC AACAGGCAGAAGCAGAAAGC 278

Ad01A7672 Aradu.A01 7672 c* (A)12(AAG)6* 28 30126355 30126382 AGGGGAGAAACCAGCAATTT CTGGTGTTTGGTTTGTGGTG 125

Ad01A7673 Aradu.A01 7673 p2 (TC)6 12 30127227 30127238 GCCCCAACTGCTGTCATAGT GGGAAAGAGAGAGATGGGCT 163

Ad01A7676 Aradu.A01 7676 p2 (CT)7 14 30168627 30168640 CAAATCTGCCAACCTGCTTT AAAACCTTGTTAATGGGGGTG 130

Ad01A7677 Aradu.A01 7677 c (T)10cattggatc(A)1130 30188517 30188546 AATCGCTATTGGTTTGACGG CCCACACGTAAGAACCGACT 238

Ad01A7679 Aradu.A01 7679 p2 (AT)7 14 30235509 30235522 CCAAACATTGTGGTAGGGATG GAATCTATCATGTTGTGGCGG 279

Ad01A7684 Aradu.A01 7684 p2 (AG)6 12 30251632 30251643 TAAAGTGGGGAATCCATCCA GGAACATTGAACCTGAAAATTGA 187

Ad01A7686 Aradu.A01 7686 p2 (TA)9 18 30258365 30258382 TGGACCTCACATCCAGACTT TCAAAAAGGAAGCAAGCAAA 280

Ad01A7687 Aradu.A01 7687 p3 (ATA)6 18 30259187 30259204 ATTCCATGGAGCTTCTGCTG TCATGAATCCACTCATCCCA 209

Ad01A7692 Aradu.A01 7692 p4 (TTTA)5 20 30282231 30282250 CAGCACAGGAAACACCAAGA TCCTCCTGCAAAACAAAAGG 203

Ad01A7696 Aradu.A01 7696 p2 (AT)6 12 30293828 30293839 TTCCAACGGATTCAGAAACA GAACCTGCAACAAAACAGCA 189

Ad01A7698 Aradu.A01 7698 p4 (TATG)7 28 30304391 30304418 TGTTTTTCAGATGCAGGTCG CTCAACTTGGGAAGCAAAGG 192

Ad01A7699 Aradu.A01 7699 p2 (TG)31 62 30305245 30305306 ATTTTTCAGATGCAGGACGC TCGACCTCTAGGAGGGACAA 243

Ad01A7700 Aradu.A01 7700 p2 (TA)6 12 30305483 30305494 ATTTCTAACCGGCCTTTGCT GGAGCCTTGAACAAAAGGGT 176

Ad01A7701 Aradu.A01 7701 p2 (GA)6 12 30306918 30306929 AAAGGGGGTTGGACTGTTTT TAGCGAGATTCATTGGCACA 222

Ad01A7702 Aradu.A01 7702 p2 (GA)17 34 30309719 30309752 TGATTGAATTCTGGGGACAAG TGATTTGATAAGGGTTTAGGGC 279

Ad01A7703 Aradu.A01 7703 p2 (GA)10 20 30310970 30310989 GCAGCAAAAGAGGAAACCAA TCGTGTCTCTGTCCTCATCG 134

Ad01A7711 Aradu.A01 7711 p3 (AAT)8 24 30351728 30351751 TTGTGATTTTTGTGTATTATGTTTGTT TGAAACAAATCTAAAAGTTCTTGATGA 205

Ad01A7720 Aradu.A01 7720 p2 (TA)6 12 30384905 30384916 TCCATCCTCCAACCACTCTC GGGAAGGAAGGGAGCATAAA 143

Ad01A7721 Aradu.A01 7721 p3 (TAT)18 54 30385045 30385098 TCCATCCTCCAACCACTCTC AAAAAGCGACGAGGGATTTC 279

Ad01A7724 Aradu.A01 7724 p3 (TTG)6 18 30395681 30395698 AACATCCAGTGAGGAGGGTG AAGCCCAACCTTCTACAACAAA 234

Ad01A7725 Aradu.A01 7725 p3 (TAT)18 54 30396831 30396884 TCGGTTGAAAACGTACACCA AGACAATTAGACCCCAGGGC 204

Ad01A7730 Aradu.A01 7730 c (T)10a(AT)11 33 30405195 30405227 GGCATGTGATGATTTCTGGA GCCAAATCTCATCCACCAGT 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A7733 Aradu.A01 7733 p3 (AAT)5 15 30420897 30420911 CGGAGTGAAACAAGTCGGTT TTGGCGTTACACGTTACGAA 147

Ad01A7735 Aradu.A01 7735 p3 (ATT)16 48 30429284 30429331 TGCTGTTAAAAGTGTTTCCATTTC CGAGAATTTAGTGGCTTAGCTG 227

Ad01A7736 Aradu.A01 7736 c (TCT)6tcgc(CTT)1155 30430621 30430675 TTTTTCGCTCCAAAATGGTC GCAGTGGTGAAGTAGGGGAG 246

Ad01A7740 Aradu.A01 7740 p2 (CT)6 12 30457324 30457335 GGAACATTGAACCTGTGATGAA ACGCATTGCAGTGACAAAAA 260

Ad01A7745 Aradu.A01 7745 c (CAC)5catcatcatcatcaa(CAT)1266 30482124 30482189 TAACCACAAGCAAGGCAACA AATGGCTTCCAGAAGCTTGA 242

Ad01A7747 Aradu.A01 7747 p2 (AT)6 12 30496623 30496634 AGGAGCTCGCCAAATGTCTA GCAACTCGCTGCCTATTTTC 266

Ad01A7748 Aradu.A01 7748 p2 (CA)7 14 30503039 30503052 AAGCACAGCAGAAAATGCCT TCAACTGATGGATGGCTTCA 266

Ad01A7749 Aradu.A01 7749 p3 (CCA)6 18 30503230 30503247 AGCCATCCATCAGTTGAAGC CTGCTGCTGCAAGAAGAGAA 175

Ad01A7750 Aradu.A01 7750 p2 (GA)6 12 30541076 30541087 TTCGAACACAGAGAGGGAAGA GAAAACTCCTCACCCTTTTTCA 252

Ad01A7751 Aradu.A01 7751 p2 (AG)7 14 30564315 30564328 AATAAAACAGGGCAGGGTCA CGCGCTTCATTTTCCATACT 234

Ad01A7752 Aradu.A01 7752 c (GAT)12(GAG)11 69 30596109 30596177 CCTTGACACAAGAAGTTTCTTAATTTT CTCCATGTCCTCTTCTTCTTCA 245

Ad01A7756 Aradu.A01 7756 c (A)10ccatgcatgatgcaagaataaagaaaaggggaaatcaaatggaaac(A)1066 30621746 30621811 ATCACAAGTTCACGCACCAC GAGGGCAACAAGGACAAAGA 261

Ad01A7758 Aradu.A01 7758 c (A)10tcagttagtcttaaaagtt(A)1039 30629158 30629196 GAACGATTAGACATTTTTGGATTG GCTTTCCTCTACGATTTGGG 180

Ad01A7760 Aradu.A01 7760 c (TC)16tgtt(TC)10 56 30632708 30632763 AATTGCTTTGACACTCGCCT GGAACAGAGGGAAGGCTGAT 280

Ad01A7762 Aradu.A01 7762 c (AG)8cgtgccaatgtgtcaatgaggaagggaaaggggaaggggaagggacaggagatgagagacggacaatgggcttgtgagcttctgaaaatatc(T)12120 30637074 30637193 ATCTCTTTGTTGCTGCTGCG TGCATGATTTATCCAAACATAAAA 226

Ad01A7764 Aradu.A01 7764 p2 (TA)6 12 30673603 30673614 TCCTAACGTCAGCCTTACACC CCAAGGATTGGTCCTTCATC 271

Ad01A7766 Aradu.A01 7766 p3 (ATT)17 51 30693783 30693833 TGATTTGAGTTCAATACCATTCG TCTCCAGTCCATTCTTTGGG 239

Ad01A7768 Aradu.A01 7768 c (CTT)39cactttgc(TCT)24197 30698739 30698935 TGATTTATAGCCTGATTATGTTCCC CATAGTGATGGAGAAGTGACGA 263

Ad01A7769 Aradu.A01 7769 c (T)10gaaaatataaaagcaaacataacatatcaatgcacatgaa(T)1060 30714803 30714862 TCACATATGCATTGACCTTTCA TGGAGAAACTGTGGGAAACC 276

Ad01A7771 Aradu.A01 7771 p2 (AT)6 12 30737898 30737909 TTAGTTTTAATTTTTCCTGTAGCAACT CTGACTGCTTGTTGGGACCT 242

Ad01A7773 Aradu.A01 7773 p3 (TCT)8 24 30754941 30754964 AAACCATTTTCCCACCCATT TGCTTTGACCACACCAAACT 268

Ad01A7774 Aradu.A01 7774 p2 (TA)6 12 30767399 30767410 CAATTTTGGCCCATCAATCT CCTCAGACCTTAGGAACGGA 212

Ad01A7776 Aradu.A01 7776 p5 (TTTAT)5 25 30772065 30772089 TGAATCTTCAAGGTGTTCCTGA CCATAACGGAGAAAGGGAGA 277

Ad01A7778 Aradu.A01 7778 p2 (TA)8 16 30800141 30800156 CCAAAGAGGATTCCCCAGAG TGCCACCACATCAAGGTAAC 273

Ad01A7780 Aradu.A01 7780 c (TC)8tgtccaa(TC)635 30805390 30805424 CTTCCCTCGACAACGACG AGAGAGGGAAGAGTGCACCA 201

Ad01A7781 Aradu.A01 7781 p2 (TA)6 12 30810573 30810584 TTTGTGTCCCTTTGGGTTTC ACTCAAAAGCGCAACACTCC 197

Ad01A7782 Aradu.A01 7782 p2 (CT)7 14 30819832 30819845 TTTTTCGAAATCTCCCCTCC CGGAAAAGCACACCAAACTT 152

Ad01A7784 Aradu.A01 7784 c (TA)6atcacgcgttggttatccttgttcgttacgttatcgatcggagtgttgcgcttttgagttgcg(T)1085 30828668 30828752 AGCCGGATCTTGAGTCTTGA TGCAATTTGTAACACCCTACCA 280

Ad01A7785 Aradu.A01 7785 p3 (TTG)5 15 30829966 30829980 GGAAGATGAACAAGGGGTGA TCATTCTCATTGTCAACGGC 254

Ad01A7790 Aradu.A01 7790 p2 (GA)6 12 30919149 30919160 CCTCTCACTCACCCAACCAT CCTTTCACCCCCTTTCTCTC 271

Ad01A7791 Aradu.A01 7791 p2 (TA)9 18 30963885 30963902 GACGAGGCTTTTACCGTCTG GCTCTCTCTCTTACCCTTTCAA 280

Ad01A7792 Aradu.A01 7792 p3 (GAG)5 15 30983288 30983302 AATCACAATGGGCTGAGAGG TTCAGGAGGCTAAGGCAAAA 110

Ad01A7794 Aradu.A01 7794 c (ATG)8acgac(GAT)956 30990599 30990654 AGCAAGAGGTGGGATTGAGA TCGTCCTTGTCCTCATCTCC 219

Ad01A7795 Aradu.A01 7795 p3 (GAG)8 24 30999691 30999714 AATCACAATGGGCTGAGAGG GCAAGGAAGAATGCTCAGGA 153
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Ad01A7799 Aradu.A01 7799 p2 (TC)17 34 31031104 31031137 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 228

Ad01A7802 Aradu.A01 7802 p2 (AT)7 14 31068389 31068402 GAGGGTTCAAATTCTGTCTCG TTTAATTGTGGGGGCAAAAA 174

Ad01A7804 Aradu.A01 7804 p3 (TGA)5 15 31073081 31073095 TGGTGATGGCAGTGTTCATT AAACCCATCAGTTCGCAATC 219

Ad01A7806 Aradu.A01 7806 p2 (GC)6 12 31096091 31096102 GGCTGTTTGGGGGTTAGAAT CTTGGTGTGGGCGTAACTCT 206

Ad01A7808 Aradu.A01 7808 c (TC)6ttctcttacatatgcgaagaaatcac(A)1048 31104044 31104091 TGGTTGCAATCAAAGAAAGG TCGGTGCTTGTAGGAGAACA 278

Ad01A7810 Aradu.A01 7810 p3 (TTA)5 15 31118173 31118187 TTTGACATACGTGAATCGGG TCTGTTTTCCCTCCAAAACG 275

Ad01A7811 Aradu.A01 7811 p2 (TC)24 48 31118696 31118743 TCTCTCTCCCTTTGTCGCTC AGCAGAAGCAAAGCAAGCAT 197

Ad01A7813 Aradu.A01 7813 p2 (TC)9 18 31121753 31121770 ATATTCCTCCCTCCGCTGTT ACGGTATCCACTTGCACACA 267

Ad01A7815 Aradu.A01 7815 p2 (TA)10 20 31125866 31125885 TGAATTCTCATAAGCAACGGA TTGCACTTTTGGGATTCTTG 221

Ad01A7820 Aradu.A01 7820 p2 (TA)9 18 31218498 31218515 AGCTTTCAATCAACGCCAGT TGAGATCCCCATATGTCCTCT 226

Ad01A7822 Aradu.A01 7822 p2 (AT)16 32 31227789 31227820 AGCTGCTTGCTTTAATGGGA TTTGCAATCATATCTTCTCAATCA 270

Ad01A7827 Aradu.A01 7827 p2 (AG)18 36 31291398 31291433 AGTCTTCGACCCAACACCAC CCGATTCATAACATGAGAACGA 208

Ad01A7828 Aradu.A01 7828 p3 (TTG)11 33 31301212 31301244 TATGACAGAGCTCAATGGCG TTGTCCCATTCGAACACGTA 199

Ad01A7829 Aradu.A01 7829 p4 (ATTT)5 20 31313788 31313807 AACTATTTTTAAGCCACTTTTTCG TCCATGTTGGAGTAAAGGGG 252

Ad01A7831 Aradu.A01 7831 p2 (TC)16 32 31373301 31373332 TTCGAAAATTCCTCACCCTTT TCGAACTTAGAGAGGAAAAGAAGG 272

Ad01A7834 Aradu.A01 7834 p5 (GATAA)5 25 31446295 31446319 ATATCCTCCCGATGTAGGGG GAGCCCCTGGCTCTTTTTAT 235

Ad01A7836 Aradu.A01 7836 p3 (AAT)7 21 31451781 31451801 GAAGCTTCCAAAATTCAATTCAT TCTTCGTTTTGCTTTAGACGC 279

Ad01A7839 Aradu.A01 7839 p5 (AAGAT)5 25 31466414 31466438 AGGCGGTTCCCCTAAAGATA ATGGTGCTGATCCTTTGTCC 232

Ad01A7840 Aradu.A01 7840 p2 (TC)8 16 31471127 31471142 TCTTCTCCTTTCCTCACCCA CCAGAACTGAGGGCGATAAA 208

Ad01A7842 Aradu.A01 7842 c (T)10g(T)11ctataaataataac(AAT)1272 31480821 31480892 ACTACCAATCACTGTCCGCC GGAGCTGTGTGACCGATTTT 211

Ad01A7843 Aradu.A01 7843 p3 (AAC)5 15 31482162 31482176 CGGAGGCAGTAACAACCATT TACCTTTGGGTGAGGTGGAG 134

Ad01A7844 Aradu.A01 7844 p2 (TC)10 20 31482356 31482375 CTCCACCTCACCCAAAGGTA CACATGCCATAGCTGCTTGT 261

Ad01A7845 Aradu.A01 7845 p3 (TTG)5 15 31484550 31484564 GAAGATGGACAAAGGGCAAA ATTCGCCACCACTATTCCTG 243

Ad01A7846 Aradu.A01 7846 p3 (TTC)5 15 31493056 31493070 GCGCGAACTAGAATAGTGCC CAGAGAAGTGTAAAAGTGCGGA 210

Ad01A7848 Aradu.A01 7848 p3 (AGA)8 24 31517854 31517877 TTGCCTTCCCTTTCCTCTTT AACCCTCTCTTCTCCCCCTT 215

Ad01A7851 Aradu.A01 7851 p2 (TC)9 18 31553055 31553072 GATTAGACATTCAAATCTCATCATTTA AGGAAAGGGAGGGAGGGAG 280

Ad01A7853 Aradu.A01 7853 p4 (TAAC)7 28 31559016 31559043 CCTGCATCACTCAACCAAAA CCTTTCAACCATCACCCAAC 230

Ad01A7854 Aradu.A01 7854 p2 (AG)6 12 31560287 31560298 TTCATTGATCATTCACTTCTCCTT CCAAACAACCAATTGCAAAC 280

Ad01A7858 Aradu.A01 7858 p2 (AT)6 12 31566474 31566485 GAGCGCTACCGACTCATCTT TTTTTCGCTTTGGTAACTGC 214

Ad01A7861 Aradu.A01 7861 p3 (TCA)5 15 31611178 31611192 TGCTTGCTGGACTCATCATC AGCAACAGCCCAACAGAGAT 139

Ad01A7862 Aradu.A01 7862 p2 (AG)8 16 31614122 31614137 CGTGCCAAGTGAAAAATCCT AGTTTTGAGGCTCTGGGAGG 263

Ad01A7864 Aradu.A01 7864 p3 (TTG)10 30 31623761 31623790 CCGTGCCATATCGTGTTTTT TATCCAACGACGACGACGA 171

Ad01A7865 Aradu.A01 7865 p3 (TAT)14 42 31623951 31623992 ACGACCGGTGTAATTATCATATC CCATTTTTCCTCCAAAATGAA 279

Ad01A7869 Aradu.A01 7869 c (TA)8(TG)8 32 31651825 31651856 AGCATGTCCTCATGCTAACTCA GGGTTCAATTGCTCATTTCC 280
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Ad01A7870 Aradu.A01 7870 c (AT)7nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)791 31652669 31652759 CACGGGTTGTGTGTTCTTTG TGCATTGATGTTGTTTTGGG 251

Ad01A7871 Aradu.A01 7871 p2 (GA)12 24 31681342 31681365 AGAGGGAGAGAGAGGGTTCG CCTAACCACTTTTCCACTTCCA 240

Ad01A7874 Aradu.A01 7874 p2 (AG)6 12 31697499 31697510 TGCATAAAAAGGGGAATCAAA GCTGGGAGTCGAACAGAATC 247

Ad01A7879 Aradu.A01 7879 p2 (TG)6 12 31727316 31727327 TCGATTATTTTGTGGGAGGC CACCGTTATTCAAGCCTTTTT 171

Ad01A7880 Aradu.A01 7880 p3 (TTC)5 15 31728342 31728356 CATCACGTTTTCAAAGCCCT GGAAGAAGAAAAGGAGGAGGA 111

Ad01A7890 Aradu.A01 7890 p3 (TTC)6 18 31814997 31815014 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 270

Ad01A7891 Aradu.A01 7891 p3 (AGA)5 15 31835464 31835478 GCTTCTATGCCAGAAGGCAG TCAATTTTTGAAATTCTCTTCTTCTC 251

Ad01A7893 Aradu.A01 7893 p3 (AGA)6 18 31864637 31864654 TAAAATATTGCTCGCCCTCG ACAATTCAATTTCCCACCCA 212

Ad01A7894 Aradu.A01 7894 p3 (AGA)5 15 31867523 31867537 CTAGAGGAGACTCCGGCCTT TCCCACATAGCCGAACCTAC 175

Ad01A7897 Aradu.A01 7897 p3 (AGA)6 18 31897858 31897875 ATGCTTTTACCGCACCAAAC AACCGCTCTCCCTCCACTAT 189

Ad01A7899 Aradu.A01 7899 c (TG)8(TA)6 28 31913902 31913929 CTCCCGGTTCTCATTCCATA AAGCTCCAGACTTGACCTGC 262

Ad01A7900 Aradu.A01 7900 p5 (TCTTT)5 25 31938571 31938595 TTCAAGGATCAAATCAAAGCC AACGCATCACAACACCAAAA 269

Ad01A7906 Aradu.A01 7906 p2 (AT)10 20 31951132 31951151 TTTGGATTTATTCTTGAACACTATTTT TGTGTTTTTGCCGCTATTGA 233

Ad01A7915 Aradu.A01 7915 p3 (TAA)5 15 31990580 31990594 CAAGGAAATGAAGTGGGGTC AGGGCTGAATTTGGAATGTG 193

Ad01A7916 Aradu.A01 7916 p2 (TA)6 12 31999529 31999540 TTTGTTAGCCCAGGAACCAG CCCATTAGCCACAATCAAAAA 243

Ad01A7919 Aradu.A01 7919 p2 (AT)7 14 32007025 32007038 TCCTCAAGTTGTGGGAACTAAAA ATTGCCTTATGGCCCTCTCT 221

Ad01A7920 Aradu.A01 7920 p3 (AGT)6 18 32007547 32007564 TCGTTTTCAAACTCCACTAGCA TTCCCAGCAGTGGCTCTAAT 237

Ad01A7921 Aradu.A01 7921 c (T)10attatttttaagatttaaaaccttgaattagttaaaatacaaagtattactcgttaaactgcacccttggtaatggtggatttggcgtagcag(A)10113 32009925 32010037 TTTTTGCTGTATGCTATAGGGATTT TTGCATCTTCGTCATCATTTG 248

Ad01A7926 Aradu.A01 7926 p5 (TTATC)5 25 32050077 32050101 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 127

Ad01A7927 Aradu.A01 7927 p6 (AGAAAA)6 36 32066084 32066119 GGGAAAGTTGAATTTGGAAACA TACTTTGGGGCATTTTGTCC 231

Ad01A7930 Aradu.A01 7930 p3 (ATG)5 15 32071659 32071673 TGAATTCTGAAGAGGGACGG TGCATGGACCGAAGCTATAA 252

Ad01A7931 Aradu.A01 7931 p2 (CT)9 18 32077307 32077324 AGTGAAACTGGCCAAAATGC CCCCTCTTCACCGTCAAATA 205

Ad01A7932 Aradu.A01 7932 p2 (AG)6 12 32081292 32081303 TGTGCCCAACTTTGATTGAA TGCAAAAACATAAAAGATTGCC 159

Ad01A7934 Aradu.A01 7934 c (CT)11(AT)11 44 32085807 32085850 GGCTTCTAAACCAATTCGCA TTTTCAGAAGCACCCTCACC 245

Ad01A7936 Aradu.A01 7936 c (A)11tatcttttctaactatttttaagccatattttcgag(T)1057 32106517 32106573 CCTTGGTGTTTTTCCTCCAA TGAGTTGAAAAGATTTTAAGAAGGAA 261

Ad01A7938 Aradu.A01 7938 p2 (TA)6 12 32157010 32157021 TCCGGAGACTAACTCGGAAA TTTCTACCGTATCTTCTAAACTCAACA 278

Ad01A7943 Aradu.A01 7943 p2 (AT)11 22 32172925 32172946 CCTTTCCAAAAAGAGTGAAGTTG CATGTTGGTACATGACATTTCG 268

Ad01A7944 Aradu.A01 7944 p3 (ATG)9 27 32175171 32175197 AATCAAAACTGGTTGTGGGC CATGTCTCCATGAGCATTTCA 259

Ad01A7945 Aradu.A01 7945 p3 (GAT)5 15 32179901 32179915 GGGAGTAGTTTGTGGGTGGA AAAACTCCTCACCCTCACCA 201

Ad01A7946 Aradu.A01 7946 c (A)12g(A)11 24 32180738 32180761 CCCCAACTATAAACCATGCTC TTTGCTTCAGTGCAATTTCG 265

Ad01A7947 Aradu.A01 7947 c (T)12gtgatgtgaaaagtaacctaaagtgtaccttgaaggtgt(ATA)669 32185095 32185163 GGATTCAAGAACCAATCAATCA TTCTCATGGTAGCCAAGTTTTC 250

Ad01A7948 Aradu.A01 7948 p2 (GA)16 32 32185279 32185310 GCAACAAAACACAACTAAAGCAA TGCTAAAATCCTCGTCTCCC 227

Ad01A7949 Aradu.A01 7949 p2 (TA)10 20 32192345 32192364 CGAAATGGGAGCATGGTTAT ATGGGGTTTTTCTGGGGATA 279

Ad01A7950 Aradu.A01 7950 p2 (TA)6 12 32199374 32199385 AGATGCAAGTCGAGAGGCAC CTCGACCTGCGAAGTTAAGG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A7951 Aradu.A01 7951 c (TAT)5tactactattgctagtattattattataactaatcataaagcacggaaacaagagccggcttcgattatggttgca(TAT)13130 32202045 32202174 TGCTTCACTAAATATTTTTCATCCTT TTTTAATTCTCTTTAAGACCCCAA 272

Ad01A7953 Aradu.A01 7953 p2 (CA)10 20 32203365 32203384 CCTATTCGATTGTATTTCCTTGG CGGATTGGAAGAAATCGAAA 158

Ad01A7954 Aradu.A01 7954 p2 (TA)6 12 32205085 32205096 TTGTTTTCAGATGCAGGTCG AAGCTAAGGCCAGCCAGAGT 253

Ad01A7957 Aradu.A01 7957 p2 (TA)7 14 32233806 32233819 TGAGGCCATTGTTTCATTAGC TTAGTTGGGGCATTTTGTCC 273

Ad01A7958 Aradu.A01 7958 p2 (AG)6 12 32239556 32239567 CGCGATCTGCAGAATTAACA CATTGAACCTGGAAATTGAGAA 260

Ad01A7959 Aradu.A01 7959 p3 (CAT)11 33 32249535 32249567 CTACCACCTCCTCCTCCCTC CGGTCCAAGTGCACCTTATT 227

Ad01A7960 Aradu.A01 7960 p3 (CTT)5 15 32249823 32249837 TGCATTTGGTCTCGTTGTTC TGATGAGGAGTTTTGAGAAGTTTTT 231

Ad01A7963 Aradu.A01 7963 p3 (AGA)5 15 32262067 32262081 TCTCCCTCGAGCAAAGAAAA CTTCCCCATAAATCCCACCT 230

Ad01A7968 Aradu.A01 7968 p3 (TTC)7 21 32304788 32304808 GAGTCGCGTTCTGTGCAATA CTTGTGATAGCCACTGCGAG 276

Ad01A7970 Aradu.A01 7970 c (A)10gaagaagtagcagctagcttcacaagaaatgctaatatgtgcaccaatttttaactaaaattttgtagaataagggtgtacaaattgttccatttattca(T)10120 32319266 32319385 TTCAATTCCAAATTTCCAACAA AGGGTTTATATATACGAAACACATCA 273

Ad01A7972 Aradu.A01 7972 p2 (AT)7 14 32325570 32325583 GGAGGGTCCTCTTTTGTGAA AGCGTGCGCTTTTCATTTT 278

Ad01A7973 Aradu.A01 7973 p2 (AT)7 14 32325707 32325720 ACGCTCGAGGAATCGAATTA GCTCCTTGCTAGGTGTCTGG 249

Ad01A7974 Aradu.A01 7974 p2 (CT)12 24 32330183 32330206 ACGGACACATAACTGGGCTC TGGTTATCCATGACCGTGTG 270

Ad01A7976 Aradu.A01 7976 p2 (GC)6 12 32341919 32341930 GTCCTCTCCCATTTTGCTCA TACACCGATAGGCTCTGGCT 237

Ad01A7979 Aradu.A01 7979 p3 (TTA)5 15 32366797 32366811 GAAAATTTTTAAGTTTGGTGTTTTCA CCATGATGGAGAAAGGGAGA 234

Ad01A7980 Aradu.A01 7980 p2 (TA)12 24 32375434 32375457 TGGACCTATGAAGCAAAGGC GTGCAGGTATGGAGGCATCT 252

Ad01A7984 Aradu.A01 7984 p3 (TGG)7 21 32383077 32383097 TTGACCAGCAATCTAGAGCCT TACTCCAACCCCAATCTCCA 116

Ad01A7985 Aradu.A01 7985 p4 (CTCC)7 28 32385327 32385354 CCATAGTGACAGCCATCGTG GCCTGCAATTAGTGACGGTT 266

Ad01A7986 Aradu.A01 7986 p2 (AC)6 12 32392470 32392481 TTGTGGGTCTTCACCAAGTTT ATCCCTTCTCAAGCTTTCCG 216

Ad01A7990 Aradu.A01 7990 p3 (AAT)5 15 32410347 32410361 GCACCAGAACACTGTGAACC CAACGCAGTCACAAAGAACC 202

Ad01A7993 Aradu.A01 7993 p3 (CAA)6 18 32437903 32437920 CAATCAAATCGGGAGAGCAT CATGAGGTGGTCAAACGAGA 210

Ad01A7997 Aradu.A01 7997 c (ATT)5gtagttagggggatacgaataattaggagaataattaagaaaattggagaagacgaagaacggttgattttg(T)1299 32448106 32448204 TTTGGGAGTGTGGAAAAGAA GACAAAAATACCCTTTTAAATTAATCA 280

Ad01A7999 Aradu.A01 7999 p2 (AT)7 14 32459222 32459235 ACTTAAATGCCATTGGGTGC AGCGTTCATTGCTGACAGTG 162

Ad01A8000 Aradu.A01 8000 p2 (AC)8 16 32459898 32459913 TGGAAATTTTCGCTGGTTTT CCATTGAGGCACATCCCTAC 249

Ad01A8004 Aradu.A01 8004 c (A)22tcttaaattctgt(A)2156 32464921 32464976 AAAAGGAAACCATGCACACC CAACGTTGCAAATTCCATTG 145

Ad01A8008 Aradu.A01 8008 p2 (TA)8 16 32486267 32486282 TATTTGGTTGCATGCCTTGA TTGATGCTACATGGAGTAACCC 277

Ad01A8009 Aradu.A01 8009 p2 (GA)9 18 32502266 32502283 AGAAGGAGGGGAAAAATTCG CGAAAACCACTTTCCCCTTT 273

Ad01A8010 Aradu.A01 8010 p2 (GA)6 12 32506231 32506242 GTTCTTGTCCTTGCTCCTGC TTCTTTTCCTTTTAATTATTTTCGGA 268

Ad01A8014 Aradu.A01 8014 c (ATC)9attattac(TAT)653 32562639 32562691 TGATATTCAGCGCCCAAAGT CGCAAAGTAAATGACACCCC 216

Ad01A8017 Aradu.A01 8017 p3 (CAT)7 21 32588663 32588683 TACCACCACCACCTCCATTT AACGATGACGACGATGATGA 128

Ad01A8020 Aradu.A01 8020 p2 (CT)20 40 32610550 32610589 AGAGCTCGACAAGAGCTTCG GCCCAAGACCCAACATAGAA 230

Ad01A8021 Aradu.A01 8021 p3 (TTA)10 30 32620333 32620362 CCTTGTAGGCCCTCCTAACC CTTGTTCTCTCCTTGCCGAC 258

Ad01A8022 Aradu.A01 8022 p3 (TTA)15 45 32622416 32622460 TCGAATTTGATGAGAGAAAAAGG TGCATGCAGTCATTGTTTTG 130

Ad01A8023 Aradu.A01 8023 p2 (GA)6 12 32625917 32625928 AAATGAAGCAGTGTGGAGGG AATAAGGACGTTTTGCACGC 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A8024 Aradu.A01 8024 p2 (AT)11 22 32639636 32639657 ACTAGCCCCTGACTCAGCCT GGATCTTGGGAAGCGAAGTA 249

Ad01A8026 Aradu.A01 8026 p3 (TTA)13 39 32652365 32652403 GCATGTAAATCGAACCAAATGA TGAATTGTTGATTCTTTTTGGA 260

Ad01A8032 Aradu.A01 8032 p4 (AAAT)5 20 32685445 32685464 AATGAGGAGGGTTTATGGGG TTGATCCTGGCATCTCAACA 253

Ad01A8035 Aradu.A01 8035 p2 (CT)6 12 32692934 32692945 GGAAAGAACTTGGCCAAAAA GACTTTCACCGGAAGATCCA 217

Ad01A8038 Aradu.A01 8038 p4 (AATT)5 20 32799426 32799445 TTGGAAGTGTATTTGAATGATAATCTG GATTGATAATATACCGTGCGAGC 248

Ad01A8040 Aradu.A01 8040 p3 (AGA)6 18 32812270 32812287 ACAAAGAAGCTTTGCGTTGAA TTCTCCTCTGTTCGCGTTTT 100

Ad01A8041 Aradu.A01 8041 p2 (AT)6 12 32814185 32814196 GGTCACCACGGTACCTCAAT AAACAACCCCAAGTTTGTGC 257

Ad01A8042 Aradu.A01 8042 p2 (CT)14 28 32817696 32817723 TCACTGCTTAAATAGCTTCTGCC ACATACATGTGGGGAGGGAG 174

Ad01A8045 Aradu.A01 8045 p2 (TC)10 20 32857251 32857270 CGTTGTGCCTTCACATCATC AATCAACCCTAAACCCCGAT 253

Ad01A8046 Aradu.A01 8046 p2 (TC)7 14 32870414 32870427 TGAGAATTCAAAAACCAAATAGCA TTTTTGACCCAATTTTTGGC 277

Ad01A8047 Aradu.A01 8047 p2 (CT)11 22 32876713 32876734 GCAACATAAAGTAATGAACAAGGG TTTTTGGGCAGTTTTTGACC 274

Ad01A8048 Aradu.A01 8048 p2 (CT)6 12 32883053 32883064 GCAACATAAAGTAATCAACAAGGG TTTTTGACCCAGTTTTTGGC 245

Ad01A8049 Aradu.A01 8049 p5 (AAGAT)6 30 32884424 32884453 AAGATAAAGGCGGTTCCGTT CCTGGGTGCTCCAGTGTATT 117

Ad01A8050 Aradu.A01 8050 p3 (TTC)22 66 32894498 32894563 CACGACAGTTCCCTTGGAAT GAAGCAAGTGGAGCGTTTTC 181

Ad01A8052 Aradu.A01 8052 p4 (CTTT)6 24 32926102 32926125 CTCTGTGGTGGTGGTGTGTC ATCACTCCCACCTTACACGC 184

Ad01A8054 Aradu.A01 8054 p2 (CT)6 12 32936623 32936634 CAAATTCCATTAACAGGAAAATCA GGAGGAATAAGGGGGATTCA 273

Ad01A8056 Aradu.A01 8056 p2 (AT)9 18 32950550 32950567 CCATCCATCCTTGATTGGTC GACCACGCAAAAATCCTCTC 268

Ad01A8057 Aradu.A01 8057 p2 (AT)10 20 32965752 32965771 AGAAGGGACTTTCCATAACCTT AATTGTAGTAAGTATCTCCATCGAAAA 273

Ad01A8058 Aradu.A01 8058 p3 (TTA)18 54 32966480 32966533 CCTTTTTAAAATATAATGCATGTACCG GTTCTAATTCTCATTCAAGTGCAA 157

Ad01A8060 Aradu.A01 8060 p4 (ATAC)6 24 32973965 32973988 AATAGGGTCCCATCCAAACC TGGGTGGTTAAAATGCATGA 139

Ad01A8062 Aradu.A01 8062 p2 (CT)7 14 32990863 32990876 AGCCCATCTCTCTCTTTCCC GCAGGAACCTAGGAGCAGTG 225

Ad01A8063 Aradu.A01 8063 p3 (GAA)7 21 33031942 33031962 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 280

Ad01A8065 Aradu.A01 8065 p2 (CT)7 14 33041007 33041020 AATAAGCAGCAGTCTGGCGT TGAAAGTGAGGTAGGTGGGG 276

Ad01A8066 Aradu.A01 8066 p3 (ATC)11 33 33049153 33049185 GCAATCCTGAATATGTTTGGC CCTTGAAGCAAAAGAAATAGCAA 196

Ad01A8067 Aradu.A01 8067 p3 (ATC)5 15 33053897 33053911 TGCTTCATTGCTGTCCTTTG TCTTCATGCACTGCCATTTT 230

Ad01A8068 Aradu.A01 8068 p3 (TTG)5 15 33054540 33054554 TCAAGTGTTTTGGGTTGTCTT ATTCCAGCTGCAGTTCTGGT 217

Ad01A8070 Aradu.A01 8070 c (T)11aaataaaaggaacttaatttaataaactg(T)1050 33107437 33107486 GGATTTAGGGTTGTGCATGG CTGTGTGGCTTTACGAGCTG 235

Ad01A8071 Aradu.A01 8071 p2 (AC)6 12 33107658 33107669 CAGCTCGTAAAGCCACACAG ATGAGAAAGCTCTTTGCCCC 117

Ad01A8080 Aradu.A01 8080 p2 (TA)10 20 33143585 33143604 GGTTGAGGTGTGTGTGTCATTT TGGGTAATCTTTGCCCCTTT 280

Ad01A8082 Aradu.A01 8082 p3 (AGA)5 15 33167515 33167529 AGAATATTGCTCGCCCTCAA CGAACCTACTCCCTCTCCCT 173

Ad01A8087 Aradu.A01 8087 p3 (GAA)5 15 33221312 33221326 GTCTTGGCGGTTGTTTTCAT TAACCTGGGCTCAAAATTGG 246

Ad01A8092 Aradu.A01 8092 p3 (TCT)5 15 33260967 33260981 TTTTACCCAGATTGGTCCCC GCTAGTGTTCAACAACGGCA 262

Ad01A8093 Aradu.A01 8093 p2 (CT)6 12 33271188 33271199 CCTCGAACATTGATCCTGCT GAGAATTTTGCGGAAATGGA 251

Ad01A8094 Aradu.A01 8094 p2 (CT)6 12 33282282 33282293 GGCTGCCATGAGCTTTAGAT TTATTGAAACGGGTGTGCCT 100
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Ad01A8095 Aradu.A01 8095 c (ATA)5attttttttattatggttatgaaatctgggttctgattttttggtcttctgaaggata(TG)787 33282501 33282587 CCCCGTACTGGGTATTTCAA CACCAAGCAACCCCATTTAT 238

Ad01A8096 Aradu.A01 8096 p3 (TGC)5 15 33283292 33283306 AAAATTTCGTTGTTTTGCCG CTTGCCATGACACGATCAAC 265

Ad01A8097 Aradu.A01 8097 p2 (TA)6 12 33304929 33304940 GGACATTATAGTCCGGGAAGA TCAAATTGAGTCAGTTCAATGG 114

Ad01A8098 Aradu.A01 8098 p3 (ATA)5 15 33305895 33305909 CCTATGGGGTCACATATTAACGA TCAGTGAGGATCTCATCCAAA 239

Ad01A8099 Aradu.A01 8099 c (T)11agttgggtccctataaaattaagccaattactactaagaaggacttaattg(A)1072 33307698 33307769 TGAGTCCTTGCACCAATTTTT TGGTTGTCAAAATAACCCATGT 271

Ad01A8100 Aradu.A01 8100 p3 (TCT)5 15 33334747 33334761 CCCATCACCTCTTCACCACT CTGGCCTTAGGTGCCATAAA 267

Ad01A8102 Aradu.A01 8102 p2 (AC)7 14 33349357 33349370 TTCAATGAACACCCAAAGCA GACAACCCTTACATCTGCCC 216

Ad01A8103 Aradu.A01 8103 p2 (AG)6 12 33349982 33349993 CAAGCAAACCAAACAAAGCA CCACCAACTGAAGGTGGAAT 222

Ad01A8105 Aradu.A01 8105 p3 (ATT)5 15 33357528 33357542 ATTTGGACGTTGGCTTTGTC CAGGGAAAAAGGCACTCTTG 194

Ad01A8112 Aradu.A01 8112 p2 (GT)6 12 33445736 33445747 TGGGAATTTGGATGCTACTCA TAAGGATGAGGATGGCCAAG 243

Ad01A8113 Aradu.A01 8113 p2 (TC)6 12 33454170 33454181 CCTAATTGGAGCAGGGATGA GGTTTGGGAGGGAAAAGTGT 125

Ad01A8115 Aradu.A01 8115 p3 (AGA)5 15 33468999 33469013 TCCTCGAGCAAAAGAGGAAA AAAACCCCACCTACCTCACC 227

Ad01A8116 Aradu.A01 8116 p3 (TCT)6 18 33471801 33471818 CTCTCTTCTCCCCCTTGACC CCAGCCTTAGGTGCCATAGA 173

Ad01A8118 Aradu.A01 8118 p3 (AGG)6 18 33480379 33480396 AGCATCGCGTCTGCTAAAAT TTGTGCTGTTGCTACTTGGG 254

Ad01A8120 Aradu.A01 8120 p2 (GC)6 12 33504390 33504401 CTCAATCCCCCTTCAATCCT CCAGTTGGGTTGGAAAGCTA 221

Ad01A8121 Aradu.A01 8121 p3 (GGT)6 18 33510007 33510024 AAAAGGAGGGTGTGAACGTG TCTTCTCCTTGTCGCCCTAA 140

Ad01A8123 Aradu.A01 8123 p2 (AT)10 20 33510638 33510657 TTCGTCGACGCATAGTGAAG TTCGGTTTGGTTTGGTTTGT 216

Ad01A8124 Aradu.A01 8124 p3 (TTA)9 27 33512271 33512297 AGCACCAATGCCAATTCAAC TCTTATGCAAACCAACCTGAAA 138

Ad01A8129 Aradu.A01 8129 p4 (AATA)5 20 33524337 33524356 TTAGTCCCCATGTCCGTCTC ACTCCATCCCTCCAGAGGTT 179

Ad01A8130 Aradu.A01 8130 p3 (TAA)5 15 33524529 33524543 ACCTCTGGAGGGATGGAGTT GTTTGTGCACCTCACCTGAA 220

Ad01A8133 Aradu.A01 8133 p4 (TATT)6 24 33580459 33580482 GAAAAGTTAAACAAGAAAAGCAAGA TTCGAAATTTATGTTCTTTGATCTTA 204

Ad01A8135 Aradu.A01 8135 p3 (GAT)5 15 33584731 33584745 TTGACCCAATTTCCATTTCC GAAAAGTGGGCCAAACACAG 260

Ad01A8136 Aradu.A01 8136 p2 (AG)19 38 33585133 33585170 CACTGCAGCCGTTTATAGCA CTCCAAAACCCTAGCCCTTC 176

Ad01A8137 Aradu.A01 8137 p2 (GA)10 20 33585609 33585628 GGCAAAGATACGGTGCAAAT GACCTTTCGCTGGTGTGTTT 203

Ad01A8138 Aradu.A01 8138 p2 (CT)8 16 33590614 33590629 CGATAGTGAGACGCTGGTGA TACGCCACGTTGTCGTACAT 232

Ad01A8139 Aradu.A01 8139 c (AG)8gtgagagattaaagatt(AG)645 33592743 33592787 GCGACGGTATTTCTAGCGAC TCCGACAATAATCATGCCCT 255

Ad01A8140 Aradu.A01 8140 c (ATA)5at(TTA)23 86 33594082 33594167 CCTGAGATGAAGTATGAAGGAAGG GGCTCGATACCCAGGTCATA 193

Ad01A8143 Aradu.A01 8143 p3 (ATA)18 54 33598525 33598578 TGTCATTTCTCCGTTATTTCGTT TTTCGTTGTGGTTTTTATCCAA 125

Ad01A8144 Aradu.A01 8144 p2 (AT)8 16 33604138 33604153 TTTTACCGTGGCCATAGACC GGTTCGAAGGAGGTTGAGAA 207

Ad01A8145 Aradu.A01 8145 p2 (AT)8 16 33608493 33608508 GGCTATTCGAGTGGCGTTAG CCATAGTTGTGGCTGGTGTG 171

Ad01A8146 Aradu.A01 8146 p2 (AG)8 16 33613977 33613992 TGCTCATCTCCGAGCAAGTA CTGACTCCACCCAATCCACT 232

Ad01A8150 Aradu.A01 8150 p3 (AGA)7 21 33646293 33646313 CTAGAGGATTCTCCGGCCTT CTTCACTCTCCCCTCTCCCT 250

Ad01A8151 Aradu.A01 8151 c (AG)6c(CT)7cgctctctc(CT)648 33662262 33662309 GGCAAGATGGGAGACAACTT TCTGAACAGGGTAAATGGGAA 237

Ad01A8152 Aradu.A01 8152 c (TG)22t(TG)18 81 33665408 33665488 GCTTCACGTGTGTAATTCCG TGGTGCTTCATACGCCAATA 279
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Ad01A8154 Aradu.A01 8154 p3 (ATT)17 51 33669194 33669244 CAAAGAAACTGCTGAAGGGG ATTGGGAGAGGGGGACTATG 207

Ad01A8155 Aradu.A01 8155 p4 (AAAT)5 20 33672366 33672385 CAATTGGTCATTTATTAAAGTGGAGA AAACAAAATCTTTCTGGTGGGA 206

Ad01A8158 Aradu.A01 8158 c (AATAA)7agacgataataaaatta(AAAAT)577 33688130 33688206 GGGTTAGCATATGACCCCAG CACTTTCTCTATCCTCACTTTTTCG 258

Ad01A8160 Aradu.A01 8160 p2 (CT)6 12 33693107 33693118 GCAGAGGGCAGATAGAGCAC AGGGTGGGAATAAAGGATGG 166

Ad01A8161 Aradu.A01 8161 p2 (AT)8 16 33700502 33700517 AGGAGCCTTGGAAGAAAGGA ATCTTGGGACTCGGTGTTTG 235

Ad01A8167 Aradu.A01 8167 p2 (AG)7 14 33743908 33743921 CAATTGGGCAACATCAATCA GCTATAAAGTGGGGGAAATGC 240

Ad01A8168 Aradu.A01 8168 p2 (TA)6 12 33746283 33746294 TACCCTAGCCGGCCTAAACT CGACTCTCGAGTGGGATTTT 202

Ad01A8169 Aradu.A01 8169 c (CTC)6atcc(TCA)14(TCT)1197 33746595 33746691 TGTCACGATTAAAAAGTTTCGG TGGTAATTTTGCAGCATTATCTGT 276

Ad01A8170 Aradu.A01 8170 p3 (GAA)5 15 33746910 33746924 TGCTGCAAAATTACCAGAAAGA CATAAACGTTCGTATCCCCC 149

Ad01A8171 Aradu.A01 8171 p2 (TA)8 16 33747175 33747190 CGAACGTTTATGTTAATGGAGAG AACAATGTTTTTCAATGAAGGGA 276

Ad01A8174 Aradu.A01 8174 p2 (AT)6 12 33754476 33754487 GAAACCATTTTCTGTTTGGCTT TCATGTTAAAGGAAAGACATTTTCA 275

Ad01A8175 Aradu.A01 8175 p3 (AAT)20 60 33754865 33754924 TCAAAATAATTGGAATTTGGAGAA CTCTTGTTCCTGGCCTCAAG 243

Ad01A8176 Aradu.A01 8176 p3 (ATT)18 54 33755527 33755580 CCATGTCATGTGCGAAAAAT TGGAATCGTCATCACCTAGC 280

Ad01A8177 Aradu.A01 8177 p2 (AT)10 20 33756219 33756238 TTCTATGATTCGTGCGTTCG TTGAGGGAAATCTGATTCGG 176

Ad01A8179 Aradu.A01 8179 c* (A)10(AAT)5* 23 33775373 33775395 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 168

Ad01A8180 Aradu.A01 8180 p2 (AT)6 12 33780429 33780440 GCTACCCATAATTCCCACTTTTT TGCATCAACTAAGTGTGGGG 279

Ad01A8188 Aradu.A01 8188 p2 (TA)6 12 33834602 33834613 CATTGCTTGTCGTGCAAGTT GCATGTCCTCATGCTAAGCTC 276

Ad01A8189 Aradu.A01 8189 p2 (AG)6 12 33835302 33835313 ATCAAGGAGGGGGAATCATC TTGAACCTGGAATTGGGAAG 138

Ad01A8193 Aradu.A01 8193 p3 (AAG)5 15 33858640 33858654 AGTGGTCTTGATGGGCTTTG GCCGAAACCAAACACTTCTC 246

Ad01A8196 Aradu.A01 8196 p3 (AGA)12 36 33917985 33918020 TGGAAGCTTTTGTCTTGCCT CCCCCATCCTTCTTCATTTT 265

Ad01A8197 Aradu.A01 8197 p2 (CT)6 12 33947186 33947197 TTGGAAGAAGAAACCCTAAACC CACGTGCCTCAGTTACGAGA 215

Ad01A8199 Aradu.A01 8199 p2 (AT)6 12 33966494 33966505 TGCTTCTCTGATAGAGCGGA TTTCCCTCGCCTTGTTATTG 273

Ad01A8200 Aradu.A01 8200 p2 (CA)6 12 33966609 33966620 GCGGATATACGATGACTTCCA TTTCCCTCGCCTTGTTATTG 258

Ad01A8203 Aradu.A01 8203 p2 (TA)12 24 34005170 34005193 GTACCCTAGCCGGCCTAAAC AGCGTGAAGTCAAAAGCGAT 136

Ad01A8204 Aradu.A01 8204 p2 (AT)7 14 34025150 34025163 CAAAACACCCTAACTTCAACCA CTAACCCCCAAATTCTGCAA 273

Ad01A8209 Aradu.A01 8209 p2 (AT)7 14 34032192 34032205 TTCCCACTTCACCAAAAAGG CATATCTTTTCCCTCATCATGC 259

Ad01A8211 Aradu.A01 8211 c (T)10ag(T)10 22 34055110 34055131 GCAAGCAAATCATCAAGAACA CTAACATTGCATGATTCCTGG 250

Ad01A8212 Aradu.A01 8212 p2 (AT)9 18 34085238 34085255 GATGTGCAATCCATACGACG CCATGCGATCGTGTCATATT 253

Ad01A8213 Aradu.A01 8213 p2 (AG)6 12 34087758 34087769 CAATTGGGCAACATCAATCA AAATCCAAGTCCAGAAGGCA 269

Ad01A8214 Aradu.A01 8214 p3 (GAA)6 18 34094801 34094818 CCAGCCTTAGGTGCCATAAA ATTTCTTTCCCACCCAAACC 188

Ad01A8215 Aradu.A01 8215 p2 (TG)7 14 34096317 34096330 TTTGAATTGAAAGCTTCGGG TTTCAAGCAAGGGGAATCAC 191

Ad01A8217 Aradu.A01 8217 p3 (AGA)6 18 34135800 34135817 CTTCCCTTTTCCTTTTTCGG ACACATTACCCCCTCTCCCT 253

Ad01A8221 Aradu.A01 8221 p3 (AAT)6 18 34150078 34150095 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192

Ad01A8222 Aradu.A01 8222 p3 (TCT)6 18 34152545 34152562 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A8223 Aradu.A01 8223 p2 (TG)24 48 34155857 34155904 TTTCTCTCAATTTCGTTAGGGTTC TGATCAAAAGCAATAAAGGCAA 268

Ad01A8227 Aradu.A01 8227 p3 (AGA)5 15 34212223 34212237 TCGCTCATGACTCAGAGGTG CCCACCCTAAATAGCCGAAT 226

Ad01A8228 Aradu.A01 8228 p2 (AG)6 12 34212393 34212404 GGTGGGAAAGAGATGATGGA CTCAGGATCTGTGGACCCAT 163

Ad01A8234 Aradu.A01 8234 p3 (TCT)7 21 34260433 34260453 CCCATATGGCCGAAACATAC CTATGGACCCCTGAGATGGA 236

Ad01A8235 Aradu.A01 8235 p3 (ACA)9 27 34263745 34263771 CACTTCAAAGGGCCAGAGAG GAAGTGCCAGGAATTGTGGT 105

Ad01A8237 Aradu.A01 8237 p2 (AT)10 20 34290280 34290299 ACGTTTTGCGCTTTTCAAAC TGGGGAAGGTAAATGTGGAG 261

Ad01A8238 Aradu.A01 8238 p3 (TTA)7 21 34298040 34298060 TAGGGCATTTTGTCCCCTTT TTAAGTGTGGGGAAGTTGGG 223

Ad01A8239 Aradu.A01 8239 p3 (GAA)6 18 34299550 34299567 TGGAAGTGAAGAGGGGTGAG GCATGGCTCGTTCAGTTTTT 130

Ad01A8240 Aradu.A01 8240 p3 (ATC)6 18 34362852 34362869 GAAGTCGAAGAAGTCGGCAC GAAAAGGCACAGGCTGTAGG 265

Ad01A8243 Aradu.A01 8243 p3 (AGA)5 15 34385837 34385851 TAAACACCCATTTTGGCACC CACTCCGGTCTATCTCTCGG 251

Ad01A8244 Aradu.A01 8244 p2 (AT)7 14 34422892 34422905 AAGGATAACAAGGTGCCACG AACTCCGCAGGTAGTGGCTA 233

Ad01A8245 Aradu.A01 8245 p2 (AT)8 16 34423024 34423039 AAGGATAACAAGGTGCCACG AACTCCGCAGGTAGTGGCTA 233

Ad01A8246 Aradu.A01 8246 c (TA)6tgtatatatata(T)1034 34427342 34427375 AAATCCCAACGTCAAAATGG AAAGCGAGAGGGGTGAGAAT 201

Ad01A8247 Aradu.A01 8247 p3 (TTA)6 18 34431060 34431077 GCAAATGCACTAAAAGAAAATGG CCTGCTTTTCTCCTTCCTCC 227

Ad01A8253 Aradu.A01 8253 p2 (TA)6 12 34519042 34519053 CAAATCCAGTGAGGGTTCAA TGGTGGAATCTTGTGCAATG 272

Ad01A8255 Aradu.A01 8255 p3 (TCT)6 18 34553253 34553270 ACACAACCCTATCTTCCCCC TTGCCTTCCCTTTCCTCTTT 211

Ad01A8261 Aradu.A01 8261 p3 (ATC)6 18 34610352 34610369 GAAGTCGAAGAAGTCGGCAC CAATTTCAAGTTCTTGCGCC 161

Ad01A8262 Aradu.A01 8262 c (T)13ggggaagagttattgaggtgaaga(AG)649 34636352 34636400 GGTGAGGTAGGTGGGGTTTT TGGCTCAGAACGTGATTTTG 222

Ad01A8263 Aradu.A01 8263 c (A)14gaattcccaacccaaataaatattcactctgagtccatacc(A)1065 34646134 34646198 CCTTCCCTAAATCGTTAACAAAAA TGGTGGCAAAGAGATGAATG 225

Ad01A8273 Aradu.A01 8273 p2 (AT)9 18 34735134 34735151 TGATTTTTAAAGGCGTTGGC TCCATAAGTATTGTCTTAGTTGGGTTT 273

Ad01A8277 Aradu.A01 8277 p2 (AG)7 14 34748095 34748108 ACAATGCTTGGATGGTTGGT TTTATCGGTTTGGTTCTCGC 115

Ad01A8278 Aradu.A01 8278 p2 (AG)6 12 34750158 34750169 CGTGCAGAAAATTGCAAAAA AAAGGAACATTGAACCTGGAA 273

Ad01A8279 Aradu.A01 8279 p3 (TTG)5 15 34752949 34752963 CCCCACTTAATGGGACAAGA GGTGCTGTGGGATAGTGCTT 270

Ad01A8283 Aradu.A01 8283 p2 (TA)6 12 34767721 34767732 TTGCCTTTAGTTTTCAAATTGTTTC TGGCATAAATTTTACCTAGTTGTAGC 252

Ad01A8285 Aradu.A01 8285 p2 (TA)7 14 34768939 34768952 AATCATGTATTCTTCATGAGTTAATTG GCCGGAGTTAGCATGTGATT 261

Ad01A8287 Aradu.A01 8287 p3 (ATT)16 48 34775230 34775277 GGGTAATTGAAATAGTTTATGTACGGA AATGGCACCGGTCTAATCAT 243

Ad01A8288 Aradu.A01 8288 c (TAT)5tac(TAT)5 33 34775455 34775487 ATCATGATTAGACCGGTGCC GGTGAGGTGTCGATCCTTGT 243

Ad01A8289 Aradu.A01 8289 p2 (AT)8 16 34781804 34781819 GTACCCTAGCCGGCCTAAAC GCGATATACGGACAAGGCAT 117

Ad01A8292 Aradu.A01 8292 p4 (TCTT)5 20 34783493 34783512 CGTCACAAAATCCACGTGTC GTGGAGGTGGAGAGTGAGGA 181

Ad01A8304 Aradu.A01 8304 p2 (CT)6 12 34860480 34860491 ATGAGTCCCGCAAAGATGAC GCGGAAGAGAGGGAGACAG 244

Ad01A8305 Aradu.A01 8305 p4 (CTTT)5 20 34860608 34860627 CTCTGCTCCCTCAACTCCAC ATCTGCCAAGCCAATGTTTC 275

Ad01A8307 Aradu.A01 8307 p2 (CT)6 12 34869352 34869363 ATGAGTCCCGCAAAGATGAC GCGGAAGAGAGGGAGACAG 244

Ad01A8308 Aradu.A01 8308 p4 (CTTT)5 20 34869480 34869499 AAGCAAAGTGCTAGGTGGGA CGCGTGACTCTCTGCTTCTT 267

Ad01A8309 Aradu.A01 8309 p2 (TA)6 12 34872881 34872892 TTCACTAAAATAGCCCAAAACG CCATAAATTTGTCATTGAATTCTCA 268
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Ad01A8321 Aradu.A01 8321 p2 (TC)19 38 34909121 34909158 TCATCGTCATTGAAGGCTTG CGACATGATCGAACTCGAAA 224

Ad01A8326 Aradu.A01 8326 p2 (TA)9 18 34940958 34940975 GTGACCTGATGACAGGGGAG TACGACCGGGTTGGTAGTTC 269

Ad01A8327 Aradu.A01 8327 p2 (TA)10 20 34944097 34944116 AAAAATGCCAATAGCAAAAATAA GGCCGTACGTAGGAAGTTGA 268

Ad01A8331 Aradu.A01 8331 p2 (AG)6 12 34946786 34946797 TGAACAAGGCTTTGACCACA TTTGTATCTCTGACGTGGCA 200

Ad01A8332 Aradu.A01 8332 p2 (TA)12 24 34946911 34946934 TGCCACGTCAGAGATACAAA GCAAATTGATAAAAACGCTCC 194

Ad01A8334 Aradu.A01 8334 p2 (AG)6 12 34963751 34963762 GAGAGAGGGCTGCTAGGGTT AACCGGTGAACTGCTTGAAC 166

Ad01A8337 Aradu.A01 8337 p2 (GC)7 14 34981987 34982000 CAGTACCAGCGATTGCTTCA CCTTTGGTTCTGCACTCCTC 146

Ad01A8339 Aradu.A01 8339 p2 (CT)6 12 34992808 34992819 GCACGCCTAAATAGAGCAGG TTGGGAGGGAAAAGTGTTTG 248

Ad01A8340 Aradu.A01 8340 p2 (TA)7 14 35000954 35000967 GGGGTTTAAGACCCTGGAAA CCAAATAACATAAAACCCAATTTCT 275

Ad01A8341 Aradu.A01 8341 c (AT)10act(TA)6 35 35023246 35023280 GTCTTGGCCTGCGAAGATAA GAGCATGCCAGCTTCTCTCT 226

Ad01A8342 Aradu.A01 8342 p2 (AT)11 22 35041151 35041172 TGCATGTGCCTTATCCATAACT GCATCACGGTAACCAACCTT 211

Ad01A8344 Aradu.A01 8344 p4 (TTAT)6 24 35049233 35049256 CGTTTGAAATCCCCAAAGAA CATCGAATGATCTTCTACAACCA 237

Ad01A8347 Aradu.A01 8347 p2 (GT)6 12 35056077 35056088 GCTCGAACACACAAAACCTG CAACATTGGTTTGCACAGGA 245

Ad01A8348 Aradu.A01 8348 p2 (GT)7 14 35058142 35058155 GCTCGAACACACAAAACCTG TAGGCTCAACATTGGTTTGC 252

Ad01A8352 Aradu.A01 8352 c (A)10caaaaatcttaggctttttccacaccaaacttaaaattttgctcgccctcgagcaagaaagaaaagaaaagt(AGA)597 35093412 35093508 CGGTCTTAGGTGCCATTGAT GAACTCCCACCTTCCCTCTC 243

Ad01A8357 Aradu.A01 8357 p3 (AAT)5 15 35136001 35136015 CAGGAACAAGGAAAAAGGCA GGACGTTGGCTTTGTGAAGT 199

Ad01A8358 Aradu.A01 8358 p3 (TTC)6 18 35139037 35139054 CGAACCTAACCTCTCCCCTC TGGAAGCTTTTGTCTTCCGT 280

Ad01A8361 Aradu.A01 8361 p2 (TG)6 12 35194866 35194877 TGGGATCGACCCTTACTCAC GCTTAGTGTGCCACGACAGA 210

Ad01A8362 Aradu.A01 8362 p3 (GAT)13 39 35199385 35199423 TTATGGCAGTGCAGTGAAGG TCTTCCATTAACCCATCCCA 211

Ad01A8365 Aradu.A01 8365 p3 (AAG)5 15 35206315 35206329 CAACAGCAGCAATAAAAGAACG CGTATACACACGCGCACTTC 145

Ad01A8368 Aradu.A01 8368 p3 (ACA)6 18 35222092 35222109 AACCACCATTTACCAAAGCA TTGATGGGATTTTTATTGTTGTTG 184

Ad01A8369 Aradu.A01 8369 p2 (TG)8 16 35223952 35223967 CCCTCACAAGCTCGTCTTTC CACCCACTCCCCAAACTCTA 267

Ad01A8370 Aradu.A01 8370 p2 (CT)20 40 35227257 35227296 TCAAATGTGAAACCCTTCCC AAGGTGACGACCTTTGATGG 117

Ad01A8371 Aradu.A01 8371 p2 (TA)12 24 35229962 35229985 GGTGGTAGGGGTGGAAGAAT TGCTTCGTGAGTGTTGTGTTT 246

Ad01A8372 Aradu.A01 8372 p2 (AC)21 42 35239236 35239277 TTTGGACAACTGACGGTTCA GGAAGCCCCTATCCAAAAGA 221

Ad01A8373 Aradu.A01 8373 p2 (CT)7 14 35252951 35252964 GAGGCAACTTTACCAGCAGC CGAAAGAGGAGGGAGGTTTC 257

Ad01A8374 Aradu.A01 8374 p2 (TA)6 12 35254273 35254284 TCATGATAACATTGGTTGGGA TGATGGGCTATCACCTACCC 169

Ad01A8375 Aradu.A01 8375 c (TA)9gtgcttggactactgtatgctgctccatcaataa(T)1062 35254436 35254497 TGAGGGTAGGTGATAGCCCA AGCACGCTAATTGGGACTCA 233

Ad01A8376 Aradu.A01 8376 p3 (TAT)9 27 35254838 35254864 GAATCATGACCCGGAAGCTA GGGAAAAGTCCCAAACATCA 205

Ad01A8377 Aradu.A01 8377 c (A)14gagc(AGA)6 36 35263131 35263166 CGAACCAGGAGGAACTTGAG TATTGGTGTGTTCCCCGTCT 264

Ad01A8378 Aradu.A01 8378 p2 (AT)8 16 35265438 35265453 TCCCACTTCAACACTTAATTTTGTT TGATTGATTAGGGTTTATGGAAAA 278

Ad01A8380 Aradu.A01 8380 p3 (GGT)5 15 35272348 35272362 TATTGGGTTGGATTGCTGGT TGCAGATTTGCCTCATTGAT 232

Ad01A8381 Aradu.A01 8381 p3 (TAA)5 15 35274659 35274673 AACCATGAATTTGCAGTGGC ACCCGGTTCACTTTTGAATG 257

Ad01A8382 Aradu.A01 8382 p2 (TA)6 12 35297005 35297016 TTTAGCCGCTTAGGCCTGTA TGGCTCTTGAAAGAATGATGAA 249
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Ad01A8383 Aradu.A01 8383 p3 (AGA)6 18 35298682 35298699 ACTCACCCTCGAGCAAAGAA CCCATCACCTCTTCACCACT 270

Ad01A8385 Aradu.A01 8385 p3 (AGA)6 18 35332540 35332557 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 185

Ad01A8389 Aradu.A01 8389 c (TCA)9(TCT)27 108 35359341 35359448 CACCCACACACAAAATTGAA TTCTTCGCAGAGATTGAGAGA 280

Ad01A8393 Aradu.A01 8393 p2 (TC)6 12 35364740 35364751 CAGGAAATGGCTACCTTGGA GCTGGGAACCATTTGAAGAA 254

Ad01A8398 Aradu.A01 8398 p2 (TA)11 22 35374771 35374792 GAGACATCGTGAGAGGGAGC TCAGGTTGAACACGAGCAAG 207

Ad01A8401 Aradu.A01 8401 p3 (TAA)12 36 35376399 35376434 TGTTGGTTAATTACTGGCCAAA TCAAACCGCAAATCAACAAA 278

Ad01A8403 Aradu.A01 8403 p3 (AAG)7 21 35379054 35379074 TGAACCACGCTATCAAGGTG CCAAAGCTGAAGAGAATGCC 269

Ad01A8408 Aradu.A01 8408 p3 (TCT)5 15 35409726 35409740 TACTCGTGAGGGCGATTAGG AAACTACCTCGGAAGAGGGG 251

Ad01A8409 Aradu.A01 8409 p2 (AG)19 38 35414106 35414143 TGGAGTTCTGACGAGTTCCC CCTCCCCTTCACTTGTCTGA 160

Ad01A8410 Aradu.A01 8410 p3 (AGA)5 15 35426862 35426876 CGACAAAACATGACGAATGG TCACCGGGGATTATTTGTGT 256

Ad01A8412 Aradu.A01 8412 p3 (TTA)5 15 35439536 35439550 GAGTGAGTGTGGTTCGGGTT TCAAACATTTTTGCTGCTAATGA 216

Ad01A8414 Aradu.A01 8414 p3 (ATA)7 21 35442602 35442622 TTGGACTTGCCTTTGTCCTT TGGCAACTGCCTTACCACTT 231

Ad01A8415 Aradu.A01 8415 p2 (AG)6 12 35445119 35445130 CGGACAAAGTTGGCTCATAAA AACCATGAACGAGGCAAAAG 280

Ad01A8417 Aradu.A01 8417 p2 (GA)16 32 35450751 35450782 AAAGGTAAAGTGATACCGCGAA GTGTGCCCATACACACAAGC 159

Ad01A8420 Aradu.A01 8420 c (A)10gatg(A)10 24 35478399 35478422 TCACCATAATACGTACTACAAATTTCA CATGTCGTCATCCGCATATT 247

Ad01A8421 Aradu.A01 8421 c (CAG)5(CAA)5 30 35479369 35479398 CTGCCTCAAAGTAATCCCCA CACTCTGGACCCTCGTTTGT 279

Ad01A8422 Aradu.A01 8422 p3 (CTC)6 18 35485144 35485161 TTTATCCAGGCGCAACTAGG ATCACAATGGGCTGAGAAGG 256

Ad01A8427 Aradu.A01 8427 p3 (ACC)5 15 35505401 35505415 GCAAGTGGTGCAGCATAAAA GGTGACGGAAGAGGTTGTTG 219

Ad01A8429 Aradu.A01 8429 c (AGA)17at(AAG)980 35519808 35519887 TCATTCCCATTTGGGTTCAT TCTCTCTTCTTTTTCGAAATTCAT 239

Ad01A8431 Aradu.A01 8431 p3 (TTC)13 39 35538900 35538938 GGTGGTGAGTGAGGAAGGAA GAGTAGCCGAACCCCCTTAC 273

Ad01A8432 Aradu.A01 8432 p2 (AG)15 30 35548586 35548615 TTCAAGCCTTGGCTGTTCTT GGGCTAGGAATCCTTCTTGG 254

Ad01A8433 Aradu.A01 8433 p3 (TTA)6 18 35553765 35553782 GACTATGACCGCCTATCCCA CGCAGTCGTACATTGCAAAA 178

Ad01A8436 Aradu.A01 8436 p2 (TC)6 12 35568242 35568253 CGTGCACTTCCAAATCCATA GGAAAGGAGGTGGTGCTAAA 202

Ad01A8437 Aradu.A01 8437 p2 (TA)6 12 35568946 35568957 ATAGGGGAGGCGCTTGATTA AGCCAAGCACCTCAAAAGTC 264

Ad01A8439 Aradu.A01 8439 p2 (GA)13 26 35570966 35570991 AGCTTCCTTTTCAAGCGACA TTCGTTGGCACTACAGTTCG 256

Ad01A8441 Aradu.A01 8441 p3 (ATA)5 15 35572463 35572477 ATGCAATCCACGTCACAAAA GCTTGTCGTTGCAATTGTTG 100

Ad01A8442 Aradu.A01 8442 p2 (AG)6 12 35572643 35572654 CCTAGCAACAATTGCAACGA ACTCCCTTCCATCACAATGC 259

Ad01A8450 Aradu.A01 8450 p3 (GTA)5 15 35600687 35600701 GTGAAGTAGCTGTCGGAGGC CCCCTATTGCCCTAACACAA 247

Ad01A8451 Aradu.A01 8451 p3 (TCT)33 99 35610051 35610149 CGAATACACACCCATCTCCC CTAGAGGTTTCTCCGGCCTT 246

Ad01A8453 Aradu.A01 8453 c (T)10cgtacattc(A)1029 35616901 35616929 CCATTGATTCAGTTTTTAATTTGC CTTGCTTTGATGGGAGGTGT 263

Ad01A8456 Aradu.A01 8456 p3 (AAT)6 18 35632266 35632283 AGGGAAAAAGGCACTCCTGT AAACTTGGACGTTGGCTTTG 201

Ad01A8457 Aradu.A01 8457 p3 (TTC)6 18 35634628 35634645 CAACTTCTCTTTCCCACCCA CCCAAGATTCAGAGGTGGAA 233

Ad01A8459 Aradu.A01 8459 p2 (AT)10 20 35643463 35643482 ACCTAACTGCAAACATGCCC TGGCCTTTGTTCTCTGTTGA 272

Ad01A8460 Aradu.A01 8460 p2 (GA)17 34 35644437 35644470 CTCCATTTCCTTCCACCTCA TTGGCAATTTGGGACAGAAT 271
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Ad01A8461 Aradu.A01 8461 p2 (AG)16 32 35644696 35644727 TTTGCCAGGAAATTGAGACC CCCCAAATCCACTTTCTCCT 194

Ad01A8468 Aradu.A01 8468 p2 (TG)11 22 35658865 35658886 ACGTGTCGGTTACGTTGACA CTGATCATAAGGGTGGTCGG 197

Ad01A8469 Aradu.A01 8469 p2 (TC)7 14 35663473 35663486 TCAAAGTTCTGACGGTGGTG CCATGTATCTCACCGAGGCT 267

Ad01A8471 Aradu.A01 8471 p3 (TTA)5 15 35667351 35667365 TTGTTGGAGCTTTTGCCTCT CGGTTCTTCATTCAGTGGAA 272

Ad01A8472 Aradu.A01 8472 p3 (GTG)5 15 35668384 35668398 TTCTCGAGCCTTCACCACTT TTCGAGGACGAAGCTGAAAT 232

Ad01A8473 Aradu.A01 8473 p3 (AAT)16 48 35674860 35674907 TTGCGTTATTTGGGCAGAGT TCACGTTATTTTTAACATTTCTTTTCA 134

Ad01A8474 Aradu.A01 8474 p3 (TTA)5 15 35675304 35675318 TGTCAAAAATTGGAAAGAGTTGAA TCCGAAAAATAAAGATGTCCAAA 161

Ad01A8475 Aradu.A01 8475 p3 (TTA)5 15 35675669 35675683 ATTCCACCCAATCCAATTCA ACCTTTTGTCTGGTGTCCCA 271

Ad01A8476 Aradu.A01 8476 p3 (TAT)5 15 35677363 35677377 TTCGACGAAAATTTTGACAACT AGACTTGCGTTATTTGGACTGA 246

Ad01A8477 Aradu.A01 8477 p3 (TTA)7 21 35685430 35685450 CAGTGACGTGCAAGCCTAAA GCGGCCACTGCTCATAGTA 217

Ad01A8479 Aradu.A01 8479 p3 (TTA)5 15 35686200 35686214 TTGTCAAAAATTGGAAAGAGTTGA TCCGAAAAATAAAGATGTCCAAA 162

Ad01A8480 Aradu.A01 8480 c* (A)12(AAT)5* 25 35687342 35687366 TGGTCTATGGCATTTGGGTT CCACACACTTGCTTCTGGTG 187

Ad01A8481 Aradu.A01 8481 p3 (ATT)10 30 35687896 35687925 TATAAACGGTGCCAGTTCGC AATTTCAAAGGTTCCCACCC 244

Ad01A8482 Aradu.A01 8482 c (A)10tttcgttaaatcttggtcaaaac(T)1043 35693942 35693984 TTTGATGCAAGAATCCTCGT TGTGTTTTGATAAATGGCAACAT 278

Ad01A8483 Aradu.A01 8483 c (GA)25(GT)16 82 35704053 35704134 GGGGAGAAGAAGAAAAGGAAA CGCGTCAATCAGTATAAGCG 277

Ad01A8484 Aradu.A01 8484 p3 (ATT)5 15 35704787 35704801 GGTCGTGTCGCGTAATTTTT CTTCCTCTTGGAAGATCCCC 240

Ad01A8486 Aradu.A01 8486 p3 (TAA)5 15 35739838 35739852 CTGGGTTTTCTCCCAGTGTT CGTGAATCGGGTAACAAAGA 166

Ad01A8490 Aradu.A01 8490 p3 (AAT)5 15 35768755 35768769 CTCGTCCTTGCAAAATCACA GGTTATGGCTGGTAGGGGTT 189

Ad01A8492 Aradu.A01 8492 p2 (TG)6 12 35844408 35844419 TCCAAACTCAGCCCAAAATC AAGGAGCTGACCAGTGAGGA 205

Ad01A8493 Aradu.A01 8493 p2 (AC)7 14 35845247 35845260 GGCTAAGGTATGGGTGAGGA AAAGGGGAACAAAATCACCC 247

Ad01A8494 Aradu.A01 8494 c (A)10tttagattttaaaaatttttatcttatcttatcctttttcaaaaatcatatctttttttcaaaatcctatctta(T)1094 35851780 35851873 GACCACGCAAAGGTTCTCTC CTCATAGCCAAAGGGGTGAG 277

Ad01A8498 Aradu.A01 8498 p2 (AG)6 12 35911242 35911253 TTGTTGGCTCTTGAAAGAATGA TTTGGTTAGGGACAGCTTGG 269

Ad01A8500 Aradu.A01 8500 p5 (AAGAT)5 25 35966720 35966744 AGGGCGGTACCCTTAAAAGA TGTCCGACTTGTTGGACTTG 255

Ad01A8501 Aradu.A01 8501 p3 (AGA)6 18 35979737 35979754 TAAAATATTGCTCGCCCTCG AAAACCTTTCCCACCCAAAC 210

Ad01A8517 Aradu.A01 8517 p3 (TCT)8 24 36067336 36067359 AAATCTTTCCCACCCAAACC TGCCATTGATGGTAGTGGAA 264

Ad01A8519 Aradu.A01 8519 p2 (GA)8 16 36076244 36076259 ATTGGGTAGATTTGGGAGGG ACAAGATCCCCACCTATCCC 203

Ad01A8525 Aradu.A01 8525 c (TCTTCC)5(TCT)648 36124029 36124076 AGCGCTACACTCAGAACGGT ACACCCAAAATTCGTTGCAT 199

Ad01A8526 Aradu.A01 8526 c (CTT)6caaaaatgatttcaccatgaaaaatcg(A)1156 36124498 36124553 ACAGGAATTCACCCAAACGA CTGCACGTTCTTCTTCATCG 273

Ad01A8527 Aradu.A01 8527 p3 (AAG)7 21 36124670 36124690 CGATGAAGAAGAACGTGCAG AAACACGCTTCCAACCATTC 169

Ad01A8528 Aradu.A01 8528 p2 (AC)6 12 36125738 36125749 CGCACACAACACACAACTCA CGGAGACCCAAGAAAATGAA 224

Ad01A8530 Aradu.A01 8530 c (A)10tgagaggaataacaccagggggatgggaaacatgagttttcttcttc(T)1572 36128739 36128810 CCGTCCTTGCTTGTTTGGTA TGGCACTACAGCAACCTCAG 272

Ad01A8531 Aradu.A01 8531 c (A)10gtagttgaaatttgagagaatcacacacgtatactaaaacactaaataaatattgaatttagccaaaagcagttattattaaataag(T)12109 36131837 36131945 CCACCGTTATAAGTTGGTTTG GCGAGTGGGTCATAGAAAGG 236

Ad01A8532 Aradu.A01 8532 p3 (TTG)5 15 36135277 36135291 CGTTTGATTCATGTAGCCGA GGGTTTTACTAAATATGGAGGCA 229

Ad01A8533 Aradu.A01 8533 p2 (CT)16 32 36136579 36136610 TCAATTCCGTACAACATAACTATCAA AAAGGTTGCGATGTAGGTGG 226
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Ad01A8535 Aradu.A01 8535 p2 (TC)7 14 36141006 36141019 CATTGCACTTGGTTTGGTTG GCCCAGACGATCTTCATCTC 215

Ad01A8536 Aradu.A01 8536 p2 (TC)12 24 36141225 36141248 CGACGTCGATGAGATGAAGA CGAGGGATCAGCAGAAAATC 255

Ad01A8538 Aradu.A01 8538 p4 (TATT)6 24 36148329 36148352 AAGGACTTACAATTCGTTTGCAC GCCATTTCATCATTTTCCGT 221

Ad01A8539 Aradu.A01 8539 p3 (GTG)7 21 36155804 36155824 CGATGATGGTTTTGGTGATG TGACAAAACTACCCCTTCTCTCTC 157

Ad01A8540 Aradu.A01 8540 p2 (CA)9 18 36157421 36157438 GCTCCACCCACCTCAACTTA GAGGAGGAGGAAGAGGAGGA 226

Ad01A8541 Aradu.A01 8541 p3 (AAG)5 15 36157576 36157590 ACGTCCTTCTCTTTCCCCAT ATTGTTAGAGCCGCCACATC 248

Ad01A8545 Aradu.A01 8545 p3 (ATA)5 15 36161961 36161975 ACTTCACCACCATCTGGCTT ACACACGATTATTTTATCAGATTCAT 271

Ad01A8547 Aradu.A01 8547 p2 (AT)7 14 36166626 36166639 ACAAGCCACGCAGTCTCTTT GGAACAAAGTCTCTGGCTGC 257

Ad01A8548 Aradu.A01 8548 c (TAT)5taatacatgaattttgataacttaactacttaattataataaaac(T)1171 36169917 36169987 GTAGGGAAAAAGGGCAAAAA AAGGGACTTCTCTAGTCAGTTTTGTT 262

Ad01A8549 Aradu.A01 8549 c (A)13ctatggcttcaatggaggctaa(T)1045 36170464 36170508 AAGGAAAGAAAAAGTGCAGGC AAAAACACCAATAACAACCCAA 234

Ad01A8551 Aradu.A01 8551 p4 (AGAT)7 28 36173837 36173864 GCTCTGGTCAACGTCCCTAA AGAGAATTGCGAAGCCAAAA 260

Ad01A8552 Aradu.A01 8552 p3 (TAG)5 15 36184579 36184593 GAGCAAGGGCGTGATCTAAG CATGTCTGATGATGATGAGAAAAAT 257

Ad01A8554 Aradu.A01 8554 c (CT)6cctcattaa(AC)633 36210490 36210522 GGCCCAATTGAACTAAACCA ACTCGAAATCAAGGCTGGAA 277

Ad01A8555 Aradu.A01 8555 p2 (AC)6 12 36218788 36218799 GGTCCTTGGCCCAACTAAAC CAAGGCTGGAAATTCGAAGA 273

Ad01A8559 Aradu.A01 8559 p4 (TTAT)5 20 36231954 36231973 GAAGAAAACGAAAATAAGAAAATGG AAAAGGGAAAAGTAAATAAGAATGAG 275

Ad01A8562 Aradu.A01 8562 p2 (TA)6 12 36236353 36236364 GGGATTTGGTAATCATCCCA TTTTGGTGAAACATTTTGACACTT 203

Ad01A8564 Aradu.A01 8564 p2 (AT)9 18 36314728 36314745 AAAGCCTTCAAAGCCCTGTT CAATCAGCCAAATTAAGGGG 206

Ad01A8565 Aradu.A01 8565 p3 (TCT)6 18 36329763 36329780 GCCGAAACACAACCATCTCT CTGAGCTATGGACCCCTTGA 248

Ad01A8567 Aradu.A01 8567 p2 (TA)9 18 36341404 36341421 TCGAATATGCAATTGACACCA CTGGCAATTAAGCCATGTCC 247

Ad01A8574 Aradu.A01 8574 p2 (AT)6 12 36407222 36407233 CATTTCGGTTCATTTGTGACT TGCTGCCCTCTCAAGTCTTT 230

Ad01A8578 Aradu.A01 8578 c (T)10atttaaaaaagcaaattatttgctttttctaaaagctaacaataccttgcttt(A)1275 36417829 36417903 GGATCGAGATTTTCGCCATA TATTAAAATCGTCTTTTGCTTCTG 178

Ad01A8583 Aradu.A01 8583 p3 (TTA)18 54 36454530 36454583 TCAACATCTATCTGGAGAGCCA ATTGTCTGCGACAACAGCAG 181

Ad01A8586 Aradu.A01 8586 p2 (TC)7 14 36465446 36465459 GCGACGGGAAAAACATTAAA CTAAAACGTCACGAGGCCAT 248

Ad01A8588 Aradu.A01 8588 c (CAA)5catatttaaatt(A)1138 36476226 36476263 TGCCCTTTTTCCACTAGTTCAC TCTGGATTGCTTTTGAATGTTG 229

Ad01A8592 Aradu.A01 8592 p2 (TC)6 12 36495371 36495382 AGTAACAGCAGCGTTCCTCC GAAGAGAAAAACTCGTGCCG 236

Ad01A8598 Aradu.A01 8598 p4 (AAAT)5 20 36553047 36553066 TTGCTTGTTGTAAACGTCGC TTTTTGAATTTAAGTTTGGTGTTACC 246

Ad01A8606 Aradu.A01 8606 p4 (AATA)5 20 36628758 36628777 TTTGAATCAAGGGATGTTGATG ATTGATGCTCAGAGCCTTGG 172

Ad01A8607 Aradu.A01 8607 p3 (AGG)5 15 36630984 36630998 CGGTTCGGTTTGTCAGTTTT TGAAAAGTGGATCGAAGGCT 243

Ad01A8613 Aradu.A01 8613 p2 (AT)10 20 36655526 36655545 CAATTGAACCTTCACCGGAT AGCTCACTTAGCCATTTAGCC 147

Ad01A8614 Aradu.A01 8614 c (AC)6tcatgtattcaattcaattcaatcacatatgcattaatttttattaagtttctcatagggtaattttgtccccttttcattatttctc(T)10110 36655675 36655784 GGCTAAATGGCTAAGTGAGCTAAA CCATATGCATTGATGTCTTGGT 276

Ad01A8616 Aradu.A01 8616 p3 (TTA)8 24 36666751 36666774 TTTCAGAGAAGCAACTCTTACTGC TCAAGACCTAATTGTATAGGATGTGAA 277

Ad01A8618 Aradu.A01 8618 p3 (TAT)8 24 36670655 36670678 AGAACTTCAATGCCAGCACC GTGGAGGTGGGTGTTTGAGA 277

Ad01A8622 Aradu.A01 8622 p3 (GAG)5 15 36688152 36688166 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 165

Ad01A8628 Aradu.A01 8628 p2 (AT)9 18 36721683 36721700 ACGTCTTATGTGTTATTTTGGGA ACTACTGCGCCTCGTTGTTT 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A8630 Aradu.A01 8630 p3 (GAG)6 18 36732257 36732274 CCTCACCAGAAGAGCCAGAC GTGGCGTCAAGGTGGTTATC 174

Ad01A8635 Aradu.A01 8635 p3 (ATT)5 15 36749518 36749532 CCTTGACCAAACCTAAATGAGA TGACGGTGAAGATGGATCAC 169

Ad01A8636 Aradu.A01 8636 p4 (AATA)8 32 36750293 36750324 GACTTTTCTTGGTGGTGGGA TTTTCTTCCTCTTTTTCACATGC 211

Ad01A8640 Aradu.A01 8640 p2 (AT)7 14 36756703 36756716 ATTGGGGACCAGTTGACAAG GGACCGCCAACATCATTAAG 226

Ad01A8642 Aradu.A01 8642 p3 (CAT)5 15 36765894 36765908 TAGCCATCCCCACGTAAATG TGGAATTTATGTCGTGCCAA 220

Ad01A8644 Aradu.A01 8644 p2 (AG)6 12 36766430 36766441 TGGAAGTGAATGTTTTGGTTTC ACAGTACCATTTTGCGGCTC 207

Ad01A8646 Aradu.A01 8646 p3 (ATT)6 18 36769357 36769374 AACTCCATTCCGACGACAAA TCATGTGCTAAAGAGAACGACAA 253

Ad01A8649 Aradu.A01 8649 c (A)10gacattgttagatgcattaacatcaacaccccaaaatgaaaacttgcaaagttttagcacctatat(A)1086 36780653 36780738 CCGAAAACACCCTCTCTCAC TGCTCGTGAGTTCTCACTCATT 276

Ad01A8651 Aradu.A01 8651 p2 (TA)6 12 36782356 36782367 GAACCGGTCAATTCAATCGT GGTAGGGGTAGGGATGGGTA 227

Ad01A8652 Aradu.A01 8652 p2 (CT)20 40 36782787 36782826 ACCAATAACCACCGCTGAAG GCAGAGAGGAAGCAGAGGAA 248

Ad01A8655 Aradu.A01 8655 p2 (TA)8 16 36819163 36819178 CCCAAAAGCATAATCAGTCCA TCTTCCCCTTTTCCCTCCTA 250

Ad01A8656 Aradu.A01 8656 p2 (AG)9 18 36842234 36842251 ACCGTCACTACTGGTCTGCC CCGGAACCCAAAAGAACATA 259

Ad01A8660 Aradu.A01 8660 c (A)11cagttacataataagaacaacaagaacaacaacaacaataataatt(ATA)675 36890998 36891072 AGCTCAACAGTCAACACAACTGA CACTCGTGATCCCAATGAAG 279

Ad01A8662 Aradu.A01 8662 p3 (CAA)5 15 36895879 36895893 TTTCTTTGACCACACTGAATCAC TGGAATATAGACAAGGGGCG 272

Ad01A8665 Aradu.A01 8665 p3 (GAT)6 18 36897437 36897454 TCGTTTTCAACATGGTTTGACT ACCAATCAACCCTCCAATGA 192

Ad01A8668 Aradu.A01 8668 p2 (TA)6 12 36900742 36900753 TGCTCTCAAAAATAACCATGTAGTG ATATGGGTGCCGGAAAATCT 262

Ad01A8672 Aradu.A01 8672 c (A)10g(A)10gagaagagaaaaataaaaagaaaaaagg(A)1059 36927939 36927997 TGTGAGGAAGTTGGATTTGAA TACTTTGGGGCATTTTGTCC 219

Ad01A8673 Aradu.A01 8673 p3 (TCA)5 15 36930866 36930880 GGTTGCAAACCTTGTCCCTA AACAGCAGGTCAATTCTGGG 239

Ad01A8674 Aradu.A01 8674 p3 (AAT)7 21 36944711 36944731 GGACTGGACCTGTGATGGTC GAATCAAGTGCAAGTAAGTGCC 261

Ad01A8675 Aradu.A01 8675 p3 (TCT)5 15 36952643 36952657 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 208

Ad01A8680 Aradu.A01 8680 p2 (TA)7 14 36983115 36983128 ACCCAACTTCCATATGACGC ACCATGACAAGGAGCTCACC 270

Ad01A8681 Aradu.A01 8681 p3 (AGG)5 15 36987274 36987288 TTGACGCTTGGATTCAACAA AATCGCGCTATATGGTTTGG 117

Ad01A8683 Aradu.A01 8683 p2 (AG)7 14 36995962 36995975 CGTGTTGTGCATTTTGATTG CATTTTTAGTTTCTAAGATGTTTTCCA 252

Ad01A8684 Aradu.A01 8684 p2 (TG)18 36 37006223 37006258 TGCACCTCTGGTTGTGTTGT AAACAAATTCAATCACAATCTTCA 198

Ad01A8685 Aradu.A01 8685 p3 (ATT)5 15 37012232 37012246 TCACAACCATGCAAAATTCAA TCATATGCATTCCGATGTTAGC 257

Ad01A8688 Aradu.A01 8688 p2 (CT)6 12 37014873 37014884 GACAACTGAGGAGCCACCAT AATAAAGCCACCACCACTGC 229

Ad01A8693 Aradu.A01 8693 c (AAT)5(ATA)5 30 37016808 37016837 ATTAATCGGTTTCGCAGTGG AAGGGCACAGAAAAAGGTCA 238

Ad01A8694 Aradu.A01 8694 p2 (TC)7 14 37022924 37022937 ACACCATTTTAGTCACCGCC AAGGGGTAGTGGCACTGATG 194

Ad01A8695 Aradu.A01 8695 p2 (TA)7 14 37027872 37027885 TGCCTCTAGCTTTCCCAAGA GGCCTCCATGAGGTACAAAA 244

Ad01A8700 Aradu.A01 8700 c (AAAAG)5ataag(A)1040 37077890 37077929 CAATGGTTGTGTTCCATTGAT TCGCCTGTTCTTTAATCCAGA 275

Ad01A8701 Aradu.A01 8701 c (T)10cttaattaacttagtaacttattttaaaaaggat(GA)6attatttttcttttatttttttttatgttatta(T)13102 37087410 37087511 CGTCTTGTACAACGTTTCTTTCC TCTCTCTTCTCACCCAGGGA 236

Ad01A8704 Aradu.A01 8704 c (A)10gaagagcgaagtaaccaaaacgaaaagcctttttcattctttttctctcccattcccattgctctg(TCT)694 37100885 37100978 TCTTTTTGGTGGAGGAATGC TTCTTGAGCAGAGCTTGCAG 279

Ad01A8705 Aradu.A01 8705 p3 (TCT)5 15 37103550 37103564 ACGAAATCGCTCTTACCCAA AACGCGAAGAAGAAGACGAA 136

Ad01A8706 Aradu.A01 8706 p2 (TA)7 14 37124241 37124254 GAGGCTCATCACTAGGCGTC AATCCGTTCTTCAGAAGCCA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A8708 Aradu.A01 8708 p2 (CT)6 12 37131539 37131550 GGAACATTAAACCTGGAATTTGA TTTCGGCCCAGAAGACATAG 205

Ad01A8710 Aradu.A01 8710 p4 (AATA)5 20 37136039 37136058 TCCATACGAGATTGACGACG TTAGCACGCGATTGATTTTC 163

Ad01A8711 Aradu.A01 8711 c (T)12ccttttttctttactaccgtttaaattggccggattttttgtcgttgccaaaattgatgccggatttagcacacattggtacccatcggagc(A)11ggaataaaataaaagttgttggagggaggttgaattattggcataatgatcatgaaaaatta(T)10187 37136836 37137022 CAATCTGGCACCACAAGAAA TTGCCATGGTGTTAGAATAAACA 252

Ad01A8712 Aradu.A01 8712 c (CT)6aacct(TC)21 59 37138107 37138165 GTGGAACGCTACGTTTTGGT ATGGTGACGATAAAGCGACC 255

Ad01A8715 Aradu.A01 8715 p2 (CA)6 12 37179075 37179086 CATCACATCTTAAGCAGCCTT GCATGGATTGTACCCGAACT 258

Ad01A8716 Aradu.A01 8716 p2 (GA)6 12 37179697 37179708 TACTTGCATGGTGAATCCGA TTCTCACTCCCTTCCTTCCA 177

Ad01A8718 Aradu.A01 8718 c (CA)8t(AC)8 33 37191400 37191432 TTGTGCAAGCAAAGTTGGAG TGCAAGGTACGAAGATCGAA 269

Ad01A8719 Aradu.A01 8719 p2 (TA)15 30 37195173 37195202 GGGTCGAGTTCGTATGTTGG CACCACACTCAATGCTCTCAA 156

Ad01A8724 Aradu.A01 8724 p2 (AT)6 12 37211911 37211922 ACATGTGCAAGGTGGAGTTG TCGCACCTCACCACCTACTA 261

Ad01A8727 Aradu.A01 8727 p4 (ATTT)6 24 37231828 37231851 ATTGCATGTGAATCTGGCAC CCTCACGAAACAGTTTTGGAAT 199

Ad01A8732 Aradu.A01 8732 c (T)10caattaggtccctcttagcagtaattggcttaattttatagggatccaact(A)1071 37260942 37261012 TTTTTCCTTTTAATTGGTCCC TGTTGGTCCCTATAGTTTCGC 239

Ad01A8734 Aradu.A01 8734 c (CAT)15(CTT)13 84 37264241 37264324 GTCCTTTGCTTCTGCTACGG ACACCACTCCGACACCTTTC 260

Ad01A8737 Aradu.A01 8737 p3 (TAT)17 51 37282134 37282184 TGATGATCCGTGACATTCGT CAAGACACACGGATGGTGTT 209

Ad01A8738 Aradu.A01 8738 p2 (TA)9 18 37290405 37290422 CTTGATGCAACCCAGAGCTA CTATGCTCTGGGGAAGTGGA 197

Ad01A8740 Aradu.A01 8740 p5 (AAAAG)5 25 37297880 37297904 TGAATGCTTGAACATTGCATA GCCTTGGATCCTTTTTACCC 260

Ad01A8745 Aradu.A01 8745 p3 (AAG)9 27 37336039 37336065 TAGAATATTGGTCGCCCTCG CCCATCACCTCTTCACCACT 194

Ad01A8748 Aradu.A01 8748 p2 (TA)7 14 37404704 37404717 ACGTTAGTTCGTTTTGCGCT TCGAGCAATGATTTCTGTGG 252

Ad01A8750 Aradu.A01 8750 p2 (GC)6 12 37432263 37432274 AAGAACCGGAAAGCTGTCAA CACGTTTTGCTTCAAGTGGA 221

Ad01A8752 Aradu.A01 8752 p3 (TCT)6 18 37453401 37453418 ACACAACACAACCCCCTCTC TGCCATTGATGGTAGTGGAA 174

Ad01A8755 Aradu.A01 8755 p3 (TGA)5 15 37513103 37513117 GAGCTCGACCTCTCCCTTTT GCTGTTGGAGTTGAGGAAGG 149

Ad01A8761 Aradu.A01 8761 p3 (TAA)5 15 37534353 37534367 GGGTAGACGTGGACAGTGGT CCAGACAGTTACAGCAGCCA 190

Ad01A8762 Aradu.A01 8762 p3 (GGT)7 21 37538666 37538686 CATGGTTGGGATCTGAGACA AAGATGCGAGGTTGGAGATG 278

Ad01A8764 Aradu.A01 8764 c (T)10gtttttaagaaaaataaatcttttaaaagaagatataaattatagcttctcaaaaaagatg(T)1081 37539782 37539862 TCTTTTGTTTGTTTATTACATGGCA AGCGTGTTTGGCAAATTTCT 163

Ad01A8765 Aradu.A01 8765 p3 (ATA)13 39 37542063 37542101 TCAGCCAATGGAGAATTATGA CTCCGCACTGCTATACACACA 273

Ad01A8766 Aradu.A01 8766 p3 (ATT)6 18 37542240 37542257 GCGGAGAGTTTATTTGTGGC CAAGCACAAAAAGACGGAGA 165

Ad01A8770 Aradu.A01 8770 p3 (ATT)5 15 37560704 37560718 ATGCCACAAGCACATGGTTA AAGCAAAAGCTTGCGAAAAA 230

Ad01A8771 Aradu.A01 8771 p3 (AGA)6 18 37562340 37562357 TTTTCTTGGCCACAACATCA CCACACACTTCTCCCTTTCC 265

Ad01A8772 Aradu.A01 8772 p4 (TAAA)5 20 37565547 37565566 CAGGTTCAGGATCTGCTTCA CGAATTTCTCCTTCTCTCATCC 266

Ad01A8776 Aradu.A01 8776 p2 (AT)9 18 37617193 37617210 TGCTGACACCTACCAGAGGA TCAGCCACCAAAATCAGTCA 123

Ad01A8778 Aradu.A01 8778 p3 (ATC)10 30 37623936 37623965 TGATTGTCATCACCATGAAGAA ATGGGATTCATGTGGAAGGA 154

Ad01A8780 Aradu.A01 8780 p2 (CT)6 12 37645643 37645654 TCATGAACCTAATTGGGGAAA TTGGATCAAGTTTCAAGCCC 278

Ad01A8782 Aradu.A01 8782 p2 (AT)11 22 37661885 37661906 TATTGAACCTTGCTTTGGGG CACAGCCACTATAGGCACCA 145

Ad01A8783 Aradu.A01 8783 p2 (TA)6 12 37662653 37662664 CCACCATAGGCACCAAAACT GTTTGGGAGAGTTGGGAACA 153

Ad01A8784 Aradu.A01 8784 p2 (CT)6 12 37671345 37671356 GGATTGGTGAAGCTTGGTGT TTGAACCGAGCCAACTTCTT 131
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Ad01A8787 Aradu.A01 8787 c (A)11tttctaatttttcgaaaattttt(A)1044 37692151 37692194 TCGAGTTTGGACAACTGACG AAAAACATGCAATTGAAATCAAAC 231

Ad01A8788 Aradu.A01 8788 c (AT)6ttttttttattgaccgaaaaatgaaataaaaacaaaagggaaaaaaataaaaat(A)1076 37714189 37714264 CTTGCTTTGATGGGAGGTGT CAACTTGCTTTGATCTTATTCCC 259

Ad01A8789 Aradu.A01 8789 p3 (TTA)13 39 37717513 37717551 TTTTGAGAATTTTCGATTCGG TTGGTATGCAATTGATTTTTGC 196

Ad01A8790 Aradu.A01 8790 c (T)11acgatgaaacatgtgtttattatttatgtgtattttaa(T)1059 37717728 37717786 TGTTGTTAATTGCCATCTTGC CCTATGATTTATGTTAAAAGTTCGCA 259

Ad01A8797 Aradu.A01 8797 c (A)10taaacggtgc(A)1030 37745075 37745104 TTGAAGACCAAAAAGTCACGAA TTTATAAGTTGCGTAGCATGGG 164

Ad01A8798 Aradu.A01 8798 c (T)10aatttttcgg(TA)836 37745587 37745622 AGGGTTGACCTCCAAATTCC AGTGACGACGACGATGATGA 261

Ad01A8799 Aradu.A01 8799 p3 (TCC)5 15 37751967 37751981 TGAGAGACGTCCCATGAGGT ATTTGGAGACACAAGTGGGC 186

Ad01A8800 Aradu.A01 8800 p2 (AG)6 12 37756141 37756152 TTGAATTTGAATGGTGGGGT CAGAATTGGCACAAAGAGCA 241

Ad01A8801 Aradu.A01 8801 p3 (TCC)5 15 37760135 37760149 TGAGAGACGTCCCATGAGGT ATTTGGAGACACAAGTGGGC 186

Ad01A8803 Aradu.A01 8803 p2 (GA)23 46 37768960 37769005 TCAAGAAGCAACAATCGCAG ACTCCTCCTTCACCCATCCT 210

Ad01A8808 Aradu.A01 8808 p3 (TTC)5 15 37780985 37780999 CCGGAGAGCTATTTTGGGTT CCCCTAATGAAAGTGGGGTT 172

Ad01A8810 Aradu.A01 8810 p3 (AAT)6 18 37782095 37782112 TGCCGGTTATACGTGAAATCT GCCATAAATCAAAAGACTCAGCA 273

Ad01A8812 Aradu.A01 8812 c (A)10cggccatcggcgcgctagcacgctgt(GC)648 37799202 37799249 ATAGGGAGCTCTTGGGCATT AGCACAATGCTAGCACAACG 154

Ad01A8813 Aradu.A01 8813 p2 (TA)7 14 37806884 37806897 AGTTGGAGAATTAGCGGTGC CAATTGTGGCCATAACAGCA 102

Ad01A8815 Aradu.A01 8815 c (T)10cagtttaaattttagtctatttttgagtttttattgaacctagaatcatgcatagcattcatattaagcattgcactctgcatactg(A)10107 37817232 37817338 TCAAGCACAAGCCACCATAG TCTTCCTAACGCACTGGTGA 267

Ad01A8827 Aradu.A01 8827 p2 (TA)8 16 37935479 37935494 TACTATGCATGCCACCTCCA CGATACAGCAACAACCCAGA 160

Ad01A8828 Aradu.A01 8828 p2 (TA)6 12 37936769 37936780 TTCATCATTCATCCCTGCAA CCCCCTAAAACTTGATTTCAT 195

Ad01A8838 Aradu.A01 8838 p3 (TTC)5 15 37961933 37961947 CAAGGCATCTTCACACCCTT GGCAGAGGAAGAGAAGGAGG 276

Ad01A8839 Aradu.A01 8839 c (T)10(A)13 23 37963560 37963582 AGAGTTTGTCGGGTCTGGTG GCCGGTTGGACTAATTGAACT 264

Ad01A8842 Aradu.A01 8842 p3 (AAC)5 15 37969340 37969354 GAGGTACTCAAGGAGGAGGGA TCTTTATTTAGCCGACCCCA 207

Ad01A8846 Aradu.A01 8846 c (T)11gtcatgaattttttattcctactttttttattagtatttttaaccattattaaaataattataaaatatactcca(T)1096 37971990 37972085 GGCTTGTTTGGTGAGCCTAC CGAACAGCTCTTCTGCAAGTT 277

Ad01A8847 Aradu.A01 8847 p2 (TC)6 12 37974586 37974597 CAAGCCCTTTTGGCTTTACA AAAGGGAAGAAGGAAAAGAGGA 203

Ad01A8848 Aradu.A01 8848 p6 (TTATCT)5 30 37982385 37982414 AGGTCGGAGTTGTTGTGTCC GATAAGGGCAGTTCCCATGA 262

Ad01A8849 Aradu.A01 8849 p2 (CT)9 18 37998503 37998520 TTTCTTTTCCCTCTTTTAAAATTCA TCCTTGAGGTGTCAGAAGAAAA 190

Ad01A8851 Aradu.A01 8851 p3 (TCT)6 18 38016024 38016041 GGCGTTTTACATGCCTCATT GTTTCTCCGGCCTTAGGTTC 268

Ad01A8852 Aradu.A01 8852 p3 (TTA)6 18 38028357 38028374 TGAAATTCCCACCATTGGAT TCGCACAACTAACCAGCAAG 229

Ad01A8853 Aradu.A01 8853 p2 (GA)7 14 38030045 38030058 GGGTTTGGGAAGGAAAATGT GATTGCACAGTAAGGGCGTT 275

Ad01A8854 Aradu.A01 8854 c (A)12cacaagaaaaaaacacactcaactatcaaaggtcataccttaagatcagcagcaaacttttgtataca(ATT)17131 38039673 38039803 TTTTTGCTTTTACTCTCACAAAAGA CACCAGTCAAAATCGGACCT 255

Ad01A8857 Aradu.A01 8857 p2 (CT)13 26 38078740 38078765 TCCTAAATCCTAAGAGAGGGGA GAAAACGTGCTCTACGGGAC 249

Ad01A8858 Aradu.A01 8858 p2 (AG)8 16 38083672 38083687 TTTGGGCTATTTTTGACCCA CATTGAACCTGGATTGGAAGA 214

Ad01A8865 Aradu.A01 8865 p6 (AATAAA)5 30 38106731 38106760 TGTTTAGTGATGATGAGAAGAACAAA CAGATTGAAGGAGCACCCAT 199

Ad01A8867 Aradu.A01 8867 p3 (ACA)6 18 38120572 38120589 AATTTAGCAAGATTGACTTAGAATCAT CCGACTCCACCTAGTAGGACA 274

Ad01A8869 Aradu.A01 8869 p3 (TGA)7 21 38125109 38125129 TCGTCTTTAATGCTACATTTCTTTTG GTCGTTGTCGTCTTCACCAC 280

Ad01A8874 Aradu.A01 8874 p2 (GA)9 18 38138972 38138989 CGCTTATTGAAGGCGAACAT CACGACAGTCTGTAACCGGA 237
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Ad01A8879 Aradu.A01 8879 c (T)13ggtgactagtaaaactcataatttgataaaagttacaaatttaatagtaattaaattattattttcttgttttatcaattcttttattttag(T)10115 38145697 38145811 TTCATGCAAATGTGAAAGATGA TGGCACCTTTATTACAAAACTGAA 276

Ad01A8880 Aradu.A01 8880 p2 (AT)7 14 38150210 38150223 ACGGGTTTCCTTGGGTAGAC GCCAACCTGACAAGTCCAAT 234

Ad01A8886 Aradu.A01 8886 c (A)10ttctcgcatggtgcgagatgggcgagatgggctgataagcccttttcccaattactttcttgtacagtgcgagatgtgaaaggaacaaattt(A)10112 38197880 38197991 CACACTCAACGAACTGACGAA GATGTGGATGGCCTTCTGTT 227

Ad01A8887 Aradu.A01 8887 p3 (AAT)6 18 38198733 38198750 CATTTTTGTTCTAAAACTTTGGCAT CCTCCTTCACTGTCACTCTCAA 240

Ad01A8888 Aradu.A01 8888 p2 (AG)15 30 38202000 38202029 TCGTCCAAACTCTGGGTAGG CGGTTACGATGAGGTTCCAC 237

Ad01A8889 Aradu.A01 8889 p2 (AG)7 14 38210317 38210330 GCGCTTCCAAATAAGTCGTC CGGTTACGATGAGGTTCCAC 191

Ad01A8893 Aradu.A01 8893 p2 (GA)10 20 38215062 38215081 CTCCGGACGGTGAAATAGAA GTTTTCAAGGTGGTGGCTGT 220

Ad01A8897 Aradu.A01 8897 p2 (TA)8 16 38223493 38223508 TTGAACGGCAGAAACCTCTT TGCCCATCAAGACAATTGAA 240

Ad01A8902 Aradu.A01 8902 p2 (AC)6 12 38242868 38242879 AGAATGTCACGCTTCCGACT TTTTTCCCTTGCCTTTATTTTT 266

Ad01A8903 Aradu.A01 8903 p2 (AT)6 12 38243737 38243748 GAAATGTTCAAGCGCACTCA CTGGGAATGTTACCCCATTG 260

Ad01A8904 Aradu.A01 8904 p2 (CT)7 14 38245745 38245758 CGGAATAAAGCGGTGGTAAA TTGCCATCATTGGAACAGAG 163

Ad01A8905 Aradu.A01 8905 p2 (GA)10 20 38247545 38247564 TCATAATGACGATGGGACGA CCACCTCCAACAATCACACA 269

Ad01A8906 Aradu.A01 8906 p3 (TTA)18 54 38249907 38249960 AAGGGAATTGATCCCTTCAT TTCTCATTGATCACAAAATTTCA 193

Ad01A8907 Aradu.A01 8907 p2 (CT)10 20 38251563 38251582 AAAGGAACATTGAACCTGGAA ACGAACCAGCAGCGATTTAT 280

Ad01A8908 Aradu.A01 8908 p3 (AAG)11 33 38256333 38256365 CTAGAGGTTTCTCCGGCCTT TAGCCAAACCTACTCCCCCT 265

Ad01A8909 Aradu.A01 8909 p3 (AAT)5 15 38261623 38261637 CTTCGCACAACTAACCAGCA CGCCTATCTGAAATTCCCAC 233

Ad01A8910 Aradu.A01 8910 p2 (CT)6 12 38267886 38267897 TGAACCTGGAACTTAGAAGAAATTG CAGCGATTTATGGGCTGTTT 253

Ad01A8911 Aradu.A01 8911 p3 (TGT)5 15 38281482 38281496 TTCTAGGATTGTTTTCGGCG TCACCATATCCGCAATCTCA 156

Ad01A8914 Aradu.A01 8914 p2 (GC)6 12 38294406 38294417 CCTCTGGGTCACTTTCCAGA AGGAAGCAGGATGGGGTAGT 222

Ad01A8916 Aradu.A01 8916 p2 (AG)7 14 38298916 38298929 GGGTTAGGGGACTTTTGCTC TCACCAAGGAATGGTTGAGA 148

Ad01A8917 Aradu.A01 8917 p3 (ATC)6 18 38318803 38318820 GGACGAGTCTGAAGAGGCAC GCAGGAGCAATTTCGAGTTC 229

Ad01A8918 Aradu.A01 8918 p5 (AAGAT)5 25 38319801 38319825 AGAGATAAGGGCGGTTCCAT TGTGGAACTGAGAATGCTGC 257

Ad01A8919 Aradu.A01 8919 c (AT)6(A)10 22 38355014 38355035 TTCTTTGCAGGTTCCTCTTTTT CGATGAGAATTCCCAACCAA 247

Ad01A8920 Aradu.A01 8920 p2 (TA)7 14 38357016 38357029 TAGGGCAGAGAGGGACAAAA GCAATATTCCGCTTCTCTCG 198

Ad01A8921 Aradu.A01 8921 p2 (AT)7 14 38364855 38364868 TGACTGATATTCTCTTTCCCAGG GGTCAACGGATCACGGTACT 227

Ad01A8923 Aradu.A01 8923 p3 (TCT)24 72 38376737 38376808 CAGGCACTCAAGCTTTCACA ACGAGGAGAAACACGACGAT 267

Ad01A8924 Aradu.A01 8924 p3 (GAA)6 18 38376946 38376963 ATCGTCGTGTTTCTCCTCGT CTCTTCCTCTTTCTCCTCCTCA 161

Ad01A8929 Aradu.A01 8929 p2 (TA)6 12 38424251 38424262 TTGTACACCAACTCTTTTTAATTTTCA TTTGGTGGGTTTGTACGAGT 183

Ad01A8933 Aradu.A01 8933 p2 (TG)6 12 38436950 38436961 ATCTTGCCTCCTTGGACCTT CCAAGCTTTTCAAAATCACCA 167

Ad01A8934 Aradu.A01 8934 p2 (TG)9 18 38440481 38440498 TAATTCCATCCCGTGACTCC CCAACCATCAAAATGCAAAA 171

Ad01A8935 Aradu.A01 8935 p3 (TTA)5 15 38440675 38440689 AGTGTGGCATCACTGGTATGTT ACCCTTTTTAGTCGGGCCT 211

Ad01A8938 Aradu.A01 8938 p2 (TA)6 12 38444484 38444495 AAGTGAAGATATGGTTGTGTAGAACG GAACGAGAAATACCGCGAAA 262

Ad01A8940 Aradu.A01 8940 p2 (TC)8 16 38453737 38453752 CTCAAATCAATTGGTGCCCT CCCTCCGTCCATCTTTTAGG 157

Ad01A8941 Aradu.A01 8941 p2 (AG)7 14 38457861 38457874 AAAAACCTGGATCGAGAGTCA GGCCCAGATCCAAGTACAGA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A8950 Aradu.A01 8950 p3 (TCT)6 18 38492687 38492704 TCTCTTTCCCACACAAACCC CCGGTCTTAGGTGCCATAAA 273

Ad01A8952 Aradu.A01 8952 p3 (AAT)6 18 38503596 38503613 TCCTAGGATTAAGGACAAAGAGAGAA CTCTCACTCTCACTCTCACTCTCA 213

Ad01A8954 Aradu.A01 8954 p2 (AT)7 14 38507757 38507770 TCTCTGTGTGACAAGGGCAG AGCTGGCCCAATCTAGAAAA 253

Ad01A8958 Aradu.A01 8958 p4 (AAAT)5 20 38511865 38511884 TGCAAAATTGATGGTCCAAT TTGGCACTTATGCATTTAAGG 238

Ad01A8959 Aradu.A01 8959 p2 (AT)11 22 38512031 38512052 TGCATAAGTGCCAATTTTACCTT ACATAATCACTCACTTTGGGCT 266

Ad01A8960 Aradu.A01 8960 p3 (ATC)5 15 38512259 38512273 CAATGCCATCTAAAAATCCCA TGTCCAGGCAAAAACGATTA 140

Ad01A8962 Aradu.A01 8962 p2 (AT)15 30 38515294 38515323 CCATACTTGTCTGTCTCATTAGTGG CATTAGCTCATGAACTGACTCGAT 267

Ad01A8964 Aradu.A01 8964 p2 (GA)10 20 38516676 38516695 GGAGAAGAGATCGCGAGAGA TTTGAGCAATCTGCACCAGT 146

Ad01A8965 Aradu.A01 8965 p3 (ATT)5 15 38526965 38526979 CAAGGGAAGTGGTTTTGGAA AAAGTCCCTATTCCGATCTTTAATTT 239

Ad01A8968 Aradu.A01 8968 p3 (ATT)13 39 38540973 38541011 TGATGCTCAGAGTCTTGGACC TCTGTGATTTTTGAATGCATGA 214

Ad01A8969 Aradu.A01 8969 p2 (AT)7 14 38545324 38545337 TTAGAACGAAACAGGGGGAG GGGATCGACCCTTACTCACA 240

Ad01A8982 Aradu.A01 8982 p2 (TC)13 26 38593141 38593166 CTCTTTCCTCCCCTTCCTTC GAAGGGGAAAGAGACAGATAAGG 263

Ad01A8983 Aradu.A01 8983 c (CT)17ccctcctctctcttccttatctgtctctttcccct(TC)885 38593302 38593386 CTCCTCTCCCATTCTCTCTCC AAAGAGGGAAGGAGATACACACA 225

Ad01A8985 Aradu.A01 8985 p2 (GA)8 16 38598239 38598254 ATGGGGAGAGAGAGGGAGAG TCCACTTTCTTTTTCCGCTC 219

Ad01A8991 Aradu.A01 8991 p3 (TTA)5 15 38666228 38666242 TCAAGTGCAATTAAATGTCTTAACG TTCCTTACCAGTAGGCATTCTT 242

Ad01A9003 Aradu.A01 9003 p2 (TC)9 18 38770944 38770961 AATCCATTCCATTGCTTTCG GAGAGGAGGGGGAGAGAGAA 239

Ad01A9004 Aradu.A01 9004 p2 (CT)7 14 38771095 38771108 TCTCTCTCCCCCTCCTCTCT GGGGACAAAAAGAGAGAAAAAGA 270

Ad01A9005 Aradu.A01 9005 c (GA)6aagagagaaaagaaaaaaaagaaagagagaaagaggggagggaaag(GA)18aagaaaggaaaagagaggagaaat(GA)6130 38771518 38771647 GAGAAAGAAGAAAAGGAAAGAGG TCCCTCTCTATCTCGCTCTCC 207

Ad01A9006 Aradu.A01 9006 c (GA)18aagaaagagagagagaagagaagagaagagaggagaaagaagggagggagagagaaagagagagga(AG)8118 38771814 38771931 TGAGGTGGAGAAAGAGGGAG CCGGTTAACCAAAACCAAAA 234

Ad01A9009 Aradu.A01 9009 p5 (TATTT)5 25 38809075 38809099 TGGCTTTTTCTGCTTGCTTT TTATTTTGCTGTGGTGGCAA 258

Ad01A9011 Aradu.A01 9011 p2 (CT)6 12 38844796 38844807 GATTTTGCTTGCCATTTGGT GTGAGGGTTCGGCTATTTGA 259

Ad01A9012 Aradu.A01 9012 p3 (AAG)5 15 38866125 38866139 CACCACCCTTCTCATTCCAT ACATTGTCGTGTGGTCGCTA 273

Ad01A9015 Aradu.A01 9015 p3 (ATA)11 33 38893578 38893610 CGCATCATCGTGATAAATGG AATACTGATAATACTTTTAGGTTGCCA 131

Ad01A9017 Aradu.A01 9017 p3 (AGA)5 15 38921471 38921485 CCCTGTGAGATGTGAAGAAAGA ATTCTCTCTCCCACTTTTTGAA 275

Ad01A9018 Aradu.A01 9018 p2 (CT)6 12 38923412 38923423 TGAACCTGGGATTGAGAGTCA CGGCCCAGAGAACACATATT 208

Ad01A9019 Aradu.A01 9019 p2 (GT)8 16 38931662 38931677 TTTCTTCGCAGGTCGAGACT TCGCACTCGAAAACGTTAAG 127

Ad01A9020 Aradu.A01 9020 p2 (AT)9 18 38932280 38932297 AAATCAGGAGCCTTCCAACT AATTTGAAGCACCAAGCACC 153

Ad01A9021 Aradu.A01 9021 p2 (TC)6 12 38934923 38934934 AGCTGTTGAGCTATTCTTGGAA TTGCTTTGAGCCAACAACAC 187

Ad01A9023 Aradu.A01 9023 p4 (ATAA)7 28 38950302 38950329 CAAGTTTTGAACAAATCAAACG GATCCACGTAACCCGCTAAA 222

Ad01A9024 Aradu.A01 9024 p2 (AT)8 16 38974580 38974595 AGTTCGTTCCTTGCTACCCA ACAACCCACCACGGTATGAT 276

Ad01A9027 Aradu.A01 9027 p2 (TA)6 12 39007052 39007063 CCATGATGGAGAAAGGGAGA GGTGTTCCTTGGTGTTTTCC 201

Ad01A9028 Aradu.A01 9028 p2 (CT)6 12 39031868 39031879 CAAATCCACCCAAGTCCATT CTAGAGGTTTCTCCGGCCTT 269

Ad01A9029 Aradu.A01 9029 p2 (AG)8 16 39093160 39093175 AGAATCAGTCGCCGTCACTT GAAAGATGGTGGCAGCAAAT 276

Ad01A9030 Aradu.A01 9030 p2 (CT)7 14 39098926 39098939 CCATGGCCAAATTTTAAAGG TCTCCATAAATTCATGCATCTCC 216
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Ad01A9031 Aradu.A01 9031 p2 (AT)6 12 39099099 39099110 TCCATGGACCTCTCTCTCTCTC TCGGGTCCAAAATTCAACTG 270

Ad01A9033 Aradu.A01 9033 p2 (AG)12 24 39101109 39101132 AAAGCCAACCACCACAGATT TGGGTATATGATGCCTTGTCA 212

Ad01A9037 Aradu.A01 9037 p2 (AG)6 12 39135978 39135989 TTGGATCTTGCGGAAGCTAT CACTGCTCAATCTCACCCCT 231

Ad01A9038 Aradu.A01 9038 c (T)10cgtttttcttctattcttc(T)1039 39143049 39143087 TCAGCTTTGCTAGAGTCCCC TGTGGTTCATGAATGTTGGC 242

Ad01A9042 Aradu.A01 9042 c (TTA)5tctttattttttgtttat(TTA)548 39185137 39185184 ATCCAACAGGGACAAGCATC GATCCCATGGAGATTGTTGG 226

Ad01A9044 Aradu.A01 9044 p3 (ATT)6 18 39210065 39210082 ATTGGCCCCCTAAAATTGAT CTTGCTTGAACCTCGGAAAC 234

Ad01A9046 Aradu.A01 9046 p2 (AG)6 12 39213648 39213659 AAAGAAACTGGGATTGAGAGTCA AAGGGACTTTTGGGCTGTTT 225

Ad01A9048 Aradu.A01 9048 p3 (TAC)5 15 39217926 39217940 AACAAAAAGTATTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 270

Ad01A9053 Aradu.A01 9053 p2 (TA)8 16 39252513 39252528 TATGAAGCAGTAGCGGGGTT ACATCGAATCCTTTGGGTTG 262

Ad01A9056 Aradu.A01 9056 p3 (TAT)5 15 39327545 39327559 TGGTGTTGAGATTTTGGCTCT CAATCAAGCTCCAATCCACA 208

Ad01A9058 Aradu.A01 9058 c (AAT)18aaacggggcgcacatatacatatacatatgtcactata(TG)6104 39328275 39328378 GGGCGTGCTTTTTGTCATTA CATGGGACGGTAACTGAGAC 278

Ad01A9059 Aradu.A01 9059 p2 (TC)9 18 39328913 39328930 TTATGCCCTTTTCTTATGGCT AATTCCACAGGCTGGAGAGA 166

Ad01A9060 Aradu.A01 9060 c (TTA)6ttg(TTA)5 36 39329078 39329113 TTTCTCTCTCCAGCCTGTGG AGCCACCAAAACAGTCTCCA 156

Ad01A9063 Aradu.A01 9063 p3 (AGA)5 15 39345652 39345666 AAAAGAATGGAAGAAGAATGAATG ATTGAAGGGGGAATGGAGAT 212

Ad01A9066 Aradu.A01 9066 p2 (TA)6 12 39374805 39374816 GAAACCACCGTGCACATTTT CGCATCCAATGCATAACAAA 261

Ad01A9067 Aradu.A01 9067 p3 (TGA)6 18 39412702 39412719 AACATGCGACATTTTTGTGC GCTTACGCAATCAAAATAAGCA 209

Ad01A9068 Aradu.A01 9068 c (T)10cttttcggttactacact(TAA)1676 39415652 39415727 GAAATGTTTAAGTGGGGGCA TGAAGCAACCTACCAAAATAATGA 150

Ad01A9070 Aradu.A01 9070 p2 (AT)7 14 39476323 39476336 GAGAACCATGTCGGGTGAAC GCTATGGCATCCTCAAGCTC 205

Ad01A9072 Aradu.A01 9072 p3 (ATG)5 15 39479964 39479978 GCCATTTATTGAATTGAGGCTT GGAATTTGTGCAGCTTCCTC 274

Ad01A9074 Aradu.A01 9074 p2 (AT)9 18 39480878 39480895 CTAACAAACAGCATCCGCAA CGCGTTTGAGAATAGGGTGT 255

Ad01A9075 Aradu.A01 9075 p2 (AT)6 12 39481257 39481268 CCTTTGCCAAAAGCATCATT AAGTTCCTCCTTGGCAATCA 266

Ad01A9079 Aradu.A01 9079 p2 (TA)6 12 39486446 39486457 AACACTCATCTCTTTTATCGGATT CCATTTACCTATAGTGATCTTCAGCA 277

Ad01A9081 Aradu.A01 9081 p2 (AT)8 16 39495577 39495592 TTGCCTTTTGGTTTAAAGAGC GGTGGCATTGCTTTTGTTTT 279

Ad01A9082 Aradu.A01 9082 p2 (TA)6 12 39504406 39504417 CCACACTCAAACCAACCAAA TATTTGCTTTGTCTTGGCCC 191

Ad01A9083 Aradu.A01 9083 c (AAT)6aac(AAT)5agcaatacctcaaactagcaa(AAT)675 39512403 39512477 TTCCCTATCTTGAGTAGATAGTAGCG CAGAGGTCAAATATATTCCATAAGCA 280

Ad01A9084 Aradu.A01 9084 p2 (TA)9 18 39513847 39513864 CCATGTACTTCAAGGGCGTT TCGACGTCTCATAATTTTGGTTT 185

Ad01A9085 Aradu.A01 9085 p2 (AT)6 12 39517293 39517304 GTCGCGACTGAACATCAGAG TGAGCCTTCACGAATACGAA 268

Ad01A9086 Aradu.A01 9086 p2 (TG)8 16 39537490 39537505 CACCTGTTGCAGAAGCAGAA GAGTGCATGCATGATTTTCAA 219

Ad01A9087 Aradu.A01 9087 p2 (AT)6 12 39541322 39541333 AATGGGGCTAAGGTAAGGGT GCATGGAATGTGAAGGTGAA 156

Ad01A9089 Aradu.A01 9089 p3 (ATA)5 15 39570771 39570785 TGAACCTATGGGGTCACACA TGGATCTCATCCAAATTTACAA 245

Ad01A9094 Aradu.A01 9094 p3 (TGT)6 18 39622293 39622310 GCTCATCTCCTTGCCATCTC TTTTGGACAAATGATGCAGA 275

Ad01A9095 Aradu.A01 9095 p5 (AATAA)5 25 39644615 39644639 GGTCCATGATGAAGTAAGGGAG AATTTTCGAATCCCTTGGGT 273

Ad01A9097 Aradu.A01 9097 p3 (TCT)5 15 39667328 39667342 CCTACCTCACCCTCTCCCTC TAAAATATTGCTCGCCCTCG 225

Ad01A9100 Aradu.A01 9100 p3 (TGG)5 15 39724563 39724577 TACAACCGCAATCACAATCC ATTTCCCTCCTTCAACCACC 217
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Ad01A9103 Aradu.A01 9103 p5 (AATAA)5 25 39761948 39761972 GCAGCAGTAGTGGGGTTAGC CCTAACCACTTTCTCTCTCCTCA 260

Ad01A9106 Aradu.A01 9106 p3 (TTC)5 15 39808059 39808073 GTTATTGTTGGCCCCTCCTT TGTGTGTTTCCTGTGCTGTG 199

Ad01A9107 Aradu.A01 9107 p2 (TC)8 16 39812228 39812243 TGGCGTTCTCTTGACACTTG ATCCTAAATCGGAACCCCAA 245

Ad01A9108 Aradu.A01 9108 p2 (AT)6 12 39814818 39814829 TGGTTTATTTGCCAATGGAAT TCCAGTTCAGCTTCATCCCT 222

Ad01A9109 Aradu.A01 9109 p2 (AT)6 12 39831855 39831866 ACCAACAAGAACAAAAGCCAA GATTTGGTTTTGAACCATAGGA 239

Ad01A9112 Aradu.A01 9112 c (T)10aggttgatgatcatgtggagtcacaaaaataacagcaaaaatt(A)1063 39866715 39866777 TAAGTTTGGTGTTGGGAGGC TTTCTCTTCCAGGGTGTGCT 238

Ad01A9113 Aradu.A01 9113 p2 (CT)15 30 39867158 39867187 TCTTGACCCCTCAGGATTTG TTGGGAGGGAAAAGTGTTTG 198

Ad01A9114 Aradu.A01 9114 p3 (AAT)19 57 39887504 39887560 TGGCATGCATTCAAATCAA TCACATTCACATTGCTTGTGTT 190

Ad01A9115 Aradu.A01 9115 p2 (AC)6 12 39890098 39890109 TTGTGGGTCTTCACCAAGTTT CGGAGTGGGTTTTATTTGGA 198

Ad01A9118 Aradu.A01 9118 p2 (GA)6 12 39940215 39940226 CGATTTTGGATCCATGGTG TTCTCTTTCTTCTTTTTCAAAACTTTC 251

Ad01A9122 Aradu.A01 9122 p3 (TCT)6 18 40037251 40037268 ACCCCTTCACCACTCACATC CTGGCCTTAGGTGCCATAAA 208

Ad01A9123 Aradu.A01 9123 p3 (TTC)5 15 40050195 40050209 ACCCCTTTCATTGGGTTAGG TGTGGTCCAGCATGAGAAAG 222

Ad01A9125 Aradu.A01 9125 p2 (TA)6 12 40077432 40077443 CCGAAAGTGAGGATTTGGAA TGGGAAGTGTTACCATGCAA 217

Ad01A9128 Aradu.A01 9128 p2 (AG)6 12 40101032 40101043 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 103

Ad01A9129 Aradu.A01 9129 p2 (AT)7 14 40114107 40114120 AGTGAAACAAGGCCTCAATCA AGCTCGAACACACAAAACCA 185

Ad01A9131 Aradu.A01 9131 p2 (AG)9 18 40133934 40133951 GGTGTGCTTTGAACACCAAA AAGAGGGGAGGACTTCAAGC 247

Ad01A9135 Aradu.A01 9135 p5 (TTATC)5 25 40195467 40195491 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGAACG 171

Ad01A9148 Aradu.A01 9148 p3 (TTC)6 18 40332534 40332551 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 210

Ad01A9153 Aradu.A01 9153 p3 (AGA)8 24 40451248 40451271 TGCAAGCTTTTGTCTTCCCT ACTCCCTCTCCCCTCCCTAT 280

Ad01A9154 Aradu.A01 9154 p3 (TCC)5 15 40453064 40453078 ATAGGGAACTCCGTCCTGCT CCGTTAGAAATTTGGAGGCA 217

Ad01A9157 Aradu.A01 9157 c (CTT)5tgtcatcatcattatca(TCT)547 40516487 40516533 TGCAACAAATTTCGGCATAA CAAGAAGTAAATTTGAGAAGGAAAAA 217

Ad01A9160 Aradu.A01 9160 p3 (ATT)5 15 40520375 40520389 TTGATTTTCACAATTTTAAACGTAGA ACATGCTCCATGAGCTGCTA 186

Ad01A9163 Aradu.A01 9163 c (TA)9(GA)8 34 40526827 40526860 TTGGTGAGAAGGGGGATGTA CCATGAGTGGAATCATCCAA 245

Ad01A9164 Aradu.A01 9164 p3 (TGT)5 15 40528799 40528813 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 271

Ad01A9165 Aradu.A01 9165 p3 (CAT)5 15 40534925 40534939 AAATACCGGGGATCAGAAGG TTGTGGAAAAGGGTTATGCC 196

Ad01A9166 Aradu.A01 9166 c (T)10aaattatcaaaatttgtattcaatgcattgagattattaaaagtttcaaccatttgtcacc(A)1182 40536538 40536619 TGTCTTTTATACCCGAATTTTTAATTG GGACCGTTAAGCCTGAAACA 236

Ad01A9167 Aradu.A01 9167 p2 (GA)10 20 40538340 40538359 TTTGCCCCAATAAGCCATAC AGCGGTACGCTTTTGAATGT 241

Ad01A9168 Aradu.A01 9168 c (AT)10nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(ATA)13102 40539641 40539742 CACGCGGTGATAAGTGTTTG GCTTGATACAATAAGGCAGTTGG 266

Ad01A9169 Aradu.A01 9169 p2 (GA)24 48 40540433 40540480 CATGCTCGCGTGATAAGTGT GCACCCAGTAGTGAGGCAAT 126

Ad01A9170 Aradu.A01 9170 p3 (TGA)7 21 40540597 40540617 CTGGGTGCTATGATGGGAAT CCGGATAAAAGGTAAAGGCA 172

Ad01A9174 Aradu.A01 9174 p2 (TG)6 12 40543043 40543054 GAAAAGAGAATGGCACGAGG TATCACTCCCCAAAGCCAAC 103

Ad01A9177 Aradu.A01 9177 p3 (AGA)5 15 40565881 40565895 CGACAGCAACGACAACTGAT TTGACTTGAATGCCACCAAA 262

Ad01A9178 Aradu.A01 9178 p2 (CT)7 14 40568358 40568371 ATGTTCACTACCCAACCCCA GTCTTTGTCGGTGACCCCTA 219

Ad01A9179 Aradu.A01 9179 p2 (TA)8 16 40569941 40569956 TGCCTACGATCGAATTCATATTT CCGATGCCAAAAGGATAAAA 175
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Ad01A9183 Aradu.A01 9183 c (A)10gagtgtatcaactca(AT)637 40579355 40579391 GAGCAAAATTCCATTCAGGG CCATCCTTTCTTGCTCTCCA 272

Ad01A9186 Aradu.A01 9186 p3 (TTA)17 51 40593940 40593990 TCATTATTTCATTAGACAGCCTCTTC CATCAAGTCCAATATCGCCA 177

Ad01A9189 Aradu.A01 9189 p3 (AGA)6 18 40603139 40603156 TTGCCTTCCCTTTCCTCTTT AAACCCCTCTCCCTCCACTA 267

Ad01A9190 Aradu.A01 9190 p4 (AATT)5 20 40615484 40615503 TCAATCTTTCTTTTGCCTTAATGA AGACACCACTGAGGTTTCCAA 277

Ad01A9191 Aradu.A01 9191 p3 (AAC)6 18 40619012 40619029 TCCTCAAAATAGCCACGGTT TTGCTGAAATGACCAATGGA 271

Ad01A9193 Aradu.A01 9193 p2 (AG)6 12 40633594 40633605 ATAGGTGAGGGGTTTTTGGG TTAATGCCAGAATTGGCACA 183

Ad01A9195 Aradu.A01 9195 c (TA)8cacacatatatac(AT)743 40649814 40649856 GCGCTGAAGTCACGAAAAGT CAAGACCGCTCCCAAAAATA 278

Ad01A9196 Aradu.A01 9196 c (TC)9cc(TA)9 38 40651468 40651505 TGAGCTTAATCCTTCGTCGG ATGCGTATGCACAGGATGAA 207

Ad01A9198 Aradu.A01 9198 p2 (TA)13 26 40669345 40669370 TTTTCGAATCAAGATTCAATTGTT AAAAATAATACACTCTCTCTTTCTCCC 128

Ad01A9200 Aradu.A01 9200 p2 (AG)6 12 40678129 40678140 CCGGATACTTCATACAACAGACA CATGAATGGTCCATAAGCCA 219

Ad01A9202 Aradu.A01 9202 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgcccttgagcaaaagaagaaagaattgaat(AAG)592 40727677 40727768 TTGCCTTCCCTTTCCTCTTT CCACAGGATCACCTCAGGAT 253

Ad01A9207 Aradu.A01 9207 p3 (TTC)6 18 40769723 40769740 TCCCTAGCCTCTCAGGATCA GTGCCTTTCCCTTCCTCTTC 264

Ad01A9208 Aradu.A01 9208 p4 (TTTA)6 24 40772455 40772478 GCTGACCCGTCGTTAATCAT TTGTTGGTTTGAGCAAGCAG 259

Ad01A9209 Aradu.A01 9209 p2 (AT)6 12 40778950 40778961 TTGCTAAATTATAAACGCACACA GGCCTCTTCAGATTCAGATCC 233

Ad01A9210 Aradu.A01 9210 p2 (AT)6 12 40801160 40801171 TTGCTAAATTATAAACGCACACA GGCCTCTTCAGATTCAGATCC 233

Ad01A9213 Aradu.A01 9213 c (T)11ggttaactggaataaacagaaattgcagtaacagaatttaaggaagag(T)1069 40823651 40823719 GGAACCCAAGGAAAATTTGA ACGTTCCATGGGTCTTGTTT 215

Ad01A9214 Aradu.A01 9214 p2 (TA)7 14 40825935 40825948 CACTCCGATCGACAACGTAA AGCCGGATCTTGAGTCTTGA 103

Ad01A9217 Aradu.A01 9217 p3 (ATT)13 39 40878038 40878076 TGGGAGCGTAAGCGTTATTT CGAGGCCTCACCTACTACCA 161

Ad01A9218 Aradu.A01 9218 p2 (TC)6 12 40887298 40887309 AGTAGCCCTGTTGAGAGGCA AACTCACCGGTGGTGAAAAG 202

Ad01A9224 Aradu.A01 9224 p2 (CA)6 12 40964704 40964715 TGTATGAGCGCATAGGCTTG CACAAGAGGCGAAAAAGAGG 232

Ad01A9228 Aradu.A01 9228 c (A)10gagaaatgttgttgataatctgaaaaatcatagaattgattcttgaagcaagagaaagtaatgaagaacaaatc(A)1094 40997620 40997713 TCTGAATGAATGCTTGAACAATG CACCCTTGCCTTTTGGTTTA 236

Ad01A9229 Aradu.A01 9229 p2 (TA)7 14 41003261 41003274 TGAAAACATGCTTCTTTGGC ACTAAAACCGCGTCATTTGG 263

Ad01A9230 Aradu.A01 9230 p2 (AG)7 14 41003726 41003739 TGCATCAAGGCAATTTCTGA AAGAACATTGAACCTGGAATTGA 225

Ad01A9232 Aradu.A01 9232 p4 (AACT)7 28 41018151 41018178 AACCGCAACAATGAATAGCA CCAAACACCATCCATAACCA 173

Ad01A9238 Aradu.A01 9238 p2 (AG)6 12 41076323 41076334 GGTTCAGGATCAGCTTCAACA GGTAGAAGAAGATGAAAGCATGAA 278

Ad01A9239 Aradu.A01 9239 p2 (GA)6 12 41129926 41129937 TCGAACACAGAGGGAGAGAGA TCTTTTTCAAAACCACCTAACCA 198

Ad01A9240 Aradu.A01 9240 p2 (CT)6 12 41144399 41144410 GTACTCACGAGGCGCTTTTC TAGGAAGGAAGGGGAAGGAA 217

Ad01A9244 Aradu.A01 9244 p3 (AAG)21 63 41166664 41166726 CTAGAGGATTCTCCGGCCTT ACCTCCCCTTCTCCTCCATA 201

Ad01A9246 Aradu.A01 9246 p2 (GA)14 28 41178948 41178975 AGCAGTGACCCAAGGCTCTA AATGACGCCAACTTTATCCG 253

Ad01A9247 Aradu.A01 9247 p2 (AG)6 12 41190769 41190780 CATAGCCCCATACTGCCAAT CTTTGGCTTTTGATGGGAAC 215

Ad01A9249 Aradu.A01 9249 p4 (AATA)5 20 41194090 41194109 AATCATGGCCTGTAAGTTGGA AATATGGAGTTCGTCGGGAA 261

Ad01A9252 Aradu.A01 9252 p3 (TGG)6 18 41205901 41205918 AGTTTTGATGCATTGGAGGG TAGCATTCGTCGTGGAGTTG 247

Ad01A9253 Aradu.A01 9253 p3 (AAC)6 18 41209494 41209511 CATCTGCCTTCACCACCTTT GCTGCTGGATTGCAGGTTAC 213

Ad01A9256 Aradu.A01 9256 p3 (ATG)8 24 41223788 41223811 GATGCCCGATTCTCCTGTAA TCTCTAGCACCGAAGCCAAT 268
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Ad01A9258 Aradu.A01 9258 p2 (CT)10 20 41226625 41226644 TCACTACCCACCCAACAACA ATGGTTGATCCTGGTTGGTC 100

Ad01A9259 Aradu.A01 9259 p2 (AT)9 18 41229794 41229811 GATGGCGAAGATCATTGGAT TTTAGGCCGGCTAGGGTAAT 191

Ad01A9261 Aradu.A01 9261 p2 (AT)9 18 41267919 41267936 TGTGGTTTTCAGATGCAGGA ACCCCAAAAAGACCCAAAAT 191

Ad01A9265 Aradu.A01 9265 p3 (ATC)6 18 41279007 41279024 CAGCAAACAACTTCGGGTTT TGGTGGAAAGTGTGGTTTGA 148

Ad01A9266 Aradu.A01 9266 p2 (CT)10 20 41279836 41279855 GCAAGCAAAATTATCTAAACTCCAA CAGAGTCGAAGAGGTGGAGG 243

Ad01A9275 Aradu.A01 9275 p3 (AGA)6 18 41347282 41347299 CTCTGGCCTTATGTGCCATT CAGGATCCCCACTTACCTCA 280

Ad01A9277 Aradu.A01 9277 p2 (AT)7 14 41382006 41382019 GCGCTACCAACTTGTCTTCC GTCAGGGCCTGGGATGTTAT 234

Ad01A9278 Aradu.A01 9278 c (ATC)6gaaataaattgaaaggaaaaagagagagg(GA)2087 41382973 41383059 CCCCCATGTGTCACCTAATC CTCCCAAACAAAAGTGGCAT 260

Ad01A9280 Aradu.A01 9280 p2 (TA)6 12 41389187 41389198 CACCACGAAAGAATGTCGAA AGCAGGTTGAGTGGTTTGCT 157

Ad01A9284 Aradu.A01 9284 p2 (TA)6 12 41422201 41422212 GGGGTAAACAAAAATCGCAA AGCCGGATTTTGAGTCTTGA 133

Ad01A9285 Aradu.A01 9285 p2 (TA)6 12 41428649 41428660 AACTCGAAAGCGCAACACTC TTTGTGTCCCTTTGGGTTTC 199

Ad01A9288 Aradu.A01 9288 p2 (AT)10 20 41450725 41450744 CGAGACACAACAGGTACACACA GACATGATTGGACATATCTAAATACCA 273

Ad01A9289 Aradu.A01 9289 p2 (AT)6 12 41454830 41454841 AAGGGAAAAAGGGGAAACAG CGATGCTGTTTGTGTTTGCT 134

Ad01A9290 Aradu.A01 9290 p3 (AAC)5 15 41458055 41458069 CAGGCTGCATTATAGCCCTT CTGCCCCAATTTTGAACACT 158

Ad01A9292 Aradu.A01 9292 p3 (TAA)13 39 41465266 41465304 TAAAGGCTTCGGCCATTTTT CAAGTCCCTCCGCACAATA 276

Ad01A9296 Aradu.A01 9296 p2 (TA)7 14 41476899 41476912 TTGCGTTGAACTTGCTTACG TTGTTGGATGTTTTCTTGGATG 229

Ad01A9298 Aradu.A01 9298 p2 (TA)6 12 41480383 41480394 TGCAAACACAAGGTTTCAACT CGGATGAACACAACATAGAGC 280

Ad01A9299 Aradu.A01 9299 p3 (TCT)7 21 41497981 41498001 CTCATCAAGAGCATCATCGC CTGCCCATACATCCACCTCT 156

Ad01A9300 Aradu.A01 9300 p3 (ATT)15 45 41499025 41499069 TTCCAATGAAAAGCGAAACA CCAATCCACGTCATATTTGTCA 264

Ad01A9301 Aradu.A01 9301 p3 (ATT)5 15 41499186 41499200 TCAATGGATGGAGGTTTCATT TGCCCACCGTAAACTTGATT 258

Ad01A9309 Aradu.A01 9309 p2 (GA)14 28 41570237 41570264 CATGCATGCCAATTTTCAAC TTCCTTCACAGCTCATGTCG 276

Ad01A9310 Aradu.A01 9310 p3 (TGT)5 15 41571701 41571715 CTGAAAACTAAAATGCCTCTTCA TTGCATGGAGTTATGGCTGA 186

Ad01A9314 Aradu.A01 9314 c (AC)6(TC)8 28 41575854 41575881 TCACACCCTCTATCCCAAGC GAAGAGCGAGAGAGAGGCAA 184

Ad01A9327 Aradu.A01 9327 p6 (TTTTGA)6 36 41622176 41622211 CCATTCAAAACATGCAACCA CAGGTGGTGGGCAATCTACT 269

Ad01A9330 Aradu.A01 9330 p2 (GA)6 12 41630687 41630698 TAACCCTAGCCGCCTTACCT CTCTGCTCCCTCAACTCCAC 254

Ad01A9334 Aradu.A01 9334 p3 (TTA)24 72 41639614 41639685 CACCCATTTTAATGAGGCAT TTGCTGCTCCTGTTATTCCA 280

Ad01A9336 Aradu.A01 9336 p3 (AGA)5 15 41648509 41648523 ACCTTCTTCATGGCCACAAC AAGCCACCTCCATCTCCTCT 269

Ad01A9337 Aradu.A01 9337 p3 (AGA)7 21 41660199 41660219 TAAAATATTGCTCGCCCTCG CACCTTGACCGAAACACCTT 100

Ad01A9339 Aradu.A01 9339 p2 (GA)6 12 41686302 41686313 TTTCGAACACAGAGGGAGAGA TTGACCACTTTTCAAGTTCCAA 188

Ad01A9340 Aradu.A01 9340 p2 (AT)9 18 41691388 41691405 CATCAAGCCCGATAAAGGAA TGGTGACAGAGCAAAGGATG 280

Ad01A9341 Aradu.A01 9341 p4 (TTTA)5 20 41700081 41700100 CGGTTCATCTTGTTGCTCAG ACCATGCATGAGTTTCCGA 275

Ad01A9342 Aradu.A01 9342 p4 (TTTA)5 20 41701379 41701398 CGAAAACCACTAACAACTTTTTCA AGAGAGGGAGAGAGGGTTCG 244

Ad01A9345 Aradu.A01 9345 c (GT)6atgtgtga(GT)734 41761592 41761625 GCACGAAATGTTCACACACA CTAGTCGGCCTAAACTTCGC 208

Ad01A9347 Aradu.A01 9347 p3 (TTC)6 18 41798324 41798341 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 185
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Ad01A9349 Aradu.A01 9349 p6 (ATTTTT)5 30 41803307 41803336 TTCTCTCTCCTCATCTTTTTCG ATGATGGAGCAAGGGAGATG 200

Ad01A9351 Aradu.A01 9351 p3 (TCT)6 18 41819066 41819083 CCTAACGTACATGGCCGAAT AAATGTTGCTTGCCCTTGAG 103

Ad01A9353 Aradu.A01 9353 p2 (TA)9 18 41829148 41829165 CATGCTGGAAGCTTCTGATTT TACTTTCGCGAACCGAGTCT 113

Ad01A9360 Aradu.A01 9360 c (TA)7ataatattatatgtttaatgtg(TA)648 41854353 41854400 AAAAATGCATTAAGGAAGAGCG TGCAATTTTCTCTCTCTTTACTTTT 259

Ad01A9361 Aradu.A01 9361 p2 (TA)7 14 41859856 41859869 TTTGATCAGAGTCTCGTGCTG TGCAATTTTCTCTCTCTTTACTTTT 195

Ad01A9366 Aradu.A01 9366 p2 (TA)6 12 41878304 41878315 TCTTCAACACTTGGCTCCCT GTGGTGGAAGCTGAAGAAGC 185

Ad01A9367 Aradu.A01 9367 p2 (GA)21 42 41884397 41884438 CAAATGGTGGTGACGATGAC CGACGGGTTTACTGTCGAAT 275

Ad01A9369 Aradu.A01 9369 p2 (AT)6 12 41893482 41893493 TGAACACGAACCGGTAATCA TGCTTGTGCACATCAAATCA 280

Ad01A9372 Aradu.A01 9372 p2 (AC)6 12 41908562 41908573 CATGACCCCATATAAGGCAAA TGATTGGAATGGTGTGTTGC 238

Ad01A9373 Aradu.A01 9373 p2 (TC)28 56 41910077 41910132 CGGTTGGGGTGATACTGTTC CTCGGCAGATAAACGAGTGC 252

Ad01A9374 Aradu.A01 9374 p2 (TA)9 18 41911147 41911164 TCATGGTATTTAAGGCATCCAA CCACTCCTTTGGGAAGTTCA 237

Ad01A9376 Aradu.A01 9376 c (TA)8cacgcactatctaataactagcattatatattcccataattaagt(TA)775 41920456 41920530 TGGAGGATGAGAAGGAATGC TTTCATTCAATACAGGCACACA 266

Ad01A9381 Aradu.A01 9381 p3 (ATA)17 51 41933339 41933389 AAAAGAAGTGGCACATGAATTG CCCATATGCATGCCATAACT 266

Ad01A9383 Aradu.A01 9383 p3 (GAA)5 15 41939132 41939146 TCAATTTAGCAACAAATTCCACA TACTGGGTTCCCTTTCATGC 275

Ad01A9384 Aradu.A01 9384 p3 (TTA)9 27 41940517 41940543 GGTGGGGCTTCAATAATGCT AGTGTGAGGAAGGCAGAGGA 260

Ad01A9385 Aradu.A01 9385 p3 (TGA)5 15 41940687 41940701 TCCCATGGACAATGTGAGTG AGTGTGAGGAAGGCAGAGGA 174

Ad01A9387 Aradu.A01 9387 p3 (TTA)6 18 41952032 41952049 TTCGGAAAAGAGTTGAGCAAA AGGTAGTTGGGCTTTTTGGG 180

Ad01A9388 Aradu.A01 9388 c (TA)9ttattaattcaattattaccttgtgtatcttggagctatctacaaggttt(TA)680 41960853 41960932 CCAGCTTAAACTCTGCAGGC AGGCACGGACAGATCAAAAC 156

Ad01A9394 Aradu.A01 9394 c (TCC)5tttttatctcatttaatttcttctcttctttttttcttccttctcttttatat(CAC)583 41998309 41998391 CGTCACTGTTACCACCACCA TTGAGTGAGTCGATTTTAGATTTTG 277

Ad01A9395 Aradu.A01 9395 p3 (CAC)6 18 41998758 41998775 CCACAAATTCAATGATAACAAAACA AAATTTGGCCTTGTGATTCTTT 237

Ad01A9396 Aradu.A01 9396 p3 (CAT)10 30 41999156 41999185 TTTCGGTGTCAAAATTACGAA CAGGTTCTTGTTAAGTGGGTGA 189

Ad01A9398 Aradu.A01 9398 p2 (TC)6 12 42002870 42002881 TCCCCTCTCTCATCCTCTTTC TCCTCCTCTCTCTCCTCCTTC 280

Ad01A9400 Aradu.A01 9400 c (AG)7aaagagaaagaaagagtatgtaaaattaattttggagaaggagagagggagagaggacggaaagagagggagagaa(AG)6ggggaaagagagagagggggagaggaaag(GA)6143 42003493 42003635 GAGAGAGAGGGAGCAAAGAAG TCTCTCCCCTATTCCTCTTCC 224

Ad01A9401 Aradu.A01 9401 c (AG)8caaaagaggaaaag(GA)6gtggaagagagagagatagagagagga(AG)15g(GA)8116 42003952 42004067 AGAGAAAGAAAGAGAGAAAGGAGAG CCCACTCTGTCTCTCCCCA 270

Ad01A9402 Aradu.A01 9402 p2 (TA)8 16 42010011 42010026 GCTAGCCTAGGTGCCAGCTT TGAGCCTGATTCGTTGTTAAA 236

Ad01A9404 Aradu.A01 9404 p2 (TA)7 14 42030162 42030175 CTGACAACCATTCGCAAAGA TGCACAATCATACATTGCCA 145

Ad01A9405 Aradu.A01 9405 c (TA)7(TG)23 60 42030412 42030471 GGAACTTCTTGAACAGGCCA CAGAATCAATCCAAAACAATTCG 254

Ad01A9407 Aradu.A01 9407 p5 (TTTAT)5 25 42064814 42064838 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 213

Ad01A9408 Aradu.A01 9408 p3 (AAC)5 15 42082052 42082066 CGCCCGAATCAAGGATACTA GAGGTGCTCTGTAAGGCTGG 244

Ad01A9414 Aradu.A01 9414 p3 (AAT)6 18 42139981 42139998 TAAAGGTCGATTCCACGGAG AGAAGGATTGGATGAAGGCA 239

Ad01A9415 Aradu.A01 9415 c (A)10t(A)10 21 42155595 42155615 TTGCAAACGTGTGCCTTATT CCGTCCATCTTTGATTGCTT 230

Ad01A9416 Aradu.A01 9416 p3 (TCT)5 15 42169854 42169868 AACCTACTCCCTTCCCCTCA GCTTTTGTCTTCCCTTTCCC 272

Ad01A9418 Aradu.A01 9418 c (TTC)5tttttctatcttttcta(TCT)547 42182736 42182782 CATCTGTGTCCCTTCCCTTT TGGAGGATGTGAGTGAGAAAGA 244

Ad01A9420 Aradu.A01 9420 p3 (CTT)6 18 42209799 42209816 TTCAAAAATTGGACCGGACT GGAAGAGGAACAGGAGGAGG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A9421 Aradu.A01 9421 c (CTT)5tt(TCA)43(TCT)12182 42210412 42210593 TTTTTCTCCCTCCTTCTCATC AAGAGTAAAACAAGAAGAAACTTGAGA 242

Ad01A9422 Aradu.A01 9422 p3 (GAG)7 21 42211567 42211587 AAAAGAGGAGAAACACAAAGAAGAA TTGCTCATGTCCCTCAATTTC 280

Ad01A9423 Aradu.A01 9423 p2 (CT)24 48 42212947 42212994 CCCATCATCCATTTCCACTC ATTGGCGTGAGATTCAGAGC 236

Ad01A9424 Aradu.A01 9424 p3 (TCT)5 15 42213151 42213165 GCTCTGAATCTCACGCCAAT TGGATCCTCAGCGTTAGTGA 108

Ad01A9425 Aradu.A01 9425 c (T)10cgtaggaagagttgggccgatgatatgggtgaaaattgggattgtactttatctagttgggatataaaaaacgtttgggttagtggaa(AG)8(TG)6126 42219712 42219837 CCTCGGTTGGTATATGTCGG TCATGATCTTCTCCTCACACAAA 276

Ad01A9426 Aradu.A01 9426 c (TA)7acgttagataccttccattatat(ATA)1273 42235153 42235225 TGTGATTAGGGAAGTATTTCATTTTG TGAGAGAGTGTGTGGCAACC 271

Ad01A9427 Aradu.A01 9427 p3 (GAG)6 18 42243919 42243936 TTCTTTCAAGCGGTTGTTTTT CGTTGATCACTGGAGCATGT 250

Ad01A9431 Aradu.A01 9431 c (A)10ctcgtgctactatagttgtaacttcaataattattttttac(T)1869 42256343 42256411 TCAAACGTAAGTAAATCTGGTTTTTG CCTACTGTGGCTGTCGGTTT 255

Ad01A9436 Aradu.A01 9436 p5 (TTATC)5 25 42323507 42323531 CCTGGGTGCTCCAGTGTATT CTAGACGATCGCCAAAGGAG 206

Ad01A9437 Aradu.A01 9437 p3 (AGA)6 18 42336523 42336540 TAGAGAATGTTGCTCGCCCT CCCCCTCACCAATCACATAC 273

Ad01A9440 Aradu.A01 9440 p2 (TA)6 12 42379491 42379502 GCAAACCAAAACAATGCACA AACTCTCCAGGTTCCCCAAT 233

Ad01A9441 Aradu.A01 9441 p2 (TG)19 38 42382521 42382558 TTTCAGATGCAGGACGTGAG TCAACCTCTAGGAGGGGAAGA 190

Ad01A9442 Aradu.A01 9442 p2 (TA)6 12 42382871 42382882 AGCTAGCCTTTGCTTTGCAG GCAAGATGTGATCGGGTGTA 260

Ad01A9443 Aradu.A01 9443 p3 (TCT)6 18 42442309 42442326 TGAATACACACCCCTCTCCC ATGTTTTTCCGGCCTTAGGT 161

Ad01A9444 Aradu.A01 9444 c (A)10ttaaaaatccatgtgcattgatatgttatgtttacttttatatttttaattcaaaaacaaa(AT)683 42460120 42460202 AGAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 209

Ad01A9445 Aradu.A01 9445 p2 (GT)7 14 42460363 42460376 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254

Ad01A9446 Aradu.A01 9446 p2 (TA)6 12 42472135 42472146 AAACCGTCAAAAATCCAATCA GAGCTCAGGACTGAGGATGG 227

Ad01A9449 Aradu.A01 9449 p2 (AT)7 14 42499863 42499876 CCTTGAATTGTGCTTTGCTTT ACCAAAAACAGAGGCTGTCA 248

Ad01A9450 Aradu.A01 9450 p3 (CAT)6 18 42503812 42503829 CAGGCATGAAACAATTCCAA AGTTCATTGGCGGAACTTTG 156

Ad01A9452 Aradu.A01 9452 p2 (TC)11 22 42505829 42505850 AGCAACTATAATTCCGGGGG CCAAGCACCGACAGAGATAA 191

Ad01A9453 Aradu.A01 9453 p4 (TTGA)6 24 42507090 42507113 AACAAAGCTGTTCGGAAGGA TATCCAAGGAGACGAGGGTG 263

Ad01A9454 Aradu.A01 9454 p4 (ATGG)5 20 42507344 42507363 GGGCAATTCTGTTCCTGTGT TCATCACTTCATTCTCCCCC 146

Ad01A9455 Aradu.A01 9455 p2 (TC)6 12 42507688 42507699 TCTCAACAGTCATACCATAACTCCTC TAGCTTTTGCAATAGACATTTTTC 280

Ad01A9457 Aradu.A01 9457 p3 (CAT)5 15 42508979 42508993 CCCTCATTGAAGCTACAGCC GTATAGGCCAGCGAGATGGA 186

Ad01A9458 Aradu.A01 9458 p4 (TCAT)5 20 42510210 42510229 ATAGTATATCCGGGGGCAGG ATGGCAATTTGATGAGAGGG 267

Ad01A9459 Aradu.A01 9459 p2 (AT)7 14 42510482 42510495 CATGCATACACGCAAAACAA GCTGTGTGAGTATAAAGGGGC 245

Ad01A9462 Aradu.A01 9462 c (CT)6cctccata(TCT)535 42536332 42536366 CAAACCTAAACCCCTCTCCC TTGCCTTCCCTTTCCTCTTT 273

Ad01A9466 Aradu.A01 9466 p2 (TC)6 12 42547095 42547106 TGTTGCTGTTTGTGGGGATA GCATGAGAGAAAGCACAGCA 163

Ad01A9472 Aradu.A01 9472 p5 (AAAAT)5 25 42571202 42571226 TGTTTGATTGCTTAGATTAGGCG TTCCCAGTGAGGTAACCTGTG 250

Ad01A9477 Aradu.A01 9477 p2 (CT)8 16 42620924 42620939 CACGCCAGAATTGCACTCTA TGAAAGTGAGGTAGGTGGGG 258

Ad01A9478 Aradu.A01 9478 p2 (AT)8 16 42631000 42631015 ATTCCTTCGGCTTTCCAAAT AACTTTGGCGAAACAAGGTG 209

Ad01A9479 Aradu.A01 9479 p2 (AG)19 38 42634275 42634312 CGTAATACCTCACCACCGCT GCGCAAAAATGTAACTCACC 215

Ad01A9480 Aradu.A01 9480 p2 (TA)8 16 42638337 42638352 TTTGTTAAAGATGTTTTCATGTTGTG AAAAATTTTAAGAGGCTTGAGTTTG 255

Ad01A9481 Aradu.A01 9481 p2 (AT)10 20 42645043 42645062 TGGTCTCTGGCAATTGATGA TGGGCTGTACAGAAGAATGC 103
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Ad01A9482 Aradu.A01 9482 p2 (TC)8 16 42646647 42646662 TGGACAAGCTTCAGCTGCTA CGCCTTGAAACCAATGATTC 272

Ad01A9483 Aradu.A01 9483 p2 (TA)6 12 42647587 42647598 CCAACCACATTAACAAGGCTC TCCAGGCTTTCGTTTTCATC 178

Ad01A9485 Aradu.A01 9485 p2 (TA)6 12 42649094 42649105 CCACTGGATCCATGAAATGA AAGCAGTGTGCCTTCTCCAT 258

Ad01A9486 Aradu.A01 9486 c (A)10ggaaaacaagaaaaattaaaatgagagg(GA)854 42649552 42649605 CAAGCAAGCACATAAGGCAA GGTGTTTCAGTTGGTCGGAG 258

Ad01A9489 Aradu.A01 9489 c (TAA)5tctttactgtgctattgcccaatataaataataattgattaaagattcaattcaatttttcatcaatttttataaaaaataaggcgtttc(T)10115 42658599 42658713 AAAAACGGTGGTCCTGATTT TTTCATCTTATCCTAAATTCTGTTTTG 201

Ad01A9491 Aradu.A01 9491 p3 (AGA)5 15 42673596 42673610 CGTCCTCGAGCAAAAGAAGA ACATAACCGAACCCTACCCC 174

Ad01A9492 Aradu.A01 9492 p3 (TAA)6 18 42681265 42681282 GAAAACGTAACAGGGGAGGG TACTAGGTACGACCCGGTGC 267

Ad01A9494 Aradu.A01 9494 p2 (GT)9 18 42695234 42695251 CGACGTTCCCAACCTTTCTA TCCCTCACTTGTCCGAAATC 161

Ad01A9498 Aradu.A01 9498 p2 (AT)8 16 42710019 42710034 CGACTGTTAACCCAAGGGAG TCGTTCCTCCCTGCAAATTA 271

Ad01A9503 Aradu.A01 9503 p2 (GA)6 12 42725705 42725716 GCAATTGAAGGAAGAGAGAAGG TGCTTATTAACGTCGTCCTCG 128

Ad01A9505 Aradu.A01 9505 p3 (AAC)5 15 42726765 42726779 GAGGAGGAGGAAAAGAAACAAA TTGTTTGGAAAAATTCTTTTGAG 280

Ad01A9507 Aradu.A01 9507 p2 (TG)8 16 42740866 42740881 GCACACCCATGTGTTACGAG GCAGTGACGAGCAAACAAAA 242

Ad01A9509 Aradu.A01 9509 c (AG)6aa(AG)8ggagaaggagagg(GA)655 42743431 42743485 TGCCCCTTCCCTTTAAATCT CATGCTGAGTGGAATAGCTCA 227

Ad01A9510 Aradu.A01 9510 p2 (AG)7 14 42759233 42759246 GGGTTTGGAGCAGAATCAGA AGCCAATTGGGCAACATAAA 227

Ad01A9511 Aradu.A01 9511 p4 (TTTA)5 20 42763007 42763026 TGGGGTAATTTTGTCCCCTT AAAAACTGTGGGAACATGGG 252

Ad01A9513 Aradu.A01 9513 p3 (TTC)6 18 42777011 42777028 ACACAACCCCCTCTTCTCCT GCTTTTGTCTTCCCTTTCCC 212

Ad01A9514 Aradu.A01 9514 c (T)10(A)10 20 42783059 42783078 TTGTCTGGTTGCTTAGATTTGG GCAAACATTAAACTAGAAATTTTGAA 247

Ad01A9518 Aradu.A01 9518 c (AAT)7ataat(AATA)754 42840729 42840782 CTGGGAGCACAATCTCATCC TGCAATAAAAGAAAATGGAGGAA 278

Ad01A9519 Aradu.A01 9519 p2 (AT)10 20 42892247 42892266 CCAACAATCCAGCTACCGTT GTAACGACCCAACTTCTGGC 217

Ad01A9521 Aradu.A01 9521 p3 (TTC)6 18 42895814 42895831 GCCAAAGTTGGCAAAGTAGC TCGGGAATTTGGTTAATGGA 162

Ad01A9522 Aradu.A01 9522 c (T)10a(T)10 21 42897693 42897713 TCAAATCATAACATGGGAAGGA AGAGAGCTCGCCAATTTTGA 214

Ad01A9523 Aradu.A01 9523 p3 (ATT)8 24 42910099 42910122 GATCCGCATGTGGTGAGTTA TGAACGTGTCTTTATTAAATGTGTCA 230

Ad01A9528 Aradu.A01 9528 c (GAA)5gagggcagtgagggcgaggaggaggaacagtcac(AAG)1285 42943256 42943340 TCCAAATTTAAGCCAAATCACA CTGTGATCCGCCACTGTTC 214

Ad01A9529 Aradu.A01 9529 p3 (GAT)5 15 42952190 42952204 AGAGGTGATGGAGCTCAGGA GGGACAACAGAGGCTTTGAC 258

Ad01A9530 Aradu.A01 9530 p3 (CAT)5 15 42960583 42960597 TCCGGCTGAGTAGCTTCAAT TCCTCTTCCTCAGCACCAAC 269

Ad01A9531 Aradu.A01 9531 p3 (TTC)7 21 42985483 42985503 TCCATCTCCCATCACTCTCC CTAGAGGATTCTCCGGCCTT 162

Ad01A9532 Aradu.A01 9532 p2 (GC)6 12 42988499 42988510 ATGCGGTTCTAGTTGGGTTG TGTCCCATCCCTCTTCAATC 231

Ad01A9534 Aradu.A01 9534 p3 (TTC)15 45 43000164 43000208 TAGGATCACCACCTACCCCA CTAGAGGTTTCTCCGGCCTT 262

Ad01A9540 Aradu.A01 9540 p4 (AAAG)5 20 43085550 43085569 CCTAACCCAAAACCTAGCCC CGGGTCAGACGTGTATCTCC 253

Ad01A9541 Aradu.A01 9541 p2 (AG)11 22 43085859 43085880 TCGCTGTCACCTCTAGTCCA AACCAAGTGATGATCCTGGC 275

Ad01A9542 Aradu.A01 9542 p2 (AT)6 12 43089090 43089101 TGTCCTTGCATGCATTACTTG TTTAATGCCCAAATTGCCTC 217

Ad01A9545 Aradu.A01 9545 p3 (AAT)5 15 43104130 43104144 TCTTCACAACTCCGCACAAC CAGGGACAAAGCATCTCCAT 263

Ad01A9548 Aradu.A01 9548 p2 (AG)10 20 43134228 43134247 AATAATGCCAGGGAACATGC TGGAAATTGAGAAGAAGAAATCC 179

Ad01A9550 Aradu.A01 9550 p3 (TTC)6 18 43171441 43171458 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A9553 Aradu.A01 9553 p3 (TAA)15 45 43184823 43184867 AAGGCAAAAAGACGCCAAC TTGTTTTCCATTGACCCCAT 277

Ad01A9554 Aradu.A01 9554 p2 (AT)6 12 43189471 43189482 TCAGTGGCCATTCGAAATAA GCCGATGAAACTTGTCTTTTT 280

Ad01A9555 Aradu.A01 9555 p3 (ATA)5 15 43190569 43190583 AATCGCAATATTCGTATTCTTTCT TTCCTTCTCTTATTCTTTGGCTTT 258

Ad01A9565 Aradu.A01 9565 p2 (AT)7 14 43250419 43250432 GGTCTATGAAGCAAAGGCCA AATCCCTCATGTTGGCAGAG 244

Ad01A9567 Aradu.A01 9567 p3 (TTC)5 15 43266730 43266744 CCTCCCCTCACACACTTTTC ACCCAATTGGATGAAGATCG 258

Ad01A9568 Aradu.A01 9568 p3 (AAG)5 15 43272584 43272598 TAGAATATTGCTCGCCCTCG CCTAATTGGTGCAGGGATGT 276

Ad01A9570 Aradu.A01 9570 c (TTC)5(T)10 25 43300054 43300078 TGACTCAGAGGTGGAAGCAA CCACCCTACGTAGCCGAATA 233

Ad01A9571 Aradu.A01 9571 p3 (TCC)5 15 43304567 43304581 CAGAGCTCATGAATGGCAGA AGTGGGCCAGCTGAGTAAGA 275

Ad01A9575 Aradu.A01 9575 p3 (TCT)7 21 43322848 43322868 AATCCATCTCCCCTCACTCA CTCCCAAGACTCAGAGGTGG 201

Ad01A9580 Aradu.A01 9580 p2 (GA)17 34 43349564 43349597 ACCGCAACCGAGAGTGTTAG CAAATGCTTGCTCACCTGAA 176

Ad01A9582 Aradu.A01 9582 p3 (TAT)18 54 43401445 43401498 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 180

Ad01A9583 Aradu.A01 9583 p2 (CT)9 18 43405396 43405413 GGAACATTAACCCTAGAAATTGAGA AGACCCTTTTCGGTCCAGAT 241

Ad01A9586 Aradu.A01 9586 p3 (TAA)5 15 43409497 43409511 GGGGATGGAAAACTTGCTAA AAGTTTTTGGCGCTGTTGTC 174

Ad01A9595 Aradu.A01 9595 p3 (AAG)6 18 43528908 43528925 AGTGGTCTTGATGGGCTTTG CCCCCACTCTCCTCCATATT 238

Ad01A9601 Aradu.A01 9601 p2 (GT)6 12 43567095 43567106 TGCTTCCGTTATTGCTTGTG TGCATGCTTCTTTTGTGACAT 234

Ad01A9604 Aradu.A01 9604 p3 (TTC)26 78 43596747 43596824 TAGACCACGCGTATTCGTCA CCTTGAGAAGAAGGTGAGAAAGA 273

Ad01A9607 Aradu.A01 9607 p3 (ATT)5 15 43621911 43621925 TTTCCTGGTTTTTGTCCCTG GGAACTGCTTACCTGGTGGA 261

Ad01A9611 Aradu.A01 9611 p3 (AAT)5 15 43624062 43624076 ATTGGTCATCAAATAGGCCG TGGTAAGTTGGTGAGAGACAAAA 201

Ad01A9613 Aradu.A01 9613 p6 (AGAGAC)5 30 43630844 43630873 AAGGTCGATGCAAAATGCTT GAATTGCCTGCTGGAATGTT 271

Ad01A9615 Aradu.A01 9615 p3 (TTG)8 24 43682279 43682302 TGATAGAGCACAATGGCGTC TGGCATAGAGTTGATGGCAG 248

Ad01A9624 Aradu.A01 9624 p3 (TAA)12 36 43712691 43712726 TTTTGTAGCAGATGTGGGCA TATCCGAATAATTGCAGGGC 240

Ad01A9626 Aradu.A01 9626 c (T)10caagtcactcatgggttcgatagtgaccgattcaaaaaatttttacaatgaaggcaaaaatataattaaaa(AT)693 43723473 43723565 GTCCTCCACACCTCAACCTT TCTCTTCTGTGTAATAATTCATTGGC 261

Ad01A9628 Aradu.A01 9628 p2 (CA)6 12 43734134 43734145 GTGTTCACACACCAAGCCAA TGAGGTATGCTCATCCCCTG 136

Ad01A9629 Aradu.A01 9629 c (TTAT)5tga(AT)8 39 43739867 43739905 CCCAAAATTTCTCACTTTGCAT GGAATTTGGGTGCCTACTGA 253

Ad01A9635 Aradu.A01 9635 p2 (TA)6 12 43800602 43800613 AGTGTCTCCTAATTTATCAATAGCATC GCAAAAGAAAGGAATTGCCA 204

Ad01A9640 Aradu.A01 9640 p3 (TAA)17 51 43825140 43825190 TTAATTATGGGGCTGATGGC TGTTGGATCGCCATTATTCA 231

Ad01A9649 Aradu.A01 9649 c (AAC)8(AAT)10aac(AAT)1396 43854539 43854634 AATACAGGTGGGGGTTGATCT TCCGACGAAGCTTTTACAGAA 211

Ad01A9650 Aradu.A01 9650 p2 (GA)13 26 43855622 43855647 TGCTATCAATTCACGTGGGA TTTTGGATGGGTTCTCCAAG 173

Ad01A9651 Aradu.A01 9651 p3 (AAT)5 15 43857184 43857198 GAAACAAAATGCGGGAAAAA GCATGCAACTTGGTTTTTGA 274

Ad01A9652 Aradu.A01 9652 p2 (GA)9 18 43859936 43859953 AGTAACTCGTGCCAGGGAGA TGGTTACAGACGAAAAATCCG 239

Ad01A9655 Aradu.A01 9655 p2 (AT)11 22 43935184 43935205 GATTCACTATTTTTGGGGCG TTTCAACAACCAAAAACTAACATGA 263

Ad01A9657 Aradu.A01 9657 c (TA)6tttttttttct(TA)839 43948548 43948586 GGGGCATTTTTGTCTCCTTT CTTGGGACATTGGTTGAGGT 238

Ad01A9660 Aradu.A01 9660 p3 (ATT)5 15 43966777 43966791 GACGTCGGCTTTGTGAAGTC CAGGGAAAAAGGCACTCTTG 192

Ad01A9663 Aradu.A01 9663 p3 (TTA)7 21 44000229 44000249 TCCCGACTTTCGATGGTTAG AGCCCTATGCTTGCCTTTTT 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A9664 Aradu.A01 9664 p3 (TTA)6 18 44003162 44003179 GGATGTAAGACCCAAGTTTTCG TGAATGCCTTAAGCCAAAAGA 270

Ad01A9666 Aradu.A01 9666 p2 (AG)6 12 44008198 44008209 GCGTCACTTTTTCGTGACCT AAAGAACCCGGGATTGAGAG 262

Ad01A9669 Aradu.A01 9669 p2 (GA)6 12 44013073 44013084 TGACTCAGAGGTGGAAGCAA ACCTCCATCCATCTCTTCCC 252

Ad01A9670 Aradu.A01 9670 p2 (TA)6 12 44020772 44020783 TGCTTGTCCTCAAGCAAAGA TAGGCACCAGGTGTGAGTTG 246

Ad01A9671 Aradu.A01 9671 p3 (AGG)5 15 44034717 44034731 CCAAAGAGAGAGTGCAAGGC CATGAATGGCAGAAGGAGGT 198

Ad01A9674 Aradu.A01 9674 p3 (AAT)5 15 44043937 44043951 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 279

Ad01A9675 Aradu.A01 9675 p3 (TAA)6 18 44047624 44047641 GAAAACCGAAAGCTCTTTTTCA TGGTTAGGTTCTCACCACCC 275

Ad01A9676 Aradu.A01 9676 p2 (AT)7 14 44052574 44052587 TTGCTTAATGCAACCCAGAG GAATGATGCGCAGACAAGAA 218

Ad01A9677 Aradu.A01 9677 p2 (CT)14 28 44061984 44062011 CAGACCCTCTTTTCACGAGC TCCAGACTCGTCATCACTGC 204

Ad01A9678 Aradu.A01 9678 c (TC)6(T)10 22 44066984 44067005 ATCCATTGATGCTCAAAGCC TGGCTCCTGAAAGAATGAGG 190

Ad01A9681 Aradu.A01 9681 p2 (AT)9 18 44095019 44095036 GCCATTCGATAGCGAGGATA TGGTGAGACCGTGTGGTTAG 239

Ad01A9682 Aradu.A01 9682 p3 (CAG)5 15 44097760 44097774 CCAGAGGCTAACTTCGATGG GCCAGACGAGATGGAAAGAG 198

Ad01A9683 Aradu.A01 9683 p3 (CAA)5 15 44098844 44098858 CAGAAGCAGAAGCATGCAAA TTTGTAGCCTGCCAACACTG 269

Ad01A9684 Aradu.A01 9684 p2 (AC)9 18 44099347 44099364 TCCTGGACCGAAGCTTTAGA CACATGCAATTGACACCAAA 183

Ad01A9685 Aradu.A01 9685 p2 (TA)6 12 44100667 44100678 GCCACTCGATAGCGAGAATA TCAGAGAGATGGGAGTCGTG 269

Ad01A9687 Aradu.A01 9687 p2 (CT)9 18 44103300 44103317 AACAACTGGAAGGATGACGG AGAGACGAACGCAAGGAGAA 243

Ad01A9688 Aradu.A01 9688 p6 (GTGTGA)5 30 44103553 44103582 TTCTCCTTCTGGATCGCACT ACCAATAACCCAGTGACCCA 241

Ad01A9692 Aradu.A01 9692 c (T)10agtttttttaatttaaaagtgtatctcgctattagtgagaaggtattttttaattttaaaaattcatgtcactagcgagaaggaa(T)12107 44115569 44115675 CTTCTCGCATTTGGCAATTT CATCTCTCCCCAATCGTGTT 206

Ad01A9695 Aradu.A01 9695 p2 (AT)6 12 44137678 44137689 GAGCAAGGGCGTGATCTAAG GCCTGATGATGATGAGAGCA 257

Ad01A9696 Aradu.A01 9696 c* (A)11(AG)7* 24 44138016 44138039 TTGGCTCCTGAAAGGATGAG ATGCCACAAGCACATGGTTA 269

Ad01A9700 Aradu.A01 9700 p3 (AAT)6 18 44174928 44174945 TTGCTTTGTTTTTATTTTCTTCTGG AGCTGCTTGCTTTAATGGGA 261

Ad01A9701 Aradu.A01 9701 p2 (TA)9 18 44203133 44203150 CTTTACTTTGGTTTGGGGCA CAGATTTTTGCTCAGCTCCC 258

Ad01A9706 Aradu.A01 9706 p2 (AT)8 16 44229224 44229239 TGTCCTTGCATGCATTACTTG GATAGCCATAAACGCCCAAA 207

Ad01A9708 Aradu.A01 9708 p3 (CTT)8 24 44262190 44262213 GTGAAATCGAAGAAGCGAGG ACAACTCGCTGACACACAGC 243

Ad01A9712 Aradu.A01 9712 p3 (ATG)9 27 44266269 44266295 ACTGGACCTTGAGGGAGGTT TCCCCTTGCTGTACCATAGC 276

Ad01A9713 Aradu.A01 9713 c (A)10ttattttcgaaattctttccctctcctcttcttcttc(TATT)567 44273598 44273664 TCGAAAATACCTCCCTCTTTTTC CAGAAGGGTGAGGATATGGGT 231

Ad01A9714 Aradu.A01 9714 p3 (TCT)5 15 44277113 44277127 CCTACTCCCTCTCCCCTCAC TAAAATATTGCTCGCCCTCG 171

Ad01A9715 Aradu.A01 9715 p3 (TTC)5 15 44283723 44283737 AAACCCCTCATCCATCCTTC AGCAATGCTTTTTCCACACC 171

Ad01A9718 Aradu.A01 9718 p2 (AG)8 16 44293355 44293370 GAGCTCCCAGATCAAGATGC TCCCGTCAGTTACATCCACA 167

Ad01A9720 Aradu.A01 9720 p2 (TA)6 12 44301875 44301886 ACAAAATCAACCAAAAGCTCA TCCAAAAGAAAAATTCAACCAAA 259

Ad01A9721 Aradu.A01 9721 c* (CT)25(TGCG)6* 73 44303405 44303477 CACCCCTCTCCCTTCTCTCT AGGGAGCTTGAGCTTGAACA 275

Ad01A9722 Aradu.A01 9722 p3 (GAA)5 15 44305761 44305775 CATTGGAGAGCATGCTGAGA GAGGCACAAACACAGAAGCA 255

Ad01A9725 Aradu.A01 9725 p2 (AG)6 12 44327505 44327516 GAGGAGATGAAAAGGGAGGG TCACTCTCCTTCGCCAAGAT 234

Ad01A9727 Aradu.A01 9727 p2 (AG)7 14 44342016 44342029 CAATTCAAATGCCGGAATAAA AATTACAGAACACGCCCCAG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A9728 Aradu.A01 9728 p2 (TA)6 12 44342892 44342903 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ad01A9730 Aradu.A01 9730 p2 (AT)7 14 44346661 44346674 TATTGTGCAAATGACGCGAT TGCATTCTGCATTTTTCGTT 261

Ad01A9731 Aradu.A01 9731 p2 (AG)9 18 44367307 44367324 GATAGTGCGCAGACAAGCAA TGATAAAGACTTCAACGGAGGT 261

Ad01A9733 Aradu.A01 9733 p2 (GA)7 14 44390500 44390513 GAAAAGGAAGGAGGGAAGAAGA ACAGCTCAACCAAAATTGCC 173

Ad01A9738 Aradu.A01 9738 c (T)10cgttttcttttcttccctctttttttcg(T)1048 44463507 44463554 AATTAGAGGTGCCCAGGGTT TGTGGTTCATGAATGTTGGC 231

Ad01A9740 Aradu.A01 9740 p2 (TA)7 14 44476354 44476367 TAAAGGTGGTGAGGCGCTAC GCTGGAGACTCTTTGGCAAG 197

Ad01A9742 Aradu.A01 9742 p3 (ATA)6 18 44497180 44497197 TTCAAAATTGGTTTTCAAAAGTTG AATGAGATGGGGGAAGGAAA 276

Ad01A9743 Aradu.A01 9743 p2 (GA)6 12 44507985 44507996 TCAAAATAGAGATCTGAAACATGGA TTCAGAGAGAGCTCGCCAAT 222

Ad01A9746 Aradu.A01 9746 p3 (GTC)5 15 44509909 44509923 CCTATGGTAATTCCGACGGT CAACTCAGGGCCACGAGAC 268

Ad01A9747 Aradu.A01 9747 p2 (AT)11 22 44510595 44510616 GCGAAAACAAACCGAAACTT ACGACTGAACATCGGAGCTT 231

Ad01A9748 Aradu.A01 9748 p2 (AT)11 22 44515489 44515510 ATTGAGCCTTCGCAAATACG ACAGGTTCAGGAATCCTTGG 270

Ad01A9750 Aradu.A01 9750 p2 (TA)8 16 44518131 44518146 GGGTTTGGGATTTTTCCATC TGTGGAAAGATCAGATGGCTC 189

Ad01A9751 Aradu.A01 9751 p2 (TA)8 16 44518390 44518405 CCACCAACTTTTGAGTTGACC TGTTTTTCAGATGCAGGACG 160

Ad01A9752 Aradu.A01 9752 p4 (TATT)5 20 44531735 44531754 TGCTTATTTTAGACATACCCCACA CGTAATTGAGGGGAGACACC 168

Ad01A9753 Aradu.A01 9753 p2 (AT)8 16 44544088 44544103 GGCAATTTGGGTAAGTGAGC TCGAGAAATTATCTATAGGGCACC 236

Ad01A9758 Aradu.A01 9758 p3 (ATT)5 15 44571079 44571093 CAAACTTGGGTGTCGAACAA CCCATCAGAGACATGAAGTCAG 269

Ad01A9762 Aradu.A01 9762 p2 (TA)10 20 44583387 44583406 AATTGCAATAAAAGCCACCG AATCCTTTTTGCGAGCTTCA 197

Ad01A9764 Aradu.A01 9764 c (AT)11taatgttcagaaaccctaaattgtcatacactc(CT)1279 44595631 44595709 TGGCACACTTCAAAAGCGTA AGCATGAGATTGCGTGAGTG 230

Ad01A9766 Aradu.A01 9766 p2 (AT)8 16 44611713 44611728 TGAAATTCCCTTCCTTTGAA TTAGCAATGGTTTGCCACAA 228

Ad01A9767 Aradu.A01 9767 p4 (TTAT)5 20 44618360 44618379 TGAGCTTGACCTAGGACTTATCAA TGCCAAACCTCATTATTTTCG 268

Ad01A9768 Aradu.A01 9768 p4 (GAAA)8 32 44618986 44619017 TCTCCTCAGCAACACACAGG CTCTCTTATCGGAACAGCGG 265

Ad01A9769 Aradu.A01 9769 p5 (AATAA)6 30 44631107 44631136 GGGTTAGCATATGACCCCAG TTTCTTTCTCCTCACTTTTTCG 241

Ad01A9771 Aradu.A01 9771 p2 (TC)6 12 44675694 44675705 TTGTGGTGGGCAAAAGAAAT TTAAACTGGCAGAACCCGAC 238

Ad01A9774 Aradu.A01 9774 p2 (AG)6 12 44700223 44700234 TACACTGTGGGCGATTTCTG AGAACCTGGGATTGAGAGCC 227

Ad01A9776 Aradu.A01 9776 p3 (AGG)5 15 44713568 44713582 TTTCGGTTCATTCGATCACA TTATTATCGTTATCGCCGCC 218

Ad01A9777 Aradu.A01 9777 p3 (GAA)5 15 44715249 44715263 GGCCCGATTAACCAATTTTT CCATCATCTGCAAACACCAC 262

Ad01A9779 Aradu.A01 9779 p2 (AT)6 12 44716392 44716403 TCCACCAATGTGACTCAAACA ACGAGGTGTGCAATTTGGTT 159

Ad01A9781 Aradu.A01 9781 p3 (CAT)5 15 44722882 44722896 TCCTTGGAGAGTTGGCTTGT GATGAAATTCTGGCCCTTGA 141

Ad01A9782 Aradu.A01 9782 p3 (TAT)6 18 44724160 44724177 GGCTTCCTACATAGGCATTCA CGAGATCTGTCCCTCAATCC 136

Ad01A9784 Aradu.A01 9784 p3 (ATC)5 15 44727551 44727565 CACCAACACCACCTCTTCCT AAGAAAAAGACGACGATGGC 104

Ad01A9785 Aradu.A01 9785 c (TCA)5ttatcatcatcttttttctcttattaatctttttttcttgttttaccttctcaagtttattcttgttttactctcttaacaagaat(A)13114 44728022 44728135 TTCAAAATACTTCCTCCTCCTCA GAGTGTAGGTTCATCCTCTTCCA 234

Ad01A9786 Aradu.A01 9786 p3 (CTT)6 18 44728407 44728424 TTATTCTTCTTTCTCCTCTTCATCTT TGAATGAAGGTTCGTCTTCTTCT 220

Ad01A9787 Aradu.A01 9787 p3 (CTT)5 15 44728792 44728806 TTCCTCTTCCTTCTCCTCATCTT TGCTAAAGTTCTCAAAATAATGCTG 280

Ad01A9790 Aradu.A01 9790 p2 (AG)16 32 44738101 44738132 TGATATGAGATGGTTGTAGGTTGT AGTTTGGGTATTACGATGACTTTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A9793 Aradu.A01 9793 p2 (AT)9 18 44769447 44769464 ATTGAATCCTCACCGGATGT AAATGCAAGCTCACTTAGCCA 231

Ad01A9794 Aradu.A01 9794 p3 (AAT)5 15 44788277 44788291 GTCGATCCCACGAAGATTGT ACAACGGTGATGCCCTACAT 274

Ad01A9801 Aradu.A01 9801 p3 (AAT)5 15 44813883 44813897 TCAAAATTATTGCACAAGCCA TTTTGAGATGTGTGTTGTGTGTAGA 239

Ad01A9802 Aradu.A01 9802 p2 (CT)24 48 44815140 44815187 TTATCCACCGGTAAATCCGA GAAGGGAGCATTTCGAACAA 238

Ad01A9804 Aradu.A01 9804 p3 (AGA)6 18 44823530 44823547 TGCCATTGATGGTAGTGGAA TACCCTCTCCCCTCTCCCTA 222

Ad01A9805 Aradu.A01 9805 p5 (AATAA)5 25 44824286 44824310 CAGATGCTCCTTACTGGCGT GATCACCTTTGTGGCTCCAT 247

Ad01A9806 Aradu.A01 9806 p2 (AG)9 18 44868612 44868629 TGAAAGTGAGGTAGGTGGGG CCTAATTGGAGCAGGGATGA 222

Ad01A9807 Aradu.A01 9807 p2 (AG)6 12 44896205 44896216 AAAAGTGGGGAAATCCATCC GGAACATTGAACCTGAAAATTGA 178

Ad01A9808 Aradu.A01 9808 p2 (CA)6 12 44897755 44897766 AGCAGGAGCTATGTTTTCGC CCGCTCATCAAGGGTAAAAA 279

Ad01A9809 Aradu.A01 9809 p3 (TTC)6 18 44915957 44915974 AAATCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 195

Ad01A9811 Aradu.A01 9811 p2 (TA)8 16 44945472 44945487 GGTCTCATGCATATTTTGATACGA CAAAGGCTACGCTTTTTAGCA 280

Ad01A9812 Aradu.A01 9812 p2 (TA)6 12 44952237 44952248 AAGCTCCAAGAAACAAGGCA CCTCCGGTTCTCAAACCATA 270

Ad01A9815 Aradu.A01 9815 p2 (AT)8 16 44988002 44988017 TCTCATCTCGCTCCAAACCT TCTTTCAATTTTGATGCCCA 152

Ad01A9817 Aradu.A01 9817 p2 (TA)6 12 44991121 44991132 TCAGACTCACATACGTTTGCC GTTTGCTGCACATGGATCAG 265

Ad01A9818 Aradu.A01 9818 p3 (ATC)5 15 44992261 44992275 TCGCCTGGAGCTAGTGAAAT TCCCTTATGATGGTGTCGGT 179

Ad01A9819 Aradu.A01 9819 p3 (AAG)5 15 44995465 44995479 AGTTGGCTTTGTGGACCATC TCAATTCGAGCACCAAAACA 177

Ad01A9823 Aradu.A01 9823 p3 (AAG)6 18 45017822 45017839 AAAATATTGCTCGCCCTCAA AACACAACCCCCTCTTCCTT 115

Ad01A9828 Aradu.A01 9828 p3 (CTT)5 15 45043782 45043796 ATGAGCTTCATCACCAAGGG TGGAAAAGGAGGAATGTTGC 248

Ad01A9829 Aradu.A01 9829 p2 (AT)11 22 45056559 45056580 TGGGGTAATTTTGTCCCCTT TGAGTATGGGAAAATTGTGGG 212

Ad01A9830 Aradu.A01 9830 p3 (AGA)6 18 45066445 45066462 TACCTTTTCCGGCCTTAGGT TACCTTGGCCGAACCTACAC 170

Ad01A9833 Aradu.A01 9833 p2 (AT)14 28 45116654 45116681 GGGTTCAATAGCTCATTCCC TGGTGGAATCTTGTGCAATG 276

Ad01A9834 Aradu.A01 9834 p5 (AAGAT)5 25 45118321 45118345 AAAGGCGGTTTCCCTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad01A9835 Aradu.A01 9835 p5 (AAGAT)6 30 45134202 45134231 AAAGGCGGTTTCCCTAAAGA CCTGGGTGCTCCAGTGTATT 127

Ad01A9836 Aradu.A01 9836 p2 (TC)7 14 45137857 45137870 CCATCAAGGCATCTCATTCA ATCCTCCAACATCGTCAAGC 162

Ad01A9837 Aradu.A01 9837 p2 (AT)9 18 45145821 45145838 GAAACTGTGGGAACATGGGT TCGCATGTGCATTGATCTTT 246

Ad01A9840 Aradu.A01 9840 p2 (GA)20 40 45166454 45166493 GGAAAGAGAGAGGAACAAGAGAGA TAAACCCTAAAAGCGGGGTT 142

Ad01A9841 Aradu.A01 9841 p2 (GA)6 12 45167170 45167181 AAGACCAAGGGTTGAAGGGT TGAGGATTGAACAATTAGAAGCA 249

Ad01A9843 Aradu.A01 9843 p3 (TCT)6 18 45174716 45174733 TCACCTTGACCGAACCTACC TCTCCCATTACTCGGAGGTG 223

Ad01A9846 Aradu.A01 9846 c (A)10gaaaaaacaagaaaaagcaaaaaaaaagcaataaaagggacaaaacgtcccaaggcgaagctcaaataaaagaatcaatgcataaatgttgtgaaac(A)10117 45203967 45204083 CCTTATGCATTGGTGCTCCT CCCATTTTTCACTTTTTCACA 255

Ad01A9850 Aradu.A01 9850 p2 (GA)11 22 45217502 45217523 AAGACCAAGGGTTGAAGGGT TCACCAAGGAATGGTTGAGA 164

Ad01A9851 Aradu.A01 9851 c (GA)7aagagaaagagaagggaaaagagaggagaaaggagagagttatgg(GA)671 45218387 45218457 TCGGCATGCTAAATTTCGTT CCCTCCCTTCTCTCTCTTCC 207

Ad01A9852 Aradu.A01 9852 c (GA)6aagtgagagagtggagagaaagagagagacaaagagagaaaaggagagagaaagaaagacgaggtggagaaagag(GA)9ggaaaaaagggaaggagagagaggaggagaaaaagagggaaaaagaagagaaaaagagatgaggaagagaaaatggaagg(GA)6197 45218581 45218777 GAGAAGGGAGGGGGAGAAA CCCCTTCACTCTCTCTTTGC 273

Ad01A9853 Aradu.A01 9853 c (GA)6aagagagagaggagggggagagagaaaaggagaggacaaagaggaggagaaagagaaaaat(GA)1093 45218940 45219032 TGAGTGAGAGAGAGGAGGGAAG CTCCTATCTTTCTTTTCCCCTT 231

Ad01A9854 Aradu.A01 9854 c (GA)6aagtatgtaatttggttttgaaattaggttttgattttaatttggttttagttttggttaactggttaaaaactgg(T)1199 45219153 45219251 TGAGAAAGAAGGAAGGGAGAGA TCAAAGTAGGGGTGTTCATAAAA 279
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Ad01A9855 Aradu.A01 9855 p3 (GTC)6 18 45242527 45242544 CACCGCACAGAAAGAACTCA AAACCCCAAGAACTCACCG 184

Ad01A9856 Aradu.A01 9856 p2 (AC)20 40 45248746 45248785 CGGCTGCGGTATTCTGATAG GGATTTCGGTTATGAAATGCTT 242

Ad01A9858 Aradu.A01 9858 p4 (TTAG)5 20 45252488 45252507 TATTTTCTGCTTCCCATGCC TCCAACACTTATCCCCTAAAACA 244

Ad01A9859 Aradu.A01 9859 p2 (GA)8 16 45257016 45257031 TCTCTTCCTCCCTCTCGGAT ACCACCCCAAACCCTAACAC 196

Ad01A9861 Aradu.A01 9861 p4 (TTTA)5 20 45269627 45269646 CAAACAAGTCAAGAAGCACCA ATGGCGTATATGCACGGATT 248

Ad01A9862 Aradu.A01 9862 c (CG)6ccatgtgcgcttgggcgcggatgcgacatggacaatcg(GC)662 45269830 45269891 TATACGCCATGCGTGCTTAG AGTTGTGCCCACTTTATGCC 162

Ad01A9863 Aradu.A01 9863 p3 (ATT)5 15 45279809 45279823 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 232

Ad01A9865 Aradu.A01 9865 p3 (AAG)6 18 45310754 45310771 TCTAAAGGATTCTCCGGCCT TACCCTCTCCCCTTTCCCTA 248

Ad01A9867 Aradu.A01 9867 p3 (TTC)5 15 45352009 45352023 GTTATTGTTGGCCCCTCCTT GGGAAGGCTATTGTTGGAGA 108

Ad01A9874 Aradu.A01 9874 p2 (CT)6 12 45434644 45434655 CAGAATTGGCACAAAGAGCA TTTTTGGGGAAGAGGTGTTG 162

Ad01A9878 Aradu.A01 9878 c (A)11gagaggagaatttcatatgtgtatatatgagaatgtatgaaaaagaaaagaaaagaaaagaaaaa(AT)892 45457973 45458064 TGAAAACTCTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 221

Ad01A9880 Aradu.A01 9880 p2 (GC)6 12 45459210 45459221 GAAGATAGCTGGAAGTGGCG TGAAATTGGGCCTAATGAGC 201

Ad01A9881 Aradu.A01 9881 p2 (GA)6 12 45471967 45471978 TTGAGGTTGAGGCTCTTGGT TCCCACTTCAGAACCCATTC 240

Ad01A9883 Aradu.A01 9883 p2 (GA)7 14 45492076 45492089 TACAGAGGGAGAGAGGGGGT TTTCAAAATCCTTTTTCTAACTTCTT 253

Ad01A9887 Aradu.A01 9887 p3 (ATG)5 15 45514480 45514494 CAGGTTCGAGTTCTTGCTCC GAAGGCGGGATAATAGAGGC 155

Ad01A9891 Aradu.A01 9891 p2 (TC)6 12 45546684 45546695 GGCTATAAACGGCTCGTCAA CCAAATGGACCAAAAATGCT 227

Ad01A9892 Aradu.A01 9892 p3 (AAG)9 27 45547271 45547297 TAGTGGCGGATAATGGAAGG GTGTTCGCACCCTTATGCTT 182

Ad01A9895 Aradu.A01 9895 p3 (AAC)5 15 45578579 45578593 ATGGATTAAACAATGGCCGA AACATCCAGTCAGGAGGGTG 260

Ad01A9897 Aradu.A01 9897 p2 (TA)6 12 45585024 45585035 GTCGCTTCCTTCATTTGGTC AACACTCAAAAGGCAAAGCC 173

Ad01A9901 Aradu.A01 9901 p3 (ATT)5 15 45611010 45611024 CAATGCCCGACTCCAATAAT GGATCGACCTCACTTTCGTG 280

Ad01A9903 Aradu.A01 9903 p2 (CT)7 14 45633069 45633082 GCCGGTAAATCTGACGGTAA CATCAGTCACGGAGAAGGGT 216

Ad01A9904 Aradu.A01 9904 c (TTA)7taatggaaggtatttaacgtagcctacaaaggaaccaaagaaaggaaccaaagaaaaggaaatggaactttggaacttgacttac(TA)7120 45645978 45646097 TGTCTGCTAATGATGCTTGGA TTGAGAAATATTAAGTGTCATGGTTT 280

Ad01A9905 Aradu.A01 9905 p2 (GA)6 12 45646218 45646229 GGAACCAAAGAAAGGAACCA GTGGGTCACGATTTCCTCAT 233

Ad01A9910 Aradu.A01 9910 c (AAT)13ttttggagaatacataacaattaataatataatattataaattaataattttttattttttaaagtta(T)10117 45652824 45652940 TCATTACAAGTATTCCGTCAAAAA AAACATCAATATCGAGGAACCAA 191

Ad01A9914 Aradu.A01 9914 p3 (ATA)14 42 45665455 45665496 GGGGTGGTTATGGTATTTTCAA AATACCTACCCAATCTTCCAAAA 273

Ad01A9915 Aradu.A01 9915 p2 (TA)6 12 45666286 45666297 AGCTCCGACTCGACCTACAA TGTTGCTTTTCAGATGCAGG 251

Ad01A9917 Aradu.A01 9917 p2 (CA)21 42 45674811 45674852 ATCAAGCCAACCTGACAAGC ACAATTCTCGTGGGATCGAC 255

Ad01A9918 Aradu.A01 9918 c (T)10cgtttttctctctc(T)10g(T)1045 45688430 45688474 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 252

Ad01A9919 Aradu.A01 9919 p2 (GA)6 12 45705638 45705649 AAGACCAAAGGAGCAAGGGT TTGCAATGGATCTCACCAAA 177

Ad01A9921 Aradu.A01 9921 p2 (AT)8 16 45739119 45739134 TTAAACCCTAACCTGCCCCT TTAGGGGTGGCAACACTACC 203

Ad01A9922 Aradu.A01 9922 p3 (ACC)5 15 45765615 45765629 GTCGAAAATTCAAACGGAGC CAGATGGAACCAGTCAAGCA 118

Ad01A9925 Aradu.A01 9925 p2 (TA)7 14 45772439 45772452 CAAGGGAAGGAACCTCCATA TTGTGGGGTTTGATGAGGAT 255

Ad01A9930 Aradu.A01 9930 p3 (AAT)7 21 45788745 45788765 TCCTTTCTCACTCTCTTCTTTTCC GGCACCAAAATAATGCAAGAA 265

Ad01A9933 Aradu.A01 9933 p2 (GA)7 14 45828335 45828348 TATGCGTCATTGTCGAGCTT ACATTGGTTTCAGTAGCGGC 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A9934 Aradu.A01 9934 p2 (TA)11 22 45846850 45846871 TGAACGTTTCACGCTTTTGT GGCTTCTATTGTTGTCCCCA 213

Ad01A9935 Aradu.A01 9935 p2 (AT)9 18 45852988 45853005 AACAATTCAGGGCCTTTGC CAACCTTGGCAAAGATTCAA 210

Ad01A9936 Aradu.A01 9936 p2 (CT)8 16 45856410 45856425 CAAGTTATGGCTCCCGAAAA TTGAAAACCGGGCACTAATC 238

Ad01A9939 Aradu.A01 9939 p3 (AAC)5 15 45888987 45889001 CGCGATACACAAACAAGGAG AACATCCAGTCAGGAGGGTG 266

Ad01A9941 Aradu.A01 9941 p3 (AGA)6 18 45905617 45905634 TAGAATATTGCTCGCCCTCG TTAACCCCTCTCCCTCCACT 173

Ad01A9942 Aradu.A01 9942 p3 (AGA)6 18 45910928 45910945 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 121

Ad01A9945 Aradu.A01 9945 p3 (TAT)14 42 45932047 45932088 GGTTCCTTGTCCCTGTTCCT TTCATTAGTACCCCCTCCCC 234

Ad01A9946 Aradu.A01 9946 p2 (GA)6 12 45935038 45935049 TCGCAGAGTTAGCACTCAACA GCCCAAACACCAAAAAGGTA 270

Ad01A9948 Aradu.A01 9948 p3 (AGA)5 15 45942071 45942085 GCCAAAGTGGGAATGAAAAG GCACAAAATTCGGAAGGAAA 244

Ad01A9949 Aradu.A01 9949 p2 (TC)6 12 45953233 45953244 CGGCTTGAAGCAAACTATGG CTGAGAGGACGGATGGTAGC 265

Ad01A9951 Aradu.A01 9951 p2 (AG)6 12 46028841 46028852 GACCCTGTTTTTGACCCAGA AACATTGAACCTGGAATGAAGAA 205

Ad01A9952 Aradu.A01 9952 p4 (AAAT)6 24 46033721 46033744 AAAAACTGTGGGAACATGGG AACTTTGCATTGGGGTAATTTT 254

Ad01A9953 Aradu.A01 9953 p2 (AG)6 12 46035136 46035147 GAAATTCCAACCACCTGCAC AACATTGAACCTGGAATGAAGAA 262

Ad01A9954 Aradu.A01 9954 p4 (TTTA)5 20 46066163 46066182 TGCAATGAATGAAAATAAGCAAA CGTGGATTTGCACCCTATTT 230

Ad01A9955 Aradu.A01 9955 p3 (TCT)6 18 46093388 46093405 CCGAACTTTAACCCCTCTCC GCTTTTGTCTTCCCTTTCCC 277

Ad01A9956 Aradu.A01 9956 p3 (TTA)5 15 46096179 46096193 ATTCAGGAGGAGCACAGCAT TCGCACAACTAACCAGCAAG 258

Ad01A9957 Aradu.A01 9957 c (AC)9aacac(CA)7 37 46111746 46111782 CACACACTACCCATCCCCTC GTGATGGTGGGACTCTTCGT 159

Ad01A9958 Aradu.A01 9958 c (T)10ctgaaacccaaagtgacaccgtttgtttattagaat(A)1056 46117474 46117529 TTTTGCTACATGCTAGTGGTCC TATTAGTGTGCGGACCGGAT 254

Ad01A9960 Aradu.A01 9960 p4 (TTTA)5 20 46120589 46120608 CGCTTCTATTGTGCAAGCTG GCATCAAAATAAATCAAGCAGA 272

Ad01A9961 Aradu.A01 9961 p3 (ACC)5 15 46122355 46122369 GCAAATGGTGCAGCATAAAA GGAGCAAGGAGTTGAAGCAG 264

Ad01A9963 Aradu.A01 9963 p4 (ATAA)7 28 46134699 46134726 GCAAGTAGCAAGCCAAGACC TTTGGTGGTTGGTTATTTTGC 148

Ad01A9964 Aradu.A01 9964 c (A)10g(AGA)5 26 46137523 46137548 GCTTTTGTCTTCCCTTTCCC CGAAACCACACACCTCTCCT 189

Ad01A9970 Aradu.A01 9970 p3 (GAA)5 15 46200568 46200582 CTCCAGCCTTAGATGCCATT ACTCCCCCTTCTCCTCCATA 146

Ad01A9971 Aradu.A01 9971 p3 (AAG)5 15 46215897 46215911 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 193

Ad01A9974 Aradu.A01 9974 p2 (AG)6 12 46262472 46262483 GGTTGAATGGTTGAGGGTTG CCATTCCCCTTCTTCTTCCT 278

Ad01A9975 Aradu.A01 9975 p5 (TTTTA)5 25 46277068 46277092 CCTCACTTTTTCGAAATTCTTCA GGGTTAGCATATGACCCCAG 254

Ad01A9980 Aradu.A01 9980 p2 (AT)9 18 46321419 46321436 GCCACGTCTAATTCCTGGAC CACCATGCATGAGTTTTCAA 260

Ad01A9982 Aradu.A01 9982 p4 (CTTT)7 28 46335571 46335598 CAGCTCAAAGAAGCAGCCTT CACAGTAGTTGCTGCTGGGA 189

Ad01A9984 Aradu.A01 9984 p4 (AAAG)11 44 46355236 46355279 CAATTTTTCCCTTTACCGCA CCTCCAAGGCCTGACAATAA 250

Ad01A9985 Aradu.A01 9985 p2 (GA)6 12 46355645 46355656 GGAAGACCAGAAACGATGGA TACCGGTGACATGAATGGTG 255

Ad01A9987 Aradu.A01 9987 p2 (AG)6 12 46370673 46370684 TTGGAAGAAGAATGGATCGG CAACACGGCTAGTGTGCAGT 262

Ad01A9990 Aradu.A01 9990 p5 (AAGAA)5 25 46407286 46407310 TAGCCTGAGCTTGTTGCAGA CCTTTTCTCTCTCTTCTTTTTCG 279

Ad01A9991 Aradu.A01 9991 c* (AT)6(TTATT)5* 36 46408257 46408292 AAATGAAAACCAAAGTGACGC GTTCTAAATTCGCGCACCAT 232

Ad01A9993 Aradu.A01 9993 p2 (AT)6 12 46416879 46416890 TGATCGGTCAATCTTGGATG GCTTAAAAGCCATGTTCCACA 257
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Ad01A9995 Aradu.A01 9995 p3 (TCT)6 18 46437256 46437273 ATCCATCCCAGCGCTAACTA TGCAGGAGATATGCAACAGA 233

Ad01A9999 Aradu.A01 9999 p2 (AT)6 12 46461703 46461714 CAAGACCGCTCCCAAAAATA GATATGGGCGCAGAAGTCAT 259

Ad01A10004 Aradu.A01 10004 p2 (AT)8 16 46474742 46474757 GCCAAGCTCATGAGGAATGT TCCTTTACTGCTATGTTCTTTCAA 184

Ad01A10006 Aradu.A01 10006 p2 (AT)6 12 46496419 46496430 TTCCACCAAGTCCACACAAA GCGGAGAATCCTTACCATGA 215

Ad01A10007 Aradu.A01 10007 p3 (TAG)5 15 46497097 46497111 AGACGTGGCTTATTGGGTTG AGCAAAGCAATAGGAAGGCA 276

Ad01A10013 Aradu.A01 10013 p2 (AT)6 12 46527460 46527471 AATGGGGCTGAGGTAAAGGT GGAAGCATGCTCATGTGAAA 254

Ad01A10015 Aradu.A01 10015 c (CT)13tcccaacaagatgagtttaaaactcattaaacac(AT)774 46617750 46617823 GATGAATAGTGGCAATGGGG TAGCCCAAAGTGGGTCAAAC 197

Ad01A10016 Aradu.A01 10016 p3 (AGG)7 21 46621145 46621165 GTTTCGGTTGCAACATCCTT CCAACAAGGCATAGGACGAT 159

Ad01A10018 Aradu.A01 10018 p2 (TA)7 14 46622424 46622437 TGAAGAGATTTCTGGGTCGG CATGAAATGGAGGAACCCAC 120

Ad01A10019 Aradu.A01 10019 p2 (CT)8 16 46624757 46624772 CGCTGACTCAGTGTAACATGC TGAGTAGCAGCCCAAACAAA 274

Ad01A10025 Aradu.A01 10025 c (T)11ctttttcctctctttctcttttttttcgaa(T)1051 46670789 46670839 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 240

Ad01A10028 Aradu.A01 10028 p2 (AT)10 20 46695245 46695264 CCTTCGTGTGTACTTTGTTTCC GAAAATTTATTTGTGGAATTTTCG 278

Ad01A10029 Aradu.A01 10029 p3 (AAG)11 33 46728590 46728622 CTAGAGGTTTCTCCGGCCTT CCAAACCTACTCCCTCTCCC 266

Ad01A10031 Aradu.A01 10031 p2 (AT)10 20 46737982 46738001 TGGGTACCTACTCATGTAAGACCA TGTAATGGGGCCAAGGTAAA 185

Ad01A10032 Aradu.A01 10032 p3 (TCT)5 15 46746918 46746932 ACTTGAACTTCATGCGACCC ATGGAGGATGTGAGTGGGAA 235

Ad01A10033 Aradu.A01 10033 p2 (TA)6 12 46762890 46762901 GGGGTAAACAAAAATCGCAA TTTGTGTCCCTTTGGGTTTC 217

Ad01A10034 Aradu.A01 10034 p2 (TA)6 12 46770985 46770996 CACAACTCGAAAGCGCAATA AGCCGGATTTTGAGTCTTGA 120

Ad01A10035 Aradu.A01 10035 p2 (GT)6 12 46797982 46797993 TCTTCTCCTCCCTCACTCCA GACCTAGATTGGACCGAACG 151

Ad01A10036 Aradu.A01 10036 c (AT)7c(TG)9 33 46804612 46804644 TTTCCAGAAAGGTGCATGTG GACTATGGCTGCAATTGCCTA 265

Ad01A10037 Aradu.A01 10037 p3 (AGA)6 18 46811640 46811657 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 241

Ad01A10038 Aradu.A01 10038 p2 (TA)7 14 46834850 46834863 AACTTCATTTTCTGAGTGGTTGC GTATACCTCAGCCGCAGCAT 249

Ad01A10040 Aradu.A01 10040 p3 (TGA)7 21 46856324 46856344 TTGATCAGCATCAGGCTCAG TCGATTCCTCCTTTTGGATG 205

Ad01A10042 Aradu.A01 10042 p3 (TAT)16 48 46862997 46863044 TGCAACAAGTGAGAAGAGCG TTTTTACCCGACGGTTTGAG 210

Ad01A10043 Aradu.A01 10043 p2 (AG)6 12 46898777 46898788 CACCTCGAGCTCCTTGTTTC CTCGTGTCATCGTGAACAAA 167

Ad01A10044 Aradu.A01 10044 c (TC)7cccctctttcttcctctttctctctccttctcctctttcttcccctcctctctctctcctcttcctctca(CT)7ttttctttttttctcccctctccctcgctccccctccctttcccct(TC)7158 46901243 46901400 AACCAGTTTTTATGGTTCAGTTCA GAAAGAGAAGGGGAAATGAGG 277

Ad01A10045 Aradu.A01 10045 p2 (TC)6 12 46901529 46901540 CCCTCTCTCTCCCCTTTTGT CCTTCCTTCTCTCTCTTATTTTGG 277

Ad01A10046 Aradu.A01 10046 p2 (GA)7 14 46902280 46902293 GGAGAGAGAAAAAGGAAAAGGG ATTCTCTCCCTCTCCCCCTC 277

Ad01A10049 Aradu.A01 10049 p3 (TAA)6 18 46919952 46919969 TCTAAAATTGCATAATTCCTAATCCA TCAAAAAGGCGTCTAAAGATCA 112

Ad01A10052 Aradu.A01 10052 c (AACCG)5catatattaca(AAT)1581 46927490 46927570 GATTCAAACCGAAAACCGAA TTTTTGTGTCGTCTTTTAACCG 263

Ad01A10054 Aradu.A01 10054 p2 (GA)7 14 46935927 46935940 TGGTAAGAGTGATGGTGGCA TGGTGACTCGCAATGGTTTA 160

Ad01A10056 Aradu.A01 10056 p3 (AAG)5 15 46937236 46937250 TGCTGCGAAAAATCAACAAA GCAACCAAGTCCAACCAAGT 235

Ad01A10061 Aradu.A01 10061 c (GA)9(GT)8 34 46970715 46970748 AGCAGAGGGGGAAGAAGAAG CCATGGCAGTAGTAGCAGCA 266

Ad01A10062 Aradu.A01 10062 c (TA)6(TG)10 32 46972092 46972123 ATAAAGGCGATTCATGGCG GACCTTGTCCGGAACCAATA 274

Ad01A10063 Aradu.A01 10063 p3 (ACA)9 27 46991143 46991169 TGTCGCCGTGTTGGTAAGTA ACATGACAGAGCACAATGGC 259
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Ad01A10064 Aradu.A01 10064 p2 (AT)8 16 46994537 46994552 TCGTTTTCCTTCTCGCACTT TTTTTCCTCTCGCATACGCT 168

Ad01A10066 Aradu.A01 10066 c (T)10ctaatagaaattagaccattcaatttatgtatttatttttttaataaaaaaatccaacggtcta(T)1084 47015072 47015155 GGACAATTCGATTTGCTCAGT TCCGAATTTTCAGGCTCATT 261

Ad01A10070 Aradu.A01 10070 p5 (TATTT)8 40 47036580 47036619 CGTTGGATCTTTATGCCGAT TGCATTCTGCATTTTGCATT 143

Ad01A10071 Aradu.A01 10071 p2 (TA)6 12 47046797 47046808 TGGGAACTCACAATTTTCTTTG GCTTGAGCTTGGAATTGAGC 234

Ad01A10075 Aradu.A01 10075 p2 (GT)20 40 47076827 47076866 GCCTGCCACCATAGTTGTTT TCTGTGTTGTTGTTTGGCGT 156

Ad01A10078 Aradu.A01 10078 c* (A)10(AAT)5* 23 47098320 47098342 AAACAGATTTCAGCCATTCTAAAAA ACCCAGCGAAAGTTTCTCAA 237

Ad01A10085 Aradu.A01 10085 p2 (AC)7 14 47108108 47108121 TCCCTCACTCTCACATTCCC CTGCTCTGACCTCCTCTGCT 136

Ad01A10086 Aradu.A01 10086 p2 (AT)6 12 47128950 47128961 AGTTGCCGGTTAGTTTGTGG CGAGGACACCAAACCTAATTTC 232

Ad01A10088 Aradu.A01 10088 p3 (TGA)5 15 47166922 47166936 ATCTATCCGGGCCGATTATT CCCGGTTCAAGATTTAGCAA 258

Ad01A10090 Aradu.A01 10090 p3 (CTT)5 15 47192710 47192724 ACTTCCGTTGGGAAGCATAG CCCCTAATGAAGATGGGGTT 183

Ad01A10092 Aradu.A01 10092 p2 (CA)6 12 47209976 47209987 CCCAGTTGGTTCAAGATGCT GGGCATCAATTTCCAAAGAA 124

Ad01A10093 Aradu.A01 10093 p2 (AG)7 14 47241129 47241142 CCATGATGGAGAAAGGGAGA TTTTTCAAAATTCCCTAACCACA 247

Ad01A10094 Aradu.A01 10094 p5 (AAAAT)5 25 47249726 47249750 TTCCCTGTGAAGTAACCTGTG TTGTTTCACCTGCTTCTTGG 239

Ad01A10099 Aradu.A01 10099 p2 (AG)6 12 47258332 47258343 TCTGACACATCTAATTTCACATGG TCGAGATATCCCCTGAAAGG 269

Ad01A10103 Aradu.A01 10103 p3 (TCT)5 15 47296339 47296353 TCCTGGGTTATTCCGTTCAG CCCCCATGGCTTTATGTAGA 247

Ad01A10104 Aradu.A01 10104 c (A)13gtgaaaacataattatacgcacta(AT)649 47300461 47300509 GCTGGGACTTCACTTACGGA CCTTCCTTTAAGCAGCCAGA 225

Ad01A10105 Aradu.A01 10105 p2 (TA)7 14 47303104 47303117 TGAACCCTTTTGGTTTACGC GATGCAAACATTGCTACCCA 191

Ad01A10107 Aradu.A01 10107 p2 (TA)6 12 47318832 47318843 CGCTCTCGTGTGACTCTCTG GTGCTAGGTGGGAGACAACC 261

Ad01A10108 Aradu.A01 10108 p3 (CTT)5 15 47319859 47319873 TTGGAAGGAGGTTCGATGTC ACCCCCAGTGAACAAGACAG 144

Ad01A10109 Aradu.A01 10109 p5 (TTATC)5 25 47341733 47341757 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192

Ad01A10110 Aradu.A01 10110 p2 (GA)7 14 47343235 47343248 TTGGTGGTGGAAAAAGTGGT TAAAATCCAAACCGCAGACC 245

Ad01A10115 Aradu.A01 10115 p5 (AAGAT)6 30 47411374 47411403 CGGTTCCCTTGAAGATACGA GTCAAAGCTGATGTGTCCGA 272

Ad01A10116 Aradu.A01 10116 c (A)10tatttttgttgaaattgaattttagttgctttagaatgtatatacgttaggagagtgccctatttttgttttgtgccctatt(A)10102 47418000 47418101 ATGGATGAATTGAAATGCCA TACGCTTACACATGGCGTG 280

Ad01A10117 Aradu.A01 10117 p2 (GT)6 12 47424053 47424064 CACAAACTTATATGGCCAACCC TTCAATGAACACCCAAAGCA 226

Ad01A10120 Aradu.A01 10120 p2 (GA)6 12 47435910 47435921 TTGAACACAGAGGGGGAGAG TTTCGAAAATCACTAACCACTTTTT 256

Ad01A10125 Aradu.A01 10125 c (TTC)6tta(TTC)5 36 47452562 47452597 CATGGGTCGTATGCACAGTC GGAGGGGTCCTCTTGTAAGG 165

Ad01A10128 Aradu.A01 10128 p2 (CT)6 12 47463747 47463758 GCAGTTGTCTGATGTCTCGG TACTGAACATTGCAGCAGCC 209

Ad01A10131 Aradu.A01 10131 p2 (AT)8 16 47474321 47474336 CCAAGGCTTGCCAGAGAATA TCTGGATCTTTGAAGCGGAG 280

Ad01A10132 Aradu.A01 10132 p3 (TTG)5 15 47480574 47480588 CGTACGGAGCGTCTTCTTCT CACCATGAGTACGTGTTCGG 279

Ad01A10139 Aradu.A01 10139 p3 (TTA)6 18 47517981 47517998 CACATTCATGCATCCCAAAT GTGTGGGAAAAGTGGGTTTG 266

Ad01A10142 Aradu.A01 10142 p2 (AT)7 14 47529989 47530002 TTGTTCACGCAAAGCTAACG TGCGGCTAGTTCCCTATGAT 102

Ad01A10143 Aradu.A01 10143 c (TC)26ttttcccttcaaaatgagtttaaaactcattaaaacacacatatacat(AC)6112 47538315 47538426 AGTTATGGCTCCCGAAAGGT GCCCAAGGTCCAACATACAT 208

Ad01A10144 Aradu.A01 10144 p2 (AG)6 12 47539872 47539883 GATGTCATTGATGCAGGACG CTTGTCTCTCCCATCTTCGG 180

Ad01A10150 Aradu.A01 10150 p3 (AAG)6 18 47588677 47588694 TTTCCTTCTCCCATGACTCG ACACAACACAACCCCCTCTC 254
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Ad01A10151 Aradu.A01 10151 c (GT)6tttgga(AG)6 30 47597827 47597856 GCAATTAGCCAAAGGAAGTTTT AACACATTTTTGTCTTGTCCCA 271

Ad01A10153 Aradu.A01 10153 p2 (AT)8 16 47608127 47608142 TCCGAGACACGAGTTTTCCT GTCCGGTTTGCTAAACCCTT 250

Ad01A10154 Aradu.A01 10154 p2 (CT)32 64 47613733 47613796 GGCCTTGGCCCTACATAACT AATAGTGCGGCAATCAAAGC 236

Ad01A10159 Aradu.A01 10159 p2 (CT)8 16 47667739 47667754 TTTCCTTGTTAAGAAAGTTCCATTC TTTGAAAAATTGTGGGTTAGGA 180

Ad01A10160 Aradu.A01 10160 p4 (AATA)5 20 47667896 47667915 TTTTCAAAAATCCTAACCCACAA TGACCCTAGAGTCCTTCTGGA 251

Ad01A10161 Aradu.A01 10161 p2 (TC)6 12 47677695 47677706 CTTCTCTCTCCCATCCCTTTC TCAGCTTCAACAAGAATGCC 235

Ad01A10162 Aradu.A01 10162 p3 (TTA)8 24 47687593 47687616 TCAACTTGTAAAATGAGCCACA TTGTTGACTATTGACTCATGCAA 262

Ad01A10163 Aradu.A01 10163 p2 (TA)11 22 47692018 47692039 CCTTGGTGTTTTCCCTCAAA TGGTTAGGAAGTTTTGAAAAGGA 231

Ad01A10164 Aradu.A01 10164 p3 (GGT)5 15 47694577 47694591 TGCTTTGCTTCTGCTTTTGA CCTTTACCATCACCACCACC 208

Ad01A10165 Aradu.A01 10165 c (T)12aaatttcttttattttg(T)1140 47699595 47699634 GGCAAAATTTAAGCAGGGGT TGCTGTCAGTAACAACCAACG 271

Ad01A10166 Aradu.A01 10166 p3 (GGA)5 15 47710879 47710893 ATGGAGAATGCAGATCAGGG TCCCAATCCAACGCTCTTAC 255

Ad01A10173 Aradu.A01 10173 p2 (CT)6 12 47814817 47814828 AAAGGAATAGAAAAACCATGCAA CACGACAAGAAAAATGGCCT 217

Ad01A10174 Aradu.A01 10174 c (A)10gtataaggcaaataaatgaaaaaaagaatgctgatgc(A)1259 47815337 47815395 TGCTGCCTCCTCTTATCAGC GGAGGCAACATGAATGGTTA 232

Ad01A10175 Aradu.A01 10175 p2 (AG)11 22 47816702 47816723 TCCTCTGCAAGGAGTGATGA TCATTGCTTCTTCACTTTCACAA 215

Ad01A10177 Aradu.A01 10177 p2 (AT)6 12 47818201 47818212 GCTGCTAACCAAGTAGTGCCTT TGGCTATTGCAAGTTAAACAACA 244

Ad01A10184 Aradu.A01 10184 p3 (AAT)6 18 47885898 47885915 TTCGTGGATTACAAGCCAAAT TGCGAGTGTAAAATTGATCTTTTG 215

Ad01A10187 Aradu.A01 10187 p2 (TG)6 12 47887402 47887413 TATCAAACAAGGCCGTGACA ATGCGTTTGCCTCTGTAAAT 269

Ad01A10188 Aradu.A01 10188 p3 (CAA)6 18 47887790 47887807 AAATGCCAATGGAAGAACCA TCTCATCCTGAAAACGGTGA 129

Ad01A10190 Aradu.A01 10190 c* (AT)8(T)10* 25 47899080 47899104 CAAAGCTGCTTGCTTTGATG GATTCAGTTTTCAATTTGCTTTGA 269

Ad01A10191 Aradu.A01 10191 c (ACA)6atatcaaatatcttcacattatatatctatgaaaatagaaggc(ACA)7(ATA)16130 47900226 47900355 CCCAAATAATTAAGCCCAAAA CCGGTCCAGTTTTAGAACCTT 264

Ad01A10193 Aradu.A01 10193 p4 (ATTA)6 24 47903027 47903050 CAGCCAATTTTAATGCTGGT CCCAGTGCTATAGGAAAAGGA 271

Ad01A10197 Aradu.A01 10197 p3 (GAA)17 51 47929929 47929979 TGATTGAGAATGTGAGAATGGG ACATCACCTGAACCCTACGC 194

Ad01A10202 Aradu.A01 10202 p3 (ATT)8 24 47957470 47957493 GGGGTTAGCATATGATCCCA TCCTAATCACTTTCTCTCTCCTCA 225

Ad01A10211 Aradu.A01 10211 p3 (TTC)5 15 48018972 48018986 CAAACACTTTTCCCTCCCAA GCAATGCTTTTACCACACCA 238

Ad01A10212 Aradu.A01 10212 p3 (TAT)8 24 48027694 48027717 GAGCGTTGCGCTTTTTATTT CACCTAGCTTAACTCATGCTTTT 236

Ad01A10213 Aradu.A01 10213 p4 (TTAT)6 24 48034704 48034727 AACGCCTGAAAAATCACTCG ACCGGAAGGTCATTCCCTAT 237

Ad01A10219 Aradu.A01 10219 p4 (TTAT)5 20 48128315 48128334 CAAAAGCCTGAAAAATCACTCA GATGGATTTTATGGTGCTACTCG 173

Ad01A10220 Aradu.A01 10220 p2 (TA)8 16 48133021 48133036 TCGCTAGGCAACTGGATCTT GCTAAGGTTGGCCAGAGGAT 233

Ad01A10221 Aradu.A01 10221 p2 (TA)8 16 48133157 48133172 TGTTTTTCAGATGCAGGTCG AAGCTAAGGTTGGCCAGAGG 264

Ad01A10222 Aradu.A01 10222 p3 (AAG)6 18 48143246 48143263 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 199

Ad01A10225 Aradu.A01 10225 p2 (CT)11 22 48169259 48169280 GGGTCACGACGATGCTAAAT TCGGAGAGAGAAAGATGCGT 252

Ad01A10226 Aradu.A01 10226 p4 (ATAA)5 20 48169573 48169592 GGTTTGAATACGGTTTTAATTTGG CCACAAAAATTAAACTAGGGGTC 259

Ad01A10228 Aradu.A01 10228 p2 (CT)12 24 48186684 48186707 TTCGAAAATCACCTTCCTCTTT GAATGGAGGGGTTCGAATTT 241

Ad01A10229 Aradu.A01 10229 p3 (GAG)5 15 48188286 48188300 CCATGCAATGCAGAAGAGAA CCCATGAGGTCTTCCACACT 119



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10230 Aradu.A01 10230 p2 (CT)7 14 48189759 48189772 GATTGCACAATAAGGGCGTT AAAATGTTTGCTCGTCCTCG 241

Ad01A10231 Aradu.A01 10231 p2 (TA)7 14 48216742 48216755 GTACCCTAGCCGGCCTAAAC CGCGAAGACGTATCACTCAC 177

Ad01A10232 Aradu.A01 10232 p2 (TA)6 12 48217801 48217812 CAACGCTGAGAAGAGAGGAGA AACTTTGCATTTTGATTGATTGA 244

Ad01A10233 Aradu.A01 10233 p4 (TTTA)5 20 48218436 48218455 TTGATCTCCTTTCTTTTCCAACA GATCATTTCCTATGCCGGTT 197

Ad01A10235 Aradu.A01 10235 c (TAAA)5agaagat(GA)639 48238255 48238293 TGCCTTTTTCCTTGTTCCTG TTTCCGAAAACCATTAACTCC 272

Ad01A10237 Aradu.A01 10237 p2 (TA)6 12 48239459 48239470 TTCGAAAAATGCAAGAACAAGA TTAAGCCATGTCCAACCCTT 251

Ad01A10238 Aradu.A01 10238 p4 (TTAT)6 24 48239744 48239767 CAAAGGGATTTGGATATGGC TCGAGTTTGGACAACTGACG 213

Ad01A10240 Aradu.A01 10240 p3 (TTG)5 15 48271106 48271120 AAGTTTTGAATCCGCTCTGC TTTTCTTCAAAGGCTCCTCG 265

Ad01A10241 Aradu.A01 10241 p2 (AT)6 12 48272080 48272091 GCATATGATGCATGCCTGTC TGTAGCCGGACATTGTGAAA 222

Ad01A10243 Aradu.A01 10243 p2 (AT)8 16 48290702 48290717 ATATCAAGGCTCCGGACTCA TCATCACTGAGGCATGCTGT 272

Ad01A10244 Aradu.A01 10244 p2 (AT)10 20 48291438 48291457 CCATTGGACTGTCCCTCTGT CACGTCCAACCGTGTTTATG 207

Ad01A10249 Aradu.A01 10249 p3 (TCT)5 15 48333721 48333735 GAGCTCTTCACAAGGAACGC AAGTCTGCCCGATACAGCAC 274

Ad01A10250 Aradu.A01 10250 p3 (TCT)5 15 48341040 48341054 AATCGGAGCTCTGTAGCTCAA GCCGAAGCCCAACATATAAA 164

Ad01A10251 Aradu.A01 10251 p3 (GAA)5 15 48345148 48345162 GCACCTCCGGAGTATTTTGA CTGGCCTCCTCCTTCTTCTT 262

Ad01A10253 Aradu.A01 10253 p3 (AGA)6 18 48351327 48351344 CTTCCCTTTTCCTTTTTCGG CCTTGGCCGAACATACATCT 177

Ad01A10254 Aradu.A01 10254 p3 (ATT)5 15 48353994 48354008 AAATTTGGACGTTGGCTTTG TCATGCTTTTCCCTTTTGCT 179

Ad01A10256 Aradu.A01 10256 p2 (AT)6 12 48365626 48365637 ATGGGTTTATCAACCTCCCC ACCCATCTCTCCCATCTCAA 278

Ad01A10257 Aradu.A01 10257 p3 (ATT)5 15 48373715 48373729 TCCTTCCTAACTCTCCCTACCA TCCTTTCAAGTTTTAGCGTGC 252

Ad01A10259 Aradu.A01 10259 p2 (AT)10 20 48378537 48378556 TCCAAGACAAATAAACACCCAA TACTGATGCACCATTCGAGC 261

Ad01A10261 Aradu.A01 10261 p3 (AGA)5 15 48385862 48385876 ATGGTCTTGATGGGCTTTTG AAACCCACACCTCTCTCCCT 242

Ad01A10264 Aradu.A01 10264 p2 (TG)8 16 48408212 48408227 TTTCTCTCGGAATCGGTAATG TTCCAGTCTAGAGCACATGGT 274

Ad01A10265 Aradu.A01 10265 p2 (TA)6 12 48410755 48410766 CAGAAATTTTCAACCCGTGC TCCAAATTGATGTTGTCGGA 125

Ad01A10266 Aradu.A01 10266 p2 (AT)7 14 48411498 48411511 TGAAATCCAAGAATAAGATGAGTACC GCAAGGCCTCTAATATTTCACA 280

Ad01A10267 Aradu.A01 10267 p3 (AAT)22 66 48414814 48414879 CTTGCACTATCCGCAAGACA TGGAAATGTATAATATTTGAATTCGTT 272

Ad01A10270 Aradu.A01 10270 p3 (TAA)13 39 48442953 48442991 CTTCATCCACCTTGGGTTGT GAGCGAAGCTACCAGCATCT 231

Ad01A10275 Aradu.A01 10275 p3 (TTC)6 18 48500464 48500481 AAATCTTTCCCACCCAAACC GCCCTCAAGCAAGAGAAGAA 108

Ad01A10276 Aradu.A01 10276 p2 (TC)6 12 48511587 48511598 GGTGATTCCTACGGTGGAGA AAAGCTGCCACTGCTTCATT 179

Ad01A10277 Aradu.A01 10277 p3 (AAG)5 15 48519158 48519172 CTAGAGGTTTCTCCGGCCTT CGAACCTACTTCCTCTCCCC 251

Ad01A10278 Aradu.A01 10278 p2 (GA)6 12 48522451 48522462 GGAGAATCCAAACACAAGGG CAAAACCACCTAACTACTTCTCCC 255

Ad01A10280 Aradu.A01 10280 p3 (AAT)5 15 48524360 48524374 CAACTCCGCACAACTAACCA ATCCAACAGGGACAAGCATC 259

Ad01A10284 Aradu.A01 10284 p2 (TG)7 14 48562506 48562519 GCATCCAAACTCATCAACTTCA TGGGATATTTTGGGTGTTCC 215

Ad01A10292 Aradu.A01 10292 p3 (TTC)5 15 48607590 48607604 CCGAAACCACACACCTCTCT ACTCGGAGGTGGAAGCTTTT 198

Ad01A10293 Aradu.A01 10293 p5 (TTTTA)5 25 48612939 48612963 TTGTGTCTTTTATGTGTTTCCTCC ATGATGGAGCAAGGGAGATG 271

Ad01A10294 Aradu.A01 10294 p3 (TTC)7 21 48628355 48628375 CACCGTAAATGGCCAAAACT CTAGAGGTTTCTCCGGCCTT 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10295 Aradu.A01 10295 p3 (TTC)6 18 48642937 48642954 TACACCTCTCCCCCTCTCCT CCTATGACTCGGAGGTGGAA 205

Ad01A10296 Aradu.A01 10296 p2 (AT)10 20 48662513 48662532 TCATCCAAGGAAGAAGCACC TTGGTAAATAGTTTCCGGCG 250

Ad01A10297 Aradu.A01 10297 p2 (GA)8 16 48665186 48665201 GACGGCGGAAAACAAATAGA CCCCAAAATTCATAGCGAGA 242

Ad01A10303 Aradu.A01 10303 p3 (CTC)5 15 48683794 48683808 GGGTCATTTGGCAAGCTACT TGCCTGAGCCATTACCTATG 278

Ad01A10305 Aradu.A01 10305 p3 (AAC)5 15 48690863 48690877 TAGCCTCAACCTCAGCATCA AGTCATATGCAAGTGGGTGC 280

Ad01A10309 Aradu.A01 10309 p3 (ATC)5 15 48724820 48724834 CAAATCGTCCCTCTCCAAAA AACGAAGAGCCCAACAGAGA 205

Ad01A10311 Aradu.A01 10311 p3 (TCT)6 18 48733540 48733557 CCTAATTGGTGCAGGGATGT CGCCCTCAATCAAAGAAAAG 197

Ad01A10314 Aradu.A01 10314 p3 (GTT)5 15 48758329 48758343 GCAGTTTGGTGCAAAAGGTT AGGGAAATGTATCGATTCCG 210

Ad01A10316 Aradu.A01 10316 p2 (TA)7 14 48795424 48795437 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 160

Ad01A10318 Aradu.A01 10318 p2 (CT)6 12 48807977 48807988 CCCAAATCCAAGTCCAGAAA ATAAGCCAATTGGGCAACAG 168

Ad01A10319 Aradu.A01 10319 p2 (CT)7 14 48813388 48813401 TGAGCATGCTTTTCATAATTCA ATAAGCCAATTGGGCAACAG 267

Ad01A10321 Aradu.A01 10321 c (T)10gttttcttttctttttcga(T)1039 48834636 48834674 TCAGCTTTGCTAGAGTCCCC TGGTTCATGAATGTTGGCTC 247

Ad01A10325 Aradu.A01 10325 p2 (CT)8 16 48867975 48867990 AGATCTGTGAACCCCACAGG GAGGAGATGAAGGGGGAGAG 264

Ad01A10326 Aradu.A01 10326 c (TA)6ag(GA)17 48 48882153 48882200 GGCTGATTCCCTGTACATTTG CTCTCCAGCTTCTCCTGCAC 143

Ad01A10328 Aradu.A01 10328 p2 (AC)13 26 48882855 48882880 TCGAAGAGTGCATGTTGACC ACCATGGGTGCCATCATACT 201

Ad01A10333 Aradu.A01 10333 p3 (AGA)6 18 48929608 48929625 TGACTCAGAGCTGGAAGCAA CCACCTACCTTTCCCCTCTC 275

Ad01A10334 Aradu.A01 10334 p3 (AAT)5 15 48934596 48934610 CCCACGGAGATTGTTGGTAT TTCCAACCATATTCGCTCCT 275

Ad01A10343 Aradu.A01 10343 p2 (AG)8 16 48988677 48988692 GAGAAAGGAGTTGCAGTGGC CCTATCGTCGTCTGCCTCTC 232

Ad01A10344 Aradu.A01 10344 p2 (GA)7 14 48988795 48988808 GAGAGGCAGACGACGATAGG GCATTTTGTTCACTCGCTGA 245

Ad01A10346 Aradu.A01 10346 p4 (AGAT)13 52 49004884 49004935 CTTCTTTGGTGGTGTTGCCT AGGCAAACCAAAGCTCCATA 265

Ad01A10347 Aradu.A01 10347 p3 (TTA)50 150 49005436 49005585 CGGTGTGCAGGTGTGAATTA TTTGGGTTCCCACTCTTTTG 248

Ad01A10348 Aradu.A01 10348 p3 (TAA)11 33 49009822 49009854 GTTAACCGCCGGAATTTGTT ATCGAGTTCGATATCCGCC 279

Ad01A10349 Aradu.A01 10349 p2 (AT)6 12 49017288 49017299 TCTAACCTCCCACCATCTCG TTAGGTATGGGGAGGCAGG 211

Ad01A10351 Aradu.A01 10351 p3 (TTC)5 15 49034733 49034747 CTCCAAACCCAACCCCTAAT AAAGGTTTGCTCGTCCTCAA 198

Ad01A10352 Aradu.A01 10352 p3 (AGA)5 15 49041952 49041966 CTAGAGGATTCTCCGGCCTT TCACCTAGGCCGAACCTACA 172

Ad01A10356 Aradu.A01 10356 c (T)10c(T)10 21 49063422 49063442 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGAAGG 232

Ad01A10358 Aradu.A01 10358 p2 (TA)7 14 49095836 49095849 GCACGATTACAGCCCAACTT GTGCTAGGTGGGAGACAACC 255

Ad01A10359 Aradu.A01 10359 p2 (CT)9 18 49098603 49098620 GGAACATTGAACCTGGAATGA AATGCATCCATTCAAGAGGG 195

Ad01A10360 Aradu.A01 10360 p2 (TA)6 12 49102626 49102637 TTTTCATTTCCTTCGACCCT CCATATTTTGGGATCGCACT 237

Ad01A10361 Aradu.A01 10361 c (A)11caaaaaaaaagaattgtgtgtgttgtacaagacaag(A)1057 49115246 49115302 CACCAAACTTGAATTCTGTGTCA ATTGCTCACATTAGGAGCGG 217

Ad01A10363 Aradu.A01 10363 p3 (AAT)12 36 49116897 49116932 ACTTGCATCACCAACCAACA ATATCGACCAGCAAACTCGG 207

Ad01A10371 Aradu.A01 10371 p2 (TA)10 20 49189295 49189314 GCCCGAAGAAATTTGAATGA CCAGTTAGTGCACCTAGAAAAACA 272

Ad01A10374 Aradu.A01 10374 p2 (TC)7 14 49215606 49215619 AAATGACCGAACCCTAACCC CTAGAGGTTTCTCCGGCCTT 261

Ad01A10377 Aradu.A01 10377 p3 (TTC)5 15 49243027 49243041 TACCTTGGCCGAACCTACAC TGCCATTGATGGTAGTGGAA 151



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10379 Aradu.A01 10379 p2 (TA)6 12 49249487 49249498 TTTTCAGGGTTGTAATGGGG GGGACAAAATTACCCCAATGT 256

Ad01A10381 Aradu.A01 10381 c (A)10ctagtttgtcaaatgtttgagtctaaagtgtatgc(T)1055 49290502 49290556 TGACCAAATATAAATCACCTTAATACA ATCCCGTATTTGTGCATCAT 268

Ad01A10384 Aradu.A01 10384 p2 (TA)6 12 49321267 49321278 CGAATAAACTGACGTACGTGTCTC TTCTTTCTCGTTTCATCATTTTCA 155

Ad01A10387 Aradu.A01 10387 p3 (AGA)5 15 49358590 49358604 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 195

Ad01A10393 Aradu.A01 10393 p2 (TC)6 12 49397023 49397034 ATTTTCCTCAATGTACGCGG GAGAGACTGAGGCGGAGAGA 263

Ad01A10394 Aradu.A01 10394 p3 (AAG)5 15 49404791 49404805 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ad01A10395 Aradu.A01 10395 p2 (GA)6 12 49419728 49419739 CGTGCTCAATCGTGCAATAG CGCCGGATAATTACACTTCC 243

Ad01A10396 Aradu.A01 10396 c (CT)7(GT)27 68 49422122 49422189 CCCCTCTCTCTCCTCTGCTC AAGTCATCGGGTCACACACA 114

Ad01A10397 Aradu.A01 10397 p2 (TG)16 32 49423209 49423240 CTGGGTCTTACATTCCACCC CTGCTTTGTAGCCTTTTGCC 274

Ad01A10398 Aradu.A01 10398 p3 (TTC)7 21 49445528 49445548 ACTTTCACCTCACGTCCCAC CGAAGAAGAAGATGAACGACG 259

Ad01A10401 Aradu.A01 10401 p4 (TATG)5 20 49478514 49478533 AAGGCTCAACAACTCACAAGG GATTTTGAAATTGCATCTATCGC 211

Ad01A10402 Aradu.A01 10402 c (AAC)11(AAT)8 57 49497797 49497853 TAATGGTGGGTTTGGCATTT TGGCTCAATGTTGGTTCAAA 170

Ad01A10406 Aradu.A01 10406 p3 (TCC)5 15 49520946 49520960 ATGGTTCGAAGGCATACCAG AAGGGAGGGATAAGAGGGGT 196

Ad01A10407 Aradu.A01 10407 p3 (TCT)6 18 49528125 49528142 CAAAATCTCTTTCCCACCCA TCGTCGAGCAACAGAAGAGA 200

Ad01A10408 Aradu.A01 10408 p2 (AT)6 12 49542941 49542952 TTGAGGAATGTTTGGATGGG ATACATGCATCCCCAAGCTC 271

Ad01A10412 Aradu.A01 10412 p3 (GTT)5 15 49581507 49581521 CACGCTGATGTGGACAGATA TCAACCAAAGGGTGATGCTA 280

Ad01A10413 Aradu.A01 10413 c (AGG)5tcgaggaggagcagcactaccacactcttacctcctcg(TTC)671 49586691 49586761 GCGGAGAAAGATCTCAAACG GTGTGGCAGTGACTTGATGG 159

Ad01A10414 Aradu.A01 10414 p3 (TCT)19 57 49587066 49587122 AAGGACGAGGAAGGAGGAAG AAGAAGCAGCGCTTGAAGAC 271

Ad01A10420 Aradu.A01 10420 p2 (AT)6 12 49599267 49599278 TCCCAAGCACCAGGTAAAAC ACCAAGACATGTCGGATTGG 275

Ad01A10421 Aradu.A01 10421 p3 (ACT)5 15 49599610 49599624 GTTCAACCCAAAGCAAGTGG ATTTGCTCAGATTGGCTCGT 225

Ad01A10423 Aradu.A01 10423 p3 (AAT)10 30 49615038 49615067 CCAAGCCCAACTCCAATAGA TACACGGCACGCTTACAAAA 280

Ad01A10424 Aradu.A01 10424 p3 (GAT)5 15 49615946 49615960 TGAAATTCCTGCACATGACC TTGGTAAAGGTTTGGTGTTTGA 268

Ad01A10425 Aradu.A01 10425 p3 (GGA)10 30 49617140 49617169 TTCGTTGCATTCTAGGTTTGAA AGACCAGAATGCGCTGAAAG 267

Ad01A10426 Aradu.A01 10426 p3 (GAA)7 21 49617620 49617640 AGGAGCAAAAGGAAGGAGGA ATTCACGCGCCACTAAACAC 275

Ad01A10434 Aradu.A01 10434 p3 (AAG)5 15 49636020 49636034 ATTTCAGGCAACCACTCACC TCTTGACTTTCCCATGGAGG 258

Ad01A10438 Aradu.A01 10438 c (AAAT)5aatatc(T)1036 49654772 49654807 GGGCGAACCTTAAGGAGTTT TTTCTCTTTGCACTCCTTCG 106

Ad01A10440 Aradu.A01 10440 p2 (AT)6 12 49657080 49657091 ATGCAAACCCTTCACGAATC TTCCGAGGGCATAAAAGATG 263

Ad01A10442 Aradu.A01 10442 c (AC)9ataatagt(A)1137 49662635 49662671 TGGCACGGATAAGAACAACA TAGCAGGCCTAAACTCTGCG 145

Ad01A10444 Aradu.A01 10444 p2 (TA)8 16 49676974 49676989 AGGCTTAGTGCGGAGCTACA TTAAAAGTTTGGGCGTCACC 242

Ad01A10446 Aradu.A01 10446 p3 (GAA)5 15 49686017 49686031 TGGGATGGGTGAGAGAGAAG AAGGGGATAACCCTAATGCG 198

Ad01A10449 Aradu.A01 10449 p3 (AAT)21 63 49702909 49702971 TTTCGTACTTCAAAACGTGAAAA CGCAAGAATTCATTCGTCAT 262

Ad01A10453 Aradu.A01 10453 p2 (GC)6 12 49711633 49711644 ATAGGGAGCTCTTGGGCATT AAAAAGCAGGGAGCAAATCC 272

Ad01A10455 Aradu.A01 10455 p2 (CT)6 12 49724673 49724684 TCACGTGTACGCAGAAGGTC TGAACTTTGATTTTGGATTATGGA 247

Ad01A10456 Aradu.A01 10456 p3 (ATC)6 18 49750192 49750209 GACGAGTCTGAAGAGGCACC GAGCAATTCCGAGTTCTTGC 259
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Ad01A10459 Aradu.A01 10459 p3 (ATA)5 15 49785362 49785376 CGTTATGTTTTATTTTCTATGCATTTG TGTCCTTCCCATTTTCTTCAA 253

Ad01A10465 Aradu.A01 10465 p2 (CA)8 16 49816167 49816182 CGAAGAACAAAGGGACCAAG AACCTACAGGTACCCGACCC 274

Ad01A10467 Aradu.A01 10467 p3 (TTA)11 33 49819270 49819302 CATTCATGGCTTTGTTGTGG ACGCCATCCACCTCTTCTTA 202

Ad01A10468 Aradu.A01 10468 c* (AT)9(TATG)9* 51 49820542 49820592 AAAACCTGAGGGCATGACTG TTTGGAATCTCCTCATCGAAA 252

Ad01A10470 Aradu.A01 10470 p4 (TTAG)5 20 49832472 49832491 TTTCCCATCCACCATCATCT TCAACAAAGAATCCAACACTGAA 208

Ad01A10472 Aradu.A01 10472 p2 (GA)6 12 49839626 49839637 AAAGGGAGAGAGAGGGTTCG CACTTTTCAACTTCCAATTTTCG 172

Ad01A10473 Aradu.A01 10473 p3 (AGA)6 18 49848440 49848457 AGAATATTGCTCGCCCTCAA ATTTCTTTCCCACCCAAACC 207

Ad01A10483 Aradu.A01 10483 p4 (AAAT)7 28 49928847 49928874 TTGCTCCAATTATGAGACTACAGTT TTCACCGTTGATGTTAGATAGATTT 279

Ad01A10486 Aradu.A01 10486 p3 (TTC)6 18 49969342 49969359 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241

Ad01A10487 Aradu.A01 10487 p2 (AT)7 14 49970946 49970959 GAAAAAGCAAAAAGCTTGCG ATGCCACAAGCACATGGTTA 228

Ad01A10488 Aradu.A01 10488 p3 (ATA)5 15 49977054 49977068 TTTACTTCGCAACAACGAATTT TGCGAGTAACATTAGAGTTGAAAGA 226

Ad01A10489 Aradu.A01 10489 p2 (CT)12 24 49977804 49977827 TACTTCCCATTCCATCGCTC AATGTCAACGGCAAGGATTC 155

Ad01A10491 Aradu.A01 10491 p2 (AT)15 30 49980954 49980983 GGACATTGCTGCAAAACTGA TCTTAGGCCTTAGCTGTGGG 179

Ad01A10493 Aradu.A01 10493 c (T)10gtgt(TC)15 44 49986037 49986080 TCATGGGTGTTTGTTAGGGG CTCACCCGGATTCTTATCCA 248

Ad01A10494 Aradu.A01 10494 p4 (AAAT)5 20 49987352 49987371 AAGTGTGGGGAAAACTGTGG TATTGACTTGGCATTGGGGT 208

Ad01A10500 Aradu.A01 10500 p4 (AAAT)6 24 50033206 50033229 TTTGAATCAAGGGATGTTGATG ATTGATGCTCAGAGCCTTGG 173

Ad01A10501 Aradu.A01 10501 p3 (TTC)6 18 50041669 50041686 TCTTCTCCCACTTAGCCGAA GGTCTTGATGGCTCTTGGAG 260

Ad01A10503 Aradu.A01 10503 p3 (ATT)11 33 50049565 50049597 ATGTCTTATGCCTAAAAATGTAAAACT ATGCATGCAAGTCACATTTC 279

Ad01A10507 Aradu.A01 10507 p3 (TTG)9 27 50068312 50068338 TGTGTCAAGTTTTAATTATTCAGGA TTGCACTATTCACAAGGCAAA 151

Ad01A10509 Aradu.A01 10509 p3 (ATA)5 15 50070366 50070380 TGTGACCACTCGTGATGATTC AAAAATGATGGGTTGTATAACGAAA 230

Ad01A10510 Aradu.A01 10510 p2 (AG)6 12 50077303 50077314 TTTGGAGGGAAAACACCAAG CCCAATTGGTTAGAGCGTTG 238

Ad01A10511 Aradu.A01 10511 c (AG)7ggttcgaattataagtataagagaagtgttagcaagtaaaatagaaagagat(GA)678 50091719 50091796 CCTTGATGTGTCAGAAGAAAAGAA CTTTGCAATTCCAATTTTCG 209

Ad01A10512 Aradu.A01 10512 p2 (TA)6 12 50098442 50098453 TGGATGAATGATGGTGGAAA CCAAAAACTCAACCATCCCA 256

Ad01A10516 Aradu.A01 10516 p2 (TA)6 12 50134047 50134058 GGGGTAAACAAAAATCGCAA ATGTCCCTTGGGTTTCCTTT 214

Ad01A10517 Aradu.A01 10517 p2 (AG)6 12 50138385 50138396 TTTTTGGCCCAATTTCAAAC TTGGCAAAACAAGGAAATCA 271

Ad01A10521 Aradu.A01 10521 p2 (AT)10 20 50173044 50173063 GCCTTGAAAACGGGTAAACA CAGGAGAGTTAGGGGCTTGA 257

Ad01A10522 Aradu.A01 10522 p3 (CTT)8 24 50183574 50183597 GCGATTTGCACAAACTGAGA AGGAAAGGAGGAATGGGAAA 218

Ad01A10524 Aradu.A01 10524 c (CT)7ccctccccctctctctcccctctctctctcctctcc(CT)662 50192809 50192870 TCTCTCCCCTCTCTCTTCCC CAGGGTTCCATGCGTAAAGT 152

Ad01A10525 Aradu.A01 10525 c (CT)6cccatt(TC)9 36 50193296 50193331 ACGCAAGCGAAAAATGCTAT GAGCGCAAGGAAAGAGAGAA 163

Ad01A10526 Aradu.A01 10526 c (CTC)5ttctctctcctct(TC)742 50193433 50193474 GCGCTCTTTTTCCCTCTCTT TCCCTCTTCTCTTTCTCTCCC 129

Ad01A10527 Aradu.A01 10527 c (GA)6ggaataggagagagaaagaaaaagagaaaaaat(GA)963 50193664 50193726 GGAGAGAGAAAGAAGGGAAGGA CTCTCCGCCCTCTCTCCA 141

Ad01A10529 Aradu.A01 10529 p2 (AG)7 14 50195635 50195648 TTTTGGCCCAGAAAACACAT GGGACATTGAACTTGAAAATTG 210

Ad01A10530 Aradu.A01 10530 c (T)12ggttaattc(A)1132 50227136 50227167 TTGGTGTCATTTTGTTGTTTTTC TGGATAAAGGGAAATGATATGGA 280

Ad01A10537 Aradu.A01 10537 p3 (TCT)5 15 50264111 50264125 ACTGCACGTTTTCACTGCAC CCTCCTCATCTTCTGCTGCT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10539 Aradu.A01 10539 p2 (AT)10 20 50291261 50291280 AACTTGGCTACCCATGCAAA CGAATTTGTTGACATTGGAGA 152

Ad01A10542 Aradu.A01 10542 p2 (CT)19 38 50297290 50297327 GTCGCATTCCTCGATCTCAT GGGAGTGAGCTTGGACAGAG 135

Ad01A10543 Aradu.A01 10543 p2 (AT)6 12 50309707 50309718 CACACGCATAGAAGCGGTTA TGAAAGAATTGTGTTTGAAAATCC 208

Ad01A10549 Aradu.A01 10549 p3 (TTG)9 27 50374340 50374366 AGGTCCGAGAGTTTATGCGA TCATGTCTTTGTCTTCTTGCTCA 221

Ad01A10550 Aradu.A01 10550 p3 (TTC)5 15 50377386 50377400 TTATGATTTTGGTTGCCGCT GGACTTGAAGAGAGGCATGG 165

Ad01A10552 Aradu.A01 10552 p4 (AATA)5 20 50387899 50387918 AGGTTCAATTTGTTCACGGT CGCCCCGTATTATCCTTATT 278

Ad01A10554 Aradu.A01 10554 p2 (AG)6 12 50415782 50415793 AGGGAACATGCAGAGACTCAA CGGGTCATCTTCTCAAGGAA 257

Ad01A10555 Aradu.A01 10555 p2 (AT)6 12 50426601 50426612 TGCCACGACAGTTCTAAAGC TCCGCAAGTTGTGACTGGT 280

Ad01A10556 Aradu.A01 10556 p2 (CT)18 36 50435178 50435213 CAAAAATTCCTCTCCCTCTCC TTCATTCCCATTTGGATTCAT 253

Ad01A10557 Aradu.A01 10557 p2 (AG)6 12 50441428 50441439 CAAAGCTTTTTCCCAGACCA ATTTTCCTCCCAAACCCAAC 228

Ad01A10558 Aradu.A01 10558 p3 (AAG)5 15 50472726 50472740 TCCTCATCATCTTCTGCTGC TCTTGCACGTTCTTCTTCCTC 229

Ad01A10559 Aradu.A01 10559 c (AGA)6ggaaaag(GAA)540 50472905 50472944 CAACGTGCAGCAAGAAGAAG CCCAAAAATACGATGCAAGG 256

Ad01A10560 Aradu.A01 10560 p2 (AT)9 18 50479718 50479735 CAAAAATAAAAGCATTCTTTACATCG TTTTAAATACATAAAAATCAAACGACG 275

Ad01A10563 Aradu.A01 10563 p3 (AAG)6 18 50495922 50495939 TTAAAATGTTGCTCGCCCTC GTTTTTCACCACCCACATCC 148

Ad01A10564 Aradu.A01 10564 p2 (GA)10 20 50517787 50517806 GAAAAGAGAGAAGGGGGTGG GCTCACGATCTCTAACCCCA 192

Ad01A10566 Aradu.A01 10566 c (AT)7ag(AC)9 34 50549241 50549274 CCGATGAAGGAATGAAGCTC GACAGAGTGGAGGAGGCTTG 273

Ad01A10573 Aradu.A01 10573 p3 (AAT)5 15 50644491 50644505 TTAGATGCAAAATTAACGATGTTT GGGTTTTGGGAGTGAGATCAT 275

Ad01A10579 Aradu.A01 10579 p4 (TATT)5 20 50730073 50730092 TTTCGAATTCTCTCCCTCTCA TTCTTGTCCTTGCTCCTGCT 222

Ad01A10581 Aradu.A01 10581 p2 (GC)6 12 50756493 50756504 CCACCTTATGCCCACTTCAT CAGGCACAGACTAGGCACAA 181

Ad01A10582 Aradu.A01 10582 p5 (CTTCT)5 25 50758455 50758479 CTAACTCTGTGCCAGGAGCC CGGAGACGGTGGTGAAGTAT 250

Ad01A10583 Aradu.A01 10583 p3 (TTC)6 18 50766000 50766017 CAAACCCACCCTACATGGTC TAAAATATTGCTCGCCCTCG 195

Ad01A10589 Aradu.A01 10589 p3 (ACA)5 15 50818929 50818943 ATCACCTCATCTTTGGCACC AAGCGACTTGGAGAGGTTGA 120

Ad01A10590 Aradu.A01 10590 p2 (CT)6 12 50819160 50819171 ACACAGACTCGGATCCTTGG CTTGACCAAGGGGAGTTTGA 216

Ad01A10592 Aradu.A01 10592 p2 (GA)9 18 50836181 50836198 GTCACTGTCGAACCCTAGCC TTCTCCGTCAGAGCATCCTT 205

Ad01A10594 Aradu.A01 10594 p3 (TCT)5 15 50842228 50842242 TCGCATACAAACGATTAAGGC GAGGAAGAAGAACGTGCAGC 173

Ad01A10595 Aradu.A01 10595 p3 (CTT)5 15 50842358 50842372 GCTGCACGTTCTTCTTCCTC TCCTCTTCATCTTCTGCTGCT 240

Ad01A10596 Aradu.A01 10596 c (A)10cgaa(GAG)7 35 50842825 50842859 TCGTTTGGGTGTATTTCTGAAG CGAGCCTTTCAATGCGTTAT 197

Ad01A10599 Aradu.A01 10599 p2 (AT)7 14 50868045 50868058 TCATTTGTTTTCTGGGGCTC CCTATTCCTGTTAGCCTGAGATG 134

Ad01A10602 Aradu.A01 10602 p2 (CT)6 12 50870280 50870291 CTCACCTCCAACAATCACACA GCTCTGCGGTAGAGATTTGG 141

Ad01A10604 Aradu.A01 10604 p2 (TC)6 12 50904731 50904742 CTCTTTCCGCCTTCCTCTCT AAATCCTAATCTCCACCGCC 242

Ad01A10609 Aradu.A01 10609 p2 (GT)7 14 50926055 50926068 TTGACTGTGAGTGAGGTGGC TTCCCATTGTTGGATTTTGG 266

Ad01A10610 Aradu.A01 10610 p2 (GT)8 16 50932938 50932953 TTGACTGTGAGTGAGGTGGC TTCCCATTGTTGGATTTTGG 268

Ad01A10611 Aradu.A01 10611 p2 (GT)11 22 50940368 50940389 TTGACTGTGAGTGAGGTGGC TTCCCATTGTTGGATTTTGG 267

Ad01A10612 Aradu.A01 10612 p3 (AAT)7 21 50942843 50942863 TTGAAGTCCTTATTGCTTCCATC GCCTGTCTCTACTCGTCCCA 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10613 Aradu.A01 10613 p3 (TTA)14 42 50943934 50943975 TGGAGGAAGAAAGGTGCTGT AAAACTCGCTTCGAGCAAAA 123

Ad01A10614 Aradu.A01 10614 p2 (AG)10 20 50950766 50950785 TTTCCATTAAGCTGGCCTGT AAATTGCATCCGCAACCTAA 233

Ad01A10617 Aradu.A01 10617 p3 (TAA)8 24 50959657 50959680 CTATCAAATAAGCAGAAATTCAAAAA ACTACCATTATCGCCTACACAAA 205

Ad01A10621 Aradu.A01 10621 p3 (TTA)5 15 50981766 50981780 TACCAACAAGGAACGGGAAG TGGCTCACATGCATTAGGTT 208

Ad01A10622 Aradu.A01 10622 p2 (CT)10 20 50983033 50983052 TCGGCAAGTTAGAAAGTTACCA TCCATGGATCAGAACGTGAG 279

Ad01A10623 Aradu.A01 10623 p2 (CT)6 12 50984190 50984201 GGAACATTGAACTTGGAATGAA AGGCTGGAGAATGAGGGAAT 198

Ad01A10624 Aradu.A01 10624 p2 (CT)7 14 50989492 50989505 AAGGGGGCATGTTAGGCTAT TGAGAAAATGAGCCTTATCAAAGA 271

Ad01A10626 Aradu.A01 10626 p2 (CT)6 12 50995647 50995658 CTCATTTGCCACCCCTAATG TTTGGAACGATACTGAGCGA 266

Ad01A10628 Aradu.A01 10628 p3 (TAA)6 18 50998638 50998655 GGTCAATTTGTAATTGTTGTTGACTT CTCTCACTTGACAACAATGGAAT 275

Ad01A10629 Aradu.A01 10629 p2 (CT)6 12 51007273 51007284 AAAAAGAACATTAAACCTGGAGC CCAGTTTCAAGCCCAGAAAA 221

Ad01A10631 Aradu.A01 10631 p2 (CT)6 12 51024410 51024421 AACATGGAGCTCAGAAGAAATTG CCAATTTCAAGCCCAGAAAA 208

Ad01A10634 Aradu.A01 10634 p2 (TA)7 14 51038153 51038166 AAGTTGCAAGTAATTCGGCG AATCTTATGAATCAACCAGTAATTTTT 279

Ad01A10640 Aradu.A01 10640 p2 (TC)9 18 51072734 51072751 CCCTCTCCTTCACACCTCTG CGACGCACAGTGAGACAGAT 109

Ad01A10641 Aradu.A01 10641 p3 (ATA)5 15 51076958 51076972 CCCTTTGTACTGGGTTTGTCA TTCACATACAACTTCAACCATCAA 186

Ad01A10643 Aradu.A01 10643 p2 (AG)8 16 51082700 51082715 GATCCGACGAGTGCTTCTGT CAGAAACCTCTCCTTCACGC 233

Ad01A10647 Aradu.A01 10647 p3 (TGG)5 15 51085944 51085958 CTTGGTGTTGGTGTTGGTTG TTCATCTTTCTCACCCCACC 258

Ad01A10648 Aradu.A01 10648 p3 (GTG)11 33 51086063 51086095 CTTGGTGTTGGTGTTGGTTG TTCATCTTTCTCACCCCACC 258

Ad01A10649 Aradu.A01 10649 p3 (GAA)6 18 51086679 51086696 GGAAAATGAGGAGGAGGAGG GCTTCTCTTCTCCATCACGC 168

Ad01A10651 Aradu.A01 10651 p2 (AC)9 18 51088840 51088857 GCGAAACTAAGTCTGGTCGG GCTAGGCATTTGGAGCTTTG 219

Ad01A10655 Aradu.A01 10655 p2 (AG)16 32 51119645 51119676 AAAAACAATGCCAAAAAGCG GCAAATATCTGCCGGTGAAT 242

Ad01A10657 Aradu.A01 10657 p4 (AATA)5 20 51122534 51122553 TCTTTTAGGGACGAATTTAACCA TGGTTCCTGAAAATTCATTCG 267

Ad01A10658 Aradu.A01 10658 c (TA)6at(TA)8 30 51123661 51123690 AAATATGCTATGAACTGTGTTGGA ACAAGCCAAACTAAGCCAGG 255

Ad01A10661 Aradu.A01 10661 p2 (AC)20 40 51130557 51130596 TCGGCACAAACCTAACAACA GAAGGCTCTGCTGAAGCAAT 239

Ad01A10663 Aradu.A01 10663 p2 (TG)6 12 51170562 51170573 TGAGGGATGGACTGACTATGC TCACCGGGTCATTAGGGTTA 270

Ad01A10666 Aradu.A01 10666 p2 (CT)6 12 51197260 51197271 CTTGGTGCAGGGATGACTTT TTGAAGGGTGAGGTAGGTGG 208

Ad01A10668 Aradu.A01 10668 p3 (TCA)13 39 51208462 51208500 TCACCAGTGAAGGTGATGGA TGGTTTTTATTTCAAAATTTAACCAAG 233

Ad01A10669 Aradu.A01 10669 c (A)10tctttcacattacttttc(T)1038 51210311 51210348 TTGATCCATCAATCCTCGTG GGGGAGGGGAGAATATGAAA 270

Ad01A10672 Aradu.A01 10672 p2 (GA)6 12 51242403 51242414 GGGGAAGAAGAGGAAAATGG CACACAGGATCCCCACCTAC 205

Ad01A10677 Aradu.A01 10677 c (CT)8ttctttctt(TC)1555 51281592 51281646 CTCATCCCGTTACCGTCACT AACGTCCGAGCTTATAGCGA 209

Ad01A10679 Aradu.A01 10679 p2 (AT)9 18 51292217 51292234 CGGTGGTACGACTTTCAGGT CCCTAACCGGCCTAAACTTC 273

Ad01A10681 Aradu.A01 10681 p2 (CT)22 44 51297894 51297937 CCCCTCTCCCTCAAAATCAT GCATGCAGTCATGCTTACAG 276

Ad01A10682 Aradu.A01 10682 p2 (AT)13 26 51300197 51300222 CGTAAAACAGAGGTGGTGTGG AGCTTCGCAGGCTGAGTTAG 272

Ad01A10684 Aradu.A01 10684 p2 (CT)7 14 51311132 51311145 GCTCATAAGCCAAATAGGCAA AGGGAACATGCAGAGACTCG 246

Ad01A10686 Aradu.A01 10686 p2 (AT)10 20 51317049 51317068 GGAAGAGCAACTCTAATCAACCA CATGGCTGTATGCCACTTTG 158



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10688 Aradu.A01 10688 p3 (ATG)5 15 51334898 51334912 ACGGATCTCAAGAAAGCGAA TCTATAACGCGACACCCACA 182

Ad01A10691 Aradu.A01 10691 p4 (TTAA)6 24 51358386 51358409 AGGGCAACTATCGCGTAAGA TCGAGGGGTTTAATTTCACG 203

Ad01A10692 Aradu.A01 10692 p3 (TAT)20 60 51359274 51359333 AAGACAATTAACCGGTAGCGA GCATGAATGGTGAAGGTGATT 280

Ad01A10694 Aradu.A01 10694 p3 (AGA)5 15 51363389 51363403 TCGTAGCAGCTTTGTGGTTG GGGCAATGGCTTGATAAAAA 280

Ad01A10697 Aradu.A01 10697 p2 (GA)15 30 51372660 51372689 TACCTCCCTGCAATTCCTTG AATTCAAAGCGCGAACTCTC 254

Ad01A10698 Aradu.A01 10698 p2 (AG)7 14 51377571 51377584 ATTGTGATTGGGGATGGAAA TGGCCAAAACCCATATACCT 275

Ad01A10702 Aradu.A01 10702 p3 (TTA)6 18 51402525 51402542 GAACAAAGGTTGCTACATTCCC TCATAGTGGGGATGTAAGTGGA 263

Ad01A10705 Aradu.A01 10705 p2 (AG)6 12 51414118 51414129 AGAATGGGACAAAAGGGAGG AAATGGCGAAAAAGGGAACT 240

Ad01A10706 Aradu.A01 10706 p3 (ATC)5 15 51421686 51421700 GCATCTACCGTCCCATCATC GAGCAATTCCGAGTTCTTGC 239

Ad01A10707 Aradu.A01 10707 p3 (TCT)7 21 51435088 51435108 CCCATAAACCCCACCTACCT TAGAATGTTGCTCGCCCTCT 244

Ad01A10710 Aradu.A01 10710 p3 (TCT)5 15 51453316 51453330 CAGGATCCCCAACTACCTCA TTAGAATGTTGCTCGCCCTC 214

Ad01A10720 Aradu.A01 10720 p3 (TTA)5 15 51529326 51529340 CCTTGCTTTCTTAGTTTTGCTTG CTCCCTAACCACAAGGGTGA 266

Ad01A10722 Aradu.A01 10722 p3 (TTC)6 18 51551318 51551335 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 185

Ad01A10723 Aradu.A01 10723 p3 (TTA)6 18 51583776 51583793 TTCCTTGGGTTGACTTGGTC GGAAGATGATGTGGATTGGAG 267

Ad01A10727 Aradu.A01 10727 p3 (ATT)6 18 51610802 51610819 AAAATTTTTGCACATGAATGAGA GATTGAGAATATGTAGCAATTATAGCA 257

Ad01A10730 Aradu.A01 10730 p3 (ATG)7 21 51619805 51619825 TTTGGACCAACTCCATTATCA GGAAAATTCAACGAATCAGCA 273

Ad01A10731 Aradu.A01 10731 p3 (ATT)6 18 51624503 51624520 AAATAGGAGGATGAGCACGC CATATGGTGCCATGCAAAAG 113

Ad01A10737 Aradu.A01 10737 p3 (AGA)6 18 51670707 51670724 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 272

Ad01A10740 Aradu.A01 10740 p2 (AT)13 26 51711115 51711140 TGCATGATTCATACGCCTTC TGATTTTACAAAAGTGAGGCATGT 225

Ad01A10743 Aradu.A01 10743 p2 (TA)6 12 51723273 51723284 GACCAAATTGGAAAGAGGGA TCACCAACATTTGAAAGCCA 259

Ad01A10744 Aradu.A01 10744 p2 (TA)9 18 51729372 51729389 GACTTGCGTCTTTATCCCCA CAAACAAGCTTCCAAGACCC 212

Ad01A10745 Aradu.A01 10745 p3 (AAT)5 15 51731940 51731954 GCTTGGTGTCATTTTGTTGTTT CCATGATGGAGAAAGGGAAA 257

Ad01A10746 Aradu.A01 10746 p3 (TTG)6 18 51739662 51739679 TGGCGTCATTTGATTCATGT GAGGTGATGGATTCATAGGACA 182

Ad01A10747 Aradu.A01 10747 p4 (TTAT)5 20 51747201 51747220 AGGTTAGGGTGGTGAAGGCT AAGATGTAAGGCTCCCGGAC 192

Ad01A10748 Aradu.A01 10748 c (AC)7(AT)6 26 51761542 51761567 TTTTTCAGGCTCCTCGTTTA TGGCGAAGTAGTTTTGGTGA 219

Ad01A10759 Aradu.A01 10759 p2 (AG)6 12 51851732 51851743 GAGTGAAGGAGGATGGGACA TTGCATTGAAAGGAAATTGAA 278

Ad01A10760 Aradu.A01 10760 c (CCA)8acaccaacaccaccaccacaaccagcagcaccaccacaaccagcaa(CAC)585 51857891 51857975 CCCTCACAACTACCAGCACA GTTGGTGGTGGTCTTGCTTT 205

Ad01A10761 Aradu.A01 10761 p3 (CAC)5 15 51858077 51858091 CCAGCACAATTACCTCCTCC GGTGTGTTGCTGTTGTTTGG 250

Ad01A10762 Aradu.A01 10762 p2 (AT)8 16 51859220 51859235 CCTGGGAGCATTAGCAAAAC GCCAATGAAATGAAAGCCAT 193

Ad01A10763 Aradu.A01 10763 p3 (AAT)5 15 51859824 51859838 CCTTGCTTTTGCTTCTCTGG AGAGGGGAAGCTCTTTCAGG 205

Ad01A10764 Aradu.A01 10764 p2 (AC)6 12 51861940 51861951 CACGTAACCGTAGCCTCCAT CTCCAATCGGAAAACTCTGC 239

Ad01A10765 Aradu.A01 10765 p2 (TA)8 16 51863315 51863330 CTGACTTTGGTGGCGAATTT GTTATACCGCAAGCAAGGGA 241

Ad01A10766 Aradu.A01 10766 p3 (AAT)5 15 51891049 51891063 GTTCGATCCCACGAAGATTG CATTGACAACAGTGATGCCC 280

Ad01A10768 Aradu.A01 10768 p3 (AGA)6 18 51896434 51896451 GCCGGTTCCTTACCTTTTCT CACACCACACACCTCACCTC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10771 Aradu.A01 10771 p2 (AG)6 12 51907591 51907602 TGCCTCTTTACTGGCGTTTT TTTTTCAAAACATCCTAACCACC 272

Ad01A10778 Aradu.A01 10778 p4 (AATA)5 20 51978955 51978974 TTCTTGTCCTTGCTCCTGCT TCTCTCCCTCTCATCTCCTTC 228

Ad01A10779 Aradu.A01 10779 p2 (TA)8 16 51987252 51987267 TCAACTAGGATGTCAATGCCC CGTACCCCTTTGCACATCTT 178

Ad01A10780 Aradu.A01 10780 p3 (CTT)6 18 51991410 51991427 CTTCACCTTTTTGGTTCCCA GAGAAGAAAGAGGAGCCCGT 243

Ad01A10783 Aradu.A01 10783 p2 (TG)20 40 52001215 52001254 TTGGCTTCGTAGGACGAACT CGAGGAGCCTTAAGGAAAGC 173

Ad01A10785 Aradu.A01 10785 p2 (CT)20 40 52008631 52008670 CTTCTTCTCACCTCAACCGC GAATTATGAGAGGGGCAGCA 268

Ad01A10788 Aradu.A01 10788 p3 (TCT)7 21 52045453 52045473 CACTCAACACAACCCCCTCT CTAGAGGATTCTCCGGCCTT 201

Ad01A10790 Aradu.A01 10790 p3 (AGA)6 18 52090466 52090483 TCCAACTTGTTGAATGGGGT CCTTGGCCGAACTTACACAT 234

Ad01A10791 Aradu.A01 10791 p2 (TA)8 16 52100940 52100955 GAGGGAAGCTTGGGAACATT AGGAGCATTTTTGTCCCCTT 246

Ad01A10792 Aradu.A01 10792 p2 (TA)6 12 52106429 52106440 TTTTTCATCAATTAGGGTGCC TTCTAAGTGTGGGGAGGTCG 204

Ad01A10794 Aradu.A01 10794 p2 (CT)6 12 52186905 52186916 TTTTGACCCAGTTTTCAGCC ACGTTGAACCTGGGATTGAG 206

Ad01A10795 Aradu.A01 10795 p3 (AGA)5 15 52194062 52194076 TTGGTCCTTAGCAAAATGGA TATAGCATGCACAAACCCCA 120

Ad01A10796 Aradu.A01 10796 p2 (TA)6 12 52194517 52194528 TTGTGTTTAAAGCAACTGGGC TTTTATGCTCTAGCAATTCATTTGTC 274

Ad01A10803 Aradu.A01 10803 p2 (AC)6 12 52229755 52229766 AGGCAAAAGAGGAAGGAAGC AAAAATTGGGCTCTGGAGGT 277

Ad01A10809 Aradu.A01 10809 p2 (TA)6 12 52233809 52233820 TTTGGAAACTTTGGTTGGGA CCTAAGCTTCATATGGCATCC 239

Ad01A10814 Aradu.A01 10814 p3 (GGT)7 21 52244756 52244776 GGCGTCAATCTCGTCGTATT ACCCTCCATAATCCTCCACC 256

Ad01A10815 Aradu.A01 10815 p3 (AGA)6 18 52251155 52251172 GTTAACCGTCCTCGAGCAAA AATGATCGAACCCTAACCCC 175

Ad01A10816 Aradu.A01 10816 p5 (AAAAC)5 25 52271198 52271222 CCATGATGGTTGCTTTGTTG ATCCCCAAATTAGACCAGGG 265

Ad01A10817 Aradu.A01 10817 c (ATT)5atcatt(AGA)948 52273839 52273886 GTAGGGAGGAGAACGGGAAC CCTCATCGATTTCTCACCAA 115

Ad01A10822 Aradu.A01 10822 p4 (TAAT)5 20 52375342 52375361 TTCCCTCTCTTCTCTCCCTTG TGGACAAAAGAGCTTCCAGTG 262

Ad01A10823 Aradu.A01 10823 p4 (TCTA)5 20 52378420 52378439 TCGAAAGAGGAAGAGGAGAAGA ACCAAGGATGAAAGGGGAAG 223

Ad01A10825 Aradu.A01 10825 p2 (GA)6 12 52383140 52383151 ATAGCTGAGTGGTGGTTGGG CAACCCCCTCTTCTTCTTCC 146

Ad01A10832 Aradu.A01 10832 p3 (AGA)6 18 52477161 52477178 TGGTGCCATTGATGGTAATG CACCTTTGCCGAACCTACAT 154

Ad01A10834 Aradu.A01 10834 p2 (AG)6 12 52531484 52531495 GGTGCGAACATAGACTGGGT CGCTTCACAAACACCTACCA 253

Ad01A10835 Aradu.A01 10835 p2 (AG)11 22 52535728 52535749 ATGTCGCTGTTAGGACTGGC GACACATGCAAGGAAGGGTT 274

Ad01A10836 Aradu.A01 10836 p2 (CT)10 20 52574018 52574037 TTCGAATTCCCTCTCTCCTTA TGAAGGGGGAAGAAGAAGAA 172

Ad01A10837 Aradu.A01 10837 p3 (TTC)5 15 52587765 52587779 CCTTGGCCGAATACACAACT GCTTTTGTCTTCCCTTTCCC 186

Ad01A10840 Aradu.A01 10840 c (A)10ttgatacatgagtatgaaaggtaaaagggaattctgggtagctacgtatgaattctaa(AT)884 52601690 52601773 GGGGACAAAATTACCCCAAT GGGGCCAAGATAAGGATAGG 160

Ad01A10841 Aradu.A01 10841 p2 (TA)6 12 52608858 52608869 TGAAATTTACCATACCAAACCTGA AACATAGAAAAACTGGGCCG 206

Ad01A10842 Aradu.A01 10842 p3 (GAA)5 15 52612148 52612162 AAAAGGAGCAAGAGGAAGCC TCTCAAGCTTGGAATCCACC 273

Ad01A10845 Aradu.A01 10845 p3 (TTA)9 27 52652309 52652335 CCCAAAGCACTCTGTCTTCC GGCTCTTGAAGGAATGATGG 280

Ad01A10846 Aradu.A01 10846 p2 (AG)6 12 52684255 52684266 TTGGGAAGCAATGGTAGAGG CTTCTTTCCACGCACATTCA 225

Ad01A10847 Aradu.A01 10847 p2 (TA)8 16 52692258 52692273 TGTTTTTCAGATGCAGGTCG AAGAATCTAACCACGGCTCG 259

Ad01A10852 Aradu.A01 10852 p2 (AG)6 12 52775842 52775853 CAAATCCAAGCCCAGAAAAA TGGGAAAATAAACGAACCAAA 266
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Ad01A10854 Aradu.A01 10854 p2 (TC)6 12 52785123 52785134 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 252

Ad01A10856 Aradu.A01 10856 p2 (AG)6 12 52833126 52833137 CCCAAATCCAATGCAACTCT TGCATTGAAAGGAAATGGAA 274

Ad01A10864 Aradu.A01 10864 p2 (TA)7 14 52900105 52900118 CGCCCAAACAAGCACTTTAT ATCCTTACCTGACCAACCCG 148

Ad01A10865 Aradu.A01 10865 p2 (GC)6 12 52933250 52933261 TTTATTCCATTCGATGCCGT TCGATTGTGCTTTTTGCTTG 188

Ad01A10869 Aradu.A01 10869 p3 (AGA)7 21 53020576 53020596 TGCCATTGATGGTAGTGGAA TCCCATCACTCTCCTCCAAC 134

Ad01A10870 Aradu.A01 10870 p2 (AT)6 12 53038840 53038851 TGACGCACTATATGCTGGCT TCAAATGGTTAGACACGCGA 210

Ad01A10876 Aradu.A01 10876 p2 (AG)6 12 53065461 53065472 AAAAACAATGCCAAAAAGCG GAGAATGTGGAGAATGAAACCC 187

Ad01A10878 Aradu.A01 10878 p2 (AT)7 14 53077531 53077544 CCCAAAGCAATGTGAAGCTC GGTTGTAATGGGGCTAGGGT 225

Ad01A10879 Aradu.A01 10879 c (A)10tttctctttgttttcatttttc(A)1244 53080262 53080305 TGTTGCCAGGAATTGTTTGA AAAAACATGCAATTGACACCA 249

Ad01A10880 Aradu.A01 10880 p2 (TA)8 16 53108769 53108784 AACACGAAGCGTTCACACAC GAGTTGCGAGATGGTGACAA 273

Ad01A10881 Aradu.A01 10881 p2 (TC)22 44 53111764 53111807 GCTCAGAAAGAGCTTCGCAT TACTTACGGGTTGGACTGGG 237

Ad01A10882 Aradu.A01 10882 p3 (AGA)6 18 53120634 53120651 TCTAGAGGATTCTCCGGCCT ATGGCCGAACAAACACTACC 257

Ad01A10884 Aradu.A01 10884 p3 (AGA)6 18 53128643 53128660 CAGCCTTAGGTGCCATTGAT ATGGCCGAACAAACACTACC 243

Ad01A10885 Aradu.A01 10885 p2 (AG)8 16 53148175 53148190 TGGAATAATCCATAAATCAATTCAAA GGAGAGCTCGCCAATTTCTA 198

Ad01A10887 Aradu.A01 10887 p2 (AC)6 12 53156650 53156661 CCAACCAATGTCCCAAGTTT AGCCAACTTTGAGCCTACGA 159

Ad01A10889 Aradu.A01 10889 p3 (ATT)5 15 53164131 53164145 CGACAAATTTTTCTTCCATTTCA TGATCTTTGCATGTAGTACGCTT 118

Ad01A10890 Aradu.A01 10890 p2 (TA)7 14 53164320 53164333 AAGCGTACTACATGCAAAGATCA TCTCTTTCCTTTAATTCTTCTCAAAA 248

Ad01A10893 Aradu.A01 10893 c (AT)6(GT)6 24 53184304 53184327 TCTCAGGGACCACTTTAGGG AAAAGTAAATAATTTCACATCATTGGA 266

Ad01A10898 Aradu.A01 10898 p2 (CT)6 12 53199430 53199441 TTTCTCCTCATCACCGAACC GAAAAGGGTGTCGTGGAGAA 254

Ad01A10901 Aradu.A01 10901 p3 (CAC)6 18 53205730 53205747 TCACCCCTTTTCAACGTTTC AAGGGAGAATGGAGGTGCTT 258

Ad01A10902 Aradu.A01 10902 p2 (AT)6 12 53209220 53209231 AACGGGCATTTAAGATTCACA AGCTCAAAACTCACGGGTTG 120

Ad01A10903 Aradu.A01 10903 c* (C)10(CA)9* 27 53210276 53210302 TGGTTGTCTTGCAAGTTTGTG GCATGTCCTCATGCTAACCTC 263

Ad01A10906 Aradu.A01 10906 p2 (AT)8 16 53242519 53242534 GGAAGCATGCTCATGTGAAA TTTTCAGGGTTGTAATGGGG 229

Ad01A10907 Aradu.A01 10907 p2 (TA)6 12 53247338 53247349 TGTTTGAGGTATGAATTTTCTAAATGA GCTCTTTCCTAAAAATATTCGCA 266

Ad01A10908 Aradu.A01 10908 p3 (TTA)5 15 53247940 53247954 AATCACAATTGATTATTGATACCCT CACGCATTAATAGTGACCCA 143

Ad01A10911 Aradu.A01 10911 p2 (AT)11 22 53251781 53251802 TTTTTCATGCCTTGCAATAAT TTAAAGGTGCCATCACTATTTCT 211

Ad01A10912 Aradu.A01 10912 c (A)10taataaagagaatcaataaaaacattaacatataaaccacatacatgaacaatgtatatactaattgcgaatcacaaaaaaaagaca(AT)9115 53252419 53252533 TCACCTGGATCGCAACATAC TTTTAAAAGAGATTGGTTAGCATTCA 253

Ad01A10913 Aradu.A01 10913 c (ATA)6agatgctctgccgtgttgttgttgtta(TTG)1281 53255198 53255278 CCGAGATTTATTTGGGGTCA TGGGTACCAGCAACTGAATG 253

Ad01A10920 Aradu.A01 10920 p4 (AACT)5 20 53306404 53306423 AAGGGACTCCAACAATGATGA CATCCAACACCACCAATCAC 205

Ad01A10921 Aradu.A01 10921 p2 (TA)6 12 53326759 53326770 TGCTTGGATGGTGACAGAAG ATCTAGCCACGGCTCGTAGA 216

Ad01A10925 Aradu.A01 10925 p2 (TA)9 18 53372591 53372608 AGGCTCAAAACTCCCAAGGT CGGTGATTTTGGGTGACAAG 255

Ad01A10926 Aradu.A01 10926 p2 (GA)17 34 53383233 53383266 GTGGGTATGAAGGGGTGATG GGAGAAAAAGGTGGCATTGA 262

Ad01A10929 Aradu.A01 10929 c (T)10gtgtttttattaa(T)1134 53410309 53410342 ATGAATGCATGGGATTTTCG TGGACAACTGACGGTTCATC 274

Ad01A10932 Aradu.A01 10932 p3 (AGA)6 18 53467820 53467837 CTAGAGGATTCTCCGGCCTT ACAACCCCCTCTTCCATACC 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A10934 Aradu.A01 10934 c (CT)8(AT)9 34 53474948 53474981 TACGGAGCCATTCCGATAAT CAACTGGCACCAATTTTTCA 155

Ad01A10935 Aradu.A01 10935 p2 (AG)7 14 53477677 53477690 GACCAAAAACACTTAGCGGG CTCCCTTCTCTCACAAACCG 135

Ad01A10936 Aradu.A01 10936 p2 (AC)7 14 53484760 53484773 AACCAAACCAGCCACAACTC CCCAAAGCCCTACTAAACCC 242

Ad01A10937 Aradu.A01 10937 p4 (AAAT)5 20 53509929 53509948 CCTAACGTCAAAATGGCACC GGGAAGGGGGAAAACAAATA 133

Ad01A10944 Aradu.A01 10944 c (T)11acaacgatgttgatggaaatagaaaaagaatta(T)1054 53589567 53589620 TGGGAAGATAAGAGGGGGAT GAGGAGGTTCTTGTTCCCAA 278

Ad01A10945 Aradu.A01 10945 p2 (AT)9 18 53603873 53603890 GGAGAAAGCAAGATGATGTGG TTGGTGTTCCTTGGTATTTTCC 249

Ad01A10946 Aradu.A01 10946 p2 (AT)6 12 53608920 53608931 AGGGATTCCTATCGAGGAGC TTTTGGGTTATTTGGGATGC 234

Ad01A10947 Aradu.A01 10947 c (TTC)5tccttttcctcattcgttgagccccccgccgtgccatcctaagttc(CT)877 53626066 53626142 GTAGAGACCGGAACGCAGTC GCAACGACGAGTCTGTGAAA 194

Ad01A10948 Aradu.A01 10948 p2 (TC)8 16 53635543 53635558 AATAAAGGCATTTTGCACGC CTAGAGGTTTCTCCGGCCTT 263

Ad01A10950 Aradu.A01 10950 p3 (CAT)5 15 53700324 53700338 CATCAGTACGGGGAGAAGGA TGATGCCGACTTGACTCTTG 207

Ad01A10951 Aradu.A01 10951 p5 (AAGAT)6 30 53706983 53707012 CGACAGGAAAGCCCAAATAA CCTGGGTGCTCCAGTGTATT 207

Ad01A10953 Aradu.A01 10953 p5 (AAGAT)5 25 53726842 53726866 AAGGCGGTTCCGTTAAAGAT CTGGGTGGCTCCAGTGTATT 124

Ad01A10955 Aradu.A01 10955 c (T)10gattttatgattttataa(T)1038 53728279 53728316 TGCAATGCATGAATTTTTCG CGGTTCATCTTGTTGCTCAG 273

Ad01A10957 Aradu.A01 10957 p5 (TTATC)5 25 53738421 53738445 GTGTTGGACTGCCAATGATG TGGAGATACAAGGACCCCAG 237

Ad01A10959 Aradu.A01 10959 p3 (TCT)5 15 53759922 53759936 ACCCCTTTCATTGGGTTAGG TTTCCAAGGCTCAGAGGAGA 175

Ad01A10960 Aradu.A01 10960 p2 (AT)6 12 53764098 53764109 GCACATCAAGATGGCATGAA TTTGAAATTTTTGGTGGGAAA 222

Ad01A10961 Aradu.A01 10961 p3 (TCT)5 15 53768501 53768515 AGCTTGGCACTTTGGAGAAC TTTCCAAGGCTCAGAGGAGA 280

Ad01A10962 Aradu.A01 10962 p4 (TTAG)6 24 53770355 53770378 TTTCTGCCACTCACGCATAC GCAAACAAGATTGATAATCCAACA 272

Ad01A10964 Aradu.A01 10964 p4 (TTAG)6 24 53781379 53781402 ATCATCCACCACCACCATTT GCAAATCAGCAAATCAAAACAA 121

Ad01A10968 Aradu.A01 10968 p3 (AAG)5 15 53798160 53798174 AGGAGTCTCCAACCTTGGGT ATGGCCGAAACCTAACCTTC 255

Ad01A10969 Aradu.A01 10969 p2 (AG)7 14 53801912 53801925 TTTCGAAAATAGAGGATGGAAG TTCGAAAATCATCTCTCTTCTTCTC 124

Ad01A10975 Aradu.A01 10975 p3 (GAA)5 15 53902140 53902154 CCCCTAATGAAAAATGGGGT TAGAGGAAAGGGGGCCTTAG 268

Ad01A10976 Aradu.A01 10976 p3 (GAA)5 15 53910276 53910290 AGCTCTTCCCCCTAACGAAA TAGAGGAAAGGGGGCCTTAG 277

Ad01A10977 Aradu.A01 10977 p2 (AT)6 12 53963137 53963148 AACCACATCAATAGGCTCAAGTC GGCGATCTTGGCTGAAAAAT 275

Ad01A10978 Aradu.A01 10978 p3 (TTC)6 18 53969649 53969666 TACCCTCTCCCCTTTCCCTA ACTCGGAGGTGGAAGCTTTT 279

Ad01A10979 Aradu.A01 10979 p2 (CT)6 12 53988181 53988192 CCATTTAATGCCAGCAAGGT TGAGTAGGTGGGGGTAGGTG 243

Ad01A10984 Aradu.A01 10984 p2 (GA)6 12 54044538 54044549 TTTGCAATAATCCACAAGCA TCTTCTTTCTCCCTTTCCCC 262

Ad01A10987 Aradu.A01 10987 p2 (AT)11 22 54071829 54071850 TCGTTTTCAAATCATCCTTTCC TGACCACTCACCAACTAAGGA 233

Ad01A10988 Aradu.A01 10988 p2 (AG)7 14 54072195 54072208 TTCCCATTTATTTTCACTATTGTTTTT AAAGGAGATTTGCTCACAATTTTT 276

Ad01A10990 Aradu.A01 10990 p3 (ATC)6 18 54077641 54077658 TGAAGGTGTTGAAGAAGGTTCA CTGGGTACAGCAAGGACCAT 195

Ad01A10993 Aradu.A01 10993 p2 (TA)8 16 54091360 54091375 TAGACCAACGATAGCAGGGG TGTGGCATAAATTGATTGGAG 238

Ad01A10994 Aradu.A01 10994 p3 (ATA)5 15 54091889 54091903 TCTTCAAGCCCAGAAAAATGA CTTTACCTGCAGTTGGGAGC 130

Ad01A10996 Aradu.A01 10996 p2 (TA)10 20 54098366 54098385 ATGGGTTTATCAACCTCCCC TCTCCCATCTCAATTGTAAAAGC 279

Ad01A10997 Aradu.A01 10997 p4 (CTAA)7 28 54105811 54105838 TTCGAAAGGTAAGCATGAAGAA TCCAACACTTCCAAACACCA 278
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Ad01A10998 Aradu.A01 10998 p2 (AG)6 12 54124352 54124363 TGTCCTTGCTCCTGCTCATA TTTCCTTCTAATTTTCGAATTTCC 237

Ad01A10999 Aradu.A01 10999 p2 (AT)9 18 54142933 54142950 CACAATCAAACCATCCCTCC CGTGAGAACATTTCACGCTT 134

Ad01A11000 Aradu.A01 11000 p2 (AT)9 18 54145511 54145528 CTCGTGAAAGCAGGGAACAT AGGTTGGGTTAAAGCTGGGT 275

Ad01A11001 Aradu.A01 11001 c (A)10ttttactcaaatcaattggggtgccctatagataaaatccttggtaaatttcattattttgaccaagcttattac(AT)8101 54160325 54160425 GCTCAAAAACATGTTCCACAA TTTTAAGTGTGGGGAGGTCG 266

Ad01A11006 Aradu.A01 11006 p2 (CT)6 12 54182029 54182040 CAGGCAGCAGTCTGGTGTTA TTTAGGCGTATGTAAGGGGG 161

Ad01A11008 Aradu.A01 11008 p2 (TA)11 22 54199210 54199231 GACGTAAGCCGTTCTCATCC TTCTGAGCATATAACTTTGTTTTGG 267

Ad01A11011 Aradu.A01 11011 p2 (AT)10 20 54236339 54236358 CATCATTCAGTCATCCAGCC CTCCTTGGACAGGTCAGAGC 139

Ad01A11012 Aradu.A01 11012 p2 (CT)6 12 54241364 54241375 CCAATTTGGCAACATGAGTC AAAGTGGGGGAATACATCCAT 240

Ad01A11013 Aradu.A01 11013 p2 (TA)9 18 54242725 54242742 TACTTTGGGGCATTTTGTCC GTGGAGAAATTGGGTTTGGA 236

Ad01A11015 Aradu.A01 11015 p3 (TCT)6 18 54265285 54265302 TCACACAACACAACCCCTTC AGGATTCTCCGGCCTTATGT 194

Ad01A11017 Aradu.A01 11017 p2 (TA)6 12 54270816 54270827 CAAAATCCAATGAGGGTTCAA GCCATGCAATGCAATTCTAA 264

Ad01A11018 Aradu.A01 11018 p4 (AATA)6 24 54288143 54288166 TTTGAATCAAGGGATGTTGATG AAGCCTTGGACCTTGCTTTT 158

Ad01A11023 Aradu.A01 11023 p4 (TATG)5 20 54325991 54326010 AAGCCCAAAATTGTTGGAAA TGCCTAGCTCATTTTGATCCT 176

Ad01A11024 Aradu.A01 11024 p2 (TA)13 26 54326185 54326210 CAACATCCAATCACAATCCA TTAAGTGTGGGGAAGGATCTG 277

Ad01A11027 Aradu.A01 11027 p3 (AAG)5 15 54342721 54342735 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 265

Ad01A11029 Aradu.A01 11029 p2 (AT)7 14 54345728 54345741 TAAGTGTGGGGAAGAGTGGG TTCACCACTTACTTTGGGGC 208

Ad01A11032 Aradu.A01 11032 c (T)10ctcctttccctttttttttat(A)1142 54419183 54419224 TACTTTGGGGCATTTTGTCC ACATTGGGTGCATAAAAGGG 228

Ad01A11033 Aradu.A01 11033 p2 (AT)10 20 54433611 54433630 TGTTCCCTACTTTCATGAGCTG TCATGTAATGCAATGCAACCT 182

Ad01A11039 Aradu.A01 11039 p3 (TCT)6 18 54480086 54480103 CATTTTCACACAACGCAACC CTAGAGGATTCTCCGGCCTT 203

Ad01A11045 Aradu.A01 11045 p2 (GT)7 14 54514100 54514113 ATAGGGGACAAAATCACCCC GGGCTAAGGTAAGGGTGAGG 234

Ad01A11047 Aradu.A01 11047 p3 (ACA)5 15 54541361 54541375 GCTGACCCTGAACCTGAAAG AATGGCAAGGATTGAGATGC 201

Ad01A11048 Aradu.A01 11048 p2 (TC)7 14 54544082 54544095 CCTAAATGGAGCAGGGATGA GTTTGGAGGTAGGTGGGGTT 179

Ad01A11049 Aradu.A01 11049 p3 (TCT)5 15 54558944 54558958 CGTCTTCTTCCTCCATTCTTCT ATGGCAAAAGAGTCACCCAA 168

Ad01A11050 Aradu.A01 11050 p2 (AG)14 28 54566034 54566061 TAAAAACGCTAATGGGTCGG GTGACAATGGGATTTCACCC 162

Ad01A11051 Aradu.A01 11051 p2 (AC)10 20 54569324 54569343 TTCTTGAAAATTTCCTTGTTGTTTC TAAGTGTGGGGGAGGATCTG 275

Ad01A11052 Aradu.A01 11052 c (GA)7gg(GA)9 34 54577495 54577528 CATGCAAGCAACCCTAAAAA CCCCTGATTTGCCAACTATC 280

Ad01A11053 Aradu.A01 11053 p2 (AT)6 12 54584303 54584314 TTTCTTGATCTTTTCCAAAGCA CCACCCATTCTCTGGTGTTT 258

Ad01A11054 Aradu.A01 11054 p2 (AT)6 12 54604372 54604383 TTGCAAACGTGTGCCTTATT AGGGGCTTGTGAGTATGGTG 245

Ad01A11059 Aradu.A01 11059 p2 (CT)6 12 54698983 54698994 TTTCTTCCTTCTCCCTTTTTCC TCTTTCAAGCCTTCCAACTCA 263

Ad01A11061 Aradu.A01 11061 p3 (TAC)5 15 54739863 54739877 AGAACAAAAAGTGTTGCCACC CCCAAAACACAGGTTGTTGA 275

Ad01A11072 Aradu.A01 11072 c (AC)6(AT)11 34 54788296 54788329 GCCTAATGGGCTATATAAATGGTG CCATTCTCAAGGTCACAAGAAA 280

Ad01A11073 Aradu.A01 11073 p3 (AAT)8 24 54792240 54792263 TCTCCACTGGCTGTTCACAC ATCATGGAGGATGAGGATCG 230

Ad01A11074 Aradu.A01 11074 c (CT)7cccttccccgctttctcccctcccctctctttgtcttc(CT)664 54794403 54794466 CTTTCCCTCTCTCTCCCCAC AGAGAGGAAGAGGAATAGGGG 270

Ad01A11075 Aradu.A01 11075 c (CT)6ttctctccctctctttccgtcctctctccctctctccttctccaaaattaattttacatactctttctttctctttctcccttca(CT)12121 54794580 54794700 TCTCTCCCCTATTCCTCTTCCT GGAGAGAGAGGGAGCAAAGAA 233
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Ad01A11076 Aradu.A01 11076 p2 (CT)8 16 54794888 54794903 CCCCTCCCTCTCTTTGTCTT GAAAGGGGAGGGGAAGAAAG 140

Ad01A11077 Aradu.A01 11077 p3 (CTC)6 18 54795107 54795124 TTGTGCTCTTTTTCCCTTTTTC TCCTTTTCTCTCTCTCATTCCC 250

Ad01A11080 Aradu.A01 11080 p2 (GA)14 28 54796085 54796112 GAGGGGGAAAGGAGAGAGAG AACTGGTTTCACTGAACTGAATTG 274

Ad01A11084 Aradu.A01 11084 p2 (AC)9 18 54842054 54842071 TACCCATGCAAACATCCTGA GGGGACAAAATTACCCCAAT 278

Ad01A11085 Aradu.A01 11085 p2 (AT)6 12 54842224 54842235 TGGGGTAATTTTGTCCCCTT TATTGGGAATTTGGGTGCAT 126

Ad01A11086 Aradu.A01 11086 p3 (AGA)7 21 54846948 54846968 GGCCTTAGGTGCCATTGATA AAATCTTTCCCACCCAAACC 272

Ad01A11089 Aradu.A01 11089 p3 (TTG)6 18 54905863 54905880 CAGCAATAGGGGGTACAACAA GATTGAAAGGACCTTGAGGC 257

Ad01A11092 Aradu.A01 11092 p3 (AGA)6 18 54916620 54916637 GGTCTTGATGGCTCTTGGAG TTCCATACCTTGGCCGAATA 279

Ad01A11094 Aradu.A01 11094 p2 (TA)6 12 54968718 54968729 AGGCGTCTGGAGCTTCTACA CCTTTGCTTTACGACGTGAG 223

Ad01A11095 Aradu.A01 11095 p5 (TTTTC)5 25 54972364 54972388 CACTCACTTTGGGGCATTTT TGTTTGGAAACATTTGGTTTGA 270

Ad01A11100 Aradu.A01 11100 c (T)10caaaata(T)10 27 55073322 55073348 ATCCATTGATGCTCAAAGCC AAAACAGTGAATGGCGAAAAA 158

Ad01A11105 Aradu.A01 11105 p3 (TTC)5 15 55095538 55095552 CGCGTCATTTGGAAGTTTTT TCTGGCCTTAGGTGCCATAG 236

Ad01A11106 Aradu.A01 11106 p3 (TCT)6 18 55109179 55109196 CACCACTCACATCCATCCAC TTTAGAATGTTGCTCGCCCT 268

Ad01A11108 Aradu.A01 11108 p3 (GAT)6 18 55139973 55139990 AGTGGTGCATCAAATCTCCC GGTTTGGCTTGGTTGTCAGT 230

Ad01A11111 Aradu.A01 11111 c (A)13ttatcaaaatctattttttcatatatttctaattttacaactaaaatatcctatatataactcttctattacaattaaaatcaa(T)10107 55165432 55165538 TGCAAAGTCACATTGTTGGTT TGAGCGAAAGAATGAGAAAGA 245

Ad01A11114 Aradu.A01 11114 p2 (TA)9 18 55187099 55187116 CATTTAGGAACAATGGCACTGA CCCCCTCTTTCAGATCAACA 185

Ad01A11115 Aradu.A01 11115 p3 (GAA)5 15 55187243 55187257 TGTTGATCTGAAAGAGGGGG CACGTTGGCGTCTACAATGA 265

Ad01A11116 Aradu.A01 11116 p3 (ATG)5 15 55190242 55190256 CAAGTGTCCACCAGAAGGGT ACCATGCCTTGATGAGCTTT 260

Ad01A11119 Aradu.A01 11119 p5 (AAAAT)5 25 55192473 55192497 TGAGGAGAATTTCCAGTGAGA TGACAGCTACCCATTGTTTGA 257

Ad01A11122 Aradu.A01 11122 p3 (TTC)5 15 55211473 55211487 CAATCACCTCCACCCACTCT TCCTCGAGCAAAGGAAGAAA 253

Ad01A11125 Aradu.A01 11125 p2 (TA)6 12 55244160 55244171 CCTCTGGTTCTCACCCCATA AAGGCCGGCCAGAGTATATTA 276

Ad01A11126 Aradu.A01 11126 p3 (TAT)5 15 55246817 55246831 ATCGAGTTCAATATCTGCCG ACTCACGACAATTATACTCAATGTTT 203

Ad01A11127 Aradu.A01 11127 p3 (TTA)12 36 55246963 55246998 AAACATTGAGTATAATTGTCGTGAGT AAACCGCCTTTTATTTCCGT 241

Ad01A11128 Aradu.A01 11128 p2 (AT)6 12 55247195 55247206 CGGAAATAAAAGGCGGTTTC TTCTCTGTCGCCGTTTTCTT 200

Ad01A11130 Aradu.A01 11130 p2 (GA)6 12 55256024 55256035 AAGGAAGGAGGGAAGAAGAAAA GCCAGAAGCATAACATGGGT 280

Ad01A11132 Aradu.A01 11132 p2 (AT)8 16 55280809 55280824 CCTTGGTGTTTTTCCTCCAA TGAAGAATTTCGAAAAAGTGAGG 272

Ad01A11133 Aradu.A01 11133 c (TA)10ttcga(AAT)540 55295120 55295159 GCAGTAGCGGGGTTAGCATA TTCCTAACCACTTTCTCTTTCTTCA 248

Ad01A11137 Aradu.A01 11137 c (ACA)6aaagaatgacgataagaaaaaaatacgtgaagaagaaggatcacgaaaaagaaaa(AGG)794 55346857 55346950 CATGATTGGTGTTCCGTTCA GCACGGAGCGTCTTTTTCTA 239

Ad01A11144 Aradu.A01 11144 p2 (AG)7 14 55401142 55401155 AAATGAATCAAAGCCAACCG GGGTGATTAGACCTCAACCCT 200

Ad01A11145 Aradu.A01 11145 p2 (AG)6 12 55413660 55413671 TGGCTCTTGAAAGAATGATGG TGCATGCCACAGACACATAA 253

Ad01A11146 Aradu.A01 11146 p4 (TTAT)6 24 55423458 55423481 ACCATGTGGGAAACAGGAAA AAATTAAGTTTGGTGTCCCCG 222

Ad01A11152 Aradu.A01 11152 p3 (TTC)7 21 55502989 55503009 TTCTTGGCCGAATACACCTC AGTGGTCTTGATGGGCTTTG 259

Ad01A11153 Aradu.A01 11153 c (AC)9g(CA)10(TA)651 55512619 55512669 CAATCCCAGCTAAAGGCTGA TCCCTCGCACTAGTTGAGTCT 280

Ad01A11154 Aradu.A01 11154 p3 (AGA)5 15 55514453 55514467 GTTTGGCTGCAGAGACATGA CCTACTAGTCACCTCCCTTCCC 219
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Ad01A11156 Aradu.A01 11156 p3 (TCT)5 15 55516284 55516298 TTCCCCAAGGTTCTCCTCTT CAACAGCAACAGAACCGAAA 279

Ad01A11167 Aradu.A01 11167 p2 (TG)10 20 55581234 55581253 TTGATGGCAGTTGGTGAATG TGGGTCCCAACTAATCCACT 141

Ad01A11168 Aradu.A01 11168 p2 (TA)6 12 55583206 55583217 TTGGTTGGAGAAGTGTTTGG CCACATACAACCATCACCCA 229

Ad01A11169 Aradu.A01 11169 p2 (CT)10 20 55600528 55600547 AGAATGCAATCACACGAACG GGGAGGAGGGAAGAAGAAAA 226

Ad01A11171 Aradu.A01 11171 p2 (GC)6 12 55615118 55615129 ACAAGGCTCCTAAAACCGCT ATGTTACTCGCATTCAGGGG 106

Ad01A11172 Aradu.A01 11172 p2 (AT)12 24 55620358 55620381 TTGTTGGCTCTTGAAAGAATGA TTTTTACCCATGCCTTTTGG 206

Ad01A11177 Aradu.A01 11177 c (AAT)9(GAT)7aataatc(ATA)1394 55686937 55687030 CTCCCATGTCATCGAGTCCT AGCTTGGCGATGTTGGTATC 221

Ad01A11182 Aradu.A01 11182 c (AC)13(AT)6 38 55710050 55710087 TTACATGCTTTGCTTTCGCA GAGGGACCCCTCAGAAAATG 274

Ad01A11184 Aradu.A01 11184 p2 (AT)7 14 55712050 55712063 TGAACTTCATGTTGGCGGTA GGAGACAGGGACCCGTTTAT 272

Ad01A11186 Aradu.A01 11186 p3 (ATT)5 15 55736385 55736399 GCCCAAATGGGTGTATCTGT GCACGTGGGCAGATATAGTG 254

Ad01A11188 Aradu.A01 11188 p2 (AT)8 16 55752646 55752661 GTACACCTGCCTGATGCGTA TGCGTATGCATGAGTGGAAT 182

Ad01A11190 Aradu.A01 11190 p2 (TG)6 12 55757098 55757109 TGGAAAAATTTGGGAACATTG CTTCCACACACTCATGCATTC 170

Ad01A11192 Aradu.A01 11192 p2 (TA)8 16 55773764 55773779 GATAAAGAAGCGCTTGTCGG CACTCTTGCGCAACTCTCTG 260

Ad01A11193 Aradu.A01 11193 p2 (TC)6 12 55774336 55774347 AAATTCAAGAACACGCGGAC TTGCATGTCCTCAAGCAAAG 226

Ad01A11195 Aradu.A01 11195 p3 (GTG)5 15 55779104 55779118 TAGCAGGGGCTAGTTCTGGA TCCATCTCTAACGACCACGA 170

Ad01A11196 Aradu.A01 11196 p3 (TAG)5 15 55791961 55791975 GCACCCCACAGATTAGAGGA TGCCTGATGATGATGAGAGAAA 197

Ad01A11198 Aradu.A01 11198 c (CT)7cacacacg(CA)634 55837963 55837996 GCCTGGATTGACGTTCCATA GTGAAGGTTGCGGTAGGTGT 205

Ad01A11199 Aradu.A01 11199 c (ACC)8(AAC)6 42 55838157 55838198 CCGTGACATCTTCTCCCAAT GACCTACCGCTACTGCTCGT 239

Ad01A11200 Aradu.A01 11200 p3 (TAT)5 15 55839764 55839778 TGCATGTGTTTGTTTCATTTAATA AAAAATAATAGGACTGGTACACCAAA 280

Ad01A11201 Aradu.A01 11201 c (A)10taatgcgtataacatttg(T)1341 55842511 55842551 TTTCTTTTGAGAAATGATGTTTATGC TCTCCACCACAAGGTTGGAT 164

Ad01A11203 Aradu.A01 11203 p3 (ACA)5 15 55845027 55845041 GAACCTCTTTTCCACCACCA ACTGGACCTCACAAGATGGG 158

Ad01A11204 Aradu.A01 11204 p2 (TA)6 12 55860776 55860787 TGAGTTGTGTGGAAATCGGA TTCAAACATCAATACCCAGCA 272

Ad01A11210 Aradu.A01 11210 p2 (GA)6 12 55920354 55920365 AATGGGAGAGAAAAGGGGAA TGATTAGACATTCAAATCTCACCAT 270

Ad01A11216 Aradu.A01 11216 p2 (TA)6 12 55952268 55952279 ACACCCCATTACCCTAAGCC GGATGCTTCGCGTTTTGTAT 178

Ad01A11218 Aradu.A01 11218 p2 (TA)11 22 55967421 55967442 AAGTGTCACAACAGTTCTAAGGC GCAGGCTGTGACTAGTTCTCTTT 280

Ad01A11219 Aradu.A01 11219 p2 (AT)6 12 55967620 55967631 TGTCACAACAGTTCTAAGGCTCA CGCAGGCTGTGACTAGTTCT 278

Ad01A11227 Aradu.A01 11227 p3 (TTG)8 24 56046990 56047013 TAGCATAGACCCCAACTGGC AGAGGGGATCACCTTCCACT 251

Ad01A11229 Aradu.A01 11229 p3 (TTG)7 21 56060849 56060869 CAGGAAATGTGGTTGCTCCT TGTGATGCGCTGGAGTTAAG 194

Ad01A11230 Aradu.A01 11230 p4 (AAAT)7 28 56065222 56065249 TTCTTTCTTTCGTTCCCCCT GCAGAGAATTCCCAGTGAGG 221

Ad01A11232 Aradu.A01 11232 c (AT)7agc(TA)8 33 56077388 56077420 GATAAAGAAGCGCTTGTCGG CTAGTGCCACTCCTGTGCAA 273

Ad01A11233 Aradu.A01 11233 c (TA)9ttctttattttatatta(T)1045 56085785 56085829 TTACTTGGGGCATTTTGTCC GTTTGGGAGAGTTGGGAACA 238

Ad01A11239 Aradu.A01 11239 p2 (TA)7 14 56111707 56111720 CATTGGTCTTCTTAGTTAGAGACTTTT AACGAGTTTTTCCATGGGC 207

Ad01A11242 Aradu.A01 11242 c (TA)6cattacaacatataatattat(TA)645 56123533 56123577 TGAGATGGTAACAATAAATAAATGCAA TCTCGTGCTGATAACGTGTTG 213

Ad01A11245 Aradu.A01 11245 p2 (TC)10 20 56160515 56160534 AGGAGCAGGGATGAAATCCT ATTAGGGTTGGGTTTGGGAG 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A11248 Aradu.A01 11248 p2 (AT)9 18 56227336 56227353 CGCCAGTGAGCTCTTTTTCT TGGTTGTTTTTCTCTCTCCTCA 274

Ad01A11249 Aradu.A01 11249 p2 (AT)12 24 56237303 56237326 GGCCTCAGAGATGCTTGTTC TCTTCATCAAGGCTCCTCGT 241

Ad01A11252 Aradu.A01 11252 p5 (AATAA)5 25 56278713 56278737 GGGTTAGCATATGACCCCAG CCACTTTCTCTCTCCTTACTTTTTG 250

Ad01A11253 Aradu.A01 11253 p2 (CT)21 42 56287828 56287869 CAACAGCAGCAGAAATCCAA ATGAATGAGAGGGATGCGAG 133

Ad01A11254 Aradu.A01 11254 p2 (GT)7 14 56288198 56288211 CCCTATCTCTTCCTCTGGGG CTTTACCCAAACCGTAGCCA 206

Ad01A11257 Aradu.A01 11257 p2 (CT)6 12 56311662 56311673 CCCAAATCCTACTTTTCCCC TTCTCAACAATCCACAAGCAA 280

Ad01A11259 Aradu.A01 11259 p2 (CT)9 18 56327541 56327558 TGAAAGAACATTGAACCTGGG CGCGATCTGCAGAATTACAA 276

Ad01A11260 Aradu.A01 11260 p2 (AT)8 16 56347858 56347873 CTTACGCATCACCTGCACTT CAAAAGAAAATGAAAGATGAGAAAAA 259

Ad01A11263 Aradu.A01 11263 p2 (GA)7 14 56369218 56369231 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 246

Ad01A11266 Aradu.A01 11266 p3 (ATA)12 36 56383913 56383948 TTGACTTAATGTCACTCTTCATGG CACACAATTCGATCTTTGACG 225

Ad01A11269 Aradu.A01 11269 p3 (ATA)15 45 56388152 56388196 TGTTATGGCAATAATTTAGCCTG TATTTGGGGACGTGCTTCAT 126

Ad01A11270 Aradu.A01 11270 c (TA)6(TG)6ttttaaagtaaaa(T)1047 56388406 56388452 GTTAGGGACTTACAAAACCTTTCTT CGAATACCCCTAACAAGCCA 280

Ad01A11274 Aradu.A01 11274 p2 (TA)6 12 56395984 56395995 AAGGGTTAGGTTAATAAAAATGGAAA ACAATTCAGATTGGAAAGTGCT 180

Ad01A11275 Aradu.A01 11275 p2 (AT)12 24 56397887 56397910 TTCATTCATCGACTTGCTTCA TTAAAGCTGCAGCAACATGC 241

Ad01A11277 Aradu.A01 11277 p3 (TGA)6 18 56404598 56404615 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 269

Ad01A11282 Aradu.A01 11282 p3 (AAT)9 27 56417435 56417461 TCATAGTTGGAGATAGAGACACCG ATGAATTTGCATTGGATCGG 217

Ad01A11283 Aradu.A01 11283 p4 (TTAT)5 20 56417802 56417821 TTGTCAGAGTTCGGCTGTTG TTCATTTTTACTCTTCTCCTGCAC 266

Ad01A11284 Aradu.A01 11284 p3 (CAA)5 15 56426502 56426516 GTCAAGAATGCAGCACGAAA TTGTGTTGTCTTGTCCCGAA 277

Ad01A11285 Aradu.A01 11285 p2 (AT)6 12 56428060 56428071 GGCATATTCACAAAACATGGC TTCAATTTTGATCTTGGATTCTAGC 265

Ad01A11287 Aradu.A01 11287 p2 (AT)6 12 56431478 56431489 TCTGTTGAAAATGCTTTTATTCATCT CGACTAGTTTCGGGTTCGAG 262

Ad01A11288 Aradu.A01 11288 p2 (GC)6 12 56439814 56439825 CCTAGTCCTGCAGCAACCTC AGGAAAGCGGGATAGGGTAA 254

Ad01A11289 Aradu.A01 11289 p2 (TA)6 12 56445047 56445058 TCATGGCATCCAAGTTGAAA GGGGAGGATCCGAAATTTTA 204

Ad01A11294 Aradu.A01 11294 p3 (TCA)8 24 56502765 56502788 TCGTCCTCATCCTCATCCTC AAAAACAATGCCAAAAAGCG 161

Ad01A11296 Aradu.A01 11296 p2 (AT)10 20 56528683 56528702 ATGGCGGATTCCACTATGAC TTTGCCCTGAATTGAATCTTG 279

Ad01A11299 Aradu.A01 11299 p2 (AT)6 12 56550168 56550179 CCTCAAGTGAATGAGGGTCG TTTGCCATGAATTGAATCTTGT 263

Ad01A11300 Aradu.A01 11300 p3 (AAG)6 18 56566729 56566746 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad01A11301 Aradu.A01 11301 p4 (TAAA)5 20 56570300 56570319 AGGGGCAGTGATTTGAGATG CCTATCCCTCCCTAATTTTCG 223

Ad01A11302 Aradu.A01 11302 p3 (TTC)12 36 56577338 56577373 CCAAAAACCCCACCTACCTT TTAGAATGTTGCTCGCCCTC 256

Ad01A11304 Aradu.A01 11304 p3 (AGA)5 15 56642551 56642565 ATTGCCTTCCCTTTCGTCTT CCCATCACCTCTTCACCACT 248

Ad01A11305 Aradu.A01 11305 p3 (TCA)6 18 56666040 56666057 GGAAGTCAGAGAGGTCAGCG AGTCACCTTGTAGGCAGCGT 210

Ad01A11306 Aradu.A01 11306 p2 (AT)6 12 56674102 56674113 TTGGGAATTGGGTACATGCT CCCACCTAACCTATGGCAAC 280

Ad01A11307 Aradu.A01 11307 p2 (AT)10 20 56687634 56687653 AATCGACCCTCACTCACCTG TTATCTCCTGGAGTTCCCCC 100

Ad01A11308 Aradu.A01 11308 p2 (AT)11 22 56688756 56688777 CTCACCAAGCACCTACCCAT TGGTTTATCAGGGTTCTCGG 261

Ad01A11311 Aradu.A01 11311 p2 (GA)20 40 56712468 56712507 GGGAGAGAGAGTTCGTGTGC TATTTGGTGGGTTGTTGGGT 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A11312 Aradu.A01 11312 p3 (TCC)6 18 56713798 56713815 GCCAACTCCATCAACACCTT CTCGACGTCCTCTGGAACTT 228

Ad01A11314 Aradu.A01 11314 p3 (AGA)7 21 56720444 56720464 GTTTCTCCGGCCTTAGGTTC TAAACCCCTCTCCCTCCACT 245

Ad01A11318 Aradu.A01 11318 p2 (AT)8 16 56775745 56775760 TTCAATGATGATACCCGCAC GTCGCCTTGTCCCATATTGT 258

Ad01A11322 Aradu.A01 11322 p3 (AGA)5 15 56814650 56814664 TATCTCCCATGACTCGGAGG CCTCTCTCCCTCTCCTCCAT 206

Ad01A11325 Aradu.A01 11325 p2 (TA)8 16 56821804 56821819 GTGCAACAGATGTCACCAGC GCAAGCCACCTTCATTCATT 241

Ad01A11326 Aradu.A01 11326 c (AC)18(AT)6 48 56841104 56841151 CCCCACCAGGGTAAATTCTT ACCATTTTTGCGCAATTCTC 272

Ad01A11327 Aradu.A01 11327 p2 (TA)7 14 56844905 56844918 CATTTTGCACTTTGCCTTGT CAATGTGAATCCTAAATGCCC 271

Ad01A11333 Aradu.A01 11333 p2 (TA)9 18 56891815 56891832 CAAAAGTGGGAAAATTTTGGG TTTCAAGGTTGTAATGGGGC 170

Ad01A11334 Aradu.A01 11334 p3 (TCC)9 27 56899284 56899310 AGGAAGCCTCACACCTAGCC CCCATCGACTTAGATTGGGA 269

Ad01A11336 Aradu.A01 11336 p2 (TC)18 36 56902699 56902734 CCTTTCTCCTGAGCGTATCG CAGAAACTCACAACTTCACCAAG 159

Ad01A11341 Aradu.A01 11341 p2 (GC)6 12 56932745 56932756 GCAAAGATTGGATCAAGGGA TTTCATTAAATTGGGCCACG 280

Ad01A11344 Aradu.A01 11344 p2 (TA)12 24 56949595 56949618 GGTGTTCTATAATTTTTCTGGATTTGA TCAAGATGAAAAGATTGTTCAATAAA 268

Ad01A11345 Aradu.A01 11345 p3 (ATA)15 45 56953552 56953596 TTCTGACATCTTATGCTTGTTTCC TTTACGTTAATGGAGAATTAGAACG 251

Ad01A11347 Aradu.A01 11347 p3 (AGG)7 21 56963275 56963295 CTGCCTGTAAATCCGATGGT CCGTTTTGGTGCTATTTTCTG 170

Ad01A11348 Aradu.A01 11348 c (GAA)18(GAT)9 81 56963494 56963574 CCAAAACGGTTTAGTCGTGA CACAATTCAAAATTCTCCAGCA 270

Ad01A11349 Aradu.A01 11349 p3 (GGT)5 15 56964600 56964614 TCCATAATGACGATGATGGTG TCCTATTGTTGCTGCTGCTG 255

Ad01A11350 Aradu.A01 11350 p2 (AC)15 30 56965843 56965872 TCAGACTTTGCCACCCTTCT TTGGTTGAGTTGGTTGTAGGAA 271

Ad01A11351 Aradu.A01 11351 p2 (TA)6 12 56971737 56971748 AGAAATGCAACGAATCGAGC CATCACTGAAGGCCACCTTT 268

Ad01A11356 Aradu.A01 11356 p4 (TTTA)5 20 57007312 57007331 CGAAAGTTTCTCCCTCTCTCA CAGGTTCTGGATCAGCTTCA 267

Ad01A11358 Aradu.A01 11358 p2 (GA)9 18 57047085 57047102 GAGAGGGAGATGGGGAAAAG AGTCCTTGACCCCTCAGGAT 233

Ad01A11359 Aradu.A01 11359 p2 (TA)7 14 57052116 57052129 GCGAACACGCGAATTAAGA TGATGGGAGAGGTAGTAAAGGG 277

Ad01A11360 Aradu.A01 11360 p3 (TGT)5 15 57073552 57073566 TACCGTTGGTTCAGGTAGGC CCATGATGCCATCTGCTATG 272

Ad01A11362 Aradu.A01 11362 p2 (CT)9 18 57076200 57076217 AGAGGTGGGGAAGATGCTTT GCTGGTTAGTTGTGCGGAAT 270

Ad01A11363 Aradu.A01 11363 p3 (TTA)5 15 57088722 57088736 AGGATGTGGATCCTTCGTTG TGCAATGAGAGAGAGAGCGA 171

Ad01A11365 Aradu.A01 11365 p2 (CT)6 12 57109657 57109668 ACCCCAACCAACGTAACTCA TACAGTTTCCACCGCACATT 211

Ad01A11368 Aradu.A01 11368 c (T)10ggaatttggttacatgagaa(T)1141 57131208 57131248 TGCCAAAATGGGTTTATTCC TGTCTTTCTGATTGATTGGGC 217

Ad01A11373 Aradu.A01 11373 c (T)12aattttcctaacagggtggattgctatgtaaaaagacaaattgctaatggtgatttcactgtacaatattttttaattttt(A)11104 57144721 57144824 TTGGACTTCCATGGACAATTT CAAACAATGAAATCGCTCAGA 217

Ad01A11374 Aradu.A01 11374 p2 (AT)6 12 57152936 57152947 GGCATCGAATGGTACAAAGG TTGGATGAGATCCTAACCAATTC 267

Ad01A11375 Aradu.A01 11375 p3 (TAT)5 15 57153458 57153472 CGAACCCGAGAAGAACAAAG ATGAATCCGTCAACTTTCGG 232

Ad01A11376 Aradu.A01 11376 p2 (AG)7 14 57159089 57159102 GGACAAATGGGTAGAGGGGT AGTGGTAACGGCATCGAATC 278

Ad01A11377 Aradu.A01 11377 p5 (TTTTA)5 25 57165456 57165480 AAAAACAATGCCAAAAAGCG TTGAGGAGAGGGAAAGTGGTT 232

Ad01A11379 Aradu.A01 11379 c (T)10cttcttcaaggtaggggtgtgtgtcttctttaaggtaggta(TG)663 57180241 57180303 TTCGAGTGTGAGGCGACTTT TTGAAAACACGATGCTTTGG 145

Ad01A11380 Aradu.A01 11380 p3 (CAA)6 18 57182243 57182260 TTGGGGGATACCCCTTCTAC TAGTGGGACAAAGCGTGGTT 276

Ad01A11383 Aradu.A01 11383 p3 (TCT)6 18 57243023 57243040 CACGGTCATCCCTTCTGTTT CCTTAGGTGGCATCAATGGT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A11384 Aradu.A01 11384 p2 (TA)6 12 57250265 57250276 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 260

Ad01A11385 Aradu.A01 11385 c (AT)7ac(AT)9cttgtttaatttaattatttatatatatacatatac(AT)988 57251814 57251901 GGCCTAAACTCTGCAAGCTG GCTCAAAGTCGCATACAGCA 280

Ad01A11386 Aradu.A01 11386 c (AT)6tgcattttcatggtatacatagtatagatattggttgtgattggatgttgtgaatagcatgtgcctagttcaattttgtcctaattgtttatgttag(T)16125 57259929 57260053 GATTCGTCATTTTGGGGAGT TCCTATTCCTAATTTTCAACATTGC 277

Ad01A11387 Aradu.A01 11387 p3 (AGA)5 15 57272952 57272966 CTAGAGGTTTCTCCGGCCTT TTCATTTTCACCCACCACAA 205

Ad01A11390 Aradu.A01 11390 p3 (TCA)5 15 57316869 57316883 CAAGCTTCTGAACTCGACCC AGTTGGTGTGGTTTCCTTGC 227

Ad01A11391 Aradu.A01 11391 p2 (TA)8 16 57317492 57317507 TAATGCAGCTCCACTTGCTC CGCATTAGCACTGATCCAAA 220

Ad01A11395 Aradu.A01 11395 p2 (TC)6 12 57339499 57339510 AAATTGCACAAAAACCAGGG AAACCAATAAGCGTTGCGTC 275

Ad01A11398 Aradu.A01 11398 p2 (TC)7 14 57350706 57350719 CTCATCCCGTTACCATCGTT GCATCATATTTATAATTACCGCCA 205

Ad01A11404 Aradu.A01 11404 p2 (AT)6 12 57356890 57356901 TGTGCTGGAGATGAAAATGG AGGTGCCAAATCAAATACGC 231

Ad01A11405 Aradu.A01 11405 p3 (TTG)8 24 57362196 57362219 CGTTTGATTCATGTAGCCGA GAGCAATACCAGGAGGACGA 239

Ad01A11413 Aradu.A01 11413 p3 (GAG)5 15 57400389 57400403 ATTCTGAACGAACTGAGGCG GTCCAGGAGGTCAAGTCGAG 261

Ad01A11414 Aradu.A01 11414 p2 (TA)8 16 57410577 57410592 AAGTCGGACGAAGGTCTCAA CCATTTCAACCCACAACTACA 187

Ad01A11416 Aradu.A01 11416 p3 (TAT)11 33 57413681 57413713 CATGTCATGGAGAACATGCAG CACACTCATGCACAACAATTT 279

Ad01A11418 Aradu.A01 11418 p2 (AG)6 12 57423163 57423174 GGACCAGAAAGCACTGGAAG CAAAGAACATTGAACCTGGGA 254

Ad01A11421 Aradu.A01 11421 c (A)15gaaaaaaattcatattatc(T)1145 57455128 57455172 GACCTGTGCACAAATTCATCC GTTAAGGGGTTCGTTCGGTT 216

Ad01A11427 Aradu.A01 11427 p2 (AT)6 12 57506063 57506074 GGTGGGTGGATTGTTGTGAT CATTGTGCATTTTGGGTTGT 196

Ad01A11429 Aradu.A01 11429 p3 (ATT)5 15 57533317 57533331 AGGAGCAACAAAGGCAAAGA AAGAGAGGTGAAGGATTTATGGAA 235

Ad01A11431 Aradu.A01 11431 p2 (CT)8 16 57540623 57540638 TTTCTGGGCTGTTTCTGACC AAACCTGGGATCGAGAGTCA 242

Ad01A11437 Aradu.A01 11437 p2 (TA)6 12 57557895 57557906 TGTCCAAACAAGCACTAAGATTG GACGTGCAATAAGCTCCTCC 118

Ad01A11439 Aradu.A01 11439 p3 (ATA)5 15 57561653 57561667 ATTGCCACTGCCTTCTGAAC TGGCAGTTGAACCGATAATG 233

Ad01A11440 Aradu.A01 11440 p2 (TG)6 12 57563729 57563740 GTTATGGCCACCGGAAGTTA CCTAAGTAGGGTCCAAGCCC 153

Ad01A11441 Aradu.A01 11441 p3 (TCT)10 30 57576333 57576362 CGTGTAAGCCTTTTTCTCGC GACTTTTCCTTTGCGTTTCG 111

Ad01A11445 Aradu.A01 11445 p2 (GC)6 12 57602270 57602281 CGGTTCTAGTTGGGTTGGAA ACAAGGCTCCTAAAACCGCT 168

Ad01A11446 Aradu.A01 11446 p2 (GC)6 12 57603491 57603502 GAGTTGGATTGGGCCTACAA TGGAAAGCTATCATCTGGGG 169

Ad01A11448 Aradu.A01 11448 p2 (GC)6 12 57609814 57609825 GAGTTGGATTGGGCCTACAA CATCTATTGCTTCGCGTTCA 126

Ad01A11450 Aradu.A01 11450 p2 (TC)6 12 57640127 57640138 TGAATAATTGGCTCCCAAGC AACTAATAAGCGCAGCGTCC 267

Ad01A11452 Aradu.A01 11452 p2 (CT)9 18 57652478 57652495 GAAAATCACCTTCCTCTTTTTCAA AGAGGGAGAGAGAGGGTTCG 249

Ad01A11456 Aradu.A01 11456 c (AG)21aacgtaata(AG)765 57792034 57792098 GGAAGAAGGAGGTGTCAAGAA AACTTTCTGCCAGGAACACC 280

Ad01A11459 Aradu.A01 11459 c (AT)6(AC)7 26 57813353 57813378 ACCTTACTCGCGTCCAGAGA GCTTTGCAGGCTGTAATTGG 232

Ad01A11461 Aradu.A01 11461 p2 (TA)6 12 57821122 57821133 TGTCCCTTGTTTGGATCTTTG AGCCTTACTTGGGGCATTTT 276

Ad01A11465 Aradu.A01 11465 p2 (AG)8 16 57855724 57855739 AAACCTGGGAACGAGAGTCA TTTTGACCCAGTTTTCAGCC 237

Ad01A11466 Aradu.A01 11466 p2 (CT)7 14 57873090 57873103 GCTATAAAGTGGGGGAATGC CAATTGGGCAACATCAATCA 272

Ad01A11467 Aradu.A01 11467 p2 (AT)14 28 57877634 57877661 TAAGTGTGGGGAAGAGTGGG GCCGCTTTCACTTACTTTGG 223

Ad01A11468 Aradu.A01 11468 p2 (CT)8 16 57878708 57878723 GCTATAAAGTGGGGGAATGC CAATTGGGCAACATCAATCA 274
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Ad01A11469 Aradu.A01 11469 p2 (TC)16 32 57888866 57888897 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 266

Ad01A11471 Aradu.A01 11471 p4 (AACT)5 20 57900324 57900343 AAGAACGGCGCAATTATCAG TCGAACACCGATTCTTTTCC 163

Ad01A11472 Aradu.A01 11472 p2 (CT)6 12 57904054 57904065 GGAACATTGAACCTAGAATGAAGA CCAGTTTCAAGCCCAGAAAA 216

Ad01A11475 Aradu.A01 11475 p2 (GA)7 14 57919381 57919394 TTGTGAAAGCAGCGGTGTAG CTTCCTTATCCGTCGCTGAG 165

Ad01A11476 Aradu.A01 11476 p2 (CT)9 18 57932277 57932294 TACACGCCTAAATGGTGCAG TGGGAGGAAAAAGTGTTTGG 254

Ad01A11478 Aradu.A01 11478 p3 (TCT)6 18 57946801 57946818 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 205

Ad01A11480 Aradu.A01 11480 p2 (AC)6 12 57961660 57961671 GCAGAGTGCACAAAGACGAG TCTTGACTGCTTCAACCCCT 255

Ad01A11481 Aradu.A01 11481 p3 (AAT)6 18 57981118 57981135 TGTGTCAATGTCTGTGCATCAT GGAAGCAGAATTTGTCGGTAG 280

Ad01A11487 Aradu.A01 11487 p4 (CATA)11 44 57994488 57994531 TATCCTCTCATGAGGCCACC TTTCCATCTTTGGCTTTTTGTT 106

Ad01A11494 Aradu.A01 11494 p3 (ACA)5 15 58083418 58083432 TGACAAACCAACAAACGACA CCATTTGGCTAGCATCGAAT 272

Ad01A11495 Aradu.A01 11495 p2 (AT)8 16 58118129 58118144 CCCTGCTTTCACAAGCTGTC ATCACGGCATCGAATGGTAT 278

Ad01A11497 Aradu.A01 11497 p2 (TC)7 14 58153840 58153853 ATTCGATCGTCAATGAACCC CAGTTCGCACGTGATTCTGT 224

Ad01A11499 Aradu.A01 11499 p2 (AG)9 18 58162403 58162420 GGTGCACACAACTGAATTGG GCTTGGCTCGATTGCTATTC 236

Ad01A11500 Aradu.A01 11500 p2 (CT)13 26 58162790 58162815 AGGGGGAAGGAAGAAACAAA CTGGGCATGAAAAATGTGTG 185

Ad01A11502 Aradu.A01 11502 p2 (TA)6 12 58196693 58196704 CTTTGCTTTGGGGCATTTT GTGAGGATTGGGAACATTGG 275

Ad01A11503 Aradu.A01 11503 p2 (AG)6 12 58202722 58202733 TCAAAACAAGAAGAAATCCGAAA AGAAATGCATCCATTCAGGG 114

Ad01A11505 Aradu.A01 11505 p2 (AT)6 12 58222097 58222108 GCCTTGAGCCTCCTCTTACA GCACGGGGTGCTATTAGAAA 200

Ad01A11507 Aradu.A01 11507 p2 (TA)8 16 58227609 58227624 TCGCAGGTCAAAGGAAACTC AAAAGGACATTAATAATTCGGAAAGA 231

Ad01A11508 Aradu.A01 11508 p3 (ACC)5 15 58237050 58237064 TCTTGGCGCTCAACATAGTG CGCCGTTCTAAGGAATTTCA 206

Ad01A11509 Aradu.A01 11509 p2 (AC)13 26 58238885 58238910 AACACAAAACGGTATCGCTG GGAACAGGAGCCATGATTGT 197

Ad01A11510 Aradu.A01 11510 p4 (CAAA)5 20 58240204 58240223 GTTTCAAATATCGGCCTCCA ACACGTGAGCTCATGGTCAG 253

Ad01A11513 Aradu.A01 11513 p3 (TTA)7 21 58251729 58251749 TTTAAGTCATTTACCTGTTTGTGG CATTTCATATCACATCCGTTTCA 204

Ad01A11515 Aradu.A01 11515 c (TAA)6t(ACA)5 34 58253408 58253441 TCTCATGAATTAATTTTTCCTCCA CGCCCATCCTTTGTAGACAT 273

Ad01A11516 Aradu.A01 11516 p3 (CTC)6 18 58258784 58258801 AGAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 138

Ad01A11519 Aradu.A01 11519 p2 (TG)36 72 58273768 58273839 CGACTTTGCGATTTTGTTTTC AGGCTCACGAGGACGAACTA 256

Ad01A11520 Aradu.A01 11520 p5 (AATAA)5 25 58278466 58278490 TGGAGAAAGGGAGATGATGTG TTTTCGAGAACAAGGAGCATT 271

Ad01A11521 Aradu.A01 11521 p2 (TA)8 16 58285871 58285886 TGTAGCCTTTTGTCTCTCATTTTT TCATCCCAATATTTTTGGTTCAT 259

Ad01A11525 Aradu.A01 11525 c (A)10gaaaaggagaaaaaag(A)1036 58370671 58370706 TCTTGAAGCAAGAAAAAGCAG CCACCGGATACATAAATGCC 250

Ad01A11529 Aradu.A01 11529 p3 (AAG)10 30 58398104 58398133 TAGAATATTGCTCGCCCTCG AAATCCTTTTCCCACCCAAC 220

Ad01A11531 Aradu.A01 11531 c (TAAA)5aggagat(GA)741 58411331 58411371 TTCTTGTCCTTGCTCCTGCT CGAAAATCATTAACCCTTTTTCA 273

Ad01A11534 Aradu.A01 11534 p2 (GA)9 18 58444469 58444486 GGAAAAGGTAAACGCCAACA GCTCCTTTGACCTCAGCATT 227

Ad01A11538 Aradu.A01 11538 p2 (GA)8 16 58456212 58456227 TCCAAACACAAGGGTAAGGAT TGAAAATTTCTCCTTCCTTTTCA 215

Ad01A11540 Aradu.A01 11540 p3 (TTC)11 33 58483799 58483831 ACCCTACCCCCTCTCCCTAT CTTCCCTTTTCCTTTTTCGG 266

Ad01A11543 Aradu.A01 11543 c (ATA)6g(TAA)5 34 58533333 58533366 TGCTTCGGTCCAGGAAAATA AATTTGACAAGACAAAAACTAAATTG 191
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Ad01A11544 Aradu.A01 11544 p2 (AC)8 16 58535129 58535144 CCTCCATTCACGCCTTCTAA GTGTGATTGCAATTTCGTGC 276

Ad01A11546 Aradu.A01 11546 c (TAA)5tgatgataatataataatagtgataacaataacaatgataatagtataataatgataatgataataataatag(TAA)5103 58551228 58551330 TTCCTAGAGAGAACGGCTCG AAATTTGGTAAGACAAAAACTAAATTG 223

Ad01A11547 Aradu.A01 11547 p2 (AC)7 14 58554334 58554347 GGTAAGGGTAAGGGTGAGGG AATGAAAGCACCCCAAATGA 238

Ad01A11548 Aradu.A01 11548 p3 (TTA)7 21 58559822 58559842 GCCTTAGGTGAGGTGCTCTG GACTGCCCGAATCAAGGATA 222

Ad01A11549 Aradu.A01 11549 p3 (TTG)5 15 58565589 58565603 TATGTGATGTGTGGGGCTTG CCATAACCGGCACATCTTCT 208

Ad01A11550 Aradu.A01 11550 c (AT)8ag(AC)8 34 58567941 58567974 CGCGTAAACGATAAACGTGA TTTATCTTCGCAAGCCGAGT 140

Ad01A11561 Aradu.A01 11561 p3 (ATT)6 18 58653866 58653883 CCAAACATGATGAAATTGTTGG TTCTTAGAGTGAGTCAGTTCAATGG 235

Ad01A11566 Aradu.A01 11566 p2 (AG)7 14 58671817 58671830 GAGTGGGGAAATCATGGAGA AAAGGAACATTGAACCTGGA 156

Ad01A11567 Aradu.A01 11567 p5 (AATAA)5 25 58675302 58675326 TTGGCGCTATCATCTTGTTG TGAATATGCAATTGACACCAAA 258

Ad01A11568 Aradu.A01 11568 p3 (AAG)5 15 58680624 58680638 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTTTCCCCTCAC 272

Ad01A11570 Aradu.A01 11570 p2 (TA)6 12 58706137 58706148 AAAAAGTAAGGAGAGAGAAAGTGGTT CAATTGGCTAGAGCGTTGGT 219

Ad01A11572 Aradu.A01 11572 p3 (AGA)6 18 58729053 58729070 CTAGAGGATTCTCCGGCCTT TGGCCGAACCTACATCTCTC 170

Ad01A11576 Aradu.A01 11576 p2 (CT)7 14 58755560 58755573 CCTAAATGGAGCAGGGATGA GGTTTTTGGGGAAGATGGAT 202

Ad01A11581 Aradu.A01 11581 p2 (TC)6 12 58787074 58787085 ACCTCCCTCTTTTTCAAAATTC AGGGTGAAGATAGGGGTTCG 207

Ad01A11583 Aradu.A01 11583 c (CT)6cctccata(TCT)638 58834047 58834084 CCCCTTTTTCAATCAAAACAC TTTTGGTTGTTGCACACTCTT 256

Ad01A11585 Aradu.A01 11585 p3 (TTC)9 27 58847093 58847119 TGCAGCCCTGTTTTCTTTTC CCATGAATGCGAGTATGCAA 209

Ad01A11586 Aradu.A01 11586 p2 (AT)9 18 58862301 58862318 ACTTTGGGGCATTTTATCCC TCAAATACGGGAAACTTGGG 271

Ad01A11590 Aradu.A01 11590 p2 (TC)8 16 58867108 58867123 TCACCAAGGAATGGTTGAGA GATCCCATTTTGGGGAAGTT 206

Ad01A11591 Aradu.A01 11591 p2 (GC)6 12 58867312 58867323 GAACTTCCCCAAAATGGGAT CCAGAAGCCAAAGTCAGGAG 228

Ad01A11592 Aradu.A01 11592 p2 (TC)8 16 58868583 58868598 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 257

Ad01A11593 Aradu.A01 11593 p3 (CAT)5 15 58883389 58883403 GAGGAAGGTGGGACAACAGA AGAGGTGATGGAGCTCAGGA 266

Ad01A11595 Aradu.A01 11595 p2 (TA)10 20 58915666 58915685 GGCCGATCCTAGAGCTTCTT AGTGCAACACTCACAATCGG 124

Ad01A11597 Aradu.A01 11597 p2 (TA)7 14 58923102 58923115 GACTCCCAAACCCTTGTGAA CTCTAGGATCGACCTGCGAA 162

Ad01A11604 Aradu.A01 11604 c (TTA)13ttcaaacagcatacatactaatttctc(TAT)8tg(TTA)5107 58969171 58969277 TTCCCAGCATAATACCAATTCA AGGTGTAAAGCCCTGTGTGG 188

Ad01A11606 Aradu.A01 11606 p2 (AT)7 14 58986679 58986692 ATGGACAGTCCCTCTATGCG GTTCCCGATTTGCGATTTTA 276

Ad01A11607 Aradu.A01 11607 p2 (CT)8 16 58990753 58990768 TGAAGAAACAAACGGAAGCA TTCCAAGCCCGAAAACATAG 267

Ad01A11608 Aradu.A01 11608 p2 (TG)27 54 58991431 58991484 TCATGCCGAGTTCAAGAGAA ATTTGAGCCCTTGAATTTGC 228

Ad01A11615 Aradu.A01 11615 p3 (TAC)5 15 59042729 59042743 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 229

Ad01A11616 Aradu.A01 11616 p2 (AT)12 24 59051965 59051988 TTTGAGGAGAGAGAAAGGGG CTTGGTGTTTTCCCTCCAAA 276

Ad01A11619 Aradu.A01 11619 p3 (ATA)5 15 59062540 59062554 GAACAAGAGAAGGAGATGGCA TGGAAGCCCATAAAACTTGC 195

Ad01A11620 Aradu.A01 11620 p3 (TCT)5 15 59065687 59065701 CCCCACCTACCTTCCAAAAT TAAAATATTGCTCGTCCCCG 230

Ad01A11621 Aradu.A01 11621 c (CTT)58atttcttctttttaa(TTC)5204 59070916 59071119 CTTCTTCACGGTGCTCTTCC TGTACATGCTGTCGCAACAAT 276

Ad01A11626 Aradu.A01 11626 p3 (AGA)6 18 59131396 59131413 GCTTTTGTCTTCCCTTTCCC CACCTTGACCGAAACACCTT 198

Ad01A11627 Aradu.A01 11627 p2 (TC)7 14 59147934 59147947 TTTTTCCACTTCCAATTTTCG TCGAACACAAAGGGAGAGAGA 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A11628 Aradu.A01 11628 p3 (AGA)6 18 59182503 59182520 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 235

Ad01A11630 Aradu.A01 11630 p3 (ATT)5 15 59189783 59189797 CCATGTGCTTCACTTTTTGC GGAAGCATGCTCATGTGAAA 118

Ad01A11631 Aradu.A01 11631 p2 (AT)8 16 59197671 59197686 GATGCCAAAGGCAATCCTAA GATCGCATGGAGGATCAGTT 221

Ad01A11632 Aradu.A01 11632 p3 (AGA)5 15 59226429 59226443 CTAGAGGTTTCTCCGGCCTT ACCACAAAGCCATCTCCATC 164

Ad01A11634 Aradu.A01 11634 p2 (GT)9 18 59239909 59239926 GAATCGAAGCACCGTAGCTC TTAAAAACGCTAACGGGGTG 208

Ad01A11635 Aradu.A01 11635 p3 (TTA)17 51 59243471 59243521 TCAAGTGTCCAACTCAACCAA CCATATGCATTTCTCCTGGAA 252

Ad01A11636 Aradu.A01 11636 p3 (AGA)6 18 59253348 59253365 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 225

Ad01A11637 Aradu.A01 11637 c (A)10gataaa(T)11 27 59257198 59257224 CAAACAAAAAGTCAAAGAGTTAGTTG CAATTAATGTGATTGGTTCAAAAA 278

Ad01A11640 Aradu.A01 11640 p2 (CT)16 32 59273513 59273544 GCACACTCTTTTTGCCTTGG TTGTTGGCTCTTGAAAGAATGA 215

Ad01A11646 Aradu.A01 11646 p2 (GT)7 14 59349409 59349422 GATTTGGGAACCAGGGTTTT TTAAAGAAATCGGCCGAAGA 186

Ad01A11650 Aradu.A01 11650 p2 (AT)8 16 59367957 59367972 TTTGTCTGCGCTTGAATTTTT TCACTATTGTGCCATGTGTGTG 106

Ad01A11652 Aradu.A01 11652 p3 (TTA)8 24 59370765 59370788 TTTTCCGTATCTCCATTCATTG TTGTCCCATTCTCTTATCATTCC 280

Ad01A11654 Aradu.A01 11654 p2 (TA)6 12 59378528 59378539 GTGAGTTTCAAGGGTTGGGA TGAATTCCTGTTGCACATCC 192

Ad01A11656 Aradu.A01 11656 p3 (AAG)5 15 59388677 59388691 CCAGTTGAAGCATCAGCAAA TCCACTGCATCACCATTTGT 125

Ad01A11657 Aradu.A01 11657 p3 (AAG)5 15 59388890 59388904 ACAAATGGTGATGCAGTGGA TTTCAGCTTATTCGGCATCC 256

Ad01A11659 Aradu.A01 11659 p3 (AAT)5 15 59390787 59390801 GTGAACTTCCATCCTTCCGA GATAACCCAGGAAACGGTCA 149

Ad01A11660 Aradu.A01 11660 p3 (AAG)5 15 59405429 59405443 GCCCTTTTCGTATCCATTCA CGACAATGAAAATGACGGTG 190

Ad01A11661 Aradu.A01 11661 p3 (AAG)5 15 59417427 59417441 GCCCTTTTCGTATCCATTCA CGACAATGAAAATGACGGTG 190

Ad01A11662 Aradu.A01 11662 p3 (GGA)5 15 59418552 59418566 CCTCCATCAATTGCTCCTTG TCAAGGTTCCTGTGAGTCCC 247

Ad01A11663 Aradu.A01 11663 p3 (TCT)5 15 59424887 59424901 TTCCTCTACTGGCAATTCCG GTTTCCGCTGTGGAGAGAAG 137

Ad01A11664 Aradu.A01 11664 p2 (AT)11 22 59428145 59428166 GCAGTGTATTATAGATGTGCTAAGGG GCCTTAGGTCCCTCTTTTCTTT 280

Ad01A11672 Aradu.A01 11672 p2 (AG)16 32 59461947 59461978 AACAAAACGACATTGCCCTC CAGAAACACGCGTAGTGGAA 101

Ad01A11673 Aradu.A01 11673 p2 (GA)14 28 59462109 59462136 TTCCACTACGCGTGTTTCTG AGGCTTAGCGGAACACTTGA 240

Ad01A11679 Aradu.A01 11679 p3 (TCT)6 18 59481171 59481188 AAACCCACACCTCTCTCCCT GAATTGCCTTCCCTTTCCTC 186

Ad01A11680 Aradu.A01 11680 c (A)11gaaaacataaaaataaatataagagtagaagggggaagaagaaaagaaaaaccttgataatggtggg(GA)690 59485765 59485854 CCCAAATAAATATCCAACACCAA CCCCACTTCTTCCTTCTTCC 200

Ad01A11683 Aradu.A01 11683 p3 (ACG)5 15 59509104 59509118 CAGAAACGACGATCAAGCAA ACTGTCATCGCCGAACTCTT 228

Ad01A11684 Aradu.A01 11684 c (GCT)5ggct(GA)22gtgggttagggatttgggtgagtgagactgatgagagggagggagaagggagaagggagaagggagaagggat(AG)7150 59509263 59509412 AAGAGTTCGGCGATGACAGT TAGCAGAGCCTTCCCACTCT 224

Ad01A11689 Aradu.A01 11689 p3 (TAT)16 48 59521839 59521886 CTTGGCAATTTGTCCATCACT TCCTTGCCTTCTCTTTTCCA 280

Ad01A11690 Aradu.A01 11690 p2 (CT)6 12 59522337 59522348 GAAGCACTTTAGGCAATCCG TTTTTCCTTCAACATAGTTTTCCTG 258

Ad01A11692 Aradu.A01 11692 p3 (AGA)9 27 59538865 59538891 TTGCCTTCCCTTTCCTCTTT GAAACCCTCACCTCTCTCCC 193

Ad01A11694 Aradu.A01 11694 p2 (CT)6 12 59548422 59548433 AAGAAGAAATTGAAAGAAGAACCC TGCCTGATGTTTAAGGACCC 269

Ad01A11697 Aradu.A01 11697 p2 (AG)6 12 59556848 59556859 GCTATAAAGTGGGGGAATGC TCATAAGCCAATTGGGAAACA 258

Ad01A11698 Aradu.A01 11698 p4 (ATTT)6 24 59558519 59558542 TGCAAATGCAATAAACAAAAGAA TATGTGTGGGCAACGCTTAC 278

Ad01A11700 Aradu.A01 11700 p2 (AT)6 12 59569030 59569041 GCATTTGTTGGTTCGTGATG TTTTTAGAGTTGTCCAAACTTATCAAT 245
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Ad01A11705 Aradu.A01 11705 p5 (TTGAT)5 25 59574180 59574204 CCAGGCGCTTCTATTTTCAG TTGCCTAGCATCATATTCATTCA 274

Ad01A11708 Aradu.A01 11708 p2 (AG)6 12 59590216 59590227 ATTTCTGTCTGCAACACCTACA CCACCCCTAGTGATTGGTTG 275

Ad01A11710 Aradu.A01 11710 p3 (TCC)5 15 59600362 59600376 TGCTGGTTAGTTGTGCGAAG AAACACGCGAAGAAAAATGG 156

Ad01A11714 Aradu.A01 11714 p2 (TC)25 50 59609211 59609260 CCTTTTTAAGCTGCCTTTGC TCCTCTTCATCTTCTTCTGCTTC 257

Ad01A11715 Aradu.A01 11715 c (AGG)6aagaggtgtaagaaaaagaagatgactataacaaaagag(A)1067 59610136 59610202 TGATGGACGAGAAGGAGAAAA CATTTACATTCATGCGACCG 201

Ad01A11718 Aradu.A01 11718 p2 (AG)6 12 59649099 59649110 GGGAAGCTTAAAAACAAAGGAA TTTTGACCCAGTTTTCAGCC 230

Ad01A11719 Aradu.A01 11719 p2 (AC)6 12 59650584 59650595 GCTTTTTCTCCTGCTTCCCT TGTGACCTAGCTTTCCATGCT 231

Ad01A11720 Aradu.A01 11720 p2 (AG)6 12 59653343 59653354 GGGAGTGGAGCAGAATCAGA AGCCAATTGGGCAACATAAA 230

Ad01A11722 Aradu.A01 11722 p2 (TA)6 12 59691791 59691802 GAAGTGCGAAACACACAGGA CAAAACAATCCACACACCTTG 262

Ad01A11723 Aradu.A01 11723 c (GA)6gtgagagaagaaagagcgggaggggaaagagagagatgggctgccggcggtaaagacggggtggcggcggagggatcggttgcggtgtgggaggagt(GA)6121 59723791 59723911 GGCCAGGAGAAAGAGGAGAG CAACTGCCGTCGTAGTAGCA 250

Ad01A11731 Aradu.A01 11731 p2 (TA)8 16 59816310 59816325 CCGGTTAGTTTGTGGGTTGT ACTACGGGGACACCAAACTT 274

Ad01A11733 Aradu.A01 11733 p3 (GAA)5 15 59831646 59831660 CCCAAGACTCAGAGGTGGAA ATCTCCCCTCACTCACCTCC 192

Ad01A11738 Aradu.A01 11738 p5 (AAGAT)5 25 59896813 59896837 GCGGTTCCCTTGAAGATACA GCTGATTCCTTCGTCTCTGG 229

Ad01A11743 Aradu.A01 11743 p3 (AGA)6 18 59959402 59959419 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104

Ad01A11744 Aradu.A01 11744 p3 (TCT)5 15 59972104 59972118 CCCATCACCTCTTCACCACT TTAGAATGTTGCTCGCCCTT 280

Ad01A11747 Aradu.A01 11747 p2 (CT)8 16 59985834 59985849 AATTACAGAACACGCCCCAG TCCTAATCAGAACCAAAAGGGA 267

Ad01A11750 Aradu.A01 11750 p6 (CACACG)6 36 60029278 60029313 ACACACACATTTATACACACACATTT TGATATTATGTGCGTGTGCG 126

Ad01A11751 Aradu.A01 11751 p3 (GTT)5 15 60046707 60046721 TGTAGCACAAATCCCATCCA CTTTGCACCTAGAGGTTCGC 176

Ad01A11754 Aradu.A01 11754 c (A)11gagaaagagaaaaacgaaaaaaaaaggaagaaagaaaaagaaagagaaaaag(A)1174 60090555 60090628 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 265

Ad01A11756 Aradu.A01 11756 p2 (AT)6 12 60115311 60115322 TTGAGATTGCATGTGTTCTGTG TCTCATGTCAAAAACAAAATTACTGA 216

Ad01A11758 Aradu.A01 11758 c (CTT)5ctcctccttcgccgagcccaccgccgtgccatcctctttatataagttc(CT)778 60117330 60117407 CAACGCCCGAGAATAGAGAC ACATAGTGGTTCCGTGCTCC 280

Ad01A11760 Aradu.A01 11760 p3 (GAG)5 15 60128709 60128723 CGGGTATGGGGATAGATGTG GCAGTGCCAGGGTAACTAGC 237

Ad01A11761 Aradu.A01 11761 p5 (TAAAA)5 25 60134217 60134241 AAAAGCTGATCGGCTAATTAAA GACCCTTATTTGTTGCACCC 154

Ad01A11763 Aradu.A01 11763 p2 (TC)19 38 60136758 60136795 CCGGTTTTCAGAACATTGGA CACTGCTCAATGGCAAAAGA 236

Ad01A11764 Aradu.A01 11764 p2 (TC)21 42 60137138 60137179 CCGGTTTTCAGAACATTGGA CACTGCTCAATGGCAAAAGA 240

Ad01A11766 Aradu.A01 11766 p3 (ATA)25 75 60139163 60139237 ATATGCCATGCCCTGAAACT CAGGCACCAAACTATGAGCA 213

Ad01A11767 Aradu.A01 11767 c (AAC)6agcag(CAA)5aacaacat(CAA)767 60140004 60140070 TAAAGTGCGCCGTAAACCTT TGAGCTCGCTAATGTTGGTG 210

Ad01A11768 Aradu.A01 11768 c (TA)7(TG)10tcatataagacttgtattgtccctctttgaggttgatttcggagaaacaagatttgtattttggaatatgttttgggttg(TA)8ctctggccggcctttgcttcgtaagtcgagtctggagcttgctatatgtatttctttggaactctgtatatatatt(TA)6218 60142926 60143143 TTGGGGGACATTTATGTTTTG CAGATAACAGCGTACAGAAAGGA 280

Ad01A11769 Aradu.A01 11769 p2 (CT)9 18 60157210 60157227 TCTTTTTCCCGGAGTACCCT ATAGCTCGGCGCTAGAATGA 246

Ad01A11771 Aradu.A01 11771 p2 (AG)9 18 60167854 60167871 ATCCAAGCCCAAAGAACACA GCCAATCTGGCAACATAAATC 280

Ad01A11772 Aradu.A01 11772 p2 (TA)6 12 60181378 60181389 TTCTGTATTTTACACTTTGGGCTG GGTGGCCCTTAAAATCTTAGTGT 271

Ad01A11773 Aradu.A01 11773 p2 (AG)6 12 60183432 60183443 CAGGCCCAGAGAACACAGAT CATAAGCCAATCTGGCAACA 241

Ad01A11774 Aradu.A01 11774 c (T)10acataaaattttagattttaatttcaatttttttttcg(A)1159 60186631 60186689 CTTGGTGTTTTCCCTCCAAA TGTTGATTTAAAGAAAATGGAATAAG 272

Ad01A11776 Aradu.A01 11776 p3 (TAG)5 15 60221996 60222010 AGCTGAAGCGCCAGAAATTA AACTTAATTGGGAATAAAACCAGAA 205
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Ad01A11788 Aradu.A01 11788 p4 (AAAG)5 20 60316713 60316732 AATCCTAGCCACCACCCTTT TCCACCTTCCTTCTTTCCCT 127

Ad01A11789 Aradu.A01 11789 p2 (GA)8 16 60316862 60316877 AGGGAAAGAAGGAAGGTGGA TTTGAGGTTCTATCGGTGGC 258

Ad01A11790 Aradu.A01 11790 p2 (AG)6 12 60317014 60317025 GCCACCGATAGAACCTCAAA CATCTTCAGCAGCAGCGATA 143

Ad01A11795 Aradu.A01 11795 p3 (TTC)6 18 60357164 60357181 AAACTTTAGAGGATCCAAATCCAA GGTGAAGACTTATCTGGTGATGG 197

Ad01A11796 Aradu.A01 11796 p3 (TAC)5 15 60371426 60371440 CAACAAGTATTGCCACCACA TCTCAAAACACAGGTTGCTGA 270

Ad01A11800 Aradu.A01 11800 p3 (TAT)15 45 60397738 60397782 GGGCAAGAAAAGTTAGGTGAC TTTAAATTCAAGAATAACGGTGTTT 280

Ad01A11801 Aradu.A01 11801 p2 (TA)6 12 60399345 60399356 TTGGATTTAGGGGATTCAGG CATTTTCTTCCCCAGCATGT 169

Ad01A11802 Aradu.A01 11802 p3 (TTA)6 18 60403079 60403096 GGATGACAAATTGAAGGAAACA AATTTGCACTATCCGCAAGG 278

Ad01A11803 Aradu.A01 11803 c (T)10aaatatcgtatacataagaatgagagatgcttttcttcaaag(A)1264 60408465 60408528 CGGGTGAAATTGACATCTGA ATGAAGCAACAATGGCACAA 271

Ad01A11804 Aradu.A01 11804 p3 (TAT)12 36 60431103 60431138 TGAGTTGTTGATCCCAACCAT CCATCCGCTCTTAGTGAAGC 216

Ad01A11806 Aradu.A01 11806 p3 (GAG)6 18 60443698 60443715 GAGAGGAGGGGGAAAAGAAA GTGATTATATGCGTGGGGCT 175

Ad01A11808 Aradu.A01 11808 p2 (AT)9 18 60460631 60460648 CCCTTTCAACTACAGGTGCG TTCATGAATATGAAACGGAAGTT 270

Ad01A11809 Aradu.A01 11809 c (AAT)15attnnnnnnnnnnnnnnnnnnnnnnnnnnnnagt(TA)895 60461839 60461933 TCTGCTTTGCAATCACACTTC TCGGTAAAAATGAATGGATGAA 260

Ad01A11810 Aradu.A01 11810 c (T)12gaataactcaaatcatttttggtgattatgatttttatttaaaaaataatacaaaatcccattttattgatta(T)1095 60470534 60470628 GAAACCATAAATCTCTTCTGCCA TTCACAAATCAATCCGCTCTT 269

Ad01A11814 Aradu.A01 11814 p3 (AAT)7 21 60481110 60481130 AAGAGGTGAAAGCACTTCTGG TTTGGCAAGGTTACGTTCAT 206

Ad01A11815 Aradu.A01 11815 p2 (TA)6 12 60487075 60487086 CCTAACTCAGCCTGCAAAGC CGATAGGCACCTCGCTAGAC 258

Ad01A11816 Aradu.A01 11816 p2 (TA)7 14 60489818 60489831 GGAGCATTTTTGTCCCCTTT CTTGGGACATTGGTTGAGGT 240

Ad01A11821 Aradu.A01 11821 p2 (TA)7 14 60522572 60522585 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 214

Ad01A11822 Aradu.A01 11822 p2 (AG)6 12 60527232 60527243 CGGAAAATATCAACAGCCAA GCATCCATTCATAACGAGGC 267

Ad01A11823 Aradu.A01 11823 p2 (AG)6 12 60528937 60528948 AAACTGAAAATGCCTCAATACCA GGGCGGGCATAATTTTAGTT 256

Ad01A11824 Aradu.A01 11824 p2 (TA)6 12 60539504 60539515 GGAAGGCAATGCAACCTAAA TTTCTTTCCCATCTCATCTGC 184

Ad01A11826 Aradu.A01 11826 p2 (AG)6 12 60546722 60546733 CAATTGGGCAACATCAATCA GGGCGGGCATAATTTTAGTT 240

Ad01A11830 Aradu.A01 11830 p2 (TA)6 12 60634892 60634903 TTACGTGATGTGGTGGCATT TGCTCTTGCCTTTTTGGTTT 265

Ad01A11831 Aradu.A01 11831 p2 (AC)6 12 60651781 60651792 AGGTTGTAATGGAGCCAAGG AAATAAGGGGACAAAATTACGC 260

Ad01A11834 Aradu.A01 11834 c (T)10cgaaattttattttattttattttaaattcttcggtcacctttaat(A)1066 60670303 60670368 TTGGTGTCATTTTGTTGTTTTTC CCATGATGGAGAAAGGGAAT 260

Ad01A11846 Aradu.A01 11846 p3 (GAT)5 15 60768134 60768148 GGTCATCTTGTGGGTAGCGT ACACGAAAGACCACGACCTC 244

Ad01A11847 Aradu.A01 11847 p2 (TG)7 14 60804887 60804900 GGAAACACAGTTGCAAGCATT GCAGGTAGGATGACCAACCA 266

Ad01A11850 Aradu.A01 11850 p2 (TA)8 16 60817595 60817610 TTGGATAGTCGGATCCATTG GCCTTAGGTCCCTCATTGTTT 273

Ad01A11851 Aradu.A01 11851 p3 (TTA)6 18 60821293 60821310 GCGACCCTCAGTTTCAAAAA ATAAACCGCCTTTGGTTTCC 232

Ad01A11853 Aradu.A01 11853 p2 (AT)6 12 60835240 60835251 AACACCCGCATTTGAATAAGA CCACAATGGTGAAGCACAAA 222

Ad01A11855 Aradu.A01 11855 p2 (CG)6 12 60844490 60844501 GAGGAAGGAGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 279

Ad01A11856 Aradu.A01 11856 c (GC)6acagcgtgctagcacgccgatggcc(T)1350 60844607 60844656 GAGGAAGGAGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 279

Ad01A11858 Aradu.A01 11858 p2 (GC)6 12 60857432 60857443 ACAAGGCTCCTAAAACCGCT CGGTTCTAGTTGGGTTGGAA 168

Ad01A11859 Aradu.A01 11859 p2 (TG)6 12 60862197 60862208 TTCCTGTAGAGCCTGAGGGA TAGTACGGCCTCTACCACGG 267
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Ad01A11860 Aradu.A01 11860 p3 (AGA)5 15 60875449 60875463 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad01A11863 Aradu.A01 11863 p3 (TCT)5 15 60893291 60893305 TCGAGTTTGGACAACTGACG ACACGCCTGACATTCCCTAC 246

Ad01A11866 Aradu.A01 11866 c (AT)7agaaaaaaatgcaataaaaaggggacaaaaatgtcccaaagcaaagtaataatattaatgcatatggaatgtgaattaaagagaatgcttgagtatgtg(A)10123 60911507 60911629 AAACCATATGCATTGATACTCTTG CCTAACTACCCATGATTCCCTC 268

Ad01A11873 Aradu.A01 11873 c (AT)7ag(A)10 26 60959271 60959296 TGAAGATCTTGGGAATTGGG ACCCATGATTCCCACTTTTT 226

Ad01A11876 Aradu.A01 11876 p5 (CAGTT)5 25 61007349 61007373 AGAGGACCAAACACAGCCAC TGAACTGAACTGAACTGAACTGC 246

Ad01A11877 Aradu.A01 11877 p5 (CAGTT)5 25 61007711 61007735 TGACAACACAACACAATGCAG TGTTCGGTGAACTTGCTCTG 239

Ad01A11880 Aradu.A01 11880 p2 (CT)6 12 61053563 61053574 CCTCTCACTCCATCCCACTC GTGGAAGAGGAAAAGGGGAG 248

Ad01A11882 Aradu.A01 11882 c (T)10ctttttctttttcctctttttttttcg(T)1047 61076398 61076444 TCCCCAATTAGAGGTGTCCA AAGCAAGAAAAAGCAGTGAGC 130

Ad01A11889 Aradu.A01 11889 p3 (TAA)21 63 61149536 61149598 GCAAGATTGGAAATTCTATTATGTGT GCAACATGCTCTGAATTTTGAC 253

Ad01A11895 Aradu.A01 11895 p3 (AAT)5 15 61171626 61171640 TTGTGCAACCCAATTCAATAA GCAACATGCTCTGATTTTGG 275

Ad01A11896 Aradu.A01 11896 p2 (AG)13 26 61173296 61173321 GCGCGAGAGAGAAAGAGAGA TGCATGAAGTAAAATGGCTGTT 229

Ad01A11897 Aradu.A01 11897 p2 (AT)6 12 61173978 61173989 TTGTACTTTTGCATCACCCG AAACATGTATTTTGTTTGAGTTAATGA 280

Ad01A11900 Aradu.A01 11900 p2 (TA)6 12 61187761 61187772 GGTTGTGTATGTGTTGGGTGA TTGAACCCTTACCGGATGTG 251

Ad01A11901 Aradu.A01 11901 p3 (TTC)6 18 61194453 61194470 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 207

Ad01A11903 Aradu.A01 11903 p3 (TCT)6 18 61210179 61210196 AATCTTTCCCATCCAAACCC CCTTAGGTGCCATGAGTGGT 272

Ad01A11904 Aradu.A01 11904 c (AT)8aaatatatagaaaaagagaaaagagaaaaagaaataaaacggggacaaaaatgccccaaagtaaagttcaataaaaatcaatgcatatggaatgtgaat(A)11126 61231330 61231455 GAAGATTTTTGGGAAATTGGG TCCATGATTCTCACTTTTTCACAT 268

Ad01A11905 Aradu.A01 11905 p2 (AT)6 12 61235326 61235337 GATCATACCAAGAGCTCAGGC TTCCCTTGTCGTTTATTGTTTTT 250

Ad01A11906 Aradu.A01 11906 p4 (TTCT)5 20 61236009 61236028 CTCGTTCTCAATGCCAAACA CCTCTGCCATAGGAGAGCAG 192

Ad01A11909 Aradu.A01 11909 p2 (AT)6 12 61248290 61248301 CACCATGCATGAGTTTTTCG GGGGATTGTTTGAGTTTGGA 221

Ad01A11912 Aradu.A01 11912 p3 (AGA)6 18 61303157 61303174 TGCCTTCCCTTTCCTCTTTT CTTGGCCGAAACATACACCT 190

Ad01A11913 Aradu.A01 11913 p2 (GA)6 12 61306373 61306384 AGAGGAGAAGAGAGGGTTCG TCGAAAATTCCTCACCCTTTT 209

Ad01A11914 Aradu.A01 11914 c (T)10gaaaattaaaaagatgcaattgacaccaaacttaaaacttgactctagactcaaacaagaaacaaaaaatattttttttgattttatgattttatga(T)10gtatttttcgaaaattatatattttaaaaaacaaaaac(A)10ttgttttgaaagatttttgaaaacttttttg(A)10206 61307405 61307610 TGAAGATCATGAAGAACACATGC CGGTTCATCTTGTTGCTCAG 271

Ad01A11917 Aradu.A01 11917 p4 (TATT)5 20 61320860 61320879 TTCGAATTCTCCCTCTCTTCTC TCCAATCACAATGGTGAGGA 115

Ad01A11919 Aradu.A01 11919 c (TA)7ttgtatcccctttatttaaatacttgaaa(T)1154 61356611 61356664 TTGTCCCATGTGCATTGATT GTGCTAGGTGGGAGACAACC 239

Ad01A11920 Aradu.A01 11920 c (T)12agaatcactac(T)1033 61373363 61373395 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 241

Ad01A11924 Aradu.A01 11924 p3 (ATA)5 15 61414239 61414253 TCGTGAGTTTCAGAACATTGC CGGGTCGGGGAGTAAATAAG 262

Ad01A11925 Aradu.A01 11925 p2 (CT)6 12 61423533 61423544 ACCTCTCCGTATGCTGGATG CACCAGTTGCATGCTTGATT 259

Ad01A11927 Aradu.A01 11927 p2 (CT)6 12 61429014 61429025 CCCTTGCTTCAAAACCTCAG CAAGCTGCTAAAGGGTCAGC 215

Ad01A11929 Aradu.A01 11929 p2 (TA)9 18 61435212 61435229 AAACTGTCGATAAAAATTCAACCA AGACGGAGACGGAGAACAAA 273

Ad01A11930 Aradu.A01 11930 p2 (TA)8 16 61437653 61437668 GCATTATGCAAGCCCACTAA GCAACCAAACTCCTCCAAGT 116

Ad01A11932 Aradu.A01 11932 p2 (TC)11 22 61438695 61438716 TTGCTGAATGGCTATTTCCC TCCAAGCTGGAACTGCTTCT 266

Ad01A11933 Aradu.A01 11933 c (GAA)6agagaaggcaagaaacgaaagaa(AAG)6aggaagaggaagaagaagaggaagag(GAA)5100 61442265 61442364 GAACAACGTGCAGCAAGAAA TAAACCCCAAAAATGCGATG 224

Ad01A11934 Aradu.A01 11934 p3 (TAA)5 15 61446077 61446091 AGCCCATGGAGTTTTGTTTG CCGAGATGTTATAGTTTGAGTGTCA 215

Ad01A11936 Aradu.A01 11936 p2 (TA)6 12 61448619 61448630 GTCCGGAGTGTTGGGTTGTA AGTCCATATCCCCAGGCTTT 261
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Ad01A11937 Aradu.A01 11937 c (TTA)17gttacttctttcttt(TA)984 61450659 61450742 AAACTATTTTGATAGGCAAAAATTAAG CAAGCCACGTTTCCTTTCTT 254

Ad01A11938 Aradu.A01 11938 p2 (AT)6 12 61452870 61452881 AGGGCTAGGAGTGTTGGGTT GTGTAACGACCCAATTCCCA 222

Ad01A11939 Aradu.A01 11939 p2 (AT)14 28 61482612 61482639 CAAATCCTTTGCACACCAGA TGGATTGGATGATGTTGCAT 191

Ad01A11950 Aradu.A01 11950 p2 (CT)8 16 61603837 61603852 CTCAACCACAACTGCCAAAA GCACCATGTGAAAAGGAAAGA 266

Ad01A11953 Aradu.A01 11953 p2 (AT)9 18 61627876 61627893 GAATTCTGAGCAAAAATCTAACTCAA TTGTGCAATGGTTGCATCTT 103

Ad01A11954 Aradu.A01 11954 p2 (TA)7 14 61629874 61629887 TTGCACGAAAATTGTTGAGG TTAGTTTCACCCAAGGCAGC 271

Ad01A11955 Aradu.A01 11955 p2 (TA)7 14 61632218 61632231 TTTTCAGATGCAGGTCGAGA AAGTGCAACGCTCAGGAAAG 269

Ad01A11956 Aradu.A01 11956 p2 (TA)6 12 61632461 61632472 CTTTCCTGAGCGTTGCACTT TGTCTGCATCGTCAAATAGTGTT 280

Ad01A11957 Aradu.A01 11957 p2 (TC)6 12 61637971 61637982 CGAAAATCGTCTGTGTCCCT CATCTTCAATGCGATTCATTTC 272

Ad01A11958 Aradu.A01 11958 c (T)11aatggttcgggtataatgaaacaaaacgaggaatgataagattttcattggttgatttgataagagagggttatttgtcacgtttatgtt(TA)10tgtgtgtgtgta(TG)36205 61638094 61638298 TGTCATGTGTTAGTTTGATCCC TCCTACTTTGTTCCTACATCTTGC 280

Ad01A11959 Aradu.A01 11959 p2 (CT)6 12 61641438 61641449 AGTCAGGGAACTGGCAGAGA GAACCTGGGATCGAGAGTCA 149

Ad01A11962 Aradu.A01 11962 p2 (CT)6 12 61673361 61673372 AGTCAGGGAACTGGCAGAGA GAACCTGGGATCGAGAGTCA 155

Ad01A11963 Aradu.A01 11963 p3 (AAT)15 45 61681702 61681746 CCAAACATTGACTCTTGAAATGAC AGGGCCAAATATGTTTGATTT 248

Ad01A11965 Aradu.A01 11965 p2 (AT)7 14 61683982 61683995 TATTGGGTTGAAGATTGGGC GCTGGATCATCTTTGCCTGT 134

Ad01A11968 Aradu.A01 11968 p4 (AATA)5 20 61707332 61707351 GCCGAGTAGCATGCATAACA TGTGATCCAACTTGCCAAAA 198

Ad01A11971 Aradu.A01 11971 p2 (CT)6 12 61724221 61724232 AGCCAATTGGGCATCATAAA GTTTTCGGCCCAGAAACATA 265

Ad01A11973 Aradu.A01 11973 p3 (AGA)6 18 61740065 61740082 TTAGGTGCCATTGATGGTGA TCTTCTCCCACTTAGCCGAA 163

Ad01A11978 Aradu.A01 11978 p3 (TCT)6 18 61807591 61807608 AATGGCCGAAACACAAACAT CCGGTCTTAGGTGCCATAAA 158

Ad01A11979 Aradu.A01 11979 p2 (AT)6 12 61819624 61819635 CATAGAGCCTGAGGGATGGA CCACGAGGTGCTATTTGGTT 210

Ad01A11983 Aradu.A01 11983 p3 (TTC)6 18 61901705 61901722 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 276

Ad01A11987 Aradu.A01 11987 p4 (AGTT)7 28 61922772 61922799 CCCTTCAACCATCATCCAAC TCAACCTCAACAAAGAAATCCA 236

Ad01A11991 Aradu.A01 11991 p3 (ATA)8 24 61938530 61938553 TGTTGTTTTGGCCTCTGATG ACCCCAGGAAATGTTGCATA 236

Ad01A11996 Aradu.A01 11996 p3 (TTC)6 18 61976253 61976270 AACATACACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 224

Ad01A11999 Aradu.A01 11999 p2 (AT)11 22 62013413 62013434 TAAAGTGAAATTCAAAATTTAGAGGA TTCTTTGCAAAAACATATGACAA 213

Ad01A12002 Aradu.A01 12002 p3 (GCC)5 15 62014394 62014408 CCAATGCCTTCTCTCTCCAT GAGCTCGTGTGACGATGAAA 136

Ad01A12003 Aradu.A01 12003 p3 (AAT)8 24 62019620 62019643 GGAACAACAAGGGTTTTAGCA AATCTCCGTGTGATTCGACC 261

Ad01A12006 Aradu.A01 12006 p2 (GA)20 40 62040286 62040325 TGCTCACAATGGGACAAAAA TGGAAGTTGAAAGGGTGAGAA 170

Ad01A12009 Aradu.A01 12009 p2 (AT)6 12 62043862 62043873 AAACAGAACTCATCGCAGCA TTCCCCCTTGAAAAATAGCA 228

Ad01A12012 Aradu.A01 12012 p3 (TAA)5 15 62053976 62053990 AAATGAGTGTGAGAGTTTTTCTTTTT GACCATGGTGTTATCATGTATGC 279

Ad01A12013 Aradu.A01 12013 p3 (TTA)19 57 62054468 62054524 AACGACACCTCGTAGGAAAAA GTGGCAAGTTGTTACTTTAATGG 258

Ad01A12014 Aradu.A01 12014 p2 (CA)6 12 62055423 62055434 CCCTAACCCTAACACACCCA ACCCCCTCTCACTCTCCATT 176

Ad01A12015 Aradu.A01 12015 p3 (TCT)5 15 62059210 62059224 TCAAAACCACAGAACCACCA GCGAGCTAGAGAGCCACAGT 204

Ad01A12017 Aradu.A01 12017 p2 (TC)13 26 62087004 62087029 TGTCGAAAATATCTCATCCCTTT CAGAAGGGTGAGGATAGGGG 243

Ad01A12018 Aradu.A01 12018 p2 (CT)7 14 62091249 62091262 TTCATCATGGACCTCACAGG AGGAGATGGAGGGATGTGTG 161
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Ad01A12019 Aradu.A01 12019 c (TCT)5attctttctttctttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1087 62091375 62091461 ATCTCTTTCCCACCCAATCC CCTTGAGCTGGAAGCTTTTG 234

Ad01A12020 Aradu.A01 12020 p2 (TA)9 18 62096224 62096241 TGAGGAAGGTGGAAGAGGTG TTCATTTTGGACTTCACCTTGA 253

Ad01A12028 Aradu.A01 12028 p2 (GC)6 12 62177551 62177562 GGTCCAGCATGAGAAAGCAT CCAGTTGGGTTGGAAAGCTA 220

Ad01A12030 Aradu.A01 12030 p3 (TCT)6 18 62188396 62188413 TACCTTGGCCGAACCTACAC ACTCGGAGGTGGAAGCTTTT 253

Ad01A12032 Aradu.A01 12032 p2 (AT)8 16 62202393 62202408 GTGTGGGGAACTGTGGAAAC CTGGGGTAATTTTGTCCCCT 237

Ad01A12033 Aradu.A01 12033 p2 (AG)6 12 62203721 62203732 AGTTCTCGGCTCAGGAAACA GGAATTGAGAAGAAGCAACCC 188

Ad01A12034 Aradu.A01 12034 p3 (AGA)11 33 62208957 62208989 GCTTTTGTCTTCCCTTTCCC CCTCTCTCCCTCTCCTCCAT 197

Ad01A12040 Aradu.A01 12040 p4 (TTTA)5 20 62240385 62240404 AATGGTGCTTTTTCACCCAA TCATTCTAACAAAACTCCAAACACA 272

Ad01A12041 Aradu.A01 12041 p2 (CT)6 12 62241809 62241820 CATTTTGGTATCCTTGATTTCATC GCAAGTGTACGAAATCGCAT 246

Ad01A12043 Aradu.A01 12043 c (T)10gtgtttttcgaaaattaagtg(A)1041 62256194 62256234 GCATGCAATTGACACCAAAC AATTCCTGGACCGGAGTCTT 188

Ad01A12045 Aradu.A01 12045 c (AT)7(GT)23 60 62277490 62277549 TGATAAGTCAAGCGGACATTTG CGGCCATTCAGCTATGTTTT 244

Ad01A12050 Aradu.A01 12050 p3 (ATT)6 18 62284050 62284067 TTGATTTTTCTTGGCATTTTCTT AAGGAAAAACATGGTAAATTGCAT 236

Ad01A12051 Aradu.A01 12051 p3 (TAC)5 15 62291267 62291281 TCATGTCTGGTGATGATGAGAA AGCTGAAGCGCCAGAAATTA 274

Ad01A12053 Aradu.A01 12053 c (T)11aaaaaattcagatttcaatttcaaaatttttcaaatcttatccttttaagtttaaaaaaataaaaaaataa(AAT)597 62324880 62324976 TTTCGAAAACAAGGAGCATT TGAGGAGAGAGAAAGTGGTTAGG 275

Ad01A12056 Aradu.A01 12056 p2 (TC)7 14 62345948 62345961 TTTCGAAAATATCTCATCCCTTC GAGGCAGTGATTGGAGATGAA 217

Ad01A12057 Aradu.A01 12057 p2 (TA)6 12 62361338 62361349 TGTTTTTCAGATGCAGGTCG TAAAGCTGAGGTGGCAAGGT 247

Ad01A12060 Aradu.A01 12060 c (CT)9t(TC)19 57 62366778 62366834 TGTTGGTTGGGTCATTTGAA GAAAAGGGATGACGCTGGTA 276

Ad01A12061 Aradu.A01 12061 p3 (AAT)5 15 62367278 62367292 CCCACGGAGATTGTTGGTAT ACAACGGTGATGCCCTACAT 271

Ad01A12062 Aradu.A01 12062 p3 (TCT)5 15 62377549 62377563 ACCTCCCCTACTCTCCTCCA TTTCCATCTCCCATGACTCC 210

Ad01A12065 Aradu.A01 12065 c (A)10gaagaaaaagccactgaaaaagggcaaccaaaaagc(A)1056 62439697 62439752 GGTGGTATGCATGCTTGATT AAGTTCAAACCATTGGTGCC 221

Ad01A12066 Aradu.A01 12066 p3 (AAG)5 15 62458449 62458463 TGCCATTGATGGTTATGGAA ACCGAACCCACACATCTCTC 144

Ad01A12068 Aradu.A01 12068 p3 (TCT)5 15 62482364 62482378 TAGCGTGGCTTTTGTTGTTG AGGAAATGCGAAAAGGTTGA 244

Ad01A12070 Aradu.A01 12070 p3 (TTG)7 21 62501109 62501129 GAAGTGCCAGGAAATGTGGT GGCATTCCCCAACATCATAC 227

Ad01A12074 Aradu.A01 12074 p3 (AGT)5 15 62541910 62541924 AATTCATTAGGGGGCTCTGG GTGGGGTTAATGGATCATCG 259

Ad01A12075 Aradu.A01 12075 c (CA)7gacactcactgtaagagtcctgtgacttaccggagcacaa(AC)666 62554363 62554428 ATCTGCCCAACACACTCACA GACTTGTCATCAATGCTCCTG 160

Ad01A12076 Aradu.A01 12076 p3 (AAG)5 15 62562276 62562290 GGATCGTAGGTGCCCTATTG TTGATGCAAAAAGGGAAACA 279

Ad01A12079 Aradu.A01 12079 c (AT)13gtatgtatgtatatac(AT)654 62591360 62591413 CATGCCGTAAAGCAAAGGTT TTCACGCTTTGTAATTCCGT 173

Ad01A12080 Aradu.A01 12080 p3 (GAA)5 15 62601842 62601856 ACGGAAGGGAGGAGGAGATA ATAACCCTAATGCGCGACAC 204

Ad01A12081 Aradu.A01 12081 p2 (TA)6 12 62608696 62608707 ACGAACCGCTCTGATACCAC GTGAATGTTCGCGCTTTGTA 133

Ad01A12085 Aradu.A01 12085 p2 (TA)6 12 62632829 62632840 ACAGAGTTTGGAAGCCAGGA CTCCTTTGTCCTTTTCGTGC 265

Ad01A12087 Aradu.A01 12087 p3 (AAT)7 21 62637666 62637686 CCTTGAAGGAAAAGAAACAGCA AGAAAGTGGTGCTCAAAGCC 253

Ad01A12091 Aradu.A01 12091 p2 (AG)6 12 62653585 62653596 CCTGGTAAAAAGATCATCCTTGA TAGCCCAAATCCAAGTCCAG 199

Ad01A12095 Aradu.A01 12095 c (AAT)5aaagaaatagaagaaaacggcacaatccaaaaatt(A)1161 62664420 62664480 AAAAGAATACCCTCCAAGGCA TCACTAGGATTTTGGGTGGC 230

Ad01A12096 Aradu.A01 12096 p3 (TGC)5 15 62667061 62667075 TCACCATCCCCTCTATGCTC GAGAGGCATAAACCCTCGTG 233
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Ad01A12099 Aradu.A01 12099 p2 (TA)6 12 62673932 62673943 CATATGCAATTCTCCCTCTCTTT TCTCGTGCTGATAACGTGTTG 176

Ad01A12100 Aradu.A01 12100 p3 (AAT)9 27 62684127 62684153 CACGAAGAAGATGGCACAAA CAACATCAACACCCTAATAATCACTC 274

Ad01A12106 Aradu.A01 12106 p2 (TG)12 24 62728219 62728242 TCCCTCCGCATAACTTGTTC TCCTAACTCAGCCCGTGAAG 157

Ad01A12110 Aradu.A01 12110 p3 (GGT)5 15 62739355 62739369 ATTACCCCGCCTTTTCTTGA CCGTTTTCCAAATTTTGCTC 257

Ad01A12118 Aradu.A01 12118 p2 (TA)6 12 62776778 62776789 CACGATTTCGCTTGAAAATG GGGTAGCAAAACCATCTAGGC 223

Ad01A12119 Aradu.A01 12119 p3 (TAT)5 15 62782927 62782941 GTACAACCTCCGTCCCTGAA ACCACACCCACAATCTACCC 277

Ad01A12123 Aradu.A01 12123 p2 (AG)6 12 62810254 62810265 CGGAAAAGCACACCAAACTT TTACAAAAACACGTTCGGCA 126

Ad01A12127 Aradu.A01 12127 p3 (TAT)18 54 62837349 62837402 AGTGAGTTATGAATTATGGACCAGT TTTTGTTTTTCAATCATTTCTACGA 238

Ad01A12128 Aradu.A01 12128 p3 (GAA)5 15 62863999 62864013 AAGGGCGAGTGTCAAAAATG TTGGTGCATCTTCCTCCTTT 224

Ad01A12129 Aradu.A01 12129 p3 (ATC)7 21 62880956 62880976 AGGCTTCTCGGCAGTATCAA CCTTTCCCTTTTTAGCCTGG 264

Ad01A12130 Aradu.A01 12130 p2 (AT)9 18 62889362 62889379 CTTGGGACATTGGTTGAGGT GGGCATTTTTGTCCCCTATT 226

Ad01A12135 Aradu.A01 12135 p2 (TA)6 12 62934449 62934460 TTTTGCCCCTAATCTCGTTG TCATACCTTGACCGATTCCC 143

Ad01A12136 Aradu.A01 12136 p2 (AG)8 16 62939027 62939042 GAATTGAAAATTGGGCGCTA CCACCCTCTCCTCTCTCTCA 199

Ad01A12137 Aradu.A01 12137 p2 (AT)13 26 62939401 62939426 CTCAAGCTCCATTTTCAGCC CAAGGCAACTTCAACAAGCA 262

Ad01A12140 Aradu.A01 12140 c (T)10gtttagatacattagttttcaagtctac(TA)650 62955327 62955376 ATGGCCACGGTACAATTCAC GGATTGTTCACGTCCCACTC 256

Ad01A12143 Aradu.A01 12143 p3 (CTT)6 18 62957143 62957160 TTCCTCTTTCTCCCCCTCAT ATCGTCGTGTTTCTCCTCGT 156

Ad01A12146 Aradu.A01 12146 p3 (GTG)6 18 62961555 62961572 AGAGATCTGACGGCTGAGGA CAATTCCATTCCCCATTCAC 272

Ad01A12149 Aradu.A01 12149 p3 (TTC)5 15 63005893 63005907 ACCCCGACAGTTCCAACTTA GGAAAAGAGGCTCACAATGG 279

Ad01A12150 Aradu.A01 12150 p3 (TTA)17 51 63029731 63029781 AGCGTAAATTTGCAGCCAAC AGCCAATATCCACCGTCTTG 270

Ad01A12152 Aradu.A01 12152 p5 (ATTCA)5 25 63031370 63031394 TGCGAGTTTCAAAACCAAAA GAGGTTTGGAGCATTGGTTC 101

Ad01A12156 Aradu.A01 12156 p3 (CCT)5 15 63046139 63046153 TTTCTTCTCCATCTGCGCTT TGTGACACACAAACTCAATTCG 219

Ad01A12158 Aradu.A01 12158 p3 (AGA)5 15 63047050 63047064 AGAAGGAGGAACCCGAAAAA TTCATTCAAATAGCCGGTCC 176

Ad01A12159 Aradu.A01 12159 p3 (AAT)20 60 63047171 63047230 GGACCGGCTATTTGAATGAA GCAAAAACATCTGAATGGCA 265

Ad01A12160 Aradu.A01 12160 p2 (TC)11 22 63048453 63048474 TCTCTCAAACCACGTTGGC GCAACTGCCACAAATTCAAA 280

Ad01A12161 Aradu.A01 12161 p2 (AC)8 16 63048993 63049008 TACCAAAATGTCCCGCTTTC TTTGTAAGGAGGGATAGGAGTCA 274

Ad01A12162 Aradu.A01 12162 p2 (CT)6 12 63064384 63064395 TGACGACAACTCCTTCGACA TCAGTCCTCTCCTTTCCCAA 269

Ad01A12165 Aradu.A01 12165 p2 (GC)6 12 63091731 63091742 TACTGGCACAACCACTTCCA GGGTGGTATAGAGGAGGGGA 186

Ad01A12167 Aradu.A01 12167 p2 (GC)6 12 63108568 63108579 CAAGCAAGTGCAAGAAAAGAAA GTTGTGCGAGCTTTATGCTG 261

Ad01A12169 Aradu.A01 12169 p2 (CA)7 14 63117428 63117441 AAAACAAGAACTTGGCCTTGA ACCATCGCATGTTTTGAACC 277

Ad01A12174 Aradu.A01 12174 p3 (GGT)5 15 63130084 63130098 GCTCGACAGTCCATCACTCA CGAGACCACGACACAAGAAG 277

Ad01A12180 Aradu.A01 12180 p3 (AGA)6 18 63150868 63150885 CTGGCCTTAGGTGCCATAAA ACCCTAAATGAACGAACCCC 253

Ad01A12181 Aradu.A01 12181 p3 (AGA)6 18 63166479 63166496 AGCGATGCTTTTACCACACC ACCCACACCTCTCTCCCTCT 109

Ad01A12182 Aradu.A01 12182 c (TC)9c(CT)9 37 63190618 63190654 GCAGCTAAACCAGGATACTTCTTG GCCCATTTTTGCTGAGTGTT 232

Ad01A12184 Aradu.A01 12184 p2 (CT)9 18 63238791 63238808 TCTTTTTCAAAACCACCTAACCA TGAGAGGAGAGAGGGGATGA 237
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Ad01A12186 Aradu.A01 12186 p5 (AAGAT)6 30 63257806 63257835 CTAAAGGGCCCGAATAGAGG GGTGGTACCTGCAAAGGACA 274

Ad01A12187 Aradu.A01 12187 p5 (AAGAT)5 25 63260328 63260352 GCCCGAATAGAAAAACACGA CCTACAAGGGACTCCAATGC 255

Ad01A12188 Aradu.A01 12188 c (TTC)5atttgctgccttcagtagctcgcctagcccccttcttcttct(TTC)21120 63290857 63290976 GCAGTGACCAGTGTGCGTAT CGCCGAAGAGAATACTGGAG 267

Ad01A12189 Aradu.A01 12189 p3 (TTC)6 18 63321509 63321526 TCTTCCCAATTACCCCCTTC TAAAATATTGCTCGCCCTCG 274

Ad01A12191 Aradu.A01 12191 p2 (AG)14 28 63343111 63343138 TCCGCTCATCTGCTGACTTA AGCACAATTCCTGCGCTACT 270

Ad01A12192 Aradu.A01 12192 p2 (AT)8 16 63344708 63344723 GCTTGAGCTTGGATTTGAGC CAAAAATAATGCCAAAAAGCG 269

Ad01A12200 Aradu.A01 12200 p2 (TC)7 14 63412067 63412080 TCGAAAATCACATTCCTCTTTTT GAGAGAGAAGAGAAGAGGGTTCG 246

Ad01A12205 Aradu.A01 12205 p3 (ATG)6 18 63438801 63438818 CGTCTGTTATTTGGACCAACTCT GGAAAATTCAACGAATCAGCA 279

Ad01A12206 Aradu.A01 12206 c (GT)6(AT)6 24 63440048 63440071 CCTAAAACATGTCAGTTTGTTGC ACCAAAGGAGCATGCAATTC 266

Ad01A12207 Aradu.A01 12207 p3 (ATA)6 18 63440977 63440994 CGAATTCATTTTCGCAGTTG GCCCATGCCACAACTTATCT 228

Ad01A12210 Aradu.A01 12210 p2 (GT)6 12 63444257 63444268 AAACTAACGTGGCTTGCTTGA TGCACCAAATGGAAAACAAA 239

Ad01A12211 Aradu.A01 12211 p2 (TC)10 20 63445088 63445107 GTTTTCATGGTGTGGCACTG GTGTGAATGGAAGCTGCAAA 259

Ad01A12213 Aradu.A01 12213 c (T)10attttcaataaattctcaatttcgtccctaacttagaataaaataaaaaaccaacagaaaatatgttttttttcttatttccaaatttgtttg(A)11gagaaaacaaaagataaaaataaaaaacaaaaatttgttgttactgttttc(T)14179 63446345 63446523 CCCTAGGTTCTTCACTTATTGGA AAGGTGCATTTAGTTTGTGTTTTT 278

Ad01A12215 Aradu.A01 12215 p3 (TCT)6 18 63449163 63449180 GGACGGGTGAAGAGTGATGT ACGAGAGAGGAAGAAAGGGC 192

Ad01A12216 Aradu.A01 12216 p3 (AAG)11 33 63450237 63450269 ACCTCGATTGGTTCTGTTCG GGACATTTTCGTCCCTCAAA 133

Ad01A12217 Aradu.A01 12217 p2 (AT)7 14 63450458 63450471 TTCACATCAATAGTATTTGGAACAGT TTTTATTCCTCTAATTTTGGGTGA 265

Ad01A12219 Aradu.A01 12219 p2 (GA)6 12 63471975 63471986 GTACAGTAGGGGGTAGCGCA TCTTCTCTCACCATCACCCC 222

Ad01A12221 Aradu.A01 12221 p2 (GT)6 12 63486504 63486515 TTTTGGAGCATTTCAATCACA AAAATGAGGTGTGTGGGTCC 131

Ad01A12223 Aradu.A01 12223 p3 (GAA)5 15 63490331 63490345 CCGGTCTTAGGTGCCATAAA CCTCCATTTTTCTTCCCCAT 270

Ad01A12224 Aradu.A01 12224 p2 (GA)7 14 63493550 63493563 GAGAGGGGGTCCGAATTATC CACCTAACCACTTTTCCACTCC 149

Ad01A12230 Aradu.A01 12230 p3 (AGA)5 15 63508817 63508831 CCTTAGGTGCCATCAATCGT TCCATCATCTCTTTCCCACC 187

Ad01A12231 Aradu.A01 12231 p2 (GA)6 12 63512136 63512147 CAAGGGTGAAGATAGGAGCAG TTTTATTCCCCCTTTAATTTTCG 134

Ad01A12233 Aradu.A01 12233 p3 (TTC)7 21 63533040 63533060 TCACATCCTCCCACTCTTCC AGAATATTGCTCGCCCTTGA 259

Ad01A12235 Aradu.A01 12235 p2 (TG)31 62 63543643 63543704 TATGCTCGGACCGGTTATCT GCTTTTGAAGAAAAAGGGGG 242

Ad01A12241 Aradu.A01 12241 p3 (GAA)5 15 63578053 63578067 CCACATTATGCAGAAAGCGAT TCTCCTCCTCATTCTCCTCG 276

Ad01A12243 Aradu.A01 12243 c (T)10gtttcttcataaattaacgaagaaatcagagcacatagcttttccctctacagagttaaaaaactgtgaatgtgacaaagaatctg(A)10106 63578885 63578990 TTTGCAATATATTTTTAGGGATGAA GTTCTCCATGCAACCGAAGT 206

Ad01A12244 Aradu.A01 12244 c (T)10gggtgtttaattaaacatggtatattcacattgcgtattctatttctttattattatta(T)1180 63580919 63580998 TAAGCAGCGCCAGAGATTTT CATTTGATTGATTTCGGGCT 269

Ad01A12245 Aradu.A01 12245 c (CCA)5ttatcatcatgg(TCA)5gaacttctccaaaattaaccagaagtagaacagaagtccaaattgaaccagaatccaccaccaccactaccattatcatcatgg(TCA)7147 63585093 63585239 ATCAACAGAAGCCCAAGCTG TGGGCGCTAAGTTTTGTTGT 278

Ad01A12246 Aradu.A01 12246 c (TGG)7cggattctggtttagtttgggcttctgttctgcttctggttaattttagttgatcttggggaagtt(ATG)7aacatgatgataac(GGT)5137 63586308 63586444 TGATTCCGTTATCATTGTTGTTG CAGAAGCACAAGCTGAACCA 267

Ad01A12247 Aradu.A01 12247 c (ATG)5accataatgacaatggtggtggttgtggtgggttctggttcagtttggacttctgttatacttctagtaaattttggttgattttggagaattc(TGA)6127 63587471 63587597 GGTGGTGGTGGTAGGTTCTG ACCACCGCCATTATCATCA 264

Ad01A12248 Aradu.A01 12248 c (T)10cattttttttctttc(T)1035 63599959 63599993 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 252

Ad01A12250 Aradu.A01 12250 p3 (TTG)6 18 63613934 63613951 ATGTAGCCGACCCCACATAG CCATGGAGGCATGCTATTTT 252

Ad01A12256 Aradu.A01 12256 c (T)10ggttaatattgcctcttactcacccatctcaggttacgtcattacgacgatgatcatctttaccaattaccaggtatgt(TTTA)7117 63657073 63657189 CCTTTCTGGTAAGCTCGTCG TTCTGCCAAAGACCATCTCA 210

Ad01A12257 Aradu.A01 12257 p3 (ATG)6 18 63658261 63658278 ATTTTCGGAGAGGGTGGAAT CACTCGTTCCCCAACACTTT 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A12258 Aradu.A01 12258 p2 (TC)9 18 63667124 63667141 AACGCGTCATTACGAAAAATG AAGATGATTCGCCTCCCTTT 269

Ad01A12259 Aradu.A01 12259 p3 (CTT)5 15 63678693 63678707 TGACTTTCCCATGGAGGTTC ACCCCCAGTGAACAAGACAG 123

Ad01A12260 Aradu.A01 12260 p2 (AG)8 16 63680326 63680341 TGAACCTGGATCGAAAGTCAC AGGAACGCAACCCAGTTTTC 230

Ad01A12261 Aradu.A01 12261 p3 (AGA)6 18 63791187 63791204 TTAGAATGTTGCTCGCCCTC CCCTATCCATTCTTCCCCAT 256

Ad01A12264 Aradu.A01 12264 p2 (TC)7 14 63833232 63833245 TTTGGTGTTTCTTGTTAGTGAATTTT GAAAAAGTCAAAGAAAGATTTTGAA 279

Ad01A12266 Aradu.A01 12266 p2 (GA)6 12 63864142 63864153 GTTAGTGGCTGTGGATGGCT TCCCTCAACTCACAACACCA 220

Ad01A12271 Aradu.A01 12271 p3 (TTC)6 18 63927610 63927627 ATGGCCGAACCTTAACTCCT GCTTTTGTCTTCCCTTTCCC 217

Ad01A12272 Aradu.A01 12272 p2 (AG)7 14 63945641 63945654 TTTTTGGGGAAGAGGTGTTG CAGAATTGGCACAAAGAGCA 164

Ad01A12273 Aradu.A01 12273 p3 (AAG)5 15 63953126 63953140 AGAGTCCAAGCCAAGGCTAA TGGTTGGTAATTCCCCAATG 248

Ad01A12275 Aradu.A01 12275 c (T)12gaggtttctctggccttaggtgccattaatggtaatggaaaagc(A)1066 63958736 63958801 GAGGAAAGTGCATCCCTTGA TCTTCTTTTGCTCGAGGACG 265

Ad01A12280 Aradu.A01 12280 p2 (AT)9 18 63989927 63989944 TGCTTAGTGGGAGACAACCC CGTGGAACTTTCTGGGTGTT 251

Ad01A12281 Aradu.A01 12281 p2 (TA)6 12 64009237 64009248 TTTCGGTACTTGCACATTTTTC TTGTTAACTAGCTCACATTTGTTGC 273

Ad01A12282 Aradu.A01 12282 p3 (AAC)5 15 64012719 64012733 CGAACCCTCAGGAGATCAAG GCTTCCACAATGTCTGGGAT 195

Ad01A12286 Aradu.A01 12286 p3 (AAT)13 39 64068826 64068864 ATTGTTGGTCAGCGACATGA TATGGACGGGTAATCGGGTA 277

Ad01A12288 Aradu.A01 12288 p3 (AAT)5 15 64091712 64091726 GCAGGAACAAGGATAAAGGC TTGGACGTTGGTTTTGTGAA 236

Ad01A12289 Aradu.A01 12289 p3 (TTC)6 18 64095413 64095430 CACAACACAACCCCCTCTTC CAGCCTTAGGTGCCATTGAT 184

Ad01A12291 Aradu.A01 12291 p2 (CT)9 18 64160070 64160087 TCAAAACCACCTAACCACCA AGAGGGAGAGAGAGGGTTCG 179

Ad01A12295 Aradu.A01 12295 p2 (AG)9 18 64246256 64246273 CGACGTGAAGAACAACGAGA AAGTGTGAACCCTCTCCCCT 263

Ad01A12296 Aradu.A01 12296 p3 (AAG)5 15 64266645 64266659 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 195

Ad01A12298 Aradu.A01 12298 p3 (TTG)5 15 64282513 64282527 GGGGCTAAGATTCAACTCCC CATCCAAAATTTATGCTTCGG 251

Ad01A12299 Aradu.A01 12299 p4 (TTCT)5 20 64289066 64289085 TGGGAGACATAGGCACATTG GGCAATCGAGAGCATTGAGT 134

Ad01A12303 Aradu.A01 12303 p3 (GTA)6 18 64292145 64292162 TGATGATGAGGAAGGTGTCAG TTCAGTTCTTTCCACCAGGC 214

Ad01A12307 Aradu.A01 12307 p2 (TA)9 18 64319569 64319586 ACCAATCTTTTTGGGGGTTC TTAGGATTTGGGTCGTGCTC 275

Ad01A12309 Aradu.A01 12309 p2 (AT)9 18 64368111 64368128 CGTAGGCATGGACAGAACAA TTGACGGACTTAGAGGCTTGA 249

Ad01A12310 Aradu.A01 12310 p2 (TC)8 16 64374047 64374062 GTGAATAATGCCACCATCCC CCAAAGTTGCGTCAAACAGA 173

Ad01A12311 Aradu.A01 12311 p2 (TC)6 12 64422101 64422112 GTAAACGGCTCATCAATCGG AGTTGGGCCAAACAGACAAA 223

Ad01A12315 Aradu.A01 12315 p2 (AG)6 12 64450106 64450117 AGATCCAAGCCCAAAGAACA CATGAATGGTCCATAGCCAA 233

Ad01A12316 Aradu.A01 12316 p4 (AAAT)6 24 64475957 64475980 GTGGTGGCAACACTTTTTGT TGGCTTTTTCTGCTTGCTCT 251

Ad01A12321 Aradu.A01 12321 p2 (AT)6 12 64516727 64516738 CACAACATCCAATCACAACCA GTTGAAGGTGGAGGACCGTA 274

Ad01A12330 Aradu.A01 12330 p2 (AT)6 12 64558284 64558295 TTGAATGAAGTCGCCCCTAC ATTCAACTCGTTCGGATCGT 208

Ad01A12331 Aradu.A01 12331 p2 (AC)7 14 64558613 64558626 TGCTTCTTGGTGGATTTTCC CGCTGATGAGCTTCATTGAT 279

Ad01A12333 Aradu.A01 12333 p3 (TTA)12 36 64560708 64560743 GACATCCATTGCAAATACTCAAA GGTTATGGTTACAAAGGAAAAAGAA 219

Ad01A12334 Aradu.A01 12334 p5 (TTATC)5 25 64633072 64633096 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192

Ad01A12335 Aradu.A01 12335 p5 (TTATC)5 25 64646257 64646281 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192
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Ad01A12336 Aradu.A01 12336 p2 (TC)6 12 64648204 64648215 GGAACATTGAACTTGTGATTGAA AAACGCTGGAAACGATTTTG 223

Ad01A12337 Aradu.A01 12337 p2 (CT)6 12 64654379 64654390 CCAATTAATCAACCAAAGCCA GCAGAGACTCAAGGGAGGAG 280

Ad01A12338 Aradu.A01 12338 p2 (CT)6 12 64675917 64675928 TCAACCAAAGCCAAGAATGT CAAGGGAGGAGATCAGACACA 278

Ad01A12339 Aradu.A01 12339 p2 (CT)6 12 64683439 64683450 CCAATTAATCAACCAAAGCCA TGCAGAGACTCAAGGGATGA 271

Ad01A12341 Aradu.A01 12341 p2 (AG)8 16 64702514 64702529 AGCGCGGAGCAGTAGAATAA CATTCGTGCATCCTAACCCT 218

Ad01A12342 Aradu.A01 12342 p4 (AAGA)8 32 64723463 64723494 TTACGCCTCCGTGATTCTCT TTTAGATTGGGGAGTGGTGC 245

Ad01A12344 Aradu.A01 12344 p3 (GAA)5 15 64759140 64759154 TCAAGCAACCAGAAACAACAA TCTTCTTACCGCCGTACCAC 236

Ad01A12345 Aradu.A01 12345 p3 (AAG)21 63 64759316 64759378 ACAGATGGCAGGGCAATAGT CACCTGCCGCTTCTTTTT 134

Ad01A12347 Aradu.A01 12347 p2 (AT)6 12 64760199 64760210 GGGACGCCAAGACAATTCTA GATCGCATGGAGGATCAGTT 189

Ad01A12354 Aradu.A01 12354 p2 (AT)7 14 64866211 64866224 CGAAAAATTTTGAAATTGAAATCTG TCCTTGGTATTTTCCCTCCA 205

Ad01A12356 Aradu.A01 12356 p3 (TTC)5 15 64876064 64876078 GAACCCTACCCCTCTCTCCA AAGCTTTTGCCTTCCCTTTC 277

Ad01A12357 Aradu.A01 12357 p2 (AT)11 22 64894618 64894639 TTTTGTGTGTTTTTCTCTTTCATCA CCAGAGTCCTCCTGGACTGA 262

Ad01A12358 Aradu.A01 12358 p3 (TTC)5 15 64905833 64905847 GATGGATTGGGGGAATTCTT CAAGGTTCCCATAAAACCCA 270

Ad01A12360 Aradu.A01 12360 p2 (CT)8 16 64909378 64909393 CTCTCCCTTTCTCCCTCCAT AAAAGGAAAAGGCGAAGAGG 176

Ad01A12361 Aradu.A01 12361 p3 (CTC)7 21 64909755 64909775 CCCATTTCTCTCTCTCCCCT CCGATCGAGTCTCGTAGAGC 275

Ad01A12364 Aradu.A01 12364 p5 (TTATC)5 25 64918426 64918450 TGTGGAGTGACCTTTCTGGA CAGAGGAACACGACCCAAAT 142

Ad01A12365 Aradu.A01 12365 p5 (TTATC)5 25 64924341 64924365 CCTGGGTGCTCCAGTGTATT CAATGCTCGACCTCTTCACA 235

Ad01A12367 Aradu.A01 12367 p5 (TTATC)5 25 64932885 64932909 CCTGGGTGCTCCAGTGTATT TAAAGGGACACAGCCCAATC 171

Ad01A12368 Aradu.A01 12368 p3 (CAT)5 15 64941752 64941766 GAGGCTTTGGCAGAAGTGAC AGAGGTGATGGAGCTCAGGA 248

Ad01A12369 Aradu.A01 12369 p2 (CT)6 12 64946294 64946305 CCAGTTTTCACCCCAGAGAA AAACCTGGGATCGAGAGTCA 218

Ad01A12370 Aradu.A01 12370 p2 (CT)6 12 64953581 64953592 TTCTGACCCAGTTTTCGACC AAACCTGGGATCGAGAGTCA 225

Ad01A12372 Aradu.A01 12372 p5 (TTATC)5 25 64969156 64969180 CCTGGGTGCTCCAGTGTATT GACCGACCTCTTCGAGTCAG 229

Ad01A12382 Aradu.A01 12382 p2 (CA)69 138 65046955 65047092 CTTTTCGTGATCCAGCCTTT GGTGCCAGCTTAGGGACTTT 279

Ad01A12383 Aradu.A01 12383 c (AT)9agctctgggttgcattaagcaactaatatatatattaatatagctctgggttgcatcaagcaacta(AT)798 65055369 65055466 CTCTGAGAAGCGGAAAATGG TTGATTGATGCAACCCAGAG 245

Ad01A12384 Aradu.A01 12384 c (AT)7(GT)27 68 65059649 65059716 ACCTTCTTGTGCTTGCCTTT AAGCTCCTAACTTAGCCCGC 261

Ad01A12387 Aradu.A01 12387 p5 (TTTAT)6 30 65147788 65147817 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 259

Ad01A12393 Aradu.A01 12393 p2 (GC)7 14 65213029 65213042 GCCATTAGCCTAGTGTTGGC GGGAGTTTTTGGGCATTTCT 143

Ad01A12396 Aradu.A01 12396 p2 (TA)6 12 65255043 65255054 ATGTCCCTTCGGGTTTTCTT AGATGGCAAGGCATTACGAC 236

Ad01A12398 Aradu.A01 12398 p4 (TTAT)5 20 65260850 65260869 GGCTAAACCTCAGTACGTAAAACAA TTTGATCAGAGTCTCGTGCTG 254

Ad01A12404 Aradu.A01 12404 p3 (ACA)17 51 65293587 65293637 GTGTTCGGTTCATCCCTCAC TGATGTTCTACTTGTGCGCC 204

Ad01A12405 Aradu.A01 12405 p3 (AAT)7 21 65294040 65294060 AAAGGTGAAACGTGCGAAAG AGTGAAAATGGTACGGCTGTT 280

Ad01A12410 Aradu.A01 12410 p3 (AAT)5 15 65306470 65306484 GCCTCCTCTGAAGGAAAAGC AAAGGCTTGCTATTGCCAAA 203

Ad01A12411 Aradu.A01 12411 p3 (AGA)6 18 65331396 65331413 GCTTTTGTCTTCCCTTTCCC CCTACCCTCTCTCACCTCCC 271

Ad01A12413 Aradu.A01 12413 p3 (CAT)6 18 65342622 65342639 TTGTTGGAGTTGAGGAAGGC TTCGAGCTGACTATGCCAAA 246
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Ad01A12415 Aradu.A01 12415 p2 (CT)21 42 65370520 65370561 GGAACATTGAACCTGGAATGA AACACTGGGGATGATTTTGG 279

Ad01A12417 Aradu.A01 12417 p2 (CT)7 14 65378139 65378152 TGGAATGGAAAAATCATAGCC GACATGCGCGATCTGTAGAA 267

Ad01A12419 Aradu.A01 12419 p3 (TCT)5 15 65390118 65390132 CTTCTTTCTTGTGGTGGGGA ACGATTTTGAGCCGAAGAGA 174

Ad01A12420 Aradu.A01 12420 p2 (AG)15 30 65398134 65398163 GTGCTAGGTGGGAGACAACC GAACCCTTCTTGCACAGCTC 276

Ad01A12426 Aradu.A01 12426 c* (ATA)5(AATA)6*aaatact(A)1052 65461619 65461670 CCTGCTTTTCTCCTTCCTCC GATTGCATTGAGGCTCGTCT 239

Ad01A12432 Aradu.A01 12432 p2 (AG)7 14 65528580 65528593 GTTCTTGTCCTTGCTCCTGC CCTTTTCCTTTTAATTATTTCCGA 269

Ad01A12433 Aradu.A01 12433 p3 (AGA)5 15 65535024 65535038 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 246

Ad01A12435 Aradu.A01 12435 p3 (CAT)6 18 65579775 65579792 TCAATTGTTCCATCTGGACG CCGAGCTTGACCTGACTCTC 217

Ad01A12437 Aradu.A01 12437 p3 (AGA)9 27 65663563 65663589 TGCCATTGATGGTAGTGGAA TCAAAAACATTTTCCCACCC 277

Ad01A12438 Aradu.A01 12438 p2 (CT)6 12 65679749 65679760 TTGGCAGAAGGAGCATTTTT CTTAGACGGTTTGCTCGTCC 152

Ad01A12439 Aradu.A01 12439 p2 (TC)6 12 65691904 65691915 AAGACATATCTTTTTCAAAACCTCC CCATGATGGAGAAAGGGAGA 263

Ad01A12443 Aradu.A01 12443 p2 (TA)6 12 65710902 65710913 ATGCAGTTTGTGCATCTTGC GTTGTGTCTTGCAACATCGG 200

Ad01A12444 Aradu.A01 12444 p3 (ATA)10 30 65711776 65711805 TGACTGAATTGCTTTTGCTGA TTCAAGAAGTTCACCAATCCC 277

Ad01A12445 Aradu.A01 12445 p2 (AT)7 14 65713936 65713949 TGGCCCATAGGATAGGTTTG TCCTCATCCACAACATCAACA 210

Ad01A12446 Aradu.A01 12446 p2 (AC)6 12 65715033 65715044 GGCTTAGGTAAGGGTGAGGG AATGAAAGCACCCCAAATGA 236

Ad01A12448 Aradu.A01 12448 p2 (AG)7 14 65743774 65743787 TGAAGAATTCGAATGAAAAGGG TTTTCAAAACTACCTAACTAATTCCTC 248

Ad01A12449 Aradu.A01 12449 p3 (TCC)5 15 65752228 65752242 TGTTAGGCAAGTTCCCATGA GTTTCCGATCGCGATTTTTA 271

Ad01A12450 Aradu.A01 12450 c (GC)6gaattgtcccaacctcatccacgcgtaagcgcgctgt(GC)661 65761911 65761971 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 239

Ad01A12451 Aradu.A01 12451 p2 (TC)8 16 65770880 65770895 ACAGGCAGCAATCTAGCGTT AATTTTGGAGGTAGGTGGGG 276

Ad01A12453 Aradu.A01 12453 p2 (TA)7 14 65794375 65794388 CCGTAGCTCGATTTATTGCC TAAAGTTGAAAACCGGGCAC 250

Ad01A12454 Aradu.A01 12454 p5 (AATAA)5 25 65797119 65797143 TGAGGCACATGAAAAATGGA TTTGGTGCCATTATCAAGGA 243

Ad01A12455 Aradu.A01 12455 p3 (TAC)5 15 65798690 65798704 TGGGACCCGTTCAACATTAT ACTGGGGAAGAGGACTCCAT 238

Ad01A12457 Aradu.A01 12457 p2 (AT)6 12 65806110 65806121 AGGAGCACAACATCATATGCC TTCTTAAACCATAAGGAGGGACA 165

Ad01A12459 Aradu.A01 12459 p3 (GAG)5 15 65839101 65839115 AAGTGTAAACCAAAGGGGCA TTGTCGGGAATTGTTTGTGA 219

Ad01A12463 Aradu.A01 12463 p2 (AG)7 14 65859616 65859629 AGAGGGAAGGTAGTGGCGAT CAACCACCACCCCTCTTCTA 161

Ad01A12464 Aradu.A01 12464 p3 (AAG)5 15 65867299 65867313 TAAAATATTGCTCGCCCTCG ATTTCTTTCCCACCCAAACC 207

Ad01A12467 Aradu.A01 12467 p5 (ATTTT)5 25 65871593 65871617 CCTAACCAATTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 272

Ad01A12468 Aradu.A01 12468 c (TC)6cctc(CT)8 32 65879592 65879623 CTGAACCAAACTGCTTTGTCAT GAAGAGAGAGAAAGGAAGGGG 235

Ad01A12469 Aradu.A01 12469 c (TC)6tgtctcttttctccctctctatcaattctctcat(TC)862 65879793 65879854 TCCCTCTCCCCTCTCTTTGT TGAGAGAGATGGAGCGAAAAA 192

Ad01A12470 Aradu.A01 12470 c (C)10tctctctccctctcg(CT)13ttctctttctctcttcttttcctcttcctctctttttcttctctctttctcttttctctcttttcccctctttctccccattccatctctttgtcttc(CT)8165 65880199 65880363 CGCCTCCTCATTCTGCTATC TGAATGGGAAAAGTCAACACC 271

Ad01A12471 Aradu.A01 12471 p2 (CT)6 12 65880542 65880553 CCTTTTCTCCCATCCCTTTT GAAGAAAAGAGTGCAAGGGG 213

Ad01A12472 Aradu.A01 12472 c (AG)6aaggggatgggatgggagtgggagagagaatgagagtggagaaaaaaaagagagggagagagggggagagaaaaat(GA)7102 65881019 65881120 GGAGGGAGAGGATAGAAACAAAA CTCCCTTCCCTCCCTTCTTT 212

Ad01A12473 Aradu.A01 12473 c (GA)6aaggg(GA)12gtgaagggg(GA)662 65881653 65881714 GGGAAAAAGAGGAGAAAGAGAGA TGAATTGAAACTGAACTGAAACTG 280

Ad01A12475 Aradu.A01 12475 p3 (TCT)7 21 65912511 65912531 ACACACTACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 228
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Ad01A12477 Aradu.A01 12477 p3 (TCT)6 18 65926264 65926281 AAACCCACACCTCTCTCCCT CCCCTTCCTCTTTCTTGAGG 176

Ad01A12480 Aradu.A01 12480 p2 (AC)6 12 65951489 65951500 AGGACAGAAACCGTGGAAGA GCAAAAGAGAAGTGTTAGAAGGTCA 280

Ad01A12482 Aradu.A01 12482 p2 (TA)6 12 65982526 65982537 GTCATTTTCCGTTTCCCAGA TGACATTTATCCGGTCACGA 157

Ad01A12483 Aradu.A01 12483 p2 (AT)7 14 65987301 65987314 CGAAGCGTTCACACGAACTA TTTGAAATAGCATCATTTGTGATT 170

Ad01A12485 Aradu.A01 12485 c (T)10ctttatcattttttcacatttttttg(T)1046 65997934 65997979 GGCATTTTTGTCCCCTTTTT TCAAAATCTTGGGAATTGGG 164

Ad01A12487 Aradu.A01 12487 c (A)10gcagtgaatacg(A)1234 66017843 66017876 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 203

Ad01A12491 Aradu.A01 12491 p2 (AG)6 12 66056150 66056161 AAACTGAAAATGCCTCAATACCA CATTCAGAGGGAGGGCATAA 264

Ad01A12492 Aradu.A01 12492 p2 (TA)6 12 66056972 66056983 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ad01A12496 Aradu.A01 12496 p2 (TC)8 16 66075638 66075653 GGCTGGCTCAACTAAGGAGA CACAGCAAGCTCAATTGGAA 262

Ad01A12497 Aradu.A01 12497 p2 (GT)6 12 66077131 66077142 TCTTCCCTCTCCTACCCCAT TCAACTCATCCCCTTGTTCC 124

Ad01A12498 Aradu.A01 12498 p2 (AG)8 16 66083717 66083732 GATTGGTGGGGATTGATGAG CAACCACCATCCCTCTTCTC 163

Ad01A12502 Aradu.A01 12502 p2 (TC)10 20 66092044 66092063 TGAAAATTTGCAACATCCGA TACTTTTGGGTCGGGATGAG 185

Ad01A12507 Aradu.A01 12507 p3 (ACC)5 15 66120051 66120065 AACCAGCAACAACCAGAAGC TCTAGCCCTCTCCCTTGTCA 279

Ad01A12510 Aradu.A01 12510 p2 (TA)11 22 66121925 66121946 TTTTAGAGATGACATACACAAACAATG TGCAACAAAGAGACACATAAAAA 198

Ad01A12512 Aradu.A01 12512 p3 (ATT)11 33 66132914 66132946 ATTATTGAGCACGGTTTCGG CATGCCTCACACCATCTTTG 232

Ad01A12513 Aradu.A01 12513 p3 (ATC)6 18 66146800 66146817 GACGAGTCTGAAGAGGCACC GCACCAGATCTCGACCTTTC 241

Ad01A12516 Aradu.A01 12516 p4 (AACT)5 20 66223633 66223652 CAGCAGCAATTAATGGTAAACG TCAAACACTCCCAAACACCA 157

Ad01A12518 Aradu.A01 12518 p3 (TTA)5 15 66269838 66269852 TGCAATGAATGAAAATAAGCAAA TCTCCTTCATCCTTTCCCCT 247

Ad01A12527 Aradu.A01 12527 p3 (CTT)5 15 66368481 66368495 TGGGATTTAGCCTCCTTTGA CAAATATGCATTCCTTGGCA 230

Ad01A12533 Aradu.A01 12533 p5 (TTATT)6 30 66442018 66442047 TCCCCAATTAGAGGTGTCCA TGTGGTGGCAATACTTTTGG 268

Ad01A12538 Aradu.A01 12538 p3 (CAT)5 15 66484211 66484225 CTTAAAGAGGTCGGCACAGC AAAGAGCAGGTTCGGGTTCT 167

Ad01A12539 Aradu.A01 12539 p4 (ATTT)6 24 66510416 66510439 TCGCTTATCAGAGTGCAAGTACA TGTCGAAATAACTTGCGTTGA 244

Ad01A12540 Aradu.A01 12540 p2 (AT)8 16 66511987 66512002 TGGCCCATTTAGTTGTTTCA TTTGGGCTAACTTTTTACCTTTT 161

Ad01A12542 Aradu.A01 12542 p3 (AGA)6 18 66527005 66527022 TAAAATATTGCTCGCCCTCG CAATCACCTCCCTCACCACT 279

Ad01A12545 Aradu.A01 12545 p2 (CT)6 12 66591070 66591081 TCAAATCTGACATGAGGATTCA TTTCTGGGCTGTTTTTGACC 279

Ad01A12548 Aradu.A01 12548 p4 (GATA)5 20 66604162 66604181 TTGCTTGGAATTCAATTGTTTG GAATGCAACAACCAACATGC 110

Ad01A12549 Aradu.A01 12549 p2 (TG)6 12 66604654 66604665 AGGCGTGCATACACACAAAA CATGCGCTGGTACCTATGTG 132

Ad01A12550 Aradu.A01 12550 p3 (TTC)6 18 66614880 66614897 CCTACCCTCTCTCACCTCCC GCTTTTGTCTTCCCTTTCCC 270

Ad01A12552 Aradu.A01 12552 p3 (AGA)5 15 66643620 66643634 CTCCGACCTTAGGTGCCATA TCACCACTCTCATCCATCCA 248

Ad01A12555 Aradu.A01 12555 p3 (GAA)5 15 66657395 66657409 AGCTTGCTGAAAAGAGGCAC ACCTTTGGTTGGGTTTCCTC 165

Ad01A12564 Aradu.A01 12564 p3 (AGA)5 15 66724828 66724842 CTAGAGGTTTCTCCGGCCTT CTCTTCCCCAAAAACCCTTC 235

Ad01A12568 Aradu.A01 12568 p3 (AGA)6 18 66784405 66784422 CTGGCCTTAGGTGCCATAAA CAAAATCTCTTTCCCACCCA 278

Ad01A12570 Aradu.A01 12570 p3 (TCT)6 18 66818617 66818634 ACCCATTCCCACCCTAAAAG TGTCTTTGTTGCTCCTCCCT 210

Ad01A12571 Aradu.A01 12571 c (AAT)14aagcaaagcataaaacaag(A)10ctcacaagcaaagtgtcatc(AAT)11aac(AAT)6145 66828014 66828158 CAAAACAAAGCATAAAACAAGAAAAA TGAATCCTAAAACATGCCCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A12573 Aradu.A01 12573 p5 (ATTTT)5 25 66831841 66831865 TTCAATGACATCTTTTTCCTATCG GGGGAGATGACGTGGATTTA 262

Ad01A12576 Aradu.A01 12576 p3 (AAT)6 18 66840411 66840428 CTGCCGGTTCTAGTTCTTCG TGGGATTTGAAGAAGGTTGC 267

Ad01A12578 Aradu.A01 12578 p2 (CA)6 12 66847103 66847114 CCAAACGAACCAAAAATGCT GTAGCCGCAAATAGCTCGTC 206

Ad01A12581 Aradu.A01 12581 p2 (AT)8 16 66884732 66884747 GGAATCAGAGGGAAAGCAGA GGAAATGAAGGGGTCCAAGT 215

Ad01A12582 Aradu.A01 12582 p3 (GAA)5 15 66887520 66887534 CACAAATTGGGAGCACAAGA CGCCACTCTACCTCACACAA 243

Ad01A12583 Aradu.A01 12583 p2 (CT)6 12 66893957 66893968 ACGCCAGAATTGGCATAAAG ATAGGTGAGGGGTTTTTGGG 178

Ad01A12589 Aradu.A01 12589 p2 (CT)6 12 67006473 67006484 GGAACATTGAACCTGTGATGAA CCGTCTCAGCGATTTCTAGG 262

Ad01A12590 Aradu.A01 12590 p3 (AGA)7 21 67022216 67022236 AGCAATGCTTTTTCCACACC GACACGCCTCTCTTCCACTC 204

Ad01A12593 Aradu.A01 12593 c (A)11tcttatc(T)10 28 67046360 67046387 ATCCTAACGTCAAAATGGCG CCAAAGGGGTGAGAGTTCAT 279

Ad01A12595 Aradu.A01 12595 p2 (CT)6 12 67055482 67055493 TTCATAAACCAAATTGGGAAAA CAGATTATAGGCTGGGAGCG 266

Ad01A12596 Aradu.A01 12596 p2 (CT)10 20 67059130 67059149 TCATAAACCAAATTGGGGAAA TTAGAGGCTGGAAGCAGAGC 259

Ad01A12597 Aradu.A01 12597 p4 (TTAA)5 20 67068328 67068347 TTGAATGAATAGAGGTGAGGGG CAAAACCTCCTAACTAATTCTTCCC 217

Ad01A12599 Aradu.A01 12599 p3 (TGA)5 15 67079041 67079055 AGGAGCGATTCCGAGTTCTT GGACGAGTCTGAAGAGGCAC 258

Ad01A12606 Aradu.A01 12606 p3 (TTA)5 15 67153414 67153428 AAATTTCGAATCCCTTGGGT CCATGATGGAGAATGGGAGA 254

Ad01A12613 Aradu.A01 12613 p2 (GA)6 12 67224312 67224323 CGAACAGAGAGAAGAGAGAGGG CAAAACCACCTAACTACTTTTCCA 273

Ad01A12615 Aradu.A01 12615 p3 (AGA)7 21 67254519 67254539 AAAATGTTGCTCGCCCTAGA CACGGTCATCCCTTCTGTTT 162

Ad01A12616 Aradu.A01 12616 p2 (TA)6 12 67259275 67259286 TGCAACACTCCGATCGATAA AGCCGGATCTTGAGTCTTGA 108

Ad01A12618 Aradu.A01 12618 p2 (CT)6 12 67314401 67314412 TTGGATGGCATAACATAAAAACA AGGCTACAGAGTGGGGGAAT 266

Ad01A12620 Aradu.A01 12620 p3 (TTC)5 15 67319562 67319576 TGTTGCATCACAACACCAAA CTTGCTGGGAAGAGACCAAG 244

Ad01A12622 Aradu.A01 12622 p2 (CT)6 12 67333866 67333877 CATTGAACCTGAGATGAAGAAGAA AGAAGTCGCTGGCACAGATT 218

Ad01A12625 Aradu.A01 12625 p3 (TCT)6 18 67356699 67356716 ACACACTACCCCCTCTCCCT CTAGAGGATTCTCCGCCCTT 246

Ad01A12629 Aradu.A01 12629 c (T)11gtttttttttcttttttctcttttttctgctttttttttcttttttttc(T)1171 67394645 67394715 GATGATGTTGGACTCGCCTT AGATGGCGGAGACAAGAGAA 144

Ad01A12630 Aradu.A01 12630 p3 (CTT)5 15 67394983 67394997 TTATCATCAGGGCGAAGAGG TGCCAACGACGATAAACAAA 178

Ad01A12631 Aradu.A01 12631 p3 (AAC)5 15 67398874 67398888 TCTTCGAATGAGATTGTGAATGA TTCGAGCTCTGAGATCTTCTCTC 259

Ad01A12632 Aradu.A01 12632 p3 (TAA)19 57 67403472 67403528 CCCGTGTTCCGTCATAGTTT CGTTAGGTCTAAACGATAATAACAAAA 178

Ad01A12636 Aradu.A01 12636 p2 (CT)6 12 67486656 67486667 TCGAAAATCACTAACCTGTTTTCA CTTGTCATTGCTCCTGCTCA 271

Ad01A12638 Aradu.A01 12638 p2 (AT)6 12 67500590 67500601 GCGCTTATGGGTGACAAGTT AACCACACCATTAGGCTCAAA 271

Ad01A12640 Aradu.A01 12640 c (A)10tcccatcaaaatttaagcaagggttgaggatatagtcaagtaagaaaatatttgaattgca(T)1081 67513750 67513830 CAAGTGGTATATCACAAATAAACAAGA TGCTCCTTGTCCTAAACTTGG 221

Ad01A12641 Aradu.A01 12641 p2 (CT)6 12 67518480 67518491 GGTGCAGAAAGGACAACGAT CTATGGGAAGTTGCTGCCAT 127

Ad01A12642 Aradu.A01 12642 p3 (ATT)20 60 67521002 67521061 ATTGGAGGCCATTTGATTTG CTCGTGTCGCGTCCTATGTA 169

Ad01A12647 Aradu.A01 12647 p3 (TTC)6 18 67624125 67624142 CTTCCCCATAAATCCCACCT ATGCTTTTACCACGCCAAAC 264

Ad01A12651 Aradu.A01 12651 p3 (AAT)6 18 67632900 67632917 TCGATCCCACGAAAATTGAT ACAACGGTGATGCCCTACAT 276

Ad01A12653 Aradu.A01 12653 c (TTC)5tattctttcttctttttctcgagggcgagcaatattctaagtttggtgtggtaaaagcatag(T)1087 67662401 67662487 CCTTGGCCGAATACACATCT GCTTTTGTCTTCCCTTTCCC 198

Ad01A12656 Aradu.A01 12656 p2 (TA)9 18 67697849 67697866 CATTAGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A12657 Aradu.A01 12657 p3 (TTC)5 15 67702520 67702534 TAATGGCTTTGGGAGAGGTG AGACGGTTGCCTTTGATGTT 267

Ad01A12662 Aradu.A01 12662 c* (CT)6(T)14* 25 67753952 67753976 GGCAACACTTCCAAGGACAT AAGTTTGGTGTGCTGACGTG 279

Ad01A12664 Aradu.A01 12664 p2 (CA)6 12 67773796 67773807 GCCCCCTCACCTTTACAAAT TCCCTCCTTTCCTCCCTCTA 157

Ad01A12665 Aradu.A01 12665 p2 (TC)19 38 67774121 67774158 AGAGGAGGCTATTCCACCGT GTTGCCTGCAGAGACATCAA 197

Ad01A12667 Aradu.A01 12667 p2 (AT)12 24 67800177 67800200 CACAAGATGTGATTGGGCAC CCCGACATGTCCTGGTAGTT 221

Ad01A12668 Aradu.A01 12668 p2 (TA)7 14 67801048 67801061 GGAGTTTCCTGTGAAAGCGA AGACTGGACCTGCGAAGCTA 219

Ad01A12669 Aradu.A01 12669 c* (T)10gaactgtactttggggcatttttgtcccctttttatttctttttctctttttttttctttttctatatatatac(AT)6(T)10*105 67806400 67806504 TAGCTACCCACGATTCCCAC TTGAAAATCATGGGATTGGG 280

Ad01A12671 Aradu.A01 12671 p4 (TTTA)6 24 67807998 67808021 GCAAATGCAATAAAAGAAAATGG TTTGCACCCTGTTTTTCTCC 217

Ad01A12672 Aradu.A01 12672 c (CG)6ccatgcatgcttatgcgcgcatgcggcaggaacaatccgcatgcgcgcgccatgcttgcttaagtgcagattcagtagggacaatc(CG)6110 67808167 67808276 GGAAGGAGAAAAACAGGGTG AGTTGTGCCCACTTTATGCC 194

Ad01A12673 Aradu.A01 12673 p2 (AT)8 16 67824792 67824807 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 212

Ad01A12674 Aradu.A01 12674 p3 (GTT)5 15 67851550 67851564 ACAATTGTAGCACAAGCCCC CGAAGGAAGAACTTTGCACC 192

Ad01A12676 Aradu.A01 12676 p2 (GA)8 16 67874094 67874109 TGCTCTCACTTCTTGCTCCA AAAGCAAAGATGCACGGTTC 239

Ad01A12677 Aradu.A01 12677 p2 (AG)20 40 67875155 67875194 CCAACAAACGGTGGTGTGTA AGAACACACACACTCACTCACTCA 276

Ad01A12680 Aradu.A01 12680 c (GA)9a(AG)8 35 67881081 67881115 CAGCTGCTGCTTCCTCCTAT TGCAGCAACAAACAGAGGAT 279

Ad01A12681 Aradu.A01 12681 p2 (GA)6 12 67884446 67884457 TCTTCAGATTTTGGTTCGGG CATAATTCTGCTCCGCCTTC 279

Ad01A12682 Aradu.A01 12682 p2 (GA)6 12 67902506 67902517 AGATTGGGCGGAGGAGAG GCAACCTCTCTGGTTTCAGC 215

Ad01A12683 Aradu.A01 12683 p3 (AGA)7 21 67912255 67912275 GTGCTTTGACCACACACCAA AAATGGCCGAACATTCACTC 208

Ad01A12684 Aradu.A01 12684 p2 (AT)8 16 67922949 67922964 AAGAGTAAACTAGAAACCCTTTTAGCA TCAATGTGAATCTTTGAATGGC 203

Ad01A12687 Aradu.A01 12687 p2 (GC)6 12 68003683 68003694 CACAAGCATGCCACAACTCT TTGTGCCCACTTTATGTCCA 175

Ad01A12700 Aradu.A01 12700 p2 (AT)6 12 68109749 68109760 TTTAAGGGCAAGTTAATCCATTTT ATGCCAAGTGTCACAACCAA 278

Ad01A12703 Aradu.A01 12703 c (T)11acttttaaaataccttatcttaagtacat(A)1151 68117638 68117688 TTCAATCATTCTACGACATGAAA TCATGAGTCCACACAAATGTAAAA 263

Ad01A12706 Aradu.A01 12706 p2 (TA)8 16 68135442 68135457 CCAGGGCATGAACAGTTTTT AAGCCCAAAATTGTTGGAAA 259

Ad01A12708 Aradu.A01 12708 p3 (TTA)5 15 68142976 68142990 ACAACGGTGATGCCCTACAT GTTGATCCCACGGAGATTGT 274

Ad01A12709 Aradu.A01 12709 c (T)11c(A)10 22 68143331 68143352 ATTTCCCCCACCAAGTTTTT GTTGGAAGCCTCAATCCAAA 270

Ad01A12713 Aradu.A01 12713 p3 (AGA)6 18 68218977 68218994 TCTCTTGCCTTAGGTGCCAT CAGGATCCCCAACTACCTCA 264

Ad01A12716 Aradu.A01 12716 p3 (TTC)6 18 68299191 68299208 ACAACCAAATCTTCTCCCCC TGCCATTGATGGTAGTGGAA 166

Ad01A12717 Aradu.A01 12717 p3 (AAG)6 18 68309193 68309210 CGGTCTTAGGTGCCATTGAT TGGCCGAACCTACATCTCTC 159

Ad01A12718 Aradu.A01 12718 p3 (ATT)5 15 68312101 68312115 GCTCCAATGGCAGGAATAGA CAAGAGAAGGAGATGGCAGC 122

Ad01A12723 Aradu.A01 12723 p3 (AGA)6 18 68413924 68413941 GTGCCATCAATGGTTATGGA CCCAACCTACCTCACCCTTT 244

Ad01A12726 Aradu.A01 12726 p4 (TAAA)6 24 68436735 68436758 CTCCCCTCTTGGAGTGTTGA GAGCCCATACTCACATCCGT 177

Ad01A12727 Aradu.A01 12727 c (TTC)10ctcttc(T)1147 68441677 68441723 TTAACCTTGGCCGAAATCAC CTATGCTTTTGCCACACCAA 137

Ad01A12731 Aradu.A01 12731 p3 (TTC)7 21 68450471 68450491 TTAACCTTGGCCGAAATCAC GCTTTTGCCACACCAAACTT 118

Ad01A12732 Aradu.A01 12732 p2 (TA)7 14 68461077 68461090 CGAGTTTGATTGCCTCTCCT GCAAGGAATGTAACACCCCA 280

Ad01A12737 Aradu.A01 12737 p2 (TA)10 20 68502209 68502228 GGGAGTGCAACCTTTGTCAT AAGTGTAGCCTTAGATCTCGTTTTT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A12739 Aradu.A01 12739 p3 (TTA)6 18 68525483 68525500 CCTATCCGAAATTCCCATCA CCCACGGAGATTGTTGGTAT 162

Ad01A12744 Aradu.A01 12744 p3 (TCT)6 18 68545819 68545836 TCAAAAACATTTTCCCAGCC TGCCATTGATGGTAGTGGAA 257

Ad01A12746 Aradu.A01 12746 c* (AT)7(T)10* 23 68562036 68562058 CGAAAAATTTTGAAATTGAAATCTG CTTGGTGTTTTCCCTCCAAA 208

Ad01A12751 Aradu.A01 12751 c (A)10ggaagaaaagaaaacgaaaaaagaaaagaaag(A)1052 68629557 68629608 TGTGGTTCATGAATGTTGGC CAGGTTTGCTAGAGTCCCCA 267

Ad01A12753 Aradu.A01 12753 p2 (AT)9 18 68681710 68681727 TGAAAATTCTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 210

Ad01A12754 Aradu.A01 12754 p2 (AT)7 14 68702862 68702875 GGGAGGAGATCACCTTTCATT TCGGGAATAATTTCGATTTTG 254

Ad01A12757 Aradu.A01 12757 p2 (GA)6 12 68703589 68703600 TAGAAGCCGATGGAGCACTT TGCTCGTCGTCAGTATCGTC 251

Ad01A12758 Aradu.A01 12758 p2 (TA)6 12 68707751 68707762 TCCCCCAAAAAGTAAAGCAA CCTCAATGCCTGATCTGTTG 235

Ad01A12762 Aradu.A01 12762 p2 (TC)16 32 68716395 68716426 CGACGAAGCTGGTAGTGACA GAGGGAGGAGAGGAAGGAGA 182

Ad01A12767 Aradu.A01 12767 c (TTA)5cttcgaaaaaaataataaat(ATAA)555 68748368 68748422 CCCTAGCCACTTTCTCTCCC GCAGTAGCGGGGTTAGCATA 261

Ad01A12768 Aradu.A01 12768 p3 (TTA)14 42 68758116 68758157 CCATGATGGAGAAAGGGAGA TTGCTTTGATTTTATTCTCTTTTGG 174

Ad01A12772 Aradu.A01 12772 p3 (AGA)5 15 68786271 68786285 CTAGAGGTTTCTCCGGCCTT GAAAACAAAAGCCATTCCCA 166

Ad01A12773 Aradu.A01 12773 p4 (TTAT)5 20 68847755 68847774 TTCACTTGACACCTTCACGC TGCATGCGAAAAAGAAAGAA 261

Ad01A12779 Aradu.A01 12779 p2 (TA)6 12 68940087 68940098 CAGCTTTGGGGTGATTTTGT TATGGGAATTTGTGGGAACA 189

Ad01A12782 Aradu.A01 12782 p2 (TA)6 12 68952422 68952433 ACACAAGTGGGAAAATTGGG GGCTAAGGTGAGGGTAATGG 145

Ad01A12784 Aradu.A01 12784 p3 (GTT)5 15 68962318 68962332 GCTGGACTTAGTCAGGCGAA TAATCACTAACGGCCTTGCC 210

Ad01A12787 Aradu.A01 12787 p3 (ATA)7 21 69010013 69010033 CACCAGTAGATTGTGAACCCG TATTTTGGGGCAAGCTCAAC 261

Ad01A12791 Aradu.A01 12791 c (A)10gaattttttactttagacggactctaaaattttacaaattatttgagcgaatataa(T)1278 69086525 69086602 CAGGTTTTGAGAAAAAGAGAAATCA TCGAACATTCCTAAACTACCCA 267

Ad01A12792 Aradu.A01 12792 p3 (ATT)5 15 69093899 69093913 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 193

Ad01A12794 Aradu.A01 12794 p3 (CTT)5 15 69099253 69099267 GAATTTTCGGTGTATATGTGCTGA GCGAAGCTGAATTCGAAAAG 137

Ad01A12797 Aradu.A01 12797 p2 (GA)8 16 69104477 69104492 TGCTATCTCCTAACACTCCTCTTTT TTGCACCATCCTAATATCATTACTGT 280

Ad01A12799 Aradu.A01 12799 p3 (AGA)7 21 69106619 69106639 TTTTGGATCAGACAACGTCA TTAAGGGGCATTTGGACTTG 250

Ad01A12800 Aradu.A01 12800 p3 (GAA)5 15 69107039 69107053 CGAAAGCAGCACACAAACAT GCACTTGAACTCGTTTCTGC 232

Ad01A12801 Aradu.A01 12801 p3 (GAG)5 15 69107457 69107471 GGAGGAGGAGAAATTCCAATG GCTATGTCGCCGTCTTCTTC 147

Ad01A12802 Aradu.A01 12802 p4 (TTTA)6 24 69108683 69108706 TGGAATAAGACCTACTTTATGTGCC GCAGTTTGGGTTTGACATCAT 265

Ad01A12809 Aradu.A01 12809 p3 (AGA)5 15 69171282 69171296 ACCTTCTTCATGGCCACAAC CCCCCATCCATCTCCTATCT 267

Ad01A12811 Aradu.A01 12811 p3 (CTT)5 15 69218447 69218461 TCACACAACACAACCCCTTC CTTCCCTTTTCCTTTTTCCG 215

Ad01A12815 Aradu.A01 12815 c (T)10gaaaatagaaagaaattgattttgaaaaagatttgattgaaaagatttgatttgaaaaagatgtgattttgaaaaattttgaaaacttg(A)10109 69250795 69250903 CCTTTCTCAACAGAAAAGGCA AAGGGTAGAGTTTTGGGCGT 276

Ad01A12819 Aradu.A01 12819 p3 (AGA)6 18 69275480 69275497 ACTCGGAGGTGGAAGCTTTT CCACTCTCTCTTCTCCCCCT 226

Ad01A12820 Aradu.A01 12820 p2 (AG)8 16 69280300 69280315 TTGGTCAACCTTTACCAGGG TGCATCCATTCATAAGCAGG 250

Ad01A12822 Aradu.A01 12822 p2 (GT)6 12 69292379 69292390 TTCAAAAGGAATGCGTAGCC CGGGCTAAAAACGCTAACAG 227

Ad01A12823 Aradu.A01 12823 p3 (TTA)5 15 69314872 69314886 ACAACGGTGATGCCCTACAT TAAGGGTCGATCCCACAGAG 279

Ad01A12824 Aradu.A01 12824 c (AG)7atcgaa(AG)734 69316702 69316735 CCCCTGTTTTCAGCATCAAT CGTTTGGTCTCTCTTCTCCG 250

Ad01A12825 Aradu.A01 12825 p3 (TAT)8 24 69319191 69319214 CTGGGTTGTTGTGTAAGGGAA CCCAAAACAACCATCACAAA 187
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Ad01A12827 Aradu.A01 12827 p3 (TTC)6 18 69338851 69338868 CTATACCTTGGCCGAATCCA CGGTCTTAGGTGCCATTGAT 163

Ad01A12830 Aradu.A01 12830 p2 (AT)11 22 69378669 69378690 CAAAAAGCCTGGTGGTTGTT AGGATAGCCTAGGTGCCAGC 247

Ad01A12832 Aradu.A01 12832 p2 (TA)11 22 69398300 69398321 CTGGTGAGGGTTCAATTGCT TGCAAGCTACCTACATGCGT 244

Ad01A12833 Aradu.A01 12833 p3 (AAC)5 15 69415895 69415909 CATAATTTTCATGACCGCCC GAGGTGCTTTGTAAGGCTGG 233

Ad01A12837 Aradu.A01 12837 p3 (TCT)5 15 69517077 69517091 TAAAGGACCCTGTCTGCGTT TATCTGAGGACGGGACTGCT 183

Ad01A12838 Aradu.A01 12838 p3 (ATA)12 36 69522863 69522898 ACATGGCCAAAATTCAACAA TATGCATCCAAGCGATTTCA 188

Ad01A12839 Aradu.A01 12839 c (CT)17(TC)7 48 69523351 69523398 GGTTGGCATGAGGAAGAAGA GTGGAAGTTGCAGCAAGTGA 126

Ad01A12841 Aradu.A01 12841 p3 (TTA)6 18 69536639 69536656 TGGTTCTTTAATCAAACTCAAAACA TGGATGGAACCCTTTAACGA 222

Ad01A12843 Aradu.A01 12843 p5 (TTTAT)7 35 69543166 69543200 GGGATTTGTGCACCAAGTTT CAAAAACAAAAAGACCCAAATCA 248

Ad01A12845 Aradu.A01 12845 p2 (TA)9 18 69554809 69554826 TTGGTGTTTTCCCTCCAAAA ATGATGGAGCAAGGGAGATG 280

Ad01A12852 Aradu.A01 12852 p3 (AGA)7 21 69623201 69623221 CTAGAGGATTCTCCGGCCTT TACCCTCTCCCCTCTCCCTA 248

Ad01A12853 Aradu.A01 12853 p3 (ATT)5 15 69626173 69626187 AAATTTGGACGTTGGCTTTG GAAACAGGGAAAAAGGCACA 203

Ad01A12854 Aradu.A01 12854 p3 (CTT)5 15 69638485 69638499 CCACTTCATTAGGGAAGGAGC TCATGATTCCCCTTCTGAGG 176

Ad01A12855 Aradu.A01 12855 p2 (AT)7 14 69640508 69640521 TGGGATCGACCCTCACTTAC GCGGCAACACCAAACTTAAT 274

Ad01A12856 Aradu.A01 12856 p3 (AAT)5 15 69661123 69661137 ATGGGTTAGCAAGATGCTCG AGAAGTGATTGGGTTGCCTG 277

Ad01A12858 Aradu.A01 12858 c (T)10gtgttcaaaatcattcctaacattaattttagttttaaagtcatatttttgttcccaaacattttttaaaagacaaaattgtctttttg(T)10109 69663280 69663388 CATGGCCATAGTCCTTTCTTC AAGGCTTTAAGCAACCATCA 280

Ad01A12867 Aradu.A01 12867 p5 (AATAA)5 25 69771194 69771218 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 216

Ad01A12869 Aradu.A01 12869 p2 (TA)8 16 69780286 69780301 CACCAGTTCATTGGAAGCAA TTAGCGCAAGTTTAGGGGAA 237

Ad01A12870 Aradu.A01 12870 p2 (AG)6 12 69806176 69806187 GGCATAAGCCAAATAGGCAA GGAGGAATGCATCCATTGAG 242

Ad01A12871 Aradu.A01 12871 p2 (GT)6 12 69843304 69843315 ATAGGGGAGTGTTGCAGGTG CACGGTTAGCTTCCTGTCTTC 182

Ad01A12872 Aradu.A01 12872 p2 (AG)6 12 69846253 69846264 CGCGATCTGCAGAATTACAA AAGAACCTGGGATTGAGAGTCA 244

Ad01A12875 Aradu.A01 12875 p2 (TC)7 14 69863576 69863589 GGGTCAGAGGCACACGTTAT AAACACAATCACAAGCAGCG 160

Ad01A12881 Aradu.A01 12881 c (AT)11ac(AT)7 38 69886793 69886830 TGCCGAGATTCAGCGATTAT GCCGATGAAATTACGAGAAAA 275

Ad01A12882 Aradu.A01 12882 p3 (TTA)5 15 69887007 69887021 AGAAGCATTGCCATGGAGTT GATAAGGGCCCATTGGAGTT 103

Ad01A12884 Aradu.A01 12884 p2 (AT)9 18 69892490 69892507 TAGTGGGGCGTCCAACTTAC TAAGGTTGTAATGGGGCCAA 237

Ad01A12886 Aradu.A01 12886 p2 (GT)6 12 69913455 69913466 TATTAGCCAGCCATGGTCGT GAGAAGCACGAAAGTCAGGG 239

Ad01A12887 Aradu.A01 12887 p3 (TCT)6 18 69925322 69925339 CCCATTCCCTCTCCCTCTAC CTAGAGGTTTCTCCGGCCTT 249

Ad01A12889 Aradu.A01 12889 p4 (TCAT)5 20 69940535 69940554 CAGTTGGGAGGGATTGACAT TCTTGCTGATGATTTGCACC 273

Ad01A12890 Aradu.A01 12890 p2 (CT)7 14 69941035 69941048 GCATTCCATCGAACAGGTTT GATTCTGTTCAGCTTCCGCT 242

Ad01A12894 Aradu.A01 12894 p2 (AC)6 12 69948089 69948100 CCTTCCATCCAAGCAAAAGA TGAGAGGAAACAAAATGGAAAGA 111

Ad01A12897 Aradu.A01 12897 p2 (AT)7 14 69953686 69953699 CAAGAAATTATTTTGCACGTCATT CAATTTGGATTGGTTGAATGG 227

Ad01A12898 Aradu.A01 12898 c (A)10gcttctgctgtattccaaataggctcttaatattggatatgccttctttatttcggctcgtatattttttc(T)1091 69954728 69954818 TTTAAACAATACGAAACACACATATCA CGGGGAGGGTTTGAAGAATA 244

Ad01A12899 Aradu.A01 12899 c (T)10ctttgtttttttattgacgaaactaaaattttttttatcttatctttttttttgtcatacagtataataagcacaaattaaattatcagctacttta(T)10117 69955249 69955365 CACAACGCAATTTTTGTTGAA AACAAGTAAAGAAAGGTAGCTGTGA 276

Ad01A12901 Aradu.A01 12901 p3 (ATA)13 39 69966178 69966216 TTGATCCAAGCAATTTTCGC TTTTTGGCCCACTTCGTAAA 163
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Ad01A12903 Aradu.A01 12903 p2 (AT)11 22 69982323 69982344 GTTGGCCCACTTCGTAAAAA TTTCAGTGAATAACACACATAGCAA 246

Ad01A12906 Aradu.A01 12906 p5 (TTATC)5 25 70003429 70003453 ACCTGCAAGGGACTCTGATG AATTGCTAGGGAAGCCCAAT 259

Ad01A12907 Aradu.A01 12907 p2 (AG)8 16 70047255 70047270 TTCGTGCTGATAACGTGTTG AAATAGGGCATGGATTTGTGA 251

Ad01A12909 Aradu.A01 12909 p2 (CT)7 14 70070163 70070176 CACTTTTATTCCTTTTGCATTGA GCACGCACATTTATCAGTGG 195

Ad01A12918 Aradu.A01 12918 p3 (GAA)5 15 70152480 70152494 TCCTCGAGCAAAAGAGGAAA CCCATAAACCCCACCTACCT 225

Ad01A12920 Aradu.A01 12920 p3 (AGA)7 21 70171198 70171218 TGCCATTGATGGTAGTGGAA TCCTAAATGGCCGAACAAAC 243

Ad01A12921 Aradu.A01 12921 c (AG)9aaagagagagaa(AG)1560 70190293 70190352 CTGGGCTATTTCTGACCCAA AAAGGAACATTGAACCTGGAAA 235

Ad01A12925 Aradu.A01 12925 p2 (AT)13 26 70202739 70202764 CAAGACCGCTCCCAAAAATA TGGTTTATTGTACCCTCGCC 199

Ad01A12928 Aradu.A01 12928 p3 (ATT)17 51 70220756 70220806 TTATTCGCTCATCAGCACCC GCAATTCATGATGGGTCACA 243

Ad01A12929 Aradu.A01 12929 p3 (GAT)7 21 70223265 70223285 GAGCTCTTCGGCGAGTTATG GTAAAACACCATCTGCCGGT 202

Ad01A12930 Aradu.A01 12930 c (CCT)6ctttctccttttttttcattaaaatttcttttcctcctttcttttcacccttttcctg(CAT)797 70226793 70226889 CACTTTCGTTACCGTCGTCA GAACAAAATGCATCCAAATCAA 263

Ad01A12931 Aradu.A01 12931 p3 (TGA)6 18 70235682 70235699 GGGCCAACAAGAACTGAAAA TGTTGAGATTGGATGGTTGG 176

Ad01A12932 Aradu.A01 12932 p3 (TCT)6 18 70238103 70238120 GACCGGATGTAGGTTGCATT GAACATGATGAGAAATTTTGAGGA 181

Ad01A12934 Aradu.A01 12934 p2 (TA)7 14 70254516 70254529 CCTGATTTATGGAAACCAATCAA AAAAATGGGACACATATCTCAAG 143

Ad01A12936 Aradu.A01 12936 c (T)10gcagcagcac(T)1131 70259057 70259087 ATGACCTTTGGCTAGACCCC CACCAAATCAACCCCAATTC 278

Ad01A12939 Aradu.A01 12939 p2 (TA)6 12 70280387 70280398 TTAGTTTGGCAGATTTGCGT AACAACAAAGTCTTGATCTCTAAACA 280

Ad01A12942 Aradu.A01 12942 p2 (AT)8 16 70283650 70283665 ACTCCTGGCCTTTTCTGGTT GCCTCGTATAATGGACCACG 235

Ad01A12944 Aradu.A01 12944 p3 (TCT)5 15 70288434 70288448 CGGCCCATACACACTCCTAC AGGAAACGGATCACGCAATA 278

Ad01A12945 Aradu.A01 12945 p3 (AAG)5 15 70289160 70289174 CCGAACACGTACTCATGGTG TTATCTTCTTTTGCCCCCTG 221

Ad01A12946 Aradu.A01 12946 p2 (AT)6 12 70289667 70289678 GCTTTTCAGTTTCACCTCGG TGCCTGGCCAAGAAGAGTAT 252

Ad01A12950 Aradu.A01 12950 p2 (TA)7 14 70301278 70301291 AGATGGCAAGGCATTACGAC TATGCTCGGACCGGTTATCT 227

Ad01A12951 Aradu.A01 12951 p2 (AC)8 16 70306125 70306140 CCCTTGGCCCAACTAAACTA TCGAAAACAAGGCTGGAAAT 280

Ad01A12952 Aradu.A01 12952 p3 (CAA)5 15 70309796 70309810 AGTGTGTGAAAAGGGCAACC GCTTCCCAAACTTCTTCCCT 162

Ad01A12953 Aradu.A01 12953 p2 (AC)7 14 70313530 70313543 CCCTTGGCCCAACTAAACTA ACTCGAAAACAAGGCTGGAA 278

Ad01A12954 Aradu.A01 12954 p2 (TA)6 12 70322737 70322748 AACTTGAAAACGCATCGCTC TGTCCCTTTGGGTTTTCTTG 195

Ad01A12955 Aradu.A01 12955 p2 (GT)6 12 70374118 70374129 ATCAGAGCTCCGGATCAAAA AAAGAAAACGGCCCAAGATT 229

Ad01A12956 Aradu.A01 12956 p2 (TA)7 14 70384619 70384632 TGGTTTATCAACCTCCCCAC TGCTTGATCCTATGTTCCCTG 278

Ad01A12957 Aradu.A01 12957 p2 (TA)6 12 70384974 70384985 CGAGGTTGTAATGGGGCTAA GGTGAGAGCATGCAAAGTGA 169

Ad01A12958 Aradu.A01 12958 p2 (AT)6 12 70392337 70392348 ATAACCGGTCCGAGCATACA TTTCAGATGCAGGACGTGAG 263

Ad01A12959 Aradu.A01 12959 p2 (GT)6 12 70395252 70395263 CTCAAAAATCAAGGCTGGGA TCAGCTCTCTTCTCCCCAAA 236

Ad01A12960 Aradu.A01 12960 p2 (TA)6 12 70400395 70400406 TCGTAACTTGAAAGCGCATC ATCTTTGCAACCGGATTTTG 131

Ad01A12963 Aradu.A01 12963 p2 (GT)6 12 70418935 70418946 TGCAAAAGTGAGAATTTTGGG GTTGTAATGGGACCAAGGCA 154

Ad01A12967 Aradu.A01 12967 p2 (TA)6 12 70434470 70434481 TATAGATGGGGCCGGAATTG TGGATGGGACTTTCCATTTT 127

Ad01A12968 Aradu.A01 12968 p2 (TA)6 12 70440861 70440872 CCCTAAAGGTGCAAGGAATG TTTGGACATGATTTGGGTCA 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A12970 Aradu.A01 12970 p3 (TCT)23 69 70454493 70454561 TGATCTTGTTGGACCATAGCC TATTGGGTTGGATGGGAGAA 266

Ad01A12971 Aradu.A01 12971 p3 (TAC)5 15 70454677 70454691 CCACTTCCACTTTCAGATTCG GGTGGTGAAGGGAGTGAAGA 205

Ad01A12972 Aradu.A01 12972 p2 (AT)8 16 70456444 70456459 TTCCTCCAAACCTTAAACGAA CCTTGGAGAAAGTGTTTGTGC 205

Ad01A12974 Aradu.A01 12974 p4 (AAAT)5 20 70465603 70465622 CCGATCTACAAAACTGTCAAATCA CATTTTTACTCTTAAGTCACCAAAAA 240

Ad01A12983 Aradu.A01 12983 p2 (GC)6 12 70526386 70526397 CTCTCAGGCCTGCACTAAGC AGAGGAGGGTGCATGATGAG 141

Ad01A12985 Aradu.A01 12985 p2 (AT)7 14 70534031 70534044 TCTCGTAATTATTAGCTTTCTTTATGG TTTCAGCCACTTGACTGGATT 261

Ad01A12986 Aradu.A01 12986 p2 (GA)6 12 70539129 70539140 CCCACGGTTTGAAAGAAAGA GCAGAGCAATGTGTGACGAT 249

Ad01A12987 Aradu.A01 12987 c (TTA)8(TTG)7 45 70539464 70539508 GCCATTGAAGAAGAGAAGGAGA CCAACTTGCAACCACCTGTA 280

Ad01A12988 Aradu.A01 12988 p2 (GA)15 30 70544885 70544914 GGGGGAGAAGAAGAAAAGGA GCCAGTAGCATCAAATGGGT 251

Ad01A12990 Aradu.A01 12990 p2 (AT)6 12 70557840 70557851 CCTGTATGGGATCAAATTATAAATCA TGAATTTGGTAGTTAATTTTTGTTGT 266

Ad01A12994 Aradu.A01 12994 p2 (TA)10 20 70583348 70583367 TGGCAGCTAAGAAGTTTGGG TTTTGCATTGGATACTTTCCC 230

Ad01A12998 Aradu.A01 12998 p4 (GAAT)5 20 70632145 70632164 TTGTGGACCCAAATATGACG TGGACGAGTTCAAGCACAAG 267

Ad01A13002 Aradu.A01 13002 p3 (TTA)11 33 70655902 70655934 GAGTTATCCATGATGACGTGAAA AGATAACACCAAACCTCCCAA 269

Ad01A13005 Aradu.A01 13005 c (TA)6ttttttc(T)10 29 70676005 70676033 GCAGCTGTAATGGGGTTAGC TCGTATCTTTTCAATTTGCTTTGA 246

Ad01A13006 Aradu.A01 13006 p2 (TA)6 12 70680683 70680694 GGGCATTTTTGTCCCCTTAT TTTGGGTATGGGAAACTTGG 230

Ad01A13007 Aradu.A01 13007 p2 (GC)6 12 70682336 70682347 TTAGGCACGGATGCAGAAG AGTTGTGCCCACTTTATGCC 146

Ad01A13008 Aradu.A01 13008 p3 (GAG)5 15 70691488 70691502 GATCCCTGACTTTCCACAGC GATCGTCATAAGGCTCGCTC 221

Ad01A13009 Aradu.A01 13009 c (AT)7tagttgcttgatgcaacccagagctatattaatatatatattagttgcttaatgcaacccagagc(TA)997 70697020 70697116 TTGATTGATGCAACCCAGAG GCGGAAAATGGCTGTAGGTA 236

Ad01A13010 Aradu.A01 13010 p3 (GAG)5 15 70698231 70698245 CCCTGACTTTCCACAGCCTA CGCCTATCTCCTCATCTTGC 203

Ad01A13014 Aradu.A01 13014 c (CA)7(AC)6 26 70739665 70739690 TGGCATACCCCAATCTTTTT CGGCTAGAGGTAAGGCTTAGG 252

Ad01A13015 Aradu.A01 13015 p2 (TG)6 12 70741658 70741669 AAACGCCCTCAACAGAGTGT GCACACCCCTGTGAGTTTTT 193

Ad01A13016 Aradu.A01 13016 p2 (CT)22 44 70743102 70743145 GGAGCTTTGAAGGAGGAGGT TTGAAAACCGGGCACTAATC 257

Ad01A13018 Aradu.A01 13018 p2 (CT)6 12 70757717 70757728 CAAGAAATCGAGGCAGAAGG AGCCATTGTGGGAAACAAAA 175

Ad01A13019 Aradu.A01 13019 c (T)10gaactatattaaa(AAT)641 70757877 70757917 TTTTGTTTCCCACAATGGCT CCGCTATTTTACGCCTGTCT 243

Ad01A13020 Aradu.A01 13020 c (TC)10ttct(TC)8 40 70758243 70758282 GCATCTGTTTTGGAGAAGGC CGTACAGAGAATGCCGTTGA 203

Ad01A13023 Aradu.A01 13023 p2 (AG)6 12 70783319 70783330 TTTTTGACCCAGTTTTTGGC GGAACATTGAACCTGTGATTGA 209

Ad01A13025 Aradu.A01 13025 p2 (AG)6 12 70785989 70786000 AAACCTGGGATCGAGAGTCA CGGCCCAGAGAACACATATT 212

Ad01A13027 Aradu.A01 13027 c (TA)7(CA)7 28 70802663 70802690 CCAGCCTTAACTTCGCAGAC ACAGCGAAGATGGGAGTTTG 273

Ad01A13029 Aradu.A01 13029 p2 (AT)6 12 70814271 70814282 AAGGAAAAGGGGACCAAAAA TTGCACACTCATGCATTCCT 154

Ad01A13033 Aradu.A01 13033 p2 (AC)8 16 70845152 70845167 ACTTCATGCAGTCATTATGGATT GCTGAAACGATTGAGCTTCC 268

Ad01A13035 Aradu.A01 13035 p4 (TATT)5 20 70861023 70861042 CCTTCCCCCTTCTTTTTCAA ATGGAGCAAGGGAGATGATG 164

Ad01A13036 Aradu.A01 13036 p3 (TTA)5 15 70865274 70865288 ATTCAACAGGGACAAGCACC TAAGGGTCGATCCCACAGAG 201

Ad01A13037 Aradu.A01 13037 p3 (TCT)5 15 70866018 70866032 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 271

Ad01A13038 Aradu.A01 13038 p3 (AGA)6 18 70870388 70870405 CTAGAGGATTCTCCGGCCTT TACACCTCTCCCCCTCTCCT 161
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Ad01A13040 Aradu.A01 13040 p2 (AC)8 16 70880072 70880087 AAACTAAAAGCGCAACGCTC CTTAGCTTCGCAGGCTGAGT 150

Ad01A13041 Aradu.A01 13041 p2 (TA)8 16 70885139 70885154 TGATGCTGCTGGATTTTCTG CCGGTGAGTCTTTTGGTGAT 114

Ad01A13046 Aradu.A01 13046 p2 (TA)7 14 70900666 70900679 CCTGTAAGCGTATTAGCACACG ACCAGGGCCTAGAGTGTTGA 214

Ad01A13047 Aradu.A01 13047 p2 (TA)11 22 70904042 70904063 GGAAGTAGCCATGGCAAGAA TTCTTCGTGCGCAAGTAATC 274

Ad01A13048 Aradu.A01 13048 p2 (TA)10 20 70907651 70907670 CAAGTTAAACCCCTGGTGCT ATTGGAGAGAAGGATTGGGG 118

Ad01A13050 Aradu.A01 13050 c (AC)21at(AC)13 70 70916452 70916521 CGGCAGATATGAAACACCCT ACCCCCTTTTTACAAGGCTC 204

Ad01A13051 Aradu.A01 13051 p2 (CT)6 12 70920835 70920846 TTTCGAAAATCGCTAACCAC TTCGAACACAGAGGGAAACA 170

Ad01A13052 Aradu.A01 13052 p3 (TAA)5 15 70961121 70961135 TGATATCGCGTTTCCATTTTT AGCTGCGGGCAATTATTAGA 264

Ad01A13053 Aradu.A01 13053 c (GAA)23gagtagtagta(GTG)13(ATG)14(ATA)6179 70963487 70963665 ACTTCCTTAATGGCCTTCGG GCAGGTAACTGGCATTGGAT 241

Ad01A13054 Aradu.A01 13054 c (CA)12t(AC)13(AT)867 70965547 70965613 TTGCTTGTTTCTCAAGCCCT CAATTTTTGCCACGTCAATG 241

Ad01A13055 Aradu.A01 13055 p3 (TTC)6 18 70984400 70984417 TCTTCTCCCACTTAGCCGAA ACTCGGAGGTGGAAGCTTTT 219

Ad01A13056 Aradu.A01 13056 p2 (TA)15 30 70992669 70992698 TTAAACCTTGAACCTTGGGG TTGATTTTGGGAAAGTTGGG 253

Ad01A13059 Aradu.A01 13059 p2 (TC)7 14 71018978 71018991 GGCCACCTCCCTATTCTCTC TGTTGACCTACCTCGAAGCC 240

Ad01A13061 Aradu.A01 13061 p2 (CT)7 14 71029898 71029911 TGACAAATCCTTGACCCCTC CCTCGAGCAAACGAAGAAAG 258

Ad01A13063 Aradu.A01 13063 p2 (CT)8 16 71036477 71036492 ATCAATCCTCGTGGGATCAA GCCATTACCCTCCCAAAGAG 261

Ad01A13065 Aradu.A01 13065 p4 (TAAT)6 24 71039710 71039733 TGCTTTCATAGCCGACAATTC GCCATCATTTTCCATTGTCC 149

Ad01A13067 Aradu.A01 13067 c (TC)8tattgatcaaaagctttcaactttgtcaaattttaacaaaaataaaacataccctttttgtgagagcgcttca(TCT)5104 71040160 71040263 GCAAACAAGTAACAAAAGGCAA AGGAATGCTCCATCACCAAC 272

Ad01A13077 Aradu.A01 13077 p5 (TTTTA)5 25 71063267 71063291 CCTAACCACTTTTTCTCTCCTCA GAAGCAGTAGTTGGGTTGGC 242

Ad01A13082 Aradu.A01 13082 p2 (GA)21 42 71091429 71091470 TGAGAGGATCTAATTTCTTTTTCTACC GCAAGCAAGTAAGCTGTAAGCA 255

Ad01A13083 Aradu.A01 13083 p4 (ATTT)5 20 71092020 71092039 ATTCCCCCTTTTTCCACACT ACTTTACAGAAACCCACTTTTGA 258

Ad01A13090 Aradu.A01 13090 p2 (AG)7 14 71129656 71129669 TTTTTGACCCAGTTTCAGGC TTTGGAGCCATTGTTGATGA 183

Ad01A13092 Aradu.A01 13092 p4 (CTTT)5 20 71149349 71149368 ACTTCACCTTGGGGCATTTT GGGAACATTGGATGGGATAA 242

Ad01A13093 Aradu.A01 13093 p3 (AGA)5 15 71150848 71150862 CTCAGGGACTGAAGGTGGAG ATTTTCCTCAATGTACGCGG 277

Ad01A13094 Aradu.A01 13094 p3 (TTC)5 15 71166407 71166421 ATTTTCCTCAATGTACGCGG GGAGTGGGCAAGTGAGAGAG 244

Ad01A13095 Aradu.A01 13095 p2 (TC)8 16 71176928 71176943 CCACACAGCTCAACCACAAC GAAAAGGAAGGAGGGAAGAAGA 181

Ad01A13097 Aradu.A01 13097 p3 (ATT)17 51 71192159 71192209 TCGAAAATTTTTGCATTAAATCAG TGGAAGACCGAAATACTGGC 272

Ad01A13099 Aradu.A01 13099 p3 (AGA)6 18 71205058 71205075 AGCAATTGCCTTCCCTTTCT AAACCCACACCTCTCTCCCT 189

Ad01A13101 Aradu.A01 13101 p3 (CAT)7 21 71254273 71254293 CAGTATCTCGGGGTGAAGGA GAGCTCGACCTCTCCCTTTT 265

Ad01A13102 Aradu.A01 13102 p3 (TTA)5 15 71271091 71271105 GCCACGCTTTAGCGTAACTC GTGCTAGGTGGGAGACAACC 268

Ad01A13104 Aradu.A01 13104 p2 (GA)7 14 71284835 71284848 CCCCTTTGGTGCTAAACAGA ACTATGATAATCGCGTGCCC 275

Ad01A13109 Aradu.A01 13109 p2 (AG)6 12 71362219 71362230 AAATCCATTCATTCATCGGG TCCTTTAAGAGGAATCCTAATCC 138

Ad01A13110 Aradu.A01 13110 p3 (TAG)5 15 71393720 71393734 GAAGAGCAAGGGCATCAAAA CATGCCTGATGATGATGAGAA 184

Ad01A13116 Aradu.A01 13116 p2 (AG)7 14 71458253 71458266 ATGGGGAGAAGAAGGAGGAA AGTCCTCCAAGATCACCACG 161

Ad01A13118 Aradu.A01 13118 p2 (CT)6 12 71470229 71470240 AACATGAATGTCATTAAGCCAAA AGATCCAAATCCAAGAGGCA 278
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Ad01A13119 Aradu.A01 13119 p4 (AGAA)5 20 71479463 71479482 TGAAGCAAGAAAAAGCAGCA TTTAGCTGCTTAGGCCAGGA 267

Ad01A13122 Aradu.A01 13122 p3 (AAG)5 15 71484583 71484597 CAGCCTTAGGTGCCATCAAT AAATCTTTCCCACCCAAACC 273

Ad01A13124 Aradu.A01 13124 p3 (TCT)6 18 71508408 71508425 CCCATCACCTCTTCACCACT CTGGCCTTAGGTGCCATAAA 214

Ad01A13125 Aradu.A01 13125 c (T)15gnnntccaccc(A)1541 71514853 71514893 CCTTCGTAAGTGGCCCAATA ATTACATTGATGGGAGGGCA 211

Ad01A13130 Aradu.A01 13130 p3 (TTC)5 15 71533228 71533242 CTTTCAGTTTGTCGAGTTCTGG TCATCACTCATGGAGAAACCA 213

Ad01A13132 Aradu.A01 13132 p2 (AT)7 14 71568435 71568448 TGTATATTCCTCCCCTGCCA GAAAGGGACTTCTTGGCGAT 108

Ad01A13133 Aradu.A01 13133 p3 (TAA)5 15 71570827 71570841 AAGGCTTTGAGCACCACTGT TTGAGCCTAGCCGTGACTTT 184

Ad01A13134 Aradu.A01 13134 p2 (TC)6 12 71574543 71574554 TGAGGAGATGAATGGCAGTG AAAAGGCCAAACCAAACAAA 124

Ad01A13135 Aradu.A01 13135 p3 (TTC)25 75 71575944 71576018 TTAAAAAGCACCACCAACCC AACCACGTGAAGAGTACGGC 279

Ad01A13139 Aradu.A01 13139 p3 (CTT)5 15 71650685 71650699 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 207

Ad01A13140 Aradu.A01 13140 p2 (AG)26 52 71663591 71663642 AGTGGCGAGGGAAAGAAAAT AATTTGAAGCCGAACCCTTT 131

Ad01A13142 Aradu.A01 13142 p2 (TA)8 16 71701977 71701992 TCCTTTTTACCCCTGCCTTT TGGCTCTTGAAAGAATGATGG 212

Ad01A13144 Aradu.A01 13144 p5 (AAAAT)5 25 71703479 71703503 GCTCTGTTCTGGCGTTGAAT GGGAGGCAACCCAATTTTAT 222

Ad01A13146 Aradu.A01 13146 p2 (GA)7 14 71739609 71739622 TTGGGAATGAGAAGGACTGG ATTCATTTCCCTCAAAGCCC 237

Ad01A13147 Aradu.A01 13147 p2 (AT)13 26 71747342 71747367 TTCCTGTTCCTCAAGAACCAA TCTCATGTATTGCCCACTGAA 211

Ad01A13152 Aradu.A01 13152 c (GT)17t(TG)7 49 71783665 71783713 GAATAATGCGCACAAGAAGG TTTCTATCTATAGGGCACCTCAA 213

Ad01A13154 Aradu.A01 13154 p3 (AAT)5 15 71850032 71850046 GGGAGGTCAGAATCCAACAA TGGTGTTGATGAGCGGATAA 251

Ad01A13155 Aradu.A01 13155 p3 (GAG)5 15 71884844 71884858 AAAAAGAGAGTGCAAGGCCA TCAGAGGATGTCCCAAGAGG 107

Ad01A13157 Aradu.A01 13157 p2 (AT)7 14 71891160 71891173 TACGAATCTGAGGCAACACG TCATTTTGCGCCTTTCAAAT 277

Ad01A13158 Aradu.A01 13158 p2 (GT)6 12 71894284 71894295 AAATTGGAGCACCGTAGCAC TTGAACCGGGTCTAAGTTGG 167

Ad01A13160 Aradu.A01 13160 p3 (AAT)5 15 71915913 71915927 CAGGGAAAAAGGCACTCTTG TTTGGATGTTGGCTTTGTGA 196

Ad01A13161 Aradu.A01 13161 p3 (TCT)6 18 71918732 71918749 CCCCTCTTCTTTACCTTGGC CGACCTTAGGTGCCATTGAT 172

Ad01A13164 Aradu.A01 13164 p2 (TA)6 12 71931123 71931134 AGATTCTTGGGAGCAATTCG ACCAAATCAATTGGCACAGC 274

Ad01A13167 Aradu.A01 13167 p2 (TA)7 14 71943609 71943622 CTCAGCTGCAACAAGGATGA ACATTTGGAGGCACAACACA 226

Ad01A13168 Aradu.A01 13168 p3 (ATA)5 15 71945796 71945810 ACTGCCATTACTATTGCCGC CCTGGTCAAAACTTAAATGCAA 143

Ad01A13170 Aradu.A01 13170 p2 (AG)6 12 71950200 71950211 AAATTCCAGCGACCTACACG CAAAAGGAACATTAAACATGGAA 276

Ad01A13171 Aradu.A01 13171 c (T)10caaaaaaaaatcaaatctttttcaaaatcttatctta(T)1057 71951072 71951128 AAATCCGATCGTCAAAATGG AAGCCAAAGGGGTGAGAGTT 243

Ad01A13173 Aradu.A01 13173 p2 (AG)9 18 71974278 71974295 AAAATTCCAGCAACCTGCAC TTGGAAAAATAAACAAAAGGAACA 262

Ad01A13174 Aradu.A01 13174 p3 (TAT)6 18 71975991 71976008 CGATAATGTAGTGTTGTTGCGG TGCAAAAGCTACTTTGATCTTTGA 260

Ad01A13179 Aradu.A01 13179 p4 (AATA)6 24 71994705 71994728 AACAGGGAGCTCACCAAATG AACGCATATATGACGCGGAT 264

Ad01A13184 Aradu.A01 13184 p3 (TTC)5 15 72043578 72043592 ACCCCACAGGATCATCTCAG CCCTCGAGCAAGAGAAGAAA 263

Ad01A13188 Aradu.A01 13188 c (AT)12(GT)28 80 72058843 72058922 GAAGCGAAGTGGTTACTGGG TACGAGCTCCTGACTCAGCC 279

Ad01A13191 Aradu.A01 13191 p3 (CTT)6 18 72069160 72069177 TCTTCTTCTCCTTCCTCATCATC CCATTATTTGTTTCTTCTTCTTCTTT 186

Ad01A13192 Aradu.A01 13192 p3 (AAG)5 15 72070461 72070475 AAAATTGGTGCAGAGACCCA CGTGTTCTTCCTTCTCCTCC 197
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Ad01A13204 Aradu.A01 13204 p3 (TTA)5 15 72109164 72109178 TGATATACCTGAATGGGGTAACAA CGTTTTCCCTCCAAAATGAA 159

Ad01A13205 Aradu.A01 13205 c (AGG)11aagaaacagagaagaaaaaggagaagaaaatggagaaagagaagaag(A)1090 72109992 72110081 CTTGCGTGCGTGAATTTAGA GCTTTACCAAACTAAGCCTTAATCA 182

Ad01A13209 Aradu.A01 13209 p2 (AT)6 12 72117433 72117444 TGAATGATGGTTTGTGATGTGA AGCCAAACGTGGCTCATGTA 151

Ad01A13210 Aradu.A01 13210 p3 (TTG)5 15 72124310 72124324 GTGGTGGTGGTTGAAGTTCC GCACCAATGACAACACAAGG 261

Ad01A13212 Aradu.A01 13212 p2 (GT)6 12 72143918 72143929 ATCGCTTGTTTGGTGGTCTT ATTCTAAGTTGCGCGTGGTT 145

Ad01A13213 Aradu.A01 13213 p4 (AAAT)6 24 72144893 72144916 TCATTCAAGTGTGGGGAAACT TTGGGGAATTTTGTCTCTTTTT 258

Ad01A13215 Aradu.A01 13215 p3 (AAG)5 15 72149743 72149757 TGTGTGTGTGAATTTTGAAAGC CATCAATCGAAGCCTCATCA 136

Ad01A13218 Aradu.A01 13218 p3 (AAG)5 15 72165548 72165562 AGTGGTCTTGATGGGCTTTG TACCTTGGCCGAATACACCT 257

Ad01A13220 Aradu.A01 13220 p2 (TA)7 14 72178562 72178575 TGGGGTAATTTTATCCCCTTA TTTGCATATGATTGAGGCCA 277

Ad01A13221 Aradu.A01 13221 p2 (GA)24 48 72195715 72195762 GCAGATCTTGCTACTGCTGCT CCAGGTTTTGATCTATGACTGC 223

Ad01A13222 Aradu.A01 13222 p2 (GA)11 22 72195868 72195889 GCAGTCATAGATCAAAACCTGG TTAGTTGGAGAACCAGTGACG 269

Ad01A13225 Aradu.A01 13225 p3 (ATT)5 15 72197240 72197254 ATGCGTTTTCAAGTGGCTTT TGGTTTGCATGAATAATGCTG 244

Ad01A13228 Aradu.A01 13228 p2 (CT)28 56 72204082 72204137 CAAACCCCTCTTAGCCTTCC GTTGAGCGAGACAGAAAGGG 245

Ad01A13231 Aradu.A01 13231 p3 (TCT)5 15 72227894 72227908 ATTTCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 197

Ad01A13232 Aradu.A01 13232 p3 (AGA)5 15 72258938 72258952 CGATGTGGAAGGTGACACAG GGTGCTAGAGGTGCTGAAGG 229

Ad01A13234 Aradu.A01 13234 p3 (ACC)6 18 72265252 72265269 CCAGAAAAATCAAGTGGTGCT CGGAAGAGGTTGGTGAAAAA 227

Ad01A13236 Aradu.A01 13236 p3 (TAA)5 15 72284692 72284706 GGGGTTTATTTGTCCCTATTCTTT CCGGTAAATTATTATTATTGTGAAAA 280

Ad01A13237 Aradu.A01 13237 c (A)10tttataacatcataaaaaccaaaaatattttgtgtttcttatttgagtctagtgtcaatttttatgtttggtgtcaattgcatctttttaattttc(A)10116 72288992 72289107 TTTGGACAACTGACGGTTCA TGAAGATCATGAAGAACACATGC 279

Ad01A13238 Aradu.A01 13238 p2 (TC)9 18 72290143 72290160 TCGAAAATTCCTTACCCTTTTT AGAGGAGAAGAGAGGGTTCAAA 205

Ad01A13239 Aradu.A01 13239 p3 (TCT)6 18 72293470 72293487 ACCCTAAAATGACCGAACCC TTAGAATGTTGCTCGCCCTC 190

Ad01A13243 Aradu.A01 13243 p3 (CTC)5 15 72350746 72350760 CGCATGTTTCTCCTCCTCTC TGGCATAATAACACCATGAGGA 105

Ad01A13245 Aradu.A01 13245 p2 (TC)8 16 72352135 72352150 TTTTCTCCCTCACTTGTCCG GGCGTGGTGGTACCAGTAGT 244

Ad01A13246 Aradu.A01 13246 p2 (AT)7 14 72355110 72355123 GAGGCTCATGACAATGCAGA GCCCTGTTGGCTCCTATGTA 244

Ad01A13247 Aradu.A01 13247 p2 (GA)6 12 72359812 72359823 AGAGAGAGGGATCTGGGGAA GTCACTCTCTCCCATGGCTC 142

Ad01A13248 Aradu.A01 13248 p3 (TTC)5 15 72361606 72361620 TCAAAATCCACCAGATGCAA CAAGAAGGTAGGGTTGGGGT 191

Ad01A13250 Aradu.A01 13250 p3 (ATA)5 15 72373869 72373883 GCCACCTATTCAAAATGAGTGA TGTGTAAAGCTGTGATCTTTCAG 266

Ad01A13256 Aradu.A01 13256 c* (A)10(AG)8* 25 72412933 72412957 TGTGGTGGCAATACTTTTGG GCTCAAAGCCTTGGATCCTT 273

Ad01A13258 Aradu.A01 13258 c (TTC)5tttttcttattcttctatcttttcta(TCT)659 72451613 72451671 CAGACGCCTACGGATCATTT AATGGAGGATGTGAGTGGGA 259

Ad01A13261 Aradu.A01 13261 p3 (TCT)5 15 72464741 72464755 ATTTCTTTCCCACCCAAACC CGACCTTAGGTGCCATCAAT 271

Ad01A13263 Aradu.A01 13263 p3 (AGA)6 18 72501016 72501033 TTAGAATGTTGCTCGCCCTC CTTCCCCATAAACCCAACCT 244

Ad01A13265 Aradu.A01 13265 p4 (AAAT)5 20 72529667 72529686 CGGAAAACAATTGAAAATCCC TCATTGGGGTGATTTTGTCC 267

Ad01A13270 Aradu.A01 13270 p3 (AAT)5 15 72629085 72629099 GGGGATTGTTCGAGTATGGA AAACATGCAATTGACACCAAA 256

Ad01A13273 Aradu.A01 13273 c* (A)10(AT)11* 31 72644570 72644600 TCATTGGCTAAAAGCATGGA GTTTGTCAATTGCTTGGGCT 121

Ad01A13277 Aradu.A01 13277 p3 (TCT)10 30 72654106 72654135 TTCTTTCTCCGTGCCTCCTA GGAGGAAGAGGTGGTGTTGA 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A13282 Aradu.A01 13282 p3 (CTT)5 15 72673513 72673527 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ad01A13284 Aradu.A01 13284 p2 (GC)6 12 72685891 72685902 ATAGGGAGCTCTTGGGCATT GCGCACAACTCTCTGGTTTT 126

Ad01A13285 Aradu.A01 13285 p4 (AATA)6 24 72686221 72686244 GCGGATTTGCTCCCTACTTT TGCAATGAATGAAAAGAAGCA 262

Ad01A13286 Aradu.A01 13286 p2 (AT)8 16 72691177 72691192 TCAAAGTCTCACGGGTTGTG TCCGGAGGTAATTCTTTCCC 251

Ad01A13289 Aradu.A01 13289 c (TCA)44(TCT)6 150 72723008 72723157 TATCTTCGTCTTCATCCCCA TCAAGAAGATGGCACAAATCA 269

Ad01A13292 Aradu.A01 13292 p3 (ATA)5 15 72748562 72748576 ACTCGCACTATTTGCAAGGC TTGGCTATTTGATCAATGATGG 179

Ad01A13293 Aradu.A01 13293 p2 (GA)6 12 72760072 72760083 AGCGGGAAGAACTGAGAATG CCAACCTCCTTCTCTCACCA 207

Ad01A13296 Aradu.A01 13296 c (GACCAC)5(GACCTC)560 72783488 72783547 TTGCTGCTCAGAATGGTTTG GCAAACAACCCAAGGGAGTA 165

Ad01A13298 Aradu.A01 13298 p3 (CAG)5 15 72786750 72786764 AAACAGCAACAGCAGCGTAA GGTTCTCAGGACCTTGGTGA 235

Ad01A13304 Aradu.A01 13304 p2 (TG)6 12 72848683 72848694 GCTGCTTTTGCAATTTTGGT CATTAGCAGGGTTGAGCAGC 129

Ad01A13306 Aradu.A01 13306 p3 (TTA)15 45 72849606 72849650 TGGGTCCAGTGTGAAAATGA TATGGGCGCTTTAACCATTC 261

Ad01A13308 Aradu.A01 13308 p2 (CG)6 12 72853325 72853336 AGTTGTGCCCACTTTATGCC AAAAACAAGGTGCAAATCCG 135

Ad01A13312 Aradu.A01 13312 p3 (AGA)6 18 72885501 72885518 TTTCCATCTCCCAAGACTCG TTGGCCGAATCCTTACACTC 228

Ad01A13313 Aradu.A01 13313 p2 (AG)18 36 72904180 72904215 TTGGAGAGGAAAAATGGCAC CTTCTTCTTCCCATTGCAGC 257

Ad01A13318 Aradu.A01 13318 p2 (CT)8 16 72968555 72968570 CCCTCTTCTCTCTCTTCCCC CTTTCTTCGCCCTCCTCTCT 244

Ad01A13321 Aradu.A01 13321 p2 (TC)6 12 72977413 72977424 TTGCATGCATTGGTTATTGG TGTTTGAAGTGACCGAATGG 155

Ad01A13322 Aradu.A01 13322 p2 (AT)6 12 72982732 72982743 AACTCGAAAGCGCAACACTC TATTTGTGTCCCGTTGGGTT 201

Ad01A13324 Aradu.A01 13324 p2 (CT)17 34 73011583 73011616 TCCGACGAGATGCATAACAA AGGCCTCAAAAGAAAACGGT 262

Ad01A13326 Aradu.A01 13326 p2 (AT)8 16 73017595 73017610 TGCGAAGATAAGGCCGACTA TCTCTCATGCGAAGCGTAAA 195

Ad01A13327 Aradu.A01 13327 c (TC)25tt(TC)6tt(TC)1086 73022061 73022146 AACTTCACATGGCCGTAAGC CACAACACCCACATTTCAGC 190

Ad01A13333 Aradu.A01 13333 c* (CT)6(T)12* 23 73125441 73125463 AGGCCCTCCTATCCACTGAT TTGGCTCTTGAAAGAATGATGA 255

Ad01A13335 Aradu.A01 13335 p3 (TTC)6 18 73177876 73177893 AAATGGCCGAACCTACCTCT TAAAATATTGCTCGCCCTCG 182

Ad01A13336 Aradu.A01 13336 p3 (TCT)6 18 73211169 73211186 CCCATCACCTCTTCACCACT ATTGCTTACCCTCGAGCAAA 144

Ad01A13337 Aradu.A01 13337 p2 (TC)7 14 73213918 73213931 CGTTTGGTCTCTCTTCTCCG TAGCCCCTGTTTCCAACATC 245

Ad01A13338 Aradu.A01 13338 p3 (AAT)15 45 73215514 73215558 GCCAGTCCCTTTGCTTTGTA GGCCAAGACACAATCCTTTC 260

Ad01A13339 Aradu.A01 13339 p4 (ATAG)5 20 73215765 73215784 TGTGATCATGACCTTGCACC TCATCAAATGCATCAGCCAT 272

Ad01A13342 Aradu.A01 13342 p2 (AG)8 16 73237048 73237063 ACCAAAGCCATACGATGGAA TGTGCTTGTTGTTCTTTCCG 279

Ad01A13343 Aradu.A01 13343 p2 (TA)8 16 73238228 73238243 CCCAACATTTCAAAATTATCTCAA TCCGGTAAGCCAACTAAGAA 280

Ad01A13346 Aradu.A01 13346 p3 (GTT)5 15 73241049 73241063 AAACCTCAGTGGTGCTCAGG AAGCTACCATGCCAACCAAG 177

Ad01A13347 Aradu.A01 13347 p3 (ATT)7 21 73257435 73257455 CCACTTGAGTTTGAGGGGAG ACCAAGGTTGCGAAAATCAT 265

Ad01A13348 Aradu.A01 13348 c (AAT)14aagatc(AAT)5atagttaataataaggataaatg(TAA)6104 73257615 73257718 CTTGCACTATCTGCAAGACAAA CAACCGTTAACCTCCTTGGT 240

Ad01A13351 Aradu.A01 13351 p3 (TCT)7 21 73294069 73294089 AAACCCACACCTCTCTCCCT ATGCTTTTACCGCACCAAAC 110

Ad01A13353 Aradu.A01 13353 p2 (CT)6 12 73303728 73303739 AGCCAATTGGGCAACATAAG GGCTGCAAAGTAGAGGAATGA 243

Ad01A13354 Aradu.A01 13354 p3 (CTT)6 18 73310747 73310764 GCGTCACCGTCTCTATGGAT CGTGTTCTTTGTCTCCTCCC 134



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A13355 Aradu.A01 13355 p3 (GAA)5 15 73328187 73328201 CTAGAGGTTTCTCCCGCCTT AAATGACCGTCCCTAATCCC 248

Ad01A13356 Aradu.A01 13356 p2 (AG)6 12 73331586 73331597 AGAGGAGAAGAGAGGGTTCG TTTTTGAAAATTACCTCCCTCA 219

Ad01A13358 Aradu.A01 13358 p3 (AAG)5 15 73349556 73349570 TATCTCCCATGACTCGGAGG CTTCTTCTACACCTTGGCCG 231

Ad01A13361 Aradu.A01 13361 p2 (AG)7 14 73395255 73395268 GCAAAAGAACATTGAACCTGG AAATCCAAGTCCAGAAGGCA 208

Ad01A13362 Aradu.A01 13362 c (TA)7ttgtatcccctttatttaaatacttgaaa(T)1154 73396494 73396547 CCCAAATTTTTCCCACTTTTG CCCACCATGGTATGATCGTT 278

Ad01A13364 Aradu.A01 13364 p5 (TTATC)5 25 73436598 73436622 ATGGTGCTGATCCTTTGTCC GGAACACGACCCAAATCCTA 277

Ad01A13365 Aradu.A01 13365 p3 (TGA)6 18 73439478 73439495 GTCCGAGCCGATTATACCAA CTGGGTGATTGATCTCAGCA 259

Ad01A13366 Aradu.A01 13366 p5 (TTATC)5 25 73446628 73446652 CCTGGGTGCTCCAGTGTATT CAGGACGACCTGACCTCTTC 238

Ad01A13367 Aradu.A01 13367 p2 (TA)7 14 73455085 73455098 GAAGTTTTTGGGGGATTCGT CCACCTTGGTCGAGATGTTT 214

Ad01A13369 Aradu.A01 13369 p6 (TTTTAT)5 30 73468829 73468858 CCTAACCAATTTCTCTCTCCTCA GCAGTAGCGGGGTTAGCATA 273

Ad01A13374 Aradu.A01 13374 p5 (AATAA)5 25 73551994 73552018 CGGCGGGTATTGTTTATGTT CAGGGCACAACTCCAATTTT 206

Ad01A13375 Aradu.A01 13375 p2 (TA)8 16 73552568 73552583 CATAGACCAACGCTCTAGCCA TCCAAAGCATTAGTCTTCCAAAA 100

Ad01A13376 Aradu.A01 13376 p2 (AT)6 12 73559635 73559646 AAAGCGCAACACTCCTATCG AGCCGGATCTTGAGTCTTGA 109

Ad01A13377 Aradu.A01 13377 p2 (AC)6 12 73565473 73565484 CGCCATCAAGTTTCTGTTGA AGAGCCTGAGAGACGGACTG 198

Ad01A13379 Aradu.A01 13379 p6 (TTTCTT)5 30 73596835 73596864 CATGGAAATGTCGATTCAGC CTTGAACCCTGATTCCCTGA 226

Ad01A13383 Aradu.A01 13383 p2 (TC)6 12 73611718 73611729 TGAACAGAGAGTCGCGTGAG TGCTTGTCCTCAAGCAAAGA 272

Ad01A13385 Aradu.A01 13385 p2 (AC)6 12 73619378 73619389 AACCCACATCACCCTAAATCC TGAGGCAGCAGTCTAGAGCA 238

Ad01A13386 Aradu.A01 13386 p2 (GA)7 14 73627441 73627454 GGAGAATCCAAACACAAGGG TCGAAAATATCTCATCCCTTTTTC 230

Ad01A13389 Aradu.A01 13389 p2 (TA)6 12 73682680 73682691 CGATTTTGCTCTGGGTAGTCTT GGGACAACTCAGTGGTGCTT 176

Ad01A13393 Aradu.A01 13393 p2 (TA)11 22 73693901 73693922 AAATCAATTTTGGAATGCCC AAGTGTGGGAAAGTCATCCG 219

Ad01A13395 Aradu.A01 13395 p3 (TCT)6 18 73701978 73701995 CCCCTCTTCTTTACCTTGGC CTAGAGGATTCTCCGGCCTT 185

Ad01A13397 Aradu.A01 13397 p3 (AGA)11 33 73736847 73736879 TGCCATTGATGGTAGTGGAA TCACACAACACAACCCCTTC 193

Ad01A13403 Aradu.A01 13403 c (AT)8ag(AC)37 92 73780008 73780099 TCAAAATGAAAGTGCAATGCT TCATCTAAGTGTGTGGGAGGA 279

Ad01A13409 Aradu.A01 13409 p2 (TA)8 16 73863908 73863923 CCAGCAAGTCCTTTCCTGAG TGATACCAGATGGCCCAAAT 159

Ad01A13410 Aradu.A01 13410 p2 (AG)7 14 73886262 73886275 TGGTGAAGAGGTGATGGTGA GATTTGCACTCAAAGGGCAT 202

Ad01A13411 Aradu.A01 13411 p2 (AT)7 14 73898593 73898606 AGACTCAAACAAGAAACACAAAAA TTCGAGTTTGGACAACCGAC 280

Ad01A13413 Aradu.A01 13413 c (A)10gatatgataatatttttgaaaaagatctgatttttgaaaaagataagataagataaaaaaatttaaaatagaaatttgaaaa(T)10102 73910745 73910846 CATAGCCAAAGGGGTGAGAG GGAATTGCAAACGTGTCCTT 240

Ad01A13415 Aradu.A01 13415 p2 (GA)10 20 73934767 73934786 TGAAAGAAAAGGAAGGAGGGA TGAATTAAAGCGCAATCACG 240

Ad01A13418 Aradu.A01 13418 c (A)10gaaatattaaatattttttatttttgtttttc(TAT)557 73951076 73951132 AAACGCACCATGTGACAAAC GCACTTGCCGGTGATTTATT 238

Ad01A13420 Aradu.A01 13420 c (T)12acttttatttgggtccctgcactaattttttttaattgggtccctataaaattaagctaattactgctaagagggacctaattg(A)10106 73960374 73960479 TCTGTTGGTCCCTATAGTTTTGC CTTTTAATTGGGTCCCTCCG 236

Ad01A13423 Aradu.A01 13423 p3 (GAA)6 18 74027263 74027280 AGGCCGAGAAGGAAGAGAAG CAATACTCCTTCGGCAGAGC 103

Ad01A13425 Aradu.A01 13425 p2 (TA)6 12 74086238 74086249 TGCCAGCTTAAGGACTTCTTG GCGCTACCAATTTGTCATCC 280

Ad01A13427 Aradu.A01 13427 p2 (AG)6 12 74103124 74103135 GGGATAATGCAACGAGAGGA CAAAGTGCGAACTCTCTCCC 148

Ad01A13430 Aradu.A01 13430 p2 (AG)6 12 74130120 74130131 GCCGCATTTCAACCTAATTT TTGAGAAAGCAAATAAAAGGAACA 243
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Ad01A13434 Aradu.A01 13434 p2 (AG)6 12 74150874 74150885 CGGAAAAGCACACCAAACTT TATAAAAACACGTTCGGCCC 124

Ad01A13435 Aradu.A01 13435 p4 (AACT)5 20 74190234 74190253 TCGAAACAATTCCTGAAGGC TCTTCAACCATCATCCACCA 272

Ad01A13436 Aradu.A01 13436 p3 (TTA)5 15 74200716 74200730 CCAACAGGGACAAAGCATCT CTTCGCACAACTAACCAGCA 256

Ad01A13437 Aradu.A01 13437 p4 (TATT)5 20 74204126 74204145 TTTTCGAATTCTCTCCCCCT GTTCTTGTCCTTGCTCCTGC 241

Ad01A13439 Aradu.A01 13439 p2 (TC)6 12 74222860 74222871 GCTCGCCAATTTCTAGTTTTCA TGACCTTAGATGGAAGGCAAT 280

Ad01A13440 Aradu.A01 13440 p2 (TC)6 12 74230544 74230555 TGACAGAGGCCACGTATCAG TGAAAATAAAAGAACATTAAACCTGG 267

Ad01A13441 Aradu.A01 13441 p4 (TTTA)5 20 74232756 74232775 TTTTCGAATTCTCTCCCCCT GTTCTTGTCCTTGCTCCTGC 237

Ad01A13443 Aradu.A01 13443 p3 (TTG)5 15 74258113 74258127 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 245

Ad01A13445 Aradu.A01 13445 p2 (TC)7 14 74315933 74315946 TGAACCTGGAGCTCAGAAGAA TTGGAGGAATGAAGGGAGGT 171

Ad01A13461 Aradu.A01 13461 p4 (AAAT)7 28 74437310 74437337 TGAGAATGACGAACTCGGAA AATATTTTCAAATTCACAAAGGTTAAG 231

Ad01A13463 Aradu.A01 13463 c (T)10atttgtttgattattttttacttttcaat(A)1049 74439998 74440046 TCCTGCGTCTTTTTAATCGC TGTTTTTGGGGTTTGATTTG 160

Ad01A13465 Aradu.A01 13465 p2 (AT)8 16 74461447 74461462 GCGTTTTCACCTTTATCGGA TTTTTAATGAGGCACCAGGC 252

Ad01A13466 Aradu.A01 13466 c (TCTA)10tctcccttttttcataacaaccttacgc(T)1078 74471754 74471831 GATGAACATGCTGCTCGAAA GCATCAAGCCAACATCCTCT 179

Ad01A13468 Aradu.A01 13468 p2 (AG)6 12 74495824 74495835 TTTACAGAAAATGCTGGGGC CAACACAGGGTGGACATCTG 236

Ad01A13469 Aradu.A01 13469 p3 (TTC)5 15 74499378 74499392 CCCCCATAACCACCCTCTAT GAGGGGCAAAGCTCTTCTCT 265

Ad01A13470 Aradu.A01 13470 p2 (TA)6 12 74503681 74503692 TGGGTAGGTAAGCATGATTTGA GGAGCTAACGTAAGGGTGAGG 131

Ad01A13471 Aradu.A01 13471 p2 (AG)8 16 74504803 74504818 GAGCTGGATGGAGGAATCAA CCAAAACAACACAAGGTGGA 162

Ad01A13472 Aradu.A01 13472 c (A)10cctaataat(A)1332 74508924 74508955 TGAGACAAGGGAAAAGGTGG TTGGTCACGGTCAGAGTCAG 102

Ad01A13473 Aradu.A01 13473 p3 (CCT)6 18 74515967 74515984 TTCCAAGTTTTTCCGACCTG GAAGAGGGAGGAATTGGAGG 276

Ad01A13475 Aradu.A01 13475 p2 (GC)6 12 74523796 74523807 GCCAGCACTATGCCTTTAGC GCACAGTGTTAGCCCAAGGT 231

Ad01A13478 Aradu.A01 13478 p5 (TTATC)5 25 74557741 74557765 CCTGGGTGCTCCAGTGTATT GACCGACCTCTTCAGCTCAG 253

Ad01A13479 Aradu.A01 13479 c (T)10acaaaatctaaaataaaaaattactgaaaataaaaataaaaataaaataaaaacaaaaacttttaccaaatagtcgtgtctaaccactcatag(T)12115 74562437 74562551 GCATGTAAGGATGCGATTTG TGGGATAAGAAAATGATGAAAAA 280

Ad01A13481 Aradu.A01 13481 p3 (GAT)9 27 74565801 74565827 TTTTCCCATTTTCTCCATCG GCACAAACAAACTCGGTTCA 260

Ad01A13486 Aradu.A01 13486 c (A)10gacatgaaaatatttttgaaaaagatatggtttttgaaaaagataagataagataaaaaaatttaaaatagaaatctgaaaaa(T)10103 74664436 74664538 CATAGCCAAAGGGGTGAGAG TTGCAAACGTGTGCCTTATT 238

Ad01A13487 Aradu.A01 13487 p2 (AT)6 12 74689527 74689538 GGAATTACAAAACGCGAAGC GCCTAAACTCCGCAGGCTAT 129

Ad01A13490 Aradu.A01 13490 p2 (TG)9 18 74725784 74725801 AAGTGATTGGGAGGAGCAAA CAAAAACAATCCTCATGCCC 224

Ad01A13495 Aradu.A01 13495 p2 (CT)6 12 74746577 74746588 CCAATTTGGCAACATAAATCAA TGGAGACTACAAAGTGGGGG 254

Ad01A13496 Aradu.A01 13496 p3 (AGA)11 33 74752593 74752625 CCTCCTCATCTTCTGCTGCT TGCACATTCTTCTTCTTCTTGC 216

Ad01A13498 Aradu.A01 13498 p3 (ACC)6 18 74757393 74757410 TGGAAACACAAGGAAGGCAT TTTTCCATGTTGGCTTTTCC 244

Ad01A13500 Aradu.A01 13500 p4 (AAAT)8 32 74781961 74781992 CCCCAGTTAAGTGCTTGTGG TTGGCATCTTACTCTCCTTTGA 254

Ad01A13502 Aradu.A01 13502 c (T)11aaaataaattcttgtttgggcgccattattttgataaaaaattatttttttcaatgaaaaaagatc(T)1188 74788085 74788172 TAAAGTGCTTGTCTGGCACG TTTGCCAAACACGCTAAAAA 266

Ad01A13506 Aradu.A01 13506 p2 (TA)6 12 74796603 74796614 AATTCCCCGATTGTTCACAC TCTGGAAGACAGCGAAGAAGA 263

Ad01A13508 Aradu.A01 13508 p2 (GA)8 16 74801880 74801895 GGAGAGTGGTATTTTGGGCA GCATTCTAAGGGCATTTTGC 160

Ad01A13509 Aradu.A01 13509 p2 (AT)6 12 74804390 74804401 GGGTATATATGGCCAAGTGAGC GGGGACAAAATTATCCCAATG 217
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Ad01A13511 Aradu.A01 13511 c (AT)7(GT)14 42 74823638 74823679 TGTTGCTTCTTGAAAGAATGATG TTTGCTCTTGCCTTTTGGTT 246

Ad01A13512 Aradu.A01 13512 p2 (TA)7 14 74829985 74829998 TGGGCTTAAATCCTTTATCGG ATCGAGTATGAACGATCGGC 259

Ad01A13513 Aradu.A01 13513 c (AT)12g(TA)6tg(TA)651 74830329 74830379 TCTGCAAAGATTAGACCGGC GCTCCTCAGTGAGCAAAAGG 256

Ad01A13515 Aradu.A01 13515 p2 (AT)8 16 74848847 74848862 AAAAAGTGAGGAGAAAGAAAGTGG CCTTGGTGTTTTCCTTCCAA 256

Ad01A13519 Aradu.A01 13519 p3 (AAG)7 21 74868765 74868785 TAGAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 239

Ad01A13520 Aradu.A01 13520 p2 (GA)6 12 74872226 74872237 TCCAAACACAAGGGTGAAGA TCGAAAATTACCTCCCTCTTTTT 222

Ad01A13533 Aradu.A01 13533 c (TA)6caaacaaatttgatcatggtccaatatttttgtttctattttc(AT)1075 75006532 75006606 ACGAGCGAGGCCCTTTTAT CTTGAGACTTAAGACCGTGGC 280

Ad01A13536 Aradu.A01 13536 p2 (AT)8 16 75013679 75013694 ATTGGGCTGTTCATTTCTCG CGGCTGTTTATTTTGCGATT 280

Ad01A13537 Aradu.A01 13537 c (CACG)6cacacacgcgcacacgca(CG)7(CA)1994 75013917 75014010 CCAAGGCTAGCCGGAGAA CCCTGGGATATTTTGGTTCA 270

Ad01A13539 Aradu.A01 13539 p2 (AT)8 16 75040925 75040940 CTTGCTGGTTAGTTGTGCGA CGGCTGTTTATTTTGCGATT 265

Ad01A13540 Aradu.A01 13540 p2 (AT)6 12 75041164 75041175 ACTCAGTCTGCGAAGCCAAG TGTTTCAGATGCAGGTCGAG 257

Ad01A13543 Aradu.A01 13543 p2 (AT)10 20 75055426 75055445 CCTCAGGCTCTATAGGAACGAA TCACCCATTTTTCAAGGCTC 196

Ad01A13544 Aradu.A01 13544 p2 (TA)14 28 75064443 75064470 ATGCTGCTTCCACAACCTTT AATCTTCCATCGGTTTTCCC 269

Ad01A13551 Aradu.A01 13551 p2 (AT)7 14 75112877 75112890 TTTTTAAATGATTCTTGGGTTCA TCAACTCATTTTCTGGAGTTGTG 220

Ad01A13553 Aradu.A01 13553 c (GT)16gaaaaagagagtgagtaagtgagcaat(AG)1589 75140742 75140830 CCCCAATCTCATTACTACGCA TCCATCGCTCACTCACTCAC 241

Ad01A13554 Aradu.A01 13554 p2 (AC)13 26 75142014 75142039 TGGACCTTCTCGTGCTACAA TGACCATTTGGGAAGATGCT 278

Ad01A13555 Aradu.A01 13555 p2 (TC)6 12 75145355 75145366 CACCCTTGCCTTTTGGTTTA TGTTGGCTCCTGAAAGAATG 162

Ad01A13560 Aradu.A01 13560 p2 (TA)7 14 75199021 75199034 GCCTATGCATTATCTCATGCTG CTTGGCGGTAAGGTATTGGA 172

Ad01A13564 Aradu.A01 13564 p3 (TAA)8 24 75224923 75224946 TCATTTGTCCACTTTATCAAATGTC TATTAAGCAAGGAGCGAGGC 167

Ad01A13566 Aradu.A01 13566 p2 (TA)10 20 75246009 75246028 GAATGGCATAAGGTGATGGG GCAGGCCCTTATCATTCAAA 226

Ad01A13568 Aradu.A01 13568 p3 (TTG)9 27 75250666 75250692 TATGGGAGGTGAGGAAGCTG AGACTGGAACGCAAAGTGGT 240

Ad01A13569 Aradu.A01 13569 p2 (CT)6 12 75266313 75266324 CCTAATTGGAGCAGGGATGA TGAAAGTGAGGTAGGTGGGG 217

Ad01A13575 Aradu.A01 13575 p6 (AAAAAG)5 30 75353189 75353218 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 229

Ad01A13577 Aradu.A01 13577 c (TC)9tttctctcattcccctctttctccccctcccctctctttctcttc(CT)6cctctctccccctct(TC)6102 75363087 75363188 TTTTTCTTTCTTATCTCTTTTCAGCA GAGAGGGGAGAGAGAGGATAGG 271

Ad01A13578 Aradu.A01 13578 c (GA)9aagaagaaaagaaaagagagtggagc(GA)8aagagagaaaagaaaaaaaagagagagaaagagaggggaggaaaaggggg(GA)15140 75363500 75363639 AAAGAAAGAGAAGAAGGGGAGG CCTCTTTCTAATCATCTCTCCCA 254

Ad01A13582 Aradu.A01 13582 p3 (TAT)5 15 75385337 75385351 AGCCGTGCTGAGTGCTAACT CATGAACTTGTGAATAAAATTTGAGC 223

Ad01A13584 Aradu.A01 13584 p3 (ATC)5 15 75393532 75393546 TTAGGCCCAACTTTTGGTTG AACCTCCACCTCCAGGGTAT 216

Ad01A13586 Aradu.A01 13586 p2 (CT)7 14 75404943 75404956 CTAAAGCGCAATCACACGAA GAAAAGGAAGGAGGGAAGAAGA 226

Ad01A13588 Aradu.A01 13588 p2 (TA)7 14 75413799 75413812 TTTCCTTTGAGCCCATCATC TCACAAAAAGCTGCGACAAC 247

Ad01A13590 Aradu.A01 13590 p5 (TTATC)5 25 75436544 75436568 CTTTTTGTTTGTTTCTTAACTTTTTCA ATGAGATGGGGGAGGGATAA 237

Ad01A13594 Aradu.A01 13594 p5 (TTATC)5 25 75455334 75455358 CCTGGGTGCTCCAGTGTATT ATGTTTAGCGACAAGCCGAC 269

Ad01A13595 Aradu.A01 13595 p3 (TAG)5 15 75471215 75471229 GAGCAAGGGCGTGATCTAAG GCCTGATGATGATGAGAGCA 251

Ad01A13596 Aradu.A01 13596 p2 (AG)9 18 75476223 75476240 AAACCTGGGATCGAGAGTCA GGACCAAAAAGCACTGGAAG 265

Ad01A13598 Aradu.A01 13598 p2 (AG)7 14 75503454 75503467 CAATTGGGCAACATCAATCA GCTATAAAGTGGGGGAATGC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A13599 Aradu.A01 13599 p3 (ATA)6 18 75509756 75509773 TGTCGATAAAGATAAAACCGGAA CGCCTTCTTTGTTGAAAAGG 214

Ad01A13608 Aradu.A01 13608 p3 (CCA)5 15 75548012 75548026 CATAACCGTCCCCAACATCT GTACTTGCCTTTCTCCACCG 208

Ad01A13613 Aradu.A01 13613 p2 (CT)9 18 75571136 75571153 GGTCAATGTTGTGGATTCCC GGAAGGGGAGAGAGAGAGTGA 278

Ad01A13614 Aradu.A01 13614 c (TC)10ctcct(TC)6 37 75571427 75571463 TCTTCCCCTTTCTTTCATTCTC AAGGGGAGGAGAGAGGAGTG 187

Ad01A13615 Aradu.A01 13615 p2 (TC)7 14 75571572 75571585 CTCACTCCTCTCTCCTCCCC AAAGGGGAGAGCATGGAAAA 185

Ad01A13616 Aradu.A01 13616 c (TC)6ccaccctttttccctctctcccccttttctctcactctatatcccttttt(TC)6cctcttttttctccaaaataagagagagaaggagggagaaagaaaagaagacaaaataggagagaaggagagataaaaaa(AG)7168 75571898 75572065 TCCTTTTTCTCCCATCTCCC TGCTCTTTCTCCTCCTTCCTC 253

Ad01A13617 Aradu.A01 13617 p2 (AG)6 12 75572226 75572237 GGAAGGAGGAGAAAGAGCACA TCTCTCCCTCCCCTTTCTTT 236

Ad01A13618 Aradu.A01 13618 p2 (GA)11 22 75572508 75572529 AGAGAGGGGAAGGGGAGAA TCGCTCCCTCTCTCTCCTAA 274

Ad01A13619 Aradu.A01 13619 c (GA)6gtgagggagagagagaaagagagaggagggggagaggaaaggagaagagggagagagggagggagggagagg(GA)9102 75572691 75572792 TTAGGAGAGAGAGGGAGCGA ACGCCGGTTTTAGATCTCCT 249

Ad01A13620 Aradu.A01 13620 p2 (GA)9 18 75573074 75573091 AGGAGATCTAAAACCGGCGT TCTCTCCCCCTCTCTCTCCT 220

Ad01A13622 Aradu.A01 13622 p2 (AG)9 18 75587214 75587231 CAGTGGTGGGGCTAGGTAGA TAATACTTGGCGGGAAATGG 245

Ad01A13623 Aradu.A01 13623 p2 (GC)6 12 75592023 75592034 ACAAGGCTCCTAAAACCGCT AGCCGACCTCTTTGCACTTA 215

Ad01A13627 Aradu.A01 13627 c (T)10gtatatatttcttttttctcc(T)1041 75635210 75635250 TGAACATTTGAAGCACGTATCA TGTCTGTCGCATCTTCCTTT 278

Ad01A13628 Aradu.A01 13628 p4 (TTTA)5 20 75640546 75640565 TTCGAAATTCTCTCCCTCTCA TCAGGTTCGGGATCAACTTC 265

Ad01A13634 Aradu.A01 13634 p2 (AT)6 12 75663218 75663229 ATGGCTAGCCGGCTTAAACT CTTACCTCGCGTCGTAAAGC 257

Ad01A13637 Aradu.A01 13637 p2 (TA)6 12 75668775 75668786 TTTTTCATTCACAGTTAAATCAGGA CATGCCAAGATTTGATCCCT 265

Ad01A13642 Aradu.A01 13642 p3 (TTC)5 15 75676218 75676232 TCGCATTTTTCTTCTCTGCAT AAATTGATGCGTTTCGGAAG 183

Ad01A13643 Aradu.A01 13643 p3 (AAG)5 15 75677692 75677706 AATGTTGTTCGATTCGGTGG CTGCTCGCGTTTTCTTTCTT 264

Ad01A13644 Aradu.A01 13644 p3 (AAT)5 15 75678114 75678128 AAAATGTTTTCATTGGCATGTT AAATTTTTGCCAAACTTCAAAGA 240

Ad01A13646 Aradu.A01 13646 p2 (AG)27 54 75691877 75691930 CATCCATTCATTCACATGGC TCCTAACATGGAGTTCATAAACCA 276

Ad01A13647 Aradu.A01 13647 p3 (TTC)6 18 75693054 75693071 CAGGAATTCACCCAAAGGAT CATCGTCGTGTTTCTTCTCG 280

Ad01A13648 Aradu.A01 13648 p3 (AAG)5 15 75693222 75693236 CGAGAAGAAACACGACGATG GTATATGGGCCACGTGCTTT 273

Ad01A13655 Aradu.A01 13655 p2 (TC)24 48 75701677 75701724 CGTCATCGTCATTGCTGAAC CGACGGCAACTAAGTGATGA 272

Ad01A13657 Aradu.A01 13657 p3 (TAA)8 24 75704849 75704872 TTCAATAGTTATCCTTTGCGTATCTT GCAGCAATATCATTCTTCAACA 279

Ad01A13658 Aradu.A01 13658 p2 (TC)12 24 75706840 75706863 CACAGCACGCACCACTATCT TTTTCCTCATGGAGTCCACC 256

Ad01A13660 Aradu.A01 13660 p3 (TTA)7 21 75711892 75711912 CAGTACCTTCAATGTGCCTCAA AAAGAAACAAAAATGCCATGC 276

Ad01A13661 Aradu.A01 13661 p2 (TA)6 12 75735579 75735590 TCACATGTGCATCGATCTTT GAAACTGTGGGAACATGGGT 254

Ad01A13667 Aradu.A01 13667 c (AT)7gaattgaagtatacatgacaaaatataatattacaaataaaat(TA)1281 75803772 75803852 AAAGGCATTAACAAATAAATCACA CTTCTTATTAGGCGCATACTTTTT 277

Ad01A13670 Aradu.A01 13670 p2 (CT)7 14 75808611 75808624 CCAAAATGGCCTAGCAAATG GAAGGAAAAAGAGGGTTGGG 203

Ad01A13673 Aradu.A01 13673 p2 (TA)6 12 75813557 75813568 TGTCCGAGGTACGAATTTTT TGAAGATATTTGCTAATTATTATCGTG 119

Ad01A13675 Aradu.A01 13675 p2 (AT)8 16 75818770 75818785 TTACATCCTGCTGGCTTCCT TCCAAAGTTTGTCCATGCAA 203

Ad01A13676 Aradu.A01 13676 p2 (TA)7 14 75824765 75824778 ACTCGTGTCCTAGCTCGTCG TTGACTTGCCAAATTGAGGA 201

Ad01A13690 Aradu.A01 13690 p3 (CTA)5 15 75903827 75903841 GCAGAGATGTTGCAGATGGA CATCACTCAAAGGCACATGG 253

Ad01A13691 Aradu.A01 13691 p4 (TTAG)5 20 75914610 75914629 ATACGGGTAACCCCTGCTTC TCATGCCAATAATCAGCAGC 249
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Ad01A13692 Aradu.A01 13692 c (A)10g(A)10 21 75916549 75916569 AAGTGTGGGAAGTTTGGGAA TATTTTGGGCATTTTGTCCC 236

Ad01A13693 Aradu.A01 13693 p3 (TTC)5 15 75929667 75929681 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 205

Ad01A13694 Aradu.A01 13694 p2 (TA)6 12 75940239 75940250 CATTCTCCCTGGATCGTGTT CAAGCAAAAATGCAAGATGC 253

Ad01A13695 Aradu.A01 13695 p2 (AT)11 22 75940464 75940485 GCATCTTGCATTTTTGCTTG TGGAATGCCCTAAAAGGAGA 262

Ad01A13696 Aradu.A01 13696 p2 (AG)6 12 75991478 75991489 GCTGCGTTTAGCCTTTCATC CTCCCCTATGATGGACCAGA 207

Ad01A13699 Aradu.A01 13699 p3 (AAG)5 15 76020704 76020718 TTTTATCAAACCCTTCCCCC TGTGGATTTATCAATTTTCCG 155

Ad01A13700 Aradu.A01 13700 p2 (TG)10 20 76022515 76022534 CTGAAAGGCGTCGTCAATTT TACCTCAGTCATGCCAACCA 172

Ad01A13701 Aradu.A01 13701 c (A)10ccccaactcggcccctgac(A)10cccaacccggcccctgacaattacctcgaaaggacaacgaggcccctgtgccaaaaaaaaattaatgttattttttttggcacaggggctaatcagtccc(A)10149 76027227 76027375 CCCCTGACAATTACCTCGAA CGGCCCTTGACAATTATCTC 261

Ad01A13702 Aradu.A01 13702 p4 (GTTT)6 24 76030972 76030995 AACCATCCTGAAGTTGTGGC TCCATTGTTCTCATGTCCCA 233

Ad01A13703 Aradu.A01 13703 p2 (CT)28 56 76032471 76032526 TGATTGGGATCACGGTACAA AGATGCCATCGTTAATTGGG 199

Ad01A13706 Aradu.A01 13706 c (T)13atatataacagaaaagaatcttattgcttgccgaaatagttggtgctatggtgtagtcgataaagaatatacttgtcttctaaaaggactgagttttaa(T)12124 76038566 76038689 TCAACTCCGAAGAACTGCCT TCCCTTCTTAATTTATGTCAGCA 272

Ad01A13714 Aradu.A01 13714 p3 (TGT)5 15 76069949 76069963 GGCACTTAGGACTGCCTTTG GATCGCCCAAGTCAAGGATA 269

Ad01A13716 Aradu.A01 13716 p2 (TC)13 26 76088862 76088887 TCAGCTTTGCTAGAGTCCCC TGGCTCTTGAAAGAATGATGC 203

Ad01A13718 Aradu.A01 13718 p3 (AGA)5 15 76137884 76137898 CCTATGACTCGGAGGTGGAA CTCTTTCCCACCCAATCTCA 236

Ad01A13719 Aradu.A01 13719 c (ATT)5agtattttttaaaatttttttc(AT)6t(TTTA)5tttttatttttgaaataaattgaaaacaaaaatagtaatttaagaaaaagaaacgtaaggagggggaagaggttgtgtatgtggg(AT)11177 76185130 76185306 GAGGGACATAAAATGTGTACGGA ACACAATGTCCCCTCCCTTT 280

Ad01A13721 Aradu.A01 13721 p3 (TGA)6 18 76199659 76199676 CCCTTTTAGCCTGGACAACA GGACGAGTCTGAAGAGGCAC 222

Ad01A13725 Aradu.A01 13725 p2 (AT)12 24 76224535 76224558 TTACAAAGCGCGAAATGTTG TCACTAGCCGGCCTAAACTC 206

Ad01A13727 Aradu.A01 13727 c (AC)9atatac(AT)7 38 76254341 76254378 AGGAGCATGTGAGCCTGTTT TTGGTGGTCTCTACTCATGACC 211

Ad01A13728 Aradu.A01 13728 p2 (TC)9 18 76259952 76259969 CTGCTACTGAAGGTCCTCCG TGAAACATTAAACGGCGTCA 203

Ad01A13729 Aradu.A01 13729 p4 (AAAG)5 20 76263282 76263301 CTTGAAAATTTGGGGTGCAT GGGGTAATTTTGTCCCCTTT 154

Ad01A13735 Aradu.A01 13735 c (AG)9(TG)15 48 76296491 76296538 GCTGACACTAGCAGAAGGGG CGGCAAATTTATCTGCTGGT 239

Ad01A13737 Aradu.A01 13737 p2 (AG)8 16 76299586 76299601 ACCCTTGACATCTAGCCCCT GGTGGATGTTCATGGCTTCT 139

Ad01A13738 Aradu.A01 13738 p2 (AT)10 20 76311678 76311697 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 240

Ad01A13739 Aradu.A01 13739 p3 (TTC)6 18 76323842 76323859 TACCCTCTCCCCTCTCCCTA CAGCCTTAGGTGCCATTGAT 233

Ad01A13740 Aradu.A01 13740 p3 (TCT)6 18 76335072 76335089 AACCGAACCTCATTCCCTCT GTTTCTCTGGCTTTTGGTGC 251

Ad01A13741 Aradu.A01 13741 p3 (ATT)5 15 76351570 76351584 ATAAGAGTCCTTCGTCCAAAAA GGTGAATAATGATATTTTGAAATCC 268

Ad01A13743 Aradu.A01 13743 p3 (ATA)5 15 76354707 76354721 CTTGCAAGCAACCAATGAAA CCGCCACCTCTATCTTGTGT 266

Ad01A13745 Aradu.A01 13745 p3 (CGC)6 18 76358531 76358548 TCTCAGCGAGACTGTGGCTA AGGATCCTTCCAGGAGGAAA 212

Ad01A13746 Aradu.A01 13746 p4 (TAAC)5 20 76358787 76358806 TGCCATACGAATCATTCTGC CCAATCACTTGGTTTGCCTT 221

Ad01A13747 Aradu.A01 13747 p3 (CTC)6 18 76362013 76362030 AGAGATGGCGAAGAAGAACG GCAAGAGCATCCGCTTTAAC 279

Ad01A13748 Aradu.A01 13748 c (TA)6(AT)8 28 76378000 76378027 GCGTTTTTGGGTGACAAGTT TTTTCAATCAATTGGGGTGC 194

Ad01A13749 Aradu.A01 13749 c (TA)6(AT)8 28 76384874 76384901 GCGTTTTTGGGTGACAAGTT TTTTCAATCAATTGGGGTGC 194

Ad01A13753 Aradu.A01 13753 p2 (GA)6 12 76412381 76412392 TCGTGCACCAGAGCTCTAAA GGTGAGGTCGGAATGACTTC 248

Ad01A13758 Aradu.A01 13758 p3 (AAG)5 15 76436534 76436548 CCAACATGAAGAATGCCAAA GCTGCCCTGTTCTGTTCTCT 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A13759 Aradu.A01 13759 p2 (AG)6 12 76451392 76451403 TTCCAGCTAATCCTGGGCTA GGAACATTGAACATGTGATGATG 223

Ad01A13760 Aradu.A01 13760 c (A)10ttttcagatttttatttttttcttatcttatcttaaatttcaaaattcaaatctttttc(A)1079 76452257 76452335 GCACCGTTGCTAGGGAATTA TCAAATAAGATTTTGAAAAAGATACGA 208

Ad01A13761 Aradu.A01 13761 p2 (AT)7 14 76456808 76456821 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 103

Ad01A13765 Aradu.A01 13765 p5 (TTTAT)5 25 76479376 76479400 AAGTTTTTGGCGCTGTTGTC TCAAAGGAGCAACTATTCCCA 241

Ad01A13769 Aradu.A01 13769 p3 (ATA)21 63 76536549 76536611 TCAGTGCCTTGATACCACCTC AGAAGCACGAAATCATGGGT 252

Ad01A13771 Aradu.A01 13771 p2 (TA)8 16 76545849 76545864 CACTCCATGATGAGTATCCCC GATAAAGGGCAAGAAGGATCG 260

Ad01A13773 Aradu.A01 13773 p3 (TAT)5 15 76569317 76569331 TGATTTCGGTGTTGGACTCA AGAGTGCCGGCATTACCTTA 174

Ad01A13780 Aradu.A01 13780 p2 (AT)9 18 76591298 76591315 GCGATATACGGACAAGGCAT CAACCTAAACTTCGCGGGT 108

Ad01A13781 Aradu.A01 13781 p4 (TTAT)5 20 76602000 76602019 TTCCAATTGCCAAATCTTCC GCACCAGCTTGTACCCATCT 202

Ad01A13782 Aradu.A01 13782 p2 (AT)6 12 76604269 76604280 TTTTGCCGAATTCACTATTGC GGGTAAAACAAAAAGAACCTGATG 269

Ad01A13783 Aradu.A01 13783 p2 (GA)6 12 76625030 76625041 TGACGAGACACGTGAAGGAG ATCACGCATCCAACCCTAAC 256

Ad01A13784 Aradu.A01 13784 p2 (AG)6 12 76627866 76627877 GACCTTAGATGGAAGGCAACA TGCATCCATTTAGGGAGAGC 253

Ad01A13785 Aradu.A01 13785 p2 (TA)7 14 76629392 76629405 CGGGATTTGTTCAACTCGAT TCTCAAACAAGAAGGGGTGG 234

Ad01A13787 Aradu.A01 13787 p3 (TAT)5 15 76641564 76641578 TCGATGAATCAATTTCGAGTTTT CAGCGGTTCAAGTTATAAATAGGG 280

Ad01A13788 Aradu.A01 13788 c (AGA)6tatgaag(GA)637 76650541 76650577 CGTCCTCGAGCAAAGAAAAG CCCATCACCTCTTCACCACT 268

Ad01A13790 Aradu.A01 13790 c (A)10catgcaattgacacaagactcaaacaagaaacacaaaattatttttttgattttatgattttataatttttttggattttttgaaaa(TTAT)7125 76655046 76655170 TGCAATGCATGAATTTTTCG TCGAGTTTGGACAACTGACG 270

Ad01A13791 Aradu.A01 13791 c (GT)11(GC)6 34 76657398 76657431 CGGATTTTGGATTCGAGTGT CACACACGCACATCTGCAC 229

Ad01A13794 Aradu.A01 13794 p4 (TGAG)5 20 76663583 76663602 AGCGAGTGAGAGACCGTCAT CTGAACTCGATCCGAACCAT 172

Ad01A13799 Aradu.A01 13799 p3 (CTT)6 18 76673522 76673539 CATGAACGGTGGCATATCAG AAACTTCACGGTTTGTTGGC 261

Ad01A13800 Aradu.A01 13800 c (A)10ttgaagaagtttatgaatattttcgaaaatttgaggagagagaaaggggttaggatattttgaaaaag(AT)996 76688752 76688847 CCATGATGGAACAAGGGAGA TTTTTCAATTCTTATCCTTTTACGTTT 273

Ad01A13801 Aradu.A01 13801 p2 (AG)19 38 76697764 76697801 CCAAAAGGGAGCACAATCAT TCCATCTCATCCACCTTGCT 238

Ad01A13803 Aradu.A01 13803 p3 (TCT)5 15 76703494 76703508 TTCACCTTGGCCAAACCTAC TGCCATTGATGGTAGTGGAA 150

Ad01A13807 Aradu.A01 13807 p2 (AT)11 22 76719918 76719939 TTAATGTTCACCACAATTAATATCTCA ATTTATGATGGGCGGTTCAG 277

Ad01A13812 Aradu.A01 13812 p2 (AG)6 12 76757559 76757570 GGGCCGTATTTTAACCCAGT AAATTGGGAAGATAAGTAAAGGGAA 251

Ad01A13813 Aradu.A01 13813 p2 (CT)7 14 76758556 76758569 GCTTGCTTTGATTTGGATGA ATCCAAGCCCAAGTTCTTCA 178

Ad01A13814 Aradu.A01 13814 p4 (CTTT)5 20 76771028 76771047 TTCACTTTGGGGCATTTTGT GGGAACATTGGATGGGATAA 241

Ad01A13815 Aradu.A01 13815 p2 (GA)16 32 76774427 76774458 GGGAGAGAGAGAAGAGGGGA ATTTTCCTCAATGTACGCGG 263

Ad01A13816 Aradu.A01 13816 p2 (TA)9 18 76815763 76815780 TCAAATCAATTGAGGTGCCC TCATCTTTGAGTGCACCGAG 241

Ad01A13818 Aradu.A01 13818 p6 (AAAAAG)5 30 76834616 76834645 GATGTGGTGGCATTGCTTTT TTTGGTTTAAAGAGCTTTTGGC 278

Ad01A13820 Aradu.A01 13820 p3 (TCT)5 15 76847987 76848001 ATGGCCGAACCTTAACTCCT GCTTTTGTCTTCCCTTTCCC 279

Ad01A13825 Aradu.A01 13825 p3 (AGA)6 18 76989867 76989884 TTAGAATGTTGCTCGCCCTC CCCATCACCTCTTCACCACT 278

Ad01A13828 Aradu.A01 13828 c (T)10cttgatccaatgattccttgtaaa(T)1044 77041091 77041134 ATGCCACAAGCACATGGTTA TGGCTCCTGAAAGAATGAGG 270

Ad01A13832 Aradu.A01 13832 c* (AAGA)15(AAG)11*89 77053217 77053305 CATATTTGGGATCGGAGGTG AACATGAAAGAATTGGAGGCA 246

Ad01A13838 Aradu.A01 13838 c (T)10cggattttttttccagc(T)1037 77076549 77076585 CACCTAAATGGGAGCCGTAA ACAAGGATCAGCACAACGTG 218
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Ad01A13839 Aradu.A01 13839 c (T)10ctggatttttttccagc(T)1037 77077166 77077202 AGGAGGACACCTAAAGGGGA AAGAAGAGGCCATTACGGCT 171

Ad01A13841 Aradu.A01 13841 c (T)10acattgtgcttacccttgttctttaaatgacgctatcccgaggaggacacctaaaggggagccataatggcctcatctttggcaggctccttcg(T)10114 77077675 77077788 AATGACGCTATCCAGGGTTG GCGTGAGCACAACGTAAAAA 244

Ad01A13844 Aradu.A01 13844 c (T)10g(T)10 21 77100067 77100087 TACTTTGGGGCATTTTGTCC TTGGGAATTTGGTACATGCTC 211

Ad01A13845 Aradu.A01 13845 p2 (AG)7 14 77112508 77112521 TTGTTGGCTCTTGAAAGAATGA AGGCCCTCCTATCCACTGAT 222

Ad01A13846 Aradu.A01 13846 p3 (TTC)6 18 77166089 77166106 TCCCAACCCTAAATGACCAA CAGCCTTAGGTGCCATTGAT 257

Ad01A13852 Aradu.A01 13852 p2 (AG)6 12 77234475 77234486 GTTGGGGTGGTTGAGAGAGA TAGCACAAATACCAGCGACG 256

Ad01A13854 Aradu.A01 13854 p2 (CT)6 12 77243033 77243044 GACCCAAATCCAAGTCCAGA AAGAACCTGGGATTGAGAGTCA 199

Ad01A13857 Aradu.A01 13857 p3 (AGA)6 18 77278194 77278211 ATGACTCGGAGGTCTTCCCT TTCTACACCTTGGCCGAATC 208

Ad01A13860 Aradu.A01 13860 p3 (TCT)9 27 77317373 77317399 TGATATGGTGGTGGTGGTTG ACACAAGCTTGGCATTACCC 265

Ad01A13863 Aradu.A01 13863 c (T)10gtcgcttgtgcaaaaagttcatcacactggaagagatagatctattggatctagagattgtggaaactttatgccaccttgagaggatctttcctcctag(T)10120 77346021 77346140 AAAAGCATCCTTCCTGGTCA GACCTCCCAATCTCACCTCA 225

Ad01A13864 Aradu.A01 13864 p2 (AT)6 12 77349855 77349866 CATCATTCAGTCATCCAGCC GTCAGAGCCTGGGATGTTGT 119

Ad01A13865 Aradu.A01 13865 p2 (AT)8 16 77358040 77358055 TCAACTCATCTAAATAAAAATGCAGAA CCAAAGGCTACGCTTTTCAG 272

Ad01A13866 Aradu.A01 13866 p3 (AGT)6 18 77361558 77361575 CCACTTCGAAATGCACTGAA GGCAGAAAGGAAAGTTGCAG 257

Ad01A13868 Aradu.A01 13868 p3 (CAT)5 15 77381926 77381940 CCACCAGGAATGAAGACGTT AGGTATGAGGTCGTGTTCCG 138

Ad01A13869 Aradu.A01 13869 p3 (TGA)5 15 77392717 77392731 GCCCAGAAGCACAAGGATAG AAACGGGAGGAGAAATGACA 271

Ad01A13872 Aradu.A01 13872 c (TCA)6gaagaagaagaacagcacctaaaccaccagaacaaaaccaccactaccaccagaacccaccaccaccacattatcatcatggtt(ATC)7123 77406856 77406978 ACCCACCACCACTACCACAT TGTTGTGGATTTCTGATGATGA 183

Ad01A13875 Aradu.A01 13875 p5 (AAGAT)5 25 77450897 77450921 GAAGAGATAAGGGCGGTTCC ATGTGTCCGACTTACTGGGC 269

Ad01A13882 Aradu.A01 13882 p3 (CTC)5 15 77563939 77563953 TTCATTCGAGCACTCCTCCT CGAATATTGCTTCTGCGTGA 162

Ad01A13886 Aradu.A01 13886 p3 (ATA)12 36 77572429 77572464 GAGAAAAGACCATCTTTGTGTCG GGTGAATTAATGTATGCACATCAG 243

Ad01A13887 Aradu.A01 13887 c (ACT)13aa(TAC)556 77581073 77581128 ATACTAACAGGCCCCGGATT AGCAGCAGCAATATCACGG 261

Ad01A13891 Aradu.A01 13891 p4 (AAAG)6 24 77611856 77611879 AACCTAACCCTAACCACCGC CCTTCCAGTCACAGCCTCTC 221

Ad01A13893 Aradu.A01 13893 p2 (TA)10 20 77627063 77627082 TGCGGGCTAAGGATAGTTCT GCAAAAGTTAATTAAAGGTCACGA 277

Ad01A13894 Aradu.A01 13894 p2 (TG)7 14 77636918 77636931 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 130

Ad01A13896 Aradu.A01 13896 p3 (TCT)5 15 77645126 77645140 CACAATTTCACTGCACCGTC TCCTCCTCATATTCTGCTGCT 225

Ad01A13899 Aradu.A01 13899 p3 (AGA)5 15 77648665 77648679 GGATCGATGAGTGTTTGTTCG GTTCGAAAAGGCGATCATGT 123

Ad01A13901 Aradu.A01 13901 p3 (CAT)5 15 77650049 77650063 CTGACGCAGTGTTGGTGTTT GGAATTGGAATGATTGGGTG 240

Ad01A13902 Aradu.A01 13902 p3 (GAG)6 18 77650545 77650562 CCCCATTGTATTTCCATCCA AGAGCCTGAATGGTTCGTTG 216

Ad01A13904 Aradu.A01 13904 p2 (TA)6 12 77658952 77658963 TAAACCGCAATACCATTCCC GGGCGCAGAAGTTATGAAGA 264

Ad01A13906 Aradu.A01 13906 p2 (TC)6 12 77672065 77672076 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGAGGA 200

Ad01A13910 Aradu.A01 13910 p3 (ATT)5 15 77701535 77701549 CGTGCTTATTATTCTTTGCATTC GAACGTTTTTAATTTTCAGCCAA 279

Ad01A13911 Aradu.A01 13911 p2 (TC)9 18 77704278 77704295 TACTGCCGCTACCATCACAC GTCATCGTTGCCTTTTTGGT 278

Ad01A13912 Aradu.A01 13912 p4 (TGTA)5 20 77709888 77709907 GATGTTGCTGACATGGCATT ACCTTGCAAGTTCACATGGC 223

Ad01A13913 Aradu.A01 13913 c (A)10caaaaac(A)1027 77714407 77714433 ATGTGACGCAACAATTGGAA AGATTGGTGGCATTGGGTAA 169

Ad01A13914 Aradu.A01 13914 p3 (TCC)6 18 77716227 77716244 GCACTCCCCCAGTAATGAAA GAAGTCCGGGAAGAAAGAGC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A13918 Aradu.A01 13918 p2 (TA)8 16 77729075 77729090 GGAGCACTTGGTTGAAAAGG ACTACACCGCCCCACAATAA 257

Ad01A13921 Aradu.A01 13921 p3 (AAT)5 15 77735934 77735948 AAGAAATCTCAATTCTCGGCA CCCACACCACTTCCTTTTGT 187

Ad01A13926 Aradu.A01 13926 p2 (AT)7 14 77757667 77757680 CACCGGAGAAGAAGAAAATGA AAAAAGAGCACCAAATCGGA 212

Ad01A13929 Aradu.A01 13929 p2 (TC)9 18 77772735 77772752 AGGAAAAAGGGGAGCAACAT AGGCTCCACAAATCCATGAG 256

Ad01A13930 Aradu.A01 13930 p2 (AT)11 22 77773361 77773382 TTGAAATTGTTGAGTTTTAATGCC CTCCGGAACATTCTTCTGTTG 264

Ad01A13931 Aradu.A01 13931 p2 (CT)12 24 77775795 77775818 AGCCAAATGTTTGGAGTTGG ACTGAAACAACCAGCATCCC 258

Ad01A13935 Aradu.A01 13935 p2 (AG)25 50 77781339 77781388 GAAATCCTGATTCCCCCAAC ATGTCAGCTTGTTGCCACTG 256

Ad01A13939 Aradu.A01 13939 c (T)10gagaaaacagaaccaaagatccaaaacac(A)1150 77793096 77793145 TGTGCAAAGATTTAAGATTTTATTAGA TGTTGCGACCATACTCAAGC 251

Ad01A13940 Aradu.A01 13940 p2 (AT)11 22 77794823 77794844 TGACCCGTATAATCCCCGTA GACGTGCGAGAAGAGGGTAG 270

Ad01A13945 Aradu.A01 13945 p2 (AT)6 12 77805492 77805503 TCACTCACAGTTTTCGTCAATG TTGTCCTCCAACCATTCCAT 235

Ad01A13947 Aradu.A01 13947 p2 (AC)7 14 77808778 77808791 AGTTGCTTCATGCTTCCGTT CCTTCGTTTCTTCCAGCTTT 262

Ad01A13949 Aradu.A01 13949 c (TC)11tt(TC)6 36 77812082 77812117 GATGTTGGTCCTTTGCCCTA CCGTCACTATCACTGGCTGA 244

Ad01A13952 Aradu.A01 13952 p2 (TA)6 12 77815954 77815965 TGCCATCTCATGACTCTCTTCT TTTTGAAAAAGACATTTGTACATCA 267

Ad01A13953 Aradu.A01 13953 p2 (AG)6 12 77821309 77821320 TTCAGTGCAAAATGCCAATC GGGGCTACATCTCCTCATCA 265

Ad01A13955 Aradu.A01 13955 p2 (CT)7 14 77822970 77822983 TCTCTTATTCTCGCCGGAAA TGCCCATGGAGGTTTCTTAG 152

Ad01A13960 Aradu.A01 13960 p2 (GA)6 12 77838874 77838885 TCTATCTTGAAGTCGCCGCT ATAAACGGCAACTCCTCCCT 249

Ad01A13961 Aradu.A01 13961 p2 (AT)10 20 77840561 77840580 AATTCTGGGAATGGTACCCC AAACCTTAGACTGTCCCCCG 106

Ad01A13964 Aradu.A01 13964 p2 (TA)7 14 77846103 77846116 CCATTTCCATCCATACCCAC CTGTTAGTGAAGAATTGGAGCG 264

Ad01A13966 Aradu.A01 13966 c (A)12gaagcacacacattaacacgacgcatgatgtgaaaaacgtttataataacttagttagataatttacttgtttatagaacttttc(AT)8113 77852850 77852962 ATGGGTAATGTTGACGACGA GATGTTATGATGATTAAGGCATTCTT 279

Ad01A13970 Aradu.A01 13970 p3 (CAT)9 27 77866327 77866353 TCCCAACAACTTTCTCCACA TGGAGTACCGGATAGGGTTG 274

Ad01A13971 Aradu.A01 13971 c (A)10tatattatatatacatttttaatgacaaaatatataataagaaaaaaaatataatcttcaaaggaaagaaaaagtagaaaaaaatt(A)10106 77869716 77869821 TTTGAGTGAAAAATATAGGGTAATTGA TGCCGTAACATGCCATACAC 271

Ad01A13973 Aradu.A01 13973 p2 (AC)6 12 77882016 77882027 CACCTTTCAAACCCTTTCCA TGCGAATGAGTTGATGAATGA 252

Ad01A13977 Aradu.A01 13977 p3 (AGA)5 15 77904185 77904199 CCCGACTTAGGTGCCATAAA ACCCACTCTTCCCCATTACC 223

Ad01A13980 Aradu.A01 13980 c (TA)10(TG)11(AG)858 77918922 77918979 CGCCACAAATAGAGAGCACA CACCCTCTCGTCACTCTTCC 259

Ad01A13981 Aradu.A01 13981 p2 (TA)8 16 77919315 77919330 CTCGGAGAATTTTGCCATTC TTTGATTTTGACCCCAGACC 258

Ad01A13987 Aradu.A01 13987 p3 (AGT)5 15 77926664 77926678 TCGCTTCAGCGTATTGTGAC TTATTCAAGAGTGAGGGCCG 117

Ad01A13991 Aradu.A01 13991 c (AT)6nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)766 77978188 77978253 TTGGTCATGCATAATCATCAATAATA TTCTCCAGCACTGCAAAACTT 273

Ad01A13994 Aradu.A01 13994 c (A)13ccaaaaaaattacaaaatcat(A)1044 77994648 77994691 CTAACATTGCATGATTCCTGG AATGCAAGAAGAACGGAAACA 200

Ad01A13996 Aradu.A01 13996 p2 (TA)6 12 78015512 78015523 TCGACCTACAAAGCAAAGGC TCAGATGCAGGACGTGAGAC 258

Ad01A13997 Aradu.A01 13997 p2 (AT)7 14 78018275 78018288 TGTTTTTCTTCTTAATTTTCGCA AACATAAGCTTTTGAAAATTGGATT 209

Ad01A13998 Aradu.A01 13998 p2 (CA)7 14 78018830 78018843 CCAAGGTTCTGAAAACCGAA TGCTGTGGTTGTTCTTTGATG 260

Ad01A14001 Aradu.A01 14001 p2 (CT)8 16 78063633 78063648 TACCTCGGTGACCTTATGGC TAAGCGAATTGAGCACGATG 262

Ad01A14002 Aradu.A01 14002 p2 (TG)7 14 78064057 78064070 TGGCGAACATAGTCTCTGTGA GGGCTCTTCTCTGCATTGAG 269

Ad01A14003 Aradu.A01 14003 p2 (TC)7 14 78067261 78067274 TGATTCATAGGCATACCGCA CAACCTGTCAGAGGCACAAC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A14005 Aradu.A01 14005 p2 (GC)6 12 78076627 78076638 CCAGTTGGGTTGGAAAGCTA ACAAGGCTCCTAAAACCGCT 141

Ad01A14006 Aradu.A01 14006 p2 (TA)8 16 78080055 78080070 CTCCACAGATGCATTGGTTTT TTGATTTTGGGAAAGTTGGG 260

Ad01A14009 Aradu.A01 14009 p3 (AGA)5 15 78116816 78116830 GGTCTTGATGGGCTTTTGAG CCCCCTTAGCCAAATACACA 252

Ad01A14011 Aradu.A01 14011 c (T)11cgtttttctcccttttttttc(T)1042 78134077 78134118 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 229

Ad01A14012 Aradu.A01 14012 c (AGA)7tatggag(GA)742 78152572 78152613 TTAGAATGTTGCTCGCCCTC CCCCTTTAGCCGAATACACA 103

Ad01A14013 Aradu.A01 14013 p2 (TA)13 26 78164315 78164340 ATTTTTGGCATGGAGGACTG CTATGCAATGCAAAATGCAA 264

Ad01A14014 Aradu.A01 14014 p2 (CT)6 12 78170845 78170856 TCCATAAGTGAAATTTGGGGA CGATTTCTGGGCTATTTCCA 257

Ad01A14016 Aradu.A01 14016 p2 (TC)8 16 78204427 78204442 CATAGCGAGTTCTGAAGCCC TCCTTGAAGCAAATAAAATCCT 205

Ad01A14018 Aradu.A01 14018 p2 (TC)10 20 78210488 78210507 CATAGCGAGTTTTGAAGCCC TGAAAAAGGAATATTGAACCTGG 243

Ad01A14019 Aradu.A01 14019 p3 (GAA)5 15 78225060 78225074 TTGCAACAAGTGGAAGGGAT TTGGTGTGGAATCGTCTTCA 280

Ad01A14023 Aradu.A01 14023 p2 (AC)7 14 78259843 78259856 CCAAATGCATGCTCACAAAC CCTTCAAAGGCTCCTCGTTA 280

Ad01A14024 Aradu.A01 14024 p2 (TA)9 18 78260226 78260243 ACGAGGAGCCTTTGAAGGAA GAGAAGCAGGTTCTGCAAGC 261

Ad01A14025 Aradu.A01 14025 p2 (CT)7 14 78265253 78265266 AGCGTCAGAAATCGTGTGTG GCAAACGGTGAGGAAGAGAG 247

Ad01A14026 Aradu.A01 14026 p2 (TA)9 18 78265373 78265390 CTCTCTTCCTCACCGTTTGC TCAAGCAACGAATCAAGCAC 148

Ad01A14029 Aradu.A01 14029 c (T)11actttaattt(TAA)742 78286350 78286391 TTACTCCCTAATGGCTTCGG TTGGTGTATGTTTGGGCTGA 185

Ad01A14033 Aradu.A01 14033 p3 (ATA)5 15 78298472 78298486 TTTCGGCCGATGTGAATAAT TCATTTACTTGGCCAAAGCC 276

Ad01A14034 Aradu.A01 14034 p3 (TAA)7 21 78298741 78298761 TACTCCCTTAAGGCATTCGG GAGCAATTTTTGAGGACGAAA 269

Ad01A14043 Aradu.A01 14043 c (TG)8(TA)10 36 78341001 78341036 TTCTCCTAATTGTAGCAAGTATTTTCA GAATCGTAGCTAGTAGCCCTTAGGT 214

Ad01A14045 Aradu.A01 14045 p2 (AT)8 16 78342804 78342819 AGCGGAAAGGACTCAGATCA CTCCACCTCAGCAGCTTACC 159

Ad01A14046 Aradu.A01 14046 p2 (AT)8 16 78353021 78353036 GTGGTTGGTGAAGCTCAGG TTCATCAACAGCCTCTGTGC 250

Ad01A14049 Aradu.A01 14049 p3 (TTC)5 15 78378371 78378385 GAACTTCCGGGTACTCTCCC TCAACAATTGCCATGAACAAA 140

Ad01A14052 Aradu.A01 14052 p3 (GAC)6 18 78383213 78383230 GTGCAGCCCATCAACTACCT GTTGTGGAGGAAAGGCAAAA 100

Ad01A14061 Aradu.A01 14061 p2 (CT)7 14 78457958 78457971 TGATTACGATTGTGATGGACCT TCAGTCCAAAGACCCAAACA 268

Ad01A14063 Aradu.A01 14063 p2 (CG)6 12 78469839 78469850 TCCATACCTTGACCCGAGAG TGGTGTTTGGAAGTGTTGGA 253

Ad01A14065 Aradu.A01 14065 p3 (AAG)6 18 78510407 78510424 GCTTTTGTCTTCCCTTTCCC TACCCTCTCCCTCCTCCCTA 271

Ad01A14067 Aradu.A01 14067 c (A)11gaagaaaaagaaatgaaaagaaagaacaaaaaaatgagaaaaacaaaagaatagaaaagaaaaa(AAAG)595 78520387 78520481 GGGAACATTGGATGGGATAA TATTGACGTTCACCTTGGGG 261

Ad01A14069 Aradu.A01 14069 p3 (TTC)5 15 78538831 78538845 ACTCTTTTCTTCCCGGTGCT TGCTTTGCGAAATGAAAACA 216

Ad01A14070 Aradu.A01 14070 p2 (CT)8 16 78545427 78545442 AATCTCATACCCAACCCACG ATTGATGAGAGATGGGGCAG 272

Ad01A14077 Aradu.A01 14077 p2 (TA)10 20 78676383 78676402 AGCATTGAGGCTCTTGTTGA TCAAGGTGACAATTCCGACA 155

Ad01A14078 Aradu.A01 14078 p3 (CAA)13 39 78679928 78679966 AAGCCAGAGGGGATCACTTT AGCCTTACATGGACACCAGG 252

Ad01A14079 Aradu.A01 14079 p3 (AAG)17 51 78686090 78686140 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 227

Ad01A14081 Aradu.A01 14081 p3 (AGA)5 15 78711136 78711150 CTCCGGCCTTAGGTGTCATA AAACCCCTCTCCCTCCACTA 235

Ad01A14082 Aradu.A01 14082 p5 (TTATC)5 25 78712858 78712882 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192

Ad01A14083 Aradu.A01 14083 p5 (TTATC)5 25 78721632 78721656 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A14085 Aradu.A01 14085 c (A)11gatagtacatgcg(A)1034 78729801 78729834 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 210

Ad01A14089 Aradu.A01 14089 p2 (AC)6 12 78771371 78771382 TTTCAAGGTTGTAATGGGGC TGGGAATTATGGGTAGTCAGG 154

Ad01A14094 Aradu.A01 14094 p2 (TC)11 22 78804792 78804813 ACTTCCGTCACCTCCTCCTT CCACCCCTTACCCCTACCTA 280

Ad01A14095 Aradu.A01 14095 p2 (AT)8 16 78807561 78807576 GCTGTCCATTACGGCAAAAA TGAAAATTTTGTAACGGGAAA 141

Ad01A14097 Aradu.A01 14097 p5 (AAGAT)5 25 78843213 78843237 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 180

Ad01A14103 Aradu.A01 14103 p2 (CT)6 12 78958223 78958234 CCAAGACCCATTCTCCTTCA CCTCCAACCTCAATCCAAAA 279

Ad01A14104 Aradu.A01 14104 p2 (CT)6 12 78964430 78964441 CCAAGACCCATTCTCCTTCA CCTCCAACCTCAATCCAAAA 279

Ad01A14107 Aradu.A01 14107 p3 (AGA)5 15 78989266 78989280 CCATTTTCTTGGCCACAACT AAACCCACACCTCTCTCCCT 275

Ad01A14111 Aradu.A01 14111 p2 (TC)6 12 79036638 79036649 TTTCTGACCCAGTTTTTGGC AAGAACCTGGGATTGAGAGTCA 204

Ad01A14112 Aradu.A01 14112 p2 (AG)6 12 79049974 79049985 TCTGTAACATGGAAGGGTTCA TTCGGCCCAGAAAACTAAGA 240

Ad01A14114 Aradu.A01 14114 p2 (TA)9 18 79060718 79060735 CCAGCGTGACTCTCTGTTCA GTGCTAGGTGGGAGACAACC 258

Ad01A14117 Aradu.A01 14117 p3 (TCT)5 15 79090554 79090568 AAATGGCCGAACATTCACTC TGCCATTGATGGTAGTGGAA 236

Ad01A14119 Aradu.A01 14119 p3 (TCT)7 21 79099542 79099562 CAAAACCCTCTCTTCTCCCC GGTCTTGATGGGCTTTTGAG 273

Ad01A14120 Aradu.A01 14120 p2 (TG)6 12 79112169 79112180 CCGGCAACTTGGGTTAACTA GTGGCAAGGCAGCTTTTTAG 279

Ad01A14121 Aradu.A01 14121 p2 (AT)9 18 79165870 79165887 TGAATCTCATGCATGCTTCC GCAGAGTGGAAGGAGTCGTC 143

Ad01A14128 Aradu.A01 14128 p3 (AAG)5 15 79258564 79258578 TAAAATATTGCTCGCCCTCG CTTCCCCATAAATCCCACCT 245

Ad01A14132 Aradu.A01 14132 c (TA)8(T)10 26 79290517 79290542 TACACTTTGCTTTGGGGCAT TTGGGAATTGGGTACATGCT 211

Ad01A14133 Aradu.A01 14133 p3 (GTT)5 15 79298845 79298859 CTTGAATGATGGTCCGGAGT AGGGACAATCACCAACAAGG 280

Ad01A14137 Aradu.A01 14137 p3 (AGA)5 15 79331140 79331154 CTAGAGGTTTCTCCGGCCTT CAAACCCACCCATAATGGTC 276

Ad01A14138 Aradu.A01 14138 p3 (AGA)6 18 79344242 79344259 TGGAAGCTGTTGTCTTCCCT CAAACCCACCCTACATGACC 214

Ad01A14139 Aradu.A01 14139 c (AG)7gctctctcctctctcttaggttttaggattagaat(TTC)564 79350214 79350277 CGCGATCTGCAGAATTAACA AAGAACATTGAACCTGGAATTGA 243

Ad01A14140 Aradu.A01 14140 c (CT)9a(TC)7 33 79370085 79370117 ATTCAACCCCACCAACGATA ACAGGAGATGTGGGTGAAGG 219

Ad01A14141 Aradu.A01 14141 p2 (CT)6 12 79372070 79372081 ATGGGCAGTTGTAGCCAAAT TTGGCCCAGAAACACAGATT 273

Ad01A14143 Aradu.A01 14143 p3 (CAT)6 18 79391137 79391154 CTGAAGGGGCACCGTATCTA TGTTGGTTAGTTGTGCGGAA 236

Ad01A14144 Aradu.A01 14144 p4 (TATT)5 20 79416334 79416353 TGCACTATCAAGGCAATCATTC CAGCAGGGTGACTTAATGGC 213

Ad01A14145 Aradu.A01 14145 p2 (AG)6 12 79441473 79441484 TTGTATTTGGTGAGGATTGCC GTTTTGGGAATCGTGGAGAG 228

Ad01A14148 Aradu.A01 14148 p2 (TC)6 12 79493189 79493200 TCAGTCCTCCAGTGATGACG GGAAAGAGAGAACGGGGAAG 243

Ad01A14156 Aradu.A01 14156 p3 (GTA)7 21 79518466 79518486 AAGAGCAAGGGCGTGATTTA AACTTAATTGGGAATAAAACCAGAA 238

Ad01A14160 Aradu.A01 14160 p2 (TG)7 14 79531528 79531541 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 131

Ad01A14165 Aradu.A01 14165 p3 (ATA)5 15 79630272 79630286 GTGGCAGGAGTTGTGTTGAA GAGGAACGGTTTCGATTCTG 234

Ad01A14166 Aradu.A01 14166 c (TCT)6tttctatcgtttcttgctttctctttctcgttcttcttctccttgcacgttcttcttcctcttcc(TCT)5tttctttcgtttcttgccttctctttttc(CTT)5142 79632928 79633069 AATAAATCCCAAAAACGCGA GAGGAAGAAGAACGTGCAGC 220

Ad01A14170 Aradu.A01 14170 p4 (TGTT)6 24 79642412 79642435 TTCGGAAGACACTGTTGCTG ATGTACCAGACCGCTTCCAC 230

Ad01A14171 Aradu.A01 14171 c (ATT)13agttttttatttacctaaaattaag(A)1478 79645096 79645173 GGTTTCCTAAATGTTATGGGAGTTT AGGGAACAAGGGAATCAACC 163

Ad01A14182 Aradu.A01 14182 p2 (AG)6 12 79670218 79670229 AGCTGTTTCTTCACCTTCCA GCATGTACCTCACGTGCCT 236
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Ad01A14186 Aradu.A01 14186 p3 (TTA)5 15 79673094 79673108 TTCCGTTAATAGAAGCCAGCA ACGTGTGGTTGTTGCTTTGA 241

Ad01A14188 Aradu.A01 14188 p3 (AGA)7 21 79677957 79677977 GCGTCGAAAATTCCACTAGG ATTGATGACGTGGTTGGACA 273

Ad01A14189 Aradu.A01 14189 p2 (TC)10 20 79682345 79682364 AACAAGAATTTGGGCTTGGA TTAGCCCTTGACCACGAAAT 265

Ad01A14191 Aradu.A01 14191 p3 (TAC)5 15 79708068 79708082 TTGGGAATAAAGCCAGAATAGA AGCTGAAGCGCCAGAAATTA 198

Ad01A14193 Aradu.A01 14193 p2 (AC)7 14 79743935 79743948 CTGCAGTCCTTTCTCAGCCT TCATCGCATTAAGACGAACG 244

Ad01A14194 Aradu.A01 14194 p2 (AG)8 16 79746851 79746866 TCAGCGATTTCTGGGCTATT GGAACATTGAACCTGTGATGAA 234

Ad01A14197 Aradu.A01 14197 p2 (TA)7 14 79758234 79758247 AGAACCAATGCACAAGGGAC AAGCATTGAACCCTCACTGG 260

Ad01A14198 Aradu.A01 14198 p2 (GA)6 12 79800220 79800231 AAGGCAGAATTTTGACCCCT GTCCACTCGTGCCAATTTCT 195

Ad01A14202 Aradu.A01 14202 p2 (TC)6 12 79847071 79847082 AGTCCAGAAGGCAGAGACCA TCAGAACCAAAAGGGGAAAA 250

Ad01A14204 Aradu.A01 14204 p2 (GA)6 12 79857622 79857633 AAGAGGTGGTGGGGAAGAGT ACACACCTAAAGGGTGCAGG 196

Ad01A14210 Aradu.A01 14210 c (A)10tttgatgtatgatccccc(T)1038 79913631 79913668 TTGCAAACCGTTCTTCACAA CATTCCCCAATCATGGACTC 100

Ad01A14213 Aradu.A01 14213 p3 (GAA)6 18 79937502 79937519 GAAACTTAAGTGCCACCGGA CGCCCTTCCTCTCTCTCTTT 156

Ad01A14214 Aradu.A01 14214 c (T)12gaaatataaaatatcaattc(A)1042 79943042 79943083 AAGTTTGGTGTCTGCATGTG GGCCCCTCCTTGTATTTGTC 244

Ad01A14215 Aradu.A01 14215 c (T)10cttagagctcctttgctccttgtttgctcagtgtcatgtgttgcacaagcctttggca(T)1078 79949955 79950032 TGTCTTTGGCACATTTTCCTT TAACCCGGGATTATCAACCA 253

Ad01A14217 Aradu.A01 14217 p5 (AATAA)5 25 79965733 79965757 GCAATTTGTAAAAACTGTGCCA CCTAACCAATTTTTCTCTCCTCA 170

Ad01A14221 Aradu.A01 14221 p2 (CT)6 12 79988606 79988617 TAGGATTGCATGAAAAGGGC AGTGGTGAAGAGGTGATGGG 215

Ad01A14223 Aradu.A01 14223 p2 (TC)8 16 79995562 79995577 TTGGCTTTTTCTGCTTGCTT CGAATTCATCCTTGAAACTGG 266

Ad01A14226 Aradu.A01 14226 p3 (AAG)6 18 80014794 80014811 TTAGAATGTTGCTCGCCCTT CCCATAAACCCCACCTACCT 245

Ad01A14230 Aradu.A01 14230 p5 (TAAAA)7 35 80033724 80033758 TTGAGGAGAGAAAAATTGGTTAGG TGCTCACAATTTTCGAATTCAT 232

Ad01A14236 Aradu.A01 14236 c (ATT)13(AGT)20 99 80091650 80091748 TCTAATTTATTCTCTTCTTTCAATGGT AAAACACTTTTTAAGATACGGTAATCA 209

Ad01A14241 Aradu.A01 14241 p2 (GC)6 12 80097312 80097323 CCATTCGATGCCTTGATGTA GTACGCGTGCGTGTCTCTAC 195

Ad01A14243 Aradu.A01 14243 c* (ATA)5(AATAAC)9*65 80113808 80113872 TTACATCGTCAACTCCCACG GGCGATGTTGGTATTCCACT 207

Ad01A14245 Aradu.A01 14245 p2 (AT)8 16 80129316 80129331 TGCTTCCATATTGGATTACAAGAG TTTTCTCCTTCATCATAAAATTCAAA 279

Ad01A14246 Aradu.A01 14246 p2 (AT)7 14 80143289 80143302 TCATCAAGAACAACATGAAGATCA TCGAGTTTGGACAACTGACG 248

Ad01A14247 Aradu.A01 14247 p3 (AGA)6 18 80149564 80149581 TGCCTTCCCATTCATCTTTC GCCAAAACCCACACATCTCT 186

Ad01A14252 Aradu.A01 14252 p4 (TTAG)5 20 80195618 80195637 CGCGTACATGTCACCTCTTG CCAACACTAATCCCCAAAACA 278

Ad01A14254 Aradu.A01 14254 p2 (CT)7 14 80200179 80200192 TTTTCCACTTCCAATTTTCG AGAGGGAGAGAGAGGGTTCG 131

Ad01A14258 Aradu.A01 14258 p3 (AGA)6 18 80248570 80248587 GCTTTTGTCTTCCCTTTCCC CAAAATCTCTTTCCCACCCA 224

Ad01A14259 Aradu.A01 14259 p2 (GA)6 12 80248712 80248723 TTTTGAAGGTAGGTGGGGTG AAATAAGCATGGAACTGGCG 263

Ad01A14262 Aradu.A01 14262 p2 (TG)22 44 80280077 80280120 AGGAACATCGGTTACATGGC GTGTGATTGCAATTTCGTGC 194

Ad01A14263 Aradu.A01 14263 p3 (GTA)5 15 80293658 80293672 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 236

Ad01A14264 Aradu.A01 14264 p2 (AT)9 18 80293988 80294005 TGTGGTGGCAATACTTTTTGTT TGGTTTTAAGGGCTGTTTGG 222

Ad01A14276 Aradu.A01 14276 p2 (AG)25 50 80461421 80461470 TGACAATTTTAAAGGTGGTTTTTG TCCTTTCTCTTTCCTCTTTTTCAA 151

Ad01A14277 Aradu.A01 14277 c (T)10atttctcctttttttggtttttattatacagtataataaacacagactaacctatcaactgatcc(T)1085 80466294 80466378 CACGTGTTTTCACGCTTCAT TTCGCTTGATCTGATTCTCCT 229
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Ad01A14278 Aradu.A01 14278 p2 (GA)6 12 80470813 80470824 AATGAATAAACCTGCGACGG AAGACGCCACCAAATCAAAC 246

Ad01A14279 Aradu.A01 14279 p2 (AT)8 16 80474250 80474265 CACGAGAGATCGACACCTCA GAACTAACATGTGCAGCTCCC 140

Ad01A14284 Aradu.A01 14284 p4 (TAAA)5 20 80561512 80561531 GGATCAGCTTCAACGAGAATG TCCCTCTCTCTCATCCCTTG 224

Ad01A14285 Aradu.A01 14285 p3 (TAT)18 54 80567814 80567867 TTCATGCATCTTTTTCATCCA AAAAATTGGGAAATGGGTGC 231

Ad01A14286 Aradu.A01 14286 p4 (TATG)5 20 80568512 80568531 GAATGCCCTTGAAACAAAGTTC TTGCATTTTGCATCTTTTGC 249

Ad01A14289 Aradu.A01 14289 p2 (GT)6 12 80585828 80585839 ATAGCCGCTGACAGCACAC TAGAAATGGAAAACCGGGTG 269

Ad01A14293 Aradu.A01 14293 p2 (CT)6 12 80632396 80632407 CCCCCTTCTTCCTTTTTCCT TTTCTCAACAATCCACAAGCA 238

Ad01A14294 Aradu.A01 14294 p3 (AAT)5 15 80639768 80639782 TCTTTTGTGGCAGAGATCCTT CAAGAGTTTAAGAATAAAAGCTTTACG 271

Ad01A14295 Aradu.A01 14295 p3 (TAA)6 18 80640921 80640938 CATGTAAGCCACGTTTTCGT AACAATTTTCGAGGGCAAAA 272

Ad01A14298 Aradu.A01 14298 p2 (GA)6 12 80665204 80665215 GAAAAGGGGGTGGGTAGGTA TCCCTTCTTTCTCCCTCCAT 273

Ad01A14299 Aradu.A01 14299 p2 (CT)9 18 80665999 80666016 TACACAGTAAGTGCGCGTCC ATAGGGAGATCCTGGGCATT 250

Ad01A14301 Aradu.A01 14301 p3 (TCT)6 18 80685136 80685153 CCCAAACACACCCTAAATGG CTAGAGGTTTCTCCGGCCTT 273

Ad01A14302 Aradu.A01 14302 p5 (AAAAT)5 25 80690652 80690676 TCCTTGTGACTCCTCCCATC TCAAATCTTTTTCAAATCTTTTCTC 214

Ad01A14304 Aradu.A01 14304 p2 (GT)7 14 80692561 80692574 CATGTGAATAAGTGGGCAAGAA ATGCATGTATGGCCAAGTGA 279

Ad01A14305 Aradu.A01 14305 p2 (AG)6 12 80693690 80693701 TTTCAGGCGGTATTTTGACC GGAACATTGAACCTGGAGTGA 224

Ad01A14309 Aradu.A01 14309 p2 (AT)6 12 80748006 80748017 TCAAGGCATGCAACCAAATA ACCTATGCTGGAAGGGATGA 168

Ad01A14314 Aradu.A01 14314 p2 (AG)6 12 80801793 80801804 AAGAACCTGGGATTGAGAGTCA GTGTCACTTTTCCGCGACTT 254

Ad01A14316 Aradu.A01 14316 p3 (CTT)5 15 80805942 80805956 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad01A14320 Aradu.A01 14320 c (AT)7tctaactatttg(A)1440 80858058 80858097 TCGGTTTTTACACCGGAAAG TCAGACCCAGATCAGCATCA 218

Ad01A14324 Aradu.A01 14324 p4 (TTAT)5 20 80868301 80868320 ACTCAGAGCCTTGGACCTTG TTTGAATCAAGGGATGTTGATG 162

Ad01A14325 Aradu.A01 14325 p4 (TATT)6 24 80871089 80871112 AACGCACCATGTGGTAAACA TTGAAATTAAGTTTGGTGTCCTCA 126

Ad01A14326 Aradu.A01 14326 c (T)10gatcttgtgtgaactccttcacctttttttatttattttatttacttaattaatta(ATTT)898 80874872 80874969 TAATCCCTTCCACCTGATGC GCCATATCAAATTGCAATCCA 263

Ad01A14327 Aradu.A01 14327 p2 (AG)16 32 80880333 80880364 CCGGTGGTGAAGAAAGAAAA TCACTTGTTCGCTTCTCGTG 279

Ad01A14328 Aradu.A01 14328 p3 (CTT)5 15 80886503 80886517 GCATGCAAACTGCAGGACTA CAGGAGACAATGGAAGCACA 277

Ad01A14330 Aradu.A01 14330 p3 (TCT)5 15 80921008 80921022 TACCTCCCCCTCACTCTCCT AGTGGTCTTGATGGGCTTTG 242

Ad01A14333 Aradu.A01 14333 p2 (TG)7 14 80928419 80928432 TTTTGGTTGTGAAGGCAACA TTCATTCCAAGCCAAGATCC 202

Ad01A14338 Aradu.A01 14338 p2 (AT)8 16 80942438 80942453 TTCGGTATTCAGGGATGGTC GACCTCTAAAATGCAATGCG 240

Ad01A14339 Aradu.A01 14339 p3 (AAT)14 42 80944301 80944342 TCACTCTAAAATTTCTTTGGCTG AAAACACAACAAATAAAACGAAAAA 231

Ad01A14344 Aradu.A01 14344 p2 (AG)9 18 80974891 80974908 CCGGTGGTGAAGAAAGAAAA CGTACGCACATGACTCGTTT 233

Ad01A14353 Aradu.A01 14353 p2 (CT)6 12 81106449 81106460 TTTCGAAATCTTTCCTCCCC ACCAGCTCTTTGGCAACTGT 214

Ad01A14359 Aradu.A01 14359 p2 (AT)7 14 81182653 81182666 GACAAAATTCTCCCAAGGCA CTGAACACACAAATCACGGC 280

Ad01A14360 Aradu.A01 14360 p3 (AAC)5 15 81184866 81184880 ATTGGCAGGACAACTCCAAC GAGGTGCTCTGTAAGGCTGG 156

Ad01A14365 Aradu.A01 14365 p2 (CT)8 16 81275152 81275167 GCTCAAGTTATGGCTCTCGG CAAAGTGGACCAAACGGACT 206

Ad01A14368 Aradu.A01 14368 c (T)10ctattaatttttttcttcctattttaccttttcaag(T)1258 81296304 81296361 TCCTCATCATTTTCTGCTGCT CAGCATTATGTGTTTCTTCTCCTT 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A14369 Aradu.A01 14369 p3 (CAT)5 15 81296626 81296640 TCTGCTTCTTCTGCTTCTTCTTC TTTGCTACAAATGCACAACAA 278

Ad01A14370 Aradu.A01 14370 p5 (AAAAG)5 25 81298003 81298027 TTTTAATCGACCCCATTTGA TATTGTTGAACCGGCAACTG 268

Ad01A14371 Aradu.A01 14371 p3 (ATT)18 54 81298400 81298453 TTGCTAAGATCGTTGTTCTTATTACC ACGTCAGCAAATTGACTCCC 168

Ad01A14372 Aradu.A01 14372 p2 (TG)9 18 81350429 81350446 CTTCTTGAACAGGTCAGGGC AAGCGTAGTTATTTTACGAGGCA 233

Ad01A14374 Aradu.A01 14374 p2 (TC)14 28 81355445 81355472 TTTCAATGCAAAAGCAGCAC ATGTTATGCTTTTCGGGGC 225

Ad01A14376 Aradu.A01 14376 p4 (TAAT)6 24 81357328 81357351 GGAGCGAACAAGCAAGGTAG ATTAGGGCCACACAAAACCA 219

Ad01A14377 Aradu.A01 14377 p2 (CT)10 20 81357473 81357492 TGGTTTTGTGTGGCCCTAAT TTGACCAGATGACAGCCAAG 180

Ad01A14378 Aradu.A01 14378 p5 (AAAGA)5 25 81360931 81360955 CCGAAGCAACAACCAAAGTT TTGATTTGTGGAATGGATTTGA 178

Ad01A14382 Aradu.A01 14382 p3 (ATT)7 21 81365885 81365905 GGATCATCCACAATGGGTAA AATCAAACAACTCGCATGGTC 275

Ad01A14383 Aradu.A01 14383 c (ATT)19gttgttgttatta(TTG)791 81367347 81367437 CTGCTGGAAGCGTGGTTAAT TGACTCCACCTACGCACAAG 241

Ad01A14393 Aradu.A01 14393 p2 (AG)6 12 81434351 81434362 CGTGACATGGGAGAAATTCA CCCAAATCCAAGTCCAGAAA 280

Ad01A14394 Aradu.A01 14394 p2 (TA)6 12 81435247 81435258 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 276

Ad01A14396 Aradu.A01 14396 p2 (AT)7 14 81450643 81450656 CTGACCTATCCAGGAACCGA TGGATTTGACACTACTCACCAAA 280

Ad01A14397 Aradu.A01 14397 p5 (AAGAT)5 25 81451832 81451856 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 180

Ad01A14401 Aradu.A01 14401 c (CTT)5gctgcacgttcttcttcctcttca(TCT)554 81474507 81474560 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 220

Ad01A14402 Aradu.A01 14402 p3 (GAA)9 27 81475020 81475046 ACACCCAAAATTCGTTGCAT TCCTCTTCCTCCTCCTCCTC 259

Ad01A14403 Aradu.A01 14403 c (A)10c(GAA)5gaggaggaggaggaagaggaagaggaagatgaagaggaagaagaagaagacgaagacgaaaaagaagaag(AGA)6114 81475161 81475274 CGTGCAGAAACGAAAGAAAA CGCGCATTAACTCATTTTGA 271

Ad01A14406 Aradu.A01 14406 p3 (ATA)18 54 81478746 81478799 TGCCTAAAACCAAACCAATGA GAGATTTTGGCAGCTGAACC 203

Ad01A14409 Aradu.A01 14409 p2 (GT)8 16 81495478 81495493 ATAATGGAAACGGGATGCAG TCATAACCCTAATACAACACACTCTCA 278

Ad01A14412 Aradu.A01 14412 p2 (GC)6 12 81523244 81523255 ATGCGGTTCTAGTTGGGTTG AAGTGGCCATGGACAGAATC 134

Ad01A14413 Aradu.A01 14413 p2 (TA)7 14 81570739 81570752 GCCCAAAGCACTCTGTCTTC TGGATCTTGAAAGAATGATGGA 261

Ad01A14419 Aradu.A01 14419 p2 (GA)6 12 81660736 81660747 TGAAAGTGAGGTAGGTGGGG GGATTGCACAATAAGGGCAT 205

Ad01A14422 Aradu.A01 14422 p3 (GAA)5 15 81686980 81686994 CCACGATGGCAATGACAATA AGGCGTCCCAGTATGTTTTG 200

Ad01A14423 Aradu.A01 14423 p3 (CAA)5 15 81687579 81687593 TAAGTCATCAGCATTGCCCA CTTTGGCTCTTCCTCCTCCT 277

Ad01A14424 Aradu.A01 14424 p3 (AAG)10 30 81692530 81692559 AGCGATGCTTTTACCACACC CCCATAAACCCCACCTACCT 274

Ad01A14426 Aradu.A01 14426 p2 (AT)11 22 81706513 81706534 CATTTGTTTTGAAAATCCTCATCA CCATGATGGAGAAAGGGAGA 162

Ad01A14430 Aradu.A01 14430 p2 (AT)8 16 81734758 81734773 CAGCGTGGCATACGACATAC ACAGAAAAGCCAAAAGGCAA 150

Ad01A14436 Aradu.A01 14436 p6 (AGAGAC)5 30 81799197 81799226 TTCCATACACAGCATGGGTT TTGAATGCTTCTTGTGTTCCC 269

Ad01A14440 Aradu.A01 14440 p2 (CA)7 14 81802863 81802876 CACGTCGTAAAGCAAAGGCT GAGCTGCGGCTAGATCGTTA 258

Ad01A14441 Aradu.A01 14441 p3 (AAT)13 39 81806501 81806539 CTCTGCACAATCAAACCGAA GTGAGAGTGCGTGATGCTGT 216

Ad01A14443 Aradu.A01 14443 p2 (AT)7 14 81827521 81827534 GATTCCAGAGTGTTGGGCTC TTTAAGGGCAAATTGAGTTTTT 274

Ad01A14444 Aradu.A01 14444 p2 (TA)6 12 81849314 81849325 CTAGACTCGACCTGCGAAGC CGAAGATCTACCTTGGGGGT 186

Ad01A14447 Aradu.A01 14447 p2 (GA)6 12 81874898 81874909 ATAATGGCACCCAAACAAGC CCAGCCTCTGTCGATCTCTC 147

Ad01A14448 Aradu.A01 14448 c (T)10cttatataaaataaaaaaataaaaaattacagatctcctgaaataaatttaattactttcatgttcttttctt(TA)695 81876384 81876478 CAACATAAACATTCGGTGATGG CTGTGTGTACCAAATTCGTGG 250
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Ad01A14457 Aradu.A01 14457 p4 (GATA)5 20 81964006 81964025 TCTATCGGTGCTTCCGGTAT TGTAGATCACGGTAAGAGAAAGAGAA 226

Ad01A14460 Aradu.A01 14460 p4 (TTTA)5 20 81987074 81987093 TTGTCCCATGTGCATTGATT TTTTATGGGAACATGGGATGA 221

Ad01A14464 Aradu.A01 14464 c (ATT)18gagtgactatatatataaaagaatctaatgaataaatttatcattatttttgttcaaaacatacaaaaaattatggtactgtattattgtgcaat(TAA)14ttttaatttac(T)10212 82004832 82005043 GGGACCTATTTATCATTTTCCC TTCCTTAGACATAATAGTCTTTCGTG 274

Ad01A14465 Aradu.A01 14465 p3 (AGC)6 18 82005417 82005434 AAACCCTAATTGCATCCCCT AGTACCGCATACCGACCTTG 260

Ad01A14467 Aradu.A01 14467 c (T)10cttctttttcttctttctccgtgtc(TCT)550 82008103 82008152 CGGTCGTTTCTTGTTCGATT AGGTGATGTTGATGACGACG 276

Ad01A14468 Aradu.A01 14468 p3 (TCT)5 15 82008593 82008607 TGGGTGTAACACAGATATTTGGA TGCAGCATTATGTGTTTCTTCTT 263

Ad01A14469 Aradu.A01 14469 c (A)10caccacaagaattttacattatt(AG)645 82010139 82010183 TCCACCTGCAATTCTTCTCC CCTCGTGGAATCAACATTCA 236

Ad01A14470 Aradu.A01 14470 p2 (GT)6 12 82016518 82016529 AGCCAAATTTGAGCCTACGA TTCTCTCCCAATGTCCCAAG 162

Ad01A14471 Aradu.A01 14471 p2 (AG)7 14 82072718 82072731 TCAAAATCTCACAGGTTGTGTGT TTAAGTGTGGGGAGGTTGGA 279

Ad01A14472 Aradu.A01 14472 p3 (AGA)5 15 82074671 82074685 TGGAGAATGTGAGTGAGAGAAAA CACGTCCCTCACCTTTAAGC 251

Ad01A14475 Aradu.A01 14475 p4 (AGTG)6 24 82079034 82079057 CCCCTTTCTTTTCCTTGCTT TTTTAAAAACAATCCCTAATTCTCAAA 220

Ad01A14476 Aradu.A01 14476 p2 (AG)8 16 82085153 82085168 CCGTGTTTTGACCCAGATTT AAAAGGAACATTGAACCTGTGA 218

Ad01A14477 Aradu.A01 14477 p2 (AG)9 18 82088314 82088331 GTATGCGTGACATGCGTGAT GGAACATTGAACCTGTGATGAA 274

Ad01A14479 Aradu.A01 14479 p2 (AG)6 12 82117852 82117863 TTGTCAAACACGTGATGGGT CCTTTGCTTTCATCTTGTTCC 272

Ad01A14480 Aradu.A01 14480 p2 (TA)8 16 82119337 82119352 TTACTTGGGGCATTTTGTCC GTTTGGGAGAGTTGGGAACA 121

Ad01A14482 Aradu.A01 14482 p2 (AG)6 12 82136275 82136286 TCCAAATCCATCAAGAGTTCG ATTCAAGCTTGGGCAAAAGA 220

Ad01A14484 Aradu.A01 14484 p2 (CT)6 12 82162402 82162413 TCACCTTCCTCTGTTTCAAAAAT CAGAGAGGAAGAGAGGGTTCG 234

Ad01A14485 Aradu.A01 14485 p2 (CT)7 14 82166801 82166814 ATTGTAAGGGCGTTTTGCAC AGGTAGGTGGGATTTTTGGG 195

Ad01A14488 Aradu.A01 14488 p2 (TA)8 16 82185779 82185794 TGGGGTAATTTTATCCCCTTA TTTGGGAAGATTGTGGGAAC 217

Ad01A14491 Aradu.A01 14491 p2 (TA)8 16 82208623 82208638 CTCAAAGCAAGAGGGGTGAG TTGCAGACGTGTGCGTTATT 149

Ad01A14494 Aradu.A01 14494 p2 (GT)6 12 82227020 82227031 GATCGGCCCTTACTCACGTA CCCATTTTCCCACACTTGAA 174

Ad01A14499 Aradu.A01 14499 p2 (AC)6 12 82283996 82284007 AGCAACACCATCAATCCACA TATCAGCCATCCACCCAAAT 278

Ad01A14500 Aradu.A01 14500 p2 (TA)10 20 82297736 82297755 AGAGATCCCTTATGCCAACG CACCCTACCATTCATTGCCT 206

Ad01A14501 Aradu.A01 14501 p3 (TAA)6 18 82299425 82299442 TGAATTTTGTTTGGTAATGAACTGA AAAAACAGGATTTTAAAACACGAA 236

Ad01A14508 Aradu.A01 14508 p2 (TC)7 14 82311891 82311904 TTCCAACTTTTTGTTTGGCT GAGAATCTTCACTTCCTCTCCA 280

Ad01A14515 Aradu.A01 14515 c (GA)6gtggat(GA)732 82331397 82331428 GCCGAAAGGAAGATGAGGTA TTCTCTTCTGCCATAACCGC 261

Ad01A14519 Aradu.A01 14519 p2 (TC)8 16 82364247 82364262 TGAAACACGGTATAAAGAGAGTCAA GCATGTATTTTATACTGGTAGCGAA 242

Ad01A14520 Aradu.A01 14520 p2 (TA)6 12 82370386 82370397 CCCTAACCGGCCTAAACTTC GATAAACCGTGAAGCCGAAA 117

Ad01A14522 Aradu.A01 14522 p2 (TA)6 12 82397307 82397318 TACCCTAGCCGGCCTAAACT CCATCTTGTTAGACGCACCC 271

Ad01A14526 Aradu.A01 14526 p3 (TCT)5 15 82440088 82440102 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 271

Ad01A14527 Aradu.A01 14527 p2 (CT)8 16 82465524 82465539 CGTCCTTCTCCCTTTTTCCT AATTTGCAACAATCCACAAGC 251

Ad01A14533 Aradu.A01 14533 p3 (ATT)8 24 82511106 82511129 TGGATTAAGAGCTGCTTGGAA GTCCTCTCACCCTCAAGCAC 269

Ad01A14534 Aradu.A01 14534 p3 (AAT)5 15 82511429 82511443 CGAGAATGGCCCACAACTAC TCTTGAACTTTCATGGAGCTGA 279

Ad01A14539 Aradu.A01 14539 p2 (AC)6 12 82547987 82547998 CGGTGCTGCGTATTCTTTTT GGGAAGTGCATGTTCCTTTT 270
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Ad01A14542 Aradu.A01 14542 c (A)10taataataatgttttcaatagctatagattacacaccaattttctaaattc(A)1172 82566178 82566249 TTCTTCCTTTAATAAGTCTGACTATCC TTGCGTCATTTTAAACCTTCTTT 178

Ad01A14546 Aradu.A01 14546 p2 (CT)8 16 82642485 82642500 GTGATAACAGGGCAACCTGC CCAGAGGAGAGAATTCACCG 247

Ad01A14547 Aradu.A01 14547 p3 (TCT)5 15 82648698 82648712 CACCTCCCCTACTCTCCTCC CTCGGAGTTGGAAGCTTTTG 195

Ad01A14551 Aradu.A01 14551 p3 (TGT)6 18 82669082 82669099 TTGGATGTGGATAGTGTGCC ACATTCTTTTGGATGTCGCC 219

Ad01A14555 Aradu.A01 14555 p3 (AAT)5 15 82682818 82682832 TTGCCATTTTCTTCAAACACA TTGCCATTTTCTTCAAACACA 253

Ad01A14557 Aradu.A01 14557 p3 (TCT)6 18 82705831 82705848 CACCCTAAATGGCCGACTAA TCGTCCTCGAGCAATAGAAGA 177

Ad01A14558 Aradu.A01 14558 p2 (AT)10 20 82726775 82726794 CAAGCTGCGGCTAGTTCTCT GTCCTTTGTAAGGCCCCAAT 265

Ad01A14560 Aradu.A01 14560 p2 (AT)8 16 82738586 82738601 TATGCAATGCAGCACAATCA CTTCGTGTGGACGTTTTGTG 254

Ad01A14562 Aradu.A01 14562 p2 (AT)7 14 82744426 82744439 TTGTCCCCTTTCATTTCCTG ATGAACCCCAAGAAAAAGGG 139

Ad01A14565 Aradu.A01 14565 p2 (AT)8 16 82783171 82783186 CATCATTCAGTCATCCAGCC CTCCTTGGACAGGTCAGAGC 135

Ad01A14568 Aradu.A01 14568 p3 (TAC)5 15 82822573 82822587 CAACAAGTATTGCCACCACA TGCTTCTCAAAACACAGGTTG 274

Ad01A14570 Aradu.A01 14570 c (T)10aaaacgaataataaaagatgcaattctagtgactctaaac(A)1060 82851708 82851767 AGCATGCAATTGACACCAAA GTTAGTTGTGCGGACTGCAA 278

Ad01A14571 Aradu.A01 14571 p3 (TTC)6 18 82884455 82884472 TACCCTCTCCCCTTTCCCTA CTAGAGGATTCTCCGGCCTT 247

Ad01A14576 Aradu.A01 14576 c (A)10tgaaaaaaaagaaataaaagtgaaaaaaaaagaaaaaaagaagagaaaagaaaaaaaatgtaaataggaaaagaaag(A)1097 82992223 82992319 TAGTTTTGGTGAGGCTTGGG TTTTGTCCCCTTCATTGCTC 254

Ad01A14580 Aradu.A01 14580 p2 (TA)6 12 83051835 83051846 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 270

Ad01A14583 Aradu.A01 14583 p2 (AT)13 26 83082595 83082620 TTTTCCCTCGCCTTTATCTG ATGCGCCACTCAGATAGCTC 247

Ad01A14584 Aradu.A01 14584 p2 (TA)6 12 83088083 83088094 CGGTCTAGGTTTTGCCTCAA CAAATGTAATTCTCTCTCTTTTTGTTT 236

Ad01A14585 Aradu.A01 14585 c (TA)6ataatattatatgttgtattgtg(TA)647 83092982 83093028 TCGTTAGAGCTTCGTGCTGA CAAATGCAATTCTCTCTCTTTTTG 203

Ad01A14586 Aradu.A01 14586 p2 (TC)6 12 83104455 83104466 TTCGAAAATCACTAACCCTTTTTC TCCAAACACAAGGGTGAAGA 136

Ad01A14588 Aradu.A01 14588 p3 (AGA)6 18 83135466 83135483 CAGGACTCAGAGGTGGAAGC CTCTCTTGACCGAAACCCAC 219

Ad01A14592 Aradu.A01 14592 p2 (CT)8 16 83174906 83174921 TGTCACAACGGCTGGACTAC CCACCCCCTTTTCTTCCTAA 189

Ad01A14598 Aradu.A01 14598 p5 (ATTTT)6 30 83218582 83218611 TTGAATTTTGTCCCATGTGC TGGGGAATTTTATGGGAACA 225

Ad01A14599 Aradu.A01 14599 p3 (ATA)5 15 83240143 83240157 AGCAAATTTACAAGCGCGAG GTCTAAACTTCGCGGGCTAC 158

Ad01A14605 Aradu.A01 14605 c (A)10gaaac(A)10 25 83292508 83292532 GGGGATTGTAAAGATGGCTG CTTTTTGGCTTTTCGAGTGG 215

Ad01A14607 Aradu.A01 14607 c (A)11tttcagattttaaaatttttatcttatcttatcttatttttcaaaattcaaatctttttc(A)1283 83298469 83298551 TTGCAAACGTGTGCCTTATT TTTAAGCCAGAGGGGTGAGA 214

Ad01A14609 Aradu.A01 14609 c (T)10cttttatttgagtccctacactaattttttttagttaaatttctgtacaattaagcctattattactaaaagagacgtaattg(A)10103 83311117 83311219 TTGAGTTCTTGACTTCTTGCAC AAGAGAAAGGTTTGATTATTATGTTGA 250

Ad01A14611 Aradu.A01 14611 c (GAG)5a(AGG)6 34 83315178 83315211 ACGTGGCACAACTTAAGGCT AAGATTTATCATCGTGGCCG 145

Ad01A14617 Aradu.A01 14617 p2 (GA)6 12 83371582 83371593 TGGGATGATCTCCCTCTCAC TGGTGTTGGGTCAAAACCTT 246

Ad01A14619 Aradu.A01 14619 p3 (AGT)5 15 83398287 83398301 ACCCACTTCCCAAAACACAG AACAAAAAGTATTGCCACCACA 279

Ad01A14623 Aradu.A01 14623 p3 (TTA)18 54 83407378 83407431 AAAAAGAAACAACTCCAGCATC TATGCTCCATAAGCCAACCC 161

Ad01A14624 Aradu.A01 14624 p2 (GA)6 12 83409637 83409648 ACTGGTTTTGTGTGTGCGAG AGCCTTAAGTGTGGGGAGGT 268

Ad01A14625 Aradu.A01 14625 p2 (TA)10 20 83413642 83413661 CGTCATCCAACTGACGAAAA TTGGTATGTTTTTGTTTCCAGG 269

Ad01A14631 Aradu.A01 14631 p2 (AG)8 16 83457345 83457360 TGGACATTTGGTGAATTTGC TTGTCACAAATTTCGTTGCG 271

Ad01A14632 Aradu.A01 14632 p2 (TC)6 12 83474669 83474680 AGGGGGCTCGCATAATTCTA AAACTGAAAATGCCTCAATACCA 259
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Ad01A14637 Aradu.A01 14637 p2 (TC)8 16 83514638 83514653 CTAAAACGCAATCACGCAAA TCACCTCTGTTTTGTGCCAG 244

Ad01A14640 Aradu.A01 14640 c (GA)6aaactgagtgggtgacggtgagagaatgggcggccgtgtggtggtccgcggagcagaggtggtggttatgggg(GAA)5100 83569567 83569666 GACGGAATGGGTGAGAGAGA TTCAAAACAAGAGGCAACCC 222

Ad01A14642 Aradu.A01 14642 p2 (TA)8 16 83619387 83619402 GGAAGGCAATGCAACCTAAA TTTCTTTCCCATCTCATTTGC 192

Ad01A14644 Aradu.A01 14644 p2 (AG)6 12 83626486 83626497 AAACTGAAAATGCCTCAATACCA CCATTCAGGGAAAAGGCATA 265

Ad01A14645 Aradu.A01 14645 p3 (TTC)6 18 83633077 83633094 TGATCGAAACTTCACCCTCC CTAGAGGATTCTCCGGCCTT 256

Ad01A14652 Aradu.A01 14652 c (GT)11(AT)6 34 83688891 83688924 GCTCGCAAAGATAAACCTGC GATGTAGGACGTGAGGCTCC 278

Ad01A14654 Aradu.A01 14654 p2 (CT)6 12 83700281 83700292 GGTCGCGTGGAACAATTTAT GTGCTAGGTGGGAGACAACC 272

Ad01A14655 Aradu.A01 14655 p2 (GA)9 18 83705035 83705052 TCCCTCTCACTCATCCAACC TGGTGTTAGGGCAAAACCTT 242

Ad01A14658 Aradu.A01 14658 p3 (CAT)5 15 83751387 83751401 AACATCGGGATCAGACTTCG CCTTTCCCTTTTTAGCCTGG 172

Ad01A14662 Aradu.A01 14662 p2 (AT)7 14 83771406 83771419 GTTCAGAACATTGGTTGGCA TTGGGGTATTTTGTCCCCTT 277

Ad01A14663 Aradu.A01 14663 p2 (GT)6 12 83776587 83776598 GCTTTCATGCTTCTTCACCA GCAAAAGCAAGGAAGCCTAA 256

Ad01A14666 Aradu.A01 14666 c (T)11acctttgaaaaattttc(A)1240 83799171 83799210 TGAGTTGAGTGGCCATTGTT GAAGCAGAGCACTCTCCTAACC 260

Ad01A14669 Aradu.A01 14669 p2 (GT)6 12 83806139 83806150 GCTTTCATGCTTCTTCACCA GCAAAAGCAAGGAAGCCTAA 255

Ad01A14670 Aradu.A01 14670 c (T)10gcatgcatgc(ATTT)540 83811143 83811182 TCCTTTTCCTGCATTTTTGG CGAATTTTGGAATGTTGGCT 217

Ad01A14671 Aradu.A01 14671 p2 (TA)6 12 83818671 83818682 AACCGAATTTTCGGAACCAT GTCCCAATCCCTTGGTGACT 138

Ad01A14672 Aradu.A01 14672 p3 (AGA)6 18 83825160 83825177 ATGCTTTTACCGCACCAAAC CCCATAAACCCCACCTACCT 260

Ad01A14676 Aradu.A01 14676 p2 (TC)6 12 83871550 83871561 CCCTTTCCCCTTCTACCTCA TTTGCAATAATCCACAAGCA 247

Ad01A14677 Aradu.A01 14677 p2 (AT)8 16 83875251 83875266 TTTTCAGGGTTGTAATGGGG CCCAAATGCAAAATAAAGCAA 232

Ad01A14678 Aradu.A01 14678 p2 (GT)6 12 83881451 83881462 AACGCTTTCCTGGGGTACTT GAGTCCTTTGACTTGCGAGG 279

Ad01A14679 Aradu.A01 14679 p2 (TA)6 12 83882447 83882458 TTGGATAGGTCAGAGCCTGG TGTTGTTATTTTGCGAGGTGTT 272

Ad01A14686 Aradu.A01 14686 c (A)10tatcttttctaactggttttaaactatattttcgaaa(T)1057 83984610 83984666 TGTTTTTCTCTTTCATCATAAAATTCA ATGGAGCAAGGGAGATGGTA 280

Ad01A14690 Aradu.A01 14690 c (A)11gaaaaagaaaaaa(AT)636 84018509 84018544 AAGTGTGGGAAAACTGTGGG TTGGGGTAATTTTGTCCCCT 247

Ad01A14691 Aradu.A01 14691 p2 (TC)6 12 84026027 84026038 TGCATCCATTTAGGGAGAGC TGGAATAATTCGTAAATCAATTCAAA 207

Ad01A14692 Aradu.A01 14692 p2 (CT)6 12 84043707 84043718 AAACCACCTAACCACTTTTCCA TCCTTGAGGTGTCTGAAGAGAA 251

Ad01A14696 Aradu.A01 14696 c (TA)7(TTAT)7 42 84102035 84102076 TTGAAATTTTGGTGGGAAGA CAAGTTTGGTGTTCAAGGCA 275

Ad01A14703 Aradu.A01 14703 p3 (TTC)5 15 84185730 84185744 TTTTGGTAGAGCAATGAACAACT ATCCAACCCCCAACCTAATC 264

Ad01A14707 Aradu.A01 14707 p3 (CAT)5 15 84233683 84233697 TAGCTTCAACTGCCGAGGTT TAGGTTGGGGTCTGTTCAGG 266

Ad01A14708 Aradu.A01 14708 p2 (GA)7 14 84252105 84252118 AGGTTTGGAGGTGATTGGTG TCCCCTCAAGATCTGTGGAC 157

Ad01A14710 Aradu.A01 14710 p2 (GT)6 12 84262136 84262147 GGACACCAAGGTCTCAAGGA AACCAGTTGGTTCAAGGTGC 126

Ad01A14711 Aradu.A01 14711 p2 (TA)6 12 84269917 84269928 AGGATGTGCCTACCGTTGTC ATAGGTTAGGCCCTGGGATG 156

Ad01A14712 Aradu.A01 14712 p2 (AT)10 20 84274166 84274185 GAATCGTTGTTAAAAGCGTCA GACTTCTTGAACAGGTCAGGC 272

Ad01A14714 Aradu.A01 14714 p2 (AT)8 16 84295969 84295984 TTGCATTACTAAGCCGTCCC CCCTCCTTGTTTTTGTCGAG 236

Ad01A14716 Aradu.A01 14716 p2 (AT)8 16 84346274 84346289 AATTTTCGAATCCCTTGGGT GGGGTTAGCATATGATCCCA 271

Ad01A14718 Aradu.A01 14718 p2 (AT)6 12 84386721 84386732 CCTAACCACTTCCTCCCTCC GGGGTTAGCATATGATCCCA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A14722 Aradu.A01 14722 p2 (GC)6 12 84403822 84403833 GGTAGCACAAGGGTGGCTTA CGTTCCTCATCCTACACCGT 192

Ad01A14723 Aradu.A01 14723 p2 (GC)6 12 84403955 84403966 GTGAAGTGGCCTAGAGGACG CCTTGTGCACTCCTGGTACA 193

Ad01A14724 Aradu.A01 14724 p2 (GC)6 12 84404104 84404115 TGTACCAGGAGTGCACAAGG CAACAAAAGCAACCCTCCAT 188

Ad01A14726 Aradu.A01 14726 p3 (TTC)7 21 84447360 84447380 CCCCACCTACCTTCCAAAAT TGCCATTGATGGTAGTGGAA 208

Ad01A14727 Aradu.A01 14727 p3 (TTC)6 18 84483479 84483496 TACCCTCTCCCCTTTCCCTA TTAGGTGCCATTGATGGTGA 229

Ad01A14728 Aradu.A01 14728 p3 (AGA)6 18 84499750 84499767 TTAGAATGTTGCTCGCCCTC CCACAGGATCACCTCAGGAT 231

Ad01A14729 Aradu.A01 14729 p2 (TC)13 26 84507129 84507154 CCTTTACTTGGGGGCATTTT ACACCCCATTCCCATTTACA 249

Ad01A14733 Aradu.A01 14733 p2 (AT)6 12 84520875 84520886 GTAAAACTGGCCAAGATGCC CAAGCCTTTAAGCGAAAAACA 229

Ad01A14734 Aradu.A01 14734 p2 (CT)8 16 84526382 84526397 GCTATAGAGTGGGGGAAATGC CAATTGGGCAACATCAATCA 260

Ad01A14738 Aradu.A01 14738 c (A)11gagaaggagaaaaacgaaaaaaaggagagaaaagacaacgaaaaaac(A)1068 84544260 84544327 TTCATGAATGTTGGCTCTTGA AGCTTTGCTAGAATCGCCAA 266

Ad01A14739 Aradu.A01 14739 p2 (CT)6 12 84548545 84548556 AGCGCTGGAAGTGATTTTTG AAACCTGGGATCGAGAGTCA 251

Ad01A14741 Aradu.A01 14741 p3 (CTT)5 15 84579702 84579716 TCACATCATGCGCCACTTAC CGATGACGATGACAATGACC 263

Ad01A14743 Aradu.A01 14743 p3 (AAG)7 21 84614729 84614749 GCCCAAGCAAAATTGGACTA TCCATTCTGCTGGATTCTCC 266

Ad01A14745 Aradu.A01 14745 p2 (AT)8 16 84627837 84627852 TGAAGATCATAGCGATGGTGA ATGGCAACACTTCCAAGGAC 248

Ad01A14748 Aradu.A01 14748 p3 (AAG)5 15 84658636 84658650 TCTGGCCTTAGGTTCCATTG CCTCTTCTTCACCTTGGCTG 172

Ad01A14749 Aradu.A01 14749 p2 (CT)8 16 84677244 84677259 GAACATTGAACCTGAGATGAAGAA GTTTTCGGCCCAGAAACATA 207

Ad01A14755 Aradu.A01 14755 p2 (CT)6 12 84785193 84785204 CTTGGTGCAGGGATGACTTT ATAGGTGAGGGGTTTTTGGG 141

Ad01A14758 Aradu.A01 14758 p3 (ACT)6 18 84827560 84827577 TGTCTGATGATGATGAGAAAAATG AGCTGAAGCGCCAGAAATTA 228

Ad01A14763 Aradu.A01 14763 p2 (CT)10 20 84888429 84888448 CCTAACCACTTTTCCACTTCCA AAACACAGATGGAGAAAGAGGG 188

Ad01A14768 Aradu.A01 14768 p2 (AG)6 12 85061042 85061053 TTTGTGAAGTGTTCTCTTGCAT GGCACGTCGATTGCTAAGTT 258

Ad01A14769 Aradu.A01 14769 c (A)11gagtgagaagaaaagaaa(AT)641 85064510 85064550 TGAAAACTTTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 171

Ad01A14770 Aradu.A01 14770 p3 (GTA)5 15 85098374 85098388 AGCTGAAGCGCCAAAAATTA TGCCTGATGATGATGAGAGG 236

Ad01A14771 Aradu.A01 14771 p3 (AAT)6 18 85111645 85111662 GCCTTGAATGTCCAGCCTTA TTTTCGAATTTTTGGTCCTAATTT 273

Ad01A14780 Aradu.A01 14780 p2 (GA)6 12 85145283 85145294 TTAAGTTCAGCTCAATTAGCAAGATA ATTCAGAGAGAGCTCGCCAA 278

Ad01A14781 Aradu.A01 14781 p2 (AG)8 16 85150773 85150788 TGGATCCAGAGCTACTCTCAAA ATGCATCCATTCAGGGAGAG 131

Ad01A14782 Aradu.A01 14782 p3 (TTA)5 15 85151636 85151650 ATCCAACAGGGACAAAGCAC CGATCCCACGGAGATTATTG 195

Ad01A14784 Aradu.A01 14784 p3 (TCT)5 15 85156538 85156552 CAAGATCCCCACCTACCTCA TTAGAATGTTGCTCGCCCTC 211

Ad01A14786 Aradu.A01 14786 p3 (TTA)5 15 85159494 85159508 ATCCAACAGGGACAAAGCAC CCCACGGAGATTGTTGGTAT 191

Ad01A14789 Aradu.A01 14789 p3 (AGA)5 15 85187270 85187284 CCAATTGCATTGAAGAAGAAA CCCAATCCCAACCAACTTT 274

Ad01A14790 Aradu.A01 14790 p2 (AG)6 12 85188487 85188498 CAGAACTGCCACTCGTCTGA AGTTTTTGCTCGTTTGCGTT 218

Ad01A14791 Aradu.A01 14791 c (A)10tgatattttattaataaaattaaaagtttaaaactt(TA)1372 85189063 85189134 GCTAAGAGCAACTCCAACGG CGGGTTATTTCCTCATTCTGG 264

Ad01A14794 Aradu.A01 14794 p2 (TA)6 12 85193704 85193715 TGATTTCCTCAGAAAAATTCAAA AAGGTGGTTTGCTTGGTCAC 279

Ad01A14795 Aradu.A01 14795 p3 (AGA)7 21 85194195 85194215 AGCAACCACGAAGCAAAACT TGAAGAGTGAGTGTGCGAGG 262

Ad01A14796 Aradu.A01 14796 p2 (TG)28 56 85202302 85202357 AGGCCTGGTAAGTGGGATTT TCTCAATTTATTCCTGGCCG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A14797 Aradu.A01 14797 p2 (AT)6 12 85214756 85214767 CAAGGGATGTGGATTGTTTTG TTGGTGAACCACGTTTTCTTT 256

Ad01A14798 Aradu.A01 14798 p2 (TC)16 32 85218143 85218174 ACGCTCTCGCATGACTCTCT GTGCTAGGTGGGAGACAACC 268

Ad01A14799 Aradu.A01 14799 p2 (CT)8 16 85229019 85229034 ACCTAAATGGTGCAGGGATG GGGGAAGAGGGATAGAGGTG 198

Ad01A14800 Aradu.A01 14800 p3 (TCT)6 18 85246697 85246714 TCGCGAAGAGAATAGATGGG TAGAAATGGAAAACCGGACG 250

Ad01A14803 Aradu.A01 14803 p2 (AG)9 18 85275851 85275868 AACCAGCAGTGATTTTTGGG GAACATTGAACCTGTGATGAAGA 248

Ad01A14805 Aradu.A01 14805 p2 (AG)6 12 85282491 85282502 TTTGCCGTGATCTGTACGAA GAACATTGAACCTGTGATGAAGA 260

Ad01A14806 Aradu.A01 14806 c (A)12gagagattatgtgcg(A)1037 85293264 85293300 TGATGTGGTGGCAATACTTTG TATTGGCCTTTTCTGCTTGC 238

Ad01A14811 Aradu.A01 14811 p2 (AG)6 12 85355005 85355016 AAGAACCTGGGATTGAGAGTCA CCCAAATCCAAGTCCAAAAA 193

Ad01A14815 Aradu.A01 14815 p2 (AG)7 14 85388708 85388721 CCCCCTCCACTACTTGTTCA GTGGACCAGACATGAGCAGA 231

Ad01A14816 Aradu.A01 14816 p3 (TGA)5 15 85398365 85398379 TGTTCTTTCAAGGGTTGAGTGTT AAACCAGCCTCCAGTGAAGA 233

Ad01A14818 Aradu.A01 14818 p2 (TA)8 16 85421206 85421221 TCATAACCAATGCTAGCCCC CTTGTGAGTCGAGGCCTGTT 231

Ad01A14819 Aradu.A01 14819 p2 (TC)9 18 85423670 85423687 CGGACAAGAGTTTGTGCTTG CAGCCCTTGACCATGAAAAT 271

Ad01A14820 Aradu.A01 14820 p2 (CT)6 12 85426412 85426423 TGGTCCGAAATTGAAGGAAA CTTTTGCAAAGGCCATCATC 277

Ad01A14823 Aradu.A01 14823 p3 (AGA)9 27 85436196 85436222 CGGTCTTAGGTGCCATTGAT ACACACTACCCCCTCTCCCT 244

Ad01A14826 Aradu.A01 14826 p2 (CT)24 48 85475409 85475456 ATTCTGGCACTCTGCCTGTT TCATTGATCAAAACATTGGAGTC 252

Ad01A14827 Aradu.A01 14827 p2 (GA)6 12 85489214 85489225 CGTCATATTTACAATTACCGCC TCCATTACCGTCGTTGTTGA 195

Ad01A14832 Aradu.A01 14832 p3 (AAT)5 15 85546734 85546748 CCAGAGCATGAAATCGAAGG CAAGTGTTGGTTGCAATGATG 279

Ad01A14834 Aradu.A01 14834 p2 (AC)17 34 85552017 85552050 ATATTCCGAAGGATCCGCTT AACGAGAATTCAGCTGGTGG 238

Ad01A14836 Aradu.A01 14836 p3 (AGA)6 18 85563424 85563441 CTAGAGGTTTCTCCGGCCTT CCCATCACCTCTTCACCACT 262

Ad01A14837 Aradu.A01 14837 p2 (AG)10 20 85583283 85583302 GTTCTTGTCCTTGCTCCTGC CCACCTAACTACTTTTCTCTCCC 271

Ad01A14841 Aradu.A01 14841 p3 (TTA)5 15 85618116 85618130 CAGCTCCACGTTTGAAGGAT CCTTCACCCTGACTCCTGAA 272

Ad01A14842 Aradu.A01 14842 p3 (TAA)14 42 85620764 85620805 GTATTCGTCGGTCCCACACT CTACAGGCCAGACTCGGAAA 245

Ad01A14847 Aradu.A01 14847 p3 (TAA)17 51 85646683 85646733 TATGCAATGCCGTTAACCAA ATTCCTTATGGTTGCGTTGC 237

Ad01A14849 Aradu.A01 14849 p2 (TA)6 12 85648108 85648119 TGTAGCAATTTATGTATGCTTCCAA TGTCTGAGGTACGAATTTTCTAGATG 248

Ad01A14852 Aradu.A01 14852 p2 (TA)6 12 85651916 85651927 GAAGCCTGTGACTTCACCGTA TTGGGAATCGGATGAAGAAG 236

Ad01A14853 Aradu.A01 14853 c (AAT)5aaattttaaaattttttttattaaattttaattttc(A)1061 85654064 85654124 CCTTCCCCTGTTTCGTTTTA AACGCACCATGTGGTAAACA 267

Ad01A14854 Aradu.A01 14854 p2 (TC)6 12 85656221 85656232 CCCGTAGCATAACATGGGTC ACACGCAGCATTAACACCAA 263

Ad01A14855 Aradu.A01 14855 p2 (AT)8 16 85664713 85664728 TGGCTGCACCACTCTGATAG GAGTTGTACCGCGTTTGGTT 228

Ad01A14858 Aradu.A01 14858 p3 (GGT)5 15 85680441 85680455 TGGTCAATTCATGTCCTGCT GGACTAGAAAATGCAAGCGG 187

Ad01A14860 Aradu.A01 14860 p3 (TCT)6 18 85685249 85685266 TTTGTGAGGGCACAACAGAG CGCAACACTGAGGAAGATGA 279

Ad01A14861 Aradu.A01 14861 p3 (TCC)8 24 85693636 85693659 GGATTTCACTCTCGCGTCTC TTTGAGAAAGCCGAGGAAGA 232

Ad01A14862 Aradu.A01 14862 p2 (GA)6 12 85695762 85695773 TCACATTTACAATTACCGCCA TTTCTGGGTCCGTCACTGTT 239

Ad01A14863 Aradu.A01 14863 c (GC)6acagcgtgctagcgcgtcgatggccg(T)1048 85709579 85709626 GCGCACAACTCTCTGGTTTT TATAGGGTGCTCTTGGGCAT 134

Ad01A14867 Aradu.A01 14867 p2 (AG)7 14 85720120 85720133 GAGGGTGAGAAAAGGGGAAG CCTATTCGCGATTCCTCTCA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A14874 Aradu.A01 14874 p2 (AT)7 14 85844148 85844161 TCCAACACTTTTGCATTCCA GCTCAAATCTCACTTGCTCG 247

Ad01A14875 Aradu.A01 14875 p3 (TTA)7 21 85859811 85859831 AAATTAAGTTTGGTGTCCCCG AACGCACCATGTGGTAAACA 234

Ad01A14879 Aradu.A01 14879 p2 (CA)7 14 85883827 85883840 CTATCCTCACCCCACCTTCA GCTCCTTCCCTTGCTTCTCT 122

Ad01A14880 Aradu.A01 14880 p2 (GA)6 12 85883970 85883981 AGAGAAGCAAGGGAAGGAGC ACCTACGTTGACAGCCCAAC 185

Ad01A14884 Aradu.A01 14884 p2 (TA)6 12 85901563 85901574 TTTTTGGGTGCAAACATTCTC CATCATCCAATCACAATCCAG 237

Ad01A14887 Aradu.A01 14887 p2 (AC)6 12 85910138 85910149 CAAGTTAGGCCCAAGTCCAA TCACAAGGAATGCGTAGCAG 195

Ad01A14889 Aradu.A01 14889 p3 (TTC)6 18 85944510 85944527 TCTTCTCCCACTTAGCCGAA GGTCTTGATGGCTCTTGGAG 261

Ad01A14891 Aradu.A01 14891 p3 (TGA)5 15 85960910 85960924 TGAAGGAGCAGGTTCGAGTT GGAGGGCGGAATATTAGAGG 164

Ad01A14893 Aradu.A01 14893 p2 (GA)12 24 85971799 85971822 AGAGAGGGAGAGAGGGTTCG TGAAAATCACTTTCCTCTTTTTCAA 249

Ad01A14895 Aradu.A01 14895 c (TG)8ta(TG)6 30 85977837 85977866 TTGCATTTTTCCTTATGCGA TCACATTGCAATACCCTACCA 267

Ad01A14904 Aradu.A01 14904 c (C)11tctctctnnnnnnnnnnnaa(C)1142 86029461 86029502 AATTGACATGCATGACGGAA CCGTTTCGAAGGATATGGAA 218

Ad01A14905 Aradu.A01 14905 p2 (CT)12 24 86030286 86030309 CCAACCAGGGTTAGATTCCA TGCTAAATGGGAAGGGTCTG 249

Ad01A14907 Aradu.A01 14907 c (GT)8(AT)9 34 86039449 86039482 TGGGATGTCAATGCCCTATT GCGTTTTTGGGTGACAAGTT 192

Ad01A14908 Aradu.A01 14908 p4 (TAAC)6 24 86040417 86040440 CCCTAATCAAAGAAACCAACAA TCTTCCCTTCTCTCACCCAA 234

Ad01A14909 Aradu.A01 14909 p2 (AT)9 18 86054153 86054170 GCATGAGTGATCGTGGTTTG ATTTTTGCCCTCGAAAATCC 224

Ad01A14910 Aradu.A01 14910 p2 (AC)6 12 86054630 86054641 CTGCATGAAAGGCAGTGAAA CAAGGGTTTCTCTTCTCCCC 248

Ad01A14911 Aradu.A01 14911 p3 (TTC)6 18 86056760 86056777 CGCATATTTTCCAGCCAGAT AGCAAAGCAATGGGTACGAG 261

Ad01A14914 Aradu.A01 14914 p2 (AT)7 14 86094836 86094849 AACTAAGAGAAAGTGCCGAAAAA TGAATCAAATTGGTAATATGAAGGC 254

Ad01A14919 Aradu.A01 14919 p3 (TGA)5 15 86148930 86148944 ATTTGGCTTTGTCGCTCATT GCCCTTGGACCCTTTTCTAT 250

Ad01A14923 Aradu.A01 14923 p2 (TC)14 28 86167355 86167382 TATCGTCGGAAGTACCCGTC AGAAGCAGAAGCGACAGAGC 278

Ad01A14924 Aradu.A01 14924 p2 (AT)11 22 86170179 86170200 TGGTCACCAACAAACCTTCA TAGCTTTCGGAACTTTTGGG 198

Ad01A14925 Aradu.A01 14925 p2 (AT)6 12 86183186 86183197 CAAAATTACAGCCCCTCCAA TTAGCTTCCGGAACTTGTGG 242

Ad01A14926 Aradu.A01 14926 p2 (AT)6 12 86192868 86192879 TGGACTCATCAATTCTCCCA TTGATTGTTGCTTTCACCAAA 183

Ad01A14927 Aradu.A01 14927 p3 (TAT)6 18 86193475 86193492 ATCAATCAACCCACGAAAAA TGGGAAAAATAGGTGTGCATT 270

Ad01A14928 Aradu.A01 14928 p2 (TA)8 16 86194255 86194270 TGTATGTGATGGATGCAATTTTT GGGGAGGATTCACCATTTTT 242

Ad01A14929 Aradu.A01 14929 p5 (AATAA)5 25 86219175 86219199 AGGCAGTAGTGGGGTTAGCA CCTAACCACTTTCTCTCTCCTCA 246

Ad01A14931 Aradu.A01 14931 p3 (GTT)5 15 86223499 86223513 GGGTCTGCTGTTGGTTGTTT TTAACCAAGGTTGGCAGGAC 243

Ad01A14933 Aradu.A01 14933 p2 (AT)7 14 86345430 86345443 CCCCTTGTCTTACCAAGTTCC TATATTGGGGGTGGACGAAT 132

Ad01A14937 Aradu.A01 14937 c (T)10atttttttcg(T)1030 86355998 86356027 GCACACTCTTTTTCCCTTGG TTGTTGGCTCTTGAAAGAATGA 177

Ad01A14941 Aradu.A01 14941 p5 (GCCTG)6 30 86454103 86454132 TTAACAAGCTTCAGGCCAGG AAACCCTAAACCCAGAACCC 219

Ad01A14943 Aradu.A01 14943 p3 (TAT)6 18 86527446 86527463 TCTCTGCTGAAAGGATGCAA CATGTTCCATGGGTCTTGTTT 227

Ad01A14944 Aradu.A01 14944 p2 (CT)6 12 86569018 86569029 ATTCAATGCCAGAAACAGGC TGAGGTAGGTGGGGATTTTG 279

Ad01A14945 Aradu.A01 14945 p3 (TTA)5 15 86594457 86594471 TTGGAGTTATCGTTAAAAGGAGTTG TATTAAGGGCCAAGCCCATC 231

Ad01A14948 Aradu.A01 14948 p3 (TAC)5 15 86620601 86620615 AAGGAGCTGAGTTTTCAAGCA TTTGGAGCTTTTAAGGGTGC 187
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Ad01A14949 Aradu.A01 14949 p2 (TG)9 18 86624773 86624790 TGCCTTAGGGCTAGACATGC AGGGTCGGGGTTAAAAGTCA 248

Ad01A14953 Aradu.A01 14953 c (TCT)5caccctcaaccgccgctgcagcagcgccgtcgccaccgccgcgcggccaatctccttctctcaccatcaaccccactagcc(CT)6108 86701049 86701156 CGTGGGTCCCTAGTTTCATC TGGAAGGTACAACGGTAGGC 258

Ad01A14954 Aradu.A01 14954 p2 (AT)13 26 86711876 86711901 GGATGACCCAGTACACTTGC AAGCATGCAATTGACATCAAAC 280

Ad01A14956 Aradu.A01 14956 p2 (AT)6 12 86723734 86723745 TTGATTTTGGGAAAGTTGGG TTACTTGGGGCATTTTGTCC 269

Ad01A14957 Aradu.A01 14957 p2 (TA)7 14 86737771 86737784 GGACCCTAGAGCCATTCTCC CGATGTGATGGATGCAACTT 252

Ad01A14958 Aradu.A01 14958 p3 (AAT)5 15 86738578 86738592 GTAGGGGGAAATTTTGGGAA GCCCACATTCATGCCTTAGT 280

Ad01A14959 Aradu.A01 14959 c (AAAT)5aataaaaaaataagaaaat(A)1049 86832288 86832336 GGAAAACTGTGGGAACATGG TTGGGGTAATTTTGTCCCCT 247

Ad01A14960 Aradu.A01 14960 c (TAT)5taa(TAT)1563 86836743 86836805 ATCTGGAGTTCCCTCTGCAA GCTAAGGTGGCAAGGTATTACG 258

Ad01A14961 Aradu.A01 14961 p3 (TAT)16 48 86838201 86838248 ATCTGGAGTTCCCTCTGCAA TAAAGCTGAGGTGGCAAGGT 280

Ad01A14963 Aradu.A01 14963 p2 (GC)6 12 86866188 86866199 ATAGGGAGCTCTTGGGCATT TGCTCCCAGCACAATGTTAG 160

Ad01A14964 Aradu.A01 14964 p3 (AAT)5 15 86866498 86866512 GTTTGGTCCCTGCTTTTCTG GATACAGCGGTAGGGTGCAT 241

Ad01A14969 Aradu.A01 14969 p2 (TA)6 12 86904378 86904389 TGCCATTTTTATTTTGATAATGTCTT TTTTGTATTTGCATTTTAGGTCACA 238

Ad01A14974 Aradu.A01 14974 p3 (TGG)6 18 86928798 86928815 GAGGTGCTGCATAAGTCGGT TGGTCACAGAGATGGCTCAG 275

Ad01A14980 Aradu.A01 14980 p3 (ATT)6 18 87049213 87049230 TTGGATGTTGGCTTTGTGAA GGATTCCTCTTTCTTTTCTTGTTTT 276

Ad01A14981 Aradu.A01 14981 p2 (AG)17 34 87067999 87068032 TCATGGATGTTGGCTCTTGA TGGCTTTTTCTGCTTGCTTT 184

Ad01A14982 Aradu.A01 14982 p2 (TA)6 12 87069256 87069267 GCCTTTTGTCCCTCATTTTT GAATACTCAAAATTATGATCATCCGA 274

Ad01A14984 Aradu.A01 14984 p3 (AGG)7 21 87092221 87092241 CGAGCAAAATGTTGGTGTTG GCGCACGTAGGTTCTTCTTC 102

Ad01A14986 Aradu.A01 14986 p3 (TTC)6 18 87122129 87122146 CCCTTAGCCGAACCTACCTC CTCGGAAGTGGAAGCTTTTG 202

Ad01A14987 Aradu.A01 14987 p2 (GA)6 12 87142427 87142438 GACCTTTCCGGCATAGAACA CACAGCCTCCCTCTTCACTC 263

Ad01A14991 Aradu.A01 14991 c (T)11attcttgttaaaaaagtgaaacaagaagagtcatgagaagataaaat(A)1169 87155550 87155618 CTCCAGCAGCTCACGTACAG TCAAAATTCTTCCTCTTCATTCA 248

Ad01A14994 Aradu.A01 14994 p3 (AAT)5 15 87161865 87161879 CGTGTACGCACAAGCTGTTT CCTGCTTTTACCCGTTCACT 179

Ad01A14995 Aradu.A01 14995 p3 (AGA)6 18 87176894 87176911 AGTGGTCTTGATGGGCTTTG TGGCTGAATCCTACACCTCC 253

Ad01A14996 Aradu.A01 14996 c (T)10ggaaaaaacgaaaaatagagaaaaaattttgaaaaatttttgaaa(T)1166 87184724 87184789 GCATGCAATTGACACCAATC GGGGATTGTTCGAGTATGGA 260

Ad01A14998 Aradu.A01 14998 c (AT)11(AC)8 38 87193558 87193595 TGAGTTTTCTCTCTCTTTTCTGTTGA TTTGCTTGGTTGAGCAAAGA 147

Ad01A15003 Aradu.A01 15003 p2 (CT)20 40 87223168 87223207 TATCTCCTTCACGCGCTCTT CCACAAATCCAAACCGATTC 193

Ad01A15004 Aradu.A01 15004 p3 (TAT)9 27 87226788 87226814 TTTGTATGTTTGGGGGAAGG CAAACCGCTCAATTTTGGAT 129

Ad01A15017 Aradu.A01 15017 p2 (GA)7 14 87250652 87250665 CGGTTTTCATGGTGAATCGT CACTGCATTCTGCAACCCTA 219

Ad01A15022 Aradu.A01 15022 p4 (AATC)5 20 87279991 87280010 TCAACCACTGATGCTCAAAAG CTCTTTGTAGCTGCCACCATC 211

Ad01A15028 Aradu.A01 15028 p3 (TTC)8 24 87343233 87343256 CACACAATTCAACCCCCTCT CTAGAGGATTCTCCGGCCTT 204

Ad01A15030 Aradu.A01 15030 p5 (TTATC)5 25 87353150 87353174 CCTGGGTGCTCCAGTGTATT TCTTCTCAAAAGAGCTCGGC 263

Ad01A15033 Aradu.A01 15033 p3 (TCT)5 15 87382628 87382642 CCAAACCTCTCTCCCTCTCC CTAGAGGTTTCTCCGGCCTT 159

Ad01A15034 Aradu.A01 15034 c (A)10g(A)10 21 87393942 87393962 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 193

Ad01A15035 Aradu.A01 15035 p4 (AAAG)5 20 87402849 87402868 GCTTTTGCCTTCCTTCTCCT CCCCTCATCCCTCTTTCAAT 247

Ad01A15036 Aradu.A01 15036 c (A)10tctttttcttaaattttc(A)1139 87415953 87415991 TTAAACGCCAGGATGACACA TCAAAACATTAATTGTTAGCAAGG 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A15038 Aradu.A01 15038 p2 (AT)10 20 87420132 87420151 TGAAGAGAACTGGTCCGAGC GAGGTCGTAATACCTTGCCATC 242

Ad01A15039 Aradu.A01 15039 p2 (AC)18 36 87426134 87426169 AGATTTCCAAGCACCAATCG AACTTGAAGGGGAGGCTTGT 238

Ad01A15040 Aradu.A01 15040 p2 (TA)6 12 87451191 87451202 TGAGTTTTCCTGGGTGAAGG CCAACTCGACAAATCCTGGT 250

Ad01A15041 Aradu.A01 15041 p3 (AAT)5 15 87488876 87488890 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad01A15042 Aradu.A01 15042 p4 (AAAG)5 20 87496756 87496775 GCTGGAAAAAGCACCATAGG TAGGCATTAACAGGGCAACC 232

Ad01A15048 Aradu.A01 15048 c (ATA)5gaaag(A)1030 87660333 87660362 AAAGCAGTGAAAAAGCAAAAGC GCCTTGGATCCTTTTTACCC 127

Ad01A15049 Aradu.A01 15049 p2 (TC)6 12 87663814 87663825 GGAGGCTAAGTCTCAGGCAA TCTCGTGCTGATAATGTGGTG 224

Ad01A15051 Aradu.A01 15051 p3 (TCA)6 18 87669746 87669763 ACATTGAAGCTGGAGGCAGT TGAAGCAAAGGCTGAATGTG 229

Ad01A15052 Aradu.A01 15052 p2 (TA)9 18 87671380 87671397 TAAAGGAAGCAGGGCAGAAA TGGGAGTTTCAATGGTCACA 242

Ad01A15055 Aradu.A01 15055 p2 (CT)7 14 87675773 87675786 ATTTCTGACCCAGTTTTCGG CAATTGGGCAACATCAATCA 279

Ad01A15058 Aradu.A01 15058 p2 (GT)6 12 87700148 87700159 AGACAGAATCAGATTGGGCG TTCATTTCGCCGTAACTTCC 205

Ad01A15059 Aradu.A01 15059 p2 (GA)23 46 87701242 87701287 AGCGACAGCGCAAGAATAAT TACGCTTGCCAACTTCACAC 157

Ad01A15060 Aradu.A01 15060 p2 (GA)6 12 87703189 87703200 CTTCAGCGAACCTGTAACCC TAGCAATGGCAAATGACGAG 229

Ad01A15061 Aradu.A01 15061 p2 (TA)10 20 87709584 87709603 GCCTATCGTGATTTGCACCT TCAAAACTCGTCTCAAATCCAA 222

Ad01A15062 Aradu.A01 15062 p2 (GA)6 12 87710114 87710125 ACCTGCAACCCAACAGTTTC TAGCAATGGCAAATGACGAG 220

Ad01A15069 Aradu.A01 15069 p3 (TCA)6 18 87737070 87737087 CCAATTACTCCTGTACCAGCAA TTTTGGTAGGGTTTGATTTTTCA 214

Ad01A15071 Aradu.A01 15071 p3 (TAT)10 30 87738586 87738615 TCATCTCCAAGATTGTATTATCCAT GAGGCAAATAGACGGAAGGA 278

Ad01A15074 Aradu.A01 15074 p4 (TTAG)6 24 87750748 87750771 TTTGCCTTTTCTCTTCCCCT TCCTATCAGTAAGCAGCAGCA 205

Ad01A15075 Aradu.A01 15075 c (AG)33aaagagagaa(AG)892 87752555 87752646 TGAAAATCTTGGGAATTGGG TGGGACATTTTGTCTCCTTTTT 249

Ad01A15076 Aradu.A01 15076 p3 (TTA)5 15 87791329 87791343 CAGGTGCCGGGATATAAGAA GCACCTGATACTGGTGCTCA 189

Ad01A15078 Aradu.A01 15078 p3 (AGA)6 18 87807126 87807143 AGAGGAGGAAGAAGGCGAAG ACGAAATGACCGCTCTTACC 100

Ad01A15079 Aradu.A01 15079 p2 (AG)6 12 87810669 87810680 AGATAGGAGAGGGGGAGACG CCCTAGCAACGACAGTGACA 231

Ad01A15080 Aradu.A01 15080 p2 (TC)6 12 87817756 87817767 TGAACCTGATGAAGAGTCGAAA GACGTGCGCAATCTGTAGAA 260

Ad01A15084 Aradu.A01 15084 p2 (TA)7 14 87856696 87856709 GAAGCCGTGGAACTTTTGAC TCTGTGCCTCCTAAAACTCCA 183

Ad01A15086 Aradu.A01 15086 c (TTC)10ttttctttcgtttcttgctttctctttttcattcttcttcttcttgctatacgttcttcttcctcttcc(TCT)5114 87858839 87858952 AACGAATAAACCCCAAAAACG AGGAAGAAGAACGTGCGAGA 226

Ad01A15087 Aradu.A01 15087 p3 (GAA)5 15 87859205 87859219 TTGCTGCATGTTCTTCTTCC ACAGGAATTCACCCAAAGGA 261

Ad01A15088 Aradu.A01 15088 c (A)12ttcaacctggcccctaacaattactttgaaaggacaacgaggctcctgtgccaaaaaaaattcaggttg(T)1192 87860328 87860419 TCCAAAATAGCCCCTGACAA ACTTCGAAAGGACAACGAGG 228

Ad01A15089 Aradu.A01 15089 p3 (AAC)10 30 87869950 87869979 GGAACATGGGGTGAAAGAAA ACATGACAGAGCACAATGGC 204

Ad01A15091 Aradu.A01 15091 c (A)10gcgatgcacatagaatacaaataaatag(A)1048 87891324 87891371 GGAAGCATGCTCATGTGAAG AAGCAAAGCTTCTTCACCCA 179

Ad01A15093 Aradu.A01 15093 c (AG)7gagtttcaataagaaggagttgagtgagtttgtgtttt(GA)664 87896102 87896165 TTTTCAATTCATCCTTCTTCACTTT CTCACTCAATTCCTTGATGCTG 218

Ad01A15101 Aradu.A01 15101 c (A)11gaaagagaaaag(A)1033 87924557 87924589 TGGCTCTTGAAAGGATGAGG GATTGTGACCCAGCTTTGCT 258

Ad01A15110 Aradu.A01 15110 p3 (TAA)7 21 87970216 87970236 AATCCAAGGGAGGAAGGTTG CATGTAGCGGGGCAGTAAGT 190

Ad01A15113 Aradu.A01 15113 p2 (AT)12 24 87978607 87978630 GAGCATCTCAAATCATAATTTTTCTG AATGCTGGTGCATTTGGTTT 268

Ad01A15115 Aradu.A01 15115 p2 (TA)6 12 87982699 87982710 GGTCAACAAATTGAAAATCACG TCATGGCTGTGGACAAGAAA 145
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Ad01A15117 Aradu.A01 15117 p2 (TA)6 12 87983663 87983674 TCTCCACCACAAACCTGAAA TCTGCGAATTAGGAAAAGGAA 251

Ad01A15119 Aradu.A01 15119 p2 (AG)8 16 87990681 87990696 TACACCAAAATCAGCCACCA CCATGTGTTTCCACCCTCTC 236

Ad01A15121 Aradu.A01 15121 p3 (TTA)10 30 87998323 87998352 CAAATGCCCACATAACATGG GACGAAAATGGAGATCAGGG 249

Ad01A15125 Aradu.A01 15125 p2 (CT)6 12 88010107 88010118 GGGTGGCAGTAGGTTGAGAA TTTATGTGGAAAGTGACGGAA 273

Ad01A15128 Aradu.A01 15128 c (TTC)6g(TCA)5 34 88025096 88025129 TAATCTTCACCGGCAACACA GCAATTAGGGAAGCAGGTCA 170

Ad01A15130 Aradu.A01 15130 p3 (TAA)5 15 88030708 88030722 TGTGAAATAAACAAAGAACAATAAAAG TCAAACGTCAAGACTAAGGAACC 128

Ad01A15131 Aradu.A01 15131 c (T)11atacaagtgagtgataaaaattttaatgtaaagaacgtaattacaaag(A)1069 88030849 88030917 GGTTCCTTAGTCTTGACGTTTGA TATTTGGGAAGGACGACGAC 271

Ad01A15132 Aradu.A01 15132 p2 (AC)8 16 88038828 88038843 CCAAAATGTGATTTTTGTGGC CTCATGGCCTCCATTTCAAC 223

Ad01A15133 Aradu.A01 15133 p2 (AC)8 16 88046662 88046677 GCCCTTGGCACAACTAAACT CGAAAACAAGGCTGGAATTT 280

Ad01A15137 Aradu.A01 15137 p3 (TTC)6 18 88060803 88060820 CAAGTTCACGTGCTTCTTCG GTCTTCACGCTTGGCTTTGT 117

Ad01A15143 Aradu.A01 15143 p3 (ATG)7 21 88071123 88071143 TTGTACTTCAAGCGGCAATG GCAGTTCCTGCAATTAGGGA 234

Ad01A15144 Aradu.A01 15144 p3 (GAA)5 15 88071383 88071397 TTACTATGACGAGGGCGAGG CTATGATCGGTCGAATCCGT 195

Ad01A15146 Aradu.A01 15146 p3 (GAA)6 18 88077379 88077396 TACCTGAGCTTGGGAACAGG GTTGACGACGACACCATCAC 140

Ad01A15156 Aradu.A01 15156 p2 (TA)8 16 88099953 88099968 TCGACCAGTTCGATTTTCGT CCACCTTACCGTAACCAACC 261

Ad01A15165 Aradu.A01 15165 c (T)10ggtaaataagattagacagaaaacagaaggt(A)1455 88134697 88134751 CTTTCACTTTGACCGAGGGA TGCTTTTTGTTTTCTTTGTCTCA 226

Ad01A15166 Aradu.A01 15166 p4 (AATA)5 20 88135194 88135213 GCCAAAAACAAAATAAGAAATGC GCGATTTGAAGAAGGAGGAA 257

Ad01A15167 Aradu.A01 15167 p3 (AAT)5 15 88135528 88135542 TCAAGAGAAAATGGAGTGAGCA TCAAGGTGTGGAACAATTAATAAAGA 193

Ad01A15169 Aradu.A01 15169 p3 (TAA)5 15 88140235 88140249 GTGACACCCTGCTTAAAGGC GACCTGTCGGGTTAGGGAAT 269

Ad01A15170 Aradu.A01 15170 p2 (TA)6 12 88141435 88141446 GCACACCCAAACAATGTCAC GCCACCATGTATTCCAGGTT 203

Ad01A15172 Aradu.A01 15172 p3 (AAT)5 15 88160707 88160721 TGCATACCTTTGTCGCTTGA TGTTCACCTTAATAACACCCAGG 253

Ad01A15174 Aradu.A01 15174 p3 (TTC)7 21 88173430 88173450 AAATCTAGGTGCCGCATTTG TCCTTCCAATTTTCAGGATCA 265

Ad01A15176 Aradu.A01 15176 p3 (ACA)5 15 88174297 88174311 TTTGTACCACTGGTGCTTGC CTTCTTCACAGCCCCCAATA 229

Ad01A15180 Aradu.A01 15180 p3 (TAA)17 51 88186502 88186552 TTGGAATCTTGGATCTTGGA AGTTGCGTTTGTTGCATTTG 197

Ad01A15184 Aradu.A01 15184 c (T)12aaatttaaaaagatatt(A)1039 88193869 88193907 TTATGAGGCCACAAAGGGAC CAAGGGAATTGTGTATTGGGTT 219

Ad01A15192 Aradu.A01 15192 p2 (AT)6 12 88209261 88209272 TCCGTTGTTTCAGTTTTCTTCT AGTTCATTCATGTCCTTTCCG 208

Ad01A15195 Aradu.A01 15195 c (A)10gagtaaagaaaatttaccagaaaagaggaactgaagtagcacaagaagtagtagaaagtaattaacactcttttccatattcaaaattttcttgctatg(CTT)5tggaacttccttcaataatgtagttcctaaattacacaagttctttctctgaaggaag(AT)6194 88211736 88211929 CAAATAATTCATAGCAAATGCAAG CAAAACATCATTCACCCTCCA 280

Ad01A15196 Aradu.A01 15196 c (AAT)7agaagagcgtggtaagtaactcgagacccgggttttgccttaaa(AT)1085 88213866 88213950 TCACTTTGAAGAGAGCGACA GACGAATTTCGGCAATTTTTA 183

Ad01A15198 Aradu.A01 15198 p3 (AAT)5 15 88227754 88227768 TTTGGGGTAATTTTGTCTCCTT GTGGGGAAATTTTGGGAACT 232

Ad01A15199 Aradu.A01 15199 p2 (GT)6 12 88231575 88231586 CAAAGGGTTATGAACGAATTTTT GAAAAATTGAAGCCATATTAGACTTTT 279

Ad01A15200 Aradu.A01 15200 p2 (AT)7 14 88234958 88234971 CGCCATCGTCGAACTAAAAT TTTGGTGTTTTGGGAGGTGT 200

Ad01A15201 Aradu.A01 15201 p3 (TAA)5 15 88235177 88235191 CTTCTTGCGTGAATCACCTG GAGAAGACGCATAAGAAGAGGAA 256

Ad01A15202 Aradu.A01 15202 p2 (TA)7 14 88236290 88236303 CCGATATTTCAGTAATTTTAACCG GCCCATTGGAGTTGCTCTTA 168

Ad01A15203 Aradu.A01 15203 p2 (AT)8 16 88240337 88240352 GGCCAGGACCTTGAGTAGTG AAAAAGGCATTCTTCTAACAATTTA 273

Ad01A15204 Aradu.A01 15204 p2 (TA)6 12 88240721 88240732 TTGAGAATTGGATTTGGTCAAT TGGAAGTTTCACCCCAACAT 231
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Ad01A15211 Aradu.A01 15211 p2 (TA)6 12 88262746 88262757 GCACAAGATTTGCTGGAACA TCCGATAATTGGCCATGAATA 220

Ad01A15223 Aradu.A01 15223 p2 (AG)6 12 88298358 88298369 AAACAAAGCACCACGACAGA TACGCGGAGTTTGAGATCCT 276

Ad01A15224 Aradu.A01 15224 p2 (CT)15 30 88298535 88298564 AACGCAAACACCTTTCCAAC TCATGTTTTGGGCCGATAGT 255

Ad01A15229 Aradu.A01 15229 p3 (CTG)5 15 88305775 88305789 ACTGCCCGAAACTGTTATGC GGAGGGGTGGAAAGAGTAGC 265

Ad01A15231 Aradu.A01 15231 p2 (TA)8 16 88311753 88311768 GGAAAATGGGTTATTGTTGGAA GCGTTCCTTTAGCAGCTACC 262

Ad01A15234 Aradu.A01 15234 p3 (ATT)5 15 88321762 88321776 TCCCTCCGTCAAAGTGAAAG TGAGAAGGGTTGAGTAGCGG 236

Ad01A15235 Aradu.A01 15235 p3 (TTC)6 18 88321922 88321939 TCCTTCATCGATCTTCACAGG TGCCGAAGAAAATCAAGAAAA 261

Ad01A15236 Aradu.A01 15236 p4 (TTAT)7 28 88322042 88322069 TCCTTCATCGATCTTCACAGG TGCCGAAGAAAATCAAGAAAA 261

Ad01A15239 Aradu.A01 15239 c (TTC)17taatcaagccatcttcaccaatgactgccatcgagatgtgtcagtcctcaatagaagcggcattgttgtggaggtataggagtggaaggagagagaa(AG)7162 88335826 88335987 CGGAGATAATGTGGGTTTGG TTTCAAGTGCACCTAAATGGG 278

Ad01A15241 Aradu.A01 15241 p2 (TG)6 12 88389479 88389490 AATGAAAGCACCCCAAATGA TAATGGGGCTTAGGTAGGGG 235

Ad01A15242 Aradu.A01 15242 c (A)10gaacccagaccaaaaaaaaag(A)1142 88408830 88408871 CATTGGCAGAAAAGGGAGAA GGTTAGCTCACCAACCTGCT 266

Ad01A15244 Aradu.A01 15244 p4 (AAAG)8 32 88412683 88412714 TAGCCACCCTTTCTCCTTCA GATGGTGGCTTATGGCAGAT 266

Ad01A15246 Aradu.A01 15246 p2 (TC)6 12 88423313 88423324 TCTCTCATTTGCTTCACCCA GCTGTTGTTAGGCCTTGGAG 275

Ad01A15247 Aradu.A01 15247 p4 (TCTT)5 20 88423576 88423595 CTCCAAGGCCTAACAACAGC CACCCCCTTTCTCCTTCAGT 208

Ad01A15248 Aradu.A01 15248 p2 (TA)12 24 88427360 88427383 CATGTTCATACGAACCAAATACAA GCGAGGACGATGTTCTCACT 254

Ad01A15249 Aradu.A01 15249 p2 (TC)6 12 88433544 88433555 CATGAACGGTGACTGGATTG GGAAGACCAGAAACGATGGA 246

Ad01A15250 Aradu.A01 15250 p4 (TTCT)12 48 88433919 88433966 CCTCTCCGGGTCTTCTTCTC CAATTTTTCCCTTTACCGCA 187

Ad01A15252 Aradu.A01 15252 p4 (AAAG)6 24 88438230 88438253 CCTAGCCACCCTTTCTCCTT CGGCGATATCTCAAAGAAGC 232

Ad01A15253 Aradu.A01 15253 p2 (AT)8 16 88464350 88464365 TTTAACGAGGTGCCAAGACC ATGTTTTGGAATAATGCGGC 151

Ad01A15254 Aradu.A01 15254 p5 (AAGAT)5 25 88468707 88468731 CGGTTCCCTTGAAGATACGA TTCTGATTCTTTCATCCCCG 228

Ad01A15255 Aradu.A01 15255 p2 (GA)6 12 88470825 88470836 GTTTCGGTGGGATAGGGATT GTTTAACGCCAGGATTGCAT 270

Ad01A15257 Aradu.A01 15257 p2 (CT)7 14 88476585 88476598 ACTGCATCCCCAACAGTAGC TGTTCTGTCAAGAGGGGACC 269

Ad01A15258 Aradu.A01 15258 p2 (AG)7 14 88486261 88486274 AAGTGGGGGAATCCATTCAT CATGAATGGTCCATAAGCCA 242

Ad01A15260 Aradu.A01 15260 p2 (CT)7 14 88541937 88541950 CCCATTAGCCTTAGCCCTTC AAACGGCGATCAAAAAGAGA 244

Ad01A15261 Aradu.A01 15261 p2 (TG)7 14 88542360 88542373 TCAGAATTCGTTAGCAACTGGA GCATAAGTCCGCTGAAAAGG 252

Ad01A15262 Aradu.A01 15262 p2 (TC)12 24 88545665 88545688 TCAGGCAAGGGTTCCTACTG TGCCAGTCTCCTCTTCAACC 178

Ad01A15263 Aradu.A01 15263 p2 (TC)6 12 88548726 88548737 CTTCTTTCTCCCTTTGCCCT TGGGGAATGATGACTCAAAAG 223

Ad01A15266 Aradu.A01 15266 p2 (AG)7 14 88578493 88578506 TAACAGAAATCACTGGGGGC AAAGGAACATTGAACCTGGAA 247

Ad01A15279 Aradu.A01 15279 c (T)14gcagattaagtgttgaaattg(T)14gctggttaagtgttgactaaattttaataaaaataatggcctctaaac(T)10107 88634955 88635061 GCAGCAGATTTTGTTTTGTGA GGGATAGGACTGATGAGGAGTG 280

Ad01A15281 Aradu.A01 15281 p2 (CT)7 14 88643337 88643350 GCCTCTCGAAATGGAAATCA AGAGCTAGCGATCGGACATC 269

Ad01A15285 Aradu.A01 15285 p3 (AAT)14 42 88671584 88671625 ATTTGGGTTTGGTGACTGGA TGTTGCAGAGCTTATGGAGG 254

Ad01A15289 Aradu.A01 15289 p3 (CTT)23 69 88681454 88681522 GCTTGGTTTTCAGGCTCATC ACGAAACGTGGTCAACACAA 134

Ad01A15290 Aradu.A01 15290 p2 (AG)12 24 88685744 88685767 ACTCTCCTTGCCTTCAACCA GCAAAGTCAAGCTCAACGGT 246

Ad01A15293 Aradu.A01 15293 p2 (AT)8 16 88701998 88702013 AGCTTTGTCAAGGCAAGCAT GGAAGTTATTGCGACACCAA 157
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Ad01A15294 Aradu.A01 15294 c (AC)7aa(AAT)15 61 88703178 88703238 GTCCTAAGGCTGGTGGATGA TGGATGGCATTCAGGTTTTT 216

Ad01A15295 Aradu.A01 15295 c (GA)20tccacatcattggtaatcaaatggcatgtacatgaagtcgtgaacaataaacttttcccatatcaatgaccatcactgctc(CA)6133 88704439 88704571 TTTCCCATAACAATGACCATCA CCATTTGCCAATGATGTGAA 187

Ad01A15296 Aradu.A01 15296 p2 (AG)9 18 88704743 88704760 AGGGTTAAGGGATTGGGTTG GCATTTGGTTTGCATTTTCA 274

Ad01A15301 Aradu.A01 15301 p3 (AAT)5 15 88713591 88713605 ATGTTTACCTGGCCGATTCA TTGTGTTGTTCCTCCCCTTC 228

Ad01A15303 Aradu.A01 15303 p2 (TA)8 16 88714603 88714618 CGAAAGCATAGTGGTAAAAATCG AGAACAAAAACCGATCATGC 225

Ad01A15306 Aradu.A01 15306 p2 (CT)14 28 88729481 88729508 TACCTCCCTTGGTGCATGA CCACAGGGGAATTATAGGGG 279

Ad01A15312 Aradu.A01 15312 p3 (TAT)9 27 88750913 88750939 TGTCACGGAGAGAATATGCAG AAAAATTGGATTGCGTATTAAAAA 117

Ad01A15313 Aradu.A01 15313 p2 (TA)7 14 88751214 88751227 AAAAATTGTTGTGCATGAGTGT CAACAGTGGCTTTTAATTCACAAAT 161

Ad01A15321 Aradu.A01 15321 p3 (TTA)11 33 88770537 88770569 TGATGAAAATTCCACCACTCA CTTGCACTATCCGCAAGACA 254

Ad01A15324 Aradu.A01 15324 p2 (CT)9 18 88776564 88776581 TTGATTGTGAAATGTGAACCA AAAACCATCCCCAGACACAG 241

Ad01A15326 Aradu.A01 15326 p3 (TAA)16 48 88794316 88794363 TGGCAATAATTTGGCTTGTT ATTTGGTGACGTGCTTCCTT 114

Ad01A15327 Aradu.A01 15327 c (AT)11gagcaaaaaaagtccaactattttaaagtaaatttttttttaatatttgattaaatgttcttgtatttagtac(T)10105 88794602 88794706 TGAGGAGAGGGAAAGTGGTT CTTGGTGTTTTCCCTCCAAA 239

Ad01A15329 Aradu.A01 15329 p2 (CT)9 18 88804804 88804821 AGGAAATGGGAAGCAGAGGT TCTGGTGGATTTGGGAAGAG 201

Ad01A15333 Aradu.A01 15333 p3 (AAT)15 45 88814366 88814410 GGACCATTAGAAGACGCCAA GACTGAGGCTTCAACCCAAA 256

Ad01A15334 Aradu.A01 15334 p2 (AC)7 14 88821046 88821059 ACTAGCACCCCTGAGCAAGA ATCATGGTGAAGGGAACCAA 184

Ad01A15335 Aradu.A01 15335 p3 (ATC)6 18 88823314 88823331 AGATCAAGATCCGAGGGTGA TGCATCTGGTGTTTTATCCG 276

Ad01A15336 Aradu.A01 15336 p2 (CT)8 16 88823517 88823532 AAACACCAGATGCACGATGA CCAAAATAGGGGAAAGAGAGG 160

Ad01A15337 Aradu.A01 15337 p3 (ATC)5 15 88825230 88825244 AAAGGGCAGAGGCCAATAGT GTGAAGGGGTTGGGAATTTT 232

Ad01A15341 Aradu.A01 15341 p2 (AG)6 12 88830447 88830458 CAGAAGCTGCCATTCAACAA TCCATAAACTCTTCGTGCCC 218

Ad01A15342 Aradu.A01 15342 p3 (CCT)5 15 88856126 88856140 TACTTTCGTCGTCGTCATCG CATCGAAATTTCTTAGCCGTG 192

Ad01A15344 Aradu.A01 15344 c (A)11g(T)11 23 88864130 88864152 GTTTTGTGTTCTGCAATGCG GCTCATTCTCTGAAGACGCC 182

Ad01A15345 Aradu.A01 15345 p3 (CTC)7 21 88864286 88864306 GCGTCTTCAGAGAATGAGCC ACGATGCGGTACAAATCACA 246

Ad01A15348 Aradu.A01 15348 c (GCT)5ttggtgcttctcttcccatctttttcttttaccaacg(TC)664 88875841 88875904 AGTTTTCGAGATCGGCAAGA GGTTTTCGCATCACCTGTTT 208

Ad01A15351 Aradu.A01 15351 p4 (AAAT)7 28 88900653 88900680 AACTTCTGGAGTCAAGGGACA AATGCCCGTGTGAATATGGT 255

Ad01A15353 Aradu.A01 15353 c (AT)7gttaagttttttttataactcatcacacagttaattcgttgaaacaaaatttatttgacctcc(A)1188 88915017 88915104 TCCTATTCCATCTTTGTTCAAACT GAAACAAAATCACCTCCTTCTAGC 192

Ad01A15355 Aradu.A01 15355 p3 (ATT)6 18 88916755 88916772 TGAGTGGAAAAAGAGGTGGC AATGTGAAGCGCATGTGAAG 191

Ad01A15360 Aradu.A01 15360 p3 (CAT)5 15 88927473 88927487 TGCAACACCACCAAGTGATT CATGGACATTGACACGAAGG 270

Ad01A15364 Aradu.A01 15364 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatacgcatc(AT)876 88938383 88938458 CAGAAAAACGGACAGAATCTCC GGATCCTCGTGTGGGTTATG 275

Ad01A15366 Aradu.A01 15366 p2 (AT)7 14 88944460 88944473 GCCAAACGACCAAATTTTCA TGAGCCCTTCTTCTTTCCAA 270

Ad01A15370 Aradu.A01 15370 p2 (TA)6 12 88960470 88960481 AACAAATGCAATTCTCTTTCTTTTT TCGTACTGATAACGTGTTGTGAAA 259

Ad01A15371 Aradu.A01 15371 c (TA)6tgcaattatctctctctttactttttatactcttttctatctt(TA)769 88965856 88965924 AACAAATGCAATTCTCTCTCTTTTT TCTCGTGCTGATAACGTGTTG 255

Ad01A15373 Aradu.A01 15373 p2 (AT)6 12 88966994 88967005 GTGGCAAAGCTGAGTGTTGA TGACAAATTTGGAGGGCTTC 123

Ad01A15380 Aradu.A01 15380 p2 (AG)6 12 88981426 88981437 TTGTTGTGTTGCATGGCATA GGTGTAGCGATTGGTAGGGA 241

Ad01A15382 Aradu.A01 15382 p2 (TA)10 20 88982637 88982656 CTAAGCAAGCTGTGCGTGAC TCTGCTTCTGTAAACGCCAA 266
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Ad01A15383 Aradu.A01 15383 p2 (AT)11 22 88984313 88984334 TGGTTCAAACCTCACGTCAA TAATTGGGAATTGGAACCCA 241

Ad01A15385 Aradu.A01 15385 p2 (TA)6 12 88994269 88994280 CCTAACAATAAAAGACGAAGAAATACG TTGCTTCACAGATTCCTGGAT 215

Ad01A15388 Aradu.A01 15388 p3 (TTA)12 36 89003035 89003070 TTTGACAATGGTTTCGCAGA AACCGGAAAAATAAGACCCA 242

Ad01A15391 Aradu.A01 15391 p4 (AAAT)5 20 89005461 89005480 TGCACACTAATCGGATCGAA GCACATTTGCGGATCGAAT 240

Ad01A15397 Aradu.A01 15397 c (T)10agcttggtttaatgaaaaatgtttttcttttttggtacttgaacataagattaaaaaattaatccggtccaatcaatcaataaaatagcccaaccgtag(T)10119 89038409 89038527 AAAGACAAAAGAACCGCGTG ACTCACCACCACGAACATGA 276

Ad01A15400 Aradu.A01 15400 c (A)10gaagaaagc(A)1837 89056234 89056270 TCAGGGGGTTGTAAAGATGG GGGCCGGTTGTTTTCTTATT 227

Ad01A15401 Aradu.A01 15401 p3 (TCT)5 15 89072724 89072738 TCACCACTCAAATCCATCCA CCCTCGAGCAAGAGAAGAAA 127

Ad01A15405 Aradu.A01 15405 c (CA)9tccttcagaagaccagaaaatcagaacccagatttcataaccataataaaaaaac(TAT)588 89100028 89100115 GCAGGTAGAACAACCCTCCA CCCCGTACTGGGTATTTCAA 268

Ad01A15407 Aradu.A01 15407 c (ATGT)5atataca(AAG)542 89100651 89100692 ATTGGGCTCAAAAACCATGT ACCGATCTCCATGGGTAACA 267

Ad01A15409 Aradu.A01 15409 p2 (TA)9 18 89103127 89103144 TTCCCCAAATATTGTGTAGGC TCCTTGGGTTTGGACTCGTA 260

Ad01A15411 Aradu.A01 15411 p5 (TTATC)5 25 89119505 89119529 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 168

Ad01A15415 Aradu.A01 15415 p5 (TTATC)6 30 89183700 89183729 CCTGGGTGCTCCAGTGTATT AAGGGCGGTGTTCATACTTG 239

Ad01A15416 Aradu.A01 15416 p3 (ATT)6 18 89189860 89189877 TTTCCTCCTCAGACGATTGG TCCTCCTTCCTTTTTCGGTT 264

Ad01A15418 Aradu.A01 15418 p2 (TA)6 12 89190987 89190998 TGCAATTTTCTCTCTCTTTATTTTT TCCTTCGGTTTATGTTGGAG 220

Ad01A15420 Aradu.A01 15420 c (T)13cgtttaattc(A)1033 89197859 89197891 GATTCAGTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 252

Ad01A15423 Aradu.A01 15423 c (A)10gaaagag(A)1027 89228556 89228582 TGGATCCAATTGAACCACAAT TTTCTCTTTCTCCTCTTTCTTCTCC 278

Ad01A15425 Aradu.A01 15425 p3 (AAT)7 21 89232032 89232052 TAGAGGCTGTTCCAGGAGGA TGGATTTTGCTGTCAACTGG 255

Ad01A15427 Aradu.A01 15427 p2 (AT)6 12 89233485 89233496 AGGCCTCGGCAGTAACAATA TCTCTCTCATTGTGTCTTTGGTTT 249

Ad01A15428 Aradu.A01 15428 c (A)11gagagaaaacaaaaagg(A)1139 89235543 89235581 AGTTTAATATGCTCCCACCGA TCAGAACTCCAAGATTCACGTT 149

Ad01A15429 Aradu.A01 15429 c (T)12ctttttaaaataccacggcaaataggttgtgtttcactgtactgaccctgtattcaattgaacta(T)1188 89235855 89235942 TGAAAATGGAAAAGCATCCC CAGGCCAGAAACAAGAGAGC 230

Ad01A15437 Aradu.A01 15437 p2 (TA)8 16 89247459 89247474 TTGCTATGGCTTATGGGTCC AATTAAAATGTGGGGGAGGG 149

Ad01A15442 Aradu.A01 15442 c (A)11ggaagaagaaatagaacatttaacttccccata(AAAG)668 89256693 89256760 GCACATAGCAGCGAGTTCTG CACAAATTTACCGGCCTTGT 276

Ad01A15443 Aradu.A01 15443 p2 (TA)6 12 89261569 89261580 GACGTATGTTCTCTTGCGGC GCGATAATGTTGTTGAGGCA 278

Ad01A15444 Aradu.A01 15444 p2 (TA)12 24 89264544 89264567 ATCCTTCATTTGTTCTGCCG GCCACGTAGATCACCGTTTT 274

Ad01A15445 Aradu.A01 15445 p5 (CCCCA)5 25 89266561 89266585 GGGGGAAAACAATGGAATTT AACTCCACCACATCAGAGCC 139

Ad01A15450 Aradu.A01 15450 p2 (GT)9 18 89281723 89281740 CCCATTACGCAGAATCAGGT TTGGGAATGTTTTGATGGGT 263

Ad01A15451 Aradu.A01 15451 p4 (CTTT)5 20 89286956 89286975 TCGTGTTCAAACTGCTCCAC CAGAGAAAATTAGAGAACAAGAAGGAA 207

Ad01A15452 Aradu.A01 15452 p3 (GAT)7 21 89290597 89290617 TTTGATCTCGAAATCCCAGG GATCAGTTGGAAGCCTCTGG 171

Ad01A15454 Aradu.A01 15454 p3 (TTC)9 27 89295789 89295815 AATTTACTGCACCCTGCCAC AGGGAGGAAGAAGAAGCAGC 170

Ad01A15455 Aradu.A01 15455 p2 (CA)6 12 89298416 89298427 TCACTCAGAAAATGACCCCC ATGCCTGTTTTTGTTCCGTC 264

Ad01A15457 Aradu.A01 15457 p2 (AT)7 14 89313470 89313483 TGCGTGCAGAGAGAACAATC TGAGTTACTGTGGTGGCTGC 103

Ad01A15461 Aradu.A01 15461 p4 (TTTA)5 20 89320633 89320652 AAGCTCCCATGCAGTCTTTG TGCACAATAACATTCTTTTATTCATTT 270

Ad01A15462 Aradu.A01 15462 p4 (AAAT)5 20 89320783 89320802 AAAATCAAATCTCCCCTCTTTT CCTACCCTCCCAGGTGTTTT 267

Ad01A15465 Aradu.A01 15465 p4 (ATAA)5 20 89327341 89327360 GAAGGCAAAATGGGATGATG TTTGGTGCCTCAATTTTTGC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A15468 Aradu.A01 15468 p2 (TA)6 12 89330262 89330273 TGCCTTTATCGTTTAGCACG TCGCTAAAATCGGTCGCTAT 257

Ad01A15470 Aradu.A01 15470 c (A)10taaatcttaatgtatcctttcggat(A)1045 89339047 89339091 AAGAGGCTACTTTGGCAGCA TCAAGAATCCTTTTGGCACA 221

Ad01A15471 Aradu.A01 15471 c (GA)7tctggggaaagcagaggagagcggagaagaagatcgcaccggcgtgctgtgcctcaccgccgccgtcgcgtcgttgtcggaccgtg(GA)6112 89340349 89340460 CGAAGAAAGAAGAAAGGGGG GTCACTCTCTCCCATGGCTC 236

Ad01A15474 Aradu.A01 15474 p2 (TA)7 14 89355545 89355558 CCATTTAGCACGTCCGTTTT GGGACTCCTTGTCGTTGAAA 188

Ad01A15475 Aradu.A01 15475 p3 (ATC)5 15 89369228 89369242 TAGGCATCTGTCGTAAGGGG GAGGTTGAGGGCTGTTCTTG 276

Ad01A15481 Aradu.A01 15481 p2 (TA)6 12 89395539 89395550 TCAAACCATTTAGCACGTTTGT GTCTTTGGGACTCCTGGTCA 225

Ad01A15482 Aradu.A01 15482 c (T)10attaaaatcattctcaacgttaaaaacgctttacaatcatcctttttactct(A)1072 89396877 89396948 TGGGGTGAAAATCAAAATCG CGACAAATGGGTTAGGAGGA 173

Ad01A15489 Aradu.A01 15489 p2 (AT)6 12 89417766 89417777 AAACACAGAGACTTGGCGCT ATTCTGTGCATCAATCATATCATAC 277

Ad01A15490 Aradu.A01 15490 p5 (AAATA)5 25 89417917 89417941 TGCATCCATTCATAAAACACAA CATGGAAAGGTTCATAAGCCA 258

Ad01A15493 Aradu.A01 15493 p3 (CTC)9 27 89428871 89428897 TTTCTGCCGACTCGAGTTTT CTGGCTCAGGAAGAAGTTGG 273

Ad01A15500 Aradu.A01 15500 p3 (GAA)5 15 89448332 89448346 TCCCAGAAGCAATCAGACAA TTGAAGCTCCCCTGTACACC 265

Ad01A15501 Aradu.A01 15501 p3 (CAT)9 27 89449902 89449928 CAATTGGAGGCTCAGGGTTA GCTTTTCATGACGAGGCATT 250

Ad01A15502 Aradu.A01 15502 p3 (GAA)11 33 89450906 89450938 ATGAGGAATGGGTTTAGGGG TCGATTCTCCACAGTACGCA 252

Ad01A15503 Aradu.A01 15503 c (T)10cttccc(T)10 26 89451778 89451803 CATTGAAACAAAATATTTAACCAAGTC TCAACAAAATCAAGTGAACATCAA 262

Ad01A15504 Aradu.A01 15504 c (AGG)5taacggagaaggagaaggaaaaggatagaagacaaatataaagtcaaagaaattacgttattaaaacacacatgtgatac(T)10105 89452637 89452741 TTGTTGGTGATGACAATAACGA TCAAGTTCAATTAAGTTGGCACA 250

Ad01A15508 Aradu.A01 15508 c (A)11gaagaagaaaacaggaagaaaaagcagcgaacaatcttcgaagcattatttctcggattccaaaatccgaacgcgcaaattagagt(GA)6agactatcacaagaa(GCT)5tcttcttcttcaatgcaaaatcatcact(A)11178 89470324 89470501 TCATCACTAATTCCAAAACCAAA CCCATCGTGTAAGGCTCTGT 255

Ad01A15512 Aradu.A01 15512 p2 (CT)7 14 89480438 89480451 GCTCATCCCGTTACTGTCGT GTGGGACAAGGCTTTGTTGT 258

Ad01A15513 Aradu.A01 15513 p3 (ACA)7 21 89480584 89480604 CCCGTTACTGTCGTTGTTGA TAATTCATGTAGCCGACCCC 277

Ad01A15515 Aradu.A01 15515 p3 (ATT)8 24 89486537 89486560 CCATGTAAGCTTCATTATACCACA TCGGGTCAAACGTTGAGAAT 272

Ad01A15518 Aradu.A01 15518 p3 (TCT)5 15 89488675 89488689 CCGTTAAAGCCAAGACCTCA TGCAGCTGAAACTGGAAACA 184

Ad01A15519 Aradu.A01 15519 c (ATA)5agaagaagcttctatagaacttta(T)1049 89488806 89488854 ATTTTCCAGCTTCCAGGTCA GCGCATCGAATTAAACCAAA 234

Ad01A15520 Aradu.A01 15520 p4 (AGAA)5 20 89498451 89498470 CAGAAGTGGACCAAATGAAGC CCCCTCCCCACTTACAATTT 223

Ad01A15521 Aradu.A01 15521 p4 (TATC)6 24 89499410 89499433 GGCAATAACCCCTCACACAC CTCTTGCCACTGTGATGGTG 274

Ad01A15522 Aradu.A01 15522 p3 (TCT)5 15 89499543 89499557 GGCAATAACCCCTCACACAC CTCTTGCCACTGTGATGGTG 274

Ad01A15523 Aradu.A01 15523 p3 (TAT)7 21 89501381 89501401 CCGTTTTTCCACCTGTGTTT TTGAGGGAGCATGAAGAACA 245

Ad01A15527 Aradu.A01 15527 p2 (AT)8 16 89511213 89511228 TCAAATAATGCCCCAGGAAG GATCCTCGGCCAGTTCACTA 280

Ad01A15529 Aradu.A01 15529 p5 (TCTTT)5 25 89514449 89514473 TCGTGATTCTCAGGCCTCTT TGCAACTTGTCTTCCCTCCT 228

Ad01A15534 Aradu.A01 15534 p3 (CTG)6 18 89526534 89526551 AATGCACGACAATCAACACC ATCATTTAAGCCGCCATCAG 261

Ad01A15535 Aradu.A01 15535 p3 (GTC)5 15 89530037 89530051 CATCTCCTTCGTCTCCTTCG GCTAAGTCCGAGACGGTGAG 248

Ad01A15538 Aradu.A01 15538 p3 (ATA)5 15 89547649 89547663 GTTCTAATTCTCATTCAAGTGCAA AATGCATGTAATACTGTGTAGACCTT 122

Ad01A15542 Aradu.A01 15542 p2 (TG)7 14 89554871 89554884 GTTGAGGCTGGTTGTTGGTT TGCACTAGCTTTCACCCTGA 193

Ad01A15543 Aradu.A01 15543 p2 (TC)9 18 89561406 89561423 ATTCACAGGGCACACAAACA TGATTCGGAAGGCTTATCGT 273

Ad01A15549 Aradu.A01 15549 p3 (AAG)6 18 89575347 89575364 CGAGGTTGTCGTGTCAAGAA GCAAACAGGGCAATCAAAAT 277

Ad01A15550 Aradu.A01 15550 p3 (TAA)5 15 89575561 89575575 ATTTTGATTGCCCTGTTTGC AGTTGTCAACGACTCGTCCC 176
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Ad01A15551 Aradu.A01 15551 p2 (AT)7 14 89576618 89576631 AAGCTCTGATTGCGAAGTGG TGACTTGTGCTGATTTTCGC 214

Ad01A15552 Aradu.A01 15552 c (T)10gtcacgaag(T)1130 89578603 89578632 TGGGGGTTCTTCAAGTTTTG CGCTTACAACTTCGTGACCA 238

Ad01A15555 Aradu.A01 15555 p3 (CAT)10 30 89591005 89591034 ATTCCAGCAGCTGATGATCC AAGAATGGCGGTGTCAAAAG 260

Ad01A15556 Aradu.A01 15556 c (TTG)6ctggtttttcctttggaagat(GGA)5gtcttgttgttgctcatcatgcaagaccttgttgaaaatgaagaagcagaagaggaagagaaacacggtggtgactttgatt(TAC)5151 89591196 89591346 TCACAGACCTTTTGACACCG AGCTCAATCTTCAGCTCGGA 262

Ad01A15557 Aradu.A01 15557 c (TGG)5atctctgccttgtatgcagcatcttctctgcgcccgaagttatagggga(AG)880 89591932 89592011 TCTTTGTGGGAAGGATGAGG GGATTCCCATATGACGCTTG 225

Ad01A15558 Aradu.A01 15558 p2 (TC)7 14 89592302 89592315 AGCTTCAAGCGTCATATGGG CGGAACTATCCGACCCTACA 250

Ad01A15562 Aradu.A01 15562 p2 (AG)8 16 89596543 89596558 AGTAAAACGGCAACGAAAGC ATGAACCAAAGGAGTGGGTG 157

Ad01A15565 Aradu.A01 15565 p3 (TTA)17 51 89604825 89604875 AGCGTCGGGAAAAAGTAACA AACGTTCAAGCGCGTTAATA 237

Ad01A15566 Aradu.A01 15566 p3 (TCT)5 15 89605088 89605102 CACAATTTCACTGCACCGTC ACCCAAAGGACACCTTATGC 266

Ad01A15567 Aradu.A01 15567 p6 (GAAGAG)6 36 89605936 89605971 TGGAGGAAGAGGAAGAGGAA TCAGTTTCCAAAGCGCTACA 128

Ad01A15568 Aradu.A01 15568 p3 (TTA)7 21 89606095 89606115 TGTAGCGCTTTGGAAACTGA TTGCTACCACAGTTACCGCTT 144

Ad01A15570 Aradu.A01 15570 p2 (TA)6 12 89609200 89609211 AAGCGAATACCTGATAAAAGTTCAA GGGAATGCAGTATGCACAGA 279

Ad01A15572 Aradu.A01 15572 p2 (GA)8 16 89610018 89610033 GAGTGGGTTGTAGGTGGTGG GGACATGTCTCCTCCCTTGA 184

Ad01A15574 Aradu.A01 15574 p2 (TA)6 12 89611802 89611813 ATGCAATAAAAATGCAGCCA AAAAAGGGAAACTCAGGGGA 275

Ad01A15575 Aradu.A01 15575 p3 (AAT)7 21 89621717 89621737 CCATGATGTTAATGCTTTCCAA GGACAATGTCAAGGGACGTTA 117

Ad01A15576 Aradu.A01 15576 p2 (TG)10 20 89625313 89625332 AGGCAAATTCAGTTGCCAAA AGGCAACTCGCGAAATCTTA 268

Ad01A15579 Aradu.A01 15579 p3 (GAT)7 21 89633082 89633102 TCAAAGCTTTTCCAGTCGGT TCGATCAACTTTTCCGATCC 271

Ad01A15580 Aradu.A01 15580 c (AT)9(AC)9atat(AG)1468 89636554 89636621 CACAGAAAAGGCATTCTTGC AACCGATTTGGTGTTCTTGC 149

Ad01A15583 Aradu.A01 15583 p2 (TA)7 14 89645873 89645886 CAAATTGATTTGAGCGAAAAA TTGATTTGACCGAAAAATAGTGAA 194

Ad01A15584 Aradu.A01 15584 p3 (TAT)8 24 89647477 89647500 CTCGTCAGCCAGGTACAACA TACAACCGTCCGGTTCAACT 211

Ad01A15591 Aradu.A01 15591 p3 (ATC)5 15 89659308 89659322 CTCCTTGTGTGTGTTCGTGG CTTCAAGTCGTTGATTGCGA 208

Ad01A15593 Aradu.A01 15593 c (AC)79(AT)6(AG)11192 89661069 89661260 GCAACCTTCGGTAGCTGAAC CATGCACATTTCTGATTTCAAG 280

Ad01A15596 Aradu.A01 15596 p2 (TC)23 46 89676354 89676399 CCCCAGTCTCAAGCTCTCTG GTTGACAAGCAGATCCCCAT 239

Ad01A15598 Aradu.A01 15598 p2 (TC)6 12 89682826 89682837 ACAAGTGGTGCTCCAAAACC TTTGTTTCCAATGACCCCAT 187

Ad01A15599 Aradu.A01 15599 p2 (TC)6 12 89684640 89684651 TGCATATAGGTTTGTGCCGA GATATGGTCGGTTGGTCAGC 116

Ad01A15604 Aradu.A01 15604 p3 (CTT)5 15 89701921 89701935 ATTGACCTTGGAATTGCGAC CGTCACAGGAACGAACAAGA 235

Ad01A15605 Aradu.A01 15605 p2 (AT)6 12 89703732 89703743 GTGCCCGTTTTCATTTTCAC TTTAACCGTATTGATATTGATTGC 180

Ad01A15615 Aradu.A01 15615 p2 (AT)6 12 89736185 89736196 TCCAATATCCACCAGGCATT TGCATCATTACACTTCCCCA 117

Ad01A15616 Aradu.A01 15616 c (AT)7g(TAA)5 30 89741250 89741279 ATCCCATCTGTAAACACCCC CAAAAATCGATAACAAGGTTAGGG 280

Ad01A15617 Aradu.A01 15617 p3 (TTA)6 18 89741470 89741487 TCGATTTTTGTAGTGTTAGCCC TGGCAATAATTTGGCCTGTT 149

Ad01A15621 Aradu.A01 15621 p2 (AC)6 12 89747688 89747699 CAAAATCACTAATTTGTGCCC GCTCTTTGCCCTCTCTTCCT 113

Ad01A15622 Aradu.A01 15622 p2 (AG)7 14 89753293 89753306 GCCCTCCATTCTTCATCAAA CTCTTGTCTTCCCTTTCCCC 243

Ad01A15625 Aradu.A01 15625 p4 (TGTT)5 20 89759850 89759869 TTGCGTTCATGCATTTCATT ACGATGAACGAGTCCTCACC 174

Ad01A15626 Aradu.A01 15626 p3 (AAG)5 15 89770294 89770308 ACAGCTACCCAACACTTCCG CTGTTGTTGCATGGAGCTGT 275
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Ad01A15628 Aradu.A01 15628 p4 (CCGT)5 20 89774064 89774083 TTCTGCAGCTCCGTTTCTTT AAACCGTCAAACATCCGTTC 253

Ad01A15631 Aradu.A01 15631 c (TTTA)5ttatta(TAT)644 89784476 89784519 TGCAATAAAAGAAAATGGAGGAA ATTGTCCCAACCTCATCCAC 272

Ad01A15632 Aradu.A01 15632 p2 (GC)6 12 89784849 89784860 GTGGATGAGGTTGGGACAAT ATAGGGAGCTCTTGGGCATT 255

Ad01A15633 Aradu.A01 15633 c (T)12attccttttccaaagcgacgtcgttttggttta(T)1358 89795268 89795325 ATAACCGATCCGGTTGAGTG CCGGTAGTGAGACGAAGAGG 252

Ad01A15635 Aradu.A01 15635 p2 (AT)9 18 89817239 89817256 GTACCCGAAGAACCGAACAA AGCTGTGTTTTGGAGATGGG 234

Ad01A15638 Aradu.A01 15638 p4 (CCGT)5 20 89829925 89829944 TTCTGCAGCTCCGTTTCTTT CGACGAAGAACACGAACAAA 249

Ad01A15642 Aradu.A01 15642 p3 (TCT)5 15 89860033 89860047 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 265

Ad01A15643 Aradu.A01 15643 p3 (TCT)5 15 89867426 89867440 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 265

Ad01A15646 Aradu.A01 15646 p3 (AGA)6 18 89921530 89921547 TAAAATATTGCTCGCCCTCG CCCTCAAACCCACCCTAAAT 198

Ad01A15647 Aradu.A01 15647 c (AGA)5(AT)11 37 89924809 89924845 AGGAGTCTCCAACCTTGGGT GGGTCATCCTGACCTGAAGA 207

Ad01A15652 Aradu.A01 15652 p4 (TTAA)5 20 89978285 89978304 CTTAAGAGTCCAACCCGGTG AAAATCCATTTTACCGTGCAA 279

Ad01A15653 Aradu.A01 15653 c (T)11caagattggatcgattgaaagtcacatagttgttcttaagagaattaatgaaaaaagacgaagattttcctcaccacaactaataacat(A)10110 89978475 89978584 TCAATTGAATTTTGCACGGT CCATGCTCTTCATCTTTAATTCC 165

Ad01A15655 Aradu.A01 15655 c (AT)6(GT)9 30 89981537 89981566 GTACGAATTTGTCTGCGGGT TGAGTTCAACACTCACTTTCTTCA 128

Ad01A15658 Aradu.A01 15658 p2 (CT)6 12 89985328 89985339 AGCCGACACAAAATGATTCC AGGTAAATGGGATTGGGAGG 237

Ad01A15660 Aradu.A01 15660 p3 (GAA)5 15 89990623 89990637 GGAAGGAGAGGAGGAGAAGG GGACAAATCGACCCCTACAA 172

Ad01A15663 Aradu.A01 15663 p3 (ATA)9 27 89993827 89993853 GACGGTTGGGTGAAGAGAAG CACATACATGTCATTGTCTCATCG 114

Ad01A15664 Aradu.A01 15664 p3 (TCT)5 15 89996896 89996910 TTGCTGCACGTTCTTCTTCA CCTCCTCATCTTCTGCTGCT 184

Ad01A15665 Aradu.A01 15665 p6 (GAAGAG)8 48 89997454 89997501 ACACCCAAAATTCGTTGCAT AGCGCTACACTCAAAACGGT 280

Ad01A15669 Aradu.A01 15669 c (TTA)7(TTG)9 48 90007334 90007381 AATACACGGGTAATTGAAATAGTTTAT TTGATTCTAATCGTAAAATGATCAAA 219

Ad01A15670 Aradu.A01 15670 p3 (TAT)9 27 90007560 90007586 TCATAAGATTTGATCATTTTACGATT TTAGGGGAAAACCCCATTTT 280

Ad01A15671 Aradu.A01 15671 p3 (TTA)5 15 90008625 90008639 TTCGGAGCTCTATAAGATATGTTACCT TTTCATATCACATTCCGTTTCAA 277

Ad01A15677 Aradu.A01 15677 p3 (TCT)5 15 90020504 90020518 GTGTTCAACCTCCCCCTTTT TCATCCTCAACCCGAGTTCT 230

Ad01A15678 Aradu.A01 15678 p2 (TA)6 12 90023071 90023082 GAAGAAAATTTATATCCGAGGTACGA CCATAAGCGATCCAGGCTAA 275

Ad01A15681 Aradu.A01 15681 p3 (ATT)22 66 90029308 90029373 GGGACCTATCTGTCTTTTTCCC ATAATCATTCACCTGACTTCATATACA 234

Ad01A15682 Aradu.A01 15682 p3 (TTA)5 15 90031323 90031337 GACCATGGTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 248

Ad01A15686 Aradu.A01 15686 p3 (GCG)5 15 90039977 90039991 CGGTGAGTGAGCTGAAATGA GTACGCATTTTCGTCCCAGT 115

Ad01A15691 Aradu.A01 15691 p2 (TC)7 14 90058026 90058039 AAATGGTTTGGTTCAATCGG CGGCATTATCAAATTGCACA 275

Ad01A15693 Aradu.A01 15693 p3 (AGA)9 27 90064238 90064264 CACGGATATTTCGAATTGACG CGGTCCTTCGAAAATGAAAA 250

Ad01A15694 Aradu.A01 15694 p2 (TA)6 12 90067790 90067801 GCAAAAAGGGATTTGGTGAA ACCGCCAGCAACTATGAACT 277

Ad01A15698 Aradu.A01 15698 p3 (CTC)8 24 90072273 90072296 AGGAGGCTAAAGCGAAGTCC CCGAGACAAAGTCGAAGAGG 137

Ad01A15700 Aradu.A01 15700 p2 (AT)6 12 90081893 90081904 GGGAAAATTCTTTGATGGCT AAATTTATTGTAGCGTGAGGAAAA 261

Ad01A15703 Aradu.A01 15703 p3 (TTA)5 15 90085260 90085274 AATAACACGCGGCCACTATC GGACAAATTATGCTTCCCGA 198

Ad01A15704 Aradu.A01 15704 p2 (AT)9 18 90087219 90087236 TCATGCCGTCCATGTAAAAA TCAACATTTGTTCGCCATGT 198

Ad01A15708 Aradu.A01 15708 p2 (AG)8 16 90106892 90106907 AGTGGAAAAGAAATGGGGGT CCAACTCTCCTCCTCTCCCT 262
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Ad01A15714 Aradu.A01 15714 p3 (GAA)7 21 90139374 90139394 AAGGCATCTTTGTCGTTGCT TTTTTCTCCGTTCCCCTTCT 118

Ad01A15717 Aradu.A01 15717 p3 (ATA)7 21 90147127 90147147 TTTTCGTGCGAATAGTTATCTGA TTCTGACATTTCGGTACAATTCA 278

Ad01A15718 Aradu.A01 15718 p3 (GAA)5 15 90149381 90149395 TGAAGGGTATGCCCTGAAAG AGGGGGAGTATTGTTACCCG 148

Ad01A15720 Aradu.A01 15720 p2 (TA)6 12 90150783 90150794 TTCAGGGAGGTTGAATACGC TCCAAGTCTCTCCCACGTTT 246

Ad01A15722 Aradu.A01 15722 p4 (TTAT)5 20 90152520 90152539 CAACGTAACTTTTCTTGTGGAGAA CACGGTTTCCATCAGTTTCA 266

Ad01A15723 Aradu.A01 15723 p3 (ATT)11 33 90153277 90153309 TCATGAACCCACTCATTCCA TCGTCATCATAGATTTGGAAGC 255

Ad01A15725 Aradu.A01 15725 p6 (TTTTTA)5 30 90160422 90160451 AGGTTGGGGCATCCTAGTGT TGGAAGGAAAAATGAAGGGA 267

Ad01A15727 Aradu.A01 15727 c (TCA)5(TCT)19gattgttgttcttgccaggggagcctttctctctgggaacccaatttgtgagaccatttatcacgaatttgatcaaagaagcttggtctcgggttac(TCT)6187 90164199 90164385 TCCAATGAGTAACTCGCTGAAT TTGGAAGCATCAAACAACACA 272

Ad01A15728 Aradu.A01 15728 p3 (AGA)5 15 90164531 90164545 GCAGTCTGATTGGAACAGCA TAGTTTTGATTTGGGCCTGC 251

Ad01A15731 Aradu.A01 15731 p2 (AG)13 26 90167833 90167858 AGAGAGCTCGAAGAGGGACC TAGCCACCACCTTCTTCACC 153

Ad01A15736 Aradu.A01 15736 p3 (GAA)5 15 90179382 90179396 AGCTGAAGGCTCGTCACAAT TTCCACCCACTACTCCTCCA 187

Ad01A15741 Aradu.A01 15741 p2 (TA)10 20 90187473 90187492 TGTTGCCGTGCATTAAGTTC AGTTAACGTCCACACACGGG 150

Ad01A15743 Aradu.A01 15743 c (A)13gnnnnnnnnnaattataaaaa(AT)646 90193947 90193992 GAAAACGGGGAACGTTGTTT CATTACACGTTTACACTCACCAAA 263

Ad01A15746 Aradu.A01 15746 p2 (TC)10 20 90199742 90199761 AAATCGAAATCGTTCCTGATG AAGGGGGACGATGAGCTAGT 202

Ad01A15756 Aradu.A01 15756 p2 (AT)6 12 90272489 90272500 AGCATTCAACCATCAACCAAG TTCAATGGTCACGTTTATTTGTG 279

Ad01A15757 Aradu.A01 15757 c (GT)10(GA)10tgcaatttaccttctctctcatcc(T)1074 90280700 90280773 TTACCTTCAACCCTTGACCG GGCCAAAGTCAAGTTCAACG 230

Ad01A15758 Aradu.A01 15758 c (AG)14gagagtttagctttcggtggaagtttcaagaagattaaaataaataaaacttggagttcaaa(T)12102 90281111 90281212 TTTTTGGTTGTAGCCCTTCTTC GAGGGTTGTCCAATCCATCT 256

Ad01A15761 Aradu.A01 15761 c (AT)8aattatgtattgattagttgt(TATTA)667 90295760 90295826 GCCAAGAGTTTTCGCCTATT TGGACAAGTTATTGCCATTCA 266

Ad01A15769 Aradu.A01 15769 p3 (TTA)6 18 90317720 90317737 ACCGTAATCGGTTGAGGCTA CCGCAACATTTTCCTCATCT 275

Ad01A15773 Aradu.A01 15773 p2 (TC)9 18 90333495 90333512 ACGCGTCATGATGAAGAATG AAACCCATAAGCACAGCGTC 238

Ad01A15775 Aradu.A01 15775 p4 (AATA)5 20 90337275 90337294 CCAAATCCTCTAATATTCCTCCTG CACCCATGCAATGAGTGAA 219

Ad01A15777 Aradu.A01 15777 p4 (AAAT)5 20 90338038 90338057 GCCGATCACTACCAGACTTGA ATTCCACAAGCGGAAACTTG 208

Ad01A15778 Aradu.A01 15778 p3 (CTC)6 18 90344184 90344201 TTTCAGAGAGTCCAGGAGGC GCTGAGGGAGAGCTGAAGAA 139

Ad01A15780 Aradu.A01 15780 c (TAT)5tacat(TA)7 34 90370899 90370932 TCGATAACAAGGTTAAGGACTTACAA TATCCCATCTGCAAACACCC 280

Ad01A15784 Aradu.A01 15784 p2 (CT)23 46 90390502 90390547 GGTGAGGGAAGTTTGTTCCA TTCAACGCATGAACCAAAAG 279

Ad01A15787 Aradu.A01 15787 p3 (AAG)8 24 90397857 90397880 TTGCTTCAATGTGTGTGCAA GATTCCTCTTCCTGCCTTCC 259

Ad01A15792 Aradu.A01 15792 p2 (TC)6 12 90409388 90409399 TCCATTGATGAGGTTGGTGA CTCTTCTGTGACCCTACGGC 206

Ad01A15794 Aradu.A01 15794 p5 (TGTAT)8 40 90413071 90413110 ATAGACAGCAACCCTGTCCC TGCAAGGATGACAAAGGTGA 247

Ad01A15798 Aradu.A01 15798 c (ATT)6ttg(A)10 31 90436985 90437015 TGGCATTTTCTGTTGTTTGC AAGCAAAATTCCAAGCCAAA 180

Ad01A15801 Aradu.A01 15801 p2 (AG)6 12 90455309 90455320 CGACGCACAGTGAGACAGAT AGGCTCGAGTGCAACTTCAT 244

Ad01A15802 Aradu.A01 15802 p2 (GA)6 12 90457397 90457408 TTCTCCACGAATCAGATCCC AGAAACCCTCTCGCTGAAGA 221

Ad01A15806 Aradu.A01 15806 p2 (TG)6 12 90462216 90462227 GGCACGCATCATATTTATTCC TTTTGTGGGGGCATATGAAT 199

Ad01A15809 Aradu.A01 15809 p3 (TAA)13 39 90467530 90467568 GATGCACTCTGCCATTTTGA TTATATCCTCGCCCACAAAAA 247

Ad01A15810 Aradu.A01 15810 c (CTT)5ctctcatgatgcctactactaccactactcttcttgatctcaatcaagatctaactctaagccatgatgatgaccaagaacaccag(CAA)6119 90467818 90467936 GTGGACAAAAGGGAAGAACG TGATGAGGTAGGGGGTTGAG 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A15811 Aradu.A01 15811 p3 (AGA)9 27 90468186 90468212 TAATCACGGCAGTGGAATCA TTGTTGTTGTCATCGTCCGT 216

Ad01A15812 Aradu.A01 15812 p3 (TCA)6 18 90468735 90468752 AGAAGCGCAATAAGCTTGGA TTCTTTCTCGTCCTGAGGGA 155

Ad01A15813 Aradu.A01 15813 p2 (CT)6 12 90470682 90470693 GTGGTAGGAACCCAGCTCAG AGGAGAGTACGAGCCAACGA 215

Ad01A15821 Aradu.A01 15821 p3 (CCT)8 24 90517613 90517636 TTCAGGAGGCTAAGGCAAAA AATCACAATGGGCTGAGAGG 119

Ad01A15823 Aradu.A01 15823 p3 (AAG)5 15 90533802 90533816 CAATTTTGGTTCCCGTTTGT CATTCAAATCCCCACCATTC 210

Ad01A15824 Aradu.A01 15824 p2 (TA)6 12 90537411 90537422 GGAAGCAAAAGAAGCCAAGA CCATTCCATGAAAGCCAAGT 234

Ad01A15825 Aradu.A01 15825 p3 (CTT)6 18 90538281 90538298 TTACGCTGGTCAAATGTTGC ACATGCACAGATGGGAAAAA 231

Ad01A15828 Aradu.A01 15828 c (A)11ggttgtgactcaacattatttaatatttaacactca(T)1057 90546823 90546879 ATGGCGTTGACTACAGAGCA ACGGGTCCAAATCCATTACA 254

Ad01A15829 Aradu.A01 15829 p3 (ATT)5 15 90547080 90547094 TGTAATGGATTTGGACCCGT GTTCTGGGCTTGTGTTGGTT 198

Ad01A15830 Aradu.A01 15830 p2 (AG)8 16 90547233 90547248 AACCAACACAAGCCCAGAAC CTGCATATCCGAGGAGAAGG 214

Ad01A15832 Aradu.A01 15832 p3 (CTT)9 27 90548857 90548883 GAGTTCACGGAACGGAACAT AAAGCGTGGAAACAGAAGGA 104

Ad01A15833 Aradu.A01 15833 p2 (CT)12 24 90549641 90549664 CATCTTGTGCATGCTCCGT GTACAAAGGCTGAGTTGGCA 271

Ad01A15835 Aradu.A01 15835 p3 (TGG)5 15 90556232 90556246 GCATGGTTGATTGCTCCTTT TGACTGGGCTTTCTCTTGCT 180

Ad01A15836 Aradu.A01 15836 p3 (TTC)5 15 90556369 90556383 GCATGGTTGATTGCTCCTTT TGATGAAGATGGAAGATGATGC 222

Ad01A15838 Aradu.A01 15838 c (C)18(A)10 28 90560797 90560824 CTTTTCTGGTTTTCACCCCA TCCATACCCAATGATTTCAGG 271

Ad01A15839 Aradu.A01 15839 p3 (GGA)5 15 90571636 90571650 TCGAACCACTCGTTTCACAC GCGTCTCCGACGGTAAGATA 267

Ad01A15840 Aradu.A01 15840 p3 (GAG)7 21 90571911 90571931 GAAAGCGACGTGCTACATGA GCTTGACGACGACAAATTCA 162

Ad01A15841 Aradu.A01 15841 p3 (AGA)7 21 90572110 90572130 TCGGTGATTTCTGTGCAGTC TCCCTCTCTTCACCACAACC 182

Ad01A15842 Aradu.A01 15842 p3 (ATT)5 15 90576502 90576516 CATGAACCACTACAATGCCG AAGCAAACCAAACAAGTGGG 118

Ad01A15843 Aradu.A01 15843 p2 (TA)6 12 90578695 90578706 TCAATGCATGCAATTCCCTA GCGAACACAAAGGGAACAAT 132

Ad01A15845 Aradu.A01 15845 p3 (TAC)5 15 90598377 90598391 CATGCCTGATGATGATGAGAA AAGAGCAAGGGCGTGATTTA 256

Ad01A15847 Aradu.A01 15847 p2 (TA)7 14 90640299 90640312 CCATGGCTTCTTGCTACTGG GCATGTCACGAGCCTTAGAA 247

Ad01A15849 Aradu.A01 15849 c* (CT)10(ATCT)11(TA)9*g(AC)694 90645728 90645821 CATGCATTTTGATGCCCTAA GGCAATGGTCTTATGCTCGT 169

Ad01A15852 Aradu.A01 15852 p2 (TA)6 12 90650743 90650754 ATGTGGCGAATTCTTTGGTG GGTGCATGCTAATGCTATGG 178

Ad01A15862 Aradu.A01 15862 p2 (TA)6 12 90672650 90672661 CCACTGTTTTGTTATATGAAATTGAAA CCCATATTACCGCTAACAGCA 261

Ad01A15864 Aradu.A01 15864 c (T)10ct(A)11 23 90675645 90675667 TGTTGATTGCATGAGAACAAAAT CAACAATTTTAGCTGTGCCTCA 261

Ad01A15866 Aradu.A01 15866 p2 (TC)6 12 90678341 90678352 CCCTCTCTCTCCCATATCTCTC AAGAGGGGAGAGGACCATGA 139

Ad01A15867 Aradu.A01 15867 p2 (GA)9 18 90678867 90678884 GAGCGTGGTGGTGATGTATG TTCTCTCCCCCTCCTCTCTC 230

Ad01A15868 Aradu.A01 15868 c (GA)6ggaagacaaagagaggggagggagagaaagaggaaaaggagagtgagaat(GA)674 90679088 90679161 AGACGAATGGCAAAAACTGG TGCTTCTCTCTCTCCTTCCCT 260

Ad01A15869 Aradu.A01 15869 p2 (GA)9 18 90679266 90679283 AGGGAAGGAGAGAGAGAAGCA CCCCTTTCCCCTCTTTTTCT 129

Ad01A15870 Aradu.A01 15870 c (AG)6aaggggaaagg(GA)11aagtggagggagagataggagagagagggagagaag(GA)10101 90679513 90679613 AAAGGGAGAGAGAAGAAGAGAGA ATTGCACCAGTTCAAACCAG 280

Ad01A15872 Aradu.A01 15872 p3 (AAC)5 15 90691383 90691397 TCAATTGAAAATGGCTAGTAAGAAGA GTCACAGAGCCAATGCTCAC 257

Ad01A15873 Aradu.A01 15873 p3 (TGA)6 18 90692099 90692116 TGCTTTTCGTTGTAAAGGTGA TGAGTTGAGTCAATCTTTTTCGAT 265

Ad01A15875 Aradu.A01 15875 p2 (TA)11 22 90693634 90693655 TCGAAAACAATAAAATTACTGAATGA AACCCTCATCACCTTGCTTG 134
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Ad01A15876 Aradu.A01 15876 c (AAAAT)5tattgacaatatattaactaaaattctactagcaacttagaattcatttttcttagtcgtggtctcatttaaattattagtaggtgctg(A)11125 90696335 90696459 CCAATAAGTTCGTAGTTAACATCCAG CTTGTTCAGCAGCACACACA 187

Ad01A15879 Aradu.A01 15879 p3 (TAA)5 15 90705518 90705532 AAGGAAAGGCCTAGTGGAGTG GGGAACTTGTTCCTTGTGGA 247

Ad01A15880 Aradu.A01 15880 p3 (TGG)7 21 90728409 90728429 CTCGATCTTAACGGCGAGAA CAACCTTCTCTCTCCAACGC 138

Ad01A15882 Aradu.A01 15882 p2 (TA)7 14 90729610 90729623 GGTGTTCCTGTGGTAGGTGC GGGTGGGAGTGCTGAGTAAA 241

Ad01A15884 Aradu.A01 15884 p3 (ATA)13 39 90732493 90732531 TTTGAAGCAAGGGATCTCTGA CGGTAAAAATTCAGGTGCAA 251

Ad01A15886 Aradu.A01 15886 p3 (AAT)11 33 90734387 90734419 CACCATGATCTATGATGCACAA CTTGTGGGTTCCACTGTCCT 198

Ad01A15888 Aradu.A01 15888 p2 (AT)8 16 90738788 90738803 CCCTCTTAAAACTGCTCTTTGC TGGCTTTGCCTTATTGGATT 228

Ad01A15890 Aradu.A01 15890 p2 (CT)9 18 90739953 90739970 TTTTGGACCCAGCTTTATTCA GCAATAACTCTCTGAGGGTGTG 207

Ad01A15891 Aradu.A01 15891 p2 (TC)10 20 90740378 90740397 CCTTCCCAAGCTGACACAA TGATGAGGATGGCAAAGAGA 124

Ad01A15893 Aradu.A01 15893 p2 (TA)8 16 90746897 90746912 TTGCGTGTCCCACATATTTT TCCCTAGTGTTATGATGAATGGA 261

Ad01A15896 Aradu.A01 15896 p3 (TAA)7 21 90757958 90757978 GGGGATGTTGGTGAACAAGT AATGACACAGGACTTGCGTG 273

Ad01A15899 Aradu.A01 15899 p3 (CGG)5 15 90773508 90773522 CCAATTATGCTGCCGACTTT CACCTCCAACAATGTTTCCC 234

Ad01A15901 Aradu.A01 15901 p2 (TA)6 12 90778733 90778744 CCACGTCACCCTCTTTTTGT TTTTCAGGTCATTCCAATTGAT 280

Ad01A15903 Aradu.A01 15903 p3 (GAA)6 18 90782560 90782577 GGCGGTTGATATCCTTCAGA AACTATCCCTGACACCGTCG 236

Ad01A15905 Aradu.A01 15905 p3 (TTA)19 57 90785634 90785690 TGATGCCATAAAAACGCAAA CACATTTCATGTGGCTTGCT 235

Ad01A15907 Aradu.A01 15907 p3 (TTA)22 66 90790148 90790213 CATGTCAATGAAGGTATGGCA GCATTTCATGTGGCTTGCTA 211

Ad01A15908 Aradu.A01 15908 p5 (AAGAT)5 25 90806485 90806509 TAAAGGCAGCTAAAGCCCAA AAAGTCCTGCTGATCCTTCG 263

Ad01A15909 Aradu.A01 15909 c (TTA)5(TTG)11 48 90810581 90810628 TGATGCCATAAAAACGCAAA ATCTCTCCACTCAGCTTCGC 244

Ad01A15915 Aradu.A01 15915 p2 (AT)10 20 90842109 90842128 GGATGCGATAACATTGCGTT CGTTCGTCCAGATTGTTTCA 239

Ad01A15918 Aradu.A01 15918 c (A)11gattaattgttagttgattaagttagtgt(TTA)1379 90848783 90848861 CATGTCAATGAAGGTATGGCA ATCTCTCCACTCAGCTTCGC 263

Ad01A15921 Aradu.A01 15921 c (CA)6tacatatgttattttaaataaataaataa(AT)857 90869386 90869442 GCCCATTCATAACCCCACTT GGTCCACCAAGCCGTAAATA 250

Ad01A15922 Aradu.A01 15922 c (TA)6gac(AT)7 29 90870491 90870519 TTGCCAAAAGTCCAAAGAAA GCAACATACAAACCCCAAAAA 266

Ad01A15923 Aradu.A01 15923 c (AT)12tttat(AC)7 43 90870984 90871026 TTGGTATCCCCAAAGTCTCG ATGGAGAGGGCAGAGACAAA 171

Ad01A15925 Aradu.A01 15925 c (T)10cgttttctttttctc(T)1035 90887688 90887722 CCCCAATTAGAGGTGTCCAA TGTGGTTCATGAATGTTGGC 226

Ad01A15932 Aradu.A01 15932 p4 (TAGG)5 20 90925400 90925419 GCAGTGGCAGAAAAATGGAT GGGTGAGGAAACAGTTAAGGG 160

Ad01A15936 Aradu.A01 15936 p3 (TGT)6 18 90931190 90931207 GTTGATGTGTGGACCAGTCG CAAGGAATCTGATTTCCCCA 204

Ad01A15939 Aradu.A01 15939 p2 (AT)6 12 90936076 90936087 CCCCTTATCCTGAGTCAAGC TTCACATGACCTCCATATCACTAGA 273

Ad01A15940 Aradu.A01 15940 p2 (TA)6 12 90936463 90936474 ACGGTATGCTGCATCACAAA TTTGCTTTACATGAATGTTGAACTC 258

Ad01A15941 Aradu.A01 15941 c (GGT)5gatcatgttcatcgcatttccagcatcatcgccgcgcctccctcccccttccatccctactcttcgctatccaaattcactg(CCA)5112 90937449 90937560 GCCTCTTGTTCCTTGTCGTC TGACCTCCTTTAGCCTCGAC 276

Ad01A15942 Aradu.A01 15942 p3 (ACA)7 21 90943378 90943398 TGCAATTGTCATTGATGGCT GGTGGGAACTGGTAAGGGAT 218

Ad01A15945 Aradu.A01 15945 p3 (CTC)5 15 90952279 90952293 GTGTGGGGAAAGAAATGGAA GGCAGAAATGAGAGGAGTGG 263

Ad01A15946 Aradu.A01 15946 p4 (ATTA)5 20 90952638 90952657 CCACTCCTCTCATTTCTGCC GCACCTGAATTTTCACCGTT 238

Ad01A15947 Aradu.A01 15947 p3 (TAT)16 48 90954467 90954514 TGTGTTGAGATGAAGCCCTC TTAGGAAATTAGTATGCTGTGTTATGA 160

Ad01A15948 Aradu.A01 15948 p3 (ATA)5 15 90955744 90955758 TCCAATGATTTTATTAGTGGCAA TTGCCTTCTTGTAACGACACC 254
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Ad01A15953 Aradu.A01 15953 c (T)14gatgatctaaaaacta(T)1444 90974141 90974184 CCTGATCTTCCCGACTGAAC ACCCGTGGATCATACCAATC 221

Ad01A15955 Aradu.A01 15955 p2 (AT)6 12 90976415 90976426 TCTGTTGAAAATGCTTTTATTCATCT ATCCGACTAGTTCCGGGTTC 265

Ad01A15957 Aradu.A01 15957 p4 (TTAT)6 24 90993736 90993759 TTGCCTTTTGTCACATTTGC TTGTCCACCTCTTTCACCTTTT 172

Ad01A15961 Aradu.A01 15961 p3 (TAA)5 15 91005492 91005506 CAAAATGGTTGCGTAGCTTG CACAAAAAGATGCTGCAGAAAA 168

Ad01A15962 Aradu.A01 15962 p3 (ATT)6 18 91010582 91010599 TCAGTGACACGAAAGGCTACC CCCTTTTGGCAACAAGCTAA 278

Ad01A15963 Aradu.A01 15963 p3 (AAG)6 18 91011158 91011175 AAATTCCACACTTAATATGCAAAAA AGTCAAAAGCCAAGTGGTGG 155

Ad01A15968 Aradu.A01 15968 p2 (TG)6 12 91028467 91028478 GTGGGATGAGGCTTTGTTGT GGTTCCTGTCCTATGCCAAA 121

Ad01A15970 Aradu.A01 15970 p3 (TAA)5 15 91034093 91034107 GGTGCCAGAAAAACATTTCG AGTGCCCTAAAGCAAGGTCA 183

Ad01A15977 Aradu.A01 15977 c (A)11tagctacttaataatgcacctatttttggtaggagacaaaattacattcatcttctattcacaaaatataaatattttatagtcaat(A)10108 91041775 91041882 TAGACCAAGATTTCGGGGG GCACCGCACAATAGTTTCCT 274

Ad01A15980 Aradu.A01 15980 p3 (GAA)6 18 91042835 91042852 AATGCAGGAAAAAGGTGACG GATGTGATGGGATTGTGCTG 202

Ad01A15981 Aradu.A01 15981 p2 (TA)7 14 91043176 91043189 GGAAAAGGAGAGATCCAGGG TGAAGGGTGCTTTCTGCTTT 235

Ad01A15986 Aradu.A01 15986 c (A)10cctccatattaatcattattagtaaaattttaagtggatcattttattttagcttttg(A)1078 91064218 91064295 GAGTCAGTTAATCACAGTGGCAA TTGAAATTGTTCAGAGTTCAAATAA 279

Ad01A15987 Aradu.A01 15987 p3 (ATT)5 15 91065156 91065170 TTTTTCACGTGCTTATGTGTG GCATTGCACAAATTTTTAACTCA 193

Ad01A15988 Aradu.A01 15988 p2 (AT)7 14 91066194 91066207 TTCTGTCTCTCACTTTGCCTCA TGGAATAGGTTGCTGTCTTTTATTT 260

Ad01A15996 Aradu.A01 15996 p2 (TA)6 12 91093272 91093283 ACAAGCTGCCATACAAGCCT TGTTGACGATTGGACATGCT 266

Ad01A16002 Aradu.A01 16002 p2 (AT)11 22 91102370 91102391 TGCAATACGTCCCATGTAAAA TGTGTATCTTAAAATCAGTCACCG 214

Ad01A16004 Aradu.A01 16004 p4 (ATTT)5 20 91106877 91106896 CCTCTGGTTCTTCTTGCATGT ATTTTGCAGCCCATTGAAAG 244

Ad01A16005 Aradu.A01 16005 p3 (ACA)5 15 91118895 91118909 CAGAAAAACGGACAGAATCTCC GTCACAGGCAAGATCCTCGT 280

Ad01A16010 Aradu.A01 16010 p3 (ATA)7 21 91127894 91127914 GCGCTCATGCTGTCAATTAG TTTTGAATGGCAATTCGTGT 180

Ad01A16014 Aradu.A01 16014 p2 (GC)6 12 91147411 91147422 TTGCTCTTCAATCCTTGGCT CAAAGAAGTTGAACTCGCCC 223

Ad01A16016 Aradu.A01 16016 p3 (CTA)6 18 91171214 91171231 GGGGTCATTGCATTCTCCTA GATCTTGAAAGGCCTGCTTG 234

Ad01A16017 Aradu.A01 16017 p2 (TA)6 12 91171882 91171893 TTGACCCTATGGATTTCATGTG AGATGCATGAGGCCATCTTC 139

Ad01A16018 Aradu.A01 16018 c (TA)8(GA)15 46 91172481 91172526 AAAACAGGGCCTTCCACTTT CTTTAGTGTCCCGGCAATGT 170

Ad01A16019 Aradu.A01 16019 p4 (TCTA)5 20 91173612 91173631 CCTCCTTCATGCCATCATTT GGGTTGAATGAATGTTTATTCTTG 258

Ad01A16020 Aradu.A01 16020 c (GA)10aaa(AG)6 35 91173821 91173855 TGACAGGCTGTGATGAGAAGA CTTTCTGTGGTCCCCTTTCC 280

Ad01A16021 Aradu.A01 16021 p4 (AAAT)5 20 91175167 91175186 ATTTGGGTCACTCAAGGCAC ACTGCACCTGAGTTTCCACC 208

Ad01A16025 Aradu.A01 16025 p3 (ATA)5 15 91189617 91189631 CTGGCGCAAAGAAAGAAAAC AAGTCTGCTGCTCCTCGTTC 255

Ad01A16026 Aradu.A01 16026 p4 (AATA)7 28 91189935 91189962 ATGTTAAGATCCCGGCAGTG CCTCTCAACTTCACCAAGCC 247

Ad01A16027 Aradu.A01 16027 p3 (TTC)5 15 91190861 91190875 TACGTCCAATACACGCGCTA CGAGAAGAAGAAGAACGAGAAGA 187

Ad01A16028 Aradu.A01 16028 p4 (TTAA)8 32 91195228 91195259 TGGTGAATGCAGATTGTGCT TTCCACTGCAACCAACAAGA 249

Ad01A16029 Aradu.A01 16029 p2 (TA)8 16 91195406 91195421 TTCTTGTTGGTTGCAGTGGA TTATTTGCACATTGCTTCGC 120

Ad01A16033 Aradu.A01 16033 p3 (TAA)14 42 91203404 91203445 TAACCCCTCTTGTGGTGGAC TTCCTGATGTACTCCACCATGT 190

Ad01A16035 Aradu.A01 16035 p4 (GTAT)6 24 91211161 91211184 TCAAAACATTTTTCGGCCTT GATGCCAGCATTGAGGAACT 173

Ad01A16037 Aradu.A01 16037 p3 (ATT)6 18 91225460 91225477 ACAACTGGAGCATCACATGG AACCTCTTGAAATTGAATCGGA 230
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Ad01A16046 Aradu.A01 16046 c (TTA)5ttg(TTA)5 33 91242687 91242719 GGCTCCAACCACTTTTTGAT GTGGGCTTTTCTGGATTGAG 180

Ad01A16047 Aradu.A01 16047 p3 (GCA)5 15 91245798 91245812 ACCCATGGATCTTTCTGCAT TCATATGATGCCAAGGCAAA 153

Ad01A16048 Aradu.A01 16048 c (T)11ggacgagagggaaaaactgtagctttgtaagctgaacgaaatgattcagtcgtttgttttgggccgttttaattgatgctgggttgtctaattt(A)14119 91247493 91247611 TCTGTCTTTGGACGTTGTCG CCAGGGTCCAGGTACCATTT 181

Ad01A16050 Aradu.A01 16050 p3 (TTC)5 15 91260162 91260176 TCCTTCTCATCTTCTGCTGCT TCACCTTTCAAGTAATTTTGCAG 216

Ad01A16053 Aradu.A01 16053 p3 (CTT)6 18 91261718 91261735 TGCTATTGTTAAGAAATTTCGGTG TGGTGTTGTTGCTGCATTTT 198

Ad01A16059 Aradu.A01 16059 p3 (TTA)21 63 91274852 91274914 TTGCATGGTAGAGAGAATGGG GAAGAAGCAAAACCGATTCAA 244

Ad01A16060 Aradu.A01 16060 p2 (CT)7 14 91281168 91281181 ATTCCCCCAACTTGGTTTGT CTGCGTTGATAGGAGGCATT 197

Ad01A16063 Aradu.A01 16063 p5 (TTCTC)5 25 91284820 91284844 TAAGTGGCCCATAGTGACCC GAAACGCTGAGTGGGAAGAG 125

Ad01A16064 Aradu.A01 16064 c (T)10aacctatgttttggacacttctttagatatttgagaaataattgtgtatacataataaatactaaacgatttatagtcaaatttc(T)11106 91296666 91296771 TTGGATTAGTGAACACGCCA TGACTATGTGATATGGTGATGGG 226

Ad01A16065 Aradu.A01 16065 p3 (TAA)7 21 91299211 91299231 CACATTTGCAATGTAATAGCCG GAGGAAGAAGTCACGGAGCA 162

Ad01A16066 Aradu.A01 16066 p3 (TAT)18 54 91299935 91299988 CTCTCGATCTCAATCTTTCCG TCATTGCATTTCGTTTTCCA 183

Ad01A16071 Aradu.A01 16071 p3 (GTG)5 15 91318542 91318556 CAGAAGGGATTCGAGGAGGT CGCAATAGCAACACCAACAG 201

Ad01A16072 Aradu.A01 16072 p2 (AT)6 12 91321719 91321730 GCGACTCTCACTTAACCTTAAATTC TGAAAGAAAAAGAAAAGATTTTTGA 279

Ad01A16073 Aradu.A01 16073 p4 (ATTT)6 24 91323301 91323324 CGGTTTATTTAGGTCCGATCC CCCGAAAATTCGATTCATTG 241

Ad01A16084 Aradu.A01 16084 p3 (GGT)6 18 91337031 91337048 TTTGTACCCCTGGCACTTTC AGCATTGCTAACAGCACCCT 212

Ad01A16085 Aradu.A01 16085 p3 (GCG)5 15 91339111 91339125 TATCACGCCGTTGTTGTTGT TGCCCGATCAACTAACCTCT 175

Ad01A16086 Aradu.A01 16086 p2 (AG)6 12 91339433 91339444 TATTATGTTCCGGTTCCCCA GGGACCTCGTTTTTCGTGTA 219

Ad01A16087 Aradu.A01 16087 p2 (GA)16 32 91340469 91340500 CAATGCAAGGTGGAAGGTCT GGCAAGAAAGTCATTGACCC 162

Ad01A16092 Aradu.A01 16092 p3 (AGG)8 24 91350402 91350425 GTCGAGCCAAACTTGAGGAG GGCAAAGAAGAATGCTCAGG 179

Ad01A16094 Aradu.A01 16094 p2 (AT)6 12 91355774 91355785 TGATACGATTTTTGCACACCA CGTTCTTGTATGTTTGAACGGA 260

Ad01A16095 Aradu.A01 16095 p4 (TTAA)5 20 91356204 91356223 GCATGGTTGATTTTTCTTTTTGA TTTCTGTTTGAGCGTGACTGA 115

Ad01A16098 Aradu.A01 16098 c (TG)13(AG)16 58 91359474 91359531 ATTGGAACTCCGCACAAACT TCGGAAGGGGGAGTCTCTAT 245

Ad01A16107 Aradu.A01 16107 p2 (AT)6 12 91385942 91385953 GGTTTAAATTCCCGCAACAA AATTTCTCACGACCTGGCTG 274

Ad01A16108 Aradu.A01 16108 p2 (GT)7 14 91389391 91389404 TGGAGGCAGTAGCTGGACTT CGCTACACACCCACTGAAGA 195

Ad01A16109 Aradu.A01 16109 p2 (CT)10 20 91390508 91390527 TTTAGCGTGGGACTTATCGG GCAGATGGCTGGAGGTAGAG 240

Ad01A16111 Aradu.A01 16111 c (T)12atgtattagaatacaagtgtgatttagtgatattatttgtgtattaagattgt(A)1075 91392947 91393021 TGAAACTTTGTTTGGTTGGAGA GCCACTAATTATCGGCGAAT 265

Ad01A16113 Aradu.A01 16113 p2 (AC)6 12 91403570 91403581 GAAGAGACCGCCCAACAATA GGAAACAAATTGAAAAAGGCA 101

Ad01A16114 Aradu.A01 16114 p2 (CA)6 12 91403798 91403809 AACACAAACACACCATCAACAA CACCGACGATCTTCTTGACA 251

Ad01A16115 Aradu.A01 16115 p2 (AC)6 12 91404513 91404524 CACGTGGCTCAGTGTTGTCT GGTGTGCACAATTTCATCCA 280

Ad01A16119 Aradu.A01 16119 p3 (AAT)6 18 91413575 91413592 AAGTCCGTGCAATTGAAACC TTCCCTCGATCTCTTCGCTA 164

Ad01A16121 Aradu.A01 16121 p2 (TA)9 18 91428264 91428281 CAATCCAATTTCAAACCCCA TTTATTCCCCAGCACCAGTC 160

Ad01A16123 Aradu.A01 16123 p2 (GA)8 16 91432393 91432408 TTGATGAATCTGTGGTGGGA CACATGCACCCAAAATCAAG 161

Ad01A16124 Aradu.A01 16124 p2 (TC)6 12 91433047 91433058 ACAGTTCATCCTGCGAAAGG GATTGAAATCCACGGCTTGT 248

Ad01A16125 Aradu.A01 16125 p3 (AAT)5 15 91441719 91441733 CAGAACGTGTGGAAATTAAGCA TCAGTTGCTCACTTGCTTGC 222
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Ad01A16126 Aradu.A01 16126 p3 (AAT)5 15 91442195 91442209 GAACGTGTGGAAATTGAGCA GCAATCTTTTAGCTGCAGGG 203

Ad01A16130 Aradu.A01 16130 c (CT)6tctctc(AAG)533 91455892 91455924 GAGGTAGTGGGAGGGAGGAG AACTGATGGAAGTGGATCGG 267

Ad01A16131 Aradu.A01 16131 p3 (ATA)7 21 91456589 91456609 AAGAATGGCAAATTGCAAGG CAATAAGGTGACCGGGAATG 280

Ad01A16136 Aradu.A01 16136 c (A)11caattc(CT)9 35 91482055 91482089 CAAAAGCAAAAGGGCAAACT TTGAGGGAAATGTGAAAGGG 222

Ad01A16137 Aradu.A01 16137 p3 (CAG)5 15 91482397 91482411 CACCAAGATCCTTCGTCGAT GTTTCCACGACGTCCTGATT 207

Ad01A16138 Aradu.A01 16138 p3 (TAT)11 33 91489710 91489742 TTTCTCAACTTATTGGGCCG TCCCTAACTTATAAGGCGACGA 238

Ad01A16139 Aradu.A01 16139 p2 (TC)8 16 91493529 91493544 CAATCCACCCTCAGAAGGAA GACAGTGCCCGGAATAAAAA 259

Ad01A16142 Aradu.A01 16142 p2 (AT)10 20 91496537 91496556 GCTTGAAACAGAACACGCAA TTGACAACATGGGTGAGAGC 196

Ad01A16144 Aradu.A01 16144 p3 (AAT)7 21 91502210 91502230 TTATTGGGCCTGATGGACTC TGTTCAGCCCATGACAAAAA 270

Ad01A16149 Aradu.A01 16149 p3 (ATT)6 18 91514071 91514088 CCAAGCATGTCAGGGTGTAA TTGGGGCCTCTAATTCTAAACA 273

Ad01A16151 Aradu.A01 16151 p3 (CTT)6 18 91514430 91514447 GAAGAACAAGAACAAAGAACGG TGCAACAAGGTGGAAGATGA 121

Ad01A16154 Aradu.A01 16154 p3 (ACC)5 15 91521063 91521077 TGCCTCTGATTCTGCAACTG CTCATGACTGCGTCACCCTA 155

Ad01A16155 Aradu.A01 16155 p2 (GT)6 12 91521304 91521315 CCACCTTCCCCTTTCTTAGC TGTCTTCACTAAAAACAAAGTTCATT 271

Ad01A16159 Aradu.A01 16159 p2 (AG)8 16 91526336 91526351 TGCAACAGCAAAGACCTCAG CCATGTTCCACTTATTTTGGC 227

Ad01A16160 Aradu.A01 16160 p3 (TTC)8 24 91528324 91528347 GATCTCGTCGATGTCCGATT AGCAAGGGAAAGAAAAAGGC 192

Ad01A16163 Aradu.A01 16163 p3 (GAT)5 15 91535910 91535924 TTGCTCTTCCTTCGTGAGGT CTTCTTCCTCTGCATCCTCG 274

Ad01A16165 Aradu.A01 16165 c (AAT)5c(ATA)13 55 91537579 91537633 TCTTCTTCTCCGGTTCCTCA GATTTGTATTTCGTTTTGTGCAT 274

Ad01A16166 Aradu.A01 16166 c (TCC)6tattcttttaaattcgggcttcttcttctccttcttccaacgaaacacatgcatattttttcttcttcttt(TTC)5104 91538531 91538634 CGAGTTTGAGATTCTTGAATTTTT GGAGAAGGAGGAGGAAGAGAA 220

Ad01A16167 Aradu.A01 16167 c (A)10gaggagaatgaggagaaggaggaacgt(GAA)552 91539507 91539558 TCGGTTCATTTCTGTTCTGC GCTCTTCCCGCTTTCTTCTT 235

Ad01A16170 Aradu.A01 16170 p5 (GGGTA)5 25 91549805 91549829 TGAGACTTGAACCCACAACCT ACCCTACCCGCACCTAAAAT 233

Ad01A16171 Aradu.A01 16171 p2 (TC)6 12 91556942 91556953 CAGTCCACGTGTCTGTATTTGAG AGGCAAGCCTAGAGCATACG 267

Ad01A16177 Aradu.A01 16177 p3 (ATA)6 18 91585261 91585278 TTGGATGGTGGTTATTCCTTTT TGTGAAAAACAGTGGGATGA 256

Ad01A16178 Aradu.A01 16178 p3 (TCC)5 15 91585980 91585994 CGAACTAACCGCCAGAAAAG TGGCCAGATCCTTTACCTTG 254

Ad01A16180 Aradu.A01 16180 p2 (TA)7 14 91588992 91589005 CCCTTGAGCACTTTACTTTTCC TGTAAAACACAACCTGTCACAAAA 243

Ad01A16181 Aradu.A01 16181 p2 (AT)6 12 91590651 91590662 GAATTGAAAAATACCGTGAAGAA TGAAACTTAGCATGTCATAAAATGTG 271

Ad01A16183 Aradu.A01 16183 p2 (AT)6 12 91608483 91608494 CTAGTTTGGGCCCACCTGT TTTTCAAATTTATGATTGTTGGAAGT 254

Ad01A16184 Aradu.A01 16184 p2 (TA)8 16 91608857 91608872 TTGCCTGAATTTTGGCTAAT CAAGCGATCAACGATGAAGA 261

Ad01A16185 Aradu.A01 16185 p3 (TGA)5 15 91609036 91609050 GGGTACCTGAATGACCGAGA CAAGCGATCAACGATGAAGA 117

Ad01A16191 Aradu.A01 16191 p2 (TA)6 12 91616889 91616900 TCATCACAAGTCAGAGCCCA CATCATCACCACATAGGCACA 267

Ad01A16194 Aradu.A01 16194 c (TA)6gtacatacat(AC)634 91623140 91623173 ATGTCCCTCAACACCATCCT CAGGTGAAGAGAAGTGTTTGGA 278

Ad01A16195 Aradu.A01 16195 p3 (TCA)6 18 91623287 91623304 TCCATCCAAACACTTCTCTTCA GTCCTTTCGAGCTTGTGAGC 262

Ad01A16196 Aradu.A01 16196 p3 (CTA)5 15 91623586 91623600 GCTCACAAGCTCGAAAGGAC ATTGTTTTGAACCGCCGTAG 196

Ad01A16199 Aradu.A01 16199 c (A)12ctttccggccaaaaaa(T)1038 91647754 91647791 GGTAACCGTACCCAAAAGCA GGGCCCAATGTGAATGTTAC 277

Ad01A16203 Aradu.A01 16203 p2 (TA)9 18 91688707 91688724 AAGATCTTTGGTTAGAACACCCC AACGTACTTCCCCTCGCTTT 180
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Ad01A16204 Aradu.A01 16204 p3 (ATA)7 21 91693483 91693503 ATCGAGCTTGCCTCAGAAAA GAAGAAGGATTCTTGCACGC 236

Ad01A16205 Aradu.A01 16205 p2 (AC)6 12 91696558 91696569 ATTTTCGAATTTTCGAGGGC TCCTTCCCTACCCCTTCTTC 183

Ad01A16206 Aradu.A01 16206 c (T)10atattgcatcctctagttag(T)1040 91699267 91699306 CTGTGTGATTGCGTTTGCTT CTGGTGCAGGCACTAACTCA 196

Ad01A16208 Aradu.A01 16208 p3 (TTA)6 18 91709603 91709620 TTGACTTTGATGGCCAATTTT CTGCGTTCCACAGACTTGAA 224

Ad01A16210 Aradu.A01 16210 p3 (TAT)5 15 91712157 91712171 TGCATCCCCACAACTTGATA GAAATGAGGAAAGAGCGTGC 227

Ad01A16211 Aradu.A01 16211 p2 (AC)14 28 91714918 91714945 TGCTATCAGTGGCTGGTTTG TCCCTTCCAGTGTCTGTTCC 280

Ad01A16212 Aradu.A01 16212 c (AG)7tgtttggt(GA)634 91718531 91718564 CTCACCAAGAAAGCCTCTGC CATTTCAACAACGCCAACAC 193

Ad01A16213 Aradu.A01 16213 p2 (GA)27 54 91723507 91723560 CCTTTTCCCACTATCAGCCA CTCCGCTATTTGATGCCTGT 223

Ad01A16216 Aradu.A01 16216 p3 (TAT)5 15 91733796 91733810 TTCGTTACCAACAAGCCCAC TGTGACTCGTATGGCTTTCG 145

Ad01A16222 Aradu.A01 16222 p6 (TGTTCC)6 36 91743299 91743334 GGGCTCAGGAAGAGTGAATG AGGGAAAAGTTCAGCCCCTA 181

Ad01A16229 Aradu.A01 16229 p3 (CTT)5 15 91754528 91754542 CCCCAACAACAAAACCCTTA CATCTTCTTCAGGGGACCAA 142

Ad01A16230 Aradu.A01 16230 p3 (GCA)5 15 91755450 91755464 AGCCTCCAAAACCCTTTCTC GCGGATTCTCCAAAAGATCA 262

Ad01A16231 Aradu.A01 16231 p3 (TTA)5 15 91757446 91757460 AACTTTTTGACAAACATAATGTCCA CCCAAAACATCAGCCCATTA 277

Ad01A16238 Aradu.A01 16238 p3 (TAT)9 27 91783508 91783534 CTTTTCCGATATTCCAGGCA CTCGGCGATTCCAAAATAAA 250

Ad01A16239 Aradu.A01 16239 c (TA)6cctgcaggtatgattgggatgcggcaaccacagctaatttcttacgaaaatatggacttactggtaata(T)1091 91785654 91785744 ATTGATTGAACCCAAGCCAC TGGCTGTGAATGAGTGATATTTG 222

Ad01A16245 Aradu.A01 16245 p2 (TA)6 12 91796661 91796672 CTCTGCCGTCTCTCTCATCC CCAAAAACTTACCATAGAAAAAGCA 251

Ad01A16247 Aradu.A01 16247 p3 (CAA)6 18 91803973 91803990 TGATCCAAAAGATGCTCTCTCA CATGGATCTGTGCCTAGTTGA 240

Ad01A16254 Aradu.A01 16254 p2 (AT)6 12 91849023 91849034 TCGTTGTTTTTCAGGAACCA CCGACTTATAGGTCAAAGCAGC 164

Ad01A16255 Aradu.A01 16255 p3 (ATT)5 15 91851224 91851238 TTGAAAATGAAATATAGCGACTGG TGCATGTGAGTCACGAGTTTT 255

Ad01A16256 Aradu.A01 16256 c (T)10attttggaagagagcaaattgaatcatccaatttgtttattgaacaatttatttag(TA)984 91868163 91868246 AGTTGTAGGTGATCGGACCAT CACTCCTTGACATCACCCCT 256

Ad01A16258 Aradu.A01 16258 p3 (TCA)5 15 91884266 91884280 CTTCCGTCGTCTTGATTGGT CATATGCAGATAAATTGTAACAAAAGC 237

Ad01A16261 Aradu.A01 16261 c (CTG)5cttactggacaatt(GA)641 91890640 91890680 CGCACTCCAACCCCTAGATA AATCTTGGAATCGCAGGCTA 273

Ad01A16262 Aradu.A01 16262 p3 (AAC)8 24 91891230 91891253 CATTCCCAACCCAAACTACG CTACCTTCGGCATGGTGATT 216

Ad01A16268 Aradu.A01 16268 p2 (CT)6 12 91905358 91905369 GAAGCGTTCCAATGGTTGAT AATTCAAACTGGATGTGGGC 230

Ad01A16269 Aradu.A01 16269 p2 (TA)7 14 91905754 91905767 AACCTCCAAAAATGTGGAAAAA TTGGAGGATCCCAAAATTCA 264

Ad01A16270 Aradu.A01 16270 p4 (TCAT)5 20 91906975 91906994 CTCTGGCTCATAATCAGGGC GCACGGTAAGTGGAAGAGGA 255

Ad01A16271 Aradu.A01 16271 c (CTTT)5tttttt(A)1036 91912656 91912691 TAATGGTATACGCCCCAAGC TCAGGTGGCCACAATATTAAA 141

Ad01A16275 Aradu.A01 16275 p2 (AT)6 12 91926761 91926772 TTCCTCTCAAGAATGGAAGCA TCAAGAAGGACACCAACCCT 150

Ad01A16280 Aradu.A01 16280 p2 (AG)6 12 91931464 91931475 CCCAAGCAAGTACCAAGAGC TGGTGGAAAGTGACGACTGA 280

Ad01A16281 Aradu.A01 16281 p3 (ATT)7 21 91931860 91931880 CGACACCATACCTCCAAACA TGGTTTGGAACCGTATGTCA 241

Ad01A16284 Aradu.A01 16284 p2 (AT)10 20 91935455 91935474 GACACCATCACCATGCCTAA TGAATCCTGAAGCAACTCCA 237

Ad01A16285 Aradu.A01 16285 p3 (CAT)6 18 91938727 91938744 GGAGCATTTCGCTAGTGCTT TGTCTCAGCAAATGTTACCCC 249

Ad01A16287 Aradu.A01 16287 p3 (TTG)6 18 91943283 91943300 GGATGATGCCAATGGCTAGT ACCCCAAATTTTCTGCTCCT 273

Ad01A16289 Aradu.A01 16289 p3 (AAT)13 39 91950823 91950861 TGAATTCAGGTAGGCTTCCG AGGTTGGGTGGCAAAGTTC 256
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Ad01A16290 Aradu.A01 16290 p2 (TA)6 12 91951937 91951948 ATGAAAGTTCTGGAGCGACG GCTCTTTTCGCAGAATCATTG 144

Ad01A16293 Aradu.A01 16293 p3 (GGA)5 15 91962705 91962719 ACAGAGGCAGAGGCTACCAA GCCAAGAGAAAAACTCGTGC 122

Ad01A16296 Aradu.A01 16296 p3 (AAT)6 18 91968641 91968658 TTCTTAAAATCACACCCTCCTCA GTCTTAACCCCTCTCAGCCC 263

Ad01A16297 Aradu.A01 16297 p4 (TTAT)5 20 91969236 91969255 GGTGCTCAAATTTAAAACGC AAAGAATCAAATCTCCCCTCTTTT 275

Ad01A16298 Aradu.A01 16298 p3 (ATA)5 15 91971665 91971679 TGCAGAGTCAGGTGTGAGGA GGAGAGCCTTGTGCAGATTC 210

Ad01A16302 Aradu.A01 16302 p2 (CA)6 12 91982664 91982675 AACCTGCACATTCAGAACCC CCACCATCAGAACCACAACA 224

Ad01A16303 Aradu.A01 16303 p3 (TTG)8 24 91982886 91982909 TGCTGCGATGGAGAGATAGA CTTAACGCACATTCGACCCT 138

Ad01A16304 Aradu.A01 16304 p3 (TAA)5 15 91984879 91984893 CCATTTTTCCTCCAAAATGAA CGTGAATCGGGTAACAAAGA 278

Ad01A16306 Aradu.A01 16306 p6 (GAATAG)5 30 91992571 91992600 GGGGAGTGGCAGATAGGAAT GGTTGGGTGGGAATAAGGTT 193

Ad01A16309 Aradu.A01 16309 p2 (AG)9 18 91996787 91996804 TTTGCTATTTGGGTCGGACT TGCAACGTGTTACAGTGTCG 267

Ad01A16312 Aradu.A01 16312 c (TC)8(TA)9 34 92003075 92003108 CGTCAATTGAGCATGCAAGT GGAGGAGAGGAAGGGAACAC 205

Ad01A16315 Aradu.A01 16315 p2 (AT)11 22 92007615 92007636 TGCATTCAACAAGGGAGATG AAGTGAAATTCTGGCCATGC 234

Ad01A16322 Aradu.A01 16322 p2 (AG)11 22 92025066 92025087 CCCTTCAAACCCCCTTTTT GAGCTCTTGGATTGACTGCC 271

Ad01A16323 Aradu.A01 16323 p3 (ATC)5 15 92026495 92026509 TTGTTTAGCCAAAGGCAAGG CTCAATCCGGCTCTCATTTC 250

Ad01A16327 Aradu.A01 16327 p4 (ATAC)5 20 92031196 92031215 CAACCACCACCTGAAGTCCT AATGAGAACACGTGCAGCAG 179

Ad01A16328 Aradu.A01 16328 p2 (TC)6 12 92031557 92031568 AACGCATGGCCTACCTACAC CCCACAACGAATAATAATGCAA 206

Ad01A16329 Aradu.A01 16329 c (TA)9(CA)7 32 92041061 92041092 CAAAAGATGGGCTTTGGATG GTCAGCCAGTTTCGTTTGGT 277

Ad01A16330 Aradu.A01 16330 p2 (AG)7 14 92043478 92043491 TAAAGTTGAAAACCGGGCAC ACCACCCTCCCCTATCTCTG 201

Ad01A16331 Aradu.A01 16331 p3 (TAT)15 45 92064372 92064416 GCTGGTTAGTTGTGCGGAAT GTGAAGCGTTCACACACGAT 197

Ad01A16337 Aradu.A01 16337 p4 (ACAT)5 20 92103241 92103260 TTTGAGTGTAACAGAAATGAACG ATTGGTTGGTGCGTAAAAGC 263

Ad01A16338 Aradu.A01 16338 p2 (TA)7 14 92103726 92103739 ACCCCTAAAAAGGCAAAGGA ACTTGTTCCACCTTCCATGC 233

Ad01A16340 Aradu.A01 16340 p2 (CA)6 12 92106508 92106519 TTGAGTCAACATTTTGGCTTTC CCCCTCTGTTCATTGCACTT 262

Ad01A16341 Aradu.A01 16341 p3 (AGA)7 21 92111568 92111588 GTGGGTGTTGGAGAGGAAGA AGAACAAATCGTGACCGTCC 277

Ad01A16342 Aradu.A01 16342 p3 (AAT)5 15 92113009 92113023 TCATCATCGTCACCACCACT TTGGACTTGTGACCCTTTGA 274

Ad01A16347 Aradu.A01 16347 c (TA)8(T)10 26 92121457 92121482 AATTCCGTTAGGTTTGGTAAAAA TCCAAAAATCTTATCGGAGAAA 277

Ad01A16350 Aradu.A01 16350 c (T)10catttaaatggaaaactacattattgaattggcagtggttgctcaagttatttgtctcttag(T)1082 92126664 92126745 AAATGAAAGGACCAAGGGTT CAAAATATGTCAAAAAGGTATCCAAA 207

Ad01A16354 Aradu.A01 16354 p2 (CT)7 14 92140699 92140712 TCACCATCAACTTTCACCGA TGGCCATTCCTAGATCATTCA 230

Ad01A16355 Aradu.A01 16355 c (T)13caattccttaaggcttcggccaatatatatggaactaaggaactttact(TAA)577 92140863 92140939 CCCTTTTCCTTTCTTTTGTGTG CATTCATTTGGTGGAAAGCC 269

Ad01A16356 Aradu.A01 16356 p2 (GC)6 12 92142986 92142997 CCAGTTGGGTTGGAAAGCTA AGTTGGATTGGTCCCACAAG 214

Ad01A16359 Aradu.A01 16359 p2 (CT)7 14 92157621 92157634 ACACCACGGTCATGGAAGTT GGAAAGGCCAAACGTGTCTA 186

Ad01A16361 Aradu.A01 16361 c (TA)9t(TG)8 35 92165105 92165139 AGGTGACGCTTTTCTTTGTGA TGTGTACAAATAATGAGACTGGAAAA 278

Ad01A16363 Aradu.A01 16363 p3 (AAT)6 18 92167165 92167182 GAATAAGCTTTGCCGCTTTG AGCCACAGAGAGACAGCACC 154

Ad01A16366 Aradu.A01 16366 p2 (TC)6 12 92171881 92171892 TGATTAGACATTCAAATCTCACCAT GAGAGGAAGAGAGGGAGGGA 245

Ad01A16369 Aradu.A01 16369 p3 (CCA)5 15 92183145 92183159 ATGACCCCATTGAGAAGCAC ACTGTGAAGCTGGGCAAGTT 109
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Ad01A16370 Aradu.A01 16370 p3 (GGT)5 15 92183925 92183939 GAATATTTGGCACCCACGTT TGGCTTCCAATGTATGGTCA 279

Ad01A16372 Aradu.A01 16372 p2 (TC)6 12 92189349 92189360 GGGGTTCCCTTCCAAAATAA TTCATGAGAAAGAGAGGGGC 262

Ad01A16375 Aradu.A01 16375 p3 (TAA)11 33 92196225 92196257 TCGGAAGGTTCAATTTGTGT GGCAATAGGCATCGTGAAGT 276

Ad01A16376 Aradu.A01 16376 p3 (TAA)6 18 92196494 92196511 ACTTCACGATGCCTATTGCC TGTTGGGTGTGATGACAATG 270

Ad01A16382 Aradu.A01 16382 c (TTC)7ctctcttccctttccaattccaattcaccctca(TTC)1187 92206083 92206169 AATGTGTGAGAGGCTGAGGG TACAGACGTCGGTGGTTGAA 249

Ad01A16383 Aradu.A01 16383 p2 (AG)7 14 92211047 92211060 CTGAAGAGAAGAACGACGCC TCCATAAGCCCATCTCGTTC 212

Ad01A16384 Aradu.A01 16384 c (A)11ttaaacacccggaaatatttatatggatac(A)10gttaagtacgtgggg(ATA)7tta(AAT)5105 92212240 92212344 TCACCGTTAGCAATTTCGTG GCTCAAGATCTCCGCTCATC 253

Ad01A16385 Aradu.A01 16385 p3 (TCA)5 15 92213851 92213865 GGCCTCAGCTACTTTTGCAC CGCCTTTGAAGAGTGTGTCA 275

Ad01A16386 Aradu.A01 16386 p3 (ATT)6 18 92214670 92214687 GCATCCGTAACCATGACTGA CCCCCAACAAGGTCACTTTA 278

Ad01A16387 Aradu.A01 16387 p3 (AGA)5 15 92214958 92214972 TCCATTGTCTCAGGATGTGC GGCTTGAAATGATTACAGGGA 269

Ad01A16390 Aradu.A01 16390 p3 (TGG)9 27 92220097 92220123 TTGTTTGGGGTTCTTGGTGT AAAATCATCCTTCCCCGAAT 274

Ad01A16392 Aradu.A01 16392 p3 (ATT)6 18 92227884 92227901 TGTTTCCAAAGTGCAAGAGAA TTTTTAATAGCTGTAGAAAGACTGTCA 251

Ad01A16394 Aradu.A01 16394 p3 (TTA)6 18 92229723 92229740 CAAATCAAACACCACCACCC TTTTTACTTTACAAGAATGCGCC 258

Ad01A16396 Aradu.A01 16396 p4 (TTAT)5 20 92234233 92234252 AAACATATAACATCCATAATCAATGAA AAAAATCCAAAATCTTAAATTCGAT 148

Ad01A16397 Aradu.A01 16397 p2 (AT)7 14 92234795 92234808 GCAAAAAGCAAGAAAAGATGA CAGCCTAAGTTGAGGCCACT 149

Ad01A16398 Aradu.A01 16398 p5 (TCTCT)9 45 92235293 92235337 TTGGCATTGCCTTACACAAA GTTTGAGTCGAGGGGATTGA 173

Ad01A16401 Aradu.A01 16401 p2 (CT)6 12 92246459 92246470 TGAGAAAACCCGAATCCATC TGCATGAATGAAAGCTGGAG 124

Ad01A16402 Aradu.A01 16402 p3 (TTG)7 21 92250128 92250148 AAGAGAGGAACGAAGCCCTC GCAGCAGAAACAGAAACAACC 270

Ad01A16403 Aradu.A01 16403 p2 (TC)9 18 92254016 92254033 CCATGTTAGCACTGATCTTCCA CACCGTCCTAAGGTGCTTGT 259

Ad01A16404 Aradu.A01 16404 p4 (AAAG)5 20 92254431 92254450 CAAACACAACTTGGCCCTTT GGAACATGAGTATGTATCCACCA 264

Ad01A16405 Aradu.A01 16405 p2 (AT)7 14 92255541 92255554 CGTCTTAATTCATTCGCGTG TCTGTAAACAAACGCAGCCA 109

Ad01A16408 Aradu.A01 16408 p3 (ATA)7 21 92260741 92260761 GCATGCACTACTCCCCTTTC CGGTGATCTTGCAGCTATGA 184

Ad01A16409 Aradu.A01 16409 p2 (TC)6 12 92264797 92264808 ACTAATCCACGCGTTCTTGG GAACAGACCCCTAACCTACCC 155

Ad01A16412 Aradu.A01 16412 p2 (TA)6 12 92269589 92269600 TCGTGCTAAATCATGATCTTCTTC CGAGCCACCCTAAATAAGCA 225

Ad01A16413 Aradu.A01 16413 p3 (AAT)5 15 92273802 92273816 TTTGGCACAAGATGGGTAAA TGGCTATTTGATCAATAATGGAA 221

Ad01A16414 Aradu.A01 16414 p2 (TA)7 14 92276132 92276145 TCTCCCCTAAGCGGTAACAA TGCAAGTGCAAAAATCAACC 269

Ad01A16417 Aradu.A01 16417 p3 (AAT)8 24 92280697 92280720 TTCCAAGCATCACAGTCAGG TGCATCCCCTTGAAAAATTC 225

Ad01A16421 Aradu.A01 16421 p3 (AAG)5 15 92296454 92296468 GACACATTCTATCTTAAAAAGTGAAGC TCATATCCTACGGGCCTCTG 159

Ad01A16422 Aradu.A01 16422 p2 (GC)6 12 92302416 92302427 AGGGGTGGCACAACTCTCTA AAGCTACCAGCCCAAAACCT 271

Ad01A16423 Aradu.A01 16423 c (TTAT)6tatctagttgaatactggtattt(A)1158 92318537 92318594 GCAGCACCAACAAAGACAGA CAACATACAATCATCATCGACAAA 218

Ad01A16425 Aradu.A01 16425 p2 (AT)6 12 92328080 92328091 GCTTCATCAGGTCAGAGTTGC CATCCTCGATCAAAGCCAAT 141

Ad01A16429 Aradu.A01 16429 c* (T)10(TA)7* 23 92333236 92333258 GCTCCAGCCTAAGTCGTGTT TGGAGTTTAATTTTGATGCACTG 217

Ad01A16430 Aradu.A01 16430 p2 (AG)17 34 92338581 92338614 TCTCTCCTGCACATGCTTTG ACGCGGTTAAGGAAACAAGA 277

Ad01A16432 Aradu.A01 16432 p3 (ATA)7 21 92339588 92339608 AAAAATTCATCCAAAACATATCCT GAGCCACACACAACACAACC 102
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Ad01A16433 Aradu.A01 16433 p4 (AAAG)5 20 92339960 92339979 TATCACTTGTCCCCTTTCCG GTAGACCTGGCGGTTCATGT 230

Ad01A16434 Aradu.A01 16434 c (T)13ggaaaaattacacacatgggaagaaaagaaacgaaaggacctggtcaagaacgaatgaagggaaaggaaactagaaagagaaagaatttcttgaaaaagg(A)12125 92341344 92341468 ACTACGGCTACAATCACGGC GGCCTCTCAAGCAAAGAATG 260

Ad01A16437 Aradu.A01 16437 p3 (ATA)5 15 92351954 92351968 TATCGCTCAACAAGTGGCAA TTCCTCCTATCATCGGTTCG 268

Ad01A16443 Aradu.A01 16443 p3 (GAA)5 15 92363054 92363068 CGCGAAATGAAGGGTAAAAA GGGAAGGAGCCTCTCGTATC 159

Ad01A16445 Aradu.A01 16445 c (T)12accttgac(TA)632 92365387 92365418 TGAACTGGTTTTTGGCATCA TCCCGATTTGTAATCCTCTCC 129

Ad01A16452 Aradu.A01 16452 p2 (CT)6 12 92376845 92376856 ACAGAAAATTCATGTGCCCC TACAAAGTGGCGTGCTTTTG 255

Ad01A16453 Aradu.A01 16453 p3 (AAG)9 27 92380854 92380880 TGCTGCAGACAAAGTTCCAG CAGCTGGGCCATGATTACTT 180

Ad01A16454 Aradu.A01 16454 p2 (AT)6 12 92382272 92382283 TTTGTCAAAATTAGGTCATACAAATTA GACCAAACAAATCAGTTTAGCAA 202

Ad01A16456 Aradu.A01 16456 c (GA)8ttgacgaaaaagctcgtcttgtctctttcctcaccaggtgcaacgttaaac(T)1380 92393424 92393503 TGCCTATACACATCAACAACCA TTTGGGTTTGGGTCCAATAA 232

Ad01A16458 Aradu.A01 16458 p3 (ATA)19 57 92396310 92396366 TCAAGAAATTTTGATGGGGC CGTGAAGTTGACTGCATCTGA 233

Ad01A16461 Aradu.A01 16461 c (TAA)10tatagattgagccgtgtagccaatatcaccttcatgagcagcatcataataatgaagagccaaatcaggagaga(AAC)5119 92400224 92400342 GGCAATTCAGATCACAAGCA TTCTGTTTCTCATCAACACCAA 270

Ad01A16462 Aradu.A01 16462 p3 (AAT)7 21 92400455 92400475 TCACCTTCATGAGCAGCATC TGCTTTTGGCTTCCTCAGAT 230

Ad01A16463 Aradu.A01 16463 p3 (ATA)5 15 92400708 92400722 ATGGAGGACGTGGAGCTATG GGTGGAAGCAGAAGCAGAAG 139

Ad01A16464 Aradu.A01 16464 p3 (TAT)6 18 92405878 92405895 GTGTTGCACGTGATGGATTC AAAAAGTGTCCTTGTTTCATCC 277

Ad01A16465 Aradu.A01 16465 p2 (AT)9 18 92406160 92406177 TAGGATGAAACAAGGACACTTTT AATACAGGATAAACAGACACACAAAT 262

Ad01A16466 Aradu.A01 16466 p3 (GAA)6 18 92412813 92412830 AGGTTGGCTGAGTGGAGAGA TTCCCGCTCATTTTATTTGG 269

Ad01A16468 Aradu.A01 16468 p2 (TA)6 12 92415235 92415246 CGTATCAGCGTGTCTTGCAT TGGACACGAAAAACGACAAA 149

Ad01A16469 Aradu.A01 16469 p2 (AT)9 18 92426706 92426723 GGGCCTTTTGGTATATTTGGA TCACTAATCAGTCACCGTTATAAAAA 280

Ad01A16474 Aradu.A01 16474 p2 (AG)10 20 92444168 92444187 GGCTCATAGCGAAGGTGACT CACCATTTTTCTGCCGAGTT 143

Ad01A16476 Aradu.A01 16476 p3 (AAT)25 75 92448458 92448532 CTTCCAAGCAAAAACCGTTC TGCGATGACTTCGAGAATTG 216

Ad01A16477 Aradu.A01 16477 p3 (ATT)6 18 92448748 92448765 CAATTCTCGAAGTCATCGCA GCCCTAGAGCTTCTGCTTCA 260

Ad01A16478 Aradu.A01 16478 p3 (ATT)5 15 92448871 92448885 GAAGCTCTAGGGCTGACGTG CCTCTTCAACCACGAACCAT 113

Ad01A16479 Aradu.A01 16479 p3 (TTA)6 18 92449031 92449048 ATGGTTCGTGGTTGAAGAGG GACTTAACGCCGTCACCAAT 219

Ad01A16482 Aradu.A01 16482 p3 (TAT)5 15 92451486 92451500 GAATTTTGAGTGTTCACCAAGTG CATTGATAATGAACCTATCACACCA 161

Ad01A16485 Aradu.A01 16485 p2 (TA)7 14 92470054 92470067 GGGACTTGCCAAGAAATTGA CGTGTCTCAAATGCAAATCC 221

Ad01A16488 Aradu.A01 16488 p2 (TC)6 12 92477351 92477362 ACCTCACCATTGTTTCTGCC CCTCGACCTGTGACCCTAAA 212

Ad01A16489 Aradu.A01 16489 p2 (TA)6 12 92478777 92478788 TAACTTGTAATGCGGAGGGG TTCAGATATGGCAAGGCTCC 275

Ad01A16492 Aradu.A01 16492 p2 (TC)9 18 92494723 92494740 ATCTCGGTTAAGCAGCGAAA TTCACAATTCTCCGAAACGA 280

Ad01A16494 Aradu.A01 16494 p2 (TA)8 16 92500112 92500127 TTTTTCGAACGTAAATGCCC ACCATGTGACAAAGCCCTTC 259

Ad01A16495 Aradu.A01 16495 p2 (TC)6 12 92504200 92504211 GGAATAGTCTCATTCAAAATCTGTT CTTTACTACCCCTCCCAAAAA 200

Ad01A16497 Aradu.A01 16497 p2 (TA)8 16 92505818 92505833 CGCACCATGTGATAAATAGGAA CCCCTGTTACGTTTTCCCTT 236

Ad01A16505 Aradu.A01 16505 p3 (AAG)5 15 92526490 92526504 GAGGTGTGAGTGGGAATTGG TCCCAACATCAACAACCTCA 234

Ad01A16508 Aradu.A01 16508 p3 (AGA)7 21 92544157 92544177 GTGTTCCTCCAGCCACAAAT CGTTTTGTTCATTCCATCACA 223

Ad01A16510 Aradu.A01 16510 p4 (TTTA)5 20 92549413 92549432 GTGAGCTTGTTTGTGCGAAA CCGTGGTATGATCGTTCCTT 271
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Ad01A16511 Aradu.A01 16511 p2 (AT)7 14 92551128 92551141 AAAGAGGGGGAGAGAGAGGA CCTCTATCCCTATGCATCTTCC 248

Ad01A16517 Aradu.A01 16517 p3 (ATA)17 51 92559029 92559079 AGATGTTGTATTAACTCACATGAAATG TGCCACCATAGACCTAGCCT 245

Ad01A16521 Aradu.A01 16521 c (T)10ccacaaaattcacaaaaaatat(A)1042 92562836 92562877 CCGGTTTAATAAGAATGTCCAA TTGCGTAGAAAAATAAACTAAATACGA 261

Ad01A16522 Aradu.A01 16522 p2 (TA)8 16 92567103 92567118 GCATTCAAATTCCAGCCAAT TTCTTCCCCTTTCCCTCCTA 211

Ad01A16524 Aradu.A01 16524 p2 (AG)6 12 92582102 92582113 CCTGAATTTGACCTAAAATTTATTGA CATGGCTTTCAATTCGGACT 239

Ad01A16525 Aradu.A01 16525 c (CTT)5gctgcacgtccttcttcctcttac(TCT)5tttctttcgtttcttgccttctctttctc(CTT)598 92583395 92583492 CGCATACAAGCGATTAAGGC CGAGAAAGAAGAACGTGCAG 253

Ad01A16526 Aradu.A01 16526 c (GAG)5gaagaagaagaggaagaggaagaggaagagggagagggagagggagagggagaaggagag(GAA)590 92583953 92584042 GAAGAGGACGAGGAAGAAGGA GTTGCTACACATGGGCCTTT 200

Ad01A16529 Aradu.A01 16529 p2 (CT)6 12 92592715 92592726 TCAATGAAATGGACTTGGCA TGCTTTTGATCAGCTCATGG 246

Ad01A16530 Aradu.A01 16530 p2 (AC)7 14 92599791 92599804 AGGAGACAATGCAGGGTGAC ACCCTGCAACCAATTAGCAC 146

Ad01A16533 Aradu.A01 16533 p2 (CT)13 26 92604972 92604997 GCTCCTCTTCGTTCACTGCT GGAATAGGTTCAGCCCATGA 249

Ad01A16534 Aradu.A01 16534 p3 (ATA)5 15 92608169 92608183 TTCAATAATCCTATGACCAAGAACA CTATCATGATTGGCCCTCGT 233

Ad01A16535 Aradu.A01 16535 p3 (TCC)5 15 92616607 92616621 TCAATGGTTTCCATAGTGCG TCTTCCTCTTCCTTCTTCCCA 280

Ad01A16538 Aradu.A01 16538 p2 (TC)6 12 92623533 92623544 TGAACATGCAATTGACACCA CCATTCTAAAGCTTGACTGGC 255

Ad01A16539 Aradu.A01 16539 p2 (CT)6 12 92631451 92631462 TGTCCAATTGAAGGTCACCA AGAAACCGCTATAGGCAGCA 230

Ad01A16540 Aradu.A01 16540 p2 (CT)6 12 92639512 92639523 CGCACGCTCACTCGTAATAA CGAATCTGAGGGCTCAAAAG 242

Ad01A16541 Aradu.A01 16541 c (T)10cattctctttttgtggataaatttcctggtgtgttgttctatgatctcttattaatttacttataccttttgactaaattaataattaacagctgtcgg(T)13122 92640943 92641064 CACTGATCACTGGTGGTTGG ATGCAATGACAAAAGGCAGG 202

Ad01A16543 Aradu.A01 16543 c (TAA)10(GAA)6gagtaaaggacaaatatgtttctaac(T)1185 92645281 92645365 GCAAAGAAGCTCGAAGGAAA AATGTCCACGTTTTTCGGAG 279

Ad01A16544 Aradu.A01 16544 p2 (TC)6 12 92645918 92645929 CGACCTCCTCCTTCCTCTCT GGAAAGCACAGGGGTGATAA 224

Ad01A16548 Aradu.A01 16548 p3 (GTA)5 15 92652026 92652040 TCTCTTTTGTTTGGCCCATT GGATAAAGAGGAACCTTTCGG 268

Ad01A16550 Aradu.A01 16550 p3 (ATC)5 15 92660335 92660349 TGCAAGAATGAAAGGGGAAG CCTATGCCATTCTTCCAAGC 265

Ad01A16553 Aradu.A01 16553 p3 (CGC)7 21 92662324 92662344 GGACTTCAACCACCGAGCTA CAAACGCATAGAAAGGAGGC 187

Ad01A16554 Aradu.A01 16554 p2 (TA)6 12 92665136 92665147 TTGGCCTATTTGCAATGTGA CAGGTGGCATTAAGGGTTTG 259

Ad01A16558 Aradu.A01 16558 c (T)11aaatcaattgtcggtcacttgtttgattgtttcacaca(TC)661 92668893 92668953 AAGGTGCCTCTTGATGTTGG GTCCCCATTAAGCAGATGGA 159

Ad01A16559 Aradu.A01 16559 c (TCC)7aatgttatgtc(T)1143 92673062 92673104 TGCGTCTCTTTCTCCGTTTT TGTTTGCAAAATGTTGGTGTT 165

Ad01A16560 Aradu.A01 16560 c (T)16gtgtcatcacacaaaaaagaaatactactgtatttcactgtccaacacccaataaatagaagg(A)1089 92674045 92674133 TGAAAAGGAGAAGGAGAACGA TGAGTGACGGAGTGATATTGG 264

Ad01A16561 Aradu.A01 16561 c (TC)10(AC)7 34 92677268 92677301 ATGGTTGTCCAGGTTGAAGC GCAGTCTGTGTCTCTGTGTGG 254

Ad01A16562 Aradu.A01 16562 c (A)13tctattctagttaagtatatgaccttaagttctcatgtatttatttt(A)1272 92677692 92677763 TTGGTAGGCTATGACCCAAA TGCCTCAGTGACTAAAAGGGA 156

Ad01A16563 Aradu.A01 16563 p2 (TA)9 18 92679868 92679885 TCTTAGCCAACTGAGGCACA TGGATGTCAAGATTCCCACA 180

Ad01A16565 Aradu.A01 16565 p4 (AATA)5 20 92681461 92681480 TGTTTGGACTTTAACGGAAATG TGTTCCCTGCTAACATGCAC 147

Ad01A16566 Aradu.A01 16566 p2 (TA)8 16 92682335 92682350 ATTGCCATGGATGATGATGA TCCCTCTCTCTCGCTCATGT 224

Ad01A16568 Aradu.A01 16568 p2 (TA)10 20 92685690 92685709 AAAGAGGAGAGAATAACATTCACC GGCTCTCACTCAACCCATGT 186

Ad01A16569 Aradu.A01 16569 p2 (TA)9 18 92687505 92687522 GACCTGAAGAAGTCGGATCG TTGAGTCAAAGAATTAAAGAACAAGC 278

Ad01A16570 Aradu.A01 16570 p3 (AAT)5 15 92687675 92687689 CAGCAATTCTTAACTCTCAATTGTATG TTTAATTTTTCACGCGGAGG 234

Ad01A16573 Aradu.A01 16573 c (A)11gaataaaaaaatacaaacgagtcaaaatgtcgtcaaaatccgttgttcttatagtaatcccaaattccaaggtaccgtcaca(AAT)5108 92696770 92696877 TGTTTAATTATGAACTGGAGCTTG TGCTAGTTTCCCAGATCCCTT 238
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Ad01A16575 Aradu.A01 16575 p2 (AT)9 18 92700688 92700705 GGGACCAATTACAATATGACACA TGTCTGTCTGTTATCGTGGAGAA 264

Ad01A16577 Aradu.A01 16577 p2 (TA)6 12 92703805 92703816 TTTGCATTTTGTGGTGGAAA AAATTTGGTTGGATTTGACTCAT 261

Ad01A16578 Aradu.A01 16578 c (T)10caaaaacctaacctattcaaacccaaaag(A)1049 92705046 92705094 TGTAAACCTCCCTCTTCCCC CAGGAAAATCGAAACCTGGA 233

Ad01A16579 Aradu.A01 16579 p3 (GGT)5 15 92705725 92705739 CTACGACGAGAAGAGGACGG CATCTCCATCACCACCACTG 227

Ad01A16585 Aradu.A01 16585 p2 (TC)29 58 92725830 92725887 AAGTCCCTCCTCTTCTCCCA CAACCTGTCCTTTTGTGGGT 276

Ad01A16586 Aradu.A01 16586 c (T)28cccacc(T)13aaaaaatctc(T)1572 92726347 92726418 AAGCAACATGGTCCAAGGTC AGCTGTTGCTGTAATGTGTGA 166

Ad01A16592 Aradu.A01 16592 p2 (TG)6 12 92769864 92769875 TTCAGACCCTCATCAAAGGG TTGTGGACCCACTTGAACAT 226

Ad01A16596 Aradu.A01 16596 c (A)10cccctaagttaacgtgtgttcctttttggtcacatagaatgagtgcttgatactccaaatacaagacatgtgacagggttatttttctat(A)10110 92774147 92774256 CAAAAATAGGATATTCTCGCAAAA TTGGCTATATAACAGAAAATGCGA 221

Ad01A16597 Aradu.A01 16597 c (A)25g(A)10 36 92775526 92775561 TTTCACTTTCAGCAGCCAAA GGTTGAGACCTTCCCAAACA 222

Ad01A16599 Aradu.A01 16599 p2 (AG)8 16 92778635 92778650 AGAGAGAGCGAACAAGCGAG TCTCGCAAACTCAAAAACCC 160

Ad01A16604 Aradu.A01 16604 p3 (TAT)17 51 92797076 92797126 GGGACCAACCAAACCATAGA GATGTTGGAATTGGAGTGGG 167

Ad01A16610 Aradu.A01 16610 p3 (AAT)6 18 92805034 92805051 GGCTAAAGGGATGAGGGTTT AATGAGTCCATGAAGTGGGC 231

Ad01A16612 Aradu.A01 16612 p2 (AT)10 20 92805645 92805664 CAAATAAGCATCTACTTGTTGAAGGA TCATGGGATTGCATTGCTTA 157

Ad01A16618 Aradu.A01 16618 p2 (TA)6 12 92819690 92819701 CCCTCGTAAATCCGTTTCTTT TGGTTTCCACCTATTTTAGGGA 238

Ad01A16619 Aradu.A01 16619 c (AT)7gctattttttgttttttgttgtg(T)1451 92820594 92820644 TTGTGCCAAGACAATACCCA TACCCCACCTCCACGATAAG 202

Ad01A16621 Aradu.A01 16621 p2 (TC)10 20 92822333 92822352 TTTTCTCGCTTGTGATCCCT CGTTGTATGGAAGAAGGGGA 171

Ad01A16628 Aradu.A01 16628 p2 (TC)18 36 92841712 92841747 GTCCCAGAAGCTCCACGTAA CAGTGAGAAACCGATGAGGA 218

Ad01A16629 Aradu.A01 16629 p3 (CCT)6 18 92844693 92844710 CACCCCCTCTTCCTCCTACT TGTGAATCATCCTTTGCAGG 211

Ad01A16632 Aradu.A01 16632 c (T)12(CT)8gagctaactttagaaagggatcccaatgttgttgcaccccaccaaccgccatttcttcagctgaaagcttctttctt(TC)6117 92853472 92853588 CACAATCCCCCAATTCTCTC GGACATAGGGTGTGCTGGTT 183

Ad01A16638 Aradu.A01 16638 p2 (AG)6 12 92881751 92881762 TGGGAATTGAAGGGACCATA AGCTATGTATGGCTGATCAGTGT 270

Ad01A16639 Aradu.A01 16639 c (T)11gataaag(A)1129 92882223 92882251 GGAACTCCTCTAACGGCGAT TGAGAAGGCTAATCCAAGAAGA 249

Ad01A16641 Aradu.A01 16641 c (TA)8aacggactttagccatgaaaaaatcgtagctaaaattagaag(A)1068 92890255 92890322 GCTATTGCGACATACACTGAGC GGATCCTGATTCACGGCTACT 146

Ad01A16643 Aradu.A01 16643 c (A)10cta(T)10 23 92900844 92900866 TGTATTGGTCACCCGAACCT CAAGATGTGATATTAATGATTTAACGA 267

Ad01A16644 Aradu.A01 16644 p2 (TA)7 14 92901236 92901249 GCCACTTGCAACTTAATGACA TCAATAATCGACTCCATGCATAA 253

Ad01A16647 Aradu.A01 16647 p2 (TA)6 12 92908676 92908687 CGAGATTCAACGAGCCAACT AATCCAATCATTGACTCCACG 220

Ad01A16648 Aradu.A01 16648 p2 (AT)8 16 92913347 92913362 GCCTTTTGTCCCTCATTTTT TCATCCCAATATTTTTGGTTCAT 276

Ad01A16652 Aradu.A01 16652 c (CAA)5cacaataaaaaattcttcatc(T)1046 92922784 92922829 AAGGGGGTTATTTCCCTCTTAAT TCCCCCTCAAGAAGGATACC 142

Ad01A16653 Aradu.A01 16653 p2 (AT)6 12 92924071 92924082 CGTAAGTCATTTTCATCCCTCA CATACATAAATTTTGATTTTGAGCA 253

Ad01A16656 Aradu.A01 16656 c (A)15ctttttttagaactatatgatacaaattttacttggacaagcttgatgtttctacatt(A)1083 92932589 92932671 TTGTCTTCAACCACCACACAA TCGTTATGAAAATGAATGATCTGAA 255

Ad01A16661 Aradu.A01 16661 p2 (GT)7 14 92947926 92947939 ATCACTTTTTGTGGCTCGCT TGAAATGATTTTTGGTGGCA 193

Ad01A16663 Aradu.A01 16663 p3 (TAC)5 15 92953437 92953451 CCCGAAAAATCAAGTGATGC AATTTGGCTATTGGGTGACG 257

Ad01A16664 Aradu.A01 16664 p3 (TCT)8 24 92957342 92957365 CATCAAAATCCGATGGCTCT GATCCCTTGATTGCTTGCAT 275

Ad01A16665 Aradu.A01 16665 p3 (TTC)6 18 92957558 92957575 ATCTATATCCTCCGGCCAGC TGCAACGCTCAAGAGATACG 153

Ad01A16670 Aradu.A01 16670 p3 (AGG)5 15 92966027 92966041 CGTACAGAGCTTGAACGGAA GCTACTTCCTCCTCCAAGGC 277
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Ad01A16672 Aradu.A01 16672 c (TA)7gttagtcattcttctctctcaattttattataaataatagatcaagttagcagccattcaatgattcaaaa(AT)17119 92970068 92970186 CAACCACCTTCAGAAGCTCA AGGATGCTGATCTTGATTTGG 264

Ad01A16673 Aradu.A01 16673 p2 (AT)6 12 92972381 92972392 TGTCCTTTGACACAGCAAGC ATGGCAATGTAAGAGCCACC 271

Ad01A16679 Aradu.A01 16679 p2 (TC)6 12 92992780 92992791 GTTAGGGTTTTTCGATCCGC GAGAGCCAGAAAGCGAAAGA 269

Ad01A16684 Aradu.A01 16684 p2 (TC)9 18 93004120 93004137 GGCCCTGTCTAGTTGATGCT GGAAACAGAAAAGCGTAGCG 202

Ad01A16685 Aradu.A01 16685 p3 (TAA)5 15 93010411 93010425 CAAACCGCTTAAGGTTGTCC GCGAAGAGAGGACTTTACCG 267

Ad01A16686 Aradu.A01 16686 p3 (TGA)5 15 93011625 93011639 GCCCTCAAAGTTCTCTTCCA CCAACACACCATGCTTCAAC 252

Ad01A16687 Aradu.A01 16687 p3 (TAA)6 18 93012013 93012030 TTCAAATCACATTCCTGCCA AATGGGGTGGGTTCATGTTA 279

Ad01A16691 Aradu.A01 16691 p3 (ATT)5 15 93017987 93018001 GAGAATCTAAATCTTATCCCAAAGC GGGCCAATGCAAGAACTCTA 221

Ad01A16692 Aradu.A01 16692 p2 (CT)6 12 93023934 93023945 CGAACCGAACCGATAAATGT GAGAACGACGATTGCTAGGC 152

Ad01A16693 Aradu.A01 16693 p3 (AAG)6 18 93024237 93024254 AATGCAACGGTGGTCTTAGG CAAGTCCCACCCAACCTCTA 215

Ad01A16694 Aradu.A01 16694 p3 (TTG)7 21 93024578 93024598 GCCGTGGTCTCAGACAATTT CTTTTCCAATTCCAAAGCCA 219

Ad01A16695 Aradu.A01 16695 p3 (CTT)10 30 93025493 93025522 TAGCCAAGCACCACAACTGA TGTGTCTTGGAATTGGTGGA 200

Ad01A16698 Aradu.A01 16698 p4 (AATG)5 20 93033463 93033482 CTCCCCACAGATTGACCGTA TGCCTTCTACGTGTTTGCAG 258

Ad01A16699 Aradu.A01 16699 p2 (TC)8 16 93034073 93034088 GCCTGAGCTGGAACTACCAA CCCACCCAGCTTTTCTCTTT 269

Ad01A16704 Aradu.A01 16704 p2 (AT)13 26 93041765 93041790 TTGAACGGCAACATTTTTGA TCCTCCTTTCACTGCAGCTT 230

Ad01A16705 Aradu.A01 16705 p3 (TAT)5 15 93043240 93043254 AGCACCTTGATTTCATTGCC CTTGCTTACCACACCAACCA 279

Ad01A16708 Aradu.A01 16708 p2 (CT)17 34 93052754 93052787 TAGAGTTTTCGGCAGTGGCT CACCGCATGTGAAAGAGAAA 276

Ad01A16713 Aradu.A01 16713 p3 (CTT)6 18 93060878 93060895 TTCGATTCGATTTTCGGTTC GAGGAAGAAGAACGTGCAGC 247

Ad01A16715 Aradu.A01 16715 c (T)10ag(T)10 22 93069585 93069606 TTTTCTTGGTTTTGTTTGACATTC AATTCAATCAATTGTAACCGAAAT 264

Ad01A16719 Aradu.A01 16719 p3 (TAA)5 15 93075346 93075360 AATTCAACATTCCCACACGG CACCGCAGCATTTTGACTTA 168

Ad01A16723 Aradu.A01 16723 p2 (GA)15 30 93081814 93081843 GACGAAACACCTGGGAAAAA AGGGCTTTTTGGTCAACATA 243

Ad01A16727 Aradu.A01 16727 p3 (CTT)5 15 93096108 93096122 TCTCATTAAAATCACGCTCCC GGAGGAGGAGGAAGAGAAGAA 119

Ad01A16728 Aradu.A01 16728 p3 (AGA)6 18 93096567 93096584 GGCACCAAAGAAAATCAGGA TTTTCTTCTTCGCACACGC 118

Ad01A16730 Aradu.A01 16730 p3 (CTC)6 18 93108197 93108214 GGCAAAGAAAAACGCTCAAG CAGAAGAGCCAGACTCCAGG 233

Ad01A16735 Aradu.A01 16735 p3 (ATA)6 18 93120291 93120308 AAAATTCGAAACACTTTAGATTAAACA TGAATGAATGAGAATGAAAAACA 276

Ad01A16737 Aradu.A01 16737 p3 (TAA)16 48 93121836 93121883 TCTGTGCACAAAATCAGTCAA TGTGAAGAAATGCTACGGCA 270

Ad01A16738 Aradu.A01 16738 p2 (TC)20 40 93125514 93125553 CTTCGTCCCAACCTGACATT CAACCATCTGAAAAATTACAAGTGA 256

Ad01A16743 Aradu.A01 16743 p2 (AG)8 16 93139845 93139860 TGCAGCGAGAGAGAGAGTGA GACCCAAGACCGAAGACAAA 226

Ad01A16746 Aradu.A01 16746 p3 (AAT)5 15 93155495 93155509 TGTCATCAAAATCCGTTGTTCT GCATGCATTTTGCTTTTCAA 144

Ad01A16748 Aradu.A01 16748 p3 (ATA)11 33 93157993 93158025 TGCAGCAGGTTTAATTTGGA TTTTCGGATTCTCATCAGCC 152

Ad01A16750 Aradu.A01 16750 p2 (AT)6 12 93161952 93161963 TGCTTTATTCACTCATAACTACTTGC AAATTTGTGCAAATCAAAAGGTT 264

Ad01A16751 Aradu.A01 16751 p6 (CCTAAC)5 30 93162349 93162378 TCACGTGTATATTCGTATCAACCA GGGTTATGGTTAGGGTTAGCG 175

Ad01A16752 Aradu.A01 16752 p3 (ATT)17 51 93163216 93163266 TTGTAACCAAAGTGGCAAAAA TTTCACATTTCATATTTTAAATCATCC 259

Ad01A16754 Aradu.A01 16754 p3 (AAT)5 15 93163855 93163869 TCAGTCTTGGATTCAAAATAAACAA TTCAAAGCATGCATTTTGCT 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A16758 Aradu.A01 16758 p3 (ATA)15 45 93176012 93176056 TTTGCATTTTGTTGATTGGA CTCGGATTCTCATCAGCCAT 151

Ad01A16760 Aradu.A01 16760 p6 (CTAACC)5 30 93180935 93180964 TTCCTAACCCTAACCCTAAATGA GCGCTAGCTTTAGGGTCACAT 226

Ad01A16761 Aradu.A01 16761 p3 (ATT)10 30 93181532 93181561 CCAAAGTGGCAAGAAAAATG CCAAAATAACCTTTTCACATTTCA 246

Ad01A16765 Aradu.A01 16765 p3 (ATC)5 15 93208010 93208024 GGCCCCTGACAAATTGAATA ATGATGCAATTGCTGCTGAA 226

Ad01A16767 Aradu.A01 16767 p3 (AAT)6 18 93215649 93215666 CATTTGGACGGTGACTCCTT TCATTTGAGTTATAGGCGAGTATTTTT 196

Ad01A16770 Aradu.A01 16770 p3 (AAT)5 15 93219365 93219379 TGTATGGAGCGAATCCAGTG CCCAAATCCTACACAAACAAAA 166

Ad01A16771 Aradu.A01 16771 p2 (AT)13 26 93225515 93225540 TCGAGTTTGGACAACTGACG TTCCAGGAATCATGCAATGT 239

Ad01A16773 Aradu.A01 16773 p3 (TAT)5 15 93227710 93227724 ATCCAATCCAATCCAAATCG CAATGACATAACAAGAAAGCTAACG 221

Ad01A16777 Aradu.A01 16777 p2 (TA)6 12 93247119 93247130 ATTCAAAATGGCTGGCAATC TTGGAAAGTGATCCAAAGCC 124

Ad01A16778 Aradu.A01 16778 p3 (TAA)5 15 93255392 93255406 TGCCTCTATTTTCCCTCCAA CGTGAATCGGGTAACAAAGA 270

Ad01A16781 Aradu.A01 16781 c (TA)12(TTTA)5 44 93269029 93269072 CACATTTTCTGATGGTTGCG TGGGAGTGAGAGAGGGAAAA 277

Ad01A16782 Aradu.A01 16782 c (TC)6tg(TC)6tgacagagacaatgtacataaaaggtttcaaaatcttgttgctcgtattaaatcaagaagg(A)1299 93276966 93277064 TTGTGATCTGCTTGGCTTTG GCAACAAATCCGTGACCTTT 232

Ad01A16785 Aradu.A01 16785 p3 (ACC)7 21 93283015 93283035 ATCATCATCGACAGCAGCAG GCGATTCTCAGGCAAGAAAC 208

Ad01A16786 Aradu.A01 16786 c (TAA)5tcattctctttttttttctatcaaatttaaacctaatacttctttttgctcttaaatgtcaaaccctttgtg(T)10aattattattttgcttctaccaaacttagacggttagacctactacctttcatgaattcttgggtttaacgaacgatatatcacaatc(TAT)8209 93283314 93283522 TGTCGTTGATGACAAGGAGC TCACCGGATAAACCTCAAGC 278

Ad01A16787 Aradu.A01 16787 c* (TA)6(A)10* 21 93285762 93285782 AGTAGCTGATTTTAGTGTGGGAA CTCTCCGCTTGCTCATCTTC 224

Ad01A16788 Aradu.A01 16788 p2 (AT)7 14 93286680 93286693 CATTTGAGTTTTCACCGCAA CCATATCAGTAGCCCTCGGA 271

Ad01A16790 Aradu.A01 16790 p2 (TA)7 14 93287458 93287471 TTGTTGATCCACTAGTGTTCTCCT TCATAGTGCGACTTCGTTGC 256

Ad01A16797 Aradu.A01 16797 p2 (CT)6 12 93334717 93334728 ATGTTCCCTATGCCTACCCC ATGGCAAGAGTGGCAAAATC 206

Ad01A16801 Aradu.A01 16801 p3 (CTC)5 15 93345706 93345720 ACTCCCGCTTGTTTTACACG TGCAGAGAAGAAAAATGCGA 187

Ad01A16802 Aradu.A01 16802 p3 (AGA)11 33 93347430 93347462 GAAGAAGAAGACGCTCCGTG TCAATACACACGAAATCGCC 110

Ad01A16806 Aradu.A01 16806 c (A)10gag(T)10 23 93358565 93358587 CAGACTTGGGCCGACATTAT TTGAGTGGGAAGATGCAACA 279

Ad01A16808 Aradu.A01 16808 p3 (AGA)5 15 93366614 93366628 TGCGCTTCTTCTTTTCAGGT CAAGACGCCAAGAAGAGGTC 184

Ad01A16815 Aradu.A01 16815 p2 (AT)10 20 93381297 93381316 TCAAGCAGCGCTATTGAAGA AGCTGCTCCTCCCATATCCT 265

Ad01A16818 Aradu.A01 16818 p2 (TA)6 12 93392458 93392469 CATTTGTTTACATTTGTTGATTCG TTTAAGCAAATTGCCCATGA 221

Ad01A16822 Aradu.A01 16822 p2 (TA)6 12 93399449 93399460 TTCCTTGATCCCCCAATGTA TGAAGCAATTGTCAAGTAGCG 167

Ad01A16824 Aradu.A01 16824 p4 (AAAT)6 24 93405428 93405451 GCCGGGGATTGATAGTGATT CGTCAGAGTGCAGAGACCAA 277

Ad01A16826 Aradu.A01 16826 p3 (AAT)5 15 93408833 93408847 TCCACGCTGAACTTGAAAAA TGCTTGTCCTCAAGCAAAGA 255

Ad01A16827 Aradu.A01 16827 c (AGG)5agaagg(AGA)639 93415001 93415039 TGCAGAGAAGAATAACGCGA CACGCGCCTCATATAACGTA 180

Ad01A16828 Aradu.A01 16828 p4 (TTTC)5 20 93423258 93423277 TTTGAGACGTGAATGGTTGC AGAAGGTTGGGGGAAATGAT 168

Ad01A16830 Aradu.A01 16830 p4 (ATTC)6 24 93434516 93434539 TCCCTCCATGTCCATCAAAT CCGGCCTTACATGGAAGATA 214

Ad01A16831 Aradu.A01 16831 p2 (AG)6 12 93435231 93435242 AGGCATGGAACAAAATTGGA AATTTGGGCCACACTTTTGA 273

Ad01A16832 Aradu.A01 16832 p3 (TTA)6 18 93435936 93435953 TTGCAATCATGCAAATCACA AACTTCCATACATGCTCTCCAAA 272

Ad01A16833 Aradu.A01 16833 p2 (AT)6 12 93436275 93436286 CCACCTTCACGTATTAGTTGTTCA CCATACTCACCTAAGAGATCACGA 170

Ad01A16835 Aradu.A01 16835 p2 (TA)6 12 93440212 93440223 TGACGCAAGAAAGTTTCACAA TGGGTCATACAGCACCTGAG 270
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Ad01A16840 Aradu.A01 16840 c (T)10aacc(T)10 24 93442660 93442683 CCCCTATGTATAAAGGGACCA AGAACAAGACCAAACCACCG 271

Ad01A16842 Aradu.A01 16842 p2 (AT)6 12 93444573 93444584 TGGAAAATAGTGCACCAGGA GAATGGTTCATTGTGTTGCG 261

Ad01A16844 Aradu.A01 16844 p2 (TA)8 16 93454295 93454310 CAATCAATATCTTGGAATTTGGAA AAAGGAGGAAAAACGCAAAAA 222

Ad01A16846 Aradu.A01 16846 c (TTC)5gtttgatttttttattcttattaagagagtaaaacaagaagaaacttgaaaagatagaacaagaaaacaaaaagatgaataagaaaaaaa(AAG)5(ATG)6138 93455614 93455751 TGCAAGTTCATCCTCTTCCAA TCTCCTCCTTATCTTCTGCTGC 221

Ad01A16851 Aradu.A01 16851 p3 (TAA)5 15 93488159 93488173 TTGCTAAGCCAAACCAGAGG GTTTTGCCCCAAGAAATTCA 146

Ad01A16852 Aradu.A01 16852 p2 (TA)8 16 93488921 93488936 TGATAGGGGGTGGAAGAAGA CAATGAGTACCAGAAGGCAACA 173

Ad01A16856 Aradu.A01 16856 p2 (TA)9 18 93496192 93496209 TCTCAAATGGATGCTGCTGA TCATGACATTCCCATGCCTA 214

Ad01A16858 Aradu.A01 16858 p2 (TA)9 18 93502797 93502814 GCAGCCCCAAATTGAGTTTA CTTAACCTTGGCGTGAGAGC 161

Ad01A16863 Aradu.A01 16863 p3 (CTC)6 18 93511773 93511790 TCTTTCCAGAGGGTCCAAGA CGCCTTAACCTCACCAGAAG 222

Ad01A16866 Aradu.A01 16866 p2 (TC)6 12 93521983 93521994 CACAATAATAAAACACTCTCCTCTCTC TTTGATCAGAGTGTCGTGTTGA 202

Ad01A16870 Aradu.A01 16870 p3 (ATA)12 36 93528861 93528896 CGGTTTCCTTTTACATTTACATTG GGTAGGGATATTGCGAACCA 198

Ad01A16874 Aradu.A01 16874 p2 (AT)6 12 93535755 93535766 TGTTTGACATGGTGTGAGCC ATGTGTTGATTCCCTAGCCG 167

Ad01A16875 Aradu.A01 16875 p4 (AATT)5 20 93537079 93537098 TGGAAGCTTACACGTGATGG AGGGGGACAAAATTGGAGAT 165

Ad01A16882 Aradu.A01 16882 p2 (CT)10 20 93554569 93554588 CCTCCCTTCTCTTCCCTACG ACCATAGCTGCAACACATGC 223

Ad01A16884 Aradu.A01 16884 p3 (TTA)9 27 93566628 93566654 AAGAGGTTAATGCGAAGCGA GAGGAGTCACCCCATACTGC 273

Ad01A16885 Aradu.A01 16885 p3 (CAT)7 21 93567419 93567439 TCAGCATCAGCATCACACAA AGGAGGAGCAGAGTCCAACA 267

Ad01A16887 Aradu.A01 16887 c (ATT)5ttaaaatagaagtagtagtaattaatagggaataaaaaaggaaaag(A)1071 93569673 93569743 TCGAACATGCAACTTCTTAATTG AAACTCACTCCTCAATCTTTTTCC 278

Ad01A16889 Aradu.A01 16889 c (T)13aaaaaagcataaagaaaaagaaag(GAAAA)667 93576064 93576130 GCACCCTGAAATTAATCAGCA CGAGCAAATGCTCTATGACC 193

Ad01A16890 Aradu.A01 16890 c (CA)6ttactttcaagattaatcatattgat(CAAA)558 93579862 93579919 TGACGTGAACTGCACACAGA TGATGATCACACTGTGGCCT 167

Ad01A16891 Aradu.A01 16891 p2 (AG)10 20 93580389 93580408 CAGACCTCTTTGGTTCTCCG TTCCCTTTTGATCCTTCACG 151

Ad01A16892 Aradu.A01 16892 c (ATT)8gttgttgttattattattt(TTA)661 93590269 93590329 ACACACCCTCACCACTCTCC TCATGGCATGTTCATCCAAC 245

Ad01A16898 Aradu.A01 16898 p3 (GAT)5 15 93626399 93626413 GGATCTCTGGTGGCTGACAT ATCTCCTCCCTCGTCATCCT 269

Ad01A16900 Aradu.A01 16900 p3 (GAT)5 15 93630293 93630307 TTGTTGTACAGGGCAAACCA ATCTTCCCCGTCTTCTCCAT 261

Ad01A16901 Aradu.A01 16901 p4 (TTCT)6 24 93635529 93635552 CAACTCTTGATTGGTGGCCT GCAGTGAAAAATTTAAGCGGA 167

Ad01A16904 Aradu.A01 16904 p3 (GAT)6 18 93644466 93644483 TTGCTGTTCCTGTTGTCGTC TCTTCTGCGCTTCCAATTCT 166

Ad01A16914 Aradu.A01 16914 p2 (AG)12 24 93663052 93663075 TATCCCTATGACGGCACACA TCACAACCACACACCTTCGT 270

Ad01A16921 Aradu.A01 16921 c (AC)6agtgtaaaaaaaataagataaaaataaaaaaataaagaaaatggaatattgaccgttca(T)1081 93689946 93690026 CCCTTCACGTGGTTTGTTCT TTTGTTTTGTGAAGCCCCTC 239

Ad01A16925 Aradu.A01 16925 p2 (AT)7 14 93693093 93693106 TGGCCCTTTTAGTGGAAAGA CCTTAAATGCAACAACCTTGG 280

Ad01A16928 Aradu.A01 16928 p3 (TGT)6 18 93702457 93702474 AGTCGATAGCGCTTGTGGTT GCTTATCAGCAGGGCTCTTG 267

Ad01A16931 Aradu.A01 16931 p2 (TA)10 20 93709616 93709635 AGTAATGTTATGGGGCGCAG GCCATTGCGATTGAGAATTT 175

Ad01A16936 Aradu.A01 16936 p3 (TTA)5 15 93721971 93721985 TACGCAAAAGAATCGCACAG ATGAAGTAAACCCGCACGTC 266

Ad01A16938 Aradu.A01 16938 p2 (GA)7 14 93725755 93725768 GCACTTCTAGAACTTGCGGG CAGCATCACGAAACTCGAAA 109

Ad01A16940 Aradu.A01 16940 p2 (AT)10 20 93727870 93727889 GAGATTTTGGCCATATCCGA GGTAACTCATCAACACGACCC 203

Ad01A16941 Aradu.A01 16941 p2 (AT)14 28 93729916 93729943 AAATGATGGATGGAAATGGC AATTGCTTTGGTTTCATCGG 226
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Ad01A16945 Aradu.A01 16945 p3 (AAG)5 15 93755381 93755395 CCCTAATCTCTCGCTGACCA AACCAAAAAGTGGGTCACCA 274

Ad01A16946 Aradu.A01 16946 p3 (TTA)9 27 93757299 93757325 GATGAGGACTGAGGGATGGA TCAGCCACCTCCAAAACTGT 260

Ad01A16949 Aradu.A01 16949 p2 (AT)13 26 93764073 93764098 TGTTGTACGAGTGTGTGATGC GCCATTTATGAGCTGACAAGG 230

Ad01A16954 Aradu.A01 16954 p2 (CT)24 48 93782533 93782580 TACGCTTTCCAGGCTCTTGT GATGCACGCGAATTTTCATA 251

Ad01A16955 Aradu.A01 16955 c (A)13caaaaacaagtactaatgccaatattagaaaagaaccttgcagtgaaagt(A)1073 93782963 93783035 GGGTAAAAGGGAGAAGGGTG AGGACCGGTAACACTGACATC 271

Ad01A16958 Aradu.A01 16958 p2 (AT)9 18 93789659 93789676 CACATGCATTGATCTTTGAACTT ATGGGAAGATTGTGGGAACA 218

Ad01A16963 Aradu.A01 16963 p2 (GC)6 12 93799613 93799624 ACACAGCACAGGCAACAAAC GGGATTGGTTTTCGATTGAC 259

Ad01A16968 Aradu.A01 16968 p2 (TC)6 12 93809982 93809993 CGCGATTCTCCTTTCTCATT CAAAGAACATCGCACCTGAA 107

Ad01A16971 Aradu.A01 16971 p3 (AAG)5 15 93819904 93819918 GATCAGAAAACAAGGCCAGC AACGGAAAACGCTGAAGAGA 239

Ad01A16974 Aradu.A01 16974 p3 (ATC)5 15 93821245 93821259 TGTAATCCAAAATGCATCGAA AAGCAAGAAGGAAACGATGAA 203

Ad01A16975 Aradu.A01 16975 p3 (CTT)6 18 93821692 93821709 AGAAATTTCAGTGTTATTTGTTCTGA TTTTTCCCTCCTTTTCTTCC 237

Ad01A16977 Aradu.A01 16977 p3 (GAG)6 18 93872686 93872703 CGCCTTAACCTCACCAGAAG GGCCAAAGCTAAGTCTCGTG 202

Ad01A16982 Aradu.A01 16982 p3 (TTG)5 15 93880492 93880506 GTGGCAGAGTGAAGGAAAGC AAGAAGGTGGGAAGGGAGAA 175

Ad01A16983 Aradu.A01 16983 c (T)10aaaaaaaagattttcatataataaataaacaaaaagtatttttatattgttatacttaaatataattgataaataaaaaga(T)10101 93881008 93881108 TGTGTTTGTTTGGATGTCATTATTT TTTGGGTGAGATCTTTTGTCG 271

Ad01A16987 Aradu.A01 16987 p3 (TAA)5 15 93898790 93898804 TTGCTATTTCCTCCGATCCA TACCAATTTGGAGAAACGCC 190

Ad01A16988 Aradu.A01 16988 p4 (ACAT)5 20 93899318 93899337 TTTCCTCCACAATCATCCCT TTGATGGTGATGATGATGCC 240

Ad01A16989 Aradu.A01 16989 p3 (ACA)6 18 93899598 93899615 AGGTCTCCTTTTGCCACTCA TGACTAGGGGATGAAGGTGG 117

Ad01A16990 Aradu.A01 16990 p2 (TA)6 12 93900413 93900424 TTTGCTCCCTTCCTATCCCT AACACGTATCTCGCCATTCC 246

Ad01A16993 Aradu.A01 16993 p3 (TTC)5 15 93903483 93903497 GGGTCTATAATTGCGCACCA GAGAAGAAGGAGGAGGAGGG 183

Ad01A16994 Aradu.A01 16994 p3 (AGA)6 18 93905140 93905157 AAAAACCTGGTCAATGCTTATCA CGCCTTCCTCCTTCTTCTTC 278

Ad01A16996 Aradu.A01 16996 p3 (TGC)5 15 93910575 93910589 GATTACAGTTCCGCAGCTTCA CCAGGGCAAATTGGTTAAAG 279

Ad01A17001 Aradu.A01 17001 p2 (CT)6 12 93921456 93921467 AATGTGTTACTCAACATGCACCT TGTTGCTTGCATCAATGAGTT 236

Ad01A17002 Aradu.A01 17002 c (T)10ggcacagagactaattagttctaaaaaaaattatcagagaccaggttgggtg(T)1375 93921755 93921829 GAATTAGCCCCTGCACAAAA ATACCCCATTCGACCCCTAA 157

Ad01A17004 Aradu.A01 17004 p2 (AT)7 14 93924113 93924126 TAATTGGGGAGGGATGTCAA GTTCAGGTTGGTCGGGTAGA 218

Ad01A17007 Aradu.A01 17007 c (TC)18ttctggtctcacaacagtcctctctttctctctcttcacactttctctcctccattttttttc(TCT)6117 93932451 93932567 ACCAACCAAACCAAGCTCAT GATACGGCGTAGGAAAACGA 277

Ad01A17009 Aradu.A01 17009 p3 (CAG)7 21 93936678 93936698 CGAATACAGTTGCTGCTCCA GAAGGCTGTTGTTGGGACAT 127

Ad01A17016 Aradu.A01 17016 p2 (TG)6 12 93951435 93951446 CGAGGATTAGGAGTTTTGGG CAAAATTCTCCCGAGACAGG 169

Ad01A17018 Aradu.A01 17018 p2 (TC)7 14 93955593 93955606 ACGCACCTACCCTCACTCAC TTGGGCTATGTTGATGTTCAAG 154

Ad01A17019 Aradu.A01 17019 p3 (AAG)5 15 93956032 93956046 AGGAGATGACGAAAACGCAT GTCGCAAGCTCCATCTTCTC 218

Ad01A17020 Aradu.A01 17020 p2 (TC)7 14 93956957 93956970 TGGAAGAATGGAGAGGATGG ACAGTTGGCAAGCATGTGAG 253

Ad01A17022 Aradu.A01 17022 p3 (ATG)5 15 93960900 93960914 TCTGCCCGTGAACTTTAACC AATCTCTAGAGTGCGTGGGC 164

Ad01A17023 Aradu.A01 17023 p3 (ATA)5 15 93962421 93962435 CGGAGAAACCTGTAACTCCATT CGTGGCCTACTATTTCCTGTG 273

Ad01A17024 Aradu.A01 17024 p2 (AG)13 26 93968042 93968067 AAGGCAAGAAATGGTTTCCC TCTTCCGTGATGGATGTTCA 191

Ad01A17030 Aradu.A01 17030 p2 (AG)16 32 94006673 94006704 GAGGAAAACGAAACAACCGA CCAACAAGCCCAATCTTCAT 279
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Ad01A17032 Aradu.A01 17032 p2 (GA)6 12 94008528 94008539 TCGATTTTGTCCCCAATTTT CCTCCTCCCCTCTTTTCTTG 208

Ad01A17033 Aradu.A01 17033 c (TGG)5ttctgtttggaagtaggtttttgttc(TGG)556 94008963 94009018 ATGGTGGTGGGTTCTTGTTC CAACGAAAATACCCTTCTCCC 200

Ad01A17035 Aradu.A01 17035 p2 (TC)7 14 94010214 94010227 GTGCTCTCTCTCATTTCGCA TGTCATGATAAAGACGAAAAATGAA 256

Ad01A17039 Aradu.A01 17039 p3 (ATG)6 18 94030711 94030728 TGCGGTTCAATAAAGCTGTG ACGGATCGAACGAATACCTG 265

Ad01A17040 Aradu.A01 17040 p2 (CT)9 18 94031711 94031728 GGGAATGGACCACAGAGAGA TTTGCTTCAATTCACCACCA 228

Ad01A17041 Aradu.A01 17041 p3 (AAT)8 24 94034652 94034675 TAAGGTGGGTGTGGTAGGGA GCGCCATGCAGTGTAAAAC 183

Ad01A17042 Aradu.A01 17042 p2 (AT)7 14 94035157 94035170 CAAAGCTGCTTCATGGGTTT GCATGCCACTTCAATTCTGA 278

Ad01A17043 Aradu.A01 17043 c (TA)6atgagaag(GAA)5gcaagaaaattctggtaataaatt(TG)875 94035598 94035672 GCCCTTCCTTTCCCTTATGA AACCCCTCTCTCTCTCTGCC 256

Ad01A17044 Aradu.A01 17044 p2 (AG)6 12 94035805 94035816 TCAGCACCAACATTGCTTTC CCCTTCCTCCCTCCTACATT 174

Ad01A17045 Aradu.A01 17045 p4 (GAAG)5 20 94036613 94036632 CTCCCACAGCTTTCTTGAGC TGGTCCATGCTCTTCTCCTT 224

Ad01A17046 Aradu.A01 17046 p4 (AGTA)6 24 94036777 94036800 AGCTGTGGAAAAGCATGACC TGAATGAATGAAGCAGAACCC 269

Ad01A17047 Aradu.A01 17047 c (T)11c(T)10 22 94037086 94037107 TTCACACCCAAATCACCCTT GGGGACCATAAACAACCCAT 184

Ad01A17048 Aradu.A01 17048 p3 (AAT)7 21 94039843 94039863 TGACTGTTTTCCGTGGTCAA GCGTCTAGGATGGTCCGTAA 225

Ad01A17049 Aradu.A01 17049 p2 (TA)8 16 94040630 94040645 TTGTCGGATTGAAAGATATCGTAA TGAGTTAATTCAATGATCATGTCTC 195

Ad01A17051 Aradu.A01 17051 p2 (AT)7 14 94043956 94043969 CTTGCTGCTGCTCGTTGTAG AATAATGGCGAGGCACAATC 162

Ad01A17053 Aradu.A01 17053 p4 (ATAC)6 24 94048941 94048964 CAGCAGACTGCACACAAACA CCATGTGGGCCCTTCTTACT 263

Ad01A17054 Aradu.A01 17054 p4 (ACAT)7 28 94049317 94049344 TGGGTTTGACAAGTCAGGTG TGCAAGAATGAATGTTTGGG 273

Ad01A17060 Aradu.A01 17060 p3 (CCT)7 21 94062740 94062760 GAGGAAGAGGCAGAAGCAGA ACCTGATTGGTGATTGCTCC 261

Ad01A17061 Aradu.A01 17061 p3 (TTA)11 33 94066554 94066586 TTCACTTTGCCAAACACACC TAGCTACCAAATCGGTCCGT 266

Ad01A17062 Aradu.A01 17062 c (AAT)5gataa(AT)734 94068054 94068087 TGGAGTAGATTGATATGTTGTTGTTG GATTAACTTTTACTTAGTGCCAGCAT 271

Ad01A17063 Aradu.A01 17063 p4 (GAAT)9 36 94068259 94068294 CCGTTGAGTTGGAATTTTGTT TGTATACATCTCATTCTCCTTCCTC 110

Ad01A17065 Aradu.A01 17065 p2 (AT)10 20 94082544 94082563 TCGAAAAGAAAATTGAGTGAGACA TCATCTCCACCATTTTCAACA 192

Ad01A17066 Aradu.A01 17066 p2 (TA)6 12 94082748 94082759 TCAACCAATTATTCTCGATCACA TTGACCCATGTGCACAAACT 195

Ad01A17068 Aradu.A01 17068 p3 (AAT)5 15 94089271 94089285 AACTCAGAAAACACACACAACG GCGTTTGAGAGGAACGTAGC 280

Ad01A17069 Aradu.A01 17069 p4 (AAAG)5 20 94090805 94090824 AAGTGGGTTCTCCACACACC GAGGCCACCTAAACCCTAGC 216

Ad01A17070 Aradu.A01 17070 p4 (GAAT)6 24 94091067 94091090 GGGTTTAGGTGGCCTCAAAT CTTCACTCTTCACCATCCCG 203

Ad01A17079 Aradu.A01 17079 p2 (TA)9 18 94101386 94101403 GAACCAGTGGCAGGTTTCAT GATGTGAGCCCATCCATGTT 218

Ad01A17080 Aradu.A01 17080 p2 (TC)18 36 94102436 94102471 TAATCGTGACCAAAATGGCA GTCATTGGGGCAAATTGAGT 182

Ad01A17083 Aradu.A01 17083 p2 (TA)10 20 94109811 94109830 CACCGTGCATCACTATGTCC AAAAGAAAGGTCGCTGAAAAA 141

Ad01A17085 Aradu.A01 17085 c (A)10ttttatttgttttaacccaaacgcggcctgtgttttgtgatgggttaaatttttttcgaaataacaaaacgcagattgcgttttgtgctgagtgcagc(T)10118 94116584 94116701 ATGTAATGGACGCATGGACA TCTGAGTTTTGCTTTTCCCC 200

Ad01A17086 Aradu.A01 17086 p3 (GAG)5 15 94128612 94128626 TGAACGAATGCAAGAGCATC GTTCAGGACGCTAAGGCAAG 242

Ad01A17088 Aradu.A01 17088 p3 (TAA)20 60 94132651 94132710 TTTTCAGAATGATAATGCTTCTATTG TTGTTATTTATTTCGCATTACTGTTT 235

Ad01A17090 Aradu.A01 17090 p3 (AAT)6 18 94141536 94141553 ACATTGAATTGGCGTGGACT TTTGAAATTCATGGTGGAATAA 214

Ad01A17091 Aradu.A01 17091 p3 (TCT)5 15 94142272 94142286 CCTTGTCTCTCACCCTCACG CCTCACAGAAACGAACGGAT 124



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17093 Aradu.A01 17093 p4 (TAAT)5 20 94145408 94145427 AACATAATAAAATTGTTGACGGATT GCCTACTCACGCCAGTTTGT 209

Ad01A17094 Aradu.A01 17094 p2 (GA)7 14 94149134 94149147 TGCTTGTCCTCAAGCAAAGA GGGCAGAGAGTTGTACTGGC 262

Ad01A17097 Aradu.A01 17097 p3 (AGA)5 15 94174471 94174485 ATACCGCATCAACGACAACA CAAAGCAATTTTAAGTCATGCG 246

Ad01A17099 Aradu.A01 17099 p2 (TC)9 18 94177767 94177784 TAAGGAAGGCGATGATTCCA AAAAAGGGGGCTAGGGATTT 171

Ad01A17100 Aradu.A01 17100 c (T)10ggttttggttttggtttttccctttcagtaaacctccctacg(T)1062 94178033 94178094 CGCAAGGAATCTGTCAAGGT CTGAGCATCAAAACACCGAA 262

Ad01A17101 Aradu.A01 17101 p3 (TTA)15 45 94183186 94183230 GGCAACTGAAGTGGATGGAT AAGCCAAAATAGCAACCCCT 249

Ad01A17102 Aradu.A01 17102 p2 (CT)9 18 94190536 94190553 TCAAATCGGATTCTCCGTTC CAAGGACTTCGAGTTCAGGG 278

Ad01A17103 Aradu.A01 17103 p3 (GTG)6 18 94191067 94191084 TTGTGTATGCAACACGCAGA TCCAGAACCAAACTCATCCC 221

Ad01A17106 Aradu.A01 17106 c* (AG)22(A)69(AG)27*166 94199190 94199355 TTCAACTGCAGTGCCAATTT CCCGTCATGGTAAGTTGGTT 271

Ad01A17109 Aradu.A01 17109 p3 (TAA)15 45 94206926 94206970 CCAATTACACCATGCATATCCT AAGTGACACTATGGTTGCATTGA 255

Ad01A17110 Aradu.A01 17110 p3 (AAT)5 15 94208638 94208652 AGAGCAGCCTCACGGATAAA CTCAGGTGAATATCCCCCAA 259

Ad01A17111 Aradu.A01 17111 p3 (ATA)14 42 94209031 94209072 TCGTTAAAATTATGGAGACCACTTT GATCGGATCAAATCGGTTGT 236

Ad01A17112 Aradu.A01 17112 p2 (GA)8 16 94209972 94209987 TGGGGGAAGTGTGAAGAATC TCACCATCCCCACTCTTCTT 210

Ad01A17115 Aradu.A01 17115 p3 (TTC)6 18 94212442 94212459 CCTCTCACTCACTCCCCAAC TCTCACTGTGCCATGCTCTC 150

Ad01A17116 Aradu.A01 17116 p3 (CCT)6 18 94213292 94213309 TGGGTCCATTCATTCCTGTT AGGAATTTGTGAAACGGCAG 225

Ad01A17119 Aradu.A01 17119 p2 (TA)8 16 94216972 94216987 AGCCATGTGCCTTCAAAATC TTTCCCCGTGTGTCCTACTC 255

Ad01A17120 Aradu.A01 17120 p2 (AT)8 16 94217799 94217814 GGCTGGTTTTTACTAGAACCATCTT GGAAAGATAAATAAAAATTCAACCTGA 275

Ad01A17122 Aradu.A01 17122 c (TAA)6tgaatttaattaagaaactatttttttttcattcagtattaaatttttttaaattattttttatattaaattctaattcttaaattttgaatt(A)10121 94218334 94218454 TTTGGTAGATTAGTCATCTCTCTCTCC TGGGTTAATATCGTGTTTGCAT 280

Ad01A17124 Aradu.A01 17124 p3 (ATA)5 15 94222715 94222729 TGAATTGAAGATTGGGGCAT CATCACCGCCATTATTTTGA 217

Ad01A17125 Aradu.A01 17125 p3 (TCA)9 27 94228588 94228614 CAGTGGTCCCAGGTGAAATC TGGGTCTGTGCTTGGGTACT 277

Ad01A17126 Aradu.A01 17126 c (TGA)5tggggtggtccaaaagagggtcaaaattggaaattgaaaagagtggttgcagttgcaggcagtg(CTT)5cgagaggcatgccataagacaacaaaggaacccgctttctgcgtttggtgcgttgaactagaccttcagcgcttcttccatcg(TC)14(AC)9223 94229034 94229256 TGGCCATGAAGAAGGTGTAG GGCATTCAGAGAGAGTAACTGTG 280

Ad01A17127 Aradu.A01 17127 p4 (TTAA)5 20 94230993 94231012 CGAAAATTATGAGCAATGAACTT CGACGGATGTAAGACAATGAAA 264

Ad01A17130 Aradu.A01 17130 p2 (AT)7 14 94263917 94263930 TCACTCACAAAATTGCTGCC GGAAGGGCTGCTTTCAAACT 110

Ad01A17133 Aradu.A01 17133 c (AC)7caagcaataacgttcacacgtaacattttcgtcttcgtcttcttcttcgtgt(TCC)890 94268870 94268959 TGTCATTCAAATCCAACCAAA GGAGGAAAATGAGGAGGAGG 240

Ad01A17134 Aradu.A01 17134 p3 (AAG)5 15 94269537 94269551 CCCAAATCAATTTTGGATCAG ATTTGGACTCGTTGTCCTGC 241

Ad01A17135 Aradu.A01 17135 p3 (AAG)5 15 94269934 94269948 TCGAAACAAGCACACAAACA TCAAAACTCTTTCTCCTCTTCCTC 264

Ad01A17136 Aradu.A01 17136 p3 (GAA)8 24 94270504 94270527 TGACGACGGTAACGAAAGTG CTGCTTTCTTCTCTCCTCGC 108

Ad01A17138 Aradu.A01 17138 p2 (AT)11 22 94291910 94291931 CATTGGTGAGCGACAAACTC TTCTGATTAACTGCTAGCGAAAAA 273

Ad01A17144 Aradu.A01 17144 p3 (TAT)22 66 94298238 94298303 GAATGGGGATAGCAACCAAT CGTTGTTAAATTGTGCGTGC 280

Ad01A17147 Aradu.A01 17147 p2 (TA)8 16 94305360 94305375 CAAACAATGCAATAAGCCAAAA TCACCAAAAGTTGGTCGATG 234

Ad01A17151 Aradu.A01 17151 p4 (TTCT)6 24 94311167 94311190 CCTCTTCCTCTCCATCCAAA GGGCAAAGGGCTTTTTATTC 155

Ad01A17152 Aradu.A01 17152 c (CAT)7gatgtcgagctgcagcatggatgctggacctgagcaactgtgctacataccctgcaacttttgcaacattgttcttgcgg(TA)9119 94311394 94311512 CCTTAGCTTGCTTCATCTTCTTC GGCAAATTAATGTGAGGATCAA 280

Ad01A17154 Aradu.A01 17154 p3 (ATT)5 15 94311793 94311807 TTTGCCTACCTTCTTCATTCA CCATAACAATAGATGGAGACCTCA 276

Ad01A17155 Aradu.A01 17155 p3 (AAT)5 15 94313435 94313449 TTGGGGTCGTGATTATGATG TCCTCTGGATCTCTTCCCTG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17159 Aradu.A01 17159 p3 (ATG)10 30 94317328 94317357 TGTGAACTTAGCCCAGGTGA TCAATGCCATCCAAAAGTCC 208

Ad01A17160 Aradu.A01 17160 p3 (ATT)7 21 94319366 94319386 ACCGTGGGAAACCAAAAA CGTCTATACGAAGACGGAATATG 280

Ad01A17164 Aradu.A01 17164 p4 (ATGT)5 20 94323460 94323479 ACACTCAGCAGCAGCATCAT GTGATGTGCAAGCCAACAAC 193

Ad01A17166 Aradu.A01 17166 p2 (TA)10 20 94324636 94324655 AATGCCAAAGTTTTCATGCC CCTGCTTTAAGGTTTGAAGTCG 267

Ad01A17167 Aradu.A01 17167 p3 (TTA)5 15 94325640 94325654 GGCTACCCCTCTCTTTTTGG TTGATGTACAAGCGTCTCGC 256

Ad01A17168 Aradu.A01 17168 p2 (TG)6 12 94328457 94328468 ATTCCAAGCCCATCAATCAC TGCTAGTTTGGGTCTTTGGG 103

Ad01A17169 Aradu.A01 17169 p2 (TA)6 12 94329498 94329509 TGTCCATGCATAACACTGCC CCCCCAAGAAAAGACTCTGA 235

Ad01A17174 Aradu.A01 17174 p4 (AATA)5 20 94343605 94343624 TCGGAAATTACACACAAAACTCC ACCTTATCGCACCAGAGTCG 279

Ad01A17178 Aradu.A01 17178 p3 (CTT)5 15 94353917 94353931 GCAGGTCTTGCGATTCTTTC CCTGAACTTGCTCATGCAAA 244

Ad01A17182 Aradu.A01 17182 p3 (ACA)5 15 94381624 94381638 GCACAGGCTACCAATCAGGT CATGAGGTGGTCAAACGAGA 186

Ad01A17183 Aradu.A01 17183 p3 (GTG)5 15 94397099 94397113 GTGAGGACGAAGGTGGTGAT CTACCATAGTGGCCCCGTAA 141

Ad01A17185 Aradu.A01 17185 p3 (AAG)6 18 94397790 94397807 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 198

Ad01A17186 Aradu.A01 17186 p3 (GGA)9 27 94403737 94403763 CGATGACAATGACATGACGA CATTTTTCACATCACGTGCC 270

Ad01A17187 Aradu.A01 17187 p3 (AAG)6 18 94403877 94403894 CATGACGATGATGATGGAGG CATTTTTCACATCACGTGCC 258

Ad01A17190 Aradu.A01 17190 c (T)10attttgttaattataatgattatgatttgctgttttttatattctggattctgatggttggatagattaaattctgattgttgtaattgt(A)10110 94412489 94412598 GCCGCCGTAGAAAATTACAG GAGGCAGCAACCAGATTTTC 242

Ad01A17192 Aradu.A01 17192 c (T)10attttgttaattataatgattatgatttgctgttttttatattctggattctgatggttggatagattaaattctgattgttgtaattgt(A)11tcattttgattaactatttaattctgttgattaacaaaaaaaatttggttgttgctgttttg(T)12185 94415967 94416151 TTGCTCTCCCTGTTTCTTGAG TCATCATTCATCAACCATTAACAA 264

Ad01A17194 Aradu.A01 17194 c (T)10attttgttaattataatgattatgatttgctgttttttatattctggattctgatggttggatagattaaattctgattgttgtaattgt(A)10110 94421310 94421419 GCCGCCGTAGAAAATTACAG GAGGCAGCAACCAGATTTTC 242

Ad01A17197 Aradu.A01 17197 c (T)10attttgttaattataatgattatgatttgctgttttttatattctggattctgatggttggatagattaaattctgattgttgtaattgt(A)11111 94431050 94431160 CTGCCGCCGTAGAAAATTAC CGAACCAAAACTGTCGGTCT 243

Ad01A17200 Aradu.A01 17200 p4 (ATTT)7 28 94438677 94438704 CACCAGAGTCGGTCATTCATT TCGGAAATTACACACAAAGCTC 278

Ad01A17202 Aradu.A01 17202 p3 (TCC)9 27 94440651 94440677 ACCACCTCCTCTACCTCCGT TGACAATGACGTGACGATGA 102

Ad01A17208 Aradu.A01 17208 p3 (AAG)5 15 94457734 94457748 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 212

Ad01A17211 Aradu.A01 17211 c (GC)6agaaaggtgccttttccgaatttgcatgcttttgcaccacctataacatttcaa(C)1076 94481337 94481412 ATGATTGTCAAGGGCCTCAA GTGGGAGACACCCCACTATG 272

Ad01A17213 Aradu.A01 17213 p3 (TTG)7 21 94501705 94501725 TGGCATCGTTTGATTCATGT CTACGATGCGCAACACAAGT 271

Ad01A17216 Aradu.A01 17216 p4 (ATAC)5 20 94505010 94505029 TCCCAGTTGAAACAAATTAAACG GGGTTCACTGCTGCTATTATTG 267

Ad01A17217 Aradu.A01 17217 p5 (AAAAT)5 25 94506181 94506205 ATTGGACCAGACCAGACCAG TTGCTTTCTTTTTCAATGATTTTG 265

Ad01A17218 Aradu.A01 17218 c (A)12t(A)12 25 94506464 94506488 CATCAGCAGAATCAAGGTTCAA CAGGGTCTTCTTCTGGTGTTG 276

Ad01A17220 Aradu.A01 17220 c (AAG)5aggaagaaaaacgtgcagc(AAG)549 94508315 94508363 CCTCCTCATCTTCTGCTGCT ATCGTCGTGTTTCTCCTCGT 243

Ad01A17224 Aradu.A01 17224 p2 (CA)6 12 94518573 94518584 AAACTACAACGGCAACGTCC CTGCCGAGTTTCGTTTCTCT 164

Ad01A17225 Aradu.A01 17225 p3 (CTT)5 15 94520651 94520665 CACATCACGCGCCACTTAC CGATGACGATGACAATGACC 262

Ad01A17226 Aradu.A01 17226 c (TC)7tt(TC)7 30 94522115 94522144 TTGAATATCGTGGGAAGCAA TTTACAATTACCGCCAGTATGA 200

Ad01A17227 Aradu.A01 17227 p2 (TA)6 12 94523157 94523168 AACATGCCACGTCAGCTTC GCCGGTAACATGAAGTTTAGC 279

Ad01A17229 Aradu.A01 17229 p3 (CTT)5 15 94529022 94529036 GAAGAGGACGAGGAGGCTCT TCACTGGAGCTGTTGAAACG 212

Ad01A17232 Aradu.A01 17232 c (AT)6gtttgcatgcctccacgtttcacatctttattttgctttcatattgtgaatgaatccacgttt(TA)8atgcatatgagatcagttttaaattttctttcttcatttcttaaaggcttcggccaaataaatataacta(AAT)13200 94535464 94535663 GGTTAGGTGTCATAAGAAGATGGA TGATAATTACCGTCTAAATTGATTTTT 279

Ad01A17234 Aradu.A01 17234 p3 (AAT)6 18 94541699 94541716 TTAGGAGATAATTGATGCACACA AATGCATGTGCTGTGTAGATTT 106
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Ad01A17236 Aradu.A01 17236 p3 (AGA)5 15 94553155 94553169 CTTAAAATTTGCTCGTCCCG ATTCAATTCCCCACCCTTTC 207

Ad01A17237 Aradu.A01 17237 p3 (ATT)5 15 94556322 94556336 AATTATTGGCTCCAATGGCA TTATTTTCGAAATCTCCCCC 274

Ad01A17241 Aradu.A01 17241 p3 (TCT)5 15 94577462 94577476 AAAATGGCCGAAACCTAACC TTGCCTTCCCTTTTCCTTTT 280

Ad01A17246 Aradu.A01 17246 p2 (TA)11 22 94605262 94605283 AAATGTGGCAAAATAAAAACTATGT AACGGAAGATCATTAGACCCC 245

Ad01A17256 Aradu.A01 17256 p2 (TA)7 14 94636072 94636085 TTACCCCTACGTTGCCAAAC GCCATTGCGATTGAGAATTT 103

Ad01A17258 Aradu.A01 17258 p2 (TC)9 18 94638556 94638573 GGAATCCATGGCCATAAAAA GCAGTGATGGTGATTGTTGG 212

Ad01A17261 Aradu.A01 17261 p2 (CT)13 26 94640011 94640036 CATCAGAGGCTCCACTCTCC TGCTCCACTTGGGAAAAATC 178

Ad01A17262 Aradu.A01 17262 p2 (CT)8 16 94642862 94642877 ATTCCACGCATGGGTTATTC TAATGCAGGACTTCACCGCT 231

Ad01A17263 Aradu.A01 17263 p3 (GTG)6 18 94651361 94651378 AAGGTGGTGATGACGGAGAC TACCATAGTGGCCCCCATAA 135

Ad01A17267 Aradu.A01 17267 p3 (AAG)6 18 94656497 94656514 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 215

Ad01A17268 Aradu.A01 17268 p3 (AAG)5 15 94658396 94658410 GCAAGCCCTGCTAAGATGAC GGTCTTGCGATTCTTTCTGC 203

Ad01A17269 Aradu.A01 17269 p3 (GGA)5 15 94661002 94661016 CAGCGACATTAAGCTGAACAA CTTCCTCTTCCGCCTTCTTT 153

Ad01A17271 Aradu.A01 17271 p3 (TTA)5 15 94664795 94664809 AATCTCGGTCAATCTCCAATG CGAGGGCAAAACCTCTTAAA 263

Ad01A17273 Aradu.A01 17273 p3 (AAG)5 15 94665720 94665734 TGCAAAATCCACTGTCTTTCA TGTTTTGTTGCTGCTTCTGC 129

Ad01A17279 Aradu.A01 17279 p2 (TA)10 20 94706395 94706414 TTACCCCTACGTTGCCAAAC GCCATTGCGATTGAGAATTT 109

Ad01A17282 Aradu.A01 17282 p2 (TC)8 16 94708890 94708905 GGAATCCATGGCCATAAAAA ATGGCGATGGTAGTGATGGT 243

Ad01A17285 Aradu.A01 17285 p2 (CT)9 18 94710336 94710353 CATCAGAGGCTCCACTCTCC TGCTCCACTTGGGAAAAATC 170

Ad01A17286 Aradu.A01 17286 c (CT)9ttcttcctaggttaggattcat(A)1151 94713183 94713233 ATTCCACGCATGGGTTATTC GCTGCCAAGGTCAGAAGAAA 217

Ad01A17288 Aradu.A01 17288 p3 (GTG)5 15 94721659 94721673 AAGGTGGTGATGACGGAGAC CACCACCGCAACCATATACA 255

Ad01A17294 Aradu.A01 17294 c (GTTGGT)17(GTTTGT)5ttgtgtttgtgt(TGG)9tgctggtt(GTG)6t(TGG)5213 94738775 94738987 AAGTTGCTGTTGTTTGGTTTTCT CCCTCATCACTACCAACACAAT 280

Ad01A17295 Aradu.A01 17295 p2 (AT)13 26 94744118 94744143 TTCTTGGTCACAGAATTATTAAAAGA AGTCGCAGGTCAAAGGAAAA 264

Ad01A17298 Aradu.A01 17298 p2 (CA)6 12 94774510 94774521 TCGAGGCTTTCATCTTGGTAA TCTCTCTCTCTCTCTCTCTCTCTCTC 273

Ad01A17299 Aradu.A01 17299 c (AT)11(AG)13 48 94774700 94774747 CTGTCTCATCACACACACACAC AAAGTTTGTACTAAAGTGTCCAAATG 280

Ad01A17302 Aradu.A01 17302 p2 (AT)10 20 94784869 94784888 AGAAAATTTTACTTTAAAACAGTTGGA AAGGAAGCACGTCACCAAAT 247

Ad01A17303 Aradu.A01 17303 p3 (TTA)16 48 94785106 94785153 ATTTGGTGACGTGCTTCCTT ATGGCAATAATTTGGCTTGC 133

Ad01A17308 Aradu.A01 17308 p3 (CTT)6 18 94790488 94790505 GCAGTGGCGGTAATTGTTTT CGGAAGCAAAGGAATTGAAG 266

Ad01A17311 Aradu.A01 17311 p3 (TTG)7 21 94798005 94798025 GGCCATCTCTATGGTGAGGA TAGCAGGGTCACCTTCCAAT 183

Ad01A17314 Aradu.A01 17314 p3 (TGT)7 21 94800378 94800398 GTTATGCTTGGTGCTTGCCT GAGGAGGATGATGGTGCTGT 277

Ad01A17315 Aradu.A01 17315 p5 (TGTAG)5 25 94801756 94801780 ACCACCAATCCACCATTGAT TGGAACTGGAAATTGGAGGA 145

Ad01A17316 Aradu.A01 17316 p2 (TA)7 14 94804392 94804405 AGCAGCAGCAAAGACACAGA TGGACGACACCTATCCTTCC 255

Ad01A17317 Aradu.A01 17317 p2 (CT)6 12 94804878 94804889 AAGTTGCCTTTGAAGGGGAT CCAGACATTGAGAACAAAAACG 220

Ad01A17331 Aradu.A01 17331 p3 (TAT)5 15 94837148 94837162 AAAAAGGAGGGCTGACAAAT CCCACATTGCAAGGGAATAC 210

Ad01A17334 Aradu.A01 17334 c (AGA)11aaggaaggttcggagaaaaagcagaagagaaagtgagagtgttgtgagaat(TGAAAA)5114 94840812 94840925 CCATGCAAGCAAATAGGTCA AGTTGTGCAGCAGACACGAT 280

Ad01A17337 Aradu.A01 17337 c (TAT)12(TAG)10 66 94844406 94844471 TGGCAGTGGTTTTCTCAACA TTCGAATTGAGTCTCCAGGTT 270
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Ad01A17338 Aradu.A01 17338 p2 (TA)6 12 94846645 94846656 CCGAACCAAACCAATCAAAT TTGAAAGAAGCTAAAACCAAAACA 250

Ad01A17340 Aradu.A01 17340 p2 (TC)14 28 94848102 94848129 TTCCCCTTTTTCACACTTGC ATTTGAACTCCCTGCCATTG 265

Ad01A17341 Aradu.A01 17341 p3 (TTA)13 39 94849037 94849075 TCGTGTTCTAGCGTTGAGGA TGCAGTTCCTGACTCATTGAAA 275

Ad01A17343 Aradu.A01 17343 p2 (CT)9 18 94855798 94855815 TCATCCTCATCATCACCGAA TACGTGAGCTTCGAACATGG 175

Ad01A17344 Aradu.A01 17344 p3 (TAT)5 15 94856731 94856745 TTATGATGCGTTTGGTTGGA GCGACAAAGGTCACCTCAAT 266

Ad01A17345 Aradu.A01 17345 p2 (AC)14 28 94858938 94858965 TTCAAGTTCGGGCTAAGATCA CCAGAAAGCATTGACAAAAGC 275

Ad01A17347 Aradu.A01 17347 p3 (TTG)7 21 94862778 94862798 GGTAGATAGGGGGAGGAACG GCTATGCAAAGGGGAGCTAA 202

Ad01A17348 Aradu.A01 17348 p2 (GC)7 14 94874312 94874325 GCACACCCAAAGGATGTTCT TTTCAATTCCCAACTCACTCG 245

Ad01A17349 Aradu.A01 17349 p3 (TTA)6 18 94879510 94879527 ATGGAGCTACCGCACTCAAG CAGCTAAACACCAGAGTCCCA 230

Ad01A17350 Aradu.A01 17350 p2 (GT)9 18 94884890 94884907 CACTGGACCTATCCGAATCA CCCAAAGACCTTCAATCTGC 260

Ad01A17351 Aradu.A01 17351 p2 (GT)6 12 94893839 94893850 CTGGAGCTTGATGATCTCCG TCTTAAGGTTTTTGGTGCGG 267

Ad01A17354 Aradu.A01 17354 p3 (GAA)5 15 94897794 94897808 AGAGTGTTTCTGCTCCTGCG TTGGTTTTCAATTTTTGGCG 100

Ad01A17355 Aradu.A01 17355 p3 (TAA)5 15 94898026 94898040 CGCCAAAAATTGAAAACCAA TTGAACTCTGCCTCATGCAC 264

Ad01A17357 Aradu.A01 17357 p3 (CTT)5 15 94901839 94901853 CTCAACCAAGTCACAATGCG TGACGGCAATATTGAAAGAGG 108

Ad01A17360 Aradu.A01 17360 p2 (AG)8 16 94910313 94910328 AACGGAAATTTCATCTTGCG GCCTTCAAATTGGGTCTGAA 225

Ad01A17362 Aradu.A01 17362 p2 (AG)8 16 94918138 94918153 CTCACCCTACCTCAACACCC CTCAACACAGCCAAATCCCT 276

Ad01A17365 Aradu.A01 17365 c (TA)8aatatatagtcactc(AAT)546 94934187 94934232 GTCCTCCGTCCAAAAATGAA CCCAAGGATTTTAAAAACGGA 272

Ad01A17368 Aradu.A01 17368 p2 (AT)6 12 94936037 94936048 TCACAAGCATGTGTACTAAACCC TAAGCATGGTTTCCTCTGGG 162

Ad01A17370 Aradu.A01 17370 p3 (AAT)5 15 94940317 94940331 TTAGGTATGTGTATCATTTTCATTCAT CCTATCTCAGCTCTCTGTGCTTT 272

Ad01A17373 Aradu.A01 17373 p3 (TAA)13 39 94944548 94944586 TCCGTAACAGCAGGACAACA TTTGATTCGTGGTTCCAACA 206

Ad01A17374 Aradu.A01 17374 p4 (AAAG)5 20 94953540 94953559 CCAAAGTTTCAAAAGCCCAC CCAAGGTTGGAAGGTGAAGA 218

Ad01A17375 Aradu.A01 17375 c (GA)6gggggagggggtagtgccgcagtgggttagggttttttctgatggaggggaattgggaaattaggtatttataggatccattttc(T)11108 94957175 94957282 CTCTGTTTGTCACTGCTGGC ACCGGTGAACCGATAAAACC 267

Ad01A17376 Aradu.A01 17376 p2 (TA)8 16 94957480 94957495 TATAGCTCTGGGTTGCGTCA CAGCGAAAAGAGAAACCAGAA 150

Ad01A17377 Aradu.A01 17377 p2 (TC)6 12 94959539 94959550 CTTCTCCTTCTTCGGTCGTG GTGCAACGAATCAAAGAGCA 251

Ad01A17380 Aradu.A01 17380 p2 (TA)6 12 94962245 94962256 TTTTGCGCAAGACATTTGTAA CACCTCAAGCCTCTCTCGTC 261

Ad01A17383 Aradu.A01 17383 p3 (CTC)6 18 94967299 94967316 CAGAGATGGCGAAGAGGAAC CCACCTTACCTCACCCTCAA 268

Ad01A17385 Aradu.A01 17385 c (T)10ctaattggttttaaacggttgggtgtttttagttttttatttttta(T)1066 94975465 94975530 CGGAAGCATTTTGTGTTGGT TTTTTAACCACTGTTTTGTGTTTTG 251

Ad01A17387 Aradu.A01 17387 p2 (AT)6 12 94983965 94983976 CAGCTATTGCATTTTGTTGTCA GCTGTAGCTTTGTCTGGGCT 276

Ad01A17390 Aradu.A01 17390 p3 (TAT)5 15 94991152 94991166 TCTCAAATGTTGAGGGATACACC AGTGAGCCCCCACTACAATTT 266

Ad01A17392 Aradu.A01 17392 c (CAC)5ctctcttcttcctcctcttttttc(T)1251 94995295 94995345 TGTACGTTCTTTTTCACCCCTT CGTCATCCATATGGCAAAAA 251

Ad01A17393 Aradu.A01 17393 p3 (AAG)5 15 94996705 94996719 TTCATCTTCTTTTTCTTCATCATCA TGTTTTCTCCTCATCGTCGTT 245

Ad01A17396 Aradu.A01 17396 c (T)10ctccatgatcttgttctcttttatattaatga(T)1052 95004768 95004819 TGTGAATGTGCATAATTGAGGA TCAGGCTAATAGTACCAGGATCA 168

Ad01A17399 Aradu.A01 17399 c (TGGTGT)5tggtgctggttgtggcggtggtgttggtgt(TGG)678 95007265 95007342 GTTGGTGTTGGTTGGTGTTG TGGTCTTGGTCCCAAAAGTT 272

Ad01A17400 Aradu.A01 17400 p2 (GA)8 16 95008876 95008891 TGACGGCAGGATAACATTGA TTCTCGGTTCCAAATTCTCG 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17404 Aradu.A01 17404 p3 (TAA)5 15 95040496 95040510 TTGTCCCACCTATAAAATAAATGGT CCCCCGAGATTTTTCCTTTA 154

Ad01A17406 Aradu.A01 17406 p3 (TCT)5 15 95045093 95045107 GCAAAATATTTAATCAAGTCCAACC GGAAGAGGAGGAGAAATGAGG 128

Ad01A17407 Aradu.A01 17407 p3 (ATC)5 15 95045293 95045307 TCCTTTTTCTGTTTCTCTTCTTCC TGCCTTCAATGACACCAGAA 274

Ad01A17408 Aradu.A01 17408 p4 (AAAG)5 20 95045661 95045680 TTGTTTTTGTACTTGTTTTCGAACT ATCAGCAAAATAACACCGAAA 255

Ad01A17410 Aradu.A01 17410 p3 (GAA)5 15 95049185 95049199 CCAGTTATCCATATGAGCAGCA GGGAACTTCGCTTCTGAGTG 217

Ad01A17412 Aradu.A01 17412 p3 (TAA)10 30 95052127 95052156 TGAACACTGGAGTGTGGAGTTC GCATGGGAGACGACAAAATAA 268

Ad01A17413 Aradu.A01 17413 p3 (ACA)7 21 95063986 95064006 CAACGTTTTGATACGATTTGTCA TTTGGTGAGTCAGCTGGGTA 272

Ad01A17415 Aradu.A01 17415 p2 (TA)6 12 95067963 95067974 TTCAATCCAAAACATTAATTCGT GGGTTTTCTCAAACCGTCAA 211

Ad01A17422 Aradu.A01 17422 p2 (TA)6 12 95100770 95100781 CCTTGCTGCTTTACGGGATA TCCCTTCTTTGTCGTTTTGG 158

Ad01A17425 Aradu.A01 17425 c (CT)9(AT)6 30 95101808 95101837 CAGCAGATTCCACCCCATTA TGCTCTTGTGCGTGCTTTAT 275

Ad01A17426 Aradu.A01 17426 p2 (AT)6 12 95102289 95102300 GGCGACATAAGTGTAATGGACA TGAAACAAAAATGGATCCTCC 206

Ad01A17427 Aradu.A01 17427 c (A)10c(A)10 21 95103344 95103364 CGGGCCAGAGGATAATAACA TGATTTCTGAAGGAGTGGCA 206

Ad01A17428 Aradu.A01 17428 p3 (TAT)20 60 95103776 95103835 CCAATGCTGCCTAAGATGCT TGGCAATTTCAGATTTCTGTTT 278

Ad01A17431 Aradu.A01 17431 p2 (TC)8 16 95105738 95105753 CCGATCCTCCCACATAACAC GTGAGGTCTTCATCCACCGT 228

Ad01A17432 Aradu.A01 17432 p3 (TAA)5 15 95107367 95107381 GCAAGCAATTTAAAGACGCC TTATTGGCCATAACCGAAGG 235

Ad01A17433 Aradu.A01 17433 c (T)11gaaacctcgttgtcttttcgaagtaattctcaaagtcggatggatattcactcttattttaagtg(T)1086 95109792 95109877 CCTCGAAAAGATAACGAGGTTTT ACCCTCACTATCTCACCCCA 278

Ad01A17440 Aradu.A01 17440 p2 (TA)7 14 95122984 95122997 TCAGACAAGCAAATAATAAAGGCA TTAAACAACGTGTCCCATGC 238

Ad01A17442 Aradu.A01 17442 p3 (AAT)5 15 95126984 95126998 TGATACACACATTAATAGTAACCCATT TTGTGTCCATACGATATAACTTTACAA 280

Ad01A17443 Aradu.A01 17443 p2 (AT)7 14 95127675 95127688 GCTCTTTCCTAAAAATATTGGCA GCATCACTTGAAAGAATCATGG 236

Ad01A17444 Aradu.A01 17444 p3 (TAT)6 18 95131628 95131645 TCCTTCCTTTCTTTCTTCTTTTT AGATAGAGTTAAATTCAAGGATAACGA 232

Ad01A17448 Aradu.A01 17448 p2 (CT)10 20 95136660 95136679 TGAGACAGGACGGACTTTCC AGCGACGTAGTGACGGACTT 277

Ad01A17449 Aradu.A01 17449 p3 (TTA)6 18 95138817 95138834 GGGCAAATGAGATGACCATT TGCTTGACCGATTGTCTCA 280

Ad01A17450 Aradu.A01 17450 p3 (TAA)5 15 95139083 95139097 TTGAACAAAAGAAAACACGGG GACCACATCCTCGTGATTGA 270

Ad01A17453 Aradu.A01 17453 p3 (TTA)6 18 95153719 95153736 CTCCCCTCTTTGTTGGTCAG GCGGTATAAGGGTTTTGACG 253

Ad01A17454 Aradu.A01 17454 p2 (GA)7 14 95154646 95154659 GAAGCTCAATGGTGGTGGAT TTCTTTCCTATTCAATTCTTGCTG 207

Ad01A17455 Aradu.A01 17455 p3 (ATT)10 30 95158804 95158833 TTGACAAGTTCATGGGTGGA TTCGTACCGTATGGGTTTGA 181

Ad01A17456 Aradu.A01 17456 p5 (AATAA)5 25 95159113 95159137 AATTTGGGTGGTTATGGTGG TTGCGTATGCATGTTATGATGA 234

Ad01A17458 Aradu.A01 17458 c* (TAA)15tttcaaaaa(AAT)12(AATA)7*115 95161222 95161336 GACAGCCGAGAAGCTAAGGA CGTGTTGTCCCAATCTTTCC 231

Ad01A17459 Aradu.A01 17459 p2 (TA)7 14 95161821 95161834 AGCAGAAACCAAACAAGCACT CAATCCATTACGTTGACCCA 278

Ad01A17465 Aradu.A01 17465 p3 (CAT)5 15 95166343 95166357 GGGAACATTGTGCTCCAAAT CCAAAAGAAGCCTTCACCAA 236

Ad01A17470 Aradu.A01 17470 c (TC)21cccatcacattatgagtctgttaagtt(TTC)790 95175372 95175461 TTTCTTAAATTCATCGCCGC GAAAAGGGACTCCGATGACA 202

Ad01A17471 Aradu.A01 17471 p2 (CT)8 16 95175569 95175584 TGTCATCGGAGTCCCTTTTC AACAAAATTGCAACACAAATTCA 197

Ad01A17472 Aradu.A01 17472 p3 (CAA)5 15 95179592 95179606 GGAAAGAGAGGTGGGACACA TTTCTCAAGGGGAAATGGTG 269

Ad01A17473 Aradu.A01 17473 p2 (TC)6 12 95181032 95181043 CTCTTCTCGATTCCAAACCC TGAATTGTGTTGAATTATATTGAAGTG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17474 Aradu.A01 17474 p3 (TAT)6 18 95181403 95181420 TTTAATGTGATTTGCGAGAAAAA TCACGGTTAAAGTTGAGGAAGA 180

Ad01A17475 Aradu.A01 17475 p2 (AT)6 12 95183383 95183394 CCACACATGTCCTTTGAGGTT AAAAACAAATTATAGGTTCAGTTTGGA 254

Ad01A17476 Aradu.A01 17476 p2 (TC)6 12 95184331 95184342 GCCCATTGGTCTCACACTTT TGAGAATGGTGATTGAGATGTG 174

Ad01A17477 Aradu.A01 17477 p3 (ATT)5 15 95187945 95187959 AACAGGGGCGAAGCTACATA CTTCCTCCCACCTGCATTTA 246

Ad01A17486 Aradu.A01 17486 c (TCA)7tctgaatcatctttatctgacctctttcgttttgatggagcctcacctttcttgtcac(CAT)594 95208652 95208745 AACCCTATCGCTTGGAAGGT CTGTAGGAACCGCTGAGGAG 240

Ad01A17487 Aradu.A01 17487 c (A)11ttttctctattcaactttgaaattctgtgaagttggatattt(A)1063 95213103 95213165 ACGTCCAGTGGGACAAGTTC TTTCTTCTCGGATCATTGTGG 231

Ad01A17489 Aradu.A01 17489 p2 (GT)6 12 95218963 95218974 GGATTCTGTTCTCCCCCTTC GTTGGGCCAAACGAGTTAAA 144

Ad01A17490 Aradu.A01 17490 p3 (TTG)8 24 95228860 95228883 CGTTTGATTCATGTAGCCGA TGCCGCCAAAACCTATTTAC 268

Ad01A17493 Aradu.A01 17493 p3 (TTA)5 15 95235842 95235856 TGTTGTTAGAAAATGAATTTAGGCAT CCCTTCAAATTGTTCATAACTTCC 200

Ad01A17496 Aradu.A01 17496 p3 (AAT)5 15 95276067 95276081 CCAATCAATGAAAGGTGGCT GCAATGTTTTAGCTGCAGGG 271

Ad01A17497 Aradu.A01 17497 p3 (AAT)5 15 95276541 95276555 TCAATCAATGAAAGGTGGCTT CAATCTTTTAGCTGCAGGGC 270

Ad01A17498 Aradu.A01 17498 c (A)10gaaaatatagaaaaaaaattggatagaaatataagtttttttgttgtttgaattagaaaaggaaatagaagg(A)1092 95278050 95278141 CAAAATGGAAGAAAAAGCGG AAAAAGAAAACATTTTGATGGGTC 184

Ad01A17503 Aradu.A01 17503 p2 (AT)6 12 95295910 95295921 GCGACAAAGAGACACACACAA CCCCCTCTCTCGTATTTAAGG 272

Ad01A17504 Aradu.A01 17504 c (A)10ccacaaaggcatattgacatgggatatcaaaagtgattgaggtgaattag(T)1272 95296713 95296784 CCACAAAGGAGAGACCAAAAA GCTCTCCCTGTGCATGTGTA 166

Ad01A17505 Aradu.A01 17505 p2 (TA)8 16 95297350 95297365 AATACCATCACGTGTCAGCG TTTTATATGACATACGGACACACA 276

Ad01A17508 Aradu.A01 17508 p2 (TC)8 16 95304810 95304825 CACCTCAGTCACGACACGAT GCCGTCGCATTATGAATGTA 241

Ad01A17510 Aradu.A01 17510 p4 (AAAT)6 24 95306705 95306728 TTGACCTAACCCGAAGTCTGTT CCGCGGATTAAGAACGAATA 237

Ad01A17511 Aradu.A01 17511 p3 (TTA)18 54 95307588 95307641 TTCTGCTAAAGCATTCCATTTG GCGGGCAGAACAATAACAAT 259

Ad01A17515 Aradu.A01 17515 c (GTG)6gttgtggttgtggtggtgttggtggtgatgttggtgt(TGG)673 95312212 95312284 TGCTGTTTCTTGGTTGGTTG ACCCTCACCACTACCAGCAC 128

Ad01A17519 Aradu.A01 17519 p3 (TCC)6 18 95356449 95356466 CATCATGCCTTGGTTAGAATG TTCCTGGTTCCTAAACTGCAA 279

Ad01A17522 Aradu.A01 17522 p3 (TTA)5 15 95359072 95359086 CATGCGCGTCCATAGTACAC TCCACCTCACACATACTCGTG 271

Ad01A17525 Aradu.A01 17525 p4 (ATTT)5 20 95364148 95364167 TCGGCTCTGTGAACTATCATTG TTTGCTGACCACACGAATAAA 280

Ad01A17526 Aradu.A01 17526 p3 (GAA)5 15 95372160 95372174 CTTTCTTGGTGGGGACAAAA CTCAAGCCTTAGCCGTTCAC 229

Ad01A17527 Aradu.A01 17527 p2 (TC)7 14 95372732 95372745 GTCAAGTTCAGGATTGGGGA CGCAACAGAAACAGAAATGG 220

Ad01A17529 Aradu.A01 17529 p3 (TTA)17 51 95375693 95375743 CATGTCATCAAGCGACACAC GCCACCAATTTTGTCATGTG 151

Ad01A17530 Aradu.A01 17530 p3 (AAT)5 15 95376180 95376194 ACACAATGAAATCACGGGAA AATCCCAGCCAAACCTTCTT 253

Ad01A17532 Aradu.A01 17532 c (AAT)14tatgttaaaaattaaaattaaaattaaaatgtgtatattttatttgaaattttagtgtgttccgg(A)10117 95382583 95382699 ATTGCAGCCACATCATTGAA CAACTGTCGGCAGGTTCTCT 279

Ad01A17535 Aradu.A01 17535 p3 (TAA)6 18 95386102 95386119 TTTTCCAGGGTTAAAATGATCTG TTTATTCGGAAGCCAAGAGG 250

Ad01A17536 Aradu.A01 17536 p3 (TAA)6 18 95389660 95389677 TAGTGGCCCCATTTGTGATT TGTGCACTTACCCTGCTGAC 240

Ad01A17537 Aradu.A01 17537 c (TA)11(GA)11 44 95393726 95393769 CAAGGCTCGAAAGTGTCCTC TACGGCGGCTAAGAAAGAGA 280

Ad01A17539 Aradu.A01 17539 c (TC)7taactttctctctctagggttagggtttcgttccaatttagtgttggccaagctggataggcacagaggagaccgctatggaaacaat(AAC)5117 95397428 95397544 CCGTTGCACACAGCTTCTAA GTCATGGGAGAATCGGAGAA 262

Ad01A17541 Aradu.A01 17541 c (GA)9aa(G)11 31 95401397 95401427 CCCTCAAAAGTTATTTGAACCC GCAAAGAAAGTCCGATGACC 250

Ad01A17542 Aradu.A01 17542 p3 (CCT)5 15 95411401 95411415 ATGCTCAGGAGGCTTACCAA CCGCCATCAAAAGAAGAAGA 235

Ad01A17543 Aradu.A01 17543 p3 (CAC)5 15 95422116 95422130 ACACCCCACTCCTTCCTCAT CGATTTTCCTGCTCTGTTCC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17545 Aradu.A01 17545 p2 (TA)9 18 95426681 95426698 ACGGTTATCCTTTGATGCGA CATCACGGATGGATGCTCTA 228

Ad01A17546 Aradu.A01 17546 p2 (TA)6 12 95439702 95439713 TGGGAAGAACAAAAGTGGAGA GGTGGTACACAATGGCACAC 275

Ad01A17548 Aradu.A01 17548 p3 (AAT)5 15 95440806 95440820 ATTAAAGCCCCCTGATCCAT CAATCAACAAGAACGAGCGA 257

Ad01A17549 Aradu.A01 17549 p4 (AAAT)5 20 95441334 95441353 GTGTGCTGCCCTTCATAGGT AGACGACGGTTACAGATGGC 266

Ad01A17550 Aradu.A01 17550 p3 (CTG)5 15 95441897 95441911 TGTTCAACACCTCCGAACAG TGACATGATGCCACTTCCAT 233

Ad01A17552 Aradu.A01 17552 p2 (AT)13 26 95445011 95445036 TGTTCATTTCCACCACCAAC ATACCTTGTGGGGTGCCATA 178

Ad01A17553 Aradu.A01 17553 p2 (AT)8 16 95445533 95445548 CAGTGTAAACGATATACGTGCATTC TGTGCCATCTCACGTTCAAT 244

Ad01A17555 Aradu.A01 17555 p3 (CAC)8 24 95452812 95452835 GAAGCTTTGGAGGTGCTGAC TGTGAAAGCATTGCCGTAAA 130

Ad01A17556 Aradu.A01 17556 p2 (TA)7 14 95453811 95453824 CCCACCTAGCCAGTGGAGTA GGATGAACAAGGGAATTGGA 278

Ad01A17560 Aradu.A01 17560 p2 (TA)6 12 95456641 95456652 CGACTACACCTGAATTTTCACC ACCCATACCATACACCATGAA 247

Ad01A17561 Aradu.A01 17561 p4 (AAAT)5 20 95457805 95457824 TCTTTTGTTTTTATTTTCTTCTTCACA CAATTGCATTCGGAACCTCT 201

Ad01A17562 Aradu.A01 17562 p3 (TCA)7 21 95458440 95458460 CCAAACCCATTTGCATTTTT GGGGACCTAATTTTTACTGGAA 264

Ad01A17571 Aradu.A01 17571 p3 (ATC)5 15 95481161 95481175 TTATGTAAGGGAGCATCGGC TGTGAATCTAGCCCAGGTGA 205

Ad01A17578 Aradu.A01 17578 p3 (TAA)20 60 95496051 95496110 TAAGATGCATGGCAAGACCA TGTTTCAGCTGCGCTCTTTA 223

Ad01A17581 Aradu.A01 17581 p3 (AAT)5 15 95514052 95514066 ACAAGTGAAAACTGCGCATA TCGGTTGGTTTCGTCTTTTC 212

Ad01A17583 Aradu.A01 17583 p3 (TTC)12 36 95519317 95519352 GTCCAACGCTTTTTCTTCCA AAAAGGAGAAGGAGGAACGC 125

Ad01A17584 Aradu.A01 17584 c (AAT)5tgaaaaaattgacacctggcatggcattcagtcatt(CA)663 95525886 95525948 TTGCTTGCAAGAAGAGACAGA ATTACATACCGGCGCTTGAG 275

Ad01A17585 Aradu.A01 17585 p3 (TTC)5 15 95526526 95526540 TAAATTTGTTGCTGCGCTTG CAACAACGGTGGTGTCAAAC 139

Ad01A17588 Aradu.A01 17588 c (A)10gaagtcac(A)1230 95536759 95536788 TGATCACCACGTCGGTATTG TGGTACAAGGAAATTCGGGA 277

Ad01A17589 Aradu.A01 17589 p5 (GATTG)5 25 95537080 95537104 CACAATTCCAATAAGCGCAA AATTTTGCGGGGTCTAGCTC 160

Ad01A17591 Aradu.A01 17591 c (AT)8gaaataaaaatatttattaaatttaaaatatccttggttattatttcaatctc(T)1382 95539595 95539676 TTCTGGGTCAAAACTACTAGATTACG GCAGCGTTTGTTTCCAACTT 277

Ad01A17594 Aradu.A01 17594 p3 (TAA)10 30 95569240 95569269 TGTTAAGTTTTATTTTTATGCATCTGA TCCTTACCATTTCCTTCCAAGA 279

Ad01A17595 Aradu.A01 17595 c* (A)12(AAAG)6* 33 95580219 95580251 TGCCAATGATAGCACAAAGC TGGTTTGCAAATTGAATGGA 214

Ad01A17598 Aradu.A01 17598 p2 (AT)10 20 95591865 95591884 TCTCAACCATGGCATAGACG AGCCCGAACCTTAACTGCTT 209

Ad01A17600 Aradu.A01 17600 p2 (GA)8 16 95595151 95595166 TCAAACAGAGAGCGCGTAGA CCCCATCTTTCCTTTCCATT 269

Ad01A17605 Aradu.A01 17605 p2 (TC)6 12 95608371 95608382 AGCACCGTTCACCCAATAAC GTTGATGGCTACCGACGACT 176

Ad01A17608 Aradu.A01 17608 p3 (TGG)5 15 95613870 95613884 CCCACCTTCAACCTCAACTC GGTGACAAGAATCCCCTCCT 198

Ad01A17610 Aradu.A01 17610 p3 (AAT)6 18 95622042 95622059 GGGAAACCTTAGCTTCAGGA TGTACCGATTTGGAATGATATTAAA 278

Ad01A17612 Aradu.A01 17612 p3 (CTC)9 27 95629297 95629323 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 203

Ad01A17615 Aradu.A01 17615 p3 (ACC)6 18 95641600 95641617 ATGTCCACCTCCAAAACCAC CAGAATGCCGAATGTTCAAA 218

Ad01A17616 Aradu.A01 17616 p2 (AT)10 20 95646240 95646259 CGGTTGAGTCAATTTTTCCC TTTTGGACAAGCAAATGAGC 253

Ad01A17617 Aradu.A01 17617 p2 (AT)9 18 95646960 95646977 GCAATAGCCACTACTAGCCTTGA AAAGTTTTGCCAAGTAAGCGA 237

Ad01A17619 Aradu.A01 17619 p3 (AAT)5 15 95650787 95650801 ACAGATGAACCTACCGTGCC TGGACTGTAAAGGTGTGCCA 272

Ad01A17620 Aradu.A01 17620 p2 (AT)13 26 95651662 95651687 ATACCTTGACCGCAACATCC GCAGGTTCCTGTGGAACTGTA 277
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Ad01A17621 Aradu.A01 17621 p3 (CTT)5 15 95653948 95653962 TCTAGAACGCTGGGGAGAGA GGTGGGAGGCACATCTAAAA 245

Ad01A17622 Aradu.A01 17622 p2 (CT)8 16 95654224 95654239 TTTTAGATGTGCCTCCCACC GTCTGGCTTTATTGACCGGA 272

Ad01A17625 Aradu.A01 17625 p2 (AG)6 12 95671549 95671560 ATGACAGGGAGGAGGGAGAT CCACGTGACACACTCAATCC 182

Ad01A17628 Aradu.A01 17628 p3 (TTG)5 15 95676045 95676059 ATTTGTAGTCCGCCAACACC CAGAAGCAACCAAAGCATGA 212

Ad01A17633 Aradu.A01 17633 p2 (AT)8 16 95693892 95693907 AAATGGATGGAAAAGGGGAC TGTTTGAATTGGAGGCAAGA 137

Ad01A17636 Aradu.A01 17636 p2 (TA)7 14 95695657 95695670 GACTCGAACCTGCAACCTCT AATTAACGAAAATTGGGTTAGAAA 151

Ad01A17637 Aradu.A01 17637 p2 (TA)7 14 95696001 95696014 TTGCCAAATAAATTGGTATAAAATGA CGTTGAGTATTCATTTGTGTGGA 145

Ad01A17639 Aradu.A01 17639 p2 (GA)6 12 95709191 95709202 GGTAGCTTGCTAATGCTTCCA CACCCATCTCCCACTAAGGA 266

Ad01A17640 Aradu.A01 17640 p2 (GA)9 18 95715085 95715102 TGCTTCCATGTTTCCTGATG ATGTTTTCACGGACACCCAT 272

Ad01A17641 Aradu.A01 17641 c (A)11taatcattttaatttttagaagtaacactataaaataaattctattttattttaccaatataaattttgaaaagaatatttgaaaact(A)12111 95717349 95717459 CTTCCATATTGGTCGCGAGT TGAATTCAATGTATTTGGAGGTT 204

Ad01A17645 Aradu.A01 17645 p2 (AT)7 14 95725684 95725697 AACTGTGCAGAGCCAAAGGT AAATTAAAATTATGCCGCCG 213

Ad01A17647 Aradu.A01 17647 c (TTC)6(TTA)7 39 95727772 95727810 ACCGTTTCACGAAATTGTCT GCAAAATCTCGATTCATAAACTCA 256

Ad01A17648 Aradu.A01 17648 c* (A)10(AC)10* 29 95729645 95729673 AACGCTAATGCAGAAGCTCAA GCTGGGGCTGAGAGATTTTA 275

Ad01A17649 Aradu.A01 17649 p2 (AG)8 16 95732832 95732847 CTAAGCATGCAGCGATTTGA GGTTCCTTCCATCGATGTTG 210

Ad01A17652 Aradu.A01 17652 p2 (TC)27 54 95739801 95739854 GGTTGTACTTGTCCGCCATT AACACCAATCATTTCCCCAA 161

Ad01A17660 Aradu.A01 17660 p3 (TCT)6 18 95753092 95753109 GCGGACTCTGGCACTTTTAG CAGTGAACGGGTCTCCAAAT 218

Ad01A17661 Aradu.A01 17661 p2 (TC)6 12 95753333 95753344 ATTTGGAGACCCGTTCACTG GAAATAAGCCTCACGGGACA 230

Ad01A17664 Aradu.A01 17664 p5 (GCCCC)5 25 95756770 95756794 TTGGATAAGATATGTTTGTGTGTTTG TAGTTTGGCATGGTCTCCCT 164

Ad01A17665 Aradu.A01 17665 p3 (ATT)5 15 95759419 95759433 CTGCAGAAGGGGGTTAACAA GGATATGGAAGCTTTTGCGA 259

Ad01A17667 Aradu.A01 17667 p3 (TCC)5 15 95761464 95761478 TCCTCCTCATCACTGCATCA TAATGTGGTGGATCTGCGAA 168

Ad01A17673 Aradu.A01 17673 p2 (TC)14 28 95783971 95783998 GAAAAGTGGTTAATCCGCCA TGTGATCTGGAAACTGCTGC 258

Ad01A17674 Aradu.A01 17674 p3 (TTG)7 21 95787582 95787602 AATGATGCTTGCTCATGCTG AAGCAGCCGGAACACTTAAA 246

Ad01A17675 Aradu.A01 17675 p3 (GAA)5 15 95791089 95791103 GGTGCTTCTTTGGCTTCTTG ACATCCCATTTGCTTCGTTC 256

Ad01A17677 Aradu.A01 17677 p3 (TTA)5 15 95796631 95796645 CCTTGCTTCACATGCTCAAA TTCGATCGCAGAGAAAACAA 121

Ad01A17681 Aradu.A01 17681 p3 (CTC)8 24 95811275 95811298 TCTTGCCGACTTGTGACTTG CTCGGAGAGTAGTTGGGCAG 245

Ad01A17685 Aradu.A01 17685 p4 (AAAT)6 24 95832607 95832630 TCGACCTTTGTGATTGTGTGA AGAGGCTTATGCCTTTGATGA 277

Ad01A17687 Aradu.A01 17687 p2 (CA)9 18 95839633 95839650 CGCCGCCGATAATATAATAAA CTGCTCTCTCCAGGAACCAC 263

Ad01A17688 Aradu.A01 17688 p3 (TAA)6 18 95842660 95842677 TCCTTGCTTTGTGTTTTCAAGA CTGTGGGGTAGGGACAAGAG 270

Ad01A17689 Aradu.A01 17689 p3 (TCT)5 15 95843935 95843949 ATATTCACGCCGTTTTCACG ACACGCGCGTTACTGAATC 162

Ad01A17691 Aradu.A01 17691 p3 (AAT)6 18 95848180 95848197 CATGACGCCAGAATATAAGCAA AAAAGCAAATTCATAATTGGAGA 279

Ad01A17692 Aradu.A01 17692 p3 (TAA)13 39 95850716 95850754 TGAGATAAGGGGCCTCAAAA CCAGCATGTAACCAGCAGAA 264

Ad01A17694 Aradu.A01 17694 p2 (TA)6 12 95852975 95852986 CCCTCCGAGTTGTTTGTTGT GACGACCGTGAGAAAGAAGC 233

Ad01A17695 Aradu.A01 17695 p2 (AG)7 14 95853576 95853589 TGCTCGAAGACAATGACGAC CTTCGGTGACGGTGATAAGG 250

Ad01A17698 Aradu.A01 17698 p2 (TA)9 18 95865836 95865853 GCTCACGCGCAGATATTAAA TTAGCTACGCCTGGGAAGAA 240
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Ad01A17700 Aradu.A01 17700 c (ATC)6attactatcatcaa(CAT)5cgttattatcattatcgttgtcgttatcgtgtgtttccttccttttcctccttttcctccttctcctcttc(CAT)8142 95882069 95882210 CACCACCACCATCTCCTTCT AACGACGATGAGGAGAAAACA 265

Ad01A17701 Aradu.A01 17701 p3 (AGG)6 18 95882417 95882434 CACGTGTTTTCTCCTCATCG ATAATGACGACGCACAAGCA 233

Ad01A17703 Aradu.A01 17703 p2 (GC)6 12 95900016 95900027 GGTGGCACAACTCTCTGGAC ACACACTGCGAGCACAAGAC 216

Ad01A17704 Aradu.A01 17704 p2 (GC)6 12 95900150 95900161 GAGGAGTGCAGGATCAAAGG GCTCTCAGGCTGCTACCAAG 140

Ad01A17711 Aradu.A01 17711 c (ACC)6tccttctcttcctctttctctcatttgaaattttttcttctccttcctttttctcattttcctccac(CAT)5tactattatcaa(CAT)5cgttattatcgttatcgtcattgtgtgtttccttccttttcctctttctcctccttctcctcctc(CAT)6210 95927721 95927930 CCTTCTCCTTCTTCGTCATTTT GGAGAAAACACGTGATAACGATAATA 280

Ad01A17713 Aradu.A01 17713 p2 (TG)6 12 95931455 95931466 TTCCTGTAGAGCCTGAGGGA TCCCTGTTCACACCAAACAA 192

Ad01A17715 Aradu.A01 17715 p4 (TTAT)5 20 95940329 95940348 TCATTTAGATGTCGTGGATTCG TATGATCGGATTGCGGATTT 252

Ad01A17719 Aradu.A01 17719 p3 (CAT)6 18 95956105 95956122 GCAACGTCCCTGTTTCTCTC GCAAACACGCTGTGTCAGAT 231

Ad01A17720 Aradu.A01 17720 p3 (CAT)6 18 95956710 95956727 GATTGAAGCATCCAGTGCAA GCAAACACGCTGTGTCAGAT 141

Ad01A17723 Aradu.A01 17723 p3 (TGA)5 15 95962435 95962449 TCTATGAAGTTTCGGGACGC TTGGATCATGTCAAGCCTCA 267

Ad01A17724 Aradu.A01 17724 p3 (TCT)6 18 95963725 95963742 ACCTTTTGTTCGAAACGACG GGAATCCAAGTCGATCCTCA 241

Ad01A17725 Aradu.A01 17725 p3 (TAT)6 18 95965399 95965416 GCAGATTTAGCGGATGGAAG AGCAAAAGGTGCTTTGCACT 238

Ad01A17727 Aradu.A01 17727 c (TAG)5taagtagtttagtaacccaatcctctcatgaaaatgaaaaacgttaca(TTAC)895 95970957 95971051 GTTGATCTTGTGGTGGCAAA TGATAGAGTTTGTTCCAAGCAATG 151

Ad01A17728 Aradu.A01 17728 p2 (AT)6 12 95971235 95971246 CCCAATCCTCTCATGAAAATG CATGCAAATGCAATGGAACT 280

Ad01A17732 Aradu.A01 17732 p2 (TA)6 12 95988934 95988945 TTGAACTAGCCATGGTTCCC GGTTTCTGCACCCCAGATAA 220

Ad01A17733 Aradu.A01 17733 p3 (TGA)5 15 95989996 95990010 GCAAAAGGAGAAGAAAATGCT TGCCAAATCGAATAAAAACAAA 280

Ad01A17735 Aradu.A01 17735 p3 (CTC)6 18 95996260 95996277 AGGCTAAAGCTAAGTCCCGC CGCCTTAACCTCACCAGAAG 203

Ad01A17740 Aradu.A01 17740 p3 (GAA)6 18 96016013 96016030 GGTGTTGATCTGACATTGCG GGGAGAGGTCCAGCACATTA 211

Ad01A17742 Aradu.A01 17742 p2 (CA)6 12 96017847 96017858 GCCGGAACCCATTATACCTT CACCATTACCACCACCAACA 179

Ad01A17746 Aradu.A01 17746 p3 (TTA)6 18 96052980 96052997 TTGGCTATTTGATCAATGATGG GCGAATTTGCACTATCCACA 185

Ad01A17747 Aradu.A01 17747 p3 (AAT)6 18 96057307 96057324 TTTTCCCCTCCCTCTCTTTT ATGATGGATAGAACGGCGAC 188

Ad01A17749 Aradu.A01 17749 p3 (TGT)5 15 96062214 96062228 CCATATTTGTTGGGATTCCG CGGACTTGGTAGGTCAGCTC 173

Ad01A17751 Aradu.A01 17751 p3 (TAA)5 15 96065398 96065412 GGTTCAATCACAGACAAAATGG CAGGTGTCATCGACTTCACG 272

Ad01A17753 Aradu.A01 17753 p2 (CT)7 14 96067710 96067723 GCGACTTCAGTTCAATGCAA AGCAAAGGAGTGAGTCGGAA 118

Ad01A17755 Aradu.A01 17755 c (A)10g(A)10 21 96070635 96070655 TTCTAACAAGGGTTGCTCCAG TCCATGCATTTATTTAGAGATCG 209

Ad01A17756 Aradu.A01 17756 c (A)10taatttaggtaacactctcccgcaagctagaattgtgtaaatgcctattattgat(A)1075 96071070 96071144 TGTCGATGGTTTAATGAAGCAG TTGCGGGAGGATGTTACCTA 278

Ad01A17757 Aradu.A01 17757 p2 (TA)7 14 96077270 96077283 TTCCATGCATACAAATTATTGAAA CAATGAGTCCATTGTCGAACTT 252

Ad01A17762 Aradu.A01 17762 p3 (ATA)6 18 96086690 96086707 CTGTCGGACCGTATAAGTGGA CGTGGGGTCTCAATCTCATT 256

Ad01A17765 Aradu.A01 17765 p4 (TTTC)9 36 96094072 96094107 ATGATGATTTGAGGCCGAAG AATAACGGCAAAGGACATCG 216

Ad01A17772 Aradu.A01 17772 c (A)11ttcacataagactaactaaatacagcccacttgaag(A)1158 96108683 96108740 TCGGGACTATGGCTATCTTTTT CCATGTCATCTCCTTCCACA 256

Ad01A17773 Aradu.A01 17773 c (A)10ttttttacaatgaaaaaaga(T)1040 96112370 96112409 ATATAGTGCATGTTTGGGCG AGAAATTTGCCAAACACGTTAAA 100

Ad01A17780 Aradu.A01 17780 c (CCA)6ttatcatcatggttatcatcatc(AGA)556 96135974 96136029 CCAAAATCAACCAGAAGCAGA GTAGTGGTGGTGGTGGGTTC 212

Ad01A17786 Aradu.A01 17786 p2 (TA)10 20 96149995 96150014 CTAACCGACTGCTTTCTGGC TAGCTACGGCAGCATCACAA 278

Ad01A17789 Aradu.A01 17789 p3 (AGA)5 15 96155582 96155596 ATGTTGTGTTGGTCAAAGCG TGCTTCTTGTTCTGCTGCTG 147



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17796 Aradu.A01 17796 p5 (TAAAT)5 25 96199450 96199474 CCCAACCATCACATCAAACA GCCAATATCAAAACTCAGGTCG 276

Ad01A17800 Aradu.A01 17800 p2 (TC)8 16 96204886 96204901 TGTAACTCAAGTCCCCCTCG GAAGGCGAGTTCTATGCTGC 207

Ad01A17801 Aradu.A01 17801 p3 (ATA)6 18 96209835 96209852 CACCAGTAGAAAAGTGGTCAGG TCCAAACATGCAGATTTTCG 265

Ad01A17803 Aradu.A01 17803 c (GAG)6(GAA)5 33 96219887 96219919 GCGGGAGACAAGGAAGTAGA TCAATTTGGTCTCTCGACCC 239

Ad01A17804 Aradu.A01 17804 p2 (TA)6 12 96224983 96224994 AGATATGAATCCGGCAGCAC CCTTTTGGAGTTAGGGCACA 182

Ad01A17806 Aradu.A01 17806 p2 (AT)7 14 96234590 96234603 GGGGTGAACATTTTGCATTC TTCTTTATATCCTATGCACTCTTTTG 250

Ad01A17808 Aradu.A01 17808 p3 (AAG)5 15 96241463 96241477 TTTGGTACGATCATGAGGTGTT TGAATGTAAGTTCATCTTCTTCCAA 199

Ad01A17810 Aradu.A01 17810 c (T)12aaatagtgaaactttagctccacaacctg(T)1051 96249970 96250020 ACCGCCGCTCTTCTAAAAAT GGCGCCTCTCTAATGCTTCT 280

Ad01A17811 Aradu.A01 17811 p2 (AT)6 12 96250401 96250412 TTGCATTTTCGCTCAACTTC AACCGCGACCTCTTTGAGTA 225

Ad01A17812 Aradu.A01 17812 c (A)10tggttcatctaaatcaacgcagttttttgtgttggattgttgg(T)1467 96253008 96253074 AGTAAGGAAGGGGAGGGTGA ATTTTTAGAAGAGCGGCGGT 236

Ad01A17814 Aradu.A01 17814 p2 (CT)7 14 96261582 96261595 CTCTCTCTTCGAAACCCACG GTCCCCAACGGTACAGAGAA 279

Ad01A17815 Aradu.A01 17815 p2 (TA)6 12 96263393 96263404 TCAATTCGATTTATTGTGTTTCA GCCCCCTAAACATTTTCGTT 266

Ad01A17816 Aradu.A01 17816 p2 (TA)6 12 96268978 96268989 CTCCTCAAATATCCACCCGA TTGCTTACTCGTAGGCTTCTCC 251

Ad01A17819 Aradu.A01 17819 c (T)10catttaattaaggatgtaaccttttatttttatttttctgggttaataagttggttgaattggttttggtcactgctggtagaaatg(T)19116 96279379 96279494 AGGCAAAATTTAGGCACCAT GAGGATCAACTGGAAAGAGGG 279

Ad01A17822 Aradu.A01 17822 p2 (AT)10 20 96297619 96297638 GTTGACGACCTTTCCTTTCG TCGATTGCTCACACTCGATAA 170

Ad01A17824 Aradu.A01 17824 p3 (ATT)6 18 96301239 96301256 GCTTCGACCCTCAACTCAAC GGAATGGAGTTCGTTTGGAA 203

Ad01A17826 Aradu.A01 17826 p3 (CTA)5 15 96304863 96304877 CCATCATGGCTTTCTGAACA CCACAAACTTCACCGGAACT 258

Ad01A17827 Aradu.A01 17827 p3 (CTC)6 18 96305195 96305212 CCACTTCCTCCACCAAGAAA TAAAACATGCGCATCCAGAG 243

Ad01A17829 Aradu.A01 17829 c (T)10ctttttg(CTT)532 96313917 96313948 GCTGCCTTGGTGACTGTGTA CCTTTGAGCAAACACGAACA 244

Ad01A17832 Aradu.A01 17832 p2 (CT)23 46 96330262 96330307 GAGGATTTCGAGACAAACGC GTAGCTCCGATTGACAAGCC 215

Ad01A17833 Aradu.A01 17833 p2 (TA)7 14 96337797 96337810 GTGCAAATGCTACATGCCAG CTGACTTCCTTTGTTTCCGC 245

Ad01A17836 Aradu.A01 17836 c (T)11gggacaatttttataaaaaatttatgacttttgctcagtaattatatgatttttaaggttgttctattagtactttaa(T)12101 96342472 96342572 TGCTTTCAAATTGTGTGTCCA TGCGCTTGTCTTCAATTCTT 277

Ad01A17839 Aradu.A01 17839 p2 (AG)7 14 96359435 96359448 GGGTGAACTGGTGAAGTACGA CTGTTTCCCTCACCAGCATT 271

Ad01A17841 Aradu.A01 17841 p3 (TTA)5 15 96361140 96361154 GCATTTGCAAGTTCCAAGAGA CAAACCTTAACTTCAAAAGAACCAA 260

Ad01A17843 Aradu.A01 17843 p3 (TAT)5 15 96365658 96365672 TTCATTGCTCTTGTCGGTTG TTCCCCAAATGGAATTTGAA 153

Ad01A17844 Aradu.A01 17844 c (TA)6cacacacttacatcgaattaaattatctatattgcataatacgttgtcttggattactaccttttctttctaataattttggt(A)10105 96366307 96366411 AGGTTTGTGTTCTCCTTTCCTT CGCTTTACCAGCTTTTACCG 265

Ad01A17846 Aradu.A01 17846 p3 (AGA)5 15 96370955 96370969 TTGAAGGTCCATGATACGCA TTGTAGTAACGTGCAAGGCG 266

Ad01A17850 Aradu.A01 17850 p2 (AT)6 12 96372072 96372083 AAGGGTTTGATCCTTTTGGG AACGGAATTATCCGCTGTTG 108

Ad01A17851 Aradu.A01 17851 p2 (TA)6 12 96372195 96372206 TCATAGCTCGTTGGAAACAAGT CCACGTGTTTCTGTGAATGTC 280

Ad01A17853 Aradu.A01 17853 p2 (CT)10 20 96374655 96374674 TCACCACCCACCACTCACTA AGAGAGAAAAGGGCAAAGGC 135

Ad01A17855 Aradu.A01 17855 p2 (TA)7 14 96382264 96382277 GAGACCGTAGGTCCTTTCCC TCAAAATTTTTCGGGTACCAA 230

Ad01A17856 Aradu.A01 17856 p3 (CTT)5 15 96383310 96383324 GAGTGTGCAAAGATTGCGAA TCCCTTCAATGCAATCACAA 210

Ad01A17859 Aradu.A01 17859 p3 (CAC)5 15 96420742 96420756 TGTAGGGGACCCACTCTCAC ACCAACACTTTTCTGCGCTT 198

Ad01A17860 Aradu.A01 17860 p3 (CAC)5 15 96420874 96420888 AAGCGCAGAAAAGTGTTGGT TTCCTGCACAGAAAGCATTG 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A17861 Aradu.A01 17861 p3 (TCT)5 15 96421338 96421352 TTCTGTAGCGTGGATTGCAG AGGAGGTCTGTTTGTGGTGG 144

Ad01A17862 Aradu.A01 17862 p2 (CT)8 16 96425168 96425183 TTCAAAGCGTGAACCCTCTC AGATGGCGATGGTAGCAAAC 207

Ad01A17865 Aradu.A01 17865 p3 (TTC)6 18 96428930 96428947 CTCATCACCGCTACCACCTT AAGGGAAGACATGGATGCTG 219

Ad01A17866 Aradu.A01 17866 c (CCA)6ctacaaccagcaccaaaaccaccaccagaaccaccaccaacaccat(CAC)6caag(ACACCA)5116 96432042 96432157 ACCCTCACCACTACCAGCAC AAGTGGTTTTGCTGTTTTTGC 277

Ad01A17868 Aradu.A01 17868 p3 (ATA)6 18 96436025 96436042 TCATGCAACTAACGCTCTGG ACCAGAAGACATCGGACGTT 202

Ad01A17869 Aradu.A01 17869 p2 (AG)18 36 96439566 96439601 TTGCACTTCTCAAATGCCTG ATCAAGAGTGCCGATATGCC 158

Ad01A17871 Aradu.A01 17871 p3 (TTA)5 15 96448364 96448378 TGCTTGCAGTTATAGTGTTGGG GCTGACAGGTTGCTGACTGA 232

Ad01A17874 Aradu.A01 17874 p2 (TC)7 14 96463305 96463318 ACGCACAAAGGAGATCGAAT AATTGGGGATTCAAGGGAAC 274

Ad01A17875 Aradu.A01 17875 p2 (AG)6 12 96465516 96465527 GGAACTTCTCATGGATCGGA CACGGGTTTGTCTTGGGTAT 253

Ad01A17876 Aradu.A01 17876 p2 (TC)6 12 96465968 96465979 GAGGGCTCTCCCATTGTAAA GGAACTTCTCATGGATCGGA 216

Ad01A17877 Aradu.A01 17877 p2 (AG)6 12 96491525 96491536 GGAACTTCTCATGGATCGGA GAGGGCTCTCCCATTGTAAA 216

Ad01A17878 Aradu.A01 17878 p2 (TC)6 12 96492121 96492132 GGGCCAATTGTTTATTCAGC GCAGGATCCTCAAGAACGAG 250

Ad01A17880 Aradu.A01 17880 p3 (TAA)6 18 96497728 96497745 CTTCAGGGGCTACATTGAGG TGGGTTGGCAAGCTAAACTC 243

Ad01A17881 Aradu.A01 17881 p2 (AT)8 16 96498858 96498873 CGGCTATTAAATATCAATTTCACG TTTTTAGAAACTCTTGAGTGCCA 268

Ad01A17883 Aradu.A01 17883 c (A)11gaatttctaagcagaagaataaaacttatgcagaaggaattaaaagtgttattttttattttcattgtttgtacactagagtaggag(TA)6110 96500592 96500701 CACGCAGATAAGACTTGGCA CAAATAATTCTGTTATGAGGAGTAGGG 200

Ad01A17890 Aradu.A01 17890 p5 (GAATA)5 25 96536579 96536603 TTGTGCAATCATTATGTAATAGGAA TGTGTTAATGTGGAGAAGACTTTGA 210

Ad01A17891 Aradu.A01 17891 p3 (AAG)6 18 96536916 96536933 CTTCTTTCCCTCTCCCCATC CTGGGAGTGAAATCGTGGAT 264

Ad01A17894 Aradu.A01 17894 p3 (ATT)10 30 96544169 96544198 TCGTCCGAGTTGAATTCCTT CACCGCACATTACACAGGTC 253

Ad01A17896 Aradu.A01 17896 p2 (AG)7 14 96551499 96551512 AAAAGTGGCCCTTCGAATTT AAAAGGAGAGACGGGTGAGG 228

Ad01A17897 Aradu.A01 17897 p2 (TC)21 42 96553762 96553803 ATTGCTTTTGCTTGAAGCGT TGAAAAACGCATTGTTTGGA 165

Ad01A17899 Aradu.A01 17899 c (A)11caaacttacttaca(T)1237 96555367 96555403 TGTGATTGTTGATGGCAATG CCATTTTTGCCAATTCGTTT 212

Ad01A17907 Aradu.A01 17907 c (TCT)5tca(TTC)6 36 96583831 96583866 AAGCGTGCACCAATCTCTCT TGCTCAATGGAAATGGGAAT 268

Ad01A17909 Aradu.A01 17909 c (A)12taaataaattcccaaataaatcactttcacttgaagcctgaacagat(A)1069 96585658 96585726 TGCAAGCATATAAATCCCCA GTTGGCGACAACAACCTACC 239

Ad01A17910 Aradu.A01 17910 p3 (ATG)13 39 96586459 96586497 TTGCTGAAGCTCAAGATGACA TCTAAGGGGCTTCCCTCATT 256

Ad01A17913 Aradu.A01 17913 c (CT)10cgctactcgtatacatatagaaccataatagtaacaattaataataacagtaataaaataatcctcatcaattacaaaaatatattt(A)10117 96596692 96596808 CAATACGCATAGATGCAAACAG AGGCGTTGAGAGAGTGGTGT 245

Ad01A17917 Aradu.A01 17917 p2 (CT)7 14 96608771 96608784 CGGCAGAAGATCCAATCTGT ATCCTCCGTTTTTGACATGG 187

Ad01A17920 Aradu.A01 17920 c (T)10gtcattctttttcagaattcacttgtcagccttaaaagtttgttttcataaaattacagaatgcgtaaaatattgttagggatcgattttc(T)12113 96622769 96622881 GCGAGAGTGAATCTTGAAAAA ATCTTCCGCCGATCAAACTT 280

Ad01A17921 Aradu.A01 17921 p2 (TA)9 18 96624708 96624725 TTAAAATCTTGACGTGGGGG GGTTCATTGTTGCCGAACAT 218

Ad01A17922 Aradu.A01 17922 p3 (CTT)5 15 96626004 96626018 ATGGATTGTGATGCCACCTT TGGATTTCTCCTTCAATGGC 185

Ad01A17923 Aradu.A01 17923 c (T)13ggctggtattagtcaatcttaaatcttaaattttaattcaaaattttaaattt(A)1076 96630044 96630119 TCCAACAAGGGAAAAAGATCC AAATGGATCCCTCCACTTCC 253

Ad01A17925 Aradu.A01 17925 c (A)12gagaaagtatgaaaaaag(A)1040 96638380 96638419 ACGAGGAGAAACACGACGAT CATGACGGCTCTTTCCAAAT 176

Ad01A17926 Aradu.A01 17926 p3 (TCT)5 15 96638715 96638729 CACTCACTCACACACACCCC GGTGATTCCCGAAGAGTGAA 167

Ad01A17928 Aradu.A01 17928 p2 (TA)7 14 96642876 96642889 GCTTTGCTTTACCCTGTTGC TTTTGGATGGAAAATGGAGG 144

Ad01A17929 Aradu.A01 17929 p3 (CAC)6 18 96643534 96643551 CTGAATCCCCTTCACCTTCA AGAAGACCAGCGAGTCCAAA 144
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Ad01A17933 Aradu.A01 17933 p3 (TCC)5 15 96647870 96647884 CGTTCTTCGTTATCGTCATCA AATTGAACCACACCTCAGCC 230

Ad01A17934 Aradu.A01 17934 p3 (GAA)6 18 96649106 96649123 GGAGAAATAAAATGCAGCAACA AGCGCGAAATGAGAATCTGT 205

Ad01A17935 Aradu.A01 17935 p3 (AAT)11 33 96649486 96649518 GAGTTGTTTTTGTTGAGTTTGAGC TTGAACTTGGTCTACATATATGACATT 255

Ad01A17941 Aradu.A01 17941 p3 (CTT)17 51 96675996 96676046 GCCGTCGAGGGTATATTTGA TCTAAGTCTAAATTCACGCAAAAA 278

Ad01A17942 Aradu.A01 17942 p3 (TCT)6 18 96683035 96683052 CACCTCATTGCTTGTGCTGT CGCACACACTGTGATGAGAA 199

Ad01A17944 Aradu.A01 17944 p2 (TA)7 14 96685927 96685940 ATCGGATCGGATCGAAGTAT CGCAGATCCGCACAATAATA 273

Ad01A17946 Aradu.A01 17946 p2 (AT)7 14 96691526 96691539 TCCAGCCCTTTTCTTCTCTG GACAAATTCATTTGACCGAAAA 185

Ad01A17949 Aradu.A01 17949 p2 (AT)12 24 96694574 96694597 ACGGAAGCTACGTGATGGAG GCCAAAAAGCAATTCCAAAA 258

Ad01A17951 Aradu.A01 17951 p2 (CT)6 12 96698945 96698956 TTGCAATTAGTTACATCAACACACA TTGGAGTCGCTGTCAAGATG 164

Ad01A17954 Aradu.A01 17954 p2 (TA)7 14 96704984 96704997 GAGTTCATGGCGGGTAGGTA CTAATTGGACCGTCCGTGTT 272

Ad01A17956 Aradu.A01 17956 p3 (TTC)8 24 96708489 96708512 CAAACCAGCAATTCATTAGCC GGAAGAGATGATGGCGATGT 224

Ad01A17958 Aradu.A01 17958 p3 (ATA)16 48 96710805 96710852 TCTTTTGTGCAAGAAAGTTCG TGCAGCAATAACAGCAACAA 220

Ad01A17964 Aradu.A01 17964 p3 (TTA)5 15 96729224 96729238 TCCCTGATCCTCTTGAGTTTTT TTTACGCCTTCAAGGAAACA 146

Ad01A17967 Aradu.A01 17967 p3 (ATT)5 15 96742126 96742140 TTAACATACTCGCATACAAGACTGA TTTAGGGTGGTTGCGGTAAA 274

Ad01A17969 Aradu.A01 17969 p3 (TAA)6 18 96743617 96743634 TGGTGTGTGCCATTAGTTTGA TTTTCACAAAGAGGCTAATTTGG 280

Ad01A17972 Aradu.A01 17972 p2 (TC)11 22 96750495 96750516 CAAATAAGGCGGCAAATTGT GCAAAATCGGAACGGTAAAA 193

Ad01A17976 Aradu.A01 17976 p3 (TAT)8 24 96760835 96760858 TGAAGAAACGAAGCTGCAAA TGTTAACGCAGGTACCACCA 249

Ad01A17977 Aradu.A01 17977 p3 (CTT)6 18 96761005 96761022 ACGAAGTCGTGCACACAAAG GTGCATATCAATCAGCGTGC 182

Ad01A17978 Aradu.A01 17978 p4 (AAAT)5 20 96762613 96762632 CCCTTACATGTAGCGCGTTT CATCTCCCGATCGTATTCGT 184

Ad01A17981 Aradu.A01 17981 p3 (AAT)5 15 96765068 96765082 AAAAGTCACATGGTTGAACGC TGCTTCTTTTTATTAGGGACGC 125

Ad01A17988 Aradu.A01 17988 c (T)11gcattttgcaataatgtatgtgcatgcatgctccatcatc(ATT)566 96785427 96785492 TCCAATCTTGTTCGCCTAGC TCGGTTCAAATTATTACACAGATAA 229

Ad01A17994 Aradu.A01 17994 p3 (TGA)5 15 96789832 96789846 CCTCTCTTGGCTTCGATGATT GGTATGGCATTTCAGAATTGAAG 276

Ad01A17995 Aradu.A01 17995 p5 (AATTG)5 25 96791559 96791583 AATCGAATTGAACGGAATGC TACTCACGGTGAACCGAAAA 196

Ad01A17996 Aradu.A01 17996 p3 (AAG)5 15 96792141 96792155 AACGCGAAGAAGAAGGTGAA TGGCCAGCATATAATCAGCA 232

Ad01A18000 Aradu.A01 18000 p2 (AC)7 14 96809162 96809175 CCGAATAGAAAGGGCACAAA GTTGTCGGTGCAAAGTGCTA 267

Ad01A18004 Aradu.A01 18004 c (CT)6catgcggtctcttcgggaatggcacaaacagcgatgcgatcgcgagctgggaggtctccttttccctcccgcactctatcttctctgatc(CT)6114 96816384 96816497 GACTCTTTCTCTTCGCGGTG ACACACTCCACACAAAAGCG 239

Ad01A18005 Aradu.A01 18005 c (GTT)5aaattgttgtacaaagaaaaaaagtggtgattattattaaattattgttgttctggtg(A)1083 96817750 96817832 TGCTATTTTCTTCCCTTGCG CCACCTAGCCACTACCTCCA 271

Ad01A18008 Aradu.A01 18008 p3 (TTC)9 27 96821610 96821636 GCAAAAGATGAGGAGGAGAAA TTTGAAAGATGATGAACTTACATTTG 242

Ad01A18009 Aradu.A01 18009 p3 (AAG)6 18 96821830 96821847 TGCTGCATTTTTCTTCTTCTTC TTCTTCCTCCTTCTCATCTTCTG 271

Ad01A18010 Aradu.A01 18010 p3 (GAT)5 15 96822216 96822230 GAATGTAAGTTCATCCTCTTCCAAA CCTCCTCATTTTCTGCTGCT 220

Ad01A18011 Aradu.A01 18011 p2 (TA)6 12 96823895 96823906 TTTTTGACGGTTACAATTTTTATCA GGGTGAGAGACTAATTTGGAAGAA 261

Ad01A18013 Aradu.A01 18013 p3 (TCA)8 24 96826092 96826115 GTGTGCTCCGTTCCGTTAAT CGGGAGCATGAGAGAAAGAG 191

Ad01A18021 Aradu.A01 18021 c (ATT)5caaaattttttttatttaataaaaacataataagcatcaatgcattaataagtactaatttatttattaatccatttttataaacta(AAT)9129 96857225 96857353 TTTCTTTTGGGTTTAGCTATGACA AGATATTTTTAATCTTGACTAACCACG 206

Ad01A18023 Aradu.A01 18023 p2 (TC)9 18 96858762 96858779 TATTTGGCGAGAATGCTCCT TGTAGAAGCTCGGACCACCT 156
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Ad01A18024 Aradu.A01 18024 p2 (TG)9 18 96858986 96859003 AGGTGGTCCGAGCTTCTACA CTCTATGCGGAAGGTTTTGC 269

Ad01A18027 Aradu.A01 18027 c (C)10aaa(AC)6 25 96869505 96869529 GGGAGAAAGGAACACATCCA TCACCAGATAGCAAACGATCC 224

Ad01A18037 Aradu.A01 18037 p2 (TC)12 24 96899490 96899513 GGCGCGTACATAGATAACCAA TCCCCTCTCTCACACACACA 277

Ad01A18041 Aradu.A01 18041 p3 (TAT)9 27 96905215 96905241 GCAGCTGCATATTTTGTTTTG TGGAAGAGCGAATAGAGCTGA 196

Ad01A18042 Aradu.A01 18042 p3 (TGA)9 27 96905898 96905924 ATCCATGCATCCTCCTCCTT GGTTCTCATCATGGGATTGG 113

Ad01A18043 Aradu.A01 18043 p3 (ATG)5 15 96906638 96906652 CTCAGCAGCATATCTTCCCC CCCACATTTTCTGAAGCCAT 255

Ad01A18044 Aradu.A01 18044 p3 (AAT)5 15 96907380 96907394 TGCAACAGTCACTTTCTCCCT CATGATTGTTTAATCATATCCAATTTT 251

Ad01A18049 Aradu.A01 18049 c (T)11caataaaaataaataatatacaaattttttgtccttttgaaatac(T)1066 96920040 96920105 TTGCTTTGGTCAAAGTGGTATG TGTTGTGATAAACTGAAACACTAATTT 246

Ad01A18050 Aradu.A01 18050 p2 (TA)8 16 96922766 96922781 AGAGTTGGCAGAAATTGACGA CGCATTTCACCTTGAGTTAGC 124

Ad01A18052 Aradu.A01 18052 p3 (TAA)6 18 96933935 96933952 AACTCCCATTCAGCAGTCTCT TCGATGATGAGGAGTTTAAAAGG 277

Ad01A18054 Aradu.A01 18054 c (A)10ctgaaaatagaagagacgaagattatgaggagagaaaaataaaaggataaaagaataagagagaattaggattgg(GA)799 96939605 96939703 AGATGATTCGCCTCCCTTTT ACACTAGTTCGTCGCCCAGT 210

Ad01A18055 Aradu.A01 18055 p3 (GTT)22 66 96945373 96945438 TTTTTCTGGGCTGGTGTTGT TTTGCTATTTAATGTAGCAGCCC 266

Ad01A18060 Aradu.A01 18060 p2 (CT)6 12 96957862 96957873 CCCAAAATTCCCTTTCCAAC GAGAGGGTGGTGGAATTGAG 261

Ad01A18061 Aradu.A01 18061 p5 (AATTG)6 30 96965720 96965749 CATTTAAGGGTTTGCCGCTA GAGTTGGGCCCACAATCTAA 195

Ad01A18063 Aradu.A01 18063 c (A)11tagaagaggaattatgtcagaattatgaatcttctaaatgataaataattgtaaaacctcactattactcag(TA)695 96967979 96968073 TTTGATCTTGCTTTTATTTTCCAA AAAGGTTAGGCATTATTTTCACC 280

Ad01A18064 Aradu.A01 18064 p3 (CTC)6 18 96970962 96970979 AGATGGCGAAGACAAATGCT AGCCGAAGAAGAAATCACGA 161

Ad01A18067 Aradu.A01 18067 p5 (AATTG)5 25 96985316 96985340 CATCCTGGCTCAAGACACCT TATCGAGGGGCATTCTTGTC 280

Ad01A18068 Aradu.A01 18068 p3 (AAG)6 18 96990268 96990285 ATCTTGTTCCCAACCACAGC TGCAGGGGATAAACCAACTC 156

Ad01A18072 Aradu.A01 18072 c (CT)6(AT)7 26 96994806 96994831 CATAGGCTGCAAACTCCATGT GGTGCTCTTTGGGTTTGAAT 273

Ad01A18080 Aradu.A01 18080 p3 (ATA)11 33 97003814 97003846 TTTTTGGTTGGCGAAGTACA GTGCTTTGAGAGGGTTTTGG 216

Ad01A18081 Aradu.A01 18081 p3 (AAG)5 15 97004679 97004693 CCTAGCATTTCATTTTTCCGA CGGATAATCCAATAATTCAACCA 272

Ad01A18082 Aradu.A01 18082 c (GT)18(GA)12 60 97006339 97006398 AACGCGTTATCTATGGCTGC ATCCGCGGGAATTATCTTTT 222

Ad01A18086 Aradu.A01 18086 p3 (TTA)7 21 97016185 97016205 TGCAGTAACAGGAGCAGGAA AACAAGAGCAAGGAAGGTGG 192

Ad01A18087 Aradu.A01 18087 p3 (TCT)5 15 97027684 97027698 TCCATTCTTTGGGCAAGTTC GAAGGGATGATTAGGCAGCA 208

Ad01A18088 Aradu.A01 18088 p2 (CT)6 12 97029241 97029252 TTTCGTGCACCAAGTTTTTG CTTACAGCCAGCCAGGATTC 266

Ad01A18092 Aradu.A01 18092 p2 (TC)11 22 97054926 97054947 GGACGGTCCGATTTCAGTAA GAGACGAGAATGATCGGGAA 250

Ad01A18093 Aradu.A01 18093 c (ATT)5aattaacttaattaatgtatattatcattaccgtcc(ATT)1699 97055435 97055533 TCCTTGTAAAGCTTGTACGAATAGTT CAATTCTCCACGGTACGGTAA 256

Ad01A18094 Aradu.A01 18094 p3 (ATT)13 39 97055657 97055695 CCGTACCGTGGAGAATTGTAA AACTACCTGCATACATACATTGTAAAC 244

Ad01A18095 Aradu.A01 18095 p3 (GAA)5 15 97059174 97059188 CCAATGACAACGTGAATGGA AGATTGTACCCAGAACCCCC 268

Ad01A18096 Aradu.A01 18096 p2 (TC)8 16 97061359 97061374 CCATTTGCCATTTTCCTTTG GAGGGATGGACATGGAAGAA 210

Ad01A18107 Aradu.A01 18107 p2 (GA)6 12 97089963 97089974 TCACCAAGGGAGGAGAGAGA ACAGTGGCAAGTTCGATGGT 136

Ad01A18111 Aradu.A01 18111 p4 (AAGA)5 20 97134172 97134191 GGCACGAGCTTTGTTTCTTC CAACCACCCGAACTCAGATT 164

Ad01A18112 Aradu.A01 18112 c (GAA)9ttgaagaggatggtgtgatgtgtgtgc(AG)1176 97134454 97134529 AACCGTACGTGGAAATGGAA AACAACTCACCACCACACCA 245

Ad01A18114 Aradu.A01 18114 p2 (AT)7 14 97136150 97136163 AACGCTTTGTCAATTGTCCC AACGTAAAGATGCATTGGTGA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A18118 Aradu.A01 18118 c (T)10atcgtcgttcttttattgctactactgttattgcattttttttcttttgcttatcctatttctgataattttacagcattatg(T)10103 97140785 97140887 GTCTTCTTTTTCGCGTTCTTT CCTCATCCTCTTCTTCTTCACC 264

Ad01A18119 Aradu.A01 18119 p3 (TCA)6 18 97141453 97141470 GGTTTAGCCATTTCGATGTCA GTCGGAAAATCCAACGAAAA 180

Ad01A18120 Aradu.A01 18120 p2 (TC)7 14 97154170 97154183 TTCGAATACATTCTCTCTCTCATCTC CAGGTTCAGGATCAGCTTCA 273

Ad01A18122 Aradu.A01 18122 c (A)11tcaacttcatattcttcaaaaacacaccaacttttcatatccaaacataaaaaatatcccaaattcgtaac(A)1092 97167313 97167404 CATTGCTCAAATCTGACCCT CGGTCTTAGAGGTGCGAACT 263

Ad01A18123 Aradu.A01 18123 p2 (TC)9 18 97167566 97167583 CCTTCATTTCTTCGCCAAAC AAAACCTGATCGGACACTGC 152

Ad01A18125 Aradu.A01 18125 p2 (GA)6 12 97173261 97173272 ATGGGAATGGATCCTCTCAA CCATTGGATCAACATCCTCC 237

Ad01A18126 Aradu.A01 18126 p4 (TAAA)5 20 97173467 97173486 GGGTAAGGTTCGGCCATTAT GGCATTTTTACACGCCACTT 275

Ad01A18127 Aradu.A01 18127 p3 (ATT)20 60 97174361 97174420 GATCTTGTACGGGGTTGTGC GCAAGGAAAAATACAATCCCA 183

Ad01A18128 Aradu.A01 18128 p2 (CT)10 20 97176048 97176067 AAGGCCACCGGATAAAGAAT CAAAATTCATGAGTGCGTGC 170

Ad01A18130 Aradu.A01 18130 p2 (AG)8 16 97177891 97177906 CTCCTCTGCCCTTGCACTAC TAGAAATGGCAAAGGGTTGG 277

Ad01A18134 Aradu.A01 18134 c (TAA)13ttaataataatgata(ATT)569 97196842 97196910 GAGAGAACCGTTGCAAAAGC TGGATCAATGCGACCTGTTA 244

Ad01A18138 Aradu.A01 18138 p2 (CT)12 24 97208900 97208923 TCCCTGTAGGACCTGCTGTC TGCAATAGGTTGGGGTTAGG 258

Ad01A18140 Aradu.A01 18140 c (ACA)5(ATA)5 30 97217781 97217810 CTCTCAATCACTGGGGTGGT TGTGCTGAGCAGAACCATTC 263

Ad01A18141 Aradu.A01 18141 p2 (AT)6 12 97217988 97217999 TAATGGGCTTCAGGATTTGC TCCCACCTGCCAAAATAATC 272

Ad01A18142 Aradu.A01 18142 p2 (AT)6 12 97220035 97220046 GGCTGCTTCATCACTGGAAT AACAAGCAGAGGCAAAAGGA 279

Ad01A18143 Aradu.A01 18143 p3 (TTC)7 21 97233737 97233757 ACTCACTGCGGGTTTAGACG ACCATTGCTACGCGGAATAC 150

Ad01A18147 Aradu.A01 18147 p3 (AAG)5 15 97238123 97238137 TTGAACCACATTTCAGCCAC TTCACGCGCTTTGTATTGTT 266

Ad01A18150 Aradu.A01 18150 p3 (AGA)5 15 97249128 97249142 GTATGGCAAAAGAAGACGGC TGGAAAAGGCGATCATATCC 166

Ad01A18151 Aradu.A01 18151 p3 (CTT)6 18 97273290 97273307 ACAGGAATTCATCCAAAGGA TCATCGTGTTTCTCCTCGTTC 280

Ad01A18152 Aradu.A01 18152 p3 (GAA)21 63 97273445 97273507 CGAGGAGAAACACGATGATG TTTTTCTTTTTCCGTGCCTC 124

Ad01A18156 Aradu.A01 18156 p3 (ATC)5 15 97291337 97291351 TTGAAGTTAGGTAGGCAATGTTT TGGCAAGTTGTTAGTTAACGG 115

Ad01A18162 Aradu.A01 18162 p2 (AT)21 42 97330859 97330900 TCTGACTCAACTTCATGTGAAAA TTCCTTTTGGACTTGGCTTT 273

Ad01A18163 Aradu.A01 18163 p2 (CT)6 12 97331716 97331727 GTCGTCGTACCGGAGAACAT CGACGGAATTGACAGACCTT 107

Ad01A18164 Aradu.A01 18164 p3 (TTG)5 15 97332537 97332551 GCAGTGGAGGTGTGATGGTT GCTCTCCCTCATCATTTACCC 109

Ad01A18165 Aradu.A01 18165 p2 (AC)8 16 97334844 97334859 TGGGAATACCGTTTGGGTAA GGAAGGTGGGTCTGCTCATA 241

Ad01A18166 Aradu.A01 18166 p3 (AAT)16 48 97338637 97338684 AACAAAAACGGTTCAATGCC GGACCGGTTTTCTTTCAGTG 252

Ad01A18167 Aradu.A01 18167 p2 (AT)8 16 97339277 97339292 TACCTCACCCCGACGAATAG ACTTTTCCATTGATGCTCCG 214

Ad01A18170 Aradu.A01 18170 p3 (AAG)7 21 97352201 97352221 TGAGAAGGTAAAACAAAAAGGAAAA ATTTGGAGCAAATTTGGGTG 212

Ad01A18177 Aradu.A01 18177 p3 (TAA)13 39 97389631 97389669 TTACCGTCCGGAGCCTAAAT GCTGGTTTGGGTTGAACG 280

Ad01A18178 Aradu.A01 18178 p3 (AAT)5 15 97389860 97389874 AGAACGTTCAACCCAAACCA CAACCATTCTGATTATGTAAGCTTTT 218

Ad01A18180 Aradu.A01 18180 c (AT)7tcccagcagctgctaaaccaggggcttgtctagtgggtttgaactttgaccccggccgtttttttccataaaaataaccaa(T)10105 97396134 97396238 AAACAAATTGCAATGGGGAA GGGGGCATGTTAGCAATTAG 268

Ad01A18182 Aradu.A01 18182 p3 (TGA)9 27 97408316 97408342 TGTCCACGTATTGCAGGGTA AGCACACCAGATGTTTGCAG 191

Ad01A18183 Aradu.A01 18183 p2 (AT)10 20 97409319 97409338 GAGACTGATCCGTCCATGTTT GAGACGGACCAAGAAAGGGT 273

Ad01A18184 Aradu.A01 18184 p4 (ATAA)5 20 97411153 97411172 CCAAAAATCAACCTTGCCAT GCACATCAGGTTGTTTGCAC 270
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Ad01A18188 Aradu.A01 18188 p3 (ATA)6 18 97439493 97439510 ATGTTTGGTTTCAGCCGTTC CGGGTTTGGAGGGTTTTTAT 190

Ad01A18190 Aradu.A01 18190 p2 (GA)7 14 97440262 97440275 CCGCCATAAAGTAGGACGAA ACGTATGGCCGTCTAACGAG 228

Ad01A18191 Aradu.A01 18191 c (CT)7t(TC)14 43 97441639 97441681 CCCTTCTCTCCACCACTACC ATGGTGTCGTCCTCTTCAGG 184

Ad01A18192 Aradu.A01 18192 p3 (TAG)5 15 97442211 97442225 AACTCATCCATGCCCTTCAC TGGTGTACCCCAAACCCTAA 270

Ad01A18194 Aradu.A01 18194 p3 (ATT)5 15 97457134 97457148 GATGTATTTGTGGTGCTGCAA TTTCCATCATGCAATAGCCA 266

Ad01A18195 Aradu.A01 18195 c (AAT)5ta(ATT)6 35 97457469 97457503 TGCCCAGAATGTCATCCATA CACGCCTGATTCCTTTTGAT 122

Ad01A18197 Aradu.A01 18197 p3 (CTT)6 18 97459931 97459948 TGCGCTAGGCCATGATAAAT CAAAAATATCTTCTTGAATGCTGC 240

Ad01A18198 Aradu.A01 18198 p3 (TCT)5 15 97460261 97460275 AAAATTTTTCCTCTTTTCCTTCTCA TCCTCTTCCTAATAATTTTGCAGC 181

Ad01A18199 Aradu.A01 18199 p3 (AAT)5 15 97462198 97462212 AATTCCCGTTTACAGACCGA GGATGTGGCATCCAGGTTAG 276

Ad01A18201 Aradu.A01 18201 c (ACC)6actgacgcacacacaaaatacaagcaagtaatttaatttcgag(A)1071 97472264 97472334 GCGTCGAGGTTGTTGAGAAT CCTCAAACATTTAGGCCACTT 221

Ad01A18203 Aradu.A01 18203 c (T)11ggggggggtggggg(GA)1147 97477908 97477954 TTCGTCCTCTCAACATGGCT AGTATGCCATGAAACTCCGC 164

Ad01A18211 Aradu.A01 18211 p2 (GA)8 16 97494486 97494501 TTTTCAGTAGAAAATGGAGCGA TGATCATGAATGTCAGTCCCA 198

Ad01A18215 Aradu.A01 18215 p5 (ATTGA)6 30 97504275 97504304 TGCTAAATTCTAGACGCAGGTG TCAAATTCGAACAACTATCTGCAT 228

Ad01A18218 Aradu.A01 18218 p3 (GAG)6 18 97524103 97524120 CTTGCGCTTCTTGGGATTAG AAAGCTAAGTCTTGCGCTCG 162

Ad01A18220 Aradu.A01 18220 p3 (AGA)5 15 97552922 97552936 TTTTTCGTCCCCAACCTTTT AGAGGCAAAAGTGGATCGTG 237

Ad01A18222 Aradu.A01 18222 p2 (CT)6 12 97557420 97557431 TAGCCACCACCTTCTCCATC AGGAGTGGAGCAACGATGAC 190

Ad01A18224 Aradu.A01 18224 p2 (TA)7 14 97560575 97560588 AACAAATGCAATTCTCTCTCTCTTT AAAATGGGCATCCACGTAAG 278

Ad01A18225 Aradu.A01 18225 c (TA)6cattacaacatataatattat(TA)645 97561004 97561048 CAAAAGCAAATGCTATTCTATCTCTC TCTCGTGCTGATAACGTGTTG 258

Ad01A18226 Aradu.A01 18226 p2 (TA)6 12 97565751 97565762 AACAAATGCAATTCTCTCTCTCTTT CCGTTGCCGGAGAAGTATAA 158

Ad01A18230 Aradu.A01 18230 p3 (TTC)7 21 97611148 97611168 TGTAACCGTGCATCTCTTGC TTGCATGTTGGGCTTAATGA 264

Ad01A18232 Aradu.A01 18232 p3 (AGG)5 15 97616156 97616170 GAAAAAGAGGAGGAGGAGGG TTGCCTGTGCTTAATGCTTG 255

Ad01A18234 Aradu.A01 18234 p3 (AAG)6 18 97624245 97624262 TGTTGTTGCGTTTTGTTTTTG TGGTGCATTTGGTCTCGTTA 267

Ad01A18235 Aradu.A01 18235 p2 (TG)6 12 97641273 97641284 AGAATCGCGTCTACGGTTGT TTTTTGCGTTCACGATTTTA 211

Ad01A18236 Aradu.A01 18236 p2 (TG)6 12 97641435 97641446 TAAAATCGTGAACGCAAAAA TGCGTTTTACCTTTCGTTTG 220

Ad01A18237 Aradu.A01 18237 p2 (AT)11 22 97641584 97641605 CAAACGAAAGGTAAAACGCA TGGTCTTGAAAGTCTTCCTCG 138

Ad01A18242 Aradu.A01 18242 p2 (TA)8 16 97654137 97654152 TCTAAACTAAGCTCCGTCCTTGA TCATCAAGCAATTGAAAAATGAT 131

Ad01A18247 Aradu.A01 18247 p3 (TGA)6 18 97669316 97669333 CAGCAGAAAAAGGGACCAAC TCCCAGAGGTAGATGGAGGA 100

Ad01A18252 Aradu.A01 18252 p3 (TAA)7 21 97678913 97678933 TCATGGATCAAATTTAAGGCG GTTTACGTTTGTCCTGGCCT 275

Ad01A18254 Aradu.A01 18254 p3 (GAG)5 15 97684257 97684271 TGGATTTGGAAGAGGAGGAA TGAATAAAACGCTGTATCTAAACAAAA 187

Ad01A18255 Aradu.A01 18255 p2 (TA)8 16 97687979 97687994 TTGCAGGTCAAACGAAACTCT AAGGACATTAATAATCCGGAAAGA 229

Ad01A18260 Aradu.A01 18260 p2 (AG)6 12 97717580 97717591 GAAATGCTTGGAATTTCGGA CACCATAGAGCCTTCTTCAGC 198

Ad01A18261 Aradu.A01 18261 c (T)11agaatgaaaatgtcctatccaaagcacc(T)1049 97728942 97728990 TTTGGACATTAAATCCTTAAAAGTG TAAAGGACCCGCAATGAAAG 181

Ad01A18264 Aradu.A01 18264 p3 (TAA)17 51 97735906 97735956 TCCTTGCCCAGTTTGTAACC GAAAATGTGACGGGTGTGAA 217

Ad01A18269 Aradu.A01 18269 p2 (TA)6 12 97739756 97739767 TGTGTCAAAATGGTCGAAGTT GGAAGACGAGAGGAGAAGAAGA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A18270 Aradu.A01 18270 p2 (AT)6 12 97743916 97743927 TTCAAACTTTCCAATCACGAGTT AATACAAACATCGGCGATCC 241

Ad01A18272 Aradu.A01 18272 p4 (CATT)5 20 97768094 97768113 TTGCTGACACTATTCAGGCG ATCAACCTTATGATTATTTTTGGAA 187

Ad01A18273 Aradu.A01 18273 p3 (TTA)5 15 97772223 97772237 CCAAAACAAAATTACGCCCA TGTCCCATTTCATCGTTTGA 264

Ad01A18277 Aradu.A01 18277 p3 (AGA)5 15 97786689 97786703 CAGAAGTGGAAGCTTTTGCC CTCCTACATAGCCGAACCCA 212

Ad01A18279 Aradu.A01 18279 p6 (AAATAA)5 30 97807251 97807280 ATGATGGAGCAAGGGAGATG TTCTCTCTCCTCATCTTTTTCG 200

Ad01A18280 Aradu.A01 18280 c (T)10atcttaaaaggataagatttgaaaaattttgaaattgaaatctgaattttaaaaaaaaatttcgaaaaagtagcttaaaaatagttagaaaag(AT)10123 97807561 97807683 TGAGTTGAAAAGATTTTAAGAAGGAA TTTCGAAAACAAGGAGCATT 268

Ad01A18284 Aradu.A01 18284 c (T)10c(T)10 21 97868165 97868185 TCCCCAATTAGAGGTGTCCA TGAAGCAAGAAAAAGCAGTGAA 163

Ad01A18286 Aradu.A01 18286 c (T)11ggcggctaggtcaataggttagtagg(GT)649 97904020 97904068 TATGTGTGTGGCATTGCTGA TTGCAAAAATGGATGATCAAA 248

Ad01A18293 Aradu.A01 18293 p3 (TTA)5 15 97939445 97939459 GCAGAATAACAAATCTGCCCA GCGAAAAGGGGCATTAGAA 276

Ad01A18294 Aradu.A01 18294 p2 (TA)6 12 97944062 97944073 TTGGCATTTCATCAAACACA TTTGATTCTAGCCATTTCCCA 272

Ad01A18295 Aradu.A01 18295 p2 (TA)6 12 97945646 97945657 CTTTGCATGCTTTTCTTCCA TTCCTGGCTTTCACGAGATT 208

Ad01A18296 Aradu.A01 18296 p3 (TTC)5 15 97949823 97949837 GAACTTCCGGGTACTCTCCC GCTCCTCCCCCTAATGAAAG 191

Ad01A18300 Aradu.A01 18300 p2 (AG)8 16 97978533 97978548 GCTGAATTGAACCAATGTAACAA AGACATCAATCTGTTTTATATTCCAA 260

Ad01A18302 Aradu.A01 18302 p3 (AAT)5 15 97994809 97994823 CCAAGGCCAAAATTCACCTA TTGATCCTAGTGTGTTAATTGCC 182

Ad01A18305 Aradu.A01 18305 p2 (TA)7 14 98022373 98022386 CCAAATCAATTGAAAAATAAATCC ATTTGTTGTTTTTCGAGAATGACT 244

Ad01A18313 Aradu.A01 18313 p2 (CT)6 12 98065883 98065894 TTGGACTTCAAAACCCTTCC GGGTTGAGTGCATGGAACTT 236

Ad01A18319 Aradu.A01 18319 p2 (AT)11 22 98084844 98084865 AGCATACTTCGTCCATTGCC ACGTGTGGACTTGCTTGTCA 280

Ad01A18320 Aradu.A01 18320 p3 (ATA)13 39 98085487 98085525 GCCCTGAAACTGGTGCTTTA ACACACAGGCCACTCATTCA 261

Ad01A18321 Aradu.A01 18321 p2 (TA)6 12 98087530 98087541 GCAACAAAGGGGCAAGTTT AGGGAGGAAGAGATCGAGGA 277

Ad01A18324 Aradu.A01 18324 p2 (TA)7 14 98099498 98099511 TCGCACCTTCATGTTTTCAC GCAAATCTTGCGGGTCTATC 142

Ad01A18325 Aradu.A01 18325 p3 (TCA)6 18 98100727 98100744 CTGGTCAGTGGTCACCTTCA CACACCGGCCTTGTATTTTT 130

Ad01A18327 Aradu.A01 18327 p3 (AGA)5 15 98105342 98105356 CGGAACAAATACCAACCCAG TGCAGTTGCATCCACTCTTC 212

Ad01A18328 Aradu.A01 18328 p2 (TA)6 12 98110556 98110567 TGGTGCAAATCGTGAATCTC CCTAAAAAGAATATTTCAACCTTCA 251

Ad01A18329 Aradu.A01 18329 p2 (TA)8 16 98117042 98117057 GGTGTGCGCACTTACAAAGA TAATTGAAGCAGGAGGAGGC 257

Ad01A18330 Aradu.A01 18330 p3 (AAG)6 18 98117389 98117406 GCCTCCTCCTGCTTCAATTA GCAAACTCGAACCGGTAAAG 216

Ad01A18331 Aradu.A01 18331 p3 (TCA)6 18 98118547 98118564 GAAGAGGGACTCCATGGTCA AGCGCAATTGGTAGCAGAGT 157

Ad01A18332 Aradu.A01 18332 c (AT)6aattataatagtaataataagcaaaaaaaatgacaaaaatg(T)1164 98119105 98119168 TATGCACCCTCACCTTCCTC TTCATTTACCGGTACAACTTTCA 173

Ad01A18335 Aradu.A01 18335 p2 (AT)7 14 98129842 98129855 TGTGAGTAATTGCGAATCTACAA TTCACTCGATCGTACACCCA 163

Ad01A18337 Aradu.A01 18337 p3 (AGG)5 15 98144753 98144767 GGAGGAGAAACGCAAAGAAA TGGGTGGTTTAGGTGTTGGT 215

Ad01A18339 Aradu.A01 18339 p2 (AT)8 16 98146208 98146223 GGTGAAAGAGGAGAGGAGCA CGTGTCGGAAAGTTTGTTGA 253

Ad01A18344 Aradu.A01 18344 p3 (ATT)19 57 98161216 98161272 TTTTCAAAATGTCATTCATCGTG GACGCGTAATGTGAAAAACG 261

Ad01A18345 Aradu.A01 18345 p3 (CCT)5 15 98161510 98161524 CACATCTCTGCTGCTGGTTT GATGGTGACGGTAACGAAGG 170

Ad01A18347 Aradu.A01 18347 c (TCA)6tt(ATC)5 35 98167380 98167414 AAACTGTAAACGAGATAAGTCCTCC GAAGAAGAAGAGGAGGATGAGG 273

Ad01A18348 Aradu.A01 18348 p3 (TCT)8 24 98175004 98175027 GATCCGGAGCTGAGATTCAT GTAGGGAGTGGTGGAAGGGT 256
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Ad01A18350 Aradu.A01 18350 p3 (ATT)22 66 98179888 98179953 TTCTTTGAGGGTGAATTGGG CGAGCAATTGAAAGTTTTGG 199

Ad01A18351 Aradu.A01 18351 p3 (ATT)5 15 98180897 98180911 GTAGTCCCATATGCAGCGGT TAAACATGGATTGTCGCTCG 261

Ad01A18352 Aradu.A01 18352 p3 (TGG)5 15 98186195 98186209 CCTCCTCCCAACAAGATGAA ATTTCCCATTTTACCCTCCG 252

Ad01A18353 Aradu.A01 18353 p3 (ACA)9 27 98186648 98186674 CAGCAACAATACATGGCAGC GGAGGCCTTGCATACATCAT 125

Ad01A18360 Aradu.A01 18360 p2 (TA)9 18 98208570 98208587 AGCAACGAAGGAGAAGAATGA GATTTGTTTTGCCCAAGGAA 268

Ad01A18362 Aradu.A01 18362 c (A)10g(A)10 21 98216760 98216780 TAGGCCCCATTGAATAACCA GCCAGGCTGATTTTGTATTTT 249

Ad01A18363 Aradu.A01 18363 p4 (TAAA)5 20 98219941 98219960 GCCAACGGAACCTAAAAACA CCTTGCAAAATTGACGAGGT 199

Ad01A18368 Aradu.A01 18368 p3 (GAA)6 18 98247081 98247098 TGCAAAGAAGACAAAAGCGA CTTCAAGCGTTTTCTCCCAC 175

Ad01A18370 Aradu.A01 18370 p2 (TA)6 12 98252423 98252434 AACAAGTTAGGAGGCCGAGG TGCGAACAAGTAGGACAATACA 275

Ad01A18377 Aradu.A01 18377 p3 (TAA)8 24 98272480 98272503 GAGAAATGGCTGAGGCTTGA CACATGGTGAAAGGGTCACA 279

Ad01A18388 Aradu.A01 18388 p3 (TAT)19 57 98422110 98422166 TGAAGGGGCTTTCCACATAC CACATCACATCAGAAACGGG 274

Ad01A18389 Aradu.A01 18389 p2 (GT)6 12 98423399 98423410 GACAGGAGGTGATTCTGGGA TGCGTCCATATTCTTGGACA 239

Ad01A18394 Aradu.A01 18394 p3 (TTA)6 18 98453857 98453874 TTTGGTGATTTGCACCTTGA TTGAGCACCACTATCTGGGA 165

Ad01A18395 Aradu.A01 18395 p3 (TTA)17 51 98454069 98454119 ATTGATGCTCAGAGCCTTGG CCTTGAAGCAAAAGAAACAGC 107

Ad01A18396 Aradu.A01 18396 p2 (GA)6 12 98454724 98454735 ACGTTCATCTCCCTTTGGTG GAAAATCTCGCGACTTACGC 272

Ad01A18400 Aradu.A01 18400 c (A)10tgaacaactctctgaaaactttgcaaaatcattgaaacaagttaatacgacaattactaact(A)1183 98478959 98479041 TCCTTATCCAAATACTACGTGGC TTAATGCCTCGAGCCGTATC 264

Ad01A18401 Aradu.A01 18401 p2 (TA)9 18 98482368 98482385 CTTTCAGCAATTCCACAGCA ATGCCAATGAAATCCACTCC 271

Ad01A18403 Aradu.A01 18403 p3 (ATA)5 15 98484960 98484974 TGCATGCATTCATTGTTTTG TTTTTGAATTTGATGAGAGAAAAA 134

Ad01A18411 Aradu.A01 18411 c (A)12tcacactcactaggcatacacacacattctgcaatttggctttctcaaaaaagcgaaccaacgtttc(T)1493 98503788 98503880 TTCATGCATGCCACATTTTT TTTGTTTCTTTTCGCTTTTGTTT 254

Ad01A18413 Aradu.A01 18413 p3 (ATT)16 48 98506237 98506284 CACAAATTTTGCTTCAATTCCA TCAAAATTCAAGAAGATCCACAAA 175

Ad01A18414 Aradu.A01 18414 p2 (AT)7 14 98506529 98506542 TGTGGATCTTCTTGAATTTTGACT TCTCTCTCCTTTAATTCTTCTCAAA 280

Ad01A18424 Aradu.A01 18424 c (A)10gttcaccg(A)1028 98526927 98526954 AACAAAAACAAGCGAGGAGG AGCACCCAAACAAAAAGCTC 180

Ad01A18427 Aradu.A01 18427 p4 (TTAT)5 20 98535942 98535961 TTGTTCGGCCTCTTCTTGAT AGCCCTGCCATATGTCAAAC 111

Ad01A18428 Aradu.A01 18428 p3 (ATT)14 42 98537664 98537705 CAGCAACTTGGAGGGAAAAG ACAAAGCAAACAACTTCGGG 187

Ad01A18432 Aradu.A01 18432 p3 (CTC)5 15 98557450 98557464 TTCATCCTCACTGCTGAACG CTTGACCTGAGCCTTTCTGG 259

Ad01A18433 Aradu.A01 18433 p2 (CT)13 26 98563756 98563781 CAGAGATTTGTTAGGGGGCA TCAACAGGAATAGCTGCACG 216

Ad01A18435 Aradu.A01 18435 p3 (TCT)5 15 98574341 98574355 TTGCATAATCTGCCAATCCA GGTTGATGGTGAGAGAGGGA 266

Ad01A18436 Aradu.A01 18436 p2 (CT)8 16 98589831 98589846 GACGGGGTTAGGGTTTGAGT ATCATGTATGGCTGCTGCTG 240

Ad01A18438 Aradu.A01 18438 c (A)10tgcgttatagttgtttc(T)1138 98596646 98596683 CAATGGAGCTGCACTGAGAA TCCTTCCCTTTCCCTTTCAT 272

Ad01A18439 Aradu.A01 18439 p3 (ATA)5 15 98598444 98598458 TCACAAGAACAGTATACCAAAAGCA CGTATTGTTATTAAACGTACGAATG 269

Ad01A18442 Aradu.A01 18442 c (T)10ataaagtctgaactttgaccataatttctatcaatcgtaggttatcaccttgatttatgagtttgggagttaga(T)1094 98608288 98608381 GAACAGATCCCCAAAGCATC CGGGAAGTCTATGAATCCGA 254

Ad01A18443 Aradu.A01 18443 p3 (TTC)5 15 98618537 98618551 AAATGGCTTGCCCTTTTCTC TGGTGGTCCCCAACTAAGTG 192

Ad01A18444 Aradu.A01 18444 p3 (ATT)11 33 98618781 98618813 TTGGGGACCACCAACAAGTA TTTGGGGACCAAAATAGGTAAA 213

Ad01A18446 Aradu.A01 18446 c (CA)6c(TA)7 27 98636493 98636519 CGCTTGCCCCACTACACTAT AGCAGTGCTTTGCATGTACG 102



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A18447 Aradu.A01 18447 p3 (CCA)5 15 98641488 98641502 GCGATATTTCATTGGACAGC GCTCGCCTTCACTCATTTTC 115

Ad01A18452 Aradu.A01 18452 p3 (TAA)5 15 98650094 98650108 GTACTGTTCCCTCCGATCCA TTACTTTTGACACTCAGCATGTAAT 142

Ad01A18453 Aradu.A01 18453 p2 (AT)12 24 98652696 98652719 CCCACGTGAGGTTTCTTTCT GCAATGAATGATTTCAGGGG 159

Ad01A18455 Aradu.A01 18455 p2 (AT)7 14 98658385 98658398 TTCCATGACATGCCACAAAT TTAATTATCCCAGCCCGTTG 259

Ad01A18456 Aradu.A01 18456 p3 (ATC)5 15 98659374 98659388 AATAAGCATGAATGGGAGCG TAAGCTGCTGTTGCTGCTGT 263

Ad01A18457 Aradu.A01 18457 p2 (TA)6 12 98662535 98662546 TGAAGCTGTTTTCATGCATTC ATTCCTTGTCCCAAGATCCC 275

Ad01A18462 Aradu.A01 18462 c (TA)7a(T)10 25 98680451 98680475 GCCTGTCTATGACAAAGGGG GGCTTACATTGCTCAGGTTCA 222

Ad01A18469 Aradu.A01 18469 c (TGA)7ccatgaagagaggggcatgaggaagggtgggttctggttcaatttggacttctgttctacttctggttaattttggagaagttc(TGA)5ccatgatgataa(TGG)5147 98713715 98713861 TGATGAAATTTGTTGTTGCTGA ATCAACAGAAGCCCAAGCTG 250

Ad01A18471 Aradu.A01 18471 p3 (TCA)5 15 98720456 98720470 CCACCTAGCCATTTGCATTT ATTGTGCCATGCAGAACAAG 209

Ad01A18472 Aradu.A01 18472 p3 (ATG)5 15 98720676 98720690 GCAAGAAAAAGGATGATGGG AATGGCATTCCTCACTTTGC 206

Ad01A18474 Aradu.A01 18474 c (A)10gaaaaaaagaaac(T)1134 98722985 98723018 TCCCACTTCACATCCCAACT TTTTTCAGCTCAACTCGGTG 234

Ad01A18476 Aradu.A01 18476 p3 (TTA)5 15 98727299 98727313 AGTAATGGCCGGAGGACTTT GGAGTCTCTTTTCTTTTTCAGGG 256

Ad01A18478 Aradu.A01 18478 p3 (TTG)6 18 98732464 98732481 CATGAGGTGGTCAGACGAGA CCAAAATGTAGGTACCTCAATGAA 205

Ad01A18479 Aradu.A01 18479 p3 (TTA)5 15 98733157 98733171 TCAGATTGTGTAATTTGATCGGA TTTTTGATAAACTAGAACAAAATCGGT 114

Ad01A18480 Aradu.A01 18480 p2 (TA)7 14 98734787 98734800 TGGTATCCATCATCACCTGC TTGGCACAAGTACGAGCAGT 106

Ad01A18482 Aradu.A01 18482 p2 (AT)6 12 98741215 98741226 CCCTAAGCCTTGTCTCTAGCC CAAGCTGCGGCTAGTTCTCT 254

Ad01A18484 Aradu.A01 18484 p3 (AAG)6 18 98745139 98745156 TCTTCTTTCTAGTGGCTTTGCAG TTCCGCCCTCTTAACAAGAA 275

Ad01A18485 Aradu.A01 18485 p2 (TA)6 12 98748703 98748714 TTTATCAGCACATCCAAAATTCA TTTCTCTTCGCCATTCGTCT 180

Ad01A18486 Aradu.A01 18486 p2 (AG)8 16 98749856 98749871 ATGTTGGGCTTCGGTAACAG CGGATTGGATCGCTTCTAAA 184

Ad01A18496 Aradu.A01 18496 p3 (CTC)5 15 98789849 98789863 AAATCCAAAATGCACCAAAA AGCGTCAAGAGTTGACCAAAG 274

Ad01A18498 Aradu.A01 18498 p2 (GT)6 12 98793963 98793974 ACAAAGGCTCAACAAATGGC ACCCGGCAATGTATGAAGAG 239

Ad01A18499 Aradu.A01 18499 p3 (CTT)5 15 98794350 98794364 TCTTAAGGCCTCTGCTTCCA CTCTCTGAGCCACAAGACCC 167

Ad01A18501 Aradu.A01 18501 p3 (TAT)16 48 98800551 98800598 AGGCTTGTCAACCTTCCTCA CTTCGTGTTGGTGACTTGGA 194

Ad01A18503 Aradu.A01 18503 p3 (CTC)6 18 98804232 98804249 AGGAGGCTAAAGCGAAGTCC TAACCCCACCATCCAAAGAA 219

Ad01A18505 Aradu.A01 18505 p4 (AAAT)5 20 98823503 98823522 CGGTCTAACTGTTCACCAACAA TTGGTGTGGCCAAACTTATG 207

Ad01A18508 Aradu.A01 18508 p3 (TCT)8 24 98829864 98829887 GAAGCAGTAGAGCACGAGGG GTTGACTCCCACGTATGGCT 258

Ad01A18510 Aradu.A01 18510 p2 (AG)6 12 98833852 98833863 TCACCACGGGTAGAGTACGA GAGGCCGACAAGCTATCAAG 272

Ad01A18511 Aradu.A01 18511 p2 (TG)15 30 98840521 98840550 GCTGCATTCCCCTGATTTTA AGAAACCGAACAACGGTACG 225

Ad01A18512 Aradu.A01 18512 p2 (AC)6 12 98840989 98841000 TCCTAATGCCCCAATCGTAG GCGCTAAATACGAAAACAAGAA 232

Ad01A18514 Aradu.A01 18514 p3 (CTT)6 18 98849672 98849689 GTCCTCATATTGACGCCGTT GCATACATTCCCCTGCATCT 199

Ad01A18517 Aradu.A01 18517 p4 (TATT)5 20 98860204 98860223 AATATCCCGGATTTCTTGGC TAAAAAGTTGCGGGTTCGAG 197

Ad01A18519 Aradu.A01 18519 p2 (AT)8 16 98867499 98867514 GGTATTACGTGTCCGGAATCA TCTTCATTGGGTGAAGATTAATAGA 242

Ad01A18520 Aradu.A01 18520 p2 (TA)6 12 98871348 98871359 ACTTCTTCAATGCAGTGGCT GCACAACATTAGTTTGGGCA 116

Ad01A18522 Aradu.A01 18522 p4 (TATT)5 20 98873155 98873174 TTGAATACATCTCAGTAGTTTGCTCA TTCTTCGTCCTAAAAGCATAAACA 204
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Ad01A18524 Aradu.A01 18524 p5 (ATAAA)5 25 98874095 98874119 TGGTTAAGTGTGATTTCGGTCTT GATTCTCCACCTTCCCTTCC 223

Ad01A18525 Aradu.A01 18525 p3 (TTG)6 18 98874605 98874622 CCCTGCAGTGCTGTTTCAAT AAGCAGGCAGAAGCAAAAAG 255

Ad01A18526 Aradu.A01 18526 p2 (TA)8 16 98881568 98881583 ATCCACCTCTTCCATGTTGG TCAAAGTGATTCAGTTCAATGG 280

Ad01A18527 Aradu.A01 18527 p2 (TA)6 12 98883502 98883513 CCCGGTTCGAATTACTCTCA AAGCCAATGCCATCTCAAAT 132

Ad01A18541 Aradu.A01 18541 c (T)10cttttc(AT)7 30 98937702 98937731 GGACTTAGTAACAGATACCCCCA CGGTGGTGCTCTTTTTCTTC 222

Ad01A18542 Aradu.A01 18542 p2 (TC)7 14 98938356 98938369 GCCGATAAATTCGACGGTAA ACAAACTGGTTTCGGTGAGG 199

Ad01A18543 Aradu.A01 18543 p2 (CT)18 36 98938976 98939011 TCCTCCTCACTTTTGCGAGT GTTTTCGACGACTCTAGCGG 163

Ad01A18545 Aradu.A01 18545 p2 (TC)6 12 98945166 98945177 AAGCATAACATGGGTCACGC AGAAAACCAATAAGCGCAGC 274

Ad01A18547 Aradu.A01 18547 p2 (AG)8 16 98955024 98955039 TTCTAGTGGTGACGACGGTG GAGAAATGCGTCGTTTTGGT 198

Ad01A18548 Aradu.A01 18548 p2 (TA)6 12 98958514 98958525 TTGAATGGCGACCATTTCTT AGCAGCATGCATTGACTGTTA 175

Ad01A18549 Aradu.A01 18549 p2 (TA)6 12 98961257 98961268 GTGATCGGATGAATGCAATG TGGTGGACACTCTTGTGGAA 216

Ad01A18552 Aradu.A01 18552 p3 (TAT)8 24 98964734 98964757 TTGGAAAAAGCCAAAAATGC AGTCTTTGTTGGGTGATCCG 207

Ad01A18553 Aradu.A01 18553 p2 (GA)7 14 98967258 98967271 AGAAAGTGTCGGTGCTTCGT TGAATAGTGTCACGCTGGGA 194

Ad01A18554 Aradu.A01 18554 p3 (TCC)6 18 98979553 98979570 CGTTATCACCACCACCATCA TTCTGAGTTGTGTTCGTCGC 190

Ad01A18555 Aradu.A01 18555 c (A)12ctattggtcttgtatctgagaatcaattaatagagaacaaagtttccaagtgacatatagcaagtgc(A)1089 98982384 98982472 GGAATTTTGGCAAGCATCAT CCCTTAAAATTTCCTTGCATGT 198

Ad01A18557 Aradu.A01 18557 p2 (AT)8 16 98984558 98984573 TCGCCATGCCAACATTACTA TTGATGGGACAAAGAGGTCC 228

Ad01A18561 Aradu.A01 18561 p3 (CTT)5 15 98996869 98996883 AAGGCCAAGGAAACCAGTCT TGTGGCTTCTATGCAGGTTG 236

Ad01A18562 Aradu.A01 18562 p2 (AG)14 28 98999008 98999035 GATGGCACTTTCCCAGGTTA GGTAGCAACCAAAAGGAGCA 194

Ad01A18567 Aradu.A01 18567 c (TA)7ttatataaaaaaaatcattaattgataattta(T)1056 99012920 99012975 TATCAACCCGATCTGCAACA TCGCGGGTTACAGAAAAGAT 201

Ad01A18568 Aradu.A01 18568 p3 (GGC)5 15 99014247 99014261 GGCAAAATTTAGTCACAACTAACAG ACGGTAGCACCTACTACGCC 271

Ad01A18569 Aradu.A01 18569 c (T)10gtcaaagtgagagattagggattttgtgactctttttatttggtctacttcatctacaaattgtgcttcttttttatttgc(T)11102 99018321 99018422 CAAAGGGACGAACGTGATTT CCTTCTGGTTGTAGGTTGGG 274

Ad01A18572 Aradu.A01 18572 p3 (ATA)9 27 99028642 99028668 CCTCTGCCTATGACACCCAT AAATGTTCAAGCGACATGGA 202

Ad01A18573 Aradu.A01 18573 p3 (CTT)5 15 99028919 99028933 AATGCCAAACTTTTGACGAA ATCCTGGGGTCTGATTCTCC 275

Ad01A18576 Aradu.A01 18576 p2 (AT)7 14 99040236 99040249 AAAAATTGCGGGTATGATCG TCACACTTTTAAAACCTATTTATTCCA 276

Ad01A18577 Aradu.A01 18577 p3 (TAC)5 15 99044916 99044930 TTGGTGTGGAGCATGTTGTT AAATGGAGGAGGGTAATGGC 256

Ad01A18580 Aradu.A01 18580 p4 (TTTC)6 24 99050096 99050119 CGCCAGTAGTCTCGAGTTTTG GATCATGGAGCGTTCATGTG 226

Ad01A18584 Aradu.A01 18584 p2 (GA)6 12 99052384 99052395 CATGATAGAACGAGTGGCCC TCGCTCAATCTTCTGCTCAA 265

Ad01A18585 Aradu.A01 18585 p2 (TG)99 198 99058596 99058793 TTTTAGGATATCTTCTTTTAATTTGGA CAGCCTCTATAGGCAAATTTCA 274

Ad01A18587 Aradu.A01 18587 p3 (ATA)24 72 99061125 99061196 GTTTCACTCTGCACAACCGA GTTTAGGGGAAGGGGAATGA 159

Ad01A18589 Aradu.A01 18589 c (AAC)5(AAT)6 33 99072179 99072211 ATGTGCCGAATACCCAAAAA TCATCAAATCCCTCCTCCAG 235

Ad01A18594 Aradu.A01 18594 p3 (ATT)6 18 99081793 99081810 AAGCAACTCAGCCATTTCGT ATGTGCTTTTGGGTATTGGG 228

Ad01A18595 Aradu.A01 18595 p3 (ATA)5 15 99082228 99082242 TCCAAAACACGGTGTGAAAA TTCATTTTTAGCTGAGCCAATG 246

Ad01A18596 Aradu.A01 18596 p4 (TGTT)5 20 99083424 99083443 AACTTGCAGCAAAGGAACTTG GGGAGGCTAGCTCCACTAGG 188

Ad01A18600 Aradu.A01 18600 p2 (AG)6 12 99100343 99100354 TTCATAAAATCCAAAGCGGG CGTGTTTGAAAATGGGACCT 279
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Ad01A18601 Aradu.A01 18601 p2 (AT)6 12 99100568 99100579 CCCGCTAGCCACATTTCTTA CAAATGAGTGTCAAAATTGAGGA 279

Ad01A18608 Aradu.A01 18608 p2 (TA)6 12 99120285 99120296 CTCTACATGCAAGCAAGGCA TGTCCATGCATCATAGTCACTAAC 234

Ad01A18613 Aradu.A01 18613 c (AG)6aagcgatgcgaaggaggcgctgccgccgctggttcattggaga(AG)667 99139618 99139684 GCCGTTACAAGGTCATCGTT GTCCCTTCCTCTCTTCGCAT 250

Ad01A18620 Aradu.A01 18620 c (A)10tttagtttcgcctcta(AAT)747 99147458 99147504 TAAGTGGCGGAGCTACCTTG GCAATTGGGCACTGACATAG 280

Ad01A18623 Aradu.A01 18623 p2 (TC)6 12 99150849 99150860 GGTTTGAGGCAAATTTTAGGG CCATACATGCATGCTTCTCC 258

Ad01A18625 Aradu.A01 18625 p3 (TAT)15 45 99153858 99153902 CAAGTGTGTCGATAAGAATAAATCC CAAACTCAGAAATTCGTTGGG 205

Ad01A18628 Aradu.A01 18628 p2 (CT)18 36 99164277 99164312 CACCTTCTTGATTGGGTGGT GCAGCCAAAGAGGAGTACGA 242

Ad01A18629 Aradu.A01 18629 p2 (TC)9 18 99172247 99172264 TGTGTGATGTATGTGGTGGCT CCCAGCAAAATAAACTTCCG 153

Ad01A18631 Aradu.A01 18631 p3 (TGG)5 15 99177972 99177986 TTGCTATGGAAAACGGCTCT CTGTTGATAGTTCAGCGGCA 214

Ad01A18634 Aradu.A01 18634 p2 (AG)15 30 99182054 99182083 CCGTTGGAGTTGTTGGAGTT TCCGTCTCTTTCGTACCCAC 271

Ad01A18635 Aradu.A01 18635 p2 (AC)15 30 99184828 99184857 AAAATCCGCTCGTAATGCAC GCACGAGTTTCCTTTCTTGC 219

Ad01A18638 Aradu.A01 18638 p2 (AT)7 14 99204154 99204167 ATTCAGGTGCACACATTGGA AACAGCCACGGTATTTCCAG 261

Ad01A18640 Aradu.A01 18640 c (A)11gaaatttttaagttttatttttccaatcttcaccctaatttgtttagataataaaatcaagttcaattttttttc(T)1096 99206645 99206740 TTGAAACAACCATCACTGGC CATCCCTACCTGAGACCCAA 259

Ad01A18642 Aradu.A01 18642 p3 (TTA)5 15 99214540 99214554 AATCAATTGGTGGGAGCTTG CTTTTGGTTAAAATCAAATACAAATCA 234

Ad01A18643 Aradu.A01 18643 p3 (ATA)5 15 99225538 99225552 TGGTAAGAAAGATGGGCATTG GAAGAGATGACGACGGAAGC 266

Ad01A18647 Aradu.A01 18647 p3 (CTT)6 18 99232290 99232307 TCCTGATTCCTGATCCATCC GGAAGCAAATGCATGGAAGT 125

Ad01A18652 Aradu.A01 18652 p2 (AC)10 20 99243868 99243887 ATGGTGCCAAAATAGCCAAG ATTAAAGCAAAAGGCGCAGA 244

Ad01A18653 Aradu.A01 18653 p4 (ATCA)5 20 99244783 99244802 ATTCTCGATTGAAGTGGCCT CCCCCTTCGATGTACAAAAA 247

Ad01A18654 Aradu.A01 18654 p3 (TGG)6 18 99245569 99245586 ATGGTTACCCTCCACAACCA CGGTAATATCGGACCACCAC 215

Ad01A18655 Aradu.A01 18655 p2 (AG)6 12 99245949 99245960 AGCCTCGACAGTTCCAAGAG GAGCACTACCCCTTCCCAAT 274

Ad01A18662 Aradu.A01 18662 p3 (AAT)6 18 99283728 99283745 TTGCAAACAGTTAGTAAGTTGAGAA TTTTTCTTCTCTGCATGTGTTTACTT 243

Ad01A18664 Aradu.A01 18664 p2 (AG)7 14 99286406 99286419 TTCGTCGCTGTGAAAGATTG AAATTCGTCGGTAAAGCTCAA 252

Ad01A18667 Aradu.A01 18667 p2 (CA)10 20 99291120 99291139 CTGCCTACCCTTCACAGCTC AGAAACTGCAACGGTAACGC 260

Ad01A18671 Aradu.A01 18671 p2 (TG)7 14 99301778 99301791 CCATGGCAAATACCCTAAGC TCGAAGTACAGTGTCTTTTGAAGAA 276

Ad01A18672 Aradu.A01 18672 p2 (TA)6 12 99317271 99317282 GGATCTGCGATATTTTGGGT TGTTGTGACGGATGCAAGAT 280

Ad01A18673 Aradu.A01 18673 c (A)12tcttgcatccgtcaca(ACAT)548 99317431 99317478 TGGATTGTGATTGGATGATG GGAAAGTCATGTTTTTCACCAA 193

Ad01A18677 Aradu.A01 18677 p2 (TA)6 12 99329726 99329737 CGAAAATTGAGTTTGGCTCATT TCAATTCAACTTATTAATTCGTGAGC 264

Ad01A18682 Aradu.A01 18682 p2 (AG)17 34 99343600 99343633 CACATGAGTTGAGCGAAGGA GCCATTCACTTTTTGCCATT 249

Ad01A18684 Aradu.A01 18684 p2 (TA)6 12 99349011 99349022 TGCATTTCGATATCCACTTTG CAGTATCGCTTTAGGGCCAG 277

Ad01A18685 Aradu.A01 18685 p2 (TA)10 20 99350015 99350034 ACGAAAAATCGACCACTTCA TTGGGTAGGATAGAGTGCGAG 275

Ad01A18687 Aradu.A01 18687 c (AAG)5g(AGA)5 31 99353412 99353442 ACCTCCTCAAGCTCTCGTCA CGAGAAGGACAAGGTTCTGC 134

Ad01A18690 Aradu.A01 18690 c (A)10cggaggacataaaatgcctgtatgctttggagtttggcgttttgcgtaatcgtgtttaggtttgtttgtttg(T)1193 99367908 99368000 TGAGAGCGCATTGAATAACG AAGGTTTCATTTGATCCAAAAAT 255

Ad01A18694 Aradu.A01 18694 p3 (ATT)5 15 99402146 99402160 CGCATTTTGGGTGACAATCT GCAATCATCACATCATCCCA 278

Ad01A18703 Aradu.A01 18703 c (A)10ggaagggatgctgaaaaaat(A)1141 99428751 99428791 TTCGAAGAGCCACTTCCACT ACGTTCAGGCAAAAGGAAGA 280
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Ad01A18706 Aradu.A01 18706 p3 (ATT)5 15 99441323 99441337 CAAATTTGGGCACACCTTCT GAACACGCATGGGGATTTAT 218

Ad01A18711 Aradu.A01 18711 p2 (TC)7 14 99458444 99458457 GATGCATTTTCTTGGTGGCT GCTGGTCCAACCGAATTTTA 199

Ad01A18712 Aradu.A01 18712 p2 (TA)6 12 99462281 99462292 GAGCTCTTCCCATCGTTGAT TCCTACACACCACAGGGTGA 275

Ad01A18713 Aradu.A01 18713 p3 (CGA)5 15 99465434 99465448 AGTCTGAGACGGTGAGGAGC CATCTCCTTCGTCTCCTTCG 260

Ad01A18718 Aradu.A01 18718 p2 (AT)12 24 99498629 99498652 TTTGTAATGACCCAATTTCTATTACG CAGGGCCTGAAATGTTGTGT 275

Ad01A18720 Aradu.A01 18720 p3 (GCC)5 15 99503847 99503861 GACTCTGCGTCTCAAAACCC AGGCTCTTCATCTTCGGTGA 115

Ad01A18721 Aradu.A01 18721 c (A)10cactaattaggtcttctacgatagtaaataaa(T)1052 99508273 99508324 GGAAAGGAGGACCCCTATCAT CTCCACTGGGTTGTGTTGAA 280

Ad01A18723 Aradu.A01 18723 p2 (CT)7 14 99514276 99514289 TTCTACCCCTCTCGGTGTTTT GACAGCAACAGGACATGCAC 212

Ad01A18730 Aradu.A01 18730 c (T)11ctttaaaaaatgagagatttcaaactttctctcttctcttagtgtggcttaaagacactttttttttctttttatta(T)1098 99532126 99532223 TGTGCAACATTGGATTGTCTT GAGTCCCCAACTCAAGTGGA 214

Ad01A18734 Aradu.A01 18734 p3 (TCT)5 15 99538453 99538467 CCACATACTGTTACGGCACG CCTCCTCATCTTCTGCTGCT 242

Ad01A18736 Aradu.A01 18736 p3 (TAA)7 21 99541785 99541805 TGTTCATTTAAAGAATATCCTCATCTT TGTTATTCACATAATGGTTAATTTTGC 267

Ad01A18739 Aradu.A01 18739 p2 (GA)22 44 99559417 99559460 ATCTAATGCACGCCTTCCAC GCACCATCATCATGCTTTGA 241

Ad01A18740 Aradu.A01 18740 p2 (AT)6 12 99561604 99561615 GCTTGCTTGGGAAGTTGGTA TCACAAGAGCGCATAATTGC 140

Ad01A18749 Aradu.A01 18749 p2 (TA)6 12 99585971 99585982 CTTCCCTATGCGGTTCATGT TATGCATGGTGCAGTGAGGT 231

Ad01A18756 Aradu.A01 18756 p3 (AAT)9 27 99595650 99595676 ACCAGGAATTATGGCACAGC GCCACAACAACACTGGTTTC 172

Ad01A18757 Aradu.A01 18757 p3 (TTA)16 48 99599643 99599690 AAGGGTGTCAGCAATATCGG GGCCAAGCCGGTTACTATTT 209

Ad01A18759 Aradu.A01 18759 p2 (TA)6 12 99621334 99621345 TCCGTGAGCTTTTAAGTGGC AAAAACCAACACACAACATTGA 253

Ad01A18763 Aradu.A01 18763 p2 (AT)7 14 99638937 99638950 TGCTGTCTCATATTCGTACGTG TTAATGGCTATCTCATGACAAAAA 270

Ad01A18768 Aradu.A01 18768 p2 (TC)8 16 99655109 99655124 GTCGGGTTCAGTACGTGGTT TTTTACCCATGAAAGGCTGG 280

Ad01A18769 Aradu.A01 18769 p3 (AAT)21 63 99656897 99656959 TGTTATGACAATAATTTAGCCCTG TTCTGTGAATCTAAGAAAGGTTTTG 255

Ad01A18770 Aradu.A01 18770 p2 (AT)9 18 99657617 99657634 TCAAATTCAATATCCGCACTTTT TGCAGCAATGAACCTATAGCA 275

Ad01A18772 Aradu.A01 18772 c (TTC)6attatcgtcgtcatcaacaccacctcttcctcctct(TCC)569 99665718 99665786 TCACGCTCCTCCTTAACACA CAGCCAGCCACTTGATTAGA 277

Ad01A18785 Aradu.A01 18785 p3 (TTA)7 21 99699414 99699434 CAATCCTATCTTCAAATTGCTGG CATCCATACCCCAAGACCTG 232

Ad01A18786 Aradu.A01 18786 p4 (CATG)5 20 99702478 99702497 ATTGCTTCTGTTTGGGGTTG CAACTGTGCATCCATCCATT 239

Ad01A18790 Aradu.A01 18790 p3 (TGG)7 21 99711469 99711489 GCCTTGCTTCTGCTTTCTTG TACCAGCACCACCACTACCA 227

Ad01A18791 Aradu.A01 18791 p3 (TTG)16 48 99713873 99713920 TGAAAAATTGACACCTCACTTCA TTTCCCTCCAAAATGAATGC 241

Ad01A18794 Aradu.A01 18794 p3 (ATA)5 15 99715955 99715969 TTTTTGTACATTTCATATCACATCC GTGCTCATCATTCGGAGCTT 279

Ad01A18800 Aradu.A01 18800 p2 (CA)6 12 99731628 99731639 AGCACGCCTGAACCTATCAT TGATAGTGGCATCAAGGGAA 272

Ad01A18801 Aradu.A01 18801 p3 (AAT)7 21 99731989 99732009 TTCCCTTGATGCCACTATCAT CTGATGAATCGCATTGGAGA 198

Ad01A18803 Aradu.A01 18803 p3 (ATG)5 15 99741953 99741967 GGTGACAAGACTCCCATCGT TGCTGATCCATTATTGGCAG 162

Ad01A18804 Aradu.A01 18804 p2 (AT)6 12 99742622 99742633 GGGATGCATCTCTGCTTTGT CATGACAAAATTGATCCCCC 255

Ad01A18809 Aradu.A01 18809 p4 (ATAG)6 24 99789195 99789218 TCATTAAGTGCAAAAACCTGATT TTTGTTACCCGTGATATGATGAA 173

Ad01A18810 Aradu.A01 18810 p3 (TTA)5 15 99789338 99789352 TTTCATCATATCACGGGTAACAA GGTGTCGATTCCTCATGAATTT 271

Ad01A18813 Aradu.A01 18813 p2 (AG)8 16 99811033 99811048 GATGGAGACGGGAGACAAAA GATGGAGTATGGACGACGCT 273
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Ad01A18816 Aradu.A01 18816 p3 (TTA)5 15 99814752 99814766 GATGTGACAAATGCACTGGC AATTCACCGTCCGTAACAGC 216

Ad01A18817 Aradu.A01 18817 p2 (TA)7 14 99824209 99824222 CCGTTCGTTAATCGAAATGTT GTTGCGAATTCGAGTCTCCT 176

Ad01A18821 Aradu.A01 18821 p3 (AAC)5 15 99835552 99835566 ATTTATTTCGTCCTCGGCCT GCTTCTGCTTCTGGTTTTGC 276

Ad01A18822 Aradu.A01 18822 p2 (TA)7 14 99837696 99837709 TGTGGCAAAAATTGCAGGTA GTGCATGCTTTCCAACCTTT 270

Ad01A18823 Aradu.A01 18823 p2 (TA)6 12 99840376 99840387 ACTTCCAGTTCACATTGCCC AACAAATGCAATTCTCTCTCTTTTT 232

Ad01A18826 Aradu.A01 18826 p5 (TATTT)5 25 99856889 99856913 TCTCCTCTGCCTTCTTTTCG TTTTTCTTTAAATCCAAACAAACCTT 100

Ad01A18829 Aradu.A01 18829 p3 (CTC)5 15 99859744 99859758 ATAGCATCTTTGGCGACGAC CCTGGCCAAACACAAAACTT 222

Ad01A18831 Aradu.A01 18831 c (AT)7taattgtacatataaaaatttaaatcatatatattaattatttttttgttataat(TA)987 99869799 99869885 TGTAAGTCGTCTTGTTCTTGTTAAA GATCAGAGCATATGCATAGATATAAAA 233

Ad01A18835 Aradu.A01 18835 p3 (TTG)5 15 99882298 99882312 AACTTTTAACTCTCAAGTCAGGAGAA AAAAGAATCCATCTGTGCATGTT 251

Ad01A18839 Aradu.A01 18839 p2 (TC)8 16 99898189 99898204 TAGAGTTGGGGGTGTTCAGG AACAGGGACCCACACAGAAC 200

Ad01A18840 Aradu.A01 18840 p3 (TTC)5 15 99899856 99899870 ATTATCCCTCCCTTTTTGCG ACCAGCCTTGGCTAACACAC 189

Ad01A18842 Aradu.A01 18842 p2 (TA)9 18 99909623 99909640 GCCAAGGTTATCAAACTCGC TTGTAAGGGATTTGAACTTGTGTT 186

Ad01A18849 Aradu.A01 18849 c (T)11cttttttattttgtggtatcttctgcctctattggtataactagagaaatttgtcaccaaattcacgtcagttccgtaat(A)10101 99914728 99914828 TTGTGATGCCATGTGTATGC CCTTGCCTTCCAAAAATCAA 234

Ad01A18851 Aradu.A01 18851 p2 (CT)8 16 99918930 99918945 CGTCGCTGCAGATTTATTCA CAAGCTTTTCAAACGGCATT 257

Ad01A18852 Aradu.A01 18852 p2 (AT)9 18 99923902 99923919 GTTGTGAATCACGCACTGCT TGTGTTTCAGTTGGTTGATTGTT 188

Ad01A18853 Aradu.A01 18853 p2 (CT)6 12 99925393 99925404 CCTAACCTAACCCCGCTCTC CAACCATGCCACTAATCACG 151

Ad01A18857 Aradu.A01 18857 c (TAC)6(TGC)5 33 99942821 99942853 ACTATTCAAGAGCGAGGGCA ATGATGGCGGGTCTGTACTC 227

Ad01A18858 Aradu.A01 18858 p2 (TC)15 30 99946406 99946435 TCTCAAAATCTCAGTCTTTTCCAA GGTAGATGCAATGGTGGCTT 269

Ad01A18859 Aradu.A01 18859 p2 (TC)27 54 99949171 99949224 CGGCTCGTTAATCAGAGCTT CAATTGAACCGGATTTCACC 276

Ad01A18863 Aradu.A01 18863 p2 (AT)6 12 99953438 99953449 TCTTAAGGGTTCGTGGCATT CTCGTATCGTGGTTGGTTCA 195

Ad01A18864 Aradu.A01 18864 p2 (AG)6 12 99954889 99954900 GAAGCCATCGTTGACCTTGT TCCATGACTTCCCTTCCTTG 276

Ad01A18865 Aradu.A01 18865 p2 (TA)6 12 99956983 99956994 GCACGGACCCAAGGATAATA ATAAACGAGTGATGGCTGGG 252

Ad01A18867 Aradu.A01 18867 c (A)10gtagacacc(A)1029 99975578 99975606 TCCGGGTTACCAAAAATTCA TCAATCCCTCAATAGCACCTG 250

Ad01A18872 Aradu.A01 18872 p2 (TG)7 14 99982836 99982849 GCAAGTTGGCCCATTTGTAT ACCACCAACAACAATCACCA 224

Ad01A18881 Aradu.A01 18881 p2 (CT)6 12 100006230 100006241 GCCATTTTCGGATAGAGCAG TCTTGAAGTGCAACGTCCCT 259

Ad01A18882 Aradu.A01 18882 p2 (CT)7 14 100015750 100015763 GCCATTTTCGGATAGAGCAG TCTTGAAGTGCAACGTCCCT 253

Ad01A18887 Aradu.A01 18887 p3 (ATA)5 15 100036586 100036600 TTCGTGTTGGATACCCATAGC CAGATGCATTCTTTGGGATG 220

Ad01A18889 Aradu.A01 18889 p3 (ATA)5 15 100040431 100040445 CATAAAGGATGACACGTTGGAA GGACATTTTCGTCCAAAGGA 277

Ad01A18891 Aradu.A01 18891 p4 (AATA)5 20 100046453 100046472 GGAAAATCAAGCAGCTTCAAA TTCGAATAATGTCACTGCTGC 200

Ad01A18892 Aradu.A01 18892 c (T)10ctcaatgcctcatctttttcttctcattcttcttttttttccgtgcc(TCT)572 100046841 100046912 AAGAAGCACTTGTTGGGAGG GCCAGCTTGATGCTTCTTTC 234

Ad01A18894 Aradu.A01 18894 p6 (CGCGAC)5 30 100048456 100048485 AATCGACCTTCCTCCGATTC AGCCCTACTTTCCTCTTCGC 237

Ad01A18897 Aradu.A01 18897 c (T)10attcatc(T)10 27 100057005 100057031 GTGGCACACCAAACTTAGGG CATGACAGATTCTTCACTTGGTG 196

Ad01A18898 Aradu.A01 18898 p3 (AAG)5 15 100057542 100057556 AGAAAGAGGAGGCGGAAAAA GCGTCACTCAACCATTTTCA 209

Ad01A18899 Aradu.A01 18899 p2 (AT)8 16 100058785 100058800 AGTTGGCATTTTTGTCCCAG CTTCCCCAACTGTAACCGAA 209
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Ad01A18901 Aradu.A01 18901 p2 (TA)6 12 100067721 100067732 TTCTCGCTGCCATTTTCTCT TGCTTGACCTTGTAATGTTGC 244

Ad01A18902 Aradu.A01 18902 p3 (AAG)5 15 100069962 100069976 AACACGAAGAAGAAGGCGAA ACGCGTCCAATACACACAAA 160

Ad01A18904 Aradu.A01 18904 p2 (TA)8 16 100072048 100072063 CCTGGGGACAATGCAATAAC TGATGTGTCGCTTTTTGAGC 191

Ad01A18905 Aradu.A01 18905 p2 (CT)6 12 100072815 100072826 TATGCATCTGATGGTTTCGG CCTAAGAAGTCAGCGATTCGAG 142

Ad01A18906 Aradu.A01 18906 p2 (TA)6 12 100072931 100072942 TTACGCCTCATCCCTCTCTC AGAGGAGAAGAGAATGTCATTTTAGTA 261

Ad01A18907 Aradu.A01 18907 p2 (CA)6 12 100075203 100075214 GCAAAATGATGGACACGTTG CACAAAAAGCATGCAAGTGG 246

Ad01A18909 Aradu.A01 18909 p3 (TTC)9 27 100094974 100095000 CCAATGTTGTCCCTGATTCC TGATCGCAAAGAACTTCCCT 212

Ad01A18912 Aradu.A01 18912 p3 (AAT)5 15 100109149 100109163 CAGTCAGTTGCCGTTTGCTA TTTGTGTTTGTGGCCTGAGA 257

Ad01A18914 Aradu.A01 18914 p3 (AAT)7 21 100116308 100116328 TGCACTGAACCCTATCCCTC ACAACGTCGGTTGACTCTCC 253

Ad01A18915 Aradu.A01 18915 p2 (AT)7 14 100116999 100117012 TCGCACCTGAACGATTAAGA GCTTTTTGGTTACGTAAACGCT 206

Ad01A18919 Aradu.A01 18919 p3 (GTA)6 18 100129715 100129732 CCCGTCCAAAGATCGTACAC TTATTTCAATCACGTGCCACA 272

Ad01A18925 Aradu.A01 18925 c (A)13tccaataccattaaatgaaacgtgaaatacacgtgtccaacacacacgaaatcgctcttgcccaatgtttcttctcccccacg(CTT)5tttcttttcacgttcgtttacgcacggagcg(TCT)5157 100161822 100161978 TCCATGTAACCATGTAACCAAGTT AAGGAGGAGAAGGAGGAACG 226

Ad01A18926 Aradu.A01 18926 c (GC)7agcgtgctagcgcgccgatggccg(T)1048 100166818 100166865 CGCGCATAACTCTCTGGTTT ATAGGGAGCTCTTGGGCATT 133

Ad01A18927 Aradu.A01 18927 p5 (TCAAT)5 25 100170863 100170887 CCCTACAAATGGGGTTTGTC TGAATTAAATGGACGGAGGTG 166

Ad01A18930 Aradu.A01 18930 p3 (CTT)5 15 100177600 100177614 GTGGGGCTACATACAGCGTT CTCGACGAGACACAGCAGAG 273

Ad01A18931 Aradu.A01 18931 p3 (TTC)5 15 100182926 100182940 CTCCCCTTGAGCTTCCTCTT GCATGTCATCCTTCATGCAC 276

Ad01A18935 Aradu.A01 18935 p2 (AT)6 12 100191997 100192008 TCTGATAACACAAGTAAAACCAAAA CTGGGTTTTCGAAAGGGACT 274

Ad01A18938 Aradu.A01 18938 p2 (AT)7 14 100196404 100196417 CCGTTGAAAATGAAGAAGGAA AGCAGGAGCTCATCCAGTGT 271

Ad01A18940 Aradu.A01 18940 p2 (TA)8 16 100206026 100206041 CATAGAGCAAAGGCAAGGCT GCCAGGGAGAGTAACACCAA 142

Ad01A18942 Aradu.A01 18942 p4 (TAAT)6 24 100207817 100207840 CAAAAGCAGCACCAACAAGA TGATTGCAGAGGAACCATCA 219

Ad01A18943 Aradu.A01 18943 p3 (TTC)7 21 100215004 100215024 GTCACTGATCTCTGCACCCA TGATGGTTTGGCATTTAGCA 163

Ad01A18948 Aradu.A01 18948 p2 (AT)6 12 100221957 100221968 GACACGCATTGGCTTTTACA AAAAAGCTGTTGTTATGAGCTGAA 256

Ad01A18950 Aradu.A01 18950 p3 (AGA)5 15 100223775 100223789 GAATGCGACCAGAGGAGAAC TTGTTTGTCATACACGCGCT 148

Ad01A18951 Aradu.A01 18951 p2 (TA)9 18 100224545 100224562 GGTTGTTGTGGAAAAGAGGAAC TCCTCTTTCTCTCTCTTTCTCTTCC 103

Ad01A18953 Aradu.A01 18953 c (T)10ctcttttatctttttaatacatttaatatatcaagcgttaaaa(AAT)568 100227507 100227574 GATACCAACAAGTAATCGGTGC TTTTTCCCTTAACACCCAAAAA 170

Ad01A18954 Aradu.A01 18954 p3 (TAT)5 15 100228241 100228255 GCACATATTCCCAAAACCGT TCTTCTGTTTTCGTTGTCATTTTT 245

Ad01A18956 Aradu.A01 18956 p3 (GCA)5 15 100231184 100231198 CAGCACCACAACGATCAACT ATGGTGGTGGTTCCTGAAGA 239

Ad01A18961 Aradu.A01 18961 p2 (CT)13 26 100264445 100264470 CGGGTTTCCTTTTCTTGTCA CCCCCTTTTTGCTAATGCTA 278

Ad01A18962 Aradu.A01 18962 p3 (TGG)5 15 100266997 100267011 TTGTGTGCCCTGTTTTGCTA AAGAGCAGCAAGACCAACTCA 190

Ad01A18963 Aradu.A01 18963 p3 (CTC)5 15 100270745 100270759 AAGGGGTATGAGCACAATGC GCCAGAGAGATCAAACCCTG 228

Ad01A18967 Aradu.A01 18967 p3 (TAT)5 15 100283814 100283828 CCAATGTAAACATTATTAACAAAACCG CGCTAAGAATACACTCGTTATGGA 269

Ad01A18968 Aradu.A01 18968 p3 (ATA)13 39 100283932 100283970 AACAAAACCGTTTACTGTTGATGA CGCTAAGAATACACTCGTTATGGA 252

Ad01A18969 Aradu.A01 18969 p3 (TAA)13 39 100284167 100284205 TCTTCGTTTCTTTCCTAAACTCTTTC TGTGAATCAGCTCGGTGAAG 255

Ad01A18970 Aradu.A01 18970 p3 (ATT)8 24 100296007 100296030 GCTACATATTTTTAATTTTGTTGTGTG AAAATTTGGGAGATCATAAAACC 230
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Ad01A18973 Aradu.A01 18973 p2 (AT)10 20 100300269 100300288 CTTACTGCTGTGGTGGTTCG CCACAACACATAGCATAGACCA 188

Ad01A18974 Aradu.A01 18974 p2 (GT)6 12 100301816 100301827 CCATTACTATGGTGGATTCGG TTTTCACTCTTGCACAGGCA 189

Ad01A18976 Aradu.A01 18976 c (ATT)13aggatttaactcatatnnnnnnnnnnnnnnnnnnnnnnnaattagatatattcatattcatattca(TAT)15150 100304199 100304348 TTTTGCCTAAATTGCTTGGC TGTTAGAATTGTTGGCATGGA 251

Ad01A18977 Aradu.A01 18977 p4 (TGAA)5 20 100306097 100306116 TTTCCCAAAAGAAAAAGCGA GAAGAGTGGTGGTGGGAAGA 185

Ad01A18978 Aradu.A01 18978 p2 (TA)6 12 100307078 100307089 TCACCCAAAACAACCCTAGC TGCTCATCCTTGAATGTGAAA 224

Ad01A18980 Aradu.A01 18980 p2 (GT)6 12 100307507 100307518 AAGAGGAGAAAATTGATTTGGTTG TGCTTGCACTATCAGCCATC 155

Ad01A18981 Aradu.A01 18981 p2 (TC)6 12 100307623 100307634 TGATGGCTGATAGTGCAAGC TGGATGGAGGTTGGTTTGAT 114

Ad01A18982 Aradu.A01 18982 p3 (TCT)5 15 100307787 100307801 CATGCATCATCGTTCATTCC CATAATTGGCGGTGGTGTTT 262

Ad01A18983 Aradu.A01 18983 p3 (CTA)7 21 100308845 100308865 ATCATTCCCCCATCCTCTTC GGGGCTTTGATGAGGACATA 234

Ad01A18984 Aradu.A01 18984 p4 (TTTA)5 20 100309606 100309625 CTGGTATGAGCGAGCCTCTT TTTTGAGTTTGGACTTGTGTTGA 204

Ad01A18987 Aradu.A01 18987 c* (A)11(AT)9* 28 100330407 100330434 GCTCAACTTGCGAAGTCAGG AATCCAAGCGAAGTTGAGGA 209

Ad01A18989 Aradu.A01 18989 p3 (TAT)5 15 100332508 100332522 CCACAAACTCAAATTCCTCCA TGGGGTTTGGAATTGAAGAT 274

Ad01A18990 Aradu.A01 18990 p2 (AG)21 42 100338204 100338245 GGAGTAACACTGTCGGGGAA ATTCATTTCGCGCTCTCACT 207

Ad01A18995 Aradu.A01 18995 p3 (TAT)5 15 100372738 100372752 GCCGCTGTTTTCAAAGGTTA CCCTACAACGAAGACCCTTG 225

Ad01A18997 Aradu.A01 18997 p2 (AT)6 12 100377181 100377192 TTTCCTCTGGGTTTGATTGC TGTTTCGACCAAAATGCTTG 268

Ad01A18998 Aradu.A01 18998 p2 (TC)6 12 100378020 100378031 ACCATCTTTGGGCTGAGAAA ATGTTGACACAATGAGGCCA 271

Ad01A19004 Aradu.A01 19004 c (GGTTT)6gctcaacttcttcctcttggttttattcattgttgatgca(T)1181 100396528 100396608 ATATTCGTGTGAAGGAGCCC AACCTCCAAGAGCTGCTCAA 193

Ad01A19005 Aradu.A01 19005 c (A)14ctggtttttgcagaaaacttgttttttcacaaaaaatctggtttttaaacaaaaaataataattttctatagagaaac(T)10caaattgaattttttagcctaaaaattgattcttctttttaaaaaactaga(T)11164 100399339 100399502 GGTTTTTGCAAAGAAAAATTGG TGCCTTGACTGATATGTTTGTTC 279

Ad01A19006 Aradu.A01 19006 p3 (ATA)5 15 100401031 100401045 AAAACCATGGAGAACCAACG TTTAGATGGCATTTTAAGGTTTG 249

Ad01A19007 Aradu.A01 19007 c (A)10gagatttgtccctcttttaattgattagttaggttggtccccttacaacacgcgaacgttctaatttgtagaaaccgtatgtt(TA)7107 100401342 100401448 GCTTCCGAGAATCCCAGTTA ACCGAAGGAGGGTAGGATTC 272

Ad01A19008 Aradu.A01 19008 p2 (GA)6 12 100402035 100402046 GCAAATGACCACAATGAACG TGAATCCGGCCAGTTTATTT 221

Ad01A19009 Aradu.A01 19009 c (CT)6agtctctcccctcccccacgctc(T)1146 100404124 100404169 TGGAACTTCTAACCTCAGCCA CCTTCAATTGCAAACCCAAT 199

Ad01A19010 Aradu.A01 19010 p3 (AAT)14 42 100404535 100404576 GTAATGTCAGCTCCGCGGTT GCAGCAGTTTCAGTCAACCA 234

Ad01A19015 Aradu.A01 19015 p3 (AAT)5 15 100410533 100410547 TTCTCAAATGGTCAAGCAAAGA TCACAATGCTATCGGGAGAA 238

Ad01A19017 Aradu.A01 19017 p4 (GAAA)6 24 100419005 100419028 CTTCTAGGCGGCTGTTTTTG GTGCGAATACAAGCAAAGCA 262

Ad01A19019 Aradu.A01 19019 p2 (AT)8 16 100420848 100420863 GTTTCATGGGAAAAAGCAGC CATGTGTGTTTGAGACAGTTATATGG 273

Ad01A19023 Aradu.A01 19023 p2 (AT)7 14 100439530 100439543 TCCTAAGCGGATCCCATAAA TTTTTGACCGCGTTATTCATT 280

Ad01A19029 Aradu.A01 19029 p2 (AT)7 14 100453649 100453662 AATGACACAATAAACTCGTGACAA AAAATGAAAAATGGATGACATGA 206

Ad01A19031 Aradu.A01 19031 p2 (AG)6 12 100455937 100455948 TAAGGGTATTCACCATCCGC GGGCTTCATTGGAGTTTTCA 255

Ad01A19034 Aradu.A01 19034 p3 (GTT)10 30 100467209 100467238 TTAGTGCCTTCTGGCTCTGG GGATTTGGCAGAAAAACCAA 104

Ad01A19035 Aradu.A01 19035 p2 (AT)6 12 100474702 100474713 TTCTCAATCCCAGAATCCCA TATGGAGCGTGCATTTGTTC 247

Ad01A19039 Aradu.A01 19039 p2 (CT)6 12 100501011 100501022 GGGCTAGGAATCCTTCTTGG GCCTCCATGGTTGAAACTGT 196

Ad01A19040 Aradu.A01 19040 p2 (TA)9 18 100505896 100505913 TTTGTGGATCTTCTTGAATTTTGA TTGTTACATTACTACATTTTGCTGGA 241

Ad01A19043 Aradu.A01 19043 p2 (TA)6 12 100512628 100512639 GGCCTAAACATTCTTGCTGG TGATAAATTGTGCCAACCCC 184
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Ad01A19046 Aradu.A01 19046 p3 (TAT)5 15 100514840 100514854 TGACAGAAAGAATAAGATTCCGGT GAACCTAGTTGGCGTTAGCC 277

Ad01A19050 Aradu.A01 19050 p3 (TAT)15 45 100533039 100533083 CAGATAGGTTAAAATTTGTTAATTTGG AAATACAACTTTGTGGTATGCTTCA 217

Ad01A19052 Aradu.A01 19052 p4 (TTCA)7 28 100541949 100541976 CTATCATCAAAGCGGCCATT ACAACACAGTCCGCCTATCC 265

Ad01A19054 Aradu.A01 19054 c (AG)9ataccgtccgtctagaaggaaatggtttgggagcggcggtgttccagtgagcgaggcggctgtggtggt(GA)699 100565812 100565910 GCAGCTTTGAATACGTACATGG CCCAAGCCAAACCCTAATTT 233

Ad01A19058 Aradu.A01 19058 p2 (AG)15 30 100580134 100580163 CCTCCCTGCTTGATCCAATA TTTCATCCAAATACCCCTATTCA 280

Ad01A19059 Aradu.A01 19059 p5 (AAAAT)5 25 100583406 100583430 TACGGACAGGAAACCCTTTG CATGTCACCATGCACATTTTC 202

Ad01A19060 Aradu.A01 19060 p3 (ATA)5 15 100593809 100593823 TCGTCTTTCGAACAATTATACCC GATCTTGAACTTTGGGACGC 231

Ad01A19068 Aradu.A01 19068 p3 (TAA)5 15 100618012 100618026 TATGCAGGCACCTGAAACTG GGGACAAAAGTCGAGGTGAA 231

Ad01A19069 Aradu.A01 19069 c (AAT)6taaccacaataataatcatcacaacaacaataataataataaaaatattaaccgtcgtacaatttttgagttat(TAA)5107 100619556 100619662 TTTTTGGAAAATAAATTTCTGATAACC GTTGCTGGTCCCTAGCATTC 264

Ad01A19071 Aradu.A01 19071 p3 (TGG)7 21 100621208 100621228 GTGATGGTGGGTTTTGGTTC GTTTAGCGCCAAAATCGAAA 197

Ad01A19072 Aradu.A01 19072 p3 (TAT)6 18 100622944 100622961 AGGCTGCAGCTATCCACACT CTCGAATCAATCGTCACCCT 254

Ad01A19073 Aradu.A01 19073 p3 (TAA)8 24 100623075 100623098 CCGTGTAACACACGCTAACA TGCAAGGGAGAGAAAAGGAA 277

Ad01A19076 Aradu.A01 19076 c (C)17(A)19 36 100628007 100628042 ACCTCCAAAGGAGCTCCAGA TGCACTTCGTTTCATATGCC 229

Ad01A19077 Aradu.A01 19077 p3 (CCA)6 18 100628979 100628996 TCCTTGTTATCGTCGTTCCC TTCGCTGTTTCACACTCCTG 262

Ad01A19078 Aradu.A01 19078 p2 (TC)9 18 100633197 100633214 TGCTGCTGTTACTGGATTCG CGATAAGCTGGGTGGTTACG 187

Ad01A19079 Aradu.A01 19079 p3 (CTT)5 15 100634392 100634406 CTCCCCACGCTTCTTCTTTT AGTGGAGTTGGTCATTTCGG 278

Ad01A19081 Aradu.A01 19081 p3 (TTG)5 15 100641607 100641621 CATGCACCAGAATTTCCTGA AGCTGGGGCTGTACCAATAA 221

Ad01A19087 Aradu.A01 19087 c (TGA)12ccatgaggataat(GTG)5agttc(TGG)5ttctgttctggtggtggtggttctgttc(TGA)7ccatgacgataat(GTG)6164 100658200 100658363 TTGCTGAAATTTATTGCGGA TCATTCGGACGAAAATACCC 274

Ad01A19091 Aradu.A01 19091 c (CCA)6ctaacctcattctctctctccttccattttctaagctcaaaggcaccaccacctcatttccttcatcactaccat(CAC)5tatacctccattatcatcttcttcacataaag(CAA)6158 100661501 100661658 CCCTTATCATCATCCGCATC GAGGAAATCGGGTAAGGGAG 277

Ad01A19092 Aradu.A01 19092 c (GA)7atggggtta(GTG)641 100662286 100662326 CACAGAGCTCCGATCTAGCC TCTGCATCATCTTTTCCCATC 280

Ad01A19094 Aradu.A01 19094 c (T)10ctttttc(GT)7 31 100672852 100672882 CTCTGCTGGTGGTAATGGGT AGCAAAAATTGCAGTTTCCA 224

Ad01A19096 Aradu.A01 19096 c (TA)8tc(TA)6 30 100676312 100676341 TGTGCTTTTGATGGTCTCCA TAAGAATGATTGCTTGGGGG 280

Ad01A19098 Aradu.A01 19098 p4 (TTAT)5 20 100682598 100682617 CCTCCTCCTTGTTATTGCCA TAACGGAACAGAAACAGGGC 278

Ad01A19100 Aradu.A01 19100 p2 (AG)8 16 100692750 100692765 TCGATCATCCTAAATTGATTAAAAA CCCATTGTTGCTTTAATAGGAC 280

Ad01A19101 Aradu.A01 19101 p3 (AAT)8 24 100693333 100693356 AACCACCAAGAAAGTTAGGCA TGGGTTTAATTTCTGTAGCTCAA 219

Ad01A19103 Aradu.A01 19103 p3 (AAT)13 39 100697586 100697624 ATGGATCAAACTCTGGCTGG ATGCATACCATCACCAACCC 252

Ad01A19105 Aradu.A01 19105 p3 (CTT)9 27 100700985 100701011 TGATGGCAACATTGGACCTA GGTGCTCAAATCGGTTCTTC 167

Ad01A19108 Aradu.A01 19108 p2 (AT)7 14 100703337 100703350 TTCACCTGGCTCCCATTATC GCGAAGCAACATCAATTTCA 273

Ad01A19110 Aradu.A01 19110 p4 (TCTA)6 24 100705588 100705611 AGACATGGCCATTGAAGACC AGCACCAACACAGTTTTCCC 191

Ad01A19111 Aradu.A01 19111 c (T)13gaaatttgacaagcttaatcatacgcagtataataatatcacttgatttaatcaatcaatatt(A)1389 100708878 100708966 CAAACTCCCCACAGGAACAT TTGAATAAATCAAGCATGAAAATCA 275

Ad01A19112 Aradu.A01 19112 c (A)13ttat(GA)6 29 100709309 100709337 TGCAAATCAATCCAACAAACA TGAACAAAAATCATGGCGAG 234

Ad01A19113 Aradu.A01 19113 p3 (TTG)7 21 100709915 100709935 TTCTCCATGCAGATCCATCA ACCATAGCAACCCCATTCAA 224

Ad01A19114 Aradu.A01 19114 p3 (TTA)5 15 100710166 100710180 AGGAGCAAGATCCGTGAGAA GAGTGTGAGTGAGAAGGGGC 202

Ad01A19118 Aradu.A01 19118 p2 (TA)6 12 100728122 100728133 GGGAGGCTCTGAAAAGAGAGA TTGTTCAAATTTCAAACCCG 280
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Ad01A19124 Aradu.A01 19124 p3 (ATA)18 54 100741014 100741067 TCTCTAGGTTTAATGTGTGCCTATAAA AACATCTTCATGTAATAAAAATCCTTT 278

Ad01A19126 Aradu.A01 19126 p3 (GGT)5 15 100745572 100745586 TGCTTTCTGCTTCTGCTTGA TTTTAGGGACAAAAATACCCTCC 258

Ad01A19129 Aradu.A01 19129 c (A)10taacaaataatttttgagataattattgc(T)1049 100756992 100757040 TGTAGGAGAATCCCCACAGG TGGCCAATGATTGAAGTAAGG 279

Ad01A19133 Aradu.A01 19133 p5 (AAGAT)5 25 100783695 100783719 CAGAGGAACACGACCCAAAT CCTGGGTGCTCCAGTGTATT 177

Ad01A19134 Aradu.A01 19134 c (CCA)6gtatcatcatagtcatcatcattatcatcagaacttctcccaaaatcaaccagaagtccaagctgaacaagaacct(ACC)6112 100784831 100784942 AGAACAGAAGCCTACGCCAA TTTGATTTTCTGAGGTGGGG 274

Ad01A19137 Aradu.A01 19137 c (AAT)6aaaagatgatatacgaccaagtcaaataactttttcccatgaagttattcttttctt(A)1388 100789651 100789738 AAACTCCAACACAAATGGGC TGAATTTTACAATCTCAGCTTATTCC 223

Ad01A19138 Aradu.A01 19138 p3 (GAA)6 18 100790435 100790452 CAAGTCAACGCAATGGAGAA TCTGGTAAAGGATATCGGCG 157

Ad01A19141 Aradu.A01 19141 p2 (TA)7 14 100804649 100804662 CGTACCAATTTTCCTTCACCA TTGCCTTCCATTATTGGGTT 273

Ad01A19143 Aradu.A01 19143 p2 (AG)9 18 100807272 100807289 TGCAGCTTTTTCCTCTCTCA CCCTTTGGAAATTGCATGAT 280

Ad01A19145 Aradu.A01 19145 c (TCT)7ttttcttctttttcttcttctgcttctgcttctgcttctgcttctt(CTG)685 100818178 100818262 GTACGCTTTTAATTTGCGGG AATAAAGCTAGGGAGGCGCT 191

Ad01A19149 Aradu.A01 19149 p2 (AC)7 14 100827644 100827657 TGTGTGCAACATCGAGTCTTC GAAGTGGATTGCATGGTGTG 118

Ad01A19152 Aradu.A01 19152 p2 (CG)7 14 100846998 100847011 TTTTCTTCATTCCAGTGGGC CGAAACAGCCAATCAACAGA 260

Ad01A19156 Aradu.A01 19156 p3 (AAT)6 18 100864272 100864289 GGTCATGTATGAGCAATGCAA TCCCTTCAGCCCTAATCAAA 225

Ad01A19158 Aradu.A01 19158 p3 (TTA)20 60 100869162 100869221 TCGTTTGAATTTTGGTCTTGTG CAAAATCAGTTACACCGTATCACAC 211

Ad01A19160 Aradu.A01 19160 p2 (AT)6 12 100873935 100873946 ACCATCTTAATTCATGACCTCTCT TGGTTATTGGTAAGTGCAAAAGT 202

Ad01A19164 Aradu.A01 19164 p3 (AAC)5 15 100892178 100892192 TCAACCCAACCATGATTCAA GGTCAAGGTATGGTTTCGGT 226

Ad01A19165 Aradu.A01 19165 p2 (GT)9 18 100892827 100892844 CGCGAAGAGAAGAGAGGTGT CAAACGGGCTAAAAACGCTA 167

Ad01A19167 Aradu.A01 19167 p2 (AT)14 28 100899807 100899834 TCCTACTCCCCTCAGGTTCA AAAATTCAATTGACATGGTTGTT 268

Ad01A19168 Aradu.A01 19168 p2 (AT)6 12 100900334 100900345 GCATGTCTTTCAAAACAAAATTCA AAATTTCTCGCTCAAAGCAA 258

Ad01A19174 Aradu.A01 19174 p2 (TA)6 12 100916799 100916810 AGAGCTGGATGGGACAGAGA TTAGAGTGGCGCAGTCAGAA 205

Ad01A19175 Aradu.A01 19175 p2 (CT)7 14 100919305 100919318 AGTTGAAACCCGTAAGCCAT AGCTCAAGGGGGAAGAAGAG 229

Ad01A19177 Aradu.A01 19177 p3 (TTA)7 21 100923381 100923401 TTTCAAAATTACTAAATGTGGCAAG CACTATCCGCAAAGCAAACA 214

Ad01A19179 Aradu.A01 19179 p2 (TC)7 14 100928038 100928051 GCACCTAAGTGTTGGGAAGC TGTGTTGCGAAAGAGTGAGC 210

Ad01A19182 Aradu.A01 19182 c (T)10aaaaaatttaaaaccataaatctgaccctcaaatttgtggttatcaac(A)1068 100937233 100937300 TTCATCATGGATTATTGGTGTG TGGATACCACAAATACGAGGG 265

Ad01A19185 Aradu.A01 19185 p2 (GA)8 16 100954649 100954664 TCGCTTTTTGCATGATTCAG CTCCTCGCTATCAGTCCCAG 203

Ad01A19193 Aradu.A01 19193 p4 (AAAT)6 24 100978493 100978516 ATTGTCCCACCCTCCAAACT TGAGCAATGTTCATTTGTAACCA 236

Ad01A19199 Aradu.A01 19199 p3 (AAT)7 21 101001626 101001646 CCTCGGCAAAATAACATTGAA CCCCGTTTTAAAAGGTCAGG 276

Ad01A19205 Aradu.A01 19205 p3 (TGT)5 15 101023713 101023727 TATTGTGCCTGTGTTTGGGA TCAATAAACATGAAGGCCCC 175

Ad01A19207 Aradu.A01 19207 p2 (AT)7 14 101030212 101030225 AACTGAATTAAACCGGGTCG CCTGACCGGACTCGAAGTTA 267

Ad01A19212 Aradu.A01 19212 p2 (TA)7 14 101058144 101058157 GATCATACGTTTAATTCAGGCTTT TCTCTCTAATTTCCCCTTCCC 232

Ad01A19217 Aradu.A01 19217 c (T)10ctttctctcacttcttgcgg(T)10gtcacttcttgtattttttacttcaattctctcaattcttttctcttcgagtgcattaacctcactcctttcagctacttatg(T)10ctttttgtcacttcttac(T)11162 101068540 101068701 GAACTCGCAAAGGTAAATGCT TGCATGCAATGAAATCCTTT 279

Ad01A19218 Aradu.A01 19218 c (A)11ctaaaagatttttgttaaatttgaattttggattggtttagagtgtatataggttaggagggtgtttaattttgtttttatgct(TTC)5(A)11121 101089951 101090071 TTGCATTTTGCTTGAAGTGC GCATACGCATAAAGCACCAA 269

Ad01A19220 Aradu.A01 19220 p3 (TCT)5 15 101098538 101098552 TCTGAAGGGGAAAAGGAAGG AAATCCAGAATGCACCGAAA 260

Ad01A19221 Aradu.A01 19221 p2 (TG)6 12 101098764 101098775 TCATTTTCGGTGCATTCTGA TTCCTCCTCTTCCTCCATCA 167
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Ad01A19222 Aradu.A01 19222 c (A)10ggaggaggaagagatggtggtggcatagtaatggtgacaacgataataataaaagagaagaataagaaaaaagtagaag(AGA)5104 101098919 101099022 TGGAGGAAGAGGAGGAAGAA TTTCTACCATTGATGCTATTGCT 180

Ad01A19223 Aradu.A01 19223 p2 (AG)8 16 101102953 101102968 AGACCCAGAAAACGAAAGCA CTCATCCTCTTGGGCTCTTG 273

Ad01A19224 Aradu.A01 19224 p3 (CTT)5 15 101103340 101103354 AAAAAGCATCATTACATCCGTG GCAAAATATTGGTGCTGTTGG 245

Ad01A19225 Aradu.A01 19225 c (A)10taccgcagtaacaacaacaaaagaattatgataaggagaaaacacgtgaagaaaaaggaacgcgaaaaagaaagaggagaat(GAG)5gaacgcgaagaagaagacgcttcgtacgtaaacgagcgtaagaagaaggaagaggaagcgcg(GAA)7gtgcggggaagaag(AGA)6222 101106114 101106335 TTCACTAGGGAGAGAATGGGA TTTTTCTTTTCTCACGCTTTTTC 272

Ad01A19228 Aradu.A01 19228 p2 (TA)6 12 101114014 101114025 GCAGCTCGGTCAAAAGTTTC CCTTACGGGTTCCCTACTCC 257

Ad01A19233 Aradu.A01 19233 p2 (AT)8 16 101133669 101133684 TTGCATTTGACCATTGCTTC GATTGGTTTGAAAGGGCAAA 274

Ad01A19234 Aradu.A01 19234 p3 (GAT)5 15 101136564 101136578 GTTTTGGTTGCGTCTTCGTT CCCAGCTGGATTACTCCTCA 247

Ad01A19237 Aradu.A01 19237 p2 (TC)6 12 101159109 101159120 ACCCACACTTTCCTCTCCCT AAAATGCTCCCAAAATGCAC 156

Ad01A19241 Aradu.A01 19241 p3 (AAG)7 21 101177499 101177519 AATGTTTTTAGGTGGCAGCG GGGTGGGGAGAGAAAGAAAG 168

Ad01A19242 Aradu.A01 19242 p3 (AAT)10 30 101177858 101177887 GATTTTGATTTTCGCCCCTT CAACGCTTATGACCTGAGCA 175

Ad01A19243 Aradu.A01 19243 c (A)10tcattttttatgaaaaaatcttatataaagtgaatttatcctatgttacccctacaaaaagagaaagaac(A)1090 101178162 101178251 TTGCATCGAGGTCAAGTCAC CGTTCGTTCTTATGCTGTTCA 223

Ad01A19246 Aradu.A01 19246 c (A)11cgaaatatacattaagtataaagatgataacgcatatttaaacgcaatgattttataattttgtatgctttgttcg(T)10aatttggttggctgtattatacgaacacaaccagttaaaatt(A)12151 101179455 101179605 CCACAATTTTTGTCGTGGGT TGCGTTTAAATGTGCATTGTC 275

Ad01A19251 Aradu.A01 19251 p2 (AT)7 14 101195851 101195864 AACGATTCTCATCTATTAATTTCACA ACGCACCCGTCTTAACTCAA 228

Ad01A19252 Aradu.A01 19252 p2 (AT)6 12 101196465 101196476 TTCGGTGATTCTTTTTGACTCAT TCCTCTTTTCCTCTTTGTGGA 264

Ad01A19254 Aradu.A01 19254 p4 (TTAT)7 28 101200029 101200056 TTCCCACTTTCCAGCACTTT TAGCTACGGATTGCCATGTG 190

Ad01A19255 Aradu.A01 19255 c (T)10c(T)10 21 101200354 101200374 AAGCTAAAGCCGAAAGGGAG TGAAAAAGTTGCCAGTAGCAATA 189

Ad01A19256 Aradu.A01 19256 p3 (TAT)6 18 101201533 101201550 GGAGAGAAAGGTCTCATCCCA TTGGTACTGAGGAGGCAAAT 248

Ad01A19259 Aradu.A01 19259 p3 (AGG)5 15 101212400 101212414 CAACCCTGTTGAAGAAGGGA CCTGACAAACTGCACGGTTA 245

Ad01A19266 Aradu.A01 19266 p3 (ATG)5 15 101237066 101237080 AAAATGACACTCCCTTATCCTCT TGTCGTCACAAACACCACCT 259

Ad01A19270 Aradu.A01 19270 p3 (ATT)5 15 101250946 101250960 CTGCAGAAATCGAACTCGGA GAACCAGGAGCTGGTGAACT 267

Ad01A19273 Aradu.A01 19273 p2 (TG)6 12 101259137 101259148 CAGGTGAAGCAGAGTTGGTG CAAAGTCAACCCAAAACCAAA 249

Ad01A19274 Aradu.A01 19274 p4 (ATTT)6 24 101263438 101263461 TTGAACTGGATTTTCCAGGC TTAGCGATTCATCATTGCCA 242

Ad01A19278 Aradu.A01 19278 p2 (AT)7 14 101279125 101279138 TTGCTACTGGCAACTTTTTCA AATCTGAGTGAAGAATTGAATCG 216

Ad01A19284 Aradu.A01 19284 p2 (TC)14 28 101296724 101296751 TAACAAGAGGGGGTTGTTGC TCAAGGATAATGACCTGGCA 214

Ad01A19286 Aradu.A01 19286 p3 (AAT)5 15 101297897 101297911 AAAGTCCTTGGCGGCTAGTT TTGGGCCAAACACAGAAAAT 216

Ad01A19289 Aradu.A01 19289 p2 (TA)16 32 101305911 101305942 TTTTGAGGGCTGTGTTTGTG GCACTGCTCACGAAAAATGA 187

Ad01A19291 Aradu.A01 19291 p2 (TC)9 18 101307647 101307664 TCTCAGCATCTTGTTTGGTCT AGGTGAAGGTGATGAGGACG 190

Ad01A19293 Aradu.A01 19293 p3 (AAT)5 15 101314794 101314808 AGATTCGGCACCTTGAATTG TTGATCGGACTATACACGTCG 264

Ad01A19295 Aradu.A01 19295 p3 (AAT)5 15 101316007 101316021 ACTGCCATCATGCTCCTTTT CAGAAGTCAAGAGGTTAGGGGA 280

Ad01A19301 Aradu.A01 19301 c (T)11gc(T)10 23 101336168 101336190 CGCCATTAATGTGCTAAACAGA TGCATGAGCATGATTTGTCC 233

Ad01A19303 Aradu.A01 19303 c (T)10catgttaaatggtttccaaacaaatttataatcattcatgctatatgtacagaaaaagtcagacatgaaatcaatcgcaagtagcattgcgca(ATG)5118 101337070 101337187 TCAAATCAATACTCACACTCTTCAAA TCCAGGATGGTTTGTTCCTC 274

Ad01A19305 Aradu.A01 19305 p2 (AT)6 12 101351110 101351121 TGCTTGTACAAATTGCTGGG TGCTGGAACATGAATTCCAA 102

Ad01A19306 Aradu.A01 19306 p2 (AT)9 18 101369033 101369050 CACCACAAGACACATTAAGCAAA CTTCATGATTCACCAAGCGA 255

Ad01A19311 Aradu.A01 19311 p2 (TC)9 18 101384742 101384759 GGAGTTGTTGGTGCTTCCAT GCTCAGCCAATAGGCTTTCA 235
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Ad01A19314 Aradu.A01 19314 c (CTA)5gtttctctatgatactcttgagcacgtatcactcttgtttagaattgactgcagcacaacatgaatttaggtttcctcttgcttagagttgcaac(ACT)5125 101392322 101392446 CTCTTGAGCACGTATCACTCTTG GAGAAAACCTAAATTCAAATTGTGC 250

Ad01A19316 Aradu.A01 19316 p3 (ACT)5 15 101393165 101393179 TTCTCTACCACACAACTTGGGA TTGTGTTGTTGTCAACTCTAAGCA 235

Ad01A19317 Aradu.A01 19317 p3 (ACT)6 18 101393747 101393764 GAGTTGACAACACCACAACCA CCAGTTGTGCTCCAAGTTGT 182

Ad01A19319 Aradu.A01 19319 p3 (ACT)5 15 101394485 101394499 GCACAACTTGAATTTAGGTTTTCTCT GCAGCGTTGTTGTCAACTCTAA 201

Ad01A19320 Aradu.A01 19320 p3 (ACT)6 18 101395148 101395165 GAGTTGACAACACCACAACCA CCAGTTGTGCTCCAAGTTGT 176

Ad01A19322 Aradu.A01 19322 c (TAC)5ttgtagtacaacttgaaactactacttgtagcacaacttgaatttaggttttctcttatttaaagttgacaacaacaca(ACT)6112 101395857 101395968 TGTTTAGAGTTCACAACAACACTGC AAACAAGAGGAAACCTAAATTCAA 257

Ad01A19323 Aradu.A01 19323 p3 (ACT)5 15 101396681 101396695 TTCCTTTTGCTTAGAGTTGACAAT GCAAGAGGAAACCGAAATTCT 263

Ad01A19324 Aradu.A01 19324 p3 (ACT)7 21 101397182 101397202 TTGACAACGACACAACCACT TGTTGTCAACTCTAAGCAAAAGAAA 234

Ad01A19325 Aradu.A01 19325 p2 (AT)6 12 101412463 101412474 TGGCAAAAATCAAGGTAAATGA CATTTATAAGACCTAACATGCAAAAA 269

Ad01A19327 Aradu.A01 19327 c (T)10ggcaga(T)11 27 101418552 101418578 ACACCACAAATGCATCGAAA TTATTGGGCCTTACGCATTC 223

Ad01A19329 Aradu.A01 19329 p2 (TA)8 16 101432442 101432457 GACAGGGACCCGTGAAATAA AGTAGTGGCGGCTGAGAGAA 164

Ad01A19330 Aradu.A01 19330 c (ATA)8acaaaaaaaggagtggttattatagaacaaaacgagcccagcgaagttattttatcctgctgctttgat(TTA)15138 101442048 101442185 ACGGACCTTGTTTGGACTTG ATGGTAGTGGCGGTGAGTTC 270

Ad01A19335 Aradu.A01 19335 c (GA)12aaagagagaagcaaatcaacaagagtaggccaaacgttgggccacacgatcccttagaattccgttatacaaagctaccctgttttctggcattcc(TCT)5135 101453126 101453260 CATCCCCTCTGCCCTTCTAT AAGGTTGAAACTTGCGGAAA 268

Ad01A19336 Aradu.A01 19336 p3 (TTC)5 15 101453391 101453405 CCGTCTCCACAAGAATCCAT CCAATTCTCCTTCCACGAAA 268

Ad01A19337 Aradu.A01 19337 p2 (TA)6 12 101461581 101461592 TGTGGTAGGGCACTTATCCC TGCAAGCAAGGAAAACACAG 275

Ad01A19338 Aradu.A01 19338 c (T)11aca(TTC)5 29 101468501 101468529 GCGTATGTGAACACGCTATTT TGCTACAAAAATCACCAAGAAAAA 190

Ad01A19339 Aradu.A01 19339 c (T)10cttatttttattcttgttacgaagataaaacaaaagaattatgagaaattgaaaagaa(AAG)686 101468669 101468754 TTTTTCTTGGTGATTTTTGTAGCA GCATAACTCAAAACGTTCTCTCC 162

Ad01A19344 Aradu.A01 19344 p3 (ACC)5 15 101487546 101487560 TGGACTTCAAAACCGAAACC CTTCCACGTCCACTTCCAAT 256

Ad01A19345 Aradu.A01 19345 c (AGA)5atggtagttactcgtaaggtttgaatggcagttaggcggcactga(T)1575 101487822 101487896 TGGTTCTTCTGCTTCCGACT TGTCCAGCTGTTCCTCTGTG 168

Ad01A19347 Aradu.A01 19347 p2 (TC)8 16 101490701 101490716 TGCAGTTTGATGTGGGTGAT GATGGGCCAAGAAAATCAAA 239

Ad01A19351 Aradu.A01 19351 c (A)11c(A)10 22 101498549 101498570 CCTCTTTCTATGACACCCGC TCCTCCACTCTGTTATATTTCTTCG 275

Ad01A19353 Aradu.A01 19353 p4 (GAAA)5 20 101502082 101502101 TTGAAATTTGGACCGCTAGG TTTGTGCTTGACTTGGTTGC 227

Ad01A19354 Aradu.A01 19354 p2 (CT)9 18 101502401 101502418 ATCTTTGGCAACTCTGCACC AACCACACCCTCCTCTTCCT 271

Ad01A19358 Aradu.A01 19358 p2 (CT)10 20 101524627 101524646 AAAGCGCAAATCTTCTCCCT GGAACGACTGGTTTCGGTAA 180

Ad01A19359 Aradu.A01 19359 p3 (ATT)5 15 101526173 101526187 GCAATCTTTTAGCTGCAGGG CAGAACCTGTGAAAATTGAGCA 205

Ad01A19360 Aradu.A01 19360 p3 (ATT)5 15 101526651 101526665 ATGTTTTAGCTGCAGGGCTC CCAATCAATGAAAGGTGGCT 268

Ad01A19364 Aradu.A01 19364 p2 (AG)9 18 101547298 101547315 GTTCAGGCTCATAGCGAAGG CTGCTCATCCCATTACCGTT 184

Ad01A19370 Aradu.A01 19370 p2 (TA)7 14 101558862 101558875 TATTTCCTTCGCCTTTTTGC TGCCCAATAATCAGTCTCACA 197

Ad01A19371 Aradu.A01 19371 p3 (CTC)5 15 101562753 101562767 GGGAGGACAGTAGAGAGGGG CGAATGCGATGATAGGGAAG 162

Ad01A19373 Aradu.A01 19373 p2 (AT)7 14 101567482 101567495 AAATTGGACTAAAAACCAAAAAGG TTTGAGCTATCGATACAACTCG 158

Ad01A19375 Aradu.A01 19375 p3 (TAA)10 30 101570055 101570084 CGATTTGCGAATACCCCTAA AATAGGAGGGCTAATACCAAAAA 230

Ad01A19376 Aradu.A01 19376 p3 (TAT)12 36 101570272 101570307 TTTTTGGTATTAGCCCTCCTATT CTTTCATTATGTCACGGCGA 233

Ad01A19378 Aradu.A01 19378 p2 (AT)7 14 101576787 101576800 ACTATTTTGAGCTTGTATCATTTGAA TTTTACATTTACTTTTTCTTCTTCTCC 271

Ad01A19382 Aradu.A01 19382 p3 (CGT)5 15 101603257 101603271 CCGTCATTTTTGAAGCTTGG AGCAGCAGAAGCAAGAAAGC 216
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Ad01A19383 Aradu.A01 19383 p3 (AGA)5 15 101604141 101604155 CAGCATTGGTCCAGTAGCCT CTGAGCTGGGTTCCTACCAC 229

Ad01A19384 Aradu.A01 19384 p3 (TTG)7 21 101610173 101610193 TTGATTCATGTAGCCGACCC CATTGCAACCGTTACTCTTGA 279

Ad01A19385 Aradu.A01 19385 p6 (GGACGG)5 30 101611976 101612005 CTTTATTTTGCGCAAGTCCC AATGCGCCACAAATTCTTTC 203

Ad01A19386 Aradu.A01 19386 p3 (TGG)6 18 101618128 101618145 TGGGAGGGGAGTTACAGTGA TTTTTCGTCCCCAAAGTCTG 241

Ad01A19387 Aradu.A01 19387 c (T)12ggcattgggtctgtattaattctttttttctggacttttggatctgatttggaccagcaacattttgttgacaagtttatttttggactttttgttaag(A)10121 101624537 101624657 TGTGTTGGTTTTCTTTCCCC TAGCCAAAAGCTGACCCACT 264

Ad01A19390 Aradu.A01 19390 c (AG)7aaaaaaatatattc(AATA)548 101637086 101637133 GAAATTGTGGGAACATGGGT TCACATATGCATTGATTTTTCATT 252

Ad01A19392 Aradu.A01 19392 p3 (ATG)6 18 101651680 101651697 TCTGGCTACATCCAATGCAA CAAAAGCGTTGCTGTGAAAA 280

Ad01A19394 Aradu.A01 19394 p2 (TA)7 14 101660422 101660435 GGCACCATTCTAGGCGTTTA GAGGTGATTGGTGAATGGGT 257

Ad01A19395 Aradu.A01 19395 p2 (AT)6 12 101666988 101666999 AGCCAACATAATCCACCAGC TGCCTGGACATACCTTCACA 276

Ad01A19397 Aradu.A01 19397 p3 (AAG)5 15 101679931 101679945 TGACGATAACGAAAGGGGAG CACGCGCTTTTTCTTCTTCT 104

Ad01A19404 Aradu.A01 19404 p3 (CTC)6 18 101693606 101693623 TTTCAGAGAGTCCAGGAGGC GGAGTCTACGAACATGGGGA 271

Ad01A19407 Aradu.A01 19407 p2 (CA)7 14 101704621 101704634 TGGGATATTTTGGGTGTTCC GCATCCAAACTCATCAACTTCA 215

Ad01A19408 Aradu.A01 19408 p2 (GC)6 12 101705766 101705777 AAGAAGCGGAAATGGAGGTT GTCCTCTCCCATTTTGCTCA 186

Ad01A19413 Aradu.A01 19413 p4 (GAAA)5 20 101730078 101730097 AGGATATGTGACGTAGGCGG TCTTTGTATCCCTGCGTTCC 131

Ad01A19414 Aradu.A01 19414 p2 (CT)7 14 101746477 101746490 AGATCCTTGAGGGATGGCTT TTCAAGAAAACTGGTTCGGC 277

Ad01A19420 Aradu.A01 19420 p4 (ATAC)5 20 101766235 101766254 ATTCAATCTGCGAAGCCAAG AGTCACATCACATGCGGAAA 277

Ad01A19426 Aradu.A01 19426 p3 (TAA)5 15 101795659 101795673 AACATGTACTCCTCATCATACTTGTAA TTTGTTGGCGTTATCTTTAGGAA 260

Ad01A19427 Aradu.A01 19427 p2 (TC)7 14 101798325 101798338 CACCTTTGCTCCTCTCAACC CAGAAGGTGCATTGGCAGTA 216

Ad01A19428 Aradu.A01 19428 p2 (CT)19 38 101807058 101807095 TTTTGGTCGGTTAAGGTTGC CATCACCACCACCACTCAAG 192

Ad01A19430 Aradu.A01 19430 p3 (ACT)5 15 101808867 101808881 AACGCGAATTTCATGTCGTA GGGAAAAGAGATTGGTGCAA 248

Ad01A19431 Aradu.A01 19431 p2 (TA)7 14 101809025 101809038 GTATCACACCAACCCCTTGC CCCCTCCTTGCATTGTTAAG 258

Ad01A19432 Aradu.A01 19432 p3 (ATT)5 15 101809931 101809945 AGTTGTCACGACTCAGCACG CTCTAACTTTCAGCCACGCC 269

Ad01A19435 Aradu.A01 19435 c (A)10ttctattttctctg(A)1842 101833169 101833210 GGATGTATTTGATTTGCATTTTCA TCCAAGTCGGTGGCTAACTT 218

Ad01A19441 Aradu.A01 19441 p2 (AC)9 18 101847539 101847556 AAGGCTAGAGCTTTCCCAGG CTTTGCTGGTACGGGTTGAT 164

Ad01A19442 Aradu.A01 19442 p2 (AT)7 14 101856042 101856055 AGTCTGCGAAGCTAAGGCTG GAATCCCCGGTTCTCATTCT 275

Ad01A19447 Aradu.A01 19447 p3 (TAT)16 48 101876109 101876156 TTGGAGATGAACGAAATTTGAA CCAGCCTGTTAGGCAAAAAT 280

Ad01A19453 Aradu.A01 19453 p3 (AAT)19 57 101902143 101902199 CCATGCCAACAACAAATTCA AAATACACTGGCGAGCCAAC 263

Ad01A19458 Aradu.A01 19458 p3 (AGG)8 24 101923161 101923184 TTGGTTGAGAGGGAGTACCG ACGCCGACTTTTGTTCAATC 261

Ad01A19460 Aradu.A01 19460 p2 (AG)6 12 101930587 101930598 TTCCTTTGGCTCTTGGATCA TAGGAATGACCAGGGCTGAG 247

Ad01A19463 Aradu.A01 19463 p3 (TCT)5 15 101947568 101947582 CTTCTTGCGCACGTTCTTCT GAAAACGTGCAGTAATGGTTGA 162

Ad01A19464 Aradu.A01 19464 p3 (CTT)5 15 101947708 101947722 CGCACGTTCTTCTTCCTTTT GGTGCAGTGAAAACATGCAG 280

Ad01A19465 Aradu.A01 19465 c (CTT)5gctgcacgttcttct(TCC)5(TCT)766 101947825 101947890 GCTGCACGTTCTTCTTCCTC TGCTCCTGTGTCACAATGAA 270

Ad01A19466 Aradu.A01 19466 p2 (AT)6 12 101950625 101950636 AACTGGATGGTGGTTGTGGT TGGCATTCCAGATCTTCTTCA 280

Ad01A19467 Aradu.A01 19467 p2 (AG)9 18 101956458 101956475 GCACAACCTACCAAGCACAA CTTCTTTTCTCCAATGCCCA 245
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Ad01A19469 Aradu.A01 19469 c (T)10ctgataattcagtactttaacttattattattctccattcatgc(T)1165 101964149 101964213 AAGACAAAATCAAGATTTCTCAAACA GCCGAAACCCTAAACCCTAA 224

Ad01A19471 Aradu.A01 19471 p3 (AAG)8 24 101967446 101967469 CCCTGAGGTAACGGAATGAA CGCACAAGGAACGAATCTCT 204

Ad01A19473 Aradu.A01 19473 c (T)12ggtcatataacacactcacactcacacacacattc(CA)659 101972317 101972375 TGCTCCACCATTTTTAGGGT AGGCATGTGATGTAGTGGCA 257

Ad01A19478 Aradu.A01 19478 p2 (AT)8 16 101977915 101977930 CCCAAGGACAACCACATTTC CCACTGCTGCTATGCTTTCA 147

Ad01A19480 Aradu.A01 19480 p2 (AT)9 18 101994793 101994810 GGTCCTTGTATTTCCCACCA CTCTGGGAAGATGGGTTTCA 240

Ad01A19482 Aradu.A01 19482 p3 (TCA)5 15 101995967 101995981 CATTTCATTATCCAGCACGG CAAGTGGCATAGTAGAATGAAGC 263

Ad01A19486 Aradu.A01 19486 p3 (AGG)8 24 102011208 102011231 GGGTTTGTGGAAGCAAGAAA CCTCCTCCAAAATCTCCCTC 212

Ad01A19492 Aradu.A01 19492 p3 (CAT)5 15 102024462 102024476 CAATGCCATGTGTCAATACCA GATGGTGGTTCCGCAGTAAT 192

Ad01A19494 Aradu.A01 19494 p2 (TA)6 12 102027183 102027194 TGGATAAAAGTTTGTCATGTGGA CGATGAAAGAAAGAAAGAAGAAAAA 236

Ad01A19495 Aradu.A01 19495 p4 (TTTA)5 20 102027407 102027426 TTTTTCTTCTTTCTTTCTTTCATCG CATGCTGATACTGCATTGTGAA 175

Ad01A19496 Aradu.A01 19496 p2 (GA)7 14 102033245 102033258 AGAGTAGAAGACGGCCACGA CAGATCCCCTCCCTCACATA 245

Ad01A19497 Aradu.A01 19497 p2 (AT)7 14 102033586 102033599 TTAACCCGGTTGAACCAGTC AAAAATGTGGTTTGGCTACTTGA 280

Ad01A19498 Aradu.A01 19498 p3 (ATT)12 36 102034619 102034654 AAATGCACTTAAATGGGTGTTATT ACAGCAACAGCAACAGCAAC 210

Ad01A19499 Aradu.A01 19499 p2 (AG)6 12 102037299 102037310 TTGCAATTAGAGAATATTATGTTGCAC TTTGCCAAAAAGACTTGTATGTG 273

Ad01A19500 Aradu.A01 19500 c (GAA)9a(AAG)15 73 102038674 102038746 TGATGGAGGAGAAGGAGGAA CGCTCCTGCTACATGTTGTT 218

Ad01A19501 Aradu.A01 19501 p3 (AAC)12 36 102039414 102039449 GGCATGGGCTTGTGTTTTAG CTGAATTCGGGTTGGAAAAA 227

Ad01A19502 Aradu.A01 19502 c (A)10ggaatatattgg(T)1638 102051609 102051646 TTGGTTGGCTGTTTGAGCTA CAGCCATTGGGTGTTCAGTA 194

Ad01A19503 Aradu.A01 19503 p2 (AG)26 52 102054407 102054458 AAATAATTCTTGCATGGGCG CCGGCATAGCATTAAAGGAA 183

Ad01A19506 Aradu.A01 19506 p2 (AC)8 16 102065863 102065878 GGGACAAGGATTAAGCACCA AGCAATGAACGTCAGACACG 135

Ad01A19508 Aradu.A01 19508 p3 (TTA)6 18 102072461 102072478 TCACTACAGCTTGTACCGATTTTC TTTCATAAAAACCACAATGCAG 255

Ad01A19509 Aradu.A01 19509 p3 (TAA)7 21 102083580 102083600 CTCTCATGCATCCGTTTTCC CGTGAATCGGGTAACAAAGA 278

Ad01A19511 Aradu.A01 19511 p3 (TTA)6 18 102085351 102085368 AAATTTAAGTCATTTACCTGTTTGTGA TTTGGTACATTTCATATCACATTCG 208

Ad01A19512 Aradu.A01 19512 p3 (TTA)5 15 102086442 102086456 GACCATGGTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 248

Ad01A19517 Aradu.A01 19517 p2 (TA)8 16 102100345 102100360 CAAATGCAATTCTCTCTCTTTTTG TCTCGTGCTGATAACGTGTTG 204

Ad01A19522 Aradu.A01 19522 p3 (CCT)5 15 102110843 102110857 GCACATTATCATGGGGTGAA CGGCTATGTTTTTATCCATTG 280

Ad01A19523 Aradu.A01 19523 p3 (AAT)25 75 102113171 102113245 CCTTGTGCATGTTGCCTAGA CACTTTGCATGCCTTTTGAA 169

Ad01A19529 Aradu.A01 19529 c (AAG)7aggaagaagaacgtgcagcaagaagaagaaggagaaagaaaaggtaagaaacgaaagaaaaaaa(AAG)6ag(GAA)5120 102119534 102119653 CGTGCAAGAAGAAGAAGAACG TGCTCCCATAGTTCCCAAAA 277

Ad01A19530 Aradu.A01 19530 p3 (TTA)20 60 102123539 102123598 CACACAAAACATATATTGCGCC TCGAAAAACACTAATTTCCTTTCA 279

Ad01A19533 Aradu.A01 19533 p2 (GC)6 12 102135300 102135311 ATGACAAGCAAGAGCCAAGG TTCTTTGCCTCGCTCATTTT 203

Ad01A19534 Aradu.A01 19534 p2 (TA)6 12 102137572 102137583 ATTGTAAACCAACCCGGTGA CATTGAATAGAAACACGGCCT 216

Ad01A19536 Aradu.A01 19536 p3 (TTA)17 51 102147173 102147223 GAAAGGTTTTGTAAGCCCTTGTT TGTTATAGCAATAATTTGGCATGTT 211

Ad01A19537 Aradu.A01 19537 p2 (TA)6 12 102150850 102150861 AGAATACAGGGGTTCAGATTGTT TTTGTGCTATGAAGGGATTCAA 240

Ad01A19538 Aradu.A01 19538 p3 (GGT)5 15 102154780 102154794 GGCTTGCTTTGGAGAGAAGA ACCATGGCTACCACCATCAT 239

Ad01A19544 Aradu.A01 19544 p3 (AAT)5 15 102167536 102167550 CCATCAAATGTGGCCTTCTT CGTGGGGCCTGTAACTGTAT 170
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Ad01A19550 Aradu.A01 19550 c (CCT)5tctcctttcaaattcatgcacgcatgttcttcttcttcccctt(TTC)573 102184935 102185007 GCTTTTCAAATCACGCACCT AAGAAAACGCAACATCAGGG 217

Ad01A19556 Aradu.A01 19556 p2 (AT)9 18 102200102 102200119 TCCGTTCCTGTCATAACAAAAT TCCCCAAATAAAATTACTCCCA 238

Ad01A19557 Aradu.A01 19557 p3 (GAT)6 18 102202427 102202444 TTGAAATTTGGAGGTTTGGC TCCAATCCATCAACCATGTG 153

Ad01A19558 Aradu.A01 19558 p4 (TATT)5 20 102203656 102203675 CACGAACTTGAAGGCCTCTT TACTAACCCCACATGCCGAG 280

Ad01A19559 Aradu.A01 19559 c (A)13caaaaacaaggagaacaaaaagattgaaaactaaagtaac(A)1063 102205003 102205065 AAACCACAAAAGGATTGTTGAA TCACTCCTTCACCTTCCACC 183

Ad01A19561 Aradu.A01 19561 p3 (CTC)6 18 102210482 102210499 GAGTCCAAAGCAAGGTCTCG ACCTCACCAGAAGAGCCAGA 206

Ad01A19565 Aradu.A01 19565 p2 (AT)6 12 102223351 102223362 TTATTTCACACGCGTATTTGTT CGAAACATATAAATACACAAATTCAAA 265

Ad01A19567 Aradu.A01 19567 p2 (AT)7 14 102229882 102229895 TGGAAACGTCGTCTCGTTTA GCGACAATCGGGATAAAGAA 201

Ad01A19569 Aradu.A01 19569 p2 (TA)6 12 102238061 102238072 CAATAAAAGCCCTTCTCCCC ATGACAAAAGTTAAAGATGCAAAA 223

Ad01A19573 Aradu.A01 19573 p3 (GAG)9 27 102264010 102264036 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 168

Ad01A19574 Aradu.A01 19574 p3 (TAA)13 39 102266396 102266434 AACCACGGTTAATTGGTGAAA CGATATTATGTTTTGGGATATTGAA 270

Ad01A19579 Aradu.A01 19579 c (T)10caaaaaaaaatcataaattctaataattttttaacatttttcataaaaaaaatccaaactt(A)1182 102276352 102276433 TGCCGAAGATAACGAGAGGT AGGTCGGTTGAAACACAAGAG 257

Ad01A19582 Aradu.A01 19582 p4 (TAAT)5 20 102279345 102279364 ATCAGCCTCACCAACGATTT CTTCATTCCCGGTTACAGGT 257

Ad01A19583 Aradu.A01 19583 p3 (TAA)8 24 102280439 102280462 CTCTCCACAATGCCAACAAA CTCAAAATCCAACCAGCCTC 225

Ad01A19584 Aradu.A01 19584 p3 (ACT)9 27 102280924 102280950 GGGGAACGCCAACTTTATTT GACCCCCTTATCGCTTCTTC 267

Ad01A19585 Aradu.A01 19585 c (GA)12ggaggaggctttgggttgcttcttatgtagcta(TG)6ttgtgttgttgctgagtgttagtggctttcttggctttttaatacgcatatggagagagaaagagaaagagaa(AG)8158 102281317 102281474 ACCACCCGTTCTTCTTCCAT CTTAAGAATTCCAATGGCGG 241

Ad01A19588 Aradu.A01 19588 p2 (AT)9 18 102283665 102283682 GTGCATGACCCAAAATACGA TCTAGGAGGGAAAGGGGAAA 125

Ad01A19589 Aradu.A01 19589 p3 (AAT)5 15 102288594 102288608 TGATGGAGTTGTGGATGATGA AACCCCCTTTGTGCTCTTCT 251

Ad01A19597 Aradu.A01 19597 p3 (ATA)5 15 102293337 102293351 CAACTAGCGGCGGTTCTTAT TGCTGTACCGTGAAGGTCTG 249

Ad01A19602 Aradu.A01 19602 c (A)11cctaatttggtctctaaattttatttttatgggattgattagcttttgtgcaaac(A)10caataaaaaacattagcacagaactaatcagttctataaaaataaatctcaagggtcggattaaata(T)13156 102305551 102305706 GAATATCCAACTCGGCCCTT AAAAATTCTAAACGGCCTCTGA 262

Ad01A19603 Aradu.A01 19603 p3 (ATC)5 15 102309639 102309653 AGGCAGTGCTGAACACATCA TACATGGTTTGCAGGAACGA 123

Ad01A19610 Aradu.A01 19610 p2 (TA)6 12 102341214 102341225 TTGTTGCTAATCCGCTGTTG CGGAAAAGAAGCCATAGCAG 270

Ad01A19619 Aradu.A01 19619 p2 (GA)15 30 102365564 102365593 TGCGCAATAAGACACACACA GCACCAAGAGAAGGCAAGAC 190

Ad01A19623 Aradu.A01 19623 p2 (TC)10 20 102382060 102382079 ATGACTGGGCAGCGTAATTC GAAGAGAGAGAGCGCGAAGA 265

Ad01A19625 Aradu.A01 19625 p2 (CT)6 12 102389546 102389557 CAGAATTGGCATGAAGAGCA TTTTTGGGGAAGAGGTGTTG 162

Ad01A19626 Aradu.A01 19626 p3 (TCT)5 15 102403143 102403157 TCTGGTGCTTCAAATTCACG AGGAAGAGATGGTGGTGGTG 132

Ad01A19627 Aradu.A01 19627 p3 (ATC)7 21 102403272 102403292 TCTGGTGCTTCAAATTCACG GACGACGATGATGATGACGA 233

Ad01A19628 Aradu.A01 19628 p3 (TCT)5 15 102404286 102404300 CCTTCCTTCTCCTCCTCCTC CCGTGACACAAGTTCCTGTT 113

Ad01A19629 Aradu.A01 19629 p2 (AC)6 12 102405279 102405290 TAATATCCAAAGCAACCGCC GCGGCTCAAAAGTCAAGTGT 208

Ad01A19630 Aradu.A01 19630 p2 (TA)8 16 102408949 102408964 GGAGGACGAGTAGTTGATTCAGTT AAAGTACAAAGACTTGAGGGTACGA 220

Ad01A19631 Aradu.A01 19631 p2 (AT)6 12 102414618 102414629 GATCGGAGCGGGTAGTGTAG ATGAGAGGCTGAGCTGAGGA 229

Ad01A19633 Aradu.A01 19633 p3 (TTC)5 15 102417838 102417852 CGTCCATCGAAAAGCTGAAC TGTTGCTGGTTTTTATTTTTGTG 153

Ad01A19635 Aradu.A01 19635 p2 (AT)6 12 102436666 102436677 GGGAAGGAACGGGAGACTAC GGGAACAGAACACCGTCATC 211

Ad01A19639 Aradu.A01 19639 p3 (GAT)5 15 102461206 102461220 CTCTTCCACCATCACCTTCC AAACACAGGCAAAGCACACA 274
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Ad01A19641 Aradu.A01 19641 p3 (CCG)5 15 102465167 102465181 GTCAGGACCTGGGATGTTGT ATGAGCCTGATTCGTTGTCA 275

Ad01A19642 Aradu.A01 19642 p4 (AAAG)5 20 102481596 102481615 CCAAAGTTTCAAAAGCCCAC CTAAGGCCATTGTGCAGGTT 148

Ad01A19644 Aradu.A01 19644 p2 (TA)6 12 102495628 102495639 ATTTCCGCTAAAAGGAACGG ATTGGCCTGGAGAAGAACCT 136

Ad01A19645 Aradu.A01 19645 p3 (TGA)17 51 102496306 102496356 TTAACTGCTTGCGTTTCCGT TGGTGTTTGCTGATGAGGTC 220

Ad01A19646 Aradu.A01 19646 p2 (AT)6 12 102498075 102498086 ATCGACAAAGTGTGTTTGGAT CGGTTATCGAAAGATCGAGG 176

Ad01A19648 Aradu.A01 19648 p2 (TG)8 16 102498754 102498769 AGTGGCCCAACCTTACACTG AGCCAGGCATGTGGATTTAG 214

Ad01A19652 Aradu.A01 19652 p3 (CTT)5 15 102506484 102506498 TCTTTCTCACCCTTTCGTTTG TGTTGTTGCGACTTTCGTTT 255

Ad01A19653 Aradu.A01 19653 p2 (TG)6 12 102508042 102508053 TTAAGGGCCAATGCAAATCT TTGGTTTCTGCATCCACGTA 211

Ad01A19655 Aradu.A01 19655 c (T)10ccgtcttc(CTT)7tcttttattattttttactttcgttactgtcgtcaccaccaccac(CCT)599 102509715 102509813 AAGCAATTCTAGCATCCAAGTTT TGATTGCACACAAACTCAATTAAA 239

Ad01A19656 Aradu.A01 19656 p3 (AGA)7 21 102511103 102511123 GGAGGGGGAAGAGTAGGATG CACGCTAGCTCATTTACGCA 126

Ad01A19659 Aradu.A01 19659 c (A)10gaaaagaataaatgatattagcatatagtatatactcgtgtctagcgcagggtaaacacatgaaaacatatgaagttc(T)15103 102522896 102522998 TGATCACCAAAATTGACTTAACG GAATAAATGTTCTATTTTAAAGGCAGG 275

Ad01A19661 Aradu.A01 19661 p3 (GAG)9 27 102537593 102537619 GCAGCATCAAGTGAACCTCA AACCGCTTTTCAAATCATGC 260

Ad01A19663 Aradu.A01 19663 p2 (CT)6 12 102540315 102540326 AGCCATCTTTCCCCTCATTT AGAACGTCAACGACATGCTG 168

Ad01A19667 Aradu.A01 19667 p2 (CT)11 22 102550190 102550211 TCATCCATTTTCCCATCACA TTGGGAGTTTGGGACCATTA 100

Ad01A19668 Aradu.A01 19668 p3 (TAT)7 21 102550449 102550469 CCATTTACCATGCTCCCATT TTCGAAAGCCCAATATGCTC 276

Ad01A19671 Aradu.A01 19671 p2 (CT)6 12 102553101 102553112 TTCCATTGCTCCCTCACTTC CCTTCATCCACCACCATTTC 242

Ad01A19672 Aradu.A01 19672 p3 (ATG)6 18 102555841 102555858 TTTGGTTTCATCAAATGCCA GCACCATAGGAAAAACACCAA 258

Ad01A19673 Aradu.A01 19673 c (A)26gaagacagaataagaaaggtatagaacgggcatcaaatcttaacagtgtttcatcttctccaaggccttgtattagtacaatgc(ATT)5125 102560952 102561076 TGTCCTACTCGGGATAGCGT TTTTTGTTCCCATATTTTCAGTG 198

Ad01A19674 Aradu.A01 19674 p4 (AGAT)6 24 102561337 102561360 TTGAGAGAGCATAGGGGGAA AAGCACAAGGGCATTACCAC 235

Ad01A19675 Aradu.A01 19675 p4 (TACA)5 20 102562612 102562631 CTCAGCCTTCACAGGACACA AGCAGTCAGAAATGGTTCGG 257

Ad01A19676 Aradu.A01 19676 p4 (TTTC)5 20 102562870 102562889 CCGAACCATTTCTGACTGCT ATAGGGTTGAAGGAAAGGGG 156

Ad01A19680 Aradu.A01 19680 p3 (TGT)18 54 102564250 102564303 TGCATGATGATCCATAAGTGA AGTTTTCTGTTTATGCATTTGTCA 175

Ad01A19681 Aradu.A01 19681 p3 (ATA)6 18 102564447 102564464 TTGTTGTTGTTGTTAGATGGCA GGGACGACATTGTCACCATA 280

Ad01A19682 Aradu.A01 19682 p2 (AT)8 16 102564788 102564803 TAAGCCCCACTTACATTGGC TCAGTTGTGTAATGTGTACTATCAAAA 189

Ad01A19684 Aradu.A01 19684 p3 (TAT)5 15 102565834 102565848 AGATGGAAAGTGCAAACCTTG TGCTTGCTAGAAGGTGCTGA 199

Ad01A19685 Aradu.A01 19685 p3 (AAG)7 21 102566107 102566127 GCAAGCACCACACAGAGAGA CCACTGCTCCTTATGCATGT 263

Ad01A19686 Aradu.A01 19686 p4 (GCAC)5 20 102566962 102566981 AGAGGAGAGGAAGGGAGTGC TTTCTTAGCTTGCTGGGCAT 131

Ad01A19687 Aradu.A01 19687 p2 (TA)8 16 102568437 102568452 CTCCATTGTTTGGGCATCTT TGTTTCATATTAATGAACTCGGATG 245

Ad01A19688 Aradu.A01 19688 p2 (GA)6 12 102569492 102569503 CAGCTGTCACCCACAAAGAA GGACTGAGCAACAATGAGCA 212

Ad01A19690 Aradu.A01 19690 p3 (TTA)5 15 102576718 102576732 GTGAATTGGGCGGTAAGAAA TGCTGTCGTCTCATGCTACC 237

Ad01A19694 Aradu.A01 19694 p3 (TAT)13 39 102586934 102586972 CATGAAGCTCAGTGTGAAGAAGA TGTCCCAATTGTAGTGATTCTACG 276

Ad01A19695 Aradu.A01 19695 p3 (ATT)7 21 102588549 102588569 CAAGTATGCCACGCAGTGAT CCTGATAACCAGGTAATTATTTGAGA 218

Ad01A19696 Aradu.A01 19696 p2 (TA)7 14 102590380 102590393 CGGTAACAATAACCGTTAGGAA GAAGCCAGGCTGCATAAAAT 228

Ad01A19698 Aradu.A01 19698 p4 (TATT)7 28 102594588 102594615 GCATCACCATCAATGAATGC GCATGTTCCCTTTTCTTTCG 224
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Ad01A19699 Aradu.A01 19699 p2 (AG)6 12 102601375 102601386 TGAAGACAAAAGATAAAGAAGAACTTT TGTCCATTTATGGGCAACCT 198

Ad01A19703 Aradu.A01 19703 p3 (TAT)6 18 102608014 102608031 CGCGTCAGCTGGACATATAA GGGTTTAAAGAGGCCGAAAC 261

Ad01A19704 Aradu.A01 19704 p3 (ATT)5 15 102613861 102613875 TGAGATAGCCCTGGAAAACA CCCAAGAATTTTTCTTTACTTATTCC 193

Ad01A19707 Aradu.A01 19707 p6 (AAGAGA)5 30 102617427 102617456 TAAGAGCCGCTTCCAGAAAA CGCAATTTGCTACTGGTGAA 263

Ad01A19711 Aradu.A01 19711 c (T)10caaacaaacaatcacaactcggacggtccgatttgatttttt(A)15cctaaaaacggagggtccgttttgttttaaagaaaaaatt(A)12119 102624726 102624844 CGGATGCACCGATTTCTTT GTGTCTGTCAACTTCCGTGC 247

Ad01A19712 Aradu.A01 19712 p3 (ATT)21 63 102625376 102625438 CATGCAAAGAATATGTAAATTTGTGA CTCACTGTACCATGGCGAAA 162

Ad01A19714 Aradu.A01 19714 p3 (TAA)22 66 102626102 102626167 CTTTTATGCCCTTTCCTCCC TTTTTGCATGCTCCTATCCC 205

Ad01A19715 Aradu.A01 19715 c (TTA)7tcatcatccatgatgagcatttccttgtcaggggaagcaagtgccagctcacctcccaatgcacaaga(GTT)5104 102627202 102627305 ACCAGCACCTTCTTGCTTTC GTTCTCCAAGGAACGGAGG 239

Ad01A19716 Aradu.A01 19716 p2 (AG)12 24 102628037 102628060 TGGAGTAGCTGTGTGGCTTG CCCTCAGCCCTAAAAGGAAG 215

Ad01A19717 Aradu.A01 19717 c (A)13ctaagtattcaccagaaaacatcagttaaactccaacacaaaaaatataaaacattaatctctgacccttaaatttatagtatttatac(A)14116 102628577 102628692 ATTCGGAGGGTCCAAATTCT TTTTGAGATCAGTTTGGTGTTTTC 279

Ad01A19721 Aradu.A01 19721 p2 (AT)11 22 102632083 102632104 AAAATACACAGAAAAATGTTAAAAGCA CGCGTATAAGTTCAGGGACC 271

Ad01A19727 Aradu.A01 19727 p2 (AG)7 14 102647086 102647099 TTTAGGGTGAAAGCCCAAGTT TCCTTTTTCACTAGCATTCGG 204

Ad01A19732 Aradu.A01 19732 p2 (GA)7 14 102656435 102656448 CAAAACCATGGAAGGGAAGA ACTGACAGGGACTCGCATCT 139

Ad01A19735 Aradu.A01 19735 p2 (CT)7 14 102662911 102662924 ATGGCTCCAACTCATCAACC CACAGCTAATGGCGGGTAAT 142

Ad01A19739 Aradu.A01 19739 p3 (TCT)5 15 102679571 102679585 AGAAGCATGCGGAGTTGATT GAGTAGCCACACCCCACATT 259

Ad01A19740 Aradu.A01 19740 p3 (TTA)15 45 102688145 102688189 TACAACAAAAAGTGTGGCCG CCAGATTAGTGCCGTTGGTT 209

Ad01A19742 Aradu.A01 19742 p2 (GC)6 12 102691336 102691347 ATTCAAACCCTCCCGGTTAC TGCGTTACCCAAGTGAATGA 181

Ad01A19743 Aradu.A01 19743 p2 (CT)8 16 102694637 102694652 CGGAATGCCATCAGAAGAGT CCAGCGAGAGTGGTTTCTGT 222

Ad01A19745 Aradu.A01 19745 p3 (TAA)18 54 102698597 102698650 CCTTGAAGTGCGAAGAAAGC TGGCCCTAAACCTCACATCT 208

Ad01A19748 Aradu.A01 19748 p3 (CTT)6 18 102702446 102702463 CATGCTTTAACCACCACACG CCAAGAAGAAGTTGAAGGCG 140

Ad01A19753 Aradu.A01 19753 p3 (AAT)5 15 102721216 102721230 GGGACAAACACACAATCAAATC TTTTTCCCGCTATCACAAGG 220

Ad01A19754 Aradu.A01 19754 p2 (AC)6 12 102721371 102721382 TGTGTCCCCATTTTGTTTCA GACGAAAGGTTTGGTGGGTA 120

Ad01A19756 Aradu.A01 19756 p2 (TA)6 12 102722586 102722597 ATTGATTCCCCCTGCTTCTT GTTTTTGCAGTTCTCGAGCC 251

Ad01A19757 Aradu.A01 19757 c (TCT)6tttttgccatggcgaaaggggatgcagcagcaaggtgttgccatggtggaggggaca(CTT)590 102729385 102729474 CCATCGTAAGAGAGCTCCGA TATCTCACCGCGTTCTTGTG 273

Ad01A19758 Aradu.A01 19758 p3 (AGA)5 15 102729757 102729771 GATGCAATGGCATGTTGAAG CTCCGACGATGGTAGAGAGC 251

Ad01A19759 Aradu.A01 19759 p2 (TC)14 28 102730960 102730987 CACCAATTTACCGTCGGATT CGAGCAGTGAGAGAGGGAAC 122

Ad01A19765 Aradu.A01 19765 p4 (AATT)5 20 102749699 102749718 AGAAGCTAAATGCCGCTTGA TGGCAGATTTTTATTTTTGGAGA 217

Ad01A19770 Aradu.A01 19770 p2 (GT)6 12 102779664 102779675 GGTACGAGCATGAAAGCACA ACAACTATGGCCCCATCAAC 263

Ad01A19774 Aradu.A01 19774 p2 (TC)6 12 102788818 102788829 TGGTGCACTGCGATAAAGAG TGAGGGTAGTTAGTTGGCGG 188

Ad01A19775 Aradu.A01 19775 p2 (AT)6 12 102790080 102790091 GCACACTTGCAATATACATGGG TTATTCCCATAAAGAGAACTAATTTCA 265

Ad01A19776 Aradu.A01 19776 p2 (TA)7 14 102790946 102790959 TCCATGTTAAAAATTAATGCCA TGTATCTATTCTCATCCTCTCTTGC 276

Ad01A19783 Aradu.A01 19783 c (T)14cttttcaaggttgatgcaagaagaggccagagatcacatgggccagtgatgaaactcacaacatgccgttcatga(TTAT)6113 102811870 102811982 TGAGGCGGTAATCTTGTGTG GGGAATAGTTCCTCAGCCAA 269

Ad01A19787 Aradu.A01 19787 p2 (AG)7 14 102815264 102815277 CCATTTCCCCTATTGTCCTTC TTATTACCCTTATGGCCCCC 271

Ad01A19788 Aradu.A01 19788 c (AGA)12gtcacaggctgaaggaagagaa(AG)670 102818747 102818816 GGCTTGCATAGAAAAGCAGC TGCTTGCTTCCTTCCAGTTT 247
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Ad01A19791 Aradu.A01 19791 p2 (AT)13 26 102825451 102825476 GGAGTCTGGACCTCACATTCA CCACCCTAAAATTCTACACCTGA 241

Ad01A19792 Aradu.A01 19792 p2 (CA)7 14 102826640 102826653 GGCCCGTTGACCTATTTTCT TGTGAAACTGGGGATAAGCC 247

Ad01A19794 Aradu.A01 19794 c (ATT)8t(TTA)7 46 102832571 102832616 CTGCTCTCCGTTGAACTTCC GTCCCGAAGGTTCCAGTTTT 205

Ad01A19799 Aradu.A01 19799 p3 (TTA)17 51 102843775 102843825 AGGGTTGGACGAATCAAAAG TCCAGCTCCTACTGATGATGAA 263

Ad01A19806 Aradu.A01 19806 p2 (AC)7 14 102857546 102857559 GGCATGGGAGAGTGAGAGAG AACCTCAGCCATTGTTGTCC 123

Ad01A19811 Aradu.A01 19811 c (CG)7(CA)8 30 102878472 102878501 TGAAAATCAGAGGTGGTGGA CCGTTTTGAGTGTGATGTGAA 194

Ad01A19812 Aradu.A01 19812 p3 (ATA)5 15 102890363 102890377 TCGAATAGTTGCAAATGAAAAA CGGCATTCTATTTCTTCCGT 160

Ad01A19818 Aradu.A01 19818 c (T)10aagaaaaaaatgcaacttcttctttt(A)1046 102899091 102899136 TGCAAGTTTTTCTGAACCAAA TTCAAAAACGGAAACGAAATC 279

Ad01A19819 Aradu.A01 19819 c (TCA)6ccatcttcttctttttttttcttcttcatcttttccttcttgttttatcttctcaagtttgttcttgttttactttctt(A)25122 102900257 102900378 TCCTCTTTCTCTTCCTCCTCC CTCTTCCAAGTAATTTTGCAGC 209

Ad01A19821 Aradu.A01 19821 p3 (TCA)11 33 102903511 102903543 CCATCCTCAAATCCAAGCAT ATCCCCCAGGTCTTTAGAGG 179

Ad01A19827 Aradu.A01 19827 p2 (AT)11 22 102917600 102917621 CGCGAATATGCATTTTTAGTTG TCTTATTCGCCAATATGTTTTAAATTC 136

Ad01A19828 Aradu.A01 19828 c (T)10caggttcaag(A)1030 102920930 102920959 TTTTGCTTGGCCTCAAAACT AATTATGTGTGGGGTCCTGC 233

Ad01A19831 Aradu.A01 19831 c (A)12g(A)10 23 102946263 102946285 TCCTCTACTATTTTAGCACTTGTTCTT TGGAACTCACAACTACTCTCCTTC 206

Ad01A19834 Aradu.A01 19834 p3 (ATT)5 15 102947711 102947725 AACACGTCCGAAACTAAAAACAA AAACACACTAATCAGCAATGTTAAGG 238

Ad01A19838 Aradu.A01 19838 p3 (GAA)5 15 102952065 102952079 GGAGAGTGTTTCTACTTCTGCGA TTTTAAATTTTTGGCAGCGG 101

Ad01A19842 Aradu.A01 19842 p2 (AT)9 18 102966514 102966531 CAGTGCCCAGTGATGTAGGA ATCGCATGGAGGATAGGTTG 227

Ad01A19843 Aradu.A01 19843 p3 (ATC)5 15 102967986 102968000 TCAACCACATTACCATTTCATCA ATCGGCCAAGGTATGGTTTT 267

Ad01A19846 Aradu.A01 19846 p2 (TC)8 16 102973382 102973397 TCATTGAAAATTATGTGAATGGATTT ATTGAGGATTTCAGAGGCCA 143

Ad01A19847 Aradu.A01 19847 p3 (AAG)25 75 102974959 102975033 CAACGTAACAACCCCATTCA TTCGCTTGCGTTATAGGCTT 275

Ad01A19849 Aradu.A01 19849 p3 (TTA)11 33 102981434 102981466 CATCCAAACCAAAAGCCATC TGACATTTGGTATCCTTGTGTTC 228

Ad01A19851 Aradu.A01 19851 p3 (AAT)19 57 102983950 102984006 AAGTTACATGCATAAGCTTTCGG GGCTTTGGTTCCACAGAAGA 215

Ad01A19852 Aradu.A01 19852 p2 (TA)8 16 102984228 102984243 TCTTCTGTGGAACCAAAGCC GTTGGTGCTAACGAAAAGGC 227

Ad01A19853 Aradu.A01 19853 p3 (AAT)5 15 102987186 102987200 TCATTTAAAATACGAATTGTGAGACA TTGAAATTTGGATCATGGCA 275

Ad01A19855 Aradu.A01 19855 p2 (TC)8 16 102988390 102988405 TTTCTAAAATGCCGGTTTGC TTGAAGCTGCGAGTTCCTTT 247

Ad01A19856 Aradu.A01 19856 p4 (TTAT)5 20 102991140 102991159 TTGTCCCATGTGCATTGATT TGGGAACATGGGATGATATG 228

Ad01A19857 Aradu.A01 19857 p4 (TTAT)5 20 102995064 102995083 TGAACCATCCATCAATTAGAGGT GGTGGTTAAAAGGAGAAAGCC 216

Ad01A19860 Aradu.A01 19860 p3 (TTA)18 54 103008556 103008609 TTGAGCATCCGACATATCAA TCTCTATTTATGTGGGGGCG 272

Ad01A19861 Aradu.A01 19861 p3 (TAT)5 15 103008810 103008824 CTGTGTCCTTCCCCTCAAAA GCATTTTGTTCTGATTTGGCT 278

Ad01A19864 Aradu.A01 19864 c (TAT)5ttaatttgtccaaaaatatcaagtgaacaagtcatttttatatttacgtttaaccaagtc(T)1287 103011189 103011275 TTGCAAGAATTTGTTTTTCGG AATCTTCAAGAATTTATTTGTCACATT 273

Ad01A19866 Aradu.A01 19866 p2 (AT)8 16 103013234 103013249 CGAATTATTGCTTTGTGGGA TCAGAGCATATGAAGTTGATGCT 252

Ad01A19869 Aradu.A01 19869 p2 (AT)7 14 103019526 103019539 CTGCCATTAATTTTGCCGTT TTTGAGTAATTCGTTCCCCAG 134

Ad01A19870 Aradu.A01 19870 p3 (AAG)5 15 103020530 103020544 TCATCAACAAAAACACATCGAA TACGTGTACGTTTGGTTGCC 271

Ad01A19875 Aradu.A01 19875 p2 (AG)6 12 103030560 103030571 AGGACTTGGAAGAAGAGAGGG TAGTAGCTTTGTCTCCGGGC 242

Ad01A19876 Aradu.A01 19876 p3 (CTA)5 15 103030769 103030783 AGCTAAACATTCCTTGGGGC GCTTTTGCCCTCAATTTTCA 222
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Ad01A19881 Aradu.A01 19881 c (A)13tgagtagaggagcttaccttgcaatggcaaaattgggaaggaattt(A)1271 103048296 103048366 GTCTAGCAATCCCTCCCTCC TGCAACCAAGCTCTCTTTCAT 233

Ad01A19883 Aradu.A01 19883 c (AAAT)6tcaagtcgtcaagaataataaataaggtttcaagtcatgaaagattaatagcat(A)1088 103057341 103057428 GGAGATTGAAGATAGTGGCACC TCACCATCTTTGGTGGAAGA 274

Ad01A19884 Aradu.A01 19884 p3 (ACC)5 15 103058179 103058193 TGTCCTATCCAGGAGAACGG GTAGATGGGGCTGTTCCTGA 201

Ad01A19886 Aradu.A01 19886 p2 (AG)6 12 103063353 103063364 GGCGAAAATTGAATCCAAGA AAGTCGGTTTCGGTGTTGAC 169

Ad01A19890 Aradu.A01 19890 p2 (AC)17 34 103068489 103068522 CCATAGCCACTATAGGCACCA CGTAACGCTCACAAAGCGAT 177

Ad01A19893 Aradu.A01 19893 p2 (TA)6 12 103084333 103084344 CCCCTCTTTGTTGAGAGCAA GCAACAAATGAATGAAGTTCG 278

Ad01A19894 Aradu.A01 19894 p3 (TCT)5 15 103088183 103088197 CCCCTCTTCTATTCCTTGGC GGGTTTTGGGGATGAATCTT 254

Ad01A19895 Aradu.A01 19895 c (T)10cgaaa(T)11 26 103094389 103094414 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 216

Ad01A19896 Aradu.A01 19896 p4 (CAAA)6 24 103104817 103104840 AGCCTCCTCCCATCTTTGAT GCTGGGGAATTGCAATATGT 278

Ad01A19897 Aradu.A01 19897 c (TC)7ccctttctctttctctctt(TC)849 103109636 103109684 AAAAACCAATTTTTATGGTTCAGTTT GGGAAAGGAGAGAGAGGGAG 207

Ad01A19899 Aradu.A01 19899 c (CT)7ccctttttttctctccctcctctctctatctctcctcatcccctctttcttc(CT)7ccttctcttctttctccccctca(TC)8119 103110159 103110277 CTCTCCCTCCCCTTCCTTCT GGGCAGAGAGGAGAGAAACA 255

Ad01A19900 Aradu.A01 19900 p2 (TC)6 12 103110578 103110589 TCTCCTCTCTGCCCTCTCTG GGATGGAGAAAAAGAGAGAAAAA 265

Ad01A19901 Aradu.A01 19901 c (GA)6agaagagagagaggaagaggaggaggagagagagaaagagagagaagagagggggaaaaagagcgcaagaaaagagagaaggagga(AG)7aaaaattgagagacagagagaag(GA)7a(AG)7164 103110760 103110923 TCCCTCTTCTCTTTCTCTTCCTC CGCTCTCCTTTTCTCCCTCT 270

Ad01A19902 Aradu.A01 19902 p2 (AG)6 12 103111402 103111413 GGGAAAAGGAAAATAGAGAGGA TCTCTCTCCCTCCCCCTC 242

Ad01A19903 Aradu.A01 19903 p3 (AAG)9 27 103112865 103112891 CATCGTCGTGTTTCTCCTCA TCGTTGAAGTACGCCTTATGC 197

Ad01A19905 Aradu.A01 19905 p3 (CTT)6 18 103116147 103116164 TTGGAAGAACCCTGTTGGTC GTATCAGGAGAGACGAGGCG 112

Ad01A19906 Aradu.A01 19906 p3 (CTT)6 18 103118011 103118028 GGTCTTGCGATTCTTTCTGC CAATACATTTGCATGCCCTG 213

Ad01A19907 Aradu.A01 19907 p3 (CTT)6 18 103119991 103120008 GGTGGTGGCGTAGTAGTCGT GTGGGAGGAGGGAGTAGGAG 270

Ad01A19910 Aradu.A01 19910 p4 (TTTG)5 20 103126500 103126519 GAATTGAATGGAAGATGAGCAA GCCTAGGAGGCACTGAAACA 131

Ad01A19911 Aradu.A01 19911 p2 (TA)8 16 103132382 103132397 CATACATAAATTTTGATTTTGAGCA TTTCTTACATTATTACATTTTGCTGGA 114

Ad01A19912 Aradu.A01 19912 c (T)10aaaataatgccaaacacataaattatgacttttcataatctaaaagt(A)1269 103138265 103138333 AAGTAAGTGGTAGAATGACTTCTCG CGTTTGAGAAGCAGCAAAAA 183

Ad01A19913 Aradu.A01 19913 p3 (AAG)5 15 103149967 103149981 CCATGATCGTACCCTCTGCT GTGCAGGGGGTATTGAAAGA 213

Ad01A19915 Aradu.A01 19915 p2 (TG)7 14 103154275 103154288 GGGGAGGTTATGATTCTTGG GGCAATGTCTGGCACTTCTT 236

Ad01A19916 Aradu.A01 19916 p3 (AAT)6 18 103154468 103154485 AAGAAGTGCCAGACATTGCC CCCATTTGAATACGTGAGCA 244

Ad01A19917 Aradu.A01 19917 c (TG)6ta(AT)6acacacaatgagttagtatcaaataataccactcattttaaatacttatataatctactataatatatataacaaagtaaaactttaat(A)10125 103154840 103154964 AGAAGAGGGACAGGGTCGTC AAATGGAGCCCCTACACTCC 242

Ad01A19919 Aradu.A01 19919 p2 (TG)6 12 103156552 103156563 CTGCCCAAACTTAAATCCCA CCATTTCCTCTTTTCCCTCC 268

Ad01A19920 Aradu.A01 19920 p2 (AC)6 12 103160341 103160352 CTGCACAATCACAACCAACC CTTGAAGCTTTGGGTGCTTC 190

Ad01A19923 Aradu.A01 19923 p2 (TA)6 12 103171655 103171666 ATTGCCTCTGTCATTCCCAG CTGCGAAAACTAAAGCCGAC 267

Ad01A19925 Aradu.A01 19925 p2 (TA)7 14 103177642 103177655 CGATTTTAAATATTCAATTTGTGATTC GGAAATGCTAAAAGCTAAATTGG 279

Ad01A19926 Aradu.A01 19926 c* (TC)11ccgcaattcccactcccttctcaggtaaacccacttcttccctactccgtcctttc(TTTTCT)5(TTTC)5*123 103178164 103178286 CGGTAACTGCTCTCACTCCC TTGTCAGGGAGAAAAACAGGA 259

Ad01A19928 Aradu.A01 19928 p3 (ATG)5 15 103188934 103188948 GGTGCACCATACATGCCTAA GCACCAATTACAGGACAGCA 137

Ad01A19930 Aradu.A01 19930 c (T)10g(T)11 22 103189912 103189933 CATGGCTATGGCATTCTCAA CTCCCTCCCCTTTCTGCTAC 246

Ad01A19931 Aradu.A01 19931 p3 (TTC)5 15 103193742 103193756 CCAAATATCTTCGTGTTACACCC CCTTCCCAAGTTTCTTCTTGTTT 240

Ad01A19936 Aradu.A01 19936 p2 (AT)6 12 103200522 103200533 TCCCATTCCAGGAGAGTACG CACTGGGGGCAATGTAAGTT 264
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Ad01A19940 Aradu.A01 19940 p4 (TATG)19 76 103225585 103225660 GGGCTCTACTTGTTTGGGGT CGACGTCGATAAAAGGGAAC 270

Ad01A19945 Aradu.A01 19945 c* (CT)6(T)13* 24 103234107 103234130 AATTCAATTCCCCCAAGGAC CTGGACGAGTTCAAGCACAA 264

Ad01A19947 Aradu.A01 19947 p2 (AT)7 14 103238783 103238796 TGGTCTGTCCTGTCGAGTTG CACCTGGCCAAAAGTAAGTTC 127

Ad01A19948 Aradu.A01 19948 p2 (TA)8 16 103239414 103239429 AAAACAAAGGAGGATTGGGG GGTGCAGTTTTGGCAGTGAT 272

Ad01A19951 Aradu.A01 19951 p2 (AC)7 14 103245815 103245828 AAAACCCAAATTCCCAAACC ACTCCACAAACCCCTTTCCT 200

Ad01A19955 Aradu.A01 19955 c* (AAT)6(ATAC)5* 36 103254812 103254847 CCAGGAATCAGGCTTGACAT TTCAATTGCTGAAAGGAGCC 204

Ad01A19959 Aradu.A01 19959 p3 (AAT)19 57 103261702 103261758 GCAATTGCAAGTTCAGTATGG TGGATCTGTCCATTGCTAAAAA 231

Ad01A19960 Aradu.A01 19960 p3 (ATA)14 42 103265757 103265798 TGCCTCAACAGAAACAGCTC TTTGTGCGATTCATATTGGTT 233

Ad01A19961 Aradu.A01 19961 p3 (AAT)15 45 103268241 103268285 CCCTATCCATCAATAGATTGCC ACTGAGAAGGCAAAGACGGA 206

Ad01A19964 Aradu.A01 19964 p2 (AG)8 16 103280220 103280235 TCCCTAGGTACGAGACGGTG CGTGTTCTTCTCTCCTCTTCG 178

Ad01A19969 Aradu.A01 19969 p2 (AT)6 12 103293221 103293232 CCTTTTGGTGGTGGAAAATG TTCAGAATTTGCAATGCATCA 224

Ad01A19974 Aradu.A01 19974 p2 (TG)6 12 103308267 103308278 TATGGGAGATTGGGATTTGG AAAATTCTTCCGAGGCAGGT 265

Ad01A19975 Aradu.A01 19975 c (CCT)7cttcctt(CTC)749 103309801 103309849 ACCCCTCATTCGTTTGTCAT AATAAGGAAGAACGCGAGCA 172

Ad01A19976 Aradu.A01 19976 p3 (AAG)7 21 103310575 103310595 CGCGAAAAAGAAGGAAAATG CGTCCAACACACACGAAATC 160

Ad01A19980 Aradu.A01 19980 c (CTT)5tttcatcatcatcataatc(T)1044 103313932 103313975 CGTTGATGGTTTGAATTGAATG AAAACAAGAAGAAACTTGAGAAGG 279

Ad01A19982 Aradu.A01 19982 p4 (GAGT)5 20 103318114 103318133 GGGGGAACCAAGAAAACATT GGGATGCTCAGAACGTCACT 223

Ad01A19984 Aradu.A01 19984 p3 (AAT)5 15 103319663 103319677 TCAATTGAAAGCAGCCCTTC GTGCCAGAGACTGGTGATGA 205

Ad01A19990 Aradu.A01 19990 c (GTGGCG)5aagaagaagatcgaaccctaatggaggggagcgtcgatgagaa(AG)685 103326847 103326931 GAGAAGAAGAGATGCGGACG CGGTGCTGGTAACAAACAAA 250

Ad01A19991 Aradu.A01 19991 p3 (ATT)5 15 103328366 103328380 CACAATGACATGACAGTTTTACG TTTTTGTCAGCGCATGGATA 198

Ad01A19994 Aradu.A01 19994 p3 (ATG)5 15 103333494 103333508 TGAAAACCCTGCCACGTAAT TCCATTGACCACTCTTTGTTG 219

Ad01A20001 Aradu.A01 20001 c (AG)6tgtgtgtgt(GA)939 103349475 103349513 AAGTGGAATTTTCAGATGCGA GAATGACTTCTCTGCCCCTG 180

Ad01A20005 Aradu.A01 20005 p2 (AT)6 12 103357401 103357412 ATGGTTGCCAACTTCCTTGA CCCACATCGATCAATAGCCT 270

Ad01A20006 Aradu.A01 20006 c (T)12gtgatggcattactatttatcaaat(TC)751 103359078 103359128 TGACCAACAACTCTGCTTTGA AAAATCTTTGGGAAATGGGC 224

Ad01A20008 Aradu.A01 20008 p2 (CT)10 20 103361771 103361790 TCGACAATTCTGCCTCCTCT ACATGGGAGAGTGCTTGCTT 131

Ad01A20009 Aradu.A01 20009 p3 (TTA)6 18 103361952 103361969 AAGCAAGCACTCTCCCATGT GCCCATGATGATGAAAAGGT 218

Ad01A20010 Aradu.A01 20010 c (A)11tcaaatacttttataagaccaaactc(T)1148 103363770 103363817 GCCCTAAACAGAGAATGAAGCA TTTGTTGGCCCAGGTCTTAG 105

Ad01A20011 Aradu.A01 20011 p2 (TC)7 14 103370437 103370450 CGAACAGAGAGTTGTGCAGG TGCTTGTCCTCAAGCAAAGA 272

Ad01A20015 Aradu.A01 20015 c (A)11caactggcaattctaaaattat(A)1043 103391511 103391553 GCTCAACACAACATGGTGGA GCGAATCTTTTGGTTGTTGA 115

Ad01A20016 Aradu.A01 20016 c (A)10gaaaataaaaaataattattttttattatttggttaaaaaatgaaagg(A)1068 103392724 103392791 TTTTGGCTCGGGTTATTCTG TTCTTTAATTTTTCTCCTCAACTTTTT 280

Ad01A20017 Aradu.A01 20017 p2 (AT)7 14 103400160 103400173 TCATGACTTTGAGCCACTTGA TTCTTGTATTGTTTGAATCCTTGAA 276

Ad01A20018 Aradu.A01 20018 p4 (AAAT)7 28 103402306 103402333 CCCAAAGGTTAAGCAGACCA CATGCAACTTGGAACACCAC 130

Ad01A20021 Aradu.A01 20021 p3 (GAG)11 33 103413633 103413665 CGGTGAGGAGGAGACAAAAA CCTCAACTCCACCACCATTT 255

Ad01A20024 Aradu.A01 20024 p3 (ATA)5 15 103424544 103424558 GGGCCTAATTCTTTAAATGGG GACTTCGAATGCCAGGGAG 240

Ad01A20027 Aradu.A01 20027 p3 (GAA)6 18 103446299 103446316 GAAGATGAAAGCTGGTTCCG CCGTCCGATTTCTGGTTTTA 142
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Ad01A20028 Aradu.A01 20028 p2 (AT)8 16 103448854 103448869 GGGATGAATTTGGAGAGCAA AGAATGATGAAGACGGTGGC 279

Ad01A20030 Aradu.A01 20030 c (A)12ttaaacatatttattccaaaacttcgcgaaaaaaataaaacccctaaattaatagaacagtgctattcgatatcatttcttctttgtg(A)10110 103453004 103453113 TTCCACGCTTCCACTTATCA ATTGCCAATCCATTATCCGA 213

Ad01A20031 Aradu.A01 20031 p2 (GA)6 12 103453917 103453928 ATAGCGGTGTTTGGAAGGTG TCGAAGCAAGGAAACGAGAT 243

Ad01A20033 Aradu.A01 20033 p2 (GA)6 12 103459933 103459944 GCCTCCAAATTTCTGATGGA AAGCCTCAACAAGGCTTCAA 203

Ad01A20034 Aradu.A01 20034 p3 (GTT)6 18 103462338 103462355 CGTTTGATTCATGTAGCCGA GAACAACGTGATTTCATGCG 189

Ad01A20035 Aradu.A01 20035 p3 (TCC)8 24 103462505 103462528 CGCATGAAATCACGTTGTTC GAGAAAGGAGGAGAAATGCAAA 112

Ad01A20037 Aradu.A01 20037 c (CTT)5ctccatctgttgaattttgctcttgaatttgcttctttttctgcctctgtttctgatttttctagtgttggtggaggttgtggcggaggtgttggtgt(TGG)6131 103465294 103465424 TTCTGCATCTGGTTTTGCTG TTTTGGACAAAAATGGCCTC 218

Ad01A20041 Aradu.A01 20041 p3 (CCA)5 15 103469823 103469837 TGATGTTGTGAAGTGCCCAT GCCTTGTGTTGTGGGCTAAT 271

Ad01A20042 Aradu.A01 20042 p3 (AAT)5 15 103471988 103472002 GGATTCGGTCCCCTCATATT CCCAACTAATACCCCCGATT 249

Ad01A20044 Aradu.A01 20044 p3 (TGC)5 15 103480474 103480488 CCTCAGCTTCTTCTGAACCG CCCGATTCTTCCTCTGAACA 279

Ad01A20045 Aradu.A01 20045 c (A)10taaacctttaaatgaattcatgtagtgtgtgtgagtgtgtaatatatgaataatgcttaaaattaagaattgtctaatccatctgac(A)10107 103490078 103490184 CAAGTAGTTGCATCCGGGTT TCTCTATCGCTCCCATCCTC 208

Ad01A20046 Aradu.A01 20046 p2 (AT)7 14 103491568 103491581 TTTGCGTTTTCTAGGGTTTTG GGCTTTTTAGGGACTTTTAGGG 251

Ad01A20050 Aradu.A01 20050 p4 (TTAT)5 20 103499818 103499837 CGAATTTGATCTCGAATATATTTTTA CGATCCACATACTAGTAAAATCGG 280

Ad01A20054 Aradu.A01 20054 p2 (TA)7 14 103508569 103508582 GGAAGACTATGCTATTTCAAAAGAAAC GGTGTCTTCCTTTTTCAGCTATG 260

Ad01A20055 Aradu.A01 20055 p2 (AT)7 14 103511186 103511199 TTCCATCTTTTACTTCAACCTGA CAATTTTCATGATTTTAAACCACTTG 276

Ad01A20056 Aradu.A01 20056 p3 (CTT)5 15 103511869 103511883 AATTTATTTCGTCCCCGACC GAAGAAAAAGTGGCAGACGG 205

Ad01A20057 Aradu.A01 20057 p3 (GTG)7 21 103512291 103512311 GACAGTGGGTGGAGAGTGGT CCCTTCTTCCCCAAAATCAT 166

Ad01A20058 Aradu.A01 20058 p2 (AT)7 14 103513029 103513042 AAAGTTTTGCTTCAACGTGATT TGACTTTGAACCACTTCACTTCTT 221

Ad01A20064 Aradu.A01 20064 p2 (TA)7 14 103530643 103530656 AAAAATTGCATTCGGCCATA ATAATGGCTGTCCCTTTCCC 186

Ad01A20068 Aradu.A01 20068 p3 (ATC)5 15 103535612 103535626 CAGATATCATGGCAAGGGCT ACTCCTGGTCGTCTTCTGGA 265

Ad01A20069 Aradu.A01 20069 p3 (TTC)6 18 103536384 103536401 GAGAACCCCATATCCCGAAT AATCCTTGGAAAACAATGCG 229

Ad01A20071 Aradu.A01 20071 p3 (AAT)6 18 103537238 103537255 GGAGTTTATATTCGCGGCAG GTCGATGCCATGTTTCCTTT 266

Ad01A20072 Aradu.A01 20072 p3 (ACC)7 21 103541234 103541254 ACAAGAACCTTCGTGTTGCC GTTGGAACCAGAATCCGAAA 198

Ad01A20077 Aradu.A01 20077 c (A)13gagagaagaaaaaacagaaaacccctcaacttcctccatctccatgaagaataagggtacatgaaaagac(A)1194 103549123 103549216 ACACCTTTCATGACCCCACT TCAATCATGGAAATGGAGACC 162

Ad01A20078 Aradu.A01 20078 p2 (AG)6 12 103550600 103550611 AGGCAGTCCCACTAGCTGAT TAGTCAAGCACAATTCCCCC 160

Ad01A20079 Aradu.A01 20079 c (TA)6(GA)7t(AG)639 103556627 103556665 GTCCCTCCTAATCCCCAAAT ACGTGGTGAGGGTTATGGAA 272

Ad01A20081 Aradu.A01 20081 p2 (TA)8 16 103560858 103560873 GCAAAGTGGATCATTTTGGAA TGCAACGCTCAGAAATAACG 276

Ad01A20083 Aradu.A01 20083 p3 (ATT)6 18 103577336 103577353 TTTTTGAACCACAAAATGGC CAACGGTTGGACTTGTCCTT 114

Ad01A20084 Aradu.A01 20084 p2 (GC)6 12 103578545 103578556 CCAATTGGGTTGGAAAGCTA AGTTGGATTGAGCCCACAAG 178

Ad01A20087 Aradu.A01 20087 p3 (ATT)23 69 103590565 103590633 TGCCTAACAAATTAAAAACAAATGA TCACTGAAAGATCACATACATAATCAA 276

Ad01A20088 Aradu.A01 20088 p4 (ACTA)6 24 103599099 103599122 TTGGAATGCACAATTACTAAGCA TCACCACCATTTACCATCCA 270

Ad01A20090 Aradu.A01 20090 c (T)11ggtttttttttattttctattttattgcgagattcatgtcataaactacataaaag(A)1077 103606248 103606324 GATGCGTCAGACATACACGC TCACTTCATTCGGCAGCATA 196

Ad01A20094 Aradu.A01 20094 p2 (TA)9 18 103611339 103611356 GCTGGAGACTCTCTGGAAGC AGCTCCAGACTCGACCTACG 270

Ad01A20098 Aradu.A01 20098 c (AT)9cactcaaaaaagtataaaatttgtaattcagtcaaaagcgtgtatatagtaaatttg(A)1186 103634145 103634230 GGGTTGTGTGTTCTTTGGCT TTTAGTTTACCCTTTTTAGCATATGAG 277
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Ad01A20100 Aradu.A01 20100 p3 (TAA)5 15 103635528 103635542 TTATGGCATATAGTCCCACGC TTGAATGTGTAGCATAGCCCA 189

Ad01A20101 Aradu.A01 20101 p3 (CTT)7 21 103635700 103635720 CACGCACGCTTTATCTTCTTC AGCAATTCCATTCCATTCAA 271

Ad01A20102 Aradu.A01 20102 c (AGA)6aacgcggggagaag(AGA)547 103636689 103636735 AGAAGACGCTCCAGCGTAAA GGCATCCAAATTCATCCAAA 163

Ad01A20104 Aradu.A01 20104 p2 (TA)6 12 103640107 103640118 TCTGACAAAATTCAGATGATTAGG GATTCATTGTGGGTTCGGTC 198

Ad01A20108 Aradu.A01 20108 p3 (GAA)5 15 103646063 103646077 TCCTCTTCCTACTGATTTTGCAG TGATGACACACAAACAAATCCA 217

Ad01A20109 Aradu.A01 20109 c (AGG)6agaaaaagaaaggaggagattcaaagaaattcaaatgagaaaagaaagaa(GAG)583 103646376 103646458 AAGAAGACGACGATGATGACAA CTCCTCCCATTGATGTTGCT 261

Ad01A20111 Aradu.A01 20111 p3 (TCT)5 15 103653562 103653576 CAAAATCTCTTTCCCACCCA TCGAGCAAAAGGAGAAGGAA 103

Ad01A20114 Aradu.A01 20114 p2 (GA)26 52 103670072 103670123 GACAATGACGTGTAGCGGTG CGTCGCAAGAGATTTTCCAT 269

Ad01A20115 Aradu.A01 20115 p2 (TA)6 12 103673641 103673652 CTCCTAAACTACGCCAACGC CCACTTTTATACTAAAAATCAACCACA 211

Ad01A20117 Aradu.A01 20117 p3 (TAT)15 45 103689783 103689827 TCAAGCCATTTCAGCATCAG GCATGCAAGCCACCTTATTT 238

Ad01A20118 Aradu.A01 20118 p2 (GT)7 14 103692044 103692057 GGCCTGAGCTTTAGTACGATCA TCTTTGCGAATACAAACCGA 143

Ad01A20119 Aradu.A01 20119 p2 (AG)8 16 103695060 103695075 TGTGCCTTGCACTCTCACTC AAAGATGAAGGGCTCGGATT 235

Ad01A20125 Aradu.A01 20125 p2 (TA)6 12 103702610 103702621 TGCATTGGTCAAAGTGTTGAT TAGAGCCGGGTCACTTCAAT 262

Ad01A20126 Aradu.A01 20126 p4 (CACT)5 20 103703104 103703123 ATAGATGCGGCAATGGTGAC TCCAATCAGAGTCGAGCAAA 212

Ad01A20128 Aradu.A01 20128 c (T)10g(T)10 21 103703581 103703601 TGAATTTGGCTGTGGAATCA AAGATTCGCTCTTCAATCGC 190

Ad01A20130 Aradu.A01 20130 p3 (ATA)10 30 103715013 103715042 GGCCAATTTTGGTTGAAAAA TGTAACCACACAATTAGGCTCAA 254

Ad01A20132 Aradu.A01 20132 p2 (GC)6 12 103732533 103732544 GCTGGGGACGATTTCACTAA CCAGTTGGGTTGGAAAGCTA 144

Ad01A20133 Aradu.A01 20133 p2 (TC)6 12 103734561 103734572 AGCTGCTGAAGAGAAAAGCG GCATGCAAACAGTGAGGAAG 267

Ad01A20134 Aradu.A01 20134 p2 (AC)6 12 103738847 103738858 GAAAGGCGCTACGACCTCTA GACAATGCTTTGTGGGGTTT 161

Ad01A20135 Aradu.A01 20135 p2 (TA)12 24 103740383 103740406 GGTTTTACAGGCCTAGTGCG TTACTGCAAGCAAAAGGCAG 278

Ad01A20136 Aradu.A01 20136 p3 (AAT)6 18 103741244 103741261 TGGTCAGAAAAAGTGATTTTACG GAGACACAAGAAAGGATGCAAA 191

Ad01A20137 Aradu.A01 20137 p3 (AAT)5 15 103741599 103741613 ACAGGAGCAATGGCAAAAAG TGCTGGAATTTTGGTTCCTC 197

Ad01A20138 Aradu.A01 20138 p2 (TA)6 12 103741929 103741940 AGCTCATTCCCCTGGACTTT TTGGGAAAAATGGTATCTGGA 130

Ad01A20139 Aradu.A01 20139 p2 (TC)6 12 103743283 103743294 TGCTCTCCCCTTTCATTTTG AAAATTGGCTGGTTTTCGTG 162

Ad01A20141 Aradu.A01 20141 p2 (CA)10 20 103749812 103749831 CTCCATCCCTTGTGTATCATCA GCCAATTCCGAAAAGGAGA 264

Ad01A20142 Aradu.A01 20142 p2 (GA)6 12 103766626 103766637 CGAGTGGAGTGGGAGAGAAG GGAAATCATCTTTCTGGGCA 132

Ad01A20143 Aradu.A01 20143 p2 (TA)7 14 103783563 103783576 CGACACAAAAAGCGTCAAAA CTGGTGCTGATACTGGAGCA 209

Ad01A20146 Aradu.A01 20146 p2 (TA)6 12 103788807 103788818 CACAAGATACACAAACACGTGAA CAGCGTGTCTAGTCTTATTCTTAACAT 268

Ad01A20148 Aradu.A01 20148 p3 (TGT)5 15 103791244 103791258 TCATCTCTGATGAGGGGCTT CCATCATCACCATCATGAGC 189

Ad01A20150 Aradu.A01 20150 p3 (ATA)11 33 103791965 103791997 TGAAAATTCACAAAGCAAAGTG TATAGAGTTCGCCGAGGGTG 227

Ad01A20154 Aradu.A01 20154 p3 (TCT)6 18 103813628 103813645 GCTTCAGCAACTCCAAGACC TTCAACAATGGCAACTTGGA 107

Ad01A20160 Aradu.A01 20160 p2 (TA)7 14 103820389 103820402 TGCTAGAAATTCTTCATCTTTCCA TGGTTAAAAATTCAAAATGCCA 212

Ad01A20162 Aradu.A01 20162 c (T)10ctcatatttcttttttgtatcattgtcgtcaccac(CACCA)5cagcctccatctcttcctcctcctcttctttgtttttcttttcttatttaaatttctccgatctcctccttcttttt(CTC)7ttccatcatgattattatcatcatcg(TTA)5209 103828241 103828449 CCTCAGTGATGTTGCTACTTCTTC AAATAACAATGATAACAATGATGACAA 278

Ad01A20164 Aradu.A01 20164 p3 (TTA)5 15 103831995 103832009 TGTACTCTCGCATTTTCACTTTTT AAGTTACCAAACAAAATTCATAACCA 254
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Ad01A20166 Aradu.A01 20166 p3 (TTA)5 15 103838622 103838636 TGAGGAGAAGACAAAATACCCA CAAAATGAGATAATTAAAAATAGGGGA 270

Ad01A20168 Aradu.A01 20168 p3 (GGT)6 18 103842767 103842784 GTTCCTGGGGCTGCTATGTA TCACCAAGACCACAATTCCA 245

Ad01A20171 Aradu.A01 20171 p3 (GAA)5 15 103847200 103847214 ATGCGAGATGGAGGAAAAGA AAGGGAAGAAAGCCACCACT 271

Ad01A20172 Aradu.A01 20172 p2 (AG)13 26 103850831 103850856 ATACCTGAATCTTGAGCGGC TCGTCAGATCTACCGTCGAA 214

Ad01A20177 Aradu.A01 20177 c (GT)6tttgttttgttttggtgtttt(G)1043 103877697 103877739 CATGAAAGAAGTTAATTTTTACAGCAA GTACCCCAATGCCAAGTCCT 277

Ad01A20180 Aradu.A01 20180 p2 (AG)8 16 103881762 103881777 TATCCGGCCCATACTCAGAC CCTTCTCCTTATGCGCTGAC 205

Ad01A20184 Aradu.A01 20184 p2 (AC)9 18 103888567 103888584 TGGAATCAAGGGGTCACATT CCGGGTCAATTACTGGTTTG 276

Ad01A20187 Aradu.A01 20187 p2 (TA)6 12 103890322 103890333 AAAAATGCGTATTTCGTGTGTT TCGGATAGATAATGACTTGCATTT 231

Ad01A20191 Aradu.A01 20191 p3 (GAA)7 21 103899751 103899771 GGTCACATGACGGAACACTG CGAGATATGCCTCCTTCTTCA 192

Ad01A20193 Aradu.A01 20193 p3 (TTC)5 15 103913686 103913700 AAAAACCAGAAATCGGTCCC AGGAAGAACATCACCGGGTT 269

Ad01A20194 Aradu.A01 20194 p2 (AT)8 16 103914327 103914342 TGACAACGAAGATGGAGCTG GAAGCTCTGCCACAATCACA 159

Ad01A20197 Aradu.A01 20197 p3 (TTA)8 24 103930644 103930667 CATTGGGGCTATCTGCCA GGCGTGCAGTTTATTCTATGC 271

Ad01A20202 Aradu.A01 20202 p2 (AG)6 12 103960747 103960758 CAGTGACCAAGGAGGAAGGA AAGAAAAGAACGCGTTGGG 227

Ad01A20205 Aradu.A01 20205 c (AT)8(AC)7 30 103968868 103968897 TTCCACGTATAACCCAAGGC AAATTGAGGCACATCCAAGG 166

Ad01A20207 Aradu.A01 20207 c (A)10tgaagacagtacaagaaagaacaaaatttgtgttttat(TC)966 103979245 103979310 ACCAAATTTGAATGCCCAAG TGAACCTTCGATTCCAACAA 224

Ad01A20211 Aradu.A01 20211 p3 (ATA)18 54 103994175 103994228 TCACCACTCTTGTATTTTACCACTC GACAAACAAAATTACGACGCA 278

Ad01A20213 Aradu.A01 20213 p3 (TAA)18 54 103998653 103998706 CGCTATATCCCGCTTGTGTT ATTTGAGCGACGTTGTGTTT 169

Ad01A20214 Aradu.A01 20214 p2 (TA)7 14 104000417 104000430 TCATCACGTATTAACATGTTCAGTTT TGATGCACAGATATTGATACAAACA 217

Ad01A20216 Aradu.A01 20216 p2 (AT)8 16 104017237 104017252 TTCGTCTAGTATGTAAAAGCGAGAA CACTGAGGACAATGACATAGCA 248

Ad01A20218 Aradu.A01 20218 c (T)11ccttttccacgtacacacaagtcataaacaatcacttatt(TTA)7tatggttttgtcggaggaggacaaaagagttgggtatatgtgtttctcataaaaggaactactagaattttcctgttca(AAT)16199 104019866 104020064 TTCACCACCAGCTATCATGC TCAATAATAACAAAGTCGCGTG 258

Ad01A20221 Aradu.A01 20221 c (ATG)5atcatggtgatggagacaacagttatattagcaggtacagtaataacaatgaaggttatcatcaacaagataatgaaag(TGA)8118 104022478 104022595 CAGCAGTGAATCAGGATGGA CCCAGAGGAAGCATCAGAAG 190

Ad01A20222 Aradu.A01 20222 c (AGA)7aagagatggtaatgaaggataataatagcaaagg(TAA)673 104022772 104022844 CTTCTGATGCTTCCTCTGGG ATTTCCCTTTTCCCATCCAC 276

Ad01A20223 Aradu.A01 20223 p2 (CT)7 14 104023284 104023297 AGCACACACCATGCAAGAAC ATGCAGTGCAGCACAATCTT 220

Ad01A20224 Aradu.A01 20224 p3 (AAT)5 15 104023517 104023531 AGGGAAAGGGACAAAAATGC TGTGAATGTTGATTGTTGAGGA 102

Ad01A20226 Aradu.A01 20226 p3 (AAT)8 24 104024643 104024666 GCACACACATGGTGTCCTTT CATGTGATGATGAATCAATGTCC 242

Ad01A20231 Aradu.A01 20231 p2 (TA)6 12 104032722 104032733 TCGATGAAATTCGACGTCAC AACGCCACAACAAATTTTCC 212

Ad01A20234 Aradu.A01 20234 p4 (AAAT)5 20 104040991 104041010 AGGATGATCTTGCTCGCACT TTTCACAATGGAGGTTTGAGG 237

Ad01A20235 Aradu.A01 20235 p3 (TGG)8 24 104042382 104042405 CTCAACACGCTGCTGGAATA CCACCCTACTGGTCTCCTCA 195

Ad01A20240 Aradu.A01 20240 c (CTT)5cgctttcttcttcgcgttcctctttctcctcctttttcgttctccttcttcttcacgtgttttctccttatcgtcattctt(TTG)7117 104049144 104049260 CGCGCCTAATACACACAAAA TGTTCGGTTCATTCTGCACT 279

Ad01A20241 Aradu.A01 20241 p3 (AGG)7 21 104049943 104049963 ACCATGGGAGAATGACGAAG TAACGTGCTGCAACCTAACG 141

Ad01A20242 Aradu.A01 20242 p2 (TA)8 16 104064063 104064078 GCCTGGAGCCTTATCTACGA CCCCTAATTGGGAATGACCT 253

Ad01A20248 Aradu.A01 20248 p2 (AG)10 20 104091786 104091805 CACTTGATGCATGATGAGAGAA GTGGCCAACTCACCCTACAT 164

Ad01A20252 Aradu.A01 20252 p2 (AT)6 12 104123076 104123087 TGGGAAATGGGAAATGAGAA GCCTCGTGAATACCCGTTTA 109

Ad01A20256 Aradu.A01 20256 p2 (TC)6 12 104136807 104136818 CGCAGTGCTTGTTTTCAGAG TAGCACCTGAAGTGGAACCC 159
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Ad01A20259 Aradu.A01 20259 c (AAC)12(AAT)9 63 104139793 104139855 ATCATCGACGGTTCAAAAGC TGCAGTTGGAGTTTTCATCG 275

Ad01A20260 Aradu.A01 20260 p3 (ATA)5 15 104142180 104142194 CCCTAATGAAGGTGGGGTTT CATCTCACCCGTCTTCTATTTTG 171

Ad01A20265 Aradu.A01 20265 c (AG)6aaagagaaaagatactcttgggagggagaagaacgggacgcggagacggaagtagttgggaatcgaaatcaagggcactgacagc(AGA)5112 104148946 104149057 AGTCACCGCTGCTCTCATTT AAGGGTTGGCCTTCTTGTTT 268

Ad01A20266 Aradu.A01 20266 p3 (TGC)8 24 104149288 104149311 CGACGAACCGTTAGAAGAGC AGGCATTGTGAGATGTGCAG 129

Ad01A20268 Aradu.A01 20268 p3 (ATA)20 60 104150891 104150950 TCAAGATAAAATTAGCCAAAATGG GAGAAATTGAAAGTAAGGCTAACCC 235

Ad01A20270 Aradu.A01 20270 p2 (AT)13 26 104157356 104157381 TGGACGAGAATGAACTTTTGC TGGATCAAATTAAGACGGCA 165

Ad01A20272 Aradu.A01 20272 c (GC)6ggatggtcgaaaatgcttgatgcacgcgtacgcgcgcagtgcgcatacgcgtggatggtgctctg(T)1087 104173591 104173677 CGGATGGCTTATTTCGAGAG AGCTGTTTGGAGGTTTGGAA 260

Ad01A20274 Aradu.A01 20274 c (T)11ctaatatcaaggtcatagaataagaggggttcttgcattatgtaataatttggataattattgatg(T)1087 104177975 104178061 TTTGACACGATGAGTGACCTAA TGGAAGGACAAAATCATACTGAA 279

Ad01A20277 Aradu.A01 20277 p2 (AT)8 16 104195307 104195322 ATCCCAGCCAGAGAAGTGAA ATTTTGGGGCTTTGCAATAA 156

Ad01A20279 Aradu.A01 20279 p2 (TA)6 12 104196739 104196750 TTTCAATCGCTTTGTTCTTTTT CCACCCTTTCATTTCGTGTT 257

Ad01A20286 Aradu.A01 20286 p3 (TTA)7 21 104209601 104209621 TGTTATTGTTGTTGATGTTGTTGG TGGAAATCAAGGAAACAATGAA 124

Ad01A20288 Aradu.A01 20288 p2 (AG)24 48 104222899 104222946 ACATGCCAATTGGAGTTTTT ACACAAGATTCAAGGCCAAA 215

Ad01A20289 Aradu.A01 20289 c (T)11gaaagaaaagctcaacactaaaagtagagcgtagaggacaacaacacaagaaaacaaacaaagctaataaaggggagacaaacacaccaagcaaag(A)10117 104223121 104223237 TTTGGCCTTGAATCTTGTGT GGTGCAGACCCCTTTTGTTA 259

Ad01A20291 Aradu.A01 20291 p3 (CTT)6 18 104234040 104234057 GGTTGTTGGGCTGCATCTAT TAAGCCTAGGCCAAGTGACG 271

Ad01A20295 Aradu.A01 20295 p2 (TA)7 14 104237928 104237941 CATGCCAATCTGGTTTCTCA AAAATGGAGTGGAACGTTTTC 269

Ad01A20296 Aradu.A01 20296 p2 (AC)7 14 104238249 104238262 TCGTGATTTTTAGGTGCGTG TGCAATTTAACAGGGTCGTG 126

Ad01A20297 Aradu.A01 20297 p3 (ATA)5 15 104240881 104240895 CGATTAAAAAGACTATGAAAAGGATG CGAGATCGTGGTCGTCATTA 214

Ad01A20299 Aradu.A01 20299 p2 (TA)6 12 104241366 104241377 ATTTTTGTTTCGACACAGCG GCCACTAAAATTAATGCTACCATAG 275

Ad01A20306 Aradu.A01 20306 p3 (GCG)6 18 104266800 104266817 ATAATAATAGCGCCACCGCA CTCGTCAGCGTCCCTATCTC 268

Ad01A20307 Aradu.A01 20307 p2 (AT)8 16 104267649 104267664 TAATTTGGGAGGTGATTGGG CAAGCTCAAAACAAATGCCA 279

Ad01A20310 Aradu.A01 20310 p3 (ATT)5 15 104272614 104272628 CATCCGAGATTCGTTTCGAT TGTGCCTTTAGGACACAAATTA 200

Ad01A20311 Aradu.A01 20311 p3 (TCA)5 15 104273290 104273304 TCATCCACACCTATTGCCAG TGAGGCTCTGAACCAAGTCC 137

Ad01A20319 Aradu.A01 20319 p5 (TTTTA)5 25 104304676 104304700 TCCTCTGTCTGGGTTCCATC TCCCTCAACACCACAATTCA 279

Ad01A20330 Aradu.A01 20330 p2 (AG)8 16 104334116 104334131 CAACTGCACTCTTCCCCTTC AGCAAGCAAGAGGAGTGAGG 251

Ad01A20331 Aradu.A01 20331 c (GAAAA)5gaagctataataattaattacaaattgaactgttaattgtgtctgatgatgatttaacaaatcaaacacttgattatctattagc(AT)6122 104337072 104337193 GGAAAGATCTGGAACATGTGG AGAATTGCGCAACATAATCTTT 273

Ad01A20332 Aradu.A01 20332 p2 (TA)7 14 104356590 104356603 TTACCAGCTGACATTGCTGC CCAACCAAATAACATAACAAACCA 279

Ad01A20334 Aradu.A01 20334 p5 (AAGAA)6 30 104359365 104359394 CGGCAAAAGATTGGAGTTCT CCTTGCATACGAGTTCACCA 216

Ad01A20337 Aradu.A01 20337 c (T)12atctccaagtcaacaaaaaaaagtat(TA)650 104371979 104372028 CGTGCACGGTAGTATGTGAAA GATGCACCTTGCTTTCATTG 275

Ad01A20339 Aradu.A01 20339 p2 (AG)8 16 104374133 104374148 GGAGCCAAATTAGGGAATTGA CCGCTTTCCTTCTCAATCAG 163

Ad01A20343 Aradu.A01 20343 p3 (TAG)5 15 104379374 104379388 AAGCCTTCTTGAGCAAACCA AAAAGCAGGAGGAAACCCTT 259

Ad01A20349 Aradu.A01 20349 c (A)12gaatcttagaattagacaaaataggagtatatctaccttttttttt(A)1068 104387708 104387775 TGATATGTCACCAGGAACTCAA TCTTTTATTTCGAGGGTAATCG 269

Ad01A20350 Aradu.A01 20350 p2 (TA)6 12 104389258 104389269 GCAAACCAACCAAAACGACT TGATGCCGTCACATTTTTGT 163

Ad01A20351 Aradu.A01 20351 p6 (TCCTCA)5 30 104393468 104393497 GCGTGGAGGATCAGTCCTAA GACGATGATGACGCTGAAGA 255

Ad01A20358 Aradu.A01 20358 p2 (AT)6 12 104429602 104429613 TGTCCGAAATTCGATCTCAA AGTGCACGTGGTGGTACAAA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad01A20359 Aradu.A01 20359 p3 (AAT)15 45 104429882 104429926 CAAATTCTTGGATTCGCACA TCACCATTATGAAGATCGTTGTC 178

Ad01A20360 Aradu.A01 20360 p2 (AT)6 12 104430571 104430582 CAAAAGTTTGTTCCATTTTCCA CCTAGCCATGCAGAAAGCAT 221

Ad01A20366 Aradu.A01 20366 p2 (TC)22 44 104452824 104452867 AGAGTGGCCGAAGTTCATGT AAAACGTCAGAAATCGCCTG 231

Ad01A20367 Aradu.A01 20367 p3 (CCT)5 15 104453501 104453515 GGATTGTTTGCTGTGGTGTG AAACAATGGTTTCCCCAACA 274

Ad01A20369 Aradu.A01 20369 p4 (AATA)5 20 104462013 104462032 CATTAATTTTGGAGAAAATGATTTGA CAATCAAAATATGCAATATGACATTC 259

Ad01A20372 Aradu.A01 20372 c (T)11gtgattcacaattaatatatacattgtttatgtatgtg(AT)865 104471707 104471771 TGTCATGTGTGCTTCAATTCAT TTCAGCATTTTGAACCTGGG 235

Ad01A20374 Aradu.A01 20374 p2 (TC)9 18 104477663 104477680 GGCAGTTAGGAGGTGCCATA GAATTTCTTGGAGACCGCAA 203

Ad01A20377 Aradu.A01 20377 p3 (ACC)5 15 104479342 104479356 AAATTTGCTCAGGTTCACCG CATTCGCTTCGTCAGAATCA 221

Ad01A20380 Aradu.A01 20380 p2 (AC)17 34 104497079 104497112 CCCAAATTCATTCAAAACCC GCTCTTGTTGGTGAGCATGA 231

Ad01A20381 Aradu.A01 20381 p3 (AAT)5 15 104504064 104504078 GCAGAACCCGTTTGAGGTAA TCACTCGGATTCTGGCTTCT 279

Ad01A20382 Aradu.A01 20382 p3 (AAC)6 18 104505655 104505672 GACAAAAGCGGTTTGGAAAA ACATGACAGAGCACAATGGC 146

Ad01A20389 Aradu.A01 20389 p3 (AAT)5 15 104544879 104544893 TGGTTGGTTTTAGCACTCCTC AATTCCGCCTCCTTGATTTT 156

Ad01A20390 Aradu.A01 20390 c (AAT)14accttacacgacatatatagaagacacgaatcgtctatttgtg(ATT)6103 104545253 104545355 GGCGAGATTTCGAATTTTATTCT CCTCAAGAATCACAACCACG 247

Ad01A20391 Aradu.A01 20391 c (A)10cagtcacaaacattagagataatgcaaaaattatacattgtcctattaaatgattttggtcttatgcatgtttagccaaaaaagc(A)10gc(A)10117 104546354 104546470 TGGGGTTAAAGTCGTCTAGGG TGAGCTCGTTTATGAGTTAATTTGA 255

Ad01A20398 Aradu.A01 20398 c (AGA)8gggaagggtcggcggtgggttgacggcgacggatagagggctacgatggtggtggtatcagcggtagcatagatggtggtgatgggggg(GA)21155 104570063 104570217 TCAGGAAGCAAAGTCAAGCA AATTGCGAATCCTCTTCCCT 269

Ad01A20399 Aradu.A01 20399 p2 (TG)7 14 104573741 104573754 GCGATGGTTAAGCAACAACA CACCAACAATGATGGCAAAG 231

Ad01A20401 Aradu.A01 20401 c (GA)14tgaacggtttaagaggtgaaagagctcctctcttggaagctgagcgcggcgtaagtcacaatattttctcttatttttaata(T)10120 104592552 104592671 GGAGTGGCGATAGGAGCATA TGCAAAATTGTTGGAGCTGA 272

Ad01A20405 Aradu.A01 20405 p2 (TA)12 24 104611599 104611622 TTTGGAGATTTATCATTGTGATAGTG TCGCAGGTCAAAGAAAACTC 261

Ad01A20406 Aradu.A01 20406 p2 (TA)6 12 104618908 104618919 GAATGTGATTACGAAAGTCCG TGGTTGAATCCCCGTTATGT 280

Ad01A20407 Aradu.A01 20407 p2 (TA)7 14 104625442 104625455 TCAAGAGGAGGGTCGAAAGA ACTTCCCACATGCATTAGCC 221

Ad01A20408 Aradu.A01 20408 p2 (TA)7 14 104634285 104634298 CTTACCTCGCGCCATAAAAA TGACGAGTCTCATCTGTCGG 174

Ad01A20409 Aradu.A01 20409 c (TG)8gtgcgcgcatggcgcgcgc(GCGT)555 104635074 104635128 TGCTTTTGGAGAAACAGGTG TGCGTAAACTGGATAAACGAGA 150

Ad01A20411 Aradu.A01 20411 p3 (AAC)7 21 104636977 104636997 TCGCGCTAATGAACAGTTTG TGATAGAGCACAATGGCGTC 279

Ad01A20427 Aradu.A01 20427 p3 (ATT)5 15 104690954 104690968 ATGGCATTGGAATACGCCT TGCCTCATCCCTTTATTCCA 111

Ad01A20428 Aradu.A01 20428 p3 (TTG)5 15 104691085 104691099 TGGAATAAAGGGATGAGGCA TGGAAGCCATGCATTATTGT 226

Ad01A20429 Aradu.A01 20429 c (AGA)7atctgaggagaattatttgacaaaagttgaaagcttttcattcaccatagggaagaagaa(GAG)7102 104692138 104692239 TGAAAAGAGTAGAAGCATTTACCA CCTCATTTTGGAGGAGACAAA 247

Ad01A20435 Aradu.A01 20435 p2 (TA)10 20 104697296 104697315 TGCGATGAATTGAAGCAATC ATTGAAATTGTGCCATGCAA 251

Ad01A20436 Aradu.A01 20436 p2 (AT)7 14 104698331 104698344 TGGACATATCTGCCCAAAAA GGAGATGAGAATGAGAGCCG 170

Ad01A20440 Aradu.A01 20440 p3 (TTA)5 15 104699644 104699658 CCAAGCAGAAGAAGCCAATC TTGAAAAACGATAATGGTAGGGA 274

Ad01A20443 Aradu.A01 20443 p2 (TA)6 12 104700938 104700949 TTGAAAACATTGTCAACTAATAAAAGA GGTCCAGAATAAAACCGTACCA 157

Ad01A20454 Aradu.A01 20454 p2 (CT)8 16 104728074 104728089 GCCGAATGATGGATCTGTCT AGCACCACCATGAACTCCTC 162

Ad01A20455 Aradu.A01 20455 c (A)10gacaaagtgttacacaaaatagaataaaagactcaacatcaatcaatacatagtcttcaatcccttggagattccctaaaaaattgcatattc(T)13116 104728932 104729047 AATTATTCCGCAAGCCCCTA TGCTGAGCTTAAAATTTGGC 173

Ad01A20457 Aradu.A01 20457 p3 (AGA)5 15 104732826 104732840 AGGACCTGATGACGTCTTGG TTCGGCTTCACTCGATTTTT 272

Ad01A20460 Aradu.A01 20460 c (CT)7(CA)7ctcagaagactttgcactcttctgttg(TC)7ttcgccgtcagtttgtgaatcgggttttcaacccagcaggtacgcacgtgcgtct(TC)25174 104747513 104747686 CGAATCTTTGCGCTCTTTCT CATTGTGATTTGTGAGGTGGA 271
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Ad01A20462 Aradu.A01 20462 p3 (AAT)5 15 104754139 104754153 GCATTTTCATCTTGGATTAGCA GACCGCAAAATGGCATCTAT 159

Ad01A20475 Aradu.A01 20475 c (CTA)8(TTA)16 72 104811432 104811503 AACCAATTTGTCAAACTCCTTTTT GTGATAGGCAGGTTGCCATT 269

Ad01A20477 Aradu.A01 20477 p2 (AC)8 16 104819182 104819197 TGCAAGATCATTCCACAGAGA TGAAAGTATTCCAAAGCGTGA 243

Ad01A20485 Aradu.A01 20485 p3 (GAC)5 15 104842495 104842509 GACATCACCACCTTTTGCG GGTAATTCCGACGGTGATGT 280

Ad01A20492 Aradu.A01 20492 c (ATC)6actcagaaagtttcagaaaataacactcccgtatttcagtttcatggacttgtgtcttcttttc(T)1092 104858825 104858916 TGGTTACTGCCGTGTACCAG AGATGGAGGTTATGGAAGCG 278

Ad01A20495 Aradu.A01 20495 p3 (ATA)7 21 104869321 104869341 GATTTCCCACAAAGGGAAAAA CACATTAAATGCATAAAACCTTAAAAA 178

Ad01A20496 Aradu.A01 20496 p3 (AAT)14 42 104871400 104871441 TTTTGTACATGACACACAAACTTATGA TTTTTCTTCTCATCCTCCTTCA 250

Ad01A20503 Aradu.A01 20503 c (ATT)7caagtgaagactttgtaatgatccttataaaag(A)11gaaatcattcaccttctttctctgaaacaaaaatacattattttctcaatgc(TTA)5132 104879963 104880094 TTATCCCCTTTCATGGGTCA TTGTTGTTGGGTCGTTTTGA 242

Ad01A20504 Aradu.A01 20504 p3 (TCT)10 30 104880318 104880347 TCAAAACGACCCAACAACAA GAGGAACATTATTGGACCCG 260

Ad01A20506 Aradu.A01 20506 c (T)11aattacgctttacttcattctaaaagtataaagtataaattatgcatgatacaaaaaatttataaaatcaaattacttttat(A)11104 104887313 104887416 GGGTTTTGCTATCTCAATTAGTCA TGGAGACTTTTGTCAACTTACGA 253

Ad01A20509 Aradu.A01 20509 p2 (TA)7 14 104890778 104890791 TTTTTAGGTTTTTCTTTGACATCTATT TCAATTGCAATGAGGGAGTG 266

Ad01A20511 Aradu.A01 20511 c (A)10gaagaagatgg(TGA)639 104895226 104895264 TTTGCAGCATTATGTGTTTCTTC CCTCCTCATCTTCTGCTGCT 188

Ad01A20513 Aradu.A01 20513 c (TCT)5ttttcttcttcttcttgatattgttgttga(TGT)663 104902014 104902076 TAACTAAATGCGCGTGCTTC TGAAAACGACAAGAACGATGA 271

Ad01A20514 Aradu.A01 20514 p4 (AAAT)5 20 104903093 104903112 GTCGGATTGGGGATAATGTG CCGGCCAATCTCTACAAGAA 249

Ad01A20517 Aradu.A01 20517 p3 (TGA)5 15 104916517 104916531 ACGTGGTTGAGGATTTGGAG GGCTTTCTGCTCTTGTGACC 223

Ad01A20530 Aradu.A01 20530 p2 (AT)6 12 104970176 104970187 CCTTGACATTCCTAATAAGATGATACC TCGAACCCTCCAATACTTGC 255

Ad01A20532 Aradu.A01 20532 p2 (TA)7 14 104978644 104978657 CGAAATCGAGGATGTTGTTC ATGGTTAGGTTACACGGGCA 124

Ad01A20533 Aradu.A01 20533 p2 (TA)6 12 104981630 104981641 TTCTTTTGGATTAGTATTCAAGTGG GCACTTGTCCGTAATAATTTTCAT 279

Ad01A20539 Aradu.A01 20539 p3 (TAT)17 51 104999658 104999708 GAAAAGTCTTGGATTTTGAAAGAAA CCTTGGCTTATCAACGTGAA 280

Ad01A20540 Aradu.A01 20540 p3 (ATT)22 66 105001351 105001416 TTTCTTTCTCCCTTGACTTATCA CTGCAAAATTTGATGACCGA 249

Ad01A20543 Aradu.A01 20543 c (TTA)5ttgttgt(TGC)537 105006633 105006669 GTTTGCATGGGAAAATGACC CCGGTTTCTTCTGGACTTCA 228

Ad01A20545 Aradu.A01 20545 p2 (AG)6 12 105008975 105008986 CAAAGAGGGAGAGAGGGAGAA AAGCCTGGATCTAGCCCATT 253

Ad01A20546 Aradu.A01 20546 p3 (GGT)5 15 105009649 105009663 GAGCAAAGCTTGACCTGACC GAGGAAAGGAAAATGGAGGC 146

Ad01A20547 Aradu.A01 20547 p3 (TGA)5 15 105010026 105010040 CCCGAATTCATCACAAATCC CACCACTCCAACAAACCAAA 235

Ad01A20551 Aradu.A01 20551 c (T)10gccttggatcacaactttatttctttcttttctttctctttttcgaattttttttc(T)1278 105021629 105021706 CCCCAATTAGAGGTGTCCAG TCCGAATGAATGCTTGAACA 273

Ad01A20554 Aradu.A01 20554 p2 (TA)6 12 105035143 105035154 TTGCCTTTATTTTTCAAACTTGTTC TGTCATAAATTTTACCTATTTGTAGCA 263

Ad01A20555 Aradu.A01 20555 p2 (AC)13 26 105039843 105039868 TGGATTTGAATCCTCTAAAGTTTG ACGGCTGAGTGAGAGATGGT 236

Ad01A20556 Aradu.A01 20556 p2 (GA)14 28 105040021 105040048 TGTTGAGAGAGGGAGAGGGA GGGACAAGCTCCACACATTT 280

Ad01A20558 Aradu.A01 20558 p3 (TGG)5 15 105053793 105053807 GACGCATTCTTGTTTTCGGT CCTACGATCGTGTCTCGTCA 167

Ad01A20560 Aradu.A01 20560 c (AT)7cccaaattgttttcgtccagcagtctaagctaatataatagtttcctactcttgttgagcttaaagtc(A)20102 105058622 105058723 TGTAATGTGAGTGGATGTGTGAA TGTCTTTGTCTGAATGGAATAAGG 274

Ad01A20561 Aradu.A01 20561 c (T)10cctttttggtaagtaattcgttattcatttactcaattattattggtgccccaaaatcggttttcttccttgcgatttcgttaattcgctcgg(T)12115 105062877 105062991 TTTTTCCAACAATTCCATCAAA CGTGACACGTCATGATCTAACT 276

Ad01A20565 Aradu.A01 20565 p3 (CAT)7 21 105075443 105075463 AAACCAGCCTCCAGTGAAGA GGATTGGGCTTTTCATAGTAAGG 266

Ad01A20567 Aradu.A01 20567 p3 (TGA)5 15 105078863 105078877 AATGGAAAGTGTTTGGGAAAA TCCCTGTACCAGCAAAATCA 279

Ad01A20569 Aradu.A01 20569 p2 (TA)9 18 105084522 105084539 TAGACGCATAGGCATGGACA TTGACTAGCCGTCCGAAACT 134
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Ad01A20570 Aradu.A01 20570 p2 (TA)8 16 105086628 105086643 AAGGATAACAAGGTGCCACG CGTTTAGTTACCGTGTGCGA 169

Ad01A20571 Aradu.A01 20571 p2 (AC)13 26 105086776 105086801 AGCTTTCGCACACGGTAACT CGCAGGCAGTGGTTAGTCTT 105

Ad01A20572 Aradu.A01 20572 p2 (CT)8 16 105109841 105109856 ACGAGGGTTCCCTCTCTCTC CCTAACCTTAACCCACGCAA 191

Ad01A20576 Aradu.A01 20576 p2 (TC)24 48 105122649 105122696 TTTGTTGCGCATGGTATCAC AGCACGCAAAGGAGTGAGAT 208

Ad01A20577 Aradu.A01 20577 p2 (TA)10 20 105132512 105132531 TTTTAGCATCGCAATGAGGA ATCCGAGGAGAACCGTTACC 244

Ad01A20578 Aradu.A01 20578 p2 (CT)6 12 105136015 105136026 CCATTCGTCCCATTCTCAAT CAAACCAAAATCCACAAATTCA 269

Ad01A20581 Aradu.A01 20581 p2 (AC)6 12 105160183 105160194 AATTGGGAACCCTAATCCCA TATTGGCTCGCGTTTCTCTT 238

Ad01A20582 Aradu.A01 20582 p5 (GAGAA)5 25 105160310 105160334 CACACACACGCACAGAGATG TATTGGCTCGCGTTTCTCTT 173

Ad01A20584 Aradu.A01 20584 c (TA)8ataatattatatgttgtaatgtg(TA)6aagatagaaaagagtataaaaagtaaaatatatgttggaatgtg(TA)6107 105185151 105185257 TCTCGTGCTGATAACGTGTTG AACAAATGCAATTCTCTCTCTTTTT 259

Ad01A20585 Aradu.A01 20585 p2 (TA)13 26 105191704 105191729 CCTTCTGTCGCAAGATGTGA CGGTTATATAGGCAACCCGA 266

Ad01A20587 Aradu.A01 20587 c (A)10tcaaaatataacaaaaagaacattcaaaacctactaagaaaaaacaaccgaacctaac(A)1078 105199670 105199747 TCCAAAAACCTAATAAAAGAAGCA GGAGGGGGATCATGAATTTT 254

Ad01A20590 Aradu.A01 20590 c (GAA)11a(AAG)5 49 105203208 105203256 TTTCTTGTAGTGCATTGCCG GCCTTCCCACATTCTTTCAC 244

Ad01A20593 Aradu.A01 20593 p2 (CA)10 20 105210663 105210682 TGAATGCATTTTTCTCATGCTT TTGTGCCTGATTTGAACACC 278

Ad01A20599 Aradu.A01 20599 p3 (ATG)6 18 105250727 105250744 GGGAGGGTGGAGTATCGAAT TCTCTGGTCCCAAAACCAAC 237

Ad01A20602 Aradu.A01 20602 p2 (AT)6 12 105257506 105257517 CAGCCAAAGCTGCTCAATTA CCACATTTTTGTGGATAACTTTTG 279

Ad01A20604 Aradu.A01 20604 p3 (TTA)5 15 105258922 105258936 TTCTGACTTCTGATCCTTTTTGTG AGGTTCATGCATCAGATCCTC 192

Ad01A20605 Aradu.A01 20605 p3 (ATA)14 42 105262871 105262912 CGATTTTGATTTTTACTTCGAACA TGGATGAGTGGAAACTAAGGG 238

Ad01A20610 Aradu.A01 20610 p3 (ATT)6 18 105270725 105270742 GCCTCGTTCATCTCCAACTC AGGCACAAAAAGTGGGAAAA 205

Ad01A20611 Aradu.A01 20611 p2 (TC)6 12 105270878 105270889 GCCTCGTTCATCTCCAACTC GGACCCAATAACGTGCTTCA 275

Ad01A20612 Aradu.A01 20612 p3 (ACA)7 21 105271322 105271342 CAGCAGTGGCTATGGTTTGA AAGCAGAAGACGAGTGGGAA 221

Ad01A20613 Aradu.A01 20613 p3 (ATG)7 21 105272192 105272212 CTTGGAGGGCATAGAGCAAG TCAGGCAAATTGGACACTCA 244

Ad01A20615 Aradu.A01 20615 p4 (CTAT)6 24 105272920 105272943 AGTACCCATCCATCCATCCA TCCCTATAAGTCTCATGGCCC 160

Ad01A20620 Aradu.A01 20620 p2 (AT)6 12 105284781 105284792 TTTTTGTTTTGGTTATGCATTTTT TGCAAACTTTCAATAAATACCATTTT 261

Ad01A20625 Aradu.A01 20625 p2 (CT)18 36 105293977 105294012 AGAACACGTCCGCTCAGAAT CAGCAAGATTGGATTGAGCA 196

Ad01A20627 Aradu.A01 20627 p3 (AGA)6 18 105298944 105298961 AAACGCGAAAGAGGAGAACA ATTTTCACTCCACGCCTCAC 201

Ad01A20628 Aradu.A01 20628 p3 (TAA)18 54 105299143 105299196 GTGAGGCGTGGAGTGAAAAT TGATTTTAGCCAAAAACTCGG 232

Ad01A20631 Aradu.A01 20631 p3 (ATT)5 15 105301474 105301488 TTGGCACCATCTTCTTTTGA GTGCCTTTGCCACTTTCAAT 230

Ad01A20633 Aradu.A01 20633 p3 (ATA)5 15 105307113 105307127 ATCATCTTCCCCACCAACAA CATATCCTCGTCCTCGTCGT 261

Ad01A20644 Aradu.A01 20644 c (A)18c(A)11 30 105355154 105355183 TGCTTATCAAGAGGGGAAAAA ATTCCATGGACTTTGGACGA 247

Ad01A20645 Aradu.A01 20645 c (A)10caaaaaacaacgggaaaaatgtcgttcgcgcatgagatgaagtgaaaactgaaaagagacttaagactcacct(GAA)6101 105359784 105359884 TGGGACTGAAGAAAACCAGTG AAGTGTCCACGCACAATGAA 220

Ad01A20653 Aradu.A01 20653 p2 (TG)7 14 105385112 105385125 GCATTTGAGGTGGAAGCAAT TGAAATTGGTCCAAAAAGCA 101

Ad01A20655 Aradu.A01 20655 p2 (CA)8 16 105391612 105391627 TGCGCATAGAGAACAAACCA CTACTTCGGCCTCATCTTGG 264

Ad01A20658 Aradu.A01 20658 p3 (TAT)5 15 105400216 105400230 GGAGAAGCACTTGAGTGGTGA GGGTAGTGATGGTGGAGAAAA 183

Ad01A20666 Aradu.A01 20666 p4 (TTTA)5 20 105417435 105417454 TAAAAGCCACGGGCTCATAG CGAATCAGATTTTGCTTCCC 193
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Ad01A20667 Aradu.A01 20667 c (T)10gttttcaaagtatttggttgttgttgtctcactcgcacaatttacaccaacagagtcaacct(A)1082 105418076 105418157 TCCATCCCTCAACCTAATCG CCAGCAAAGTCCCCTAGACA 174

Ad01A20670 Aradu.A01 20670 c (CG)6cacagcgcgcttacgcgtggatgaggttgggacgatc(CG)661 105430309 105430369 CTTATGCGTGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 280

Ad01A20675 Aradu.A01 20675 p4 (AAGA)6 24 105456222 105456245 CTCGGCAATTCATTGTCCTT GCTAAGTTGAAGCAATCGGC 171

Ad01A20676 Aradu.A01 20676 p2 (AC)8 16 105458874 105458889 GTTGTAAAGGTTGGCCAGGA GTTAAGCTGGGCGAGAGCTA 249

Ad01A20677 Aradu.A01 20677 c (AT)8acgaggcagcccaatgcacaacaatcccgtgttaatgcaaggtctggagaaaagactacagagaacataaaaaaattattagaagagaccatt(TA)6121 105460706 105460826 GCATCCAACAATGTAGGGCT AGACCTTGCATTAACACGGG 242

Ad01A20684 Aradu.A01 20684 c (CCA)5ctaaccccatcctctccctctcctattttctgagctcattgccaccgctagaatctgtcaactttgccaactcctcccc(CT)18tcccttctgtgttttgct(TC)7162 105494801 105494962 TCCTTAACATCATCTGCTTCATC CATCACACAACCATCCGAAG 222

Ad01A20685 Aradu.A01 20685 p3 (TTG)6 18 105495467 105495484 GAAGGGAACATGGGTGAGAA CTTTGAGTTCACAGGCACCA 231

Ad01A20689 Aradu.A01 20689 p3 (TTA)5 15 105519657 105519671 TCTTTTTCTGGTCCTACTTGCAC ACGAATTCGATTCTGGCACT 234

Ad01A20691 Aradu.A01 20691 p3 (ATT)8 24 105553434 105553457 TTATTTGGACCTGGGCCTTT TAGACCGCATGACTCACGTC 250

Ad01A20692 Aradu.A01 20692 p3 (TCC)6 18 105554783 105554800 AAGCCTCTTTCGCTTTCAGA CTTCCGCTTCTTGGAATCAG 279

Ad01A20693 Aradu.A01 20693 p3 (AAG)6 18 105554936 105554953 GGGAAAGCCAAAGTTGATGA CGAAAATTTCCACCGAAGAA 142

Ad01A20696 Aradu.A01 20696 p3 (AAT)6 18 105560239 105560256 CGCTTTCCAATTACTACAACCA TCACCTCTTTCAATCTTAGCCA 269

Ad01A20697 Aradu.A01 20697 c (TCA)5ctttc(CAA)535 105561047 105561081 GGGTTTTCTGTCTGGAACGA AAGTTCCTTCGCTGCTTGAG 231

Ad01A20698 Aradu.A01 20698 c (TTA)5atatttgattattttagtaattaaggatactgattagtgcaatgtg(T)1273 105561693 105561765 TTGCTCATATGCTAATTCTAAATGC CCATCACACCCAAAAACAAA 279

Ad01A20711 Aradu.A01 20711 p3 (ATA)5 15 105601624 105601638 CTGCACAGATAATGCATGAAAA GGTGAAAACTCAAGTGCAGTCA 276

Ad01A20715 Aradu.A01 20715 p4 (AAAG)5 20 105604563 105604582 ACCCCTTCCCAGAATACCAG CAGCCCATGAGGAGCTAAAC 277

Ad01A20718 Aradu.A01 20718 p3 (TGG)6 18 105615962 105615979 ACCCATGGAAAATGGGTTTC TATCTGCTAGGAACCGGTCG 243

Ad01A20720 Aradu.A01 20720 c (T)11aatacatgcaaaaagtgtgacagattagtcgaattttcaacagtaaaagtccttttcttttggatttgttttttg(TTA)8110 105622146 105622255 TGTTTTGTTTTGTCTTTTCCCC TTTCCACAGCAGATTGAGACA 253

Ad01A20728 Aradu.A01 20728 c* (TA)7(TATG)12* 60 105638902 105638961 CCTTAAACCCTAAACCAACGAA ACCAACAGCAGCGGATAACT 242

Ad01A20734 Aradu.A01 20734 c (AT)7aatattagaatatngtatttatacataaatataaataacgaatttagtaataattcttaatatacacaacattt(A)12100 105668650 105668749 AAGCAAAATTGAGACATTTCAAGA TTTTGAAAATATAAATTACAACGGACA 249

Ad01A20735 Aradu.A01 20735 p4 (AGAA)7 28 105670042 105670069 ACCTTCGCCTACCCAAAAAC ACGGAGAAGAAGCGTAGTGG 234

Ad01A20737 Aradu.A01 20737 p3 (CCT)5 15 105673621 105673635 TAGGATTGGATGCTAACCGC TTCCACCCAAAGAGGATGAG 252

Ad01A20738 Aradu.A01 20738 p3 (AAT)5 15 105679033 105679047 TTCTGCCGGAGCTAAAAAGA TGACAATTTTAATTTGAAGGGG 114

Ad01A20739 Aradu.A01 20739 p2 (TA)7 14 105685856 105685869 TTAAGGTGGATTACTCAACATCATT ATATAGCCTTTGGCACCACG 270

Ad01A20741 Aradu.A01 20741 p2 (AT)11 22 105688790 105688811 TTCTTGGTCATTGACAGAAAAAT TTATTATGCAAACAAAAATAACCCT 219

Ad01A20745 Aradu.A01 20745 p3 (CAT)7 21 105717259 105717279 TTGAATAATGGCACGGTGAA CATTGAGGGATTCGAAGGAA 145

Ad01A20746 Aradu.A01 20746 c (CCT)6(CTT)9 45 105717413 105717457 TTCCTTCGAATCCCTCAATG GCCGATGGAAACCAATCTAA 260

Ad01A20748 Aradu.A01 20748 p2 (AT)9 18 105718073 105718090 GAGAAATTTTGGTGCTTCCG TTGCAACTCCAGATTGAAGC 198

Ad01A20751 Aradu.A01 20751 p3 (CAA)7 21 105726853 105726873 GCACGCCTATCCATTCTTGT ACATGACAGAGCACAATGGC 235

Ad01A20754 Aradu.A01 20754 c (A)29gaaaggttacctgcaagaagacagcgtaggcaatgatgacagcaatagggaaccaatctgg(GA)6102 105730333 105730434 TTCATGCTAGTTTGGAGATCTTG CACAACTCGTGCTTTGCTTC 270

Ad01A20757 Aradu.A01 20757 p2 (GA)6 12 105736614 105736625 GTCTGACTGACCAATCCGGT TAAAATCCGTGCCTCCAAAC 144

Ad01A20758 Aradu.A01 20758 p2 (AG)7 14 105737734 105737747 GGGGTTGCTGCTACTACTGC AGAGGAAGAAGAAGGCGTCG 146

Ad01A20761 Aradu.A01 20761 p3 (TAT)15 45 105751633 105751677 TCATATTGCAATTTATGGTTGTTTTT CCGACATCGAATCGCTCTAT 274

Ad01A20765 Aradu.A01 20765 p3 (AAC)6 18 105765022 105765039 ACAATGGCAAATGGAATGTG TCATGTAGTCGACCCCACCT 258
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Ad01A20767 Aradu.A01 20767 p3 (AAC)6 18 105774100 105774117 AGGTGTTTGGGCCTAGCATA AGAGCCTCAGCAAATTCCAA 270

Ad01A20768 Aradu.A01 20768 c (TCT)5tcctcctcttcctcttcttcttcctcctctacctcctcttctacttcttcttcta(CTT)688 105777871 105777958 GCCTTTATCATCACCGTCGT TTTTCCGTTCCAATGTCTCC 279

Ad01A20774 Aradu.A01 20774 c (A)10caattcttaagattttactaaaattatcaaatgttacaagaaatcaaaattatatgtaccaattcttttaagattttac(A)11100 105784112 105784211 CCATTAAATTTTTGAAATGTTACACC TTGTGTCCATTATAGTTGCTGTTG 275

Ad01A20777 Aradu.A01 20777 p2 (TC)7 14 105795046 105795059 CCACGTCACCCCTAAAAGAT GGAACTGCACAAGGAAGGAC 163

Ad01A20785 Aradu.A01 20785 p3 (TTA)5 15 105834366 105834380 GCCTATGCACATTGGAAAATC TGACCCGTTCTACTTTTGCTG 111

Ad01A20787 Aradu.A01 20787 p2 (AT)13 26 105839663 105839688 ACGAACCGCTTTGATACCAC TTTTGCGCTTTTCAAATCCT 200

Ad01A20793 Aradu.A01 20793 c (T)10a(T)11ggtcaagtggattggacagctcccaatcctaggcattacactcatgttt(CA)683 105865361 105865443 TTCTTTTGGGTGCGATCAAT ACCTGTCCGCCTCATACAAC 267

Ad01A20794 Aradu.A01 20794 p2 (TA)8 16 105866066 105866081 TCCATCGTATCAAATGCGAA TGGATGGGAATATGAAAACACA 154

Ad01A20795 Aradu.A01 20795 p2 (AT)6 12 105866259 105866270 ACAAGACATCGATACATAGACATAAAA CTGTGTTTGGTTTTGAGAATAGAA 280

Ad01A20800 Aradu.A01 20800 p3 (CTT)5 15 105874778 105874792 TGCACAATTCAAAATTTTCCC TTTTTCCACGCGATGTTTTT 260

Ad01A20804 Aradu.A01 20804 p3 (GAT)5 15 105896607 105896621 ACAAAGAGCTACGGGCTTGA TTGATTGGTGCAATTGAGGT 220

Ad01A20806 Aradu.A01 20806 p4 (ACAA)5 20 105899638 105899657 TGAGCACAATCTCTTTACACACG TGAGATGAACGTGGAAACCA 203

Ad01A20807 Aradu.A01 20807 p3 (CTC)5 15 105899984 105899998 CATAGGCGGGAACAGAAGAG ACACTTTCCGAACCGAATTG 216

Ad01A20814 Aradu.A01 20814 c (GA)8tcatct(TA)7 36 105910121 105910156 CATGGTTTGGGTGTTGACTG TGAACAGGATCTAAAACTGAACAAA 278

Ad01A20817 Aradu.A01 20817 p2 (AC)17 34 105921423 105921456 TCCCAACCAAATCACCTTTC TGATGGGAGTTGATGAATGTG 196

Ad01A20819 Aradu.A01 20819 p2 (GA)6 12 105931307 105931318 GCAGAATCCGAAGTGTTGGT CCCTTCCTTCAACTCCATCA 253

Ad01A20820 Aradu.A01 20820 p3 (ATA)17 51 105940708 105940758 GCAATCCAAGTTATTTGAGACCA GGCGGCACTGTCAACTTATT 203

Ad01A20821 Aradu.A01 20821 p3 (TAA)6 18 105943679 105943696 GGGGGAAAAATGTGTTCTTCT TGTTTAACTTATTCAACACAATGAAAA 177

Ad01A20825 Aradu.A01 20825 p2 (GA)17 34 105953681 105953714 AAGGAAAATCCTTGACGGCT ACCCAACCCAAGTTCCCTAC 191

Ad01A20827 Aradu.A01 20827 p4 (TAAC)6 24 105955671 105955694 ATCATGGCAATCATCCAACA CCCCTCCCCTATTTCACATT 237

Ad01A20830 Aradu.A01 20830 p3 (GGA)7 21 105969465 105969485 CCAGAACTGGTGTCCGTTTT GCAAACTTGACAGCTCTCCC 272

Ad01A20831 Aradu.A01 20831 p2 (GA)6 12 105972049 105972060 AAATTGGACAGCTGGAATGG ACTCTCCTAAGGTCCTGCCC 165

Ad01A20832 Aradu.A01 20832 p2 (GA)17 34 105973409 105973442 CTGAAGAAGATGCAGGGAGG GCAGCAGTGTGGAATCTGAC 262

Ad01A20836 Aradu.A01 20836 c (A)10gaagatttttgtaacaattttaccttgtcctcgtgagtgtcttgggtttctccgtcttcctcgtcgtcatccag(CTC)599 105989858 105989956 CATCATCGGAAGAAATGGGT GTCAGAAGATTCCCCTTCCC 243

Ad01A20844 Aradu.A01 20844 p3 (TAT)6 18 106009002 106009019 CAGAGAGAATGGATTTGGAACTG GATGCAGGATTCAACACCAG 171

Ad01A20848 Aradu.A01 20848 p3 (AAG)7 21 106026952 106026972 TGAGGAGGGTTGAGATGTGA CGAAAATATCTTCCCTCTTTTTCA 234

Ad01A20852 Aradu.A01 20852 p3 (AAT)15 45 106073972 106074016 TTGGCAGATTTTGAACTCGAT TTGATTTTATGATAATTAGCGTTTAGA 201

Ad01A20853 Aradu.A01 20853 p2 (CA)9 18 106076487 106076504 CTCGCTGAGCATACTGGAGA TCGAAAGTCGCATCACAGTC 216

Ad01A20854 Aradu.A01 20854 p2 (GA)7 14 106082938 106082951 CGACGCCATAGTGAGACAGA GAAACCCTCTCTTCGATCACC 148

Ad01A20861 Aradu.A01 20861 p2 (TA)6 12 106105385 106105396 AGCATTTTTGTGGTTGGTGA AGGCGTAAAACATGGAATCG 236

Ad01A20864 Aradu.A01 20864 p3 (TAA)5 15 106112293 106112307 TCTCCCCTCTTCCTTCCCTA TTTTGATGTTGATACCATGTTTTTG 234

Ad01A20867 Aradu.A01 20867 p3 (TAT)5 15 106119508 106119522 TGTTCCTTGGTGTTTCCCTC TTAAGAAGATTTGAAAAACTTTGGAT 247

Ad01A20870 Aradu.A01 20870 p3 (GGA)7 21 106124823 106124843 TCATCAACTTTGGCTTTCCC AGAACCAGAACCCTCAACCA 258

Ad01A20875 Aradu.A01 20875 c (AAT)7(A)13 34 106131709 106131742 CTACACATTGATGAGCCCCA TGGCTGCCATAGAAACTTCC 260
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Ad01A20876 Aradu.A01 20876 p3 (ATT)6 18 106132023 106132040 ATATCCACCGCTATTGGCAG TTTTCAAGGCTCTGCCCTAA 197

Ad01A20877 Aradu.A01 20877 p2 (TG)7 14 106133333 106133346 TGGAAATGGACTTGCACAAA TCTGGAAGACAATTGGAGGG 213

Ad01A20887 Aradu.A01 20887 p3 (GAA)6 18 106155318 106155335 TTCATCCAATTCTCCAGCAA GGCGACTACCAAGATGGAAA 275

Ad01A20888 Aradu.A01 20888 p2 (AT)6 12 106157763 106157774 ATCAATCATTTGCTGGCTGC CCATATGCTGCGGTAGGTTT 201

Ad01A20889 Aradu.A01 20889 p2 (AT)6 12 106157960 106157971 CCTACCGCAGCATATGGAAT GACGGTTATCAATAAAAAGACGAAA 114

Ad01A20890 Aradu.A01 20890 p3 (ATT)17 51 106158920 106158970 TGGGCAGAGGTTACAACTAACTG TTGCAGCCACTAGGTGTGTC 256

Ad01A20891 Aradu.A01 20891 p3 (CTT)7 21 106165600 106165620 AGCATCGGATACGGAAACTG TTTAAATGTGGCGGGGATAA 243

Ad01A20900 Aradu.A01 20900 p2 (TC)14 28 106195811 106195838 ATTAATTGATCGTCGTCGCC AAAATCCGGTTCTTACCGCT 241

Ad01A20907 Aradu.A01 20907 p3 (TTC)6 18 106235436 106235453 TTCTACACCTTGGCCGAATC TGGGAAAGAGGAGGTTGATG 197

Ad01A20908 Aradu.A01 20908 p3 (TCT)5 15 106235635 106235649 CATCAACCTCCTCTTTCCCA CCAACTGAGCTATTCCAGCC 151

Ad01A20914 Aradu.A01 20914 p3 (CAA)5 15 106257224 106257238 ACACGGCTGCGCTTATTAAC TGTGCTCCTGTTACGCATTC 205

Ad01A20916 Aradu.A01 20916 p2 (TA)6 12 106278838 106278849 TTCACACAAATCAATACTCAACGA TGAAGTCAAAACAATATGATCAACG 270

Ad01A20917 Aradu.A01 20917 p4 (AATA)5 20 106282709 106282728 TTGTTTCGAAAAATCTTCACCT CCATGATGGAGAAAGGGAGA 137

Ad01A20918 Aradu.A01 20918 p3 (TCT)5 15 106283294 106283308 CGGATTCCGTATAATTACGTACC AGGTGGTCTGCATGTAAGGG 259

Ad01A20919 Aradu.A01 20919 p2 (AT)7 14 106284241 106284254 CAAAAGTGGCACGTAGAGAGC GCACCTACCGGATAGGAGTTT 199

Ad01A20922 Aradu.A01 20922 p2 (AG)6 12 106295238 106295249 AAGAGGTTGAGAGTCGTCGC ATGTCACTCTTCCCAATGGC 245

Ad01A20923 Aradu.A01 20923 p2 (CT)8 16 106299947 106299962 CCAAACACAACTCACACCAA ATCTCTGAGCCCTCCAGTCA 258

Ad01A20924 Aradu.A01 20924 p2 (CT)6 12 106308522 106308533 ATTCATGGGGAAGCACTCAC AAGAACCTGGGATTGAGAGTCA 132

Ad01A20928 Aradu.A01 20928 p2 (TG)6 12 106330906 106330917 TTGTGGTCAATGGCAAGTTC TTGGAGAGTTGAGGCTGACA 201

Ad01A20929 Aradu.A01 20929 p2 (AC)8 16 106331482 106331497 CAAGTTCAATTGAGAAAGCGG CAAATTAACCACCCCTCCCT 255

Ad01A20930 Aradu.A01 20930 p2 (CT)7 14 106332230 106332243 GCTTAAAGCTCTTCCCCTCC TGTGGTGGGTCTTTGTGAAG 159

Ad01A20931 Aradu.A01 20931 c (T)11acttgtggtt(A)1132 106334191 106334222 TTTCGAAAAATGCAAGATGC ATTGAAAGCTTGGCTGGCTA 256

Ad01A20932 Aradu.A01 20932 p3 (ATT)7 21 106336017 106336037 TGCTGAAAATGGTTCTCACCT TCGTATGCATAAAACAACATTCAA 227

Ad01A20938 Aradu.A01 20938 c (TTC)5gccttctttcttctttttcgcgtattttctttcaatcgttattctttta(TTG)579 106341389 106341467 TTCTTCGTCTTCGCATTCCT GCAGCATCATCAAGTGAACC 280

Ad01A20939 Aradu.A01 20939 p3 (AAG)5 15 106342425 106342439 TTGGTGATGACGATAACGAAA TGCACATGTGTCTTCTTCCC 106

Ad01A20945 Aradu.A01 20945 c (T)10gtatgttttctcctcctccttgtcgttcttttattactactattgttgttgtgttttttgttttctc(T)1087 106353859 106353945 AATCACACAACGAGCACGTAA TCCTTTTTGTTTCACCTTCTCA 233

Ad01A20946 Aradu.A01 20946 p3 (AGG)5 15 106354742 106354756 AAATTTTGGCGTCATTCACC ATCACCACCACCGTCTCCT 177

Ad01A20947 Aradu.A01 20947 c (CTT)6tttcgatcattcttttctcctcctttctcactggtttgttcttcgtcgttgacgttagttcctccacatactgttacggcacgttttcattgcac(CTT)5gctgcacgttcttcttcctcttcc(TCT)5167 106358335 106358501 CTAATCCCCAAAATTCGCTG CACGTAAATGAAAAATGAAGAAGG 249

Ad01A20949 Aradu.A01 20949 p4 (ATGT)9 36 106368804 106368839 GAATTGAATCAAGAACCATTAGTTTG TGGATGTTGAATGGCTCTGA 252

Ad01A20950 Aradu.A01 20950 c (AC)6at(AC)8 30 106370750 106370779 CCTTTCAGGCCGACTAATCA TGTGATGCGAGTTTCGAGTT 280

Ad01A20951 Aradu.A01 20951 p2 (TA)7 14 106371556 106371569 ACATGTCCAGTAGCGAACCC ACTGAAAGATCCACATGGCA 251

Ad01A20953 Aradu.A01 20953 p2 (TC)13 26 106379258 106379283 CCAAATTACAACCACCGCTT GCTCCAGATCCCATCTTTGA 222

Ad01A20956 Aradu.A01 20956 p3 (TGG)6 18 106382999 106383016 ATTTGCATCGCTTTCTGCTT CCACCAACATTACCACCACA 256

Ad01A20963 Aradu.A01 20963 p2 (AT)6 12 106403227 106403238 CCTCATGATCGCACTAAAAGTTC TGTAATTTGATAAAAGATCGGGG 250
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Ad01A20964 Aradu.A01 20964 p3 (GTC)5 15 106404173 106404187 CGGTTTCTCTCTCTCACCCA CATCAGGTGTTCTAAAAGAAAAGTG 280

Ad01A20965 Aradu.A01 20965 p2 (GT)7 14 106416894 106416907 TGGGTAGCTAGGCATGAATTT ACCCTCGCTGGATGTGTATC 259

Ad01A20967 Aradu.A01 20967 c (TC)16(AC)8 48 106429980 106430027 GTTTGCCTCCGATGAAGAAG TAATACCTCGCCACCTCTGC 238

Ad01A20972 Aradu.A01 20972 p3 (TAA)15 45 106452083 106452127 TGGCGATCCATCTATCCTTT AGGGGGAGAACAACATAGCA 276

Ad01A20976 Aradu.A01 20976 p2 (TA)6 12 106456362 106456373 CCTTTAAACCTGCCGAACAT GTTAATCGGCCGGGTTACTT 186

Ad01A20977 Aradu.A01 20977 p3 (ATT)6 18 106456475 106456492 GTAACCCGGCCGATTAACTT CTTCGCAGATGACACCTGAA 171

Ad01A20978 Aradu.A01 20978 p3 (AGA)5 15 106457370 106457384 TTGTGCGCCTCTTCTTTCTT TTTCCTTCTCCCCCTCCTTA 274

Ad01A20979 Aradu.A01 20979 p2 (TC)8 16 106461016 106461031 CTCAGTTGGTGGGAAAGTCC GCAATCACAAGAAGATGGTTGA 224

Ad01A20981 Aradu.A01 20981 p3 (GAT)5 15 106491117 106491131 TCATACCTAAAAGGGCGTGG TTGACCACATTCAGCAGAGC 176

Ad01A20985 Aradu.A01 20985 p2 (TA)8 16 106501395 106501410 AAGGGCAACAGAGGTAGGGT CATAGCAGCGGAAAGGTAGC 212

Ad01A20988 Aradu.A01 20988 p4 (AATA)5 20 106506950 106506969 CGTCTGTTTTCGCAGATTTAAG CGGATTTGATTTAATCGGATATT 280

Ad01A20989 Aradu.A01 20989 p2 (CT)12 24 106507946 106507969 TCCGCTAGTAAATTCGACGG GACAGTAGCGGGGACACAAT 163

Ad01A20993 Aradu.A01 20993 p2 (TC)7 14 106529285 106529298 GATCCCACTAGGGGTGTTCA GGAGAGGGGAGAGAAAGAGG 269

Ad01A20994 Aradu.A01 20994 p3 (ATG)7 21 106530441 106530461 CACAAGAAAGGGGCCTACAA TGTGACCAGTTGAGGCTGAG 119

Ad01A20995 Aradu.A01 20995 p2 (TA)7 14 106531158 106531171 CAACAACCAAACACATCCTCA CTCGACGGTGGAAAGAATGT 260

Ad01A21000 Aradu.A01 21000 c (T)10catattc(T)10 27 106541979 106542005 AGCACATGGTTAGGGACAGC ATTGATGGCACCTAAGACCG 257

Ad01A21010 Aradu.A01 21010 p3 (TCA)29 87 106564415 106564501 TTCGTGCATCAGCATTCTTC TTTCGTTTTTGTTCTTATTCTTTTT 196

Ad01A21012 Aradu.A01 21012 p3 (TAA)13 39 106582096 106582134 TGGCCCTTATATCTTTCAAGTCA TCCTGATATCTTTTTGAAGCCA 237

Ad01A21014 Aradu.A01 21014 p2 (AT)6 12 106584986 106584997 AAAAGGGAACTCGGACCCTA TACGACTTGTTGATGGCTGC 117

Ad01A21015 Aradu.A01 21015 p3 (TAA)13 39 106603503 106603541 TGGCCCTTATATCTTTCAAGTCA TCCTGATATCTTTTTGAAGCCA 237

Ad01A21016 Aradu.A01 21016 p3 (CAC)5 15 106609400 106609414 ACTTTCGAACTCGAAGCCAA CGCTGCAACAAAAGCAATAA 222

Ad01A21017 Aradu.A01 21017 c (TGA)11tgcgttcttgctgttgttcctttgcatgaaagactgatagaagttctccattgt(TTG)5102 106609557 106609658 TTATTGCTTTTGTTGCAGCG CAACGATCCCAATCCACTTT 257

Ad01A21018 Aradu.A01 21018 p2 (TA)6 12 106614050 106614061 CCTTTTCCCTTTCAAAACACA TGATCAGCATCATCATCGGT 262

Ad01A21021 Aradu.A01 21021 p2 (GA)6 12 106615144 106615155 TCACCTCCATCATCACCAGA AAAGACGGAATAAAGGCTGAA 254

Ad01A21022 Aradu.A01 21022 p3 (TTA)7 21 106615529 106615549 TTTATTTGCATGTCCCCTCC CGAAATAGAAACAAAATAGCACGA 177

Ad01A21023 Aradu.A01 21023 p2 (AG)9 18 106617591 106617608 CTGGCTTTGGTAACACGGAT GCTTAGGGTATTTGCGACCA 242

Ad01A21032 Aradu.A01 21032 p2 (CG)6 12 106636957 106636968 TGGTTATCCATGGTGTGTGG TCCATACCTTGACCCGAGAG 256

Ad01A21035 Aradu.A01 21035 p3 (TTG)5 15 106652767 106652781 GTGGATCCGCTAAATGGAGA TGCAAGGGTGACTGAGACTG 266

Ad01A21037 Aradu.A01 21037 c (ACT)6gctattactactgttactgctattgtttctactttctactcctttttctcttccttctcc(TAA)593 106657826 106657918 AGCGTTTGCAATTGTGAATTA GCCAGAAAAAGCCTAAACCA 233

Ad01A21041 Aradu.A01 21041 c (TTC)5a(TCT)9 43 106664067 106664109 AAGTCCCTTTTCCGTCGAAT TGGTTAAACCCAACACAGCA 245

Ad01A21043 Aradu.A01 21043 p2 (CA)8 16 106667373 106667388 GAAAATGGTGGTGATGCTCC CATGACCTTCTTTGTTGCCA 236

Ad01A21051 Aradu.A01 21051 p2 (TA)6 12 106695766 106695777 CAAGAAATGATGAAAAAGTTGGTG GCATGGTTAGTTCTTCGAATTTT 266

Ad01A21053 Aradu.A01 21053 p2 (AT)7 14 106697400 106697413 AAAATCGTTCTTTGCCGTTG TTCCAATTTCTTTTAGCCACG 193

Ad01A21056 Aradu.A01 21056 p3 (TTA)5 15 106713511 106713525 GGGATGAATTGATGGGTGAC AAATTTCCGCACACTCTGCT 243
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Ad01A21059 Aradu.A01 21059 c (TA)7(T)11 25 106716483 106716507 GGAAGAAGGCCAGAGGTTTT TGGTGATTGATGAGCATAGTCC 161

Ad01A21062 Aradu.A01 21062 p2 (TA)7 14 106722980 106722993 TGCTTGAGTTCTTCCCTGCT GGTTGATAATAATTGATCCGGAAA 133

Ad01A21067 Aradu.A01 21067 c* (A)13(AC)6* 24 106738830 106738853 CGAGAAAACATTTGCCTTTTG GGTTCAAGGGACAGATGGAA 180

Ad01A21078 Aradu.A01 21078 p3 (TTA)5 15 106778940 106778954 AAATTTAAGTCATTTACCTGTTTGTGA CATTTCATATCACATTCGTTTCAA 201

Ad01A21080 Aradu.A01 21080 p3 (TTA)5 15 106785134 106785148 ATACGTGGCTGAAAAATGCC GCAATTTCCTTCCAATTCCA 131

Ad01A21082 Aradu.A01 21082 p4 (ATTA)5 20 106789831 106789850 CATGGAATGCAACATTCTTCA ATGTGCCAATTGCGATGTTA 193

Ad01A21083 Aradu.A01 21083 p3 (ATA)15 45 106790878 106790922 CGAATTTTGACGGATAAAACA GTAACCACGTTTGCTGAGGG 245

Ad01A21086 Aradu.A01 21086 c (TC)8tt(TC)9 36 106799376 106799411 TCCCTTCCATTGCTTTTGTT GAGGGGGAGAGAGAGGAAGA 259

Ad01A21087 Aradu.A01 21087 p2 (TC)6 12 106799641 106799652 TCCTTCTCTCTCCCCTCCTC TCTCTCGCTCCTCTCTCTTTTC 265

Ad01A21088 Aradu.A01 21088 c (GA)6aaagagagaggagagagagaaaagaagaaaagaaaagagagaggagc(GA)9aaagagaaaaaagagatagagaaagagatgggaggaaaaggg(GA)8ggaaggagaggggagaa(AG)6164 106799801 106799964 TCCTCTGTCTTCTCCTTCTCTCTC TCTCCTTTCTCCTCTCTTTTTCC 279

Ad01A21089 Aradu.A01 21089 p2 (GA)9 18 106800113 106800130 GAGGAGAGATAGAAAAAGGGGG TCTCTCTCGCCTTCTCTTCG 149

Ad01A21090 Aradu.A01 21090 p2 (GA)7 14 106800292 106800305 AGAGAAAGAAAGATGAGGTGGAG TCTTTTTCCCTTCTCTCTCCC 265

Ad01A21092 Aradu.A01 21092 p3 (AAT)5 15 106805005 106805019 TTGGGAATGCTTGTGATGAA ACTGCACCACTTTTGGTTCC 242

Ad01A21096 Aradu.A01 21096 p2 (CT)7 14 106810689 106810702 TTCCAGAATCTTCAGCCAGC CTCTTAATACGGCGGAGCAG 192

Ad01A21097 Aradu.A01 21097 p2 (TA)8 16 106812402 106812417 TGCATATAGCAAAATTAGTGATCAAA TTAGTGATGGGGACTGCCTC 272

Ad01A21098 Aradu.A01 21098 p2 (TA)6 12 106813137 106813148 TGATAAACATATGCAATTCTCTCTCTC TTTGATCAGAGTCTCGTGCTG 204

Ad01A21099 Aradu.A01 21099 p2 (TA)8 16 106818625 106818640 TGCAATTCTCTTTCTCTTTACTTTT CGCCTCTGGGTTTATGATGT 257

Ad01A21102 Aradu.A01 21102 c (T)10cttttcttctttttttttcttttctc(T)1046 106823219 106823264 CCACACTGATACCGCAGATG AGGAGGAGATGAGTGTGATGG 249

Ad01A21104 Aradu.A01 21104 p3 (TCC)5 15 106831030 106831044 CTAGAAGGTCCAGGATGCCA GGAGATGGGAGGAGGAAAAG 166

Ad01A21105 Aradu.A01 21105 p2 (CT)6 12 106836931 106836942 GCAGTAATCGTCCCGACTTC ACATGGAGAAAAATGCCAGG 248

Ad01A21107 Aradu.A01 21107 p4 (AGAA)6 24 106840746 106840769 TAAAACTGCGCTTCACACCT TGCCAACAAGGTTCATGGAT 222

Ad01A21111 Aradu.A01 21111 p2 (TC)6 12 106855249 106855260 AATCTACACGGCAAAAACGG TTGAAACCCGGAAATGAAAG 238

Ad01A21113 Aradu.A01 21113 p2 (AT)6 12 106866115 106866126 TTGCAAAAGCTGGAACTATCC TGATCATGGTTGTAAGGGTTG 273

Ad01A21114 Aradu.A01 21114 p2 (GA)7 14 106867691 106867704 GGGGAAAAACATTCTTCGGT GCCATGCTTCCTTTCTTCAC 149

Ad01A21124 Aradu.A01 21124 p3 (GAT)5 15 106901523 106901537 TCAATTCTCTTTTGCCCCAC ACCTATGATGAAGGGCATGG 233

Ad01A21130 Aradu.A01 21130 p2 (CA)6 12 106917842 106917853 ACGCACCGTTTCAAAGAAAT CCGATAACGCGGAAATTAAA 169

Ad01A21131 Aradu.A01 21131 p2 (AT)8 16 106918033 106918048 CAACAACTAATTGATCAACGTGAA TGTGGAAGTGTGTAATGCGT 276

Ad01A21133 Aradu.A01 21133 p3 (AAG)5 15 106918791 106918805 TCCTCATCATCTTCTGCTGC GCACGTTCTTCTTCCTCTTCC 237

Ad01A21138 Aradu.A01 21138 p2 (TA)10 20 106935999 106936018 GCATCACCTGTAAAGCGTAGC TCATGCCTATTTTGATATGGCT 280

Ad01A21140 Aradu.A01 21140 p2 (AT)7 14 106944561 106944574 TCAATCTGCTTCATCCAGGAC AATGGAGGTATGGAGGGCTT 175

Ad01A21141 Aradu.A01 21141 p3 (GAT)6 18 106948063 106948080 CTGTTCAGGCCGATTACACC AGTCGGCACAGCAAAAGTCT 227

Ad01A21146 Aradu.A01 21146 p3 (TCT)5 15 106969078 106969092 TGGGCTTTATTAGCCCCATA GAGAAGGCAAGAAACGAAAGAA 252

Ad01A21147 Aradu.A01 21147 c (CTT)5gctgcacg(TTC)641 106969282 106969322 ACCGTTACTGCACGTTTTCA CCTCCTCATCTTCTGCTGCT 216

Ad01A21149 Aradu.A01 21149 p3 (ATA)5 15 106970771 106970785 TGCTCAAAGCAAAAGTCACAA TTGATGCAGGTTGAGAGAGC 265
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Ad01A21153 Aradu.A01 21153 c (TCT)6atctacccgtgccagttccagttctattctctctctctatctctttgtaagtcaccaaactttta(CT)13109 106976159 106976267 AACAGCCTCTAACTCCACGG AATCCACGCACGCTATCTCT 201

Ad01A21154 Aradu.A01 21154 c (AAG)6aaaaagatgcagtgttcttcagagcc(A)1155 106976508 106976562 GGATTGCACCAACCAAAGAG TGTCTACCCCTTTGTGTCCC 278

Ad01A21155 Aradu.A01 21155 p2 (TA)7 14 106985225 106985238 GCAACGCTCAAATGGATTCT AGAAGCTGCTGGACCTTGAC 170

Ad01A21161 Aradu.A01 21161 p3 (CTT)5 15 107024630 107024644 AGAGGGAGCAAAACACGAGA CAAGGCTCCTTCCTTATCCC 165

Ad02A1 Aradu.A02 1 p3 (TTA)7 21 11605 11625 GCTGTTTACCCCATGCTCTT AAAAGATAAAAATGATGAAAAACGA 275

Ad02A4 Aradu.A02 4 p3 (ATA)8 24 22830 22853 CGTTTTTGGGTTTATTGTCCA CCATAACAATTCCAGAAGGTTAAAA 215

Ad02A5 Aradu.A02 5 p3 (ATT)17 51 23957 24007 TTTTTCTACCTTTTTGTTTTACGAA TTTTTAAACAATTGAATCTTGATGCT 256

Ad02A6 Aradu.A02 6 p2 (AG)6 12 27555 27566 TGCAATGCATATTTCCTTGA CTGGGTGTTCTGACGGTCTT 272

Ad02A7 Aradu.A02 7 p2 (CA)6 12 32069 32080 TGCAGTTTGAGAAGAACAACAGA TGCTGTTTTGGTTGATTGGA 234

Ad02A8 Aradu.A02 8 c (A)10gaata(T)10 25 32369 32393 GCATGAACTGCAACATGTCC TTTTGGAACTGGGGTTTGTC 208

Ad02A9 Aradu.A02 9 p2 (GT)6 12 32957 32968 AACGGTTTCATGGAGCAAAA GGACTTCACTTATGCGCCTC 240

Ad02A10 Aradu.A02 10 p3 (CAT)7 21 33114 33134 CGACCAACCTATGACTTGGA CGTACCGCAAACATCCCTAA 244

Ad02A11 Aradu.A02 11 p5 (ATCCG)5 25 33405 33429 TTAGGGATGTTTGCGGTACG CGCAAATCTAAATCGATCCAA 160

Ad02A12 Aradu.A02 12 c (AAAT)5aacattttgaacataaaatatttatta(AAT)665 33598 33662 ATCTTAAAAAGCCAACGATAACA AAACTGCTGAATTGGATCGG 277

Ad02A15 Aradu.A02 15 p3 (TAA)7 21 39476 39496 GGACCTGAAAGTCCGAAAGA ATTTCGGTGTGTCGTGTGTG 203

Ad02A17 Aradu.A02 17 p3 (TTA)5 15 46940 46954 CAAACTTCGTTACTTCTTGCCA GCAATCTGATCATTGTTATGCAC 280

Ad02A21 Aradu.A02 21 p2 (TA)6 12 54144 54155 TCAAATGCAAATCTCTCCCTC TCCCAATCAGAATTTAATCTAGACA 231

Ad02A31 Aradu.A02 31 p3 (CCT)6 18 77476 77493 TCCTCCTCCTGATGATCGAC ACTATGGCATACCTTTGGCG 219

Ad02A32 Aradu.A02 32 p2 (TA)6 12 79807 79818 CCTTTTGTCTTAGGGTTGCG AACAACGAATTCATGCACCA 181

Ad02A33 Aradu.A02 33 p2 (TA)7 14 81043 81056 GCTACTTCTATTTGATGAGTTGGAT TGCTCATCACTTGCTTCTGC 280

Ad02A35 Aradu.A02 35 p2 (TA)7 14 81968 81981 AACGGCGGTGGAAATACA TGCACCTATGCCATTTGAATTA 280

Ad02A46 Aradu.A02 46 p3 (TAA)5 15 112162 112176 AGGGTCTGTCTTTAGTGGATCTG GACGGCGAAGATCAGAGAAG 250

Ad02A53 Aradu.A02 53 p2 (AT)21 42 130910 130951 TGTGCTTTCCTTACCAGCCT CCAACATGATTTGGTCATGG 156

Ad02A54 Aradu.A02 54 p2 (CA)6 12 131167 131178 AATCAGGTTGCTGGGAAAAA CGACTGCACCTGAGTTTTCA 218

Ad02A55 Aradu.A02 55 p2 (TA)6 12 131506 131517 TTCAAAAAGCCATGCCTCA GGTGCCCTTTGCGTATAGTC 141

Ad02A56 Aradu.A02 56 c (AAT)6aaaccctcattttacttcttaaacacaaaagacaaatttgtctttcaaatttaagcgtattaatttattttacattatttac(A)10110 131684 131793 TCTTTGTTGGCACTTCTCCA TGGGACAACTTTGATTTCCA 250

Ad02A57 Aradu.A02 57 p2 (TA)11 22 132602 132623 TCTTGTGATCCAAGCTTCTGAC TTGCAAGCTTTGGAGAGAGA 279

Ad02A68 Aradu.A02 68 p2 (AT)8 16 159627 159642 TCTCTCTACATTCGCGTATCC TCCGCATAATTGAATCTTCTCT 276

Ad02A73 Aradu.A02 73 c (T)11(A)11 22 166783 166804 CTTGGAAAGGGGAAGAAAGG CGACAAACCGGAAGAACTGT 205

Ad02A76 Aradu.A02 76 p3 (ATA)17 51 170156 170206 GCTAGGGACTAGTTTTCGATTTG TTGGTCCCACGTTAAATTTTG 259

Ad02A78 Aradu.A02 78 p3 (ATA)5 15 171948 171962 TTCATCAAGCAGCATTGAGC AGGATCCCAGTTGCTATTTTC 218

Ad02A83 Aradu.A02 83 p3 (AGC)7 21 182409 182429 GGGAGCAGCATCAGGTCTAA GCAACCTGCCAAATTTCACT 226

Ad02A88 Aradu.A02 88 p2 (TA)6 12 200663 200674 GCGACTAGAGGAGGACGATG TTGGAGCTCTTATCAACGAGG 271

Ad02A89 Aradu.A02 89 p2 (CA)7 14 214846 214859 TCAGCGAGACCCTAGAGCAT TCCTTTATGCGTATATTTTGGC 266
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Ad02A91 Aradu.A02 91 c (A)12tttctcttttt(A)1033 217609 217641 GCTTCTTCGTGGTGAGAAGG TTTTGAATTAGTGGGAGAGTTGTG 271

Ad02A93 Aradu.A02 93 p3 (GAA)5 15 224967 224981 TGAAAAGGCAAAGAGAATAACGA TTTCCAAAGCGCTACACTCA 278

Ad02A94 Aradu.A02 94 p3 (GAA)6 18 225116 225133 TGGAGGAGGAGGAAGAAGAA TTTCCAAAGCGCTACACTCA 246

Ad02A96 Aradu.A02 96 p2 (TA)8 16 227161 227176 CATGCTCTTCAATTCTTTTCATGT CGGGTCAAAGAAAGCAATGT 279

Ad02A101 Aradu.A02 101 p3 (TTC)5 15 231602 231616 TTTAAACCTTGGCAGTTGGC GTTTCCTGGAGTTGGAGCAG 196

Ad02A109 Aradu.A02 109 p2 (TA)6 12 251952 251963 TCGCATAGATGATGCTTTTGA GGCTAAAAGCACTGGGAGAA 279

Ad02A110 Aradu.A02 110 c (CA)8cgcacgcacgcat(AC)743 260128 260170 CCAGCACACAACTCTGTTCC TAGAAGGGTAAAGAGCGGCA 245

Ad02A111 Aradu.A02 111 c (TA)6ataatattatatgtcgtattg(TA)645 268758 268802 AAAGTGTGATTAAATTAAAAAGTTTCG AAACAAATGCAATTCTCTCTCTCT 221

Ad02A113 Aradu.A02 113 p3 (CTT)5 15 270028 270042 TTGCGTGATCAACCTTTCTC TCCAAATCGCACTCATTCAA 256

Ad02A114 Aradu.A02 114 c (T)11gttcaagtttatcttgagaaaaacttgtattttgtttgcttatgtttaa(T)1272 272813 272884 GCACAATGCATGATGAAGGA AGAAAGGTGTTCTAAGTGCCAA 178

Ad02A129 Aradu.A02 129 c (A)10tacaggtttaaattaaaacaggtttcactaataattctctataatataatagacttattatttcatgtatgatccaataataagaaaatt(A)11111 303975 304085 TTGCTTCTAGTGTGAGAACCAAG TGGACGCATGCAATAGAAAA 244

Ad02A130 Aradu.A02 130 p2 (AT)6 12 305542 305553 TCTGCGTCTGTGATCACTCC GCATTTACGTGGGTGAACTG 197

Ad02A131 Aradu.A02 131 p2 (CA)6 12 305971 305982 CTGCCTGGCCTTAACACACT GGTGGTGAGGGGTAGATGAA 230

Ad02A133 Aradu.A02 133 p3 (TTC)5 15 314665 314679 GAAGCTGCAACAGATGCTGA TCCATTCTCTTCGTTGGGAC 209

Ad02A137 Aradu.A02 137 p2 (AT)6 12 320068 320079 GACCAAAAGACTTGATGAAGGA TGGTCCTGCCTTATCAACCA 279

Ad02A138 Aradu.A02 138 p2 (AG)6 12 321983 321994 CCATTTTCTGTTACGCCGTT AAACCCAACGTTCCCTCTCT 134

Ad02A141 Aradu.A02 141 p2 (AT)6 12 329517 329528 CGTTCCCGTGAAGATATATGG TCTTGAGGAATCGCCTGTCT 202

Ad02A144 Aradu.A02 144 p2 (TA)8 16 333478 333493 TCGAGTTTGGACAACTGACG GGAAGCCTCAGTCCAAATGA 255

Ad02A147 Aradu.A02 147 p3 (TAA)8 24 336825 336848 AACTCCATGCATATTTGGTGC TTGTCAATCCTAAATGCACGAC 213

Ad02A149 Aradu.A02 149 c (T)11gaaaatt(A)14 32 339030 339061 GAAAAATGCTTCTTCTCATAATCACA TGCATCTACCGTACCAACCA 245

Ad02A150 Aradu.A02 150 p3 (AAT)5 15 339838 339852 GCATTGTTAATGAAGCAAGCA GGTCAATGTCATCCTCATCCA 195

Ad02A154 Aradu.A02 154 p2 (TG)6 12 342285 342296 GTGAGTGAGGGGTGTGGTTT CCTCCCCAAACCAACTGTTA 251

Ad02A155 Aradu.A02 155 p3 (CTG)5 15 345989 346003 TCAACAGGAAGTGGAGGAGG CCAGAACCCTGACAACAACA 132

Ad02A156 Aradu.A02 156 p3 (AAC)5 15 350416 350430 ATGGGGCAACTCCCCTATAC AACATCCAGTCAGGAGGGTG 249

Ad02A162 Aradu.A02 162 p2 (GA)11 22 358235 358256 CATAAGGTCCATCTCTCGCC CTGCAATTGAGCTTGAACCA 193

Ad02A164 Aradu.A02 164 p3 (ATA)5 15 363750 363764 TTGAAAAATGGGTGGCTCTC TGGACAAAAACAAGAAAACCTG 238

Ad02A165 Aradu.A02 165 c (AT)7ctttaattat(A)1034 367393 367426 CGAATCCAAACTTTTTCTTCCA GGGCTAAAAATGTTGCGGTA 280

Ad02A166 Aradu.A02 166 p2 (AT)8 16 367986 368001 CGTTGTTGCCATTATCACCA GGACCTATGAAATATTCAAAGATGAAA 236

Ad02A170 Aradu.A02 170 p2 (AT)6 12 374618 374629 CCCTACCCGCCCCTATAAT TCTATCGCGCCTCTACCTGT 234

Ad02A172 Aradu.A02 172 p2 (AG)6 12 375310 375321 GAGGGAGAGACAAAGACATACCA TCACGGAAGAGGTCAACTCA 267

Ad02A173 Aradu.A02 173 p2 (AT)7 14 375799 375812 CGATTCGACTCGTGGACATT TCAGATTTAAGTAATATTCGCTCCG 280

Ad02A174 Aradu.A02 174 p2 (AG)6 12 376523 376534 GAGGGAGAGACAAAGACATACCA TTCACTGAAGAGGTCAACTCAAA 280

Ad02A175 Aradu.A02 175 p2 (AT)11 22 383100 383121 TGAGAGCATCCTTTTAATGCTT TAAATGGAGAGGGGGACAGG 183

Ad02A176 Aradu.A02 176 p2 (AT)7 14 383723 383736 TGGTCTATTCTGTTTTGTCCCA CGAACGGAGTCGGATTTAAG 243
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Ad02A177 Aradu.A02 177 p2 (AG)6 12 384322 384333 GAAGAGGAAAGAAAAGGGGC AAAACACTCATCAAAGAGACCCA 269

Ad02A180 Aradu.A02 180 c (TCT)6tcctcttcctcttcctcttcctcttcttcttc(TCT)5ccgtcttcgtcttcttcttcttcctcttcctcttccttttcctcttcctcttcc(TCT)9146 390520 390665 TTTATTAACACGCGCACCAA GAAGGTGCAGCAAGAAGAAGA 279

Ad02A182 Aradu.A02 182 c (TCT)6tcctcttcctcttcctcttcc(TCT)9ttttcgtttttttcgattttcatggtttctgaaa(TTC)5115 391137 391251 TTTATTAACACGCGCACCAA CGTGCAGAAACGAAAGAAAA 246

Ad02A183 Aradu.A02 183 p3 (AAG)5 15 392029 392043 TCCTCTTCATCTTCTGCTGCT CGTTTCTTGCCTTCTCTTTCTC 183

Ad02A184 Aradu.A02 184 c* (AAG)9(GAAGAG)5*53 392191 392243 GAAGGCAAGAAACGTACATTGA TACACGCGCTTTATTCATGC 277

Ad02A187 Aradu.A02 187 p3 (TGG)5 15 394431 394445 GAGCCATGGAGGTTGTTGTT GTCGTCGTCATCATCACCTG 239

Ad02A188 Aradu.A02 188 c (GAA)6gagagtgtaacagagtggcatgtttttttgtgggggttgggagagtgaagagaaggtgtttgtgtttttgtcagtgagaaagaa(AG)6114 398424 398537 GAGGTTGCAATGGTGAAGGT AAAACGACAAAATCAACGCC 230

Ad02A190 Aradu.A02 190 p4 (TTTA)5 20 400518 400537 TGAAAAATTCAATCGGAAATTG AAAACCCTTGGTTGAGTGGA 230

Ad02A191 Aradu.A02 191 p3 (TGG)5 15 402683 402697 TGTTGTTTTTCTTGGTGGTGG TCAGAATTGAAATCGTTCCCA 197

Ad02A192 Aradu.A02 192 p2 (TA)6 12 403058 403069 TGCCAACCAATTCTTTCTTCA CAATGGCTGCTACCATGAGA 169

Ad02A197 Aradu.A02 197 p3 (TGA)10 30 409968 409997 CTGGGTTTCTTGACCAGCAT CTTCAATTCCTCCGTTTGGA 234

Ad02A204 Aradu.A02 204 p3 (TTC)5 15 440932 440946 CCGCACGGTTTCATTCTAGT TGCTTCACGCTGGTAAGAAG 278

Ad02A206 Aradu.A02 206 p3 (TCA)5 15 442538 442552 AAAGCTGCCACTCAAAAGGA TCAGACATGTGGTTTCTCGC 217

Ad02A214 Aradu.A02 214 p2 (AG)9 18 474074 474091 TGCAGGTCTTCTTTTTCCAA CTCTCAAATGCATCAATCGC 230

Ad02A216 Aradu.A02 216 p3 (TCA)8 24 475677 475700 GGGGTGGTTGCAAGAATAGA GTTTTACCAACCCCTCCCAT 248

Ad02A224 Aradu.A02 224 p3 (TTC)5 15 486998 487012 TGGAAAGTGAAGCTTTCAAAAT GCCATCCTCTTTAAGTCCCA 272

Ad02A226 Aradu.A02 226 p3 (TCA)6 18 492474 492491 TGATGACTTTCTGGACGCTG TCAGACATGTGGTTTCTCGC 233

Ad02A228 Aradu.A02 228 p2 (TA)12 24 497659 497682 GGGGGACTATTTTCCTGAGC GCTTCCCAACACATTAATCCA 174

Ad02A232 Aradu.A02 232 c (A)10gaagcttatggtcttgcctaaaatggaaagtgaaccctcaaaacaatttaaccattttatttctg(T)1489 500267 500355 TGATGCAATCTGGGACTTTG CACTGCTTGACTGCTTCTGC 276

Ad02A241 Aradu.A02 241 p3 (AAT)7 21 516112 516132 AAAGGGAGAATGGCTCTGGT AAGAATGAACCGTGCAGGAG 174

Ad02A242 Aradu.A02 242 p3 (TTA)6 18 523223 523240 ACCGACCTCATTTGAAAAGC AGCCAAGAATATCCACGCC 237

Ad02A244 Aradu.A02 244 p2 (AG)6 12 526389 526400 GTGAGAAGGGTCGTCATCGT CGCCTCTTTCCTTTCCTTCT 100

Ad02A245 Aradu.A02 245 c (GC)9(AC)13(AG)1574 529561 529634 AGGATGTTGCAGACGATAGGA TGGAGTGTTGACAAAGCTGG 277

Ad02A247 Aradu.A02 247 p2 (AC)6 12 530244 530255 CACAAACTGAAGCAGTACCCTTT GTTGATCTGCCAGGGTTGAC 276

Ad02A249 Aradu.A02 249 c* (TAA)5(AAAT)6* 38 531587 531624 TCGGAACAGGGGATATTTGT ACCGAGCGGTCTTGTACTGT 255

Ad02A253 Aradu.A02 253 p3 (TGA)5 15 534687 534701 TTCCCTACGCTCTTCTTCCA ATGCTCCAACATGACCCTTC 147

Ad02A258 Aradu.A02 258 p2 (TC)6 12 544080 544091 ATTGGATTCATTGCTTTGGG CGTAGACACGCACACACAGA 220

Ad02A262 Aradu.A02 262 c (AG)11ctctcctgatatatgaccatcttttgtgatcaagtgtacaacatagatatataagagaatatagca(T)1199 556509 556607 GGAAAACATATGGTTGATGTTAAGC CAGCCATGAGTATTTATAATGACGA 252

Ad02A264 Aradu.A02 264 p3 (CTT)5 15 571518 571532 AACTTCAATCTACACGCCCG TTTCACTCAATGTATCAAATTCACAA 151

Ad02A267 Aradu.A02 267 p3 (ACA)7 21 585481 585501 TGCCTTCTGTGAGATATTTGTTG CACATGATAGGGCTGCAATG 218

Ad02A269 Aradu.A02 269 p2 (AT)7 14 605401 605414 TGGCACAACAAAGATGAACTCT ATGGTCCACAAGCTTCCAAA 227

Ad02A270 Aradu.A02 270 p3 (CCA)6 18 613108 613125 TGCTTTCTTTGACCTCCACC CAATTTACCACGCTAAGCAACA 218

Ad02A279 Aradu.A02 279 p2 (TA)8 16 630151 630166 GCAGGGTTACATCTTATCCTCTGT GTCTACTCCTCCCTGGACCC 129

Ad02A281 Aradu.A02 281 p2 (AT)7 14 631515 631528 GTTGGGCTTGATGCAGTTTA AAACTTTTGGTGACATTTACATTTTT 280
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Ad02A282 Aradu.A02 282 p3 (AAT)5 15 632486 632500 CGCTTTCAATGATCTAAATGGA TCATTCCAACCACCCTTTTC 154

Ad02A283 Aradu.A02 283 p3 (TAA)5 15 633629 633643 GACTCGAACTCGCAATCTGTT TCACCATTCCTCCATTGTCA 264

Ad02A284 Aradu.A02 284 p2 (TA)7 14 634668 634681 TGCTCCTATTGAATGGTCATTTT ACTTCACCAAGCCAAGGAAA 247

Ad02A293 Aradu.A02 293 p2 (TA)6 12 649303 649314 GTTCGAATTAGGGATGGCAA GGACCTGTTAAATCCCCGTT 184

Ad02A294 Aradu.A02 294 p2 (TA)6 12 650598 650609 GCAGGGATAGGGATTAGGGA GGACCTGTTAAATCCCCGTT 261

Ad02A295 Aradu.A02 295 p4 (TTAT)5 20 651576 651595 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad02A296 Aradu.A02 296 p4 (TTAT)5 20 656037 656056 TGAACCATCCATCAATTAGAGGT TCGATTGGAATAATGAATTTTGTG 177

Ad02A299 Aradu.A02 299 p2 (TA)8 16 660424 660439 GGACGGACCCAGGTAGTGTA GGCGTTAGAGCATTGAGAGG 177

Ad02A302 Aradu.A02 302 p3 (TAA)5 15 670928 670942 AGCATGCACATTCCTGTTTG TCACTGCTGGCAGCTTTCTA 226

Ad02A308 Aradu.A02 308 p2 (TA)6 12 686473 686484 CTCCCTTACGTCAAAGTTTCG AATTGCATGATTTTGCTGGG 200

Ad02A309 Aradu.A02 309 c (ATA)6ctaaatataattataatatatgtatggttaattaattagttggtatagtagtgttaaccctagtctttataattttaagcatttaaaattttc(TA)6123 687907 688029 TTGGATGACTTCTCCAATCTGA AAATGAGTTGGACATTCGCC 220

Ad02A311 Aradu.A02 311 p2 (GA)7 14 692204 692217 TGCGATCAAAGAGACAATGG TGTGCCCTCCTCTTCTCACT 201

Ad02A314 Aradu.A02 314 p2 (TA)6 12 706449 706460 TGGCTGATTCAAAAGCACAG GGATCAGAAAATGGGCTTCA 122

Ad02A320 Aradu.A02 320 p2 (TA)6 12 724994 725005 ATAGAAGATTCGAAGCCGCA TGAGTGGCCATCATCATACC 134

Ad02A321 Aradu.A02 321 c (T)11aattcatacccaaataactgaaaagttgggattttccaggttt(TA)768 725429 725496 ACAATCATGGATGAGCAGGA TGGTCACAACTTGAATTAGCAA 257

Ad02A322 Aradu.A02 322 p3 (ATT)5 15 725643 725657 GAAAAGTTGGGATTTTCCAGG AAAAGACGATCTTCTCAATTAAATAAA 228

Ad02A325 Aradu.A02 325 c (GC)6ac(AT)7aataatcctaagattagtctctatcaaaagaaaccacacacact(A)1183 728664 728746 TTTAAACTCTATTTTCTTTTCCGTTG GGAAGGCCAAAGTTACTGAAGA 173

Ad02A329 Aradu.A02 329 p2 (CT)7 14 738578 738591 TGTGGATACTCCTCAGTGGCT CATTACGCGGGTCTCACTCT 254

Ad02A333 Aradu.A02 333 p3 (AAT)20 60 756138 756197 GACACGTGTGTTGAGCTCCT GGGTTTTTGCACTTGAAAGC 272

Ad02A338 Aradu.A02 338 p2 (AT)11 22 788442 788463 GCTTTTAGCTATGGTTCCTTTGA ACACCACCCCATAATTGCAT 211

Ad02A339 Aradu.A02 339 c (ATA)5gtaaaaattttagtatatgatactatgtacagtgcttgttagaaaaataatttcaattagaaatacaattttattgcgcatgtacttttattcatt(TTA)5126 793773 793898 TCCTATACATTTGGATTTTAAGTTTGA TTCGCAAGACAAACATCTTCA 275

Ad02A343 Aradu.A02 343 p3 (AAT)13 39 812930 812968 AACCGACTCGTCAAGTCTCG TGCATCTCCAGGTTGATTGA 163

Ad02A349 Aradu.A02 349 c (A)10cacccaatccagtctctga(T)1140 828639 828678 TGAAGCCAATTGTCCAAACA TCAATTCGCCTCCTGAGATT 224

Ad02A359 Aradu.A02 359 p3 (TTA)15 45 846396 846440 AAGTTGTCTCCAATTTATGTGTTGA TGAAGAATAATTAATTTACGGTGTTTG 238

Ad02A366 Aradu.A02 366 p3 (CTT)5 15 864617 864631 CGGTGCAACCTGTAGTGATG TTACCGACAGGGAGGATGAG 182

Ad02A370 Aradu.A02 370 p2 (TA)9 18 871608 871625 TGTCATTGGAAGTGCTGGAA AGTCAACGTCTGGGATTTGG 216

Ad02A371 Aradu.A02 371 c (A)10tgttttttctttaataatgctccatggtatgtttttggacaaacagcatggtttg(T)1277 873458 873534 AACAACATGGCTTTACCGAA TGAAAGCAATAGTGGAATACACG 197

Ad02A376 Aradu.A02 376 p2 (TA)8 16 882767 882782 CACCGGTTGTTATGTCGTTG GGTAAAAGGTTGGGGACTGA 243

Ad02A377 Aradu.A02 377 p3 (ATC)5 15 885508 885522 TTGCAGCAAATTTCAGTGTAAC AAAACAAGATGAAACGTGAGAAGA 219

Ad02A378 Aradu.A02 378 c (CTT)8ttcatcatcatcaacatcttcttcttttttttcttattcatc(T)1076 885882 885957 TCTTCATCTTCCTCCTCCTCA TTTGCAGCATTATGTGTTTCTTC 202

Ad02A383 Aradu.A02 383 p3 (AAC)7 21 905363 905383 TGGGGAATTACAAAATGGGA AACATCCAGTCAGGAGGGTG 264

Ad02A384 Aradu.A02 384 p5 (ATACC)5 25 906986 907010 GGAAACTTTTGAAGAATGTGGC AATGGATTTCATTCATGGCAA 266

Ad02A396 Aradu.A02 396 p3 (AAT)16 48 931075 931122 TCCAACATATCAAACAATAAACGAA TCGCATGAAAATCACCTCAA 257

Ad02A400 Aradu.A02 400 p3 (TTG)6 18 955126 955143 GGGCTTTGGCAGTGTGTATT ATTCACAGCATGAGTTGGCA 188
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Ad02A407 Aradu.A02 407 p3 (CAG)5 15 976605 976619 TATACAGGTGCCCTCCCAAG AACATTTCTGATGCAGCCAA 275

Ad02A409 Aradu.A02 409 c (T)10aatttcactcaaatacatatttttataaatgcttgggactgaattgaagaagaaaaatga(T)1080 978690 978769 CAAGCTTCCCAAATGGCTT GGCTGAACCAGAATCCTTCA 247

Ad02A412 Aradu.A02 412 p2 (TA)9 18 983712 983729 CATTGGTACCTTCGCATTCA CGTAGGGTAAAAATTGAAACACG 216

Ad02A413 Aradu.A02 413 p2 (AT)11 22 994490 994511 AAACATAAAGCACATGCCACC TTTGGTGTCTCATTTTCTGAGC 212

Ad02A420 Aradu.A02 420 p2 (TA)13 26 1003729 1003754 TGGTCAGTCAAAACATGTTCAA TCCTGAGTCACGATTTTAATTTTT 187

Ad02A425 Aradu.A02 425 p3 (AAT)5 15 1010518 1010532 CTTTTATCCGACCCTCCTCC CGTAATCTCACATCGCGAAC 260

Ad02A426 Aradu.A02 426 p2 (AT)7 14 1011535 1011548 TTCGTGTGAGAGGTAAACATAATCA CGGTGAAAGGATAGAATGGAA 279

Ad02A427 Aradu.A02 427 p2 (GA)7 14 1012075 1012088 TGACAGTGCAGGAAGAATCG GCTCTTGCAGTGGCAGTTCT 271

Ad02A432 Aradu.A02 432 p3 (ATT)6 18 1029401 1029418 CAGCTCACGCCAAACATAAA ACCGTGAAGTTTTCAGCACC 275

Ad02A439 Aradu.A02 439 c (A)13ctaaaaacggaggtccgttttcattaaaaggaaaaatat(A)1062 1043447 1043508 ATCAGGAAGCTGAAATCGGA AAAATCAAATCGGACCCTCC 258

Ad02A440 Aradu.A02 440 p2 (AT)8 16 1045095 1045110 TGGGTTTGACCGGTTTGTAT AAATCGCCACCAAAATCATC 213

Ad02A442 Aradu.A02 442 p3 (GAA)7 21 1051626 1051646 GTGGTGGAGAGTGGGTGAAC GCAGGTCATATACCGTGCCT 241

Ad02A445 Aradu.A02 445 c (AT)7aagggtct(A)1335 1055754 1055788 CAAGTACATGCACCCATTGC GGTGAAAACTCATGCGAAGTC 149

Ad02A448 Aradu.A02 448 p3 (ATA)18 54 1057857 1057910 CAAAGTAGGGTTCCTCATCCC CATTGGAAATGCAGATGTGG 157

Ad02A450 Aradu.A02 450 p3 (AAT)7 21 1060748 1060768 CATTGGTCATGGGACACAAA TGTGACGTTATGTAATTGGATGT 233

Ad02A453 Aradu.A02 453 p3 (AAT)12 36 1070533 1070568 GGTTTTTCTTACTTTTTGTTTCCTT GACTTGTAAGACCCCAAGTTTTT 280

Ad02A456 Aradu.A02 456 p6 (GTTTTT)5 30 1075281 1075310 AGCCACCCTTTCTTCAACCT TGTGAAAATTCTTCGAGACGG 244

Ad02A460 Aradu.A02 460 c (T)10ccttcgtccttttccccttctcctc(AG)1259 1079019 1079077 GCCTTTTCCTTCTGATGTGC TCACCTTCATCATCCAATTCA 210

Ad02A462 Aradu.A02 462 p2 (AT)8 16 1082465 1082480 GCGGGAAGTTATTGGATTTTT TTTTTCTATTTCATGAGCCGTG 227

Ad02A472 Aradu.A02 472 p2 (GA)9 18 1107639 1107656 AAGGGTGTGTGAGAGATCCG TGCATGCCATTGTTTTGATT 152

Ad02A475 Aradu.A02 475 c (T)20gataaccacaaatttgagggtcagatttgtggttttaa(T)1068 1109176 1109243 TGGATACCACAAACATGAGGG AGAGAGATCCGAGGGTCAAA 219

Ad02A476 Aradu.A02 476 c (A)10taatccatattcaagaaaaacacactaataatctatgatgatgaattacacacaattttttttcatat(A)1189 1109395 1109483 TATGAGGGCCCGATTTGTTA TTGCACCACCAAGTCAACAT 191

Ad02A477 Aradu.A02 477 c (TTC)6tccaaaggccaaaacccgccttcaaatatatatttcgcaatctgggtccttcccatactgcaaagaactctctttta(T)10105 1114386 1114490 TGGGGTGTGTCTGAGTGTGT GATTCTGATCAGCGTGTACCAA 177

Ad02A485 Aradu.A02 485 c (T)11caaaaaaatttaccaacgccggtttaaatataataatcttgctgcacgattctaatttc(T)1282 1144140 1144221 TTTGACTTTAAAAACGCATGG TCATCTTTTGATTTTGCTTCCTT 183

Ad02A488 Aradu.A02 488 c (CAA)6taatcataaaatgtcttactcctttcaacagcaagcccattatttttcaatatttcagcaacggttaccactgtggcaatagctgcagc(A)10117 1149081 1149197 CAAAAGAAAGAGGGAAGGGG TTCCGTGATTGCAATTTTGA 189

Ad02A489 Aradu.A02 489 p4 (TTAA)6 24 1150548 1150571 AAACTGCATGAAATCAAACATTG TTTGGATGTTACAGGCCAATC 269

Ad02A496 Aradu.A02 496 c (TTTTA)5ttactattatttatttcttttg(A)1158 1155595 1155652 ACTCCGATGAAGCCAAATGA AAAATTGTCGGAGACGATGC 211

Ad02A503 Aradu.A02 503 p3 (AAT)5 15 1167758 1167772 CAAACTTGCACTATCCGCAA GAAAAATAATTCCGATCAAGTATTCAA 126

Ad02A505 Aradu.A02 505 p2 (GA)7 14 1170809 1170822 TCTTGTTAGTTTGGCGCAGA TCGATGGTGATGGAGAATGA 168

Ad02A515 Aradu.A02 515 p2 (CT)10 20 1209997 1210016 TTGTGGCAAGAACCTAACCA TATTCTCCCCAGAACCACCA 273

Ad02A516 Aradu.A02 516 p2 (AT)8 16 1216125 1216140 TTCACGTGTCGACCTGTCTC ACGCCTCTTGCCTTTTCATA 196

Ad02A523 Aradu.A02 523 p3 (ATA)9 27 1239414 1239440 TGCGATATGAATATGCCTGC TGCAACATTTGACACATTGAAG 190

Ad02A530 Aradu.A02 530 p4 (CTAT)10 40 1246917 1246956 ACTACCACGCTGCTCCAGTT TCAAAAATATGCCACATCAGC 254

Ad02A534 Aradu.A02 534 c (T)10catttttttc(T)1131 1258729 1258759 ATTCTCCAGGTACACCCACG ATGGAGTTGGAATTTGAGCG 122
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Ad02A535 Aradu.A02 535 p2 (TC)6 12 1263359 1263370 TTGGACGCAAGATCAACTTT AAGCAGGCATCACCAGTTTT 278

Ad02A537 Aradu.A02 537 p3 (ATT)5 15 1271328 1271342 CCACTCCAAAGCCTTCTCAG GCCTCAAGAATCAATTCCCA 277

Ad02A540 Aradu.A02 540 p3 (AAG)8 24 1281507 1281530 CACCTGATTGATCTGTGAAGGA CGGAACGGAAAACGAAGTAA 276

Ad02A542 Aradu.A02 542 p2 (GA)8 16 1286788 1286803 ACGGGATAACTGGATTGCTG CACAAGGCTCGTCCTCTTTC 253

Ad02A545 Aradu.A02 545 p2 (AT)7 14 1291113 1291126 TGTGAAGTCCATAGCCACCA TTTTTAATTACACGTTGCACTTTTT 137

Ad02A546 Aradu.A02 546 p2 (AT)7 14 1292238 1292251 GGAAACGAAGATAAAGCAAAATG AGTCATCACGAAACCACAAAA 251

Ad02A548 Aradu.A02 548 p2 (TG)6 12 1301946 1301957 GCCTTCTTTGCCTCACTCAT TCTGGCAGTTATTTGGGTGT 258

Ad02A549 Aradu.A02 549 c (A)11gt(A)11 24 1317081 1317104 AACCAGAAAAATCGGGAACC GGATTGGGGCCTTTAGAGAG 276

Ad02A550 Aradu.A02 550 p2 (TC)7 14 1317207 1317220 CTCTCTAAAGGCCCCAATCC GGTGGTGGCTATTCTTGGAA 143

Ad02A553 Aradu.A02 553 p3 (TTA)5 15 1330312 1330326 TTGATATACGTAAATGGGATAACAAA CGTTTTCCCTCCAAAATGAA 199

Ad02A557 Aradu.A02 557 p3 (TCC)5 15 1342358 1342372 TCGTCATCGTCATCGTCTTC AGAAGAAAGCACGCGAAAAA 122

Ad02A558 Aradu.A02 558 c (AAG)5atgcaacatcatagagaagaagaaagaggaggaggaggaaagaagaatcctagtgtgctaatttg(GAA)698 1343914 1344011 CAGAAACTCGTGCATTCTATTCA TTTCGCACTCCTGTTACTGC 280

Ad02A559 Aradu.A02 559 p2 (TA)11 22 1345204 1345225 CAGAAATTTTGGTCTTTTTAGTCAA TGCATGAGTGACGTTTACACC 267

Ad02A562 Aradu.A02 562 p2 (TC)6 12 1347085 1347096 TGATATTTCCGGGTACACTTGA ATGAGAGGATGCCAAAAACG 185

Ad02A563 Aradu.A02 563 p4 (TTTA)6 24 1350572 1350595 CATTTCAAGTTTTGCCATAGGA CAAAATGCAACAAACATGGC 280

Ad02A565 Aradu.A02 565 p3 (ATA)11 33 1354369 1354401 GGTGCTCAAAAGTCCCACAT TTTCCCTTTTAAACCAGGGC 252

Ad02A566 Aradu.A02 566 c* (GTGA)5(GA)25* 68 1355431 1355498 GATCGAATAGAAACAGGGGG GGGGGAAAAGGCAATTTATC 280

Ad02A569 Aradu.A02 569 p3 (TAA)5 15 1368955 1368969 TGATGGATTAAATTCTCGTCTGTC AAAAGATTAAGTTTGAATAGGTCCAT 279

Ad02A573 Aradu.A02 573 c (T)10c(T)12 23 1377429 1377451 TGCAACAACAAAAACAAACCA GCGGATTGGATGGCTAAATA 247

Ad02A577 Aradu.A02 577 p3 (TTA)5 15 1383153 1383167 TTGATTCCTAGCAAAATTGTATTAAA GTGACAATATTTAAAAAGTGCATAAAA 218

Ad02A579 Aradu.A02 579 p2 (AT)6 12 1387421 1387432 TTTAACTCCCCAGATTCCCC CCATTGGACAGTCCCTTTGT 269

Ad02A580 Aradu.A02 580 p2 (TG)7 14 1392004 1392017 TTTGGGACCGGCTATGTATC CCACGCCATTTCTTTAGTCA 257

Ad02A582 Aradu.A02 582 p3 (ATT)8 24 1394066 1394089 GATTGGGACAATGGAATTGG TTGATGTTTGCAGATGGGAA 244

Ad02A583 Aradu.A02 583 p3 (AAT)15 45 1394277 1394321 TTCCCATCTGCAAACATCAA AGTGAGAGACCGGAAAGGAT 134

Ad02A584 Aradu.A02 584 p3 (ATA)5 15 1396345 1396359 TTTTTAATGAAAGTCTTGGGTGC TGGTTGCTGCAGTTGGTATC 161

Ad02A585 Aradu.A02 585 c (A)11ccatgtgacgaa(T)1033 1397884 1397916 TGAGGAATCGTATGAAGTTGAAA CACACATGCCGTATTTGTTTCT 226

Ad02A587 Aradu.A02 587 p2 (CT)13 26 1405032 1405057 AACAAGGGCAGAATGCAAAG CCGCCATTGATATCGTTGTT 278

Ad02A588 Aradu.A02 588 p3 (TAT)7 21 1405768 1405788 TGCAAAAACTTGGATGTTACAA AACGGAGAGCAGGGGATATT 252

Ad02A589 Aradu.A02 589 c (TA)9cacgttcttaatatgtatttgagttttttctgatattgttatgc(T)1274 1406539 1406612 AAGGGTTACGTTGGAGGGTT AAAGCAGACAATCAAATCAGCA 244

Ad02A592 Aradu.A02 592 p2 (TA)6 12 1423857 1423868 TCCCTTCTGTTTTTGCCATC GGTTCCCATCTTTGAAGCAA 236

Ad02A596 Aradu.A02 596 p2 (AT)10 20 1426768 1426787 CCAATTTTCGGGAGATGAGA AAGTGTTGGAGGGAAAAGGAA 198

Ad02A597 Aradu.A02 597 p2 (CT)6 12 1433453 1433464 CACATTGATTGGTGTCCGAG GTTCTCCCAGCAAACCACAT 100

Ad02A598 Aradu.A02 598 c (T)10cactcattgggaaacctctcactttgtagttgtactcaaaagaaatatcctctgttattctcaaaaaaggtcattct(TA)699 1433738 1433836 TTGAATGAATGCCTGAACAGA GCCTTGGATCCTTTTTACCC 247

Ad02A599 Aradu.A02 599 p2 (TA)12 24 1434563 1434586 TCCCTTCTGTTTTTGCCATC GCTTCCCAACACATTAATCCA 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A601 Aradu.A02 601 p3 (TTA)5 15 1438147 1438161 GCATTTGGGTGTAGAGTTCCA CCAAACGCACAAAATAGCAA 225

Ad02A603 Aradu.A02 603 p3 (CAA)5 15 1449362 1449376 AGTCCAATTTCGACCCATCA TCTGTGGTGGTGGTGTTGTT 204

Ad02A606 Aradu.A02 606 p2 (GA)6 12 1455816 1455827 TCATCGTCATCAGATCCGTC CGGTGACGAGTCTCCTTCTC 213

Ad02A610 Aradu.A02 610 p2 (GA)6 12 1464598 1464609 CATTTTGCAGTGCCATCATC CCCCTCTGTTCGTGTATGGT 246

Ad02A613 Aradu.A02 613 p2 (TA)9 18 1469456 1469473 AAGCTAAAATTCACTGACCGGTAT AAATCGACTTCACCTAAGTTTTTACC 237

Ad02A624 Aradu.A02 624 c (ATA)7ttccaaaataat(AAC)548 1484127 1484174 ACGTGGCAAACACACATCAT ATAAGATCGAGGGTTGGGGT 258

Ad02A625 Aradu.A02 625 c (TTA)6acactaacaacatttgtaacattattattattaatattattattaa(TAT)682 1484425 1484506 ATCCAATTCCCCAACATTCA AAGAACAGCCATGGTAACGG 261

Ad02A626 Aradu.A02 626 p3 (GGT)9 27 1485229 1485255 ACCTTTCAACAGGTCCAACG CACGTGAAATCGTTCCCTTT 192

Ad02A632 Aradu.A02 632 p2 (TA)6 12 1493727 1493738 GGAAAGGTACCCAACAATATTCC TCTCTCTCTCCTGGTGGGTG 115

Ad02A633 Aradu.A02 633 p3 (CTC)6 18 1498584 1498601 AGAGGGTCCAGGAGGCTAAA TGAGAGGGAGCTGAAGAGGA 133

Ad02A637 Aradu.A02 637 p3 (ATA)12 36 1511429 1511464 GCGTAGTGCCTATGACTTAGTGG AAAAATGATACTCGAATTCAAAACTT 213

Ad02A638 Aradu.A02 638 c (A)10gaatgcctccttaatataacagaataccatgttgtttcatgaaagaaagtaaac(A)1175 1511578 1511652 AAAGTTTTGAATTCGAGTATCATTTTT TCCGCATTATGAGGTCAGAT 244

Ad02A643 Aradu.A02 643 p3 (TAA)5 15 1520946 1520960 CATTAACACAGGGTTTGGACC CACACGAAAATCAGCAGCAC 195

Ad02A644 Aradu.A02 644 p3 (AAT)18 54 1521645 1521698 GGAGGTAGATGCACCCAAGA AGTCGATCCATCCCACCTAA 219

Ad02A645 Aradu.A02 645 p3 (AAT)7 21 1522158 1522178 GAGACCCAATTGAAAGGAAAAA TGGTTACCTCATCTCAGAGCAA 216

Ad02A648 Aradu.A02 648 p2 (AT)6 12 1537314 1537325 TGACAATTGCCCCACACTAA TTCATGAAATTCGTAATCTTTGTT 233

Ad02A650 Aradu.A02 650 p2 (AT)6 12 1545022 1545033 GCTACACATTTAGAGGTGGCAA GCGAATATCTGTTCGCCTCT 270

Ad02A652 Aradu.A02 652 p2 (AT)11 22 1552574 1552595 CTCTACATCCGCGTATCCGA TGCGCATAATTAAACCTTCTCTT 277

Ad02A655 Aradu.A02 655 p3 (TTG)5 15 1554263 1554277 CGAGGTCCCTGTAGTGCTGT AAGCAGAAGCAGAAGCAACC 183

Ad02A656 Aradu.A02 656 p2 (TA)6 12 1556866 1556877 GCATTTGGTGTCAAGCACTG TGAAATTCAAACTCAAATCCTTTTT 241

Ad02A660 Aradu.A02 660 p3 (TTG)6 18 1571530 1571547 AACATCCAGTCAGAGGGTGG TTTGAGCAAGTTGAGCCTGA 247

Ad02A661 Aradu.A02 661 c (T)11cgtatactatagctactgtatataagcgtagccttaggtccctcattg(T)1069 1572500 1572568 CCAAAGGCTACGCTTTTCAG TGGTTTTGATATGGCTATGCTT 272

Ad02A666 Aradu.A02 666 c (TC)7tactcgcacaagcaacccacactctaccaaccagaggaatatcaaaataaatctgttagataatcaataaagggtggagttaacttaatgtcttc(T)11120 1611059 1611178 CCACGGCATCACATACTCAC CCTAGGATTGGGAATTGTTCA 181

Ad02A667 Aradu.A02 667 p2 (AC)6 12 1616178 1616189 CAACTCTTGATCCAAGCCCT TCATGACCCCATCTTATTGTGA 266

Ad02A668 Aradu.A02 668 c (A)10ttaatcaatttgagacatattagtctttaacctattggatttggaggccatacaaaaccg(A)1080 1616375 1616454 TTCTCACAATAAGATGGGGTCA TTTGAGCCTTGAATGTGGTAA 265

Ad02A670 Aradu.A02 670 p2 (AT)6 12 1618913 1618924 CAAACTACAAAGTTGCATTGGG ATTGGTTTCCATGATCTGCG 219

Ad02A674 Aradu.A02 674 p2 (AT)15 30 1634832 1634861 ATGTGACCGGGCACTTTAAC ACCATTGGACAGTCCCTCTG 247

Ad02A675 Aradu.A02 675 p2 (TA)6 12 1635755 1635766 TCGACTTGGAGATACAGGGG CTCAACCTGCGAAGCTAAGG 103

Ad02A681 Aradu.A02 681 p2 (AG)6 12 1653988 1653999 GAAGCCTCCACACTTGAAGC CATCATGAAGCATCAATGGC 214

Ad02A688 Aradu.A02 688 p2 (TA)7 14 1672428 1672441 CCCTTACCTTCTCTCTGTCTCG TCAGATAAATTGATTTGGTCAAAAA 185

Ad02A692 Aradu.A02 692 c (T)10gtagtgtgtgttatgtattatcatgaataaaataagcatgcattttcttttgatagggaaatcaatc(T)1087 1686270 1686356 TAAATCCGCCGCAAGTTATT GAGAATTCGATTTGCTAGTGACAA 272

Ad02A694 Aradu.A02 694 p3 (ATA)18 54 1689752 1689805 AACACGGCATTTTTATTGAGATT AAAAGATGCGTTTCATCAAAAAG 175

Ad02A706 Aradu.A02 706 p3 (AAT)5 15 1738687 1738701 ACTGCGTTCGTCCTGATTCT TTTATCGCTATGTTGGCACC 253

Ad02A707 Aradu.A02 707 c (TCTTCC)5tcttcttcttcttcc(TCT)560 1739352 1739411 TCAGTTTCCAAAGCGCTACA TCAGAAACCATGAAAATCGAAA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A708 Aradu.A02 708 p3 (AAG)5 15 1740177 1740191 ACCCAAAGGACACCTTATGC TTGCTGCACATTCTTCTTCC 237

Ad02A709 Aradu.A02 709 p3 (AAG)8 24 1740297 1740320 GGAAGAAGAATGTGCAGCAA TTAACGCGCTTGAACGTTACT 147

Ad02A711 Aradu.A02 711 p2 (AT)8 16 1743219 1743234 CGTGGACAGCATCACTCTTC TTGTACTCTGCTACCTCTCCTGC 264

Ad02A712 Aradu.A02 712 c (TGT)6(CGT)7 39 1743598 1743636 CGAAACAGAAGCAGCAGACA GGCATGCCTCTTACTCAGGA 274

Ad02A714 Aradu.A02 714 p3 (AAT)6 18 1759936 1759953 GTCGAATAATGTGAAGCGCA CCTTTGACTTGGGTGCAAAT 168

Ad02A715 Aradu.A02 715 p2 (TG)6 12 1760645 1760656 ACTGCAGAGAGGTTGGATGG GGATGGGAACGAGAGACAAA 251

Ad02A716 Aradu.A02 716 p2 (TC)8 16 1766521 1766536 TCATGGAAGAAGAGGGGAAA AAGAGACAATTGTGTGTGTGTAAGC 208

Ad02A718 Aradu.A02 718 p3 (ATT)5 15 1768256 1768270 TTATTGTCGCACGTAACCCA GGTTTTCTACCTAAAGATGCCC 279

Ad02A719 Aradu.A02 719 p2 (AT)6 12 1769230 1769241 CCAACAACCAATCAAACTAAAACA TGCTTGTGTATGGTGTAGCG 270

Ad02A720 Aradu.A02 720 p4 (AAAG)5 20 1776086 1776105 ATCTGCCAAGCCAATGTTTC CTCTGCTCCCTCAACTCCAC 275

Ad02A721 Aradu.A02 721 p2 (GA)6 12 1776221 1776232 ATCTGCCAAGCCAATGTTTC CTCTGCTCCCTCAACTCCAC 275

Ad02A722 Aradu.A02 722 p3 (ATC)19 57 1781398 1781454 TTTTTAACTTCCTACCCGCTTT AAAAACAAAATAGCACGGCG 268

Ad02A724 Aradu.A02 724 p3 (TCC)11 33 1796015 1796047 ACCACTGCTTCAGACGGTTC CACCAAGCTGCTGCATGTAT 163

Ad02A725 Aradu.A02 725 c (A)13tagtaagaacttaccttatttagcattcattaattgtcgcaacaattaatgaatgtaactgttttttgctgattttctttaattaccaaatattttcg(A)10121 1796747 1796867 CGTTCAGATTTCTGTCACGGT TTTGTTAAGTTTGGTTGGGGA 172

Ad02A728 Aradu.A02 728 p2 (TA)8 16 1817603 1817618 AAGGTCTGTGATTTTTGTTCAGG AGGATGTGATGCTTTTTCCC 248

Ad02A731 Aradu.A02 731 p2 (TA)6 12 1822195 1822206 CCAAGCACCCACGTCTTTTA TGCAATGCAGAGTTTGGTATG 278

Ad02A739 Aradu.A02 739 p2 (AT)10 20 1834113 1834132 TTGATTTGACCGAAAAATGATG TGGTGAATTAAATTTTGAACTGATCT 235

Ad02A740 Aradu.A02 740 c (AAC)9(AAT)5 42 1836094 1836135 GGCATGCCTCTTACTCAGGA TTGAAGCAGAAGCTAAGCAGC 279

Ad02A741 Aradu.A02 741 p3 (TAT)7 21 1837697 1837717 CATTTTTGTACTTGCAGGTTGAC TTTTTGGTGATTGTTTGCGT 144

Ad02A744 Aradu.A02 744 p2 (AT)6 12 1847283 1847294 CTCTGACTTGACGTGTCCCC CCTTGCACTGTTACAGCATCA 143

Ad02A746 Aradu.A02 746 p3 (TCA)8 24 1861771 1861794 TGCTGATGACTTTCTGGACG TCAGACATGTGGTTTCTCGC 242

Ad02A748 Aradu.A02 748 p2 (TA)7 14 1876069 1876082 GGTTGGATAGTCCTACACGGA AATGGAATCAAATGGCCAAA 186

Ad02A749 Aradu.A02 749 p3 (AAG)5 15 1881326 1881340 TGACATGCCTCACAGACCTT CTAGCTGAGCTGGCGAGTTT 251

Ad02A758 Aradu.A02 758 c (CAC)8ttcaaccacagcagcaacaacaacttcacactctc(AAG)574 1905797 1905870 GCCAAACACACCACATTTCA GGCTCCAATCCCAAACACTA 203

Ad02A763 Aradu.A02 763 p3 (GAT)5 15 1916078 1916092 TCAGACATGTGGTTTCTCGC TGCTGATGACTTTCTGGACG 242

Ad02A765 Aradu.A02 765 c (A)10cataggtttatattttcacaaatgaaaaaacatgtattattaacaatggaagttacttta(T)1080 1921446 1921525 ATGCGCACAAACTCTAAGCA TGCAACAGCTTTCATAATCCC 177

Ad02A771 Aradu.A02 771 p3 (GAT)5 15 1953773 1953787 TGTTGATCATCCTCCCTTCC TGATGACTTTCTGGACGCTG 276

Ad02A777 Aradu.A02 777 p2 (TA)7 14 1982113 1982126 AAGCAAACGAGGAAAGAAAAGA CTTTGAGGCTTCATCATCCA 275

Ad02A778 Aradu.A02 778 p2 (AT)8 16 1994680 1994695 GCTTCTGGGACCAGTTTCAA CGTGACATATGCCAGCAAAG 234

Ad02A780 Aradu.A02 780 p3 (ATC)6 18 1998779 1998796 CAGAAACTAATCTGTCCAAAGCG AATTTCGCCAACCAACTCAA 231

Ad02A781 Aradu.A02 781 p3 (TAA)19 57 1999201 1999257 CCCCAACACTTAGCATCCAA GCTGGTTCCAAAAATTTCTCA 268

Ad02A784 Aradu.A02 784 p4 (CTAA)6 24 2007144 2007167 ATTTTGGCACCCAATCAAAA CAAGAGTAAGACGGGCTGCT 280

Ad02A795 Aradu.A02 795 p2 (TA)6 12 2044278 2044289 TGCCACTTGATACTGAGAAAATG ATTGGCAGAAGTTGGCAGAT 185

Ad02A800 Aradu.A02 800 p3 (TAA)5 15 2052780 2052794 TCATGGCATGTTCATCCAAC TTGGAGATGTGACAGGAGCA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A803 Aradu.A02 803 p3 (AAC)5 15 2065368 2065382 CATAGTAGGCATGCAAGGCA ACATGACAGAGCACAATGGC 263

Ad02A811 Aradu.A02 811 p2 (AT)7 14 2107166 2107179 GACAGGATCCTCGTGTGTGTT CGGACAGAACCTCCTCTGTT 264

Ad02A814 Aradu.A02 814 p2 (CT)6 12 2136515 2136526 GAGACATTGGACTGCAACGA ATGTGGGAAATTTTGGGTCA 197

Ad02A818 Aradu.A02 818 p3 (TAT)18 54 2155639 2155692 TCAAAAATTGACACTTCACTTCA TTCTCGTGAACCCATTTTCC 275

Ad02A819 Aradu.A02 819 p3 (ATT)6 18 2156463 2156480 CGATTGTATTATCCTTCAAGCCA TGGACGATTGTAGAAGCAACA 197

Ad02A821 Aradu.A02 821 p2 (TC)8 16 2198001 2198016 GCAAGTAAGCTGAACTGGCA GCCATGGATCAGAACCTGAA 272

Ad02A822 Aradu.A02 822 p3 (AAT)6 18 2205396 2205413 CAGGAACAGGGATAAAGGCA TTGGATGTTGGCTTTGTGAA 204

Ad02A823 Aradu.A02 823 p3 (TCT)5 15 2211408 2211422 TTCACCCATATAGCCGAACC GAAGCTTTTGCCTTCCCTTT 208

Ad02A828 Aradu.A02 828 c (AC)16(AT)7 46 2219012 2219057 CACACTCGCATGGATATTCG TCGACTTGGAGATACAGGGG 235

Ad02A829 Aradu.A02 829 p2 (TA)8 16 2220617 2220632 CAAGAAATCGAAGCCGAAAG AGGATGGAAATCAAAGACGG 266

Ad02A830 Aradu.A02 830 p3 (TAA)19 57 2220760 2220816 CCGTCTTTGATTTCCATCCT CTGGAATGTAGCAACCCTCA 278

Ad02A835 Aradu.A02 835 p2 (CT)6 12 2243292 2243303 CAACAAAGGGAAGTGGGAAA TAGCTTCCATGGCTTCCTGT 151

Ad02A836 Aradu.A02 836 p2 (CT)6 12 2252004 2252015 CAACAAAGGGAAGTGGGAAA AAGATGGATTTCTGGCCCTT 236

Ad02A839 Aradu.A02 839 p2 (GA)7 14 2261974 2261987 TAGCCCCTTTTTGCTTGCTA TGCACTTAGCAGCTGAACCA 211

Ad02A840 Aradu.A02 840 p2 (GA)7 14 2271280 2271293 TGCTTGCTAACACTTGCTGG TGCACTTAGCAGCTGAACCA 200

Ad02A843 Aradu.A02 843 p2 (AC)9 18 2290047 2290064 CTGCAGCTTCATTTGCTCAG CAGCCCTTCAAGAACCAAAG 270

Ad02A848 Aradu.A02 848 c (AT)6aaaactatttaaacccttactaaatttagtcac(A)1055 2313683 2313737 AGGGTTTTGAGGAGGCACTT TTTTTCCACCAAATATATGTCCC 194

Ad02A850 Aradu.A02 850 p3 (ATG)5 15 2333062 2333076 GATTAGCCAGCCAGCAAGAC GGCCTACCATCCAGCTATCTT 109

Ad02A851 Aradu.A02 851 p2 (AG)9 18 2335909 2335926 TGCAGAGTTTTGTGTCTGCAT TCGTGTACCGTGGTGTTCTC 268

Ad02A852 Aradu.A02 852 c (TCC)9(GCC)6 45 2336136 2336180 GATACGCTTCCACTCCCAAA CCACAAGCCTCTCACTCCTC 255

Ad02A853 Aradu.A02 853 p2 (AG)13 26 2336564 2336589 GAATGCTGCGTCGTAGACTG TGGCGAATTCGAGTCTCTCT 275

Ad02A858 Aradu.A02 858 p4 (TAAA)5 20 2342610 2342629 GCCTATGCCACTACTGAGCTG CGCTCAGGGAGAAAATTGAG 211

Ad02A860 Aradu.A02 860 c (AGA)5ggagg(GAA)535 2345574 2345608 AAGCTTCCCACAAGTCATTCA TGGAAGCTGTTGTTGGTGAG 229

Ad02A863 Aradu.A02 863 c (ATT)7g(TTA)5(AT)751 2350013 2350063 TGGTTTTAACTTTGAATTTCTTGTAAA CAATCCCAACGTTTCTCTCTG 249

Ad02A864 Aradu.A02 864 c (A)10g(A)10 21 2360844 2360864 TGGCTCTTGAAAGAATGAGGA TCCCCAATTAGAGGTGTCCA 192

Ad02A865 Aradu.A02 865 p3 (GAG)6 18 2368754 2368771 CCTCACCAGAAGAGCCAGAC AATGGCGAAGACAAATGCTC 245

Ad02A866 Aradu.A02 866 c (TCTTCC)6tcttcttcttcttcctcttcttcc(TCT)1296 2376195 2376290 TGCATATCTACGTATCCGCAA GAACTCAGATTCGCAGTATTCG 264

Ad02A867 Aradu.A02 867 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 2377185 2377239 AAAGGAAGAGGACGAAGAACG AAATCAAATTACGCGCTGCT 237

Ad02A873 Aradu.A02 873 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)5tgctgcacgttcttcgtcctcttcc(TCT)594 2386283 2386376 TGGTTTGTTCTTCGTCGTTG GAAGGAGAAAGAGAAGGCAAGA 191

Ad02A877 Aradu.A02 877 p3 (GAA)6 18 2398441 2398458 CAGCAGCTCATTGAAAACGA ATACTTCAGCCATGGCGTTC 163

Ad02A882 Aradu.A02 882 p3 (ATA)6 18 2410715 2410732 CCCTTTAAACCATTGTTTTGG CAAGGCTTTTCAAGGGAAGTC 226

Ad02A884 Aradu.A02 884 p2 (GA)7 14 2413973 2413986 GGAATTGAATCGAGAGCGAA GAACACGCGTCTCTTCCTTC 260

Ad02A885 Aradu.A02 885 p2 (CT)10 20 2414215 2414234 GGGGTGTGATCGGAGAAGT TTTGAAGTTGAGCACAAGAAACA 109

Ad02A889 Aradu.A02 889 p2 (AT)6 12 2433820 2433831 TTATGATCAGGGGTGAAGCC ATTTCCATTTCTTCGCCGAC 278
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Ad02A890 Aradu.A02 890 p2 (AT)8 16 2434819 2434834 CATATGGTAAAGTAATAAACACCAACA TCGACTATTTTAATTCTTAACCTTTGA 224

Ad02A892 Aradu.A02 892 c (A)11ctgggtagaaaaaaagataacattttttttaaatactaggctttgaaaaataatttaactagaaaatcaaattaagggtaatg(T)10104 2436230 2436333 TGGGCCATACAATAAGGGAA CCAAGTTATTCGTCAATGTGAAA 234

Ad02A893 Aradu.A02 893 c (TA)6tgagaacaaaaatt(A)1137 2436436 2436472 CAAATTTAATATTTTCACATTGACGAA GCTGCTTCTTATTATTATAGGGCTTC 266

Ad02A894 Aradu.A02 894 p2 (TA)6 12 2438136 2438147 TTTCTGTCAACATCTGTCAACTTTT CAGATTTGGTGTTGTGAAAATCA 278

Ad02A896 Aradu.A02 896 c (A)10caaaatcatatatatgatgatgatacctaattcttaaccaaaaacacaaaccttaatttcaaaccaacaacattatttttttcccttgatta(AAT)7123 2441670 2441792 GGACAACCCAATACTCCTCTCA TCATCATCATGTGGTTCATCA 273

Ad02A898 Aradu.A02 898 p3 (ATT)6 18 2443733 2443750 TGTTGACTAATGAAACATGCTCG GGTTATGATGTGTCAACCCTAAAA 240

Ad02A899 Aradu.A02 899 p3 (ATA)5 15 2444190 2444204 TCAAACGTGGCACCATAGAA TCCAGCATATAGACCGGTACG 178

Ad02A901 Aradu.A02 901 p2 (AT)11 22 2445706 2445727 ATGGAAGCCTTGGGATTCTT ATGGGTCTTGCTGAAAACCA 273

Ad02A902 Aradu.A02 902 p2 (TG)6 12 2446159 2446170 CTCCATGTTTCTCATTTGTTGC TTCCATTTTCCTTACACTCTTGC 264

Ad02A903 Aradu.A02 903 p2 (TA)6 12 2449987 2449998 AACCACCATGAGAAGCATGA TGAAAATTAATGCATGAAAATGG 246

Ad02A904 Aradu.A02 904 p3 (TAA)16 48 2450830 2450877 TCCTAAATTGGTTTTACTTTGTTTGA CGATTCCGACCCTCAATATG 240

Ad02A905 Aradu.A02 905 p3 (GAA)5 15 2451846 2451860 CCGTTGTTGCTCTTGGAGAT CACACAACCATCACACACCA 265

Ad02A907 Aradu.A02 907 p2 (AT)6 12 2452706 2452717 TGAATTGACCAACTTTTGTTCC GCTTTTGAGACAAAATTAAAATAAAAC 185

Ad02A913 Aradu.A02 913 p2 (AC)7 14 2468394 2468407 TTGCATGTTGCTTGATTGTTT TGTGGACAAACATGAGTGGG 268

Ad02A917 Aradu.A02 917 p4 (TAAA)6 24 2473193 2473216 AACGCAGCCTATATGTATGTGG TCTTCGTCTTTCGCAACTCA 259

Ad02A918 Aradu.A02 918 p2 (AT)8 16 2473439 2473454 TGAGTTGCGAAAGACGAAGA TTGTCCCCTAGCATTCTCCT 169

Ad02A919 Aradu.A02 919 p2 (GA)14 28 2474585 2474612 TTTCACAATGTCAACCCCCT AATTTGGCATCTATGTGGGC 103

Ad02A920 Aradu.A02 920 p2 (TC)17 34 2478690 2478723 TGTGAAAATTGAAAAACTGTCCA TGGAAGAGGTGGAGGAAATG 270

Ad02A921 Aradu.A02 921 p2 (TA)6 12 2480443 2480454 TTGCCTTGTTAATGGGAAGG ACCAAAAGGCTGTTGAAACG 131

Ad02A925 Aradu.A02 925 p3 (AAG)5 15 2489559 2489573 CTAATGCAAGACATTGGGGG TTCCCAAAATCAAACAACCC 213

Ad02A927 Aradu.A02 927 p3 (TAT)14 42 2490913 2490954 GGGCTAGTGGTAGATGTGCAA AAAAGCATCCAACACCTCCA 209

Ad02A928 Aradu.A02 928 c (CTT)6ctcccgcacccaccgacgcaccgcaccgcgccgccaccaccacctc(CTT)11tttcttcttcttccaccgcaccatcgcccctgccgcaccaccaccatccgcctcaccaccgcaccaccaa(TTC)5182 2491482 2491663 AAAGACAAATTGACACCGCC CCAAAAATTTCACAAACAAATCA 254

Ad02A929 Aradu.A02 929 c (TGA)9taatgtggtggttgtgggttctggtgttagtggtggctttattctggtggtttaggtgctgttcttcttc(TGA)9124 2491777 2491900 TGATTTGTTTGTGAAATTTTTGG GTGTTTTCTCCCACCACCAC 262

Ad02A932 Aradu.A02 932 c (TG)7(T)11 25 2498319 2498343 GCATAGCCTGGGACACAGTT CCATGTATATCGCGCTTAGGA 263

Ad02A941 Aradu.A02 941 p3 (CAC)6 18 2534016 2534033 ATTCCCATCTTTCCATTCCC TGGTGGCAAGAAGAACAATG 170

Ad02A942 Aradu.A02 942 p3 (TAA)14 42 2534543 2534584 CCGATGGAGAAAATATGGACA CGACACGGAGACATGACAAC 276

Ad02A943 Aradu.A02 943 p4 (ATAA)5 20 2536800 2536819 TGGTGGATTTCGTTTTTCTTG CCCCAATGAATTATGTTTCCA 236

Ad02A948 Aradu.A02 948 c (T)10cagtgatcatcagtttattcgtttgaatgtgacaatcaatttgtactcggctatggaatttataatat(A)1088 2540157 2540244 CCCGCATCTCCAACTTAAAA TCCACTAAGGTTGAAATGACGA 198

Ad02A951 Aradu.A02 951 p2 (TA)9 18 2547567 2547584 CATGTCCCTGTCCTAGGCTT GATATCGTGCCACGTGCTTA 200

Ad02A955 Aradu.A02 955 p3 (CTC)8 24 2557054 2557077 TGCATCATCTAACGCTTCCA TGTGGAGAGGAGGAAAAGGA 271

Ad02A958 Aradu.A02 958 p4 (TTAA)5 20 2560627 2560646 GAAACTAACTTTAGTCCCTATTGTGG TCACAATGCTTGTCGTCAACT 264

Ad02A963 Aradu.A02 963 c (TC)10tatctatctctca(CT)1053 2569919 2569971 CGGATTCCGAGAAAAACGTA TCAGAATCAGCTCAAATCACAGA 211

Ad02A967 Aradu.A02 967 p2 (AG)12 24 2579663 2579686 CGCGTTCATTCATTCACATT CTTAGCATCTACGCCGGAAG 235

Ad02A968 Aradu.A02 968 p3 (TCG)5 15 2579845 2579859 CCTCGGAAAGAGACGTATGC TGAACAAGATCGCACTCGAC 189
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Ad02A969 Aradu.A02 969 c (T)10caaataaataaattttgaattttattttattattattgaca(T)1162 2580234 2580295 TGTGATGATTGTGGAATCGAA CACACAACGTGGCTCAAAAT 280

Ad02A974 Aradu.A02 974 p3 (TGA)5 15 2595216 2595230 TCCTCAACGGATTGGAAGAG AACCCCATTTCTCAAAACCC 228

Ad02A979 Aradu.A02 979 p2 (AT)9 18 2610202 2610219 GCACTGGCCAACACCTAATC GGTGGGTCACCGGTAATATG 231

Ad02A981 Aradu.A02 981 p3 (TTC)5 15 2618113 2618127 TAGCGTGTGCATCCATCTTT TGGGGTGTTAAGCAATAGCC 212

Ad02A990 Aradu.A02 990 p3 (ATA)6 18 2639316 2639333 TGGTATCTTTTATTTTAAAGGAGTTGA CAAAGCGACATAATGAAAGTGTG 264

Ad02A991 Aradu.A02 991 c (T)10aatatggatatcacaaatctgagggtcagattttgctgttttattttatttttttgttaataaccatttgtggttta(T)13100 2639579 2639678 CACACTTTCATTATGTCGCTTTG CCCTCAGATTTGGGGAGTAA 260

Ad02A993 Aradu.A02 993 p3 (GAA)5 15 2641093 2641107 CGATCTAATCGTCGCACTCA TCATCCACCGCTTAATCTCC 239

Ad02A1002 Aradu.A02 1002 p2 (AT)7 14 2691296 2691309 GAGCATTGCAGTTCTGGACA GCTCCTTCCAATCATTCAGC 275

Ad02A1005 Aradu.A02 1005 p3 (CAC)5 15 2704703 2704717 CTGGAAAACCGTAGCTGCTC GGAACAACCTGTGATGCTGA 245

Ad02A1006 Aradu.A02 1006 p3 (CAC)5 15 2709821 2709835 CCCATTGGAACACAACCTTC GGAACAACCTGTGATGCTGA 104

Ad02A1013 Aradu.A02 1013 p3 (CAC)5 15 2722321 2722335 CCCATTGGAACACAACCTTC GGAACAACCTGTGATGCTGA 104

Ad02A1016 Aradu.A02 1016 p3 (TAA)19 57 2725395 2725451 TTCCACCAATCATTATTCGTTTT TTTGGTGACGTGCTTCTTTTT 141

Ad02A1017 Aradu.A02 1017 p2 (TC)9 18 2728514 2728531 CAGGACTCGGACAGAAGCTC CTTGCTGTCGTCCATAGCC 262

Ad02A1018 Aradu.A02 1018 p3 (TAA)12 36 2728958 2728993 CCCTTCCTTCTTCTCCGTTC GCCTTCTTGCACCATTGATT 242

Ad02A1022 Aradu.A02 1022 p2 (AT)6 12 2732260 2732271 TCAAGGATTATGGATTGCACC GAGATTAGTTCCGATTCGACG 280

Ad02A1027 Aradu.A02 1027 p3 (CAC)5 15 2754664 2754678 CTGGAAAACCGTAGCTGCTC AGCAACCTGTGATGCTGATG 243

Ad02A1029 Aradu.A02 1029 p2 (TA)8 16 2774539 2774554 TCTTTGCTACCTCATTGGTTTC TTAACTAAGAGGAAGTGCCAAAAA 280

Ad02A1035 Aradu.A02 1035 p2 (TG)6 12 2789930 2789941 CCAACATTGTGTTCGTCAGG CTGATGAACTTTGGACTGAACG 163

Ad02A1038 Aradu.A02 1038 p3 (TTA)6 18 2795987 2796004 TGAGGTTTGCATGATTGCAC CGAATGGTGAGGAGAATGGT 257

Ad02A1041 Aradu.A02 1041 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatgcgcatc(AT)774 2806000 2806073 GCCAAACGATCAAATTCTCAG TGAATCTTGAACTGTTTAGGTAGTGA 266

Ad02A1046 Aradu.A02 1046 p2 (TG)19 38 2826491 2826528 TTCGATTCCGACCCTGTATC GCTCATTGATCATTGCACAAG 243

Ad02A1048 Aradu.A02 1048 p3 (ATA)5 15 2829974 2829988 CACAGGTTGGCTAGGACCAT ATTTTTGCTTACATCATTGACACT 275

Ad02A1049 Aradu.A02 1049 p2 (CT)7 14 2831612 2831625 TCCCTTCAACTAATCAACTTAATCC GCCTTGTGCATAACCAAAAA 274

Ad02A1050 Aradu.A02 1050 p3 (AAT)5 15 2837091 2837105 TACTTGCATCCGAACCATCA CTTCGAACCGGAAAATTTGA 205

Ad02A1051 Aradu.A02 1051 c (ATT)5atcatg(ATA)536 2839207 2839242 GGCAATGACTTTTGAAGGGT TTCCCATAGCCATGTCCATTA 195

Ad02A1058 Aradu.A02 1058 p2 (AT)6 12 2845126 2845137 TGCAAGCATCTCTTTTGTTCTT AGTTCTGTTTGGGAGCCTCA 187

Ad02A1059 Aradu.A02 1059 p2 (GA)7 14 2846488 2846501 GAACTGAAGTGGTGCGACAA TTCGGATCCACTGTACCCTC 143

Ad02A1064 Aradu.A02 1064 p3 (GAA)6 18 2851823 2851840 CCATTGCTTCCATTATTTCCA TTTGTTTCCATTTTTCAGCAA 109

Ad02A1065 Aradu.A02 1065 p3 (TAT)9 27 2852488 2852514 CCATTGAATGAATGTGAGAGTTT TCTCTTGGGAAGAAACTATGTTG 280

Ad02A1066 Aradu.A02 1066 p4 (TTTA)5 20 2852820 2852839 CCCAAAAGTACATGCCTTCA AAGGCCAATTACACACGTCA 262

Ad02A1068 Aradu.A02 1068 c (T)10cccactaggtgacactaattaattggtgggttgtgtatcaaataattctg(T)1474 2855506 2855579 CATCTAACTTGGTGCTGGGG CATTTTTGGGAAACAACAGG 169

Ad02A1071 Aradu.A02 1071 p3 (GCG)5 15 2859214 2859228 CTTTACCCTCTGCAGCAACC ATTGACGATGACTCGCTCCT 261

Ad02A1075 Aradu.A02 1075 p4 (TTTA)5 20 2876894 2876913 TCTGCCCTCCTTTTCCTACA TGCTGGCTCTTGAAAGAATG 232

Ad02A1076 Aradu.A02 1076 p3 (AGA)5 15 2878641 2878655 CTTGATGCGATTTGGTGTTG CAAGCCCTCTCTCTCTCCCT 255
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Ad02A1077 Aradu.A02 1077 p2 (AG)6 12 2886510 2886521 TGAAGCAAGAAAAAGCAGTGAA CCCAAAGCACTCTGTCTTCC 280

Ad02A1079 Aradu.A02 1079 p3 (AAG)5 15 2897752 2897766 TTGGATTTGATCTTTTTACCCC ATGGACACGGAATTTGGAAG 252

Ad02A1080 Aradu.A02 1080 c (CT)10gtgatt(GAA)644 2901225 2901268 GGCTGAATCGGCCTAACATA GAATCCCAAGCTCGACCATA 226

Ad02A1084 Aradu.A02 1084 p5 (TTATT)5 25 2911413 2911437 AATAAGACTGACACGTGATGATATTT TTACCCAAATCAATCCCCAA 176

Ad02A1086 Aradu.A02 1086 p3 (TAA)25 75 2917628 2917702 CAGCCGTTTGATCAGAGATG TCCTACATCTACCAACGGCA 276

Ad02A1091 Aradu.A02 1091 p3 (AAG)5 15 2928891 2928905 ACCAAAGGTGGAATTGGTGA AGGAAGAGGAGGAACACTTGG 132

Ad02A1092 Aradu.A02 1092 p3 (TAT)14 42 2929789 2929830 GCAAGTTTAATCCCACCATTTT TCAGCAAAGAATCAAGAGGACA 265

Ad02A1099 Aradu.A02 1099 p3 (ATA)5 15 2951146 2951160 ATTCTGTGCCCATTTGGGTT AAAGATCAATTCTTCATATGACTATGC 176

Ad02A1100 Aradu.A02 1100 p3 (GAG)5 15 2990775 2990789 AAATCACAATGGGCTGAAGG TCTTTTGCAGACATGGCAAG 157

Ad02A1102 Aradu.A02 1102 c (T)10gttgtctaaaatcatagggaataagacctcccagcattttggacagcagtgtaactaagcgaaataa(T)1693 2993985 2994077 AAAACTCAACACGGAATCCTACA AGTTCTTGGCCTACCGGATT 262

Ad02A1105 Aradu.A02 1105 c (A)10tgatttttttattataatttcttcctacataatattggttattaatggttctggatttttatttatttattttgcattcgctattggtttttcagttttc(T)13123 2995957 2996079 CCAAATCTCAATTGGCTTGC GGTTGCTAAACTGCTCTCCAA 269

Ad02A1106 Aradu.A02 1106 c (ATA)5attgcaccacttcagtcaaatactcaaatcatgcctgctagtatag(T)10actgaacagaagagaaag(A)1099 3001786 3001884 CCTCAGGCGAAATTTAAAAAGA ATGCTTCTTTTGACGCGAAT 256

Ad02A1113 Aradu.A02 1113 p2 (AG)6 12 3027949 3027960 CAAAGGGGTAAAGGCAGTGA CTGGATTTGTCCTTTTGGGA 266

Ad02A1115 Aradu.A02 1115 p2 (TC)7 14 3028493 3028506 CAAAAGTTTCAAAATGAACCACA TTCGGTGACGAGAAGAATTG 269

Ad02A1119 Aradu.A02 1119 p2 (TA)8 16 3032562 3032577 TTGATCCATGTAGCTGATCCC AAATTGAAATGATACCAAACATTAGA 266

Ad02A1130 Aradu.A02 1130 p2 (AT)6 12 3058670 3058681 CAAACCCAATACCCATGGTC GGCGACTAAAAATGAAATAGGTTC 266

Ad02A1133 Aradu.A02 1133 p2 (TA)6 12 3062167 3062178 TTTCCAAGAGCTTGTTTCCC AAAAATTTAAGTAGATCTTTGACCACA 265

Ad02A1134 Aradu.A02 1134 c (T)10cacatgttaataccactttgaatcttgcttttaggttttgcttcacaagtcatcctactagctag(A)1186 3062848 3062933 GCATGGTAAGAAAGGGAAACA TTGAAGTGCATATGCGAATAGAT 269

Ad02A1136 Aradu.A02 1136 p4 (ATTT)5 20 3064425 3064444 TTGTTCGACGATTTGGTTCA GCGTTTGATATGAAGGGATTC 182

Ad02A1143 Aradu.A02 1143 c (T)15actaatgcattat(A)1038 3092650 3092687 AACCTTAAAAACGCATCTGGA TGAGGCAAGTTGTTGCTCTG 275

Ad02A1144 Aradu.A02 1144 p2 (AC)6 12 3093159 3093170 CCCTTCTCTTCCTCCCAAAC TTTCGTGTAATGCTTGGAGC 267

Ad02A1145 Aradu.A02 1145 p3 (TAA)5 15 3094157 3094171 CTCTGTTTCTCGCTCGCTCT TCCACAAAATACATGCCCAA 251

Ad02A1146 Aradu.A02 1146 p2 (TA)6 12 3094820 3094831 TCGCAGATTCAAATCTCGTTC ATGGTGTGGGATGGTAGTGG 264

Ad02A1148 Aradu.A02 1148 c (AAG)5atgaagaagtagtttctttttatc(T)1049 3105884 3105932 CCATAACCGGGTCGAATAGA CCTCTTTCAAACCAAACCCTT 177

Ad02A1149 Aradu.A02 1149 p2 (AT)7 14 3107514 3107527 TTCTCTAATGACATAGGGAGGG TCACATTTCACATTGAACCAAA 123

Ad02A1154 Aradu.A02 1154 c (A)10tcaaaactcttttcattaatatttgatctgattcaaatactcaatttatcc(A)1071 3116395 3116465 TCAACTTGTAATGGCTTCATTGAT TTGGGTCAGAAACCTTAAACAAA 151

Ad02A1159 Aradu.A02 1159 p3 (AAT)9 27 3129053 3129079 CATCCTTTCGAGTTCTTCATCA AAAAGCCCTTAAAAGCACAAG 194

Ad02A1161 Aradu.A02 1161 p2 (CA)6 12 3131597 3131608 TCTTTCAGAAAAGGAGAGTGAAA TCGTTTGATTCATGTAGCCG 225

Ad02A1162 Aradu.A02 1162 p3 (AAT)9 27 3136568 3136594 TTTCCATTCACTTCAATTCATCA TCTTCACGCATAATCTCTTTTTGA 272

Ad02A1163 Aradu.A02 1163 p2 (AT)6 12 3137463 3137474 GCATGATCCTGGTGATCAAA TGCCCACATAAACACACAGC 205

Ad02A1164 Aradu.A02 1164 p3 (AAT)6 18 3137604 3137621 TGGGCAAATAGTCCCATGAT GTCCACGTCAGCCCATTTTA 183

Ad02A1169 Aradu.A02 1169 p3 (CGG)5 15 3157208 3157222 TGGTCAAAAGGGGTATCTGG CCACCACCTTCATGGAGACT 272

Ad02A1170 Aradu.A02 1170 p3 (TAT)11 33 3159445 3159477 ACCTTTAAGCATGCGGTTTC GCATTGATATAGGACAGCACACA 275

Ad02A1171 Aradu.A02 1171 p3 (TAT)11 33 3159635 3159667 CCTTTAAGCATGCGGTTTCT GCATTGATATAGGACAGCACACA 274
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Ad02A1173 Aradu.A02 1173 p4 (TTTA)6 24 3164548 3164571 TGCGTAAATGGTCATCCAAA GTGGGGTCAAAAATCAATGC 201

Ad02A1177 Aradu.A02 1177 p2 (GA)7 14 3169883 3169896 AACACGATCCTGAGGACACC ACTGGTTCAAGAGCCTCACG 260

Ad02A1178 Aradu.A02 1178 p2 (GA)9 18 3170073 3170090 CGTGAGGCTCTTGAACCAGT TGTTGCTCTTCCATTTTCCC 250

Ad02A1179 Aradu.A02 1179 p2 (AC)6 12 3170192 3170203 TGGGAAAATGGAAGAGCAAC CTTCTCCTTTTGGCTTTCCC 102

Ad02A1180 Aradu.A02 1180 p2 (AT)6 12 3171409 3171420 GCTTTGTGAAAATTGATGAGTTG CAAAGAAATGATTACGCTTTGATG 231

Ad02A1181 Aradu.A02 1181 p2 (CT)20 40 3172666 3172705 TGCAACCTCTGTCAAACTCG AATAGGACGGCGACAGACAC 198

Ad02A1183 Aradu.A02 1183 c (A)11gctaaaatgcattttattaaagaatggtgttagtggaagtgaaaagtcagaag(A)1276 3178477 3178552 GCATAGGAATCTTGTTTGGGG GAATCCATGTTGTGATGGCA 257

Ad02A1185 Aradu.A02 1185 p2 (TA)6 12 3180389 3180400 GCATGATGTATGTGGGGCTA CTGCAGACCAAAAAGTCAGAGA 280

Ad02A1186 Aradu.A02 1186 p3 (TAT)6 18 3181701 3181718 ACAAAAATTGGCTTGCTTGC CCTTCCATCATTCACAACCA 228

Ad02A1187 Aradu.A02 1187 p3 (TAT)18 54 3182078 3182131 TTGCTTTCTGACCTCATGCTT TGATGAGAAACTAAAAGCGAACA 268

Ad02A1190 Aradu.A02 1190 p3 (TCT)7 21 3184147 3184167 GCAATGTAGCTAACCTGGCTG AGTTGCGGAAGCTGTTGATT 211

Ad02A1196 Aradu.A02 1196 p2 (TC)7 14 3193290 3193303 GCAGCCACACGAAAAATCTA TCAGTGCAAAATCAAGCCAC 258

Ad02A1203 Aradu.A02 1203 p2 (TA)11 22 3235848 3235869 CTTCCAATCATTCAGCTCACA GAGCATTGCAGTTCTGGACA 280

Ad02A1207 Aradu.A02 1207 p2 (TA)10 20 3250857 3250876 TCAGCTCACACTCATTGCTTG GAGCATTGCAGTTCTGGACA 266

Ad02A1209 Aradu.A02 1209 c (T)15aacattactaatttctgaa(T)1145 3265378 3265422 TGATTCCGAGAAATGCAACA TACCGGTGAGGCTGTGAGTA 253

Ad02A1211 Aradu.A02 1211 p4 (TTTC)8 32 3270565 3270596 GCCATTGAAGAAATTGAAGCA TGAGGCATTTACCAAATCAATG 274

Ad02A1217 Aradu.A02 1217 p2 (AG)9 18 3304044 3304061 GAGCCACACAATTTCAGGGT CCAGGTGCCTAAACCCTCTT 149

Ad02A1218 Aradu.A02 1218 p3 (TTA)6 18 3305452 3305469 TGAACTTAAAAATTAGAGGAACGAAA TCCAAAAAGAAAGAAAAAGAATGAA 195

Ad02A1222 Aradu.A02 1222 p3 (GAA)6 18 3316676 3316693 CGTACACGCCATTGATGAAG AAGCTCAAGCCTTTTCCCTC 156

Ad02A1232 Aradu.A02 1232 c (CAT)6caccaacccccaaatgtgtggcttaggccttaaggatcccccc(A)1475 3340637 3340711 CTTTGACCCCCAAATCATGT GAGGCCATCTCATCTCATCC 211

Ad02A1234 Aradu.A02 1234 p3 (GAG)9 27 3352871 3352897 AATCACAATGGGCTGAGAGG TTCAGGAGGCTAAGGCAAAG 119

Ad02A1235 Aradu.A02 1235 c (AT)8nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncctcttttca(TAT)7103 3355418 3355520 TGGGTATGAATTATGATGAACCTG AGAGCGTGGACATTCTCAAA 270

Ad02A1237 Aradu.A02 1237 c (T)10agttaatttttaatttgttcaacaattgagtaataattattatctttgc(T)1069 3359363 3359431 TTAACCCCCTATTTGCTTCTTT TGAAAATACAAACTACATGCATCC 269

Ad02A1241 Aradu.A02 1241 p3 (ATG)7 21 3365601 3365621 TGTTGTTGTAGGGCACCTGA GGAAGTTAAGCTATGAAAAGGGC 257

Ad02A1242 Aradu.A02 1242 p3 (TAA)5 15 3368130 3368144 TGTCGGCAATGAAATGCTTA GACGTGTATTGTCACATTGCC 189

Ad02A1243 Aradu.A02 1243 p2 (AT)6 12 3371619 3371630 AAAATAAGTTTCGATAATGAGAGCA TGCAAATGCTGAAAATAACCA 276

Ad02A1244 Aradu.A02 1244 c (A)15ccacaaaaagagaagaagcagaatcttagcttcttattcactctttcaaa(CT)6tcactttccattttcttccttctcttctcttttctcactcaacacaatcacacttaccat(TC)13ttccataaacagaactcaaacacaaaaaagagttt(GAA)5213 3372526 3372738 CATGCAAACTGGTAAGTCTTGG GGTGGTGGTTGCTGCTACTT 275

Ad02A1245 Aradu.A02 1245 p3 (GAA)5 15 3373577 3373591 CCAACTTGAATCCTCGGAAA AGTATGAGCCGGAGCTTGAA 264

Ad02A1249 Aradu.A02 1249 p2 (TC)13 26 3378781 3378806 TTGAAAGCATCTTTTGGAGG TAACATAGCTGGTCGGCCTT 136

Ad02A1254 Aradu.A02 1254 c (TGT)6tcctcagttcctgttccaccatttgcagtcatgacttctgaaactcaacaccaagcaataatccaaatgcagcagttccttcaaaccaaattttcaaaag(A)10128 3389980 3390107 TTTGAACACTTGGTTTGAGCA TGAACCCCATTTGCAATTTT 265

Ad02A1262 Aradu.A02 1262 p3 (ATC)6 18 3408066 3408083 TAACATGGGAACGGTGGTTT ACCCATGCCAACAATAGGAA 238

Ad02A1264 Aradu.A02 1264 p2 (AG)6 12 3422839 3422850 GCCTCCATGGTTGAAACTGT GGGCTAGGAATCCTTCTTGG 196

Ad02A1268 Aradu.A02 1268 p2 (TC)8 16 3442416 3442431 ACTGCAGATTCACCGCTTTT AAAGAGGATGATGACGTGGC 214

Ad02A1273 Aradu.A02 1273 p4 (ATTT)5 20 3462392 3462411 CCCCTTCTCTTAGCCACTGA TCCCAAACGTTAGGACAAAAA 179
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Ad02A1276 Aradu.A02 1276 p2 (TC)8 16 3473993 3474008 TTCCGATAATCTTATTTAATTTGTGC TGCACATTTTTCCACTAAGCA 225

Ad02A1279 Aradu.A02 1279 p2 (TA)8 16 3476128 3476143 TGTAAATAACAACTTTTGCACTTCA CAGTACAAAATCAAATAGAATTATCCG 203

Ad02A1280 Aradu.A02 1280 p2 (TA)6 12 3476517 3476528 TTGGTGGCTAATTTTAGTGTACTCAT TGTTACTTGGCAGAGAGGCA 126

Ad02A1281 Aradu.A02 1281 p2 (TC)7 14 3477165 3477178 GAGTTCTGAATTTTCCAGCTGTC GGAAAATCCAAGGTAGAAAGGAA 148

Ad02A1283 Aradu.A02 1283 p3 (TTA)12 36 3480433 3480468 ATTGATGTGGAACCTGAGCC TTCCAATTACGCGTTGAAAA 270

Ad02A1286 Aradu.A02 1286 p3 (AAT)5 15 3482020 3482034 GGGTCTAACAATGCCAAAGTG AAAAATTAAAAACGCGACAAAAA 239

Ad02A1287 Aradu.A02 1287 c (AAAT)5aaaggtactacatactagaatcttcatattcattacataggatgac(T)1581 3483205 3483285 TTTTATCATCACCGACCGATT TTACCCAATTTTTGAGGGCA 239

Ad02A1288 Aradu.A02 1288 p2 (AT)7 14 3484175 3484188 GCGATTTACTGTTGTGGATGT CCTGTGGCTCAATTAATGAAA 280

Ad02A1290 Aradu.A02 1290 p3 (TAA)6 18 3485426 3485443 TTTTGGGACAAACTTGAGCA GTGTCACGGGACAAACAAAA 198

Ad02A1291 Aradu.A02 1291 p3 (GAA)5 15 3485690 3485704 CTTTGGTGTTGATTGGAGGAA ACTTTCATCAAAACCGTGGC 244

Ad02A1292 Aradu.A02 1292 p3 (AAT)5 15 3486026 3486040 GCCACGGTTTTGATGAAAGT CCATTTTTGGTTTTCTTGTGC 229

Ad02A1293 Aradu.A02 1293 p3 (ATT)28 84 3486294 3486377 TTGTTCTTAGAGGCCTTTGTATGA AAGCATGCTCATACCCATTG 274

Ad02A1295 Aradu.A02 1295 p3 (TAT)6 18 3487840 3487857 AAAACTTGGTTAAAGCTGATTTTCA ATGGGAAGAGGATTGATTGC 227

Ad02A1296 Aradu.A02 1296 p3 (ATC)7 21 3490513 3490533 TATGTGGGATTGTGGAAGCC TGACGTTGAAAGATCCTTTGG 211

Ad02A1298 Aradu.A02 1298 p2 (TC)6 12 3497694 3497705 TCATCCGATTGATCCAGTCA GTCACGGAGAGCATGGAAGT 252

Ad02A1301 Aradu.A02 1301 p3 (TTA)7 21 3502782 3502802 GCCATTATCTCCCTAACGGG TCCGCGACGAATTAATCTTT 189

Ad02A1302 Aradu.A02 1302 p2 (AT)6 12 3503525 3503536 TGCAACCTTTTGTTGATACTCC TCCACCATGAACACTCATCAA 135

Ad02A1308 Aradu.A02 1308 p3 (TCA)7 21 3514956 3514976 GCGGTGTCATTCCTCTGTTT TTCATGCATGTTTCCAATCC 277

Ad02A1314 Aradu.A02 1314 c (A)13cacacgccgtgcacgtgcaaaataattgttgcaataagtaagagaatggaaaatgatttcaaatctgag(A)1395 3523628 3523722 TGTCGGAGATTTGAATCGTG GTTTACATAGTATTCCATGAGAAGTCA 249

Ad02A1316 Aradu.A02 1316 p3 (CAA)5 15 3526226 3526240 TCATTGAACCCCACACAAAA AAGCCTTTTGGCAAACTCAA 235

Ad02A1318 Aradu.A02 1318 p3 (ATC)5 15 3533557 3533571 CTGTTGGGCTGCACATTAGA AGCCCTACAAACCTCCACCT 259

Ad02A1322 Aradu.A02 1322 c (T)10attacggtaccttcaacttattaggtcaatgactaattcattgtaaattaaaattcgatttaaggggtt(TA)895 3543409 3543503 TTTTGTGTATTCGGGTTCCA TCAATGATCATATTAATTTACGAGGTC 276

Ad02A1325 Aradu.A02 1325 p2 (CA)6 12 3566369 3566380 ATGGCCAATAGCAACAAACC ATTCGTCGTAATACCCGAGC 212

Ad02A1326 Aradu.A02 1326 p2 (AT)8 16 3566623 3566638 AGCTCGGGTATTACGACGAA AAAAATGCATAAGGCGGTTA 230

Ad02A1328 Aradu.A02 1328 p3 (AAT)5 15 3572138 3572152 GGCTGAGGCAGAGGAGTTTA TGCTGTTTTGGAAAATAGAGAAA 253

Ad02A1329 Aradu.A02 1329 p3 (TTA)9 27 3580671 3580697 GCTCATATCCCACACTGCAA TCATTAGTTCACTCTACGATGCC 275

Ad02A1332 Aradu.A02 1332 p3 (TAA)5 15 3615095 3615109 CCTCTTCGTAATCACTACTTTTGG GCATCAATCGATGTAAGGCT 278

Ad02A1335 Aradu.A02 1335 p3 (TTA)6 18 3624282 3624299 CCAAAATTGCTCATATCCCA GGCTAATTAGTTCACTCTGCCA 280

Ad02A1336 Aradu.A02 1336 c (GAT)5a(ATG)8 40 3625009 3625048 TGCATGGTTGAATTAAAGCTC TCATCATCTTCACCATCCTCA 145

Ad02A1337 Aradu.A02 1337 p2 (TA)6 12 3626005 3626016 AGTCCCATTTTTCATGTGCC GTTGGGTCATGGGTGAGTCT 263

Ad02A1341 Aradu.A02 1341 p2 (TA)6 12 3631690 3631701 CATTTTTCATGTGCCGAAAAT GAGGTTGGGTCATAGGTGAGTC 280

Ad02A1346 Aradu.A02 1346 p2 (CT)9 18 3658271 3658288 CGCGCTCTGATTCCTTTATC ATGCTTGGTGTTGAGCTGTG 276

Ad02A1347 Aradu.A02 1347 p3 (GAA)5 15 3660063 3660077 CAAGTGCTGTTGGTCGCTTA TTGGAAAGCATGTGGGAAAT 251

Ad02A1348 Aradu.A02 1348 p3 (ATG)7 21 3660847 3660867 TTTTTGCAGATTGATGGGAA AAGTCTGAGGTGGCCAAAGA 250
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Ad02A1349 Aradu.A02 1349 p5 (AGAGA)5 25 3663332 3663356 TTTGAATGCAAATTGAAAGGT TGCCATCTGTCCTCACTTCA 215

Ad02A1350 Aradu.A02 1350 p5 (AGAGA)5 25 3668109 3668133 GAGCTGAGACTGTTCTGGGG TGCCATCTGTCCTCACTTCA 264

Ad02A1355 Aradu.A02 1355 p3 (GAA)7 21 3684566 3684586 TTTGCACAGAAGTGTCTCGG CGGCCATGTATTGCTTCTTT 248

Ad02A1356 Aradu.A02 1356 p3 (AAT)6 18 3704269 3704286 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad02A1358 Aradu.A02 1358 p5 (TTATC)5 25 3715823 3715847 GTACTTGCAAGGGACTCCGA CAGAGGAACACGACCCAAAT 247

Ad02A1359 Aradu.A02 1359 p3 (AAT)7 21 3718415 3718435 AACTTGCACTATCCGCAAGG TGATGAAAATTCCACCACTCA 239

Ad02A1361 Aradu.A02 1361 p2 (AT)9 18 3723589 3723606 TCGCAGGTCAAAGGAAACTC GGACATTAATAATCCGAAAAGATCA 142

Ad02A1370 Aradu.A02 1370 p3 (TAT)6 18 3764758 3764775 TGATTGCGGAAGTACAGTCAA GAAAGAAGAAGAAAAATAAGACCCG 258

Ad02A1372 Aradu.A02 1372 p3 (TCT)5 15 3765686 3765700 GAAGCTCCGGACGATTAACA CCAATTTGCGTGAATGAATG 197

Ad02A1375 Aradu.A02 1375 p3 (TGT)6 18 3770124 3770141 CCCACAATGCGAGGTTAGTT AGTTCACTCTACCATGCCTTTT 244

Ad02A1376 Aradu.A02 1376 c (A)10gtaaaaatataaaatganaaagttaactgaactcaaatataaaggattttttatataaaataaaaaaatttattttc(A)11ttaatccaattttaaattcagaa(T)11132 3771385 3771516 TGCTAACACCACCATTGCAT CCGAGGGAAACAATGAACTT 269

Ad02A1379 Aradu.A02 1379 c (CTT)5ctcctcccgcacccaccgccgcaccgcaccgcgccgccaccaccacctc(CTT)13103 3774435 3774537 GAATCTGAAGTGCAGGGGAG GAAGAAGAATTGGTGGTGCG 210

Ad02A1380 Aradu.A02 1380 c (TGA)20taatgtggtggttgtgggttctggtgttagtggtggctttattctggtggtttaggtgctgttcttcttc(TGA)17181 3774708 3774888 TGTTGTTGTTAAAATTTGTTGTGGA CTGTGTTTTCTCCCACCACC 271

Ad02A1381 Aradu.A02 1381 p3 (TCA)5 15 3776691 3776705 CCAGGGAACCTCGTATCTCA TGGAAAGAAGGATGATGAGGA 197

Ad02A1383 Aradu.A02 1383 p3 (CAA)5 15 3784731 3784745 AGAGAGGTGGGTCACAATGG GTGGCTTGAGGTTGAGCTTT 134

Ad02A1385 Aradu.A02 1385 p3 (TTA)5 15 3790470 3790484 CAGATTGGTCCAAAATTGTTCA TGTTAGTTCACTCTACCATACCTTTTT 274

Ad02A1387 Aradu.A02 1387 p3 (TGA)5 15 3791658 3791672 TGGCCTTTATTGCAGATTGA TCTGAGTAGCCAATTACAAAGCA 220

Ad02A1391 Aradu.A02 1391 c (T)10aagtttactcaacttcgtatgtagttctcaaatgcaacaagtttctaataaacc(T)1074 3807376 3807449 CCATGATGGAGAAAGGGAGA CCTTCTGGCGTTGTAGACTTG 229

Ad02A1394 Aradu.A02 1394 p5 (TTATA)6 30 3809765 3809794 CCCTCTCATTCCTTCAACCA TCTCAAATTTAATAAGAGTGTCATGTG 227

Ad02A1396 Aradu.A02 1396 p2 (TA)8 16 3814992 3815007 TGATGCATGAATCTTTATTTTTGG GTAGCGTGATTCGTCGGATT 208

Ad02A1399 Aradu.A02 1399 p3 (ATC)5 15 3834802 3834816 TTTGAGTAGCCAATTACAAAGCA TGGCCTTTATTGCAGATTGA 199

Ad02A1400 Aradu.A02 1400 p3 (AAT)6 18 3835831 3835848 AGTTCACTCTGCCATACCTTTT CCAGATTGGTCCAAAATTGC 273

Ad02A1401 Aradu.A02 1401 p2 (AT)6 12 3838359 3838370 TGCAACGATGGTTCTCAAAG TCTTAGCCAGCCAAAGCAAT 244

Ad02A1403 Aradu.A02 1403 c (CTT)6tcctgctgttgtg(TCT)958 3844973 3845030 CTGCAGCTGCCCTTATAACC TTGTTGGTGGTGATGACGAT 269

Ad02A1404 Aradu.A02 1404 p3 (AGG)5 15 3845704 3845718 ATCAAGAAGAAGGAACGCGA AGTTGGCTCAAACCCAACAA 201

Ad02A1407 Aradu.A02 1407 p2 (TC)6 12 3857976 3857987 GAATCGCACAAAACTCAGGG AAACCCATAAGTGCAGCGTC 279

Ad02A1412 Aradu.A02 1412 p3 (CAT)7 21 3870428 3870448 GATAGCCTCTGACGTGCCTC TAAATCGGTCAGTTTTGCCC 236

Ad02A1413 Aradu.A02 1413 c (A)10ttatttcttaaaattacatatcaaaatctccaaataacaataatcacata(AAT)678 3876755 3876832 GCAATATCGCGTCCAATTTT TTTACGGCATTTTCATTCCC 277

Ad02A1415 Aradu.A02 1415 c (A)11ccaaacgtgacttatggttatcg(TA)850 3889107 3889156 GAGAATCAGTTACTTAGCTTTCGG GACGTTTGTCTCATGCAAGC 185

Ad02A1419 Aradu.A02 1419 p3 (GCC)5 15 3896355 3896369 CGCTGAAAATGGATGAGGAT CAGCGACTTCAGCGGCTA 180

Ad02A1422 Aradu.A02 1422 p2 (CT)7 14 3910460 3910473 AGCAGAAGCAAAAGCAAAGC CCGCAAACAGAGGAAGACAT 236

Ad02A1429 Aradu.A02 1429 p2 (AT)8 16 3930959 3930974 TCCTCTAATTCTTGTCAAAATCTCTC CATACATAAATTTTGATTTTGAGCAT 165

Ad02A1431 Aradu.A02 1431 c (TAA)5aaaatagatataattcaactattaaataaaatattttacactatttgcatcaaaattaacct(A)1592 3935229 3935320 GGCTAAATAGCATTGTTCTCCC GCACCACCCACTATGCTTTT 227

Ad02A1437 Aradu.A02 1437 p2 (AT)6 12 3944505 3944516 TTGGATTCCCATAAAATTAAGTCA AAAAGGCTGAAGATCGACCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A1440 Aradu.A02 1440 p2 (TG)9 18 3953721 3953738 TTCGGATATCGGTTCTGAGG GGGTTACAAGTTGCAAAACTCA 113

Ad02A1445 Aradu.A02 1445 p3 (ACA)5 15 3970653 3970667 TGGCTAATGCCATGGTTATTTT GACAAAGGGCGAAAGACAGA 224

Ad02A1446 Aradu.A02 1446 c (A)10ttatgttaatctacattttaatgtgattttacttatcaaatcatgatttggacaaagag(A)1180 3973073 3973152 TGAGACCATTTTTGACGAACA GCACCAGAGAACCCCTTTAG 264

Ad02A1448 Aradu.A02 1448 p3 (AGC)5 15 3978259 3978273 CTGCCACATATCCGATCCTT AAGGTTGGTTTCACATGCACT 240

Ad02A1450 Aradu.A02 1450 p2 (GA)6 12 3985645 3985656 AGTCCCAGGTTCCCTCTCAT GCCAGTACTTAGCCAGCAAAA 278

Ad02A1451 Aradu.A02 1451 p2 (AT)11 22 3986492 3986513 TGCCGAATTGAGGAGTAACA GAACATAAAGGGCCACCAGA 104

Ad02A1452 Aradu.A02 1452 p2 (TA)7 14 3987762 3987775 TAGCCATCCTTAGCCACCAC GGTCCAGGATATCCCACCTT 211

Ad02A1455 Aradu.A02 1455 p3 (TAT)11 33 3994080 3994112 AAATATTGGGCAAAAACCGA TCTGCTGATTACATGCTGGC 224

Ad02A1466 Aradu.A02 1466 p2 (TC)7 14 4027743 4027756 TGTGGTAGACTGGGAGGGAC CTTAGCCCCTTTTTGCTGTG 258

Ad02A1467 Aradu.A02 1467 p2 (TA)8 16 4028312 4028327 GTCTTATGTGTCACCCGCCT CAACCAAACGCTGCCTTAGT 102

Ad02A1468 Aradu.A02 1468 c (T)10cttcttataattgaaaatgtattgcctgatgatcagtagagcggctttaataataacc(T)1078 4029761 4029838 GAACCGCGACAAAAACAGAT TTCATAGCATTAATGTTTCGGAAT 217

Ad02A1470 Aradu.A02 1470 p2 (AT)7 14 4032962 4032975 TCAGGACCAGAATTTTTCGG TGTTCTCGATAAAAATGTTCTCAAA 259

Ad02A1471 Aradu.A02 1471 c (T)10ggttaacatt(A)1131 4042888 4042918 AAGCATATCCGAGTAAATAATTCCA TTATGGCCTGTGAAGAACCC 234

Ad02A1475 Aradu.A02 1475 c (ATT)8tacggg(T)1040 4054242 4054281 CGTTGGTCTATAAGCTCCGC CACAACATACATTTTGCCGC 262

Ad02A1483 Aradu.A02 1483 p3 (AAT)5 15 4068930 4068944 AAAAATACATCATCAGCTAACCATT GGCACAAAATATTTGACAAGACA 279

Ad02A1484 Aradu.A02 1484 c (AT)7aggggacaaatgccccagaccttaatgaatagattcgtgcctgcttacacaccacatcttcctccatttct(A)1095 4069429 4069523 AAAAATTTTCAACGAAAACAATCA TGCATCTGAATTTTCACCCA 262

Ad02A1486 Aradu.A02 1486 p2 (TA)6 12 4073736 4073747 TCATATCATGAAACCACTCCTTT CGGCCAATATCATTTATCAAAA 280

Ad02A1488 Aradu.A02 1488 p3 (GAA)9 27 4077538 4077564 TGGTTGGAAAGATGGGATTC GCACCACCACCAACAAGAAC 276

Ad02A1489 Aradu.A02 1489 p3 (ATG)6 18 4077674 4077691 TGGTGGTGCAAACCAAATTA CAACCAAGATTTTTGTGGGG 248

Ad02A1492 Aradu.A02 1492 p3 (TTA)5 15 4080276 4080290 GGCTGTTCGTTTAATCTAGGC CCTTTGTTTATTTCCACCCTACA 280

Ad02A1498 Aradu.A02 1498 c (AT)9(GT)6 30 4099602 4099631 AAGCATGGCAAAGAATTTGG TGATTGTCCTCCACTCAGATG 261

Ad02A1504 Aradu.A02 1504 p2 (TA)6 12 4106422 4106433 AAAACAATTGGGTAAGCAAGTTA ACAAGATAGGATCGGAATGGT 163

Ad02A1505 Aradu.A02 1505 p3 (TAT)5 15 4107973 4107987 CAAAAACCAATTAAAACCGCA TTTCAAGTAGTTTAGATTTGAATGGA 270

Ad02A1506 Aradu.A02 1506 p2 (TA)6 12 4112724 4112735 TTGGTTCATGACTTGGCTGA TGAGTCAAACTTGAATTTGGATAAAC 271

Ad02A1512 Aradu.A02 1512 p3 (ATT)16 48 4140231 4140278 TTGGTGGTTGATGAATCTTGAG ATGCCTAGACCATTGCCATA 275

Ad02A1514 Aradu.A02 1514 p3 (ATA)7 21 4142923 4142943 CGTGTCGCATTATTATTGGATG TTAGACCCGATTTGATCCGA 261

Ad02A1517 Aradu.A02 1517 c (T)10ctaatattaattaggtg(T)1138 4146069 4146106 TTGGTCAATTTTCCTGTCCA CTCACATGGTTGACCTCCAA 233

Ad02A1518 Aradu.A02 1518 p3 (ATA)14 42 4148054 4148095 GCGAGTCGTAACCTTCTTGG ATGGACCGAAACCAGTCAAC 258

Ad02A1520 Aradu.A02 1520 p3 (ATT)5 15 4148849 4148863 TTCTCAAAGGAGAATAGGTGATCC GGTTCCTAGATCGCCCAAAT 159

Ad02A1523 Aradu.A02 1523 p2 (AT)6 12 4152429 4152440 GGTGCTCTTGTGTCCTACATGAT GGCAAAGAACATAGAAAAATGGA 213

Ad02A1526 Aradu.A02 1526 p2 (TA)7 14 4154420 4154433 AAACATAATTAGATTCATTCCTTTTCG TTTGGCTAAGGATGGAGAAAAA 114

Ad02A1529 Aradu.A02 1529 p3 (TTG)5 15 4159668 4159682 CATGAGGTGGTCAAACGAGA GACATAGGATTGAGGAGCGAG 201

Ad02A1530 Aradu.A02 1530 p2 (AT)11 22 4160832 4160853 TTTTCCGAAAGCACATACCA GCTTCAAGGTTTTGTCGTTGA 234

Ad02A1532 Aradu.A02 1532 p3 (GTG)7 21 4163219 4163239 CAATCATCAATGGCAGCAAG CCCATCTTCCAAGTTTCCAA 123



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A1544 Aradu.A02 1544 p3 (CCT)6 18 4190134 4190151 TGAAATTTTTGAACCGCCTC TAACCCAACTTCAACGACCC 248

Ad02A1545 Aradu.A02 1545 p3 (AAT)9 27 4190954 4190980 TTTGGTCTTTATTGATGGCAAA TCTCATGAATCTATAAGCCTATCGTAA 183

Ad02A1548 Aradu.A02 1548 p3 (ATT)5 15 4195515 4195529 AAAGCTTTCAAACGGATCTTAAA TGAGTTTATGACATGCCCCA 268

Ad02A1549 Aradu.A02 1549 p3 (TAT)5 15 4195675 4195689 AAAGCTTTCAAACGGATCTTAAA TGAGTTTATGACATGCCCCA 268

Ad02A1550 Aradu.A02 1550 p2 (CT)23 46 4199104 4199149 AAGCAGGTTGGTCAAAATGG CTGGCAGAGAGATGAAAGGG 178

Ad02A1553 Aradu.A02 1553 p2 (CT)6 12 4210118 4210129 TCTGCTCATGGAAGTCATGG CCTTTTGAGCCTCCAAGTGA 271

Ad02A1558 Aradu.A02 1558 p3 (ATT)5 15 4212636 4212650 CCAAGATAATTAAACAACTTTAAGGAA AAAATCCCAGGGCTTCAACT 273

Ad02A1559 Aradu.A02 1559 c (A)10cacataaagttgaagccctgggatttt(GA)649 4212834 4212882 CACCGAAATCTACCTCGCAT CCCAAGCAGTAGAAAGTGGG 262

Ad02A1563 Aradu.A02 1563 p2 (TA)6 12 4223339 4223350 AGGGTTGATTTTGATTGCCA TTGGCAAATACCCTTTTGGA 261

Ad02A1564 Aradu.A02 1564 c (ATA)7g(TAA)5 37 4223723 4223759 TTTGCCAATCAAAGTAGGGC GGTTGTGGTGATGGTGTTGA 254

Ad02A1565 Aradu.A02 1565 p2 (AT)6 12 4225866 4225877 CCCCAACTTGATGCAAGAAA TTTGCTGTGTCATTTGTCTGG 278

Ad02A1566 Aradu.A02 1566 p2 (TA)6 12 4229417 4229428 ATCAGCAACCTTTGGCTCTG TTCATTTCAATCAAGTCATCCAA 267

Ad02A1567 Aradu.A02 1567 p2 (AT)6 12 4230104 4230115 CGCAAATATTTCTTCGACCC CCATAGAGATGCTGATCCAACT 149

Ad02A1568 Aradu.A02 1568 p3 (TAA)5 15 4231317 4231331 TACTAACTGGCCCGGATGAA CACATCTTAGCTTGTCCCCAA 259

Ad02A1576 Aradu.A02 1576 p3 (CTT)5 15 4254499 4254513 CTCTTCCTCTTTCTCCTCCTCA TTCCATGCCTCCTCTTTTTC 251

Ad02A1577 Aradu.A02 1577 c (AAG)7aaaaaa(AAG)748 4254651 4254698 CCTCCTCATCTTCTGCTGCT TTCTTTTTCCATGCCTCCTC 243

Ad02A1579 Aradu.A02 1579 p3 (AAT)11 33 4260336 4260368 GCATTTGTTTTGGTGCATTG ACGAGGCACACCCTTTACAC 208

Ad02A1580 Aradu.A02 1580 c (TTC)6caaattcgcataggttcttcttcttcccttcttctt(CTC)6ctaat(TTC)695 4261036 4261130 TCCTTCCCCTTCTCCTTCTC GCATCATCAAGTGAACCTCAAA 247

Ad02A1583 Aradu.A02 1583 c (A)12gacaacaacttgca(CT)842 4263527 4263568 AAATCACCCACCAAGATCCA CTTGGGGCGTTGTTAGACAT 213

Ad02A1585 Aradu.A02 1585 p5 (TATTT)6 30 4264763 4264792 TGGAAAGGAGGAATTGATGG GGGATGTGGCATTTATTTGG 206

Ad02A1587 Aradu.A02 1587 p3 (TTA)13 39 4266166 4266204 TGGAGAGGTTATTAAGTGTTTCAA CACTGGCACTTCAGTTTGTCTC 280

Ad02A1588 Aradu.A02 1588 c (AAT)7gaggcacaacaa(TTATTT)563 4266401 4266463 GTGCATGACTTCCACGTTTG TTCGAGTTTCAACATTCAGGG 198

Ad02A1589 Aradu.A02 1589 p2 (AT)9 18 4268174 4268191 GGATAGTTTTCTTTTCACTTTTGAAC AGAATCGGCGTTTTTGTCAC 240

Ad02A1590 Aradu.A02 1590 p2 (AT)7 14 4270397 4270410 CCCAATCAAGTGGTACGGTC TGTGTGAAATGTGACCAAATGA 211

Ad02A1602 Aradu.A02 1602 c (AAG)5agggaaaagaagagagagaaagaaaaagagaaag(A)1059 4298142 4298200 CATCAAGAATGAAGAAGAATGTGC GCCAATGGCCATGGTAAATA 271

Ad02A1605 Aradu.A02 1605 p3 (ATA)5 15 4302019 4302033 TTGTGTGCCAAATTTCGTGT TTGCTTGAAAAAGATGCCCT 280

Ad02A1606 Aradu.A02 1606 p2 (TA)6 12 4302275 4302286 GGGCATCTTTTTCAAGCAAT AGGTGCATGCTATGTTGCTG 158

Ad02A1607 Aradu.A02 1607 c (TAA)6attcttaactttctccaacaaaaaaaattaaaaatacacttttta(T)1073 4303611 4303683 CCGTGTCTTTTCTAACATTGCC CCACTGTTTTGAAGTGTGCAA 275

Ad02A1608 Aradu.A02 1608 p4 (TTTA)5 20 4306920 4306939 TTTTCCATTGTGCAACCAAA GGAACGGATCACAGAAAACAA 222

Ad02A1610 Aradu.A02 1610 p3 (TTC)5 15 4308921 4308935 TCCATCACCCACTTCTTTCA AAACAGGCCACATGGGTTTA 159

Ad02A1612 Aradu.A02 1612 c (TA)6aaattaaaaaaaaataatgagggacctaaggctacacttatataaagtagctatagtatac(A)1083 4310058 4310140 GAATGTATTTGCTGTGTTTTGC ATAAGTGTAGCCTTAGGTCCCTC 260

Ad02A1618 Aradu.A02 1618 p3 (AAT)7 21 4318907 4318927 CGATTGCCGATCATTTGTAT TTTCTTTCACATTATTCACGAGGA 271

Ad02A1619 Aradu.A02 1619 p3 (TAC)5 15 4319094 4319108 ACGGTAGTAGTGCCACGCTT CGTCTCCGCGGAAATAATAA 180

Ad02A1623 Aradu.A02 1623 p3 (CGC)5 15 4321405 4321419 TATCCCTTCTCTCTCCCCGT GGGATCTCATAGGACGCAAG 221
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Ad02A1624 Aradu.A02 1624 c (CT)6t(TC)9 31 4325422 4325452 CAGTTGCTGTGAGTGTTCCTG TATGCAGTTCCCTGGTGTCA 221

Ad02A1625 Aradu.A02 1625 p2 (CT)10 20 4327431 4327450 CCAAAACAAGAATGCACGAC TCTAATCCTTGGCCGTTCAC 235

Ad02A1626 Aradu.A02 1626 p3 (AAG)5 15 4329849 4329863 TGAAAAAGGCAGAAGCAAAGA GGCAATTTTGTCGGGATCTA 154

Ad02A1628 Aradu.A02 1628 p3 (CAA)5 15 4341317 4341331 ACACCATCCCTCAGAACTGG GCGTACGAATCCTTGCTTTC 274

Ad02A1631 Aradu.A02 1631 p3 (TTA)16 48 4344787 4344834 TTGGACCAAATGTGGATGTT TTCTTAAGTTTGAGGCGGCA 186

Ad02A1632 Aradu.A02 1632 p2 (TA)6 12 4346918 4346929 GGTGTTTGCTTAGCTTGGCT TTTGCATTTAAAAAGTTTCACCA 231

Ad02A1634 Aradu.A02 1634 p2 (AT)8 16 4348782 4348797 CATGCATTAGATCAAATTTTAAAAACA TGCAAACAAAACATCAAATCC 162

Ad02A1640 Aradu.A02 1640 p2 (TA)6 12 4354723 4354734 TTCTCCAAAAGAATCACGCC TCAGTCTGAGAATTGACTTTTGATT 226

Ad02A1646 Aradu.A02 1646 c (T)11ggtagagtaatgtaattatttaataagtaaaaactaaccctttgttagtttcataacgaataaca(T)1086 4376093 4376178 TGGTAAATTATGCAAGTCAAAGACA GCCCAAGAATTGAAGGCTATT 273

Ad02A1649 Aradu.A02 1649 c (A)11ggcaggccaaaaggcgatggaaatagaggacaatgtaaatatttggaaatatgtaccaagttccaacgtgtgcattctattctccagaaat(A)11113 4379085 4379197 TTTCTTTCGTTACGTATAGTTCATTTG CCTTCGACTTGCCTCTTTCA 272

Ad02A1650 Aradu.A02 1650 p3 (TCC)6 18 4383461 4383478 ACCTCTTTCCCGACCAAGTT GCCGGATTTAGAGGTCTTCC 159

Ad02A1653 Aradu.A02 1653 p4 (GTAT)7 28 4399148 4399175 ATGGATTTTGTTGAAGGCCA GAAATTGCGTGCAGTTTTGA 229

Ad02A1656 Aradu.A02 1656 c (T)12agttacacatatcttgtttttaatcacaaaaaaatgtatgttataataaaactg(TAA)1096 4404685 4404780 TGCTTGTGCATCATGTTTGA TTTCTTGGTGAATGTTGTAGCC 201

Ad02A1664 Aradu.A02 1664 p3 (CTT)5 15 4415434 4415448 CTTCTTCTCATTCCTCCTCATCTT TCGAGAGGACAAAACAAGAAAA 115

Ad02A1668 Aradu.A02 1668 p2 (TA)6 12 4417007 4417018 AAACCCTACACAGGTAACCCAA TGCAATTCTCTCTCTCTTTACTTTTT 256

Ad02A1669 Aradu.A02 1669 p4 (TTTA)8 32 4422851 4422882 GCTGCCCATAATAATCATCCA TTCTTGCATCCAATTGACCA 231

Ad02A1673 Aradu.A02 1673 c (TTA)5taatggcttatgattaaaattaaatttcaattgg(TAA)667 4429157 4429223 AAAATGTTGGTACTTTTGCGTTT TGTCTTGCAACCCTGAAGAG 231

Ad02A1675 Aradu.A02 1675 p3 (TCA)7 21 4432945 4432965 ATGAGCCTCCACCTGAAAGA TCGATGTGCCGTTACGTTTA 250

Ad02A1677 Aradu.A02 1677 p3 (TAA)6 18 4438262 4438279 ACAGAATGTGCCGGAAAGAC TGCATTTGTTTCCAATTTTCA 266

Ad02A1679 Aradu.A02 1679 p2 (TA)7 14 4451681 4451694 AATTTCTGGTGCGGAAAATG TGGTTGATCTTTGTCCATCATC 248

Ad02A1681 Aradu.A02 1681 p3 (ACA)7 21 4454578 4454598 CCTCCAATGCCAACGTTACT GACCCCACTTACTGGGACAA 112

Ad02A1682 Aradu.A02 1682 p3 (TCA)7 21 4457274 4457294 ATGAGCCTGCACCTGAAAGT ATTGCCGTTTCGTTTGAATC 250

Ad02A1685 Aradu.A02 1685 p3 (TAA)5 15 4467543 4467557 GAATTCACCCAGACGTTAAGAA TTCTTGTACCAATGTTTTTGCTTT 228

Ad02A1687 Aradu.A02 1687 p2 (AG)6 12 4470119 4470130 AAGCAACGCTCTTCTTCCTTC CTTCAAAGCCATTTTTCGGA 261

Ad02A1688 Aradu.A02 1688 p2 (AG)14 28 4480559 4480586 TTGGTCAAAATGGCAGAGTG CCAAATCACTTGAGATGCGA 274

Ad02A1689 Aradu.A02 1689 p2 (GA)6 12 4485646 4485657 CAATGATAAGTGCCTGTTGGG GCCATTTGAAATTTGCTGCT 204

Ad02A1693 Aradu.A02 1693 p3 (TTA)17 51 4491683 4491733 TCGTGTTAAAAACAAAAATTTGAGA ATTTCCTTCTTCAGCTGCCA 129

Ad02A1698 Aradu.A02 1698 p3 (TAA)5 15 4500070 4500084 TCTTTAAAATTTGGTGATTTTTCGT CACCATCGAATTATTCAAAATG 270

Ad02A1704 Aradu.A02 1704 c (A)12ctcaacatttatctcattctaaaaatg(TAA)863 4515167 4515229 TCCCCTTCTCTTTTTCTTTGG AGTCGTTGGATTCTCACATTG 232

Ad02A1705 Aradu.A02 1705 c (T)15aatcc(T)10 30 4520087 4520116 TCTCCCTCTCTTTGGAGCAA CAACAAATTCATGAGCAACGA 269

Ad02A1706 Aradu.A02 1706 p3 (ATT)5 15 4522242 4522256 TTGGCTCCTCGTACTTTTCC TAAAGCAGGGTGGAGTTTGG 120

Ad02A1711 Aradu.A02 1711 p3 (CAT)5 15 4530937 4530951 CCTCACCTTGTCCATCCACT GCGTGTGGACTTTGATGATG 191

Ad02A1712 Aradu.A02 1712 c (AGA)5t(GAA)5 31 4531768 4531798 TTTTGAGAGCTCCACAACCC TCCCTCTCTCCCTCTTCACA 170

Ad02A1713 Aradu.A02 1713 p2 (GA)7 14 4531974 4531987 TGTGAAGAGGGAGAGAGGGA CGAAATTGAAGGCACCACTT 164
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Ad02A1714 Aradu.A02 1714 c (CA)7aaccacta(T)1133 4544939 4544971 AGAGCCAGATCGAGTATCCG CATCGGTCAAGCCTGAAAAT 124

Ad02A1715 Aradu.A02 1715 p3 (TAA)5 15 4547725 4547739 TCCCAATACTTATTTAGGCGGA TTCCCTTGGAGTTCTTGGTG 225

Ad02A1718 Aradu.A02 1718 p2 (AT)7 14 4554654 4554667 CGCGAAGACGTATCACTCAC GTACCCTAGCCGGCCTAAAC 161

Ad02A1722 Aradu.A02 1722 c (T)10ctttttttaattacctta(TCT)5tgatcaaagctttcttcacttcttcttctattgcttcttttgttttcaatgtcttttgttggagatctgaatgctcttttaactgcagtcaaccatga(ACT)5156 4570096 4570251 TGCTTTCACAATTTCATTAGCC TTGGTGATGGGAAAGAAAGG 229

Ad02A1731 Aradu.A02 1731 p3 (ATA)5 15 4579262 4579276 CACCAAATTCTTCTTGATCTCCA AAAATTGAGGGTCAAAATGTCC 183

Ad02A1734 Aradu.A02 1734 p2 (AG)6 12 4586259 4586270 TCAAGAACCTGAACCAAGAAGA TGGTTAGCCCATTAGTTGCTG 211

Ad02A1735 Aradu.A02 1735 p2 (AG)6 12 4586860 4586871 TTGAAATCGGTGTTGCTGTAA TTTTGGTTCACAATACAATTCACA 229

Ad02A1738 Aradu.A02 1738 p3 (AGG)5 15 4588865 4588879 AAAGGGCTAGGGTTTGAGGA CTGTCACTTGCATGCCCTAA 243

Ad02A1739 Aradu.A02 1739 c (T)10gcctcttccattcttttcaaannnnnnnnnnnnnnnnntt(A)1767 4590659 4590725 CCACTGGACCATTCCAACTT GTATGAGTGGGGTCAATGGG 258

Ad02A1742 Aradu.A02 1742 p4 (ATTA)5 20 4593052 4593071 CCCACCACTGTCCCTCTAAA TGTCCCATAGACAATTATGCAA 145

Ad02A1744 Aradu.A02 1744 p3 (CTT)6 18 4594711 4594728 TGAGGCTATTACGGCTTGCT TCTGCTGACCCTCGTTCTTT 231

Ad02A1746 Aradu.A02 1746 p3 (GAA)5 15 4599601 4599615 TTGACACACTCTATCTATCAAGTGAA AACTGAAAGTGCGGTGGTTC 187

Ad02A1748 Aradu.A02 1748 p2 (AG)7 14 4604667 4604680 AGTACCTGCGGTAGACGGTG CCACATGGCATCAGTATTGG 224

Ad02A1749 Aradu.A02 1749 p2 (TA)8 16 4608777 4608792 TAACCCCCTCTATCCTGGCT CGTGGCATCCTTTTGTATCA 264

Ad02A1750 Aradu.A02 1750 p2 (AT)6 12 4609481 4609492 GCCATGCCGTTAAGTTTTCT TGTTTGGATTCATTTGAATACTTTTG 278

Ad02A1755 Aradu.A02 1755 p2 (AT)11 22 4615835 4615856 TCAAGACCAATTATTTTTGTGAAA AGTTGGATCCGGAAGTGAAA 188

Ad02A1760 Aradu.A02 1760 p2 (AG)10 20 4628961 4628980 ACGCATGCATGTTTTGAGAG TGGCTGAGATTGTCCTGTTG 108

Ad02A1761 Aradu.A02 1761 c (T)12aatgggaaagcatataactaaaattctaagtgat(ATC)561 4629724 4629784 TGAGTTGTTGATCATTCAAAGATGT TTGGGTTTGAATCTTGTTATTGG 210

Ad02A1762 Aradu.A02 1762 p3 (AAT)7 21 4629956 4629976 CCAATAACAAGATTCAAACCCAA TTCCTCCCATGTTCGATTGT 207

Ad02A1764 Aradu.A02 1764 p3 (GTT)6 18 4630800 4630817 CTCTAGGCTTGGGAGCTTCA CCACCACCTATTCGACTCGT 235

Ad02A1765 Aradu.A02 1765 p3 (GGT)5 15 4630928 4630942 CACCACCTCTTCCCATTTGT AGGGTGGGTGGTGTGTAGAA 179

Ad02A1766 Aradu.A02 1766 p3 (AGA)5 15 4632718 4632732 CTCATGCTTTCTGGCATTCA CACACAACACACCACCCTCT 231

Ad02A1767 Aradu.A02 1767 p3 (ATA)7 21 4633834 4633854 GGGGACACCAGACACCAATA GCACTTCTTCCAGCATAGCC 154

Ad02A1769 Aradu.A02 1769 p2 (TA)8 16 4636696 4636711 TGACATTTATCGACACTCATCG TGAAACACAACACGCAAACA 276

Ad02A1771 Aradu.A02 1771 p2 (AT)6 12 4637317 4637328 CAAAGGCCAGCAACTTCTTC GAAAACCGGTGAGAAAATGTC 206

Ad02A1779 Aradu.A02 1779 p3 (AAT)5 15 4648649 4648663 CACAGAGCTGAGGGAGGTTC TTTATGGGAGCATCCTCGTT 208

Ad02A1780 Aradu.A02 1780 p2 (AT)7 14 4650657 4650670 CCAAAGTTGAGCCAAAGAGC CATCACACTCGAAACGTTGAA 280

Ad02A1781 Aradu.A02 1781 p2 (TC)17 34 4651041 4651074 TCATTCAAGCGAGGTAACCA CCATGAAAGGTACCAGGCTC 262

Ad02A1786 Aradu.A02 1786 p3 (CAA)6 18 4662938 4662955 CAGGATTCAATTCTCCCGAA CGTTTGATTCATGTAGCCGA 122

Ad02A1790 Aradu.A02 1790 p3 (CTT)6 18 4674638 4674655 CGGTATTGCCGGCTAATCTA AAGAGGTGTCAATGGGTTGG 122

Ad02A1794 Aradu.A02 1794 c (TGA)5taataatgatgataaccatgatgataa(TGG)6gttcttattcagcttgggcttcttggttgattttggagaaagttc(TGA)5120 4690647 4690766 TTTTTGAGGTAGGGGTGGTG TCACCCCCAAAATTAACCAA 226

Ad02A1797 Aradu.A02 1797 c (A)10caaaacacacatgaatgataagcacataatatccaccac(A)1059 4714296 4714354 TTCAAACCTCCACAATTTTACA TTTGGTTGGTTGAATTGGTTC 273

Ad02A1798 Aradu.A02 1798 c (ATT)12tgtacaataatattgtatcataattttttgtatttttcaaacaaaaataatgataaatttattccttagattcttatgtatgtatttataatataaaaag(TA)7gtcactc(AAT)6175 4715862 4716036 TTTCCGTTAAACATGACAGCC AAATGATTTCAACCTTAAATTTGTTG 274

Ad02A1802 Aradu.A02 1802 p2 (TA)8 16 4728265 4728280 ACTCGACCTGCGAAGCTAAG GCTGAACGTCTGGAGTTTCC 226
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Ad02A1803 Aradu.A02 1803 p2 (AT)6 12 4729049 4729060 GTACGTGCATCCCCAAATTC GGAGGTTTCGTTTGAAGTGG 271

Ad02A1804 Aradu.A02 1804 c (A)10gatgaataagaaaaaaagaa(GAT)545 4733562 4733606 CGCAACTTAATAAAACATGCATAAA TCTTCTCCTTATCTTTTGTTGCTTC 263

Ad02A1806 Aradu.A02 1806 p3 (AGG)5 15 4734987 4735001 AAAAAGGAGGAAGAAGGGGA CACCACTACCACCACCTCCT 129

Ad02A1809 Aradu.A02 1809 p3 (TCA)5 15 4740027 4740041 TCCCTAACATCTTGGGTCAAA TTTGTTATGGTGGCAGTGGA 197

Ad02A1810 Aradu.A02 1810 p2 (AG)6 12 4740309 4740320 TCGGAAAACAGAAAGAGGGA CACTAACATTGCTGGCGAGA 238

Ad02A1813 Aradu.A02 1813 p2 (GT)6 12 4756676 4756687 GCGTACGCATGATACTGTGC CATCCGGTTTAACCAATCGT 260

Ad02A1817 Aradu.A02 1817 p2 (CT)16 32 4764457 4764488 TCGGAAAATGAAAATGAAGGA TTTGCAGAAGAAAGACAAAGGA 193

Ad02A1819 Aradu.A02 1819 p2 (AT)10 20 4768269 4768288 AATGAACCCAATGCGTTTTC TTTCGGCTTCACGGTTTATC 274

Ad02A1822 Aradu.A02 1822 c (A)13caagctaggtttggtggtggtg(GTT)550 4793713 4793762 TCATGGGAGAGGTTGATTGA CAAAATCGGGAAAACATTGG 171

Ad02A1828 Aradu.A02 1828 c (A)10tcttatatttgctgtaggtagagtattctatcaattcaaaaaatactgataaaggacattaccttattaagaaaaaaaatatttcaat(A)10108 4829125 4829232 TCAAGCAATATTTTCTGTTAAATCAA TGTTGCACTAACAGTTTCTGAATG 235

Ad02A1829 Aradu.A02 1829 p2 (CT)11 22 4831345 4831366 ATCGACCGAACCAGAAGTTG TGACAAACCAGGTGGTGCTA 238

Ad02A1831 Aradu.A02 1831 p3 (TCA)6 18 4834946 4834963 TTCCAATGACAAAAGGTGGT AGGCATATACGTCTTAATGGTGA 280

Ad02A1833 Aradu.A02 1833 p2 (TC)7 14 4840875 4840888 ACTCAAAATTCGAACCGCAA CTGTCGGAGAGATGAGAGGG 108

Ad02A1835 Aradu.A02 1835 p2 (AT)9 18 4847536 4847553 TCATCAACACCCCTGTACCA GCAGAAAAACTGTATGCCCAA 270

Ad02A1839 Aradu.A02 1839 c (T)10cttttgggagaagatcaa(T)1038 4851749 4851786 TTCACCATCATGTCCTCCAA CTCTCCCTCACCATTCCAAA 175

Ad02A1841 Aradu.A02 1841 p3 (TTA)5 15 4860947 4860961 TTTTGAAATGTATAATGAGGCCAA TGGAAAATCAATACGGGCTC 266

Ad02A1842 Aradu.A02 1842 p3 (ATC)5 15 4861419 4861433 CCTGTCATGACCCCATTTTC TCTTCAAAATGCTTGCTCCA 250

Ad02A1843 Aradu.A02 1843 p3 (TAT)6 18 4863118 4863135 AAATCCTCACATATCTTTACACGG TTTCTTTGCTGCCTCTGGAT 152

Ad02A1847 Aradu.A02 1847 p3 (TAA)5 15 4866644 4866658 GCACTCAAAATTTAGCAGAGGAA CAAGTCCTTGAGTACTAGCACAAAC 280

Ad02A1849 Aradu.A02 1849 p3 (TAT)15 45 4873088 4873132 ACCTTATTAATCAACTACAAACCCTT TGGATGTTTACTCCCATCCAT 214

Ad02A1852 Aradu.A02 1852 c (TTC)7actatttcagtatattgtgctgagaaatttaaaagtt(A)1169 4875119 4875187 TTGGATACAAAGCTGAGGAGG AGGGAGGAAGGAGTGGATGT 220

Ad02A1853 Aradu.A02 1853 p3 (ATG)5 15 4875990 4876004 TGAGGTTGATGGTGGTGCTA ATCCGTCCTCAGTTATCCCC 239

Ad02A1856 Aradu.A02 1856 p3 (ATT)17 51 4889904 4889954 TCCCCCATAACCGTATTTCA AACAAGCAGCAAATTTTGGAA 246

Ad02A1857 Aradu.A02 1857 p3 (TGA)5 15 4890981 4890995 TGTGCCCACCATTTGTCTAA TGATTTCCTCTGACGAGCCT 274

Ad02A1863 Aradu.A02 1863 p2 (GA)8 16 4896778 4896793 GTCAGCATGTCCAGTAGGCA TCTCTCTTCTGTGAACCGCA 112

Ad02A1864 Aradu.A02 1864 p3 (TGT)6 18 4897027 4897044 TCTGTGAGCGAGGTTCGTTA TCACTTCCTCACTGTCACCG 264

Ad02A1870 Aradu.A02 1870 p3 (GAT)6 18 4911029 4911046 TTTGCAGCATTATGTGTTTCTTC TCTTCCTCTTGCTCCTCTTCA 195

Ad02A1873 Aradu.A02 1873 p2 (GT)6 12 4925943 4925954 ATTCGAAGACCAAAACGTGG CCCTTGGCCCAACTAAACTA 259

Ad02A1876 Aradu.A02 1876 p2 (AG)6 12 4935140 4935151 CAGCTAAGGGGGAGAGTGTG CCCAGCTTCCTTCATTCATC 217

Ad02A1881 Aradu.A02 1881 p3 (CAT)5 15 4958969 4958983 GCCATGGATTCACCTTGTCT GATTATGCCCATGATGTCCC 141

Ad02A1883 Aradu.A02 1883 c* (T)10(TG)7* 23 4961347 4961369 CGGAGTAAGGTGTGTGCTTG GGAGAGAAAAGGAGCAGGTTC 242

Ad02A1889 Aradu.A02 1889 p2 (TA)6 12 4975649 4975660 AAAGTGCGGCCAGAGAATAA CGCGTTCATCCCTAAACTCT 189

Ad02A1890 Aradu.A02 1890 p4 (TTAT)5 20 4976276 4976295 ATCCGATCCATGAACACTCC CGGGGTAAGAGATACCGTGA 137

Ad02A1892 Aradu.A02 1892 p2 (TA)9 18 4977488 4977505 TTTTGTAAATTCATGTGTTAGTTTGAA TTCGACTTTTGTATTCAGCAAA 280
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Ad02A1894 Aradu.A02 1894 c (T)10c(A)10 21 4981438 4981458 TAAAATGCAGTCGTGGAGCA TGACCGTAATCACCACTTTCC 157

Ad02A1895 Aradu.A02 1895 c (A)10caaaaataattgcatatatattattttctt(A)1151 4983005 4983055 TGAAGCTGAATTTTGTTCATCATA TTTGTGAGACTTGGAACAAAAA 259

Ad02A1900 Aradu.A02 1900 p2 (GA)7 14 4987144 4987157 GCCTTGCCGTACACTCTCTC TCCGAAAACAAGAAAGAATAAAAGA 101

Ad02A1901 Aradu.A02 1901 p2 (TC)6 12 4988920 4988931 ACCCCATTTCTCAATTTCCC TACACTCTCCCTCTCCCCCT 248

Ad02A1903 Aradu.A02 1903 c (A)13ttaattacctttatttc(T)10attgtagttctttggtgagtcacatttggaattgaactatttagagcaacaaggtttggttttggattcagaatcagcattgaggctt(GAA)6146 4989797 4989942 TGGGTGTGTGAGAACTGAAAA TTGAAGGAATGGCATGTTATCTT 280

Ad02A1904 Aradu.A02 1904 c (AAC)6aataataataatgttcaagaacttgatcaaaagagttgtgtcacacatgatgtcatggtagagatg(CAA)6102 4990108 4990209 TCCCTTTCAAAGATCCAACAA CAACATGAAGCTGAGGCTGA 241

Ad02A1905 Aradu.A02 1905 p3 (TAT)13 39 4990776 4990814 TTTGGCATAAGTTTCTGAATGC TGGGGTTGTTTTATTCAAAGAGA 226

Ad02A1906 Aradu.A02 1906 p3 (TGG)6 18 4991403 4991420 CAACAAATGGTGGTTATGATGG CAATTGACCATGCCTCCTTT 212

Ad02A1909 Aradu.A02 1909 p2 (TG)10 20 4992706 4992725 GGGAACACATGGCACTCATT AAAAACAAGAGCATTTCTCAAACA 255

Ad02A1911 Aradu.A02 1911 p2 (AT)6 12 4994306 4994317 TGCACCCTTTCTGCTTCTTT TTTGAAATTTTGTGAATGGTCTC 245

Ad02A1918 Aradu.A02 1918 p3 (AAC)12 36 5012255 5012290 TCCCTCCCCTCTTCTTTCTC TGATGCTTTGGTTGCTTCTG 235

Ad02A1920 Aradu.A02 1920 c (GAT)8gac(GAT)748 5039255 5039302 AAGGAGGATGATCGGAGGAG CGATAGGGATGATAGCCGAA 239

Ad02A1925 Aradu.A02 1925 p3 (ACG)7 21 5051636 5051656 AGGAGGAGATGGTGATGACG CGATAGGGATGATAGCCGAA 221

Ad02A1927 Aradu.A02 1927 p3 (TCC)5 15 5060376 5060390 TTGTAGCAAATTTCGGTGTAAAA TCAAAACTGCAATGCTCAAAA 247

Ad02A1930 Aradu.A02 1930 p3 (AAT)21 63 5062929 5062991 CAATCATTTGGTGGTTGCTG TAGGAGTTTCATGGTTGGGC 194

Ad02A1931 Aradu.A02 1931 c (TAG)5tggactcataattgtttttgttcatatcacggtaaaattattatagtctaagaacaaat(A)1185 5063315 5063399 TGGGAAAAGCATCTCCACAT GTTGATGCCATTGTTGTTGC 245

Ad02A1935 Aradu.A02 1935 p2 (TC)6 12 5066644 5066655 ATCCAAACCACCTGAGATGC GCTAAAGGGAAGCACGAAAA 173

Ad02A1936 Aradu.A02 1936 c (T)10atttatttagatacactcaccaaa(AT)748 5070249 5070296 TGGAAATCCGGAAAGAGAGA ATTCATTTGGCCACTGCTTC 252

Ad02A1937 Aradu.A02 1937 p2 (TA)6 12 5071292 5071303 GACCGATTCAACAACAATTTCA GTGTTCCTAACGGAGATGCC 276

Ad02A1939 Aradu.A02 1939 p3 (TCT)5 15 5082618 5082632 CGAGGGTGCATTAGGGTTTA GGCTCCATCATTAGAGAGCAA 253

Ad02A1941 Aradu.A02 1941 p2 (TA)8 16 5098071 5098086 TTCATGATCGTATATTCGGGG ATTCATTTGGCCACTGCTTC 266

Ad02A1943 Aradu.A02 1943 p3 (TCT)5 15 5101691 5101705 TTGGAAACGCCACTAAAACC GGCTCCATCATTAGAGAGCAA 128

Ad02A1946 Aradu.A02 1946 p3 (ATA)5 15 5119712 5119726 TCCACTGAAATTTTTGGTTTCA TCAATTATTTTTGGAGCAATTAAAA 258

Ad02A1948 Aradu.A02 1948 p4 (ATTT)5 20 5121487 5121506 CGTGCACTACTCTCTTACCCTTT TGGGCTTATTGCATCTCCTC 232

Ad02A1949 Aradu.A02 1949 c (T)10atcaaattcgtgggaccagctcctttattttttttaaattctattgattctttat(A)1075 5121749 5121823 GAGGAGATGCAATAAGCCCA TCAGGAGTTAAACTGTGTAGACCAA 233

Ad02A1950 Aradu.A02 1950 p3 (TCT)5 15 5122808 5122822 TTGGAAACGCCACTAAAACC GGCTCCATCATTAGAGAGCAA 128

Ad02A1951 Aradu.A02 1951 p2 (TA)6 12 5123000 5123011 TGCAAAAAGCATTCCATCTTC GCTAATGAAGACAAAATAAACCAGG 277

Ad02A1959 Aradu.A02 1959 p2 (AT)8 16 5133957 5133972 GAAGATAACCGATCCGAGCA TTTCAGATGCAGGACGTGAG 194

Ad02A1963 Aradu.A02 1963 p2 (AT)6 12 5160800 5160811 AACCAACAAAATACATTCGCAA CAAGCTAAGTAGTGTAATGTTGGC 275

Ad02A1966 Aradu.A02 1966 p2 (TA)6 12 5176903 5176914 CGCAGTTTTGCAGATTCTTG TGCAATCTTTGTGGAGGTGT 255

Ad02A1971 Aradu.A02 1971 p2 (TC)14 28 5180309 5180336 TATTTCCATACCCCAACCCA AACCCTGCTCTTCGATTTCA 246

Ad02A1973 Aradu.A02 1973 p3 (AAT)5 15 5191747 5191761 TTGCAGCAAACATTCAGCTC AGCTGGTGTGTGGACACTAAGA 263

Ad02A1974 Aradu.A02 1974 c (T)10aataggcttatttttttgtattttttcttttttaacg(T)1057 5194187 5194243 TATACCGCTAGGCGCTAGGA AATTATGCGGATGTACCCGA 265

Ad02A1977 Aradu.A02 1977 p2 (TA)10 20 5206043 5206062 TGTTGCTTTTCAGATGCAGG AAATCGTGTTGCTCACGAAA 249
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Ad02A1978 Aradu.A02 1978 p2 (TC)6 12 5210497 5210508 CCCTCTCCTCATCATCTTCC GAATTTTGAGTCCCGTTTCG 109

Ad02A1988 Aradu.A02 1988 p3 (TAA)7 21 5243846 5243866 GCATACACAACACTTACTTAAATGGG TGCGTACCTTACAAAATGAGAAAA 172

Ad02A1989 Aradu.A02 1989 c (TAT)9c(ATT)12 64 5244777 5244840 TTTAAATTTATCCGCATTAAGACTACT TTTTTGCCAAATTTCAAGCA 141

Ad02A1990 Aradu.A02 1990 p3 (TTA)15 45 5245211 5245255 TTGGGACAAAATTGAAACAAAA AGAGCAAGTTAGTGTGCAGTGTG 190

Ad02A1992 Aradu.A02 1992 p2 (AT)6 12 5250509 5250520 TCATGCACACCCCTACTTCA TGAGAGATCGACACGTCACC 249

Ad02A1993 Aradu.A02 1993 p3 (TAA)5 15 5250847 5250861 TACTTCCGTTTTCCCTCCAA ACGTGAATGGGTAACAAAGATT 270

Ad02A1999 Aradu.A02 1999 p2 (AT)7 14 5266190 5266203 AGAAGTTAGAACCACATCCATTTC CGTGCTTGTATGCTGGATTC 271

Ad02A2000 Aradu.A02 2000 p3 (AAT)20 60 5273251 5273310 CGTGTCGTGTCTCATATCCG GATCTTTGGCTGTTTTCTTTCAA 279

Ad02A2001 Aradu.A02 2001 p2 (AT)7 14 5273694 5273707 TTCTTCACCCTATTTTTGTTTTGA GATGACTTGTTTTCAGGTGAATTG 274

Ad02A2004 Aradu.A02 2004 p2 (AT)6 12 5277858 5277869 CCTAGGACCAATTAGTTGTGGGT TCTCACACGTATCTTTCACCAGA 169

Ad02A2008 Aradu.A02 2008 p2 (GA)9 18 5294205 5294222 TTTGTGTTTAAGAAGGGGTGC GCGGTCCAACATCCTTTTT 176

Ad02A2009 Aradu.A02 2009 p2 (TA)6 12 5294748 5294759 AACTTTTGTTGGTTATGTAATGTTTTT TCATATTAAGGTGGGAAGGGG 163

Ad02A2010 Aradu.A02 2010 p2 (GA)11 22 5298310 5298331 GAGATTCAGCGCTGGAAAAG CGTGCAATACATTACCGTCG 261

Ad02A2012 Aradu.A02 2012 p2 (TA)7 14 5299189 5299202 TGTTGAGCCACATGGTGATT TCTAATTGGTTCCCCAGCAC 236

Ad02A2014 Aradu.A02 2014 c (T)10atcttttgaaattcaacaaaaattaaactttatagaatatctaatatcatattataaaatc(T)1081 5300122 5300202 TTTCTGACGTTCTCTCTCACACA GATCAATGGTGTAGGGTGGG 275

Ad02A2015 Aradu.A02 2015 p3 (TTG)9 27 5304870 5304896 AACATCCAGTCAGGAGGGTG CCGAATTAATTAGATAAATCAATGTTC 260

Ad02A2018 Aradu.A02 2018 p2 (CT)7 14 5307510 5307523 AAAATGGAAGGACAATGTTTTTAGA CACACACATGGTGAGGTCTTG 245

Ad02A2019 Aradu.A02 2019 p3 (ATA)17 51 5307630 5307680 GTTTGCAGATTAATGCCAGAA CGGATGTTTATTATCCATAGTACTCG 280

Ad02A2020 Aradu.A02 2020 p3 (TAA)9 27 5307962 5307988 TTGTACAGATAATTTCATTGACTTCC GCGATTGAAATTCCAAAAGAA 265

Ad02A2021 Aradu.A02 2021 p2 (TA)7 14 5311405 5311418 GCAGAGTCTGTCCAACCCAT CAAACAAGGGCTGGTCTCTT 242

Ad02A2023 Aradu.A02 2023 p2 (TC)7 14 5315533 5315546 TGGGGGAAGGAAGAAGATTT TGCTTCAATCATGATATTTATTAGACA 251

Ad02A2026 Aradu.A02 2026 c (T)12aatttcccctaaccaaaaaaaaattaaaaattaattttattcttagtttgtccctcttttcttgcttaattgtaaattattatcaatatttttc(T)10116 5318577 5318692 TTATCTCTTTTCCCAACACCC GACCCACACACACCCTTTTC 233

Ad02A2027 Aradu.A02 2027 c (CAT)6ataattgggggataatataaattattcatg(ATC)666 5318941 5319006 GAGGAGGAGGAAGAAGCACC GGTTGCGGTTGATTTTGATT 280

Ad02A2028 Aradu.A02 2028 p3 (CCA)5 15 5319246 5319260 TGAATCAAAATCAACCGCAA TGGGAATTACCAGCCTGTTC 258

Ad02A2029 Aradu.A02 2029 p3 (CTC)5 15 5319954 5319968 GGCGGCTATAATCATCCTCA TACCATTACCACCACCACCC 250

Ad02A2031 Aradu.A02 2031 c (TA)6tccactgttgggtctctctttccgttcactgcattaatggtgacgcagaaaagtttgttac(T)1083 5320921 5321003 AGACCTTTGTCATCAATCATCA TCCACATCAACCCAACAATG 280

Ad02A2032 Aradu.A02 2032 p3 (TTC)6 18 5321183 5321200 TGGTGACGCAGAAAAGTTTG GGAGAAGGAGAAGAAGAAGAATGA 257

Ad02A2035 Aradu.A02 2035 p2 (AT)7 14 5324986 5324999 TTAGCTAGGGGGCAGTAGCA GTCCAAATATTTAGTCATTTTACAACA 276

Ad02A2037 Aradu.A02 2037 c (TG)6(T)10 22 5326597 5326618 TGGATAGACATGTGAGGACGG CGGTAACGTACGTGATCAAA 271

Ad02A2040 Aradu.A02 2040 p2 (AT)8 16 5329553 5329568 CCCCCACCCTATACACACAC TTGGCGAATTTAAGTTGGTT 172

Ad02A2041 Aradu.A02 2041 p2 (AT)6 12 5330130 5330141 TGGATAACCAAAGTAGTTAAAAGATG TCAATCAATCCAAACCAACAA 126

Ad02A2044 Aradu.A02 2044 c (T)11agatttaggtgaattttacatagaatttttttgtctgctttatacataaa(T)1071 5332226 5332296 TTCATATCAAGATGTTTTCATTGAAGT TCGAAATGTCTAAAATTCTACCTTTGT 266

Ad02A2047 Aradu.A02 2047 p3 (ACC)8 24 5343704 5343727 TCAGAATTGAAACCATCCCC GCTTTTTGCTTTTGCTGCTT 278

Ad02A2048 Aradu.A02 2048 p3 (ACA)5 15 5349655 5349669 AATTTCAGCATTCAGCACCC TGAAGGGATGAAAAGATTGGA 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A2052 Aradu.A02 2052 p2 (AT)9 18 5353424 5353441 CCAAAGCTCCTAACTCAGCC TTTCAGATGCAGGTCGAGTG 276

Ad02A2053 Aradu.A02 2053 c (T)10gaaaatatcataggacaagttatcaggagtggatatatgtaggataa(T)1168 5356097 5356164 CAGGAAGAACAATAGGACCTGA CGAGACCAACAAAATCAAACC 198

Ad02A2054 Aradu.A02 2054 p3 (TTA)5 15 5360501 5360515 GCTTCACAAGCAAAAAGCCT TGATCTCCCAAGGGAAAATG 237

Ad02A2055 Aradu.A02 2055 c (GT)9(AT)7 32 5361106 5361137 ATGGATGTCGTCTTTGGGAA ATGATACACGGGACTCCGAA 277

Ad02A2061 Aradu.A02 2061 c (A)10tttgtttaaatgaaaagaaaaat(A)1043 5368542 5368584 TGTACGATATTTGGATGAAGAAAAA TGGATGAGAAGAGAAAATAAAATGAA 278

Ad02A2066 Aradu.A02 2066 p3 (TTC)5 15 5399225 5399239 CCTGGGAAGACGGACATAAA GCTTCCCCATCTGACACCTA 257

Ad02A2070 Aradu.A02 2070 c (T)17aagatgaaaattgaaaattgtttaaagctttggtt(GAA)567 5423107 5423173 GGAAATGGAATTGTGGCACT ACCAACACTCTCTGCTTCGC 201

Ad02A2072 Aradu.A02 2072 p2 (GA)7 14 5426357 5426370 TGCTTCCATGTTTCCTGATG TTGCTACACAAAGCACGGAG 138

Ad02A2075 Aradu.A02 2075 c (T)12ataaattttaaataattttttcg(T)1045 5435970 5436014 CGTGACACAGTGCTGCAATA CCTCTCTCTTCGATCACATCC 172

Ad02A2082 Aradu.A02 2082 p2 (AG)11 22 5456086 5456107 GAGCTTTTGTCCTGGATTCG TATTTGCATAGGCGTGTTGC 234

Ad02A2087 Aradu.A02 2087 p3 (TAA)5 15 5459695 5459709 GTTTGGAACACCTCCCAGAA TGGCTTCATCAGGGATATGA 185

Ad02A2093 Aradu.A02 2093 c (A)10tgaaaatcacactatgaaaggaaactttgaaagtatgatgttttgtatggacacttggcaatgatgtctttaaagtatctcacacgctctcatttt(ATA)12142 5470187 5470328 TTTCCTTAGAAATGGATCCGAA GCACAAATCAATGGTTGAGAAG 250

Ad02A2096 Aradu.A02 2096 p3 (ATA)11 33 5480028 5480060 TCCGAATATCCCAATTCCAA GCACAAGTCAATGGCTGAGA 234

Ad02A2098 Aradu.A02 2098 p3 (TAT)17 51 5484595 5484645 CCCAAGTCTTTGCCTTGTTC GGTTACAAACCAGGGTGTCTTT 162

Ad02A2100 Aradu.A02 2100 p2 (AG)6 12 5495569 5495580 AAAGGTTATGTTATTGTTAAAAGGTGA TGCAGCAACACACAACAGAA 248

Ad02A2101 Aradu.A02 2101 p2 (TA)6 12 5500088 5500099 AACTATCGCTATGGCAACAAA AGCGTTTTCATCTATCATGGG 272

Ad02A2102 Aradu.A02 2102 c (CT)6cactcacacaca(CT)636 5500376 5500411 CTGAACTTGGTTCGTGGGTT AAGAAGGGGTCAGAGTGGGT 129

Ad02A2103 Aradu.A02 2103 c (AG)6tgtgagt(GA)835 5501497 5501531 AGCGGAGTGTTGAGGAAGAA TACGTGTCACTCCCTCCCTC 114

Ad02A2107 Aradu.A02 2107 p3 (TAC)5 15 5510595 5510609 CTGCTGGAGTGACCAGAACA GCCGAAAATGAGCTGAAAAG 157

Ad02A2108 Aradu.A02 2108 c (AAG)5aaagaagaagaacctcggagaaaagaacaagtttccttttttttgtcaagaaagaaagaatttatgttcccgttttttg(T)10104 5511638 5511741 ATCAGCTGAACCAACCAACC GTGGACTTTAGGCCCAACAA 261

Ad02A2111 Aradu.A02 2111 p2 (AT)8 16 5520206 5520221 TGTTTTCATAACAGCTGGCAA ATTTAGCAACAAATTCTACGAACA 226

Ad02A2115 Aradu.A02 2115 p2 (CT)10 20 5525619 5525638 TCACTCCTCACTCATCCCCT TGAGAGATTTTTGGGTTGGC 256

Ad02A2121 Aradu.A02 2121 p3 (AGA)5 15 5533935 5533949 GATCCCCCTTCCCAAAATAA AAGAAGTGCGGTGAAGATGG 276

Ad02A2122 Aradu.A02 2122 p3 (AAT)6 18 5534325 5534342 GGGTCACTCTCAATTTTCAACC TCAATGTTCCACAATTCCACA 270

Ad02A2124 Aradu.A02 2124 p4 (TGAA)5 20 5537274 5537293 GGGATGTTGGAGGAATGATG TGAAAACAATGTGGCCTTTTC 245

Ad02A2127 Aradu.A02 2127 p2 (AT)6 12 5542155 5542166 TGCGCACCATAATCTCGTAG CAAGACGAGGCATGAAATGA 214

Ad02A2128 Aradu.A02 2128 c (T)10ctcgagagcatagtgttatagtgtacctagttttatcctaattttaacaatg(A)1072 5543037 5543108 ATTTTGCCATAGCCTTTGAA TTAAACATTTTAATTTAAGTGACTCCC 239

Ad02A2129 Aradu.A02 2129 p2 (AT)6 12 5546338 5546349 GTGCATTACTTTGGTTTGCC TGCCTATATACAAAAGGTCAATCA 279

Ad02A2131 Aradu.A02 2131 p2 (TA)11 22 5546978 5546999 GGTCTAATCCTGTTCCGTCG CAGAACACTTCAACAATTGCAT 117

Ad02A2136 Aradu.A02 2136 c (AT)8ccatgctttaaaatagattgcgatcaagaattcattaattatttttgagatgggaaagttttttttctaacttc(T)12102 5555042 5555143 CTTTTAATGCCATTGCCACC CCGAACCAAACCTGAACACT 218

Ad02A2139 Aradu.A02 2139 p2 (TC)6 12 5566208 5566219 GGCAAAATTATCCGAACCCT AAATGAGTCGGGCTATGGTG 258

Ad02A2140 Aradu.A02 2140 c (A)10gaaaatataaagaaactgaaaaatattaattaattattagcttcctaatttttcctttttacggatat(A)1088 5567857 5567944 TTTTCCGCTTAAATGATGATG TTATGGCCATTACAAAATCCA 271

Ad02A2142 Aradu.A02 2142 c (T)10aata(T)10 24 5569759 5569782 TCCGACCGTTCCTTTTTATG CGCCAAGCAATCCTTTCTTA 278

Ad02A2144 Aradu.A02 2144 p3 (ATA)7 21 5571024 5571044 TCTATTTGATAACTCATCCAGCTTGT TGCATGCAAGCTTTTGTATGTAT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A2145 Aradu.A02 2145 p3 (TTA)5 15 5571576 5571590 CACTCCCACACAGAGCAACA TCTCATCAATGATCAAACACCC 159

Ad02A2151 Aradu.A02 2151 p3 (ATT)9 27 5578970 5578996 AGACAAGCACACATCAACCG CAATTGCAGAGTACGCCAAA 263

Ad02A2154 Aradu.A02 2154 p2 (CT)6 12 5582007 5582018 TTTGCTTTTTCTCGTTCTCTCT AATGTTGACTTGGGCCTCAC 185

Ad02A2155 Aradu.A02 2155 p2 (GA)6 12 5582211 5582222 GTGAGGCCCAAGTCAACATT AAGTCGATCCAACGGTGAAC 198

Ad02A2156 Aradu.A02 2156 p2 (AG)6 12 5586857 5586868 GGGGAGATTTGTTGGGTTTT CCAACGGTGAACAACTGAGA 224

Ad02A2158 Aradu.A02 2158 p3 (TTA)9 27 5590568 5590594 TGTGGCAATTGATGCTGATT AATGGAGAGTGGAGACCATGA 201

Ad02A2159 Aradu.A02 2159 p3 (ATA)20 60 5591831 5591890 CGTTGGCATGAAATTGAAAA AAAGTTGGTAACATTTGAGTGAAAGA 248

Ad02A2162 Aradu.A02 2162 p3 (TAT)5 15 5600011 5600025 GATTGGATTTATATCTCCACGG TTAAGATCGCGTGCTCAATG 185

Ad02A2163 Aradu.A02 2163 p2 (TA)8 16 5604691 5604706 CTTTAGGGCCTGTTCCATCA AAGCAGTGATGAAGCCACCT 223

Ad02A2164 Aradu.A02 2164 p3 (GAA)5 15 5607009 5607023 AGAGAAGGAGGAGGAGGTGG AAAATTGAGCATCGTAGCAGC 277

Ad02A2165 Aradu.A02 2165 p3 (ATA)5 15 5615490 5615504 CCTTCGATACCTCTGATGTTCC TGGTAACAGTTTGCAATAAGGA 256

Ad02A2168 Aradu.A02 2168 p3 (TCT)7 21 5620895 5620915 TCCTTCCGTTAAGTGGGTGT CAGTGACGAGCGATAGGGTT 198

Ad02A2169 Aradu.A02 2169 p2 (TA)6 12 5626689 5626700 TTGGGTTAGGGTATGAACAAAAA GGCGTATTGGTCATGTGTTCT 266

Ad02A2170 Aradu.A02 2170 p2 (TA)6 12 5631792 5631803 AAAAGAAGAAAAAGGTGCTTTCAA GAACAAGTCATGGATTATGCAA 280

Ad02A2171 Aradu.A02 2171 c (T)10gtaatattttttttgtttgatttttctctcaagaagaattttgcaaatatga(AAGGAG)592 5642591 5642682 CGCGTGTTTCATCTTTTTCA TTTTCGGTGTATGTGTGTTGA 216

Ad02A2174 Aradu.A02 2174 c (GAT)5ataa(AAG)534 5643391 5643424 TGAATGTAAGTTCATTTTCTTCCAA AACCTAGGTCACCCACTCCA 264

Ad02A2175 Aradu.A02 2175 p3 (AGG)11 33 5644291 5644323 CCTCAGCGATTTGATTGGAT TCATGTGTCGACATTCTTTCTTC 242

Ad02A2176 Aradu.A02 2176 c (CCA)5cattatcatcatgg(TCA)7gaagaacagcacctaaaccaccagaacaaaaccaccactaacaccagaacccaccaccaccacattatcatcatcatt(ATC)6146 5645438 5645583 CTGTGTTTTCTCCCACCACC TGTTGTTGAAATTTGTTGTGGA 204

Ad02A2177 Aradu.A02 2177 p3 (AAG)5 15 5645685 5645699 CCACCACCACCACATTATCA CAGAAGGGGCTTCTTCTTCC 189

Ad02A2180 Aradu.A02 2180 p3 (TAA)14 42 5667127 5667168 AAACCGAACTTTTTCGTAAGTCC TCTAATGCGGGAATGAAAGG 199

Ad02A2185 Aradu.A02 2185 p3 (TAA)17 51 5673855 5673905 CACAAAAATTGCTGACCCCT AAACTTGCATGTTGGAATGC 268

Ad02A2186 Aradu.A02 2186 p3 (TCT)9 27 5677749 5677775 GGGGTCTAGGGTTCTTCTCG ACCCTCTTCATCACAGTCCG 129

Ad02A2187 Aradu.A02 2187 c (GAA)5ggagaagaagaggaagaggaagaagaagaggaagatgagttgttcataatccacggtgagt(GAA)694 5680070 5680163 TGAAAAGGCAGAGAGAATAACG TTTCCAAAGCGCTACACTCA 256

Ad02A2190 Aradu.A02 2190 p3 (TGT)5 15 5684744 5684758 CCAAAGCGGTCGATCTTAAA TCAACCGAGGAAGGAAAATG 208

Ad02A2194 Aradu.A02 2194 p2 (AC)6 12 5716181 5716192 GGCCAAACAGGCTAAAAACA ATCGCGGATGGAAGTAAGAA 176

Ad02A2199 Aradu.A02 2199 p3 (GAA)5 15 5737235 5737249 CAGAGAGTACACATAAAAGAATTCAAG AAGGCATAGATTCAACCCCC 184

Ad02A2201 Aradu.A02 2201 p2 (CT)6 12 5738534 5738545 TTCCCTTCACAGCCATTTTC AAGCAACGCTCTTCTTCCTTC 263

Ad02A2203 Aradu.A02 2203 p2 (CT)6 12 5747717 5747728 CCCTTCACAGCTATTTTCGG ATGCTTCAACCAAAGCAACG 273

Ad02A2205 Aradu.A02 2205 p2 (AT)7 14 5751140 5751153 GTAGTCTCTCCAACGGTGCG CGAAATGTTGCATTGACCTG 177

Ad02A2206 Aradu.A02 2206 p3 (TTC)5 15 5751477 5751491 TACGGGACACATGTGGAAAA CGAGCAAAATGTTGGTGTTG 235

Ad02A2210 Aradu.A02 2210 p3 (AAT)5 15 5757745 5757759 GCCAAACACACTGCATCAAC CGAAAGAGGCCTTTGAATTG 182

Ad02A2211 Aradu.A02 2211 p3 (GTT)7 21 5762017 5762037 CACCAGAAGCACAAAGCAAA TGGTCTGAAGCCATGAAAAA 267

Ad02A2218 Aradu.A02 2218 p2 (AT)12 24 5773353 5773376 AGGGAAGCAGAGCATATTGG GGATAAAACTGTTCCAATCAGAAT 245

Ad02A2221 Aradu.A02 2221 p3 (AGA)5 15 5780528 5780542 CTGCGTGTACGAATTTGGAG TTTAAATCACGCGTTCCTTTTT 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A2230 Aradu.A02 2230 p2 (TA)9 18 5802446 5802463 TGCAAAATTAAACCAAGAATGA AAGTTGGCAACCATCAACCT 246

Ad02A2232 Aradu.A02 2232 p2 (AG)7 14 5809011 5809024 CACCTGAGAGGCTGAGATCC ATGCAACAAAGCCCACTTTC 259

Ad02A2233 Aradu.A02 2233 c (ATA)15(AGA)7 66 5809704 5809769 CTGAACATTTAAAACTAAACAAATTGA AGAGTGTTAATCCAGTTTAGGAGC 225

Ad02A2236 Aradu.A02 2236 c (TA)6tccaaaacttaaattcagaattcttatttaaaag(A)1056 5812346 5812401 ATGGCTTTTTGCAAGAGAAA CATTGGATTGGTGAAGTGGG 190

Ad02A2237 Aradu.A02 2237 p2 (AG)6 12 5816993 5817004 ATCAGCAACAACCCCAACTC AAGCCTCTATCTTCGAGCCC 257

Ad02A2238 Aradu.A02 2238 c (TG)6cgcgtgt(GA)1243 5817240 5817282 CTGCAGCTCTTCTTGCCTCT TCGGTGGTTAACCGAGAAAC 174

Ad02A2239 Aradu.A02 2239 p3 (TTA)17 51 5819560 5819610 TTCTTCACGACTTCATCCCC TGGAAAAAGACTTTGCTGAAA 279

Ad02A2242 Aradu.A02 2242 p3 (TCA)5 15 5821065 5821079 TCCAAGCTGAACAAGAACCC CATCTTCTTCTTCTTCGCCG 218

Ad02A2246 Aradu.A02 2246 p3 (ATT)6 18 5823625 5823642 GTTGCTGAGGCTGCTTCAAT ACTTGAAACGGTTTTGGCAC 230

Ad02A2249 Aradu.A02 2249 p2 (AT)8 16 5837442 5837457 TGTGAACTGGCTCGATTATATG AGCTCACGAGTTGGCTTAAA 280

Ad02A2257 Aradu.A02 2257 p2 (TA)6 12 5888322 5888333 TCTTTGCAGCAATTGTTTCATTAT TCCTTCCTGGTGCATACCTC 153

Ad02A2263 Aradu.A02 2263 p2 (TA)9 18 5906343 5906360 GAATAACCATCCGCGAGAAA ACTCGTTTCATTTAAAGGGATTT 269

Ad02A2264 Aradu.A02 2264 p2 (TA)7 14 5910077 5910090 CCGTCACTCTAATTCCACCC AATATGCTGTGGCCCAAAAA 277

Ad02A2268 Aradu.A02 2268 p3 (ATA)9 27 5912020 5912046 TTAAGCCCGAACATTCCTTG GCAAGTCTATGGGGCGTTTA 158

Ad02A2272 Aradu.A02 2272 c (A)10ttcaacccggcctctgacaacggcccctaat(A)1051 5915735 5915785 CCTAAATCAGCCCCTGACAA ATCCGGCTCCTGATGATTTT 221

Ad02A2273 Aradu.A02 2273 p2 (AT)7 14 5916427 5916440 AAAAACATAGGATTTGGTTTCAGTG GGTCCGGTTTTCAGAACCTT 261

Ad02A2288 Aradu.A02 2288 p4 (TAAT)5 20 5940318 5940337 AACGCGCCTAACCTAAAATTC TCATGGTGTGGTTTTTCTGG 256

Ad02A2289 Aradu.A02 2289 p2 (CT)7 14 5940726 5940739 TCCCGAAACTCTCTACCCAA CCACTTGACCAACCCAAGTT 226

Ad02A2290 Aradu.A02 2290 p2 (AT)6 12 5940886 5940897 TCCCGAAACTCTCTACCCAA CCACTTGACCAACCCAAGTT 226

Ad02A2291 Aradu.A02 2291 p3 (AAT)19 57 5943696 5943752 TGCATTTGGTCTTCAATCCA GGCTCTTCCTCTCTGGTGTG 230

Ad02A2297 Aradu.A02 2297 c (A)10cccaactcggcccctaac(A)1139 5966306 5966344 AGAAAAACCCAAATCAGCCC TTCGAGGTAATTGTCAGGGG 125

Ad02A2299 Aradu.A02 2299 p3 (TTA)5 15 5971488 5971502 TCAAACCACATCAATTGGGA TGGGTTTGTCAAAGTTTCTGG 160

Ad02A2301 Aradu.A02 2301 p3 (ATC)5 15 5982904 5982918 ACCCAAACCAAAACCTCACA GGTGTTGGGACCGAGTTAGA 280

Ad02A2312 Aradu.A02 2312 c (CTT)5gctgcacgttcttcttcctcttactcttcttcttcttttctttcgtttctgcacgttcttcttcctcgtcttcc(TCT)6tcatttacgttcttttctctctgttttctcg(T)10148 6015134 6015281 GCGCTTCAAACCATTCTTCT TCCTCATCTTCTGCTGCTTCT 279

Ad02A2313 Aradu.A02 2313 p3 (GAA)5 15 6015502 6015516 AGCAGCAGAAGATGAGGAGG GTTGCTACACATACGGGCCT 271

Ad02A2314 Aradu.A02 2314 p3 (ATG)5 15 6016806 6016820 ATGACAAGGGAAGCAACCAC GCAACAACACTTGGAGCAAA 130

Ad02A2318 Aradu.A02 2318 p2 (TA)8 16 6023863 6023878 TTGTTCAAACAACACAAATCAAAA TCATTTGGTAGCAGAAAGATATGA 203

Ad02A2327 Aradu.A02 2327 p3 (TTC)12 36 6031795 6031830 CAAAACCGGTGCTTATACCA GCTGAAGAACAGTTAACAGCCA 224

Ad02A2330 Aradu.A02 2330 p3 (GAA)5 15 6047300 6047314 AATCGTCATGGCACAAAATG TACAAAATTCCAAGCCCCAA 242

Ad02A2331 Aradu.A02 2331 p2 (TA)6 12 6048361 6048372 TTCCATTAATGCCCCTCTTG AACACAGAACCTGCGTGTTG 262

Ad02A2334 Aradu.A02 2334 p2 (AT)8 16 6055723 6055738 GCATACGTAAAATTACTCAACTATGTG AACCCAAACAAACCAATCCA 236

Ad02A2336 Aradu.A02 2336 p3 (AAT)13 39 6057934 6057972 AAAGTGGTTTGGTACATGTGAAA TGGAATGATTTAAGGGCAAGA 276

Ad02A2340 Aradu.A02 2340 p3 (CAT)7 21 6068486 6068506 ACGAGCCTCCACTTCAAAGA GCCCTTGCGTTTGAATATGT 236

Ad02A2344 Aradu.A02 2344 c (A)10gtcacatatttttactttttaaaaaaatggtgacttttcaaaaagttattattttttaaataataccaaacacacatgctataacttttcataattc(A)12119 6081237 6081355 CGTAAAAATGGGGGTGAATG ATGTGACCAAGGCATTTTGG 265
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Ad02A2350 Aradu.A02 2350 c (ATA)5gaatatgcacaggaaaataattttaattaaatattaactaactttttattataaaattatttttaacctttattttttg(A)10104 6092704 6092807 TGAAAGGTTGCAGTCACTTG TTCCGCCAGTTGTTTAATTT 276

Ad02A2352 Aradu.A02 2352 c (AG)6(A)10 22 6093142 6093163 AGGTCATTTGGCATCATTCA TTCTTTTTCTTAATTGGGTGCC 238

Ad02A2354 Aradu.A02 2354 c (ACC)5acacagacgcactaaagaatcaaacttcgaccaacaatagcctctgcaacaaaaataaac(ATAA)595 6101377 6101471 CGGTGACAGCAAGCAGAGTA CTCTATAGCCGACTCACCGC 265

Ad02A2359 Aradu.A02 2359 p3 (CAT)6 18 6117842 6117859 ATAGTTGGAGTCGACCGTGG GTTGGTGAGACTGGACCGTT 196

Ad02A2363 Aradu.A02 2363 p2 (AT)7 14 6122860 6122873 GCAATGATGCACGCTTAGAA TCCAGCAATTAAAAGCAAAATG 240

Ad02A2364 Aradu.A02 2364 c (AT)6aagatgccttttacttttactttttctttta(T)1053 6123791 6123843 TTTTCCGTACCACACTTCCA CCTACCAGTTCTAGTTCCCCA 262

Ad02A2369 Aradu.A02 2369 p3 (TAA)15 45 6137508 6137552 CATCCCTTTGGTCATTTTGG TTTTTACTAGCCCTTGATGCTT 177

Ad02A2370 Aradu.A02 2370 p3 (TTC)5 15 6144399 6144413 ACGTTTCCTTGATTGCCATT CATATTTTTCATCATTGATTGGGA 271

Ad02A2376 Aradu.A02 2376 p3 (AGA)5 15 6160332 6160346 CTGTTGTGGATGATGAACCG TGTTCCAAGAATTGATGCCA 230

Ad02A2378 Aradu.A02 2378 p3 (CTT)5 15 6168520 6168534 AACCACCATGTAATATATCTGGC ATGCTTCCCCAAATACACGA 101

Ad02A2382 Aradu.A02 2382 p3 (TTG)7 21 6173772 6173792 CCATCCAGAGGTGGTCAAAT TCCCATTTAGCTCAAGGCAT 234

Ad02A2387 Aradu.A02 2387 p2 (TA)6 12 6201206 6201217 GCTCATTAGCGACTAACCCG GAAGTGAAAGGGTGAAACCAA 260

Ad02A2389 Aradu.A02 2389 p2 (TA)9 18 6205151 6205168 TGGACTGGGTTAACCTGTTTG ACCCCGCTCCATATTATTCC 183

Ad02A2395 Aradu.A02 2395 p2 (AT)7 14 6217630 6217643 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTTGAGCA 240

Ad02A2396 Aradu.A02 2396 p3 (TAT)6 18 6217881 6217898 AAGATCCACAAATTTTGCTTCAA CACGTATTATGCTTAAAAAGCAATTC 101

Ad02A2402 Aradu.A02 2402 c (T)14accttttttttgctttattgcatgtttgccgtcctgtttagatattatttttttttaaatttctggatgatgaaaaaaatgaggggtataag(T)14120 6231577 6231696 TGGGATTGTTTTTGTTTATGGA CCAATCATGAATCATCCCAA 276

Ad02A2403 Aradu.A02 2403 c (A)11g(A)10 22 6231894 6231915 AGCGGTTCCAGTTAGCAAGA GCACATGGAGTGAGTTGCTG 126

Ad02A2404 Aradu.A02 2404 c (A)15tttaaaattgaagtttagaaggatttgtaacaaatattttgccccctttttttca(T)1080 6233813 6233892 TTTGGATTGCATCTTTTTGC CATGCCTAATATGCTTCTCACA 228

Ad02A2407 Aradu.A02 2407 p2 (TA)6 12 6240776 6240787 CTCTTCGATCTCGCCTCAAC GCATGCACCATCAAATTTCT 279

Ad02A2408 Aradu.A02 2408 p2 (TG)11 22 6245061 6245082 TAAAGCTGCAGATGGCAGTG CCAAAGCCATTACTGGGAAA 176

Ad02A2409 Aradu.A02 2409 p2 (TC)6 12 6253292 6253303 TTAGCTCAATGTGGTGTTGTCT TGAGTTCGAGAATGAAGAGTGAA 257

Ad02A2413 Aradu.A02 2413 p2 (AT)6 12 6256905 6256916 TGCAGTTCTTCATTAACTAGCGA GGGGTCCACAGAATAGGTGA 272

Ad02A2419 Aradu.A02 2419 p3 (TAT)5 15 6265125 6265139 ATGCCACCAGCAACACATTA CATGGCTTTGATGGGAAAAG 176

Ad02A2423 Aradu.A02 2423 c (A)10taaaaaatttaatcattcttattctgagaaaaaaaatctagcataaagacttttttttg(A)1079 6270785 6270863 GAGATTTGAATCCTTAATTTGCC GCATGCAATATGATTTGTTTGTG 256

Ad02A2424 Aradu.A02 2424 p2 (TA)6 12 6272276 6272287 CAAAATTTGATATGATACATCGACA TCCTTAACCAATTCTTCTTGATCC 209

Ad02A2426 Aradu.A02 2426 p3 (TTA)5 15 6278834 6278848 TGTGTTTAATTCCTTTTTCAAGTGAG GCAAATTTAACAAGCCATGC 270

Ad02A2427 Aradu.A02 2427 p3 (TAT)6 18 6279549 6279566 TGCATTTTTAAATCCTTGTTCA AACAGCAAATTCAACCAGCC 198

Ad02A2430 Aradu.A02 2430 p3 (TTA)14 42 6281359 6281400 AAATCCTTGTTCAAGAGAGTTGAAA AACAGTAAATTCAACCAGCCA 279

Ad02A2432 Aradu.A02 2432 p2 (AT)12 24 6283943 6283966 ATTTCGACATGGCTTATGGC AAGAGATTAGGAGATTGGTTGTGG 266

Ad02A2434 Aradu.A02 2434 c (AT)9tgaaa(ATT)641 6285075 6285115 TCAACCAAAAGACAAGAATAACAAA CACGTGTGGTGGAAACAAAG 274

Ad02A2440 Aradu.A02 2440 p2 (CA)6 12 6302873 6302884 GGCAAGACCCAGAGTCAAAA TGCTGCAGCTTTTCATTTGT 235

Ad02A2441 Aradu.A02 2441 p2 (TA)11 22 6303272 6303293 ATGGCTATGCTTCATTTTGC GGGCATAACATTTTGAAGGC 247

Ad02A2442 Aradu.A02 2442 p2 (TC)6 12 6303538 6303549 GCCTTCAAAATGTTATGCCC AACAGCATATTGGTCCACCTG 244

Ad02A2443 Aradu.A02 2443 p3 (ATT)24 72 6307277 6307348 TGTTTCATGCTCCATTCCAA GCAAGGTGGTTTTCCACAAA 279
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Ad02A2449 Aradu.A02 2449 p2 (TA)7 14 6320279 6320292 TGCAGCATTGTTCAAATTCA GGCTTCGGACATAAGACTGG 209

Ad02A2450 Aradu.A02 2450 p2 (AT)6 12 6321060 6321071 CGCTTGATCCCAGATTTCAT TTTCAATGTAGTTTTTGCACATTT 177

Ad02A2452 Aradu.A02 2452 c (TCT)5tttctttcgtttttgaacatttttcttcctcgtcttcctcttcttcttcttcatttacgtgctcttctctctgttttctcg(T)11107 6324206 6324312 TCGAACCGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 268

Ad02A2453 Aradu.A02 2453 c (AAGAGG)5aaaaacttgatttcagaaaccatgaaaatcg(A)10c(GAA)690 6324791 6324880 CCTCCTCATCTTCTGCTGCT TGCTAACGGGCCTTTTAATG 249

Ad02A2456 Aradu.A02 2456 p3 (ATA)5 15 6332246 6332260 CAAGTCGTTTGAAGTGCAGG TCTTGGCTGATCCAAATGAA 242

Ad02A2457 Aradu.A02 2457 p3 (AAG)8 24 6332442 6332465 GCAGGCCGAAAACAAAGTAT GCAACCATGAAAAGATTCCAG 278

Ad02A2460 Aradu.A02 2460 p2 (TA)6 12 6333898 6333909 TCCGGAACAATAATGTTTCAAT TCAAATAGGTTCTCGGAAAGGA 274

Ad02A2462 Aradu.A02 2462 p2 (TA)6 12 6335243 6335254 TGGAATTGTTCCTCAATTTCG AGGTCATTGCTGGAATTGCT 237

Ad02A2464 Aradu.A02 2464 p3 (GAA)7 21 6342961 6342981 ATGGCAGGAGAATGTGAAGG GTCGGAGAAGACAAGGCAAG 247

Ad02A2466 Aradu.A02 2466 p2 (CT)12 24 6346791 6346814 TGGTACAGGGTGATTGACGA GGGCAGCAGAGCTAAACAAC 234

Ad02A2469 Aradu.A02 2469 p3 (GCA)5 15 6359179 6359193 CAGCGCCTTCATAGAGGAAC GCTTAAAGTGGCAGTGAGGC 187

Ad02A2470 Aradu.A02 2470 c (A)10ttatcaaacagaatatctatttgcatatggtgatacaggtatatcataaagaccaaaaacagatacatggggaaagtagaggcctgggtccag(T)11114 6363202 6363315 TGGCTATGCAGATGCAAAAT TGTCAAAAGGAACACAAACACA 279

Ad02A2473 Aradu.A02 2473 p3 (GCA)5 15 6369661 6369675 TGCCTTATGAGAGGAACCATTT TATGGCCATTGTTTGCTGAG 248

Ad02A2478 Aradu.A02 2478 c (T)14acttagaaagatgacaaatatcacaagatttatcatggtgcatgaaaataaaagaaatattgtctataaaatttagtc(T)10102 6381536 6381637 TGTCGAAACAGACCCCAAAT CACACTCCATACATACCATCCAA 266

Ad02A2480 Aradu.A02 2480 p3 (GAA)7 21 6399976 6399996 GTTCGGAGGAAAGGGAAGAG GTAAGCTTTCGATCTTGCGG 201

Ad02A2481 Aradu.A02 2481 p2 (CT)6 12 6401647 6401658 ATTATGGGAACTGGGAAGGC AGGTTGGATGCTGAGAATGG 236

Ad02A2484 Aradu.A02 2484 p3 (TAT)7 21 6405652 6405672 TGACAAGTTAGGACCACCGA GAGGAATGTTAGGAGGCAACA 269

Ad02A2486 Aradu.A02 2486 p3 (TTA)6 18 6407289 6407306 GGAAAGCCTATGGTTTGGAA ACCCCACTCCTCCATTCTCT 203

Ad02A2488 Aradu.A02 2488 p2 (AT)6 12 6408652 6408663 AGGCTAAACCCTCCCCTACC CTTCCTTACCCCTACCTGCC 233

Ad02A2490 Aradu.A02 2490 p3 (AGT)5 15 6424625 6424639 CCGCTGCAATCTTCTGATTT ACGAGTGCAATTATGGGACC 226

Ad02A2491 Aradu.A02 2491 p2 (TA)6 12 6425181 6425192 ATATGGGTGGGAGGCACATA GATCTCGGAATCAGAACGGA 272

Ad02A2493 Aradu.A02 2493 p2 (TA)8 16 6426489 6426504 CTCCTCGTTTCTTTTGGCTG TTTCCAAACCAACGAACCAT 170

Ad02A2501 Aradu.A02 2501 p3 (TTC)7 21 6435809 6435829 CTCCACGTCCAAGCAATTTT AACGCGAAGAAGAAGGTGAA 149

Ad02A2502 Aradu.A02 2502 c (AGA)5at(GAG)6 35 6436470 6436504 TCAGATTCAGAACACCTGCG TCTCCTCTTCCTCCTCCTCC 187

Ad02A2503 Aradu.A02 2503 c (AAG)6catagggg(AGA)644 6436619 6436662 GGAGGAGGAGGAAGAGGAGA TTCCCATGCTACACCCAAAT 247

Ad02A2506 Aradu.A02 2506 p3 (AAT)5 15 6447153 6447167 AAAATTAGTCGGAGTGAGCACAT GATTGGTAAGTGCTTGAACACG 248

Ad02A2509 Aradu.A02 2509 p3 (TAA)16 48 6451375 6451422 TCTTCTTCCTTAATTCAAACATCAGA AGTAGAGACCCCGCCTTGAT 163

Ad02A2514 Aradu.A02 2514 p2 (AT)7 14 6465801 6465814 TTTTTCCGTTTCATAACAGTGC TGCAGATTGATGGAATGGTG 239

Ad02A2516 Aradu.A02 2516 p2 (AT)8 16 6480509 6480524 TTGATTGATTTAGGTATTGGTCTTTTT CCTTGTACATGCTAGCTCACACT 268

Ad02A2518 Aradu.A02 2518 p2 (AT)8 16 6483532 6483547 TGCCCTTGAAAGTTTGTTCC TGGCTAGTTAAACACAGCTTAAATG 255

Ad02A2519 Aradu.A02 2519 p2 (GA)6 12 6489132 6489143 GAGTGAGTTTGTTAATTTTGGAGGA CATTCTTTCGTTAAAATTGAGATGA 225

Ad02A2521 Aradu.A02 2521 p3 (ATA)7 21 6490070 6490090 GAGAAATGAAAATTCGTTTAGAATCA CTCTCCCAAACTCCCTCTCC 218

Ad02A2524 Aradu.A02 2524 p2 (AC)7 14 6492484 6492497 CACTGTGTTTTGGTGATCCG AGAAGAATGCAGGTAGCCGA 184

Ad02A2527 Aradu.A02 2527 p3 (TTC)7 21 6497362 6497382 CCTGGTCTCAGCCATTTGAT TTGGGGAAGAACAGTGAAGG 180
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Ad02A2528 Aradu.A02 2528 p3 (TGC)5 15 6498616 6498630 GCACTCATGCCAGAGAAGGT TGCCTTAGTAGATGAACCATTTTG 186

Ad02A2531 Aradu.A02 2531 p2 (TA)7 14 6502763 6502776 TCTCGTGCTGATAACGTGTTG TTTTTCTTTCTCTCTCTTTACAGCAA 215

Ad02A2534 Aradu.A02 2534 p2 (GA)9 18 6516769 6516786 CAACATACCTGGAGGGAGGA GCCAGTAAAACCGACGGTAA 275

Ad02A2538 Aradu.A02 2538 p2 (TA)6 12 6520873 6520884 GAATTGGAGGGTGTGCTTGT AAAATGCGGTCAATATTTTTGT 280

Ad02A2539 Aradu.A02 2539 p3 (GCT)5 15 6524981 6524995 GAAAAACATGGAGGAGGCAA TGTTGGTTCGTTCCATCAGA 278

Ad02A2541 Aradu.A02 2541 p2 (GA)6 12 6551777 6551788 CGTCAACCCCTTGTGTTTCT CCTTTTCGTCTCCCTCCTCT 158

Ad02A2549 Aradu.A02 2549 c (A)10catttttcgctttgtcttttaattttagagtagtttca(T)1159 6588147 6588205 CCTTTTCAATCAGACGTTTCAA AGATTGCAGATTCGAGTCTCTT 280

Ad02A2551 Aradu.A02 2551 p3 (GAA)5 15 6592529 6592543 AAACAAGCCATATTGGGAGC GGAAAAGTGATGGTCCGCTA 251

Ad02A2557 Aradu.A02 2557 p3 (CAC)7 21 6632019 6632039 GACCCATCAGTCTCCCTTGA GATAGCAACATGGCAGAGCA 245

Ad02A2558 Aradu.A02 2558 p2 (TC)17 34 6645954 6645987 AACCTGTATAGCCAGTAATCAGTCA TTGATTCCAATCGGGTTGTT 252

Ad02A2562 Aradu.A02 2562 p3 (GCA)5 15 6655404 6655418 CATGCATGAAACTTTGGCAC AAGAGAATCATGGACCACGG 184

Ad02A2563 Aradu.A02 2563 p3 (CTT)10 30 6658407 6658436 CCCCAAAGTTTCAGTTTGTTT CCAGAAATTTCACAAAAAGAATTT 280

Ad02A2564 Aradu.A02 2564 p3 (GGT)5 15 6658711 6658725 TTTGGTTGGTGTGATGGAGA TTTTTCGCTCCAAAATGGTC 179

Ad02A2570 Aradu.A02 2570 p3 (TAA)6 18 6690180 6690197 GCAAAGGCATTGATCCAAAT TCAAGGTTTAAATCCGGCAA 259

Ad02A2574 Aradu.A02 2574 p3 (TGC)5 15 6705915 6705929 AAGAGAATCATGGACCACGG CATGCATGAAACTTTGGCAC 184

Ad02A2575 Aradu.A02 2575 p4 (AAAT)5 20 6712501 6712520 CCAATGTTCTCCGAAGCCTA GCATGGATTTGTTGTTGCAT 232

Ad02A2576 Aradu.A02 2576 p3 (ATG)6 18 6724066 6724083 TGGAGCTGGATGAGTGTGAG ATGCAAGATGAAAAATCGGC 185

Ad02A2578 Aradu.A02 2578 p2 (TA)6 12 6733823 6733834 CCATCTCCCCTCTTTGTTGA TCGAATTACTAGGAAGGAAACAAAA 217

Ad02A2581 Aradu.A02 2581 p3 (TAA)17 51 6737336 6737386 TGTTATAGCAATAATTTGGCATGTT TTTGGTGACGTGCTTCTTTTT 121

Ad02A2582 Aradu.A02 2582 p3 (TAT)9 27 6737576 6737602 GGTTAGGGACTTACAAAACCTTTC TCCCATTTGTAAACACCCCT 278

Ad02A2585 Aradu.A02 2585 p2 (AG)6 12 6742914 6742925 CCCTGGCTGTTCTCCCTTAT AACGCATCAAGGGCTAGAAA 250

Ad02A2586 Aradu.A02 2586 p3 (GCA)5 15 6751867 6751881 CAATGATTGGCCCACAATAAG TTCTAATCACGGTGCAGCAA 251

Ad02A2591 Aradu.A02 2591 p2 (TA)7 14 6767636 6767649 CAATAAAGTTCCGCAAATAGAAAAA CGTATCATTTCGTTACGGACA 280

Ad02A2592 Aradu.A02 2592 c (A)12gaaaagaaagacatacaattgaaaaataaaaaaccgagtgatgtaaaaattcagccaacagttattgtcaatttggttaataactgaaagaag(A)12117 6771387 6771503 ACCAATGCCAATACCCCTAA CAAAATTGGCATAAGTTGTTGG 270

Ad02A2596 Aradu.A02 2596 p3 (CCA)6 18 6774170 6774187 CCTTTACCACCATCAGCACC TTGCATTTGCTTTTGCTTTG 221

Ad02A2598 Aradu.A02 2598 p4 (TAAA)5 20 6775457 6775476 ATCAATGCTCTCGGCACTTT ATTCGCAGCCGATATTTTTG 225

Ad02A2600 Aradu.A02 2600 p3 (TGA)5 15 6777411 6777425 CATCAACAATAATAAGGTAAACCCAA TACCAGTTCTGGTCCGGTTC 247

Ad02A2602 Aradu.A02 2602 p2 (TA)6 12 6780424 6780435 ATTCCAGGATCACGTCCAAG GGAATTCCCCTCTTCCAAAG 270

Ad02A2610 Aradu.A02 2610 c* (GAA)5gaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)5gag(GAGGAA)6aaggaagatgagttgttcataatccacggtgagt(GAA)7(GAAGAG)5*203 6809711 6809913 TGAAAAGGCAAAGAGAATAACGA AAGCGCTACACTCACCGTAAA 280

Ad02A2611 Aradu.A02 2611 p3 (TAT)10 30 6810768 6810797 GAATGTGAAGGGGAGTTGGA TGACGACCGATCCAATAACA 142

Ad02A2612 Aradu.A02 2612 p4 (TATT)5 20 6816474 6816493 TTTGCATATCTGTTCGCAAATC GGGTATCAACAAATCCGATCC 280

Ad02A2614 Aradu.A02 2614 p4 (TTAG)5 20 6820379 6820398 GCGTGAATTGGAAGGGAATA ATCTTGGGAAGATAACCCCG 256

Ad02A2615 Aradu.A02 2615 p2 (TA)7 14 6824607 6824620 TGACCAATGAACTAACAACGG CATAACACTATGCTGGGGCA 270

Ad02A2617 Aradu.A02 2617 p3 (AAT)9 27 6827526 6827552 CGTAGCAACGGTTAAGCGAC AGTGAAAACTCGTGTGTGCG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A2618 Aradu.A02 2618 p3 (ATA)6 18 6828000 6828017 CGATGAAACGTCATCAGTGG GAAAGGAGAATGGAGCATCG 226

Ad02A2619 Aradu.A02 2619 p3 (TAA)9 27 6831175 6831201 TGGTTATATCAGTAAGCTTGCAAAA TCCATAACCTTGGCAAAAGAA 212

Ad02A2620 Aradu.A02 2620 p2 (AT)8 16 6832018 6832033 GCACACATATGCGCACACAC CGTGGATTTCAATCTCTACGC 228

Ad02A2621 Aradu.A02 2621 p4 (AAAT)5 20 6839151 6839170 AAAAAGCCAACGATAACATAACAA CGATCCAATCCAATCCAAAC 222

Ad02A2627 Aradu.A02 2627 p2 (TA)6 12 6853594 6853605 GACATGGACACGAGACACATAAA CGCGTGTCCAGCCTTATTAT 280

Ad02A2628 Aradu.A02 2628 p6 (ATTTTT)5 30 6854841 6854870 TGAGTTTGGTTTTCACTTTTCAGA TCACCAAACGAAAAGCTAAAGAT 279

Ad02A2630 Aradu.A02 2630 p2 (TA)7 14 6862270 6862283 TCTGGATGGGCTCTTACGTT TCCACGTCACTCATTCCATT 279

Ad02A2632 Aradu.A02 2632 p2 (CA)6 12 6864332 6864343 CAAGCCGCCTCACCTAATAA CCCTTCCCCATCTCTCTTTC 114

Ad02A2635 Aradu.A02 2635 p3 (AAT)14 42 6868427 6868468 GGTTTGTTTCCCCATGAAAG TTGATCCATGAGAGGAAGGG 217

Ad02A2636 Aradu.A02 2636 p2 (TC)8 16 6869569 6869584 TATTACAGCCATTGCCACCC TTTTTGGTAGACCCAACCGT 161

Ad02A2637 Aradu.A02 2637 p3 (AAT)16 48 6871551 6871598 TGATGTCCATTTAGATCGATGTTT GCATGCAAACACACGAAAGT 272

Ad02A2638 Aradu.A02 2638 p3 (CAA)5 15 6872573 6872587 CTGAATTCGCTTCATTTGTGA TCTTCGCGTGTTTTCTCTCA 184

Ad02A2639 Aradu.A02 2639 c (T)10atgtttatgataaattttctctcagctctctctatatatatagag(A)1065 6876256 6876320 ATTTCCTTCACAAACCCCCT TTGTGGAAACTCAGGTGCAG 248

Ad02A2640 Aradu.A02 2640 c (A)10tttaattaaacgtgttggaggcatcaacggggagataaacc(T)1061 6877334 6877394 AAATTTTGATGCCGTTTCTG CATCTTCTTCTTTGCTCCCC 224

Ad02A2641 Aradu.A02 2641 p2 (AT)12 24 6879784 6879807 AACCCTTACTTCTCTGCCGTC TGGTGAATTAAATCTTGAACCG 172

Ad02A2646 Aradu.A02 2646 p3 (TAT)14 42 6917289 6917330 TCACTTATTTTTCTTAATAAACCATGC GGCCTCTAATTGGAAATGCC 240

Ad02A2651 Aradu.A02 2651 c (A)10ttaggagccgaattggatg(T)1039 6930410 6930448 AAAACAACGAGATCTCTGACAAAA CCCTATTCGGTCACTGACAA 212

Ad02A2654 Aradu.A02 2654 p2 (CT)9 18 6942914 6942931 GGTGACGACGGCTTTAGGTA CCACACACGCAGAAAGAAAA 258

Ad02A2657 Aradu.A02 2657 c* (TA)8(A)10* 25 6954670 6954694 TCTGAGAGTCTGAGCAGCCA GCAACTTTCCATCGTTTCCT 149

Ad02A2658 Aradu.A02 2658 c (CTT)5ttgttttcttctccttctcttttcccttctccttctcctcctcccctttctcttcttcttcttcctattaacatctcagctgttg(T)10110 6956997 6957106 TCAAATTGTTATAACCGCTTTTT AGAGAATGAGGGGGAGGAAA 274

Ad02A2659 Aradu.A02 2659 c (CTT)5ttccatcgtcatcatcttttttttaatttatc(T)1057 6957704 6957760 CATAACTACTTGCGTTAGGCCA TGCTGCATTTTCTTCTTCTTCTT 233

Ad02A2661 Aradu.A02 2661 p2 (AT)6 12 6961613 6961624 TCTGCATAACCTTCTCTTTCTCG TCCCGTTAATTTCAGGGTCA 195

Ad02A2662 Aradu.A02 2662 p2 (AT)10 20 6963499 6963518 CAATTCGAAAGATGACACCA TCCAATAAAGCAATTTCACGG 229

Ad02A2663 Aradu.A02 2663 p2 (TA)6 12 6963960 6963971 CATCATGCATGCAGGTTTGT GCAATAGAATGCGCAAGTGA 215

Ad02A2664 Aradu.A02 2664 p2 (CA)8 16 6964423 6964438 AGTCACTGGCAAGCTCGATT GTGGATGGTGTATTCAGGGG 202

Ad02A2665 Aradu.A02 2665 p2 (AT)6 12 6966996 6967007 GCTGGCGTGTTATGAAACAA TTGGATGTAAAGTGGTGCGA 213

Ad02A2666 Aradu.A02 2666 c (GA)10aggagacagagtgtaagggtagtgtttgt(TA)7(GA)879 6970007 6970085 ACACCGTCTGAAGATCCACC TCTTCTCTAGCCGTACCCCC 139

Ad02A2672 Aradu.A02 2672 p3 (TGA)13 39 7011036 7011074 GAGATAGGACCTCGTTGCCA CTCTCCACTTCTGCCTCTGC 253

Ad02A2673 Aradu.A02 2673 p3 (AAT)5 15 7027030 7027044 CGAGTGGACCATTAAAAGTTCATA AGCAACATTCATGGGTAGTTTG 280

Ad02A2674 Aradu.A02 2674 p2 (TA)6 12 7027440 7027451 AATTGAAGGTGGGAGAGGGT TTGAGTTATGGTTCCCCTGG 216

Ad02A2677 Aradu.A02 2677 p5 (CAGCA)5 25 7033642 7033666 CCCAAGCCTCATAATCCAAA GGCGGTCATCAATCAAAGAG 242

Ad02A2678 Aradu.A02 2678 p2 (TC)6 12 7034022 7034033 CTCTTCCATTCCCGATTCAA ACCCCACATCAAAAAGCAAG 230

Ad02A2679 Aradu.A02 2679 c (TTA)5(TCC)5 30 7035243 7035272 ATGGCCATTTTCTTGTGGTC GGCATGCAATTCCTCAATCT 135

Ad02A2682 Aradu.A02 2682 p2 (AT)7 14 7050042 7050055 GTTATTCCGCCAAGTTGCAT GTCACCAAAATGTTCCAGGG 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A2683 Aradu.A02 2683 p3 (TCT)5 15 7052408 7052422 ATGAGAGGTGGGTCTGGTTG CACGCCAATAAGTTCTGCAA 208

Ad02A2684 Aradu.A02 2684 p3 (ATA)5 15 7052688 7052702 ATCACATTCCGAAGCCAACT CACTGAATTCTCCTCCCCAA 206

Ad02A2685 Aradu.A02 2685 p3 (GAT)5 15 7053078 7053092 CACGAACGTGAATGTGAAGG AGGAATTGAAGCCAACGAAA 112

Ad02A2691 Aradu.A02 2691 p3 (GGA)6 18 7074450 7074467 TGGTGAAAGAAAGGGATTGG CCTGCACCAACACAGACACT 143

Ad02A2692 Aradu.A02 2692 p4 (AATT)6 24 7075855 7075878 TCACAAGCTCCTCCTCGATT GCAAGTTGCTCACTGTTCGT 277

Ad02A2693 Aradu.A02 2693 c (TG)12(AG)12 48 7079054 7079101 AGGAGAAGAAGAGGATGGCG AATGGAGGCACGGTAGTGAG 250

Ad02A2694 Aradu.A02 2694 p4 (ATTA)9 36 7085260 7085295 TCTGGCCTATCAATAAGTGCAT TCCAAATGTGCTCTCATCCA 212

Ad02A2697 Aradu.A02 2697 p2 (TC)8 16 7086560 7086575 TTCTGGATCTGTCACTGCTTG GCAAAGGTCGCTCTTTCACT 236

Ad02A2700 Aradu.A02 2700 p3 (GAT)7 21 7092307 7092327 TGGCTTCATGCACGTAAAAG GAAGGAGGGACAAGTAGGGC 206

Ad02A2703 Aradu.A02 2703 p3 (ATA)5 15 7101317 7101331 ACTGCACCTGAGTTTCCACC TGTTTCAATCCACACACCAAG 276

Ad02A2706 Aradu.A02 2706 p3 (GAT)6 18 7119897 7119914 GCTTGGAAACCCCAATTTTT GACGTCATGATGAAACGCTC 140

Ad02A2707 Aradu.A02 2707 p2 (AT)6 12 7134802 7134813 TCTTTTAACGCCGCAATACC TCAATTTTAGGATTGTGCTATTTGA 278

Ad02A2710 Aradu.A02 2710 p3 (TCT)6 18 7139176 7139193 ACGCTGATCTCTTTCACGGT CAAGGAAACTTTGGAGCCAG 234

Ad02A2711 Aradu.A02 2711 p2 (TC)20 40 7139396 7139435 CTGGCTCCAAAGTTTCCTTG GTCGAATAGGTGGAATGCGT 207

Ad02A2717 Aradu.A02 2717 p2 (TA)8 16 7145459 7145474 AAAAATGAGAATGAATTACGGAAA CAGACAGGGGTTTATGTCGAA 211

Ad02A2718 Aradu.A02 2718 p2 (AT)7 14 7145941 7145954 AAAATTGAGGCACGAATTGC GTTGCTCCTGCTACTCAGCC 180

Ad02A2723 Aradu.A02 2723 p3 (ATG)6 18 7184470 7184487 TGAGGTTGATGCTTGGACAC GCAAGGTCGGTCATCATCTT 271

Ad02A2724 Aradu.A02 2724 p5 (AAATT)5 25 7185290 7185314 TTAGAGAAAAGTAAAACTCTGGAAAAA TTCATGAGTCAGACGATTTTGTG 257

Ad02A2727 Aradu.A02 2727 p2 (AT)9 18 7195086 7195103 CCCTCTTTAGAGCCTCCTGC GGCAAGACGAGAGAATAAGATCC 272

Ad02A2728 Aradu.A02 2728 p2 (TA)7 14 7195295 7195308 CCCTCTTTAGAGCCTCCTGC GGCAAGACGAGAGAATAAGATCC 272

Ad02A2729 Aradu.A02 2729 p2 (GT)6 12 7195993 7196004 AGTCCTCAACCTTGCCACAA TTTACAAAGGTGTTTGATTGGTG 280

Ad02A2731 Aradu.A02 2731 c (T)11caaaagttataaatttccatgcccaaaaacataaataatattaccaaacctatttagggtacaaatttaagggtacaagtactattgcagatgggac(T)10118 7201291 7201408 TGGATTCAGTTAGGTTTATCCTTCA TCTTCCTTTCTTGCCCTTCA 262

Ad02A2736 Aradu.A02 2736 p2 (TA)10 20 7214966 7214985 TGAACACATACTTTTGCGCC AGGCAATGAAAAACTTGATGA 261

Ad02A2737 Aradu.A02 2737 p2 (TC)6 12 7221784 7221795 TGCAATCTCGGTTTCACTTG TTTCAGCTCGAGCAAGCATA 280

Ad02A2738 Aradu.A02 2738 c (T)11ggatgactattgcaacaccacttaataatacataatcacttttttcaaattattctcttatttctaacaaaacacacttaaaagagattgtcatttcatt(A)14125 7222761 7222885 TTTTATTGCTTTAATTCTTTTAACACC GGGGAAATGCTTACAACCAA 280

Ad02A2739 Aradu.A02 2739 p3 (ATT)5 15 7224614 7224628 TCAGATCAACCTCCGATTCC GCAACTAGCTCTGGCGATTC 262

Ad02A2741 Aradu.A02 2741 c (CT)9t(TC)19atagatatgagtttctatgaaatagccttagtcttttagttggactcaagaactgattttctg(A)10130 7226566 7226695 GCAAGTCAGCGTTACTATGTGG GCCATTTCTTCACCAGAACC 223

Ad02A2748 Aradu.A02 2748 c (A)10gcgtgttattctaaatttg(A)1039 7236443 7236481 TTTGCTCCAGTCACAACTGC TGACTGATGAACTTGAATAACAACAA 263

Ad02A2751 Aradu.A02 2751 p2 (AG)6 12 7253196 7253207 TTCCCACCATCTTGCCTTAC CATGCAAGAGGAAATGGGTT 221

Ad02A2754 Aradu.A02 2754 c (A)10taattcactgcaataagaaactatacctagcaagtttaaagg(A)1365 7263776 7263840 GGGTTTACAACACAAAACAATCA CAAATTAGATTACAATGCTTTTCGC 133

Ad02A2757 Aradu.A02 2757 p4 (GTTA)5 20 7269398 7269417 AGAGAACAGGGAGATGGGGT TATCCCGTGGAAGAGGACAG 253

Ad02A2760 Aradu.A02 2760 p3 (AAT)5 15 7274326 7274340 ACCCCTTTAGCCCATTCATT ACGACCGTATAAAGTGTATCAAAAT 279

Ad02A2761 Aradu.A02 2761 p3 (AAT)5 15 7275548 7275562 TTTGGAGGGAAAACACCAAG AGCGGTGTGCTTATGTTCCT 273

Ad02A2767 Aradu.A02 2767 p2 (AT)6 12 7282602 7282613 CCTCTTAGCATGCAGAGCTTC TTGTTTGCATGAAAGGGGAT 271
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Ad02A2769 Aradu.A02 2769 p2 (TA)7 14 7284858 7284871 GCCTTAAGTCCCTCATTGTTTTT TTCATTCCAATACTTTTGGTTCA 241

Ad02A2772 Aradu.A02 2772 p4 (AAAG)5 20 7321866 7321885 CCAAAGTTTCAAAAGCCCAC CCAAGGTTGGAAGGTGAAGA 218

Ad02A2777 Aradu.A02 2777 p2 (GA)8 16 7329363 7329378 CAAAAACACCAAACCAACACC CATAGACCAGCCGTGACTGA 203

Ad02A2779 Aradu.A02 2779 c (TTC)7ttgtcttttttcttttccttcttcacttcaacctcaccgctaccaccgccgccgccaccgccaactccatca(TCT)5108 7335579 7335686 TCCTCCTTTTCCTCCTCCTC TTTCCATTCCTGAACCTCAAA 280

Ad02A2780 Aradu.A02 2780 p3 (AAT)8 24 7336594 7336617 AACCAAAGACATTTCATATCAAAATAA GAAAGAGAACGTGATTTAAAAAGTTG 280

Ad02A2781 Aradu.A02 2781 p3 (AGA)5 15 7347178 7347192 GGGAATGGCATGAAGAAGAA AAAAACGAAGCAGCGAAAAA 246

Ad02A2784 Aradu.A02 2784 p2 (CT)9 18 7356393 7356410 ACCCAATAAACACCGAGGGT TGATGGACGAGATTGGATGA 192

Ad02A2788 Aradu.A02 2788 p3 (ATT)6 18 7363926 7363943 CATGCCTCGTGGTACACTTG TGTTTCCATGAAAATGGTGG 174

Ad02A2790 Aradu.A02 2790 c (T)12acaaaatcatgaaaacagggaaaaat(A)13gaaaaactgataagaagttccaacagttggctaa(T)1095 7365805 7365899 TCTCACGGTTTTTGAAATAGGAA CCTCTTCACCCCTCAACAAA 277

Ad02A2797 Aradu.A02 2797 p3 (ATT)5 15 7393089 7393103 TCTTCCTGCATAACCATTTTCA TGATTTTTGGTTTTGGGTGA 263

Ad02A2799 Aradu.A02 2799 p3 (AAG)5 15 7395212 7395226 TGGGGACGATAGTGGAAGAG AACGCACAGCACAACTCAAC 250

Ad02A2802 Aradu.A02 2802 p3 (TTA)5 15 7400007 7400021 GACGAAGTAGGGAGTGCAGC CCTCTGTTGAACGAGCGAAT 157

Ad02A2808 Aradu.A02 2808 p2 (AG)29 58 7414361 7414418 ACATCATCAATGCCCTCACA CAAGATTGTGCGCTTTTGAC 153

Ad02A2809 Aradu.A02 2809 p2 (TC)9 18 7417057 7417074 GCTCATCACTACGGTGAGCA AGATGGCACCCAAGTCTGTC 222

Ad02A2810 Aradu.A02 2810 p3 (ATA)5 15 7417907 7417921 TGTTGGTGAAATTCTCAAGGG TCAAACCACATCAATTGGGA 174

Ad02A2812 Aradu.A02 2812 c (ATT)12aa(T)11 49 7422439 7422487 AAAACATGCTCGCCAAGTCT TTCCTTGCCTTGGATATGGA 221

Ad02A2814 Aradu.A02 2814 p2 (AT)6 12 7425544 7425555 AAAAAGGATATAGATACAGGGGTTAGG GCCGGATGAATAATAACGGA 273

Ad02A2819 Aradu.A02 2819 p2 (TA)6 12 7475083 7475094 CAGCATGATGCAGACGTACA ATTGTAGGGAGCAAACCCCT 130

Ad02A2820 Aradu.A02 2820 c (A)10tatgttttccaatagcaagtttacaaaccacgattt(A)1157 7475408 7475464 TTGTAAATGAAATTTAATGGCGA TTGCGACAGTTTTCAGCAAT 261

Ad02A2821 Aradu.A02 2821 p3 (TAT)10 30 7476443 7476472 TCTTGGCAATTACCATGCAA GCAAGATGTATGTTGGCCATT 210

Ad02A2822 Aradu.A02 2822 c (T)10aaaatagt(A)1129 7485269 7485297 AAAAAGAGTCAAGCGGATTAGC AGCATGTTCCGTTTATTGGC 157

Ad02A2824 Aradu.A02 2824 p3 (TTG)6 18 7487535 7487552 CGTCCAGGAGACAGTGAACA GCAGGAGCAGAACAACAACA 240

Ad02A2832 Aradu.A02 2832 c (A)10cagaaattggagaagggttggggaagggaagcgtg(T)1055 7504882 7504936 GCCTCTCCACTTTTGAGTCG CCTTGCCATTGGAAATGACT 275

Ad02A2835 Aradu.A02 2835 p3 (CTC)6 18 7528660 7528677 TGGCAAAGACAAATGCTCAG CCTCACCAGAAGAGCCAGAC 237

Ad02A2836 Aradu.A02 2836 p2 (AT)6 12 7536162 7536173 AGATTTTAGGGGCGGTCACT TTTGTTTCTTCCTGGGTTGC 254

Ad02A2838 Aradu.A02 2838 p2 (TA)6 12 7538572 7538583 AAATTGTATCTTGAGTTATGGTGCC CAAAAAGTGCTTAAAGTACAACATTTC 270

Ad02A2839 Aradu.A02 2839 c (TA)9gtacatgtgacatattttttcgctaatttcaagtcgctaatt(A)1070 7539657 7539726 GTTACCGCTACTTTGTGGCA TGGGATGACAACTTAGCAACA 233

Ad02A2843 Aradu.A02 2843 p2 (TA)9 18 7555973 7555990 AAAGATTAGGGGTTAGAAAGGG TTTCAATCGCAGTGATCGTC 272

Ad02A2844 Aradu.A02 2844 c (ATC)5at(AAG)6aatttaaata(AAG)663 7556607 7556669 CAGCCGAAAACGTGACATTA CATGCAGTTGCTGTGCTTTT 254

Ad02A2845 Aradu.A02 2845 p2 (TA)7 14 7559572 7559585 AACCCATCCCCTTCAATAGG CCGTGGCAGGGTACTATTCT 248

Ad02A2846 Aradu.A02 2846 c (A)10tgttacgcctgacacaacatgcattaattagacatttgttacc(A)1568 7566302 7566369 AGGGCAGCTGAAAATGATTG GTTTGAGGCTTCAAGGGGAT 200

Ad02A2848 Aradu.A02 2848 c (TC)7ttcctttcttactagattttctctctctagat(TC)862 7566912 7566973 ATCCCAAATTTCCCAAAACC AACACAAAAGGCTCACCTGC 264

Ad02A2850 Aradu.A02 2850 c (GTG)5acagtaatggcagtagtgatagtgcgtggtagttaagaaagaaagtggtggtagaattcgggattggatcggagtagctgagaacatc(GA)13129 7568641 7568769 CCTGCGGTTGAGATCAGAGT CCATTTTCTCCACCATTACTACC 247

Ad02A2852 Aradu.A02 2852 p2 (TA)6 12 7574393 7574404 TTTTCAGGAACCGGATGAAG CGTTGATTGCTTTGATATCCG 206
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Ad02A2853 Aradu.A02 2853 p3 (TTC)8 24 7575144 7575167 TGGAAGAGAGCTCCGATGAT TTGCCATGGTAGAAAGGGAC 133

Ad02A2854 Aradu.A02 2854 p3 (TCT)6 18 7575824 7575841 ATCGGTCACTGTCACCACTG TGTGCATATTTCGTTAGTTGCAT 271

Ad02A2859 Aradu.A02 2859 p3 (ATT)5 15 7599524 7599538 TGGTTAGAAAGGCCCATGAA CTTTATGCTGGCCATATTTGA 132

Ad02A2861 Aradu.A02 2861 p2 (TC)12 24 7601101 7601124 CGTTCTTCCCCTTCATTCTG AGGAGAATGTTGGTTGTGGC 204

Ad02A2863 Aradu.A02 2863 p2 (AT)6 12 7605134 7605145 CCGGTTCAACACTCACTTTTT GGCACGTTCGACTCAATCTT 250

Ad02A2865 Aradu.A02 2865 p3 (CCA)5 15 7610722 7610736 GAATTTGATTGGCTGAGGGA CAGAGGAACCACTCCCGATA 221

Ad02A2867 Aradu.A02 2867 p4 (ATAA)5 20 7615930 7615949 GCAAACCCAGAAGGCAATAA GACTTTGCAGCGTGACAAGA 256

Ad02A2869 Aradu.A02 2869 p3 (TAT)13 39 7618649 7618687 TGGCTCAACGACAGACAAAG TCACGAGACTGAAATGTGGC 254

Ad02A2871 Aradu.A02 2871 p3 (ATT)5 15 7620643 7620657 TGTTGCTTGCAAAATCGAAG GAATCGATGGGCAGAGATGT 255

Ad02A2873 Aradu.A02 2873 c (ATA)5aagaatcatcatttagaaatgttat(A)1252 7622067 7622118 CAGGATGGGGACACTCCTTA TGCTGCCGACAACAATAATC 193

Ad02A2875 Aradu.A02 2875 p3 (GAT)6 18 7623014 7623031 GAAGCCACTTTTGCTTTGCT TTGTTTGGAAATTCTGGGCT 183

Ad02A2876 Aradu.A02 2876 c (A)10ggggtctttttcttctcttctattattgttgtttggagagaaagaaagagaatgaaggcaaagcctgaaaaaaaagaagagatttttaa(T)21120 7623272 7623391 GAGGAGACAAAAGGATAAAGCTC GAATATGAAGCCACCCCTGA 277

Ad02A2877 Aradu.A02 2877 c (A)13gggggaatcaatgagtttaacaaagaaaatgggtttaggaaaatgatgaaatgag(GA)680 7623605 7623684 GGATGTGGGAATGAACCCTA AGTGCAAGAGTCAACCGACC 277

Ad02A2879 Aradu.A02 2879 p2 (GC)6 12 7627856 7627867 GGCCCATAAGGCTCCTAAAA CTGTTAAGCCGACCTCTTCG 235

Ad02A2880 Aradu.A02 2880 c (A)13gaaaatgtatgaaaag(A)1039 7630695 7630733 AGGAGGAGGTGATGATGGTG AGTAAAACAAAAACAATTCAATCAAG 238

Ad02A2881 Aradu.A02 2881 p2 (TA)6 12 7630933 7630944 GGTTCAAACTTTAGGAAGGAATTTT CAGCACGGACTAGGCATTTT 199

Ad02A2884 Aradu.A02 2884 p2 (TA)12 24 7648917 7648940 AAATTTTAACCGTAATCACATCTCAA TTGATCACCTGCCAGTGAAA 215

Ad02A2886 Aradu.A02 2886 p3 (GAA)5 15 7651371 7651385 AAAGGCAAAGAGAGAACGCA CTTTGGTGGCTCAAATTGGT 227

Ad02A2888 Aradu.A02 2888 p2 (TA)9 18 7656153 7656170 CTCAACCCATTTCACGCTTT CACACGTGAGTCATCCAAGC 269

Ad02A2891 Aradu.A02 2891 p2 (TA)7 14 7665420 7665433 TCGCAGGTCAAAGGAAACTC TTCAATCAATCATGTGCCAAA 280

Ad02A2894 Aradu.A02 2894 c (A)12gattagctatatcagtgaatatgtaaatcacatcttttactcatttatagaaaaaaatgaaaccactgacaggaaaaaatgaaacctatttgatctttg(T)10caataaataagtaatgataaatacatggcattgaattacagtgatcgtctaagagaaaaatt(A)13196 7672428 7672623 GGCTTTGGCCCTTTATTGA TAGGGGAAGCATAAGCCAGT 275

Ad02A2895 Aradu.A02 2895 p4 (AATA)6 24 7674524 7674547 ACCGAGGAGGTATAGCCGTT AAACTATCCATCCGTCACGC 274

Ad02A2896 Aradu.A02 2896 p2 (AG)17 34 7679142 7679175 GAGCAGTGCAAATTCATCCA TGACCATTGGGAGACATTGA 274

Ad02A2898 Aradu.A02 2898 p3 (TGG)5 15 7682938 7682952 TTTTGCTGCTGAATTTGCTG CGTTGAAAACCGATTTGGAT 266

Ad02A2899 Aradu.A02 2899 p3 (TAT)8 24 7683545 7683568 AATATCAAACGGTTTCAACTTCA AACAGTCCTCCGTCCAAAAA 236

Ad02A2904 Aradu.A02 2904 c (T)12aattttttattttttacaatatatattaatatttcttatttgtattttcaaatgatatttgaatttagactgcggct(GAA)5104 7695075 7695178 TGGCTGAAGCACTTTCACTG TTCTGCTGTTGTTGCTTTGC 204

Ad02A2908 Aradu.A02 2908 p2 (CT)6 12 7704530 7704541 TCTTTTTCCCACCACTACCG CTACATCACGCAACCATTCG 185

Ad02A2909 Aradu.A02 2909 p3 (TTG)6 18 7705057 7705074 AAGAGTGGAAATCGGGTGTG CACTACCATCACCACCACCA 152

Ad02A2910 Aradu.A02 2910 c (A)10gttagatatatagtattattttatattatattgtggtcaattatatttgtgtagcattgttgtac(T)1186 7706905 7706990 TTTGATGGTGAATCCTTCGG TTTTGGTAAGGAGTTCAAAATTCAG 145

Ad02A2913 Aradu.A02 2913 p2 (TA)9 18 7710556 7710573 CAAGAGAAGCCCTGCTCAGA TGTATGATGTGATGGATGCAAA 269

Ad02A2914 Aradu.A02 2914 p4 (TTAA)5 20 7714177 7714196 TCACAATGCTTGTCGTCAACT TCTTTTCCATTAGGAGGAACTAACTT 280

Ad02A2915 Aradu.A02 2915 c (T)11atattggtccaataaatatataacgcatgtaaatgaatccgggaattaactcgatatttatgtctgctcatatttaa(T)10caaaaatcgtcccattatatatcaaatcgctcctattaatttttgc(T)10154 7714607 7714760 TTTCGAAGTGAAAAGCATTTTAGA AAAGAAATTGCTTCCAGCGA 271

Ad02A2916 Aradu.A02 2916 p2 (TC)6 12 7721143 7721154 GCGTACCGAAAGAGATGAGC GAAGTGATGTTGGCAAGGGT 166

Ad02A2921 Aradu.A02 2921 p3 (AGG)7 21 7733047 7733067 CCCCTTTCTCCATCAACTCA CTCTACCAGGGCAAGCTCAC 147
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Ad02A2934 Aradu.A02 2934 p2 (TA)6 12 7763862 7763873 TTTTTGGGATGATAAGTATTTGG CTTTTCTCGCTCCTCACCAC 172

Ad02A2935 Aradu.A02 2935 c (A)10tgaagcatgtctgcatggaagagaaaaaaagtggaaatgtcgctgggaggtgaaaaactttgataaaagtaaatgagt(A)1199 7767368 7767466 GGTAAAAATGACGACGGACG GGATTTTAATTCCACTATTTTCTCC 261

Ad02A2939 Aradu.A02 2939 p3 (GAA)7 21 7785378 7785398 TCGAAGAACACCACACGAAG ATGTTTTGCAGATGGGGTCT 219

Ad02A2943 Aradu.A02 2943 p3 (TCT)8 24 7806722 7806745 CACGCTGGAGTGTCTAACGA GGTACGAGAATGACCAGGGA 179

Ad02A2945 Aradu.A02 2945 p2 (TA)6 12 7809338 7809349 TGAGAGATCGACACGTCACC TTTGCATTAAAAATTCATACCGTTT 107

Ad02A2948 Aradu.A02 2948 p3 (CCT)5 15 7828339 7828353 AAAGGGTCCAGGAGGCTAAG CCGCCATCAAAAGAAGAAGA 217

Ad02A2950 Aradu.A02 2950 p3 (TGG)5 15 7839719 7839733 TGTAGTCCAAGATCACATGCAA ACTTGCACCAATCCCATTGT 271

Ad02A2955 Aradu.A02 2955 p2 (AT)6 12 7863589 7863600 CAATCTGGCAAAGGAGGTGT TTCAAAAAGTGTGCAAATGACC 144

Ad02A2962 Aradu.A02 2962 c (TA)6(T)10 22 7877729 7877750 TTGGTGTCTTGTGTGCGTTT GGTAGGGGAGTTGGGGAGTA 229

Ad02A2963 Aradu.A02 2963 c (A)11c(A)10 22 7879118 7879139 CTGTCCATCACTGGTCCCTT CGAATTGGGGTGTTCTATGC 279

Ad02A2964 Aradu.A02 2964 p2 (AG)6 12 7886592 7886603 TTCGAGGGTTTGGGAATATG GACCAACAGCCTCGTTCATT 262

Ad02A2966 Aradu.A02 2966 p3 (TAT)6 18 7895845 7895862 CGAATCGTGAAATGAAATAATAGTG AATGATGTCACGTATTAACCGA 273

Ad02A2969 Aradu.A02 2969 p2 (TA)10 20 7902577 7902596 CCGTTCTTCTTTCATGGCTC AGTGGTCTTTATGCCGCAAT 190

Ad02A2976 Aradu.A02 2976 c (T)10cacactaaataacaaaattct(TA)643 7920034 7920076 TGTCTGAGCTGTTTTTCCTAACA GGCTGTTTATTGTGTCCACTCTT 252

Ad02A2980 Aradu.A02 2980 c (A)10gaaag(A)10 25 7925397 7925421 AAAACATAGCATGGAACGCC GGAGAAAATGAAGGGGAAGG 236

Ad02A2993 Aradu.A02 2993 p3 (CTT)5 15 8022159 8022173 AGACAAAACAAGAGCCACGG GACGGGGCTGATACAATCAT 225

Ad02A2994 Aradu.A02 2994 c (A)12gactgagagaaacacttgagagaaaagtcaagagtaattttaga(T)1369 8024097 8024165 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 265

Ad02A2998 Aradu.A02 2998 p2 (TA)6 12 8030838 8030849 GCTTTTAATAAACATAAGCAACATCAA GCAACGATTGAAACAATACACAA 224

Ad02A2999 Aradu.A02 2999 p2 (AT)6 12 8035506 8035517 CATGCTGATAACGTGTTGTGAA TTTGCTCTGACACCTGCATT 241

Ad02A3001 Aradu.A02 3001 p3 (AAC)5 15 8044004 8044018 GGGGAGTGGTTTTAGCTTTCA CTCACTTAGTGGGACAAGGCT 280

Ad02A3002 Aradu.A02 3002 c (T)17nnnnnnagttttagtttttttggtgactaccaataagtgttagttgaatggtatgagtgctgtgc(A)1496 8046059 8046154 TTTTTGGCCATATACTGCTATGA TTGATGTAATTTGGTTTGAATTTTT 225

Ad02A3003 Aradu.A02 3003 p3 (TTG)6 18 8050098 8050115 AATTCATTCCGCTTAGTGCG TAAGGAGCAAGGATCATGGG 130

Ad02A3005 Aradu.A02 3005 p3 (TTA)6 18 8052477 8052494 AACACGTTGCACTTGCTGAC TCCATAAGACCACAACACCATC 218

Ad02A3006 Aradu.A02 3006 c (A)26cgaaaaaaaagag(A)10gaagaaaaacg(A)1070 8055894 8055963 AAGCCAACCAACTTGCTTCA TTTCACTTTCACTTTCCAGATTTTC 245

Ad02A3008 Aradu.A02 3008 p2 (AC)12 24 8062179 8062202 ACGGGACACAACACAACAAA ACGTGTTAGCGTGTCCAACC 247

Ad02A3011 Aradu.A02 3011 p3 (TCT)6 18 8065970 8065987 GTCTCCTACGTTTGGGGTGA TTACCGTTTCGTGCTTCACA 252

Ad02A3020 Aradu.A02 3020 c (T)10caaacaaacaatcacaactcggacggtccgttttgatttttttt(A)13cctaaaaacggagggtccgttttgttttaaaggaaaaatt(A)10caaatggaaaacggagggtccgttttcggtttttt(A)13ctgtacacggagggtccgatttcatgttaaataaat(A)11212 8119163 8119374 TTGGTATGGGATGTACAAATCG GGACCGTCCGATTAGTTTTTG 278

Ad02A3021 Aradu.A02 3021 c (A)10ttagcaatgattaaaatcatgttt(TA)1054 8119518 8119571 CAAGCACAACTCACACACCC ATTCTATATGCCATTCCGGC 167

Ad02A3026 Aradu.A02 3026 c (CCA)6gtatcatcatag(TCA)6gaacttttcttaaaatcaaccagaagtccaagctgaataagaac(CCA)5ctattattatcatgg(TCA)6140 8125047 8125186 GAACATAAGCCTACGCCGAA GTGGTGGTGGGTTCTGTTTT 204

Ad02A3027 Aradu.A02 3027 p3 (AGA)6 18 8125387 8125404 AAAACAGAACCCACCACCAC CTCGTAATTCAGTCCTCGCC 278

Ad02A3028 Aradu.A02 3028 p3 (GAT)5 15 8126991 8127005 ATAGAGCGTTTCGTGGTGCT ACATCCCTCTTCCCCAAATC 142

Ad02A3031 Aradu.A02 3031 c (A)10cacaaaggaaaagaaaaacgcaaag(A)1045 8131946 8131990 CCACCAAGAGGACGAAGAAA TTCCTTTTGGGTAACCTTTTGA 251

Ad02A3032 Aradu.A02 3032 p3 (AAT)5 15 8132180 8132194 CAAAGGAAAAGAAAAACGCAA GGTGAATTTGTGAGCGGTGT 258

Ad02A3033 Aradu.A02 3033 p3 (TCT)5 15 8137673 8137687 TGTTGTCTGATACCTTGATTCATTG CTCAACCAAGCAGGAGGAAG 119
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Ad02A3034 Aradu.A02 3034 p3 (CGT)10 30 8139033 8139062 TGACACCACACTGTCATCGTT CAAATTCTAGATTGGCCCGA 267

Ad02A3037 Aradu.A02 3037 p2 (AT)7 14 8145061 8145074 TGCAACATGGGAGAGATTCA GGAATGCACCCATTCAAAGT 242

Ad02A3039 Aradu.A02 3039 p3 (AGG)11 33 8146996 8147028 CAATCAACAGCATTCCTCCC TTGCGTTAGGCTATGGATGA 272

Ad02A3043 Aradu.A02 3043 p2 (TA)7 14 8155364 8155377 CGATATCTCCCAACTCGACAA TTGAAATGTAATTGACAATCAAAAA 204

Ad02A3047 Aradu.A02 3047 c (A)11ggaaatagctgttgaggatttataaatacta(T)1052 8161230 8161281 TTGCTGGAGGAAGAGTATTTGTT GCATGTCGCTTGAATCTTGA 266

Ad02A3050 Aradu.A02 3050 p3 (TCA)5 15 8177910 8177924 TCGGTGTATATGTGCCGATAA CGAATGTAAGTTCATCCTCTTCC 264

Ad02A3051 Aradu.A02 3051 p3 (TCC)10 30 8178416 8178445 ACTCTCTCACCAACACCACC GAACCACACCTCAGCCACTT 202

Ad02A3062 Aradu.A02 3062 p3 (AAC)5 15 8224348 8224362 GCAGGAACAGGAGCAGAAAC TGAGTCGAGGGAGGAGAAAA 252

Ad02A3074 Aradu.A02 3074 p3 (AAT)5 15 8253583 8253597 TTGAAAAAGAGGGAGATATTTTCG TTTTTCAAAACCAATTTCAATCA 236

Ad02A3078 Aradu.A02 3078 p2 (AT)10 20 8293004 8293023 AAAATGAATAAAAGAATGTTATTGTGC AACGCATCCAATTAAAAGGC 279

Ad02A3084 Aradu.A02 3084 c (AG)6gaaggagttgacagagttgacggactctggcggcggcgacgagcttggaaaatggaag(GA)784 8316203 8316286 CTTTTGCAATCCTAGAGCCG CTCCACCACCACCACTAACC 272

Ad02A3086 Aradu.A02 3086 p4 (TTAA)5 20 8321764 8321783 AAGAACTAACTTTAATTTCTGTTGTGG TTTCACAATGCTTGTCATCAA 264

Ad02A3092 Aradu.A02 3092 c (A)10cagaagcaaatttg(A)10ttagaacagtttttttgtagtaaataaatcaattcttgataaataaaaaatgtgttgac(A)10103 8339721 8339823 GCCATCAACCATCACTCAAA CGCTGATGGAGGTTCTGTCT 182

Ad02A3098 Aradu.A02 3098 p3 (TAA)5 15 8354868 8354882 TGGGTCATAGGGTAAGTGGG CCAATCACTTCAAAGCAAGC 240

Ad02A3101 Aradu.A02 3101 c (T)10gttattttcagaattttatgaagaaaaaggtaaaaacagtaaaaataataaaattttgttttccgttttcactttctg(T)14102 8377311 8377412 GCAAATATTGAAGGGTGTGTTTG ACGCAAGGTCTAATGCGTTT 202

Ad02A3102 Aradu.A02 3102 p3 (TGT)5 15 8383607 8383621 GAGCTTGGATGCATGGTTTT CGACGTGATTTTAGTGGGGT 240

Ad02A3105 Aradu.A02 3105 p3 (TGT)5 15 8388014 8388028 CGCCTTACTTGAGCTTGGAC TTTTCTCCCACCAATTCGAC 183

Ad02A3106 Aradu.A02 3106 p3 (AAC)6 18 8393644 8393661 TTTTGCAAAGGATAAACGGC TCCATATGGTGGTCAAACGA 173

Ad02A3108 Aradu.A02 3108 c (TAC)12(TAT)14 78 8397429 8397506 CATGAAATGGACAAATTAAAGTCTTG GCAAGTTGACATTTGTGTGTGA 262

Ad02A3109 Aradu.A02 3109 c (T)10ctttttttc(T)10cctggtcttgcatgcaacacagtactattttcacgtctttttaatcaacccaattctaactt(A)15cccaaaacaaaacacaaaaaaagaaatacacaaaacac(A)10154 8398463 8398616 TTCTTTGATTGCCTTTGCCT TGTCTGGCCAATTCAAAAGA 214

Ad02A3114 Aradu.A02 3114 c (T)10gtagggtgagag(T)1133 8406040 8406072 TTCCGATCCGTCACTTTCTC CAAAATCCAACCGATTTTCC 277

Ad02A3115 Aradu.A02 3115 p2 (CA)6 12 8411395 8411406 CCAAAAGGTTATCAGCCAAAA TCGCGGAGAGTATGGAAGTC 242

Ad02A3116 Aradu.A02 3116 c (A)11gttaaataccccgtcacaatttttttgaaattacttttatc(T)1062 8412524 8412585 GTTGTCCACGAAAGACCCAC TGTGGCAGGCATAGCAATAA 276

Ad02A3121 Aradu.A02 3121 c (A)11gagtaaagtccatttaattataacgttacctaccgcagaagataaattttaaaagaagcttagcaaatcatcgtgtgaacaaaatat(A)10108 8447811 8447918 GCACGCTACCATAACAACGA TGACGAAAAACAGCGTCTTG 276

Ad02A3123 Aradu.A02 3123 c (A)12caaaacac(A)1333 8448538 8448570 AGAAGCCTCTGTTGCCTTTG GAAGCCCTGATTGTCTGGTC 242

Ad02A3124 Aradu.A02 3124 p3 (TAA)13 39 8451030 8451068 TGCAGTCAAACCCCACATAA TGACTTTATGAATCTGTTGTGTTGT 227

Ad02A3125 Aradu.A02 3125 p3 (TAT)13 39 8454535 8454573 AAGAGGATTTAGGTTCAATCTCCA TGCGAATATGATCGGGTGTA 193

Ad02A3129 Aradu.A02 3129 c (A)11ggaaaaattaaagctagatattattcacagacacc(A)1359 8458105 8458163 TGATCATATTCCTTGGTATGGAAA TTTAGGTGGGTAATTTGGAGAGA 280

Ad02A3130 Aradu.A02 3130 p2 (TA)6 12 8458620 8458631 CCTAATTTTTCCAACATGGCA CGGGTTGCTTGCATACTTCT 223

Ad02A3131 Aradu.A02 3131 p2 (TA)6 12 8462731 8462742 TCGTCGTCCATGTTGTATGA AAAAATAAAAGCAACAAATAAAGAGG 266

Ad02A3135 Aradu.A02 3135 p3 (AAT)5 15 8469224 8469238 GCATGCCAGTTTCTACGACA CGTCATGAACTCAAGGATCTAGC 222

Ad02A3144 Aradu.A02 3144 c (A)11tacaaaatacaaaattcttactccttg(CT)650 8485815 8485864 CAGGCAGACTATGAATATGAATCAA GAAATGAAAAAGACTGCAGAGGA 268

Ad02A3145 Aradu.A02 3145 p2 (GA)6 12 8490384 8490395 ATGATGAATGGCTAGTCCGC TCTTCCGATACACCTGGGAC 104

Ad02A3146 Aradu.A02 3146 p3 (CTC)5 15 8493885 8493899 TCACCCAAAACATTTGGAGAC TAGCGGGTGGAAGAAAGAGA 279
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Ad02A3147 Aradu.A02 3147 p3 (ATA)6 18 8494551 8494568 GCGATACTCAAAATAACAAACAAAA CGTCATCGATCGGTATTTGA 180

Ad02A3148 Aradu.A02 3148 p3 (GCA)5 15 8495337 8495351 AGGGCTTTACGGGAGAGAAG CACCCATGAATCCAGAGAATG 263

Ad02A3153 Aradu.A02 3153 p3 (CAA)7 21 8503179 8503199 TTTCCAAGTCTAGCCAATAACCA TGGCGCCAAGTCATACTTAAT 277

Ad02A3156 Aradu.A02 3156 p3 (ATA)5 15 8514155 8514169 GCTCGGCCAAGAGAAAAATA CTTTGTCAAACATCTTTTAATTCCT 195

Ad02A3158 Aradu.A02 3158 p2 (CT)11 22 8520774 8520795 TGAAATCAAATCTTTTCCTCCAA CGTGACACATTTTGGTTGCT 239

Ad02A3159 Aradu.A02 3159 p2 (AC)6 12 8522554 8522565 TCTGGGGTCGACTGAGAAAA TGCCTGCAACATCAAGAATC 154

Ad02A3161 Aradu.A02 3161 p2 (AG)12 24 8527811 8527834 TGAAGGAGTGTGGTGAGTGC CCCATAAACTCTTCCCCGAT 272

Ad02A3162 Aradu.A02 3162 p3 (TTC)5 15 8532837 8532851 TGAGGAACCAAGAAAGCAAAA CCTGGATGATGATGAAGGGT 217

Ad02A3167 Aradu.A02 3167 c (AG)8aagctgcttcttcgttcttcatttcttctcagtcacatttagaggagagagagaagcagaaactc(AG)693 8556846 8556938 TGGACAATTTTACCCTCAGCA GTTAGGTAAGGCAACGCGAG 173

Ad02A3168 Aradu.A02 3168 p3 (GGT)5 15 8557041 8557055 CTCGCGTTGCCTTACCTAAC TGGATAGCGGAGAGTAGGGA 162

Ad02A3173 Aradu.A02 3173 p3 (TGA)6 18 8576126 8576143 CCAACTGAGTGAGATGGAAACA TTGGAATTGGATCATTGGCT 184

Ad02A3176 Aradu.A02 3176 p3 (CAT)5 15 8581405 8581419 CGTCCCTCACCTGGATACAA GATGAGGAAATGGACGAGGA 272

Ad02A3177 Aradu.A02 3177 p3 (AAT)5 15 8582881 8582895 CATTCTCATTGAAACGTTGAGC AAAGATGTTGATCGGTCTGAA 271

Ad02A3178 Aradu.A02 3178 c (AC)6aagtcacccacactcacaaagcaaagaatagaaaaaagaaaagaaagaaaagagagtggaggttgcgagagaagagggagaatcc(GA)10117 8583552 8583668 ACTACACTCACCGCACCTCA GCAACAAGGACGAACAGTGA 272

Ad02A3181 Aradu.A02 3181 c* (AT)7(ATAC)5* 32 8590092 8590123 CTAGCCCCTGACTGAACCTG TCCCTGGGTGTATTTTGGTT 235

Ad02A3182 Aradu.A02 3182 c (AC)9(AT)6 30 8600378 8600407 CAAGCCTTGTCACCAACAAA CTTCTGGAACTTGTGGGCTC 208

Ad02A3185 Aradu.A02 3185 p3 (TGA)11 33 8611515 8611547 TGCTTGCTGCTTGTTTTGTC GTGGGAACATGAACCTCCAC 276

Ad02A3187 Aradu.A02 3187 p3 (AAT)17 51 8620115 8620165 TTTTTAACCATCTCTCTCGAGTTC TGTTCAAAAATTCTGGGTTTGTT 273

Ad02A3188 Aradu.A02 3188 c (A)12gaaagcaacatgatctcttatggaaggttctcaaaaactgaaaaagaaaaag(A)1074 8630616 8630689 TGTGGTTCCTAGTGATGGCT GGAGTCCAAAGTCTTGAGTGAAA 280

Ad02A3196 Aradu.A02 3196 p2 (TC)6 12 8649735 8649746 ATGGAAATTTCGTGACCCAC AGATGATTCGCCTCCCTTTT 275

Ad02A3198 Aradu.A02 3198 p3 (ATA)20 60 8650309 8650368 TCTGTGATTTTTGAATGCATGA ACGCACTTGGTCTCGACTCT 259

Ad02A3200 Aradu.A02 3200 c* (GAA)17cgaagtcaatccagatccataacgaagaacgcgagtag(AGA)5acaagaaagaaaacgtgagcagaggaggacgacgcagcctataacgcgagtag(AGA)10(AAGA)5*203 8671233 8671435 TGATTCATTCATTGTTTCAATTCAG TCTTCTTTTCTGCTTGCGTTT 260

Ad02A3205 Aradu.A02 3205 p2 (AT)7 14 8677484 8677497 CAAATTGCATAATTTTCAAGATCC TGATTTCTCTGTATTGATGCTCTTTT 278

Ad02A3206 Aradu.A02 3206 p2 (AT)7 14 8677842 8677855 GAGCAACAAAGAGACACACAAAA TCTGATTAACAGAAAAGATGTGTCA 230

Ad02A3207 Aradu.A02 3207 p3 (AAT)12 36 8681505 8681540 CTTTCTTGTTCGTGGTGTGC GGTCATCTTCATCGTCACCA 122

Ad02A3209 Aradu.A02 3209 c (T)10aaatcacaaattaggattaataaatgtatgtgctctgatctgatg(T)1065 8682959 8683023 CGAGTGACGAAACCAATTGTA TTGCAACAAGATTTGCAATG 194

Ad02A3211 Aradu.A02 3211 c (TTA)8tttggaatatgtttttgccgttttg(T)1059 8687396 8687454 ACCACTCGTTCCAAAAGCTC GTTCGCCGTGTGCATAAAT 224

Ad02A3216 Aradu.A02 3216 p2 (AT)12 24 8712649 8712672 GGTCTGCACACCCTAAGTGAA TCAGGGCCACAAACCTTATT 247

Ad02A3217 Aradu.A02 3217 p2 (TA)8 16 8713197 8713212 TCATCAAATCTCAATTAAATCCACA TTTCCTTTGTTAACTGGAACCAA 203

Ad02A3220 Aradu.A02 3220 p3 (TAA)14 42 8720695 8720736 ATCGCTATCTCACCACCCAC AGCTGCTGCTCCAGAGTTTC 276

Ad02A3228 Aradu.A02 3228 p3 (ATA)12 36 8734349 8734384 CAACAACAACAACAACAACAACA AAATGGACATTTTAGTCCCCC 274

Ad02A3232 Aradu.A02 3232 p2 (GA)6 12 8752212 8752223 GATGAGAGCAGGAAAGCTGC TCTCATCCCTGTCACTGCTG 154

Ad02A3234 Aradu.A02 3234 p3 (ATA)6 18 8753626 8753643 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAAACATAACC 197

Ad02A3236 Aradu.A02 3236 p2 (TC)17 34 8758361 8758394 ATCGTGAGGGCTGCAACTAT ACGGACCCACATGGATAAAA 232
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Ad02A3242 Aradu.A02 3242 p3 (ATT)5 15 8783635 8783649 TGAAACCCATTTACATTTTATTGAA TGACCACATAACAAGTGGCAAT 278

Ad02A3244 Aradu.A02 3244 p3 (GCG)5 15 8794259 8794273 TCCAGAGAGTTATGCCACCC CTCTTAAAGGTGGCGTCGAG 161

Ad02A3246 Aradu.A02 3246 p3 (TAT)5 15 8801425 8801439 TCAAACACAACCCCAAACAA TTAGTTTGCCAAAGGATGGC 248

Ad02A3248 Aradu.A02 3248 p2 (TA)6 12 8804720 8804731 TTGCATAGTTATGGCAAATCAT TGCTTGCTCATTGTTATTGTCA 262

Ad02A3250 Aradu.A02 3250 c (A)10caaaaaaaagaaaaataattcgacactaccacccatcaccgcca(CAC)569 8810596 8810664 CCACCACTATCGTCAATAATAAATCA TGGCAAGAAGTGGTGGGTAT 216

Ad02A3251 Aradu.A02 3251 p3 (AAT)20 60 8812943 8813002 ATAGTCCAACGCTGTGTCCC AAAAGCTGTTTTACCAAACACAC 269

Ad02A3253 Aradu.A02 3253 p3 (TTC)5 15 8815605 8815619 ACAGCTGCTGAGAAATCGGT AGAAGAAGAACATCACCGGG 176

Ad02A3254 Aradu.A02 3254 p2 (GT)10 20 8816222 8816241 GGTCCAGGTGAAAACGAAGA GAAGCTCTGCCACAATCACA 146

Ad02A3257 Aradu.A02 3257 p2 (CT)11 22 8826280 8826301 AATGAAGATGGCCAAGATGC GCACACACATGCAAACACAA 178

Ad02A3260 Aradu.A02 3260 p2 (AC)6 12 8834310 8834321 CCCTTGGCCCAACATAACTA ACTCGAAAACAAGGCTGGAA 280

Ad02A3261 Aradu.A02 3261 p4 (AGTT)7 28 8841024 8841051 TGAGACCATTAGGGTTTGGG CTCCAACCAACCAACCAACT 233

Ad02A3264 Aradu.A02 3264 p3 (ATG)5 15 8846264 8846278 CCAAGACCTTGCAACTGTGA GCATAATTGGCTCTTTGGGA 171

Ad02A3265 Aradu.A02 3265 p3 (TTG)5 15 8847064 8847078 TCAAGCCTTGTCCCATTAGG TTCGGTGAGAATGGTGTTCA 172

Ad02A3267 Aradu.A02 3267 p3 (TCA)6 18 8856968 8856985 TCAACATCTCTCTCCCACCC CCCTCGAGCAAAAGAAGAAA 110

Ad02A3268 Aradu.A02 3268 p3 (CTT)7 21 8857768 8857788 TCTTCCTCTTCCTCGTTCTCA CGTTCCTCCTCCTCCTCTTC 272

Ad02A3271 Aradu.A02 3271 p2 (AT)7 14 8864332 8864345 ATGTTTTTCACAAGGCTCGG GGCCATATGCTCAGTAAGACG 280

Ad02A3272 Aradu.A02 3272 p3 (ATC)5 15 8869352 8869366 ACTCCACGCGAAAAAGAGAA TAAGGTCAGAAACCGCCTGA 277

Ad02A3273 Aradu.A02 3273 c (TA)6cttaattttctctctgcataactcattcttttttatcctcctagaggtttatggagaggcaagattttgtttatgtacatttgggttttgga(TG)6116 8875495 8875610 CGAGAGGCATCTCATTAGGC TGCAAAGTCAAGACTGACCG 216

Ad02A3277 Aradu.A02 3277 p4 (TTTA)5 20 8879696 8879715 TCTCCCATGTGATGAAAGCA TGTAGGCAGCAAAGATAGCAAA 226

Ad02A3284 Aradu.A02 3284 p2 (CT)9 18 8890692 8890709 GACCGCCCTAAAAACCGTAT ATGGCGTTTTGGAATTTGAG 191

Ad02A3285 Aradu.A02 3285 p3 (TCT)6 18 8890849 8890866 AACCTCAAATTCCAAAACGC ATCGAAACGCAGTGAGAGGT 172

Ad02A3292 Aradu.A02 3292 p3 (ATG)6 18 8916180 8916197 ATCCGTTCGAAACCAGTCAG GGATGCCTCTCGCAGATTAC 272

Ad02A3296 Aradu.A02 3296 p3 (ATC)20 60 8928024 8928083 AAATTATTAAGAGCCATGTGTAATTTG TCGGTGGTTCCAGAAAACAA 275

Ad02A3307 Aradu.A02 3307 p2 (TA)6 12 8956826 8956837 CAGTGTAAACAAGGTTGGGC TGTCTTTACCAACTGCGTGC 161

Ad02A3310 Aradu.A02 3310 p3 (AAG)7 21 8962516 8962536 TGGTGGCGGATCTTTGTTAT CGAAACCTACCTCCCACAGA 173

Ad02A3313 Aradu.A02 3313 p3 (TCT)13 39 8979495 8979533 TGTCTTTTGGAATGTTCGTGA TTTCACCGCTTCCTATCCAG 277

Ad02A3319 Aradu.A02 3319 p2 (TA)8 16 9002826 9002841 TGCCACAAATTAAAATAAAGCC TTCCATTTGTGTTTGTGGTTT 263

Ad02A3320 Aradu.A02 3320 p3 (TAA)5 15 9009685 9009699 TTCTTTCTCCCCATTACCCC TTTTCCCCTCAAGATTCCCT 239

Ad02A3321 Aradu.A02 3321 p3 (CAT)5 15 9009974 9009988 TGGTCCCCATCCACAATAAT TTTGCTCATGGTTTTCTCCC 143

Ad02A3324 Aradu.A02 3324 p3 (GAA)5 15 9011089 9011103 TGCTTCTTGCAAGTGTAACAAAA TGATAATTGCATTGTGGAAACC 111

Ad02A3325 Aradu.A02 3325 c (TAT)7tggttttcactctaagctgagttccaaagaggatattattattgttgttgttgtttccagtattctc(ATG)5103 9011291 9011393 TTCCTCACTAAGCTCCATCTCA TTGCTCTTGTTGGAACCCTC 236

Ad02A3326 Aradu.A02 3326 p3 (CTT)5 15 9016934 9016948 TGGCATCCAAACTCAACAAA AAACACGCGAAGAAGAAGGA 189

Ad02A3339 Aradu.A02 3339 p2 (TA)8 16 9045648 9045663 GAGAGCTCGCCAATTTTCAC CATGGAAAGGGTTCATAAGTCA 235

Ad02A3342 Aradu.A02 3342 p3 (TTG)6 18 9049097 9049114 CTTGCCCTGCATAATGTGTG CATTCCCCTCCAAGAGATCA 268
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Ad02A3353 Aradu.A02 3353 p2 (AT)6 12 9076173 9076184 TCACAACAATAGCACATTAGAATTGA CGAGTTTGTTGTCAAAGCCA 238

Ad02A3355 Aradu.A02 3355 p3 (ACC)5 15 9080735 9080749 TCGAAAACTGGAGCTCACCT CAGCCTCGTCTCTCTGCTCT 207

Ad02A3361 Aradu.A02 3361 p2 (AT)6 12 9100821 9100832 AAATGGTAACAGAACTAACAAATTCAA GAAACAACTCACCCCTCCAA 244

Ad02A3362 Aradu.A02 3362 p2 (AT)7 14 9105905 9105918 TCAATGTTCAAACCTTTTAAAGAGAA AGTGGTTTTGGCTACTGGGA 256

Ad02A3364 Aradu.A02 3364 p2 (AT)8 16 9111256 9111271 CATGATAACGAGCATAATGCAA CAAATGCCCCCTCTTCCT 150

Ad02A3365 Aradu.A02 3365 p2 (AT)7 14 9123848 9123861 AACAGATCAGAACCGTGCATC TCACATATACATATAAATGCCTGCG 280

Ad02A3375 Aradu.A02 3375 p3 (CTC)7 21 9161979 9161999 CTACCAGAGGGTGCAGGAAG TTGGTTGAGAGGGAGTACCG 119

Ad02A3377 Aradu.A02 3377 p3 (TGA)6 18 9171379 9171396 ATTCCCAAATTGGAACCTCC CAATGTGGAACCAAGAAGCA 211

Ad02A3379 Aradu.A02 3379 p3 (TAA)13 39 9174087 9174125 CATTGGCACCACTAGAAGCA TCAAATGCCAAAGATGACCA 185

Ad02A3380 Aradu.A02 3380 p2 (TG)31 62 9183134 9183195 TGTTGAGATGCTTTGTGTTGC TAAACCACAAAATCGCTCCC 259

Ad02A3381 Aradu.A02 3381 p2 (TG)9 18 9190265 9190282 TGGATGCAGAAGTCACGAAG TTAAACCGCAAAATCGCTCT 264

Ad02A3385 Aradu.A02 3385 p2 (AT)10 20 9196238 9196257 TTGACCTCATAGATAGTCATCCAAA AAACTGAAAACGGCAGTGATG 255

Ad02A3386 Aradu.A02 3386 p2 (CT)8 16 9205793 9205808 TGTAGTTAATCGGCGGAACC GATGGACGAAGGGAAGTGAG 158

Ad02A3389 Aradu.A02 3389 p3 (ATT)20 60 9222825 9222884 CATTCTAGTTTGTCAAAAGGAGCA GCTGCCATTAGTATTACCGC 221

Ad02A3390 Aradu.A02 3390 p3 (GAA)6 18 9226155 9226172 AAGAGGATGAACGACGAAGC TTCCACGTATTTTTCCCCAC 240

Ad02A3394 Aradu.A02 3394 p2 (AT)6 12 9228193 9228204 TTATTCACCGAAACTGCGTG AATGATGTGGCACAGGTGAA 236

Ad02A3395 Aradu.A02 3395 c (TA)11gctacgtacatatatacgccttgcttacg(TA)765 9228331 9228395 TTCACCTGTGCCACATCATT CCCTCCAATTTAGGTTGTGC 260

Ad02A3401 Aradu.A02 3401 p3 (AAC)5 15 9247098 9247112 TTTCAGCTTCTGGTGGCTCT GAACCGGTTGAAAAACTTGG 156

Ad02A3402 Aradu.A02 3402 c (AGA)5caatgtagaagcagagagat(AG)1361 9247321 9247381 CAACCGGTTCAGACAATGTG AAAGGGCCTCGAGAGATAGC 243

Ad02A3403 Aradu.A02 3403 p2 (GA)11 22 9247507 9247528 CAGGCAAGGTTCGCTATCTC TGTGAAAGTGGGTGACCAAA 148

Ad02A3404 Aradu.A02 3404 c (TTGGTG)5gtggttgca(GTG)554 9248622 9248675 TGGTGTTGTTGCTGTTGTTTG AACGTTGAGGGTCAGAATCG 223

Ad02A3406 Aradu.A02 3406 p2 (AG)7 14 9254919 9254932 ATCCGCCTCATCTAGTCACG TGTTGGCTTCTACCACACCA 221

Ad02A3410 Aradu.A02 3410 p2 (TA)6 12 9262006 9262017 GAAAATTCAAATGGGGCTCA TCAAATTCACAAGTGGGTCAA 265

Ad02A3411 Aradu.A02 3411 p3 (AAT)14 42 9265871 9265912 TAGACCGTCTTTGCAACCGT TTCTTCATTTACATGATCGACTTGA 277

Ad02A3419 Aradu.A02 3419 c (A)11tcaaaaagtcctactaataaatgatttttgtaaaaatatataagaaaaatcatagatgagcaacaaag(A)1089 9278779 9278867 AAATTTTACCGAATGATTAGCCA CCTTGAAAGGGGAAAGGTTC 252

Ad02A3420 Aradu.A02 3420 p3 (TGA)5 15 9279524 9279538 ACCATGAAGAGGACAATGCC TTTGATTTCTTCCCACTGGC 116

Ad02A3421 Aradu.A02 3421 p3 (GAA)6 18 9290516 9290533 TAAAATATTGCTCGCCCTCG CAACTTCTCTTTCCCACCCA 126

Ad02A3426 Aradu.A02 3426 c (T)10ccgtctctcaggccaaaatcataccagtgccactttggcc(A)1161 9304716 9304776 CAGCCTTAAAAATGCTTTCCTG TGTCAATCAGTATCAGCCCA 227

Ad02A3427 Aradu.A02 3427 p3 (AAG)5 15 9312152 9312166 TGTTGTGGTGAGCTTTCTGC CCAAAACAGAGTCCTATCATTGC 178

Ad02A3433 Aradu.A02 3433 c (T)10atcttaactgtttcaattccattaaagtaacaaaatgcgagtgaatatgac(T)1071 9321833 9321903 TCCTGAGAGAAATGAATTGAAAC AAAGCAGATCCACCAACCAC 181

Ad02A3434 Aradu.A02 3434 p2 (AT)6 12 9322348 9322359 TTTACGGGTTAGCGAGAGATG CCAAAAATACTAAATTTGTTGTCTCC 228

Ad02A3435 Aradu.A02 3435 p3 (ATG)11 33 9324380 9324412 CGAAGAGGGTGGAGTACCAA CCACAACTGGAGTGGTCCTT 137

Ad02A3436 Aradu.A02 3436 p3 (AAT)20 60 9334735 9334794 ATTTCCCTCACACAATGCCT ATAATCCAAAGGCATGCACC 249

Ad02A3437 Aradu.A02 3437 p3 (TAT)7 21 9335958 9335978 CCGGTCAATAATGTACAAAACA TGCTTTAATTTTTGTGTTAACGG 192
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Ad02A3441 Aradu.A02 3441 c (TAT)5cattatgcattaggttacgtgtgtgtatatatatatcatagagaaacccaaggcggtttagacataataataaagaaagtcaaggcattc(AT)6117 9342367 9342483 AAATCATAGAAAACAAAAGGTGGTT AAAAATCGAAGCCGGAAGTT 254

Ad02A3444 Aradu.A02 3444 p2 (AT)11 22 9348800 9348821 TTGGGCGGGCTATCTAGTAA CAACTTGCGTGTGAGGAAAA 255

Ad02A3446 Aradu.A02 3446 p3 (AGA)5 15 9357679 9357693 GAGGAGTCTTGGAACAGGCA ATGCCGAGAAAATGGTTTTG 276

Ad02A3447 Aradu.A02 3447 p2 (TA)8 16 9358628 9358643 GGATGCAAACTCTTGAGAAACA AAGAAGCTGTTGGAGCTTGC 242

Ad02A3448 Aradu.A02 3448 p3 (TTA)19 57 9359707 9359763 ATTGCAAACTTGTCTCCCCA TGCACCAATTTACTTTGCCA 244

Ad02A3452 Aradu.A02 3452 c (T)11gcatttcttgattatttatgaatggtgaattgcaaatattgaatttaaaagctaagagttgtcaattgcattcttctctg(T)13104 9361467 9361570 TTTTTCACGTTCACCCTTCTC CCACAATATAAAGATTTTTGTCCCA 259

Ad02A3453 Aradu.A02 3453 p3 (AAT)7 21 9364344 9364364 AGTTGTAAGGACGAAATTGAACA CAGCCACTGTGGTTTGCTTA 255

Ad02A3463 Aradu.A02 3463 c (C)12ttttttccttctccaaataaaaaaattaactagaaaaaaattat(A)1066 9404132 9404197 CCAGAGGGGAAATCAACAGA TGATTTGTTGGTTCGTGTGC 145

Ad02A3465 Aradu.A02 3465 p2 (TC)7 14 9423426 9423439 CATTTTCTCGTAGCTTCGCC ACGCTCATGCACAGCTTAGA 226

Ad02A3466 Aradu.A02 3466 p3 (ATT)6 18 9432007 9432024 TCTAAATGGGTGGACAAGCG GAGATGCGTCAAAGGGCTTA 234

Ad02A3469 Aradu.A02 3469 p3 (GTT)5 15 9449717 9449731 GCACCTTGTTTCTGCCTCTC CACAGAACCGAAGGAAGAGC 253

Ad02A3470 Aradu.A02 3470 c (A)10tactataccaaattctaatcacaaattttattactctaatttaatcaataagttgataaactacctaacaaaatcctaaatttaccaagaaatct(A)11116 9455851 9455966 CCAAATCCTAATAGCAAACTTCA CCATTCTGCAGCGACTATCA 241

Ad02A3476 Aradu.A02 3476 p3 (TTA)5 15 9470307 9470321 ACTTGGACCTTCACGACACC AACACAAGGCTTGCGAAAAA 214

Ad02A3477 Aradu.A02 3477 p4 (TTTA)5 20 9476499 9476518 TTTCGAAAACTCCTCTCTCTCG GCCTTTTTCCTTCTTCCTGC 234

Ad02A3478 Aradu.A02 3478 p3 (TCT)5 15 9479688 9479702 ATCTCTTTCCCACCCAAACC GCAATTGCCTTTCCTTTCCT 278

Ad02A3480 Aradu.A02 3480 p2 (GA)7 14 9494949 9494962 AGAGAGAAGAGAGATGGGTTCG TCATTTTTGAAAACAACTCACCA 247

Ad02A3482 Aradu.A02 3482 c (AT)12ag(AC)8 42 9517893 9517934 CCAAAAGACAGCCCAAAAGA TGCGGATTTTGTGATTTTCA 261

Ad02A3483 Aradu.A02 3483 p2 (AT)8 16 9533661 9533676 AGGCCGTGGGAATAAAGATT GCACCTTTCCAACAACATCC 227

Ad02A3487 Aradu.A02 3487 p2 (TA)6 12 9539890 9539901 CCTTTAATGGGATGGGACCT CCTGTTTGGCAACTACACCA 171

Ad02A3489 Aradu.A02 3489 p2 (AT)6 12 9541803 9541814 AGTTCATAAAAAGATTTGGATGTGT ATGTACATGAGTGTGGGGGC 272

Ad02A3491 Aradu.A02 3491 c (AT)14nnnnnnnnnnnnnnnnnnnnnnnnnnn(TA)973 9544376 9544448 CACCTTGCCACATAGAGCTT AGCGTTGCGCTTTTAATTTC 227

Ad02A3492 Aradu.A02 3492 p2 (TC)12 24 9550563 9550586 TTTTTGCTATCCCTTGTCGG GATGCATCGACTTAGGGTGG 246

Ad02A3493 Aradu.A02 3493 c (TGA)7ccatgatgataatggcggtggtggtgggttttggttcagcttaggtttctgttctgcttctggttgattttggttgattttggaaaagttc(TGA)7133 9552267 9552399 TGGTGGTGGTGAGTTTTGAG CCACCACCCCTATTATCATCA 264

Ad02A3497 Aradu.A02 3497 p3 (ATA)13 39 9575589 9575627 CATGGCCATTGACCAGAGAT AACGAGCGTGCAAATAAACC 277

Ad02A3498 Aradu.A02 3498 p3 (ATC)5 15 9577733 9577747 AAAAACATTTACCTCCACTACAATG TTCATTCCATAAAGTTAAAACATCAAA 132

Ad02A3500 Aradu.A02 3500 p2 (TG)7 14 9596778 9596791 TACGTGCAAACAGCCTCAAC AGCAGGGACCATGTTTTGAC 249

Ad02A3502 Aradu.A02 3502 p2 (AT)6 12 9599124 9599135 TGTGGCAAACAAGGAATCAA TGCCACAAACATGGGAACTA 248

Ad02A3503 Aradu.A02 3503 p3 (ATA)11 33 9599270 9599302 TAGTTCCCATGTTTGTGGCA TGAGCGTGCAAATAAACCTT 204

Ad02A3504 Aradu.A02 3504 p2 (TA)7 14 9599844 9599857 TGATTGACCCCACCAAGATT CCATTAGGTGACGTTTTTCTTTG 269

Ad02A3505 Aradu.A02 3505 p2 (AT)6 12 9607127 9607138 TCCGAGCCAAGTTAACGATT TTTATATTTGGGTAAAACCCCC 203

Ad02A3507 Aradu.A02 3507 p3 (TTA)20 60 9610067 9610126 AATCACAATTGATTATTGATACCCT GTTCTAATTCTCATTCAAGTGCAA 235

Ad02A3510 Aradu.A02 3510 c (A)10gaagaagatgg(TGA)742 9621716 9621757 TTTGCAGCATTATGTGTTTCTTC TCCTCCTCCTCATCTTCTGC 204

Ad02A3513 Aradu.A02 3513 c (AAAT)5agaa(AAAT)648 9628267 9628314 GAGATCCACTTTGTTTCTTTTAGCA TTCTCCCCTTCTCCTTTCGT 253

Ad02A3517 Aradu.A02 3517 c (T)10aggattttactattttgtgttttaagagcataagttaaacatatcat(A)1067 9646306 9646372 ACCCATGCATTGCTTTCTTC GAAAGCACAATCACAGCAGG 280
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Ad02A3518 Aradu.A02 3518 p3 (GAC)5 15 9652440 9652454 TTTGCCACCTCAATAGGACC TTTTTAAAATGTTGTGACGCAAT 259

Ad02A3520 Aradu.A02 3520 c (TG)12tc(TA)9 44 9660423 9660466 AGCGAAGTGGATCATTTTGG CTGCGAAGATAAGGCTGGTC 227

Ad02A3523 Aradu.A02 3523 p3 (ATA)13 39 9681938 9681976 TGGATATATCTGCATGTGCCA CTCAGCTTCAGGACCAATCC 273

Ad02A3524 Aradu.A02 3524 c (A)10gaaattgaattaaaattatgagcaatgttcatttgtaactataaatagatatttaaaaataaaaataatttaatttaa(T)1199 9694082 9694180 CCCCATGTATATTGGGTTGC AAAATCATACCCTCCTCTTGC 243

Ad02A3526 Aradu.A02 3526 p2 (TA)11 22 9699441 9699462 ATCTCTCTTAGGCGGCGTTT TGCGAAAGTATAATTGCCACAC 270

Ad02A3532 Aradu.A02 3532 p3 (GAA)5 15 9733083 9733097 GACAAAGAATTGAAGGCCCA ATGAGGTCGGAATGGTGAAG 213

Ad02A3533 Aradu.A02 3533 p3 (ATA)5 15 9736672 9736686 CATGGCAGGCCTTCAAGTAT AGCTTTCATTTTCCCCAAGT 252

Ad02A3538 Aradu.A02 3538 p3 (ATT)6 18 9747763 9747780 ATATGTCGGGCATGGATGTT AAGAAAAAGGAGGATGCAACAA 266

Ad02A3543 Aradu.A02 3543 c (TCC)6tcaagaacatgatgcttcatcatcaaccatgtctccagag(AAT)573 9763918 9763990 TGGCAGTAGTTGTTCCATGC GAAGCTGTTGTGAAGTGGCA 170

Ad02A3544 Aradu.A02 3544 p2 (TC)9 18 9764736 9764753 ACAATAATGGTGGTGGCTCC CCAACCTGCTTGTTCCTCAT 158

Ad02A3547 Aradu.A02 3547 p3 (TCA)5 15 9769068 9769082 AATCCAAAAACCAATGACGC CAACAGAGATGGATGCATGG 270

Ad02A3555 Aradu.A02 3555 c (T)10attcgatttcttcttattgatgtccatttttgggaccaaatggttaaatgggttcagagattc(T)1386 9789968 9790053 CGATGATTAATTAGCAGGTTGG CGTAACCATGGTGGAGGAGT 277

Ad02A3565 Aradu.A02 3565 p2 (TA)7 14 9824637 9824650 TTTTCCATGCCCAAGGTTAG TTTCCGGTCATATTAGGCCA 211

Ad02A3569 Aradu.A02 3569 p2 (GA)10 20 9838584 9838603 CCCGTCAAAGAAAAACAAAGA TCTTGATTCCAAATCCTCGG 145

Ad02A3577 Aradu.A02 3577 p2 (AT)11 22 9864008 9864029 TGATTGGTGGAGGCAAAAAT TTCACTACGCTGGCAAATTA 280

Ad02A3581 Aradu.A02 3581 p2 (TC)8 16 9890393 9890408 ACTCCACCAACCACCATCAT AGAAACCTGGAGCAAAGCAA 278

Ad02A3582 Aradu.A02 3582 p2 (AT)6 12 9901797 9901808 CCATGATGGAGAAAGGGAAA TCTTTCCTCATTTCAAAAATCAAA 261

Ad02A3583 Aradu.A02 3583 p3 (TCT)5 15 9910281 9910295 CCCATCACCTCTTCACCACT TTAGAATGTTGCTCGCCCTC 278

Ad02A3584 Aradu.A02 3584 p5 (ATTAA)5 25 9917404 9917428 TGCACGTAGAAGATAGCCAA ATGTGCGAATTGGTACCTCA 263

Ad02A3588 Aradu.A02 3588 c* (TTAT)7(TTA)7* 45 9931801 9931845 TCTGCTGCGGCATGTATAAG TCCCATCGATCAATACACCA 172

Ad02A3589 Aradu.A02 3589 p2 (TC)9 18 9931969 9931986 TGGTGTATTGATCGATGGGA GGGCTTAGCTTCTTGGGTTT 215

Ad02A3593 Aradu.A02 3593 p2 (TA)6 12 9939558 9939569 AATTTGAACTTTTACTTTACCCTACCT GCCTTTTCATCCCTAATAAATACA 276

Ad02A3596 Aradu.A02 3596 c (A)10tc(T)10 22 9941952 9941973 CCACCATCATCATCATCTCCT TCATTTGCTTTTGTGATGCAA 107

Ad02A3598 Aradu.A02 3598 p3 (CAA)7 21 9942412 9942432 GGCATAATGTTCCCAGCAGT CCAGGGAGGCTTCTCTTTTT 188

Ad02A3599 Aradu.A02 3599 p4 (TTTA)6 24 9942693 9942716 TCTTGTCTGCCTGAGAATTAAGC ATCCCTTTGGAACCCTTTGT 256

Ad02A3600 Aradu.A02 3600 p2 (AT)6 12 9945786 9945797 TGAGGCATTTTTGGATCATTC CGGCTCTCAAGTATTAACGTCAC 121

Ad02A3601 Aradu.A02 3601 p3 (TGC)5 15 9946642 9946656 CAACCACAATCCAACAGTGC CCAACTCCAAGTGAGGCATT 137

Ad02A3604 Aradu.A02 3604 p4 (AAAG)5 20 9951686 9951705 ATGTCAACGGTTAAGGGGGT GTGGATTTAGTTGCCAACCG 176

Ad02A3606 Aradu.A02 3606 p4 (TTTC)5 20 9952901 9952920 CCCTCTGCAGAAGAAGAACC TGGAGTGGATTGCATTGTGT 257

Ad02A3620 Aradu.A02 3620 p3 (ATT)6 18 10002590 10002607 GGTTCGTTTAAGTGTTCGAATTTT GGGAACTATTTTGTGAGCTAGACC 278

Ad02A3622 Aradu.A02 3622 c (T)10ccaaaaaattctccactctccttttttactttattt(TTC)6ctattttcttttttctttttttccaatttaattattttctctctcaacaaacgaacaaacatcagtacctctcacaaaagaaaaaaaag(A)10163 10003340 10003502 CAGCAAAACACAAAAGCGAA AAGCGGAGGGAGAAGAGAAG 277

Ad02A3623 Aradu.A02 3623 p3 (ACG)5 15 10003607 10003621 CTTCTCTTCTCCCTCCGCTT TTGCGATTCGAAATACCTCC 237

Ad02A3624 Aradu.A02 3624 p3 (TGG)5 15 10003766 10003780 AAGACCTCAACGACGACGAC TGCGATTATTACAGCTCCGA 270

Ad02A3628 Aradu.A02 3628 p3 (CAT)5 15 10032337 10032351 GGTTTAGGTTCATGAGTGGCA GGGTATCATACATGCACAGTGG 273
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Ad02A3629 Aradu.A02 3629 p2 (TC)6 12 10032572 10032583 ACTGTTCCACAAGGTGGGTT AAAGGGCTAAAAGGGCACAT 194

Ad02A3631 Aradu.A02 3631 p3 (TCT)5 15 10043379 10043393 TGGAGTTCTGCTACACATTTAAGC AGGAGGAGATGGATGTGGTG 182

Ad02A3632 Aradu.A02 3632 p3 (AGG)8 24 10044134 10044157 TGGTGATGACGGTAACCAAA TCTCCACATCCAAGCAATTTT 147

Ad02A3642 Aradu.A02 3642 p2 (AG)7 14 10052667 10052680 GCAGTGGCAAACAAAGTTGA GGTTCATTCCGCCTAAAACA 268

Ad02A3643 Aradu.A02 3643 p5 (AATTA)5 25 10054479 10054503 TCGGTTCCACTGAACATTGA ATCCACCATCTTTCTCACGC 191

Ad02A3652 Aradu.A02 3652 c (TA)7tgtttaagtagaacaaaaatattaattttgttatatcaattactgtgttaagtatttgcacatcttaattgctgc(T)11100 10084570 10084669 TTTTGCTGAATATGCCGAGTT TTGCTCAAATACCTCAAACAAAA 280

Ad02A3653 Aradu.A02 3653 p3 (GAG)6 18 10093732 10093749 GCAAGAGCATCCGCTTTAAC GGCGAAGAAGAACACTCAGG 273

Ad02A3655 Aradu.A02 3655 p6 (GATGAC)6 36 10103157 10103192 ATCATGGTTTCTGCCTTTGG AACACCAACCCTGATTGCTC 173

Ad02A3656 Aradu.A02 3656 p3 (ACC)5 15 10103764 10103778 TTCTTGGTGCTCAACACAGC CGGCACCGTTCTAAGGAATA 219

Ad02A3658 Aradu.A02 3658 p2 (GA)6 12 10114058 10114069 GTCAAATTCTGGCCGGTTTA GTCGCAGCTTCATCTTTTCC 215

Ad02A3659 Aradu.A02 3659 p3 (AAG)9 27 10114231 10114257 GGAAAAGATGAAGCTGCGAC CAAGACTCCAACGCCAAAAT 225

Ad02A3660 Aradu.A02 3660 p2 (AT)6 12 10116482 10116493 GCCTCCTTCATTCAGCAAAA CCAGTGGCAAGGTATGAGAAA 275

Ad02A3662 Aradu.A02 3662 p4 (AAAT)5 20 10125642 10125661 TTTCGTTAATACCCCCTCCC GAAAACTTACTACGGGAACACCA 153

Ad02A3667 Aradu.A02 3667 p2 (TA)6 12 10144340 10144351 TTGTTGAGTGGGTAGAAAAACAA TTCACAAATAAAAACATAACATATTCG 100

Ad02A3669 Aradu.A02 3669 p2 (AT)9 18 10147129 10147146 GACAGGTTCGACCCGTTTTA CACGGAGATCAGATCCTTTTG 278

Ad02A3679 Aradu.A02 3679 c (AT)6(AC)6 24 10169173 10169196 GCAACGCTCACGTAAACAAA TCTGCAAGCGAAGTAGGGAT 204

Ad02A3680 Aradu.A02 3680 p3 (TTA)12 36 10177486 10177521 GACATTAGTTATTAGCAAGAATGACCC GGGTTGTGATGACGATGATG 276

Ad02A3681 Aradu.A02 3681 p3 (TGA)5 15 10178619 10178633 GGCTTTGTTGTGTCTGGGTT TCCAAATATACCCCTCCCTTG 248

Ad02A3685 Aradu.A02 3685 p2 (TA)6 12 10187214 10187225 AACATGTTTGTATAATGGACAAGATT TGATTTCACCTAAAACAGCTCA 230

Ad02A3689 Aradu.A02 3689 p3 (GGA)5 15 10193148 10193162 AGACACCTCAAAGGCCTCAA ACATGTCCTTCTCCGACCAC 194

Ad02A3690 Aradu.A02 3690 c (A)10gaaaaaaaaagaaagag(A)1138 10193375 10193412 TGGAGATATGGTGCTGGACA CGTGCGACTCCTTTTCTTTT 186

Ad02A3691 Aradu.A02 3691 p2 (AG)6 12 10194822 10194833 CAAACAACTCCACCCGCTAT CTTCAATCCAACCCCAAAAA 256

Ad02A3692 Aradu.A02 3692 p3 (ATC)6 18 10207777 10207794 TCATGGCATTCAAGTCCAAA TAATCGACCCTTTGGTGAGC 258

Ad02A3695 Aradu.A02 3695 p3 (TCT)6 18 10221194 10221211 CACAAACCATGAATCCACACA AATCCCTATAATTCCTTTTGTTTTT 253

Ad02A3697 Aradu.A02 3697 p3 (ATC)5 15 10228939 10228953 GGGATATAGTACCCGGCACA GAGAGGGTGGTGACTTGGAA 258

Ad02A3699 Aradu.A02 3699 c (T)11ga(T)10 23 10237096 10237118 CAGAAGTTTTGAAAATCAAACTGG TCGATTGAACGGATACATTTTT 208

Ad02A3700 Aradu.A02 3700 p3 (ATG)8 24 10238484 10238507 CAAGCTTTCCCAAACCTTCA GAAACGATCATTGCAGAGCA 263

Ad02A3704 Aradu.A02 3704 p2 (TA)6 12 10244188 10244199 TTGTGAATACCATGTGGAGCTT TTTGCCAATTGAGACGTAGAG 278

Ad02A3707 Aradu.A02 3707 p2 (TC)24 48 10247321 10247368 ACTCCCGTCATCGTCGTTAC ACGGCGACTAAGTGACGAGT 268

Ad02A3709 Aradu.A02 3709 p3 (TTA)5 15 10256659 10256673 AAACAAAGTTAACGCAAAACAAAA TTTTTCGATTCTCTTAGCACG 275

Ad02A3711 Aradu.A02 3711 p2 (CT)8 16 10273974 10273989 AACCGGTGAACCAACTGAAC GAGAAGAGTTCGGCGATGAC 189

Ad02A3712 Aradu.A02 3712 p2 (CT)10 20 10274109 10274128 GTCATCGCCGAACTCTTCTC GACGAACAGAGACCAGAGGC 197

Ad02A3715 Aradu.A02 3715 p2 (TC)8 16 10275987 10276002 GGTGCTCTTGCCACTCTCTC TCGTGGATTTTACCGTAGGC 250

Ad02A3718 Aradu.A02 3718 c (TA)7gttgtattttgtatattatttaagaaaatattgattgatagtgttttagaagtaaatagatattaaaaaaaggagaaaatg(T)10105 10297067 10297171 CGTATTTGTTGTTGTTGTTAGAATGTT TCTGATTCAATCCTCAATAAATAAAAA 244
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Ad02A3720 Aradu.A02 3720 p2 (AT)10 20 10303731 10303750 TGCGTCAAGATTTTGTCATCTC AATCGCGACTATTTGCATGA 258

Ad02A3722 Aradu.A02 3722 p3 (AAT)5 15 10306398 10306412 AACTTGGAAAAGTGGTGGTAAA TTCTTCCATTTGAGGGCTTG 257

Ad02A3723 Aradu.A02 3723 c* (AAT)5(T)10* 24 10310017 10310040 CTCCAATCCCTACCAAACCA CACCGCAGCTAACAAAGACA 242

Ad02A3724 Aradu.A02 3724 p2 (AG)6 12 10310421 10310432 GAGGCTGAGAGAGCGAGAGA TTATTTTCCCACGCACACAA 218

Ad02A3729 Aradu.A02 3729 p2 (GA)17 34 10314962 10314995 CGAGAGAGGGAGAGGTGTGA TGACTCGCATGAATGCTTTT 111

Ad02A3730 Aradu.A02 3730 p3 (AAT)17 51 10315479 10315529 TTTTGGATACGCTGGAAACA TCTTCGTTCTAGACCCAATCG 266

Ad02A3731 Aradu.A02 3731 p3 (TAA)12 36 10337870 10337905 TCCACAACACCTCTTTTCCTC TTTCTTTCGATCTATCTATTTAACCAA 242

Ad02A3733 Aradu.A02 3733 p2 (CT)6 12 10339448 10339459 AAAATTGAAGTTTTACCCACAAAAA CGACTGCAGTTGGAGATGAA 274

Ad02A3735 Aradu.A02 3735 p2 (TA)8 16 10353456 10353471 GAGCGTTGCGCTTTTAATTT ACGCATGTTAGGCTAATGCC 253

Ad02A3736 Aradu.A02 3736 p2 (AT)13 26 10356622 10356647 TTTGGCCACACGTTCACTTA TGCCGTCAATAAGGTACGAA 258

Ad02A3738 Aradu.A02 3738 p3 (GAT)6 18 10361650 10361667 TTTGTATTGGGCATCATCACA TCATCCTCCATTTTCTTTCCC 248

Ad02A3742 Aradu.A02 3742 p3 (AGG)8 24 10380681 10380704 TGGTTCCGTTTCCAAAGAAG AACCGCTGCTAAACCAGAAA 181

Ad02A3749 Aradu.A02 3749 p2 (AT)9 18 10413971 10413988 GGTGACCTTTTTGTTTTATCGC TCAAAATATATTGGTCTCTAATGCTCA 257

Ad02A3755 Aradu.A02 3755 p3 (TGT)5 15 10426765 10426779 ATCTGCATCGCTTTCTGCTT CCACCAACATTACCACCACA 251

Ad02A3760 Aradu.A02 3760 p4 (AAAG)5 20 10434333 10434352 CCAGTGGAGGAGGTAATTTCA ATGCGCCTAACTTTTGCACT 176

Ad02A3761 Aradu.A02 3761 c (TA)6attaacggctactgtatcatgtaat(A)1047 10436704 10436750 TGACCGCATTCAAAAGGTAT TGTTTGACCGAAAACTATACACTGA 280

Ad02A3768 Aradu.A02 3768 p3 (CGC)5 15 10442947 10442961 CGCTCGAGTCCAAAAGAAAC GAGGCGTCGTCAGAGCTTAG 235

Ad02A3771 Aradu.A02 3771 p3 (ATC)7 21 10452704 10452724 TCTGCCCAATTTGGAGAATC CGACGTTTCAGCGTCAATAA 216

Ad02A3772 Aradu.A02 3772 p3 (ATT)14 42 10453193 10453234 AAAAACCTTCATAACTTGGACGA CGAAGAAAGGATACTATCAACGAA 270

Ad02A3775 Aradu.A02 3775 c (A)11tcttatataatgctgggaagataaatatagatgtagtcatgtagatcagaccattaattttgtttatt(A)1089 10462221 10462309 CGTTATTGTGTTGAGCGAGC AAAGTTGGATCTACGAGTTGTAACG 144

Ad02A3777 Aradu.A02 3777 p3 (TTG)5 15 10463135 10463149 TGCCATGCTCACTTTCACAT ACAAAAATGTCCCACCCTCA 230

Ad02A3778 Aradu.A02 3778 p3 (TGA)5 15 10463429 10463443 TGAGGGTGGGACATTTTTGT AGGTTTGAACCTTGAGGCAA 238

Ad02A3779 Aradu.A02 3779 p2 (GA)9 18 10463630 10463647 TCTGTTGCCTCAAGGTTCAA AGGAGCCTACCATTGCATGT 278

Ad02A3780 Aradu.A02 3780 c (T)10ccaaggtttagaataatagtgagtagtagtaacagttatttatttatttgtttgtttcaatacaatgattgtga(T)1094 10464846 10464939 TGCTTGCTTGTATCACCTTATG AAAAATTGCAGTGTCATAATTTTGTT 232

Ad02A3782 Aradu.A02 3782 p4 (ATAA)5 20 10468420 10468439 AAATTTGTTGCATGAGAAGACG AGTGCTCTGTTGGCCATTCT 232

Ad02A3783 Aradu.A02 3783 c (A)11ggaaaggaagaagaggatgctggcgaggaacagtaccatcgtcgtggctgcgatcaagagagaagagagagaggggggatggtgagcgagaaaa(AG)13131 10472100 10472230 CGCTCACCTAATCTTCTCACA CCTCTCTCTGAGTCGAACCG 263

Ad02A3787 Aradu.A02 3787 c (A)10ttgatttttaaaatccaataatattcaatcactgtgtatttaa(T)1063 10481762 10481824 TTGATGATTTGATATTCGCCA GGTCGAGCCCATTCTTTTT 230

Ad02A3789 Aradu.A02 3789 p3 (TAT)10 30 10494137 10494166 ATCCCAATTTAAGCCTTCGC AAGCTGAAGAGAAAGAGAGAAAACA 239

Ad02A3792 Aradu.A02 3792 p2 (AT)6 12 10499225 10499236 TGTGTAGAAAATCATAAGCTTAGGTCA CGATTTTGTGAAGCAAAGCA 187

Ad02A3793 Aradu.A02 3793 p4 (TTAA)5 20 10499533 10499552 TCAACCGTGCCTGATGAATA ACACACTCACCAATTTGCCA 156

Ad02A3794 Aradu.A02 3794 p3 (ATT)5 15 10499719 10499733 TGGCAAATTGGTGAGTGTGT GGTCAACAGAATTCCGAACC 175

Ad02A3796 Aradu.A02 3796 p3 (AAT)5 15 10501055 10501069 AAAGCTTCTCCCTCCCCATA TCTTCTTGTTGTTCCCTGGC 244

Ad02A3797 Aradu.A02 3797 p2 (TA)6 12 10502040 10502051 CGGGTATGAAATTGTTGGGT CAAGGCATAAGCAAAATCAAA 222

Ad02A3800 Aradu.A02 3800 p2 (AT)8 16 10502766 10502781 TCGGTAGTTATATATCTCCACCAATG TCTCAAGTAATGAAATGATCGGAA 264
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Ad02A3802 Aradu.A02 3802 p3 (TAA)8 24 10506261 10506284 CTCATATGAACACCATTCTTTAACA TCTTTTTAGGAGAAATAAAACCAACAA 273

Ad02A3803 Aradu.A02 3803 p2 (AT)9 18 10508344 10508361 GAAGAAGCTTGTTATCGAAAAGTT CGAATCTGACTTCACCCGAT 230

Ad02A3808 Aradu.A02 3808 p3 (ACC)6 18 10529946 10529963 TGTGAAGGGATGTGGTGAAA AAACCTTGCCATGGAGTCTG 148

Ad02A3810 Aradu.A02 3810 p2 (CT)19 38 10531940 10531977 TTAAAATGGTGAAGGAGGCG CCGTATTTGTTTGAGTTTGAAGG 272

Ad02A3812 Aradu.A02 3812 p3 (AAT)15 45 10555443 10555487 AAAGAAAAGCAACGGAAGCA TGCAGAACGTGATATGGAGG 256

Ad02A3814 Aradu.A02 3814 p3 (TAT)8 24 10570784 10570807 GTTACTTTCCTGCGCCACTT ATTCGGAATTGAGCGAACAC 219

Ad02A3817 Aradu.A02 3817 p2 (AT)9 18 10585173 10585190 CTCAAAGCATGGAATGTGTCA TGTCTTTGAATTTGGGGCTC 266

Ad02A3818 Aradu.A02 3818 p3 (GTG)5 15 10588309 10588323 CGGCACCGTTCTAAGGAATA TTCTTGGTGCTCAACACAGC 222

Ad02A3821 Aradu.A02 3821 p3 (CTC)8 24 10595551 10595574 AGGAAGCTAAGGCCAAGTCC CATCCGCTTTAACACCACCT 237

Ad02A3822 Aradu.A02 3822 p3 (CCT)5 15 10597768 10597782 AAAGGGTCCAGGAGGCTAAG CCGCCATCAAAAGAAGAAGA 220

Ad02A3823 Aradu.A02 3823 p2 (TA)9 18 10617537 10617554 ATGGCTAGCCGGCTTAAACT CGCGACATAAAGCAAAGGTT 258

Ad02A3825 Aradu.A02 3825 c (T)11cgtttttttttcctttaattttttgggtcttgaattagcactagttctatatgtctctc(T)1080 10619400 10619479 ACAAGTTGCTCACCCAGCTT TGAGAGCAATTAATTTTGGGC 190

Ad02A3827 Aradu.A02 3827 p5 (TTATC)5 25 10622510 10622534 CAAATTCAGCCCAACAGGAT CAGCAGAGCTCAAGAAGCG 257

Ad02A3829 Aradu.A02 3829 p2 (TA)7 14 10627939 10627952 TAATGGCCGAAGCCATAAAG TGGAGGGTTTCACAGTTTCC 238

Ad02A3830 Aradu.A02 3830 p2 (AT)6 12 10628447 10628458 CGGTAGTTCGGTCAAAAAGC ATGGCTAGCCGGCTTAAACT 264

Ad02A3831 Aradu.A02 3831 p3 (CAA)5 15 10637273 10637287 AAAGGGCAACTGCTGAGAAA ACAATTGTAGCACAAGCCCC 242

Ad02A3832 Aradu.A02 3832 p3 (AGA)5 15 10645801 10645815 CACGTACCCTTCCTTTTCCA TTCTTGGTGCTCAACACAGC 204

Ad02A3838 Aradu.A02 3838 p3 (CTC)5 15 10659060 10659074 TCTTTTGCAGACATGGCAAG AGAAGAAATCACAATGGGCG 165

Ad02A3842 Aradu.A02 3842 p3 (AAT)15 45 10677363 10677407 TTTCTTCCACCCCTAACCTTC TCACTTTTAGATGAAAAATTACAGAAA 256

Ad02A3844 Aradu.A02 3844 p3 (TAT)8 24 10678409 10678432 CCTGCGCATTTTCATCAAT GGATCCGATTGATATTTTTGTT 252

Ad02A3845 Aradu.A02 3845 p3 (TCT)5 15 10679359 10679373 CAACACCGCAATGATCAAAC ACAGTGGTTCGCAGCTTCTT 172

Ad02A3849 Aradu.A02 3849 p2 (TA)7 14 10685467 10685480 CCTCAAAATGATGTTCCTACAGC CATTTTCATTGTGCATTGCC 257

Ad02A3850 Aradu.A02 3850 p3 (TGA)5 15 10686779 10686793 TCATGAAGTGATGGGTTGATTT AAGCAGGGTCCCTACCAGTT 146

Ad02A3852 Aradu.A02 3852 p3 (TCA)5 15 10693785 10693799 TCCCTTCTTTTGCTGCTGTT GAGGAAAACGATTCGGATGA 240

Ad02A3853 Aradu.A02 3853 p3 (AAT)25 75 10694258 10694332 ATTGATCATGGCCGTTTGTC ATTTCATCTACGAGTGCATTTTT 275

Ad02A3855 Aradu.A02 3855 c (CAA)15(TAA)6 63 10694893 10694955 AAGAATGATAACAACATCCAGCAA TTTAAACATGTGAGTATCCTGTTTTT 251

Ad02A3856 Aradu.A02 3856 p2 (AT)10 20 10711262 10711281 TCGAATTTTATGTAAAACACATCTCA GGAGGCTTGTACCAATGACAA 229

Ad02A3857 Aradu.A02 3857 p3 (TAA)11 33 10711939 10711971 ATTACTCTGGCCCAGCTCCT GATGTTGTTCTTCAATTGTGGG 220

Ad02A3858 Aradu.A02 3858 p3 (AAG)6 18 10712951 10712968 GCTCCTCATCTTCTGCTGCT CGTTTCAAACCGTTACTGCAT 240

Ad02A3859 Aradu.A02 3859 p3 (GAA)5 15 10716941 10716955 AGCCATAATCGCACCAATTC TGCCATCATTCATTCCTTCA 151

Ad02A3861 Aradu.A02 3861 c (T)11(A)10 21 10721963 10721983 GCACCCTCCTGAATCACAAT TGCTGTAGAACAGGTAGTGCG 208

Ad02A3863 Aradu.A02 3863 p3 (TTA)11 33 10722321 10722353 TTCCACACCCACTATCTCCA TGGATTTTGGTTCCCGTTTA 269

Ad02A3864 Aradu.A02 3864 p4 (AATA)6 24 10722523 10722546 CAGCTTAAACGGGAACCAAA TGGCATTGTTTGTGAAGGAA 180

Ad02A3865 Aradu.A02 3865 p2 (AT)6 12 10731748 10731759 TGATGGGCATAGTTATGTAAAGAAA AAGCAAATAACACACTTGCCA 280
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Ad02A3866 Aradu.A02 3866 p2 (TA)10 20 10743573 10743592 GATGGTTTGGTGGTACTGGG CCCATCTTCTTCCTTCCCTC 184

Ad02A3874 Aradu.A02 3874 p4 (AAAT)5 20 10758801 10758820 AAATCCCAATCTTGTTCCCC GTGTCCCTTGCATATGGCTT 183

Ad02A3877 Aradu.A02 3877 p2 (TA)6 12 10762653 10762664 GTTTCCTCCCTTTGGAGCAT TGGGTATTAATTTGAAGTTCTCTGC 153

Ad02A3882 Aradu.A02 3882 p4 (TAGA)5 20 10772038 10772057 GTTTTTGTGGCTCCCTTTGA TCCCTTGGCTGAGACAAAAT 280

Ad02A3883 Aradu.A02 3883 p3 (AAC)5 15 10772327 10772341 ATGGTGGAAACTGGTGAAGC CCGTACTTGATCCCAATTCC 238

Ad02A3885 Aradu.A02 3885 p2 (AT)7 14 10777506 10777519 GGATCTGGTGACAAGTCCAA GCTTGTTCCTCATTTGACCC 279

Ad02A3890 Aradu.A02 3890 p2 (AT)10 20 10780649 10780668 AGCGGGCAAGATATTGAGTG TGATCCATTTTGCTGATCCA 280

Ad02A3892 Aradu.A02 3892 c (ATC)5tataattaacaaaaaattttgaaatgagtttcttaacaataactattgtctatctc(A)1081 10791944 10792024 ACCAACACCACCCTCAACAT AATTTGCCAATTTCTGCCAC 235

Ad02A3893 Aradu.A02 3893 p2 (TA)6 12 10794283 10794294 ATTCGGGTAATTTTGTCCCC CGCATTCCATGAGCAACTAA 279

Ad02A3894 Aradu.A02 3894 p3 (TAT)17 51 10795999 10796049 AGCGGCCCACAAATAGTAGA CGTAATATTGGCAATTAAGACAATG 224

Ad02A3895 Aradu.A02 3895 p2 (CT)6 12 10797704 10797715 TTCCATCTCATCCATCCTCC AAAGGGGAGCACGAACATAA 221

Ad02A3897 Aradu.A02 3897 p3 (ATA)10 30 10811214 10811243 TGCACACATTAATAGTGACCCAT CCTTTTTAAAATATAATGCATGTACCG 111

Ad02A3898 Aradu.A02 3898 p2 (TA)6 12 10811883 10811894 GCTCTTTCCTAAAAATATTGGCA CAGGAGAAGTCCTATGTCTGAGG 195

Ad02A3901 Aradu.A02 3901 c (TTA)5gatatcaccttcattattattttg(TTA)554 10818139 10818192 TGCTTATTCAGATCAATGTCATGTT TGACGGGGTCTTTTTCAAAT 274

Ad02A3902 Aradu.A02 3902 p2 (TA)6 12 10826645 10826656 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 168

Ad02A3912 Aradu.A02 3912 p2 (AT)6 12 10851846 10851857 AAAAGGCAGCTAGAGTGGCA GAGTGGGTTTTTGTTTGGGA 233

Ad02A3918 Aradu.A02 3918 p4 (AAAT)5 20 10870791 10870810 AATTATGTTGGTGGGTCTCCA AACTCTCCCTCTCCTTTCGTG 100

Ad02A3919 Aradu.A02 3919 p4 (AAAT)6 24 10875523 10875546 AAGCTTGGTGGAGCAGCTTA TCTCCATCGAAGCTCCTTGT 208

Ad02A3921 Aradu.A02 3921 p2 (AG)6 12 10879999 10880010 TGGAAGAGGGAGAGAGAGCA GCGCTAGCAACAATAGTCTCA 149

Ad02A3932 Aradu.A02 3932 c (TTC)5tgccttcggagtaggcagtttcgagaattcggttggtgactgttac(T)1172 10912675 10912746 TTTCTTCACGCCTCTTTCAA CAGTCATACAAACCCACCAAA 186

Ad02A3934 Aradu.A02 3934 p4 (ATTT)5 20 10934866 10934885 TCGAAAAATTAAGAACCAAGTTGTC AACCAACTAGGGGTGAAGCTAA 278

Ad02A3935 Aradu.A02 3935 p2 (CA)6 12 10938760 10938771 TCCCTGAAGCATCGAAAGAT TTCTCCACCCAACAAGGTTC 189

Ad02A3936 Aradu.A02 3936 p2 (AT)6 12 10939741 10939752 TCAATGACCAAATACCACCTGA TTGAACTTAGCATTAAAACACTTGA 263

Ad02A3939 Aradu.A02 3939 c (TA)6ataatattatatgttgtaatg(TA)645 10940524 10940568 GAAATAAGAAGAATAAAAAGCCTGTTG GGAAGTTAAGCCTCCAACTGAA 248

Ad02A3940 Aradu.A02 3940 p2 (AT)13 26 10945675 10945700 CCTTTATCCTTCTGGGATGC GCCTCCGTCAATTTTACACA 268

Ad02A3941 Aradu.A02 3941 p2 (AT)10 20 10947006 10947025 GGACATAAAGTGGTTATCGGG CTAACTCAACCCGCGAAGTC 213

Ad02A3943 Aradu.A02 3943 c (A)11cgagtgtgagggatcaggagaaaactcgagaaaataagaagaagaagggtttaagtgggggcatgtgcccccacgtgactatgctctttttcttg(T)11117 10954520 10954636 AAAGGAAAAGAGAAGTTTTGATTTG CACAGGAACTGTAAATATGTAGGCA 273

Ad02A3949 Aradu.A02 3949 c (TTA)13ttgtgcttcctttggccgaagtcttaaggaaacaaaggaaagataaggaaagctaaatt(TA)6110 10989134 10989243 CTATTTTGATAGGCAAAATTACGTT TGGCATCAGTGGATGAAAGA 222

Ad02A3950 Aradu.A02 3950 p2 (AT)6 12 10989352 10989363 TCTTTCATCCACTGATGCCA CGGAAACCTTATGGTCATGG 180

Ad02A3952 Aradu.A02 3952 c (AT)9aaatccattttttgaatttagtaaccctaatttctattcttcctttttcttccagactcattctcatccttgatc(CT)7107 10995133 10995239 CTGCCCCATGGAACCTATTA TGAGCGACGTAGTGACGAAC 205

Ad02A3955 Aradu.A02 3955 p2 (AT)6 12 10999122 10999133 TCTGTTCGGCATAAGAACCC TGCATCAAAAAGAAAAGTGGAA 212

Ad02A3960 Aradu.A02 3960 p3 (TTA)5 15 11019953 11019967 CAAATCAATCCCCAATATTTTTC CAATCCCCAACGTTTCTCTC 236

Ad02A3967 Aradu.A02 3967 c (T)10cgaaaaataaatttttttaataaataaatagcaccaatatttttcttaatttctgaaattaagtttggtgttgtc(TATT)5105 11039514 11039618 TTTCCTTGTTTCGCGTTAGC GCTGAGAATTCCCAATGAGG 250

Ad02A3973 Aradu.A02 3973 c (ACA)11acgaaacaccaatgaaacaacaatggaatcaagtagaaacagaagaagtaagagcagaaatag(AAC)5aaaaataatgtaacaatataatcaatcaagcaaccagaaacaacaataataaaaaatcaacaacataattaaagcaaaagcagaatg(GAA)5213 11060285 11060497 CAGTTATCAATTAAACAAAGCAGC GTCTCTGATCCCCCACTGC 273
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Ad02A3978 Aradu.A02 3978 c (AT)9acatatatatatacacttcagaatcttgtttttatgttataaaatactgtttg(T)1081 11079009 11079089 ACCAGCAACAGCGGATAACT AACCCTAAAACCCTGAACCC 255

Ad02A3980 Aradu.A02 3980 p3 (TTA)5 15 11086899 11086913 CTGATGTCGTCTCATTCAAAGG ACGGAGAAAGACGACGATGA 279

Ad02A3981 Aradu.A02 3981 c (TTAT)9taatta(ATT)557 11096057 11096113 CTTATTAATATGGTTAGCACCGC CACATTGGTTGGCGTTCTTT 273

Ad02A3982 Aradu.A02 3982 c (T)10gtatttttagttttacttaaaaaacttatcaaaaatactaaaattttaaaaagatttttttattaa(T)1086 11098777 11098862 AAAATTTTGATCCCCTTGGTTT AATTGCCATTGTCCTTGCTT 280

Ad02A3991 Aradu.A02 3991 c (TTA)9ttg(TTA)9 57 11119590 11119646 AATTGTTAACGGAAATTTTTGG TAACAAGGCCCAAGGTTCAT 224

Ad02A3996 Aradu.A02 3996 p2 (TA)10 20 11133574 11133593 CAGCTCATTAGTTTGTGAGTTGA CATGCGTTTCCGAGCTATAA 279

Ad02A3999 Aradu.A02 3999 c (TC)10atgtggtttatagccacttcttttc(T)1257 11145929 11145985 TTCGTTGATGTTCTTCTCCTTTC CCGTTGACGGAAGGACATAC 253

Ad02A4001 Aradu.A02 4001 c (TCT)5cacctttccgccacctctgctccgccggcagccaccaccggacggccagcctctttctctctctcatcaccacccaacccctcttctt(TC)6115 11152625 11152739 ACCGAACCAGGTCATGCTTA TGAACTGGATGGGTGAGAGG 223

Ad02A4002 Aradu.A02 4002 p2 (CT)8 16 11152855 11152870 CCCAACCCCTCTTCTTTCTC GCAGGGACAGCAGAATCAAT 273

Ad02A4006 Aradu.A02 4006 p2 (TA)6 12 11166472 11166483 TTGGAACCACTTCCCATCTC CCTTCAGATTTTAAAAAGGGAAAAA 152

Ad02A4008 Aradu.A02 4008 c (TGT)5tcctaaaactgaattaattggttattcaaatacaaaatagaagaagattgtggatccatgtaagcatcgtgatgg(A)10100 11167140 11167239 TTCCAGAACCCCACCACTAC TGCCATCAATAATGGTTCTTCTT 261

Ad02A4010 Aradu.A02 4010 p2 (AC)7 14 11177060 11177073 CCCCCTTACTCCTAAAACGC CGTTTGGCCTCCATAGTGAT 165

Ad02A4017 Aradu.A02 4017 p3 (AAG)5 15 11185873 11185887 GTGAGCAGGGGTACGGAATA GAACCCTTTTTCACCACTGC 272

Ad02A4020 Aradu.A02 4020 p2 (AC)8 16 11193587 11193602 CTTATCCGGCGTCTCAATTC TTGTGATGTGCCTCCGAGTA 212

Ad02A4022 Aradu.A02 4022 p3 (TAA)5 15 11204687 11204701 CTCCCATGTCATCCAGTCCT GATGGCCCACTGATACTGCT 275

Ad02A4025 Aradu.A02 4025 c (T)10ctttctc(T)10catttttgctggtattgacaacgtaaattt(A)1067 11210649 11210715 TTGTCATCGTGAGCGAAAAC TTGTTGATGCAACCGAAAAT 158

Ad02A4028 Aradu.A02 4028 p2 (TA)6 12 11229287 11229298 TATTCGTTGGTGGATTGCTG TGGTGGCATAAAAAGTGGAA 260

Ad02A4033 Aradu.A02 4033 p2 (TA)6 12 11242453 11242464 GAAAGTTGGCCATAAATCAGG TTGAGGTATCAAGAAATTTTGCC 279

Ad02A4035 Aradu.A02 4035 p3 (AAT)5 15 11243420 11243434 GGTGCTCAAGGACCTGAGTT AAAGATGAGTGTGGGAAAGCA 168

Ad02A4038 Aradu.A02 4038 p3 (TCG)7 21 11248114 11248134 GTCTCCTTCACTGGCTCGTC TAAGAAGGTGAGCACCGGAC 130

Ad02A4044 Aradu.A02 4044 p3 (TTC)5 15 11303741 11303755 TTGCCATTTTCATTCAAGCA TCTATTACTGCAAAGGAGGAACG 257

Ad02A4047 Aradu.A02 4047 p2 (AG)7 14 11313649 11313662 TGAAGAAGCAGCCAAAGACA ACCCTTCTTGAACCTTCCGT 269

Ad02A4054 Aradu.A02 4054 p2 (TA)10 20 11328170 11328189 GCAATAAAACAAAAACAAATGCC ACGTGTTGTGGTCTCGTGAT 228

Ad02A4056 Aradu.A02 4056 p2 (GT)6 12 11371186 11371197 GCTTGATTTTTGCTTGAATGC GTTCTAAAATTGTGCGCGGT 184

Ad02A4057 Aradu.A02 4057 p2 (GC)6 12 11383810 11383821 AGTGGTTTTCCACAAGGACG TCCCTTGCTTGGACTTCAAT 215

Ad02A4058 Aradu.A02 4058 p2 (GC)6 12 11386453 11386464 ACATGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 163

Ad02A4059 Aradu.A02 4059 p2 (TA)8 16 11402223 11402238 AAAATGTCACGCTTCTGGCT TCTCTCGCCTTTAGCTTTGC 265

Ad02A4061 Aradu.A02 4061 p2 (CT)6 12 11406249 11406260 CAAGAGGAATAGATAAACCAAAGCA GGCTATTTTTGGCCCAGTTT 264

Ad02A4063 Aradu.A02 4063 p2 (AT)9 18 11433126 11433143 TTGCGACATTTTCTTTTCCC GCTTTGGCCTCATTTGCTTA 253

Ad02A4064 Aradu.A02 4064 p3 (TCA)5 15 11434425 11434439 AACTCTTCTTCTCCCGCCTC CCCCTTCCAAGTAATTTTATAGCA 214

Ad02A4066 Aradu.A02 4066 c (T)10ggacaaaaattctctcaccactaccaacacaattccctcctct(ACC)5aacaccaacaccaccgccacaacctccacaacaccaccaccagcaccacgaccannnnnnnnnnnnnnnnnnnnnnnnnnnnnnntgcactgctgcccgt(TTC)8192 11444140 11444331 ATTTAAAATCGTCCTTAACCTTTTT TCCAGAAATTCACAGAATTCACA 266

Ad02A4067 Aradu.A02 4067 p3 (TGA)6 18 11444593 11444610 AGGGAATACGGGAAGAGGAA ACCTCTTCACCACCACCATC 191

Ad02A4068 Aradu.A02 4068 p3 (TCT)5 15 11449061 11449075 TTCCTCATCTTCTGCTGCTTC CATCCTGTTCCAAGTAATTTTGG 201

Ad02A4070 Aradu.A02 4070 p3 (GAG)5 15 11451550 11451564 CACGCAAAGAAAAAGGAGGA GCATCACGTTTTCAATGCAC 159
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Ad02A4072 Aradu.A02 4072 p3 (TCT)8 24 11460344 11460367 TGATTTGGTATGGTGCGTGT TGGAAGGGAAATGGTTGAAG 185

Ad02A4074 Aradu.A02 4074 p2 (AT)10 20 11464047 11464066 GCACGATTTCATGATTGCAT TGTGAAACATTTCTTTAATTTGGA 271

Ad02A4076 Aradu.A02 4076 p3 (CTT)5 15 11465312 11465326 GAAACCGTTCAAGGGTGAGA TGAACAAGAAAAGAAGAAGACGA 278

Ad02A4078 Aradu.A02 4078 c (A)10gagacgaagaaaaagagtcctagtgtagctttgaa(TC)1473 11489910 11489982 CAACAAATATTATGAAATGGAAAATGA TGGGATTTGGTGGGGTAGTA 256

Ad02A4079 Aradu.A02 4079 p2 (AT)6 12 11492906 11492917 TTGAGACACATAGACACATACACGA TTGCATAAGACACAAAATGTAATCT 277

Ad02A4085 Aradu.A02 4085 p2 (TA)6 12 11514253 11514264 TAACATAAGCAATTTGCGGC AGTTTTGGTCGGTTCTTCCC 238

Ad02A4086 Aradu.A02 4086 c (T)18acattgtgctgacccttgttctttaaatgacgctatccacatcattata(T)1077 11515825 11515901 CGCACATTGTTGAGGAGATT GGAGCTCTTTGTTCCCATCA 247

Ad02A4091 Aradu.A02 4091 p2 (CT)6 12 11531499 11531510 TCCCTCTCACCTGCAACTCT CCATCGCTAGTCAACGACG 212

Ad02A4092 Aradu.A02 4092 c (T)10att(TTTA)5 33 11534146 11534178 TCCGACCGAAATAGAATAAAAGTC TTGCAACGCACCACTTATTT 223

Ad02A4093 Aradu.A02 4093 p2 (AT)10 20 11539999 11540018 AAAATGACTACTTCCAGTTTACCATT TTCAAGATCAAAATTTCAAAAACC 179

Ad02A4094 Aradu.A02 4094 p2 (TA)10 20 11540714 11540733 TTCGTTCCCCTGCATTACTC GTGTGGGAAAATTGGGTTTG 271

Ad02A4098 Aradu.A02 4098 p3 (ACA)11 33 11557200 11557232 TGCAAACATTAATCGTGACCC CCTTTTTAAAATATAATGCATGTACCA 100

Ad02A4099 Aradu.A02 4099 p2 (TA)6 12 11557780 11557791 TCTCCTCTTTTGGCTCTTTCC AAAAGAAGATCTATGTATGAGGTACGA 273

Ad02A4101 Aradu.A02 4101 p3 (ATG)5 15 11565804 11565818 AAGATGGATTTCTGGCCCTT CTGCTCAACCACCACAAGAA 115

Ad02A4102 Aradu.A02 4102 p6 (CGGAGA)6 36 11582500 11582535 GAGGAGGATGAGGGAAGGAC CTTGTTCTCCCATCGTGGTT 181

Ad02A4103 Aradu.A02 4103 p2 (AT)9 18 11584507 11584524 CCTCCATGTATTATCCATTTGTCA AACCCAACCAATATGTTTGTCA 163

Ad02A4104 Aradu.A02 4104 p2 (AT)6 12 11592842 11592853 GCGGCTATGTATAGTATTGCTAAAA CGGTAACTATGGTAGATTTGGTG 254

Ad02A4111 Aradu.A02 4111 p3 (ATT)6 18 11614180 11614197 GCTAGCTTTTTGCCTTCCAA TAATGGCCTCCATGCTTCTC 209

Ad02A4122 Aradu.A02 4122 c (A)10gattgctttaacaag(A)1035 11624179 11624213 CCCGATACATGTCTTAGCTTGA TCCTTTTGTCTTTTTACGTTTCTTTT 239

Ad02A4126 Aradu.A02 4126 p2 (CA)6 12 11661899 11661910 CGCTAATCCCCGAAATTCAT GATGCGATGAGAAGGGAGAG 214

Ad02A4127 Aradu.A02 4127 p3 (AAT)21 63 11668677 11668739 TGTGCTTAGGACTCCCTTTG TTATTTGCGAAAATCCCACA 150

Ad02A4128 Aradu.A02 4128 p2 (CT)7 14 11674663 11674676 TCGAGTTTGGACAACTGACG AAGCCTCGGTCCAAAAGAAT 245

Ad02A4132 Aradu.A02 4132 p3 (ATT)12 36 11689501 11689536 AATTTGTCCTTTATCCCCGC CGGAGAATCGAACCTTTCTT 275

Ad02A4133 Aradu.A02 4133 c (T)11actaaagacaagaaggctcaaatttaca(AAT)5(TTA)17105 11690140 11690244 GTTGGAGTCATTCGACCGTT CGCTTTCAATCAAAAGACGA 256

Ad02A4136 Aradu.A02 4136 c (T)12ctccttttctaacgtgttaagaaaaggtgatttatttacaaataaggaac(TAT)5a(ATT)799 11700071 11700169 TCCGTTCAATGTTGGAGTCA GCGCTTTCAATCAAAAGACA 182

Ad02A4138 Aradu.A02 4138 p2 (AT)6 12 11702780 11702791 AATCAATGGTGGTGAGGCAT GGTTGGTTATGGAGAAACAGGA 226

Ad02A4139 Aradu.A02 4139 p2 (TG)7 14 11707065 11707078 TCTTCTGTCGCCTCTTTGCT TTGCAATGCCTTATTCTCCA 267

Ad02A4141 Aradu.A02 4141 c (T)13acgttgtgctgaccctcgttctttaaatgacgttatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttccgcagactcctttga(T)10118 11729123 11729240 GGAGGACACCTAAAGGGGAG AGAACGAGGGTCAGCACAAC 228

Ad02A4145 Aradu.A02 4145 c (TTA)8gaagagtaaaagacaaataggtccttaatc(T)1165 11730554 11730618 ATCCTTGCGACAGACCAAGA CCGTTCCTTAAAGACGAAAATG 278

Ad02A4146 Aradu.A02 4146 c (A)10gttagggacatatttatcctttactc(TTA)860 11733175 11733234 CCACTTTTGCAATTTTCCGT TGATGGAGACAAAATGCATCA 200

Ad02A4152 Aradu.A02 4152 p3 (ACC)5 15 11745865 11745879 GAATTACAGAGGCAGAGCGG TTTTACCAATAGCCAAGGCG 143

Ad02A4153 Aradu.A02 4153 c (TTA)5gtgccttatgatgcatttttaatgtccatcaagtaatattttttactgaatattttttatataac(A)1191 11746444 11746534 TGACAAGGACAAAATAATATGCAA CGAAGTTGATCTATCCAAGTTATGC 256

Ad02A4157 Aradu.A02 4157 p3 (TTA)5 15 11750523 11750537 CTAGGTAGGTGAGGGGCGAT GAAGGCAACGAAATTGGAAA 270

Ad02A4158 Aradu.A02 4158 p3 (TTA)10 30 11751238 11751267 CAATTGTAAGGATACCACAACACAA AGGAACAAGCACATACACCAA 221
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Ad02A4163 Aradu.A02 4163 p2 (TA)10 20 11756749 11756768 GGTTGCATATGGATCGGAGT TCAAAGGAACAAGAAGAGCAA 269

Ad02A4164 Aradu.A02 4164 p2 (CT)8 16 11759655 11759670 TAACAGCAGTTTCGTGGCAG CTCCACCCCCTAAACCTAGC 267

Ad02A4167 Aradu.A02 4167 c (TCA)5tcg(TCA)6 36 11764626 11764661 CACCATCGTCGCTACCTTCT TTTTGGATCAAACAACGTCA 229

Ad02A4169 Aradu.A02 4169 p2 (CT)16 32 11783035 11783066 GGACAACAATGGCACTTCCT GAGGCGAGAGAAGATTGACG 160

Ad02A4170 Aradu.A02 4170 p2 (CA)10 20 11786493 11786512 GGCAAGACCCAGAGTCAAAA TGCTGCAGCTTTTCATTTGT 239

Ad02A4171 Aradu.A02 4171 p2 (TA)16 32 11786898 11786929 ATGGCTATGCTTCATTTTGC GGGCATAACATTTTGAAGGC 264

Ad02A4172 Aradu.A02 4172 p2 (CT)13 26 11787184 11787209 CCAGGTGGAATCATTGCTCT TGCATCGCACAGTCATGTAA 203

Ad02A4173 Aradu.A02 4173 p2 (AC)11 22 11789838 11789859 TTCGAGCAATGGATGCTAAG TCTCCACGGAATCATTGACA 280

Ad02A4176 Aradu.A02 4176 p3 (ATA)13 39 11806308 11806346 TTTACCAAATTAACAGTGGCGA CTACCTCCAAGCCAAAACCA 224

Ad02A4182 Aradu.A02 4182 p2 (TA)8 16 11829698 11829713 CCTTGATTGAATGTGTTGGG GACAACCCACTTAGGCGAAA 142

Ad02A4183 Aradu.A02 4183 p2 (AT)7 14 11831498 11831511 TGCATGCATGTCCTATGGTT CATAAGGGTGACCGAGCACT 171

Ad02A4189 Aradu.A02 4189 p2 (TA)6 12 11869720 11869731 TTTAAATTCTGGCTTAAACGAACA GGGCCGTCAAAATAATGAAA 196

Ad02A4190 Aradu.A02 4190 p3 (ATG)5 15 11883110 11883124 ATGAGCCTCCACATGCTAGG TCCGAGAATTCTGAACTTCCA 202

Ad02A4191 Aradu.A02 4191 p3 (TAT)17 51 11889060 11889110 AATATAGAGAGCGGCCCACA TGCACAACACTTGAGATAAAGTCA 266

Ad02A4192 Aradu.A02 4192 p2 (AT)9 18 11891210 11891227 GGATGTCGCCAAAATTGGTA TGCGTTGACCATGTATGCTT 181

Ad02A4193 Aradu.A02 4193 p4 (TCTT)6 24 11900828 11900851 GCTCTCTGCCACTGCTTGTT TGATGATGTGTGATGAGGGG 231

Ad02A4195 Aradu.A02 4195 p3 (TCT)5 15 11901479 11901493 AGAAGGGACAGGGCAAGATT GGAAGCTAAATTAGGGGAGGG 231

Ad02A4196 Aradu.A02 4196 p2 (TA)6 12 11901956 11901967 GCAGAAGTTGGATTTGGAGC TGACCAAAAGAATCAACCCC 237

Ad02A4198 Aradu.A02 4198 p3 (AAT)24 72 11914114 11914185 TTTTTCGTCTCCAACGAACC GAAAGCCATGGACGACTGAT 272

Ad02A4202 Aradu.A02 4202 c (T)10gaagaatgattttaaaactaactcgaaccttagggatgattttgtatgcaaaaaaaagattaaaaa(T)1086 11926507 11926592 TTTCGCAGGAATGACATGAA GGCAGAATAATATGTAAAAGGGG 198

Ad02A4205 Aradu.A02 4205 p2 (AT)9 18 11933403 11933420 CGTTTGAATAAGCGGGGTAA TCGCAGGTTGTGACTAGCAG 132

Ad02A4206 Aradu.A02 4206 c (TA)6g(AC)9 31 11933628 11933658 CTGCTAGTCACAACCTGCGA TTTTCATTCCTAGGTTCTCATTCC 243

Ad02A4207 Aradu.A02 4207 p2 (AG)10 20 11944950 11944969 CAGAGAGGAAGAGGGGGTTC CGAAAATACTTCCCTCTTTTTCAA 227

Ad02A4210 Aradu.A02 4210 p2 (TC)6 12 11996610 11996621 CACTCCTCTTTCTCTCGCGT CCCTGAAGCTTCGCACTACT 255

Ad02A4211 Aradu.A02 4211 c (TC)9nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TC)20101 12017234 12017334 CTCTCCCGTGTAGTGGAAGC AACCAGAGGAGAGTGCGAGA 267

Ad02A4213 Aradu.A02 4213 c (AC)8atgtatatatatatccaaaaccca(AC)1060 12042101 12042160 GGATGCTCAATTAGATGCACTTT TCTCGTTAGGCATCTGGACC 243

Ad02A4215 Aradu.A02 4215 p2 (TA)8 16 12045295 12045310 GTAATGCACGCATATCGCAA CTTGAGGTCACGTGGAGACA 252

Ad02A4216 Aradu.A02 4216 c (CT)8ttcttgcaatcgctcgaagccccctcttctgaatg(T)1162 12048550 12048611 CGATCATCTCGTCCTCCATT GCCCAAATAAATATTAGCCCA 225

Ad02A4218 Aradu.A02 4218 p2 (AT)8 16 12052782 12052797 TTGCAAAAGCATAATGATAAAGGA ACAACTGGAATGCCACATCA 246

Ad02A4219 Aradu.A02 4219 p2 (TA)7 14 12054107 12054120 TGGAATGCCACATCATCAAT GCTCACTTAGACTCGACTCGC 215

Ad02A4221 Aradu.A02 4221 p2 (GA)6 12 12057376 12057387 CAGTGGCAGAAGCGACATAA CGAATTGCGAATCCTCTTTC 210

Ad02A4229 Aradu.A02 4229 c (TA)6tcttggtttcacgaatttgcctgccattcacgtttgtgaaatcaagttaacaaaaacatcttctca(TAT)6ttaatcataagggtttaaaataagaaaga(T)11136 12065544 12065679 TGCCATGTTCTTCACCTTTG GCTTGATGCGTATAGGCACTATTT 212

Ad02A4232 Aradu.A02 4232 p3 (AAT)5 15 12067133 12067147 AACAAAGCCAAAATTCCAGC ATTTCCCATTTTCCCTTTGG 244

Ad02A4233 Aradu.A02 4233 p4 (AAAT)5 20 12069631 12069650 CCATAGCAAGCTGAAGTGTCC TCTTGATTATGCTATGCAGCAA 235
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Ad02A4235 Aradu.A02 4235 c (T)10c(T)11ccatttctttca(T)3670 12072504 12072573 CGGGTGTGTGTTGTCATTGT AAAACACTGGCTGAGGTTGG 280

Ad02A4241 Aradu.A02 4241 p3 (TTA)7 21 12110648 12110668 CAGCTTTTCACTCTGGTGATTG CAGGCGTAGTCAACTTCACG 213

Ad02A4243 Aradu.A02 4243 p2 (TA)6 12 12130482 12130493 TTTTTCCACCAAATATATGTCCC AGGGTTTTGAGGAGGCAGTT 183

Ad02A4246 Aradu.A02 4246 p2 (TG)7 14 12136006 12136019 TCACCTCAAAGAACAACACCA TAGTGTTTCAGGGATTGCCA 277

Ad02A4248 Aradu.A02 4248 p3 (CAT)5 15 12141894 12141908 GCTAGGCCTACCATCCAGC TGGCAAATTCTGGAGTGACA 268

Ad02A4249 Aradu.A02 4249 c (TTA)6aattta(T)10 34 12142370 12142403 TCTTGCTGCCTTATTCAACG AACAAGAATTTGGTTGGCTGA 257

Ad02A4251 Aradu.A02 4251 p3 (GTT)5 15 12205543 12205557 TCCATGTAGCTAACCCCACC TGCATGGCATGACAATTACC 228

Ad02A4252 Aradu.A02 4252 p3 (GAA)6 18 12207506 12207523 TTGGGTTTTGCATGGGTTAT ATCAAACCGTGGCTGTTCTC 142

Ad02A4253 Aradu.A02 4253 p2 (TC)6 12 12208010 12208021 GATTCTGTGGGAATCCCCTT TTTTGTCTCGTCACTTGGCA 237

Ad02A4259 Aradu.A02 4259 c (T)10ctttttttttcgaaa(T)1035 12228144 12228178 CCGGATACATACATGCCACA TGGCTCTTGAAAGAATGAGGA 280

Ad02A4260 Aradu.A02 4260 p3 (TGA)6 18 12236303 12236320 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 269

Ad02A4261 Aradu.A02 4261 p3 (ATT)6 18 12236872 12236889 AAGCGCTCTCAAGACACTCA GCATGCTTCACATGCTTTCT 277

Ad02A4264 Aradu.A02 4264 c (A)10gatgaattaaaatcatgaaattaaaagacaaaaaataaatgaaacaacac(AAT)26138 12246549 12246686 TCCTTTTCCGGTTAAGAGTCC TCAATTTTCTCGATCATGCTG 251

Ad02A4269 Aradu.A02 4269 p3 (ATG)5 15 12252523 12252537 GATTAGCCAGCCAGCAAGAG GCTAGGCCTACCATCCAGC 113

Ad02A4271 Aradu.A02 4271 p2 (AG)13 26 12255370 12255395 CAGTTTTGTGTCTGCATCCAA TCGTGTACCGTGGTGTTCTC 272

Ad02A4272 Aradu.A02 4272 c (TCC)7(GCC)7 42 12255606 12255647 TTTCCCTCAGCGTAAACCAC CACTCCTCTCGTCTCCAAGG 277

Ad02A4273 Aradu.A02 4273 p2 (AG)8 16 12256042 12256057 TCCGATGAGGACCCATAGAC CACAATGCACACTCTCTCCG 219

Ad02A4274 Aradu.A02 4274 p3 (TTA)5 15 12271935 12271949 ATCAACCCCTTTCACTGTGC AAGCCCACAACTGTGAAGAGA 270

Ad02A4275 Aradu.A02 4275 p3 (TTA)8 24 12275578 12275601 CTTCTAGCCGAACCGTCTTG ATCGTCCAAACCCATTGAAA 255

Ad02A4276 Aradu.A02 4276 p4 (GATA)7 28 12288659 12288686 ATTGCTCTGGTCAACATCCC CAAGAGCATTGTGAAGCCAA 261

Ad02A4278 Aradu.A02 4278 p3 (TTC)5 15 12323992 12324006 ATGCTACCTCGGCTTGAGAA TGACGTACCATAAGAAGAGGGAA 260

Ad02A4279 Aradu.A02 4279 p5 (AAAAT)8 40 12333518 12333557 GCACAAGAAAAACAAGAAAAGACA GATTTTGGCAATTGGGTCAG 279

Ad02A4280 Aradu.A02 4280 p3 (TTC)5 15 12335249 12335263 TTTCTTCTTTAGTCATTCCTGCG CCGAATCTACTGCAACCTAACC 233

Ad02A4281 Aradu.A02 4281 p3 (TTC)5 15 12337243 12337257 TTCTCTTTAGCCATTCTTGCG CCATAATCTACTGCAACCTAACCA 267

Ad02A4282 Aradu.A02 4282 p2 (AT)6 12 12337774 12337785 GCACTTGCCAATTCTCAAAGA CTCCAAGGGAGAGTTATGCAA 202

Ad02A4283 Aradu.A02 4283 p3 (TTC)6 18 12341944 12341961 CCAAGGCAAGCAAATCTTTC CAAAATGAAGCTTCCATAAATGC 275

Ad02A4290 Aradu.A02 4290 p4 (AATA)6 24 12360104 12360127 TTGCTGCCATACGTGTAAGTT GCTGGCAAAGGTTCTTTTCTT 280

Ad02A4294 Aradu.A02 4294 p3 (GAA)5 15 12385825 12385839 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 268

Ad02A4301 Aradu.A02 4301 c* (TTTA)9(TTA)12*(TTG)687 12414067 12414153 TTGCCTTTACAGGTGAAGAACAT AACTGGCAACTGCACCTTCT 280

Ad02A4302 Aradu.A02 4302 p3 (TAT)12 36 12414367 12414402 AAAAAGAAGGTGCAGTTGCC TGAACTCGAAGACATGCACA 208

Ad02A4303 Aradu.A02 4303 p2 (AG)21 42 12422429 12422470 TGGATGGCAAACAGACAGAG GTTTGCTTTGGGTGTCCATT 270

Ad02A4304 Aradu.A02 4304 p3 (AAT)15 45 12426913 12426957 GAACTTTAATTCGTGATAAATTAGGC GGGTGAGATTGAAATTGTGTAGTG 188

Ad02A4307 Aradu.A02 4307 c (ACC)5(ATC)6 33 12438659 12438691 TTTCGCTCCAAAATGGTTTC GTGTGATGGATGGTGATGGA 238

Ad02A4308 Aradu.A02 4308 p3 (GAA)5 15 12438921 12438935 TCCATCACCATCCATCACAC AAAGAAAGAAACGGATCGGG 264
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Ad02A4313 Aradu.A02 4313 p2 (TC)8 16 12456330 12456345 TTCGCGCTAAGACAGAGTGA CACCACCCTTATACATGCCC 206

Ad02A4314 Aradu.A02 4314 c (A)11gttgacagcatgggctcttcaatgaaaaaagttgacacaaaaaacataaaacgcaagatgcgtcgttactt(A)1092 12473443 12473534 ACGCAACCTGCGTTTTTAG CACAGCGTGCGTTTTATTTT 209

Ad02A4322 Aradu.A02 4322 p2 (AT)6 12 12486883 12486894 CCAGCATTTTTAGAATATTTATTAGCA CCCTCTCTTTAAGGGGGAAA 269

Ad02A4323 Aradu.A02 4323 c (T)10caactaagtagtctatatgtagtaataataattctcaaatta(T)1062 12488707 12488768 TATTGGACCACACATGCCAC CACTGCAATCCCTTAATTCCA 233

Ad02A4326 Aradu.A02 4326 c (CAT)5ggaattattaaca(TTG)543 12490390 12490432 AAGACCATTTTGTCCCACCA CATCTTCAAACTTGGGTGGC 258

Ad02A4334 Aradu.A02 4334 c (A)11tcctaatagccactaatgcatgcccttttttaag(A)1055 12504315 12504369 TGCAATGGCAAAGCTAACAG TTGAAACCTTCTATATGCATGTCTAC 250

Ad02A4347 Aradu.A02 4347 p3 (AAT)8 24 12542572 12542595 GGATGCACTTATCCGTTGCT CACTTTCGAAACCTCCCAAA 173

Ad02A4348 Aradu.A02 4348 p3 (AAG)8 24 12547766 12547789 TAACAGATGTTGCGGAGCAG GCTTCAAGAACCCATTTCCA 153

Ad02A4350 Aradu.A02 4350 p2 (GA)12 24 12569579 12569602 GTTCCATTGGCTTGAAGGAA CCGAAAGGTCCAAACTACCC 268

Ad02A4352 Aradu.A02 4352 p2 (TG)7 14 12576186 12576199 CCTCCACTGCAAGTGAAACA AGCTGGTATGCATGTGCTTG 126

Ad02A4353 Aradu.A02 4353 p3 (CGG)5 15 12580438 12580452 AGCACAACAACTGGAAAGGG CGTTCCTCCTCATCTCGAAG 183

Ad02A4359 Aradu.A02 4359 p2 (CT)8 16 12589165 12589180 TGAAACCCTGGATCTTCGAC TTCATGTCTGTCGTCGGTGT 260

Ad02A4362 Aradu.A02 4362 p3 (TTG)5 15 12603256 12603270 TGATAGAGCACAATGGCGTC AAAAATCGCGGGATAAAAGG 274

Ad02A4364 Aradu.A02 4364 p2 (TC)6 12 12616468 12616479 CTCTTTCTCCCCCTCCTCTG AGAAGAGAGGATGTGCCACG 274

Ad02A4365 Aradu.A02 4365 p2 (GT)7 14 12670361 12670374 AGAGTGAGAGAGGTGGGGGT GTCTCGTCTGGACGTTGGAT 251

Ad02A4366 Aradu.A02 4366 p2 (TA)6 12 12675499 12675510 TGACTCAAATTTTGTGACCACC TCTTAGGCTTTACATAGCAGCAA 255

Ad02A4367 Aradu.A02 4367 p2 (TA)7 14 12680711 12680724 AAAAATTTTACCTGAGCCTTCC GCGGTGCATATTTTTCAACC 205

Ad02A4370 Aradu.A02 4370 p2 (AC)8 16 12683915 12683930 ATGCTACACCGTCCAAAAGC CAACATTCCCTGGTTTCCAA 181

Ad02A4373 Aradu.A02 4373 p3 (TCT)5 15 12696383 12696397 CTACCCATGGTTCGCAGACT CAGGGACTAGAGGAGGAGGC 163

Ad02A4374 Aradu.A02 4374 p2 (GT)6 12 12701023 12701034 TATTGAAATGCCCGTTCCTC ACAAATGTGAAACTGATCTTTGTAGT 238

Ad02A4381 Aradu.A02 4381 c (T)10atc(T)11 24 12707497 12707520 TTTTAATGAATAGAGAGGTCTTGTGA GCCTTTATGGCATTGCTGAT 119

Ad02A4383 Aradu.A02 4383 p3 (TTG)8 24 12714109 12714132 CGTTTGATTCATGTAGCCGA TCGTCGTTGACGTCTTCTTG 231

Ad02A4386 Aradu.A02 4386 p3 (TTA)5 15 12741264 12741278 GACCATGGTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 238

Ad02A4388 Aradu.A02 4388 p3 (AAT)13 39 12742030 12742068 TGGACGATTGTAGAAGCAACA TCGATTATATTATCCTTCAAACCAAA 213

Ad02A4390 Aradu.A02 4390 c (T)10agtatttttggttttt(A)1036 12745870 12745905 CACGTGTATGACACGGGTTAAT ATTCACAAATTCCACGCACA 219

Ad02A4399 Aradu.A02 4399 p2 (AG)6 12 12762351 12762362 GAAAGATGCTCACGCATCAA TTGGCCAACTAACCCACTTA 116

Ad02A4400 Aradu.A02 4400 p3 (CTT)5 15 12770002 12770016 AATACACGCGCTCAACACAC AGGAGGAGAAGGAGAAACGC 136

Ad02A4401 Aradu.A02 4401 p3 (AGG)5 15 12770839 12770853 AACCAGAGGAGAACGACGAA CCCCACTCCTCACTTGTTTG 154

Ad02A4404 Aradu.A02 4404 p2 (AC)7 14 12780216 12780229 GCAGCCCAACATGAATTTCT TTGCAGACCATTGTCGTTGT 271

Ad02A4406 Aradu.A02 4406 p2 (GT)8 16 12783330 12783345 TGGGAACTTTGAATGGCTTC TCGACACACCCCATTTTCTT 181

Ad02A4407 Aradu.A02 4407 c (T)16acttttttttcccttcagatagagatagagagagagtatgaaactatgaatggtgcaaaaatt(A)1190 12783596 12783685 GCTTTTATGGGAACTGAACCA CACACTCCTCCTCTTCTTCCA 270

Ad02A4409 Aradu.A02 4409 p2 (AT)6 12 12784836 12784847 TTGCCCAAAAAGTTGAGACA TAAGATGGTGGTAGGGCGAG 267

Ad02A4413 Aradu.A02 4413 p2 (AG)6 12 12792529 12792540 CGTCGAGCTCACGAGTGATA TTGTCTGCTCTGCTCCTGAA 235

Ad02A4414 Aradu.A02 4414 c (TG)11(TA)8 38 12815348 12815385 CGGGATATTGACGCAGAAGT CGCAATATCGCTCCAAAAAT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A4418 Aradu.A02 4418 c (TGA)7ccatgatgataa(TGG)5tgaattttggtttaacttgaacttctggttgattttggttgattttgttgttttgatgatgatgtgaaaattc(TGA)5136 12821856 12821991 TGGTGGTGGGTTTTGAGTTT TAACCTTTCCCCTTCATCCC 269

Ad02A4420 Aradu.A02 4420 p2 (AG)7 14 12828016 12828029 CCTTGCTCCAAACTGTGGTT GAAGCATCAAGGGCCATAAA 254

Ad02A4423 Aradu.A02 4423 p2 (CT)8 16 12843935 12843950 CGACCTCCTCCTTCCTCTCT AAGACCTGGAAAGCACATGG 237

Ad02A4425 Aradu.A02 4425 p2 (AT)9 18 12847575 12847592 TTTGGTGTCTTGCATGTTTTTC TTTCGAAATTTATGAGAGAAATAAGG 242

Ad02A4426 Aradu.A02 4426 p2 (TC)6 12 12848289 12848300 TTCGAAAATCACCTTCCACTTT GAAGGATGAGAAAAATTCGAACA 207

Ad02A4427 Aradu.A02 4427 p3 (TCT)5 15 12851619 12851633 CCTTGGCCGAATACACATCT TCGATGCTTTTACCACACCA 115

Ad02A4430 Aradu.A02 4430 p2 (GA)6 12 12860166 12860177 CTCAGATGAAACTGCAACGG CATCGCTGCTCATTTCGTTA 226

Ad02A4434 Aradu.A02 4434 p3 (TGT)5 15 12885018 12885032 ACATGACGGGATGTATTGGC TTGGACCATAACAGGCAACA 261

Ad02A4439 Aradu.A02 4439 p2 (TA)7 14 12901501 12901514 GCTTGAAGGAGACGCAAAAC AACAATAGGGATGGCAGCAG 271

Ad02A4440 Aradu.A02 4440 p2 (TA)6 12 12904510 12904521 CAATGATCAGTGAACCAGCAA CGTGCACCAGTATCCATCAG 204

Ad02A4441 Aradu.A02 4441 p2 (AT)8 16 12906051 12906066 GCAGTCCTTTTCAGCCTTTG TTGGTGCCACAAATTACCCT 267

Ad02A4447 Aradu.A02 4447 p6 (TAGATA)5 30 12931015 12931044 TGCTGTGTTCTTGTTGTGCTT TGGGGCCTGAACTTTGTTAC 175

Ad02A4453 Aradu.A02 4453 p2 (AT)7 14 12963283 12963296 CAAGACAAATCAGTTTAGTCGAAAA TTCTTTGTCATCATAAGGTTAGAATTT 218

Ad02A4454 Aradu.A02 4454 p3 (ATT)6 18 12963791 12963808 GCTGGCTTGTAACCAAAGGA CAGCTACAATTGACATGGTTCC 164

Ad02A4460 Aradu.A02 4460 p3 (ATT)5 15 12969713 12969727 CACGAATCTAACTTCACTTTCAGG CATGCATGTATCCCAATGGA 156

Ad02A4461 Aradu.A02 4461 p3 (ATT)6 18 12971470 12971487 TGGTGAATACTGCTGGCTTG CAGCTACAATTGACATGGTTCC 175

Ad02A4462 Aradu.A02 4462 p2 (TA)8 16 12973046 12973061 GGCATGGATAAATTTACATGTTTTT GCCGACAAACTTAGCTCAACA 231

Ad02A4465 Aradu.A02 4465 p2 (AT)6 12 12983574 12983585 TTCTACATTTGCCATTGGGC ACCACGTCACGATGGGTAA 262

Ad02A4467 Aradu.A02 4467 p3 (GAT)8 24 12986741 12986764 CATTGTACACGATCGCACCT CATCATGGTCCTCAAAGGCT 276

Ad02A4469 Aradu.A02 4469 c (A)11cgaaacaagaagcagatccaacaaatttggcaagaaattcc(A)1062 12988872 12988933 TTTCTGTAACCGTTTGGGTG CGCTGTTATGTGCCTCGTTA 280

Ad02A4471 Aradu.A02 4471 c (CCT)5ccatctcctcctctttctccttcttttctcctcctcttg(CTC)7cttcttcctctcctcctt(CTC)5tttctcctcctcctcttccttctttttcctcctcttcc(TCT)6cctt(CTC)8192 13020767 13020958 CAACTTTTCAAATCACGCTCC GGAGGAGAAGGAGGAGAAGAA 263

Ad02A4474 Aradu.A02 4474 p3 (ATA)16 48 13030207 13030254 TCCTCATGAATTTATTTTTCCTCC TGAAGCTAGGTAGATAATATTTGGCA 230

Ad02A4475 Aradu.A02 4475 p3 (TAA)5 15 13032103 13032117 TTCCTCCAACATGAAAGCACT TCGGAGGGAAGAAGAGTTCA 280

Ad02A4479 Aradu.A02 4479 c (T)11ggtcttgctttttacaaataa(T)1042 13068793 13068834 TTTTGTGTTTGCATTCAATTGTT AGGAAAACTCGAACCTGCAA 248

Ad02A4486 Aradu.A02 4486 c (TCA)8tctaaggaatcttcatcaactactactac(TAA)5caacaatagtggtggtgtcatggttttagaagatttgggagttgaatatcttgagtatctactaagcatttcagaatc(TCA)5161 13083066 13083226 CATCATGGTCCTCAAAGGCT CACCTGGCGAATGAGACATA 279

Ad02A4489 Aradu.A02 4489 c (TA)7atacgaaacactaaaatgactttgattctaaaatcaccctatatatatatgat(ATA)582 13087581 13087662 CTCAGCTCACACACCGAAAA CTCGGCAATAATGGTGGATT 218

Ad02A4491 Aradu.A02 4491 p2 (AT)9 18 13090227 13090244 CGTACGTGTGCGTATGCTAGA TTCGATGTTTGAAACCCACA 206

Ad02A4494 Aradu.A02 4494 p3 (ATA)5 15 13096084 13096098 TGGAACCCACGGCTACTAAC TGCACTCATGAAGGAGGAGA 213

Ad02A4495 Aradu.A02 4495 p3 (ATA)5 15 13097218 13097232 CGCTGGAAATTAAAACCCAA ACTGAGGAGAGGAGTCGCTG 140

Ad02A4497 Aradu.A02 4497 p2 (TA)7 14 13110137 13110150 ACATGTCCAAACATCGCAAA CAGCCCTTGACCAAATTCTC 176

Ad02A4498 Aradu.A02 4498 c (A)11cttgtaataa(AATT)541 13113806 13113846 GGTGCTGTCATAGTTGGAAGG TTTTTAGAATCACAACAAAGAAAAACA 275

Ad02A4502 Aradu.A02 4502 p3 (TAT)14 42 13130285 13130326 CCAAAATGATTGCAACACATAAA TTTGAACTCGTTGTCTTTCACAA 275

Ad02A4503 Aradu.A02 4503 p3 (ATA)9 27 13130470 13130496 TGATATTAAAAATAATTTGTGCCCG TTTCCATTCCTTTAGGTATAACATCA 253

Ad02A4504 Aradu.A02 4504 p3 (TCC)5 15 13135018 13135032 GCTTTTGCAACTTTCCTTGC TGAAGTTTCGTGTTTTGGTGTT 184
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Ad02A4505 Aradu.A02 4505 p3 (AGA)5 15 13136468 13136482 ACATTGCAACGACGAGTCTG CGTAGAGGGGCAGAGAACAG 201

Ad02A4508 Aradu.A02 4508 c (A)11ttaagaatcgctatttctcacaacaattgcaagaggaaaacaaagtgggtaatgctaaagttccaatgcttaccaaagaaatgctcagcacc(A)13116 13149110 13149225 AATTTTGATGCAAGGCAAGG TTTTAAAACGACTCATGACTTTTGA 183

Ad02A4509 Aradu.A02 4509 c (T)10ggtaatg(A)10tctaatgatatg(A)1049 13151607 13151655 TTCACACCAATTTAACTTAACATATCA AGCATTTGGACATTTGGACA 265

Ad02A4516 Aradu.A02 4516 p3 (ATA)5 15 13161431 13161445 CCAATGATGCACCTTAATACACT TCTTATTTAACTTATGTTTCATGGCAA 264

Ad02A4518 Aradu.A02 4518 p2 (TC)8 16 13163394 13163409 TTCGCTAATGGATGTATGTCAC GCTTTGGCACTTTGGGTTTA 263

Ad02A4519 Aradu.A02 4519 p4 (TATT)6 24 13164062 13164085 CGAATCTCGAATATATCGACAAAA TGTAAGTATCGCGAATCTGCAA 241

Ad02A4520 Aradu.A02 4520 p3 (CAC)5 15 13164574 13164588 TCATTTGGTATTAAAATCGTCCTTT TGAAACCCAATGTACAACACAA 280

Ad02A4522 Aradu.A02 4522 c (CAA)12tatcaacaaagcattcagatt(A)1269 13167886 13167954 AGAAGTCCCTGCAAACGCTA GACAGCAGTGGCAGAACAAA 269

Ad02A4523 Aradu.A02 4523 p2 (TA)8 16 13169201 13169216 TGGCGAATCGTTACAAAACA TGGAAAACGAAAAATCACGA 223

Ad02A4524 Aradu.A02 4524 c (A)10ccagaatttactttatttagtatttattaattgtcacaacagaaaaattatcaagacggtaatgttaaaaaac(A)1093 13175892 13175984 TCGGACAAAGAAAAATTATCAAGA TCAAAGAAAATCAGCAAAAATCA 229

Ad02A4526 Aradu.A02 4526 c (T)10atatataatttcagtatgtagcagaggtgatgttttggttatttattagaatttggaactttcattaatgttagtgtcattaacta(T)10106 13189875 13189980 TGTTTGTTCATCGTCAAAATTAAA TCGTACATAAAGGATCATATCGG 243

Ad02A4530 Aradu.A02 4530 p3 (TGA)6 18 13194838 13194855 CCCAAATCCTCAAACACCAT TTGCAAGGAATCATGATGGA 185

Ad02A4531 Aradu.A02 4531 p2 (TA)8 16 13196724 13196739 TGTTTCCATTGGACCATCTG TCCAAAAATAGTGACGAATTCAAA 179

Ad02A4533 Aradu.A02 4533 c (TA)6cacattacaacatataatattat(TA)647 13205134 13205180 GAGGCCTTTGCCTCTGAGTA GCATCTGTACCATAGATTGACCC 244

Ad02A4534 Aradu.A02 4534 c (TA)6cacattacaacatataatattat(TA)647 13209963 13210009 CTCCCAAGCCAAAATGAAAA CGGGAGTGAGTGTTTCAGTG 247

Ad02A4535 Aradu.A02 4535 p2 (AT)9 18 13211452 13211469 ATGCCTCGAATCACGAATTT TGAAAAACCACCGTCAACAA 280

Ad02A4538 Aradu.A02 4538 p3 (AAT)15 45 13263077 13263121 AAACAGCCGAATAATCTTAAAACTG TGCGTCTAATCTCCTCCTCC 248

Ad02A4543 Aradu.A02 4543 p2 (GA)7 14 13301768 13301781 CGTGAAGAAGAAGGAGGAGG ATGTCTTCCGGCAGATTGTC 276

Ad02A4546 Aradu.A02 4546 p3 (TCT)5 15 13311532 13311546 CCTTCTCTACATCTACGCGCT CACACACATGATCAACCGAA 257

Ad02A4547 Aradu.A02 4547 p3 (CAA)5 15 13317261 13317275 GTTTGGCTTGGAACCTTTGA TCTTTGAGTGCAAGTGCTGG 191

Ad02A4548 Aradu.A02 4548 c (CAT)7caagtagtagtgtgatggtgttagaggacttaggagttgaatatcttgagcaactcctaagtatttcgg(ATA)5105 13317398 13317502 CCAGCACTTGCACTCAAAGA GCTAGGACTTCCACCTTGATG 240

Ad02A4549 Aradu.A02 4549 p3 (AAT)7 21 13318306 13318326 ACTAAAAGTCCTTGCGCTGG TGTGGGTTGCAATCAGAAAA 256

Ad02A4553 Aradu.A02 4553 p3 (TTC)6 18 13329263 13329280 GTTGAATCCTCGGGACGTTA AGCCCTACTCCTCTTCCGAG 246

Ad02A4555 Aradu.A02 4555 c (T)11ggtatactatagctactgtatataagtgtagccttaggtctctttttttg(TA)877 13337105 13337181 TTCAGGACCAAAGGCTATGC TCAACTCAGTTAAATAAAAATGCAGAA 260

Ad02A4558 Aradu.A02 4558 c (ATC)20aagtagtagtgtgatggtgttagaggacttgggagttgaatatcttgagcaactcctaagtatttcgg(ATA)5143 13345675 13345817 CAAAATGCAAAGTGTAAAGGGA CAAACAAACAAAGAAGAAGAAAAGAA 264

Ad02A4559 Aradu.A02 4559 c* (AT)11(T)10* 31 13345983 13346013 GGTGTGTGCTTGCGAGTTTA TCTTCTTGGGTTGCATTTGG 104

Ad02A4561 Aradu.A02 4561 p2 (TA)6 12 13348329 13348340 CAGATGCAAATCCAACAATGA AATTGAACTTGGGTTGGTGG 187

Ad02A4572 Aradu.A02 4572 p3 (TCA)6 18 13363464 13363481 GAGGAATTGCATCCAAAGGA ATCCGAAGGAAGAGCAACAA 272

Ad02A4573 Aradu.A02 4573 p2 (AT)6 12 13364223 13364234 TTTTTGCCAGCATCAGCTAC GCTTGAAAATATTGTTATTTTAGCCTT 125

Ad02A4578 Aradu.A02 4578 p3 (AAT)6 18 13370455 13370472 TCAAAACCCAAATCAATTCAAA CACAAACTTAGAAAAAGAAAATGTTGA 248

Ad02A4580 Aradu.A02 4580 c (CAA)6(CAT)5 33 13375505 13375537 CTCCATGAGCATTCCATTTG CAGCATATCGTCAAAGGGGT 229

Ad02A4582 Aradu.A02 4582 c (TA)8tgcaattctctctctctttactttttatactcttttctatctt(TA)671 13390249 13390319 GGGATATGGTACGAGACCTTTTT CGTCAAGATGACGATGAAGA 269

Ad02A4584 Aradu.A02 4584 p5 (TTATC)6 30 13408720 13408749 CCTGGGTGCTCCAGTGTATT GTAGAGGGACACGACCCAAA 178

Ad02A4587 Aradu.A02 4587 c (A)11tttcatactattatatttgataatgtattataaaaataaattttaatttaatcacttttcaacctccaaactctacatcttaaccgctaatgtgttttg(T)10120 13438331 13438450 TGTCTAATTCATGGGTTTCGAG TTTTCTAATATCATTTTGAGCATGAA 215
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Ad02A4589 Aradu.A02 4589 p3 (GAA)5 15 13439166 13439180 CCCATCACCTCTTCACCACT GCCCTCGAGCAATAAACAAA 278

Ad02A4590 Aradu.A02 4590 c (T)10cgaaa(T)10 25 13443855 13443879 CACACTCTTGTTGCCTTGGA TGGCTTTTGAAAGAATGAGGA 187

Ad02A4592 Aradu.A02 4592 c (T)10ggtgacta(AT)630 13459039 13459068 AACTCCCAAGTTTGCTAGTTTTT TGCATCCATCTAATTTACCGC 234

Ad02A4593 Aradu.A02 4593 p2 (AC)7 14 13467155 13467168 TCACCGGGTCATTAGGGTTA TTCCTGTAGAGCCTGAGGGA 280

Ad02A4594 Aradu.A02 4594 p2 (TA)6 12 13467455 13467466 AACTCGAAAGCGCAACACTC TTGTGTCCTTTTGGGTTTCC 199

Ad02A4601 Aradu.A02 4601 p2 (TA)7 14 13488813 13488826 TCGCTGTGAATCTTAAATGCC TGGTTTCATTGGAAACATGG 158

Ad02A4602 Aradu.A02 4602 p5 (TAAAA)6 30 13489079 13489108 ATACAGCCCAAAGTGCAAAA TATAAGTGTCGGGAGGTCGC 210

Ad02A4607 Aradu.A02 4607 p2 (AT)6 12 13513100 13513111 TGGAATTTGGATGAATCGGT TGTGTGGAAGTGTGAGGCAT 223

Ad02A4610 Aradu.A02 4610 p2 (TA)8 16 13552098 13552113 ACTAACGGCCTAAACTCCGC AGTCGCGTAAAGCGGAAATA 209

Ad02A4614 Aradu.A02 4614 p2 (TC)6 12 13564312 13564323 CCCTCCTTCTCTTCTCCGTT GTGATCACCAACACGGTCAG 120

Ad02A4615 Aradu.A02 4615 p2 (GT)6 12 13585482 13585493 AAGGAACTCGAAGCCACTGA GTGTTAAAATTTTGGCCCGA 265

Ad02A4616 Aradu.A02 4616 p2 (CT)8 16 13585912 13585927 GCACCGAGCAAACTTAAACC TCATGTCACTGACGAAGGGA 280

Ad02A4619 Aradu.A02 4619 c (GA)6cagaaaggggtggggtggggattggggcctttctacattcgtttggcctttcttctttc(T)1081 13589486 13589566 TAGAGAAGGGGTCGGTGATG AAACCGAGAGAACTGTCCGA 280

Ad02A4623 Aradu.A02 4623 p5 (ACACA)5 25 13607384 13607408 CAGCCACAACCCCTATCCTA TCTCTTCCCCTTCCCTGATT 137

Ad02A4630 Aradu.A02 4630 p3 (GAA)8 24 13631237 13631260 TCCTCATCTTCTGCTGCTTCT TTAGCTTCACGTGGTTGCTG 248

Ad02A4631 Aradu.A02 4631 p2 (TA)7 14 13632344 13632357 GCGAATATAAAAATAAAAGCAACAAA GCACGTTCTTCTTCCTCGTT 275

Ad02A4632 Aradu.A02 4632 c* (AAG)5aatttcagaaaccatgaaaatcg(A)10c(GAA)8(GAAGAG)6*gaagaagacaaagacgaagac(GAA)13g(AGA)9194 13632524 13632717 CGTGCAGAAACGAAAGAAAA CCCCACTCAAACGGTTCC 270

Ad02A4635 Aradu.A02 4635 c (TG)6(TA)6 24 13640715 13640738 TTTGTGCGTTTTCTTTTGACA AAGACATTGTTTGACACAGTCAGTT 235

Ad02A4636 Aradu.A02 4636 p4 (ATAG)5 20 13641466 13641485 GAGCTGACGTGGCATCATTA CCTTCTCAAATCAAGCTTTCG 176

Ad02A4638 Aradu.A02 4638 p2 (TA)8 16 13646917 13646932 ATCGAGTCATTGCATGCGTA TCTTTTGTCCCTTGGTTTCG 261

Ad02A4639 Aradu.A02 4639 p2 (TA)9 18 13647536 13647553 TCGGACGTTTTTCCTTTCAG TCACATTCACAGCAATAATCCA 218

Ad02A4640 Aradu.A02 4640 p3 (TTA)5 15 13648775 13648789 CCCTCACCCTTGTTGCTTTA GGTCGATATCGCGTTTCAGT 165

Ad02A4641 Aradu.A02 4641 p3 (ATT)19 57 13649658 13649714 GGTAGATAGGATATAACAACCCGAA AATGGTTTCGTCCATTCTTTC 267

Ad02A4642 Aradu.A02 4642 p2 (TA)8 16 13649835 13649850 AGAAAGAATGGACGAAACCA TTGGTTTCGGTGAAGGAAAG 149

Ad02A4643 Aradu.A02 4643 p2 (TA)6 12 13649953 13649964 CGAAACCAAGGGACAAAAGA CACGGTTCTCCTCAGTCACA 198

Ad02A4644 Aradu.A02 4644 p2 (TA)9 18 13650454 13650471 TTCTACGAAGCACGGAGGAT TCACATTCACAGCAATAATCCA 239

Ad02A4645 Aradu.A02 4645 p3 (TTA)5 15 13651693 13651707 CCCTCACCCTTGTTGCTTTA GGTCGATATCGCGTTTCAGT 165

Ad02A4646 Aradu.A02 4646 p2 (CT)10 20 13656764 13656783 TATCGTCGCTGTTGAGTTCG TGATTTCATGCATGCCTAGC 254

Ad02A4649 Aradu.A02 4649 p3 (TGC)6 18 13661165 13661182 TGCTGAATGCTGAATGCTGT ACACCAGAACCAGAACCCAG 106

Ad02A4650 Aradu.A02 4650 p3 (GCA)5 15 13662827 13662841 GATCGGCTTCAGGTTCTCAG TCCCCAACATCTGCAAAAAT 203

Ad02A4653 Aradu.A02 4653 p3 (AAC)5 15 13664039 13664053 GGCATTGGAATTCCTCAATTT ACATGACAGAGCACAATGGC 258

Ad02A4654 Aradu.A02 4654 p2 (AT)8 16 13667245 13667260 AGGTACACAAATGGCTCCCA AGGTCCCTGAAGTTGGGTTC 260

Ad02A4655 Aradu.A02 4655 p3 (TCA)5 15 13671865 13671879 TGATGACTTTCTGGACGCTG TCAGACATGTGGTTTCTCGC 239

Ad02A4657 Aradu.A02 4657 c (T)12gacagtataacacaacatgatgcagtttgcgactttgagtgataggctaaatgaaaataaagtttatggtcttttctttcttagtttctagtcaac(A)10gcttatggtcttgcctaaaatggaaagtgaagcctcaaaacaatttaaccattttatttctg(T)11191 13678261 13678451 TGGTTTTCCTTGTTTCCTTTTC CCGAACATCTGTGAACTTTTACC 280
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Ad02A4662 Aradu.A02 4662 c (ACA)5cattccaatcatatccacaatcaaatatatccaaaatacgcatc(AT)671 13681664 13681734 GCCAAACGACCAAATTTTCA GGATCCTCGTGTGGGTTATG 268

Ad02A4663 Aradu.A02 4663 p2 (AG)7 14 13701685 13701698 CGAAAGAACATTGAACCTGGA AGCAAATTCTGGAGCCCTTT 226

Ad02A4665 Aradu.A02 4665 p2 (CT)7 14 13711651 13711664 TGTTTGTTTCTTATCTTTTTCAAAACT AGAGGGTTCGGATTTTTGGT 278

Ad02A4666 Aradu.A02 4666 p2 (CT)6 12 13711888 13711899 ATCCCTCACCCACCAAAAAT CTTCTCTTCCCTCTCCGGTT 245

Ad02A4667 Aradu.A02 4667 p3 (TTC)5 15 13717231 13717245 AAAGCCCTCCATTCTTCCTC CGGTCTTAGGTGCCATCAAT 208

Ad02A4670 Aradu.A02 4670 p3 (AAT)11 33 13735144 13735176 AGGCATTTGCGCTGATAGAA CGATCGATAAAGTGACACTACAACA 268

Ad02A4681 Aradu.A02 4681 p2 (TA)9 18 13798204 13798221 GCGATGATCACTACGGTTGA TGAGAGAAACGACGCAAATG 276

Ad02A4682 Aradu.A02 4682 p5 (AAGAT)6 30 13808907 13808936 CAGGGGCACTGTTCATACCT CCTGGGTGCTCCAGTGTATT 199

Ad02A4685 Aradu.A02 4685 p2 (TG)6 12 13809761 13809772 CAGATTTGGAATTTTTAATTGTGTG TGTCTGCACGTTCTCTTTTCTC 269

Ad02A4687 Aradu.A02 4687 p3 (TGA)5 15 13812474 13812488 TGCTTCGTCTTCTGCTTCTTC TCATCATCCTCATCAGAACCC 234

Ad02A4688 Aradu.A02 4688 c (TGG)7tgttggtgttggtggtggtgctggtggtggtgt(TGG)569 13812704 13812772 TGGTGGGTTTTGGTTCTGAT CCCTAACGTTGAGGCTGAAA 254

Ad02A4689 Aradu.A02 4689 c (AT)7aaatccattttttaaattaagtaaccccaattcctgcctccaattcgaatcttttctttttctttgagactcgttctcc(CT)7107 13813875 13813981 AAGGGACCCGTTAAATCCAC TTCCCTTAGCGAATGCAGAT 262

Ad02A4693 Aradu.A02 4693 p2 (AT)7 14 13829996 13830009 TGGGAACTTGGGTTGATAGG TGGGGTAATTTTGTCCCCTT 257

Ad02A4694 Aradu.A02 4694 p2 (GT)6 12 13830170 13830181 GGGGACAAAATTACCCCAAT GTAATGGAGCCAAGGCAAGA 236

Ad02A4704 Aradu.A02 4704 p2 (TA)7 14 13863461 13863474 TTGTGCATACCAAATCAGCC GTCGACATCAGCCAATCGTA 250

Ad02A4706 Aradu.A02 4706 p3 (AAC)5 15 13864855 13864869 GTCACCACTTAATTGTAAACATAAAAA GAGTGTAACTTCAGGGGCCA 209

Ad02A4707 Aradu.A02 4707 p3 (GTT)5 15 13865485 13865499 GTGTAGGTCGAGGCCAATGT TCTGCACCCAAGAAAGTGAA 154

Ad02A4713 Aradu.A02 4713 p2 (AT)10 20 13912942 13912961 TCTTGATGAGACGCAATGCT GCCAAGTGCATTGTGTGATG 184

Ad02A4717 Aradu.A02 4717 c (CGC)7cat(CAA)539 13915677 13915715 CCCTTCAACGAAATCAAGGA AAATTTACCCCATGGCCTTC 273

Ad02A4726 Aradu.A02 4726 p2 (TA)10 20 13929820 13929839 GTTGTTTCCAAATGCAGCCT TGCTTCCCAAAATCACATCA 267

Ad02A4729 Aradu.A02 4729 p3 (TAT)6 18 13935556 13935573 GAGGTCACAGAATTGAGGGC GAGTTAAATTCAAGGATAACGATGTTT 272

Ad02A4733 Aradu.A02 4733 c (T)12aaatatccaaacatataaatc(T)1043 13939653 13939695 TGTTGGATTGTACTTGCCCA CGTGCTCAACACGGAAAAAT 155

Ad02A4735 Aradu.A02 4735 c (TTA)6c(TAT)5tgttgttgttgttagaaatatttgaattattattagtattgttatgttg(TTA)6ctaattattattagtctttttatgaaacggagg(TTA)22200 13946859 13947058 TCTTGATGCCATGCATGTTT AATTCAAATAATTCTTGTAACGCA 276

Ad02A4736 Aradu.A02 4736 p3 (ATT)7 21 13947175 13947195 AGTCTTTTTATGAAACGGAGGTT CAACAGTAGGAACTGCACGAA 256

Ad02A4737 Aradu.A02 4737 p2 (TA)7 14 13952619 13952632 TCCGATCTAAATATTTTGCCA ATGTAGTGCGTGAAGCTTTTAAT 190

Ad02A4739 Aradu.A02 4739 p3 (TAT)7 21 13954029 13954049 ACGCCCAAACAAACAACAGT TAATGGCTTCGGCCAAATAA 280

Ad02A4740 Aradu.A02 4740 p2 (AT)7 14 13954201 13954214 GGCCGAAGCCATTAAGATTT TTGTGGTGGCTAATGCTTCA 221

Ad02A4741 Aradu.A02 4741 c (TTA)5(TTG)8 39 13957529 13957567 GTTTTGAACCATTTGGGTGG TCAACAATAACAATAATAACAACACCA 251

Ad02A4742 Aradu.A02 4742 p2 (AT)7 14 13961926 13961939 TCCACTTGCTCCCAAATACC ATCCTTGTTGGATGTCACGG 249

Ad02A4746 Aradu.A02 4746 c (T)13cttttggcaa(T)1033 13970978 13971010 TTCACAAGATCCTTGGAGCA TCTTGTGCTAATTTTGCCTGTG 278

Ad02A4752 Aradu.A02 4752 p2 (CT)10 20 13987936 13987955 CTGGTTTGAGACCACTGCCT TCCGAAGCCAAAATTCAAAC 133

Ad02A4758 Aradu.A02 4758 p2 (CT)6 12 14050484 14050495 TTTTGTATAAAAAGACGTGTCAAAAA CGTGAGTAGTGTGAATGGCG 280

Ad02A4760 Aradu.A02 4760 p3 (TAA)6 18 14053970 14053987 AGCCACGTCCAAAACAAAAG TCGATTCACCACCACTTGAA 213

Ad02A4762 Aradu.A02 4762 c (T)10aattgtaaactgttttggtattttttaaaaatatgaaacaatttaatttaag(A)1072 14057593 14057664 TCATGGCATGTAGTGTGTCCT AAATAGTTCGATTTCTGTATTTTTCAA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A4765 Aradu.A02 4765 p3 (TAT)10 30 14063407 14063436 TCTCCAAATAATGGTTTGCCA TGGTTAAGTAAATGAAAGGATTGAGA 189

Ad02A4768 Aradu.A02 4768 p2 (GA)14 28 14068032 14068059 TCCACCGATTCAGAACAACA TGAACTTTGCTCCATTGTCG 176

Ad02A4769 Aradu.A02 4769 p2 (AG)6 12 14069791 14069802 AGGACACAAACCAAATACAGCC CATGTCCAAACATCATATCAATCC 100

Ad02A4772 Aradu.A02 4772 p3 (ATC)5 15 14074049 14074063 TTTTTCACTTTGCTACCATTATCA TACCTGCGTCTCGAATGAAC 280

Ad02A4773 Aradu.A02 4773 p6 (GATCAG)5 30 14080347 14080376 GGAAGCTGTTCTGGGTCAAC AGGCCACAAAGGATCACAAA 265

Ad02A4774 Aradu.A02 4774 c (AAT)15(CAT)8 69 14083016 14083084 TTTTCCCATTTGGGTCACA GCCGTTTGGACCATTAGAAA 276

Ad02A4778 Aradu.A02 4778 p2 (AC)10 20 14089007 14089026 CCACAGCAAAGAGAATTGCC TGCCATTGCTTAAATTTGCC 274

Ad02A4779 Aradu.A02 4779 p3 (GCA)5 15 14089732 14089746 CCAAATAAAATCAATGCGCC TTAGGTTGGTGCCTTCAAGC 262

Ad02A4780 Aradu.A02 4780 p2 (AG)9 18 14091182 14091199 TCCAGCTTTTTCCTTGCTGT TAGTGTTGCGTGCATGTTGA 100

Ad02A4781 Aradu.A02 4781 p3 (AAC)8 24 14091324 14091347 TCCAGCTTTTTCCTTGCTGT TGTGGGATAACGGATTAGGC 237

Ad02A4784 Aradu.A02 4784 p2 (CA)17 34 14101047 14101080 GAATGGGGATCCGACTATGA TGAGGATTCGAAGTTTTGGG 245

Ad02A4785 Aradu.A02 4785 p2 (TA)13 26 14102443 14102468 TTCTCTCTCTTCTTTTAGTGAGCAA TTGGTCAGAGTCTCGTGTTGA 229

Ad02A4787 Aradu.A02 4787 p2 (TG)6 12 14112175 14112186 GTCACGTAATGTGCAGGTGG GCCAACAACAACAAGAACCTG 192

Ad02A4788 Aradu.A02 4788 c (T)11cttttttgccttaaaatcattggttccattattgtgcactctcaattcaatc(T)1073 14120143 14120215 TTACTAGTGCCTCCCCTCCC GAAGAGACGTTGAAGCCCTG 259

Ad02A4796 Aradu.A02 4796 p2 (TG)6 12 14140093 14140104 TGTGTTCAGGCTTAGGGCTT GGACCTTCCATCTGAAACCA 205

Ad02A4800 Aradu.A02 4800 p3 (GAA)6 18 14149079 14149096 TTTTTGTTTGTGTTTTGGGG CCAGCTGAGAGAGACGGAGT 158

Ad02A4801 Aradu.A02 4801 p3 (ACA)5 15 14152864 14152878 AAATGGTTGCATTGTTTGGA TCGTTTGATTCATGTAGCCG 236

Ad02A4802 Aradu.A02 4802 p3 (TAA)6 18 14156047 14156064 TTGGTTGCCGAAGACCTAAC ACCTGCATGGCATTGTTTTT 272

Ad02A4806 Aradu.A02 4806 p2 (TA)9 18 14167735 14167752 TGTCACTTGAATTTGAGGTTGG AGACCAGCATCTGAACCCTC 259

Ad02A4807 Aradu.A02 4807 p3 (TTA)5 15 14176044 14176058 AAATGGGACGGCAAATATGA TCCATTGGAAAAGGAGGAAA 193

Ad02A4808 Aradu.A02 4808 p3 (TTG)5 15 14181952 14181966 TCATCATACCGTAGCAAACACC GCAAGTGTTGTGCTTTCCAA 155

Ad02A4810 Aradu.A02 4810 p3 (ATA)8 24 14183212 14183235 CATGGTGAGAATTGAAGGCA AGATCTCCCCCACAAGTCAA 276

Ad02A4811 Aradu.A02 4811 c (T)10aataaaaaggtggttaatatggcctaccaatatgattgatcatcaaggggag(TA)674 14184170 14184243 TGATATTTCAAATTTATTGACAGCA GGCATTTGTGGTTTGTGTGA 279

Ad02A4815 Aradu.A02 4815 c (A)12gaagagaaaaatac(A)1036 14191152 14191187 TCTCACGTCCTTCTTTGTGTTC AAAACACGTATCATTCTCCTCCTC 228

Ad02A4820 Aradu.A02 4820 p3 (TTA)5 15 14201643 14201657 TTGAGATTAAAGTGTTCGAGCTAA CACCCACCAATTTTATTGCC 217

Ad02A4826 Aradu.A02 4826 p2 (AT)14 28 14249505 14249532 GCCGCCGTTAAAGTTTGATA AAGAATTTCAAAGCCATCCG 272

Ad02A4832 Aradu.A02 4832 p3 (CAA)5 15 14271425 14271439 TAGACCCTCCCTGTTGTTGG ATACTGGCCAAACGTGTTCC 262

Ad02A4833 Aradu.A02 4833 p3 (ATC)6 18 14272723 14272740 CTTCAGTCCAAAGCCAGAGG GCTGATGATGATGATGGTGG 187

Ad02A4835 Aradu.A02 4835 p2 (AG)6 12 14273322 14273333 TTCAAAATACGGTGTTTCGGT TCATAGCCCCAAACACAAGC 237

Ad02A4836 Aradu.A02 4836 p2 (TA)7 14 14276210 14276223 TATATGTTTTCCCCCGCTCA ATATAAGGGAGGGTCCAGCG 169

Ad02A4840 Aradu.A02 4840 p3 (TAT)18 54 14297507 14297560 TGGGAACTAAGAATGGGTGG GCAAAATGCTTACTGCGACA 254

Ad02A4845 Aradu.A02 4845 p3 (GAT)7 21 14318830 14318850 TTGGAGACACATGGGATTCA CATAGTCCTCATCATCCGAGAA 259

Ad02A4847 Aradu.A02 4847 p2 (TA)6 12 14325405 14325416 CATGCCAACACACGAATTTT TCACATGTCAGCGTGTTCAA 268

Ad02A4848 Aradu.A02 4848 p3 (ATA)5 15 14326281 14326295 TTCAAAACTAATCCAACCCGA GGTTCAAAGTGGTTGGGAGA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A4850 Aradu.A02 4850 p2 (TA)6 12 14329952 14329963 AAAGAAAATCTGGAATAGTGGTGG CACTCATAATGGTAATTAGCGGA 145

Ad02A4851 Aradu.A02 4851 p3 (AAT)6 18 14330206 14330223 TGTCACTTGACGTGATTCGAT CATGCACTTATGGGGAAGGT 209

Ad02A4856 Aradu.A02 4856 p2 (TA)6 12 14339610 14339621 TCCAGAGAGGTGAGCCAGAT CCATTCACCCAACGTTATCA 238

Ad02A4857 Aradu.A02 4857 p2 (AT)9 18 14340259 14340276 AAAAACTCATTCATTCATCAAACTAA TGGGGGTCTGGCATTTATTA 237

Ad02A4859 Aradu.A02 4859 p2 (TA)6 12 14358371 14358382 GAGCAACATGAGTTCACAGCA GGAAGCCAACAATTGAATGAA 234

Ad02A4861 Aradu.A02 4861 p2 (TG)26 52 14371768 14371819 CGCTCCAACATATGAAAGAGTGA TCCTTCAAGGCTCCTCAAAT 248

Ad02A4862 Aradu.A02 4862 p2 (AC)23 46 14371957 14372002 TTTGAGGAGCCTTGAAGGAA AGCTTCGCAGGCTGAGTTAG 219

Ad02A4865 Aradu.A02 4865 c (T)12cccttctgtttcgatgtctaattaacggttatataactcgtcatgttatttagattatttc(T)1083 14382921 14383003 CGTGCCCCAAAAGAAATAAA GCAACCAAGCTGTGAATCAG 274

Ad02A4870 Aradu.A02 4870 p3 (TAT)19 57 14385730 14385786 TCATTTTTGCTAATTCTGGTTTT TGCCTATGAGATCCACTCAACA 246

Ad02A4871 Aradu.A02 4871 p4 (TTAA)5 20 14386001 14386020 AATTGATTGGAGCACCTACG GTAAGAGGATCGGAGTGGCA 224

Ad02A4873 Aradu.A02 4873 p2 (AT)6 12 14397469 14397480 TCTAACCAATCACGGCCTCT AGGCCGAGGTGATTTGATTT 106

Ad02A4874 Aradu.A02 4874 p2 (GT)7 14 14399628 14399641 TCCTCCGCTAGCACTCTCTC TGCCACTCATCCACTGACAT 147

Ad02A4876 Aradu.A02 4876 p3 (AAC)5 15 14404925 14404939 CAAACAGCAACAACAATAACAACA GTGCAGGGACCCAATTAAAA 188

Ad02A4880 Aradu.A02 4880 p4 (CTTT)10 40 14421662 14421701 GTGACTAAGCTCCCTCACGC GCTAAACCCTAACCCCCAAG 241

Ad02A4883 Aradu.A02 4883 p2 (TA)6 12 14425455 14425466 TAAAAGCCCAACCCAAACTG TGTAATGATGGGTGTTTGGC 266

Ad02A4884 Aradu.A02 4884 c (TGA)5tggtgattatggtggattggcattgg(TGA)556 14425866 14425921 GTCCCACATGAACCCATAGC GCTTCATCATCATCATCCCC 270

Ad02A4885 Aradu.A02 4885 p4 (TTAA)5 20 14426132 14426151 TGAAGGTGTGGCCTCATACA CTGGACCACAACTTAAAAACTCA 196

Ad02A4890 Aradu.A02 4890 c (TA)7tgc(AAT)12 53 14429654 14429706 GCCATGTTCGAGAAAAGTAATTG CATGTCATGCTTGTCACTTCAA 247

Ad02A4893 Aradu.A02 4893 c (T)14gagaaagagaaagagaa(AG)643 14431613 14431655 TGGATAGAACCGAAACCCAG CACCAACCTTTCTGCCATTA 257

Ad02A4896 Aradu.A02 4896 p3 (AAT)6 18 14436661 14436678 CAAGAAAACGCAATCCATTCT GGTTTGCGTGCCTTTACACT 232

Ad02A4897 Aradu.A02 4897 p3 (TAT)12 36 14436896 14436931 AGTGTAAAGGCACGCAAACC GGCCTTAAGTTCGATCATCTTCT 263

Ad02A4901 Aradu.A02 4901 p2 (TA)6 12 14440482 14440493 AGTTGCCTCCAACGATTTTG GGGCCTCAAAGTTTTCTGCT 201

Ad02A4902 Aradu.A02 4902 p3 (TAA)5 15 14441861 14441875 TCCCACACACATAAGTTTTCG TTCCAAAGCTGGACAATCTTC 200

Ad02A4903 Aradu.A02 4903 p3 (ATT)5 15 14442005 14442019 GAAGATTGTCCAGCTTTGGAA CGTCGATCGGTCTCATTCTC 168

Ad02A4904 Aradu.A02 4904 p3 (AAT)8 24 14442220 14442243 ACCGATCGACGGTTCTCTTA AATTTCCTGCATTTCCAAGC 208

Ad02A4905 Aradu.A02 4905 p2 (TA)6 12 14449030 14449041 TCAAATTTCTAATAACAAGACTCGAA AGCATTCATTAATTGTTGCGA 242

Ad02A4906 Aradu.A02 4906 p3 (TAT)6 18 14449510 14449527 TTTTGCCTTAAGACGCCATT CGTTTCCGCTATAGCTCAGG 248

Ad02A4909 Aradu.A02 4909 c (GA)7aaggagtaggttaga(GT)1559 14455588 14455646 ATGGGTTATGGCTAACGCTG CGTTGCGTTTTAGTCACTCG 228

Ad02A4910 Aradu.A02 4910 p2 (AT)11 22 14477848 14477869 CGTAAATCATTTTCATCCCTCA TTTGATTTTGAGCATATAACTTTGTTT 251

Ad02A4913 Aradu.A02 4913 p2 (AG)22 44 14496984 14497027 GAGCCATTTGGAAAATCGAA TTGCAAAGAATATGCAATGTACG 268

Ad02A4920 Aradu.A02 4920 p3 (AAT)5 15 14540997 14541011 GCCCAACCCACACATTTAAC TTTGAGTTCAAGTTGGTTCCC 265

Ad02A4921 Aradu.A02 4921 p2 (AT)9 18 14551973 14551990 AGCCCAGGCGTTACTTACCT TTTCGGATACAGGTGTGAAGG 267

Ad02A4922 Aradu.A02 4922 c (AT)6ttttg(T)10 27 14557245 14557271 AAGATGATTCGCCTCCCTTT CCCCAAATACATGATCCCAC 275

Ad02A4923 Aradu.A02 4923 p2 (TA)6 12 14560966 14560977 TCCTTGATTCTTGGGTGAGG CATTCCAAGGCTTTCCAAAA 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A4926 Aradu.A02 4926 p2 (TA)6 12 14587633 14587644 GACTGTTCGAACTCGAGGGA GCGTCTTGGGGATTTGTAGA 241

Ad02A4929 Aradu.A02 4929 p2 (GT)6 12 14607408 14607419 TCACCGTGATCGTGTTGAAT AGGATGTCGCATAAGAACGC 266

Ad02A4934 Aradu.A02 4934 p3 (TGA)10 30 14691824 14691853 ACGGGGTAGTGCAATGAAAC TTGTTGGCTTGTGGAAATGA 229

Ad02A4940 Aradu.A02 4940 p3 (TTA)16 48 14717437 14717484 CCACAAGACAAGAACAAAATGG AACGCAACATTTCTAAGGGAG 241

Ad02A4945 Aradu.A02 4945 p2 (GA)8 16 14764724 14764739 AGTCGACGGGAACTTTTGTC ACGTACGTCTTGGTTTTGGG 191

Ad02A4946 Aradu.A02 4946 c (TTG)5gagtcttcatataaagtctccatcgtcgttgttggtgtccttcccgtcagaggttgtcactgtcattaccgttacagctgtcaccaaagttaaggttg(T)14127 14765782 14765908 CCCGAACTATTGTCTCTGCC GATGGTGAGAGCTTAGCGGT 280

Ad02A4948 Aradu.A02 4948 p3 (GAA)5 15 14772227 14772241 TCAGCAACTGCCATCAGAAC CCCAGGTTAGTGGCTTCTCA 261

Ad02A4949 Aradu.A02 4949 p2 (GA)19 38 14774652 14774689 AGAGAGAAAGGGGGAAGCTG CTTCCTCCATACTTGCGAGC 253

Ad02A4950 Aradu.A02 4950 p2 (TG)6 12 14787654 14787665 TTCGTTCCTGTAGAGCCTGG ACACGACCTCTACCACGTCC 234

Ad02A4951 Aradu.A02 4951 p2 (TA)8 16 14795458 14795473 GACCGGTTATCTTCGCAGTC ACAAGGATAACCAACGCGAG 100

Ad02A4954 Aradu.A02 4954 p2 (AT)7 14 14810332 14810345 TTTGAAAGCCACGAAAAACC AAAGCTTGATTGTTGTTGATCC 246

Ad02A4956 Aradu.A02 4956 p2 (AT)9 18 14816747 14816764 TGTAATATTCTATTTTGTCATGTGTGC TGGTGAGGAAAGTATAAAGTGGTTC 256

Ad02A4958 Aradu.A02 4958 p3 (ATT)5 15 14822243 14822257 TGAAAATATCGGGAATTGGG CCACAAGGGAGTGGGACTTA 229

Ad02A4964 Aradu.A02 4964 p2 (AG)6 12 14840792 14840803 TGAAAGGTGAGGTAGGTGGG ATTAAACGCCAGGATTGCAC 257

Ad02A4965 Aradu.A02 4965 p2 (TC)6 12 14850478 14850489 GGAGATTGCCATCTTAGCACA AAAGCTGAGATGCGTTTGGT 258

Ad02A4967 Aradu.A02 4967 p2 (GA)8 16 14857933 14857948 AAAGGAAAGGGGAAGGTGGT TGGTGGGTTCATATGCAGAA 271

Ad02A4969 Aradu.A02 4969 p2 (AT)10 20 14860628 14860647 CGCAGATCCGCACAATAAT GGATCGGATCGAATCGAATA 260

Ad02A4970 Aradu.A02 4970 p2 (TA)12 24 14867442 14867465 ATTTACCGTGACAACGAGCC AGCAAGAGTATTTTGGGTTAAGAA 214

Ad02A4971 Aradu.A02 4971 p3 (GAA)5 15 14875748 14875762 ATGGTAAAAATTTCCAGCGG CTAGGCATCCAAGCGTTTTT 255

Ad02A4972 Aradu.A02 4972 p3 (AGA)5 15 14879676 14879690 GCTTTTGTCTTCCCTTTCCC CCAACATAGCCGAACCAACT 198

Ad02A4975 Aradu.A02 4975 p5 (AAGAT)6 30 14890747 14890776 AGATAAAGGCGGTTCCCCTA GTGTCCGACCTGTTGGATCT 266

Ad02A4976 Aradu.A02 4976 p3 (TTA)6 18 14898929 14898946 ATTGATGCTCAGAGCCTTGG TGGTGGTATTTTCTGTGATTTTTG 229

Ad02A4980 Aradu.A02 4980 p2 (AG)6 12 14908596 14908607 TGAGACAGGACACGCAGACT CTTCCTCCTTCTGCGAACAC 224

Ad02A4981 Aradu.A02 4981 c (AG)11aaagagagagaa(AG)7gc(GAA)565 14908775 14908839 GCGTATCGCTGAATGTGAGA TCCTCTAAAGGCACCAAACG 209

Ad02A4984 Aradu.A02 4984 p3 (TAT)6 18 14924058 14924075 CTCTCGTGCAAATGGGAGAT ATCCGTCTTTCCGGATTATT 253

Ad02A4989 Aradu.A02 4989 c (GA)6aag(AGAGA)540 14945113 14945152 AGGACGAGAAGAAACGGTGA CTAAGTGGGAGCACTCCTCG 248

Ad02A4990 Aradu.A02 4990 c (A)10gacgaactcgaaagccaattgaataaaagaaatttcaattcagaaaattcaattgacaaaagaagttacgtg(A)11gacgaactcgaaagccaattgaataaaagaattttcaattcagaaaattcaattggcaaaagaagttacgtg(A)10175 14947483 14947657 CCCAAAAGCCAATTGGATAAA TTCACGAAGAGGTTGGGATT 280

Ad02A4992 Aradu.A02 4992 p3 (GAA)6 18 14978680 14978697 TAAAATATTGCTCGCCCTCG CACCTCAATTCCTCTTCCCA 210

Ad02A4997 Aradu.A02 4997 p3 (TTG)8 24 15015467 15015490 AATCCCTTGCAACACAAACC GCAATGGCTCATGGAAAGAT 280

Ad02A4999 Aradu.A02 4999 p3 (CTT)5 15 15023586 15023600 CACTGGTTGTTGGCCTTAGTT CCATTGATCGGCAAATTGTA 270

Ad02A5001 Aradu.A02 5001 p3 (TCT)5 15 15037306 15037320 CCGAATACACCTCTCCCTCA GCTTTTGTCTTCCCTTTCCC 193

Ad02A5003 Aradu.A02 5003 p2 (TA)6 12 15053290 15053301 GCACAAAATCCAGTGAGGGT GAATGTCATGCAATGCAATCTAA 245

Ad02A5004 Aradu.A02 5004 p2 (TG)6 12 15082106 15082117 GAAGTTGGGACGGAGCTACA TGGGTGGATTCAATGGTTCT 265

Ad02A5009 Aradu.A02 5009 p2 (AT)9 18 15155011 15155028 AGTGGGTTTGAAATGTTCGG TAAGCTGTCCAGCCTGACCT 266
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Ad02A5010 Aradu.A02 5010 p2 (TA)9 18 15159257 15159274 CGCACCATGTGGTAAACAAG TCACATATGGTTTGCCATGAA 211

Ad02A5012 Aradu.A02 5012 p3 (ATT)22 66 15163965 15164030 TTGATGACACCTCATTTTTATTAGTT AAAATTCTTTTCAATGCACGA 186

Ad02A5013 Aradu.A02 5013 c* (TAT)6(ATTA)6* 40 15165389 15165428 AATGTGTGCATGTGCTGTTT ACATTAATGGTGACAAATTGATATTGA 100

Ad02A5016 Aradu.A02 5016 p3 (AAT)5 15 15171977 15171991 TTTGGTACATTTCATATCACATTCG GATTTAAGTCATTTACCTGTTTGTGA 252

Ad02A5018 Aradu.A02 5018 c (ATA)5tcaataaatg(TAA)643 15175629 15175671 CGTTTTCCCTCCAAAACAAA TTTGATATACGTGAATCGGGT 277

Ad02A5019 Aradu.A02 5019 p2 (TA)7 14 15177601 15177614 CGTATGGCATAATACATATGTCAAAAA CCCACTTAGTTCATTCGCAA 240

Ad02A5021 Aradu.A02 5021 p2 (TA)7 14 15185360 15185373 CTTTGGCTGGAATGAACCAT ACCATCCACGTTCACAACAA 261

Ad02A5026 Aradu.A02 5026 p5 (TTGTA)5 25 15195874 15195898 TCAAAGCCTTTAAGAAGGTACACA AAGCGGAAAAAGTATGCCCT 262

Ad02A5027 Aradu.A02 5027 p3 (CAA)5 15 15198522 15198536 CGGCTTCTCTTCTTTCTCAAA CGCATTTGTTGCCACTTTTT 274

Ad02A5028 Aradu.A02 5028 p3 (AGA)5 15 15220775 15220789 AAGCAGACCTTTCGGCAATA CTGTACCTTGCTGGTGGGAT 178

Ad02A5031 Aradu.A02 5031 p3 (AAT)21 63 15227857 15227919 TGGCATGTTCCTGTTGAAGA AGCAAATGCCCTAAAAGCTG 269

Ad02A5034 Aradu.A02 5034 p4 (TTTA)9 36 15258050 15258085 CTCGCCGGTCATCTCTTAAT CCTAGCCATGTGGAAAACTGA 200

Ad02A5036 Aradu.A02 5036 p2 (TA)6 12 15262660 15262671 TTTAACATAAATAGTTGCCCCTCT ATTATTGGTCCCACAACCCA 165

Ad02A5037 Aradu.A02 5037 p3 (ATA)7 21 15263487 15263507 AACACGTGAGAGCCACATTG AGCTTTTGTAGTGGACACCCA 270

Ad02A5038 Aradu.A02 5038 p2 (AC)6 12 15264165 15264176 TTAGGTGGGTCGTCAATTCC TGGGGATCTTTCAGAGATGG 272

Ad02A5039 Aradu.A02 5039 c (A)10tattaacagaatgactaatcagtctcataaaaataaatatcagagccgaaaaggg(T)1075 15268900 15268974 AAACAACGAAATTCTCAACAAAAA TGACTGTCGGATTTGTATTTGG 270

Ad02A5050 Aradu.A02 5050 p3 (ATT)6 18 15294222 15294239 TGGTTGAAAAATGTTTTGTTGG TCCGAATCACTATTGTCCCA 247

Ad02A5054 Aradu.A02 5054 p2 (AT)9 18 15297983 15298000 GCTGGTAACATGGAGTTTAACAAA ACCTTATCATCCATGAGAACCA 205

Ad02A5055 Aradu.A02 5055 p3 (ATT)7 21 15304794 15304814 GGCTCTAGTGCAAGTGGGAG TCCGAATCACTAATGTCCCAT 256

Ad02A5059 Aradu.A02 5059 p3 (TGT)5 15 15320083 15320097 TGATAGGGAACAATGGCGTT AGCAGAACCATTCAACACCC 274

Ad02A5060 Aradu.A02 5060 c (GA)7gg(GA)6aagagaggggcagttgtgacagcttgaatacagaagggcttagctaatgactgatttttatttaaataaat(AATA)5119 15324228 15324346 GAAGAAAGGAGTCGTGGTGC TGCAATGTGCAACTTCTTCA 271

Ad02A5062 Aradu.A02 5062 p3 (GAA)5 15 15346187 15346201 AACCAATTAAGAAATGGCAACAA TTGCATATTCGCATTGATGG 194

Ad02A5063 Aradu.A02 5063 c (AAT)9aaaataataattataataaa(AAAT)775 15362485 15362559 GATAGGAAAGATGCTCACGCA TGCAAATGCAATAAACAAAAGAA 268

Ad02A5064 Aradu.A02 5064 p2 (GC)6 12 15369517 15369528 TCAGAAACCCTTCCAAATCG GGCTAGGCATGGATCAAAGA 211

Ad02A5067 Aradu.A02 5067 c (A)10c(T)10 21 15388054 15388074 CCAAGGCACTTGGAAATGAT TGGCAAATTCTTCATAGGATTC 246

Ad02A5069 Aradu.A02 5069 p3 (AAG)5 15 15398987 15399001 TTGCAAAAAGGTCCTTGTCA GCGCTATCATGAATCCCAAC 270

Ad02A5070 Aradu.A02 5070 p3 (CAT)8 24 15407823 15407846 AGCTGAGAAGTGTGAGGGGA TGGAGAGATTGGAGTACCCG 184

Ad02A5071 Aradu.A02 5071 p3 (TTC)8 24 15409830 15409853 AGGCAACGCCATTTAAACAC TGATCCTCCGAAACCCTAGA 253

Ad02A5072 Aradu.A02 5072 p2 (TG)12 24 15410285 15410308 TGAAAAATTGGAAATTGCATGA CAGTGTTGGGCACTTCACAC 255

Ad02A5073 Aradu.A02 5073 c (T)10aattctaaaatctgtaacttgttaac(TAT)860 15417532 15417591 GAGTGCAATGACTGGCATGT ACAAGGGCAGGTGACGTTTA 221

Ad02A5074 Aradu.A02 5074 p2 (GT)6 12 15417795 15417806 ACGTCACCTGCCCTTGTTAC TCCTTTCGCACTGGAAACTT 235

Ad02A5075 Aradu.A02 5075 p3 (GAA)14 42 15420314 15420355 TGAAGAATGCGAGCAGAGAA AACCCCCTTACGCATTTGTT 172

Ad02A5078 Aradu.A02 5078 p5 (TCAAT)5 25 15425310 15425334 GAACGCCTCCTCATGGTAAA TTGAATTGAATGGACAGAGGTG 152

Ad02A5079 Aradu.A02 5079 p2 (CG)6 12 15466282 15466293 GTTTGCCACCCCTACCTATG TGGTGTTTGGAAGTGTTGGA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5082 Aradu.A02 5082 p3 (TAA)5 15 15481085 15481099 CGTGTCATTTTGGCAGTGTT GAGTGGTGGCCATGGATATT 209

Ad02A5085 Aradu.A02 5085 p3 (TAA)13 39 15485145 15485183 TGTGGGACAAATAATACCCCA TTTTGCTGCTTCTCTTTCCTT 277

Ad02A5086 Aradu.A02 5086 p3 (TCT)9 27 15485567 15485593 CATGCTCCTCTTTTTCTTCTCC CCTCCTCATCTTCTGCTGCT 231

Ad02A5087 Aradu.A02 5087 p3 (GAA)5 15 15486083 15486097 AAAGGCAAAGAGAGAACGCA AATTTTTATGGCGTGCTTCG 153

Ad02A5090 Aradu.A02 5090 p3 (AAG)5 15 15509156 15509170 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 225

Ad02A5091 Aradu.A02 5091 p5 (AAAAT)5 25 15509780 15509804 GGGTTGTTGCTTGTTTCTGG GGGAGGCAACCCAATTTTAT 260

Ad02A5092 Aradu.A02 5092 p3 (ATA)20 60 15525748 15525807 TGACGTTGATGCAAATAACCA GGAGTAAAGTTCAAATAATGGTGAAA 195

Ad02A5097 Aradu.A02 5097 p4 (TAAA)5 20 15543766 15543785 GGGGCACGACAACAGTAAAA TCTTTTGTTTGGGGGTCTTG 246

Ad02A5100 Aradu.A02 5100 p2 (TA)6 12 15546620 15546631 TTTGCCAATCGTTCACACTC TAGCCGGCTTAATTTTCACG 123

Ad02A5101 Aradu.A02 5101 p2 (AT)6 12 15549886 15549897 ATGAAACTCGCACGAAATCA ACTCAAAATTGGACCAACGG 247

Ad02A5104 Aradu.A02 5104 p3 (ATA)8 24 15554008 15554031 TGTCGGATAAAATTCACCCTTT ATATCGGGATAGCCGTACCC 169

Ad02A5105 Aradu.A02 5105 c (T)13gtctcccaatnnnnnnncgcagttcaaaaaattctctttgtac(T)1066 15556085 15556150 ACTAAATCGGACAATCCCGA TTTCCATTTAATACATTCAACCTCA 180

Ad02A5107 Aradu.A02 5107 p4 (AAAG)5 20 15583796 15583815 AATCTACCCTAGCCGCCATT TCCCTTCCCTGTTTCCTTCT 170

Ad02A5108 Aradu.A02 5108 p2 (GA)9 18 15584221 15584238 GAGATCGCGAAGAGAGATGG TGTGCGGATCTCTCCTTTCT 247

Ad02A5113 Aradu.A02 5113 p2 (AC)6 12 15594655 15594666 TCTAGAATCATCAAATAAAATCCGAA TCTCTCGTGCGATAACGATG 261

Ad02A5116 Aradu.A02 5116 p2 (TA)9 18 15626019 15626036 GGGTAGGGTACGGGTTGAGT GCCTACCCGCAGATTACAAA 257

Ad02A5119 Aradu.A02 5119 p2 (TC)6 12 15658415 15658426 TGGGGGACGGAGATTCTACT GGTGGCCGAACGTGTATTTA 270

Ad02A5121 Aradu.A02 5121 c (T)10cgaaaa(T)11 27 15679464 15679490 CCGGATACATACATGCCACA TGAGACATGTTACTGAGGATCTGA 272

Ad02A5123 Aradu.A02 5123 c (T)10gaaaaaaaaattgaaattaaaatctgaaatttatataaaaatttcgaaaaaagtggttcaaaattagttagaaaatacaaaa(T)10102 15696703 15696804 CCAGAGTCCTCCTGGACTGA TTTTGTGTGTTTTTCTCTTTCATCA 279

Ad02A5124 Aradu.A02 5124 p3 (ATT)16 48 15699450 15699497 TGGTGATTATGAAGATTGTGGTG TGTTGGAGACAGCATAGCCA 278

Ad02A5127 Aradu.A02 5127 p2 (AG)7 14 15734480 15734493 TAAGGTCCTCACTATCGCCG AGGGAGCATTGTGGGTACAG 279

Ad02A5128 Aradu.A02 5128 p2 (TA)6 12 15737614 15737625 GGATATGGGCGCAGAAGTTA TTACCACAATAACCGCTCCC 269

Ad02A5129 Aradu.A02 5129 p3 (AAT)5 15 15741651 15741665 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 188

Ad02A5130 Aradu.A02 5130 p3 (TCT)5 15 15745228 15745242 CTCATATAGCCGAACCCCCT AGGATACTCCGGTCTTGGGT 175

Ad02A5131 Aradu.A02 5131 p2 (AT)6 12 15750872 15750883 CACGTGGAGACCCGTTAAAT GAAGGGGCTAAGGGTTTGAG 195

Ad02A5132 Aradu.A02 5132 p2 (TA)7 14 15751944 15751957 TGGTGATTATTGTCTTGGCAG AAAGGAACTGGAAGCAGGGT 176

Ad02A5134 Aradu.A02 5134 p3 (ATT)5 15 15757983 15757997 AATTGGACATTTTAGCCCCC GCCAAGTTATGGTGTCTTCTCC 264

Ad02A5136 Aradu.A02 5136 p4 (TATC)12 48 15771776 15771823 TGCGAAGCCAAAACACAATA GTCAACGTCCCCAACATTTC 263

Ad02A5141 Aradu.A02 5141 p2 (TA)9 18 15787381 15787398 TCAACACAATGTCCAACCTGA CTTGGAATGGCTCCAGTGAT 202

Ad02A5143 Aradu.A02 5143 c (A)10gaatatgttattcactaacactttgtttggatggaagatggaaaatggaaggaaagaaaatagaaggaaagaaaatagaaggaaagaaaataaaagg(A)10gaagaaaagttga(T)10140 15791426 15791565 TGGACAATTTCATGCTTCCA TCCATTTTCTCTTTATCCAAACAA 263

Ad02A5146 Aradu.A02 5146 p3 (AAT)14 42 15797679 15797720 CCAAACCCATTGAAGCTGTT AGCTTCTAGCCAAACCGTCA 269

Ad02A5150 Aradu.A02 5150 p2 (TA)6 12 15834796 15834807 AAAGGGATTGGAGTATTCGACA AAAGGAACTGGAAGCAGGGT 243

Ad02A5151 Aradu.A02 5151 p3 (ATT)5 15 15840635 15840649 TGGACATTTTAGCCTCCCAA GCCAAGTTATGGTGTCTTCTCC 261

Ad02A5154 Aradu.A02 5154 p4 (TATC)36 144 15853650 15853793 CAACATAGCAAGTACAAGATCGG GTCAACGTCCCCAACATTTC 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5158 Aradu.A02 5158 p2 (TA)9 18 15866803 15866820 TCAACACAATGTCCAACCTGA CTTGGAATGGCTCCAGTGAT 202

Ad02A5159 Aradu.A02 5159 p2 (GA)7 14 15868351 15868364 GAAAGCTTTGCATACCCCAA CACCACTGCATTCTCTTCCA 248

Ad02A5160 Aradu.A02 5160 p2 (AG)8 16 15868469 15868484 TGGAAGAGAATGCAGTGGTG TGAAGGGTTGAAGACAGTGC 213

Ad02A5161 Aradu.A02 5161 p2 (TC)7 14 15870584 15870597 CCCTCTCTCCACCACTACCA AAAGATTATTGGGGCTCGCT 185

Ad02A5162 Aradu.A02 5162 p2 (CT)6 12 15872406 15872417 GCGTGCAGATCACGTGTAGT TCCAACACTGCAAGTTGCTT 261

Ad02A5166 Aradu.A02 5166 p3 (CAC)6 18 15886913 15886930 CACAATTACCACCACCACCA CCGTTCTGCTTTCTTGCTTT 272

Ad02A5167 Aradu.A02 5167 p2 (AG)6 12 15893925 15893936 GCAGAGAAAGGTGAGCCATT GGCATATTGGTGCTGTGCTA 279

Ad02A5168 Aradu.A02 5168 p2 (AG)6 12 15896276 15896287 CGACGCACAGTGAGACAGAT AACCTTCTCGTTCACGCCTA 188

Ad02A5170 Aradu.A02 5170 p2 (GA)6 12 15899216 15899227 TCCAACACTGCAAGTTGCTT GCGTGCAGATCACGTGTAGT 258

Ad02A5171 Aradu.A02 5171 p2 (TA)7 14 15903533 15903546 AAAGGAACTGGAAGCAGGGT TGGTGATTACTGTCTTGGCA 176

Ad02A5172 Aradu.A02 5172 p2 (AT)7 14 15904550 15904563 GGGGCTAAGGGTTTGAGAAG GCAGGGATTTATCCGTCAGA 216

Ad02A5173 Aradu.A02 5173 p2 (TA)7 14 15911841 15911854 ATGACACCAATGCCCTCTTC AAGAGCGAGGCACATAATACAA 265

Ad02A5175 Aradu.A02 5175 p2 (CT)7 14 15934004 15934017 AGAATGAGTGCCATTCTGGG CGGAAAAGCACACCAAACTT 207

Ad02A5176 Aradu.A02 5176 c (T)10gtttttctcctc(T)1032 15942776 15942807 CCAACTAGAGGTGTCCAGGG TGTGGTTCATGAATGTTGGC 266

Ad02A5180 Aradu.A02 5180 p3 (ATA)5 15 15993076 15993090 TGCAACCACACAATTAGGCT TTAAGTGTGGGGAGGTCGTC 262

Ad02A5182 Aradu.A02 5182 p5 (AATCA)5 25 15999906 15999930 TCTATGAATAAAATAGGCAACTGAGA TCATAGCAAGCGTTCAAGTTT 271

Ad02A5184 Aradu.A02 5184 p2 (TG)7 14 16012436 16012449 TGGATCCCATTGTTGAGTGA ACCCTTTTCCCTCCTTTTGA 177

Ad02A5188 Aradu.A02 5188 p2 (TA)9 18 16028480 16028497 TGCTGATCACTTTAACCCCA TGCTTTCACTCATGTCCTGC 234

Ad02A5190 Aradu.A02 5190 p3 (TCC)5 15 16035422 16035436 AAGTTAGGCCAAACCACACG TGCGAAGAAAAAGGAGGAGA 123

Ad02A5192 Aradu.A02 5192 p3 (GAA)9 27 16036350 16036376 AGGAGGAAGTGGTGGTGTTG AGCCGTTACTGCACGTTTTT 120

Ad02A5193 Aradu.A02 5193 p3 (CAA)17 51 16036608 16036658 TTGGCTGGACATTATAGCCC AAACGTATTGGTATTATCTTTGTCG 235

Ad02A5194 Aradu.A02 5194 p2 (AT)6 12 16038825 16038836 CGATCGAATCGCTTGAGTTT TATTGGTTCAATCGGTGGGT 262

Ad02A5197 Aradu.A02 5197 p2 (AT)9 18 16062148 16062165 AACCCGACAAGTCCAGTTTG GGTAGAGTACCGTGGCTTGC 224

Ad02A5198 Aradu.A02 5198 p2 (AT)6 12 16070172 16070183 TTCCAACACTTTTGCATTTCA GGCTCAAATCTCACTTGCTTG 233

Ad02A5199 Aradu.A02 5199 c (AAAAT)5aaaacaggaaataatgcaagagaaaagaaaagtcaaacagaatagaaag(A)1084 16111623 16111706 TCTCAACCATTTTCTTTGTCTTTTC GAAGATGATGATGCAGGCAA 230

Ad02A5201 Aradu.A02 5201 c (AAAAT)5aaaacaggaaataatgcaagagaaaagaaaagtcaaacagaatagaaag(A)1084 16134105 16134188 GCCTTCCTTACCCAATTAGTCA GAAGATGATGATGCAGGCAA 268

Ad02A5204 Aradu.A02 5204 p3 (GTG)5 15 16179013 16179027 GAACCTGGTGGTTAGAGGCA TTCTTCTCTGCAACCCATCC 233

Ad02A5208 Aradu.A02 5208 p3 (AAT)11 33 16203368 16203400 GGGAACATGGGTTGATAGGA GGCGAATCTGTCCCCTTATT 198

Ad02A5209 Aradu.A02 5209 p2 (CT)8 16 16203982 16203997 GGCTTGGCTATATGATTCCTTG TGGATTTATCAACCTCCCCA 234

Ad02A5211 Aradu.A02 5211 p4 (TTAT)5 20 16221173 16221192 AAATCCCTTCCCCCTTTTTC TCGAACACCAAAAGGAAGAGA 228

Ad02A5212 Aradu.A02 5212 p3 (TTG)5 15 16237377 16237391 GACAGAGCTCAATGGCATCA TGACATCCAAATAAACACCAAA 200

Ad02A5216 Aradu.A02 5216 p3 (TTA)6 18 16245467 16245484 CTTGCCCCTGAAGGTTACAA GACCTCATGTCAACCGACAA 172

Ad02A5219 Aradu.A02 5219 p3 (AAT)6 18 16256280 16256297 CAGCAAGGCACTGATGACAC TGGTTTACCATTGCTGCTTTT 181

Ad02A5223 Aradu.A02 5223 c (A)10tatcaacacctctctaaaatattatatcaaaccaagcctaataaagaagctatta(T)1176 16271262 16271337 TCGTAGTCCCGTATGGAAGG TTGGACGTAGACTCTCAAAGCA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5225 Aradu.A02 5225 p2 (TC)26 52 16287909 16287960 TGCCTTAGACATTGTTCTCTGTG CCCTTTGATTGAAGGATGGA 222

Ad02A5226 Aradu.A02 5226 p2 (TC)7 14 16288719 16288732 AATGCAAAATGGTGCTTGTTT CATCGATGAGGGGTGTTGTA 222

Ad02A5228 Aradu.A02 5228 p2 (TA)7 14 16297706 16297719 AGAATCGGAGGTTCTCAGCA GAGGTTTGCAGGATTTGGAA 206

Ad02A5232 Aradu.A02 5232 p3 (GAA)6 18 16309286 16309303 CATTTTTCTTTGTTGGGATTGTT ACACTCTTCTCCAAGGTCGG 165

Ad02A5236 Aradu.A02 5236 c (AT)11gattgggc(TG)642 16315661 16315702 ATCCAGCAGGACCGTGTATC GGTCACCTGGACTTGCTTGT 276

Ad02A5237 Aradu.A02 5237 p3 (CTG)6 18 16317867 16317884 ATTGAAATAACGAAACGGCG AAAGAAATCCTAGGGTCCGC 143

Ad02A5239 Aradu.A02 5239 p2 (AG)12 24 16328401 16328424 AGCCTCCACGGTTGAAACTA GGGCTAGGAATCCTTCTTGG 209

Ad02A5242 Aradu.A02 5242 p2 (TA)6 12 16336939 16336950 TGTTCCTTCCAATGAGCAAG TTCAGCTGTGATTGTATTGAATTG 215

Ad02A5245 Aradu.A02 5245 p5 (TTATC)5 25 16376403 16376427 CCTGGGTGCTCCAGTGTATT TTCTTCTCAAAGAGCTCGGC 222

Ad02A5246 Aradu.A02 5246 p3 (AAT)21 63 16383380 16383442 CCCCACATAATTGTGTTGAACTT GGCCTCCTCTAAATTTGCCT 188

Ad02A5247 Aradu.A02 5247 p6 (AAAAGA)5 30 16386455 16386484 AATTAAGTCTTGCGCCGTGT GATGAGGGGCCTCGTTATTT 225

Ad02A5248 Aradu.A02 5248 c (TC)9ttcacctctcccatttctgctctttatatttgaaaccttagaaaaataattttccagatttcagccacaaatttctctcatctttttttttgta(T)10122 16386711 16386832 CCGTCAGTCCCACACATTCT GGGACAGAACAGAGGGTCAA 224

Ad02A5251 Aradu.A02 5251 p2 (TA)9 18 16407080 16407097 GTTCATTTCCATTTCACGGG TTTTGGACATTTCTGTAGTTTTGC 248

Ad02A5253 Aradu.A02 5253 c (A)10gaacattcagaactgggcttcaagcgagaaat(AG)960 16408133 16408192 AACTCCCACAACCCAATCAA GCTCCACGATCTCCATTCAT 275

Ad02A5255 Aradu.A02 5255 p3 (AAT)13 39 16438957 16438995 ATCGGGCATGAATCTTGGTA TGATCATGACAGTAGGATTGCAC 267

Ad02A5258 Aradu.A02 5258 p3 (TTG)8 24 16448050 16448073 TGTAGCCGACCCCATTTAGT AAGGTTCTGAAAACCGAATCAA 273

Ad02A5261 Aradu.A02 5261 p2 (AT)6 12 16458758 16458769 GCTTTGTAATATCAAGTAAGCCCG TGTGTTGAGGTGTTACTTAACGTG 225

Ad02A5262 Aradu.A02 5262 p2 (AG)7 14 16465120 16465133 AAGAAGGAAAGGGAGACCGA CCACTCCATCGCGTTCTACT 226

Ad02A5264 Aradu.A02 5264 p3 (TAA)12 36 16473442 16473477 GACTCTCTGCGTCAAATACGG GGCAAAATGTAATGTTGAGAGAA 154

Ad02A5265 Aradu.A02 5265 c (AC)17(AT)9 52 16493284 16493335 CTGCCTCTGCTAGGGTTTTG AATTGTTTCAGGAACCGACG 267

Ad02A5270 Aradu.A02 5270 p3 (TTG)16 48 16502859 16502906 AATGGCGTCGTTTGATTCAT TGGCTTAACGGTAAGTGCTTG 244

Ad02A5271 Aradu.A02 5271 p3 (CCT)5 15 16508149 16508163 CGGTTAAATGAGCTGGCAAT GCAAAACAGCAGTGGTGAGA 259

Ad02A5278 Aradu.A02 5278 p3 (CGG)5 15 16531745 16531759 AATTCTGTGCCTTTCCGTTG AGCTTCGTTTCGCTGTTAGC 194

Ad02A5281 Aradu.A02 5281 p3 (ACT)5 15 16571146 16571160 ATGCGCGAAGGTTCATTTAG TGTTTCTTCAGCTACCAGGGA 262

Ad02A5282 Aradu.A02 5282 p3 (TAT)5 15 16580071 16580085 GAAACCCAGTCAATGCCAGT TTTGTTTACAACACTGGTTATTATGA 260

Ad02A5287 Aradu.A02 5287 c (TA)7ctc(AAT)7 38 16600404 16600441 TGCGCACTGTCTTATCTCGT TCAAATGCTTTTAACCTTGAATTTT 151

Ad02A5293 Aradu.A02 5293 c (CT)6ggcgtcacactcaag(CT)639 16621282 16621320 AAAACCCTCTTTTCCATCACC CACAAGATGGTGACGCTCTC 159

Ad02A5295 Aradu.A02 5295 p2 (TA)6 12 16625509 16625520 CAATTTCGCAAGCTGAAACA TCCTCCCAATGCATATGTTG 252

Ad02A5298 Aradu.A02 5298 p3 (TTA)6 18 16628656 16628673 CTGGGGACAGAGACTTTTCG TTCCACTCCTGTCACTTCCTC 187

Ad02A5300 Aradu.A02 5300 p2 (TA)9 18 16636396 16636413 TTTACCCAACCTACCACCCC TCCATTGTACACATTGGCTCTC 187

Ad02A5304 Aradu.A02 5304 p3 (TCT)5 15 16655383 16655397 ATTTCTTTCCCACCCAAACC CTCCCTCGAGCAAGAGAAGA 197

Ad02A5305 Aradu.A02 5305 p2 (TG)7 14 16678874 16678887 CCGTAGCTCGAGATATTGCC AAACCAGCCACAACTCCATT 116

Ad02A5309 Aradu.A02 5309 p2 (TA)6 12 16683329 16683340 GGAAGAAAATGGCCTGCATA GCTCTTGGTTGTGGAGAAGC 180

Ad02A5311 Aradu.A02 5311 p3 (TGG)5 15 16687529 16687543 GCGATGTGTCCAAACAGAAA ACCGTACCCCTTGCTAAACC 136
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Ad02A5313 Aradu.A02 5313 p3 (AAG)6 18 16690914 16690931 CGGATCCTCAAGGAGGAGTA AGCAAATGACACCACATCAAA 280

Ad02A5314 Aradu.A02 5314 p2 (AC)6 12 16697263 16697274 CAACACACCTCTCCCCCTTA AGCCCCTCTCTCTCTGTTCC 141

Ad02A5317 Aradu.A02 5317 p3 (GAA)23 69 16726866 16726934 AGAGGGATCAAGTGTGGACG TTTAAAGGCAATCACCATTCC 195

Ad02A5319 Aradu.A02 5319 p2 (AT)10 20 16739533 16739552 GCACATCTTTTGCCCTAAGC ACAAATTCCCTCCACACTCG 113

Ad02A5320 Aradu.A02 5320 p3 (CAG)5 15 16756854 16756868 TTGGAAGTCCACCATCTTCC TGTTGGCACTGGTTGTGTTT 278

Ad02A5323 Aradu.A02 5323 p2 (AC)6 12 16764817 16764828 CAAGGATTGAAGGGGATTGA GGGAAATTGAATCAAAACATGAA 186

Ad02A5324 Aradu.A02 5324 p2 (TC)6 12 16764987 16764998 TTCATGTTTTGATTCAATTTCCC CATCAAACACTTGGAAGGCA 269

Ad02A5328 Aradu.A02 5328 p3 (AAT)16 48 16805272 16805319 TGCTATATTGCTCTCTGGGCT GCTTTGCAGTTGACTGAGGA 254

Ad02A5334 Aradu.A02 5334 p2 (TA)6 12 16825136 16825147 GAAAATTTATGTCCGAGGTACGA AGCTCTTTTCTAAAAATATTGGCA 265

Ad02A5336 Aradu.A02 5336 p2 (TA)6 12 16826755 16826766 CGAGGAATCGACACCTCATT CCACTGTTTTGTTATACGAAATTGA 183

Ad02A5341 Aradu.A02 5341 p2 (CA)8 16 16850117 16850132 AGATGAGGCATAGGAGGCAA GGTGCTATCAGCATGCTTTG 169

Ad02A5345 Aradu.A02 5345 p2 (TC)6 12 16866832 16866843 TGTGTTCTTTGGGTTCTTCAAA AATCGTATCCATGAAGCCGT 268

Ad02A5348 Aradu.A02 5348 p2 (CT)7 14 16871132 16871145 TCGGTGCAAAGAGAAAGGTT TTGAATGTTCGTTGAAAGCG 156

Ad02A5350 Aradu.A02 5350 p2 (AT)6 12 16874639 16874650 AGATGGTGAGGCGCTATGAC CAGGTGGTGGAGGAAAGCTA 279

Ad02A5353 Aradu.A02 5353 p2 (AT)7 14 16916290 16916303 TACAATCGACGGCATCGTAG GCCACGAAAAGGTTCATCAT 152

Ad02A5354 Aradu.A02 5354 p2 (TA)6 12 16921379 16921390 TTTCGTGTCCAATTGTGTCTT CAGACATAGAAATGTTGAATTGTTGA 280

Ad02A5356 Aradu.A02 5356 c (T)10cattttcttttctcccccttttttttcgtttttctccttctc(T)1062 16932683 16932744 AATTAGATGAGCGGGGCTTT TGAAGCAAGAAAAAGCAGTGAA 176

Ad02A5357 Aradu.A02 5357 p4 (AAAT)5 20 16941108 16941127 CAGTTGCAGAGTACGCCAAA TTGAGCCTAGCCGTGACTTT 198

Ad02A5358 Aradu.A02 5358 p2 (AT)9 18 16944578 16944595 TCCTGGGAAGCGAAGTAGTC CAACGCTCGAGGATTCAAA 271

Ad02A5366 Aradu.A02 5366 p2 (TA)6 12 16954664 16954675 TCCACACGCTGTAGGTTGTT GGATGACCTTTGAACCTGGA 273

Ad02A5368 Aradu.A02 5368 c (T)10atagaatatttctttcctcttctctactttcgtaaag(A)1057 16960166 16960222 TTTTGTAACTTAATCCAATCAAACA AAAGTGCATACATTTCTCTTCTACTG 137

Ad02A5370 Aradu.A02 5370 p2 (TA)10 20 16973763 16973782 TTCACTTTGGGGCATTTTGT GAAAAGTTGGGAACATTGGG 239

Ad02A5372 Aradu.A02 5372 c (AAG)12(ATG)9 63 16996633 16996695 TTGAATGAATGTAAGTTCATCCTCTT CCTTCTCGTCTTCTGCTGCT 251

Ad02A5373 Aradu.A02 5373 c (GAT)5gaaa(AAG)534 16997088 16997121 GCATTATGTGTTTCTTCTTCTTCTTT TGCTGCAAATTTGGGTGTAA 273

Ad02A5374 Aradu.A02 5374 p3 (GAG)7 21 16997492 16997512 CAATTGGCAATCTGAACCTG GCACGTTCTTCTTCATGCTG 214

Ad02A5380 Aradu.A02 5380 p3 (CAT)16 48 17005545 17005592 CATGTCTCCATGAGCATTTCA TGGATGTGGACAGCATATCG 259

Ad02A5385 Aradu.A02 5385 p2 (TC)7 14 17020540 17020553 TCGAAAATTCCTCATCCTTTTT CAGAGGAGAAGAGAGGGTTTGA 215

Ad02A5386 Aradu.A02 5386 p3 (TCT)6 18 17023709 17023726 CCCACACATCTCTCCCTCTC TGGGATCACCTTCTTCTTGG 280

Ad02A5387 Aradu.A02 5387 p2 (AT)7 14 17033292 17033305 ATTGAGCCTTCGCGAATATG TGAGAACCCTTTCGAGGATG 255

Ad02A5388 Aradu.A02 5388 p2 (GT)6 12 17037145 17037156 GGAGCACCGTAGCTCAAGAT CGCTAGCAGGTTGGACTAGG 189

Ad02A5389 Aradu.A02 5389 p2 (CA)8 16 17065686 17065701 CATAATGGGAGCCCTCAAGA TGTATTGGGTTGGCAGTTGA 198

Ad02A5398 Aradu.A02 5398 p3 (TTA)14 42 17088141 17088182 GTTGGAAAGACGAATCTCCG AGCACCAATCGGGTTTGTAG 253

Ad02A5399 Aradu.A02 5399 c (T)10cattctcatcattataatttttatatttattatttttattgtatcaccatatc(TTA)578 17089285 17089362 TGACGATTTTATTTATAATCCGTAGAG AATTCTCCCTTCTCAACTCACTT 249

Ad02A5400 Aradu.A02 5400 p3 (AGA)6 18 17089557 17089574 TCAAGTGAGTTGAGAAGGGAGA GGTTCGAGGCGTCACTATTC 181
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Ad02A5401 Aradu.A02 5401 p2 (AT)9 18 17093477 17093494 CGCTAATTTTACGGGATTTACG GCTGCCACCAAGATTTGAA 241

Ad02A5402 Aradu.A02 5402 c (AT)8ag(AC)8 34 17095531 17095564 TCATCGTTCCAACATCAATCA AGGCTCTTGTTGATGAGCATT 169

Ad02A5403 Aradu.A02 5403 p3 (AAG)5 15 17118499 17118513 GAAGCTTGCCCCTTGAGTCT CTTCGTGACCGAACCAAGAT 235

Ad02A5407 Aradu.A02 5407 c (GA)6a(AG)7 27 17124263 17124289 TGGCAGCTTCAACCTGAGTA TTACCGTGACGAAAGAGCAA 201

Ad02A5409 Aradu.A02 5409 p3 (TAT)11 33 17125592 17125624 GCCAGTTACATTCCAGAAACG GAATTTTTGGACGCACCTGT 276

Ad02A5412 Aradu.A02 5412 p3 (TTA)6 18 17141136 17141153 GAAAATTGGTGCAAGATCTCAA TCAAAACATGCCTTGGTTCA 270

Ad02A5414 Aradu.A02 5414 p2 (AG)6 12 17164326 17164337 GCGGAGAGAGAGAGTGGATG GATAACCCTAACACGCGACG 235

Ad02A5415 Aradu.A02 5415 p3 (AGA)6 18 17175752 17175769 TTAGAATGTTGCTCGCCCTC TCTCAAGATCTGTGGACCCC 255

Ad02A5418 Aradu.A02 5418 p2 (TA)6 12 17198015 17198026 CCAATAAAATAGCTGGGTCATTAAA CAAATGCAATTCTCGATCTCTTT 260

Ad02A5420 Aradu.A02 5420 p3 (TAT)8 24 17214540 17214563 GCGCTTTTCTGATCCTGTTT TGCGTATCAAAGGGTCAACA 278

Ad02A5421 Aradu.A02 5421 p3 (TGA)6 18 17221642 17221659 CAGTAGTTCATCACAAGTACCCG TCTCGTGTCACTATTACTGCTTCA 213

Ad02A5423 Aradu.A02 5423 c (A)11ccaaaatagaattttggagtttggatgttaccacttctctatttgtttatttctataggagcaatgtaatctttttgaagaaataaattt(A)13114 17239927 17240040 TGGACCTTCAATTCATAGCAAA CCCACAGGATGCAGGATTA 212

Ad02A5425 Aradu.A02 5425 p2 (TC)7 14 17246822 17246835 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGGGCAGTGATTTGAGATG 279

Ad02A5426 Aradu.A02 5426 p4 (TATT)5 20 17246992 17247011 TCGAAATTCTTTCCCTCTCTTC AGGGTAAGAACAGGGGCAGT 105

Ad02A5427 Aradu.A02 5427 p2 (AT)8 16 17266173 17266188 GCATTTGCTGCCATTATGAA GCTATTGGTGTCAAATCAAAATTAAA 278

Ad02A5428 Aradu.A02 5428 p3 (TAA)20 60 17266546 17266605 ATCACACACACCCCACACAT CTTGCGATCGACCTAGTTTGT 189

Ad02A5430 Aradu.A02 5430 p2 (TA)10 20 17273626 17273645 TTGAACCTCCCAAAACTTGA TTCATCATTCATCCCTGCAA 221

Ad02A5433 Aradu.A02 5433 p2 (CT)6 12 17290683 17290694 CTTATTCCCCACACCATTCG CGGAAAAGCACACCAAACTT 101

Ad02A5434 Aradu.A02 5434 p3 (AAT)5 15 17294923 17294937 TTTACTCCTCAAATTAAAATGGTGAT CAGAGAGAGTGATGGCTGTTT 163

Ad02A5436 Aradu.A02 5436 p4 (AAAT)5 20 17298711 17298730 TGGTTTTGAGAATAAAATAAAACATGA TCAGAGATACCGAACGAAAACA 253

Ad02A5438 Aradu.A02 5438 p5 (TTATT)5 25 17304141 17304165 TTGGGTTGACTTGGTCAAAA CCCCAGGGTCCTTCTAGATT 261

Ad02A5439 Aradu.A02 5439 p2 (GA)8 16 17306239 17306254 GAGATCACGAGCGAGAGACC AGAAGCCGAAAGTGAGGACA 267

Ad02A5440 Aradu.A02 5440 p2 (CT)7 14 17306441 17306454 TGTCCTCACTTTCGGCTTCT TGCATCTGTACCATTGGCAT 164

Ad02A5442 Aradu.A02 5442 p3 (CTT)6 18 17319162 17319179 GGTCCTTTGCTGGTTTTGAA GATGAGCGAAAGGAAACGAA 242

Ad02A5444 Aradu.A02 5444 p2 (AG)6 12 17337513 17337524 ACTTTTCCGCGACCTGTATG TGAACCTGGGATTGAGAGTCA 256

Ad02A5447 Aradu.A02 5447 p3 (TCT)20 60 17381883 17381942 TCACACAACACAACCCCTTC TATCTCCCATGACTCGGAGG 275

Ad02A5448 Aradu.A02 5448 p3 (GAA)5 15 17386010 17386024 TAAGAGAAGGTCGGCCAGAA CCTCCCAACAAATGCTTCTT 224

Ad02A5451 Aradu.A02 5451 p2 (GA)6 12 17442560 17442571 GGCTTTGCATGCTTCATTTT AGTCGCTTGTGCCTCCTAGA 261

Ad02A5453 Aradu.A02 5453 p3 (TAT)5 15 17445858 17445872 ATAGCAATTTTCGAGGACGA ATTAATGAATGCAAACGGGG 264

Ad02A5454 Aradu.A02 5454 p2 (GA)6 12 17446185 17446196 GGCTTTGCATGCTTCATTTT AGTCGCTTGTGCCTCCTAGA 261

Ad02A5456 Aradu.A02 5456 c (CT)7gtctg(TC)21taaatctcctcttc(CT)687 17450016 17450102 GAGGCAAGGTGGTGGTGTAG CTGGTCCGCTGTAGAGGAAG 263

Ad02A5457 Aradu.A02 5457 p2 (TC)9 18 17450296 17450313 CTTCCTCTACAGCGGACCAG ACCTTCCATCACCACCACAT 203

Ad02A5458 Aradu.A02 5458 p2 (AC)6 12 17451107 17451118 CCCTTGGCCCAACATAACTA TTCGAAAACAAGGCTGGAAT 280

Ad02A5460 Aradu.A02 5460 p2 (TC)9 18 17469138 17469155 GAAGCTGAACAGCGGTAAGG CGAAACCCTAATCCCCAAAT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5461 Aradu.A02 5461 p2 (AT)6 12 17469568 17469579 GGTTTCGTGTATGAAATTGGG TTGAAAAACAATAATAATGCGGA 273

Ad02A5464 Aradu.A02 5464 c (A)10gaagaaaatttcg(A)1134 17524531 17524564 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 194

Ad02A5469 Aradu.A02 5469 p3 (TTC)6 18 17582553 17582570 CTATACCTTGGCCGAATCCA TCGGAGGTGAAAGCTTTTGT 215

Ad02A5470 Aradu.A02 5470 c (ATT)5(GTT)19 72 17587220 17587291 AACTTTCTGTGCATTGGGCT TCGACAAAAGGAAATTTCTGG 260

Ad02A5473 Aradu.A02 5473 p3 (AGA)51 153 17643624 17643776 AGTTTTGCTCATCCTGGAGC CTGAATCCCTCTCTCCCTCC 225

Ad02A5474 Aradu.A02 5474 p3 (AAG)9 27 17657232 17657258 GAGGTAGGCAAGTGCTGAGG TCTCTTCTTAACCTTGGCCG 243

Ad02A5475 Aradu.A02 5475 p3 (AGA)5 15 17660624 17660638 GGATAGGTGCGAATTCTTGG TCGAAAATTCCTTTCCCCTT 217

Ad02A5476 Aradu.A02 5476 p2 (TC)6 12 17668226 17668237 TGACCCAGTTTTTAGCCCAG GGGAAGCTTAAAAACAAAGGAA 237

Ad02A5478 Aradu.A02 5478 c (TC)6tttttttttcgaatggaaatgc(T)1044 17711295 17711338 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 225

Ad02A5480 Aradu.A02 5480 p3 (TTC)8 24 17741293 17741316 CATCCACTCTTCCCCAAAAA TAAAATATTGCTCGCCCTCG 261

Ad02A5482 Aradu.A02 5482 p3 (AAT)5 15 17746519 17746533 ATCGACTTAACCGCTGCAAT TTGGTTTTGTTGTTGACTTGTT 266

Ad02A5490 Aradu.A02 5490 p3 (TCT)5 15 17775904 17775918 CTTCTTCTCCCACATAGCCG CGGTCTTAGGTGCCATTGAT 174

Ad02A5491 Aradu.A02 5491 p3 (TTC)5 15 17802313 17802327 CCGCTCTGACTCTGCTTTCT CACCAGTGAACAGCCAACAC 111

Ad02A5492 Aradu.A02 5492 p2 (CT)7 14 17805733 17805746 TGCATAACAAGCATTCTGCC GTGAATAGCACTTCAGGGGG 235

Ad02A5494 Aradu.A02 5494 p3 (TTC)5 15 17810283 17810297 CCGCTTTCTGACTCTGCTTT CATCATCATAATCGCCTCCA 196

Ad02A5496 Aradu.A02 5496 p3 (TTC)5 15 17813556 17813570 AAAGAGCGGCTTGACAAGAG CCAAACGAACCAAAAATGCT 251

Ad02A5498 Aradu.A02 5498 p2 (GA)6 12 17816942 17816953 CCATGCTTTTACGTTTGGGT AAAACAAAATGATGAGGAACATGA 260

Ad02A5499 Aradu.A02 5499 p3 (TTC)5 15 17850886 17850900 CCGCTCTCTGACTCTGCTTT CACCAGTGAACAGCCAACAC 113

Ad02A5502 Aradu.A02 5502 p3 (AGA)7 21 17860860 17860880 CTGGCCTTAGGTGCCATTTA TACCCTCTCCCCTCTCCCTA 236

Ad02A5505 Aradu.A02 5505 p3 (AGA)6 18 17873033 17873050 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 244

Ad02A5506 Aradu.A02 5506 p3 (GAA)6 18 17877833 17877850 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad02A5507 Aradu.A02 5507 p2 (AT)8 16 17903459 17903474 CTCCCATATGCAGCCGTAAT TGATTTAGTTTTCAATTTGCTTTGA 236

Ad02A5517 Aradu.A02 5517 p3 (CAG)5 15 17926298 17926312 GCTAAGGATCGTGGTTGAGC TCCTTGGCATGCTCTTCTTT 101

Ad02A5519 Aradu.A02 5519 p3 (CAG)6 18 17934977 17934994 GCTAAGGATCGTGGTTGAGC TCCTTGGCATGCTCTTCTTT 104

Ad02A5525 Aradu.A02 5525 p3 (CTC)6 18 17943729 17943746 AGAGGGTCCAGGAGGCTAAA GGCTGAGAGGGAGTTGAAGA 136

Ad02A5527 Aradu.A02 5527 p3 (TCT)6 18 17973075 17973092 TCAACTTCAATTTCCCACCC GTGCCATTGATGGTGAATGA 270

Ad02A5530 Aradu.A02 5530 p3 (TAA)5 15 17991594 17991608 TGGAGGATATCAATCGACCG GTGCTGTCAAAATGAACCCA 223

Ad02A5531 Aradu.A02 5531 p2 (TA)6 12 17992847 17992858 CGCAACACTCAGGAACAAGA AGCTTCTACAGCGGAATGGA 218

Ad02A5533 Aradu.A02 5533 p4 (TTTA)6 24 18013357 18013380 TCATATGTGCATTGATCCTTGA GGGAAATTGTGGGAACAAAA 236

Ad02A5535 Aradu.A02 5535 p2 (AT)11 22 18027735 18027756 GTGAAGCTAAGGTTGGCTGG GCGTCTGGAGCTTCTACACC 211

Ad02A5536 Aradu.A02 5536 p3 (ATA)13 39 18034270 18034308 AAAGAAAAGAAAGAAAGGATGAAAAA TCCCAGACGTGCTATGAGAA 270

Ad02A5538 Aradu.A02 5538 c (CA)6(CT)11tacttctct(TTTC)563 18063646 18063708 TCGTTTTGGGCGTTAATAGG CCGGTGGTGAAGAAAGAAAA 250

Ad02A5539 Aradu.A02 5539 p3 (TTG)5 15 18071865 18071879 CTTTCCACAAGCGTAGCACA AGAAAGGGAGTCAAAGGGGA 233

Ad02A5544 Aradu.A02 5544 p3 (CAC)6 18 18099988 18100005 GCCATGTTTGCAAAACCTTC TTGGTGATGGTGGTGGGTAT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5545 Aradu.A02 5545 p2 (TC)7 14 18101455 18101468 CCATGTTTTAGCGGAGGAAA GACCATGACCAGGAAAGGAA 278

Ad02A5549 Aradu.A02 5549 p2 (GA)10 20 18149823 18149842 GAAAGAAAGAAAGGGAGGGAG TCAACCTTCTCTCACTCTATATCCC 279

Ad02A5550 Aradu.A02 5550 c (AG)7gggaagagagaaaggagggaaagaaataaaaggggagagagggaaaagagg(GA)9gg(GA)799 18149997 18150095 GGGATATAGAGTGAGAGAAGGTTG CTCTCCTTCGCTCCCCTTC 278

Ad02A5552 Aradu.A02 5552 p3 (AAT)15 45 18152489 18152533 GCATAAGAATCTGTCAGCGG CTGAAGGATCATGTCCAGGG 263

Ad02A5553 Aradu.A02 5553 p2 (CT)8 16 18157005 18157020 GTCGTCCTATACCCAACCCA TCAGAGGTGGTTGTTGGTGA 231

Ad02A5555 Aradu.A02 5555 p2 (CT)7 14 18165110 18165123 ATATATGTTCGGCCACACCC TCACGGAAAAACACACCAAA 126

Ad02A5563 Aradu.A02 5563 p2 (AT)11 22 18197029 18197050 GAACAAAACATTTGGTAACTTTTTAAT AATGATTTGAATTAATTTGGTAAGAGT 221

Ad02A5571 Aradu.A02 5571 p2 (AG)6 12 18243719 18243730 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 263

Ad02A5573 Aradu.A02 5573 p3 (GAA)5 15 18250617 18250631 GGCCCGATTAACCAATTTTT CCATCATCTGCAAACACCAC 270

Ad02A5577 Aradu.A02 5577 p3 (TCT)6 18 18262308 18262325 TGGAGAGTGGTTTCCTCCAC GAACTGGGGCAAATCTTCAA 182

Ad02A5585 Aradu.A02 5585 p3 (TGA)5 15 18348922 18348936 ATGGAAGGTGTTTGGGAAAA TCCCTGTACCAGCAAAATCA 278

Ad02A5586 Aradu.A02 5586 p2 (TA)9 18 18355270 18355287 GGGATTACAATCTGGGCTGA TTCACAGGTTGTGTGTTCTTAGC 211

Ad02A5587 Aradu.A02 5587 p2 (AT)6 12 18355791 18355802 CACATCACTAGCCTTAAGCGAA TTTTGCCCCCTATTTATCCA 268

Ad02A5592 Aradu.A02 5592 p3 (TTC)6 18 18411179 18411196 TACCCTCTCCCCTTTCCCTA CTAGAGGATTCTCCGGCCTT 247

Ad02A5594 Aradu.A02 5594 p4 (CTTT)7 28 18421007 18421034 ACTCAAGGACCATGGCTACG TACCAGTTGCCACTCCCTTC 260

Ad02A5595 Aradu.A02 5595 p5 (TTTTC)5 25 18440748 18440772 TTCTGCCTTCTCCTTTCTCG TCCACAAGCAAATAATGAGGAA 239

Ad02A5599 Aradu.A02 5599 p2 (TA)9 18 18454525 18454542 TCCGATTCTCAGAACCTTGTTT CGAGTGTAATTTTAACACGCTGA 275

Ad02A5603 Aradu.A02 5603 c (A)13ccattaaattaaattaaataaataaagaacctagatgaaagtgataaaaagattctatgcaatcaactcctagtttaaacattttatcatttcaatt(A)11121 18466815 18466935 TGCATTGATCCTTGAATTCTT AGCCTTAAGCGGAAAAACAA 280

Ad02A5604 Aradu.A02 5604 p2 (CT)7 14 18471964 18471977 GATGTATCCGATCCAATCCG GGCGACGAGCTCAGAAAATA 280

Ad02A5605 Aradu.A02 5605 c (T)12a(TTG)6 31 18472477 18472507 CGGTATTGGTGCGGTAGTCT TCCACACCACCACTTTTTCA 236

Ad02A5607 Aradu.A02 5607 p3 (GAG)6 18 18474586 18474603 TGCAACGTAACCAGATCGAA CCCACTCCTCACTCGTTTGT 204

Ad02A5608 Aradu.A02 5608 p3 (ATG)14 42 18475474 18475515 TCGAGATTCCTTGTTGACCA CAAGTCCCGGTAAATTCTCG 261

Ad02A5611 Aradu.A02 5611 p2 (CA)9 18 18479296 18479313 GTCCAGGTCCTGCAAATCAT CCTTCACACCCTCCTGTCAT 267

Ad02A5615 Aradu.A02 5615 c (GA)6gctgggggaaagaga(AG)6gggggggtggctgtgctttctgtgtgtgggagtgagtgagaactgggaggatggggcagttagtgataggcctaggg(T)11127 18485176 18485302 GTAGATCCGGAGGAGACGC GTGAACCTGCCGGTTTTAGA 267

Ad02A5618 Aradu.A02 5618 p2 (TA)9 18 18498320 18498337 CGTTTCTTCCAAGGCTCCTA ACGTTCAAAGAATGGATGGC 186

Ad02A5619 Aradu.A02 5619 p4 (TTTA)7 28 18532896 18532923 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 198

Ad02A5622 Aradu.A02 5622 p3 (ATA)5 15 18544981 18544995 TGAGACAACGTAGTCCTTTTGTG TAAGTGCCGCATCAATTTTT 273

Ad02A5626 Aradu.A02 5626 p2 (TA)9 18 18550835 18550852 TCAGATACGGATAAATACTGTGGA GATTTTCTTTCCAAAAACAATAAAA 279

Ad02A5630 Aradu.A02 5630 p3 (ATA)5 15 18557271 18557285 GCTTCATGTTTGGCACCTCT TGCCTAACCTCTCCTCCAAA 236

Ad02A5631 Aradu.A02 5631 p3 (AAT)11 33 18560519 18560551 CAAACAAACATTAAACAGACATCG AAGACATTGTCGGGGTTCAG 175

Ad02A5633 Aradu.A02 5633 c (A)10gataatgtcgttttcttcgaactcttaaacaacacagtaaacctcaaatagaaaaattgttacgggatt(AAG)10109 18564280 18564388 GGCAGCACTAACACCCATTT GATTCCGTTGTTTCGCTTTC 228

Ad02A5636 Aradu.A02 5636 p2 (AT)8 16 18618647 18618662 TTAGCCGAGTTTGAGTTTGGA ATTGAGCTTGGCTCACGACT 274

Ad02A5637 Aradu.A02 5637 p2 (AT)7 14 18623609 18623622 GACTTGATGTACGCTCCACG AGAAAGAGAGCTCAGGTGCG 269

Ad02A5638 Aradu.A02 5638 p2 (TA)10 20 18624897 18624916 TGGGAACATGGGATGATAAAA TTGTCCCATGTGCATTGATT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5640 Aradu.A02 5640 p2 (TA)9 18 18631028 18631045 TGCAAAATTGGGTTTGACTG TCCTCACCTTCCACCATCTC 243

Ad02A5641 Aradu.A02 5641 p2 (TA)10 20 18632222 18632241 TCGCTAGGCGTCTGGATACT ACTAGCCCCTGACTCAGCCT 254

Ad02A5645 Aradu.A02 5645 c (A)10ttttgaaattgaagttgaaagatgagagtttgtaacatgcttatgcaagaaatcatgaattgaaacgtgaaaattg(A)1096 18679628 18679723 GGCAAATTCGAAATTCAAAAG GTGGGGAGGAGGTAATTTCG 272

Ad02A5646 Aradu.A02 5646 p5 (ATAAA)5 25 18685204 18685228 GGGTTAGCATATGACCCCAG TTTCTCTCTCCTCATCTTTTTCG 241

Ad02A5648 Aradu.A02 5648 p3 (ATA)7 21 18693667 18693687 GGCCACGTGTCATTTTCTTT AAAAATGTCAGTTTAATTTCTTCCA 260

Ad02A5652 Aradu.A02 5652 p2 (CA)8 16 18741437 18741452 AAAACCCTCCCTACCCTCG TTAGATGAAGGGGTGGTTGG 128

Ad02A5653 Aradu.A02 5653 p2 (AG)22 44 18742367 18742410 GGTTAGTGGGTTTCAGGAAGG TGGGATCAAAATTAAAATCGTCA 227

Ad02A5656 Aradu.A02 5656 p2 (TA)7 14 18753825 18753838 TCAAAATCAGCAACATTAATCCA TCAACGTTCCAACGAGAATG 278

Ad02A5659 Aradu.A02 5659 p2 (CT)8 16 18755610 18755625 CAAAGACATTGATGTTGGCG GGAGAAGATGATGGGGTGTG 158

Ad02A5661 Aradu.A02 5661 c (A)10taacacttataaaaaaaataacgaaaaaataaataaatagccccgtatactaataatat(ATA)893 18761806 18761898 TCAGATTGATGCGAGGACAG TTATCGTTGCCTGCAGTCTC 206

Ad02A5665 Aradu.A02 5665 p2 (TA)8 16 18767543 18767558 CACTTTGGGGCACTTTGTCT TGTCCCTTGTTTGGATCTTTG 245

Ad02A5668 Aradu.A02 5668 c (TAA)8aataataataataaaaacaatg(ATA)561 18810903 18810963 GGGATCCGATTAAAAGGAGA TGAGCATCTGAACAGTTCTCAAT 275

Ad02A5672 Aradu.A02 5672 c (T)10gcaccatctgtgaagacagtgtgttgtgtcagtagtgaaggagaa(TGG)673 18835497 18835569 GCAATGCAGATGTTTCATCG CATTGTTGTGTTCATCCCCA 269

Ad02A5675 Aradu.A02 5675 p3 (GAG)6 18 18838171 18838188 CGCGTGTTTTCTCTTCATCA TCGGTGTTATTTTCTGATAAATTTTG 279

Ad02A5676 Aradu.A02 5676 c (GAT)6gacgatgatgatgaa(GAT)548 18839469 18839516 TTTCATGAAGACTTGAGTTGCAG TTTGATTGAATTTTCTTCCCG 273

Ad02A5682 Aradu.A02 5682 p2 (AT)10 20 18857444 18857463 AACAATAATCGCTGCCTTGG AAATGACAAATGACGAGGGG 160

Ad02A5683 Aradu.A02 5683 p3 (TTC)6 18 18864227 18864244 TACCCTCTCCCCTTTCCCTA GCTTTTGTCTTCCCTTTCCC 270

Ad02A5684 Aradu.A02 5684 p3 (AAT)8 24 18871462 18871485 CCTAAACGTTGGGGACAAAA TGTCACACTTGTCGAACATCTTT 207

Ad02A5686 Aradu.A02 5686 p3 (TCT)23 69 18874867 18874935 CACGCAGGCTCTTTTTCTTC TGGCACCAGAGAGAAATTCA 185

Ad02A5694 Aradu.A02 5694 c (T)13gttttcgttcatattatatagcaacaaaaacttgagaatacagggataaacaaaaaaaag(A)1184 18968956 18969039 TCTTTTAACTTAATCCAAGCAATTTTT TAGCCACTTCGTCGTCACAC 271

Ad02A5695 Aradu.A02 5695 c (A)10caagtaatgtttatctcaaagcaaaagag(A)1049 18970510 18970558 TGTTGAGACGTTGATGCTCC TTACCCCTCACATTCACCGT 144

Ad02A5700 Aradu.A02 5700 p3 (AAT)7 21 18976915 18976935 CGGTTTAGCCGTCGATTTTA TGTAACACCCATACCGTTAGTACATT 257

Ad02A5703 Aradu.A02 5703 p2 (TC)10 20 18982520 18982539 TGGCTGTCTTTGTTACACGC TGTGCTTGAGCGTGAATTGT 190

Ad02A5706 Aradu.A02 5706 p2 (AC)6 12 18992344 18992355 TCACTCCAACAAACCACCAA GACAGGGGTACCTGCAAAAA 182

Ad02A5707 Aradu.A02 5707 p5 (AAAAT)5 25 19018034 19018058 CTTACTGGCTTTTTCACGCC CAACCCAGCCATTCACAAA 159

Ad02A5709 Aradu.A02 5709 p2 (AT)6 12 19044252 19044263 GGTGTTTTAGGTCCCAGCAA GAAATGGATTACTCAGCTTGGG 237

Ad02A5710 Aradu.A02 5710 p3 (TTA)26 78 19046662 19046739 GCCGTATTATTCTATAAGGACCG TGATGCAGAGATTAGAGATTAGAGATT 201

Ad02A5711 Aradu.A02 5711 p3 (TTC)5 15 19047036 19047050 GAAGCTCCGGACGATTAACA AAAGGAACACAAATCGGACG 278

Ad02A5713 Aradu.A02 5713 p3 (CAA)7 21 19052372 19052392 TTGGTTGCGAGGGTAGAAAC ATTTTCCCCAATTTTCCGAG 136

Ad02A5714 Aradu.A02 5714 p2 (GA)12 24 19052607 19052630 CTCGGAAAATTGGGGAAAAT AAATTCGAAACCCACACTCG 248

Ad02A5717 Aradu.A02 5717 p3 (AAT)18 54 19108460 19108513 GGCTGTTTTTGAAGGTGACAA TGCCATCAATAAAAGGACTCAA 189

Ad02A5719 Aradu.A02 5719 p2 (TA)9 18 19114523 19114540 AGTTCATTCGCAAGAGCATT CGTATGGCATAATACATATGTTAAAAA 238

Ad02A5721 Aradu.A02 5721 p2 (TA)6 12 19119253 19119264 GCTCTTTCCTAAAAATATTGGCA CAGAAGAAGTTCTATATCTGAGGTACG 189

Ad02A5726 Aradu.A02 5726 p2 (TA)6 12 19128172 19128183 ATCCATGCTGATTGGGAGAC TTGGTTCTGGGAAATCAAGC 198
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Ad02A5727 Aradu.A02 5727 p3 (AAG)6 18 19130416 19130433 CGCTGAGGAGAAAATGGAAG CTGTTTCTGGGAACGGAAAT 248

Ad02A5729 Aradu.A02 5729 p2 (CT)7 14 19139423 19139436 CGATCTTGATGGCAGAACAA CCCACGGTTTGAAAGAAAGA 264

Ad02A5736 Aradu.A02 5736 p2 (AT)15 30 19175787 19175816 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 261

Ad02A5737 Aradu.A02 5737 p6 (AAATAA)5 30 19209955 19209984 TACTGGCAACTTTGCTGCAC TTTCTCTCTCCTCATCTTTTTCG 157

Ad02A5739 Aradu.A02 5739 p2 (TA)12 24 19218164 19218187 GCGGTCACGTGGATCTATTT CACCCACAGCAGAAGACTGA 245

Ad02A5743 Aradu.A02 5743 p3 (TTC)6 18 19240141 19240158 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad02A5747 Aradu.A02 5747 p2 (AC)9 18 19269610 19269627 ACCCTTGGCCCAATTAAACT ATTCGAAGAGCAAAACGTGG 264

Ad02A5748 Aradu.A02 5748 p3 (TTC)5 15 19282856 19282870 CCCGAAGAGCTATTTTGGTTC CCCCTAATGAAAGTGGGGTT 167

Ad02A5752 Aradu.A02 5752 p2 (TC)6 12 19310642 19310653 CAGCAGTCTGGCGTTAAACA TAGGTGGTGTTTTTGGGGAA 257

Ad02A5753 Aradu.A02 5753 p2 (CT)6 12 19351190 19351201 AAAAACAATGCCAAAAAGCG GGGAAGGGGAGACTAAGTGC 177

Ad02A5754 Aradu.A02 5754 p2 (TA)8 16 19362564 19362579 TTTGCGCTTTTCAAACATTG CATTGCACGGGTTTAACACT 110

Ad02A5755 Aradu.A02 5755 p3 (TTC)6 18 19374273 19374290 AAACCCACACCTCTCTCCCT CCAGCCTTAGGTGCCATAAA 157

Ad02A5759 Aradu.A02 5759 p2 (CT)6 12 19400638 19400649 GGAACATCGAACCTGGAATG CGTGCAGAAAATTGCAGAAA 264

Ad02A5760 Aradu.A02 5760 p3 (AGA)5 15 19425209 19425223 CTCCCAAGACTCAGAGGTGG CATCAACCTCCTCTTTCCCA 233

Ad02A5763 Aradu.A02 5763 p2 (TA)6 12 19461215 19461226 GGAAGCCAAGAATTGAATGAA GAGCAACATGAGTTCACAGCA 234

Ad02A5764 Aradu.A02 5764 p2 (CT)6 12 19472247 19472258 GACGAACAGCCTCGTTCATTA GAAATTTGAGGGTTTGGGAA 262

Ad02A5765 Aradu.A02 5765 p2 (TG)6 12 19508895 19508906 GGTTTTGTAGAGCTCGTCGC GCCCAAGCCCAACATATAAA 212

Ad02A5767 Aradu.A02 5767 p2 (TA)8 16 19517150 19517165 TGTAGCCTTTTGTCTCTCATTTTT TTGTATGGTATTATTTTGGGCG 187

Ad02A5768 Aradu.A02 5768 p3 (AAT)6 18 19528510 19528527 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192

Ad02A5769 Aradu.A02 5769 p2 (AC)6 12 19563193 19563204 AACCAAATTCAATCACAATTCTC CGGTTTAAGCACCGGTACAC 245

Ad02A5770 Aradu.A02 5770 p2 (TA)6 12 19566838 19566849 AAATTCCGCCTTTTCCAAGT ATCCCTCAAGCTCACGAAGA 209

Ad02A5772 Aradu.A02 5772 p3 (ATT)6 18 19608809 19608826 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad02A5774 Aradu.A02 5774 p3 (AGA)5 15 19627648 19627662 TTAGGTGCCATTGATGGTGA TCAAATTCACTTTCCCACCC 274

Ad02A5776 Aradu.A02 5776 p3 (GAA)6 18 19668531 19668548 TAAAATATTGCTCGCCCTCG CCTCTTCCCAATTACCCCAT 201

Ad02A5778 Aradu.A02 5778 p3 (TTC)5 15 19686725 19686739 TATGCATGCCCATTGTGAGT TGCATTCCTGGGTACAACAA 111

Ad02A5780 Aradu.A02 5780 c (TC)7ttctaggctccctcctccgttgctccctcgcgcagttctctgtctcaatg(TC)1390 19721178 19721267 CGTGAGCTCCTTCTCTCTCC GAGGAGCCTGTCCAACTCAC 279

Ad02A5781 Aradu.A02 5781 p2 (GT)6 12 19721407 19721418 CCCTTCCTCCTCTTCCATTC TTCAACACACACAACTTTAACGC 131

Ad02A5783 Aradu.A02 5783 p4 (TGCG)5 20 19731673 19731692 CGAGAAGCTTGAAAAGGGAG AGGTCGTAACATGCACCACA 162

Ad02A5786 Aradu.A02 5786 p2 (AT)8 16 19753101 19753116 GCAAAACCGCTCCCTAAAAT TTTCCCCTTTCAAGATGTGG 279

Ad02A5787 Aradu.A02 5787 p2 (CT)7 14 19756572 19756585 ACTCCTCCTTCTCCATCGGT GAAGGAGAGGGGGAAGAAGA 216

Ad02A5788 Aradu.A02 5788 p2 (AT)8 16 19758010 19758025 GCAAAACCGCTCCAAGAATA TCCCTTTCAGGATATGAGCG 268

Ad02A5789 Aradu.A02 5789 p4 (ATTA)5 20 19765240 19765259 GCTAACAAATAGGATTTTGTTGGTG TCACTAAAACACATATACTCCCAGC 147

Ad02A5797 Aradu.A02 5797 p2 (AT)8 16 19810610 19810625 AGTTTCGAGGGTTGGGAAGT CCTTTGGAGGAATCACAGGA 227

Ad02A5798 Aradu.A02 5798 p3 (AAT)5 15 19816608 19816622 CCTGACTCATCAAGCAAGCA TTGAAAGCTTCAAGGGCATC 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5801 Aradu.A02 5801 p2 (TG)6 12 19831204 19831215 GGACCTTGGGTGTGGTAAGA CTCTCAAGGCCTCACACCTC 203

Ad02A5802 Aradu.A02 5802 p2 (AT)7 14 19852086 19852099 AATGAAACGGCTGGTTATGG CAGGGAAACTCTCATCTCCG 196

Ad02A5803 Aradu.A02 5803 p2 (TA)14 28 19871615 19871642 ACACCGCCCGTCACACTAT AACATCCAGTCAGGAGGGTG 270

Ad02A5805 Aradu.A02 5805 c (TTG)6ctgatgatgatgatgctttatgtgaagaagatgatgatggaggtata(GTG)786 19875171 19875256 AGAAGGAGGAGAGGGAGACG AACCCTCTTCACACAGCCAC 223

Ad02A5808 Aradu.A02 5808 p2 (TA)6 12 19891268 19891279 TTATGCTCGGACCGGTTATC AACTCGAAAGCGCAACACTC 140

Ad02A5821 Aradu.A02 5821 p3 (TTA)6 18 19927944 19927961 TATTGTTTGTGCCTTGCAGC GCATGTGCACTCTCTTGGAA 105

Ad02A5824 Aradu.A02 5824 p3 (TCC)7 21 19942989 19943009 AGATCTCGTGCCCGAGTAGA CCAGAAGTCTTGCGCTTCTT 191

Ad02A5825 Aradu.A02 5825 p3 (TTA)15 45 19951394 19951438 CAAAACGTTATAAACTTTGGTGGA AATGGTGGAAGGTGCATGTC 255

Ad02A5827 Aradu.A02 5827 p3 (AGG)7 21 19966205 19966225 CTCCAGCTCCTCAACCTTTG GGAGTCCTACCAGAGGGTCC 245

Ad02A5828 Aradu.A02 5828 p2 (CT)6 12 19969080 19969091 TGCTGCTAAAGGAGCAGGTA TCTCAGAAAACATTCCGAAGAA 276

Ad02A5832 Aradu.A02 5832 p2 (TA)11 22 19975288 19975309 ATTATTGCCAGAGACCGACC TTTTGTAAATTTTTGTAGGGCAAA 128

Ad02A5838 Aradu.A02 5838 c (T)10cattaatcttcttattcttttagcccaaaaattaaaaaaagaaaaaagaaaag(A)1073 20008908 20008980 GTCAGCCTGGTTATATCGGC TGTTGATGGTGGAGAGTTCG 214

Ad02A5842 Aradu.A02 5842 p2 (TA)9 18 20028795 20028812 TTGAGCCTTTGAGAATACGAAA TGCGGAACAACAAGAGCATA 233

Ad02A5844 Aradu.A02 5844 p2 (AT)6 12 20034220 20034231 ACCGTCAATTTTCACCGAAC TAAGGAAAGCCAAAACGTGG 273

Ad02A5845 Aradu.A02 5845 p2 (CT)7 14 20040005 20040018 ACCAAGATTGGACTGAACGG ACCATTTCAGCGTGTGTGAG 141

Ad02A5846 Aradu.A02 5846 p2 (AG)6 12 20070556 20070567 CGGAAAAGCACACCAAACTT TAAAAACATGTTCGGCCTCC 123

Ad02A5849 Aradu.A02 5849 p2 (AT)7 14 20078564 20078577 AAAACTCAAGACTCGGCTCG TTTCAGATGCAGGACAGGTG 244

Ad02A5855 Aradu.A02 5855 p3 (TTC)6 18 20116957 20116974 CCTAAATGGCCGAACCTACA TGCCATTGATGGTAGTGGAA 239

Ad02A5861 Aradu.A02 5861 c (TAA)16aatatattttttattctaaatatttttgaaatttntctttttttaataattttttgtcagttaactctagt(A)10129 20144959 20145087 GCCGGCAACTTCTTAAGTGA TTTGGGATAACATTAGCAGGG 276

Ad02A5862 Aradu.A02 5862 p3 (ATC)7 21 20145314 20145334 CACTGCCATCAAAACACCAC TGTTCGTATGTGGGGTGAGA 243

Ad02A5864 Aradu.A02 5864 p6 (TATCTT)5 30 20150377 20150406 CGGCAATTCTCTCGTTAAAA TATATGAGCGCCTCGTCACC 209

Ad02A5866 Aradu.A02 5866 p3 (TAA)5 15 20154948 20154962 TTCGTGCATCACACGAATTT TTCGGTCTTTCACTCTTTTGG 238

Ad02A5868 Aradu.A02 5868 c (TGC)5ttctttatgtgaagaagatgataatgttggtata(GTG)564 20168596 20168659 AAAGGAGGAGAGGGCAAGAG AATCTCAAATCCCACCACCA 203

Ad02A5869 Aradu.A02 5869 p2 (TC)6 12 20178136 20178147 GCCATGCAAACAGAGAGACA TGCTTGTCCTCAAGCAAAGA 280

Ad02A5870 Aradu.A02 5870 p2 (AG)6 12 20182577 20182588 AAAGAGGGGGAGTTGTTGCT GGCGACAACTAGGCAGTGAT 272

Ad02A5871 Aradu.A02 5871 p2 (TA)12 24 20185346 20185369 TTTTTCCCTCGCTTTTATTCTT TACCCTCGCTATCCGAATGT 276

Ad02A5872 Aradu.A02 5872 c (ATT)12gatgacactttgctggtgag(T)1369 20193567 20193635 TGGCTGAAATTAATATTTTGCTGA TTTTTGCAATTTGGGCTTTT 276

Ad02A5873 Aradu.A02 5873 p3 (TTC)7 21 20195976 20195996 TCTTCTCCCACTTAGCCGAA CTTGGAGGTGGAAGCTTTTG 221

Ad02A5874 Aradu.A02 5874 p3 (TTC)6 18 20207968 20207985 ACACACTACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 227

Ad02A5878 Aradu.A02 5878 c (TC)8ttctcgtgaatggcggcaatagcgtctggcagcggggaggacgaaca(ACG)578 20233112 20233189 CTGCTTTACCCATGGACGAC CCAGGACCGAGGTAGAGAGA 197

Ad02A5881 Aradu.A02 5881 p2 (TC)7 14 20263314 20263327 GCAACATGAATGGTGACTGG TTGTCGTTGATGCAGCTCTC 142

Ad02A5882 Aradu.A02 5882 p2 (TC)8 16 20263440 20263455 GAGAGCTGCATCAACGACAA GTCACGAGGAGGACCAAGAC 180

Ad02A5883 Aradu.A02 5883 p2 (GT)6 12 20263824 20263835 CATCTCCCTCTTCTCCCTCC CCCAAAATTCCCAAATTGAA 189

Ad02A5884 Aradu.A02 5884 p2 (AT)6 12 20265654 20265665 AATCGGTTCAACCAGTGACC CTCAAATTTTGCAGCCATGA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A5885 Aradu.A02 5885 p2 (AC)6 12 20268257 20268268 TCATTTTCTGCATGTGGCTC TTGCCTCGTTGCTTTCTTCT 227

Ad02A5886 Aradu.A02 5886 p3 (CAT)6 18 20268516 20268533 GCATTTTCCGGACACTTCTC GCAGGTCAAAGGCAAGAGTT 260

Ad02A5888 Aradu.A02 5888 p2 (CT)6 12 20278074 20278085 CTTTCTTCTCCGTCTGTGGC TTGCTGTCGTGACCTAACCA 240

Ad02A5889 Aradu.A02 5889 p2 (TA)7 14 20283625 20283638 TGAATGTGGATTGGTAAAGTGG ACATCAACTGAAGCCCCAAC 211

Ad02A5891 Aradu.A02 5891 p2 (TA)8 16 20310506 20310521 TCAGATGCAGGACGTGAGAC TCGCGAAGATAAACTGGCTT 258

Ad02A5892 Aradu.A02 5892 p3 (TTA)19 57 20317346 20317402 CCTGAAACTAAATTCGGGCA CGCCTTGGAATTCCTCAGTA 217

Ad02A5896 Aradu.A02 5896 c* (A)10(AT)10* 29 20339569 20339597 TTGTTGGCTCTTGAAAGAATGA TTGAGCCCTCCTATCCATTG 258

Ad02A5897 Aradu.A02 5897 p3 (CAA)6 18 20344576 20344593 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 264

Ad02A5898 Aradu.A02 5898 p2 (TA)6 12 20351317 20351328 TTATGCTCGGACCGGTTATC ACGAACGAGGATAACCAACG 106

Ad02A5902 Aradu.A02 5902 p3 (ACC)5 15 20356195 20356209 GAAAAAGCAAATGGTGGAGC GATTTTTGGGTGACGGAAGA 233

Ad02A5904 Aradu.A02 5904 p2 (AT)8 16 20388402 20388417 TTAAGTGTGGGGAGTCCGTC TTAAATAAATTGGGGTGCCCT 205

Ad02A5906 Aradu.A02 5906 p3 (AGA)6 18 20410359 20410376 CAGCCTTAGGTGCCATTGAT GCTGAAACTTCACTCTCCCG 241

Ad02A5913 Aradu.A02 5913 p3 (GAT)5 15 20477877 20477891 TCTTCGTGTTACACCCAAATACA TGCATAATTCAAAACTCTTCTTCC 277

Ad02A5915 Aradu.A02 5915 p2 (CT)6 12 20483174 20483185 CAGAATGGTGGTGGTGACTG ACCGGGTTATAGCAAGGGTT 252

Ad02A5918 Aradu.A02 5918 c (T)11gccttggatcacaactttatttcttctctcttttttttctttcttttctattttttcg(T)1079 20492597 20492675 TCCCCAATTAGAGGTGTCCA GGCTCTTGAAAGAATGAGGG 227

Ad02A5921 Aradu.A02 5921 p2 (TA)6 12 20504033 20504044 TTCATTCCAATACTTTTGGTTCA ACCAAAGGCTACGCTTTTCA 244

Ad02A5924 Aradu.A02 5924 p2 (AC)9 18 20522866 20522883 TTTCTTTGTCTCCCCCTTGA CGGAGTGCTCTCAAGCAATA 220

Ad02A5928 Aradu.A02 5928 p2 (AT)9 18 20549770 20549787 TTTAACTTCCCGGGTTTTCC CCATTGGACAGTCCCTCTGT 149

Ad02A5929 Aradu.A02 5929 p3 (TTC)5 15 20553019 20553033 CAACTTGGCCGAACCTACAT TTGCCTTCCCTTTTCCTTTT 192

Ad02A5930 Aradu.A02 5930 c (A)10tttggc(A)10 26 20554526 20554551 TGAAGCAAGAAAAAGCAGTGAA GCTTGATGTAGCCGCTTAGG 211

Ad02A5931 Aradu.A02 5931 p2 (TA)6 12 20557468 20557479 GTTGATTTGGCGAAACAGGT TCCAGACTCGACCTGTGAAA 102

Ad02A5934 Aradu.A02 5934 p2 (TA)6 12 20573343 20573354 TTCAAGCAAGTTCAATGAAAAA TTAAGTGTGGGGAGGTCGTC 182

Ad02A5935 Aradu.A02 5935 p3 (AAT)5 15 20577067 20577081 CCCCTTTGGAATCTTTTTCA TTTGGAGGGAAAACACCAAG 263

Ad02A5938 Aradu.A02 5938 p3 (AAT)8 24 20593159 20593182 GGGGCTCACACAAGATTCAT TTGGATGTTGGCTTTGTGAA 144

Ad02A5939 Aradu.A02 5939 p3 (TCT)6 18 20595963 20595980 CACAAAACACAACCCCCTCT CAGCCTTAGGTGCCATTGAT 186

Ad02A5940 Aradu.A02 5940 p2 (TA)7 14 20601467 20601480 ATGCCACAAGCACATGGTTA TAGCAAAAGCTTGCGAAAAA 216

Ad02A5941 Aradu.A02 5941 p3 (AAG)5 15 20602337 20602351 TTGCCTTCCCTTTCCTCTTT ATCTCTCTTCCCCGTCACCT 257

Ad02A5942 Aradu.A02 5942 p5 (AATAA)5 25 20606956 20606980 ATGATGGAGCAAGGGAGATG TTTCTCTCTCCTCACTTTTTCG 163

Ad02A5945 Aradu.A02 5945 p3 (TCT)6 18 20636294 20636311 CTTGGCCGAACCTACACTTC GGTCTTGATGGCTCTTGGAG 251

Ad02A5946 Aradu.A02 5946 p2 (AT)7 14 20647352 20647365 GGCATGCTGGAAGCTTATGT AAAACTCAAGACTCGGCTCG 264

Ad02A5947 Aradu.A02 5947 p3 (GAA)13 39 20647855 20647893 ACGAAGTATCAGGGGTGACG TCATTTAGACTCATGCGCGA 115

Ad02A5948 Aradu.A02 5948 c (A)10taatattgactttttttgacatgaggattaatccgtcccataaaagtaaaattcaggaactagattgata(T)1191 20648637 20648727 GACAACGAGATCCCCAAAAA GGGGATTTGGGAGTAGGAAA 268

Ad02A5952 Aradu.A02 5952 p3 (TTC)6 18 20649960 20649977 TGAAGGCATATCCAAAAGGG GCAAAATGAAAATTCGACCAA 253

Ad02A5953 Aradu.A02 5953 p3 (AAC)5 15 20650300 20650314 TTCCCTGAGTTCGTAGAGTGC ATCCTTGAGGTGGTCAAACG 193
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Ad02A5954 Aradu.A02 5954 p3 (AGA)6 18 20659911 20659928 GGTCTTGATGGCTCTTGGAG TACCTTGGCCGAACCTACAC 254

Ad02A5955 Aradu.A02 5955 p2 (CT)7 14 20670157 20670170 GGGAAATTAGAAGAGCCAGGA GTTTCGATCCAGTTTTTGGC 208

Ad02A5956 Aradu.A02 5956 p2 (AT)11 22 20678481 20678502 AAAGCGAGAGGGGTGAGAAT GAGAAGACGACCCGAGGTTT 265

Ad02A5958 Aradu.A02 5958 p3 (CCA)5 15 20707071 20707085 AATGCGAAAGAGCTCACCAT TTCAAACTATCCTCACCCGC 198

Ad02A5959 Aradu.A02 5959 p3 (ATT)5 15 20707373 20707387 CCCATCTTTCATGGGTACAA GTAGCGTGTGGAGCTGATGA 272

Ad02A5966 Aradu.A02 5966 p3 (TTA)13 39 20723081 20723119 ATGAGGTGAAATGCGAGGTC TTTAAAAGCATTTTTGGTGCTT 274

Ad02A5967 Aradu.A02 5967 p3 (CAT)5 15 20727451 20727465 TTGCCCTAAGTTCTTTCTTGG TTTTGGGGGTTGTTGTCACT 203

Ad02A5968 Aradu.A02 5968 p4 (TAAT)5 20 20730433 20730452 GAGAGACCACCAAAAACTGTAGC TGAAAGGTGGTTTAATGTCGG 236

Ad02A5970 Aradu.A02 5970 p3 (TTA)15 45 20753292 20753336 AGCATGGAAGATGAGGATCG GCCTCACATTGGTTTTGTTG 278

Ad02A5972 Aradu.A02 5972 c (AT)12acttagctctttctctccgcataacctattctttttggtcctcttagaggcttatggagaggcatcattttgttatgtacttc(TG)18143 20788408 20788550 GTCTGGATACCTGAGGCGAA GCTCCTAACTCAGCCTGCAA 238

Ad02A5981 Aradu.A02 5981 p3 (TAA)7 21 20843955 20843975 TTGTCCTATAAGTGTTTTTCTTTTTGA TCTGGGAGAGGAAGACCGTA 263

Ad02A5982 Aradu.A02 5982 p2 (AT)6 12 20844439 20844450 TTTGGTGGAGTTTGTGTGGA CCAGTCAAGTGTATCCGATTTTT 172

Ad02A5983 Aradu.A02 5983 p2 (GT)6 12 20846601 20846612 TTAAATATTTGATGAGGCAAACTCT AACCTTGCATTGGTTATGTGTG 279

Ad02A5986 Aradu.A02 5986 p2 (TA)10 20 20856702 20856721 AAAAAGTTAGTCACCAATGTGTTTTT GGAAAAAGTTACCTTAATTTCCACC 255

Ad02A5989 Aradu.A02 5989 p3 (CCT)6 18 20860486 20860503 ATGGCTGAATCTGATGGCTC CGGTGAAGTGCAACTAGCAA 259

Ad02A5990 Aradu.A02 5990 p2 (TA)8 16 20862956 20862971 AAGCACGCATCTCCAAGAGT TAGATGCAGTGGCGATGTTC 269

Ad02A5991 Aradu.A02 5991 p4 (CTTT)5 20 20872334 20872353 TTCACTTTGGGGCATTTTGT TTGGGAATTGGGTACATGCT 229

Ad02A5992 Aradu.A02 5992 p2 (GA)6 12 20875648 20875659 AACCTGGAGCAGAGCAAAAA ATTTTCCTCAATGTACGCGG 251

Ad02A5993 Aradu.A02 5993 c (ACT)5attactaataacaataacgacgacgatgataatgataatgataatgataataataatg(ATA)11106 20910626 20910731 GCTAAGCCATGTTTCTTTTCC TCCCTCATAAACTTGTGATTGC 188

Ad02A5994 Aradu.A02 5994 c (T)10caattaagtccttcttagtagtaattggcttaattttatagggacccaact(A)10gaattagtatagggacctaaataaagaaaaaaaagtgtaggggtccaatt(A)10131 20913118 20913248 TCTGTTGGTCCCTATAGTTTCG AATTGAGTCCTTGCACCAAAA 233

Ad02A5996 Aradu.A02 5996 p3 (CTT)7 21 20931373 20931393 GTTTCGTGAGGGAAGGTTGA TTCTTTGTAACACGGGGAGG 238

Ad02A5998 Aradu.A02 5998 p3 (TAT)6 18 20937828 20937845 AAGAGACGCCCTTGCAGATA AGAAGCAACGGTAGCCAAGA 240

Ad02A6003 Aradu.A02 6003 p2 (AG)17 34 20948159 20948192 CGTTCTTTGCCGTTGATTCT AGCACGCTCGTTCTCTCATT 277

Ad02A6009 Aradu.A02 6009 p4 (TATG)19 76 20988101 20988176 TTTGGCTGATTCCTGAAACC CGGAACTGCTCCCAAAAATA 253

Ad02A6011 Aradu.A02 6011 p2 (TA)8 16 20990977 20990992 CGCCAACACTACGAGCACTA CCCACAGCTTATGGTAAAATTGA 205

Ad02A6014 Aradu.A02 6014 p2 (CT)18 36 21013488 21013523 ACAGGATTCCCACAAGATGC CGCCTCTGAATTGTGGTTTT 273

Ad02A6019 Aradu.A02 6019 p3 (TAA)5 15 21017280 21017294 TGTCGATCTCTCATATCTCCG CGTGAATCGGGTAACAAAGA 278

Ad02A6020 Aradu.A02 6020 p2 (TA)8 16 21019573 21019588 TTGGGTAATAAAGATTTACACGGA TCGAAGAAATAACATACTCATTCATT 280

Ad02A6022 Aradu.A02 6022 c (TGT)20tctgttactgtttctgctcctgtttcttctgtttctacttgattccattgttgtttcattggtgattcattga(TGT)5148 21021831 21021978 TCCCTCACTTTATCACGTTGAA ATCAAACAGAAGCAGCAGCA 279

Ad02A6029 Aradu.A02 6029 p2 (AC)7 14 21030466 21030479 GGGTTGAACCGAGCCTAAGT CATGCAAATTGGAGCACTGT 194

Ad02A6030 Aradu.A02 6030 p3 (GAA)5 15 21041969 21041983 CTAGAGGTTTCTCCGGCCTT AAATGACCGAACCCTAACCC 259

Ad02A6032 Aradu.A02 6032 p3 (TTA)6 18 21066265 21066282 TTAAAGGCGTGGGTCTTTTG CCAAAACTGATTCCCATCGT 141

Ad02A6033 Aradu.A02 6033 p2 (TG)8 16 21074535 21074550 TCCCCTTCCCTAATTCTGCT CTAACTCCCCTAACCCACCC 158

Ad02A6040 Aradu.A02 6040 p3 (TTA)7 21 21103681 21103701 GTGCTGACCGGTTTTCTTTT AACGGTCTGCACAAGGTAAA 218
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Ad02A6042 Aradu.A02 6042 c (T)11acgatgtgctgaccggttcccccctttatattttattttttttacgttgtgctgaccg(T)1079 21105052 21105130 GTTGTGCTGACCGGAATTTT AAACCGATCATCTCAACGAAA 201

Ad02A6043 Aradu.A02 6043 p3 (TCT)5 15 21116800 21116814 CCCAAAATGGCTGAAACCTA GTGCCATTGATGGTGAATGA 241

Ad02A6046 Aradu.A02 6046 p3 (GGA)5 15 21177287 21177301 AAAAAGAGAGTGCAAGGCCA CAGATTCCTTGGGTTCCTCA 143

Ad02A6047 Aradu.A02 6047 p3 (GAA)6 18 21182165 21182182 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAAACTACACAT 199

Ad02A6050 Aradu.A02 6050 p2 (AT)6 12 21195902 21195913 TGAAAAGATTTTGATTTGATTTTTG TGCATGCATCATGTGTTTTG 255

Ad02A6052 Aradu.A02 6052 c (T)10atttttatgattttctaatttttttgtatttttattttaa(T)1060 21207426 21207485 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 239

Ad02A6054 Aradu.A02 6054 p2 (CA)6 12 21220251 21220262 AACGGCAAGCAAAACCTAGA AGGTGCGCACTTCAATTCTT 151

Ad02A6055 Aradu.A02 6055 p2 (TC)6 12 21222543 21222554 GCAAACTTTTGGGCAAGGTA TCCCTTGACTTTCCTTTGCT 128

Ad02A6059 Aradu.A02 6059 p2 (AG)6 12 21283590 21283601 CGGAAAAGCACACCAAACTT CTTTTCGAAATCTCCCCTCC 149

Ad02A6062 Aradu.A02 6062 p3 (AGA)5 15 21330870 21330884 CTAGAGGTTTCTCCGGCCTT CACCCATTCATAACCGAACC 270

Ad02A6070 Aradu.A02 6070 p3 (AGA)5 15 21394886 21394900 TGACTCAGAGGTGGAAGCAA CCTCTCTCCCTCTCCTCCAT 191

Ad02A6073 Aradu.A02 6073 p3 (ATT)14 42 21438768 21438809 TGAGGTGATGTTTGAAAAGGAA TACCTTTCAGCGGCTTGATT 274

Ad02A6076 Aradu.A02 6076 p4 (TTTA)5 20 21443945 21443964 ACGCAAAGATCAAGGGTCTG GTAGACTCCCGAACCCAAAA 240

Ad02A6077 Aradu.A02 6077 c (A)10cttattgtcttgtgtcac(A)1139 21444365 21444403 AGGAGTGTGTGGGTGTGTTG GGCAGGTCAATGACTAATCG 280

Ad02A6079 Aradu.A02 6079 p2 (TA)8 16 21490385 21490400 TTCCACCCGACTTGAGTTTT CCACACATAAATACATGGCGA 271

Ad02A6082 Aradu.A02 6082 p2 (AG)16 32 21507043 21507074 CTGTGGGATTCGACCTCACT TGCTGCATTGTCCCAATTTA 275

Ad02A6083 Aradu.A02 6083 p2 (TC)6 12 21525201 21525212 TTGGCTTTTTCTGCTTGCTT GAGGAACATCCACTTCCCAA 266

Ad02A6084 Aradu.A02 6084 c (T)10catgtactatctc(T)1033 21532896 21532928 TCCCCAATTAGAGGTGTCCA TGATGTGGTGGCAATACTTTG 278

Ad02A6085 Aradu.A02 6085 p2 (GT)6 12 21538388 21538399 TTGGAGTGTGAAGATGCTGC GGAAAAGGAGTAGCGTGTGC 236

Ad02A6088 Aradu.A02 6088 p3 (GAA)5 15 21572285 21572299 CCCCTAATGAAAGTGGGGTT GGAGGATACCCGGAGAGCTA 179

Ad02A6089 Aradu.A02 6089 p3 (TTC)5 15 21590214 21590228 TCCATCTCCCATCACTCTCC CGACCTTAGGTGCCATTGAT 148

Ad02A6090 Aradu.A02 6090 p3 (GAA)10 30 21600007 21600036 ATGCTTTTACCGCACCAAAC AATCCCTTTTCCACCCAAAC 246

Ad02A6091 Aradu.A02 6091 p2 (AG)6 12 21600247 21600258 GTTTGGGTGGAAAAGGGATT TAAATCCTTGACACCTCGGG 181

Ad02A6099 Aradu.A02 6099 p2 (AT)6 12 21755783 21755794 ATCCGACTAGTTCCGGGTTC TCTGTTGAAAATGCTTTTATTCATCT 265

Ad02A6101 Aradu.A02 6101 p2 (AT)9 18 21757090 21757107 CGTTCGCCCATCAATCTAAT CCCCGTTGCTACTTGGACTA 248

Ad02A6102 Aradu.A02 6102 p2 (AT)6 12 21760481 21760492 ATCCGACTAGTTCCGGGTTC TCTGTTGAAAATGCTTTTATTCATCT 265

Ad02A6107 Aradu.A02 6107 p3 (AAT)17 51 21795091 21795141 TTCATCACACATTAAGGAGGAAAA CTCTCTAACTGCCCCAGCAC 233

Ad02A6108 Aradu.A02 6108 p2 (GT)6 12 21796854 21796865 TCATGAAACCACTCATCCCA AGGAAGGCCATGATCAAGAA 277

Ad02A6110 Aradu.A02 6110 p2 (TC)6 12 21807998 21808009 ACTTTGCATCTGCTTCTGCC AAAGAGGTGGAGCAATGGTG 172

Ad02A6111 Aradu.A02 6111 p4 (TTTA)7 28 21809371 21809398 TTCTTCACTCTCTCTCTTCCGT AAAATTTGATCAGAGTCTCGTGC 232

Ad02A6112 Aradu.A02 6112 p2 (GT)6 12 21814540 21814551 CAAGGGTTTCTCTTCTCCCC AATTTTAAAGGTTTGGCCCG 173

Ad02A6113 Aradu.A02 6113 p4 (TTAT)5 20 21831127 21831146 AAAAGAAGCCTCCCATGTATAA AAAAAGTTTGGAGTGTGTTGTAAA 280

Ad02A6114 Aradu.A02 6114 p2 (AT)8 16 21833000 21833015 CAGCGTTTTGGTGAAGAGGT GATCTAGCTCCAATGGCTGC 202

Ad02A6116 Aradu.A02 6116 p2 (CT)12 24 21833510 21833533 AGCGACATTGTAGGGGTCAG TGCGAATTTGAATTGAACCA 121



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A6117 Aradu.A02 6117 p2 (AT)7 14 21834390 21834403 TTGCTGCTTGTTACCTGAGC CAATGCAGAGTGTCACAACAAA 279

Ad02A6119 Aradu.A02 6119 p2 (CT)7 14 21844314 21844327 GGTTCTTCGGCAACAAACTC AAGCTGGCGTAATACATGGG 263

Ad02A6123 Aradu.A02 6123 c (A)10catatgcagctgcaaattttggagcaagaaatgcctgtaactcacatt(A)1068 21872164 21872231 CGAGGCTGGAGAACTGAATC TGCTTGAGAGTGATCAAAGGC 229

Ad02A6133 Aradu.A02 6133 c (T)11gagatatctgtaaaacctacttggatca(T)1049 21932726 21932774 TGTAAACATAGATACTTGGTGGTTGA CAGCAACAAAACCAATGCAC 135

Ad02A6137 Aradu.A02 6137 c (A)11catatgcagctgcaaattttggagcaagaaatgcctgtaactcacatt(A)1069 21951029 21951097 CGAGGCTGGAGAACTGAATC TGCTTGAGAGTGATCAAAGGC 229

Ad02A6140 Aradu.A02 6140 c (T)10aatgtgagttacaggcatttcttgctccaaaatttgcagctgcatatg(T)1068 21959108 21959175 TGAAAATGGGTTCTTGATGCT CGAGGCTGGAGAACTGAATC 274

Ad02A6146 Aradu.A02 6146 p2 (AC)10 20 21982630 21982649 TGAACCAGTCCGAGACAAAA TTGGTCCTAAGAATGGCTGG 246

Ad02A6148 Aradu.A02 6148 p4 (CAAT)5 20 21985685 21985704 AAGCCTTAACTGTTTTCTCCCA CGACAAGTGCATCAAGTCGT 223

Ad02A6155 Aradu.A02 6155 p3 (AGT)7 21 21996506 21996526 TGGGTTCTGACTTGTGACCC TAGAACACTCGTAACCGCCC 166

Ad02A6160 Aradu.A02 6160 p3 (AAG)10 30 22007738 22007767 GAGGAGGAGGAACAGTGGC CTTGAGGGAGAGAGTGACGG 267

Ad02A6163 Aradu.A02 6163 c (A)10gaagaataataatgacaataatgaagagaagaaaaagaatcaaataaaaagaattataaaaatgt(A)1085 22016126 22016210 CATGAGACAGCTTCTCGTTAAAA CACATTCCTCCTTCTTCTCTTCA 181

Ad02A6164 Aradu.A02 6164 c (T)10ct(A)10 22 22016703 22016724 TCTCCCAAATCCAATTTCCA CCTTCAAGCATTGACGTGTG 246

Ad02A6166 Aradu.A02 6166 p2 (AC)16 32 22019555 22019586 ACTCAGTCCGCGAAGTCAAG GCTCTCTTTCTCTCTCCGCA 172

Ad02A6167 Aradu.A02 6167 p2 (AG)8 16 22021466 22021481 TTTTGACCCAGTTTTCGACC GGAACATTGAACCTGTGATTGA 227

Ad02A6168 Aradu.A02 6168 p3 (AGA)6 18 22024264 22024281 CGCGAAAAAGAAGGAGAAGA AAAACCGCTTTTGTCCAATG 164

Ad02A6170 Aradu.A02 6170 p2 (TA)6 12 22030992 22031003 CAATGGTGGGTGATTTTTGA TCCTTCCCCCTTTTCTCAAT 247

Ad02A6175 Aradu.A02 6175 c (TA)7(TG)15 44 22049272 22049315 AACGAGGTTTGAGAGGAGACC CAACAACTAACACTAGCAAGCGA 173

Ad02A6176 Aradu.A02 6176 p2 (AT)7 14 22049721 22049734 TCGAGTTTGAATTTCGTGTTG GCTTTGATGGGGCTGAATAG 180

Ad02A6178 Aradu.A02 6178 p2 (GA)8 16 22051568 22051583 TCAGAGAGACCCCTTTGTTGA GAATTTGGGGCATCTCATTG 276

Ad02A6189 Aradu.A02 6189 p2 (CA)8 16 22076061 22076076 TGGCAGGTGTAACAAACCAA CTTCTTCTTGGCCAGGTTGT 253

Ad02A6190 Aradu.A02 6190 p2 (CA)6 12 22076652 22076663 GGTGCATGGGAACACACATA TTGGCCAAGTTGTTGATAAGG 265

Ad02A6191 Aradu.A02 6191 p2 (TC)18 36 22077199 22077234 AAATCAAAATCATCTTTAGCGTTTT TGGTGGAGGTTTAGACGTGG 205

Ad02A6192 Aradu.A02 6192 p2 (TC)20 40 22077779 22077818 GGAGAGAGAGCAGCAGCAGT TACCATCGCCGAGCAATAAT 238

Ad02A6196 Aradu.A02 6196 p4 (TTAT)6 24 22082090 22082113 TTAGTGAAAGAGCGGGGATG CTGTTGTCTCCTTCGCTGTG 230

Ad02A6202 Aradu.A02 6202 p3 (GTG)5 15 22092239 22092253 GAGACGAGGGCATACTGACG CCAGAAACATAGACGCAGTGG 276

Ad02A6203 Aradu.A02 6203 p2 (TA)8 16 22099159 22099174 GCGTTGCGCTTTTTAGTTTC GTGGCGTGGTATTACGACCT 124

Ad02A6204 Aradu.A02 6204 p3 (TTA)5 15 22112424 22112438 TGTTGCTGAAAAATACCACCA TGCAAACTTGCACTATCCGT 242

Ad02A6213 Aradu.A02 6213 p3 (ATT)11 33 22189958 22189990 TGAGTCATTATATTTGTTGAGATTTTG GGGTTGTAAAATACCGCACC 272

Ad02A6215 Aradu.A02 6215 p2 (GA)6 12 22206929 22206940 TTAGAGGTTTCTCCGGCCTT CCCTAAATGACCGAACGCTA 261

Ad02A6216 Aradu.A02 6216 p4 (AATA)5 20 22214337 22214356 AACGAACGAAAGTTTGGAAAAA ATAACCCTTTCCCCCTGTTG 133

Ad02A6217 Aradu.A02 6217 p2 (TA)6 12 22215999 22216010 GCTGCCATCTCCTTTGATTC CTATGCATGGAAGCCACCTT 279

Ad02A6219 Aradu.A02 6219 p3 (TTC)5 15 22244578 22244592 TTGTCATTTTCTCCCTTCGC ACATGCAGTCATTGTGGTGC 176

Ad02A6223 Aradu.A02 6223 p2 (AT)8 16 22270996 22271011 GCAACAGACCCAATAAGTTCAA TGAGCGTTACAACATCGTGA 280

Ad02A6224 Aradu.A02 6224 p2 (TA)6 12 22272023 22272034 TTGCGAAGTTAAAACCGGAC TCTCGCTGAGGTATTCTGGG 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A6225 Aradu.A02 6225 p2 (AG)6 12 22275562 22275573 TGGAGAAGGAGATCTTGGGA AAATCGAACGGCATCAAATC 251

Ad02A6226 Aradu.A02 6226 p2 (CA)20 40 22278932 22278971 GAGCCTTTGCGAATACGAAC TCACAATTTTGCGCTACCAA 161

Ad02A6227 Aradu.A02 6227 p2 (AG)6 12 22282093 22282104 GGGAAGAGGTGTTGAGGTGA CAGAAAAGGGCAAGAAGCTG 218

Ad02A6228 Aradu.A02 6228 p2 (AT)6 12 22300019 22300030 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 274

Ad02A6229 Aradu.A02 6229 p3 (CAT)5 15 22317697 22317711 TAGATTTCGGCTGACTGGCT GATCAGGTCCGAGTTCTTGC 196

Ad02A6230 Aradu.A02 6230 p3 (GAT)7 21 22321876 22321896 GGCCATCTCATAGGCAGTGT AAGAAGTCGGGACAGCAGAA 208

Ad02A6234 Aradu.A02 6234 p2 (TA)6 12 22370710 22370721 AAATGAAAGTGACATGTGTAACGA ATTCTCTTTGGCCAGAGCCT 108

Ad02A6235 Aradu.A02 6235 p4 (TTAA)5 20 22380391 22380410 TTTCGAAAATCAACACCAAAA CCATGATGGAGAAAGGGAGA 215

Ad02A6238 Aradu.A02 6238 p2 (CT)6 12 22421036 22421047 AAAGGAACATTGAACCTGGAAA CGTGCAGAAATTGCAGAAAA 261

Ad02A6240 Aradu.A02 6240 p3 (CAT)5 15 22431192 22431206 GACTCCAGCTGACCGACTTC TGTCTGAGCTGACTATGCCG 267

Ad02A6243 Aradu.A02 6243 p3 (TCT)5 15 22452329 22452343 CTTTCTCACCGCCATCTCTC ATAAACGACGACAGGGTTGC 275

Ad02A6252 Aradu.A02 6252 c (T)10attaaacctcaattagattgttatattattacattgcaattaactatttc(T)1373 22497750 22497822 TGCATCGTTTTACACGTTATCC TCATCATTGTCATCCCGCTA 157

Ad02A6253 Aradu.A02 6253 p3 (TTA)6 18 22498467 22498484 AATCCAACCGTACTCGATGAA CCTGATTGTTACCTAACGGGA 278

Ad02A6255 Aradu.A02 6255 p3 (TTC)5 15 22503759 22503773 GCAACGGTTAGGGTTTTTCA ACCCCGAATCCTCACATTCT 280

Ad02A6259 Aradu.A02 6259 p2 (AG)6 12 22533384 22533395 AAGGGTGTTGAGGTGATTGG CAGAAAAGGGCAAGAAGCTG 214

Ad02A6260 Aradu.A02 6260 p2 (GT)6 12 22542799 22542810 ATCTCCTTCCACTGGTGGTG ACCCTAACCCATCAACCCTC 178

Ad02A6261 Aradu.A02 6261 p2 (CT)6 12 22560572 22560583 GCTTCTATGGCAGTTCTCGG CTTATCACTGTCGGCAAGCA 127

Ad02A6262 Aradu.A02 6262 p2 (GT)7 14 22560993 22561006 ATCTCCTTCCACTGGTGGTG ACCCTAACCCATCAACCCTC 176

Ad02A6263 Aradu.A02 6263 c (CT)11(CA)7 36 22563000 22563035 CCCAAAACAAACCTTAACCC CTTGTTCGACAGAGATGGCA 227

Ad02A6265 Aradu.A02 6265 p2 (TC)8 16 22579093 22579108 GAAGCAATAAAACACCCTTCTCTC TTATGAGGGGATGTGAAGCC 221

Ad02A6267 Aradu.A02 6267 p3 (TTG)7 21 22580184 22580204 TAGATGGACAGGGCACAACA CCTGCATCCTGCTTCAATTT 241

Ad02A6269 Aradu.A02 6269 p3 (ATT)7 21 22591926 22591946 GCAAGTGTAATTCACACCGCT TGGGCCTTTATCTTCGTTTG 185

Ad02A6270 Aradu.A02 6270 p3 (AAT)20 60 22592393 22592452 TGGACCTCACCTTCATACCC TGGAAACTTTGAGTTGCACG 229

Ad02A6271 Aradu.A02 6271 p3 (ACA)7 21 22594887 22594907 TGATTGAGACCCATGTGGAA ACATGACAGAGCACAATGGC 223

Ad02A6273 Aradu.A02 6273 p2 (TA)6 12 22601459 22601470 CCCCTTGATTATTCTTTTTCCC CAAGTTGTGGACACATTTTGAG 275

Ad02A6275 Aradu.A02 6275 c (GGT)5taacagtaatggtgaaggttccggaacttcgaacgaagctttaagaagctgttcgtcgttcttctatttttattta(T)12103 22609420 22609522 TTTTGGGAACAACAATAACAACA CCACAATTTCAGTTTTCAGATCC 274

Ad02A6277 Aradu.A02 6277 p2 (CT)15 30 22613867 22613896 AGTAACAGCAACCCCTCCCT ACCACATCTCCATCCGCTAC 150

Ad02A6280 Aradu.A02 6280 p2 (TC)7 14 22620242 22620255 TCCTAAATATTTTCGATTGCATCA AAACTGATGCACAAGTGGTCC 266

Ad02A6288 Aradu.A02 6288 c (TA)11ttttgggtgatttatagatgtgattgaacacttttac(T)1069 22635866 22635934 CTCTCCAATGACAGCAGCAA GGAAATTACATAATCCAAACCAGC 225

Ad02A6291 Aradu.A02 6291 p2 (GA)7 14 22646129 22646142 AGGTCGCTGCAAGGAAATAC TGGTGGAAGAAATCGAAAGC 202

Ad02A6292 Aradu.A02 6292 p2 (CT)7 14 22646914 22646927 TGTGGTTCATGCCATTGTTT CTCCGTTTTGGACATGGATA 223

Ad02A6296 Aradu.A02 6296 p5 (TTGGT)5 25 22658856 22658880 TCTTGGTTTGGGTTCTGCTC TTTTCGATTCGGTTTGGTTC 181

Ad02A6300 Aradu.A02 6300 p3 (AAT)6 18 22697720 22697737 CCATTGCCACTGGTATCGTA GCTGAGAAATCATCAGCTATCAAA 280

Ad02A6302 Aradu.A02 6302 p2 (AC)8 16 22714935 22714950 AATACGAATCCTCAACCCCC TTAGTTCGATCGCCCTCACT 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A6308 Aradu.A02 6308 p2 (TC)26 52 22744550 22744601 TTCTCGATTCTCCGATGCTT ATCTCTTCAATCTCAGCGGG 145

Ad02A6316 Aradu.A02 6316 p2 (TA)8 16 22853221 22853236 TCTGTTCTCGCAAATCAGGA TGGCCTCAGGACTTAGATGC 255

Ad02A6317 Aradu.A02 6317 p3 (TCA)6 18 22854726 22854743 CGCTCGATTCTCTCTTGCTT ACCCAATTAAGGCCACAACA 261

Ad02A6318 Aradu.A02 6318 p3 (AGG)5 15 22861783 22861797 TAGCAATTGCCAACATGGAA GCGACACTGTGTTTCAGCTT 265

Ad02A6319 Aradu.A02 6319 p2 (CA)7 14 22862301 22862314 GTGACCCGTGATGTGAAGTG ATGGCGAGTGAGAACAGGAT 139

Ad02A6321 Aradu.A02 6321 p4 (TTTA)5 20 22881900 22881919 CGAAAATATCTCATCCTTTTTCAA GAGTGAAGAAGAATGGGTAAGGA 235

Ad02A6322 Aradu.A02 6322 p3 (TTC)6 18 22885300 22885317 TCCTTCTTGGCCGAATACAC GCTTTTGTCTTCCCTTTCCC 200

Ad02A6323 Aradu.A02 6323 c (T)15atttttttatataaaggtatgtaaatgcagatgcacgaaatgtactaataaagaaataagttattgaatatg(A)1299 22928293 22928391 ATCTTTCTGATCCACCTGCG GCCGAAGACTGAGCTAGTGG 271

Ad02A6329 Aradu.A02 6329 p4 (AAAT)5 20 22977822 22977841 GCTTTAGTGATTTAAAGAATAATGAGG GGGACACTAGAGTAATTAAAAACCAA 231

Ad02A6330 Aradu.A02 6330 p2 (AC)8 16 22978030 22978045 CTCACCATCACTCACCCTCA CACAGCAAGACGCAGTGAAT 158

Ad02A6331 Aradu.A02 6331 p2 (GA)10 20 22978198 22978217 CATTCACTGCGTCTTGCTGT CGAGCTCGCAGTAGTAGCCT 202

Ad02A6332 Aradu.A02 6332 p2 (AT)9 18 22987822 22987839 CAGCGCACAGTCGAATTTT TTTCTGGGCACCAGATTAGC 237

Ad02A6333 Aradu.A02 6333 c (AC)12(TC)15 54 22990439 22990492 AAAACTCATGGGAGGTCACG GGCTGAAAGAGGTGTGTGGT 124

Ad02A6334 Aradu.A02 6334 p2 (AT)13 26 22992880 22992905 GGCTTGGACCAATGAGAATG TTTCCTGATCAGCTTAGAGTTGC 267

Ad02A6335 Aradu.A02 6335 p3 (ATA)5 15 22993026 22993040 GCAACTCTAAGCTGATCAGGAA ATTTATCCAGTTTGGCCCGT 278

Ad02A6336 Aradu.A02 6336 p2 (CA)20 40 23011911 23011950 AGCTACAAAACAGCCCCTCA CTGGAGCTTATTGGGCTTGA 273

Ad02A6337 Aradu.A02 6337 p3 (TAA)15 45 23033176 23033220 GCAAAAGTCTATTATGGACAATTTTA CCAAACACGGAAATAAGACGA 274

Ad02A6343 Aradu.A02 6343 p2 (TA)7 14 23042459 23042472 TTGATAGAATTGTAATTAGCAGCCA TTTCCATTGAATTAATCATAAAGGTT 242

Ad02A6344 Aradu.A02 6344 p3 (TAT)9 27 23044112 23044138 CAATTTCGATGAAAAACGAAGA TTGTTATGTTAATGGTGACCCA 250

Ad02A6348 Aradu.A02 6348 p2 (AT)12 24 23099246 23099269 CCCTAAAATTGATTCCCCGT GGAATTTATTGACGAAGCGG 272

Ad02A6349 Aradu.A02 6349 p2 (TA)7 14 23099862 23099875 CATTCTCTTTGAAGAGGGATCA CCTTTCCGTGTGGTGAGATT 191

Ad02A6352 Aradu.A02 6352 p2 (TA)10 20 23118082 23118101 AGTCCTTGGGTGTGTTTTGG AAAATGAAAAGCGCAATGCT 258

Ad02A6353 Aradu.A02 6353 p5 (AAGAT)5 25 23125716 23125740 AGATAAAGGCGGTTCCCCTA CCTGGGTGCTCCAGTGTATT 126

Ad02A6354 Aradu.A02 6354 p5 (AAGAT)5 25 23161206 23161230 AGGCGGTTCCCCTAAAGATA CGACTTGTTGGACTTGGTGA 251

Ad02A6355 Aradu.A02 6355 p2 (TA)8 16 23163156 23163171 GCGTGACACTTTTACCATGC TTTTGCTCAGCTCCCTCAAT 256

Ad02A6357 Aradu.A02 6357 c (TA)14gcttactctttaagtaacttgtataggctgctcctcttagaggttgagggagagataggagtttactttggtattttggtgtattttgg(TA)6129 23185728 23185856 GGATGGGAAGTAGCCATTGA CCTGACTCAGCCTACGAAGC 270

Ad02A6359 Aradu.A02 6359 p2 (GA)6 12 23193292 23193303 CCCTTCCCTCTCTTCCAGTC AGAGAGAGGACGAAGATGCG 245

Ad02A6360 Aradu.A02 6360 p2 (GT)6 12 23193617 23193628 CGTCCTCTCTCTCCATCTCG TTCCCTAACACACCCACACA 277

Ad02A6364 Aradu.A02 6364 p2 (GC)6 12 23236329 23236340 TGGCACAACTCTCTGGAAAA GTTTGGAATGCTTGGATTGG 195

Ad02A6371 Aradu.A02 6371 p3 (ATA)6 18 23347154 23347171 GGCCCATTAAAAGGTGTCAA TTCAGTCCAGGGAAAGACAGA 114

Ad02A6372 Aradu.A02 6372 p2 (TG)6 12 23357021 23357032 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 129

Ad02A6373 Aradu.A02 6373 p3 (CAA)5 15 23366911 23366925 TGCACCTAGAGGTCCGTCTT ACAATTGTAGCACAAGCCCC 178

Ad02A6376 Aradu.A02 6376 p3 (AGA)7 21 23384838 23384858 ACTCGGAGGTGGAAGCTTTT TGGCCGAACCTACATCTCTC 210

Ad02A6379 Aradu.A02 6379 c (TCT)5tcccttactctt(TTC)542 23404522 23404563 GCGCTAGTAGCACAAACACG AGAGAGGGATGATGGGGAAT 277
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Ad02A6382 Aradu.A02 6382 c (TA)11tgtatgtatgtatattctggccggccgtaactttgcaggtcgagtttggagcttaatatatgtatctttgaaactccaatgtgtgtgg(GT)6122 23441584 23441705 GGTTGTTTTTGGAGAAACAGGT CCAAAAGCGAAAACAGGAAA 254

Ad02A6385 Aradu.A02 6385 p2 (TA)9 18 23452668 23452685 AGCATCACTTATGGTGTGTTGA TGAACTATAAGTTTGCTCCTGGAA 248

Ad02A6386 Aradu.A02 6386 p3 (TAA)8 24 23460928 23460951 TCAAAAATTTAATTCGCTGAAAA AGGTTCAGGTTCGGATTCAA 280

Ad02A6388 Aradu.A02 6388 p2 (GA)6 12 23461459 23461470 TTTGCAATAAGCCAAGGAGG ATTGTTGAGCTGGTCATCGT 267

Ad02A6389 Aradu.A02 6389 p3 (ATA)11 33 23462092 23462124 AAGTGGAGGATGATCGGTACA GCATACAACTGAAGGCCTCTT 199

Ad02A6392 Aradu.A02 6392 p2 (TA)9 18 23484747 23484764 TCGAAAATATCTTTAATCAACGTCA TCACCTTCGATGAGAAACGA 224

Ad02A6393 Aradu.A02 6393 p2 (AT)6 12 23486108 23486119 TTGCACGATTGTGGAATAAA CCTCACTTTAATTAGTTGGGAGAAA 279

Ad02A6394 Aradu.A02 6394 p3 (ATA)10 30 23486906 23486935 TTCTCGTTCATTGTGCAATAATTT TGGGTAGACAATGTTTGGCA 141

Ad02A6395 Aradu.A02 6395 p2 (GT)7 14 23490809 23490822 TGGAAATATTACCTAATTATTGTCGTG AGACGTCTTGCTCTTGACAAA 279

Ad02A6399 Aradu.A02 6399 p3 (AGA)7 21 23541636 23541656 TGCCATTGATGGTAGTGGAA TCACAAAACAAAACCCCCTC 179

Ad02A6400 Aradu.A02 6400 p2 (AT)9 18 23551525 23551542 CCTTGGTGTTTTTCCTCCAA GAAAGGGAGATGATGTGGATTT 280

Ad02A6403 Aradu.A02 6403 c (TG)13ta(TG)13(AG)20caattataaaggatacgatcatagcccacatttgaataaacaacccggcgtttgaaagcacgcaatgcagacctgcataaagt(A)10187 23581551 23581737 GGAAAACAAACCTTTATAAGGGAAA TGATCTATCATCGTACCTGTTGG 268

Ad02A6405 Aradu.A02 6405 p3 (CTT)5 15 23588337 23588351 AAGAAGAAGAAAAAGAAGCAGCA GAAAATGGTGATGATGATGGAA 212

Ad02A6408 Aradu.A02 6408 p2 (CG)6 12 23624240 23624251 AGAGTTATGCCTACGCCACG TGGTGTTTGGAAGTGTTGGA 209

Ad02A6410 Aradu.A02 6410 p2 (TC)16 32 23636116 23636147 TTATCGGCAGGTTTACCGTC GAGATGGGCTGTGACTTGGT 269

Ad02A6412 Aradu.A02 6412 p2 (GA)6 12 23658179 23658190 AGATGATTCGCCTCCCTTTT TAAGAACTTTCGCGACCCAC 248

Ad02A6413 Aradu.A02 6413 p3 (ATT)5 15 23664723 23664737 CAAATTTGGACGTTGGCTTT TGGATTCACAACCCAAGGAT 197

Ad02A6415 Aradu.A02 6415 p2 (TA)8 16 23671972 23671987 GCATGCAGAGCTCAAGAACA TGAGCTTAACCCTTCATTAGGC 262

Ad02A6421 Aradu.A02 6421 p2 (AT)8 16 23756472 23756487 TCGTCGATAAATCTAACGATACTCA AAAATGAAATGCAGAAACAAAGA 215

Ad02A6422 Aradu.A02 6422 p3 (ACC)5 15 23757037 23757051 TTTTTGCTCGAAAATGGTCC ATGCTGGTGATGGAGTGACA 251

Ad02A6423 Aradu.A02 6423 p3 (TGG)5 15 23757406 23757420 TCTGAGTTTGGCAGTGGATG TCGGACCAAAATGTCCCTAC 101

Ad02A6427 Aradu.A02 6427 p2 (AT)12 24 23764069 23764092 TGACAATAGAATAACATTGAATCATTT CAAGACTTTAACACTTGTTCTATCACG 250

Ad02A6430 Aradu.A02 6430 c (T)11aatcagtgtggatttttctttttttttatgattctgttctattaatcaatttttg(T)1076 23771333 23771408 CAATGGGTAATGGCATTTTCA CTCCTTAATTTTCCAAACACTCA 269

Ad02A6435 Aradu.A02 6435 p3 (AAT)14 42 23775789 23775830 TGCGAAATTTCTGCGATAGA CCTCCTCTGCATGCGATTAT 202

Ad02A6436 Aradu.A02 6436 p3 (TTA)12 36 23776073 23776108 ATAATCGCATGCAGAGGAGG GGACCGAGTTTATTGGCTCA 265

Ad02A6437 Aradu.A02 6437 p2 (CT)10 20 23776416 23776435 AACGTGCCTAGCAAGCCTAA AGAGGATACTCCGACGCTCA 235

Ad02A6441 Aradu.A02 6441 p2 (CT)7 14 23813613 23813626 TGACCCACATGAAAACGGTA CTTCTGGGCAAGTCGTCAAT 243

Ad02A6442 Aradu.A02 6442 p3 (ATT)10 30 23813781 23813810 ATTGACGACTTGCCCAGAAG CCGCTATTCGACGTGTCTCT 272

Ad02A6445 Aradu.A02 6445 p4 (GTGA)7 28 23876007 23876034 CCTCTCCGTTCTTCCCTTTC CCTAACCCTATCCACACCCA 166

Ad02A6446 Aradu.A02 6446 p2 (TC)6 12 23901241 23901252 GAAAAGCTCCAGAGGTCACG TCAAAACAAGAAGAAATCCTAAATCC 253

Ad02A6447 Aradu.A02 6447 p2 (TA)7 14 23911696 23911709 TGGAAAGCTTGTGGAGTTCA TTGCACTAAGATCAAGGGGC 228

Ad02A6448 Aradu.A02 6448 p2 (CT)7 14 23915434 23915447 AGTGAAACCCTCACCCCTCT TTAAACCGGTTGGACTGAGC 145

Ad02A6450 Aradu.A02 6450 p2 (GC)6 12 23927951 23927962 ACAAGGCTCCTAAAACCGCT CGGTTCTAGTTGGGTTGGAA 168

Ad02A6453 Aradu.A02 6453 p2 (TA)7 14 23934931 23934944 TTGAGTGGTGAATTAGGCCA AAAGGAACTGGAAGCAGGGT 152
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Ad02A6454 Aradu.A02 6454 p2 (CT)6 12 23939125 23939136 TCCACTCCACCGACTATTCC TCCAACACTGCAAGTTGCTT 235

Ad02A6461 Aradu.A02 6461 c (AAT)19gtacaacaacaaaaataataataaaattacatgaacatgtggtcac(AAT)5118 23984924 23985041 GACCTTGGCCTTATCGTTGA TGAAAAATTAAAAACATTGGAAGGA 216

Ad02A6463 Aradu.A02 6463 p2 (AT)7 14 24014184 24014197 CTTGCTTTGATGGGAGGTGT TGATTCAGTCTTCAATTTTCTTTGA 265

Ad02A6468 Aradu.A02 6468 p2 (AG)6 12 24071508 24071519 CATTTCAACCCAGTTTTCGG ACATGAATGTCATTAAGCCAAA 280

Ad02A6470 Aradu.A02 6470 p2 (AT)6 12 24102822 24102833 TCCGCATAATTAAACCTTCTCTTT CCGCATATCCGCACAATAAT 261

Ad02A6474 Aradu.A02 6474 p2 (AT)10 20 24123512 24123531 TTCCTAGCCTCACTTTTGGG CCAAACACAGCAAAGAATTTCA 272

Ad02A6475 Aradu.A02 6475 p2 (TC)6 12 24127121 24127132 TCCCCAATTAGAGGTGTCCA TGTTGTTCATGAATGATTGGC 236

Ad02A6476 Aradu.A02 6476 p3 (GAA)6 18 24147947 24147964 GCTTTTGTCTTCCCTTTCCC CACAACACAACCCCTCCTCT 225

Ad02A6477 Aradu.A02 6477 c (T)10gtatttttattgaattttttttcgaaaatataatttggaaaaacgaaaattaaaagaaaaattttgaaaaag(T)1092 24152325 24152416 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 242

Ad02A6480 Aradu.A02 6480 p2 (TC)6 12 24158545 24158556 CACCCTCCTACCTTTCCCTC TTTGGGGGAGTGAGAGACTG 223

Ad02A6486 Aradu.A02 6486 p3 (TCT)7 21 24195992 24196012 AAATGGCCTAAACCAAACCC TAGAATATTGCTCGCCCTCG 185

Ad02A6488 Aradu.A02 6488 p2 (CT)7 14 24216907 24216920 CAAGCCCTTTTGGCTTTACA GGATTCTAACCCCACTTCTCAA 187

Ad02A6489 Aradu.A02 6489 p2 (AT)6 12 24218668 24218679 TTTGAAATAGCCTGTTGGGC AGAGACAAATGGCTGAGTGGA 149

Ad02A6492 Aradu.A02 6492 p2 (TG)9 18 24230208 24230225 TTTTGTTGGAGACAAGATTGGA TCAATAACCCCTGGACAACC 239

Ad02A6494 Aradu.A02 6494 p4 (AAAG)5 20 24234429 24234448 GTTGGATTGGTTCATTGCCT GGGACAGCCATCTAAGCAAA 101

Ad02A6497 Aradu.A02 6497 p2 (TC)17 34 24243212 24243245 AAAGAAAATTTGCGACCCAC GAAAATCTTTACGCGAAGCG 265

Ad02A6511 Aradu.A02 6511 p4 (AAAG)5 20 24371240 24371259 TGATTACGGGACACTTCGTT AGGGGTTGTTGAGTTCGTTG 136

Ad02A6512 Aradu.A02 6512 p2 (AT)6 12 24371533 24371544 ACCAATCACGTACCAAACGC CATCTCCTGGCGAGAAACTC 269

Ad02A6513 Aradu.A02 6513 p2 (TG)6 12 24382217 24382228 ATTCGAAGAGCAAAACGTGG CCCTTGGCCCAACATAACTA 261

Ad02A6518 Aradu.A02 6518 p3 (TAA)14 42 24439121 24439162 CACTAATGAAGTCAACGCCG TTCAAAGCAGTCCCTTCACA 234

Ad02A6519 Aradu.A02 6519 p2 (AC)6 12 24444688 24444699 AAGGAAGCAACAAAGCCAGA AGGGTTGGAACCAAGGAGTT 194

Ad02A6525 Aradu.A02 6525 p2 (AT)9 18 24451090 24451107 TTTGACCGAAAAATAGTAAATCAAAA CCACTTTCTTTCATCATCTTGC 257

Ad02A6527 Aradu.A02 6527 c (AAC)6(AAT)6 36 24465258 24465293 CCGTTGGGCTTTTCTGTTAG CGAAGTCCTAACACTCACCACA 280

Ad02A6528 Aradu.A02 6528 p3 (ATT)5 15 24472238 24472252 AAATTATTTTTCCTTTCTAATTCGTGA TTTTTGTTGAGTATTTAATTTGTGACG 264

Ad02A6529 Aradu.A02 6529 p3 (TAT)12 36 24472466 24472501 TTTTTGTGTCGTTCAGATGAAAA CTCTTCTCCCAAGACCCCAT 259

Ad02A6531 Aradu.A02 6531 c (TTC)5ctcttcc(TCT)5tttctttcgtttcttaccttctctttctc(CTT)5gctgcacgttcttcttcctcttcc(TCT)5120 24473990 24474109 AACGAATAAACCCCAAAAACG CGTGCAAGAAGAAGAAGAACG 206

Ad02A6532 Aradu.A02 6532 p3 (CTT)5 15 24474213 24474227 AAAACGCGATGCAAGGTCTA GAGGAAGAAGAATGTGCAGC 280

Ad02A6534 Aradu.A02 6534 p2 (TA)7 14 24481849 24481862 TCACATGGCCTTGCAAGATA TTCCCAACAAGTAGGCATGG 194

Ad02A6536 Aradu.A02 6536 p3 (AAT)5 15 24486787 24486801 CGGATCGGATACCAAATTGT TTTCCACATGGTGCGTAGAA 175

Ad02A6537 Aradu.A02 6537 p2 (AT)6 12 24508995 24509006 TGAAGAACAAAGCTTGCGAA ATGCCACAAGCACATGGTTA 121

Ad02A6538 Aradu.A02 6538 p5 (TTATC)5 25 24514762 24514786 CCTGGGTGCTCCAGTGTATT CAGCCCAAGCCTACAGAAAG 146

Ad02A6539 Aradu.A02 6539 c (A)11ttcgaaaaaaaaagaaaagagaag(A)1045 24539798 24539842 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 181

Ad02A6541 Aradu.A02 6541 p2 (TA)6 12 24563106 24563117 TCTCGTGCTGATAACGTGTTG GGCTTAATCCTTTGAGTATTATACGG 186

Ad02A6544 Aradu.A02 6544 p2 (TA)6 12 24597809 24597820 CCCACAGTCTCCCTTTTGAA AGCACACAACCTGTGGGATT 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A6545 Aradu.A02 6545 p2 (CT)7 14 24605686 24605699 GGAACATTGAACCTGATATGAAGA GAGTTCGGCCCAGAAATACA 200

Ad02A6548 Aradu.A02 6548 p2 (TA)9 18 24621884 24621901 CATCTAAGTGTGGGGGAGGA CCATGCAATATGAAATGCAA 235

Ad02A6550 Aradu.A02 6550 p3 (GGC)5 15 24624167 24624181 GAAGAAGAAGCAGCACCGAC AAATCGTCCCCGATCTTTTT 251

Ad02A6554 Aradu.A02 6554 p3 (CTC)5 15 24654144 24654158 GACGGCGATGTCTCTTTCTC ACAGTCGCATCGTTGTCAAG 172

Ad02A6555 Aradu.A02 6555 p2 (TG)6 12 24654346 24654357 TCCTCTTGTGCTTGACAACG TTTTCTACCCCAACTCCCCT 267

Ad02A6556 Aradu.A02 6556 p3 (AAT)6 18 24654723 24654740 GCGAACTTGCACTATCCACA TTTCAAAATCACTAATTGTGTCAAG 239

Ad02A6559 Aradu.A02 6559 c (A)11tattcaataaataagcaaacaaataaggggacagaattaccctt(TA)871 24674538 24674608 AAGTGTGGGAAAAGCTGTGG TTGGGGTAATTTTGTCCCCT 253

Ad02A6561 Aradu.A02 6561 p2 (TA)6 12 24682595 24682606 GCCAGGGAGAATCAACAATG TGAAAAGGTGTTGGATTGGG 240

Ad02A6562 Aradu.A02 6562 p2 (TC)6 12 24682733 24682744 TTAGTCGGTCGTCTCTTCGG CCAACAGCTCAGACTCGACA 145

Ad02A6567 Aradu.A02 6567 p2 (TA)7 14 24693491 24693504 TCAGATGCAGGTCGTGAGAC AGGTCCAAACTCGACCTGTG 264

Ad02A6569 Aradu.A02 6569 p2 (AT)7 14 24703447 24703460 TGAAGCAAGAAAAAGCAGTGAA AAAAACAATGCCAAAAAGCG 237

Ad02A6571 Aradu.A02 6571 p2 (CT)6 12 24711520 24711531 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 111

Ad02A6572 Aradu.A02 6572 c (A)10tttgaaaaaaaaagagagaaag(A)1042 24717937 24717978 TTGTTGGCTCTTGAAAGAATGA AGATTGTGACCCAGCTTTGC 249

Ad02A6573 Aradu.A02 6573 p2 (GC)6 12 24723954 24723965 CGGTTCTAGTTGGGTTGGAA ACAAGGCTCCTAAAACCGCT 168

Ad02A6574 Aradu.A02 6574 p2 (CG)6 12 24727082 24727093 TCCATACCTTGACCCGAGAG TGGTGTTTGGAAGTGTTGGA 252

Ad02A6576 Aradu.A02 6576 p2 (AT)7 14 24728558 24728571 TTTCCATTCTTGTGTGCATTG TTTGATTTGGGGCATTTTGT 258

Ad02A6577 Aradu.A02 6577 p3 (TTC)5 15 24734444 24734458 CAAAGCATGTTTCCGTTGTG CCTCGTCCTAACAAATGGGA 280

Ad02A6578 Aradu.A02 6578 p2 (AC)16 32 24735955 24735986 CGTATAACCGCCCCAAAATA TATGGATGCAGAGGTCACGA 263

Ad02A6579 Aradu.A02 6579 p2 (TC)6 12 24739209 24739220 AGTTGGACCAGACAACACCC CTGTGGCAGAGGAAAAGAGG 252

Ad02A6580 Aradu.A02 6580 p2 (TC)7 14 24739436 24739449 ACTGTACTTGTGGTGCGACG CCCAGTTACCCTTTCCCCTA 182

Ad02A6582 Aradu.A02 6582 p2 (GC)6 12 24780192 24780203 GGATCGACAAAAGCGACACT GGAATATGTGCCAGGAGTGC 198

Ad02A6583 Aradu.A02 6583 p2 (GC)6 12 24780474 24780485 GCCTGTGGCATAACCACTTT CTGGTAGCACAAGGATGGCT 125

Ad02A6584 Aradu.A02 6584 p3 (ATC)5 15 24794159 24794173 CCAAACTCGCTGACTCTTCC GTGGATGTTGAGGGCTGTTC 232

Ad02A6585 Aradu.A02 6585 p2 (CT)8 16 24797815 24797830 CGACCAACAGTCTCGTTCCT TGATTAGAGGAATTGGCTTGG 214

Ad02A6586 Aradu.A02 6586 p3 (CTC)5 15 24811494 24811508 CAAAGCACTCCCTCACCATT TGAAGATGAAACACGCGAAG 161

Ad02A6588 Aradu.A02 6588 p2 (AT)7 14 24830386 24830399 AGGCACGGACAAAACAAAAC GGATGGTGACAGAGCAGAGG 260

Ad02A6595 Aradu.A02 6595 c (T)10ctttgtttgttttcttccttttttatcttttaccttcttttta(T)1164 24853635 24853698 AAAAGCAATATCAGATCAAAATTCG GGAGGAAGAAAAAGAGGAGACA 205

Ad02A6597 Aradu.A02 6597 p2 (AG)10 20 24866821 24866840 ATTCCACCTCCTCCTTCCAT GCCTTTCCACCATTTCACAT 184

Ad02A6598 Aradu.A02 6598 p2 (TC)9 18 24867312 24867329 TCGTTTCCGACGGTAAATTC TAGAGAGAGAATGGGAGGCG 278

Ad02A6600 Aradu.A02 6600 p4 (TATT)6 24 24873220 24873243 GGGACTTAGCACAATCCGAA TCACACCAAGTATTTGGCACA 256

Ad02A6609 Aradu.A02 6609 p2 (AT)9 18 24956417 24956434 TAAACCGCAATACCATTCCC GGGCGCAGAAGTTATGAAGA 271

Ad02A6610 Aradu.A02 6610 p3 (TTA)5 15 24971319 24971333 GGAATTGACTAGGACCTGAGGA CAAGGAATTGCAGGGAGGTA 269

Ad02A6611 Aradu.A02 6611 c* (A)13(AT)6* 24 24975772 24975795 GGAAGCATGCTCATGTGAAA AATGGGGCTAAGGTGAAGGT 228

Ad02A6613 Aradu.A02 6613 c (A)10ttgttggctcttgaaagaaggaggaaaaagagaactgttattgaggatctaaaaatcattagactgattcttgaagcaagaaaaagcagtggatac(A)10116 25012865 25012980 TGCTTTCTGAATGAATGCTTG CACACTCTTGTTGCCTTGGA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A6615 Aradu.A02 6615 p2 (TG)6 12 25023641 25023652 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGGTC 129

Ad02A6616 Aradu.A02 6616 p3 (CAA)5 15 25024627 25024641 ATCATTCCCACAGAACCGAG TACAGCTTTATGCCCTGCCT 232

Ad02A6617 Aradu.A02 6617 p2 (TA)6 12 25034782 25034793 TTCTTTGCACTGGTGTCGTC GGGATTGGAAGAGCAATCAA 269

Ad02A6621 Aradu.A02 6621 p5 (ATTTT)5 25 25072750 25072774 CTGGTTAGTTGTGCGGGATT GATTCAGTTTTCAATTTGCTTTGA 272

Ad02A6625 Aradu.A02 6625 p3 (ACA)6 18 25123679 25123696 TTACCCGCTTTTCTTTGCAT CAAAAACTTGGTGCGGATTT 229

Ad02A6627 Aradu.A02 6627 p3 (AAT)5 15 25128279 25128293 CCAACTTTTTCAGACATCATTCA GGCGCCTAAAAGTAGCTCAA 222

Ad02A6633 Aradu.A02 6633 p2 (AG)6 12 25176034 25176045 TTTTTGGGGAAGAGGTGTTG CAGAATTGGCACAAAGAGCA 162

Ad02A6637 Aradu.A02 6637 p3 (AAG)5 15 25201803 25201817 GCTTTTGTCTTCCCTTTCCC GCCAAACCTACTCCCTCTCC 276

Ad02A6639 Aradu.A02 6639 p2 (GA)8 16 25208885 25208900 TGGAGAAATCCAAACACAAGG TCAAAACCACCTAACTACTTTTCTCTC 277

Ad02A6643 Aradu.A02 6643 p3 (TTA)5 15 25245076 25245090 GGACTTTCACGCCAGGTTTA TGCAAGAAGAAAGAGGAGGAA 168

Ad02A6644 Aradu.A02 6644 p3 (GAG)5 15 25245405 25245419 AAGAAAAAGGCGATGACGAC TTCCTCTCCTCTCCCTTCCT 260

Ad02A6645 Aradu.A02 6645 c (A)10gtgtatatattttgtacatataaaaatgaaacggatacaaagggtgagtagtagctagtggcggtaactccaaaat(A)10tcctattttattctagtatagattatgcatgacacaaaaaatttataaaattaacttattttcac(A)11172 25247469 25247640 GCCTTGATCAGGCTCGTGTA GGGATCTTGGTCATTTTAGCC 253

Ad02A6646 Aradu.A02 6646 p3 (ATA)5 15 25248147 25248161 TTTTTAAACAATTGAATCTTGATGCT TCTTTCGCTCTCTTTTCTCTCA 269

Ad02A6648 Aradu.A02 6648 p2 (GA)6 12 25260290 25260301 TTGTGTTGGATCGTTTTCCA CCTAGCACGTGGGAGACACT 261

Ad02A6650 Aradu.A02 6650 p2 (AT)9 18 25262448 25262465 TTAAGGCTGGCCGAAGAATA AATTTGGAGCCATGCTTTTG 187

Ad02A6651 Aradu.A02 6651 c (AGA)6aaagaatatgg(GA)845 25266468 25266512 TGCCATTGATGGTAGTGGAA AATTCAAAACCATTTCCCCC 273

Ad02A6652 Aradu.A02 6652 p2 (TA)7 14 25288447 25288460 TCCACATTTTTCCAATCACAA GGCGGGATTTCTATTTTGGT 256

Ad02A6656 Aradu.A02 6656 p2 (AT)10 20 25375646 25375665 TGTCAAGGTCGAATGTTCCTT AACGTGAGTCGTGGGTTTTG 262

Ad02A6657 Aradu.A02 6657 p2 (TC)9 18 25378713 25378730 CAAAGACAGTTCGGCAGTGA CCGCCATTCTTGTGCTTTAT 215

Ad02A6658 Aradu.A02 6658 p2 (CT)8 16 25378885 25378900 ATAAAGCACAAGAATGGCGG AGTTGATGGAGCAGAAGGGA 110

Ad02A6659 Aradu.A02 6659 p2 (CT)6 12 25390975 25390986 TTTCTTACCCCTCATTCCCC TCACGAAAAAGCACACCAAA 122

Ad02A6660 Aradu.A02 6660 p3 (AAT)5 15 25417234 25417248 TCGCACAACTAACCAGCAAG ACGCCTATCTGAAATTCCCA 232

Ad02A6662 Aradu.A02 6662 p2 (AG)7 14 25420163 25420176 CCTCGAGCAATGGAAGAAAG GGCATTTTACACGCCTCATT 258

Ad02A6665 Aradu.A02 6665 c (A)13caagccatgagccctaggtaagggt(A)1250 25438498 25438547 TTGGCTCCTGAAAGGATGAG ATGCCACAAGCACATGGTTA 239

Ad02A6669 Aradu.A02 6669 p2 (TA)8 16 25472429 25472444 AGCCGGATCTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 138

Ad02A6672 Aradu.A02 6672 p2 (TA)6 12 25484980 25484991 CCATCTGGTCTCGAAGGAAG CACCCAAAACAAACCGTCTT 180

Ad02A6673 Aradu.A02 6673 p3 (ATG)12 36 25489891 25489926 AAGTTGTTTTGTTGCAATGTTGA TGGTTTTGGGCAAAAGAAGA 274

Ad02A6675 Aradu.A02 6675 p2 (AG)13 26 25494643 25494668 GGTTTGGATTGGATTGGATG GCAGGGCTCCTTTCTCTTCT 130

Ad02A6677 Aradu.A02 6677 p2 (TA)9 18 25497634 25497651 TTTCCTTTTCAGGACGAATGA TTTCATGGTAAGTTTTGCCAG 265

Ad02A6678 Aradu.A02 6678 p4 (TAAA)5 20 25500724 25500743 AATTTTCGAATCCCTTGGGT GGAGTAAGGGAGATGATGTGGA 251

Ad02A6679 Aradu.A02 6679 p2 (AT)8 16 25504144 25504159 TCCTTGGTATTTTCCCTCCA TTTGGAATGTAGCAATGAAATAAA 249

Ad02A6683 Aradu.A02 6683 c (CT)6cccatttcacacacacgcgtggaaaactt(GAG)865 25560037 25560101 ACCGAACTGAACCCGTATTG GGTCTTGTAGAGCTCGTCGC 244

Ad02A6685 Aradu.A02 6685 p3 (TTA)5 15 25565352 25565366 CGTTTATGATTTGGTTTAATTTGG CAAATGCAGTGAATATCGGAGA 263

Ad02A6690 Aradu.A02 6690 p3 (TAA)5 15 25600049 25600063 TCAAAGGAATTCAAAATTAAAGAGAAA AAGCTCGCCATCATCTTTGT 238
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Ad02A6693 Aradu.A02 6693 p3 (ATA)16 48 25606356 25606403 TCAAACCAACCTAAAATTAAAAAGC TGCATATGATAGTTGTTAAATGTTTTC 247

Ad02A6696 Aradu.A02 6696 p2 (TA)7 14 25611320 25611333 CTCTGCAGGCTGTGGCTAGT ACAGAGGTACAAAAGCGCGA 128

Ad02A6698 Aradu.A02 6698 c* (A)10(AT)6* 21 25639225 25639245 TTGAAAACTCTGGGGTTTGG TTTTTGTCCCCTTTCATTGC 214

Ad02A6702 Aradu.A02 6702 p3 (ATA)6 18 25698653 25698670 TGGTAACCATTTTGGCAGAT AGAGGCATTTTGATGGAGAA 241

Ad02A6703 Aradu.A02 6703 p2 (AG)6 12 25700185 25700196 GTGGGCCAAATAGACCAAAA ATGGCTCTTGGAATGTGGAG 190

Ad02A6708 Aradu.A02 6708 p2 (AT)11 22 25757397 25757418 GAAAAGCAATAAAAAGGGGACA AATGGGGCTGAGGTAAAGGT 226

Ad02A6709 Aradu.A02 6709 p3 (AGA)6 18 25761954 25761971 TAAAATATTGCTCGCCCTCG CATCCACTCTTCCCCAAAAA 249

Ad02A6710 Aradu.A02 6710 p2 (AG)6 12 25782511 25782522 TGGATCCAGAGTTACTCCCAA AATTACAGAACACGCCCCAG 218

Ad02A6711 Aradu.A02 6711 c (T)10cgttttcttttctttcttttttttcga(T)1047 25787652 25787698 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 230

Ad02A6712 Aradu.A02 6712 p2 (AG)7 14 25803921 25803934 TGGATCCAGAGTTACTCCCAA AATTACAGAACACGCCCCAG 220

Ad02A6713 Aradu.A02 6713 p3 (GAT)5 15 25804839 25804853 GAGTTGGAGTCTGTCCGAGC GTTGAGGAAGGCAGAGCAAC 248

Ad02A6714 Aradu.A02 6714 p2 (AG)6 12 25832241 25832252 TGATCAATTCAAATGCTGGAA CTCAAGGACTTCCATCGCAT 159

Ad02A6715 Aradu.A02 6715 p5 (AAAAT)5 25 25840824 25840848 GTGCTTCTTTTGGGCGTTTA TCGAGCAAGAATGCTCAAGA 279

Ad02A6716 Aradu.A02 6716 p2 (GC)6 12 25849130 25849141 CTAGCGGAAAGTGCAGAACC AATCTACAGATCGACGCGCT 232

Ad02A6718 Aradu.A02 6718 p3 (AGA)5 15 25908249 25908263 TGTGAAATACCTCAAATTGCAT AGGCTACAGAGTGGGGGAAT 246

Ad02A6721 Aradu.A02 6721 p2 (TA)9 18 25940577 25940594 ACCAGCAGCAGCGAATAACT TCCTAAAACCTTAAACCCTTACACC 267

Ad02A6723 Aradu.A02 6723 p3 (ATT)5 15 25945262 25945276 CAGTCAAGGCTGGTATGCAG TCATCACCACAGCTCCACTC 142

Ad02A6727 Aradu.A02 6727 c (TCC)5ccccaatgttgtgtcttcttc(T)1046 25957549 25957594 CATGTTGTTGATGGCACACA CACACAAATGAACCGAAACAA 208

Ad02A6734 Aradu.A02 6734 p3 (AAG)5 15 26010280 26010294 GCTTTTGTCTTCCCTTTCCC CTGAATACACCTCCCCCTCA 191

Ad02A6741 Aradu.A02 6741 p3 (TTA)6 18 26060519 26060536 TGAATAAAAATTTGCCCTCTTC TGCTGAAAGTTCTATCCGCTAA 250

Ad02A6743 Aradu.A02 6743 p3 (ATT)16 48 26064665 26064712 GATCGTTTGTTATGTTGGAAGTG CGAATCCGGCAGTATATGGT 279

Ad02A6744 Aradu.A02 6744 p3 (TTA)10 30 26065478 26065507 GCGAAAATCGACCGATTAAG GTGGTCACATTGCAACATCC 280

Ad02A6747 Aradu.A02 6747 c (T)12a(T)14 27 26086847 26086873 CGATTTCGAACGGTTTGATT GCAGAAACAAGTGCGTTTCA 260

Ad02A6748 Aradu.A02 6748 p2 (TA)6 12 26090458 26090469 TGTACCAAATATGTCGGTATTTCAA GGTGATTTAGTGTGACTCTATGTGC 233

Ad02A6752 Aradu.A02 6752 c (T)10cag(A)10 23 26106688 26106710 CTCTGCCAGATCTGCCTTTC ACCACCACCACCACTTCTCT 213

Ad02A6753 Aradu.A02 6753 c (GTG)5gtttagatagtagtag(A)1041 26106821 26106861 CTCTGCCAGATCTGCCTTTC CCTTATCACAAATACCATCACCC 266

Ad02A6755 Aradu.A02 6755 c* (AT)9(ATAC)9* 52 26109089 26109140 GGCTACGCCACTCTGATAGC TTTCTCTCGCCTTTAACTTTGC 266

Ad02A6757 Aradu.A02 6757 p2 (CT)7 14 26124946 26124959 CCCAAATCCAAGTCCAGAAA CAATTGGGCAACATCAATCA 272

Ad02A6758 Aradu.A02 6758 p2 (TC)6 12 26132089 26132100 GGAAAAGCATCCATTCAGGA CAATCCGTAACATGGGAGAAA 237

Ad02A6760 Aradu.A02 6760 p3 (TCT)5 15 26140927 26140941 GAAACCCAACCCTTCCTCTC TTGCCTTCCCTTTTCCTTTT 276

Ad02A6761 Aradu.A02 6761 p2 (CT)18 36 26147081 26147116 AGCTCGTTTTGATTTGGGTG CCAATCCCAAGAAGACTCCA 200

Ad02A6763 Aradu.A02 6763 c (A)10tatttcg(A)10 27 26199292 26199318 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 243

Ad02A6766 Aradu.A02 6766 c (T)10cttttcttcttctcttc(T)1037 26227195 26227231 CGGATACATTCATGCCACAG TGTTGGCTCTTGAAAGAAGGA 269

Ad02A6769 Aradu.A02 6769 p2 (AG)6 12 26292125 26292136 GGTGAGGTAGGTGGGGTTTT GATTTTGCTTGCCATTTGGT 216
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Ad02A6771 Aradu.A02 6771 p3 (GAA)6 18 26354607 26354624 TAAAATATTGCTCGCCCTCG TACCCCATACACCCCACCTA 157

Ad02A6772 Aradu.A02 6772 p3 (TTC)10 30 26371881 26371910 AGCCGAACCTACTCCCTCTC ATGTTTCTCCGGCCTTAGGT 259

Ad02A6773 Aradu.A02 6773 p3 (ATC)6 18 26380417 26380434 AAAGTCGGCACAGCAGAAGT CTGTTCAGGCCGATTACACC 229

Ad02A6774 Aradu.A02 6774 c (TA)6(T)10 22 26390270 26390291 ATCCATTGATGCTCAAAGCC AAAAGCAGTGAAAAGCAAAAGC 158

Ad02A6775 Aradu.A02 6775 p3 (AGA)7 21 26408849 26408869 GCTTTTGTCTTCCCTTTCCC ATACCTTAGCCGAACCCACC 199

Ad02A6778 Aradu.A02 6778 p2 (GA)8 16 26452349 26452364 CGGAGAAGAGAGAGACCGTG GAAAGGCAGTGGAGGATCTG 242

Ad02A6780 Aradu.A02 6780 c (TAT)6tg(TTA)6 38 26456428 26456465 CCAACCAACACTTCATTACCAA TGCAATAGTTTTATTAGTGGCATGT 137

Ad02A6795 Aradu.A02 6795 p3 (AGA)7 21 26577787 26577807 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 108

Ad02A6798 Aradu.A02 6798 p2 (TA)7 14 26613949 26613962 AGGATCCCCTTCTTTGTTCC ACCACAACCCTTGCGTCTAC 242

Ad02A6800 Aradu.A02 6800 p2 (TA)8 16 26621277 26621292 TCAAATGAAACTCTTGATGTTATTTAC TCAGGAGATACTGAAACAGAACAAA 236

Ad02A6806 Aradu.A02 6806 p4 (TTTA)5 20 26644413 26644432 AGATAGTGGCACTCAGCATCC GGTAATGGCAGGAAGCATGT 242

Ad02A6810 Aradu.A02 6810 p2 (TA)6 12 26646403 26646414 TTCGTTCATTTAGTTTAAAATGATGTC TTTAGAAATAAAAGGGTACGAGTACAT 261

Ad02A6812 Aradu.A02 6812 c (CCT)5tcttctttgcacacacatattcttcttctgttt(CTC)666 26654050 26654115 TTTTTCTTTTCCTACCCCGC GCAAAATGTTGGTGTCGTTG 191

Ad02A6813 Aradu.A02 6813 c (GAA)6agatgaggagaagaagaaggaggagaagaagaaggaaagaagaacctatacaaaattg(GAA)591 26655474 26655564 GGAAAGAAGAAACACCTGCG CTTCTCCGTCTCCTCCTCCT 209

Ad02A6815 Aradu.A02 6815 p2 (AG)6 12 26682930 26682941 TTGAATTTGAATGGTGGGGT CTTGGTGCAGGGATGACTTT 207

Ad02A6817 Aradu.A02 6817 c (ATAC)13aaatcatcacaacgcttttc(AT)9g(TA)6103 26695073 26695175 GGGACTAATTTGATCATTAATCTGA TTCCCTCGTCTTTGTTATCGTT 278

Ad02A6818 Aradu.A02 6818 p3 (TAC)5 15 26705459 26705473 CTCAATTGGAAATAAAACCAGAA AAGCACCCCACAAATCAGAG 167

Ad02A6819 Aradu.A02 6819 p2 (TA)8 16 26723067 26723082 TTCACCACTTACTTTGGGGC GGACTGGGTTGGTTTGAGAA 190

Ad02A6821 Aradu.A02 6821 c (AGA)7at(AAG)5 38 26730118 26730155 CTAGAGGATTCTCCGGCCTT TTCTACACCTTGGCCGAAAC 197

Ad02A6823 Aradu.A02 6823 p2 (AC)7 14 26752716 26752729 GCATTTTTGTCCCCCTTTTT GGGGACATTGGTTGAGGTAA 211

Ad02A6831 Aradu.A02 6831 c (CA)11(TA)6 34 26849822 26849855 TTTGCATTTTTCCTATTTTTGC TGGGCATAAAGAATCAAACAAA 230

Ad02A6833 Aradu.A02 6833 p5 (TTATC)5 25 26857858 26857882 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ad02A6834 Aradu.A02 6834 p2 (AG)13 26 26864677 26864702 TCTCGACCCAGGGTATGAAC TCTTTTTCAAAACCACCTAACAA 181

Ad02A6836 Aradu.A02 6836 p3 (TCT)5 15 26906661 26906675 GCCGAACCTACTCCTTCTCC GCTTTTGTCTTCCCTTTCCC 278

Ad02A6838 Aradu.A02 6838 p3 (ATA)5 15 26947630 26947644 TTGTCTATCAAAACATCAACCAAAA GTTGAATTCACCTGGGTGCT 108

Ad02A6839 Aradu.A02 6839 p3 (ATA)5 15 26948965 26948979 AATTTTGACCTTGCTCAAATAAA CGGACGGTGAAATTGTTGAG 261

Ad02A6840 Aradu.A02 6840 p3 (ATA)5 15 26968511 26968525 TTCCAATTGCCAAATCTTCC AGAAGTTGGATTTTGGTGCG 258

Ad02A6843 Aradu.A02 6843 p3 (ATA)5 15 26972968 26972982 TGGAACTTGTCTATCAAAACATCAA TGGGTACTACTGCGGATGGT 102

Ad02A6846 Aradu.A02 6846 c (T)10ctttctc(T)10 27 26997964 26997990 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 243

Ad02A6847 Aradu.A02 6847 p3 (ATA)6 18 27014134 27014151 CCGTTTTTCCCTTAATGGCT GGGAGTTGAACCCGAAAGTT 275

Ad02A6848 Aradu.A02 6848 c* (TTTA)5(TTA)5*tattatta(T)10attatcattaaaatttgttttttttattaaaagaaaaaaattttccaagagaggaagaag(A)11121 27067269 27067389 GCAAATGCATTAAAAGAAAATGG ATTTGCACCCTGCTTTTCTC 246

Ad02A6851 Aradu.A02 6851 p3 (TTC)5 15 27107503 27107517 TACCCTCTCCCCTTTCCCTA GCTTTTGTCTTCCCTTTCCC 270

Ad02A6852 Aradu.A02 6852 p3 (TTC)7 21 27123506 27123526 AAATCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 197

Ad02A6854 Aradu.A02 6854 c (TG)12(TA)6 36 27131601 27131636 GGATATGGTCGTCACCGATT TGCCCTACTAAGAATGTTTTTCTTG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A6857 Aradu.A02 6857 p2 (AT)15 30 27141716 27141745 CTAAGCCTTACCTCATGCCG GCTTAAACTTCGCAAGTGGC 277

Ad02A6863 Aradu.A02 6863 p2 (AT)6 12 27202014 27202025 AACAACTTTCGACCCCAAAA TCTGAAGTTTAAATTTTGATCTCGTTT 251

Ad02A6864 Aradu.A02 6864 p2 (AC)15 30 27221289 27221318 GCCCTCAGAGCATAAATCCA TTTTGTTGCCGTAGAGGCTT 276

Ad02A6866 Aradu.A02 6866 c (T)10cgaaatatattttttttctctttttttttgtattcactgc(T)1060 27235478 27235537 TTGTGACTCAGCTTTGCTGG TCATGAATGTTGGCTCTTGAA 271

Ad02A6869 Aradu.A02 6869 p3 (TAG)5 15 27263144 27263158 GCAAGGGCATGATTTAAGGA CATGCCTGATGATGATGAGAA 257

Ad02A6872 Aradu.A02 6872 p2 (AT)7 14 27285469 27285482 GCTTTACATGGCGCAAAAGT TCTCACAAATAATGAACCCCG 272

Ad02A6875 Aradu.A02 6875 p2 (TA)6 12 27295040 27295051 TCAAATGCAAATCTCTCTCTCTTT TGCATGTAATTCCTTTGGCA 277

Ad02A6877 Aradu.A02 6877 p3 (TTC)5 15 27322880 27322894 GGAAAATTTGTTTTTCCGCA CCCCTAATGAAAGTGGGGTT 212

Ad02A6879 Aradu.A02 6879 p3 (TTC)5 15 27347817 27347831 CTAGCATTTCCGGGAGGATA ACAAGCAGAGCTCTACCCCC 215

Ad02A6881 Aradu.A02 6881 p2 (AG)6 12 27372033 27372044 GGGAAATGGAATTAGGGGAA CAGCAGCTCCCTCTGACTCT 160

Ad02A6882 Aradu.A02 6882 p3 (TAT)6 18 27372413 27372430 ATGGTGCGAGGAAGAGAAGA CATGGCTTCGGCCACTAATA 251

Ad02A6885 Aradu.A02 6885 p2 (TA)8 16 27395472 27395487 AGGACCAAAGGCTACGGTTT TCAACTCAGTTAAATAAAAATGCAGAA 254

Ad02A6887 Aradu.A02 6887 p3 (ATA)5 15 27411036 27411050 TGGAACATGTCTATCAAAACATCA GTTGGATTTTGGTGCGAAAC 179

Ad02A6888 Aradu.A02 6888 p3 (ATA)6 18 27415004 27415021 GGAACTAGTCTATCGATACATCAACC CGCTAGGAAGTTGGGTTTTG 190

Ad02A6889 Aradu.A02 6889 p3 (ATA)5 15 27416522 27416536 TGGAACTTGTCTATCAAAACATCAA AAATCGCCTGGGTGATACAG 110

Ad02A6890 Aradu.A02 6890 p3 (ATA)5 15 27428773 27428787 TGGAACTTGTCTATCAAAACAACAA TGAACCCGGAAGTTCTCATC 131

Ad02A6891 Aradu.A02 6891 p2 (TG)6 12 27429766 27429777 GGACCTTGGGTGTGGTAAGA CAAGGCCTCAATACCTCCAA 202

Ad02A6892 Aradu.A02 6892 p3 (CAA)5 15 27433300 27433314 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad02A6893 Aradu.A02 6893 p2 (TA)6 12 27440095 27440106 TTATGCTCGGACCGGTTATC AACTCAAAAGCGCACCACTC 141

Ad02A6894 Aradu.A02 6894 p3 (ATA)5 15 27441878 27441892 TGGAACTTGTCTATCAAAACAACAA TGAACCCGGAAGTTCTCATC 131

Ad02A6895 Aradu.A02 6895 c (T)10atttacgcatcctatttttccta(T)1043 27447579 27447621 TCGTCACGTTACAGAGGCAA AGTCGCACTTAAAAGCCGAG 274

Ad02A6896 Aradu.A02 6896 p2 (TA)10 20 27453366 27453385 CCTTTGGGTTTCCTTTAGGG ACAAGGATAACCAACGCGAG 160

Ad02A6897 Aradu.A02 6897 p2 (TA)7 14 27470593 27470606 TGGGTTTCCTTAGGGGTTTT ACAAGGATAACCAACGCGAG 150

Ad02A6898 Aradu.A02 6898 p2 (CT)7 14 27475675 27475688 CAAATTCGAAACCAGCGAAT AAGAACCTGGGATTGAGAGTCA 228

Ad02A6899 Aradu.A02 6899 p2 (CT)8 16 27479217 27479232 TGACGGTGAAGATGGATCAC TTGACCAAATCCGAATGAGA 174

Ad02A6900 Aradu.A02 6900 p2 (TA)6 12 27488371 27488382 TGTTTGTGTCCCTTTGGGTT GGGGTAAACAAGAATCGCAA 218

Ad02A6903 Aradu.A02 6903 c (A)11gcagtgaatac(A)11ttttcg(A)1049 27542227 27542275 TGTGGTTCATGAATGTTGGC CCAACTAGAGGTGTCCAGGG 244

Ad02A6907 Aradu.A02 6907 p2 (CT)6 12 27589082 27589093 CGTTAAACCTGGGATTGAGAA GCATCACTTTTCCGTGACCT 262

Ad02A6909 Aradu.A02 6909 p3 (CTT)6 18 27595419 27595436 TGCACTCACCTACTGGAACG TGAAGATGAAACACGCGAAG 187

Ad02A6911 Aradu.A02 6911 p3 (GGT)5 15 27619314 27619328 CGGCCTCTGCTTTCTACTTC CACCACCACCAGCACCTT 274

Ad02A6913 Aradu.A02 6913 p3 (TTA)8 24 27619675 27619698 CATTTGCCAAACACACCCTA TGTGGATACATTCAATTTGCG 150

Ad02A6914 Aradu.A02 6914 p3 (CTT)5 15 27621445 27621459 TTTCTCTTTCTCCTCCTCCTCA TCGCGAAAAGTGAAGGAAGT 107

Ad02A6920 Aradu.A02 6920 p2 (TA)6 12 27628056 27628067 TCTCAAAAGGAGCTAGTTAAAAATAAA TGCCCCTGATATTTCCTTCA 279

Ad02A6929 Aradu.A02 6929 p3 (GAT)6 18 27662040 27662057 GTGCCAGATCTCGACCTTTC ATTCCGGCTGAGTAGCTTCA 178
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Ad02A6930 Aradu.A02 6930 p3 (AGA)6 18 27678062 27678079 GCTTTTGTCTTCCCTTTCCC CTTCTTCTCCCACATAGCCG 209

Ad02A6933 Aradu.A02 6933 p3 (AAT)6 18 27727749 27727766 TGGCCTTTTCGTCTTGAAAT CCATCAACTATGATGAATCGGA 205

Ad02A6935 Aradu.A02 6935 p3 (ATT)5 15 27770179 27770193 TTTGTGAAGTCACCAAGCATTC ATGAGCAGGAACAGGGAAAA 194

Ad02A6937 Aradu.A02 6937 p2 (AT)7 14 27796693 27796706 CCATGATGGAGAAAGGGAAA TCTTTCCTCATTTCAAAAATCCA 244

Ad02A6938 Aradu.A02 6938 p2 (CT)13 26 27831888 27831913 TCTTCCTCCCACGAAAATTG AAGAGCCTGAGCTTCTTCCC 186

Ad02A6939 Aradu.A02 6939 p3 (ATT)5 15 27832218 27832232 TTGTGTTTTCTTCGATTCGC CACCCTTAACAACAATGCCA 235

Ad02A6940 Aradu.A02 6940 p2 (TC)9 18 27833020 27833037 CTCTCCCCTCTCTCCCATTT AGAGGAGGGGGAGAAAAAG 169

Ad02A6941 Aradu.A02 6941 p2 (TC)8 16 27833224 27833239 TTTTCTCCCCCTCCTCTTTC CCTTCTCTCAATCTCTATCCCC 264

Ad02A6942 Aradu.A02 6942 p2 (GA)6 12 27833592 27833603 AAAGAAAGAGAGGGGAGGGA CTCCTTCTCTATGCTTTCCCA 265

Ad02A6943 Aradu.A02 6943 p2 (GA)6 12 27833809 27833820 GGGAGAAAGAGGGCAAAGAT ACACGTGCTTGACGAATCTG 217

Ad02A6944 Aradu.A02 6944 c (GA)8agagaaagaaaggagg(GA)1154 27834080 27834133 CGGGAACAATAGCAGCAGAT CCGGTTAACGAAAACCAAAA 272

Ad02A6946 Aradu.A02 6946 p2 (CT)7 14 27838957 27838970 GCATTGGTAGGGGGCTCTAT TCCTTCAATTCTCCACCCAA 114

Ad02A6947 Aradu.A02 6947 p2 (CT)7 14 27844045 27844058 TCTTCGTAAAGAGAGCCCCA TCCTTCAATTCTCCACCCAA 194

Ad02A6953 Aradu.A02 6953 c (AG)6gaagagtaaatttgaatggtgtggtggaatgaggggggccaaacgtgtatttataaagtggggaggagagatttcg(A)10gaaaaatttgaaaggagatttgagaagatatggaaagaaattgagaaaagagtgag(T)11165 27932899 27933063 TCACGAAAAAGCACACCAAA CAAATCTCTCAAATCATTCCCA 257

Ad02A6954 Aradu.A02 6954 c (A)10gagagaaaatat(A)1032 27945685 27945716 GATTCAGTTTTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 253

Ad02A6958 Aradu.A02 6958 p3 (AAT)5 15 27968021 27968035 TGGAGCATGATGTGTGATGA CCAACAACAACCTCAATAACCA 276

Ad02A6965 Aradu.A02 6965 p2 (TA)10 20 28043530 28043549 TAGCCCCTGACTTAGCTTGC GATCGAGAGGCTCCTTGCTA 271

Ad02A6966 Aradu.A02 6966 p2 (AT)8 16 28045759 28045774 TGCAATACCACCACAACACA AAGTGATCGGCCAAGGTATG 278

Ad02A6967 Aradu.A02 6967 p2 (AG)6 12 28068247 28068258 CCACCGATCCATCAATGAGT TGAGGGACGGCAGATCTATT 243

Ad02A6968 Aradu.A02 6968 p2 (TA)6 12 28073490 28073501 AAAATCGCAACTTGAAAGCG TCCCTTTGTGTTTCCTTTGG 202

Ad02A6972 Aradu.A02 6972 p2 (TA)8 16 28132051 28132066 GCTTTTATTTTTCCCTCGCC CCGGCTATGCCACTCTGATA 270

Ad02A6976 Aradu.A02 6976 p4 (AAAT)7 28 28166130 28166157 AAATTAAGTTTGGTGTCCCCG CGCACCATGTGGTAAACAAG 136

Ad02A6981 Aradu.A02 6981 p2 (AG)6 12 28228676 28228687 ACGGAAAAGCACACCAAACT CCACACCATTCGAATTTCCT 100

Ad02A6983 Aradu.A02 6983 p2 (TG)8 16 28251038 28251053 GAGCTCTTCACAAGGAACGC GCCCAAGCCCAACATATAAA 209

Ad02A6984 Aradu.A02 6984 p2 (AG)7 14 28256595 28256608 CAACTGTACGTGAGTTTTTGCC CGAACCGGTCAGATTATTGG 100

Ad02A6985 Aradu.A02 6985 p2 (AG)6 12 28264641 28264652 TTGAACCTGGGATCGAGAGT TGGCCCAAATCTAAGTCCAG 202

Ad02A6988 Aradu.A02 6988 p2 (CT)7 14 28272897 28272910 ACCTTATTCCCCCACACCAT TCATGGAAAAGCACACCAAA 111

Ad02A6991 Aradu.A02 6991 p2 (TA)10 20 28283975 28283994 GACCTGTCATCAAATTAAAAGCA TTTCAATTCTTTAGTGTCAACTTTGT 236

Ad02A6998 Aradu.A02 6998 p3 (GAA)6 18 28333619 28333636 CTAGGTTGCCAGGTCCAAAA GACCTGATTCAAGAGGCTCG 206

Ad02A7000 Aradu.A02 7000 p2 (TA)7 14 28342841 28342854 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 230

Ad02A7001 Aradu.A02 7001 p3 (AAT)6 18 28343034 28343051 TCCGAATCACTAATGTCCCA GAAAATTGTGTGGAGACTCACCT 263

Ad02A7005 Aradu.A02 7005 c (TTTA)5tttgagaatcctattact(TA)650 28370656 28370705 GTGTCTTGAATGGCTGGGTT CAGCGATCAACAACGCTAGA 214

Ad02A7007 Aradu.A02 7007 p2 (AT)6 12 28375237 28375248 TTAAAATGGATCACACTTACAGAAA AATTTAACAACAAAATGTGAGTGTTT 280

Ad02A7009 Aradu.A02 7009 p2 (TA)7 14 28384963 28384976 CTGGATTCTGGAAAGCGAAG GGAAAGCCAAGGAAATAGCA 265
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Ad02A7010 Aradu.A02 7010 p2 (TA)8 16 28399352 28399367 TTTGGATTTTGGCCTCTGAT TGACCTAATTCGCATTTCCTG 269

Ad02A7011 Aradu.A02 7011 p2 (GT)6 12 28399988 28399999 CGCAGTTCACTCTCTTCCCT AACGAATTGGGTGCCAGTAG 239

Ad02A7012 Aradu.A02 7012 p2 (AT)6 12 28403636 28403647 GGGTTTATTAACCTCCCCACA CCCATCTCAATTGTAAAAGTGCT 266

Ad02A7013 Aradu.A02 7013 p2 (GT)6 12 28412031 28412042 AGACAAAGACGCTTGGCTTC CCAAACCCTAGTCCCCAAAT 205

Ad02A7014 Aradu.A02 7014 c (AAT)13g(ATA)1276 28413281 28413356 CAGGCAATGGCACAAAAATA TGTGGCTTCAGCTCGTTTTA 152

Ad02A7015 Aradu.A02 7015 p3 (TGA)34 102 28414221 28414322 CGACGACGATGATGATGATT GCAGAAGAACAACAACAATGGA 237

Ad02A7016 Aradu.A02 7016 p2 (TA)7 14 28414747 28414760 TGTGCTTCAAACATTTTCCA TTCCGAATCAAAACTCCTTTG 276

Ad02A7017 Aradu.A02 7017 p2 (CT)9 18 28415513 28415530 TTTTATCTGCGGGCTTTGTC CAACGAAGGTGACACAATGG 253

Ad02A7018 Aradu.A02 7018 c (A)10gaattggtatagagacctaaat(A)1244 28416007 28416050 TTTTCTTATTAATTGGGTCTATGCAC TTTTTATTGAATTCTTGCGCC 182

Ad02A7019 Aradu.A02 7019 p2 (TA)13 26 28418228 28418253 AGACGCAACACTCACGTCAA TGGGAGCTCCTTATAGCGAA 243

Ad02A7020 Aradu.A02 7020 p2 (AC)15 30 28419821 28419850 ACCACATCAAACCAAGTCCC TTGTCCGAATAATCGGCTTC 246

Ad02A7021 Aradu.A02 7021 p2 (AC)22 44 28420164 28420207 CAGCAATTCAATTCCAACCC AGAAAGTTGATGACGGTGGG 238

Ad02A7025 Aradu.A02 7025 p2 (CA)9 18 28444022 28444039 CTGGCTGGCGAAGTTAAGAC GCTTTCTGCAAGCGAAGAAC 215

Ad02A7026 Aradu.A02 7026 p2 (AG)6 12 28456857 28456868 AAAATAAGTGAACCGGGCCT AAACGACTCGTCAATCGGAG 209

Ad02A7027 Aradu.A02 7027 c (TTC)7ttt(TTC)19 81 28465278 28465358 TACCTTGGCCGAACCTACAC CTAGAGGATTCTCCGGCCTT 246

Ad02A7028 Aradu.A02 7028 p2 (TA)8 16 28488440 28488455 GCCATTGATGTTCAAAGCCT CTTGGTGGCCTTGCATTTAT 270

Ad02A7030 Aradu.A02 7030 p2 (AG)6 12 28510045 28510056 GTTTGGGGAAGAGGTGTTGA CAGAGAAGGGCAAGAAGCTG 223

Ad02A7034 Aradu.A02 7034 p3 (CTT)9 27 28569331 28569357 TTGTTTTTACGCCGTCAATG CCAAATCTACAGCAGGGAGC 243

Ad02A7037 Aradu.A02 7037 p2 (TC)7 14 28575457 28575470 CTGAGTTGCAATCTTCCCGT GCAGCAGCACATCTAGCATC 224

Ad02A7040 Aradu.A02 7040 p2 (TA)7 14 28581261 28581274 CCGACTGCACGACTCTGATA TGGTCTATTGTACCCTCGCC 278

Ad02A7043 Aradu.A02 7043 c (AGA)5atgtttacgttgaagaagaggtttatctgttacgttgatag(GA)974 28607723 28607796 CAGCAGAGATTGCAGATCCA TTTTTCGTTAACGCACCTCC 185

Ad02A7044 Aradu.A02 7044 p3 (TAT)5 15 28608090 28608104 TGGATGTGGAGTGTAAAACCC ATACACAACCATTCCGGCTC 264

Ad02A7047 Aradu.A02 7047 p3 (AGA)8 24 28624932 28624955 ACCACTGAGCTATGACGGCT ACTTCTCCTTCCCACCCAAT 275

Ad02A7049 Aradu.A02 7049 p3 (CTT)5 15 28646740 28646754 GCTGGACCTTTGCTTCAGAC GTAATTCCCAGGAAATGCCA 192

Ad02A7051 Aradu.A02 7051 p3 (CAC)5 15 28650797 28650811 TGAAAGATGGGTTTTGTGTGA GGTGACAGTGGAGAGGGGTA 189

Ad02A7054 Aradu.A02 7054 p2 (AT)17 34 28660591 28660624 GTTTTACGTGAAAATGCGGG TAATCAGAGTGATGCAGCGG 175

Ad02A7056 Aradu.A02 7056 p2 (TA)6 12 28669028 28669039 GCCCTTGATTAGTAGTGATTGGA GCTCAAAAAGCACATTTCACA 280

Ad02A7062 Aradu.A02 7062 p3 (AAT)6 18 28704608 28704625 CAGGAACAAGGAAAAAGGCA TTGGATGTTGGCTTTGTGAA 204

Ad02A7063 Aradu.A02 7063 p3 (TCT)5 15 28707435 28707449 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 274

Ad02A7064 Aradu.A02 7064 p2 (AG)13 26 28712120 28712145 CGACCACATCATTTTCGTTG CAATTTTCCATCGCCATCTT 226

Ad02A7065 Aradu.A02 7065 p2 (AT)7 14 28714131 28714144 TGGCTGAACCAGTCACAGAG TTGTCTGGTCTTGGTTTTTGC 204

Ad02A7075 Aradu.A02 7075 c (AAC)6(AAT)7actaataataataatatttaataataatatttaataataataa(TAT)8tgttattattatta(TTG)7141 28784664 28784804 GGCTAGCATCAGGTTGGTTC TATCCAAAAAGCCATGAGCG 237

Ad02A7076 Aradu.A02 7076 p2 (TA)8 16 28785323 28785338 CCATAGTATTTCCCAACACAACA TTCTTGTCTTACCGAATTGAGAGA 272

Ad02A7077 Aradu.A02 7077 p2 (CA)36 72 28794324 28794395 TTGGTCTGATTCCGACTTCC GAAGACAAACCCCTCTGCTG 244
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Ad02A7080 Aradu.A02 7080 c (A)12tttcg(A)10 27 28807260 28807286 TGGCTCTTGAAAGAATGATGG CACACTCTTGTTGCCTTGGA 188

Ad02A7083 Aradu.A02 7083 p3 (TTC)6 18 28863428 28863445 TACATGGCCGAACCTACCTC TAAAATATTGCTCGCCCTCG 184

Ad02A7084 Aradu.A02 7084 p2 (AT)6 12 28886216 28886227 AAGCGAAACAGAAATCGCAT ACCTCGTTGAGCATTCTGGA 279

Ad02A7086 Aradu.A02 7086 p2 (AT)6 12 28892626 28892637 TTTTCATATATCTCGTTTACACGGT AAAATCGTTCATCTTCCCTGTT 190

Ad02A7087 Aradu.A02 7087 p2 (TG)6 12 28895609 28895620 GGTGATGAGGTGTGACGATG GGATTCGAGAGGAGATTCCC 265

Ad02A7094 Aradu.A02 7094 c (AAT)5aaaaataataaattatacatattgaattgaattgaatgata(AAAGAG)586 28930927 28931012 CCAGGTCCTACTCCTCCACA CTCAAATATGGGACACCGCT 236

Ad02A7098 Aradu.A02 7098 p3 (GTG)5 15 28938647 28938661 TGCTTCTGATTCTAATCGTGCT TTCGTCAAAATCATCCTCAATG 246

Ad02A7100 Aradu.A02 7100 p2 (CT)9 18 28946814 28946831 AAGGGTAAGTGTGGTGTGCC CGTTAAGAGCGTGGGAGAAG 163

Ad02A7101 Aradu.A02 7101 p2 (TC)12 24 28946995 28947018 CTTCTCCCACGCTCTTAACG TGATAGGCGCAGAAAAGAGG 209

Ad02A7102 Aradu.A02 7102 c (T)10ctttcactattgtttttccctaccctagttccttccttcctcaaccac(CTT)19115 28947150 28947264 TTCCCTTTCCTTTCCTTTCC GTCATACACGAGAAACCGGG 266

Ad02A7103 Aradu.A02 7103 p2 (TC)6 12 28947420 28947431 ACCAACCGCACACTCTTGTT TCGAGTCAAAAGGGGAAAAA 148

Ad02A7106 Aradu.A02 7106 p2 (CT)6 12 28964004 28964015 CCTCTCTCCACCACACCATT CGGAAAAGCACACCAAACTT 103

Ad02A7111 Aradu.A02 7111 p2 (TA)10 20 28970724 28970743 TGCTGCTGATTTGAATTTGG GCAGTTTTGCTTCCTTCCAC 265

Ad02A7113 Aradu.A02 7113 p3 (CAA)12 36 28973749 28973784 GGAGCATTTAAGAATGAGCCT GATTAATACACGGGTTTTTCACA 171

Ad02A7115 Aradu.A02 7115 p3 (TAA)5 15 28976323 28976337 TTTTTCTGCCAAAATGAATGC TCATCAATTTAATTTGGAGTTTTTCA 261

Ad02A7116 Aradu.A02 7116 p3 (AGA)7 21 29003933 29003953 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 171

Ad02A7118 Aradu.A02 7118 c (ATA)10(TGA)17 81 29034904 29034984 CGAATTGCTCTGATGCCATA AACCCGGTTTACTGAGCCTT 272

Ad02A7125 Aradu.A02 7125 p3 (TCT)5 15 29117503 29117517 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad02A7126 Aradu.A02 7126 c (AC)20ataa(AT)7 58 29132912 29132969 CTCAACCCACGAAGTCAAGG TGTTGCTTTTCAGATGCAGG 175

Ad02A7128 Aradu.A02 7128 p2 (TA)12 24 29134604 29134627 TCCACCAAGCCAAATCAAAT TCGGCCAAGGTATGGTTTAG 236

Ad02A7129 Aradu.A02 7129 p2 (AT)10 20 29138344 29138363 CAGGGAAACTCTCATCTCCG GGATTTAACCGTGAGCCAGA 153

Ad02A7131 Aradu.A02 7131 p2 (CA)6 12 29143345 29143356 TCACATTAACCTACCCACCTCC AGGGATCGAGCTCAAGTTCA 217

Ad02A7136 Aradu.A02 7136 p2 (AT)11 22 29207415 29207436 CTGCATGGGGTTTCTACAGG TGTCCATGTCTTATCTGCCAA 237

Ad02A7137 Aradu.A02 7137 p2 (GA)14 28 29211575 29211602 TAGAGTAACCAACGCACCCC ATTTTGGTCATTCGCAAAGC 258

Ad02A7139 Aradu.A02 7139 c (A)11ttgtgcaaggacctaattaaaaggaaaaaaagcgtagggaccaattaaaaaaaaatttggttcaaggactcaatt(A)1298 29222440 29222537 TCCCTCTTAGCAGTAATTGGC TCAAAGTCCATCTATTATTTGGG 241

Ad02A7141 Aradu.A02 7141 p3 (GAG)9 27 29227084 29227110 GGTTGATTGGTGGGTGAGAA TGTGCTTCACAAGCCTCAAC 193

Ad02A7142 Aradu.A02 7142 p2 (AT)6 12 29228933 29228944 TGAATAGACATGACGAACCAGTTT CCCCTGTCTTAGAAACCAAAA 230

Ad02A7143 Aradu.A02 7143 p3 (AAC)5 15 29229414 29229428 CAACAGCAACAACAAAAGCAA GCGTCACAGAGAGAGGGAGT 205

Ad02A7145 Aradu.A02 7145 p3 (TTA)7 21 29231056 29231076 GCAAAGTACTTGCATTGTCTAACTA TGAGAAGAATGGATGTGACATTAAA 277

Ad02A7149 Aradu.A02 7149 p4 (AAAT)5 20 29261235 29261254 TCGAAAATTCACACCCACAA CCATGATGGAGAAAGGGAGA 215

Ad02A7151 Aradu.A02 7151 p2 (AT)9 18 29273017 29273034 ATGGCTTTGACAGCATTTCG GAAGTGTGGGGGCAAATAAA 236

Ad02A7152 Aradu.A02 7152 p4 (TACA)5 20 29275921 29275940 TGGATGACTGGAACGATGAA GCAATCGGATCCTAAACGAA 165

Ad02A7153 Aradu.A02 7153 p4 (AATA)5 20 29281900 29281919 GTGAAAGGGAAAGGGAAAGG CCCTTCCAACAACAATCACC 253

Ad02A7156 Aradu.A02 7156 p2 (TA)8 16 29289415 29289430 ATTAGATACACCGTCCGCGT TGGTATCCACTGCTTCTCTTG 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7158 Aradu.A02 7158 p2 (TC)6 12 29297712 29297723 GCCTGCATTTTGGTCATTTT TGACAAAAACGGTGGCAATA 271

Ad02A7159 Aradu.A02 7159 p2 (AT)6 12 29304402 29304413 GTTCGGTGATTTTGGGAGAC GGCTCAAATCTCACTTGCTTG 266

Ad02A7160 Aradu.A02 7160 p2 (TA)7 14 29311225 29311238 TTTCAGATGCAGGACGTGAG AGCCTTTGAACAAAAGGGGT 273

Ad02A7166 Aradu.A02 7166 p2 (GA)12 24 29322953 29322976 CGAAGCGGAAGAAGAGAAGA CACAACAACAAACAACGGCT 241

Ad02A7169 Aradu.A02 7169 p3 (GTT)5 15 29344823 29344837 GTTGCTGAGGTTTTGTGGCT CGAATAGTCGAAACCCGAAA 179

Ad02A7170 Aradu.A02 7170 p2 (AT)9 18 29351015 29351032 TTGGCATCTCTCCGGTTTAG TCGCAACTAAGGAGAAATACGA 272

Ad02A7173 Aradu.A02 7173 c (TTC)6tcatcgcattccacgctcctttgttctttgt(ATCA)569 29361966 29362034 ATCATGTCACGTTCCCTTCC AAAAGCAAACAGCATGAGGTC 243

Ad02A7174 Aradu.A02 7174 c (AT)8gtg(TA)9 37 29366954 29366990 TTCCCTTCTCCTATTTTGTACCAT CCAAAACCTACCCTAGACCCA 269

Ad02A7176 Aradu.A02 7176 p2 (AG)6 12 29388043 29388054 GGAAGGGTTCGAATTTTGAG TCGAAAATCACCTTCCTCTTTT 165

Ad02A7178 Aradu.A02 7178 p3 (ATT)19 57 29391398 29391454 GCACCTGATTGAACCCTCTC TTGCAGATTGAAGTATTGGCA 280

Ad02A7180 Aradu.A02 7180 p3 (TAA)6 18 29401183 29401200 TCATGGCATGTTCATCCAAC CACTCTCTTTCACCGCCTTC 240

Ad02A7182 Aradu.A02 7182 c (A)10gccatagcagaataat(A)1036 29405190 29405225 CAAATCCTGATGGAGGGCTA GGTGATGATTTTATTTGATGCC 160

Ad02A7183 Aradu.A02 7183 p2 (TA)7 14 29405816 29405829 TCGTAACTCAAAAAGCGCAA TATGCTCGGACCGGTTATCT 202

Ad02A7184 Aradu.A02 7184 p3 (TTA)16 48 29411111 29411158 TTTCGGTGGAATGAATGAA CTTCTAATACAATGCAATTAAAACAAA 131

Ad02A7185 Aradu.A02 7185 p3 (GAA)5 15 29434696 29434710 CGAGGGAATAATGCGAAGAC ATTTCCTGGATTGGTCGATG 155

Ad02A7187 Aradu.A02 7187 p2 (AT)7 14 29448980 29448993 TGTAATGGGGCAAGGTAAGG GGGGACAAAATTACCCCAAT 245

Ad02A7188 Aradu.A02 7188 p2 (TA)6 12 29449209 29449220 TGGGGTAATTTTGTCCCCTT TGGGAACTTGGGTTGATAGG 245

Ad02A7189 Aradu.A02 7189 p3 (TCT)5 15 29467022 29467036 TCCCACATAGCCGAACCTAC CGGTCTTAGGTGCCATTGAT 162

Ad02A7190 Aradu.A02 7190 c (T)11aaatttttgaccaagtcaacccaaaatttcgaaaatttggagggagataaggaaaaga(T)1079 29491673 29491751 TTGAAATTTTGACTTGACTTGTAAGAA TGCATGCATTCATTGTTTTG 204

Ad02A7192 Aradu.A02 7192 c (AGTT)5at(TTAG)542 29525355 29525396 CACCATCCACCATCTTCTCC CTCATGGGTAATCAGCAGCA 166

Ad02A7193 Aradu.A02 7193 p2 (AG)6 12 29539016 29539027 CCAGTTTCAAGCCCAGAAAA CCAAAGAAAATCATAACATGAATGG 259

Ad02A7194 Aradu.A02 7194 p2 (AG)6 12 29567645 29567656 GCAAAAATCAGCGTGACAGA CATTGAACCTGAGATGAAGAAGAA 250

Ad02A7195 Aradu.A02 7195 p3 (ATT)6 18 29574341 29574358 TGTAACGGGTAAAGCCCTCA ATTGGGTTGTTGCCATTTTT 210

Ad02A7196 Aradu.A02 7196 p2 (GA)11 22 29580671 29580692 AAGGTCACCAGCAATTCGAT CCTTATTCTCTCACCCACGC 256

Ad02A7202 Aradu.A02 7202 p2 (TG)10 20 29606086 29606105 AGGGAAGGGCTTGAAATTGT CACCCCAAGTTTATCCCTCA 280

Ad02A7204 Aradu.A02 7204 p2 (TA)6 12 29619785 29619796 CTATACATGGGATGCCCGTC CATGATTATTTTTAGGACTGCTCA 249

Ad02A7205 Aradu.A02 7205 p3 (TAA)20 60 29620007 29620066 AAGTGAGCAGTCCTAAAAATAATCA TTCTTTAACTATTAGTGATCCGTCCA 252

Ad02A7208 Aradu.A02 7208 c (A)11ttg(A)10 24 29640675 29640698 ACCAGCCGTTGAGACAGATT TGCTCTACATCCCCAGGAAG 279

Ad02A7209 Aradu.A02 7209 p2 (AT)6 12 29645524 29645535 TGCGTGAATAGTCATCCAAAA CCACTTGGACAATGGAACCT 229

Ad02A7211 Aradu.A02 7211 p3 (TTC)6 18 29674714 29674731 CTATACCTTGGCCGAATCCA ATGCTTTTACCGCACCAAAC 120

Ad02A7223 Aradu.A02 7223 p2 (AT)9 18 29724846 29724863 CGTCTACCCAAGCGGTACAT TGGTGTGCCTAGTAAGGGGA 246

Ad02A7230 Aradu.A02 7230 p3 (TAA)5 15 29737235 29737249 TTTCTCCAATATCTCCTTTCGG TAAGGCAATTCAGTAGTATCCGT 251

Ad02A7231 Aradu.A02 7231 p2 (TA)7 14 29738578 29738591 CATAACTCGAAAGCGCAACA TTCCTTTGGGTTTCCTTGTG 197

Ad02A7232 Aradu.A02 7232 p2 (TA)7 14 29753850 29753863 TGACTTGCAAAGCTAAGACTGC ACCTCGTTGAGCATCTGGAG 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7233 Aradu.A02 7233 p3 (TTC)6 18 29763332 29763349 CATCAACCTCCTCTTTCCCA CCCTCGAGCAAGAGAAGAAA 116

Ad02A7242 Aradu.A02 7242 p2 (AG)6 12 29923051 29923062 GGGGATTGGGAGAAATTCAT CACCAAGGAAGGGTTGAAAA 146

Ad02A7243 Aradu.A02 7243 p5 (TTATC)5 25 29993027 29993051 GGTGCGGAGTGACCTTTTTA CAGAGCAATCGACCTCTTCC 236

Ad02A7244 Aradu.A02 7244 p2 (TA)10 20 30003275 30003294 GCCTGGAATTGAGCTCATAAA AGCTGGCTCAAGCTCACG 267

Ad02A7249 Aradu.A02 7249 c (A)10cagagaaaaagagcttaccggc(A)1042 30038177 30038218 GAGGCAACCCAGTCATTAGC GGTGCCCATTCTAGCGTTTA 182

Ad02A7250 Aradu.A02 7250 c (AC)6(AT)7 26 30047519 30047544 ATTTCGTGCACCATGAAACA GAATTCAAAATAATTTGTGTTATGCAA 263

Ad02A7251 Aradu.A02 7251 p3 (GGT)5 15 30048145 30048159 TCGTCTCGTGTTTCTTGTCG TGTGTGGTAGTGGTGGCAGT 113

Ad02A7260 Aradu.A02 7260 p2 (AT)12 24 30115130 30115153 TGGTTGCTAACCATTGGACA ATGCAGTAGGTTGGCTCCAC 200

Ad02A7261 Aradu.A02 7261 p4 (GTTA)6 24 30120586 30120609 CATTCACCATCCACCATCTTC ACGCTTGAAAGGCAATTCTC 273

Ad02A7269 Aradu.A02 7269 p2 (CT)7 14 30156930 30156943 CACAAAATCTACTGGCCCCT GACAAACACTTTATCGTTTGCAC 278

Ad02A7270 Aradu.A02 7270 p2 (AT)7 14 30160770 30160783 TCTCCATTGTTACTTCCTGCAA AACCTTCCTGATCAAATGTGAAA 261

Ad02A7274 Aradu.A02 7274 p3 (AAG)6 18 30169131 30169148 TCATCCACAATGTCAGGGTC AGAACACAACTATGCCCGGA 212

Ad02A7275 Aradu.A02 7275 p3 (TTC)5 15 30171255 30171269 GCGTCTGATAGAGCTTTGGC CGATGAAAAGAGGAAAAAGCA 136

Ad02A7280 Aradu.A02 7280 p3 (AGA)5 15 30228911 30228925 GAGGCTCACACAAGCATTCA TCAGGGGGAGGAGCTCTATT 155

Ad02A7282 Aradu.A02 7282 p3 (AGA)6 18 30277243 30277260 GAGGCTCACACAAGCATTCA TCAGGGGGAGGAGCTCTATT 158

Ad02A7283 Aradu.A02 7283 p2 (TG)21 42 30282195 30282236 CCACCACGTGTTCCAAGTTA CAAGTCCAGCTGCTAAACCC 223

Ad02A7285 Aradu.A02 7285 p2 (CT)8 16 30298578 30298593 TCCTCCCCTCTCTTTGTCTTC AGAGGGAGAGAGGACGGAAA 214

Ad02A7286 Aradu.A02 7286 p3 (CTC)7 21 30298857 30298877 GTGCCCTTTTTCCTCCTCTC TCCTTTTCTCTCTCTCATTCCC 236

Ad02A7289 Aradu.A02 7289 p3 (AAG)5 15 30305498 30305512 ACTCGGAGGTGGAAGCTTTT TTCACCTTAGCCGAAACCAC 213

Ad02A7293 Aradu.A02 7293 p4 (AAAG)7 28 30322630 30322657 GGCCTAAGAAAATGATGGCA GGCCTAGTTTGTGGTGCATT 220

Ad02A7294 Aradu.A02 7294 p2 (AC)10 20 30326267 30326286 GATCTTGGTCGGTTAGGCAA TGAGCTGTGTCCAATTTTCC 250

Ad02A7297 Aradu.A02 7297 p5 (AAATA)5 25 30357634 30357658 TTTTTCCCTTTCGGTCACT AGCTGCTTGCTTTAATGGGA 190

Ad02A7304 Aradu.A02 7304 p3 (AGA)6 18 30430051 30430068 CTCGGAAGTGGAAGCTTTTG GCTTCTACCCACTCTTCCCC 272

Ad02A7305 Aradu.A02 7305 c (A)10taaaaatagaaaacaaaacaaaagaacaaaaacgcg(A)1056 30434796 30434851 GAGGTGATGGATTCATAGGACA AATGCCAAAAGTTCTCCCCT 261

Ad02A7306 Aradu.A02 7306 c (TTTA)6ttagaaataattttgatattttaatatttagtagtagtagaattgcaaattaaatc(T)1090 30446149 30446238 TTTCTCCCAGAGTGTGTTTGG TCACATTAATATTCAAACCGAATCA 272

Ad02A7308 Aradu.A02 7308 p2 (AG)8 16 30490747 30490762 TCGCTATTCCGAACTCATTTG AGCCATTATCCCACGTCACT 252

Ad02A7309 Aradu.A02 7309 p2 (TG)6 12 30503030 30503041 TCCGAGTCGCTAATGTCCTAA TTCCAACTGAAGAGATAAGTGTGT 257

Ad02A7310 Aradu.A02 7310 p2 (TC)6 12 30508196 30508207 AGGGAAAATGAACATTGGGA GGTTTGGGGTTGGTCAGATA 280

Ad02A7312 Aradu.A02 7312 c (A)13caagggtgttagatctaaaaattttaagtcttgtgtcttttgtatgtttttctctttcctcattaaattc(A)1093 30543912 30544004 GTGTTCCATGGTGTTTCCCT TTCGAAAATTGTGAGAAATTAAAGG 159

Ad02A7313 Aradu.A02 7313 p3 (TAG)5 15 30545540 30545554 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 243

Ad02A7316 Aradu.A02 7316 p5 (AAGAT)5 25 30594646 30594670 CAGAGGAACACGACCCAAAT TGCTGATCCTTCATCACCAG 277

Ad02A7317 Aradu.A02 7317 c (T)10aagttgaaatgaagacttgaaatacatggcattttctttcttgt(A)1670 30603181 30603250 GTTTGATGATCCCTCTTGGC TCTCATGGTTGACATTTTCCA 280

Ad02A7318 Aradu.A02 7318 p2 (AG)6 12 30632944 30632955 GATCACTGACCTCAGACGCA TTCATTCCACACACCATTCG 268

Ad02A7324 Aradu.A02 7324 p3 (TTC)6 18 30773210 30773227 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7328 Aradu.A02 7328 p2 (TC)7 14 30855731 30855744 CCAGATCCAAGCACAGACAA TGGATCCAGAGTTACCCTCAA 177

Ad02A7329 Aradu.A02 7329 p2 (TA)8 16 30863381 30863396 TGAAGTTTGGGAAAGTTGGG TTACTTGGGCCATTTTGTCC 266

Ad02A7330 Aradu.A02 7330 p3 (GAA)6 18 30867052 30867069 ACTAGCAGAGCTCTTCCCCC GAACTTCCGGGTACTCTCCC 203

Ad02A7331 Aradu.A02 7331 p3 (GAA)5 15 30875424 30875438 GGCATGTAGAGCAAAGGAGG GGGTTGTGAGCTTTCGTGTT 203

Ad02A7333 Aradu.A02 7333 p2 (TG)8 16 30897590 30897605 TCTTCCCCTTCCCTGATTCT CCTAACCCACCTAACAGCCA 162

Ad02A7334 Aradu.A02 7334 p2 (TA)6 12 30910433 30910444 ATTTGGCAATGAAGGGTGAG GGCATGGTTGGTTATTCACA 230

Ad02A7337 Aradu.A02 7337 p2 (CT)6 12 30982877 30982888 GATCGGAGCTATGGTTTGGA TGGCCCATATTGACCTAAGC 143

Ad02A7340 Aradu.A02 7340 p2 (AG)18 36 30989170 30989205 CCAGCTCTCTCTGGACTTGG CCACATCACATCCTCACCAC 248

Ad02A7343 Aradu.A02 7343 p2 (AT)9 18 31004779 31004796 CGTAGGCACGGACATAACAA TTTATGGCCGTAGAGGCTTG 244

Ad02A7348 Aradu.A02 7348 p3 (TTC)6 18 31033307 31033324 TCTCTACAAGAGGGCTCCGA GCCCTAAATTCAAAATGCGA 116

Ad02A7350 Aradu.A02 7350 c (T)10ctatattttttttcttc(T)1037 31052696 31052732 TTTACTTTGGGGCATTTTGC TGCATTGACGTTCTTGCATA 148

Ad02A7351 Aradu.A02 7351 p2 (AG)7 14 31094191 31094204 TGTCCCAACTTTTCTTTGCAT CACTGGAGCAGAAACAACGA 204

Ad02A7352 Aradu.A02 7352 p3 (TTG)5 15 31094750 31094764 TTGTTGTGTCTTGTTGCTGCT TGCTTTTGCTTCTACAGCCA 171

Ad02A7353 Aradu.A02 7353 p2 (AC)6 12 31103257 31103268 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 259

Ad02A7355 Aradu.A02 7355 p3 (AGA)6 18 31109638 31109655 TGCCATTGATGGTAGTGGAA CCCACCCTAAATAGCCGAAT 243

Ad02A7359 Aradu.A02 7359 p3 (TTC)11 33 31136940 31136972 ACCCACATCTCTTCCCCTCT TGCCATTGATGGTAGTGGAA 156

Ad02A7360 Aradu.A02 7360 p3 (TAT)8 24 31154768 31154791 TTGCAATGTTGCATAATAGTTAAAAA GGGGACTAATTTGACCAACAAA 278

Ad02A7362 Aradu.A02 7362 p4 (AAAT)5 20 31166897 31166916 TCAATCCGCATACCAAACAA GGCGTCATTAAGCCGTATGT 230

Ad02A7365 Aradu.A02 7365 c (TTC)5atccaaaatttatgcttttgcttctacagccattaaaataaatttaaataaaattatcattaagaaaataaagcatcatcagcaacaagggttttcacag(CAA)5130 31219731 31219860 TCATTCAGACCAAAATACCCTTC TTGTTGTTTCTTGTTGCTGCT 279

Ad02A7366 Aradu.A02 7366 p2 (AG)6 12 31223027 31223038 GTCACTTTTCCGCAACCTGT AAACCTGGGATCGAGAGTCA 259

Ad02A7371 Aradu.A02 7371 p3 (AGA)6 18 31271159 31271176 AGGTTTCTCCGGCCTTATGT ACCCCTCCATCCTTCTTCAT 220

Ad02A7374 Aradu.A02 7374 p3 (AAC)13 39 31310849 31310887 TTTTGGAAAATGGATGCACA TCCAATGCAAACCTAACTACCC 246

Ad02A7376 Aradu.A02 7376 p3 (AGA)7 21 31317527 31317547 GGCCTTAGGTGCCATCAATA AAACCCACACCTCTCTCCCT 153

Ad02A7377 Aradu.A02 7377 p2 (CT)6 12 31344084 31344095 TACACGCCTAAATGGTGCAG AGAGAGAGTTGCCGAATGGA 280

Ad02A7378 Aradu.A02 7378 p2 (CT)6 12 31344275 31344286 TCTTCCCCAAAAACCCTACC GAGGGAGAGATAGGTTCGGC 179

Ad02A7381 Aradu.A02 7381 p3 (TGA)6 18 31383954 31383971 GCGTCAGATCTCGACCTTTC GACGAGTCTGAAGAGGCACC 235

Ad02A7387 Aradu.A02 7387 p2 (AT)6 12 31452687 31452698 AATGTACCATTCCTTCCCCC AAAATCGAAGCGACAACACC 207

Ad02A7389 Aradu.A02 7389 p2 (TA)11 22 31456039 31456060 GTCCTCCCAGAAGGTTCCTC TGTTCATCTGCCATCTCCAA 237

Ad02A7390 Aradu.A02 7390 p3 (TTA)7 21 31458134 31458154 TTCAAGCACCTGATCATCCA CCTTGCAATCTAACCACGCT 246

Ad02A7393 Aradu.A02 7393 c (TCG)6(TCA)10c(CTT)34151 31468848 31468998 TTGTTCTCATCCCCAAGTGTC TCAGGAAGAAGCAACAAATCAA 264

Ad02A7394 Aradu.A02 7394 p3 (ATT)7 21 31470543 31470563 ATGATTTGAGTTTGGATTAATTAAGAT CGGCAAAATATCGAACAAGAA 231

Ad02A7395 Aradu.A02 7395 p2 (CT)8 16 31473529 31473544 GGAACATTAAACCTGGAAATTGA AGCGATTTCTGGACCCTTTT 248

Ad02A7397 Aradu.A02 7397 p2 (CT)6 12 31510689 31510700 GATTTTGCTTGCCATTTGGT ATAGGTGAGGGGTTTTTGGG 155

Ad02A7398 Aradu.A02 7398 p3 (ATA)7 21 31534761 31534781 TGATGCTAGTTTGATGCCCA AACCACCAGTCCACCATCAT 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7399 Aradu.A02 7399 p3 (GTT)5 15 31534952 31534966 CCTTCGACCCAGTTCTTTCA CCCAATGATGTTATCCAGCA 204

Ad02A7401 Aradu.A02 7401 c (T)10gaaaaagatatgtttaaaaacatatgattttgaaaaagatatgattgaaaatatttgatttgaaaaagatttgattttg(A)1099 31565077 31565175 TTGATTTGAAAAAGATTTGAAAAAG AGGGTACCTAGCTGGGCATT 265

Ad02A7403 Aradu.A02 7403 p2 (TA)8 16 31596612 31596627 CAATTGTGGCCATAACAGCA TGTCTTTGATGGCATTGTGAA 149

Ad02A7404 Aradu.A02 7404 p2 (TA)7 14 31602038 31602051 GCATGTCTTCATGCTAAACCAA TGCTTGGGATTTGATTGTTG 139

Ad02A7407 Aradu.A02 7407 p3 (AGA)5 15 31633098 31633112 TCAGCAGTAGATCAAAGCCAGA ATCTCCTTCCCCTTTGCACT 212

Ad02A7410 Aradu.A02 7410 p3 (AGA)6 18 31642696 31642713 TTGCTCGTCCTTGAGCAATA CTTGGCACCTCAGGATCTGT 215

Ad02A7412 Aradu.A02 7412 p3 (TAC)6 18 31650068 31650085 GACAAAAAGTATTGCCACCACA TCCCAAAATAAAGGTCGTTGA 272

Ad02A7417 Aradu.A02 7417 p2 (TC)6 12 31693982 31693993 TATGAAAAATGTGCGACCCA AAGATGATTCGCCTCCCTTT 250

Ad02A7418 Aradu.A02 7418 p2 (TA)6 12 31726093 31726104 CTCCCATCTCAATTGCAAAA ATGGGTTTATCAACCTCCCC 264

Ad02A7419 Aradu.A02 7419 p3 (CTT)6 18 31733966 31733983 GTGCTCTTTTCCCTTGCTTG ACAGTGGCCTGAGCTAGGAG 206

Ad02A7421 Aradu.A02 7421 p2 (CT)6 12 31783815 31783826 CAGGAAAGGGCAAGAAGTTG TTGGGGAAGAAGTGTTGAGG 221

Ad02A7422 Aradu.A02 7422 c (A)10cgaaaaaaaagagagaaagaaagagaaagaaagaaaag(A)1058 31785264 31785321 TTGTTGGCTCTTGAAAGAATGA TCCCCAATTAGAGGTGTCCA 233

Ad02A7423 Aradu.A02 7423 p2 (GA)6 12 31805746 31805757 AGAGTGGGTGAAAGCGAGAA CGCTCACGTGTGGATCTCTA 265

Ad02A7425 Aradu.A02 7425 p2 (AT)6 12 31821339 31821350 TGAAAATCTTGGGAATTGGG TCCCTTTTGATCACCACACA 222

Ad02A7428 Aradu.A02 7428 p3 (TAA)5 15 31853677 31853691 TCTCATGCTTCCGTTTTTCC TTGAGATACGTGAATCGAGTAACAA 277

Ad02A7430 Aradu.A02 7430 p2 (TA)6 12 31856544 31856555 TTCCATAATTTTGAAAACCACTGTT CCCACTTAGTTCAATCGCAA 205

Ad02A7431 Aradu.A02 7431 p3 (TAT)21 63 31859235 31859297 TTCTTCATCTTTGTCTTTCTCTTTTT CATTGGTATTCTCACCAAATTATATGT 280

Ad02A7433 Aradu.A02 7433 p2 (TA)7 14 31880219 31880232 AACCATGAGTTTTAAGGGTGG TCATGATGGATAAAAGAATTTGGA 268

Ad02A7435 Aradu.A02 7435 c (T)11gaaaaaagatttaaatac(T)1039 31907044 31907082 AAGTGCACACTCCATTATTTTTC ATTCAAGGGCAACGTTTTGA 280

Ad02A7438 Aradu.A02 7438 p3 (AGC)7 21 31913633 31913653 TTATCCACCATAACCTCCGC CACCGTGCTTCCTTCTTCTC 146

Ad02A7440 Aradu.A02 7440 p2 (AT)8 16 31928795 31928810 TCTTTTGAATAGATCAATATTCGCA TAAGCCTTTTGGTGTGGGTT 215

Ad02A7442 Aradu.A02 7442 p3 (CTT)5 15 31947526 31947540 CCAATGGAGGTTCAGCATCT TCGACGTTCGAACACTCAAG 198

Ad02A7446 Aradu.A02 7446 p3 (TTG)5 15 31955211 31955225 AGAAGGAATCAGAGCCACCA CCGGAAGTGGAAGAATAGCA 279

Ad02A7447 Aradu.A02 7447 p3 (GTG)7 21 31955607 31955627 ACATAATGGGCCGCAGACTA GCGTTGCGCTTTTTATTTTC 205

Ad02A7449 Aradu.A02 7449 p3 (GAA)5 15 31966388 31966402 CCCTGTGCATCACAACATTC CATTCATCGTTCGACTCCCT 269

Ad02A7452 Aradu.A02 7452 c (T)10c(T)10 21 31984279 31984299 CACACTCTTGTTGCCTTGGA GAAGCAAGAAAAAGCAGTGGA 125

Ad02A7455 Aradu.A02 7455 p2 (TC)6 12 32047770 32047781 ATTACAGAACATGCCCCAGC CAATTCAAATGCCGGAATAAA 275

Ad02A7457 Aradu.A02 7457 p2 (TC)6 12 32055538 32055549 CACCCCAGCGAGTTCTAAAG TGATCAATTCAAATGTCGGAA 269

Ad02A7458 Aradu.A02 7458 p2 (AT)8 16 32062411 32062426 ATTGACCAGAACTCCATGCC TTGCCACGACAGAATTTCTTA 184

Ad02A7459 Aradu.A02 7459 p3 (AAG)5 15 32071483 32071497 TTCAGGCAACCATTCAACAA TCTTGACTTTCCCATGGAGG 211

Ad02A7460 Aradu.A02 7460 p2 (AT)7 14 32090455 32090468 TTCTTTCTAAAATGAGAGTGCAACA TTCCGGCGGACAGAATAATA 239

Ad02A7463 Aradu.A02 7463 p3 (CCT)5 15 32109342 32109356 ATGGTTTTTGCAGAGATGGC GAAGTCTTGCGCTTCTTCGT 251

Ad02A7464 Aradu.A02 7464 c (T)10ctttttctcttatatatttttttctttttc(T)1050 32113730 32113779 TTCACCATTTACTTTGGGGC TGGGTTTGGAAATGTTTGGT 209

Ad02A7474 Aradu.A02 7474 c (AT)7(TA)7 28 32195809 32195836 GCGCCATTCTAGTAGCTCGT TCGTCCTTATCTTTACAAGTTTTTG 236
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Ad02A7480 Aradu.A02 7480 p3 (TAT)24 72 32232451 32232522 TGATACTTCGGGATGCACAG TGAATCGAAAAGTCAGGACG 211

Ad02A7481 Aradu.A02 7481 p3 (TTA)15 45 32232891 32232935 CACGTTTGATTTTTGCATTGA AAGATGTGGCAAAGGTGGAG 248

Ad02A7488 Aradu.A02 7488 p6 (AAGAAA)5 30 32259745 32259774 AACGACGGTAATCACAAGCC AGAGTGGAGAGTGCTGCCAT 270

Ad02A7489 Aradu.A02 7489 p2 (AT)7 14 32261641 32261654 TGCCTTAGTAGAGGTGATGTCAA CTCATGTGACGGAAGCTGAA 248

Ad02A7499 Aradu.A02 7499 p2 (TA)11 22 32303973 32303994 AAAAACAGGATTGCAGGGTG TGTATGACTGCAAGGTTGGTG 244

Ad02A7501 Aradu.A02 7501 p2 (GA)7 14 32323109 32323122 TGGAGAAGCAGTGACGTTTG AACCCTTTTCATTGCGTGTC 223

Ad02A7502 Aradu.A02 7502 p5 (TTATT)5 25 32324866 32324890 CAGTCCCCAGTTCATTTTCC CAATCCCCAACGTTTCTCTC 233

Ad02A7507 Aradu.A02 7507 c (A)10gaaaaaaatatataaaccctttaccctcccccattttctctctctcactcacgcacaagacccaccccttc(CT)999 32330578 32330676 AACCGTTTGGCAGAAAATTG TGGCTAGGAGGGAGAATGAA 240

Ad02A7510 Aradu.A02 7510 p3 (CAT)5 15 32335768 32335782 TGTGGGTCATCATCATCTTCA TGGTGTACCTGCTGCTTTCA 274

Ad02A7511 Aradu.A02 7511 p2 (AT)6 12 32336194 32336205 CACCAAATTTGAACATTAGAACCA AGGGGTAGTTGGGGCTAACA 277

Ad02A7514 Aradu.A02 7514 c (A)10taaaagaaaagaaaaataaaaag(A)1043 32376266 32376308 TTAAGTGTGGGGAAAGTGGG TACTTTGGGGCATTTTGTCC 232

Ad02A7515 Aradu.A02 7515 p3 (AGT)5 15 32392848 32392862 GCCCACTCAACATGACTCAA CATCCAATTTCCACCCAAGA 245

Ad02A7517 Aradu.A02 7517 p2 (AT)7 14 32418694 32418707 AACCCCTAAATCCCTAAACCC TTGTCCAAATTCCAGCCAAT 248

Ad02A7518 Aradu.A02 7518 p2 (CT)7 14 32439754 32439767 TTTCTGGGCTGTTTTTGACC GGAAAGCTTTGAAAACAAGGAA 263

Ad02A7520 Aradu.A02 7520 p3 (ATA)8 24 32446379 32446402 CAACAAACCACACAAGCCAA TCCTTCCATGTTGGTGAATG 214

Ad02A7524 Aradu.A02 7524 p3 (ATC)7 21 32466725 32466745 CCTCAGGTCGTCTCTCAAGG GCAAAAGGCAATTACCATCA 207

Ad02A7527 Aradu.A02 7527 p2 (GA)6 12 32492901 32492912 CGAAAATAGAGAAGGGAGAGGG TCTCCTCTTTTTCAAAACCACA 157

Ad02A7529 Aradu.A02 7529 p2 (TA)6 12 32518293 32518304 TTGGCTAAGCCTTTTTGTCTTT AACTGCGAAGATTTGGATGC 266

Ad02A7530 Aradu.A02 7530 p3 (AGC)5 15 32520946 32520960 GCTGCTTCCATTTTGTCCAT TCACCATCATGAAACCCAGA 223

Ad02A7531 Aradu.A02 7531 p3 (AAT)11 33 32526690 32526722 ATGCCTTTGCATGGTCACTT TGTGGAAAGATTACTCCCGC 270

Ad02A7532 Aradu.A02 7532 p3 (ATA)12 36 32529363 32529398 GGAAGCTTCACTAATCGCCA TCTTTTTGCCCCTTTTCTTTC 215

Ad02A7535 Aradu.A02 7535 p3 (ATT)5 15 32531859 32531873 TTGCAAAAGCCTTTGATTGT AAATTTTTGCTTTGCTAACCTCA 250

Ad02A7539 Aradu.A02 7539 p3 (TTC)6 18 32603144 32603161 TGGCCGAACCTACATCTTTC CTAGAGGATTCTCCGGCCTT 169

Ad02A7540 Aradu.A02 7540 p2 (AT)11 22 32620516 32620537 GGCAATTTTGGAGAAACATGA TTCGAGTTTTGATATCGGGC 269

Ad02A7541 Aradu.A02 7541 c (CA)16g(AT)6tattgggtgtgaatgcttcgcgctttgtaattccgctttatgcgactttgagattttattccttcatcggacttc(TAT)6138 32623347 32623484 CTAGTCGGCCTAAACTCCCC TCTAGCCGTAAACCGAAGGA 259

Ad02A7542 Aradu.A02 7542 p3 (TAT)5 15 32632742 32632756 TGGCAGGAGTTTGACTTGTT GCAAAAAGGAATCTGCAGTAGC 126

Ad02A7543 Aradu.A02 7543 c (AC)12(AT)6 36 32633062 32633097 TGAAACCTGTAACACCCCAA CTAGTCGGCTTAAACTCCGC 213

Ad02A7546 Aradu.A02 7546 p3 (TCT)5 15 32644975 32644989 ATATGGCCGAACCTTAACCC AGTTTTGATGCTTGCTTGGG 261

Ad02A7548 Aradu.A02 7548 p3 (AGA)6 18 32658254 32658271 CGTCCTCGAGCAAAAAGAAA GATCCCCACCTACCCAATTC 179

Ad02A7552 Aradu.A02 7552 p3 (ATG)5 15 32713057 32713071 TGGTGCAGAGCTTTCAAACTT TGCGTTGTTTTCAAAATTGC 279

Ad02A7553 Aradu.A02 7553 p2 (GA)9 18 32734060 32734077 TGTGTGCATATTTTATGATTCTTGC TCTCGCTCCTCTCTCTTTCCT 278

Ad02A7554 Aradu.A02 7554 c (GA)11ggggaa(AG)1048 32734221 32734268 GGGATAGAGATTGAGAAAAGGTTG CAGTGCACCAGTTTAAACCAA 244

Ad02A7564 Aradu.A02 7564 p2 (CT)7 14 32761883 32761896 CATGCTTTACATGGGCATTG AATTTTGAAGGGGAGTTGGG 249

Ad02A7568 Aradu.A02 7568 p3 (AGA)6 18 32836652 32836669 CTAGAGGATTCTCCGGCCTT AAATCTTTCCCACCCAAACC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7578 Aradu.A02 7578 p3 (TTC)12 36 32989606 32989641 CCGAACCTACCTCTCTCCCT TGATGGTGGGTGAAAACAAA 157

Ad02A7579 Aradu.A02 7579 p3 (AAT)6 18 33005125 33005142 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 195

Ad02A7580 Aradu.A02 7580 p3 (TCT)5 15 33008171 33008185 CTCCTACATAGCCGAACCCA CGGTCTTAGGTGCCATTGAT 166

Ad02A7582 Aradu.A02 7582 p5 (AAGAT)5 25 33042786 33042810 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 185

Ad02A7583 Aradu.A02 7583 p5 (AAGAT)5 25 33049159 33049183 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ad02A7584 Aradu.A02 7584 p2 (GA)6 12 33091848 33091859 GAAAAGGAAGGAGGGAAGAAGA CGATCGCGTCAACTGAACTA 242

Ad02A7586 Aradu.A02 7586 c (TC)6tttctctctctctt(TC)1148 33132481 33132528 GGTGAGGATGATGGCAAGTT AAGGGAAGAGAAGAGAGCGG 224

Ad02A7587 Aradu.A02 7587 p4 (TTCT)5 20 33132648 33132667 CCTCCTCTCCTTCCTCGTCT ACACATACTCCCCAACCCAA 262

Ad02A7588 Aradu.A02 7588 p2 (GC)6 12 33139289 33139300 AGAAGGAACGCAAGGAAACA TCTGTGATTTCTGCAGGTCG 150

Ad02A7590 Aradu.A02 7590 p2 (AG)24 48 33183394 33183441 AGTGGTGAAGAGGTGATGGG CGTTTAACGCTAGGATTGGC 247

Ad02A7594 Aradu.A02 7594 c (T)11gtg(T)10 24 33201362 33201385 GCATGCAATTGACACCAAAC AACATTGCACTGGTTCCTGG 167

Ad02A7595 Aradu.A02 7595 c (GTAT)5taaagaaaaatatattttccggtttttc(A)1058 33234183 33234240 CTGAGCATTTGATTGTGCTTT GGAGCCTTTACCTGAAATTTTG 260

Ad02A7598 Aradu.A02 7598 p4 (AATA)5 20 33244614 33244633 ACCACTCGACCTGCTCAAAT CCCAAAATCAAGCAATGACA 197

Ad02A7599 Aradu.A02 7599 p3 (AAT)22 66 33246456 33246521 GAAAAGCGCATCTGCTGAAT TGTTGAGGTTCACCCACTCA 240

Ad02A7600 Aradu.A02 7600 p3 (TAA)8 24 33247053 33247076 TCAGGATCCAGAACCTTCAA TTCCCCTAACCCATTACCAA 178

Ad02A7602 Aradu.A02 7602 p2 (TA)9 18 33249976 33249993 AGAGAAGGAGGACGAGGAGG TACATGCACATCATGGCAAC 225

Ad02A7603 Aradu.A02 7603 p2 (CT)6 12 33254104 33254115 GATCTCGACCATCCCTTCAA ATGCTTGGTGTTGAGCTGTG 246

Ad02A7604 Aradu.A02 7604 p2 (AC)7 14 33262142 33262155 CCCAACCAAGCCTCATTAAA AAATGGTGCGTTAATCGGAG 161

Ad02A7605 Aradu.A02 7605 p2 (CT)7 14 33272556 33272569 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 112

Ad02A7608 Aradu.A02 7608 p2 (TC)6 12 33308359 33308370 CCCCCTAACTACTTTTCCCTC TCCAAACACAAGGGTAAGGAT 261

Ad02A7609 Aradu.A02 7609 p3 (TTC)6 18 33311763 33311780 TACACCTCTCCCCCTCTCCT AGTGGTCTTGATGGGCTTTG 245

Ad02A7612 Aradu.A02 7612 p3 (AAT)16 48 33349423 33349470 TTTCTCTCTCCTCACTTTTTCG ATGATGGAGCAAGGGAGATG 207

Ad02A7618 Aradu.A02 7618 p2 (AT)8 16 33476914 33476929 ACTTTTCCGGGTTGGGTATC GGAGGAACAAAGAAGGGGAT 266

Ad02A7619 Aradu.A02 7619 p3 (AAT)5 15 33490413 33490427 ATGAGCAGGAACAGGGAAAA AAACTTGGACGTTGGCTTTG 210

Ad02A7624 Aradu.A02 7624 p2 (GA)7 14 33511812 33511825 CACAGAGGGAAAGAGAGGGTT CACTTTTTCACTTCCAATTTTCG 261

Ad02A7629 Aradu.A02 7629 p3 (AAT)11 33 33584210 33584242 TCTCGTTCAAATTCAAACCTCA AAACTTTTGGCAGATAAAAACCTT 231

Ad02A7630 Aradu.A02 7630 p3 (ATT)5 15 33584615 33584629 AATTTTGAAAAGAAACTGACCG CATCCTCTTTCTCTCTTGTCTGC 264

Ad02A7631 Aradu.A02 7631 p2 (TA)14 28 33585410 33585437 TGACCACAATCCAATCAATATG CCCGTACAAGATCTAGAACCTCA 276

Ad02A7634 Aradu.A02 7634 p2 (TA)7 14 33610132 33610145 GGGATTACAATCTGGGCTGA TCTCAAAGTAAGTCAGTTCAATGGAT 266

Ad02A7635 Aradu.A02 7635 p2 (AT)15 30 33611006 33611035 AGCTCTAACTCAGCCTGCGA CTCGCTAGGCATCTGAATCC 260

Ad02A7636 Aradu.A02 7636 c (T)13gaacaggataatgcttaac(T)1345 33628383 33628427 CCTAGGAGAGGCCCAACTCT GGGAGTCTTTGGGCAAGTAG 180

Ad02A7637 Aradu.A02 7637 p3 (AGA)6 18 33655129 33655146 AGAATATTGCTCGCCCTCAA AATCCCTTTCCCATCCAAAC 208

Ad02A7638 Aradu.A02 7638 p2 (AT)7 14 33687856 33687869 TTTTTGAAAATGTTTGGATTGA GCCAGCGTAGGGACTTATTG 256

Ad02A7640 Aradu.A02 7640 p2 (AT)6 12 33705052 33705063 TTAGGAAAGGATTGCTTGCG GGGGTTGAGGGAGAGATAGG 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7641 Aradu.A02 7641 p3 (TTA)5 15 33716051 33716065 TTCAAAACCAAATGCAGCTAA GATTCACGGTTTGACCGATT 270

Ad02A7642 Aradu.A02 7642 p3 (TTG)10 30 33720365 33720394 AACATCCAGTCAGGAGGGTG CACCACCACCACACTTTCAT 276

Ad02A7643 Aradu.A02 7643 p2 (AT)10 20 33722391 33722410 CGGTCTTAGGTGCCATCAAT CCATATGGCCGAACCAATAC 249

Ad02A7645 Aradu.A02 7645 c (AT)6actctactctgctctagggaagcgaaaaatagctataggtaacttagtttctctacagaggctctgggttgtattaagcaacta(AT)12120 33734238 33734357 CCCGCAATCCTGACATTTAT TTGTTTGATGCAACCCAGAG 269

Ad02A7648 Aradu.A02 7648 p4 (AAAG)8 32 33748767 33748798 AACCCAAAATTCCCAATTCC CAACGCTCCACCTCTTTCTC 172

Ad02A7649 Aradu.A02 7649 p3 (AAG)8 24 33762835 33762858 GCTTTTGACTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 206

Ad02A7651 Aradu.A02 7651 p2 (AG)6 12 33789055 33789066 GTCTGCCTTGTAGCCACCAT ATTTTGACCACCCTGCACTC 277

Ad02A7656 Aradu.A02 7656 p2 (AT)8 16 33824436 33824451 AAATCAAGAGCACCGAGTCAA TCACGGTTTTAGTCGTTCCC 158

Ad02A7665 Aradu.A02 7665 c (A)10taagaaaaagaaacgtagaaaaacgtcttcgttttatattaaaaaaatttct(TTC)577 33903626 33903702 CGGAACCTTGAAACGACATT TTTTGTGATCTGTTGAAGAAGGA 166

Ad02A7666 Aradu.A02 7666 c (CA)6tatcctctctctctt(TC)741 33905373 33905413 CCACGCCTTCTCAATTTGTT CATAGCTGCTTCAAACACCG 278

Ad02A7667 Aradu.A02 7667 p3 (TGA)8 24 33906664 33906687 GATCACTTAGCGGCTCTTCG CTGGTGAAAGGAACATCGGT 245

Ad02A7668 Aradu.A02 7668 p3 (CTC)9 27 33912309 33912335 TTTGCATACATGGCAAGGAA AATCACAATGGGCTGAGAGG 165

Ad02A7669 Aradu.A02 7669 p2 (GC)6 12 33917089 33917100 CCAGTTGGGTTGGAAAGCTA ACATGGCTCCTAAAACCGCT 162

Ad02A7673 Aradu.A02 7673 p3 (AAG)5 15 33946922 33946936 CTAGAGGTTTCTCCGGCCTT CCTACTCCCTCTCCCCTCAC 249

Ad02A7676 Aradu.A02 7676 p2 (TC)18 36 33970322 33970357 TGGTTCAAAGGGTTATTGGC GCTGACAATGCTCCTTGTTCT 272

Ad02A7678 Aradu.A02 7678 p2 (GC)6 12 34014747 34014758 TAATTGCTCCCCATTTGCTT AGTGGTTTTCCACAAGGACG 225

Ad02A7679 Aradu.A02 7679 p5 (TTATC)5 25 34020247 34020271 CTGGGTGCTCCAACGTATTT GAGTCCAGAAAGATGAGGCG 138

Ad02A7680 Aradu.A02 7680 p2 (CT)6 12 34026086 34026097 GCACCAGACTGGCGTTTAAT TGGGATTTGATAGGTGAGGG 266

Ad02A7683 Aradu.A02 7683 p2 (AT)8 16 34107127 34107142 CCTTTTTCAATCAAAGCACGA GTGACCGGTGTTTGCACTTA 279

Ad02A7685 Aradu.A02 7685 c (A)10tttgatgagacaaacaaaagaaaagaaaaaagaagaataatatg(A)1064 34132605 34132668 GAATTTTGGGACATTGGGTG TTCACTTTGGGGCATTTTGT 258

Ad02A7686 Aradu.A02 7686 p2 (TA)8 16 34146120 34146135 AATTCCCTTTATGCTCCAATTC GACAAATGGCACGAAAGGTT 161

Ad02A7690 Aradu.A02 7690 p3 (AGA)6 18 34183694 34183711 CTAGAGGATTCTCCGGCCTT CCTATTTGGCCGAAACTTCA 262

Ad02A7695 Aradu.A02 7695 p2 (CA)7 14 34234250 34234263 CCCTTAAAATGAGCACGGAA ATTCTCCGCTTGATGCTTGT 100

Ad02A7697 Aradu.A02 7697 p2 (AT)9 18 34256726 34256743 AGTTGTTCAATGCCTTTGCC CAGAACCCCAGCATGGTACT 131

Ad02A7705 Aradu.A02 7705 c (GA)11gtgtgttagagtattatttttataaaatcaacacacaaatttatgaat(ATA)791 34316500 34316590 CCAAGCAAAAAGTTGAAAGGA ATTGGGCAGAAGAGGATGTG 260

Ad02A7706 Aradu.A02 7706 p2 (AG)9 18 34316842 34316859 CACATCCTCTTCTGCCCAAT GGGAAGATGCTTTGCTTGTC 279

Ad02A7707 Aradu.A02 7707 p2 (GA)6 12 34323070 34323081 TCCCATACCCACAGTCAACA GTGGCCTCTTCTCCTCCTCT 206

Ad02A7708 Aradu.A02 7708 p2 (GA)6 12 34323328 34323339 GCTGTTCCATCGCCACTATT ATCGGCAGTGGTTATTGGAG 174

Ad02A7713 Aradu.A02 7713 p2 (GA)8 16 34394097 34394112 TGTTCGCAAGCAAAGAAGAA GAATTGCACAAATCCAAGGC 234

Ad02A7715 Aradu.A02 7715 p2 (CT)19 38 34414371 34414408 CGCGTGACTCTCTGTTCCTT GTGTTGGGTGGGAGACAATC 248

Ad02A7721 Aradu.A02 7721 p2 (GT)6 12 34436329 34436340 AGGTCAATGGTTCGAAAAGC TTCAGTGATCCAAAATTTAAAAGC 139

Ad02A7724 Aradu.A02 7724 p2 (TA)7 14 34448678 34448691 GCTCACCGAATGTCCAACTT CTGTTCAGGTGCGCATACAC 259

Ad02A7726 Aradu.A02 7726 p3 (ATT)5 15 34453214 34453228 TTGCGTTGGTTGTTAACTTTG GGTGAAGCCCGGATCTTAAT 238

Ad02A7727 Aradu.A02 7727 p2 (TA)10 20 34455075 34455094 TCTTGTCTCTCGGTGTGGTG CAAAGAGAACGCTTATGACACG 247
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Ad02A7733 Aradu.A02 7733 p3 (TCT)5 15 34473296 34473310 CAGGGGACGCTCTCTCTATG TGTGAGTGGAAGAGTGTGGC 217

Ad02A7734 Aradu.A02 7734 p3 (TTC)5 15 34474623 34474637 CGTGTAATGGTTCTCGCCTT AATCGCAACCCTTGAGTGAC 126

Ad02A7737 Aradu.A02 7737 p2 (AG)9 18 34488037 34488054 TGCAAAGAAGGTTGCAAGTG AAGGCTTGCTGCTTCACTCT 276

Ad02A7738 Aradu.A02 7738 p2 (AT)10 20 34491750 34491769 GGTCCGGAGTGTTGATTTGT CCACAACACATAGCATAGACCA 128

Ad02A7739 Aradu.A02 7739 p2 (AT)6 12 34496516 34496527 TTCTGTATGAACCAAGGCCC AAGCCTGTAATCGTGTTAGCG 222

Ad02A7741 Aradu.A02 7741 p3 (AGA)6 18 34571654 34571671 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 242

Ad02A7747 Aradu.A02 7747 c (AT)8(AC)6 28 34599998 34600025 TGGGAAAACTTAGGACATTGG TGGAGAATTTTGTCCCCTTTT 242

Ad02A7752 Aradu.A02 7752 p2 (TA)7 14 34665938 34665951 TGGGGAATTTTATGGGAACA GGGTTGTAATGGGACTGAGG 248

Ad02A7754 Aradu.A02 7754 p3 (TTC)7 21 34675861 34675881 TACCCTCTCCCCTTTCCCTA CTAGAGGATTCTCCGGCCTT 250

Ad02A7755 Aradu.A02 7755 c (T)10cgattttca(T)1029 34684531 34684559 GCACACTCTTATTTGCCTTGG TGTGGTTCATGAATGTTGGC 200

Ad02A7760 Aradu.A02 7760 c (T)10acgttatgctgaccgtttttttttagtgtgctgaccgattttttcccttttttacgttgtgctggccggg(T)30110 34756795 34756904 CGTTGTGCTAACCGGTTTTT TTGGCTTTGTTTTTCTTTTTCC 249

Ad02A7763 Aradu.A02 7763 p3 (TTG)5 15 34781008 34781022 TTGTTGGCATTGACATTTGG AGCTGACCAAAGAACCCTCA 246

Ad02A7764 Aradu.A02 7764 p2 (CT)7 14 34793724 34793737 GCCAGAATTGGCAGAAAGAG ATAGGTGAGGGGTTTTTGGG 178

Ad02A7767 Aradu.A02 7767 p3 (TTC)6 18 34843814 34843831 CACCTCAATTCCTCTTCCCA CCCTCGAGCAAGAAAGAAAA 261

Ad02A7770 Aradu.A02 7770 p5 (AATAA)5 25 34862210 34862234 AATTGGGAATCAACGCTCAC AAGCCACCATGACAAGGAAC 240

Ad02A7772 Aradu.A02 7772 p2 (TA)8 16 34899173 34899188 GCAGTAGCGGGGTTAGCATA TGGTGTTCCTTGGTGTTTCTC 260

Ad02A7773 Aradu.A02 7773 p2 (AC)6 12 34912553 34912564 ACCTCAACCAATGTCCCAAG ATCGGTGATTTTTCACCACG 211

Ad02A7775 Aradu.A02 7775 p4 (AACG)7 28 34934945 34934972 GAGCTTGAGTCAGGGCAATC TCTGTGGATCCAGCAAAGGT 232

Ad02A7776 Aradu.A02 7776 p3 (TTC)7 21 34948734 34948754 CCCATAAACCACACCCAAAC TGAAAATATTGCTCGCCCTC 214

Ad02A7780 Aradu.A02 7780 p3 (GAG)5 15 34991463 34991477 TCACTCAAGAGGAGGAGGGA TAGCATCAAAGAGGGGGATG 255

Ad02A7782 Aradu.A02 7782 c* (AAAT)6(AAT)5* 36 35009162 35009197 TGAGTATGGGAAAATTGTGGG TCATTGGGGTGATTTTGTCC 216

Ad02A7784 Aradu.A02 7784 p2 (AC)7 14 35026126 35026139 CAATTTCCCAAGTTTTCCCA AGCTCACTTACCCAAATGGC 201

Ad02A7785 Aradu.A02 7785 p3 (AGA)6 18 35035692 35035709 AGTGGTCTTGATGGGCTTTG CGAAACCTACACCTCCCCTT 250

Ad02A7786 Aradu.A02 7786 p2 (AT)6 12 35084013 35084024 TCTCTGTGATTCCTCCGCTT TGTTCTTGCATGCATTATTTGTT 279

Ad02A7788 Aradu.A02 7788 p2 (GA)6 12 35095219 35095230 TTTGCAATAATCCACAAGCA CCTTCCCCTTCTACCTCACC 239

Ad02A7790 Aradu.A02 7790 p3 (AGA)6 18 35111195 35111212 TTAAAATGTTGCTCGCCCTC CCAAAAACCCCACCTACCTT 241

Ad02A7793 Aradu.A02 7793 p3 (TTC)6 18 35184543 35184560 GAACTTCCGGGTACTCTCCC ACTAGCAGAGCTCTTCCCCC 203

Ad02A7794 Aradu.A02 7794 p2 (CA)6 12 35186616 35186627 AATTTTAAAGGTTTGGCCCG GCGAAGAGAAGAGATGGGTG 210

Ad02A7796 Aradu.A02 7796 p3 (GAA)10 30 35193677 35193706 TAAAGGTTGGAGCCATCAGG TTTTCTCCTCCCTTCACTGATT 191

Ad02A7798 Aradu.A02 7798 p4 (AATA)5 20 35222754 35222773 CCTTGAAGCAAAAGAAACAACA GTTACTCCCAGACAGTGGGG 250

Ad02A7802 Aradu.A02 7802 p2 (AT)8 16 35316240 35316255 GGGTGCATGCTCATGTATTG TACTTTGGGGCGTTTTTGTC 196

Ad02A7803 Aradu.A02 7803 p2 (TC)6 12 35321353 35321364 CCTTCTACCTTCGCAAGCAC ACGCGATGCTGCCTAGTAGT 211

Ad02A7804 Aradu.A02 7804 p2 (AT)8 16 35325199 35325214 GATTTGGGAACATTGGTTGG TGGATTTACTTTGGGGCATT 259

Ad02A7805 Aradu.A02 7805 p2 (CT)6 12 35346929 35346940 TCATGGTGGTTGCTTGATTT AGACCCTTTTCGGTCCAGAT 278
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Ad02A7806 Aradu.A02 7806 p3 (TCC)5 15 35378996 35379010 GGCCTCACAACACCAAACTT CCCAGTATTCTCCCAAGCAA 227

Ad02A7810 Aradu.A02 7810 p3 (TCT)7 21 35389444 35389464 CCACAGGATCACCTCAGGAT GGAGAGAGGTAGGTTCGGCT 272

Ad02A7811 Aradu.A02 7811 p3 (TTC)7 21 35389604 35389624 AGCCGAACCTACCTCTCTCC GCTTTTGTCTTCCCTTTCCC 194

Ad02A7816 Aradu.A02 7816 p4 (TTTA)7 28 35443963 35443990 TGCAATGAATGAAAATAAGCAAA TTTGCACCCTGTTTTTCTCC 224

Ad02A7822 Aradu.A02 7822 p3 (TAT)7 21 35508286 35508306 TGCATTGGATCAGAGTCAGC CCAGAGAATGGCAAACCAGT 125

Ad02A7824 Aradu.A02 7824 c (T)10cgtttttctccttctctttttttttctcgttttcttttctccctc(T)10catttttctccttctc(T)1091 35523616 35523706 GCACACTCTTTTTGCCTTGG TGTGGTTCATGAATGTTGGC 263

Ad02A7828 Aradu.A02 7828 p5 (TTATC)5 25 35653962 35653986 CTGATCCTGTGTCCCCAGAG AACACGACCCAAATCCAGAG 257

Ad02A7829 Aradu.A02 7829 p3 (AGA)6 18 35673199 35673216 TCGTCCTCGAGCAATAGAAGA ATTCCCCATGTCACACTTCC 246

Ad02A7831 Aradu.A02 7831 c (T)11attttgtaaa(T)1031 35697859 35697889 TGCGGATATGCAGAAATCTT GTTCTGCTGAAGCTTGGCTA 280

Ad02A7832 Aradu.A02 7832 c (TA)7(T)10 24 35709816 35709839 CCCATGATTCCCACTTTTTC CTTGGGACATTGGTTGAGGT 208

Ad02A7834 Aradu.A02 7834 p5 (TTATT)5 25 35726281 35726305 CCTAACCACTTTCTCTCTCCTCA TGGGGTTAGCATATGACCCT 260

Ad02A7835 Aradu.A02 7835 p2 (GT)6 12 35765654 35765665 GTAACCCAAAGAGGTGCTGG CATTCGTCAGAATGTCCCCT 245

Ad02A7837 Aradu.A02 7837 p5 (TTATC)5 25 35774935 35774959 CCTGGGTGCTCCAGTGTATT AAGATAAAGGCGGTTCCGTT 130

Ad02A7841 Aradu.A02 7841 p5 (TATTT)5 25 35826836 35826860 TGATGGCCATAGAACATGGA TCTTCGTGCACTTGCTTGAC 243

Ad02A7842 Aradu.A02 7842 p4 (TATT)8 32 35829249 35829280 GGCCTCAGACCTTAATGACG TCAAAGCCTTGGCTGATAAT 253

Ad02A7850 Aradu.A02 7850 p2 (AT)10 20 35849041 35849060 GCAAAATCAGAGCTATTGCAGA CAAATACTTTTTGAATGGTAGGGA 264

Ad02A7854 Aradu.A02 7854 p2 (AT)7 14 35862352 35862365 CTTGGGGAGAACAGACTGGA TCCGCGAGGCATATTCTACT 249

Ad02A7861 Aradu.A02 7861 p2 (TA)6 12 35898263 35898274 AAGCTAAAGTGGAACGCAGC TGGAACTCGAGAGAAAGGTGA 259

Ad02A7862 Aradu.A02 7862 c (TG)19(AG)16 70 35899432 35899501 GTTCTCAATCGCACAGCAAA CACCAAACCATGTATGGCAG 242

Ad02A7863 Aradu.A02 7863 p2 (CT)19 38 35903865 35903902 TTGGTTTGATTGCGTTACCA TTTCCCAAACACAGAGGGTC 238

Ad02A7864 Aradu.A02 7864 p3 (TGT)5 15 35905836 35905850 GGATTGCTCCTCAAATTTTCT ATCAAGGTTGAGGAAGGGCT 272

Ad02A7865 Aradu.A02 7865 p3 (TTC)6 18 35905985 35906002 ACAAGCCCTTCCTCAACCTT GGACTTTGGGTTGGTCAAGA 191

Ad02A7866 Aradu.A02 7866 p3 (CAT)5 15 35906662 35906676 ATGTGAATGGACAAGCACCA GGTGCACTTGTACACCAAGC 275

Ad02A7867 Aradu.A02 7867 p2 (AT)10 20 35906958 35906977 GGATGCACCAATTGTGAGTG GGTTTCGATCGGTTGACAAT 250

Ad02A7870 Aradu.A02 7870 p3 (TAT)5 15 35908970 35908984 AACATGGTGGAGGTTGAAGC GCTTTGCCATCCCTAATTCA 233

Ad02A7873 Aradu.A02 7873 p3 (AAT)5 15 35917750 35917764 ATGGCCAAATCCAAAAACAA TCCGTCGTAAATCTGAGTTTCAT 216

Ad02A7875 Aradu.A02 7875 c (TTA)9aggtcgagaacctcaccaagtggaccacccattgaactctcccatgaaattggaatccaatttggttgtctaacaa(TGT)7124 35919764 35919887 GTCTTTTGCAACACCCCAGT TCAAGGGAGTTGGAATTGGA 275

Ad02A7876 Aradu.A02 7876 p3 (GTG)7 21 35923114 35923134 GAAGCAGTGTTCCCCACAAT GGACCAGAAGTACTGCGAGC 195

Ad02A7878 Aradu.A02 7878 c (TTTA)5attcttgacaagacttcagaaaaacaaggcatatctcaaatatattttttttccatgaaaagaccttccacacaggtactgtaggatgaccatcaac(A)11tacacaaatttttttactagattac(A)10163 35925048 35925210 TTTGCTTACATCCCTCACCC TGAGTTTGATTTGGATGTTTGG 270

Ad02A7879 Aradu.A02 7879 p3 (ATT)18 54 35925840 35925893 TTTGAAGAGAGCAATGGCAA GAAGAGGGGCAAAACTGTCA 239

Ad02A7881 Aradu.A02 7881 p2 (GA)10 20 35926322 35926341 CCACCACACCAAGATCCATA AACAAAACCATTCCGGTTTC 274

Ad02A7885 Aradu.A02 7885 p3 (TAA)5 15 35938949 35938963 AATTCTGCATTTCCCAGCAC GATCCTGCATCAACACGAGA 207

Ad02A7886 Aradu.A02 7886 p3 (CAA)5 15 35939128 35939142 AGCATCTCGTGTTGATGCAG CCACTTCGGTCCACAATTTC 180

Ad02A7892 Aradu.A02 7892 p2 (GC)6 12 35951590 35951601 CCAGTTGGGTTGGAAAGCTA ACAAGGCTCCTAAAACCGCT 162



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A7893 Aradu.A02 7893 p3 (TTC)6 18 35969250 35969267 TAGGGAGCTCTGTTGCGATT CACGATATCCATCCAAACCC 235

Ad02A7894 Aradu.A02 7894 p3 (ATA)8 24 35969918 35969941 GAATCGTTCGCGTTTCATTT AGGGGCTGTGACAGAGAAGA 228

Ad02A7895 Aradu.A02 7895 p3 (TTC)6 18 35970087 35970104 GAATCGTTCGCGTTTCATTT TAATGGAACAAGGGGCTGTG 238

Ad02A7897 Aradu.A02 7897 p2 (TC)20 40 35980790 35980829 CACGATATCACGGTGTGAAAA CACACAAAGGAGCGAGAACA 190

Ad02A7899 Aradu.A02 7899 p3 (TCT)5 15 35996395 35996409 AAAATGGCCGAAACCTAACC CGGTCTTAGGTGCCATTGAT 247

Ad02A7903 Aradu.A02 7903 p3 (AAT)5 15 36013170 36013184 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 182

Ad02A7904 Aradu.A02 7904 p3 (TCT)5 15 36016183 36016197 CGAACCCAATCTCTCCCTCT GTTCTTTGGATTCGGGTTCA 244

Ad02A7909 Aradu.A02 7909 p2 (CA)6 12 36063573 36063584 ACATGAAAACCCTAGCACGC CGGTAGTTATGGCAGAGGGA 216

Ad02A7910 Aradu.A02 7910 p3 (TCT)6 18 36070700 36070717 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 183

Ad02A7918 Aradu.A02 7918 p2 (CT)6 12 36152468 36152479 CTCTTCCCACCACACCATTC CGGAAAAGCACACCAAACTT 107

Ad02A7928 Aradu.A02 7928 p2 (TG)6 12 36208560 36208571 TCCTTAAAGCATTTCAAGCACA TTGCTTATGATGACTCACCCA 271

Ad02A7934 Aradu.A02 7934 p2 (GA)6 12 36283552 36283563 AACTTGCAATAATCCACAAGCA TCTTCTTTCTCCCTTTCCCC 254

Ad02A7936 Aradu.A02 7936 p3 (CTT)5 15 36313542 36313556 CCCATGGAGTTTCTGCATCT CGATGAAGAGCGTAGCATGA 149

Ad02A7937 Aradu.A02 7937 p3 (TCT)6 18 36353471 36353488 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 183

Ad02A7938 Aradu.A02 7938 p2 (AT)6 12 36356878 36356889 TGCGCTTATCTAAAATTCCCA CACTCTCGCGTGACTCTCTG 279

Ad02A7939 Aradu.A02 7939 p2 (TG)33 66 36364977 36365042 TGTCTTCGCAGGTCGAGACT TTGCAAGGTACCTGTGAGAAAA 160

Ad02A7942 Aradu.A02 7942 p3 (AAT)11 33 36404990 36405022 TTCTGGTTTTGATCTGCTACGA TTCGTGGATGAATGGTTAAAA 268

Ad02A7946 Aradu.A02 7946 p3 (AAG)5 15 36446084 36446098 CAGCCTTAGGTGCCATCAAT ATTTCTTTCCCACCCAAACC 271

Ad02A7948 Aradu.A02 7948 p2 (AT)7 14 36453833 36453846 AAATTGTTGCGAAAATACTTGGA GAAAACTGACTCGATCAATCTATACG 260

Ad02A7949 Aradu.A02 7949 p4 (AATA)5 20 36459095 36459114 CAGCTACTGCTTCCTCTCGAA TTTCCATGTCTTGGGAAACA 228

Ad02A7952 Aradu.A02 7952 p3 (AGA)5 15 36462539 36462553 CTCAACGCTTCCATCTCTCC TCTCTCTCCCGCACTCGTAT 242

Ad02A7955 Aradu.A02 7955 p3 (CTT)7 21 36464267 36464287 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 206

Ad02A7956 Aradu.A02 7956 c (CTT)11ctg(CTT)551 36465013 36465063 ACAGAAGGAGATCGAAGGCA CCTAACACGCGCATTACAGA 181

Ad02A7960 Aradu.A02 7960 c (CA)9t(AC)6 31 36477098 36477128 ACGCCAAAAAGCGTACAAAT AACCACCATTCACCCACATT 218

Ad02A7961 Aradu.A02 7961 p3 (ATT)5 15 36479011 36479025 TCTTGTTAATTTGAGCTCCTTACTTTT TCATACCGCCAGATTTTGAA 241

Ad02A7963 Aradu.A02 7963 p2 (AT)7 14 36502160 36502173 AGAACGCCCTAAAAGCAAAA TCTTTTCCGAACACTTTGCAC 276

Ad02A7964 Aradu.A02 7964 p3 (AGA)6 18 36503560 36503577 CATGCATTTTATCGAGAACACA TCCTCCCCTTCTTCCTTCTC 262

Ad02A7965 Aradu.A02 7965 p3 (AGA)6 18 36511625 36511642 TCGAAGGTGGAAGCTTCTGT AAATCTTTCCCACCCAAACC 234

Ad02A7968 Aradu.A02 7968 p3 (GTG)6 18 36554735 36554752 TGGTTTTCTTGGAAGGGATG CCTCTTACCTCCCCTTCACC 276

Ad02A7971 Aradu.A02 7971 p2 (AT)11 22 36562758 36562779 ACTCAGCCTGTGAAGCCAAG GCGGAGTATTCCCTGGTGTA 212

Ad02A7973 Aradu.A02 7973 p2 (GA)16 32 36565991 36566022 GGGAGAACGGGAAAAAGAAG GCAGAATAGCGACGTCAACA 226

Ad02A7976 Aradu.A02 7976 p2 (AC)22 44 36592381 36592424 CAAAGTGGGCCAAACAGATT GGGCTGAGAAAGGAAGTGTG 181

Ad02A7977 Aradu.A02 7977 p2 (TA)8 16 36595227 36595242 TTACTCCTTCATCGGGCTTC GAACCGTGGACTGTCCCTAA 215

Ad02A7978 Aradu.A02 7978 p2 (AG)18 36 36607494 36607529 AGAAATGCAACTGGACAGGG AGAACTTGTGTGTCACCCCC 167
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Ad02A7979 Aradu.A02 7979 p2 (AT)7 14 36617232 36617245 TTAAGTGTGGGGAGGTCGTC TGAAACAATGGCCTCAATCA 249

Ad02A7980 Aradu.A02 7980 p2 (AT)8 16 36617683 36617698 GGAGAATTGGAAACATTGGG TACTTTGGGCATTTTGACCC 237

Ad02A7984 Aradu.A02 7984 p3 (TTC)6 18 36672081 36672098 AAAACTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 232

Ad02A7989 Aradu.A02 7989 p2 (AG)8 16 36703807 36703822 AAGAGAAGAGCTCGGCAATG TGCTGTGAAGAACCGTCTTG 250

Ad02A7990 Aradu.A02 7990 p2 (TG)20 40 36711058 36711097 GGAGTCAAACTCCATGCTCA GTTTGCGGTCTTTCACGATT 253

Ad02A7991 Aradu.A02 7991 p4 (TAAA)7 28 36742632 36742659 TGGGGAATTTTATGGGAACA TTACATGCTCATGCACCAAA 257

Ad02A7993 Aradu.A02 7993 c (AT)6(GT)10 32 36755345 36755376 GCCTTGGCAACTTGTTTGAT TTATGCGTGAAAAATCGGGT 167

Ad02A7995 Aradu.A02 7995 p2 (AT)8 16 36772441 36772456 GCCTTGGCAACTTGTTTGAT TAAAAAGATTTTCGCCCTCG 121

Ad02A7997 Aradu.A02 7997 p3 (CAT)6 18 36802720 36802737 AGAAGAAGTCAGGGCAGCAG AGTCTGAGTTCTTGCTCCCG 157

Ad02A7998 Aradu.A02 7998 p2 (AT)7 14 36823669 36823682 ACTTGCCGGTTAGTTTGTGG GGGGACACCAAACTTAATTTCA 231

Ad02A7999 Aradu.A02 7999 p2 (GT)7 14 36833361 36833374 AAGAGAAAGTTTTGGGCACG TCTGTCCAACAAAGTGTGGC 196

Ad02A8006 Aradu.A02 8006 p2 (TC)6 12 36861575 36861586 GGGTAGGATTGGTGGTGTCA TTTGTGCATTCACTTTCAAAAA 263

Ad02A8009 Aradu.A02 8009 p2 (TA)6 12 36883174 36883185 TGACAAGGACTTTTGTCCCC TACCTCGCTGAGTGTGTTGG 263

Ad02A8015 Aradu.A02 8015 p2 (CT)6 12 37004802 37004813 GGCATTTTACACGCCTCATT AGTGGTGAAGAGGTGATGGG 218

Ad02A8016 Aradu.A02 8016 p2 (CT)6 12 37005077 37005088 TTAACCCCTCTCCCTCCACT GCTTTTGTCTTCCCTTTCCC 270

Ad02A8017 Aradu.A02 8017 p3 (AGA)7 21 37016746 37016766 GGTCTTGATGGCTCTTGGAG TCTTCTCCCACTTAGCCGAA 261

Ad02A8022 Aradu.A02 8022 p3 (ATT)5 15 37071626 37071640 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad02A8023 Aradu.A02 8023 p2 (AT)9 18 37110514 37110531 AGGCGTCTGAGCTTCTGAAA AATGAGCTCCTGACTCAGCC 228

Ad02A8025 Aradu.A02 8025 p2 (TA)11 22 37127548 37127569 CCCTCCTCCATGTTGAAAAA TCACTAAACTCCCCCTACTCCA 277

Ad02A8029 Aradu.A02 8029 p2 (AT)8 16 37132878 37132893 CCACAAAAACCTGCAAAACA CCTTCCTTAGCTTCATAACGAAA 277

Ad02A8030 Aradu.A02 8030 p2 (TA)7 14 37134749 37134762 GCTGTCCCACATTTTGGTCT TTGCCCAGGAAAAATCAGTC 239

Ad02A8036 Aradu.A02 8036 p2 (AG)11 22 37234281 37234302 TCAGCTTCAACAAGAATGCC GAAAATTTCCCTCTCTCGCC 253

Ad02A8039 Aradu.A02 8039 c (T)10cgtttccttctttttttcgtttttctctttctc(T)1255 37291814 37291868 CAACAAGAGGTGTCCAGGGT TGTGGTTCATGAATGTTGGC 242

Ad02A8040 Aradu.A02 8040 c (T)11aaaaatgtgattgagaagatatgatttgaaaaacattttaaaaagatttgattttaaaannnnnntttg(A)1191 37296362 37296452 TCGAAAACCAAGAGTGGAAAA TTGAGAAAGGTTTCATGTTTGA 280

Ad02A8041 Aradu.A02 8041 p2 (GA)6 12 37305211 37305222 TTTGCAATAAGCCACAAGCA TCTTCTTTCTCCCTTTCCCC 257

Ad02A8045 Aradu.A02 8045 p4 (AAAT)5 20 37343737 37343756 TGTGTCTTTTATGTGTTTTTCTCCA TTCCATGATAGTGCAAGGGA 277

Ad02A8046 Aradu.A02 8046 p3 (AAC)5 15 37360465 37360479 AAACACCACTTTTGCGATCC ACTAACAGGTCGCCTCATGC 198

Ad02A8047 Aradu.A02 8047 p3 (TTA)6 18 37363275 37363292 TCCAAATCAGTCCCCAAAAA CGTCTATATGCACAAAGCCAA 180

Ad02A8048 Aradu.A02 8048 c (TAA)11tattgagtgactatatatatattttttatattttttatattataa(AT)690 37363500 37363589 TGAAGCTTTGAAGTCCAAATTAAA GGTTTGGGTTAGGATATGACCA 277

Ad02A8050 Aradu.A02 8050 p2 (AT)6 12 37369302 37369313 AAACGATTATCCAACCGTCG TCCCAACTACTCCAAAGGGA 272

Ad02A8053 Aradu.A02 8053 c (TTC)5atcttcatctttatcttcacattcttcttcttctttatcttcatcttta(TCT)785 37371642 37371726 TGTAACCCAATGTGGTCCCT TGGTTAAACCCAACACAGCA 194

Ad02A8056 Aradu.A02 8056 c (AG)6gaagaggaaattcgaatggtgtggggaatgaagggtaggaga(AG)666 37397507 37397572 CGGAAAAGCACACCAAACTT TTTTCGAAATTCTCCTCCCC 203

Ad02A8057 Aradu.A02 8057 p3 (CAA)5 15 37419535 37419549 GGATCATTCCCACAAAATCG CCCGCCTTTCCATAATTGTA 221

Ad02A8060 Aradu.A02 8060 p2 (TA)6 12 37432631 37432642 TCCCTTTGTGTTTCCTTTGC AGCAGGGATAAACCAACACG 158
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Ad02A8061 Aradu.A02 8061 p2 (AT)8 16 37445905 37445920 GGAAAAAGAGAAAGTGGTTAGGA CCTTGGTGTTTTTCCTCCAA 198

Ad02A8064 Aradu.A02 8064 p4 (ATTT)5 20 37469038 37469057 TATTAGATGCAACCAGCGCA TTCAGCTTGGCATGAAGCTA 233

Ad02A8069 Aradu.A02 8069 p3 (AAT)7 21 37476312 37476332 CCTTGAAGCAAAAGAAACAGC ACTCCCAGACAGTGGTGCTC 244

Ad02A8072 Aradu.A02 8072 p2 (AC)6 12 37504432 37504443 ATTTCCCTACCAAACCCACC CCCGAGCAAAAGAAGAAAGA 174

Ad02A8076 Aradu.A02 8076 c (CAG)5catcagc(AGT)640 37553387 37553426 CAGATGTGGATGGAAAAGGG CCCTATGATGCTTTCCGTTC 102

Ad02A8077 Aradu.A02 8077 p2 (AC)6 12 37554362 37554373 AGGCCTTTCAGCCTCATTCT GCGAATCTAAGCACCGTAGC 119

Ad02A8078 Aradu.A02 8078 p3 (GAA)6 18 37563493 37563510 ACCACTGAGCTATGACGGCT CACTTCTCTTTCCCACCCAA 273

Ad02A8079 Aradu.A02 8079 p3 (ATT)7 21 37566011 37566031 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 231

Ad02A8084 Aradu.A02 8084 p6 (ATTTTT)5 30 37613441 37613470 CCTAACCAATTTCTCTCTCCTCA ATGATCGAGCAAGGGAGATG 212

Ad02A8086 Aradu.A02 8086 p2 (AT)8 16 37626705 37626720 TTCAAGTAATGGAGAAATAATGAAAA GGAATGATGAAGCGTGGTTT 270

Ad02A8090 Aradu.A02 8090 p2 (AT)6 12 37686692 37686703 TTTCAAGGTTGTAATGGGGC GCATGCAATACAAAAGTGGG 168

Ad02A8094 Aradu.A02 8094 p2 (AT)7 14 37711608 37711621 TTAAGTGTGGGGAGGTCGTC TTTCTCAAATCAATTGGGGG 227

Ad02A8100 Aradu.A02 8100 p2 (AT)11 22 37764871 37764892 TCAAGAGGATAATCAATCAATTTTGT TTTGGTTGAAAAAGATCGAAAAA 277

Ad02A8102 Aradu.A02 8102 p2 (TA)8 16 37770266 37770281 CCCTCAATTTCAGCCAAAAA TGTTATCCAAAAGAAGTCAGCA 203

Ad02A8103 Aradu.A02 8103 p2 (CA)6 12 37771668 37771679 AAAATGGTCCCCAAGGTTTC GGTGAAGCAAGTGAGCTCGT 205

Ad02A8104 Aradu.A02 8104 c (TTC)5ttaccgccgaccccaccgccgcaccgccgcccgccgcccgccg(CTT)676 37771782 37771857 AGCTCACTTGCTTCACCACC CCCAGAATCAGCAACAACAA 280

Ad02A8105 Aradu.A02 8105 c (ATG)5(GTG)7gtaggtggtgggtggtggtgggt(GTG)780 37772176 37772255 TTGGTTGGTGTGATGCAGAT CCCTTCTTCCCCAAAATCAT 215

Ad02A8106 Aradu.A02 8106 p2 (AT)6 12 37775069 37775080 TGATTTAGTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 271

Ad02A8112 Aradu.A02 8112 p3 (TTC)5 15 37840867 37840881 CACAACACAAACCCCCTCTT ACTCGGAGGTGGAAGCTTTT 235

Ad02A8115 Aradu.A02 8115 p2 (TA)9 18 37933445 37933462 ACTCGACCTGCGAAGCTAAG CGTTGAGCGTCTAAAAACCC 280

Ad02A8119 Aradu.A02 8119 p2 (AG)7 14 38030460 38030473 TGGTATGGTTCGGCCATTAT CAGGATTGGTAGAAAGGGCA 227

Ad02A8121 Aradu.A02 8121 p2 (CT)6 12 38041855 38041866 TGGTGTGCAAAGGCATTTTA TTTGAAGGTGAGTGGGGAAG 183

Ad02A8122 Aradu.A02 8122 p3 (ATT)6 18 38108504 38108521 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad02A8123 Aradu.A02 8123 p2 (AG)6 12 38108950 38108961 AAGAAGAAGGATGGATTCGGA CAAAACCACCTAACTACTTTTTCCTC 237

Ad02A8128 Aradu.A02 8128 p2 (AT)11 22 38153937 38153958 GCTTCGAGCTTTCAGCATTT GAGCATTGATGGGAATGTCA 253

Ad02A8129 Aradu.A02 8129 p2 (TA)7 14 38154738 38154751 GCAACGGAATAAACTAAGCTCAA TTGCTGCATTTTGCACTTTT 151

Ad02A8132 Aradu.A02 8132 c (T)10cttttc(T)10 26 38176267 38176292 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 243

Ad02A8137 Aradu.A02 8137 p3 (AGA)6 18 38226823 38226840 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 103

Ad02A8139 Aradu.A02 8139 c (TG)22t(TG)6 57 38239181 38239237 TCCTTTGCTGATAAGGGTGG TCCCCTTCTTATCCTTCGCT 249

Ad02A8140 Aradu.A02 8140 p2 (GA)6 12 38239378 38239389 GGTGAGTGAGAAGGAAGCGA CCTTTTATCTAGGGCACCCC 280

Ad02A8141 Aradu.A02 8141 p2 (CA)7 14 38243557 38243570 ATCAAGGCCACAAGAAGCAT GTTAAACGGAGGCATCCAAG 199

Ad02A8142 Aradu.A02 8142 p3 (AAT)8 24 38259123 38259146 TTGCCAATTTTCTGTTGTTTG CCATGATGGAGAAAGGGAGA 178

Ad02A8143 Aradu.A02 8143 p2 (TA)8 16 38288486 38288501 TGGATCCTTAGCTTTTGGGA TCGGTTTATGAACGTAGCCG 216

Ad02A8145 Aradu.A02 8145 p3 (CTT)5 15 38317115 38317129 GTTTTTCGTCCCCAACCTTT GCGAAGGGAAAAGGAAAGAA 193
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Ad02A8146 Aradu.A02 8146 c (T)10ggaaataatgctgtatta(ATTT)548 38319369 38319416 TTGTACCAAAATGGGTGTGG CGATATAACTGTTCACCAACAAAAA 219

Ad02A8147 Aradu.A02 8147 c (T)10c(T)11 22 38323684 38323705 GCTTAAGCTGTGGGAAAGGA CAGCAAACCTCAAAATGGGT 192

Ad02A8149 Aradu.A02 8149 c (AT)6(AC)8gcacacatacgcacacacacgcgcacacgcacacacgcg(CA)1189 38340473 38340561 ACTTGCGCCACTCAAATAGC TGGGCAACGAAGTTTTAGAAG 280

Ad02A8153 Aradu.A02 8153 p5 (TCAAA)5 25 38368679 38368703 TGGAAAACGGAAAGAAGTGG GAACGACGTGGTGTTTTTGA 247

Ad02A8157 Aradu.A02 8157 p3 (TTC)6 18 38417023 38417040 GCTGGTTAGTTGTGCGGATT CGTCCTCGAGCAAGAGAAGA 228

Ad02A8158 Aradu.A02 8158 p2 (AT)8 16 38418554 38418569 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 173

Ad02A8159 Aradu.A02 8159 p3 (AGA)5 15 38425787 38425801 CAGCCTTAGGTGCCATCAAT CCTTGGCCGAATACACAACT 159

Ad02A8162 Aradu.A02 8162 p3 (TTA)24 72 38446253 38446324 ACCACCGTTTACTTTGGAGC TGGAAAAATTGGGTTGGAAA 279

Ad02A8163 Aradu.A02 8163 p2 (GA)7 14 38449487 38449500 TCTTTAAAAAGAAGAAGGACGGA CTCTCCTTTTTCTCCCCCTC 247

Ad02A8164 Aradu.A02 8164 p2 (AG)6 12 38449757 38449768 AGGAGGGGGAGAAAAAGGA CCTCCCCTCCCTCTCTCTT 184

Ad02A8172 Aradu.A02 8172 c (A)11ttgaaaat(A)1029 38504689 38504717 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 151

Ad02A8177 Aradu.A02 8177 p2 (CT)6 12 38615217 38615228 TAACAAGCATGAAACTGGCG GGTGTATGGGGAAGAGTGGA 270

Ad02A8180 Aradu.A02 8180 p5 (AAAAT)6 30 38620577 38620606 TGGTGTCTCTTTGTGTTTTTCC GAAAAATTGCTTGTGATTTTTGAA 190

Ad02A8182 Aradu.A02 8182 p3 (AAT)7 21 38677039 38677059 AACAGGAGAAGGAGATGGCA GGAGATGCTTCTTCCACCAA 110

Ad02A8184 Aradu.A02 8184 p3 (AAT)5 15 38695542 38695556 TCTGACTGGATTGCAAGCTG GGTTTGCTATTGCCACACCT 240

Ad02A8185 Aradu.A02 8185 c (T)10ctttcgttc(T)1332 38706226 38706257 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 229

Ad02A8191 Aradu.A02 8191 p4 (TTTA)5 20 38785137 38785156 TCATTTCAGAACATTGTCATGG TCCAAAAGCCCTTCTCTCAA 194

Ad02A8192 Aradu.A02 8192 p2 (AT)8 16 38786410 38786425 CTGAAAAGCGTAGCCTTTGG GCGTAGCCTTAGGTCCCTCT 209

Ad02A8194 Aradu.A02 8194 p3 (AGA)6 18 38850330 38850347 TAGAGGTTTCTCCGGCCATA CACCAAAACGCACCCTAAAT 276

Ad02A8198 Aradu.A02 8198 p3 (AAG)5 15 38879887 38879901 GGCAACCCGATAATTTCGTA TAAAAGTGCAAACGACGTGC 275

Ad02A8199 Aradu.A02 8199 p2 (TC)6 12 38880384 38880395 GCGATTCACACAAACCAAGA TGCTTGTCCTCAAGCAAAGA 245

Ad02A8200 Aradu.A02 8200 p2 (CT)6 12 38904549 38904560 GCACGCCTAAATAGAGCAGG GAGGGAGAGATAGGTTCGGC 259

Ad02A8201 Aradu.A02 8201 p3 (TCT)5 15 38915846 38915860 ACATACACTCCCCCTCTCCC TGCCATTGATGGTAGTGGAA 225

Ad02A8202 Aradu.A02 8202 p3 (AGA)6 18 38933899 38933916 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104

Ad02A8203 Aradu.A02 8203 p2 (CG)6 12 38950263 38950274 TGTTCCAGAGAGTTAGGCCG CATAAGAGGGGCCTAGAGGG 207

Ad02A8206 Aradu.A02 8206 c (CT)9ccctccttccccctctctctccctctctcta(TC)661 38958560 38958620 TCTCCCCTCTCTCTCCACAC GGGAAAAGGAACATAGAGAGGA 232

Ad02A8208 Aradu.A02 8208 c (CTC)5ctttctctcctct(TC)640 38959388 38959427 TTCTCTCTTTCCTTGCGCTC CCTTTTCTCTCTCTCTCATTCCC 279

Ad02A8209 Aradu.A02 8209 p2 (GA)6 12 38959598 38959609 TCTCTCCTCCTCCTCCTCCT TCCTTCCCTTATTTCTCTCTCC 250

Ad02A8210 Aradu.A02 8210 c (GA)6agggggatgggagggggagagagagggagaggggagaaaaggaa(AG)6tgatgaaaaaaagagagagagaaagatgagggggagaaagaggagaag(GA)10136 38959783 38959918 AAGGGGAAAGAGGGAAAAGA CTCCCTCCCCCTTCCTTC 274

Ad02A8211 Aradu.A02 8211 c (GA)8a(AG)7 31 38960446 38960476 GGAAGGGAGAGGGAGAGAGA TGAAGCCATAGTTTTTATGCAA 208

Ad02A8214 Aradu.A02 8214 p2 (AT)8 16 38968061 38968076 GGCACGTCACATACTAATTTCC CCAAGTTCATCATCGTCCAA 244

Ad02A8218 Aradu.A02 8218 c (T)10cgaaatttc(T)1029 38996665 38996693 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGGATGAGG 184

Ad02A8219 Aradu.A02 8219 p3 (ACA)5 15 39012240 39012254 AGGTTGCGCCTAACTTGAGA AGAGCTGCGCCTTACTTGAG 179

Ad02A8222 Aradu.A02 8222 p5 (AATAA)5 25 39062463 39062487 TGGGGTTAGCATATGACCCT TCTCCCTCCTCACTTTTTCG 241
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Ad02A8225 Aradu.A02 8225 p4 (ATAA)5 20 39068266 39068285 AGCCTAAAACGTCTCTCTATGC GCTTCAAAAACCTGAGGCAG 171

Ad02A8228 Aradu.A02 8228 p3 (GAA)7 21 39088854 39088874 CCCAAAACTCAGAGGTGGAA CAACTTCTCTTTCCCACCCA 240

Ad02A8231 Aradu.A02 8231 p3 (CAT)5 15 39116205 39116219 TGAAACCAAACCTTTGTGGC GGTGATGAAGAAGGTGACCAA 237

Ad02A8232 Aradu.A02 8232 c (TAAT)7tcagatgccttctcaattctcttattaattattgaaactatgaaataaatatataaattattctaattcttaaattat(TA)10126 39116342 39116467 TTGCGTCACTCAATGGATTC TATGCCTGCCTTCAGACTCA 190

Ad02A8233 Aradu.A02 8233 c* (ATGT)5(TAT)13*58 39116996 39117053 TTTTGTTTTGATTTTCATTTTCCA TGAGTTTTATTGGTTTTGAATTTTGA 244

Ad02A8236 Aradu.A02 8236 p3 (CTT)5 15 39119175 39119189 TTCCAAGTTGTGCCGAATCT TGGCTTTATTCACACTTCATGG 279

Ad02A8237 Aradu.A02 8237 c (A)10ttaagccccatcaaaatacc(A)10taatcgatgcggactatactaatttttttgtctatctt(A)1088 39119414 39119501 GACTCGGCCCAAATCATAAA GGGCCGAAACACAAAAAGTA 274

Ad02A8238 Aradu.A02 8238 p2 (TA)7 14 39120179 39120192 ATATGATGTGTGTGCCTGCG TCCATGCAAAGGAAAAGCAT 187

Ad02A8239 Aradu.A02 8239 p3 (TAT)15 45 39121315 39121359 CCAAACCTAAACCCACCTCA ATGAGGCCAAAGGTCACAAG 250

Ad02A8240 Aradu.A02 8240 p2 (AG)6 12 39129957 39129968 TCGCATCTGTGAAAATCAGC TTGAAGAACATTGAGCCTGAGA 266

Ad02A8245 Aradu.A02 8245 p2 (GA)6 12 39174183 39174194 CAGAGAGAAGAGAGAGGGTTCG ACCACCAAACCACTTTTCCA 181

Ad02A8250 Aradu.A02 8250 p3 (AGA)7 21 39232109 39232129 GGTGCCATCAATGGTTATGA CCTACTCCCTCTCCCCTCAC 230

Ad02A8256 Aradu.A02 8256 p3 (TCC)6 18 39254669 39254686 AACCCCTTTCTTGTCCTCGT GTTCACCCAAACAAGCCCTA 226

Ad02A8259 Aradu.A02 8259 p4 (ATTA)6 24 39261258 39261281 GGCATCTTGCATGGGTACTA GCCTTTAGCGCATTCCATTA 278

Ad02A8262 Aradu.A02 8262 p3 (ACA)5 15 39267006 39267020 GGATGATCCCCTGTACATTTG CCATGTAGCCGACTGCCTAT 193

Ad02A8267 Aradu.A02 8267 p5 (TTTTA)5 25 39292978 39293002 CTCGCGTGATTCTCTGTTCA GTGCTAGGTGGGAGACAACC 272

Ad02A8272 Aradu.A02 8272 p2 (CT)6 12 39378489 39378500 GGTGTTCAGCAATCGGTCTT CTTCCCCTTTTTAGCTGCCT 220

Ad02A8274 Aradu.A02 8274 p3 (AAT)15 45 39381769 39381813 ACCATAGTCAGGCCAGGTTG TTGTACTCTTGGGCCATTCC 180

Ad02A8277 Aradu.A02 8277 p2 (TC)6 12 39387953 39387964 TACCTTTCCGTCTCCCTCCT GCGCGTAGTTTCTCCATCTC 185

Ad02A8280 Aradu.A02 8280 p3 (TGG)5 15 39395660 39395674 CCCAAAAAGGATCAGGGTTT TTTTCTTTGGCAAACGCTCT 267

Ad02A8284 Aradu.A02 8284 p2 (AT)7 14 39410807 39410820 TTTTTGAAAACGGAGATGGTT GCCACTTGTCGCATAATGAA 261

Ad02A8289 Aradu.A02 8289 p2 (TA)7 14 39461103 39461116 CTTGGGACACTGGTTGAGGT GGCATTTTTGTCCCCATTTT 216

Ad02A8292 Aradu.A02 8292 p4 (TTCT)6 24 39505166 39505189 TACACGTGGTTGACGCGTAT AGGGGGAAGAAGAAGAACGA 184

Ad02A8294 Aradu.A02 8294 p3 (TTG)6 18 39513016 39513033 TTCATGAGGTGGTCAAACGA AGATGTAAACAACTGATGCCCA 252

Ad02A8296 Aradu.A02 8296 p3 (TAA)5 15 39519977 39519991 TAGTTCGATGTCGCGTTTCA GTCAGTTTGAAGCTACGGGC 277

Ad02A8298 Aradu.A02 8298 c (T)10catttttctcgtggttctctctcttccttctctcaagacccacggctgaatgatg(A)1075 39521622 39521696 GGACAAAAGTAACGCTAACACG AAAGCAAGCAAGCCAAATGT 279

Ad02A8299 Aradu.A02 8299 p3 (AAT)6 18 39521842 39521859 ACATTTGGCTTGCTTGCTTT CCTCCTGATGAGTCTCGGAA 225

Ad02A8300 Aradu.A02 8300 p2 (GT)9 18 39522546 39522563 TTGGCCACTTTGAGCTTTTT CAAAACACATTCTCATCAACCAA 186

Ad02A8303 Aradu.A02 8303 p3 (GAG)6 18 39539885 39539902 TCCATTAGAAACGTGGAGGC CTGGTTAGTTGTGCGGGATT 268

Ad02A8304 Aradu.A02 8304 c (T)12caaaa(T)10 27 39541686 39541712 AGTCTTGGCTGTGGCCTAAA TCGTGAAGCAAGAAAAAGCA 236

Ad02A8309 Aradu.A02 8309 p4 (AAAT)6 24 39598233 39598256 AGCCAGCCAGATTTCAACAA CCAAGATCCGGCAATAACAT 179

Ad02A8311 Aradu.A02 8311 p2 (AT)9 18 39654042 39654059 GCTCCCAAAATCTCCATCAA TTTCAGTTTCCCATCCCTTG 274

Ad02A8316 Aradu.A02 8316 p2 (TA)11 22 39686801 39686822 GCGCAGAAGTCACGAAGAAT TAAACCGCAAAATCACTCCC 256

Ad02A8318 Aradu.A02 8318 c (CT)13ccttttcctcttttg(CT)755 39766841 39766895 GGGTGTGCATGGTTCAGTTT GGAGAGAGAGGGGAGAAGGA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A8319 Aradu.A02 8319 c (CT)6tcctctctcccactttctttgtcttcctctctctctccctctctctttctctctcccttttctccctctctatccctttctctcat(TC)6ccctattcctcttc(CT)7cctttcctctccccctctctctcttcccc(CT)9185 39767106 39767290 TCTCCCCTTCCCCTCTTT GAGAGGGAGAGAGGACGGAA 261

Ad02A8320 Aradu.A02 8320 p2 (CT)6 12 39767548 39767559 CCCTCTCTCTCCCTATCTCCA GGAAAAGAGCGCAAGAAAAG 244

Ad02A8321 Aradu.A02 8321 p2 (GA)6 12 39767977 39767988 TCCTCCTCTCTCTCCTCCTTC TCTGCTCTCTGCCCTCTCTC 279

Ad02A8322 Aradu.A02 8322 c (AG)6aaggggaagggagggggagagagaaggagaggggagaaaaggaa(AG)6cgatagaaa(AG)9atgagagggagaaagaggagaag(GA)7132 39768102 39768233 GAGAGAGGGCAGAGAGCAGA TGAGAGAGAAACTCCTCCCCT 212

Ad02A8323 Aradu.A02 8323 p3 (GAG)6 18 39768339 39768356 GGAGAGAGAAGGAGAGGGGA TTTGTGCTCTTTTTCCCTTTTT 269

Ad02A8324 Aradu.A02 8324 p2 (GA)8 16 39768559 39768574 GAAAGGGGAGGGGAAGAAAG CCCCTCCCTCTCTTTGTCTT 140

Ad02A8325 Aradu.A02 8325 p2 (AG)12 24 39768763 39768786 AAGACAAAGAGAGGGAGGGG TTTCTTTCTCTTTCTCCCTTCA 160

Ad02A8328 Aradu.A02 8328 p3 (TCT)5 15 39782075 39782089 CTTCCCCATAAATCCCACCT AGAATATTGCTCGCCCTTGA 238

Ad02A8332 Aradu.A02 8332 p2 (GA)6 12 39840999 39841010 GGTGTCAGAGGAAAAGCAGA CACTTTTTCACTTCCAATTTTCG 280

Ad02A8334 Aradu.A02 8334 p4 (TTTA)5 20 39856464 39856483 CGAAAACCACTAACAACTTTTTCA TTCAAACACAGAGAGGGAGAGA 248

Ad02A8338 Aradu.A02 8338 p6 (TGCAGG)5 30 39938101 39938130 GCAGCAGGAGAACCAACTTC TCCCCTGCAAGTTCACCTAC 101

Ad02A8340 Aradu.A02 8340 p2 (GA)18 36 39942775 39942810 TTCGAAGGAAGAGGCAGAGA GGCTACATCATCCAACCCTG 258

Ad02A8341 Aradu.A02 8341 p2 (AC)11 22 39944855 39944876 CTCAAAATTGGACCAAACGG GAGAGCTTCGTGTAGCCACC 259

Ad02A8345 Aradu.A02 8345 c (TA)8(T)11 27 40001923 40001949 ATTGGGGACACATGTGCATT GAAAATTGTGGGAACATGGG 258

Ad02A8346 Aradu.A02 8346 p2 (AG)12 24 40020160 40020183 TTGCAGTGAAAGAATGGCAA TGATGTGCATTGTTCGTGTTT 237

Ad02A8350 Aradu.A02 8350 p2 (TG)15 30 40100074 40100103 ATAGGTCATGCTAGCGCTCC ATGATCGTTGAAAGTTGGGG 215

Ad02A8356 Aradu.A02 8356 p2 (AG)7 14 40115672 40115685 TGTTGATAGGAGTCGTTGGTG CGAAGCATCCCATTCAAAGT 160

Ad02A8359 Aradu.A02 8359 p2 (CT)6 12 40154295 40154306 CCTAGGCTTAACGAACAGCG CCATGGAGAAGAAGATCCGA 249

Ad02A8360 Aradu.A02 8360 c (TC)12tatcta(TC)7ttcggatcttcttctccatggctcccttcccagcttccctttc(TTCT)12135 40154423 40154557 GGCGATAGCTAAGACCTCCC CCCCAAAAGAAAACCTAGCC 257

Ad02A8361 Aradu.A02 8361 c (AG)8ggggg(GA)633 40155313 40155345 AAGGTCGTGCCATACCAGTC GGTGCTAATCCCTCGATTCA 199

Ad02A8362 Aradu.A02 8362 p2 (TC)14 28 40162409 40162436 TTGAAAATCACTTCCCTCTTTTTC GGAAAGGGTTTGAATTTTTGG 230

Ad02A8364 Aradu.A02 8364 p3 (TTC)5 15 40175239 40175253 ACCCCTCCATCCTTCTTCAT AAAAACAATGCCAAAAAGCG 254

Ad02A8366 Aradu.A02 8366 c (TAT)26tcg(A)10 91 40233126 40233216 TCCCTAACCACTTTCTCTCCTC AAGGGAGATGATGGGGATTT 240

Ad02A8368 Aradu.A02 8368 c (A)10tttgg(A)11 26 40237564 40237589 TTTGGAATGCTTGGATTGGT GTGGATGGTCGAAAATGCTT 126

Ad02A8371 Aradu.A02 8371 p3 (AGA)5 15 40275639 40275653 GGTCTTGATGGCTCTTGGAG TCTTCTCCCACTTAGCCGAA 260

Ad02A8373 Aradu.A02 8373 p2 (AG)6 12 40319974 40319985 ATAGGTGAGGGGTTTTTGGG GGATCTGTAGACCCCACAGG 107

Ad02A8374 Aradu.A02 8374 c (AGA)6aaatatggt(AG)741 40326185 40326225 GGTCTTGATGGCTCTTGGAG TCTTCTCCCACTTAGCCGAA 261

Ad02A8376 Aradu.A02 8376 p2 (CT)6 12 40333913 40333924 GGGCACTAGACTGGCGTTTA TGAGGTGATTGGTGAATGGA 230

Ad02A8377 Aradu.A02 8377 p3 (AGA)5 15 40349459 40349473 TTAAAATTTTGCTCGCCCTC TCCCACATAGCCGAACCTAC 100

Ad02A8379 Aradu.A02 8379 c (T)10cac(T)10 23 40403948 40403970 TGGTTTTAAAGGGCTGTTGG TGTTGGCTCCTGAAAGAATG 186

Ad02A8382 Aradu.A02 8382 p2 (AG)6 12 40437778 40437789 CGCGATCTGCAGAATTACAA CAAAGAACATTGAACCTGGGA 248

Ad02A8383 Aradu.A02 8383 p3 (TAC)5 15 40445306 40445320 TTGGGAATAAAGCCAGAATAGA AGCTGAAGCGCCAGAAATTA 198

Ad02A8386 Aradu.A02 8386 p3 (ACA)7 21 40485234 40485254 AAAGGCAACAAATGCAATCC ATATGAGAAAGCCGGCAAGA 207

Ad02A8389 Aradu.A02 8389 p2 (AC)11 22 40490208 40490229 GGAGCCTATGAAGGAAGATGA CGACCTCTGCTTTACAGAACG 180
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Ad02A8390 Aradu.A02 8390 p3 (GAA)5 15 40496297 40496311 TGGACCAAAGAGCTTCCAGT CGAAAACTCTTTCTTCTTCTCCC 254

Ad02A8393 Aradu.A02 8393 p3 (TAC)5 15 40532261 40532275 CATGTCTGATGATGATGAGAAAAAT GAGCAAGGGCGTGATTTAAG 259

Ad02A8396 Aradu.A02 8396 c (T)10c(T)11 22 40581001 40581022 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 245

Ad02A8398 Aradu.A02 8398 c (A)10gaaaatcagtcagcacaacgtaaaaaaagggaaaaaatcggtcagcacaacgt(A)1073 40592282 40592354 AAAAACCGGTCAGCACAATG CGCGTTCTAGAGGAGGACAC 275

Ad02A8399 Aradu.A02 8399 c (A)11cagtcagcacaacataaaaaaaggaaaaaaaaggtcagcacaacgtaaaaaaaacgataatcacattgt(A)1090 40592939 40593028 CGTAGAAGAGGCCACTACGG GTTGTGCTGACCGGATTTTT 266

Ad02A8401 Aradu.A02 8401 c (A)10cggtcagcacaacgtaataaaagggaaaaaaaagtcagcacaatgtaaaaaaaaggtgggggaaaccggtcagcacaacgt(A)11102 40594929 40595030 AAAAATGGCCAGCACAAAAA GCTGACCGGTTATTTTCCCT 248

Ad02A8404 Aradu.A02 8404 c (A)15cagtcagcacaacgt(A)10ggaaaaaacaggtcagcacaacgtaaaaaaaacgataatcacattgt(A)1299 40596353 40596451 GCGCCTTAAGGTGTCCTCTT TTTTTACGTTGTGCTGACCG 206

Ad02A8406 Aradu.A02 8406 c (A)10cgtttagcacaacgtaaaaaaaagagaaaaaacaggtcaccacaatgt(A)1068 40597484 40597551 ATTACGGCGCCTTTAGGTGT TTTTTACGTTGTGCTGACCG 255

Ad02A8417 Aradu.A02 8417 c (A)10cggtcatgataacgtaaaaaaggaaaaaaaccggtcagcacaacgtaaaaaaaattcggtcatcacaac(A)10cggtcagtacatcataaaaagggaaaaaaccggtcagcacaatgt(A)10144 40604147 40604290 GCACAATGTCAAATAAAGGGG CGTTGTGCTGACCTGTTTTT 256

Ad02A8431 Aradu.A02 8431 c (A)10cgttcagcacaacgt(A)1035 40616441 40616475 GTGTCCTCCTCTGGATAGCG CGTTGTGCTGACCGTTTTT 267

Ad02A8458 Aradu.A02 8458 p2 (AG)6 12 40644586 40644597 CGGAAAAGCACACCAAACTT ATTGCAAGAGGCTGGCTAGA 275

Ad02A8478 Aradu.A02 8478 c (A)10tcggaggagcctgccgaagatgaggccattacggctcccctttaggtgtcctccttgggatagcgtcatttaaagaacaagggttggcacaacatt(A)10gaaaaaaactggaaaaaaaactgg(A)10150 40656411 40656560 AGGTGTCCTCCTCTGCATTG CCTAAAGGGGAGCCGTAATG 248

Ad02A8480 Aradu.A02 8480 c (A)10caaaaaacaaaaaaaaacaaaaaaacggtcagcacaacataaaaaaaggggaaaaatcaggtcagcacaatgt(A)1295 40657355 40657449 CCTCGGGATAGCGTCATTTA ACCGGCTTATTTTCGCTTTT 208

Ad02A8494 Aradu.A02 8494 c (A)10tcggaggagcctgccaaagatgaggccattacggctcctttaggtgttctcctctggatagcgtccttaaaagaacaagggtcagcacatcgc(A)11114 40662949 40663062 TGTCCTCCTCTGGATAGCGT TAAAGGCGAGCTGTAATGGC 272

Ad02A8502 Aradu.A02 8502 c (A)10gaaaaaaattg(A)1031 40665140 40665170 CTCCCCTTTAGGTGTCCTCC TTACGTTGTGCTGACCCTTG 217

Ad02A8505 Aradu.A02 8505 c (A)10gaaaaaaattg(A)10ttgaaagagcctgccgaagattacgt(A)1067 40665882 40665948 CTCCCCTTTAGGTGTCCTCC TTACGTTGTGCTGACCCTTG 253

Ad02A8514 Aradu.A02 8514 c (A)11gaaaaaaaactg(A)1033 40673839 40673871 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 152

Ad02A8518 Aradu.A02 8518 p3 (GAA)5 15 40730540 40730554 GGAGACAGTGGTGGTGGAGT GAACCCGAGAAGTATGCCAA 268

Ad02A8519 Aradu.A02 8519 p2 (GC)6 12 40730948 40730959 TTGGCATACTTCTCGGGTTC TGCAACTCTTGCAACCTGAC 271

Ad02A8521 Aradu.A02 8521 p2 (TC)6 12 40757123 40757134 ACCCTCCACAGACCCTCTCT AGCCCCAAATACAACACAGC 226

Ad02A8522 Aradu.A02 8522 p2 (TA)6 12 40767313 40767324 AAGGGGTAAACAAAAACCGC TTATGCTCGGACCGGTTATC 160

Ad02A8523 Aradu.A02 8523 p3 (AGA)5 15 40778910 40778924 GTGATGATGGAGGAGGAGGA CACCAAAAATTAAAGGCCCA 262

Ad02A8528 Aradu.A02 8528 p4 (CTTT)5 20 40826667 40826686 CAGCTTATCCAGATCAGCCAA GGGCAATTTCACAAACACAA 280

Ad02A8532 Aradu.A02 8532 p2 (CT)6 12 40894044 40894055 TTTCGAAAATCTCTTCCCCC TCACGAAAAAGCACACCAAA 152

Ad02A8533 Aradu.A02 8533 p3 (TTC)5 15 40921408 40921422 TTCCCCAAAAACCCATCATA AGGTTTGCTCGTCCTTGAGA 237

Ad02A8534 Aradu.A02 8534 p4 (ATTT)6 24 40946411 40946434 AAAAATTTTCGAATTTATTAGGCA CGTTGCCAGGGATTGATAGT 244

Ad02A8535 Aradu.A02 8535 p4 (AAAT)6 24 40971589 40971612 TTCATTTCCACTCAGGTCCA ATCCCTTGGGTTGACTTGG 280

Ad02A8537 Aradu.A02 8537 p3 (CAT)5 15 41031880 41031894 TTTTTGCAGGGAAAGAATGG TGCTCTTTCAAGGGTTGAGTG 256

Ad02A8538 Aradu.A02 8538 p2 (GA)6 12 41048540 41048551 TGCTTGTCCTCAAGCAAAGA CGAACAGAGAGTTGTGCAGG 221

Ad02A8539 Aradu.A02 8539 p2 (AG)6 12 41055846 41055857 TTTTTGGGGAAGAGGTGTTG TTTAACGCCAGAAAAGGCAC 170

Ad02A8541 Aradu.A02 8541 p3 (TTC)6 18 41108222 41108239 TTCTACACCTTGGCCGAAAC CTAGAGGATTCTCCGGCCTT 179

Ad02A8543 Aradu.A02 8543 p3 (AGA)6 18 41144136 41144153 CTAGAGGATTCTCCGGCCTT TGGTGTGCAAAGGCATTTTA 279

Ad02A8552 Aradu.A02 8552 p3 (ATT)14 42 41287449 41287490 TTTTGATGCACAATCACTAATCAA CGACCCATTAGAAGAAAGAAGG 265

Ad02A8553 Aradu.A02 8553 p2 (AT)6 12 41288128 41288139 CTGAGAAATGTTTGGGCGTT AACAAAAATTCAAAAGGTTTTCC 212
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Ad02A8557 Aradu.A02 8557 p3 (AAT)6 18 41314289 41314306 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 195

Ad02A8560 Aradu.A02 8560 p3 (TTC)5 15 41359011 41359025 GTACTTCCGGGAGAGAACCC GCTCCTCCCCCTAATGAAAG 194

Ad02A8561 Aradu.A02 8561 p3 (ATT)8 24 41369083 41369106 AAAAAGACAAAGCTGCTTAACCTTAC ATGCTGCAGAGTGGTTGCTA 233

Ad02A8565 Aradu.A02 8565 p2 (CT)7 14 41442105 41442118 CAGCTCAACTTGAATTGCCA GAAAAGGAAGGAGGGAAGAAGA 171

Ad02A8566 Aradu.A02 8566 p3 (AAT)5 15 41459905 41459919 CCAGAAGCAACCTTTCAGGA CAAACTTGGACGTTGGCTTT 111

Ad02A8572 Aradu.A02 8572 p5 (AAGAT)5 25 41607498 41607522 CCAGCCTGCAGAGATAAAGG GGTGTCCGACTTGTGGAACT 276

Ad02A8573 Aradu.A02 8573 p3 (AGA)6 18 41613252 41613269 TAGACGATTCTCCGGCCTTA TTCTACACCTTGGCCGAAAC 178

Ad02A8578 Aradu.A02 8578 p3 (TTG)6 18 41681225 41681242 GCAGAAGGAATCAGAGCCAC AGGAAACAACCACCAGATGC 245

Ad02A8583 Aradu.A02 8583 p2 (TA)7 14 41698413 41698426 ACCACAACCCTTGCGTCTAC GGAAACGCTGGTAATTTGGA 263

Ad02A8589 Aradu.A02 8589 p2 (GA)8 16 41729884 41729899 CTTCGTTTCTCGTGCTTTCC CCCTCTCTCCACCACTACCA 275

Ad02A8592 Aradu.A02 8592 p2 (CT)8 16 41747026 41747041 CATTGAACCTGGAATTGGAAA TATTTTTGGCCCAGTTTTCG 205

Ad02A8594 Aradu.A02 8594 p2 (CT)9 18 41772024 41772041 TGGCCCAAATCTAAGTCCAG AAACCTGGGATCGAGAGTCA 200

Ad02A8597 Aradu.A02 8597 p3 (TCT)16 48 41784380 41784427 TGGCCGAACCTACATCTCTC ACTCGGAGGTGGAAGCTTTT 237

Ad02A8604 Aradu.A02 8604 p2 (TG)6 12 41831687 41831698 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 129

Ad02A8608 Aradu.A02 8608 p2 (TC)16 32 41861289 41861320 AAAGGAACATTGAACCTGGAAA AGGGAACCTGCAGAGACTCA 198

Ad02A8609 Aradu.A02 8609 p2 (GA)6 12 41872776 41872787 TTCAGTTTGTTGGGGAGGAC GAATACCAGGTAGCCGCTGA 137

Ad02A8613 Aradu.A02 8613 p2 (TA)14 28 41879339 41879366 TCACCATTCCGAGCCTAATC GAATTGGTTGATTGACGTGG 210

Ad02A8615 Aradu.A02 8615 p4 (AAAT)5 20 41924446 41924465 TTTGCACCCTGTTTTTCTCC GCAAATGCAATAAAAGAAAATGG 197

Ad02A8618 Aradu.A02 8618 c (AAC)5ataacaaattccaaattcaaaacactgagcagcataacaagt(AAC)572 41960156 41960227 CCAGGACCAGTGGAGATTACA ACTGGTTTGCGGTTGAATTT 226

Ad02A8619 Aradu.A02 8619 p2 (TC)10 20 41960633 41960652 AAACCCTAGTAGCAGCAGCG GAAAGAGAGGAAGAGCCACG 279

Ad02A8620 Aradu.A02 8620 p2 (CT)6 12 41963084 41963095 TTTCAAGTTCAGCGTGGACA GCTCATGGTTCGGAGAGAAA 274

Ad02A8622 Aradu.A02 8622 p2 (AG)6 12 41992870 41992881 TTTTTGGGGAAGAGGTGTTG TGCAGGGATGACTTTTCCTT 124

Ad02A8623 Aradu.A02 8623 p2 (AC)6 12 42003748 42003759 TGGCACAAAACAGAGATTCG GATCCTGAGGGATGGACTGA 198

Ad02A8624 Aradu.A02 8624 p2 (CT)6 12 42019778 42019789 GACCAAAGAAGCATGTTTTCAA TGGGGAATTCATCCATTCAT 226

Ad02A8625 Aradu.A02 8625 p2 (AG)17 34 42029690 42029723 TGATTATGCAAAGGCAGTGG TTTGCATTTTCCGATCTCCT 121

Ad02A8627 Aradu.A02 8627 p3 (TAA)5 15 42035693 42035707 ACGGATGTGGACCAGGTAAA AATGGAGTGACTGGAAGACAAA 257

Ad02A8630 Aradu.A02 8630 p3 (TCT)6 18 42049485 42049502 CCCATAAACCCCACCTACCT GTGGAAGCTTTTGTCTTCGC 251

Ad02A8631 Aradu.A02 8631 p2 (AC)7 14 42057086 42057099 TTTCAAGGTTGTAATGGGGC GGGGAATAAAATCACCCCAA 256

Ad02A8633 Aradu.A02 8633 p4 (TATT)5 20 42098709 42098728 TCGAAAATATCTCATCCCTTTTTC AGAACCCAAACACAAGGGTG 234

Ad02A8637 Aradu.A02 8637 c (ATT)6ac(TAT)6 38 42154949 42154986 TGACATTTTTCCCTTCTCCC CCAAACGTTGGGGATAAAAA 179

Ad02A8638 Aradu.A02 8638 p3 (TTA)19 57 42155514 42155570 TGACGGCAGGATAACATTGA GCGCATTACCGGTTGAATTA 214

Ad02A8645 Aradu.A02 8645 c (A)10ttttgag(A)12 29 42170884 42170912 GCCTTAAATAATCGGAGGGG GGGTCCAATTTGTATGTCGC 260

Ad02A8646 Aradu.A02 8646 p2 (TA)9 18 42171854 42171871 TCACAACCGATCCAATCAAA TGGATTTGCGGTTTTGTAAAT 270

Ad02A8648 Aradu.A02 8648 p5 (AAGAT)5 25 42180225 42180249 CAGAGGAACACGACCCAAAT CCTGGGTGCTCCAGTGTATT 174
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Ad02A8650 Aradu.A02 8650 p3 (AGA)6 18 42237923 42237940 CTAGAGGATTCTCCGGCCTT TACACCTCTCCCCCTCTCCT 161

Ad02A8651 Aradu.A02 8651 p2 (AG)6 12 42253977 42253988 GAAGGGTTTTTGGGGAAGAG TTTAACGCCAGAAATGGCTC 176

Ad02A8653 Aradu.A02 8653 p2 (CT)6 12 42274101 42274112 TTTTTCGAAATCTCCCTCCC CGGAAAAGCACACCAAACTT 147

Ad02A8659 Aradu.A02 8659 p3 (TTC)13 39 42334414 42334452 CCTTCTTCTTTCAAATTCGTGC AAAAATGAACCAAAATGGCG 276

Ad02A8660 Aradu.A02 8660 c (GAG)5gaaggt(GAA)9gacactccgtgcgtaaacgagcgtg(AGA)588 42334820 42334907 CGTGAAGAAGAAGGAACACGA TTTAGGTCACGCGCTTTTCT 229

Ad02A8662 Aradu.A02 8662 p3 (AAG)5 15 42362349 42362363 GCTTTTGTCTTCCCTTTCCC AGCCGAACCTACTCCCTCTC 279

Ad02A8667 Aradu.A02 8667 c (A)10gagggagaatattagaaagcgatattaattatttagaaagaaaaaaataaacaaaaataacacaaactctcttcttctt(TTC)5104 42381984 42382087 CGATGACATGGTTATTGAAATGTT TGTGAAGGAACAAAGGAGCA 195

Ad02A8668 Aradu.A02 8668 p3 (TTG)12 36 42383389 42383424 GGTGCCATTGGAATGTTTCT TCCGCGCTTAGAAATAAAAA 250

Ad02A8669 Aradu.A02 8669 p3 (ATT)6 18 42389022 42389039 CAACTACCACCACTTTGCCA GCGTAGTGCTAATCAAGCAGC 184

Ad02A8670 Aradu.A02 8670 p2 (TA)6 12 42390329 42390340 TAAATATGGTGGCGTTTTCG GAAATGTGTGTCCACAGTCCA 106

Ad02A8678 Aradu.A02 8678 p2 (AT)7 14 42415996 42416009 TTCGAAAAAGTGAGGAGAGAGAA TTGTGCCTTTTGTGTGTTTTTC 234

Ad02A8680 Aradu.A02 8680 p3 (AAT)5 15 42456585 42456599 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad02A8681 Aradu.A02 8681 p2 (AT)14 28 42465592 42465619 TCGTGTCTTGCATGTCTTTCTT TTCTGCCTCATGTTTTGAACC 266

Ad02A8684 Aradu.A02 8684 c (A)11gcaatcaaaaaaaaattttg(A)1041 42477394 42477434 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 218

Ad02A8689 Aradu.A02 8689 p2 (TA)10 20 42550172 42550191 GGGTTAGCATATGACCCCAG TTCAAAACTTCCTAACCACTTTCTC 233

Ad02A8690 Aradu.A02 8690 p2 (AG)7 14 42553108 42553121 ACAAATCAGGGGCACACTTC TTTGCAACGTAAAGAAATCAACA 223

Ad02A8691 Aradu.A02 8691 p2 (CT)8 16 42559216 42559231 GGGGAAATGCATCCATTAAG ATTGGGCAACAGGAAAATCC 279

Ad02A8692 Aradu.A02 8692 p3 (CAT)5 15 42561639 42561653 GAGGCTTTGGCAGAAGTGAC AGAGGTGATGGAGCTCAGGA 249

Ad02A8693 Aradu.A02 8693 p2 (GA)12 24 42567107 42567130 ACCCACACCCACAACTCAAT GCAACCTCCTCTCTCTCCCT 257

Ad02A8694 Aradu.A02 8694 p2 (GA)10 20 42604060 42604079 TCAGGTTGTGCTCCTCAATG ATTAAGAACATTCGCGACCC 277

Ad02A8697 Aradu.A02 8697 p2 (GT)8 16 42631980 42631995 GCAAATAAACAAGGGGACAAA AATGGGGCTGAGGTAAAGGT 259

Ad02A8698 Aradu.A02 8698 p3 (TTC)6 18 42644062 42644079 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad02A8702 Aradu.A02 8702 p3 (GGT)7 21 42657724 42657744 ATTGCTGTGGAGTTTTTGGC CCAACAAATGCTTCCTGCTT 239

Ad02A8703 Aradu.A02 8703 p2 (AT)7 14 42661615 42661628 AATCTTTGGGACCAAAACCA GGGGCTGATAAATTGCTTCA 277

Ad02A8705 Aradu.A02 8705 p3 (TGG)6 18 42679030 42679047 ACTGCCTCTGCTTTTGCATT TTGGACAAAAATGTCCTCCAC 270

Ad02A8706 Aradu.A02 8706 p2 (TA)8 16 42679236 42679251 TCAACGTGAGGGACCAAAAT GGTGAGGCGTTACGACATCT 207

Ad02A8707 Aradu.A02 8707 p3 (TAA)7 21 42680416 42680436 CATAATACATGCGATATGTTTTTGTA TGTGAGTTGGGCTTATTATGATTG 274

Ad02A8710 Aradu.A02 8710 c (A)14ctcctaaaatttgtctttgtaataataataatgaattattcctataggaatatcatacctaagaaactgaatcaattgataaattaaaatctgaaagg(A)13125 42684429 42684553 CATCTGATCCAATGTGTGCC CATACGTTGTGCCATGCTTT 276

Ad02A8716 Aradu.A02 8716 p3 (TTA)6 18 42703942 42703959 CCCTATTATAATTTTTACGATTACCCG TGGCATCGGTTGTAGTAATGA 263

Ad02A8717 Aradu.A02 8717 p2 (AT)6 12 42705584 42705595 TGGTCCATTGTGAGGACAAA TGCTTGTGTCACCGTCAATTA 187

Ad02A8720 Aradu.A02 8720 p2 (TC)7 14 42742215 42742228 GGACCAGAAAGCACTGGAAG AAGAACCTGGGATTCAGAGTCA 275

Ad02A8724 Aradu.A02 8724 p2 (CT)13 26 42793083 42793108 GGTTCATAGGACAATTTGGCA GAGGAATCCATCCATTCATTG 276

Ad02A8726 Aradu.A02 8726 p5 (AAAAG)5 25 42839166 42839190 TGTGGGAAAATTGTGTTTGG CTCACTTTGGGGCATTTTGT 219

Ad02A8727 Aradu.A02 8727 p4 (TTAG)6 24 42849568 42849591 CCCTGTTTAACCACCCCTTT AACCTCAACAAAGAATCCAACAA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A8728 Aradu.A02 8728 c (A)10gaaag(A)10 25 42859754 42859778 AAGTGTGGGGAGATTTGTGG CACGTTCACTCATGCATCCT 277

Ad02A8734 Aradu.A02 8734 p3 (TTA)6 18 42958888 42958905 TGACTCGAGACTCAAACAAGAAA GCTGGCCATGAAGCTTTAGA 138

Ad02A8736 Aradu.A02 8736 p3 (TTC)6 18 42969709 42969726 ACCCCACAGGATCATCTCAG TAAAATATTGCTCGCCCTCG 277

Ad02A8737 Aradu.A02 8737 c (T)10gtttttctctttttctttttctttctctctctttttttttcgaaattttcttc(T)1073 42981469 42981541 TCTTTTTGCCCTTGGATCAC TGTGGTTCATGAATGTTGGC 210

Ad02A8739 Aradu.A02 8739 p2 (TC)6 12 43033599 43033610 TGCATCCATTCAGACAGAGC TCAAAACAAGAAGAAATCCTAAATCC 109

Ad02A8740 Aradu.A02 8740 p2 (TC)6 12 43041300 43041311 ATGCATCCATTCAGGGAGAG TCAAAACAAGAAGAAATCCTAAATCC 110

Ad02A8741 Aradu.A02 8741 p2 (TA)9 18 43059989 43060006 TTACTTGGGACATTTTGCCC GTTTGGGAGAGTTGGGAACA 208

Ad02A8742 Aradu.A02 8742 p3 (TGG)6 18 43061345 43061362 AGAGCAAGCGCTACACCAAT CGTTCTCGGGCTAGAGTGAC 134

Ad02A8744 Aradu.A02 8744 c (CT)6tcttcacctcaataactcttcccc(A)1147 43091886 43091932 CAGAAAAGGGCAAGAAGCTG AGGCGAGTGGTGAAGAGAAA 257

Ad02A8747 Aradu.A02 8747 p2 (TA)8 16 43133205 43133220 GCATGTACCATAAACTCCCATGT CCAGACGCTCGAGTAGACAA 236

Ad02A8764 Aradu.A02 8764 p3 (ATT)17 51 43316293 43316343 CTCATGAAAAGCAAGCCACA AATCCGAATGGTCAAAGTGG 231

Ad02A8765 Aradu.A02 8765 p3 (TTC)6 18 43333036 43333053 CCTTGGCCGAACATACATCT TGCCATTGATGGTAGTGGAA 149

Ad02A8770 Aradu.A02 8770 p2 (GA)9 18 43408811 43408828 TTTCGAAAATCCACACAAAAA CCATGATGGAGAAAGGGAGA 235

Ad02A8771 Aradu.A02 8771 p4 (AATA)5 20 43423587 43423606 CCTTGAGCCTTTTAATCCCC TTGGGGTAATTTTGTCCCCT 248

Ad02A8772 Aradu.A02 8772 p2 (AG)6 12 43424963 43424974 CGGACCAGAAAGTAATGGGA GAACATTGAACCTGAGATGAAGAA 243

Ad02A8775 Aradu.A02 8775 p3 (TCT)6 18 43475574 43475591 TCTCATTTAGCCGAACCCAC CTCGGAAGTGGAAGCTTTTG 215

Ad02A8777 Aradu.A02 8777 p2 (AT)6 12 43484405 43484416 TGGGGTAATTTTGTCCCCTT AGGAAACTGTGGGAACATGG 206

Ad02A8779 Aradu.A02 8779 c (AT)14ccatgc(A)1044 43490779 43490822 TTGGCTCTTGAAAGAATGATGA TTTGCTCTTGCCTTTTGCTT 219

Ad02A8781 Aradu.A02 8781 p3 (AGC)5 15 43511673 43511687 TGATAGGAACAACGCAGCAG GCGTGGAGAGAGAAGTGGTC 133

Ad02A8785 Aradu.A02 8785 p2 (AT)6 12 43526761 43526772 TGACAACAAATACTTTAATGTTTCAA GGACCATGCTGTGAGTAGGC 276

Ad02A8786 Aradu.A02 8786 p3 (AGC)5 15 43527327 43527341 ATCCAAACGGTCACAGGAAC GTGGAGAGAGAAGTGGTCGC 141

Ad02A8787 Aradu.A02 8787 p2 (GA)6 12 43556146 43556157 CTAGAGGTTTCTCCGGCCTT CCCATCACCTCTTCACCACT 269

Ad02A8788 Aradu.A02 8788 p2 (AT)6 12 43578312 43578323 CCACAATATCGTTCCCAAGA GATATGGGCGCTGAAGTCAC 262

Ad02A8790 Aradu.A02 8790 p2 (AT)6 12 43598971 43598982 GAGCCTTCGCGAATACAAAC CCTTTCAGCTACAAGTGCGA 177

Ad02A8796 Aradu.A02 8796 p2 (AT)10 20 43627958 43627977 GTAGCAACTCGGAAAGTCGC CACTCAAATCAATTGGGATGC 279

Ad02A8799 Aradu.A02 8799 p2 (AG)6 12 43650940 43650951 TTTGGAATTGAAAACTGGGC CCTTCATCTCAAAACCGCAT 190

Ad02A8800 Aradu.A02 8800 p3 (TAT)21 63 43665503 43665565 CCGTCAAAAATCCAATCATCA TAGGAAAAGCCTTTGCTGGA 201

Ad02A8801 Aradu.A02 8801 p2 (TA)14 28 43667675 43667702 GTGAACGTTTTGCGCTTTTT CGCTTTTTGTAATACCCCGA 157

Ad02A8808 Aradu.A02 8808 p2 (AT)7 14 43760787 43760800 TGCCTTAATTTGCATTTTTGG GCTTTATGGGAACATGGGTG 180

Ad02A8809 Aradu.A02 8809 c (T)10cattttcttttctcccctttttttcgtttttctccttctctctc(T)1064 43768598 43768661 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 249

Ad02A8811 Aradu.A02 8811 p2 (GC)6 12 43789125 43789136 CCTGCGACCTTGGTGTATTT GTGCGGATTGCATAACATTG 234

Ad02A8812 Aradu.A02 8812 c (TC)6(T)10 22 43791832 43791853 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 235

Ad02A8814 Aradu.A02 8814 p2 (GT)10 20 43816106 43816125 TGTCATTGAAGTGTGGGGAA TTACTTTGGGGGCATTTTTG 229

Ad02A8817 Aradu.A02 8817 c (A)10gagaagaagaaaaacg(A)1036 43855356 43855391 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 253
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Ad02A8818 Aradu.A02 8818 p3 (TTC)7 21 43881086 43881106 AATCTTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 212

Ad02A8822 Aradu.A02 8822 p3 (AGA)6 18 43909174 43909191 CTAGAGGTTTCTCCGGCCTT CCTCTCTCCCTCTCCTCCAT 157

Ad02A8824 Aradu.A02 8824 p3 (TTC)6 18 43938041 43938058 TCCACTCTTGCCCATAAACC CCCTCGAGCAAGAGAAGAAA 236

Ad02A8826 Aradu.A02 8826 c (CT)6cacatccattaacaaggttttattttcttcttccctccttcctttttctatcattcttcttattttatatgtta(TTTTC)5111 43977159 43977269 TCCCTCCTTATTTCTTCCTTCTC TTGCAACAATCCACAAGCAT 257

Ad02A8833 Aradu.A02 8833 p2 (AT)11 22 44131850 44131871 TAAGTGTGGGGAAAAGTGGG CATATGCATTGCTTTCACCG 221

Ad02A8836 Aradu.A02 8836 p3 (TTC)5 15 44188906 44188920 GTCTTCGGACTCTCCCTTCC TCCTTTTCCAAGGCTCACAT 262

Ad02A8837 Aradu.A02 8837 p3 (ACA)5 15 44207475 44207489 TTTTTGGTTTGTCGAGCCAT CATGGTCCTCAGCTATGGAAG 234

Ad02A8839 Aradu.A02 8839 p3 (AGA)5 15 44218351 44218365 AAGCTTTTGGCTTCCCTTTC CGAACCTATACCCTCCCCTC 277

Ad02A8842 Aradu.A02 8842 p2 (AT)7 14 44236131 44236144 AACACTTGCATAGCCACCAT TGTTAGCTTCAATGCAAACCAT 261

Ad02A8847 Aradu.A02 8847 p2 (CT)6 12 44289711 44289722 AACCACTTTTCCACTCCCAA GTGGTTTATCAAGGGGGTCC 150

Ad02A8848 Aradu.A02 8848 p2 (AT)10 20 44297485 44297504 TTTGTGTGTTTTTCTCTTTCATCA GGGTAAGCATATGACCCCAG 280

Ad02A8850 Aradu.A02 8850 p2 (AG)6 12 44319912 44319923 GAAGGGTTTTTGGGGAAGAG CCCTCTTCATTCCTTGGGTT 267

Ad02A8853 Aradu.A02 8853 p2 (TC)6 12 44353274 44353285 TCCCTTTCCCTTTCTACCTCA TTTGCAAGAATCCACAAGCA 241

Ad02A8854 Aradu.A02 8854 p3 (AAG)6 18 44379159 44379176 CTTCCCTTTCCCTTTTCTGG TACCCCCTCTCCTCTCCCTA 262

Ad02A8858 Aradu.A02 8858 p2 (TC)14 28 44398332 44398359 GACTTCCTTCCATCGCCATA TCGATCGATCAAGGAACACA 258

Ad02A8859 Aradu.A02 8859 c (T)10ccacttaatttttgaaaaagc(A)1041 44403463 44403503 AATTCCTGGACCGGAGTCTT GAAACATGCAATTGACACCAA 195

Ad02A8861 Aradu.A02 8861 p2 (TA)7 14 44422072 44422085 GGCTAAGGTAAGGGTAGGGG ATGGGAAGATTGTGGGAACA 251

Ad02A8862 Aradu.A02 8862 p2 (AT)9 18 44427356 44427373 TAGGGTTGCTTGCATGTTCA AGGGCAATTTTTGTATCCCC 230

Ad02A8863 Aradu.A02 8863 p2 (AG)8 16 44444807 44444822 TTTCGGCCCAGAAAACATAG TGAACCTGTGATTGAAGAAGATG 225

Ad02A8865 Aradu.A02 8865 p2 (GC)6 12 44451003 44451014 GAGGTTGCTACAGGACGAGG CCTTTTGACAGTCCGTGGAT 237

Ad02A8866 Aradu.A02 8866 p2 (CT)6 12 44491776 44491787 TGGAAGGTAAAAGTAGATGAAAGCA TGGGATCGACCCTTACTCAC 252

Ad02A8867 Aradu.A02 8867 p2 (AG)8 16 44523214 44523229 AGCCAATTGGGCAATATCAA GAGGAAGGCATCCATTCAAG 260

Ad02A8868 Aradu.A02 8868 p2 (AG)8 16 44529234 44529249 AGCCAATTGGGCAATATCAA GAGGAAGGCATCCATTCAAG 260

Ad02A8872 Aradu.A02 8872 c (AT)6(GT)34 80 44638942 44639021 GTTTTCAAGCGCCAGCTTAG AGCACGAGATCGATTTTTCG 257

Ad02A8873 Aradu.A02 8873 p2 (GA)6 12 44639953 44639964 GTAGGGCCAACAGCGTAAAA TAGCCCCAAATGGGTCATTA 231

Ad02A8875 Aradu.A02 8875 c (TAG)7(AAG)30 111 44649459 44649569 CTAGAATGTTGCTCGCCCTC CTACCTTCTCTGCTCCCCCT 206

Ad02A8882 Aradu.A02 8882 p3 (TTA)5 15 44758597 44758611 AGAAGGATTGGATGAAGGCA TAAGGGTCGATCCCACAGAG 236

Ad02A8885 Aradu.A02 8885 p2 (AG)6 12 44781554 44781565 GGAAGCAGTAAAGAGAGCCTTG ATAAAGGAGGCTGGCTCCAC 197

Ad02A8886 Aradu.A02 8886 p4 (TTTA)6 24 44785827 44785850 CCCCAGTTAGTGGTGTCCAG GAAAAAGCAGTGAATGGCAA 229

Ad02A8894 Aradu.A02 8894 p4 (TTAT)5 20 44866878 44866897 ACGCACTTGGTCTCGACTCT CCTTAAAGCAAAAGAAACAGCAA 210

Ad02A8895 Aradu.A02 8895 c (TA)7tgcg(T)11 29 44868095 44868123 TGAATGGCGAAAATCACAAA CACAGGAACCAAACACCTCA 229

Ad02A8896 Aradu.A02 8896 p2 (AT)7 14 44871399 44871412 TTAGAACGAAACAGGGGGAG GGGATCGACCCTTACTCACA 240

Ad02A8899 Aradu.A02 8899 p2 (TG)8 16 44881660 44881675 GTGTCTTTGGCGAACAAGGT AGGATCTTGCGTCTTACCGA 216

Ad02A8900 Aradu.A02 8900 p3 (AGA)6 18 44890606 44890623 CCCATGACTAGGAGGTGGAA CACCTTAGCCGAAACACCAT 218
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Ad02A8901 Aradu.A02 8901 p2 (TA)6 12 44905102 44905113 TAAGTCTTGTTCCCCATGCC GGTGTTCCAAAGCGACAGAT 267

Ad02A8902 Aradu.A02 8902 p2 (TC)6 12 44906750 44906761 GCACTACCTGATCCCTCTGC GGGAGGGATGATGGAGAAAG 183

Ad02A8904 Aradu.A02 8904 p4 (AATA)6 24 44916199 44916222 TTTCGTGCACCACCTACTCA CCCATAATTTCCCACTTTTGC 248

Ad02A8909 Aradu.A02 8909 p4 (ATTT)5 20 44940617 44940636 AAACCCTTTGGGAATGGCTA TTCTTGGCTGAAGAAGTGGC 275

Ad02A8912 Aradu.A02 8912 p2 (AC)7 14 44959049 44959062 CCAATCTCTGCCGTGAAAAT TCAGTTGTTTCGCTACCAACA 158

Ad02A8915 Aradu.A02 8915 p3 (AGA)7 21 44967942 44967962 TAAAATATTGCTCGCCCTCG ATCAATTTCCCTCCCATTCC 211

Ad02A8918 Aradu.A02 8918 c (TC)8(T)11 27 44994288 44994314 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGAA 225

Ad02A8921 Aradu.A02 8921 p4 (TAAA)5 20 45041541 45041560 TTCTTGTCCTTGCTCCTGCT TTTTTGAATTCTCTCCCTCTCA 240

Ad02A8925 Aradu.A02 8925 p2 (AC)6 12 45099685 45099696 TGTATGGCCAAGTGACCTGA AATGAAAGCACCCCAAATGA 211

Ad02A8926 Aradu.A02 8926 p2 (TC)6 12 45124146 45124157 TCCCCAATAAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 270

Ad02A8927 Aradu.A02 8927 p3 (TAC)5 15 45146166 45146180 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 238

Ad02A8929 Aradu.A02 8929 p2 (TC)6 12 45195982 45195993 ATTAAGAACATTCGCGACCC TCAGGTTGTGCTCCTCAGTG 270

Ad02A8933 Aradu.A02 8933 p2 (AC)7 14 45245893 45245906 TGTTTTCCCACAAATTTCCC TTTTGAGCCTTTAATTCCCC 154

Ad02A8934 Aradu.A02 8934 p2 (CT)6 12 45254687 45254698 TTTCGAAATCTCTCCTCCCC GCTTGTCCTCAAGCAAAAGAA 119

Ad02A8936 Aradu.A02 8936 c (TTTATT)5tatttttaattttattgccgtc(TTTAT)577 45264264 45264340 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 260

Ad02A8939 Aradu.A02 8939 p2 (TC)6 12 45319958 45319969 TTCAGAGAGAGCTCGCCAAT TCAAAATAGAGATCTGAAACATGGA 220

Ad02A8942 Aradu.A02 8942 p3 (TTA)14 42 45332489 45332530 ACAAACATAAGGCCTGGCAC TCAAGCATCCCATAATACCCA 255

Ad02A8944 Aradu.A02 8944 p6 (AAAATT)5 30 45334107 45334136 CAGAAACATAGCAATAACTGCACA TCAATGGTTGGATTGACGAA 271

Ad02A8948 Aradu.A02 8948 c (A)10tcata(T)10 25 45369865 45369889 GAAGGCAGAATGGTGGAACT CCAGTGAGGGTTCAATTGCT 278

Ad02A8951 Aradu.A02 8951 p3 (ATT)5 15 45453285 45453299 AAAGGCTTGCTATTGCCAAA TTCGGCAGTGCTAAAGAAGC 221

Ad02A8952 Aradu.A02 8952 p2 (AG)6 12 45454534 45454545 TTGAGGTGTCAGAGGAAAAGAA CGAAAGTCACTAACCACTTTTTCA 266

Ad02A8953 Aradu.A02 8953 p2 (TA)6 12 45471809 45471820 TTTTCAATCAATTGGGCTGC CAAAAATGGAAGCGGAAGAA 257

Ad02A8958 Aradu.A02 8958 p2 (CT)8 16 45510573 45510588 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 250

Ad02A8959 Aradu.A02 8959 p2 (AT)7 14 45515272 45515285 GCTGTAGGGTCAACAGAGGG TTTCCTGGTTGGGTATCTCG 268

Ad02A8963 Aradu.A02 8963 p3 (CAT)5 15 45586088 45586102 TGGAAAATGGATCAAGCCTC GCGATGCTCACTTTGATTGA 187

Ad02A8964 Aradu.A02 8964 c (T)10gccactcttc(T)1030 45595406 45595435 ATCCATTGATGCTCAAAGCC AAAGCAGTGAAAAAGCAAAAGC 150

Ad02A8967 Aradu.A02 8967 p3 (AGA)5 15 45638359 45638373 AAAGGTTTGCTCGTCCTCG AACCACTTTCCCTCCCAAAC 270

Ad02A8968 Aradu.A02 8968 p4 (AAAT)8 32 45653454 45653485 ATAAAGGGAATTTGGGCACC TGGGGTAATTTTGTCCCCTT 146

Ad02A8971 Aradu.A02 8971 p2 (AT)8 16 45679537 45679552 CAATGCAACTGAACCTTCCA ACTCCTCCCCACTCCTTTGT 272

Ad02A8974 Aradu.A02 8974 p3 (AGA)6 18 45685499 45685516 CTAGAGGTTTCTCCGGCCTT CCTAAATGGCCGAACCTACA 262

Ad02A8978 Aradu.A02 8978 p2 (GC)6 12 45722096 45722107 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 163

Ad02A8981 Aradu.A02 8981 p3 (AGA)6 18 45761539 45761556 GCTTTTGTCTTCCCTTTCCC AGCCGAACCTACCTCTCTCC 192

Ad02A8984 Aradu.A02 8984 p2 (AG)8 16 45837947 45837962 GCTTCCTCCTCAGAGTCCTTT CTCCCTCTCTCATCCCTTTCT 279

Ad02A8986 Aradu.A02 8986 p2 (TA)8 16 45847198 45847213 ATCCAATTCCCACACGTTGA CATTATGCCAATTCGGGAAG 268
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Ad02A8989 Aradu.A02 8989 c (TTC)5cctgtgaccaccccc(CT)642 45853875 45853916 GTCAACCCCTATTCCATCCC AATGGGGGTAGGAGAGGAAA 270

Ad02A8992 Aradu.A02 8992 p3 (TGA)5 15 45864335 45864349 GTTAATAGTGGCCCATTTATATTGA TTTCTTCCCCCATGTCATTC 267

Ad02A8993 Aradu.A02 8993 p2 (AC)6 12 45864681 45864692 AGATAGTGGGGGTGGGAAAG AAAGGCTGTGGTAGTGGTGG 174

Ad02A8994 Aradu.A02 8994 p3 (TAA)11 33 45865178 45865210 AGCCCCTACCTTAGGAACCA TTGAAGTTAGGTAGACAAAGTTTCACA 126

Ad02A8999 Aradu.A02 8999 p2 (GA)57 114 45880197 45880310 TGAAAACATAAAACCCCACCTT AGATCGACAGCTCAGGGTGA 279

Ad02A9005 Aradu.A02 9005 p3 (AGA)6 18 45928253 45928270 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 146

Ad02A9006 Aradu.A02 9006 p2 (CT)6 12 45949412 45949423 GCACTTGGAGGGCATAACAT GAGGCTATAAAGTGGGGGAA 279

Ad02A9007 Aradu.A02 9007 p3 (AGA)11 33 45957549 45957581 TGCCATTGATGGTAGTGGAA ACCCAAACCCACCCTAAAAT 278

Ad02A9008 Aradu.A02 9008 p2 (GA)7 14 45979467 45979480 GGGGGAGGGAAGAAGAAAAT TAATATGGGTCACGCGACTG 269

Ad02A9010 Aradu.A02 9010 p2 (AG)6 12 46009960 46009971 GAGGTTCGGATTTGTGGATG CAAAACCACCTAACTACTTTTCCC 235

Ad02A9011 Aradu.A02 9011 c (T)13agcttc(A)10 29 46014375 46014403 GACGAAAATCGGGAACAGAA CCACCATTCCGAGGAGTAGA 266

Ad02A9012 Aradu.A02 9012 p2 (TA)6 12 46015686 46015697 CTGTGGTTTCCGAGGTCAAT GGTGCATGCTATGACGAAGA 263

Ad02A9017 Aradu.A02 9017 p3 (TTG)6 18 46069329 46069346 GCAGAAGGAATCAGAGCCAC AAGCGGAAGAACAGCAGAAG 274

Ad02A9018 Aradu.A02 9018 c (GGT)11gctagttgtggcagtagtgttggtgt(TGG)677 46069701 46069777 ATGCAGATGGTGATGGAGTG TTGAGGGCCAGAATTGAAAC 242

Ad02A9019 Aradu.A02 9019 p3 (CTT)6 18 46077685 46077702 ATCAGGCATTTCCATTCTGC GCTGGACTCTCATGCCAAGT 117

Ad02A9022 Aradu.A02 9022 p5 (TTATC)5 25 46106886 46106910 GCAAGGGACTCCGATACTGA TTGACAGGGAAGCCCAATAG 253

Ad02A9025 Aradu.A02 9025 p3 (TAT)12 36 46150042 46150077 CGCAAGTTTCCGTTTACCTG GAGGTGGTGAGGGATTACGA 162

Ad02A9026 Aradu.A02 9026 p2 (AT)8 16 46155931 46155946 TTGCTTATTGTTCCATTGCC GCGACTCTGATAGCTCGGAC 275

Ad02A9027 Aradu.A02 9027 p2 (CT)6 12 46168953 46168964 CCACTTTTCTATCTCCAATTTTCG ATAGAGAGGGAGGGGGTTCA 147

Ad02A9034 Aradu.A02 9034 p3 (TTC)6 18 46252115 46252132 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad02A9036 Aradu.A02 9036 p2 (GT)6 12 46273386 46273397 CAACCCTTGCAACCAACTTT TTACCTCAACCAATGTCCCA 177

Ad02A9038 Aradu.A02 9038 p2 (CT)7 14 46281878 46281891 AATTACAGAACACGCCCCAG TGGATCCAGAGTTACTCCTAAAACA 222

Ad02A9041 Aradu.A02 9041 p2 (AT)8 16 46286338 46286353 GTGGGTTTGGAAACATCTGG GGACATTTTGTCCCCTTTTTC 162

Ad02A9042 Aradu.A02 9042 p2 (CT)7 14 46287536 46287549 AATTACAGAACACGCCCCAG TGGATCCAGAGTTACTCCCAA 220

Ad02A9045 Aradu.A02 9045 p2 (AT)8 16 46307168 46307183 AAGCCAGCATCTGCCTTAAC TTGAAAGCTTTTCATTCACCA 181

Ad02A9051 Aradu.A02 9051 p2 (AT)6 12 46347945 46347956 AGGAGCCTTGAAGGAGAAGC GCCTTAGTTTCGCAGGTCAA 179

Ad02A9052 Aradu.A02 9052 p2 (AT)6 12 46348835 46348846 TGCAGATAGGCATGGATGAA GATCGGACACTTGAACTCCC 254

Ad02A9053 Aradu.A02 9053 p2 (TA)7 14 46349506 46349519 TGTGCATATGTACGCACCAG TTGTGGTATGGTTGTCGTTGA 249

Ad02A9055 Aradu.A02 9055 p2 (AG)7 14 46386418 46386431 GGTTCATGATCGGCTTCAAT CCCTCCTTTGATAATTTGGACTC 210

Ad02A9056 Aradu.A02 9056 p3 (AGA)8 24 46397384 46397407 TTGAGGTTTCTTCGGCCTTA AAATGACCGAACCCTAACCC 262

Ad02A9058 Aradu.A02 9058 p2 (AT)7 14 46484470 46484483 GTGTTGCGTGTCACGTTCTT CGATAGAGTTTGTCTTTGCCC 273

Ad02A9062 Aradu.A02 9062 p2 (GC)6 12 46567381 46567392 TGGAAAGCTAACATCCAGGG ACAAGGCTCCTAAAACCGCT 152

Ad02A9065 Aradu.A02 9065 p2 (TG)7 14 46578660 46578673 TTTAAGAACGAATATGTCCAATACAAA TCAACCGGACCGATTCTAAG 236

Ad02A9067 Aradu.A02 9067 p3 (TTA)5 15 46596136 46596150 CGGCTACACTGCGTCTTGT TTGATACACACATTAATAGTGACCCAT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A9068 Aradu.A02 9068 c (TTC)6(T)13 31 46637503 46637533 GTGGAGGACCATTTATCCCC GCAAATATGCGAATGCATCA 198

Ad02A9069 Aradu.A02 9069 p3 (TTC)5 15 46639879 46639893 CCCGGAGAGCTATTTTGGTT CCCCTAATGAAAGTGGGGTT 169

Ad02A9071 Aradu.A02 9071 c (AT)7gttatattttttcc(TAA)543 46668335 46668377 ACCAAATCGACTGCTAGCCT CGGTATCTGGGTTGCTCAAT 216

Ad02A9080 Aradu.A02 9080 p2 (TC)7 14 46742081 46742094 GCCTCTGACAATACACATAGCAA AAATTTGATCAGAATCTCGTGC 233

Ad02A9081 Aradu.A02 9081 p2 (GC)6 12 46743604 46743615 ACAAGGCTCCTAAAACCGCT CGGTTCCAGTTGGGTTAGAA 168

Ad02A9083 Aradu.A02 9083 p2 (TC)6 12 46747822 46747833 TTCCTTATCTTTTTCAAAACCACC GGAGGGGGTCCGAATTATTA 211

Ad02A9084 Aradu.A02 9084 c (A)10ctaaaatttcttacttaaaatccattacttcaatttccatatattaaagttaacatctgcaaacaaaaaaagggataaaaaatgt(A)10105 46755401 46755505 ATCTGCACGTTCCAGGATTC TCCTAATTGGAACCCAAAGAAA 248

Ad02A9089 Aradu.A02 9089 p3 (AAT)11 33 46803053 46803085 TGCATCTGAATTTCAAGTATGAGG TGTCCTTGCCATTTTCTTCA 251

Ad02A9090 Aradu.A02 9090 p4 (TTAT)5 20 46807574 46807593 GCCTCTAACAATACACACAGCAA TGAGTACCCGATTTCTGAACAA 276

Ad02A9094 Aradu.A02 9094 p3 (GAA)5 15 46821423 46821437 CGGTAACAGCAGCATAACAAA TTTCTGAATGCTCGGTTCTTC 251

Ad02A9098 Aradu.A02 9098 p2 (AT)10 20 46832419 46832438 AATATGATTATTTGTGCAAGAGTTTTT TGGATAACTTTGCAGAGATTTAGTT 270

Ad02A9101 Aradu.A02 9101 p3 (TAA)11 33 46834435 46834467 TGGTACAACAAGTTTGGGGC TGACTGCTTTTCTAGGCCCTT 239

Ad02A9103 Aradu.A02 9103 p2 (TA)6 12 46836184 46836195 GTTTCGTACGCAAAGACGAG CCCGGTAGAGAGCAACAAAA 117

Ad02A9105 Aradu.A02 9105 p6 (AATCCT)5 30 46843802 46843831 ACAGCAAAGGCTGTGATTGA GGGAACATGCAGAGACTCAAG 272

Ad02A9106 Aradu.A02 9106 p3 (TCT)7 21 46845524 46845544 AAATGACCGAACCCTAACCC CTAGAGGTTTCTCCGGCCTT 263

Ad02A9108 Aradu.A02 9108 p2 (AT)12 24 46855614 46855637 GCACTTTGCTGAGGCATTCT CTAAACCGGCCAGAGAACAC 249

Ad02A9109 Aradu.A02 9109 c (A)10gttaaattcaatttctgtctcttaaaatt(A)1251 46856177 46856227 TTTAATGCGTCCCTTAACCA TTCACCACTTAAACGTGTCACC 167

Ad02A9113 Aradu.A02 9113 p2 (GT)6 12 46863963 46863974 AGAGCTATTCGCAAGGATCG GGAAAACCGGGCATTAATTT 276

Ad02A9115 Aradu.A02 9115 p2 (AG)6 12 46870471 46870482 TGCAGAAAACGTTCATAGCG TTGATGAAGAGTCGAATTAAATCCT 229

Ad02A9116 Aradu.A02 9116 p2 (CT)8 16 46878220 46878235 TTTCAAAACCGCCTAACCAC CAGAGGAGAAGAGAGGGTTCAA 260

Ad02A9117 Aradu.A02 9117 p3 (TCT)6 18 46881461 46881478 ATCTCTTTCCCACCCAAACC CCAGCCTTAGGTGCCATAAA 279

Ad02A9119 Aradu.A02 9119 p3 (TAC)5 15 46895167 46895181 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 277

Ad02A9128 Aradu.A02 9128 p3 (AGA)6 18 46973967 46973984 AGACGGTGGAGAACGAGAGA GGCGACATTAGCAAGAAAGC 148

Ad02A9133 Aradu.A02 9133 p3 (AAG)8 24 47009430 47009453 TTGCCTTCCCTTTCCTCTTT TCTTCTCCCACTTAGCCGAA 203

Ad02A9137 Aradu.A02 9137 p2 (AG)6 12 47066229 47066240 ATCTACCCATCCCATCACCA TCGTATTCCTCCTTGATGGC 240

Ad02A9138 Aradu.A02 9138 p2 (AT)6 12 47071015 47071026 TTTGAATATTGGGAAATTTGGG CCAAGGCAAGGGTGAAGATA 240

Ad02A9140 Aradu.A02 9140 p2 (GA)6 12 47089048 47089059 AGATGTTTCGCCTCCCTTTT GGACGCTAACGCGTCATTAT 264

Ad02A9142 Aradu.A02 9142 p2 (TA)7 14 47105113 47105126 TTCTTTTGAACTCTTCATTCCCA TTTTCAAAAATTCCCTTCTTCTTC 247

Ad02A9146 Aradu.A02 9146 p5 (AAAAT)5 25 47123925 47123949 CGCTCTCACGTGACTCTCTG GTGCTAGGTGGGAGACAACC 280

Ad02A9147 Aradu.A02 9147 p3 (AGA)6 18 47145115 47145132 TCGTCCTCGAGCAAGAGAG CACCTCAAATCCTCTTCCCA 199

Ad02A9149 Aradu.A02 9149 p2 (CT)6 12 47157933 47157944 AGCCAAAAGGGAAAAATCCA CATGCAGAGACTCATCACGC 280

Ad02A9150 Aradu.A02 9150 p3 (TTA)5 15 47183146 47183160 TGCTGTGCTCAATTTTCAGA CACAAAAAGGGAGAAACGGA 174

Ad02A9152 Aradu.A02 9152 p2 (CT)6 12 47192706 47192717 GAATCCATTGTTGCTTCTGCT TGCTAACAATCAACTACTGTGCAA 272

Ad02A9162 Aradu.A02 9162 p3 (ATA)10 30 47216105 47216134 CAAACGACGTTGAGGACAAA ATTCCCATATCCTGCACAAG 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A9164 Aradu.A02 9164 p3 (TCT)7 21 47226508 47226528 AATGACGGAACCTAAACCCC CTCGAGCACAAGAGGAAAGAA 168

Ad02A9165 Aradu.A02 9165 c (T)13catttcacaatacttatgcattgactcttattggacttcacctttgggcattttgtcccctcttctttttttttatttctttctttttc(TTCTTT)5132 47229164 47229295 CCCATAATTCTCACTTTTTCCA CCTTATGCATTGAGGTTCTTG 273

Ad02A9166 Aradu.A02 9166 p2 (GC)6 12 47232266 47232277 ATACCAGGAGTGCACAAGGG TTCCAGAGACTTGAGCCCAC 162

Ad02A9169 Aradu.A02 9169 p2 (TA)9 18 47266805 47266822 CCAAGGCTAGCCGGAGAATA GATGTATGTGCGAGAAGCCA 276

Ad02A9170 Aradu.A02 9170 p5 (TTCTT)5 25 47270352 47270376 TCAAGAATGATTCAACCCCC AATGCAAACGCATCAGAACA 113

Ad02A9171 Aradu.A02 9171 p3 (CAT)6 18 47273175 47273192 CAGCCCCAAATTCTTCAAAA TGCATTGGATAAGTGAATTGATG 167

Ad02A9173 Aradu.A02 9173 p2 (AT)8 16 47281109 47281124 GAATTTGTGTGTTGCTGTATCTTTT TCTTTAAGAGAAAGGTTATTAGGGG 278

Ad02A9175 Aradu.A02 9175 p3 (CTT)5 15 47287165 47287179 CTGCAAAGGCCATTACCCTA GGCATTAATTGTTCCACACG 222

Ad02A9177 Aradu.A02 9177 p2 (TA)9 18 47290740 47290757 TGTTCTGGATATGATCAATCTTGTG TGGGATGGGATATATGGACC 278

Ad02A9178 Aradu.A02 9178 p3 (ATG)5 15 47296660 47296674 AATTTGAACAACCGAGGTGC TCAGTCTCATCTCGTGGCAG 240

Ad02A9179 Aradu.A02 9179 p2 (CT)22 44 47296851 47296894 CTGCCACGAGATGAGACTGA ACACGCCTACATGGCCTTAC 189

Ad02A9183 Aradu.A02 9183 c (T)12ggtgactaatggaagattagattacattcaaacaaatcaattttcaggtgaagttcaatataatattta(CT)693 47301940 47302032 AAATTCGCCGTTAATGGAAG AACTTTTGAAGAGAAGCATAGGAAA 279

Ad02A9185 Aradu.A02 9185 p3 (TCC)5 15 47307351 47307365 GTGGAATGCACGCTCAAGTA CTCAATGTCATCCCTCCACC 189

Ad02A9187 Aradu.A02 9187 p3 (TCA)5 15 47344387 47344401 TGGTCATGAGGGATTGATGA GGGATGAGAACTCCGTTGAA 151

Ad02A9188 Aradu.A02 9188 p2 (TG)6 12 47347128 47347139 TCAACATGCAAAAATCACGTT CCTAGCTCATCCCAAACCAA 225

Ad02A9193 Aradu.A02 9193 p2 (TC)8 16 47420885 47420900 GCCTAATTGGTGCAGGATGT GGTTTGGGTGGGAAAAAGAT 209

Ad02A9194 Aradu.A02 9194 p3 (TTC)6 18 47421053 47421070 ATCTTTTTCCCACCCAAACC CTAGAGGTTTCTCCGGCCTT 195

Ad02A9195 Aradu.A02 9195 p2 (AG)7 14 47422837 47422850 CAATTGGGCAACATCAATCA GGCTGTTTCTGACCCAGTTC 279

Ad02A9197 Aradu.A02 9197 p2 (AG)6 12 47428749 47428760 ACCAATTGGGCAACATCAAT CCAGTTCTCGTCCCAGAAAA 266

Ad02A9198 Aradu.A02 9198 p3 (AGT)5 15 47435831 47435845 GAGGAACATCCACTTCCCAA CATGTTTGATGATGATGAGAAAAA 184

Ad02A9199 Aradu.A02 9199 c (AC)6agagagagagggggtttgaattttaagaaggagagaagtgttag(TAAA)576 47449967 47450042 TCCTTTCAGGTTCAGGATCG TTCCCTCCCCCTTATCTCTT 277

Ad02A9204 Aradu.A02 9204 p4 (ATAC)13 52 47463235 47463286 CGAGGATGGCAACTTTTACA TTTTCTTCGCCTTTGTTATCG 278

Ad02A9205 Aradu.A02 9205 p2 (TA)10 20 47463498 47463517 CGATAACAAAGGCGAAGAAAA ATGCCCAATGATCGAGACTT 213

Ad02A9206 Aradu.A02 9206 p2 (TC)6 12 47465991 47466002 TTATCCTTTGTCCTCGTCGC CTAATTCACACTCTCCCGCC 239

Ad02A9207 Aradu.A02 9207 p4 (ATTT)7 28 47472323 47472350 GACCATCCCGAAGAGATCAA CCTGTGAGCGAAGATTGTCA 258

Ad02A9209 Aradu.A02 9209 p2 (CT)8 16 47485712 47485727 TCCTACCAGAGCAAACACCC AGAGAGCTCGAAGAGGGACC 171

Ad02A9211 Aradu.A02 9211 c (T)10gggttaaaattgaagaatataactgcatttttgt(TTA)19101 47489017 47489117 TTCGAATCTATGGTGTGACAATTT GCATATGCAACAAAACATAACATTT 251

Ad02A9217 Aradu.A02 9217 c (T)10ctttctttttctcccatttttttttcgaaa(T)1050 47502051 47502100 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 161

Ad02A9219 Aradu.A02 9219 c (T)10cgaaa(T)10 25 47528381 47528405 GGTATGGAGAGGTTTTCCCC TCCGAATGAATGCTTGAACA 271

Ad02A9220 Aradu.A02 9220 p2 (TA)7 14 47545889 47545902 AGGTTGGAATTTTGAACCGA ATTCCACAGCCTTCACCAAC 269

Ad02A9225 Aradu.A02 9225 c (A)14gaaagactcacactttgtcgtttcaatcctcaattccatttaatctc(T)1071 47573789 47573859 GGTGTGTGTGGGGGTAATTC AGTTGGCAGATTCACTTTTGG 257

Ad02A9228 Aradu.A02 9228 p3 (TTC)6 18 47588560 47588577 AATTTCCCACCCTATCCCAC ACCACTGAGCTATGACGGCT 266

Ad02A9230 Aradu.A02 9230 p2 (TA)6 12 47631770 47631781 TGTGATACGAAAATGCTGATGA TCTCCACGTTCAAAAAGCAA 226

Ad02A9232 Aradu.A02 9232 p2 (AG)30 60 47650021 47650080 TGCAAAGTAGAGTGCAAGGG TACTCTTACGTGTCGCGTGC 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A9235 Aradu.A02 9235 p3 (TCT)6 18 47663182 47663199 CAACACAACCCCCACTTCTT CTAGAGGATTCTCCGGCCTT 194

Ad02A9236 Aradu.A02 9236 p3 (AAG)7 21 47671510 47671530 GCTGGACTCTCATGCCAAGT ATCAGGCATTTCCATTCTGC 120

Ad02A9240 Aradu.A02 9240 p3 (AGA)6 18 47716988 47717005 GCTTTTGTCTTCCCTTTCCC CACCTCTTCTTCACCTTGGC 246

Ad02A9244 Aradu.A02 9244 c (CTT)5tgagcccnnnnnnnnnnnnnnnnnnnnnaccgagcccgtcgccgcaccatcctcttcaagtaagttc(CT)13108 47762684 47762791 CCTGAGATGGAGAGAGGCAG GGTGACAGGCTCATAGGGAC 268

Ad02A9247 Aradu.A02 9247 p5 (TTTAT)5 25 47787890 47787914 TTTCTCTCTCCTCACTTTTTCG CCCCAAAGTCCTTCTGGATT 244

Ad02A9254 Aradu.A02 9254 p3 (AGA)14 42 47869034 47869075 ATGGAAGTGGTCTTGATGGC TCACCTAGGCCGAACCTACA 279

Ad02A9256 Aradu.A02 9256 p2 (AT)10 20 47872969 47872988 TTTTTGACCAAGTCAACCCA TGCATGCATTCATTGTTTTG 159

Ad02A9260 Aradu.A02 9260 p2 (TA)7 14 47904177 47904190 CACACGGGACAAAATTCAAA TTTCAAGGTTGTAATGGGGC 215

Ad02A9264 Aradu.A02 9264 p2 (GA)20 40 47911916 47911955 TCGATGTTAATATTCGAAACCA AGTGCCATGTCAATTTGTTTTT 205

Ad02A9267 Aradu.A02 9267 p2 (CT)8 16 47966918 47966933 AAATCACCCTCCTCTTTTTCAA GGGAAGAGGGTTCGAATTTT 213

Ad02A9268 Aradu.A02 9268 p3 (TCT)5 15 47979113 47979127 GAAACCCTCACCTCTCTCCC TTGCCTTCCCTTTCCTCTTT 184

Ad02A9269 Aradu.A02 9269 p3 (AAG)6 18 48046849 48046866 ACCCAATTGGATGAAGATCG CCTCCCCTCACACACTTTTC 261

Ad02A9271 Aradu.A02 9271 p3 (TCT)6 18 48084937 48084954 CTCATATGGCCGAACCCTAA CAGCCTTAGGTGCCATCAAT 249

Ad02A9272 Aradu.A02 9272 p5 (TTTAT)7 35 48088901 48088935 TGATGGATTGTCTTGCTCCA TGCTTGAAAATAAACCGCTTG 260

Ad02A9276 Aradu.A02 9276 p3 (AGA)7 21 48120487 48120507 TAAAATATTGCTCGCCCTCG ACAGGATCCCCACCTACCTC 279

Ad02A9277 Aradu.A02 9277 p3 (ATT)5 15 48123472 48123486 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad02A9279 Aradu.A02 9279 c (CT)6aatgaattttttcatttccttttttcgaaaaaaattgaatact(TTG)570 48130873 48130942 GGTCTTTTCGGCGACAGTAG ATGACAAAAATTCCCCACCA 225

Ad02A9282 Aradu.A02 9282 c (TA)6(TG)18 48 48152025 48152072 TCAGATGCAGGACGTGAGAC GAAGCATAGGATGGCCAGAG 274

Ad02A9283 Aradu.A02 9283 p2 (CT)7 14 48154995 48155008 CGCTTGATTTAGCTTGGAGTTT CCTCATTCCCTCTCACTTGC 200

Ad02A9287 Aradu.A02 9287 p3 (ATA)7 21 48175853 48175873 AAAGCAACAAACAACCACCC TTTGGTCGTTAAAGATGAAATTAAGA 181

Ad02A9290 Aradu.A02 9290 p2 (CT)6 12 48200026 48200037 CCAGACTTGGCTAAAAACGC AGAGGTGGTGAGGTGATTGG 153

Ad02A9293 Aradu.A02 9293 c (T)11cgaaatctcccctccccaccttataaatacacgtttgactccctctttccaccacaccattcgaatttcctcttc(CT)698 48286874 48286971 TCCTTTTCTCAATTTCCTTCCA CGGAAAAGCACACCAAACTT 207

Ad02A9297 Aradu.A02 9297 p3 (TTC)5 15 48328715 48328729 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 277

Ad02A9298 Aradu.A02 9298 c (A)11cggccatcggcgcactagcacgctgt(GC)649 48335027 48335075 ATAGGGAGCTCTTGGGCATT GTGGATGAGGTTGGAACGAT 224

Ad02A9299 Aradu.A02 9299 p2 (AT)10 20 48349618 48349637 TCCGAACAAATTTTAGACAAATCA TGGTCTTAATATAGAAAGCAAATCG 246

Ad02A9301 Aradu.A02 9301 p4 (TAAC)5 20 48375909 48375928 CAAAAGCATTCTCAAAGGCA TACTTCACCGACGATGCTCA 280

Ad02A9302 Aradu.A02 9302 p2 (AT)6 12 48380304 48380315 TGTTATGCTCTATATACATGTGCGA TTTTATTAAGGAACCTCGTTATCTTTT 130

Ad02A9304 Aradu.A02 9304 p3 (TTA)5 15 48386701 48386715 GGAGGTTGGGACTCAAAACA TGTATTTCACTGCCTCAGCG 269

Ad02A9306 Aradu.A02 9306 p3 (TTC)5 15 48389761 48389775 TCACCTTGACCGAACCTACC ACTCGGAGGTGGAAGCTTTT 176

Ad02A9318 Aradu.A02 9318 p3 (ATA)15 45 48441654 48441698 CGACGTATTCCGTATTGTGTTG TTGGTCTTTTTAACATTCTGACCA 277

Ad02A9320 Aradu.A02 9320 p3 (TAA)6 18 48444515 48444532 GCTGCTAGCCTTATTTCCAAGA TTCGAGATTGAAATTAGTTTTCCC 226

Ad02A9323 Aradu.A02 9323 p2 (AT)10 20 48450694 48450713 CGAGGCATATATTGGTGTCAA GTCCCGAGCAACCCATATAA 262

Ad02A9325 Aradu.A02 9325 p4 (TTAA)5 20 48459651 48459670 TGTTCTATTTTCTTGTAGTGAGCCT GCTAACAACAACACCACCAATG 155

Ad02A9327 Aradu.A02 9327 p2 (AT)8 16 48469990 48470005 TCGTCGACGGGGTTTATATT TCCATATTTTTCCAATCACAGC 278
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Ad02A9328 Aradu.A02 9328 p3 (TAA)9 27 48519238 48519264 CAATCTTGGCCCGAATTCTA ACAACCGGTGCAATTACCAT 257

Ad02A9333 Aradu.A02 9333 p3 (ATA)7 21 48530143 48530163 TCGCCAAAATGAATGCACTA TAGCCGGTGCCATTATCA 280

Ad02A9334 Aradu.A02 9334 p2 (TC)6 12 48530729 48530740 TGACTAGACATTCAAATCTCACCA AGGAAAAGAGGGAGGGAGG 280

Ad02A9335 Aradu.A02 9335 p2 (CT)8 16 48530946 48530961 TCTATCTCTCCCTCTCCCCC AGAGCAACAAAGAGACACACACA 196

Ad02A9336 Aradu.A02 9336 p2 (AT)6 12 48531715 48531726 TTCAAGGTGCTATTGCTATTTCTG TCATTTATGCTTTCAATCATTGTT 233

Ad02A9342 Aradu.A02 9342 p2 (TA)6 12 48601083 48601094 TCTCATCATGCAGGGAGTTG GGCATGAGCTGGAATTTGTT 279

Ad02A9343 Aradu.A02 9343 p3 (AGA)5 15 48604429 48604443 CCTTAAAGTTGGCTAATGTTGAC GGAGGATGAGGAGGAGAAGG 213

Ad02A9344 Aradu.A02 9344 p3 (AAT)5 15 48608952 48608966 TCGCACAACTAACCAGCAAG CAGGGACAAAGCATCTCCAT 252

Ad02A9346 Aradu.A02 9346 p3 (AGA)5 15 48611877 48611891 CTAGAGGTTTCTCCGGCCTT CCTCTCTCCCTCTCCTCCAT 153

Ad02A9347 Aradu.A02 9347 p3 (AAT)5 15 48616497 48616511 CAAGTGCACTGGGTCGTCTA CAGGGACAAAGCATCTCCAT 277

Ad02A9349 Aradu.A02 9349 p3 (AAT)17 51 48621946 48621996 TTTCTGATTTTGATTTGCTACGA GGTTGAAAAATTTTGGTGTTGA 249

Ad02A9356 Aradu.A02 9356 p2 (GC)6 12 48750514 48750525 ACAAGGCTCCTAAAACCGCT AGCCGACCTCTTTGCACTTA 225

Ad02A9359 Aradu.A02 9359 p2 (GA)6 12 48756068 48756079 GAAAAGGGGAGAGGGAAGTG TCCTAACCCCATAACCACCA 271

Ad02A9362 Aradu.A02 9362 p4 (ATAC)5 20 48779743 48779762 AATATTACGCTTTCGGCTGC AAATAGGGATAGGAGTTGCGA 267

Ad02A9363 Aradu.A02 9363 p2 (CT)6 12 48782277 48782288 CCTGACGGTGATGGAGCTAT AAGGGGAGCCGTAGAAGAAG 256

Ad02A9364 Aradu.A02 9364 p5 (TTCTT)5 25 48782434 48782458 CGGTGACTCAGCAATAGCAA ACGCACCTTCACATTTTTCC 217

Ad02A9365 Aradu.A02 9365 p3 (AAT)7 21 48789444 48789464 TTGCAAACGTGTGCCTTATT GTTGTTGCCTAAAGGGGTGA 265

Ad02A9369 Aradu.A02 9369 p2 (GA)6 12 48842646 48842657 TGAGTCAATCCAAAAATTCAAAA TTGATGTTGTTCTTGGTGTTCA 187

Ad02A9370 Aradu.A02 9370 c (TTA)18tc(ATT)6 74 48848019 48848092 TGCAAAACACATCACATGGT AGAGGATGAAGGGTTCATGTTT 207

Ad02A9371 Aradu.A02 9371 p3 (TTA)5 15 48855041 48855055 TGTTTTTAGACGTTTTGGAAGGA CAGCAACTCATTGACCACAGA 198

Ad02A9372 Aradu.A02 9372 p3 (TTG)11 33 48855775 48855807 GTCTCCCAATTCGTGCATTT CGAATTCTTCCTTTCTTCTATTCG 188

Ad02A9374 Aradu.A02 9374 p3 (AAG)6 18 48882608 48882625 TGTGAGCGAACTCCACAAAG GGCCAATTTTCCTACTGCAA 259

Ad02A9375 Aradu.A02 9375 p2 (TA)6 12 48885736 48885747 CACATTCCACATGCATTGCT AAGTGGGAACATTGGGTGAG 272

Ad02A9376 Aradu.A02 9376 p2 (CA)22 44 48914155 48914198 AGCCGTTTAGGCAAGGATTT TGAAGCAAGAAAAAGCATCAAA 273

Ad02A9379 Aradu.A02 9379 p3 (AGA)6 18 48924234 48924251 TAAAATATTGCTCGCCCTCG CCTCTTCTTCACCTTGGCTG 106

Ad02A9382 Aradu.A02 9382 p2 (TA)7 14 48953419 48953432 GCTCAAAAACCATGTTTCACAA AAGTTGTCCGACCAATCAGC 258

Ad02A9383 Aradu.A02 9383 p3 (AGA)6 18 48960144 48960161 TTTCTCCATCTCCCATGACC CAAATCTCTTTCCCACCCAA 254

Ad02A9384 Aradu.A02 9384 p2 (GA)6 12 48960312 48960323 CGTATTAGGGACAGTTATTTTTGTCA TGCTTGCTTAGGAGTGTGGA 236

Ad02A9391 Aradu.A02 9391 p3 (TAT)18 54 48991576 48991629 ATTTCATTCATCCACCGCTT AATTGTTGGGACTGCATTGAG 221

Ad02A9392 Aradu.A02 9392 p2 (GT)6 12 49008904 49008915 GCTTGGGAAGATTGAGGTGA GAGAACCGGGCGTTAATTTT 214

Ad02A9399 Aradu.A02 9399 p4 (AAAT)5 20 49034930 49034949 AGCAACCTCATGGTCTTTGAA GGATTTTTACATCATACTTTGCCTC 240

Ad02A9400 Aradu.A02 9400 p2 (AG)6 12 49038784 49038795 GGGATATTTTTGGCCCAGTT TTGAAGCAACAAATCTAAATTAGGG 211

Ad02A9403 Aradu.A02 9403 p5 (AATAA)5 25 49082054 49082078 AGGGTTAGCATATGACCCCA CCTAACCAATTTCTCTCTCCTCA 257

Ad02A9410 Aradu.A02 9410 p3 (GAA)5 15 49179654 49179668 CTAGCAGCCTTCAATCCCAG GCGACCCCTCTCTCTACCTT 246
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Ad02A9411 Aradu.A02 9411 p3 (AGA)5 15 49179913 49179927 GAGTTGAGGGTTGGAGGTGA CATACCCCTCGTGTGTGTGA 266

Ad02A9414 Aradu.A02 9414 p3 (AGA)5 15 49200105 49200119 CTAGAGGTTTCTCCGGCCTT CCACCCTCATGACTGAACCT 265

Ad02A9416 Aradu.A02 9416 p2 (CA)6 12 49221617 49221628 AAGCAAAGTGGCAACAAACA TGGTGGCAACGTATGAAGAA 214

Ad02A9417 Aradu.A02 9417 p2 (GA)7 14 49223350 49223363 GGAGAGGAAGCGATGATTGA CTCGTAGCCCTCTATCGCAC 220

Ad02A9419 Aradu.A02 9419 p3 (GAA)5 15 49233438 49233452 TCAAACAGCAGCCAATCAAC GCGACCCCTCTTTCTCTACC 221

Ad02A9427 Aradu.A02 9427 p3 (TGA)5 15 49316546 49316560 AAAGCCGATCTCTCCCTGTT CCAAATTCGCCCCAGTAGTA 274

Ad02A9432 Aradu.A02 9432 p2 (AT)11 22 49355150 49355171 AAAGGTGATAAAATCCCCCG CTGCGTACCAGCTTAGGGAG 147

Ad02A9433 Aradu.A02 9433 p2 (AC)6 12 49356334 49356345 CTAAGGCCCAGCCAAACTC GGCTTTGTAAAGCTCAACGC 216

Ad02A9434 Aradu.A02 9434 c (T)10cgaaaa(T)10 26 49362714 49362739 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAAGGAGG 190

Ad02A9435 Aradu.A02 9435 p2 (AC)6 12 49413078 49413089 TCTCGTTTTAACGAATGGGC AAGGGTTTTGTGTTTTCCCC 161

Ad02A9436 Aradu.A02 9436 c (A)10taaaaaggaacatattct(A)1038 49446921 49446958 CACTTCATGCAGGGCCTAAT TCATGATGAGAATATAGAAGAATCGAA 176

Ad02A9438 Aradu.A02 9438 p3 (ATT)5 15 49450299 49450313 TTTTAACCAGCCAATTTTAAACAA TGTCTCTGAGCTTTTGAGATTACTG 231

Ad02A9440 Aradu.A02 9440 p3 (CTT)5 15 49451431 49451445 TCCTGCCGTCCTATCGTACT TCCCCAAAATCAACCAGAAG 271

Ad02A9441 Aradu.A02 9441 c (TGA)6tgtccttgatgataatggtggtggtcagcttggacttctggttgattttggggaaagttctgatgaagatgatgatgaccatgatgatac(TGG)8ttctggttgggcataggcttctgttctt(GTG)5175 49451592 49451766 TTGTTGCTGCTGAATTTGTTG TTCTCCCTTCACCCCAAAAT 254

Ad02A9442 Aradu.A02 9442 c (CTT)8(ATT)12 60 49455525 49455584 GCAGCACCATAATAGTAGCCA TGTACAAAATACCAATGGGGG 273

Ad02A9446 Aradu.A02 9446 p2 (CT)6 12 49466045 49466056 CAAAACCACCTAACTACTTTTCCC GAAGGGGGTAGAAGAATCCAA 275

Ad02A9447 Aradu.A02 9447 p3 (AAT)6 18 49466506 49466523 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 199

Ad02A9449 Aradu.A02 9449 p3 (TCT)5 15 49469675 49469689 CCAACATAGCCGAACCAACT GCTTTTGTCTTCCCTTTCCC 199

Ad02A9455 Aradu.A02 9455 c (A)12ttttacaaaatcataaaagc(A)1143 49535580 49535622 TCCTGGACCGGAGTTTTAGA GAATGTATGCAATTGACACCAAA 203

Ad02A9456 Aradu.A02 9456 p3 (AGA)6 18 49574018 49574035 AATCGGAGGTGGAAGCTTTT CTATACCTTGGCCGAACCAC 215

Ad02A9459 Aradu.A02 9459 p5 (TTATC)6 30 49620309 49620338 CTGTCGTGTCCGACCTGTT AAAGATGAGGCGGTTCCTTT 277

Ad02A9465 Aradu.A02 9465 c (TTC)6tcttcttttctttcttgctcgagggcgagcaagattttaagtttggtgtgataaaaagcataagctttttg(T)1099 49705447 49705545 TTGTGTTGGATCGTTTTCCA GGATATTCCGGCCTTAGGTG 265

Ad02A9466 Aradu.A02 9466 p2 (TA)6 12 49712743 49712754 CTTTCCTAGGCGCATGTGAT TCTCTAAGAGGCATGGTTGG 217

Ad02A9468 Aradu.A02 9468 p2 (CT)28 56 49745216 49745271 GAAAGGTCTGCTCAGCCATC CCCAGCAACTCAAAATCACA 247

Ad02A9469 Aradu.A02 9469 p4 (AACT)5 20 49764463 49764482 AAGCAATAAGGGCAGCAATG TCCAACACTTCCAAACACCA 154

Ad02A9470 Aradu.A02 9470 p2 (TG)6 12 49781949 49781960 TACCTCCCTGCAATTCCTTG TCACCTTCCACTATCCCCTG 267

Ad02A9471 Aradu.A02 9471 p2 (TA)6 12 49783012 49783023 TCTGGAGCTTCTGCAATGAA ACAAGGTCCTAACTCAGCCG 231

Ad02A9472 Aradu.A02 9472 p3 (AGA)5 15 49802117 49802131 CCCTTTCCCTTTTCTTGAGG CCAACATAGCCGAACCAACT 188

Ad02A9473 Aradu.A02 9473 p3 (AAG)5 15 49815917 49815931 GGGGCATTCAAACTTGTCAT CCAAATGGTTGCAATGAATG 265

Ad02A9475 Aradu.A02 9475 p3 (TAG)6 18 49833335 49833352 GAGCAAGGGCGTGATCTAAG CATGCCTGATGATGATGAGAA 259

Ad02A9479 Aradu.A02 9479 c (AGAA)10(AG)7aagggaaaagagagagaaagaaagagagaatggaaaagagaggagaaatgagagagatatgggg(GA)8134 49856606 49856739 GAAAGAGAGGGCAGGGAAA GCCCTCCTATCTCTCTCTCC 221

Ad02A9480 Aradu.A02 9480 c (GA)19ggaaaggaagacggaaagaaaagagaaaaagggagggaagggagagaagg(GA)8a(AG)6atgagggagagagagggagataagg(T)11153 49857045 49857197 GAAAGAAAGACGAGGTGGAGAA AAAACAATTTTAAAAACCATATCCA 242

Ad02A9483 Aradu.A02 9483 p3 (TCT)6 18 49866273 49866290 CCCCTCTTCTTTACCTTGGC TGCCATTGATGGTAGTGGAA 162

Ad02A9485 Aradu.A02 9485 c (A)10cgaaaacatgctacaaaaactaaatgaaaatgggaagagtggaagtatgcgaatgtgataagcaaaagaaaatgggaggggagagaaaaaactctc(T)11117 49903641 49903757 AAAGCGCCAAGATAAAGCAA ATACCCATCGACGCGTAAAC 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A9488 Aradu.A02 9488 p3 (TTA)12 36 49919284 49919319 TCCGACTTTTGCCGATATAA CATGTCCGTTTTCAGAACCA 262

Ad02A9490 Aradu.A02 9490 p3 (ATT)5 15 49969721 49969735 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad02A9491 Aradu.A02 9491 p2 (AG)7 14 49978837 49978850 TGTGTGTGTATTGCGACCCT CTCCCCACACAACTGGACTT 169

Ad02A9497 Aradu.A02 9497 p2 (CA)7 14 50010187 50010200 TTTCCCAAGTACCGTTTTCC GCCTAACTTTGTTGATGGGG 143

Ad02A9500 Aradu.A02 9500 p2 (CT)8 16 50014191 50014206 TTTCTCACAACGACCCCTTC TGTTTATGACGGCAGAGCAG 109

Ad02A9502 Aradu.A02 9502 p2 (TC)16 32 50033179 50033210 TCTTCTTCCTCTTCCCCCAT GAGAGAGAAGAGGGGTTGGG 131

Ad02A9503 Aradu.A02 9503 p2 (TC)6 12 50033332 50033343 CCCAACCCCTCTTCTCTCTC CCTGGAGCAGAGCAAAAATC 205

Ad02A9504 Aradu.A02 9504 p2 (TC)20 40 50076148 50076187 CCATTGGAACTCCAAAGCCT GGGCAGCAGAGCTAAACAAC 275

Ad02A9511 Aradu.A02 9511 p2 (GA)6 12 50130052 50130063 ATCGCTTCTGCCACTGTCTT CAGCGTAGACGAAGACCCTC 125

Ad02A9516 Aradu.A02 9516 p3 (AAC)5 15 50223898 50223912 GCAGGAGCAAAGACAAAAGC AAGTTGTTTGCTCCAATGGC 253

Ad02A9518 Aradu.A02 9518 p3 (ATT)5 15 50247482 50247496 TTATTTCCTTTGGCCCTCCT TGAAAAGCAAAAGCTTGTGAAA 168

Ad02A9519 Aradu.A02 9519 p3 (AAG)8 24 50249148 50249171 CTCCAGCCTTAGGTGCCATA ATTTCTTTCCCACCCAAACC 277

Ad02A9522 Aradu.A02 9522 p2 (TC)8 16 50265510 50265525 CTTGCCGGTAAGTTGTGGAT AGAGGGATATCGGGGAGAGA 153

Ad02A9524 Aradu.A02 9524 p3 (TTG)7 21 50268806 50268826 CCAATTTGCCACCAAATACC ACACAGCATCTGCCATCAAG 250

Ad02A9527 Aradu.A02 9527 p3 (TCT)5 15 50278847 50278861 AATCCAAGGGTCCGATTTGT AGGGCTGAGGGAAGAAGAAG 258

Ad02A9533 Aradu.A02 9533 p3 (TCT)6 18 50339335 50339352 TGTGGACCCCACAGGATTAT CCTCGAGCAAACGAAGAAAT 218

Ad02A9534 Aradu.A02 9534 p3 (GAT)7 21 50341752 50341772 TAAAAGGGGGTGGTTCAGTG TTGACCACATTCAGCAGAGC 175

Ad02A9536 Aradu.A02 9536 c (T)10cgaaaacaaagttgg(A)1035 50358575 50358609 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 241

Ad02A9538 Aradu.A02 9538 p2 (AC)7 14 50373791 50373804 AAGGCAAAGGATGAAGCAAA TGTGAATGCCATTTTAACCG 181

Ad02A9541 Aradu.A02 9541 p3 (TCA)5 15 50418391 50418405 GATTTCTGTTCTGCCCCAAA AGGAGTTGAAGGTGCTGGTG 255

Ad02A9542 Aradu.A02 9542 c* (AAT)6(AATA)5* 35 50423327 50423361 TGAGAAAATGCAAGCAATCA CAAAAGAAAATGGAGGAGAAGAA 229

Ad02A9543 Aradu.A02 9543 c (A)12cggccatcggcgcgctagcacgctgt(GC)650 50428882 50428931 ATAGGGAGCTCTTGGGCATT AGAGAAAAGCAGGGTGCAAA 275

Ad02A9544 Aradu.A02 9544 p2 (GC)6 12 50429036 50429047 ATAGGGAGCTCTTGGGCATT AGAGAAAAGCAGGGTGCAAA 275

Ad02A9545 Aradu.A02 9545 c (A)10gaaaaaaatataat(AATA)5aaatactaaaaaaataaaaataaaaaatataaaatat(A)1091 50429239 50429329 GGATTTGCACCCTGCTTTT GACAAAAGAAAATGGAAGAAGAGAA 265

Ad02A9546 Aradu.A02 9546 p2 (GT)7 14 50441477 50441490 CGCATACCAAGTGCTCATGT CCTTGTCGCTTATGGTGGAT 264

Ad02A9548 Aradu.A02 9548 c (T)10caaa(T)10 24 50454123 50454146 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 216

Ad02A9551 Aradu.A02 9551 p3 (AAC)5 15 50500185 50500199 ATCAAGGGTGGCAAGACAAC GATTTTGTTGAGGGCTTGGA 171

Ad02A9556 Aradu.A02 9556 p3 (TCT)5 15 50553965 50553979 TCTACACCTCGGCCGAATAC TATGACTCGGAGGTGGAAGC 221

Ad02A9558 Aradu.A02 9558 p2 (AC)6 12 50568990 50569001 TCTCTCTCTCACACGCTGGA ATTCAATCCAAGATCCGTCG 238

Ad02A9564 Aradu.A02 9564 p3 (ATT)17 51 50634591 50634641 TGGTCTGAAAATTTTTGGGG TTTTGAAAAATGGGCAATGT 167

Ad02A9565 Aradu.A02 9565 p2 (TA)8 16 50635489 50635504 CCTTTTAATAACTCAGATTGCAAAAC GGCCAACTTGTACGGATTGT 222

Ad02A9566 Aradu.A02 9566 p2 (TA)7 14 50639845 50639858 AAAACCACAAGTACATGCAATATGA TGCTCTATGCACATCCACAA 154

Ad02A9568 Aradu.A02 9568 p2 (AT)9 18 50682271 50682288 TGGTTTATCAACCTCCCCAC TCCCTTCTTTCATGAGCTGTC 265

Ad02A9569 Aradu.A02 9569 p2 (AT)9 18 50682677 50682694 TGTAATGGGGCCAAGGTAAA GGGGACAAAATTACCCCAAT 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A9572 Aradu.A02 9572 p2 (AT)11 22 50724980 50725001 GCGTAGTTAATTTGCGAGGTG GTCAGGACCTGGGATGTTGT 260

Ad02A9575 Aradu.A02 9575 p5 (AAAAT)5 25 50816484 50816508 TGGCTCCTTCCATCTCTGAT TCAAATCCTTTTCAAACCTTTTC 210

Ad02A9583 Aradu.A02 9583 p2 (TA)6 12 50860465 50860476 TTTGTGTCCCTTTGGGTTTC ACTCGAAAGCGCAACACTCT 200

Ad02A9585 Aradu.A02 9585 p2 (AG)7 14 50885465 50885478 AGGAAGAAGAACGGAGAGGC TCCTTTGGTTGAATTCGCTT 266

Ad02A9588 Aradu.A02 9588 p3 (AGA)6 18 50894463 50894480 CTAGAGGATTCTCCGGCCTT CCGAATCCATATCCCATCAC 165

Ad02A9589 Aradu.A02 9589 p4 (TAAA)5 20 50914395 50914414 CAGGTTCAGGATCAGCTTCA TTTTCAAAATTTTCCACCTCTCA 266

Ad02A9590 Aradu.A02 9590 p4 (AATA)10 40 50924394 50924433 GGATTTGCACCCTGCTTTT TGCAATGAATGAAAATAAGCAAA 278

Ad02A9595 Aradu.A02 9595 p2 (CT)6 12 51000555 51000566 TGGACAAACTCAAAGGGAGG TCTTCCTCTCTTGGTCACCG 228

Ad02A9596 Aradu.A02 9596 p2 (TA)6 12 51000673 51000684 TCTAGAGCCGAAGTCACGGT GCCGAGCCATTAAGAGAGAA 227

Ad02A9597 Aradu.A02 9597 p2 (AT)8 16 51001709 51001724 TATCAGGAACGAACTGCCCT TTTTTCCCTCGTCGTTTATTG 237

Ad02A9598 Aradu.A02 9598 p2 (AT)6 12 51002894 51002905 TCGCCTTTCCCTAAGTGTCT AAAAAGTTTGTGATTTGGAAAGTAA 279

Ad02A9599 Aradu.A02 9599 p3 (TCA)5 15 51005798 51005812 TTTCTTCCCAGTGGAGATGG TAAAAGGGGGTGGTTCAGTG 146

Ad02A9600 Aradu.A02 9600 c (TAA)5atag(ATAA)643 51015283 51015325 CACATATATAAGCCACGTTTGG AACACCTCGAATTTTTGAAGC 279

Ad02A9601 Aradu.A02 9601 c (TTGAA)5tgcacgttgatgttc(TGAAT)880 51015851 51015930 CAAGTGGATGAGATTTGGAATG GCTGTCTGCACAATGAATCG 231

Ad02A9602 Aradu.A02 9602 p2 (TC)6 12 51018925 51018936 CCAAGCTGTCAAAGGGAAAA CAAATGGTGGGGAAGAGAGA 267

Ad02A9603 Aradu.A02 9603 p2 (AT)11 22 51025889 51025910 CCCCTATCCTCCAATTCGTT CCGCTTTCAGCTACAGATACG 280

Ad02A9605 Aradu.A02 9605 p2 (CT)6 12 51027769 51027780 TCTAGAGCCGAAGTCACGGT CGAGCCATTAAGACGGAAAA 237

Ad02A9606 Aradu.A02 9606 p2 (TA)7 14 51027896 51027909 TCTAGAGCCGAAGTCACGGT CGAGCCATTAAGACGGAAAA 237

Ad02A9607 Aradu.A02 9607 p2 (AT)6 12 51029099 51029110 TTAGCACCTCATGATCGCAC TTTGTGAAAATTATGGCTCGC 237

Ad02A9608 Aradu.A02 9608 c (TAA)5atag(ATAA)643 51032075 51032117 ATCCTTTTTCCTTGTGGCCT TGTAACACCTCGAATTTTTGAAGA 278

Ad02A9609 Aradu.A02 9609 c (AATTG)5aatgcacgttgatgtt(TTGAA)671 51032641 51032711 ATCAAGCGGATGAGATTTGG GCTGTCTGCACAATGAATCG 223

Ad02A9610 Aradu.A02 9610 p2 (AT)7 14 51033376 51033389 GACTCGGAAGGGAGACGAG GGGGTATGAATTGTATCTGAGGA 197

Ad02A9611 Aradu.A02 9611 p2 (GA)8 16 51039863 51039878 AAACCAATAAGCGCAGCATC GCCGCACCATTTTCACTATT 174

Ad02A9612 Aradu.A02 9612 p4 (TAAA)5 20 51046035 51046054 GCAGAGAATTCCCAGTGAGG CCGTTGTCGGGAATTGATAG 266

Ad02A9615 Aradu.A02 9615 p4 (TAAA)6 24 51085558 51085581 TGGAAAAATGTGGGAACTCAG GCTACCCGAAATCTCATTTTTG 277

Ad02A9616 Aradu.A02 9616 p2 (GT)8 16 51085731 51085746 CAAAAATGAGATTTCGGGTAGC GGCTAAGGTAAGGGTGAGGG 143

Ad02A9621 Aradu.A02 9621 p2 (TC)6 12 51161305 51161316 AAGGGGATAACCCTAATGCG GAATGGGGAAAGAGAGGGAG 268

Ad02A9622 Aradu.A02 9622 p2 (GT)6 12 51167454 51167465 GAGTGAAGTGCATGCTTCTTTG TACGTGCTCTTCCTCCCACT 268

Ad02A9625 Aradu.A02 9625 c (T)10ctttcttttctattttttttcttttttgatatatatttttttctttattttata(T)1074 51187175 51187248 TTATCGAACCTTGCTTTGGG TTGGGAACATTGGTTGGAAT 245

Ad02A9628 Aradu.A02 9628 p3 (TAA)5 15 51201683 51201697 AAGGAATTGGTTGAATCCAAGA TTGGAAGAAGACACAATTTATTTTT 278

Ad02A9629 Aradu.A02 9629 p2 (TA)8 16 51203266 51203281 CGGTAAAAGAAAAGCGCATC ACTCCAACCGGCCTTAACTT 154

Ad02A9630 Aradu.A02 9630 c (A)10gctgtacctcatgaaagctttgtgaagttactcatctgcaaaatttcttatccaaatcccttcataac(A)1088 51212490 51212577 CAGCAAAACCAAAACAAACG GGGCAACCAGTCAAGGACTA 251

Ad02A9631 Aradu.A02 9631 p2 (TA)6 12 51230385 51230396 AAAAGTGGGGTGTTTCAGTTG TTCCACAATCTCAACCAACAA 194

Ad02A9634 Aradu.A02 9634 p3 (AAT)5 15 51268833 51268847 TTGACCCAGAACCTGAAAGG AAACTTGGACGTTGGCTTTG 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A9636 Aradu.A02 9636 p3 (ATT)8 24 51300065 51300088 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 235

Ad02A9637 Aradu.A02 9637 p2 (CT)14 28 51308879 51308906 TCGCACTTCACTTTCCACAC AGCCTAGGGCTAGAAGTGGC 245

Ad02A9640 Aradu.A02 9640 p3 (AGA)6 18 51337816 51337833 CTAGAGGGTTCTTCGGCCTT GGCCAAATACACATTCACCC 167

Ad02A9641 Aradu.A02 9641 p3 (TTC)5 15 51346032 51346046 TCCGGAGAGCTATTTTGGTTT CCCCTAATGAAAGTGGGGTT 168

Ad02A9644 Aradu.A02 9644 p3 (GTT)5 15 51379293 51379307 GAGCCATCAAGAATACCCCA GTCAACCTTTGAGGTGGGAA 231

Ad02A9647 Aradu.A02 9647 p2 (CT)8 16 51402439 51402454 TGAACCTGTGATTGAAGAAGATG CGCGATCTGCAGAATTACAA 233

Ad02A9649 Aradu.A02 9649 p3 (GAA)6 18 51439368 51439385 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad02A9652 Aradu.A02 9652 p2 (CT)6 12 51467236 51467247 CACCGTCAGTTCTCAACCCT TTTGCTCAGTTTCGGTTGAA 155

Ad02A9653 Aradu.A02 9653 p2 (AG)7 14 51473800 51473813 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 264

Ad02A9662 Aradu.A02 9662 p2 (CT)6 12 51556183 51556194 TTTTTCGAAATCTCCCCTCC CGGAAAAGCACACCAAACTT 150

Ad02A9667 Aradu.A02 9667 p3 (AAG)5 15 51632056 51632070 ACTCGGAGGTGGAAGCTTTT ACAACCCCCTTTTCTTCACC 228

Ad02A9668 Aradu.A02 9668 p3 (TCT)6 18 51643173 51643190 TCTCTTTCCCACACAAACCC TCTCCCATTACTCGGAGGTG 244

Ad02A9672 Aradu.A02 9672 p2 (CT)6 12 51722868 51722879 CAGAAAAGGGCAAGAAGCTG TTTTTGGGGAAGAGGTGTTG 224

Ad02A9673 Aradu.A02 9673 p2 (TA)10 20 51750871 51750890 GGCAATTTGTCCCCTTTTTA TGGGTATGGAAAACTTGGGA 231

Ad02A9681 Aradu.A02 9681 p2 (AT)7 14 51780761 51780774 AACCACTGCGCTACCTGTTT TCAGAACCGAACCGGTAATC 263

Ad02A9686 Aradu.A02 9686 p3 (AGA)7 21 51809460 51809480 CTAGAGGTTTCTCCGGCCTT CCCATAAACCCCACCTACCT 243

Ad02A9687 Aradu.A02 9687 p2 (AT)6 12 51840418 51840429 CTAATCCTTTCCGCCATTGA CCATTGTACCATTTTTGCGA 171

Ad02A9690 Aradu.A02 9690 c (T)12gcttttccataaccattgatggcacctaaggccagagaaactttt(A)1067 51886025 51886091 CACACTCATCCCTTCGGTTT TGACTCAGAGGTGGAAGCAA 254

Ad02A9692 Aradu.A02 9692 p4 (AAAT)6 24 51897621 51897644 AACAAGCAATGGCCTCAATC ACCCGTGAAACTTTGAGCCT 181

Ad02A9696 Aradu.A02 9696 p3 (GAA)6 18 51953799 51953816 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 276

Ad02A9697 Aradu.A02 9697 p3 (TCT)5 15 51961037 51961051 CACAACACCAACCCCTTCTT TTGCCTTCCCTTTTCCTTTT 222

Ad02A9699 Aradu.A02 9699 p2 (AT)10 20 52003960 52003979 GATTGCAATTGAGCGTACCA AGCAAAGTGCATCTTTTGGG 277

Ad02A9702 Aradu.A02 9702 p2 (GA)10 20 52046189 52046208 GAAAGTGGCTTGAATGGGAA CATGCATGCAACATTGAACA 255

Ad02A9710 Aradu.A02 9710 p2 (AT)6 12 52149617 52149628 TTCACTTGATCACTTTACCAATTTTT AGCGAGTTTGATAAAGAGCCA 271

Ad02A9712 Aradu.A02 9712 c (A)11cggccatcggcgcgctagcaccctgt(GC)649 52169626 52169674 ATAGGGAGCTCTTGGGCATT GCGCACAACTCTCTGGTTTT 134

Ad02A9713 Aradu.A02 9713 c (GC)6ggattgtctttgccgcatccacgcgtaagcgcgtt(GC)659 52169779 52169837 TGCACTTCTGCAACTTCTGG AGAAAAGCAGGGTGCAAATC 278

Ad02A9723 Aradu.A02 9723 p2 (TG)10 20 52238957 52238976 CGGTGCTCAACTGCTCATAA TTATATGCCATCCCCACCAT 115

Ad02A9725 Aradu.A02 9725 p4 (AAAT)5 20 52241106 52241125 GGCATGAAAGACTCAAACCC CAAAGTTGGCAACCCCTAAA 247

Ad02A9732 Aradu.A02 9732 p3 (AAT)5 15 52264088 52264102 TTCAGTTTCGGAACAGGCAT GCACGGTTTTGGAAAACATAA 161

Ad02A9737 Aradu.A02 9737 p2 (AC)8 16 52272431 52272446 GTTGCTTGGATGTTGTGGTG TGGTCTTGATGGATAAGCAGG 196

Ad02A9738 Aradu.A02 9738 p4 (ATCT)5 20 52272961 52272980 GCAAGTTTGTAAGGCAAAGC GGTATGGGACTTTCCAACACA 259

Ad02A9740 Aradu.A02 9740 p2 (AT)8 16 52309269 52309284 TGTTCATTCCTACTTGCTTCCA TTTTTGTGTTTTTCTCTTTCATCA 238

Ad02A9742 Aradu.A02 9742 p3 (ATC)6 18 52330768 52330785 AGACTCACCAACAACCCCAG CACAGGGACAGGACAAGGTT 248

Ad02A9743 Aradu.A02 9743 p2 (AT)7 14 52331633 52331646 AAACAAATTGGTTGTTCGCC TTTTTCAATTTTCGAATGTCCA 169
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Ad02A9745 Aradu.A02 9745 p3 (TTA)14 42 52332822 52332863 TTTGTGACGTTTTGTTGGGA AACGAAACGCACGGTTTTAG 175

Ad02A9747 Aradu.A02 9747 p4 (AATT)6 24 52336196 52336219 TTTTGCCAATATAACCTTTCCTT TTACATGCATAGCTTGCTCACT 219

Ad02A9751 Aradu.A02 9751 p3 (AAC)5 15 52350940 52350954 TTTTTCGGAATCAAAGCAGC TTTTGTTCTAATCCCGCCAC 163

Ad02A9752 Aradu.A02 9752 p2 (TA)6 12 52364441 52364452 TTCCATTTTCCATTCCAAGC CCAAATCTTTCGTCCTAAGCC 272

Ad02A9754 Aradu.A02 9754 p2 (AT)7 14 52389968 52389981 CCAACAGCCAGATCCAGATT AGCAATGGCGATAAACATGA 157

Ad02A9759 Aradu.A02 9759 p2 (TG)6 12 52398868 52398879 GCTCATTTTGCACGTTTGTG GGGCGAAATGAGTGAAAAAC 265

Ad02A9761 Aradu.A02 9761 p2 (TA)6 12 52406036 52406047 TTTGAATCTTGGTATTGAGCCA CGTACATGCCTTGTCATTTTG 276

Ad02A9768 Aradu.A02 9768 p2 (GT)26 52 52441813 52441864 CGCACGTGTGTTTTTCTTTG CACGTGCAAAACTAGCGAAA 252

Ad02A9769 Aradu.A02 9769 p2 (TG)8 16 52442210 52442225 CGCTAGTTTTGCACGTGTGT CCGAAATGAGCGAAAAACAT 273

Ad02A9772 Aradu.A02 9772 p2 (GT)9 18 52443411 52443428 CGTATGCGTGTTTTTCGCTA AGACACACGTGCAAAACGAG 165

Ad02A9773 Aradu.A02 9773 p2 (GT)6 12 52444961 52444972 TTGCGTTTTTCACTTGTTTCA CACATACGTGCGAAATGAGC 234

Ad02A9775 Aradu.A02 9775 p2 (GT)6 12 52446206 52446217 TGCACGTGTTTGTGGTTTTT TACGTGCAAAATGAGCGAAA 237

Ad02A9776 Aradu.A02 9776 p2 (GT)6 12 52447760 52447771 AGGGTGCGTGTCTTTTGTTC CACACACGTACGAAACGAGC 280

Ad02A9778 Aradu.A02 9778 c (GT)9ttg(T)10 31 52449230 52449260 CACATGTGGGTGTTTTGCAT GTGCGAAAAGAGCGAAAAAG 212

Ad02A9779 Aradu.A02 9779 p2 (GT)7 14 52449918 52449931 GCTCGTTTCGCACGTATGTA AGCGAAAAATGCTCCTGTGT 251

Ad02A9782 Aradu.A02 9782 p2 (GT)8 16 52452975 52452990 CGTTTCGCACGTATGAGTGT GTGCGAAATGAGCGAAAAAT 140

Ad02A9784 Aradu.A02 9784 p2 (GT)6 12 52457389 52457400 GCACGTGTGTGTTTTTCGTT ACACGAACACGTGCAAAAAG 230

Ad02A9785 Aradu.A02 9785 p4 (TTTA)5 20 52457552 52457571 TGTGTTTTTCGCTCATTTCG AAAAATACGCACACGTGCAA 248

Ad02A9787 Aradu.A02 9787 p2 (AT)8 16 52460501 52460516 TTGTGTTGTTGCCAAATGCT CTTCCTCCACAACCAACCAT 102

Ad02A9788 Aradu.A02 9788 p3 (AAG)5 15 52461925 52461939 GAAGCACTTCCATGCTGTTG CTGCAACTTCTTCCAGCCAT 226

Ad02A9791 Aradu.A02 9791 p2 (TC)8 16 52467716 52467731 CCGAAAAAGGTTAGCATGGA CCCCCACTTTTGACACCTAA 141

Ad02A9797 Aradu.A02 9797 p2 (TC)10 20 52497273 52497292 CTACTCCAGCGCAGCTTTCT TGCTAAAGGTCCGCTCATCT 265

Ad02A9798 Aradu.A02 9798 p2 (TA)6 12 52507296 52507307 TTGACATTCAAAGTGTCCTTGC AGCATTTAACGCCCAGAATG 228

Ad02A9799 Aradu.A02 9799 p3 (AGA)6 18 52518904 52518921 GCTTTTGTCTTCCCTTTCCC ACCTCCCCTTCTCCTCCATA 180

Ad02A9800 Aradu.A02 9800 p3 (ATA)22 66 52552855 52552920 TTTGAATCCCTTGGGTTGAC TGGAGAAAGGGAGGTGATTG 250

Ad02A9802 Aradu.A02 9802 p2 (CT)8 16 52599243 52599258 TCATGAAGGGCATAAGGAGG TTTCTTAACTTTTTCAAAACCACC 236

Ad02A9804 Aradu.A02 9804 p2 (CT)6 12 52605541 52605552 CGAAAATCACCTTCCTCTTTTT GAGAGAGAAGAGAAGAGGGTTCG 215

Ad02A9805 Aradu.A02 9805 p2 (CT)8 16 52608575 52608590 GCAGCAATCTGGCGTTAAAT ATTAGGGTTGGGTTTGGGAG 277

Ad02A9807 Aradu.A02 9807 p2 (TG)8 16 52613410 52613425 TAGCCTGAGGGATGGACTGA CGTTCGTACGACCTCTCACA 243

Ad02A9808 Aradu.A02 9808 p3 (CAA)5 15 52614400 52614414 AGAAAGGGAGTCAAAGGGGA GCACCTTGTTTTTGCCTCTC 280

Ad02A9809 Aradu.A02 9809 p2 (AT)6 12 52648714 52648725 TTTGAAGTGGTTGAATGCCA CAAAATCCAGTGAGGGTTCA 260

Ad02A9814 Aradu.A02 9814 p3 (AAT)6 18 52719931 52719948 GGCACTCTTGTTGAAGCTGA TGAAGTCACCAAGCATTCTCC 172

Ad02A9818 Aradu.A02 9818 c (T)11gtattcactactttttcttgcttcaagaatca(T)1154 52768709 52768762 CAGCTTTGCTAGAGTCCCCA TTGTTGTTCATGAATGTTGGC 280

Ad02A9819 Aradu.A02 9819 p2 (GA)7 14 52817341 52817354 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 243
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Ad02A9820 Aradu.A02 9820 p4 (TTTA)5 20 52825240 52825259 ATTTTTGAATTCTCTCCCTCTTC GTGCCTTTTCCTTGTTCCTG 251

Ad02A9824 Aradu.A02 9824 c (T)10caaaagaaggtccctaatccctacaaatttttc(A)1255 52841057 52841111 AAAAATTGTAAGGATAAATTTGGTGT GAAGCAGGCAAGAATTGAGG 186

Ad02A9830 Aradu.A02 9830 p3 (TAT)5 15 52886253 52886267 TGACTTGGCAATTTGGAACA GGTTTTCATTGGTGGAAATCA 108

Ad02A9832 Aradu.A02 9832 p2 (AT)13 26 52890197 52890222 AGAGGCAGCTTAGTTTTCATCA TTCGATGGAGATTGTTAGTGAA 280

Ad02A9835 Aradu.A02 9835 p3 (TCT)7 21 52908280 52908300 TTCCCCATACACCCCACTTA CTCTGGCCTTATGTGCCATT 225

Ad02A9838 Aradu.A02 9838 p2 (AG)7 14 52953792 52953805 AGAGGAGATGGAGATGGCCT CATGATCCCCACCTACCCTA 230

Ad02A9839 Aradu.A02 9839 p2 (CT)6 12 52966800 52966811 TGCAATTTACTCTTTCTGCACTTT GGTCGATCCCACAGAGATTG 173

Ad02A9841 Aradu.A02 9841 p2 (AT)8 16 52979736 52979751 GTGTGATTGCAATTTCGTGC CTTCTGACTTCGATGGAGGG 271

Ad02A9848 Aradu.A02 9848 p2 (CA)24 48 53039882 53039929 CCAACCCTACCCTACCCACT CAACCTTGGGTGCCATAAGT 277

Ad02A9851 Aradu.A02 9851 p3 (TTG)5 15 53070416 53070430 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 248

Ad02A9853 Aradu.A02 9853 p2 (CT)6 12 53084715 53084726 TTACAGAATATGCCCCCAGC GGGAAGCTTAAAACAAAGAAACA 256

Ad02A9855 Aradu.A02 9855 p2 (CG)6 12 53100607 53100618 TGGTGTTTGGAAGTGTTGGA GCGCCACTCTCGAAATAAAC 160

Ad02A9857 Aradu.A02 9857 p2 (AT)9 18 53109876 53109893 CAAAATCCAGTGAGGGTTCAA GCATGTCCTGATGCTAAATCC 258

Ad02A9858 Aradu.A02 9858 p2 (CT)6 12 53110763 53110774 GGCCCAGATCCAAGTACAGA GGGAAGCTTAAAACAAAGAAACA 218

Ad02A9861 Aradu.A02 9861 p2 (TA)7 14 53156196 53156209 GGATTTGAAGAGTTTGGCGA ATTGGGCTAAGGCTGAACAC 209

Ad02A9865 Aradu.A02 9865 p2 (AT)10 20 53163949 53163968 CCACGCGCATAATGTCTAAA CGGAGGCTTAGGTTTCTGAG 271

Ad02A9866 Aradu.A02 9866 c (T)10aagaaaataatatatatgcaattatttttg(T)1050 53169432 53169481 TTTGTGAGACTTGGAACAAAAA TGAAGCTGAATTTTGTTCATCATA 259

Ad02A9867 Aradu.A02 9867 p2 (GA)7 14 53170935 53170948 TTCAAGTCTACCCCTCGTTCA TCCTAACACAACACATTTGCG 217

Ad02A9870 Aradu.A02 9870 p3 (GTA)6 18 53198968 53198985 AGGGCTTTTGACCCAACTTT AAGCAAAATCGAAAATCAAAGC 240

Ad02A9871 Aradu.A02 9871 p3 (ATT)5 15 53204643 53204657 CAAACAGTCCCAATTAGGAATACA TAGCGCATTCTCCTTTTGGT 209

Ad02A9872 Aradu.A02 9872 p2 (GC)6 12 53213130 53213141 AAGTGAAGGGGTGAGTGTGC TAGGACCCTCTCATGCTTGG 258

Ad02A9873 Aradu.A02 9873 p2 (GC)6 12 53213263 53213274 CCAAGCATGAGAGGGTCCTA TCAGGCCTATACCAAGCCAC 189

Ad02A9875 Aradu.A02 9875 p2 (AT)7 14 53234868 53234881 TTGAGGCCGTAATACCTTGC GATTAATGAAAACACGGGACG 256

Ad02A9880 Aradu.A02 9880 p2 (AT)13 26 53267424 53267449 TTTCCCAAAATTGTTTTCGC TTTGCTTTTTCCCTGTTTGC 120

Ad02A9883 Aradu.A02 9883 p2 (TC)17 34 53278403 53278436 CAGTGGTAGCAGTGGCAGAA TCGCCATCGGAAATTAGAAC 237

Ad02A9888 Aradu.A02 9888 p3 (AAT)6 18 53280947 53280964 TCTTAAAAAGCCAACGGTAACA CGATCCAATCCAATCCAAAC 229

Ad02A9890 Aradu.A02 9890 p2 (CA)6 12 53285560 53285571 ACCAAGCCCTTTCCAAACTT GGACCTTGGGTGTGGTAAGA 164

Ad02A9891 Aradu.A02 9891 p3 (TTG)5 15 53290298 53290312 ACCCGACCAGTCTATTGTGC CACAGAACCGAGGAAAGAGC 280

Ad02A9892 Aradu.A02 9892 p2 (CA)6 12 53293905 53293916 TGCCTATCTCAGGGCCTCTA GGGTATGATGGTTGTGGCTT 254

Ad02A9896 Aradu.A02 9896 p3 (TTG)5 15 53336019 53336033 TGAGTTGTGGTTTCAGCTCG GGAAAGGCATTGTTGGAGAA 228

Ad02A9897 Aradu.A02 9897 p2 (GC)6 12 53346231 53346242 ATAGGGAGCTCTTGGGCATT TGAAGGAGAAAAGCAGGGTG 273

Ad02A9901 Aradu.A02 9901 p2 (TG)18 36 53359845 53359880 CGAAGTGGTTACCGGGTTTA CAAGGCTGGCCAGAGAATAC 132

Ad02A9902 Aradu.A02 9902 p2 (AT)7 14 53360441 53360454 TTGGAATGCTTTCAAATTAATGA TCTTTGTCTTTTACGATTTTCACA 228

Ad02A9903 Aradu.A02 9903 p3 (GAA)5 15 53366116 53366130 GGTCGTTGTGGAGTCCAGTT ACACACTTTCCATTGGAGGC 271
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Ad02A9904 Aradu.A02 9904 p2 (AT)6 12 53382920 53382931 CAACATGATGAGTATTATTCGTTTTT TTCGACTTTTTAATTTGACATTGAG 142

Ad02A9909 Aradu.A02 9909 p3 (AGA)6 18 53404897 53404914 CTAGAGGATTCTCCGGCCTT TGGCCGAACCTACATCTCTC 170

Ad02A9911 Aradu.A02 9911 c* (AT)10(T)10* 29 53441888 53441916 CATGAACTGGACATGCCAAA ATGGGAGTTTGTGGTAAGCG 256

Ad02A9912 Aradu.A02 9912 p2 (TG)30 60 53448728 53448787 CTACCCGACCTTGTCTTTGC GTGCTTGAACCCCAAATCAT 151

Ad02A9913 Aradu.A02 9913 p2 (TA)6 12 53474368 53474379 AAAATCGCAACCAAAACGAT ACGGACCAGACTCCTGAAAT 156

Ad02A9922 Aradu.A02 9922 p2 (TA)6 12 53548637 53548648 TTGACCGAAAAATAATGAATCAAA TGGCCAATTGGGGATAGATA 265

Ad02A9928 Aradu.A02 9928 p2 (TA)6 12 53570965 53570976 AAAGAAGAAGGAGAAAATGTGTTTG TCCTCTTATCTACCTCTCTCCCC 180

Ad02A9929 Aradu.A02 9929 p3 (AGA)6 18 53597081 53597098 CGGACTTAGGTGCCATTGAT TTCAAAAGCACTTTCCCACC 278

Ad02A9932 Aradu.A02 9932 p3 (AAT)5 15 53609758 53609772 CAGGGAAAAAGGCACTCTTG AAATTTGGACGTTGGCTTTG 199

Ad02A9934 Aradu.A02 9934 p2 (TC)6 12 53625457 53625468 ACACCCCAGCGAGTTCTAAA AAGAACCTGGGATTGAGAGTCA 221

Ad02A9937 Aradu.A02 9937 p2 (GA)8 16 53643411 53643426 GGAGCTTTTCAGGTTCTCCC CTCGGTTCTGTGGGAATGAT 233

Ad02A9938 Aradu.A02 9938 p2 (AG)6 12 53665849 53665860 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 110

Ad02A9941 Aradu.A02 9941 p2 (AG)23 46 53703664 53703709 AGGTTTTGGCCTAAAGTGGC ATGGCTCCCAGAAAGTGATG 231

Ad02A9942 Aradu.A02 9942 p2 (AG)7 14 53715069 53715082 CGGAAAAGCACACCAAACTT AGCTTCCTCTTTCCACCACA 117

Ad02A9945 Aradu.A02 9945 p3 (TGA)5 15 53769306 53769320 GGGGATGAAGTAAGGGGAGA ATCTCACCATGTCCCAGAGC 266

Ad02A9949 Aradu.A02 9949 p2 (AT)12 24 53785291 53785314 CATATGGGCACCACTGTTCA CTCAATCCAAGTTGGCCATT 180

Ad02A9950 Aradu.A02 9950 p2 (TA)7 14 53801048 53801061 CCCAATTATTACAGCACCAATG CAAGGGCATCATCCCTACAT 276

Ad02A9952 Aradu.A02 9952 p4 (AAAT)6 24 53803667 53803690 ATGGGAAAACTGTGGGAACA TTGGGATAATTTTGTCCCCTT 204

Ad02A9953 Aradu.A02 9953 p3 (AGT)5 15 53812072 53812086 CCCGAATGCTCTAGTTCTGC AGCGAGAGCAAGGACCACTA 266

Ad02A9954 Aradu.A02 9954 p2 (TA)8 16 53822037 53822052 TGCATGTTAAGATCGGAGAGA CGGGACAACTTGTATCCAAAA 249

Ad02A9955 Aradu.A02 9955 p3 (GAA)5 15 53831879 53831893 CCGACCTTAGGTGCCATAAA AAACCCCTCTCCCTCCACTA 235

Ad02A9956 Aradu.A02 9956 p2 (GA)6 12 53835186 53835197 ATCCTTGCTCCTGCTCATGT TTTCGAAAATCACTAACCATTTCTT 258

Ad02A9961 Aradu.A02 9961 p3 (AGA)5 15 53855831 53855845 TTGCCTTCCCTTTTCCTTTT CAAACCCCTTCTTCTCCCAT 211

Ad02A9963 Aradu.A02 9963 p2 (CT)7 14 53879577 53879590 AAAAACAATGCCAAAAAGCG GAACATTGAACCTGGGATTGA 219

Ad02A9964 Aradu.A02 9964 p2 (TA)8 16 53890192 53890207 ATCCATTGATGCTCAAAGCC AAAGCAGTGAAAAAGAAAACGC 135

Ad02A9966 Aradu.A02 9966 p3 (AGA)6 18 53917547 53917564 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 244

Ad02A9971 Aradu.A02 9971 p2 (AT)9 18 53978438 53978455 TTTTAGCATCTCATGATCGCA GAGGTCTAGGAAGGCGTGAA 274

Ad02A9975 Aradu.A02 9975 p2 (TA)9 18 53994456 53994473 TGGCTAGTCGGCTTAAACTCC ATCCCAAAAAGGCACTCACA 259

Ad02A9976 Aradu.A02 9976 p3 (AGA)6 18 54000203 54000220 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 241

Ad02A9979 Aradu.A02 9979 p3 (TAC)6 18 54029090 54029107 AAAAATTATTGCCACCACGC CAACAGGTTGTTGAGTTCCAA 273

Ad02A9985 Aradu.A02 9985 p2 (AT)10 20 54090591 54090610 CACACAGCACATGGTTAGGG GGAAGCAAGAAAAAGCAGCA 220

Ad02A9986 Aradu.A02 9986 p3 (AAT)17 51 54101942 54101992 ATGGGCATCCATTTTGATCT ACATTTGAGACGTTGGGAGG 270

Ad02A9987 Aradu.A02 9987 p2 (TC)9 18 54102094 54102111 TGGGCATCCATTTTGATCTT CATTTGAGACGTTGGGAGGT 268

Ad02A9995 Aradu.A02 9995 p2 (AG)10 20 54118323 54118342 AAACCTGGGATCGAGAGTCA CCCAATTTTTGACCCAGAGA 227
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Ad02A9996 Aradu.A02 9996 p2 (AG)10 20 54123814 54123833 ACAGCCAATTGGGAAACATC GGGAAATGCATCCATTCATAA 272

Ad02A9997 Aradu.A02 9997 c (TA)8aaagaaagagagaagtattcgtaa(AG)652 54127837 54127888 TCACCACGATTTCAATATAAGAATG CAGGTTTTCAAGGGGAATCA 227

Ad02A10000 Aradu.A02 10000 p3 (TTC)12 36 54140213 54140248 TCTATACGTTGGCCGAAACC AATCGGAGGTGGAAGCTTTT 235

Ad02A10002 Aradu.A02 10002 p3 (TTC)6 18 54145465 54145482 TACACCTCTCCCCCTCTCCT CTCGGAAGTGGAAGCTTTTG 199

Ad02A10004 Aradu.A02 10004 p2 (AT)8 16 54173488 54173503 TCCGATGAAGGAATGAAAGC AACTCAGCGGCCTACGACTA 179

Ad02A10005 Aradu.A02 10005 p2 (AC)9 18 54176058 54176075 GTTGTAATGGGGCTAAGGCA GAAAAAGTGGGAATTTTGGG 157

Ad02A10006 Aradu.A02 10006 p3 (AGA)6 18 54178918 54178935 GAAAGACGTGAGAGGAGAGGAA ACAGGATGCATCTACGTCCC 253

Ad02A10007 Aradu.A02 10007 p2 (AT)6 12 54180552 54180563 TACGGGTGAGAATTGCTTCC AGGGATGAGATACCCCCAAC 163

Ad02A10008 Aradu.A02 10008 p2 (TG)6 12 54188662 54188673 TTATCTCATAACCAGCGCCC AAAAATGCTACGCAGTTGGG 130

Ad02A10009 Aradu.A02 10009 p2 (AT)10 20 54193276 54193295 GGTGTTCCTTGGTGTTTTCC TGGACGGTTCATTTCCACTT 269

Ad02A10017 Aradu.A02 10017 p4 (ATCT)9 36 54216186 54216221 CCAAACTTCAGGGACAAAAA TCACTAAAGAGCTTATGTGGCAA 174

Ad02A10019 Aradu.A02 10019 p2 (GT)7 14 54240595 54240608 ACATCCATATCCCCGTGTGT TGATTTCTGCTTTGTGTGCG 116

Ad02A10020 Aradu.A02 10020 p2 (AT)6 12 54246091 54246102 AGCCTTCGTGAATACGAACC GCTCATGCATCACGGAACTA 248

Ad02A10021 Aradu.A02 10021 c (TTTA)5ttttggtggctatctttatttataatatgttagcagcaaaagaccaacttgctctttatttta(AT)6taaaataaagagcaagttggtcttttgctgctaacatattataaataaagatagccacca(AAAT)5175 54253474 54253648 TGCCAATTTAATTAGTAAAGCTCA TGCCAATTTAATTAGTAAAGCTCA 264

Ad02A10024 Aradu.A02 10024 p2 (CT)6 12 54276623 54276634 GAACTTGGAATTGGGAAGCA GGGCATTTCTGGGCTATTTT 212

Ad02A10028 Aradu.A02 10028 p2 (CT)6 12 54319369 54319380 GAACTTGGAATTGGGAAGCA ACTGCAGAAATCGTTGGGAG 230

Ad02A10029 Aradu.A02 10029 p3 (TTC)5 15 54340980 54340994 CAAAACTCTTTCCCACCCAA ACCACTGAGCTATGACGGCT 280

Ad02A10031 Aradu.A02 10031 p3 (TCT)7 21 54372748 54372768 CACAAGCCCCTCTTCTTCAC CGGTCTTAGGTGCCATTGAT 181

Ad02A10033 Aradu.A02 10033 c (CT)11tcccttcccctctttctctcctcctctctctcccctatctgtctctttcccctttttcctttctt(TC)7ttccctcccctt(TC)9131 54389931 54390061 AAACGCAAAATCATTCTCCC AAGGAAGGGGAGAGAGAGGG 265

Ad02A10034 Aradu.A02 10034 p2 (CT)6 12 54390464 54390475 CTCCACTCTCTCTCTCCCCC TTCATCTCTCTCTTGCTTTGGA 264

Ad02A10035 Aradu.A02 10035 c (GA)10gcatgaggagagagaagaatagagagaaaagatggggagatgagaaagaggggaagatgagagaaagagagagatagatagagaggagg(GA)9127 54391471 54391597 GATTGGATTGGATACCCACG CGCCTCTCTCCCATTTCTCT 244

Ad02A10036 Aradu.A02 10036 p2 (AG)7 14 54392973 54392986 GTGCATCTTTGTTTTGGGCT CCCTAAATTCTAGAGGGAAGAGAGA 177

Ad02A10039 Aradu.A02 10039 p3 (TCT)5 15 54414854 54414868 GCCGAATACACCTTTCTCCA TGAATGGGGTTGGTCAGAAT 273

Ad02A10040 Aradu.A02 10040 p2 (AC)6 12 54425865 54425876 CAAGGATTGAAGGGGATTGA GAGGATTGAGAATTGACAAAGGA 206

Ad02A10042 Aradu.A02 10042 p2 (TC)6 12 54429702 54429713 TCTCCCATTCTCACACCTCC GGCTAAGCAAACACTGCCTC 261

Ad02A10044 Aradu.A02 10044 c (AT)7ac(AT)9 34 54436720 54436753 TTCGATATTACCAGCGCCTT AGGCTCTTGTCCTCCAACAA 228

Ad02A10046 Aradu.A02 10046 p2 (TA)10 20 54440562 54440581 GATGAACCTTGATGAATCTTGC GCTGCTGCAACATTGTAGTATAAA 171

Ad02A10050 Aradu.A02 10050 p3 (AAG)5 15 54462417 54462431 GGTCTTGATGGCTCTTGGAG TGGCCGAACCTACATCTCTC 258

Ad02A10051 Aradu.A02 10051 p2 (AC)9 18 54471031 54471048 GGCTTAGGTAAGGGTGAGGG AATGAAAGCACCCCAAATGA 242

Ad02A10052 Aradu.A02 10052 p2 (GC)6 12 54481217 54481228 TCGATTGTGCTTTTTGCTTG TTTGATGCCGTGATCTGTGT 231

Ad02A10053 Aradu.A02 10053 p3 (TTC)6 18 54493053 54493070 AAATCTTTCCCACCCAAACC GCCCTTGAGCAAGAGAAGAA 193

Ad02A10055 Aradu.A02 10055 c (A)10gagaaaaacgaaaaaaaaagaaaggaagaaaagaaaacg(A)1059 54516761 54516819 TTCATGAATGTTGGCTCTTGA GCACACTCTTATTGCCTTGGA 215

Ad02A10057 Aradu.A02 10057 p6 (AAAATA)5 30 54547177 54547206 TACTAGAGCCCCCAAGCTCA AGAGCAACAATTACACGCCC 204

Ad02A10058 Aradu.A02 10058 p2 (AT)10 20 54554682 54554701 TTTAAACCGCAAAATCGCTC GGCGCAGAAGTTACGAAAAG 254
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Ad02A10059 Aradu.A02 10059 p2 (CT)6 12 54558238 54558249 CTTCTCGCCATCGTGGTACT GCAGAATTAGGGAAGAGGGG 276

Ad02A10061 Aradu.A02 10061 p2 (AT)10 20 54562019 54562038 TTTAAACCGCAAAATCGCTC GGCGCAGAAGTTACGAAAAG 254

Ad02A10062 Aradu.A02 10062 p2 (GA)6 12 54574627 54574638 TGGGATGATCTCCCTCTCAC TGTTGGGGCAAAACTTTGTT 246

Ad02A10066 Aradu.A02 10066 p3 (AAT)6 18 54625945 54625962 GATTCATTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 254

Ad02A10074 Aradu.A02 10074 p3 (TAC)5 15 54708724 54708738 CATGCATGATGATGATGAGAAA AGCTGAAGCGCCAGAAATTA 237

Ad02A10076 Aradu.A02 10076 p6 (TTTATT)5 30 54729298 54729327 GGGACCAGACACCCTACAGA TGTTGAAAACTTGAAATAATTGCC 269

Ad02A10079 Aradu.A02 10079 p3 (AGA)9 27 54751014 54751040 TTAAAAGATTGCTCGCCCTC CCCATAAACCCCACCTACCT 249

Ad02A10081 Aradu.A02 10081 p3 (TTC)8 24 54813000 54813023 TGGCCGAACCTACATCTTTC AGTATTTCCCCCGAACCATT 227

Ad02A10084 Aradu.A02 10084 p4 (TTAT)6 24 54829994 54830017 CATGATGTCAAGGCTGATCG TCCTTCCATCTAGGACCGATT 279

Ad02A10085 Aradu.A02 10085 c (T)11gttctaaagttttcatatgttcatgtgaacactaatctactgacaattg(A)1070 54830922 54830991 TGGTTAAAGCCTTCTTTACAAAGTT TCAATTCAAGATTTGAAACTACAACA 235

Ad02A10090 Aradu.A02 10090 p2 (AT)7 14 54842058 54842071 ATTCATCCATTGCCTCCAAG ATGCAATGATTTGGTGAACG 201

Ad02A10095 Aradu.A02 10095 p2 (AT)10 20 54868490 54868509 TTTGTCCCATGTGCATTGAT TCCCAAGTTGAATCCTTGGT 273

Ad02A10098 Aradu.A02 10098 p3 (AAT)6 18 54874390 54874407 ATGAGCAGGAACAGGGAAAA TTGGATGTTGGCTTTGTGAA 209

Ad02A10100 Aradu.A02 10100 p3 (GAT)5 15 54928328 54928342 GGTCATCTTGTGGGTAGCGT ATTCCGGCTGAGTAGCTTCA 237

Ad02A10102 Aradu.A02 10102 p3 (TGG)5 15 54959002 54959016 CGTGTCCCGATTATCCTTCT CACCGCTACTTCCTCCAAAA 280

Ad02A10103 Aradu.A02 10103 p4 (TATT)7 28 54976164 54976191 TTTCGAAAATACCTCCCTCTTTT TGGGTAAGGATAAAGGTGGTG 225

Ad02A10104 Aradu.A02 10104 p3 (TTC)6 18 54979533 54979550 CCCCCTCTTGTACACCTTGA CAGCCTTAGGTGCCATTGAT 173

Ad02A10105 Aradu.A02 10105 p2 (TA)9 18 54983571 54983588 CCCTTAGCTCTCGGGACTTT CTCGGTTTGCGAAGATAACC 208

Ad02A10108 Aradu.A02 10108 p3 (TTC)5 15 54999494 54999508 GGCTGAAACCACACACCTCT CTAGAGGTTTCTCCGGCCTT 169

Ad02A10110 Aradu.A02 10110 p2 (TA)9 18 55010777 55010794 TGTCTAAGGTACGAATTTTCTAGATG GCTCTTTCCTAAAAATATTGGCA 187

Ad02A10111 Aradu.A02 10111 p3 (TTA)5 15 55011433 55011447 CCTTTTTAAAATATAATGCATGTACCG GTTCTAATTCTCATTCAAGTGCAA 149

Ad02A10113 Aradu.A02 10113 p5 (AATAA)5 25 55022360 55022384 GTTGGCATATGACCCCAGAG TTTCTCTCTCCTCACTTTTTCG 245

Ad02A10114 Aradu.A02 10114 p4 (ATAA)5 20 55040980 55040999 GCAGTGAAGAACAAAGCTTGC ATGCCACAAGCACATGGTTA 220

Ad02A10118 Aradu.A02 10118 c (TTC)19tatcttttcta(TCT)583 55064099 55064181 TCCCAGATGCTTACACGTCA ATGGAGGATGTGAGTGGGAA 273

Ad02A10119 Aradu.A02 10119 p2 (AT)7 14 55081023 55081036 TTGGGGTTTATCAAGGAGCA CCAATGCTCAGGCGTTATTT 239

Ad02A10123 Aradu.A02 10123 p3 (CTT)7 21 55128261 55128281 GATCCATTGAACCCCAATCA CCCCTTCTGGAGTGAATGAA 151

Ad02A10125 Aradu.A02 10125 p2 (TG)6 12 55194871 55194882 GAGGTGTTGGGCATCAATTT CACCCCTATGGGCTTACTTG 100

Ad02A10129 Aradu.A02 10129 p2 (CT)6 12 55225796 55225807 AGCCGAACCTACTCCCTCTC CTAGAGGTTTCTCCGGCCTT 257

Ad02A10133 Aradu.A02 10133 p2 (AT)8 16 55248548 55248563 TGTTGGCCTTCTAACCTTCG TCAACTTAATGGGTAAAACGGAA 235

Ad02A10134 Aradu.A02 10134 p3 (CAA)6 18 55249427 55249444 CCAACCAAGAAGCCATGAAC CTTCTGATTCTCGTAGCGGC 206

Ad02A10135 Aradu.A02 10135 p2 (CT)6 12 55249647 55249658 CATGACTTCGTCATCATCGG ACTCAAGAACATGTGCACCG 173

Ad02A10136 Aradu.A02 10136 p3 (CAT)14 42 55252158 55252199 CGCGTCCTCCAATTTGTAAT ATTTCGGATATGGGTGCAAA 270

Ad02A10137 Aradu.A02 10137 p2 (AT)7 14 55255056 55255069 GAGGAACTAACGAGGGAGGC TATCCGCCGAGAGACAGATT 268

Ad02A10138 Aradu.A02 10138 p2 (AC)12 24 55267374 55267397 GGCTTAGGTAAGGGTGAGGG AGAAAGCACCCCAATGCTAA 242
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Ad02A10139 Aradu.A02 10139 p3 (AAG)7 21 55270275 55270295 TGAGGGAAGAGAAAAGAAGAAGAA TGAACAGAGGATTGTGCGAG 279

Ad02A10144 Aradu.A02 10144 p2 (TA)6 12 55328556 55328567 CGGGGGCTTGTTATGCTAT TCAGTCCGTCCTCAGGTTCT 217

Ad02A10145 Aradu.A02 10145 p3 (TCT)5 15 55335628 55335642 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 273

Ad02A10149 Aradu.A02 10149 c (A)11gg(A)10 23 55344473 55344495 TGTGTCTAGCGTGGCAAGTC CATGCTCCGTTTTTCAGTTG 219

Ad02A10151 Aradu.A02 10151 p3 (AAT)6 18 55357693 55357710 AAATTGGTGCAAGGACTCAAA TTCCTAGCTATCACACCAAGC 209

Ad02A10156 Aradu.A02 10156 p2 (CT)9 18 55392170 55392187 TTCTTCTCCTCCATGACCGT GAGAAAGGGAGATCGCATCA 186

Ad02A10161 Aradu.A02 10161 c (GAG)8gaa(GAG)542 55401000 55401041 TGCAAGCGCAAATTTAGAAG TGGTGTTCATATCATTCCCAAA 280

Ad02A10164 Aradu.A02 10164 c (TC)7ttttccctttcttcctt(TC)949 55428371 55428419 TCACAGCACGGCTAATCATC GAAAGGGGAAGAGGGAGAGA 263

Ad02A10165 Aradu.A02 10165 p2 (TC)8 16 55428964 55428979 CCTTCTTCTCTTTCTCTCCTTCC CCTCCTCGTTCTCCTCCTCT 188

Ad02A10167 Aradu.A02 10167 c (GA)6tatatatataaagagagaaagagggagagagaaaaagaaaaaggcggagcgagagagaagaggaagagagatgagg(GA)6100 55429355 55429454 GGGATAATTTGAGAATTTTGATTGA GCATACAAAACTAATAACGTGAAAAT 280

Ad02A10168 Aradu.A02 10168 c (GA)6ggaagacaaagagagaggagggaagaaagaggggaagg(GA)764 55429623 55429686 GGGGAAGAGAGGGAGCAAA CTCCCCCTCCCTTCTCTCT 271

Ad02A10169 Aradu.A02 10169 c* (AT)6(TTAT)8* 43 55444611 55444653 GGGGCATTTTTGTCCTTTTT GAGTGGGAAAACTTGGGACA 273

Ad02A10170 Aradu.A02 10170 p3 (TCT)5 15 55453301 55453315 ACACCCACATTCTCCCACAT GCTTTTGTCTTCCCTTTCCC 212

Ad02A10172 Aradu.A02 10172 p3 (TCT)5 15 55470140 55470154 TGCACCATTCACATCAACCT CTTAAAATTTGCTCGTCCCG 272

Ad02A10175 Aradu.A02 10175 p2 (TC)6 12 55483117 55483128 CTCTTAACCCACCCACCAAA CAGAAGGTCGCTGGAATAGG 219

Ad02A10177 Aradu.A02 10177 p4 (TTTA)5 20 55494845 55494864 CCGGGGATTGTATGTGATTC AAAAGGAAACAAATTGGGAAAAA 160

Ad02A10180 Aradu.A02 10180 p3 (AGA)5 15 55520582 55520596 ACATAGAATGTTGCTCGCCC CAAGATCCCCACCTACCTCA 216

Ad02A10184 Aradu.A02 10184 p2 (AG)8 16 55571920 55571935 TTTGAGCTCTAAAACCATGTGC CCAAGCTTTAAGTGTGGGGA 263

Ad02A10186 Aradu.A02 10186 p2 (AT)6 12 55588880 55588891 ATTTCCTTGCCTTGCCCTAT CTCATCAGTTCCCCCACACT 229

Ad02A10188 Aradu.A02 10188 p3 (AAG)5 15 55597286 55597300 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ad02A10191 Aradu.A02 10191 p4 (TATT)5 20 55632012 55632031 CCTATCCCTCCCTAATTTTCG AGGGGCAGTGATTTGAGATG 229

Ad02A10192 Aradu.A02 10192 p3 (TTC)6 18 55635453 55635470 TTCTACACCTTGGCCGAAAC ATGGTCTTGATGGCTTTTGG 261

Ad02A10193 Aradu.A02 10193 p2 (AT)6 12 55639551 55639562 CATAGCCAAAGGGGTGAGAA TTGCAAACGTGTGCCTTATT 131

Ad02A10195 Aradu.A02 10195 p3 (ATT)6 18 55665190 55665207 TTGGATGTTGGCTTTGTGAA ATGAGCAGGAACAGGGAAAA 208

Ad02A10201 Aradu.A02 10201 p2 (AG)6 12 55737035 55737046 AAGAACCTGGGATTGAGAGTCA TTTTGACCCAGTTTTCAGCC 196

Ad02A10203 Aradu.A02 10203 c (AT)7gttaattccaacaaaaataa(AT)850 55841739 55841788 TGTGGGAGAATTTTGGGAAG GGGTAACTTTTGTCCCCTTTTT 243

Ad02A10206 Aradu.A02 10206 p5 (TTTAT)5 25 55876970 55876994 TTTCTCTCTCCTCACTTTTTCG GGGTTAGCATATGACCCCAG 252

Ad02A10207 Aradu.A02 10207 p3 (AGA)6 18 55886910 55886927 GCCTTAGGTGCCATCAATGT AAACCCACACCTCTCTCCCT 147

Ad02A10210 Aradu.A02 10210 p5 (TTTAT)5 25 55905214 55905238 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 260

Ad02A10211 Aradu.A02 10211 p3 (AGA)6 18 55915271 55915288 ATCACCTTTTTCTTGGCCCT AAACCCACACCTCTCTCCCT 277

Ad02A10216 Aradu.A02 10216 p5 (AATAA)6 30 55996121 55996150 GGCCCTAGAGTCCTTCTGGA TCACTTTCTCTCTACTCACTTTTTCG 239

Ad02A10218 Aradu.A02 10218 c (A)10gtaaaaaaatattttcg(A)1138 56008299 56008336 TGGCTCTTGAAAGAATGAGGA TTCAGCACACTCTTGTTGCC 185

Ad02A10219 Aradu.A02 10219 p2 (GC)6 12 56042667 56042678 GTAGGGCCCACATTCTCTCA AGCAGAGGTGGTGGTTATGG 169

Ad02A10221 Aradu.A02 10221 p2 (GA)7 14 56056603 56056616 TCGAACACAGAGGGAGAGAGA TTTTCAAAACCACCTAACCCC 133
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Ad02A10224 Aradu.A02 10224 p3 (ATT)8 24 56083044 56083067 TCCAATTAAGGGTCAACCACA TAGATTAGCCGCCCATTGTC 226

Ad02A10228 Aradu.A02 10228 c (GAG)7agagaggaagagagagaagagaggagaaaaaagagcacaaggaaagagagagaaggaggaagagagagggagaaaaattgagagagatagagagaag(GA)6130 56086726 56086855 TCCCTCTTCTCTTTCTCTTCCTC TCCCTCTCTCCTTCTCTCCC 271

Ad02A10229 Aradu.A02 10229 c (GA)7ggaagaaggataggg(GA)845 56087008 56087052 GGTGGTGCAAGGTTTTGTCT AGCCACACAAAATCATCGTG 277

Ad02A10230 Aradu.A02 10230 c (GA)9gggagggggggagggagggagnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AG)7ggagaaaagagggagggagggagagagaaagggagag(GA)6131 56087349 56087479 TGAGCAAAAGAGAAAAATGAGAGA CTTTCCCTCTCTCTCCCCAC 218

Ad02A10234 Aradu.A02 10234 p5 (TTTAT)5 25 56097976 56098000 TCGAAAATCCTCACCCAAAA AGGGAGATGATGTGGATTGG 130

Ad02A10236 Aradu.A02 10236 p3 (TAC)5 15 56112936 56112950 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 277

Ad02A10237 Aradu.A02 10237 p3 (TCT)5 15 56155042 56155056 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 201

Ad02A10240 Aradu.A02 10240 p2 (CT)21 42 56160337 56160378 AAGACCTTCAACCGGTCTCC TGCGACAGTGGTGATAGAGC 137

Ad02A10242 Aradu.A02 10242 c (TCA)6ccatcttctttttttcttattcatc(T)1053 56163354 56163406 TCCTACTCATCTTCTGTTGCTTTG TGCTGCATTTGTTTTCTTCTTC 257

Ad02A10243 Aradu.A02 10243 c (A)10tgacagttgtggttttcatc(GAA)545 56164102 56164146 CACGCAAAGAAAAAGGAGGA ACACTTTCCAAAGCGCTCAT 161

Ad02A10244 Aradu.A02 10244 p2 (AT)13 26 56164765 56164790 TAATATACTCGGCACCCGGA GGCGAATTTGCCTTAAATGA 211

Ad02A10245 Aradu.A02 10245 p3 (AGA)6 18 56177176 56177193 GCTCGTCCTCGAGCAAAATA CCCATAAACCCCACCTACCT 231

Ad02A10248 Aradu.A02 10248 p2 (TA)6 12 56198383 56198394 GTTAATCCCCGTGAGAACGA GGACTTGTTGAAGTCGGAAAA 239

Ad02A10250 Aradu.A02 10250 p2 (TA)7 14 56214755 56214768 TTGGTAATCAAAACGCCCTC GCACAATAATTCATTCAATTTCCA 168

Ad02A10254 Aradu.A02 10254 p2 (TA)7 14 56218670 56218683 TTGCCATCAAAACGAAGTCT TTTGAAATTTCTTCATTCATCTACTC 280

Ad02A10255 Aradu.A02 10255 p2 (TA)6 12 56221748 56221759 AAATAAACGAGATAAGATTGAGAGACA GCCAAAGATTGACCCACAAA 272

Ad02A10256 Aradu.A02 10256 p2 (AT)9 18 56221913 56221930 CTTTGGCCACCTTTAAGCAC TGACCGAACTCAAGGGGTAG 237

Ad02A10259 Aradu.A02 10259 p3 (TCT)5 15 56263049 56263063 TACTCCCTCTCCCCTCCCTA GCTTTTGTCTTCCCTTTCCC 270

Ad02A10262 Aradu.A02 10262 p2 (AT)9 18 56333437 56333454 TGACTGGTGCTTTTAGTGGC CCAGCCTCATACACCCAAAT 277

Ad02A10263 Aradu.A02 10263 p2 (GC)6 12 56333745 56333756 ATGAGGCTGGTATTTGGGTG CGCGTGGAACATTTCAAGT 258

Ad02A10268 Aradu.A02 10268 p2 (GT)7 14 56381917 56381930 GCAGTGAGCTCCTTGGATTC TATTGGAACGATGGTGCAAG 162

Ad02A10269 Aradu.A02 10269 p2 (TC)6 12 56382315 56382326 AGGATTTTGTTGCACACGGT CACCACTTCTGGACCGAGAT 201

Ad02A10275 Aradu.A02 10275 p2 (TA)8 16 56391320 56391335 AGCTCTTTTCTAAAAATATTGGCA TCCGAAGTACGAATTTTCTAAATG 256

Ad02A10277 Aradu.A02 10277 p3 (GGC)5 15 56394081 56394095 GGAAAGCGAATTCCGACATA TGCTGCTGTTGACTTTGCTC 276

Ad02A10281 Aradu.A02 10281 p2 (AT)6 12 56401197 56401208 CGACTGCACCTGAGTTTCAA GCAAAAGCCTTAGGCAGAGA 240

Ad02A10282 Aradu.A02 10282 c (A)10ggagaagaaatttcaatgaaaaaga(AGG)5aagaggtgttgttgatgacgacgataacgagaaagaaaaattac(GAA)5109 56404175 56404283 TGAACCACACCTTAGCCACTT TCACGCGTATTCACGTTTTT 270

Ad02A10284 Aradu.A02 10284 p2 (TA)14 28 56405025 56405052 GCGCCCAACAACTAGTGAAT CCCTGTTTCTTGCTCAAAGC 253

Ad02A10286 Aradu.A02 10286 p3 (TTC)7 21 56432955 56432975 CATTCTTTGCGCCATCACTA GTCCACCACACACGATTACG 240

Ad02A10288 Aradu.A02 10288 p2 (AG)19 38 56450407 56450444 GGGTTGGACTCGGTTCATTA CATTGCACTTTGAAGCTCTCC 206

Ad02A10289 Aradu.A02 10289 p2 (CA)18 36 56452604 56452639 ACCGCATCTTACCCAGTGTC TCATGCATCAATGGCTGATT 100

Ad02A10290 Aradu.A02 10290 p2 (GC)6 12 56467990 56468001 GAGGTTGCTGCAGGACTAGG ACGCACTCTTTTGGCAACTC 243

Ad02A10291 Aradu.A02 10291 p3 (GTT)5 15 56483409 56483423 GGCCGATTTTGTGAGTTGTT CAAGGCGGTAATCCTAACCA 172

Ad02A10294 Aradu.A02 10294 p2 (GC)6 12 56524988 56524999 CCAAGATTGGAAATGCATCA CTTCAAAACCAATTGCTCCC 258

Ad02A10295 Aradu.A02 10295 p2 (AT)7 14 56529518 56529531 CTAGACTCGACCTGCGAAGC TAGGATTGCCTCTGGCTTTC 278
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Ad02A10296 Aradu.A02 10296 p2 (AC)6 12 56530546 56530557 ATCACTGACCCTGAGCGAGT CGAAATCGGAGGTCTGAGAA 235

Ad02A10297 Aradu.A02 10297 c (ATT)7(TTA)5 36 56540457 56540492 TTGGATGTTGGCTTTGTGAA TGACCAATTAGAATGTAACACATCA 142

Ad02A10299 Aradu.A02 10299 c (TCA)13(TCT)6 57 56566667 56566723 TGCACAATTCAAAACTCTCCA TCCTCCTCCTTTTGGTGATG 240

Ad02A10301 Aradu.A02 10301 p3 (GCT)5 15 56580806 56580820 CGACATTGACGAGCATTCAC CTTTTCCCATTCCCTCCATT 211

Ad02A10305 Aradu.A02 10305 p2 (AG)7 14 56592273 56592286 GCAGAGCTTTACGAAGACCG TGTGAAAATCTGCAGCATCC 223

Ad02A10307 Aradu.A02 10307 p3 (TCA)5 15 56613369 56613383 TCCATTTTCTCCTTCTCCTCC TGGAGAATTTTGAATTGTGCAG 214

Ad02A10308 Aradu.A02 10308 p3 (TCA)13 39 56613561 56613599 CATAGTTGAAAAGTTTCGGTGC TCCTCCTCCTTTTGGTGATG 268

Ad02A10310 Aradu.A02 10310 p3 (GCT)5 15 56621972 56621986 TCTTCTTCCCACATCTTGGC ATCGTTTTTGGGTTCTCCCT 164

Ad02A10314 Aradu.A02 10314 p2 (AG)9 18 56637932 56637949 ACGCGGAGCAACTCATTTAT GCGGAATGCTTTGATCTTGT 241

Ad02A10317 Aradu.A02 10317 p5 (TTATC)5 25 56669774 56669798 TAATCCTTTGTCACCGGAGG CAGAGGAACACGACCCAAAT 273

Ad02A10321 Aradu.A02 10321 p5 (TTAGT)5 25 56682765 56682789 GCTTTGGTGTTAGATACTTGGACA TTCAGATTTCAGCAATCAATAAAC 259

Ad02A10324 Aradu.A02 10324 p3 (AGA)5 15 56712763 56712777 CTAGAGGTTTCTCCGGCCTT CATCCATGACCGAACCCTAC 265

Ad02A10326 Aradu.A02 10326 p3 (TCT)7 21 56772523 56772543 AAACCCCTCTCCCTCCACTA CCCTCGAGCAAAAGAAGAAA 158

Ad02A10335 Aradu.A02 10335 c (CT)8ttctt(TC)18 57 56861000 56861056 ATTCGAACTGGGAACCCTCT GCCAGAGATGTCGAACCAAC 246

Ad02A10337 Aradu.A02 10337 p4 (TTTA)7 28 56864761 56864788 ATGGTTTGGATGGATGAGGA CCAGAGAAAATTTCGGAACG 261

Ad02A10338 Aradu.A02 10338 p3 (AAC)6 18 56865661 56865678 GAACCCACCACCACCACTAC TTGGGTGGGGTGATACAGAT 201

Ad02A10339 Aradu.A02 10339 p2 (CT)6 12 56873891 56873902 CTCATTCGCAGAACAAAGCA ATGAACAACCACTGCCACAA 225

Ad02A10340 Aradu.A02 10340 c (A)10gtgctgctagaatttattgaatttattgttcttgctgatgtgttgatgtaaagttcattttttctattgtattata(ATT)6104 56875132 56875235 TTTTCAAATTGGTAGTGCAGTTATG CCAAATGCAACTCCACAAAA 276

Ad02A10341 Aradu.A02 10341 p3 (TTA)6 18 56879439 56879456 CATCGGTAACCAAAAATCCG TTCATTTTCCTAGTTATATCCCATCA 261

Ad02A10343 Aradu.A02 10343 p3 (ATT)5 15 56922720 56922734 AAACTTGGACGTTGGCTTTG CAAGAGAAGGAGATGGCAGC 132

Ad02A10344 Aradu.A02 10344 p2 (GT)6 12 56936499 56936510 TAACGAGAATCGTGTGGCTG CGGCTAAAAATGCTAATGGG 233

Ad02A10345 Aradu.A02 10345 p3 (GTT)5 15 56938120 56938134 CGGCCATTAGTTCAGTTGGT CCCAGTGATGTTATCCAGCA 275

Ad02A10347 Aradu.A02 10347 c (CT)6ttccc(CT)7ccctctctctcctttccccctctccctctcttcctctctctcttc(CT)6cctctcccttctctctttctcccactc(CT)6cccttcctttttctccctctccctctttttc(CT)7172 56948421 56948592 AAAACTGGTTTTATTTAAACTCCAAAA GAAAGGGAAGGAGAGGGAGA 261

Ad02A10348 Aradu.A02 10348 c (CT)6tcttctcctctttctctccct(TC)6tttctctctccccctcctatttgtctccctctttttctctctcttcctatccttctctctctcccactctctctttttcctctctctccct(TC)8152 56948711 56948862 TCTCCTCTCCCTCCTCTCTCT GGGGGAAAAGGAGAAAGAAA 212

Ad02A10349 Aradu.A02 10349 c (CT)7ccttctcctctttctccctctca(TC)8ttttttctatcg(CT)6ttccttttctcccctctccctctctctcccctcccatccccct(TC)6cctcccttcccct(TC)6157 56949191 56949347 CTCTCCCTCCCCCTTCCT GGGGAAAGAGGGAAAAGATG 277

Ad02A10350 Aradu.A02 10350 p2 (TC)6 12 56949496 56949507 TCCTATTCTTCTCTCTCCTTCCC TTCTTGCGCTCTTTTTCTCC 276

Ad02A10351 Aradu.A02 10351 p3 (GAG)6 18 56949680 56949697 CCTTTTCTCTCTCTCTCATTCCC TTCTTGCGCTCTTTTTCTCC 241

Ad02A10353 Aradu.A02 10353 p2 (GA)6 12 56950476 56950487 GGAGAGAGGGAGGGAGAGAG TGAACTGAAACTGCACTAAACCA 267

Ad02A10356 Aradu.A02 10356 p2 (TC)6 12 56965602 56965613 CGGGGCTTTAATTTGTGAGA AGGGTCAATGGAAGACCCTC 176

Ad02A10358 Aradu.A02 10358 c (ATA)8gtaataataata(ATT)6ataaaaaattattttta(TAT)586 56969130 56969215 AAAAATTGTGGAGCATTCAAA GTTGTAAATTGGGCGGGTTA 266

Ad02A10359 Aradu.A02 10359 p2 (TA)6 12 56972328 56972339 TGCCTAAAACCAAACCAATGA GAAGCTTGCTGGGTTGTTTC 161

Ad02A10361 Aradu.A02 10361 p3 (TAT)11 33 56978778 56978810 AACACGAAAATAAAAGGCGG GAAGTGGCCATGTCGAAAAT 142

Ad02A10364 Aradu.A02 10364 p4 (ATAG)5 20 56997320 56997339 TCACCAGTCATACTTATTGGGAA CGTTTCTCTTGGACTTCTTGG 254

Ad02A10365 Aradu.A02 10365 p2 (GT)36 72 56997873 56997944 TGCAGAAACTCTTACATGTGGTC TTGCTTGAATCTTGTCGTGC 267
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Ad02A10366 Aradu.A02 10366 p2 (TC)17 34 56999178 56999211 TTGCTGAGTCGCTCATTCTC CCCCAATCTCATTACTACGCA 202

Ad02A10367 Aradu.A02 10367 p2 (AT)6 12 57002071 57002082 CGCTGTTCAAATGATGGATG ACCAAACAAAGCCCAACTTT 239

Ad02A10371 Aradu.A02 10371 p2 (AT)6 12 57014520 57014531 CGGAAATAAAAGGTGCTTCG CACCGTTAACTTCCACCGAT 156

Ad02A10373 Aradu.A02 10373 p3 (TTC)7 21 57029298 57029318 AATACACGCGCTCAACACAC AACGCGAAGAAGAAGACGAA 148

Ad02A10376 Aradu.A02 10376 p2 (TC)7 14 57093489 57093502 AACCCCACTTTGCTCATCAC GCAAGCAACTACTACCATGCAA 164

Ad02A10378 Aradu.A02 10378 p3 (CTT)5 15 57115269 57115283 TTTCAAACGTCTTGGAAGGG CAATTGGGGCAAGCAATAAT 271

Ad02A10379 Aradu.A02 10379 p2 (CT)6 12 57116952 57116963 AAACCTGGGATCGAGAGTCA TTTCTGGGCTGTTTCTGACC 214

Ad02A10380 Aradu.A02 10380 p3 (TTC)5 15 57123042 57123056 CTATACCTTGGCCGAATCCA CTAGAGGATTCTCCGGCCTT 174

Ad02A10381 Aradu.A02 10381 c* (A)11(AT)6* 22 57126873 57126894 GGGAAACATGGGTTGATAGG AGCTTCCCATAATTTTCCCA 232

Ad02A10385 Aradu.A02 10385 p3 (AGA)6 18 57202299 57202316 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 239

Ad02A10387 Aradu.A02 10387 p3 (CTT)5 15 57230277 57230291 TCTTGACTTTCCCATGGAGG AACCGTTCAACAACTGGAGC 249

Ad02A10388 Aradu.A02 10388 p2 (TA)10 20 57239527 57239546 TGGGGTATTTTTGTCCCCTT GGAGAGTTGGAAACATTGGG 262

Ad02A10390 Aradu.A02 10390 p3 (ATA)5 15 57270303 57270317 GCGTTTGTTTCTGAGAACAGG AGAGACACAAACAAAAGATACAACTTA 251

Ad02A10394 Aradu.A02 10394 p3 (ACC)5 15 57277315 57277329 TTCGTCCTTAACGTCTTGGG TTGGTGTTGGTGTTGGTGTT 254

Ad02A10395 Aradu.A02 10395 c (ACC)6aacaccaaaaccaccaaacagcaacaacaccatactagaagaacatcaaacaacagcaacaacaccataccaccacaaccaccatcaacaccaacaccaa(CAC)8142 57277451 57277592 CCATACCACCACAACCACC TTGGTATTGTTTTGTGTTGTTGC 248

Ad02A10396 Aradu.A02 10396 p2 (TA)9 18 57286599 57286616 TGTGACGAGAATTCCTGGGT CCTTACTTCTTTCCGGCCTC 262

Ad02A10398 Aradu.A02 10398 p2 (AT)8 16 57296603 57296618 ACACGTTTGGCATCTTTGTG CAGCCTGAATAACAAAGGCA 218

Ad02A10401 Aradu.A02 10401 c (A)12cctaaaaacggagggtccgttttgttctaaaggaaaaattaaaaaaaacacaaatggaaaacggagggtccgttttcagttttttt(A)14ctgtacacggagggtccgatttcatgttaaataaat(A)11159 57305403 57305561 GACGGTCCGATTAGAGGAGA GGACCGTCCGATTAGTTTTTG 251

Ad02A10403 Aradu.A02 10403 p4 (GAAT)6 24 57309440 57309463 CAAAAAGAAAGGTTGGCATCA TCCCTGGCATATTTTGAACC 170

Ad02A10404 Aradu.A02 10404 p4 (GAAT)5 20 57309669 57309688 GGTTCAAAATATGCCAGGGA GTGCTGCATTTCTGATTCCA 234

Ad02A10405 Aradu.A02 10405 p3 (AAG)6 18 57312951 57312968 AGGTGGGACCATCCAAAGTA GTCATCGCAGAGGACATCAA 273

Ad02A10406 Aradu.A02 10406 p3 (TCG)8 24 57313127 57313150 AGGTTGATGTCCTCTGCGAT GCGAGTAACGACAACAACGA 207

Ad02A10408 Aradu.A02 10408 p2 (AT)9 18 57323684 57323701 CCCATGTGCACCCTAAGAAA AATTCTAATTTGATGTTTCTTTGATCT 151

Ad02A10410 Aradu.A02 10410 p2 (TC)6 12 57328722 57328733 TGTATAAGTTGGGATTAGCGGA CGGTGAGGAAGCAGAGAGAG 269

Ad02A10418 Aradu.A02 10418 c (T)10acatttttttctc(T)1134 57361471 57361504 TGACATTGTTGACCAAACTTTTTC GGTGTTAGGCTTTGCTTTGC 242

Ad02A10421 Aradu.A02 10421 c (TAC)8(TAA)12 60 57376478 57376537 CCCCATGGTCTCCCTAATTT TTTTGGACTTGCACTCATTCTT 159

Ad02A10422 Aradu.A02 10422 p2 (TC)9 18 57381319 57381336 ACTGATCTAGGCGACGTCCA GATAACGCTGGCCAAGAGAG 202

Ad02A10424 Aradu.A02 10424 p3 (TTA)7 21 57382722 57382742 TTCTTTGATTGTGGGCACTG ACCAAGTCATCAGCGACCTT 224

Ad02A10428 Aradu.A02 10428 p3 (TAT)8 24 57387680 57387703 ACGAACGTATGGGATTCTGC TGGTTCCAAAAGACCAAAAA 122

Ad02A10429 Aradu.A02 10429 p3 (TCT)5 15 57392380 57392394 ATTTTCCAATCCTTGGGGAC TTTTGAGACCATCGAATCCC 254

Ad02A10431 Aradu.A02 10431 p3 (ATA)7 21 57398572 57398592 ATGCACGTTCCTTAATGGTT TGGTGGTGAATTATACTCCTGTT 255

Ad02A10433 Aradu.A02 10433 p2 (GA)7 14 57410175 57410188 CTTCAACTCACGCCTTTTCC ATAACGCCATCACACGGATT 278

Ad02A10438 Aradu.A02 10438 p3 (AAT)7 21 57471474 57471494 CCTTGAAGCAAAAGAAACAGC AGACAGTGGTGCTCAAAGCC 248

Ad02A10443 Aradu.A02 10443 p2 (CT)6 12 57527746 57527757 TTATGCAAGTGTGAGGCTGC AAAACCTTGTTGATGGGGGT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A10445 Aradu.A02 10445 p2 (TA)12 24 57534083 57534106 TGCTGGAGACTTCCTTTTGG TATCAAGACTCGGGACTCGG 264

Ad02A10446 Aradu.A02 10446 c (TA)9gaataataaaaaataatgatatcagaaaatgagc(A)10ctc(TA)677 57535594 57535670 TTTTATCAACACATCCAAAACTCA GCCATTGATTCTCTTTTCCC 206

Ad02A10447 Aradu.A02 10447 p2 (TA)7 14 57539172 57539185 GCTAGCACTACAAGAAAAATGGTG TCAAAACCGTGACTCTAACCAA 155

Ad02A10448 Aradu.A02 10448 c (TA)6gag(T)10gctcattttctgatatcattattttttattattc(TA)977 57540640 57540716 GCCATTGATTCTCTTTTCCC TCAACACATCCAAAACTCAGTAAAA 201

Ad02A10450 Aradu.A02 10450 p2 (TA)7 14 57551637 57551650 GCTCACGTCGTCAGAAGCAT TGCATATTTTGTTGCCTCCT 273

Ad02A10451 Aradu.A02 10451 p2 (GA)6 12 57556571 57556582 CCATCGTTATTGGGTCCTTG CTAGCGGCCAAAACAACTTC 250

Ad02A10452 Aradu.A02 10452 p2 (GA)7 14 57560845 57560858 TGTTGCTGTCATTAGAGCCG GCCACAACAACTTCTTCGGT 175

Ad02A10453 Aradu.A02 10453 p2 (GC)6 12 57592733 57592744 ACAAGGCTCCTAAAACCGCT AGCCGACCTCTTTGCACTTA 225

Ad02A10455 Aradu.A02 10455 c (ATT)7gttattattatttatcttctcagtaaac(T)1059 57595905 57595963 CGGTGGAGAGAGAAAGTCGT TCAACCATTCCTTTTTCATTTG 270

Ad02A10456 Aradu.A02 10456 p3 (ATT)22 66 57620687 57620752 AAAAAGGATGTTATGTATCCATCTAAA ACTCGATCCGTTCCTTACCC 274

Ad02A10457 Aradu.A02 10457 p6 (TTAGGA)5 30 57623671 57623700 TGACCCAGTTTTTAGCCCAG CGTTGAACTTGAGATGCAGAA 214

Ad02A10459 Aradu.A02 10459 p2 (AT)6 12 57628892 57628903 TGAAAACATTTGGTTTGAGAATTG TTCACCACTTACTTTGGGGC 168

Ad02A10461 Aradu.A02 10461 p3 (ATT)18 54 57632904 57632957 CTCTTTGTTTCGGCCATCTC AAAAACAGAAAAGTTCACTGAGAAGA 197

Ad02A10462 Aradu.A02 10462 p4 (TCTA)8 32 57635188 57635219 TTCAAGTTTCAGTGTGGCATTT TGGCTCCTGAAAGTTTGTTTC 190

Ad02A10465 Aradu.A02 10465 p3 (TTA)13 39 57643376 57643414 CCTGTGAATTGGCAATAAAGC TTATTGGGACCAATTTGGGA 165

Ad02A10471 Aradu.A02 10471 p2 (TA)8 16 57686534 57686549 ACATGCCGCTGTGATTCTCT CATCCTCCATAAACGCATCTT 273

Ad02A10472 Aradu.A02 10472 p3 (TAT)8 24 57686724 57686747 AGCTCCCAAATATGAAAACCA CATGTCACTCCTTCCTTGTTCTT 184

Ad02A10475 Aradu.A02 10475 p2 (AT)11 22 57695547 57695568 TCCCATCTGTAAACACCCTAGC CAAAAATCAATAACAAGATTAGGGA 262

Ad02A10480 Aradu.A02 10480 p2 (TC)6 12 57713564 57713575 CTCAGGATCTATGGACCCCA GGGAGGGAAAGGATTTTGAA 166

Ad02A10484 Aradu.A02 10484 p3 (AAG)5 15 57728463 57728477 CCACCACTCCCACCATTATC TTTTAAAATCGTTGCCCACC 267

Ad02A10485 Aradu.A02 10485 p2 (AT)8 16 57728748 57728763 AAAGGTCGGGCGAAATAAAT AGCCTAAGCGATTTCACCAC 176

Ad02A10487 Aradu.A02 10487 p3 (AAG)5 15 57739092 57739106 CTAGAGGTTTCTCCGGCCTT CTCTTCCCCATTATCCCTCC 249

Ad02A10491 Aradu.A02 10491 p2 (TC)8 16 57781589 57781604 AGCCTTAAGTGTGGGGAGGT CTCACTGGTTTTGTGTGTTCG 276

Ad02A10493 Aradu.A02 10493 c (AAT)7aaaatttgtaaaggtatatgcggagtaaaattattttcttgattatttttctaagaagtactttacatagtatcatatactaaaaaagtt(TTA)5126 57797622 57797747 CTTTTGAGAATGGTGTGCGA TTCAAAATTACTATATGTGCCAAGTTC 245

Ad02A10494 Aradu.A02 10494 c (A)11tcttaaatcacttctgataattattttaaaagataacgatactcttaat(A)1070 57799548 57799617 TACTCCTAGCTCCAATGCCA AACATGTTATGTAGGCTTATTCCATT 276

Ad02A10495 Aradu.A02 10495 p3 (ACC)8 24 57802478 57802501 TTTTCCGTCAAAATTCTCCG GCGATAGAGATGGCAGAAGG 220

Ad02A10496 Aradu.A02 10496 c (CT)15(CG)10 50 57803014 57803063 TCAGCAAAATCGTCTGACAAA GAAATGTTCAGAAGGGAGCC 260

Ad02A10497 Aradu.A02 10497 p2 (TC)11 22 57803225 57803246 GCGCCCATATACACACATTG GGCGGAGGAAGAAGAAAAAT 248

Ad02A10500 Aradu.A02 10500 p6 (TATTTT)6 36 57805802 57805837 TTGAAATTGGAACTCCGTCC AATTTTGGGGTCAACAACCA 218

Ad02A10501 Aradu.A02 10501 p2 (TA)9 18 57806606 57806623 ATATGTACGGGGCAAACGAA TCTCGTGCTGATAACGTGTTG 206

Ad02A10504 Aradu.A02 10504 p3 (ATA)5 15 57845731 57845745 TTGAATTTTAAACTGACCGTGC ATCATCGAACCGAAACAACC 178

Ad02A10507 Aradu.A02 10507 p2 (AT)8 16 57858801 57858816 AGGCATCTTGTCCCCTTTTT TTGTGCGAAGTTGTGGAGAG 204

Ad02A10508 Aradu.A02 10508 p3 (ATT)8 24 57876747 57876770 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 205

Ad02A10511 Aradu.A02 10511 p3 (TTA)5 15 57933129 57933143 ACCCAATTTGGATTGGTGAT TTCATGGCAAGGATTGAGAA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A10519 Aradu.A02 10519 p4 (AAAT)5 20 57982014 57982033 TATTCGCATATTCGATTCGC TCGATATAGCCGCAAAATACAA 250

Ad02A10525 Aradu.A02 10525 p2 (CT)7 14 58012578 58012591 AAAAACAATGCCAAAAAGCG TAGCAGAGGCAGGGAAGAAA 157

Ad02A10527 Aradu.A02 10527 p3 (TCT)5 15 58041552 58041566 CCGAAACACAAACATCTCTCC TGACTCAGAGGTGGAAGCAA 221

Ad02A10529 Aradu.A02 10529 c (A)10gag(A)10gagaaaaaaaagagagaaaacg(A)1055 58042472 58042526 TGTGGTTCATGAATGTTGGC GCCTTGGATCCCAACTCTTT 187

Ad02A10530 Aradu.A02 10530 p2 (CT)9 18 58050246 58050263 AGAAATCTTCTCCCACGCCT GAGAGAAGAAGAGGCGCAGA 109

Ad02A10532 Aradu.A02 10532 p3 (CTT)5 15 58059469 58059483 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ad02A10533 Aradu.A02 10533 p3 (TAA)10 30 58066795 58066824 TCCCATCTTAAAATTTCCAACAA GGTTGGGTGTTTACTCCACG 225

Ad02A10534 Aradu.A02 10534 p3 (ATT)5 15 58093677 58093691 GGCTCAATGGCAGGAATAGA CAAGAGAAGGAGATGGCAGC 119

Ad02A10535 Aradu.A02 10535 p3 (TCT)5 15 58099297 58099311 ACAACCCCCTCTTCTTCACC GGTCTTGATGGCTCTTGGAG 267

Ad02A10536 Aradu.A02 10536 p2 (CT)7 14 58120139 58120152 CTTCAGTTTCCTCCCACCAC GGTTGCCAGACTGAAGGTGT 255

Ad02A10537 Aradu.A02 10537 c (A)11gaaagaaaaagaaagagaaaaag(A)1044 58152888 58152931 TTGTTGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 260

Ad02A10541 Aradu.A02 10541 p2 (AT)9 18 58206859 58206876 ACACCCTACCACGCAGAATC GCGAGTGATGCGCTTTTATT 178

Ad02A10542 Aradu.A02 10542 p2 (CT)7 14 58209912 58209925 ACATGAGGGTTCTCTTCCCC GTCAAACCGATTGAACCGAG 147

Ad02A10550 Aradu.A02 10550 p4 (TCTT)5 20 58276747 58276766 CTTCTGATTTGGAAGTGGGG AGGGTTGAGTTTGACGATTCA 280

Ad02A10551 Aradu.A02 10551 c (T)10cgaaaata(T)1028 58290502 58290529 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 229

Ad02A10553 Aradu.A02 10553 c (T)10gaaaattttctttc(T)1034 58309393 58309426 TCCCCAATTAGAGGTGTCCA TGAAGCAAGAAAAAGCAGTGAA 152

Ad02A10556 Aradu.A02 10556 p2 (AT)8 16 58325631 58325646 GGACTGAAAGGCCAAACAGA ACGGCTTTGGAGAGCTTTTT 207

Ad02A10563 Aradu.A02 10563 p3 (TGA)6 18 58397491 58397508 ACGACAGAAAGGATGGGTTG TTGAGAAGCAATGACAAGCG 158

Ad02A10564 Aradu.A02 10564 p3 (ATT)10 30 58398143 58398172 TGTTTGTTCTTATTGACTTTTTCTTTT TCAATTCTTCTGTGGTCGCA 215

Ad02A10565 Aradu.A02 10565 p2 (CT)6 12 58401874 58401885 TGCAGATTTTGGCTGGTCTA AAATTCATAAGAAGACACTATTGCCA 223

Ad02A10566 Aradu.A02 10566 c (CTT)5gctgctcttctttctttttatcttatgcattttcttt(AG)868 58405509 58405576 TCTTGACCGAAAATTTCAAGG TGCATTGCATCTTCTTCTTCC 210

Ad02A10568 Aradu.A02 10568 p2 (AT)6 12 58409704 58409715 AACGATGTTAATGCAACTTTGG ACAAATGATACCCGATGCAA 278

Ad02A10569 Aradu.A02 10569 p3 (ACC)5 15 58420979 58420993 AAGTTTCAGAATCCCCACCA TGGTGTAGTAACCGCCATCA 279

Ad02A10572 Aradu.A02 10572 c (AAT)5aacttaatctctgtata(T)1042 58423101 58423142 CAGCTATGCATGTGTTGTGTTTT AGCATCACTATTAGAGGATACGAGA 237

Ad02A10577 Aradu.A02 10577 p3 (AAT)5 15 58463976 58463990 CACCTCACTTTCATTAGTCGGA GAACTGTATTACGATTTTATCTCATCA 273

Ad02A10578 Aradu.A02 10578 p3 (ATA)5 15 58466787 58466801 GGATAACATGCAAGCTCGGT AAAATTTTTATAAGTGGGGTAGGAA 269

Ad02A10579 Aradu.A02 10579 p3 (ATA)15 45 58469046 58469090 TTCTTTCTTCCATGGCTTCG AACACAGTCTCAATTCAAATCCAA 251

Ad02A10584 Aradu.A02 10584 p3 (TGT)5 15 58495544 58495558 TTCACTTTCAGGGTTTTGAGG GCCATAACAACAACAGCAGC 250

Ad02A10588 Aradu.A02 10588 p2 (AT)9 18 58512057 58512074 GGATCCGATCTGCATCTTTC GGAGTGAATGGTTGCTGGTT 207

Ad02A10589 Aradu.A02 10589 p5 (AAAAT)6 30 58519684 58519713 CTTGGTGTTTTCCCTCCAAA GGACTGTCCATTCATACTTACTTCC 279

Ad02A10590 Aradu.A02 10590 p3 (GAA)6 18 58537378 58537395 TTGGGAAAAAGAGTTTCAAGC GCTCTGTTGCATTTCATGGAT 199

Ad02A10592 Aradu.A02 10592 p2 (AT)7 14 58572756 58572769 TTGCACACTCATGCATTCCT CATGAACCCCAAGAAAAAGG 138

Ad02A10593 Aradu.A02 10593 p3 (AAT)5 15 58574069 58574083 CCCACGGAGATTGTTGGTAT TTGCCATGGAAAGGAGTAGG 243

Ad02A10596 Aradu.A02 10596 p2 (GT)6 12 58597198 58597209 CCGTTCAAATTGGAGCTCAT CCGTCCACCATTGAGTTCTT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A10597 Aradu.A02 10597 p3 (TGG)5 15 58618009 58618023 GCATAGTGAAGGGCAAGAGC GCCTCAAATCCTCCCTCTCT 217

Ad02A10600 Aradu.A02 10600 c (GA)11ttgcaatttgggtggctgttctgggcggctgcgggtttaaaaaggggcttgtcaaattaatttaattaattagcaagagttctttccttga(T)10123 58620569 58620691 TTGATGGTATTTCCTGTGAGTGA GCAGTCGTTTTCAACCCCTA 278

Ad02A10606 Aradu.A02 10606 p2 (AT)6 12 58633130 58633141 TGGGCATGTGAATTCATAAAA AAGTTCAATTGATGAGTTGGTCTAA 259

Ad02A10607 Aradu.A02 10607 p4 (AAAT)5 20 58634042 58634061 GCAAATTACTTCGAAGAAGAAAAA GATGAGGATGAGGAAGAAGAACA 227

Ad02A10611 Aradu.A02 10611 p3 (GAA)8 24 58649507 58649530 TGATCGCAAAGAACTTCCCT CCAATGTTGTCCCTGATTCC 209

Ad02A10612 Aradu.A02 10612 p2 (AT)6 12 58652413 58652424 AAATTTTTCCTGCCTCCAAAA TTGAGCTTTGCCTCTACCGT 234

Ad02A10615 Aradu.A02 10615 p3 (AGA)5 15 58678246 58678260 CGGTCTTAGGTGCCATTGAT TAGCCGAACCCACTCTTCTC 158

Ad02A10616 Aradu.A02 10616 c (T)10cgcca(T)10 25 58689770 58689794 ATCCATTGATGCTCAAAGCC TGAAGCATGAAAAAGCAGTGA 156

Ad02A10617 Aradu.A02 10617 p3 (TTA)23 69 58715159 58715227 TTTCTCTCTCTCTTCCCACCC GGAGGTCTTCTTTTTGGATGAA 270

Ad02A10623 Aradu.A02 10623 p3 (TTA)5 15 58744688 58744702 CAGCAGCTTTTGTTGCTTTC CTGCATGGGGCTTTTAACTC 254

Ad02A10624 Aradu.A02 10624 p2 (TA)6 12 58749288 58749299 AATAATCCGTGCTTCACAACG TGAAATCAATCATCTGTATAGCG 234

Ad02A10627 Aradu.A02 10627 p2 (AT)9 18 58755051 58755068 TTAACTCCTCGGGTTTCCCT GCACGCATCCCTAATCCTAA 189

Ad02A10628 Aradu.A02 10628 p2 (CT)6 12 58761075 58761086 GGCATTTTACGTGCCTCATT CTCGTCCTCGAGCAAAGAAG 255

Ad02A10629 Aradu.A02 10629 p3 (TTG)5 15 58769506 58769520 TCGACTCCACCTAGTGAAATAAAA TCGAATAGACTAACTTCCATTCTCAA 237

Ad02A10630 Aradu.A02 10630 p2 (AT)7 14 58769978 58769991 TTTTTGAGTTTGTCATTGGTCA TGCTTGTAGCAAGGAACACAT 274

Ad02A10632 Aradu.A02 10632 c (TGA)6tggtgatgatgatgctgataatagtggtggagtggcagt(TGG)572 58772611 58772682 GATGTTGGTGGTGGTGGAGT AACGTTGAGGGTCAGAATCG 245

Ad02A10635 Aradu.A02 10635 p2 (GA)6 12 58804900 58804911 GCAGAAGGGGAGAGTGAGTG TTTCCATTTCTGCAACTCCC 143

Ad02A10638 Aradu.A02 10638 p2 (AG)6 12 58817374 58817385 TTTTTGACCCAGTTCTTGGC AGCCAATTGGGCAACATAAA 269

Ad02A10639 Aradu.A02 10639 p3 (TTG)5 15 58856680 58856694 AGTGGTAAACACCCGACCAG AGAGGGGAAGCTCTTTCAGG 245

Ad02A10642 Aradu.A02 10642 p2 (TC)23 46 58889532 58889577 GGTTCCCTTCTTATTGCTCG GGAAAACAACTAATGGGACACC 197

Ad02A10643 Aradu.A02 10643 p3 (TTA)5 15 58889750 58889764 GGTGTCCCATTAGTTGTTTTCC GCAGTCTCACCAGATGCGTA 224

Ad02A10648 Aradu.A02 10648 p3 (AAG)5 15 58971411 58971425 TCATCCATTTTCCAAGGCTC TGGGTTAGGGAGCTCTGTTG 173

Ad02A10649 Aradu.A02 10649 p2 (CT)7 14 59001422 59001435 CCTCTTTCCACCACACCATT TCATGGAAAAGCACACCAAA 115

Ad02A10651 Aradu.A02 10651 p3 (TCT)5 15 59019263 59019277 TCCTTGACGGAATTCTCCAC TTTCATGCAACCCTTCATCA 278

Ad02A10652 Aradu.A02 10652 c (T)10cttttttcttttcttcttc(T)10cga(T)1052 59038404 59038455 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 249

Ad02A10653 Aradu.A02 10653 p2 (AG)6 12 59039978 59039989 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 100

Ad02A10654 Aradu.A02 10654 p3 (TAA)5 15 59049072 59049086 TTCCTTTTTGCCTCTTGCAT AAACATTGGGTATAATTGTCGTGA 279

Ad02A10657 Aradu.A02 10657 p2 (AT)6 12 59053653 59053664 AGGCTCAAAAACTGACAAGC ATCTTTAAACGCACCGAGGA 233

Ad02A10658 Aradu.A02 10658 p2 (AC)6 12 59054099 59054110 TGCGTGAGTTTTAAGTTGCAT TTGCACATCAACCAAATTCC 234

Ad02A10659 Aradu.A02 10659 p4 (AACT)5 20 59054994 59055013 CCTCAATTACAATCCAACAACG TATCATTCCCCATCCACCAT 216

Ad02A10660 Aradu.A02 10660 p3 (AAT)5 15 59066189 59066203 GAACAGGAGAAGGACATCGC TGGAGATGCTTCTTCCATCA 106

Ad02A10665 Aradu.A02 10665 p4 (TTTA)7 28 59131934 59131961 TCAGCTTTGCTAGAGTCCCC TTCATGAATGTTGGCTCTTGA 279

Ad02A10666 Aradu.A02 10666 c (A)10tttgctttgaattttcg(A)1037 59149786 59149822 GCTGGGGATTGATTGTGATT AGAACAGAGGGGAGGGGTTA 187

Ad02A10670 Aradu.A02 10670 p2 (TC)6 12 59152343 59152354 GACACAACCGCGTCAACTAA AGCGAAGTGTCAACACCAAA 242
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Ad02A10671 Aradu.A02 10671 p2 (TC)7 14 59171087 59171100 GTCACCCTCTCTCATGGCTC TGAGTTTCCCTTGTGTTCCC 140

Ad02A10672 Aradu.A02 10672 p2 (AT)9 18 59186859 59186876 CCGACTTAAACTCTGCGAGC CTAAACCTTACCTCGCGCTG 189

Ad02A10676 Aradu.A02 10676 c (T)10cgttcttttttaatgtaaagcttctc(T)1147 59196671 59196717 TCACATCCCATGTCACTTTTTC AAACTTCATCCACTTGATTTTGA 260

Ad02A10677 Aradu.A02 10677 p3 (TGA)6 18 59197903 59197920 CTCTTCCAAGGTCTTGCTGG AGCACAGTTTAACCCCACTATG 176

Ad02A10678 Aradu.A02 10678 p2 (TA)6 12 59206437 59206448 GAGAATTTGGGCCTGGTGTA ATCGTCTCAATTTTGTCCCG 270

Ad02A10679 Aradu.A02 10679 p2 (AC)11 22 59206934 59206955 CTAGCCGCGATCTTTCTCCT CATCCTCCTTCTCCCCTTTC 181

Ad02A10682 Aradu.A02 10682 p5 (AAGAT)5 25 59293570 59293594 CAGAGCCCAGAAAGATGAGG CCTGGGTGCTCCAGTGTATT 141

Ad02A10683 Aradu.A02 10683 p5 (AAGAT)5 25 59299920 59299944 CAGAGCCCAGAAAGATGAGG TGTGGAACTGAGAGTGCTGC 265

Ad02A10687 Aradu.A02 10687 p3 (TTA)9 27 59321132 59321158 TCGAATTTGGGAGACCACTT CCAAAGGATTTTGAGGGTCA 158

Ad02A10696 Aradu.A02 10696 c (A)10taatcc(A)12 28 59399050 59399077 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 191

Ad02A10699 Aradu.A02 10699 p5 (TTATC)5 25 59425677 59425701 TCATGCTTTTCCCTTTTGCT AGGAACATGACCCAAATCCA 271

Ad02A10700 Aradu.A02 10700 p3 (TTC)6 18 59428295 59428312 CCTCCATCTCTCCCTCTCCT GGACTTGATGGCTTTTGGAG 241

Ad02A10704 Aradu.A02 10704 p2 (AC)6 12 59444521 59444532 GGAAAACCGGGCATTAATTT CTTCACGTGGAACACGTAGC 275

Ad02A10707 Aradu.A02 10707 p4 (AAAT)5 20 59475928 59475947 GCCAGCAACCTGGAAGTTAG TTGAAGTTGTTTGTTGAAGCAGA 237

Ad02A10708 Aradu.A02 10708 p3 (ATT)5 15 59476059 59476073 GGCTTTAAATACGCCATAGGA GGATGTCCGATTGACTCGTT 219

Ad02A10712 Aradu.A02 10712 p3 (GAA)6 18 59526400 59526417 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 228

Ad02A10713 Aradu.A02 10713 p3 (ATT)5 15 59528964 59528978 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad02A10717 Aradu.A02 10717 p2 (CT)7 14 59550469 59550482 TCCTTTAGGAGGAATCCTAATCC TTCAGGAAATGCTAGGGACG 222

Ad02A10718 Aradu.A02 10718 p3 (ATT)5 15 59607930 59607944 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 196

Ad02A10719 Aradu.A02 10719 p3 (ATA)5 15 59611953 59611967 TGAGCTAACTTGGTTGAACTTGA ATCATGTGCCTGCACTAATTT 278

Ad02A10721 Aradu.A02 10721 p2 (AG)6 12 59628933 59628944 GCGTGAAAATTTCTGGGCTA GCAAAATGGAAATCTGAATTTGA 224

Ad02A10722 Aradu.A02 10722 p5 (GCCTG)6 30 59635656 59635685 TATTGACAGCCAGGCCAGAT GAGGTTCCCATGGACTCTCA 252

Ad02A10723 Aradu.A02 10723 p2 (AT)11 22 59643241 59643262 TTTTTGTTTTGTTTCCTTTCAAT TTCCCAGTGAAGTAACCTGTG 278

Ad02A10724 Aradu.A02 10724 p4 (AAAT)5 20 59646416 59646435 GCCTATCTCCAAGTTCAGCG GGGCAAAAGGGAAGAGAATC 132

Ad02A10725 Aradu.A02 10725 p2 (AT)6 12 59646625 59646636 ACCAACTCCCTTCCCAATTC ACAGAAAAGCCAAAAAGCGA 279

Ad02A10726 Aradu.A02 10726 p3 (AGA)5 15 59654872 59654886 GGGTTCATGGTGAAGAAAGG TTCTCTCTCCTCTTTATTAAAACTTCC 271

Ad02A10727 Aradu.A02 10727 c (TCA)13(TTA)5 54 59664030 59664083 TCCTGGTCAAAATTCAAATGC TTGCCATTACTGTTGCTGCT 276

Ad02A10731 Aradu.A02 10731 p4 (AGAA)8 32 59683472 59683503 AGGGGAAAAGGAAACCTTGA CACGCCTCCCTGTTACTCTC 263

Ad02A10732 Aradu.A02 10732 p2 (TC)7 14 59695460 59695473 TGACCCCTCAGGATCTATGG TTCAGCCAACGGGGTATAAG 275

Ad02A10733 Aradu.A02 10733 p2 (TA)7 14 59716029 59716042 GCAAACGAGATATCCATGTAACC TTGATTACTATGACAGTCGCAGG 255

Ad02A10735 Aradu.A02 10735 p3 (TAA)25 75 59720145 59720219 AAAGTGAGGTGTTAATTTCTCATGAAT TGAAGTTAGGTAGATAATTTTTGGCA 191

Ad02A10738 Aradu.A02 10738 p2 (TA)6 12 59724231 59724242 AAGATCCTAAATGATTCTGTTTCAA TTTTGGTTCGCCTGTCCTAT 266

Ad02A10739 Aradu.A02 10739 p3 (TGT)5 15 59726154 59726168 GCACCAGAAGTGCTGATCTCT TCTCATCCTTTCCGAACACC 124

Ad02A10746 Aradu.A02 10746 p2 (AT)7 14 59747773 59747786 GATACTTTTTATATTTGTATTGCTCGC CAGATGGAAAATCTAATCCACCA 240
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Ad02A10747 Aradu.A02 10747 c (TCT)5gggtttgcttcagtttgagttttgggttcttgttttttaagtttgagttttgagtttgtttttttgagtttgaattctagattctgagttatgggttc(TGA)5128 59752779 59752906 TCTGCTTCTTGCTTCGATCTC ACCAACATCAACACCACACC 272

Ad02A10748 Aradu.A02 10748 p3 (TGG)6 18 59753091 59753108 GGTTGTGGTTGTGGTGTTGA TGGTTTGCTTTTGTTTCGTC 274

Ad02A10750 Aradu.A02 10750 p2 (AC)6 12 59759948 59759959 CACCCTTTTATCCCAACCAA TGAGGCCATCATTTCATTAGC 235

Ad02A10751 Aradu.A02 10751 c (TA)12tg(TA)6 38 59760430 59760467 TCAATTGAGGTGTCAATGCC AGTTACCGTACCCCCTTGCT 272

Ad02A10756 Aradu.A02 10756 c (T)10gaaaaagataggaagaa(T)1037 59790060 59790096 CATAGCCAAAGGGGTGAGAG AACGAGGATTTATCCGCAAA 240

Ad02A10757 Aradu.A02 10757 p2 (TG)6 12 59792417 59792428 AGTGTCCCAAAGAGGTGCTG CCCAGTTGGTTCAAGATGCT 142

Ad02A10759 Aradu.A02 10759 c (A)10gaagaaaaaaatgaaatgaaaacaacaacaacaat(AAC)13(AAT)599 59799166 59799264 TGTGGGAGAACTTTTGGGAA TGGGATGACTTTTGTCCCAT 272

Ad02A10761 Aradu.A02 10761 p3 (TCT)5 15 59811499 59811513 CCACAGGATCACCTCAGGAT CGTCCTCGAGCAAGAGAAGA 259

Ad02A10763 Aradu.A02 10763 p2 (AT)6 12 59816365 59816376 GCCTTTAGCTACGCTGTTGG TCGGTTGTTCAGGTATCCCA 184

Ad02A10764 Aradu.A02 10764 p2 (TA)6 12 59819103 59819114 GCAGCAGGCACTGAAAAATA AGATGCAGCCTTGGGTTAAG 231

Ad02A10766 Aradu.A02 10766 p3 (GAA)5 15 59838048 59838062 AGACAAGGGGTGTTGACTGG CCTCTAGTTGGGTTGCCTCC 142

Ad02A10768 Aradu.A02 10768 c* (A)10(AAT)5* 23 59844446 59844468 CCTAACCACTTTTTCTCTCCTCA CACATGACCCCAGAGTCCTT 277

Ad02A10770 Aradu.A02 10770 p2 (TC)6 12 59855477 59855488 CTTTCCTCCTCTGTTGCGTC AGTCATCGTCGTCGTTTGTG 220

Ad02A10771 Aradu.A02 10771 c (CT)8gcgtttctttcttcttt(TG)747 59855781 59855827 CACAAACGACGACGATGACT CCTTTCCTCAGCCACTGAAC 231

Ad02A10775 Aradu.A02 10775 p2 (AC)12 24 59899290 59899313 ATGTTTCCCACAAATTCCCC ATGGCCAACCCTTACATCAA 199

Ad02A10776 Aradu.A02 10776 p2 (AG)6 12 59918293 59918304 TGCTTTTAGATGGGAAGCAA GGCTATAAAGTGGGAGAATGC 277

Ad02A10778 Aradu.A02 10778 p2 (AT)8 16 59923251 59923266 CCAACCTTGATGCCTGTTCT ATCCTAACGTCAAAATGGCG 268

Ad02A10779 Aradu.A02 10779 p3 (TCA)6 18 59928346 59928363 TCACTCACCATTCCCATCAA GGTTGAATGATGTGGCGTAA 241

Ad02A10780 Aradu.A02 10780 p2 (TC)8 16 59928954 59928969 ATGGCTGTAAACGGTTCGTC ACGGACCAAAAATGCTAACG 228

Ad02A10781 Aradu.A02 10781 p2 (AT)10 20 59932383 59932402 TATATTTGCTTTGGCCGGTT TTGAGGTGGCAAGGTATTACG 233

Ad02A10782 Aradu.A02 10782 p2 (AT)8 16 59935557 59935572 GACCCTCTATTCCCGCTTTC GGTGGTGTGGTATTACGACCTT 194

Ad02A10783 Aradu.A02 10783 p2 (TA)7 14 59938569 59938582 TTCATGCATCACCCACTAGA AACTTTCCTTCAAAAGGCTCC 268

Ad02A10787 Aradu.A02 10787 p4 (AAAG)5 20 59992113 59992132 TGCTTAAACCATGTGCATTGA TACTTTGGGGCATTTTGTCC 111

Ad02A10788 Aradu.A02 10788 p3 (AAG)5 15 60010024 60010038 CCAAGGTTCACATAAAACCCA GGAGTCTTCGGACCCTCTCT 263

Ad02A10792 Aradu.A02 10792 p3 (TAT)12 36 60061693 60061728 CTTGGTTGAGCCACTTAGGC TGAATCAAGAAAAAGCAGCAAA 280

Ad02A10793 Aradu.A02 10793 c (A)12ttaacctttgtcaaaagcataatttt(TAA)26116 60070267 60070382 TGAATGCCAATAGCGTAGCTT GATGGATGAGCATATGTCCAGTA 265

Ad02A10795 Aradu.A02 10795 c (CT)6ttctctctctctt(TC)943 60079696 60079738 CCGTGATGCATTACCATCAG AGAGAGAGGGAATCGTGGCT 261

Ad02A10796 Aradu.A02 10796 c (TG)24ta(TG)7 64 60079860 60079923 ACTGAAACCATCCTGCCCTT ATTGCTGGTTAGTTGGACGC 180

Ad02A10798 Aradu.A02 10798 p2 (AG)7 14 60082925 60082938 TTGGAGGTTTGCTTGTCCTC TACACGTTTGGCTCCCTCTT 152

Ad02A10800 Aradu.A02 10800 p2 (AT)8 16 60098106 60098121 TTGATCAGATCCTCTGGGCT AGTTGCAAACGTGTGCCTTA 280

Ad02A10801 Aradu.A02 10801 p2 (CT)7 14 60098775 60098788 ATAAGCCAATTGGGCAACAT TGACCTAGTTTTTGGCCCAG 279

Ad02A10802 Aradu.A02 10802 p2 (CT)6 12 60100520 60100531 TGGCCCAAATCCAAGTTTAG CAATTGGGCAACATCAATCA 280

Ad02A10805 Aradu.A02 10805 c (T)11gtaaaaatatatattc(T)10ggtactta(AT)657 60137320 60137376 TTGCAAATGTTAGAAACAAAAGAA GTTGGCCGCAATGTTAATTT 278

Ad02A10806 Aradu.A02 10806 p2 (TA)6 12 60140262 60140273 AAACTACATTTGTTCAACTTCTCTTTT AACAAATATTGCATTGGAGTGAA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A10808 Aradu.A02 10808 p2 (AT)11 22 60147079 60147100 TTTTATCTACGGAGATCCTGATTTTT TTGTTGCAGAAATTCAATCCA 265

Ad02A10809 Aradu.A02 10809 p2 (AT)8 16 60147759 60147774 ACTTGGCATCATCGACAACA TTTGGCAATTTTGACACCAA 183

Ad02A10812 Aradu.A02 10812 p3 (TAT)10 30 60155390 60155419 TCTATTTAAAAGGGGCGTGTT GACGGCTTAAAAATTGTTGTGA 277

Ad02A10821 Aradu.A02 10821 c (A)10tcat(AATA)534 60168279 60168312 TTTGTCTATATCCGCAACTCCT GGAAAGTTTTGGGCCTCAGT 279

Ad02A10824 Aradu.A02 10824 p2 (AT)6 12 60177617 60177628 GTCAACCCAAGGGATTTGAA AAGAGAGAGAATTATTTTGGCGT 270

Ad02A10830 Aradu.A02 10830 c (TCT)7(CTT)5cgtcttcg(TCTTCC)574 60199157 60199230 CGCGCATTAACTCATTTTGA CCTCCTCATCTTCTGCTGCT 194

Ad02A10831 Aradu.A02 10831 p3 (AAG)5 15 60199967 60199981 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 246

Ad02A10832 Aradu.A02 10832 p3 (CAT)5 15 60200665 60200679 TCAGCTATAATCCTCAGTGTCATCTT GCGTCAAATAGTTTCGTTGTTG 120

Ad02A10834 Aradu.A02 10834 p2 (GA)17 34 60205187 60205220 GGTGGAGGAAGGTTGTGCTA CCTTCCTTTAAGCTTGGGCT 225

Ad02A10835 Aradu.A02 10835 p2 (AT)6 12 60216749 60216760 TGTGGTTCATGAATGTTGGC TTATTTGCCGTGGATCACAA 207

Ad02A10837 Aradu.A02 10837 p4 (TAGT)5 20 60244357 60244376 TCATCCAACACTCCCAAACA AAGCATGAAAAACTCAAAACCAA 253

Ad02A10839 Aradu.A02 10839 p3 (AGA)5 15 60275076 60275090 CTCGGAAGTGGAAGCTTTTG CTCTCCTATAGCCGAACCCC 214

Ad02A10841 Aradu.A02 10841 p2 (TG)6 12 60295060 60295071 ATGCACTGCCCAGTAAAACC AATACCCAAGCCGAAGACCT 147

Ad02A10842 Aradu.A02 10842 p3 (ATA)12 36 60299913 60299948 AGCATGCATTCTCTCCTGGT TTTACCCATTTTTCAAGACTCC 280

Ad02A10843 Aradu.A02 10843 p2 (AT)8 16 60305869 60305884 AAGCATTGAACCCTCACTGG TTCAATTCATAGCTCACTTAGCC 232

Ad02A10846 Aradu.A02 10846 c (TTA)5tttcga(AT)633 60324388 60324420 GGTGTTCCTTGGTGTTTTCC CCATGATGGAGAAAGGGAGA 203

Ad02A10848 Aradu.A02 10848 c (A)10cgaaaaaaaaagagaagaaataaagag(A)2966 60342301 60342366 TGTGGTTCATGAATGTTGGC GGATCCTTTTTACCCTTGCC 234

Ad02A10849 Aradu.A02 10849 p3 (TTC)5 15 60346419 60346433 CTATACCTTGGCCGAATCCA GCTTTTGTCTTCCCTTTCCC 245

Ad02A10850 Aradu.A02 10850 p2 (TA)6 12 60362934 60362945 TTTGAGCCTTTTAATCCCCA CCCCACTCTCTTAGCCACTG 252

Ad02A10852 Aradu.A02 10852 p2 (TA)7 14 60386264 60386277 TATGCTCAGAATGCCCAACA TGTCAGAACACCCATCCAAA 163

Ad02A10854 Aradu.A02 10854 p2 (TA)10 20 60390604 60390623 AACCATGGCTTGAACACCTT GGAAGCAAGTCCAGTTTCCA 206

Ad02A10863 Aradu.A02 10863 c (A)11gagag(A)11 27 60479064 60479090 TGTGGTTCATGAATGTTGGC TGGTTCTTAAGCCCCCTCTT 231

Ad02A10868 Aradu.A02 10868 p2 (AT)6 12 60532660 60532671 TCGATGGACTGGCATAAAATC TTGGCCATATTCATATCCTGA 177

Ad02A10871 Aradu.A02 10871 p2 (CT)7 14 60586937 60586950 AAAGGAATAAAAACCGGCGT GGGTTTTTGGGGAAGAGGTA 253

Ad02A10873 Aradu.A02 10873 p4 (ATAC)7 28 60603378 60603405 GGGGAAGTGTCATTAAGGTGA CTTTGCATTGCTTCACTGGA 236

Ad02A10876 Aradu.A02 10876 p3 (TTC)5 15 60646118 60646132 CCCCAATTTGAGAAAGGTCA TCTCATGCTGAAACTGCTGC 229

Ad02A10878 Aradu.A02 10878 p2 (GT)6 12 60656913 60656924 CAAGAAATGCGTAGCTGCTG CGGGCTAAAAACACTAACGG 214

Ad02A10882 Aradu.A02 10882 p2 (TA)6 12 60714982 60714993 CCTCTTGACAATTAGAACTCCTCA TCACCAGAAAATCCGTTTTG 280

Ad02A10883 Aradu.A02 10883 p2 (AT)9 18 60722293 60722310 TGCTGAAACCTTGAGAAGGG TAGGCATGGGACCCAAAATA 280

Ad02A10885 Aradu.A02 10885 c (GA)6aggg(GA)6 28 60727188 60727215 AGCAAGAGGGGGAGAGAGAC GAGCCCCAATAGAGACCACA 217

Ad02A10887 Aradu.A02 10887 p2 (TG)8 16 60752289 60752304 CAGCCTCACTCTCGGATCTC TAACTTAGCCACCGCCTCAC 118

Ad02A10889 Aradu.A02 10889 p4 (AAAT)6 24 60790210 60790233 ACACATTGGGATGATTGGGT TTTCATGCAGTGCAACTTGA 256

Ad02A10892 Aradu.A02 10892 c (ATA)6aatccccctaaaactaaaataaaaattaaacgaaaacagt(GA)1180 60792639 60792718 CCATATCTGACACCACACCG AGCTTTACAACGATGGCGAC 239

Ad02A10893 Aradu.A02 10893 p3 (AGA)6 18 60804166 60804183 TGCCATTTGATGGTAGTGGA CAACTTCTCTTTCCCACCCA 250
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Ad02A10895 Aradu.A02 10895 p2 (AT)8 16 60839378 60839393 AGCACGTTCATCTCGCTTTT GAATTGCTAATGCTTCCTCAAA 253

Ad02A10896 Aradu.A02 10896 c (AAT)6(ATT)6 36 60839538 60839573 AAGCATTAGCAATTCTAAGTTCATCA CTTCGAACCCCGAATTAAAA 195

Ad02A10898 Aradu.A02 10898 p4 (AAAT)5 20 60862170 60862189 TGGAGTTTGAAATTGACTCATCA CCTCTCTTTCTTTCTTTCATACGC 238

Ad02A10899 Aradu.A02 10899 p4 (AAAT)6 24 60867315 60867338 AGAGCTTCGTGCTGGTAACG CCTCTCTTTCTTTCTTTCATACGC 185

Ad02A10902 Aradu.A02 10902 p3 (TTC)5 15 60886742 60886756 CCCATAAACCCCACCTACCT CGTCCTCGAGCAAAGAAAAG 229

Ad02A10904 Aradu.A02 10904 p3 (AGA)6 18 60902819 60902836 GGTCTTGATGGCTCTTGGAG CCAAACCTACATCTCCCCCT 246

Ad02A10905 Aradu.A02 10905 p3 (GAG)6 18 60912110 60912127 AGCTCAACCACGTGAGGACT AAGCTCATCCAATCTGGTGC 233

Ad02A10907 Aradu.A02 10907 p2 (GA)9 18 60921262 60921279 TGAGAAAGAAGGGAACGGAA ACCCACCAATACCTTTCCAA 120

Ad02A10913 Aradu.A02 10913 p2 (AT)11 22 60955359 60955380 TCAATTTCTCATGCAATACATCAC GCCACCAGCATAACTGAGGT 222

Ad02A10914 Aradu.A02 10914 p3 (TTC)5 15 60956542 60956556 GTGGTCTTGCTTGTGTGCAA AAAGAAGTGCTTGTCGGGAG 259

Ad02A10916 Aradu.A02 10916 p3 (TCT)5 15 60978062 60978076 CGAACCTACTTCCTCCCCTC GGATCTCTTGATTTGCAGCC 272

Ad02A10923 Aradu.A02 10923 p3 (TTA)6 18 61051822 61051839 AAGCTGCTTGCTTTAATGGG TTCTCTTTTGGTTTTCGAATTTTT 242

Ad02A10925 Aradu.A02 10925 p3 (TAT)6 18 61054166 61054183 TGTTGCTTGTGGATTGTTTAGG CCATATGGGCATTTTCACAA 140

Ad02A10926 Aradu.A02 10926 p2 (GT)6 12 61059361 61059372 AAATAGTGCCACCACTTGGC ACAACTTTCGTTGGGACCAC 278

Ad02A10927 Aradu.A02 10927 p2 (AG)6 12 61066642 61066653 TGGAGGAGAGGGAAATGAGA CCTAAATGGAGCAGGGATGA 207

Ad02A10928 Aradu.A02 10928 p2 (CT)16 32 61074570 61074601 CCCCTTCTTCTTCCTCCTCA ACTGCGTGACTGACTGGTTG 274

Ad02A10929 Aradu.A02 10929 p2 (AG)17 34 61075391 61075424 AGACGCAACTCGTAAGCACA TCTCAAGGAACAAAGTGGGG 252

Ad02A10930 Aradu.A02 10930 p3 (TTC)5 15 61075861 61075875 CATGGCATAAAAGTGGGGTT CCACTAGAGAACAGGGCAGC 239

Ad02A10933 Aradu.A02 10933 c* (TATT)6(TTA)8*ttgagtgac(TA)766 61085066 61085131 CCCCCGTCCAAAAATAAAAT TGGGTTGTCAAACTTCCTCC 175

Ad02A10934 Aradu.A02 10934 p3 (AAT)10 30 61085400 61085429 CTCGGTTTCGGACTAATGGA AGCCAGTCAAGCTTCCACAT 237

Ad02A10938 Aradu.A02 10938 c (A)19gac(A)11gcaaaaaaattgatgatctgtaactatagcataaaatgtgagccgtgactttccattaatttttggcttga(T)10114 61089794 61089907 CCTTTATTCATCACCAATTGAGC TGGCCAAACTCAAAGAGAAAA 275

Ad02A10939 Aradu.A02 10939 p2 (AC)14 28 61099049 61099076 CTTGGTGTTTTCCCTCCAAA AGGAGAGAGAAAGTGGTTGGG 252

Ad02A10940 Aradu.A02 10940 p2 (CT)6 12 61109330 61109341 TGCAGGGATGACTTTTCCTT TTTGGGGAAGAGGTGTTGAG 123

Ad02A10941 Aradu.A02 10941 p3 (ATT)6 18 61127852 61127869 ACTCCCAGACAGTGGTGCTC CCTTGAAACAAAAGAAACAGCA 252

Ad02A10944 Aradu.A02 10944 p3 (CTT)8 24 61154456 61154479 TTTCTTCCACCCAATCCTTG AGGAGAAGGTGGTGGTGTTG 270

Ad02A10946 Aradu.A02 10946 p3 (ACA)6 18 61163869 61163886 TGACAACTGGAGTTGCGATT TACATCCTTTTTAACGCGCC 259

Ad02A10947 Aradu.A02 10947 c (T)13attattaa(T)10 31 61165184 61165214 CAATCCCAGGTTCCCAACTA GACACCATGACCAACAGTCG 177

Ad02A10949 Aradu.A02 10949 p2 (AT)7 14 61178738 61178751 TGGGGATTGCCTCATTAAAA GTGCGAACGTTTCACGTATG 202

Ad02A10950 Aradu.A02 10950 p2 (AT)10 20 61187273 61187292 TTGACCAGAGTCTCGTGCTG CACACAAAATCAATAACAATTCTTCC 243

Ad02A10954 Aradu.A02 10954 c (AT)7(AG)24 62 61212147 61212208 TTGCTTGGAATTTGATTGTTTG TGGACTCATCAATTCTCCCA 249

Ad02A10959 Aradu.A02 10959 p2 (CT)7 14 61265337 61265350 CATTGAACCTGGAATTGGAAA TCTGCGAAATTTCAGACGTG 230

Ad02A10962 Aradu.A02 10962 c (A)10ttagtgaattgtgaaattacttgtatacccctaaggacctaattgaaaag(A)1070 61275020 61275089 TTTCTTTTTCAATTGGATCCCT TCACCGAATTTTCAATTAGATCC 165

Ad02A10965 Aradu.A02 10965 p2 (AG)9 18 61283452 61283469 TGATGCTTTGGTTTCACATTTC CTTTCTGGTGCTTTGGTGGT 153

Ad02A10966 Aradu.A02 10966 p2 (TA)6 12 61286930 61286941 TCGTGTTTACAGCTGTTCCG GTGTGGAGGGTTCAAATGCT 258
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Ad02A10969 Aradu.A02 10969 c (A)14gaagagttatccaacctacctttctgacagg(A)1055 61290040 61290094 TGGGTGTGTGACTGTGTACG AGTGCCTCCAACAATCCAAC 254

Ad02A10971 Aradu.A02 10971 p2 (TG)7 14 61298899 61298912 TCTTTTCTCTTCCCAAGGCA CAAAGTGTTGGGTGGGAGAC 230

Ad02A10975 Aradu.A02 10975 p3 (AAT)6 18 61323304 61323321 GGCGCAGATCCTGAAAATAA TGCCAAAGAAAATGCTGATG 243

Ad02A10977 Aradu.A02 10977 p2 (TA)10 20 61331658 61331677 TGACGAAGATGAAAGAACACCTT GGGTCATTGCTGTTGCTTTT 175

Ad02A10979 Aradu.A02 10979 c (T)10gtgcctcctttttttcttcttctttctccgtacttcctcttcctac(TCT)571 61349973 61350043 AAGCAGATCGAAGGCAAAGA TCATCTTCGCGTGTTTCATC 212

Ad02A10983 Aradu.A02 10983 p3 (AGC)5 15 61361650 61361664 TGAGAGAAAAAGTGTAATGAAGGG ACTTTTGTGCCATTTTTCCG 269

Ad02A10990 Aradu.A02 10990 p3 (TTC)5 15 61389378 61389392 CCTTGGCCGAATACACATCT ACTCGGAGGTGGAAGCTTTT 209

Ad02A10992 Aradu.A02 10992 p2 (TA)6 12 61406386 61406397 TTGTAACGTGTAATGGCCGA GAAATGAAGCGCGAAATGTT 250

Ad02A10994 Aradu.A02 10994 p2 (TA)6 12 61408958 61408969 TCTCGTTCTTCCTCTGTTCCTC CAGCCTTTTAGTCTCTCAGATCAA 248

Ad02A10998 Aradu.A02 10998 p5 (AATAA)5 25 61431665 61431689 CGCTATCTCCCATCTCCTTG GTGCTAGGTGGGAGACAACC 233

Ad02A10999 Aradu.A02 10999 c (A)10gagaagaaaaagagaaaaatttcgaaaaaaaag(A)1154 61446271 61446324 TGTGGTTCATGAATGTTGGC CAATTAGCGGTGTCCAAGGT 254

Ad02A11001 Aradu.A02 11001 p2 (TG)7 14 61453803 61453816 GAATTTGGTTTGCCCTTTGA CCGATCTCAACTATTCGCGT 259

Ad02A11004 Aradu.A02 11004 p2 (AT)9 18 61467783 61467800 TGCTCAAAGCCTTGAATCCT TGAAGCAAGAAAAAGCAGCA 193

Ad02A11006 Aradu.A02 11006 p2 (TA)6 12 61480850 61480861 GCTAGGCGTCTGGATCTTTG AAATCGCAAAATGAAAAGCG 271

Ad02A11007 Aradu.A02 11007 p2 (AT)7 14 61481004 61481017 TTACCCGTTTTGTTCAAGGC CTCAGAGTATGCCCAGAGGC 224

Ad02A11016 Aradu.A02 11016 p3 (CTC)5 15 61545304 61545318 AATAACCCCTTCCAACCACC GCTGGGATCATTGTAGGGAA 240

Ad02A11021 Aradu.A02 11021 p3 (TTC)5 15 61575932 61575946 CACGGTCATCCCTTCTGTTT GGCCTTAGGTGCCATCAATA 266

Ad02A11023 Aradu.A02 11023 c (TA)6ct(TA)8 30 61599593 61599622 CCATACTTGTGTCATTGTGCATC TCCCCATATCGTTAAACCCA 208

Ad02A11024 Aradu.A02 11024 p3 (CTT)5 15 61610714 61610728 GCATCTGCTTCTGATTCTGCT CCACCTCCCTTACTTCACCA 259

Ad02A11026 Aradu.A02 11026 p3 (TTG)6 18 61627241 61627258 GAATTCAAAGCCGAGATTGC TTGCTCCTTTTCGCGTAGTT 243

Ad02A11030 Aradu.A02 11030 p3 (CAA)5 15 61659491 61659505 AAAGGGCAACTGCTGAGAAA ACAATTGTAGCACAAGCCCC 242

Ad02A11031 Aradu.A02 11031 p2 (AC)7 14 61663483 61663496 TTAAAGAAATCGGCCGAAGA GATTTGGGAACCAGGGTTTT 186

Ad02A11032 Aradu.A02 11032 p2 (TA)6 12 61669678 61669689 GACTGGTTATCTTCGCAGCC AAAATCGCAACTCAAAAGCG 140

Ad02A11034 Aradu.A02 11034 p2 (TA)6 12 61679567 61679578 TATTTGCTTTGTCTTGGCCC GGATTCATCAATTTCCCCAC 235

Ad02A11036 Aradu.A02 11036 p3 (AGA)7 21 61690430 61690450 GCTTTTGTCCTCCCTTTTCC ACAACCCCCTCTTCCATACC 217

Ad02A11037 Aradu.A02 11037 c (AAG)6ataagaaaagat(AGA)5taagaaaagat(AGA)983 61701928 61702010 TGATGGAAGATGTGAGTGGG ACTTACGCATCGCTTGGAAT 272

Ad02A11038 Aradu.A02 11038 p2 (TA)9 18 61712961 61712978 ACTTGCATGCCATTATGCCT CCTTCCCCTTTCCTTTCTTG 237

Ad02A11039 Aradu.A02 11039 p2 (TA)8 16 61714174 61714189 TCCTCCTACTTCCTTCCCGT CCTTCCCCTTTCCTTTCTTG 269

Ad02A11042 Aradu.A02 11042 p2 (AG)10 20 61755056 61755075 TGGATCAGCCTATCCTCACC TCTTCTCTTTGACGATGGGG 206

Ad02A11043 Aradu.A02 11043 p2 (TA)8 16 61757185 61757200 GTCAGTTGCCATGCTACCCT TGCTTTGGCTTCTATGAACG 240

Ad02A11045 Aradu.A02 11045 p2 (AT)6 12 61761588 61761599 TGCATGTTAGTTTTCTGGAATTGTA CAAGAAAATCAAATTTAAAATGCAC 248

Ad02A11046 Aradu.A02 11046 p4 (TAAT)9 36 61768192 61768227 TCGTAAAACATAGGTGGTGAGG TGCTGGTCGAGCTAGGAGTT 179

Ad02A11047 Aradu.A02 11047 p3 (ATC)5 15 61773168 61773182 CCCACACAATTCAAAAACAAAA TTTGAGGTTGTCGTTGATGC 264

Ad02A11057 Aradu.A02 11057 p3 (GAA)5 15 61818032 61818046 GCTCCTTTGGGATTTTCACA CGAGATGATCCACAACATGC 280
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Ad02A11060 Aradu.A02 11060 p3 (AGA)6 18 61869279 61869296 CTAGAGGATTCTCCGGCCTT TTCTACACCTTGGCCGAAAC 179

Ad02A11061 Aradu.A02 11061 p3 (AGA)9 27 61877769 61877795 AAGTGGTCTTGATGGGCTTG AAACCCACACCTCTCTCCCT 256

Ad02A11065 Aradu.A02 11065 p3 (CAA)5 15 61933314 61933328 TAGAGGTCCGCCTTTCAAGA GCACCCTGTTTCTGCTTCTC 225

Ad02A11068 Aradu.A02 11068 p2 (TC)8 16 61952162 61952177 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGG 161

Ad02A11069 Aradu.A02 11069 p3 (AAT)6 18 61977524 61977541 CTGTGGGATTCGACCTCACT TTTCTGGTTTACTTTGATCTTTTGC 211

Ad02A11071 Aradu.A02 11071 c (AT)11(AC)9 40 61995445 61995484 AGAACCCCATTTGGAGATGC GGGTTAAGCATGCGTTGATT 128

Ad02A11075 Aradu.A02 11075 c (T)10cgaaa(T)10 25 62046720 62046744 AGCACACTCTTGTTGTCTTGGA TGGCTCTTGAAAGAATGAGGA 189

Ad02A11077 Aradu.A02 11077 p3 (TCT)5 15 62078805 62078819 CACAATGCAGGCTAGCAAGA GAGACAGTTGGACTCTCGGG 263

Ad02A11078 Aradu.A02 11078 c (CTT)6tttgctgattctgggttct(TGA)5ttttctgattctaagtattattattgtttgatttttctggattttgagttctgggttttgatgaggattctgggttct(TGA)5145 62082831 62082975 AGAAAGAACGGGGGATTCAG CGTCATCCTCATCAAAACCC 256

Ad02A11079 Aradu.A02 11079 c (GTG)6atggg(GGT)7ga(TGG)5ttctgattctgaattt(TGA)14119 62083122 62083240 GTGTGATGGATGGTGATGGA GGACCAAAATGCCCCTATCT 259

Ad02A11081 Aradu.A02 11081 p2 (CT)10 20 62088493 62088512 CTTCTTCCTGTCCGGCTCAT GAAGAGAGGGAGATCCGAGG 271

Ad02A11085 Aradu.A02 11085 c (T)10ataaaaaaagggttt(CAA)1055 62097493 62097547 GCAGTACCTTGGGAGGTCAA TTTATCCCCACCTAGTGGCA 245

Ad02A11088 Aradu.A02 11088 p2 (AT)6 12 62101892 62101903 CACATATCCACACACACGCA GCACGACTCAGGCTTATTGG 230

Ad02A11091 Aradu.A02 11091 p2 (AT)7 14 62108903 62108916 TTGTTCAGTTTGTGACTCCCC CAACATCCAAGTTTTTGAACCA 273

Ad02A11092 Aradu.A02 11092 p2 (AT)11 22 62113758 62113779 ATTGCAAATAAGTGGAGCGG GTAGCCCAAATCCTCACCAA 186

Ad02A11093 Aradu.A02 11093 p3 (AAT)5 15 62114613 62114627 AGTTCCGCCTAATTGGATCA TTTTGGTGTGTTACTGAATGATTATG 181

Ad02A11094 Aradu.A02 11094 p3 (AGA)6 18 62119150 62119167 TGGCCTTTTAGGTGCCATTA AATGGCCGAACATACACTCC 247

Ad02A11101 Aradu.A02 11101 c (A)15cgagccttccttaaattatcttaaaacaagaaagattaaagagtatgttcggaaaggagtaaaagcta(T)1093 62204931 62205023 TGGGTTTGGGCCAACTTAT CATTTCTCAAAATTAATACCAAATACG 265

Ad02A11105 Aradu.A02 11105 p2 (GA)6 12 62215187 62215198 CTTTCTTTCCAATGGGAGCA GAAGGGAAATGTGATGTGGC 215

Ad02A11109 Aradu.A02 11109 p2 (TA)6 12 62219941 62219952 GCGAACGATGATGATGAATG TGGTGCTTTTTAATGGCAGA 280

Ad02A11111 Aradu.A02 11111 c (CAA)12t(AAC)5 52 62225620 62225671 CGTTGGTCATTGTCGCATAG TGCTCATTCGTGAGAAGGTG 244

Ad02A11112 Aradu.A02 11112 p3 (CCT)6 18 62226835 62226852 TTCTCCTCTTTTGTTCTTGCC CTGGTAGAAAGGGGGATGGT 279

Ad02A11113 Aradu.A02 11113 p2 (AT)9 18 62246727 62246744 CGCATCGTAAAGCAAAGGTT GGCTAGCCGGCTTAAACTCT 262

Ad02A11115 Aradu.A02 11115 p2 (AT)9 18 62256524 62256541 CGCATCGTAAAGCAAAGGTT GGCTAGCCGGCTTAAACTCT 257

Ad02A11116 Aradu.A02 11116 p2 (CT)7 14 62276037 62276050 GAGGAATTTTCCGCAACTGA CAGATCCAAGCCCAGAGAAC 280

Ad02A11117 Aradu.A02 11117 p3 (AGA)5 15 62286301 62286315 TACCTTTTCCGGCCTTAGGT ACACACTACCCCCTCTCCCT 242

Ad02A11120 Aradu.A02 11120 p2 (CT)6 12 62357958 62357969 TGGAAATCTGAATTGGAGAAGAA GCCAGTTTCAAACCCAAAAA 186

Ad02A11124 Aradu.A02 11124 p2 (TA)7 14 62390014 62390027 AATGCTTCGCGCTTTTGTAT ACCAACCGCTCTGATACCAC 201

Ad02A11130 Aradu.A02 11130 p2 (TG)6 12 62403232 62403243 TTGTCTCCTTGGATCTTGGG TTTCACCACCAAACCCTTTC 181

Ad02A11131 Aradu.A02 11131 p2 (TG)6 12 62416855 62416866 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 165

Ad02A11132 Aradu.A02 11132 p3 (AAG)7 21 62424859 62424879 ACCCAATTGGATGAAGATCG CTGAGACTGGGAGGATTGGA 244

Ad02A11133 Aradu.A02 11133 p2 (CT)7 14 62426431 62426444 CCAATTTGGCAACATAAATCAA GAATGAAAGGGGACGACTCA 237

Ad02A11134 Aradu.A02 11134 p2 (AT)7 14 62427530 62427543 CAGGGTTGTAATGGGGCTAA GCAAAATGAAGGATTTTGGG 150

Ad02A11135 Aradu.A02 11135 c (TTAT)7tttttatttatttattttattttatttta(T)1067 62427735 62427801 CCAAAATCCTTCATTTTGCAT TGAAGATTGGGAAGTTTGGG 265
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Ad02A11136 Aradu.A02 11136 p2 (CT)8 16 62445034 62445049 CCAATTTGGCAACATACATCA AAGGCTGCAAAGTGAAGGAA 255

Ad02A11137 Aradu.A02 11137 p2 (CT)8 16 62450445 62450460 GGCAACATAAATAAAACAAAAGCA AAATCCAAGCCCAGAAAACA 267

Ad02A11138 Aradu.A02 11138 p2 (TA)6 12 62451242 62451253 TGGAATCTTATGCAATGCAATC TGTCTTGCAAGGTTGTGACC 213

Ad02A11142 Aradu.A02 11142 p2 (AT)11 22 62514574 62514595 TCACCTTACAAAATTTTCACCC CGCTTTGCGCTAGACTTTTT 195

Ad02A11148 Aradu.A02 11148 p3 (AAG)6 18 62537207 62537224 ACGAGGAGAAACACGACGAT TTCTTTCTCCATGCCTCCTC 118

Ad02A11149 Aradu.A02 11149 p2 (GC)6 12 62556918 62556929 ACAAGGCTCCTAAAACCGCT TTTTGCCATATGTTGCTTCG 116

Ad02A11151 Aradu.A02 11151 p2 (TA)7 14 62567821 62567834 TTACTTGGGCCATTTTGTCC TTGGAAACATTGGTTGGGAT 124

Ad02A11152 Aradu.A02 11152 p2 (AT)8 16 62568510 62568525 TTTCAATCAATTGGGGTGGT CCTTTATTTTGGTTGACGCA 244

Ad02A11153 Aradu.A02 11153 c (CG)6cactatgctatagcatgtagaatctctctttcttctatttctctttc(T)1069 62572124 62572192 TCCACGTGGGTTGAGATACA CCTTGAAGGAGATTGAGAGGG 189

Ad02A11160 Aradu.A02 11160 p2 (AT)7 14 62646917 62646930 ATGACATACAGGTGCGTGGA TTCAACCACGTAATAACGCA 205

Ad02A11161 Aradu.A02 11161 p3 (AGA)5 15 62679849 62679863 CTAGAGGTTTCTCCGGCCTT GCCGAACCCTACTCCTCTCT 257

Ad02A11162 Aradu.A02 11162 p3 (AGA)5 15 62680200 62680214 GGTGAGGTAGGTGGGGTTTT CTTCTTCCCCTTAGCCGAAC 232

Ad02A11164 Aradu.A02 11164 p2 (CA)9 18 62689894 62689911 AGGCAAACCACTGCAAGAGT CGCTTCCCTGGGATACTTAG 277

Ad02A11165 Aradu.A02 11165 p2 (AC)7 14 62695404 62695417 GTCCTTTGACTTACAGGGCG GGGCTTCCCTGGGATACTTA 259

Ad02A11169 Aradu.A02 11169 p3 (TCT)7 21 62722942 62722962 CGCCTCTAACCAGCTTCTTG TGACCAGTTAGGGGTTCAGC 153

Ad02A11171 Aradu.A02 11171 p2 (TA)12 24 62725708 62725731 TGGTGCTCTTCAAATGCTTG AGCTGACGAAAATGGAATGG 197

Ad02A11172 Aradu.A02 11172 c (TAT)6tg(TTA)5 35 62729860 62729894 AAGCTGTTGAATAGGCTGCTG TCATGTTTGGGAAACAAGGT 267

Ad02A11173 Aradu.A02 11173 p2 (GA)20 40 62733288 62733327 CTGCCCTCCACCAGTTCTAT TCGATGCGATTAGACACGAG 274

Ad02A11174 Aradu.A02 11174 p3 (GCT)5 15 62733484 62733498 TCTGACGGATCCTCAATTCC GGTTCTCTCTCTGGTGACGC 256

Ad02A11176 Aradu.A02 11176 p2 (CT)8 16 62734661 62734676 GGAATCAGAGCTTGACCTGC ATACCCGCGAAATTTCAAAC 260

Ad02A11177 Aradu.A02 11177 c (T)10atctatgcacatggtaacttaatttatttttatttcacatgagcatgcttcctaaatttttttgagataacttattcaatttagttcctcttttttat(TTTA)5128 62753882 62754009 TCCCATGTGCATTGATTCTT TTTTATGGGAACATGGGACG 223

Ad02A11181 Aradu.A02 11181 p2 (TC)18 36 62791666 62791701 TGGTTTCGAAAATAATTCGTCA TTTTGGATACATTTTGGTAAGTGG 269

Ad02A11182 Aradu.A02 11182 p4 (GTAT)5 20 62808314 62808333 GGTTCGAATTAGCTTCGTGG TTTCCAATGGCTCCAAAGAC 190

Ad02A11183 Aradu.A02 11183 p2 (TA)7 14 62810913 62810926 TATTTGCTTTGGCTGGTTCC TGTCCTCCACTCTCAGACGA 242

Ad02A11184 Aradu.A02 11184 c (TC)6ttttttttcgtttttctctctctttc(T)1149 62817784 62817832 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 254

Ad02A11185 Aradu.A02 11185 p3 (AGA)7 21 62847526 62847546 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad02A11188 Aradu.A02 11188 c (T)11ctttttttttc(T)1133 62866270 62866302 ATCTTTTTGGTGTTTTGCCC CGAAAGCAAAGGAAGTTTCG 243

Ad02A11191 Aradu.A02 11191 p3 (AAT)6 18 62906379 62906396 CCATTTTCCAACACCAAACC CGGTTCCTTAGGCTTGAATG 150

Ad02A11201 Aradu.A02 11201 p3 (AAG)6 18 62955717 62955734 CCAATTGCAGCACATTTCAC TCAACCAATTCCCTCTTTGC 280

Ad02A11205 Aradu.A02 11205 p2 (AG)15 30 62967105 62967134 GGGCCCTGTAAAGATTCTCC ACGGATTTGTGGTGTTGGAT 216

Ad02A11208 Aradu.A02 11208 p2 (AT)6 12 62971415 62971426 GAAAAGGAAGGTGGTGGGAT TCTGGACGTCAGATTAGGGG 276

Ad02A11211 Aradu.A02 11211 p2 (AT)7 14 62973637 62973650 TGGCTAGCTGAGTGCAGAGA TTTTCGTCCTCGCATTTTTC 245

Ad02A11212 Aradu.A02 11212 c (T)10cgaa(T)10 24 62985869 62985892 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 234

Ad02A11215 Aradu.A02 11215 p2 (AT)9 18 63014532 63014549 TGTTTCACCATATTTAGGGTTGG CACAAATAAGAACAATTATGTTTGATG 275
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Ad02A11218 Aradu.A02 11218 p2 (AT)7 14 63049679 63049692 GCGATGATCACTGCTGTAAAA CCGAGACGTGATTTGATCCT 132

Ad02A11221 Aradu.A02 11221 p2 (CA)9 18 63063962 63063979 ACGGAATCGGTTTGATGATT GAGTAAAAACATGTGTGTGTATGTGTG 259

Ad02A11225 Aradu.A02 11225 c (ATC)7tttctcatcattattcttatttatcattaagaaactttctatgtcaaagttaaaaaattttgatactatttctaataaattttgcacagttcaaaac(TCA)5133 63096450 63096582 TTCAAAATTCTTCTCCCTCCT TTTTGAATCGTACAGAATTTATCAGAA 261

Ad02A11230 Aradu.A02 11230 p3 (TAT)9 27 63127553 63127579 CGCATCAGAAGTCTCTTCCA GCAACCGTCCATTTTGAAAC 268

Ad02A11231 Aradu.A02 11231 p3 (AAG)5 15 63129160 63129174 GGAGGAGAGTATGACGAGAGGA TTTATTTTGCCATGCACCAA 203

Ad02A11232 Aradu.A02 11232 c (A)10tcaaggtttcctcacc(A)1137 63131418 63131454 CAAACCATCTCCAATTTTTGGT GGCAATAGCTTTGAGCCTGT 182

Ad02A11234 Aradu.A02 11234 p2 (TA)6 12 63137598 63137609 CTGGCAGCCGAAGATACCTA CAGTTTGGCCATTAAACCAA 230

Ad02A11235 Aradu.A02 11235 p2 (AT)10 20 63139757 63139776 CCGACTGCGTCACTCTGATA AAAAGGGATAGGAGTCATGATTGT 237

Ad02A11236 Aradu.A02 11236 p3 (AAC)5 15 63143772 63143786 GCAACCCAATAATCTGAAGAAGA TGTTGGGTTGTTGTGATTGAA 103

Ad02A11238 Aradu.A02 11238 p2 (AT)8 16 63159223 63159238 TTCTTTCCATTTTCAATCAACTCA TTTTCAGCACTCGCATCTTT 224

Ad02A11241 Aradu.A02 11241 p4 (TAAA)5 20 63171210 63171229 CAGGTTCAGGATCTGCTTCA TTTTCGAATTCTCTCCCCCT 265

Ad02A11242 Aradu.A02 11242 p3 (ATA)7 21 63178412 63178432 CCAATCACTCAACCCAAGGT TGTCACTTTTATGTTCATGCACTC 247

Ad02A11245 Aradu.A02 11245 p3 (TAT)6 18 63187967 63187984 AGCCTCTCTTGTTGGTGTTG CCCTGCTGAGTGCTGAAGTA 273

Ad02A11248 Aradu.A02 11248 p3 (AAG)7 21 63212599 63212619 GCTTTTGTCTTCCCTTTCCC TACACCTCCCCCTCACACTC 190

Ad02A11249 Aradu.A02 11249 p3 (AGA)5 15 63228044 63228058 TTGCCTTCCCTTTTCCTTTT CCCCCTCCTCTCCTTCTCTA 184

Ad02A11251 Aradu.A02 11251 p2 (TA)6 12 63259519 63259530 CAAACGTTGGGGACAAAAAC TCGGCCAAGGTATGGTTTAG 278

Ad02A11254 Aradu.A02 11254 p3 (AGA)7 21 63270510 63270530 ACCACTGAGCTATGACGGCT ACCCCATTCACCATTCACAT 260

Ad02A11255 Aradu.A02 11255 p3 (ATT)6 18 63273747 63273764 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 199

Ad02A11257 Aradu.A02 11257 p3 (TCT)6 18 63321686 63321703 TCTTTCCCACTCAAACCCAC CCCTCGAGCAAAAGAAGAAA 192

Ad02A11259 Aradu.A02 11259 p5 (AAGAT)6 30 63334197 63334226 AAAGGGCCCAAATAGAGGAA TGTAAGGGACTCCGATGCTT 262

Ad02A11263 Aradu.A02 11263 p3 (TCT)5 15 63391900 63391914 CTTCCCCATAAACCCCACTT TAAAATATTGCTCGCCCTCG 234

Ad02A11265 Aradu.A02 11265 p3 (AGA)5 15 63413269 63413283 GTGCCATTGATGGTGAATGA TTCCCACAACACAAAACCCT 180

Ad02A11266 Aradu.A02 11266 p2 (AT)9 18 63421306 63421323 CGCCAGTGAGCTCTTTTTCT TTGCATGCATTATTTGTTTTGA 255

Ad02A11267 Aradu.A02 11267 p3 (GAA)5 15 63452042 63452056 ATGAGGGTTGAAGGTGTTGG TCCCTCTCTTCTTCTTCCCC 263

Ad02A11270 Aradu.A02 11270 c (AT)7(AC)6 26 63490575 63490600 CACGCTTTCATTGTAAGGCA TGTTGAGGCTCCTGTTGATG 206

Ad02A11271 Aradu.A02 11271 p2 (GT)6 12 63491411 63491422 GCTACAAACGGTCCGTCAAT CTCAAGATTGGGCTGAATGG 227

Ad02A11274 Aradu.A02 11274 p3 (TTC)5 15 63549188 63549202 ACACCACCTCTCTCCCCTTT CGGCGTTAGATGCCATAAAT 177

Ad02A11276 Aradu.A02 11276 p4 (AAAT)6 24 63579502 63579525 TGGACCATTCACCTCAAAAAG AAGCCTCCGTTAATAACACCC 258

Ad02A11278 Aradu.A02 11278 p2 (AG)15 30 63596891 63596920 GAGAAGCGGCGTAGGTACTG CCCTGCTTTTGTTGGTGAGT 206

Ad02A11280 Aradu.A02 11280 p3 (TTA)5 15 63598261 63598275 CCAGCATAATTGCATTTCAAAC AAGAAATTATTATTATGATGCCGTG 246

Ad02A11285 Aradu.A02 11285 c (AG)15aatgaaagagtaagaatgtgagtgagtgagcattagagacagagacagaatcagcaagtgaacaat(AG)6108 63609785 63609892 CCAACAATTGGATGACCACA TTCTCGGGTTTCAATCAACC 278

Ad02A11286 Aradu.A02 11286 c (CA)7g(AC)13agacacacacatacacacacagag(AC)9aaacacacacagt(CA)7110 63611072 63611181 CAATTTAGTTAAGCAAAAACTGAGC GCTAAGATCTTGACCATTTGGG 266

Ad02A11292 Aradu.A02 11292 p2 (TA)14 28 63658847 63658874 CTCTAGCCGACCATTGCTTC AATTGCATCACACTCGTTCG 147

Ad02A11294 Aradu.A02 11294 p3 (TTA)7 21 63674952 63674972 CCTCTCCAGAAAGCAATTCG TTAGAAACATTTGCCCTCCC 225
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Ad02A11295 Aradu.A02 11295 p2 (CT)6 12 63680360 63680371 CCCAAGTCCACACTGACCTT CCCCAACCCAACAGAGTAGA 135

Ad02A11297 Aradu.A02 11297 p2 (AT)10 20 63719443 63719462 ACCCTCCAACTACCAACGTG GGAAGCAAAAAGTGTGCGA 264

Ad02A11300 Aradu.A02 11300 p3 (AGA)6 18 63741128 63741145 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad02A11303 Aradu.A02 11303 p3 (ATT)10 30 63764483 63764512 TGTAGCATGGTTGTTTGAAAATC TTGGTTTCTCCTTTGAGACTGA 265

Ad02A11304 Aradu.A02 11304 p3 (TTC)5 15 63779190 63779204 CCCATCACCTCTTCACCACT TTAGAATGTTGGTCGCCCTC 279

Ad02A11305 Aradu.A02 11305 p4 (TTAT)14 56 63784037 63784092 GCCTCCCCTGTTACGTTTTT GCAGAGAATTCCCAGTGAGG 231

Ad02A11307 Aradu.A02 11307 p2 (CT)7 14 63786355 63786368 CGAATGCGTCATTCAAGAAA AGATGATTCGCCTCCCTTTT 280

Ad02A11308 Aradu.A02 11308 p2 (AT)6 12 63793884 63793895 CACAAGACAACGTGGCCATA ATGTGACAAGTCGCGTTCAG 280

Ad02A11310 Aradu.A02 11310 p2 (TA)12 24 63800307 63800330 AGTTTCCTGGGTGAATGCAG AGACCCTCTGTTCACGCATC 124

Ad02A11311 Aradu.A02 11311 p2 (TA)7 14 63800748 63800761 TGAGCATTTTGGAGGCTCTT TCACCAGTCGGCCTAAACTC 188

Ad02A11315 Aradu.A02 11315 p2 (CT)17 34 63822023 63822056 TGGCCATGTTTTGTTACTGC TGTGCTAAAATCCAACACTCTGA 279

Ad02A11320 Aradu.A02 11320 p3 (GTT)7 21 63848055 63848075 AGGATGAAGATGACGTTGGG GCTAGCTGAGCCCAAATACG 192

Ad02A11321 Aradu.A02 11321 p3 (ATT)6 18 63858499 63858516 TTGGATGTTGGCTTTGTGAA AAAAGGCGCTCTTGTTGAAA 231

Ad02A11324 Aradu.A02 11324 p3 (AGA)6 18 63867390 63867407 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 266

Ad02A11327 Aradu.A02 11327 p3 (GAT)5 15 63881356 63881370 GGGTCATCTTGTGGTAGCGT GAAGTAACCGGAGGAGGGAC 176

Ad02A11328 Aradu.A02 11328 p2 (AG)7 14 63912039 63912052 GCCATCCCTAGTGAAAACCA AGTTTCAGTGTTTGGCCACC 237

Ad02A11333 Aradu.A02 11333 p3 (AAC)5 15 63955626 63955640 GTCAACCTTTGAGGTGGGAA GAGCCATCAAGAATACCCCA 231

Ad02A11334 Aradu.A02 11334 p2 (CA)10 20 63956112 63956131 TTTTTGTTTGGAAAGCGTACA AAAACGGACGAAGAAGCTCA 255

Ad02A11336 Aradu.A02 11336 p2 (CT)8 16 63966145 63966160 GATGACTGGGCGTAACTCGT CGCCACCCCTATTCTAACAA 266

Ad02A11337 Aradu.A02 11337 c (ATA)23acagat(ATA)13114 63967595 63967708 TTTTGCCTCCCAATCATTTC TGTAACCGAAAAGTATACACAAAACC 251

Ad02A11338 Aradu.A02 11338 p3 (TTA)5 15 63971716 63971730 TCATTTGAATTTGGATAAATTAAGG TTGGCAAAATATTGAACTTGATAA 236

Ad02A11345 Aradu.A02 11345 p2 (AG)7 14 63997153 63997166 TTATTCAATCCTTCACCCGC TGAAGAACATTGAACCTGAAATTG 246

Ad02A11346 Aradu.A02 11346 c (T)10cttgtttatcagtttggaaaaatagagataaaaaatgttagtgtgtg(A)1067 64008913 64008979 TCTCTCTCCTTTAATTCTTGTCAAA TTCATTACGGTATTACTTTCATTTAGG 199

Ad02A11352 Aradu.A02 11352 p4 (TAAT)5 20 64016686 64016705 GGTCCACAAGCAGGAATCAT AAAAAGCTCTTAATTTGGTCTGG 209

Ad02A11354 Aradu.A02 11354 p3 (AAT)7 21 64019032 64019052 CAATGAGTTGTGCAAGTTGAGG TGCAAATTCCAATTTCAAAAGA 238

Ad02A11356 Aradu.A02 11356 p4 (TTAT)5 20 64020979 64020998 TCAATTGCACTTTGTCATGAATC TTTGGACTTGGTTGTTGTGTATG 280

Ad02A11357 Aradu.A02 11357 p3 (CAA)5 15 64021287 64021301 GCTGGAACTTCACTGGTGGT GGAAGGGAAACCACAAAACA 202

Ad02A11360 Aradu.A02 11360 p2 (TA)7 14 64041042 64041055 GTACCCTAGCCGGCCTAAAC CGCGAAGACGTATCACTCAC 176

Ad02A11369 Aradu.A02 11369 p2 (AT)11 22 64077300 64077321 TATTGTGCAAATGACGCGAT CATTGCATGCTGCATTTTTC 274

Ad02A11372 Aradu.A02 11372 c (TA)9tg(TA)6 32 64087932 64087963 CGCTTCGCTTTTCGTAATTC AACACCCCGTTACCCTAAGC 241

Ad02A11373 Aradu.A02 11373 c (TA)9tg(TA)6 32 64092508 64092539 CGCTTCGCTTTTCGTAATTC AACACCCCGTTACCCTAAGC 241

Ad02A11376 Aradu.A02 11376 p2 (AT)6 12 64096963 64096974 GACTAGCCGGCCTAAACTCC CGTGCCGTAAATCAAAGGAT 234

Ad02A11377 Aradu.A02 11377 p2 (CA)8 16 64098137 64098152 ACTTCACCCACCCTATCGAG TGTGATGGAGAAGCTCGTTG 100

Ad02A11379 Aradu.A02 11379 p4 (TTAA)5 20 64126735 64126754 AATTGTTTTGTGAGTTAGATAATGATG CAAACCAGATCAGACCATGC 177
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Ad02A11380 Aradu.A02 11380 p5 (AAGAT)5 25 64133261 64133285 CCATAGGAGCTCAAAGCAGG CCTGGGTGCTCCAGTGTATT 197

Ad02A11382 Aradu.A02 11382 p4 (TAAT)6 24 64141869 64141892 AATGGTGGCATGCCTAAGTC GAAGTGGGGCTTCAAACAAA 146

Ad02A11383 Aradu.A02 11383 p5 (AAGAT)5 25 64158835 64158859 CCATAGGAGCTCAAAGCAGG CCTGGGTGCTCCAGTGTATT 197

Ad02A11385 Aradu.A02 11385 p3 (TCA)5 15 64179575 64179589 TAACCCTCGGAACAGTCACC TGAAGTGGAGATTGAATGTGATG 263

Ad02A11386 Aradu.A02 11386 p2 (TC)17 34 64189118 64189151 TTTTTACAATCCCTCTCTCTCCC GGCCAAAATTGTGTTGGATT 221

Ad02A11387 Aradu.A02 11387 c (A)11gagggagaaaagaaaacgaaaaaaaag(A)1048 64200505 64200552 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 254

Ad02A11390 Aradu.A02 11390 p2 (AT)10 20 64227443 64227462 TCCTTCTGTGCATCTGGTTG TCGCACATACATACAAATCATCA 205

Ad02A11391 Aradu.A02 11391 p3 (TGA)7 21 64230925 64230945 TGTCCAACTCCTTTATCGCC AGAGGCAGCCACTTCTTCAG 200

Ad02A11394 Aradu.A02 11394 p2 (CT)6 12 64249613 64249624 GGTTCATAAACCAATTTGGCA GGCTATAAAGTGGGAGAATGC 261

Ad02A11395 Aradu.A02 11395 c (TAA)6(TTA)5 33 64259453 64259485 TGGATGTCTGATAAATAAATAAATGGA CTTAACAGCACACACATTGCAC 184

Ad02A11396 Aradu.A02 11396 p2 (TA)6 12 64263986 64263997 TGACCTGCTTAAATTCAGTGG AAGGATAATTTTCTGGGCGG 148

Ad02A11400 Aradu.A02 11400 p3 (CTT)6 18 64281709 64281726 CCAACTAAGTTCAACCAAGTCTTTT ACCCAGGCTAAGTCGGAAAT 245

Ad02A11401 Aradu.A02 11401 p3 (CTC)9 27 64284062 64284088 AATAATTGCTCGTTGTCCCG ATATCACCCCATCAAACCCA 253

Ad02A11402 Aradu.A02 11402 p2 (TA)6 12 64300702 64300713 ATCAAGCTTCAGACCGACCT ATGCAGATCGAGAGGCACTT 254

Ad02A11403 Aradu.A02 11403 p3 (TCA)5 15 64301718 64301732 AGCAAGTAGAATGAACCGCC GGGTAAGGGTGTTGATGGAG 277

Ad02A11408 Aradu.A02 11408 p3 (AAT)5 15 64319328 64319342 CAACTCGGCCAATCTCGTAT TCTTCCTGGTCTTTTCGCTC 192

Ad02A11411 Aradu.A02 11411 p4 (CATA)5 20 64352691 64352710 ACCCTATCATGACCTCCGGT GAGGTTTAAATCGCCGTCAA 229

Ad02A11412 Aradu.A02 11412 p2 (TA)6 12 64359768 64359779 GGGAGATGGATACCCGTG CACCCCACGGAACCTAATAA 277

Ad02A11413 Aradu.A02 11413 p2 (AT)6 12 64367904 64367915 TCAGAGTATGCCCAGAACCA TCGTACGCAAGCAATCCTTA 270

Ad02A11414 Aradu.A02 11414 c (TA)6ataatattatatgttgtaatgtgtatatatatacaaagatagaaagaagtattaaaaataa(AG)685 64376453 64376537 GACCGTGGTTAAACCGAAAA TGAGATAGTAACAATAAACATATGCGA 276

Ad02A11420 Aradu.A02 11420 c (AGA)5acaacaacaagacgttaaaga(AGG)654 64391845 64391898 CAAAGCACACAAGTTCACACA TGGAGTTTCATTCATTAACCAAG 280

Ad02A11421 Aradu.A02 11421 p3 (ATT)7 21 64394118 64394138 TTCTTATGCCTGAAAATTTGGT TGCAATGGCTAGAAACAATCA 144

Ad02A11424 Aradu.A02 11424 p3 (TTC)5 15 64401474 64401488 TCACGCGCTTCGTGTTATTA GGAGGAAGAGGTGGTGTTGA 116

Ad02A11425 Aradu.A02 11425 p3 (ATC)5 15 64402165 64402179 GCGGCAAATTTGGATGTATT TTTTCTTCTTCTTTGTTTGATTTTT 229

Ad02A11426 Aradu.A02 11426 p2 (GA)25 50 64405023 64405072 CCCTTGGTTGTTCACCCTTA CACAGCCCAAAACCAAACTT 275

Ad02A11429 Aradu.A02 11429 p3 (TTC)5 15 64435841 64435855 ACCACTCCTCCTCAATGCAC CTTTCAGGTTCAGGGTCAGC 209

Ad02A11430 Aradu.A02 11430 p3 (TTA)16 48 64452411 64452458 AAATTCAAAAGAAGGGCGGT AAATAAATAAATGGCCATCAGTAAA 237

Ad02A11432 Aradu.A02 11432 p3 (AGA)6 18 64465647 64465664 TAAAATATTGCTCGCCCTCG ACAACCCCTCTTCTCCCACT 112

Ad02A11435 Aradu.A02 11435 p2 (AG)7 14 64475285 64475298 CTGGGCACTCTCACTCATCA CTAGGGGGTGGTAGCCTTTC 167

Ad02A11439 Aradu.A02 11439 p3 (TAC)5 15 64495793 64495807 GAGGTGAAGAAGAACAGCCG CAAATTGGCTAACCTCAGGG 280

Ad02A11441 Aradu.A02 11441 p3 (TTA)7 21 64501756 64501776 GCTAAACGGATTGGAAGCAA CCCACCATAGGCATGGATAC 261

Ad02A11443 Aradu.A02 11443 p2 (AG)7 14 64502430 64502443 CGATTCGTTTGTATTAAAATGATG CACTTCTAAGACTTCGTCCGTC 250

Ad02A11444 Aradu.A02 11444 p2 (AT)8 16 64504055 64504070 TGGATGTGTTTCCTGAGCAC AAGTTGGATGCATGGACAAT 207

Ad02A11446 Aradu.A02 11446 c (AGG)5gaggggggaagaagaagaaaaagaaattgcatgcgcgaatttagag(GAA)576 64516755 64516830 TGGCAGCAGAGAAAATCAGA AGGCTGCATTTAATTTGAAAAC 277
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Ad02A11447 Aradu.A02 11447 c (AGG)5gaggggggaagaagaagaaaaagaaattgcatgcgcgaatttagag(GAA)576 64525831 64525906 TGGCAGCAGAGAAAATCAGA AGGCTGCATTTAATTTGAAAAC 277

Ad02A11453 Aradu.A02 11453 p2 (GC)6 12 64580595 64580606 GCTCTTTGACAAGTCCGCAG TCGCGTTATGAGCATATGGA 187

Ad02A11455 Aradu.A02 11455 p2 (TA)11 22 64587943 64587964 TGGCTGGGTAAATGATTGAA CACTGTGACATGGAATGTAATTTT 280

Ad02A11456 Aradu.A02 11456 c (TA)9gtgactc(AAT)952 64588390 64588441 CAAATCAATCCCCAACATTTC TCAAATGGTTTTAACCTCGAA 219

Ad02A11457 Aradu.A02 11457 c (TTA)6ttgttg(TTA)11ttgagtaa(AT)881 64588705 64588785 TTTTTGCATATGACATCTTTTGA CCTCCGTCCAAAAATAAAATAAAA 280

Ad02A11462 Aradu.A02 11462 p3 (AGT)5 15 64595368 64595382 CCTTCCTTTCTTGTCAATTTTTG GGAAGAGTTCCTCTAATGGATAAGG 266

Ad02A11463 Aradu.A02 11463 p2 (GA)7 14 64595785 64595798 GAGGAACTCCCATCCCATCT TTGATAACGCGCAAGAGTTG 257

Ad02A11465 Aradu.A02 11465 p3 (AAT)7 21 64638550 64638570 TTTCGTGCACCAAGTTTTTG AGCCAGTCAAGCTTCCACAT 273

Ad02A11478 Aradu.A02 11478 p2 (TA)6 12 64735257 64735268 TTTTCCTCCACTTTTGAGAACA TTGCCATTGCTCCCTTTATC 137

Ad02A11480 Aradu.A02 11480 p3 (CAC)5 15 64736966 64736980 TCAGAGGCTTCTTCCACCAT GGGAAGGGGGTGAAGAATAA 243

Ad02A11481 Aradu.A02 11481 p3 (CTT)7 21 64737087 64737107 CCACCACCACCATCCTTATC GGGAAGGGGGTGAAGAATAA 164

Ad02A11486 Aradu.A02 11486 p2 (TA)6 12 64772958 64772969 TAGCATCTCGTAAGGGAGGG CACAACTTAGCAACACCCGTT 205

Ad02A11491 Aradu.A02 11491 c* (TA)7(TATG)7* 40 64842828 64842867 AGGATTGAGAGACAGCTCGC GAAGCAAAGGTCGGACAGAG 270

Ad02A11493 Aradu.A02 11493 p3 (ACA)7 21 64852085 64852105 TTTTTGTGCAGGAGAATGGG AATGGTTCAGCCCAACAAAG 243

Ad02A11494 Aradu.A02 11494 p2 (TA)6 12 64852966 64852977 CATTAGTTTGTGAGCTGACTCGAT AAAGCCCACGAGCTGACTC 278

Ad02A11495 Aradu.A02 11495 p2 (AG)8 16 64857439 64857454 TTTTCTCCTTGCATGGCTTC AAAATTGTGACACGCAGCAC 178

Ad02A11497 Aradu.A02 11497 p2 (AT)7 14 64876057 64876070 ACACTTCGACTGTGTCACGC ATGATGTTCTCACCCCCGTA 242

Ad02A11498 Aradu.A02 11498 p2 (AT)7 14 64880040 64880053 CAAAAATCAAAATTTCAACAACCA TTTGGGTATGAAATCCGTCC 222

Ad02A11500 Aradu.A02 11500 p3 (CAA)5 15 64882928 64882942 TCGTCCTTCTTCACCAAAATG TTCATGCTTCTGATTTTGCTTC 254

Ad02A11502 Aradu.A02 11502 p3 (AAT)5 15 64887220 64887234 ATTGTTCTCAATCTCATTAGTGTCA TGTTCGGTTTCAATCTTTTAGGA 230

Ad02A11505 Aradu.A02 11505 p2 (TA)6 12 64908003 64908014 TGCAACGATTCTTGCTCATT AGGATTGCGGAATTAGGTGA 270

Ad02A11506 Aradu.A02 11506 c (CT)9(AT)8c(TCTA)1179 64920025 64920103 AATCGCTCCTCTTCCTGTCA CCGTCGCCGTAGAGAGATAG 143

Ad02A11507 Aradu.A02 11507 p3 (AGA)5 15 64936762 64936776 CTCGAAGGTGGAAGCTTTTG CACCCATATAGCCGAACCAC 214

Ad02A11508 Aradu.A02 11508 p3 (ATT)5 15 64939506 64939520 TGGATGTTGGCTTTGTGAAG CAGGAACAGGGATAAAGGCA 200

Ad02A11510 Aradu.A02 11510 p3 (TTC)6 18 64960281 64960298 TCTACACCTTGGCCGAAAAC CGACCTTAGGTGCCATTGAT 167

Ad02A11514 Aradu.A02 11514 p4 (TTAT)5 20 64990374 64990393 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad02A11517 Aradu.A02 11517 p3 (ATA)5 15 64994702 64994716 AAAATCACTCAAATTTCAATCCAA AATGGACATACAAGAGCGGG 240

Ad02A11518 Aradu.A02 11518 p3 (ATT)5 15 64998070 64998084 TTTGGTTTTAGTGGGCCATC GGGATATGATCCTTCTCGGA 272

Ad02A11520 Aradu.A02 11520 p2 (AT)10 20 64999032 64999051 CCAATGAAAACAAGGCCATC CGCAATATCTCCAACACACA 280

Ad02A11522 Aradu.A02 11522 p2 (CT)6 12 65002438 65002449 GGCTCAGGGGACACAGATTA GCCAGTTGGGCAACATAAAT 270

Ad02A11527 Aradu.A02 11527 p3 (GAA)6 18 65072007 65072024 ATCTCCCAAGGCTCAGAGGT CAACTTCTCTTTCCCACCCA 241

Ad02A11531 Aradu.A02 11531 p2 (AT)9 18 65090864 65090881 TCCCTGGGTAAAGTACCGTG TGATGCTTGCCTGTCCTATG 198

Ad02A11532 Aradu.A02 11532 p2 (TG)10 20 65093122 65093141 TCCTTAGGCGTCTGAGCTTC TCAAGCTCCTAACTCAGCCC 242

Ad02A11536 Aradu.A02 11536 p2 (AT)7 14 65116200 65116213 GAAATAAAAGCGCAACGCTC CCCCTGAGGTGAAGTGGTTA 269
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Ad02A11537 Aradu.A02 11537 p2 (TA)8 16 65117701 65117716 AAGTTATAGCCCGCCGAAGT CTGGAAGGGCTGTGTTTGTT 274

Ad02A11542 Aradu.A02 11542 p3 (TCT)5 15 65161902 65161916 TTCTCTCATATCGCCGAACC CTCGGAAGTGGAAGCTTTTG 218

Ad02A11543 Aradu.A02 11543 p2 (AG)6 12 65176841 65176852 GGTCTGTCTTGGAGCTACCG CAACAAAACCTCAAGCGACA 276

Ad02A11546 Aradu.A02 11546 c (T)11gtgtttta(T)10ctttctctttcactacatcctcctcttttttattc(T)11gttcgctttgttttctaaaaacctgaaataaagaaaaaaaataacaagagcaacgtaatg(A)10145 65189010 65189154 ATTTAGGGAGAAGGTAGACTGAACT CACACATAATTTCACGTTTCTTCC 270

Ad02A11547 Aradu.A02 11547 p2 (AT)6 12 65189704 65189715 AAAAACGGATCGATTCAACTAA CCAAACACACTTTTGATATTCCA 273

Ad02A11549 Aradu.A02 11549 p2 (TA)6 12 65207902 65207913 TTGGTGGATAAAAATTGTGATGTT TTATTTTACAACCATCCCAAAAA 273

Ad02A11553 Aradu.A02 11553 c (CAC)6ttcctcctcttccttttccttcctgtctcatctgaatatattctcctcctttctttttttccgcgtcgtcg(TCA)7110 65209645 65209754 GTTCACGCGCTTCTTCTTTC GGTGATGACGACGATAACGA 280

Ad02A11554 Aradu.A02 11554 p3 (CAT)10 30 65209903 65209932 ACCACCTCCTGCTCCTCTTT GAAAATGATAATGTTGACGACGA 133

Ad02A11556 Aradu.A02 11556 c (ATC)5ataag(A)1030 65210945 65210974 TGTTCATTCAAATAATTTTGGTGTT GGTTCGATTAATTGCGGTTC 259

Ad02A11562 Aradu.A02 11562 p3 (AGA)5 15 65265716 65265730 CGGTCTTAGGTGCCATTGAT CGAACCTACTTCTCCCCCTC 154

Ad02A11563 Aradu.A02 11563 p3 (ATT)5 15 65268900 65268914 TTGGACGTTGGTTTTGTGAA CAGGAACAGGGATAAAGGCA 201

Ad02A11565 Aradu.A02 11565 p2 (AT)8 16 65293355 65293370 GCGGCGGCTAGATTCTTAT GGCTTCGAACCCAAAGTAAA 280

Ad02A11566 Aradu.A02 11566 p3 (ATA)6 18 65301080 65301097 CCTGCAAATTAAATCTATTCCCTG TTCACTAGAAAAACGTTAGTGTCAAAA 272

Ad02A11570 Aradu.A02 11570 p2 (TC)10 20 65334924 65334943 TTCGCATCTTCTTCCCTTTC TGGATTTCAAGACATTGCCA 227

Ad02A11571 Aradu.A02 11571 p2 (TC)6 12 65342110 65342121 ACTCATCAGATTGCGTGGCT GGTGAGGTCAAGGGACAAAA 274

Ad02A11575 Aradu.A02 11575 p3 (ATA)12 36 65352559 65352594 ACGCTCAGAAACGGTGCTAT CATGAAATTGCAAATAAGACAGA 257

Ad02A11580 Aradu.A02 11580 p2 (CT)7 14 65381152 65381165 CTGTGGGGAATGGATCATCT AATGCTGGAACCACCGTTAC 258

Ad02A11582 Aradu.A02 11582 p4 (AAAT)5 20 65383998 65384017 GTGCTCCTTTTGGTGTTGGT TGAACCCATGCAAAATAGTTAATG 280

Ad02A11588 Aradu.A02 11588 c (A)12tttttggttttaaactaaaaaacccgctgtccatagaaattactcatttcagcttctacacaaaactaagaacagaaacaaacggaccc(AT)6113 65432743 65432855 CGGTGCAGTTTGTTCAACTT CCCCTTTATGCACTTGATGG 279

Ad02A11594 Aradu.A02 11594 p2 (TA)6 12 65518658 65518669 CCAATCCGAACTGATTAAACTC CGTAAAACCCAAACCAACTCA 280

Ad02A11601 Aradu.A02 11601 c (T)10gtaattaattattattacacactgttttctcttctcctcccccgttaccaaggtcacaattatttccaccccgttttatttctcttcc(CTTT)7126 65553296 65553421 TTTGCACTTTCTTGCTTTCTTTC CTTCAAGAGCGCTGACACTG 262

Ad02A11602 Aradu.A02 11602 p6 (TCTTTC)5 30 65573205 65573234 GAGGATGCTGCTACTTTGGC TGCGAGCAGAAACAAGAAAA 259

Ad02A11604 Aradu.A02 11604 p3 (AAT)5 15 65586932 65586946 GCAGGAACAAGGATAAAGGC TTGGACGTTGGTTTTGTGAA 202

Ad02A11605 Aradu.A02 11605 p3 (TTC)5 15 65589786 65589800 AACCAATTTCCCTCCCATTC GCCTTAGGTGCCATTGGTAA 271

Ad02A11606 Aradu.A02 11606 p3 (TTC)5 15 65595823 65595837 AGCCGAAACTCCTTCTCTCC GCTTTTGTCTTCCCTTTCCC 193

Ad02A11607 Aradu.A02 11607 p2 (TA)12 24 65602349 65602372 ATTTTCCTTGTCTTGGCCCT TAAACCGACCAAGGGAGATG 186

Ad02A11608 Aradu.A02 11608 p2 (CT)7 14 65610747 65610760 CACAAAAGCATAAAAACGCAA GGCTGTAGAGTGGAGGAATCA 274

Ad02A11609 Aradu.A02 11609 p2 (CT)8 16 65616682 65616697 CAAAATCCAAACAATCACTTGC TGCAGAGTGGAGGAATCAGA 241

Ad02A11611 Aradu.A02 11611 p3 (CTT)5 15 65624539 65624553 CGTGGCAAGGAATAGGTGAT TGAATCGCAAGCTTTCAGTG 176

Ad02A11615 Aradu.A02 11615 p2 (CT)10 20 65682389 65682408 GCAACATAAAGTAATCAACAAGGG ACGTTTTGACCCAGTTTTCG 265

Ad02A11617 Aradu.A02 11617 p5 (TTTTA)5 25 65683765 65683789 GGGGCATTTTGTCTCCTTTT GGGTTTGGAAACGTTTGGTT 218

Ad02A11619 Aradu.A02 11619 c (A)13taaatttcg(A)1032 65704652 65704683 GGCTCTTGAAAGAATGGAGG CCGGATACATACATGCCACA 272

Ad02A11620 Aradu.A02 11620 p3 (TTC)5 15 65717757 65717771 GCGGATCTGAGGAGAGTGAG CCCCTTCCGGAGTGAATAAT 266

Ad02A11621 Aradu.A02 11621 p2 (TA)6 12 65719971 65719982 CAAATCCGAAATCGTGTCACT TCCACTTTTGCATTTCCCTC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A11623 Aradu.A02 11623 p3 (AGA)7 21 65756240 65756260 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTTTCCCTA 173

Ad02A11627 Aradu.A02 11627 c (A)10ttattaagtaattaaataaggggatacaaaaaaaaggggaaaagaaaaaa(AT)876 65787295 65787370 TGTGGAAAATTTTATGGGAACA TTGTCCAATGTGCATTGATTC 244

Ad02A11628 Aradu.A02 11628 p2 (CT)6 12 65802852 65802863 TACATAGCGGACCACAACCA AACTGCGAACAAGAGGGAGA 259

Ad02A11629 Aradu.A02 11629 p2 (AT)7 14 65807494 65807507 CCATTGGACTGTCCCTCTGT ATATCGTAAGTGTGGCCGGA 153

Ad02A11630 Aradu.A02 11630 p2 (CT)6 12 65809825 65809836 CTTAGACCAGCGACGACTCC GAGTTACCGTTGATCGGCAT 203

Ad02A11631 Aradu.A02 11631 p2 (AG)12 24 65812315 65812338 CAAGAACCAAGGAAATGGGA TTCTCTCGCTTCTTTTCCGA 280

Ad02A11641 Aradu.A02 11641 p3 (CTT)8 24 65842995 65843018 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 209

Ad02A11642 Aradu.A02 11642 p3 (CTT)5 15 65843635 65843649 ACAGAAGGAGATCGAAGGCA TACGCGCGTTACAGAAGAAG 131

Ad02A11644 Aradu.A02 11644 p3 (GTT)7 21 65847342 65847362 TGACGGATTCTAATCCAGGG AAGGGCTTGCTCTACCATCA 218

Ad02A11645 Aradu.A02 11645 p3 (TTG)5 15 65859601 65859615 GACCCCACCTAGTGGAACAA AAATTACAAAGTAACGGTTAGACACAA 255

Ad02A11646 Aradu.A02 11646 p3 (ATT)18 54 65866445 65866498 GGAGCTTCTTGCTCCATTTG CCCCAAACTCAACAGCAAGT 273

Ad02A11647 Aradu.A02 11647 p3 (AAT)7 21 65881987 65882007 AATTTTCATTAAACCTTGAAGACC CATGGTTCAGTTGCGACTCT 222

Ad02A11648 Aradu.A02 11648 p3 (AAT)6 18 65897148 65897165 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad02A11653 Aradu.A02 11653 p2 (AG)6 12 65926910 65926921 GGAAGAATGATGGGAGACGA GGAACATTGAACCTGTGATGAA 155

Ad02A11654 Aradu.A02 11654 c (T)10cgttctttttcaaaaaaataattttcaaaaaatcc(A)1156 65927154 65927209 TTGTTCATCTTATTGCTCAGATTAGG AAAAATGCAATTGACACCAAA 237

Ad02A11655 Aradu.A02 11655 c (A)10gttttcagatttttattttaaaatttttatcttatcttatcttagttttaaatttcaaaaatcaa(T)10caaaaatcatatctttttcaagatattttcttatc(T)10130 65947415 65947544 TTGCAAACGTGTGCCTTATT CATAGCCAAAGGGGTGAGAG 265

Ad02A11660 Aradu.A02 11660 p2 (TC)6 12 65980953 65980964 CGTAGAAGCCGAAAGTGAGG ACCAGAGAGTGAGAGGGGGT 251

Ad02A11661 Aradu.A02 11661 p2 (GT)6 12 65981111 65981122 ACCCCCTCTCACTCTCTGGT CCTCATTCCCTCCAAAGTCA 178

Ad02A11663 Aradu.A02 11663 p2 (CT)6 12 66019330 66019341 TAAATACACGTTCAGCCCCC CGGAAAAGCACACCAAACTT 121

Ad02A11665 Aradu.A02 11665 p2 (TA)6 12 66040252 66040263 GAGGCGCTACGACCTCTAAA TCTTGGAGGTTGACCTGGAG 125

Ad02A11668 Aradu.A02 11668 c (T)10gaaaaaacatttgaattttgaaaaataagataagataagataaaaattttaaaataaaaatctg(A)1084 66074079 66074162 CAAACTTGAAGCTAGAGGGGTG TTGCAAACGTGTGCCTTATT 262

Ad02A11669 Aradu.A02 11669 p4 (TATT)5 20 66082752 66082771 CCATGATGGAGAAAGGGAGA TCCCTTGGATTGACTTGGTC 266

Ad02A11671 Aradu.A02 11671 p2 (GT)7 14 66092603 66092616 TAGTGGCATGGTTCACAAGG TTGAAAATTGGCAGCATGAC 226

Ad02A11675 Aradu.A02 11675 p2 (AT)6 12 66100469 66100480 GGATGAGTTTAAGGGAGGATCA TAGGAAGCGTGCTACCTTGG 269

Ad02A11679 Aradu.A02 11679 c (A)10gattggtttgaattgaaatgatttggtatcataaatatgtaaaaattaattttattttttaagtattaatttaaaagaaaattgattggagaatcctac(A)11120 66105298 66105417 TGTGGATTTACTTTAACACTTGTATCG TCATTTGATCTAATCGAAGACATTTT 271

Ad02A11685 Aradu.A02 11685 p2 (AT)6 12 66159567 66159578 GCGATATACGGACAAGGCAT GTACCCTAGCCGGCCTAAAC 117

Ad02A11686 Aradu.A02 11686 p2 (CT)7 14 66160624 66160637 TACCGGCTCATCAACTCACA GATTAGAGGAATTGGCTTGGC 179

Ad02A11688 Aradu.A02 11688 c (ATT)11g(TTA)7 55 66172658 66172712 TGGCTCCTCATACTTTCCCTT CGATTTGCTAAAAATCAATAAAACA 280

Ad02A11689 Aradu.A02 11689 c (TCT)7ta(TTC)6 41 66190766 66190806 CCTAAATGACCGAACCCTCA CTGGCTTAGGTGCCATCAAT 274

Ad02A11691 Aradu.A02 11691 c (TAA)14tag(TAA)766 66197738 66197803 GGAGAAAGAGGGGAAGGGG CGAGTAACTTTTTCTTATCTCCTTCTT 252

Ad02A11693 Aradu.A02 11693 p3 (TAA)5 15 66200460 66200474 TTTTTCAGCAATACAAATTTTCAGA TGAAACTCAATGATCAAAAAGCA 246

Ad02A11695 Aradu.A02 11695 c (T)10caattaggtcccttttggtagtaattggcttaattgtatagggacccaact(A)1071 66208555 66208625 TCCTTTTAATTGGGTCCCTG TTAATTGGGTTCTTGCACCA 176

Ad02A11700 Aradu.A02 11700 p6 (GATTGA)5 30 66225236 66225265 GCTGGAAGGGAAACAAATGA ACGCCAAATTCCATACTTCG 264

Ad02A11705 Aradu.A02 11705 c (AATCCT)5aagagagaggagagagc(CT)659 66302268 66302326 CCAAATTGGCAACATCAAAT ATTCTGTGCCGGATTTCAAC 268
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Ad02A11706 Aradu.A02 11706 p2 (CT)8 16 66304413 66304428 CCCAAATCCAAGTCCAGAAA CAATTGGGCAACATCAATCA 274

Ad02A11707 Aradu.A02 11707 p3 (AAG)5 15 66305032 66305046 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ad02A11709 Aradu.A02 11709 p2 (CT)9 18 66308425 66308442 CCATTCATAAGGGGGCTTTT CAAGGGCAAAGGAAAGTCAA 246

Ad02A11710 Aradu.A02 11710 p3 (GAG)6 18 66315859 66315876 CTCGGGCTGACTGAAAGAAC GCTCAAGAAACAAGTTCGGC 213

Ad02A11711 Aradu.A02 11711 p2 (AT)11 22 66324204 66324225 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 165

Ad02A11712 Aradu.A02 11712 p3 (AGG)5 15 66326618 66326632 TTCACTTCGTCAAATGCAGC TCGCAACAGAGCAGAACATC 231

Ad02A11720 Aradu.A02 11720 p3 (CCA)7 21 66370734 66370754 CAGAATCGATTTCGTCCCTC GTTATGGCGGAGGGGTTG 174

Ad02A11723 Aradu.A02 11723 p2 (TC)6 12 66374153 66374164 CCCTCATTTTGAAAGACCCA GGGAGAATGAGAGTGGGGAT 183

Ad02A11728 Aradu.A02 11728 p2 (CT)10 20 66433080 66433099 AAAAACAATGCCAAAAAGCG GCAGAATCCAACGGTACTCAA 269

Ad02A11730 Aradu.A02 11730 p2 (AC)7 14 66467969 66467982 TAGGGCTAAGGTGAGGGTGA GGGGATAAAATTACCCCTAATGC 238

Ad02A11732 Aradu.A02 11732 p3 (AGA)6 18 66489848 66489865 CTAGAGGTTTCTCCGGCCTT CGGACCTACTACCCTTTCCC 253

Ad02A11733 Aradu.A02 11733 p2 (AT)6 12 66500162 66500173 AGTCCCTGGGTTATTTTGGG TTTCTTGGGGAGCAAGCTAA 189

Ad02A11734 Aradu.A02 11734 p2 (TA)7 14 66500282 66500295 TTAGCTTGCTCCCCAAGAAA CGCAAAATAAAAAGCGCAAT 269

Ad02A11738 Aradu.A02 11738 p2 (TA)7 14 66562023 66562036 AGGTTGAGCTTGGAGCTTGA TCATAAAACTGAGGTGGCGA 137

Ad02A11747 Aradu.A02 11747 p3 (ATT)7 21 66635938 66635958 TGTTGTTGTTGTTAGTGTTTTTGG GGACAACAATTTTCTGATCACC 272

Ad02A11748 Aradu.A02 11748 p3 (ATT)6 18 66636815 66636832 TTTTTATTTTGGCGTGGGAG CCCATGTCATCGAGTTGTTG 264

Ad02A11751 Aradu.A02 11751 c (TCC)5ttcttcttcttcttt(TTC)648 66641342 66641389 TTTGGCGTAGCTAATCGGAC GGAGCTGTGGAAGAAGAAGAAA 253

Ad02A11755 Aradu.A02 11755 p2 (AT)6 12 66664976 66664987 AGTGTCGGATCGAATATCGG ATTCGTAGATCCGCACAATAA 278

Ad02A11756 Aradu.A02 11756 c (T)10cttgctgctgttgcgtagccttttaattgcgactagatgtgttaggggggaaagtaccattccagggtagg(T)1495 66666238 66666332 TATCAACTGCTCCGTCCTCC CGACTAAGGCCAAACGAGAC 229

Ad02A11760 Aradu.A02 11760 p3 (CTT)5 15 66679358 66679372 ACCGATACCGTTTCGCATAG AGAAACGCCAAACCCTTTTT 249

Ad02A11763 Aradu.A02 11763 p2 (AG)6 12 66739060 66739071 TCTCGCTCTAAAAACCGGAA TTCCTCAACCTCCATAACCG 200

Ad02A11764 Aradu.A02 11764 p2 (GC)6 12 66743126 66743137 AGGATGGCTTAGAGTTGGCA GCCTGTGGCATAACCACTTT 114

Ad02A11766 Aradu.A02 11766 p3 (TTC)6 18 66784694 66784711 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad02A11767 Aradu.A02 11767 p4 (ATAC)11 44 66798676 66798719 TCCATCCAATTCTACCAAAACA TTTACCCCAGTCAGTTTGGC 254

Ad02A11770 Aradu.A02 11770 c (TTTCTC)5ttttatcattcaattcaattcaatatgtataatttattattt(TTA)587 66804063 66804149 CTCAAATATGGGACACCGCT CCAGGTCCTACTCCTCCACA 236

Ad02A11774 Aradu.A02 11774 p3 (CTC)5 15 66807192 66807206 AAGCCCAATAAAACACACGC TGAAGATGAAACACGCGAAG 240

Ad02A11780 Aradu.A02 11780 p3 (TCC)8 24 66844328 66844351 TCACGCGACTTCTTCTTTGTT TGTTGGTGATGACGATAACGA 137

Ad02A11781 Aradu.A02 11781 p3 (GAA)5 15 66845397 66845411 ATGCGAGCAAGAAGAAGGAA TGACGTTCAACCAAGGTCAA 210

Ad02A11783 Aradu.A02 11783 p2 (AG)7 14 66892539 66892552 ATGACAGGCCTTCCCATACA CCACACCATTCGAATTTCCT 278

Ad02A11787 Aradu.A02 11787 p3 (ATT)6 18 66925360 66925377 GCTCTAATGGCAGGAATGGA CAAGAGAAGGACATGGCAGC 122

Ad02A11789 Aradu.A02 11789 p3 (TAT)13 39 66930976 66931014 TGTTTGGAAACTACCTGAAACTT TCTTTCTGTAGATGGAGCCACTT 265

Ad02A11795 Aradu.A02 11795 c (A)11gtttataaaactcgttaagtcggtttatttttctattttgtaaaaataaattatttttaatttagactttcaactattcacttatattaaacac(A)10115 66972801 66972915 TCGTTTTAAATTTGGTTTGGC TTTCTTTAGAAAAATGCTACAATCAT 261

Ad02A11799 Aradu.A02 11799 p3 (TAA)19 57 67020079 67020135 GCCCAAGATTCATGTGTGTG CGAAAATTTTGGTAAAATCAGAA 210

Ad02A11804 Aradu.A02 11804 c (A)11gagtttttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcccattttcatttagtttttgtagcatgttttcg(T)10116 67054261 67054376 GTACGCGTCCTTCAACCAAT GCACCAAAATAATGCAAGGAA 250
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Ad02A11806 Aradu.A02 11806 p2 (TA)6 12 67071811 67071822 TTTGTTCTAGCTGCATTGGTTC CCTTAAGGAATATACACACACAGAAG 273

Ad02A11807 Aradu.A02 11807 p3 (TGA)5 15 67080205 67080219 TGAATGTAACTTCATCATCTTCCAA CTCCTCCTCATCTTCTGATGC 213

Ad02A11817 Aradu.A02 11817 p4 (ATAA)5 20 67130474 67130493 TTTTGATCATTAACCCAATCACA TGAAGCCAATCTCTTATTTGTGT 157

Ad02A11819 Aradu.A02 11819 p2 (TA)7 14 67136101 67136114 AGCTTAAACAAATCGCTGGG TCCTTCAAAGCCAACAAGAGA 160

Ad02A11821 Aradu.A02 11821 p4 (TTAG)6 24 67145146 67145169 GATGTCCCTTCTTCCATCCA TAGGCAATAAGGGCAGCAAT 252

Ad02A11822 Aradu.A02 11822 c (A)10caaaaagcttaggcttttaccacaccaaacttaaaatttgctcgtcctcgagcaagaaagaaaagaagagt(AGA)596 67156953 67157048 TTTCCTTTTCCCATGACTCG ACCCCTTTCTTCTCCCACAT 245

Ad02A11823 Aradu.A02 11823 p3 (ATT)5 15 67159974 67159988 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad02A11824 Aradu.A02 11824 p3 (AGA)10 30 67195980 67196009 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 240

Ad02A11826 Aradu.A02 11826 c (ATT)6atcattattcttaattatcattattattattatcatcatcatc(ATT)1297 67200810 67200906 AAGAAGAAAATCTTGGGGGC AAGGAGGTGCTTTGGGGTAT 227

Ad02A11828 Aradu.A02 11828 p4 (TATT)8 32 67206295 67206326 CCGGATACATACATGCCACA TTCATGAATGTTGGCTCTTGA 274

Ad02A11829 Aradu.A02 11829 p3 (TTA)5 15 67218440 67218454 TCGATTCTGATGTTGAAACAATG CGATGGTTATAGTGATTTGGGA 163

Ad02A11831 Aradu.A02 11831 p3 (AAT)5 15 67263025 67263039 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 192

Ad02A11833 Aradu.A02 11833 p3 (GTT)5 15 67280299 67280313 TACAGCTTTATGCCCTGCCT AAAGGGCAACTGCTGAGAAA 266

Ad02A11834 Aradu.A02 11834 p3 (AAT)6 18 67283734 67283751 CCGAATCTGAGTGCAATACAA TCACCCAAAAACGAAGTCAA 225

Ad02A11835 Aradu.A02 11835 p2 (AC)8 16 67284763 67284778 GAGGTGGCGAGGTATTACGA GTTGAGCCTGGAGCTTGAAT 222

Ad02A11836 Aradu.A02 11836 p2 (AG)6 12 67285714 67285725 CTGTGAGGAAGAGAGGGACG TCCTCCCCTTTCTGTTTGTG 237

Ad02A11838 Aradu.A02 11838 p2 (AG)7 14 67293427 67293440 AGCGAGTTAGTGTTAGATATTTTTGTT ACTCAATCATTCCTGGCCC 196

Ad02A11840 Aradu.A02 11840 p3 (AGA)9 27 67303074 67303100 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 177

Ad02A11846 Aradu.A02 11846 p3 (TTC)6 18 67356210 67356227 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad02A11848 Aradu.A02 11848 p3 (TTA)5 15 67367513 67367527 TCTTAGAATCGGCCCTTGAA AACCATTTTGCGTGTGTGAA 152

Ad02A11851 Aradu.A02 11851 p2 (AT)11 22 67395541 67395562 TCCCCCGCCTTTATCTTTAT TTTAAACCGCAATACCGCTC 183

Ad02A11855 Aradu.A02 11855 p3 (ATT)21 63 67415207 67415269 AATGCATGCCATTTTGAGTTT GCAATGGGGTGCCTAACTAA 195

Ad02A11857 Aradu.A02 11857 p2 (AG)6 12 67421940 67421951 GCTGGATCTCTCCAAGTGCT TCAAATTGGAATGGCAGAGAG 262

Ad02A11859 Aradu.A02 11859 p3 (CTT)5 15 67435061 67435075 TGTGTACAAGCGATTACGGC GAGGAAGAAGAACGTGCAGC 247

Ad02A11860 Aradu.A02 11860 c (AAG)5aatttcagaaaccatgaaaatcgaaaaaaaaatgaagaagaagaagaggaagaggaagaggaagaggaagaagac(GAA)6108 67435987 67436094 TGAGGAAGAAGAACGTGCAG CTGATCTCACGGAATGGTTG 265

Ad02A11861 Aradu.A02 11861 p2 (AT)12 24 67447516 67447539 TGTGACTTACGTTCTGGATTATGT TGCAACTTGTTGCTGTTATCG 201

Ad02A11862 Aradu.A02 11862 p2 (TA)7 14 67455071 67455084 TGGAGAAAGGGAGATGATGTG ATTTTCGAAAGTTTTGCATTAAA 280

Ad02A11868 Aradu.A02 11868 p3 (AGA)6 18 67486924 67486941 CTAGAGGATTCTCCGGCCTT CCTAAATGGCCGAACCTACA 260

Ad02A11869 Aradu.A02 11869 c (TG)15t(TG)16 63 67516067 67516129 CTACCTCGTAAGGGTGACCG AAGTCCGGTTGCTAAACCCT 204

Ad02A11870 Aradu.A02 11870 p2 (AT)6 12 67533905 67533916 TTTCCCTCATTAATTCAACTCACA GCTTCAAAAATTCTCTTCATGTTTT 215

Ad02A11871 Aradu.A02 11871 p3 (TAT)8 24 67534063 67534086 AAAACATGAAGAGAATTTTTGAAGC TAGCGGAGTACTTCCATCGC 203

Ad02A11872 Aradu.A02 11872 p3 (TAT)5 15 67535463 67535477 CCACTAAACTCCTAAAACTCCTTCA GCTATTATTGTTGCCGCCAT 252

Ad02A11873 Aradu.A02 11873 p3 (TTA)5 15 67537765 67537779 TCTTGGCCGTACAATAAGCA TTGGCAATGTTGATTTTTCTTG 229

Ad02A11876 Aradu.A02 11876 p2 (TA)7 14 67540121 67540134 TGACGATTGATGATGAAGATGA GCAGATACAATTGCAAATTCAAA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A11877 Aradu.A02 11877 p3 (ATG)6 18 67544533 67544550 AAGATGGCATCATTCCGAAG GATAGAAGGCGGTTTCACCA 243

Ad02A11878 Aradu.A02 11878 p3 (TTC)5 15 67547145 67547159 TCAGCTGTTTCAGTGTTGACG TCACCAATTTCTGCCACATC 246

Ad02A11879 Aradu.A02 11879 p3 (TTC)7 21 67554862 67554882 CATCTACCCACTCTTCCCCA CAAGCTAATATTGCTCGCCC 175

Ad02A11880 Aradu.A02 11880 p3 (CAA)5 15 67555922 67555936 TGGAAGCCATGCATTATTGT TGGAATAAAGGGATGAGGCA 226

Ad02A11881 Aradu.A02 11881 p3 (TAA)5 15 67556052 67556066 TGCCTCATCCCTTTATTCCA ATGGCATTGGAATACGCCT 111

Ad02A11883 Aradu.A02 11883 p2 (TA)6 12 67558186 67558197 CATTTGATCTGACGTTGAGTCC TGAATATCCATGTTCCCGCT 270

Ad02A11886 Aradu.A02 11886 c (A)10caacaacaataacagcag(CAA)543 67577854 67577896 TCGATGATCCAAATTCCAAA CCATATTCCATTGGCAAGGT 217

Ad02A11892 Aradu.A02 11892 p2 (GA)6 12 67607838 67607849 GCCGACAAGATTCGAAGAAA GTGGAGACGGTGATGGATCT 111

Ad02A11894 Aradu.A02 11894 p2 (TA)13 26 67617278 67617303 CGTGGGCCTTTTTAATTTTTC CAATCTGTGAGCAGCTATTCTTG 247

Ad02A11895 Aradu.A02 11895 p2 (AT)6 12 67625836 67625847 GCTTGTATGTGTAGCGGGGT TTTCTGACCAAAAGGATTTTGAA 209

Ad02A11898 Aradu.A02 11898 p5 (GGGTA)5 25 67638526 67638550 GGGTGCAGGTAGGGTTACAG TCCAATCACAATCTCAGCCA 254

Ad02A11904 Aradu.A02 11904 p3 (AAT)6 18 67669476 67669493 TAAGGGCAGAAACAAAGGGA GGTTTGATGACGGTTTGGTT 256

Ad02A11906 Aradu.A02 11906 c (AT)6aatcaatagttctaaagacc(A)1042 67700170 67700211 ATTAACAAAACGTGACCGGC ACCATATCCGAAGTCGTTGC 275

Ad02A11910 Aradu.A02 11910 c (A)10ttagcctaattttataaactaaattctcataatagaagcataatagaagtataatg(A)1076 67708429 67708504 CGTGTTGACTTCCCACAAAA TTACGGTGTCACGTTGGAAA 266

Ad02A11915 Aradu.A02 11915 p2 (GA)17 34 67716396 67716429 CCAACCTCCTTAAAACATATGAGG TTGGATCTTCTTGGGATGCT 234

Ad02A11918 Aradu.A02 11918 p2 (AG)7 14 67722858 67722871 CGCACCTCATTGTTTTCCTT CTAAACTCGAAATTTGCGCC 265

Ad02A11920 Aradu.A02 11920 p2 (AC)7 14 67723904 67723917 CTTGGATCTTGTGGTGCTGA GGAAGCTTGGAGTATTGAGGC 277

Ad02A11924 Aradu.A02 11924 p3 (TTC)6 18 67764418 67764435 CTCCCCATCGACATCACTTT CGACCAACCATTCTTCAACC 166

Ad02A11927 Aradu.A02 11927 p2 (GA)8 16 67774129 67774144 GGTGGGATACTTTGGCTCAG TACCATCTGGTTTACCCCCA 191

Ad02A11929 Aradu.A02 11929 p4 (AAAT)5 20 67779357 67779376 TTGACCTCCATTCCAATATAAGC AATGGGGTTTAATCTTGGGC 269

Ad02A11931 Aradu.A02 11931 p3 (ATA)5 15 67780241 67780255 CCCAACAACATAATTGGCGT TGGTGAACGTGCAGTTTTTG 142

Ad02A11935 Aradu.A02 11935 c (TG)7(TA)7 28 67793104 67793131 TTGGAAATCTGTGGTGAGACC GCCCTTGTAAAACTCGAAACC 224

Ad02A11936 Aradu.A02 11936 p3 (AAT)18 54 67802859 67802912 ACGGTCAAATTTTTCGTCAA CAAATGGTTTCAACCTTGAATTT 266

Ad02A11940 Aradu.A02 11940 p3 (TTG)5 15 67818000 67818014 TTGAGTGATTTATGTTTTGGGTTTT TTGAACCTCTAACTTTCTTCATTTG 249

Ad02A11942 Aradu.A02 11942 p3 (CTT)8 24 67827957 67827980 CAAGGTACGTTTCTTGCCTTC TTTCTCCTCCTCATCTTCTGC 211

Ad02A11943 Aradu.A02 11943 c (GAA)18(GAGGAA)796 67828727 67828822 GAGGAAGAAGAACGTGCAGC CGCGCACTAACTCATTTTGA 246

Ad02A11949 Aradu.A02 11949 p4 (TATT)5 20 67844552 67844571 TTGGAAACCGGATTTTGAAG ATATTTTGTTGCCGCCTCAC 263

Ad02A11950 Aradu.A02 11950 p2 (TA)8 16 67848469 67848484 ACTTAGGGCATTTTGTCCCC AACTTGGGACGTTGGTTGAG 256

Ad02A11951 Aradu.A02 11951 c (A)10ggaaatctaacaaaaatatattaaaaccaataacatagactggaatactaacccaacccgaataacaaaaaagcaaagaaaaccaattcaagtatg(A)11117 67875082 67875198 TCAAACCCAAAACAAAACAAAA CAAGTCAAGGTGAAGGGCAT 231

Ad02A11955 Aradu.A02 11955 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 67901707 67901761 TTTCTCCTCCTCATCTTCTGC CTCCACGTACTGTTACGGCA 242

Ad02A11961 Aradu.A02 11961 p2 (TA)9 18 67909832 67909849 GATGGGAGTTCAGTGACGGT AAATTCTTTGTAACCCCGCC 118

Ad02A11962 Aradu.A02 11962 p2 (CT)10 20 67912025 67912044 AAAATGGTTTGAGTTGGGTGA TGATTAAGTGATGCAGGCCA 259

Ad02A11963 Aradu.A02 11963 p5 (AATAA)7 35 67942147 67942181 ATCATGTATGGCTGCTGCTG GACGGGGTTAGGGTTTGAGT 234

Ad02A11964 Aradu.A02 11964 p3 (TTA)11 33 67961656 67961688 TAAAACGCAGATGAAGCTGG TGGCCAGAATAAACAGGGAC 123



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A11965 Aradu.A02 11965 p3 (AGT)5 15 67963159 67963173 TTTGTTGAGCTTCCATTCCC TTGTTGCACTCAACCCACAT 172

Ad02A11967 Aradu.A02 11967 p3 (GTT)5 15 67976424 67976438 GCATGGTACTCCTGGATGGT AGTGTGTGAAAAGGGCAACC 221

Ad02A11968 Aradu.A02 11968 p2 (AC)6 12 67977479 67977490 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad02A11969 Aradu.A02 11969 p2 (CA)6 12 67980293 67980304 AGATACGGGAAACCGAAACC ATGGGTATGATGGTTGTGGC 207

Ad02A11970 Aradu.A02 11970 p2 (AG)6 12 67991594 67991605 TTTTTGGGGAAGAGGTGTTG AAAAACGTGTCTTTGCTCGC 151

Ad02A11972 Aradu.A02 11972 p3 (AAC)18 54 68000032 68000085 GCAAAGTTATGGTGTCTTCTCCA TGGCAGGAATTGTTCTCCTT 174

Ad02A11975 Aradu.A02 11975 c (AAG)11aacgatgtgtggttctcagagaaaatgaagcact(GAA)891 68017578 68017668 TTGGAAGAAATTCGAGCGAT TTTTACTATGGGTGCCTCGC 226

Ad02A11976 Aradu.A02 11976 p2 (TA)6 12 68018048 68018059 GGAATTTGGGTTGTTTGTGG TGTGGAGACTCACACTTGGG 169

Ad02A11979 Aradu.A02 11979 p2 (CT)6 12 68047802 68047813 GCAAGAAGCTGGCGTAAAAC TTTTTGGGGAAGAGGTGTTG 215

Ad02A11982 Aradu.A02 11982 p2 (AT)6 12 68055752 68055763 GGTGGGCCCATCAATAATAA GCCACCCAAGACATACATGG 174

Ad02A11983 Aradu.A02 11983 p2 (AG)6 12 68060520 68060531 TGTTGGGGATAATTTCTGGG GGAACATTGAACCTGGAATGA 236

Ad02A11984 Aradu.A02 11984 p3 (GAA)8 24 68064909 68064932 CTCGGAGATGGAAGCTTTTG ACCACATTCCCTCTCCCTCT 253

Ad02A11992 Aradu.A02 11992 p3 (ATC)7 21 68110234 68110254 GGTTTATCACCCAGCCTTGA CCATGGAGTTTTCTCACGGT 132

Ad02A11993 Aradu.A02 11993 p3 (TAT)16 48 68113602 68113649 TATTTGAACGAGCATGTGGC TCTTCTCGAAAGAAGCCAGC 184

Ad02A11994 Aradu.A02 11994 p3 (ATG)6 18 68114569 68114586 TTGAGCTTGTAAAGGTTGAACTTG AAACCAGCCTCCAGTGAAGA 270

Ad02A11995 Aradu.A02 11995 p3 (TTA)22 66 68120695 68120760 TGCTTGCAGAGATGATACACTTC TGTGCAGAGCCACTTTATGC 221

Ad02A11996 Aradu.A02 11996 c (GA)9a(AG)10 39 68121636 68121674 TCTCTGAGCGAACACACAAA TGGACACGATTTCACACAAGA 273

Ad02A11999 Aradu.A02 11999 p2 (AT)6 12 68141672 68141683 TGCTTATTGTTTCCTCGCCT ACCGTAATACCGCTCCAAAA 184

Ad02A12000 Aradu.A02 12000 p2 (AG)7 14 68142947 68142960 CTAGCTACGCTATCGCCACC GTTTCTCCGACAAAAGCAGC 256

Ad02A12001 Aradu.A02 12001 p2 (AT)6 12 68146458 68146469 TGTTCCCTCGCCTGTATCTC TCAAAAGTAACGCTTTCGGC 277

Ad02A12002 Aradu.A02 12002 p3 (AAG)5 15 68154510 68154524 GCTGAACCTCCATTGGAAAG GAATTTGCAAGCTCCACTCC 263

Ad02A12007 Aradu.A02 12007 p2 (TC)10 20 68179821 68179840 ATGGATTGCGACAACAATGA TAATGCACCAAACCAAAGCA 266

Ad02A12008 Aradu.A02 12008 c (ATG)6tgggttctgagtaaatttgtgggtcataatttatgccttttttaatctgtagctgttgatgcttttcttttctttttctttttttttcgc(T)11119 68180181 68180299 TTGTGCCTTCTGATTTGCAC GGATGGAATAACGGCAAAAG 204

Ad02A12009 Aradu.A02 12009 p3 (CAG)6 18 68182392 68182409 CGGCACCTTCAGAACAAAAT AGGTTTGATGAAGGCGAATG 276

Ad02A12014 Aradu.A02 12014 c (GA)6acaagctgttctttgtg(T)1342 68191740 68191781 GAAATCAAAGCACGCACAAA GAACAGCTGCAACTTAGCCC 274

Ad02A12017 Aradu.A02 12017 p5 (TATTT)5 25 68260431 68260455 GAAACCGGTCAAAAACCAAA TCGGTCTGATTCTCACAACTTT 229

Ad02A12018 Aradu.A02 12018 p3 (AAT)5 15 68262829 68262843 TGAAGAAGCTTCAGCAGCAA AACACTTGAAATAACTAACTAACAGCA 239

Ad02A12019 Aradu.A02 12019 p3 (TAT)16 48 68262959 68263006 TGCTGTTAGTTAGTTATTTCAAGTGTT TGTACGGGCACATATGGAAA 268

Ad02A12020 Aradu.A02 12020 p3 (AAT)5 15 68263146 68263160 CATTAATTTATTTATCCTGAACGAGG AACTGATTCCCCACTATTTTCTTG 255

Ad02A12021 Aradu.A02 12021 p3 (GAA)5 15 68265537 68265551 TAAACATGAAAGCTGCTGCC AGTAAAATTGGCATGCGGTC 163

Ad02A12022 Aradu.A02 12022 p3 (TGT)5 15 68266901 68266915 AGTAGCAATGGCGACGTTTT CAAGCTCGCACTCAATTCAA 196

Ad02A12027 Aradu.A02 12027 p3 (AAT)5 15 68279835 68279849 TAGAAAATTTGATTCGCGGG TTTCACCAACGGGCTTTTAG 269

Ad02A12028 Aradu.A02 12028 c (CT)8ccctccccttccctcc(CT)746 68285284 68285329 ATAAGGCGCGACAAAGAGAA ATTTCATTCGCGTCGATTTC 254

Ad02A12030 Aradu.A02 12030 c (T)10caaatcttatcctcctaagatttttttaaa(AAAT)5aaaaatatttta(AT)786 68296877 68296962 ATGTGTTTTCCTCCTTCATCA TTTTGAGGAAAAAGAGAAAGTGG 245
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Ad02A12032 Aradu.A02 12032 p3 (TTC)7 21 68316906 68316926 AAGTTGTGGTGGACTGAGGC GGTGAAGGGAGAGAGAGGAAG 280

Ad02A12034 Aradu.A02 12034 p3 (TTC)5 15 68330577 68330591 TTTCAAACCCCTTTTCTTTCC CATAACAAAGCAATCACCCAAA 267

Ad02A12035 Aradu.A02 12035 c (A)11ttataaggtattatattttgttgtaaaagatatataaagatgtataaatagaaaattctagtattaaaataattagctcaataatgatt(TA)12ataatattatatgttgtaatgtg(TA)6159 68354418 68354576 GACTCAAATCGTGGTCATCG CAATAAACATATGCAATTCTCTCTCTT 265

Ad02A12036 Aradu.A02 12036 p2 (TA)6 12 68360103 68360114 TCTCGTGCTGATAACGTGTTG TCTTAATGCAATTCTCTCTCTCTTT 183

Ad02A12037 Aradu.A02 12037 p2 (TC)12 24 68361845 68361868 TTCGCAGGGCTTTAACATTC CCCTTAGGAATCAAAACGCA 178

Ad02A12040 Aradu.A02 12040 p2 (TA)6 12 68366035 68366046 TCTATCATGTCCGTTCTGTTCA CGTGTTACGCGCACTAACTAA 273

Ad02A12044 Aradu.A02 12044 p2 (AT)7 14 68415686 68415699 GGGCTAGGAACACTGGAACA TTGACATCTCAACAGAAAGAGAGTG 270

Ad02A12045 Aradu.A02 12045 c (A)11caaaaacaatttaatttctaccgagaagtatcaagtagttcactgagagtagttcaccgagctacctctacaaggggaaaaggaatt(A)10108 68418817 68418924 GTGGTGTGCGTACATCATAAA ACCACAGTGCCACGCATA 280

Ad02A12049 Aradu.A02 12049 p2 (CT)6 12 68443598 68443609 GCACCAGACTGGCGTTAAAT TGTTGAGGTGATTGGGTGAA 224

Ad02A12052 Aradu.A02 12052 p2 (TA)11 22 68523830 68523851 GAAAGTGGAGGTGCGGTTTA TGACGAATTTAACCAAAAACGA 261

Ad02A12056 Aradu.A02 12056 p3 (AAT)9 27 68530969 68530995 CGCGAATTATTGGCCTCTAT ACTGTTTGGTCACGGTAGGG 257

Ad02A12057 Aradu.A02 12057 p2 (AG)6 12 68537956 68537967 ACCAGCGAATTCTGAGCTGT GGAACATTGAACCTCTAATCGAA 232

Ad02A12058 Aradu.A02 12058 c (A)10taatcaaaatataatagatctaaactttctagcttcaatttatggagttgaaattt(A)1177 68538791 68538867 TTGTTACTTGTGACAACCAAACG CCATACGCAACCCTTCATGT 257

Ad02A12061 Aradu.A02 12061 p2 (AT)8 16 68542440 68542455 TCGAGCCGGATTTGATAACT TGGGGGACCATTTTGAATTA 278

Ad02A12062 Aradu.A02 12062 p2 (TG)6 12 68543379 68543390 GGTGAATTTGTCGAAAAGAATG CCATTACCTCCTTCACTTTTCC 128

Ad02A12063 Aradu.A02 12063 p2 (TA)14 28 68548958 68548985 ACCAGTTTTCTCGTGCTGCT CCTGGCCTCTTCATATTCCA 200

Ad02A12064 Aradu.A02 12064 p3 (TAA)5 15 68549707 68549721 GATCTCTCATGCCTCCGTTT ACGTGAATGGGTAACAAAGATT 279

Ad02A12065 Aradu.A02 12065 p4 (TAAA)5 20 68554423 68554442 TTGGCTCCCTAGCACTATCC TGGACTTGTTGACCGTGGTA 171

Ad02A12069 Aradu.A02 12069 p2 (AG)11 22 68566931 68566952 CGATCCAAGCCTGAATTGAT CTTCTTCGGTGAAAGGCTTG 162

Ad02A12070 Aradu.A02 12070 p2 (TA)10 20 68571499 68571518 GGCCTGACATGACCTGTTTT AGCAACGTGGATGCCTATTC 247

Ad02A12073 Aradu.A02 12073 c (ATA)5aaatgagtagaagtacatgcacattaaaattattcatatgaatacttagcaaacacac(AT)685 68577284 68577368 CCGCAAGGCAAATATCTTCA CCTTGAAAAAGGATGACAAAGG 280

Ad02A12076 Aradu.A02 12076 p2 (TC)6 12 68579781 68579792 ACCGTGACCAACCTCTATCG GGGACAATAGAACCGGTGAA 258

Ad02A12079 Aradu.A02 12079 p3 (TTC)5 15 68584824 68584838 TCCTGATTTGCTTCCGTTTC GCTGGTCCCAAACTTGGATA 274

Ad02A12081 Aradu.A02 12081 p3 (GAT)5 15 68598976 68598990 AACTCAAAGGCTCATCATTGG TTTGAGGAAGAAGAAGCTCCA 220

Ad02A12082 Aradu.A02 12082 p3 (GAA)5 15 68608624 68608638 ACAGTGGTTCGCAGCTTCTT CAACACCGCAATGATCAAAC 172

Ad02A12085 Aradu.A02 12085 p3 (AGA)5 15 68629710 68629724 AAAAACGACGATGACATGAAAA TGGTTCAAACCCAACAAAAA 148

Ad02A12086 Aradu.A02 12086 c (CAC)6aattac(CAT)10caagataattaa(CAT)581 68632544 68632624 CGCCTCTCAGTTTCCTTCAC GAGGGATCGTGTTCCAAAAG 261

Ad02A12088 Aradu.A02 12088 p2 (AT)10 20 68635123 68635142 TGATTCTTTTGTCAACAATCAATAAT TTCTGGAAGAATATTATCATCAACTC 265

Ad02A12091 Aradu.A02 12091 c (A)11taggaatcaatatatgcgtacgatatgaatattgaaaatgtttatgcttttgaagactactcatgttaac(T)1192 68656013 68656104 CAATATTGGGATGTGTGTGCAT AAGTGATCAGGTGAAGTTTAGATTTTT 250

Ad02A12093 Aradu.A02 12093 p3 (ATA)5 15 68660478 68660492 CAAAATACACGCATGCACACT TTGCCTTGGTGGGATATGAT 208

Ad02A12096 Aradu.A02 12096 p2 (CT)6 12 68670838 68670849 TTTTTGAAAATTCCTCACCTTTTT CAGAGGAGAAGAGAGGGTTCG 251

Ad02A12097 Aradu.A02 12097 p2 (GA)6 12 68681619 68681630 ATGGTGATGCCAAAGAGGAG AAAATTTGGCTTGAACACGG 273

Ad02A12099 Aradu.A02 12099 p3 (AAC)5 15 68697076 68697090 TTCAAGCCATTGCTTAGCCT CGGTGGAAGTCCTCAAGAAG 154

Ad02A12100 Aradu.A02 12100 p2 (CT)20 40 68701906 68701945 CCAACCAACATCCTTGTTCC TGCTTGGAATTGAACTGTGA 250
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Ad02A12101 Aradu.A02 12101 c (TA)7a(AG)6 27 68718058 68718084 GCGACACAACTCAAGCAATG ACAATGCGTTACCGTTGGAT 168

Ad02A12105 Aradu.A02 12105 p2 (AT)11 22 68734028 68734049 GGATGTTTGAGTCCTCTTTAATGG CGCCGTTAATGAAAAATTGG 259

Ad02A12106 Aradu.A02 12106 c (T)10cgaaatttttttttcttc(T)1139 68738430 68738468 TAAGCACCCTCTTGTTGCCT TGGCTCTTGAAAGAATGAGGA 196

Ad02A12107 Aradu.A02 12107 c (T)10c(T)11 22 68748701 68748722 CCATGATGGACAAAAGGGAA GATTCAGTTTTCAATTTGCTTTGA 170

Ad02A12110 Aradu.A02 12110 p2 (GA)7 14 68766342 68766355 TCATTCGGCTACCAACCTTC TAGCGAGAAGGGACTTGCAT 264

Ad02A12112 Aradu.A02 12112 p3 (TAA)6 18 68770303 68770320 TGAAAAATTAGCCGTCAATGG TGCTGATGCAACTCATGTCA 244

Ad02A12115 Aradu.A02 12115 p3 (TAT)5 15 68787371 68787385 GACACAATATAGCAAAACCTGAGAAA GCTTTGATATTGGACCCGAA 153

Ad02A12121 Aradu.A02 12121 c (A)10gtcactcacataaaggcatctaaa(T)1145 68805373 68805417 CAGATGAAGAACTTGGGCGT TTTTCGATGTCTGATCTAATTTTGAC 264

Ad02A12124 Aradu.A02 12124 p2 (TC)21 42 68818193 68818234 CAGATCCGCATTTTTCCAAT GAGGAATGTGCTTCTTGCCT 233

Ad02A12128 Aradu.A02 12128 p3 (CTT)5 15 68845026 68845040 GCACCTAACCACCACAACCT CCACAGCTGCAGCAAAATAA 232

Ad02A12131 Aradu.A02 12131 p3 (AGA)5 15 68857708 68857722 TCATGGGAGAAAGATGAAAACA GAGATGCAAGTTTGCTCAAGG 268

Ad02A12132 Aradu.A02 12132 p2 (AT)11 22 68870071 68870092 TCGTCGACATTTCGAGTGTAA GGCTCTACGAGAATGAACTGC 218

Ad02A12133 Aradu.A02 12133 c (ATAC)5(AT)11 42 68893549 68893590 CGTTATTTTTCTGTGCGCTG GCATAGTCAGTCCGTCCCTC 268

Ad02A12134 Aradu.A02 12134 p3 (TAA)5 15 68907194 68907208 TGTTAGCATCCGAATTTTTCA TCATTTGAGTTTGGATCAATTAAGA 208

Ad02A12138 Aradu.A02 12138 c (T)11(G)17 28 68927157 68927184 TTTGGTTTTTCCTTGATGGG GTCCTCGATCCAAGTTTCCA 274

Ad02A12141 Aradu.A02 12141 p2 (AT)7 14 68932801 68932814 AACACTAAAATTGATACTTGTATGGC TGGGGAATACCATTTGGGT 252

Ad02A12143 Aradu.A02 12143 p2 (AG)6 12 68934873 68934884 TCGTCCGAATACTGGGTAGG TGACCCACATGAAAACGGTA 260

Ad02A12146 Aradu.A02 12146 p2 (TA)6 12 68946728 68946739 GGCACTGCAACACAAGGTTA CGGGCCGAGACTAGTTGATA 232

Ad02A12148 Aradu.A02 12148 p2 (AT)6 12 68953641 68953652 TTCTCAACCATTCCAAGCCT TGTGTAAATTGGGCCAGAGG 208

Ad02A12150 Aradu.A02 12150 c (AC)70(AT)7 154 68962719 68962872 AGTCTGCAAAGTCAAGGTTGG TATGGAGAGGCAGGGTTTTG 230

Ad02A12153 Aradu.A02 12153 p3 (TTG)8 24 68972990 68973013 TTGACTCCGTCCCAATTCTC TATCTTGCCGCCACCATATT 260

Ad02A12154 Aradu.A02 12154 p2 (AG)6 12 68973269 68973280 GTGTGGTGGGCTTGAGAGAT GCTGACAATAATGACCGCAA 205

Ad02A12155 Aradu.A02 12155 p2 (TA)7 14 68974109 68974122 TGTTTAAGCGAACGAGTAAGATGA CCCTCTAAAGAAATGCTGAAACTC 280

Ad02A12163 Aradu.A02 12163 p2 (AT)6 12 68997750 68997761 CAACCAAAAGGAAGAAGCGA TGCACATAAAAGATTAGGTTTCG 251

Ad02A12164 Aradu.A02 12164 p2 (CT)7 14 68999614 68999627 TCATCCCAAGCATTGTCTCA GAGACTGTGAGCGACGAACA 153

Ad02A12165 Aradu.A02 12165 p2 (TA)7 14 69000189 69000202 CTCTTACTTTGCAAGGGCCA AGTTGACGGAGTCAAGGACC 194

Ad02A12166 Aradu.A02 12166 p3 (CTT)5 15 69009891 69009905 GAGTGGTCCCCACATGATTC AAAGCGTAAAAGTGCGGAGA 194

Ad02A12167 Aradu.A02 12167 p2 (TA)6 12 69011119 69011130 GCAGGTCACAGCACTCCTTT ACAATTTGCCGATCGTTCAT 213

Ad02A12175 Aradu.A02 12175 p2 (GT)6 12 69041833 69041844 AACTCGCTTGGAATTGTGCT AAAGTTGGGCTGGAATTGTG 222

Ad02A12177 Aradu.A02 12177 p3 (AAG)5 15 69051366 69051380 TGGCTCTTGAAAGAATGAGGA TCCCCAATTAGAGGTGTCCA 214

Ad02A12178 Aradu.A02 12178 p3 (TAC)61 183 69056490 69056672 TTTAAAATCAAGAAGCCATCCA TCTTGGCCCAGTAAGCAATC 268

Ad02A12190 Aradu.A02 12190 p2 (AT)7 14 69108022 69108035 CTCCAAACCCTATCCACGAA AAAAGCAAGCGGATTTGTGA 277

Ad02A12196 Aradu.A02 12196 p2 (TA)8 16 69126794 69126809 CCTTCAAGGTTCCATCCAAA CGGGTTTCAACTATTCGAGG 251

Ad02A12201 Aradu.A02 12201 p2 (AC)10 20 69177184 69177203 TTGGGTTAAAATAGGTTTTCAATTA TTGGTGAGGGTGAGTAAGGG 162
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Ad02A12203 Aradu.A02 12203 c (T)10aaaaaaagaaagttctcttctcacttgcagcaacatagctttataaattaaaaatg(A)1076 69188087 69188162 CAAATCTTAAGGATTAAAATCGTAACT TTTGAATGCTAGCCCGAATC 242

Ad02A12206 Aradu.A02 12206 c (A)10gagtttttttctccccttccattttcttttgcttatcacattcacatacttctactcttcccattttcatttagtttttgtagcatgttttcg(T)10113 69202201 69202313 ATACCCATCGACGCGTAAAC CAGGTCACAAAGCACCAAGA 270

Ad02A12208 Aradu.A02 12208 p3 (CAA)5 15 69208490 69208504 ACCGCTGAGAAAGGAAGTCA TCTTAGGACAATTTGCGGCT 271

Ad02A12209 Aradu.A02 12209 p3 (AAT)5 15 69258695 69258709 AATCGAACCCGTCTCTGATG AGGTGCTGGTGATCCAAAAC 171

Ad02A12214 Aradu.A02 12214 c* (AAT)9(T)10* 36 69282665 69282700 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 268

Ad02A12216 Aradu.A02 12216 p3 (TAT)7 21 69294155 69294175 AGGAGGCACTTTCTCCCTTT GGTTTCACATTCAGGTGTGG 276

Ad02A12221 Aradu.A02 12221 p3 (TGA)5 15 69320424 69320438 TGGGTTTTCTGAGGTTGAGG TCTTTCAAATTGCATGGCTG 210

Ad02A12233 Aradu.A02 12233 p2 (TC)13 26 69357881 69357906 GCTTCAAATTCTCAAACTTTCCA TACTCGCCGGTTCAGTTCTT 275

Ad02A12234 Aradu.A02 12234 p2 (CT)7 14 69358201 69358214 AGAACTGAACCGGCGAGTAA TACGCATCAGAGGTCCAACA 167

Ad02A12241 Aradu.A02 12241 p3 (AAT)19 57 69379122 69379178 TGATCAGAATGCCCATGAAA TGAGCTTGGACCTCACAAAA 172

Ad02A12242 Aradu.A02 12242 p5 (AAGAT)5 25 69384184 69384208 AGGCGGTTCCCCTAAAGATA TGTCCGACTTGTTGGACTTG 255

Ad02A12243 Aradu.A02 12243 p5 (AAGAT)5 25 69390221 69390245 AGATAAAGGCGGTTCCCCTA CCTGGGTGCTCCAGTGTATT 126

Ad02A12244 Aradu.A02 12244 p2 (AG)7 14 69393246 69393259 TTTGGTTTTTCAACTAATCAAACA CTCCGTCTCCAGTCGATGAT 210

Ad02A12254 Aradu.A02 12254 p2 (AT)6 12 69431640 69431651 TTTGTCCGAAGTACAAATTCTCAA CACTGCCATCTTTGATCCCT 272

Ad02A12255 Aradu.A02 12255 p2 (TA)9 18 69445089 69445106 TGTTTCCCTTGCCTTTAACTTT GCTGCGCCACTCTGATAACT 244

Ad02A12256 Aradu.A02 12256 p3 (TAC)5 15 69462009 69462023 GAACAAAAAGTATTTCCACCACA CCACTTCCCAAAACACAGGT 278

Ad02A12257 Aradu.A02 12257 p3 (AAG)6 18 69472101 69472118 CTAGAGGATTCTCCGGCCTT CACTTTGGCCGAACCTACAT 177

Ad02A12262 Aradu.A02 12262 p2 (AG)6 12 69512725 69512736 ATAGGTGAGGGGTTTTTGGG GAAATAGGCATCAAGCTGGC 234

Ad02A12264 Aradu.A02 12264 p2 (TA)7 14 69520991 69521004 CGTGAAAGCCTCCAATGAAT GGTCCATAAACCGAATGTTCA 223

Ad02A12268 Aradu.A02 12268 p3 (AGA)6 18 69554042 69554059 AGGATTCTCCGGCCTTATGT ACAACCCCCTCTTCTTCACC 186

Ad02A12271 Aradu.A02 12271 c (TC)6ctctctttttggctttttcttttt(TC)648 69565173 69565220 CATATACACCACTGCCACGC TCTTTTTCCCTCTTCTCTCCAA 202

Ad02A12273 Aradu.A02 12273 c (GA)7ggggagggagagaaggagagagaaaagaaaaagagagaagg(GA)667 69566096 69566162 GGAGAGAGAGGAAAAGGAAAAA CTCTCCGCTCTCCCTTCTTT 227

Ad02A12274 Aradu.A02 12274 p2 (TA)6 12 69575341 69575352 TCAACAATAGCAACCCAAACA AGGGCTAGCAAAGGGAAAAG 256

Ad02A12275 Aradu.A02 12275 p2 (TA)8 16 69580176 69580191 CTACACTCCTTGTTGGGCGT CTGAAGCAAGATGGCTAGGG 244

Ad02A12276 Aradu.A02 12276 p2 (TA)6 12 69581173 69581184 AAAGGGATTGGAGTATTCGACA AAGGAACTGCAAGCAGGGTA 242

Ad02A12277 Aradu.A02 12277 p3 (AGA)26 78 69591093 69591170 GACGACCCCAGAGTTCTTCT TTTTATTTCTCTCTCTCCTTTTTCG 277

Ad02A12279 Aradu.A02 12279 c (ATT)6ttttctttctctcttttttttcgcatatactc(T)1060 69605046 69605105 TCCCCAATTAGAGGTGTCCA TCATGAATGTGGGCTCTTGA 261

Ad02A12280 Aradu.A02 12280 p3 (TAC)5 15 69615872 69615886 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 237

Ad02A12282 Aradu.A02 12282 p2 (AT)11 22 69639306 69639327 CATCAAATTCGTCTCAATTTTCA GAAGAATTATTACATGTTGAGGGACA 220

Ad02A12283 Aradu.A02 12283 p2 (TC)13 26 69641452 69641477 TTCCTTCACAGCTCATGTCG CAGATAAAACTGCAACGGCA 208

Ad02A12287 Aradu.A02 12287 p2 (TG)19 38 69673484 69673521 ATCCCGCTTATCTGAACACG GTCTATCCCTCAGGCTCACG 271

Ad02A12288 Aradu.A02 12288 p2 (AG)10 20 69675526 69675545 TAAACAAGTGGTGGTGCTGG AAAATGCCAAAACCCATCAA 275

Ad02A12291 Aradu.A02 12291 p2 (AC)17 34 69692251 69692284 GCCGCAAAGGCTTCATAGTA TTGGGTTTCCAGACTATGGG 172

Ad02A12296 Aradu.A02 12296 p3 (TTC)6 18 69743223 69743240 TTTTATTTCTCTCTCTCCTTTTTCG CCACTGCTACTACCCAGGGA 263
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Ad02A12300 Aradu.A02 12300 p2 (TA)7 14 69759711 69759724 GGATAAAAGTGGGGTTCCGT TGGGCTAATATTTATTTGGGCT 269

Ad02A12303 Aradu.A02 12303 p2 (TA)6 12 69764560 69764571 ACAAATAAGCTCGTGGCACC CCAATTTCTGACATCATATATAAACCA 264

Ad02A12309 Aradu.A02 12309 p2 (TA)6 12 69777727 69777738 TCGGTTGAACCCTCAATACC ATTTTGGTTGTTGGAGCCAC 199

Ad02A12314 Aradu.A02 12314 p3 (TTG)5 15 69786893 69786907 GTTGAATACCTTGATCGCCC TCGTAACTCGATTTCAATTTGG 220

Ad02A12315 Aradu.A02 12315 p3 (TAA)7 21 69789072 69789092 AATCCACTACCCTGCGAATG CAACCTCCCATTCTCTAAGCC 166

Ad02A12316 Aradu.A02 12316 p2 (TG)15 30 69803859 69803888 CTGAGCTCCTGAAGCGAAGT GAAGTGAAGGCTGGTCGAAG 207

Ad02A12317 Aradu.A02 12317 c (T)11gcttttcttgcttttccataaccattgatggcacctaaggccagagaaacctc(A)1175 69829687 69829761 ACATGGCCAAAACACAAACA CTCCCATGACTCAGAGGTGG 253

Ad02A12318 Aradu.A02 12318 p5 (AAAAT)7 35 69830495 69830529 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 170

Ad02A12319 Aradu.A02 12319 p2 (TG)17 34 69835451 69835484 CTGAGCTCCTGAAGCGAAGT GGAATGCTCTGAAAACGGAA 272

Ad02A12325 Aradu.A02 12325 p2 (TA)6 12 69850497 69850508 GGATTTGTTCGGCTCGATAA GGTGGTGTGTAAACTCTCCCA 219

Ad02A12331 Aradu.A02 12331 p4 (AAAT)6 24 69873895 69873918 TTTTCCAGGCATAGATCACCT TTTACTGCTTAAACAAGACAAGACAA 277

Ad02A12336 Aradu.A02 12336 p2 (AG)8 16 69882966 69882981 ACCCATAAACTTTGCGAACG GCAGAAAGGTGGTGAGGAAG 278

Ad02A12341 Aradu.A02 12341 p3 (CTG)5 15 69908437 69908451 TTCCCAAGAAAAATGCATCC ATGGACGAAATTGATCCGAA 175

Ad02A12342 Aradu.A02 12342 p2 (AG)7 14 69909714 69909727 AGGAAGTGAGACCAGAGGCA CGAAATACGGACACACTCCA 278

Ad02A12344 Aradu.A02 12344 p2 (TA)8 16 69928612 69928627 TTTGGACACACCTAAATACCGTT GGGACACACGAACACACAAA 276

Ad02A12345 Aradu.A02 12345 p3 (CTC)5 15 69928814 69928828 CGTGTCAGTATCCGTGCATC TTCATTATCCTCAACAACGAGA 210

Ad02A12346 Aradu.A02 12346 p3 (CTT)5 15 69929097 69929111 TCTTCTTCTCCTTTCTCCTCATC TTGCGAAATTTTCAATTAGGTTC 229

Ad02A12349 Aradu.A02 12349 p2 (CT)6 12 69933260 69933271 GCCGTCACTCTTCTCCTCAC GTACATTCGCACTTCGCAGA 163

Ad02A12351 Aradu.A02 12351 p2 (TC)13 26 69936171 69936196 CCCTTGACGCTGTCTAGTCC CATCCTCTCTCACGCAAACA 271

Ad02A12356 Aradu.A02 12356 c (A)14cagaaaatcttgtttttatttagactaaaatctattttctgttttttgtgttctgtaaccaaaac(A)1392 69941522 69941613 TCTTGCAAATTCAGTGTGTCA TTTTCTCCCGGAAACAAGTAAA 234

Ad02A12357 Aradu.A02 12357 c (A)13ttacttgtttctgcttcacttattattgtttatcatcagttttttcttgatttttcatcttgaacaagctcaaatccg(A)12103 69941808 69941910 TTTCCGGGAGAAAAGTTAATTG TGAAATTCTCTGTCCGATCCA 273

Ad02A12359 Aradu.A02 12359 p2 (TG)6 12 69948803 69948814 GCTCTTCACAAGGAATGCGT CTAAAACGGCTAACGGGTTG 240

Ad02A12361 Aradu.A02 12361 p2 (TA)6 12 69959034 69959045 CATAATTCGTACAAAGGATGGAA GCTGGAAAAACTCTCCACCA 256

Ad02A12369 Aradu.A02 12369 p3 (TAC)5 15 70042370 70042384 AACAAAAAGTATTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 270

Ad02A12370 Aradu.A02 12370 p2 (AT)6 12 70049556 70049567 ATGATGGAGCAAGGGAGATG TTTTTCAATTCTTATCCTTTTACGTTT 152

Ad02A12371 Aradu.A02 12371 c (T)11cgaaaaaaaaattgaaattaaaatctaaaattttatgt(A)1059 70049749 70049807 TGTTGATTTAAAGAAAATGGAATAAG TCCTTGGTATTTTCCCTCCA 274

Ad02A12372 Aradu.A02 12372 p2 (AG)6 12 70065007 70065018 GTCCGGCTGAAAGTGGTTTA TTTGAGGGTTTACCTGGTGC 129

Ad02A12374 Aradu.A02 12374 p3 (ATC)5 15 70092469 70092483 TCAAAATCGTCCCTGACCTT GTGTAATGGTGGCAGTGGTG 205

Ad02A12375 Aradu.A02 12375 p3 (CAA)5 15 70092714 70092728 CACCACTGCCACCATTACAC TTGGATCTGAAGTTGCGATG 275

Ad02A12376 Aradu.A02 12376 p2 (GA)9 18 70101092 70101109 GTTGCCCTAATGCATGATCC CCTTGCTAGAGTGGCGTGTA 206

Ad02A12378 Aradu.A02 12378 p3 (TTC)6 18 70141120 70141137 TTCTTGGCCGAATACACCTC AATGGTCTTGATGGGCTTTG 256

Ad02A12379 Aradu.A02 12379 p5 (TTATC)5 25 70146668 70146692 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192

Ad02A12381 Aradu.A02 12381 p2 (CT)6 12 70157496 70157507 CAGAAAAGGGCAAGAAGCTG ATAGGTGAAGGGTTTTGGGG 239

Ad02A12382 Aradu.A02 12382 p5 (TTATC)5 25 70176028 70176052 GGTGGTGCTGATTCCTTTGT AGAGATAAAGGCGGTTCCGT 246
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Ad02A12384 Aradu.A02 12384 p2 (TA)15 30 70194630 70194659 TGCCGTTAATTGCACATCAT AAAGATTTATGATGCACGAACATT 266

Ad02A12390 Aradu.A02 12390 p2 (TA)7 14 70221887 70221900 CTTTGGGTTTCCTTTGGGAT CGCAACTCAAAAGCGTAACA 196

Ad02A12391 Aradu.A02 12391 p2 (AC)6 12 70226964 70226975 GGCCCTTGGCCTAACTAAAC AGCTGGAAATTCGAAGAGCA 270

Ad02A12394 Aradu.A02 12394 p3 (AAT)20 60 70260073 70260132 GACTTCAAAATAAGGTTACGGCA CTCCTCTTCCCATGGTGTGT 204

Ad02A12397 Aradu.A02 12397 p3 (TAA)5 15 70266494 70266508 GCAACGTGGCTTGATTCTAA CATTACATTCATTTGGCGGA 186

Ad02A12401 Aradu.A02 12401 p2 (AT)7 14 70283772 70283785 CTTGCTTTGATGGGAGGTGT GATTCAGTTCTCAGTTTGCTTTGA 276

Ad02A12402 Aradu.A02 12402 p2 (AG)6 12 70297011 70297022 GCCCGGAGAACACAGATTAG CCAATTGGGCAACATAAACC 269

Ad02A12405 Aradu.A02 12405 p2 (TC)7 14 70310268 70310281 TGGGCTATTTCTGACCCAGT AAACCTGGGATCGAGAGTCA 231

Ad02A12406 Aradu.A02 12406 p2 (TA)14 28 70314158 70314185 AGTACGGCTCTCAAGGTGGA TTGGAGGCTGAGAATTTTGG 273

Ad02A12407 Aradu.A02 12407 p2 (AT)6 12 70339508 70339519 CCATGATGGAGAAAGGGAAT TTGGTGTCATTTTGTTGTTTTTC 275

Ad02A12408 Aradu.A02 12408 p2 (AT)8 16 70349286 70349301 GCGATATACGGACAAGGCAT TACAGGTCCAGGTGCTCAGA 238

Ad02A12416 Aradu.A02 12416 p2 (AG)17 34 70375462 70375495 AAATGGTGGCTTGGGATATG CTTCATCCCTCACATGCTCA 189

Ad02A12417 Aradu.A02 12417 p2 (AC)7 14 70376720 70376733 GACCTTGTCGTGCTGGAAAT TGAGTATGTGTGTGTGGGGG 186

Ad02A12418 Aradu.A02 12418 p4 (TTGA)5 20 70377171 70377190 CAACAGAAGAGAATGCAAGGG ATTTCATGCACCAGGACACA 215

Ad02A12424 Aradu.A02 12424 p2 (AT)6 12 70435565 70435576 GCGAAGATCCTTTGTTCTCG GCGAAGATAACCGGTCTGAG 213

Ad02A12428 Aradu.A02 12428 p4 (TTAT)5 20 70485569 70485588 AAGGATGGTGAATATAGAAGGCTC GTGTGATTGCAATTTCGTGC 223

Ad02A12429 Aradu.A02 12429 c (T)10cgaaa(T)10 25 70487556 70487580 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 211

Ad02A12431 Aradu.A02 12431 p3 (TTC)6 18 70502667 70502684 TTTTGCTATACGCGCCTCTT CCAGATCGAAGAAGAAAACCA 273

Ad02A12436 Aradu.A02 12436 p3 (GGT)6 18 70550639 70550656 TACAGTGGAGAGGGAGTGGG AAATCGTCCCCGATCTTTTT 184

Ad02A12437 Aradu.A02 12437 p3 (AAT)5 15 70554255 70554269 TTCCCAATTCCTAAAAGGCA CTCCGAATGTAAGCCACCAT 218

Ad02A12438 Aradu.A02 12438 p3 (CAT)19 57 70557189 70557245 CGTCTCCTCCTTCCTTTTCA CACATGCGTTTCGAATGAAC 223

Ad02A12440 Aradu.A02 12440 c (T)13ctctatttgtgcacaaacaaatctacagagtacttgcttggagggctattattgcaagcctctctctttcttcatgttttg(T)12106 70557828 70557933 TGATGATTGTGACGATGACATA CACAAAGGCGAAGGAATAATG 280

Ad02A12441 Aradu.A02 12441 p3 (ATA)16 48 70558360 70558407 TTCTCCTTCTTTAAATTTGCATCT TTCCAATGAGCAATGATTCG 246

Ad02A12443 Aradu.A02 12443 p2 (AG)24 48 70569196 70569243 CATTGAGTGAGGTGGTCCCT GGTTGAACAAACCCGACAAT 236

Ad02A12446 Aradu.A02 12446 p2 (AG)6 12 70588367 70588378 CGCAGTACTTAGAGCAGGGG GGGTGAAAATTGGTGAAGGA 221

Ad02A12448 Aradu.A02 12448 p2 (AT)6 12 70601062 70601073 CTCGGAGGACTTATGCCAAG AATTCATCCTGCACCACCTC 219

Ad02A12464 Aradu.A02 12464 p2 (GA)6 12 70643227 70643238 TAAAAACCCTACCCGGTTCC GGTCTCCTCTCTCTGCCTGA 270

Ad02A12465 Aradu.A02 12465 p2 (AG)6 12 70648411 70648422 GGAGAATAAGAGAAAAGAGAGAAAAA AAAACATTTGGTGCTAGGATTCA 259

Ad02A12469 Aradu.A02 12469 p2 (AT)8 16 70666882 70666897 TCACTCTATCAAAATTTAGCATCCAT TTGACACAACGGTAGCTTGC 263

Ad02A12470 Aradu.A02 12470 p2 (TA)7 14 70669083 70669096 CCAAAAGAATTTCAAGCCGA CATGGGTGCCACTAAATCAA 256

Ad02A12471 Aradu.A02 12471 p3 (AAT)20 60 70675856 70675915 CTCCCATGTCATCGAGTCCT GGTTTGTTGACACGAAGTTGAA 278

Ad02A12474 Aradu.A02 12474 p2 (AC)6 12 70703770 70703781 ACACCAAAGCGACAATCCTT GACGCTTGCATGCTTTACAA 130

Ad02A12475 Aradu.A02 12475 p3 (TAT)6 18 70713499 70713516 GATCCGCATGTGGTGAGTTA CAGCCTTCTACGCTGGTTTC 208

Ad02A12476 Aradu.A02 12476 p3 (ATT)6 18 70721074 70721091 CACATCTGTACACTAGATGGACCC TGCCAAAATTTAATTCTCATGC 279
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Ad02A12479 Aradu.A02 12479 p3 (TTC)5 15 70723750 70723764 CAAACGCACCTCCTCAATCT TGAAGAATGCGAGCAGAGAA 248

Ad02A12480 Aradu.A02 12480 p3 (TTC)5 15 70724180 70724194 TCGCGCAAATAGGTTCTTCT GCAACTCCACTTAACCGAGC 115

Ad02A12483 Aradu.A02 12483 c (AAT)6aac(AAT)639 70750743 70750781 TCCAGGTTTTGTCCATGTCT AATGAGAATATGAGAAATTTGATGC 268

Ad02A12486 Aradu.A02 12486 p4 (ATTT)5 20 70757192 70757211 GATATATCCGCAAAACACAAAATA TTGGATTGCAAATTTTATGTAGG 260

Ad02A12487 Aradu.A02 12487 c (T)11aaataaatcttaattctaatcacagtttgatatttttttcaaatagtacctaatgatat(TA)682 70759413 70759494 AATCTATTTGATCAAGGAGGAGTAAG ACCCTATCATCGTGCGACAG 249

Ad02A12492 Aradu.A02 12492 p2 (CA)6 12 70812992 70813003 TGTTTCTCCACTCTCACCCC CCTCCTCCACTGACTCTTGC 245

Ad02A12493 Aradu.A02 12493 p3 (AGA)6 18 70829379 70829396 CCCTCGAGCAAAGAAATGAA CCCATAAACCCCACCTACCT 228

Ad02A12494 Aradu.A02 12494 p3 (TGA)6 18 70841759 70841776 AGCCGAAAAAGGTACCCACT GTGGCCAGTTTTCTTTGCTC 220

Ad02A12495 Aradu.A02 12495 p2 (AG)6 12 70851025 70851036 TGCTTGGAGTTGAACTGTGA GTTGCCGCACTCTGATTTCT 275

Ad02A12500 Aradu.A02 12500 p2 (GT)6 12 70882633 70882644 GTGTGTTCTTCCCTTCCCCT CTAAGATTGGACCGAACGGA 155

Ad02A12501 Aradu.A02 12501 p2 (AT)8 16 70888967 70888982 AAAGCCGATTGCGAAGATAA AGGTTTCTCGCTGAGGCATA 270

Ad02A12502 Aradu.A02 12502 p2 (GT)7 14 70891904 70891917 GTGTGTTCTTCCCTTCCCCT ACCAAGATTGGACTGAACGG 158

Ad02A12504 Aradu.A02 12504 p3 (TAA)22 66 70910283 70910348 TGATGGAGAAGAGGGATTGG GCTATTTTTGAAACCGTCGC 264

Ad02A12509 Aradu.A02 12509 c (CTC)5tctctcccccccccnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TC)685 70947921 70948005 CCCCTCTCTCTCTCCCAATC TTCTTGTAGTGGAGGGGAAGAA 245

Ad02A12510 Aradu.A02 12510 p2 (GA)6 12 70949364 70949375 TCGCCGAAAGAAAGAAGAAA GCGTGGACTAACTCAGCCTC 173

Ad02A12512 Aradu.A02 12512 p2 (GA)8 16 70951041 70951056 ATGAGGGTGAGAAAGAGGGG TCTCCCTACTGTCACCGACC 209

Ad02A12514 Aradu.A02 12514 p2 (TA)6 12 70956679 70956690 CCAAAATCGTATCGCTGTTTT CAGACGAGGAAGCTTAGGAAG 280

Ad02A12515 Aradu.A02 12515 p2 (TC)16 32 70961453 70961484 AAAAGGGCTGAGACAGCAAA GAAGGGCCAATAGAGGGAGA 279

Ad02A12516 Aradu.A02 12516 p2 (AT)6 12 70965535 70965546 TTGCCAACGAGGACTAGCTT TCATTCCAAAATCCAAAAGGA 248

Ad02A12517 Aradu.A02 12517 c (A)11caat(A)21 36 70965781 70965816 TCCTTTTGGATTTTGGAATGA GAGAATGTCTGGTGCTGCAA 276

Ad02A12518 Aradu.A02 12518 p2 (TA)7 14 70972801 70972814 CCCTTAGCTCTCGGGACTTT CCGGTCCGAGCATAGAAGTA 203

Ad02A12519 Aradu.A02 12519 p2 (TA)7 14 70985753 70985766 TCTAGTCAGCCTTGCTTCGC CAATAATCACATCGCACTCAAAA 137

Ad02A12521 Aradu.A02 12521 c (T)12gacaaattgtcttataacaaaatatgttaacagaaaaattaattatatcagataca(T)11gcattgaagagagaataatttgtcttatagtaatatgttttagatataattatcttataatt(A)10151 70992830 70992980 TGGTCAATTTTGAAAGAGAGGAA AGTTCCTCTGATGCTTTCAATC 242

Ad02A12522 Aradu.A02 12522 p2 (TA)6 12 70996733 70996744 AAAGCCAATAAACCGCTCCT GAGGACTGTCTCTGGGATGC 171

Ad02A12525 Aradu.A02 12525 p2 (AT)7 14 71002504 71002517 TTGGATAGATCCAGCGAGAGA TTGTACAAACGACGGGTTTC 259

Ad02A12529 Aradu.A02 12529 c (AT)16ttgtatttttaataaagttgacc(A)2378 71009820 71009897 CGTTAAACGCCCAGAATGAT AAAAATGGGTGTTTTCATTTTATG 247

Ad02A12532 Aradu.A02 12532 p2 (TA)6 12 71012608 71012619 TTCGTCCATAGACAGAGCCA ATTGTAAGGGGCAAAGACCC 167

Ad02A12533 Aradu.A02 12533 p3 (TTG)12 36 71032337 71032372 AACATCCAGTCAGGAGGGTG CGCATTTGCATAAACCTTACA 256

Ad02A12535 Aradu.A02 12535 p2 (TA)6 12 71039728 71039739 TTGAACCAAACCCCAATGTT TCATTTTGATGCAGTTGGGA 268

Ad02A12536 Aradu.A02 12536 p2 (AT)10 20 71040781 71040800 CCAAATCTCAAATGGAGACCA CACGGAAGGGTAGAATTGACA 277

Ad02A12538 Aradu.A02 12538 p2 (TA)9 18 71042052 71042069 ACCGTGTGAAAATCCGAGTC TTCAAAGATTGCAGTGCTCG 171

Ad02A12551 Aradu.A02 12551 p2 (AT)8 16 71157282 71157297 TGCGGATCTTATCGCTTCTT CTTTGATTTGTCACAGCCCA 260

Ad02A12552 Aradu.A02 12552 p2 (AT)7 14 71161023 71161036 CAAAAATCATTCATTACATGCAAAA CACAGAACAGAGGCCAAAAA 221

Ad02A12553 Aradu.A02 12553 c (T)12ggttttgctttttcttcc(T)1141 71161147 71161187 CAGTTGATTGATTGTGTTGAATTG TTGTTCGGAAATTGGATACG 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A12557 Aradu.A02 12557 c (T)10catacaagtgaattgtatttggttaatctggtgtgaatg(T)1059 71170943 71171001 ATGGAGCAATCAATTTTGGG CCGTTACAGAAACATCCAATCA 274

Ad02A12560 Aradu.A02 12560 p2 (GA)7 14 71173856 71173869 GCATTGACGCGTCGTATAAA GGATCATGTGGAAAGTGCAA 197

Ad02A12564 Aradu.A02 12564 c (T)12accgaaagtccaatttgttacttaacc(A)2362 71191546 71191607 TCAAACCCTCCAATTTGCAT GCTTCCTTTCTCTCCTGCCT 139

Ad02A12567 Aradu.A02 12567 p3 (TAT)19 57 71199995 71200051 CTTCTCTTCACACGCACCAA TTGTAGCAACGGAATTAAATGTG 181

Ad02A12568 Aradu.A02 12568 p2 (TA)8 16 71201205 71201220 AGTCAAAGCTGGCTGGAGAA GAACTCCTGAAGCGAAGTGG 202

Ad02A12574 Aradu.A02 12574 p2 (CT)6 12 71244711 71244722 AGCATGGAGGGAGGAAAACT GGCTGAACCATTTGGAAAAA 205

Ad02A12575 Aradu.A02 12575 p2 (TC)6 12 71254645 71254656 TGAATTAAAGCGCAATCACG TCAGGTTGTGCTCCTCAGTG 280

Ad02A12583 Aradu.A02 12583 p2 (AT)6 12 71262700 71262711 TCATAAAAATAAACATGCACCATTC GGGAACCGTATTCAGTGGAA 279

Ad02A12587 Aradu.A02 12587 p3 (ATT)7 21 71272381 71272401 AACTGGGCTCTTTGTTTTGC ACAAATGGGGTCAAGAGCAC 264

Ad02A12590 Aradu.A02 12590 p3 (AAT)6 18 71288590 71288607 CCCCAAGTTGAATCCTTGGT TTATCCCATGTGCATCGCT 277

Ad02A12593 Aradu.A02 12593 p3 (AGA)6 18 71341768 71341785 TCTAGAGGATTCTCCGGCCT CCCTACATGGCCGAACATAC 266

Ad02A12598 Aradu.A02 12598 p3 (ATA)9 27 71368635 71368661 AACATCCTCAAAAATAAATTATCTCAA TGAAGATTAGCGAGATCAAAAACA 280

Ad02A12599 Aradu.A02 12599 c (CTT)5ttacc(T)12 32 71369505 71369536 GCTTTTGCTATTCCACAGGG TTCACTCTTCAACGCATCCA 267

Ad02A12601 Aradu.A02 12601 p2 (TC)18 36 71385011 71385046 TTTCGAAAATTCCTCACCCTT GAGAGAGAAGAGAAGAGGGTTCG 274

Ad02A12602 Aradu.A02 12602 c (T)12cactttgttttaatttttcttatttatttactttctatattttattagttttattttattcttgtctttaaaaaaaatattt(TAAA)5114 71388433 71388546 TTTCGCTCACGTCCCTTG GCACCATGTAGTAAATAGGAAAGTAAA 280

Ad02A12603 Aradu.A02 12603 p3 (TAA)14 42 71411974 71412015 TGAGGTCAATTGCCAAATGTT ACGCGGGAATGATTATAGCA 278

Ad02A12607 Aradu.A02 12607 p3 (TTA)5 15 71442610 71442624 TCTTGATGCATGTGCTGACA TTGCTTGCTGATCCTATGAGAA 173

Ad02A12608 Aradu.A02 12608 p2 (TA)6 12 71448375 71448386 TTTCAAGGTTGTAATGGGGC ACACAAGTGGGAAAATTGGG 162

Ad02A12613 Aradu.A02 12613 p2 (AT)6 12 71477333 71477344 GCATCCTTGGAAGTTTGCAT CAAATACGTTTTGAACACAACTAAA 233

Ad02A12618 Aradu.A02 12618 p2 (AT)6 12 71494167 71494178 CCCAGTCGTACATCCCCTTA AGAGGTGGCTTCATTTCCAA 109

Ad02A12624 Aradu.A02 12624 p2 (AT)6 12 71519230 71519241 TTGTAACTCTTTGCACGCCA TGGTCATAGGATTATCAAAAAGGA 246

Ad02A12629 Aradu.A02 12629 p3 (TTC)5 15 71522492 71522506 CCTGGTTGTTTGAAAATGCC TTTGGGAGAGAAGGCAGAGA 177

Ad02A12634 Aradu.A02 12634 p2 (GA)9 18 71539897 71539914 AACAAATCATCAGCCGGTTC TCTCCTTCTCCCCCATATCC 260

Ad02A12636 Aradu.A02 12636 p3 (TTC)5 15 71554719 71554733 ACCCCTTTCATTGGGTTAGG TTTCCAAGGCTCAAAGGAGA 180

Ad02A12639 Aradu.A02 12639 p3 (AAT)16 48 71589599 71589646 AAACGTAAGATTAATTTGTTGTCGAA TGAGTGGACATAGTAAACCTTTGA 280

Ad02A12640 Aradu.A02 12640 p2 (TA)6 12 71598639 71598650 CGATTTGAGGGCCTATTTCA GAGCTGCTCAGATTCGGTG 208

Ad02A12644 Aradu.A02 12644 p3 (ATA)5 15 71638981 71638995 GCAGTGAAAAGCTTGCAGAA TTCACTTGACACCTTCACGC 259

Ad02A12647 Aradu.A02 12647 p2 (TC)7 14 71641826 71641839 ATGAACGTTCTCCCCCTTCT CAAAGGTGGACGGGAGAATA 237

Ad02A12652 Aradu.A02 12652 p3 (AGA)5 15 71671393 71671407 TCTTCCATGGCCTTCCATAC ATTAGCAATGTGGAGGTCCG 121

Ad02A12654 Aradu.A02 12654 p2 (TA)6 12 71677114 71677125 GAGCTGCTCAGATTCGGTG CGATTTGAGGGCCTATTTCA 209

Ad02A12656 Aradu.A02 12656 p3 (AAT)7 21 71684602 71684622 ACCTTGCCAACTCCAACAAC AACGGAATGGTATGGTGCTT 248

Ad02A12660 Aradu.A02 12660 c (AAG)5aggaagaggaagaagaacatgcagc(AAG)5gtgcagtgaaaatgtgcagtaacggttgaagaaggagaaagaaaaggcaagaaacgaaagaa(AAG)5aggaagaggaagaagaacatgcagc(AAG)5172 71698563 71698734 GAGAAAGAGAAGGCAAGAAACG CAACAGTTACTGCACGTTTTCA 228

Ad02A12661 Aradu.A02 12661 p2 (TA)9 18 71703868 71703885 CAAAATTAGGCCAGACAAATCA TGTCAAAATTAGGCCAAACAAA 251

Ad02A12666 Aradu.A02 12666 p3 (TTC)5 15 71725873 71725887 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A12668 Aradu.A02 12668 p2 (TA)8 16 71742714 71742729 TCATGCATTATTTATGAGCTAATTG GCTGGTAACATGGAGTTTAACAAA 219

Ad02A12669 Aradu.A02 12669 c (ATT)5tg(TTA)6 35 71743302 71743336 TTGATTAAAACTGCGAATACATACTAA CACATGAATTATCATCATTTCTCAA 151

Ad02A12670 Aradu.A02 12670 p3 (AAT)5 15 71749976 71749990 CACTTTTGTTAGCGGGGAAA ATCGCCAGCTTGTCATTCTT 219

Ad02A12673 Aradu.A02 12673 p2 (AT)9 18 71764195 71764212 GATTAATTACACGACCCGCC TGGCGAAAAATGTAGGAAGG 154

Ad02A12674 Aradu.A02 12674 p2 (AT)7 14 71790711 71790724 CTGCGAAACTAAGGCTGGTC GGAACAGAGGAAAGGCAGAG 195

Ad02A12677 Aradu.A02 12677 p3 (AAT)13 39 71825694 71825732 CTTGAGCGTTGCACTTTTCA TCCGCCAATTTGTAAGTTATCC 266

Ad02A12678 Aradu.A02 12678 p3 (TAC)5 15 71872164 71872178 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 235

Ad02A12682 Aradu.A02 12682 p2 (TA)10 20 71894966 71894985 TTTCTTTCATTTTCAGCGGG TATTGCTCGCTCTGTCCTCA 278

Ad02A12683 Aradu.A02 12683 p2 (TA)7 14 71898697 71898710 TGGGCATAGTGTTCCACACA TTTCATAGGATTTGAGTTTAGGGC 252

Ad02A12686 Aradu.A02 12686 p2 (GT)7 14 71910511 71910524 GAGCTTTTCACAAGGAACGC GGCTAAAAACGCTAACGGGT 247

Ad02A12692 Aradu.A02 12692 p2 (TA)6 12 71935946 71935957 CAGGTCAAAAGGCTCCTCAC GCTAAGGCTAGCCGGAGAAT 229

Ad02A12697 Aradu.A02 12697 p2 (TA)6 12 71979768 71979779 CGCAACACTCCAATCGATAA CTTCGCAACCGGATTTAGAG 114

Ad02A12698 Aradu.A02 12698 p3 (TTA)13 39 72000000 72000038 TTATTTTTCACGCACACCCA TTTAGCTTGCTCAAAGGCGT 174

Ad02A12699 Aradu.A02 12699 p3 (GAA)40 120 72003226 72003345 CAGAAGCAGAAGCAACCAGA GAGGAAAGAACAGGGGAAGG 278

Ad02A12701 Aradu.A02 12701 p2 (TC)24 48 72005975 72006022 AGGCTAAACTCAAACGCGAA GCTCCGACGGTAGTCACATT 179

Ad02A12705 Aradu.A02 12705 p2 (TA)6 12 72038175 72038186 GGTTGTTTTGGAGTGCTCTTG AAGCCTCACCAAAGTCCTCA 216

Ad02A12712 Aradu.A02 12712 c (AC)69(AT)8 154 72140932 72141085 ATTGTGCACCAAAATCACCA GGCTGAGGTAAGACGTGCTC 257

Ad02A12718 Aradu.A02 12718 p3 (GAT)5 15 72175405 72175419 GTCTTTTCTGAGAGCCGCAC CCCTGATCTTCCATGCATCT 157

Ad02A12719 Aradu.A02 12719 p2 (AG)19 38 72175688 72175725 ATGGTTCCAAAACCTGCATC ATAACCCACCACCCTTCACA 208

Ad02A12720 Aradu.A02 12720 p2 (AT)7 14 72177744 72177757 CTCCGGATTTTGTTGCGTAT GAGGAGCATCTGCAAAGAGC 204

Ad02A12722 Aradu.A02 12722 p3 (TAT)5 15 72182221 72182235 GCTTAAAATTGCTAACGCTTCA CGAGACCAGAAGGTTAGAGGG 280

Ad02A12724 Aradu.A02 12724 p2 (AT)8 16 72199600 72199615 AGGGGTTTTCTGTACGGACC AGAAAACTTGCGAGGACAGC 200

Ad02A12725 Aradu.A02 12725 p3 (TAT)6 18 72202869 72202886 TTGATGAGCTTAAAATTGCTAACG ACGACGTGGCTTTTGTTTCT 204

Ad02A12727 Aradu.A02 12727 p3 (TTA)9 27 72213716 72213742 TTACTGGGAATTGGGTCGTT CATCTTCCATGGGTACATCG 229

Ad02A12731 Aradu.A02 12731 p3 (TAA)14 42 72233421 72233462 TGCTTTGTTTTGGAATGAAATG CAATAACATGATTATGCTCACATATCC 264

Ad02A12735 Aradu.A02 12735 c (AC)7at(AG)16 48 72251913 72251960 GGATCGACCCTGACTCACTC TGAAGGCCCGATTCTGTAAT 242

Ad02A12736 Aradu.A02 12736 p3 (GAG)6 18 72293311 72293328 AATTCACCCCATCAAAACCA TTCGGGCACTTCTTCTCAGT 191

Ad02A12740 Aradu.A02 12740 p2 (TA)11 22 72301366 72301387 AAGGGAAACTGATATGGGGG GAGAGGATGAGAGTGACGGC 167

Ad02A12741 Aradu.A02 12741 p3 (ATG)5 15 72301703 72301717 GCTTGTCCATCAGCCTCTTC CAGCAACAACACCCACAATC 142

Ad02A12746 Aradu.A02 12746 c (A)10ttagtatagggacccaatt(A)1039 72326683 72326721 TTTTAATTGGGTCCCTGCAC TTGCAAAATTTTTAATTAGGTCCA 150

Ad02A12747 Aradu.A02 12747 p2 (TC)9 18 72327499 72327516 ACTGTCAAATTAATCCGGCG CAAAGTTGTTGTGGTGGCAG 113

Ad02A12749 Aradu.A02 12749 p2 (AT)8 16 72334787 72334802 ACTTAAGCCCTGAAACTTGCT GACGGGTTATTGTTATAGACCATCTT 259

Ad02A12756 Aradu.A02 12756 c (AT)6aagattttttacttaaataaatg(A)1045 72361703 72361747 TGGACGACAAGGCTTAATGA AAACAAAAATTCGTGCCACA 254

Ad02A12759 Aradu.A02 12759 p3 (TTA)16 48 72376435 72376482 GGAAATTTAAAGCAGTAGCCGA TGATTGTCATCAGTGTAAGCTGG 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A12760 Aradu.A02 12760 c (GA)8t(AG)15 47 72377778 72377824 TTTTGTTGTTATAGGGTTCTTTTGG TCTTGCCACATGCCAGTAAA 270

Ad02A12761 Aradu.A02 12761 p3 (ATA)5 15 72380199 72380213 TGCTCTTGCTGGTTATTGATG CCAAATTCCGTGTCTTATCCA 211

Ad02A12763 Aradu.A02 12763 p2 (TC)7 14 72393844 72393857 AACAGAAAGTTACGTGGGCG TGCTTGTCCTCAAGCAAAGA 273

Ad02A12764 Aradu.A02 12764 p3 (TAG)7 21 72396349 72396369 CGGTGACCAACTAATCACGA TGGGATCGACCCTCACTTAC 237

Ad02A12766 Aradu.A02 12766 p2 (TA)6 12 72415976 72415987 AGCCGGATCTTGAGTCTTGA AAACCATCGCAACTCGAAAG 125

Ad02A12768 Aradu.A02 12768 c (T)11gttttcttttcttccctctttttttcgttttttctctttt(TC)663 72437213 72437275 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 260

Ad02A12769 Aradu.A02 12769 p2 (TA)8 16 72448837 72448852 TAAATGGGACGAAGACGAGG TGTGGTGACTGGTGAAAGGA 182

Ad02A12773 Aradu.A02 12773 p2 (AG)16 32 72497576 72497607 CTGGAAAAGGAAACCACCTG CATTGTGGGAATCACAGCAG 215

Ad02A12774 Aradu.A02 12774 c* (ATA)5(AATA)5* 31 72498786 72498816 AACGCAAGTAGCAACAAGGG ACCGGAGTTCTCGTCTCTCA 257

Ad02A12778 Aradu.A02 12778 p2 (CG)6 12 72526416 72526427 ACATTAAGCTCCTGGCATGG TGTTGGATGAGGGGTAGGAG 201

Ad02A12779 Aradu.A02 12779 p3 (ATA)22 66 72539867 72539932 GCCCTTAAATAAATTTCATTAGCA TTCGTTACACAATTTTTGCGA 241

Ad02A12780 Aradu.A02 12780 p5 (AAATA)5 25 72541998 72542022 GATCACGAATGATGTGGTGG CTTTTGTTGGTCCGGTCTGT 145

Ad02A12782 Aradu.A02 12782 p2 (TC)7 14 72543244 72543257 CCCACCATCCATCTTTCTTG TTCTTGTGTTGGTGGTTGGA 113

Ad02A12786 Aradu.A02 12786 c (TA)7gtcttctttt(TC)10(TA)758 72551688 72551745 TTCTCAAAATGAGATGTCTCGAA GCGCCTGAGAAATTGAGATG 212

Ad02A12787 Aradu.A02 12787 p3 (TTC)11 33 72561526 72561558 CCACTTCTTCCCTTCCCTTC CACCAAGTTTTTGGAGCCAT 235

Ad02A12788 Aradu.A02 12788 p2 (GA)21 42 72565473 72565514 TTTTGAGGTAGGTGGGGTTG CCTAAATGGAGCAGGGATGA 253

Ad02A12790 Aradu.A02 12790 p2 (CT)6 12 72577027 72577038 GTCCATAGAATATCGGGCCA ATGGTGGAGTGAAGCAGGAT 221

Ad02A12791 Aradu.A02 12791 p3 (CTT)6 18 72577508 72577525 GAAAAAGTGCCGCTATCTGG CTCGCGAAGATGGGTAGGTA 247

Ad02A12792 Aradu.A02 12792 c (GAA)9gaggaagag(GAA)7gagaagaagacgaagagaaagag(GAA)698 72578126 72578223 ACACCCAAAATTCGTTGCAT GTTTTCAAAGCGCTACACCC 245

Ad02A12794 Aradu.A02 12794 p2 (TC)6 12 72583204 72583215 ATTCCCATGCGCACTAGTTT ATTTATGAGAAGGGCGCAAA 130

Ad02A12795 Aradu.A02 12795 c (TCT)5tgctgcacattcttcttcctcttcctcc(TCT)764 72588796 72588859 TTCTTCAACCGTTACTGCACA CCTCCTCATCTTCTGCTGCT 247

Ad02A12796 Aradu.A02 12796 p3 (GAA)19 57 72589459 72589515 TCAGAAACCATGAAAATCGAAA TCACCGTGGATTATGAACGA 200

Ad02A12798 Aradu.A02 12798 p2 (AT)11 22 72590368 72590389 AAAGTGGACCCACACATATCC ATTGGCGACATTTTAGACCG 100

Ad02A12800 Aradu.A02 12800 p3 (TTA)5 15 72608021 72608035 TGGAAATTTTTCCTGTTATCATCA TCTGTTGTCTCCTCACACCG 253

Ad02A12806 Aradu.A02 12806 p2 (AT)6 12 72633364 72633375 CAATCCCTAGTTTCCAGCCC CTCAACTCACCAACAAGCCA 246

Ad02A12815 Aradu.A02 12815 p2 (AT)9 18 72685041 72685058 AAATTAAAAGCGTGTCCCCA TTGTTGAGTGTGTGTCTGCG 162

Ad02A12816 Aradu.A02 12816 p3 (TAA)7 21 72685810 72685830 TCCCTTAGCTGACTTTGCGT GACGATGACACCACAACGAC 100

Ad02A12818 Aradu.A02 12818 p2 (CT)27 54 72695006 72695059 TCTTCTTCAATGGCAACGTG CCGTCAATGTTTCCCTTTGT 239

Ad02A12820 Aradu.A02 12820 p2 (GA)6 12 72703639 72703650 CACCGCTGTTGTCAGAGAAA GCGGTGAACGGTAGTAGCTC 209

Ad02A12821 Aradu.A02 12821 p2 (AC)6 12 72721338 72721349 TGACCTACTACCCGACCCAG TTTCGCGAGCTCTCTCTCTC 262

Ad02A12822 Aradu.A02 12822 p2 (GA)6 12 72721507 72721518 TTAGGGGAGAGGGGAGAAGA CTTTCTGTTTCCTGCGGTGT 205

Ad02A12823 Aradu.A02 12823 p2 (GA)6 12 72721766 72721777 ACACCGCAGGAAACAGAAAG GGCAATGGAAGCTTTAGCAG 239

Ad02A12827 Aradu.A02 12827 c (A)12gaaaacttaaaatgctaaaatactaagtaattgttattaaaaaaataaatgtatcaatcaatctattaaatttgcatatc(TA)6catatcaagaatctgcatatatatg(TA)6141 72730681 72730821 TTTGGCTATGGGTGCTTTTT TGGATGACATCGTTATAACTGAAAAT 279

Ad02A12832 Aradu.A02 12832 p2 (TA)10 20 72742770 72742789 GTGCCAACCAAAATGACCTC GGGTTTAGGTGTTTGGTGCT 221
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Ad02A12833 Aradu.A02 12833 p2 (CT)8 16 72750250 72750265 GTTGCCGTGCTCTGATTTCT GATTAGAGGAATTGGCTTGGC 261

Ad02A12834 Aradu.A02 12834 p3 (TCT)5 15 72803100 72803114 TACCTCCCCCTCACTCTCCT CTCGGAAGTGGAAGCTTTTG 197

Ad02A12836 Aradu.A02 12836 p2 (GA)9 18 72826249 72826266 GGGAGAAGGAAAGGAGTTCG GTTCCTCTTCTCCCCTCTGC 200

Ad02A12837 Aradu.A02 12837 p3 (TTA)5 15 72832362 72832376 TTTTCCTTGTTCAATTGCCTT TGGTGTGCATAAAAAGAAAAGC 230

Ad02A12846 Aradu.A02 12846 p2 (CT)6 12 72885395 72885406 ATAACCCTAAGGACGCGAGG ATAGCTGAGTGGTGGTTGGG 274

Ad02A12848 Aradu.A02 12848 p2 (TG)6 12 72896907 72896918 GGGGATAAAATTACCCCAATG ATATGTATGGCCAAGCGAGC 226

Ad02A12849 Aradu.A02 12849 p2 (AG)6 12 72898040 72898051 CCAGGGAACATGCAGAGACT CAAATTGGCAACATCAAGCA 249

Ad02A12851 Aradu.A02 12851 c (A)11gtggcg(A)10 27 72918419 72918445 TGGCTCTTGAAAGAATGATGAA ATGCCACAAGCACATGGTTA 280

Ad02A12852 Aradu.A02 12852 p2 (TA)13 26 72926361 72926386 TTTTGCGCTTTTCAAATCCT TGTCGTGTTTGGGAGGTGTA 191

Ad02A12854 Aradu.A02 12854 c (TTCT)7ttttccagcagcagtgatgtgt(TG)662 72935137 72935198 AAAAACAATGCCAAAAAGCG CCCCTTTACCCCAAAAGAAA 176

Ad02A12855 Aradu.A02 12855 p3 (TCA)6 18 72935925 72935942 TGCGTGCTGATAAGTTCTGC GAATGTAAGTTCATCGTCTTCCAA 254

Ad02A12856 Aradu.A02 12856 p3 (TCA)5 15 72936322 72936336 TTTTCGGTGTATGTGTGCTGA TGTTTCTTCATCTTCTTTGTTTGA 219

Ad02A12857 Aradu.A02 12857 p3 (AAG)5 15 72936907 72936921 TCCTTTTCATCTTTTGTTGCTTC TTCCGTGTTCCTCTTCTTCC 262

Ad02A12860 Aradu.A02 12860 p4 (AATT)5 20 72953429 72953448 TTGCCCGAGTTGATCTTTTT GAACCATACATTTCGGTGGC 230

Ad02A12861 Aradu.A02 12861 p3 (TAT)5 15 72955258 72955272 CGTGTCATTCTGCGGATAAA TTGCCAGCAATTCAGAAAGA 188

Ad02A12862 Aradu.A02 12862 p3 (TAA)12 36 72960061 72960096 CCCAAGTTCCCTCAGTGAATA TTCAGTTGAGTCCTTGTGCAT 280

Ad02A12867 Aradu.A02 12867 p2 (AG)6 12 72977222 72977233 CCTCTTCCCACCAAACTCAA GGCTGTTGTGGTGATGATTG 197

Ad02A12868 Aradu.A02 12868 p5 (TTTAT)5 25 72977997 72978021 CGATGAATGGAAGGACTGGT AGATCACCACCACTCCAAGG 279

Ad02A12872 Aradu.A02 12872 p3 (GCC)7 21 73021936 73021956 ACAGGTATCTCCGTCGCAGT GATTTCACCGGAGAGGACAA 276

Ad02A12876 Aradu.A02 12876 p3 (GAT)5 15 73041563 73041577 TGAAACAGCAAAAAGGACCA CCACATTAAGCAAAGCGGAT 147

Ad02A12880 Aradu.A02 12880 p4 (ATTT)5 20 73070570 73070589 GTCATGACAAAAACCACATAATTT GAGACGCATACAGCACCTGA 246

Ad02A12883 Aradu.A02 12883 p2 (CT)9 18 73085454 73085471 ACCCACACACTCATTCCCAT ACGGCAGAACAAGCAAGAGT 177

Ad02A12884 Aradu.A02 12884 p3 (TTG)5 15 73085908 73085922 CGCTTCGAATTTCTCTCTGG CCCCACCTTTCACTCTACCA 278

Ad02A12886 Aradu.A02 12886 p3 (ATT)5 15 73097037 73097051 CTTACCCACACAGCCACCAT AACAATAATAACAATTACAGCCACAT 274

Ad02A12887 Aradu.A02 12887 c (A)11cctatatcaacccaaatattatataaccgtagaaattcacag(A)1063 73100369 73100431 GTCAACCGCCAATGAGTCTT TGTGCTACTGAATTGTCTACGG 266

Ad02A12893 Aradu.A02 12893 p2 (GT)6 12 73121165 73121176 GGTGAGACAAAGCATGAAAATG ACCCGGACTACACCACAAAC 162

Ad02A12895 Aradu.A02 12895 p2 (TC)6 12 73123261 73123272 AACGCTAAAGGTGGCGTAAA GAAGGAGAAGAAGGAGCCGT 171

Ad02A12896 Aradu.A02 12896 p3 (CAA)5 15 73129511 73129525 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad02A12900 Aradu.A02 12900 p3 (TTC)5 15 73146805 73146819 GTGGGCATTGCTTTGATTCT CTTTCCAAGCAACGAGACCT 133

Ad02A12901 Aradu.A02 12901 c (AGA)5aggaggcttggaacatgcaacactaatttcaagatttcccatcttc(ATA)679 73146934 73147012 CCTCGAGGTAGCCTCCTTCT ACTCAATTTCCTCCAAGAAACA 227

Ad02A12902 Aradu.A02 12902 p3 (TCC)9 27 73154116 73154142 CCTTCGATTTGCTATTTCCG CGGAGGAGGAGGAAGAGACT 243

Ad02A12904 Aradu.A02 12904 c (AAT)8ataataat(AATA)552 73174446 73174497 ACCCTGCTTTTCTCCATCCT GCAAATGCAATAAAAGAAAATGG 242

Ad02A12905 Aradu.A02 12905 p3 (ATT)7 21 73183756 73183776 ATCCAACAGGGACAAAGCAC CGCACAACTAACCAGCAAGA 260

Ad02A12906 Aradu.A02 12906 p3 (ATT)5 15 73189607 73189621 TCCAATAGGGACAAAGCACC CTTCGCACAACTAACCAGCA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A12910 Aradu.A02 12910 p3 (ATT)5 15 73215166 73215180 TGGTTATATATTGCTGGCATAGC CAATCTTTGAAACGGTGTCTTT 279

Ad02A12911 Aradu.A02 12911 c (CT)12acccctctcctctcaaca(CTG)557 73222910 73222966 GCAAAATGTAGCGTGGGATT AGAGGCACGACTTGAGGAAA 272

Ad02A12916 Aradu.A02 12916 p3 (TGA)6 18 73260138 73260155 GAATCAATCGTCAATGGCCT CTATTGCCACTTTCATCGCA 258

Ad02A12920 Aradu.A02 12920 p2 (TA)14 28 73287647 73287674 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 224

Ad02A12921 Aradu.A02 12921 p2 (GT)6 12 73289802 73289813 CCCATATGGTCAACCCTCTC CAATGTTTCCCACAAATCCC 192

Ad02A12925 Aradu.A02 12925 p3 (AGA)6 18 73317196 73317213 TGCCATTGATGGTAGTGGAA TAAATGGCCGAACAAACACA 235

Ad02A12926 Aradu.A02 12926 p2 (AT)6 12 73337363 73337374 GGTGACCAAATATTCCAGTACCT TTTTTGAATAATTCTGAACACTTTCTT 278

Ad02A12927 Aradu.A02 12927 p2 (AT)7 14 73342033 73342046 TGATTTTAGGGGAGGTTGGT TGGGTGCAAAATCAAAAGTG 275

Ad02A12933 Aradu.A02 12933 p2 (AT)7 14 73396894 73396907 GATCTAAAGCTTTGTGTAACACCC GGAGCTTTTGAAAGCGAAGA 263

Ad02A12943 Aradu.A02 12943 p3 (ACA)5 15 73449059 73449073 GGAAGGCCGTGTGAAATAAA AACATCCAGTCAGGAGGGTG 250

Ad02A12944 Aradu.A02 12944 p3 (GGC)6 18 73453646 73453663 TCACTTGGGGATCCTGTCTC TTGCATCTGTCGTCGTCTTC 205

Ad02A12945 Aradu.A02 12945 c (TTTC)5tgctgatttctttc(T)1246 73454007 73454052 TCATCCGTGACGTTGTGTTT TTCAGCCGCTACACCTCTTT 278

Ad02A12954 Aradu.A02 12954 p4 (TTTA)5 20 73490591 73490610 GGGCATCTTTAGTGGCATGT CCAAAGCTCCGAATCCATTA 151

Ad02A12958 Aradu.A02 12958 p3 (TTA)5 15 73495606 73495620 GGACGGAGTATGAACAGCGT AGAGATCCAATTGTGGGGAA 258

Ad02A12959 Aradu.A02 12959 p3 (TTA)16 48 73495764 73495811 TGAGTGACGTTGTTGTGATCATT GAATGGCCTCTCATTTCTGC 260

Ad02A12961 Aradu.A02 12961 p2 (AT)9 18 73498703 73498720 TGTGCATTAAAATTAATCATCAAAA TGGAGTCTCTTTTCTCAACACAA 238

Ad02A12962 Aradu.A02 12962 c (TTC)16ttaacgttgttgttgttctccaaccaatgaaattcttcttctcttgatga(TCT)5113 73499174 73499286 TCTTCTTCTCCCAACCAATGA CGACGAGGACAATGATGATG 230

Ad02A12971 Aradu.A02 12971 c (GGT)6(CGT)6 36 73531245 73531280 CTCGCCTCTTGTTCTTCGTC GGTAGCGACGGTGAAACTGT 176

Ad02A12972 Aradu.A02 12972 p3 (TTG)5 15 73531689 73531703 CTCCCTACGTCGCTGCTACT TCCAACAACAACAACAACCAA 279

Ad02A12973 Aradu.A02 12973 p3 (GTT)5 15 73531807 73531821 TTGTTTCTGGATTGTTTTTGGA TGTGCCCTTCTCTCCTTCTT 280

Ad02A12985 Aradu.A02 12985 p3 (ATC)5 15 73600118 73600132 ACTCGCTTACTCTCCCACGA GTGAATTGGTGATGCGTTTG 199

Ad02A12987 Aradu.A02 12987 p2 (AT)6 12 73616684 73616695 CTTACCTCGCGTCGTAAAGC ACTTAAACTCCGCGAGTCGT 246

Ad02A12988 Aradu.A02 12988 c (T)12aatatcctagtatgaaaattcagcttcctttgtgtttgtgatcg(T)1066 73629544 73629609 TGGAACTTGTGTGTGGCAAT TTCCTACCGGAAATGTTTGG 267

Ad02A12989 Aradu.A02 12989 p3 (TTA)5 15 73634241 73634255 GGGAACACATTTGTTTTAGCA TCGAATGTATTGCCCTACATAAA 279

Ad02A12993 Aradu.A02 12993 p2 (AG)10 20 73646402 73646421 AAAGAGAACCAAAGGGGCAT GCTCCTTCTCGCACTGTCTC 274

Ad02A12995 Aradu.A02 12995 p2 (TA)9 18 73653483 73653500 TATTGTTGAGGGTTGGTGGG TGGCCTTCCACATCTTTCTT 112

Ad02A12996 Aradu.A02 12996 p3 (ATA)6 18 73654219 73654236 TTGGCTTGCTTGTCACTGTAA CATCTTTCAAAAACGTTGGACA 221

Ad02A12997 Aradu.A02 12997 p3 (TTA)24 72 73654978 73655049 ATTTAAGCGGTTGAGACCGA GGCCAACCTAACAAGTCCAA 204

Ad02A12998 Aradu.A02 12998 p3 (CTC)6 18 73656872 73656889 AGAGGGTCCAGGAGGCTAAA TTAACCTCCCCAGAAGAGCC 211

Ad02A12999 Aradu.A02 12999 p3 (ATT)17 51 73664159 73664209 ACCTGCAAAGACACTCCGAT CTTGATTGCCTCTCTTTGGG 225

Ad02A13003 Aradu.A02 13003 c (A)12gaaatt(TTA)533 73668503 73668535 GGCACAATTGAGAGTTGGCT AACTCGATTGCCTCTCTGGA 140

Ad02A13006 Aradu.A02 13006 p3 (TAT)7 21 73669678 73669698 TCCAATCCAAATGGAAAATCA TGCTGTCGCTAACAAAATCG 197

Ad02A13007 Aradu.A02 13007 p3 (ATT)19 57 73669952 73670008 CATCGTTTGATGGTGGTTTG TCCTTTTGGATTCCATGAATTT 264

Ad02A13008 Aradu.A02 13008 c* (CATA)6(AT)7* 35 73671009 73671043 TAATAAACGGGACGAGACGG GAAATTCTTCAAGGGCCTCC 232
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Ad02A13011 Aradu.A02 13011 p3 (TTA)6 18 73689937 73689954 TCACACAATTGAAGGTTGGC TGGATTGCCTCTCTCTGGAT 140

Ad02A13014 Aradu.A02 13014 c (AGA)5aa(AAG)7 38 73700664 73700701 GATGGTGAAGGAAGGAATGG AAAGAAAAGGGGGAAGGGTT 269

Ad02A13018 Aradu.A02 13018 c (AG)6aaaatatgcggtggtgtttgggagaagacagagcactgaaactgaaacagagc(AG)779 73717553 73717631 CATTGCATGTTATGGTGGGA CCAACGTACGCTCTCTGTCA 240

Ad02A13019 Aradu.A02 13019 p2 (TA)7 14 73723409 73723422 GGTACTTGTCTTTTATGGACGCA TGAAAGTAATAAAATTCTCAGTTGGTT 253

Ad02A13023 Aradu.A02 13023 c (A)14gaa(AC)6 29 73730718 73730746 GGTTGACAAGTGGGGATGTT GCAAGCTTCCTTGGATTCAC 272

Ad02A13024 Aradu.A02 13024 p2 (TA)9 18 73740523 73740540 GCTTTAAAGTTGTCATTCGAATATTTA AAGTCACCAAAACGAAAGCAA 275

Ad02A13027 Aradu.A02 13027 p3 (GCA)6 18 73747681 73747698 CTGCGAAGGAGAAATGGAAG AATCGTATGGAGATGACGGC 124

Ad02A13029 Aradu.A02 13029 p2 (TA)10 20 73749010 73749029 TGGAGATGGAATGAAGTGACC AGCCTGCTATTGTCATGTCG 244

Ad02A13031 Aradu.A02 13031 p2 (TA)7 14 73775554 73775567 ATCTTCGCAGCTGGATTTTG TCGTAACTCAAAAAGCGCAA 130

Ad02A13033 Aradu.A02 13033 p2 (TA)7 14 73792505 73792518 AAAGAGTTTGGCATTCAAAGATT TTGCTACACAATCCAATCCG 114

Ad02A13035 Aradu.A02 13035 p2 (AT)6 12 73794747 73794758 CCTTTTTCTTTCCAAGGGCT AATAGGCCGGCTTCCATTT 271

Ad02A13036 Aradu.A02 13036 p2 (AT)6 12 73801377 73801388 GGATCCTCGTGTGGGTTATG TCCACAGACAACAACAACAGC 191

Ad02A13039 Aradu.A02 13039 p3 (TAA)5 15 73820367 73820381 TTAATCTTGCGCAACGACAC TTGGATCATCCTCAATGGGT 239

Ad02A13042 Aradu.A02 13042 c (AAC)21aataataata(ATT)588 73828458 73828545 CTCCCATGTCATCGAGTCCT CGATGTTGGTGTTCCACTTG 242

Ad02A13045 Aradu.A02 13045 p3 (ATT)6 18 73830774 73830791 GGTTCTCGGTCAGGTACAGC TAGGGTTGGAGGATACCGTG 277

Ad02A13047 Aradu.A02 13047 p4 (TTAT)5 20 73831167 73831186 CTCCATTTAAGGGTCTGCCA TGACTGTAGAGGGGCAACCT 210

Ad02A13050 Aradu.A02 13050 c (A)11gaaaacaaggaaaaattttaaa(T)1043 73847632 73847674 GAGAGGACGAACGAAAAGGA CGTTGCCGGAGATTAACTGT 275

Ad02A13051 Aradu.A02 13051 p3 (ACA)7 21 73855864 73855884 TCAGGCAAAAATGGAACAACT ACATGACAGAGCACAATGGC 157

Ad02A13055 Aradu.A02 13055 p2 (TA)7 14 73867307 73867320 CGACGGCAGACATGAGTAGA GGTTCGATTTTCGGTTTTGA 206

Ad02A13060 Aradu.A02 13060 c (T)12acttttggtcaaca(T)1137 73872892 73872928 CCAGCAGAGAAAGATGAGCC GGTGGGGTTGAGGGTTAGAA 275

Ad02A13066 Aradu.A02 13066 p2 (AT)7 14 73884652 73884665 GCGCGTACTCGACTCTACCT GAGCTTCAACCCTACCCGAC 258

Ad02A13068 Aradu.A02 13068 c (CCA)5(TCA)6taagaactcagaact(ACC)6ccccacctactgccactccatcaccatccatcacaccaaccaaaactcaaaaaatcaa(CAT)5cctcatcaaaacaaaaacccagaaa(CAT)5caaacaaaaacccaga(ATC)5210 73891970 73892179 ACAACCACCACCACCCAC TTGTTGTTGCTGATTCTGGG 263

Ad02A13069 Aradu.A02 13069 p2 (GA)6 12 73898190 73898201 AGCACTCGCACGAAAGAAAT GTGTCATCCCTCGTCCTCAC 101

Ad02A13071 Aradu.A02 13071 p3 (ATA)10 30 73904422 73904451 GGAGACACGAAGGAAAAGCA TACCCAGCAATGCTTGAACA 273

Ad02A13072 Aradu.A02 13072 p2 (TC)12 24 73908113 73908136 AATGGGGAGTGAGTGAGGTG CTGTCCATGTGATGTTTCGTG 227

Ad02A13075 Aradu.A02 13075 c (T)12gaagcagtaaaatttttttaagtgatatatagaaagcacatacatatacacattacgctgtatggatcatctatgccaccatctatgactttgaaatgtt(A)10122 73911035 73911156 TGCAATTGATGCATAAGTTAGTTG CCAAGCATCTTTTCATTTGGA 240

Ad02A13081 Aradu.A02 13081 c (A)11tcaaatgtaacttaattcataaacacaaatccttttcaaatcccacccaacttcgtttcaaa(T)1083 73948272 73948354 GCGTTTAATGCCAGGATTGT TGAAATGAATTTGAAAAGATAATTGAG 278

Ad02A13089 Aradu.A02 13089 p3 (TTG)6 18 73978339 73978356 ACCTGTTACCCTCCCTCCAG AAGCTCAACCATAAGCGGAA 275

Ad02A13090 Aradu.A02 13090 p3 (TGG)6 18 73978769 73978786 ATGATGCAGATGGTGATGGA TGAGAGACAGAATCGAAAGCG 222

Ad02A13092 Aradu.A02 13092 p4 (TTAT)7 28 73981065 73981092 AACGAAAAAGGGAACTGGCT TAGCAATTGGGGCCTAACAA 238

Ad02A13093 Aradu.A02 13093 p3 (AGG)5 15 73990785 73990799 AGAGGAGGTCCCCAAGTTGT GAGGTCTCAGGCTGGAGTTG 100

Ad02A13094 Aradu.A02 13094 p2 (AT)6 12 73991700 73991711 AGTTCTGCTGCGAAATGGTT AAGTCGGACACAACACTCCC 272

Ad02A13096 Aradu.A02 13096 p3 (TGA)5 15 74002680 74002694 GTGAAGGATGGCAAAATCGT AGGACGAGTTTGAAGAGGCA 204

Ad02A13097 Aradu.A02 13097 p2 (TC)15 30 74011408 74011437 AAGGTTCACCTCATGGCAAC GGCAGCAGATGAGGTAGAGG 204
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Ad02A13098 Aradu.A02 13098 p3 (GAA)12 36 74013142 74013177 GAAGTAGAAGCGGCGAACAC ACGTTTCTGGCGATGTTTCT 159

Ad02A13102 Aradu.A02 13102 p3 (ATA)9 27 74016176 74016202 GTTGGTTGCTTGCACATACG CCAATGTTTAAACTCGGATGC 198

Ad02A13103 Aradu.A02 13103 p3 (TAA)16 48 74020288 74020335 ATTCCATGTATGTCCCCCAA TCAGCACCAGATTTCTGCAC 270

Ad02A13104 Aradu.A02 13104 p2 (AT)8 16 74020886 74020901 AAAAAGTTTCCGGGGACTGA GGATGGTGAGTTACCCCCTT 264

Ad02A13107 Aradu.A02 13107 p2 (AC)6 12 74026307 74026318 CATTCAACAAACCCATGCTG TGCCATCTTCTACCCTCCAA 253

Ad02A13110 Aradu.A02 13110 p3 (CTC)6 18 74034724 74034741 GGCAAAGAAAAACGCTCAAG ACGGCTGAGAAGGAGTTGAA 167

Ad02A13111 Aradu.A02 13111 p2 (AG)6 12 74049293 74049304 AAGCCAAGGAAGGAGAGGAG TCGGCGATAGAAGTTTGGTC 252

Ad02A13114 Aradu.A02 13114 p2 (AG)16 32 74091129 74091160 CATTCTCCAAGTGGGTCCAT AACTGCGGTTGAGAATGCTT 169

Ad02A13118 Aradu.A02 13118 c (A)10c(A)11 22 74100276 74100297 CAAAGGGGGAAATGAAGACA AAGAGAATCCCCTCTTGGGA 133

Ad02A13119 Aradu.A02 13119 p3 (AAG)6 18 74100760 74100777 GTGCACCGTATTGTTGTTGC GTTGGTGAGCTAAACCCGAA 261

Ad02A13120 Aradu.A02 13120 p2 (AT)8 16 74117884 74117899 AAAAAGGCCAAATATTGGAAA GCACGATGGAAACAGCAAT 247

Ad02A13128 Aradu.A02 13128 c (GA)14a(AG)6 41 74137814 74137854 ACCTCAACATGGAGAGAGCG CAACTGTTCGTGCATTCGAC 202

Ad02A13129 Aradu.A02 13129 c (GA)12aaa(AG)8actcttcctccatccttgaaaggtattagaaat(GA)13102 74140611 74140712 TCTCTTCCTCCATCCTTGAAA CTTGTGATGAGGTGACACCAA 220

Ad02A13130 Aradu.A02 13130 p2 (GA)9 18 74145827 74145844 CCTGATGCTCTGATACCATGAA GGGATTGTCAGGAGGAATCA 270

Ad02A13136 Aradu.A02 13136 p3 (ATT)5 15 74160048 74160062 TGCCTTTGTCAAATAAGAGCC CTCCATCGTCGTCATGATTC 239

Ad02A13139 Aradu.A02 13139 p3 (AAT)6 18 74165472 74165489 CAAGCCCATAGTTAAAAGCCA GCCAAGAAGATGGGAAACAA 251

Ad02A13142 Aradu.A02 13142 p3 (AAT)13 39 74169168 74169206 CATGCAGGTGAAGCCATTTA AGGTGGCCTCCAATTGTTTT 270

Ad02A13148 Aradu.A02 13148 c (TAT)7c(ATT)6 40 74180042 74180081 AAACGAGTGCATACCAAAGTACAA TTCCAATTATTTGCTCCCAA 280

Ad02A13154 Aradu.A02 13154 p2 (TA)10 20 74186483 74186502 CCATTAGCGTCAACAAAAATC AAGGCTCTTTCTTTCTTTCTTGAG 280

Ad02A13157 Aradu.A02 13157 c (A)10tattattgaaccatcttcactatatacaaaattccaaatccaac(A)1064 74222977 74223040 TCTGTTAAACATAACAATTTCCCG AAAACATGAAACTAAACAAACCCAA 277

Ad02A13159 Aradu.A02 13159 c (T)14gtgtctcctcttt(TTC)542 74226341 74226382 TGCAAAACATGATACATGTGAAA CGAAGAGAAACACGACGATG 178

Ad02A13160 Aradu.A02 13160 p3 (GAA)6 18 74226514 74226531 CATCGTCGTGTTTCTCTTCG TCCTCCTCATCTTCTGCTGC 148

Ad02A13161 Aradu.A02 13161 p4 (AAAT)10 40 74230265 74230304 AATTATTGAGCTCGTTTTAGACATATT AAATCAAACCGAAATTTGATCTTC 274

Ad02A13168 Aradu.A02 13168 c (A)10ttataatttataagaatgtgacatgaaaaacttacatccaaaaaataac(T)1170 74237613 74237682 ATAAAGTGGGCGAGACTTGG GGAAGCAGTTACTTCCGTGG 200

Ad02A13174 Aradu.A02 13174 p2 (GA)20 40 74271895 74271934 CAAAATTGCCATAGAAAGGAGAA CATGAAGATTCTAGTCCATGCAA 257

Ad02A13175 Aradu.A02 13175 p6 (CATGAG)5 30 74276967 74276996 TCATCCTGCTGGAATTTGAA GTAGCCGTTCAATAGCGGAA 278

Ad02A13178 Aradu.A02 13178 p3 (TTG)5 15 74283533 74283547 ACATGACAGAGCACAATGGC GTGCAGTGCTTGAAGGTGAA 226

Ad02A13179 Aradu.A02 13179 c (T)11actttcatttacttttttcttttttggggctggggaagtgtttttcaa(T)1170 74283724 74283793 TTCACCTTCAAGCACTGCAC TGATGACATGGATAAGAGTGGG 203

Ad02A13180 Aradu.A02 13180 p2 (AG)6 12 74285638 74285649 GACGGTGGAGGCATAGATGT CGGACACAGGTCATCATCAG 204

Ad02A13181 Aradu.A02 13181 p2 (TC)8 16 74288218 74288233 TTTATGATGGGCCGTTGAAT TTTCGTTAGAGTTTCGTGCTGA 239

Ad02A13182 Aradu.A02 13182 p3 (TTA)5 15 74289268 74289282 AAGCATCCTTGAAAAGGGGT TCCTTGCCATTTTTCTTCAAA 255

Ad02A13187 Aradu.A02 13187 p3 (ATG)5 15 74300558 74300572 TTTGCTACAAATGCACAAAAA CTCCTCTTCATCTTCTGCGG 273

Ad02A13188 Aradu.A02 13188 p2 (AT)12 24 74318674 74318697 TGATCATACCACCAAGCTGC AAAGACAATTGTATGTGTGTCTTTACC 256

Ad02A13189 Aradu.A02 13189 p2 (TA)8 16 74327204 74327219 TGATAGTCACAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 233
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Ad02A13190 Aradu.A02 13190 p3 (AAT)6 18 74327399 74327416 CCGAATCACTAATGTCCCATTT TGGGATCATGTATATGTTGGAGA 244

Ad02A13191 Aradu.A02 13191 p2 (AT)7 14 74328345 74328358 CAAAACCGCTCCCAAAAAT TTTTTCCCCTTTCAGGCTTT 276

Ad02A13192 Aradu.A02 13192 p2 (TA)6 12 74356139 74356150 TCCCTTTTGATCACCACACA TTGATTTTGGGAGAGTTGGG 273

Ad02A13195 Aradu.A02 13195 p4 (AATA)7 28 74405663 74405690 CATAACTAGCCCCCGACTCA GAAGCGAAGTAGTGCTTGGG 276

Ad02A13199 Aradu.A02 13199 p3 (TAT)7 21 74420609 74420629 TTCTCCTTTTGCAAATTATTGAGA GAGGCTTTGGACAACACCAT 280

Ad02A13200 Aradu.A02 13200 p3 (AAT)5 15 74422026 74422040 ACAATTTTGCTGGGTTTTGC AAAAAGAGGTGCCACACTGC 264

Ad02A13203 Aradu.A02 13203 c (T)11atttgaccaaggaaaatagtactct(TA)648 74424737 74424784 ACTACGAGCCAGCACAACCT TGCGTGCTATGTCGATTACTG 195

Ad02A13206 Aradu.A02 13206 p2 (AG)8 16 74426773 74426788 GAGCAGAAGCTGTTGCCATA CCAATTGAGATCATGGAGGG 233

Ad02A13210 Aradu.A02 13210 p2 (TC)16 32 74430871 74430902 CCTACCCCTTTACAGCTCCC TGAAACTGCAAGGACAATGC 252

Ad02A13211 Aradu.A02 13211 p2 (TA)9 18 74436578 74436595 TGTCCTTTGGTTGATTGATGA AGGCAGTTGCAGCCATAGTC 216

Ad02A13213 Aradu.A02 13213 p2 (GT)6 12 74460190 74460201 GTGTGTAATTCGAACCCAGC TCATGAATCCACCAATGCAC 126

Ad02A13216 Aradu.A02 13216 c (T)10gaattatcataaaaaaatttttgtttagtttttatatttctttcaaaaatttatgtg(T)1077 74466196 74466272 TCGAGGGCAAAGAAAGAAGA TTTTTAAGAGAACCATATGACGAAAA 277

Ad02A13217 Aradu.A02 13217 p3 (AAC)17 51 74475075 74475125 ATTGAAAGGCGGGAAAGATT TTTCAGGATCCGCTACTGATT 186

Ad02A13218 Aradu.A02 13218 p3 (AGA)6 18 74503873 74503890 CTTGGGTGTCATTGATGGTG ACCCAAAATAGCCGAAACCT 249

Ad02A13220 Aradu.A02 13220 p3 (ATT)8 24 74530015 74530038 TCGTGTATTCGACTCTCGTTTC AAAAGCCATGCCTAACACAAA 202

Ad02A13225 Aradu.A02 13225 p3 (GAG)9 27 74538341 74538367 AGGGTTGAAATGTGAGTGTGG AGGAAAACATCCAATGGCAG 229

Ad02A13229 Aradu.A02 13229 c (TA)7tgaacaatcctgacattaagaataattatatacacagaatacagagtattgtcatatttgattgtgaaattatag(T)12101 74545957 74546057 TCAACAACTCTCCCACTCAAGA CGGAATGAGAATAAGAATGAATGA 187

Ad02A13238 Aradu.A02 13238 p4 (TATG)5 20 74567467 74567486 CGCGTCTGGAATTTCCTAAG AAATTTTGACTCGACCTGCG 248

Ad02A13240 Aradu.A02 13240 p2 (AT)7 14 74572854 74572867 GACTAAACTGGGGCCATGTG AGACATGGGTCAAGCTAGGG 185

Ad02A13244 Aradu.A02 13244 c (T)10ggaaaaaattttgatatttcctcttgacaataaaatgaacaaaaatgattttcctgccagtgaccaattgttattatcatagctttagag(A)10110 74593853 74593962 GAGAGTCAAAATCTTGCCAGG AAAGCCTTTTTGGTTATTGACA 274

Ad02A13248 Aradu.A02 13248 p2 (AT)9 18 74606679 74606696 GGAGACTATGTTCGTCACGG ACAAGAGCCCAACGAACTTG 176

Ad02A13249 Aradu.A02 13249 p3 (TAT)5 15 74627553 74627567 CCTCCGTTGCAGTACCAAAT GCAAGTTATTACATTAATGATACCCCA 241

Ad02A13250 Aradu.A02 13250 p2 (TA)9 18 74629336 74629353 TGCACCTTAAAAGATCAACTTCA TTGAGGTTCACTCGATGCTG 279

Ad02A13251 Aradu.A02 13251 p2 (TA)6 12 74630609 74630620 GCCAATTCTCTCGTGCTGAT CGTGGGATATAGCTGCTTTTG 232

Ad02A13259 Aradu.A02 13259 p3 (TAT)5 15 74690589 74690603 CCTAAATGGATCAGTTGGCCT CGCGAAATAAATAACCTTCCA 276

Ad02A13265 Aradu.A02 13265 p3 (GAC)5 15 74715326 74715340 GGGGTTGTTGAGGACAAAGA AAAAGAAAACACTAGACGCTACGA 246

Ad02A13267 Aradu.A02 13267 c (CT)9ttc(T)12 33 74718941 74718973 GGGAGCTTCTGAGCCTTCTT AGACCCTCTCTCCAACACGA 257

Ad02A13268 Aradu.A02 13268 c (TTA)5cttctactttcaattatcattattattgtta(TTC)664 74719132 74719195 CTCGTGTTGGAGAGAGGGTC GCAAGGGGAAACAAAAACAA 146

Ad02A13270 Aradu.A02 13270 c (A)10gagaaagaaaaagaaaacg(A)1039 74742912 74742950 CTGCTCTCTCCAGGAACCAC AACGATCAATTTGCCATTCA 198

Ad02A13271 Aradu.A02 13271 p2 (CT)6 12 74748463 74748474 ATGCATGCAAGATGAGATGG ATAAAAACCGGATCCAAGCC 279

Ad02A13272 Aradu.A02 13272 p3 (CAC)5 15 74752896 74752910 AGGCTACACCTCCTTCGGTT TGTGCCTGATTAGTCGCTTG 124

Ad02A13278 Aradu.A02 13278 p3 (AAG)5 15 74805994 74806008 AAAGTTTTGCATCGTCACCC ATCCCAAATGTTTAGCGTGC 143

Ad02A13280 Aradu.A02 13280 p3 (AAG)5 15 74810765 74810779 TCATTGTTTTGCGTCATGGT TGGACCCAATTTAATCGCTC 188

Ad02A13282 Aradu.A02 13282 p5 (AAGAT)7 35 74814694 74814728 AAAGGGCCCGAATAGAAGAA CCTGGGTGCTCCACTGTATT 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A13283 Aradu.A02 13283 p5 (AAGAT)6 30 74819779 74819808 TAGAGATAAGGGCGGTTCCC GATGGTGCTGATCCTTCGTC 249

Ad02A13284 Aradu.A02 13284 p2 (AC)10 20 74820186 74820205 ATTAAACCCCAAAATCCCCA TCCTCGATCCCCTTTTCTTT 179

Ad02A13300 Aradu.A02 13300 p3 (TAA)13 39 74867878 74867916 CATCATCTGAATCCCCCAAC CGAACAATGCTTGGATCTGA 101

Ad02A13302 Aradu.A02 13302 p2 (GA)6 12 74899003 74899014 TGAAGCGATGCAAGTTTTTG GGTGATGCCCCTCTTTTACA 210

Ad02A13304 Aradu.A02 13304 p2 (AT)6 12 74915261 74915272 TTTTTATTCAGGCAAATACTAAACAA GGATCGGTATCTCTTTGTTGG 277

Ad02A13306 Aradu.A02 13306 p2 (AG)6 12 74929725 74929736 TCGAAAGCCTAAGTCCTTGC TGCCACCCCTAGTCTCTTTG 189

Ad02A13307 Aradu.A02 13307 p2 (AG)6 12 74930177 74930188 ACACATATTATGGGGGTGCG GGAGAGGTTTCCAGATGGTG 277

Ad02A13308 Aradu.A02 13308 p2 (AG)9 18 74930397 74930414 GGAGTTGCCAAAGGAGTGTC GCAACTCCATCCCCCTTTAT 150

Ad02A13309 Aradu.A02 13309 p3 (TTC)5 15 74942177 74942191 CCTACCCCTCTCTCCACTCC CTAGAGGTTTCTCCGGCCTT 247

Ad02A13312 Aradu.A02 13312 c (A)12gatttaattactctgttggttcctatagttttgtcaaatttttaattaggtccctacactttttttttcttttaattgaatccctaaaccaata(T)10116 74951481 74951596 AAGAGAAAAATTCTAAATGGCTCC CGTTTTTGTTACGGTAAGGACC 203

Ad02A13314 Aradu.A02 13314 p3 (TTC)7 21 74988098 74988118 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 243

Ad02A13316 Aradu.A02 13316 p2 (AT)8 16 74993941 74993956 GGGGCGATTTTACAATACCA CTCACACGTACACGTGACCC 274

Ad02A13317 Aradu.A02 13317 p3 (TAA)5 15 74996811 74996825 ATTTTGTTGGAATTATGTATTTGTGT AAAGACCTTTTTAATGATCGCAA 250

Ad02A13319 Aradu.A02 13319 c* (AT)7(ATA)5* 27 75015573 75015599 CATGCTCACGAACATGTATGC CCCATTTTTCAAGGCTCCTA 280

Ad02A13325 Aradu.A02 13325 p2 (TA)6 12 75066444 75066455 AGCCTTTGTAGAAAAGGGGG AGCCGGATCTTGAGTCTTGA 153

Ad02A13326 Aradu.A02 13326 p2 (TA)8 16 75075123 75075138 CTGGTCCATGTGCTCAGAAG GGTAAACCGTGAAGCCAAAA 255

Ad02A13329 Aradu.A02 13329 p2 (GC)6 12 75094168 75094179 TGGTGTTTGGAAGTGTTGGA GCGCCACTCTCGAAATAAAC 160

Ad02A13330 Aradu.A02 13330 p2 (AG)8 16 75108202 75108217 TTCTTAGCAAAATTTAGTTGGGG CACAGTGTTGATTCGCTGCT 145

Ad02A13333 Aradu.A02 13333 p3 (TTA)5 15 75141784 75141798 TGAAACCGGGTACGTTCATT CATCATCTGAATCCCCCAAC 247

Ad02A13338 Aradu.A02 13338 p2 (AT)6 12 75150158 75150169 TGCAGTAATTTATTGACCAATGC CCAAAAGAGACGTCACAAAAA 280

Ad02A13341 Aradu.A02 13341 p3 (TTC)7 21 75160271 75160291 CCCAACCCCTTATTACACCA GGTTTCTCTCACGACTCGCT 103

Ad02A13342 Aradu.A02 13342 p3 (TCT)5 15 75162193 75162207 TTATTTTTCACGCACACCCA AAGGAGCTCACCACATGTCC 269

Ad02A13344 Aradu.A02 13344 p2 (AC)6 12 75181744 75181755 CTGGAGCTTGGTGTTGGTTT TCCCAGTGGTGTGCTAATGA 249

Ad02A13348 Aradu.A02 13348 p3 (TTA)11 33 75193255 75193287 TCATCATGCCCACCAATTTA GGGGCTCGTTTCATTACAAA 154

Ad02A13351 Aradu.A02 13351 p4 (ATAA)5 20 75195238 75195257 TTCATCTTCAAAGGGGCAAC GTAAGCCAAATCCGAGCTGA 129

Ad02A13352 Aradu.A02 13352 c (A)10g(A)11 22 75195457 75195478 TGGTTCGTTTTGTGATCCTG CTCAGTGAGCCACTGCAAAA 274

Ad02A13353 Aradu.A02 13353 c (T)10cgaacaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)1075 75196046 75196120 TGTGTGTTATATATCGGACGCAT TGTGGGGTTGAAGACCTTTC 259

Ad02A13354 Aradu.A02 13354 c (T)17gtgaaaaaaaag(T)1645 75196520 75196564 GGGGAAAAATTTGCTGAGTG CACAGTGGTGGCATTACTTGA 251

Ad02A13360 Aradu.A02 13360 p2 (TA)8 16 75202683 75202698 ACACATGGGTTTTGGTGTCA CCATTTGGGAGAAGGAAAGA 124

Ad02A13363 Aradu.A02 13363 p2 (TA)7 14 75214714 75214727 TGCAAGTCCGGCTTAGAACT TTGCCGGAGACAAATTTCAT 162

Ad02A13366 Aradu.A02 13366 p4 (TTTA)10 40 75246083 75246122 CCATGATGGAGAAAGGGAGA TCCTTTAGGTTAACTTGGTCAAAA 277

Ad02A13367 Aradu.A02 13367 p2 (TA)6 12 75266191 75266202 TCAAATCAATTGAGGTGCCC TTAAGTGTGGGGAGGTCGTC 203

Ad02A13371 Aradu.A02 13371 p2 (TG)6 12 75302944 75302955 GTTGCTGTAGAGCCTGAGGG CCGACGCACGAACATTAGTA 260

Ad02A13373 Aradu.A02 13373 p3 (ATT)7 21 75337927 75337947 TTGATTGAAAAATTTTAAGTTTGGTG CCATGATGGAGAAAGGGAGA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A13376 Aradu.A02 13376 p3 (AAT)8 24 75361268 75361291 AAAAGAGAGAGGGGTTGGGA GAAGAGTTTAAAAACGGTCCAA 271

Ad02A13381 Aradu.A02 13381 p2 (AT)7 14 75394652 75394665 CAAGCACACACATCCACCTC TCCTGAGAACTGCAGGATGA 194

Ad02A13383 Aradu.A02 13383 p3 (AGA)5 15 75410086 75410100 GGTGCCTTCAATGGTTATGG CACACATCCCTCCATCTCCT 137

Ad02A13387 Aradu.A02 13387 p3 (TTC)5 15 75459117 75459131 CCCCACCTACCTCCAAAAAT TAAAATATTGCTCGCCCTCG 233

Ad02A13390 Aradu.A02 13390 c (CT)8caaacatttttaggagacattattagtattaaagatgtgtagttttatatttga(T)1080 75493002 75493081 GAAGCACTTTAGGCAATCCG TCAAGTTCGATTTCTCCTTCAA 280

Ad02A13400 Aradu.A02 13400 p2 (AC)6 12 75561829 75561840 CACCAAATCCTCCTCTTCCA TTTATCAACCACTTGTATTTGATTTT 240

Ad02A13404 Aradu.A02 13404 p2 (TA)9 18 75577778 75577795 AGCCGGATTTTGAGTCTTGA AGGGGGTAAACAAAAATCGC 145

Ad02A13405 Aradu.A02 13405 c (A)10ttgaattttgataaaaataagataagataagataaaaattttaaaataaaaatctgaac(T)1079 75586606 75586684 CATAGCCAAAGGGGTGAGAG TTGCAAACGTGTGCCTTATT 212

Ad02A13407 Aradu.A02 13407 p2 (TA)8 16 75592838 75592853 GCACCATCATCTTTACGTGG ACACACTACCTGCGCAACAA 272

Ad02A13409 Aradu.A02 13409 p4 (AATA)5 20 75600383 75600402 TTGTGCTTGTTTAGGTGCCA TTACATGGCCACAACCTACAA 265

Ad02A13410 Aradu.A02 13410 p2 (AT)7 14 75601822 75601835 GCAAGCGTGAGGTTTTTCTT GGCATTGTTGGATCGTTTCT 275

Ad02A13413 Aradu.A02 13413 c (A)10gatattggggactgtttagtttatctattgctcaaattttgtaaacc(A)1067 75616059 75616125 TCCATTTCCAAAACTAAGGCA TTCTTTGGGAGACAGAAACAGA 279

Ad02A13414 Aradu.A02 13414 p5 (TTATC)6 30 75624068 75624097 TGTGGAACTGAGAATGCTGC CAGAGCCCAGAAAGATGAGG 272

Ad02A13418 Aradu.A02 13418 c (T)11aatattggaaaagagtnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnacaacactatttttgtccatttct(A)15110 75644582 75644691 AAGTCTGGTGTAATATTCAGATATGGT GAATGTTACAATTATTCGGGACC 270

Ad02A13421 Aradu.A02 13421 p2 (AT)11 22 75657292 75657313 ATCAAGAACGTGGAAATCCG GGAGAAAATTGACATCTCCCTC 247

Ad02A13424 Aradu.A02 13424 p2 (TG)11 22 75664472 75664493 GCCGGGTTGCTATATTTTGA TCGACTTGCGAAATCAAGG 185

Ad02A13427 Aradu.A02 13427 p3 (TAT)5 15 75667359 75667373 CCAAAGCAGTCACTAATGCG CAGTCGATATGCCGGTATCC 231

Ad02A13428 Aradu.A02 13428 c (AG)7aaaaaagagaaaaagagggacttagtgagtcacgtgactcaccccctccccaaccccacttat(TTC)695 75677644 75677738 GGTCAATTTATTGGACCTGATTA AAGAAGGGATGAGAAGATGGA 280

Ad02A13429 Aradu.A02 13429 p2 (AT)6 12 75679632 75679643 GTCCCTTGAGCACCAGTCAT AAAGCGATTGGATCACCAAC 263

Ad02A13430 Aradu.A02 13430 p3 (ACA)9 27 75681437 75681463 TTTTAGACGGCAGCAGAAAAA CCTTCGACCCAGTTCTTTCA 275

Ad02A13432 Aradu.A02 13432 p3 (TAC)5 15 75692409 75692423 TGATGTCTGATGATGACGAGAA AGCTGAAGCGCCAGAAATTA 238

Ad02A13440 Aradu.A02 13440 p2 (AT)6 12 75748883 75748894 AAATTACAAAACGCGAAGCG ACTCCGCAGGCTGTGAATAG 181

Ad02A13441 Aradu.A02 13441 p2 (TC)25 50 75750658 75750707 CCCCAAACCCTTCTCTTCTC TCGAAAATCGGGCACTAATC 227

Ad02A13443 Aradu.A02 13443 p2 (TA)6 12 75773155 75773166 CGCAATGAGAAAGCTGTGAG ACAGGGGTGCTGTCTTTGAG 251

Ad02A13444 Aradu.A02 13444 p3 (TCT)5 15 75773300 75773314 GGATCCGCTCTCAAAGACAG TCGAGGAAATCCTCATCACC 265

Ad02A13445 Aradu.A02 13445 p2 (GA)6 12 75773670 75773681 GACGAAGGTTGAGGAGCTTG TTAAGCCAGGTGTCGGTCTC 239

Ad02A13446 Aradu.A02 13446 p2 (TC)9 18 75782505 75782522 TGAGACGTGCTAATGGCAAC TTTGCCACATCATTCTTTTCTG 271

Ad02A13447 Aradu.A02 13447 c (A)12ttactttgggatcatcatttgttcattccgcttctagtgcaccattattgttttgatgggtttgagcttttagagtaagattggtaggtttgatgtgaa(T)11122 75784379 75784500 GTGCAAACCACATTCATTGC AACCAAGGCTGAAGAAACCA 228

Ad02A13448 Aradu.A02 13448 p3 (CAA)5 15 75789646 75789660 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 260

Ad02A13452 Aradu.A02 13452 c (AC)9atactcaactcggacccttcgaatcctataaaaaaaaattttcctgcaagaaaacggaccaacgagtccat(A)1099 75804373 75804471 AACAGAGACGCAAGGAGAAG ACTCGTAGGGTCCGATTCCT 237

Ad02A13462 Aradu.A02 13462 p2 (TC)7 14 75839170 75839183 GCATGAGTCATCCAGTGTCA CCGGGATGTTGCTTAATCTG 239

Ad02A13464 Aradu.A02 13464 p3 (ATT)5 15 75839832 75839846 TTAAGCAAGCAAGGTAGCCG AGACCACCGTTTGTGTAGGTT 220

Ad02A13470 Aradu.A02 13470 p3 (CGA)5 15 75857786 75857800 CATGGTCAAACTTTGGTGGA CCAAGTTCAAGCTCACACCC 171

Ad02A13471 Aradu.A02 13471 p3 (ATT)6 18 75858894 75858911 TTTCTTGAAAACCTCAATCTCTTTTT CCACCCTTTTCACATTTGGT 195
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Ad02A13474 Aradu.A02 13474 p2 (AC)6 12 75861300 75861311 CACGGCTCATATCACCACAG ACCACCACCACCATTTCCTA 208

Ad02A13476 Aradu.A02 13476 p2 (TA)7 14 75870584 75870597 CGGTATATCTACCATAAGTGTACAACG GTACGTGACTTGGGCCAGAC 263

Ad02A13479 Aradu.A02 13479 p4 (AATA)5 20 75880344 75880363 CCAGCATTTATGGATCGGAC GTTGAGGGCAACAGTGGAAT 198

Ad02A13480 Aradu.A02 13480 p3 (TAT)5 15 75889346 75889360 TCTTCAAATTCCCACCTCAA TGAATCTTGTCCTGGTGCTTT 225

Ad02A13481 Aradu.A02 13481 p2 (AT)8 16 75891000 75891015 AAAGAGGTTGCAACATTGGG GCTTGAAGCCTCATGGAAAA 182

Ad02A13484 Aradu.A02 13484 c (T)10gttaatttttgtataatttgatattatacacttttataatttgtgattcttatgtattatat(TTA)587 75897412 75897498 TCTCTTCTACCAACTTTACCCTTCA CGCTTTACACTATCAGTGCATCA 273

Ad02A13488 Aradu.A02 13488 p2 (CT)9 18 75908708 75908725 AAAGGAACATTGAACCTGGAAA GGCTGTTTTTGACCCAGTTC 241

Ad02A13490 Aradu.A02 13490 p3 (AGA)5 15 75920253 75920267 ATTGTTTGCGAAAGAGGGG TCACCTGCTCAACCAATGAC 191

Ad02A13491 Aradu.A02 13491 p2 (TA)6 12 75922059 75922070 AGCAACCAAAACATTATCAGAGA CCCGATGGTGAGAAGAATGT 279

Ad02A13494 Aradu.A02 13494 p3 (GAT)6 18 75933393 75933410 GATAGAGCCAGGCTTAGGCA CACCCCAACAAGAAGAGGAA 216

Ad02A13498 Aradu.A02 13498 p2 (TA)8 16 75944950 75944965 CCGGGTTACTTGCATTGTTT ATTGAAAGCCATTGTCAGCA 280

Ad02A13499 Aradu.A02 13499 c (ACA)7(ATA)10 51 75967399 75967449 TTTGCATGAGATACCCAAACA TGGTGGTTGTTCATGTTGTTC 171

Ad02A13502 Aradu.A02 13502 p2 (TC)7 14 75969391 75969404 AGCGGTTTCAAATCTCCCTT ATTGCTACCACCGTCGAAAG 158

Ad02A13503 Aradu.A02 13503 p2 (AT)6 12 75973045 75973056 CGAACCACCCTAACATATCCA TTCGAAGTTGGTTTGTCTCTCTC 243

Ad02A13508 Aradu.A02 13508 p3 (GAA)5 15 75996188 75996202 ACTGCTGCTGCTCCTTCAAT ACTCACACCGTCCTTCATCC 270

Ad02A13509 Aradu.A02 13509 p2 (CT)9 18 75996824 75996841 CCTGGTCATTAATATGACTCGC CCTGCAAAATCATTGGGACT 136

Ad02A13514 Aradu.A02 13514 p3 (TGT)5 15 76023561 76023575 CCACCTTGTTGCCTCTTGTT CGAACTCTATGCCTCCAAGG 278

Ad02A13515 Aradu.A02 13515 c (T)10gctaaaattgattaaccattcttcgttggagaactatttg(T)15ggaatttggtataatgacttaatgttgggtaatttattgtagttgggcttagatctactcagggttgaatgtccgatgtggtgtgg(T)11162 76027372 76027533 TGGATTTATTCCTTTGGGGA TGTGCATCCTTCTCGAGTCA 278

Ad02A13516 Aradu.A02 13516 p3 (CTT)5 15 76042936 76042950 CAGGGACTATCCAGGGTTCA GAAGACAACCACGATGACGA 225

Ad02A13519 Aradu.A02 13519 c (A)10gattacagtattcttttaaatgttcatttaggattatgtcttgttaaaaccttactatagaaaaatccaatgaaaaagaaaatttagt(A)11109 76045901 76046009 TTGAAAAAGTTAGCCGTCCA AATGAGGCAATCCTCGTCAC 278

Ad02A13520 Aradu.A02 13520 p2 (AT)12 24 76050532 76050555 TTGTGATCAAAGTCTCATGCTG TGGATGCCCATTTAATGACTT 253

Ad02A13526 Aradu.A02 13526 p2 (AT)7 14 76092146 76092159 TGTGGGGAATTTTATGGGAA TTTTTGAATTTTGTCCCACG 229

Ad02A13529 Aradu.A02 13529 p2 (AT)6 12 76098103 76098114 AGCTCAAGTTCGGCTCATTG GGATAAGTTTAGCTCATTAGCTCGT 273

Ad02A13535 Aradu.A02 13535 p2 (CT)8 16 76131281 76131296 CGGACGCCGTGTAATTATGT TGTGAGTAGTGATGGAAATGGA 277

Ad02A13536 Aradu.A02 13536 p3 (CCA)8 24 76132807 76132830 TGAGGGTCAGAATCGAAACC TGGTGGTTGTGGTAGTGGTG 187

Ad02A13537 Aradu.A02 13537 p3 (CAC)7 21 76132946 76132966 CACTACCACAACCACCACCA CCTGCTTTCTTGCTTCTGCT 270

Ad02A13542 Aradu.A02 13542 p3 (TTA)5 15 76153332 76153346 CCATAGCTGAGTGATCCACCT CTCCCCGAAAACAGAAAACT 280

Ad02A13543 Aradu.A02 13543 c (ATTT)5tggtttgttaaatagagattaaataaaagaagtataaattaactagcagactctcaag(T)1290 76153575 76153664 TTTATCTTTTAGTTTTCTGTTTTCGG CCGAAAATACTGACCTTTTCTTTC 265

Ad02A13549 Aradu.A02 13549 p3 (AAG)5 15 76163463 76163477 TTTCTCCTCCTCATCTTCTGC TGCACTGCACGTTCTTCTTC 198

Ad02A13550 Aradu.A02 13550 p3 (AAG)5 15 76163596 76163610 ACGTGCAGTGCAGTGAAAAC CGATTTAAATTCACACATTCGTT 234

Ad02A13553 Aradu.A02 13553 c (A)11gaagaagaagag(A)1033 76164743 76164775 AAGGAGAAGGAAAAAGAGAAGCA CTGGAACCCCAATCTTTTTG 251

Ad02A13556 Aradu.A02 13556 p3 (CCT)5 15 76180499 76180513 GAGTGAGTGCTGCTAGGGCT CTGGTTCAGGAGAAGATCGG 153

Ad02A13559 Aradu.A02 13559 p2 (AT)6 12 76202516 76202527 TAAGCTTTTGAAGGGCTGGA CGCCATAAAGTGGTCAGGTT 267

Ad02A13561 Aradu.A02 13561 c (A)12(CA)9 30 76207714 76207743 TCCCAAAAGCGTAACCTGAC GGAGCCAAAAGTCTTTGATGG 278
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Ad02A13563 Aradu.A02 13563 c (GAG)7ggagtgtgagagtgacatgtgtgaggaataagcgccgaatcggaaggggaagagaggttaagattgaagtgaatacggcaccaagccatcatc(AATG)5134 76208332 76208465 TGAGAATTGAGAATAGGGATGG TCCAACCAACAACCATCATC 274

Ad02A13564 Aradu.A02 13564 p2 (AT)10 20 76208651 76208670 GATGATGGTTGTTGGTTGGA GCATCGAAGTTTCTTGACTCG 249

Ad02A13567 Aradu.A02 13567 p2 (AT)9 18 76219375 76219392 AAAAGCATAGATTAAATGCATATAGGA TCACGAGCTGGCTCAAATAA 271

Ad02A13569 Aradu.A02 13569 p2 (CT)6 12 76237365 76237376 ACCTGTGACGCGATTCTACC GTGTTGGAGGCCAAAAGAGA 183

Ad02A13570 Aradu.A02 13570 p2 (TA)6 12 76239316 76239327 CCTCCATCACCATTTTCACA TCTTTTATTGAGGTCAAGAACTTGTTA 229

Ad02A13573 Aradu.A02 13573 p2 (CA)6 12 76264346 76264357 TTATTACCTTGCCTCGGTGG ATGTTCCTCGCAAGGCTAAA 184

Ad02A13574 Aradu.A02 13574 p3 (TAT)16 48 76269968 76270015 CCTAAAGAAATGATTCAAACTCAAAA CCTGCATAATTGGCTATCAAAC 194

Ad02A13575 Aradu.A02 13575 p2 (TA)7 14 76272516 76272529 CCCACCGTAAATTCACCATC GATAGAATAGCGAATGTGTAGACTGTT 238

Ad02A13577 Aradu.A02 13577 p3 (TTC)7 21 76292166 76292186 CACTTCCCAAAAACCCTTCA ATGCTTTTACCGCACCAAAC 256

Ad02A13581 Aradu.A02 13581 p2 (GT)7 14 76320370 76320383 TATGAGTTGCAAGCACTGCG AATGGTGCGATGAACAGTTTT 280

Ad02A13583 Aradu.A02 13583 p5 (ATTTT)5 25 76350537 76350561 AGGGAGGTGATGTGAATTGTG ATCCCTTGGGTTGAATTGGT 278

Ad02A13588 Aradu.A02 13588 p2 (AT)8 16 76378310 76378325 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 203

Ad02A13589 Aradu.A02 13589 p2 (TA)6 12 76380998 76381009 ATCAATGCACATGGGACAAA GGGACTAAGGTAAGGGTAAGGG 205

Ad02A13590 Aradu.A02 13590 p2 (AG)10 20 76392782 76392801 AGTGCTTGGTGGGAGACAAC ACTCCCACGCAACTCTCTGT 279

Ad02A13597 Aradu.A02 13597 p3 (TTA)16 48 76429829 76429876 TGCCTTAACGGAAACAAAGAA CCTTACTATTAGGCATTCTTGTAATCA 243

Ad02A13599 Aradu.A02 13599 c (GAA)5catcagtgaagaagagaattggtgaagataaggattagtttttttataaatataaaacgacgtcgtattggggatcaggtttta(T)10109 76441090 76441198 TGGTTCTGAAAATGTTGTTGTTG GTCCATCCTTGCTACCGAAA 205

Ad02A13600 Aradu.A02 13600 c (AT)7agag(AT)10 38 76442006 76442043 TCGGAAAAGATTTGCTGTGA AATTGGCCCTGTGTTCTTTG 113

Ad02A13607 Aradu.A02 13607 c (T)11ggttttattcctcttaagagagtgaaacaagaagaacaataagaaaatgaaaaaagaaggagaagatgaagacgaaa(AAG)6106 76533467 76533572 TGCACAAACAAGACTGAATCG TTGGACTCGTTGTCTTGCAC 277

Ad02A13608 Aradu.A02 13608 p2 (AT)6 12 76535557 76535568 ACATCATTCGTTTGCACGAT CACGTGAACTAGCCAAACCA 271

Ad02A13610 Aradu.A02 13610 p4 (TAAA)5 20 76538447 76538466 GGTGTGGATTGGGCTCTTTA TGTCCTCATGTCAGACACACA 269

Ad02A13613 Aradu.A02 13613 c (A)11ctaaggtcatcaatcaaattctagttgtgcaaaaaattagcaagaatga(AG)774 76546779 76546852 TTAATGAATACAATCATACAATCACCT AAATCAACATTCACTTTACACATTTTT 189

Ad02A13614 Aradu.A02 13614 p2 (TA)6 12 76550838 76550849 CAATTCCCGAAAGACTTCCA TTTTGTGTGATGCAGGGTGT 236

Ad02A13617 Aradu.A02 13617 p3 (CTG)5 15 76552821 76552835 GAACGCTTCCTATCTGCGAC ACACAATTCGCGGTAAAAGG 232

Ad02A13618 Aradu.A02 13618 p2 (AC)8 16 76562655 76562670 TCTCGTTAGGCGTCTGGACT TGCTATGAGTCTCGCGTTAAA 217

Ad02A13619 Aradu.A02 13619 p2 (TA)6 12 76562782 76562793 TTTAACGCGAGACTCATAGCA CCAAATGCATGCTCACAAAC 279

Ad02A13620 Aradu.A02 13620 p2 (TG)42 84 76565631 76565714 GGATTTTCACAGTTCGCCTT GTTATGCGGAGAGAAAGCCA 195

Ad02A13623 Aradu.A02 13623 p3 (TTC)5 15 76575074 76575088 TTAACTTTCACTCCACGCCC TGCAGAGAAGAAAAATGCGA 201

Ad02A13625 Aradu.A02 13625 p2 (CG)6 12 76584920 76584931 CCACCTGCACTCCTGGTACT TAGTGAAAGAAGGGCATCCG 229

Ad02A13626 Aradu.A02 13626 p2 (AT)6 12 76596896 76596907 CTGCGCCACTCTGATAGCTC CAGGATATGGACGACGAAGC 242

Ad02A13628 Aradu.A02 13628 p2 (CT)6 12 76624403 76624414 GTAGACCGGCGATGACTCTC CTTCGTCGCCACTCACACTA 184

Ad02A13629 Aradu.A02 13629 p2 (TA)8 16 76630970 76630985 ACTCCCTAGATCATGGCACG AATGCGTCTTGGGAATTTGT 212

Ad02A13632 Aradu.A02 13632 p2 (AT)7 14 76672852 76672865 GCCGTAAAACAGAGGTGGTG CTGAGCGTCTGGAGTTTTCC 241

Ad02A13635 Aradu.A02 13635 p3 (ACT)5 15 76679647 76679661 GGCTACTGTGTCACCCACCT AAGGGTTTCTGAGCCAAACA 133

Ad02A13637 Aradu.A02 13637 p3 (ATT)6 18 76680759 76680776 TGGAAACAAACATATAGCCCA CAAAATTCGCAATCGTTAGAAA 271
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Ad02A13638 Aradu.A02 13638 p3 (ATT)24 72 76686954 76687025 GCAAAACCCTAGCAGAGCAC CCGTAACTCCACTTCAACTCG 240

Ad02A13640 Aradu.A02 13640 p2 (GA)6 12 76700264 76700275 TTGGGAGGGAAAAGTGTTTG CCTAAATGGAGCAGGGATGA 242

Ad02A13647 Aradu.A02 13647 p2 (AG)7 14 76722745 76722758 AGGAAATACACATCTCCTCGAA CCCACGCAATTTTGGAGTTA 276

Ad02A13648 Aradu.A02 13648 p2 (GA)10 20 76724296 76724315 GACAAGAAGAGTTCGGCGAC AAAGCCCAATTTCCCAATTC 164

Ad02A13650 Aradu.A02 13650 c (A)10ctagaaccactcaaaactcttgtaaaatataagaaaatgccactatgttttaaaaaataagagtagtttatactgtgatagagg(AT)7108 76725930 76726037 TCCATTTTGGAGTAATTTTTCAAT GACATATGGTAAATGAGCAAAACA 233

Ad02A13653 Aradu.A02 13653 c (TCA)6attcactta(TC)1047 76734158 76734204 GACCCAGAACCCCATACCAT TGAAGAAGAAGAAACGATGGG 273

Ad02A13654 Aradu.A02 13654 p3 (TCA)6 18 76734336 76734353 TCCATGTCATTGAATAATCCCA GTTGTGGGACATGGTAACCC 209

Ad02A13655 Aradu.A02 13655 p3 (CTA)5 15 76734608 76734622 GGGTTACCATGTCCCACAAC CGGAGGGAATGAATGAAGAA 176

Ad02A13656 Aradu.A02 13656 c (AAC)5aataatccgttgtttctctaccagccacagaatctcagagatttcgataaccatggcggttac(GGT)593 76734982 76735074 TGCATTTGAATAACCCGTCA TTCAGGCTTGAACACCATGA 173

Ad02A13657 Aradu.A02 13657 p3 (GGT)5 15 76735249 76735263 AGATTTCGATAACCATGGCG TACCAGAACCCCCACCACTA 275

Ad02A13660 Aradu.A02 13660 p3 (GAA)5 15 76739864 76739878 AAGGGATGTTATTGGAGGGC ACCCCTCGCCTAAAATGAGT 205

Ad02A13665 Aradu.A02 13665 p6 (ATTTTT)5 30 76778123 76778152 GCCGGTTAGTCTGTGGTTGT CGAAACGAAAAGAATGGGAA 213

Ad02A13669 Aradu.A02 13669 p2 (AT)9 18 76796787 76796804 TTTTTAACCAATAAATAGCCAACAAA TTTGTAGGACTTTTCACCATGC 238

Ad02A13672 Aradu.A02 13672 p3 (AAT)7 21 76797845 76797865 ATCATGTTTGCCTTGGCTTT TGCTCAAATTAACTCGAGAATTG 268

Ad02A13674 Aradu.A02 13674 c (T)13aacttttcaaacaagaatattttttt(ATA)554 76799467 76799520 TTTCCCTCTGTACAATTCCCA CGGCACGTGAGTGAGTTAAA 280

Ad02A13678 Aradu.A02 13678 p2 (TA)6 12 76818434 76818445 TTTCCAGTTCAGATTTATGGCA CTTTGGAGCTTTTGGACCTG 229

Ad02A13679 Aradu.A02 13679 p2 (TC)22 44 76820012 76820055 TATGGGAGAGAGGATGTGGG ATTGAGAGCCCCAGACTTGA 204

Ad02A13680 Aradu.A02 13680 c (T)10ctttccccattttttc(T)1036 76822070 76822105 TGCAGTTCAAAACATGACGC TTTCTGCCAACCAAAATTCG 276

Ad02A13681 Aradu.A02 13681 p3 (AAC)6 18 76822409 76822426 TTGGATGTGGAAGAATTTTGA ACATGACAGAGCACAATGGC 278

Ad02A13683 Aradu.A02 13683 c (TA)6cattacaacatataatattat(TA)645 76829375 76829419 AATGACCATGGGTGGCTAAC TCTCGTGCTGATAACGTGTTG 274

Ad02A13686 Aradu.A02 13686 p2 (AG)7 14 76842776 76842789 GAACGACACCCTCCTCCATA GACAACTGACACCATGACCG 235

Ad02A13690 Aradu.A02 13690 p2 (TA)7 14 76861766 76861779 TTTGGTGCATTAATGGTTAAAATG TCATGCAACTTAATTTTCTTCAACA 245

Ad02A13698 Aradu.A02 13698 p3 (GTT)6 18 76895986 76896003 TGACGGATTCTAATCCAGGG AAACCACACCACTTCTTGCC 150

Ad02A13699 Aradu.A02 13699 p3 (AGC)5 15 76897231 76897245 GTGAGGTCTTCATCCACCGT CCGATCCTCCCACATAACAC 224

Ad02A13702 Aradu.A02 13702 p2 (AT)9 18 76910424 76910441 TGATTATAAGGAGCGGCCTG TCCGTGATTACAAGTCTCCTGTT 261

Ad02A13703 Aradu.A02 13703 p2 (AT)6 12 76912594 76912605 CCACAATCCAATCAATCACG AAATGGGATCTATTAATCTTTATCCAA 254

Ad02A13708 Aradu.A02 13708 p4 (AAAT)5 20 76917284 76917303 GGATGGTTGAGACTTGGGAG TTTTCGTCTCACATGCAACTTT 187

Ad02A13709 Aradu.A02 13709 p3 (AGA)5 15 76919957 76919971 AAGATGCTCCGTGCGTAAAC CCCTTGTTCAACGCTTCTTC 115

Ad02A13714 Aradu.A02 13714 p3 (ATC)5 15 76937994 76938008 GAATCATCCCACAACCCACT CGTCCCATATAAGGTCACCG 181

Ad02A13715 Aradu.A02 13715 p3 (ATT)8 24 76938112 76938135 CGGTGACCTTATATGGGACG TGGAATATGAAAAGCTTGGTG 217

Ad02A13719 Aradu.A02 13719 p3 (CCA)5 15 76958054 76958068 TCAGCACCTTTACCTCCACC CTGCAGTTGCTTCTGCTTGA 263

Ad02A13721 Aradu.A02 13721 c (A)10caaaaattaaatactcatatag(T)1042 76969155 76969196 TCTGGTTTGGTAATTGGATTTTT TTATAGGGCTTTGACCACCG 262

Ad02A13723 Aradu.A02 13723 p4 (TTTC)11 44 76980462 76980505 CGTCCCTCTCTCTCAACGTC CCTTTGCCACCTCACACTTT 193

Ad02A13726 Aradu.A02 13726 p3 (ATT)11 33 76986551 76986583 TGTTACATGGCTACCAATAAGGG TGTAGTGAGCTGTGGCCCTC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A13732 Aradu.A02 13732 p2 (AG)14 28 76997679 76997706 TTCCCTTAGTGACGCTTGCT TGCACTTAGCAGCTGAACCA 134

Ad02A13733 Aradu.A02 13733 p3 (CTT)5 15 76998758 76998772 CACCTTAGCCCTTTTCTTGC ATGCTTGCCTTGGTAACTGG 270

Ad02A13734 Aradu.A02 13734 p2 (AG)6 12 77007189 77007200 ATTTTGTCGCCATCGAACAG GAGCAACGCTTGTTAAGTGTCTT 257

Ad02A13735 Aradu.A02 13735 p2 (AT)7 14 77014709 77014722 CCTTTATGCACAAGGCTGAA TCGGGAGAAATAAAATCGGA 279

Ad02A13743 Aradu.A02 13743 p3 (AGA)5 15 77056533 77056547 CCATCTGAGTCACCCGAAAT TTCCCCTTCTTCTTCACCCT 192

Ad02A13744 Aradu.A02 13744 p2 (AT)9 18 77058005 77058022 ACGCTAATGAATTGGATCGG AGATATGGCCACCGAAAGTG 159

Ad02A13747 Aradu.A02 13747 p2 (AT)8 16 77125933 77125948 TGGATTTCTATTCTTATTCGTTTTGA AAATCCCGAGAACCTGAAAAA 259

Ad02A13753 Aradu.A02 13753 p2 (TA)7 14 77147300 77147313 TTGTGGCTTCGTGTGAATGT ATGGGAACGCATGACTATCG 261

Ad02A13754 Aradu.A02 13754 p3 (CTC)6 18 77151685 77151702 TCTACCGACTTGGGTTTTGC AGAGGGAGTCCCCACATTCT 198

Ad02A13755 Aradu.A02 13755 p2 (CT)7 14 77167103 77167116 TTTCGAAATCTCTCCTCCCC TCACGGAAAAACACACCAAA 152

Ad02A13759 Aradu.A02 13759 p2 (GA)6 12 77187331 77187342 AAGAGACTTAACCTTGTTGTCTCG TCAAAGCCATTCAACATCCA 266

Ad02A13760 Aradu.A02 13760 p4 (ATAA)5 20 77192415 77192434 CGGTTGATCCACCATCAAAT TGTGTGTCTGTCAAAGTGGG 233

Ad02A13761 Aradu.A02 13761 c (TA)6tcatagaagaaacagatagtaacgtacagaaaagataatgtac(AT)6ggagttccaaaaagatacatgtatcaagctcaagaatcgacttacaaagcaaaggccggccagaat(AC)11155 77193938 77194092 ACAAAATGCAATACCCTACCAT ATTTTGGATATGTTTTGGGTTTAT 280

Ad02A13762 Aradu.A02 13762 p2 (AC)7 14 77195682 77195695 GGCCCAAAGTTGACCAAATA GTAAATCGGAGCACCGTAGC 227

Ad02A13763 Aradu.A02 13763 p4 (TTAA)5 20 77201721 77201740 TGAAGTAATTTCATTATCCGTTCA TGACTTGAATTAGATGAGATGACGA 218

Ad02A13765 Aradu.A02 13765 c (A)10g(A)10 21 77215318 77215338 CGGACGAATTTCGGGTTAAT TCAAAACGCGACAACTTCC 196

Ad02A13766 Aradu.A02 13766 p6 (AACAAG)6 36 77217445 77217480 CGAAAGCATGGGTCAAAACT TGATGATGACCGAGTGGGTA 266

Ad02A13767 Aradu.A02 13767 p3 (TCA)7 21 77217646 77217666 TTACTGCACAGAAGGAGCCA TGATGAAATTTGTTGTTGCTGA 228

Ad02A13768 Aradu.A02 13768 p3 (AGA)5 15 77217780 77217794 TACCCACTCGGTCATCATCA CACCACCGCTTCTTCTTCTT 182

Ad02A13773 Aradu.A02 13773 p3 (ATA)6 18 77238311 77238328 CCCTTGTCTCTTGTCTCCCA GGATGAAAAGATACACCGTGAAG 276

Ad02A13775 Aradu.A02 13775 p2 (GA)6 12 77238953 77238964 TCCAATTGCATTCTGCTCTG TGCTGACTCATTGATACGCC 263

Ad02A13778 Aradu.A02 13778 p2 (TA)6 12 77240706 77240717 TTCAAGAGGAAATTGGTGGC TGCCATTTGAGCATAGTTTCA 274

Ad02A13782 Aradu.A02 13782 p2 (TA)10 20 77242416 77242435 AGCCCGGAACAATAACTCCT GACACCAGAAAACAGAGGAAAAA 237

Ad02A13792 Aradu.A02 13792 c (CCT)5tcttctttcaaattcgcgcacgtagg(TTC)556 77258481 77258536 CGTGCATTTTAATAACGCAAAA TGTTGGTGTTGTTGGTGATG 150

Ad02A13794 Aradu.A02 13794 p3 (AAG)5 15 77260007 77260021 CAATCAACACACAAATGAACCA CTTCCAAATTCACGCACGTA 195

Ad02A13798 Aradu.A02 13798 p3 (TGA)5 15 77288088 77288102 AGAAAAAGGGACCCACTCGT TGAGAAACAAATTCCTGCCC 166

Ad02A13801 Aradu.A02 13801 p5 (TTCGG)5 25 77303740 77303764 GTTTGGTTCGGTCGGTTTTT TTGGTTTTCGGTTGGCTTAG 280

Ad02A13805 Aradu.A02 13805 p2 (AT)7 14 77325150 77325163 CGCGGATATCTGCTTTACATC CCGCATAATTGAACCTTTTCTT 280

Ad02A13810 Aradu.A02 13810 p3 (TTC)5 15 77335738 77335752 AAAAATGTTTCCTCTAATGCTGC CCTCCTCATCTTCGACTGCT 275

Ad02A13811 Aradu.A02 13811 p2 (TA)6 12 77340914 77340925 CACACACTGAGGGCATATCG TGTACATCCGAGAGCTTGAAAA 257

Ad02A13813 Aradu.A02 13813 p2 (AT)8 16 77344272 77344287 GAGGAGTTGGAAGGGTGCTT GCTTGAAGAAAATTATTACCCCA 277

Ad02A13816 Aradu.A02 13816 p3 (AAC)5 15 77350339 77350353 GCTACAACAGCTGGGGCTAC CATGCACCAGAATTTCCTGA 224

Ad02A13817 Aradu.A02 13817 p2 (TA)9 18 77352817 77352834 CGTAAGTCATTTTCATCCCTCA TTGATTTTGAGCATATAACTTTGTTT 280

Ad02A13821 Aradu.A02 13821 p3 (CTC)6 18 77364470 77364487 AGAGGGTCCAGGAGGCTAAA ATGGGATTGGAAAGAGTCCC 106
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Ad02A13823 Aradu.A02 13823 p3 (TAA)19 57 77380950 77381006 AGCTTTTTGGTGTTTCCCAA GCACGCAAGTAATCCTTTCC 230

Ad02A13824 Aradu.A02 13824 p2 (TA)11 22 77381212 77381233 GACAACCAAGGAAGCAGCAT GGATCCTGGAAAGCGAAGTA 277

Ad02A13825 Aradu.A02 13825 p2 (TG)13 26 77400067 77400092 TTCCCTGGCACTATGCTTCT AAAGTCCCAAATGCATGCTC 123

Ad02A13828 Aradu.A02 13828 p2 (TA)6 12 77419554 77419565 AGCCGGATTTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 134

Ad02A13830 Aradu.A02 13830 p3 (TAA)7 21 77424099 77424119 CTTAGCTAGATGGCTTCGGC TTGCTTGCAACCACACTTTT 269

Ad02A13831 Aradu.A02 13831 p3 (AAT)5 15 77427166 77427180 ACTTCCCTTATTGGAACCGC GGCCCAACAATGTATACCAAA 272

Ad02A13834 Aradu.A02 13834 p3 (AAT)11 33 77429354 77429386 TTTTTCTTTTCTTTGTTCCATTTT TCAATTTTTGAGGGCGAAAT 255

Ad02A13838 Aradu.A02 13838 p3 (AAT)9 27 77438565 77438591 TGGCAATAATTTGGCCTGTT CGGTTCACTGGTTTTCTGGT 204

Ad02A13839 Aradu.A02 13839 p3 (AAG)6 18 77441093 77441110 GCCATGTGTTTCCTTCCACT CATTTCCAGCCGTCTTCTTC 116

Ad02A13842 Aradu.A02 13842 p3 (ATT)6 18 77464701 77464718 TTGAATGAATCGCAACTTCG ACGCAGCGAGAAATGAGAAT 255

Ad02A13857 Aradu.A02 13857 p2 (AC)6 12 77543089 77543100 GTTGAGCCCAAGTCCAACAT GGGAGGATTTCGAGCTTACC 241

Ad02A13861 Aradu.A02 13861 p2 (GA)6 12 77562098 77562109 GAAGACTTGGGAAGCACAGG CCACTGTTCATCCACGACAA 143

Ad02A13862 Aradu.A02 13862 p2 (AG)7 14 77562230 77562243 CGTGGATGAACAGTGGGTTA GTCCCTGGAGACGAAAACAA 279

Ad02A13867 Aradu.A02 13867 p3 (ATC)5 15 77575857 77575871 ATCTGCATCACACCAACCAA CTGGGTTTCCCTGAGTTTGA 224

Ad02A13868 Aradu.A02 13868 p3 (TAT)6 18 77576704 77576721 GGTCACGTGGCTGGATACAT GGAATAATAACAATACCAACAGGAA 262

Ad02A13875 Aradu.A02 13875 c (A)11taaagagagacagcaagaaaaagacattacttgaaaaagaagtgaaaagagaagagaccgagaaagagaaatcaagaagagaatacctggggaaaagag(A)10120 77594693 77594812 AAGCAACAAGAGGAGAGGCA AACCCTAATTTGAACTCATTGAGAA 221

Ad02A13876 Aradu.A02 13876 p3 (AGA)5 15 77599512 77599526 ACTCGGAGGTGGAAGCTTTT CTTCCCCATAAACCCCATCT 268

Ad02A13883 Aradu.A02 13883 p3 (AGA)6 18 77633454 77633471 CTAGAGGATTCTCCGGCCTT CCGAACCTACACTTCCCCTT 166

Ad02A13884 Aradu.A02 13884 p2 (AG)6 12 77651650 77651661 AGGGATGAGGCAAGAAACCT CCTACCATTCCACCATCACC 252

Ad02A13885 Aradu.A02 13885 p4 (TTCT)9 36 77657702 77657737 CATGGGATCGACCTCACTCT ATCAACACAGAGCAGCAGCA 231

Ad02A13888 Aradu.A02 13888 p2 (CT)6 12 77673398 77673409 GCATGCTTAAAAGGAGCAGG ATTAGGGTTGGGTTTGGGAG 222

Ad02A13889 Aradu.A02 13889 p3 (TTG)5 15 77678538 77678552 TTCTCCTAGGTTTTGCAGGC ATTGAAAGGACATTGAGGCG 181

Ad02A13890 Aradu.A02 13890 c (AT)6nta(TATG)6 39 77679853 77679891 GCATCACCTGCCTCTACTCC TCACCCCTTTCAGGTACAGG 255

Ad02A13893 Aradu.A02 13893 p3 (TGA)6 18 77725385 77725402 TGGAGCTCAGGGGTAGCTTA GAGGTCTTGGTAGCAGGCAG 238

Ad02A13902 Aradu.A02 13902 p3 (AGA)6 18 77817247 77817264 CTAGAGGATTCTCCGGCCTT CACCCAAATCCACCCTAATG 276

Ad02A13904 Aradu.A02 13904 p3 (CAT)5 15 77847203 77847217 GAGGCTTTGGCAGAAGTGAC GCGGCCTATGAGAATCTGAA 164

Ad02A13905 Aradu.A02 13905 p3 (TTA)6 18 77851485 77851502 TTTTGGCACAAGATCATCAAA TGAAAAAGTTTAATATTTGGATTCG 258

Ad02A13906 Aradu.A02 13906 p2 (AC)8 16 77855852 77855867 CTTGGTCCATTCTTAACCCAA ATGGAGTGCTTGCCTCAGTT 234

Ad02A13909 Aradu.A02 13909 p2 (AT)9 18 77859404 77859421 TGCAGCATGCACTACAACTT TTAAAACTCTGCCCGCACTT 263

Ad02A13916 Aradu.A02 13916 c (A)10tggcg(A)11tttagcaaagaaaaagaaaaagcaagc(A)1164 77891805 77891868 AAAAGCAGTGAAAAGCAAAAGC ATCCATTGATGCTCAAAGCC 159

Ad02A13917 Aradu.A02 13917 p2 (AT)6 12 77902217 77902228 AAATTGAGTGAGAAGTGACATCAAA CCTCAAAGAAGGGCAACAAG 137

Ad02A13920 Aradu.A02 13920 p2 (TA)6 12 77903669 77903680 TTGAAATTTGTAACACTTGCACA ATTGGTGCCAACTTTGCTTC 270

Ad02A13921 Aradu.A02 13921 p3 (GAA)5 15 77904571 77904585 GAAGAACGCTCTTGCTGCTT TGGTAAGGGGAGGATCAACA 249

Ad02A13923 Aradu.A02 13923 p3 (AGG)6 18 77907314 77907331 GGTGCATTTGAACTCGTTGTT AAGCATGATTACACGCACACA 205
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Ad02A13924 Aradu.A02 13924 p2 (CA)6 12 77908984 77908995 AAAATTCTCCCGAGGCAAGT GATGCGATGAGAAGGGAGAG 265

Ad02A13931 Aradu.A02 13931 p2 (AT)7 14 77930844 77930857 AACCTTTATTATTAATCCAATGGAGA CCTCCAATAATATTTTTAGTTGTGTTT 236

Ad02A13935 Aradu.A02 13935 p2 (TA)8 16 77936845 77936860 TTGAATAAATAATTCTTGGAAGCC TTTCAATCTTCAATAAGGGCTGA 272

Ad02A13939 Aradu.A02 13939 p2 (TA)11 22 77996076 77996097 CCATGATGGAGAAAGGGAGA TTCTCTTTTGGTTTTCGAATTTTT 126

Ad02A13942 Aradu.A02 13942 p2 (TC)6 12 78037018 78037029 TGCAAATCCCTCTCTTTTGC CCGAGTTGCATGTATGAGGA 237

Ad02A13944 Aradu.A02 13944 p2 (CT)8 16 78047971 78047986 GACGTGACTGGCAGAGACAA AAAGGGAGGGGAGATCATTG 261

Ad02A13945 Aradu.A02 13945 p3 (TAT)8 24 78049972 78049995 AGTCCAGCATTTACAGCACTTT AAAATTTCGGGTCGAAAAGG 229

Ad02A13947 Aradu.A02 13947 p3 (CTC)5 15 78054936 78054950 AACTCCGAAATTGGTTGCAG TAGGATGACCCACCTCTTGC 214

Ad02A13948 Aradu.A02 13948 p2 (AG)6 12 78057405 78057416 TTTCGTCCCCAACCATTTT ACAACATCGGTGGCAGTGT 280

Ad02A13954 Aradu.A02 13954 p3 (TAT)20 60 78081089 78081148 TTGTTGGTGTTGTTAGTAGCTCAAG CATTCTCATTGGAACGTTGA 166

Ad02A13955 Aradu.A02 13955 c (TAT)5ta(AT)9 35 78081346 78081380 AGCTCAACGTTCCAATGAGA ACATTACCATTGAATTAAATTTTCTCT 223

Ad02A13956 Aradu.A02 13956 p4 (TATT)5 20 78086777 78086796 CAATGAAACAAGGCGAAATG TGTGTTTGGTTGGCAGAAGA 201

Ad02A13957 Aradu.A02 13957 c (T)11aaaaaaa(TC)630 78087357 78087386 ACACCACAAACTGCAGCAAG TGACAAACAAGACCAGCGAG 245

Ad02A13958 Aradu.A02 13958 c (T)10ctttaaatttgtattgaag(T)11gaactatacttgagctctagtacaaattctttgtcttcttcttgctgatgttgttaactgtctaaaac(T)10118 78087564 78087681 TCGCTGGTCTTGTTTGTCAG TGGATACGTGACACAAAATCG 202

Ad02A13963 Aradu.A02 13963 c (T)10cag(A)10 23 78093124 78093146 ATGCATGCAGGGAGCAAT GCCATCCTGAATTGCATACAC 130

Ad02A13964 Aradu.A02 13964 p2 (TA)7 14 78093359 78093372 TCGTGTATGCAATTCAGGATG CTAATATAGATGTTTCTGTCCTGGAA 204

Ad02A13965 Aradu.A02 13965 c (A)13gtcatagtattaagagagaaatcaacaaaagtcataag(A)1162 78093936 78093997 TGCAGACGAAATTTTCATTCTAA TGAGCTGTAAACCAATGCAC 246

Ad02A13968 Aradu.A02 13968 c (T)11cttatgacttttgttgatttctctcttaatactatgac(T)1362 78098172 78098233 TGAGCTGTAAACCAATGCAC TGCAGACGAAATTTTCATTCTAA 246

Ad02A13969 Aradu.A02 13969 p3 (ATA)7 21 78106000 78106020 AAAAAGATAAGCAGTGAAAATTTAAGA GAGAAATCAAAATGTGTAACTCGG 254

Ad02A13973 Aradu.A02 13973 p2 (AT)6 12 78115230 78115241 TCATATCGTGTCGTGTCCGT TCGTGACATCTTTGGAGTGG 244

Ad02A13974 Aradu.A02 13974 p2 (GT)9 18 78119418 78119435 CAAAGGTTTCGGGCATAAAA TCGACTTAGGTGGGGTGTTC 260

Ad02A13975 Aradu.A02 13975 p2 (TA)10 20 78128704 78128723 TGAGAAATGATTATTCTCCAAACAA CCTTCCTACCCAGCATTCAC 214

Ad02A13976 Aradu.A02 13976 p3 (CCT)8 24 78129722 78129745 GAAACCTTTTTGAATCGCCA ATGGTTTGAGGTTCGAGTGG 212

Ad02A13978 Aradu.A02 13978 p3 (TAA)6 18 78134928 78134945 TTGATTTTCAGTTAATTCGGTCAA GCAAAAAGGGAGAGACAATATCA 229

Ad02A13984 Aradu.A02 13984 p2 (AT)11 22 78141253 78141274 GGATAGGTTTTATTGCATGACCA AGGGACAAAGTGATGTGGTG 180

Ad02A13986 Aradu.A02 13986 c (TC)6ttttctttagtatatattaagcattcactttttctttc(T)1969 78142881 78142949 TTTCTAGACATTGCCATTTTGC GCACGGAATGTGTATTCAGC 146

Ad02A13988 Aradu.A02 13988 p3 (TGG)7 21 78146780 78146800 TCGTAGGATCCACCACCATT TTGGGATTTCCCATTCTCAG 253

Ad02A13989 Aradu.A02 13989 p2 (AG)7 14 78147287 78147300 GCATGGTTCCAAAAGTGTGA CCCACAAAGCCTCTTCTTCA 244

Ad02A13990 Aradu.A02 13990 p2 (AG)6 12 78149313 78149324 ATGAATGCATGCCACAAAAA CCTGTGAAAATGTGTGCGAT 273

Ad02A13992 Aradu.A02 13992 p2 (TC)6 12 78167015 78167026 CCTAACTAGGTCGCCTCCCT TTTATTTGCTCCCTTGGACC 255

Ad02A13994 Aradu.A02 13994 c (AT)7gttcattaagagacattcaacctcattttttc(A)1157 78171787 78171843 ATCGGACCCAAGTTAGACCC AACGAAGAGCTCGACGAGAG 237

Ad02A13996 Aradu.A02 13996 c (A)10tctttaaagaaaattaacgg(AT)846 78178350 78178395 CTGAGCTTTGGGAGTTCGAT TGATTTTGGGTGCTTGAATG 241

Ad02A14001 Aradu.A02 14001 p2 (AT)9 18 78191602 78191619 CGTAAGTCATTTTCATCCCTCA TTTGATTTTGAGCATATAACTTTGTTT 243

Ad02A14007 Aradu.A02 14007 p4 (ATAG)5 20 78216027 78216046 AGCATGCTACGTCAGCTTCA CCTTATGACAATCACTCTTTGTGG 237
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Ad02A14010 Aradu.A02 14010 p3 (AAT)5 15 78224139 78224153 AAAACGTGATTGGTGTGGCT GGGGACGGTGGTACTCACTA 222

Ad02A14012 Aradu.A02 14012 c (ACA)5tactccaatcatatccacaaccaaatatatccagaatacgcatc(AT)1181 78241558 78241638 CGGACAGAATTTCCTCTGTTTC CAGGATCCTCGTGTGGGTTA 276

Ad02A14014 Aradu.A02 14014 c (ACA)5tactccaatcatatccacaaccaaatatatccagaatacgcatc(AT)1181 78248346 78248426 CGGACAGAATTTCCTCTGTTTC CAGGATCCTCGTGTGGGTTA 276

Ad02A14018 Aradu.A02 14018 p2 (GA)7 14 78256966 78256979 TTTTCACCACTATAAAAAGCTCCA TCCCCCATTAGTTTGTGCAT 274

Ad02A14020 Aradu.A02 14020 c (A)10ggaaaagagaacagt(A)1035 78258418 78258452 TTGGTTCAATCACTGGTTCG TCTGCTATATTCTTCATCCGCA 278

Ad02A14025 Aradu.A02 14025 p3 (TTA)6 18 78275510 78275527 TGCCTCAACTCTCCTCATCA AATAAGGATTCCGCTAGGGC 242

Ad02A14026 Aradu.A02 14026 p2 (CT)6 12 78277552 78277563 TCCTCTTTCTCGTTCCCTCA GAAGTTCGCGCCTAAGACAG 196

Ad02A14027 Aradu.A02 14027 p2 (AC)8 16 78291300 78291315 TGTTGTGTGTGCCTTTCTTCA ACCCGTGGGTACAGCAATAA 226

Ad02A14031 Aradu.A02 14031 p2 (TA)6 12 78309211 78309222 TTGCAAGGGTTGTTATTTACTTGA TGAAAATAATTGCTTGTGCGTC 272

Ad02A14034 Aradu.A02 14034 p2 (AT)6 12 78315234 78315245 TTCAAACACCACCTTCCTTACA TGCTCAATTAAACACATCCTAAAAA 251

Ad02A14036 Aradu.A02 14036 p4 (AAAT)6 24 78316815 78316838 GAGACAGCATGTGCAAGGAA TCGCTTTCTAATTCAACGAAAA 259

Ad02A14040 Aradu.A02 14040 p2 (TC)7 14 78333366 78333379 CAGAAGGGTGGTGAGGAAGA ACATGGTACGCACAATGCTT 143

Ad02A14042 Aradu.A02 14042 p4 (TTGT)6 24 78336075 78336098 GCATGGATGAAAAGGGAAGA CACATGTAACCGCGTCCATA 277

Ad02A14044 Aradu.A02 14044 p3 (TCC)5 15 78338229 78338243 AAACACGCGCTTCTTCAACT TGAAGAAGGAACGCAAAGAAA 159

Ad02A14045 Aradu.A02 14045 p2 (GA)6 12 78340345 78340356 TGAAATTTCGTGGTTGGAGA GCCAAAATCCCTCTTTCTCA 215

Ad02A14051 Aradu.A02 14051 p3 (TAA)7 21 78381608 78381628 GGGATTTCAATGCAAGGTTC TTCAAGATTTGAGTGTGTTTTCTTTT 218

Ad02A14053 Aradu.A02 14053 c (T)12ccaatgtcacgggcaaacaattattgattctttccatcagaac(T)11catttccgtagtatcccataccnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaacatcaacacc(A)14148 78391230 78391377 AACAACATTCAGGACAGACACA TCACTTGATGGGCTTTGGAT 258

Ad02A14054 Aradu.A02 14054 p2 (TA)7 14 78391722 78391735 TAGTGAGCCATGCAGAATGC ATATGTGGCCGTTTGGGTTA 138

Ad02A14058 Aradu.A02 14058 c (CTCC)6tc(CT)19 64 78396444 78396507 AAGTTGTTCCCGTTGCACTC TGCCAAATGTCACAATTCAAA 204

Ad02A14059 Aradu.A02 14059 p3 (AAC)10 30 78397456 78397485 TGAAGGGAGGGAGTATGCAG CGTTTGATTCATGTAGCCGA 259

Ad02A14060 Aradu.A02 14060 p3 (TAA)5 15 78400778 78400792 TCCTTTATCCGAGTTTGGGA TTGGAGCGACCAGTTTCTCT 280

Ad02A14063 Aradu.A02 14063 p3 (TAT)6 18 78412231 78412248 TGTGTGTGAATTGCTGAAATGA CGACACAATTAAATTATAACCCCG 250

Ad02A14067 Aradu.A02 14067 p3 (TAT)5 15 78416896 78416910 ATCACGAAAAACATGCGGTA ACTCCTGCACGACAATTTTT 243

Ad02A14068 Aradu.A02 14068 c* (AT)9(ATAA)6* 40 78428657 78428696 AATTTTCGAATCCCTTGGGT GGTCCATGATGAAGTAAGGGAG 279

Ad02A14070 Aradu.A02 14070 c (T)11actttaaaattatatgtatccaaga(T)1046 78453803 78453848 CCAGATTTGCTATTTATTGTAAGTGC CCCTTAATTACAAACATTAAACCC 277

Ad02A14073 Aradu.A02 14073 p2 (AT)8 16 78460982 78460997 GTGTTTGATAATGAAAAAGTAATTTGA TTTCTATCCGATCATAAAGTCAACA 279

Ad02A14078 Aradu.A02 14078 p3 (AAG)5 15 78472236 78472250 TCATCACCCACTCCTTCTCC TCAGCGAGGTTATCGAGGTT 200

Ad02A14079 Aradu.A02 14079 p3 (ATA)5 15 78476974 78476988 ACTAGATTGGGGTCGTGGTG CGAATTGAAAGTGTAGGGCA 148

Ad02A14081 Aradu.A02 14081 p2 (TA)7 14 78480673 78480686 TTGGCTCACTTTTACAGATCACA TGCGTTGTTTTTGTATTTTCCA 242

Ad02A14083 Aradu.A02 14083 p4 (ATAA)5 20 78482124 78482143 TTCTGGATAGTGTGGGTGATG TGCAGTGTTGATTAGAGATAGCG 266

Ad02A14094 Aradu.A02 14094 p4 (AGAA)5 20 78507076 78507095 CGTACGGCCCCGTTATAGTA CCCACACACACAACCAAAAA 268

Ad02A14097 Aradu.A02 14097 p2 (TA)7 14 78507938 78507951 AAATCGGATCGCGGATATTT TCCACATAATTAAACCTTCTCTTTTT 275

Ad02A14098 Aradu.A02 14098 p3 (TTG)6 18 78511878 78511895 CGTTTGATTCATGTAGCCGA CCTCACGTGAAGAGCTTCCT 266

Ad02A14099 Aradu.A02 14099 p2 (TC)13 26 78525177 78525202 CCTAAGGAGAAATTGGAAGAAAAA ATCAGGGGATCCATCATTCA 138



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A14100 Aradu.A02 14100 p3 (TGA)5 15 78534084 78534098 TCTCAATATTCGGGTCTGGC ATCAAGCAAGCAAGCACCTT 194

Ad02A14103 Aradu.A02 14103 p2 (TA)8 16 78545378 78545393 GACCTAAACTTCGCAGGTCG GAAAGATAAAGCGCATTCGG 113

Ad02A14107 Aradu.A02 14107 c (T)10acttggtctctagacgttaaa(T)1041 78559454 78559494 AAAATACCAGACTTTTTGAATTCTCAT TTGTCATGGCAGAAACTAAATTG 193

Ad02A14108 Aradu.A02 14108 p3 (ACC)9 27 78566258 78566284 TTTTTCGCTCCAAAATGGTC ATGGATGGTGATGGAGTGGT 190

Ad02A14109 Aradu.A02 14109 p3 (AAG)45 135 78566526 78566660 TCATCATCATCAAGAACCCAGA TTTCGCTACAAAATGGTCCC 224

Ad02A14112 Aradu.A02 14112 p3 (AAT)7 21 78572154 78572174 GGGCTAGATTTACAAGAAAGTTATGTT AAGGGAGGGGAATGTATTTCA 280

Ad02A14116 Aradu.A02 14116 p3 (TTC)7 21 78575688 78575708 GTTGGAAGGGCCAACAACTA CAATGACAAAGGGTTTGGGT 276

Ad02A14121 Aradu.A02 14121 p2 (TA)7 14 78598635 78598648 CTTGAGAGCCGTAAGATGAAAA GCCATAACGGAAGATACGGA 260

Ad02A14123 Aradu.A02 14123 c (A)11taaatcaccacattttacgatctttctacctcagctttttttcccaccaaattg(A)1378 78603038 78603115 ATCAAATGCACCGAATCACC TTTCCTTGTCTGGGTTGCTC 172

Ad02A14124 Aradu.A02 14124 c (GTG)7cggaa(ACG)541 78603788 78603828 CTATCTTCCTCCCGCTCCTC TCTCCGATTTCTCCGACAAC 246

Ad02A14127 Aradu.A02 14127 p5 (AAGAT)5 25 78629868 78629892 AGGCGGTTCCCCTAAAGATA GGAGTTGGTGTGTCCGACTT 156

Ad02A14133 Aradu.A02 14133 p3 (TTA)5 15 78649100 78649114 TCAATTTTTGTGATCTAGCATGATT TGTTCAAAAATTATCAAAAGCGAA 274

Ad02A14135 Aradu.A02 14135 c (A)10gactagttaaaaactaaactttac(A)1145 78651335 78651379 TTTTGGCTAAAAATCCAATTTC TGATTAATCGGAACCAAACCA 149

Ad02A14137 Aradu.A02 14137 p3 (TTA)7 21 78653543 78653563 TCCCGTAGTCAAAGAAGCTAAA TACCTAGGGCTCTCTGCTGC 264

Ad02A14140 Aradu.A02 14140 p5 (ACCCT)5 25 78673085 78673109 TGGGTAGGGTTAGGGTAGGG TTGATATTTCTGCGGGTAGGA 178

Ad02A14145 Aradu.A02 14145 p2 (AT)6 12 78717748 78717759 GTTGGCTGGTGTTTCACCTT CCATCATCGTTATACTGGCG 251

Ad02A14146 Aradu.A02 14146 p3 (TTA)6 18 78726740 78726757 CTTGTCTTCGCAGGCTGAGT TAAAGCTGAGGTGGCAAGGT 258

Ad02A14147 Aradu.A02 14147 p2 (GA)6 12 78731053 78731064 TTAGAATGTTGCTCGCCCTC CCCATAAACCCTCCATCCTT 150

Ad02A14148 Aradu.A02 14148 c (T)10c(T)10 21 78738630 78738650 AAAAAGGAACAACAGCGGAG GAAAATGGAGGTTGCCTTTC 176

Ad02A14149 Aradu.A02 14149 c (T)10gcctctaattttaacc(T)1137 78738855 78738891 GAAAGGCAACCTCCATTTTC GGATGAAAAGATGTTTCACAAGC 268

Ad02A14150 Aradu.A02 14150 p2 (GA)6 12 78746329 78746340 GCATTTCATCAAACACTTGGAA TCATGCTTTGATTCAATTTTCCT 274

Ad02A14151 Aradu.A02 14151 p2 (TC)6 12 78753021 78753032 CCTCAGCCTTTCTTGCCTAA ACCCAAAAGCAACGTTCATC 128

Ad02A14152 Aradu.A02 14152 p2 (TC)6 12 78762599 78762610 CCTCAGCCTTTCTTGCCTAA ACCCAAAAGCAACGTTCATC 124

Ad02A14155 Aradu.A02 14155 p3 (TGG)5 15 78773152 78773166 CCTTTGTCATGGAGTCCAAA TTGCAGCACCGAAATTAACA 276

Ad02A14159 Aradu.A02 14159 p3 (TTC)6 18 78788597 78788614 CACCTTGACCGAAACACCTT GAGGATTCTCCGGCTTTAGG 171

Ad02A14160 Aradu.A02 14160 p2 (CT)7 14 78800998 78801011 CTTCTCTCTCACTTTGGTGGC ATGACTGTTGGGTTTTTCGC 150

Ad02A14161 Aradu.A02 14161 p3 (AAT)12 36 78803409 78803444 GCCTTCTGAATAAGATTTGACCA CCATGGATGGATAAAGAAGGA 264

Ad02A14162 Aradu.A02 14162 c (A)10gaaccaaagtatttaaattagtaaaac(A)1047 78803741 78803787 TGCCAACACCACCAAGATTA CAGAATCTCTTGCATCAAACACA 170

Ad02A14163 Aradu.A02 14163 c (A)10gaaaaaacacaaatacagaatatatgatggttaaaatgatactcctgcag(A)1171 78804397 78804467 TGCATTACCCATGCGAAGTA GCAATTGATTTGGGTTATGTTG 250

Ad02A14167 Aradu.A02 14167 c (A)10ttgcagaggagagacatgatagtagcacattttacttg(GA)660 78808487 78808546 TTGATGTGGAAATCACATTGC CCAGTCATCATAACCGGGTC 259

Ad02A14173 Aradu.A02 14173 p3 (GAA)7 21 78830229 78830249 TAGGGTGAGGGCATAACAGG CGTTGTACGATGAAGGAGGC 274

Ad02A14176 Aradu.A02 14176 p2 (TA)7 14 78850097 78850110 TACAAGACCGGTGTGATGGA AGGAGGATTGGGGTAGCATT 178

Ad02A14177 Aradu.A02 14177 p2 (CT)8 16 78854697 78854712 CAAGCTAAGCCAAAGCCAAC AGCGAAGGCAGTGAAGATGT 239

Ad02A14180 Aradu.A02 14180 p2 (AT)7 14 78892407 78892420 TGGATAAAATAAGGGACATTACGAA CGCATGTATGCTGACTTTGC 169
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Ad02A14184 Aradu.A02 14184 p2 (TC)23 46 78902048 78902093 CTCATGGACATAATCGTACTGGA AGGGCGTGCATCAGAAAATA 254

Ad02A14185 Aradu.A02 14185 p3 (GAT)5 15 78902330 78902344 ATATTTTCTGATGCACGCCC CCATACATTCAAATGGGGGA 204

Ad02A14187 Aradu.A02 14187 c (AT)13(GT)7 40 78928905 78928944 TTTGTGGGATGTGCATGAGT ATGACAACCCAAAACCAAGG 275

Ad02A14190 Aradu.A02 14190 p2 (AT)10 20 78939215 78939234 TTTTAGGAGAACCCCACCTC TGGGTTTCAACATGTTTTACTCT 269

Ad02A14196 Aradu.A02 14196 p2 (AT)6 12 78958823 78958834 AGTTGCAGTGGTGGTCTCAA ATGGTCCTCACTCCTGCTTG 275

Ad02A14198 Aradu.A02 14198 c (TC)6accccctcc(CT)6tcctctctctctatccttctctccccctctttttccatg(CT)786 78959535 78959620 TCCTCTCTTTCCTTCTCTTCTTTT GGAGGGGGAGAGAGAACAAA 207

Ad02A14200 Aradu.A02 14200 c (GA)7aaaagagagggg(GA)740 78960342 78960381 GGGAGAAAGAGGAAGAGAGAGAA ACATCTCCAATAGGGTGCG 280

Ad02A14201 Aradu.A02 14201 p3 (TTG)7 21 78963529 78963549 TGCGACTTTTGATATGTTTGGT AGTCCTTCGACAAGCCAATC 197

Ad02A14202 Aradu.A02 14202 c (A)10gcggtttttttgtagaaaaccgattttttgtccaaaaaatc(T)1061 78964546 78964606 CCAAAACCAAATTTAAAAACCC TTTGGATAGAAAGTTAGAAACATTGG 148

Ad02A14205 Aradu.A02 14205 p3 (TTC)6 18 78980199 78980216 ACATACACCCTCCCCTCTCC GCTTTTGTCTTCCCTTTCCC 266

Ad02A14207 Aradu.A02 14207 p3 (TTA)5 15 78990953 78990967 TGCGCAGCAAAATTGTATTC TGGAAACGTTTAATATATGGATTTG 270

Ad02A14215 Aradu.A02 14215 p3 (AAT)14 42 79020525 79020566 CTCCTTTCTGGTCTAGGGGG AGTCCATCTCAGGTAAGCAGAA 265

Ad02A14217 Aradu.A02 14217 p2 (AT)6 12 79026314 79026325 TTGTTTTTCTTTTTCTGGTGCAT TGGAGTTTGCATCACTGGAG 213

Ad02A14223 Aradu.A02 14223 p4 (AAAG)6 24 79034416 79034439 AACCCAGGTAAGGGTGTGTG TCAGGGACCACTTCCACAAT 185

Ad02A14224 Aradu.A02 14224 p3 (ATA)5 15 79035297 79035311 GCAAAACTTGAAAATCAACCAA TGTAGCATGCATAAGTAGACCAAA 241

Ad02A14226 Aradu.A02 14226 p3 (ATA)6 18 79036476 79036493 TTATTTTTGCCGGGTTTTCA CTGCCTTGATATTTTTGGGG 205

Ad02A14231 Aradu.A02 14231 p5 (AAAAT)5 25 79045128 79045152 TCCGTTCCTATCTTATTTTCATCA TTTACATAACACCCTGATTCATTTTT 267

Ad02A14241 Aradu.A02 14241 c (T)10c(TG)7(T)14 39 79094562 79094600 CCCTTGCTACCTTTCCTCCT TTTTTATTGAAGTTACATTGAGTTTGA 253

Ad02A14242 Aradu.A02 14242 c (T)10cttacttatttgtataccgttgctacctctcctaagcc(T)1058 79095028 79095085 CACTTTAATTCCTCAATTTCCTCAA TTTTCCCCATCTGTTTCATTG 152

Ad02A14249 Aradu.A02 14249 c (AGC)5aagtgaaggaagtggcgaagatacaagctcaaattttgctgtaccatttctcagctgctccaaaatatcctctgca(AG)6103 79105423 79105525 TGCTACAATTTCCGATTCCA TACACCTCTTCCTCGCATCC 274

Ad02A14251 Aradu.A02 14251 p3 (TCT)6 18 79126557 79126574 ACAACCCCCTCTTCTTCACC TGCCATTGATGGTAGTGGAA 167

Ad02A14252 Aradu.A02 14252 p4 (AAGA)9 36 79164864 79164899 TGAGGAGTTCTGGTCTGCAA TTGGGCTCGATCAGTAGCTT 277

Ad02A14253 Aradu.A02 14253 c (CAT)12(CA)8(CT)2398 79165897 79165994 CCCATAAAACATCGGTTTCAC GAAAGATGCTCACGCATCAA 250

Ad02A14254 Aradu.A02 14254 p2 (GA)16 32 79167987 79168018 AAGGGAGAGAGATCGAAGGC TACGCCGACACATCTATCCA 230

Ad02A14255 Aradu.A02 14255 p2 (AT)10 20 79168581 79168600 TTCAATTCAGCATTTATGGCA CACCCCATTATTGCCATTTC 275

Ad02A14256 Aradu.A02 14256 p3 (TCC)5 15 79171200 79171214 ACCACCATACCACCACATCC TTTCGGTTCATTCGATCACC 199

Ad02A14257 Aradu.A02 14257 c (AGA)5catagtatttagagtagagaaaaagaagtagaataaatttaa(AAG)572 79171656 79171727 CGGAGGAGAAAGAAAAAGAGG TTTCTACTTCTCCAAACAATTTTACA 240

Ad02A14263 Aradu.A02 14263 p2 (TC)6 12 79195223 79195234 CGGCTAGTGGTGAGGAGAAG TCATCATCGCCGTTTACCTT 219

Ad02A14265 Aradu.A02 14265 p2 (TA)8 16 79214357 79214372 TCACAAGGTTTTTCTTGCCA TGTCCCAAACATTTAAAGAATGAA 208

Ad02A14268 Aradu.A02 14268 p3 (ATT)15 45 79215463 79215507 ATGCACGCATGTTGGACTTA ACCTCCCGTTAGCATCAGAA 274

Ad02A14271 Aradu.A02 14271 p3 (TTA)7 21 79225460 79225480 CTTTGACACGGTTGGGACTT ACAAAACCTCCTATTAGTATCCGA 243

Ad02A14278 Aradu.A02 14278 p2 (CT)6 12 79250320 79250331 TTCAAGGGCAAAGATATGGC GAGAGAGAGGACGTGATGGC 213

Ad02A14279 Aradu.A02 14279 p3 (TTA)12 36 79251016 79251051 TTGTGTTGGTATGCATTATGTATGT TCGCAAGTTACTGGCAAAAC 259

Ad02A14280 Aradu.A02 14280 p2 (AT)8 16 79260769 79260784 TGTGCACTAATAGGCCATGAT CCAAATCAAATCCCTAACATCTC 280
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Ad02A14281 Aradu.A02 14281 p2 (AT)6 12 79261768 79261779 ACCATAGCCATGGGACAAAG ATCATTGCGCACCAAGAGAT 271

Ad02A14282 Aradu.A02 14282 p2 (AT)10 20 79264441 79264460 TGTTGTAAAAAGTTTGATTATTCAGC TTTTTCTTTCTCTTTTTAAATGGTTG 264

Ad02A14287 Aradu.A02 14287 p4 (ATTT)8 32 79285257 79285288 TTGCTTCGCTTCCTTTCATT TCAAGTGTTCAAGTGGGGTTC 134

Ad02A14288 Aradu.A02 14288 p2 (TA)6 12 79285610 79285621 CGAAGCGAATTTGAGTGAGG CGGGATAGGGGTGATACAAG 248

Ad02A14289 Aradu.A02 14289 p3 (TAT)17 51 79286193 79286243 TTGCGTGCTTGAGTTTTCTTT CATTTGCTACAACAACATCATCA 159

Ad02A14293 Aradu.A02 14293 p2 (AG)6 12 79295349 79295360 GAATTGTGAGAAGGGATAAATGC TCCCAGATAGGATTGGGTTG 251

Ad02A14298 Aradu.A02 14298 p3 (GGT)5 15 79305156 79305170 TGCTTCTGCTTTGCTTCAAC TGAAAATACCCTTCCTCCCC 228

Ad02A14299 Aradu.A02 14299 p3 (TTA)19 57 79305408 79305464 TTAAACCTTTGGGACCATTTT GAAGGAAGATGCGTGGTGAT 273

Ad02A14303 Aradu.A02 14303 p2 (AT)11 22 79312483 79312504 CAGTCAATCCATTTCCCAGG TGCATCCTTGGTCCTCTACC 238

Ad02A14304 Aradu.A02 14304 p2 (TA)12 24 79321684 79321707 CACGTGTTCCAGGTTGAGAC GACAAGTCCGGCTGCTAAAC 216

Ad02A14306 Aradu.A02 14306 p2 (TC)7 14 79335322 79335335 TGGTGATGGAAATCTGGACA GGCCATTTCAAGAGGGAACT 265

Ad02A14307 Aradu.A02 14307 p3 (TTA)6 18 79339251 79339268 AGTGGCGGAAAGAACAAGAA CATACCGTGAAAAGGGCAGT 186

Ad02A14310 Aradu.A02 14310 c (T)10aaattagctaccaataatatatttgatgtaaattaaaaaattttag(AATAA)581 79342227 79342307 AAAATTGTTTTTCTGGAATTATTGCT AACACAAACCATTTGCACCA 276

Ad02A14314 Aradu.A02 14314 p2 (AT)8 16 79348970 79348985 GGATGTTGGTGGTGCAATTT TCGCTAGATTGAACTGATCGAA 256

Ad02A14316 Aradu.A02 14316 p3 (AAG)6 18 79359803 79359820 CCTCCTCATCTTCTGCTGCT TTCTTTCGTTTCTTGCCTTCTC 195

Ad02A14317 Aradu.A02 14317 p2 (AT)8 16 79360312 79360327 AATTAGGTTTGACTTTAATTGTGAGC CCAAAAACAGGATTACATCCAAA 242

Ad02A14322 Aradu.A02 14322 p3 (TAT)5 15 79362489 79362503 GTGCCATATTTTCTGGCGTT CGATTTTTAAATTTGAATAGACCCA 194

Ad02A14324 Aradu.A02 14324 p2 (CT)12 24 79363653 79363676 GGACGATGGCCTATTTCCTT AGGAAGTGTTTGGTTCCGTG 152

Ad02A14325 Aradu.A02 14325 p3 (CAA)7 21 79363946 79363966 TTTCCGGTTATGAATCCCAC AGGAAGGACGGAAGATTGCT 277

Ad02A14326 Aradu.A02 14326 p3 (GAA)5 15 79364429 79364443 GGGCTCGAAATAGCACACTC CCTCTTCTTCCTCAACCACG 225

Ad02A14327 Aradu.A02 14327 p3 (GAT)5 15 79365605 79365619 TGCGGATACTGCTTCTGTTG GAACCCCTCTTAGGTCCTGC 209

Ad02A14330 Aradu.A02 14330 p3 (AAT)5 15 79379353 79379367 TTGTGATTTTTGTGTATTATGTTTGTT CAAATCTGAAATTTCTTGATGATCT 186

Ad02A14335 Aradu.A02 14335 c (CAT)5cgtcgttatcatcatcgctactgctactgcctcttcttattctcctccttttttctcatttttctcttttgtcgt(CAC)5ctccttcttctccaatttcctttttcatttgaatttattctccaatcttccttttcctcctc(CAT)5182 79414816 79414997 CCACCTTCTCCTCTTCTTCCT AAAAACGACAATGATGACGAT 275

Ad02A14341 Aradu.A02 14341 p3 (CTC)7 21 79432271 79432291 CGATCCATGAACACCCCTAC TTCTAATTTGATGTTCTAATCTTGCT 254

Ad02A14342 Aradu.A02 14342 c (CAT)5aaaaagt(A)1032 79432780 79432811 AACATGTTCACCAAGTAATTTTGG AAAACACAACTTCTTTAATGCTGC 230

Ad02A14343 Aradu.A02 14343 c (ATT)6t(TTA)11 52 79438173 79438224 TTGGCAAATGTAAGTTCTCAAA CCCTCTGAGCTTCTTTCCTTC 273

Ad02A14349 Aradu.A02 14349 p3 (AAT)12 36 79480335 79480370 CGAGTACACTTTCTCCGGTGT TCACAATTTGAAGCGCTGTT 244

Ad02A14357 Aradu.A02 14357 p3 (AAG)6 18 79508509 79508526 AAGCAAGGGTTTCAAGCTCA AAATTATTGACGCCGTGTCC 261

Ad02A14359 Aradu.A02 14359 p2 (TC)6 12 79512164 79512175 AATCAACATCTCCACCGACC GGGTGAATTCTTGCACCCTA 236

Ad02A14362 Aradu.A02 14362 p2 (AT)11 22 79525550 79525571 TGGCTCTTGAAAGAATGATGG GCCCAAAGCACTCTGTCTTC 276

Ad02A14366 Aradu.A02 14366 p2 (CG)6 12 79544638 79544649 CGCCACTCTCGAAATAAACC TCGATGGTGTTTGGATGTGT 208

Ad02A14367 Aradu.A02 14367 p3 (TTA)5 15 79556093 79556107 CCTCCTCACCTTGGATTCTG CAAGGCCAAAATTCACCTGT 278

Ad02A14378 Aradu.A02 14378 p2 (CT)8 16 79597589 79597604 TCGCGAGACTCTCCTCTCTC GAAAGACGCGACACAGAACA 186

Ad02A14379 Aradu.A02 14379 p2 (TG)14 28 79598007 79598034 TTCTCCTTCTCCCATTCCCT TCAACTCTCACCTCACACGC 199
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Ad02A14381 Aradu.A02 14381 c (AT)13tgaatctaaatattaaaaaatatatctccaaattcttgccatatcttgaaaaatatatcataaaaaagaac(T)10107 79599751 79599857 CCCAAGCACATAGCAAAAGA CTCATTTTCGGGTTGCAAAT 264

Ad02A14383 Aradu.A02 14383 p2 (TG)19 38 79604365 79604402 GGATAGCACCACCTCTCTCG TCTCAACTCTCACCTCACACG 238

Ad02A14385 Aradu.A02 14385 p2 (AT)7 14 79606600 79606613 AACCGGAAAATACTTTTTGTTGA GAGGATGATGTTCTCACCCC 272

Ad02A14386 Aradu.A02 14386 p2 (AT)9 18 79607376 79607393 TAACCCTTAGCGTCACCACC TTTGCGAAACTATAGGGACCA 186

Ad02A14388 Aradu.A02 14388 c (TGA)7tttttttgtttttctgagttctgagttctgggttcttgtttttctgagttctgaattctgggttctgagttttgataatgatgac(GAT)5121 79611449 79611569 ATTGAAGATGGATTTGGGGA CACCCCACCCAGAACTTAGA 248

Ad02A14389 Aradu.A02 14389 p3 (TGA)5 15 79611714 79611728 TCTAAGTTCTGGGTGGGGTG TATCATTCCCCCTTCTTCCC 234

Ad02A14390 Aradu.A02 14390 p2 (AT)13 26 79615530 79615555 AAGCAAGTGGGACAAACCAC CTTGTTTGTGGCTGCAGTGT 265

Ad02A14391 Aradu.A02 14391 p3 (CCA)6 18 79626648 79626665 CGACAAGAGGAGCATGATGA CACGCGACATTAAGTGGATG 119

Ad02A14394 Aradu.A02 14394 p4 (GAAG)5 20 79631885 79631904 TTTTGATGTAACAAGGAGCGG TGAGGCAGAGGACAGTGATG 254

Ad02A14395 Aradu.A02 14395 p2 (AG)10 20 79632366 79632385 ACTCACCCACCCACTCACTC TAGTCCAAATGAGGCGAACC 264

Ad02A14398 Aradu.A02 14398 c (T)13aagcaagcaaaatgaacttaacaat(TA)650 79646803 79646852 CGAGATATGGGGAGGGAAAT TCAACTTCAAAGCCAATCCC 276

Ad02A14399 Aradu.A02 14399 p2 (TA)8 16 79648967 79648982 CATCCCCATCCATTTACTGC CGGAATCATCCATGTAACAGAA 142

Ad02A14406 Aradu.A02 14406 p3 (TAT)7 21 79692974 79692994 AACGGAAAACGCTGAAGAGA CCAGCTAGTGAAGAAGCGGA 233

Ad02A14410 Aradu.A02 14410 p3 (ATA)18 54 79707695 79707748 GGGGAAAATGCATATGGAAA CCCCCACACACACATATACA 261

Ad02A14416 Aradu.A02 14416 p2 (AT)11 22 79734747 79734768 CTGCATGCTGAAGCAACAAT GTGAACAGGCTCTTGGAACG 272

Ad02A14420 Aradu.A02 14420 p2 (AT)6 12 79743829 79743840 GTGCTTGGGTCTCAATCCAT AAAACCGGTGGGAAATCTCT 223

Ad02A14428 Aradu.A02 14428 p2 (TA)6 12 79766367 79766378 TCAATCAATTCAATATGCAAGACA TCCCATGAAAAGATGTCAAAAA 142

Ad02A14439 Aradu.A02 14439 p2 (TA)7 14 79794179 79794192 AGGAAGTGTTATCCCCCTCC CGAACCGGACCATAAACACT 227

Ad02A14441 Aradu.A02 14441 p2 (TC)18 36 79798766 79798801 CTAAGCCGTGAACCAGCACT GGGAGAAAAGTGCGAAGAGA 187

Ad02A14442 Aradu.A02 14442 p3 (TCT)6 18 79798985 79799002 CGTGAGCTCCATCTTCTCCT CATCATCAACATAGCCTAGCCA 277

Ad02A14443 Aradu.A02 14443 p2 (GA)15 30 79799238 79799267 TGAAGAGGATAGTGGCTAGGCT CATACACCCACCCTCACTCA 133

Ad02A14444 Aradu.A02 14444 p2 (TA)9 18 79813908 79813925 TATGGAACACAGAGCCGCTT AGAAAAGGTTTAGACGGTACATACA 275

Ad02A14446 Aradu.A02 14446 c (CT)21tccatatagatcgctttctctcacagaaacaatcactagtactagtactactactgctactc(CAA)6ccaaactatcatattctgctgaa(TAT)5160 79830131 79830290 CCCACAAACACCCTCTCAAC CGATGTTGCCATGTCTTTTTA 280

Ad02A14447 Aradu.A02 14447 p3 (TAC)6 18 79830462 79830479 TCTGCACTGCAAAATCCAAG TGAAGGGGAAGGTGAGAAAA 138

Ad02A14449 Aradu.A02 14449 p3 (AGA)5 15 79831059 79831073 TGGTTGTGGCTACGTGAAAA GGTTCCTGCACTCTCTTGGA 278

Ad02A14451 Aradu.A02 14451 c (A)10tctactccgaacaggtttt(A)1039 79837181 79837219 TGATGATAAAATCACGTTTCCA CGAATTGAGATATAGCACCAAA 191

Ad02A14452 Aradu.A02 14452 p3 (TAT)5 15 79842122 79842136 TTTTGCAACAACTTCTTCTTTTG GGCCCTTTTTGTCGAGTGTA 279

Ad02A14458 Aradu.A02 14458 p2 (CA)8 16 79857796 79857811 ACATTGAATCACAACAGCGG TATGTGGGTGGGTGGATTCT 185

Ad02A14460 Aradu.A02 14460 c (TAT)20gtgcg(TA)677 79867864 79867940 AGCAAAGAAACAAAAAGCGG TACGTATGCAATGGCTTTCC 173

Ad02A14461 Aradu.A02 14461 p2 (AT)6 12 79868403 79868414 ATGGAAAGCCATTGCATACG TCTCTCGCCTCTCATTCCTC 241

Ad02A14464 Aradu.A02 14464 p2 (TA)9 18 79876171 79876188 AACAAAACGACCAAAAATTTCA TCCATAATAACAAATAAACCACATGA 188

Ad02A14466 Aradu.A02 14466 p3 (TAA)5 15 79880569 79880583 CGCTTGCTTTGTTTTCATGT AAAGCAAATAGCAACAGCAGAA 278

Ad02A14470 Aradu.A02 14470 p2 (AT)9 18 79885398 79885415 TGTCGGGTTGAAAAATACCG TGTTCAATTTTGGCCCTTTT 256

Ad02A14480 Aradu.A02 14480 p3 (TCC)5 15 79910545 79910559 GATGGCGAAGAAGAATTCCA CCACCTTAGCCTCACCTTCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A14482 Aradu.A02 14482 p2 (TC)7 14 79928939 79928952 CGAACCTTCTTACTATTTTGTTTGTC GATAAATGTAAGGTTGTGACAGTTTT 259

Ad02A14487 Aradu.A02 14487 p2 (TC)11 22 79936145 79936166 AATCACATGTGCCACGTTCT ACCATATCGATCCCAAGCTG 239

Ad02A14492 Aradu.A02 14492 p3 (AAT)23 69 79938938 79939006 CCCAGCTATGAAAAGCCTGA AGGTAAATAATCCCATTTTAGAATCTT 277

Ad02A14501 Aradu.A02 14501 c (T)10gtta(T)12 26 79970786 79970811 GAAAAACCGGGGCTAGAGTT CGTGGGCGATGGTCTTATAG 275

Ad02A14502 Aradu.A02 14502 p3 (TTA)8 24 79976106 79976129 TTTTCCGTATCTCCATTCATTG TCCCATTCTCTTATCATTTCACTT 277

Ad02A14503 Aradu.A02 14503 p3 (TTC)6 18 79980664 79980681 GGGTCCTCAATTCAGCTTCA CCAACCTGGATAAGCCCTTC 273

Ad02A14504 Aradu.A02 14504 p2 (AG)6 12 79983560 79983571 TCAAAATCTCACAGGTTGTGTGT GTCGGAATGACTTCCAGAGG 264

Ad02A14505 Aradu.A02 14505 p2 (GA)7 14 79994330 79994343 GCCCAACTATGATCCATGCT CTTGCTTGAGTGGCGTACTG 218

Ad02A14506 Aradu.A02 14506 p2 (GA)6 12 80005095 80005106 TCCAACGGATTCCATTTCTC TTGTTTCCATGGTTTCCTGG 253

Ad02A14514 Aradu.A02 14514 p3 (ATT)6 18 80032411 80032428 AATAGAGATTTACAACATTTTGGTTG CGACGACTATGAATAAAGAGACACC 276

Ad02A14525 Aradu.A02 14525 p3 (ATT)6 18 80073619 80073636 CCAAATGCAAGAAAAGGGAA GGAGAAAAGTAGGGACCAGCA 200

Ad02A14527 Aradu.A02 14527 p2 (AT)7 14 80074569 80074582 CACACATAAATATTTGCACAGGG CAAAAGCAAAAGGGAAAATCA 278

Ad02A14529 Aradu.A02 14529 c (A)16caatgaccaatattattttactaacaacttaattataaattctataatgatttca(T)1182 80077602 80077683 GCGTCAAAATGCGTACAACA AGGAAGCAGACTTGTCCCAA 280

Ad02A14531 Aradu.A02 14531 c (A)12gatttttcaactatgaaccc(A)1143 80079319 80079361 TGTGGAGTTCAAATTTTGCC TTCATCAGTTCATGTTCCTATTTCA 226

Ad02A14534 Aradu.A02 14534 p2 (AT)6 12 80086481 80086492 CCTTAAGGGTTACTTTCTTCACTCA ATTCCTCCATATCTGGTTGGT 204

Ad02A14537 Aradu.A02 14537 c (T)10gtaaaaattatagttcttttcttctgactagggacaacaatgcttctggcttttc(T)1479 80095680 80095758 AGATCAATCCACAACAAGGG CTGCCAAATCGATCGAAAAT 209

Ad02A14540 Aradu.A02 14540 p5 (AAAAT)5 25 80099914 80099938 TTTGGTAGCCTGGCTCACTT TTTTCACGGACCATGTAAGAAA 193

Ad02A14542 Aradu.A02 14542 p2 (AT)6 12 80101853 80101864 GTCCCCATATTCCCCACATT GGTGCAAAGAGGACGAAGAG 234

Ad02A14543 Aradu.A02 14543 c (TTA)7ttg(TTA)7 45 80106169 80106213 TGAGTCGTCCACAAAAAGAAGA TTCCTTCGCATAAAACCTTGA 199

Ad02A14545 Aradu.A02 14545 p6 (TCATCC)7 42 80118525 80118566 CTAGGCGCTGTATCCTCGTC AGCAGAAGTAATGAAGCGGC 251

Ad02A14546 Aradu.A02 14546 p3 (GGT)9 27 80119083 80119109 CAAAACTGTTGGTGTGACGG GCATTGGTACCGAGAAGCAT 261

Ad02A14553 Aradu.A02 14553 p2 (AG)6 12 80137858 80137869 AGGAGATGGTGATGAGGTGG AAAATCGTCCTTTGGGACAG 108

Ad02A14555 Aradu.A02 14555 p3 (TGA)5 15 80145856 80145870 AACGCACCTCACCTAAAACG CCCCACAACAACACATTGAA 151

Ad02A14559 Aradu.A02 14559 c (AT)6ttcacaagagataac(TA)1251 80149754 80149804 GGGAAACAATTGTCAAACCC ACGTGCTTGTCCTCTAAGGC 226

Ad02A14560 Aradu.A02 14560 p3 (AAC)6 18 80152005 80152022 GGCATTGCATCAAACACCTT CTAGCCCGTGGTTGTTCATT 262

Ad02A14562 Aradu.A02 14562 p2 (AT)6 12 80172344 80172355 AACTTAAAATTTGAAACCAAGATAGAA TGGTGTCCGTCTAGTGGTTTT 107

Ad02A14564 Aradu.A02 14564 p3 (TTA)5 15 80182915 80182929 TCAAAGTTTCTGATTGTGCTTCA TGTTCCCTTTTACAATTTGACA 240

Ad02A14565 Aradu.A02 14565 p3 (AAG)5 15 80184124 80184138 CTCAGCGTTGACATTGGCTA GTCGTCTCGATCATCCCTTT 145

Ad02A14568 Aradu.A02 14568 p2 (TA)6 12 80191578 80191589 AAAAAGAGTAAATGATGAAAACAACA TCAATTTGCAAGGTTGGTGA 274

Ad02A14569 Aradu.A02 14569 p2 (AT)7 14 80194343 80194356 TCTTCGAAACAAAGCACAAAAA TGTTAAGTGCTGGCCAAAAA 224

Ad02A14575 Aradu.A02 14575 p4 (AAAT)6 24 80258269 80258292 CATCGCTTCCTGTTTTCCAT TGAAAACAAAATTAAAATGCAATGA 280

Ad02A14577 Aradu.A02 14577 p2 (CT)10 20 80269508 80269527 CGTTGTTGTTGCTGCTCAAT CTGAATCAACCTCTTTGAGGC 266

Ad02A14581 Aradu.A02 14581 p2 (GA)6 12 80278185 80278196 GGTTTCGGTGAGGAGACAGA GCAAAGAACAGGGAAACCAC 269

Ad02A14584 Aradu.A02 14584 p2 (AG)22 44 80280433 80280476 TTGAAAGCGTATTTTAAACGAGTG GATGCCTAGTTCATCATTTGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A14588 Aradu.A02 14588 c (A)10tgaattgcagtggcaataaggtcttagccaggtttcgcattcatttcctcgtcttgttgttcttcttcctactctacgtctctg(T)10104 80287455 80287558 AGAAAGCGTAGCCGTAGCCT CAACAGCAACAAATTTACCAAAA 249

Ad02A14594 Aradu.A02 14594 p2 (AT)12 24 80296825 80296848 AACTTGGATTGAATGCACCA GCCATTCCCTTCAAGTCAAA 273

Ad02A14595 Aradu.A02 14595 p2 (TA)6 12 80298249 80298260 GTTTATGTGACCCCCTGCAT GACCATGCACGAAGTTCTGA 248

Ad02A14600 Aradu.A02 14600 p3 (TTA)5 15 80317212 80317226 TTGTTGAGAATTTTGATTAGGAATTT CAAAAATTTGCACAACTAACTCAA 196

Ad02A14604 Aradu.A02 14604 c (T)10aatccattgaataattttattgatgtactgaaggg(A)1055 80327035 80327089 TCATAACATCCCATGCCAAA GACATGCTTTGTCTTCCCGT 152

Ad02A14605 Aradu.A02 14605 p2 (TA)6 12 80333793 80333804 CTGGATGGTGAAATTCAAGACA TCGAAAGGAAAAATGGGAGA 249

Ad02A14609 Aradu.A02 14609 p3 (ATA)5 15 80340668 80340682 CATAAAATTGAGGTGGCAAGG TTGCACTTTTTGATTTTGCG 128

Ad02A14610 Aradu.A02 14610 p2 (AT)8 16 80340938 80340953 CGCAAAATCAAAAAGTGCAA AGTTTCTGCGACGAAGTGGT 276

Ad02A14612 Aradu.A02 14612 p3 (ATA)11 33 80350341 80350373 CAGTCCGTCCTCAGGCTCTA TTGCGCTTTTTGATTTTGTG 228

Ad02A14614 Aradu.A02 14614 p2 (AT)7 14 80356177 80356190 GAATCTTGGGACATTGGGTG TTTGATTTGGGGCATTTTGT 269

Ad02A14615 Aradu.A02 14615 c (AGA)5tgatatgataatggtggtggtagtgatcgaagacgaggaggacaaaaaaagagaaaaaagaagaagaagaaat(A)11gagaaaggggagaaaaaagaggagatgacgataatgatgataaaagaggacaataaaaaaaatcaaat(A)11178 80361882 80362059 GCTATGAACCAAAATTCTTATATTCAA AGTCAAGCATATTCTTAATCAAGTCA 278

Ad02A14617 Aradu.A02 14617 p3 (AGG)5 15 80380355 80380369 TAGCAATTGCCAACATGGAA GCGACACTGTGTTTCAGCTT 265

Ad02A14620 Aradu.A02 14620 p2 (TA)7 14 80394902 80394915 TTATTCATTTTTAGCGGGTTTT CTTTCTCTGCCCCACCAATA 246

Ad02A14621 Aradu.A02 14621 p2 (CT)7 14 80395291 80395304 TCGAAACAGAAAACCCCATC TGTTCAAATTGAGGGATCGAG 246

Ad02A14623 Aradu.A02 14623 p2 (AG)15 30 80397975 80398004 TATTTTCGCATCTCTGCTGC TGTGATAGCTGGCACTTTCTT 197

Ad02A14624 Aradu.A02 14624 p2 (AT)6 12 80401792 80401803 GCCATGCAATGCAATTCTAA CAAAATCCAGTGAGGGTTCAA 263

Ad02A14625 Aradu.A02 14625 p2 (AG)6 12 80412171 80412182 CATGAAGGATGTCAGGCTCA TGACAGCTGGCACTCTCTTG 178

Ad02A14628 Aradu.A02 14628 p2 (AT)6 12 80421528 80421539 GAGCGGTTTAATTTGGATCG CCTTGCTTGGTAGGCTGGTA 273

Ad02A14631 Aradu.A02 14631 p2 (TG)6 12 80437792 80437803 TCACAGCCAAGATCACAGGA TTGTGGCAGTTCCCATGTAA 258

Ad02A14633 Aradu.A02 14633 p2 (GA)8 16 80445405 80445420 ACAACCGAGTGGAGTTGGAG GGAAATCAACTTTCTGGGCA 140

Ad02A14636 Aradu.A02 14636 c (AG)6cttcttccttctagttcatttacc(A)1046 80457284 80457329 TTTCCAAAGCCTTCTTTCACA TTGGTGTTGCGAAAATTTGA 231

Ad02A14638 Aradu.A02 14638 p3 (TGA)6 18 80464359 80464376 CCCTTCCATATGGCATGTTC GTCTCTGAGGCAGATGGAGG 214

Ad02A14640 Aradu.A02 14640 p3 (AAT)12 36 80469182 80469217 TCATCGAAATAAAAAGTCAAAGATTTA CAATCTCTCGTTCAATATTTTATCACA 280

Ad02A14641 Aradu.A02 14641 c (TC)6taacctctcttatctgacactctctctaaccctctcctctccctgctgccccgtcagcctcgtcggtgcctnnnnnnnnnnnnnnnnnnnnnnnnnnn(CT)14138 80471149 80471286 TTGGTGACTCGCAATGTGTT GCTTTGGTGGTTAGCGTGTT 271

Ad02A14642 Aradu.A02 14642 p2 (AT)12 24 80471496 80471519 CTGCAATACCGATCCAAAAA GATATGGGCGCAGAAGTCAT 277

Ad02A14643 Aradu.A02 14643 p2 (CT)6 12 80474935 80474946 TCTTCCTCGCGTAGCTCTCT GAAAGAAGGATCTGAGGGGG 252

Ad02A14644 Aradu.A02 14644 p2 (TC)8 16 80476152 80476167 TCTCTCATGCTCGGTGTGAC TGCCATTAACTGCGAACAAA 215

Ad02A14645 Aradu.A02 14645 p2 (TC)8 16 80477372 80477387 TCTCTCATGCTCGGTGTGAC GATGCCATTAACTGCGAACA 217

Ad02A14647 Aradu.A02 14647 p3 (TAA)6 18 80481590 80481607 CCCAAAACCTTTTAACTCGC AGCATGTGTGGCTGGAGTATT 280

Ad02A14648 Aradu.A02 14648 p3 (TAA)5 15 80482510 80482524 TGTTGTAACTCTTCTCCCTGAGC TTGGTGGAGAAAGCACTTTTTAG 229

Ad02A14650 Aradu.A02 14650 c (A)11gaaagaagtgattataagctaaaagaaaagtaggagagaaagagtgcattcgaaacaagaaaaag(A)1086 80485543 80485628 TGTTGGTGGTTTCTAACTCAAA AGCGCTATTCCCTTTTCCAT 188

Ad02A14651 Aradu.A02 14651 p2 (TA)6 12 80486366 80486377 CAGCAATATTATTTCGCCCA ATGGTGGCAATCGGATGTAT 223

Ad02A14653 Aradu.A02 14653 c (CTA)7(ATA)11 54 80487142 80487195 CCTTAATTTTTGAATAACCCTTAAAA AAACGTTAGGGACAAAAACGA 267

Ad02A14659 Aradu.A02 14659 p4 (TTAT)7 28 80493854 80493881 CACAAAATCTGCCAATTCTCTC AGCCATGTGGGCATGTTTAT 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A14660 Aradu.A02 14660 p3 (ATT)24 72 80494750 80494821 GAGGGAGATTGTGATCAACTTTT GCAACATCCCAACCAACAC 261

Ad02A14662 Aradu.A02 14662 p3 (AAT)17 51 80505083 80505133 CACGTCCAGCAAGCTAATTACA GGATTAGACTGGTGAACACACAA 241

Ad02A14665 Aradu.A02 14665 p2 (TA)11 22 80508111 80508132 TTGGGGGTCATTTTTCTTTG CGTGATTGCCAAACATATCG 114

Ad02A14668 Aradu.A02 14668 p2 (AC)6 12 80522777 80522788 TATCATCAGATCCCGAAGCC TGGCAGTGGTATTATGCTCG 173

Ad02A14670 Aradu.A02 14670 p3 (TTC)5 15 80530654 80530668 TCCCATTAAGGGAGTTCAACC GCATGCATATGGCAAAACAC 148

Ad02A14671 Aradu.A02 14671 p2 (AT)6 12 80530785 80530796 ATGGTTTTTGTGCGTTGTGA TGATTAATTTATTCTCGCGATTTTT 273

Ad02A14674 Aradu.A02 14674 p2 (TA)6 12 80543182 80543193 TGCTTATTTTAGTGCGAGATGTATG TAAGTGTAGCCTTAGGTCTCATTTTT 279

Ad02A14676 Aradu.A02 14676 c (AT)14ag(AC)8 46 80546894 80546939 GTTCCACCTGCGAAGCTAAA CATGCTGAAAACCTCCGATT 255

Ad02A14679 Aradu.A02 14679 p2 (GA)59 118 80553852 80553969 TGCATTTCTAAGAGAGAGGACAT GGTAGTTATGTTACAAATGCTGTCG 193

Ad02A14680 Aradu.A02 14680 p4 (CTTT)5 20 80556253 80556272 TCTCCGAACTTTTTAACACCAAA CACAGAAAATTGGCAGAGCA 145

Ad02A14681 Aradu.A02 14681 p3 (GGT)9 27 80557207 80557233 CCAACAGCTTCAACGAAACA TTGAAGCACAGCTGAACCAT 177

Ad02A14684 Aradu.A02 14684 p2 (TA)7 14 80561471 80561484 GAATTGCTAACTGCCCTTGC GTCAGATTTCACGCCGTCTT 248

Ad02A14691 Aradu.A02 14691 p3 (AAT)13 39 80578945 80578983 CAAAAGTCTTGACAGACGACAAA TGCTCATGTTTTTCTACTGGTG 272

Ad02A14694 Aradu.A02 14694 p2 (AT)6 12 80603140 80603151 GTGTTGAGGCAATCCGATCT AACAGGGCTACGTTCCCAAT 252

Ad02A14695 Aradu.A02 14695 p4 (TCTT)5 20 80604442 80604461 GGAAGGAATTCAAGCTTCCC AACAACAAAACACCGAAGCC 251

Ad02A14699 Aradu.A02 14699 c (T)10cagtcatggtactagtatgtgctttcaaagacattggctgaagatgctgcttgaaaatttgc(A)1082 80621721 80621802 GGCCAAATTAGTAGGAGTGGAA GCTGAAGAGGTCCAATCACC 249

Ad02A14711 Aradu.A02 14711 p2 (TA)6 12 80663917 80663928 CAGTGTAAACAAGGTTGGGC TGTCTTTACCAACTGCGTGC 161

Ad02A14714 Aradu.A02 14714 p2 (TA)7 14 80674346 80674359 ATACCATGCATTGGTGGGTT CGCTTTTGTGAGTGAGCGTA 224

Ad02A14715 Aradu.A02 14715 p3 (TTC)5 15 80674642 80674656 TACGCTCACTCACAAAAGCG TGCAAAGAAAAAGGAGGAGAA 199

Ad02A14716 Aradu.A02 14716 p3 (TTC)5 15 80675262 80675276 CTCTTCCAAGTAATTTTGCAGC TCCTCCTCATCTTCTGGTGG 198

Ad02A14721 Aradu.A02 14721 p2 (AT)8 16 80690241 80690256 TCTGGGTAAAGTACCGTGGC TGCCTGTTCTATGCCTGATG 270

Ad02A14722 Aradu.A02 14722 p2 (AT)6 12 80691122 80691133 TCCCTCGCCTTTATTTCTACC GGCTACGCCACTCTGATAGC 232

Ad02A14739 Aradu.A02 14739 p2 (GA)7 14 80785031 80785044 GGGGAGATTTGTTGGGTTTT ATTTCAAGCCGATCCAACAG 237

Ad02A14744 Aradu.A02 14744 p2 (TG)6 12 80808873 80808884 GGATTGTGTGGGAGGAGGTA CCTCAAAATACCGCTTCTTCC 176

Ad02A14748 Aradu.A02 14748 p3 (ATT)7 21 80847613 80847633 CAAAACGCCGTAGTCCATTT CCACCTCCTCAAGTCCAAAA 172

Ad02A14750 Aradu.A02 14750 p2 (TA)7 14 80850177 80850190 CAAGTCCATTTCACAAGGATATATGA GGATGCTGGCAAGGTATGTT 279

Ad02A14751 Aradu.A02 14751 p3 (TGG)6 18 80869462 80869479 CTGCAGTTGTGGTGACAAGG GGACCAATAAGTGGAGCGAA 254

Ad02A14754 Aradu.A02 14754 p2 (TA)8 16 80897777 80897792 TCATTTCGGTATGAAAAATAATAAACA GCTCTTTCCTAAAAATATTGGCA 222

Ad02A14755 Aradu.A02 14755 p3 (TTA)21 63 80898424 80898486 AAAATATCATGCATGTACCGTG TGATGCACATATTAACAGTGACCTA 140

Ad02A14756 Aradu.A02 14756 p2 (AG)6 12 80899643 80899654 GAGAAGAACCCGATCCAAGC ATGCATGCAAGATGAGATGG 268

Ad02A14761 Aradu.A02 14761 p3 (TAA)7 21 80919778 80919798 TTTTCCCTCCAAAACGAATAAA GACTTTCAAATTTAGATTCATCGGA 280

Ad02A14764 Aradu.A02 14764 c (A)12ggaac(A)10 27 80937115 80937141 TGGGTTGAAGTCCAAGCTGT GCATGCAATCGAGCGTATAG 247

Ad02A14765 Aradu.A02 14765 p3 (TTG)5 15 80940260 80940274 ACATGACAGAGCACAATGGC TGATTGATGGATGTTATTTTCAA 187

Ad02A14766 Aradu.A02 14766 p2 (GA)14 28 80951305 80951332 GAAAGAGAAGAGAAGAGGGTTCG TTCTTCACCCTTTTTCAAAATTC 258
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Ad02A14767 Aradu.A02 14767 p2 (TA)6 12 80958291 80958302 CCCCTCCTCTGTTTCGTTTT TTCCCAGTGAGGTAACCTGTG 238

Ad02A14768 Aradu.A02 14768 p2 (TC)13 26 80963174 80963199 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 280

Ad02A14770 Aradu.A02 14770 p2 (GA)6 12 80967089 80967100 AGAGAGAAGAGAAGAGGGTTCG TCCTCACCTTTTTCAAAATTCC 238

Ad02A14771 Aradu.A02 14771 p3 (GAA)5 15 80977680 80977694 GGAATCACAAGGCAAAGCAT TGCTCTTGATGTTGCTCCTG 197

Ad02A14772 Aradu.A02 14772 p2 (GT)6 12 80986377 80986388 ACACCGTCTCCTCCTTCCTT TTGCCCTAATTCCATCATCC 101

Ad02A14776 Aradu.A02 14776 p3 (TAA)6 18 81004855 81004872 GAAACATCAAGTACTAATTAAATGCAA CGGCTTAAACTCATTGTGGA 210

Ad02A14780 Aradu.A02 14780 p2 (AT)10 20 81013856 81013875 AACTGGGATGTTGAACAAAGG CTCCCCTTCTTTGACGATGA 279

Ad02A14782 Aradu.A02 14782 p3 (CCA)7 21 81015774 81015794 CTTTGAAGCTGCTCTGGCTT TTGGTGTTCTTGCGCTACAG 232

Ad02A14783 Aradu.A02 14783 p3 (AAT)5 15 81016159 81016173 TTTTTGGTCCTTTCCTGTGG AGAAACCGAGTAGTGAGTACGTTT 176

Ad02A14784 Aradu.A02 14784 c (A)10ttggtttcatgtttg(GA)14ttacagagtatttgcaaagtgtatgtcagcttcaagtgctttgagtgaatccttgaaagactttccca(TTC)7142 81020861 81021002 TCCAAATTCCCAACTTTCATAA GAACAACAACCACCGCTCTT 279

Ad02A14786 Aradu.A02 14786 p2 (TA)7 14 81028580 81028593 TCGTGTCGTGTCCTATGTCC CCATCCTTTCTAACAAGAATAAATGA 191

Ad02A14787 Aradu.A02 14787 p3 (AAT)5 15 81040489 81040503 CCATCGTTCTACCAAGGCAT TCCAAGTGCATTTCCATACAA 256

Ad02A14788 Aradu.A02 14788 p3 (TAA)14 42 81040829 81040870 AAACTCTTAAAAACAGGGTACTCACA AAATATGAACATGGTTATTAGTCCAAA 252

Ad02A14791 Aradu.A02 14791 p2 (GC)6 12 81048243 81048254 ACAAGGCTCCTAAAACCGCT GCTGTCAAGCCAACCTCTTC 231

Ad02A14792 Aradu.A02 14792 c (CT)12t(TC)7 39 81050982 81051020 CCAACCAAAAAGGTGGAAAA TGCATATGTTTAGGTCAGGCA 229

Ad02A14794 Aradu.A02 14794 p3 (CTT)6 18 81055669 81055686 AAACAAACGGATAACGCCAG GGGTCTTCGTTGTTGAGGAA 198

Ad02A14799 Aradu.A02 14799 p2 (TA)7 14 81066220 81066233 GTTTCAGACTCCTGCAAGGC AAAATCATCCAACTTCACCACC 269

Ad02A14800 Aradu.A02 14800 p2 (TC)6 12 81071819 81071830 ACTCTCTTCTCCCTAGGCCC TCCTCTTTCTTCGGATTCCA 244

Ad02A14803 Aradu.A02 14803 p2 (AT)7 14 81076277 81076290 ATTCGGTGTTCCTCATCACA AACATTTTAAGAGGCTTGAGCTTT 198

Ad02A14807 Aradu.A02 14807 p3 (AAT)12 36 81088105 81088140 CTGTATCCGTGTCTGGGCTT TATAGAGTTTGCCGGGTTCG 279

Ad02A14809 Aradu.A02 14809 p3 (AAT)17 51 81089532 81089582 GGACTGGGGCAATTTCAGTA AACAATGTGGGCAGTGAACA 149

Ad02A14810 Aradu.A02 14810 c (AT)9gaaacgcatattttggatatatgtggttgtggatatagttggaata(TGT)579 81095887 81095965 GGATCCTCGTGTGGGTTATG TGAAAAACGGACAGAATCTCC 279

Ad02A14811 Aradu.A02 14811 c (AT)9gaaacgcatattttggatatatgtggttgtggatatagttggaata(TGT)579 81102795 81102873 GGATCCTCGTGTGGGTTATG TGAAAAATGGACAGAATCTCCTC 279

Ad02A14812 Aradu.A02 14812 p4 (AAAT)6 24 81106841 81106864 CTCGGTTTCTGACGGAATTT GGTCCATTTGCTTGCAGAGT 280

Ad02A14813 Aradu.A02 14813 p2 (GA)11 22 81110844 81110865 CGACCACCAAAGAAACTTCAG CGGTGCATAGGTTGATGAGA 258

Ad02A14816 Aradu.A02 14816 p3 (ATT)7 21 81142031 81142051 CCACATGGCAAAACCATATC TTTAAGCAAAAATCGCAACTC 189

Ad02A14819 Aradu.A02 14819 p2 (TA)7 14 81149126 81149139 AGCAATACCCCACTCCATTG CATTTTGATGAGGGGCAACT 148

Ad02A14820 Aradu.A02 14820 p3 (TTG)5 15 81149790 81149804 CGTTTGATTCATGTAGCCGA TTAGAACCCTGGAAGCACAGA 137

Ad02A14830 Aradu.A02 14830 p2 (AT)10 20 81177151 81177170 GGGTAAAACAAAACCGCAAA GGTTTATGGAGAGGCAGGGT 246

Ad02A14831 Aradu.A02 14831 p2 (TG)6 12 81178025 81178036 TTTCTTTTGGGGAAGGTTTTT CAACTGATCAACAAACAGAACACA 265

Ad02A14833 Aradu.A02 14833 p3 (AAT)5 15 81182198 81182212 TTCTGAGCTTCGTTGCAATA GGCCTTTCAATTCTGAAGAAAA 205

Ad02A14837 Aradu.A02 14837 p3 (ATT)5 15 81219536 81219550 TGCAGCCTTTGATTTTCATC CGCACAGAACTGGATCACAC 215

Ad02A14843 Aradu.A02 14843 p2 (GA)7 14 81229207 81229220 GCGACAGTCAACGATGAAGA CAATCACACACACAAACCCC 202

Ad02A14844 Aradu.A02 14844 p3 (AAT)5 15 81231324 81231338 TCGCACAACTAACCAGCAAG GATGCAAAAAGAGCACAGCA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A14846 Aradu.A02 14846 p3 (ATA)5 15 81243012 81243026 CCACTTATATCAATTTTTCCACCTT GGTTTTAGGAATCAATATTGCACA 276

Ad02A14847 Aradu.A02 14847 p3 (AAT)10 30 81243492 81243521 TTGGATGAAGCAGCCTTTTT CCGGTGCAAAGAAAGCTAAG 263

Ad02A14852 Aradu.A02 14852 p3 (GTT)6 18 81257435 81257452 TATCAGAGCTTCGGTTCGGT AGAGAGGTGGGTCACAATGG 226

Ad02A14853 Aradu.A02 14853 p3 (TTA)7 21 81262988 81263008 TCCACCAAAAGAAATCAGGAA TCCATACCCATGCAGATTCA 236

Ad02A14854 Aradu.A02 14854 p2 (CT)7 14 81263765 81263778 ACAGTTTGGGTCTGCTGCTT CAATAGGGAGGGAGAGGGAG 257

Ad02A14855 Aradu.A02 14855 p2 (AT)7 14 81269170 81269183 TCAGTTTTTGAGGCTCAGAGG TTCTGCCATCACAGAGCAAC 167

Ad02A14858 Aradu.A02 14858 p2 (TG)7 14 81275763 81275776 AGTGGTTGCTGAGAGGTTGG TCATTTCACACAATGGACGG 263

Ad02A14863 Aradu.A02 14863 p3 (TAT)15 45 81281423 81281467 TTTTAAGTGATTATTGGTTCTTGCTT TTGAAAGTTAATATTGAGACCAAAGAA 234

Ad02A14865 Aradu.A02 14865 p3 (TTC)7 21 81282034 81282054 GCTTTCCTTTCATTCCTTCG CCTTGAGTTAAAGCGCGAAC 269

Ad02A14869 Aradu.A02 14869 p5 (TTATT)5 25 81294425 81294449 CTTGGCCTTTTTGCACACTT TGCTAGCCTCTGAAATCTAATGC 280

Ad02A14870 Aradu.A02 14870 p3 (TGA)5 15 81299026 81299040 CAGAAAATCAAAACCAGCAAAA CACAAAGCACCACCACAGTT 250

Ad02A14874 Aradu.A02 14874 p2 (CT)13 26 81308728 81308753 CACGCACCCTCTCCATTTAT GTAGCAGGAGCGACGAAAAC 254

Ad02A14876 Aradu.A02 14876 c (A)10ttagcctaattttataaactaaattctcataatagaagcataatagaagtataatg(A)1076 81313224 81313299 TTCCCACAAAAGAATCCACC ACGGTGTACAGGTGTCCGTT 274

Ad02A14877 Aradu.A02 14877 p3 (TTA)9 27 81313906 81313932 TTTGATTTGGCTGATTCACG CCACCTATTCAACCCACCAT 222

Ad02A14879 Aradu.A02 14879 c (A)10ttattattaaagancatcacccataattcaatatat(A)1056 81318095 81318150 TTTTTGCACTAAATGTATAAAATCGG TGAGTCTGAAAATTCATGGACA 232

Ad02A14885 Aradu.A02 14885 p2 (GA)6 12 81353470 81353481 TGCACATTTTGATTGTTAAATTTGT AAGTGTGCAACATGACATTTTCT 251

Ad02A14886 Aradu.A02 14886 c (GA)7a(AG)6 27 81353712 81353738 AGAAAATGTCATGTTGCACACT TCAAAATTAAAGAATTCTCTCTTCCTC 143

Ad02A14887 Aradu.A02 14887 p3 (CGA)5 15 81374202 81374216 GCAGCAAGAAACAGCAACAA CCGTCACAGAGAGAGAAGGG 255

Ad02A14888 Aradu.A02 14888 p2 (TC)6 12 81374479 81374490 CTCTGCGTCACCCTTCTCTC TTATCACCGCGACTGACAAG 183

Ad02A14889 Aradu.A02 14889 p2 (AC)7 14 81376887 81376900 CCTAACCCACCTAACAGCCA TCTTCCCCTTCCCTGATTCT 161

Ad02A14890 Aradu.A02 14890 c (A)10caacttaagactacaaaaattattgataactattattttacaaaagaacacac(AT)777 81385461 81385537 ACCGTCGCAAAATTTCTACC AAGAACAAACGAAGAAGTATACCG 264

Ad02A14892 Aradu.A02 14892 p2 (AC)6 12 81387583 81387594 GGACACGGACACGTACACAC GATTCCTTTGTTTGGCCTGA 185

Ad02A14893 Aradu.A02 14893 c (T)11cgttttctctc(T)1032 81396313 81396344 TCAGCTTTGCTAGAGTCCCC TGGTTCATGAATGTTGGCTC 235

Ad02A14894 Aradu.A02 14894 p2 (AG)6 12 81398297 81398308 AATTTGAAGGGTGGGGTAGG CGAAATTTTGCTTGCCATTT 227

Ad02A14896 Aradu.A02 14896 p3 (AGA)7 21 81427929 81427949 TAGAATGTTGCTCGCCTTCA CTTCCCCATAAATCCCACCT 247

Ad02A14897 Aradu.A02 14897 p2 (TA)6 12 81440746 81440757 TGAATTCGATTTGGAACGAAG CCGGCCTATTCACAAATTCA 247

Ad02A14901 Aradu.A02 14901 p4 (TATT)6 24 81448265 81448288 TGTCCCAAAATTTTTCACTTG TGTGCTTTCTAAGTGACGTTTCA 244

Ad02A14902 Aradu.A02 14902 p4 (TTTA)11 44 81448437 81448480 TGAAACGTCACTTAGAAAGCACA AAATTTGGGAGAATGGGAGG 221

Ad02A14906 Aradu.A02 14906 c (CT)9cattttccta(T)1139 81470698 81470736 TTCATTCCAAAAGTTGAGAGACA CCTCATCAGAGATCGTTAACTCAA 245

Ad02A14908 Aradu.A02 14908 c (AG)8ta(TG)6 30 81477197 81477226 TGCCCATTTTTAAACTTCCG AAAAGCATCCCAAAGAAGCC 275

Ad02A14910 Aradu.A02 14910 p3 (TTC)5 15 81478547 81478561 CGTCCAAACGTAAGAGACCAA TGGTGATAACGAAAACGAAAGA 142

Ad02A14911 Aradu.A02 14911 p2 (AG)6 12 81491405 81491416 CTCTTGCGCTATTTCTTGGG AAGACAAAGTCGCATCCACC 149

Ad02A14912 Aradu.A02 14912 p2 (AT)6 12 81496706 81496717 TGCCTACGTAACGTTTTGCT TGAACTTGAGTTGATTGCTGC 194

Ad02A14913 Aradu.A02 14913 p3 (CTC)5 15 81497917 81497931 AGTGCCTCTTCCTCCTCCTC GACACCGTGAAAGGTTGTGA 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A14915 Aradu.A02 14915 p3 (AAG)5 15 81506542 81506556 GGAAGAAGAACGTGCAGCAA ACTGCATGTTTCCACTGCAT 170

Ad02A14916 Aradu.A02 14916 p3 (ATT)6 18 81510506 81510523 ACATTGTTGCCCCTCTCATC CAACCAAAGGAGAGCCAGAA 250

Ad02A14918 Aradu.A02 14918 p2 (AG)19 38 81523528 81523565 GTCAGGAAGCAACCCGATAA TCATGCACACATGATTGACG 229

Ad02A14928 Aradu.A02 14928 p3 (GAA)6 18 81544682 81544699 GGGGTGAAGGTGAAGGAACT TTGCCTCATGAACTCCTCAA 221

Ad02A14930 Aradu.A02 14930 p2 (TA)11 22 81547088 81547109 ATTGGGAATCATCCACCTCA TGAATCAAAATATAAGCTGACACAG 265

Ad02A14933 Aradu.A02 14933 p2 (TC)16 32 81555436 81555467 GGTGGCACAGCTACAACAGA CTTTATTGGCGCCATCATCT 218

Ad02A14934 Aradu.A02 14934 p2 (TC)6 12 81555652 81555663 GACCTCAACAGCGGTAGCTC ATGGAGGGGGAAGAAGAAGA 228

Ad02A14935 Aradu.A02 14935 c (A)13gattgaaatttgagta(T)1039 81558951 81558989 TTCTCTTGTTGTTCCCTTATTGTG CCATTGAAGCCATCCTCATT 141

Ad02A14937 Aradu.A02 14937 p3 (TTA)8 24 81573945 81573968 TTCCATCCTTGCAATTTCTTG TTCATCAAACACCTAGAAGGCA 261

Ad02A14941 Aradu.A02 14941 c (AAT)5agcgcatattcagttaaagttgatttcgacac(A)1057 81579941 81579997 TTTGAGTTTGAAGGCAAGGG GCAATGTAGAAACTTAATTGAAAGAAA 275

Ad02A14943 Aradu.A02 14943 p2 (TA)14 28 81582293 81582320 GGGTAGCTTGCAAAAAGAAAAA AACCAGTGACATAATGACCTTAAAA 240

Ad02A14945 Aradu.A02 14945 p3 (ATA)5 15 81590811 81590825 TGGCTTAAAATTTCATATCAGTCAA TCCTACTCCTCACACGGAAAA 102

Ad02A14955 Aradu.A02 14955 p3 (CTT)5 15 81609704 81609718 CCCAATAGAGAGGCCAAACA TTTAAGGGTTGGCACCATTG 266

Ad02A14956 Aradu.A02 14956 p2 (AC)9 18 81609963 81609980 GGCCTTAACCCACATTCTGA CTTTACCTTTGTGCCCTCCA 149

Ad02A14957 Aradu.A02 14957 p3 (ATA)12 36 81610520 81610555 CTTCCTTCCTTCCTTCACCC ATGACCAAATTGCATCCTCC 254

Ad02A14959 Aradu.A02 14959 p2 (AT)6 12 81616981 81616992 AATGCTAACGGGTTGGACTG CTTTCAGTGCCCCTCTCATC 115

Ad02A14960 Aradu.A02 14960 p2 (TA)6 12 81617725 81617736 TGACAGGAGTACCCGAACCT TGGGGAGAACAGGAAGTGAC 265

Ad02A14961 Aradu.A02 14961 p2 (AT)9 18 81618185 81618202 ACCTCTCTTTCTCGCCGTCT ATGCAATTTGTGAAGGAAAAA 242

Ad02A14967 Aradu.A02 14967 p3 (ATA)6 18 81641008 81641025 AATGCATTGCAAACCAACCT TGCACCCACTCGTGATCTTA 192

Ad02A14975 Aradu.A02 14975 p2 (AT)8 16 81689833 81689848 TGAAGAACAATTTCGGAGACAA ACTTTCTGGATTCGGTGGTG 258

Ad02A14978 Aradu.A02 14978 p3 (GAA)5 15 81700094 81700108 TGTACGGAGGTAGGGTTTGG CACCACAACCTCCTCAACCT 127

Ad02A14979 Aradu.A02 14979 p3 (ATT)6 18 81703093 81703110 GGGCTTGATTTCGCATAGTC CCCAGGTTGTTTTGAAGCAT 225

Ad02A14981 Aradu.A02 14981 p2 (TA)6 12 81716947 81716958 GACCTCCATCCAAGAAGTCG AAAATTCATGTACTAAATCCAGAAAAA 269

Ad02A14987 Aradu.A02 14987 p3 (TTA)5 15 81734923 81734937 CACCACAGACAGCACCTTGT GGCTGAGGCAGGTGTTGTAG 151

Ad02A14988 Aradu.A02 14988 p3 (CAC)5 15 81747760 81747774 TCCATTCCAACAGACCAACA GCAATTGAGCCAAATGTGTG 219

Ad02A14989 Aradu.A02 14989 p3 (ACA)7 21 81752267 81752287 TGAACCGTACCAACCAATCA CGTTTGATTCATGTAGCCGA 277

Ad02A14991 Aradu.A02 14991 p3 (TAA)5 15 81760518 81760532 CACAAAGTCAGGCGGGTATT GGATGTGGAAGAAGGGGTTT 119

Ad02A14996 Aradu.A02 14996 p3 (TAA)11 33 81782222 81782254 CAATGGAAATCAGGGCAAAT TCAAATCACGTTAGCTTCTCTGA 207

Ad02A14998 Aradu.A02 14998 p2 (GT)6 12 81792956 81792967 GAATCTGTGGTCCCAAGGTG TGTGATGTACTCAATGACGCA 118

Ad02A15001 Aradu.A02 15001 p2 (TC)11 22 81803675 81803696 ATTTTAGCAGCCAGCACTCC AGTGGGGATTGGAACATCAA 267

Ad02A15004 Aradu.A02 15004 p2 (AT)11 22 81809848 81809869 AAGCCTATAATCGGGTTAGCG AGTTCGGGTGCCAGTTTATG 233

Ad02A15007 Aradu.A02 15007 c (TA)9aaagaaagaagtaac(TAA)1784 81811997 81812080 CAAGCCACGTTTCCTTTCTT AAACTATTTTGATAGGCAAAAATTAAG 254

Ad02A15008 Aradu.A02 15008 p2 (TA)8 16 81814172 81814187 CGACCCAATTCCCAGTAAGT GGTCCAGAGTGTTGGGTTGT 276

Ad02A15009 Aradu.A02 15009 p2 (TA)9 18 81816311 81816328 CAAGCCACGTTTCCTTTCTT TCTTAGAAATTGATTGACTGGCA 195
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Ad02A15017 Aradu.A02 15017 p2 (GA)6 12 81834692 81834703 GTGAGGCTCAAACCCAACAT ACGGGAATTCTGTTTTTCCC 138

Ad02A15018 Aradu.A02 15018 p2 (AT)6 12 81840370 81840381 GAGGTCGTGTTCATTCGGTT CTTGTACAATTACGGAGACAAGTG 247

Ad02A15019 Aradu.A02 15019 c (T)10atttaggtccttatatcaa(T)11aattgggtccctataaaattaagccagttactactaagaggaacttaattgaaaaaaaatttaatgcagaaacccaatt(A)10129 81840648 81840776 TTTTCCTTTTAATTGAGTTCTTGTACC TTCCTATGCATGTCAACCACA 274

Ad02A15020 Aradu.A02 15020 p2 (CT)15 30 81842767 81842796 CCTCCCTCATTCGAATTTCA AGGATGGAACAGAGGTGGTG 122

Ad02A15021 Aradu.A02 15021 p3 (TAA)5 15 81850683 81850697 TCTCTCATGCCTCCGTTTTC CGTGAATCGGGTAACAAAGA 277

Ad02A15022 Aradu.A02 15022 p2 (AT)10 20 81874158 81874177 ATCCAAGATGGTTCCAGCAA ATGATTTAAGCACGAGGGCA 241

Ad02A15026 Aradu.A02 15026 p3 (TTA)6 18 81890855 81890872 CCCCAAGGCACCTAGTTGAT CCTTGCCATTTTTCCTCAAA 268

Ad02A15028 Aradu.A02 15028 p3 (CCA)5 15 81895308 81895322 TCTTCCGCTTCGTTTCTGTT TTGATTGTCGGTCGTGGTAA 174

Ad02A15029 Aradu.A02 15029 p2 (CT)6 12 81895608 81895619 GACATGGCCGATCACTGTAA TTGCTATCGCCTTTTCCTTC 251

Ad02A15031 Aradu.A02 15031 c (T)11gctttttggttgccctttttcagtggctttttcttc(T)1057 81924307 81924363 AAGTTCAAACCATTGGTGCC CAAATGTCTTTGGCCATGAA 122

Ad02A15033 Aradu.A02 15033 p3 (AAC)6 18 81936179 81936196 GGCATCTTCCCAAAATCTCA TGGCGTTGTTTGATTCATGT 179

Ad02A15035 Aradu.A02 15035 c (AT)9(AG)8 34 81946052 81946085 GGAAGTGTCCTGACTGTGAGC ATTGGATTGGCAATGTCTCC 252

Ad02A15037 Aradu.A02 15037 p3 (ATC)5 15 81952197 81952211 CCAATCAAGGGAGAAGCAAA GCGCTTTTGAAAGTGTAGACG 254

Ad02A15043 Aradu.A02 15043 p2 (CT)8 16 81963081 81963096 GTCATCGTCATCGTCGTCAT GGTGGACGAAGACAAGGGT 276

Ad02A15044 Aradu.A02 15044 p2 (CT)7 14 81965253 81965266 GAGAGCGTAAAGCCACCTTG CTGGTTCCACTCTCACAGCA 220

Ad02A15045 Aradu.A02 15045 p3 (ATT)7 21 81967351 81967371 TGACATTTTCATCCAGAGGC AAACACAATTTGCATCCATCA 242

Ad02A15047 Aradu.A02 15047 p2 (AT)9 18 81971004 81971021 ACAAGTACTAGTTTGCTAGTTGCTACA TTGCCGACAATAAAAATAATCG 244

Ad02A15049 Aradu.A02 15049 p2 (AT)9 18 81974601 81974618 GGTGAAACAAAATTTGAATTGG TTTGACCGAAAAATGGTGAA 269

Ad02A15050 Aradu.A02 15050 p2 (TC)23 46 81975774 81975819 GCTTCGCATACGGTTCTCTC TCCAGCATCAATAGCAACCA 169

Ad02A15052 Aradu.A02 15052 p5 (TATTT)5 25 81978725 81978749 TTCCTCTCCTCCCTCTTTCC CTGTTTGGGATCCATTCTGC 123

Ad02A15058 Aradu.A02 15058 p3 (ACC)5 15 81987766 81987780 TGCAGATTTGCGTCATTGAT GGTGACGGAAGAGGTTGTTG 276

Ad02A15064 Aradu.A02 15064 p2 (TC)16 32 82006098 82006129 TTGGTAGTTAACCCTTGGCA TGTGGAAGTTGTGGTGGTGT 125

Ad02A15065 Aradu.A02 15065 p3 (TAT)9 27 82008171 82008197 AAATTCTTGCCATTGCTTGG TTCAACTGGAACATGGGTGA 160

Ad02A15066 Aradu.A02 15066 p2 (TA)6 12 82008589 82008600 CAAATTTAGGATCACTGGCGA TACGGTACTGCAGGCTGGAT 268

Ad02A15069 Aradu.A02 15069 p2 (GA)18 36 82034370 82034405 AGCAAACACATCAAGGCATCT CCTCGACGAGACACAGAACA 265

Ad02A15071 Aradu.A02 15071 p2 (TA)9 18 82038072 82038089 TGCAATTTGAATATTTGTGACG TTCAATTTTTGCCAAATCACC 259

Ad02A15073 Aradu.A02 15073 p3 (ACC)5 15 82060444 82060458 TTTGCTAGGAACTGGTCGAAG TACCCATGGAAGATGGGTTT 238

Ad02A15074 Aradu.A02 15074 p5 (TTTCT)5 25 82063480 82063504 TACACTTTGCTTTGGGGCAT TGGGATATTGGTTGGGAAAA 271

Ad02A15076 Aradu.A02 15076 p3 (CAA)5 15 82101234 82101248 AAAGGGCAACTGCTGAGAAA GTGTAGCACAAACCCCATCC 238

Ad02A15078 Aradu.A02 15078 p2 (TA)7 14 82119054 82119067 TGAATCGAGTTTGAGCTTGG GCGAACTTGTCCAAATGCTA 242

Ad02A15082 Aradu.A02 15082 p2 (TA)6 12 82136611 82136622 CGGACCGAGTTTTCCTCTTA GGCTGAACGTGCACATAATTC 246

Ad02A15086 Aradu.A02 15086 p2 (AT)8 16 82160482 82160497 TGTTTTTCGGACCTTACCCA ATCACAGGCAGGATTCTCGT 258

Ad02A15087 Aradu.A02 15087 c (AAG)14(ATG)5 57 82161929 82161985 TCAAAGGTTGAATACCTTCCTCA CCGAAACCCTTTCCTCTCTT 280

Ad02A15088 Aradu.A02 15088 p3 (AAG)30 90 82175600 82175689 AGAGAAGAGAAGGAGTGGGAAG ACCCCAGTTATTTTCTCCCG 205
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Ad02A15090 Aradu.A02 15090 p3 (ATA)13 39 82181776 82181814 CCCTCCCTTACTCCTTCCTG AAGAGCTTGATGAAAGGGCA 229

Ad02A15096 Aradu.A02 15096 p3 (TTA)18 54 82247368 82247421 TGGAGCACTAGGTGCTGTTG TTCCGTTTCATGCTTGTTCC 272

Ad02A15098 Aradu.A02 15098 p2 (AG)18 36 82264513 82264548 TTTGAACCTGGAATTTTCGC TTTTTCACAACTGACGCGAG 259

Ad02A15105 Aradu.A02 15105 p2 (TA)6 12 82291375 82291386 AAATTCAACCATTCCAAATTTCA TTCTATCCTATCCGCACCTTT 259

Ad02A15108 Aradu.A02 15108 p2 (AT)8 16 82297388 82297403 CGTGGTCACACAAATTCAACA AAGAAAACGGCACTTTGGTG 161

Ad02A15109 Aradu.A02 15109 p3 (CTG)5 15 82298920 82298934 GGCAACCTCAATCTTCTTCG TGCACTTGCCGATTAGTTTG 171

Ad02A15110 Aradu.A02 15110 p3 (AAG)5 15 82304056 82304070 TTTTTCTTCTTCTTTTTCCCCC TCCTCCTCCTCATCTTCTGC 260

Ad02A15113 Aradu.A02 15113 p2 (TA)6 12 82307036 82307047 GCCCCGTTTTCTTCTTTTTC GGTCAATTCAAACGTTAGGGA 270

Ad02A15117 Aradu.A02 15117 p2 (AT)7 14 82320825 82320838 CGTTCTTTTGGGTGGTCATT CCCTTGAAATCCTCCCAAGT 176

Ad02A15120 Aradu.A02 15120 p3 (TAT)5 15 82332172 82332186 TCATGATTACCACGACTGGTGT TCTTTCGCAACTCCGTTTTT 264

Ad02A15122 Aradu.A02 15122 p2 (TG)14 28 82339196 82339223 GTCGGAGGATGAGAGGGAAG TGAAACAACTAACTGCAAAGCC 279

Ad02A15124 Aradu.A02 15124 c* (TA)6(A)15* 26 82348317 82348342 AAGCTTTTGCTAGTATGGGTCC AAGAAGAAACTGCCCAAGCA 216

Ad02A15126 Aradu.A02 15126 p3 (TAT)5 15 82350231 82350245 ACATGCATCAATTTGGGTCA GCTCACATTTCAGCATCAAAGA 261

Ad02A15131 Aradu.A02 15131 p3 (AGT)5 15 82371929 82371943 TGCAAAATGACATGAATCACAA AAGCAAGCTTCATTGGCAGT 189

Ad02A15138 Aradu.A02 15138 p3 (TTA)5 15 82390559 82390573 GGACCGTCCGATTTGAATAA CATTTCATATCACATTCGTTTCAA 159

Ad02A15140 Aradu.A02 15140 p2 (GA)7 14 82395911 82395924 AGATGATTCGCCTCCCTTTT GATCACATGCCTGACGCTAA 260

Ad02A15142 Aradu.A02 15142 c (T)10aactttttagagaaaaaaattactacggggacaccaaacttaatttcaggaattaaagaaaaatattaatactaaaatatata(TTAT)6117 82405572 82405688 TGTGGCAAACAGGAAAACAA GAGTACCCCTCCCCTGTTTC 216

Ad02A15144 Aradu.A02 15144 p2 (TA)7 14 82431225 82431238 TCAGGCCATTAGACCCAATC ATATGCCACTCAACCAAGCC 187

Ad02A15145 Aradu.A02 15145 c (TTC)5caagttcgcgcaggttcttcttcttcccttcttctcatccttcttcttctcctcctctttt(TTC)5caaatttgcacatgcaggtttttcttctttcattcttcatctcctcctctttcttctccttctcttagagatta(TCAAT)5190 82445301 82445490 CCTCTTCTTCCTCCTCCTCG TTTTGAATTGAATGGACGCA 249

Ad02A15146 Aradu.A02 15146 p5 (ATTCA)5 25 82445821 82445845 GGCTTTCTGCATAATGAACCA AATGGATAGTGCTCCGTTCA 250

Ad02A15147 Aradu.A02 15147 c (AGA)5atatgcgtgcgcgaaaaagaa(AGG)10tatgcataaatttga(AAG)699 82446289 82446387 ATTGCATTCCATTCAATTCG GGTCAAACACCAACAAAACCA 237

Ad02A15150 Aradu.A02 15150 p3 (AAC)7 21 82461266 82461286 CATACGTCCTACCAACGGCT GTATATGAACGTCGTGGGGG 206

Ad02A15158 Aradu.A02 15158 p2 (TA)10 20 82492277 82492296 GGACGTTGACGATGAGGACT TAGAATTGGGTGCGGGATAG 165

Ad02A15159 Aradu.A02 15159 p5 (AAAAT)5 25 82496131 82496155 TGCTTCATCATTCTTCATAAATAGTTG AAAGCCACAAAAGCATGTCA 278

Ad02A15160 Aradu.A02 15160 p2 (TC)6 12 82497479 82497490 AAGAGGCAGAGATTGGAGCA CCTCCAAGGTTGAAACCAAA 246

Ad02A15161 Aradu.A02 15161 p4 (ATAA)5 20 82498231 82498250 TCGTGACTAGGGACGAGACA GCGTGAAATAGCTTCCTCCA 269

Ad02A15167 Aradu.A02 15167 p4 (AAAG)5 20 82517038 82517057 AATGTAGCTTACCGATGGCG AATGCAAAACCCTTCTCCCT 158

Ad02A15168 Aradu.A02 15168 p2 (AC)6 12 82519553 82519564 CGACTATATTGCCCCTAACCC GCCATGTGTTTTGCATTCTG 178

Ad02A15169 Aradu.A02 15169 p2 (AG)7 14 82523900 82523913 TTGGAAGAAGGAATGAGAAAGA GGGCTAAATTGAGTCGGAGG 163

Ad02A15171 Aradu.A02 15171 c (A)10ctatgatctaataggttatgtaaattgatcggttcgaccggatctaataacaattgggt(TTA)687 82527942 82528028 TTAGACCCGATTTGATCCGA TGTCGCATTATTATTGGACGTA 260

Ad02A15174 Aradu.A02 15174 p2 (AC)6 12 82547133 82547144 TGAACATTAGTGGATGCGATG TTTCGCGCCAAAATTAGTCT 255

Ad02A15176 Aradu.A02 15176 p2 (TA)10 20 82554456 82554475 TGAGCTATATCTTTCATCGGGC CTTACCTCGCGTCGTAAAGC 127

Ad02A15177 Aradu.A02 15177 p2 (AT)9 18 82556599 82556616 CCACAATCCAATCAATCACG TCTTCGTCCAATGAAGACCA 243

Ad02A15181 Aradu.A02 15181 p3 (TGA)17 51 82573003 82573053 TTATATCCACCGGAGTTGGC AGCCCCACTGTCTTCATCAT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A15183 Aradu.A02 15183 p3 (AAG)5 15 82579884 82579898 TTGTTTTCGGTTCACCATGA ATACACACGAAATCGCCCA 275

Ad02A15184 Aradu.A02 15184 p2 (TA)6 12 82582023 82582034 TGTACATTGGTTTTGGCATTAAA AAACTCAGTCTTTTGTATGTGAGTGAA 129

Ad02A15186 Aradu.A02 15186 p3 (TTG)5 15 82585509 82585523 TGGCTTCATCACCTTGAATG AAGGCTCAGATTTGGCTTCA 238

Ad02A15187 Aradu.A02 15187 c (T)13gt(A)10 25 82588170 82588194 TGTCTTCGAGACAAAAAGTCAAA TTTTTCCCTTGAAAAGAAGTGC 243

Ad02A15190 Aradu.A02 15190 p2 (GT)6 12 82592882 82592893 GGTGTGAGTGGTGTTTGTGC TCTCATGTTGACTCATTGCCTC 143

Ad02A15191 Aradu.A02 15191 c (T)10aaacaaataaatgcaacttgcgctttacagaatgt(A)1156 82596005 82596060 TGCAGTGCATGCAGTTATGT TTTTGTGTTTCTCACTGAACCC 232

Ad02A15192 Aradu.A02 15192 c (TTA)6tacttttattataatgtgctctttgtagatatgatttatataagaaatcacttcattttcggtaaaaattaaaataatattcttatatttttg(TTA)9138 82596468 82596605 TTGTTGAATATTTCTGTTGTTATCG ACCATGCATGAACAGACGTT 279

Ad02A15193 Aradu.A02 15193 p3 (TAA)21 63 82600955 82601017 AATTCACCGTCCGAAACAAC GGCGAGCCAATATCCATCTA 250

Ad02A15194 Aradu.A02 15194 p3 (ATA)6 18 82607207 82607224 TGAAAAGTGAATCAAAGCATGAA TTTCTGAACCCATCTTTGGC 236

Ad02A15201 Aradu.A02 15201 p3 (TAT)17 51 82640096 82640146 TCTTTGCCTATGTTATTCATCATTG GCACACGACGTACCTGTTGA 262

Ad02A15202 Aradu.A02 15202 p4 (AAAT)6 24 82641758 82641781 GCGCACACACATGGTTCTAA AATTTTTCGTGGCAGGCATA 221

Ad02A15204 Aradu.A02 15204 p3 (CTA)6 18 82647412 82647429 TGCTGGTCCACTGATGAAAA GGCTTGCATACGTTAAAGCAG 159

Ad02A15205 Aradu.A02 15205 p2 (TA)6 12 82647791 82647802 ATCCATTTAGTATGAAAAAGAAACATT AGCCAAATACCTCTGAGCGA 105

Ad02A15207 Aradu.A02 15207 p2 (TA)8 16 82649468 82649483 TTTTTGTTAAATAAACCCAACCAA TTTTAGAAATCGACTCGAAAGAG 217

Ad02A15213 Aradu.A02 15213 p2 (AG)7 14 82669735 82669748 GGAATCGGGAAAGGAGAAAG CCTCTCTCTGGCCATTGTGT 141

Ad02A15215 Aradu.A02 15215 p3 (TCA)5 15 82680141 82680155 AATGTCTTTGGCGATGAACC TGAGTATGATCAGCCACATGC 188

Ad02A15220 Aradu.A02 15220 p3 (ATG)6 18 82684761 82684778 TGCAACAATCTTGTGCTTCC ACACCATCATGCCATTGAAA 270

Ad02A15221 Aradu.A02 15221 p3 (GTT)6 18 82685016 82685033 TTTCAATGGCATGATGGTGT ATCTTCCGGGTTGGTTCTTC 279

Ad02A15222 Aradu.A02 15222 p3 (CCT)5 15 82686831 82686845 TGAAGATCAGGTGTCCAACG CAAGCCCTTCAAACCTTGAG 199

Ad02A15225 Aradu.A02 15225 p3 (CTT)5 15 82690814 82690828 TTTGTTGCAAATTTCGGTGT TTATGATGATGACGATGATGAAA 165

Ad02A15229 Aradu.A02 15229 p3 (AAC)5 15 82706907 82706921 CCATGCCTAGTAACGTGCAA ACATGACAGAGCACAATGGC 165

Ad02A15233 Aradu.A02 15233 p3 (GAC)5 15 82719390 82719404 CAGGTGCAGGAGTTCCATTT TAACGCGCCTTCTCTGATTT 226

Ad02A15236 Aradu.A02 15236 p3 (TAC)7 21 82723870 82723890 ATCAATCATCAAAATCCGCC TTGAAGACTTGCTTCGTGAGT 266

Ad02A15240 Aradu.A02 15240 p2 (AT)8 16 82734783 82734798 TCCAACGAATTTTCACACACA GGATGGTCCGATTTGAATGT 258

Ad02A15247 Aradu.A02 15247 p2 (AT)7 14 82748762 82748775 ATGGCCCATGATTAGCGTAG AAATGAGATAAGACACGCAGAGA 181

Ad02A15251 Aradu.A02 15251 c (TAT)5aattattattgttgttgttcttcttgttcttattatgtaac(T)1066 82765600 82765665 GCTTGTTCTGTCCTTGATCG TCTTAATGCAAACCAACCTGAA 154

Ad02A15253 Aradu.A02 15253 p2 (AG)8 16 82773991 82774006 GGGAGAACCGTCTGGTTTTT AGAGTATTACCGGTGGCGAG 250

Ad02A15256 Aradu.A02 15256 p2 (TA)11 22 82792312 82792333 ATCATGAACTGCCACAACCA GAACAATGTGCAAGTGGATCA 237

Ad02A15257 Aradu.A02 15257 p4 (TTAT)5 20 82797129 82797148 GGTTGAGCCTCCGTTGATTA AGCTTCGTGCTGATAACGTG 242

Ad02A15269 Aradu.A02 15269 p3 (TCT)6 18 82893998 82894015 CCCATCACCTCTTCACCACT TAAAATATTGCTCGCCCTCG 276

Ad02A15271 Aradu.A02 15271 p3 (GGT)5 15 82936746 82936760 AAATGGGTTAAACGGGGAAG TCATCATCGTCAAGAACCCA 247

Ad02A15272 Aradu.A02 15272 c (TTG)5ttcttttgattcaattatcca(TTG)6ttattattgttgttt(TTG)584 82936926 82937009 TGGGTTCTTGACGATGATGA TCCAGAAGTTGAAGCAGAAGC 225

Ad02A15274 Aradu.A02 15274 p3 (AAT)5 15 82941861 82941875 TGAAATTGTTGTTGTTAGTGAATTTG GGGTCCTGCTTTTCCTCTTC 256

Ad02A15277 Aradu.A02 15277 c (ATT)5aagtagtcatgaattttatccc(A)1451 82946610 82946660 CAAGGGACCAACTCCAGAAA CAGACAGCACAAAAGTGTTGC 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A15278 Aradu.A02 15278 p3 (CTT)5 15 82949516 82949530 CCAAACTCCTCCTCAACCAA GAGGTTCAATACGCATGGCT 204

Ad02A15279 Aradu.A02 15279 p2 (TA)10 20 82950379 82950398 TTTAACAAAGTTGCTGACCCC TACTAGCATTTCGGCAGCCT 157

Ad02A15282 Aradu.A02 15282 p3 (CTT)5 15 82966645 82966659 CCCCTCCATTATCGTCCTCT ACGTGTCGTTGTAGCGTCAG 261

Ad02A15283 Aradu.A02 15283 p3 (GAC)5 15 82972618 82972632 CAGGTGCAGGAGTTCCATTT TAACGCGCCTTCTCTGATTT 226

Ad02A15285 Aradu.A02 15285 p2 (AT)6 12 82975634 82975645 AAAAAGGGAGAATTTGTTAGCG TTCACATGCAGCAGAGCAGT 138

Ad02A15286 Aradu.A02 15286 p2 (TA)6 12 82976107 82976118 CACGAACTGGCTCAAACTCA CATTAGCTCGTGAGCTGGC 251

Ad02A15288 Aradu.A02 15288 p2 (GA)15 30 82978647 82978676 TCCAAAAGCAACCCAGTTTC GGTTTGGGGTCAAAATCAAA 228

Ad02A15290 Aradu.A02 15290 p3 (CAA)5 15 82981847 82981861 TTCAGTTATGGAAGGTGCCC GAATTTGCATTGATTTCGGC 234

Ad02A15292 Aradu.A02 15292 p2 (CT)6 12 82987704 82987715 TTTCAGAATTTTGATTACTGCCAA GGTGGTGACTTCTCAGGCAT 267

Ad02A15294 Aradu.A02 15294 c (T)10aagactataaggtatccaataaa(T)1043 82993884 82993926 TTTTTGTTTGTAAACGCCCTT GAGGATCATTAACAGAGAAATTAACCA 197

Ad02A15296 Aradu.A02 15296 c (GA)7aagagatagagagatattgagagagagatagagaaagaaaggaagagggagaggaaagaaaggagggat(AG)797 83016159 83016255 CAGGTTCAGCACGAAAAGAA TGACAGTTGGCTCTCTCTTGC 244

Ad02A15298 Aradu.A02 15298 p3 (CCA)6 18 83025824 83025841 TGAGGGTGAGAATCGAAACC TGTTTTTCTTGGTGGTGGAA 201

Ad02A15299 Aradu.A02 15299 p3 (ATT)5 15 83032082 83032096 GACATGTAATGCCGGATCAA TTGGTTCGTGTGTGGTAACAT 146

Ad02A15303 Aradu.A02 15303 p3 (ATA)17 51 83042923 83042973 CAGCACCATGCATTTCATTC GCAATTAGCAATTTCGTATGGTG 243

Ad02A15304 Aradu.A02 15304 p3 (TCA)5 15 83043792 83043806 CCACGTCCAGATTCATAGCA ATGTGTTGAGGTTGGTGTGC 129

Ad02A15305 Aradu.A02 15305 p2 (TA)6 12 83044175 83044186 TCCTCTATTCCATTTCATCTGTCA TGGCCATTGGTAAAGTCTTTTT 266

Ad02A15310 Aradu.A02 15310 p4 (TTAT)5 20 83051766 83051785 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad02A15315 Aradu.A02 15315 c (A)10tatataggttttagctacctcttctgtactgtttggttgcaggggagataatgtcaaatggtagagctcatttttaattttttgggg(T)10107 83059765 83059871 TTTCATTCAAAGGTATGCCG TGTGTCACATGATTTTCAATTATTTC 277

Ad02A15318 Aradu.A02 15318 p2 (TA)6 12 83062371 83062382 AACTCGAAAAGCGCAACATT TTTGTGTCCCTTTGGGTTTC 199

Ad02A15326 Aradu.A02 15326 p5 (TCTCT)5 25 83075821 83075845 CCAGGTAACGGCTAGCTGAC GCCTTATTTCATCAGCCCAA 257

Ad02A15328 Aradu.A02 15328 p2 (TC)20 40 83081271 83081310 CTACTCCATAGGACAGCGGC GAGGGAGAGGAAAATCGGAG 149

Ad02A15330 Aradu.A02 15330 p2 (TC)19 38 83091030 83091067 TCGGCTGAAATGATACTTTGG TGACACCAACAGAAGGACCA 274

Ad02A15331 Aradu.A02 15331 c (T)11gcttttttttctgaaacatttgcactcaacatttttcctctttcaaccctattcttgcgttcaaaa(T)1188 83091616 83091703 AGGGCTTACTCTCAGCAAGG CTCAAAAGCTCGAGCAAAGC 266

Ad02A15333 Aradu.A02 15333 c (TAA)12(TAG)6 54 83108368 83108421 CAATAGTCACGCTAAAGGTATCCA TGTAGATCTGGCATCTGGGG 226

Ad02A15334 Aradu.A02 15334 p2 (AT)7 14 83109916 83109929 GCTGCTTCAACAAGTGCTTC TCAATCTCTCCTTAATTTTCTTGAAT 278

Ad02A15337 Aradu.A02 15337 p3 (TAT)5 15 83133495 83133509 AAAAGTAAGCGAGTGGGGGT AATGAAGATAGGGCCAATGC 196

Ad02A15339 Aradu.A02 15339 p2 (AT)6 12 83134132 83134143 AACGAGTGTTTAATAATGAACCTAAAA TGAATTTTGAAATCATTAACCTAATTG 165

Ad02A15341 Aradu.A02 15341 p2 (AT)9 18 83135104 83135121 GATCCCTGTAACCGACCTCA TCTTCAGAACATTGTTGCATAGG 278

Ad02A15342 Aradu.A02 15342 p3 (TCT)6 18 83136133 83136150 CTTGGCCTTTTGATTGAACC ATTTGGAGCGAAAAGTCGAA 191

Ad02A15344 Aradu.A02 15344 p2 (AT)7 14 83136902 83136915 CCAAATTGAGGAGTTTTGTGG TTCGGAAATGTTAAAACAATCAA 202

Ad02A15345 Aradu.A02 15345 p2 (AC)7 14 83138311 83138324 AGCTCCTAACTCAGCTTGCG TGTACGTGGCACCTTTACCA 238

Ad02A15347 Aradu.A02 15347 c (TCA)5cca(TCT)5ttttcttgttcatcttttccttcttattttaccttttcaaattgtttcttgttttactctcttaacaagaatg(A)12118 83156818 83156935 CCTTCCTCATCTTCTGCTGC TTGAATAAATGCAAGTTCATCATC 228

Ad02A15350 Aradu.A02 15350 p3 (AAG)5 15 83157803 83157817 TCATTATCATCGCCATCTTCTTT TCTTGCACCGAAATTTGCTA 280

Ad02A15352 Aradu.A02 15352 c (AT)10tatattaaaaatatagattaaatgcatataatatatttatatatatg(TA)781 83165692 83165772 CCGAAAGCTCACGAGATGAC TGAGACAAGATTGAGCCTGG 280
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Ad02A15356 Aradu.A02 15356 p2 (AT)10 20 83167774 83167793 TGTTGAGATTGGAGTTTTGATGA GGGATGAGAACTTAATCATACGG 246

Ad02A15363 Aradu.A02 15363 p3 (TAT)14 42 83183003 83183044 AAAAACAAATGAAGCAAGGCA GCAACTTGCATGTATGTATCGT 225

Ad02A15365 Aradu.A02 15365 p3 (AAT)5 15 83190117 83190131 TCGTTAAAAGCTAAAGTTTTAGTGACA AATTGTCTAGAGAAGTTTGAATGCTT 226

Ad02A15369 Aradu.A02 15369 p2 (CT)9 18 83206776 83206793 ACCTTGAGGTTGTGATTGCC TCGGCTGTCTGCATACAAAG 178

Ad02A15370 Aradu.A02 15370 p2 (TC)12 24 83208082 83208105 ATCAGATCAGATCAGCCGGT AGGAGACGAGAGGGGCTAAG 208

Ad02A15372 Aradu.A02 15372 p3 (TTG)5 15 83216503 83216517 TGGCAACCTCATAACTGCAA CTGGACTCAGTCGCACAAAA 273

Ad02A15373 Aradu.A02 15373 p3 (AAT)5 15 83217196 83217210 AATGCCAAAATGGGTTGCTA CCATTGATATCCATTGCCCT 238

Ad02A15376 Aradu.A02 15376 c (A)12gttcaatatttaattaaaaatttgacaaaattattaggattgaaagaataatttaaccctttttctttaaatttcatgagatacttc(CT)8115 83221573 83221687 GTGGGTTCGAGTCTCACTCC CGGATCAAGCACCCTATACC 267

Ad02A15377 Aradu.A02 15377 c (A)10gagacactttgatcttcagtttttta(T)1046 83222427 83222472 TGAACCATTGGTATTTAGGCTTT TATTTTCCCCATTCCCACAA 256

Ad02A15383 Aradu.A02 15383 p3 (ATA)7 21 83253307 83253327 TCCCATCTGTAAACACCCCT CAAGGTTAGAGACTTACAAAACCTTTC 268

Ad02A15388 Aradu.A02 15388 p2 (TA)6 12 83259685 83259696 GGCAAATTATGTCTGGTTTTGA CGGCATTTAAGTGGAATTGA 185

Ad02A15390 Aradu.A02 15390 p3 (AAT)19 57 83262611 83262667 TAAAACCCCCTTGCTTACCC TTGTCCTTGGAATACCCCTG 249

Ad02A15391 Aradu.A02 15391 c (TA)6caataaaagggtagtagtattggtgatcttattacatacatatatagcacttcatcttcttcttcacaatggtgtgag(T)13103 83264259 83264361 CCCCACCATGTATCAGAAGC TCACAAACAACGGATCATCG 258

Ad02A15393 Aradu.A02 15393 p3 (AAG)5 15 83265480 83265494 TCAAATTGCGCAAAGGATAG AGATCGAATTGGCAACCCTA 208

Ad02A15395 Aradu.A02 15395 c (TA)9c(AT)6 31 83269144 83269174 CCCTCTCAGGGACCTCAAAT GCATTTTTGTTCAAGTAAGATTCTC 280

Ad02A15397 Aradu.A02 15397 p3 (TGT)5 15 83277153 83277167 GGAGGAGGTTGAGTATTGCC GCGATGAGCAGCAACATTTA 215

Ad02A15398 Aradu.A02 15398 p3 (TAT)15 45 83278873 83278917 AAACACCCCAAAGTTTTCCA TCTGACCCTTTTTATCTCCTTTTT 249

Ad02A15410 Aradu.A02 15410 c (T)10aaataaaatgcaatatgcgtttttag(T)1147 83315181 83315227 AAATGGAGTGAGGCAAGCTG TACGTTTTGCTGTGGGCATA 251

Ad02A15412 Aradu.A02 15412 p2 (TA)11 22 83317515 83317536 CGAATTAAGCAAGGAAGCCA CACGTCTGGGGCTTCATAAT 115

Ad02A15414 Aradu.A02 15414 p3 (ATG)6 18 83322358 83322375 CTGCACCAAACATCATCAGC TCAATTTTGTTATGGCCCTTG 102

Ad02A15415 Aradu.A02 15415 p2 (GA)6 12 83324659 83324670 GTGGAGAAGCGCTGGATTAG TTTGATTAGGACCAGGGTGG 276

Ad02A15419 Aradu.A02 15419 c (A)10cttttaatttattcagcagtcttgagagttc(CAT)556 83332199 83332254 TGAGAATCAACAAATTTCACCAA TCAACACATTGAAGCTTGCC 269

Ad02A15420 Aradu.A02 15420 p2 (AT)6 12 83337370 83337381 CCACTCTCCTAGCACTCCTCC TTTGATTCTGCATGCTCCAC 244

Ad02A15424 Aradu.A02 15424 c (A)11ttctaatttaatgattgtataaaactttttataaattaaattcattttgccaaccatgaaatcagcatatattta(T)1399 83346436 83346534 AAGACATTATGGCTCAATTGCT GGCTCCACCCTGTATCAATG 276

Ad02A15427 Aradu.A02 15427 p2 (CT)6 12 83364321 83364332 CATGTTGGGTTTTGCATGAG AATCCTGTGCCTTGCACTCT 189

Ad02A15432 Aradu.A02 15432 p2 (AT)7 14 83376085 83376098 CTTTGACATGCCTGACTCCA TTTTCCCGTAGGGAAGTGG 272

Ad02A15433 Aradu.A02 15433 p2 (TA)8 16 83377093 83377108 GGAGATGTAAAGGCAAGGCA TGGCATGATGAATTACCAAGA 153

Ad02A15435 Aradu.A02 15435 p2 (AT)6 12 83390802 83390813 CCTCTAAGCCCTTAAACCCG CAAGGACTATGCCAATGCTG 271

Ad02A15437 Aradu.A02 15437 p3 (AGA)5 15 83406393 83406407 AAGAAGTAGCCGAACCCCAT AGAACTGCGGTCAGAAGCAT 274

Ad02A15439 Aradu.A02 15439 p2 (TA)9 18 83410349 83410366 CCCCTCCTTCTCTTAGCCAC TGGAACTCAACAGCAGCAAT 236

Ad02A15440 Aradu.A02 15440 p3 (AAG)6 18 83412068 83412085 CCATAACCAGGCAAATCCAC GCCATATTAGGTCGCTCCAA 252

Ad02A15445 Aradu.A02 15445 p3 (TCT)5 15 83430649 83430663 AACGCTTTTTCGACACCATC CTGCTCGTCAACGTATCCAA 280

Ad02A15447 Aradu.A02 15447 p3 (ATA)9 27 83434717 83434743 CCTCAGAGGAACCCATTTCA TCATCAACAGCAAAAAGCCA 277

Ad02A15451 Aradu.A02 15451 p3 (TCC)7 21 83460035 83460055 ATTGCTTCCCAACTCCAAGA AGCACCAAATCCATGAAACC 241
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Ad02A15457 Aradu.A02 15457 c (AC)8ccagctgagaaaggaagggaaaagaaaccccatggttacta(TTC)572 83486154 83486225 CAAACGGGCTAAAAACGCTA GAGCTCTTCACAAGGAACGC 251

Ad02A15460 Aradu.A02 15460 p2 (AG)17 34 83499296 83499329 CAGGGGAGAGCAGAGATTGA AAGCCAAGCTAAGTCAGCAAA 237

Ad02A15462 Aradu.A02 15462 p2 (AG)8 16 83506711 83506726 TTGAAGAGAAGAGCAGGGGA GCACAAAATCAGGAAGGAAAA 227

Ad02A15463 Aradu.A02 15463 p2 (AT)10 20 83508389 83508408 ATCCTAACGTCAAAATGGCG AGGGGGAAAAAGGAGAAACA 142

Ad02A15467 Aradu.A02 15467 p2 (AT)7 14 83531411 83531424 TTTGACAAAAATAATACAATTTGATCG AGCCACCAGAGACCTAGCTT 145

Ad02A15476 Aradu.A02 15476 p2 (TA)6 12 83572753 83572764 GAGTCTCTGGGAAACACAAAGC TAGGGCTTGAGGCATAGCTG 261

Ad02A15479 Aradu.A02 15479 p3 (CTT)5 15 83583873 83583887 TTTACGGCAAAAATGAAGGC TGTTTCTGCTTCTGCAAATGA 103

Ad02A15480 Aradu.A02 15480 p2 (AG)17 34 83585505 83585538 GGGGAAGGGGTTGAATCTTA AGCTGAACCAGGATACTTCTTG 268

Ad02A15482 Aradu.A02 15482 c (CTC)5atcctcattc(TCT)540 83588659 83588698 TCCTCCTCCTCCTCATTCTTC TCAGATTCAAAACACCTGCG 220

Ad02A15484 Aradu.A02 15484 p2 (AT)7 14 83591936 83591949 TTGTTGGGAAACCATCTTCA GGGCAGCAACTTTTGTGATT 210

Ad02A15485 Aradu.A02 15485 p2 (TA)10 20 83592115 83592134 AATCACAAAAGTTGCTGCCC TCATTATTGTGTCGTTAGGGGA 112

Ad02A15486 Aradu.A02 15486 p3 (ACT)5 15 83595296 83595310 ACTTGGCTTTGTTGTTGGCT CAAACCCTTTGTTTTTCCCA 262

Ad02A15487 Aradu.A02 15487 p3 (AAT)9 27 83596024 83596050 TGGTTTATGTTGTTCGACGG TGTCCAAATAAAAACAACAGGTG 277

Ad02A15489 Aradu.A02 15489 p2 (AT)7 14 83597440 83597453 TCTAAATCATTTGGGCCACC CTCCGCATCTGTTGTAATGG 270

Ad02A15490 Aradu.A02 15490 c (AAT)9gagtattttagtcattttttataatagaatagatattgtagtcattttttat(A)1089 83602530 83602618 CTGTTGTTGTCTTGTGCTCCA AAAAATCGGTGAACTATACCTTGAA 223

Ad02A15491 Aradu.A02 15491 p2 (TA)6 12 83604694 83604705 ACAATATCGTGCTAGCGGGT TGAGGGTGAGAACTCATGAAAA 208

Ad02A15496 Aradu.A02 15496 c (GA)6tgttgaaggcagagatggcaggtcgtttacaacttgttagtagatatcatggaattggcaactctcaagttttcttc(T)22111 83627033 83627143 TCACACCTAATACAATCATTCATGG CCTCCTAATTAGTTCCTAACGAAA 267

Ad02A15498 Aradu.A02 15498 p6 (CCTCAT)6 36 83632923 83632958 CCACTCCAATCTGAACGACA ATCCAAGTGGGATGAGGTTG 199

Ad02A15500 Aradu.A02 15500 p3 (TTC)5 15 83635581 83635595 GGGCTGGCTATGTTGGTTTA ATGCAGTGAGTTTTGGAGCC 118

Ad02A15501 Aradu.A02 15501 p4 (ATAC)7 28 83655935 83655962 TCAATTCATTAATTCACAAAATCCC GTGGATCTGCCAAAACAGGT 263

Ad02A15509 Aradu.A02 15509 p2 (AG)7 14 83686922 83686935 TCGAGGAACAGAGCTCAGAGA AAGCCAACAAGCAGCTCAGT 266

Ad02A15510 Aradu.A02 15510 p2 (AG)13 26 83688269 83688294 AGGTCGCACAGCTTGTTTCT GCAACTTTCCCTTTCCTTTCA 179

Ad02A15512 Aradu.A02 15512 p2 (AT)6 12 83688905 83688916 TTGTTTTCCGCCACTAATCA TGGGTTTTGCACTTTTTGAC 274

Ad02A15516 Aradu.A02 15516 p2 (CT)10 20 83710780 83710799 TTCTAACCAGGCCATTCAGG GAAGGGAGAAGCGAGATGTG 269

Ad02A15517 Aradu.A02 15517 p3 (TCT)5 15 83710939 83710953 TTCCTCTCCTGCTTCCAAAA CCCAGATGGAATCTCTGCAT 201

Ad02A15521 Aradu.A02 15521 c (A)12gaaccaatggtgaaattaatctttgaatatcacctgttctttaaattggtcatcagaa(T)1282 83715009 83715090 TTGGCCAACACAAATTAATCA CATGCCATATCAGCAAATTTAGA 262

Ad02A15522 Aradu.A02 15522 p2 (TC)12 24 83718758 83718781 CTTCGACACCGACAACACTG GTCGAGTCACCCATTCCTGT 280

Ad02A15523 Aradu.A02 15523 c (TG)6tttgtcatctt(TG)737 83719107 83719143 CTCTTTCGGCCTTCCTTTCT CATTCCCCTTTTTCCCAAAT 219

Ad02A15524 Aradu.A02 15524 p3 (CCA)5 15 83721148 83721162 CGGCAGCGGAGAGACTATAC ATGTATAGGTGGCAGCGGAG 216

Ad02A15527 Aradu.A02 15527 p3 (AAT)5 15 83725263 83725277 CATTGGGTTGTCCTTTCAGG CAGTGCTAACTCACCCCACA 255

Ad02A15529 Aradu.A02 15529 c* (TTTC)5(TTC)5*aacctaattaaattcgttgttctcctatgttcgtatttttcttctctgcattatggatctggattgacttcaacgtaattagcttcgtcg(TTC)5137 83727120 83727256 TTTGCGTGATCAACCTTTTTC TCCAAATCGCACTCATTCAA 265

Ad02A15530 Aradu.A02 15530 p5 (TGAAT)5 25 83727459 83727483 CTTCCGAAACGCATCAATTT CCGAACCGAACACATAAACA 273

Ad02A15531 Aradu.A02 15531 p2 (CT)6 12 83739023 83739034 CAGAATTGGCACAAAGAGCA GTTTCGGTTATGGGAGGGTT 280

Ad02A15534 Aradu.A02 15534 c (T)10ctg(TA)6 25 83752448 83752472 ATTCCGATTGCAGAATGAGG AGCACCAATAAAATCACGCC 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A15535 Aradu.A02 15535 p3 (ATT)5 15 83755029 83755043 AAATTTGAATTGGTTGGACTTGA GGGATAAGGAAGCAAGGACA 247

Ad02A15538 Aradu.A02 15538 p2 (AT)10 20 83756480 83756499 TAGGGATCAATTGAAAAGAAAAA ATTTGTGGTTTTGGCCTCTG 262

Ad02A15543 Aradu.A02 15543 p3 (AAT)18 54 83768242 83768295 CCCCCTTTCCCCATTAAAA CACCCAAAAACACTAAAAATGG 280

Ad02A15545 Aradu.A02 15545 p2 (AT)6 12 83772560 83772571 CATTTTGACAATCACGTGAGAA TGCCAAAATGGGTTTATCTC 111

Ad02A15547 Aradu.A02 15547 c (A)11caaaaacatttatgaaacttgatgatcaatgattgttgttagctttattaactcataattgtcaacagttccttaaa(T)1098 83779957 83780054 TTCCTATTAAACCCGGGCA ATCAATTTAACGGCAGACGC 231

Ad02A15552 Aradu.A02 15552 p2 (TG)23 46 83785030 83785075 GTTGTTTTTCAGATGCGGGT TCAAGACTGGCCGGAGAATA 274

Ad02A15555 Aradu.A02 15555 c (A)11catttacatcgcatacctcatttgtctttgtcttagtattgtataagctcatcatctgttttcttttttcttcatgagctaatc(T)13108 83793822 83793929 CGATTCTGCATACACAACCAC CTGAGTCATTAGAAGCCGCC 264

Ad02A15556 Aradu.A02 15556 p3 (TAA)5 15 83805894 83805908 TTCAAGAACAAAAATATCCAACACA AGCGAGTGTTTCTGTTTGCC 280

Ad02A15558 Aradu.A02 15558 p2 (TA)6 12 83808230 83808241 TCTAGGCCTGACATGACTTGAC CGTTAACGAAAATTGTGAATAAAAA 225

Ad02A15563 Aradu.A02 15563 c (T)15gaaataagcttcatagacatcattagagtatacaatagctat(A)1067 83816825 83816891 TGAGGGTAAACCGCATTTTT TTTCCCACCTGGTTTCAATC 220

Ad02A15564 Aradu.A02 15564 p2 (TA)7 14 83817598 83817611 CGTGGCTACCATTTTGATTTG TGTGTGGTTTCGTTTTGCAT 278

Ad02A15565 Aradu.A02 15565 p2 (AG)6 12 83822115 83822126 TTTTTGATTGTGGGCTTGTG TTGTTCTACACTTTTCTTCAACGG 278

Ad02A15566 Aradu.A02 15566 p2 (TC)8 16 83825526 83825541 TCAATTGATAATTCCTGTTTCACAA TTGCCATTTGTATTTGCTTGA 270

Ad02A15568 Aradu.A02 15568 p2 (TA)13 26 83833527 83833552 ATCACATAAACCGCGGTAGG CACATCACAGGCTCCAAAAA 254

Ad02A15569 Aradu.A02 15569 c (TC)16(TA)8 48 83838535 83838582 TGCTGACGAAAATTGTGAATG GACAAATCTGTCCAAACGTAAAT 236

Ad02A15570 Aradu.A02 15570 p3 (ATG)7 21 83839607 83839627 GGTCGTGTTCTGTGTTTTGTGT CAATGCCATTCAGAAATCCC 272

Ad02A15573 Aradu.A02 15573 p3 (CCG)5 15 83843473 83843487 AGCTTACACCTAGCCAGCCA AACCTCTCCAACCTCGACCT 269

Ad02A15580 Aradu.A02 15580 p3 (TCT)5 15 83855767 83855781 TTCACCCGCTTTTACATTTTT GGAGGAAGAGAAGGAGGAGG 111

Ad02A15581 Aradu.A02 15581 p3 (AAG)5 15 83856314 83856328 TTCATCATCGCCATCTTTTTC TGCTGCATTTTTCTTCTTCTTTT 253

Ad02A15589 Aradu.A02 15589 p3 (TCA)5 15 83870240 83870254 TCAAGTCACAACGCTCGTCT AGATGATGACGACAACGACG 272

Ad02A15590 Aradu.A02 15590 p2 (TA)6 12 83876357 83876368 AACAAATGCAATTCTCTCTCTCTTT TGATCAGAGTCTCGTGCCAA 208

Ad02A15596 Aradu.A02 15596 c (CAG)5(CAT)6 33 83886929 83886961 AGGAGGATCAACATGGAGGA ATGACTTCAGGGACGGACAC 263

Ad02A15598 Aradu.A02 15598 c (T)11cttttcttctctatgttttgttatttatataatttgtgttttagttcaaaaattattgtattcttgttaagaaaagttatg(T)10102 83890641 83890742 ACTTGCTGCTCCTTGTTGCT TCCATACTAATTGAAGGTGAACAAA 277

Ad02A15599 Aradu.A02 15599 p2 (TA)7 14 83890941 83890954 TGGAAAATCACTCTTCCTCTTT AAAGGGTGGGTATGTGACATTT 158

Ad02A15600 Aradu.A02 15600 p2 (AG)19 38 83894148 83894185 TTGGATTGTTCAATGCATCC CTCCTTCTCTCCCTCTCCGT 261

Ad02A15602 Aradu.A02 15602 c (CT)21t(TC)6 55 83913725 83913779 TGGGTCCGTCACTATTCACA CGGACATAGCGAAGGTGACT 239

Ad02A15606 Aradu.A02 15606 p3 (ATC)5 15 83921841 83921855 AACCACCGTCTTTCGCATAA TTGTTATTCTGCTGCTGCTGTT 267

Ad02A15613 Aradu.A02 15613 p3 (AAT)5 15 83953803 83953817 TCATTATAAACGTCATTGATCGAAA TCAGTAAAATCAGCTACCTTAGTCCA 222

Ad02A15615 Aradu.A02 15615 p4 (AAGA)5 20 83956336 83956355 ATGGGATGAGAATGCCAGAG CTTTTACATTGACCGCGTGA 247

Ad02A15616 Aradu.A02 15616 p3 (TTG)5 15 83957502 83957516 GGGTGAGTCATGATGCATTG AGCTATTTCGGGGCATGTAA 193

Ad02A15617 Aradu.A02 15617 c (ACT)6ctctttgttgttggtgttggtgttggtattgctagtgctctccattgacaacaataattacaaacc(T)1094 83960441 83960534 ACCACCTCTGACAACCGAAC ACCTCCCTCCACGTTCTTCT 191

Ad02A15618 Aradu.A02 15618 c (T)10cctttttcacttttttttggggttttttcttgaggtgactcactccaatgctatctgaagatcatgtttttattgcgggtttgaatgc(T)10108 83960744 83960851 GAATTGCAAATGGGGTTCTG TCCGTTCTTCTTCGTCGTCT 211

Ad02A15619 Aradu.A02 15619 p3 (ATA)5 15 83965005 83965019 CTTGCACTATCTGCAAGGCA GGGTTCTGAAGAAAATTTCGG 195

Ad02A15620 Aradu.A02 15620 p2 (AG)8 16 83966836 83966851 GTTAAATTTTTGTTGCAATTTTTGA ATTGGCTCCTCACTCCTTTG 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A15622 Aradu.A02 15622 c (TA)9attaatctctatatacaagtcatttaatcaaataagtccaacaaagtcatttacacttacgtgtgcacattcttcttcttcgtcacccctatacttca(TCT)6134 83975286 83975419 CAGCCAATACACCAAAGCAA GACGACGATAATGAAAGAGAACAA 272

Ad02A15624 Aradu.A02 15624 p3 (GAA)5 15 83976427 83976441 GCAAAATTAATGAAAAGAGGAGGA TATGCGTGCGTGAAATTAGG 230

Ad02A15625 Aradu.A02 15625 p2 (AG)9 18 83985757 83985774 AGTACCGCAATCACCGAAAC CCGCTCTCCAAGTACCACAT 273

Ad02A15626 Aradu.A02 15626 p3 (ATA)6 18 83986145 83986162 TGCTAGTTCGATGTTGTCGG AGGTCAGAGTTGGTGTTGGC 264

Ad02A15627 Aradu.A02 15627 p2 (TA)7 14 83986455 83986468 CCCAACAGGCCAACACTAAA TCAAGTATTAGGCATATTCATCTCG 279

Ad02A15629 Aradu.A02 15629 c* (TTA)5(ATTATC)5*41 83989292 83989332 TTCCGTACGATTTTGATCCC TGAAAAAGACGTGAACGACG 211

Ad02A15634 Aradu.A02 15634 c (AT)8agtaaataactaaatattaagcataatatattgatattcttattcatagagtttttnnnnnnnnnnnnagagtttttccgc(A)12109 83995643 83995751 AACAGCAGCGTTGCTATCTTA CACATTTGAAATCTTCCGCA 238

Ad02A15635 Aradu.A02 15635 p2 (TA)7 14 83996508 83996521 AAAAACAAAACATTACTCGGAAA ATGTTGCTCGCAACCCTAAT 153

Ad02A15638 Aradu.A02 15638 p3 (ATT)5 15 84001028 84001042 GGCACATGCAAGAAAAGTCA GGCTATAAGTTACCCGCACG 256

Ad02A15639 Aradu.A02 15639 p3 (ATT)19 57 84002744 84002800 TGGAATTCAAATTGATAACTCGT GTCCAACGCTGTATCCCTGT 151

Ad02A15641 Aradu.A02 15641 p3 (CAT)17 51 84003804 84003854 GATCAAGTTGAGATTCAAGTGAAAA TCGGTGACATTTATTAATACCAATTAT 269

Ad02A15648 Aradu.A02 15648 p3 (CTT)6 18 84010899 84010916 ATGGTCCCTGAGTCCCTTTT TTTGGTCTGCTCCTTTTGCT 240

Ad02A15660 Aradu.A02 15660 p2 (AT)9 18 84054952 84054969 TGTGAAGAAGGAGACCTGGTT CACATTTGGTGATAAATGGGAA 225

Ad02A15666 Aradu.A02 15666 p2 (CT)13 26 84078516 84078541 GCCCATGAGGGTGTAAGTTG GTAGCCATGGTTGTGGCTTT 267

Ad02A15667 Aradu.A02 15667 p3 (ATG)5 15 84079866 84079880 CATGCCATTGTTGGACTCAC TTCCTCAATTGAAGGCAACC 177

Ad02A15668 Aradu.A02 15668 p2 (GA)21 42 84083816 84083857 ATCGGAAGTTCCAAGTGGTG AAACGCAAAATTCTTCCCCT 131

Ad02A15674 Aradu.A02 15674 p3 (ATA)8 24 84089312 84089335 TCATTGGGCTAAAGCTTGAGTTA TGTGATTTGTCCATGCATCC 156

Ad02A15679 Aradu.A02 15679 p2 (AT)11 22 84108745 84108766 AGAAGCAGAACATAACGGCG TTTTCCTCGTTTTTGTGACCTT 277

Ad02A15682 Aradu.A02 15682 c (AAT)7ag(TAA)8 47 84112570 84112616 TGATATCATGGCAAAGGCAA TGTGATGGATCGAGTGGAGA 239

Ad02A15683 Aradu.A02 15683 p3 (ATA)15 45 84113330 84113374 TTGGACTTGGACCACCATTT TTGATGGAATCACCAACCAA 178

Ad02A15693 Aradu.A02 15693 p3 (AAG)5 15 84141682 84141696 GCAAAGAAAGGGAACCACAG GACTGACGAGGAACAACGGT 159

Ad02A15697 Aradu.A02 15697 p3 (GGT)5 15 84159107 84159121 GAGACAAACGTGGAGGGAAA GTCCACTACCACCTCCCTCA 150

Ad02A15698 Aradu.A02 15698 p3 (CAT)6 18 84160883 84160900 GTGCGTGGTATGTCATCGTC GTGCCTCGTCAGTTGTGCTA 277

Ad02A15700 Aradu.A02 15700 p3 (AAT)7 21 84162329 84162349 GCAATGCCAATTTGTGAGAA TGCATGGAGAACATCAGATTC 277

Ad02A15703 Aradu.A02 15703 p4 (ATGT)19 76 84164516 84164591 CCTCGTACGGATGATCAGGT TTACCCCTTGTCCTTCCCTT 180

Ad02A15711 Aradu.A02 15711 p4 (TTAA)5 20 84199808 84199827 GCATGCTGAAAGCACATGAT GGTGTCATTGGACACATTGC 224

Ad02A15712 Aradu.A02 15712 c (A)11gaaaaagaaaaaaaattagtataacacaaatt(A)10ctatagaaacttttatataagagatgtattaaaaatataaaatgtgccttctcttatcaacttaaattt(A)10132 84201442 84201573 AAAACCATTTATGCATCTCTTTTT CCAATGCTTGAAGTATAATGATTGA 278

Ad02A15713 Aradu.A02 15713 p2 (GA)7 14 84203733 84203746 TCCCTTTTCCGATCCTTTCT GGGATTGATGTGGATGTGGT 264

Ad02A15714 Aradu.A02 15714 p2 (TA)6 12 84204387 84204398 TGGCCTTCTAAGCTAGTGCTC TCACAAATCCAACTTATCCACC 249

Ad02A15715 Aradu.A02 15715 p4 (TTAT)5 20 84205780 84205799 CCAATCCAAACTGCACAATG AATCAACAATGACATAACAAGTCAA 240

Ad02A15716 Aradu.A02 15716 p3 (TTA)7 21 84208271 84208291 CACCACACCACACTTTGTGA CCTGCTTCTCCATCTTGCTC 191

Ad02A15720 Aradu.A02 15720 p5 (TTATT)5 25 84213675 84213699 TGAACAACCCGAATTGTCTAAA AAAAGGTGGTAGGGTTTGGG 232

Ad02A15723 Aradu.A02 15723 p3 (TAA)12 36 84216513 84216548 TGCTGTTAGTGGTGCCAGAG CACTTTTCAAATTCCTCTTCTCA 237

Ad02A15726 Aradu.A02 15726 p3 (ATA)9 27 84228314 84228340 CCTTCTGTTCCCAACTGCTC GACAAGAGCTCGACGAAAGG 266
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Ad02A15728 Aradu.A02 15728 p3 (GAT)5 15 84237661 84237675 TAAAAGGGGGTGGTTCAGTG CGGATTGCTTCCCAGTAGAG 150

Ad02A15733 Aradu.A02 15733 p2 (TG)7 14 84245451 84245464 GAAGCGGAGCTGGTGATAGA CAAACTCAACCCAAAACCAAA 243

Ad02A15736 Aradu.A02 15736 c (A)10tatatacataaa(AAAT)958 84253894 84253951 AAGCGTGGAGAAATTTGGAA GGGCCTTTGTCCCTTTTTAT 260

Ad02A15741 Aradu.A02 15741 p3 (TAT)6 18 84296071 84296088 CTCACGGGTCTAAATCCAGG TGGATGGACGGTTTCAAAAT 181

Ad02A15743 Aradu.A02 15743 c (T)13gttttt(G)15 34 84304813 84304846 TGCCTGTTCATAGGAAACCA TTGCTTAGTCAGTGCCATCG 211

Ad02A15744 Aradu.A02 15744 c* (T)13(TG)6* 24 84306013 84306036 ATAGTCAAGAGACCCGCGAA TGACGAAGTGGAGGAGACAA 170

Ad02A15745 Aradu.A02 15745 c (GT)11(GA)14 50 84308725 84308774 TGCATATCATTTTTCCTTGGC TGAGTTTTTGTTTGCGAATCC 248

Ad02A15746 Aradu.A02 15746 p3 (AAC)6 18 84310123 84310140 TCAACAGATGAGCTCGCAAT AGTTCATTGTGCTATGGGGG 197

Ad02A15752 Aradu.A02 15752 c (T)10cgtttctctaaaattttccttttcaagagtttttttttccaacttttaacagagaggaaggctgaaaactaattctcaaatatttttttggtaagacac(A)10119 84320238 84320356 AAGAGATTATGCTTTATTGATCTTTCA AAATTTGGAATTTGGCCACC 235

Ad02A15754 Aradu.A02 15754 p3 (CAC)8 24 84323440 84323463 CCAAAAACAAAAAGGCTCCA GTCGATGGATTGGACAACCT 266

Ad02A15759 Aradu.A02 15759 c (T)20aaaacatgtttaaaaaccttatttttaccaannnnnnnnnnnnnnnnnnnnnnnnaaacctgctttttaccaatttttctaaagaaccaa(AAAT)5130 84328410 84328539 TGTGCCTGCATTGTAATGGT CAGAATGCCAAAACAAAACAAA 259

Ad02A15760 Aradu.A02 15760 c (T)10agacac(A)10 26 84330436 84330461 GACCCTGTGGGATAAGGGAT TGGTTGAATAATCCTCCTGGTT 198

Ad02A15766 Aradu.A02 15766 p3 (AAT)6 18 84396888 84396905 CTTTGCAAGAGTTGAAATGATAGA CCTCATTGCCACCCCTAAT 227

Ad02A15767 Aradu.A02 15767 p2 (TA)6 12 84397862 84397873 TTTTGGTGAATATAAGGCTAACCA ATGCGAAAGCAACATTTGAC 252

Ad02A15772 Aradu.A02 15772 p2 (TG)6 12 84413989 84414000 TACGTACTCCCATGTCGGGT GCATCCAAAGACCCACACTT 160

Ad02A15773 Aradu.A02 15773 p3 (ATA)7 21 84415828 84415848 GGATTTTGGAATGAATTTCACC TCATGCACGCATATTGCTTT 266

Ad02A15780 Aradu.A02 15780 p2 (AT)7 14 84422877 84422890 GTCCGAGCTAGGAAACATGG ATACAATGGGAGGCCGTACA 233

Ad02A15781 Aradu.A02 15781 p4 (AAGA)5 20 84423076 84423095 TGTACGGCCTCCCATTGTAT TTGCATTGAAGGAACAACCA 242

Ad02A15788 Aradu.A02 15788 c (TC)7ttctcacc(CT)634 84446857 84446890 TTAGTGATTGGGGTTGAGGC GAATGACGAGATAGGGCTGC 253

Ad02A15789 Aradu.A02 15789 p2 (TC)13 26 84446993 84447018 GCAGCCCTATCTCGTCATTC CAACAGTTGGTTGTCATCGG 180

Ad02A15791 Aradu.A02 15791 p6 (TTTAAT)5 30 84452402 84452431 TGAGAATGTGCATAAGTTGGAA TTTTTAGAGGGACTTCCATCAC 252

Ad02A15793 Aradu.A02 15793 p2 (TG)8 16 84453693 84453708 TCGGTAGGGCAGGAGATAGA TGTTGGATTGCACATTGTCAT 187

Ad02A15794 Aradu.A02 15794 p3 (ATA)8 24 84457099 84457122 AACCGCCGCTAATTTCAATA ATGCAATTGAAGAGGGGCTA 214

Ad02A15795 Aradu.A02 15795 p2 (CT)13 26 84460825 84460850 TGATGGTGACCTCCTCCTTC GCTGCCACCACTAAGCTTTC 173

Ad02A15800 Aradu.A02 15800 p2 (TA)7 14 84473437 84473450 TGCAATGTTGAAGAAACCCA GATACATTTTTAAGCAATGACATGA 181

Ad02A15803 Aradu.A02 15803 p3 (AAT)11 33 84486452 84486484 GGCCTCAACATACGACCAAT TGTACCGGTTAAATGGCGTT 262

Ad02A15804 Aradu.A02 15804 p3 (GAA)5 15 84491996 84492010 TCCAAAAACAAAAGAAGGAAGG TTGACGCTACTACCAATCATCTTC 160

Ad02A15806 Aradu.A02 15806 p2 (AT)10 20 84502239 84502258 TGAGCACGTATCATTCTCTGC GATCCATTCCAAGTGTTGGC 180

Ad02A15818 Aradu.A02 15818 p2 (TA)6 12 84523230 84523241 TTTCACTGGTGAGCGATCTG CTCTTCTCCCCAAGTTCACG 267

Ad02A15821 Aradu.A02 15821 c (A)11gaaaaaacacaactttgatgatatgatagcatgg(T)1156 84527170 84527225 CCTGTTGGATATTGAAAGACAATG ACCTTCCATCTTGGTCCTCC 237

Ad02A15825 Aradu.A02 15825 p2 (AT)6 12 84549141 84549152 CTTATTTAATTTGCCGCCCC CGTGCAAATAAATCCCACTTC 131

Ad02A15828 Aradu.A02 15828 p2 (TA)6 12 84554653 84554664 CCATAAGCAAACCCAAAGGA ACCACCATGATCATCAAGCA 250

Ad02A15836 Aradu.A02 15836 p4 (ATTA)5 20 84563609 84563628 CACAATAATGGCCATGCAAC AAAGACTGCGTTTTGTTTTGAA 274

Ad02A15837 Aradu.A02 15837 p3 (TTG)5 15 84564046 84564060 CAATGCCATGAAAATGTTGC ATGTCCCATTTGTTTGGGAA 188
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Ad02A15838 Aradu.A02 15838 c (T)13ggatctgatttgttattgatttattgtactatgtttgtatgtatgtgtgatgtagatttaggttg(T)1088 84564310 84564397 AGATGGGTTTGCCATTGAAG GGATGTGCAAATGGTGATGA 271

Ad02A15848 Aradu.A02 15848 p2 (TC)8 16 84588287 84588302 CCACCCAATCGCTACTTGTT TTTCCAGTAACCAAGGCCAC 256

Ad02A15850 Aradu.A02 15850 p2 (TA)6 12 84599352 84599363 CATCTCCTGGCGAGAAACTC ACCAATCACGTACCAAACGC 269

Ad02A15851 Aradu.A02 15851 p4 (TTCT)5 20 84599636 84599655 AGGGGTTGTTGAGTTCGTTG TGATTACGGGACACTTCGTT 136

Ad02A15863 Aradu.A02 15863 c (A)12caaacaaaaagagaaaaaaattatctttcttatatttgtccttttcatatactatttcttcaactacaaaatttaaagacgaatatttt(A)11112 84659644 84659755 TTGATTAAAAACAAAAACAAAAGCA TGGTAACCAAACAAACAAAACTAAA 274

Ad02A15871 Aradu.A02 15871 c (T)10ctttctttttctttttaatttggtgagcataactttcataagacgtcaaatgtactaacatacc(T)1084 84675348 84675431 TGGTGTCGTTAGCATCTCTTTC TTTGATGGGGTTTCCCAATA 263

Ad02A15872 Aradu.A02 15872 p3 (CTT)5 15 84676997 84677011 GCTACTCGCCGTTCTATTCG TTAGGGTTTTGATTCGGTGC 131

Ad02A15876 Aradu.A02 15876 p3 (AAT)13 39 84682036 84682074 ACCTTTCCATGCAACTGGAG TCACCAAACAAAATGCAAAAA 280

Ad02A15881 Aradu.A02 15881 p3 (ACC)5 15 84687389 84687403 AGCTGCAGAGCAACAACAAC TGTTGGTGGTGTTGGAAAAA 256

Ad02A15883 Aradu.A02 15883 p4 (ATTT)5 20 84689430 84689449 CATGGGAAAATAAAATGGGG GAGAAACCCAAAATGTCCCA 249

Ad02A15884 Aradu.A02 15884 c (T)12aaataagaagtgacagtatttggattaaaaaaataccaaggcatcgtaag(A)1375 84691694 84691768 CTTTACGGGACACAAGGACC CCAACCGAGTACGTGCCTAT 138

Ad02A15886 Aradu.A02 15886 p3 (TTC)5 15 84692531 84692545 CCCAAATTTGTTGCAAATACA CCCTCAATGTTAGGGACCAA 260

Ad02A15887 Aradu.A02 15887 p3 (GAG)5 15 84693502 84693516 AAGCCATCAACGATGAAACA CAACACCACCTCCTTCACCT 274

Ad02A15889 Aradu.A02 15889 p2 (AT)6 12 84698066 84698077 CCAAACACAAAGGAACAAGC GCTTTGATTGGGGGAAGATT 146

Ad02A15894 Aradu.A02 15894 p2 (AT)7 14 84707687 84707700 TCTGCATGGTTGATGGTGAT TGGCCATATTAGGGTTTGGA 241

Ad02A15897 Aradu.A02 15897 c (TA)6(TG)7 26 84711978 84712003 TAATGGGGCCTCCAACTATG GCATTGTCATCAAATGGCAC 235

Ad02A15899 Aradu.A02 15899 p3 (TTA)18 54 84717242 84717295 TGAAAAGAAAATACGTTTCACTACATC TAATTTATGTTGTTTGTTTGGAAAA 269

Ad02A15901 Aradu.A02 15901 p2 (TA)6 12 84717688 84717699 AATCCAAAGTTGGAGGCACA TGCTGAATCATGTTGTTTTGG 217

Ad02A15902 Aradu.A02 15902 c (AT)8cacatcattttgaaaactaaatttaagagaaaaatatctatggtttttaagcaatttttatttggtc(AG)9101 84718601 84718701 AAAAGGGGTTGTATGTTGGATG AATGGTGAAATGAAATGTTTGAA 271

Ad02A15903 Aradu.A02 15903 p3 (CAT)9 27 84722670 84722696 TGGGAGAGAACCATGAGAGG TGTGGCAATGGAGATGGTTA 265

Ad02A15905 Aradu.A02 15905 p3 (AAT)5 15 84725195 84725209 ATTGCTCCTTTCCCCAAAAC ATTTAACTCTTGGCACGCCC 240

Ad02A15906 Aradu.A02 15906 p2 (TA)7 14 84725341 84725354 ATTGCTCCTTTCCCCAAAAC ATTTAACTCTTGGCACGCCC 240

Ad02A15908 Aradu.A02 15908 p3 (TAT)5 15 84730650 84730664 TATGGACGGACAACTGGACA TAGGAAAAGAAGGACGCACC 246

Ad02A15909 Aradu.A02 15909 p4 (ACAT)6 24 84730957 84730980 GGTGCGTCCTTCTTTTCCTA TTCACCCCAAATATTAAAAACCA 214

Ad02A15911 Aradu.A02 15911 p3 (ATG)5 15 84736188 84736202 TGTTTTGGATTGGGAATTGTT GTGGCAAGCCATGGTACTTT 231

Ad02A15912 Aradu.A02 15912 p2 (GA)6 12 84740707 84740718 ACCACTAGCGCAGGAGAGAA TGACGTCTTGACTCAGCAGC 280

Ad02A15915 Aradu.A02 15915 p3 (TAT)17 51 84748550 84748600 TGGATACAAAAGGGAGGTGG TCAATTGTGTTTTCTTCTATCAATTT 243

Ad02A15919 Aradu.A02 15919 p2 (TA)15 30 84753579 84753608 TGCAACATAGATCTCTTGATGAGT AAAACAAAATGATGGGCAGC 180

Ad02A15925 Aradu.A02 15925 p2 (GA)6 12 84768971 84768982 TTTGGTCAAATGAAATGGCTT CACCTCATTGCTCTTCTCCC 280

Ad02A15926 Aradu.A02 15926 p3 (AAG)5 15 84770082 84770096 GGTAAACCAAAAAGAAAAAGATGA GGCTGACTTTGGTGGTTGAT 277

Ad02A15927 Aradu.A02 15927 p3 (TTC)5 15 84771588 84771602 CATTGTTGGATGATTTTAATGGTT CCTTCTCAAGTTTCTTCTTGTTTT 248

Ad02A15931 Aradu.A02 15931 c (A)10tttacgatataggattcaattg(A)1042 84781061 84781102 GGTTTGTAGAAGAGGAAAATTGGA TGCAGGTTTCTATATTTTTACCGA 242

Ad02A15933 Aradu.A02 15933 p3 (AAT)5 15 84790352 84790366 TGCCAAGTTGAGCATTGAAG ACATCATCCACTCGTGCAAA 231

Ad02A15934 Aradu.A02 15934 p3 (CAT)5 15 84792806 84792820 TCACCTCCTTCTCCTCCTCA AAAAAGACAACGATGGCGAC 124
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Ad02A15935 Aradu.A02 15935 p4 (AAAG)5 20 84793445 84793464 GTGCTATTTTTGTTTCTGACAAGA GGAAAGAAGGAGGAGGAAGG 278

Ad02A15936 Aradu.A02 15936 p2 (TA)7 14 84799402 84799415 GCGAGTACCCACCCTAATCTC TTTATCCGGTAAGGACGGGT 272

Ad02A15937 Aradu.A02 15937 p3 (GAC)5 15 84799549 84799563 GGTAGAACGAATACCCGCAA AAACGTCAGGGACAAAAACG 210

Ad02A15938 Aradu.A02 15938 p3 (TCT)5 15 84800594 84800608 GGACGATTGAAACGTTAGGG CCTGGTGATATTGCAGCGTA 275

Ad02A15939 Aradu.A02 15939 p2 (GA)6 12 84801761 84801772 GCCGTTATTGGAGGTCTGTG GAGCACTGTGGGTACAGCAA 256

Ad02A15952 Aradu.A02 15952 p2 (GA)11 22 84832911 84832932 GTCGTTGGATTTGGAGTCGT CTATTTAGCGGTCGCAAAGC 111

Ad02A15959 Aradu.A02 15959 p2 (AT)6 12 84850976 84850987 AGTTAAACGGTGTCGGTATGA AAATTAATAGTAGTGGTTGAAGGCA 280

Ad02A15961 Aradu.A02 15961 c (TA)6tgcccctctcctcttgtagtctttgtatgaggtggaaatggattctcttatttc(T)1177 84860725 84860801 GAGGGTGATGATGAGGGCTA GGAAGAGAGGTAGAGAGCCGA 216

Ad02A15966 Aradu.A02 15966 p3 (CAT)5 15 84869196 84869210 CGTATCGAATGCATGGTGAC AAAACCCCTGAGCATTTTCC 196

Ad02A15970 Aradu.A02 15970 p3 (AAT)14 42 84874127 84874168 GGTAAACCAAACTTTGAATTGACTAA TCAATGAACTACATCTTGAACTGG 278

Ad02A15972 Aradu.A02 15972 p2 (TA)9 18 84874906 84874923 TTGTCCATAAGAAACTTTGCCA TGCAATTAGGTTTGTGAGACAG 256

Ad02A15979 Aradu.A02 15979 p2 (AT)6 12 84897083 84897094 CACACTGTGTCCACTGCTCA CAGGAACCTCCTGTCTTTGG 245

Ad02A15982 Aradu.A02 15982 p2 (AG)9 18 84902075 84902092 TCACCGGAGAAGGTTAATCG AAACGGTACAAACACATGCAA 221

Ad02A15985 Aradu.A02 15985 p2 (CT)7 14 84903439 84903452 AACTGGTAGGTGGGCAGATG AGCAACATCCATCCACAACA 102

Ad02A15996 Aradu.A02 15996 p3 (GAA)5 15 84929923 84929937 CAACAGCGACAAAAGAACGA CCTTCTTATTCGCATTCCTCC 156

Ad02A16001 Aradu.A02 16001 p2 (TC)6 12 84948822 84948833 TCTTCCCTTTGCTGCTGAGT GGAGACGTAGGGATGAACCA 193

Ad02A16002 Aradu.A02 16002 p2 (TC)6 12 84950613 84950624 TCCTGCCTATTATTCCTCCC CTGCCTTCAAAGCCACTAGG 220

Ad02A16004 Aradu.A02 16004 p3 (AAT)5 15 84954067 84954081 TGATCGTAGTTTATTGCCACAGA TGGAGCAATGCAAAATCAGA 152

Ad02A16008 Aradu.A02 16008 p2 (AT)6 12 84974979 84974990 CGCGATGAAGAAAGAATTGA TGAGGGTGTACGTGGATGTG 274

Ad02A16013 Aradu.A02 16013 p3 (TAT)5 15 84982883 84982897 TCTATTGATGAATGCCGCAG TCAGGTGGCAAAAATAACCA 211

Ad02A16016 Aradu.A02 16016 p2 (TA)6 12 84988914 84988925 GAATGTCCAAATAATTCGAAACG ACCCCAGACCGAGTTTTTCT 246

Ad02A16019 Aradu.A02 16019 c* (GT)8(T)10* 25 84996890 84996914 AACAAGTTCGAAGGTGCATGT GGCGTTCGTTTGGAAAAATA 222

Ad02A16029 Aradu.A02 16029 p2 (AT)6 12 85026383 85026394 TGTTGCTTTTCAGATGCAGG GAAGCAAAGGTCGGTCAGAG 246

Ad02A16030 Aradu.A02 16030 p2 (AT)7 14 85028361 85028374 TTTTTGACAAAGGGAAACCA TTTATGGTTACGAGTACGTTGATG 280

Ad02A16034 Aradu.A02 16034 p2 (TG)6 12 85035548 85035559 ACCCTGGTTCTGAGAGGCTT CGCAATTAATTAACACAAGCAAA 265

Ad02A16040 Aradu.A02 16040 p3 (ATA)17 51 85044524 85044574 CATTCCACTACATGCGTTGC AGCCATTGATGCACTTAGGA 175

Ad02A16041 Aradu.A02 16041 p2 (AG)8 16 85047362 85047377 CTGCAACTGAGCCACTGAAC TGAATCAGATTTTGATCATTCAAG 266

Ad02A16042 Aradu.A02 16042 p2 (GA)6 12 85050336 85050347 CAGAACCGCGAATAGAGGAA AAAACATATGCATCCGGCAG 184

Ad02A16044 Aradu.A02 16044 p3 (TTG)5 15 85055728 85055742 TTGTTGCTGTAGCTGTTGGG TGGCTATGACCTTTATGGCA 180

Ad02A16045 Aradu.A02 16045 p3 (ATA)6 18 85059022 85059039 TCGTCTCTATCTCTCCATCAAACA GAAGGGTTAAGTCTTCAAGCAA 271

Ad02A16046 Aradu.A02 16046 p3 (ATA)5 15 85060952 85060966 TTTGATGAAACATTAGCAACTCTAAA TGTCAACACGATGTTTTTCG 218

Ad02A16051 Aradu.A02 16051 p2 (TA)7 14 85071274 85071287 CAAGGATAGTTGAGCCACATGA TGACTTATGAGCTTCGAGCA 273

Ad02A16056 Aradu.A02 16056 p2 (TA)6 12 85082605 85082616 TTCCTTTTCCTCGTCCTCCT GGTTTGTTTGTGTGTCGTCATT 156

Ad02A16062 Aradu.A02 16062 p3 (ATT)5 15 85101140 85101154 TCGCATGCAAGTAATCCGTA GGTGGTGTGGTATTACGACCT 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A16077 Aradu.A02 16077 p2 (TC)8 16 85149728 85149743 CTTCCATGGCATTTGTTCCT AAGAGGGGAGAGAGAGGACG 273

Ad02A16078 Aradu.A02 16078 c (TC)7cctttctcccctcccctttctttctccctatctttctctccctctttcttcccatg(CT)682 85149903 85149984 CTCTTTCTCGCCTTCCCCT GAGAAAGAAAGAGGGAGAGCA 269

Ad02A16079 Aradu.A02 16079 c (GA)6aagaataaaaggaaagagagaagagcgagagagagaaagagagaaaagaaaagaaaagagagagagaaagagaagggagggaaag(GA)7aaaagagagaaaggagaggg(GA)6143 85150317 85150459 GGGATAGAGATTGAGAGAAGGTTG TTTCTCCTCTCTTTTCCCTTCA 267

Ad02A16080 Aradu.A02 16080 p2 (GA)15 30 85150687 85150716 GAGGGGGAGAAAGAGGGC TTTATCTCCTCTCCCATTCTCTCT 226

Ad02A16081 Aradu.A02 16081 p2 (GA)19 38 85150874 85150911 GGGAAAGGAGAGAGAATGGG GGTTAACCAAAACCAAAACCAA 242

Ad02A16082 Aradu.A02 16082 c (T)11aattatgagaaaaaataagtgattatttgtcataagatattt(A)1265 85152713 85152777 GAGGTGGGAGACCAACTTCA CGCATGTTGTAGGACAATGTTT 265

Ad02A16088 Aradu.A02 16088 p2 (AT)8 16 85163696 85163711 CATGCAACAGAAACCCTCAA TCACGTTGCAACAGCAATTT 268

Ad02A16089 Aradu.A02 16089 p2 (AT)9 18 85166543 85166560 CAAAAATTGCTGGTCCCCTA TTTTTCTCTCCTCCTCGTCG 267

Ad02A16090 Aradu.A02 16090 c (T)15caaagaagtcatatttgctctccaaattaagatcttaatataagattgattcgacaccatgtcgagattatcaaaaatcaagtgaaacacttg(A)10118 85173927 85174044 GCCATCAGTACTTCAACGCA ACCCTAATCGCTTGTACGCA 247

Ad02A16091 Aradu.A02 16091 p3 (TCT)5 15 85174342 85174356 TGCTGCACGTTCTTCTTCC ACAGAAAATGCACCCAAAGG 263

Ad02A16094 Aradu.A02 16094 p3 (AAT)8 24 85176295 85176318 CCTCTCAATTGCTTCCTTCG AAGCAATTTTGACTCTTCTTTGAA 218

Ad02A16096 Aradu.A02 16096 p2 (AT)6 12 85177706 85177717 AGACCACAACGAACCAAGTT ACGTATTGTTAACATTGCTGTGA 250

Ad02A16098 Aradu.A02 16098 c (TTC)5tacaagaaaaaaaaaggaacatctcttttatttaatttcttccttctttctctcaatggctta(TTC)593 85181819 85181911 AATCCCAATCCCCAAAGTTC ATAGCGCAATTTCCTTGGTG 271

Ad02A16099 Aradu.A02 16099 p2 (TA)6 12 85182435 85182446 GGGCAGGACCCTCTGTTTAT GTTTTAACCGTCGATCTCAATTA 273

Ad02A16103 Aradu.A02 16103 c (A)12gaagaagg(A)1838 85187116 85187153 TGAGAGGAATGACGATCACAA GGTCAACTTCAACAACAAAAGC 186

Ad02A16105 Aradu.A02 16105 p3 (GAA)8 24 85194345 85194368 GCCTCGTCCTCAACACTCTC GCATCCAGTTTCACAACCAA 115

Ad02A16111 Aradu.A02 16111 c (A)12gggatattatatgtgtgagtgtgtaacttagaattggaggttgtccaattcatcgac(A)1281 85203411 85203491 AACATAGCGCCAATGAGCTT TCTGTCTCTTGCGTGCAAAC 265

Ad02A16112 Aradu.A02 16112 c (TAA)5g(AAT)5g(ATA)8atgtataatgattttttccctttcaagctcttttatatggatcagaattttcttcttgaacaagatacggatttttatttgtaggaaaa(T)10155 85211075 85211229 CGTGAATAGATTTGGTGTATGTCA TGGATGATTAAAATTCCAAAGGA 235

Ad02A16114 Aradu.A02 16114 c (TAA)5g(AAT)5g(ATA)8atgtataatgattttttccctttcaagctcttttatatggatcagaattttcttcttgaacaagatacggatttttatttgtaggaaaa(T)10155 85220401 85220555 CGTGAATAGATTTGGTGTATGTCA TGGATGATTAAAATTCCAAAGGA 235

Ad02A16116 Aradu.A02 16116 p2 (TA)9 18 85255256 85255273 GTGTGGTTAGATTCGCACCC CAAACATGCATATATAAACAAATTCAA 273

Ad02A16124 Aradu.A02 16124 p4 (ATTA)5 20 85281417 85281436 CGTGCGAGAGACTCAATCAA ACCACATCCATAGCCTTTGC 196

Ad02A16126 Aradu.A02 16126 c (T)10aatttatcagtataaattaaatacttttccaaaaaaccattccaaatcaaacctaattgttctctatttc(T)10c(T)10101 85281997 85282097 CATGCTAAAGATTCATTTCTCTCTT TCCCTGAACATGCTGCATTA 260

Ad02A16129 Aradu.A02 16129 p3 (TTA)14 42 85284583 85284624 TGACATGCAATTTCTTTTGTTTG TCACGAGAGATCGACACGTT 278

Ad02A16131 Aradu.A02 16131 p2 (AT)12 24 85287661 85287684 CACAATCCAGTGTGTAGTGCC TTCTCAAAAGCTCTCTTATTCTTTTC 191

Ad02A16135 Aradu.A02 16135 p5 (AAATC)5 25 85290265 85290289 AAACCAAATTTATTGTGGGTACTAA TTCACATAATTTAAGTTTGGCTCA 153

Ad02A16137 Aradu.A02 16137 p2 (TA)6 12 85292438 85292449 AGCTCTTTTCTAAAAATATTGGCA CCGAGGTACGAATTTTCTAAATG 255

Ad02A16140 Aradu.A02 16140 c (CCA)5ttatcatcatggtcatcatcattatcataagaacttctccaaagtcaaccaaaatcaaccagaagcagaacagaaactcaaactgaaccaaaat(CCA)5ttatcatcatgg(TCA)6154 85298268 85298421 TCTTCCCCAAAATCAACCAA TCGTTGTTATTGTTGTTGTTCTTCT 275

Ad02A16141 Aradu.A02 16141 p2 (TA)6 12 85301026 85301037 TGGATTGTTATACACACGAAACG ACCACTCCGTTCTTTCAACA 241

Ad02A16147 Aradu.A02 16147 p3 (ATT)6 18 85310977 85310994 TGTGCAATCTAACATATGTAAAACAA GCATGCTTCATTTTCTGTGC 247

Ad02A16149 Aradu.A02 16149 p2 (AT)6 12 85312163 85312174 TGATTTTAATAACTGATTTTGGTACAC TGGATGAGTGGGTGTGAAAA 277

Ad02A16154 Aradu.A02 16154 c (A)12tagtgttaatgatgatgaataacg(A)1046 85313961 85314006 TTGAATTGAATTACACCTCAAAAGA TGAAGAAACGTCCATAGGAAGAA 205

Ad02A16157 Aradu.A02 16157 p3 (CAA)8 24 85323139 85323162 ATTAGTCACCAGCACCCCAC GGTGAAGAAGTGCCACCAAT 215

Ad02A16158 Aradu.A02 16158 p2 (AT)8 16 85323370 85323385 ACAACTGCTGATGTTGGCAC CCCGGTTGTTTAAGCAAAGA 243

Ad02A16161 Aradu.A02 16161 p3 (GTT)5 15 85334423 85334437 GTGTAGCACAAACCCCATCC ATCATTCCCACAGAACCGAG 204
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Ad02A16162 Aradu.A02 16162 c (T)12cacaattagagtacaggaatattgctcctagcttcattattctaagcatgttgattcattgtttctgttaaatgaattatgtgga(T)10107 85340912 85341018 CGCCATCCTCTTCTCATGTT TTGACTAATAAAAATCTTGCCAAA 211

Ad02A16163 Aradu.A02 16163 p2 (TA)9 18 85341513 85341530 GTGATTTCCACCCCTCAAAA TGGCCGATTCATGAGGTAAT 188

Ad02A16168 Aradu.A02 16168 p3 (TAT)5 15 85352374 85352388 TCGGGATTGGTATTGGATGT TCTGATTCAAATTTAAACGGTTG 238

Ad02A16174 Aradu.A02 16174 c (A)10gaaacagaacacagaacaaaacgaacgcctctctctgttttgctctgtttcttattcttcttcttcgtttgattcgttca(TTCT)10130 85357954 85358083 TCCAATTCAACTTAGGGGAGAA AAAGGGCAGGTATCATCATCA 276

Ad02A16178 Aradu.A02 16178 c (TC)6actcaaagcactcacgccg(CA)643 85378142 85378184 CATCCCAGCCCTTCAACTAA GGCAGAGAGGACTATGACGG 152

Ad02A16181 Aradu.A02 16181 p2 (AC)6 12 85383547 85383558 TTTGGACTTCTGACATCATCAAA TTTGCATCGGTTGTCTCTGT 255

Ad02A16186 Aradu.A02 16186 p2 (CT)6 12 85413144 85413155 GCCATTTTCGGATAGAGCAG CAAAGCAACGTTCCTCTCCT 254

Ad02A16188 Aradu.A02 16188 p2 (CT)6 12 85432055 85432066 GCCATTTTCGGATAGAGCAG CCTCATTCCCTCTCACTTGC 279

Ad02A16191 Aradu.A02 16191 p3 (GTC)6 18 85439674 85439691 TCTTCAAGCTTCAGAACGCA TGAAGAAGCAGTGGAGGGAT 206

Ad02A16195 Aradu.A02 16195 p3 (TCT)10 30 85447651 85447680 AACCGCATTCTCACTCAGGT AATCGGAGGGTAGGTTGGAT 228

Ad02A16196 Aradu.A02 16196 p3 (CTG)5 15 85449527 85449541 AGCTCAAAAGCCAGATGGAA CTGATGGTGCTGACGCTAAA 188

Ad02A16197 Aradu.A02 16197 c (T)13ac(T)12 27 85451022 85451048 CAAAAGGCAAAGCATCAATTC TGAAATTCAGCACATGAGGC 103

Ad02A16200 Aradu.A02 16200 p3 (CAG)5 15 85473796 85473810 CCTCTTCTTTTTGCGACGAC GGTTGGAATTGAAGGTGAGC 236

Ad02A16201 Aradu.A02 16201 p4 (TTAT)5 20 85474108 85474127 GCTCACCTTCAATTCCAACC GCACTCATTGCAAAATCCAA 217

Ad02A16202 Aradu.A02 16202 p3 (CAC)7 21 85477807 85477827 ACCCAAACAAGCTCAAGTGC ATATTTTCTGTCGGGCCTCC 261

Ad02A16204 Aradu.A02 16204 p2 (CT)6 12 85480217 85480228 AACATCCACCACCATTCGTT TTGAGATGCAGATTTGGAATTT 249

Ad02A16205 Aradu.A02 16205 p2 (CT)11 22 85484417 85484438 CCCTCCAGTGTCACCTGTTT GGACAAATGTTCGGTTTGCT 142

Ad02A16206 Aradu.A02 16206 p4 (ATTC)5 20 85485644 85485663 AAGCTTGATGCCTATGCTGC GGTACCCTGACCTGATGTGG 227

Ad02A16208 Aradu.A02 16208 p2 (AG)6 12 85497908 85497919 TCGGTTGGGAGTAAGATTGG CCTCACCGTGTTTTACCGTT 125

Ad02A16210 Aradu.A02 16210 c (T)10aag(AT)9 31 85502203 85502233 TCAGGAGTGATAAAAGGGCAA AACCAAATCCCATCATCCCT 280

Ad02A16219 Aradu.A02 16219 p3 (AAT)5 15 85540332 85540346 ACTTATTGGTTGAATCGGCG TCCGTTGTTGCAGTGTGAAT 275

Ad02A16222 Aradu.A02 16222 p2 (AT)8 16 85549569 85549584 CATGCATTGATGCAGGAAGT CAGGTGTGAATGAATGTAAGGG 218

Ad02A16223 Aradu.A02 16223 p4 (TTCT)6 24 85554135 85554158 CCTCAACCCCCTTCTTCTTC GGAGAGGTTGAGTCGGCATA 169

Ad02A16228 Aradu.A02 16228 p3 (TCA)6 18 85584205 85584222 ACCCAATTGGCAGAGCATAG GGCAAGTTCAAGAATTGGGA 176

Ad02A16231 Aradu.A02 16231 p3 (TAA)5 15 85588168 85588182 TAAACCGCCTTTGATTTCCA GGGCTTGTGGCTTGATTAAA 269

Ad02A16232 Aradu.A02 16232 c (GT)6tttcctatgtctgaggtttatggtttcca(T)1051 85590864 85590914 CCAGCTGAGTTTTAATCTGCC TGAACTGACCACTCGACCAA 216

Ad02A16234 Aradu.A02 16234 p2 (AT)6 12 85593992 85594003 TCCCAAACACTACCACCAGC CTCCCCTCCCGTATCTCTTC 279

Ad02A16235 Aradu.A02 16235 p3 (AAT)5 15 85594290 85594304 GGAGAGGGGAGAGGAAAATG ACATTGTGTACGGCGGGTAT 182

Ad02A16236 Aradu.A02 16236 p3 (GAT)6 18 85598201 85598218 CCGTTGGAAGATGGTGATTT CCTCGCTATCATCTGCAACA 153

Ad02A16237 Aradu.A02 16237 p2 (AT)8 16 85599441 85599456 TGTTGCTCTTCTTTTAACCCTTG AGTCTTGGCTGTGGGAGCTA 181

Ad02A16238 Aradu.A02 16238 p2 (TA)6 12 85601727 85601738 GCCTTTATGTGGGAACTGGA AATGGGGGACAAAATTCCTC 197

Ad02A16239 Aradu.A02 16239 p3 (TTA)5 15 85607005 85607019 CGCAAAACTATAGGAACCAACA GCCAAATTTCCAATTGCATC 194

Ad02A16241 Aradu.A02 16241 p2 (AT)11 22 85607891 85607912 TAGGAATCATCCTCTCCCCC CCGAGACCTAAATAAAGTTTTACTCG 273

Ad02A16245 Aradu.A02 16245 c (T)10atcgtattgtggaggggttttgtatttttcttttttcatgtggaagatcataaaccacgttttgttgag(T)1695 85611309 85611403 TTTTTGGTATTAGGCTATCAGTATTTT TGGACAAACCTTTTTGGACC 264
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Ad02A16247 Aradu.A02 16247 p2 (AT)6 12 85613196 85613207 AAAATTAAAAACAGTGTAAGAACCCAA AATGGCAAACGCAATAGTCC 235

Ad02A16248 Aradu.A02 16248 p3 (CTT)5 15 85624407 85624421 CTCCACGTCCAAGCAATTTT ACGAGAAGAGGAGGAGGAGG 227

Ad02A16249 Aradu.A02 16249 p3 (CAA)5 15 85637803 85637817 TCAAGATGAAGGCAGAAGAATG ACCATCCACAAAATTCACGA 214

Ad02A16250 Aradu.A02 16250 p2 (TA)7 14 85638974 85638987 GCGGAGGAATTGAAGAAGAG TGCATTCGAAAAATCTATAACAAAA 171

Ad02A16251 Aradu.A02 16251 p3 (GAA)5 15 85642166 85642180 CATGGAGTGGTGAGCATTTG CGTGGATTTAACTCCGTTCC 189

Ad02A16252 Aradu.A02 16252 p3 (TTA)5 15 85655451 85655465 CAAAAAGGCAAGAGCCAAAG TACCACACGTTTTGAAGCGA 215

Ad02A16259 Aradu.A02 16259 p2 (TG)8 16 85666726 85666741 TCCCCCTTCTATTTTCCCAT CTCCAAGTTCCCCACTACCA 253

Ad02A16262 Aradu.A02 16262 c (A)10taaaataaaaaattacttttcgcaaaactcacagacacacatataatgaa(T)1272 85672138 85672209 GATGAAAACTTTGACATCTTCTGA TTGCGAAAAACAATTTTATCTGA 278

Ad02A16263 Aradu.A02 16263 c (T)10g(A)10gaaaattgaagattccatcaaacttcatccacataattaagtaatcatcgaccac(AT)13102 85672880 85672981 CCTTTGAAATATGTACTTCCGCA TTGTTCTCTCATCGCCAATTT 248

Ad02A16265 Aradu.A02 16265 p2 (CT)18 36 85677131 85677166 GTCCCACGTTTGTTGCTTTT TTCCAACAAAACCCCAGAAG 262

Ad02A16267 Aradu.A02 16267 c (TCA)7tgatcatctag(TTC)547 85682890 85682936 ATTTTTGCCCCATTTCAACA GTTTCGGAGTACGAGAAGCG 249

Ad02A16268 Aradu.A02 16268 p3 (TAT)5 15 85686106 85686120 CACCGATATTCTCCGGTACA CCGTAGAATGCCAGTATGCC 202

Ad02A16274 Aradu.A02 16274 p2 (AT)8 16 85724661 85724676 ACTTCATCAGCAGGGCTCAC GCGCTTTTCTGTTTAACGCT 253

Ad02A16275 Aradu.A02 16275 p2 (CA)14 28 85725137 85725164 CGAGGTACTTCTCGACCTGC AGGATTGCCTCTGCCTTTTT 149

Ad02A16280 Aradu.A02 16280 p3 (TGG)5 15 85745979 85745993 TGGTAGTGGTGGTGTTGGTG AAAATCGAAACCGTCCCTCT 192

Ad02A16283 Aradu.A02 16283 p2 (TA)7 14 85764135 85764148 CGATTTACACGGGAAAATTATTG GATGAAAAATAATTGAAACAATTGAC 277

Ad02A16284 Aradu.A02 16284 c (ATT)14a(TGT)8 67 85764895 85764961 TCAATTTTCTCGATCATGCTG TCCTTTTTCGGTTAAGAGTCCA 262

Ad02A16286 Aradu.A02 16286 p3 (TAA)18 54 85768948 85769001 TCGTGGGTATCTTTTTCTGTTG ACGACGCAGGTTTGGAATTA 262

Ad02A16287 Aradu.A02 16287 p3 (TTA)18 54 85769328 85769381 TGGACCTATGGATTGGACAAC GATTCCAAATTCCATGCACA 155

Ad02A16288 Aradu.A02 16288 p3 (AAT)6 18 85769583 85769600 TCTGTGCATGGAATTTGGAA TGGGAGAGAAGAAAACTGGTG 248

Ad02A16290 Aradu.A02 16290 p4 (AAAT)5 20 85781144 85781163 TGGATGTGGATGTCAATTTCA TTTCTAGGGAAGGCAGGGTT 159

Ad02A16293 Aradu.A02 16293 c (A)10gaaaaaaaagtagaaacagtgtga(AG)1666 85784041 85784106 ACAGCAAGCAACCCTACCAG GATGCGTGCAGCGTATAAGA 217

Ad02A16294 Aradu.A02 16294 p3 (CAA)7 21 85784269 85784289 ATTCATGGCTTTCACCCATC TGGGATGTTCCCAAATTGTT 208

Ad02A16295 Aradu.A02 16295 c (CCA)5caagaagaagaagaaaagtggaggagacgg(GAA)663 85784817 85784879 TTCAAGGGAAGGGAGTGTTG GAGGGCTTTGGCTTCTTCTT 243

Ad02A16296 Aradu.A02 16296 p3 (TGG)7 21 85785017 85785037 AAGAAGAAGCCAAAGCCCTC TTCTCCATGGATCCTTCTGG 177

Ad02A16298 Aradu.A02 16298 p3 (ACC)5 15 85788945 85788959 CCCTTCTCCATTCTTCTCCC TTTTGTTTCTGCTTTGCTTCAA 225

Ad02A16300 Aradu.A02 16300 c (A)10caaacaacataaatattgagtcacc(A)1146 85791772 85791817 TCGGAAGCCTATTTCAGTGTC TAACGGTGGACGACGATACA 240

Ad02A16301 Aradu.A02 16301 c (ATT)6tgctttaaacatacacaaaatttggcagcaagttagtttttaaatctggcttctacttttttgttggtacatttaatttattagtatat(TA)6119 85794223 85794341 AAACACCGACCTCAAAAATAAA TTTTTAAAACGTTCTCTCTCCCT 280

Ad02A16309 Aradu.A02 16309 p2 (AT)12 24 85807085 85807108 AATTGCCCCATTGATCCTTA TTTTAAATGTGGGAACAAACACA 145

Ad02A16315 Aradu.A02 16315 p3 (TTA)6 18 85816110 85816127 TATCCGGTTCAAAATCCGAC TGTGAATTCGCTCACTAATTTGA 196

Ad02A16316 Aradu.A02 16316 p3 (GGA)5 15 85820044 85820058 TCTTGACCCTCCCAGTCATC AAAGGCTATGTGGGTTGCAC 254

Ad02A16317 Aradu.A02 16317 p3 (CTT)6 18 85820252 85820269 GTGCAACCCACATAGCCTTT TGTTGTTGTTGTTGCCAGGT 260

Ad02A16318 Aradu.A02 16318 p3 (CAA)5 15 85820464 85820478 CAACACTCCCTTCCCTTGAA GTGTTGTGGAGGCAAAAGGT 150

Ad02A16324 Aradu.A02 16324 p2 (TG)6 12 85829997 85830008 TCTGAGAATTTAATGATCCTAAGAAAA GCAAGCACCATCCACAATAA 214
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Ad02A16325 Aradu.A02 16325 p2 (AT)7 14 85830655 85830668 TCCCCACTCTTCCTTACTTTCTT TTTCATATCAATATGCGTTTTGTG 232

Ad02A16326 Aradu.A02 16326 p2 (AT)6 12 85831140 85831151 ACATGCAAAACTATTCTTATTCGTT GCCTAGGGGAACAACTACCC 239

Ad02A16334 Aradu.A02 16334 c (TTG)5aatttgaaagatttgatattgttgtatttgaaagatttgttgtcgttatta(GTG)581 85838739 85838819 GTCGGTTGTCGATGACCTTT AGTAAAAATGCTCGGCCTCA 248

Ad02A16337 Aradu.A02 16337 p2 (CT)6 12 85840218 85840229 GTGTTGGCCCTGGTAACCTA GCAAACCTATGAGCAGCAAA 270

Ad02A16338 Aradu.A02 16338 p3 (GTT)5 15 85840704 85840718 CCTGTTCCATGCCTTCTTGT GACGAAGATGGTGAGTCGGT 165

Ad02A16339 Aradu.A02 16339 c (A)10g(A)11 22 85842453 85842474 CCTTGGCAACATTACAACCC TGCAAGCACTACGTCAGTTTG 181

Ad02A16340 Aradu.A02 16340 p2 (AT)9 18 85843137 85843154 AAGGCATATTTACCCCACAAC GAATGAGTCTTACCAATGACACC 128

Ad02A16341 Aradu.A02 16341 p3 (TCT)9 27 85844216 85844242 CCATGGCTACAGTTTCAGCA CACGTGGTTGTTGTGGATTC 186

Ad02A16342 Aradu.A02 16342 p3 (CAC)6 18 85844376 85844393 CCATGGCTACAGTTTCAGCA TTCACTGATGGTTGTGGTGG 268

Ad02A16345 Aradu.A02 16345 p2 (TC)6 12 85857006 85857017 GAAGGAGGTTAGCATATGGTGTG ACCATGAAGGTATCAGGCCA 241

Ad02A16346 Aradu.A02 16346 p2 (CT)6 12 85863761 85863772 CACAACTCCCTTCTCCGGTA TCATGGCTAGATGGGAGAGG 279

Ad02A16347 Aradu.A02 16347 p2 (TA)6 12 85875768 85875779 CACCCAAGACACATCCTCCT TATCATGCACCCCAGAATGA 193

Ad02A16351 Aradu.A02 16351 c (ATA)7aattcttgaatatcttgatctctaaactaagtatagaactgagtcatgtcatcattcctcaagtgaagtgtaatac(ATT)5112 85888437 85888548 TGGGAACTATCACAACAAAGCA TAAGCATGCAGTCCCCTTCT 231

Ad02A16352 Aradu.A02 16352 c (AAT)20aaagtgtatggtattaataataaaattacattatttatccaacttttgtgttatatatactaaagcaaacccatcctctc(T)10150 85889136 85889285 CATTGTTTGTGACAGGTTGGA TGAGTTCATAAGTTTCATTCAGAAAT 273

Ad02A16353 Aradu.A02 16353 p4 (TTAT)5 20 85890319 85890338 GCTCGTCATTGCAAGAAACA TTTTGGGAATGGCTTGAGTC 252

Ad02A16356 Aradu.A02 16356 p3 (ATG)11 33 85900208 85900240 GGAAGACCACCACCATTGTC CACTTCTCTTCAAGCAAGCTCA 240

Ad02A16357 Aradu.A02 16357 p3 (TTA)5 15 85900384 85900398 TATAGAGTGGGGGTGCGTGT TCCCTTCTCTCCCTCTCTCC 121

Ad02A16358 Aradu.A02 16358 p3 (AAT)9 27 85900525 85900551 GGAGAGAGGGAGAGAAGGGA CCAAACCAAATCAAAAGCAA 200

Ad02A16362 Aradu.A02 16362 c (T)10ccctggggatagagttttaacataacatatgagattttatatatgatcaatttcctatatcgtacttatatttatt(A)1096 85908933 85909028 GAGCTGCGAAACTTCTTTATTTT GGAACTTGGATGTTAATAAAAAGGATA 276

Ad02A16364 Aradu.A02 16364 p2 (AT)7 14 85911881 85911894 AAAAACATTGACCTTTGGATTGA TTTGCATGATGTTGATGTTTCA 243

Ad02A16368 Aradu.A02 16368 p2 (TA)6 12 85920161 85920172 TCACAGATTCAACTTATACAGGAAGT TTTGGAGGCCAATAATTTTTAAT 280

Ad02A16373 Aradu.A02 16373 p2 (AG)6 12 85924919 85924930 TGAGAGAGAGAACCGCAACA AAAATGAGTTTTTGGTGGCAA 139

Ad02A16375 Aradu.A02 16375 c (T)11aacttaaatatgctattttttttca(T)1046 85938509 85938554 TGCGTTTGCAACTATTGAGG TGAGCACGGTCATAGTCCAA 177

Ad02A16384 Aradu.A02 16384 p3 (TCA)5 15 85967746 85967760 TTTTGCTTAATCCAAAACTCTTCC TGCAGCATTATGTGCTTTTTC 210

Ad02A16386 Aradu.A02 16386 p3 (TTG)5 15 85969162 85969176 GGCAATGGTAAATGCAACCT TGAATTTCCTTTGGCAGGAC 250

Ad02A16401 Aradu.A02 16401 p4 (AAAT)5 20 86022877 86022896 CGACTGAATTGAGTACTTGCG TGATTCTTCTCTTTTTCAACCATT 275

Ad02A16404 Aradu.A02 16404 p3 (CTC)5 15 86032640 86032654 AGTTGGGTCAAATCAAACGC TACGCGAAGAAAAAGGAGGA 121

Ad02A16408 Aradu.A02 16408 c* (A)11(AAG)6* 27 86037763 86037789 TTAATCACAAAATATAGAGGAAACCTT TCATTGAAAGTTGAATGCGG 214

Ad02A16411 Aradu.A02 16411 p2 (TA)6 12 86051493 86051504 CAAGACCGCTCCCAAAAATA CACCCCCTACATCTTTTCCC 232

Ad02A16412 Aradu.A02 16412 c (A)10taaagcaagcaagtaaggagaatgcaagaaagaaatgaaagagcaattttcactttcttatatatggag(T)1089 86064546 86064634 TTGGCACTATTAGGAGAGAAGAA GGCAATTTTGCGACATTTTA 207

Ad02A16418 Aradu.A02 16418 p3 (GAA)6 18 86075316 86075333 CATGAGACGAATCTTTCTGCTG TCAAGTCCATCATCCTCGGT 279

Ad02A16419 Aradu.A02 16419 p2 (TA)6 12 86078000 86078011 CGAAAGCGTAACACTCCGAT AGCCGGATTTTGAGTCTTGA 113

Ad02A16420 Aradu.A02 16420 p2 (TA)6 12 86085788 86085799 GGGGTAAACAAAAATCGCAA GACTGGTTATCTTCGCAGCC 151

Ad02A16423 Aradu.A02 16423 c (A)11tttaacaaaactcagatccgtgaaaaaaaaacactcattgaagactaaaaaaataaacaacagtatga(T)1190 86093654 86093743 CCCTATTTGTGTGAGTATTGTAATTGA TCTCACATGCCTAGTTGGGA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A16426 Aradu.A02 16426 c (A)11taaggaacaaagtgatgtatttagagatatgtcatatatgtgtttaattaa(T)1072 86095663 86095734 GCCCACTGAAACAAAGGAAA GCTGCTGCAAAGAATGTGAG 243

Ad02A16427 Aradu.A02 16427 p2 (TC)6 12 86096669 86096680 ACATTGCTCACCCTTTTTGG CCCCGGAAATATAGTGCTGA 148

Ad02A16432 Aradu.A02 16432 p2 (AT)7 14 86097880 86097893 TGCATTTCGAATCTCCTCCT CAATTCGCAACCGAAAAACT 171

Ad02A16433 Aradu.A02 16433 p3 (TTA)5 15 86098682 86098696 TGAGTGAGGAGAAGAGAGGGA CAAGAGTGAAGACCAAAAATGG 216

Ad02A16434 Aradu.A02 16434 p2 (AG)7 14 86103010 86103023 ATTCCCAATGGGTTGGTGT ACACGTCCCTTTCCCTCTCT 100

Ad02A16441 Aradu.A02 16441 p2 (TA)10 20 86118890 86118909 ACAGCCCTGAACCAATGAAG TGGATAAGCTTGGAATTGGG 274

Ad02A16451 Aradu.A02 16451 p3 (TTG)6 18 86159326 86159343 CTTCCCTGTCCCCTCTTTTC ATCAAGCAGAAGCGGAAGAA 238

Ad02A16452 Aradu.A02 16452 c (TGG)6taggttctggtttaacttgggttcctagttgattttgttgttctgatgatgatgg(TGA)9ctatgatgataa(TGG)7133 86159489 86159621 CGATGATGATGATGACGACC CACCCCAAAAATCAACCAAC 213

Ad02A16456 Aradu.A02 16456 c (T)10ccgtggacaagttttaaacaagcctcgggaacacaggtcaagcattgggagtttgggacagagtgtagtaaatataaaaagggttctagtaaatat(A)11117 86168050 86168166 TGTCTTATTTTATTTTTAGAGCCAAGC GGTGGTATTCCCCCTAATCTTT 273

Ad02A16459 Aradu.A02 16459 p2 (AT)8 16 86171535 86171550 CAGGAAACAACGTGCAAATG ACCGTAACGGGTGGAGTACA 275

Ad02A16460 Aradu.A02 16460 p2 (AT)6 12 86172026 86172037 AGTGATTTTTCTTTTTCTGGTATCTAA AATGGACCCATTAGTGAATTTTT 169

Ad02A16462 Aradu.A02 16462 p2 (AT)7 14 86175560 86175573 CAAACCAAATTTCACACGGA GCTCGTGATAACAAAAACAGTACAA 243

Ad02A16472 Aradu.A02 16472 p2 (TA)12 24 86202839 86202862 ACAGATACCAACAATCACCCA TGAAAAATATCAGAGGTTTAATGCTT 274

Ad02A16474 Aradu.A02 16474 p2 (AT)8 16 86219781 86219796 CAAGCAAAGTCTTGATAGCAACC TGAATTGCACGTTCATCTTCTT 215

Ad02A16481 Aradu.A02 16481 p3 (TAT)5 15 86228934 86228948 TTTGCCTTTGATAGACCAAACA AAGCATTGATGTGCCTTCTTTT 232

Ad02A16482 Aradu.A02 16482 p2 (AT)7 14 86229200 86229213 AAAAGAAGGCACATCAATGCTT CAACGGGAATGGAGTTTTTG 268

Ad02A16483 Aradu.A02 16483 c (A)11ttgatagcgagaaaaaatctaggcaaaattcgtataaag(A)1060 86230779 86230838 GGTTTTACTTTCGATCTTTGTTCA TTACAATGATAGTGCATCACAAATTA 238

Ad02A16484 Aradu.A02 16484 p3 (ATT)15 45 86232073 86232117 ATGACCATCAAACATCAATGAG TTTTTCACTCATAAAAATTCTGATACC 272

Ad02A16488 Aradu.A02 16488 p2 (TA)6 12 86242347 86242358 CCCACAACTTGGGGTGTGTA GCAAGGCTTGGCCTTTTAAT 268

Ad02A16497 Aradu.A02 16497 p3 (ATT)5 15 86264937 86264951 TTACTGGGATGCCAAAGTCC AGAGCACAATCACTCCTGGC 240

Ad02A16498 Aradu.A02 16498 p2 (TA)6 12 86266522 86266533 TTGACAGTTGAGTTGAGAATCG AAAACCATAATCACCGGCAG 239

Ad02A16504 Aradu.A02 16504 c* (A)10(AC)8* 25 86288828 86288852 ACACGAATGCTGAATGCAAA TATGGTGGTGGTGGTTGTTG 209

Ad02A16507 Aradu.A02 16507 p3 (TTA)10 30 86305717 86305746 GGTGGTTGTTCGAGTTTCGT AGCTCGTCGCTACAGTTGGT 256

Ad02A16516 Aradu.A02 16516 p2 (AT)6 12 86336510 86336521 ACACGGACCAAATCAAGTGT CAGGAAGAGGCAAGCTCAAA 247

Ad02A16520 Aradu.A02 16520 c (TC)6(TA)6 24 86349793 86349816 GAAAACCCGCAAATCTTCAG ATGCTGTCATCAGCAACAGC 241

Ad02A16522 Aradu.A02 16522 p2 (AT)8 16 86353234 86353249 CCTCAAAGCTTCATTGTCAATTC ACAAATTGGAGGGATAGGGG 228

Ad02A16526 Aradu.A02 16526 c (CA)10t(AG)19 59 86365374 86365432 GAAATGATGGGCAGCATAAAA GTCACCTCCTCCCAACTTGA 256

Ad02A16528 Aradu.A02 16528 p3 (TCT)5 15 86371244 86371258 CGATAAAATGCACTGAAACGA TGCGGACAAAGATCAGAGTG 203

Ad02A16532 Aradu.A02 16532 p4 (TCTT)5 20 86393960 86393979 TTCAGATGTCGTATAATTACGTACCA AAAAAGACCCTCACCCACATT 233

Ad02A16533 Aradu.A02 16533 p2 (CT)9 18 86395158 86395175 TGGAATTCGCTTTATACCCG ATTCAACCCGAGACTTGGTG 276

Ad02A16537 Aradu.A02 16537 p2 (TC)62 124 86400202 86400325 ATTCGGGGTTGAGCAATATG TGTGTGTAAAGTTTTAAGGGGAAA 235

Ad02A16540 Aradu.A02 16540 p3 (CTC)7 21 86404425 86404445 ACCCAATTCCATTTCTTCCC AAAATACATACAACGGCGGC 197

Ad02A16541 Aradu.A02 16541 p3 (TTA)21 63 86404839 86404901 TGTTCCCTGCCTTAAAGTTTACTA TTGGCCAGGGTACATCAAAT 258

Ad02A16547 Aradu.A02 16547 p4 (ATTA)5 20 86422931 86422950 GAGAGTGAGAGCTTGAGGTGG CATAATGAACGCGTCAAACG 279
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Ad02A16549 Aradu.A02 16549 c (T)14ctgtcactttacttggaaacagtcatattgtcttagtatgttttacctattcattgactgaatgtttgattttttgtgctttctcttgaaaaattt(A)10taacctagtctatcatgtactccctaatgcctattccgttttatcctctttttatccttctcttttcttttttc(T)12206 86429051 86429256 AACCATAGGACCCCACCTTC TTCACACACCATCACATAAGAAA 276

Ad02A16550 Aradu.A02 16550 p2 (GA)7 14 86432499 86432512 CATTTACCCCACAACGATCC GCTGCCTTTGTTGCTGACTC 214

Ad02A16554 Aradu.A02 16554 c* (GAA)8(GAAGAG)6*57 86471439 86471495 ACACCCAAAATTCGTTGCAT GGCCTTTTAATGCGTTATTCA 260

Ad02A16559 Aradu.A02 16559 p4 (TTTA)5 20 86497886 86497905 GCACATTGTAACCGCCTTTT GGTCTCCAATCTCAAGTGGG 190

Ad02A16564 Aradu.A02 16564 p3 (TAA)14 42 86507192 86507233 TCATGCACGGATTATTCTATACTT CAGATCTAGGTTCATAAACCACAAAA 280

Ad02A16566 Aradu.A02 16566 c (TAT)12tttaaacttcaacgatcca(TC)6tacaaaacccaaacatggacccttcaccatcgccac(CTT)10133 86509261 86509393 CCGTTTTCATTGATTGAATTG GTGGTTGGTGTGCGAGTATG 224

Ad02A16570 Aradu.A02 16570 p3 (ATT)12 36 86522387 86522422 TAGGCTTCGGCCTCTACAAA TGAGATGGCCATGTGAGAAG 250

Ad02A16571 Aradu.A02 16571 p2 (AT)10 20 86522991 86523010 GGGGATTTCAATCCAAAACA AAGATGCTAATTTGACCAACTTTTT 252

Ad02A16573 Aradu.A02 16573 p3 (AAT)5 15 86524701 86524715 CCACGACCATAAGAGATCATCC CCTTGCACGGTAGAAACCAT 122

Ad02A16575 Aradu.A02 16575 p2 (TA)6 12 86526439 86526450 TTTTTAACGTTACTCTCAAGTCCAA TCACCAACATGTGGGAATGT 231

Ad02A16578 Aradu.A02 16578 p3 (TTG)5 15 86529066 86529080 CTGTTTGTTGCACGATCACC TTATACACCGCCACCAATCA 259

Ad02A16579 Aradu.A02 16579 p3 (ATT)6 18 86537571 86537588 TTTGCGCATGTTCAAATGTT CCCGAATGATGAGAAGGAAA 108

Ad02A16582 Aradu.A02 16582 p2 (TA)6 12 86549255 86549266 AAATATAAGTCCGTGCATCGC CCAAAGTTTTGGATCCGCTA 129

Ad02A16584 Aradu.A02 16584 p2 (AT)6 12 86566654 86566665 TGTTTGGCTTATACTATTCAAAATCAC AAACGCCATCCGTCGTATTA 279

Ad02A16586 Aradu.A02 16586 p3 (CTC)5 15 86590984 86590998 GAACTGAAGAACCAACCGGA GGGAGAATCATGGAGGAACA 271

Ad02A16587 Aradu.A02 16587 p2 (TC)8 16 86593091 86593106 CTGCCGCTTCTTACTTCCAC CTTCAACAGCAAGACGCAAA 276

Ad02A16592 Aradu.A02 16592 p3 (TAT)5 15 86609226 86609240 CAAATCAAAATATGTCATCCGGT TCGATTAAAAAGATAAGCGTTGAA 257

Ad02A16601 Aradu.A02 16601 c (TTA)5attaaaagtgcaaactattactatctagggacttttttt(TTA)569 86635552 86635620 TCTTTTCCTATCAGTTGAAACTTTTG CAACTTTGTTGCACTGGTGG 243

Ad02A16602 Aradu.A02 16602 p3 (ATT)6 18 86638292 86638309 TCTCTGCAGATGAATCATTTTGT TAAAACCGAGGAGGAGGGAT 255

Ad02A16603 Aradu.A02 16603 p3 (TAA)6 18 86640412 86640429 CGTAAATCTATGGGGCCTGA GCTTCTTCTTAGTTTTATTAGTCCAAA 270

Ad02A16605 Aradu.A02 16605 p2 (AG)10 20 86659799 86659818 CAATTTGCCCTAACTTCAGGA CACACACCATCCAACCAAAA 128

Ad02A16606 Aradu.A02 16606 p4 (AAGA)6 24 86662329 86662352 CCCAGAGAGTATCAATGCCA TGTGCATATAGGGCTTTCCC 279

Ad02A16608 Aradu.A02 16608 p3 (AAG)5 15 86674638 86674652 TGTGAGAACGAGCTTTGTGG TTTTCCAACTCAAACCCACC 253

Ad02A16610 Aradu.A02 16610 p3 (GAA)5 15 86687599 86687613 AGATCGATGCTGGAAAATGC TTCCCAGCTGAACTCTGTGA 236

Ad02A16612 Aradu.A02 16612 p3 (TTA)22 66 86692804 86692869 AATTATTGACCTACCAAATTAAAGGA GGGCTAATCCCCTGACTCAT 178

Ad02A16614 Aradu.A02 16614 p3 (TTA)5 15 86695413 86695427 TTCCATGGTAAATTCTATCCAAA TTTTGAGAATTTTTATTTTGTGGTTG 267

Ad02A16616 Aradu.A02 16616 p4 (TTCT)5 20 86700351 86700370 TGAAGCTTGTTTGGTCTCCA CGAATTTTGGTTCAAAAGAGG 223

Ad02A16617 Aradu.A02 16617 p3 (ATT)5 15 86701357 86701371 GGTAGAAAGGGTCCTAGCCG ACCACCAAACCCAGTCAGAA 246

Ad02A16618 Aradu.A02 16618 p2 (TA)7 14 86701665 86701678 TTTTGGTTAATTGGTTTTGCAC ATTAGCCATCGCCACCATAA 237

Ad02A16619 Aradu.A02 16619 p3 (CTT)5 15 86702557 86702571 TTACACGCGCTACATCCCTT GAGGAAGAAGAACGTGCAGC 165

Ad02A16624 Aradu.A02 16624 p2 (AT)9 18 86708032 86708049 AAGGCTTGATTGTAGTTGCGA CAATCCTCTCTTTTGGATTGAGA 244

Ad02A16628 Aradu.A02 16628 p2 (GA)6 12 86725891 86725902 TTTTGGGGGTGTATTCTTGC AATCAACATCTCCACCGACC 242

Ad02A16629 Aradu.A02 16629 p2 (GA)6 12 86730801 86730812 GGGGAGATTTGTTGGGTTTT AAGTCGATCCAACGGTGAAC 230

Ad02A16630 Aradu.A02 16630 p2 (GA)7 14 86733810 86733823 AGCTTTCTGTCGTTGCCACT TATCAATGGCAGCAGTAGCG 247
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Ad02A16631 Aradu.A02 16631 p4 (AAAT)5 20 86735241 86735260 CCAAGTCAAATTGCTTAATCACC GCCGATGGCTTCATTTAGAG 163

Ad02A16634 Aradu.A02 16634 p3 (ATA)19 57 86742810 86742866 GAAGAGAAGGGTTAGGATTTAGGA GAATTAGCGAAGGTTTGGGA 274

Ad02A16635 Aradu.A02 16635 p2 (AT)7 14 86747748 86747761 TGACTAGTATATAAACTTGCGGAAAA GAAAACGTTGGGGACAAAAA 268

Ad02A16637 Aradu.A02 16637 p2 (TA)15 30 86754547 86754576 TCAACCAAGTGATAACATGCAA CACCGAAATCATCTCACGAC 248

Ad02A16639 Aradu.A02 16639 p2 (GA)6 12 86758080 86758091 ATTTTGGAGTAGCAGCAGCG GGCTTCTCCTCCTCTGTGTG 232

Ad02A16644 Aradu.A02 16644 p2 (TA)6 12 86769776 86769787 TGTCAAACTAAATGTAAGTAAAGAGCA GGGACGTACCTACGTTCTTTG 266

Ad02A16646 Aradu.A02 16646 p3 (AGA)5 15 86775173 86775187 GAGGAGGAAGAGGAGGAGGA TTCTTCTTCACCCCTGATGC 116

Ad02A16647 Aradu.A02 16647 c (A)10tgacaataaggagaaaacacgtgaagaaaaagaacgcgaaaaagaaagagga(GAG)577 86775440 86775516 TGCACAATTCAAAACTCTTCCT CTACGCTTCTTCTTCGCGTT 185

Ad02A16652 Aradu.A02 16652 c (T)13aaagaaagcaactcaacacactaagtgaagcataagaaaataacaacaggaccagcataaactataaaag(A)1194 86779980 86780073 TTCACCCACAGGAGTTGTGA TAAAGAGTGGCTAGGCGTGG 278

Ad02A16654 Aradu.A02 16654 p4 (TTAA)5 20 86801789 86801808 ATTTCGTGCACCACTGATGA AAAAATTCGAAAACCAAAAGAGAA 219

Ad02A16657 Aradu.A02 16657 p2 (TA)8 16 86815759 86815774 GCTGCAAATGCATCTTACTCA TGACGGAATAAATTTTGTAACTCAA 278

Ad02A16658 Aradu.A02 16658 p3 (AAT)19 57 86817071 86817127 GGGAAAAGAATTGAATTTATAATCG TGAACGAATGCTTGTTATCATTG 277

Ad02A16659 Aradu.A02 16659 p2 (CT)7 14 86822824 86822837 ACCATTTTCGGACAGAGCAG CAATTTCCCACCATCTTGCT 280

Ad02A16660 Aradu.A02 16660 p2 (CT)6 12 86832392 86832403 ATGCATGCAAGATGAGATGG GCTCCAACCAAAGCAATGTT 213

Ad02A16662 Aradu.A02 16662 p2 (TA)7 14 86839589 86839602 GAATCACACTACTCTTACCTTGCAT TCGTCATCGGTTCTCGTATG 109

Ad02A16670 Aradu.A02 16670 p2 (AT)8 16 86868847 86868862 ACTATCGAATCGCCCACCTA AATGCTAAAAACACCACCGC 112

Ad02A16673 Aradu.A02 16673 p2 (TA)6 12 86888520 86888531 TTTTGTGAAAGGTGGTCATCC GATCCTCGGGAAAATGACAA 224

Ad02A16676 Aradu.A02 16676 p3 (TAA)6 18 86911334 86911351 GGCTGTTTTGATTGACCTAGC ATGACAGTTCCGGCTACCAC 277

Ad02A16677 Aradu.A02 16677 p5 (TTATC)5 25 86911717 86911741 GGTAGCCGGAACTGTCATGT TAGAGATAAGGGCGGTTCCC 278

Ad02A16678 Aradu.A02 16678 p2 (AT)12 24 86924349 86924372 ATAACCGGGCGATGAATTTT TTTTAATGAGGTGCCAAGCC 175

Ad02A16681 Aradu.A02 16681 p2 (GT)6 12 86934580 86934591 GGATCTGCAACCACTGGAAT ATGGCCTTGTCCTTAGGGTT 168

Ad02A16687 Aradu.A02 16687 p2 (AT)8 16 86951026 86951041 GATGGGGTTGAGTGAAACTGA GGGGACAAAACTGTCGAATG 280

Ad02A16689 Aradu.A02 16689 c (A)10gtagataagaaaggagactgacacattgaaaacaaatagtttatagaaataa(T)1072 86952626 86952697 GCTGTAAGTTGAAAAACCAATGC ATTATTTCACTTTTTCTTTTCTCCAT 199

Ad02A16697 Aradu.A02 16697 p6 (TCTATC)6 36 86985598 86985633 CCCCCAACTCTCACACACTT TTGTTGTTTGCAGAAGCTGG 182

Ad02A16700 Aradu.A02 16700 p2 (TA)6 12 86991099 86991110 ACTGCTGAAACACCCAATCC CACTGAAACTCCAGACCCGT 149

Ad02A16708 Aradu.A02 16708 p3 (TAT)5 15 87021427 87021441 TTTTGGATCAGATAGGGTAAGAAAA CACAGTAGGTTGCTGCTGCT 181

Ad02A16711 Aradu.A02 16711 p5 (ATTTT)5 25 87030615 87030639 TGCATGTGTTTGCTTTGGAT TTGCAATATTGTGAGGAAAACAA 207

Ad02A16712 Aradu.A02 16712 p2 (AT)9 18 87031138 87031155 CTTTGCTTCTCTGCCGTCAT AAAAATGACTGCAATACCCTTATTA 117

Ad02A16715 Aradu.A02 16715 p3 (AAG)8 24 87041871 87041894 TCCTCATTTTCTGCAGCTTCT CTGCACAATTTCACTGCACA 185

Ad02A16719 Aradu.A02 16719 p3 (TCT)12 36 87058200 87058235 TCAAAACCACAAAACCACCA GCGAGCTAGAGAGCCACAGT 216

Ad02A16726 Aradu.A02 16726 p2 (TC)19 38 87077869 87077906 AATCCCTCAATTCATTCCCC ATCACCTTCTCTTGGAGGCA 268

Ad02A16727 Aradu.A02 16727 p2 (CA)12 24 87079886 87079909 GCCAAACTGGGCCTGTATTA TGGGAATGTTCTTCCCTTTG 138

Ad02A16728 Aradu.A02 16728 p2 (TC)22 44 87081651 87081694 TTGGATGTGAGGAAGGTGGT TTCAGGAGGCATAAAATCGG 251

Ad02A16734 Aradu.A02 16734 p2 (GT)6 12 87104372 87104383 TGCGCAGATTGAAGAGTTTG CAATAGAGGCATAATCCATCCC 254
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Ad02A16737 Aradu.A02 16737 c (CT)9caagtttgggctttcattactgtccctctctaaaccatcaaccactcatgtctctctcctttctttcttttcttcttcttttcatt(TC)6116 87111709 87111824 TGGGCTTTCATTACTGTCCC CTTGGGCTTTGTTGTCTGCT 222

Ad02A16741 Aradu.A02 16741 p2 (AT)8 16 87130480 87130495 ATGAAAAGGGATTGGGGAAT TTCATAAATCATACTAATTTCCGTGT 239

Ad02A16743 Aradu.A02 16743 p2 (AT)11 22 87131313 87131334 CCTCACATTTATTAAAAATTCCTTTTC TGTCTAAAGACTTAACATGGTAAACAA 253

Ad02A16744 Aradu.A02 16744 c (TA)6gtttgttatttttccattacatgacatatttattattatattttaaatttagaatttttttgatccaacattgcagtgaaagaatagcaagc(A)10114 87131648 87131761 CGATAACATCTTTGTGTATTGACTCTC TTAGCGGTAATCATGTTTAGAATGT 202

Ad02A16746 Aradu.A02 16746 p2 (AT)7 14 87135580 87135593 TGGCACTATATGCATGGTTGA GTGTTGCTGCGTTAATTCCC 214

Ad02A16747 Aradu.A02 16747 p2 (AT)8 16 87136171 87136186 CGTTGGTTACACAATTAGTCCG TCATGAACAAACTGCATCCAA 272

Ad02A16756 Aradu.A02 16756 p2 (TC)7 14 87142951 87142964 CCCAATATTTTCGACAAGTTTCA TGTGGTGAGGTTTTGTTGGA 170

Ad02A16764 Aradu.A02 16764 c (TGA)7tt(ATG)6 41 87159235 87159275 CAAGTTGTTACGTTAATAGTGACCCA GCTAGATAAACAACGTTTGGCA 127

Ad02A16766 Aradu.A02 16766 p2 (CT)17 34 87162911 87162944 TGACAGGGCATGATTCAAAA GTCGCCGTCAAGAGAGTCAT 262

Ad02A16770 Aradu.A02 16770 p3 (GTA)5 15 87186376 87186390 TCTGGGTCGAGTTCAAATCC CACCGCAAAGTAGATTCAAGTG 229

Ad02A16774 Aradu.A02 16774 p2 (AT)7 14 87200698 87200711 ATGCATACATGCCACGTTTC GCCGAAGCCTTAAAGGAACT 115

Ad02A16778 Aradu.A02 16778 p3 (AAT)7 21 87220683 87220703 TTTCCACCAATTTTGACACG AAATTCTTAACAAATATCTTGTGCTTT 245

Ad02A16779 Aradu.A02 16779 p2 (AT)6 12 87222365 87222376 TTTAAATTGCTTTGGTGTGTGC TGACAACAAAGTCAACAAACACA 255

Ad02A16794 Aradu.A02 16794 p2 (AT)7 14 87266878 87266891 GCATGCCACGTTTCATGTAT GCCGAAGCCTTAAAGGAACT 109

Ad02A16795 Aradu.A02 16795 p3 (ATA)14 42 87267015 87267056 AGTTCCTTTAAGGCTTCGGC TCAATTGGGCAACACTACCA 268

Ad02A16797 Aradu.A02 16797 p3 (AAT)6 18 87279328 87279345 TTGTTGCATTTATTATTGAAAATAGGA AGACACACTAACAAAGAACACAACTT 251

Ad02A16799 Aradu.A02 16799 p3 (AAT)5 15 87286218 87286232 TACCAAACCCAGCAACAACA GAACCTTCGGTTCAAGTTGC 127

Ad02A16800 Aradu.A02 16800 p2 (GA)6 12 87287989 87288000 ACTCACACAATATGCGCGTC GATTTTCGTTGGTTATGGCAA 261

Ad02A16802 Aradu.A02 16802 c (GAA)5tgagtgttggggttttttgtgaatgtttcagtctaatagggttcggttttcgatctgcctttgctagcacgaaagcaaagtgacgagctc(T)10115 87292770 87292884 AGACCAATTAGCGTGCTGCT TCACTTAACAAAAAGGCCCAA 251

Ad02A16803 Aradu.A02 16803 p3 (AAT)9 27 87295458 87295484 CATGGGATATGGGCATGTTT TGCTCCCACTACTCCCAGTT 237

Ad02A16804 Aradu.A02 16804 p4 (TTTA)5 20 87297301 87297320 GCTGCTGATCAAGGAAGTGA TTGAAATGTCAACATTGTCCCT 249

Ad02A16808 Aradu.A02 16808 p2 (TA)8 16 87301691 87301706 GAAATGGGGCCAAGTTTAAT TGCTCCCTTTGTTAAAGATTGA 280

Ad02A16817 Aradu.A02 16817 p2 (GA)6 12 87321542 87321553 TTCTCTTTCGCCCACAGTTT CCTTTTCGTCTCCCTCCTCT 194

Ad02A16818 Aradu.A02 16818 p2 (TA)6 12 87324285 87324296 AAGCAATTTAAAAGAAAAGGGC GTAGCGTCTGCTAAAACCGC 162

Ad02A16820 Aradu.A02 16820 p2 (AT)8 16 87326231 87326246 GATAATCCAAACACTCGCACA ACTCGCGTGTAAGTTCAGGG 218

Ad02A16826 Aradu.A02 16826 c (A)10gtgacatgtaactcatccaacta(T)1043 87333709 87333751 CGTTGTTTGATTTGAAAGAATATGA GAGCAGGAGGATGTGTTTTGA 279

Ad02A16830 Aradu.A02 16830 p3 (CCA)5 15 87338008 87338022 AAGAAGACCTCTTCCTCCCG AGTGGTGGTCTTGGTCTTGG 210

Ad02A16831 Aradu.A02 16831 p3 (AGC)5 15 87344570 87344584 TGAAGATCCCCATCCTCAAG CATATGTTCAGGCCCGTCTT 265

Ad02A16836 Aradu.A02 16836 p2 (AT)6 12 87351728 87351739 TCTTGTTTGGCTAAAACCCA GAATTTCAGGCGCAATTTGT 161

Ad02A16839 Aradu.A02 16839 p4 (TTTA)5 20 87363073 87363092 CCTTGCTACGATTTTTAAACCAA TTCCAATCAAATCAGGACCC 230

Ad02A16840 Aradu.A02 16840 p2 (CT)9 18 87370002 87370019 TTAAATTCGAACCGCAAACC ATGAGAGTTGGAAAGGGGGT 245

Ad02A16842 Aradu.A02 16842 p2 (TA)7 14 87374500 87374513 CCCACTTAGTTCATTCGCAA TTCCATAATTTTTGAAAACCACTGT 215

Ad02A16845 Aradu.A02 16845 p3 (TTA)11 33 87377681 87377713 TTTTAAGTTGTTACTTTACCCATGTGA GGCACCGATCGTGGTAATAA 231

Ad02A16847 Aradu.A02 16847 p3 (TAA)5 15 87382720 87382734 TACGCAGCATAAAACTCGCA CAAACGGTATCATTTTCAAGAGG 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A16849 Aradu.A02 16849 p3 (TAA)12 36 87383321 87383356 GCTTGCTCCAAATCAAAACC CCCCACACGTTTAGTTGCTT 276

Ad02A16854 Aradu.A02 16854 p2 (AC)8 16 87394296 87394311 TTCGACCTTAGGCTCTGTCC AATGGGCTTCATCCCTTTTT 105

Ad02A16858 Aradu.A02 16858 p3 (AGA)5 15 87419967 87419981 TGGAGATGGGTTTGTTGACTT CACTCTCTGATGCTGCAACG 237

Ad02A16859 Aradu.A02 16859 c (AAT)7nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AAT)11106 87422028 87422133 TCTTGTTTGACATTAATTATTGGACC TCTTTCTCAGACCTGACCCAA 274

Ad02A16862 Aradu.A02 16862 p3 (ATT)5 15 87423763 87423777 CAATCATTCCCTTATTGCACA AACGACACATTGGTGCTTGA 226

Ad02A16863 Aradu.A02 16863 p2 (GT)6 12 87423894 87423905 CAATCATTCCCTTATTGCACA AACGACACATTGGTGCTTGA 226

Ad02A16865 Aradu.A02 16865 p2 (AT)6 12 87426572 87426583 TCATCCATAACTGGTTCAGCA CCCAGAAGAGATGCATTTGA 229

Ad02A16866 Aradu.A02 16866 p2 (AT)6 12 87427114 87427125 TCGGATAGTCCTATACGCCG CACATCCCACATGGACACAT 261

Ad02A16867 Aradu.A02 16867 p3 (GAT)6 18 87427690 87427707 TCAACAAAGCCAGAAGTGAAAA TTTTGGTGCTTTGTGTGGAC 269

Ad02A16868 Aradu.A02 16868 p4 (ATTA)5 20 87428793 87428812 GCGATGCTTTTTGTTGTTCA ATCGGTCCGTTTTCTTCTCC 276

Ad02A16870 Aradu.A02 16870 p2 (TA)7 14 87434784 87434797 CAATACGTAAATACCGTTGCAAAA CTTCGCTTTCAAGGGAAACA 135

Ad02A16873 Aradu.A02 16873 c (GA)9gggatgtcattgtggctgatgaatgtgatcattggaagagaaggtgcaggcagagagagatgaggt(A)1296 87453397 87453492 GGGACATGGCTGAACTTTGA GCCTGCAAATTTAGGAACACA 271

Ad02A16875 Aradu.A02 16875 c (CT)6(TC)6 24 87455518 87455541 CCATCCACAGTTCCCTTCAT CCACCATTTGTTGTTCATGC 220

Ad02A16878 Aradu.A02 16878 p2 (TA)6 12 87457574 87457585 TTTCTTGTTCCAGGTTTGTGG TGGGAGTTTGGGTGTAATGA 257

Ad02A16879 Aradu.A02 16879 c (A)11gctccttttcgaggcaacattgcaaccacaacaccaccaccaccatacaaccttagggacaaactgttaaagcccttaaagctct(TC)14124 87458164 87458287 TGATTAGGGTTTGGAGGCAG TCCATTGTTTTTCCCAATCAA 223

Ad02A16880 Aradu.A02 16880 p3 (ATT)6 18 87460897 87460914 CTTCAAGGGTTGATTTTTGTCA CATTGTCCAAACTCCAAACAA 255

Ad02A16883 Aradu.A02 16883 p2 (CA)6 12 87471424 87471435 TGAGGATTTGCATCCAACAA CTGGAACTGATGATGAAAAGGA 154

Ad02A16890 Aradu.A02 16890 c (AT)9(AC)8 34 87482400 87482433 GCCACTTGAACTCTTCCAGG TCTGGAACTGATGTTGAAAAGG 260

Ad02A16892 Aradu.A02 16892 p2 (AG)19 38 87485975 87486012 GGGTTTACTGTCGTCGTCGT GGTCATGTTTCTCTTTCTGCG 265

Ad02A16895 Aradu.A02 16895 p6 (TTTTTC)6 36 87497515 87497550 AACTGCGACACAGACACAGC GCGGTTTACCTTCATTTGGA 265

Ad02A16898 Aradu.A02 16898 p2 (AC)6 12 87506273 87506284 TGAGGATTTGCATCCAACAA TCTGGAACTGATGTTGAAAAGG 148

Ad02A16904 Aradu.A02 16904 p2 (AT)7 14 87551354 87551367 TCTGTGTCTTCACCACAGCC TTTGTGTAATCAACGTAACCATCA 262

Ad02A16905 Aradu.A02 16905 p2 (TA)10 20 87551863 87551882 TTAACACATGAACACACAAGCA CAACATCTTCAGTTGAGCTTCC 147

Ad02A16912 Aradu.A02 16912 p3 (ATT)5 15 87567826 87567840 GGATCGGACTGGTTTTTCAA TTTGAATTCGAAATATTGTGTTTTG 128

Ad02A16914 Aradu.A02 16914 p2 (GT)6 12 87569664 87569675 TTGTTGAGTTCCATTGCTCG CCATCTCTTTATTCAACTTCACTTCA 235

Ad02A16915 Aradu.A02 16915 p2 (AG)7 14 87569976 87569989 TCACCGGCCAATTGATAATAA AGCGTTGACTGTACGTGGAT 274

Ad02A16918 Aradu.A02 16918 p2 (AT)7 14 87571854 87571867 GAATGCTTGCATTGTTGATCTC AAAAAGTTAACGGGCCAAGA 198

Ad02A16920 Aradu.A02 16920 p2 (GT)11 22 87577211 87577232 CCGTTTGGGAACTGCATTAT TCCCACCATGGTACAACTCA 125

Ad02A16922 Aradu.A02 16922 p3 (TGC)5 15 87578616 87578630 TTCTTTTGCGAGCATTGTTG AATGACGCCAAACCAGAAAC 247

Ad02A16928 Aradu.A02 16928 p2 (TA)10 20 87587661 87587680 CGGCTCACAAATTCAGTCAA GGAAAGAAAAGAAAAGAGGAAGAAA 229

Ad02A16929 Aradu.A02 16929 p3 (CAA)6 18 87589099 87589116 GCCAACAAAAGGGTATCCAA CTTGAATCCATCCATACCCG 243

Ad02A16938 Aradu.A02 16938 c (A)10gataaataaagctaaggagtcaatatggttagttaggcgaattttaattaataataattgtaatgttggtataattgtttcataaggtaatgaaaagtt(A)11120 87606822 87606941 TTGTCAATTGCCATCTTCTGTC TCTCCATGCATTTGTGTTGC 231

Ad02A16939 Aradu.A02 16939 p2 (CT)7 14 87609188 87609201 CAAACCGAAATGGCTTGTTT AAGAAAGGAGGGCGCTTTAC 220

Ad02A16942 Aradu.A02 16942 c (A)14gctatactaattcttaaggcaacacaaatgcatggagaacttgaga(T)1373 87612209 87612281 TCATAAGGTAATGAAAAGGCGAA TGGTTAATGAAGACAAGCTCTGA 266
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Ad02A16944 Aradu.A02 16944 p3 (AAT)5 15 87614683 87614697 GCAGGGTAATTGTCCCAATG ATTTGTTTTGGACAGGGCAC 269

Ad02A16945 Aradu.A02 16945 p3 (GAA)5 15 87616734 87616748 TGTTCAATTGCTGCGAAAAG CTGCTGCTGACTACATTGGC 237

Ad02A16952 Aradu.A02 16952 p2 (TA)7 14 87625412 87625425 TCACACCCTTCACAAACCAA ATTGGTTGCTAGTTCACGGC 257

Ad02A16953 Aradu.A02 16953 p3 (AGG)5 15 87633144 87633158 GAAATTGCTATTCCTGGGCA TGAACGTTCCAGCATCAAAG 151

Ad02A16967 Aradu.A02 16967 p3 (CAG)6 18 87685769 87685786 GCTGACTTCCAAATTTCCCA CTAGGTCCTTGCTTCGATGG 249

Ad02A16971 Aradu.A02 16971 p2 (TA)8 16 87692295 87692310 GGAATGCCTCTGCAAATGTT GAAAATACCCACCTTTCTGGC 252

Ad02A16973 Aradu.A02 16973 p2 (CT)6 12 87694677 87694688 CTGGAGCCCGTAAGACTTGA AGCTGATGCATCTCCCTTGT 251

Ad02A16974 Aradu.A02 16974 c (A)10ggagtgatcggaatgtgcgttaccttggagaagaatccagcgaacgcgatcgtgagct(GA)12ggattcgatcggaacgagaatggaaatggcggagagagaga(AG)6145 87697865 87698009 TGATTCGAGCACGTGAAAAA CACACAGCCTTTGCCAATAA 259

Ad02A16976 Aradu.A02 16976 p2 (AT)7 14 87711199 87711212 AACGTGTTTATTATGGTAGGGACTT GCGGATTAGTGTGAATGCAG 154

Ad02A16979 Aradu.A02 16979 p2 (TA)6 12 87718555 87718566 GCTTGGGTAAGGTGAGGAAA AATCCGCTTCCTCCAAGTTC 161

Ad02A16982 Aradu.A02 16982 c (ACA)8(ATA)9 51 87725287 87725337 AAAACTTCGGTAAAAGATGCCA AATGCTTTACCTCTAAACACCAAA 264

Ad02A16983 Aradu.A02 16983 p3 (ATT)13 39 87732133 87732171 TGTTGATTTATACCTTGCTTGATTG TGGAAGTCCATGCACAACAT 134

Ad02A16986 Aradu.A02 16986 p3 (ACC)7 21 87734039 87734059 AGTGAGAGCACAAGCAGCAA TTGGGAATGGAGCATAGAGG 258

Ad02A16988 Aradu.A02 16988 c (T)12acataatattaatatatatcatcc(T)1046 87748397 87748442 CAAGTGAAAATTTGCCACACA AAGTTTGCGATTTTATAATGCCT 259

Ad02A16990 Aradu.A02 16990 p2 (AT)10 20 87752464 87752483 TTGTGCATAGATCGAATCAAAT CGAATCAGAGCTATTCAAATTCC 144

Ad02A16991 Aradu.A02 16991 p2 (AT)8 16 87752629 87752644 TTGAATAGCTCTGATTCGTCAAA CGCAAACACAATAACTCAACG 247

Ad02A16992 Aradu.A02 16992 p2 (AT)8 16 87752912 87752927 TCCGATACGTGTGTTTGTCG GACTCCACACAGGTCGAACA 256

Ad02A16994 Aradu.A02 16994 c (A)11caaaaagtgtaaacggaggttcgttctcatttaaaaaaaaacaaaaagtataaacggaggttcattctcattttaataaacggagggtccgtttttattt(A)10121 87757315 87757435 TGGTGTCAGAGGGACTGAAA GAAAATTTGTTGACTAATCAGACCG 278

Ad02A16995 Aradu.A02 16995 p2 (TA)6 12 87765159 87765170 AACAAATGCAATTCTCTCTCTCTTT AATAAATCAATCGTCATGCCTT 223

Ad02A16998 Aradu.A02 16998 p3 (AGG)5 15 87777496 87777510 ACCAGGGAAAGAAGGAGGAA TCACGCTCGTTTACGCATAG 182

Ad02A17000 Aradu.A02 17000 p3 (AAT)11 33 87780790 87780822 AAACAAAACGTGGCTGCTTT ATCGACAGGCTTTGCTTTTT 168

Ad02A17001 Aradu.A02 17001 p3 (AAT)8 24 87781744 87781767 TTTTCACGTCTTGTTTAACTGTTTTT CTGCATATCCGCACTTCTCA 244

Ad02A17004 Aradu.A02 17004 p3 (TAA)6 18 87788189 87788206 TTGGGGTTGCTTCTTTTGAG CTTGGTAACGCTCAACCCAT 131

Ad02A17005 Aradu.A02 17005 c (TAT)13tac(TAT)763 87788506 87788568 TGCGACCATTACAAATTTTCAG TTGTTGCGCAAACATTAACC 133

Ad02A17006 Aradu.A02 17006 p2 (TA)7 14 87790646 87790659 GTTTAGGTCCCGGTGGAAAT AAACAATCACACTATCCTTACCTTACA 241

Ad02A17009 Aradu.A02 17009 p3 (ATA)11 33 87798999 87799031 CATTTAAATTTAGCCCTCACTAGC GGTAAGATTTTACAAAACCAAGCCT 194

Ad02A17014 Aradu.A02 17014 p2 (TA)8 16 87828378 87828393 AACAAAGCAGTTACACCATCCA TAAGGTGCGTTTGGTTGTGA 255

Ad02A17017 Aradu.A02 17017 c (TTC)5(T)14 29 87840278 87840306 TATTGGTGTGTTCCCCCTTC CCCTGAGGTGGAACTTGAGA 208

Ad02A17020 Aradu.A02 17020 p2 (TA)6 12 87850182 87850193 TCCATGGTTATTGGTTGCATT GGTCTTCTTAGCCGACGAGA 242

Ad02A17021 Aradu.A02 17021 p2 (TA)6 12 87860021 87860032 ACTCATAGCATTCGGCCTTG CTCCAAATTGGGATGGAGAG 268

Ad02A17023 Aradu.A02 17023 p2 (TA)6 12 87867259 87867270 TGGATTATGCAGCACAGGAG CAACGAATCTGGAACCACCT 253

Ad02A17024 Aradu.A02 17024 p4 (AGAT)7 28 87868348 87868375 ACAGCCATAACCAGTGGACC GCTGCTAAGGCAAACCAAAG 275

Ad02A17025 Aradu.A02 17025 p3 (TTA)50 150 87868855 87869004 CGGTGTGCAGGTGTGAATTA TTTGGGTTCCCACTCTTTTG 231

Ad02A17026 Aradu.A02 17026 c (TTA)5atattttat(A)1034 87877140 87877173 TGCAGGGACTCGAATAAAAA GGATCTCATTTTGGAAGGCA 228
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Ad02A17027 Aradu.A02 17027 p2 (AT)7 14 87878195 87878208 TTGCTAGCTTCTTGCGTGTG TGATTTTTCTCCATCCTCGC 204

Ad02A17030 Aradu.A02 17030 p3 (TAA)14 42 87887892 87887933 TGCATGATTCGCCTTAACAG AGAAGCAGATGTCAATTGGATG 264

Ad02A17031 Aradu.A02 17031 c (T)11aaagattggtacgatcattaccaatatttttaacaatttaaatataaaaacaataaatctatgtatagattattataaaaaaaatt(A)10107 87890449 87890555 TCAGTAACTTTATATTCACTGTTCCCA ACCACCATCACTCCTTGGAT 204

Ad02A17032 Aradu.A02 17032 p3 (CTC)7 21 87893347 87893367 AGGAGGCTAAGGCAAAGTCC AATCACAATGGGCTGAGAGG 116

Ad02A17036 Aradu.A02 17036 p2 (AT)6 12 87908006 87908017 AAATTCCCCCGAAGCAAAT CTCAGAGGTAGGAGGTTGCG 240

Ad02A17037 Aradu.A02 17037 p3 (TCA)5 15 87909742 87909756 TTTTGACTATGCCACCTGTTT CCCAGCAGCTCAAAATCAAC 280

Ad02A17038 Aradu.A02 17038 p2 (TA)6 12 87919029 87919040 AAGGCTCCAAATAAATTCACCTT TCACAAAACATGCTACCCCA 191

Ad02A17041 Aradu.A02 17041 c (T)10atgataataactctcactaaatcacaaacaaggaaacgtgaggcaggacttc(A)1173 87926793 87926865 TCGAAAATTTTTGGGATACAA TGTTCAGGATAGGGGGTGAG 255

Ad02A17042 Aradu.A02 17042 p2 (AT)6 12 87929351 87929362 GGCGGCTACCCTAATTTCAT GCTAGATCGGCATCAGTTGAA 273

Ad02A17044 Aradu.A02 17044 p4 (TTTC)7 28 87930553 87930580 TTCTTTGTTATTTCCACATCGG AAACCCGCTTATCCCAAAAA 270

Ad02A17046 Aradu.A02 17046 p3 (ATG)5 15 87941339 87941353 TGCACCAGGACTTAAACGTG GAAACAAAGGCATTGCCAAA 252

Ad02A17050 Aradu.A02 17050 p2 (TA)7 14 87953273 87953286 CACATCCACAAAAACACTTCCA GGTTTTGGGTTGTTCAAGTCTC 279

Ad02A17053 Aradu.A02 17053 p3 (GAA)7 21 87962663 87962683 TTCTTGCACCATCCTTTTCC AATGACGGCGGTTTTGTTAG 149

Ad02A17054 Aradu.A02 17054 p4 (GTTA)7 28 87963082 87963109 TTCCCTCGCCTCTCGTATAA CGCTTCACAAACCAAGTAAGC 267

Ad02A17056 Aradu.A02 17056 p2 (TA)9 18 87978517 87978534 CGACCTAAATTTCGCAGGTC AGCGCCTTCGAAAAGTGATA 189

Ad02A17062 Aradu.A02 17062 p2 (AT)7 14 88002078 88002091 CCCACACTTGGCACCATAAT GGCAAGATCCTATAGTGTTGGAA 279

Ad02A17063 Aradu.A02 17063 c (TA)6agccaacacctcttgatttctcaaaatatatactatttttt(A)1063 88002996 88003058 CGCCACAACAGAGAAAATGAA CCCTTCGCCATTGTCATTA 280

Ad02A17065 Aradu.A02 17065 p2 (AT)6 12 88005569 88005580 CAAATGCATGTTGAGAAAGGTT GCTAGCTTGTGCCTTATGGG 256

Ad02A17074 Aradu.A02 17074 c (T)11aaataaaataaatgtaaacatcaaccttattataatcggttggaatacataaattgggacaacctgactttta(AG)11106 88013637 88013742 TCAAGCCAAAACCAAAAAGAA TAAATGGAGTGAGACCCACC 222

Ad02A17080 Aradu.A02 17080 c (TC)10(TA)7 34 88043474 88043507 TGTCGAACTAAAAGTGCTGGC CGTTGTGACACATTAGTAACATGA 251

Ad02A17081 Aradu.A02 17081 p2 (AT)7 14 88045238 88045251 GGTGCAATTTGTTATGTGCAA TTTGACGATAAATTCGACGAT 280

Ad02A17082 Aradu.A02 17082 p3 (GAG)7 21 88051514 88051534 TGGTGTTGTTGGTGATGACG GTGCGTCATTACACGTGCTT 150

Ad02A17084 Aradu.A02 17084 p2 (TA)9 18 88061757 88061774 GGATAAAGTATGGCTTTGTTCTTT CCTAACGGCAGGACAACATT 227

Ad02A17086 Aradu.A02 17086 p2 (AT)6 12 88066117 88066128 TCTTAGGTGCCCTCGTGTCT AAGGACTGAATTGGCTTATATCTGA 278

Ad02A17088 Aradu.A02 17088 p2 (TC)6 12 88068375 88068386 TAAATCCGCCAAACAAATCC GGGTCGTTGGATGAGAGAAA 254

Ad02A17092 Aradu.A02 17092 p2 (TA)8 16 88084053 88084068 CCACACTTACCTCGAATGCC GGAAAATGAGCTCGTGAAGC 241

Ad02A17094 Aradu.A02 17094 p3 (GAA)6 18 88085644 88085661 ATTATGGCAGCGTTGTTGGT CAACCTCTGTCCCCACATTT 205

Ad02A17096 Aradu.A02 17096 p2 (CT)8 16 88088360 88088375 AAGAGAAACAAAAATTGAAAGACAGA AAAGACGGAAACTGTCGGTG 277

Ad02A17100 Aradu.A02 17100 p3 (TAA)5 15 88102412 88102426 TCTCATGCTTAGGATTCGGC CGACCACTGCACTATGTTGG 168

Ad02A17102 Aradu.A02 17102 c (T)12caaaaaaaaatgctaaaaaaaattaaaaaagag(A)1055 88105926 88105980 TGAGGATACCCACATGGACA TCACACACATGGCTACACCA 175

Ad02A17104 Aradu.A02 17104 p2 (TA)6 12 88109666 88109677 GGGACGGATTTAGAGGGAAG AATGGTTGATTTTGTCATTTTGA 163

Ad02A17106 Aradu.A02 17106 p3 (AAT)8 24 88115001 88115024 CCTTCGTTTTCATATTGGTTTTT TCTCTTCGAACTAGGACTTAGAATTAC 272

Ad02A17110 Aradu.A02 17110 p3 (ACC)5 15 88124469 88124483 CCCAACGTAGAGGTCGAAAA TTTGGTTGGTGTGATGGAGA 227

Ad02A17113 Aradu.A02 17113 p3 (AAT)6 18 88130042 88130059 TCACTTTTGAGAATGGTGCG TTGGCTATTTGATCAATGATGG 197
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Ad02A17116 Aradu.A02 17116 p2 (AT)9 18 88152275 88152292 CCATCATATCAAATCGTTATCCA CAAATTGAATTATAGTTGATTGTTTCA 274

Ad02A17120 Aradu.A02 17120 p2 (AT)6 12 88161506 88161517 GCCCCGCATCAACTAAGATA TTTCCTCATCTGGGATCCTG 129

Ad02A17123 Aradu.A02 17123 p2 (AT)9 18 88166706 88166723 AATGGAATTTGTCGCATAAAA TCCATCCTCTTATTTATTTATTCTGTG 268

Ad02A17124 Aradu.A02 17124 p4 (TATT)8 32 88168953 88168984 TCCCATTCGAAGTTGATCTC GCGAAAACTGTGTCGATCAAT 252

Ad02A17131 Aradu.A02 17131 c (T)10c(A)11 22 88187325 88187346 TACCGACATGGACTGATGGA CTTATGACCACGCCACACAC 261

Ad02A17132 Aradu.A02 17132 c (A)11gagtgcatgtggtgtgtgtggcgtggtcataagtttttaaaaaaaagaagagtgtgcacgtgtggtgtggttataagtt(A)10gac(A)10113 88187464 88187576 AAAAAGTTCAAGTGTGGTGTGG TCACATTTCACACACATGGCT 191

Ad02A17143 Aradu.A02 17143 c (T)10caattcggtatatgccttgcatgatatttcaagtgcctttgatatt(A)1268 88214188 88214255 TCATCATTGTGTGTGATCGATATT CCCAAAAAGACGTCATGTAAAA 280

Ad02A17145 Aradu.A02 17145 p2 (TA)6 12 88224205 88224216 ATGAGTATCCAACGGTGCGT TGGATTTCCTCCAACTCAGG 216

Ad02A17149 Aradu.A02 17149 p2 (AT)8 16 88240136 88240151 TCGATGAAGAGCTAATGGGAA AGAAGACAATGATGCACAGAAAA 175

Ad02A17153 Aradu.A02 17153 p2 (TA)6 12 88247747 88247758 GGGCAAGCCAAAGTATCAAA GATGCTTTCTCAAGGTGGCT 131

Ad02A17166 Aradu.A02 17166 p2 (AT)7 14 88276407 88276420 CTCCGTGCTCCCTCATTTAT CGTCTTTATCTGAGTGGCTCC 280

Ad02A17167 Aradu.A02 17167 p2 (TA)6 12 88279474 88279485 TTTTCGCTGCTGAGTTCAAA GGCTAGACAAATTGATTTAACCG 252

Ad02A17168 Aradu.A02 17168 p2 (AG)7 14 88291096 88291109 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 110

Ad02A17172 Aradu.A02 17172 p2 (CT)6 12 88304352 88304363 GTGGCCTCAAAGGCAAGTTA CACTCACTGTCCTGCAATGAA 255

Ad02A17173 Aradu.A02 17173 p2 (CT)6 12 88308747 88308758 TCAAAGTCATTAGTGGCCTCAG CACTCACTGTCCTGCAATGAA 269

Ad02A17177 Aradu.A02 17177 p2 (AT)6 12 88319260 88319271 GGAATTTTTCCAACCCACAA TCAGATATTCACATTTGGCATGT 268

Ad02A17181 Aradu.A02 17181 p2 (AT)7 14 88332695 88332708 CCTTGTCACGCTAAAGGAGC TGCTCTTCGGACTATTTGGG 214

Ad02A17185 Aradu.A02 17185 p2 (TA)7 14 88360426 88360439 ACTATATAAAGATCGAAAGAGGTTTGA AGGGTCCGTCTTGCTTAATG 267

Ad02A17186 Aradu.A02 17186 p3 (TAT)20 60 88366363 88366422 CAAGTGAAGTTTGCTCCAAAA TTGTGAATTTGTGCTTCGATTT 261

Ad02A17189 Aradu.A02 17189 c (A)11caaaagacc(A)1131 88367209 88367239 GTGTGGCGTGGTCGTAAGTT TGCAAACACATTTCACACACA 175

Ad02A17191 Aradu.A02 17191 p4 (TATT)8 32 88374946 88374977 TCCCATTCGAAGTTGATCTC GCGAAAACTGTGTCGATCAAT 252

Ad02A17192 Aradu.A02 17192 c (A)12gaaagagagagtgcgtgtctagtgtggttatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngt(A)40136 88378775 88378910 CGTACACGCCATTGATGAAG TTTTTAAACTTTCCTTTTTCACGTT 255

Ad02A17195 Aradu.A02 17195 p2 (AT)8 16 88380911 88380926 AAGACATGCACCAAGCACTTT CAGATTTCAAGTGGCCAACC 276

Ad02A17196 Aradu.A02 17196 p3 (ATT)5 15 88381411 88381425 TCCATTTGATAAAGCCTGAAA TTTTATTCTGCGTGATTTCTCA 275

Ad02A17198 Aradu.A02 17198 p2 (GA)13 26 88385462 88385487 CCGATCTGTGAACACCCCTA TCAAATCGATAATAGGAGGACAAA 274

Ad02A17199 Aradu.A02 17199 p2 (AG)8 16 88388128 88388143 AAACGAAATGGCGATCAAAG CACTCGAAACCCTAAGCCTG 260

Ad02A17200 Aradu.A02 17200 p2 (TA)10 20 88390831 88390850 TGCTTAGCAAGACTGATCCTCA CCTTCTTCGATCTCAATGCC 232

Ad02A17203 Aradu.A02 17203 p2 (AG)19 38 88423333 88423370 GGGGCAAGTCTGCAAAAATA CTAGAACCTCGCCTCACCAG 268

Ad02A17205 Aradu.A02 17205 c (TTC)7ttggtagtggaggtagggatgatcgttatcgatggggatttcggtgcactcagattcgggttcggattctgattctggttcgggttcggaaaccatc(T)10128 88433080 88433207 TTCCTCGTCGTCTTCTTCGT CCATTACCTTCGTTCTCTCCC 277

Ad02A17208 Aradu.A02 17208 p2 (AT)9 18 88435216 88435233 CAGTGATTCTGTCGATTTCAAG TCGCGTCAATGAAATATGAGA 280

Ad02A17209 Aradu.A02 17209 p2 (TA)14 28 88443611 88443638 GGAACAAAAAGGGGCAATTT TGCGTGGTTCAGTTCTCAAA 164

Ad02A17210 Aradu.A02 17210 p2 (AT)8 16 88443761 88443776 GGTATCCGGGGAATAAGCAT GTTGAGGCCTTGAGAGCTTG 224

Ad02A17212 Aradu.A02 17212 c (T)10c(T)10 21 88446734 88446754 TGAAAAGAAAAGCTTGTTGCAG ATAAGCCCACAGAGTGGGTG 246

Ad02A17216 Aradu.A02 17216 p2 (AT)7 14 88455819 88455832 CAGTTTTCACACTCATTGAGCC TTCCCCTTTTGATTCACCTG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A17217 Aradu.A02 17217 p3 (ATT)6 18 88459251 88459268 TGCATGTGAATCAAAAGATGAA AGCTGCTGAGGCAGTTTAGC 231

Ad02A17224 Aradu.A02 17224 p2 (TA)8 16 88466104 88466119 CCTGAGCCTTTCTTGCAAAT TCTCAATGACTATAGAAATCCCTCC 237

Ad02A17225 Aradu.A02 17225 p2 (AT)10 20 88469405 88469424 AAAGGAACTGGAAGCAGGGT CTAAGCCCCCTTTGGCTATT 181

Ad02A17226 Aradu.A02 17226 p2 (AT)8 16 88470636 88470651 GGGAATAATGCAATGATGCAA AAGGTTTAGGGTCATGCAGC 280

Ad02A17228 Aradu.A02 17228 p3 (TTA)6 18 88474569 88474586 TGCTTGTCCAAAGCATGTTA AAAATTGCATGAGCCACTCC 196

Ad02A17231 Aradu.A02 17231 p2 (TA)6 12 88478802 88478813 AAAGCCCACTCTCCCAAAAA TGAGTTGGCAAAATGACGTT 201

Ad02A17235 Aradu.A02 17235 p2 (AG)7 14 88494365 88494378 CCCTCTCACTTGCTCTCACC CCTTGAATGCCATTTTGGAT 277

Ad02A17237 Aradu.A02 17237 p3 (TTG)5 15 88498495 88498509 TTCATGGAGCCGATTCTACC TTGAAATTTTGTATCTTCAAACCAA 167

Ad02A17241 Aradu.A02 17241 p3 (GAA)5 15 88511654 88511668 AGGTGATGAGAGGGGAGGTT CACATGCACACTTGGCTCTT 251

Ad02A17244 Aradu.A02 17244 c (CT)7aacctctcaccttcctctctctttctaacaa(CT)657 88513207 88513263 ATTCGACGATAACCGTGTCC CAACTGATCGAACTGCTCCA 235

Ad02A17249 Aradu.A02 17249 p3 (ATA)7 21 88516678 88516698 CACCCACAAAAGAAACATGC TGATGGATAACACACCCACAA 234

Ad02A17253 Aradu.A02 17253 p3 (TAT)5 15 88526702 88526716 GTGATATGATTTGGCACCGA ACCAAGGCCTGAAAATGTTG 263

Ad02A17254 Aradu.A02 17254 p2 (AT)6 12 88529764 88529775 TCCAACCATATCCACAACCA TCCATATGTCACAGGCAGGA 180

Ad02A17258 Aradu.A02 17258 p3 (TTC)6 18 88538549 88538566 CGTGGCATGCATTAGAGAGA ATTGAGACGGAAGAACACGC 261

Ad02A17260 Aradu.A02 17260 p3 (TAA)8 24 88547119 88547142 ATCTCAAATTTCACGGTGGC TGACACACTTTTCAGCCACAA 175

Ad02A17261 Aradu.A02 17261 p3 (AAT)5 15 88553504 88553518 CGACATTTTTATTGAGGCAACC CAAGTAACAATGCGGCCTTT 274

Ad02A17268 Aradu.A02 17268 c (T)10aaaataacatagaaaacattagttctatatttaaaaaaaaatgtttaattactctgtcagtccttatagtttttatgagttttcaattaggtctttatac(T)10120 88571135 88571254 ACACAATCATTGCTGCCAAG TTCGTTTTGCTTAACGGAAT 272

Ad02A17272 Aradu.A02 17272 c (T)13(A)11 24 88576513 88576536 CAACTGACACTGGAATTCGG CGAGAGTTCACCTAGGCTCC 267

Ad02A17274 Aradu.A02 17274 p3 (ATC)7 21 88578470 88578490 GTCCTCGTGAACGATTGTGA GATTCCCCCATTAGAATGCC 241

Ad02A17280 Aradu.A02 17280 p3 (TAA)5 15 88584068 88584082 AGGGTGTTTGCGATTTTGAG GGGAAAAGAGTCGAAGATGATG 247

Ad02A17282 Aradu.A02 17282 p2 (TC)8 16 88586490 88586505 TTACACTGCTGGGACTGCTG AAGCCCAATAATCCAAGCCT 199

Ad02A17287 Aradu.A02 17287 c (A)10gttgtgcttgggaaaactacttttctttaag(T)1152 88610607 88610658 AATCCGCGGTCTCTTAATTG AATTGGTTTGCAAGGAATGC 223

Ad02A17292 Aradu.A02 17292 p3 (ATT)13 39 88634161 88634199 GCTTCTTCCACTGCTTGCTT GGGGGAGAGAGAGAAGGAGA 201

Ad02A17293 Aradu.A02 17293 p3 (TTG)6 18 88637567 88637584 ATGGCAGAGCTGAATAGCGT GGGAGGGAAGGAGAGAGAGA 194

Ad02A17294 Aradu.A02 17294 p2 (TC)6 12 88637895 88637906 CCCTCCCCCTCTCTCATTTA TTTTAAGTTTTGTTTCCATCTCAAA 280

Ad02A17299 Aradu.A02 17299 p2 (TC)17 34 88658421 88658454 GGCTTGTCTTGATGAGGCAT TTTCGGTGGGTAGGTGTAGC 199

Ad02A17300 Aradu.A02 17300 p2 (TC)21 42 88667956 88667997 GGCTTGTCTTGATGAGGCAT TTTCGGTGGGTAGGTGTAGC 191

Ad02A17302 Aradu.A02 17302 c (A)11ggaga(AG)6 28 88684396 88684423 GCAGAAGCAAAACGAGGGTA CCTCCACATATTTGCCATCA 174

Ad02A17306 Aradu.A02 17306 p3 (ATT)5 15 88692705 88692719 CCAAACTTCAATAGGGATGAGG TGCTGATGCTTTTCTTGGTG 122

Ad02A17313 Aradu.A02 17313 p3 (TTA)9 27 88711038 88711064 GCGAGATTCTTCCATGGTTC AATTGGTGCAGGAATCCAAA 228

Ad02A17316 Aradu.A02 17316 p2 (AT)6 12 88712218 88712229 ATTGGCTTTTGTTTGCTTGG GGAGGCTATAAAAGAAAATTCCC 195

Ad02A17317 Aradu.A02 17317 p2 (TA)6 12 88713826 88713837 GAAAATTTATGTCCGAGGTACGA AGCTCTTTTCTAAAAATATTGGCA 265

Ad02A17320 Aradu.A02 17320 p2 (TA)6 12 88726631 88726642 TTAACCCAAAAGGCAGGCTA TTTCACTTCCGATCCACACA 266

Ad02A17323 Aradu.A02 17323 p3 (CTT)9 27 88731254 88731280 TCTTCCCCTTCCTCTTCCTC TCAGAAACCATGAAAATCGAAA 234
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Ad02A17324 Aradu.A02 17324 p3 (AAG)6 18 88731889 88731906 CACCCAAAGGACACTTTATGC TGCACAATTTTACTGCACCG 275

Ad02A17327 Aradu.A02 17327 p3 (TTA)9 27 88737381 88737407 TTTTGCATTGGCATTCACAT TCGCCAGTCGGACTAATAGG 140

Ad02A17328 Aradu.A02 17328 p4 (TATT)6 24 88745610 88745633 ATTGGGGAGAAAAGTGAGGC GATGTGTTGTGCCAGGATTG 279

Ad02A17329 Aradu.A02 17329 p2 (AG)12 24 88748132 88748155 TCACACACAAGTGGTTTCGTT GAGCCCATAACTGTGTCCGT 127

Ad02A17331 Aradu.A02 17331 p3 (GAA)6 18 88751739 88751756 CCATCAACATGGTTTCACCC TCGGCTAAGGTATGGTCTCG 245

Ad02A17333 Aradu.A02 17333 p2 (TA)6 12 88752721 88752732 ATGACGCGCCACTAACTACA TCATCCTACACCAAATGAATCG 249

Ad02A17335 Aradu.A02 17335 p3 (TTG)11 33 88754644 88754676 TTGTTGATGCTGTCGCTACT ACAACAACAACAGCAACCGT 187

Ad02A17339 Aradu.A02 17339 p3 (TGT)5 15 88755615 88755629 TGATGTTGTTTGTTGTTGTTTACTG GCAACAGCATCAGCAGCAG 243

Ad02A17340 Aradu.A02 17340 p3 (TGT)5 15 88755854 88755868 CTGCTGCTGCTGATGCTG GCAACAACAACCACAAAAACA 239

Ad02A17341 Aradu.A02 17341 p3 (TGT)5 15 88756119 88756133 TGTTTGCTGCCGTTGCTATT AACAACAGCAACCACAATGG 221

Ad02A17343 Aradu.A02 17343 p3 (TTG)5 15 88756770 88756784 GCTGTTGTTTGCAGTTGTTG CAGCAGCAATATCAATGGCA 203

Ad02A17346 Aradu.A02 17346 p3 (TTG)8 24 88757627 88757650 TGCTGCTGCTGTTGCTGT CAGCAACAAACAATAGCCAAA 177

Ad02A17352 Aradu.A02 17352 p3 (TTG)5 15 88759276 88759290 TGCTGCTGCTACTGTTGCTT CAGCAGCGACAGCAAAAA 182

Ad02A17356 Aradu.A02 17356 c (TGC)5tgttgctgttgttattgttattgttgctgttgtcgctgttgctgttgttactgttgctgttgctgctgctgttgctattgttgttgctgttac(TGT)5123 88763961 88764083 TGCTATTGTTGTTGCTGCTACTG CAACAAGAATGATAACCACAGCA 251

Ad02A17357 Aradu.A02 17357 c (TTG)5tttttgttgctattgttgctgttgttgctgttgtgattgttgctgttgttgttgttgc(TGT)588 88764257 88764344 TGCTGCTATTGTTGCAGTCG AGCAACAACAGTGACACCAA 245

Ad02A17358 Aradu.A02 17358 p3 (TTG)13 39 88764459 88764497 GATGTTGTTGTTGGTGTCACTG AACAACAATAGCAACGGCA 257

Ad02A17359 Aradu.A02 17359 c (TTG)6gttttgctgctgcagctgttgttgctgctgaagctgttgttgctgttacta(TTG)584 88764798 88764881 TGTTGTTGATGTTGCCTTTGT CAGTAGCAGCAAGAGCAAAAA 279

Ad02A17360 Aradu.A02 17360 c (TTG)6ctattgttgttgctattgttgttgtta(TTG)6ctgttgtcgttgttattgctgttgtttgta(GTT)7114 88765427 88765540 TGCTGCTGTTATTATTGCTGCT CAACACCACCACCACCAAC 253

Ad02A17361 Aradu.A02 17361 p3 (TTG)5 15 88765680 88765694 CTGTTGGTGGTGGTGGTG AACAACAATAGCAACGGCAA 176

Ad02A17362 Aradu.A02 17362 c (TTG)10ctgttgatgttgctgttgttgttgttgctgctgcttttgttgttgttgctgttgttgttgccgttgctattgctatta(TTG)9135 88765992 88766126 TGTTGTTGTTGCTGTCGCTA CAACAGCAGCAGCCATAGTAG 260

Ad02A17365 Aradu.A02 17365 p3 (ATT)20 60 88767415 88767474 CATTAATCCGATTGTTCCTCC TAACGGCAGGACAACATTGA 256

Ad02A17366 Aradu.A02 17366 p3 (TTA)10 30 88768331 88768360 CTCAATTTTGTCTCGCCGTT CATGATGCATGTGCCAATTT 270

Ad02A17372 Aradu.A02 17372 p3 (CTT)5 15 88787340 88787354 TCCCAAACATTAACCCCAAA CTTACATGAACAGGATGGCG 255

Ad02A17373 Aradu.A02 17373 p2 (CT)6 12 88787614 88787625 TTGACCGTGCTCAATCAAAA GCAATGCCTTTCTTCCTTCA 163

Ad02A17378 Aradu.A02 17378 c (T)12aatacctatgagaaaatattatgtctaattaaaaatcttaagataattaattaagggatttttcattttataaactattcg(T)10103 88797042 88797144 TGGTGAACATTTTAGGAACTTTTT TGATGCCACATTGCCACTAT 279

Ad02A17379 Aradu.A02 17379 p3 (AAT)14 42 88798355 88798396 GTGGGCCTAGGTCCTTCAAT TCCGAAAAATGCATTGTGAA 208

Ad02A17400 Aradu.A02 17400 p2 (AT)6 12 88831887 88831898 AATCTGTGAAGCCACACATTTA TCCATTTAATTTGAGGAGTTTGC 229

Ad02A17402 Aradu.A02 17402 p3 (GAT)8 24 88832334 88832357 CAACACTCTCTGATGAAGCTGG TAGGTTGGATGCAACACCTG 212

Ad02A17404 Aradu.A02 17404 c (A)10tatgttataggtattatatatttataacaagggaaattgcatcaggtaattaatatcaatat(ATA)587 88834709 88834795 CCATGCTGTCACCATTGATT GTACAACAACAACCCACCGA 138

Ad02A17405 Aradu.A02 17405 p3 (ATC)5 15 88836304 88836318 AATGCCATCCAGAAATTCCA GTGAACCTAGCCCAGGTGAG 199

Ad02A17406 Aradu.A02 17406 p3 (ATT)9 27 88837035 88837061 GCATCCAATTAAAGCATGTCA TTCTTTTATTATGAGTTTAAGCCATTT 243

Ad02A17408 Aradu.A02 17408 p3 (TTA)7 21 88843466 88843486 AAAGAACGGAGGAAAGGGAA GTTGTCCGTAGCGGTTGATT 229

Ad02A17411 Aradu.A02 17411 p3 (AAT)10 30 88845955 88845984 GGAGTGCTAGCGGGACAATA TGCGGACGATAAATGAATGA 248

Ad02A17412 Aradu.A02 17412 c (A)10ttggatttagtgaaagtgttatttgaccttgga(AAT)1382 88848325 88848406 CTTGTCGGCTGTTTGGTTTT GGCTTTAACTTGTAATTTGCTGC 249
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Ad02A17413 Aradu.A02 17413 p3 (TAT)6 18 88850357 88850374 GGATGATCTTTCAGAAACGAATTT TGGGTTTGGGTTGTTAATGG 232

Ad02A17419 Aradu.A02 17419 p3 (TAA)5 15 88859035 88859049 TGGAGCATGAAATACAGCCA ATGCCCCCACATGTTATTGT 220

Ad02A17426 Aradu.A02 17426 p2 (CT)9 18 88873310 88873327 ATGAACCACAAGAACCGTCC AAGAGATGAAGAGGCGGTGA 267

Ad02A17427 Aradu.A02 17427 p3 (TAA)5 15 88875051 88875065 TATTGACCGTTCCGGTTCTC ACTGGCCCAAAATTTTTCCT 234

Ad02A17428 Aradu.A02 17428 p3 (ATT)19 57 88879377 88879433 ACACCCTCACCTCACACTCC TTAAACCGGCTAAAGGATCG 228

Ad02A17429 Aradu.A02 17429 c (AG)7tcaaatgtagcaaaaattccacaacatgtgataagctcagtgcaatgaatgagagaa(AG)785 88881916 88882000 GGAGAAAATTATGGAAATGCAAA ATGCCATTCATGTCTCACCA 162

Ad02A17431 Aradu.A02 17431 c (T)11aatttc(T)10 27 88885026 88885052 ACGTGCGTGAGCATTTAACA TGGCATGAGAAACAAACTGAA 224

Ad02A17432 Aradu.A02 17432 p3 (AAC)5 15 88894826 88894840 AATGGTCCTCACGGAGTCAC TTGGGGAGCAGTTATGGTTC 230

Ad02A17438 Aradu.A02 17438 p2 (TG)8 16 88910263 88910278 TTGGATTCTAATAATCATTCCACAA TTGCAATCAACCAAACCAGA 165

Ad02A17442 Aradu.A02 17442 c (GA)22gctatttga(CT)767 88921213 88921279 CTCTCAACGAAAAGTGCAGC TGTGTCAAAACTTCATTTAAGAGTCA 264

Ad02A17443 Aradu.A02 17443 c (CTT)11caatcccagattccacactccctg(CTT)675 88923928 88924002 CCGTGACAATTGGTAGGCTT CAGGTTTCTTTGCCATGGAT 146

Ad02A17445 Aradu.A02 17445 p3 (TTC)5 15 88937797 88937811 AAGGGAGAGACAGAATCGGG AAGGAAGAAAGGAATGGCGT 168

Ad02A17446 Aradu.A02 17446 p3 (TTG)5 15 88938140 88938154 ACCGCAACCCTTTTTCTCTT CAGAAGCAACCAAAGCAACA 158

Ad02A17451 Aradu.A02 17451 p3 (ATA)10 30 88949697 88949726 TTTGGAATTCGTGTCACTGC TTTTTGTTTGTAGTAATTCTTCGTTTG 211

Ad02A17453 Aradu.A02 17453 p4 (ATTA)6 24 88950779 88950802 AATACAAGCGCTCGGATCAT CGCTTTCACGTGCCATATTT 196

Ad02A17458 Aradu.A02 17458 p4 (TAAA)5 20 88964323 88964342 AACACAAATCGGTAGGTCCG AGTGAATGCCGTGCAAACTA 205

Ad02A17461 Aradu.A02 17461 p3 (ATT)5 15 88967928 88967942 TTAAGGAGCCCAAATCAACG AATAACCAAACGGTGTCGTG 176

Ad02A17463 Aradu.A02 17463 p3 (GTT)5 15 88968690 88968704 TGCTTTGCAATCAGAGGATG ACACTTCTGGGGACCCTTTT 197

Ad02A17465 Aradu.A02 17465 p3 (CAT)6 18 88970930 88970947 TTGTTCCACCACTTTGGTCA GGAACTTGGAGAAAGCATGAA 271

Ad02A17466 Aradu.A02 17466 p2 (TA)6 12 88971759 88971770 AGCCAATTCCCGATTAACCT ATGAGGCCACCAATACCAAC 280

Ad02A17470 Aradu.A02 17470 p2 (TA)8 16 88983194 88983209 TGATGAGGTGGTGAAATTCAAG GACGGAAAATTAGCGACGTT 277

Ad02A17471 Aradu.A02 17471 p2 (AT)8 16 88983504 88983519 TGGCGTATCCGTTGTAGTGA TTTTTGGGCTCAAACAAACA 259

Ad02A17472 Aradu.A02 17472 p2 (GA)8 16 88984647 88984662 TAGTTTTATGGGCCAGCCAC CGCTCGCTCTCTTCTCTTTT 118

Ad02A17473 Aradu.A02 17473 c (CT)9cat(TC)8 37 88986100 88986136 GTCGGGTTGGAAAATTCTGA CAATGGACAAGAGGGAGAGC 226

Ad02A17474 Aradu.A02 17474 p3 (ATA)23 69 88988126 88988194 AACAGCTCGTGTTTATGCAGTC TGATTGGATACTTTAATCACATAAAAA 273

Ad02A17475 Aradu.A02 17475 p2 (TA)12 24 88989040 88989063 AAGCTCCACATTCAAGTGGTT TCACATGTAACAATTTAAACTCTCATT 235

Ad02A17482 Aradu.A02 17482 p3 (TAT)17 51 88999591 88999641 CAGTTTCCGTATCCACCTCAA TCCTCTCAAGTCTCACCAACAA 273

Ad02A17484 Aradu.A02 17484 p3 (TTA)6 18 89000476 89000493 AAAAATGGTGGAGTTCTAGTTTTG TGCCAGAAGAGGCTGTAGGT 266

Ad02A17486 Aradu.A02 17486 p3 (TAT)17 51 89002596 89002646 TCACTGCATGAATTGGAAAG CGTTTTCAACGTTCTCCAAC 271

Ad02A17487 Aradu.A02 17487 p3 (ATA)5 15 89003430 89003444 TGAACTTTTTCTTTTAGACACCAAA TACCTACCTCTTTGGCGGTG 224

Ad02A17491 Aradu.A02 17491 p3 (TTA)6 18 89010063 89010080 TGCATACATAAATGTCGAATATGA TGCAAAACCCTTATGCAAGTT 280

Ad02A17494 Aradu.A02 17494 c (T)10cc(A)13 25 89015737 89015761 AGGCTCCAACTTCTGACCTG TTGATTAAGTAAACCAACCCTTACAA 232

Ad02A17496 Aradu.A02 17496 p3 (CCG)5 15 89020086 89020100 CACTTGTTGATCGCAACCAC TCAATGTTGATTTCGGCAAA 212

Ad02A17500 Aradu.A02 17500 p3 (ACA)6 18 89027541 89027558 GGTGAGGCTGGACAAAAGAA AATGGCGTCGTTTGATTCAT 246
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Ad02A17501 Aradu.A02 17501 c (T)12cgaaaaaactctccccctcaccttataaattcgtgtttggcttcctctttccaccacaccattcgaatttcctcttc(CT)7103 89048804 89048906 CCCTTTTCTCAATTTCTTTCCA CGGAAAAGCACACCAAACTT 207

Ad02A17502 Aradu.A02 17502 p4 (TTTC)5 20 89068933 89068952 AGCTCGTCCTTCCTTCTTCC CTAAACACACGCACCCACAC 106

Ad02A17503 Aradu.A02 17503 p2 (TC)7 14 89071766 89071779 ATTCAGTCTGGCTTGGCTTG AGCTCTGATATAGAGAGAAAGTTCTGA 278

Ad02A17505 Aradu.A02 17505 p2 (TC)6 12 89072282 89072293 CCTGGCCTGAAGCCTATTAAA CAACTTGATACCACACAGTAAAGAGAA 278

Ad02A17508 Aradu.A02 17508 p2 (TG)8 16 89078826 89078841 TCTCTCCGGCCTGATACCTA GCCATCTATCTCCATGCCAC 195

Ad02A17510 Aradu.A02 17510 p2 (AT)8 16 89080806 89080821 TCTCTCTCTCTGGCCTGATACC CTTCATTCCCCAGACGATTG 242

Ad02A17512 Aradu.A02 17512 p2 (TG)16 32 89096018 89096049 CTTAGCGTTGGGTCAGGGTA TGCCCAGAATAAACCACACA 235

Ad02A17514 Aradu.A02 17514 p2 (TC)6 12 89097872 89097883 TTGATAGTTGGGGGAGGTCA CAAGGCTCTGATATAGAGAGAAAGC 215

Ad02A17515 Aradu.A02 17515 p2 (AT)10 20 89098024 89098043 TTTTTCTATTCTCTCTCTCTCGCC CAGAAAACAGCCAACCGAAT 269

Ad02A17519 Aradu.A02 17519 p2 (TC)6 12 89124562 89124573 CGAGGATAACTCGGCAACAT AAGATGATCGAGGATGTCGG 213

Ad02A17520 Aradu.A02 17520 c (A)10taatattagttttgaatagagcggtaaaatgagcggttcgtcatgagttgcgggctaaaat(A)1081 89128974 89129054 TCCCAATACATGCACTAACG TCATTTAAAATACGAGCCAACTCA 226

Ad02A17521 Aradu.A02 17521 p3 (ATA)6 18 89132299 89132316 GCCACCAATCATGACAACTG AGGCAAGTGGCAGGAATAGA 271

Ad02A17526 Aradu.A02 17526 p2 (AT)6 12 89144190 89144201 GGCAGGAAGCAACTGCATTA TGCATGAAACTTTGGTGGAG 274

Ad02A17531 Aradu.A02 17531 p3 (AAT)6 18 89150860 89150877 CCTAACCTCCCACTTGTTTCA TGCCTTGCATCACTGTCTTC 260

Ad02A17532 Aradu.A02 17532 p2 (TA)7 14 89154579 89154592 GGTTCAGATTTGTGGGGTTG CACGTGGGATTTTTAGGCAC 227

Ad02A17538 Aradu.A02 17538 c (ACC)7acattatcatcatgg(TCA)5tc(CAT)7aacagaaccaccaccaccactagaac(CCA)6attttaaaatcatcatgg(TCA)5151 89169604 89169754 TCAACCACTACCACCACCAG TGCTGAAATTTTTGTTGTGGA 215

Ad02A17539 Aradu.A02 17539 p3 (AAG)5 15 89169869 89169883 TAACAGAACCACCACCACCA CACCTCTTCTTCTTCCGCC 246

Ad02A17540 Aradu.A02 17540 c (T)13a(T)10 24 89170114 89170137 GCGTCCATGAAGACCGAT TGGTCTCCAAAATTTCAGTTTGT 278

Ad02A17541 Aradu.A02 17541 p2 (TC)9 18 89171554 89171571 ACCGTGCTCACCCGTATATC TCGTGGAGTTTTCTGCAGTG 254

Ad02A17548 Aradu.A02 17548 c (TA)9atg(T)10 31 89176670 89176700 TTCTTCCACAAATCCACTTCG GTTCGTACCTGAACTCCCCA 263

Ad02A17549 Aradu.A02 17549 c (T)10ggtcgaaaatgattgaatcctttcaacaaataagagtttacatggttcg(GA)773 89179705 89179777 TGATGCAATCAACCTTGTTATGT GCCAAATCTTATAAAGCCAACC 251

Ad02A17555 Aradu.A02 17555 c (A)10gataaaatacatctaaaaaatctatgttctttttttcctctcatacctgtatttttctttttcttctaatggtgatgag(T)1099 89202566 89202664 AAATGAACAAGTTCTTGGTAAACA CTTTTTGAACCATAAACTTTAAATCA 267

Ad02A17559 Aradu.A02 17559 p3 (CTT)5 15 89205577 89205591 ACCAGCCAAGAAACAACCAG GAAGTGCGGATGTCTTCTCC 215

Ad02A17560 Aradu.A02 17560 p3 (TCC)8 24 89215503 89215526 AAAGGTTGAGGGCCTGGTAT TAGTGGCGGTTACAAAACCC 251

Ad02A17562 Aradu.A02 17562 p2 (TA)6 12 89218697 89218708 GGAAAACTTGTTTTTCGTGTCTTT CAACATTTAGGTGAAGCAAACC 277

Ad02A17565 Aradu.A02 17565 p3 (CTC)9 27 89220725 89220751 AAACACGCGCTTTCTCAACT CCAAGATGAGGATGAAACACG 188

Ad02A17566 Aradu.A02 17566 c (CT)6cccctacccctctttctctccctctcttttcttttgagagc(GA)8agggggagcaagggagaggggagaaaaaggaaagagagggagagagagtgagaggaaaaggga(AG)7146 89222252 89222397 GCATCTCTCTCTCCCCCTCT TCCCTCCCTTCTCTCTCTCC 248

Ad02A17567 Aradu.A02 17567 c (GA)7ggaagagagaaggaaggagagaggaagga(AG)1777 89222502 89222578 AAGAGAGAGAGAGAGGAGGGG CTTTCTCTTTTCCCTTTCTTCC 228

Ad02A17568 Aradu.A02 17568 p3 (TTA)15 45 89224495 89224539 TTTGTGGCATGAATTATATGAGAG CAATGATTCTAAAAATATTAGGGCA 232

Ad02A17570 Aradu.A02 17570 p3 (CCT)7 21 89227871 89227891 TTCAGGAGGCTAAGGCAAAA CACAAAAGGCTGAGAGGGAG 113

Ad02A17571 Aradu.A02 17571 p3 (TAA)14 42 89235666 89235707 CAAAATTTTCAGAGTTTGAACACA CCCCTGATTTGTAGCATGAA 280

Ad02A17575 Aradu.A02 17575 p3 (TTA)7 21 89248145 89248165 ATGCGTGTGTCTTGCTAACG CATAAATTTAGGTTTGTCATTCTGAT 227

Ad02A17580 Aradu.A02 17580 c (CT)17aactcgtatgg(T)23ggacctggtgtaggccggacacccggcccacaccctaacagaaccgagccccacacccgcccgcctaactatcctaattcaaacaacagattac(CT)6174 89272179 89272352 TCCCAAGCCTCTGAAGATGT GCCTCTTCTGGTTTAGTGCG 268

Ad02A17582 Aradu.A02 17582 c (T)10gagttaattgttaaaataacttctaaaaaatcatgtgtgtcaatttattttttgaaatattatagatgtcaaattgaatct(A)10101 89274550 89274650 GGACCCCTCCAAAAATATTAAA TGGGATGAGTTTCATCAGAATG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A17583 Aradu.A02 17583 p2 (TA)9 18 89277168 89277185 AAATTGCTGTTTTCGGGTTG GCCAGCTTAATGTTGGATCA 259

Ad02A17601 Aradu.A02 17601 p2 (CT)6 12 89326944 89326955 GCCTCACCCGTTTGAAATAA GCAAAAGATACTCCGACGCT 255

Ad02A17602 Aradu.A02 17602 p2 (CT)7 14 89336339 89336352 GCCTCACCCGTTTGAAATAA GCAAAAGATACTCCGACGCT 257

Ad02A17620 Aradu.A02 17620 p2 (AC)7 14 89379041 89379054 AGCACGTTAGTTGCGTGTTG TGGTGTCGATCTGAACTGTGA 188

Ad02A17622 Aradu.A02 17622 p3 (GTT)6 18 89383901 89383918 TTGTTGGCACGAGAATCAAG CCAACAAAAGGGTACCCAAA 115

Ad02A17623 Aradu.A02 17623 p3 (ATG)5 15 89386015 89386029 CCCGGCCAATATTCAACATA ATTTATGGCCAAGCACCAAA 229

Ad02A17629 Aradu.A02 17629 p2 (TA)6 12 89399354 89399365 AAGGAGCTTTGAAACAATTCAT AGCAATGCTTTTGCTATTTTAAG 277

Ad02A17630 Aradu.A02 17630 p3 (CAA)7 21 89400269 89400289 CCGAATTATCCAGCCATGTT ACACTCCGTCTGGATGAACC 261

Ad02A17631 Aradu.A02 17631 p3 (CAT)5 15 89401944 89401958 AATATTCATGGCCAAGCACC AATGCTGTTATGTCCCCAGC 246

Ad02A17632 Aradu.A02 17632 c (A)11gaaaaaaaagaaaaaaaacaagaaat(A)1047 89404127 89404173 TCAGGGGATTCTGAAGATCG GAAGACGAAGTTGGACTCGC 120

Ad02A17633 Aradu.A02 17633 p3 (CAA)5 15 89415802 89415816 CCGAATTATCCAGCCATGTT ACACTCCGTCTGGATGAACC 255

Ad02A17635 Aradu.A02 17635 p3 (CAT)7 21 89417467 89417487 AATATTCATGGCCAAGCACC TCTGCAACGCTGTTATGTCC 251

Ad02A17636 Aradu.A02 17636 p3 (CAA)6 18 89419376 89419393 CCGAATTATCCAGCCATGTT CTCCGTCTGGATGAAGCAAT 255

Ad02A17642 Aradu.A02 17642 p2 (TC)10 20 89446771 89446790 GCTCCCTTCGTTCTTGACAG AAGAGAGGGGAAGGGAGATG 245

Ad02A17646 Aradu.A02 17646 p3 (TTA)9 27 89452243 89452269 GCACATTGCACTCCAACAAC GCAATTTGGCTTTTAAATTGGA 187

Ad02A17650 Aradu.A02 17650 c (A)10tgattttgcttctcagtaaataataataagtgattattattaattatagaaacgtgctcattattattagagtgtg(A)1197 89456056 89456152 ATGAATCTCCGAAGAGCGAA TTCAAAACACACCATCCACC 259

Ad02A17652 Aradu.A02 17652 p3 (ATT)11 33 89458152 89458184 CACCCTCTTGAGATTGGGAA AACTCCATGAGCCTTGTGAAA 268

Ad02A17653 Aradu.A02 17653 p3 (CTT)6 18 89460775 89460792 TGAATAATGGGAAGTGCAAGC CAATCAGAAGCTTTCAGCCA 228

Ad02A17655 Aradu.A02 17655 p3 (TTA)19 57 89464013 89464069 CGAGGGATTAGGATTGGGAT TTTTCTAATACATTAACCCTTCACAAA 276

Ad02A17656 Aradu.A02 17656 p2 (AT)9 18 89464700 89464717 ATGATTATCGCCTTGTTGGG AAGCATGGGCATTAAGGTTG 268

Ad02A17657 Aradu.A02 17657 c (A)10caaaaaaaaggaaaaaagaaaacattac(A)1250 89464964 89465013 CAACCTTAATGCCCATGCTT TTCAAAGGAATGCAAAAGGC 163

Ad02A17668 Aradu.A02 17668 c (TTA)7tttttatatggtttcaagaatggaaattctttttattctgttttttgtttgtttcttgtttgtttgtttgcttatc(T)17114 89490173 89490286 GGCCGTAATGTTTAGAAGTCG AAAGCACATTCATGGAAGACG 255

Ad02A17675 Aradu.A02 17675 p4 (TTAT)5 20 89519283 89519302 GGTTCAATGCTGAATACAATGC GGTGGGTTGGTAACTGCAAC 144

Ad02A17678 Aradu.A02 17678 p4 (GTGA)6 24 89521156 89521179 GTGGACCTTTCATTTGCCAC AACAATGTTTGCATCCGTCA 249

Ad02A17679 Aradu.A02 17679 p3 (TTA)8 24 89521289 89521312 ACGGTGACTATCGTTTGGCT TATGAACCACGAACCTGCAA 259

Ad02A17681 Aradu.A02 17681 p4 (TTTA)5 20 89526710 89526729 GTCAACTTGGGGTGCTCAAT AAAAGGCTCTTCGTTCCAAA 111

Ad02A17686 Aradu.A02 17686 p3 (ATA)6 18 89536869 89536886 TTTGAATTTTGGAAATGGGG GAGGGGTAAAAACAAAAGCCA 147

Ad02A17687 Aradu.A02 17687 p2 (AT)7 14 89537056 89537069 GCTTTTGTTTTTACCCCTCCA TCGGCAGCAAACTAATAGGC 199

Ad02A17689 Aradu.A02 17689 p3 (ATA)6 18 89548207 89548224 TCAATTCAATTTGGTGCGTC TCCTTTTTGAGAAGACACAAAGC 210

Ad02A17690 Aradu.A02 17690 p3 (ATT)14 42 89548349 89548390 ATTCAATTCGATTTGGTGCG TGAAAGTACCCTGTACCGACG 208

Ad02A17692 Aradu.A02 17692 c (TA)6agatatagctcgtctgtcatgactaattcttatgcttttatcaaaggatgttaagac(A)1079 89550278 89550356 TGAGAGGATCGATTTCCAATCT CCGATGGTATTTTAAGACAATTGAA 220

Ad02A17694 Aradu.A02 17694 p3 (TGG)5 15 89554170 89554184 AGTTGGACCAGCATGAGAGG TTCTTTCTCCCACCACCATC 268

Ad02A17697 Aradu.A02 17697 p2 (AT)7 14 89556460 89556473 ATATCAGCCACCGGAACAAG AATTCTCTTAACCACGCCGA 186

Ad02A17698 Aradu.A02 17698 p3 (TAT)5 15 89561044 89561058 TTGCAGCAGTTATTGCATTTTT TGTGTTGCTTCTTCAGTGCAT 252
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Ad02A17703 Aradu.A02 17703 p3 (TAA)6 18 89575401 89575418 GCAAAATTGCAAAAGCACAA CAAGAGAAGGATGGAGTGGG 236

Ad02A17706 Aradu.A02 17706 p2 (GA)6 12 89580055 89580066 GGGCTCATAGCAAAGGTGAC TCCGTCACTGTTCACAGCTT 200

Ad02A17710 Aradu.A02 17710 p3 (TAA)5 15 89586514 89586528 GTGGGACAAATAACGGCTCT AAGAAAAGGGTGGAGTGGGT 278

Ad02A17714 Aradu.A02 17714 p3 (TAT)10 30 89602670 89602699 GATGGGTGATGAAGAGCCAC ATCAAAATGAAGGGTCCACG 257

Ad02A17716 Aradu.A02 17716 c (A)10ttaatatttaactc(TA)636 89604265 89604300 TTTGTTGAGACGTTGATACTCCA TAATCAATGCATCAGCGTGG 229

Ad02A17719 Aradu.A02 17719 c (TCT)5ttggtgtgtcattagattaaa(T)1046 89611825 89611870 TCTCCTCCTCTGTTTCCTCTG TCCCAAATGGATAAGCCAAA 275

Ad02A17725 Aradu.A02 17725 c (A)10gaaaaatcaaagaaaaaaaaatggaaaagatg(A)1052 89626069 89626120 TAAGGGAAGGGGGAGAGAGA CTGAACCAAACTGCTTTGTCAT 259

Ad02A17729 Aradu.A02 17729 c (T)12atttgttgaatagtgaaatttaaacttctaatacttaattaaataaatgaataaattaattattcgaacaatttaaattgattaaaaatatcg(TAT)7126 89633527 89633652 TGACCATGGTTGGATGATTG TCTTGTTTTTAGTTACACACAACTTCA 215

Ad02A17730 Aradu.A02 17730 p2 (AG)8 16 89634162 89634177 CACCACGCCACCTTTTAAGT GAAACCAGATCTCAGCAGCC 205

Ad02A17732 Aradu.A02 17732 c (T)12catttgttgaaacaaaagacaaacaaaatttgtgtactttggttcttgttattgggaagttatgtagtcccacaaagtt(ATG)5106 89634712 89634817 GGGGAACTAATGATTGGTGTG CAGAAATCCCTATTTTCCCCA 254

Ad02A17737 Aradu.A02 17737 p2 (TA)8 16 89638838 89638853 TGAATCATGCTACACAACCAA TGTGCTGTCCTTTTCATCCA 265

Ad02A17742 Aradu.A02 17742 p2 (CT)6 12 89646276 89646287 TTTGCCACCAAAGACAACAA AATGGCGGAACAAAAATCAG 274

Ad02A17743 Aradu.A02 17743 c (TA)7ttatgatgcaataggcagaacaaagcaaaattattatgttagtgcttaaccttttttgctttctttcttc(T)1397 89648495 89648591 TTCCCTTGCTTTTTGATTCATT GAATGGAAATAGTTTTACATGGCA 273

Ad02A17745 Aradu.A02 17745 p3 (TTA)14 42 89650546 89650587 CATGGGCAGTTTTGTTGTTG TGTTAGTCGTACCGTAAGTTTGG 274

Ad02A17746 Aradu.A02 17746 p4 (AATA)5 20 89650977 89650996 AGCACCTTTGGAATCCCTTT TGGTGGTGGAAGTCTTGAGAA 257

Ad02A17748 Aradu.A02 17748 p3 (ATT)6 18 89652395 89652412 CCGTCACTTGTTTAAGCGGT GCCTAATTGCCCAACATGAC 258

Ad02A17750 Aradu.A02 17750 p3 (CAA)5 15 89655201 89655215 TTTCACCCAGACCTTAGGGA AATTCATGTAGCCGACCCAC 156

Ad02A17751 Aradu.A02 17751 p3 (TAA)12 36 89656450 89656485 GAGTGGAGTGGAGTGCATGA TTACCTAGGCTTCCAACGGA 221

Ad02A17752 Aradu.A02 17752 p2 (TA)6 12 89658069 89658080 TTGTCTTTGTGTTTTTCTTTTCCA TTCCTGTGCATGTTGCTTTC 267

Ad02A17757 Aradu.A02 17757 p3 (TGA)6 18 89663150 89663167 TTCCAATGCCCTCTTTCATC ATGGCAAATCTTCCAAAGCC 174

Ad02A17759 Aradu.A02 17759 p2 (AG)8 16 89666150 89666165 TTGGGGCAACAAATCAAAAT TTTGTTTTATTGGGGGATGG 142

Ad02A17760 Aradu.A02 17760 c (T)10ctctctctgtcttatctcaatagccaaagagactttcaaaaaaacaaatcc(AG)877 89666583 89666659 TGACTTCATTGCTGCCAGTC GTTGCTTTTTCCTTAGCCCC 141

Ad02A17761 Aradu.A02 17761 c (TA)6tgtatgtctgtgttgtgtttgagagagagaggaaaaggaacaaaggaagggacagagtttgttgtgtgtatgtgtggaatgaaagaagaaggtg(GA)15aagatcagagttagaagggtgagtgagaaggaagcgaaggatatgaagggg(GA)9205 89666824 89667028 AGAGAAGTGCTTGGGGTGTG CGTTCATCTCCGTCGTTTCT 264

Ad02A17763 Aradu.A02 17763 p2 (GA)6 12 89667683 89667694 TAGCAACCCGGATCCAATAA AAAGAAAGGCTTCTGCCACA 169

Ad02A17770 Aradu.A02 17770 p2 (AT)11 22 89693239 89693260 CTAAGCCTTACCTCGCGTTG GTGAGCCGTTGCTGGATTAT 254

Ad02A17771 Aradu.A02 17771 p2 (AT)6 12 89693802 89693813 TTGCGACCTGCATCTAAAAA CGCATGGAAGATAGGTTGGT 267

Ad02A17773 Aradu.A02 17773 p2 (AT)8 16 89702288 89702303 GGGACTTGGCAGATTTTTCA AATCACAAAGTCAATGTGCCA 226

Ad02A17774 Aradu.A02 17774 c (C)24(A)10 34 89702500 89702533 GTGGCACATTGACTTTGTGA TCCTCCCTTGTTTAGCCCTT 228

Ad02A17776 Aradu.A02 17776 p2 (TA)8 16 89705872 89705887 AGGGGTCCAGAATCCAAAAT AGGATAACCATCCGAACACC 184

Ad02A17780 Aradu.A02 17780 p3 (TTA)5 15 89712749 89712763 CCCGCATCTCCACTTTATTT CAGAAAACCCTTGTGCCATT 196

Ad02A17781 Aradu.A02 17781 p3 (GAG)6 18 89720701 89720718 CGGTTGAGAGGGAGTTGAAG GGCAAAGAAAAACGCTCAAG 166

Ad02A17785 Aradu.A02 17785 p2 (TA)11 22 89737704 89737725 TTTCACATCACCATTGCAAAA TGTCTTGGAAAAGTTTTGGTTG 214

Ad02A17790 Aradu.A02 17790 p3 (TAT)15 45 89747294 89747338 AAACGCAAACATAAAAGAGACCA CCAAATTCAGGTTCGATTTTTC 207

Ad02A17792 Aradu.A02 17792 p2 (GA)11 22 89748676 89748697 CAACATCGGAGACCGAAAAT ACTAACCCCGGCATTTCTCT 269
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Ad02A17793 Aradu.A02 17793 p2 (AG)13 26 89748848 89748873 AACATCGGAGACCGAAAATG CGTTACCATCACTAACCCCG 278

Ad02A17795 Aradu.A02 17795 p2 (TA)8 16 89752584 89752599 ATATCCCGGTGGTTGACTTT TTTTTCAAAATCAAACTACGTCTAAAA 261

Ad02A17796 Aradu.A02 17796 c (T)10c(T)11ctcttctaagctatttgattcattttcttttatctgtgtcagccaaaagaaaaatataagaaattttcataatgagaaataaaagagct(A)10121 89753247 89753367 TGACCATTTGCAGGGAAATTA TGCTTGGCATCTTGATTTCTT 278

Ad02A17797 Aradu.A02 17797 p3 (CAT)9 27 89753591 89753617 CCTTGTTGGGTGCTGTTCTT TGGTTTGTGAGATTTCAAGGG 248

Ad02A17799 Aradu.A02 17799 p4 (AAAT)5 20 89759472 89759491 GGGACTAGTTTGGTGCAGGA TGAACCATCCATCAATTAGAGGT 266

Ad02A17801 Aradu.A02 17801 p4 (AAAT)5 20 89763559 89763578 CAGATGCCATGACAAAACCA TGAACCATCCATCAATTAGAGGT 280

Ad02A17806 Aradu.A02 17806 c (A)10ggataaaaaaagagagagaataaataaatatataaaactataaaagagtgtttta(T)1075 89770055 89770129 ACAACCGCACCTTCTGATTC TGCATGTGTTTCTGTTGCATT 143

Ad02A17808 Aradu.A02 17808 c (A)12gtttctatgggtgttatcaacttgcacacacacacgattaatactgtttccgcttcc(T)1281 89773941 89774021 CAGTTTCTCTTGGTTTTCATTTAGC CCATTGTCGTCATTTTCGTG 203

Ad02A17809 Aradu.A02 17809 p2 (TA)7 14 89788315 89788328 CGTTTTTATTACGGCAGGGA TGAGGAGTAATTTTCTACGGTCAA 186

Ad02A17816 Aradu.A02 17816 p2 (AT)6 12 89810436 89810447 TCTGTCGCGTCAGGGTATATT CAAGGATTTGGCTTCTTCTCA 266

Ad02A17817 Aradu.A02 17817 p3 (ATA)13 39 89813145 89813183 GGTTTGACTTTATGTTTTTGGATCA CAATCCTATATATTCCCATCCGA 237

Ad02A17818 Aradu.A02 17818 p4 (AATA)5 20 89814064 89814083 CTCAATTATTCACAATACAAACACAA GGACGCGTGGCAGTAAGTA 248

Ad02A17820 Aradu.A02 17820 p3 (ATT)6 18 89816421 89816438 AGCAATCAATCACGAGGTCC TTTTCAATTTGGAATTAGCCA 276

Ad02A17822 Aradu.A02 17822 p3 (TAT)5 15 89817372 89817386 GGAACAATGCAGTGGACAAA TGAAAATTCAGGCGGTTAACTT 121

Ad02A17824 Aradu.A02 17824 p3 (TTA)13 39 89819494 89819532 GATGATGAGCATGTGTGGCT TGTTTGAATCTCCCTATCTTCG 242

Ad02A17826 Aradu.A02 17826 p3 (TAT)17 51 89821684 89821734 TTTAAAATTTTTCAGATGGACCAA TTCCAATGAGGTTTTTCTTTTCA 226

Ad02A17827 Aradu.A02 17827 p2 (TC)8 16 89822431 89822446 ATGCAAAAACAAAGAAGCGG CGGAATTTAACGGTGGAAGA 198

Ad02A17830 Aradu.A02 17830 p2 (GT)6 12 89830022 89830033 GTTGAAGTGGGGGTGTCAGT TTGCTATTTGCTTTTGTTGGG 205

Ad02A17834 Aradu.A02 17834 p4 (ATTC)5 20 89832726 89832745 CCCACCACCACTTCTTTGTT GAATGAACAAAGGGAAGCCA 214

Ad02A17835 Aradu.A02 17835 p3 (CTT)7 21 89832917 89832937 TGGCTTCCCTTTGTTCATTC GGAGTGAAAGCAGCACTTCC 238

Ad02A17840 Aradu.A02 17840 p2 (AT)11 22 89843544 89843565 TTTTTGGGAGGCATGAAGAG AGTGTTGGACTTTTGGTGGG 251

Ad02A17841 Aradu.A02 17841 p2 (CT)8 16 89844015 89844030 GTCCTAGGAAGCTGTGTCGC AGATTGGGACCTGCATCAAC 216

Ad02A17842 Aradu.A02 17842 p2 (TA)6 12 89848732 89848743 CCTTTTGGAGTTAGGGCACA AGATATGAATCCGGCAGCAC 182

Ad02A17849 Aradu.A02 17849 c (TG)8(AG)10 36 89858066 89858101 TGATTTACCTTGAAGGAGGTTGA TTCACAAGACGCAACTCACC 159

Ad02A17854 Aradu.A02 17854 c (TTTA)6aacgtaaaactacgtcatttttaatgttc(T)1265 89862809 89862873 AAATGGAAGGTTCGGGAAAG TGATGATCGTGGAGATAAGCC 280

Ad02A17856 Aradu.A02 17856 p2 (AG)7 14 89868320 89868333 TGTTTGGCAAAAAGGAAAGC CACCACCAACACCATCTCTG 266

Ad02A17859 Aradu.A02 17859 c (TTC)8ctcttcttctttttcttcg(T)1053 89876084 89876136 AATGCGTTATTCAACCGTTTT AGCGCTTTGAAAACAGGAAA 127

Ad02A17860 Aradu.A02 17860 c (A)11cgagaaaacagagagaaaagaacgtaaata(AAG)556 89876633 89876688 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCGTC 138

Ad02A17861 Aradu.A02 17861 c (T)13ctatttc(A)10 30 89877318 89877347 CATGGTGCCTCAGAATGTTG TGAGACAAAGTTTTTGAGATATTGC 214

Ad02A17864 Aradu.A02 17864 p3 (ATA)7 21 89880565 89880585 ATTGCCAGCCAGCAATTTAT TGATTTCCAATTTCACATGTAACC 146

Ad02A17865 Aradu.A02 17865 p3 (TAT)5 15 89881624 89881638 TTTTGTATCATAATTTCTAATTGTTGC TTCGGCACGCTTATTAGAGG 161

Ad02A17866 Aradu.A02 17866 p3 (AGT)5 15 89881828 89881842 CCTCTAATAAGCGTGCCGAA TGGTTATCTTGTGTAATTGGGAGA 232

Ad02A17869 Aradu.A02 17869 p2 (AT)8 16 89890913 89890928 TTTAAAATCGTGACCATAGATTATTTT TGAAATTAATGGTGAGAAATTACACTT 279

Ad02A17871 Aradu.A02 17871 c (TA)6tcttatatatattatgaaggctcataacaatgtggcacc(T)1162 89897151 89897212 TCTTTCTTGAGTGGGACTCCAT TTGTTGACCCTCCAAACACA 162
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Ad02A17873 Aradu.A02 17873 p3 (ATA)11 33 89897968 89898000 CCCATTGACGGAACCATATT TTTTTGGGTTTTTATAGTCTCTCC 275

Ad02A17876 Aradu.A02 17876 p3 (TAA)7 21 89901215 89901235 TTCATAGCATTTAAGCCAAAATCA GGACAAAAGTTTGAGCCACG 186

Ad02A17877 Aradu.A02 17877 p3 (TTA)5 15 89904773 89904787 TGCAATTTTAATGAGAAACAAAAA TCCAAAATGCAATGGAAATG 264

Ad02A17879 Aradu.A02 17879 p2 (AT)9 18 89906308 89906325 TTCCCTCCTTTCTTTGCATTT TCTTATTTAATTTCTCTCTCACACACA 232

Ad02A17881 Aradu.A02 17881 p3 (TAT)13 39 89908283 89908321 AAGCCTAGAAAGCAGGGAGG CAACAACAATGCAAGCAAGAA 202

Ad02A17882 Aradu.A02 17882 p3 (ATT)20 60 89909840 89909899 CGTCAAAGGTAAATAGTGAAATCG AATTTTCCATTCTCAACCAACA 256

Ad02A17886 Aradu.A02 17886 p3 (ATG)5 15 89917251 89917265 CATTGCTTTGCGAGTTTTGA TCAGTGTGCAAGTGCAGAGA 209

Ad02A17897 Aradu.A02 17897 c (AAT)10(AGT)16 78 89964445 89964522 CACCTTAGACCTCCTTGTCTGC TGTAGGGGGAGAAGACATTTTT 266

Ad02A17898 Aradu.A02 17898 p2 (TC)6 12 89965546 89965557 AGAGTTGGCAGAAGTTGACAGA CAGCACCACCACCAGTTCTA 159

Ad02A17901 Aradu.A02 17901 c (AG)6gttgagacaaagatggctttcatgggattcttgtttttgcgcccatcaatttcgggttctcatagatgcacccctactacaagctaag(TA)6112 89970986 89971097 AAATACGGGGATTGTGATGG TGTGCCAATGCAAGGAATAA 234

Ad02A17902 Aradu.A02 17902 c (AAT)5ccgtcgtatcgtatccgttaaagtttataaattcagcagtgtggatttgacaaatttaaattttcatctaaatcttttttttcag(T)10110 89971417 89971526 GAGAAAGAGAAACCGAGCGA TGGAGCTAACCATGGAGTGA 267

Ad02A17905 Aradu.A02 17905 p2 (TA)9 18 89978156 89978173 GATCCAGTTTACCAGTCGGC ATAAGCTGGTTCACGTTGGG 259

Ad02A17906 Aradu.A02 17906 p3 (ATA)5 15 89978628 89978642 GGCATGTGATGTAATGGCAA AAAGGGTAATTTTTATCACTTTCCAA 253

Ad02A17912 Aradu.A02 17912 p2 (AT)10 20 89993645 89993664 CCAAATTGGGTCTAACTTGTTCA TGCAATGTCATCCTATCACACC 233

Ad02A17913 Aradu.A02 17913 c (TA)7tgtgttgtgtaacaaagatgttaaatataattatcacttgtttttttactgtga(T)1078 89994974 89995051 TTAATTTAAAGTGGTCCACCAAA CAAACAAAAGATAACCATACGCA 142

Ad02A17923 Aradu.A02 17923 p4 (TTTA)5 20 90003243 90003262 GGAAAAAGAACCTTCCGTCC GCAACAAATAAGATTGAGAGACCA 274

Ad02A17925 Aradu.A02 17925 p2 (AT)6 12 90007889 90007900 TCCTATGTTTTTAGTGCAGATCAGA CTATGTTAGGGGCGGGTTTT 125

Ad02A17927 Aradu.A02 17927 c (T)10acatatttatattatttatgtcgaacacccttgttctttgttattaaaaagaaacgttgaaaagt(A)1085 90010812 90010896 GAATTTCGAACTTTTATGACTCAACA TTTCGCTCTATTCTTGTCGTTTC 187

Ad02A17930 Aradu.A02 17930 p2 (TA)9 18 90012255 90012272 TTGCATAAAAATCAGCTATAAAATTG TTGGCTTTTGATTGTACGAGAA 226

Ad02A17949 Aradu.A02 17949 p3 (TGA)5 15 90064497 90064511 ATCAGCATCAGGAGACACCC ACAACCAATCTCCTGGCATC 227

Ad02A17950 Aradu.A02 17950 c (CT)6a(TC)11 35 90065693 90065727 GCATAGAGAGGAAGGACCCC TTGCTGAAGATGAAATGCTTG 169

Ad02A17954 Aradu.A02 17954 p2 (AC)6 12 90079231 90079242 TGCCAAGTGCTAGAGTGCAA GGGCACAATATGGATTGAGG 188

Ad02A17955 Aradu.A02 17955 p2 (AG)8 16 90081144 90081159 AAAAAGCTCGCGTTTCAATG TCCTTTCCCTCAATCAATGC 220

Ad02A17964 Aradu.A02 17964 p3 (AAT)8 24 90098265 90098288 TTCAGCATTTATTGATTGGCA TGTGTGTGGTTTGTGCATCTT 264

Ad02A17965 Aradu.A02 17965 p3 (ATG)6 18 90098919 90098936 TGGATTTCCAGGTTGGTTTC GGAGAATGAAGAACAGCAACAG 163

Ad02A17969 Aradu.A02 17969 c (A)10ttaacctcacaaatttatcaa(TAT)1061 90106146 90106206 GGCCCAGCAATAAATGAAAA TTTCTTACCAAATTCAAAATCCA 192

Ad02A17983 Aradu.A02 17983 p3 (TCT)5 15 90153104 90153118 GCAACGTGTCTGTGTTTGAGA ATTTGCAATTGGAAGCAACC 248

Ad02A17984 Aradu.A02 17984 p3 (TAT)10 30 90154285 90154314 TGGTTTAGTTGTTTTGCTTCTTTG CCCCCTTTTCCAAAATTAAA 237

Ad02A17985 Aradu.A02 17985 p3 (AAT)5 15 90154666 90154680 TTGGCCTCTAAATAAGCATAGC ACGGTTAATTCATGGGTCGT 254

Ad02A17987 Aradu.A02 17987 p2 (GT)12 24 90161594 90161617 TTGGGTTCATATTGGACGGT CACCAACTCAAGCCCAATTT 152

Ad02A17988 Aradu.A02 17988 c (A)10ctattatcataaaaagttagctattatggtaggagtggagtccaaaaacttttaagg(T)1178 90166228 90166305 TCACATCATACAGCAATCATCA GATTGGCACGCCTCTCTAAG 238

Ad02A17990 Aradu.A02 17990 p3 (TAA)5 15 90169925 90169939 CTTTGGCATAGCGGCATATT TGCATTAATCACTTTTATGATGCT 237

Ad02A17991 Aradu.A02 17991 c (A)11taaaacatctgattttaggggaaaaaattggacaaaaaagaccacttctagatat(A)1379 90170884 90170962 CGTTTACGACCAGCTTGACA ATCCATTGACCTGACCCAAA 197

Ad02A17994 Aradu.A02 17994 p3 (ATT)5 15 90171856 90171870 TGAGAAGATGCGAGATTCCA CACTCGGTTCTATGCCCAAT 222
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Ad02A17995 Aradu.A02 17995 p2 (TA)6 12 90172209 90172220 ATAAAACGCGTCAAGTGCGT AAGTGCCTTGAAACCAGGAA 170

Ad02A17996 Aradu.A02 17996 p3 (TTA)7 21 90172831 90172851 CCTCCTAGTGATCGGTGCAT GAACCGCCAATTTCTTTTGA 116

Ad02A17998 Aradu.A02 17998 c (A)12tacaagaaattgtagtgtttaatttttatgtattagttttgtataaattatttatttctatacatgaaaataaaaaattgatc(AT)8111 90174455 90174565 TGGTCTGTTGTTAAGCGAACC CACACAAGGTCCCTAGTCCC 274

Ad02A18002 Aradu.A02 18002 p2 (AT)10 20 90180052 90180071 TTCATTAACCTACGACATGAGCA TCGTCCACTATGGAATGCAG 271

Ad02A18003 Aradu.A02 18003 c (T)12aaatacttataaattttacaatctacaatctccattaggtctttattacctcatcggtccaaataca(T)1089 90183698 90183786 TGGACATTATGGGATTTTGTGA TTTTTGTGAATTTAAGGGAGGA 270

Ad02A18004 Aradu.A02 18004 p2 (TC)9 18 90186484 90186501 AACAATTTCGACGACTTCGG GTCAAACAGGGGCAGAAAAG 276

Ad02A18005 Aradu.A02 18005 p2 (TG)6 12 90191827 90191838 TGGTCGAACCTCTTGCTTCT CGAGGTAAAATGCCAATGCT 206

Ad02A18011 Aradu.A02 18011 p2 (TA)11 22 90198306 90198327 TGAAATGAAGGATGGTGGCT TACTCGGTCAGCCCCAATAA 214

Ad02A18012 Aradu.A02 18012 p4 (TATT)7 28 90199246 90199273 TGTACTCACACCCTTGTGCC GCTAGAATCCAAATGCCTGC 203

Ad02A18013 Aradu.A02 18013 p2 (TA)6 12 90199924 90199935 TCCCTTAGAAAATTAAGGATCGG TCACATGGTGGTGATGATCC 271

Ad02A18014 Aradu.A02 18014 p2 (TA)6 12 90200665 90200676 TCCCAAATAAGCATATAACCCTAAA AAAAGCAAACAAACTTCCCAAA 243

Ad02A18016 Aradu.A02 18016 c (T)10aaattttaggtcaattactatttcaaccattcaaccttcttaaattgcctttaaattagtgagatattaa(TC)17114 90203566 90203679 TTTTAAAAGTTCAATTTTCGTCTTG TGAATTCGCAATCTTTTAGATGAG 256

Ad02A18019 Aradu.A02 18019 p2 (TA)11 22 90210512 90210533 TCTCAACCCTAGCCGTATCC CTACCCTACCCTACCCGCAC 268

Ad02A18021 Aradu.A02 18021 p3 (TTG)5 15 90250077 90250091 CCAAAGAGATGAGCTGAGGC AGCTGCTCAGAATCTCAAGGA 242

Ad02A18022 Aradu.A02 18022 p3 (TGA)6 18 90252344 90252361 CACCACCAACAACCGTCATA TGAAAATGACGAGCTCAACG 144

Ad02A18024 Aradu.A02 18024 p2 (AT)6 12 90256142 90256153 CTGGTTCGGGTCTTGGATTA ACCAGGACCTGCATCTGAAA 267

Ad02A18025 Aradu.A02 18025 c (CACACG)5cc(CA)848 90256594 90256641 CATCCGATCGCGATTTTTAT TCCATTCGAGGTAGTCCCTG 262

Ad02A18026 Aradu.A02 18026 p2 (AC)6 12 90256828 90256839 CAGGGACTACCTCGAATGGA GGGAGTTTTGCCATCCCTAT 191

Ad02A18030 Aradu.A02 18030 c (AT)6aaagatttaatcaaaaattttatttttgaaagtaatgtagc(T)1164 90262587 90262650 TCAAGTGTTAGACATATTCATCTCG CCAAACAACCACCTACGCTT 202

Ad02A18035 Aradu.A02 18035 c* (AATT)6(TAA)16*71 90265672 90265742 TGCATCCACGCTAAGCAATA TTTTGAACTTCTGGCCTTGG 211

Ad02A18036 Aradu.A02 18036 p3 (CTA)5 15 90266094 90266108 TTGTCAGCGTGGTTCTTTTT AGGTTACGAGAACCTTCGCA 253

Ad02A18037 Aradu.A02 18037 p3 (ATT)5 15 90266315 90266329 GGTTCTCGTAACCTTGGCCT TTTTTGCAAATAATACAATCAATCA 278

Ad02A18039 Aradu.A02 18039 c* (ATT)5(T)10* 23 90273550 90273572 GCAACAAAAATGAGAATGAGCA TTGTTCTTTTGGGGTCTATGC 280

Ad02A18043 Aradu.A02 18043 p2 (TC)7 14 90289404 90289417 TCCTCCTCCAACAACAACAA CCCTTTCTGGTATCGACGAA 140

Ad02A18044 Aradu.A02 18044 p2 (TA)9 18 90294805 90294822 CTGGGCTATGCCCTTGAATA TTTGGGTGTTTCTTTGCTCC 174

Ad02A18048 Aradu.A02 18048 c (T)10atcttattaac(T)1233 90300643 90300675 GAGAGACTCGAACTTGGGACC GCTGGCTTCTCTTTCAGCTC 271

Ad02A18049 Aradu.A02 18049 p2 (CT)6 12 90300961 90300972 CTCAATCAGCGCCTTCCTAC GATGGCTGTTCAGAATGCAA 216

Ad02A18058 Aradu.A02 18058 p2 (GA)7 14 90317352 90317365 GTTGGGATTGGATGGTTGAG TCCACAAAAGTTGAAAACGC 205

Ad02A18062 Aradu.A02 18062 c (TTC)5tctctcgggttaagtaccttctagaatatgctccttgtgcttaccaaatttat(TTA)5(T)1194 90326496 90326589 TTGTTTGTTGAGCGACACTTC TCATGTCGGATTAGGAGATAACAA 221

Ad02A18063 Aradu.A02 18063 c (TTAT)5tatta(T)1035 90326709 90326743 TGCTCCTTGTGCTTACCAAA TTGAAACATTCCGTCATCCA 261

Ad02A18065 Aradu.A02 18065 p2 (AT)8 16 90330728 90330743 TGTGCTTGAATCCTTGTTGC TTTGCTCCCTTAGCTTATTTCTG 265

Ad02A18068 Aradu.A02 18068 c (TA)7gtgcttcaaacaatacagtgccaacctcgaaatggaaggcaagtaatgcaaaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)15119 90339777 90339895 TATTCCACATCAGCCACCAG CGTCACACGTTCCCTCATAG 280

Ad02A18070 Aradu.A02 18070 p2 (AT)6 12 90343951 90343962 AGCTAGTGCCATGGATGAAGA TGCACAGTAATAATTGAGAACCG 252

Ad02A18071 Aradu.A02 18071 c (TTC)5tcgtgtgtggacctttgcattaaaaattaaaatatggatgaaattt(A)1273 90346263 90346335 TGATGCCGAATTATTGCTGA CCCCACAAGTTGGTTAGGTC 173
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Ad02A18080 Aradu.A02 18080 c (AG)15aatgaaagagtaagaatgtgagtgagtgagcattagagacagagacagaatcagcaagtgaacaat(AG)6108 90360631 90360738 CCCATCACTCTGGATCTTCAA CTGCCTTTCTCTTCATCGCT 274

Ad02A18081 Aradu.A02 18081 c (CA)7g(AC)8ag(AC)9agt(CA)8aacacacacagt(CA)796 90361914 90362009 GGACCTTATTGTGCTGGAAA TGAGTATGTGTGTGTTTGTTGG 280

Ad02A18087 Aradu.A02 18087 p3 (TAC)5 15 90398385 90398399 TCAAATGGCATAATCTCCCC GTCCCGCGATCTATGTTAGC 268

Ad02A18091 Aradu.A02 18091 p3 (TAT)5 15 90400471 90400485 GATGAATATGGTTCAACCTTGG CCTGAAAGGTTCACATGCCT 192

Ad02A18095 Aradu.A02 18095 c (AT)6aaaccttacaatatgaaaaagaaaagtaaattgaatgaagagaaaaacattatgaagatcattatcacctgggcattgaatagggcaacttttggtggc(ATT)6129 90414347 90414475 CACTTTATTTGGTATTAAAAAGGGACA GAAGTGGAGGTTGTTATTCTCCT 250

Ad02A18099 Aradu.A02 18099 p3 (AAT)9 27 90415287 90415313 ATCAGCCATCCGATTGAGAC TTTTAGGGATAAGACAGACGAAA 146

Ad02A18100 Aradu.A02 18100 p2 (AT)9 18 90417915 90417932 CACAATGCCCACCCTTTAAC TCTCCTCTGCTTTCTCTCGG 151

Ad02A18102 Aradu.A02 18102 p2 (AT)6 12 90425414 90425425 CAAACTATTGTTGTCAAGTGTTAGTCT CGGGATATTTTACCGTTGATTT 200

Ad02A18104 Aradu.A02 18104 p2 (TA)9 18 90427598 90427615 GGGACGACTTTGTCCTGTTT CAGTGTTTGGTCTTTGGCCT 250

Ad02A18106 Aradu.A02 18106 p2 (AG)6 12 90429901 90429912 CCATGCAAGTATTCCACCCT GGACTTTACGCGAAGAGCTG 241

Ad02A18108 Aradu.A02 18108 c (CTA)11(ATA)16 81 90435197 90435277 TTGCTGTCTACAACAGTGTGGAT TTGTGTGGAGAATGTTTAAGGTTT 207

Ad02A18111 Aradu.A02 18111 c (CAT)5cacattcatataactcccatccctcccagcaaggcattctttgaataatgagaattttaagggatcggaagggtgtc(TGCTGA)5122 90453281 90453402 TTTTGAAAGAATAGAATGGTTTCTGA AACCGATTTAATAAGAATGTCCAA 238

Ad02A18112 Aradu.A02 18112 p2 (TG)6 12 90457325 90457336 GTCAACTGATTTACGCGTGC TTTAAGGCTGACATTGGTCAAG 188

Ad02A18125 Aradu.A02 18125 p2 (TA)6 12 90505332 90505343 CGTCGCGATATTCCAAACTT ATGTGGCCCATTTTGTCAAT 144

Ad02A18126 Aradu.A02 18126 p2 (CT)7 14 90507799 90507812 TCCTCCCTTTTCTCCTTCGT ACCCTCCCACACTCTCACAC 250

Ad02A18127 Aradu.A02 18127 c (T)12gttgggagtcttgctgtcttttaaaggataattatcaaggctgtttag(T)1171 90509319 90509389 TTTACGGAATAAACCTACATGACA ACATGCTTATATGACACGTTAATCA 280

Ad02A18129 Aradu.A02 18129 p2 (TC)6 12 90512840 90512851 ATGGCGGTACATCTCCATTC TCTGGAACCACAAAACCACA 202

Ad02A18130 Aradu.A02 18130 p3 (CAT)5 15 90514939 90514953 AATGAGCGTATGATGGGAGC TATGATATGCGTTGCTGGGA 212

Ad02A18133 Aradu.A02 18133 p3 (CAT)5 15 90523040 90523054 ATGGGAGCTCTTGGCAGATA GCAACTCATCAGCATCAGGA 254

Ad02A18136 Aradu.A02 18136 p2 (TC)6 12 90539228 90539239 GTAACTCCAGCGACGAGTCC GAGCGAGAAAGACACCGAAG 183

Ad02A18142 Aradu.A02 18142 p3 (TGA)7 21 90552043 90552063 CAAAGACGGAAGGAAAGCAG ATGGAATTGAGGCTTGATGG 258

Ad02A18146 Aradu.A02 18146 c (AT)12gaactttattacaaacttttaagctatagtaacaaattaaaaattaagtgaaattatagagacttccaaactaattttag(A)10114 90560266 90560379 CAACTAGAAGAACCTAACTGAAAAATG CCAGACCTTTAATTTTTCCACA 264

Ad02A18151 Aradu.A02 18151 p3 (TAT)5 15 90568271 90568285 ATACCTTCATGGCTCCACCA AGGCATTTGGCAAACGAATA 220

Ad02A18152 Aradu.A02 18152 c (A)10ttaataatttaagctcggtggcaatgatttcttgtgttatagtcatcaatatagacaactttctttgaagttcagagagctagacctgttttgcaag(A)12119 90569023 90569141 AACCCCACTTGTTCCAGCTA TTTTGTGGCTTCATGTTTGG 230

Ad02A18153 Aradu.A02 18153 p2 (TC)8 16 90573322 90573337 CTCCAATCGCAGCAACTACA GCTATTGCCACCTTCAGAGC 258

Ad02A18157 Aradu.A02 18157 p3 (CTC)7 21 90585055 90585075 TTCGGTCGCAGCTAGGTAGT ATTCACAATGGGCTGAGAGG 267

Ad02A18160 Aradu.A02 18160 p3 (TAA)5 15 90603064 90603078 TAAAATTGGGTTTTTCCCCC CGTGAATCGGGTAACAAAGA 276

Ad02A18163 Aradu.A02 18163 p3 (CTC)9 27 90606679 90606705 TTCGGTCGCAGCTAGGTAGT AATCACAATGGGCTGAGAGG 273

Ad02A18164 Aradu.A02 18164 p2 (TA)7 14 90616726 90616739 TCCAGTATCTCCATTAAAAATTCG TCAAAATCAGCTCAAAATGAAGA 274

Ad02A18166 Aradu.A02 18166 c (A)10tataaatataatttaaattactacatcagaaa(T)1052 90617610 90617661 AAGACAAAGACGCTTAAGTACAAAAA TCACGACGTAAACCAAAAAGG 222

Ad02A18168 Aradu.A02 18168 c (TA)6gtcactc(AAT)1255 90622954 90623008 TTACCCAAATCAGTCCCCAA GCAAATGGTTTTAACCTTGAATTT 271

Ad02A18169 Aradu.A02 18169 p2 (TA)6 12 90626879 90626890 GGGATACGGATTCGATGTTTT GAATCAATCACTCAATTTTTGTCA 186

Ad02A18171 Aradu.A02 18171 p2 (TA)7 14 90630927 90630940 CATTAGCAGGTCAAGAGCAAA ACGTGGCAACTCAACAACTG 272

Ad02A18172 Aradu.A02 18172 p2 (GA)29 58 90633120 90633177 GGCACTGCACTTAGCTTTCC TCAACTTGCATATGCTCACTCA 253
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Ad02A18177 Aradu.A02 18177 p2 (AT)8 16 90643686 90643701 AAATTTGATCAGAGTTTCGTGC TGAAAAATAAGATTTCGTTTGCC 230

Ad02A18189 Aradu.A02 18189 p4 (TTTA)5 20 90661813 90661832 CGGAAAATGTTGCATGACTG TGAGCCCTCAGGTGAGACTA 156

Ad02A18190 Aradu.A02 18190 p3 (TTA)11 33 90665238 90665270 CACTGTGCTGTGCTGGATCT TTCCTATAAAAAGCATTGATGATGA 171

Ad02A18195 Aradu.A02 18195 c (T)10atccaaat(A)1028 90673353 90673380 GGAAAATATAGTGTGGGGCCT TTGTGTGTGTTGTTTGGATGAA 266

Ad02A18199 Aradu.A02 18199 p2 (AT)8 16 90681152 90681167 ACATGCAGGGAATTCAAAGG AATTTCGCAGCCCAATAAAA 211

Ad02A18202 Aradu.A02 18202 p3 (GAA)5 15 90687936 90687950 TCCTCCTCATCTTCTGCTGG TGCAGATTTTCACTGCACCT 220

Ad02A18203 Aradu.A02 18203 p5 (TTAAT)5 25 90690997 90691021 CAGCACCCTCAGAAGGAGAC TGTCGTCGCCAAATATGGTA 185

Ad02A18209 Aradu.A02 18209 p2 (AT)6 12 90698662 90698673 TGGTTATTCAGAATGGGCAA TGTGACAGAAATTTTAATAGACGGA 220

Ad02A18214 Aradu.A02 18214 p3 (AAG)10 30 90703776 90703805 TTGTCAATGCCCCTAAGACC GGGACGGTAACCTTCGTTTT 279

Ad02A18216 Aradu.A02 18216 c (T)10aattttttcataaacactaaaatagttttttagaaaattactatttaatcttaaaaattataccaaacattaatactataccttctcataagttaaaagt(A)12122 90710494 90710615 AAAATGCTTATTTTAAGAGAAGAGTGA CGGGAGATTATGGTTTCGTT 223

Ad02A18219 Aradu.A02 18219 p3 (TAA)6 18 90717391 90717408 TGAGGTGGAGAAAAATCGCT ACTATGCAATCCATCTGTTTGA 207

Ad02A18222 Aradu.A02 18222 p2 (AG)20 40 90723875 90723914 TTCTGTAAGTCATCTTTTTGGGG TCCACACACACACAAAGGGT 249

Ad02A18223 Aradu.A02 18223 p2 (TG)6 12 90724080 90724091 TGCCACAATTTTGTTCCTTTC TGTTTGAGTTGCTGTGGAGG 260

Ad02A18224 Aradu.A02 18224 p3 (TAT)9 27 90730670 90730696 CAGCAACTTTGATTATTTGGCA ACACGACACATCTCTTGGCA 151

Ad02A18231 Aradu.A02 18231 p3 (CAT)5 15 90758054 90758068 GCTCCTCGCATCCTCTAATG ATCAGCATCAGGAGACACCC 219

Ad02A18233 Aradu.A02 18233 p3 (CAT)5 15 90771534 90771548 ATGGGAGCTCTTGGCAGATA ATCAGCATCAGGAGACACCC 247

Ad02A18236 Aradu.A02 18236 p2 (TA)9 18 90782323 90782340 CACTTGCTTCTTTACCCCCA GCTGTTTGGAAGCAATTTCC 275

Ad02A18238 Aradu.A02 18238 p3 (CTA)8 24 90783784 90783807 CAAAATCAATTTCATAATTTCCCA TGTTGCTTATTAAAATTATGTCACGA 261

Ad02A18240 Aradu.A02 18240 c (A)10tttaaccaattagagattgttagagccagtatctcttgtctcttgaggtctttttagaggtatattcttttttgctcaactc(T)14106 90789756 90789861 GAAGTGTGCTTCGCACGATA TCTTCGGTTAATTTATAAAAGCTGA 273

Ad02A18243 Aradu.A02 18243 p2 (AT)10 20 90794074 90794093 GAGCACAGGAAAACCGAGTC CTTGAAGAGCAATGCATGAAA 194

Ad02A18244 Aradu.A02 18244 p5 (AAAAT)5 25 90797575 90797599 AAGAACAACTTTTCGCGATTC TTTGAGGTCTGAGAAGGCGT 106

Ad02A18250 Aradu.A02 18250 p3 (TCG)5 15 90809038 90809052 GAAACCGATGGATTCCTCAA TTAACATCGTCGAGGTCGTG 178

Ad02A18253 Aradu.A02 18253 p2 (CA)6 12 90813466 90813477 TCGGAGATAATTTAGTGTTGAAAAA AACACACATGAATTTGCAGAAA 196

Ad02A18256 Aradu.A02 18256 c (AAC)5aataaaatcactagaaacagcaacaataaaatcaacaacaaataat(A)10taataaagtacaagaataataaatccaaatccagataagaagtacatgaacaatgaatcaaaagcaaaaacaatgaagccatctattcc(T)10170 90815378 90815547 TCGTTCGAACCAAAATACCA GCTTCTGCTTCATTATTGTTGCT 276

Ad02A18263 Aradu.A02 18263 p2 (AT)6 12 90825455 90825466 TTTAGGCAATCGATTTTCGG AAGCAATCTATTGAACCAACTTTT 214

Ad02A18264 Aradu.A02 18264 p3 (ATA)8 24 90829545 90829568 TTCGAAAAATCAGCTATATCAAATAAA AGGAAGAGGATGCCGTTTTT 279

Ad02A18265 Aradu.A02 18265 p2 (TC)10 20 90829685 90829704 GGAACCTTCCTCTTCATTTCC AGGAAGAGGATGCCGTTTTT 196

Ad02A18266 Aradu.A02 18266 p3 (TAA)6 18 90834127 90834144 ATTTTGAGACCAGAGTGCGG TGCTGTACATCCGTGACCAT 248

Ad02A18270 Aradu.A02 18270 p3 (TTA)5 15 90837271 90837285 AGAGCTTTTCGCCATCTTTG CCAAAAACGGATTTCATGCT 280

Ad02A18271 Aradu.A02 18271 p3 (CTC)8 24 90839995 90840018 AGAGTCCAGGAGGCTAAGGC CATCCCAAGAAGAGCCAGAC 223

Ad02A18274 Aradu.A02 18274 p4 (TATT)5 20 90852484 90852503 GCACTGTAGCGCAGCTTAAA CCCGTCGTCCAAGTTAGAAA 197

Ad02A18276 Aradu.A02 18276 p2 (AT)6 12 90853532 90853543 TTTAAATGGCAAGAAGTGCAA ACTGTATGTCCCTTGCTGGC 260

Ad02A18277 Aradu.A02 18277 p2 (AT)7 14 90855810 90855823 AAATTTAGCTTTTTGAAGCGTGA CGTGACATTTTCAAACACCG 234

Ad02A18281 Aradu.A02 18281 p3 (ATT)5 15 90865131 90865145 TGGAGTTTCGTGTCATTGGA CACAATACACAATTGGGGCA 280
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Ad02A18283 Aradu.A02 18283 p3 (ATA)8 24 90869078 90869101 AGTAGCCACCGTTTTATTTGAA GTCAACCAGTTGGCGAATTT 233

Ad02A18285 Aradu.A02 18285 p2 (TA)6 12 90869472 90869483 TTTCTTAAAAGGGGGCTCGT CTTACTGGCCCGTTTCATCT 247

Ad02A18286 Aradu.A02 18286 c (T)11cc(A)10 23 90870040 90870062 ATTTGCTACCCCCGAGTTCT ATATCGCCCAGATAACCCAA 240

Ad02A18287 Aradu.A02 18287 p3 (ATT)5 15 90871522 90871536 CGGCTTAAACTCATTGTGGA TGCAATAAACATACATTAAAAGTGTCA 185

Ad02A18288 Aradu.A02 18288 p4 (TAGA)11 44 90871759 90871802 TGGCTTAAACTCATTGTGGAGA TTGCCAATTCAGCTTTCACTT 233

Ad02A18291 Aradu.A02 18291 p3 (TGA)6 18 90885416 90885433 ATCAGCATCAGGAGACACCC ACAACCAATCTCCTCGCATC 230

Ad02A18292 Aradu.A02 18292 p3 (CAT)6 18 90889119 90889136 CCAACAACTGCACCACCATA CCTCTCACAGCATTCCCATT 262

Ad02A18296 Aradu.A02 18296 p4 (TAAT)6 24 90898387 90898410 TCAAAACAATCTCACTGGTCTACA TATGGTTTGGCCATTGTGAA 258

Ad02A18297 Aradu.A02 18297 c (AT)8cacttc(AAT)537 90903923 90903959 GCTTCAGTCACATTCAGTTGAGA AGTGGACCATGGTAAAGCCA 265

Ad02A18302 Aradu.A02 18302 p2 (AG)12 24 90906635 90906658 GCCATAAACACTTGTGGCAG TGTTTTCACCATTTTAATTATATCAAG 273

Ad02A18310 Aradu.A02 18310 c (A)10ctcaaacatcgaacttccaaaaa(AT)8tt(A)1061 90921955 90922015 CTGTTAGCAGGTGGAAGGGA GGAAAGTGTATTTTTGCGGC 233

Ad02A18313 Aradu.A02 18313 p3 (CAC)6 18 90927982 90927999 CCCTCCCTCCTCCTCTATTG CTAACCGGGCTGCATATGTT 249

Ad02A18317 Aradu.A02 18317 p3 (CTC)8 24 90946357 90946380 CTACCAGAGGGTGCAGGAAG GTCGAGCCAAACTTGAGGAG 155

Ad02A18320 Aradu.A02 18320 p3 (AGG)8 24 90978390 90978413 GTCGAGCCAAACTTGAGGAG AGTTGTTTTGCCCGACTTGT 240

Ad02A18322 Aradu.A02 18322 p3 (CAT)5 15 90985653 90985667 AACCAAGCTGCTCGCATACT TCGTCAGCATCAGGAGACAC 227

Ad02A18325 Aradu.A02 18325 c* (T)10(TC)6* 21 90994442 90994462 TTGCTTTTTGTGATGATGCC AGCTCCACTGATTTTGATGC 198

Ad02A18327 Aradu.A02 18327 p3 (GGT)5 15 90998642 90998656 GTGGAGAACGTTGGGAGAAG TGCGATTTCGACTCTCACAC 251

Ad02A18330 Aradu.A02 18330 p3 (TAT)5 15 91000567 91000581 CTGTTGATGAGCCAGCATGT CAAGAATTCAAGCTCCAGGG 150

Ad02A18334 Aradu.A02 18334 p3 (ATG)5 15 91005215 91005229 GGTTCCTGATCCAGTTCCAA TAAGATGGGAAGGCTTGCAC 161

Ad02A18340 Aradu.A02 18340 p3 (TTA)17 51 91014601 91014651 GCTGCATCTGCAAAATATGG CCAAAGCTTCATTCCTGGAG 277

Ad02A18343 Aradu.A02 18343 p3 (TTG)6 18 91020382 91020399 TGCTCAGCAGATTCCTTCAG GTAGCCCTGCTCCAGACAAG 186

Ad02A18347 Aradu.A02 18347 p2 (TA)6 12 91034971 91034982 TGCCATGTCAGCAATTTTGT TTTAAACTTGAAGGAGTTTTTGCT 259

Ad02A18348 Aradu.A02 18348 p2 (TA)8 16 91037604 91037619 AAGCAATACAGTTGCTTTCTGAG CATAAATTTGTCTAAGGAGCTTTGAA 277

Ad02A18352 Aradu.A02 18352 p4 (AAAT)6 24 91043312 91043335 AAACACCACGAAAGAGGTCAA TTTCATTGCATTGTGGAGTG 221

Ad02A18354 Aradu.A02 18354 p3 (TTG)5 15 91045282 91045296 TGCTGCTGCTACTGCTTCAT CAAGGCATCCTTTGATTCGT 150

Ad02A18355 Aradu.A02 18355 p3 (TTC)6 18 91045705 91045722 ACAACACCAAAACTGCTCCC TCACTGCATCATCAAGCACA 239

Ad02A18360 Aradu.A02 18360 p2 (CT)6 12 91069677 91069688 AATCATTCGCCACTTCCTTG GTAAAGCGGATCTCAGACGG 248

Ad02A18361 Aradu.A02 18361 p3 (ATC)5 15 91070007 91070021 TGATGGCAAGCAAAACAAAG TCAAGCATGTGACAGAGGAA 150

Ad02A18363 Aradu.A02 18363 p2 (GA)6 12 91081024 91081035 AAAAACGTGACCAAGGATTACTG TTCTCAATCGAAGCCGTTCT 125

Ad02A18366 Aradu.A02 18366 c* (TA)7(TATG)5* 32 91092598 91092629 ATTTCGTCCAGCGTCTTTTG GGGGACGAAACTAATACGCA 239

Ad02A18367 Aradu.A02 18367 p3 (ATC)5 15 91095510 91095524 TTAACAATTCATTCCGTGCTT TGACAGTGGAATAGCAGCCC 259

Ad02A18368 Aradu.A02 18368 p2 (TC)6 12 91105946 91105957 CACACTGCAACTCCATTGCT CAACCGGGTGAGTTTGATCT 269

Ad02A18370 Aradu.A02 18370 p2 (CT)8 16 91111312 91111327 AGCCACATCGGTTCTTCAGT TTAATAGGTTGGAGGTGGCG 267

Ad02A18372 Aradu.A02 18372 p3 (AGG)8 24 91122484 91122507 AGCCTCTCCTCCAACTCCTC GGAGGCTAAAGCAAAGTCCC 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A18373 Aradu.A02 18373 c (T)11caatgttcatttgggttcaaatgttactgatttgtgataaaagtgcaaagctaatgtttttaatcaaatgtttaaatttttcggtgaatatagattt(TTA)5123 91128027 91128149 GCTTGCCCTACCCTCTATGC AAAGCAATGCAGAACTTGAAGA 280

Ad02A18374 Aradu.A02 18374 c (TG)10(TA)6 32 91128683 91128714 CAATCACCCTGAGGAGTTGC CAACCAGCACAAGGTTTTCA 205

Ad02A18376 Aradu.A02 18376 p3 (ACC)7 21 91131631 91131651 GCCACCATCACCTTCATCTT GCAAGAGATAGCGGCAAAAT 274

Ad02A18379 Aradu.A02 18379 p3 (ATA)6 18 91133001 91133018 ACCTTTTGATTGTGCCAAGG GATTTGTCTAAAACTTTGAGGGC 193

Ad02A18381 Aradu.A02 18381 p3 (TCT)5 15 91137632 91137646 AAATCGCAATAAGCTCCAAAAA TGGTGTTGATGACGACCATAA 280

Ad02A18383 Aradu.A02 18383 p2 (TA)9 18 91141691 91141708 CCTGTCTGTGGCGATAATGA CGAACTGGCTCAAAGAAAGG 259

Ad02A18390 Aradu.A02 18390 p3 (ATT)12 36 91160849 91160884 TAACGGGACACGTGTTTTCA CGGTCGTGAGCAGTGTAGAA 182

Ad02A18391 Aradu.A02 18391 p2 (TC)20 40 91161516 91161555 TGTTGCCTGGTTTTGTTTCA ACCAAGGTGCGACATTTTTC 184

Ad02A18394 Aradu.A02 18394 p2 (CA)7 14 91171496 91171509 CCAAGATTGGGGTTGAAGAA TCTCAAGTTCGAATCCCAGC 265

Ad02A18397 Aradu.A02 18397 p3 (TAT)11 33 91177765 91177797 TCCATTTTCTTTTGGCTCTGA TGTTTGTTTTGAGTTTGGGAA 241

Ad02A18401 Aradu.A02 18401 p2 (AT)7 14 91185796 91185809 TCACACAAATGTAATCAATGTAAAAGA TGGTAGAATGTTATAAATTGTGGAGG 275

Ad02A18405 Aradu.A02 18405 p3 (ATG)6 18 91190460 91190477 ATGCACAATTGTTGCTGAGG GATTTGGACGCCTTGAACAT 248

Ad02A18408 Aradu.A02 18408 p3 (AAT)7 21 91194701 91194721 GCATGCATGTGTGCCTTTT CGTTGCATCTCATTTAATTTGC 180

Ad02A18413 Aradu.A02 18413 c (GAA)5aaagaggagattgttggtaag(T)1147 91202489 91202535 AGACTCCCATCCCACTTCAA TTCCACCCGCCAAGTATTAG 277

Ad02A18415 Aradu.A02 18415 p2 (GT)6 12 91224743 91224754 AACGTCTCCCTCCTCTCCTC CTTGCCTTCGCAATTCATCT 164

Ad02A18425 Aradu.A02 18425 c (A)13(T)10 23 91255854 91255876 CGGAATGGAAGGATTTTCAA TTGGCAGGTTAGAAAATTGGA 260

Ad02A18426 Aradu.A02 18426 p3 (GAA)7 21 91260136 91260156 AGAGACGCATATTGTTCGGC TAGTGAAACCCCAAAGTCCG 190

Ad02A18433 Aradu.A02 18433 c (ACA)10(ATA)5 45 91274550 91274594 TGGCAGCACAAAAAGAAATG CTTGTCTTTCACCATGGGATT 152

Ad02A18435 Aradu.A02 18435 p4 (ATTT)5 20 91277289 91277308 TCTGATGACTTCTTGATGGGA TGAGCGAGCTTTTAGTTTTCA 245

Ad02A18436 Aradu.A02 18436 p2 (TA)7 14 91278722 91278735 CGCATAAAACTCGTCCCACT CGAAGCGGATTCTTATCTGG 242

Ad02A18442 Aradu.A02 18442 p2 (TA)6 12 91296942 91296953 TGTAAACTGAAATCCAAACACACA TCCATGCCATCACAGAAGTC 102

Ad02A18446 Aradu.A02 18446 c (T)13cagcac(A)10 29 91307573 91307601 AAACCGAGTGGTTGGAAGTG TCCAAAACATTTAAGCCAAACA 141

Ad02A18450 Aradu.A02 18450 p2 (TA)10 20 91322603 91322622 TTCGGAGGAAGGGAAGAAAT TCGCCTAAAATCAAATCCAAA 200

Ad02A18453 Aradu.A02 18453 p2 (TA)12 24 91333324 91333347 CGAACTCCAACATACCATCG TGCTCGCACAATTTTCAAGA 230

Ad02A18459 Aradu.A02 18459 p2 (TA)6 12 91364751 91364762 TCTTTAGATTCCTGCAATTTCG TCGGTCAAATTTAGCCATCC 106

Ad02A18460 Aradu.A02 18460 p5 (AATAA)5 25 91367211 91367235 GAGGGTTGACACACTCGTAAAA TTCCACGACGAGTATCTTCAG 280

Ad02A18465 Aradu.A02 18465 p2 (TA)6 12 91381823 91381834 GACCTTCTTCACTGGCAAGC CAAGGTTCTTACCAATATGTACACCA 268

Ad02A18466 Aradu.A02 18466 p5 (AATAA)5 25 91384907 91384931 TGAGTTAATCAACACAAATGTCTCAA TGCAAGCAATTGTATGTGTCA 265

Ad02A18472 Aradu.A02 18472 p3 (ATT)16 48 91400021 91400068 TTGAGTTGCACAAAGAAAGAAGA TTATTCCCCTTGGTGTGCTC 277

Ad02A18475 Aradu.A02 18475 c (T)10ggtgactaaataactataaaattattcgttatatattgcatagtttataaagcaaatatgaagatatttttt(A)1193 91430580 91430672 TCAAGTTTGCTTTCATATAACCC ATGTACGCCAAAAATGTGCC 272

Ad02A18483 Aradu.A02 18483 c (TCC)6tct(TCC)8 45 91450940 91450984 TCCCAGTGAAGGAACCTGAC GATGAGGACCAGGATGAGGA 279

Ad02A18484 Aradu.A02 18484 p3 (TTA)12 36 91454507 91454542 CATGAATTTGTTCACACGCC CACCATGAACTCATATTGGGG 204

Ad02A18486 Aradu.A02 18486 p3 (TTA)5 15 91462899 91462913 CAGAATCATCAGCAAGAACGA TCAACATGGTTTTTGAAAGGC 246

Ad02A18488 Aradu.A02 18488 p3 (TCA)6 18 91466825 91466842 CCGAAGCCATTTCAAGTCAT TGTGAAAGACAGCGGTGAAG 160
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Ad02A18492 Aradu.A02 18492 c (A)10gagaaggaggaaaaagtattgataataacgataacaaaagat(A)1062 91472915 91472976 TGATGGGAGAGAAAGAGGAAA TTCTTCACGTCCTGCTACACA 208

Ad02A18493 Aradu.A02 18493 p2 (AT)6 12 91475380 91475391 AGGGGAGGTTTGCTTAAGTG ACTCCCATGCAGTCCTCAAC 251

Ad02A18498 Aradu.A02 18498 p2 (AT)7 14 91479865 91479878 CGTTGCTTTCTTGTGGAAAA TGCATCTCAAATTACGCTGG 193

Ad02A18500 Aradu.A02 18500 p3 (AAT)5 15 91491555 91491569 TTGTGACATGAATGTGAGTTTGA TCACCAAATGTCCAAATCAAG 169

Ad02A18501 Aradu.A02 18501 c (T)10gggtctagctattgaaaaatctaataaagagagacactttcaataccaacattgcttgcc(A)1080 91491848 91491927 TTCAATAACAACACAACGAGGTTT CTCCAATCCGTGACTCCATT 246

Ad02A18504 Aradu.A02 18504 p3 (TAT)6 18 91497788 91497805 TGACTCAAATCAATGAAGACTGAA TATTTTTGTTGCTGCCGTTG 234

Ad02A18507 Aradu.A02 18507 c (T)13atgagtggaggattttatcgaaatttaaaaatagttaaaatatgttatgtctcac(A)1179 91501066 91501144 GCCAAACCGCTAACAGAAGT TGATGCAACTAAAATTTCGAATG 279

Ad02A18511 Aradu.A02 18511 p3 (GAG)8 24 91514906 91514929 AGAAGAACCTACGAGCGCAA AACCGAAATCACAAAGGCAC 145

Ad02A18512 Aradu.A02 18512 p3 (GAA)7 21 91515197 91515217 CATGCAGCAATCATTCCCTA TCGTGTTTTTCTTCTCTGCTCA 200

Ad02A18514 Aradu.A02 18514 p2 (TA)6 12 91524684 91524695 TCCATGAGATTATGCGACCA GGTGTCAAGCCATTTTTAATTT 249

Ad02A18516 Aradu.A02 18516 c (T)10aagtgttaactcttgagtatgac(T)11cccaagtattggtctcgtaacagtttgccattcggagtaaaacgcttataaggcaagt(A)10112 91527027 91527138 AAATCATCACCACAAAAGTAACTCA AAGCATGAGCGAAGGACAGT 246

Ad02A18517 Aradu.A02 18517 c (A)11ttagcctaattttataaactaaattctcataatagaagcataatagaagtataatg(A)1077 91528989 91529065 CGTGTTGACTTCCCACAAAA CAGTTGTCCATTACGGTGCC 277

Ad02A18519 Aradu.A02 18519 p2 (TA)6 12 91532884 91532895 GCACCTTCAAGAATGTTATGTCA TGCCATGTGTCACCTTCCTA 220

Ad02A18523 Aradu.A02 18523 p2 (TA)6 12 91536492 91536503 TGGCGTTCATGGAAGCTAAT AAGGACTCAATGCAAGGCTG 221

Ad02A18524 Aradu.A02 18524 p3 (TTC)6 18 91538520 91538537 TTCCTCTTTCGTAATTTTTCATCA TTGTTCAAAGATGGAAAAGGGT 229

Ad02A18525 Aradu.A02 18525 p2 (AT)6 12 91538846 91538857 TGGAAAAGGAAATAAAGGAGAAAA TGAATTTGGTTTCTCCATAGCA 271

Ad02A18526 Aradu.A02 18526 p3 (GTG)5 15 91539095 91539109 TAAAATCGCCGCAATCAAGT TAAGTGCAGCACCACTGCTC 219

Ad02A18529 Aradu.A02 18529 c (CTT)7tc(T)10cttatt(A)1049 91544212 91544260 TTTCTAGCTAGCATGACAACCC ATCTTCAGCTGCAACACACA 232

Ad02A18530 Aradu.A02 18530 p5 (ATAAT)7 35 91544394 91544428 TGTGTTGCAGCTGAAGATATTG TTTTTGAGATGATGACATGCAA 151

Ad02A18531 Aradu.A02 18531 p3 (TGC)6 18 91556795 91556812 TCCTTGGCATGCTCTTCTTT GCTAAGGATCGTGGTTGAGC 104

Ad02A18532 Aradu.A02 18532 p3 (TGC)6 18 91565599 91565616 TCCTTGGCATGCTCTTCTTT GCTAAGGATCGTGGTTGAGC 103

Ad02A18538 Aradu.A02 18538 p3 (TCA)6 18 91583320 91583337 CTCAGAACCTCCCCAATTCA CTCACCATCGTGCACTCACT 213

Ad02A18541 Aradu.A02 18541 p2 (GA)6 12 91587282 91587293 ACTCCCATGCCTAAGGGTCT GCCATTCAAGTTGATGACACA 268

Ad02A18542 Aradu.A02 18542 p3 (CAT)5 15 91590397 91590411 CCCATCCTCGAAAATCAAAA TGTCTTGTTGAACCATCGGA 208

Ad02A18543 Aradu.A02 18543 p2 (TA)6 12 91592642 91592653 CCAAGCAAAAGAAAAGCCAC AGGGAACAAAGGCTAACAGTAA 280

Ad02A18544 Aradu.A02 18544 p3 (TCT)13 39 91598742 91598780 AATTGGACCCAAATGCAGAG AAATCGGGGGAATTTGTACC 214

Ad02A18549 Aradu.A02 18549 p2 (AT)8 16 91604344 91604359 CGTAATATTTTTCAATTCATTTCAAC GGAGGCCCCACTTCTTTTAT 219

Ad02A18550 Aradu.A02 18550 p2 (TA)8 16 91607518 91607533 GCGAAGTGGTTACTGGGCTA AGTCAGGACTGGCTGGAGAA 161

Ad02A18551 Aradu.A02 18551 p3 (ATA)5 15 91610363 91610377 GATGTTTGCACGTATTACGCTT TTGTTGCTTCTACAATCGTGC 248

Ad02A18554 Aradu.A02 18554 c (ATC)6attattccttcaatccctcacattgttcttcatcaccatcatttagttttaaagaag(A)1085 91616551 91616635 CCTTGTTGGATCTTAGCTTTTCA CAATGAAAGGAAATGTGGGAA 234

Ad02A18558 Aradu.A02 18558 c (AAT)5aaaacaacatattcaagttggggatgccttatttatt(A)1264 91619909 91619972 CACCTGGTAGTAAAAGTTTGTTGAAA GAATATTTGACAAGGCACCCA 242

Ad02A18559 Aradu.A02 18559 p3 (TAT)14 42 91620252 91620293 GCAAAATTATTCATTAATCGGCA GCAACGAAATACAACAATCTTTT 229

Ad02A18562 Aradu.A02 18562 p2 (GA)6 12 91625526 91625537 AAGATGAGACTGGGCGAGAA GATGAATGCTAATGCGATTTGA 224

Ad02A18565 Aradu.A02 18565 p2 (TA)9 18 91626939 91626956 TGAATAGCAATGAGTCAAACCAA CTCAAATCTTGCAAGTCGTAAA 192
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Ad02A18571 Aradu.A02 18571 p3 (ATA)5 15 91630759 91630773 CAATTACTAGTTAGGTGGTGATTGGA TTTTGACAAGAAACCCCCAC 243

Ad02A18572 Aradu.A02 18572 p3 (ATG)5 15 91631640 91631654 ATTTGCTGAAGCCATGGAAG CAGAGAACGAAACAACGCAA 157

Ad02A18574 Aradu.A02 18574 p4 (AATA)5 20 91634873 91634892 TGATCTGTATTCTAGTCAGATTCGTG CCAATTCGATCCGCAAAATA 278

Ad02A18582 Aradu.A02 18582 p3 (TTA)8 24 91647568 91647591 ATTGCATGAAAACAAAAATCAA ACAGCTGCTATCCCATCCAC 160

Ad02A18583 Aradu.A02 18583 c (TA)11(GA)10 42 91647781 91647822 GCATTTAAAAGGCAAGGCTG CAAGACATATTTCTGAAACGATTTT 248

Ad02A18589 Aradu.A02 18589 c (AT)6tgtttaattcatctttaaaatatttttttatattttaatatatttttttatgattggctaatttggtatgttcgcttagcataaatgg(A)10110 91675919 91676028 TTGGCAGAAATGCTGTTTGT TGTGACTTGTGAAAGGGATTTT 206

Ad02A18591 Aradu.A02 18591 p3 (GAA)10 30 91679868 91679897 GCTTCGGTCCTTTGTACCTG CCCAAGACTTTGAACCCAGA 221

Ad02A18600 Aradu.A02 18600 p2 (GA)13 26 91689480 91689505 TGAAAATCAAATGTTTATTCCATAGG AGGGCAAAACTAATAAGGCAC 231

Ad02A18606 Aradu.A02 18606 p3 (TCA)5 15 91699621 91699635 CTCTTCCTCTTTCTCCTCCTCA ATCACGCCATTCTTGCTTTT 251

Ad02A18608 Aradu.A02 18608 p3 (AAT)5 15 91701462 91701476 CTAACCGAAAAATGGCCACA TGCACTAAAACATTTTTCATCATTG 277

Ad02A18610 Aradu.A02 18610 c (TACA)7tacgcacacaacacggtttcacactattcacgaaattcacataaaccattcatcgaacactttcaacgcataacacaaacaccacccatctt(TC)7134 91708872 91709005 GCTTCCCAATGCAACACTTT GTTTGGTTGGGAGTTGGAAA 237

Ad02A18613 Aradu.A02 18613 p3 (TTA)5 15 91713734 91713748 GCTGGCCCTTGTAGTGTTGT TGTCATATGCCCAAAAACAAA 204

Ad02A18615 Aradu.A02 18615 p3 (GAA)5 15 91721625 91721639 ATGCGGAGAGAAGAAACAGC AGCAAACCCAGCTTGTCAAT 169

Ad02A18617 Aradu.A02 18617 c (A)10taaatt(A)10 26 91726411 91726436 AGATGGCACGGTGGACTATC TCCTGTCGTGGTCATCTTCA 200

Ad02A18621 Aradu.A02 18621 c (TA)6cacactttatgtattcagttatctagaccaatcatcaaaatttaaatataatatatacataaaaaagtagatataacttttg(A)12106 91735859 91735964 ATGAAACACATGCCTATGCG CAAATTGGAAGATGGCACAC 198

Ad02A18623 Aradu.A02 18623 c (A)12gtgttttaggccaacttctgatcctattcttattagtttggaaaaactt(A)1071 91737437 91737507 CCAAGTTGGGTTGATTATTGA TTTATTTCTTCCTCTTTTGTCTTTGA 255

Ad02A18625 Aradu.A02 18625 p2 (CT)10 20 91738517 91738536 TTGGTGCTTTTTGGCTTCTT AATAACCCCATTTGCTTGGA 125

Ad02A18627 Aradu.A02 18627 p3 (ATA)6 18 91739289 91739306 AGCAGCAGGTTCTTCATGGT TAGCGGAAGAAGCAAGTTGG 173

Ad02A18630 Aradu.A02 18630 p3 (CAT)5 15 91748205 91748219 CCCAACCTCGAAAATCAAAA TGTCTTGTTGAACCATCGGA 205

Ad02A18633 Aradu.A02 18633 p3 (CAT)5 15 91763554 91763568 CCCAACCTCGAAAATCAAAA TGTCTTGTTGAACCATCGGA 205

Ad02A18634 Aradu.A02 18634 p2 (GA)6 12 91767677 91767688 TGGGTCCATGGATAATCTGC ACGGTGTGAGATGAAGGACC 253

Ad02A18635 Aradu.A02 18635 c (T)10ccatgaatatacatgg(T)1238 91771568 91771605 AATTTGTTTCGTTTCCACAAA GAAGACGACATGTGAAGGCA 249

Ad02A18636 Aradu.A02 18636 p4 (AAAG)6 24 91772180 91772203 GCTCGTTTCTATTTGCAGCC ACACAAACCAAACGCTTTCC 159

Ad02A18637 Aradu.A02 18637 p4 (AAAT)5 20 91772776 91772795 TCACTGATCATGCTGAATGCTA CCAGCATTTTCTGCCATTCT 144

Ad02A18638 Aradu.A02 18638 p2 (TA)9 18 91773022 91773039 AAATGCTGGCTATTGCTGCT TGAAAGTTGAGTTTGTTGCTGAA 277

Ad02A18643 Aradu.A02 18643 p2 (GA)9 18 91781334 91781351 TTGTTCATGCAGCGAGAAAG GGTAATCCAACAACTTCAACAGG 265

Ad02A18646 Aradu.A02 18646 p3 (AAC)5 15 91790695 91790709 TGAATCGGGTTATCATGTGTGT CCTATTTTATTCGCAACAGATCA 280

Ad02A18647 Aradu.A02 18647 p3 (ATA)7 21 91793836 91793856 ACGGGCAAAGATTGTTAAGG CGTTAGCATAAATAGCTAATTGGTACA 278

Ad02A18652 Aradu.A02 18652 c (GTG)5agtgaagttgacttgatgaactttatggttgtctttcatgtgaaggtatcagactcttgaagatgaagaacaaagaatttt(GA)8112 91804534 91804645 CAAAGAAAGAAAGGCGATGG CCAATGCACTGTAACAAACTAGTCA 270

Ad02A18653 Aradu.A02 18653 p2 (CT)9 18 91804788 91804805 TGGTTGTCTTTCATGTGAAGGTAT GGACCAGTTCAGGCAAACAT 269

Ad02A18655 Aradu.A02 18655 p3 (ACA)6 18 91807440 91807457 ACCAGGGAGAAAAGGAGGAA GAAGCATCTTTTTCGCGTTC 141

Ad02A18656 Aradu.A02 18656 p3 (AGA)6 18 91807572 91807589 ACCAGGGAGAAAAGGAGGAA GTAATTTAGAGGCACGCGCT 262

Ad02A18661 Aradu.A02 18661 c (TG)6(TAA)26 90 91837904 91837993 TCCATCAACCAGATCAATTTGT AAAGAATCAGGTTTAACTCTATCCAA 280

Ad02A18663 Aradu.A02 18663 p2 (TA)8 16 91839320 91839335 TTGTGTCCATGATTGTGGCT CAGAGGGGAATGCTGAGAAG 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A18673 Aradu.A02 18673 c (TG)8(AG)12 40 91885156 91885195 GAAGTTGTGTTGTTGGGTCG GGGTTTGGTAATCCAACTTCAA 277

Ad02A18675 Aradu.A02 18675 p2 (TA)6 12 91891889 91891900 GCCGGAGAACAAGTCATTCA TGGCCACTTCTTTCAATCTTT 280

Ad02A18676 Aradu.A02 18676 p3 (AGA)5 15 91895862 91895876 TTGTTGGGGTGGTTGTGTTA CTAGCCAATGGTGTGTGGTG 255

Ad02A18679 Aradu.A02 18679 p3 (GAG)5 15 91900661 91900675 CGCCCATAACTTGTCCACTT AGGTTGTTGCTGTCTGAGGC 265

Ad02A18680 Aradu.A02 18680 p2 (TG)10 20 91903589 91903608 GGAGGAGAAGGAAACAACAGG AACTGTGCACAAGAGGGACC 251

Ad02A18681 Aradu.A02 18681 p3 (ATA)5 15 91904310 91904324 AACATGACAAGACGAGACACTGA CCTTACAGGAAGGACACAGAGA 259

Ad02A18685 Aradu.A02 18685 p3 (GAG)6 18 91926093 91926110 GAGAAGGTCAGACGACGGAG AGAGGGTCCAGGAGGCTAAA 159

Ad02A18689 Aradu.A02 18689 p2 (TA)6 12 91933077 91933088 TGATAATTCGAAGCAGCCAA ACGAGGGAAGCAATTCAAGA 109

Ad02A18696 Aradu.A02 18696 p2 (AG)6 12 91940717 91940728 GTGTTCCCGCATCTGATTTT AACTTTCCTCTTCTCTCTCGCA 176

Ad02A18705 Aradu.A02 18705 p4 (TAAA)6 24 91974602 91974625 TACCTTTTCGGAGGGGATAA TCGAATAAAATTCCGAAAGGT 279

Ad02A18707 Aradu.A02 18707 c (CAT)7ttgatgtggtcaaatgataacaatcctgagatgataatggtgaaccatgatgcctttcatgatcaaatagccaca(CAT)7117 91976719 91976835 GGAGATTCATCATCCAAGGG CATGATGAGCTTCACTCCCA 257

Ad02A18711 Aradu.A02 18711 c (A)11ctaaaattaaaattgatgatgatgaaggtaggtcaaaaataaactctcaatc(T)1477 91984078 91984154 GTTGCTTCATGCCCATACCT CCAATTTTCTTTCTGCTTACCC 227

Ad02A18712 Aradu.A02 18712 c (AATT)5aagtgaaaaagattttatataagtatagacaagaaaagtaattg(T)1175 91986852 91986926 AACAGCATGTGCAATTGGG TTTCTTTGGAATCGTTTCGG 183

Ad02A18714 Aradu.A02 18714 p3 (ATT)14 42 91989115 91989156 AACGTGAACTACCCTGCACC TTGGTGTTTTTATTTTGCCTCA 168

Ad02A18719 Aradu.A02 18719 p2 (GA)7 14 91997993 91998006 TAGTCAAGCACACAAAGCCC CTTGATAGGGATGGGGGAGT 268

Ad02A18722 Aradu.A02 18722 p2 (AT)6 12 92005122 92005133 TTTTGTTAGTTTGTTTCCGTGG TGGCCAAAAATTTATCCCAT 243

Ad02A18724 Aradu.A02 18724 p2 (TA)8 16 92011008 92011023 GGGAGATCCCTTTTGCTTTC TTCACTATCGTCACCAATCAAA 126

Ad02A18727 Aradu.A02 18727 p4 (TTAA)5 20 92011839 92011858 TGCCATACACCAAGCAAAAA GGTTTGGAGGAACTCTCCTTG 241

Ad02A18729 Aradu.A02 18729 p3 (TGG)6 18 92017413 92017430 CATCCAATTCAATTCCAGCG AATTCCCCAAAATTCAACCC 106

Ad02A18732 Aradu.A02 18732 c (T)10atatttcttcggattttatttacataatttcgggtggtattcatagtcaagctaagttag(T)1282 92019872 92019953 ATGGGGACCATTCTTTGATG TCTCACTTCCTAGTTGATGAGCA 279

Ad02A18735 Aradu.A02 18735 p3 (TTA)6 18 92028065 92028082 TGTCCAAATCCACCAATGAA AGAAGCCAAGGAGCAATGAA 127

Ad02A18736 Aradu.A02 18736 p3 (TAT)5 15 92031722 92031736 CGCTTCTCACTTCCTTCACC GGGCCACACAAGAGCTTCTA 178

Ad02A18738 Aradu.A02 18738 p2 (TA)6 12 92033049 92033060 CTCCTCCGTCTTCCACAAAA TTTTTCTTCTACCTCCCATTTCTT 243

Ad02A18739 Aradu.A02 18739 p2 (AG)12 24 92033578 92033601 GCATGCAAAGGAGAAAGCTC TGAGTGGATAATGAGGTGAACAA 144

Ad02A18740 Aradu.A02 18740 c (A)10gaatatttagaagaagaaaaagaagaacaataaggaatatttgagattattctgggtttaatgggatataagg(A)10tcagagaatataataattatgtgtgaagaatgaagtagtgaacttgtacatacatagaacatagttatctccttatctttctatgtga(T)10191 92033704 92033894 TGTTCACCTCATTATCCACTCAA TTCGCAGGTACTTCTTCCAAA 270

Ad02A18741 Aradu.A02 18741 p4 (TAAT)6 24 92034626 92034649 TTTAATGCCTCCAAAGGCTG TTCAGAGAAAGTACCAGATAGGAAAA 265

Ad02A18743 Aradu.A02 18743 p4 (TAAT)5 20 92037700 92037719 TGATGATGATGGTGACATGG GCACACATGCATACATACACAAA 259

Ad02A18747 Aradu.A02 18747 p4 (TATG)5 20 92055474 92055493 GCCTCGTAGGTTCCTTAATGTT ATGGACAAATTTTATGGCCG 278

Ad02A18748 Aradu.A02 18748 c (T)11aaatttgcttcatttttttatataattttttttagttttatatg(T)1065 92057554 92057618 CATCTTGCATGGTAAACAAATGA TTCAATTTTTGGTGAACTCTGAAA 203

Ad02A18751 Aradu.A02 18751 p2 (TA)7 14 92065595 92065608 TTCACAATTATAAACTTGAAAGGGAA AAGGGGACAATGGCTCTCTC 267

Ad02A18754 Aradu.A02 18754 p4 (AAGA)5 20 92073798 92073817 AGCATCAAAAGAGTGCATGG CGAAGTTCAAGGAGTTCGAGA 264

Ad02A18755 Aradu.A02 18755 c (TTC)5caatgtgtttgggagttgcgactcgttcctttgtggagggaacacgcttttttggcgcacgtgtttatttctcttttctccacgtagg(T)13116 92074394 92074509 GGAAATGGTGGTGGTAGTGG TGGACCCAAACACCAAAAAG 268

Ad02A18757 Aradu.A02 18757 p3 (ATA)18 54 92080016 92080069 GCCATTGATCACAGCAAAGA AACGATGAAATTGGACAACAAA 225

Ad02A18758 Aradu.A02 18758 p3 (TGA)7 21 92081493 92081513 CCCTGCGAATTACGGAGTTA AGCTTCGCCAGCAGTATGTT 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A18759 Aradu.A02 18759 p2 (TA)8 16 92082740 92082755 GCTTCTGCTGTTATTTTGGACC TCACTGCAGAAGGTAACGATTC 262

Ad02A18762 Aradu.A02 18762 p2 (AT)7 14 92087075 92087088 CTCATCCCAAGGGGTATTGA TTGGCAAGAAGAAAAATTGGA 247

Ad02A18764 Aradu.A02 18764 p2 (TA)6 12 92095743 92095754 TGACAAATTAAGTACCGAGAAAAA TCTTTTCATTATGCTAAAAGCCA 246

Ad02A18770 Aradu.A02 18770 p2 (AG)6 12 92106845 92106856 TTCCACTTACCTTGGCAATTT CACGAATAAAGCCGTCGAAT 276

Ad02A18771 Aradu.A02 18771 c (A)10gagatttctg(T)1131 92108685 92108715 TTTGTGAAAGTACGTAGCAAAAGC GCAAAAGCAATAGAAGAAATGAAA 101

Ad02A18773 Aradu.A02 18773 p2 (AT)12 24 92125856 92125879 ATTTCTTCGCAAATTGACCG TTGATTAAAACCAATAAGCTTGTGA 241

Ad02A18774 Aradu.A02 18774 p2 (AT)6 12 92126027 92126038 TTGATCACAAGCTTATTGGTTTT TGGAGAAAACCATGGCAAA 269

Ad02A18775 Aradu.A02 18775 p2 (GT)6 12 92130184 92130195 TGTAGAGCTCTTTGCGGTGA ACCCTTGGCCCAACTAAACT 216

Ad02A18779 Aradu.A02 18779 p3 (TAA)6 18 92141153 92141170 GGGAAGGGGCAAAAAGTAAA GGTTTTTCATGATGACGACG 262

Ad02A18783 Aradu.A02 18783 p3 (TAA)6 18 92146907 92146924 AGCCTTTAGTACAATGCCGC GCGGGCGATTATTGACTTTA 261

Ad02A18784 Aradu.A02 18784 p2 (GT)9 18 92154039 92154056 TTCCTCCCTCCAGATCTCCT CAATTACCCTTCCCCCAAAC 103

Ad02A18786 Aradu.A02 18786 c (AG)6aaatgactaaacacaatatgttttatg(TAA)760 92157500 92157559 TAGGGAAAGGGCACAAACTG CAAATTCAGCGATAACAGGACA 252

Ad02A18789 Aradu.A02 18789 c (AC)12(AT)8 40 92166254 92166293 TTTCATTCGATAACGTACATCCAT GGGATAGGAATTGTTTTAGTTAATGC 277

Ad02A18790 Aradu.A02 18790 p2 (TC)6 12 92173071 92173082 AGTGGAATGGCAGAACAACC CGTGCTATTGCCATCAAAGA 164

Ad02A18793 Aradu.A02 18793 p2 (CA)6 12 92181787 92181798 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277

Ad02A18794 Aradu.A02 18794 c (GA)8aatgactaaacacaatatgttttatg(TAA)557 92183661 92183717 TGTTTAAATGGAAAGAAGACGTT TGAGTCGAGTTTGATAGGGTGA 207

Ad02A18797 Aradu.A02 18797 p2 (TA)6 12 92195898 92195909 CAAATTCATCGGATTTGACATT TCATCAAATCACTTGACCCAA 194

Ad02A18799 Aradu.A02 18799 p3 (TAA)5 15 92198135 92198149 GGGGCACAAACTGAGTAAGG TTTGTGGAAACGATGGTTCTT 274

Ad02A18804 Aradu.A02 18804 p2 (TA)10 20 92214957 92214976 TTAAACTCGTCGGATTTGGC CGTCATCAAATTACTTGACCCA 216

Ad02A18807 Aradu.A02 18807 p2 (AG)6 12 92217377 92217388 ATAGGGAAGGGGCACAAACT AAACCCATCAAATTCAGCCA 252

Ad02A18811 Aradu.A02 18811 p2 (TG)6 12 92219895 92219906 CAATCATCAGCACGCTCAAT TCAAGACATTCTCTCTCTTTCCG 133

Ad02A18813 Aradu.A02 18813 p3 (TCT)5 15 92220789 92220803 TCACCTTTTTGTTCCTTTGTTG GGTGGAAGCTTGAGATGGAA 110

Ad02A18817 Aradu.A02 18817 p2 (AT)12 24 92232644 92232667 CTATCTGGCCAAACAGCAGC TTGGGGCATATTTTGGGATA 215

Ad02A18818 Aradu.A02 18818 p2 (TA)6 12 92233000 92233011 GCGATCACTTTTAATTTGGTCC AGCCAAATGGTAACTCAGAGGA 100

Ad02A18819 Aradu.A02 18819 p2 (TA)8 16 92235384 92235399 TGAGCAGTGATCTTATGCGG TCCACGTAAAACAACCCTAACA 211

Ad02A18825 Aradu.A02 18825 p3 (TAA)7 21 92249681 92249701 AACCTTCCACCGTTCTCTCA TGACAGCAGTTCCATTTCCA 280

Ad02A18829 Aradu.A02 18829 p4 (TTTA)5 20 92259497 92259516 TCATAAAAGCATTACCATGGATGT TGGGAGAATCATTCACAATTTC 233

Ad02A18830 Aradu.A02 18830 p2 (AT)6 12 92260436 92260447 GCATTCCATGTAGAAATGAAACA CAAAAGTGTGTTAATCCACCTCC 237

Ad02A18838 Aradu.A02 18838 p2 (CT)6 12 92281683 92281694 TTCAGATTTCCACTCCCCAC GAGTGAGTGAGCGAGGGTTC 116

Ad02A18839 Aradu.A02 18839 p3 (CTG)5 15 92281941 92281955 CACAAACGTCACTACCGTGG TGAGGTTGTAGTGGAGCGTG 280

Ad02A18842 Aradu.A02 18842 p2 (AT)6 12 92285964 92285975 TCCAGTGACCCCATCACTCT TTACCCTCACCCAAAAATGC 191

Ad02A18843 Aradu.A02 18843 p3 (ACC)5 15 92286721 92286735 TGGTGTGAAATAAGGAGGGG ATGGAATTTCAAGGGTGCTG 206

Ad02A18847 Aradu.A02 18847 p2 (TC)8 16 92291602 92291617 CTGCGAAAGGGTTCTTCAAA TCCACGTGAAGTGAAGTGAAG 219

Ad02A18849 Aradu.A02 18849 c (A)13gtttccaaagtaaagtgatgaagcacaaggatggctcttaaaagcataaggagaag(A)1180 92294355 92294434 CCGGCCACAATTATTTGAAC GGCAAGCAAGACACTCTCCT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A18852 Aradu.A02 18852 p3 (TAT)5 15 92296403 92296417 CATTCCTAAAATCTCTCTCACCAA TTCTACTTTTTAATAGTGTCTGGTTGA 131

Ad02A18854 Aradu.A02 18854 c (T)10g(A)10 21 92298555 92298575 CGCAACCTTTTCTTGCTTTC GATCCATAGCGTAAGGCTCG 211

Ad02A18856 Aradu.A02 18856 p5 (ATATA)7 35 92303538 92303572 TCAACTCCACATAAAATCGCTG CCTGCATGGCTTCAACAGTA 232

Ad02A18859 Aradu.A02 18859 p2 (TA)6 12 92304552 92304563 GGAAAATGAGATGGACAATGG GCAATGAAAACTCAGTTACAGTCG 236

Ad02A18860 Aradu.A02 18860 p3 (ATT)6 18 92304928 92304945 AGCTTCCAGCAGGGATTGTA TGGAGATTGCAAAGATGGTG 162

Ad02A18861 Aradu.A02 18861 p3 (TTG)8 24 92305370 92305393 ACACTCACCAACAATCACGG GCAGGGTTTTCTAGCACACAA 252

Ad02A18862 Aradu.A02 18862 c (T)14gaggtttctctatatatccctatggctannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngctatatagtctc(TAA)7108 92306297 92306404 GAAAGTGTTGGTTGGTATCCG AAACAAGGCTTCTTCGTGGA 223

Ad02A18863 Aradu.A02 18863 p2 (TA)6 12 92307013 92307024 TGCGAAACTGTAAGGACCAA AAAAGCACATCCACACACCA 266

Ad02A18864 Aradu.A02 18864 p3 (AAT)5 15 92307587 92307601 AGTGGGGGCACTTTCTCTTT TGAAAAGTTTGCATTCATATTGAG 262

Ad02A18866 Aradu.A02 18866 p3 (TAT)18 54 92308917 92308970 TTGCATGGTGATTAAGACCAAC GGACACCCAACGAAAAGAGA 259

Ad02A18868 Aradu.A02 18868 c (AG)7gaatatgtacacttacttaggagtttgaaacacagctcataact(TC)670 92311343 92311412 TGCATGCAGCAGAAGAATTT ACCGTTATTGGATTTGGTGG 263

Ad02A18876 Aradu.A02 18876 c (A)10tattatttgttataaactgaaaaaatgtcactgacgttttgtaaaaaaatattattttaattatat(A)1086 92349656 92349741 AAAAAGACAAAACGTCACCGA TGTGTTTGGTTTGCGACAAT 258

Ad02A18877 Aradu.A02 18877 c (A)11gatgtagt(A)1029 92351588 92351616 GGAATTGAAGCAAAATTTGTGAA TGTTAGCCTAAACAAAGTTATACCAC 145

Ad02A18879 Aradu.A02 18879 c (T)11aggtatataaactaaggaaagcaagaaagctagccccaaaaatt(A)1166 92358691 92358756 AAATAAATTGAGAGAATCCAATCCA TATCTTTGTCGGCAACATGC 238

Ad02A18884 Aradu.A02 18884 p2 (TA)6 12 92373241 92373252 AGGCTTGTGATGTGGGGTAT TTTGTTTCCGGAACTGCTTC 256

Ad02A18885 Aradu.A02 18885 p3 (TTA)16 48 92373874 92373921 GGGTGATTGTTGCTTCTTCC CGAATTTGGTTTCATAGTTTCCA 270

Ad02A18897 Aradu.A02 18897 p3 (GTG)5 15 92382764 92382778 GGATCTGAAAGACGAGGCAG GACCACAACCTTCCCTACGA 265

Ad02A18900 Aradu.A02 18900 p3 (TTA)6 18 92385762 92385779 GCAGTGCCCAAAATTTTCTT CGGTGTGCCACTCTGTCTTA 124

Ad02A18903 Aradu.A02 18903 p2 (AT)8 16 92393483 92393498 ACAGCTGTGGGATTTGAACC ACACTAATATGCAGTAATTGATTTTGA 249

Ad02A18905 Aradu.A02 18905 p2 (GA)9 18 92395176 92395193 TGGATTTGGCTGCATAAGTG TGCAACCAATCAAGCAAGAG 199

Ad02A18907 Aradu.A02 18907 p2 (TA)6 12 92400997 92401008 CCTTGCCTGAGCTTCGTATC TGATGTTTCATGTCAACCCAA 212

Ad02A18911 Aradu.A02 18911 c (CAC)9attctctcctttctacgacgacgacaacaacaacatgatgaagac(TCA)587 92406722 92406808 AACCAAACAACCACCACCAT CCAACTCTTCCGAAACCCTT 178

Ad02A18913 Aradu.A02 18913 p4 (ATTT)6 24 92408680 92408703 GGTTTGATGCCTTTTGATGG AAATGGAAGAAAGTGCAGGTG 221

Ad02A18919 Aradu.A02 18919 p3 (CCT)5 15 92416577 92416591 GAATCCAACTCCAAAGCGTG CCATTGCTTGACTTGTGGTG 227

Ad02A18924 Aradu.A02 18924 c (A)11cccttaattattcacatagcaggttaaaaaatgaattccgttacagagttaatagaggattcgtacaatatg(A)1093 92431575 92431667 TGGAAGAGGGATTGACCTTTT CAATCCGATCCAATAAAAATGA 277

Ad02A18930 Aradu.A02 18930 p2 (GA)17 34 92443263 92443296 TCCATTTTGTGCTTCCATGA GCAGAGCATCCCTCTCACTC 195

Ad02A18938 Aradu.A02 18938 p2 (AT)9 18 92456235 92456252 ACTGCCACCTGCAATAATCC TGGGAATAAATTGCTTGGATG 241

Ad02A18939 Aradu.A02 18939 p2 (GA)20 40 92456611 92456650 GCTTCCATGAGCGAAGAAAC GGTGACGACGCTGGTTAGTT 237

Ad02A18941 Aradu.A02 18941 c (T)11gggtcaagggtaatggaaagtgctgaataatccaaaaagccatagagttttaattttctgcaatagaagactaggctttatattacc(A)11109 92463808 92463916 TGATCACATCAAGGTTCGGT TTAAAAAGTGTGCAGAAAGCC 170

Ad02A18943 Aradu.A02 18943 p2 (AT)10 20 92464340 92464359 TTCTGCTAAAAAGACAACGAAAAA GCCTGTCTTACGTGGATGGT 265

Ad02A18944 Aradu.A02 18944 p4 (GAAT)11 44 92466532 92466575 TGGATTTAACCGTTGAGTTGG ACATCTCATTCTCCTTCCCC 161

Ad02A18946 Aradu.A02 18946 p3 (TTA)10 30 92472236 92472265 CGTTGAAGCAAAAGCATCAC CGGAAGAAATCGCGACTAAC 182

Ad02A18951 Aradu.A02 18951 p3 (TTA)5 15 92480660 92480674 AATCAATGCAATGTGATTTATACG TCTCATAAATGAAAACCAATCAACA 248

Ad02A18952 Aradu.A02 18952 p2 (TC)6 12 92482363 92482374 CCACCAAGACGAAGATAGCC GCTTCCAAGGTTGAATCACG 279
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Ad02A18954 Aradu.A02 18954 p2 (CA)6 12 92485309 92485320 TCCTCCTTTTTCCTTTGTTCC GGTTTCTCACCCACGACACT 251

Ad02A18955 Aradu.A02 18955 p2 (AT)10 20 92486704 92486723 AGCAACGGATCATGTGTTTG ATAGCAACGATCCAACACCC 206

Ad02A18957 Aradu.A02 18957 p3 (CTT)5 15 92492325 92492339 GGGCGGGTATTACCTAAGAA GAGGAAGAAGAACGTGCAGC 149

Ad02A18958 Aradu.A02 18958 p3 (GAA)5 15 92492493 92492507 GCTGCACGTTCTTCTTCCTC ACACCCAAAATTCGTTGAAG 250

Ad02A18960 Aradu.A02 18960 c (A)10gaaaaatctaaaaacgaaggatccgttttcatttaaagaaaaaaaattaaaaaaacaaagattgtaaatggaaaatccgttttcagtttaagaaaagac(A)10119 92493425 92493543 TGTTTTCCCTGCATGTGGTA AGTCAGACCCTCTGTTTGCG 275

Ad02A18963 Aradu.A02 18963 p3 (TAA)5 15 92495882 92495896 TGAAGGTTAATGCATGGCTC CCACCATGATTTCTCAGTTCAA 229

Ad02A18965 Aradu.A02 18965 c (TTG)6tcattggtagcttttactggcagtcttataagttggattaattgcaaactttggctcataaaagaaaattatcatggctggagaatc(T)10c(T)13129 92497379 92497507 GCTAAAAGAGTGTCCCGAGAG AGACATTGCATCTGGATTTGG 256

Ad02A18969 Aradu.A02 18969 c (AG)9tatgttgtgtgatga(AATTG)558 92510029 92510086 TGTATTGGAGGGTTTGGACC TAATTTTCCGCTTCCTGCAT 280

Ad02A18974 Aradu.A02 18974 p3 (TTA)18 54 92515571 92515624 GGCAAAGGTTCATGGAATGT AAGTTGTTTGTACATCTGTCATCG 187

Ad02A18980 Aradu.A02 18980 p3 (AAG)5 15 92533059 92533073 CCACCCCTAAAGAGAAAGGG TTGTTCCATTCCCAAGTTCC 235

Ad02A18982 Aradu.A02 18982 p3 (ATT)5 15 92534904 92534918 TGTGAAGCATCTTTTGTTTCTTG CGATCCCAAAATTATAACTGAAAA 172

Ad02A18983 Aradu.A02 18983 c (TAA)6tag(TAA)7 42 92535986 92536027 CGCATCATCAATTGCTTGTC TTTCAAAGCTATAGTCCATGTCAAA 119

Ad02A18988 Aradu.A02 18988 p4 (ATAA)5 20 92542166 92542185 GACCAACCCATACCACAAATG TGATCACAGGGTTTTCAGCA 264

Ad02A18992 Aradu.A02 18992 c (CT)7cattgtcatatctttgcaaacaacacataaacaaactccatcaaatacttcccacagtttcca(CT)995 92547883 92547977 AGTTTTTCATTCTTTTACTTTCTTTGA ACAAGGGTGTCGTTTCTTGG 278

Ad02A18993 Aradu.A02 18993 p3 (GAA)5 15 92548229 92548243 AAGAAACGACACCCTTGTGG TTAAGCTTTCCAACGTCGCT 268

Ad02A18994 Aradu.A02 18994 p4 (TTAA)5 20 92550134 92550153 CGACTCTTAGTTATCGACTTCACG TCTTCCCTTGGGACCCTACT 252

Ad02A18995 Aradu.A02 18995 p4 (TTAA)5 20 92550477 92550496 ACCCACCATTTCTACCACCA CAAAGGGGGTGGGATTAACT 169

Ad02A18996 Aradu.A02 18996 p3 (TTA)21 63 92550632 92550694 TTTTTGGGGTATGCTTCAGG GTCGGGTTGAACCAAAACAT 232

Ad02A19000 Aradu.A02 19000 p3 (ATA)9 27 92554851 92554877 TGGGATTCTCCCTCAAGATTT CATAGTCGTGTAATCACATCAATTTTT 280

Ad02A19001 Aradu.A02 19001 p3 (TTA)7 21 92557947 92557967 TTTTTATAAGGCAGAATGACAATTT GTTGGTGCAACAAAATCGAA 208

Ad02A19002 Aradu.A02 19002 p4 (TCTA)5 20 92558386 92558405 GGCAACCTGAGCTTTGTCTT GGTTGAAACTTGAAACGGTGA 251

Ad02A19005 Aradu.A02 19005 p4 (AAAT)6 24 92559665 92559688 ATCCAAGGGAAAATGCAACA AAATGGGCCTCTTGTATGGA 169

Ad02A19007 Aradu.A02 19007 p2 (AC)8 16 92566043 92566058 TGGAAGCACAGACATCAGAA TGCTGTCAGTGATAAGGCAG 214

Ad02A19009 Aradu.A02 19009 c (GA)10(AGAA)8agagagaagagaagccaagaagag(GA)16gggaaagaagaaagagagaaaaaagagagagaagagaagccaagaagag(GA)6169 92570956 92571124 TCAATTTGAGCGCCATCAC TTGTGTTGTCCACGTCTTCG 259

Ad02A19011 Aradu.A02 19011 c (A)11cactattttttgaaaaattttggtcttgctaataatagtaagccatgggtggtacttc(T)1079 92572149 92572227 CTGCACAAAGCGAGACTCAA GTTCCAAATCCAAGCTGCTC 244

Ad02A19013 Aradu.A02 19013 p3 (ATA)5 15 92574812 92574826 TGAATAACACACGCATCATCG CGCACATGCACAATTCTTTT 174

Ad02A19016 Aradu.A02 19016 c (T)10ggaaaattaactaagaaaattattttatggctagaattaatttgaaattttttaattatcaaaaacatcaaattgtaagaatt(A)10103 92580044 92580146 TTGCATGGTTGGTGAAGAAC TGACCCTTCAGACTTGATTTCTC 279

Ad02A19017 Aradu.A02 19017 p2 (TA)8 16 92581092 92581107 AAATGTTGGGGGAAAAGCTA CTTCTTCAACTGCTACATGGAAA 276

Ad02A19018 Aradu.A02 19018 p2 (TC)6 12 92584032 92584043 GGGGAATCTGTTCCCATTTT CACGAGGATGATTCATAAGATATTG 196

Ad02A19019 Aradu.A02 19019 p4 (AGTT)6 24 92585989 92586012 TTCGTTGAGCTGAGTTAAAACTTG CCACAAATGCCTTGAACCTT 248

Ad02A19021 Aradu.A02 19021 p2 (AT)11 22 92590357 92590378 TGTACCTGGAACACCGATATTT TTCAAAGCAATCAATGGCAA 228

Ad02A19023 Aradu.A02 19023 p2 (TA)6 12 92593866 92593877 ACCAAACCACATAGCAAGCC TTTGAAATGCCTTTAGAATTGC 249

Ad02A19024 Aradu.A02 19024 p3 (ATT)5 15 92594305 92594319 CGGCAGATCAATCTCCAAAA CCGGTTATCCACCGTAACAT 280

Ad02A19025 Aradu.A02 19025 p3 (CTC)12 36 92596283 92596318 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 177
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Ad02A19031 Aradu.A02 19031 p3 (TAC)7 21 92607859 92607879 CTCTTCCAGCAGCAACATCA TCAATGCAACAATCCTCCAA 239

Ad02A19032 Aradu.A02 19032 c (T)11aatttgcccatttatcaatgatccatcatcttcaattattacatcaactatggg(A)1075 92615498 92615572 TTGATTACAGCATTGGACGC TTAAGCCAAACCCAGTGTGA 271

Ad02A19040 Aradu.A02 19040 p2 (CA)8 16 92627513 92627528 CCCATCAACCAACCATGTTA GTTGACGCCGGGTTATTCTA 272

Ad02A19041 Aradu.A02 19041 p2 (GA)14 28 92631654 92631681 TGTTCAGCCGCCTAGAGAAT AAAGCAGGTAACTTCCCCGT 181

Ad02A19043 Aradu.A02 19043 p3 (TCT)6 18 92633321 92633338 CCTGCCTAAGGTGCTGTGA GGGGTGAAGGTGAAGGAAAT 279

Ad02A19047 Aradu.A02 19047 p3 (GAA)5 15 92639823 92639837 TAAACCTCGCCCAAATGAAC TCGATGGTGTCACTGCTCTC 178

Ad02A19051 Aradu.A02 19051 c (ATGT)6atactttttttattt(A)1049 92644828 92644876 TGAAAGTAAAAACATGAGCAAATTAAA AATTTGCATGCACTCAAAAGA 226

Ad02A19052 Aradu.A02 19052 p4 (AAAT)7 28 92645435 92645462 GCATGCAATTTAGGGTTCAT TGTGATTTGCAAAAGGAATAAAAA 280

Ad02A19054 Aradu.A02 19054 p2 (TA)6 12 92648050 92648061 AACTTCTTCAATGGACGAGCA TTGCAACAAACCGTGAGCTA 198

Ad02A19055 Aradu.A02 19055 c (GA)9ttgtgttatagttaaacttgtattcttta(ATT)562 92648299 92648360 TAAAATGGATGGTGGTGGGT TAACAGCACATTGCTTTGGC 271

Ad02A19060 Aradu.A02 19060 p3 (TAA)6 18 92660261 92660278 ATCATAGCAAACTGGCTCGG CCAGCACTTCCGATCAAAAT 255

Ad02A19064 Aradu.A02 19064 p3 (TTC)5 15 92665514 92665528 CCGGTTGGTGTTCTTGTTCT GGTTGTTGGTATTGGAGGTGA 123

Ad02A19070 Aradu.A02 19070 c (GGT)5gacgatgatggtgttgggttgagaattggaatgaaggttttaggaggaagatggaattggaggaca(T)1091 92685023 92685113 AGAGGAAAGTGGTGGAGGGT AAACACCCAAAAGAAAGGGG 194

Ad02A19071 Aradu.A02 19071 p3 (CAA)6 18 92690572 92690589 AACAAAAGCAAAACCGGAAA CGCAACCCTTCCCTACAAT 222

Ad02A19079 Aradu.A02 19079 p3 (GAA)5 15 92711084 92711098 ACCGGTTTCTTTGAAAGCCT GTCGTTTTGGATGGCTTTGT 171

Ad02A19080 Aradu.A02 19080 p3 (TAA)8 24 92716742 92716765 TGGTTGACGGTAGAATATGATGT ATTTCACCAAGTCACCGACC 120

Ad02A19085 Aradu.A02 19085 c (TAAT)5tggcttagtt(A)1141 92730132 92730172 TGAGTTCAGCCCTCATTTCAT ACTGCACCTGAATTTCCACC 253

Ad02A19086 Aradu.A02 19086 p2 (AT)6 12 92730496 92730507 GGTGGAAATTCAGGTGCAGT TGTGGGCCTCTTTGGATAAG 242

Ad02A19087 Aradu.A02 19087 p2 (AG)8 16 92731708 92731723 GGGTTCTGATGAAAAACCCA TTCATCACGGTTTACATTTTCA 186

Ad02A19090 Aradu.A02 19090 p3 (AAT)18 54 92739073 92739126 TGCGTCTGAATTCGAACTTTT AGTTTTTGAAGACGTGGCAA 170

Ad02A19095 Aradu.A02 19095 p3 (TAA)12 36 92745068 92745103 AACGAAATGAGATAGAATATTCACG TTATTTTCGTGCAAGGGACA 253

Ad02A19096 Aradu.A02 19096 p2 (TA)7 14 92747008 92747021 TTTTCATGCAAAGTTGATTTCATA TCAATCATTGGTGAATCCAAAA 268

Ad02A19100 Aradu.A02 19100 c (A)10tacacacacatactt(TAA)849 92749425 92749473 TGCAAGTAAAAATTTAAGCTCTAACAA ATGGTTGTGAATAATGCCCC 262

Ad02A19101 Aradu.A02 19101 p3 (ATA)5 15 92750058 92750072 GTGGAAGGAAAAGGTGCAAA TCACCATGATCCACCAAAGA 176

Ad02A19107 Aradu.A02 19107 p2 (AT)6 12 92764882 92764893 GCGATTTGAATTGGATTTGA AAACTGCCGAGTGCCATATT 235

Ad02A19109 Aradu.A02 19109 p3 (AAT)5 15 92767124 92767138 TGAACAAGTTCGGTTTTTAGGTT TGTATCTAAGCCAGCCACACA 234

Ad02A19113 Aradu.A02 19113 p2 (AG)6 12 92772519 92772530 TGGTGATTGGTGAAAGCAAC AAACGCCTCCTTCTTTTTCC 124

Ad02A19114 Aradu.A02 19114 p2 (AT)6 12 92776428 92776439 TTATCTTTCAGAAAACCAATAAACAA TACCACCTCCACCTCCTCAC 202

Ad02A19115 Aradu.A02 19115 c* (A)10(AC)6* 21 92781013 92781033 ATTTGCCAACTCAAACGCAT CTCAGGAGCAATCGACTTCA 271

Ad02A19119 Aradu.A02 19119 c (A)10gaagttaataattcattatgttttagtaattctcaaaagtttaattcttgtcttggtcaatggatgaatagacacttagtagtttttttta(CT)7115 92789180 92789294 TTGTTGATTTATCGGATTAAAGG TTGCAAATTAAATAAAAGAAAACGA 274

Ad02A19120 Aradu.A02 19120 c (T)13catctaacattttttcatgcaaaaaagaaagatataaaagaagttgcattgctaaccctactcaatcttcattagg(T)12101 92794731 92794831 TTTTCATCCTAACTAACAGGACACA TCCGAAACATCTTAGAACGATT 200

Ad02A19123 Aradu.A02 19123 p2 (TA)7 14 92803502 92803515 TTTGACTAATTGTTTTTGTTACCGA CCTGAGAGTCGTTGGATGAA 178

Ad02A19127 Aradu.A02 19127 p3 (TTA)16 48 92804993 92805040 TTTCTTTTCTTGTAGCTTCATTTG AAAAAGTTTGTGGTGCTCAGA 280

Ad02A19128 Aradu.A02 19128 p3 (ATC)5 15 92807328 92807342 GAAGGCAGAGTGTAACCCCA CGTGCCATACCCTTTTCATT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A19132 Aradu.A02 19132 c (A)10tccaacaagaagttggtatatggttagaataagggcaac(T)1564 92813481 92813544 TGGCGAACTACTTTCCTTCTG TTTGATCCCACAATGCTCAA 227

Ad02A19135 Aradu.A02 19135 p2 (AT)7 14 92815755 92815768 TCAAATACCGATGGCAACCT TCCCTCTCAATTTCTCCAACA 277

Ad02A19138 Aradu.A02 19138 p3 (ATA)17 51 92822687 92822737 TGATCGAAAACTCTGACATGC TGAGGAACAGAAAGAAGAGGGA 180

Ad02A19140 Aradu.A02 19140 c (T)10agtattttctaattggtggaattggaagcattttgagttgaacttgaactgaggctaagatcaagaagggtatttggaccattaa(TAT)10125 92823599 92823723 AGTGGGGTCAACATGCTTCT GAAGCAAAAGCTTTCAAAGGG 228

Ad02A19141 Aradu.A02 19141 p4 (AATT)5 20 92823916 92823935 TGAGTTCAGCCTCTCCATCA TTTGGCTTACCTAATAAGTTGGTTG 247

Ad02A19143 Aradu.A02 19143 p5 (AAAAT)5 25 92824364 92824388 CAACAGAGGAGGAGTGGGAA CAACTCAGGGCAGGTTTTGT 229

Ad02A19146 Aradu.A02 19146 p2 (AT)8 16 92829722 92829737 TCAGCCAAAATACAAAATTCAAGA CAATGTGTCATATAAACCAAACACA 230

Ad02A19150 Aradu.A02 19150 c (TAT)15(TGT)5(TAT)678 92833053 92833130 TGATTGCATCAGCCCAGTAG GCTTGATGATGCTCCACAAA 139

Ad02A19152 Aradu.A02 19152 p2 (TG)8 16 92838454 92838469 TTTTAAGAAGCGGACGAGGA CGTATCGCTGTTTTCTTTGGA 279

Ad02A19154 Aradu.A02 19154 p3 (AAT)5 15 92839579 92839593 AAGGGGTCCAATGCAGATTA GGGTTGCAATAATAATTTCCCA 247

Ad02A19155 Aradu.A02 19155 c (T)13caaga(T)10 28 92840475 92840502 ATTTGAGGGTCTGTTGCTGG CTTGAACAAAAAGGGCCAGA 238

Ad02A19166 Aradu.A02 19166 p2 (AG)8 16 92866656 92866671 AAGCTGTATCTTTTCTGGGGAA CAGTATGGGCTTTGTCAGCA 131

Ad02A19169 Aradu.A02 19169 p2 (CT)6 12 92874017 92874028 AACCAGTGCTACTGATGGGG GATGATAATGGCAGGGCTGT 198

Ad02A19173 Aradu.A02 19173 c (A)11gaataaggttgggagtcttatttttattgtgtttttcggtatattcttaagtttggttttgtaatacagcttc(T)1094 92879281 92879374 CCAGCTTGCTAGCCTACTCC GTCACAATCGCTTGCTCATT 268

Ad02A19174 Aradu.A02 19174 c (TCC)6tcattctccttcttcaattctttttcgcgttccttcttcttcaagcgttttctccttttcgccattctt(TTG)5102 92884244 92884345 GTTTACGCATGGAGCGTCTT TGCTTCTTCATCAGGGAGAGA 193

Ad02A19175 Aradu.A02 19175 p3 (AAG)5 15 92884856 92884870 AGCAATTGTTGGTGATGACG TGGACTATGCTACGCATCCA 269

Ad02A19177 Aradu.A02 19177 c (A)11ctatgatggtctccta(AT)8(AC)655 92887152 92887206 TTTTAAAAATTGCGGGTTCG GATTTGCTTTAATTTCAAAACACTAA 270

Ad02A19180 Aradu.A02 19180 p4 (AAAT)5 20 92891099 92891118 TTTTGTTATGCTGCCCAATTT TGAATTCATCACTCGACCAAA 216

Ad02A19181 Aradu.A02 19181 p3 (TAA)5 15 92891313 92891327 CTGCATAGTTGAGGGATACCG TTTGGCTTTGTCAAGTTTCG 234

Ad02A19185 Aradu.A02 19185 p2 (AC)6 12 92896787 92896798 GTTTTCTTCTTTGGGGCCAT AATGCATTCTATTCACACACTTCA 191

Ad02A19187 Aradu.A02 19187 c (T)10agcaaattatagaagatttgatcatgatat(ATG)555 92900877 92900931 AAGTGAATTATGAAGCACATGAACA AATCCACCGACACCATCAAT 247

Ad02A19188 Aradu.A02 19188 p3 (AAC)5 15 92901583 92901597 TTTTTCGAAGAAACTAAGTTAAAGGC TCCAAAAACTTTAGATGATGACGA 198

Ad02A19193 Aradu.A02 19193 c (CAA)8(TAA)6 42 92910778 92910819 ATCTGTTGGCCGGTAGTGTC CACCGAGTCACATTGGTACG 237

Ad02A19195 Aradu.A02 19195 p2 (AG)8 16 92913495 92913510 AGCTGCGGTAAACCTTCTGA TGCCACGTGAATGTTTTTCT 262

Ad02A19197 Aradu.A02 19197 p3 (ATA)5 15 92917969 92917983 CCATGTGATCAGTTGTTTGTCC TCTATGATCAAATAGGGTTTTGG 223

Ad02A19201 Aradu.A02 19201 p3 (TTA)7 21 92921862 92921882 AGGTCAAAATCAGAGTTGTTGC TGTTGGCCATGTCAAATACTG 246

Ad02A19202 Aradu.A02 19202 c (GGT)5gtcgctgttgccgctgctcccgccggaggaggagg(TGC)565 92923609 92923673 AACTGAGGTTATTGCTGCCG CGGATTCCTCTTTTTCCTCC 170

Ad02A19204 Aradu.A02 19204 p5 (CATCA)5 25 92927520 92927544 CGAGCTGATGCAGCTAACAA TGCAGTGCTTAGTGATTACGG 239

Ad02A19205 Aradu.A02 19205 p2 (AG)11 22 92928337 92928358 CAGCTTTCCGCATGTCATAA ATTCCCTTGACCACTCTCCA 255

Ad02A19207 Aradu.A02 19207 c (T)11ggagggggttgaagaagc(AT)641 92931946 92931986 GAGTGGCAAATGGTCACAAA CAATGCAAGTTCACATGGGT 224

Ad02A19210 Aradu.A02 19210 c (TC)6tttctctctctaactccgagcttcctccacgttagggttttcttctcatctctcttatcttcacttc(CTT)7100 92940801 92940900 AAAGCCAAGCAGAGAAACCA TTGAAAATGACGGAACCAAA 273

Ad02A19214 Aradu.A02 19214 c (TA)9atttgggtcaaagttatgactatatataagttgatcttgaagctttcatttgtt(A)1082 92946616 92946697 AATCCATTACGATTCAAAAACTCT TTTTGGGTTGGGCTTCAATA 215

Ad02A19215 Aradu.A02 19215 c (TA)6ttaattttgagaatcataaattttagttattttcttctctattgttatagggttaaaatttaaaattttcaaaatta(AT)10109 92951925 92952033 TTCACATAAACCAAACCGGA GAGAGAGCAACGACGAGCTT 237

Ad02A19218 Aradu.A02 19218 p4 (TTCA)5 20 92961458 92961477 AATGAGCCTTGGTGGTGAAG TCCCTTGGAAAATCAATCCA 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad02A19220 Aradu.A02 19220 p3 (ATA)16 48 92965267 92965314 TCAACTTGGTGGTTGTTGTTAAA ATTGGGGTTTGTCAACCAGA 136

Ad02A19221 Aradu.A02 19221 p2 (TC)6 12 92969310 92969321 ACAGATAGCAGGGTGCATGA AGCAAGAGAGAGCAAAGATCG 257

Ad02A19222 Aradu.A02 19222 p2 (AT)6 12 92970834 92970845 TGGACCTGAATTTCCACCTT TGGCACTTTCTGATCACTGC 222

Ad02A19228 Aradu.A02 19228 p3 (TAT)5 15 92978648 92978662 GGGTTTGGAAATGGTGAAGA CAGCACCCAAGCTTTAATTTG 271

Ad02A19229 Aradu.A02 19229 p2 (TC)9 18 92980204 92980221 TTTGAATCACGGAACTCTTGTG AGGGTTCCTGGTTTTTGCTT 237

Ad02A19232 Aradu.A02 19232 p3 (AAG)6 18 92982368 92982385 AGCATCAACAAATTCCAATCAG TGGCGTAGCTACAATCCAAA 163

Ad02A19234 Aradu.A02 19234 c (T)13aaagataggattctcgaactcgcaacttcttaattgagtttgtaagtgagtttgtaatacctaatattagattgtataatctatttaacc(A)15118 92985326 92985443 GTTACGGTCCGAAAAGGTGA TCACTTGGAGGCTAGTTCACA 272

Ad02A19236 Aradu.A02 19236 p2 (AT)7 14 92987103 92987116 TAATGCATGATGGGGATTGA CCCAAACACGGTCTAAAAAGA 266

Ad02A19238 Aradu.A02 19238 p4 (ATTT)5 20 92989516 92989535 TCACACAAGTCAAGCATGTCA GAGTGGTGTTGTTGATTTTGGA 174

Ad02A19240 Aradu.A02 19240 c (T)11atgaattcgagtggttgaatgttttaaaaattttaaataagacatgatggaaaaaactgcaactggatttttcccccaagacattacga(T)10cttcccttttattataagtg(T)10140 92991006 92991145 TCCACCATTACTCTTGGGGT CCGCAATTTTCAAACCACTT 252

Ad02A19241 Aradu.A02 19241 p3 (ATT)5 15 92994277 92994291 AAGGGAAATTCCACAGGCTT AGCAGCAAAAGATGCCCTAA 263

Ad02A19243 Aradu.A02 19243 c (A)10gtaataagttccttgatatagttcatcgtcaaaggctttttgttcatattacagtttggaaatatgcaaacaaaatccttacaagccacc(T)11111 92995280 92995390 AATTTATTGGCCAGTGGCAG GCTAACGGAATAATGGGTAGCA 222

Ad02A19244 Aradu.A02 19244 c (A)10gatttagagccattttttattgcatgtgatgatctcttcattttagccaatggcaaacttatctaac(T)10attattt(A)10104 92999274 92999377 CAAACATAATCCCCTTCCCA CGTAAATATCACTTGCTTAAGTTGTCA 217

Ad02A19253 Aradu.A02 19253 p2 (CT)9 18 93005077 93005094 TTTACGTGAGGTGGACTGGG AACCGTAGTGGTGGTTCTGC 211

Ad02A19257 Aradu.A02 19257 p2 (TA)6 12 93009887 93009898 GAAATGAGTGTGCTCCACCA TTAATCTGTCAGACCGAGGGA 212

Ad02A19264 Aradu.A02 19264 p4 (AAAT)5 20 93018267 93018286 TTCTTGGACGCCTATGATCC AATACTGGTGGCCGACTTTG 155

Ad02A19265 Aradu.A02 19265 p2 (AT)6 12 93020423 93020434 AAATGGTATCAAACACGCGTAA TCAATCCAAACTATGACACTTCG 100

Ad02A19266 Aradu.A02 19266 c (AAT)5tgatccatcaccacaatgcatgtgtaaagatt(A)1158 93022733 93022790 TTTGTGTCACATCATTGGATCA GCAAGTACCAAGGTGCAACA 275

Ad02A19271 Aradu.A02 19271 p3 (AAT)5 15 93027028 93027042 ATATTCCCCTCCTCCACCAC ACCTTGTTTTGGGCCTTCTT 165

Ad02A19272 Aradu.A02 19272 p2 (AT)10 20 93027567 93027586 CAAGTTTTGGCTTGTTGAGTTT AACTCATTTTTCTATGCGCC 234

Ad02A19280 Aradu.A02 19280 p3 (AAG)8 24 93046368 93046391 CCCCAATTTTTCGTGTGAAG GGAGCGAGCTTCACTGTCTC 160

Ad02A19283 Aradu.A02 19283 c (GT)22(GA)28 100 93057512 93057611 AACAGCAACATCCTGCAATTT ACATCGTGCTGAGTGGAATG 273

Ad02A19286 Aradu.A02 19286 c (A)10tattttcggtcccttatttttatttttatgggactgattagtccctatataaagaaaaagtcaatgtttta(T)1192 93062110 93062201 TTTTGAGAACAAATCCTAAATGGTC ATCTCGAAGGGACAACAAGG 241

Ad02A19292 Aradu.A02 19292 c* (A)11(AG)6* 22 93074718 93074739 TCATGCAAAAATTGATGTGAAA TGTAAGCGTCTCCCTTTCCT 247

Ad02A19294 Aradu.A02 19294 c (A)13ggatcttcc(A)1032 93075736 93075767 ACCTAGGATTGGGGGTTGTC GGGTTGGAATTTCATACCAGAA 214

Ad02A19295 Aradu.A02 19295 c (ATTT)5ttc(ATTT)751 93081105 93081155 AGCGGTACCCATCCAAGTCT CCACCTTGCCTTTCCTGTAA 244

Ad02A19297 Aradu.A02 19297 p3 (ATT)10 30 93089586 93089615 TTCTTGTGAACCGGTGTAAGC TCAGCGTAATATTCGGTCTACG 264

Ad02A19301 Aradu.A02 19301 p3 (AAT)5 15 93095814 93095828 CCATCTTGCTAAGAAGAGACCC GCAAATTGGTCTCTTTTGTTTTT 107

Ad02A19302 Aradu.A02 19302 p2 (TA)6 12 93096995 93097006 TCACTTAGCCATTAATTCAATTTCTTT GCAGCGGATTAGTCCTTGTC 240

Ad02A19307 Aradu.A02 19307 p3 (CAA)5 15 93098739 93098753 TGGAACTGGTGAACTGCAAA AATTGTCGTCATTGTCGTCG 219

Ad02A19314 Aradu.A02 19314 p2 (TA)6 12 93109730 93109741 ACTGCGGCAAAAAGAAATGT TGACCCAACAATCAAAGTAAGTG 280

Ad02A19315 Aradu.A02 19315 p3 (AAT)5 15 93110235 93110249 GCATTTTGTTTTGAAGAGAGACA GCAATCACTCGACCAATCTAAG 280

Ad02A19317 Aradu.A02 19317 p2 (AT)6 12 93112791 93112802 GGAATCCCAGTGTAAGCACG TCAACCAGGATTATATATATTTGGCA 234

Ad02A19318 Aradu.A02 19318 c (A)10gaaaagacaaaagtacaaaacacgtgcatgcttattatttcggttcaattatctaattaaaagtttaaactttttaaatt(A)10100 93114392 93114491 AACAGCTAATCAAATAGTTGGCA TGGGAATCTCCCATGAATCT 233
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Ad02A19321 Aradu.A02 19321 p2 (TC)7 14 93120162 93120175 TCCTTCTCAATCATTTGTTCTTCA TGGTTAGATGATGGATTCCAGA 193

Ad02A19325 Aradu.A02 19325 c (A)10gaggaaatcaaattctttttgaaagggggaatatctcatccttgagattaatagagaaattaaactt(A)1188 93136521 93136608 TCAAAATAGGCTTGGTACCCC CCTCAAACTTTTCTTCCCCC 257

Ad02A19326 Aradu.A02 19326 c (T)13atcaatcaaactaaaatatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntatatgcttcttag(T)1495 93142928 93143022 TGTTGACTTTTTAAATGTTATACGAAA TTAGTTAACTTTGCAAAATATTCCTTT 245

Ad02A19327 Aradu.A02 19327 c (TTG)5tataagtttatacaagttatttatattcatacgcgcatattctttttgtgccgttattgcacgttctttgtta(T)1098 93146436 93146533 ACATGACAGAGCACAATGGC AGAAGAGGAGGAGGAGGTGG 208

Ad02A19328 Aradu.A02 19328 p3 (CTT)6 18 93146998 93147015 TGCTGATAAGCTCGGCATAA TGATGAAGATGATCGATGATGAA 101

Ad02A19330 Aradu.A02 19330 p2 (TA)11 22 93148613 93148634 TCAGACCTTTAGATTGTGTTTGGA ATTATTATCGTTTCGCCGCA 164

Ad02A19331 Aradu.A02 19331 c (A)10(T)11 21 93148882 93148902 AGTGTTCTGTGCGGAATGC TTGCCTATATCTTCACAAAGGGA 279

Ad02A19332 Aradu.A02 19332 p2 (CT)6 12 93151454 93151465 CCTCTCATGCTTCCTCTGCT CACACTTTCTCAACCAAAACCA 213

Ad02A19333 Aradu.A02 19333 p2 (AT)13 26 93151708 93151733 TGGTTTTGGTTGAGAAAGTGTG TTGATTTGCTTAAAATATTGGGG 201

Ad02A19334 Aradu.A02 19334 p6 (AAGAAC)7 42 93152808 93152849 CTTCTGAGACTAAGGGGCCG CATCACCTAGGGTCAATCGC 240

Ad02A19339 Aradu.A02 19339 p2 (AT)6 12 93165682 93165693 CGGTCTGGTCGATTTTGAGT TTGTTATTATGCCGTTGTTCG 171

Ad02A19343 Aradu.A02 19343 c (A)13ccctaacctactgcacatttttctaaagaagagaaagaaaaagaacacactttcacttcttttaaatgcaaaacacactc(ATT)5108 93171772 93171879 TTGATTTGTCGATTCGGAGA AAAAGGAGGGAAGTGGAAGC 155

Ad02A19344 Aradu.A02 19344 p3 (CTA)7 21 93175167 93175187 TGCAAATAATAAAGTTGGATTTTGA CATGGTGCAATCAATGGAAA 278

Ad02A19345 Aradu.A02 19345 p3 (GTC)6 18 93178698 93178715 GGCGGTTGAGTAGTTGTGGT ACCACGTGACGGTAGATTCC 224

Ad02A19346 Aradu.A02 19346 p3 (TAA)5 15 93181224 93181238 TTCAAAGATATTTTGGATGGTTTAT TATGCTTCGTTGTTTGCTGC 145

Ad02A19347 Aradu.A02 19347 p3 (TTC)5 15 93181394 93181408 GCAGCAAACAACGAAGCATA CTAACAGGCTTGGATGGCTC 250

Ad02A19350 Aradu.A02 19350 p3 (GCC)5 15 93189576 93189590 TCACTCCTGATGAACCACCA TCACCATGGCAGAGAATGAA 124

Ad02A19351 Aradu.A02 19351 c (AGA)6accaaactgaaccattttgggttggtttctatgttgaagattttgttgttgttgtgaaggg(TTA)10109 93189825 93189933 TTGTTGGTGTTTGTTCTTGGA GGTAGTGGCATGTTCTCTGTCA 219

Ad02A19353 Aradu.A02 19353 p2 (AT)8 16 93194119 93194134 TAAGCAAAGTTGCGAAACGA ATATGATGGTCGACCTTGGC 149

Ad02A19355 Aradu.A02 19355 p5 (AATAA)5 25 93198404 93198428 ACGGCAGTTGTCGTCTTTTT TGTGTATTGCGTTTTTGCGT 213

Ad02A19360 Aradu.A02 19360 p2 (AT)7 14 93203253 93203266 TCCATTCATACATGGTCCAAA CCTTGTCTCCCAACCATCAC 256

Ad02A19361 Aradu.A02 19361 p2 (TA)8 16 93204371 93204386 TGAAAATTCAGGTGCAGTCG TTTGCTTAAATCTTGCATATCATGT 204

Ad02A19367 Aradu.A02 19367 p2 (CT)10 20 93211215 93211234 GCCTTGTCCGTTCCTATTGA TGGCTAAGTTGGTAGTGGGG 106

Ad02A19368 Aradu.A02 19368 p3 (TTC)6 18 93212353 93212370 CCTACACCAACCCTTACCCA AACTGCACCCGAGTTTTCAC 199

Ad02A19369 Aradu.A02 19369 p3 (AAC)6 18 93212816 93212833 AGGAGGATCATCAGCAATGG CTTAGCCTTCCACCTTGCAC 217

Ad02A19370 Aradu.A02 19370 c (GGT)5gacgagactaccgtagaaagcacttctgaggccctacgctgttccaacaccaacaaatcatcatcaatttcaagagctactgcttccattgttcataatc(ATA)6133 93213837 93213969 GGGAATACTGAGAGATCATCAAGG GGGAAGAACTGTTGGTGGAA 265

Ad02A19372 Aradu.A02 19372 p4 (AAAT)5 20 93214824 93214843 GCAAAATTTCACCCTAGCCA CACTGGGCATGAACAATCAC 230

Ad02A19373 Aradu.A02 19373 p3 (AAT)5 15 93217453 93217467 TTCTCGATAATGGACCCAGC TCTTTGCTGTTTGATTCTGTTTTT 234

Ad02A19380 Aradu.A02 19380 p2 (AG)10 20 93232770 93232789 TGAAGAGAGGCAGAGAGGGA ACCAACCAATTGAAGCAGTG 131

Ad02A19385 Aradu.A02 19385 p3 (TAT)6 18 93245415 93245432 CGGAAGAGAAAGTGGTGGAG GCCATTGTTGTTGATGGTTG 262

Ad02A19386 Aradu.A02 19386 p2 (CT)10 20 93245714 93245733 TCTGGGCATGCATGATTTTA TCAAATGCAGTCAAAATCGG 189

Ad02A19387 Aradu.A02 19387 p2 (TG)6 12 93246325 93246336 TTTTCTGGCGACAAAAACCT TTCTTTACCCATGAAGAATTCCA 174

Ad02A19391 Aradu.A02 19391 p3 (TAA)5 15 93248989 93249003 CCAAAATTAGCGAGAACTTATTTTATT TCTTGCCATGATTGGGTATG 280

Ad02A19393 Aradu.A02 19393 p3 (ATT)5 15 93251009 93251023 GATTCATGAAGTGTTGGGGG AAGTGTTTCCACCACCTTGG 192
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Ad02A19399 Aradu.A02 19399 p3 (GTG)5 15 93261073 93261087 GAAGCTGGTTACGTGGCATT TCAATCATGGACACTCTCCG 100

Ad02A19402 Aradu.A02 19402 p3 (TAT)5 15 93269013 93269027 TCTCTCCAAATTGCAGGGTAA CTTTCGGTTCTTCCATTTGC 280

Ad02A19403 Aradu.A02 19403 p2 (GA)6 12 93270742 93270753 CACCAGTGTTGCCAGATGTC CCCACTTTCAACAATGACCC 100

Ad02A19404 Aradu.A02 19404 p2 (TA)12 24 93271021 93271044 TCAATAGACGAATGATTACACACTT TTGGAGTGCTAATAAAAAGCCA 152

Ad02A19407 Aradu.A02 19407 p3 (GAA)5 15 93281536 93281550 TCGGTTAAAGTGAGCCAAGG TCTTCGCATCTCAATTGCAC 238

Ad02A19408 Aradu.A02 19408 p3 (GAA)5 15 93283618 93283632 GAATCACGGAATCCGAAGAA TGCAAACTCAATGCCAATTC 247

Ad02A19411 Aradu.A02 19411 p2 (TC)10 20 93286498 93286517 ATCACCACCACCCTATGCTC ATGCCCTTCTTCCTTCATCA 280

Ad02A19412 Aradu.A02 19412 p3 (TTC)5 15 93286639 93286653 ATCACCACCACCCTATGCTC ATGCCCTTCTTCCTTCATCA 280

Ad02A19415 Aradu.A02 19415 p2 (AT)6 12 93292542 93292553 ACATCGCGCTCAATCTTCTT ACTCGAATCCGTTTGGTGAC 276

Ad02A19416 Aradu.A02 19416 p2 (AT)7 14 93295403 93295416 GTCCAGACTGCAATGAAGCA AAGACAACCGGGAAGGTAGC 252

Ad02A19420 Aradu.A02 19420 c (AGA)14atgaagatgaagagagagaaattatgagagagaa(AG)688 93299024 93299111 AAGAACAACGACGGAGAACG TGCAGTCCGTGAAAGTAACG 278

Ad02A19421 Aradu.A02 19421 c (A)10t(GA)10 31 93312239 93312269 TGTGAATGAGTGTGCACCAA TCAGCTGGGTACGGGTAATC 213

Ad02A19425 Aradu.A02 19425 c (AGG)5aaaaagaggaacgc(GAA)544 93317071 93317114 AAAAATGCAGCAACAACAACA ATGTGGGACCTTACAAAGCG 190

Ad02A19426 Aradu.A02 19426 c (CCA)6cacagcactcttccttc(TCT)1683 93322702 93322784 ATAAATGGCCACGTTGCTTC GATGACGGTGGAGAGACGAT 226

Ad02A19427 Aradu.A02 19427 p3 (AGA)5 15 93326186 93326200 TAGGATTCAAACCGAAACCG TGCTTAGGGGATCACAAGAA 205

Ad02A19430 Aradu.A02 19430 p3 (TAA)9 27 93330208 93330234 CATTCGTATGCCTATTGTAGCC GTGCATGCAGCTCTCCATTA 274

Ad02A19431 Aradu.A02 19431 c (T)10ccttttaattgagtctttacattaa(T)1045 93330930 93330974 TCATATTGGTCTTTATAGTTTCGCA TGCAGGAACCCAAATAAAAA 137

Ad02A19434 Aradu.A02 19434 p3 (ATT)16 48 93333060 93333107 TATAACCCATTTGCCTCCCA AAGTGAAAGCCTCACTTTAGAAGA 171

Ad02A19435 Aradu.A02 19435 p2 (TC)7 14 93334354 93334367 CTCCCCACCTTTGTCCCTAT TGTGCTTCAATGGTTGAGTGA 159

Ad02A19436 Aradu.A02 19436 p3 (AAT)5 15 93334694 93334708 TGAGCAGGACTCAATGTTGG GCGGCAATAGAAGCAAAAAG 175

Ad02A19439 Aradu.A02 19439 p2 (AT)7 14 93335772 93335785 TGAATAATTGATTGGCACATGG CCCCATTCCTCTTTATTCCC 140

Ad02A19444 Aradu.A02 19444 p3 (AAT)5 15 93350084 93350098 GGGGTTTCAGCAGCAAATTA ATATGCGCGTCAACCAATTA 174

Ad02A19445 Aradu.A02 19445 p3 (TTA)5 15 93350217 93350231 ATAATTGGTTGACGCGCATA CCATGCATTACAGCTGTTGAC 152

Ad02A19447 Aradu.A02 19447 p2 (TG)7 14 93352143 93352156 TTGATGGGGATGGAAGTTGT TGACAATTTGATGTTCAATCCA 159

Ad02A19454 Aradu.A02 19454 c (AAG)5atgaagatgaagatg(ATA)545 93360673 93360717 CGGCTACCTACGCAGAAGAA AAATCTGGCTCAGGACATGG 196

Ad02A19459 Aradu.A02 19459 p2 (AT)6 12 93365627 93365638 CATGCAAACCCTAAATATCATCA TGTGAAGCCATGCATACGAT 264

Ad02A19460 Aradu.A02 19460 p4 (AAAT)6 24 93365942 93365965 ATCGTATGCATGGCTTCACA GACGAAGTTAACTGCACCTGAA 253

Ad02A19464 Aradu.A02 19464 p3 (TAA)5 15 93372360 93372374 TGAGCAAACGGTAGACAAGG TTTAGCATGTGCCTTTGTGC 151

Ad02A19466 Aradu.A02 19466 p2 (AT)6 12 93385488 93385499 AAGTGTTATGGCCAGGTTGG TCGCGGGCAACTCATATAAT 265

Ad02A19467 Aradu.A02 19467 p3 (TAT)16 48 93395899 93395946 GCAAATGTGGACCATTAAGGA CCTCTTCCATTGGAGACCAT 254

Ad02A19468 Aradu.A02 19468 p2 (TA)6 12 93406672 93406683 TTTTCTTGGGATTTCGTTGC TTTGACACGTGGATTCACAGA 273

Ad02A19469 Aradu.A02 19469 p3 (AAC)7 21 93407274 93407294 TTCCCAATTCCTTCCTCCTT ACCGTTCACAACCTCACCTC 250

Ad02A19471 Aradu.A02 19471 p3 (CCT)9 27 93414190 93414216 ATTCCTGCCATGGTTTATGG CGTTGAGCAAGCGTGAAATA 258

Ad02A19472 Aradu.A02 19472 p2 (AC)7 14 93414759 93414772 CTACCAGCTGCTGAGGAAGC CCCTTTGAATGCCATCATCT 261
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Ad02A19475 Aradu.A02 19475 p3 (ATC)5 15 93421477 93421491 TCAAATTTTGGTTTGTGCCA CTTGACCCTTTTCCAAGCTG 274

Ad02A19476 Aradu.A02 19476 p2 (TA)9 18 93422424 93422441 CAACAGCTAATTAATTTCGGTACA TTCAAAAGGTTGTCAATTTCTCA 160

Ad02A19482 Aradu.A02 19482 p2 (AT)8 16 93430701 93430716 TTGTCCGATAATAATAGAGTGAGCA TGACAACTTTTTCTGTGGCG 263

Ad02A19486 Aradu.A02 19486 p3 (TTC)5 15 93435214 93435228 GTAGTGGCAGAAGTGGCAGC TGTTTCTGTTTCTGTGAAGGGA 102

Ad02A19487 Aradu.A02 19487 p3 (ATT)17 51 93435658 93435708 TCATTGGACAATCATTTAATTTCTTC TTGAGCTCCATGAGCAACTG 231

Ad02A19490 Aradu.A02 19490 p3 (TTA)5 15 93437562 93437576 AATCCAACAAAATTAATCGGTTC AGCAGGAGGATGCTCACGTA 200

Ad02A19501 Aradu.A02 19501 p2 (TA)6 12 93458734 93458745 AAGGGTTCAAATCCTTTAATTTTT GTGCCAAAACGGACAATAGG 270

Ad02A19502 Aradu.A02 19502 p3 (TAT)17 51 93462293 93462343 CCGATCAAGGACACTGTTTG TGAATGAAAGGCAAGGACAA 279

Ad02A19503 Aradu.A02 19503 p3 (CTT)5 15 93462497 93462511 CCGATCAAGGACACTGTTTG TGAATGAAAGGCAAGGACAA 279

Ad02A19507 Aradu.A02 19507 c (C)14(A)10 24 93470895 93470918 AACCATAGCAGACAGGGTGC TAAAACCATGGGAGATGGGA 140

Ad02A19508 Aradu.A02 19508 p2 (GA)13 26 93471382 93471407 TCAGATTCAGGTGCCACAAA TGAATCCGACACTCCTCCTC 273

Ad02A19509 Aradu.A02 19509 p3 (TTC)7 21 93471594 93471614 ATCTTCGTTTATGCCGTTGC AAGGCCCAATATCGGTTAGC 171

Ad02A19510 Aradu.A02 19510 p3 (TTG)6 18 93472826 93472843 TACTTGCAACGAGAGCATGG TCATCTCAAGCACTTGGTGG 171

Ad02A19511 Aradu.A02 19511 c (TGA)5tgctttatt(ATG)745 93473043 93473087 CCACCAAGTGCTTGAGATGA GATGATGCCACCACCAACTA 243

Ad02A19512 Aradu.A02 19512 p3 (GTG)5 15 93473234 93473248 TGTGATGATGGTGCTGATGA TAAAGGCAAACGAAGCAAGC 270

Ad02A19518 Aradu.A02 19518 p4 (TTTA)5 20 93478457 93478476 CTCTGCATGCTGCCATAAAA GGAACTGTGTCTAGGGAGCAA 193

Ad02A19521 Aradu.A02 19521 p2 (CA)6 12 93480740 93480751 AGAAAGGGTGGAGGGTTAGG GGAATTCGGGTCCATAACAA 272

Ad02A19524 Aradu.A02 19524 p4 (TTTA)6 24 93482404 93482427 CCCGCGATGTAACTTGTTGT GAGGTTACAGATTCGAGTCTTCC 277

Ad02A19525 Aradu.A02 19525 p3 (TAT)18 54 93484692 93484745 TTTTCGTATCTTCACTGGTTGA TCCCACTCTCTTATCATTTCACTT 280

Ad02A19526 Aradu.A02 19526 p2 (GA)9 18 93487220 93487237 CGGAGCTTCTCCATTTATGC CAGGGTTTGGATGTTGTCCT 197

Ad02A19527 Aradu.A02 19527 p3 (CAT)6 18 93487852 93487869 TGCTTCAATAGCAAGAAGGGA CGGGTTTAGGGTTTACAGCA 224

Ad02A19531 Aradu.A02 19531 p2 (AG)9 18 93494820 93494837 GGAGAATGATAGCGGTGGAA TTTTTCGTGAATATCGCAACC 247

Ad02A19538 Aradu.A02 19538 p2 (AT)7 14 93503936 93503949 GATTCAACACCATTATTTCCAACA TCTCGCGAATACAATTCCAA 221

Ad02A19539 Aradu.A02 19539 c (T)10atttaaaagaaaataaataataac(A)1044 93504878 93504921 GGTGCTTGGATTACCCACAT CCTCAAGTGGAGGAGTTTGAG 271

Ad02A19540 Aradu.A02 19540 p2 (AT)6 12 93506172 93506183 CCAGTTATCTTGTCTGTGGTTCA TGCCAAATTGCTTAGCTTCTG 278

Ad02A19543 Aradu.A02 19543 c (TAT)5tg(TTA)7ttcacatctcttaaatatatgagttttagatcatctcttaaactga(T)1094 93507836 93507929 TTTGACAGAAGTGATAATGTTTGGA GTTTTTGCACAGAAAAATTGAA 272

Ad02A19546 Aradu.A02 19546 p4 (TTAT)5 20 93513616 93513635 GGAAAATTCAAAATTGAAATGCAG GCGTTCTAAATCCCCAAACA 278

Ad02A19547 Aradu.A02 19547 p3 (TTG)7 21 93517902 93517922 CCTTCTTTCTCTGCCTCCCT CCACCAATAACAACCATTGAA 198

Ad02A19552 Aradu.A02 19552 c (A)11gaataatattaagagttagctcttcccctttttaatac(A)1059 93524190 93524248 CTCTTGTCCCTTGAGGGTGT TTGGCACAAAATAGGATTCAA 276

Ad02A19560 Aradu.A02 19560 p3 (AAT)6 18 93547221 93547238 GTGTTATGTTTAGCGGCGGT AGGACATTATTCGTCGGTGG 246

Ad02A19565 Aradu.A02 19565 p4 (AACT)6 24 93550155 93550178 ACCACCATAACGTAACCCCA AATTCAACCGATTCAGCTCG 242

Ad02A19566 Aradu.A02 19566 p3 (CAA)5 15 93556003 93556017 AAGGTGGTGGTGGAAACAAG CGAAAGGATCGAGAGAGACC 198

Ad02A19568 Aradu.A02 19568 p3 (TTC)5 15 93561948 93561962 GTGGCAATGGAGAAAAGGAA ATGGCCATGGTTACTGCTTC 277

Ad02A19570 Aradu.A02 19570 c (GAA)5gcgtgaaggtgaaagtgtgcagttgaggaatgatgaagtaggtgaaggttgttagg(AGA)792 93566702 93566793 GACTTCTCCTGCGAGTCCTG CACTTCCCTTCTTCCCTTCC 275
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Ad02A19571 Aradu.A02 19571 p2 (TA)6 12 93567168 93567179 TTGGGTCCAACAAAATGTGA GAGCCTAACAAGCCCAACAG 279

Ad02A19579 Aradu.A02 19579 p2 (AT)6 12 93584939 93584950 GCATTGGCTTTGAGGAAAAA AATCCACCACATCCAACACA 276

Ad02A19581 Aradu.A02 19581 p2 (GA)17 34 93588290 93588323 GAATGAGGAGCTGAAAAGCG TTCCATTCTTCCCTCTCACG 186

Ad02A19586 Aradu.A02 19586 p3 (ACC)5 15 93594052 93594066 AATACCCTCCATCACCACCA TCTGCGTCTGTGTCTGCTTT 273

Ad02A19587 Aradu.A02 19587 p2 (TA)6 12 93597549 93597560 TCCATCAAAATCTCATGCATTC AACAAATTACCATCGAGGCTTT 243

Ad02A19589 Aradu.A02 19589 c (A)11tgaagattccaaaattgacc(TA)9tttcaaaattcaaaagaat(A)1179 93599180 93599258 AAAATCGGAGACCACCTTCC TTGTACATGTTTACACACATAAGGGA 245

Ad02A19592 Aradu.A02 19592 p2 (CT)7 14 93606812 93606825 TTCTGGATTGGGAGAAGCAT TGGGAGATGGGAATTTGAGA 223

Ad02A19593 Aradu.A02 19593 p3 (ACC)5 15 93607980 93607994 GGACTTGAGCTTGTTCCAGG TCACCTTTTTCTCCACCACC 188

Ad02A19602 Aradu.A02 19602 p2 (TA)8 16 93633789 93633804 AAAATTTTTGTTTTCAGCCCAA TTTTTCTCACGATAATGTCTAACTGA 275

Ad02A19603 Aradu.A02 19603 p2 (CT)24 48 93634450 93634497 TCATAACTTCCATTCCTAATAGACAAA GGCTACAAAATCAACAAAAAGAAAA 270

Ad02A19605 Aradu.A02 19605 p2 (TA)6 12 93639349 93639360 GACAGCATAACCGAACCCAC GCCGGTTAAGACTTTGCTTG 263

Ad02A19610 Aradu.A02 19610 p2 (AT)6 12 93647491 93647502 GACGGAGGAAGGTAAGGGAC AGCAGGTTTGGGGAGAATTT 280

Ad02A19611 Aradu.A02 19611 p2 (TA)9 18 93653615 93653632 AATCGCCCTATTGATACACATT ACAAGCAACAATCACCACCA 202

Ad02A19614 Aradu.A02 19614 p2 (TG)8 16 93656255 93656270 TTTTACGTGCAACGCTTTTG TCTTCTTTGGTCTCTCTTTTTCTTG 201

Ad02A19615 Aradu.A02 19615 p3 (TTG)5 15 93656843 93656857 GGCTAAACATAATCATAAGCCCA TTGGAAAAGAAAAGAAGGAAAA 233

Ad02A19617 Aradu.A02 19617 c (T)12ctctttggtgacaacacataattcataatagctattgtttgttatatatgaacaaaatact(A)1083 93659473 93659555 AAGCAACTTCACTCTTTCAAAAAC GTGGGCAGTGGTTAATGCTT 254

Ad02A19619 Aradu.A02 19619 p2 (TA)6 12 93662604 93662615 CCCAAAAATGTGGGAAACAG CCCCTTCAACAATCTTCCAC 265

Ad02A19620 Aradu.A02 19620 p2 (TA)6 12 93663148 93663159 AGCAGGGCCTTTTTCTTGTT TCATTGTTCCATTCCTTCCA 275

Ad02A19627 Aradu.A02 19627 p2 (AG)8 16 93670712 93670727 TTGGCAAATGGTTGATTAAAAA TTGTGATGGGTTTAATATGGCA 247

Ad02A19629 Aradu.A02 19629 p3 (TAA)5 15 93677145 93677159 TGCATCACAGAAGGGCTAAA CCTGCAAGGGACAGAAAGAG 260

Ad02A19630 Aradu.A02 19630 p3 (TGT)5 15 93680022 93680036 GCTCCAATCCCTGCATACAT CCTTTCCGAACACCACACTT 230

Ad02A19637 Aradu.A02 19637 p3 (ATT)5 15 93689257 93689271 GCTCATCCGAACAAAGAAGC ACCGCCACAATAAGTCGAAG 196

Ad02A19639 Aradu.A02 19639 p3 (TAT)16 48 93691887 93691934 TGCCATATGTATATCAAAATCGTT GCTACACGACATGGTGTCAAA 265

Ad02A19640 Aradu.A02 19640 p2 (AT)11 22 93692250 93692271 ATGGACTTTTTGGCCAGTTG GTTACCAACCCTTCCACTGC 219

Ad02A19642 Aradu.A02 19642 p5 (TTTTA)6 30 93704899 93704928 GCTTGCAGGTTTTGGTTGTT AGTGCATCACACGCGTATTT 241

Ad02A19644 Aradu.A02 19644 p2 (AT)8 16 93708523 93708538 CATTGAAAATGCATCATGGC GGCAACTTATGCTGTTCTGGA 241

Ad02A19646 Aradu.A02 19646 c (T)12actatgctgtgtcta(T)1037 93709690 93709726 TTGGTGTTGGAGAACGGTTT AACCAAATGGAACCTAAAATAATG 135

Ad02A19648 Aradu.A02 19648 p2 (TA)6 12 93714140 93714151 CAATGTGCGGATCAACCATA TCAAAAGCTTCCTCCCAATC 235

Ad02A19649 Aradu.A02 19649 p3 (TAA)5 15 93714332 93714346 GATTGGGAGGAAGCTTTTGA TTGCAATTCTTGTTCGGTTTC 274

Ad02A19652 Aradu.A02 19652 p2 (AG)22 44 93723144 93723187 TCAGAGATGGCACGACTAGC CACACAACAACGCCTCAAGT 194

Ad02A19654 Aradu.A02 19654 p3 (AGA)5 15 93724098 93724112 CCAATGAAGTGCTTCCGTTT TTTTTGGATGCAGAAGGGTC 250

Ad02A19656 Aradu.A02 19656 p2 (AT)9 18 93725255 93725272 TTTTGGACAGGAATCGTTTTG GGGTATGGTTGTAAAGGTGGTC 129

Ad02A19657 Aradu.A02 19657 p4 (AATA)5 20 93725776 93725795 TTTTCGTATCCACCCCTTTG CGGAGTTTGCCATATAGCGT 229

Ad02A19658 Aradu.A02 19658 p3 (ATG)5 15 93726752 93726766 CCTTCATGTTGTGGGGTCTC ATGCATGCTGCCAATGATTA 244
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Ad02A19659 Aradu.A02 19659 p2 (TC)9 18 93727198 93727215 TCATTGCATTGGTTTTTCCA TTTGCTTCCCATTTTCTTGC 263

Ad02A19662 Aradu.A02 19662 p3 (TAT)5 15 93743101 93743115 TACAAACCGAGAGGGCAAGT TAGGTGTCGTTTTCCCAAGC 269

Ad02A19666 Aradu.A02 19666 p2 (AT)8 16 93754106 93754121 TTTGTCAATGTGCCTGGAAA CCCCATGCTACGTCTTTGTT 239

Ad02A19669 Aradu.A02 19669 c (ATT)8tttcttcttgttatatacaggggatatcaatatgacacgtacatcttgttc(T)1186 93760748 93760833 CCTTTCAACATCCACATCCA TGAATGTCAAAAAGGGAAGTCA 235

Ad02A19670 Aradu.A02 19670 p2 (TA)6 12 93761409 93761420 CTGAGCTACAAGGAGGGGG TTTCCTAGCCGATTTTGGTG 174

Ad02A19672 Aradu.A02 19672 p3 (AAT)7 21 93764299 93764319 TGTGTGTGGACTGTGGACCT TGTTTGGCAAAGAGTGCTTG 265

Ad02A19679 Aradu.A02 19679 p2 (GA)7 14 93773657 93773670 GGGATTATGCGTGTAAGCGT TGCATGCTCCATATTCATCAG 110

Ad02A19680 Aradu.A02 19680 p4 (AATA)5 20 93776021 93776040 AGGCAGAAATCATGGACAGG TGAGCTCGCCTTGTACTTTG 274

Ad02A19686 Aradu.A02 19686 c (AAGAG)5tgcttgcctcttgctcactcagtgaagcaacaacaacacacatatatagaactcaataact(TGA)6104 93781900 93782003 AAAGCCATGAAAGCAGAGGA AACAACGTAACGCTGCTGAA 252

Ad02A19688 Aradu.A02 19688 p3 (ATT)14 42 93797272 93797313 GCTAGACCCTCTTTGATCGC TCCCCAATATTAGCTTTCTGAATC 163

Ad02A19691 Aradu.A02 19691 p2 (TA)6 12 93801618 93801629 AATGACACCTAAACAAGCACATAG GACTTTTCAATTTCGACACAACC 279

Ad02A19692 Aradu.A02 19692 p2 (GA)6 12 93804395 93804406 AAGAGTTTGGGGTGATTGGG ATAAATTGAGGGGGAAACCG 267

Ad02A19694 Aradu.A02 19694 p3 (TAA)6 18 93809621 93809638 ACGAAAAATCCAACAACCGA TGGATCCAACAAGTTTATGACAA 240

Ad02A19695 Aradu.A02 19695 p2 (TC)19 38 93810554 93810591 TGCTGCGTTAAGAAGTGTGG AGACATGGATGGTTGGAAGC 104

Ad02A19698 Aradu.A02 19698 c (A)10tgttgtctaatacattatttgaaagattatttgctatgtctaggattggggctgtccaatccacttgac(A)12gattatttgctgaattacacaagataatgagagttctg(T)11140 93821599 93821738 AACCCCAACAATCACTCAGC TCCTTGTTTGACACTGCCAC 262

Ad02A19699 Aradu.A02 19699 p2 (GA)7 14 93823268 93823281 AGACAGCAACGCCCATTAAC ATTGGGCTTCCTAGAATGGG 263

Ad02A19703 Aradu.A02 19703 p3 (ATC)5 15 93827963 93827977 GCATTCCTGACACTACGCAA GCCGGTGAACATACCTGACT 246

Ad02A19704 Aradu.A02 19704 p2 (TC)10 20 93828314 93828333 TGAACACGATTTTGAGGTGC TTAGGCGCTATTACCGAGGA 279

Ad02A19707 Aradu.A02 19707 p2 (AG)8 16 93843373 93843388 TCTCGCCCACTTCATACCTC CCGTCTCCACTGGATCTGTT 157

Ad02A19708 Aradu.A02 19708 p2 (AG)6 12 93843919 93843930 CCACTTCACACCTCGAAACA TCTCCACTGGATCTGTTCCC 142

Ad02A19712 Aradu.A02 19712 p2 (AG)6 12 93853844 93853855 TACAGTCCCCATGAAAAGGC TATCCAGGAAAGTGGCATCG 273

Ad02A19713 Aradu.A02 19713 p2 (AG)6 12 93858822 93858833 TACAGTCCCCATGAAAAGGC TATCCAGGAAAGTGGCATCG 271

Ad03A5 Aradu.A03 5 p2 (AT)7 14 34312 34325 GTTGCGCTCAATGGGTATGT GGCTACGGTTTTCAACGCTA 253

Ad03A10 Aradu.A03 10 p3 (ATA)5 15 54156 54170 TCCGAATCACTAATGTCCCA TTCACTGGTCAATATAAAAGGTGG 269

Ad03A11 Aradu.A03 11 p2 (TA)6 12 54360 54371 CAGAACCGTTGTGATTGCAC TTCGAATTTTTACCGTTTATCTTTC 261

Ad03A14 Aradu.A03 14 p3 (CTT)7 21 59535 59555 GGTCAGATGACAATGCCAGA GAAATTCGGGTGCAACATCT 169

Ad03A15 Aradu.A03 15 c (A)10catgagagagagcaatgaaagattagagatcacactttactttaa(T)1166 61813 61878 TTTCAACGGGGCGTTATTTA GGAAATGATGCTCTCAATTGTT 247

Ad03A19 Aradu.A03 19 p3 (TAA)12 36 72516 72551 AATTCCAACTCTTCACCACCA GAACGGCGAGACTAAATTGC 275

Ad03A20 Aradu.A03 20 p3 (TAA)6 18 72677 72694 AATTCCAACTCTTCACCACCA GAACGGCGAGACTAAATTGC 275

Ad03A21 Aradu.A03 21 p3 (TAA)5 15 73661 73675 TTCGGTTAAATCATCCACTTTTT AATTATGACGTGACCCGGAA 230

Ad03A23 Aradu.A03 23 p2 (CT)7 14 78127 78140 CCTCTCTGACGGTCCAAAAA GGGCAGGGACATTAGAGTCA 251

Ad03A30 Aradu.A03 30 p3 (TAT)5 15 94171 94185 TTTAATGGGGCCTAAGGAGG CAAATTATTTTTGACGGCCA 155

Ad03A31 Aradu.A03 31 p2 (AT)8 16 94787 94802 TATTGGTTCGCCAAGAAAGC AAGCTTGGATAGAACATGTCTGACT 210

Ad03A34 Aradu.A03 34 p2 (TA)7 14 101824 101837 TCGGATGTTTGGTAGGAGAAA GAAGAACACACCATTCTTCCC 137
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Ad03A39 Aradu.A03 39 p2 (AT)7 14 113611 113624 AAAAACATTGCTTGCAAATAATACA TCCCGAGGTGCAAGTAAAAC 279

Ad03A41 Aradu.A03 41 c (TG)14(AG)21gtgagtttgaagacaaacactttttgtttgagaaagagtcagtga(T)10125 118939 119063 ATTCGAGAAAATGGAAGGGG TGAAAGATAGGTTTCGGTGGA 230

Ad03A43 Aradu.A03 43 p3 (GGA)6 18 138698 138715 AAGAAATCACAATGGGCTGG GGTTTGCCGACTTGTTGTTT 198

Ad03A48 Aradu.A03 48 p2 (TA)12 24 151143 151166 GACCACAAAGGCACACACAT TGACAAAACCAACCAACAAA 228

Ad03A49 Aradu.A03 49 p2 (AT)6 12 154220 154231 TGTGAGTTCAACATCGACTCTCT CGGATGCCATACATACTAAGGA 191

Ad03A54 Aradu.A03 54 p3 (TTG)6 18 160339 160356 TTTTATTAATTTCCTATGCCAGCAG CACCCCTCCTATCCACTGAT 280

Ad03A56 Aradu.A03 56 c (GAT)9a(ATG)6 46 163762 163807 GCCCCATCCGAAATAGAAAT GGTTGAAGATGGATCATGGG 265

Ad03A57 Aradu.A03 57 p2 (AT)6 12 165831 165842 ATATGGCCGACTCAGCATTC GCAACCCGGAAATTCACTTA 194

Ad03A58 Aradu.A03 58 p2 (TC)8 16 168201 168216 GACCTCTCTCGCACACATCA TCTATGTTGCTGCCGTTGAC 204

Ad03A61 Aradu.A03 61 p3 (AAT)5 15 184256 184270 AAGTAAATTCTAACCAATGAAATTCG TTTTAGGATCGAAAAATGTGAAC 266

Ad03A62 Aradu.A03 62 p2 (AT)7 14 188044 188057 TTGAAAGCTTTTTGTGTCTTGTG CAAAGTTGAGGTCCCAGGAA 175

Ad03A63 Aradu.A03 63 c (TAA)9(T)10 37 188945 188981 TCATCTAAGAGATTGTGAGTTGGA ATGGGCGCTTGTTGTTAAAT 164

Ad03A67 Aradu.A03 67 p3 (GAG)6 18 201669 201686 CGGTTGAGAAGGAGCTGAAG TGGCAAAGACAAATGCTCAA 167

Ad03A70 Aradu.A03 70 p3 (GAA)8 24 213612 213635 GCAGATGAAGTGGAAGAGGC GGTGGAATTTCGAAGGCATA 115

Ad03A72 Aradu.A03 72 p2 (GA)7 14 217976 217989 GCTGCGCCATTAGTTTGAAT CTTCCCCTCTTTCGAAAACC 123

Ad03A73 Aradu.A03 73 p3 (CTC)10 30 221750 221779 TGCCGACTTGTGAATTTTGA AATCACAATGGGCTGAGAGG 199

Ad03A74 Aradu.A03 74 p3 (TCA)5 15 238732 238746 TGCAACATCAAAGAAAACATTTG GGTAAACAAGGAAGGAAAGATGAA 242

Ad03A76 Aradu.A03 76 p2 (AT)7 14 247215 247228 AAACAAGTGTCGGAGGTTCG TGCAACCATACAAGTGTTGTC 256

Ad03A81 Aradu.A03 81 p3 (TAC)5 15 268885 268899 CATTTAAACAAGGGAGCCGA CAAGGCTAGATGGGACTGGA 222

Ad03A82 Aradu.A03 82 p3 (ATT)17 51 269625 269675 GATGACATCAGTTACCACAATGC GCCAACATTTTTGGGTTGAT 260

Ad03A83 Aradu.A03 83 p2 (AT)11 22 271052 271073 GCGGTCGTTAGACGAATTTT TTGTTGTGTTCGTACATCGAAT 137

Ad03A84 Aradu.A03 84 p2 (GT)6 12 273232 273243 GTCAATGTGTGGCAATACGG CATCAGCAAAAGGGGAACAT 196

Ad03A85 Aradu.A03 85 p3 (CTC)5 15 274400 274414 TCATCTTCCAGCCATCTTCC TGGAACAGGCTTATGTGCAG 157

Ad03A86 Aradu.A03 86 p2 (AG)10 20 275054 275073 TTGTGAATGCAGAGTAGCGG GACCCACTCTCACTTCGCTC 267

Ad03A87 Aradu.A03 87 p2 (CT)7 14 275230 275243 GAGCGAAGTGAGAGTGGGTC CGTTTGTGGTTGATCTCCCT 250

Ad03A88 Aradu.A03 88 p2 (GA)10 20 275865 275884 ATGGGAATGGATTGGTCAAA TGCAGCAACACTGGAAATGT 113

Ad03A89 Aradu.A03 89 p2 (CT)25 50 276202 276251 GATTTTAATCGCACGCCTTC GGAGCGTTTGATTTTGGAGA 194

Ad03A90 Aradu.A03 90 c (T)14cctggtatatggacaagttcacacagcagagaaagatcaaagctttcttgtcaaagta(AT)990 276768 276857 CAGCCTGCAGCTCAAACTC GCACCCTCTTTATTGTGGCA 249

Ad03A91 Aradu.A03 91 p2 (CT)15 30 277571 277600 AAAATGAAGGAGTGGGGTCC CAATGAGAATTAGCAGGCGG 100

Ad03A92 Aradu.A03 92 p3 (TTA)5 15 277905 277919 AAAGGTGATTTTTCGTGATCC GGTGATGATAGGGAATGGATG 257

Ad03A93 Aradu.A03 93 p2 (AG)6 12 278305 278316 TCCATCTTTTGCTGCAGTTTT TTGCATTGGATATGCATTTTTC 146

Ad03A95 Aradu.A03 95 p2 (GA)9 18 282404 282421 GGAATTTGGACGGAAATCAA TTGGAAATTGGAATTGGGAG 255

Ad03A103 Aradu.A03 103 p3 (AAT)6 18 298377 298394 GGAGTTCCAAGCTGAGAGGA TTCGTTTCCCAGACCAAAAA 144

Ad03A105 Aradu.A03 105 p2 (TA)11 22 300473 300494 TCCGTCTTCTCCTCAGTCGT GAATGAGGTGTGCGATGCTA 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A106 Aradu.A03 106 p3 (CAC)6 18 301233 301250 GCTTGAAGCTGCAAAAGTCC CTCCCTAATGGCGTCAGAAA 246

Ad03A107 Aradu.A03 107 p3 (TCA)9 27 301407 301433 AGAGAAACACCACCACCACC TCCTGATCACGTGCGTTAAG 277

Ad03A113 Aradu.A03 113 p3 (ACA)6 18 321082 321099 TTCGATCCTTTTGCTCGAAT GACCCCAACTAGTGGGACAA 271

Ad03A115 Aradu.A03 115 p2 (CT)7 14 331980 331993 GCATGGTTGCGTAGACTTGA CAGTGGCTCCAGTGATGAGA 220

Ad03A116 Aradu.A03 116 p2 (TA)9 18 332741 332758 TACCTTTGGGGTTAAGCACG CTTCTCCCTCACCACACACA 196

Ad03A117 Aradu.A03 117 c (A)11c(GT)8 28 334095 334122 CCACATTTGATCAGGCTTCA TGGAAGGACGAACAATGACA 246

Ad03A118 Aradu.A03 118 p2 (TA)6 12 336940 336951 GTGGCCACGTAAGAGTGTCA TGAAATGTGGTATCCCATGC 189

Ad03A125 Aradu.A03 125 p3 (AAT)5 15 344169 344183 GGGTTGTAAGTGTTGCCGAT CATGACTGATGACGGCTCTC 227

Ad03A129 Aradu.A03 129 p2 (TA)6 12 349217 349228 TTGGCATCTGTGTCAACATC GGACGGTGTGTTGAGTTCG 234

Ad03A131 Aradu.A03 131 p2 (AT)8 16 359410 359425 GCTTTCATTAAACCCATTTTAATTT CCATGGTCAAATTAAAGCATCA 207

Ad03A132 Aradu.A03 132 p2 (TA)7 14 361685 361698 TAGCGCACGCGTTAATTATG GAAGGAGAGGAAGAGGGCTG 190

Ad03A133 Aradu.A03 133 p3 (AAT)5 15 365548 365562 CCCCCAACACACACATAACA TTTGGGACTTTGTGTGGTCA 273

Ad03A134 Aradu.A03 134 c (T)12atatatattgggaggagggggttgtgaaaattaaattcgaggcattcggaaacaaaggttttgatataagtg(A)11gtaaaaaaccatgcatttgaattatattatgtttctaataatatgtatatgcatttttttgtaatag(A)10172 365805 365976 TCCATGTGCTTGCTCTTTGT TGGGAAAACGAATAAGACCC 269

Ad03A135 Aradu.A03 135 p3 (TTA)9 27 374122 374148 CCCAATTTTGAATGTCCCTG TGTCGAATCGTCAGTCCGTA 190

Ad03A136 Aradu.A03 136 p3 (CAA)6 18 375863 375880 AGCTGCTCAACTGGCTCTTC TTGATGATAGCATGATCGGC 202

Ad03A137 Aradu.A03 137 p2 (TA)6 12 377143 377154 GAAACCACGGCTGTTTTGAT GGGTTGGTGGGTATAGCCTT 276

Ad03A139 Aradu.A03 139 p2 (AC)9 18 383767 383784 CAACCACCTTGGTGAAGACA TGCTATCATTGAATGCCCAA 223

Ad03A140 Aradu.A03 140 p2 (AT)7 14 386548 386561 TGCAAAATTTCCAAAGCACA GGCAAAAGCGTCAAGAAGAC 164

Ad03A144 Aradu.A03 144 p3 (AGA)5 15 399390 399404 AATCTAATTGATCGGCCCAA GGAAGATCGAAAGGGAAAGG 275

Ad03A151 Aradu.A03 151 p3 (AAT)5 15 414554 414568 CAAAATCTCCATGCAAGCAA CTCTCCTGTGACCCCAAAAA 208

Ad03A153 Aradu.A03 153 p2 (AT)7 14 419387 419400 ACCCAGAGACTTGTTCGACG TTTTGAATTGCATGGAGTGG 155

Ad03A155 Aradu.A03 155 p2 (CA)6 12 424545 424556 TCTAGGCCTCCATTGTCCAT GAGGCCTCCTCTCCCTAGAA 146

Ad03A156 Aradu.A03 156 p2 (CT)6 12 432051 432062 TCCTGACAGGTCTAATGCCA AGGCATCCCTTTTTGCTTTT 240

Ad03A159 Aradu.A03 159 p3 (ATT)6 18 434554 434571 GGATGAAAGAGCAGCACACA CCCTCCTCGCTCTGTCTCTA 263

Ad03A160 Aradu.A03 160 p2 (AT)8 16 434933 434948 TAGAGACAGAGCGAGGAGGG TCCAGGAAGTTTCACAAGCA 228

Ad03A169 Aradu.A03 169 p2 (TG)8 16 453612 453627 TCTCGGTTTGCAGAAGTTCA CTTGGTCAGACGATGAAGCA 219

Ad03A170 Aradu.A03 170 p2 (TA)8 16 456928 456943 ATTGACATTCTCCTGCCTGC TCAAGTGCAAAACGAACAGG 226

Ad03A173 Aradu.A03 173 p3 (ACC)5 15 460933 460947 AAAAATGGAAAAGAGCTCACCA CGGAAGATGGGGTTTGTATG 267

Ad03A174 Aradu.A03 174 p2 (TG)6 12 461675 461686 GCCATAACATCAAACACTACCC ATCTTCATGCCCCAAATCAA 228

Ad03A175 Aradu.A03 175 p3 (CTT)5 15 466359 466373 TTAGCTATTGCAATTGGGGC GGCAATTCCGACTCCATAAA 226

Ad03A180 Aradu.A03 180 p3 (CTT)5 15 475016 475030 CCTGACATGGCATCACTTTG GAGTTGTGGAGGCTGCTACC 231

Ad03A182 Aradu.A03 182 p2 (TA)6 12 477165 477176 CAACTTCGGCGAGTCGTAAT CCATGTACGCATGTCAAAGG 223

Ad03A183 Aradu.A03 183 p3 (TAA)5 15 480054 480068 AAAAATGTGATTTCTCATGTATGTCTG CTCTTGGGTTAGGCAACTGG 279

Ad03A184 Aradu.A03 184 p2 (TC)6 12 480217 480228 CCTAAACTGGCAACACACGA TACGCCAGAGTGAGCTTGAA 188
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Ad03A186 Aradu.A03 186 p6 (TTTCAA)6 36 482850 482885 TCAACCATCACATATTGCCG CCTGGCTTAACCTCAACACC 260

Ad03A188 Aradu.A03 188 p2 (CT)9 18 493235 493252 ACTCACCCCCTGGATTCTCT GTTTCAACAAAGGGAATGGC 251

Ad03A189 Aradu.A03 189 c (CTA)11(ATA)11 66 496069 496134 TCACCACAATTTTATCTCAAAAGA CGATAAGCGTCCACAATCAC 252

Ad03A191 Aradu.A03 191 p3 (TTA)19 57 497459 497515 CCAAGGTATAATCATGCCCTATTT ACTAAGCTCAAATGCCTGCC 164

Ad03A192 Aradu.A03 192 p2 (AT)6 12 500122 500133 GGTGTGTATAAAAACAAATAAAAGCAA CATTTAGTGACGGACTCAGCA 276

Ad03A196 Aradu.A03 196 p3 (TTA)5 15 514722 514736 AAAAAGATGTGAGATTACACTTTACCA TTGACAATATCAAAATCCACACA 184

Ad03A198 Aradu.A03 198 p2 (CT)6 12 518604 518615 GAGGTGCTTGAAGGAACAGC CAACCTCATAATTCAAAAATTCCA 160

Ad03A199 Aradu.A03 199 c (TTC)13ttaccgccgccctgccgtcatgccgcaccgcactgcaccaccg(CTT)7ttgtgaactagatttttgataaact(TTG)5143 519025 519167 AAATAAATGCCGCACCACAC CCCCTCTCTTCATGGTCATC 274

Ad03A200 Aradu.A03 200 p3 (AGA)5 15 520874 520888 GGAGGTGCTTGAAGGAACAG TGCAGAGAGAGAAAGACAGCA 140

Ad03A201 Aradu.A03 201 p2 (AT)11 22 522288 522309 CCGGTGTCATTTCATCAATC TTTTATAATTCATTATTTTGCGGA 193

Ad03A203 Aradu.A03 203 p2 (AT)9 18 538791 538808 ATTTTTCAAACCACCATCGG TTTTCGGAATCACATACAGTCTT 216

Ad03A206 Aradu.A03 206 p2 (TA)6 12 545075 545086 CTGTCGAAACCTTCCTGCAT GTGCAGGGAAGTGAAAAAGC 221

Ad03A209 Aradu.A03 209 p3 (TTA)5 15 556718 556732 TGATATACGTGAATCGGGTAACA CCGTTTTTCCTCTAAAACGAAT 273

Ad03A216 Aradu.A03 216 p3 (ACA)6 18 580866 580883 TCACAATGTACCCAACCTGC GTCACATGGAAGCCGTTTCT 275

Ad03A222 Aradu.A03 222 p3 (TAT)5 15 589199 589213 TTCCACATTTTGCCACAAGA GGTTGGAAAAGCATTGGAAA 238

Ad03A224 Aradu.A03 224 p4 (AATG)5 20 593732 593751 TCAGTGTGGACTCAAGCAGG ACCTCCAGAGACGCCTACAA 256

Ad03A225 Aradu.A03 225 p2 (AC)6 12 595627 595638 ACGGGTATTGTAATCCGCAG GGCTCGAAGGTCTCATCAAG 280

Ad03A226 Aradu.A03 226 c (AAG)5cga(AAG)533 596256 596288 ACGAAGTGTGTGAGGTGTGC CGCGCAGTGATGAGAGTAAG 186

Ad03A228 Aradu.A03 228 p3 (AAT)12 36 599043 599078 TTTGATGTATCATGCGCTATATG CATCCTAACGCCAAAACGAG 261

Ad03A233 Aradu.A03 233 c (TAT)14(TGT)5 57 607130 607186 TCATAGACAATGTTTGACAATTATGTT TGGTCACATTGAGTATATATGTTTGA 190

Ad03A234 Aradu.A03 234 p2 (AG)9 18 611597 611614 ATGTTTCAGCCCAATCAAGG GAATCGGAAACAGTTGGGAA 270

Ad03A235 Aradu.A03 235 p2 (TA)6 12 615197 615208 ACCACCTGGAGGATGTGAGA GCCACACTTGGGTGAAAAGT 227

Ad03A237 Aradu.A03 237 p2 (TC)6 12 617376 617387 TGGACTTTGCATTTTCGAATC GAGCTGGCTCAACTCCACTC 268

Ad03A238 Aradu.A03 238 p3 (CCA)5 15 619963 619977 GAGGTTACGAGTTCGAGTCTCC CGAATCATTTGGGGGACTTT 257

Ad03A240 Aradu.A03 240 p2 (GA)9 18 623489 623506 GTGTGACCAGAGGCCAATCT CCTGGTGTTACGTGATGCAG 247

Ad03A243 Aradu.A03 243 p3 (TCC)7 21 632198 632218 CGTGCATGGGAAGGAACTAT AGAGCAATTCCCGAGAAACA 221

Ad03A246 Aradu.A03 246 p2 (AC)8 16 642533 642548 TTCGCATCCACACAATCAGT TCACTGGAGAGCGAGTGAGA 155

Ad03A247 Aradu.A03 247 c (CT)6c(CT)10 33 646587 646619 TGGATGCTCTCTTATTGGGG TAATTGCGAATCACCGCATA 168

Ad03A255 Aradu.A03 255 p2 (AT)7 14 660872 660885 TCCAATGGACCAACCTCTTC TCAGAGGAATGGGGCTATGT 268

Ad03A256 Aradu.A03 256 p2 (TA)12 24 661176 661199 CATTTGGAGAATAAAGGTGGGA TGTGGTTGGGTTTGTTGTTG 271

Ad03A257 Aradu.A03 257 p2 (TC)7 14 661483 661496 CAACAACAAACCCAACCACA TGTAAGAATTTGACATTTTCTCTCATT 170

Ad03A258 Aradu.A03 258 p3 (TTA)20 60 663287 663346 CCCCCAACAACTTGCTCTT TCCACCAAAATGTTTGACCA 228

Ad03A259 Aradu.A03 259 p3 (TAA)5 15 666546 666560 CTCAATGAGAGGCCACAGAA GCATCCCAAAGAGCAGAAAC 150

Ad03A260 Aradu.A03 260 p4 (TAGC)5 20 667020 667039 TTTTGTAATCCCAAATGAATTGC TCCAACATCACAGCTATGCTTC 252
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Ad03A261 Aradu.A03 261 p3 (ATA)5 15 667187 667201 GAAGCATAGCTGTGATGTTGGA GGTCAATTCTAAAACTCATTATTCACA 132

Ad03A262 Aradu.A03 262 p2 (TA)6 12 667983 667994 AGCCATCATTTGGGTGTCTC AAAGCACATAGACACAAAAGAGAAAA 190

Ad03A264 Aradu.A03 264 c (CA)11(TA)7tgaaaactgtgtaaatataacttaattt(A)1175 671426 671500 TCTCACCAATCTTCCTGCAA TGTGTTTTTGTGGTGGGCTA 223

Ad03A265 Aradu.A03 265 p3 (GAG)5 15 672156 672170 CCCTACCATGGTTTGCCTAA CGGGTCGATATTGATCAGGT 195

Ad03A266 Aradu.A03 266 p3 (ATC)7 21 672346 672366 GAAGGGTTCAAAACCCCAAT GCTCAAACATGGATTGGAAAA 211

Ad03A267 Aradu.A03 267 p2 (GA)10 20 673502 673521 TGTTGGGGTGAAAAGAAAACA CAAACATGTGGAGACCATGC 117

Ad03A268 Aradu.A03 268 p2 (TC)8 16 675430 675445 GAAGTGAGTCCGTGAATGATGA TCGGGAAAAACAAAGAAACAA 268

Ad03A269 Aradu.A03 269 p3 (CCG)6 18 675607 675624 AATTCCAGAACCGCAGAGTG CACTTCTCCGTCGTTTCCTC 280

Ad03A276 Aradu.A03 276 c (AG)6aatgagaataatgacaacaaaaacg(AGAA)5aagaaagaaagg(A)1180 682642 682721 GGGAACGAAACCCTAACTACG GAGCAGAAGAAACTAATTTATCTACGA 277

Ad03A278 Aradu.A03 278 p2 (CA)6 12 686519 686530 AAGGAAGTGCACCATTTTGG GGGTGCAGAAATCTGCTGTT 276

Ad03A279 Aradu.A03 279 p3 (GAT)5 15 689880 689894 GAGTAAAACGAGAAGAAACTTGAAAA GCAAATTTGGGTGTAACACGA 226

Ad03A280 Aradu.A03 280 p3 (GAG)5 15 690732 690746 TCGAATCACACCTCAACCAC TCTTTGTCACCAATACCACCA 218

Ad03A281 Aradu.A03 281 c (T)12ccctgttagggagcagaatacgcatggccacaaaacataaaataatgtgataaagagacgcgtacttgatgcacatccaagaaat(A)10107 692909 693015 TGAGGTTTAAATATCGATCCTTTTC CAAATCAGCATATTGTTTATTTCACA 237

Ad03A284 Aradu.A03 284 p2 (CT)7 14 706761 706774 AAAAATTGCACAGTGCCACA GAAAGCGAGAGCGAGAGAAA 193

Ad03A285 Aradu.A03 285 c (A)10cg(T)10 22 711475 711496 GGGGAAGGGGAGAATACAAA GGTTTGGTTCTCGGTGAAGA 229

Ad03A287 Aradu.A03 287 p3 (GAT)11 33 717396 717428 AGGAATTGATGAGTGGTGCC GTGGTGGATTCCCACCTATG 167

Ad03A293 Aradu.A03 293 p3 (CAA)5 15 721175 721189 CACTGCCTTCGCTTTCTTCT TAATGCTGCAAAACCAAGCA 253

Ad03A295 Aradu.A03 295 p4 (ATGT)6 24 727477 727500 AATGCATCCCTCCTTTTCAA CACCACAACCAAAAGTCGTG 249

Ad03A296 Aradu.A03 296 c (T)11gtggcttccttaattggttcaactgatcagatataaggttctcaaaattataacttccacctatactaaaaaataaattaaaggaaaagaaaagaa(AT)6119 727755 727873 TCACTCTTGCATATCACTCTCCA TCATGGTTGCCTTTCATTCA 278

Ad03A297 Aradu.A03 297 p3 (TAT)10 30 735663 735692 TGCATCTCTACTATCATAGCGCA AGCTATTCCCACAACCAAGC 266

Ad03A298 Aradu.A03 298 p3 (AAT)7 21 736323 736343 GCGACGTCGGTAAAAAGAGA TAACATGGCGTGAGAAGCAC 273

Ad03A301 Aradu.A03 301 p3 (CTA)6 18 743848 743865 TATAGTGGGTCGGCAAATCC GCACGTGCCTTTGCATAAT 251

Ad03A303 Aradu.A03 303 p2 (AT)7 14 755289 755302 TATGGAGGGGCCAAATTTTA TGTGATACTTTTTAACTAAACACGCT 235

Ad03A304 Aradu.A03 304 p3 (AAC)8 24 760445 760468 GTTCCAACTACTGAAGGCGG CTGAGACACCCGCAGACATA 165

Ad03A307 Aradu.A03 307 p3 (ATT)17 51 771238 771288 TTTTGGCTCTCCAAAAATGA GCTTTTCATCACAGGGAAGC 271

Ad03A309 Aradu.A03 309 p3 (CAT)7 21 776278 776298 TCATAACAACAACAACAAATCAACA TAAGGCCCAAAGACCAAAAA 263

Ad03A310 Aradu.A03 310 p2 (TA)9 18 778746 778763 AACTCGACCTGCGAAGCTAA CCGAGAGGTTGACTTGGAGA 119

Ad03A311 Aradu.A03 311 p3 (AAT)7 21 780449 780469 CACACTTTATGAAAGGGAATTGT TCAAAGGCGGTTTATATTCTGA 279

Ad03A314 Aradu.A03 314 c (AT)11tttannnnnnnnnnnncatagcctcttgaaatcaataggtagtacataaacatttgtatttataatttaggttgagttttatattggatagatagc(AAT)5133 787180 787312 GGCTTAATTTGATTTTTCGGC TGGACCTTCCATTTGAGTTTG 218

Ad03A316 Aradu.A03 316 p3 (AAT)5 15 789887 789901 TAATGAGGAAGCCCGAAGAA TTGGACTCTCCATTTTAATTTGC 230

Ad03A320 Aradu.A03 320 c (TTC)5tcatactcgtttacgcacggagtgtcttcttcttcgtattcttcttcctcctccttctcttc(T)1087 806022 806108 AAATCGTTCTTGTCCAACGC ACGTGAAGAAGAAGGAACGC 157

Ad03A322 Aradu.A03 322 p2 (AT)8 16 808898 808913 AGTCTGGTGGCACACTTCAA GGGTGCAGGTGACTGATTTT 250

Ad03A324 Aradu.A03 324 p2 (AT)6 12 818378 818389 GACGATGAGAACGTCGACAA CACAGCATGCTTCTTCTTCG 115

Ad03A325 Aradu.A03 325 c (TC)6tt(TC)6c(AT)945 819568 819612 ATCATCCATGAAAACCATTTCT TGCTTATTATTAGACGCACAATTTTT 272
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Ad03A326 Aradu.A03 326 p2 (GA)6 12 819875 819886 TAAACACGAGAGAGAGGGGG CAAGGGCTAATCAGTCCCAA 240

Ad03A328 Aradu.A03 328 p3 (TTG)12 36 821236 821271 CATCATTCAAACTACAAATTCATCC TGATAATTACATCGGTCGTGG 273

Ad03A329 Aradu.A03 329 p3 (TAT)8 24 821451 821474 TCATAATTACCACGACCGATG GGTGAGGTGTCGATCTTTCG 273

Ad03A330 Aradu.A03 330 p3 (ATT)9 27 824261 824287 TTCTCACTCCTCCTCATCTTCTG GCAAGTTCATCATCTTCCAAGT 217

Ad03A331 Aradu.A03 331 p3 (TAT)5 15 824467 824481 CAAATATTCTTATCATAATTACCACGA TTTTCCTTCAAAATGAACTTTTCT 280

Ad03A335 Aradu.A03 335 p2 (AT)6 12 835251 835262 TTTTGTGTGTTCAGAAGCTTGA AAAGAGCCACCCAACACAAC 187

Ad03A336 Aradu.A03 336 p3 (ATA)29 87 835948 836034 TCTCACTCATTCTAATAATGGTTCGT AAATATAATGCATGTACTGTGTAGACC 179

Ad03A337 Aradu.A03 337 p4 (ATAA)5 20 845541 845560 AAAAATTAAAGGGAACCCACC ACGAACATGTGAGGAGGGAA 222

Ad03A338 Aradu.A03 338 p2 (AC)6 12 846996 847007 TGCACAAAACAACACAACAGAG ACGTGTTTGGAGCTGGATTC 226

Ad03A340 Aradu.A03 340 p3 (CAC)9 27 855173 855199 CCTCTCAGGACTCACTTGCC GAAAGCTATTCTGCATGCCC 218

Ad03A347 Aradu.A03 347 p2 (TA)9 18 860760 860777 TGTGAACGAACTTGAAGAGCA GCCGGTTTCATGGAAGTTTA 169

Ad03A348 Aradu.A03 348 p2 (TC)10 20 867159 867178 CATTGGGCCTCGTGATTAGT AACTTTAACGGAAATGGGGC 260

Ad03A349 Aradu.A03 349 c (AC)6t(CA)12 37 875488 875524 CACCCAATCACTCATCCCTC TTGGTGATACTGGGGTGGAT 267

Ad03A350 Aradu.A03 350 p3 (TAG)5 15 875878 875892 CAGTTGCAATACCACCTTGC AAGGGCTTTCTGTGAGAGCA 213

Ad03A353 Aradu.A03 353 p3 (TAT)7 21 881791 881811 ACACGTGTCCGGTTCATGTC TCCTTTTTGTGTTTGGGCTT 272

Ad03A354 Aradu.A03 354 p4 (AATA)5 20 882095 882114 AAGCCCAAACACAAAAAGGA TTAATGCTTCATTTTGCCGC 169

Ad03A355 Aradu.A03 355 p2 (TA)6 12 882626 882637 TTGCTTAATTAACGTGTGGCA TGCAATGGCATATTTTTCTTG 261

Ad03A357 Aradu.A03 357 p3 (TAA)7 21 884821 884841 GGTAGGGGCCATGATGAGTA CAAGGACATGCATAAATCCCA 264

Ad03A359 Aradu.A03 359 c (AAC)15(AAT)11 78 886167 886244 TGCTGCTTTCATCATGCCTA GCTTTCGTAGTGGACACCCA 280

Ad03A360 Aradu.A03 360 c (AC)8aa(AAAT)5 38 886873 886910 GTCGTCAATTCCATCACCAA AACATGCATGGGGATCTTTC 278

Ad03A363 Aradu.A03 363 p2 (TC)6 12 890329 890340 TTCTCGATCGTCTTCTGCAA ACGATGAAGGAAGACGCAAA 275

Ad03A364 Aradu.A03 364 p3 (AAT)6 18 890467 890484 TTCTCGATCGTCTTCTGCAA ACGATGAAGGAAGACGCAAA 275

Ad03A366 Aradu.A03 366 p4 (AGTG)6 24 898264 898287 CAGCGAGTGAGTGAGAGACG CTCACCTGAAGCCCTAAACG 145

Ad03A367 Aradu.A03 367 p4 (ATAC)5 20 901015 901034 GCACAACAAAACCAAGTCGT AGGTGCCTTTGCTTCTCTTG 229

Ad03A368 Aradu.A03 368 p2 (AT)8 16 905140 905155 CTAAGCAATGCTACGCGGAT TCATGACAACAAACATATGCATTC 255

Ad03A371 Aradu.A03 371 p3 (AAG)6 18 906507 906524 AATCAGCCCATGAAACCTTG GGAGGTGGCTGAAGAATAATAA 194

Ad03A375 Aradu.A03 375 p3 (AAG)5 15 909948 909962 AAAACCAGAATCCGAAAGCA GTGGTGGTGGTGAAGTTGTG 252

Ad03A376 Aradu.A03 376 p2 (TC)10 20 914636 914655 GGTGGTCCATTGTGAGCATT TTAGATGAACGTCCAAGCCC 256

Ad03A379 Aradu.A03 379 p3 (GAA)6 18 916703 916720 CCAGGGTAGTAGCCAGGTGA CACACCCTGCATTGTAGCAG 142

Ad03A381 Aradu.A03 381 p2 (AT)7 14 919087 919100 TCCATGATTTGTGAGTGTGG ACCAAGGTCCATAAAAGGGG 177

Ad03A384 Aradu.A03 384 p2 (TA)6 12 925514 925525 CATGCATTGCCGTACATCTT ACAATTCACTCCCCCAAGTG 204

Ad03A388 Aradu.A03 388 p3 (TAT)5 15 933866 933880 TTTTTCTTCCAAAGTTAACAAACTC AAAAAGATAAGCAGTGAAAATTTAAGA 200

Ad03A389 Aradu.A03 389 p3 (TAT)7 21 936731 936751 ACCGGAGAATCATATGCTGG GAATCCCCGGATTGGTTAAT 216

Ad03A392 Aradu.A03 392 c (A)10tccttaaaaatcctcaatctt(TTA)546 939451 939496 CCCAATAAGACATTAAGGATTTGAA GCTTGCCCTTTTTGCATTTA 185
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Ad03A398 Aradu.A03 398 p3 (ATC)5 15 950240 950254 ATTGGTCACTCCCCAGATGA AAATATTGGTGCAATTGGAGA 167

Ad03A402 Aradu.A03 402 p3 (CAA)6 18 955167 955184 CATCTCTGGTTTCATTCCCAA AATTTTGTTGCATGCTGCTG 251

Ad03A403 Aradu.A03 403 p3 (ATT)7 21 955763 955783 GATTCTGGGGTTTTCTCTTCA CATCGCGCATCTGAGTTTTA 193

Ad03A405 Aradu.A03 405 p4 (GAGT)7 28 961306 961333 TGGTTCGTGGGTATGTGAGA CGTCTTTGCACTCACTTCCA 276

Ad03A407 Aradu.A03 407 p2 (AT)6 12 962251 962262 TGAAAGTAATCGCTGGGTCC GAAGAAGCCGAGCAAGAAGA 111

Ad03A409 Aradu.A03 409 p3 (AAT)19 57 979299 979355 CAAAGGATGAAAGAGAAAAACCA ATCACGTGCATGACACAGGT 272

Ad03A411 Aradu.A03 411 c (AT)7gaattgaagtatacatgacaaaatagaatattataaaataaaattataataattgtgaataacaaaaaaaagac(TA)11110 983556 983665 AAACCACATACACGAACAATGTA TTTTTCTTTTAGCTTCTGATTAACAA 271

Ad03A412 Aradu.A03 412 c (AAT)8aacattaacacatatataaactacatatacaaacaatgtatatattaattgtgaataacagaaaaag(AT)10111 988504 988614 AGAAAAGAGAAGCGCAGACG GCAGTTCCTTCCAGCAGTTC 241

Ad03A416 Aradu.A03 416 p3 (CAC)5 15 992091 992105 GACAACGATTGAAGGCGAAT GGTGGTGTTTTGGAAGAGGA 224

Ad03A417 Aradu.A03 417 p2 (AT)6 12 998659 998670 ATTTGCAAGTGAATGGGTGG GGGCCCTTCTCTTCTCTTTT 255

Ad03A418 Aradu.A03 418 p3 (TAA)5 15 1000076 1000090 AAGAGGAAGGTGGAGGTGGT AAGTGAAACTGCTCCGGGTA 245

Ad03A420 Aradu.A03 420 p3 (ATT)8 24 1004102 1004125 AAAAATGGTTGCGGGGTTAC AGGTTTCGGATTTTTGGCTT 243

Ad03A421 Aradu.A03 421 p2 (AT)6 12 1005306 1005317 AGTGGTGCAGGGTAAGCACT TATTTTGGGCTGCCACTCTC 196

Ad03A424 Aradu.A03 424 p3 (AAT)17 51 1014850 1014900 GCCCAATTAATGATGCCTGT TCCTTTTGCGGGAATATTGA 251

Ad03A425 Aradu.A03 425 p3 (ATC)5 15 1017729 1017743 GGCAGATGTTGCCCAGTATT CGTGACTCTCCCTGCTCTTC 233

Ad03A426 Aradu.A03 426 p3 (ACG)5 15 1018176 1018190 CACAACGGCTCTCTCTCCAT ACGCGCTTCTGAGTTCTGAT 273

Ad03A431 Aradu.A03 431 p2 (AT)8 16 1023788 1023803 TTGAGTCCCAATGGATCCTC TCTCTTCATTGTGCAATGGTTT 279

Ad03A432 Aradu.A03 432 p3 (ATT)5 15 1023933 1023947 CATTGCACAATGAAGAGACCA TCCTGCAAATCGTGCTACAG 174

Ad03A434 Aradu.A03 434 p2 (TA)6 12 1025947 1025958 TCCGTTCTCCGAGACTTAGG CATGCATGGAGTTTAGGCGT 279

Ad03A442 Aradu.A03 442 p3 (ATT)7 21 1058129 1058149 CTCACCTGCTTCTTTCAGCC CTAGATCCAAACACCGCTGG 274

Ad03A443 Aradu.A03 443 p3 (CTC)10 30 1058568 1058597 GCAAGGAAGAATGCTCAGGA AGAGGGAGTCCCCATGTTCT 141

Ad03A446 Aradu.A03 446 p3 (TTA)8 24 1082213 1082236 GGCCAGTCCCCTATAATTTGA CCACCCCTCCCCATAAAAAT 280

Ad03A447 Aradu.A03 447 c (T)10attttatctttttaaatttc(T)1141 1085323 1085363 TCTTCCTCTTCCTCATCCTCA CTCATCCAAACAAGCCCAAT 201

Ad03A451 Aradu.A03 451 p2 (AG)7 14 1094399 1094412 GAGGCAAAGGGATAAGGGAG TGGTGCATGACAAGATCCAT 131

Ad03A453 Aradu.A03 453 p3 (ATT)5 15 1096795 1096809 ATGCTTGCACCACAAATTGA AACACAACCCCTACCCATGA 155

Ad03A460 Aradu.A03 460 c (AAT)6ttgattaaaaaaaacctacatacaccatatactaacgtgcaaaatgtgttaatatataaatcacttcaag(TA)7102 1106881 1106982 AAGCCACTAGCATTTCAAGCA TGTTAACAGCAAAATATTCGGG 191

Ad03A461 Aradu.A03 461 c (T)15aaattatacattacaa(T)1344 1111967 1112010 ACAAAGGTGCATGAGTGCAT ATCATTTTCAAAGGCGCAGT 189

Ad03A462 Aradu.A03 462 p2 (TA)6 12 1113117 1113128 CCAACTCCAACTCCATAACCA CATCATCACAACATCCAAGTGA 266

Ad03A463 Aradu.A03 463 p4 (ATAG)6 24 1113629 1113652 TTGTCTTTTCTGCACAAGTTCAA GCATGTGAATCTTGATGATGCT 247

Ad03A466 Aradu.A03 466 p3 (TTA)5 15 1120589 1120603 TCTAGCTAGCTTCCGCGAAC GGCCCAGTGAAAAACAAGAA 219

Ad03A468 Aradu.A03 468 p3 (CTT)8 24 1125313 1125336 ACTGGGAACGAAACAGGATG TGCAAAAATGAAACGAACCA 261

Ad03A477 Aradu.A03 477 p2 (GA)6 12 1135581 1135592 GAGGGTCTGACGGTGAAAGA ACACTCCAACCATCCGTCTC 267

Ad03A480 Aradu.A03 480 c (T)14catgtgttcactttgataaactagaatcaattaaagaacttgattcttgagttattggcatacatatactttgctag(T)10101 1138952 1139052 CATCCATTGAATTTTGCAGC AGCAGAAAATTGTGTAGGAAAAA 264

Ad03A482 Aradu.A03 482 p3 (AAT)5 15 1146946 1146960 AATGAACCGTTGCTTCAAGG CACATAACGGTGGCAACAGA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A484 Aradu.A03 484 c (CT)7ccctccattgttcctcaacacactttcacaatgtgtaattcctatgagtttcttcacccttttgttgtgatc(TCA)5101 1149709 1149809 TCGCCGCCATTAATTATTTC CCTTCTTCCCTAATATCTCTATGTTCA 250

Ad03A490 Aradu.A03 490 p3 (AAT)6 18 1160951 1160968 TTCCCAAGTACAAAGCCACC TGGAAACTCAGATGCAGTCG 209

Ad03A491 Aradu.A03 491 c (AAG)5aatagtattagaagaagtgatgggtctttcttgggtcacaagtttgtgtcatcatcaataacctccttttctaacc(ATA)5106 1161506 1161611 ACACCCTGAAAGCTCCCTCT GTGTTGTTGTTGGAGGGCTT 203

Ad03A492 Aradu.A03 492 p2 (AT)7 14 1161894 1161907 TCGCTCTCCCTCCAATGATA TCTGATGATCATAAAAATGAAGCAA 270

Ad03A495 Aradu.A03 495 p3 (AAT)6 18 1168094 1168111 GGTGGATTGGGTGTGTAACC TTCCATCACCTTGAAATCATGT 240

Ad03A496 Aradu.A03 496 c (CT)6ttgatcacatcacatggtgagatataattt(ATA)557 1169202 1169258 TGACATACATGTCCCCTTATGAA GCAAGGAATAAGGCTGTTGC 203

Ad03A497 Aradu.A03 497 p2 (AT)6 12 1169778 1169789 CAACGTAGGCCCAAATAGGA TGTCAGAAAATATACAAATGCCAAA 244

Ad03A498 Aradu.A03 498 p3 (TAA)5 15 1171610 1171624 TGATGCAGAGACCCACAGAG TGAGGTAAGCCAATCACGTC 181

Ad03A501 Aradu.A03 501 p2 (AT)6 12 1174333 1174344 ACCACAAATGTTGGAGGAGC TTAAAAATTACTGTCCTGGGAAAT 132

Ad03A503 Aradu.A03 503 p3 (CTG)5 15 1177516 1177530 ATAATGCGGCTTTGCAAGAT AAGGACAACCCCTGATGATG 157

Ad03A504 Aradu.A03 504 c (GAT)6aaccatgatcatgggttacttgtttctgaaaagggaggtggtagtagtag(TAA)583 1177848 1177930 TCCATCAACATCAGAATGGC TGGCCTTATTCTTTTGGCAC 218

Ad03A506 Aradu.A03 506 p3 (ATC)5 15 1181719 1181733 GGAAATTCAGCCTCCAATGA GTGACACAGGTCCAAGTCCC 259

Ad03A507 Aradu.A03 507 p3 (ACA)5 15 1181914 1181928 TCAAGAAGATCCACAAATTTTGAC AAACAAAGTTATATGCTCGAAATCAA 165

Ad03A508 Aradu.A03 508 p2 (AT)6 12 1185328 1185339 CATTGCAAAAACAAACACCG TGGCAATACCCCACCATAAT 201

Ad03A512 Aradu.A03 512 p2 (TA)10 20 1189055 1189074 GCCATGGACTTTGTCCTCAT ATTAACCCAAGAAAAGGCGG 123

Ad03A513 Aradu.A03 513 p2 (AT)7 14 1198730 1198743 TCTGATAAAGGCACTCGCAA TCACATGATGAATATTTTTAGGCAA 278

Ad03A514 Aradu.A03 514 p3 (ATT)20 60 1198854 1198913 AAAGGCACTCGCAATTCATC TCACATGATGAATATTTTTAGGCAA 272

Ad03A517 Aradu.A03 517 p2 (TA)11 22 1213647 1213668 TTGCTATCTTCCCCAGCAAG TCCTGTATCCGTGTCTCAATG 270

Ad03A519 Aradu.A03 519 p3 (TAT)5 15 1217037 1217051 CCGATAGATCCACTCGCAAT TGACGATATCCGATGAAGTTTG 260

Ad03A525 Aradu.A03 525 p4 (TACA)5 20 1222477 1222496 GCACAGTCCCTCTGAACACA TGATGCACCAGGTGTAGCTC 138

Ad03A527 Aradu.A03 527 c (TAT)7tgttatta(TTG)6(TCG)665 1223829 1223893 TACAACCAAGCTCAATGGCA GGCAGTTTTTGCAATGCTTA 278

Ad03A532 Aradu.A03 532 p2 (AT)6 12 1234062 1234073 GCATGCATATATAGGTTGCCA CATGCACCAGGTGTACCTCTA 259

Ad03A533 Aradu.A03 533 p3 (ATT)19 57 1236085 1236141 CCAATAGAGGCACTCGCAAT GGGCTTCTGATTCCTTAATCC 260

Ad03A537 Aradu.A03 537 p3 (AAG)6 18 1249998 1250015 CCGCTGTCCTTGTTGTATGA TGCATGTTTATTAGTCTCCAATTTT 279

Ad03A542 Aradu.A03 542 c (T)11cc(A)10 23 1262112 1262134 GGAAGATAACTTGTTTTTCTGAAAGC TTGCCTTTTAGAACCTTAAAATGA 152

Ad03A548 Aradu.A03 548 p3 (ATT)5 15 1276486 1276500 GTGCCTTCCCCACTCTAACA CAATCGAAAATCTTAAGAGCAAA 248

Ad03A549 Aradu.A03 549 c (T)10ataatacacactccttttaattattgtcatgttaaaattcttatcgctcttcaaaatacttttttaccattccattcctactaattttaa(TAT)6118 1279034 1279151 TTCATATACAGGTAATAGGAGATGCTG TCATCTTTGTTCATTTAACGTTTTT 261

Ad03A555 Aradu.A03 555 p2 (TA)6 12 1305674 1305685 TTTTGGCACTTCTGCTAATTTTT AAGTAACGAGAAAGTATAGGGTATCAA 227

Ad03A557 Aradu.A03 557 p3 (ATT)5 15 1314249 1314263 TTTCACAATCGCTTATATGTTAAAAA AAGTGGATAACAAAGATAAAACCTAAA 277

Ad03A559 Aradu.A03 559 p3 (TGA)6 18 1323728 1323745 GCTTGGGTAGTTTTTGTTGCTT CCTTTATCCTTTGTTGGGGG 177

Ad03A562 Aradu.A03 562 c (TTA)7tgtatataaatttaactaataaaaaataaactaataaatatgtt(GA)881 1328208 1328288 CAAATTCCCGACACCTCCTA GCGTTTTTGTTGAATTGGGA 242

Ad03A563 Aradu.A03 563 p2 (TA)7 14 1328864 1328877 TTCCACAATAGGATACACCCC CCCAGGGCTACTACCACAAA 270

Ad03A564 Aradu.A03 564 p3 (AGA)7 21 1329014 1329034 GGCAAAAGGATCAAGTGTGAG CCCAGGGCTACTACCACAAA 132

Ad03A571 Aradu.A03 571 c (T)10caagaattaaggaaacgattttaaaacaattcaaagatgattttgaacgcc(A)1071 1337435 1337505 ACCCTCGAGGTGAGGGAATA TGCCGAAATTCAAAATCGTT 265
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Ad03A572 Aradu.A03 572 p3 (GAT)8 24 1338795 1338818 TTCCCCACAACATGAAAGAG ATCCAGGCTTGAGGGAAAAT 231

Ad03A574 Aradu.A03 574 p3 (TAA)5 15 1343193 1343207 ACCCCATGTTGTTGGACACT TTCCAATGCTTCTGCTTTGA 254

Ad03A576 Aradu.A03 576 p2 (AT)6 12 1348290 1348301 AATAGTGAATCAAATCTAAACCAGTCT GGGATTACAATCTGGGCTGA 262

Ad03A577 Aradu.A03 577 p3 (CTT)5 15 1359443 1359457 ACGTTGACAATGGCGTATGA AATGGAGGCATGAAAGATCG 119

Ad03A582 Aradu.A03 582 c (T)11aaagagttaattagacattggttgaaattaccaggtgttactttactctc(T)1071 1372127 1372197 GAACATAAAAATAATGCTATTTTGGAC CAATGCATGGAATCAATCAA 268

Ad03A584 Aradu.A03 584 p2 (AT)6 12 1385147 1385158 GGACCAGCGTATTTGGGTAA TTCCACAAGTGTACCACGGA 174

Ad03A585 Aradu.A03 585 p2 (TA)8 16 1385722 1385737 TGGAATCTGATAGCTTTCCAAAA TAAGCAAGGGATGGCTCACT 236

Ad03A591 Aradu.A03 591 p3 (AAT)9 27 1398087 1398113 TGCATTAGCTAGGCATCAGAA GAGCCGAAAAAGGAAATGGT 201

Ad03A592 Aradu.A03 592 p2 (TA)9 18 1400206 1400223 CAGCAAATTCTTTAGCCTGTTTC GCTACCTACCTCATAGCTGAATCAA 240

Ad03A593 Aradu.A03 593 p2 (TA)6 12 1400387 1400398 GCACTGCTCTTGTACCAAAAA TTCTCTCTCACACACGCGAC 227

Ad03A594 Aradu.A03 594 c (TC)9tttgggatctcaagaattcag(ATGA)6atatgaaggtcttgtgatacccttcagaagaagacacgattccattattttgactcagattttctctgctttcaactctcaaaagctcttcc(T)10165 1400537 1400701 TCGCGTGTGTGAGAGAGAAC TCTGCTTCACTCAACCAAAAA 271

Ad03A600 Aradu.A03 600 p2 (AG)16 32 1418762 1418793 GAGATCGAAGAGATGCGAGG TCTTGTCCCTTCCATTACCG 159

Ad03A605 Aradu.A03 605 p2 (AT)7 14 1435726 1435739 AAGAAAATTTTGGGTTTTTGTGA AAAACAAAACAAAGCAAACAACA 176

Ad03A608 Aradu.A03 608 p3 (AAC)9 27 1443119 1443145 TTGGTGAGGGAAAGGAAGTG CTTCATCCTCACCCTTGGAG 222

Ad03A612 Aradu.A03 612 p3 (AAT)10 30 1451551 1451580 CTCCCTACACCTGCACCATT ACAACTGATCCGAGAGTGCC 273

Ad03A613 Aradu.A03 613 p2 (AG)18 36 1452572 1452607 GGGAAACCAATGTTGTCGTT CAACTCCCTCCTCCTCCTTC 156

Ad03A615 Aradu.A03 615 p3 (CTC)5 15 1454200 1454214 CACGCATACCTCCTCCTCAT TGGAAATTGCATTCCATTCA 175

Ad03A621 Aradu.A03 621 p2 (AT)6 12 1460489 1460500 TCTTTCCGTAATTTTCCCTTGA CAAATCCCTTTTGGCTTTCA 276

Ad03A625 Aradu.A03 625 p2 (AT)6 12 1467809 1467820 TCAGCATTCAATTGTGGCAT GGCGGTTGATTTGGAATTTT 186

Ad03A629 Aradu.A03 629 p2 (GA)7 14 1472544 1472557 CACGGAAGCAAATGATGAAA CTACTGCTCAACTCTCCGCC 267

Ad03A635 Aradu.A03 635 p4 (AAAT)5 20 1479746 1479765 AACACAACCATCCCATTTCG TGATCGATGAAAAACAAAGGG 223

Ad03A636 Aradu.A03 636 p3 (GAA)5 15 1482265 1482279 CAAAACCCCATCGTCTCAAT GTGTCCATTGCCATAAGCCT 275

Ad03A637 Aradu.A03 637 p3 (TTG)7 21 1484081 1484101 TGCAGGATATTCTCCCCAAC GCTTCTGAAACTGTTCCGCT 236

Ad03A638 Aradu.A03 638 p2 (TA)6 12 1486451 1486462 AACCCTATAAATGGGCAGGC TCATCCCCACAAATGACTGA 233

Ad03A639 Aradu.A03 639 p3 (GCT)6 18 1488925 1488942 GTTTTCCAGGAATCCACGTC TCCGAGTCACTATCGAACCC 270

Ad03A642 Aradu.A03 642 c (AAAT)5ttcatatataatttggtg(A)1048 1494890 1494937 AAAAATTTCAGAGGCAGCCA TTCGTGGCTGAGAAAGCAC 138

Ad03A643 Aradu.A03 643 p2 (AT)7 14 1498169 1498182 TGTTGCTAAAAATAAATAAATAATCGC ATAACAACCATTCCAACGGC 244

Ad03A644 Aradu.A03 644 p3 (GAG)6 18 1498603 1498620 TACACACCCCATTTGGAACA TCCTCTGCATCAATCAATGG 169

Ad03A647 Aradu.A03 647 p3 (AAT)21 63 1503419 1503481 AATTATTCATGTTGCCTCCTTC TTGTGCAGAGAAGTGGATCG 263

Ad03A653 Aradu.A03 653 p2 (AT)7 14 1520683 1520696 TCCGATCCGATTTTCAGAAC CCGAGAAAACATAATTGCCTT 228

Ad03A656 Aradu.A03 656 p5 (AACAA)5 25 1533728 1533752 GCTTGGAAAGCCTTCTGGTT TGTGGTTTCTTCCTAAGGGC 260

Ad03A657 Aradu.A03 657 p3 (TTG)5 15 1534066 1534080 GTTTGATTCTGGTTCGGAGG TCGGTGTGGTTATGAGTGGA 151

Ad03A660 Aradu.A03 660 p3 (AGA)6 18 1537540 1537557 TTCATGTCCACCCAAAGTCA TCACTCACCCTCCTCCTCC 280

Ad03A661 Aradu.A03 661 c (T)10cttaactatctttctcttttataaga(T)1046 1539189 1539234 TGGAATAAAGATTCAAAAGAGGG GACGCATAATCATTTCTTGTTGA 175
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Ad03A663 Aradu.A03 663 c (ATT)6ataaagatagatgtcctttttacc(T)1254 1542258 1542311 ATGGTCAGTGTATGTAGGGTAAAAT GTTTGTCGAGCCCCTAGGTT 184

Ad03A664 Aradu.A03 664 p2 (AT)6 12 1542969 1542980 CGCATAGCCACGATAGTTGA CATGTAGCATTGGTTAACAACAA 253

Ad03A668 Aradu.A03 668 p3 (CAA)5 15 1553272 1553286 CATCCCTTTCAGGGTCTTCA TGCATGCAAATTGGTTCACT 274

Ad03A669 Aradu.A03 669 p2 (AG)6 12 1553647 1553658 GCGAAGGAGGAAGTGAGAGA TAAAACGTAGGGTGAGGGCA 210

Ad03A672 Aradu.A03 672 p3 (CTT)5 15 1557283 1557297 AAATCGTACGGAAGTGGCAG GTTGCTGCAAAGGAGAAAGG 112

Ad03A673 Aradu.A03 673 p3 (TAA)6 18 1557574 1557591 TTTTGTTGTTACGGGTAATTTGA TGGTGGTTAAATCCAGGGAG 274

Ad03A674 Aradu.A03 674 p6 (CACATA)5 30 1559090 1559119 ACAAGACAGCACAGTACAGTCAC CAAGTGTTGGCTAGCTACTTTCAA 261

Ad03A678 Aradu.A03 678 p2 (AT)8 16 1562095 1562110 ATCATATCCGAAGCGAGCAT CATTGAAGCAAGCACAATAACA 277

Ad03A680 Aradu.A03 680 p2 (AT)6 12 1563708 1563719 TGCATCCACACCAGTCTTTT TTTCAATCAATGTAAGAAGAACAGAT 270

Ad03A681 Aradu.A03 681 p3 (AAT)6 18 1564705 1564722 TTTGGGGTCATGCTTCTTTC TTCAGATTAGTCATTGGCTTGC 212

Ad03A683 Aradu.A03 683 p2 (TG)10 20 1567618 1567637 GCCAAAACAATCAAGGAAGG TTTGACTCTGCTGGAGGGTT 217

Ad03A687 Aradu.A03 687 p4 (ATAA)6 24 1577438 1577461 AAGGTGTCCCCACTTAGGCT ACAGGTGGACCTTTTGTTGC 175

Ad03A688 Aradu.A03 688 p2 (AT)6 12 1582093 1582104 CACCACCATCCTCCTTCAGT CTTGCAAACATTGGCACATC 279

Ad03A693 Aradu.A03 693 p3 (ATA)5 15 1589542 1589556 GGCTGCATGCCACTAAAACT ATGGAGCCTTTTCTCCGAAT 249

Ad03A695 Aradu.A03 695 p3 (AAG)6 18 1591026 1591043 TGGCTTCAAAGTCCAAAACC CTAGGAGCAACCAGCGATTC 265

Ad03A700 Aradu.A03 700 p2 (CT)6 12 1603650 1603661 GGCAATAACACAACAACAATCAA ACGAGTGGGTACCACAGAAA 277

Ad03A705 Aradu.A03 705 c (A)10ctaatttctaaactttctctttgaaaattatatagcattgtaaaatttttatcgccg(TA)883 1615495 1615577 TTAGCTGCCTAGCTTTCCACT AGTAATCGAGTTATTAGGGTGCC 187

Ad03A706 Aradu.A03 706 p4 (AAAT)5 20 1616338 1616357 CACCACCATTTCCCCTTTTT ACTTATGTACAAGTAACGCTTCTCTTT 189

Ad03A707 Aradu.A03 707 p2 (AT)8 16 1617954 1617969 TTTAATTATTTGATGCAAATGTGAC CAATGAGCAACACTAGGCCA 210

Ad03A708 Aradu.A03 708 p3 (ACC)5 15 1618656 1618670 TAGTGTTGCCATTGGTGCAT AAGTGCTGGATTTCACTCGG 200

Ad03A712 Aradu.A03 712 p2 (TA)8 16 1624063 1624078 AATTTTCCTCGTCCAAAGAGA CGTAATCAGAATATCCCTAATGCT 280

Ad03A715 Aradu.A03 715 p2 (TA)6 12 1630729 1630740 GGGTGGAATTGAATGGATGA AGCCATTCATCTTTTTCCGT 165

Ad03A716 Aradu.A03 716 p2 (AT)7 14 1637395 1637408 GAAGAATGTTGTCAATATGTAAATGGT ACTCAATAGCATTGCATTTTATTTT 240

Ad03A718 Aradu.A03 718 p3 (ATC)5 15 1640782 1640796 CCCAGAAAAACAAGAACCCA GCGAAATCTGCAACAAAGGT 256

Ad03A719 Aradu.A03 719 p3 (TTA)5 15 1643252 1643266 TCAATGGCCGCACATTATTA TGCATGGTTGAGGCAGAGTA 152

Ad03A722 Aradu.A03 722 p4 (ATTG)6 24 1664480 1664503 CGTTTGGCTCCAAAATAACC TCCAGCTTTGTATTGGAATGG 242

Ad03A723 Aradu.A03 723 c (A)10gaaaaatgccacagcatgaagtattcaaaccatcaaattgtccatgaccatgatgtatccgctattaaattactagtttacattgtcattgg(A)11113 1668267 1668379 TGCCAATTTTTCCTACAAGAGA TTTTTCCCTTTTATGTTTTCCA 253

Ad03A734 Aradu.A03 734 p2 (TA)7 14 1684308 1684321 GGGGTAAACAAAAATCGCAA TTATGCTCGGACCGGTTATC 160

Ad03A735 Aradu.A03 735 p3 (TTG)5 15 1693056 1693070 AATTTACGGCTTTATGCCCC AGTGTGTGAAGAGGGCAACC 279

Ad03A736 Aradu.A03 736 p2 (CA)6 12 1698455 1698466 CAAAATCACCAATCAAGCTCC TAAGCCACGTGTTGCTGTTC 272

Ad03A749 Aradu.A03 749 p3 (GAA)5 15 1733858 1733872 CAGCTTTTGCTGTTGAACCA AGGCCATGAAGAAGCAAAGA 258

Ad03A751 Aradu.A03 751 p3 (ATC)7 21 1737964 1737984 TGGTTTGTCAGTGCCACAAT CACTGCGTGGTTTGTCAAGT 268

Ad03A755 Aradu.A03 755 c (A)13ttaaatacgtagtaacag(T)1041 1742957 1742997 AAGCTTTGTTATGGGTAAAAACA TCCAATTCCTTCTTCCCATTT 139

Ad03A756 Aradu.A03 756 p3 (GAA)5 15 1747105 1747119 TGGTTCCATGGTGATGAATG CATCATGGAGTTGTTGTGGC 249
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Ad03A757 Aradu.A03 757 p4 (TATT)7 28 1747569 1747596 GGTGGCAATGTGATGTTGAG TCGGATTGAATTCTTAATATGTGG 267

Ad03A758 Aradu.A03 758 c (AT)8agaggttgactcaattttttcaa(T)1049 1749179 1749227 GCATCAGCCATCAAGCAATA GGCCGGATCCGTAACAATA 227

Ad03A760 Aradu.A03 760 p2 (TA)7 14 1765623 1765636 CAATGAATGCTACCAGGCTGT ATGAGGGCAAGGTATGATGC 243

Ad03A761 Aradu.A03 761 p3 (ACA)9 27 1771183 1771209 ACGAGCTACGAGACCTTCCA TCCTTTTCATTCCACCTGAGA 205

Ad03A762 Aradu.A03 762 p3 (GCA)5 15 1774333 1774347 AAGTAGCTCTGATTTGCGCC GAAGGTGATTTGGAAACCGA 236

Ad03A764 Aradu.A03 764 p2 (TA)6 12 1775531 1775542 TGCCTTAAACCCCTTCTTCA TTGAACTGGAAAATACTCACAAAA 271

Ad03A765 Aradu.A03 765 p3 (TTC)5 15 1775682 1775696 TCCAGTTCAATTAAAATCAAGTTCA TTCTTGGTGCGTTTTCTCTTT 254

Ad03A768 Aradu.A03 768 p5 (ATTTT)5 25 1782376 1782400 TTGATAGCCCCAAATGTTCA GCCATGCATAGCAACCCTAT 232

Ad03A769 Aradu.A03 769 p3 (TGG)8 24 1787028 1787051 ATTTCGATGGCGACTTTCTG CTCGAATTCGCATACCGACT 275

Ad03A770 Aradu.A03 770 p3 (GTC)8 24 1787217 1787240 ATTCGAGATCGGAGTCGATG TATCCGCGTGGAAGAAAAAG 172

Ad03A773 Aradu.A03 773 p3 (AAT)5 15 1788441 1788455 ACGGTCGCCATATAAACTGC CTATATCCCGCGATCAGCTC 277

Ad03A784 Aradu.A03 784 c (A)12cacaatttctagaagaatttag(T)1145 1802955 1802999 TTTGTGTTCCTATTCTTCGCAA CTAGATATGACGTCAACGTGTTAAA 172

Ad03A785 Aradu.A03 785 p2 (TA)8 16 1804461 1804476 CGCGTGGACCTTAAGAGATG AACATTGTACCTTCGCAGCC 216

Ad03A787 Aradu.A03 787 p2 (TA)7 14 1807708 1807721 GCTTATTTGGATGACTGCATGA TTCATTATGTGCATTTTCAACAA 181

Ad03A793 Aradu.A03 793 c (A)10gaaacttctttcttttaaagctctttttttgc(T)1052 1821662 1821713 AGGGTGTCCACATTTCCTTG AAAACCTTGCAGCTCCTGAA 267

Ad03A798 Aradu.A03 798 p2 (TC)6 12 1832540 1832551 TTGTTTCAGGGCTGCACATA TGATTCATTTTGTCTCCCCC 277

Ad03A801 Aradu.A03 801 p3 (TTA)5 15 1833289 1833303 CAACGTTAGCATCACTGCAA AGCTATTGGCACCATGAATGT 280

Ad03A802 Aradu.A03 802 p3 (TTG)8 24 1833513 1833536 ATGTCCCCATTTCCACCATA ACACTTGCATTGGCTAGGCT 224

Ad03A805 Aradu.A03 805 p2 (GA)6 12 1836131 1836142 GGACGAGGGAATTTATTTCACA GCCATATGCCAAGCAAAAA 262

Ad03A806 Aradu.A03 806 c (A)10tttactaaatag(T)1032 1837358 1837389 AAAAGTGTGGGATGCTTTTTACA TGAAATGGGGGAACAGATTC 208

Ad03A807 Aradu.A03 807 p3 (AAT)5 15 1838793 1838807 TTGGTTTGGTCTTTTGGCTC AATGTGTGGGGAAGTGGAAA 175

Ad03A808 Aradu.A03 808 p3 (AAT)5 15 1839046 1839060 TTTCCACTTCCCCACACATT TGATGATGACGACGAAGATGA 208

Ad03A813 Aradu.A03 813 p2 (AG)9 18 1843213 1843230 GGTTGAGTGAAGGGTAAGCAA GTTTTCTTGCTCGGAAGACG 165

Ad03A817 Aradu.A03 817 p2 (TA)6 12 1849324 1849335 AACCAAGATAAACATTTGGGC TCGACGTAAGAATAACAATTTTGC 205

Ad03A823 Aradu.A03 823 p2 (TA)8 16 1870364 1870379 ACGATGAGAGTGGAGGAGGA AAACGGGACAGAGCAGAAAA 224

Ad03A825 Aradu.A03 825 p2 (AG)8 16 1873606 1873621 AACCTTCCTTCGTCCCTCTC GAGGACGGTACTTAGCGGTG 210

Ad03A830 Aradu.A03 830 p3 (CAG)5 15 1884405 1884419 ATTGTTTGCAAGCACCTTCC TAGAAGCGTTGGTGTTGCTG 230

Ad03A831 Aradu.A03 831 p3 (GCG)5 15 1885212 1885226 GAGTTCACGTCACCAACCCT CTCTTAGATGCTTCCACCGC 263

Ad03A833 Aradu.A03 833 p4 (AAAT)5 20 1887091 1887110 GTCAGTTGGCAGAAATCCGT TGAACCATCCATCAATTAGAGGT 268

Ad03A839 Aradu.A03 839 p3 (TAA)12 36 1904422 1904457 CAATGAAAACGGAATCAAACG CTTAACCAATCCCCCAAAGA 259

Ad03A840 Aradu.A03 840 c (CAA)5taataattatt(ATA)541 1904993 1905033 ATGCAAACCAACCTGGAAAA CCACACGTGATTCCAATGAA 164

Ad03A841 Aradu.A03 841 c* (A)10(ATC)5* 24 1910529 1910552 CCATCCCATCACCATCTGTT TGGATTTTTGGTTCTTGTAATTGA 267

Ad03A848 Aradu.A03 848 p2 (CT)6 12 1934187 1934198 CCAGCTGTGGCCTAAAGAAG AACAAGAAGAAGCGCACGAT 278

Ad03A849 Aradu.A03 849 p2 (CT)6 12 1941261 1941272 TCGTTTAACCTCCCTTGTGG TCCCATTCGTTCTCAAAACC 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A850 Aradu.A03 850 c (AAT)15agaaagtatagggactc(TAA)783 1942783 1942865 TGTGTGCATCCAAACAAAGTT ACTCGAGTTGAGTCTTCCAATTA 201

Ad03A851 Aradu.A03 851 c (AT)7(AG)13 40 1943189 1943228 GCAAATTGAAGATATCGACAAATAAA GCAGGTTGTCTAAATTTAAAAAGGA 255

Ad03A856 Aradu.A03 856 p3 (ATT)18 54 1951660 1951713 CATTTTGCATTTTTGCTTGC CAGGCCTTTGTTTAATCCCA 233

Ad03A858 Aradu.A03 858 p4 (ACAA)5 20 1954218 1954237 CTGAAAATTGGTGGGCAACT TTCGCTGCTTGCTTAAACTG 143

Ad03A859 Aradu.A03 859 c* (A)10(AG)7*aaataactagttaaggtagttgcatttgtgagttactcggcgatggtgga(AG)787 1957833 1957919 TCCTGAGCTGGTTCTTTCGT TGTTTTCCCTTGGCACTCTC 261

Ad03A866 Aradu.A03 866 p2 (AT)6 12 1966287 1966298 CGTATTTCAATGATTTTTAATCGTG AATATCACGGATTTGAGCGTC 253

Ad03A874 Aradu.A03 874 p2 (AT)8 16 1980571 1980586 TGCTCTATCTTGTGAGAGCCAC GATCAGTTTAAGATTTGATTCACCA 185

Ad03A875 Aradu.A03 875 p2 (CT)12 24 1981465 1981488 AGGAGTCTTCGTCCCCAAGT TATTGAGTTGCTGCGACCAG 222

Ad03A876 Aradu.A03 876 p3 (AGA)5 15 1981721 1981735 CTGGTCGCAGCAACTCAATA GCTACGTGGAGTTGGAGGAG 218

Ad03A878 Aradu.A03 878 c (T)10ctagttttgccttaatcattactaatataactaattaacttgttgac(A)1269 1983527 1983595 TTTTTGTCCAGAATGTTTTCAA TTTGAATCGTCAATTATCTCTTAATG 269

Ad03A883 Aradu.A03 883 p2 (CT)7 14 1988003 1988016 CTTACGGCGTCGTTTGGTAT AAGGCATTCCCGATCTTCTT 154

Ad03A889 Aradu.A03 889 p3 (TTG)6 18 2000224 2000241 AGCTGCTTGTCAGATTTTTGG CAAGGCAGGAAAAATGGAAG 118

Ad03A892 Aradu.A03 892 c (TA)8(GA)11 38 2013408 2013445 ACGTGGGCATAAACCTGTTC CGGTTCACCAAAACAAAACA 211

Ad03A897 Aradu.A03 897 p3 (CTT)11 33 2021373 2021405 AGCCAGAAAACGAAATCACG GTCTTCAGTGGTCTTTCGGC 224

Ad03A898 Aradu.A03 898 p2 (GA)9 18 2024708 2024725 CTCCCAAGTGTAGGGATGGA CTTGGCTTAGAAGCACACCC 161

Ad03A903 Aradu.A03 903 p2 (AT)7 14 2033389 2033402 TCGGTTAATTAGCCCCCACT ATGCATATGCCCCATCAAAT 204

Ad03A905 Aradu.A03 905 p3 (ATT)12 36 2037861 2037896 ACCACCCTTTTCTTCCTGCT ACCACCAGGGCAGTAATCAG 208

Ad03A906 Aradu.A03 906 c (CT)9(AT)6 30 2038090 2038119 ACTGATTACTGCCCTGGTGG AAGGGGAAACTGAAGAAGATCA 245

Ad03A907 Aradu.A03 907 p2 (TA)6 12 2039094 2039105 ACATCCAGCAAACCACAGGT GGAGCTTCTGGACCTTTTTG 183

Ad03A908 Aradu.A03 908 p3 (AAT)6 18 2040364 2040381 CATCTACTATAAAGTGTTGCAGCCA TCCTCCTTGTGAACCCATTC 219

Ad03A909 Aradu.A03 909 p4 (TTTC)5 20 2043049 2043068 AGGAAGATGGCTGTCTTGGA ATCATGGCGGAGACTGAGAC 204

Ad03A912 Aradu.A03 912 p2 (TA)11 22 2051441 2051462 CAGCAGCAGCATGTGGTTTA TGCGTGCTTCTATTAAACATTGA 261

Ad03A913 Aradu.A03 913 c (T)12ccc(T)10 25 2054546 2054570 GCACATGAGCATTAGCTTGG GGATTCATGAACCATCCTCTG 161

Ad03A915 Aradu.A03 915 p3 (TCT)7 21 2058254 2058274 TCATGCTCTTCACAATGCGT CTTCTTCTTCCCATTTCCCC 207

Ad03A918 Aradu.A03 918 p3 (ATC)5 15 2059424 2059438 TCCCTCCTCCTCATCTTCTG TTTTCTTTGTTTGATTTTGTTTTTG 171

Ad03A924 Aradu.A03 924 c (A)10caaattcaaaagaatcaattgtttaagaaggaatgttagatatataattatttgtattg(T)1079 2072374 2072452 TCGATCCTTGCTAAACTTAAAACA AAGAAGGTAGGCACGCACAT 185

Ad03A925 Aradu.A03 925 p2 (TA)10 20 2075093 2075112 TTAACCTGTCAAGTTGGGGG TGATGATGATAAAGATGATGGTGA 277

Ad03A926 Aradu.A03 926 p3 (ATC)5 15 2075296 2075310 TCTTTTTGTTCTGACTCCTGATTTT ATTGCGATGATGGTTGTGAA 190

Ad03A932 Aradu.A03 932 p2 (TA)9 18 2081304 2081321 TTGTTAAACTCAGCAGCATTCA CGTGAAGAGTAAAATTTTGATGAAG 276

Ad03A933 Aradu.A03 933 p3 (ATT)7 21 2086222 2086242 TCCATATTTAAAACTCATCATCGAA TTGGATCGTCTAGAAAAGTGTTG 278

Ad03A936 Aradu.A03 936 p2 (TA)6 12 2091902 2091913 TTCCATGACAATGGCAAAAC TGGCGTTTATACGTGATTTCAA 257

Ad03A938 Aradu.A03 938 p2 (TA)6 12 2094824 2094835 AAGTCATGGATACGCCTTGC AAATTAAGACTATTGAATTGAGATTCG 257

Ad03A940 Aradu.A03 940 c (A)13tcatttgtgtttatcaatattttttatcgtagaaata(AT)764 2098324 2098387 TGCATGCTATCATGGAAAGA GAAAGTGGGCATTCACCATC 278

Ad03A942 Aradu.A03 942 p4 (AATA)5 20 2101057 2101076 AATCTTGGAACCCCACATTC AATTGCAGCTGAGTATCATGG 280
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Ad03A943 Aradu.A03 943 p4 (AATA)5 20 2101421 2101440 GCCTAGAATGTTGGAAAAGGC GGAAGCGGTCCCTCTCTAGT 155

Ad03A945 Aradu.A03 945 p3 (TCT)6 18 2102475 2102492 ATGTCATGGTACGGCATCAA GCGGATGAAATAAGAAAAATCA 158

Ad03A947 Aradu.A03 947 p3 (TGA)6 18 2109887 2109904 GGAATTCAAACAGAACCCCA GCCTTCTGTGCTATCTGCCT 261

Ad03A952 Aradu.A03 952 p2 (TA)8 16 2121827 2121842 CAATCTCAACATTTCCCGGT CCACTACTCACCGAAGGAGC 200

Ad03A956 Aradu.A03 956 c (TCA)8at(TCA)6 44 2137549 2137592 AAGACTTTCTGTGGTTGCCG TTTTTAACAGTCAAGTGCTCCA 183

Ad03A960 Aradu.A03 960 p3 (TTA)5 15 2143983 2143997 GAAACATCCAAACGAAACCG CCACCAGTTGTTTGTCTTGC 141

Ad03A961 Aradu.A03 961 p3 (ATT)6 18 2144948 2144965 TTTCTGCAATCTGCATCTTCAT AATGGTCAACAACCGGAAAC 275

Ad03A963 Aradu.A03 963 c (AG)12aacctgtgatggtgagagaggagagggacacgaaactagaagcttgaaggaaagaggatccacga(TGC)5104 2149018 2149121 GGATCCAAGTGAGGCACATT TCACTGAGTTCGTTCGTTCG 228

Ad03A967 Aradu.A03 967 c (TAA)6tagctcgctagaaagtttaaggaactaat(TA)659 2150935 2150993 CGAGTCCGATGAGTTTGGAT GAGATAAAGGAAGTGAGAAGACGC 238

Ad03A968 Aradu.A03 968 p3 (TAA)7 21 2151327 2151347 AACAACTTTGATGAGTTTGGATTTT CAACCTGAAAAATAGACCGCA 277

Ad03A969 Aradu.A03 969 p3 (AAT)5 15 2151501 2151515 TGCGGTCTATTTTTCAGGTTG TTCAAAAACATTTGGAGAATGG 202

Ad03A970 Aradu.A03 970 p2 (AT)7 14 2151663 2151676 GCAATTGTTTCTTCATGTTCCC TCTGAAAACAAACGCGTATACAA 241

Ad03A972 Aradu.A03 972 p2 (AT)6 12 2153542 2153553 GCCAACTAACTCCCCTGAGA AAGTTTGAATGAAGGACCAATGA 277

Ad03A975 Aradu.A03 975 c (TTG)6(T)10 28 2156899 2156926 TTTTCACCATTACTGTTTGACAAGT TGGTGGTGGAAATTTGTTGA 277

Ad03A977 Aradu.A03 977 p2 (AT)10 20 2158065 2158084 CTGCACTTGAGTTTTCCCCT TGGCATCAAAATTAAATTATTACCAA 122

Ad03A978 Aradu.A03 978 p2 (AT)6 12 2158697 2158708 TTTGTTGTTGTCACATGCCC GGAAAGTGGTGTTGTGTTGC 158

Ad03A980 Aradu.A03 980 p2 (AG)6 12 2160717 2160728 CAATGCTGGAAGGAGGGTTA ATCTCACACTGCACCCTTCC 154

Ad03A986 Aradu.A03 986 p2 (TA)7 14 2167315 2167328 CTCTCAGGAGAGAGGAATGACA ATGTCGGCTTGTACGTCTCA 279

Ad03A990 Aradu.A03 990 p3 (ATA)14 42 2177711 2177752 ACATGTTTGCAACTTTTATTGGT TGCATGCATCAAACGTCTTT 161

Ad03A992 Aradu.A03 992 p3 (AAG)5 15 2183033 2183047 CCTCCTCATTTTCTGCTGCT ACTGCACGTTTTCACTGCAC 234

Ad03A993 Aradu.A03 993 p3 (AAG)5 15 2183246 2183260 AAACGTGCAGTAACGGTTGA CGCACGTTCTTCTTCCTTTT 227

Ad03A996 Aradu.A03 996 p2 (TA)6 12 2189118 2189129 TGGTAGCAATAAAACAAACTAACAAAA AAAATGAATTTGTTTGTGATAAATACG 170

Ad03A998 Aradu.A03 998 p3 (AAC)8 24 2199425 2199448 TTCCCTTTCCTACAAAATCAAAA TCATCCATGAGGTGGTCAAA 201

Ad03A1001 Aradu.A03 1001 p3 (CTT)5 15 2219020 2219034 AAAAATTGAGGGGGTTACGG TATCGATAGCGCAGGTGTTG 169

Ad03A1002 Aradu.A03 1002 p2 (TA)11 22 2220963 2220984 TGCATGCATACAAAACCAAA TTCAATAAAACTGCTGGCCC 221

Ad03A1004 Aradu.A03 1004 p3 (CAT)5 15 2221910 2221924 TGGGTGATTTTAATGTCATTTCT TGCATTGAGAAAGAATTGCG 233

Ad03A1005 Aradu.A03 1005 p2 (TA)6 12 2222033 2222044 CTCTGGCCATATCCATCCAC TGGAATGAACATGAGATAGAAGGA 189

Ad03A1008 Aradu.A03 1008 p3 (GAA)6 18 2227999 2228016 TTATTGGAAAAGCACAGGGC CCCTCCAACAACAGCAAGAT 191

Ad03A1011 Aradu.A03 1011 p2 (TA)6 12 2239226 2239237 TCGTTCCGTTCTTATTTGCAG CATAGCAACCAATTAAAAGATGACA 254

Ad03A1012 Aradu.A03 1012 p3 (ATC)5 15 2239444 2239458 TCAATGCCATCCAGAAATCC GTGAACCTAGCCCAGGTGAG 200

Ad03A1013 Aradu.A03 1013 p3 (ATC)5 15 2243006 2243020 TCTGGTCAACTCAACCTCAGAA GTGTTGGACTTGCAGGGTTT 204

Ad03A1022 Aradu.A03 1022 p3 (ATG)5 15 2264758 2264772 CATTGATGCCTTTGCCTTTT CCAAAGCTCCTTCCATCATC 194

Ad03A1023 Aradu.A03 1023 p3 (TGT)5 15 2265175 2265189 GCAGCAGGATCATGTTTTGA ATTTCATGCCATTTGATGCC 241

Ad03A1025 Aradu.A03 1025 p2 (TA)7 14 2265857 2265870 GGGAAGATTCCAAGATCAATG CCAAGGAAGGATTTTCATCTTTT 216
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Ad03A1026 Aradu.A03 1026 p2 (AG)22 44 2266335 2266378 GGGAAAAGCAATATTCAAGGA TGCGGTGTTTCACATTGTTT 247

Ad03A1029 Aradu.A03 1029 p3 (ATA)5 15 2269179 2269193 ACAAAGCCGCACAAGCTAAT TCAACTTTTTGGAGGTGCAT 252

Ad03A1037 Aradu.A03 1037 p3 (GAA)7 21 2283891 2283911 ATGATCCAGATCCATCAGCC TCGCCATGTCTGAACAACAC 274

Ad03A1038 Aradu.A03 1038 p3 (ATT)5 15 2284316 2284330 ATCTCATTGTCTGTTCGCCC CTTCACTCCAAATGGGGAAA 266

Ad03A1039 Aradu.A03 1039 p2 (TC)8 16 2284811 2284826 CCCTTTCGGAATTCCTCTTC GCAGCATAACTCCCCACAAT 112

Ad03A1042 Aradu.A03 1042 p3 (TTA)6 18 2290748 2290765 TTAGTGGTGGATAGGCAGGG ACCACGTACCCAACATGTGA 140

Ad03A1049 Aradu.A03 1049 c (AAG)6gagaaagagaatgcaagaaacgaaag(AGA)559 2308494 2308552 GAGAAAGAGAAAGCAAGAAACGA ACCCTAAAAATGCGATGCAA 174

Ad03A1051 Aradu.A03 1051 c (TA)12(TG)6 36 2315203 2315238 TCACTCACAAAAACACCCCA ATTTGGGGTGAGGGAAAAAC 164

Ad03A1052 Aradu.A03 1052 c (T)15gcgcaaatgtttcttgactgagaaacttatgtctttttattattatttaagatagatcatgtaataattttatttttggacaatttgttgatt(A)11119 2319593 2319711 TGAATTTGAGGTTATTGTTGTTGAA TGACTTGAACAGCTTATGCCA 256

Ad03A1053 Aradu.A03 1053 p2 (TA)9 18 2320809 2320826 TTCGCCAATAAGAAAAGAGAGC CAGTGAATTGTGAATCAAGACGA 268

Ad03A1055 Aradu.A03 1055 c* (A)10(AG)7* 23 2323382 2323404 GCCTTTCACAAAACCTCCAA TCCAATATGCTGGACTTCCC 143

Ad03A1057 Aradu.A03 1057 p2 (AT)9 18 2324446 2324463 CGTGGAATGATTAGTCACTGCTT ACCTTGCTTGACCAATCACC 115

Ad03A1059 Aradu.A03 1059 p2 (AT)9 18 2329155 2329172 CGGCACAGCCTAAAATGAAA TCCATCTGGAATGTTCACCA 260

Ad03A1060 Aradu.A03 1060 p3 (ATT)6 18 2330351 2330368 GCACAATTCGAAGGAGAAGC ACTTTCGCCACTGTTGCTTT 257

Ad03A1067 Aradu.A03 1067 p2 (TA)8 16 2350985 2351000 CGCAAAAATTTTCGGTGATT GGATCATCCTCCATGGGTAA 246

Ad03A1069 Aradu.A03 1069 c (A)10t(A)10 21 2355579 2355599 AAACATTGGCGTTGAAATGA ACAAAGGGTGAGAAGGTGCT 266

Ad03A1080 Aradu.A03 1080 p3 (AAT)5 15 2388420 2388434 TGTGGGATACCAGTTGTTGAA CGCATGTGGAGGAAAAGACT 160

Ad03A1087 Aradu.A03 1087 p3 (CAT)6 18 2413776 2413793 CCCATTGAACCAATTCCTTG GGCTTAGGAGAAGATGGCCT 220

Ad03A1089 Aradu.A03 1089 p2 (TA)8 16 2417850 2417865 TGATAACGTATTTGTTGTGTGCC TTATGCACCACTTGTGTCCC 255

Ad03A1091 Aradu.A03 1091 p3 (ATA)12 36 2420213 2420248 TGCGTAGTGCCTATGACTTAGTG CCTTAATTAATAATCAGCAAGCCAA 188

Ad03A1094 Aradu.A03 1094 p2 (TA)9 18 2424231 2424248 CAGGGCACTCAAGGTCTCTC CCAAATAGGCTCTTCTCTCCAA 265

Ad03A1097 Aradu.A03 1097 c (AT)6aacaactagcaagtgcatcatcttcaacatctattc(T)1361 2429327 2429387 TCAAGCACAATCGAAGAGACA CAGCAATCGGCATCATACTG 257

Ad03A1100 Aradu.A03 1100 p2 (AT)6 12 2434655 2434666 CTTGCAAAGATCTGCAACCA AATCGTTTCTTTTGATGGCG 210

Ad03A1101 Aradu.A03 1101 p2 (AG)8 16 2434774 2434789 AACCACGCAATAACAAAGCC ACTCCTTTCTTTGGCACCCT 196

Ad03A1102 Aradu.A03 1102 p3 (TTC)5 15 2435661 2435675 CCACGTTTCTTCCTCCTCCT TGTTCCTCTTTTTCCTCCTCA 279

Ad03A1107 Aradu.A03 1107 p3 (GAA)9 27 2443393 2443419 CGAGAGTGAGGATGAGGGAG CCAAACACACCACAAACACC 185

Ad03A1108 Aradu.A03 1108 c (T)10ctat(TCA)5ttac(TAT)6gcatagaaaaatagttattaattgaagagtattggagaatatctccagag(T)13114 2445207 2445320 CCTGATTATTTTCATTTGACCCA GTTAGTGGGGATTGGGGAAC 274

Ad03A1109 Aradu.A03 1109 p2 (AG)11 22 2448287 2448308 TTCCGAAAAAGCGAAAAAGA CACAGCAGGACGTGCTAAAA 123

Ad03A1112 Aradu.A03 1112 p3 (AAC)5 15 2466729 2466743 TTTCCCTCTTCACCCAACTG AACGATCCTTGTCCATGTCC 216

Ad03A1117 Aradu.A03 1117 p2 (TA)9 18 2470438 2470455 TTGTGGATTAAAAGGGGAATC AACAAATAACGGGTTGGAAAGA 172

Ad03A1118 Aradu.A03 1118 c (GT)7aggtgtctgatgggtaaaag(A)1044 2472123 2472166 CAAAAGGAATTGCACAAGGG AACTTTAATTTTTCGTTGTCACTGTT 189

Ad03A1119 Aradu.A03 1119 p3 (GAA)6 18 2474311 2474328 AAGCGTTGTGTTTGGTTTCC TTCCACACTTTCTTCCACCC 268

Ad03A1122 Aradu.A03 1122 p2 (AT)8 16 2480073 2480088 AAAATGTGTGGCCAAAACTAA GAAAAAGTCTAGGGCCAGCA 260

Ad03A1128 Aradu.A03 1128 p3 (AAG)5 15 2487235 2487249 TCTTCCAAGTAATTTGCAGCAT CCTCTTCCTCTTCATCTTCTGC 202
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Ad03A1129 Aradu.A03 1129 p3 (GAG)8 24 2488146 2488169 GGAGGAGAGGGAGAAGGAGA ACGCGCACGTTTTTCTTTAT 186

Ad03A1130 Aradu.A03 1130 p2 (AT)6 12 2489014 2489025 CCCCAATAGAATGAAGCCTG ACATTGAGGGCGCCATATTA 179

Ad03A1133 Aradu.A03 1133 c (ATT)7aactctgtt(TG)846 2492603 2492648 ATGGGGCTTGATGTGTTTTT ACGGTGCAAGCAGTAAACAA 221

Ad03A1135 Aradu.A03 1135 p2 (AT)7 14 2493605 2493618 AAGCTTTGCCTCCAACCTTT TGAATTTTTACCGTTTTGGACA 250

Ad03A1137 Aradu.A03 1137 p3 (TGA)6 18 2500039 2500056 GGCCTGAAATCAGAGATGGA AGGCACACAATGTGGAACAA 241

Ad03A1138 Aradu.A03 1138 c (T)16gaatcaacaatttttctttttcttttttgttttaggtctccacaaattttctttttcttccttctgtcttggaatcgg(A)12106 2501185 2501290 ATGTCTCATCCGCTCATCCT CCAGAAGTCCAGAACCCAAG 261

Ad03A1141 Aradu.A03 1141 p4 (TGAA)5 20 2507841 2507860 TGTGTCAGGTGGCAGAGAAA AGGCCCTGGATAACAGGAGT 236

Ad03A1142 Aradu.A03 1142 c (A)10tctt(A)10 24 2509013 2509036 CTAAGCCCTTTGGGTGTTGA TTAGAACAGTGCCGGAAACC 233

Ad03A1144 Aradu.A03 1144 p3 (TTA)5 15 2511061 2511075 TCCTCAACCTGATCCACACA TCCATGTCATTATTCAGCACG 269

Ad03A1148 Aradu.A03 1148 p3 (CTT)7 21 2514851 2514871 ATGGCTGGGATTCTGTGTTC CACCCCGTTGACATTTTTCT 278

Ad03A1152 Aradu.A03 1152 p2 (TA)9 18 2526070 2526087 TCTCACAATTTGCAAGCACC CATCCAAAGTTATGCCAACG 241

Ad03A1158 Aradu.A03 1158 c (AG)18attacaaggttgctacaaagagttgttcatggtgtggattatggaacttgatagagaggaaaacacaagagagaagaagaaggaagtggtgaagaa(AG)6144 2536303 2536446 ACACCGTCAGCTTCCCTATG TATTCCCAAAAGTCAACGCC 270

Ad03A1161 Aradu.A03 1161 p3 (AAT)6 18 2539817 2539834 TGGTTGCGACACATAAACTCA TCATCCTTCTGATCTCCTCCA 224

Ad03A1163 Aradu.A03 1163 p2 (AT)9 18 2540720 2540737 GACGACACTCTTCACCGCTA TTGTCACCTTTGAAAACCTGC 247

Ad03A1164 Aradu.A03 1164 p5 (AAATA)5 25 2551172 2551196 TTACTTGCATAGCACGACCG TCGAAATCGAAATCAATCTTCTT 280

Ad03A1165 Aradu.A03 1165 p2 (AT)8 16 2556503 2556518 GAGCGGATAAATCAGTATAACAAAAA AAAGTCTAGTTATTTTCTTTTCTGTCG 196

Ad03A1169 Aradu.A03 1169 p2 (AT)10 20 2559447 2559466 CAGCCATTGAGCAAACACAA AAATTTTGCGACAAAAACGC 190

Ad03A1176 Aradu.A03 1176 p3 (CAA)5 15 2569750 2569764 GCATGCATGTCTCCTTTGAC ACTCCATCCAGTGGGACAAG 232

Ad03A1180 Aradu.A03 1180 c (TC)10(TA)14 48 2582545 2582592 GCCCTCTCGTTCCTCTCTCT ACAATCATGGATGGATGCCT 195

Ad03A1181 Aradu.A03 1181 p3 (ATA)10 30 2582892 2582921 CTTCCCTGATAGGTGACAGACA ATCAATTTTCGAGGGCAAAA 279

Ad03A1185 Aradu.A03 1185 p3 (AAT)9 27 2594792 2594818 ATGGTAAATCCAGGTGCCAA CCACCTACCAAATACAACCTTGA 261

Ad03A1192 Aradu.A03 1192 c (AT)8ttggacatctannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngtatagtggtg(T)12100 2613102 2613201 TGACTATCGATCGAAGAACGAG TGTGCTTCACATTTTCAACTCC 170

Ad03A1195 Aradu.A03 1195 c (T)10aataaattttttattattaaaataaggggtatttttggaataaaatta(T)1068 2620613 2620680 CCTTTCTTCTTTCTTCCGGC CTCACGTTGAGGGTTGGAAT 202

Ad03A1201 Aradu.A03 1201 p2 (TA)8 16 2630281 2630296 GGATCGAGGTTTGTGGTGAC GAGCATGGATACTCTTATATTGGTC 197

Ad03A1205 Aradu.A03 1205 p3 (TAT)8 24 2648877 2648900 TTGCTTGTTATGTGGGTGTG ACGAGTCAATGGCACATGAA 171

Ad03A1208 Aradu.A03 1208 p3 (CAG)5 15 2656513 2656527 TCAGCTTGAATGCCACTGAG TCGTTGTTGTTGCCACTGTT 166

Ad03A1210 Aradu.A03 1210 p2 (TA)11 22 2665849 2665870 TTAATTTAAGGGCGCGACAG ATAAAACGGTGATGCTTGGG 200

Ad03A1211 Aradu.A03 1211 p2 (AT)17 34 2666471 2666504 TCTTCTGTCAGGTCGTCGAG CAGCAAGCTTTTGTCATTCTTC 269

Ad03A1213 Aradu.A03 1213 p2 (AC)8 16 2677706 2677721 CAAAATTACACTGACTCTGAACAACA GGCTTTTTGGTTCGGTTTTT 271

Ad03A1217 Aradu.A03 1217 p3 (AAT)15 45 2682919 2682963 AATTACTTGGGCGTGAGTCG TTCAGGTGAAAATTACTTAAGATGTGA 275

Ad03A1223 Aradu.A03 1223 p2 (TC)10 20 2702181 2702200 TTCAAATGCGAAACCCTTTT GTTCTTACACCAGGCGCAAT 172

Ad03A1225 Aradu.A03 1225 p2 (TA)8 16 2707077 2707092 TGGTGAATTAAATCTTGAACAGG GGTGAATCAAATATTGGACTGGT 280

Ad03A1226 Aradu.A03 1226 p2 (AC)6 12 2709257 2709268 TGTGCCTTCTCTTGTGCATC AAAGCACTTGTCCAGTTGTCA 280

Ad03A1228 Aradu.A03 1228 c (AAT)11(TAT)10 63 2711859 2711921 AATTCCGGCCTAAAAATCCA TACTCTCTCCCCACATTCGG 261
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Ad03A1229 Aradu.A03 1229 c (T)10gtgtgtgtcgtgaatgaccctctatttgaccaaccaaagagaaaaagggacgaatatggcgcatcta(T)1087 2712027 2712113 CCGAATGTGGGGAGAGAGTA TGTTGTTGGAATTATTTGACTGG 222

Ad03A1230 Aradu.A03 1230 p3 (TCA)25 75 2717641 2717715 AAAAATTTTCTTTTCAAGTGTTTCA GAGGATGTTTTGCGTTAGGC 276

Ad03A1231 Aradu.A03 1231 p2 (TA)6 12 2719058 2719069 GAAGGCATTAACCTTCGTCG CACAGGCACATGGCAACTAC 278

Ad03A1233 Aradu.A03 1233 p3 (AAG)7 21 2721943 2721963 ATTGGAAGGAAATGCACCAA CCAAATTGCAAACTCAACCC 200

Ad03A1234 Aradu.A03 1234 p2 (TA)6 12 2723302 2723313 AACAGTGTTTCCCCGTGTGT AACCGCTCAAGCAACTAGGA 199

Ad03A1237 Aradu.A03 1237 p2 (AG)7 14 2738248 2738261 GGCAGAGGATGTTGTTGGTT GACAACTTAAACGCGTGGGT 274

Ad03A1238 Aradu.A03 1238 p3 (ATT)6 18 2739895 2739912 GAATTGAAGAAACGTTTTCCGT TGCACCACTGATATTTGAGCTT 181

Ad03A1243 Aradu.A03 1243 p3 (TTA)11 33 2766509 2766541 GGTGGACCGATAGAAGACGA CAATACCAACAGGAATCACAAAA 248

Ad03A1245 Aradu.A03 1245 c (TTA)6actttttaattttgattattttt(ATA)6attaa(ATT)22130 2772284 2772413 TGCGCACGTGGCTAAATA ACAACAATAATAACACTAACAACTTGC 279

Ad03A1250 Aradu.A03 1250 p2 (AT)10 20 2796769 2796788 AACGCCAATGACTATTGTTTGA GGACATGCCTGTGACATTGA 278

Ad03A1256 Aradu.A03 1256 c (T)10caattttctgtttttagggaaatgtttgtgggtttgggacgacaaggatta(GT)1285 2806240 2806324 ATCAGGACACTCGGTTTTCG TCACCTTTGTCATGTCCACC 265

Ad03A1258 Aradu.A03 1258 p2 (AT)10 20 2816847 2816866 CTTGCAGTGAAAGCCAAAGT TGTTTTGTTTTGCCTGTTCAAA 238

Ad03A1259 Aradu.A03 1259 p3 (ATT)5 15 2817538 2817552 GGGACCTTGTTGACCAGAAA TTGAATGTGCCTCATCAACC 156

Ad03A1260 Aradu.A03 1260 p3 (TTA)6 18 2818509 2818526 GGTGAGACTGATGGAACGGT CGTCTCATCTCCGCTAATTTTC 274

Ad03A1261 Aradu.A03 1261 p5 (TTATA)5 25 2819192 2819216 GATAAGTTCGCTGCGATTCA CGAGACGGCTAAACACACAA 203

Ad03A1262 Aradu.A03 1262 c (TA)13cggccaacatcagtgcttctggtcaaggacataata(TG)674 2819727 2819800 ATGGGGCTTCAATTCTCCTT AAAGAAAAGTTACAAGAGATATGCG 235

Ad03A1263 Aradu.A03 1263 p4 (TCAT)5 20 2821430 2821449 CTCTCCAAGGAATGACAGCC CATCGCAAACAGAGCCAGTA 269

Ad03A1265 Aradu.A03 1265 p3 (CTC)10 30 2830761 2830790 TTCAGGAGGCTAAGGCAAGA CCACCATCAAAAGAAGAGGC 220

Ad03A1266 Aradu.A03 1266 p2 (CT)7 14 2839040 2839053 GCTCCGTTTTTCCGCTCTAT GTGGAAAGCCTGAATTGGAA 261

Ad03A1267 Aradu.A03 1267 p3 (TCA)5 15 2840483 2840497 GAATGGAACGCTCATGTTTG GGCACCCTGCAGATTTATGT 265

Ad03A1268 Aradu.A03 1268 c (A)10ttatatgtttggatattt(A)1038 2846309 2846346 CGTGCTCAACACGGAAAAAT AAATTCAACCATCAATGTTGTTTATAG 276

Ad03A1271 Aradu.A03 1271 p2 (GT)9 18 2855688 2855705 GGGTTTGGTCTTGGCTGTTA GCGAGTGTGACTGAGACGAG 215

Ad03A1273 Aradu.A03 1273 p3 (CAT)6 18 2864471 2864488 AGATGGGCGTTGACCTACAC TGTTAGGCAGAGGAATTGGG 186

Ad03A1278 Aradu.A03 1278 p3 (ATT)13 39 2903471 2903509 TTTTAAAAACGAGATTTTGACGA TGTTTTGCCCATCAATCTCC 168

Ad03A1279 Aradu.A03 1279 p2 (TA)6 12 2905885 2905896 TGCTCTAACGAGAAATTCTTTCAA TTTGAGTCAACATGTAAAATACGTC 195

Ad03A1284 Aradu.A03 1284 p3 (GAA)5 15 2914797 2914811 TCTCTGAAAGCCCCCTTTTT GAATGCGTACCAGAGAGGGA 265

Ad03A1286 Aradu.A03 1286 p2 (AT)6 12 2924855 2924866 TTGCGTTATCATTATCCCGA ACAGAGAGGTTGGGGGTTCT 223

Ad03A1287 Aradu.A03 1287 p2 (TA)8 16 2925779 2925794 TTTGATCAGAAAAATAGTGAATCAAAT TTGTCATAGGTTAGGATTTAGAGTTTT 154

Ad03A1292 Aradu.A03 1292 p3 (GAG)6 18 2938893 2938910 GCTGAGAGGGAGCTGAAGAA AGAGGGTCCAGGAGGCTAAA 135

Ad03A1293 Aradu.A03 1293 c (T)11g(T)11 23 2947540 2947562 ATGAATGCAAGAGCCAATCC TGACAAGGCCACTGAGACTG 173

Ad03A1294 Aradu.A03 1294 p2 (GT)6 12 2954488 2954499 GCGCGATTAGATTTGAAAGG GGCGCTGCACCTCTATTAAG 250

Ad03A1299 Aradu.A03 1299 p2 (AT)6 12 2967476 2967487 GTCAACCTGCTGGTTCATCA GATTCCATCCAACAATAATAGAAAA 116

Ad03A1301 Aradu.A03 1301 p3 (TAT)6 18 2968960 2968977 AAGTCCCACTCTCCCAAGGT TTGGAAAATGGTGTGATTGG 263

Ad03A1302 Aradu.A03 1302 p3 (TGA)5 15 2969111 2969125 GCTGGTGGAATGTTAAGACCA TACTTCACCAAATGCAAGCG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A1303 Aradu.A03 1303 p3 (TGC)5 15 2969307 2969321 CGCTTGCATTTGGTGAAGTA ACCTGGAAGAACCGACAATG 104

Ad03A1305 Aradu.A03 1305 c (TTC)5cttggctattgtagataagagaagagatgatttatagagagatcat(AAG)576 2971154 2971229 CTTACCACACCTTTGGAGGC CACCATCATCATTATGCCCA 271

Ad03A1309 Aradu.A03 1309 p2 (AT)8 16 2973635 2973650 TTCGTATTGCGCAAGTCTTACT ATATCCGCAGCCAAAATGAG 197

Ad03A1311 Aradu.A03 1311 c (A)11caataatgcatgaaaattaaaataaaaagcttaggacggaaaatg(A)1167 2975453 2975519 ATTGACACTATGGCAAGGCG GCAATATGATGTTGTGCTAACGA 239

Ad03A1312 Aradu.A03 1312 c (TA)6acaataataatt(A)1034 2978800 2978833 AATGTCCAATATACATGCCCA CATGCCATTGACTGCACTAAC 183

Ad03A1316 Aradu.A03 1316 p2 (AT)6 12 2991630 2991641 CATATGGTAGAAAACTATCATTGTGTG CGTACCACACAGTCCGCTTA 260

Ad03A1319 Aradu.A03 1319 p3 (TTA)5 15 2994376 2994390 GGTGAGGCAAGCAAATTGATA TGTGGTCATCTTAGTTGCCG 154

Ad03A1320 Aradu.A03 1320 c (ATA)7(TGA)5 36 2994899 2994934 CAAAATAGGCGCGTTTTAGC TGCAACAGCACCGAATAAGT 246

Ad03A1322 Aradu.A03 1322 p2 (TC)12 24 3008306 3008329 ATCGTTGCTCATCCCGTTAC AAATTGCAACGACAACGTCC 207

Ad03A1324 Aradu.A03 1324 p3 (TAA)8 24 3025240 3025263 CATGCGGGATGTTTTTGTAG TTATGATTGTCAAATTGGTATATTGAA 252

Ad03A1327 Aradu.A03 1327 p3 (ACT)6 18 3033741 3033758 TCACCCTAGTTTGGGACCTG ATTACTGGTGGGTCAAAGCG 217

Ad03A1333 Aradu.A03 1333 c (A)10cgcattagtacaaatgaagctgacaaaactccaccaaaaccaaaatcatgcttta(AT)779 3045715 3045793 GTCAGAAAGCCATTCCTCCA TGATCCTACGCTGCATTTTT 246

Ad03A1334 Aradu.A03 1334 p2 (GA)13 26 3046284 3046309 AGAGTGGAGCCACCTGCTAA CAAGTCACCAAGCAACGAAA 277

Ad03A1335 Aradu.A03 1335 p2 (CT)9 18 3046414 3046431 ACGATAATCGCGTGAAAAGG TGAAACCAGCACCACTGTGT 248

Ad03A1339 Aradu.A03 1339 p3 (TTA)5 15 3052463 3052477 TCATTATGTCCAAATATTTAAAAGCA TTTCGATATTTTAAGGGGAAAAA 279

Ad03A1340 Aradu.A03 1340 p2 (TA)8 16 3056923 3056938 TGGGAGGACAAAAACTATAAAAAGA GAATGTATTTACAATTATGGGCAA 279

Ad03A1341 Aradu.A03 1341 p4 (TTAT)6 24 3061773 3061796 TCGTCTTGCGTTTTAAGCTG TTTCAATTTGGGTCTCTGCC 221

Ad03A1345 Aradu.A03 1345 p3 (ATC)5 15 3068578 3068592 AACCAATCAAGTTGCAAGGG ATTGGCATCATTTTGTGGGT 234

Ad03A1346 Aradu.A03 1346 c (A)10caaaatatttaaagatattaatataattttatgttcttataattttccttcttcttacttttctttccatccaaat(A)1096 3076849 3076944 CATTGTACGATTAGGCCATTGA TGTGTATTGTTTAGACGAAGAGAAAA 266

Ad03A1347 Aradu.A03 1347 p2 (TC)11 22 3081860 3081881 AACATGATCCTGAAGGTGGC TAACCCTGGTGAATTTGGGA 218

Ad03A1350 Aradu.A03 1350 c* (C)10(CCT)5* 23 3082981 3083003 CGAGGGAGGCTCAACTTACA GAGCTTCCAGATGCTCCAAC 252

Ad03A1352 Aradu.A03 1352 p3 (TTA)7 21 3086727 3086747 CCTTAACCAACGCAAGTTCC CCTTCATCGTTGCTTCATCA 217

Ad03A1353 Aradu.A03 1353 p3 (AGA)6 18 3086900 3086917 TGATGAAGCAACGATGAAGG GGAGGTGGTGCTGCTAAGAG 272

Ad03A1354 Aradu.A03 1354 p3 (AGA)5 15 3087035 3087049 GTTCGATTCGGGTAATTGGA GGATATCGGTTTTGGGGTG 280

Ad03A1355 Aradu.A03 1355 p3 (TTA)10 30 3088398 3088427 GCTTCATATCTTCCGGTCCA CATTGTCCATGGGAAGTGGT 277

Ad03A1356 Aradu.A03 1356 p2 (AT)6 12 3088744 3088755 ACCAAGGAAATCCGCTACCT CGACACCATCGAAAATCCTT 190

Ad03A1362 Aradu.A03 1362 c* (AAT)12(AATA)12*81 3105712 3105792 TCGGACCACAGTCCACAGTA AAAACACTGCACCCGTGTAA 212

Ad03A1363 Aradu.A03 1363 c (T)10gtttggctcaatgcatctttttcgttttgtcttgcacgtgtgctccctccattccttca(AT)1293 3108435 3108527 AACCCCATGTGCTAACCGTA TCCGAAATCGAAAATGTTAAGAA 247

Ad03A1364 Aradu.A03 1364 p3 (ATT)19 57 3111133 3111189 TGAGCCATTGTGGCAATAAC CTCACCCAATCAAGCCCTTA 202

Ad03A1365 Aradu.A03 1365 c (TG)6aaaacttatcatcaaatgttg(T)1043 3111743 3111785 TAATCACAAACCCGTGCCTT CAACTTGGAATTTGAACCCC 233

Ad03A1366 Aradu.A03 1366 p2 (AT)9 18 3112070 3112087 TTTGTAGGGGTTCAAATTCCA CTCCAATGTCCCTCGATGTC 268

Ad03A1367 Aradu.A03 1367 p3 (CAC)7 21 3114533 3114553 ACACAAGCTCCAATCCATCC TTTATCGACGACCTTGAGGG 227

Ad03A1369 Aradu.A03 1369 p3 (AAT)5 15 3117621 3117635 AACCCAAAACCACATTAACACC TGGGACCTTATCAGGAATCG 258

Ad03A1372 Aradu.A03 1372 c (AT)11acacctattatttta(T)1047 3123519 3123565 TCTTAACCAATACGTGGGGG CAACATAAGCCAACTCAAACCA 241
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Ad03A1374 Aradu.A03 1374 p2 (AT)6 12 3125236 3125247 TGTCCATTCTTCATCCGTGA AAAAAGGTCATCTCGTGAAAGG 164

Ad03A1380 Aradu.A03 1380 p3 (TAA)6 18 3144053 3144070 CTCTAATAACTTTATCGAACAACAACA GGCCAACCTACACCATTCAT 280

Ad03A1381 Aradu.A03 1381 p3 (CCT)8 24 3146057 3146080 TTCAGGAGGCTAAGGCAAAA AATCACAATGGGCTGAGAGG 119

Ad03A1382 Aradu.A03 1382 p3 (TAA)5 15 3151247 3151261 TAGGCCTTTTAGTTGGGCCT ATCGAATGTGCATTCAGAGAT 196

Ad03A1384 Aradu.A03 1384 c (TTTA)6ttatga(T)1040 3154326 3154365 GATTATGGCCCATGAAGAGG GCCTTTTCAGTTTTAGGGGG 250

Ad03A1385 Aradu.A03 1385 c (A)12gagtatttagaaaaggtgatcttccacttgtcaatctattcctatttatatatttctggaatattttaaattt(A)1297 3161644 3161740 AGAGTTGATTCTTGTGTTTGCAC ATGTAACAATCGCCTCTCCC 234

Ad03A1387 Aradu.A03 1387 c (A)10(GAT)5 25 3163947 3163971 AAAAATGTTTCCTTTAATGCTGC CCTCCTCATCTTCTGCTGCT 264

Ad03A1388 Aradu.A03 1388 p2 (TG)6 12 3165393 3165404 CAAATAGAGAGCACGACGCA CATCTCTGCTAATCCCCGAA 278

Ad03A1392 Aradu.A03 1392 p3 (CAC)9 27 3170777 3170803 GAACAGGAATTGGGCTGAAA AAAATACGAACTTGGTGCCG 263

Ad03A1393 Aradu.A03 1393 p3 (ATG)5 15 3173419 3173433 TTCGGAAAGTCAAGCCAAGT TGGATTTTGCTTATGTGGCA 260

Ad03A1394 Aradu.A03 1394 p4 (ATAA)7 28 3174246 3174273 TGAGTTTTCTACCGTTGCCA TGATGCCTTCAACACAACTAGAA 176

Ad03A1398 Aradu.A03 1398 p3 (AAT)6 18 3178982 3178999 TTTGATCTCCTTTACAATGGCA TTTCCCTCCATACACCAAAAA 180

Ad03A1400 Aradu.A03 1400 c (A)10tatccatcatcttcattatggcattcttattggttaagtcttgatgaaaggacaagggagattaatgac(A)1089 3187412 3187500 TCCAAAAACAAAACCTGCAA ATATCCACTTCGGACCGAGC 269

Ad03A1402 Aradu.A03 1402 p2 (TA)7 14 3189104 3189117 ATAATGCCAACCGCATTAGC TGAATGTATGAAGGGGTCCAA 160

Ad03A1404 Aradu.A03 1404 c (AAG)5gtgcagtgaaaacgtgcagtaatggttgaaaaatgataaagagaagggaagaaacgaaagaaaagaagaagaagaggaagaggaagaagaacgtgcac(AAG)5128 3198194 3198321 CGAAAGAAAAGAAGAAGAGGAAGA CCGGTTAACCCAATAATTTGAA 272

Ad03A1405 Aradu.A03 1405 p2 (AT)6 12 3198653 3198664 TGACCTAAAACGTCCTCGAA TTTAGTGAAAAATCACCACAGAAAA 262

Ad03A1406 Aradu.A03 1406 c (A)10gaaaacaaatctccac(T)1036 3199640 3199675 GGGATCACAATCTGTGGCTT TCTTGCAGTCTGCTTTGTGC 278

Ad03A1411 Aradu.A03 1411 p3 (TGG)7 21 3218443 3218463 GAAGAGCACCAAAACAAATATCC TTCCATGCCACTATGTTCCA 106

Ad03A1413 Aradu.A03 1413 p4 (AAAT)5 20 3225203 3225222 CCATTCTGGCACCAGTTTTT TCGAAGAAGGTTCGGTCAAC 257

Ad03A1414 Aradu.A03 1414 p2 (TA)8 16 3226059 3226074 CACTGTTTTCCAATACAAAATTCA TTCCACCAATTTATTTGTACGAT 280

Ad03A1416 Aradu.A03 1416 p2 (TA)9 18 3229166 3229183 CTTCACATATAGGCCAGGGG TGCTAGCATGTCGACAAAAA 266

Ad03A1418 Aradu.A03 1418 p3 (AAT)5 15 3230788 3230802 TTTCTAGGTAGGTGAGGGCG GAAGGCAACGAAATTGGAAA 275

Ad03A1420 Aradu.A03 1420 c (ATA)7(ATT)6 39 3232579 3232617 TTGGTCCCTAGAATTTCTCATCTT GCTTCACCCTTCAATATATGCC 266

Ad03A1423 Aradu.A03 1423 p3 (ATA)5 15 3243160 3243174 TGCCTGTACTCTTTTATTTCCTCA TTGAAAAATGGGGTTTTGGA 167

Ad03A1427 Aradu.A03 1427 p3 (CTT)7 21 3252896 3252916 GACCAAACCTTGAACCGAAA CCCTAACGTCCAAAACCGTA 241

Ad03A1430 Aradu.A03 1430 c (A)12gtgacaagtgtaatacattgtcc(A)1045 3255070 3255114 ATTGCTCCATGGCATACACC TGTTTAAGTTATTTACCTAGATTGGGC 229

Ad03A1436 Aradu.A03 1436 p3 (TTA)11 33 3266886 3266918 CCTTTAAACCTTACAAAATTCTTTCG TTGGGCTATTTTTATTTCAAGTCC 280

Ad03A1437 Aradu.A03 1437 p2 (AT)7 14 3267732 3267745 TGCAATCTTAGTTCCAACCAATTA TTTTCCCCCAGGTCACATAA 164

Ad03A1440 Aradu.A03 1440 p2 (GT)6 12 3272801 3272812 TGAAAGGTTAAAGCCACTGCT GATGTGACCTCAACGCTAAATC 280

Ad03A1447 Aradu.A03 1447 p3 (AAT)5 15 3288754 3288768 GCCATGGAGATTAGCTCTGC TTTTTCGCTCTTGTCAAATTCA 189

Ad03A1448 Aradu.A03 1448 c (CTC)5gcat(TTC)534 3290464 3290497 ACGCGTTCTTTCTCCTTCTC AACACACAAATGAGCCGAAA 255

Ad03A1449 Aradu.A03 1449 c (GAG)5aaagaaaaatagaaaaagaatctgcgtgcgc(A)1056 3290912 3290967 TGGCACCAGAGAAATCAAAA TTCTTCTTCTCGTCTCCCACA 168

Ad03A1451 Aradu.A03 1451 p3 (ATT)6 18 3291939 3291956 TCCATAAGGGCCTCTTCAAGT GGCTGCTTCACATTGGCTAT 239

Ad03A1453 Aradu.A03 1453 p4 (TTTC)6 24 3294868 3294891 TGCCCAAGAGATGGAGAATC CAAAAGAATAAAGAATTGGGGA 149
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Ad03A1454 Aradu.A03 1454 p2 (TA)6 12 3295168 3295179 GCTTGACTAATTGTCTCTTATGACTTG TCGCTATAAGGTATAATCCGATCC 258

Ad03A1458 Aradu.A03 1458 p4 (TTTA)5 20 3298430 3298449 GAGGTTACTGTTTCCAAACCAA CGGATAATAAGAAGAGACACATGAA 280

Ad03A1460 Aradu.A03 1460 p3 (TAA)5 15 3301505 3301519 TATACTTGGTCCCCTGCCAC ACTGCCTCCTCTGCTTACCA 157

Ad03A1462 Aradu.A03 1462 p3 (GAG)5 15 3311302 3311316 GAAGAAGCCGAGGAGGAAAT GATGGCGAAGAAGAATTCCA 171

Ad03A1465 Aradu.A03 1465 p2 (AT)10 20 3316870 3316889 TGGAGAATCTGTAAGCATCCG GGGCCAAAGGTACAACAAAA 172

Ad03A1466 Aradu.A03 1466 p2 (AT)6 12 3317854 3317865 AAATATAATATCAATCTTGTTCAACCG TTTGAATCGCTCACCAAACA 254

Ad03A1468 Aradu.A03 1468 p2 (GA)6 12 3320468 3320479 TTCCAACATTTGTCTCGAGTG CATGGGGAGAGAGAGCAAAA 227

Ad03A1469 Aradu.A03 1469 p3 (AAG)5 15 3326001 3326015 GGGATTGCCATTGTGTTGAT TGGCCAACAACATTGAAAGA 114

Ad03A1480 Aradu.A03 1480 p3 (TAA)13 39 3351812 3351850 TGGCAATAATTTGGCCTGTT TGGAAGTTTATCATTCTTCTCTAATGG 239

Ad03A1481 Aradu.A03 1481 p3 (TAA)17 51 3352064 3352114 TGGCAATAATTTGGCCTGTT TTTGGTGACGTGCTTCTTTTT 119

Ad03A1483 Aradu.A03 1483 p2 (TA)13 26 3360559 3360584 TTGCAAACGTGTGCCTTATT TTCTTTACAAAAAGCAATAAAAAGCAT 189

Ad03A1487 Aradu.A03 1487 c (T)10atgagatactacaaagaactaaagaagcttt(A)1051 3372269 3372319 TTGTGGCAAGTGCATTGAGT TGCCAAAATCAGAAAAGGGA 211

Ad03A1489 Aradu.A03 1489 p2 (TG)6 12 3377554 3377565 TCTTTTCGGTTTGCACACAA TTCAGTCCGAAAGAGCAACA 267

Ad03A1490 Aradu.A03 1490 p2 (TA)6 12 3381948 3381959 TGGGCAAGGAATGAAGAAAG AATCCAAAGGGGGAAAGAAA 249

Ad03A1491 Aradu.A03 1491 p2 (GA)9 18 3384854 3384871 TGTGAGATCATCCCTTGCAC TCTGTTCCCAACTCAGGCTT 230

Ad03A1492 Aradu.A03 1492 p3 (TCT)7 21 3388201 3388221 ATAGCGCCTTCTTCCATCCT ACTTTTCAGAAGGCAAGGCA 218

Ad03A1503 Aradu.A03 1503 p2 (TA)6 12 3410318 3410329 GGGTTCTGAAATCCCATCAG GCCCGATTTTTCCGATTTT 187

Ad03A1504 Aradu.A03 1504 c (A)12caaacagaagctaccactttcataataattaattagtgattaccatat(TA)7ggtaaattcaaaattcaaaacccaaattacattatctgttcactaaacttgtctgtggtagtagtaaa(T)10152 3412647 3412798 TTTTGACAAATGCACTTAAGCC GCTAAGAGGGTCTTCAAACCAA 273

Ad03A1505 Aradu.A03 1505 p3 (CAT)7 21 3416135 3416155 CTTTTCCCCCATCCTCATCT TGAATGTAAGTTCATCCTATTCCAA 221

Ad03A1506 Aradu.A03 1506 p3 (TCA)5 15 3416545 3416559 TCTCCCTCCTGCTCATCTTC TTCATCCTCTTCCAAGTAATTTTG 205

Ad03A1508 Aradu.A03 1508 p4 (AAAT)8 32 3425431 3425462 GACCATTCTGGATGCCTTGT CCTGGGAGTTTTGCATTGAT 166

Ad03A1511 Aradu.A03 1511 p3 (AAT)5 15 3434783 3434797 TGAAGAAGCTTCAGCAGCAA AACACTTGAAATAACTAACTAACAGCA 238

Ad03A1512 Aradu.A03 1512 p3 (TAT)17 51 3434921 3434971 TGCTGTTAGTTAGTTATTTCAAGTGTT TGTACGGGCACATATGGAAA 279

Ad03A1513 Aradu.A03 1513 p3 (AAT)5 15 3435111 3435125 TGACCGTTAGTTTAGGGTTAGTTT AACTGATTCCCCACTATTTTCTTG 179

Ad03A1517 Aradu.A03 1517 p2 (AT)7 14 3449655 3449668 TGTATGTTGTGACCCATGTGA CATAATTGCATAATTTTCAAGATCC 222

Ad03A1518 Aradu.A03 1518 p2 (AG)13 26 3459320 3459345 AAAATGCAGCAACGAGAAGC GGAACGCAACCATTCAAACT 280

Ad03A1521 Aradu.A03 1521 p3 (TGG)6 18 3464420 3464437 TCCTTCAAGGTCCAACAACC GCACAGGAAATGTTGTCCCT 134

Ad03A1522 Aradu.A03 1522 p3 (CCT)6 18 3464622 3464639 GGACAACATTTCCTGTGCCT GTGCATCCATTAGCATCACC 232

Ad03A1524 Aradu.A03 1524 c (T)10aaattgttatatacatgtttcgtcacttaacagtcttatactaaccccagaagggggag(A)1079 3467951 3468029 CCAACCATGGCTACTTCGTT ACAGTTCCCAGGAGCTGAAA 225

Ad03A1528 Aradu.A03 1528 p3 (AAT)7 21 3474239 3474259 AACCAATAATGACATAGCAAGTTTT AACCAATCCAATCCAATCCA 278

Ad03A1531 Aradu.A03 1531 p3 (AAT)16 48 3482235 3482282 TCCTCATCCTCATTCTCCACT TAAAACTGCTCGCCCCTAGA 170

Ad03A1532 Aradu.A03 1532 p2 (TC)6 12 3483042 3483053 TGTTCTATCGGAATCCCAGC CCACTGTATCCGACTCAGCA 185

Ad03A1533 Aradu.A03 1533 p2 (TC)8 16 3483444 3483459 TTGCAAGTGCAAGCTGTCAT AGCTTCAGCCGTTTCTGTGT 261

Ad03A1534 Aradu.A03 1534 p2 (TC)7 14 3488218 3488231 TTGCAAGTGCAAGCTGTCAT AAAACCACGTGATCCACCTC 234
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Ad03A1542 Aradu.A03 1542 p2 (TA)7 14 3518719 3518732 TCAAGATGGACCACAGCAAG AATGATGGCAAGGAGCAAAG 223

Ad03A1550 Aradu.A03 1550 p2 (TC)19 38 3540036 3540073 GGATATGGCGAGAGGAACAA GCATTCTGTTGAAGATTTTGGA 252

Ad03A1552 Aradu.A03 1552 p2 (AG)11 22 3542427 3542448 TCGATTGGCAAGTAGGTTTTG GGCCATTTTCAGCTATGGAA 227

Ad03A1553 Aradu.A03 1553 p2 (AG)8 16 3545162 3545177 TCACACTACAAGCCCTTCCC TGGTTGTCCCTTGGTATCGT 195

Ad03A1556 Aradu.A03 1556 p2 (GA)6 12 3556830 3556841 GGCACAGACTCGGAATAACC CTGGAAACTTTCGAACAGGC 252

Ad03A1558 Aradu.A03 1558 p3 (ATT)7 21 3557786 3557806 TTTGTGTGGATATTAATTTGGTAAAG TTTGTAAAGATCAAAATTGACAAATG 280

Ad03A1571 Aradu.A03 1571 p3 (TAT)5 15 3585519 3585533 GCCAAATTAACCGTTTTTCC TGCAAACTAAGGTGGCAACA 257

Ad03A1575 Aradu.A03 1575 c (T)10aaaaagacttcttcacatatattatctttttcatgaatttaccttcatgggatgtaaaacaattccaatctaagacc(A)15102 3590925 3591026 CAGAGGGTGCAGTAAGTCCC CTCTGGGTTGTGCTGAATTG 224

Ad03A1577 Aradu.A03 1577 p2 (AG)15 30 3591315 3591344 AGAGGAAGAAGGGAAGGTGG TGCCAACATTACAACATAACTGC 164

Ad03A1579 Aradu.A03 1579 c (AAT)5taaatttgcccc(A)1138 3593780 3593817 TCGCAATACAGATAAAAATGCAA TGGGAGGGATTGTTCAAAGA 249

Ad03A1584 Aradu.A03 1584 c (A)11tccgcatcacaacttacattttcaaca(T)1048 3605111 3605158 AGAAGGAGGAAAAAGAGGGA GTACAGCGCACGGTTCATTT 275

Ad03A1586 Aradu.A03 1586 p3 (GAT)5 15 3613241 3613255 TGTCTCTTCTTCTTCTTTGTTTGA TTCCTCTTCATCTTCTGCTGC 174

Ad03A1587 Aradu.A03 1587 p2 (TA)6 12 3618469 3618480 ATGCTGCCCTACGAAGACC TGGCTTTTCAAGTCCAGTGA 101

Ad03A1588 Aradu.A03 1588 p3 (CAT)9 27 3619768 3619794 TCCCTCCTCAACTCTCCTCA AATGGAGAAGTTTGCAAGGC 193

Ad03A1589 Aradu.A03 1589 p2 (TA)6 12 3620666 3620677 GGTGTTACTGCTATTTGATTTGGA AGCCGCAATGAAAACTTTGT 265

Ad03A1592 Aradu.A03 1592 p2 (GT)7 14 3622105 3622118 TATGCCAGCAGAGGTTGACA CCCCAAAAATTTCAGATGTGT 261

Ad03A1594 Aradu.A03 1594 p3 (TGA)6 18 3627032 3627049 TTGGAAACTCTTCCCATCAAA TCATCATGCAACCTCGGTAA 215

Ad03A1598 Aradu.A03 1598 p3 (GAG)6 18 3644154 3644171 GCTGAGAGGGAGCTGAAGAA AGAGGGTCCAGGAGGCTAAA 135

Ad03A1607 Aradu.A03 1607 c (ATA)5aaataataataac(AAT)1161 3689012 3689072 TTTTGCAAAGATCAAAATTGACA TGAGATTTTTGTCTTCTTTCCCTT 260

Ad03A1609 Aradu.A03 1609 p3 (ATA)6 18 3700242 3700259 TTTTACAAAGATCAAAATTGACAAATG AAAAAGGATACCCAGCAAGGA 241

Ad03A1610 Aradu.A03 1610 p3 (ATA)19 57 3701309 3701365 AGACGTGAACATGGATATGAAA CACATTGAATTCATCCGTCAA 249

Ad03A1611 Aradu.A03 1611 p2 (AT)6 12 3704443 3704454 GGAAACCCACGTTCTACCAA TTGAGACAGATTCAAATCGGAG 161

Ad03A1616 Aradu.A03 1616 p3 (ATA)5 15 3710415 3710429 ACCGAGGGCACACTTACATC TCCAAAAGGAGTGAGTGCCT 171

Ad03A1619 Aradu.A03 1619 p2 (TA)10 20 3714253 3714272 TTTTTGGTGATTACCGCCAT TCTCTAATTACACTTGCCACACTCA 134

Ad03A1620 Aradu.A03 1620 p3 (TCA)6 18 3719082 3719099 GCCAAGTCCCATTTAAAGCA ATGCTGCTAGTGATGATGCG 187

Ad03A1621 Aradu.A03 1621 p3 (CTT)5 15 3722622 3722636 CATCTCCTCCATCGTCGTTT ACCAATCAAACAGGCCTCAC 105

Ad03A1624 Aradu.A03 1624 p3 (CTT)7 21 3734831 3734851 TGAGCAACCACCATAACCAA ACTGCAATTGATGGGGATGT 173

Ad03A1625 Aradu.A03 1625 p5 (TTATT)5 25 3735953 3735977 GAATCGGTTATCAATCTCGCA TGGACAACATCATAGAGCAACA 245

Ad03A1628 Aradu.A03 1628 p2 (AT)6 12 3739351 3739362 GGACTATTTGGAGCCACCCT TGCTTCCATGACATATTCTTGTTT 266

Ad03A1629 Aradu.A03 1629 c (T)10cttataacaaaaatc(T)1338 3742240 3742277 GGAGAGAGAAGCAGCCATTG TTGCGGATTTAAGTCTTCATTT 197

Ad03A1630 Aradu.A03 1630 p2 (TG)17 34 3743013 3743046 TGGGTCCTCGTTTTCATTTC TCACTTCTTGCTTCAATGCG 221

Ad03A1635 Aradu.A03 1635 p3 (ACC)5 15 3752766 3752780 CTCTTATCACAAATATCACCATCCT ATGCTTCAATCTTTGTGCCC 277

Ad03A1638 Aradu.A03 1638 p4 (TTAT)5 20 3772030 3772049 AGAACACCATGGCTTTTTGG TGCATTTTGGTAGATCCGAA 259

Ad03A1643 Aradu.A03 1643 p2 (TA)8 16 3777176 3777191 GCATCCAAAATTATATCACTGAAGA TTATGAAAGATTATAGTCTGCTTTCG 271
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Ad03A1644 Aradu.A03 1644 p5 (AGAAC)6 30 3779516 3779545 CATCATCTTCCATCATCCCC AATCATGCAAAGTGCAAACG 228

Ad03A1646 Aradu.A03 1646 c (TCT)5tgctgcacgttcttcttcctcttcc(TCT)5tttctttcctttcgtttcttgccttctctttctctttcttcaatcatcactgcacgtttttactgcac(CTT)5138 3780993 3781130 TCAACCATTACTGCACGTTTTC GGCAAGAAACGAAAGAAGAGG 203

Ad03A1653 Aradu.A03 1653 p3 (ATT)20 60 3799426 3799485 CTTTTGTTTTGGCCTTTTGG TGACAAGCATTGACTCGGTT 153

Ad03A1654 Aradu.A03 1654 c (T)10acaaaactttgaaacaaaagaaagtgcaattggaaacaaaaaattggaaacagacaaaattgtactctatgaaatctaagttccattttggtc(T)11114 3799814 3799927 CATGCTCATTGGACAACATCA GCATTAGCATGTTCAACAATAGAAG 280

Ad03A1658 Aradu.A03 1658 p3 (AGA)6 18 3812816 3812833 AATCCAGATGGAAGCAGCAC TCATCCTCATCCTCGTCCTC 173

Ad03A1659 Aradu.A03 1659 p2 (TA)6 12 3813459 3813470 ATATCAAAGTGAACTCGCCG TGCACCATATTTTTCACATGC 180

Ad03A1663 Aradu.A03 1663 p3 (TAT)6 18 3824746 3824763 GGGATGTTCAGAATTTTGGC TTCAACGGTACCACCAAACA 209

Ad03A1664 Aradu.A03 1664 p3 (TAA)7 21 3824995 3825015 CGAACTGTCGGAAAGTGACA ACTTTGATTCTTCTGGCACG 211

Ad03A1666 Aradu.A03 1666 p5 (TTCTC)7 35 3826397 3826431 GTGTACGCCTGAAGCTCCTC AATTGGAGGGAGGAAATCGT 233

Ad03A1667 Aradu.A03 1667 p3 (CAC)5 15 3828183 3828197 CGTTGCTTCTCACTGCTGAC GAGACAGAGGTGGTGGAGGA 211

Ad03A1669 Aradu.A03 1669 p3 (ATT)6 18 3843105 3843122 TTGCCACCCCTAGTTGAGAG CCTGCTCCACCCATCTCATA 244

Ad03A1670 Aradu.A03 1670 p3 (TAT)5 15 3845325 3845339 ATCCTTACACTTGCCGCTTG TGTGCTTTGAAACAGGAACC 259

Ad03A1671 Aradu.A03 1671 p2 (AT)8 16 3848111 3848126 ACCTGCCAATCCACCATAAA TTTGCACCGTCATAAATCATAA 267

Ad03A1675 Aradu.A03 1675 c (T)11gtaatatgtacacgcagtcacacaacacatgcaaagcaaccatgctattcaatcgtcccaaagg(A)1186 3857902 3857987 AAATAATGCTGAGAAAGCCGTC GCAATTAGCGGCAATTTCAA 280

Ad03A1676 Aradu.A03 1676 p3 (TGC)6 18 3859444 3859461 CATGGCGATTTGTTGTATGG AATAGAACAACGAAACGGCG 243

Ad03A1677 Aradu.A03 1677 p3 (TAA)6 18 3860858 3860875 TTCAGCTCATTTGTCTGCCT TCTCGCATGGTATGTGTAGCA 243

Ad03A1678 Aradu.A03 1678 p3 (AAT)5 15 3861138 3861152 CACAGTTTCAACGGCAATGT CACGTGTTTCTTTATAATTTTTGGG 194

Ad03A1682 Aradu.A03 1682 p3 (AAG)5 15 3877095 3877109 AAGCAGAAGCAAAAGCAAGC CGAGGGAGAGAAGAGACACG 186

Ad03A1686 Aradu.A03 1686 p2 (TA)6 12 3894001 3894012 TGTGTGCATTTGTTTAGCCA ACCGAGATGCCAAAAATTCA 250

Ad03A1688 Aradu.A03 1688 p2 (AT)10 20 3895719 3895738 TGAAAACAAGGGTTGATGAAAA GACAGGCAGGTGGTTTCACT 213

Ad03A1689 Aradu.A03 1689 p3 (TCT)7 21 3902099 3902119 CTCTTTCTCTTCCTCCTCCTCA TTTTGCAGCATTATGTGTTTCC 196

Ad03A1690 Aradu.A03 1690 c (CTT)7t(ATC)5 37 3902495 3902531 TTCAAAACTCTTCCAATTGTTCC GCAAAAATGCTTTCTTTAATACTGC 273

Ad03A1691 Aradu.A03 1691 p3 (CTT)5 15 3902883 3902897 TCCTCTTCCTCCTCCTCCTC TTTTGCATCATTGTGTGTTCTTC 197

Ad03A1692 Aradu.A03 1692 p3 (TCA)7 21 3903822 3903842 CCTCTTCCTAATCTTTTGCTGC TTCATCCTTTTTCAAATAATTTTGC 204

Ad03A1693 Aradu.A03 1693 p3 (AAG)6 18 3908085 3908102 CAAGACTTTAGTGGTGGGGG AGAAAATAGCCTGGCCCAAT 243

Ad03A1702 Aradu.A03 1702 p2 (AT)7 14 3923069 3923082 TTGTCTGCACGATAACACTTCA GCACAGTTACAATGGCTGGA 220

Ad03A1706 Aradu.A03 1706 p3 (AAT)13 39 3932984 3933022 TTGACCTTTCGGATTTAGCG TGTTCCATCTAGCTCCATTAGGA 272

Ad03A1712 Aradu.A03 1712 p4 (AAAC)5 20 3944905 3944924 TATTTGACCCAAGGATCGGA TGAGTGATGCATGGGGAGTA 233

Ad03A1715 Aradu.A03 1715 p3 (AAT)6 18 3951951 3951968 TCAAGCGTTAAGCAAGACGA TGTCTCACTCGAGGAAGCTG 242

Ad03A1717 Aradu.A03 1717 p2 (TC)7 14 3956427 3956440 TAGCTTCGTCATCATCGTCG TCACACTGTCACAGCCACAA 221

Ad03A1718 Aradu.A03 1718 p4 (AATT)7 28 3964110 3964137 TTCATCTCCTTCGCCATTCT GACAAAAATTTCACCTTACTCTACCC 273

Ad03A1722 Aradu.A03 1722 p3 (ATA)14 42 3975459 3975500 GTGGCAGCAGAGAAACACAG GGCAACAAAAATTCCCAGAA 260

Ad03A1726 Aradu.A03 1726 p3 (TAT)6 18 3979764 3979781 CCCCAATTCCAAACCCTAAT TTTTCACTTCAAAAAGGGGA 128

Ad03A1735 Aradu.A03 1735 c (T)10agttcaaaaaataacttttaaagcatgaggtcacaggtcccaaaaaaaagcatgaggtttcagtttc(T)1390 4006652 4006741 CAACCAGCAAGTGCTTTCAA TTCCCACCGTTCATTATGCT 254
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Ad03A1736 Aradu.A03 1736 p2 (CT)12 24 4008826 4008849 GGTGGCATGCTTCGTAGTTT TGGTGATGGTTCTGTTTGTGA 221

Ad03A1740 Aradu.A03 1740 c (A)11gaaaaagaaaagaaagaaagtggtattggagaagatggaaaacgcgggaagcaatgaggcttattttctctctcttcaaactctttctacactgaatc(A)10119 4014624 4014742 AGGTTGGGAAGTGAATGCAG TGCTTTGCACCTTAAAAGTCTG 262

Ad03A1745 Aradu.A03 1745 p2 (AT)10 20 4018005 4018024 TGCATGCATACATAGCAACTAA AAGCATGTTTGGAAATCATCAA 274

Ad03A1746 Aradu.A03 1746 p2 (TC)7 14 4022942 4022955 TGCTAGTTGCATAACAAATAAACTTCA GCCGTGAAAACCAACCTAAA 113

Ad03A1748 Aradu.A03 1748 p3 (GAA)5 15 4026156 4026170 GAGGAAGAAGAACGTGCAGC AAACTAACGCCCAAAACACG 128

Ad03A1753 Aradu.A03 1753 p2 (TC)15 30 4035977 4036006 CCCCAGAAAAAGAACGATGA TGCGGTGTGAGAAGACTTTG 142

Ad03A1765 Aradu.A03 1765 p3 (AAG)6 18 4076144 4076161 GTTCGCCCTTTCTCATGTGT CGCCCTTTTTCTTGCTTTTA 225

Ad03A1767 Aradu.A03 1767 p3 (TTG)5 15 4083523 4083537 ACATGACAGAGCACAATGGC AACTGTATCCGAGTTGGTGGA 271

Ad03A1768 Aradu.A03 1768 p2 (TA)7 14 4084099 4084112 AAATTTGAAAAGCAGGGTGC AAACAAATGCAATTCTCTCTCTCTT 227

Ad03A1769 Aradu.A03 1769 p2 (AT)11 22 4088859 4088880 GAATGGTGAATCAAATCCTGAA GACCGAAAAATGATGAATCAAA 225

Ad03A1777 Aradu.A03 1777 p2 (TA)7 14 4103292 4103305 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 128

Ad03A1782 Aradu.A03 1782 p2 (TA)6 12 4109506 4109517 CGAGAATTAGGGTTTTGGGA ACTTTTCCCGTGAAATCGTG 186

Ad03A1783 Aradu.A03 1783 p3 (ATT)5 15 4112192 4112206 AGCAATCAATGTGACAGGCA CACAATTGTCATTCGCGTTC 203

Ad03A1786 Aradu.A03 1786 p3 (ATT)5 15 4119474 4119488 CGGCTGCCATGTTTCTCTAT ACTGCATCTTTAGTCTGACACATT 188

Ad03A1787 Aradu.A03 1787 p3 (AAT)5 15 4120199 4120213 GGACCCACTTCAATTTGCAT TAGACATCACCCCCTTGCAT 220

Ad03A1788 Aradu.A03 1788 p2 (AC)8 16 4120450 4120465 TGCAAGGGGGTGATGTCTAT AATCCGCAAGGTGGTTAGTG 240

Ad03A1789 Aradu.A03 1789 p3 (ATT)8 24 4120750 4120773 CACTAACCACCTTGCGGATT GGGGAGGGGAAGACAAATAA 244

Ad03A1790 Aradu.A03 1790 c (T)15aaagtcgtttattccaagagaagaatacaattaaatactctaccacatgtggtagctgaaaattaattaaaattagtgaaattg(A)12111 4120903 4121013 GGTTGCACTTCGTTTCTCGT GATTGCTGCTCCACTCATCA 262

Ad03A1794 Aradu.A03 1794 p3 (ATT)8 24 4140052 4140075 GGGATCACTATAGCCCAGCA TTCACATTCATTACTTAAAAAGGCA 258

Ad03A1798 Aradu.A03 1798 c (A)10ctatattagatgcatggaccgcacctcgatatccaaaaaaaaactatgttagatgcatggcagctcgagat(A)1091 4145157 4145247 GGGGTTCTAGAAAATTGCACC TTGCATTGTCCAAAATCCTTT 214

Ad03A1803 Aradu.A03 1803 p3 (ATT)7 21 4156591 4156611 TTTGTGTGGATATTAATTTGGTAAAG TTTGTAAAGATCAAAATTGACAAATG 280

Ad03A1804 Aradu.A03 1804 p3 (TCT)15 45 4161578 4161622 TCCCATCCACTTACCTTTGC ATGTGGTGTTGATGACGACG 208

Ad03A1807 Aradu.A03 1807 c (A)12caaaaacaactacagctaaccaaaccactaacccagtaaccctaattcgaaaacggcgccctcactct(CCA)595 4165871 4165965 TAGCGAGTCAGCGAGTTTGA AGCAAACGTCGGAGAAGAAG 192

Ad03A1809 Aradu.A03 1809 p2 (TA)6 12 4174924 4174935 GGCAGGATTGGGTTTAGGTT CCCGCGGGTAGTAAAATGT 280

Ad03A1811 Aradu.A03 1811 p2 (AT)7 14 4180894 4180907 AAATTAGTTTTCAATCAACTGTCACAT AATTAGAATTCATAACGGTGCC 270

Ad03A1812 Aradu.A03 1812 p2 (TA)10 20 4181474 4181493 CCTGGTGCAATCAAGTCAAA ATGCTGCCACGTATTCAACA 127

Ad03A1813 Aradu.A03 1813 p3 (AAT)15 45 4182762 4182806 TAAACCCTCGCCAGGTAATG CTGACCGACTCCTAATCCCA 225

Ad03A1814 Aradu.A03 1814 c (ATT)7agaggggtatgatacacagaatatatatatctctagagattatcatattattgttgtattgggaaagtaatcaattaatcagtttaattatatggta(TAT)13157 4189733 4189889 GCAAAAGCACAAGCACAAAA TCAGCTCTATCTAGTATCTCCTGCAA 275

Ad03A1817 Aradu.A03 1817 p2 (AT)10 20 4194150 4194169 GGTACTAACATCACATTCACACCA GCAGATATCCCTGTCGGAAA 245

Ad03A1826 Aradu.A03 1826 p3 (ATT)5 15 4217376 4217390 CCGGGAGAATATGGGAAAAT TTTTGTTCGGCCATGTGAT 258

Ad03A1827 Aradu.A03 1827 p3 (TTG)13 39 4217628 4217666 TGCGATGGCAATTTGAGA GTCAAGCTTGGGGCTATGAT 229

Ad03A1828 Aradu.A03 1828 p2 (AC)6 12 4218897 4218908 AGCAATTCCGCAAAAATTCA GGTCTGTCTTCGGCAATCAT 273

Ad03A1843 Aradu.A03 1843 p3 (TGA)5 15 4231960 4231974 TTGGCATCCTTTGACCTACC TGGGTATGAATCATGGAGCA 135

Ad03A1845 Aradu.A03 1845 p2 (TA)6 12 4235127 4235138 ACTGCGAAGTGGATAGGGTG GAGTTCTTTGGTTTAACACTCACCT 115
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Ad03A1847 Aradu.A03 1847 p2 (TA)6 12 4250799 4250810 TCCTTCATTAACGTCAACAATCA AAAAAGCGGGGTGTATATGCT 245

Ad03A1848 Aradu.A03 1848 p3 (ATT)8 24 4252566 4252589 TCGTGTATTCGACTCTCGTTTC AAAAGCCATGCCTAACACAAA 202

Ad03A1850 Aradu.A03 1850 p2 (AC)7 14 4256116 4256129 TGCGATTTGTGGAAGCTTTA GTTGTTAGGCCATGGCAGTT 136

Ad03A1851 Aradu.A03 1851 p3 (ATC)5 15 4260901 4260915 ATTGCCGTCATCCATTTTTG GACAGGTGAGGTGGATTGGT 169

Ad03A1852 Aradu.A03 1852 c (A)10ttgggaggaagaaacaaattgaaaatt(GA)649 4261134 4261182 CGCACCTTCACTCATTGGTA TCACATCCACCTCCATTTCTT 276

Ad03A1855 Aradu.A03 1855 p3 (TTA)7 21 4272927 4272947 CGGTTATACTCATTTGCAGGGT TCTCACTCTCTTCAAAGGGGA 226

Ad03A1856 Aradu.A03 1856 c* (CA)8(A)17* 32 4274520 4274551 ATATATCCCCGAGATTCGCC GTTTAGCGCTGTACCAAGGG 223

Ad03A1858 Aradu.A03 1858 p3 (TTG)5 15 4275210 4275224 GCTGTCACCGAGAATGATGA AAAGATTGGGGGTTGTGTTG 252

Ad03A1862 Aradu.A03 1862 c (AAG)6cagcagcaaggtgtagtacctgagctgaactggaagtggcaa(T)1070 4288795 4288864 ATGTGGATCGAATGATGGGT CAGCATGCAATTCTTTAATTTTT 208

Ad03A1863 Aradu.A03 1863 c (T)10aaaaaaaaaggtagaacttgaaggtacaccccgattttgcgtttaaactttacaataccacat(TTC)9100 4289646 4289745 TCTGTGGTTTATGCATTGAAACTT GTCGTGGTCATCGTCCTTCT 271

Ad03A1864 Aradu.A03 1864 p3 (TTA)6 18 4292999 4293016 CTGTGAGCACGCTAGCAAAG CACTGTCAAAAACACACCGC 238

Ad03A1866 Aradu.A03 1866 p3 (AGA)11 33 4298767 4298799 ATGGGGTTGCTTGAGTTTTG CCAGCTCAGGTCTTCGTTTC 247

Ad03A1873 Aradu.A03 1873 p3 (CTT)6 18 4311189 4311206 CATCACTCCCTTCTCCCTCA CAGAACCCTCGGGAAACATA 215

Ad03A1874 Aradu.A03 1874 p3 (GAA)5 15 4311531 4311545 CGCCTAGAACCGATGATGTT CCCCTTGTTCGTTGTTGTTT 255

Ad03A1878 Aradu.A03 1878 c (T)10aaagaaaggatatatcgtgggagaatgcatgagagtttattaggtaccacctaaaagaatgaaaaattcttaac(A)1195 4319448 4319542 TTGGTGTGAGCAAGAAGTGG TTGTTGCCCCTTAAACAACC 233

Ad03A1881 Aradu.A03 1881 c (A)11tcatttcatttcaatccatttttcttgttccgtctccgacaaatgtttcccggcgccggcgtttccaagaagaggcagcgcaccaccacca(CCG)5117 4322498 4322614 CTTCACCGTTCTCGATCCAT GTGAAGGCGGTCTTGAGAGA 231

Ad03A1887 Aradu.A03 1887 p2 (CT)6 12 4335034 4335045 ACGGAGGAGGCTGTATGTTG GAGTGAGGGTTCCAAAACCA 164

Ad03A1891 Aradu.A03 1891 c (A)10tatattattctctctttctctctcc(CT)953 4347267 4347319 TTATCATTCACCGCTGACCA GCCTTATTTTGCGACTGAGG 252

Ad03A1893 Aradu.A03 1893 p2 (CT)8 16 4347878 4347893 GGGCATTGCAAGATTGAGTT CAGCGATGTTCAGTTTTCCA 215

Ad03A1894 Aradu.A03 1894 p3 (AAT)5 15 4348313 4348327 TCAAATCATCTAACGGCTCTCA TTGTTCCATTTAAGTCATTTTATGGT 204

Ad03A1898 Aradu.A03 1898 p3 (TAT)7 21 4353057 4353077 TTTTTAGGCCTTTCCCAACA CGGGCTAGGCTGAATTACAC 274

Ad03A1904 Aradu.A03 1904 p4 (AAAT)10 40 4361350 4361389 TCCAACCAAGCTTTTGGATAA TTTTGGTCGGTTGAAGATCC 178

Ad03A1906 Aradu.A03 1906 p3 (TAA)6 18 4361896 4361913 TTGAATCTTGAAAGCCAGCA CCAACGATCTTGGTTCAACA 137

Ad03A1908 Aradu.A03 1908 p2 (AT)14 28 4362806 4362833 TGGGTGGACTAGGTGTAAAACA AAGAAGTTTTCTTGCCGATG 277

Ad03A1909 Aradu.A03 1909 p2 (TC)6 12 4371226 4371237 GGCCATCCCTTCTTCTTCTC AGGGAAATAGGGATTGACCG 230

Ad03A1911 Aradu.A03 1911 p3 (GAA)11 33 4390133 4390165 AGCAAAAGCAGAGAGAACGC GAAAACATCCAAATGGCAAA 231

Ad03A1913 Aradu.A03 1913 p3 (ATC)5 15 4396940 4396954 GACCCAAAAGTTAACGGGGT TGTGCAGGTTTAGTGGAAGC 253

Ad03A1914 Aradu.A03 1914 p3 (TCT)5 15 4399636 4399650 CTGCCTCTCCAACACTGTCA ACACTCTCCTCTCCCCCAAT 233

Ad03A1915 Aradu.A03 1915 c (A)13ctacctactattcgttaaaaaaatattt(A)1051 4404099 4404149 TTTTTCCTCAAAATGTCTTCCA GTCCTGAATGCATGGGACAT 273

Ad03A1917 Aradu.A03 1917 p2 (TA)8 16 4405692 4405707 ATCACAGACCTGGCTGGAAC GGAGATGGCTAAAGGAAGCA 279

Ad03A1918 Aradu.A03 1918 c (TTA)8(TTG)10 54 4408300 4408353 TCGCAATCAATGCTCACAAT TCGCCGTAAAAATGAGAACTG 279

Ad03A1920 Aradu.A03 1920 c (T)13ataattaat(ATTA)542 4411845 4411886 TTCAGAGGGCCAGCTGTACT GCTTTGTGGCCAATCTTTTC 204

Ad03A1926 Aradu.A03 1926 p3 (ATA)5 15 4415590 4415604 CAATGTGCTGTGGTGGTGAT GGCAACAACATGCCAAAGTA 212

Ad03A1934 Aradu.A03 1934 p4 (ACAT)22 88 4428897 4428984 CTGCGATTCCCAAAACAGAT CACGTAGTTGGAGCATTGGA 248
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Ad03A1936 Aradu.A03 1936 p3 (CCG)5 15 4444137 4444151 AGGTGGAGCCATAAGTGGTG TTTTTCAGAATCCCAAACCG 259

Ad03A1938 Aradu.A03 1938 p2 (GA)7 14 4447760 4447773 AAAGAGAGGGGGAAGAAGGG GTGCGACGTATTCCTCACCT 183

Ad03A1939 Aradu.A03 1939 p2 (AG)6 12 4447914 4447925 AGGTGAGGAATACGTCGCAC GAAGGGAGGGGAGACAGAAG 230

Ad03A1940 Aradu.A03 1940 p2 (TA)6 12 4448244 4448255 CTTCTGTCTCCCCTCCCTTC CAAAAAGACAGTGTTGCGATT 272

Ad03A1951 Aradu.A03 1951 p3 (ATT)18 54 4477424 4477477 TGCAAATAAATACGTGAGTACCTT AGCCATTAAACTCTTAGAAATAGGG 256

Ad03A1952 Aradu.A03 1952 p3 (ATT)24 72 4477642 4477713 CCAAATAAACATGTGCATACCC TTAGCTACTAAACTCTTAAAAACAGGG 225

Ad03A1955 Aradu.A03 1955 p3 (ATT)7 21 4486596 4486616 ATCTGCTGAAACAGATGCCA ATGGAACATCACCTGTGCAA 262

Ad03A1957 Aradu.A03 1957 p2 (TA)6 12 4488819 4488830 TGTGGTTCAGAAAAGGTGGA ATGCAGCGTGCACAATTAAA 164

Ad03A1960 Aradu.A03 1960 p3 (GAG)8 24 4496460 4496483 AATCACAATGGGCTGAGAGG GCAAGGAAGAATGCTCAGGA 153

Ad03A1961 Aradu.A03 1961 p3 (TAA)5 15 4498814 4498828 CAACACATGCATTTAACAAACATT CCATTGAATTGGTGTTTTGAA 246

Ad03A1963 Aradu.A03 1963 p3 (TCT)5 15 4502339 4502353 ACAACAGAAGGTTTGGCCTT CCAATCCTCATTGCCTTCAT 130

Ad03A1965 Aradu.A03 1965 p3 (ATA)5 15 4507552 4507566 CGAGAGGCCAAATAAAAAGAGA GGCTAGGACTTATCATCTTTGAACA 280

Ad03A1966 Aradu.A03 1966 p2 (TA)8 16 4507781 4507796 TCATGAGGTTGATGAGAATCGT TCACAGCAATTTGTTCTCACA 157

Ad03A1967 Aradu.A03 1967 c (T)10gtgacttaaaagaaataaacaaaaactaagaacg(A)1155 4509218 4509272 TCAAGAATTAATCCGTTGCTGA TGGAACTTCTATTGCCTTGGA 221

Ad03A1970 Aradu.A03 1970 c (A)10ctttccggc(A)1130 4515671 4515700 GGTAACCGTACCCAAAAGCA GGGCCCAATGTGAATGTTAC 273

Ad03A1971 Aradu.A03 1971 p3 (AGA)8 24 4523979 4524002 CAAGGAGCCTCAAAGATCCA TTTACCTTCAAGGCCACACC 245

Ad03A1973 Aradu.A03 1973 p3 (TAT)6 18 4531638 4531655 GCCAAGTCACTTTTTCAAGCA TGTGTGGAGCAAGCCAATTA 233

Ad03A1975 Aradu.A03 1975 p3 (TGA)5 15 4537417 4537431 CCAGTGCTCGAAGCCATATT TACAACAAGAAGCAAGGCCC 255

Ad03A1977 Aradu.A03 1977 p2 (TA)6 12 4548116 4548127 GAGTGGGACGCGTGTAATTT CACAAAAATTGTCATTGTCAAACA 259

Ad03A1981 Aradu.A03 1981 c (AT)8aagtacctaccaataattattctataattctagtactttcttccaacattttaatgacaattgacttgag(T)14ccatcatctccttttggatccatattagtagtaaactgtaaactttagtcaaatcaatattattttactatttttt(TC)6188 4556370 4556557 CTAAGCATGCGTTTGTTTGTAA TCAATGAAGGGGGAAAAACA 264

Ad03A1983 Aradu.A03 1983 p2 (TA)8 16 4559366 4559381 TCAAGTTCTTGGTTTGGGATG TCGTCATTGAGTCCTACCCA 226

Ad03A1985 Aradu.A03 1985 p2 (AT)8 16 4563045 4563060 ACTAAACCCGTCCCTATCCG ATTATTTGGGTTGGTGAGCG 258

Ad03A1988 Aradu.A03 1988 p2 (TA)8 16 4569823 4569838 TTTTTCCACAAAAACCCCAA GGTCGATCGATTGCTTATTCA 131

Ad03A1991 Aradu.A03 1991 c (T)15gt(GAA)5aaagaagaagatatttttaaagatgttattttgtgggcataattttaatgagttaattt(A)11102 4571367 4571468 TTGGCTACTAGCAGCAAGACA TGCGTGTATGTAACGTGTAGGA 214

Ad03A1992 Aradu.A03 1992 p3 (ATT)7 21 4571807 4571827 CATCTGCTCATCCAAACCAG TCCAATGGTCTCCACTCTCC 188

Ad03A1995 Aradu.A03 1995 p3 (TAT)6 18 4579634 4579651 ATGGCAACAAAGAAAGCACC AAAAGAAAGCATGCATGTTCAA 225

Ad03A1997 Aradu.A03 1997 p3 (TCT)5 15 4585512 4585526 TCTTCTTCTCCTCTCCTGCG GTTGCATTCCATTCAACTCG 207

Ad03A2004 Aradu.A03 2004 p2 (AT)13 26 4612156 4612181 TGGAGGACAATTCTCTCGTTTT GTGACAATGCTGTGAAACGG 266

Ad03A2005 Aradu.A03 2005 p3 (AAT)12 36 4613362 4613397 TGGCATCAATGGTTTTGAGA AGCAGCCATGACTTTTCTCC 279

Ad03A2006 Aradu.A03 2006 p2 (TA)6 12 4614759 4614770 TTGCAAGGTTATGTTCAGATTCA TTGTCTTCTGTCATGATGTGGA 273

Ad03A2009 Aradu.A03 2009 p2 (TA)9 18 4616849 4616866 AAGGAGGGATGGTCCTGACT TCCAAATCCTATTAACGAACTGTTT 280

Ad03A2011 Aradu.A03 2011 p2 (AT)11 22 4618993 4619014 AAAGATAGGATGGGGCCAAA GGTAATGAGACGGCAAAGGA 238

Ad03A2012 Aradu.A03 2012 p3 (TAT)5 15 4622875 4622889 GCTGCCAAGAAAGCTGAGAT GGGTTGCTGCCATAATCTTC 277

Ad03A2013 Aradu.A03 2013 p2 (AT)12 24 4632979 4633002 TCACGAGCTGGCTCAAATAA GCCGAGTTTGAGCTTGGATA 237
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Ad03A2014 Aradu.A03 2014 p2 (TA)8 16 4638134 4638149 AAAATAAGGGCAAATTAAACACACA CCGTCTTTTTCCACTGCTTC 223

Ad03A2015 Aradu.A03 2015 p2 (TA)6 12 4638691 4638702 TCCTTTGCTTCTTCCTCTGG GCAAAAATTAAGAACTAAGCAATGA 243

Ad03A2016 Aradu.A03 2016 c (TC)8ttta(TC)7 34 4641713 4641746 CGCGAAATTTAGTGTCGGAT GTGAGAGCGTGCTGTCAGAG 268

Ad03A2017 Aradu.A03 2017 p3 (TTC)6 18 4641898 4641915 CCATTAGCTCCCTCCTCTCC TGAGCAGGAGCTTTTGACCT 152

Ad03A2018 Aradu.A03 2018 c (A)10tcgtatgtggtatgtcttaccattttcttttccttataaatggcatgtatgtattatgtccatgctttttg(A)1091 4644551 4644641 CAAATGCCTGATCATTCCCT CATGCTTTACGTCTTTACCCAA 184

Ad03A2025 Aradu.A03 2025 p2 (TA)7 14 4651631 4651644 CCCATTGTTGCGTCCTTATT TTTCACACCAATCTCACACCA 280

Ad03A2028 Aradu.A03 2028 p3 (AGA)6 18 4664778 4664795 CGATGCAGCAGTAAGAGCAG ACGCTTTTTGGCCCTATTTT 125

Ad03A2029 Aradu.A03 2029 p3 (TTC)6 18 4671362 4671379 CACCAGCAAACACGTAACAAA GGAAGAAGAAGGAAAGCAACTG 139

Ad03A2030 Aradu.A03 2030 p3 (ATT)6 18 4671573 4671590 CAGTTGCTTTCCTTCTTCTTCC CACCACTATTCATGTGCAGC 258

Ad03A2047 Aradu.A03 2047 p3 (GCT)5 15 4720311 4720325 GGGCCGTTGATAAAGAATCA TATCCACCTGTTGCGAGTCA 207

Ad03A2048 Aradu.A03 2048 p3 (AAC)6 18 4721641 4721658 TGCCTACAGTCTGCACCAAG TGACGGATTCTAATCCAGGG 134

Ad03A2050 Aradu.A03 2050 c (A)10tcagaaataataaagtgtaaatcttgcacctgagatgaacattaaaaaag(A)10tagcatagaatgaaaaatattgggctctgtcaaactcccaattcagatgacctttagtcctttattgccaaattct(A)10156 4723015 4723170 TCGACAACGTGATCAGAAAGA TGGCATAATGGAAATAAAATAGG 276

Ad03A2053 Aradu.A03 2053 p2 (CT)6 12 4736804 4736815 TCTCCACATCACTAACCCCA AAGCGATATTGCTGACATGG 223

Ad03A2054 Aradu.A03 2054 c (A)10gaactcctcatgcatatgttcttaaaaaatt(A)1455 4738609 4738663 CGCATCGCATGGATTTTATT GGCCAGGCTTCCTTATCTTT 185

Ad03A2056 Aradu.A03 2056 c (T)10aatttattttactaaggacattttagtctaaaattaaaaaaatgataatcttataacattttataacggtgagaatgattttaat(A)10ttgaggacgattttaattttattttaatagactttagtttaggtcaaacttaataacatatcagacttgatatttaac(A)13196 4739524 4739719 GGAGAAATAAGGGTGAAGGGA AACAAGCCAATTTTACACTGTAGTT 278

Ad03A2057 Aradu.A03 2057 c (C)12ttc(T)10 25 4742026 4742050 GGCAACTGAGCAAGTCCTTC CCTAAATCCGCCACTTTCAA 273

Ad03A2058 Aradu.A03 2058 p2 (AG)14 28 4747202 4747229 GCACTCAATGCGTTCTTCAA AACTGTTGGCTGCATCTCCT 234

Ad03A2061 Aradu.A03 2061 p4 (TAAT)8 32 4751187 4751218 AAGCGACCACTTGAATCAGC ATACGAGGTCCACAGCAACC 229

Ad03A2067 Aradu.A03 2067 p3 (TCA)5 15 4756269 4756283 TTGATCATCGATCATTTCATCAG AGCCTCCTTGGCTTCTTTTC 256

Ad03A2070 Aradu.A03 2070 c (AAT)8cttaatattgattctttgcactagttaattatatgta(TAT)782 4765967 4766048 CTCCTCTCTCTCGCTGCTGT TTATTTTCACCCTTCCACCG 272

Ad03A2071 Aradu.A03 2071 c (AAT)6(ATA)11 51 4766217 4766267 CGGTGGAAGGGTGAAAATAA CTCAATTGACCAAGAGGCAA 152

Ad03A2072 Aradu.A03 2072 c (T)11aaactctgctgtt(A)1135 4766640 4766674 TTTTTCGTCTCATGTTGATTCTATT TTCAATGAAAAGTTCAAAAGCAA 229

Ad03A2073 Aradu.A03 2073 p2 (TA)6 12 4770399 4770410 ATTGGTTCCAATCGTTTTCG CCTCAACGCATAACATTTTCAA 278

Ad03A2076 Aradu.A03 2076 p2 (AT)9 18 4775017 4775034 TTTTCCTGGTGCTTCATGTG CGTAACAGCTTTTGCTTTCG 195

Ad03A2079 Aradu.A03 2079 p3 (GAA)5 15 4779067 4779081 GGCCCGATTAACCAATTTTT GCAAACACTACGCACCACAC 252

Ad03A2081 Aradu.A03 2081 c (A)14ctctttagtctatttgaccaaaatacttattaataattattataattatatataaatttatattaattatttgattgattcaaatatcattacta(TAT)5124 4781643 4781766 TTTTGATAAAAACGTTCTAAAATGC CCTAATGGTTGTTTGGCTCC 280

Ad03A2088 Aradu.A03 2088 p3 (TAT)5 15 4794277 4794291 AGGTGAGGGTTGTTAGGTGC CAGAGGAAGATGACAACACCAA 102

Ad03A2091 Aradu.A03 2091 c (AAAT)5aacaataaacattatgaatgttaactctagcttattcaataaattaattgtatgtattatatattggcctggtcattatttttctcaagg(A)11121 4800267 4800387 GTGATTCTATGGCCGTGTGA TCACGTACGGTACAAGAATGC 237

Ad03A2093 Aradu.A03 2093 p3 (TTA)9 27 4802590 4802616 GTGGCGGCCAAATTAGAGTA CAATTGAAATTATGAGGGGCA 158

Ad03A2097 Aradu.A03 2097 p3 (TTA)13 39 4810074 4810112 TTATGACGGGCTTAGGGTGT AACGAGTTCCATTTGTATCAGTTTC 278

Ad03A2098 Aradu.A03 2098 p2 (TA)6 12 4810383 4810394 GATTCGTAGCTGATTACTAGTGTGAA GTGGAGGGATCCAATTCCTT 245

Ad03A2101 Aradu.A03 2101 p4 (AAAT)6 24 4811868 4811891 GGGAACGTGGTGTTCAATTC AGATAGCATCGGGGTGAATG 221

Ad03A2103 Aradu.A03 2103 p3 (ATC)5 15 4816183 4816197 GCACCTATGAGCTTGGGTTT GCAGAAGAAAATCCATTGGC 179

Ad03A2104 Aradu.A03 2104 c (TA)9gataa(T)11gaatttttattaattacttttaatactaaaagtagaaaaatgtgtt(A)1090 4819163 4819252 CAGTGGCGACTGAGTGTGTT AATGCATCAATCTTTCCATGA 269
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Ad03A2106 Aradu.A03 2106 p2 (GA)21 42 4828181 4828222 CACCATCAGCAACCAAAATG CTTTTTCCCACCAAGCATGT 250

Ad03A2108 Aradu.A03 2108 c (A)14cttgagttgcatg(A)1037 4843036 4843072 CTGATGCTGTTTGGGGAGTT CCGTATGATCACAAGGCAGA 277

Ad03A2111 Aradu.A03 2111 p3 (TTG)6 18 4853043 4853060 CATGGAGCTGTTACCCCTGT TCCAACACGATCCACAAGAA 252

Ad03A2113 Aradu.A03 2113 p2 (CA)8 16 4862484 4862499 GGGCTCTTCTCTGCATTGAG TCAGAATTCGTTAGCAACTGGA 233

Ad03A2114 Aradu.A03 2114 p2 (AG)7 14 4862897 4862910 TCCTCAGATCAACAAGCACG TGTTCAGCTCATCATTCCCA 235

Ad03A2120 Aradu.A03 2120 p3 (CTC)8 24 4874007 4874030 GCCGACTTGAATTTTACCGA AGAAGGGAGTGGTCGAGACA 243

Ad03A2121 Aradu.A03 2121 p2 (AT)8 16 4882886 4882901 TTGGGTTTGATGCACCCTAT TACTTCGTGTCGTGCCATTC 168

Ad03A2122 Aradu.A03 2122 p3 (AAC)5 15 4883204 4883218 TATAGGGGCATGGGCAAGTA GCTAGCAAGATGAAAGGGATT 235

Ad03A2127 Aradu.A03 2127 p2 (CG)6 12 4893534 4893545 ATCAAGCGTTTTCGACCATC GAAGGAAGGAAATCCGCAC 230

Ad03A2134 Aradu.A03 2134 p3 (TGA)6 18 4923280 4923297 TATGGTTTCCCCTGAAGCAC CTCGATGCTGTCGTCAAGAA 280

Ad03A2135 Aradu.A03 2135 p2 (GA)23 46 4926668 4926713 CGGTACCTTCTCCTGCAACT CTGTCTCCGCTTCTGCTTCT 255

Ad03A2136 Aradu.A03 2136 p2 (GA)7 14 4926859 4926872 AAGCAGAAGCGGAGACAGAG AAATTCAGAAAATGGCGGTG 185

Ad03A2145 Aradu.A03 2145 p3 (CTT)5 15 4936602 4936616 ACGTTTCTATCCATGGAGCC AGCATCGAGAAGGTCTTCCA 272

Ad03A2148 Aradu.A03 2148 p2 (TA)6 12 4966269 4966280 AGAGTATCCTTGCCCGACCT TGATCACATCACCATCTGGA 248

Ad03A2149 Aradu.A03 2149 p2 (TA)6 12 4967782 4967793 CACCTTGTGTGGATGGATGT GTCCCCAGTTGCATGTGAGT 212

Ad03A2150 Aradu.A03 2150 p2 (AT)6 12 4968864 4968875 CGGCCTTTTAACACCATAACA GGAGGCCCATGTTCTCAGTA 279

Ad03A2151 Aradu.A03 2151 p3 (TAT)20 60 4969225 4969284 CAGTAACCCACCTTGCACCT TGCTTCTTCAACACCCACAG 236

Ad03A2153 Aradu.A03 2153 p2 (AT)6 12 4975692 4975703 TTCTTTTTAAAATTTGACGAGATTGA TTAGGGTTAAATGCAAGATTAAAAA 259

Ad03A2160 Aradu.A03 2160 p3 (CAC)6 18 4994270 4994287 CCCGGCTTATCAGAACACAT TTCGTACCATCAGAAAGGGG 168

Ad03A2162 Aradu.A03 2162 p3 (TCT)6 18 4998913 4998930 AAATGGCGTCTTCAGCAACT TTTGTGATGAACCCGTGAGA 252

Ad03A2163 Aradu.A03 2163 c (T)10aattttc(TTTA)641 5005598 5005638 ACGATTTCGAAGGAAGAGCA CCCCTTCCCTTTCTACTTGC 234

Ad03A2169 Aradu.A03 2169 p4 (ATTT)5 20 5013107 5013126 CCGTTGGTACGCTTTCATTT ACAAGCCCTGCTTCACATTC 243

Ad03A2170 Aradu.A03 2170 c (TG)9ac(AG)10 40 5015531 5015570 GAGTGCAATGACTGGCATGT GCCTCAAATGTAACAAGGGC 249

Ad03A2171 Aradu.A03 2171 c (TGA)12(TTA)5a(TAT)670 5018008 5018077 TGAACTGCTGCAATTTGCTC CATCAAAGGAAAAATCGCCT 248

Ad03A2175 Aradu.A03 2175 p3 (TTC)5 15 5035915 5035929 ACAAAGCTTTTCGGCCTTTT CACCGTTTTCATCACCTCAA 256

Ad03A2176 Aradu.A03 2176 p2 (AG)6 12 5041703 5041714 TTTTAGCTCGTCCCTAGCCA TGCACTTAGCAGCTGAACCA 161

Ad03A2185 Aradu.A03 2185 p2 (GA)6 12 5061647 5061658 GCCTCGTCATCGATTCCTAA CGTCCTAATTCCTGCGGATA 209

Ad03A2190 Aradu.A03 2190 p2 (AG)7 14 5064529 5064542 GCAGTAACAATCACCCACAACA TCATTTCTCGTCGTCACTGC 231

Ad03A2192 Aradu.A03 2192 p2 (AT)10 20 5067052 5067071 CATGCATGAGATCAATTTTGC AACAATCTTCCACTTGGGCT 276

Ad03A2194 Aradu.A03 2194 p2 (TA)6 12 5070317 5070328 TTGCAAATTCGAGTCTCCCT AATAAAATGATGTTTTATCCCCAA 177

Ad03A2196 Aradu.A03 2196 p2 (AT)12 24 5072921 5072944 CAAAGGAGTTGAATCACGCA TCTTTGAGGCCTGATGAATTTT 207

Ad03A2198 Aradu.A03 2198 p2 (CT)6 12 5079762 5079773 CATGCATGACACGGATGATT TGTTATGGATGGAAACGGGT 170

Ad03A2199 Aradu.A03 2199 c (A)10cgggagaatcaactttttcacctagcgttttctcttctgtttctcttaatttttgtcgtcaaccattttattaaat(A)1096 5083066 5083161 TTCCTCATTATTAGCACTAATTCAAGT TGGGTGTATTGTGTTTGAGAAA 262

Ad03A2203 Aradu.A03 2203 p2 (TC)8 16 5088508 5088523 CTCTCATTTGTGCACTCCGA GCAATGAGCGCAACTACAAA 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A2206 Aradu.A03 2206 c (A)11gtaaataaacaaagggcagttttttgtaag(TAA)556 5111155 5111210 TGAACCACTCAAGAGTTCAGGA AACTCACCTTTCCCCTTGAA 266

Ad03A2208 Aradu.A03 2208 p3 (TAA)5 15 5111894 5111908 CATGGTTTGAACCACTCAAGA TTCACCTTTCTCCCTAAACTCG 269

Ad03A2209 Aradu.A03 2209 p3 (ATA)6 18 5113757 5113774 CACGAGTTCAGGGAGAAAGG TGAACTCTTGAGTGGTTCAAACT 241

Ad03A2211 Aradu.A03 2211 c (ATA)5aagaatatattaacc(T)1040 5119387 5119426 CCATTAACAGCGAAGCATCA AATATAAGTGTAAAGGTTCAGGACAAA 273

Ad03A2212 Aradu.A03 2212 p3 (TTA)6 18 5126731 5126748 GGCAAATTAATCTCTGTATTGTTAGTG AAGTGTAAACCGTGGCAACC 276

Ad03A2220 Aradu.A03 2220 p3 (GAA)5 15 5138766 5138780 GTGCCGAAGAGAAGCAAAAG AGAAGAGGTGACGATGGACG 179

Ad03A2221 Aradu.A03 2221 p2 (CT)22 44 5138947 5138990 CGTCCATCGTCACCTCTTCT ACCACGTGTCTGTGTTGCTC 193

Ad03A2227 Aradu.A03 2227 p3 (AAT)5 15 5157420 5157434 AAGTTAGGCCAAACCACACG AAACACGCGAAGAAAAAGGA 128

Ad03A2238 Aradu.A03 2238 p3 (ATT)7 21 5165879 5165899 CTCCGTCTAAGAATCCGTGC TGACCCTGTCGATCATGAAA 258

Ad03A2240 Aradu.A03 2240 c (A)10ctcaaacttactttatttaatatttatta(ATT)657 5190734 5190790 TTAAACAAGGTGTGGACCAGC TGGTTAAGAATTAGGTCATGCG 260

Ad03A2241 Aradu.A03 2241 p3 (GAA)5 15 5192413 5192427 TTTGGTGAAGTGTGCTGCTC GGTACCGTCTCTCCTCCCTC 233

Ad03A2243 Aradu.A03 2243 p2 (GA)9 18 5194602 5194619 GCAGGTGGGATTAGACTGGA GAAGCGCTGCTTTCACTTCT 211

Ad03A2246 Aradu.A03 2246 p3 (TTG)8 24 5201770 5201793 GGACACGAAAATTAGCCATCA GGCCCTGAAAGTTCCAAAGT 271

Ad03A2247 Aradu.A03 2247 c (A)10ggcttctaaacagttgtttcacaaataacctcatgaaatccactctccaagcaagaagtaaacctctccaaattgcatacaattcaac(A)10108 5202922 5203029 TGTTTTGCCAAATTCCATTTC TTGGTTGAAAGGTTGCACTG 201

Ad03A2248 Aradu.A03 2248 p3 (ATC)8 24 5203585 5203608 TGGCGATAACACTCAACAGC CAACCCAAAGCTAAACTTCCTG 273

Ad03A2251 Aradu.A03 2251 p3 (GAT)5 15 5208268 5208282 ATTGAGCAAGGACCGTATGC CGGTTTTTGGGTCTGGACTA 258

Ad03A2255 Aradu.A03 2255 p2 (AT)6 12 5210934 5210945 AGGTTCAATTTATGCCGCTT AAATTTACTGATGGGATGAGAGTG 235

Ad03A2258 Aradu.A03 2258 p2 (AT)10 20 5215811 5215830 TGCTGTTAGGATTCAAAGAAAAA TTCTCTCATGCACAAGTCGG 275

Ad03A2259 Aradu.A03 2259 c (AG)14aaaatggttgtaagaggtnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaggctttg(T)12109 5224171 5224279 ACGACGCAAGGAGTTTATGC ATTCGTCTCCGAAATTGCC 280

Ad03A2260 Aradu.A03 2260 p2 (TA)6 12 5225634 5225645 GACGTGGCTACAACTTTAACACC AGGACGAACATCATCAAATGG 179

Ad03A2263 Aradu.A03 2263 c (TTC)9tgctttg(T)1246 5229912 5229957 TATTGGTGTGTTCCCCCTTC GAACCTGAGAATCCACAGCC 215

Ad03A2266 Aradu.A03 2266 p2 (TG)7 14 5242413 5242426 GAAATGCAAATTAGGGCGAA CAGGCGCTTATCTCTCCAAG 248

Ad03A2267 Aradu.A03 2267 p3 (CTT)10 30 5242551 5242580 CTTGGAGAGATAAGCGCCTG GAGAACGGGTGAGAGAGACG 127

Ad03A2271 Aradu.A03 2271 p3 (CTT)6 18 5258841 5258858 CCACTTTTCAAATTACGCGA CACAGCATCAGAACCTGCAT 103

Ad03A2277 Aradu.A03 2277 c (T)10gttaggccctaattattgttagttagtgggatgatgatgatgacgacgaag(A)1071 5281825 5281895 CGTTGCTTCATGACGAGTTG TGGATCCATCCTATTTTAACGAA 241

Ad03A2279 Aradu.A03 2279 p3 (TTA)11 33 5283497 5283529 GCACCATAGGAGGTTCCAAA TCTAACTCCTAGTACAACTTGCATGA 271

Ad03A2282 Aradu.A03 2282 p2 (AT)8 16 5302365 5302380 CATCTTGGGCCCTCTTGTTA CACTCTTTGCCCAAACCAAT 253

Ad03A2283 Aradu.A03 2283 c (TA)6cacacaagttaattataatttaattttttacatataaataaacgagaaagcatttttatcttaatttgttcggggattattatataag(A)10110 5303454 5303563 TTGGATCTGCTAATGTACATGGT CCGCCATAACTTCACGTTTTA 235

Ad03A2284 Aradu.A03 2284 p2 (AT)12 24 5303879 5303902 CACGTGGTGCTCATCCATAC TTGCAAAAACCTAGTGGTAGCAT 112

Ad03A2287 Aradu.A03 2287 p4 (AAAT)5 20 5309769 5309788 TGAACAAGCACCATAGGGAA AAACCAAACATGCATGAGGC 203

Ad03A2288 Aradu.A03 2288 p3 (TAT)6 18 5310821 5310838 AAAACACCAAAATTGCTGGC GGCTTTCCATCAAAATTAACG 198

Ad03A2292 Aradu.A03 2292 p2 (TA)8 16 5315460 5315475 TTGCACCTTTCCCAATTAGC TGACAGAGCTCAATGGCATC 271

Ad03A2294 Aradu.A03 2294 p3 (GTC)5 15 5315836 5315850 CAAACAACCTCCTACCCCAA GGGTCTCACTATTCCTTGCG 273

Ad03A2297 Aradu.A03 2297 p2 (TA)8 16 5317067 5317082 AATTTACCAAGGAATGAAATTCG AAATGAACGAACAAAATATTTATGAGA 274
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Ad03A2300 Aradu.A03 2300 c (TAT)5ttaagaaaagcaaatgataagaaggtaggaaagcttgtcgagaaaagtgaatagaagcatagagaggtcatactcaagaacg(TGGT)5117 5320102 5320218 TTTTTGTGGTTTTATTACTGTTACGA CACTGAGGCTGGGGTTGTAT 251

Ad03A2304 Aradu.A03 2304 p3 (AGA)5 15 5323681 5323695 TGTTGGTGTTGTTGGTGATG TGCACCGATTCTCTGTCTTG 183

Ad03A2305 Aradu.A03 2305 c (T)10gggcataaattgagcccaattctcaactgtgtgaagaagttctgaacggcccaaccttaatgtaatcaaacaaaaaaaatattt(AATA)6118 5328121 5328238 CGTTTCCTGTGTTTCTTCGG CGAATTTTAACACTTACCTAAGCCA 235

Ad03A2307 Aradu.A03 2307 p4 (AGAA)6 24 5329597 5329620 TCCTTTGGGAACTTCCATTG TTCCAAATCAAAATCACCCC 252

Ad03A2311 Aradu.A03 2311 p3 (ATT)5 15 5353280 5353294 AAGCCTGAAACAAGGAGCAA GCTAGCAGCTTCCTCTGCAT 243

Ad03A2313 Aradu.A03 2313 p2 (TA)6 12 5367964 5367975 GTCATTTGTTTCTCCGTCCC AGCTCCACCACCTATTCCCT 222

Ad03A2315 Aradu.A03 2315 p2 (AT)6 12 5369970 5369981 CGTGCTAATAACGCGAAGGT AGCAGGAGTCGTGAAAAGGA 113

Ad03A2316 Aradu.A03 2316 p4 (AGAT)6 24 5371414 5371437 GAGGAGGTTCATGATTCCGA CAAAATTTGGCTCAACCAATC 238

Ad03A2317 Aradu.A03 2317 p3 (AAT)6 18 5371790 5371807 GCATCCCTATTGAATTTCGG TCTGATACACAATGTCTTGCCA 210

Ad03A2318 Aradu.A03 2318 p3 (AAT)5 15 5372400 5372414 CTTCTTGCTGCGCATCCTAT CCAAGGTTTTGGCTTTGAAC 228

Ad03A2319 Aradu.A03 2319 p3 (ATT)6 18 5379510 5379527 CACATCACAAGTTGGCCTTG CTATTTGGATTTCGGCAACG 262

Ad03A2320 Aradu.A03 2320 c (A)10tagaaatattaatccagttgtattccataatgtgatggtaacaatgtatatgataatgaattattatgacaataatcataatcaattggacacc(A)11115 5382073 5382187 CCTCTGAAATGACAATTGGG TTTCCTGTTTTGTTAAAAGCTTGA 279

Ad03A2322 Aradu.A03 2322 c (T)10ctttttc(T)11 28 5392377 5392404 TTCCATCAACTCACATCTCCC AGGCTGCTAATTGCTTCGAG 261

Ad03A2327 Aradu.A03 2327 p2 (TA)12 24 5403699 5403722 CCCATGGTTTCTTCTTGGAA CATGAGCCTGTTCTTCACCA 224

Ad03A2329 Aradu.A03 2329 p2 (TA)6 12 5417186 5417197 AGAGAGCTCCGCTTCACACT CCAAGCTCTTTTCCCACGTA 268

Ad03A2332 Aradu.A03 2332 p3 (CAA)5 15 5427035 5427049 TGGGGCCTGAGATAAGTTTG TGCAAACAATTAGGTCAAAAAGG 192

Ad03A2333 Aradu.A03 2333 c (TA)7attgtgatttgtaataattgtcttcaaatcagatttttaagatttcac(T)1072 5428403 5428474 AAGGGGCTTTGGATTCTCAT TCAAAAGTATTGTCACGCAGC 276

Ad03A2335 Aradu.A03 2335 p2 (TA)6 12 5448045 5448056 TCCTAAAAAGGGCAGCAAAA TTTATTCACTTCACAATTCACATCA 238

Ad03A2343 Aradu.A03 2343 p3 (TGC)7 21 5492114 5492134 ATCGAGAGCATCTTCAACGG AACGAACAGGATGACAACCC 236

Ad03A2346 Aradu.A03 2346 p2 (AT)9 18 5501486 5501503 ATAGTTCCGTGCCGTTGTTT TTGCTTTGACACCGTACTCG 245

Ad03A2347 Aradu.A03 2347 p2 (TA)9 18 5504452 5504469 ACATGACAGAGCACAATGGC CAACCCTCAAAGCTTCTGCT 116

Ad03A2352 Aradu.A03 2352 p2 (AG)6 12 5531451 5531462 CATTGACCTCCCTTGTGGTT CCCCTTTTCTAGACATGCCA 266

Ad03A2356 Aradu.A03 2356 p3 (ACA)5 15 5537958 5537972 GACGTAGTGAACGTGGCAAG CATTCCCATGCAACTTGTGT 154

Ad03A2360 Aradu.A03 2360 c (T)16aatttacagaaatagagaagggataaactagagaagctgtcaggctgtaggcaattctcataacacgtgttcatttca(T)12106 5560417 5560522 CATGAATCTCTTGTCTTTGCCA CCAAAGTCCAAACCATGACA 237

Ad03A2363 Aradu.A03 2363 p3 (ATT)25 75 5570695 5570769 AATTCGAAGGCTTTGTTGGA CAACCAGCCTAAAGCTAAGATTG 274

Ad03A2374 Aradu.A03 2374 p2 (GA)9 18 5578917 5578934 CAAAGGGAAGCTATCGCAAC ACCATGGTGGAGCAAGGTAG 272

Ad03A2375 Aradu.A03 2375 p2 (GT)7 14 5594827 5594840 CAGCTGTATACATCCGTGGC TGACCTGCTTCATGTTTTCTG 269

Ad03A2376 Aradu.A03 2376 p2 (GA)7 14 5596545 5596558 GCCGAGGAAATTAAACGTGA CTCGCCTGGGATGAGAATAC 201

Ad03A2378 Aradu.A03 2378 p3 (AAG)6 18 5597285 5597302 TCCTTCTCATCTTCTGCTGCT TGCTACGCGTTCTTCTTCCT 197

Ad03A2379 Aradu.A03 2379 p3 (AAG)5 15 5597405 5597419 AGGAAGAAGAACGCGTAGCA ATATTAACGCCTACGGCACG 195

Ad03A2383 Aradu.A03 2383 p2 (AT)11 22 5616014 5616035 GGTAGGCTTCCGCATTATGT GAACACAGAAGGGCATATCCA 279

Ad03A2384 Aradu.A03 2384 p2 (TA)6 12 5616296 5616307 TGGATATGCCCTTCTGTGTTC TGTGCTAATGTTTCAGAATAAATCAA 264

Ad03A2387 Aradu.A03 2387 p2 (TA)9 18 5625333 5625350 GCCTTTCATTAGATGCTGCC ATTCATCAGCTTCCATTGGC 236

Ad03A2389 Aradu.A03 2389 p2 (AT)7 14 5626834 5626847 TTATCCGATCCTATCCGCAG TGGGTTGTTACCCTACCCG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A2393 Aradu.A03 2393 p5 (GAAAA)6 30 5648117 5648146 TCTTATGGCCAACCATTTCA TTGCTGAACAAAACATCCGA 146

Ad03A2396 Aradu.A03 2396 p2 (AT)6 12 5658431 5658442 TGCGGGTGTCTATTTTTCAA TTTTGCCTATTTCACTTCTATTCC 262

Ad03A2397 Aradu.A03 2397 c (T)11gaaattggaattatttttaaggttaattga(T)1051 5660258 5660308 AGGGAGAAGAGGAATGGGAG AATCCCTTTTATTTTTATCACACAA 231

Ad03A2401 Aradu.A03 2401 p2 (TC)7 14 5664410 5664423 TCTCAACGCATCGAAACATC CCAAAATTTCGGGAACAAAA 175

Ad03A2402 Aradu.A03 2402 p2 (TG)9 18 5665810 5665827 CTTCCATAAAGTGGGCTGGA TGTATGTTGGCAAAGCAAGG 225

Ad03A2403 Aradu.A03 2403 p2 (CA)6 12 5669054 5669065 GACTCCAAGAATGGTCGCAT TGAAAATGCAAGCTCAGACAA 100

Ad03A2405 Aradu.A03 2405 p3 (TTC)6 18 5670592 5670609 CACACCACCCATACATCCAA CCTCCTTGAGGTACTCTGCG 179

Ad03A2406 Aradu.A03 2406 p2 (GA)6 12 5675222 5675233 GGGTGGTGTCTGAATTTGGT TCACTATCTGTGGGGTGCAA 139

Ad03A2408 Aradu.A03 2408 p3 (TTA)5 15 5676413 5676427 GGAAGGTGAACCAAAGTCCA CACACATGCTTCTCATATCCAAA 278

Ad03A2410 Aradu.A03 2410 p3 (TAT)10 30 5677494 5677523 GGGATGTTCAGAATTTTGGC TTCAACGGTACCACCAAACA 218

Ad03A2411 Aradu.A03 2411 c (T)14aaaagcagcaatatttgaaaagggaattaggaaaacagta(T)1064 5677901 5677964 TCAGAAGAGGTGCCTTACCC GGCAAGGCAAGACAAGATGT 257

Ad03A2412 Aradu.A03 2412 p2 (CT)19 38 5678267 5678304 TCTTGCCTTGCCCATACTTT ACGGCTCTGTATCCTTGCTG 280

Ad03A2413 Aradu.A03 2413 p3 (AAC)9 27 5679048 5679074 TTGAGCAGAGGAATTGACCC ATATGGTGGTGGTTGTGGCT 145

Ad03A2414 Aradu.A03 2414 p3 (CAC)8 24 5679478 5679501 TTGCAGAACAGCAAGGATTG CCTGTTTTCAAGCCCAAGAA 140

Ad03A2415 Aradu.A03 2415 c (CT)7attgatttctttttctttcttattatttttctccttcttttaaattgtataaa(TAAT)587 5679680 5679766 TTGGGATTACAGAAGCTTGGA GCCAAAAATTTGTCCAATACTGT 279

Ad03A2417 Aradu.A03 2417 p2 (TG)6 12 5684155 5684166 GCATGGTGGCTAGAAATTTTG CCATGCATTTTGAAACATCG 149

Ad03A2420 Aradu.A03 2420 c (A)10taaaacaacaaaatgatgacaataccgtttttatatttcaaaatttttaagcgacatcgttttgttcttaatga(T)1195 5701042 5701136 TTTAAAATTTTGTCACTCCCTTCA AAATGTCTGTGTCATTTTGTGTAGC 173

Ad03A2423 Aradu.A03 2423 p3 (TTA)5 15 5705113 5705127 CTTCCACCCATACGTTCACA ATGTCACATCCACATCCCAA 263

Ad03A2424 Aradu.A03 2424 p4 (ACCA)5 20 5705306 5705325 ACAATCACTGCTTGCTTGGA TGGGAAGTGAATTGTGTGGA 137

Ad03A2427 Aradu.A03 2427 c (T)10gtttagttttatttctctcaagagtaaaacaagaagaattatgaaaaattaaaataagaaaa(AAG)587 5708608 5708694 GATGCCGCGTTCAAATAATA TTCAAAACTCTTCCTCCTCCTC 278

Ad03A2428 Aradu.A03 2428 p2 (TA)6 12 5709102 5709113 GCGCGACAGGTAGATTTGA ATCGAACCGACCGATCTGA 279

Ad03A2430 Aradu.A03 2430 p3 (TGA)7 21 5710975 5710995 GGTGTGTGTGTGCGTCTCTT TCAGCAACAACACCCACAAT 187

Ad03A2433 Aradu.A03 2433 p2 (TA)6 12 5719887 5719898 TTGCTGCCTCTGTCAGTATGAT CATGGATCTTCTCCATGGCT 236

Ad03A2434 Aradu.A03 2434 p3 (TGA)6 18 5721067 5721084 TAGGTTCAATGGCTGGGGTA GCAACCTTGAGGAGATGAAAA 276

Ad03A2435 Aradu.A03 2435 c (AT)7gatgcgcattttggatatatttggttgtggatataatttggagta(TGT)574 5725606 5725679 GGATCCTCGTGTGGGTTATG TCAGAAAAATGGACAGAATCTCC 275

Ad03A2438 Aradu.A03 2438 p4 (TAAA)5 20 5737123 5737142 AAAGGAAACGACTGAATGGG TGGGGAACAATACAAGACTCG 280

Ad03A2439 Aradu.A03 2439 p3 (ATT)12 36 5748385 5748420 AGACTTGAAGAACGCATCATTG TGAATTTTTCCGAGACTTAAGCA 219

Ad03A2452 Aradu.A03 2452 p3 (ATG)5 15 5768289 5768303 GCATCGTTCATTTGTCCCTT CCAAATCCCGAGGATCAATA 170

Ad03A2454 Aradu.A03 2454 p2 (AT)7 14 5769273 5769286 ATTTGAACTACAGTGGGCCG GTTGGGTTTCAGATGGTTCC 174

Ad03A2457 Aradu.A03 2457 p2 (AT)6 12 5785644 5785655 AAAAGTACAAAAACATGGAAAAAGG GAGGGTTGACGGAAAACAAA 203

Ad03A2460 Aradu.A03 2460 p2 (AG)6 12 5793381 5793392 TGTCACCGTCGGAAAACATA ACAATGGTGATGAAGGCACA 231

Ad03A2461 Aradu.A03 2461 p2 (AT)8 16 5795432 5795447 TGCTTGTGAATGTGATTGAAAAC TCGTCTCTCTTGAGGCGATT 177

Ad03A2462 Aradu.A03 2462 p3 (ATA)5 15 5796115 5796129 TTTTAGGATGGACGAAGTAGCC TCATCATTTTTCTCTTTTCATCG 239

Ad03A2471 Aradu.A03 2471 p2 (AT)6 12 5828474 5828485 GGTAAACTCGTGGAGCTGACA TTCCGGTTGTGTTATATGAAGC 275
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Ad03A2472 Aradu.A03 2472 p3 (ATT)10 30 5830494 5830523 GTCCTTGAACCCGCATAAAA CCATAACATTGCAACATTCACA 175

Ad03A2477 Aradu.A03 2477 c (T)10cttgcttgtgtaattttctggtttctgtttgctgactcacttcactgtttcttagctgagttagctccaataataatatagtctttaccgcc(A)12g(A)10125 5838418 5838542 TCAAGTTGAGTGGTGTTTTGG CAATGGGGTGTAAGTGGCAT 276

Ad03A2479 Aradu.A03 2479 p3 (AAG)6 18 5845006 5845023 TATAGCGCCATCGACACAAG CTTTTCCTTTCCCTCCTTCG 199

Ad03A2481 Aradu.A03 2481 p4 (TATC)5 20 5847602 5847621 AAGCAAATAAAGGCTGCTGTG TTTCAGCCACCCTTTTCAAG 170

Ad03A2485 Aradu.A03 2485 p3 (CTT)5 15 5850356 5850370 CGAAAAAGCTCTGCATCCAT AATAAGGAAGAACGCGAGCA 207

Ad03A2486 Aradu.A03 2486 c (AAG)10aaa(AAG)548 5851566 5851613 ACGCGAAGAAGAAGAAGACG CTTCATATTCTCCCCCTCCC 271

Ad03A2487 Aradu.A03 2487 p3 (ATA)11 33 5852505 5852537 GCTTTCAAACACAAACAAGCC GCGCATCCCTTATTTTTCAT 258

Ad03A2490 Aradu.A03 2490 c (AAC)5(AAT)5 30 5858160 5858189 TCACTAGCTAAACGGGTGGC TTGAAAAGAATTTTGTTTCTTCCA 160

Ad03A2491 Aradu.A03 2491 p2 (TA)6 12 5875850 5875861 GAGGGGACAAGTTGTTTTACCA CCGAACCAGAGAGAAACTGAG 276

Ad03A2497 Aradu.A03 2497 p3 (CTT)9 27 5890858 5890884 GCAGTGATGTGAGATGAGGAGA TTTGTTTGTTTCCTATCTTTTTCAA 279

Ad03A2500 Aradu.A03 2500 c (GAAGAG)6gag(GAA)14gacgaagaggaagaggaagag(GAA)5117 5901322 5901438 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 247

Ad03A2501 Aradu.A03 2501 c (T)10attttaggattctgcata(T)1341 5903513 5903553 TGCACTAGATGAGGCTCGAA TGGCATGTCTTTACTTTGCATT 279

Ad03A2505 Aradu.A03 2505 c (CTT)6gccgccgcaccgccgcccgt(TTC)6ccgccgacaccaccgctgcaccgctgccg(CTT)5100 5905360 5905459 AAAGCAATATAATTGCCGCC TCAGCAACAACAATCCTCCA 246

Ad03A2506 Aradu.A03 2506 c (GGT)6agttctgagttctt(ATG)753 5905690 5905742 GTGTGATGGATGGTGATGGA TTTTCGCTCCAAAATGGTTC 240

Ad03A2511 Aradu.A03 2511 p3 (CTC)6 18 5926287 5926304 TCAGAGATGGCGAAGACAAA AAGAAATCACAATGGGCTGG 157

Ad03A2512 Aradu.A03 2512 c (TTTC)5ttc(T)10 33 5942216 5942248 TGCTATTCCCTTATTCTGCCTT CTGCTCGAGACATCGTGAAA 209

Ad03A2513 Aradu.A03 2513 c (A)10tataaaattattaaagaaatagagacatttacatttgcaatacaaaaaaattcaaaaaatatataaaagaacatctatttagtatg(A)10106 5943550 5943655 GTCGGGCAAACCATGAATTA TGGATGTTTCTTCTGCTAAGTATCAA 261

Ad03A2514 Aradu.A03 2514 p2 (AT)8 16 5944224 5944239 GAAGAGGAGGAAGGGAGTGAA AACAGAAAGGCACTGTTCCC 195

Ad03A2515 Aradu.A03 2515 p3 (TTA)20 60 5945093 5945152 TCGTTTGAATTTTGGTCTTGTG TGAGCTTTTTGTAACTTGGGTTT 279

Ad03A2516 Aradu.A03 2516 p3 (TTC)5 15 5947102 5947116 CGTTTCCTGTTTTCAAAGCG ACACCCAAAATTCGTTGCAT 207

Ad03A2518 Aradu.A03 2518 p3 (AAG)6 18 5947784 5947801 CGATGAAGAAGAACGTGCAG TCAAAACACGTTTCCAACCA 166

Ad03A2522 Aradu.A03 2522 c (A)10tcaaaattcaaaaaatatatttagccggcc(A)1353 5972795 5972847 GGGACATTAGGACAATGGCT TGACAGAGGCTCACCTCAAA 256

Ad03A2523 Aradu.A03 2523 p6 (CTGCAC)5 30 5975949 5975978 AGAATTGTCTTCGTGTGGCA TGTTACGATTTCCCCGATTC 247

Ad03A2524 Aradu.A03 2524 c (CTT)5gctgcacgttctctcttcctcttcc(TCT)555 5978051 5978105 CCACATACTGTTACGGCACG GAAGGAGAAAGAGAAGGCAAGA 120

Ad03A2532 Aradu.A03 2532 c (CTT)5(TC)7 29 6009182 6009210 CAAAGATGGGAAGTCGGCTA ATAATGATGTCCCTCGCACC 257

Ad03A2537 Aradu.A03 2537 p2 (TA)7 14 6017800 6017813 TGTTCGTTATTTTTATCAAACACACAT CCTCTTCATATTTGGTGTGACTTTT 144

Ad03A2540 Aradu.A03 2540 p3 (GAA)5 15 6024633 6024647 GCATGATTCGTTTCAGAAGGA TTCTCCTCTGTTCGCGTTTT 207

Ad03A2542 Aradu.A03 2542 c (AT)6aaatctaattacaaatttgataaaattataaaaactaacaaaataattaaatcttttattatcagtgattttattgagcacaatataattttcttt(A)10118 6027893 6028010 CACCATCACCTCACATCACC GGCACTAATTCATAGGCACCA 241

Ad03A2543 Aradu.A03 2543 p3 (TAC)6 18 6029440 6029457 TCAAACTCTTCAGCAAATCGAA CATCACAGCATAGCAGAGCTT 182

Ad03A2545 Aradu.A03 2545 p3 (CAT)5 15 6032779 6032793 CTGCAGGTGTTGTTGTGGAC TGTAGTGATGTGGGACCCATT 224

Ad03A2547 Aradu.A03 2547 p3 (CTA)6 18 6034794 6034811 CATGAGAATGAGCAACCCAA CCAACAAAGCAAGCAAAACA 208

Ad03A2549 Aradu.A03 2549 c (A)10tttctttttttaatatgaaaacacaataatgcaccattcaactttcgtaccgacaa(T)1076 6040655 6040730 CACTCCTCACACTTGCAACA TCAAAAACCAGCAATTGATTT 224

Ad03A2550 Aradu.A03 2550 c (A)10ttgattaatattgattaattaaaaattagttccttatatagttttttctttttttttctttccagttctttctggttaaatatttatgatcatttc(T)14120 6041714 6041833 TCATAAATCCTTATTTCTAGATCATGC TTTCAATTTGCATGTGTCCC 274

Ad03A2551 Aradu.A03 2551 p3 (AAT)9 27 6042568 6042594 GGTTCGAAACGAGGAATGAA TGCATGCAAGATAAGAGAACTGA 132
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Ad03A2552 Aradu.A03 2552 c (AG)13tgttgagtgtgtcacaaagcag(AGAA)672 6045549 6045620 TGGTGGAGCTGTTAAGCCAT CGACTGAGAGGGCTAGTTGG 255

Ad03A2555 Aradu.A03 2555 p2 (TC)10 20 6049385 6049404 TTTCATGGAACACCTGAGCC GCATAAAACCACTTGCAGAGAA 235

Ad03A2556 Aradu.A03 2556 p3 (ATA)5 15 6051405 6051419 TCTTGTAACCAACAACCGGC TGAATTCCCTTTGCCACTTC 238

Ad03A2558 Aradu.A03 2558 p3 (TTG)5 15 6062435 6062449 AACATCCAGTCAGGAGGGTG TTCGGATGGTTATTCTAAATAATATGG 251

Ad03A2563 Aradu.A03 2563 p4 (TTTA)5 20 6065346 6065365 TGCCAACACTATGGAGCAAA AGCCCGTGAGAGAAGATGAG 279

Ad03A2564 Aradu.A03 2564 p4 (ATCT)9 36 6074085 6074120 TCAGGAACCAATCTTAAAACAACA TTTTTCTTTCTTTTTGCCCA 280

Ad03A2565 Aradu.A03 2565 p3 (AGA)5 15 6079379 6079393 CCCCCTTCTCTAAGCCTTCT AGTCTCCCACCGTACACGAC 272

Ad03A2572 Aradu.A03 2572 p2 (TA)6 12 6113382 6113393 CCCACAGACTGAGCAGCATA TGGTTTTCTGTGAAGGTCCC 158

Ad03A2580 Aradu.A03 2580 p3 (GAG)7 21 6146414 6146434 ATCACAATGGGCTGAGAAGG ATTTGCTTCCGACTCGTGAT 221

Ad03A2581 Aradu.A03 2581 p3 (TTC)5 15 6154690 6154704 CTGCCGAGAGTTCCATCTTC AGGAGAAGACGAAGCCACAA 171

Ad03A2582 Aradu.A03 2582 p3 (GAA)5 15 6155518 6155532 AGCTGTGAGACCCTCCAGAA GACATGATACGATTAAATAACGTCG 146

Ad03A2586 Aradu.A03 2586 p3 (ATA)19 57 6158792 6158848 TTTTGTTACCGTTGGCCTTT TGGGATAGAATATGCTGTTGAA 235

Ad03A2590 Aradu.A03 2590 p2 (TA)6 12 6163609 6163620 TGAATTTTTGTTTTCAACCAATC AGAGCGATAGCACAGCGAAT 278

Ad03A2591 Aradu.A03 2591 p2 (GA)8 16 6167570 6167585 AGAGCGACGACGATTTGAGT CGGTTCGATCTGGTTGATTT 243

Ad03A2594 Aradu.A03 2594 c (TA)9(GA)7 32 6171041 6171072 TTTTTGGACGCGGAATTAGT TTTGTTCAAAAAGTGATGCAAA 236

Ad03A2596 Aradu.A03 2596 p3 (TTA)23 69 6173573 6173641 ATTTATTTGCACGTCCCCTC TCGAAATATAAACAAAATAGCACGA 251

Ad03A2598 Aradu.A03 2598 p2 (AT)6 12 6177152 6177163 GCATACCAAAGAAAGGCCAA GATCAAAGGAACCGCATCAT 193

Ad03A2603 Aradu.A03 2603 p3 (CTT)5 15 6194211 6194225 TCTGGATCCGCTACTGTCCT AGAAGAAGATCGAAGGGGGA 152

Ad03A2604 Aradu.A03 2604 p3 (CTC)6 18 6196805 6196822 TGCCTACCAAAAGGTCCAAG GTTCCCAAGATTGGTCGAGA 132

Ad03A2609 Aradu.A03 2609 c (AGG)9agatggagatggaggtggtggtgacgacaataacgaatgagaaagatgaaaaaatagagaaggatgaaaagaa(GAT)7121 6211207 6211327 GGAAGGAGGAGATGGAAAAA CCTTCTAGGAGTATTGAATTAGGCG 186

Ad03A2612 Aradu.A03 2612 p2 (AT)13 26 6214708 6214733 AAAACTCTGATAAAACATATAAACGCT TGTGTGTGTGTTTGTGTATGTGTG 143

Ad03A2613 Aradu.A03 2613 p3 (TTA)8 24 6214863 6214886 CACACATACACAAACACACACACA CCAAGGGCAATAATTTGGAA 246

Ad03A2614 Aradu.A03 2614 p4 (TTAT)5 20 6216794 6216813 TTGAAACTCGCCTCTCACAA TGTACTTCATAGCTCGCGGTT 274

Ad03A2622 Aradu.A03 2622 p4 (AAAT)5 20 6261202 6261221 TCCAAGATAAGAAATCACACGG CTTCTTGAGAATTACTGGCGG 240

Ad03A2623 Aradu.A03 2623 c (ATT)5ac(TAT)14 59 6275211 6275269 GCTTGTGAATGCCTCTTCCT GAGAGCCGTAACAACAGAGATG 247

Ad03A2625 Aradu.A03 2625 c* (A)11(AC)6* 22 6277272 6277293 TTCTTTTCTTGTTCATCTTCTCTTTG GGCGGGAAGTAGTAGCTGGT 267

Ad03A2626 Aradu.A03 2626 p3 (AAT)5 15 6278416 6278430 CCTATAGGGACGGCTATTATGTT TGAGCCATCAATTAGTCATCAA 223

Ad03A2630 Aradu.A03 2630 p3 (ATT)12 36 6284131 6284166 AGGCAAGGGTCATAGCTTCA GGGCACAAATGAGCAAAAGT 214

Ad03A2635 Aradu.A03 2635 c (T)11aggctctagt(TA)6ctgtaattctataaga(GT)6ttgggggggcac(GA)1297 6296300 6296396 AGCTGCTCTTTTCAGTTTCCA TCTTGTCACCTTTTTCTAGCCA 195

Ad03A2637 Aradu.A03 2637 p2 (AT)8 16 6297122 6297137 CACAACGCATCTCACACAAA AATGCAACGGTCTCTGGTCT 277

Ad03A2641 Aradu.A03 2641 p4 (TTAA)5 20 6319102 6319121 TGGTTGATACAGAGAAACCCG TCGGCAAAGGGAAAATAGTG 149

Ad03A2643 Aradu.A03 2643 p4 (AATA)5 20 6324259 6324278 TGCTCAATCTTTGTCATGTGG ATGCAGCTTCCTTTCCCTTT 106

Ad03A2644 Aradu.A03 2644 p3 (GAG)5 15 6326636 6326650 CATCAGCTAGCAGCACAATGA CAATTGTGGGTGAGGGATTC 150

Ad03A2648 Aradu.A03 2648 c (GAGT)6gactatgcaccaagccagagctgttagtttagaatttagattatagaacttgaagaactataactgcttttt(TTA)5111 6339408 6339518 AGGGTTTTGTTGAGTGGTCG GCTTGTGCACAGTGCGTAGT 273
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Ad03A2652 Aradu.A03 2652 c (T)13catttgaatttctttttcttcttcttcttttttcttctcctcatc(CAT)676 6351413 6351488 AAATTCACGTATTTGTTATAGCTTTTT CATCAACATGGCAAAAATTCA 273

Ad03A2654 Aradu.A03 2654 p3 (AGA)5 15 6353481 6353495 GTTTTGAGGCGAAGTGAGGA TGTTTTGGCCTCAGGAAAAC 217

Ad03A2655 Aradu.A03 2655 p3 (ATT)5 15 6354019 6354033 CACTGACGAAACCATGTTGG AAACCCCAAATAAAACCTTGC 250

Ad03A2656 Aradu.A03 2656 p2 (TA)8 16 6354159 6354174 TCTGTGCAAAGCAAGGTTTT CATATTTTAGGCCTCCCGGT 220

Ad03A2658 Aradu.A03 2658 p2 (TA)6 12 6357982 6357993 TGGTTAGTGTTTCTCCATGCAA CTAAAACCCAATCGTTTCCG 203

Ad03A2659 Aradu.A03 2659 p2 (AT)8 16 6358575 6358590 TTCTCTTCATCCAGACATTTTCAA TGGTTTCAATATATGTTATTTCGATT 230

Ad03A2661 Aradu.A03 2661 p2 (CT)6 12 6361371 6361382 CTTTCCGTTCGCAACAGTTT TAAGGGTTGGGAATTAGGGG 119

Ad03A2662 Aradu.A03 2662 p3 (TAT)20 60 6361787 6361846 TCTGCGTGCTGATTCTTGTT CAGGTCCCAAACTCCCAATA 146

Ad03A2665 Aradu.A03 2665 c* (A)10(AAAT)5* 27 6364162 6364188 TGATCTATGGTGAGGGCCTG TTTGAACAGGTTCCCTCTGC 206

Ad03A2667 Aradu.A03 2667 p3 (TTA)8 24 6365189 6365212 CCGCTTATGACCCATTCTTG ATTCCCATTTGAAAAGCCCT 199

Ad03A2675 Aradu.A03 2675 c (A)11tattaagatggcaaaatcttattatatcaaactcttcaataattatatgatataacaacatttaattttaaatttgagttagttcataaaatc(T)10114 6380023 6380136 ACCTTTCGATCTTTTCCGGT TGGGTGCTATTCCAACTCTCT 269

Ad03A2676 Aradu.A03 2676 p2 (AT)12 24 6386950 6386973 CCCAAAATCTTATGCTTTCCA TCACCACAGTAGGCATCTGG 180

Ad03A2677 Aradu.A03 2677 p3 (AAT)6 18 6387265 6387282 TCCATTTCAATCCCCTTTTT TTCATAATCTCCCTGTCTCCC 274

Ad03A2678 Aradu.A03 2678 p3 (TTC)6 18 6388389 6388406 CCGAAATTTGCTGCAACTAC TCTTCATCTTCCTCCTCCTCA 279

Ad03A2685 Aradu.A03 2685 p6 (CATCAC)5 30 6416084 6416113 TGGATGTTTTGGCTGCACTA ATTCAGAACCAGCAACAGGC 174

Ad03A2687 Aradu.A03 2687 p3 (ATT)11 33 6422865 6422897 TGGTGGTGACTACTGATCAAATG GACACTGACAACCCCATCCT 237

Ad03A2698 Aradu.A03 2698 p2 (AG)6 12 6448225 6448236 ACCGATGGTTTTTGAGATGC AATGGGGTTTTATTGGGAGG 157

Ad03A2699 Aradu.A03 2699 p3 (GAA)6 18 6448697 6448714 CCTGAAAAATGGAGGGAAAA CCACTTTTTGAGGAGCAAGG 142

Ad03A2700 Aradu.A03 2700 c (TC)7(T)13 27 6448853 6448879 CCTTGCTCCTCAAAAAGTGG CGGTGTTGCTGAGAGAACCT 198

Ad03A2701 Aradu.A03 2701 p4 (ATAG)5 20 6451102 6451121 TCATTAGCAAAGAAAAGATGGC CAGCACCATTGCTTACTTGG 154

Ad03A2702 Aradu.A03 2702 p2 (TA)6 12 6452286 6452297 TTTTCTTTGGCAAAAGTTATTGG TGCAATAACAAAACAAAAACGAA 257

Ad03A2704 Aradu.A03 2704 p2 (AT)6 12 6463281 6463292 CAGTGCTGGGTTTACAAGAGC CAAGGTCCACAAGGACCAGT 179

Ad03A2708 Aradu.A03 2708 p2 (TC)14 28 6469530 6469557 GGGAATGGAATCTCTGTTGG GTGTGTGCAGGTATGGTTGG 265

Ad03A2709 Aradu.A03 2709 p3 (TTA)7 21 6470292 6470312 TGGTGGTGAATATCTTGGCA TCCCTCTAACTTGGCTGCAT 270

Ad03A2710 Aradu.A03 2710 p4 (TTCT)6 24 6475670 6475693 TCTTCTCCGTCAGTGCTTCA TGGATGACGATGAATCTGGA 239

Ad03A2711 Aradu.A03 2711 c (AGA)9ggcc(GAG)752 6477736 6477787 GCTCCGAGCTGTGTATGTGA TGACTCATTCCGTTGGTGAA 252

Ad03A2712 Aradu.A03 2712 p3 (TTC)7 21 6477958 6477978 GCAAAGCCCTTTCACTTTCA ATCCAACAGCACAATGACCA 279

Ad03A2715 Aradu.A03 2715 p2 (TA)13 26 6484541 6484566 TTTCCTACCAAACACCCAGC TCCCTCCCCTCTTCTCTCTC 152

Ad03A2717 Aradu.A03 2717 p3 (CAC)6 18 6491170 6491187 GGCTGCCAGCTACAGGTATT TTCGCCATTATCACCATTTG 248

Ad03A2719 Aradu.A03 2719 c (T)11cattaaatggatatttttgcaagtcacagaacaaactttggaacgttttctttttc(T)1178 6493029 6493106 ATGCGAATTGTTATGTGCAA GGGTTTGTCGAGGCACTTAC 216

Ad03A2720 Aradu.A03 2720 p3 (TTA)15 45 6494178 6494222 AATTCTGTTTTTAGCATTTAATGTGTT CACCGTACTGGTGATGTATTTGA 232

Ad03A2722 Aradu.A03 2722 c (GA)6aagaaagaaagaaagcaagctagacacacaggacattccattttgaccactcctgacagcaacaca(CT)690 6499770 6499859 AAACCCAGTAAGATGCCAGC ATCGGATGAAATTTGGGGA 223

Ad03A2726 Aradu.A03 2726 p3 (CTT)6 18 6515029 6515046 GGTACGTTGCTTGCCTTCTC TCATCTTCTGCTGCTGCTTC 194

Ad03A2728 Aradu.A03 2728 p2 (GA)17 34 6526545 6526578 CAGCAAACAAAAACGCTCAA GCGCTATCTCCTCTCCAGAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A2730 Aradu.A03 2730 c (AT)7aatgtgccgagaccaacgaggacatgacgtttatatctcaaatgggatattctcgagt(A)1183 6527437 6527519 GTCTTTGTTGCCCGAGAGAG TCACCGAAGAAGACGTCAGA 276

Ad03A2737 Aradu.A03 2737 p2 (CT)92 184 6536418 6536601 TGCCGAGTCCCTTTTCTCTA CAACGGCGACTAAGTGATGA 275

Ad03A2746 Aradu.A03 2746 p3 (CTT)5 15 6562737 6562751 AGAGCGTCATTACACGTGCTT TCAAATTCAGAACACCTGCG 228

Ad03A2747 Aradu.A03 2747 p2 (AT)6 12 6563748 6563759 CGTGACCTAAAATTGATTAGATGTG CAGATTTAGATGGGTTGCTTTTT 264

Ad03A2749 Aradu.A03 2749 p3 (TTG)7 21 6576631 6576651 CGGTCTCGCTGTAGACATGA TTGTGAAAATTGGGAGTTTTG 196

Ad03A2752 Aradu.A03 2752 p4 (AAGA)5 20 6581560 6581579 TCTTTCTTGCTTGCACCCTT ACAACGTGATGCCTACCACA 162

Ad03A2753 Aradu.A03 2753 p3 (TTC)5 15 6583605 6583619 GGGGATGACCATTCTTCCTT AGAGGCTTGATGTGCGTCTT 265

Ad03A2761 Aradu.A03 2761 c (ATA)5agattcaatcatatttttttgaaaattaaattaaaaaatttgt(ATA)573 6599774 6599846 TGATGATGAGAATAATAAGAATAAGCG GCTTGCTTTGAGTTGGGCTA 273

Ad03A2763 Aradu.A03 2763 p3 (ATA)6 18 6610024 6610041 CAACCCCCTTTTTCTAAGCC TGAACCCGCAACTTCTTAGG 136

Ad03A2764 Aradu.A03 2764 c (ATA)5acgaaggtgacatct(AATA)5acagtaagaagactctatcatattttctaaaaaaattaaattaaaaatttcgtattattataaaatttcgt(ATA)10151 6610195 6610345 AAGACTGAATCATATTTTTCTGCAA CGCGATAGGCGAATATAGGA 253

Ad03A2768 Aradu.A03 2768 p2 (AT)6 12 6629132 6629143 ACTCAGGCCATAAACTTTTGTT AAGTTGTGAAATTAATTGGGATTTT 273

Ad03A2774 Aradu.A03 2774 p3 (CTC)5 15 6632608 6632622 ATTCTTTCTCACCGACACCG GCGAACACAATTGACAGGGT 148

Ad03A2781 Aradu.A03 2781 p3 (TAT)5 15 6668806 6668820 TTGTGAAACAGTACAAGAAAGCC ATTCGTCCTGGTGGATTCAG 207

Ad03A2782 Aradu.A03 2782 p2 (TA)11 22 6669210 6669231 CGAATTATGTGCAAGCAACG CCATCTCCCCTCTTTGTTGA 274

Ad03A2783 Aradu.A03 2783 p2 (TA)8 16 6679283 6679298 TGCGTTCAATTCGAAAACTG TGTCATCTATTTGGAGCAAGTTGT 154

Ad03A2784 Aradu.A03 2784 p3 (AAT)22 66 6680024 6680089 AAACATTAAACCTTAAACCTCTCAAC GTCGCTCCACCATCAATCTT 274

Ad03A2785 Aradu.A03 2785 p2 (AT)8 16 6680711 6680726 TCTGCATAATTTTAGCCGCC TGAAAACGGGTTAGGCTCAT 279

Ad03A2788 Aradu.A03 2788 p2 (TA)6 12 6704596 6704607 CAATTTTACACAACAACAACATTGAA CTCGTGCTGATAACGTGTTG 279

Ad03A2789 Aradu.A03 2789 c (TA)6cattacaacatataatattat(TA)645 6710009 6710053 GCCTCCGTCAATTTTACACAA TCTCGTGCTGATAACGTGTTG 267

Ad03A2792 Aradu.A03 2792 p3 (CAT)7 21 6715348 6715368 CACATCCATTCCCTTTGCTT TCCTGATATCGGAGTCGGTC 244

Ad03A2793 Aradu.A03 2793 c (TAT)5tgaaatatgggatcactatgataaagatattagaaatgtc(T)1065 6716353 6716417 TCAGCCCGGAATATTGAGAC CGTCCAATAATAATACGACACACA 210

Ad03A2794 Aradu.A03 2794 p2 (CT)11 22 6716723 6716744 TTCGCAAACGTTTAAATCCA AGCAGCAGAGGGTTGGTCTA 221

Ad03A2797 Aradu.A03 2797 c (TA)8tttttatttcatttaaagaatataagaaaaaaaatcatactttatcaaataattaaaaaaaattaagaaaatttatgttatgaaaaatg(T)10115 6726897 6727011 ATACCCGAACAACCGAACAA TGCAATTATATCCACTTTTGTCTAGTG 271

Ad03A2798 Aradu.A03 2798 p2 (TA)9 18 6727456 6727473 AAAATCTGGAGAGGATCTATTCAAAA CATCAACACACCTAATAAAATGAACA 226

Ad03A2807 Aradu.A03 2807 c (TG)8(TAA)5 31 6752334 6752364 CACCCACCTCCAGCACAT TGATGCCATGCTTTGGAGTA 277

Ad03A2808 Aradu.A03 2808 p2 (AT)6 12 6752923 6752934 TTCGGGTCATTAAAAGGCAC CCCAGAAAGATTTGCTTCCA 240

Ad03A2809 Aradu.A03 2809 p2 (AT)14 28 6754988 6755015 ACTGCATTACCGTGACCTCC CCTCCTCCTTTACCACCCTC 258

Ad03A2811 Aradu.A03 2811 p2 (AG)18 36 6762270 6762305 AGCATCAGTGCCACACAGAG TCGTCCTCGCTAAGGTCAAG 213

Ad03A2812 Aradu.A03 2812 p2 (CT)6 12 6762923 6762934 TGGAAGCAGAAAAGGGAATG TATTGGGTTTGTGCCTTGTG 216

Ad03A2814 Aradu.A03 2814 c (A)11ctactagaccaacccaatttggtaataaatcgattatttataagacaagtgcttttctttaaccgtaatggagatcatcc(A)13104 6764661 6764764 TCCGAGGGATTAGTCATTGG TGTTGCTTCACTGTTCCTTCA 202

Ad03A2823 Aradu.A03 2823 p3 (CAT)8 24 6773819 6773842 GCCCAAAGTGGGTGATTATG TTGTTTGGTGAACCTAGCCC 248

Ad03A2827 Aradu.A03 2827 p2 (AT)6 12 6783649 6783660 GCAAACAAGTTTCATCAGCG CGTACAAATTTGCAATTATAAGCA 217

Ad03A2830 Aradu.A03 2830 p2 (TA)13 26 6796544 6796569 AAAGGTTTTAGCGCGACGTA AACCTAAATTCTTGTTCTCCTGATG 101

Ad03A2831 Aradu.A03 2831 p3 (GAA)8 24 6797967 6797990 AAGAGAGAACGCACGAAGGA TATACGATTTCCATGGCGTG 166
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Ad03A2832 Aradu.A03 2832 p3 (TTA)14 42 6799243 6799284 TGGGTGGTGAAGTCATGAAA ACAAACCTAATTTGCCGCAC 273

Ad03A2834 Aradu.A03 2834 p2 (AC)8 16 6807232 6807247 CATCCGAAGTAAATTCCCCA GCGGAGAAGCCTAAGAAGGT 262

Ad03A2835 Aradu.A03 2835 p2 (TC)9 18 6807650 6807667 AGGCTTGGAGGAAGAAGGAG CCGCGAAAAGGAAGATAAGA 270

Ad03A2837 Aradu.A03 2837 p2 (TA)7 14 6808951 6808964 AACTCCTTGCCGGAGAAAAT CTCATCTCCTCCAACGAACC 254

Ad03A2838 Aradu.A03 2838 p3 (CTA)5 15 6818281 6818295 ATTGATCCCTTCACATTGCC GATGCATGCTGAAAACCTGA 197

Ad03A2839 Aradu.A03 2839 p2 (AG)7 14 6818520 6818533 AGCCGCTACACAACCCTACA TTTTTGATAGGCCGATAGCA 271

Ad03A2841 Aradu.A03 2841 p2 (CT)24 48 6825587 6825634 TACCCCTCACAAACCCTCAC CAAGACGTATGGCCTTTTCA 254

Ad03A2846 Aradu.A03 2846 p2 (AT)7 14 6830901 6830914 CGAATGCATTGGAGGAGAAT AGTGTGGATGGCATGAACTG 249

Ad03A2851 Aradu.A03 2851 p2 (TC)7 14 6834793 6834806 GACACCTACCATAATATTTTACACACA TCACTGAAAGTGTAGGACTAACCG 264

Ad03A2852 Aradu.A03 2852 p2 (AT)7 14 6836337 6836350 CAATCTCCAAAACGAATCCAA TGATCATTTTTAACTAAACACGCAA 263

Ad03A2853 Aradu.A03 2853 c (TCTTCC)6(TCT)7tcctct(TCTTCC)593 6837170 6837262 TCTTCTTCACTCACCGTGGA TCAGAAACCATGAAAATCGAAA 232

Ad03A2854 Aradu.A03 2854 c (AAG)5aggaggaagaggaagaagaatgtgcagc(AAG)661 6838002 6838062 CTCCTCCTCATCCTCTGCTG TCTCTTTCTCCTTCTTCAACCG 256

Ad03A2855 Aradu.A03 2855 p3 (TAA)5 15 6838778 6838792 AATTCACGGCAAAATGGAAC AAAGTAACATTCATAAAGGGCGA 248

Ad03A2859 Aradu.A03 2859 p3 (AGA)6 18 6858656 6858673 AGCGCGCTTCTAGACACTTC TCTCTTCACTTCCCTCCCAA 140

Ad03A2861 Aradu.A03 2861 p3 (AGA)5 15 6862315 6862329 TCAAGCAAGGAAGGGAAGAA AGAGAAACGAGCACCGAAAA 240

Ad03A2864 Aradu.A03 2864 p3 (CAC)5 15 6865674 6865688 CAAAACACGTTCTCCCCACT TCAGCCACTTTGTGTCTTCG 226

Ad03A2867 Aradu.A03 2867 p2 (AT)7 14 6878609 6878622 TGGTGCTTGAGGACAAAGTG CAGCCTAAGGTGGTTGTGAAA 280

Ad03A2871 Aradu.A03 2871 c (A)11gaaataaaataataatcagtgcgacatcccagcaaaatctacatgatacgaaattatc(TTA)584 6887635 6887718 CGTGGGAGCAAATGAAAGAT TGCTTGTGTCTGGCTAGTGG 238

Ad03A2873 Aradu.A03 2873 p2 (TA)6 12 6891276 6891287 CGACTCAGTGAAAGCTCACG GAATATGCTCAACTCATTAGCTCG 236

Ad03A2875 Aradu.A03 2875 p2 (AT)6 12 6902073 6902084 CTGTAACCGCGCTGTGAGTA TTTGCTATGGTGCACATGTTT 228

Ad03A2883 Aradu.A03 2883 p2 (AG)7 14 6916056 6916069 ACTTCTGACTCGGTGGCTTG CCTCCTCAGATCTTCCACCA 203

Ad03A2889 Aradu.A03 2889 p3 (ATT)5 15 6927762 6927776 TCAATCTCAATCCACCCTCC TGTGTCTGTGTTTTTGTCCCA 242

Ad03A2894 Aradu.A03 2894 p3 (CTA)7 21 6940285 6940305 ACAAGAAGCCAAAGCTTCCA CTCTTTGACTGCTGGTGGTG 280

Ad03A2897 Aradu.A03 2897 p2 (TC)8 16 6942913 6942928 CAAAACCGTCGTTTGTTCCT TTTGCCCAAAATGAAATCGT 150

Ad03A2898 Aradu.A03 2898 p2 (TA)6 12 6946172 6946183 GCCAAAGACACACTTGCTCA ACACAAAAGCACAACCACCA 171

Ad03A2899 Aradu.A03 2899 p3 (TAT)5 15 6950449 6950463 CGACCTTGGCCTAAGTCACA ATTTCCAACTTTGCCACCAT 267

Ad03A2902 Aradu.A03 2902 p3 (TAT)6 18 6963995 6964012 TTTGTCCAAACTACTACAAGCAAA CTCGTGCAAGTAGCGTTGAA 270

Ad03A2903 Aradu.A03 2903 p2 (AT)6 12 6965088 6965099 TGGCATTCACTTATGAAAACCTA AGGAGACTTGAGCTATTTAACAAATTA 278

Ad03A2904 Aradu.A03 2904 p3 (TAT)6 18 6965957 6965974 CGACCTTGGCCTAAGTCACA TTCCAACTTTGCCACCATAA 280

Ad03A2908 Aradu.A03 2908 p2 (TA)7 14 6973875 6973888 CCATCATATAGGAATTGGTCCAT GTGCATAGCACGGGTGATTA 241

Ad03A2909 Aradu.A03 2909 p2 (AT)6 12 6982573 6982584 TGCAATACCACCACAACACA AAGTGATCGGCCAAGGTATG 275

Ad03A2911 Aradu.A03 2911 p2 (TA)7 14 7006157 7006170 TCACATTTTTACTTGGATAGTTGGA TTTGCCACCACAACTACTGG 240

Ad03A2916 Aradu.A03 2916 p3 (TTA)5 15 7015848 7015862 CCAAGGCCTGTAGCAGTAGC TGACATTCTTCAAATTGGTGACA 158

Ad03A2920 Aradu.A03 2920 p3 (TTA)17 51 7024113 7024163 TCCATAACGTGAAGGAATGAA CATCCTCATAGTTGGGTATGTCC 269
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Ad03A2921 Aradu.A03 2921 p2 (TA)6 12 7028413 7028424 AAAATATTCGCGGGACAAAA TGCATGCAATGTTTTCTTAAA 240

Ad03A2924 Aradu.A03 2924 p4 (ATTA)5 20 7034170 7034189 TTTTTGGGTCGTCACTGGTA TGTACAGGGGGTACAATCCG 225

Ad03A2928 Aradu.A03 2928 p3 (TAA)5 15 7043533 7043547 GGGGTTGAAAATTTGTTTCG CCACTGAGTCGAACCCTAGC 248

Ad03A2929 Aradu.A03 2929 p3 (AAT)7 21 7048643 7048663 TTGTTAATGCATCAAAATTAAACTCTT CATTTTAAGCCACTAACGTAACAA 238

Ad03A2930 Aradu.A03 2930 p3 (TAA)16 48 7057331 7057378 TGGCCTATTGATTGGAAAAA TTTTGTGCCAGCTCATTCTG 235

Ad03A2932 Aradu.A03 2932 p2 (AC)9 18 7065655 7065672 TCATCACCATCACCATCACC GACAAAAGCCTTCACCTTCG 209

Ad03A2933 Aradu.A03 2933 p3 (TGG)7 21 7065912 7065932 AAGAATCAGTCCGGGGAAGT ATGAACCCAAGTGAAGCACC 218

Ad03A2934 Aradu.A03 2934 c (A)10gacacttttaacttgtgacgttatttttctttcagttttcattgtcaatttataac(A)1076 7066628 7066703 TTTTTGCTTAGTGCTTTACGAGAA GACACCCTAACTCATCGCCT 201

Ad03A2936 Aradu.A03 2936 p3 (AGG)5 15 7075773 7075787 ACAAGGGGTTGAGAGGGAGT TTATTTCCGAGTTGTTCCCG 205

Ad03A2937 Aradu.A03 2937 p2 (TC)19 38 7077873 7077910 TAGTTCGTGGGTTTCCGAAC GCTGTAGTACCTGAAGCCGC 252

Ad03A2938 Aradu.A03 2938 p6 (GATTTT)5 30 7080250 7080279 GGGGTTTTGTGAACTCGGTA TTTCGGAACCTGGTATGGTC 245

Ad03A2940 Aradu.A03 2940 p3 (AAC)5 15 7084746 7084760 GAGTCTTTATCGCCGTCTGC GAAAATCAGCTTAACCGGAAGA 187

Ad03A2942 Aradu.A03 2942 p2 (TC)6 12 7085821 7085832 GGTCATTGTTCTCGCAGGAT ATGGATGGAAAAAGAAGGCA 179

Ad03A2943 Aradu.A03 2943 p3 (TAG)5 15 7086448 7086462 AATTTTGCATTTTCCGGATG CTTCTGCCAGCAACAAATGA 252

Ad03A2945 Aradu.A03 2945 c (A)11tactcgatacccaatc(T)1037 7089834 7089870 CGTGAAAGTGAAATGTGCCT TGTTGGAGAGGGTTACTGGG 160

Ad03A2949 Aradu.A03 2949 p2 (AC)6 12 7091466 7091477 CCCTTTCTCATTCCCTCTCC GACGTAAGTGGCCCAAGTGT 123

Ad03A2951 Aradu.A03 2951 c (TAA)5aaatattattttaattttaacaacactttttaaaactgttatagcatgataatatagtcatactagaatgac(TA)699 7095040 7095138 TTTCATTCTTTTTCACATTTTGG AGGCATTCCCACACCAACT 276

Ad03A2954 Aradu.A03 2954 c (CTT)6ctct(TTC)5 37 7098824 7098860 CTTACCCCTACCCCCAAAAA CCGGCTAAATGGACCTACAA 236

Ad03A2956 Aradu.A03 2956 p3 (ATT)14 42 7110259 7110300 TTGTTCCAATTTCCAAAGCA TGCATGTCATCAAAATCCGT 185

Ad03A2957 Aradu.A03 2957 c (A)10tctagtttcttaaaattttgcccttatttgttattcttgtgtaaataatatcctttcattgcaatttgt(A)1291 7110555 7110645 AGGGATATCACTGGGTTTAGTTT CACATTCATTTAAAACAGTTACCTTTC 225

Ad03A2959 Aradu.A03 2959 p3 (AGG)8 24 7132188 7132211 CTCGGAAAGTAGTTGGGCAG TCAGGAGTCTTACCAACGGG 193

Ad03A2966 Aradu.A03 2966 p3 (ATT)8 24 7153397 7153420 CAACCTTGGCCTAAGTCACA AACAGCGAATTAACACACACG 182

Ad03A2967 Aradu.A03 2967 p3 (AAT)7 21 7154311 7154331 TCCGCAAGTACCAAAACAAA CACTTGTAAAACCGTACAAAGCC 112

Ad03A2972 Aradu.A03 2972 p2 (AT)11 22 7160059 7160080 AAACCAGGAAGTGATTGCTGA CAGCATAACCTCCTCCCAAG 216

Ad03A2975 Aradu.A03 2975 p3 (TTA)8 24 7165060 7165083 TTTAAATGGGCGAGTTTTGC GCACAATAATGTGAACGACGA 191

Ad03A2978 Aradu.A03 2978 p3 (TAA)8 24 7175332 7175355 GGTGTTCGAATCCTAGCACTG AAGGTCCAATTTGCTTAAAATAACA 230

Ad03A2979 Aradu.A03 2979 p3 (TAT)7 21 7175553 7175573 TTTGTTATTTTAAGCAAATTGGACC AAACTAATGGATTGAACTTGGCA 175

Ad03A2980 Aradu.A03 2980 p2 (AT)8 16 7176195 7176210 CCAACATGCCCAAATAAACC AGCAGCATAACCTTCTCCCA 237

Ad03A2981 Aradu.A03 2981 p3 (ATA)6 18 7178298 7178315 TGCAACTTTGCAACCAAAAG TTCTTGCTGGTCCCAAAAAC 117

Ad03A2985 Aradu.A03 2985 p3 (ATA)5 15 7200981 7200995 TTCATAACTGAAACACGACATTTT ATGTGGCTGGAAACATCGAC 254

Ad03A2987 Aradu.A03 2987 p3 (ATT)18 54 7205964 7206017 CCCATGGATGATGGATGAGT TCCATGATAACTCATTTTTAGTATGC 279

Ad03A2990 Aradu.A03 2990 p2 (TC)6 12 7208622 7208633 TTCTTTCTCCCTCACCTCCA GAACATGCAAGCAACCCTTT 261

Ad03A2994 Aradu.A03 2994 p2 (TA)8 16 7213847 7213862 TGGCTCAAATTTCGTATCCC CAGCAAGTTAAAGCATGGCA 239

Ad03A2995 Aradu.A03 2995 p2 (TA)6 12 7215774 7215785 TCAGAAATCAACAGTTTGCCA AGTGACAAAGCGGATGTTGA 269
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Ad03A2996 Aradu.A03 2996 p2 (AT)6 12 7217476 7217487 TTGTAACACCCCATCACCCT GACTAGCCGGCCTAAACTCC 273

Ad03A3002 Aradu.A03 3002 p4 (TTAA)5 20 7266413 7266432 TGTTTCTTTCATTTGAGAAACCAG ATGCCAATTTCTTCAAACCG 169

Ad03A3004 Aradu.A03 3004 p3 (AAT)6 18 7270235 7270252 CACATGCATCATTGTCATGG CTAACTTCCCTTGGTCGTCG 241

Ad03A3006 Aradu.A03 3006 p3 (GAA)5 15 7272136 7272150 TGTAACGCAATCAACGGTGT TTTTGGGGCAGTTTTTCATC 215

Ad03A3007 Aradu.A03 3007 p3 (ATA)5 15 7274667 7274681 GTATGAATTTGGGGAGCGAA TGCAAGTGTGAGGAGTGCAT 279

Ad03A3008 Aradu.A03 3008 p2 (TA)7 14 7275707 7275720 TGTTGTAATGGAATATGCACGA TTGACCATATGAGTGCGAGC 156

Ad03A3011 Aradu.A03 3011 p5 (TCAAT)5 25 7283951 7283975 CCGAACACGTACTCATGGTG TTGAATGAGAGCGATTTGGA 245

Ad03A3012 Aradu.A03 3012 p2 (TA)7 14 7284445 7284458 CGCGTCTGGCCAATATTACT TGCAGAATCAACTCCTCTTGTG 163

Ad03A3015 Aradu.A03 3015 p2 (AT)7 14 7291280 7291293 CGATTTTTCTCGGTAGACGC TAAACCATTGGACTGTCCCC 208

Ad03A3016 Aradu.A03 3016 p3 (ATT)5 15 7293665 7293679 ACCGGCAACTACAGGACAGT TTTTTAAATAAGTCCAACATCTCATTG 222

Ad03A3018 Aradu.A03 3018 c (T)12atttcggtttaatattaaacataagttgtgttttactaagttag(A)1066 7301813 7301878 TGAACCAAAAAGTGGCTCATT GCAAGTTACGTTTTGTGGGC 233

Ad03A3028 Aradu.A03 3028 p2 (TA)7 14 7318478 7318491 AGATGTTGCGATTTTCTGCC GCCATTGTCCAATTCCACTT 158

Ad03A3033 Aradu.A03 3033 p3 (GAA)20 60 7329235 7329294 CGTTGAAGTCAATCCAGATCC ATTTGTTTTACACGCGCCTC 239

Ad03A3039 Aradu.A03 3039 p3 (ATT)5 15 7340538 7340552 TCCTCATGATGCATCGAATAAC TCGATGTCCCGCTATTTTCT 158

Ad03A3041 Aradu.A03 3041 p3 (AAT)9 27 7346446 7346472 CGCGCATGTCAACTCATAGA AGCACGTGAGTGTGACCTTTT 263

Ad03A3048 Aradu.A03 3048 p2 (AT)6 12 7353942 7353953 CCAACAAACCAAAACGAGTTC CCATATTTGCATATGCTTGATGA 260

Ad03A3049 Aradu.A03 3049 p2 (AT)7 14 7356926 7356939 GTTTGGTTGGTTTTCGATCC TTTGTGGTACATCCGTACTATTCC 279

Ad03A3053 Aradu.A03 3053 c (A)20tttgttaccattgacaacacaattgactatttaaaataggtgatgaattctatcaa(T)1086 7367002 7367087 TGTGTACGTGTGAATGGGGT CACCCACTAAATCCCACACC 261

Ad03A3054 Aradu.A03 3054 p3 (ATT)16 48 7368506 7368553 GCTGCTGAAACAAACACCAA CAACTTGTATATGCAACATCCCA 224

Ad03A3055 Aradu.A03 3055 p2 (TC)10 20 7373560 7373579 TCCACCCCTAAACATCGTTC AGTTGCAGACCATAAACGGG 223

Ad03A3057 Aradu.A03 3057 p3 (TAT)5 15 7375868 7375882 AAGATGCTTTGGGGAGCTTT GCCACCATGTAACGCAAGTA 209

Ad03A3059 Aradu.A03 3059 c (A)10ctatatgaatat(A)1133 7379467 7379499 GCAGTTGATACATTGCATTCG AATGCAGAAGCCGAGACACT 156

Ad03A3063 Aradu.A03 3063 c (GAA)6ggtggtgatgatggaaatt(AG)955 7386074 7386128 ATGCAAACAAATGCGGAAAT CCGGGGCAATAAGGTAAAAC 230

Ad03A3068 Aradu.A03 3068 p3 (TCA)5 15 7397620 7397634 AGAAACGAAAAGCGGTTTCA TGGAATTGCCCATACTGTGA 262

Ad03A3072 Aradu.A03 3072 p2 (AT)6 12 7408393 7408404 ACCTAATGGCGGATTGACAG TTGGTAGGTTTCAACGGAGC 267

Ad03A3074 Aradu.A03 3074 p2 (AG)10 20 7409515 7409534 CCCAATAAGAATAACATGACCTGA CACAACGGCGTTAAACACAC 271

Ad03A3079 Aradu.A03 3079 p2 (AT)7 14 7417064 7417077 TTAGACCCTTCGGTCTGACG AAGGGAAAATACACGGACCC 278

Ad03A3081 Aradu.A03 3081 p3 (GAA)5 15 7425834 7425848 AGCCGTTCTTGGTTCTCTGT TTGCCATCTTGCTAATCGAA 142

Ad03A3083 Aradu.A03 3083 p3 (AGG)5 15 7434868 7434882 ACAAGGGGTTGAGAGGGAGT CCGAGTTGTTTATGCCGACT 199

Ad03A3084 Aradu.A03 3084 p3 (TAA)6 18 7436900 7436917 GCACAAGTCGGAATGGATCT AAACATTATTAACAAAACCGTTTACTG 175

Ad03A3089 Aradu.A03 3089 p3 (TTG)5 15 7439933 7439947 TGCTTGTCATCATAGCAGGG TTTTGAAGAGACATTTTGAGCA 190

Ad03A3091 Aradu.A03 3091 p2 (GA)6 12 7456425 7456436 CAAGCCATCTGGGAAGAAAA GGCTAACACCATGGCATCTT 205

Ad03A3095 Aradu.A03 3095 p3 (AAT)11 33 7471570 7471602 TCCACTGTTTTACAACAAATAAATGA CACATTTTCAAGCTTTCAACC 261

Ad03A3099 Aradu.A03 3099 p3 (GAA)5 15 7473297 7473311 TTAAACCGTCACCGCCTAAC TTGCCCCTTCGAACTCTCTA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A3104 Aradu.A03 3104 p3 (GGA)5 15 7477865 7477879 GCAACGATGATGATGACCAC CAAACGAAGGAGGGTAGCTG 208

Ad03A3105 Aradu.A03 3105 p2 (TG)6 12 7479893 7479904 CACTCCCTCCACATTGACCT ACCACACCAAACCTTGCATT 203

Ad03A3109 Aradu.A03 3109 c (A)10gttcgaatttcattatctcttcttttttttctttttttc(T)1261 7484649 7484709 TCTCTTCTTTGCCCCTAGGAT TGTTAGGCTTTTTGACCAATGA 277

Ad03A3111 Aradu.A03 3111 p2 (TA)7 14 7487936 7487949 AGTATCCGGTATCTCCATTAAAAA AGCCTTTGATACCTGCAAAA 173

Ad03A3113 Aradu.A03 3113 p2 (AT)6 12 7508176 7508187 TTGAAATCTGTATAATTTCCTTTCACA TCTTTTCAATTGAGTCCTTATATTGCT 280

Ad03A3114 Aradu.A03 3114 c (T)11ggtgttctc(T)1131 7509806 7509836 GCTGGTGCAACGAGACTATG GCACTGCTGGGAGAGAAATC 236

Ad03A3116 Aradu.A03 3116 c (TGA)5cttcacataatataatcctcattgtttctacctactttctctaattgatcatttatcttttatataaaaataatatacaggcttttgttatgtttattag(AC)9133 7514553 7514685 CGCAAGAGAAAGGGAAAGGT TGCTTCTTTTGTTGCAAGTATCA 272

Ad03A3122 Aradu.A03 3122 p3 (AAT)7 21 7527541 7527561 TTTGATGGGAAAGGAAAACG CAGCACAAGCAAGGTGACAT 243

Ad03A3123 Aradu.A03 3123 p2 (GA)6 12 7528927 7528938 TAGTTCGACGGTGGTTCTCC TAGAACATGTCGGGGACACA 185

Ad03A3124 Aradu.A03 3124 p2 (AT)8 16 7529283 7529298 TTGACTTGTGCTAGTTGTGCTTC CCAAAAGAACGAATATGATTATACGA 215

Ad03A3127 Aradu.A03 3127 p3 (TTC)5 15 7539127 7539141 CCGATTTCAGGGCGTAGTAA TAAACATGAAAGCTGCTGCC 186

Ad03A3128 Aradu.A03 3128 p3 (TCA)7 21 7541247 7541267 TCCGCATTACCTTCCTCATC CGACACCACACATCCTCATC 257

Ad03A3129 Aradu.A03 3129 p3 (TAT)5 15 7543569 7543583 AACGATTTCCATTCGTTTAATG TTTAATTTCCATATGTGCCCG 260

Ad03A3130 Aradu.A03 3130 p3 (ATA)16 48 7543719 7543766 TGTACGGGCACATATGGAAA CATTAATTTATTTATCCTGAACGAGG 209

Ad03A3134 Aradu.A03 3134 p2 (TC)16 32 7553114 7553145 TCCTTTGTCTGTATGTTATGGACC GGATGCACATGAAGAATTGG 240

Ad03A3135 Aradu.A03 3135 p2 (TC)6 12 7556495 7556506 GAGAGTCTTGGTTCTTGGCG GCAACCAGAGCTTCACCTTT 263

Ad03A3136 Aradu.A03 3136 p5 (ATATG)6 30 7558387 7558416 TTGCACAAGAAGATCATGGAA AAATGGTGCTGTTCCGAATC 240

Ad03A3139 Aradu.A03 3139 c (AT)6actagagtattttgtgtatgaattttttgtattgagaca(AT)663 7561871 7561933 TCGCTCATACTCACCACAAAA AAAAATGTAAAAGAGACCGAAAAA 191

Ad03A3140 Aradu.A03 3140 c (ATC)5agaacccaaaactcagaatccagaactcaaactcagaaaaacaaacctagaactcaaactcaaaaaacaagaaccaaaaattcagaaa(ATC)5118 7565825 7565942 TCCTCATCAGAACCCAGAGC GCCCTTGCCTCCTCTAGAAC 246

Ad03A3145 Aradu.A03 3145 p2 (TA)7 14 7581696 7581709 AAATGTGGCAAGATAAGAACTATGG TAGAAAAGCGGCTGAACTCG 171

Ad03A3146 Aradu.A03 3146 p2 (TA)10 20 7581843 7581862 ATACTAGCGGCTCAACAGGC TTGGACACCAAAATCATAGTCAA 220

Ad03A3147 Aradu.A03 3147 p2 (TA)10 20 7583542 7583561 TGTCTAACTCATGAGCCATGTAA AAACGGAAGATCATTAGACCCTT 170

Ad03A3148 Aradu.A03 3148 p2 (GA)6 12 7583823 7583834 AAGGGTCTAATGATCTTCCGTTT TCAAATTTAATGGCTTTGATGG 256

Ad03A3155 Aradu.A03 3155 p4 (GTAT)5 20 7605990 7606009 TTTGTCTTGATTGTGCCACC AAATTGTGGCGTGGATTAGG 175

Ad03A3157 Aradu.A03 3157 p3 (TTA)9 27 7609627 7609653 TGGAGGACTTATACCAAGGTCAA ACAACCTGAACAACAAGCCC 215

Ad03A3160 Aradu.A03 3160 p3 (TTA)6 18 7616338 7616355 TGAAGGATTTGGAAACTTTACG TGGTTTCTTTATGGCCTTCG 262

Ad03A3162 Aradu.A03 3162 p4 (AGAA)5 20 7617410 7617429 GACGAGGGAATAATGCGAAA CTCTGGAAAGCAAATCTCGG 133

Ad03A3164 Aradu.A03 3164 p3 (TTA)6 18 7620832 7620849 CACCATAAAACATACCATCCTGG TGCATGAAAATGGAATATAAAACAA 279

Ad03A3166 Aradu.A03 3166 p2 (TA)6 12 7622697 7622708 GAGAATCAGAAGCCAGGTGC TTGCTTAGATTGCTAGGATCACC 176

Ad03A3167 Aradu.A03 3167 p3 (TAT)15 45 7623463 7623507 CAATCCTGCCATCCTGGTAT TTTGTTGCGTGAAAATGGAA 193

Ad03A3169 Aradu.A03 3169 c* (TCT)6(CTT)5cgtctttg(TCT)5(TCTTCC)7*(TCT)6tattcttcttcg(T)10135 7624331 7624465 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 257

Ad03A3170 Aradu.A03 3170 p3 (TCT)5 15 7624605 7624619 GCTGCACGTTCTTCTTCCTC TCCTCCTCATCTTCTGTTGCT 209

Ad03A3171 Aradu.A03 3171 p3 (AAG)5 15 7625440 7625454 GAAGGAGAAAGTGAAGGCAAGA CCACATACTGTTACGGCACG 119

Ad03A3172 Aradu.A03 3172 p3 (GAA)5 15 7640885 7640899 ACCCAATTGGATGAAGATCG CATTGGGTTAGGGAGCTTTG 115
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Ad03A3173 Aradu.A03 3173 p2 (AT)8 16 7643531 7643546 GACATAGCAAAATGCACATGAGA AACATGACGCATGTCAAACA 113

Ad03A3175 Aradu.A03 3175 p3 (TAT)5 15 7645402 7645416 CATGCAAAATGGTCTCAACG AGGCCAGCGAGTCAAATGTA 268

Ad03A3176 Aradu.A03 3176 p5 (TCTTA)5 25 7645626 7645650 TTTTTAGAGTGGTGGGGTGG TGTTCTGATTCTGGTTCCCA 259

Ad03A3182 Aradu.A03 3182 p2 (TA)6 12 7656976 7656987 CCCAAATTGCCAGTGTTTCT ACACTTGCAAAGTCGCTGAA 269

Ad03A3183 Aradu.A03 3183 p2 (TC)6 12 7663743 7663754 GTGGTGAGTGTGGGAGTGTG GGGGTGTGTGTTGTGTTGAC 246

Ad03A3192 Aradu.A03 3192 p2 (AT)6 12 7687440 7687451 CCTCATTCGATTTATTGAGCA TGCATCACTCAAAGCATATTTGT 275

Ad03A3193 Aradu.A03 3193 p2 (CT)18 36 7689393 7689428 AATTGGGATGAAATGTGGGA GGAGGTGGTCTGGTGAGTGT 274

Ad03A3198 Aradu.A03 3198 p2 (AG)16 32 7719234 7719265 AACGGTTTGATAACCGGTCC GAGATGGAGACGGTAGCAGC 179

Ad03A3199 Aradu.A03 3199 p3 (TTG)5 15 7722647 7722661 ACGCTTCTGGCTACGTCACT TTGCAAGAGGGATAGGAATTG 264

Ad03A3201 Aradu.A03 3201 p4 (TTTA)6 24 7732162 7732185 GAGTAGTGTGGTACGAGATATATGACA CCGTCGTTTTGCAAATACTTTT 279

Ad03A3203 Aradu.A03 3203 p2 (AT)6 12 7743756 7743767 TTCAAATATTAATGAAAGCAAACTTGA TTGAGTTGAGACCAAATATTAGAATGA 220

Ad03A3204 Aradu.A03 3204 p3 (CTA)5 15 7744630 7744644 GCAAAACAGTGCTACACCTCC GCTTCCCCTATCAAAGCCAC 256

Ad03A3206 Aradu.A03 3206 p3 (GTT)5 15 7747017 7747031 GGAACATGTACTGGCTCCCT TCACTGTTAGGGTTCCCAGC 183

Ad03A3207 Aradu.A03 3207 p3 (ATG)6 18 7748438 7748455 ATGAATATGGCCACAGCACA GCCCTTCCTGCAATTAACAA 204

Ad03A3213 Aradu.A03 3213 c (AAG)5aatttcagaaaccatgaaaatcgaaaaaaaacgaagaa(GAAGAG)5(GAA)7104 7761333 7761436 CGTGCAGAAACGAAAGAAAA ATTGGGGCTGCTACCATACA 271

Ad03A3214 Aradu.A03 3214 p3 (AAT)10 30 7761839 7761868 AACAACGATAGCTGCCCATC AATGGAAAAATGGGTCACCA 169

Ad03A3215 Aradu.A03 3215 p4 (ATTT)5 20 7763997 7764016 TTCTTCCTTGGCCTTTCTAAG TACTTGCAACCGTCCCTACC 201

Ad03A3223 Aradu.A03 3223 p3 (ATA)12 36 7785416 7785451 AGGACGTTGAAAATTGTTTGG GTGGGAACCACAATCTTGCT 280

Ad03A3224 Aradu.A03 3224 p2 (TG)9 18 7786057 7786074 CTCTTCATCATGGCCCCTAA TCCAGACTCCCAATTTCCAG 231

Ad03A3225 Aradu.A03 3225 p3 (TAT)6 18 7791477 7791494 TGGTAAAATTGAAATGTTTGGTG TTCACCTAAATTGAACCATGACA 267

Ad03A3227 Aradu.A03 3227 c (GAA)6aaggaagcgaagaagggagggttagttttggaagaagaaaaaggggaataggt(GGA)689 7795578 7795666 GGAAAAGGAGGGAGGTGAAG AATGTCGTCGTTCGCTTTCT 166

Ad03A3230 Aradu.A03 3230 p3 (TGA)6 18 7800415 7800432 CAGCAGAAAAAGGGACCAAC AAGTTTTCATGCTTGGTGGC 236

Ad03A3232 Aradu.A03 3232 c (CTT)7ttttatcatcatcatcaattcatcatattcatcatc(T)1067 7806682 7806748 TTCTCCCTCCTCCTCATCTT TGAATGTAAGTTCATCCTCTTTCAA 244

Ad03A3233 Aradu.A03 3233 p3 (CCT)6 18 7807236 7807253 TTTTCGGTGTATGTGTGCTGA TGATGGAGGAGAAGGAGGAA 272

Ad03A3234 Aradu.A03 3234 p3 (TCA)6 18 7807722 7807739 CTCCTCCTCATCTCCTGCTG TTGTTTCCTCTAATGTTGCATTTT 258

Ad03A3235 Aradu.A03 3235 c (AGG)6aagaggagt(AGG)5gcg(A)1055 7808305 7808359 AACGGCGATGAAGATGAAAC GAACATGTTAACACGCACGC 221

Ad03A3241 Aradu.A03 3241 p2 (AT)9 18 7821897 7821914 CCCTTCGGATATCTGATTACCA GCTTGCTAGCTATACAGGGGTG 267

Ad03A3242 Aradu.A03 3242 p3 (TTA)7 21 7823421 7823441 CTCTGTTGTTGACGGGTGTG CATGCCTAAGCAAAGCATCA 144

Ad03A3246 Aradu.A03 3246 p2 (GT)7 14 7827127 7827140 AAAAATCAGTGGCGCTTTTG AAGAGGCAAAATGAAGGCAA 265

Ad03A3253 Aradu.A03 3253 p2 (AT)6 12 7838484 7838495 GAAAAGTTTGTTTTTGGGCCT CAATTAACACACTCATATTCTAGCACT 261

Ad03A3255 Aradu.A03 3255 c (TA)9aattaaaataaaaatggttttc(A)1151 7849085 7849135 GCATATTAAGGTTGATGATTTCG TTGGTTATTAATGACAGACCACAAA 187

Ad03A3259 Aradu.A03 3259 p2 (TA)13 26 7874694 7874719 TGTGGTGAAGTTTATTGGGGA TGGCACTGTTAACAAAGAAAATG 257

Ad03A3260 Aradu.A03 3260 p2 (CA)6 12 7874942 7874953 TTTCTTTGTTAACAGTGCCAAAA ATCAATCCCAAATTGACGGA 118

Ad03A3264 Aradu.A03 3264 p4 (AATA)5 20 7886366 7886385 GTTAAACTCAAAACGGGCCA GGAGCCGACTAATGGAAACA 183
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Ad03A3265 Aradu.A03 3265 p2 (AT)8 16 7892355 7892370 TACAAAACGCAAAGCGTTCA AAACTCTCCGCAGGCTATGA 185

Ad03A3270 Aradu.A03 3270 p3 (ATT)8 24 7910044 7910067 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ad03A3271 Aradu.A03 3271 p4 (AATG)6 24 7911008 7911031 TATAAGGGTCTTCCCCAGCA AGCCACCACCACCAACTAAC 253

Ad03A3272 Aradu.A03 3272 c (A)10gtagagttaataaatgattttttgtcaattaaaaatttccttttgacattaccattaataggtaattgttccaaaaatcatcatcaaaaggtcac(A)10115 7911709 7911823 TTTTTCTACAATATTTAAGTTCCAACC AGAGCGAGGATGAGATCATTT 269

Ad03A3273 Aradu.A03 3273 p6 (TGGATT)5 30 7913835 7913864 GCTGCTCATGTGGTTTTGAA GGCTGTTGACCACTTTGTGA 248

Ad03A3274 Aradu.A03 3274 c (TTA)5(TTG)5 30 7917357 7917386 GTATTAGAGCCGATGGTGGC CATGCTGTTGCTCCCACTTA 151

Ad03A3278 Aradu.A03 3278 p3 (ATA)11 33 7933423 7933455 TCTAGGGCCTGGTTCTGAAG GGAGTGTAATTTTAGCAAATCGC 141

Ad03A3282 Aradu.A03 3282 p3 (AAG)5 15 7947193 7947207 ATAAAAGCACACGCAAAGCA GTCGATGCTTACGTCGGAGT 105

Ad03A3283 Aradu.A03 3283 c (CAC)5acctcctcctccttcgcaccctggaagaagctcagccgccacgattccgaagctgccggtgacgag(GAC)699 7947453 7947551 CTACTATGTCTGCTCCCCCG GGCTTGTAACTCTTGCTGGC 272

Ad03A3284 Aradu.A03 3284 p3 (TTA)10 30 7948291 7948320 CACCCCTCTTCAGCTCAACT TCCCCAATACACTCCTCTGC 201

Ad03A3298 Aradu.A03 3298 p3 (GAG)6 18 8047855 8047872 ACGGCTGAGAAGGAGTTGAA GGCAAAGAAAAACGCTCAAG 167

Ad03A3299 Aradu.A03 3299 p2 (AT)11 22 8049512 8049533 CCATTCAGACAATCTCCGGT GAAATGATGACCTGTGTATGACC 141

Ad03A3304 Aradu.A03 3304 p2 (AG)6 12 8060941 8060952 GATGACATGGCGGGAGTAGT AGGACCTTGTTGCACTCCAC 101

Ad03A3305 Aradu.A03 3305 p2 (AT)7 14 8062868 8062881 GCGGATTTCCCTGTTATGAT TTTAATTTGGGCAGCTCCAG 274

Ad03A3311 Aradu.A03 3311 p3 (TAA)5 15 8069385 8069399 CATTACTTATTTGATCGTCAGAGTCA AAAAAGAACAAAATCATGGAACA 256

Ad03A3313 Aradu.A03 3313 p3 (AAG)5 15 8070247 8070261 GCAAGAAACGAAAGAAAGGG ATGCGCTTCGAACTGTTCTT 149

Ad03A3314 Aradu.A03 3314 p4 (TTTA)5 20 8071639 8071658 TTCTTAACCTGTCGGGTTGG TGGAGCCTAAGTAGCCCAAT 172

Ad03A3315 Aradu.A03 3315 p2 (AT)10 20 8071835 8071854 TTGGGCTACTTAGGCTCCAT GTGACGACCTCCACATCCTT 272

Ad03A3318 Aradu.A03 3318 c (T)10caatgagaatgataaacttttcataatt(A)1048 8075971 8076018 GCCGATAAAACCTTACGTACAAA TTGCCGGCGTTAAAGTCTAT 209

Ad03A3320 Aradu.A03 3320 c (T)10ctctcaatttgag(A)1033 8076589 8076621 TTGGTGGTACTTTTATGCTTGTG GCGGCCTTCTTAGCTTCACT 237

Ad03A3325 Aradu.A03 3325 p3 (CAT)8 24 8085926 8085949 GTTGAGGGTCGAAATCGAAA GATGTTGGTGGTGGTGGAGT 253

Ad03A3330 Aradu.A03 3330 p3 (AGG)5 15 8134026 8134040 ACGATAGGTCGAGAAGGGGT GATGGCGAAGAAGAATTCCA 155

Ad03A3335 Aradu.A03 3335 p3 (AAT)5 15 8150288 8150302 ATGTGGATCTTCTGACCGGA ATGTGAATTTTCACCTCGGC 123

Ad03A3339 Aradu.A03 3339 p2 (AT)10 20 8163258 8163277 CGCTAATTTTACGGGATTTACG TTTGCTTCCGACATTACTCAAA 247

Ad03A3341 Aradu.A03 3341 c (A)13g(A)10 24 8168891 8168914 GGTCAAGAGTTCAATTTTTGGTG TGAATGTCCCAAACTTAAATGC 278

Ad03A3344 Aradu.A03 3344 p6 (GAGAGG)5 30 8178574 8178603 GATGATTCCAAGAGGAGCCA TCGCGAGCTCTTCTTTCTTC 245

Ad03A3346 Aradu.A03 3346 p2 (CT)6 12 8186834 8186845 ACTCGTTGATTTTCGCGTTC AAGCTCCTTCCTTGAGAGGC 114

Ad03A3353 Aradu.A03 3353 c (TC)6cctctccctctcccttcctcctttctctcttcctctatctctcccttttttttctcccctctctctttccccctcccctctttcttc(CT)6111 8207995 8208105 TCGCAATTGCACGTTTTCTA GGGAGAGAGAGAGGAGGGAG 195

Ad03A3355 Aradu.A03 3355 c (AG)6gaagacagaaaggggggagaaagaggcaaacaaaagagaagagaaagagagaggagggagagagaaagagaaagagaat(GA)7105 8208694 8208798 AGGGACAAGGGAGAGAGACAG CCTCTCCCCATCCTCACTC 280

Ad03A3356 Aradu.A03 3356 c (AG)7aaaaagaaaaagggaaaaaagagaag(GA)754 8208933 8208986 AGAAAGAGAGTGAGGATGGGG TCTTTCTCCTTTTTCTCCCCT 208

Ad03A3359 Aradu.A03 3359 p2 (AC)6 12 8217939 8217950 GGTTCACCCGATAAGCAAAA TCTCCCCTGATTTCCTCCTT 174

Ad03A3360 Aradu.A03 3360 p2 (CT)7 14 8221902 8221915 CAGCCCCAAACATTAAGCAT CTGTATGCTGAAGAGGCTGC 268

Ad03A3363 Aradu.A03 3363 p2 (GA)21 42 8226112 8226153 GGTTGTGTCTACATACCCCCA TCAGGTTATTTTTCCTGCTTTGA 279

Ad03A3368 Aradu.A03 3368 p2 (AT)6 12 8233276 8233287 TTTAGGGAGAAAGGGAGGGA CTTTTTCCCCCTTCACAACA 196
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Ad03A3369 Aradu.A03 3369 p3 (ATT)5 15 8233814 8233828 CATGGATTTTTGTGAGTCAATTTT GAGATTTTGTGACAACAACAAACA 264

Ad03A3370 Aradu.A03 3370 p2 (AG)7 14 8234540 8234553 GGGTGAATATGGTGAACAACG GATAGTTTGGCCACCTCCAA 164

Ad03A3372 Aradu.A03 3372 p3 (ACA)5 15 8236107 8236121 TTTTGGGCTTGAAGGTGTCT TGCTGTCGTTGCTTTCTTTG 261

Ad03A3377 Aradu.A03 3377 p3 (TTG)5 15 8266635 8266649 ACTCACCCTCCCTCCCTTTA TTCCCTTGATTCCAAAGTGG 233

Ad03A3380 Aradu.A03 3380 p2 (TA)9 18 8276088 8276105 CCCACTAAAAATATTGGCCC TGTTCCTCATCCGTCTAACGA 172

Ad03A3381 Aradu.A03 3381 p3 (AAG)6 18 8290449 8290466 AAGCGGAGAAAGGTACGTCA CCCTTCTTCTTCCTCCTCCT 279

Ad03A3383 Aradu.A03 3383 p2 (TA)6 12 8293794 8293805 TTCTTGATCATTGACTTGTCACC AGGTTACTGTTCACGCCGTC 251

Ad03A3384 Aradu.A03 3384 p2 (TA)7 14 8294664 8294677 TTGTGATTTCCAACCCCATT CATCGTTAATCACTTAATCGGTCA 276

Ad03A3386 Aradu.A03 3386 p4 (AAAT)5 20 8296322 8296341 AAAGGATACGAGAATTAATGGGTC CAAAATGGCCGAGTTTGACT 168

Ad03A3390 Aradu.A03 3390 p2 (AT)10 20 8305085 8305104 TGGGAGATTGTTGGGAATAAA AGCTGTCCGAAATCAAAGTATAA 280

Ad03A3396 Aradu.A03 3396 p4 (GAAT)5 20 8317549 8317568 AGAGACAGAAGCACACGACG ATGACGATGACGAGGGAGAC 209

Ad03A3397 Aradu.A03 3397 p3 (CGC)7 21 8324042 8324062 ATCCGAAGTCGGTGACAAAC TTCACTTCCCTCCTCCATTG 251

Ad03A3398 Aradu.A03 3398 c (CTG)6t(TGG)5 34 8324354 8324387 CAATGGAGGAGGGAAGTGAA CAAGCAGAAGCAGCAACAAG 250

Ad03A3400 Aradu.A03 3400 p2 (AT)7 14 8329169 8329182 AGCTGACACAGACTTACGGTCA GTGACACATTAGAGAGGATAATTTACA 272

Ad03A3401 Aradu.A03 3401 p2 (AT)7 14 8329828 8329841 CAAATTTTAATGATCCAAAATCAA CATGTTCAAAATTCGCTCAAA 210

Ad03A3404 Aradu.A03 3404 p3 (TAT)14 42 8337265 8337306 CATCATCATCACCCACGTTC TTGATAGCAACCCTGCCTTT 263

Ad03A3407 Aradu.A03 3407 c (T)11ccaattccattcatcaattaattctaaccccatttacattttatcttag(T)1171 8339787 8339857 TTATCCACCCTTTAATGTCCTTT TGGCTGATTTTAAGAAGATACAAGC 268

Ad03A3418 Aradu.A03 3418 c (AGG)5aa(GAG)5 32 8354740 8354771 ACTTGCAGAGATGGGAATGC GAATACAGGGGACTCACCCA 245

Ad03A3419 Aradu.A03 3419 p2 (TC)24 48 8356440 8356487 GCATATTTGCATGAGCTGGA CAGATGAAGATCCAAGGGGA 227

Ad03A3421 Aradu.A03 3421 p2 (CT)8 16 8356945 8356960 TGCAGCTTGTGCATTTTGAT CCCACAGAACTTCATTGCCT 182

Ad03A3425 Aradu.A03 3425 p4 (ATAG)6 24 8373468 8373491 CTGTGCCACCAGAGAAGTCA GTCTCCATCGAAGAAGTTTAGC 251

Ad03A3427 Aradu.A03 3427 p4 (AATA)5 20 8378956 8378975 TTGGACAAATTGTTTATGTATTTGA AACTCATATATTCAATCGTGTTCCTT 279

Ad03A3431 Aradu.A03 3431 p4 (TATT)6 24 8385563 8385586 TCTGTATATTTACGGATCGAATCAGA TCCGCATATTAACAAATTCGC 267

Ad03A3432 Aradu.A03 3432 p4 (TTAT)5 20 8388828 8388847 TCTCAAACCAATTAAATACAAATCAT TTGTCTTTACTTTTTAACCGTTGTTG 147

Ad03A3433 Aradu.A03 3433 p3 (TCA)5 15 8390494 8390508 TGACATGGTTTCAAAAATATCCC TGGTAATGGAGAGTCGGAGG 278

Ad03A3434 Aradu.A03 3434 p2 (AG)6 12 8391471 8391482 TGAGGGGAGTGTGATGATGA TACCCCTTGTCTATCCCCCT 134

Ad03A3435 Aradu.A03 3435 p2 (TA)6 12 8392393 8392404 CTTTGCTGCATCAACGCTAC GAACCAAGTTGGGTGCTTACA 154

Ad03A3438 Aradu.A03 3438 p2 (TA)8 16 8404176 8404191 TGAGTGCATATTTTACAAATAAAGAAG GGAAAAGTTTCCCATTGAAGTTT 271

Ad03A3439 Aradu.A03 3439 p3 (ATT)5 15 8420196 8420210 AGTTGCCATTACTATTGCTGCT GAGAAACTTGTGTATCGATATTTTGAG 227

Ad03A3440 Aradu.A03 3440 p3 (GAG)6 18 8420862 8420879 AATACAAGGCCCTGCAGATG AGACTCGGACTTCTCCGACA 180

Ad03A3443 Aradu.A03 3443 p3 (GAG)7 21 8439337 8439357 CACAAAAGGCTGAGAGGGAG GGCAAGGAAGAATGCTCAAG 174

Ad03A3444 Aradu.A03 3444 c (A)10cagtttaaactagttttcacactctccctctttctttccctctctctcccctctcactctctctctcctctccctttctctctccctcc(CT)6111 8450680 8450790 TGAACCAAACTGCTTTGTCAC TTGATTTATAGGGAGGGAGGG 233

Ad03A3445 Aradu.A03 3445 c (CT)9ttctctccttctctttctgtcctctctccctctctccttctctccctc(CT)678 8451155 8451232 TTTGCATACAAAATCGTCCC AAAGAAGGGGAGCGAGAGAG 277

Ad03A3446 Aradu.A03 3446 c (TC)6cctatctcca(TC)634 8451404 8451437 TCTCTCTCGCTCCCCTTCTT ATGGGAGAGAGGGATAGGGG 234
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Ad03A3447 Aradu.A03 3447 p2 (TC)9 18 8451576 8451593 CTCTTTCTTCCCCTCCCCT GAGCACAAGAAAAGAGAGAAGGA 192

Ad03A3448 Aradu.A03 3448 p2 (GA)10 20 8451883 8451902 TCCTCCTCTTCCTCCTCTCTC TCTTCTCTCTCTCCTTCCCTTTT 249

Ad03A3450 Aradu.A03 3450 p4 (TTAT)5 20 8458369 8458388 CATTGCCTGCACCTTATCCT TGGAATCACAATCCCTCTCA 139

Ad03A3459 Aradu.A03 3459 p3 (ATC)8 24 8504436 8504459 CAATCCAACCCTTCAACCAC AGAGCAATGCAGCATGTTTG 256

Ad03A3461 Aradu.A03 3461 p3 (AAT)6 18 8505319 8505336 TTATTGGTCCATATCATCTATGTTAAA GTGCGAAATTATGGGATCAA 280

Ad03A3462 Aradu.A03 3462 p2 (AC)12 24 8517212 8517235 GCGATATACGGACAAGGCAT TGAGTTGTGGGTCGTCTGAG 279

Ad03A3463 Aradu.A03 3463 p3 (ATC)6 18 8517846 8517863 CGTCTACCCAGGGAGATCAA TGAATTGTTTGGGTTTGCCT 262

Ad03A3465 Aradu.A03 3465 p3 (CAT)6 18 8547708 8547725 ATTGGTGGTGGTTGGTAGGA TCCTCCTGCTCTGCCTACAT 218

Ad03A3466 Aradu.A03 3466 p2 (AT)6 12 8549096 8549107 AAATTGGAGCCAAGCTTTCA TTCATGGAAGTGGCATCTGA 225

Ad03A3469 Aradu.A03 3469 p3 (TGG)9 27 8557023 8557049 TTGGTTGTTGAAGCCTGTTG AAGGTTGCTAAGGCTGCTGA 218

Ad03A3471 Aradu.A03 3471 p3 (GAT)5 15 8558540 8558554 GCTTGTGCCTATGCAAGAGAT CCCATTGCTTCTTCTCCAAA 198

Ad03A3472 Aradu.A03 3472 p2 (AT)7 14 8559092 8559105 ACCAATTGTGTCCACCTTCA TGGTGATTGCTGTTACTCGTG 225

Ad03A3474 Aradu.A03 3474 p2 (AG)10 20 8562961 8562980 AACCGAGTCAGTGGACGAGT GCAAAACCCTTTTCTCTCCC 266

Ad03A3477 Aradu.A03 3477 p2 (AC)7 14 8590804 8590817 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 131

Ad03A3481 Aradu.A03 3481 p2 (TA)6 12 8614321 8614332 CACGTCTCACATTTGCCTTG CAAACAGCTTCCATGCTTCA 150

Ad03A3484 Aradu.A03 3484 p3 (TTC)5 15 8619341 8619355 CCTTATGATGCCGACTCTCC AAAAAGAGGAGAAACGCAAAAA 192

Ad03A3486 Aradu.A03 3486 c (A)10ggagaaagaggaggaggaaaaagaggtgatgttggtgacgacgataataaaagagaaaaataat(GAA)589 8620341 8620429 TGATGATGGAGAAGAAGGAAGA AGTACGAGAATTAGCAGCCATT 269

Ad03A3487 Aradu.A03 3487 p3 (GAA)5 15 8622869 8622883 CACCAGGTGAATGTTATTCGG CGTCGTTCTCCTCTATTCGC 280

Ad03A3488 Aradu.A03 3488 p3 (GAA)5 15 8622985 8622999 GCGAATAGAGGAGAACGACG CGCCTCCCAATTCTCTTACA 166

Ad03A3490 Aradu.A03 3490 c (AAT)5aac(AAT)842 8633261 8633302 GAACCAAAACAGAATTACGCC TCTCTCCCTCACCAAATCTACC 234

Ad03A3492 Aradu.A03 3492 c (CTA)5ataataataatcttgcaccaaacttggagccactactcaatcatcaacaatttggtccattaacc(TCA)7101 8635500 8635600 CCAAACTCCAAATCCTCCAA GGCTGATTTTGACAAGGGAA 235

Ad03A3493 Aradu.A03 3493 p3 (AAT)13 39 8635868 8635906 TTCCAAATCTGGTTTCAGCC GGCTGGTTAGATTCTTGACTGC 238

Ad03A3494 Aradu.A03 3494 p3 (ATA)5 15 8637571 8637585 CCATTGAAGCAATTGAAGGAA TTCCGCTTAATTTCAACATTTTA 220

Ad03A3497 Aradu.A03 3497 c (AGAA)8gatgattatgatgatggggtttgaattc(AG)672 8644419 8644490 TTTGTTGTTGCTGCTGGAAA AGACAAAGAAAACCGCCTCA 144

Ad03A3498 Aradu.A03 3498 p2 (TA)6 12 8645710 8645721 TTTGGTATGGTGGGAAGCTG GCCGGTGTTCCAATTATTTT 271

Ad03A3499 Aradu.A03 3499 c (C)10tctctgaaattagcagaatactcaataattataacttggaattttaaatacgtatataaaataatgtctatacttatgtt(A)12102 8646648 8646749 AGGAGAGGATGTGTAGACTTTTAATC TGTTCCCAACTACTTCGCTTG 276

Ad03A3501 Aradu.A03 3501 p3 (TAT)16 48 8647716 8647763 CATCCATCATCCAACTTCAGA TGTTGTTGAGCTTATTGCCA 280

Ad03A3503 Aradu.A03 3503 p3 (TTA)8 24 8651390 8651413 TCATGCTTATAAAATCAAACCAAA GCAAATTACAATGGTGCTGC 241

Ad03A3504 Aradu.A03 3504 p3 (TTC)10 30 8658419 8658448 TAGCAACAATCAAAAGGGGG CATTTTGGAACTTGGGAGGA 231

Ad03A3505 Aradu.A03 3505 p2 (TC)6 12 8663325 8663336 CTCAGCCAACTTGGAATTCAG CCCCCTCTCCTTTTTCTTGA 235

Ad03A3506 Aradu.A03 3506 p3 (GAA)5 15 8665196 8665210 TTAGGCTTCCCTTGTTGTGC TTTGCAGAAACTTCCAGCGT 266

Ad03A3512 Aradu.A03 3512 p2 (TA)7 14 8684667 8684680 TGTTATTCCAATTTTAATGTCAAGC TATTGAACAGTTGCGGGACC 268

Ad03A3513 Aradu.A03 3513 p3 (TTA)6 18 8685973 8685990 GGTGTCGTTGTCCTCTTTTTG TGCATCACCCAATGTCAGTT 218

Ad03A3515 Aradu.A03 3515 p3 (CTT)5 15 8688096 8688110 CTAAGTCCAACCAAGCAGGC ATGCAGCGATAACAGCAACA 275
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Ad03A3517 Aradu.A03 3517 c (TCC)5tcttccttcttctttttttcattagaatttcttcttctc(T)1064 8696563 8696626 TTTCTCCGTGCCTCTTCTTC CACCTTAGCCACTTGATTGGA 257

Ad03A3518 Aradu.A03 3518 p3 (AGA)8 24 8697898 8697921 AAGGAGGAGAAACGCAAAGA ACGCGTGTCACTCAATTGTT 145

Ad03A3519 Aradu.A03 3519 p3 (GAG)5 15 8699722 8699736 AAAAAGATGAAGAAGAAGCAGCA GGGAACACATAATGCTGCAAA 277

Ad03A3523 Aradu.A03 3523 p3 (TTA)14 42 8704908 8704949 CCTGCAGTTTGTGGTTGATG AGCGTTTTACACAGTCGTGC 222

Ad03A3524 Aradu.A03 3524 c (TAT)8tgttgtt(GTC)855 8705294 8705348 AAAAATGCCCTCGTTGATTG CGTTTGAGTTTGGAAATGGG 233

Ad03A3526 Aradu.A03 3526 p2 (AG)7 14 8711500 8711513 CGTGGCAAACTCTTTCTCTG CAAAGACAACCCCACGTTCT 199

Ad03A3527 Aradu.A03 3527 p2 (GA)13 26 8712393 8712418 ATGAATGACGTGGCAAATGA CTCTCTTCCCCTTGAAACCC 232

Ad03A3528 Aradu.A03 3528 p2 (GA)25 50 8713240 8713289 ATGAATGACGTGGCAAATGA AACCCCATGTTCTCTGCATC 256

Ad03A3529 Aradu.A03 3529 c (TAA)6tcccattataaatgt(A)1245 8715146 8715190 TGACATTCCGAACCATTTCA AATAAAACAGTCCAATTATTTGTGTTT 258

Ad03A3531 Aradu.A03 3531 p2 (AT)7 14 8717610 8717623 TTTGTTTCTTTAATTCCGAAGC ATTGCGCCGTACTTTATTCG 277

Ad03A3534 Aradu.A03 3534 c (TC)8(T)12 28 8722283 8722310 AAAAGTCCTTAGCGACAAAAACC CAACACATAGAGATCCTTTAATGACA 188

Ad03A3536 Aradu.A03 3536 p3 (TTA)18 54 8723362 8723415 AAACGGAAAAAGATTTAGCTTTGA CATGCATGAAAAATGACGATG 276

Ad03A3537 Aradu.A03 3537 c (A)10g(A)10 21 8724097 8724117 AAGCAGGAAAATGGAAGCCT AAAAGGAAAGATCAAAGATGGTTCT 272

Ad03A3538 Aradu.A03 3538 p3 (ATA)5 15 8725185 8725199 GGTTTCGAACAAAACCATGA ACGGCGGTCAACTACAGAAC 177

Ad03A3561 Aradu.A03 3561 p3 (TTC)5 15 8775805 8775819 TCCTCCTCTTCCTCCTCCTC TGCATGCTCAAGGACTCAAC 219

Ad03A3562 Aradu.A03 3562 p3 (AAG)5 15 8776330 8776344 TGATGTTGTTGGTGTGACGA TGCGCTTTTTCTTCTCCTTC 187

Ad03A3564 Aradu.A03 3564 p3 (AAT)5 15 8779816 8779830 AAGTCGTTAGCCGCTTTTCA TCTTAGTGCGTATATAATGGATCACAA 205

Ad03A3566 Aradu.A03 3566 p4 (TTTA)6 24 8783478 8783501 TAGCGACCCATCCGTTTACT TTATTGCTGCAGCCTCTTTTT 159

Ad03A3567 Aradu.A03 3567 p2 (TA)6 12 8785198 8785209 CCCTTTGCTCACTGAATGCT ATGACCAAGGGGCACAGTAG 196

Ad03A3568 Aradu.A03 3568 p3 (TAT)13 39 8785805 8785843 TTGTTGAAACAGCCCAACTG GGACAACAAAGTTTCAACGG 261

Ad03A3571 Aradu.A03 3571 c (CT)9atatatctatagaaataggtaaaacttcatctaa(T)1062 8813274 8813335 CAAATTAAAGAGAACAAGTGTTGG TCAACAAGAGTATCCTGAATGAAAA 262

Ad03A3572 Aradu.A03 3572 p2 (TA)9 18 8814943 8814960 TCCTCAATAATGGTTGGTGG TGTTTCTGCAATATATTTGGATGC 265

Ad03A3575 Aradu.A03 3575 p2 (TA)6 12 8823815 8823826 AAAGGTGGCAAAAATTGTGAA TTCAGGGAACTGGAGAAGGA 257

Ad03A3581 Aradu.A03 3581 p2 (TA)9 18 8850022 8850039 CCGCCTTCTTGCCTAATATC AAGAGAAAAGAGAAACCAGAACAGA 226

Ad03A3587 Aradu.A03 3587 p2 (TA)8 16 8864006 8864021 TGGTGGGATCCCTCATTTT CCAACGATAAAATCTCCCTTG 254

Ad03A3588 Aradu.A03 3588 p3 (TAA)12 36 8872919 8872954 CAAACCCGAGTCTGGCTAAG GTGGGGTCGGCTATTATCCT 276

Ad03A3589 Aradu.A03 3589 p2 (TC)6 12 8875578 8875589 CTCTGATTTTCCCGCCATAA TTGGAGAAAGGCGAAGAGAA 242

Ad03A3590 Aradu.A03 3590 p2 (CT)13 26 8875731 8875756 TTCTCTTCGCCTTTCTCCAA GGAAGATCGGTGCGTATGTT 268

Ad03A3593 Aradu.A03 3593 p3 (AAT)5 15 8886835 8886849 TCTCCAAACTTGGACTAATCATTG TCAAGGGAAGGATCAACACA 253

Ad03A3594 Aradu.A03 3594 p3 (AAT)5 15 8887098 8887112 ACTGTACGTCTTTAGGGGCG TCATACTGCTGTTGTCTGTACTGC 197

Ad03A3595 Aradu.A03 3595 p2 (AT)6 12 8890807 8890818 TGGACATCAACTTAGATTTGTTTTT ACCTTTCCGGAGTTCTCCTC 269

Ad03A3597 Aradu.A03 3597 p3 (ACA)6 18 8897992 8898009 GAGTTCGATATTTAGTGAATCCCAA TGGCGTTGTTTGATTCATGT 115

Ad03A3604 Aradu.A03 3604 p2 (TC)6 12 8915701 8915712 AAAAACCAAAAACACGCCAC AAAGGAGTGAAACGGAGCTG 241

Ad03A3606 Aradu.A03 3606 p3 (TGC)5 15 8924425 8924439 TGTAGCTCCATCTGGTTCCC CGGTCTCCAACAAAACCCTA 234
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Ad03A3607 Aradu.A03 3607 p3 (TGC)8 24 8924662 8924685 CTGCAGATTGAGGATGGGAT TGCAGCAACATCAACAACAA 278

Ad03A3609 Aradu.A03 3609 p2 (AT)8 16 8932252 8932267 CCTTTGTTATTGGCCATGCT GGACACGATGAAGCGTACAA 195

Ad03A3610 Aradu.A03 3610 p2 (AT)7 14 8936906 8936919 AAGACAACTGCATGTGAGTCTTTA GCTTCTTGCCAACTTATATCCAA 279

Ad03A3613 Aradu.A03 3613 p3 (CAT)5 15 8948576 8948590 GATGTGGCCGATTTCTTGAT CAAAGATTTCAGAGCCAGCC 124

Ad03A3614 Aradu.A03 3614 p3 (CCA)5 15 8950200 8950214 AGCAGAGAACAAAAAGGGCA TTGCTTATCTGCATTTCCCC 259

Ad03A3615 Aradu.A03 3615 c (ATAG)5agatagagaggaatatggcggagaagtgcgaaggtaaggta(AGGTG)586 8950545 8950630 AAGAATAAGGAATGGCGGTG TTCCCTTCCCCTCTCTTTTC 177

Ad03A3616 Aradu.A03 3616 p3 (CAA)5 15 8958682 8958696 GTGAGGGGAAGACCACAAAA TTGTTCCAGCAGAAATTGGA 112

Ad03A3618 Aradu.A03 3618 p3 (AAC)5 15 8961220 8961234 TGCATATGTAGTAGCATGGTTGA CGACTCCATCTAATGGGACAA 119

Ad03A3628 Aradu.A03 3628 p2 (AT)9 18 8992519 8992536 GCAGCCGCAAATAATTTTGA CAGGGGACCATAAATTGCAG 246

Ad03A3637 Aradu.A03 3637 p3 (TAT)5 15 9014534 9014548 GGGTTTTGGGAGTGAGATCAT GAGTTAAATTCAAGAATAACGATGTTT 278

Ad03A3638 Aradu.A03 3638 c (A)11ttggtagtaaaaaatatataaataaaaatattttttttgttagtaaaaaatttatgacgctttag(T)1389 9016030 9016118 TTTCAATTTGTTCAGGACATGTTT TGGTAAAAATGTAAGATATGATGCC 247

Ad03A3640 Aradu.A03 3640 p3 (CCA)5 15 9026150 9026164 TTCCTCCTCCTTCTTCGTCA CGATTAGGAGAAAATACGCGA 126

Ad03A3644 Aradu.A03 3644 p3 (CTC)8 24 9036245 9036268 AAGGAATGCCCAAGAGTCCT GTCGAGCCAAACTTGAGGAG 173

Ad03A3648 Aradu.A03 3648 c (T)10ctttaaaggattccatggatagaagattttattctggcgttgacggt(GGC)572 9059253 9059324 AAAAATCGGGTCCCTCAAAG CGTCTTCCATGGATCCTTTC 257

Ad03A3654 Aradu.A03 3654 c* (GAG)7(GA)21*(G)10aggccatttacatgttaacaatttct(TG)7110 9069394 9069503 TGCATCAAGAGCAGCAGTGT CAATCAAGTGGCAGAGTCTCA 267

Ad03A3657 Aradu.A03 3657 p2 (TA)12 24 9088635 9088658 ATAATACCACACCCACGTTTTT CCATTAGATGTACCTATGCAAGAGAA 230

Ad03A3658 Aradu.A03 3658 p2 (TA)6 12 9095206 9095217 AACAAAAGCTCGTCATCTGAAA AATCTAACATTTTTGGTTAGGATTTT 278

Ad03A3661 Aradu.A03 3661 p3 (GAA)5 15 9124262 9124276 TCATTTGGGCTAACACCTCC CAGGCCATTATTGAAGCCAT 208

Ad03A3662 Aradu.A03 3662 p2 (TA)7 14 9126019 9126032 AAAAATGGTGAATCAAATCTTGAAC AAATTGATTTGATCGAAAAATGG 234

Ad03A3667 Aradu.A03 3667 p3 (TAA)6 18 9149354 9149371 GGTCCTGCTTGACTTTTGGT AAACGCAAGTTTTGCACCTT 245

Ad03A3679 Aradu.A03 3679 c (A)10taaaaaaataaagctaagatagcgttaacgatctaacattgcaaaatggggttgacatgcatgtaaaag(A)1190 9165214 9165303 TGCATGTGTCACCGATCTTA CGGTGAAGCATACATCAAGC 275

Ad03A3681 Aradu.A03 3681 c (T)10ggtgactagtggccctagtatttacattcattctatctgttaat(TA)768 9173095 9173162 TGGGGTGTTAATAATCCAAATCA TGTAGATGGGTTTGGTGACCT 274

Ad03A3682 Aradu.A03 3682 p3 (TTC)9 27 9176003 9176029 GTAGCCGTTGCACCTCTCTC GGTTTTTGGAACAGGGGAAT 278

Ad03A3683 Aradu.A03 3683 p3 (AGT)5 15 9177277 9177291 TGATGATGGGAAATGGGTCT GAGCAAAAATCCTCCACCAA 238

Ad03A3686 Aradu.A03 3686 c (T)10aagataaattataccattattgttgttg(TTA)553 9184439 9184491 GGAGCAACTTGGCTCAAATC CAGTCTCTCTCTCCTACTCTCATTCA 280

Ad03A3687 Aradu.A03 3687 p3 (ATA)14 42 9185222 9185263 TGTGATCCCACATATTTCGC AAATTTATCATGCGTCCTTAAAA 120

Ad03A3688 Aradu.A03 3688 c (CAG)8ctgaggcaatggccactgttaaagcatgtttcttgctctcttcttcctctgcttcactcacaagtgttgc(TGT)5(TGG)6127 9187691 9187817 GTTTGTGGGAAGATTGTGGG GAGATGGGTATTTGGAAGGG 221

Ad03A3690 Aradu.A03 3690 p3 (TAT)5 15 9191222 9191236 TTCTCACATCTCTATTTTTGTAACCA CCCAAAACTCGTTAAAAGGC 136

Ad03A3691 Aradu.A03 3691 p2 (TA)6 12 9198477 9198488 ATGCTATGCAACTGGCAACC GCTATGGATGAAGCAGAGCA 238

Ad03A3692 Aradu.A03 3692 p2 (AT)6 12 9211224 9211235 AAATAACAATGCGCACCACA CACTTGATTCCTTCCCGAAA 170

Ad03A3693 Aradu.A03 3693 p2 (TC)7 14 9243843 9243856 CCTCCACTACCCAAGAGCCT GTCCTCAAGAACGAGGCAAG 203

Ad03A3697 Aradu.A03 3697 p2 (AT)6 12 9252334 9252345 TTTTAACTCAACGACAACAACACA GTATCCATACGCCTGCTCGT 261

Ad03A3698 Aradu.A03 3698 p3 (AAT)6 18 9254890 9254907 CTGCTGCAACGACATGCTAT TTCACCCAATAAGCTCTCAACA 222

Ad03A3708 Aradu.A03 3708 p3 (TTC)8 24 9274718 9274741 CTTCAACCCTCACTCCCTCA CCACCAACTGCATTCAAAGA 272
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Ad03A3709 Aradu.A03 3709 p4 (AATC)5 20 9276546 9276565 CACCCATGGCTCAATCTCTT CCGAATGGCGAAATACAGAC 192

Ad03A3714 Aradu.A03 3714 p2 (AT)6 12 9303620 9303631 TGACCAATGACGGAACTTGA TTACCGTAGAAGAATGGCCG 269

Ad03A3715 Aradu.A03 3715 p2 (AT)8 16 9305681 9305696 AAGGAAAATGCATGGAATGG ACAAACATTCCATTGGCTCC 279

Ad03A3716 Aradu.A03 3716 p3 (ATT)5 15 9306290 9306304 CGCAAGAAGAGTCAGGTTCC AGCTTCATTTGCACGCTAGG 238

Ad03A3718 Aradu.A03 3718 c (T)12ggaagtaaaagagctcaacttgaatacttattactctatctttttttcaattgttatttttgtcctttctgccatta(T)1099 9312618 9312716 AGGAGTGAAAGCCCTTGGAT CAGTTGAAGACATCAAGCACG 178

Ad03A3721 Aradu.A03 3721 p3 (AAT)5 15 9313693 9313707 GGACAACTTCAGCCTTCAGC ATATGGATGGTCGGTTGGAA 126

Ad03A3723 Aradu.A03 3723 p3 (TAT)5 15 9315842 9315856 CCCAAGAAAACTCGAACCTG GGTTTCCCAATTTGACCTTG 262

Ad03A3725 Aradu.A03 3725 p2 (AG)9 18 9316455 9316472 ATGACGGCTTGTGCTTATCC TCTTTTGGGCTCTGTGGTCT 260

Ad03A3728 Aradu.A03 3728 p3 (TGC)5 15 9320209 9320223 GTCACTCCTTTCAAGCCTCG TGGCATCTTCAAGCTTTCCT 239

Ad03A3729 Aradu.A03 3729 p3 (GCA)6 18 9320386 9320403 AGGAAAGCTTGAAGATGCCA GCACTAGCTGCAGGTTCCTC 191

Ad03A3730 Aradu.A03 3730 c (CT)6ttctctctctttctctttcccccct(TC)649 9321368 9321416 GTAACCATCCATGGCAAACC GAAACACACTGTGCCACCAC 254

Ad03A3731 Aradu.A03 3731 c (AG)6a(AG)8 29 9321572 9321600 GTGGTGGCACAGTGTGTTTC TCACCTTCTTCCTCCTTCTCC 243

Ad03A3739 Aradu.A03 3739 p2 (CT)7 14 9336134 9336147 AGAAGAAGAGGGGCAGCCT AAAATATAAGAGAGGGAGAGAAAGAGA 136

Ad03A3740 Aradu.A03 3740 c (TTA)13ttgtggatgtttataaattttaggtttaattactctgttggtccctatagttttgtgaaattttcaattaagtctttatac(T)10aattgggtcccggcactaa(T)10159 9337493 9337651 GTTTTGCTCTTGCCTCTTGG TTGTTTTCTGAATGAATGCTTGA 255

Ad03A3746 Aradu.A03 3746 p2 (TA)6 12 9347034 9347045 CACTTACTTGTTAGCCAAATTCTTTC TTTTTCATGTAGAAAACACAACG 236

Ad03A3747 Aradu.A03 3747 p2 (AG)8 16 9347932 9347947 CCCTTTCAATGCAATCACAC TCACCACTTTGTGCTTAGCC 272

Ad03A3750 Aradu.A03 3750 p3 (ATA)5 15 9352995 9353009 TTCGGTTTCGTTAGGGTTTG AACATGCGTCTTTAAAACATAAAA 254

Ad03A3751 Aradu.A03 3751 p4 (TCAC)5 20 9353415 9353434 AGTTAGCGTTGGTTTCCTGG GAGACAGGTCACGTGCAAAG 221

Ad03A3754 Aradu.A03 3754 c (T)10ggaaaattcactgggctgttaatgttagtatatttcgttggtaagtg(T)1067 9360626 9360692 GGCAGATTAATCCGACGGTA GGCATAGATTCAACCTCCCC 178

Ad03A3758 Aradu.A03 3758 p2 (TA)7 14 9366272 9366285 TAATGGGTCCGATTCTCTGC GGAAGAAAACGGTTATCATTGG 187

Ad03A3760 Aradu.A03 3760 p4 (AAAT)5 20 9376990 9377009 GTGTAGCAGGCCCCAATAGA CAGTGTTCACTGCATGGAAAT 219

Ad03A3769 Aradu.A03 3769 p4 (AAAT)5 20 9419636 9419655 TGAGTCACACTCTCCGATGG TGAATATGGATTGAATGTCTTTGT 265

Ad03A3778 Aradu.A03 3778 p3 (AAG)5 15 9463145 9463159 CGGCCTTAGGTGTCATCAAT CCTACTCCCTCTCCCCTCAC 236

Ad03A3780 Aradu.A03 3780 p2 (GA)6 12 9483980 9483991 AGGGGCAGTGATTTGAGATG CCTTCCCTTTTTGATTTTCG 140

Ad03A3781 Aradu.A03 3781 p2 (GA)17 34 9511123 9511156 GCCATTTAACCCCTCAACAG GATGAGGAAGTGCTGGGGTA 278

Ad03A3784 Aradu.A03 3784 c (CCA)5ccgccgct(ACC)538 9516535 9516572 AAACAACCCCTCCCATCTTC TTGCTGAAAATTGCTTCTGC 223

Ad03A3785 Aradu.A03 3785 p3 (CAA)5 15 9516686 9516700 GCAGAAGCAATTTTCAGCAA CCACTGCCTTCTCTGTCTCC 233

Ad03A3787 Aradu.A03 3787 p2 (TA)8 16 9533780 9533795 AACAGAGGAAGTTCTATGTCTGAGG GAGGTCGTAATACCTTGCCATC 214

Ad03A3792 Aradu.A03 3792 p3 (ATA)5 15 9543883 9543897 TGTCAAATTTGGATGAGACTTTTC TTGAGTAGAAAATAAAAATCCATAAGC 255

Ad03A3795 Aradu.A03 3795 p2 (GA)6 12 9561011 9561022 TGAAGATGATTTGCCTCCCT ATTATGAAGAATGCGCGACC 256

Ad03A3796 Aradu.A03 3796 p2 (AT)8 16 9564858 9564873 TTAGAACGAAACAGGGGGAG TGGGATCGACCCTTACTCAC 273

Ad03A3797 Aradu.A03 3797 c (CT)7cgtcttcattttct(TC)1966 9570125 9570190 CCCTCGTTTGCTCTCTCAAG AGAGGAGAGGGGAAGACAGC 177

Ad03A3798 Aradu.A03 3798 p2 (AT)6 12 9573334 9573345 TCACTATATTTGCCTTGAGCGA ACTTCGATGCTTCAAAAACAG 264

Ad03A3802 Aradu.A03 3802 p2 (TA)7 14 9584412 9584425 TGCCTGCATGTAACCATAGC GAAAAGTAGTGAACTGAATCTTGATG 278
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Ad03A3803 Aradu.A03 3803 p3 (GAG)5 15 9592260 9592274 TACGAGGAGCAAGAGCTGGT AGATGGTAAAGGGCGTGTTG 158

Ad03A3806 Aradu.A03 3806 c (T)13gagagaaagat(A)1034 9594985 9595018 CCATGCACGATTCCACATAC TTGAATGCTTTGAGAAGCAAAA 219

Ad03A3808 Aradu.A03 3808 p3 (AGG)6 18 9598364 9598381 ATTTGCAGATCCTTGATGCC AGATGGTAAAGGGCGTGTTG 133

Ad03A3809 Aradu.A03 3809 p2 (AG)12 24 9602402 9602425 AAAGAATGGCACAAAGTGGC TGAACGATAAACATGGGGTG 219

Ad03A3810 Aradu.A03 3810 p3 (TAA)7 21 9615885 9615905 CTTCCCCACCACCAACTCTA CAAAACCAATGGAAAAGGGA 141

Ad03A3814 Aradu.A03 3814 p3 (AAG)5 15 9648042 9648056 ATGAATATGGGTTCATCTTCTTTT TTCAAAACTCTTCATCTTCTGCTG 219

Ad03A3815 Aradu.A03 3815 c (ATG)5aagatgatggacgagaaggagaaaaaggaaaaaagaaaaaaaagttcaacgaaaaaaaaagggagaggaggaa(GTG)5103 9648687 9648789 GGCAACGTCATCAATATGGC TGCTTCTTCTTTTGACATTTCATT 279

Ad03A3819 Aradu.A03 3819 c (A)10gacttggttgaatgggtcacac(A)1042 9664710 9664751 GCCCAACGTCACTCTAGCAT GGATATATGCCATTCAACCAAG 112

Ad03A3820 Aradu.A03 3820 p2 (AT)9 18 9667182 9667199 CAGCTAGAAGGAGGCCATTG AGTGTGGGAACCCAGATGAG 239

Ad03A3821 Aradu.A03 3821 p3 (AAT)13 39 9668972 9669010 TCGTGGTCAATTTTATCAATGTTT TGAGCCAGTTAACCATGTTG 210

Ad03A3825 Aradu.A03 3825 p3 (CAA)6 18 9678575 9678592 GGGATGTTTTCCCAGCTGTA AACATCCAGTCAGGAGGGTG 241

Ad03A3828 Aradu.A03 3828 c (TGT)5tactgtgaatttgaagaagaagaacagggtgaaaaagagaattggtgaaggtaattggagattatgtgttggagattaaga(T)10106 9690664 9690769 TGGCTTGAGCATGATTATCG ATTTCCGTCCATCCATACCA 240

Ad03A3830 Aradu.A03 3830 p2 (TA)6 12 9694347 9694358 TCCAATCCCGTGAATCTTCT TCCCATAAATGGTTGGAAGG 247

Ad03A3831 Aradu.A03 3831 p2 (AG)9 18 9694547 9694564 TGTAACAGCACTCGCAAACA CAAGTATCTCCATTAAAAATATTGGC 271

Ad03A3832 Aradu.A03 3832 p3 (TTC)5 15 9695789 9695803 TTTACCTCCAAAACCATCGC CCAATTCGGAAGCTTGTTGT 265

Ad03A3839 Aradu.A03 3839 p2 (TA)6 12 9706785 9706796 GCATAGTCAGCATTTTGTCCA AGAAGCATAATGAACTGGGTGT 247

Ad03A3842 Aradu.A03 3842 p2 (TC)18 36 9716712 9716747 CTTTGCCATCCAAAATGCTT AGAAATTGGAGTTTTTGCAGC 225

Ad03A3846 Aradu.A03 3846 p3 (AAT)12 36 9744412 9744447 TGATTAATTTGTTGTTGGGCTTT TGTTCTAATCATTTGATTTCAGACTTT 233

Ad03A3849 Aradu.A03 3849 p3 (AGA)5 15 9746311 9746325 AATCACCTAAAATGCGCCAC TCTCTTTTCACGCCACCTCT 182

Ad03A3850 Aradu.A03 3850 p2 (AG)9 18 9747514 9747531 GGAGGACGCTTTTGGTGTTA AGAGGGCATCACCGTAATTG 238

Ad03A3851 Aradu.A03 3851 p2 (TA)9 18 9754277 9754294 TGCCCAGACCATACACTTCT CCTATGTGATAAGGGCACATTTT 251

Ad03A3853 Aradu.A03 3853 c (A)10gagagactcacataa(T)1035 9759787 9759821 TGCAAGACATAGGGTTACGG GGCCAAATTGACAAGCCATA 198

Ad03A3854 Aradu.A03 3854 p2 (TA)6 12 9761853 9761864 ATGAATTTAATTTTGATACGAGCA TGGATCTAGACGGGAATTTCA 189

Ad03A3863 Aradu.A03 3863 c (A)10gacaaacatttagtagttgtacaaactaaataccatttccg(T)1061 9784104 9784164 GCTATTTGGACAATTTTGATTTTG GCCATGTGAATGGGATTTTT 266

Ad03A3865 Aradu.A03 3865 p3 (ATC)7 21 9784792 9784812 TTTGTGGCAGAAATTCATGG CTGGAAGCCTCAAAATCCTG 220

Ad03A3867 Aradu.A03 3867 p3 (CAC)5 15 9790962 9790976 CCACAACTCTGGTTAGTTTGAGG CGTTCTCATTGGATTGGGAC 247

Ad03A3873 Aradu.A03 3873 p2 (AT)10 20 9802029 9802048 CCCATAATCTTTCTAAACAACACAA TGTGCTTTTGAATTTTGCGA 243

Ad03A3881 Aradu.A03 3881 p3 (AGT)6 18 9848056 9848073 TATTGTGCAAGTGACGCGAT GCATTCTGCATTTTTCATGC 260

Ad03A3882 Aradu.A03 3882 c (A)10ttagggatagaaagagaatggcaaaattggattgatctcaattcacaac(T)1069 9848777 9848845 GGAAGAGGTAAGAATGGGGG GATTTTCTTCATGGTGCGGT 151

Ad03A3888 Aradu.A03 3888 c (TA)6gatgctggctttcaatacagtttgtttgttttgctttttgttaatgtgctagctttgctttcttttttaaatcattattttaatgtttacttg(T)10115 9864964 9865078 AGCTAGCAGCAGCCATTGAC CCCATTCGTTTTCATTTTCC 265

Ad03A3895 Aradu.A03 3895 p2 (TG)6 12 9875715 9875726 TCCTTGGCCTACTGTGTGTG CGGTTGAACTCCAATCGAAC 245

Ad03A3899 Aradu.A03 3899 p3 (GCT)7 21 9886698 9886718 GAAAAACATGGAGGAGGCAA CATGTTTGGTCGACTGTTGG 218

Ad03A3900 Aradu.A03 3900 c (A)10gcgtcaacacatctttatatttaaaatattttttcctatttacctttctttttc(T)1175 9896364 9896438 TTTGTTTTTCGCTTTATTTTGAA TCGGGGTGAATTTCGTATTA 280

Ad03A3901 Aradu.A03 3901 p2 (TA)6 12 9900215 9900226 ACCTTGGCCGATTCACAATA TAGCTTTGGGTTTTGCCATC 212
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Ad03A3902 Aradu.A03 3902 p2 (GT)6 12 9900599 9900610 GAGCTCTTCACGAGGAATGC AATTTTAAAGGTTTGGCCCG 267

Ad03A3903 Aradu.A03 3903 p2 (AT)12 24 9912233 9912256 GCTGGGGTTGATCTTGGATA CACAAATTGATTTGCAAAATATGA 248

Ad03A3906 Aradu.A03 3906 p2 (AT)6 12 9919043 9919054 CGCACTTAAAGCCAACTCTTC AAGGACCAGAATTTTGCACG 280

Ad03A3907 Aradu.A03 3907 c (AT)6(CT)6 24 9921647 9921670 GTGCCGCATATGCCTTTTAT TCTTCTTGTTACTTGTCAATTTTTGAA 119

Ad03A3908 Aradu.A03 3908 p3 (ATA)10 30 9924571 9924600 TTGTGCAAAGTGTGTTGCAG TGGGGATTATTGAAAGGGAA 179

Ad03A3909 Aradu.A03 3909 p2 (AT)8 16 9933917 9933932 GCAAAGTTTGGAATCTGGCT AAAAGAGGCAAAAGATGGCA 259

Ad03A3910 Aradu.A03 3910 p4 (TTAA)5 20 9935233 9935252 TTTTTGTCACACGAAACCCA ACAAACCGTCACCGTAGTCA 259

Ad03A3911 Aradu.A03 3911 p3 (CCT)7 21 9939789 9939809 TTCACTATTGAGCCGGGAAC TTCCTTCCTCCCACACACTC 267

Ad03A3912 Aradu.A03 3912 p2 (AG)7 14 9940030 9940043 TGAAGAGAGTGGAAGGGGAA CACCCACTCACCAACTCCTT 241

Ad03A3916 Aradu.A03 3916 p2 (GA)6 12 9959122 9959133 GAGGATGCGATGACTTGGAT CCATTTCCAACAACCACACA 191

Ad03A3918 Aradu.A03 3918 p2 (AT)10 20 9960863 9960882 GAAGAAAATGATGGCTCCCA TCAATTTAACTTAGTTTCGGTCAAA 240

Ad03A3924 Aradu.A03 3924 c (GT)7gc(T)13 29 9966536 9966564 TGCTTTTGTTGTTTGGCTTG CACAAAAAGATGGGACACCC 186

Ad03A3927 Aradu.A03 3927 c (T)11cc(T)10 23 9976880 9976902 TAATCTGTGAACGGCTGCTG CACCATCACCATTACCACCA 107

Ad03A3929 Aradu.A03 3929 p3 (TTC)6 18 9982650 9982667 TCTGGGTTCCCTTCATTTTG TATATCAAGTAACCCCGCCG 150

Ad03A3931 Aradu.A03 3931 p2 (AT)6 12 9986834 9986845 CACAATTGGACTTTGGGACC GCATGGATCGGACTACTTTCA 276

Ad03A3932 Aradu.A03 3932 p2 (AG)11 22 9988599 9988620 CTTCGAGGATCAAGAGGTCG CACACACTTGTGGATTCCGT 268

Ad03A3933 Aradu.A03 3933 p3 (GAG)6 18 9989910 9989927 TGCGCAAATTTGAAAGAAGA TGACAAGCAAGTCCAACCAA 159

Ad03A3935 Aradu.A03 3935 c (T)10ccgcatatgaaaaaaaaagaaaagaacaaatgag(A)1256 9992652 9992707 AAACGTTAGAAGACACTCATGGAA TGCGAATTAATTTGGCTTTC 129

Ad03A3948 Aradu.A03 3948 p2 (CT)14 28 10035057 10035084 TCCGAATCCGAATCTCAATC AAATAAACAAACGCATCGCC 246

Ad03A3951 Aradu.A03 3951 p2 (CT)10 20 10045945 10045964 TAAAAACGCTGTGCCAAACA CGTCTTCTGTTGCTTCACCA 269

Ad03A3957 Aradu.A03 3957 p3 (GAT)8 24 10067751 10067774 GAGGAAGTGATTGAGGCAGC CAGAATCATCGGTTGCGTTA 148

Ad03A3964 Aradu.A03 3964 p2 (CT)6 12 10090946 10090957 ATGCATGCAAGATGAGATGG ATAAAAACCGGATCCAAGCC 279

Ad03A3966 Aradu.A03 3966 p3 (TTA)11 33 10102287 10102319 TGCTAAACAACACTTCTTCGGA CCTCTCATTTCGCCTACTCG 255

Ad03A3969 Aradu.A03 3969 p2 (GA)8 16 10110694 10110709 CCTTCAAGTTCCATCATCCAA CACCACTAACATGTTCGGTCA 280

Ad03A3971 Aradu.A03 3971 c (TTC)9tttcttcttcctcctcttcttcttctctctttctaccttattgatgattgatcctatcagcattcaattcagtttcgcaacgaagaga(AG)10135 10121621 10121755 CAGAAACAACACAAGCTGCC TCGAATCAACCTCGAACACA 280

Ad03A3974 Aradu.A03 3974 p5 (TCTTT)5 25 10125174 10125198 TTCCTGCAAACCTGAAATCC CATTTTGGAAGGGATTTTAATGA 176

Ad03A3976 Aradu.A03 3976 c (GAG)7(AAG)5caagagaaagaagggaaaaaaaataatacatatacacaaaaatatatttatattatttatctgatcaaaccccaggttttaactt(A)11132 10126049 10126180 CTTGGCGAAGGTTGATCATT TTGGGTCAATACAACTGCCA 280

Ad03A3978 Aradu.A03 3978 p2 (AG)17 34 10131965 10131998 CTCTCGATGGTGAAAGAGGC ACCGTTACGAACGCTTTGTC 172

Ad03A3980 Aradu.A03 3980 p3 (AAT)19 57 10135481 10135537 TTTGTTAGAAACAAGGAAGGTGAA GGGCTAAGATTCAACCCCTC 276

Ad03A3981 Aradu.A03 3981 p3 (TAA)12 36 10137891 10137926 CGGCCCATATTAAAAACCTG GCATAACCGTTTTTCGTCCA 272

Ad03A3982 Aradu.A03 3982 p2 (GA)19 38 10140408 10140445 ATGCGCACATGCGAATAATA ACCGTTACGAACGCTTTGTC 221

Ad03A3983 Aradu.A03 3983 p2 (TA)7 14 10145690 10145703 GGACGGACCTACATTGATGG TGAAAATTTTGCGAAAATATAGAGA 276

Ad03A3986 Aradu.A03 3986 p3 (TTC)5 15 10148469 10148483 TGTATCACACGCACCTTTCAA TTGTCAAAGCGAAACCACTG 208

Ad03A3987 Aradu.A03 3987 c (A)11caaaggacaagtgaggcgttaaacttctaacatgatgaatattgcgtaatggtgcttggtggtctgtaattttattaattttttaattga(AT)10121 10150320 10150440 ATTTAGCTCTTTGTGCCGGT TTCGGAAATTCAAAAGTCGG 199
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Ad03A3988 Aradu.A03 3988 p2 (AT)7 14 10151120 10151133 ATGAGAGAGGCTCGGTGAAA AACAAATATGACAAGAGTAATTTTGGA 246

Ad03A3989 Aradu.A03 3989 c (A)12gaaaaaataccaaacagtaaaacactgattggcggactcctcgc(AAG)674 10157453 10157526 TGCCACCAAATTAGTCAACG GTTGGAGTCCGGTGATGTTG 194

Ad03A3990 Aradu.A03 3990 p3 (ATT)5 15 10168914 10168928 AGAATTCCCTCGCCTTTGTT GAGCCTTTAGTTCGGTATCGTG 221

Ad03A3998 Aradu.A03 3998 p6 (CTGGGA)5 30 10181956 10181985 TTAGAAACTCCCTGCGGTTG GCAGAGCAATGGTATCAGCA 266

Ad03A3999 Aradu.A03 3999 p2 (TA)6 12 10184049 10184060 GGACATCAATTCAAATCCTGG TTTCCAATTTTAGATCCCCAAA 251

Ad03A4001 Aradu.A03 4001 p3 (AAG)5 15 10190224 10190238 CAACCAAACTGCATCAATGG CGAGCGTCACACTAGAACCA 266

Ad03A4003 Aradu.A03 4003 c (AT)7tctaactatttg(A)1440 10192465 10192504 TCGGTTTTTACACCGGAAAG GCGGGTTGATGGATCATTAC 252

Ad03A4011 Aradu.A03 4011 p4 (AAAC)5 20 10215714 10215733 AATCGGTCAGCACAACGTAA GCTGACCAGGTTTTTCCCTT 276

Ad03A4012 Aradu.A03 4012 p4 (AAAC)6 24 10216057 10216080 GGCCAGCACGACGTAAAATA GTTGTGCTGACCGGTTTTTC 235

Ad03A4014 Aradu.A03 4014 p4 (AAAC)6 24 10218629 10218652 AAAAGGAAAAGAAAAACGGTCA TTTTGACATTGTGCGGACC 237

Ad03A4015 Aradu.A03 4015 c (A)10caaacaaac(AAACA)544 10219000 10219043 GGCCAGCACAACGTAAAATAA TGTGCTGACCGATTTTTCTT 245

Ad03A4017 Aradu.A03 4017 p4 (AAAC)5 20 10219795 10219814 AAAAAGGAAAAACCGGTCA TTTTTCGTTGTGCTGACCAT 159

Ad03A4018 Aradu.A03 4018 c (AACA)5aaaaaaca(AAAC)756 10220646 10220701 AAGCAAAGAAACCGGTCAGA TTTTTACGTTGTGCTGACCAT 251

Ad03A4021 Aradu.A03 4021 p4 (AAAC)5 20 10221681 10221700 AACGGTCAGCACAACGTAAA TGACCGGGTTTTTGTCTTTT 200

Ad03A4022 Aradu.A03 4022 p4 (AAAC)6 24 10222024 10222047 GGACCAGTCAACACAACGAA TTCTGCTGACCGGTTTTTCT 190

Ad03A4027 Aradu.A03 4027 p4 (AAAC)6 24 10225379 10225402 ATCGGTCAGCACAACGTAAA GGACCGATTTTTCCCTTTTT 274

Ad03A4028 Aradu.A03 4028 p5 (AAACA)5 25 10225769 10225793 TGGTCAGCACAACGTAGAAAA TTTTTCTTGCTGACCGGTTT 137

Ad03A4031 Aradu.A03 4031 p4 (AAAC)6 24 10228991 10229014 AAGTCGGTCAGCACAACACA CTGACTGGTTTTTCCCCCTT 243

Ad03A4036 Aradu.A03 4036 c (AAAC)5gaaacaaaaaaacaagcaaacaaacaaaaaaacaaaaaaaccggtcagcataacct(A)1490 10234897 10234986 AAAAATCGGTCAGCAAAACG GAACGGTTTTTCCCCCTTT 244

Ad03A4038 Aradu.A03 4038 p4 (AAAC)5 20 10238135 10238154 CCGGTCAGCACAACATAAAA GCTGACCGATTTTTCCCTTT 231

Ad03A4042 Aradu.A03 4042 p4 (AACA)5 20 10239810 10239829 AGAAAAGAAAAACGGTCAGCA TCCCTTTCTTTTACGTTGTGC 183

Ad03A4043 Aradu.A03 4043 c (A)10ccggtcagcacaacagaaaaaaggaaaaaatcggtcagcaaaacgtaaaaaaagaaaaaaacggtcagcacaacgtaaaaa(AAAC)7119 10240096 10240214 AAAAAGGGTGGGATCGGC TGCTGACTGGGTTTTTCCAT 264

Ad03A4045 Aradu.A03 4045 p4 (CAAA)5 20 10241078 10241097 AAAAGCCGGTCAGTACAACG ATTGTGTTGACCAGTTCCCC 276

Ad03A4047 Aradu.A03 4047 c (CAAA)5acaaaaaaacaaaaaaaccggtcagcacaacct(A)1063 10242889 10242951 AAAAGCCGGTCAGTACAACG TTGTGTTGACCAATTCCCCT 276

Ad03A4049 Aradu.A03 4049 p4 (AAAC)8 32 10243408 10243439 ACCGGTCAGCACAACGTAA TGCTGACTGGGTTTTTCCAT 232

Ad03A4051 Aradu.A03 4051 c (A)10caaacaat(CAAA)538 10244319 10244356 CAGCCCAACGTAAAAGAAGG TAGGTTGTGCTGACCGGTTT 115

Ad03A4053 Aradu.A03 4053 c (A)10cggtcagcacaatgtaaaaaaaaggaaaaaaattggtcagcacaacgtaaaaaaaaacaaaaaaatagtcagcataacgt(A)11101 10245279 10245379 AAACCAATCAGCACAACAAAAA TGTGCTGACCGATTCATTTC 237

Ad03A4056 Aradu.A03 4056 p4 (AACA)7 28 10245818 10245845 GGAAAAGAAAAACGGTCAGC TCCCTTTCTTTTACGTTGTGC 184

Ad03A4057 Aradu.A03 4057 p4 (AAAC)5 20 10246200 10246219 CGGTCAGCACAACAGAAAAA CTGACCAGTTTTTCCCCCTT 255

Ad03A4059 Aradu.A03 4059 c (A)10caaacaatcaaacaaataaacaaacaaaacaaaaaaacaaaaaaaaccggtaagcacaacct(A)1082 10247141 10247222 AAAAAGGGGGAACTGGTCA CGTTGTGCAGACCAGTATTTTT 258

Ad03A4060 Aradu.A03 4060 p4 (AACA)7 28 10247879 10247906 GGAAAAGAAAAACGGTCAGC TCCCTTTCTTTTACGTTGTGC 189

Ad03A4061 Aradu.A03 4061 p4 (AAAC)5 20 10248260 10248279 AAAAATCGGTCAGCAAAACG CTGATCGGTTCCGCCTTT 245

Ad03A4064 Aradu.A03 4064 c (A)10caaacaaacaatcaaaacaaaaaaacaaaaaaacaaaaaaaaccggtcagcacaacct(A)1078 10249537 10249614 AAAAAGGGGGAACTGGTCAA TTTTTACGTTGTGCTGACCG 238

Ad03A4067 Aradu.A03 4067 p4 (AAAC)6 24 10250987 10251010 TCTGTCAGCAAAAAGAAAATGG TAGGTTGTGCTGACCGGTTT 254
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Ad03A4069 Aradu.A03 4069 p4 (CAAA)5 20 10252855 10252874 AAAAGCCGGTCAGTACAACG GTTGACCAATTCCCCCTTTT 279

Ad03A4070 Aradu.A03 4070 c (A)10caatcagcacaacc(A)1034 10253392 10253425 AATGGTCAGCACAACGCA GCTGACCGTTTATTTTTGCT 221

Ad03A4076 Aradu.A03 4076 c (A)10gggtcagcacaacctaaaaaaaactggaaaaaaccggtcagc(A)1062 10256147 10256208 CGGTCTGCACAACGTAAAAA TATGATGACCGGTCCCACC 260

Ad03A4078 Aradu.A03 4078 p4 (AAAC)5 20 10258898 10258917 CGGTCAGCACAACAGAAAAA CTGACTGGTTTTTCCCCCTT 277

Ad03A4079 Aradu.A03 4079 c (A)10caaaaaaacagtcaacacaacgtaaaagaaagggaaaaaacaggtcagcacaacgt(A)1076 10259524 10259599 AACGGTTAGCACAACGTAAAAA CATTGTCCTGACCGGTTCC 278

Ad03A4080 Aradu.A03 4080 p4 (CAAA)5 20 10261207 10261226 AAAAAGGGGGAACTGGTCA CGTTGTGCTGACCGATTTTT 224

Ad03A4082 Aradu.A03 4082 p4 (CAAA)5 20 10264128 10264147 GGAACTGGTCAGCAAAATGAA TTTAGGTTGTGTTGACCCTTTTT 125

Ad03A4085 Aradu.A03 4085 p4 (CAAA)5 20 10265795 10265814 TCGGTCAGCACAACGTAAAA TTTGCTGACCAGTTTTTCCA 210

Ad03A4088 Aradu.A03 4088 c (A)10caaacaaacaatcaaacaaaaaaacaaaaaac(A)1052 10267463 10267514 AAAAATGGGGAACTGGTCAA TGTTGTGCTGACCGGTTTTT 234

Ad03A4091 Aradu.A03 4091 p4 (AACA)5 20 10270268 10270287 AAACGGTCAGCACAACGTAA CTGACCGGTTTTTCCCTTTT 253

Ad03A4092 Aradu.A03 4092 p4 (CAAA)5 20 10271170 10271189 CAGCACAACAGGAAAAAGGA GGTTATGCTGACCGGTTTTT 124

Ad03A4093 Aradu.A03 4093 p4 (CAAA)5 20 10272107 10272126 CCGGTCAGCACAATGTAAAA TGTGTTGACCAGTTCTCCCTT 250

Ad03A4095 Aradu.A03 4095 p4 (AACA)6 24 10273222 10273245 TCAGCAAAACGTAAGAAAAGGA AGGTTGTGCTGACCGTTTTT 197

Ad03A4096 Aradu.A03 4096 p4 (CAAA)5 20 10275227 10275246 ATCGGCCAGCACAACTTAAA GTTGACCAGTTCCCCCTTTT 279

Ad03A4100 Aradu.A03 4100 c* (AACA)6(A)10* 33 10276341 10276373 GGAAAAGAAAAACGGTCAGC TTTTCCCTTTCTTTTACGTTATGC 186

Ad03A4101 Aradu.A03 4101 p4 (CAAA)6 24 10277289 10277312 ATCGGTCAGCACAAGGGAA ACGTTGTGTTCACCGGTTTT 270

Ad03A4103 Aradu.A03 4103 c (AAAC)5aaaaaaaacaaaaaaaacaaacaaaaaaacaaaaaaaacaaaaaaaccggtcaggacaacctaaaaaaacaaaaatattggaaaaaaccggtcaac(A)10126 10279283 10279408 AAAAATCGGTCAGCACAACA AACCGGTTTTTCCCCTTTTT 280

Ad03A4107 Aradu.A03 4107 p4 (AACA)9 36 10283206 10283241 AGCACAACGTAAGAAAAGGAAA AGGTTGTGCTGACCGTTTTT 200

Ad03A4109 Aradu.A03 4109 p4 (AAAC)6 24 10284099 10284122 AAAAAGGGAGGATCGGTCAA TAGGTTGTGCTGACCGGTTT 214

Ad03A4110 Aradu.A03 4110 c (A)10gggaaaaaaactggtgaacacaacgt(A)1147 10284261 10284307 AAAAAGGAAAGAAACCGGTCA TTTTTACGTTGTGCTGACCAT 215

Ad03A4117 Aradu.A03 4117 c (A)10gggaaaaaaatcggtcagcacaacgaaaaaaatcggtcagcacaacgtaaaagaaaacaaaaaaactagaaaaaaccggtcaac(A)10104 10288353 10288456 AAAAAGGGGGAACTGGTCA ACGTTGTGCTGACCGTTTTT 263

Ad03A4118 Aradu.A03 4118 p4 (CAAA)5 20 10289905 10289924 CGGTCAGCACAACGTAAAAA TGTTTGTTTATTTGTTTGTTTGTTT 276

Ad03A4120 Aradu.A03 4120 p4 (AAAC)5 20 10290851 10290870 AACGGTCAGCACAACGTAAA GTGTTGACCGGTTTTTCCC 225

Ad03A4122 Aradu.A03 4122 p4 (CAAA)5 20 10292670 10292689 TTCATGGGGAGGCTCTCATA ACATGAATGCCATAAGCCAA 233

Ad03A4124 Aradu.A03 4124 c (A)10caaacaaacaaacaaaaaaacaaaaa(AAAC)556 10293614 10293669 CCGGTCAGCAAAATGTAAAA GTGTTGACCGGTTTTTCCC 255

Ad03A4140 Aradu.A03 4140 c (A)10tggtcagcacaatgtaaaaaaagggaaaaaaaccggtcagcacaaagtaaaaaaatagggggaccggt(A)1088 10304295 10304382 GCACATCGTATAAAAGAAAACGG TTTTTAGGTTGTGCTGACCG 232

Ad03A4145 Aradu.A03 4145 c (A)10tggtcagcacaatgtaaaaaaagggaaaaaaaccggtcagcacaaagtaaaaaaatagggggaccggt(A)1088 10307007 10307094 GCACATCGTATAAAAGAAAACGG TTTTTAGGTTGTGCTGACCG 232

Ad03A4163 Aradu.A03 4163 c (A)13gagaaaaactggtaagcacaacgt(A)1047 10321048 10321094 GGGAAAGAAACAGGTCAGCA CTGATCGGTCACCCCTTTT 203

Ad03A4169 Aradu.A03 4169 c (A)10cagtcagcacaacgtaaaaaaagggaaaaaaaccggtcagcacaatgtaaaaaaaacggtcagcacaacgtaaaaaaaaacggtcagcacaacct(A)15120 10326467 10326586 GCACAACGTAAGAAAAGGGAA CGTTGAGCTGACCGGTTT 280

Ad03A4188 Aradu.A03 4188 c (A)11gaaaaaaacggtaagcacaacgtaaagaaaaaccggtcagtacaacctaaaaaaacaaaaaaactgcaaaaaaatggtcagcacaacct(A)11111 10337686 10337796 AAAAATGGTCAGCACAATGTAAA GACCGGTCACCCCTTTTT 260

Ad03A4195 Aradu.A03 4195 c (A)10caaaaaaaccggtcagcacaacgtaaaaaaagggaaaaaaccggtcagcacaacggtaaagaaaaacaaaaacaaaaacaaaaaaaacaaaaaac(A)10115 10342970 10343084 GCACAACGGTAAAGAAAAACAA TACGTTGTGCTGACCGGTTT 188

Ad03A4210 Aradu.A03 4210 c (A)10cagtcagcacaacgtaaaaaaagggaaagaaaccggtcagcacaacgt(A)1169 10352337 10352405 AAAATCGGTCATCCCAAAAA TTTTTACGTTGTGCTGACCA 264

Ad03A4223 Aradu.A03 4223 c (A)11gagaaaaactggtaagcacaacgt(A)1045 10357881 10357925 AACGGTCAGCACAACGTAAA GACCGGTCACCCCTTTTT 225

Ad03A4224 Aradu.A03 4224 c (A)10cggtcagcacaacctaaaaaaaaactggaaaaaaaccggtcatcacaaaaaaaatggtcaacacaacgtaaaaaaagggaaaaaactggtcagcac(A)10116 10358059 10358174 AACGGTCAACACAACGTAAAAA TGCTGACCAGTTTCTTTCCC 232
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Ad03A4228 Aradu.A03 4228 p4 (AAAC)5 20 10361746 10361765 CGATCAGCACAACGGTAAAA GTGCTGACCGGTTCTTTTGT 258

Ad03A4235 Aradu.A03 4235 c (A)10caaaaaaataggaaaaaaaccagaaaaaaatcggtcagc(A)1059 10364095 10364153 AAAAACCGGTCAGCACTACG TTTTTACCAGTCCACCCCTTT 257

Ad03A4267 Aradu.A03 4267 c (A)10ccggtcagcacaacctaaaaaaacaaaaaaacttatcagaaaaaaaatggtcagcacaacgtaaaaaaagggaaaaaatccggtcagcacaagg(A)11115 10387851 10387965 CAGCACAACGTAAACAAAAAGG TTTTTGTGCTGACCGATTTTT 270

Ad03A4347 Aradu.A03 4347 c (A)10ggggtcagcacaacctaaaaaaatggaaaaaaactggttacaaaaaaaaactgtcagcacaatgt(A)1085 10458719 10458803 CGGTCAGCACAACGTAAAAA CTGACCGGTTTTCTTCCTGT 239

Ad03A4351 Aradu.A03 4351 c (A)11gggggacctgtcagc(A)1036 10461838 10461873 AAACCGGTCAGCACATCCTA TTTTTGACCGGTACCCCC 264

Ad03A4359 Aradu.A03 4359 c (A)10tcgatcagcacaacctaaaaaaattaaaaaactggaaaaaaaccggtaaaaaaaatggtcagcacaacctaaaaaaaaggggggaccggtcagc(A)10114 10466017 10466130 AAAATAAAGTGGGGTCCGGT CGTTGTGCCAATCAGTTTTT 275

Ad03A4362 Aradu.A03 4362 c (A)10tcggtcagcacaacctaaaaaaacaaaaaattggaaaaaaaacttgtaaaaaaatggtcagcacaacgt(A)1190 10471384 10471473 ATCGGAAAGCACAACGAAA CGTTATGCTGACCGGTTTTT 270

Ad03A4363 Aradu.A03 4363 c (A)10cggtcagcacaacgtaaaagaccatttttttgctgaccagtttttttccagcttttttgtttttttaggttttgctaaccg(T)11102 10471981 10472082 GCGGTCAACACAACGTAAAA AAAAGGGGGACCGATTAGC 196

Ad03A4368 Aradu.A03 4368 c (T)10gctgaacggtttttttccag(T)1040 10474894 10474933 TCCCCACCCTTTTTCTTTTT AAAAACCGGTCAGCATAACG 272

Ad03A4370 Aradu.A03 4370 c (T)10gctgaccggtttttttcctagattttttttgctgaccagtttttttccattttttttaggttgtgctgactg(T)1092 10475616 10475707 CTGATCGATTTTTGCCCTTT GAGGACCGGTCAGCAAAAA 257

Ad03A4383 Aradu.A03 4383 c (T)11atgaccggtcccctttttttttatgttgtgctgaccggttttttttcctttttttatgttgtgctgactg(T)1091 10485317 10485407 TGACCGGTTTCTTCCAGTTT CGGTCAGCACAACGTAAAAA 236

Ad03A4384 Aradu.A03 4384 c (T)11gctgaccaatttttttccagtttttttgtgtttttaggttgtgctgagc(T)1070 10485545 10485614 ACCCGTCCCGCTCTTTTT AAAAACCGGTCAGCACAACT 222

Ad03A4388 Aradu.A03 4388 c (TTG)9tgtagactatttttttggctgaccgatttttttagttttttttgctgaccgatttttttccag(T)10100 10486730 10486829 GGCTTGGGACCAGCTATGTA AAAAACTGGTCAGCACAACG 268

Ad03A4395 Aradu.A03 4395 c (T)10acattgtgtagactattttttttggctgaccgattttttttctag(T)1065 10490060 10490124 TGACCGGTCCCCCTTTTT ACCGGTCAGCACAACGTAA 213

Ad03A4411 Aradu.A03 4411 c (T)10aggttttgctgaccg(T)1237 10507699 10507735 TCCAGTTTTTATTTTAGGTTGTGTTG AAAAACCGGTCAGCAAAAA 247

Ad03A4435 Aradu.A03 4435 c (T)10atgttgtgctgaccggttttttccaa(T)1046 10524935 10524980 AGGTTGTGCTGATCGGATTT GGGGACTGGTCAGCAAAAA 127

Ad03A4438 Aradu.A03 4438 p3 (CTC)7 21 10532106 10532126 TCCGACTTTTATCCAGGTGC ATCACAATGGGCTGAGAAGG 265

Ad03A4440 Aradu.A03 4440 p3 (ATT)6 18 10557811 10557828 GAGGAAGAATTCGAGGGTCC TCCGAATCACTAATGTCCCA 256

Ad03A4441 Aradu.A03 4441 p3 (ATA)18 54 10561138 10561191 TTACGCTTAAGAAGCAATTCG TCTTCTCAAAATCTCTCTTATTCTTGT 273

Ad03A4444 Aradu.A03 4444 p2 (TA)6 12 10575440 10575451 TGAAGGAAGAGGGCAATAGTAAA TGGGTCACGAGAAAATAAAAA 280

Ad03A4447 Aradu.A03 4447 p3 (AGA)5 15 10584427 10584441 TGAAGCAGACCTTTCAGCAA TGGATTGGCCATGGTAGTTT 229

Ad03A4450 Aradu.A03 4450 p2 (GA)13 26 10595393 10595418 GCCGAAATTGCTTCTTCTGA ACCGCTCTATGTTGCAATCC 240

Ad03A4453 Aradu.A03 4453 p2 (AT)6 12 10611284 10611295 AGCTGAAGGTGTCTATTTTGGA TGAAATATTGCAGGAACAATCG 270

Ad03A4459 Aradu.A03 4459 p3 (GAC)5 15 10632810 10632824 CAACGCAGAAGACCACAAAA CTACGCTTCTTCTCCATCGG 146

Ad03A4462 Aradu.A03 4462 p4 (ATCT)5 20 10656012 10656031 AGCACCATTGCTTACTTGGC TGGCTTAAACTCATTGTGGAGA 135

Ad03A4469 Aradu.A03 4469 c* (CATA)11(AT)8*gtatgtatgtaa(GTAT)13121 10703065 10703185 TTCTTTCAAGGCTCATGGTT GTCCCTCAGGCTTTACGAGA 280

Ad03A4475 Aradu.A03 4475 p2 (TA)9 18 10728015 10728032 TGAAGATATTTGCTAATTATTACCGTG TGTCATGCACGTGAGAAGATT 279

Ad03A4480 Aradu.A03 4480 p2 (CT)6 12 10788367 10788378 CCTGGAATGAAGAGAAGTAGCC TTTTTGACCCAGTTTTTGGC 206

Ad03A4482 Aradu.A03 4482 c (TG)21(AG)25 92 10812434 10812525 CCAACAGGGGAACAGCTAGA CCCCATTGGCACTACATTTT 245

Ad03A4483 Aradu.A03 4483 p2 (AG)7 14 10815341 10815354 CCAAGGGCATAAATGAGGAA TCTCTCTCGCTCTCTCTGGG 243

Ad03A4485 Aradu.A03 4485 c (AAC)14aataataatattagaaag(A)1070 10818495 10818564 GGAGAGAATATTAGAAAAAGACGGG TCACTAAAAGTGTTGGCCCC 164

Ad03A4486 Aradu.A03 4486 c (AGC)8(AAC)5 39 10820183 10820221 TGGCAGATTCAATGCAGAAG CGTGCATTACGCTCCAACTA 233

Ad03A4487 Aradu.A03 4487 p3 (AAT)17 51 10823214 10823264 AAGAGCCTGTCAAATACCACG TTCCTAGCCTGAAGCCTGAA 240

Ad03A4490 Aradu.A03 4490 p4 (ATAA)6 24 10831401 10831424 TGTGATGAGAAACACCGAATAAA TGGCTTTGAAGGCTGCTACT 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A4495 Aradu.A03 4495 p2 (GT)6 12 10865993 10866004 CAATTGCAGCTCTGTTCTCG CCCACACCCACACTCTTCTT 188

Ad03A4496 Aradu.A03 4496 p2 (AT)8 16 10869531 10869546 CCGCAATACTGCTCCAAAAT ACCCTCGCCTTTACCTTGAT 192

Ad03A4498 Aradu.A03 4498 p3 (AAG)5 15 10880232 10880246 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad03A4501 Aradu.A03 4501 p2 (TC)6 12 10885978 10885989 ACGCCTCCTTGATTCTCTCA CAAACATCGGGTCGTCTTCT 221

Ad03A4503 Aradu.A03 4503 p2 (TA)8 16 10895651 10895666 ATCGTCTCAATTTTGTCCCG AGAGCATGGATTTGTGGGAG 266

Ad03A4504 Aradu.A03 4504 p3 (ACA)5 15 10896087 10896101 AAAGGCAAACGAACGGATTT ATTCATGTAGCCAACCCCAC 182

Ad03A4505 Aradu.A03 4505 p3 (TTG)5 15 10902836 10902850 TGGCATCGTTTGATTCATGT TCCTTTGGAAGGATGCTTTG 116

Ad03A4507 Aradu.A03 4507 p2 (GA)10 20 10905667 10905686 ACCATCTTCTTGGCCACAAC AAACACATCTCCCTCTCCCC 274

Ad03A4511 Aradu.A03 4511 p2 (TA)7 14 10931109 10931122 TGATGTGATGGCATTGCTTT TTGCTCTTGCCTTTTGGTTT 222

Ad03A4512 Aradu.A03 4512 p2 (TA)8 16 10940832 10940847 TGGGATCGACCCTCACTTAC AGTCAAGGCCGACAGGAGTA 247

Ad03A4515 Aradu.A03 4515 p3 (AAG)5 15 10998842 10998856 GCCCTCAAGCAAAAGAAGAA CAAACCCCTATCCCTCCATT 158

Ad03A4516 Aradu.A03 4516 p2 (TA)7 14 11018810 11018823 CCCCACACTAGGAGGACAAA AAACCAATCCGGTTTAAGGG 247

Ad03A4517 Aradu.A03 4517 p2 (TG)6 12 11020887 11020898 TAGACAACCAACGCATGAGC TCAGCAAGGTAAAAGGGGAA 232

Ad03A4519 Aradu.A03 4519 p3 (TTA)6 18 11037434 11037451 ATCATTGAAGGCCATTGACA TCAAAATTACTCGTGCTGCAA 251

Ad03A4522 Aradu.A03 4522 p3 (TAA)7 21 11044444 11044464 CCCACTTTATCCATGGTGCT AATTGGCTGAAACATCGCTC 256

Ad03A4524 Aradu.A03 4524 p2 (GT)6 12 11059659 11059670 TCGAAGAGAAAAACGTGGCT CCCTTGGCCCAACATAACTA 256

Ad03A4525 Aradu.A03 4525 p2 (AT)6 12 11071359 11071370 GGGTTGTAATGGGGCTAAGG GGGGATAAAATTACCCCAATG 247

Ad03A4529 Aradu.A03 4529 p2 (TA)8 16 11111718 11111733 CTTTCTTGAAGCTGGAACCG GCCAACCGAAGGTTCTGAGT 234

Ad03A4530 Aradu.A03 4530 p3 (ATT)6 18 11137219 11137236 TGTGCATTGCTTTTTGCATT GGAAGCATGCTCATGTGAAA 132

Ad03A4536 Aradu.A03 4536 p2 (AC)17 34 11156767 11156800 TGGCTGAAAATTAGGCCAAC CTCTCAACGTGCTCTCCCTC 169

Ad03A4538 Aradu.A03 4538 p3 (TCG)5 15 11165552 11165566 TTGGTTTCAACTTTCCAGGG AAGAGGGGAATGGAAAGCAT 277

Ad03A4539 Aradu.A03 4539 p2 (CT)13 26 11165734 11165759 ATGCTTTCCATTCCCCTCTT CTCCAGTAGCCTTGGACTGC 266

Ad03A4540 Aradu.A03 4540 p2 (TC)20 40 11175177 11175216 CGATTCAGAGTAGTGGGGGA CCGATGACGTCACAGAGAGA 181

Ad03A4544 Aradu.A03 4544 p2 (AT)6 12 11234683 11234694 TCTTTCCTCATTTCAAAAATCAAA CCATGATGGAGAAAGGGAGA 263

Ad03A4546 Aradu.A03 4546 p3 (ATG)5 15 11251173 11251187 CCTTTCCCTTTTTAGCCTGG GGAGGGCCGAATATTAGAGG 127

Ad03A4548 Aradu.A03 4548 p5 (TTATC)8 40 11268666 11268705 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 184

Ad03A4558 Aradu.A03 4558 p2 (AT)11 22 11292912 11292933 TTTTGAATCCCAAAATTTAAACC GAATACCGCCGCATCTAACT 276

Ad03A4559 Aradu.A03 4559 p2 (AT)7 14 11299721 11299734 AATTACCCTTGAAGTAGTGCTTTTAAT TGCTGGACAAATGACAAAAATC 262

Ad03A4560 Aradu.A03 4560 c (CT)6(AC)6 24 11301573 11301596 TTTGCTTAAATTAACACTGGGG ATGGGGTTGGCATACCATAA 238

Ad03A4564 Aradu.A03 4564 p2 (AT)7 14 11320402 11320415 TGCAATGTATGGGAATGAACC TGCAATTTTGATGCGTTCTG 279

Ad03A4565 Aradu.A03 4565 c (T)10attattatataacttgttgaggatgcaaattatcttttgactccaatgtataactcagttgaaggatttttttcc(T)1095 11321299 11321393 GCAATTTTGGTGATGAAAATGA GCTTTGACCACCACTATGAAAG 280

Ad03A4568 Aradu.A03 4568 p3 (CAA)5 15 11329962 11329976 TGGCTTTTTCTGCTTGCTTT TGAACGCTTGAACAGTGCAT 226

Ad03A4569 Aradu.A03 4569 p2 (TG)6 12 11336929 11336940 GGACCTTGGGTGTGGTAAGA CAAGCTCTCAAGGCCTCAAC 248

Ad03A4572 Aradu.A03 4572 p2 (TG)34 68 11359651 11359718 CCATATGGGAAGATGCTTTCA TGCTAAAACTGATCACAATCACAA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A4573 Aradu.A03 4573 p2 (GT)7 14 11360099 11360112 CCATATGGGAAGATGCTTTCA AGTTGCTTGGACCTTGTCGT 270

Ad03A4579 Aradu.A03 4579 p4 (TTAG)5 20 11388723 11388742 CTCCTACCCCTCATCCAACA AAGCATGAAAAACTCAAAACCAA 279

Ad03A4581 Aradu.A03 4581 p2 (AT)11 22 11389647 11389668 TTAAGTGTGGGGAGGTCGTC CTCAAATCAATTGGTGCCCT 219

Ad03A4586 Aradu.A03 4586 p2 (AG)7 14 11412452 11412465 AAATCCAAGCCCAGAAAACA CCAATTTGGCAACATAAATCAA 271

Ad03A4588 Aradu.A03 4588 p3 (GAA)8 24 11428762 11428785 GAGTCGATCATAAATGGAGGG GATGAGTGCAGCCATTGAAA 169

Ad03A4589 Aradu.A03 4589 p3 (AAT)6 18 11438108 11438125 TCACGTGAAGTTGATAGCTGAAA CGGTTCAGTTGGTGGTTCTT 243

Ad03A4591 Aradu.A03 4591 p2 (TA)9 18 11441276 11441293 AAATTGAAAAGCATGTGATGAA TGCGTATTAGATTTCTCTGACCA 251

Ad03A4596 Aradu.A03 4596 p3 (TCT)5 15 11448449 11448463 TCATCATGCCTAGTCCTTCAAA CCACACGCCACTCACTCTTA 279

Ad03A4598 Aradu.A03 4598 p2 (AT)8 16 11453750 11453765 AAGGTGGAGGCATCAGAATG CTCACCTGCCCAATTGATTT 239

Ad03A4599 Aradu.A03 4599 p3 (CTC)5 15 11454060 11454074 GCAGGTGAGGGAGTTTGATG AACAACTCATCATGCCACCA 251

Ad03A4600 Aradu.A03 4600 p2 (GA)8 16 11456859 11456874 AACCAACAGAGGACAATGCC TTCCTCTCACATTCAACCCTTT 143

Ad03A4601 Aradu.A03 4601 p2 (TA)6 12 11459333 11459344 TGTTAGCTGCTTTGGTGATCT TTGAATGTCCCAAAATAATTTCTC 244

Ad03A4604 Aradu.A03 4604 p2 (AG)9 18 11467149 11467166 CAGTGCAAGAAGAGGAGGGA TTGCCGGTAATACTTGGAGG 279

Ad03A4605 Aradu.A03 4605 p3 (TGA)5 15 11473121 11473135 AGATGGCAAAATCGTTCTCG GGACGAGTCTGAAGAGGCAC 198

Ad03A4606 Aradu.A03 4606 p2 (GA)6 12 11486267 11486278 AGAAAACCAATAAGCGCAGC AAGCATAACATGGGTCAGGC 276

Ad03A4608 Aradu.A03 4608 p4 (TTTA)6 24 11488555 11488578 GGGGGTACACGGAAAATAAGA GTTTAACCCCTCCCGTGTTT 137

Ad03A4610 Aradu.A03 4610 p3 (GAC)5 15 11499793 11499807 ATCATCACCGCCTTCTATGC GGAATTATGGCCTGCAACAT 280

Ad03A4612 Aradu.A03 4612 p3 (ATG)8 24 11508775 11508798 GGCAATTTATATGGCCGCTA TTTGTCAAAATTCAAATGCAAA 189

Ad03A4613 Aradu.A03 4613 p2 (AT)6 12 11509251 11509262 TGCAACAAAGCCACCAACTA GCTTCAGTTTTGAGTGTGCG 234

Ad03A4615 Aradu.A03 4615 p2 (AG)6 12 11524701 11524712 AAGGGAAGGAAACTGATGGC CTCCTCTCATCGTTCTTCGG 174

Ad03A4621 Aradu.A03 4621 c (A)36(CA)6 48 11553011 11553058 CCCAATTATTGAAACCGCAC GATCCCAAAATTAAAGGATCAAA 260

Ad03A4622 Aradu.A03 4622 p2 (GA)8 16 11553505 11553520 TTCCTTCCCAAATTTTTCCA GATTGTCGCAACACACTTGG 147

Ad03A4623 Aradu.A03 4623 p2 (TA)7 14 11554386 11554399 CATCATGTTGGTTTTGCAGTG GCTCTTGATGAGCACCTTGA 249

Ad03A4628 Aradu.A03 4628 p2 (TG)10 20 11571556 11571575 TGATCACTCTTGCTGGTTTCA GGAACTCCAACCTTGCCTAA 193

Ad03A4629 Aradu.A03 4629 p2 (TG)6 12 11571931 11571942 CAGAAACAAGCCAATCGACC CACCAAGCAACCCCATTTAT 252

Ad03A4639 Aradu.A03 4639 c (A)10ggagaaaaaattgcataatgatccatccatattcacatatatgg(A)1064 11591064 11591127 GGAACCTTGGGCCATTGTAT TTTTGCTTTGCATTTATTGGA 175

Ad03A4645 Aradu.A03 4645 c (ATT)5(GTT)5 30 11604073 11604102 TTGTCGTCTCATGCCACTTC TCAAAGCCTTTCAATTTGTTCA 231

Ad03A4650 Aradu.A03 4650 p2 (AT)11 22 11618500 11618521 TGAAAACGTCAATAAAGTGCAGA TTACCGAAATGCCTCCAATC 272

Ad03A4652 Aradu.A03 4652 c* (AT)6(ATAC)6* 34 11621325 11621358 CTTAGCCACCGAAACCATGT TCACATTCGAAGCGTTAAAGG 113

Ad03A4659 Aradu.A03 4659 p3 (TAT)14 42 11641907 11641948 CGCATATTCAACTCCTATCGAA GCATATGGAGCAACTTTTTATTTT 182

Ad03A4662 Aradu.A03 4662 c (TA)8ttatttatccttaaaaatgaataaaaacacatacaaatcactcaaatatgt(A)1481 11647510 11647590 TTTATTTTACTTTGGACAATATTGGAT AATAGAATATTGTGTAGTGCTTCTGG 278

Ad03A4664 Aradu.A03 4664 p3 (GAA)5 15 11648029 11648043 AAGTGCCGCTAAGAGTTGGA TGGATGTGTAGCATAGCCCA 272

Ad03A4665 Aradu.A03 4665 c (AGA)5aatgcggg(AGA)7aatgcggg(AGA)16100 11649228 11649327 GACGATGAAAAAGACGCTCC GCAATTTTAGATCACGCGTTT 184

Ad03A4668 Aradu.A03 4668 p2 (AG)6 12 11653554 11653565 ACATTGATTTGCGGGTAAGG ACCACAGCCATCATCCTCAT 102
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Ad03A4675 Aradu.A03 4675 p3 (CTT)5 15 11663976 11663990 GGCCCAATCCCAAATAGAGT GTGGCTTTTGTGATTTCGGT 145

Ad03A4676 Aradu.A03 4676 c (GAA)6cctacgagcgcaaatttaaaagaata(AGG)765 11664195 11664259 ATCACAAAAGCCACCGAATC CATGCAGTGAAGAAATGGTGA 279

Ad03A4677 Aradu.A03 4677 c (GAA)5cgacatagcttattacgttgaattcaatgcagatcaataatgaagaatgcgaccagagaagaaaaactcgaatagatgaaaacgacgaattttattaggt(AGAAGG)8163 11664539 11664701 TCATTCATTGTTTCCATTCAAAA CCACCGAACCGAACAATGTA 279

Ad03A4678 Aradu.A03 4678 c (AGA)13aa(AAG)1277 11665084 11665160 GCGAACAGATGAAAACGACA TTTGTTATACACGCGCCTCA 159

Ad03A4679 Aradu.A03 4679 p2 (CA)6 12 11666347 11666358 CGCATCCGAAAACTCAAAAT GAGATGAGTCGGGGTGGATA 210

Ad03A4683 Aradu.A03 4683 p4 (TATT)5 20 11672226 11672245 TGGTCAATAACCCTCTTGTGC AGCGAAGTAGAAAAGATAATAGAAAGA 271

Ad03A4684 Aradu.A03 4684 p2 (TA)6 12 11673991 11674002 TGGAGACCAAATCATCAGCA TTTCAGAAAGGATATTGACAAAAGG 279

Ad03A4685 Aradu.A03 4685 p2 (TA)9 18 11679074 11679091 CATGCATTCAAAAATCACAGAAA CCTTGTTTGTTGCATGATCC 228

Ad03A4692 Aradu.A03 4692 c (GA)6a(AG)6 25 11696450 11696474 CGGACATAGCGAAGGTGACT CTCATCCCGTTACCGTCATT 173

Ad03A4698 Aradu.A03 4698 p2 (GA)9 18 11715236 11715253 GGCTTGAAACCTTGCTTCAG CACGGCCCAGATTTAAGAAG 167

Ad03A4699 Aradu.A03 4699 c (TA)9g(AC)6 31 11722922 11722952 AAGGCAGAGGAAGAAGGAGG GGCAATGGTCTTATGCTCGT 197

Ad03A4700 Aradu.A03 4700 p3 (TAC)5 15 11725930 11725944 GGCTCCATCTTGTTGAGGTC TGCCTCAATCACCACCTACA 280

Ad03A4702 Aradu.A03 4702 p2 (TA)6 12 11727410 11727421 ATCACTACAAATCGGAGCGG AGCATTCACCTATTATTATTCGCT 170

Ad03A4703 Aradu.A03 4703 p4 (TTAT)5 20 11729120 11729139 AGCTATGAATGATTGGCGAT CCACGTTAACTAATTTCAGCCA 167

Ad03A4704 Aradu.A03 4704 p2 (AT)7 14 11730251 11730264 AGCTTTTAACAAGTACAAGCACTG TCCGTACACCAACTTTATGAACA 273

Ad03A4708 Aradu.A03 4708 c (CG)6(CA)7 26 11750197 11750222 AGAAAGACAGACCGCACGAC CAGAGAGACAAGGGTCAGCC 234

Ad03A4712 Aradu.A03 4712 c (CTTT)5ctgtctttgttgtgtagcttagctagctctctgcagctactgatcccattggaacatgtta(CTT)596 11761155 11761250 GATTGGTTGGACTGCTTGGT CTCCATGGAACGGAAACTGT 249

Ad03A4713 Aradu.A03 4713 c (T)10ggtgacatataatgattaataatattggtatggtttcaagtcaaaatg(AAT)1191 11768821 11768911 TCTTAGAAATTACTCACATTGAAAGAA TTAGGTTAGATGACCCTGTAATGTT 276

Ad03A4715 Aradu.A03 4715 p2 (AT)17 34 11783453 11783486 TTTGGAAGTGTGGAGACGTG TGTATCCGAAATACGTGCGA 180

Ad03A4717 Aradu.A03 4717 p2 (AT)7 14 11790917 11790930 ATATTGGGGCCCTTTGTTCT AACTAACAACCAACCATTTGGG 142

Ad03A4722 Aradu.A03 4722 c (A)10catatcctaatttcataaccaaacaaaaggtcaaaatttccaatagttaaacgtttgctatctagtcc(A)1492 11800188 11800279 TAGGCCCAATAACCATGACC TGAAGAAACAGGTGACTTCCC 278

Ad03A4723 Aradu.A03 4723 p3 (ATT)7 21 11802514 11802534 TCACGAGGTTTGGGTAGAGG GCTTCCTTGCTGGAACACTC 115

Ad03A4726 Aradu.A03 4726 p2 (CT)7 14 11810938 11810951 CCACAGGATCCCCACCTAC GTCAATTGAGGGTGGGTTTG 204

Ad03A4730 Aradu.A03 4730 c (T)10aata(T)10 24 11824839 11824862 CCTCAAGCCTATCTTTCGTCC TTTTATTTATTCATCTCTTCACGCTT 227

Ad03A4732 Aradu.A03 4732 p2 (TA)6 12 11828983 11828994 TCGGAATTCACCCATCTTTT CAATTCGCATTCAGCGATTA 260

Ad03A4737 Aradu.A03 4737 p2 (AT)10 20 11849950 11849969 ATGGGTTTATCAACCTCCCC CCCATCTCAAGTGTAAAAGTGC 270

Ad03A4738 Aradu.A03 4738 p2 (AT)7 14 11863425 11863438 TTTGCATGGTGATTTTCGTG TGCTAAGTCAATTATTCATGTTTTTCA 177

Ad03A4742 Aradu.A03 4742 c (TTA)9tccatttttcattttatacatcctataaaaaatttaag(A)1075 11869431 11869505 TTGTGTTTGGTAGAAAAATGTGG CAATTTGCGTGACAGAAATGAT 207

Ad03A4743 Aradu.A03 4743 p3 (AAT)5 15 11871009 11871023 TGCCGTCAGTTGTAATCTCA CGGCTTGGTTAAACTTGCAT 257

Ad03A4744 Aradu.A03 4744 p2 (CT)6 12 11871400 11871411 ACAACATAACCGTGTGGCAT CCATATTTATGGTCGTCGGA 277

Ad03A4745 Aradu.A03 4745 p4 (TTTC)5 20 11873248 11873267 ACTTGCATGTTGCTGCTTTG ATGAGTATCTGGCAGGTGGG 228

Ad03A4750 Aradu.A03 4750 c (AT)6(AC)11 34 11882877 11882910 TCGAGACACCACCAAGACAC GATCCATGGGTATGGTGAGG 275

Ad03A4751 Aradu.A03 4751 p2 (TA)9 18 11885290 11885307 TAGTGACGGCAACGTCAGAG TTCTTGCAGTCAAGTGTGCC 238

Ad03A4753 Aradu.A03 4753 p2 (TC)8 16 11900942 11900957 CATCACCACCCACAAACCTA TGATTAAGCTGATCCACCGA 233
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Ad03A4754 Aradu.A03 4754 p2 (AC)6 12 11901894 11901905 CAATTCTCAACCCCGTTCAT CATGAAAACCCTCAGTTTGGA 239

Ad03A4755 Aradu.A03 4755 p3 (TAT)13 39 11902368 11902406 CAAGTGAATAAGCAAAGAACAAAA TGGAAAAGCTGATCCCACTC 212

Ad03A4756 Aradu.A03 4756 p2 (TC)6 12 11902870 11902881 AGTATGAAGCACGCTTTGCC CAGAGTTTCCATGAAGCACG 246

Ad03A4758 Aradu.A03 4758 p3 (TAA)6 18 11904575 11904592 CGGTCCACCCTTTAAATGAA CTGTTGCTGCACCTCCATAC 243

Ad03A4759 Aradu.A03 4759 p3 (TCA)7 21 11906061 11906081 TCAAGCTCCAATTCCTCACC AGTGTGGAAGAGTGCGTGTG 179

Ad03A4763 Aradu.A03 4763 c (T)11ctgcgttcttcttcttcttttcacccttaatgatatttttcttctcttcttcc(T)1074 11908120 11908193 CTCGCACCACTAAACATGTCA GGAAGAGGAGGAGGAAATGG 193

Ad03A4764 Aradu.A03 4764 p3 (TTC)5 15 11908783 11908797 TTGCACTGAAATTCAAATCCAT GTGTTTCATCCTCACCGTCA 278

Ad03A4767 Aradu.A03 4767 p2 (AG)11 22 11911368 11911389 GAAACGAAAGAGCTGCCAAC ATCCGACAGTAAATCCGACG 247

Ad03A4769 Aradu.A03 4769 p3 (TTA)14 42 11913632 11913673 CCTCCTATTGAGTCTCCACATTG TTCGCTCAAACAAATCGAAG 197

Ad03A4771 Aradu.A03 4771 p3 (AAT)17 51 11919487 11919537 GGAAGAACAGAGGAATGAGGG TCTGGTTATGCATTTTCTTTTTCA 278

Ad03A4772 Aradu.A03 4772 p3 (AGA)9 27 11920261 11920287 GAAGAAGATGGCAGAGCCAC TATGACCGGGTGAATCACTG 178

Ad03A4776 Aradu.A03 4776 p3 (TAA)5 15 11936875 11936889 AATAGTTATCCTTTGCACATCTTATTT CAACATCGTCATTTCTCAACA 280

Ad03A4777 Aradu.A03 4777 p3 (TTA)8 24 11940150 11940173 AGCCAGCACTCATGTCCAAT GCTTTGCCGCTTTTAATTTG 103

Ad03A4778 Aradu.A03 4778 p3 (AAT)14 42 11945292 11945333 TCTTCGATTTCAATGCCTCC CAGACCTGCATTGCAACAAC 180

Ad03A4782 Aradu.A03 4782 p3 (TCT)6 18 11958570 11958587 TGCCCACAGAGTCAGTACCA ATTGGTGTTGATGGTGATGC 196

Ad03A4783 Aradu.A03 4783 p4 (TCAC)5 20 11958753 11958772 GCATCACCATCAACACCAAT GAACTTGAGCTGCAAGGGAT 265

Ad03A4786 Aradu.A03 4786 p4 (CATA)5 20 11972904 11972923 GGATATCCATCGAGAAGCCA GGTGATTTGCTTAGGGCTGA 266

Ad03A4787 Aradu.A03 4787 p3 (GAA)6 18 11973532 11973549 ATGGAAGGGGAAGAGGAAGA TTGGAATTGGAATTGAAGCC 241

Ad03A4789 Aradu.A03 4789 p2 (TA)8 16 11974521 11974536 TGAGACGGCTTCAACTTTTACA CAGGTTTCATTTATTTCAGTGTGA 208

Ad03A4790 Aradu.A03 4790 c (T)12agg(A)10 25 11976575 11976599 ATGCTCCACAAAAACAAGGG CAGTTGAGCCAGAAAAGCGT 243

Ad03A4793 Aradu.A03 4793 p3 (TCA)7 21 11983209 11983229 GCCTCATAAAAGGCCACAAA TATTCAAAATGGAGTCGGGG 101

Ad03A4796 Aradu.A03 4796 p4 (AATA)5 20 11993383 11993402 CCGTCGATTGCTAGGGATTA TGGCCATAAGAATGTCGAAAA 215

Ad03A4798 Aradu.A03 4798 p3 (TTC)6 18 12007762 12007779 AAAATCGTCTTTCGGACCAA TGGTCATTGTCGTCCTCGTA 234

Ad03A4803 Aradu.A03 4803 p2 (TA)7 14 12023860 12023873 TCGAGCATCCATATCTGCAA ATTAGAATCCATGGCCACCA 194

Ad03A4805 Aradu.A03 4805 p3 (AAT)10 30 12036259 12036288 CTTGTATGTCGGCGTCAATG CAGATCGTTGTGTCGTGCTT 239

Ad03A4806 Aradu.A03 4806 p3 (ATA)6 18 12037570 12037587 AAGTGTAAACCGTGGCAACC TCTCTGTATTGTTAGTGACGTTGTTG 266

Ad03A4808 Aradu.A03 4808 p3 (TCT)15 45 12042384 12042428 CGTTCGTTTGTGATACACGC TACGTTAAAGGAGAACGCGG 183

Ad03A4809 Aradu.A03 4809 p2 (AG)7 14 12046145 12046158 ACACAAAGGAGCGAGAGCAT TCCAAGTCTGTTCTTGGGCT 182

Ad03A4811 Aradu.A03 4811 c (TCT)6cttctctcccaca(CTT)546 12064391 12064436 GTCCAACACACACGAAACGA AACGCAAAGAAGAAGGCAAA 127

Ad03A4812 Aradu.A03 4812 c (AAG)5aacggcaaaacttattacgttgaaatcaatccagatccataacaaagaatgcgagcag(AGA)588 12065375 12065462 TCCAAATCGCTCTCATTCAA CTCTTCTGCTCGCGTTTTCT 193

Ad03A4817 Aradu.A03 4817 p3 (AAG)5 15 12069649 12069663 GCGTGATTACACTCGCATTC TTGGTCTCGTTGTTCTGCAC 280

Ad03A4818 Aradu.A03 4818 p3 (GAA)6 18 12071151 12071168 TGGTATTGGTGACGACGGTA ATTTTCTTCTTCCCTCACGC 117

Ad03A4819 Aradu.A03 4819 p3 (TTC)6 18 12076645 12076662 AATGATTGCAATTTGTGGCA TAGAGTGTAGACCCCACCCC 211

Ad03A4823 Aradu.A03 4823 p2 (AT)6 12 12089749 12089760 GCACAGAAATTTTGATGTGTACC CCACAGGATGGATCCGTAAC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A4825 Aradu.A03 4825 c (TAA)5ttccgaattctgacataacacatttactattt(A)1259 12108048 12108106 AAACAAACATCCAACTGCACTG TCATGCATGGTGAATCTAGCA 261

Ad03A4829 Aradu.A03 4829 p3 (TTC)5 15 12111265 12111279 ATCGGTGCCTGTCTCTCTGT AAGAAGGAGCCAGCAGGTTT 160

Ad03A4839 Aradu.A03 4839 p3 (AGC)5 15 12136504 12136518 TCCAGCGAGCTGGTTAGAAT ACCGGAAAGAAGCTGAGTGA 136

Ad03A4848 Aradu.A03 4848 p2 (AT)7 14 12162665 12162678 AGTCCCCGCAAAAAGAAAGT TTGGTGCATGCATTATAGGC 218

Ad03A4849 Aradu.A03 4849 p3 (TCT)14 42 12171728 12171769 CAACTTGGCCGAACCTACAT CCCGAGCAAAAGAAGAAAGA 114

Ad03A4850 Aradu.A03 4850 p3 (AAT)5 15 12175932 12175946 TTAATTGCCATAACTAACGAATCA CCTTGTATCATTTCATCATCAACA 203

Ad03A4854 Aradu.A03 4854 p2 (AT)9 18 12191623 12191640 TCTTAAGATGACGATGCCAAAA GTCGTGTTGAATGAGGGGAT 171

Ad03A4856 Aradu.A03 4856 p3 (CTC)8 24 12196575 12196598 TCTTTTGCAGACATGGCAAG GTGGCCGAGATAAGGTTGAA 190

Ad03A4859 Aradu.A03 4859 c (A)10tggtgaagaaagaggaagagaaaaaagaggaagaaggaagaagaggaagaagattagaggagaaggaggacgtggtggaagaggaggagag(AGA)5116 12206030 12206145 AAAAATGATGATAAAGATGATGGTGA CACGCTTACGTTTTTGTTTTT 254

Ad03A4860 Aradu.A03 4860 p2 (AC)6 12 12207088 12207099 CGAAGTCAAGACTAGGCGGA CTGAGCTCCTGAAGCGAAGT 207

Ad03A4863 Aradu.A03 4863 c (CT)6cct(TTTCTC)545 12225371 12225415 CTCACAACTCACCCACCAAA TGAAGCTCAAATGGCTGATG 249

Ad03A4864 Aradu.A03 4864 p2 (AG)8 16 12233089 12233104 AGAGATCTGCTTGATCGGGA ACATCAAGACCTTCGGATGC 188

Ad03A4867 Aradu.A03 4867 p4 (ATAG)7 28 12249177 12249204 TCCAGAAACCTAATGCACCC CCCACATGAAATCAAAAGCC 218

Ad03A4869 Aradu.A03 4869 c (T)11atttttattttttgtgtttgatcagaaaag(A)1152 12261506 12261557 CCTTTGATTTCCGGGACTTT TAAACCATTGGAGCTGGGTC 276

Ad03A4873 Aradu.A03 4873 p2 (TC)9 18 12267271 12267288 TTTTTCACCCTTACCTGTGGA TGTTAATACATTTGTGAAAAGAAGAGC 273

Ad03A4877 Aradu.A03 4877 c (TG)19(AG)14 66 12279975 12280040 CACACACAAGTTGGTCTGATGA CCAGTTGGTTCTAGTCCCCC 222

Ad03A4881 Aradu.A03 4881 c (CTG)5tggtggtggtg(GTT)747 12284294 12284340 GGAGCTGTTGATGGTGTTGA GAGCTAGGGTTTGCGATGAG 243

Ad03A4884 Aradu.A03 4884 p3 (TAA)8 24 12293952 12293975 AAAAGTGATGTTTGTTTTTCCAGTC TTTGCCTCATGCAGTTAAGAGA 246

Ad03A4886 Aradu.A03 4886 p2 (CT)6 12 12296838 12296849 TTTTCGTCTGCCATAGTCCC AAACCGCAATAACCAACAGC 138

Ad03A4887 Aradu.A03 4887 p3 (TTC)5 15 12298217 12298231 TCCGTCTTCATCGAAGGTCT TGTGCACATAACAACACCGA 233

Ad03A4889 Aradu.A03 4889 c (AG)9g(GA)10 39 12311669 12311707 TCACAGCCACTGCTGCTAAC GTGGGGGTTTTGAAATCTGA 276

Ad03A4890 Aradu.A03 4890 p2 (AT)12 24 12312474 12312497 TGGTCGTCTTATGTGAATTGG TGATCGAGTATAGAGCCACCA 236

Ad03A4891 Aradu.A03 4891 p2 (TC)6 12 12321246 12321257 CGAACATACATCTCCAGGTCC TCTTCTTTCACTCTTTTGTCAATCA 193

Ad03A4892 Aradu.A03 4892 p2 (GA)8 16 12322189 12322204 CGGGCACTCGAAATTAACAC TCGGCAAAACCTACATGAAA 203

Ad03A4894 Aradu.A03 4894 p3 (AAC)5 15 12332064 12332078 ACAAAGAGGGTCAACGGATG TGTCCCCAAATCGTATCCAT 271

Ad03A4899 Aradu.A03 4899 p2 (TA)8 16 12361902 12361917 AGTGACGATGGACCCAAAAA TGTAATTGGATGAAAAATGAATGG 144

Ad03A4900 Aradu.A03 4900 p6 (CACCAA)5 30 12363156 12363185 AACACCAACACCAACACCAA TTCGTCTTCTGCTTCTTCTGC 250

Ad03A4902 Aradu.A03 4902 p2 (CA)6 12 12372253 12372264 ATTGCTTCCTTGACCTCCCT CATGGTGGGTGTTTGTTTTG 222

Ad03A4905 Aradu.A03 4905 p3 (AAT)7 21 12384167 12384187 AAGTGTGCGAATGGTTATCCT TGGATTTAAGATCAACCGGC 244

Ad03A4908 Aradu.A03 4908 p2 (TC)6 12 12394317 12394328 ATGCATTTTATTTCCGCGTC CGGATCGACCTGTTTCATTT 115

Ad03A4910 Aradu.A03 4910 p2 (AT)6 12 12396401 12396412 TGGAGCAAACTTCGATTCCT AATCCCTTTTTGGTTCCACAT 228

Ad03A4911 Aradu.A03 4911 p2 (TA)7 14 12396672 12396685 TATTTGGCTGGATTTTGGCT AAAATAATGCGAGAGAGTCAATTTTT 259

Ad03A4915 Aradu.A03 4915 p3 (TTA)12 36 12403000 12403035 ATTTACAAAAGCAATGGGCG TGGTAGGGTTGGATCGGATA 227

Ad03A4920 Aradu.A03 4920 p3 (ATT)5 15 12406124 12406138 AACAAAATCTATTCCGTGACATTT TCGACCCAGTCAATGTCGAT 277
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Ad03A4921 Aradu.A03 4921 p3 (TAT)19 57 12410046 12410102 CATGCGATTGGCTTCTTTTT TGGATCCCCAACTTCTCTTG 280

Ad03A4922 Aradu.A03 4922 c (T)10aattttttggtgagagtt(A)1947 12420418 12420464 ATGAGTTCATCAACGCACGA TTGGACTTCATTTTGTTCGAAGT 267

Ad03A4924 Aradu.A03 4924 p2 (TA)17 34 12423451 12423484 TTGATTGTAAACCCCATCCG TCGATTTAATGACCGATTTGAA 153

Ad03A4927 Aradu.A03 4927 c (A)10taataaagaaagaaagaaagtggctaagccacggtgt(GA)761 12447848 12447908 GCAGCTTATCCCCACTTGAG CAAGGTTGGCATGCTCTTTT 239

Ad03A4928 Aradu.A03 4928 p3 (TTA)5 15 12450238 12450252 ACTTGGCACCATATGCAACA ACCAACATTACCTCCTCCCC 219

Ad03A4930 Aradu.A03 4930 p2 (CT)22 44 12450993 12451036 CCCAATGCCACATCATATCT AATTGAAGCATGTCTTCTGTTTTA 257

Ad03A4931 Aradu.A03 4931 p2 (AT)12 24 12452936 12452959 TGATGCAAGCGATGATTAGC CTGGTGCTACTGGCTTCCTT 242

Ad03A4932 Aradu.A03 4932 p2 (TA)6 12 12453158 12453169 CTTTTTGCAAGGAAGCCAGT TTTTGCTGGTTACATGCTGG 251

Ad03A4934 Aradu.A03 4934 p3 (CTT)12 36 12472917 12472952 ACGCGCTTCATCTTCTTCTC AGAATCTGCGTGTGCAAAGA 181

Ad03A4935 Aradu.A03 4935 p3 (GAA)6 18 12473937 12473954 AATGCAGCAGCAACAACAAC TTCTCTTCTTTCCTGCGCTT 162

Ad03A4940 Aradu.A03 4940 c (A)10ttctctctctcatctttagg(T)1040 12499251 12499290 AGAATGAGTTTGGACGGTGG TCCATGACCGAAAATAAAAGG 239

Ad03A4941 Aradu.A03 4941 p2 (TA)20 40 12502350 12502389 TTGCCTTGTCACTCAAGGTG TATGAAGCTTTGGGTTTCCG 130

Ad03A4942 Aradu.A03 4942 p3 (GAT)5 15 12503000 12503014 CAGCACTCATGTCAGATTCCA CATGCAGGATGTATATTGAACACA 260

Ad03A4951 Aradu.A03 4951 p4 (AATA)5 20 12541833 12541852 TGAACACAAACCGCGTAGAA GCTTTTTGGCTCCTTGTTTG 199

Ad03A4953 Aradu.A03 4953 p2 (TA)6 12 12550286 12550297 AGGATCAAGGTTATTAATCGAAAA CAAAATTAAAAGTAGTGTAAGGACCCA 262

Ad03A4954 Aradu.A03 4954 c (CTT)6tgtatttctcttcc(T)1042 12551622 12551663 GTGTTTCGCGTTCTCTCTCC TTTTCCTCTTTCTCCTCCTCA 272

Ad03A4955 Aradu.A03 4955 p3 (AGG)10 30 12552564 12552593 GAGGAAGAGGAGGAGGGAGA ATGAGCCGAACTTGAGCCTA 189

Ad03A4957 Aradu.A03 4957 p2 (TA)6 12 12557231 12557242 AGCTTCTCCCCTTGTCCTTC TGCACATTTTGGTGTCATACAA 275

Ad03A4963 Aradu.A03 4963 p2 (AT)6 12 12571111 12571122 GCATCCCCAAAGCTCAATAA ATGTGACCGGGCACTTTAAC 194

Ad03A4964 Aradu.A03 4964 c (AT)7gattaatacgccgccttggctttctttattatatatatgtcttacg(AT)672 12571933 12572004 GTTCTCTCTCGGTCACGCTC AAAGGCGATTTTAATTTTGGG 208

Ad03A4965 Aradu.A03 4965 p3 (TAA)9 27 12572141 12572167 CCCAAAATTAAAATCGCCTT AAACATTGGGTATAATTGTCGTGA 247

Ad03A4966 Aradu.A03 4966 p3 (ATA)12 36 12572300 12572335 TGTAATACTCACGACAATTATACCCA CGGTACTTTTTGCTGAGCTT 179

Ad03A4971 Aradu.A03 4971 p2 (AT)8 16 12576348 12576363 AACATCAAAATTTCCGTTTCG TTATGGCAGAAGCGAGTCCT 105

Ad03A4978 Aradu.A03 4978 p2 (AT)6 12 12585355 12585366 AACGATTTTGTCACGATAGGG AAAGCAACCCAAAACAGCAG 279

Ad03A4979 Aradu.A03 4979 p2 (TA)8 16 12585570 12585585 CGTATTTCCTCCCTGCTGTT ATGACCACCAGAGACTTGGG 150

Ad03A4982 Aradu.A03 4982 p2 (AC)6 12 12597731 12597742 CCCTTGGGCCAACATAACTA GAGTGTCCTTCCCTTCCTCC 103

Ad03A4987 Aradu.A03 4987 p3 (TTG)5 15 12633595 12633609 CAGGGGACTTGTTTGTTGGT CATGCACTTGTTTGTTATCCAGA 241

Ad03A4992 Aradu.A03 4992 p3 (CTT)5 15 12636374 12636388 GTACGAAAACGAAAGTGGCG TCTGTTTCTGCAAAAGAAGAGAAA 107

Ad03A4993 Aradu.A03 4993 p4 (AAAT)7 28 12636651 12636678 TCAAAATCGTACTTAACTCTAACCGA TATTTGGCAAAATTGGGTGG 251

Ad03A4997 Aradu.A03 4997 p2 (AG)9 18 12639784 12639801 GGGCTTTACCTTTGATTGACA TTTGGTGCAAACGATCTTCA 232

Ad03A5004 Aradu.A03 5004 p3 (TAT)13 39 12655511 12655549 CCTTCTGATTTTGGGTCGAA TCTTTTCGGTTTCAAATGCC 187

Ad03A5005 Aradu.A03 5005 p2 (TA)6 12 12658143 12658154 GCTCTTTCTAAGCGACGGTG AAAGCACAGTTCATGGCAAA 202

Ad03A5009 Aradu.A03 5009 p2 (CT)6 12 12666066 12666077 AGGCGAAGACCTACCTGCTT TTGGTTAGGTGTTGAGCTGAAAT 251

Ad03A5010 Aradu.A03 5010 p2 (TA)13 26 12666461 12666486 TGGTACCTTTCAGTGTGTGATTG TTGCATTGACATCTCATTTCTCTT 280
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Ad03A5011 Aradu.A03 5011 p3 (AAT)23 69 12671134 12671202 TCTAATTGCAAACGGAAGCA AGCCCAAGTGGACAGAGAGA 277

Ad03A5016 Aradu.A03 5016 c (CTC)6cttctttgcacatgcaaattcttt(TTC)557 12681640 12681696 TTTCTTCTCTCTCGCGCTTC AGCAAATGCATTCCATTCAA 256

Ad03A5019 Aradu.A03 5019 p2 (TA)9 18 12685458 12685475 ATTCTCAATGCGGCTTCTTT AATGGCCATACCACAAGAAA 268

Ad03A5021 Aradu.A03 5021 p2 (AT)11 22 12691269 12691290 TGAGTTAGATTTCTGATGGACAAAG CGGCAACTCATGTCTTCCAT 205

Ad03A5022 Aradu.A03 5022 c (T)10ggataaaacttcattatttctattggtattcataactactac(T)1567 12691935 12692001 TTAGCGTCCAGTTCGGAGTT GACCGCCACTTTTGAACAAT 192

Ad03A5025 Aradu.A03 5025 p2 (AT)8 16 12716687 12716702 GGTTTAAGCCTCTGAAAGTAACACA TCAATAAAGAGGCACGTGTTG 261

Ad03A5028 Aradu.A03 5028 p3 (AAT)14 42 12735971 12736012 CGGCTTCCATAAACTTCTTTCA CCGTGCTTAGCAGAAACTCA 274

Ad03A5029 Aradu.A03 5029 p2 (TA)7 14 12736514 12736527 CGTGTCACGTGTCCATTTTT AAAATCTTACAAAATACGTGAACAAG 252

Ad03A5035 Aradu.A03 5035 p3 (TTC)6 18 12744709 12744726 CTTTAATCTTCCGACGCAGC GACCAAACAAGCAGGGAGAG 180

Ad03A5036 Aradu.A03 5036 p2 (AG)9 18 12745218 12745235 TGTGGTTCTGTGAGATGGGA AGGCAATGAGGCTACAAGGA 229

Ad03A5045 Aradu.A03 5045 p2 (TA)9 18 12776410 12776427 CCCGGCAAGATCCTACCTAT TTATTGGAATCAACTAAAATCGAA 224

Ad03A5056 Aradu.A03 5056 c (AT)8aattcatatcagcctatgacgaattacactagctcacttcctaaactcttgcatgtatcaaagtacttac(TA)698 12794492 12794589 AAGAATCATGCTACTACGCTCAC TTGCACGCGTTTCATATCAT 261

Ad03A5059 Aradu.A03 5059 p2 (AT)6 12 12803007 12803018 TCGCATATCCAAAATAGTGACTC TTTTTGTTGGAAAATACACAAACTT 187

Ad03A5064 Aradu.A03 5064 c (AC)6(AT)6gaaatgttaattgtttcatagttactcccaaaaatataagaaagatatgtattttaatcttat(TA)6gtctgaaaatacacatttaatttgttc(T)10136 12817908 12818043 CCCCCTAATGAAGGTGGAGT GGAGTTTGTACTTTGAAGGAGGA 258

Ad03A5065 Aradu.A03 5065 p3 (TAT)16 48 12821269 12821316 TTTAAAATGCGGCCAAATAAA GTGCATATGTTGCTCACCCA 251

Ad03A5069 Aradu.A03 5069 p3 (TTA)6 18 12827498 12827515 AGGTGGCAGCTGCTTATCAT TCTAAATATATAATACGGACCACAAGC 219

Ad03A5071 Aradu.A03 5071 p3 (ATA)14 42 12844446 12844487 CTCAAAACAAACGCTACCTTAGTA GCTTTAGGAGTAATTTTGGAAGAAAA 280

Ad03A5076 Aradu.A03 5076 c (AT)12acccctnnnnnnnncttgaaaaattattttcgctactctcttttttcttttttctctttccaaattga(T)14106 12855822 12855927 AAGGGGAGTTATCACCCTCAA AGGTATCTGCTTCCGACACG 216

Ad03A5078 Aradu.A03 5078 p2 (AG)9 18 12859510 12859527 TGTGTGGAATAAAAGGGTGGA GCAGTTGAGAAGGGAAGGTG 171

Ad03A5079 Aradu.A03 5079 p3 (ATT)6 18 12862945 12862962 CCTATCTATTTGTTTCGAACTTTTCA CGTTTCAATTATTCGTCAACCA 217

Ad03A5081 Aradu.A03 5081 c (GAT)5gacattgacaccaccaccaac(AAG)6ctaataagagaatcatcaaacaaggaattatgg(TCA)5102 12864640 12864741 AATGCCCGAGTTAGGCTATG TGGTTGGTGTTTAAGTGGTCA 257

Ad03A5083 Aradu.A03 5083 p3 (CAA)5 15 12866769 12866783 GACATGGAAATGAAGCCGAT TGAGTGAAACACCATTCCCA 247

Ad03A5084 Aradu.A03 5084 p3 (TCA)5 15 12867087 12867101 CCATCGCAACAAGTAGGGTT TGGCATTGTTCTTCATTCCA 130

Ad03A5085 Aradu.A03 5085 p3 (TAT)5 15 12867284 12867298 TGACATGCAAAATCCCAAGA CCAAGAAATCATCACGTTATTCC 232

Ad03A5088 Aradu.A03 5088 p2 (TC)20 40 12874137 12874176 GCCTCTCGAAATGGAAATCA ATCACACATCGCAAGGTTCA 181

Ad03A5092 Aradu.A03 5092 c (CTT)5ctccttctccttctttttcttcatctttctctttcattatcgtcatcatcaccact(ACC)5tctacatcctcctcctcatttctttctcatttgaatttttttcttcctttctttttcttctcctc(CAT)10181 12901018 12901198 AACTGTTTTTCACATCCTGCG CGTATAAGATGAAGACGACGATAA 270

Ad03A5094 Aradu.A03 5094 c (A)10ctcttaaagaaaaaggaacgtaaaaaag(A)1149 12902983 12903031 CACAACAACAACAATGGAAAAA AAGACGTGGTTTAGTGAGATGGA 254

Ad03A5096 Aradu.A03 5096 p3 (GGT)5 15 12907268 12907282 TCATCACATGGATTCCGCTA CCATTGCATATCCATCACCA 110

Ad03A5100 Aradu.A03 5100 p2 (CT)8 16 12913255 12913270 AAAAGGAACATTGAACCTGGAA CCAGAAATTGCTAGGGGTGA 255

Ad03A5102 Aradu.A03 5102 p2 (AC)6 12 12940993 12941004 CCCTTGGCCCAACTAAACTA GTGTTCTTCCCTTTCCCTCC 104

Ad03A5103 Aradu.A03 5103 p2 (CT)6 12 12947562 12947573 AAAGAACATTGAACCTGTGATGAA TTTCTGAACCCACTTTTGGC 227

Ad03A5108 Aradu.A03 5108 p2 (TA)11 22 12966814 12966835 TGATTCCTTGAAGATATGAAGCA GCAAATCCCGACCTTATCAA 268

Ad03A5111 Aradu.A03 5111 p2 (GA)9 18 12972223 12972240 CAATGGTGAAGGCAACACAC CACTCCTTTCCCATGCAAAT 116

Ad03A5115 Aradu.A03 5115 p2 (TA)10 20 12976345 12976364 CCTGTCTGGATATCTTGTTATTGC GGCCAAGTGTCTCATTGTGT 273
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Ad03A5116 Aradu.A03 5116 c (CA)10gcaacaaaaatttataaacaacaacaattatccccttaatccagagaacaataaatctat(A)1191 12987271 12987361 ATGCAGCAACCTTACACCAA ATGCATTCGTGACTCTGCTG 258

Ad03A5117 Aradu.A03 5117 p3 (ATA)20 60 12989108 12989167 TTACGCTTAAGAAGCAATTCG TCAAATTTTGCTTCAATTCCAA 146

Ad03A5119 Aradu.A03 5119 p3 (TCA)6 18 12992956 12992973 CCCCTGCTTCTTCTTCTCCT TCGTCCTGGTTCAACTGATCT 276

Ad03A5123 Aradu.A03 5123 p2 (TA)11 22 13010374 13010395 TTTTGAGAAGAATTAAAGGACAGAGA CGTAAATCATTTTCATCCCTCA 273

Ad03A5124 Aradu.A03 5124 p2 (AT)7 14 13011999 13012012 GCACCCAAGATAGAACGCTT ACCGTACTCCCTCCCCTAGA 262

Ad03A5125 Aradu.A03 5125 p2 (AT)6 12 13015407 13015418 AGAAGATATTTCAGTTTAACCGTTG ATGCCTGGTGTAGGTTTTGC 280

Ad03A5129 Aradu.A03 5129 c (A)11cgaaaagaaagcatttgaaacaaaaataaga(T)1153 13033478 13033530 CAACAATCATAATCGTGGCTG CAGTTTTCCCGCTCCTCTTA 203

Ad03A5137 Aradu.A03 5137 p3 (TTG)6 18 13047809 13047826 TGATTAATGTAGCCGACCCC TGTGTCCAAGACCGTGACAT 214

Ad03A5139 Aradu.A03 5139 p2 (AT)6 12 13053367 13053378 TTTGTTCATCAACTTCTTTCCG TTTTCTTTCGATGTCCTTCCT 267

Ad03A5141 Aradu.A03 5141 p4 (AATA)5 20 13056390 13056409 AAGGAATTAATGCGGAAGCA CGAACTGCATCACTCCACAT 231

Ad03A5145 Aradu.A03 5145 p3 (AGA)5 15 13075120 13075134 GAACCACACCTCAGCCACTT TTACTCCTAAAACGCGCCTC 278

Ad03A5149 Aradu.A03 5149 p2 (AC)7 14 13079965 13079978 AAACGTAACCTGCGCTTTGT CATTCTGCTGTGTGTTGCTG 261

Ad03A5150 Aradu.A03 5150 p2 (AC)7 14 13084992 13085005 ACCGCAAGTTGGGACTATTG CATTCTGCTGTGTGTTGCTG 114

Ad03A5151 Aradu.A03 5151 p2 (TA)6 12 13088604 13088615 CAATTCCCATCTGCAACGAT CGCAGTAAAGCACATTATCGG 141

Ad03A5155 Aradu.A03 5155 p3 (GCA)5 15 13101311 13101325 GAAGTAAAGGTGCAGTGGCG GACCGTGCCCTAAATTTGAA 212

Ad03A5158 Aradu.A03 5158 p3 (AAT)14 42 13102850 13102891 GTTGGTGGTGCTTTCCAGTT TGGTCGACATGTAGTCAACAAA 276

Ad03A5160 Aradu.A03 5160 c (CAA)5gaggaaaaagataaccaagattccttcaagatgaagaagatcgcttcgtcggaggagctcacgcaacaccttcccaataattcatattcc(TCT)5120 13110253 13110372 CCCTCCTCTGCTTCTTCCTT CCTTTCTGCTTCCTCCTCCT 228

Ad03A5161 Aradu.A03 5161 p3 (TCT)5 15 13110709 13110723 GACTGGCTCTGATTCCTTGC GTGGAGGAAAACACCTTGGA 194

Ad03A5162 Aradu.A03 5162 p3 (TTC)5 15 13110921 13110935 TCCAAGGTGTTTTCCTCCAC TGATCATTGGCGAAAGTGAG 213

Ad03A5163 Aradu.A03 5163 c (GAA)55(GAG)6 183 13111147 13111329 GGAGGAAGAGGAGGAGTTTGA ATGGCGCTTTCTTCTCCATA 248

Ad03A5164 Aradu.A03 5164 p3 (AAC)8 24 13111687 13111710 CCACCACCCTCTTCTTTCAA TAGGGTTCCCAGAAGAGCAA 212

Ad03A5165 Aradu.A03 5165 p2 (TA)6 12 13112536 13112547 TTTGCCCCTCCCTAAGTTTT GCCGTGCAGCAGTACTATCA 210

Ad03A5170 Aradu.A03 5170 c (TA)7agaaaaagacgaaaataatgacaataacaataacgataataatgataatgatgacgat(GGA)896 13133574 13133669 AACGAATCAAACTTCGTCGAG TATTTGTCGTCAGCACCACC 241

Ad03A5171 Aradu.A03 5171 p3 (GGA)5 15 13133782 13133796 AAGAAGTAGCCGCAACAGGA ATTTTCGTCCCCAACGTTTT 269

Ad03A5180 Aradu.A03 5180 c (ACTCA)5attgatcctcaaaaacaactaatcatgcacctaaat(A)1273 13162616 13162688 CCTGAACAAATACCAAACCCA CATGAAAACTTTTTGTTGGAGC 224

Ad03A5184 Aradu.A03 5184 p2 (TC)8 16 13168939 13168954 ATTTTCCCGAGAAATTCGGT GGGGCCAGAGTGTTTGTTTA 176

Ad03A5187 Aradu.A03 5187 p4 (AATA)5 20 13177392 13177411 TGTGCAATAAACAACTGAAGAGC AAGAAGGGTTTTGTCCTAGGGT 277

Ad03A5189 Aradu.A03 5189 p2 (TA)10 20 13182891 13182910 TGCAGCATTGTTGACTTTGA GGCAGTACTCGCTTTATGGC 275

Ad03A5194 Aradu.A03 5194 p2 (AT)6 12 13186850 13186861 CGCTGAAAGTGAAAAACATGG AAATATCGACGACATGCACAA 220

Ad03A5205 Aradu.A03 5205 p2 (CT)6 12 13244740 13244751 GATGGGAATCACGATGGAAG TGGTGCTTCTTTGCTGTTTG 115

Ad03A5206 Aradu.A03 5206 p3 (AGA)6 18 13260499 13260516 GCTTTTGTCTTCCCTTTCCC ACCTCTCCCCCTCTCTACCA 183

Ad03A5207 Aradu.A03 5207 p3 (ATT)5 15 13263479 13263493 TTGGACATTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 197

Ad03A5208 Aradu.A03 5208 c (AGA)5aa(GAG)5 32 13278792 13278823 CGATGAGGATGAAACGTGAA TAGCACGGAATGAGAAACGG 165

Ad03A5214 Aradu.A03 5214 p2 (GC)6 12 13295706 13295717 TAGGGGTGGCACAACTCTCT CCATACATTGCGAGCACAAG 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A5215 Aradu.A03 5215 c (TA)10tgttgtaatgtg(TA)644 13311020 13311063 TCTCGTGCTGATAACGTGTTG CAAAAAGCAAATGCTATTATCTCTC 263

Ad03A5216 Aradu.A03 5216 p3 (ATT)5 15 13311760 13311774 AAGACGGGTCGGACTAGGTT TCACATAATTTAAGCAAATATACGAAA 268

Ad03A5218 Aradu.A03 5218 p2 (AT)6 12 13315127 13315138 TTCCTCCATCGTGATTAGGG AGCTGCAATTTTGATGGGAC 229

Ad03A5223 Aradu.A03 5223 p2 (TC)10 20 13331632 13331651 AGCTCCACCTGTTTCTCTGC TCGGAGAATTGGAATTGGAG 275

Ad03A5230 Aradu.A03 5230 c (T)10aagtcatagagtttagatttt(TAA)546 13342542 13342587 CATACATTTGTTCATCATATTCAATCA AGGCAGCCTCAAATTCATTC 262

Ad03A5231 Aradu.A03 5231 p3 (TGA)5 15 13343885 13343899 TCCATGCAATGGTGGTAAGA GCAAAGCTGAATTGTTGAACC 160

Ad03A5238 Aradu.A03 5238 p3 (ATT)15 45 13352390 13352434 TGGACGTATATGGTATGTGCC CTCTTTGATTTGTTCCTCCCA 168

Ad03A5239 Aradu.A03 5239 p2 (TA)9 18 13353715 13353732 CAGCCCAGAAGAAAGAGGTG GCACCCACAACAATGCAGTA 256

Ad03A5240 Aradu.A03 5240 p3 (ATA)18 54 13354522 13354575 TATGGTGCTCAAATGGGGTT AATTTGCCAGTGAAGCACCT 247

Ad03A5242 Aradu.A03 5242 p2 (AG)14 28 13355692 13355719 GGAAAACTTTGATTGCCGAA TCTGCAACACCATTCTAGCG 131

Ad03A5243 Aradu.A03 5243 c (AGT)7gaacatgatcaacgattttacagaataccaagaacaatgataaagagataaaaggagcaaagaaactttattattatta(T)10acga(AG)6126 13355941 13356066 TGTGGGTGTGAGTGGAGAGA TCCCATCCTAACCTATAAGATTTTG 224

Ad03A5244 Aradu.A03 5244 p2 (AT)6 12 13365892 13365903 TTCGATGATAATTGGCGTTG GCTTTCAGTTACCAAATGTCCA 249

Ad03A5245 Aradu.A03 5245 p2 (TA)6 12 13376035 13376046 AGGTGACGCTTTTCTTTGTGA GCACAAAACGTGAATAAGATGC 247

Ad03A5246 Aradu.A03 5246 p3 (AAC)5 15 13376904 13376918 GGGATCACATGTGGATGGTA AATGGCATCGTTTGATTCGT 183

Ad03A5251 Aradu.A03 5251 p3 (TTA)7 21 13393396 13393416 TCTTGACCTTCAAGTTGTTCTTAGTT TTTTTGAATTTTGAAAGAAGATAAGG 280

Ad03A5252 Aradu.A03 5252 p3 (ATT)18 54 13402737 13402790 TCTCCCACAGCGTTCTCTTT TTGGTCCCTAACAAAGGGGT 158

Ad03A5254 Aradu.A03 5254 p2 (AT)13 26 13412190 13412215 CCTCACATCCCCTCTTTTCA CAGAAGGGAGATATCCAAAATCA 272

Ad03A5260 Aradu.A03 5260 p2 (TA)6 12 13447947 13447958 CCACCATCTCCACCATCTCT CGGTTTATATGAAGGCAGGC 179

Ad03A5261 Aradu.A03 5261 p3 (CTC)5 15 13453362 13453376 TGCTCCTCCTCCATGCTAGT GGAACCCTAGGGAGGAACAG 142

Ad03A5262 Aradu.A03 5262 p2 (AT)9 18 13454215 13454232 CAAAATTGTTTATCACGTTAGTTTTT GGCTAGTTTTGCAACGGGTA 264

Ad03A5263 Aradu.A03 5263 p4 (TTAT)5 20 13462844 13462863 ACCAAATCGCAAATCAGTCA CCGCCTTCTTGTTTTGGTTA 259

Ad03A5272 Aradu.A03 5272 p2 (TA)7 14 13488026 13488039 TGAAGCAGTGGTGAATCCAT GCTCCGCAAACTCATTTAGG 201

Ad03A5273 Aradu.A03 5273 p2 (AG)6 12 13490391 13490402 GTGGATTTGGGGAAAAGGAT ATTCCCTCTCGGACACACAC 142

Ad03A5274 Aradu.A03 5274 p3 (AAT)8 24 13493730 13493753 TGTAGAATTTCATCATTGTTATTTTTG TGTCAATTTGGTTTTCAATTCAT 243

Ad03A5275 Aradu.A03 5275 p3 (TTC)12 36 13495052 13495087 TCGTCCGTTTTACCAATTTT AGAAATGGTGGTAGTGCGGT 265

Ad03A5276 Aradu.A03 5276 c (TGA)5ccatgatgataa(TGG)645 13495292 13495336 ACCGCACTACCACCATTTCT CCAAAATCAACCAAAAGCTCA 244

Ad03A5277 Aradu.A03 5277 p3 (TGG)6 18 13495456 13495473 TGATAATGGTGGTGGTGGTG AAAATGGTCCCCAAGGTTTC 241

Ad03A5278 Aradu.A03 5278 p2 (TA)11 22 13500363 13500384 AAGCTCATGAAAGCTGGGAA TGTGTTTGGTGAGAGCTTAGG 268

Ad03A5280 Aradu.A03 5280 p3 (TTA)6 18 13502053 13502070 CAAACAAGTCAAGAAGCACCA TTCTTTTCCCCCTCTTCAAAA 251

Ad03A5285 Aradu.A03 5285 c (G)10ttaaaatggtgatttacttggtgaataatggtataaagtatctaggtttgaaattcacttcttgtacctttccc(T)1094 13522564 13522657 GGGAGCCACAATGTCATTTC GGATGCCATTCCTAATTTTCTG 202

Ad03A5287 Aradu.A03 5287 p3 (AAG)13 39 13534145 13534183 AAGCAAGCACCTTGTGGAAT GCTACGAACAACACAGGGGT 230

Ad03A5288 Aradu.A03 5288 p3 (TTA)9 27 13538342 13538368 GGAATTCCATATTTGCCCCT TAGTGGGATCAAGGAGTGGG 169

Ad03A5294 Aradu.A03 5294 p2 (TA)7 14 13543803 13543816 TTGGAATCAACACAACTCCG CAGCTGCTGATGTTTTGGAA 230

Ad03A5297 Aradu.A03 5297 p2 (TA)8 16 13556175 13556190 ACTTCGTTGTTAGCTGCCGT GAAATGCTGCATGTGGTTTC 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A5298 Aradu.A03 5298 p2 (TA)6 12 13558585 13558596 GCCTTAGGTCCCTCGTTTTT TTAGAAAAACCCACCCCTCC 275

Ad03A5299 Aradu.A03 5299 p3 (AAC)5 15 13560683 13560697 CCAAATTGAAGCAAGGAGAA TCCATGAGGTGGTCAAACAA 201

Ad03A5300 Aradu.A03 5300 c (T)10actttttctaaagcttttaattaacttatttgggaagttaaaagcgtttctcaataatggtaccaaacacgcgtaatataattttttataatccaaaagt(A)18128 13564016 13564143 GCCAAGAATGAAAGTAGCACAA CGAGTCCGTTTGAAAAATAGC 255

Ad03A5303 Aradu.A03 5303 p2 (AT)6 12 13575423 13575434 TGACACATGAGAGAGGATAGCTT TGCAGCACTTGCATTGTTTT 107

Ad03A5304 Aradu.A03 5304 p2 (CT)10 20 13576423 13576442 GGGGCATAAAGGACACTTCA CAGGGCTATTACTGCGAAGG 269

Ad03A5305 Aradu.A03 5305 p3 (TTA)6 18 13577995 13578012 TTCCGATACAATTTAGGAGCTGA CACCTTTGCACCTGTTTTTG 276

Ad03A5306 Aradu.A03 5306 p3 (TCA)5 15 13578337 13578351 ATGAAGGGAAGCACAACCAC AGTTGGGAATGGTGCTGAAG 236

Ad03A5309 Aradu.A03 5309 p2 (TA)6 12 13584803 13584814 TCCGACCATGATGAAGACAA ACACCAGCCAAATTCTTTGC 280

Ad03A5310 Aradu.A03 5310 p2 (TA)7 14 13585521 13585534 TGCCATGTTTGGTCATTTCA TTTGCCATCAAGAATGGCTT 277

Ad03A5311 Aradu.A03 5311 p2 (GA)6 12 13585981 13585992 TGCACTGATGGATGGACTTG AAGCCTCTGAGGATGTTCCA 153

Ad03A5313 Aradu.A03 5313 p3 (ATT)6 18 13597203 13597220 AACAGTTGGCCTTGGATCTG CTATTTGGATTTCGGCAACG 277

Ad03A5314 Aradu.A03 5314 p2 (AT)11 22 13622900 13622921 CAAGACCGATAAACATGATGC ATCGGTGCAGTCAAAGGTTC 249

Ad03A5328 Aradu.A03 5328 p3 (CTG)6 18 13649981 13649998 CTTCAGCTGCCTCTGTCTCC AGAGCCAAGACCCCTCTAGC 273

Ad03A5333 Aradu.A03 5333 p2 (AT)9 18 13657733 13657750 AAGTCACCAAAACGAAAGCAA GCTTTAAAGTTGTCATTCGAATATTTA 275

Ad03A5342 Aradu.A03 5342 p2 (AT)7 14 13699242 13699255 AGCAACGAAGAGCATGAATGT TGTCCGCCGGAGTGTATAAT 267

Ad03A5343 Aradu.A03 5343 p3 (AAG)6 18 13699696 13699713 GGCCTCACCCAAAGAAAAAT ACGAAACAAACGGATAACGC 262

Ad03A5344 Aradu.A03 5344 p2 (TA)11 22 13704616 13704637 GAGCCACGTGTTCACTCTGA GTGGCCTCTCTTGTACCTGC 230

Ad03A5354 Aradu.A03 5354 p2 (AG)6 12 13736039 13736050 CCACGTGTCAAGCACAAAAC TTGGTTGGCGCTAACTCTCT 142

Ad03A5358 Aradu.A03 5358 p5 (TTTTA)5 25 13747715 13747739 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 244

Ad03A5359 Aradu.A03 5359 c (TTG)6ttctactcctggttctgtttctactcatgcttctggtcttgcttttgcttgattacattcttgattca(TTG)6104 13759593 13759696 TGATGGTTGTGATGACGGTT GCAAGAGCAGGAGCAGAAAC 277

Ad03A5361 Aradu.A03 5361 p3 (AAT)5 15 13762958 13762972 AGAAAGAAGGATTATGGTACATTATGA ATTGCAGTTATTCTTAAACCCAA 181

Ad03A5362 Aradu.A03 5362 p3 (TTA)6 18 13763325 13763342 TTTATGATTAAGCGTTCGTAGGAT TCAAATTTTCATTACCAAATAACCA 272

Ad03A5364 Aradu.A03 5364 c (ATA)19gaaaagacaagcgtgatannnnnnnnncaaaacgtcaaaagggag(A)11113 13766648 13766760 CTAAGCTCCATAACCGAGCG CGCCAACCATCATTTTCAGT 278

Ad03A5365 Aradu.A03 5365 c (T)10acttatgtaag(A)1031 13768027 13768057 ACACAAAGCAGCGTTTCCTA TGGAGTATCCAACACCAAGATG 113

Ad03A5370 Aradu.A03 5370 p2 (TA)12 24 13790882 13790905 CCATGATGGAGAAAGGGAGA GGTGTTCCTTGGTGTTTTCC 211

Ad03A5374 Aradu.A03 5374 p3 (ATG)6 18 13815966 13815983 ATTTCGGTGAGGTTGGAGTG GAGGGGTGGGGATACTGATT 187

Ad03A5378 Aradu.A03 5378 p2 (GA)10 20 13823080 13823099 TGAGTGGGGTCTTGAAAAGG GACCAACACAACACCGACAG 203

Ad03A5383 Aradu.A03 5383 p3 (CAA)5 15 13835456 13835470 GGAAGAACAGGAGAAAAAGAAGAA GGGAATTGGAACGAGTTTGA 267

Ad03A5384 Aradu.A03 5384 c* (A)11(AAG)5* 24 13843518 13843541 TAACGCACTCACAAAGTCGC GGAGCTTCGTTCTCATCGTC 234

Ad03A5387 Aradu.A03 5387 c (TAA)6c(AAT)5 34 13853096 13853129 CCAAAAATACTAAAAATTGTTAATTCC TTCTCATAATGGTCAACAAAACC 263

Ad03A5388 Aradu.A03 5388 c (TCT)5cctccgcctgagagcagagctgcttcttctactctctctagctcgcg(CT)674 13854735 13854808 CTTCTTCTTCGACGCCTGAG ATCGGGCTCACAGAGACATT 223

Ad03A5390 Aradu.A03 5390 c (TCC)9tttcaaatttgcgcacacatattctactactacta(CTT)577 13861721 13861797 GCCCAAACTCAACAAAAACC TGAACCGAACATTGTCCATT 265

Ad03A5392 Aradu.A03 5392 p2 (CT)6 12 13867336 13867347 TTGGCTGATTATTGACGAAAA GAATTTGTGAAGGAATGAGAGAGA 212

Ad03A5395 Aradu.A03 5395 p3 (CAT)6 18 13871073 13871090 GCTGCATTTTCATTGAAGCA ACCAGAAGAGGCAGTCCTCA 277
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Ad03A5397 Aradu.A03 5397 p2 (AT)8 16 13872798 13872813 ATCATGGAGGCCACTCAAAT AAATTTTAAGAGGTTTGAGCTTGTT 240

Ad03A5399 Aradu.A03 5399 c (A)10taaaaaattcgatacttggaaaatccaaaatcactac(A)1057 13880445 13880501 TTCATCTGAAACTTTTAAAATAAATGG TGTTGGCTTGTCACGATGTT 230

Ad03A5404 Aradu.A03 5404 p2 (AT)11 22 13894348 13894369 ACCACCCCCACACAAAAATA TCCACAAAATCATGCGGTTA 273

Ad03A5405 Aradu.A03 5405 p4 (TTTC)5 20 13896696 13896715 ACGTGGTGGCTTAGTGGAAG GGGAAAGAAGCAAAAGAGCA 268

Ad03A5410 Aradu.A03 5410 p2 (TA)7 14 13903405 13903418 TTTGCAGGTCAAAGGAAACTC AAAAGGACATTAATAATCCGGAAA 230

Ad03A5411 Aradu.A03 5411 p2 (TA)8 16 13905771 13905786 GTTTAGCATTAAAAATGATCAAATCAA GTGATGTATGTATTTTCATTGAGATGT 274

Ad03A5412 Aradu.A03 5412 c (CA)7(TA)8 30 13907045 13907074 TGACAGTCGCAGGTCAAAGA GGACATTATAATCCAGAAAGATCAAGA 190

Ad03A5426 Aradu.A03 5426 p2 (AG)6 12 13987090 13987101 CCCAGCAACTCAAAATCACA TTGTTTGTCGGAGCTCACTG 223

Ad03A5429 Aradu.A03 5429 c (A)11ttagagttgaggttgaaacttgaatggaaacctggtt(A)13gaaaaaaccttgaatggaaacgacagaaacaaacttgtgggaaataggaggaagacatgtccctcacttctcatccacaggtcaagaaaacacacggg(A)10169 13996960 13997128 GGCTTAGCTTCTAATCGTGGA AGGCTGGTGAACATGTTTGG 264

Ad03A5434 Aradu.A03 5434 p3 (AAT)9 27 14005485 14005511 GAGAAAATTCGACGCAACAA AAAACAAAGCAACAATCTCAAAAA 181

Ad03A5442 Aradu.A03 5442 p2 (GT)6 12 14047944 14047955 GGGGACAAAATTATCCCAATG TCAAGGTTGTAATGAGGCCA 256

Ad03A5443 Aradu.A03 5443 p2 (AG)6 12 14049163 14049174 AGAGTGGGGGAATGCATCTA AGCCAATTGGGCAACATAAA 245

Ad03A5446 Aradu.A03 5446 p2 (CT)12 24 14054372 14054395 CCACCACGCTAACGTTCTTC CTGAATCCGTGAGGTGGATT 277

Ad03A5449 Aradu.A03 5449 p3 (AAT)18 54 14060988 14061041 CCTGCCTCCTTTCTGCAATA AGGGTTTAGCTAAGGGCACA 205

Ad03A5450 Aradu.A03 5450 p2 (AG)15 30 14061863 14061892 AGAATCGAACCAAGTGGGTG TTGCTTACAGCTACGTTCGG 279

Ad03A5455 Aradu.A03 5455 p2 (TA)8 16 14070333 14070348 AAGCCTAATTCATAACTCAACTCATT GGGTTTCGGCTCGTACATTA 266

Ad03A5460 Aradu.A03 5460 p3 (CTT)15 45 14076521 14076565 CCCCCTCACTCATTTGTCAT AGAGGAGAACGATGAAGGCA 162

Ad03A5461 Aradu.A03 5461 p3 (GAA)5 15 14077684 14077698 GAAGAAGAAGACGCTCCGTG AAAGACATGCGTCCAACACA 161

Ad03A5462 Aradu.A03 5462 c (TC)22aatactcattcatattattggccactaccttctttaaa(TC)694 14078538 14078631 TCTTGCTCGGTGGTTGTGTA GGGCCCTTCATGATTAATTT 278

Ad03A5466 Aradu.A03 5466 p2 (TA)6 12 14081505 14081516 CCTTCTTGTTCGTACCCCAA TTTAACATGATCATTTGATAAACCC 189

Ad03A5469 Aradu.A03 5469 p3 (ATT)5 15 14093883 14093897 GGTGGAAGCAAGCTCAAAAT CGTAATCACGTAAAAATCAATAATAAA 273

Ad03A5472 Aradu.A03 5472 p6 (TTATTG)5 30 14095971 14096000 TTAGGTGGCGTAACTGGGAG CAGCATAAACAACCCACACG 252

Ad03A5474 Aradu.A03 5474 p2 (AG)8 16 14106048 14106063 CAAAATTGGTGCCACAGAGA AGTTTCTGTGCTGGGATGCT 278

Ad03A5475 Aradu.A03 5475 c (AG)7aatgagaacagagatgctgtgtatttttataattatttttta(T)1167 14106364 14106430 GAAACATGCAATTGACACCAA TCGAGTTTGGACAACTGACG 219

Ad03A5476 Aradu.A03 5476 p3 (TAT)11 33 14109426 14109458 GCCTTTCAAGCAATACACCC TGTTTTTCTTCTTTCGTTGAAGTG 108

Ad03A5478 Aradu.A03 5478 p2 (AT)9 18 14123997 14124014 TTTGGATTTGTGTTCGGTCT GAGGTTTAACTATCAAACTGCTTTATG 276

Ad03A5479 Aradu.A03 5479 c (T)10ctttcatcaccatcacattctctcttttgtataattttctg(T)1162 14125393 14125454 TCTTTCATTCCTTCAATTCAATTTC GGAAACAAATGATCAAGACAAGTG 201

Ad03A5480 Aradu.A03 5480 c (TCC)6ttcttcttctctttcttcacccctgatactacgtcatcttcttcttctcctccgtttttattatttttcactttcgttaccgtcgt(CAC)6122 14126813 14126934 TTTTCGTTTTCTTCTCCCCC TCAAAAACAAGCACACAAACAA 248

Ad03A5482 Aradu.A03 5482 p3 (AAT)22 66 14130304 14130369 TTATTCCATTCCCATGCTCA CTAGCCGTGCGTATTTTGGT 266

Ad03A5489 Aradu.A03 5489 p3 (TAA)5 15 14148256 14148270 TGTGACACCATGGACCATTT TTGAAAATGTTTAGGTGATTGGAA 274

Ad03A5490 Aradu.A03 5490 c (TC)10(TA)11 42 14150443 14150484 TGGTGAGACCATTTTTGGCT GGGAAGGGGAATAACAAGGA 236

Ad03A5491 Aradu.A03 5491 c (TCA)6ctaaccttaaaaactcttcctcctctcaacttcacaacacttagtaattcttccaatgtcgtattattgttctgatca(TTG)5111 14164219 14164329 AAGATGGCCTCCAAGGATTT GAAATGGGGTTGTGAGGATT 207

Ad03A5494 Aradu.A03 5494 p3 (TTG)5 15 14170631 14170645 ATTCATGTAGCCGATCCCAC GCACGAAAATTACAAGCCGA 188

Ad03A5496 Aradu.A03 5496 p3 (TTA)6 18 14183719 14183736 AAATTTTGGGAAGCAGGCTC TGCATTGGGGAGTTCTTTTC 133
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Ad03A5497 Aradu.A03 5497 p2 (TC)9 18 14188052 14188069 CCGAAGCTACCACTCCACAT CAGAACAATCCTCAATGCAAAA 271

Ad03A5500 Aradu.A03 5500 p2 (TG)8 16 14199835 14199850 GGAAGGCTAATGTTGAAGAAAGA TTTCGCACCTTGAATTTCCT 263

Ad03A5501 Aradu.A03 5501 c (T)12acag(T)10 26 14202350 14202375 AAATGAGGTGAATAAAGGACTTCAA CCAATTCGGTTGATTAAGTGTTC 268

Ad03A5503 Aradu.A03 5503 p2 (AG)7 14 14210542 14210555 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 112

Ad03A5507 Aradu.A03 5507 p2 (CT)25 50 14225438 14225487 CGGTTCTCACTCTCTCTCGC GAAGCAGCAACGAGTGTTGA 255

Ad03A5510 Aradu.A03 5510 p3 (CCA)5 15 14228050 14228064 AACTCATGCGAATCCTCCAC TGGCTGAAGAAGTTGGCTTT 182

Ad03A5511 Aradu.A03 5511 p3 (GTG)5 15 14228783 14228797 GAAGCGGTGGTGGTGTTAGT AACTCATGCGAATCCTCCAC 148

Ad03A5513 Aradu.A03 5513 p2 (CA)6 12 14232347 14232358 AATCTTGAGCTTGCTGCCTC AAGCATGATAGGCATAGCCA 132

Ad03A5517 Aradu.A03 5517 c (AT)7(AG)6 26 14242719 14242744 AAAGGTCATTGTCACCAGCC GGTTTGAAGGAGGAGAACCC 231

Ad03A5528 Aradu.A03 5528 p3 (AAT)6 18 14274295 14274312 CGAGGAAAAGCATAGTGTCCA GGGCATTTCGGGAAATAAAT 237

Ad03A5531 Aradu.A03 5531 p4 (AAAG)5 20 14280568 14280587 GCTCCAAGATCCCCTTCCTA AAACAGAAGCTCGAGCCAAA 279

Ad03A5533 Aradu.A03 5533 p2 (AT)8 16 14287058 14287073 TCCAGGATTTCATCTCCCAG TTGATTTGGGATGAAGTTAAAAA 260

Ad03A5534 Aradu.A03 5534 c (A)10gaaatgaagatgagagggatgtaatgagcgttgaagaaagtacagatctaac(A)1274 14287327 14287400 TTTTTAACTTCATCCCAAATCAA GCCACAGTCTCACGACTTCA 257

Ad03A5536 Aradu.A03 5536 p2 (AG)6 12 14289593 14289604 TCTAGCCACCTCCTGCTTGT AGCGGCTATGGAGTTTTCAA 135

Ad03A5539 Aradu.A03 5539 p3 (CAC)5 15 14312054 14312068 GTATGGCGGTGATAGCGTTT CGAGAATTCGAGAGGACGAG 163

Ad03A5540 Aradu.A03 5540 p5 (AAAAT)5 25 14313246 14313270 AGCTCCTCCCCCTAATGAAA GGGAAGAGATACCCGAAAGC 202

Ad03A5542 Aradu.A03 5542 c (A)11gaaaaggcacatataggataatcctaaatattttgagctcttttgcc(A)1068 14328261 14328328 TGGTTATGCAAGGAAAGCGT TTTTTGTTGTTGTATTCAGTTGTCT 231

Ad03A5544 Aradu.A03 5544 c (A)10tttatccaattaaaatgttgaaaattaga(T)1049 14329160 14329208 AGCGACTTTGGGTTTAGGGT TGGTCTACAGTATATCTCACAAAATGC 243

Ad03A5545 Aradu.A03 5545 p2 (AT)6 12 14329682 14329693 CGAAATAGCGGCATTGATTT CAGGCGTTATCATGCTTTCC 258

Ad03A5546 Aradu.A03 5546 c (AC)6(AT)11(GT)7gagaga(T)1165 14329889 14329953 GCATCTTCCAATTTATGAACCC TTCTTGATCGGCAAATCTCC 275

Ad03A5547 Aradu.A03 5547 p3 (TAT)6 18 14332874 14332891 TTGAGATAAGCGATGTTTCAAAT CATCATTCTGTTTACTCTCCTATGAC 272

Ad03A5548 Aradu.A03 5548 p2 (TA)6 12 14346207 14346218 GTGGCCATAGACCCAAAATG GCTCGTACAAACTTGACATGCT 104

Ad03A5550 Aradu.A03 5550 p2 (AT)6 12 14350015 14350026 ATGGTGGATTTTGGAGTGGA AATCAAAGGTGGTGAGGTGC 136

Ad03A5555 Aradu.A03 5555 c (TCT)5tttctttcttctcttgctcgaggacgagcaatattctaagtttggtgtggtaaaagcataagc(T)1088 14367303 14367390 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 270

Ad03A5556 Aradu.A03 5556 c (ATT)11atgttaatcttgtgttagttgttaactttgttttaattatcttttgaactttgaatgtttagtgtgtaattgacataattattattatgaaagtttaa(ATT)5146 14376614 14376759 TCAAGTTCACAACCTTAAGAGCA CGACATCACCAAAAGTTGGA 279

Ad03A5557 Aradu.A03 5557 p2 (TC)8 16 14377590 14377605 CAGCGTATATATGTCAACTTTTTGC CATGGGAGCCACTTGTTTTT 191

Ad03A5559 Aradu.A03 5559 c (AGA)5aaaagagcgtgcac(AAG)544 14381330 14381373 GAAAGAGAAGGCAAGAAACGA TCGCTGGATGTAACAGTGAAA 268

Ad03A5564 Aradu.A03 5564 p3 (ATA)8 24 14397096 14397119 TCAATGAAGAGGGAAGATTGC GGGAGACTAAAATGCAAGCC 253

Ad03A5569 Aradu.A03 5569 c (GA)7ggaag(GA)8taaagggaaaaagagaggagaaaggagagagatataggg(GA)7aggagaggagaggagaagag(AT)8124 14407905 14408028 GAAAAGAGAGAGGAGCAAGAGAG TCATCTCTCCCCTTTTTCCA 235

Ad03A5571 Aradu.A03 5571 p3 (TCA)5 15 14410913 14410927 TGGTGGATCCTCTTTGCTCT TTGGCTCGTTTAATCGCTTT 147

Ad03A5574 Aradu.A03 5574 c (A)10ttcctcaggaatccgatgccttttcaaaaaaatgggaaagaaatcaataat(A)1071 14421074 14421144 ATCTAATTGGGCTTTTGGCT GAACCCAACGACTTGCACTT 248

Ad03A5577 Aradu.A03 5577 p2 (AG)7 14 14428080 14428093 CTGCCAGAGTAGAGGGCATC TTCAGTAGCGGCCTATCGTT 149

Ad03A5580 Aradu.A03 5580 p3 (ATA)5 15 14431599 14431613 GGTCGCAGGTTTGAGTCTCT AATGTTGCCTCAACCTGAAAA 229

Ad03A5583 Aradu.A03 5583 c (ATT)5acatcacttacaatcaaactaaattgcattcttgccttaactaataagaacatatatatgtgtgcaga(AAT)6101 14443691 14443791 CGTACAGAGTCGACAGAGAGAGG GCTGCATATCCAAGATCAAGC 276
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Ad03A5584 Aradu.A03 5584 p3 (TTA)11 33 14444783 14444815 TCAGCTTTCAATGGTTCAATG ATTGGCTGCCTATGCAATTT 244

Ad03A5589 Aradu.A03 5589 p2 (TA)9 18 14455201 14455218 TTCACGGAATTGGTGACGTA TGAATATACCGCAAGATGCAA 217

Ad03A5591 Aradu.A03 5591 c (A)10gtattcgttcaatccat(A)1037 14463148 14463184 TGTCTCAATCCAAAGCCACA GCCCCTACCAATTTGAAACA 242

Ad03A5598 Aradu.A03 5598 p2 (AT)6 12 14477389 14477400 TGGTTGTGTCATGAGATTCATTT CATTTATAACAACAAATAAGATCACCG 267

Ad03A5599 Aradu.A03 5599 p2 (TC)9 18 14478337 14478354 CCGACAGTAAAAGGGCAAAA TAGGAGGCAATGGTTGAAGG 142

Ad03A5603 Aradu.A03 5603 c (ATA)6ac(AAT)1153 14485156 14485208 AAAGGTTTGCCGGTGAGTAA TGGTTCTGGAATTTAATTGAACG 232

Ad03A5604 Aradu.A03 5604 c (T)10gtaatatttgctgtcaaaagaaacctaattaaaaaaatattgatttaaggacccaattaaaag(A)1083 14486495 14486577 TCGCTGGGATCTAAGTGAGTT TTTCCTCAAATTTTTAATTAGGTCC 255

Ad03A5606 Aradu.A03 5606 p2 (AT)6 12 14488090 14488101 TGCGACCCCAAAATAAACTC TGCACTTCACTCCACAAACA 190

Ad03A5610 Aradu.A03 5610 p3 (TCT)7 21 14506937 14506957 CACGGTCATCCCTTCTGTTT TTAGAATGTTGCTCGCCCTC 207

Ad03A5612 Aradu.A03 5612 p3 (ATA)6 18 14522023 14522040 CGATGCTGATCATAGCCCTT TGGTTTGACCAATAAAAACATCTG 194

Ad03A5614 Aradu.A03 5614 c (A)10tgaaaataaagatgaat(A)10gatgatgatg(A)1158 14523775 14523832 TTCGAGTGTTTCATCCTATTCG TTCTCCTCATCTTCTGCTGTTTC 183

Ad03A5618 Aradu.A03 5618 p2 (TA)9 18 14529446 14529463 GACGTCTTTATCTAAGTGGGTCA TGGTTGAAGAAATGAGGGAGA 258

Ad03A5619 Aradu.A03 5619 p2 (TA)6 12 14537320 14537331 AAATTTGGAGAACTAATTTGATTGA CAACTTTTGGGTGGTTGTTG 226

Ad03A5621 Aradu.A03 5621 c (A)13gaaggttactctggcttataatttatatattattggacagttaag(ATT)573 14541356 14541428 CCATTTATGAAATGACTAAATTTGTTT TCACATGTGCTAAGGTAATGCC 221

Ad03A5626 Aradu.A03 5626 p2 (GC)7 14 14557243 14557256 CGCTTTTTGGCATTGTTTTT CATACACTGCGAGCACGAAT 242

Ad03A5628 Aradu.A03 5628 p3 (TAT)5 15 14602660 14602674 TTCCGTTTTTGATGAACTGG GACGGTAACGTCCACTGCTC 262

Ad03A5629 Aradu.A03 5629 p3 (TTG)7 21 14608621 14608641 GCACCGTCACTGCTGTTAAA CCCAAAGACGAAGAAGACCA 176

Ad03A5633 Aradu.A03 5633 p2 (AG)13 26 14647919 14647944 AAGAACCTGGGATTGAGAGTCA TTTCTGGGCTGTTTTTGACC 230

Ad03A5635 Aradu.A03 5635 p2 (AG)6 12 14654094 14654105 AAAGAACCTGGAATTGAGAGTCA GACCAGCGATTTCTAGGCTG 225

Ad03A5639 Aradu.A03 5639 p2 (CT)6 12 14683420 14683431 GGTGTTTAACGCCAGGATTG GTTTGAATTTGGATGGTGGG 264

Ad03A5640 Aradu.A03 5640 p2 (CT)6 12 14689977 14689988 CATTGAACCTGAGATGAAGAAGAA GCTGGAAGTGGAGCAGAATC 158

Ad03A5641 Aradu.A03 5641 p2 (AT)8 16 14691126 14691141 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 222

Ad03A5643 Aradu.A03 5643 p3 (GAA)5 15 14698228 14698242 CCTCCTCCTCCTCTTCCTTC ACGCTTCATCTTCCTCCTCA 265

Ad03A5644 Aradu.A03 5644 p3 (AAG)5 15 14698624 14698638 AAAAGATGAAGAAGATGGTGATGA ATTTGGGTGTAACGCGAAGA 163

Ad03A5645 Aradu.A03 5645 p3 (GAT)8 24 14699014 14699037 TGAATGTAATTTCATCCTCTTTCAA CCCCTCTCCTCATCTTCTCC 204

Ad03A5646 Aradu.A03 5646 p3 (CAG)9 27 14699773 14699799 GCGGACACATACACATCGAG TGGTGGGTTTAGGGTCTCTG 232

Ad03A5655 Aradu.A03 5655 p2 (AG)6 12 14755216 14755227 ATAGGTGAAGGGGTTTTGGG ACAAAGGGCATTTTTGCTTG 163

Ad03A5658 Aradu.A03 5658 p3 (AAG)6 18 14783588 14783605 CCAGCTGAGGGTTTGTTTGT AACGGTATTTCCTGGTGCAG 212

Ad03A5659 Aradu.A03 5659 p3 (AAT)5 15 14787035 14787049 GGCTGAGAGGGGTTACATGA TTTGTCTTCAGCCTGCTCCT 256

Ad03A5661 Aradu.A03 5661 c (TA)6acctccaattaataatttatatattattaattttaattttagttttatactcaatttttcnttataattc(A)1092 14789379 14789470 CTAACCTTGGTTCCCCACCT TCGAAGGATTGGGTTATTGG 270

Ad03A5662 Aradu.A03 5662 c (TG)12(AG)11ac(AG)8ctagcaacaaactggcaaaggtaattgggaacctcgcccatactttggtcatatgatgctgtttaggtatgaagatgttcacattc(T)10160 14793676 14793835 TTCACAATTGAAAGCACCCC AACGTTGGGGACAAAAACAA 225

Ad03A5666 Aradu.A03 5666 p3 (AGA)6 18 14806500 14806517 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 244

Ad03A5670 Aradu.A03 5670 p4 (TATT)9 36 14819255 14819290 GCCTTGGATCCTTTTTACCC TTGTTGGCTCTTGAAAGAATGA 236

Ad03A5671 Aradu.A03 5671 p2 (AG)7 14 14825309 14825322 TTTTTGGGGAAGAGGTGTTG AAAATGCAATTTTGCTTGCC 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A5673 Aradu.A03 5673 p3 (GAT)5 15 14856079 14856093 TAACTGCTGCCTCCGAGAAT CTTGAATAGGCACAGCGTCA 255

Ad03A5675 Aradu.A03 5675 p3 (TTC)6 18 14887163 14887180 TACACCTCTCCCCCTCTCCT CTAGAGGTTTCTCCGGCCTT 161

Ad03A5676 Aradu.A03 5676 p3 (AAT)5 15 14888907 14888921 GAAAAAGCAAAAACTTGCGG ATCCATTGATGCTCAAAGCC 149

Ad03A5677 Aradu.A03 5677 p2 (TA)7 14 14894460 14894473 TGATTTAGGGGCTTGGTGTC TCAAATCCGATATTTGCTCAAT 259

Ad03A5679 Aradu.A03 5679 p4 (TAAA)5 20 14898896 14898915 CCCAAGTAGCCAACCTGAAA ATGGGGTGTTGCTAGTGGAG 217

Ad03A5682 Aradu.A03 5682 p2 (AG)6 12 14912131 14912142 GCCATCGTCATCCTCGTTAT CGATTTCACCCGTAGCAGAT 263

Ad03A5685 Aradu.A03 5685 p2 (TC)6 12 14920628 14920639 CTCCCTTCCAGCAGCAGTAG GAGATCTGGGTGAGCAGAGG 238

Ad03A5690 Aradu.A03 5690 p4 (TTTA)5 20 15005865 15005884 ACCCAACCAACCATATGACC TGAACATTAATCTGACCCTTGG 178

Ad03A5692 Aradu.A03 5692 p2 (AG)6 12 15015318 15015329 CCAGTTTCAAGCCCAGAAAA TGAACCTGTGATGAAGAAGATGA 201

Ad03A5693 Aradu.A03 5693 c (A)11tattcaataaataagcaaacaaataaggggacagaattaccctaatgtcaagttgaaagatcaatgcacatgtgataaaagt(A)11104 15020341 15020444 AAAATAATGGAAAATCCATGTGC GCCTCCCATAATTCCTACTTTTG 213

Ad03A5694 Aradu.A03 5694 p2 (AT)8 16 15025577 15025592 AGTTACCTTTGGGGGACCAC GTGAGTTTCGAGGGTTGGAA 163

Ad03A5696 Aradu.A03 5696 p2 (AG)15 30 15036878 15036907 AAGTTTGTGGAATCTGCGCT TTCCACCTCTGATTTCCCTG 232

Ad03A5697 Aradu.A03 5697 c (TG)9(TA)6 30 15049983 15050012 TATGCCTCGACAGTGGACAA AAACCAGGTAGCAATAACCAAA 277

Ad03A5698 Aradu.A03 5698 c (TG)32taccattaattatagtcgctac(TG)19124 15050360 15050483 CCTCGCAATCAGAAAGAGGA GAATTTTGTTTTGCGGCAGT 253

Ad03A5701 Aradu.A03 5701 p3 (GAA)6 18 15083762 15083779 TCGCTGGAATTAGAGTGGCT GAACCATAAAACCACCACCG 274

Ad03A5702 Aradu.A03 5702 p3 (ATG)10 30 15084140 15084169 GGATAAACAGCCGCCAATTA TTGGTATTTCTTGATGAGCTTAGAA 213

Ad03A5703 Aradu.A03 5703 p2 (CA)26 52 15084918 15084969 GCACAGGCGTTGCTTACATA TTCTCTATTGCTCACCGTGC 275

Ad03A5705 Aradu.A03 5705 p2 (AT)6 12 15097134 15097145 CGAATGAGGTTATGATTGGTTG CCCCCTATTTCCACTCATTTC 270

Ad03A5708 Aradu.A03 5708 p3 (TAA)5 15 15137808 15137822 TTTAGTATTGCGATGCTGCG GCGGGCGATTATTGACTTTA 258

Ad03A5709 Aradu.A03 5709 p3 (TAA)5 15 15144735 15144749 TAGTGCGATGTCGCATTTTG GCGGGCGATTATTGACTTTA 254

Ad03A5710 Aradu.A03 5710 p3 (TCT)7 21 15170324 15170344 CCCATCACCTCTTCACCACT CGTCCTCGAGCAAAAGAAGA 142

Ad03A5713 Aradu.A03 5713 c (A)11caagcttgcg(A)1031 15197498 15197528 GAATGAATGCTTGAACAGTGC CACCCTTGCCTTTTGGTTTA 229

Ad03A5714 Aradu.A03 5714 p2 (AT)10 20 15202574 15202593 TGCACCTAATCTGGATTTTTGA TGCATTGCTACTGTCAATTTCC 262

Ad03A5716 Aradu.A03 5716 p2 (TG)6 12 15210122 15210133 CGATCTCTCTTCTTCCCCCT TTGAAAATTGAAGGAAAACCTCA 258

Ad03A5718 Aradu.A03 5718 p2 (AT)6 12 15211797 15211808 CCACAAAAAGCATGGGACTT CACACCGAAATATGGAAGCA 203

Ad03A5720 Aradu.A03 5720 p3 (TTA)16 48 15218927 15218974 ATGGCAGATTATGGATCGGA AAAGTTCAACGTGCAGAGCA 124

Ad03A5723 Aradu.A03 5723 c (T)10ctgcaaatt(A)1029 15223994 15224022 TGCAACACCATACACCCATT AAGCAAAGTAAGGGACCACTTG 149

Ad03A5725 Aradu.A03 5725 p2 (TA)8 16 15231077 15231092 TTCCAATCTCTAACCACCAAA AAAAGGGGAGTCCCATCACT 161

Ad03A5728 Aradu.A03 5728 c (A)10tttacggtatttttc(T)1136 15267346 15267381 TGCCGGTAAGTAGTGTGGGT CGGGAAAGAAAGAACAGGAG 272

Ad03A5729 Aradu.A03 5729 c (A)11gatttc(A)10 27 15267587 15267613 TTTTACGTGAAACCCCCTCC CCTCAGCACAAAACACCAAA 243

Ad03A5732 Aradu.A03 5732 p2 (CT)6 12 15301425 15301436 CAGAATTGGCACAAAGAGCA GATTGGTGAATGGGTGAAGA 138

Ad03A5736 Aradu.A03 5736 p2 (GA)20 40 15310628 15310667 CATGCAATCCACCACAACTC TAGCACAAGAAGCAACGCAC 138

Ad03A5739 Aradu.A03 5739 p2 (AT)9 18 15317906 15317923 GAAAGCAGGGAACATGGAAA AGGTTGGGTTAAAGCTGGGT 278

Ad03A5740 Aradu.A03 5740 c (AT)9g(GA)20 59 15376316 15376374 GCCATTAATGTATTGATCAGCAAG CAGCTGCCTCCCTTTAATCA 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A5742 Aradu.A03 5742 p3 (TTC)6 18 15390470 15390487 CCCATAAACCCCACCTACCT CCTCGAGCAATGGAAGAAAG 226

Ad03A5743 Aradu.A03 5743 c (A)10gaaagaaagccgcccccacttt(TTC)7ccgccgccgcacccaccgctgcccgccg(CTT)596 15431755 15431850 TGGTCCCCAAAGTTTCAGTT AAACAGATCAAGAAATTTCACAAAAA 270

Ad03A5744 Aradu.A03 5744 p3 (TGG)6 18 15432102 15432119 AATGGAGTGACAGTGGGTGG TTTTTCGCTCCAAAATGGTC 156

Ad03A5745 Aradu.A03 5745 p3 (CTT)5 15 15472732 15472746 TTCATGGTGGTTGTGTGCTT CCCTTCTTCCAAAGGGTGAT 202

Ad03A5746 Aradu.A03 5746 p3 (TCT)5 15 15484302 15484316 AATTCTTTCCCACCCAATCC CCTATGACTCGGAGGTGGAA 237

Ad03A5747 Aradu.A03 5747 p2 (AG)7 14 15488378 15488391 GGTTTTTCTGGCCCTAGGTT ATCACCTCCATCCCTCTTCC 259

Ad03A5750 Aradu.A03 5750 c (TA)6aaatgcatatgagaccagctttaaattttctttcttcattctttaaaggcttcggccatagggagaaaaata(AAT)13123 15511512 15511634 CCTCCACGTTTTGCTTTCAT GAGCAGCTGATATAACATCCCA 268

Ad03A5751 Aradu.A03 5751 c (A)10gtagctgaatggaaaaaaggttagacaataaaaatatagattcagttcaaataagctcaaaaaaaaataaatctcaatt(TTA)5104 15518197 15518300 AATGGGTTGAGATGGACTGC GGTTAAGTTGAAAAACAATATGCCA 255

Ad03A5753 Aradu.A03 5753 p3 (CAT)6 18 15525621 15525638 AAATTCAACGAATCAGCAATCA ACTCCATTATCACGCGCTTT 258

Ad03A5757 Aradu.A03 5757 p3 (CAT)5 15 15543761 15543775 TGAAAAGAAAAAGCTTGCGAA TTCACTTGACACCTTCACGC 232

Ad03A5762 Aradu.A03 5762 p2 (CT)7 14 15583682 15583695 GAACATTGAACCTGATCTAAAGAAGA CGCGATCTGCAGAATTACAA 264

Ad03A5764 Aradu.A03 5764 p2 (CT)15 30 15590160 15590189 GAACATTGAACCTGATCTAAAGAAGA TTACAAAAGTCGCTGGCAGA 268

Ad03A5767 Aradu.A03 5767 c (ATG)5ataatgatgaccatgatgataat(GTG)8gtagttctgttc(TGG)589 15600355 15600443 GGTTCTGTTCTGGTGGTCGT TTTTTCGCTCCAAAATGGTC 219

Ad03A5769 Aradu.A03 5769 p2 (TA)7 14 15602464 15602477 TCGAATACTTTGCACACCAGA TTCAAGATGAGTTGGGATTGAA 217

Ad03A5772 Aradu.A03 5772 p3 (TCT)5 15 15610663 15610677 TACCCCCTCTCCTCTCCCTA CGGTCTTAGGTGCCATCAAT 233

Ad03A5775 Aradu.A03 5775 p3 (TAA)5 15 15624745 15624759 ACATTTTTCACTTACCAAATAAAAGTT TTGCATTTATGGTTAATATTTGCAC 270

Ad03A5776 Aradu.A03 5776 p3 (TAT)6 18 15625610 15625627 CAGTAAACATCACAATAATAACAACG CATTACTTACTTGCTCCAATCTTTT 278

Ad03A5777 Aradu.A03 5777 c (A)13tgaaataagagagcaagattaattcaatgaattttgaaataaggagc(A)1171 15626378 15626448 GCCAGTACATTCATTGTGCAT CCCAGAAATATCCATAGAAGACAAA 215

Ad03A5780 Aradu.A03 5780 c* (ACAT)8(AT)7* 44 15631093 15631136 GATGCAACCATTGCACAAAC GGATGCAGATGTTGCTGAGA 230

Ad03A5781 Aradu.A03 5781 p2 (TG)6 12 15635399 15635410 TTCCTGTAGAGCCTGAGGGA AAAATCCCAAATGCATGCTC 129

Ad03A5782 Aradu.A03 5782 p2 (AT)6 12 15647788 15647799 TGCCTTTATTTCCATCTCCAA AAGGTGTTCCCTAATGCTTTCA 250

Ad03A5784 Aradu.A03 5784 p3 (AAT)23 69 15654414 15654482 TGATGTTTTAGATAAAGAAATCCCAA CATCGTGCTCCTTGATCATTT 247

Ad03A5786 Aradu.A03 5786 p4 (TAAA)5 20 15671426 15671445 AGGGGCAGTGATTTGAGATG CTCTCCCCTCGCTAATTTTC 280

Ad03A5789 Aradu.A03 5789 p2 (TC)7 14 15683340 15683353 AACCGTTGTTGTTATGGGGA AACTTGAACGAAGAAGGCCC 258

Ad03A5790 Aradu.A03 5790 p2 (AT)6 12 15683878 15683889 AATCATAAACAATTTTTGGGCA GCGCACAACAGCAAAATAAA 250

Ad03A5792 Aradu.A03 5792 p3 (AAT)10 30 15700941 15700970 AACCGACCTCTATGATTTCAGG AAGCGACACCTTGATTGTCA 277

Ad03A5795 Aradu.A03 5795 p2 (CT)7 14 15713655 15713668 TCCCCAAACCAAACATTACC AAATGATATGCCACCAGGGA 270

Ad03A5798 Aradu.A03 5798 p2 (AG)9 18 15716793 15716810 ACATTCCTGTTTCGCAATCC CGACCTCTTCTCCTCTTCCC 260

Ad03A5800 Aradu.A03 5800 c (CT)7aacct(TC)6 31 15731631 15731661 CAAAGCATTACCGTCGGATT AGGGGCTAACAGAGGTGGTT 171

Ad03A5808 Aradu.A03 5808 p3 (ATG)5 15 15766289 15766303 ATGTGGCTGGAAGAATGACC TTCACACATGAAGAGGGTGC 262

Ad03A5815 Aradu.A03 5815 p3 (CAA)5 15 15796337 15796351 CCACCATTCACAGCAACAAC GAGGGAGAAAGAAGTGTGCG 106

Ad03A5821 Aradu.A03 5821 p3 (TAT)5 15 15801585 15801599 TCTAATTCAAATCGCACAATGTACT GTTTGAATTGGTTTGAATTTACGA 268

Ad03A5824 Aradu.A03 5824 p3 (TAA)17 51 15805577 15805627 CGTACGTCTGCGACAACAAT TGCACTAGCGGATCAACATC 186

Ad03A5826 Aradu.A03 5826 c (AT)6agggatggcgttgacggattaagagtc(T)1251 15813182 15813232 TCCAACGGTAGAGCTTGAGTC CCATCAATTCATGCAGTCCA 180
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Ad03A5828 Aradu.A03 5828 c (CT)6ccctccccctttctg(CT)843 15814754 15814796 GCACCAGTTTAAACCAGTTCAT GGAGAGAGAGGGGAGAAGGA 259

Ad03A5829 Aradu.A03 5829 c (TC)8cctctctccctcttctctctcccttttctccctctctatccctttctctcat(TC)7ccatatccctcttcctctctctctcctttccttcccc(CT)6131 15815002 15815132 CTCTCCCCTTCCCCTCTT GGAGGGAGAGAGAGCAAAGAA 276

Ad03A5830 Aradu.A03 5830 p2 (CT)7 14 15815366 15815379 CTCCCTCTCTCTCCGTCCTC CGAAAGAAAGGGGAGTGAAA 279

Ad03A5831 Aradu.A03 5831 c (TC)7tttctctctctcttccttcttctctctttctttgcgctctttttccctttctcttctctctcttcctct(CTC)6tctcttct(TC)6121 15815482 15815602 CCCTTTCTTTCGCTCTCCTT AGAGAGGGGAGGTGGAGAGA 262

Ad03A5832 Aradu.A03 5832 p2 (TC)6 12 15815751 15815762 CCTCCCCTCTCTCATCCTCT TCCTCCTCCTCCTCTCTCTCTT 278

Ad03A5833 Aradu.A03 5833 p3 (GAG)5 15 15815918 15815932 TGTTCTTCTCTCTCTCCTTCCC TCCCTCTTCTCTTCCTCTTCC 248

Ad03A5834 Aradu.A03 5834 p2 (GA)8 16 15816080 15816095 GGAAGAGGAAGAGAAGAGGGATATAA CTCCACCTCCCCTCTCTCA 240

Ad03A5835 Aradu.A03 5835 c (AG)6aaggggaagg(GA)838 15816226 15816263 GGGCAGAGAGGAGAGAAACA CTCTCTCCCCCTCCCATC 105

Ad03A5837 Aradu.A03 5837 p2 (TA)6 12 15817274 15817285 AATCTCAAAGCTTGACACACG CGATGTTCATGTAACGGGAG 277

Ad03A5839 Aradu.A03 5839 c (A)19gttagc(A)14 39 15820252 15820290 TGTTCTCTTCTTGGAGCCTCA TGCTTCATCACTATTACTTCCTTG 182

Ad03A5840 Aradu.A03 5840 p2 (AC)6 12 15822140 15822151 AAACGTATGAATGTTATGTGTATGAAC CCCTAACACCATTGTAAGCACA 245

Ad03A5844 Aradu.A03 5844 p3 (CTA)8 24 15826641 15826664 TATGTCGGTGGTGGTTGTCA TTTCAACTCTCAATTCTTGGGAA 176

Ad03A5845 Aradu.A03 5845 p3 (ATA)5 15 15827082 15827096 ACGGATGAAAACAATGCTCC AATTGCTGCATGCATATAACG 172

Ad03A5849 Aradu.A03 5849 c (TA)10tgtacccacccaatctgagcagctcatttca(TTC)669 15837368 15837436 CCCAGCGATTTCTGAGTTTC TTTGTAATAAAATTTGGCCATGA 255

Ad03A5850 Aradu.A03 5850 p2 (GT)6 12 15840084 15840095 CACCCAGAAAAGAGCTGAGG AAACACATGTCGACACGGAA 250

Ad03A5852 Aradu.A03 5852 p3 (TTC)5 15 15849617 15849631 CACCGCTGCCTACACTACAA CGACACCAGAGAATGGAGGT 169

Ad03A5856 Aradu.A03 5856 p2 (TA)6 12 15862503 15862514 AAGGAAAGTGCAACGAATGC GCGTATTGATGGGAATTGCT 192

Ad03A5857 Aradu.A03 5857 p4 (ATTT)5 20 15880820 15880839 ACAACCGATCCACTCCAATC TTTCAAATAGCCAACAATGACA 272

Ad03A5858 Aradu.A03 5858 p3 (AAT)23 69 15883772 15883840 CATCGTCAACTCCAATGTCG ACTGCAAGAAAATGGATGGC 242

Ad03A5859 Aradu.A03 5859 p3 (AAT)6 18 15884535 15884552 AGATTCCTGATAGCCTGCGA TGCTAGCCATTATAGAATACTGCG 241

Ad03A5864 Aradu.A03 5864 p2 (AT)7 14 15893075 15893088 GCAATTATTTTCGCAACCAAA TCAACAGCGTCCACATCAAT 178

Ad03A5866 Aradu.A03 5866 p3 (ATT)9 27 15899570 15899596 TCAATTTCGGTTCGATCACA GGTCACGCGGTGAAACTAAT 202

Ad03A5867 Aradu.A03 5867 c (TA)6tgatccaacacaactaatttccatatacgtggcatttctcacacgagctcctaaagttttcacacctttgttaattcatttatg(TA)7110 15899895 15900004 GGAGGGAGAGAGAGGGTTTG TAATTGGGGTTTGTTTGGGA 271

Ad03A5868 Aradu.A03 5868 p2 (TA)9 18 15900845 15900862 TAATGGAGAGATATGGCGGC GTCCCAGAAGCGGACAACTA 278

Ad03A5875 Aradu.A03 5875 c (AT)7ac(AT)8 32 15963652 15963683 TCATCAATCCTTCATCCATCA GATGTGGGCATGTGTTGAGT 129

Ad03A5876 Aradu.A03 5876 p2 (AT)10 20 15969847 15969866 GCATCAATCCTTCATCCATCA TCGGCCAAGGTATGGTTTAG 243

Ad03A5879 Aradu.A03 5879 p2 (AT)8 16 15979968 15979983 TGGGCAAAATCTTCTGCTAAA CAAGACCCAAATTATTATTGTCATCA 261

Ad03A5880 Aradu.A03 5880 p2 (TG)8 16 15983606 15983621 GGGAGGATTTCGAGCTTACC GGTTAAACCGAGCCCAAGTT 267

Ad03A5884 Aradu.A03 5884 p2 (CT)23 46 16023383 16023428 TAGTCGCTACTGCTGCCATC TAGGGACGAATGTGGCTTTC 232

Ad03A5887 Aradu.A03 5887 p3 (TAT)19 57 16025641 16025697 AACAGTCTGCAACATGGAAGAA AATTCCAAGTCCAGAAGGCA 273

Ad03A5890 Aradu.A03 5890 p3 (AGA)7 21 16046174 16046194 TAAAATATTGCTCGCCCTCG TCCACTCTTCCCCATACACC 161

Ad03A5893 Aradu.A03 5893 p2 (CT)7 14 16076987 16077000 TTACCACCCATCCTTTGAGC TCCTAACACACCAAAGCAGC 199

Ad03A5899 Aradu.A03 5899 c (AAC)7(AAT)16 69 16102803 16102871 TCCCAATTCCACCTATTCCA TCAAGTGCAAACCTGATACG 250

Ad03A5900 Aradu.A03 5900 p3 (AAT)6 18 16108023 16108040 GCATGCTTCACATGCTTTCT AAGCGCTCTCAAGACACTCA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A5901 Aradu.A03 5901 p3 (TCA)6 18 16108592 16108609 AATTAGCCATTCGTGGGTTG GATGTCCCTCTTCCGACAAA 269

Ad03A5903 Aradu.A03 5903 p3 (GAA)6 18 16113443 16113460 ACCACTGAGCTATGACGGCT TCATCTCCCCTCACTCACCT 231

Ad03A5905 Aradu.A03 5905 p3 (TTA)11 33 16129998 16130030 TTTCTTTCAAACTGCACTAGGAC TGCGTCCGCTTCTTCTTAAA 249

Ad03A5911 Aradu.A03 5911 p3 (TAT)12 36 16147496 16147531 CGTTCTTCAAATTTAGATAAACTTCTT TGCGTCCGCTTCTTCTTAAA 272

Ad03A5912 Aradu.A03 5912 p2 (TA)7 14 16149863 16149876 TTTTTGTCATTCTTGCGATTG CAAGACCCAAATTATTATTGTCATCA 185

Ad03A5915 Aradu.A03 5915 p3 (CAA)5 15 16164960 16164974 ATGTTCAGCTCAGTGGGACC GCACTCAACACATGCTTGCT 267

Ad03A5916 Aradu.A03 5916 p2 (TA)6 12 16186669 16186680 GCCATATCTCACATTATTATTGGC TTTTAAAATACGTCATGTCAATTATGC 272

Ad03A5918 Aradu.A03 5918 p3 (AGA)6 18 16203833 16203850 GGTCTTGATGGCTCTTGGAG TGGCCGAACCTACATCTCTC 248

Ad03A5920 Aradu.A03 5920 p4 (TTAT)6 24 16223529 16223552 TTCTGAATTCAACATTGGGG TGGGAACAAAAGTTGTTAAGGG 187

Ad03A5921 Aradu.A03 5921 p3 (AAT)5 15 16225920 16225934 GAAGGTGAACATGCAAGCAA CTCTCCCACCTCCATTACCA 262

Ad03A5923 Aradu.A03 5923 p2 (AT)8 16 16245483 16245498 TGGCTGCTTTTACTATGGACA GAGAACCCAAATTATTATTGCCA 276

Ad03A5925 Aradu.A03 5925 p2 (TG)6 12 16259433 16259444 CCTATAGAGCCTGAGGGATGG AAAGTCCCAAATGCATGCTC 127

Ad03A5926 Aradu.A03 5926 p3 (CAA)5 15 16260419 16260433 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad03A5928 Aradu.A03 5928 p3 (TAT)15 45 16268169 16268213 CAAATTTAGATAAACTTCGTTGCC GCAAATAGAGGCAAAATTTTAAGG 265

Ad03A5929 Aradu.A03 5929 p3 (AGA)6 18 16279174 16279191 CTCACCCTCGAGCAAGAAAG ATATGGTGAAGGACCCCACA 268

Ad03A5935 Aradu.A03 5935 p2 (GA)10 20 16353141 16353160 TATGGGGAATAGTGGGTGGA CAAGCATCAGTCTGGCGTTA 277

Ad03A5937 Aradu.A03 5937 p2 (CT)6 12 16427794 16427805 GCTTGATGTGGTTTGAAATGG TTTCAGCAAATCCCTCCATC 180

Ad03A5938 Aradu.A03 5938 p2 (TA)9 18 16439972 16439989 TGTGTTCAGCAATGTCCTGTT TGGAAGGCATATGTACCAATCA 272

Ad03A5939 Aradu.A03 5939 p3 (CTT)7 21 16445462 16445482 GCTTCGAACCATTCGTTTTC GAGGAAGAAGAACGTGCAGC 112

Ad03A5941 Aradu.A03 5941 c (A)10c(GAA)5gagaaagaggaagat(GAA)5ccgttttgagtgtagcgctttgaaaatagaaaaatcg(A)10cgaaa(AAG)7atgaagaggaagaggaaaaggaagaggaagag(GAA)5176 16446064 16446239 TTTCTCCTCATCTTCTGCTGC CAAGTGCTACACTCAAAACGG 269

Ad03A5950 Aradu.A03 5950 c (CAA)5cc(ACA)6 35 16459754 16459788 GCATCCAAAAACAATCCAGAA TCATCACAAACCCATGCTGT 267

Ad03A5951 Aradu.A03 5951 p3 (ACC)5 15 16460153 16460167 TGATGCTGGAAACACAAGGA GAAGAAAGTCTCGTCGTCGC 216

Ad03A5952 Aradu.A03 5952 p2 (TC)6 12 16460347 16460358 GGCGACGACGAGACTTTCT CGGAATCAAATTCGTCCCTA 241

Ad03A5954 Aradu.A03 5954 p3 (AAT)5 15 16461781 16461795 CGTTACGGCACATGCATAAT CGTAGCACTCCTCGGAAAAA 271

Ad03A5962 Aradu.A03 5962 p4 (TTAT)5 20 16469212 16469231 CAGCAAAGACCGTTTTGACA TCTGGTGGTGCTAGCTTCCT 222

Ad03A5963 Aradu.A03 5963 p2 (AG)7 14 16469681 16469694 TGAGATTAGGGTTTGGGTGG CCCTTTTTCTCTCCCTGCTT 172

Ad03A5965 Aradu.A03 5965 p2 (AT)7 14 16474286 16474299 GGCACATAAACAACCGATGC GCAAATTGTTTATTGGTGTTCA 276

Ad03A5979 Aradu.A03 5979 p2 (AT)6 12 16518210 16518221 CGGCTTTGAGGCTGAAATAG CAAATTGGCTATGGCATGTG 271

Ad03A5982 Aradu.A03 5982 p3 (ATC)5 15 16531631 16531645 GCAGAACAGAAGCAACACCA TTTGAGTTCTGGGTTCTCAGG 179

Ad03A5983 Aradu.A03 5983 p3 (GCG)5 15 16531929 16531943 CGAGGTGGAAGAGCAGAAAC GTTCGAGAAGAAGAGGGGGA 154

Ad03A5984 Aradu.A03 5984 p4 (TAAA)5 20 16533246 16533265 TCAAGAACTATCTCTCCCAAAGC CATGAACAATGCACAGGTCC 178

Ad03A5986 Aradu.A03 5986 p2 (GA)6 12 16538691 16538702 TCTGGTGTTTTGGAAGGAGC TGGAGGGTAGGAAAGCAAAA 215

Ad03A5987 Aradu.A03 5987 c (TA)6(TG)7 26 16544171 16544196 TGCACCAATCACTTTTGAGG ACAAAAAGGCAGCAAAATGG 243

Ad03A5991 Aradu.A03 5991 p3 (ACC)5 15 16550406 16550420 CATCATCTTTCTCCTCCCCA GCGACATTTGTTACGGAGGT 177
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Ad03A5995 Aradu.A03 5995 p2 (AT)11 22 16573141 16573162 AAGTGCAAAGCCAGTCAACA TGAACAACCACCAATTAAATAAAAA 278

Ad03A5998 Aradu.A03 5998 p2 (TA)7 14 16577150 16577163 CCAATTCTAAAATTTATTGCTCACAA TTGGATAAAATTCATACACACACG 213

Ad03A5999 Aradu.A03 5999 p4 (ATTT)6 24 16578995 16579018 GATTTCAATTGCGGCTCAGT AGTGAGCGAGTGGGACACTT 231

Ad03A6000 Aradu.A03 6000 p3 (AAT)6 18 16579913 16579930 GCCTTTAACAAAAGGAACCAA TATCCCTCTCCAACATGGGT 276

Ad03A6002 Aradu.A03 6002 p3 (ATT)6 18 16589347 16589364 CAAAAACCATTCCATTGTTATTAAA CGAAAGATGCAATTCTTTTTAGC 269

Ad03A6003 Aradu.A03 6003 c (A)10ggagagcaatggtggtgctgccactaatagtattcttggtgttattgatagaagttgcagaagtattatcatggaagaaatgatcgagaaggagatt(A)10117 16597808 16597924 GGTTGGTGTTGATCATGGTG TTGGAAAGAATTAAGTTTCATGGAG 275

Ad03A6004 Aradu.A03 6004 p2 (AC)8 16 16612398 16612413 CAAAATTGGGTCGAACGG TGTGTCAATCGAAGCTCCAG 223

Ad03A6005 Aradu.A03 6005 c (AG)19atggttcgaattataagtagaagagaagtgttagcaaaaaaatagaaagagatgagagagaga(GT)11123 16620261 16620383 TCCTTGAGGTGTCAGAAGAAAA CCAATATTCGAAAATCACTAACCC 271

Ad03A6006 Aradu.A03 6006 p2 (TG)22 44 16625895 16625938 TTTCAGATGCAGGACGTGAG GAAGATAACCGGTCCGAACA 266

Ad03A6013 Aradu.A03 6013 p2 (TA)10 20 16663975 16663994 TTGAACGACGTAATGACGGA TGTGAAATGGATGAGAACGG 266

Ad03A6014 Aradu.A03 6014 p2 (AT)8 16 16664351 16664366 TTCATGTTGGAGAACTACCCC TATAGCCACCAACATCGTCG 243

Ad03A6015 Aradu.A03 6015 p5 (TAAAT)5 25 16665162 16665186 CAAAAATTATATCTGAAGCACAAAAA CCTTAACGTTGAATTTTAATTTTTACT 245

Ad03A6017 Aradu.A03 6017 p2 (TA)6 12 16675301 16675312 AGCATGTTGGAGACTCCGTT AACGCATAGGTAGAAGTGGAACA 218

Ad03A6022 Aradu.A03 6022 p2 (TA)7 14 16689551 16689564 TGTAGTAATGTCTGTTGTTTTGGATAA CCAAGAAAGATAGATTTTCAGTAGCAT 204

Ad03A6023 Aradu.A03 6023 c (T)10ggaacgtgatggcgggaggcacattctcctttaagacctccaagtcatcactg(A)1073 16694589 16694661 TGTGACGTCCTTTTCTCTTGAA CATCGGTTGTCACCATGATA 274

Ad03A6027 Aradu.A03 6027 p2 (TA)11 22 16704713 16704734 GAATAAATTTTCTTAAACAATGAGCAA TGGATATAAAAGAAAAGATGTGTTACG 275

Ad03A6028 Aradu.A03 6028 c* (T)10(TCA)5* 24 16706913 16706936 TGTTCATCGTTGATGGTTTGA TTGAGAAGATAAAACAAGAAGAAAAA 272

Ad03A6029 Aradu.A03 6029 c (A)10ccaaattaatcacaccggcttgaggcttaattcacatggtacattagattgtctcttaagaacctcataatatgtacgcgagtagtgtataatgt(A)15120 16721226 16721345 TTGAAGCATCATCAAGACCG TGCAACTTGCTATATCGTACATGA 253

Ad03A6033 Aradu.A03 6033 c (T)10gtaaattattaaagttacacaagagatcttatttaataatttttttaaaaccacacattatattaattagatctaataatac(A)12104 16727208 16727311 GGCCTCCTAGCATTGCTCTT CCTTTTAATTTTTCTTTTTGTTTGC 263

Ad03A6035 Aradu.A03 6035 p5 (TTATC)5 25 16736678 16736702 CCTGGGTGCTCCAGTGTATT GGGGCAATTAATGCTCAAAA 161

Ad03A6037 Aradu.A03 6037 p3 (GAA)5 15 16749671 16749685 TCTGGATCCAAATGAACATCA CCTCCATCTTCTTCTTTGCG 130

Ad03A6038 Aradu.A03 6038 c (T)10caaccaaattaaatcaaattag(T)1143 16750440 16750482 TGGATGAGAAAGAAAGTTGGTG GTTGGCTGGACCCTAATTGA 247

Ad03A6042 Aradu.A03 6042 c (AGA)11acgagaagaagaagaacg(AGA)566 16765045 16765110 CCACTTTGCCCTGATTCAAC TTCGTTCTTCGTTCTTCTCCTC 181

Ad03A6043 Aradu.A03 6043 p3 (CTC)5 15 16769684 16769698 GGTGAAAAATCCCAGCTCAA TGCACTTGCATGCATTGTTA 123

Ad03A6046 Aradu.A03 6046 p2 (TC)6 12 16781206 16781217 AGCCCGTGAATAAGGTGATG AGGAGGAAGCATGGAAGGAT 159

Ad03A6047 Aradu.A03 6047 c (TAA)21ctgcttacttgaattgat(TAA)29168 16783130 16783297 ACAACAACAGGATCTACAGCAA GAATGCACCAGAATTTCCTGA 280

Ad03A6051 Aradu.A03 6051 p2 (TA)13 26 16813466 16813491 ATCATTCTGTTCATGTTTAATGTTTT CCTGTTAATCAGGTTAATCATTTTT 259

Ad03A6052 Aradu.A03 6052 p3 (CGA)6 18 16814381 16814398 AGAAGAAGAGAGCGAAGGGG CCAAGGCACAACCTGATTTT 103

Ad03A6056 Aradu.A03 6056 p3 (AGA)5 15 16836719 16836733 CAGCCTTAGGTGCCATTGAT CCCATAAACCCCACCTACCT 217

Ad03A6058 Aradu.A03 6058 p2 (AT)8 16 16850383 16850398 GCGTCTTGGGGATTTGTAGA CGAACTCGAAGGACGAGAAC 234

Ad03A6059 Aradu.A03 6059 p2 (TC)6 12 16867507 16867518 GCATAGCAAAATCGGAGGAA AAGGTCCATCAGCAACCAAC 258

Ad03A6060 Aradu.A03 6060 p2 (CT)11 22 16876051 16876072 CCCACTTAAAAACGGTCCCT CAGCCAATAGCGGATTTTTC 163

Ad03A6065 Aradu.A03 6065 c (TTC)14tca(TCC)972 16896459 16896530 CTTCTTCTCCGATGCCTGAG CTTACAAGAAGCTGCGATGG 254

Ad03A6067 Aradu.A03 6067 p3 (AGA)5 15 16907285 16907299 TTTGGAGTGGATGTTGGTGA GCGTATTCAGACTCTCTCCCC 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A6068 Aradu.A03 6068 p3 (TAT)5 15 16912842 16912856 ATTCGTCGGGGATCTTTTCT TGCATATCCACACAGCATCA 237

Ad03A6070 Aradu.A03 6070 p3 (TAT)10 30 16914963 16914992 TCCTTCTAATATCCGGGTGG GGACGCATGAATGTGTTCAG 197

Ad03A6075 Aradu.A03 6075 p3 (ATT)7 21 16956104 16956124 CTCACCCCCTCAAATAACCA TTTGTTGTTGTTTTCGTTATACTTGA 227

Ad03A6076 Aradu.A03 6076 p3 (TTA)5 15 16958264 16958278 TTGGTCAATTCTACCGGATCT TGTCGTATCATTATTGGACGTATT 135

Ad03A6077 Aradu.A03 6077 p3 (CCA)5 15 16958643 16958657 TTAGAAGACTAGGGCGCCAA AAGAGAGGCCTTTGGTGTGA 247

Ad03A6078 Aradu.A03 6078 p3 (AAT)8 24 16962331 16962354 TGTGGTTGTCATGCTTTGTTG ATAAGGCAGCGTGCTTTGAC 137

Ad03A6082 Aradu.A03 6082 p2 (CA)8 16 16968562 16968577 ACCACAACATTCACGGCATA GGACTTGGACTTGGTCTTCG 186

Ad03A6083 Aradu.A03 6083 c (T)10aaaaagcaag(T)1030 16971973 16972002 TCGATTTTTCACATAAAAGTCATTGT TGAATTTGAATATTTTATTTGCTGA 274

Ad03A6090 Aradu.A03 6090 p3 (TTC)9 27 17003042 17003068 TTTATTGGCTATGTGATATTGCTT CCTCCTCATCTTTTGCTGCT 250

Ad03A6093 Aradu.A03 6093 c (AT)6actattcttttatgaaaaaaattatttatatcacatcagacacttatctccatacattatttaaatttgttatttcttcttttcc(T)11108 17007902 17008009 TTTTGATCGTACCCTATTTTATTGG AGCTTGCATGAAACAAACAA 238

Ad03A6097 Aradu.A03 6097 p2 (AT)6 12 17018595 17018606 AAGAGGCTACTTTGGCAGCA TTGTGTGTGCCATTAATTTGG 267

Ad03A6098 Aradu.A03 6098 c (ATA)6tgatcgaatgattcttctc(AT)649 17018878 17018926 TTGCGTCAATTTCAGAAGGA TAAATCCATGAGGTGAGCGG 180

Ad03A6099 Aradu.A03 6099 p2 (AG)6 12 17031352 17031363 GCCAAGGAACATGCAGAGAC CTTCTCAACATCCAACGCAA 152

Ad03A6102 Aradu.A03 6102 p3 (TTA)6 18 17039423 17039440 GTAGCGTTGCCATTTTGGTT AAACCAACTTGAGTTGCGAGA 245

Ad03A6105 Aradu.A03 6105 p3 (AAT)11 33 17050766 17050798 AAGAATCGATGGCACTCCC CACCGCAGGTGTGTAGAAAA 255

Ad03A6106 Aradu.A03 6106 p3 (TTA)5 15 17054474 17054488 AAATGTCCGCAGGACAAAAG CGAAGTGCATCTTCCGTATG 164

Ad03A6107 Aradu.A03 6107 p2 (CT)7 14 17057327 17057340 AACGAAATTTGCAAAGGCAT TTTTTCAGGCACGTTCTCCT 184

Ad03A6110 Aradu.A03 6110 c (A)10cgttaattatctaatat(TTA)6(T)1055 17073202 17073256 GTAGCGTTGCCATTTTGGTT AAACCAAGTTGAGTTGCGAGA 248

Ad03A6112 Aradu.A03 6112 p3 (TTA)5 15 17080788 17080802 GAATAATATCGAAGGCTTCACCC AAGGGTTTGATTTTGACCCA 264

Ad03A6113 Aradu.A03 6113 p3 (TTA)5 15 17083176 17083190 TCGGTCCCTACAATTCTTGC GGTGACTGATTTTAGTCGCTAATTTT 249

Ad03A6117 Aradu.A03 6117 p2 (CT)6 12 17109393 17109404 GGTCAAAATCAAACTCTTCTCCA TGCTTTCTTTTTGTTGTTGATGA 208

Ad03A6119 Aradu.A03 6119 p3 (CTC)6 18 17112558 17112575 GCTTCTACTCGGTGGTCTCG GGAAGGGAAGAAGAGAGGGA 270

Ad03A6121 Aradu.A03 6121 p3 (ATA)15 45 17119831 17119875 TGAATTGTTGACTATTTTTGGACA GATTCGGTTTGCGTGAACTT 195

Ad03A6126 Aradu.A03 6126 c (T)12cgccac(T)10 28 17149765 17149792 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 151

Ad03A6134 Aradu.A03 6134 p3 (TTA)11 33 17200988 17201020 TGAATGCCATGTATGTACCGA TCTACCACGTCATTATGCCA 275

Ad03A6135 Aradu.A03 6135 p2 (TA)6 12 17204430 17204441 CGAGCTTGAGCTTGGAGAAG CCGATAAGCTGAACCCGTAA 240

Ad03A6137 Aradu.A03 6137 p2 (TC)6 12 17214636 17214647 CTCATCCCGTTACCGTTGTT CGTCATATTTACAATTACCGCC 189

Ad03A6141 Aradu.A03 6141 p2 (CT)8 16 17223150 17223165 TAAGTATCCGCCCAATGGAA TGATGGACTTGAGAGGCAGA 212

Ad03A6143 Aradu.A03 6143 p5 (ATTTG)7 35 17230961 17230995 TGACCCATAGAGCATCTTCAC GACAAGACACATTGAAGAACCC 194

Ad03A6146 Aradu.A03 6146 p2 (TC)8 16 17242065 17242080 GCCAGATTGAATCCAACACA GAAAATGGAGAGGGAGAGGG 220

Ad03A6147 Aradu.A03 6147 p2 (TA)8 16 17245156 17245171 TGAACGAGGCAAGTTTGAGA GACAACACCCCAAGCTCAAT 258

Ad03A6148 Aradu.A03 6148 p3 (AAT)9 27 17247019 17247045 TGGAATAGTTTAATATGTCGGATTG TGCACAGTCAAATTGAATTCTTG 279

Ad03A6149 Aradu.A03 6149 p2 (TC)6 12 17251069 17251080 CGGGGTAATATTTCTCTCTCACTT TTTGAGAATTTTTACGGTTGTAGA 201

Ad03A6151 Aradu.A03 6151 p2 (TC)11 22 17253097 17253118 CCCTAAATTCGAACCGTGAA GAGCAACTAACGTGTCGCAA 222
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Ad03A6152 Aradu.A03 6152 c (T)10aatattgatcaaagatgtgtgttacactatgttatttgatttcagctaagttttactctactataa(T)1288 17258739 17258826 GCACATGAAAAAGCATTATTGG ATCGATTGGTAATGGTACATAAAAT 280

Ad03A6153 Aradu.A03 6153 c (AAC)5aattcagaatagcaaaatcatctgtggaaatgggttgaccgtaa(T)1271 17262159 17262229 GGGAACCAAGAGGAAAAAGC AGACTAGCCCCTGTTTGGGT 243

Ad03A6154 Aradu.A03 6154 p4 (ATAA)5 20 17262380 17262399 ACCCAAACAGGGGCTAGTCT TGGGGTTATGTTGTGTGCTT 186

Ad03A6155 Aradu.A03 6155 p3 (AAT)6 18 17263532 17263549 CCAGAACTTCCTGGGATCAA TGGCCACTGAGATTTCACAA 204

Ad03A6159 Aradu.A03 6159 c (CTT)7gctgcacgttcttcttcctcttac(TCT)5ctttcgtttctgcacgttcttcttcctcgtcttcc(TCT)6113 17267982 17268094 CGCTTCGAACCATTCTTCTT CCTCCTCATCTTCTGCTGCT 280

Ad03A6160 Aradu.A03 6160 c (GAAGAG)6gaagaagaaccgttttgagtgtagcgctttgaaaacaggaaaatcgaaaaaaaac(GAA)5gaggaggaagaggaagaggaagag(GAA)5145 17268563 17268707 TTTCTCCTCATCTTCTGCTGC AAGCGGTACACTCAAAACGG 248

Ad03A6163 Aradu.A03 6163 p2 (TA)15 30 17282399 17282428 ACACCCCATTACCCTAAGCC GTCTTGTTCTGTCCGTGCCT 207

Ad03A6166 Aradu.A03 6166 p2 (TA)6 12 17289760 17289771 TTCGAATTAGCACAAACGGA TTTCAGATGCAGGTCGAGTG 262

Ad03A6167 Aradu.A03 6167 p3 (TAA)5 15 17293606 17293620 GGGAAGAGTTGCAGGTTGAG GCGGAGGAGTTAGCTTCAGA 166

Ad03A6168 Aradu.A03 6168 p3 (TAA)5 15 17294630 17294644 CACGCTTGCAACAAAAAGAA TTTGTTCATCACTCGCTGTTG 258

Ad03A6169 Aradu.A03 6169 p3 (TAT)7 21 17295195 17295215 ACCATGTTGGCAGTGATGTG GGCTTAATTTTATAGGGACCCA 135

Ad03A6170 Aradu.A03 6170 c (A)10tttactgcagggactcaattaaaaagaaaaaaagtatagagacctaattgaaaattttacgaaactatagggaccaatagaataattaaacc(TTA)5117 17295330 17295446 GGGTCCCTATAAAATTAAGCCAA TTTAGAGAGGATAGAATAACATTCACC 191

Ad03A6171 Aradu.A03 6171 p3 (TTA)8 24 17296084 17296107 TTTAATGACCCAAAATCAATTTCTTA GTTGAGAGAGCTATTGCGGC 206

Ad03A6173 Aradu.A03 6173 p4 (CATA)19 76 17298618 17298693 GACCTAAACTTCGCAGGTCG AGGCGGTACGATTCAAGATG 198

Ad03A6175 Aradu.A03 6175 p3 (GTA)5 15 17312943 17312957 GGTGAAGACGATGTTGGGTT AAGGCATGCATATAAACAGAAAGA 204

Ad03A6177 Aradu.A03 6177 p3 (CCA)5 15 17325519 17325533 AATACCCTCCTCCACCATCA TATTTCTGCGCCTGTGTCTG 223

Ad03A6178 Aradu.A03 6178 p2 (AC)6 12 17326737 17326748 CAAGTGCCGCTTAAACCAAT TGAAAGGTTGGTCGCTCTCT 276

Ad03A6181 Aradu.A03 6181 p3 (TGA)6 18 17339543 17339560 ATTGGCATAGCCACCTGAAG TTGGACTTGGACTTGGACTTG 100

Ad03A6182 Aradu.A03 6182 p3 (ACA)7 21 17339749 17339769 GCAATGTGAACAACACAGCA CAGAGGAAAAGCAGAGCCAT 276

Ad03A6184 Aradu.A03 6184 p3 (ATA)5 15 17344476 17344490 GGTTATCCGATCTTTCCCGT AGAGATAGAACCCGCAGTTGA 238

Ad03A6187 Aradu.A03 6187 p2 (CA)6 12 17347122 17347133 TTCCCTTTCTCTCCCACTCC AGAGGTGGCTGTGGAATGTC 162

Ad03A6190 Aradu.A03 6190 p3 (AAT)15 45 17361276 17361320 TTGTTAGGCCTATAATCTGCCC AACCCAGATCTTGATGGACC 268

Ad03A6197 Aradu.A03 6197 p3 (TTA)12 36 17381457 17381492 GGTTGTTGAAGGTGGGTAGG CTTTTTGTTTGGGCCATTGT 276

Ad03A6199 Aradu.A03 6199 p2 (GA)6 12 17384744 17384755 TCTGTAAATATTTCTGAGAAGGAAGA GCACCAATTTAAACCAATTCC 251

Ad03A6200 Aradu.A03 6200 c (T)11attttttttcaaatgaataaaagaaaaaagctttgcagtcttcttctgtgtagctagttgcttggctcttattagcgttgcttcattctatgta(TC)10125 17387428 17387552 GAGAGAGAGGTTGGTTTTGGTG ATTAAACCATCGCCTCATGC 278

Ad03A6203 Aradu.A03 6203 p3 (ATA)5 15 17391921 17391935 TTGGACCAAATAATAAACAGTCCAT TGGCTTAATAGTTTCTCCTTCCTC 272

Ad03A6204 Aradu.A03 6204 c (AGA)5tgacacagcc(AT)637 17393150 17393186 TTTCTGTTGATCTGCACAACG TGTTGAAGCTTGTGTGTCCA 263

Ad03A6205 Aradu.A03 6205 p2 (AG)6 12 17401582 17401593 GGTCCCGGTTTCATACCTTT ATTTCTTTCCCCCAAACCAC 204

Ad03A6208 Aradu.A03 6208 p2 (AG)6 12 17432131 17432142 GGAACTTCTCATGGATCGGA CCTCCACTACCCAAGAGCCT 245

Ad03A6209 Aradu.A03 6209 p3 (ATT)5 15 17447899 17447913 TTAATTTGACTGTAGCAATACTGGA TGCAATGCATGGTTTTGATA 113

Ad03A6213 Aradu.A03 6213 p3 (AAT)5 15 17451718 17451732 TCGCTTTTAAAATCAAAATTACCA TTGTTGGGAATCAATAGGCA 279

Ad03A6216 Aradu.A03 6216 p3 (TTA)21 63 17462707 17462769 AAAGCTTTCTCAATACTAACAGTCG TCCATCAAGGACATGAGATTT 253

Ad03A6223 Aradu.A03 6223 p3 (TTC)5 15 17480320 17480334 TAGTGGTTTATCACGCGCTC GGAGGAGAAGGAGAAGGGAA 133

Ad03A6224 Aradu.A03 6224 c (GAG)7aagcagaagaaga(AGG)6aagtatgcgtgaatttgaagagg(AGA)5gaaggaggagaagcagaagaagaatctacgtgcgtgaagaaga(AGG)5148 17481317 17481464 TTGGTGTTGTTAGTGATGACG GTCATTGCACGCATATGTCA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A6225 Aradu.A03 6225 p3 (ATT)7 21 17481621 17481641 GTGCGTGAAGAAGAAGGAGG AAATGCGACTAAACAGTCATGG 253

Ad03A6228 Aradu.A03 6228 c (AT)7acccaacctaactcacaagaagtacaataatgcttctggagg(T)1066 17492161 17492226 AACTTTCCTATTGCAAAACCCA TTGGACATTTTAGTAAATTCATCTGC 266

Ad03A6229 Aradu.A03 6229 p3 (AAT)7 21 17492365 17492385 CAATAATGCTTCTGGAGGTTTTT TCCACGCCCTAATCATCTTC 271

Ad03A6230 Aradu.A03 6230 p3 (ATA)17 51 17496963 17497013 CGATTTCGATTTTCATTCCAA ACAAAATCACCTATTGATTCCTTT 279

Ad03A6234 Aradu.A03 6234 p2 (TA)6 12 17508844 17508855 TCCTTCCATTGCATAAACCA AAATCACAAGGACAGGCACC 180

Ad03A6237 Aradu.A03 6237 p3 (AAG)6 18 17517210 17517227 TTTGCAGCATTATGTGTTTCTTC TTCCTCTTCTCCCTCCTCATC 172

Ad03A6244 Aradu.A03 6244 p3 (ATT)5 15 17537992 17538006 GACTTGACAGCACCGAATCA TTCAAGGTAATGTGGAGGGC 153

Ad03A6245 Aradu.A03 6245 p2 (TA)6 12 17542965 17542976 CAATGCCGCCTTAAGACTTT TTTCACTTGTAACTTATATTTGCCA 224

Ad03A6248 Aradu.A03 6248 p2 (AT)9 18 17545478 17545495 CGCTAACGAAAAGAAAGGAAAA TGATTTGTAAAAGGTGAGCCA 159

Ad03A6254 Aradu.A03 6254 p3 (AAC)5 15 17555575 17555589 GGGAAGAGGGTGTGGGTAAT CCATTGCATTTTAATTTTGGG 242

Ad03A6258 Aradu.A03 6258 p3 (AGA)5 15 17569653 17569667 AGAAGAAGTAACAGCGGCCA TTTCAACGAGCAATGCAGTC 119

Ad03A6259 Aradu.A03 6259 p2 (AT)8 16 17573380 17573395 ACGTAGGAGTTGTAGCGCGT CAATTCACCTGTAATTTTGGCTT 263

Ad03A6260 Aradu.A03 6260 p2 (TA)7 14 17576467 17576480 GGTACCAATAAAATAAAGCAAAGCA TGAAAGAAAAATATGGACTTTTTGAA 182

Ad03A6261 Aradu.A03 6261 p2 (AT)8 16 17578245 17578260 TTCTGCTCTATGGCTTCCGT TCAGTGAAAGTGGCTTGTGAA 232

Ad03A6262 Aradu.A03 6262 p2 (TA)8 16 17580976 17580991 ACCACCCAATGCCATGTACT TTTGTGGTATTATGGTTGGTTGA 252

Ad03A6263 Aradu.A03 6263 p2 (AC)6 12 17584401 17584412 TACTTTGGGGCATTTTGTCC TTGGAAACATTTGGTTTGAGAA 214

Ad03A6264 Aradu.A03 6264 p3 (ATA)5 15 17589649 17589663 GTGTTGTTTGCTCCCAATGA ACATGTGTGCCTATGCTGGA 214

Ad03A6267 Aradu.A03 6267 p3 (TCT)5 15 17606218 17606232 AGTGTTGGAGTTGTGGAGGC GACTCCTCTGATCGTTTCGC 200

Ad03A6268 Aradu.A03 6268 p3 (ACA)9 27 17608361 17608387 TGTGAATAGCACGAACTTTTTCAT CCCCAATTAGTGGGACAAGA 190

Ad03A6269 Aradu.A03 6269 p2 (TA)6 12 17609655 17609666 CAAGACCCTTCCAAACCTCA GGGTTCATATACGAGGCATGA 207

Ad03A6270 Aradu.A03 6270 c* (T)10(TG)6* 21 17620207 17620227 TGTTTTAATGAATTTGTACTCCACTTG AGGAAGAACATAAAGATAATCATGG 271

Ad03A6274 Aradu.A03 6274 p3 (TTG)5 15 17634916 17634930 CGTTTGATTCATGTAGCCGA TGGCACAACAGAGCAATAGAA 255

Ad03A6275 Aradu.A03 6275 p2 (AT)8 16 17637025 17637040 TCCCGCTGTTCTTCTTGTCT GATGAATGGCTAAGGGTGGA 240

Ad03A6277 Aradu.A03 6277 p3 (ATA)5 15 17639976 17639990 TTGGCCAATATTTTATTTTTCTCC TCACCTGCGATATGAGTTCG 185

Ad03A6278 Aradu.A03 6278 p2 (TA)7 14 17642847 17642860 GCCTTCTCAAAGCAATCTGTG CACCCCTGGAGTGAAAGAGA 269

Ad03A6284 Aradu.A03 6284 c (T)10aaaccaaatagaggtatccatcaaggagaccctctatctccatacc(T)1167 17652011 17652077 TGATCGTGTTGAGTGGCATT TTTTGCTCTGTCCTGTTTAGCA 243

Ad03A6285 Aradu.A03 6285 p2 (AT)9 18 17654537 17654554 ACCGACCATCAAACAACCAT CTTGGCTTTCTTGGATTTCG 170

Ad03A6292 Aradu.A03 6292 p3 (ATA)5 15 17692813 17692827 CGCAAGCTAACGAACTACCT GGGAGTGTTTTTATTGCTTCCA 137

Ad03A6294 Aradu.A03 6294 p2 (AT)6 12 17694401 17694412 GTCAACGCAGAAAGGTGGAT ACCTTAACTTCGCAGGCTGA 107

Ad03A6295 Aradu.A03 6295 p3 (TAA)5 15 17699432 17699446 TGGCAACTCTGAATAGAAGCA TTTGCTTTCGGAGAGAGACC 229

Ad03A6297 Aradu.A03 6297 p3 (TTA)5 15 17710456 17710470 TCCCTATCAACACCGACACA AAATGCCACAAGACCAAAGG 261

Ad03A6299 Aradu.A03 6299 p3 (TCC)5 15 17718232 17718246 TTGTAGCAAATTTCGGTGTAAAA TCAAAACTGCAATGCTCAAAA 247

Ad03A6303 Aradu.A03 6303 c* (TGT)5(T)14* 28 17738656 17738683 AATAGGCCTCTAGTACTTCTCGTTT ATGCACACACGAGCTTCAAC 200

Ad03A6304 Aradu.A03 6304 p3 (TTA)17 51 17747261 17747311 ATCAAGTTGAGATTCAAGTGAAAA TGTGAGTATTCTCCTAACAACAACAA 224
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Ad03A6306 Aradu.A03 6306 p3 (TTA)21 63 17749446 17749508 CCCCAAGGCACCTAGTTGAT TGTTCTTGCCATTTTTCTTCAA 272

Ad03A6310 Aradu.A03 6310 p3 (TCT)5 15 17758675 17758689 GCGTGGAGAAGATTCTGAGC GCTCTAGCATTAGCGAACCG 139

Ad03A6311 Aradu.A03 6311 p3 (TAT)6 18 17759162 17759179 TCAGATCAAACATTTTAGGCTGAC GCATCAACCAACGTACAAACC 187

Ad03A6315 Aradu.A03 6315 p2 (TC)6 12 17791542 17791553 ATTACCACGCCACCACTCTC GGTTGAATCGGAGTTCTGGA 147

Ad03A6318 Aradu.A03 6318 p2 (GA)11 22 17796301 17796322 CATCTTGGTGCAGCTTGGTA GGCGCATCTACAACCTCATT 174

Ad03A6320 Aradu.A03 6320 p2 (TA)14 28 17798751 17798778 TGCTTAGCTCACAATTTCTGG CACAAATTCAGCCCAACAAA 260

Ad03A6325 Aradu.A03 6325 p3 (GAG)6 18 17820678 17820695 AGGGGGAGCTGAAGAAGAAA TTTCAGAGAGTCCAGGAGGC 135

Ad03A6326 Aradu.A03 6326 p2 (TA)6 12 17823276 17823287 TGAATTTACCTTTGGCACCAC ATTTGGTGGTTGGGTAAACG 262

Ad03A6327 Aradu.A03 6327 p3 (GAA)5 15 17824560 17824574 CGTTCACGAACTCCCTGATT AATGGACAAATCGAACCTGC 235

Ad03A6328 Aradu.A03 6328 p2 (AT)8 16 17825824 17825839 TTTCCATAGATGGATCTGGGTC AGCTCATCTTCAGCGCTCTC 248

Ad03A6333 Aradu.A03 6333 p2 (TA)12 24 17831660 17831683 GTTCTGGGAATGAAAATGCC AACCTCAATCTCATAAGCCCAA 275

Ad03A6334 Aradu.A03 6334 p2 (GA)11 22 17836235 17836256 CGCAAACTGTATCAAAGGCA TGGCCAACATTCAAAGCTAA 271

Ad03A6335 Aradu.A03 6335 p2 (TA)6 12 17842909 17842920 TTTGCAAGTGGGGTCAGAAT TTTACTGGTTTCTTGTTTTACGGA 254

Ad03A6342 Aradu.A03 6342 p2 (TC)10 20 17870160 17870179 CCCTCCGAAAACCTGATACA TGCGTTTGTGAATTGTGATG 206

Ad03A6343 Aradu.A03 6343 c (CT)10caaaactatataaacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TC)22110 17870362 17870471 TATACGCCATCCAGCTCACA ACGGGCTTTTAAGGTACCCA 203

Ad03A6344 Aradu.A03 6344 p2 (TC)7 14 17870862 17870875 CGAATGGAGAGAGTGGGGTA CACAACACACATGCACATCC 260

Ad03A6347 Aradu.A03 6347 c (CAT)5cggaaccatcaatctcaccttcttcaacttctacgtcagcatcagcatcttccccattctcttcctcctcc(TCA)5101 17876818 17876918 CAGCTTCATCATCATCACCG AAAGCTGAAATTGAAGCCGA 280

Ad03A6348 Aradu.A03 6348 p3 (TCT)8 24 17879693 17879716 AAATGTGAAATACACGCGCC AAGACGCTCCATGCGTAAAC 173

Ad03A6349 Aradu.A03 6349 p3 (TTG)5 15 17879884 17879898 GTTTACGCATGGAGCGTCTT TTGGTTCATTTCTGTTCTGCAC 234

Ad03A6350 Aradu.A03 6350 c (CTT)8atttcaaatgcacgcatacgtcaccttcttcttctttcaaattcatgtatat(CTC)797 17881246 17881342 CGGCGCTTCTTCTTCTTCT CACATGCGTCCATTCAATTC 259

Ad03A6351 Aradu.A03 6351 p3 (AGA)6 18 17882030 17882047 ATGAGGAACGCGAAGAAGAA TTTTAGGTCACGCGCTTTTT 170

Ad03A6356 Aradu.A03 6356 p2 (GA)9 18 17923631 17923648 GGGGGAAAGGGTTTGAATTA TTTCGAAAACTCCTCACCCT 249

Ad03A6358 Aradu.A03 6358 c (TTA)5tttcatcctcctcttcctcc(T)1045 17927132 17927176 TGCTAGACGATCAAGCATTTG TCCATGTTTTGAATTTGTAGTTCTT 276

Ad03A6359 Aradu.A03 6359 c (T)10aacaaaaatttgtgtggtttttttcatcattta(T)1053 17927568 17927620 TGAAGGATTGAGATTTAGTTTTTGTT TTTCTATCTCATTCTTCTCTTGTTGTT 274

Ad03A6363 Aradu.A03 6363 c (AAT)16at(GAA)1492 17940338 17940429 CATCCATGATTCAAAACACACA TTTGCCAACCTTCTTCTGCT 211

Ad03A6364 Aradu.A03 6364 p4 (GAAA)5 20 17940594 17940613 AGGTTGGCAAAAATGCTGAG AATGCAATGCAATGTGTGCT 188

Ad03A6365 Aradu.A03 6365 p2 (CT)6 12 17940847 17940858 GAGAAAAAGGGAGAAAGGCAA GATGGACTCCGCGACTAAAA 279

Ad03A6369 Aradu.A03 6369 p2 (TC)6 12 17959482 17959493 AACTTACCCATTCCCGCTCT GAAGTGGCAGACTGTGGTCA 233

Ad03A6370 Aradu.A03 6370 p3 (ATA)16 48 17960454 17960501 TAATTGGAAGCCCAAAACCA AAAAATTGTTGGCCCCTAGC 145

Ad03A6374 Aradu.A03 6374 p2 (TA)7 14 17972055 17972068 GATGCGAGAATTGTGCTGAA TTTTGGCCCAAGATTTGAAG 275

Ad03A6375 Aradu.A03 6375 p2 (TA)6 12 17977210 17977221 TTTGCAAATGAGCCAGCATA TGCGCACATAATCATCAACA 231

Ad03A6376 Aradu.A03 6376 p3 (AAT)5 15 17979355 17979369 ACCGAAAGAAGCTAGTCGGC TTTGAAACCCACCATGAACA 274

Ad03A6383 Aradu.A03 6383 p3 (ATT)25 75 18010774 18010848 GAGTTATAATATATACCCGATAACCGA CCCAACTATGGTTAAGATAATGGTC 243

Ad03A6384 Aradu.A03 6384 p3 (TTA)7 21 18018153 18018173 CATGTTATTTTAGAGGGAGTTGGG CTAATTTTCGGGCCCAGTTT 232
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Ad03A6385 Aradu.A03 6385 p4 (TCTT)5 20 18019194 18019213 TGCATACTGGATCCTCCCTC TTGAGTTTGTGAAGCAAAAACATT 153

Ad03A6387 Aradu.A03 6387 p2 (TA)7 14 18039421 18039434 TGGTCATGACGGGAATATGA CACCAACCCACCATACATCA 159

Ad03A6388 Aradu.A03 6388 p2 (TA)7 14 18050129 18050142 CGCAGGTCGAGACCAGTATT TAGGAGCCTGTGAAGGAAGG 145

Ad03A6395 Aradu.A03 6395 c (T)10aaaaaaaacaataataaaaattaaaattttaaattttttatcataaaaattttaatactatattatgatattatttttttaaaattttaaaataata(AAT)16155 18081356 18081510 CCATTCATTGATGCAGCTTG AGGCCCTAAACAGGGCATTT 247

Ad03A6396 Aradu.A03 6396 p3 (AAT)12 36 18082519 18082554 CGGAAGAATCTCCTGCACTT TTCAATGCATGAAATGGGAA 245

Ad03A6401 Aradu.A03 6401 p3 (AAT)18 54 18088333 18088386 ATTTATTTTGCCGCCCTCTC CCTACATGTAACATTCTATGATGGTTG 221

Ad03A6403 Aradu.A03 6403 p2 (TG)6 12 18100215 18100226 TCCTTTGCTTCTCGCTTGAT TAACGTGGCACCGAAATACA 249

Ad03A6405 Aradu.A03 6405 p4 (TATT)6 24 18116990 18117013 TGTGTCAACACCATTTCTAATTTTT TGTTGTGAATAAATTATCGGTGAAA 278

Ad03A6406 Aradu.A03 6406 p2 (CT)7 14 18138867 18138880 TGCGCCTTAAAAATTGAACC TTTTTCAGGCACGTTCTCCT 240

Ad03A6407 Aradu.A03 6407 p2 (AG)7 14 18139199 18139212 TGTGCAAAGACTGCAACAAA CCCCTACGCTACACTATGCTC 214

Ad03A6411 Aradu.A03 6411 p2 (TC)7 14 18145373 18145386 ACAAGAAACCCCAGTGGACA CATGGGAGGTTGTGCTTCTT 268

Ad03A6412 Aradu.A03 6412 p2 (CT)7 14 18151313 18151326 GGAACCCTAAAACCTAGAGAGAGG TATGCATCTTCAAAGCGACG 260

Ad03A6421 Aradu.A03 6421 p3 (GAT)6 18 18173028 18173045 TGACGATAACGAAAATGACGA CTCTACGTTGGGGACCAAAA 224

Ad03A6423 Aradu.A03 6423 c (TGG)6gttc(TGG)6ttctatt(ATG)13accataatgataat(GTG)6118 18173847 18173964 CTCTCTATTTTAAAGCAAATTTTTGAA CATTTCCGCTTAGATCCATGA 278

Ad03A6425 Aradu.A03 6425 p3 (AAT)7 21 18181157 18181177 GAACACCACTGTCTGGGGAT TTGAGCCTAGCCGTGACTTT 158

Ad03A6426 Aradu.A03 6426 c (TA)8atattacattatatacttgttacggttagtaacctcaaaattattttcgaag(T)13gtaatagaaaaaatagtctactaaaaataattacttttagtgatcataaaca(T)10143 18187672 18187814 AAAGCAAACTTCTGTACGCCT GAAAGTAAGCATGCTCTGGAAG 280

Ad03A6427 Aradu.A03 6427 p2 (AT)6 12 18190565 18190576 TGCATCACATTTGAAACGGT TACTCTGGTCGGCTTTTGCT 145

Ad03A6429 Aradu.A03 6429 c (TA)6tttatctttacctcagccccattacaaccttgaaaagacctcatgatgtttgcattggtatgctaaatatttgnnnnnnnnnnnnnnnnn(AT)8118 18195792 18195909 GCGTGAAGGTGTCAAGTGAA TGGCCCTAAGCACTTTGTTT 210

Ad03A6430 Aradu.A03 6430 p2 (AG)6 12 18196944 18196955 CGCGATCTGCAGAAATTACA AAAAAGAACATTGAACCTGTTGAT 268

Ad03A6433 Aradu.A03 6433 p6 (CGTCAC)5 30 18201204 18201233 GTCTCAGCCTTCTCTCACCG CACCTTCCGCTGAAGACTGT 246

Ad03A6434 Aradu.A03 6434 p3 (TCT)13 39 18201764 18201802 CTTTTTCCTCCGGTGTACCA TGGATGCCATAACCTGTTCA 202

Ad03A6435 Aradu.A03 6435 c (TTG)5ctgctgta(T)1437 18207393 18207429 TCTTCATCCCTTACGCTGCT CCAGGGAAAGAAGGAGGAAA 188

Ad03A6439 Aradu.A03 6439 p3 (TTC)6 18 18212591 18212608 ATTTGTTTTACACGCGCCTC TGCAGAGAAGAAAAATGCGA 177

Ad03A6445 Aradu.A03 6445 c (T)10cacttaagcaattactagg(GA)641 18239843 18239883 GAAAAGGGTCCCCAATGAAT AGGCAGAATCCCCTTTTGAT 230

Ad03A6447 Aradu.A03 6447 p4 (AGAT)6 24 18241123 18241146 CGCAAGAATATTTGTTGAGGG CCTCAATGCAAAACTCAGCC 278

Ad03A6451 Aradu.A03 6451 p3 (AAG)5 15 18246598 18246612 TGTTTCATCCTCATTTTTATGATTTG TGTAGCAAAATTTCGATGTCAA 259

Ad03A6453 Aradu.A03 6453 p2 (TA)8 16 18254514 18254529 ATGTCTTGGCCGATTTTCAC TGGGTAAGGTGAGGATCCAA 148

Ad03A6454 Aradu.A03 6454 p2 (TA)7 14 18261921 18261934 TCGGTCCATTCCTCTAGCTC CGCCTTTGACCTTTCACATT 278

Ad03A6455 Aradu.A03 6455 p3 (AAT)15 45 18264653 18264697 CCAACGACAAATTCACCATCT TGTTACGTTGTTGTTGTTGTTGTTAT 242

Ad03A6457 Aradu.A03 6457 p3 (AAT)15 45 18267659 18267703 TTTCAACGACGAATTCACCA ATGCAACGGTGATTATAGAAATTAT 261

Ad03A6459 Aradu.A03 6459 c (TTA)6ttgttgttgttaagaatatttga(ATT)20101 18278214 18278314 TTTGAATCTTGATGCCATGC CGCACCAATACTAATAATAATTCAAA 203

Ad03A6460 Aradu.A03 6460 p3 (ATT)12 36 18278435 18278470 TTTGAATTATTATTAGTATTGGTGCG ACCCTATAATCGATGCCCCT 261

Ad03A6461 Aradu.A03 6461 p2 (CT)7 14 18280364 18280377 TTTGAATGCCATTTTCGGAT GCAACGTTCCTCTCCTCTCA 258

Ad03A6463 Aradu.A03 6463 c (TTA)5ttgttgttgttaagaatatttgaattattattgttattgttattgttattgttattattatgcaacggtgattatagaa(ATT)10(GTT)13163 18287844 18288006 CATTCATCGGGAGAACCATC AACTCCATTCCAACGACGAA 277
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Ad03A6466 Aradu.A03 6466 p3 (ATA)5 15 18308246 18308260 TGATTGGATTTGGTTGTTAAAATG ACGAGAGAAAGAGGGTGCAG 277

Ad03A6468 Aradu.A03 6468 p3 (TAA)5 15 18316653 18316667 TCACGCCTAACCCAATAACA ACTTGAGCGTCGGAGTGTCT 204

Ad03A6471 Aradu.A03 6471 p3 (ATT)13 39 18332614 18332652 GCCGCTAAATTTTACTCGTCA CCCTTTATTTTTCTCCCTTGC 256

Ad03A6472 Aradu.A03 6472 p2 (AT)10 20 18334305 18334324 CTGGCTGTGCGATTCTGATA TTTCCTCGCCTTTATCTTTACAA 257

Ad03A6475 Aradu.A03 6475 p5 (AAATA)5 25 18358435 18358459 ATCCCACGGAAAAAGGCTAC GGCTTGGTTCAAAGTTGGAG 261

Ad03A6477 Aradu.A03 6477 p2 (AT)6 12 18361817 18361828 AGGCAAGTTGCTCATGTGATT CACTTTCAAGTCCCAACCGT 279

Ad03A6480 Aradu.A03 6480 p3 (ATG)6 18 18375421 18375438 ACCCACCTCAAAGCTCATTC AATCAACCTGTCAATATTTGTCATAG 213

Ad03A6481 Aradu.A03 6481 p2 (TG)6 12 18379271 18379282 CAGAAACTGAGTGCACGATTG ACCTCATCAGAAATGGTGGG 245

Ad03A6483 Aradu.A03 6483 c (T)12aaaaaaaaaccaactttgtaagaggagaagaagaaaataat(A)1164 18389086 18389149 GGCCATTAATCAAGATAACAAACA TGTCGATTCCAAAAGTGGGT 186

Ad03A6485 Aradu.A03 6485 p3 (ATT)5 15 18406465 18406479 TGTCAGTTTGCATACGGTTTTT TGCTAAAATGCTACCCGTTG 275

Ad03A6486 Aradu.A03 6486 c (T)10acttttcgtgataaaaataattttataagatattctga(T)1058 18412853 18412910 CATCCCCTCCATGCTTTCTA CAGAAGGCCGGTAGTTTCTG 197

Ad03A6488 Aradu.A03 6488 p3 (TAA)5 15 18419787 18419801 AACCCTCTCTTTCAGTCGCA TTCTTCATCGCAGGCTTCTT 222

Ad03A6493 Aradu.A03 6493 p2 (CT)10 20 18440491 18440510 CGGAGAGTGTGGAAGGAGAG CAGCCGAACAAGATGTCAAA 279

Ad03A6496 Aradu.A03 6496 p4 (TTCC)5 20 18450601 18450620 TGAAGCTAAGGTTACCTCCTCC TTCGAAGATGGTGGTTGACA 204

Ad03A6498 Aradu.A03 6498 p2 (AT)8 16 18465382 18465397 TCAGGCCTTTGCACTTCTTT GTCCGGTTTGCTAAACCCTT 253

Ad03A6499 Aradu.A03 6499 p3 (TAA)14 42 18469833 18469874 ACGGTGATGCTAGGCAAAAT TGAGAGATGTGGTGCATACCTT 279

Ad03A6500 Aradu.A03 6500 p3 (TCA)5 15 18471305 18471319 TTTGACAAAAGTGACCAGCG AAGGTAGAGGCAGCGGAAAT 265

Ad03A6502 Aradu.A03 6502 c (A)11gaaaacttgagtgaataatgatgaggaagagtaagagatgagagtttc(A)1372 18472094 18472165 ACGGTGGCGAATGAAAATAA GCAGTCAATTGATTTATCTGGAA 211

Ad03A6509 Aradu.A03 6509 p2 (TG)6 12 18478263 18478274 TGGTGCATGAAGACAGAGTTC CATATCCGCGTGTGTGTGAT 204

Ad03A6512 Aradu.A03 6512 p3 (TCT)9 27 18484050 18484076 GGAAGCCAACAAGATTTGGA CCTTCAAATGCAAAAGGGAA 233

Ad03A6513 Aradu.A03 6513 p3 (TTC)5 15 18484625 18484639 TAGGACTCGCCTATGGCTTG TGCTCTGCCTCTGGTACCTT 207

Ad03A6515 Aradu.A03 6515 p3 (CTT)6 18 18486707 18486724 GGACGAAAATTGTACGGAGG GGGAAGGAAAGAAAAAGGGA 102

Ad03A6519 Aradu.A03 6519 p2 (CT)25 50 18495468 18495517 TCGTCGTTCTTCTCCTTCGT ACTCTTCACCATCGCGTCTT 165

Ad03A6522 Aradu.A03 6522 p2 (AT)7 14 18503622 18503635 GCCGGGGATTGATAGTGATT TCCAGTGAGGTAACATGTGTAAAGA 242

Ad03A6524 Aradu.A03 6524 p2 (AT)10 20 18534026 18534045 CTGCACAAGTCGGATTGAAC CCTGATCCAAATAGTTTAGGACTATGA 175

Ad03A6530 Aradu.A03 6530 p3 (TCT)5 15 18556211 18556225 TTTTCATGGGGGTTCAGTGT CGTTCGGACACTCAAGGAAT 195

Ad03A6541 Aradu.A03 6541 c (T)10cttatttttttccgttgaattatcaacgtacatctggattttacaactgttatgaaaggagtataattccgcaggaag(T)1098 18607271 18607368 TTCTTGTTTGTTGAATGCCG TGGAGAAAATAATGTTTAAACGCA 273

Ad03A6543 Aradu.A03 6543 p2 (AC)6 12 18613702 18613713 TTGGACTAACGGACCGAATC GGGGATTAGGGTTCCACATT 144

Ad03A6544 Aradu.A03 6544 p2 (TG)6 12 18618200 18618211 GGGGTTGGAAGTGTGCTAGA GGGTCGCAAAATTTTCTTCA 254

Ad03A6547 Aradu.A03 6547 c (TC)7tgtatgatcttcaaagatttcatggaaggtgagcggatatggtttagcattgaatatggtcttatg(T)1090 18640068 18640157 TCCCTGGACAAAACCTCAAC CCATTCGGAATCTGTATTGCT 256

Ad03A6551 Aradu.A03 6551 p4 (TTAT)5 20 18647482 18647501 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad03A6552 Aradu.A03 6552 p4 (TTAT)5 20 18651376 18651395 TTCTTTTTCAACCATTAAAATCCT CTCGCAAACCTGCTCATTCT 280

Ad03A6553 Aradu.A03 6553 p5 (TTTAT)5 25 18653452 18653476 GAGCTGTTGAGGAAAGCAGG CAAAACTTCGGCCATAAATCA 272

Ad03A6559 Aradu.A03 6559 c (A)12gaaaaaataataaataagaaaagggagaaaggatcctttggatacatgccgcttatgcctatgcactccaaagtccaaatggctacttttcttat(A)11118 18677073 18677190 CCAACAATTACACACACCAGAAA ATATGTTGCCAGTGCTTTGC 262
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Ad03A6562 Aradu.A03 6562 p2 (TA)6 12 18681758 18681769 TTCATCGTTGACTTTTGGCA CGTATTGCATGCGATTATGC 230

Ad03A6570 Aradu.A03 6570 c (A)12ccaagcaatttgatcaccaacaaacaatcaacaccaaaaaataaaacaaaac(AAAAT)589 18715368 18715456 TCAGCAGCAACATGACCAGT ATGCTGCATTTGGGAACCTA 251

Ad03A6573 Aradu.A03 6573 p5 (CGGAT)5 25 18720809 18720833 TCTATTGGGGCTCGAAGATG CCAATATCCGATCCGACCTA 280

Ad03A6574 Aradu.A03 6574 c (A)10gagagattaattttttttataaaattaaaag(T)1051 18724907 18724957 ATACGGCTGCAGCAAGTCTC CTCATGTCTTCGGATGCAGA 262

Ad03A6575 Aradu.A03 6575 p3 (ATA)7 21 18725498 18725518 AGCTTGACCAATGCTCTCAAG TTGTTGCCTTGCATGTTGTT 212

Ad03A6579 Aradu.A03 6579 p3 (GAT)34 102 18732550 18732651 TCCTTCTCTTTTAGTAGTTTTGCG GAAATTTCTTGTGTCACGCTT 265

Ad03A6581 Aradu.A03 6581 c (GAT)5a(ATG)5 31 18734362 18734392 TGAGCCAACCCCTCTGATAC ATTTTAGATGGAGCTGGGGG 234

Ad03A6584 Aradu.A03 6584 p4 (TAAA)5 20 18742106 18742125 CCCCTAGAAGAAGGGGACAC TGTTTGATTGATTTGGTTTGGA 260

Ad03A6588 Aradu.A03 6588 p2 (AT)7 14 18755391 18755404 ATGATGTAGACGGACACGGG AAATTTTACTCCAATCACAGTTAGACA 249

Ad03A6589 Aradu.A03 6589 p5 (AGAGA)6 30 18756300 18756329 TGCATGCTTTCAATGAAGTTG CCAGGTAACGGCTAGCTGAC 196

Ad03A6593 Aradu.A03 6593 c (GA)7cacac(AG)1345 18763174 18763218 ATTCGCACAAGTGAGAGGGA CGTAAAAGGTTACCGTCGGA 252

Ad03A6595 Aradu.A03 6595 c (AG)9gaagagaaggccgacgaaaaaatggaag(A)1157 18773198 18773254 GATGTCGCCAGAGTGACAAA TCACTGTGCCCTAACCATCA 260

Ad03A6596 Aradu.A03 6596 p2 (TC)15 30 18777238 18777267 TTCCAAAATGGTTTACTGTCCA TGATACATGGGGAAGCATGA 266

Ad03A6600 Aradu.A03 6600 p3 (AAC)6 18 18792551 18792568 TTCTCTTATTCATGTCCAAGTTTTTC TGTAAAAGCCCATTTTTCATAGG 259

Ad03A6605 Aradu.A03 6605 c (CTT)9cgccagtgcttttcctcctcgccctcaccacccgtcg(CTT)579 18801331 18801409 GGTCCCCAAGGTTTCAGTTT CCAAATTCAAGCCAAATTCA 278

Ad03A6606 Aradu.A03 6606 p3 (TTC)5 15 18801809 18801823 GCTGCTCTTCTTTGCTCGAT GAAGAAGCAGGAGCAGAAACA 224

Ad03A6609 Aradu.A03 6609 p3 (AGA)7 21 18806755 18806775 GTGCCATCAATGGTTATGGA CACGGTCATCCCTTCTGTTT 217

Ad03A6615 Aradu.A03 6615 p2 (AG)21 42 18830629 18830670 ATGCCTAATATGCTGCCACC AATGCCTCATTTTTCCATCG 224

Ad03A6617 Aradu.A03 6617 c (TCT)7(CTT)5 36 18835693 18835728 TAACTACACGCGCCACACTC CCCAATCCACCTTTTTAGCA 192

Ad03A6618 Aradu.A03 6618 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 18836448 18836502 GAAGGAGAAAGAGAAGGCAAGA CGTTTCTTACACGCGCTACA 223

Ad03A6623 Aradu.A03 6623 p4 (AAAT)5 20 18861851 18861870 GTTTACCAAAAAGGCAAGCA CTGGACCATTTGCTTTGGAT 266

Ad03A6627 Aradu.A03 6627 p3 (TTA)13 39 18870624 18870662 TGATGAGTCTAAATGCCAACG ATAGCAGAAGCTGAAGGCCA 224

Ad03A6632 Aradu.A03 6632 p2 (AG)6 12 18882507 18882518 ATGGCAGAATTCGTTTCCAG GGAACATTGAACATGGAACTCA 269

Ad03A6633 Aradu.A03 6633 c (AG)7gctctctc(CT)634 18888711 18888744 CCAGTTTCAAGCCCAGAAAA AAAAGGAACATTGAACCTGGAA 237

Ad03A6636 Aradu.A03 6636 c (A)10ta(T)10 22 18905794 18905815 GGAAGAAGCATGGCTGAAAG TTCTTGCGTGAAAATGGTTG 209

Ad03A6638 Aradu.A03 6638 p2 (TA)6 12 18907398 18907409 TTTTTGGCTGATAACATTTTGG TTTCAGAGGACATTAGCATTCG 144

Ad03A6639 Aradu.A03 6639 p3 (TTA)7 21 18910106 18910126 GGCTCCCTAGCACTACCCTT TTTGTATTTCAATGTGCATTTTCT 278

Ad03A6640 Aradu.A03 6640 p3 (TAT)5 15 18910263 18910277 GGCTCCCTAGCACTACCCTT TTTGTATTTCAATGTGCATTTTCT 278

Ad03A6645 Aradu.A03 6645 c (AC)6(AT)16 44 18940445 18940488 TGTTTTTGAACTCAGGCTGC TGATGGTGAAAATAAATGATAATGA 241

Ad03A6648 Aradu.A03 6648 p2 (AT)6 12 18955226 18955237 ACGACGCATGCCAAACATA TTTTGTTTGAGGTTTATTGCCA 203

Ad03A6650 Aradu.A03 6650 p2 (TA)10 20 18958249 18958268 TTTTGTAGTGGGGGCAAAAA AATAGGAATCGGTGCGTTTG 277

Ad03A6654 Aradu.A03 6654 p3 (AGA)5 15 18970691 18970705 ATTTCACCAATGCCATAGCC TGCCAAATGGTTTGTCATGT 210

Ad03A6658 Aradu.A03 6658 p3 (TTA)6 18 18992760 18992777 TAATCGCCAACGTAAAAGGC TGGACCAACCCAACTTGATT 260

Ad03A6659 Aradu.A03 6659 p3 (GTG)5 15 18993426 18993440 TACCCTGCACTCAACCTCAA TCAGTTGAGGTCCGATCCTT 150
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Ad03A6662 Aradu.A03 6662 c (AT)10(AC)8 36 19008441 19008476 TCAGGAACGAGAGAAAGAAAAGA CCACAACCCTAGTCGTGAAAG 278

Ad03A6663 Aradu.A03 6663 c (ATAC)17(AT)9 86 19014961 19015046 GCATCACTCATGATTGGGTAAA TTTGTGATGCGTTTGGGTTA 256

Ad03A6666 Aradu.A03 6666 p3 (AAG)8 24 19023524 19023547 GTGGCTGGGAGAAAATGAGA ACCCCAGTACCTTGCTCCTT 156

Ad03A6668 Aradu.A03 6668 p3 (GAA)6 18 19025869 19025886 TCGTCGTGTTTCTCCTTGTTC ACACCCAAAATTCGTTGAAG 205

Ad03A6675 Aradu.A03 6675 c (A)10cttttgaaaag(A)1132 19073473 19073504 ATACTCTTGAACCGCCATGC TCGACTCACTGGAAGGTATGC 240

Ad03A6676 Aradu.A03 6676 p2 (GA)10 20 19083902 19083921 GGTTTTGCAAGGAAGCAGAG TCTTCCTCCTCTCACCCTCA 278

Ad03A6677 Aradu.A03 6677 c (T)10caaggactcccatggtgcctacccttatttagtcaaaatcacacactttctaaaatgtaagtttgg(T)1288 19084856 19084943 TGATGCATCCGCTCATAGAC TTGGCTCAATAAGTGAGTTGAGTT 274

Ad03A6678 Aradu.A03 6678 c (CTT)5tttcttcctccgtcgagcccgccgccgcgccatcctcttcatgtaagttc(CT)19103 19091015 19091117 GCGTCCCTTGTTTCACTCAT GGCAAAGATGTTGCAATGAA 250

Ad03A6682 Aradu.A03 6682 p2 (AT)6 12 19102621 19102632 TCTTTGTATTTCTCTCATCCGGT TGTCTGGATATCTTGATTCCATAATAA 231

Ad03A6686 Aradu.A03 6686 p3 (TCA)8 24 19132570 19132593 CTGCCTCTTCCTCCTTCTCA TTCTTTTTCTTCTTTGTTTGTTTTT 179

Ad03A6688 Aradu.A03 6688 p3 (GAA)5 15 19142158 19142172 TCCAATGTTCTTGCTGTTGTG CTAACCCAACCAACTCCCCT 162

Ad03A6694 Aradu.A03 6694 p2 (AT)6 12 19160163 19160174 CTTCCGTATCACCCCCACTA CTTGGGCTTTCAATGATGGT 280

Ad03A6698 Aradu.A03 6698 c (T)10ggtagacatcatagtccttcaaaaaaattattaaaaacccaaatagatattcac(T)1074 19164618 19164691 GCGAATCACATAAGCGTGTT TCAAATACCGAAATTAAACCTACGA 187

Ad03A6702 Aradu.A03 6702 p3 (ATA)6 18 19166560 19166577 TTTATCAACACTTAGATCGAAATCA ATAACGGTCATGAGGCAAGG 250

Ad03A6703 Aradu.A03 6703 p2 (AT)10 20 19166799 19166818 AGATGGTTCCCTTGCCTCAT TCTCCAACTCGATAAGCAAAAA 280

Ad03A6704 Aradu.A03 6704 p2 (AT)9 18 19174941 19174958 TTTGGTGGGAGAATGATTTG TTCCGACGACGAGAGAAAAT 278

Ad03A6707 Aradu.A03 6707 p3 (ATT)25 75 19182588 19182662 GCCTTAAGGAAACAAAGAATCAA TCTCATTCTCTTATCATTCCATTG 280

Ad03A6708 Aradu.A03 6708 p3 (TCT)5 15 19189882 19189896 CGTCATCCCTATCCAAAACAA AAAGGGGGTCGATAGAGACG 280

Ad03A6715 Aradu.A03 6715 c (A)10gaac(GA)10 34 19202172 19202205 GGTGACCAACACAACAACTAGC TCATGGAAGGTTGGTGTTCA 244

Ad03A6716 Aradu.A03 6716 c (GTT)5catcttctacttttgccatagacaaaacccagagaaagaacagaaccaaacagacaacttttcttttcttttttc(T)11101 19202841 19202941 TGCTCATGATGTTGAGGAGG AACCGGAGATTCAGACATGC 252

Ad03A6717 Aradu.A03 6717 p3 (TCG)7 21 19203757 19203777 CGGATGGTAAATCTGACGGT CGCTGTTAGTAGGGATCCGA 278

Ad03A6718 Aradu.A03 6718 c (T)10aaattaggtctcttttagcggtaattggtttaattgtatagtgacccaactaaaaaaaatgggtgcaggaactcaaat(A)1098 19207946 19208043 TGTTGGTCTTTATAGTTTTGCGA AATTATTTTGTTGGTCCTATAGTTTTG 280

Ad03A6719 Aradu.A03 6719 c (AT)11aactcaaaacactcaattttttaata(TC)1068 19214373 19214440 TCTTCTTGAAAATATGACCATTGC GAACACTTGGAGCAGCACAA 270

Ad03A6720 Aradu.A03 6720 p2 (AT)6 12 19214947 19214958 ACCGTGGTTTCATCACAAAA GCTAGCTGGCCTAAACTCCA 240

Ad03A6721 Aradu.A03 6721 p2 (AT)6 12 19217870 19217881 GCAAACGACTCGTCAATCAG GGAATTGAAAACTGTGCGCT 276

Ad03A6723 Aradu.A03 6723 p2 (TA)11 22 19222353 19222374 TGACACCCACAATGACCAGT TCACAAAGCAGAGGTTCCAA 277

Ad03A6728 Aradu.A03 6728 p2 (AT)6 12 19273167 19273178 AAACTTCTGCGTCTTCTGCC CATGCTGCTTTTGCCTGTTA 150

Ad03A6735 Aradu.A03 6735 p2 (AG)6 12 19281855 19281866 CCGTGACTGTTCACCCTTTT AAGGGCCAGAAATCCATCTT 231

Ad03A6742 Aradu.A03 6742 p6 (GAAATT)6 36 19312563 19312598 CTTGGAAATGGATACGGCAT TCAAGGGTTAAGCGTTCAGG 235

Ad03A6743 Aradu.A03 6743 c (T)10caaaacttaaataaaaaattttaattaaaaaataatcaaaatatttatcatactgatcaactatacacacgtgtc(TA)8ttcaaatcaaatatctggtaaccatttttttcttttctcagtcacacgcttctaactttgcgtcttttga(T)10181 19313382 19313562 TTCGATATTTGAGGGGAAATC CGAAGAATAAATAACACATGAGAAGAA 269

Ad03A6745 Aradu.A03 6745 p2 (GC)6 12 19334250 19334261 CGCACGCTTTCACAAATCTA GTGGGCCTAACTCTTGGTGA 272

Ad03A6746 Aradu.A03 6746 p2 (GC)6 12 19334383 19334394 TCACCAAGAGTTAGGCCCAC CCCTATTAAGTTGGCGACGA 278

Ad03A6750 Aradu.A03 6750 p2 (TA)7 14 19347869 19347882 GGGGGTCACTCAAATAAAGATG TTTAGTCCTTTATTTTTCTATCGTAGG 149

Ad03A6757 Aradu.A03 6757 c (CAA)5taataagtgaatgaatattgtcatttctatttttgataatgctac(T)1070 19361493 19361562 TTCAGGATTCAGGATTAGGAAAA CCTTTCATGGCTCTCTTCCA 263
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Ad03A6759 Aradu.A03 6759 p3 (CAA)13 39 19372037 19372075 ATGACTCCACCTAAGCACGG CGATGTTGGTGTTCCACTTG 123

Ad03A6760 Aradu.A03 6760 c (ATA)5aaacagtttaaataaaatcaaataaaataaaaataaatatatttatttatcacagatttt(A)1186 19372873 19372958 ACAAATTTCTGATCGCCTGC GAAAGTGGGGGAAGAAGAAGA 278

Ad03A6763 Aradu.A03 6763 p3 (AGG)7 21 19378059 19378079 TTGTTTTTATTCTTGTTAAGGGGA GGTTGAAAACAAGCACAGACC 267

Ad03A6766 Aradu.A03 6766 p2 (CT)6 12 19379182 19379193 GGCCTGTTCTCCGATGTAAA ACTGGCTTAATGGCTTGGTG 213

Ad03A6767 Aradu.A03 6767 c (GAG)12gaaagaagtttaaatgagaaggaggaggaggaaaaggaggaggaa(GAG)5atggtggtggtggtgacggcgacgatgataatgaaagagaaagatgaggaaaaaggaggaggcaaaaaaaaagcagcaacatggg(AGA)5196 19380733 19380928 AGACGACGATGATGATGACAA TTCTTCACTCGTGTTGCTGC 276

Ad03A6773 Aradu.A03 6773 p2 (AG)25 50 19405300 19405349 GTGGCAGAGGTGAAGACGTT TATAATGGGGGTTGTGGGTC 267

Ad03A6774 Aradu.A03 6774 p2 (TA)10 20 19405762 19405781 GCTCAAATCAGATTCGGATACC AACCTTTTCCGTCATTGCAG 266

Ad03A6775 Aradu.A03 6775 p2 (AG)9 18 19406362 19406379 CAGCCCAAACTGAATGGAAT CTCCCCATTTTGCTTCTTTG 278

Ad03A6776 Aradu.A03 6776 c* (TTC)8(TTCT)5*ttcaaattcatggtcgcacattcttcttcatccttgatactacg(TCT)6cctcttcctttcttttcatccttctccttcac(CAT)6(CGT)6171 19409174 19409344 CGTCCTGCTAGATTAAAACTCCA GAAGACGACGACGATGATGA 273

Ad03A6777 Aradu.A03 6777 p2 (TA)8 16 19417020 19417035 CCTAGGTAGCGATGGCAGAG CGGGAAGAGATCCATTTGAA 219

Ad03A6778 Aradu.A03 6778 c (TA)11gaaaagtataattagaagacacataattcatcaaagata(AT)673 19421940 19422012 TCCAAAATTTGACAAGCAAAAA GATGATCCTTGTGGCAGCTC 278

Ad03A6783 Aradu.A03 6783 p3 (TTA)6 18 19441631 19441648 AAAGGTTTTGCATGAGCTGG GGCCATAAAATTAAGCACCAA 159

Ad03A6786 Aradu.A03 6786 p3 (TTA)6 18 19451382 19451399 GGGATGACAAAGGAAAGGAA AACTTGCACTATCCGCAAGG 276

Ad03A6791 Aradu.A03 6791 p2 (CT)6 12 19461810 19461821 ATCCCATTTCGGACTGACAA ATCCAAACCCGTATCCATCA 257

Ad03A6793 Aradu.A03 6793 p2 (CT)14 28 19482966 19482993 CCTCTGCCTTTCTTGCCTAA TCCCTCCAAATTGCTTTCAC 157

Ad03A6794 Aradu.A03 6794 p3 (TTC)5 15 19485101 19485115 GCATTCTCTCACCCCACAGT AAAAACGCGAACAGAGGAGA 124

Ad03A6796 Aradu.A03 6796 c (TCC)5ttcttctttcaaatttgtgctcgtagg(TTC)557 19485968 19486024 TGGTGAACCGAAATCACAAA AACAACCAATTTCAAAACCCT 201

Ad03A6797 Aradu.A03 6797 p3 (GAA)5 15 19486349 19486363 TCCAAATCGCACTCATTCAA GGCTTCACCGTTCTCTTCTG 206

Ad03A6798 Aradu.A03 6798 p3 (AGA)6 18 19486486 19486503 CAGAAGAGAACGGTGAAGCC ATGGGTTGCCAATAAATGGA 248

Ad03A6803 Aradu.A03 6803 p3 (CAT)5 15 19514412 19514426 TTTGATGCAAACAAGGACAAA TGAGGCTTCAAATTGCAGTG 263

Ad03A6804 Aradu.A03 6804 p2 (AT)6 12 19515032 19515043 CATGTGTTATGTTGTGCTGGG GCGTCCATTGAAGGTTGACT 270

Ad03A6808 Aradu.A03 6808 p2 (AG)6 12 19530250 19530261 TGAAGTAATCCGACCCAAGC CTGATGCATGCAAGAGGAAA 251

Ad03A6809 Aradu.A03 6809 p2 (AT)6 12 19540832 19540843 TATGGGAGCAGGAGTAACGG AGAGCCTGAAAGACGGACTG 262

Ad03A6810 Aradu.A03 6810 p2 (AT)6 12 19542900 19542911 CCCTAGGCTCAATTTCCTCC GCTTCATCTTCCCCCAATTT 280

Ad03A6814 Aradu.A03 6814 p2 (CT)6 12 19567190 19567201 TGTCATCGTTCTTCTTCCCC ATTTGGGTCTGGTTCAATCG 279

Ad03A6816 Aradu.A03 6816 p4 (AAAT)5 20 19583760 19583779 TCCAAATTGTGGTGGACAAA CAGGTGCATGGACTTGAGTG 202

Ad03A6820 Aradu.A03 6820 p3 (TAT)10 30 19596350 19596379 GTGAGAGGCGTGTTGCACTA CTAGAAGGGAGTTCGGGAGC 257

Ad03A6822 Aradu.A03 6822 p3 (GAT)9 27 19596908 19596934 TTTTCCTGCTTTTTCCTCTTTTT TGCATAACTCAAAACTCCTCCTC 233

Ad03A6823 Aradu.A03 6823 c (ATG)12(AGG)11 69 19597064 19597132 GGAGGAGTTTTGAGTTATGCAA TCCAGTTGGCCCAAGTTATC 280

Ad03A6825 Aradu.A03 6825 c (AG)6gagagagc(CT)632 19619150 19619181 TGAACCTGGAATCATGGAGA AGGAATCAAAGGGGGAGAGA 160

Ad03A6835 Aradu.A03 6835 p4 (AAAT)6 24 19637626 19637649 CCTGGTCGTTGGTTTAAGGA TTTAAAATTTGATGTTGAGACTTGTT 187

Ad03A6836 Aradu.A03 6836 p3 (TTA)5 15 19646768 19646782 CGAGATATTCAATCATTTGTGTGAG GCAATTTCAATTAGATGGCAATAA 253

Ad03A6837 Aradu.A03 6837 p3 (TCT)14 42 19647209 19647250 GAAACGGAGAAAGAGACCCC CCGAATTGTGGAGCTGAAAT 243

Ad03A6838 Aradu.A03 6838 p2 (GT)14 28 19648440 19648467 TCGCACTCTTTTGCCTTTTT TGTGATTGGACAAAACAACCA 232
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Ad03A6840 Aradu.A03 6840 p4 (TTAT)5 20 19653351 19653370 GCGACTGGAAGGTTGGTAAG GCGAAGATCAATTCACATTTCA 154

Ad03A6841 Aradu.A03 6841 p3 (ATA)5 15 19656606 19656620 CAAGACGGATCAAGTCCCAT AAAAGGCATTGTTGAGCCTG 222

Ad03A6844 Aradu.A03 6844 p2 (AG)21 42 19659947 19659988 TTCTGTCGTCGTCATCTTGC TGCAGCGGTTCTCTCTCTCT 188

Ad03A6845 Aradu.A03 6845 p2 (TC)6 12 19685163 19685174 TCCTCTCAAATTAGTAAACATCCTCC TTTGTTAATTTTGGAAGCAAACA 203

Ad03A6850 Aradu.A03 6850 p2 (TC)7 14 19701677 19701690 CGACCGCATCAACTGAATTA AGATGATTCGCCTCCCTTTT 258

Ad03A6854 Aradu.A03 6854 p2 (AT)6 12 19735962 19735973 TTGATGCACACACACAAACG GGTACGCTTCCGCATTATGT 200

Ad03A6855 Aradu.A03 6855 p2 (AT)7 14 19736517 19736530 CCCAAATAAAATAGTATCTAAAGCCC TTGCTTCCTCCACATGGATA 280

Ad03A6857 Aradu.A03 6857 p2 (GA)8 16 19738859 19738874 AAGGGAGCCAAGGAAGAAGT GCTGGTGGTGAGGAGAAGAC 178

Ad03A6863 Aradu.A03 6863 p2 (GA)10 20 19755375 19755394 ATCATCAGAGATTCGGGTGG CCACAACGGTTCCTCAGTTT 192

Ad03A6865 Aradu.A03 6865 p2 (AT)10 20 19762731 19762750 CTCATGATTTCCCTCGTTCA TCGCACACCATTCTCAAAAG 265

Ad03A6870 Aradu.A03 6870 p4 (TTAT)5 20 19771508 19771527 CTGCATGCATCTGGCACTAT CAAGCCAGGGGATAAAACAA 189

Ad03A6876 Aradu.A03 6876 p2 (TA)7 14 19791413 19791426 CGTCAACATGGGGAGCTTAT CATGCTTGCAAAATGTAACAAAA 246

Ad03A6880 Aradu.A03 6880 p2 (TA)6 12 19809168 19809179 TTTTAGTCGGGTTGGGTGAG GGTGAGTTCTGTGGTGACATTT 233

Ad03A6881 Aradu.A03 6881 c (T)11aattctagatttgttaaaaaattcatacatttaaaaaagttattatataaaattttaagacaaaatacactcatt(A)1096 19810192 19810287 TTTGGGTTAGTAACGTACCAAGTT TCCAAGCTCTCGCTCATTTT 235

Ad03A6890 Aradu.A03 6890 p2 (TC)8 16 19847199 19847214 CCAGATTGTGACGGTTGAGTT CCTTTTACCTTCTTTGGTGGA 279

Ad03A6894 Aradu.A03 6894 p2 (TC)6 12 19858807 19858818 CCTGCCCTATTATTCCTCCC AAAATGCGGCTGGTAAATTG 278

Ad03A6895 Aradu.A03 6895 p2 (TA)9 18 19864750 19864767 CCCAATTTGTGGCTTTTGAG GGAGTTTCCAAATTCCCAGA 223

Ad03A6898 Aradu.A03 6898 p2 (TA)6 12 19877668 19877679 CCCAACTTGTGGCTTTTGAG GGAGTTTCCAAATTCCCAGA 219

Ad03A6902 Aradu.A03 6902 p2 (AT)8 16 19888867 19888882 CAAGACAAACTTGTGATGAAAACC GACCCCACTGGATTCAATTTT 237

Ad03A6904 Aradu.A03 6904 p3 (AAT)5 15 19892469 19892483 AATATACGACGTGCGCCTCT TTCGTTGATGTTGGAAAGCA 251

Ad03A6905 Aradu.A03 6905 p2 (AT)9 18 19895500 19895517 CAAAATTGACAAATAAAAACCACAA TGCGAAAAACGAAATTCAAA 239

Ad03A6913 Aradu.A03 6913 p2 (AT)6 12 19903903 19903914 AGCAAAAGCAATTTCTAAGGTCT GGTCATGTGGCACCTAAACA 241

Ad03A6915 Aradu.A03 6915 p2 (TG)7 14 19911511 19911524 GCGCGTTTTGTGGTTAATTT TCAACGGAAACCTGTAACCC 190

Ad03A6917 Aradu.A03 6917 p2 (TC)7 14 19915594 19915607 TCCTGCCCTATTATTCATCCC AATCATGGCCTTGTCCATTC 243

Ad03A6918 Aradu.A03 6918 p2 (TA)9 18 19917574 19917591 CCGACTTGTGGCTTTTGAGT TTTTCCTTGCTCGTTTGGAG 229

Ad03A6920 Aradu.A03 6920 p3 (GAA)5 15 19927213 19927227 TGAATTTTGTTAATGGAAGAAGAA CCCCTTATTTCCAAAGTTCCA 103

Ad03A6924 Aradu.A03 6924 c (T)12aaactagttcaatttgatttaaacggttataatttgcatagtattgatttaaatttattttttaatccaattcaatttgaattattgtgatttgaaa(T)11120 19938175 19938294 CAATTTGAATCGATTTAGAACGTAA ATCTCCAACAAATCATCCGC 248

Ad03A6925 Aradu.A03 6925 p3 (TTC)5 15 19949181 19949195 AACTAATCCCCAACACGTCG TGCTATTTAGGTTGATTGGTGC 240

Ad03A6926 Aradu.A03 6926 p2 (CT)6 12 19958402 19958413 CGGTTTAAGTTGAATTGGGTG GGTATCACATGACATGGGTAAAGA 269

Ad03A6927 Aradu.A03 6927 p3 (AGC)5 15 19961173 19961187 AATGGCGGTTGACTGACTTC GGGGGTAAAAAGCAGAGGAC 248

Ad03A6928 Aradu.A03 6928 p2 (AC)10 20 19966985 19967004 GCTGTGCGAGAAACAATGAA ACAATGGGGTTTCTTCTCCC 247

Ad03A6930 Aradu.A03 6930 p2 (AC)6 12 19992107 19992118 CGCGAGAAACAGTGAAAACA AACCATGGGGTTTCTTCTCC 249

Ad03A6936 Aradu.A03 6936 c (T)10atcttagacgaaaaatttaattttttaagttgtaatttagatatagcatagtttcgtatcttagaagaaaggatgaaaagaagaagaggat(A)10111 20028530 20028640 GAATTTGGAGACAAAAATCAAAGA TCCTCATCACTTCTGATATCTCG 246

Ad03A6937 Aradu.A03 6937 p2 (CT)6 12 20029038 20029049 CAAAGCAAATAAGAATTTCAAAAAG CTCGAAAACTGTGTCGCGTA 164
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Ad03A6944 Aradu.A03 6944 c (A)12gaattaaaataaa(AG)7(A)1049 20048397 20048445 CTTGTTTCGAAGGTGCATCA TTGAGGAATCCCAAGAAAGC 191

Ad03A6949 Aradu.A03 6949 p3 (TTA)5 15 20062873 20062887 TGTTGGGAGTTTAGAACAAAAACA GCTAATCCAAATTGTTTACATATCACA 128

Ad03A6950 Aradu.A03 6950 p2 (AT)6 12 20064729 20064740 TCATAAGAAACAAACGCCCA TGCCTATTTTCAACTGGTCAA 224

Ad03A6951 Aradu.A03 6951 p3 (ATA)19 57 20066180 20066236 AAAAATGGCATCAACCATCC AGTTGTTGGATTCGGAGCTG 202

Ad03A6955 Aradu.A03 6955 p3 (AAT)12 36 20088260 20088295 CGTTTTCGCTGTTAGCCTCT GCAATCTGCATCCAGAACAA 154

Ad03A6958 Aradu.A03 6958 p3 (ATA)19 57 20104820 20104876 GGGGCAATTTGTCCTCTCTT TCAAGTTTGGGGAGATTTGG 260

Ad03A6961 Aradu.A03 6961 p3 (TAA)6 18 20111240 20111257 CCATAAAGCTGATTTAGTTTTGAGAA AACAAGAAGGACAATAATTAAAACACT 274

Ad03A6964 Aradu.A03 6964 p2 (TA)11 22 20123167 20123188 CACGTACACTGTCTCTGCTGTG CCCTAGGGTATTAGGTGTCCG 269

Ad03A6969 Aradu.A03 6969 p2 (AT)6 12 20158420 20158431 CCGCTAATATGCTAATTGATTTAGGT TTCCAGAAACGCACGTACAC 206

Ad03A6970 Aradu.A03 6970 p2 (AT)6 12 20161155 20161166 CTAATTTCTCCCAGCGATGC GAAAATGCCGACCAGAACAT 254

Ad03A6972 Aradu.A03 6972 p2 (AC)9 18 20169157 20169174 TTTCCCAAAAAGGAAAAGCC TCCTTCGATACTGGCTCTTGA 253

Ad03A6974 Aradu.A03 6974 p2 (CT)9 18 20173423 20173440 CAACAAGGGAAAGAAACCCA ATTCCCAAAATCTAACCCCG 189

Ad03A6979 Aradu.A03 6979 p4 (ATAA)5 20 20186458 20186477 CCTTCCAAATCCTAGGGTGA AAAGTCAAGTGGATCGGTGTTT 269

Ad03A6980 Aradu.A03 6980 p3 (ATA)17 51 20187280 20187330 GCTCATTGGCATTCTTTAGCA AGCAAGAAAACCCCTAGCGT 274

Ad03A6983 Aradu.A03 6983 p3 (TAT)15 45 20192734 20192778 TCTTTCTGCTGTCTCCCGTT GAAAGTGCATAAGTCGAACCAA 139

Ad03A6988 Aradu.A03 6988 p2 (TC)7 14 20208143 20208156 CTTTGTTGCCCCCACTACTC AAGGAGGGAAAAGTTGGGAA 237

Ad03A6989 Aradu.A03 6989 p3 (ATA)5 15 20208475 20208489 TTCCCAACTTTTCCCTCCTT TTGCTTAAACATAAAATTATATTCCCA 224

Ad03A6990 Aradu.A03 6990 p3 (GAT)5 15 20209502 20209516 TTTTGGATCCGAATACCCAG GCAACCCAATTTGCTTCAAT 181

Ad03A6991 Aradu.A03 6991 p3 (TTA)7 21 20209621 20209641 TGGTCCATCCAAAGGGATAA TGCATTGGCAGAAGAAACAG 258

Ad03A6997 Aradu.A03 6997 p2 (TA)6 12 20213670 20213681 TTGTTGTTTTCATTCCATCACA GGGGGCCATATTCCATAGAT 251

Ad03A7001 Aradu.A03 7001 p4 (TAAA)6 24 20224896 20224919 TTGTTACCTACAATATCTTTCGGTTT TTGAGCAGAAGCATGTGAGC 280

Ad03A7003 Aradu.A03 7003 c (T)10atttagtattaaagtatgattttgatctcaacaattttgagttttgaccaaaaaaagtattttta(T)1085 20232973 20233057 GGTGAATCAACCAGGACTTAGC TTGCTGCAGTTGGATTTCTTT 266

Ad03A7007 Aradu.A03 7007 p2 (TA)8 16 20237381 20237396 GCTTCTACCCGCCCCTATAA GGTAATACCTGCCCCTACCC 225

Ad03A7010 Aradu.A03 7010 p2 (TA)8 16 20243893 20243908 TTGGGGTAATTTTGTCCCCT GAAAAACTGTGAGAAACCTGGG 242

Ad03A7012 Aradu.A03 7012 c (A)11tacataacccccttttca(CT)6cacaaacggaaccctagcagccaccctctctccgagctcccc(CT)899 20256295 20256393 CGATGTACTGATTGAACCGGA GGATCGAAGACAGAGGCTTG 178

Ad03A7016 Aradu.A03 7016 p3 (TTA)7 21 20261979 20261999 ATGGGAACCAATTCACCAGA TGATGGAGAATTGCAAGCAG 201

Ad03A7017 Aradu.A03 7017 p3 (GTG)7 21 20262297 20262317 ACCCTCTCCTCCCAAACACT ACCTCAACACCATGCAACAA 195

Ad03A7018 Aradu.A03 7018 p3 (TAT)12 36 20267230 20267265 AAGTTGCACCCACTCGTGAT AGCTCAACAGTCAACACAACTGA 267

Ad03A7021 Aradu.A03 7021 p3 (TAT)8 24 20298409 20298432 TTTTCCATCTTCTCATCTTTCACA AAGTTTGACAACTCAATCTCATTTTC 266

Ad03A7022 Aradu.A03 7022 p3 (ATA)5 15 20299629 20299643 TGCATTTATAAAAAGGTTCAGCC TGAGAACATTTTGATTTCTCCTTTT 269

Ad03A7023 Aradu.A03 7023 p3 (ATT)10 30 20300521 20300550 TGCGTGGACAAGAAAAATAAAA CACGTATACACAACATGCATTGA 277

Ad03A7024 Aradu.A03 7024 c (TAA)9tatgtgcagcgcaatatgttattaagaaattctttatcttcg(A)1079 20301230 20301308 CCACAGCCTCTCTCACACAG GGGAAGGCTTTGGCTAAGAT 262

Ad03A7025 Aradu.A03 7025 p3 (GAG)5 15 20301970 20301984 CGCCATGTTGATGATGAGTT TAATCGGTGACGACTTTCCC 266

Ad03A7027 Aradu.A03 7027 p3 (CTT)5 15 20303194 20303208 GCCATTAGGGCTTGTATGCT GAGGAAGAAGAACGTGCAGC 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A7028 Aradu.A03 7028 c* (A)10c(GAA)7(GAAGAG)7*71 20304044 20304114 TGAGGAAGAAGAACGTGCAG CGCGCAATAACTCATTTTGA 278

Ad03A7030 Aradu.A03 7030 p3 (TTA)5 15 20305864 20305878 AGGCGAGTCAAGAGAATGGA TTACAAGATTGCAACAATCATCA 217

Ad03A7035 Aradu.A03 7035 p3 (TAG)5 15 20326085 20326099 AAACTCCAGTTTGCCCAACA TGAGCCCATCATCATTTCAA 216

Ad03A7036 Aradu.A03 7036 c (AG)11aa(AG)23 70 20329471 20329540 GAAGAGGGAAATTGGCACCT ACCCAGTGACCTCCCTGAC 279

Ad03A7042 Aradu.A03 7042 c (T)12attaagtgaattgcacagccccaatactaagcattaaca(T)1061 20360085 20360145 TATTTTCAAGCTCCGCCATT AATCCTGACATTTTGTGGGG 189

Ad03A7043 Aradu.A03 7043 p2 (AT)7 14 20360314 20360327 TTTGCTCAATTTCTACGTGTCC TTCTCTTAATCATCTGATCTTACCG 253

Ad03A7050 Aradu.A03 7050 p3 (TTA)9 27 20412100 20412126 GGATCTCACCAGAAGTGGGA CTTGCACTATCTGCAAGGCA 242

Ad03A7052 Aradu.A03 7052 p2 (AT)8 16 20429321 20429336 AACACGGTTTATTGATCATTGG TTGCGGTGGTTTTAAATCGT 279

Ad03A7053 Aradu.A03 7053 p2 (TG)7 14 20434235 20434248 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 131

Ad03A7054 Aradu.A03 7054 p3 (CAA)5 15 20435223 20435237 TGCACCTAGAGGTCCGTCTT CGGACAACTGGTGGCTTTAT 242

Ad03A7055 Aradu.A03 7055 c (GAA)5(GAT)6(GGT)548 20441961 20442008 AGCCGACAACGAGAAAAGAA ATGATTCCCCCTTCTCCAAC 224

Ad03A7059 Aradu.A03 7059 p2 (TA)9 18 20459913 20459930 TTCCGGAAAAAGTGAAATGC AACACCGTAACACTGCCCTT 228

Ad03A7060 Aradu.A03 7060 p2 (AT)6 12 20461511 20461522 TCAACAATTTATAGAAAGGGGCA AAATCTTAGAAAATGTTTTTACCCAA 239

Ad03A7062 Aradu.A03 7062 c (CCT)7tctctaatgttgca(TCT)5ttttc(T)1267 20462072 20462138 CAAATTTGCGCAGGTTCTTT GCAGTATCAAGTGAACCCCAA 240

Ad03A7067 Aradu.A03 7067 p4 (TTCT)5 20 20496062 20496081 TTTCCATTATGCTAGCCAAGGT AGTAGAAGCACCGGGAACAC 237

Ad03A7068 Aradu.A03 7068 p3 (AAT)5 15 20496825 20496839 GACGAATTATGGATTATGGGATT CCAAAAATATCCCCAATATCAAA 280

Ad03A7069 Aradu.A03 7069 c (AT)7c(TA)6 27 20498179 20498205 CCGTTAATCCCCAAAATTCA CCATGGCATAGTGAGGTGTG 280

Ad03A7071 Aradu.A03 7071 p2 (AT)9 18 20501076 20501093 TGTATAGGAATACGGCCCCA CACCGGAAAGGAGAGAACTG 257

Ad03A7077 Aradu.A03 7077 p2 (TA)9 18 20513382 20513399 AAATCGTATTACCGCTCAAGAGA GGACGAGGAAGTCACGAGAG 272

Ad03A7078 Aradu.A03 7078 p3 (AGA)6 18 20518427 20518444 TAAAATATTGCTCGCCCTCG CAGAATGGTATGCAAAGGCA 264

Ad03A7086 Aradu.A03 7086 p3 (ATT)5 15 20620917 20620931 CTCTCCCACCTCCATTACCA GAAGGTGAACATGCAAGCAA 259

Ad03A7087 Aradu.A03 7087 p4 (AAAT)5 20 20623385 20623404 GGTATGGGAAATTGTGGGAA TGGGGTAATTTTGTCCCCTT 183

Ad03A7088 Aradu.A03 7088 p2 (CA)8 16 20628025 20628040 TCCGCACTTTCTACTCTCCC GCGCTAATCGCATGAAAAGT 258

Ad03A7089 Aradu.A03 7089 c (AG)14ctcggagccttggat(AG)859 20632392 20632450 GGCGAATACTCTACAGCCGA AAGTGCTTGCTCGGAACTGT 193

Ad03A7091 Aradu.A03 7091 p2 (GA)6 12 20637914 20637925 GATGCTTCCCTCATTACCCA AAGAGTTCCGAGCTTCACCA 239

Ad03A7094 Aradu.A03 7094 p2 (TA)7 14 20644511 20644524 AAAATTGGCTAAAAACGTATCG AAAAGTTCACCCAAACAAATCTT 181

Ad03A7098 Aradu.A03 7098 p2 (TC)6 12 20657628 20657639 ATCAGGCAAAAGAGAAGGCA GCTATTAGCCACGGAAGCAC 252

Ad03A7100 Aradu.A03 7100 p2 (CT)6 12 20664571 20664582 TGTTGTTCGGGACAAATTCA CTCCCTCAGGTTGGGAATGT 167

Ad03A7113 Aradu.A03 7113 p2 (AC)7 14 20715315 20715328 CTGCTCACATCCAAGGACAA TTGTTTCTCCAATTTCATGGC 155

Ad03A7115 Aradu.A03 7115 p2 (AT)8 16 20724197 20724212 ACTATCCCCTGACGCACATC TGGCTTTTGCACTTCTTTCA 230

Ad03A7116 Aradu.A03 7116 c (TG)16(AG)10 52 20732290 20732341 TTTTGACGCAAAATCTGCAA GCTCTTCAAGGAGATACGGG 222

Ad03A7117 Aradu.A03 7117 p2 (GA)6 12 20734582 20734593 ATCTTCCATGGGCAAGAATG TTTGGTTATCGATCCGAAGC 161

Ad03A7119 Aradu.A03 7119 c (T)17gtaatagcttgtagcctcgatcacttttttagttgtatttttttttgacaattttag(T)1286 20740374 20740459 TTTAGCAGTTTGAATGGCCC ACGATTTGCAACTAAACGGC 232

Ad03A7124 Aradu.A03 7124 p2 (AT)6 12 20758262 20758273 AACGGCACGAAAGGTTTATG CCCGCTTTATGCTACATTTTG 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A7125 Aradu.A03 7125 p3 (CAA)5 15 20765671 20765685 AGAAAGGGAGTCAAAGGGGA TCTGCTTCTCCGGACAACTT 270

Ad03A7126 Aradu.A03 7126 c (TG)17c(GA)14a(AG)1390 20775087 20775176 TGCAGGCAGCAACTAAGAAA TTTTGCTTTCCTGTCCTGTG 265

Ad03A7127 Aradu.A03 7127 p2 (GA)6 12 20777384 20777395 GCCGTAATTCAACTCCATGC TTTGGTTATCGATCCGAAGC 275

Ad03A7130 Aradu.A03 7130 c (GT)22(GA)11 66 20784065 20784130 TGCAATACTGCAGACAGCAAC GCTCTTCAAGGAGATACGGG 221

Ad03A7147 Aradu.A03 7147 p2 (AT)8 16 20804808 20804823 TTTTTATCGTTTTAAAAATTCGCT GCCCTTTCCCAAGCATAAAT 244

Ad03A7151 Aradu.A03 7151 p2 (TC)16 32 20811942 20811973 GCTCTTCAAGGAGATACGGG TTTTGACGCAAAATCTGCAA 220

Ad03A7154 Aradu.A03 7154 p2 (AT)6 12 20817472 20817483 TTGAATTAACCCGCTTTATGCT AACGGCACGAAAGGTTTATG 159

Ad03A7156 Aradu.A03 7156 p2 (TA)8 16 20828296 20828311 CCCTTCAATCCGCTGTAAGAC TCGCAAGGATTTGAAGGAAT 279

Ad03A7165 Aradu.A03 7165 c (T)14cgtgtccacattctctacggtaccttattctctgtccctacactattcaaacactgtcttaaggaaggta(AT)7(AC)8114 20869633 20869746 TCCCATTTTAATCTCTGTCTCCA ATGTTTTTGTGCATGTGCGT 237

Ad03A7166 Aradu.A03 7166 c (A)10gttatccatttctcttatttc(T)10(A)1152 20871030 20871081 TCTTTCATTCTTTTAAAATTCACAGG GTCTTTTTCCCCTTGCTCCT 209

Ad03A7167 Aradu.A03 7167 p2 (TA)6 12 20874771 20874782 AGAGACACCTCGTTGAGCGT ACTTGCAAAACTAAGGCCGA 240

Ad03A7170 Aradu.A03 7170 c (T)10cttttaattagtcctacaccaaa(T)11gaattaggtccctcttgataataatttgtttaattgtatagggactcaatt(A)10105 20887317 20887421 GCAAGAGACAAGTTTGGTGTTC CACATGTGACCCTCCTTCCT 242

Ad03A7171 Aradu.A03 7171 c (T)10ctgtttttgactctgtttttaa(T)1143 20892869 20892911 AAGATGCTCTGTTCTGGCGT GGGAGGCAACCCAATTTTAT 234

Ad03A7172 Aradu.A03 7172 p3 (ATT)5 15 20895235 20895249 TTGGATGTTGGCTTTGTGAA CAGGAACAGGGATAAAGGCA 198

Ad03A7173 Aradu.A03 7173 p3 (TTC)6 18 20905791 20905808 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 104

Ad03A7176 Aradu.A03 7176 p3 (TAA)7 21 20936211 20936231 TTTCTGATAATAAGCCGCAAAA GGCAAGGTCTTGAATTTACCC 127

Ad03A7178 Aradu.A03 7178 p2 (AT)6 12 20944857 20944868 CCCCAAAAGCACTCACAAAT GCTGCGGCTAGTTTCCTATG 233

Ad03A7179 Aradu.A03 7179 p2 (AT)14 28 20947555 20947582 TTTGATCCAAAGCCTCAACC AAGTTTCTGCGCATTTTTGG 261

Ad03A7180 Aradu.A03 7180 p2 (AC)7 14 20950704 20950717 GCCTCAGCTGGTTTTGCTAC TGAAGTGATTTCCTGGTTGG 214

Ad03A7181 Aradu.A03 7181 p2 (AT)8 16 20960328 20960343 ACTAGCCCCTGACTCAGCCT TGTTTTTCAGATGCAGGTCG 275

Ad03A7183 Aradu.A03 7183 p3 (AAT)6 18 20967139 20967156 TATTGCAAATGCCGTTACCA TTGTGTTTCCCTTTATTCCCA 115

Ad03A7185 Aradu.A03 7185 p2 (TA)6 12 20969201 20969212 TTTGAGATAAGTTGATCCAACCC TGCAATAGTTGCCAAACTAAACTC 263

Ad03A7190 Aradu.A03 7190 p2 (AT)7 14 20989918 20989931 TGAATGGGATCAAAATTAAGGAA GCATCATTTGAAAGAATCATGG 278

Ad03A7191 Aradu.A03 7191 p2 (CT)6 12 20999503 20999514 AGTCCTTGACCCCTCAGGAT TAGAAGTGGAGGGTGGGTTG 213

Ad03A7195 Aradu.A03 7195 p2 (GA)9 18 21043912 21043929 GCACCGTTGACGTTCCTATT TGTGAGGAAAGGCTGACAAA 247

Ad03A7198 Aradu.A03 7198 p3 (AGA)6 18 21079389 21079406 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 103

Ad03A7200 Aradu.A03 7200 p2 (GA)9 18 21099434 21099451 CAATGGTGAGATCATGGACG CAAGTACATCATCATCGGCG 140

Ad03A7201 Aradu.A03 7201 p2 (CA)6 12 21100492 21100503 GTTCCCGATCCATCTCTCAA TGAGTGGGAGGAATGGTTTC 177

Ad03A7203 Aradu.A03 7203 p3 (AGA)5 15 21139045 21139059 CAAAACCCCCAGATGTGAAC AAGCCTTCAGTGGGGATCTT 130

Ad03A7207 Aradu.A03 7207 p2 (TC)7 14 21151113 21151126 GACCCAAACCCTTTCTCCTC CCCAATAAATCTCTGGGGGT 122

Ad03A7208 Aradu.A03 7208 p2 (TA)7 14 21151418 21151431 CCCCTCCTATTGGTTTCTCA GCCAATGAAATGGATTTGGA 271

Ad03A7209 Aradu.A03 7209 p3 (TTA)5 15 21151582 21151596 CCTTCTTCCTTCCATCTTTGG GCCATGTTTGGAATCTTTGG 211

Ad03A7210 Aradu.A03 7210 p3 (GCC)6 18 21152045 21152062 GTAGTTTCCGGCGGTGATAA CGGATTCCACCTTCACTTGT 196

Ad03A7215 Aradu.A03 7215 p3 (TCC)5 15 21161525 21161539 CTTCCCTCCAACCTCCTCTC TGATGTTATGGGGCAACTGA 235
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Ad03A7218 Aradu.A03 7218 p2 (TA)11 22 21173128 21173149 TGCAAAGGTGTCAGCACTTC TGATTCATATGCATGACACTTCTCT 166

Ad03A7219 Aradu.A03 7219 p2 (TA)6 12 21174508 21174519 AGGGGGTATGATACGAGACAA TTGACCAGAGTCTCGTGCTG 225

Ad03A7220 Aradu.A03 7220 p2 (TA)6 12 21175559 21175570 GGTTGAAAATATGAACCCTATTCA TTGACCAGAGTCTCGTGCTG 258

Ad03A7221 Aradu.A03 7221 p2 (TA)8 16 21179499 21179514 TGGTACGAGATAATACACACAGCA CAAAGGAAGCTCAAATCCTCA 198

Ad03A7224 Aradu.A03 7224 p2 (TA)8 16 21182601 21182616 TCCGATTGTGATTTTATTTTGC TGTCATGCTTCAACTTCCCA 112

Ad03A7225 Aradu.A03 7225 c (T)10cttcctcttcttctggatctttaacg(T)1147 21182851 21182897 CCATTCTTTTCACTTTTTGGTTC CCACAATGGACATTTTGTATTCAT 279

Ad03A7228 Aradu.A03 7228 p2 (TA)7 14 21190851 21190864 CCGAGCTTGAGCTTGGATAA CTCATGAGCTGGCTCAAATAA 277

Ad03A7230 Aradu.A03 7230 p2 (GT)6 12 21192253 21192264 GTGCACTCGTTTTGCTGAAA ATTCGACCCTCACTCACCTG 241

Ad03A7233 Aradu.A03 7233 p2 (AT)6 12 21200572 21200583 TTCTGCCACATTCTTTATCTTGA TTTTCGAATGTCATGCATTTTT 272

Ad03A7235 Aradu.A03 7235 p3 (GAT)5 15 21202235 21202249 AGGGACCCACTCACACTTTG ACTCCACCCGTTTCAACAAG 219

Ad03A7236 Aradu.A03 7236 p3 (TCC)5 15 21202639 21202653 CTTGTTGAAACGGGTGGAGT TGCAGCAGGATCAAGAAGAA 273

Ad03A7239 Aradu.A03 7239 p3 (AAT)5 15 21208487 21208501 TCAAATTTTTGTGTTTCTGCAA CCTGACCATAGCTTATCCCG 256

Ad03A7241 Aradu.A03 7241 p2 (TC)6 12 21212174 21212185 AAATCCGAGGTAATCGTCCC CGGAGAGAATGTTGAGGGAG 145

Ad03A7242 Aradu.A03 7242 p2 (AT)10 20 21216952 21216971 CACTCACGTTTCGACAACAAA TTCATACCGTACCCTAGCCG 177

Ad03A7244 Aradu.A03 7244 p2 (AT)6 12 21246013 21246024 GGTAACCCCCGGAAAAATTA CCATGCTTTACCCTTGCATT 270

Ad03A7246 Aradu.A03 7246 c (T)11gaaagttaaagagaataggaaaaaagaaaaagaaaaagaacgtgggt(A)1270 21286440 21286509 CAAAGAAATAAGGAAATAAAACACGA CGCTCATCAAATTTTTAACGC 267

Ad03A7247 Aradu.A03 7247 p3 (AAG)5 15 21292929 21292943 TTCGATACCAGAAACCCCAG TCTTGACTTTCCCATGGAGG 138

Ad03A7248 Aradu.A03 7248 p2 (AT)8 16 21296110 21296125 TAAGTGTGGGGAAAAGTGGG TACCTTGGGGCATTTTTGTC 215

Ad03A7249 Aradu.A03 7249 p2 (GA)6 12 21300642 21300653 CGAAACATAATGTGTGGCGT AATAGACGGTTACCCTCCCC 143

Ad03A7253 Aradu.A03 7253 p2 (AT)7 14 21319273 21319286 GCATTTAGTTACCGTGTGCG TATTGTGGAGGCACTGGTCA 234

Ad03A7256 Aradu.A03 7256 c (AT)7(GT)23 60 21325795 21325854 GCAGGCAGTGGCTAATCTTC GAAGCGTTCACACACGGTAA 207

Ad03A7257 Aradu.A03 7257 p2 (TA)11 22 21328820 21328841 TGTCTTGCATGTTTTCTTTGC CAAATTTTTGAATTTGATGAGAGAA 243

Ad03A7260 Aradu.A03 7260 p2 (CT)9 18 21338193 21338210 CCCTGGAAATTGAGAAGAAGAA AATGCATCCATTCATCAGCA 158

Ad03A7261 Aradu.A03 7261 p3 (AAT)6 18 21340794 21340811 TTTACCGCTTCAAGGAAACA TGGATTTTGATTGTTGTTTACGA 133

Ad03A7262 Aradu.A03 7262 c (AT)6ta(T)10 24 21351264 21351287 GCAGCTGTAATGGGGTTAGC CCAGTTTTCAATTTGATTTGATCTT 233

Ad03A7265 Aradu.A03 7265 p3 (AAT)9 27 21353808 21353834 CCCCAATTAATCTGGTCCTTC CAACTTGTGCAAATGTGTTCC 194

Ad03A7269 Aradu.A03 7269 p3 (GAA)5 15 21361744 21361758 TTGCTGGTTCTGATGATGTTG ATTTTCATCCATCCTTGCCA 213

Ad03A7274 Aradu.A03 7274 c (GT)8(CT)6(AT)8 44 21383955 21383998 TTGGAAACTTGGATCACTTGG GCATCAAGTCGTCTCCCATT 157

Ad03A7279 Aradu.A03 7279 p3 (AAG)5 15 21395791 21395805 AAAATGCCTTCTTTAATGCTGC TCCTCCTCCTCATCTTCTGC 276

Ad03A7280 Aradu.A03 7280 p2 (TA)6 12 21404163 21404174 CAAGTTTGGATTGATTGTTGGA CACATCAGATGCGTCATGC 250

Ad03A7282 Aradu.A03 7282 p2 (AT)6 12 21423179 21423190 AGAATAGTACAATGCTAGGAACTCAA TTTGATTTGCATTTAGATTACTGACT 255

Ad03A7283 Aradu.A03 7283 p3 (CTT)5 15 21424169 21424183 AATTTTTGGCGAGAAGCAGA TGTTTCTGCAAAGGATGAAGAG 100

Ad03A7284 Aradu.A03 7284 p2 (TA)6 12 21424716 21424727 GGATTTAATTGAACATTTTCTTTTTC TGCACGCTGGCTTTTGATA 276

Ad03A7285 Aradu.A03 7285 c (AT)6gttcgagtccttctacaaaattgaaaaataatt(A)10gaaaatgacgacgtaacatccggagtgtaaaagaaacacaaggaagagaagaaaatg(A)10122 21424863 21424984 TGCAAGAAAATCCATGTCGT CGATAGAGTAATTCTCTGCCTCC 249
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Ad03A7287 Aradu.A03 7287 p2 (GC)6 12 21440406 21440417 CCTTTGATCCTGCACTCCTC TCTGGACGCAGTACCAGAGA 154

Ad03A7291 Aradu.A03 7291 p3 (TTC)5 15 21465544 21465558 AAAAGACACAAAACGGACGG GAGGAGCAACATTACTTCCTGG 270

Ad03A7297 Aradu.A03 7297 p2 (AT)6 12 21482661 21482672 ATGTCAAGAATCTGGCCGAC ATGAAAATGCCAGAGGCAAA 204

Ad03A7300 Aradu.A03 7300 p3 (TTC)5 15 21485773 21485787 CTGGACAGTTTTCCGGTGAT CTAGTGCTTCCACCACCCAT 262

Ad03A7301 Aradu.A03 7301 p3 (TCT)6 18 21494038 21494055 CTCAAAATGGCCGAAACCTA TTGAGGAAACTCCGGTCTTG 264

Ad03A7304 Aradu.A03 7304 p3 (GAA)5 15 21500253 21500267 GGAACCCTAACGTAGTGGCA TGGACAGTTTTTCGGTGATG 264

Ad03A7306 Aradu.A03 7306 p2 (GA)6 12 21511911 21511922 GGAGGGTTGAGTGCGTGTAT CACATGATCCCCACCTATCC 222

Ad03A7308 Aradu.A03 7308 c (A)10gagtttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcccattttcatttagtttttgtagcatgttttcg(T)10113 21517584 21517696 ATATGCACATCGACGCGTAA TGAAGAAAAACATCACCCAACA 267

Ad03A7309 Aradu.A03 7309 p2 (GA)6 12 21523529 21523540 GAAGAGAGGGGTTCGAATTG TCAAAATCTTTTTCAAAACCACC 231

Ad03A7311 Aradu.A03 7311 p2 (AG)7 14 21528538 21528551 GAGATTCTAGCAGATGGCGG GGGATTAATTTCAAACGCGA 118

Ad03A7314 Aradu.A03 7314 c (A)12gacacgcacacaaatat(A)1039 21530411 21530449 CCAGTTCATCTTTTTAGAACTTTAGTG GTGTGGCTGCTTCGGTTAAT 264

Ad03A7316 Aradu.A03 7316 p3 (ATC)6 18 21532059 21532076 CCTCGTCTTCTGCTGCTTCT AGAATGTTTTCTTGAATGCTGC 280

Ad03A7317 Aradu.A03 7317 p3 (CTT)6 18 21532433 21532450 GAAAACATTCTGTTGCAGCG CACGTGTTTCATCCTCATCG 268

Ad03A7318 Aradu.A03 7318 c (AGA)6aagaa(GAG)641 21532594 21532634 GAAGAAGGAGGAAAAACGCA ACGGTTTTCATAGCGCACTT 104

Ad03A7321 Aradu.A03 7321 p3 (GAC)5 15 21542700 21542714 CGAGTAGATGTGCGCTGAAG GGGCAGAAATTCAAAATTACCA 243

Ad03A7322 Aradu.A03 7322 p2 (TA)6 12 21547220 21547231 TGGTTCACCCTACTTGCTCC GCCTGGCTACAATTAGGCAA 247

Ad03A7323 Aradu.A03 7323 p2 (TA)6 12 21547915 21547926 TCAGATGGAAGACGTGATGC CTCCAATCTCGACCCGTAAA 257

Ad03A7324 Aradu.A03 7324 p2 (TA)12 24 21553022 21553045 CGGGTTGTGTGTTTTTAGCTC TGAGAATGTGGTTTGATTGAAAA 261

Ad03A7327 Aradu.A03 7327 c (TC)12(AC)8 40 21566477 21566516 AAGGCAACACATGCAATGAA CAAAGCAATCTCACCCCCTA 243

Ad03A7328 Aradu.A03 7328 p4 (ATAC)14 56 21570027 21570082 AGATGAAGGCCTTGTTTGGA TTCCGACAGAACAATACAGGC 230

Ad03A7334 Aradu.A03 7334 p3 (ATC)7 21 21595379 21595399 TTGTCCCTCAACTTTTCGATTT GGAAAGGACGGTGAAGATGA 177

Ad03A7336 Aradu.A03 7336 p3 (TAA)5 15 21596533 21596547 GGAAGAAATGACGGTGAGGA AAGTTTAAGGAAGTTGGTGTAAAGTC 280

Ad03A7337 Aradu.A03 7337 p2 (TA)6 12 21601158 21601169 CAACTGGTCAAAGAAACCACAA CCCCACTGCTTAGAAACCAA 126

Ad03A7340 Aradu.A03 7340 p3 (TCA)5 15 21607471 21607485 TCCCTTCCTCATCAACATCA CACCAAAGTTTCTCCTTCGC 262

Ad03A7341 Aradu.A03 7341 c (TC)24ttc(GT)6 63 21608088 21608150 ATCTCCTTCCAAACCCCAGT TGCAAATGCATCAAGATCTAAG 232

Ad03A7342 Aradu.A03 7342 p2 (AT)6 12 21610092 21610103 TTTTATAGAGCAAAGCTTGATTGAAA TTCTATTTTGATGTGTCATGGGA 173

Ad03A7345 Aradu.A03 7345 p2 (AG)6 12 21623053 21623064 TCTGGGCTATTTTGACCCAC GGAACATTGAACCTGAAATTGA 223

Ad03A7347 Aradu.A03 7347 c (A)15tgtctgaccc(A)1136 21641652 21641687 CAACAATCAACAAATCATGCC GGGATAGGTGAACTGAAGAACC 168

Ad03A7352 Aradu.A03 7352 p3 (GTT)5 15 21663317 21663331 CAGTCTGTTGTGCCTTTCCA AGAGGGGAAGCTCTTTCAGG 228

Ad03A7354 Aradu.A03 7354 p3 (TTA)6 18 21673688 21673705 GTTCTTGGAGCAATGATGGG AAGATGGAACGAAGGCAAAA 198

Ad03A7358 Aradu.A03 7358 p2 (AT)11 22 21685912 21685933 TGGGAACAAGGAGTATGACCA GGCCATATCTCTATATGCACCAT 268

Ad03A7360 Aradu.A03 7360 p2 (TA)7 14 21704945 21704958 GGAAAATAGAGAGAGGAATGGGA ATTTGGAGCAGGATCTCCAC 110

Ad03A7361 Aradu.A03 7361 p2 (AG)6 12 21721625 21721636 CAAGAGCGATAGAGAAAGTGGG GGACAAATTCCAGCTCCTCA 138

Ad03A7363 Aradu.A03 7363 p2 (TA)7 14 21722914 21722927 CTAGATTCGGCCTGTGAAGC TCTTGGGACTCGGAGTTTTG 100
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Ad03A7364 Aradu.A03 7364 p2 (CA)9 18 21724895 21724912 GCATCACAACCTTACCAACCA CATTAGGGAGGAATCGACCA 254

Ad03A7367 Aradu.A03 7367 c (ATT)15gaagttacgtaatt(ATC)574 21726939 21727012 CGGTCTAGTGTAGTCTATTACGCTTT CAGAGGGACAAAATCCATCG 280

Ad03A7368 Aradu.A03 7368 p3 (AAT)6 18 21729431 21729448 CCTGCACTATCAGAAACCAGG GCAGGTACAAATGTGGAAGGA 263

Ad03A7369 Aradu.A03 7369 p2 (GA)6 12 21734791 21734802 TGAATGGAGCTGGAAACACA CCGTCGATAATTCTGTCGGT 237

Ad03A7371 Aradu.A03 7371 p2 (AT)8 16 21735692 21735707 TTCATACCGAAGACTTGTTTTGTC ATTCGTTGCACTGAATCACG 280

Ad03A7372 Aradu.A03 7372 p3 (AGG)7 21 21737316 21737336 TTGTTGAAGATGACGATAACGA GGCGATGCTTTTGTTTCATT 270

Ad03A7373 Aradu.A03 7373 c (ATC)6(AT)8 34 21737913 21737946 TCCAAATAAATTGCAATCAACG AAGTGTTCGTGAATATCCCAA 155

Ad03A7374 Aradu.A03 7374 c (AATC)5acataaacccttactttcatattcataaaagcaataataaaaataaagaataagatgatatctg(A)1094 21739204 21739297 TGAAACAGATTACAAACCACCA TGAAGGTGTTTTTGGCTTGC 280

Ad03A7375 Aradu.A03 7375 c (AG)25tatgagaattttaagtcgctaacataaaataagacaaaat(A)10100 21757847 21757946 TGATCACTGCACCAAAACAGA CGGATCGCTAGGCAATTTAG 258

Ad03A7384 Aradu.A03 7384 p2 (TA)7 14 21787711 21787724 TCTGAAATAGAAGTGTCAGCTTTGA AAGTGTAGCCTTAGGTCTTGTTTTT 245

Ad03A7386 Aradu.A03 7386 p3 (ATA)5 15 21791053 21791067 TTTTTCCAACCAAACATAGCTAATAA CGACGTTCCCAAGTGATTTT 274

Ad03A7388 Aradu.A03 7388 p2 (CT)14 28 21801214 21801241 CAAGAAGAAGGGCGACAAAG GGAAGAGGGGTAAATGGAGG 279

Ad03A7391 Aradu.A03 7391 c (TCC)7ccttcgtgatttggagacctcttctcgtcctattttggtatcc(TCT)682 21803955 21804036 AAGGTTCCAGCGCCTCTTAT GAGGACCATCGAAAGTGGAA 273

Ad03A7398 Aradu.A03 7398 c (AT)7aattaatcatttgattagatatttcaactttatttttataaataaaaaaattatttaatttctgaaactagatatttcagctttattttttagaatgtaa(T)10124 21839286 21839409 TGTGAGACAACTAATTGCTGGTG AATTCGCCAGAATATGCAGC 245

Ad03A7399 Aradu.A03 7399 p2 (AG)7 14 21845397 21845410 GGAATCAAGCACAACACCAA TTGCTACCAGGGCAGAGATT 237

Ad03A7400 Aradu.A03 7400 p3 (CTC)6 18 21855570 21855587 CGTTACCATCACACCACCAC GAAGACGACGACGATGATGA 206

Ad03A7408 Aradu.A03 7408 p2 (TC)7 14 21888872 21888885 GCATTCAAAACAGAAAGGCA AGGACTGGATTCAGGTTCCAT 270

Ad03A7409 Aradu.A03 7409 p2 (TC)7 14 21892149 21892162 TTCCTCATTCCCATTCTTCTTC TCCTATGGCCACAATCAACA 217

Ad03A7411 Aradu.A03 7411 p3 (ATT)15 45 21896007 21896051 AAATATTGGAGATTCAAATTTTGTCA AAACATGCGCCTAACCAAAC 238

Ad03A7414 Aradu.A03 7414 p2 (TA)6 12 21902007 21902018 TGTCAATTAACGGGAGTGGA TGTAGCGGTGACTTCTTCACA 246

Ad03A7415 Aradu.A03 7415 p2 (TA)7 14 21902312 21902325 TCGGGTAGCATGATATTAAGTTATGA GTGTCAATGCATCCATCAAA 280

Ad03A7418 Aradu.A03 7418 p2 (AT)7 14 21932805 21932818 TCCCTGTTCGTTGCAGTACA GGCTGGTCCATGTTTTTGTT 186

Ad03A7422 Aradu.A03 7422 p2 (AG)7 14 21952193 21952206 ACACCAAACCTGAATTTCGC GGTTGAATGGTTTCCGCTAA 229

Ad03A7426 Aradu.A03 7426 p3 (AGA)5 15 21980275 21980289 CTCGGAAGTGGAAGCTTTTG CCTTGGCCGAATACACATCT 211

Ad03A7428 Aradu.A03 7428 p2 (TA)9 18 22015057 22015074 TGTTGTTGTGCATGATTGTCT TGCCCATTAATTTCAGCACA 277

Ad03A7431 Aradu.A03 7431 p2 (TA)7 14 22029131 22029144 TTTTGTTCACAATGACAATGC TGCTACCATAGTTATGATGTTTCAA 257

Ad03A7432 Aradu.A03 7432 p2 (AT)7 14 22033686 22033699 GAGCAAGGGTCAATGAGAGC GTTGCTGGCATGTGTGAATC 261

Ad03A7433 Aradu.A03 7433 p4 (TAGT)5 20 22034017 22034036 CATGCCTGCAATCTCTGCTA CACTTTTTGAACCTTTTGGCA 238

Ad03A7434 Aradu.A03 7434 p2 (AT)9 18 22036901 22036918 CCTTTTTCTTACATTATTGCATTTT GAATTGAAGCAAAATTTGTGGA 257

Ad03A7435 Aradu.A03 7435 p2 (TC)7 14 22039950 22039963 GCGTTGCAATAATCTGGTGTT GGCAATTACAGACGGGAAGA 273

Ad03A7437 Aradu.A03 7437 p2 (GA)13 26 22071837 22071862 TTATCGGCTATTTCAACGGC TATGGACGTTTTCTGTCCCC 246

Ad03A7439 Aradu.A03 7439 p2 (AT)7 14 22076830 22076843 ATTGCGTGAATCTCAGGGAC TCTATCTTTTTATGGGTTTAAGTTGC 247

Ad03A7440 Aradu.A03 7440 p3 (AAT)12 36 22084290 22084325 GCTTTTCCGGAGCCTTTTAT TTCCAATCAGGAATACAATTTTTCT 252

Ad03A7441 Aradu.A03 7441 p2 (AT)7 14 22088075 22088088 AGATGTAGGACGAAGCACCG GAGGCGCTACGACCTCTAAA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A7442 Aradu.A03 7442 p2 (TA)8 16 22103285 22103300 TCTTCGCAACTGGATCTTGA TAAGACAGAGGTGGCGAGGT 162

Ad03A7443 Aradu.A03 7443 p4 (TTTA)5 20 22111416 22111435 CCCACATTGCTTGTAATCCC TCCAGCTTACATTGCCATCA 255

Ad03A7445 Aradu.A03 7445 c (ATT)5g(TTA)11 49 22120089 22120137 CTCCCTGAGTTGGGCTAACA TTTTACGAGGCTTTGCCATC 120

Ad03A7450 Aradu.A03 7450 p2 (AG)8 16 22147511 22147526 ATTAAAATTGCCGCCAACAG AATGCCACTGAAGGACAACC 152

Ad03A7453 Aradu.A03 7453 c (ATA)18agagtgttaacgtgagagagaggaagattgagtctctcgttttttaaag(A)10113 22155632 22155744 ACTCTGTTGGTGGGTTCCAA GCCGAAACCTCTCTCTCACT 187

Ad03A7456 Aradu.A03 7456 p2 (GA)20 40 22168555 22168594 AAATTCAATTCCATTCCCCC GCTTTGGAGTGTAGGTCGCT 209

Ad03A7458 Aradu.A03 7458 p2 (CT)7 14 22172340 22172353 CACATGTCCAAACCACCTGA AGAATGTTGGATGGCCAAAG 191

Ad03A7461 Aradu.A03 7461 c* (AT)10(T)10* 29 22183397 22183425 ACCTCACCAACAGACATTCG TGTTGTAGTTCATCCTTGCTTCA 278

Ad03A7462 Aradu.A03 7462 p3 (GTC)5 15 22185332 22185346 TGTCTGAATACAAATTAATGTCACAG GGAGTCATTGCCATCAGCTT 271

Ad03A7471 Aradu.A03 7471 p3 (TAT)10 30 22218858 22218887 GACGAAAATTTGGAAAAGAAAAA GAAACGTAGGATTAATTTGTTGTCG 228

Ad03A7472 Aradu.A03 7472 c (ACG)5aagactcctccctccctccacttctcaagcgcctccccaaggacttcggaggcggtgcctcgatggatt(ACG)10114 22219763 22219876 GGAGGATCTGTACGGGACAA AAGAAGAAGACCGCTCCCTC 227

Ad03A7479 Aradu.A03 7479 p3 (GAA)7 21 22244395 22244415 CATGAGAAGGTAAAACAAGAAGGAA GTGGCTGAGGTGTGATTCG 274

Ad03A7480 Aradu.A03 7480 p2 (TA)8 16 22245680 22245695 TCGAGCTTAACCCACGAAAC TGTTTTTCAGATGCAGGTCG 254

Ad03A7481 Aradu.A03 7481 p3 (ACA)5 15 22253963 22253977 TGGACAATGATGGCGAAATA AATGGCGTTGTTGGATTCAT 202

Ad03A7483 Aradu.A03 7483 p2 (AT)6 12 22258738 22258749 TTGGTAAAGTGGATGGACGG CCAGACTCATACTTGCAACCTT 256

Ad03A7484 Aradu.A03 7484 p3 (TTA)26 78 22262573 22262650 ACATATTGGGATGTGGCGTT CGAACAATCTGTACATTGAGCTA 246

Ad03A7486 Aradu.A03 7486 p2 (TA)7 14 22266390 22266403 TGTGCATGCAACGAATTAAAG CATCCCCCTCTTTGTTGAGA 257

Ad03A7488 Aradu.A03 7488 p3 (AAG)5 15 22275453 22275467 AAAAAGAAGATGGTGATGATGAAA TTTGTTGCAAAATTTCGGTG 176

Ad03A7489 Aradu.A03 7489 p3 (AAG)5 15 22275919 22275933 TTTGAATGCACATGTTTGTAATG TCTTCCTTCTCTTCATCTTCTGC 259

Ad03A7500 Aradu.A03 7500 c (TAA)16tgataataataa(TAG)678 22340142 22340219 CCATTTCTCACCCAGATGGA GACAAATCTTAATCAAGTAGATGAGCA 268

Ad03A7501 Aradu.A03 7501 c (TAT)12ttgtctattacccatttctcgcagtgtcataaaaaaattggtg(T)1089 22347424 22347512 TGTCACTCATTCAAAAACAAATCTT TTACTAGTGCTTGCGAAATGG 208

Ad03A7503 Aradu.A03 7503 p2 (TG)6 12 22354472 22354483 CGAGATATCGCGGAGAGAAG AATTTTAAAGGTTTGGCCCG 208

Ad03A7511 Aradu.A03 7511 p3 (GCT)5 15 22390392 22390406 TGGAGATTTTGGATCTTCGG TCCCAGTTGCAAGCACATAA 255

Ad03A7512 Aradu.A03 7512 p3 (ATT)23 69 22405998 22406066 CACAAATTTTGCTTCGATTCC TTGGTTTATGGAATCACTTTTTGA 174

Ad03A7513 Aradu.A03 7513 p3 (TCA)6 18 22409936 22409953 CCCACTGAGCCATTTTGTTC CGTTCGCTGCTCTTCCTTAC 276

Ad03A7514 Aradu.A03 7514 p2 (GA)14 28 22412376 22412403 GTGTTAGACGGCCAAAGAGG CCAAACCATTGAGAAGCGAT 186

Ad03A7515 Aradu.A03 7515 c (TTG)5tatgttttaatatcaaaaaattatcaaaatatcattatgatttatttaaaaatactttatat(TA)689 22412661 22412749 TAACCAACCCCACCTAGTGC TTCCAATTGCCAAATCTTCC 206

Ad03A7519 Aradu.A03 7519 p3 (AAT)15 45 22419632 22419676 TGGCAATAATTTGGCCTGTT TCGATTTTTGTAGTGTTAGCCC 190

Ad03A7520 Aradu.A03 7520 c (TAT)5tacat(TA)7 34 22419869 22419902 GAGGGCTAACACTACAAAAATCG AACTAAGAGGAAGCGCAAAAA 241

Ad03A7523 Aradu.A03 7523 p3 (TTA)20 60 22430723 22430782 TGACGTGTTGTTGTGTGTTGTT CGGTTTTCATTTTTCGTGCT 214

Ad03A7527 Aradu.A03 7527 p2 (AT)9 18 22454220 22454237 GGGTTGGATGTCACTTCCTT CGAGCTCAATATCCGTCGAT 255

Ad03A7530 Aradu.A03 7530 p6 (CCTCCA)5 30 22459204 22459233 CGTGGTTTCCTTCCTTGAAA GAGGACCGATAGCACGAAGA 218

Ad03A7531 Aradu.A03 7531 c (T)12aaaataaaaaaagagtatatatctatt(A)1049 22462996 22463044 TGAGGATCAAACCTGGACCT AAGATTTGCCATCAGCCAGT 111

Ad03A7532 Aradu.A03 7532 p3 (TTA)11 33 22465483 22465515 GAAGACTGCTGTTGCCATTG TTGACATATCCCCAAGGGAG 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A7533 Aradu.A03 7533 p2 (TA)6 12 22468128 22468139 GGGTATTTTGCCAAACCCTT TGAAACTAATCCCCCTGCTG 254

Ad03A7534 Aradu.A03 7534 p2 (AT)8 16 22472144 22472159 CATTAGGGAGGCCAAAGTGA GCACATCAGTTGTGTGGGTAA 193

Ad03A7537 Aradu.A03 7537 p2 (AT)7 14 22482448 22482461 TGGCAAATTGGCACTTGTAA TGGAATGTGTCAGAGAAGCG 174

Ad03A7538 Aradu.A03 7538 p2 (AG)6 12 22483145 22483156 CACGATGACATGAATCTGGC CTTGACACTCCCTCGACCAT 198

Ad03A7542 Aradu.A03 7542 c (AAT)13a(AAT)5 55 22489268 22489322 AGATGACAATGCATGACGGA CTATCCACGCATTGCACAAA 189

Ad03A7547 Aradu.A03 7547 p2 (AG)18 36 22499730 22499765 ATCTCCTTCCTCGCCATCTT CGCAAGCAAAATTGTATTATGG 268

Ad03A7548 Aradu.A03 7548 p3 (GGT)5 15 22504395 22504409 GGGAACAAGAGCCATCACAT TCGGTAACTAACCGCACCTT 172

Ad03A7551 Aradu.A03 7551 p2 (AG)6 12 22509901 22509912 TTACCTAGATCAGCACGCCC GGCTGTTTTTGCAGAAGAGG 240

Ad03A7558 Aradu.A03 7558 p2 (CT)6 12 22519901 22519912 CCAAATTGCCTTTTTCTCCA ATTGTGGAACACTGAGCGTG 232

Ad03A7559 Aradu.A03 7559 p2 (GT)13 26 22520696 22520721 ATGGTTCTTATGGTGGCTGC TCAAAAATTCCAAATTGCCC 224

Ad03A7562 Aradu.A03 7562 c (GAT)5(GGT)6 33 22532958 22532990 GGGTGGTGGTGGTAGTTCTG TTTCGCTACAAAATGGTCCC 238

Ad03A7563 Aradu.A03 7563 p2 (AT)13 26 22533308 22533333 CCCCTTGCCACTATGCTAAC TTGTTTGGTATCCATGTGAATCT 129

Ad03A7566 Aradu.A03 7566 c (T)10c(T)12 23 22535585 22535607 AACGGCTCATGTTCACAGGT GCCTTGCCAGCAATTTTATT 280

Ad03A7571 Aradu.A03 7571 p5 (AAAAT)5 25 22548977 22549001 CATCCTCCAGAGTGTGCTGA TTGTTGGGAGACAACCCAAT 175

Ad03A7572 Aradu.A03 7572 p2 (AT)6 12 22554376 22554387 CATGTGGTGTTTGGAGTTGC CCTCCAAAACAAACCAGTTACA 228

Ad03A7573 Aradu.A03 7573 p3 (AGC)5 15 22560212 22560226 TCAGTTGTCGTTGCTTGAGG TGCAGAGGAGGAAGTGAAAGA 136

Ad03A7575 Aradu.A03 7575 p3 (AAT)21 63 22562836 22562898 GCAACAAGTGACCAAAATGG GCCCCTGATGTGTTTTCAAT 218

Ad03A7578 Aradu.A03 7578 p3 (ATA)5 15 22569706 22569720 GCCCCCTACTCAGTCGAGTT AGGAAGGTGTGGATGTCTGG 258

Ad03A7579 Aradu.A03 7579 p3 (ATT)7 21 22572277 22572297 GCCGTTCATTATGCCTTGTT CAGTTTTTAACGCGGGTCAT 245

Ad03A7581 Aradu.A03 7581 p2 (AT)7 14 22575366 22575379 CGTATTGAATGAAATAGTTGGTCC AAGTTTGATTTGAAGCATCATTTTT 227

Ad03A7585 Aradu.A03 7585 c (TCC)5tgttctttcttcttctcatttttctttgcgtttctcctc(T)1165 22601371 22601435 TATAAATTGGGCCAAACCCA GCAGCAACAACAACAGTAGCA 211

Ad03A7586 Aradu.A03 7586 p3 (GAA)5 15 22601595 22601609 TGCTACTGTTGTTGTTGCTGC AACACGAAGATATTTGGGGG 252

Ad03A7588 Aradu.A03 7588 p3 (TTA)5 15 22617593 22617607 TGCAGAGTAACTCGCCAACA GACCAACGTACCAAACCCAC 253

Ad03A7589 Aradu.A03 7589 p2 (AT)6 12 22618470 22618481 TGTTCTGCTTTTTGGTTCAGA TTCATTTTTGCTCAACGCTC 238

Ad03A7595 Aradu.A03 7595 p2 (TA)6 12 22633159 22633170 TCCGTCCCATTTCTATTCATC ACGGATTTTTGGACGAAGTG 263

Ad03A7604 Aradu.A03 7604 p3 (ACC)5 15 22650785 22650799 CCTTATGTTGAGGGTCGGAA TTGGTGTTGTTGCTGTTGGT 273

Ad03A7607 Aradu.A03 7607 p2 (CT)7 14 22656644 22656657 CCGGCCAAAAACTAAACAAA CATCAAGGCCAAGGACTTTC 278

Ad03A7609 Aradu.A03 7609 c (CAG)5(TAG)5 30 22662619 22662648 CCATTATCAGTGGGTCAGCA TCACATGAGTCACCCCAGTC 211

Ad03A7611 Aradu.A03 7611 p2 (TA)6 12 22664029 22664040 ATATGTACGGGGCAAATGGA CGTGCTGATAACGTCTTGTGA 257

Ad03A7612 Aradu.A03 7612 p2 (TA)11 22 22669391 22669412 TGTCCATTAACGAGCAATTCA GGGACGGATTTAGAGGGAAG 280

Ad03A7616 Aradu.A03 7616 p2 (AC)6 12 22675932 22675943 TGGTCAAACGGGCTAAAAAC TAGAATTAATGGGTTCGGCG 263

Ad03A7617 Aradu.A03 7617 c (TTA)6tcctctttaggtggaaaacaaaaacccagctactatactctat(TTA)18115 22681990 22682104 CACAACAGAGGGAACCCAAT TTGCTTCTTGGAATTGAGGG 215

Ad03A7620 Aradu.A03 7620 p3 (TTA)5 15 22685478 22685492 CGTTTCATCCACGTCAGCTA CGCGTTCACCCCTAGTTTT 267

Ad03A7622 Aradu.A03 7622 p2 (AG)7 14 22700441 22700454 GGCTGTGAATTGGAACGAAC CACTTTTCAAATGGGGCAAC 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A7623 Aradu.A03 7623 p2 (CT)15 30 22701873 22701902 AGGGCTGCTCTTTTCTCTCC AGAATAAGGGAAGCAGGGGA 277

Ad03A7624 Aradu.A03 7624 p3 (AAG)5 15 22708644 22708658 CCTCCTCATTTTCTGCTGCT TCCTTCTTCTTTTTCCGTGC 206

Ad03A7631 Aradu.A03 7631 p2 (TA)6 12 22733002 22733013 ACCCAAGTTTCACCATTCAA TATGGACTGGACGGTGATTG 266

Ad03A7635 Aradu.A03 7635 p2 (AT)11 22 22746133 22746154 TCAAGTCGTTACAAAATATCAAAATG CCGGGTAAGTGTAAAACGGA 240

Ad03A7639 Aradu.A03 7639 p2 (AC)7 14 22764344 22764357 ACTCGGTAGCAGCCAAAGTG GGCTCTAACACTGGCTCGTC 203

Ad03A7640 Aradu.A03 7640 p2 (GA)7 14 22772340 22772353 TCATAACTAACCCGTTCCGC GAAGCGGAAATGTTGGAGAA 278

Ad03A7641 Aradu.A03 7641 p2 (TA)7 14 22772840 22772853 TGAGTGTGTGACCCACAAAA CAAAATGGGAAATAAGAAACTCTCA 240

Ad03A7642 Aradu.A03 7642 p2 (AT)6 12 22773043 22773054 TGAGAGTTTCTTATTTCCCATTTTG TGGCTAAAAATAATTAGCTACATAACA 134

Ad03A7643 Aradu.A03 7643 p5 (ATGAT)6 30 22774385 22774414 TGCTTCCAACTTGTAAAACGG CGGTCTCTCGGTGATTGATT 174

Ad03A7648 Aradu.A03 7648 p2 (AT)6 12 22785703 22785714 TTTGTGAATCCGATCATGTG CCGATTAAACAAAAATTCGCA 217

Ad03A7649 Aradu.A03 7649 p3 (AAT)13 39 22790959 22790997 AAAACTTCCTTAAAAATTCCATGA TTTGCGAAACTATAGGGACCA 208

Ad03A7651 Aradu.A03 7651 p3 (TAA)5 15 22794258 22794272 CGCGAAACTATAGGGACCAA GCCTTCCTATTATCGATTTGATTC 135

Ad03A7658 Aradu.A03 7658 p2 (TA)9 18 22815391 22815408 GGGGTAGGAATGGGGATAGA GCAGATGGCAGATGACTGAA 202

Ad03A7659 Aradu.A03 7659 p2 (GA)6 12 22817327 22817338 TCACTCATTCATTCACAATCCC GCTTTTCGGTGTCTCACCTC 151

Ad03A7668 Aradu.A03 7668 p3 (TAA)5 15 22870163 22870177 CACTGTCAACTCCCATGTCG GTGTGGGAGCATATGTCGTG 225

Ad03A7673 Aradu.A03 7673 c (T)10caccttctttttgtttttc(T)10cgttatattattctcctcattattatttcattttctttctccatcatcatcatcctctttc(T)12caatgttgttgtttttttcttttttt(A)10148 22873241 22873388 CGAGGTGAGAAATGCTAGACAA CAATAAGAAAGAATTGTACAAAAGCA 259

Ad03A7676 Aradu.A03 7676 p2 (TA)6 12 22876622 22876633 CCGGTGTCCCATTCATACA AATCATCAACAGTGAGGGCA 224

Ad03A7678 Aradu.A03 7678 p3 (TAT)6 18 22877351 22877368 TGCTGCAAACCTTTTTGCTT GAGCCTACTCGCTATGTGCC 140

Ad03A7681 Aradu.A03 7681 p2 (AT)7 14 22880870 22880883 TCCTAAATCAAAACTAGTTACACGTC TCCAATTAATATGATTCGGTTTATT 267

Ad03A7682 Aradu.A03 7682 c (GA)6attcagcaacggaagctaaggtttaatattgacaaagaccttgctgaatagggcttgcattttgtcctagacaaaattgatacccta(T)14113 22882115 22882227 TGCTGCTCTCTGAACCAAGA ATCATACTTCGCCAAAAGGG 265

Ad03A7686 Aradu.A03 7686 p3 (CAA)6 18 22884349 22884366 TGGTCTCTGATGCTGCTTCTT TGGGATTCAGGAAAAACAATG 265

Ad03A7688 Aradu.A03 7688 p3 (CTT)5 15 22888707 22888721 TGCTTCTGAGCTTCTGCTTG ACTGGGTGGCCATTAAGAGA 190

Ad03A7696 Aradu.A03 7696 p2 (AT)6 12 22913928 22913939 GCAAAATTTGGAATCTGGCT AAAAGAGGCAAAAGATGGCA 259

Ad03A7698 Aradu.A03 7698 p2 (TC)20 40 22916468 22916507 CCCTCAGTCGCCATAGTCTC CAAAGGACCAAAACACACGA 280

Ad03A7702 Aradu.A03 7702 p3 (TCT)5 15 22923059 22923073 CCCAGATTGGTCCCTCCTAT CGTTTGCCACCCCTAGTAAT 199

Ad03A7709 Aradu.A03 7709 p4 (AAAT)5 20 22939937 22939956 GGCAATGGCAAATATGCTTTA GGCATGTTCTAGTTTGTCCAGA 259

Ad03A7715 Aradu.A03 7715 p3 (AAT)14 42 22959102 22959143 AAATGCATAACCACAATAAGTTCAA TTTGGATGGAATAAATGAAATCAA 194

Ad03A7720 Aradu.A03 7720 p2 (TA)7 14 22980035 22980048 TCCGATCTAAATATTTTGCCA ATGTAGTGCGTGAAGCTTTTAAT 190

Ad03A7724 Aradu.A03 7724 p2 (TC)8 16 22987925 22987940 GGGTGAGAGAGAGGCAGAGA TCCGAACTCGAAAAAGGAGA 221

Ad03A7728 Aradu.A03 7728 p2 (AT)7 14 23011924 23011937 GCTTTCACTTGTTGAAAAGTATGTTG TTCAAATTCTTCTGATCTTTTCTTCA 273

Ad03A7733 Aradu.A03 7733 p2 (TA)6 12 23022271 23022282 TTATGAAGCGGAGTGGTTCC GGTCGACGTGGTACTCCTGT 132

Ad03A7736 Aradu.A03 7736 p3 (AGA)6 18 23038107 23038124 TTGCCTTCCCTTTCCTCTTT CTTGGCCGAAACATACACCT 192

Ad03A7737 Aradu.A03 7737 p3 (TCT)7 21 23046146 23046166 TACCCTCTCCCCTCTCCCTA TGCCATTGATGGTAGTGGAA 222

Ad03A7740 Aradu.A03 7740 c (TAA)5ttcaaaggggttcagctccttgtgctgccaagaaaattaaattgaaaacttgc(T)1280 23076690 23076769 CTTGGCTGGATACCCTTTGA AAAACTAAAAACCATTGAGAGAAAAGA 173
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Ad03A7746 Aradu.A03 7746 c (TG)9gattgtgattgaatttggttatatatacatatttgattaaaaaaaagtatcttttagtttttc(A)1293 23088468 23088560 AAATTCCTTCTGCGCATCTG GCCTTTGACTCGAAACCGTA 279

Ad03A7747 Aradu.A03 7747 p2 (TA)6 12 23094950 23094961 TGATCTTCCACTAATCAAAAACTGA TGGAATTTAACTTTATGGTGGCA 259

Ad03A7749 Aradu.A03 7749 c (T)10ctacattcgtattagggtattagtgtgactctcataaaaaggttttacttttttctactttcatatttgag(T)1091 23104353 23104443 CCAAAATATCAAATTCGTAAGGC TGGCTTTGTGGTGGTAATGA 244

Ad03A7750 Aradu.A03 7750 p2 (TA)8 16 23113548 23113563 CCGATCGATAACGTAACGAAA CGCTGAGGCATACTGGAGAC 265

Ad03A7751 Aradu.A03 7751 p2 (AG)8 16 23119969 23119984 GGAAGGCATTCATCCATCAT TTGCATTAAAAGGGAATTGAATC 279

Ad03A7752 Aradu.A03 7752 p3 (AAG)5 15 23129693 23129707 CTCGGAGGTTGAAGCTTTTG GGCATTTTACACGCCTCATT 259

Ad03A7753 Aradu.A03 7753 p4 (TAAA)5 20 23132784 23132803 CAGGTTCAGGATCTGCTTCA TCTCCCTCTCTCCTCCTCTTC 261

Ad03A7754 Aradu.A03 7754 p2 (AG)8 16 23132962 23132977 TCCAAACACAAGGGTGAAGA TTTTTCAAAACCACCTAACAACA 274

Ad03A7755 Aradu.A03 7755 p2 (TG)6 12 23137979 23137990 AGGGGAATAAAATCACCCCA GAGGGCTAAGGTAAGGGTGC 245

Ad03A7756 Aradu.A03 7756 p5 (AAGAT)7 35 23155505 23155539 AGGGCAGTTCCCTTGAAGAT TGCTGCTGATCCTTTGTCAC 244

Ad03A7758 Aradu.A03 7758 p3 (TTC)6 18 23179865 23179882 CAACACTACCCCCTCTTCCA TAAAATATTGCTCGCCCTCG 115

Ad03A7761 Aradu.A03 7761 p2 (TA)9 18 23190373 23190390 TGATTTTCAGATGCAGGACG GTGAAGGTAACCGGTTCGAG 264

Ad03A7762 Aradu.A03 7762 p3 (TTA)15 45 23190585 23190629 TAAAAATTCGAACCCTCCCC CAGGTTCAGGATCAGCTTCA 208

Ad03A7763 Aradu.A03 7763 p2 (GT)9 18 23191045 23191062 GCTGGATTTGCTTTCTTGGA CCTACCACATAGAATTTTACGCC 260

Ad03A7764 Aradu.A03 7764 c (T)10cattgatgttttgttttatttggacataaaagaaattcaagaatctttcctaagtgatgctttagttgtataagttatgctctccttttatg(T)10112 23191364 23191475 TGTCATGCTAGGTAAATGTGGAA TGTCCAAATAAAACAAAACATCAA 266

Ad03A7766 Aradu.A03 7766 p6 (AAAAAT)10 60 23205746 23205805 CCGAAAAATAAAATCCGTCC ATAATGGCGCTCAAACATGC 218

Ad03A7773 Aradu.A03 7773 p2 (GA)6 12 23225938 23225949 TGGAAGCAGAAGAGATGGTG CTTGATAACCGTGCGCTGTA 208

Ad03A7774 Aradu.A03 7774 p2 (TA)9 18 23226767 23226784 TTGGCATAAGATACAGTCCAATG TTTAAAATTTAGAAGTTATGCATCTCA 243

Ad03A7775 Aradu.A03 7775 c (AT)7aataaaat(GA)634 23234235 23234268 CATCCGCATGTGATACAAGG TCCTTGCCAAGTTCCCTAGA 250

Ad03A7778 Aradu.A03 7778 p2 (TC)7 14 23245813 23245826 CGGCTAAAGTCAGGTTCTGC GAGTAAGTCGTCAACCGGGA 181

Ad03A7780 Aradu.A03 7780 c (TC)19tt(TC)12 64 23259404 23259467 GGTTCCGCTACCAGTTTTCA CGTCAACCAGGAAGAAGAGC 211

Ad03A7784 Aradu.A03 7784 p2 (GA)6 12 23274014 23274025 TTGTTGGGGTTGGATGAACT CCACAACCTCCGAATTTCTC 114

Ad03A7785 Aradu.A03 7785 p2 (AG)9 18 23274670 23274687 GTTCACACACACGCAGCTTT GACGATGATGGTGACGCTTA 236

Ad03A7786 Aradu.A03 7786 p2 (CA)6 12 23285814 23285825 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277

Ad03A7787 Aradu.A03 7787 p3 (TTG)5 15 23290076 23290090 CAATTTGCGGCACCTTATTT CCCACAGAATCGAAGGAAGA 264

Ad03A7788 Aradu.A03 7788 p2 (CA)6 12 23294049 23294060 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277

Ad03A7792 Aradu.A03 7792 p2 (TA)6 12 23305815 23305826 GGAGAGGAAAATGGAGACCC GACGAGGAGACTTCAGCGAC 275

Ad03A7794 Aradu.A03 7794 p3 (TAT)5 15 23311635 23311649 CAACCCGAATTTTTATGCCA GCGATGAAAGATATTTGATGAAG 277

Ad03A7796 Aradu.A03 7796 p2 (AT)7 14 23313592 23313605 TGATATTCGAGCAATACTTGTGC TTTCAATGGGGGCTTCAATA 117

Ad03A7798 Aradu.A03 7798 p3 (CTT)6 18 23315864 23315881 TTCGCCAATTCTCCACTACC TAAAGGAGGAGGAAGAGGGC 211

Ad03A7799 Aradu.A03 7799 p3 (ATC)6 18 23326482 23326499 CTTGCTGTGTCATCATCGCT GAGGCAATTTTGGTTGCATT 203

Ad03A7801 Aradu.A03 7801 p2 (TC)11 22 23334927 23334948 TCGCAGCAAAAGCTTACTCA AAAGCTCCGCATTCTGAAAA 280

Ad03A7805 Aradu.A03 7805 p2 (TG)16 32 23342719 23342750 TTTTTAATGATTTGGGACCTATAAA GCACAAATGCAAAGATGTGG 270

Ad03A7813 Aradu.A03 7813 p3 (CAA)5 15 23382691 23382705 AGAAGCAGGCAGAACCAGAA CTCCTCGAGGCGATTTGTAG 230
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Ad03A7814 Aradu.A03 7814 p4 (CTTT)6 24 23383059 23383082 CTCCCGATTCTCTTTCTCCC GGGTTAAGTACGATTTTAGCCCT 234

Ad03A7815 Aradu.A03 7815 p2 (TA)8 16 23384266 23384281 TGAAACGTTAAGGACAAAAACG TGACTAATATATAAACTTGCGAAAATG 273

Ad03A7818 Aradu.A03 7818 c (GTT)5ctgctcctgctcctgtttctgtttctgttcctgctcctgtttctacttgattctattgttgatttattattgattca(TTG)10122 23392230 23392351 GGCTTCTACGTCTGCTTCCA AGCAAAAAGCAAAAGCAGGA 262

Ad03A7819 Aradu.A03 7819 c (CTC)5t(TCC)5 31 23394998 23395028 GGTGAAGGGTAGTTCCAGCA TTCCCAGAAGAAGAGCCAGA 267

Ad03A7821 Aradu.A03 7821 c (GAA)5attgag(GA)837 23402029 23402065 CTCGGACTTGGAAGCTTTTG TCCCTATTGGCCGAATACAC 214

Ad03A7824 Aradu.A03 7824 p3 (AAT)8 24 23433165 23433188 ACCCAAAGCTTCAAGCAAAA TGATGAGTTCAAATGGAGCG 195

Ad03A7825 Aradu.A03 7825 c (ATA)6aatagagtaaagtagctggttttttgtttttccacctaaagagg(ATA)680 23433725 23433804 CGTGTCCCTTCTGGTTTTGT TCAGGAGAATCCTCTGCACC 253

Ad03A7827 Aradu.A03 7827 p4 (CTAA)5 20 23440107 23440126 TAATGCATTGCACTGGGAAA ACCATTATTTTAGGATCCCATTT 276

Ad03A7828 Aradu.A03 7828 p2 (CT)11 22 23441029 23441050 TTGCAACTTAAACATCCTTTCG CAACTTCAAATGGAACCGCT 260

Ad03A7832 Aradu.A03 7832 p3 (GAA)5 15 23449825 23449839 GATTGCGACATTTGTCATGG TATCTCCCTCCTTCGTCCCT 222

Ad03A7834 Aradu.A03 7834 p2 (AG)7 14 23452538 23452551 TGATGATGGCAGAATGGAAA TGTCCCTAAATTCGTCCGAG 230

Ad03A7835 Aradu.A03 7835 p3 (TCA)5 15 23453289 23453303 ACGGAAATCATTTTAGGGGC GGAGGAGAAGGAGAAGAAGGA 253

Ad03A7836 Aradu.A03 7836 p3 (CAT)5 15 23453408 23453422 TCGTTTTCGTCGTTGTCATC TCGTGCGATATTGAACTAAGAA 178

Ad03A7837 Aradu.A03 7837 p3 (CTC)5 15 23453650 23453664 TTTGGTGCCAAAATTATTAAACTTC GCATCGAAAAAGATAGCATCA 214

Ad03A7838 Aradu.A03 7838 p2 (AT)6 12 23456591 23456602 TTTTGTGGTGTGTGCATCAA CCTCCTTCGTTATCATCATCG 205

Ad03A7839 Aradu.A03 7839 p3 (TTC)7 21 23461205 23461225 TCTGCTGCTGCGTGATAAAC AAAACGCGAACAGAGGAGAA 123

Ad03A7840 Aradu.A03 7840 p3 (TTC)6 18 23461345 23461362 TTCTCCTCTGTTCGCGTTTT TCAGCATGATTCGTTTCAGA 225

Ad03A7842 Aradu.A03 7842 p4 (TTTA)5 20 23485091 23485110 ATTGCACGGAGGTTAGGTTG AGATGTAAGGCACTGGGACG 195

Ad03A7843 Aradu.A03 7843 p3 (TTG)5 15 23489227 23489241 CTTCTTCTAATTGCCGTGCC TCAACAAGGAATACGGAGCC 226

Ad03A7844 Aradu.A03 7844 p3 (TCA)6 18 23496211 23496228 TCCTCCTCATCTTCTGTTGCT CCCAAAATATCTTTGTGTTACACCT 275

Ad03A7848 Aradu.A03 7848 p3 (TTG)10 30 23505220 23505249 TAGCTGCAGGAGGGAGAAAA TTTTGTTTCGGTGTTGTCCA 269

Ad03A7850 Aradu.A03 7850 p3 (ATC)9 27 23510193 23510219 TTACATTGAGTGCAGGTGGC AGCAGTTCAAGTTGCAGGGT 199

Ad03A7859 Aradu.A03 7859 c (A)10cg(A)10 22 23544607 23544628 TTTTTACCAAGTCAACCCAAAA TTGGTGTCTTGCATGTGTTTC 259

Ad03A7862 Aradu.A03 7862 p2 (TA)6 12 23549441 23549452 CCACCACCAGTAAAATCATGT AATCAGTTACCTCTTGAATTCTACAAA 276

Ad03A7864 Aradu.A03 7864 p3 (CCA)5 15 23552070 23552084 CACCTTCCTCACCTCACCAT TGGTGGTGGTTCTGTTTTGA 246

Ad03A7865 Aradu.A03 7865 p3 (AGA)5 15 23552586 23552600 TCAAGCAACATGCACTTTGAA AGATCTTGGGGGAAGGAATG 262

Ad03A7869 Aradu.A03 7869 p2 (AT)6 12 23567976 23567987 AAGCTCCAGACTCGACTTGC TGGAAGGCACCTCTCTGAGT 250

Ad03A7875 Aradu.A03 7875 p3 (GTC)5 15 23644219 23644233 TGTCTGAATACAAATTAATGTCACAG GGAGTCATTGCCATCAGCTT 271

Ad03A7882 Aradu.A03 7882 p2 (AT)11 22 23704374 23704395 TGATGCTTTGAATTTGTTGAGTTT ACGTTTGGACACAGCAAACA 257

Ad03A7887 Aradu.A03 7887 p2 (AG)6 12 23726819 23726830 CCAATTCGTCAAACAGTACGA CTAGAGCGGATTGCGTTGAT 218

Ad03A7888 Aradu.A03 7888 p2 (AT)8 16 23727175 23727190 TTGACGTCATTCTCTGAGCG CATGTGCTATCATATTCGGCA 186

Ad03A7891 Aradu.A03 7891 p2 (TA)8 16 23740305 23740320 CCAAGCAACACATGAGCTAAC CCACCAATTCTTCCTTCTGC 245

Ad03A7892 Aradu.A03 7892 p2 (TA)6 12 23741417 23741428 GAATGCTTTCACGGCATCTT TCAAATGCAAATCTCCCTCTC 259

Ad03A7894 Aradu.A03 7894 p2 (TA)6 12 23746990 23747001 TTTGATCAGAGTCTCGTGCTG TCAAATGCAAATCTCCCTCTC 204
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Ad03A7899 Aradu.A03 7899 p3 (ATC)5 15 23758268 23758282 AGGTAAAGGCAACACTCCGA TTGTGTGTTGGTTGTGTGGT 225

Ad03A7900 Aradu.A03 7900 p2 (CT)8 16 23759032 23759047 CAATGGCCCCACAAAACTAT CCCATGATTGGGAATGAAAC 268

Ad03A7905 Aradu.A03 7905 p3 (AGG)8 24 23794407 23794430 CCGAGACAAAGTCGAAGAGG AAAGGGTCCAGGAGGCTAAG 146

Ad03A7907 Aradu.A03 7907 p3 (TTA)6 18 23814464 23814481 TCAAGTGGTCTAATTCATCCAAAA TGCTGCAATCAACACATCCT 273

Ad03A7914 Aradu.A03 7914 p2 (AG)6 12 23872246 23872257 ACGGCGACAAAGTGATGAAT TCCGTCACTGTTCACTGCTC 195

Ad03A7916 Aradu.A03 7916 p3 (TTG)6 18 23882883 23882900 GCTGCAAGAGGGAGAAAATG TTTTGTTTCGGTGTTGTCCA 268

Ad03A7919 Aradu.A03 7919 p3 (GAT)5 15 23918098 23918112 AAAAGCAAGAAAGAGAAGAGAAAGAA TGGGAGAAATTTTGGTATCATGT 276

Ad03A7920 Aradu.A03 7920 p2 (TA)13 26 23918422 23918447 CATGATACCAAAATTTCTCCCA CGTCATATTTTAAGACAATTTGTTGC 274

Ad03A7930 Aradu.A03 7930 p3 (AAT)6 18 23943813 23943830 ACCAGCACACACCATTCTTT CCACCTTCCATTTCCGTTTA 279

Ad03A7932 Aradu.A03 7932 p2 (AT)7 14 23944604 23944617 CATCGGACCGGTTTTAAGAAT AACCTGCTCTGAGGCTACCA 264

Ad03A7933 Aradu.A03 7933 p3 (CTC)6 18 23946636 23946653 TTTTTCAGAAATGGCGAAGG ACCTCACCAGAAGAGCCAGA 258

Ad03A7937 Aradu.A03 7937 p3 (AAT)5 15 23974754 23974768 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 196

Ad03A7939 Aradu.A03 7939 p3 (TTA)8 24 23993142 23993165 CGCAACCATCTTAAGGATTTC CGGATCGATACAAGACAAAACA 247

Ad03A7941 Aradu.A03 7941 c (AAT)11atgaccatgatgaatgtttgaataataaagtttcgacaatcatttaatctcgttatataaaacaaatta(AAT)13141 24001346 24001486 CACAAAAGGGGATCTTGCAT TCCATAATACTCCTTCTAAATACGC 227

Ad03A7943 Aradu.A03 7943 p3 (ATT)26 78 24016793 24016870 TGAAGAAAATATTGGCCATTTG TGCACTATTCGCAAGGAAAA 237

Ad03A7944 Aradu.A03 7944 p3 (TAT)6 18 24023183 24023200 TAGATCCGCAGAGTTTGTGC CCAAATGACATGCTTATAGATAATTT 273

Ad03A7946 Aradu.A03 7946 p3 (CTC)6 18 24027784 24027801 TCCGACTTTTATCCAGACGC ATCACAATGGGCTGAGAAGG 262

Ad03A7948 Aradu.A03 7948 p2 (TG)6 12 24042954 24042965 CCGATTCTGATGCAAATTCA CGACTAAGTAGCAGCCGAGG 271

Ad03A7952 Aradu.A03 7952 p3 (GTT)5 15 24057134 24057148 TCGTGACAAGAAGCATCGAC GTTGCAGAGAGAGCCACGAT 280

Ad03A7957 Aradu.A03 7957 p2 (AT)9 18 24105338 24105355 CGGTACCTGACAAACCGAAC CATCATTTTGCACATGGTCC 270

Ad03A7960 Aradu.A03 7960 p3 (TGT)6 18 24112690 24112707 CAATCTGAGGCTCTTCCTCAA GCTCAAACAAACCTTAGAGACCA 254

Ad03A7963 Aradu.A03 7963 p3 (CAT)6 18 24129486 24129503 GAGTTGAGGAAGACGGGACA CCCGAGTTGACTATGCCAAG 240

Ad03A7964 Aradu.A03 7964 p2 (TA)8 16 24133877 24133892 GATGAACTCGTCCCCGTAAA TCAAGCAAGGAATGCACAAG 230

Ad03A7967 Aradu.A03 7967 c (T)15actagaaaaaatctactccttaatatatggtcataataaagtaatataacgtcatacc(A)1083 24158575 24158657 AAAAATTAAATGAAACCCTAAACCC TGAAGCCAATTCCAACCAAT 212

Ad03A7968 Aradu.A03 7968 p3 (ATT)13 39 24159473 24159511 TGAAGGAGCTGTAGATGAAGGA AGCCGTGTCTGCATTACTGA 235

Ad03A7969 Aradu.A03 7969 p2 (GA)6 12 24168974 24168985 TTCACCATCAGTTTGAAACCC CACCACCGAATTGAAGGAAG 277

Ad03A7970 Aradu.A03 7970 p2 (TA)6 12 24176448 24176459 TGAGGAATTGGATTGGAAGG GGTGATCCGTGTGCCTATCT 148

Ad03A7973 Aradu.A03 7973 c (AT)6ag(AC)7 28 24184915 24184942 TGCAAAGTGTTCACACACGA CTGCATTGACTAATCGGCCT 202

Ad03A7974 Aradu.A03 7974 p2 (AT)6 12 24190591 24190602 GGTGTGGTGTGTGTTTGGAT AATCCCTCACGCCAAAATC 262

Ad03A7977 Aradu.A03 7977 p2 (GA)8 16 24224738 24224753 CAGAGGGAGCAACAACAACA AACTGCAAACCCTCTTCCCT 254

Ad03A7983 Aradu.A03 7983 p4 (ATAC)9 36 24260206 24260241 GCTAACCCTGGACAGTCCCT GACACTTTAACGCCCTGGAA 136

Ad03A7984 Aradu.A03 7984 p3 (GAT)5 15 24267207 24267221 AGAGGGTAGAAGGGTTGGGA GGAACAATGCCACTGCATC 276

Ad03A7985 Aradu.A03 7985 p2 (GT)7 14 24273470 24273483 TGTTCTTCCCTCTTGTGCCT CCCTTGGCCCAACTAAACTA 107

Ad03A7988 Aradu.A03 7988 p2 (TA)9 18 24310953 24310970 GGATTTACGTTCAACGGCTC GCTCCAATATGTCCTGTTTGAA 278
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Ad03A7989 Aradu.A03 7989 p3 (ATA)13 39 24312462 24312500 ACTTGTGATGACGAGAGGGG ACATAAATTTGAGGGTGAATTATTTT 263

Ad03A8002 Aradu.A03 8002 p2 (AT)8 16 24360704 24360719 TCTCTGTCATCAGCCACTGC TGTGCTACCCTTTGAATGGA 280

Ad03A8003 Aradu.A03 8003 p3 (TTA)12 36 24361213 24361248 GCTTATTGACATTTGGGCTTG TTGGCTTATCGATCACAAAAA 275

Ad03A8004 Aradu.A03 8004 p3 (TTA)5 15 24361398 24361412 GCTTATTGACATTTGGGCTTG TTGGCTTATCGATCACAAAAA 275

Ad03A8006 Aradu.A03 8006 p3 (ATT)5 15 24363127 24363141 GAAATCATTTTTGGCCGTTG TGAAAGGAAAGGTGGAAGGA 194

Ad03A8008 Aradu.A03 8008 p3 (TTA)16 48 24369087 24369134 CTGTTTGCCACTCTTTGCAT CTAAGATGCGCTTATTGGGG 259

Ad03A8009 Aradu.A03 8009 p2 (TA)9 18 24369548 24369565 TTTGTTAGTGTGCTGTTGTGTTCT TCTAGCCGTGATGAATGCAA 244

Ad03A8012 Aradu.A03 8012 p3 (TCA)5 15 24374471 24374485 GGTACGGTCTTTAGTGCGGA CGGTTTGGAGCCATCTTTTA 254

Ad03A8014 Aradu.A03 8014 c (A)11gaaaaaaagggaatgtcagaaaaaaataaaccagatcaaacttggacgttggttttgtgaagtcaccaagcattctccttgc(ATT)6111 24377883 24377993 CAGATCGAATCGAAAATCAGC CAAGAGAAGGAGATGGCAGC 207

Ad03A8016 Aradu.A03 8016 c (AT)9gtcagattgagttctttcttttacaaaattttttattttgtgtaacaaatatttctgtattttacatagtcaaaactttttg(T)11111 24386442 24386552 TTTTGTGTTTTGTGTTTATGGAAA AAAGACATAAATTTGTGAAGTTGAACA 229

Ad03A8020 Aradu.A03 8020 p3 (TCT)5 15 24410466 24410480 AATTGGCCGAACCTATACCC TTGCCTTCCCTTTTCCTTTT 280

Ad03A8021 Aradu.A03 8021 p2 (GT)6 12 24422910 24422921 AGGGGTAGCTAGGCGTGATT TTTCAAGGTTGTAATGGGGC 145

Ad03A8024 Aradu.A03 8024 p2 (CT)14 28 24456681 24456708 TTGAACATTGACAAATGTACCCA ACGAAGCAAACGTGGTAGTG 169

Ad03A8025 Aradu.A03 8025 p4 (TTGT)8 32 24461626 24461657 GAGTCAACACCACACCACTCA CTGCAACAGTGCAATCACAG 263

Ad03A8026 Aradu.A03 8026 c (A)13gaaagaaagaaa(AAG)540 24463383 24463422 AGAAAAACAAGCCCCTCCAT GCCACTGTAAAAAGCAATTCG 247

Ad03A8029 Aradu.A03 8029 p6 (AAAAAG)5 30 24467203 24467232 TCATATATTGGATTGGATTGTCC CAAAAGGTTGTGGGTTTGAA 280

Ad03A8030 Aradu.A03 8030 p3 (CAG)6 18 24470544 24470561 GCAACAGCAACGTGAAAATC CGTTGCTATCGAGGAGGAAG 124

Ad03A8031 Aradu.A03 8031 p2 (AG)17 34 24470695 24470728 CTTCCTCCTCGATAGCAACG GAAGCCCTTCTCCCTCACTT 161

Ad03A8032 Aradu.A03 8032 p2 (AT)7 14 24472472 24472485 TTGAGAACTTTTTAAATACGTGTTAGG AAGCCCCAACGAAATAAACA 252

Ad03A8038 Aradu.A03 8038 p3 (TCA)8 24 24498770 24498793 GTCCCAGATGCAGATGGAGT GAAAAAGGGACCAACTCGAA 111

Ad03A8040 Aradu.A03 8040 c (T)10g(T)14 25 24507171 24507195 AACACCAATTTCTTGTGCTGG AAAACCCTATGCGTGTTTCA 158

Ad03A8042 Aradu.A03 8042 p2 (TA)8 16 24510056 24510071 TGGCAAGAAAACAATCCTCA TCGACGTTTTTAGTTTGGGAA 168

Ad03A8045 Aradu.A03 8045 p3 (TAT)12 36 24512896 24512931 TTCGATTTGCACGTAATCCT AAATTAGGAATACAGATTGTTTTGTTT 249

Ad03A8046 Aradu.A03 8046 p2 (CT)20 40 24514438 24514477 TTTTGGTGACATGCAAGGAG GCTGGACAACGACAGGAAAT 229

Ad03A8058 Aradu.A03 8058 p3 (CAA)6 18 24550295 24550312 AGTGTGTGAAAAGGGCAACC CTTGATCATTCTGGGGCTGT 183

Ad03A8067 Aradu.A03 8067 p2 (TA)6 12 24601655 24601666 CACTCCGATCGACAACGTAA AGCCGGATCTTGAGTCTTGA 103

Ad03A8068 Aradu.A03 8068 p2 (AT)12 24 24609900 24609923 TGGCACCCATTAAACCCTAA GCCCAAGTGGGAGATTGTTA 241

Ad03A8074 Aradu.A03 8074 p3 (AAG)8 24 24644317 24644340 CATAGCTTCCAGGAATGGGA TTTTGCGACACAGACACCAT 201

Ad03A8075 Aradu.A03 8075 p3 (TAA)5 15 24645103 24645117 CAGGATCCAGAACCTCCAAG CCGAGCCACTGAGTCAGGTA 280

Ad03A8076 Aradu.A03 8076 c (T)12catcgacaatattgaaaaagctcttaagaattatataacttgtatccacatttacattaaatatgattattacctttttaatcttctatatgtttttgtt(TA)9130 24654358 24654487 TCGAGTTGTCAAACACTCTCAAA AAAGACAAGCGCCAGAAAAA 222

Ad03A8078 Aradu.A03 8078 p6 (GTTATT)7 42 24656990 24657031 TCACCGGATTTCAGCATACA CTTGTATGTCGGTGCCAATG 273

Ad03A8080 Aradu.A03 8080 p2 (TA)6 12 24669905 24669916 ACCCGTGCTCACCTCACTAT CGTCACATAAATTTTGGTGTATAACAT 267

Ad03A8093 Aradu.A03 8093 p3 (TCT)5 15 24753752 24753766 TCCGTTGAAAAATGTCAGCA GTATGGCAAAAGAAGACGGC 215

Ad03A8095 Aradu.A03 8095 p2 (AT)8 16 24759315 24759330 CGCATGGTTGAACCTTCTATT GATCGGATTGCGGATATTTG 262
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Ad03A8096 Aradu.A03 8096 p3 (AAT)5 15 24759853 24759867 CTTTGGGCATGTTGGACTTT TTTGATATAACCAATAATCTCGTCCA 186

Ad03A8098 Aradu.A03 8098 p2 (TA)6 12 24761665 24761676 TTTTTCTTACATTATCACATTTTGCTG TTCGTTACATCCTTCCCTCG 208

Ad03A8101 Aradu.A03 8101 p2 (AT)8 16 24774147 24774162 CGGAAGCGAATGTAAAGGTG TGGATCCAGAAAATTTATGTTTGA 277

Ad03A8102 Aradu.A03 8102 c (T)10ctc(T)10 23 24777265 24777287 GCGTGTCTAAGCCTAAACCAA GTCAAAGGGTTGGGAAGGAT 225

Ad03A8105 Aradu.A03 8105 p2 (TA)10 20 24787179 24787198 AACACGCTATGTTGCACAGG GCCACAAGAAGAAGTCCTCG 218

Ad03A8108 Aradu.A03 8108 p2 (GA)8 16 24792544 24792559 CACAATACACACACGCACCA CCTCCTCTCTCATCTCGCAC 159

Ad03A8111 Aradu.A03 8111 p2 (TC)22 44 24816579 24816622 ACCCTCTACCAAGAGGTGGC GGCTTGGAACCATTTGAAGA 268

Ad03A8113 Aradu.A03 8113 p2 (TA)8 16 24817476 24817491 GTAACTCAAAACGCGCAACA AGCCGGATTTTGAGTCTTGA 125

Ad03A8114 Aradu.A03 8114 p2 (GT)6 12 24820374 24820385 TAGAGCTCTCCGCGATGAAT CCCTTGGCCCAATTAAACTA 210

Ad03A8116 Aradu.A03 8116 p3 (TTG)5 15 24847884 24847898 TTGTAGTGGAAGGGAAAGAAAAA CATGGATTATGGGCTGGACT 274

Ad03A8118 Aradu.A03 8118 p3 (AGA)6 18 24864194 24864211 TAAAATATTGCTCGCCCTCG TCTCTTCCCAACTACCCCCT 246

Ad03A8120 Aradu.A03 8120 p2 (TA)8 16 24878359 24878374 CGATCACGAAGACTTGCAGA CTTTAAGCCTCGCTCTCGAA 280

Ad03A8121 Aradu.A03 8121 p2 (CA)6 12 24879847 24879858 TTCTCATCGTCGCTGTTGAC GTCGTCCTCTCCTTCCTTCC 237

Ad03A8123 Aradu.A03 8123 p3 (ATC)6 18 24901801 24901818 ATGCATGCCTGTGCTTATGA CGAATGCTTTCCTTGGGTAG 190

Ad03A8124 Aradu.A03 8124 p3 (TAA)9 27 24904695 24904721 TGGACCAATTTTAGATCCCA AAAAAGTGATGATAATGATATTTCTCG 167

Ad03A8125 Aradu.A03 8125 c (TA)9tttgattacaggatgaacatttctagtattggcaaagctgctctattctcagaaaccaaatcccaagcctattttaaactgc(TA)7114 24908003 24908116 CACGCAAGGGAAGAGAGAAG GTGGCGATGGTTGTAGCAG 279

Ad03A8126 Aradu.A03 8126 p3 (AAT)5 15 24915797 24915811 CCTCTAATTGGCACATGGCT TGGTGACATGCTTGGGATTA 256

Ad03A8129 Aradu.A03 8129 p4 (TATT)6 24 24932152 24932175 ATTCGGATCGGATATGGTCA GTGCTTCGATTTTTATCCGA 246

Ad03A8130 Aradu.A03 8130 c (T)11gaaattttgttatcttttttagataattnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnattcactc(T)13114 24932646 24932759 TTTTTGACACAAAGACTAATCAATCC AAAGCGGATGCGTACAAAAC 243

Ad03A8131 Aradu.A03 8131 p4 (TAAA)5 20 24933987 24934006 CAAAGAAGTCTATGTTCTTAGCCAAA TGTGTTGTTGATTACAAAAGTCAAA 250

Ad03A8134 Aradu.A03 8134 p3 (CTG)6 18 24939465 24939482 ACACATCATCTTGCATGGGA TGTAAAACTCAAGGCGGAGG 252

Ad03A8138 Aradu.A03 8138 p2 (AT)7 14 24955136 24955149 TCTAGCGTGACCCACCTTTT CATATGTGTGCGGACTACCG 280

Ad03A8139 Aradu.A03 8139 p2 (AT)6 12 24968911 24968922 TTCTATCACTCAATGGGGCTG TTGACAATGGAAAGAAAATATAAAACC 203

Ad03A8149 Aradu.A03 8149 c (TA)7ttatttaatttatttttagtttatattttatattttataacttttatttacatctaatattatcatatctcatgcatgatgtatactag(T)10113 25009903 25010015 TTTAAAGTGACGATAATAAAATTTCCA TGGACGAGATTATTGGTTGTATCA 280

Ad03A8151 Aradu.A03 8151 p2 (TA)7 14 25012516 25012529 ACCAACAATAAGGCCACCAG AGATTTCAGGGGCGGTTACT 235

Ad03A8152 Aradu.A03 8152 p3 (AGG)8 24 25019875 25019898 AGAAGGGAGTGGTCGAGACA GCCGACTTGATTTTTACCGA 243

Ad03A8153 Aradu.A03 8153 p3 (TCT)7 21 25035935 25035955 TACCTTGGCCGAACCTACAC TGCCATTGATGGTAGTGGAA 154

Ad03A8155 Aradu.A03 8155 p2 (TA)7 14 25043232 25043245 CCCAAAACACCTAGAAGGCA GCAAAAGCTGTTGAGGAGGA 275

Ad03A8156 Aradu.A03 8156 p3 (TAA)15 45 25044243 25044287 CCAGAACCTGTTATGAGCCAA AAACAATGCCAAAGGGTGAG 243

Ad03A8157 Aradu.A03 8157 c (TTG)7tta(TTG)1054 25047535 25047588 TCATGTAACCGACCCCACTT AAAGCGCCAAATATAAGCCA 151

Ad03A8159 Aradu.A03 8159 p2 (AT)10 20 25049006 25049025 CGATTTGCTTACATAATCAACCTCTA TGGGAGCTCTCAGGAACAGT 226

Ad03A8161 Aradu.A03 8161 p2 (AG)13 26 25065262 25065287 GAGACGTGCAGCCTACTTCC AGTTGACGATAGTGGGTGGC 234

Ad03A8162 Aradu.A03 8162 p2 (TG)6 12 25067400 25067411 TGAAAAGAAAAATCCTACTTGCG ACGGAAATTGCGGTTGATAA 193

Ad03A8163 Aradu.A03 8163 p2 (GT)6 12 25067518 25067529 CGTGCCAATTGGAAAAGTC ACGGAAATTGCGGTTGATAA 120



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A8172 Aradu.A03 8172 c (GAA)5gacgctccatgcgtaaacgagcgtg(AGA)555 25118590 25118644 AACGCGAAAAAGAATGAGGA ACGCACCCAACACACATAAA 196

Ad03A8173 Aradu.A03 8173 p2 (CT)9 18 25119831 25119848 TCGCATGGCCATAAATGAAT GGTTTCGGCCTAAAATAGGG 263

Ad03A8174 Aradu.A03 8174 p2 (TC)6 12 25127757 25127768 GGCAGAAGAGCTACGTCACC ATTATTGCCACGGACAGGAC 218

Ad03A8185 Aradu.A03 8185 p2 (AT)6 12 25193760 25193771 TTCAATAAAACTGCTGGCCC GCGTCAGCTTTCAGATCCAT 233

Ad03A8186 Aradu.A03 8186 p3 (AGG)6 18 25194046 25194063 TTCCTTGCAGCTCCTCATTT GTTTCAGCAAGGAAACTCGC 132

Ad03A8200 Aradu.A03 8200 p3 (AGA)5 15 25232459 25232473 TGAGGCATCTCAGGGATTTC CACACATCCCTCCATCTCCT 279

Ad03A8201 Aradu.A03 8201 p2 (CA)6 12 25240730 25240741 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277

Ad03A8202 Aradu.A03 8202 p2 (AT)10 20 25243051 25243070 TTGTTGACAAACTTGACTAACTGG AAAGAAGGAAAGGGATAAATTGC 250

Ad03A8206 Aradu.A03 8206 p2 (TG)17 34 25258835 25258868 CCACACAGAGCTTTACGCTT CTATCCGTTTACGTGTGCGA 189

Ad03A8208 Aradu.A03 8208 p3 (GGT)5 15 25269470 25269484 ATTGTTGCAAAGGCAAAACC TTCTCCATTCTCCGAACCAC 152

Ad03A8210 Aradu.A03 8210 c (T)13nnnnnnnnnnnnnnnnnnnnnnnnnntgcccccctaccatg(T)1468 25281419 25281486 TGAACCACAAAAGGAGCAAA GGGGGTTGTCTCTGTGAAGA 263

Ad03A8213 Aradu.A03 8213 p3 (CCT)5 15 25298085 25298099 TTCTCCGACTTGTGTGCTTG TCTGGTTCAGGGAAAGATCG 249

Ad03A8215 Aradu.A03 8215 p2 (AT)10 20 25320171 25320190 GAACCATTTCATCGCTGCTT AAGATGTTTTGCGAAATTAATGA 266

Ad03A8216 Aradu.A03 8216 p4 (TTAT)5 20 25337989 25338008 ATCACACGGAGGTTAGGGTG CGACCTGCATCTGAAAAACA 275

Ad03A8217 Aradu.A03 8217 c (A)10ctcttacacttt(TTC)537 25340837 25340873 TGCACCCAAATCCTTTGAA TGAATTTCACAACACCGCAT 164

Ad03A8220 Aradu.A03 8220 p3 (TTA)20 60 25347172 25347231 TTGTTTAGGCGTAGGAGCGT AACTCCCATGTCGTCGAGTC 250

Ad03A8221 Aradu.A03 8221 p3 (ATT)44 132 25347914 25348045 TCATGAGCAGCAGTTTCAGG GCTCATATGCCGGAACCTAA 255

Ad03A8224 Aradu.A03 8224 p2 (AT)6 12 25357801 25357812 CCCCCTACTCAAAACACACA TGATGATGATAAGAACAACAACAAGA 247

Ad03A8226 Aradu.A03 8226 p5 (ATAAT)5 25 25363961 25363985 CCAATTCGGTCCCTATCCTT ACAGATGACGGAAGGACCAC 123

Ad03A8229 Aradu.A03 8229 p2 (CT)7 14 25386691 25386704 CGCAACTTGCTTCATGTATTG AGAGAACACTCGGTGGCCTA 170

Ad03A8234 Aradu.A03 8234 p2 (AG)6 12 25394866 25394877 CAAAAGAGATGAAACACCAAAAA CTTCTCCCCTCTCTTCCACC 245

Ad03A8235 Aradu.A03 8235 p2 (AT)8 16 25395267 25395282 AGAATGAGCGAAAGGGGAAT CATCATTGGCCACCTCTCTT 254

Ad03A8237 Aradu.A03 8237 p3 (AGA)5 15 25398625 25398639 TCAAAATTTCTAAATTGAAACAACA CATATGCCCTGAGCCTATCA 257

Ad03A8242 Aradu.A03 8242 p4 (CTTC)6 24 25407499 25407522 CCCCAACCAAACGAATTATG AGTCAGCTTCGCCCTTATGA 264

Ad03A8243 Aradu.A03 8243 c (T)14gggtcatacaacacact(CA)643 25408247 25408289 TGGCTCACAACTTGAACCAT AGGCATGTGTTGTAGTGGCA 212

Ad03A8245 Aradu.A03 8245 p4 (ATAC)10 40 25414609 25414648 CGAAGATAACCGATTCGAGC GCGAAGATCCTTTGTTCTCG 175

Ad03A8248 Aradu.A03 8248 p2 (AT)10 20 25438327 25438346 GCAACAAAAATCAATGGGCT TCTGATGAAGCATTGCCAAA 126

Ad03A8252 Aradu.A03 8252 p2 (AT)6 12 25458550 25458561 GGGCCAAAGTGACTTGTGAT CGACAATCATTCGAAACCAA 222

Ad03A8253 Aradu.A03 8253 p2 (TA)6 12 25460868 25460879 AATTTTCAACCTGTGCGTCG ATTGGACCAAGAGTCCATGC 196

Ad03A8255 Aradu.A03 8255 c* (TC)6ttttattaa(TCT)7(TC)10*59 25476013 25476071 GGGTGACGGCTAGTGTTTGT ACAATGCAACGCAAAGTGAA 236

Ad03A8261 Aradu.A03 8261 p2 (AT)7 14 25485594 25485607 CAAAAGAATTTTAAGACCGACG TTGTTTATTATTGTGCCCGGT 203

Ad03A8265 Aradu.A03 8265 p2 (AG)7 14 25490157 25490170 CGGTATTCTAATGTTGAATCGGT GGGACACTAACCCCCGTACT 172

Ad03A8267 Aradu.A03 8267 p2 (AT)7 14 25499446 25499459 CAGGCCAAACGTCTGAAAAT GAATTTGCCGCGGTATTAGA 126

Ad03A8271 Aradu.A03 8271 p2 (AT)12 24 25510030 25510053 TTTTTCGACCCCCTATTTGA TTGATGCAGAGACATTCCCA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A8272 Aradu.A03 8272 c (ACT)9(ATT)6 45 25512966 25513010 AGGGTTGTCATCAAGTCCCA CGGGTCTTTGAATTTGCCTA 249

Ad03A8274 Aradu.A03 8274 p2 (AT)6 12 25518306 25518317 AAAAAGAATCAAATTCCAAACAAAA TGTGCCATTGATTTGGTATAAA 235

Ad03A8277 Aradu.A03 8277 c (GGT)5tctgattcttagttctt(ATG)1165 25519314 25519378 GTGTGATGGATGGTGATGGA CCCTTCTTCCCCAAAATCAT 176

Ad03A8278 Aradu.A03 8278 p3 (ATT)6 18 25521165 25521182 AGGTTGAGCGAGTGAGCTTC GCTAAGGCGTTGTTGCTTTC 254

Ad03A8280 Aradu.A03 8280 c (ATT)17gaataataacaataattatcgttattaatattaaattaattatta(AT)8112 25531027 25531138 TGAATCGGTTGAGCAACTAACA TGGACGATTGTAGAAGCAACA 241

Ad03A8289 Aradu.A03 8289 p2 (TA)6 12 25569540 25569551 CGTTTTGGAAAGTTGGGAAA AATGGTGGTTAGGTGGCAAG 252

Ad03A8297 Aradu.A03 8297 p3 (AAG)6 18 25593746 25593763 ACCAGTTCCCCGCTTTAACT GCACAACAACCATAGCCTTG 272

Ad03A8298 Aradu.A03 8298 p2 (TC)6 12 25593982 25593993 GACACAATGGAAAAACAAGTGG TTGCCCCTATCAGATCCAAG 247

Ad03A8303 Aradu.A03 8303 p2 (AT)11 22 25610070 25610091 TTAGGAGCAGTGGTGCACAG GGTCCAACCTTTCTGGTTGA 266

Ad03A8307 Aradu.A03 8307 p2 (AG)9 18 25619148 25619165 TATGGTCATGGTTGTCACGG GTACCAGAAGCGGTAGCGAG 210

Ad03A8309 Aradu.A03 8309 p2 (AC)9 18 25631537 25631554 CAAAATACAGAGCCAACCCC TGGAGACTCATTGAAAGCGA 243

Ad03A8312 Aradu.A03 8312 p3 (GAA)5 15 25651455 25651469 GAACGAAGAACGAAGAACGAA GCTTCTGGAACCCAAGTGAG 177

Ad03A8317 Aradu.A03 8317 p3 (TTA)16 48 25669617 25669664 AGTCTGGCGTTGCAAAATG TTCACCGTCCGTAACAACAA 259

Ad03A8318 Aradu.A03 8318 p2 (TC)24 48 25673245 25673292 AATTTGAACCCTCACCACCA TGCCTGGTTCTACTTGGTCC 217

Ad03A8320 Aradu.A03 8320 p3 (GAT)7 21 25684336 25684356 TAAAAGGGGGTGGTTCAGTG TCAGTGGAAGGAGGAGGAGA 124

Ad03A8323 Aradu.A03 8323 p2 (AC)6 12 25695456 25695467 TGCTTGATAGCTAAGCCAAATC AGGGTTCCTTCCTGATTGCT 261

Ad03A8324 Aradu.A03 8324 p4 (TACA)15 60 25707360 25707419 GAAGCCTTTACCTGCAATCC TTCCCTCACCTTTGTTATCGTT 255

Ad03A8326 Aradu.A03 8326 p2 (AT)7 14 25722140 25722153 TCGCTCACGCAAAATGATAA CACTGCTGAGCGTGTTAGAGA 275

Ad03A8327 Aradu.A03 8327 p5 (GGCGG)5 25 25723481 25723505 TAGCTGGGATTCTGGGACC CACTTGCTCCGGGTTAATGT 238

Ad03A8335 Aradu.A03 8335 p3 (ATC)11 33 25774802 25774834 TCCTTTTGCGGGAATATTGA GCCCAATTAATGATGCCTGT 253

Ad03A8336 Aradu.A03 8336 p2 (AT)6 12 25776679 25776690 TGCCTAATGATACACGTGCC AAAATGGCGATTCAAACCAC 276

Ad03A8337 Aradu.A03 8337 p2 (AT)7 14 25783019 25783032 GCGCAACCCAAAATAGAAAG CTGGCATTCCCAAGACCTTA 280

Ad03A8341 Aradu.A03 8341 p3 (GAT)18 54 25816680 25816733 TGGTGTCATTTACCCAAATTTTC GTATTTGCCGATATCCGTGG 224

Ad03A8344 Aradu.A03 8344 c (ACC)8agaacagaagcctacgcccaacctgaaccatcaccaccaccaccagtatcatcatag(TCA)5ttagaattttttttcaaaattaatctaaatcaacaagaac(CCA)5151 25823498 25823648 TCCCTTTACCCCAAAATCAA TGAATTTGGGTCCTGGTGTT 277

Ad03A8345 Aradu.A03 8345 p3 (AAG)7 21 25823861 25823881 CTACCCCCACCATCATCATC CTTCTTCTTCTGCCCTGCTG 223

Ad03A8346 Aradu.A03 8346 p3 (GAA)5 15 25824613 25824627 AACACAATGAAACATCCAAAACA CCTAGGTTTTACACCACGTCTC 234

Ad03A8353 Aradu.A03 8353 p2 (TG)6 12 25834986 25834997 ATTCGATGCACTGGCTTACC AGCAGCAGCATCACAAACAC 246

Ad03A8354 Aradu.A03 8354 p4 (ATAA)5 20 25840740 25840759 TCGATTGCATATGAGTTTCCA CAAATTTCAGGGGTCATTTTG 241

Ad03A8357 Aradu.A03 8357 p3 (CCT)5 15 25846656 25846670 AAAGGGTCCAGGAGGCTAAG CCGCCATCAAAAGAAGAAGA 217

Ad03A8358 Aradu.A03 8358 p2 (AG)6 12 25858313 25858324 AGAGCTCGAAGAGGGAGCTT CACCCCTTTCCCTTCTCTCT 114

Ad03A8362 Aradu.A03 8362 p3 (TAA)5 15 25879066 25879080 CGGGACAAAAGGTCAAGAAC TATGAACGTAAACCGCGACA 179

Ad03A8369 Aradu.A03 8369 p2 (CT)7 14 25898145 25898158 GAGAACGGACCTCCTCCTTC GGGAGATCGCATAAGCTCAC 240

Ad03A8370 Aradu.A03 8370 p2 (AT)6 12 25902462 25902473 CGGACATATTTGGATGGCTC AACCCTCTCACTTAGGTCCCA 246

Ad03A8373 Aradu.A03 8373 p3 (ATA)20 60 25910488 25910547 CATGCTCAAGGAACGAATCA CAATTTTCTCTTTCTCCTTCTCC 169
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Ad03A8378 Aradu.A03 8378 p4 (ATGT)5 20 25936361 25936380 TTCCTATGGCAAGCGAAGTT CCGGCTGGAGAATATCAAAT 198

Ad03A8379 Aradu.A03 8379 c (CT)7t(TC)21 57 25938103 25938159 AAAAGGAACACATCCGCATC GAGAATGCCCATGAAGGAAA 242

Ad03A8380 Aradu.A03 8380 p3 (GTG)5 15 25939162 25939176 GAGATGGAGATGCGGTTGAT TCCTGCTCCACCTCTCCTTA 168

Ad03A8382 Aradu.A03 8382 p3 (TCC)5 15 25944754 25944768 ATCACCACTACCAAGACCGC GTACTGGTGGAAAGCGAGGA 168

Ad03A8385 Aradu.A03 8385 c (A)15ttgcacatggaaatcgtcatgtctaagcatgcgatgattaaagtaaatggaaaatagttaacac(T)1089 25958533 25958621 ATCTTTCCTCATGAATGCGA TTGGATTACTGACCGATCAAA 240

Ad03A8387 Aradu.A03 8387 p3 (TAA)10 30 25963880 25963909 CGATGGCCAATTCCTTTCT CCCTCTCTCACAAAACCACC 219

Ad03A8388 Aradu.A03 8388 p3 (AAT)6 18 25964584 25964601 AGGAAGGCAAATTGCAAAAA TGCCAAATTTTTGACACAATACA 254

Ad03A8393 Aradu.A03 8393 p3 (CCA)5 15 25991018 25991032 TGTTGCCACGTGTAACGAGT AAGTGAATGCTACCATACCCTCTC 278

Ad03A8397 Aradu.A03 8397 p2 (AT)9 18 26021899 26021916 AAGAGCTAATTGTCTGAAGGTTGAA TTGATAATGGGGGCGAAATA 280

Ad03A8398 Aradu.A03 8398 c (AT)9(AC)6 30 26028254 26028283 CACCGAGGACGGTGTAAACT AAAGCAATTGAGGTGCCCTA 238

Ad03A8399 Aradu.A03 8399 p2 (AT)19 38 26028904 26028941 GTTTGGGAGAGTTGGGAACA TTTGGGACATTTTGTCTCCTTT 244

Ad03A8407 Aradu.A03 8407 c (AAT)6aacaataataataatatttatttaccaaaaaaaagtaagaatagttataattatttt(A)1085 26055564 26055648 TGGTATGACATTTTTGAGAGTCCA GGATTGTCCTAACCATTTGATTTC 192

Ad03A8408 Aradu.A03 8408 p2 (TA)6 12 26055791 26055802 GAAATCAAATGGTTAGGACAATCC TGATATCATGCATTTTCAGCTT 210

Ad03A8409 Aradu.A03 8409 p2 (AT)6 12 26056484 26056495 AAAATTCCTTGGATTTCACAAA GCATGCATTTAGATCATGGAA 200

Ad03A8412 Aradu.A03 8412 p2 (TA)10 20 26065354 26065373 GACGAGAAAAGAACTTGCGG CACGAATATAGAACACGATGCAA 242

Ad03A8416 Aradu.A03 8416 c (A)13tattgggtgttgacataaaaaaagataaaacccaaaaaataaataatgatg(ATA)579 26071051 26071129 TGTGGTATGACATTTTTAGAATCCA GGATTGTCGTAACCATTTGATTT 237

Ad03A8417 Aradu.A03 8417 p2 (TA)6 12 26071342 26071353 TTGAAATCAAATGGTTACGACAA TGATATCATGCATTTTCAGCTT 215

Ad03A8435 Aradu.A03 8435 p2 (TC)20 40 26126934 26126973 CCACAAACAAGCAACAACCA ACCCAAAAGCAAGCATCAAC 139

Ad03A8436 Aradu.A03 8436 p2 (GA)7 14 26132218 26132231 CATGAACATTGGGGTAAGGG CATGTGAAGCTGTCGTGTCC 180

Ad03A8437 Aradu.A03 8437 c (CCA)5acaccaccaccatcagcaccagcaccagcaccagcaccaacaccaacactaataccaacaccaaccacaaccacaactacaaccacaaccaccatca(ACC)5127 26133355 26133481 CGAACCCGTCCCTGATGTAT TGTTTGGTGTTGTTTCCTGC 277

Ad03A8438 Aradu.A03 8438 p3 (CTT)5 15 26134571 26134585 CGTTGGGTCCCATTTGTTAT TCTGGGTAGAGGAGTTGAAGG 107

Ad03A8440 Aradu.A03 8440 p2 (CT)6 12 26137680 26137691 CTACTCTCCCCAATGTCCCA AGGTGGGGTGAGAGGAAGAT 190

Ad03A8442 Aradu.A03 8442 p2 (TC)22 44 26152308 26152351 TCATCGCCCATTTTTCTCTC CCTAACACCTTTATCACCGCA 271

Ad03A8444 Aradu.A03 8444 p3 (TAA)19 57 26155267 26155323 AAAAAGTCGTTTGCTAATAAATACGAA GAATTGGTGTGGACAGTCGTT 273

Ad03A8446 Aradu.A03 8446 p2 (GA)6 12 26160698 26160709 CATGACACATATCCCACCCA TCGAACTGGAAAGGAGGTTG 163

Ad03A8447 Aradu.A03 8447 p5 (TTATC)5 25 26167635 26167659 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 167

Ad03A8448 Aradu.A03 8448 p2 (TA)6 12 26168044 26168055 CGACCCAGGGTATGAACACT ACCTCATGCCGTAAGCAAAG 252

Ad03A8451 Aradu.A03 8451 p3 (GCG)5 15 26179003 26179017 GTTGGTTTTCCTCCTCCTCC ACACCGCCATCCAGTTCTAC 228

Ad03A8452 Aradu.A03 8452 p3 (CCT)5 15 26179288 26179302 CTGTGCAGACCTTGCTGTGT GCGTCATCATCATCACCATC 235

Ad03A8453 Aradu.A03 8453 p3 (TCT)7 21 26179618 26179638 AACGTTTTCTTGGTGGTTGC AACCCGGGAATAAATCCAAG 208

Ad03A8454 Aradu.A03 8454 p3 (TTG)5 15 26179907 26179921 CTGATGCTGTTGCTGACGAT AAGCAGAAGGAGCAGAACCA 236

Ad03A8455 Aradu.A03 8455 p2 (TC)6 12 26180133 26180144 TGGTTCTGCTCCTTCTGCTT AAGTGTGGTGTCCAAGGGAG 241

Ad03A8461 Aradu.A03 8461 p2 (AT)9 18 26230265 26230282 TGTGGTGGCATTGCTTTTAC TTGCTTTTGCCTTTTGGTTT 252

Ad03A8462 Aradu.A03 8462 p2 (AG)6 12 26243855 26243866 TAAGCGAATTGAGCACGATG CTGTCTTCTACCTCGGCGAC 266
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Ad03A8464 Aradu.A03 8464 p2 (CT)6 12 26278733 26278744 GGACAAAGTTGTGAGCCTCC AAGCGAGAAAGTTCCCATGA 143

Ad03A8465 Aradu.A03 8465 p2 (GA)8 16 26282500 26282515 CGATGAGATATGGAGCTAACACA TTGCTCTACCCCTTCCAGTG 272

Ad03A8466 Aradu.A03 8466 p2 (CT)7 14 26288922 26288935 TACCGGCTCATCAACTCACA GATTAGAGGAATTGGCTTGGC 179

Ad03A8467 Aradu.A03 8467 p2 (CT)8 16 26295652 26295667 AAAATTGTGCATTTTTGGGC TTCATCCCCTTTTCAGGATG 134

Ad03A8474 Aradu.A03 8474 p3 (TCT)5 15 26330341 26330355 CATCAACAAGGCGCTAGACA TTGCAAGAATTTGTAAGCCTCA 226

Ad03A8477 Aradu.A03 8477 c (AG)8g(GA)7 31 26342365 26342395 TAGGTGAACCACCATCCCAT AATCCTTCGACGTTTTCCCT 130

Ad03A8478 Aradu.A03 8478 p2 (CA)20 40 26343439 26343478 TCCAAATTCAAAACCAACCA TTGAAATAATTGGGGTGTGG 261

Ad03A8480 Aradu.A03 8480 c (T)10gtagtaatagttttcttatttatgttatttttattgagttcttactaattttctgatcatgcagctattttagaataggaaccggatatttc(A)11113 26370656 26370768 GGCAACCCGATAATTTCGTA TTTCACGCACACATGATTGA 215

Ad03A8485 Aradu.A03 8485 p2 (TC)25 50 26392022 26392071 ACATCAAGTTATGGCTCCCG TTGAGCTCATTTTCCAGCCT 134

Ad03A8486 Aradu.A03 8486 p2 (TA)9 18 26412487 26412504 AACGTCTCTGCCTTTTCCAA GACCTGTGAAATAAAGGCCG 236

Ad03A8487 Aradu.A03 8487 p2 (AT)7 14 26412723 26412736 CGGCCTTTATTTCACAGGTC AAAATGTTGAGGTGCTACAATCTCT 241

Ad03A8488 Aradu.A03 8488 p3 (GAT)5 15 26414701 26414715 ATGGGCCTAATGCAAATCAA CTCCCCGAACCCATACTCTT 242

Ad03A8490 Aradu.A03 8490 p2 (AT)6 12 26420082 26420093 AAGCACTGCACTCTGTGGC AAACCCAAAAGGAACCGAAC 240

Ad03A8495 Aradu.A03 8495 p4 (TAAA)5 20 26440121 26440140 TGTTTTAAGGAGTTCATCATCCAA AAAAACCATAAGAAAAATCTGGTTG 102

Ad03A8499 Aradu.A03 8499 p3 (TCT)5 15 26484437 26484451 TGATGAGCAAAGAGCAGCAC AGGGAGAAACCAGCAATCCT 112

Ad03A8500 Aradu.A03 8500 p3 (AGA)6 18 26491924 26491941 TTAGGTGCCATTGATGGTGA TACCCTCTCCCCTCTCCCTA 226

Ad03A8501 Aradu.A03 8501 p3 (TTA)12 36 26506028 26506063 TGTTCACACACTTTTGTTTCTCA TGCAAATTATTGCTAGTTCAGTGC 162

Ad03A8511 Aradu.A03 8511 p2 (AG)6 12 26557079 26557090 ATGCGAGAGACACAGAAGCA AAAATTAGGGGGTCATTGCC 221

Ad03A8513 Aradu.A03 8513 p3 (TTC)5 15 26560577 26560591 TGCGATTGTTCTTTGTCGAG ACGGCCACGTTTAGATTTTG 244

Ad03A8515 Aradu.A03 8515 c (A)10taaatagaagattgcataacccaattgaaggcagg(A)1055 26566752 26566806 ACGGGTATATGACCCCTTG AAATCGATTCAAGATTTGGTTTATT 244

Ad03A8516 Aradu.A03 8516 p3 (ATA)6 18 26567129 26567146 CCCTATAACGACACAAAGAAAAGAA GGGAGCCACTTAGATAAATACGC 229

Ad03A8518 Aradu.A03 8518 p4 (ATAA)5 20 26578621 26578640 TGTTTGGTGATGCCAAAGAG GGTGGTTGTACTATGCGGGT 166

Ad03A8521 Aradu.A03 8521 c (TG)7aaacatgggtgtaatgcctaggattgaggctgtccaatccacttgac(A)1576 26585245 26585320 ATCCCAGCTGAGACTGGTTG TTTTGTCTAATTTGCATGGAATC 242

Ad03A8522 Aradu.A03 8522 p3 (ATA)11 33 26585739 26585771 AACCCTAGCACTTCCCTTTCA CTACAGCACTTGTCAGGCCA 213

Ad03A8524 Aradu.A03 8524 p3 (ATT)5 15 26592172 26592186 TGCATAATCCTAAACCATAAATCC TCCAAATCTAAAATGCATCAATTC 150

Ad03A8525 Aradu.A03 8525 p2 (CT)6 12 26603394 26603405 CGTTTAACGCCAGAATTGGT TTTTTGGGGAAGAGGTGTTG 171

Ad03A8528 Aradu.A03 8528 p3 (ATA)19 57 26621923 26621979 GCACGTTCTTCTTCCTCGTT CGGTTACAAGAATTCACCCAA 259

Ad03A8530 Aradu.A03 8530 p2 (TA)6 12 26623166 26623177 TGAAGATATTTGCTAATTATTACCGTG CGTACCATAGGTAACCCTGTTGA 198

Ad03A8532 Aradu.A03 8532 c (T)11attttttaagaagaaaccttttgttataagaaatggtgtccctaaaatt(A)1373 26630335 26630407 CGAAGTGGCTGTGCTTCATA TGAAAATTTCCAGGCTATTCA 231

Ad03A8534 Aradu.A03 8534 c (A)14cacaggattctacgttttcacatgcaa(T)1051 26631072 26631122 TGTTTTCTTCCTTTGCTGCTC TGTGAGTGAAATTCTTTTTCGC 210

Ad03A8538 Aradu.A03 8538 p2 (TC)9 18 26637410 26637427 GAGTAGTTACGGGGATGCCA GACAGAGAGAACCGCACACA 277

Ad03A8545 Aradu.A03 8545 p2 (TC)6 12 26682045 26682056 CCCTTGATTTAAGGCAACCA CGCGGTTTTCTTTTTCATGT 248

Ad03A8546 Aradu.A03 8546 p2 (AT)7 14 26713438 26713451 TGGTGTCCTTTGTGTTTTTGTC CGAAAATTTTGGAGGGAAAA 261

Ad03A8547 Aradu.A03 8547 p2 (AT)11 22 26714349 26714370 TTTCGAAAATCCTTACCCCTT AAGGAAGATGATGCGGATTG 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A8556 Aradu.A03 8556 p3 (AGA)5 15 26778629 26778643 ATTTACCTGGGCTTGAGCAG CTCCTCTGTGCCTTCTCACC 241

Ad03A8563 Aradu.A03 8563 p2 (AT)6 12 26796628 26796639 CCAAGCAATTGGTAGAGAAGC TCCTACGGATCAACATGCAA 220

Ad03A8565 Aradu.A03 8565 p2 (GA)6 12 26804874 26804885 GGTTCAAATTTTTGGGTGGA TCGAAAATACCTCCCTCTTTTTC 229

Ad03A8567 Aradu.A03 8567 p3 (TAT)9 27 26820598 26820624 ACCGACTAAATGGCATTGCT CAGCTCCCATTACTAATAAAAATAAAA 274

Ad03A8571 Aradu.A03 8571 p3 (TAT)16 48 26844628 26844675 CTGCATCTCTTTTGCTTTGC TTGTGAATGTGTGGGGCTAA 183

Ad03A8573 Aradu.A03 8573 p2 (AG)6 12 26856356 26856367 CAAGTCAGCCTTTCTACCGC TTGTTATGATTGACGATGGGA 196

Ad03A8577 Aradu.A03 8577 p3 (ATA)5 15 26864835 26864849 TCTCAAACATATGAAACACAGAAAAA AAGATCCACAAATTTTGCTTCAA 156

Ad03A8579 Aradu.A03 8579 c (AC)14(AT)9 46 26867432 26867477 GGTATTGAACACACACACAGCA GCGCTTTAGAGTTGCGATTT 241

Ad03A8582 Aradu.A03 8582 p3 (AAG)5 15 26882509 26882523 AGAGGAAGTGGTGGTGTTGG AGCCGTTACTGCACGTTCTT 110

Ad03A8584 Aradu.A03 8584 c (AG)22ggatataaaggagacaaattgatgcagctgctaaaagcctaaaacttcaatttgcactgccacaacaca(AG)22157 26890587 26890743 GCAGATTTTGCAGAAACAACA TTTATTGAGTGGGGTCCTGC 221

Ad03A8587 Aradu.A03 8587 p2 (TA)9 18 26909794 26909811 TGTATCCCAATCAACATACGC TGCCCTGTGAAAACTTAGGC 251

Ad03A8590 Aradu.A03 8590 p3 (CAT)11 33 26921164 26921196 TGGCTAAGTACGCCAACAAA CCTTGCAAAGTTGTTGTGGA 277

Ad03A8592 Aradu.A03 8592 p3 (ACA)5 15 26923662 26923676 TCATCTCCTATCTCTTCAACAACAA GAAGATGGACAAAGGGCAAA 256

Ad03A8593 Aradu.A03 8593 p3 (TTC)5 15 26927576 26927590 CGGCCTAATGAAATGCAAAT GGAGGTGGGTGGATCCTTAT 261

Ad03A8594 Aradu.A03 8594 p2 (TG)6 12 26929134 26929145 GTCGTTGCATGCTTCTCAAA TCGTTTATGACGAATATCTGGAG 280

Ad03A8598 Aradu.A03 8598 p3 (TTA)8 24 26981895 26981918 AGGAGAGGAGACAGCAGCAG GGTTCGATTCGATTTGTGGT 193

Ad03A8601 Aradu.A03 8601 c (T)12ggactttttcc(A)11tcactttttttttccttcaatttttcctcctaatccgacttgaatacctaatccacctagt(A)10105 26984061 26984165 TCCGCAAAAACTAAGACGCT GAAAAGCACTTGTGGGTCAAA 219

Ad03A8605 Aradu.A03 8605 p2 (GA)12 24 26994486 26994509 GAGCCTCATCAAGTTCCTGC GAAGCATGGAAGGTTTGCTT 219

Ad03A8607 Aradu.A03 8607 p2 (GA)10 20 27000314 27000333 TGTTATAGCGGCAGATGGTG TACCGGCAAGAAGATCCAAC 227

Ad03A8611 Aradu.A03 8611 p3 (ACT)5 15 27010124 27010138 CTTGCAACCACTTCTCCTCC AAGATAGGCAATGCGGTGAC 239

Ad03A8612 Aradu.A03 8612 c (T)10gctagatatgcactttctcattaccttcttctttgcttctatcatttttctcaaccttaattacatctctttcatcttcatcttcatttttga(T)10113 27010391 27010503 TTTTCAGATTTATTTCAACTCCCTC TCTCAATTCAAATCAATATCGTCAA 275

Ad03A8615 Aradu.A03 8615 c (AG)7aaagagagagaggaggagagagagaagggagggggagaaagagcata(AG)6ggaggaagagagggagggagagaaagtgagagagac(AG)7123 27015043 27015165 TCTCTCCCCCTCTTTTCTCC TCCCTCCTTTCTTCTTTCCC 228

Ad03A8616 Aradu.A03 8616 p2 (GA)9 18 27015550 27015567 AAGACAAAGAGAGGGGAAAGG CTCTCTCTCCCTCCCTCCC 232

Ad03A8617 Aradu.A03 8617 p2 (GA)11 22 27015669 27015690 GAGGGGAAGAAAGAGAATGTAAAA CCCTTCTCTCCCTCTCTCTCA 269

Ad03A8618 Aradu.A03 8618 p2 (AG)6 12 27015971 27015982 GGGGAGAGAGAGGGAGAGAA CCAGTTTACAATACAGTGCACCA 274

Ad03A8621 Aradu.A03 8621 p2 (CT)6 12 27025351 27025362 TCTTGTCAAGTACTTAGAGGGCA AGGCTACAGAGTGGGGGAAC 280

Ad03A8623 Aradu.A03 8623 p4 (TTTA)5 20 27039671 27039690 TTCGAATTCCCTCTCTCTCA TCAGGTTCAGGATTGGCTTC 264

Ad03A8630 Aradu.A03 8630 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 27068354 27068407 TGGTTTGTTCTTCGTCGTTG TTTCTCCTCCTCATCTTCTGC 274

Ad03A8631 Aradu.A03 8631 c* (GAA)5gaggaaaacgaggaagaagaacgtgcagaaacgaaataaaaggagaagaagaagagtaagaggaagaagaacgtgcagc(AAG)5aatttcagaaaccatgaaaatcgaaaaaaaacgaa(GAAGAG)8(AGA)7*211 27069183 27069393 AAAAAGAGAAAACAGAGAGAAAAGAC ACTCAAACGGTTCCTCTTCG 263

Ad03A8632 Aradu.A03 8632 p2 (AT)8 16 27069618 27069633 GTATGTGTAGCAGGCCCCAT TCAGCCACCAAAATCAGTCA 196

Ad03A8636 Aradu.A03 8636 p2 (TA)6 12 27075568 27075579 TCGCAGGTCAAAGGAAACTC GACATTAATAATTCGGACAAATCAA 222

Ad03A8641 Aradu.A03 8641 p2 (AT)7 14 27113956 27113969 GTTTGGTTTCTTGCTGCCAT AATCAATGGGTGTATCTTGTTGA 265

Ad03A8642 Aradu.A03 8642 p3 (TTG)8 24 27117019 27117042 AACATCCAGTCAGGAGGGTG TGAACTTATGAATGCTATGTGTATGAA 279

Ad03A8643 Aradu.A03 8643 p2 (AT)9 18 27131059 27131076 ATGGAGAGGCAGGATTGTGT GGTTAACCTGCGTGCTAAGG 192
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Ad03A8644 Aradu.A03 8644 c (AT)7aaaaatatctttaaaaagggatgtttttgacatctttatcgaagtggctcccttacatatattataaacaataatttaaaactaaaagcgagac(T)10118 27145981 27146098 GCGTAAAGCTTAGTATGGTAGGG AGGTCGTGGGTTTAAGTCTCA 274

Ad03A8645 Aradu.A03 8645 p3 (TTA)5 15 27147169 27147183 TTCGTTGAAATAAAGAGGCAATC TTGGAATTAGCCCCTGTTGA 228

Ad03A8649 Aradu.A03 8649 c (A)11tcttcaatgatataaaataaataataaaaacatatttgatttttcaattatagttgg(A)1078 27156255 27156332 TCTCCATTCTTTTAACGGTATTCA AAACTGGACTCCATTACCGTAGA 264

Ad03A8650 Aradu.A03 8650 p2 (TC)6 12 27157215 27157226 TGGCTTAAGAACCGATCGAA ATGGAATGGTGGCTGAGTTC 183

Ad03A8651 Aradu.A03 8651 p2 (TC)10 20 27157497 27157516 GTTCTCTCTCTCCCGGCTTT AGTGCTTACTGGTGGCAAGG 190

Ad03A8653 Aradu.A03 8653 p2 (AT)9 18 27173010 27173027 TTCTCACACCTCTGCCAAGA TCTTCTGCATTTAAATTAGTTACGTTT 149

Ad03A8654 Aradu.A03 8654 p2 (AT)6 12 27174436 27174447 TTGACGACATTCAACTTGGC AGCGTAGTTAATTTGCCGGA 271

Ad03A8657 Aradu.A03 8657 p2 (AG)9 18 27182328 27182345 TGGAACACTAAGAGTTAAAGTAAGCAA TAAGACGAAGGCTGAGGGAA 270

Ad03A8661 Aradu.A03 8661 p3 (CTT)5 15 27215769 27215783 ATGTTGTCGTTGCCCAATTT AACTGTCCAACACCTCTGCC 243

Ad03A8663 Aradu.A03 8663 p2 (AT)6 12 27216886 27216897 CTACCATGTGAACAGGCACG GAGAATAAATGAGTGATGGCTGAA 249

Ad03A8667 Aradu.A03 8667 p3 (TTG)5 15 27238235 27238249 CGCGTGTTTTCTCTCAATCA TCAATTCACAAATGAACCGAA 181

Ad03A8668 Aradu.A03 8668 c (GAA)6ggtgaatttgga(AGG)957 27239156 27239212 CGCAACATTGGGAAAGAAGA CTTATTCCAAATTCGCGCTC 139

Ad03A8669 Aradu.A03 8669 p3 (TTA)5 15 27239425 27239439 GCGCGAATTTGGAATAAGAA CCAACGTATGAACTTTCAGGTG 251

Ad03A8670 Aradu.A03 8670 p3 (CTT)6 18 27241697 27241714 TTGGTTTTCAAAATTTGTTTCA AGAATAAGATGGGGGAGGGA 244

Ad03A8671 Aradu.A03 8671 p3 (ATT)7 21 27242076 27242096 CATGCTAATGGCCGAAGAGT TGCTTCCACCTTGCTTTTCT 244

Ad03A8672 Aradu.A03 8672 p4 (AAAT)5 20 27248495 27248514 TGTTTGGCTATTCATGCACC AAGCCACTTCATGCAATTAAAAA 253

Ad03A8674 Aradu.A03 8674 p3 (CTC)8 24 27255574 27255597 CCTCTCTCTCCGGAGCTTCT TGTTGGTGATGACGATAACGA 201

Ad03A8679 Aradu.A03 8679 c (T)11aaatgttaaagacttacaattatataaatatagtatagattttcacacttcactatttaagattttgttttacaaa(T)1198 27263258 27263355 TTTTAAAATTTACCAACTGAGAGAGAA ATCTTCAACGAATCATCCGC 200

Ad03A8693 Aradu.A03 8693 p3 (AAT)5 15 27331696 27331710 AAAGTTGATTAAGTACACGATCCG CGGATTCTATCTAAATGCAAAAAC 208

Ad03A8696 Aradu.A03 8696 c (A)12cgacaaaaaagcattcttttaaataatttttttattctttgtca(T)1167 27345939 27346005 CCAGCACTGCAAAAACAAAA AGTGGTTGACTGGTTGGTGA 180

Ad03A8697 Aradu.A03 8697 p3 (TTA)6 18 27346412 27346429 TGGAATATGCCACCCACTTT TAAGAGAGATGGCAATGGGG 244

Ad03A8700 Aradu.A03 8700 p2 (AT)8 16 27355541 27355556 GGTGGTACAACTCTCAGGTGG CCTTAGCCGGCCTAAACTTC 268

Ad03A8705 Aradu.A03 8705 p3 (TCT)6 18 27377430 27377447 CCCTCTTTTACCTCCTTGGC CTTGGAGGTGGAAGCTTTTG 222

Ad03A8708 Aradu.A03 8708 c (TAT)5tcaaaaagaaaaaaatggccgaaggacattattatacatataagccactatatatatttattt(TA)6agaaaggaaaatatacatgaaag(TA)11135 27400069 27400203 AATGGAGGTGATTGGTGGAG GTTTAACGCCAAGAATGGGA 244

Ad03A8710 Aradu.A03 8710 p3 (TTC)5 15 27402512 27402526 AGTCAAAGTTCATTCGAGCAA AAGGTTCAAATAAAATGATGGACA 190

Ad03A8714 Aradu.A03 8714 c (T)17gttcttccatacaaattccaacaaaggtaaccatcaatcttcaccc(T)1073 27425939 27426011 GGGTGAAGGATTTATTGCCA CTTTTTGGCATGCTCCCTTA 234

Ad03A8715 Aradu.A03 8715 p2 (CA)6 12 27428438 27428449 GATCCGATTTTGGGGAATTT GGATGGAGTATGGACAGCGT 276

Ad03A8722 Aradu.A03 8722 p3 (CAA)6 18 27453003 27453020 CAGAAGCAACCAAAGCATCA AGAGAGGAATGAAGCCCTCC 270

Ad03A8725 Aradu.A03 8725 p3 (TAA)13 39 27470772 27470810 TCAATTTCTTTGTGTGGGAGAA CAGGGCAACTATCACGTTGTT 258

Ad03A8729 Aradu.A03 8729 c (CT)7ttctttcc(TTCT)5cgtccaac(CT)662 27492286 27492347 TCATTAACACCAAGGACGCA GCGGTGCTTACAGTGACAGA 191

Ad03A8734 Aradu.A03 8734 p2 (CT)19 38 27508742 27508779 TACGCTTGCCAACTTCACAC AACGGTTGCTGCAAAGAACT 150

Ad03A8735 Aradu.A03 8735 p2 (AT)10 20 27511229 27511248 TTCTCCATTATCCGGTCTCG CAGGATCATGCATCATTTGGT 278

Ad03A8741 Aradu.A03 8741 c (GA)7atgggatggacgagcgagagagatgacggcggaagatcgacggcggttgctgcggcggtggggtggagtggatgagtgagaa(AG)7110 27526946 27527055 AGAATGGAAAGGGGAAATGG ACCACCCAAACCCTCTTCTT 271

Ad03A8749 Aradu.A03 8749 p2 (TA)6 12 27556067 27556078 TTTTTACGTCAAATAGAATGTTTAATG AAAGCATTCTTTCCTTGTTAGTTTTT 244
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Ad03A8751 Aradu.A03 8751 p4 (TTTA)5 20 27572169 27572188 TTGTAAATCACCGCACCAAA AAAAAGAACGGACACGAGATTT 250

Ad03A8752 Aradu.A03 8752 p2 (CT)6 12 27580639 27580650 GTTCGCGTCAACCCTATTTC CTTGGTGGTCAGAGGTGGTT 196

Ad03A8754 Aradu.A03 8754 c (A)10gggggatttatgagctgatctagatacaaataaatgtttaagactagaatgttaaatatgcctttcttaagtaggcataattttatatttgattcttcaa(T)10120 27605961 27606080 TTTTAACCCGTTTCTGAATGTG ACGCTTTTGATATAGAAAAGACCTA 244

Ad03A8755 Aradu.A03 8755 p3 (TCT)5 15 27609495 27609509 AACGACAGCGTTTTCCATTC TTTTTGGAGAAACAGTGGTGC 218

Ad03A8757 Aradu.A03 8757 c (A)11cataattgtagtgatattaattcaattttattcatcactttcccacacccaagacatagccaatggttacaactac(A)1198 27611974 27612071 TCCTTATTGAATTTTTAGGTTTAGTCA AGATGAACGTGGGTTGGAAG 244

Ad03A8763 Aradu.A03 8763 c (T)11aatttgactatagatgtc(T)1039 27631008 27631046 GCTTGACAAAATTCACGAGTCT GACAGTGGTATGGATAGTTTTATGGA 279

Ad03A8765 Aradu.A03 8765 p2 (TC)10 20 27633624 27633643 TTTCTGGTGACTTTGACCCC TCCCTTGTGGGTCTCAATCT 231

Ad03A8770 Aradu.A03 8770 p2 (AC)7 14 27648374 27648387 CTTCCAACCAACAACGGAGT ATGAGGTTTGGCCGTAGATG 231

Ad03A8772 Aradu.A03 8772 c (T)10gtgatttttttaaagtaatattggttgataacaaatataatacaaaaaatatatgcttaacgaaaggtcaccaaa(T)1095 27656957 27657051 CCGAGATTGAATTTGGATGTG AACCGATGAATCACTGGTGG 243

Ad03A8773 Aradu.A03 8773 p2 (CT)6 12 27658622 27658633 CTCGGATCCCTCTCTCTCCT ACTGGTGAAGCTTGGAGCTG 258

Ad03A8781 Aradu.A03 8781 c (AG)6ccgaagtagaaagaaagaagc(AG)747 27677686 27677732 ACTGAGCACGCCCATTCTAT CTCTTTGGGGGTTGGAATTT 252

Ad03A8789 Aradu.A03 8789 p2 (TA)11 22 27702740 27702761 AACCGTGTAGCGACTGAACC ACGGAAATGGTCTTCAGCAG 250

Ad03A8794 Aradu.A03 8794 p3 (TTC)5 15 27744288 27744302 TGGACCAGGTCTAAGTTGGG GGAGCTCTTCACAAGGAACG 229

Ad03A8796 Aradu.A03 8796 p3 (AAG)5 15 27750579 27750593 TTCAGCTTTAGGTGCCATCA CTAAATGGCCGCACCTACTC 250

Ad03A8797 Aradu.A03 8797 p2 (AT)7 14 27772390 27772403 TGAGGATGAATGATGGGTGA ACCAAAACCAAACCAAACCA 208

Ad03A8798 Aradu.A03 8798 p2 (AT)10 20 27773429 27773448 GGTCTTGGGAGAAGAGGGTC GACAAAGTAAGGCGCAGTCC 234

Ad03A8799 Aradu.A03 8799 c (T)10gttttcgaaaataataaagcaacaattaaataaaaactaaaactataaaaattaaaggctaaaac(AAAAT)5100 27781249 27781348 TTTCGAAATTATTAGGCAAATTAAA TTATTTCTCGCTCAGACCCC 266

Ad03A8800 Aradu.A03 8800 p2 (TA)12 24 27791301 27791324 GAACCCTCGCATATTCTCCA TCTTCTTGCAGACGGTTTGA 264

Ad03A8801 Aradu.A03 8801 c (TG)6c(T)82 95 27798012 27798106 ACTTTTGGTGGCTTGCTGAT ACAAGCAATGGGAAACAAGG 271

Ad03A8802 Aradu.A03 8802 c (T)10gtgtgtaaaccaccagggtttgg(TCA)651 27815644 27815694 CCAGTCTCTTTTTCCCAGGTT TGAACGATTGGTTGGTTCAA 172

Ad03A8803 Aradu.A03 8803 p3 (CAA)11 33 27817493 27817525 AGCGGCAGTCCAGCAATAAT AGTTCTGCTCTCTTTAGCCGA 280

Ad03A8804 Aradu.A03 8804 p4 (AAAT)5 20 27819823 27819842 TTTGAGAAAGGAAGGGAGGA ATGGCTACCCTCGGACTTTT 270

Ad03A8806 Aradu.A03 8806 p2 (AT)11 22 27821879 27821900 GGAGTGTTTGCGATACGGTT TTTAAAATTTGATGTTGAGACTTGTT 215

Ad03A8811 Aradu.A03 8811 p2 (CT)9 18 27831934 27831951 CGGTAGCTCCGACAGTGATT TATTGCTGGAGATGGAAGGG 274

Ad03A8812 Aradu.A03 8812 p4 (TGTA)5 20 27836451 27836470 CAACCGGAGCTTCATATTGTT CAGCCACAAACATTCATCTCA 280

Ad03A8814 Aradu.A03 8814 p3 (AAT)19 57 27837105 27837161 CTCGCTTCGTCCATCACATA TTTGTGGAAGGGAGAGGATG 234

Ad03A8818 Aradu.A03 8818 c (T)10atgctgcatgcctccttatgtgttctttcctctagtgccaaaacttttaccactagacttgttaattgacatgcttccc(T)11100 27845037 27845136 GGCTGATTTTTGTGTATACCTAGC AACCCATGTCAAGCAACTCC 276

Ad03A8820 Aradu.A03 8820 p2 (AT)8 16 27854231 27854246 GCTTGGCATCCAAGATTCTG TCCAAACCAGCAGCAGTAGA 274

Ad03A8822 Aradu.A03 8822 p2 (GT)8 16 27855927 27855942 CTACATTTGCCGCCTCTGAT CAAATTCATCCAACAAAACAAGA 279

Ad03A8826 Aradu.A03 8826 p2 (AT)7 14 27878007 27878020 ATTGCACGTGTCGTAAGCAG GCTTGGGTACCAGATAGGGA 263

Ad03A8830 Aradu.A03 8830 p2 (TA)12 24 27912428 27912451 TGATTATATGAAGTCAAATGAATGAAC AGACCTATGTGTTGTGCAAAAGT 187

Ad03A8832 Aradu.A03 8832 c (CT)8(CA)8tat(TC)851 27915699 27915749 AACTCCTCGAGCTCCCTCTC GAGATCATCCTGCATCCGTT 205

Ad03A8834 Aradu.A03 8834 p6 (CTACTC)6 36 27926749 27926784 CAAAGCACTTGAACCAAGAGG TGATGCTGATTTTGGAGTGC 278

Ad03A8835 Aradu.A03 8835 p2 (TA)6 12 27927505 27927516 TCCATTCAAATCAAGGCAAA GGTTGCATTGGATTATTCCCT 199
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Ad03A8837 Aradu.A03 8837 c (AG)13ac(GGT)5 43 27930247 27930289 TCGCCGGAGAATAGAAGAAA TCAGCCAGCAATCTTCCTTT 232

Ad03A8844 Aradu.A03 8844 p2 (GA)18 36 27957011 27957046 GCGACGGTGACTAAGTGATG CTCGTCATCGTCGTTGCTAA 248

Ad03A8849 Aradu.A03 8849 p3 (TTG)7 21 27966954 27966974 ATAAAGGGCGAAAGGCAGAG GCATTCTATTGATCAACACACGA 207

Ad03A8851 Aradu.A03 8851 p3 (GAC)5 15 27971715 27971729 GGACATCATCATCGCCTTCT CATCGGTAATTTCGACGGTAA 255

Ad03A8852 Aradu.A03 8852 p3 (ATT)5 15 27974638 27974652 TGAAATTCCCACCAACGATT CAACTCCGCACAACTAACCA 225

Ad03A8853 Aradu.A03 8853 p3 (TCT)6 18 27981311 27981328 CTCTCATATAGCCGACCCCA CAGAAGTGGAAGCTTTTGCC 214

Ad03A8855 Aradu.A03 8855 p3 (ATT)5 15 27993792 27993806 AGAAGGATTGGATGAAGGCA TGCACTGGGTTGTCCAAGTA 269

Ad03A8856 Aradu.A03 8856 p2 (TC)6 12 28004223 28004234 TCGAAAATTTCTCCTTCCTTTTC CCAAACACAAGGGTGAGGAT 226

Ad03A8857 Aradu.A03 8857 p2 (AT)7 14 28012831 28012844 CACAGGGCCTTTTAATTTCG CGCAATTTTGGGCTCAGTA 193

Ad03A8858 Aradu.A03 8858 p3 (AAT)5 15 28013174 28013188 CAAAATTGCGCTGTGAACC TTCTGCACCTACTGCTCCAA 276

Ad03A8860 Aradu.A03 8860 c (T)11ccttctcattctctttcgcgtttgatctcttctctttttt(ATC)566 28015400 28015465 CATGCGTATCTTCTTCTTCCC TCTTTGTTTCCTGTACTCTGTGC 245

Ad03A8868 Aradu.A03 8868 c (A)10caaaacaaaagaaatcagacactagcgcctggagatacggggcagcattatcctctttaattcttcgacttc(T)1193 28035510 28035602 AGGGGCCATAGGTCCAAA ATCGGGAGTTTGAATTCCGT 265

Ad03A8869 Aradu.A03 8869 p2 (CT)6 12 28037502 28037513 TCCCTTGTGAAATGTGAGTGA GCCATCATCAACCTAGCCTT 180

Ad03A8870 Aradu.A03 8870 p2 (CT)7 14 28037967 28037980 GGACTCATCAAGGGTCGAAA TAAAACCGGTTCAACCAAGC 190

Ad03A8876 Aradu.A03 8876 p3 (CCA)5 15 28056191 28056205 TTGTCTTCCCTTCCCCTTTT ACCCACCTCACCCTCTCTCT 252

Ad03A8878 Aradu.A03 8878 p3 (GCT)5 15 28061530 28061544 TGATGAGAATAGTCATTTCTTAGGG CACAGTTCACACCAACCCAA 253

Ad03A8879 Aradu.A03 8879 p2 (TA)8 16 28063239 28063254 TCATGAAAATCAATGGCACA TCAAAGATGTGGATAGGGATAAAA 268

Ad03A8885 Aradu.A03 8885 p3 (ACA)5 15 28076815 28076829 GCAGCAACAACGATAACACC TGATGCATGAGGATTGGAGA 223

Ad03A8886 Aradu.A03 8886 p2 (AG)7 14 28077790 28077803 TCTGGAGTGCGAACACAAAC TTTTCAGCCTAAATGGACGG 156

Ad03A8888 Aradu.A03 8888 p3 (TTA)5 15 28078830 28078844 CCATCCCCAATTTTCCTTTT CACGCTGACTTATTGGAGCA 265

Ad03A8892 Aradu.A03 8892 p2 (GT)7 14 28087104 28087117 GAGACGGTGGATGAACCATT TAGCCAATTTTCGTTGGCAT 248

Ad03A8893 Aradu.A03 8893 p3 (ATT)5 15 28089503 28089517 GACTTCAAAAACGAACTCCATTG TTTGGGTACCGATTTGGTATTT 270

Ad03A8894 Aradu.A03 8894 p3 (AAT)5 15 28089676 28089690 GACTTCAAAAACGAACTCCATTG TTTGGGTACCGATTTGGTATTT 270

Ad03A8896 Aradu.A03 8896 p2 (CT)6 12 28093130 28093141 TAATGGCGCCACTGAACAT GCTGCATCAGCACACAAAAG 211

Ad03A8902 Aradu.A03 8902 p2 (CT)10 20 28112927 28112946 TCATTCTGTGCTCAGTTCCTTC CCTGGTGTTCCTGCTACTCC 231

Ad03A8906 Aradu.A03 8906 p2 (AT)9 18 28122589 28122606 AATGATGTTAAGAGGAATTGTTGC GGGTTGAGCTGGGTTTCATA 167

Ad03A8907 Aradu.A03 8907 p2 (AT)11 22 28129903 28129924 TGCAATTCTCTCTCTCTTTATTTTT TGCTTGTCATCATGGTTCTTTT 224

Ad03A8908 Aradu.A03 8908 p3 (GAA)5 15 28130057 28130071 AAAGAACCATGATGACAAGCAA TGACAACCAAGTCCAATCAAA 184

Ad03A8911 Aradu.A03 8911 c (T)10ccgactttcaaaataccttatctcaagaacct(A)1052 28137147 28137198 TTTTGTCACTATCATTCTTTTGCTT TGGATGCATTCTTTCAATTCC 275

Ad03A8912 Aradu.A03 8912 p3 (GAG)5 15 28143838 28143852 GGAGGAGAAGAAATTCCAATGA ACCATGCTTTTCTTTTCGCA 181

Ad03A8914 Aradu.A03 8914 p3 (TTC)5 15 28147474 28147488 TTGGCCCATCCTCTACTGAC TGCTCACCCCCTAAGTCATC 238

Ad03A8915 Aradu.A03 8915 p2 (CA)6 12 28148077 28148088 CACCACGACTGAATGCAAAC TGACAAGCTTGCTGACAAGG 201

Ad03A8916 Aradu.A03 8916 p2 (AG)6 12 28150277 28150288 AAGAGAAAAGCAACCATGCC ATGCAAATTTCCAATCCTCG 249

Ad03A8919 Aradu.A03 8919 p2 (AT)8 16 28155889 28155904 TTAGAGCGCCAGAGCAAGTT TTATCATTGCATGCGTCCAC 276
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Ad03A8924 Aradu.A03 8924 p2 (AC)6 12 28192956 28192967 CCCAGCTAGGAGTCTTGGTT TTCATTCCAGTAATTTTGGATCATT 247

Ad03A8925 Aradu.A03 8925 p3 (CTA)5 15 28193693 28193707 AAACAAGCACAAGAAACCCG AATTTCATTCCCCAATGCTG 153

Ad03A8930 Aradu.A03 8930 p3 (TTC)6 18 28249604 28249621 ACCCCACCATTCAAAATTCA TCCTCGAGCAAAGGAAGAAA 213

Ad03A8932 Aradu.A03 8932 p2 (TA)10 20 28257488 28257507 CATAGACCAACGCTCTAGCCA TTCCAAAGCATTAGTCTTCCAAA 100

Ad03A8933 Aradu.A03 8933 p2 (AT)10 20 28267184 28267203 TAGCACCAATACGGTTGCAG CGAGCGCCAATCAATCTAGT 182

Ad03A8934 Aradu.A03 8934 p3 (TTA)5 15 28281805 28281819 TTGGCTATTTGATCAATGATGG CTTGCACTATCCGCAAGACA 174

Ad03A8935 Aradu.A03 8935 p5 (ACCAA)6 30 28301351 28301380 AGAAGCCACAACCAGAAGGA GAAAAATCGAACCGAACCAA 209

Ad03A8938 Aradu.A03 8938 p2 (AT)7 14 28329058 28329071 CCCTCATGTTCTCTGTGGCT AAACCATAATCCGATGACTGAA 220

Ad03A8940 Aradu.A03 8940 p2 (AT)6 12 28329904 28329915 CTTTCCCACAAGCAGAGAGG TTAGCGGTGAAGACTGAGCA 139

Ad03A8948 Aradu.A03 8948 p3 (ATA)5 15 28352290 28352304 CGTGCATCTTCATTCTGTCAA ATGAATATCTCCGGCGTTCA 264

Ad03A8950 Aradu.A03 8950 p2 (TA)6 12 28353199 28353210 ATCTTTTCCGCAGAGGATCA TGGTGAAGACTGAGCACACA 141

Ad03A8952 Aradu.A03 8952 c (T)14gaaaaaccgaaaatactttttcttttt(AC)653 28367105 28367157 AGAAGCCTTTAACTCAAAATCGT TTTTCTTTTCAGGACGGACG 258

Ad03A8955 Aradu.A03 8955 p3 (ATA)5 15 28408998 28409012 GCAACAAAATCACGAGCAGA CAGACGTTTTACAATAGGGCG 273

Ad03A8957 Aradu.A03 8957 c* (AT)6(ATG)7* 31 28414998 28415028 TTGATTGACTTTTCCCGACC TCCAGATGCGGTGTTCAGTA 255

Ad03A8958 Aradu.A03 8958 c (A)10g(A)10 21 28416851 28416871 CTCAAGGTGATCATTTGCCA CTCAGACCTGTCACCCCTTC 120

Ad03A8960 Aradu.A03 8960 p6 (TTATCT)7 42 28422665 28422706 CACAATAACCTTGTTTCCTCACA ATCAACAAATGAGCTTCCCA 108

Ad03A8965 Aradu.A03 8965 p2 (TA)7 14 28431097 28431110 ATGTTCTGTTAAGCCGCTGG TTAACCGGTCAGTCCAGTCC 213

Ad03A8969 Aradu.A03 8969 c (TAT)10tg(T)14 46 28438139 28438184 TCCCATTCTAACAAATTGCAG CTCAATTAAGAGGTTGCGGG 259

Ad03A8973 Aradu.A03 8973 p3 (TTG)11 33 28458513 28458545 GGGATTGGTGAAAGATCCAA GGAAACCCCAATTTTTCTTG 273

Ad03A8975 Aradu.A03 8975 p3 (ATT)16 48 28473692 28473739 TGAGTGATTTTTGGTGTTTGTAGA TCCACACCATGTTTCTCTCCT 273

Ad03A8978 Aradu.A03 8978 p2 (TA)7 14 28483007 28483020 GTTTTAACGGGCGGATTCTT TTGATTTTGGGGGTTATCCA 139

Ad03A8982 Aradu.A03 8982 p2 (AT)6 12 28517512 28517523 TATTGCGAAAACACCATCCA GGTATTGTGCAAATGATGCG 179

Ad03A8984 Aradu.A03 8984 p2 (TA)6 12 28522132 28522143 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 270

Ad03A8985 Aradu.A03 8985 p2 (CT)8 16 28522964 28522979 CCATTCAAGGAAGCCTCTCA CAATTGGGCAACATCAATCA 245

Ad03A8986 Aradu.A03 8986 p2 (AT)6 12 28535220 28535231 TCCTAACAAATTCTGTTTTAAATTGAG TTTTGAACACCTACCATACAATTTTT 228

Ad03A8989 Aradu.A03 8989 p3 (ACA)6 18 28537918 28537935 ATGTAAAATGGGAAACGGCA TGGAACGAGGTAGTTGGTCC 187

Ad03A8997 Aradu.A03 8997 p3 (ATT)6 18 28555713 28555730 ACGAGAAAGGGGTTTCGTTT GATGCTCAATTTCTTCCCGA 163

Ad03A9000 Aradu.A03 9000 p4 (ATTT)6 24 28570368 28570391 AATTTCTGCACTACCAGGGA TATGGCCACTTGTTCTGCTT 260

Ad03A9002 Aradu.A03 9002 p5 (GAAAA)5 25 28576422 28576446 TTGCCTCTTGTCATTGGATG AGCATTCGAGCGAATTTGAC 215

Ad03A9003 Aradu.A03 9003 p3 (GAT)5 15 28582319 28582333 AGAGGGACATGTGATGGGAG CGTCTCTATCGACCCCCTCT 239

Ad03A9005 Aradu.A03 9005 p3 (TAT)13 39 28586501 28586539 TTTTTCGCAAAACACATGGA AAATAAATCTCATTTTGAACCCAA 228

Ad03A9006 Aradu.A03 9006 p2 (AT)6 12 28600070 28600081 CAAAGCAGCATCTTCAAGGA GCCACAAACAACAGCTCAAA 264

Ad03A9007 Aradu.A03 9007 p3 (ATA)5 15 28603411 28603425 GACTCTGTTGGTGCTGCAAA TTCGCTGTCCGTGTTATCAA 276

Ad03A9008 Aradu.A03 9008 p3 (TGC)6 18 28607241 28607258 GAGAAACCAACTGAGACCGC ACAGCTGCAACAACAACAGC 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A9009 Aradu.A03 9009 p3 (TGC)6 18 28607475 28607492 CTGCTGTGGTTGTTGTTGCT ACCGCAATTAACCAGTCAGC 187

Ad03A9010 Aradu.A03 9010 p3 (TTG)5 15 28608409 28608423 GGACAACCAAAAGTGATCGG GGTTACAGTTCATGCACCCA 280

Ad03A9012 Aradu.A03 9012 c (CAT)7gattaattctataattcggcagaaagttaataagcagcttttaaacagacattattcactgaacac(A)1198 28614063 28614160 TGAGGCAAGAAAACAAAATGC TGCCCTAGCCACCTTCAATA 274

Ad03A9014 Aradu.A03 9014 c (T)10ctgtttttgactctgtttttaatttctttga(T)1051 28639380 28639430 AAGATGCTCTGTTCTGGCGT GGGAGGCAACCCAATTTTAT 225

Ad03A9016 Aradu.A03 9016 p2 (CT)6 12 28655374 28655385 ACCCTCTTCCTCTCCTCTGC GGAGGGTTAGGTGTCACGAG 254

Ad03A9023 Aradu.A03 9023 p2 (GA)6 12 28683619 28683630 AGGTTATGGAACTTTGGGGG CCACACCAACTTCTGCTTCA 138

Ad03A9024 Aradu.A03 9024 p3 (CTT)5 15 28683834 28683848 TGAAGCAGAAGTTGGTGTGG TGGAGGAGAAGAACGAGAGAA 264

Ad03A9030 Aradu.A03 9030 p4 (TATT)5 20 28690575 28690594 AATTGCCATCCTCTTTGCTG CGTGCTTTGTTCAGAATTGC 220

Ad03A9034 Aradu.A03 9034 p3 (AAG)5 15 28744343 28744357 TTCACCACTTATTTTGGGGC AGTGTGGGAAAGTGGGTTTG 204

Ad03A9039 Aradu.A03 9039 p3 (TAA)19 57 28770211 28770267 TTAAAAGTAACGAGTTCACTACTGGAT TTGATTATTGTTAGATGTCCGACTG 247

Ad03A9046 Aradu.A03 9046 c (T)10ctatttaaataaaaaaaactatttactaatttatgtaaaaggaaaaaaaatcttaatagaagctctaaacaattacttcgaaaacaataaaattatc(A)10117 28797063 28797179 ACGGCGGTACCCAATAATTC TTGCTCTTAATGGATAAATCAATAGTT 279

Ad03A9050 Aradu.A03 9050 p4 (AATA)6 24 28826352 28826375 TCTGAATGCATGATATGAACAGTG ATTGATGCTCAGAGCCTTGG 193

Ad03A9054 Aradu.A03 9054 p3 (CAT)5 15 28837892 28837906 GGGGGATTCATAGGAGCATT TGCAAGAGGTTTTAGAGGACAA 100

Ad03A9055 Aradu.A03 9055 p2 (TA)7 14 28859011 28859024 TTGGTTTGACTAGCCAGCCT GGAATTACAAAACGCGAAGC 140

Ad03A9057 Aradu.A03 9057 p3 (TCT)5 15 28861775 28861789 ATCACAAACCACCGCAAAAT AAGAAACGAACAGGGGAGGT 140

Ad03A9058 Aradu.A03 9058 p2 (TA)9 18 28862422 28862439 GTTGCTTCATTGACCGGTTT TTTCACTCCACATGTCCCAA 129

Ad03A9060 Aradu.A03 9060 p2 (AT)11 22 28865517 28865538 TCCCCGTATTCCTCACAATC CGGCGCTCTCTGTTAGAAGT 189

Ad03A9061 Aradu.A03 9061 c (TAT)6(TGT)15 63 28870793 28870855 TCGTGATTCCTCTTCTGGCT ACCGGTGAAAAACTGGTCAA 235

Ad03A9066 Aradu.A03 9066 p2 (CT)6 12 28920478 28920489 TGGCAAAATAAAGGAATTGACA TGAAGGGGAAATGAACCAAG 225

Ad03A9067 Aradu.A03 9067 p2 (CT)8 16 28924704 28924719 GCGTTGTGAAGTTAGCAGCA ATGGCTGAGTGCCTTGAGTT 278

Ad03A9069 Aradu.A03 9069 c (A)11tggaaatgttataacgtaagttacgtttagtgtgttttaaaatt(A)1065 28939391 28939455 CTGGCTCCAAAAACGTAACC GAAATGGACGTGTGCAAAAA 175

Ad03A9070 Aradu.A03 9070 p2 (AT)8 16 28939737 28939752 CACACGTCCATTTCATAGTGTT GGCGCCCTTTATAAATTGTACT 280

Ad03A9076 Aradu.A03 9076 p3 (ATT)6 18 28961464 28961481 GGGGATTGAGAATGGTACAAAA GCTTAAGCAAGTGTCGGGAG 213

Ad03A9079 Aradu.A03 9079 p2 (AT)6 12 28962286 28962297 AGAGACGGATATTCGCTGACA CTGATCCCCACGAAGAAAAA 228

Ad03A9082 Aradu.A03 9082 p2 (AG)6 12 28976918 28976929 TTATGCTCACCGACAAGCTG TCTCTCGCCTTCTCCAAAAA 219

Ad03A9083 Aradu.A03 9083 p3 (TAT)5 15 28977554 28977568 AACCGGTTCGGCTAGAAAAT CAAAATTTGAGACAACACACACAA 261

Ad03A9085 Aradu.A03 9085 p2 (AT)7 14 28980475 28980488 CTGATGTGGCATCATTAGCAA AAAAATGACATTACTTCATCGTTAAAA 164

Ad03A9086 Aradu.A03 9086 p3 (AAT)16 48 28983556 28983603 TGACAAATGGTTTGAGGCAA AGTGACCGATCCAAGTACCG 117

Ad03A9087 Aradu.A03 9087 p3 (CCT)6 18 28988313 28988330 TTACAAGAAAATGCTGTGCCC CCCCACATTGTTTGAGGAAT 177

Ad03A9089 Aradu.A03 9089 c (CG)9(CA)9(GA)1566 28991107 28991172 AATTGCTACAACACAAAAGGGT AAAATGCAAATGATACCCTCG 250

Ad03A9090 Aradu.A03 9090 c (A)10ctcaacccggcccctgacaattacctcgaaaggacaacgaggcccctatgccaaaaaaaaattaatgttattttttttggcacaggggctaatcagtccc(A)10tatcaggggccggattgggtg(T)11152 28995371 28995522 CCCCTGACAATTACCTCGAA ATCCGGCCCCTAACAATTAC 265

Ad03A9097 Aradu.A03 9097 p2 (AG)23 46 29027023 29027068 CGAAGCTCACAAACGATGAA CGAAAACCAAAATGAAGATCG 211

Ad03A9098 Aradu.A03 9098 p3 (TCA)5 15 29027756 29027770 AAGGTCAATTCACATTCCGC GCTGCGTCGGATACTTCAAT 267

Ad03A9105 Aradu.A03 9105 p2 (CT)7 14 29047525 29047538 TTTTCTTCGATCCATACGCC TCAGGGAAAATTTGAAGTTCTGA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A9107 Aradu.A03 9107 p2 (AT)9 18 29057611 29057628 CGAGGAGAAAATTTGGAACAA TGAAAAAGAAGAACAGAAGAGGG 172

Ad03A9110 Aradu.A03 9110 p3 (AAT)12 36 29062155 29062190 TGCCACTTTTGGTCAGACAT TGTAAGGCATGATGGGGTTT 240

Ad03A9112 Aradu.A03 9112 c (A)10gttactaaacaattttataagcgagatctaacggttatgctttcaactaaaaaatctagtgcaag(A)1287 29083204 29083290 TGACAACTCCATCACTGTCAAA CACTGAATGAAACGTGACCAG 271

Ad03A9114 Aradu.A03 9114 p2 (CT)6 12 29088672 29088683 GCCATTTTCGGATAGAGCAG CCTCATTCCCTCTCACTTGC 279

Ad03A9115 Aradu.A03 9115 p3 (AAT)5 15 29092702 29092716 GCCTGATTCTATTGTTGTAGTTCAAA AGTCCTGACTTATGGACCAACTT 245

Ad03A9117 Aradu.A03 9117 p2 (AC)11 22 29099370 29099391 CGATTTGAGGCTTGTTGGAT CGCAAGTGTTTGGCAGAGTA 260

Ad03A9118 Aradu.A03 9118 p2 (TA)7 14 29112568 29112581 CTTCCTAGGTTGCAGGTTGC CCGGTAGATAATTGTTAGTTTTACACA 231

Ad03A9120 Aradu.A03 9120 p2 (CT)7 14 29113645 29113658 TCATGTTCCATTCAGCTGGT CATTGAAAGTGGAGTGCGTG 221

Ad03A9123 Aradu.A03 9123 p3 (TCT)8 24 29135823 29135846 CAAAATCTCTTTCCCACCCA CCCTCGAGCAAGAGAAGAAA 203

Ad03A9124 Aradu.A03 9124 c (AC)7tcccaattcattcattatttaacaa(AC)8aaaccacctttcaaatccttttcaaatcatttccaactcccaattcattcattatttaacaaacacacacacgcacg(CA)9150 29149909 29150058 ACCCTTCTTAGGTCCCATCC TTGAGGATTGGTTGAGTTGTATG 269

Ad03A9125 Aradu.A03 9125 p2 (TA)9 18 29152880 29152897 TTTTTGGAAAGCAAAGACTCC CGATAAATCATCATCACACACG 278

Ad03A9133 Aradu.A03 9133 p2 (AT)7 14 29159125 29159138 CATCATGCATGGGTTTACCT TTCAAGGGCTGATCTAAGGC 279

Ad03A9140 Aradu.A03 9140 c (AT)8aa(T)11 29 29183266 29183294 CCCATCTCCATTTCCAACAC TGCTTTCAACTCTCAACTTTCAA 250

Ad03A9141 Aradu.A03 9141 p2 (AG)6 12 29184523 29184534 AAGCCAGAAAACATGCAGAGA CATGAATGGTTCATAAGCCAAA 253

Ad03A9142 Aradu.A03 9142 p2 (AT)10 20 29192977 29192996 TGGAATGAATTGAGCATTGG ACCACGAACCCCACATACAT 205

Ad03A9146 Aradu.A03 9146 p3 (AAT)5 15 29205363 29205377 ATACATGGCCGCTTAGATCG GAGCTGAGGCAACATGTGAA 182

Ad03A9147 Aradu.A03 9147 p2 (TA)6 12 29206486 29206497 CCGGAATCTCAAAAGAAATCC TTTTCTAGATCGCTGTCATTACG 241

Ad03A9149 Aradu.A03 9149 p2 (GA)6 12 29210333 29210344 GCATACCTTGAGTACCCCCA TTAACCCATTGCTTTCCTGC 219

Ad03A9150 Aradu.A03 9150 p3 (TGA)5 15 29212440 29212454 TGGTTTCTGTTCTTTTGTTGTTG CCCCCTTCTTCTCCAAAATC 278

Ad03A9156 Aradu.A03 9156 p2 (AC)6 12 29225934 29225945 ACCGGATCACTTGTCTCCAG CGCCATTTAATCGTGTTGTG 161

Ad03A9158 Aradu.A03 9158 p3 (TAA)5 15 29232094 29232108 ACATGGAAAATGTGCAGCCT TCTGGTTGTGCTCTCACCTG 162

Ad03A9161 Aradu.A03 9161 p5 (GATCG)5 25 29236955 29236979 TGAGGTTACGGGTTCGAGTC CAAATGTGTGGATTGGATCG 250

Ad03A9162 Aradu.A03 9162 p2 (AT)6 12 29237534 29237545 CGAATTCGGATAAATACCGC TTATTCAAAAGAATGGATGTACTGA 222

Ad03A9164 Aradu.A03 9164 p4 (TATC)5 20 29250073 29250092 AGCAAATGACTACACTACCATACAA TTAGAAGCATGCCACGTCAG 234

Ad03A9174 Aradu.A03 9174 p2 (AT)11 22 29270041 29270062 GAGCTGATTTTATTTGATGGGA TTTGAATGGGAAAGGAGACAA 275

Ad03A9175 Aradu.A03 9175 p3 (TTA)8 24 29272436 29272459 TCATGTGTTTTCACCTTCTAAAAA TCTCCCATGTAGATGCTACAAAAA 228

Ad03A9188 Aradu.A03 9188 p2 (TA)6 12 29336591 29336602 GCGGGTTCGAGTCTCCTATT TCAGAGTCTCGTACTTATGACGTGT 245

Ad03A9189 Aradu.A03 9189 p3 (AAT)5 15 29337899 29337913 TGGGTTTGTTAAAGTACTCATGTAAA GGTCCGATTTTCAGAACCAT 279

Ad03A9193 Aradu.A03 9193 p3 (GAG)6 18 29359168 29359185 CAGCTGAGAGGAAACCGAAG AGATGGCGAAGACAAATGCT 173

Ad03A9196 Aradu.A03 9196 p3 (AAT)5 15 29378373 29378387 TGGACCCAACAAGCTAGAGG AGTGAAATCTTGCCAATCCG 251

Ad03A9197 Aradu.A03 9197 p2 (AC)7 14 29381787 29381800 CCTTGCTGCACAATTGGTTA ATCTTGGCAAAGTCCCAGTG 249

Ad03A9198 Aradu.A03 9198 p3 (TTA)5 15 29382143 29382157 CATTATCCGCATGGGACTCT AGCTTCCCTCTCACCCTTTC 236

Ad03A9204 Aradu.A03 9204 p3 (AGG)5 15 29399685 29399699 GTATCCGACCCTTTTGGGTT AGCTGGAGGGTGGGTTATCT 214

Ad03A9205 Aradu.A03 9205 c (TA)6(TG)21 54 29406981 29407034 CAAATTGGTTACGTCAAGCCT TCATGCACGATGAAGAATCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A9211 Aradu.A03 9211 p2 (AG)7 14 29429662 29429675 GGGGAAAATCAAAAGGGAAA GGAGTTTGGCAGCTTCTCAC 241

Ad03A9212 Aradu.A03 9212 p2 (CT)6 12 29433610 29433621 AGAGCCTGCAGGAGTTTGAA TCCGCAAAGAGAAGAAGATCA 280

Ad03A9214 Aradu.A03 9214 p2 (TA)7 14 29436928 29436941 GGGGAAATAAATTGGACAACAA AAGACATTGCTGTTAAGCCACT 253

Ad03A9216 Aradu.A03 9216 p2 (GA)17 34 29438146 29438179 AATTTTTCTCGCGGGGATAG AGGGGGTGGCTACAGAGAGT 266

Ad03A9218 Aradu.A03 9218 p3 (ATT)5 15 29468292 29468306 CCGTAAGGAGCTAACCGTCA ACATGCTCTCCAGGGTGTTC 203

Ad03A9219 Aradu.A03 9219 p2 (CT)6 12 29493047 29493058 TTCGGACCCCCTCTCTCTAT GAAGGGTGAGGTAGAGAATTCAAA 226

Ad03A9222 Aradu.A03 9222 p2 (GC)6 12 29527366 29527377 AGACTCCTAAAACCGCTGGG CCCATATGTTTCTTCGCGTT 126

Ad03A9223 Aradu.A03 9223 p3 (AGA)6 18 29571301 29571318 CGGCCTTAGGTGTCATTGAT TTGGCCAAAACCTACACTCC 158

Ad03A9225 Aradu.A03 9225 c (CT)12g(TC)8 41 29599911 29599951 TCATCATCAAGCAATTCATGC AAGCCAAACAAATATCCAAGC 270

Ad03A9227 Aradu.A03 9227 p4 (CTTT)5 20 29603892 29603911 TTGGAAGTCATATACACTCAAGCA TCCTTCATTGTTACGCACGA 235

Ad03A9228 Aradu.A03 9228 p2 (CT)6 12 29606840 29606851 AAATGGAACATTGAACTTGGAAA CGCGATCTGCAGAATTAACA 267

Ad03A9229 Aradu.A03 9229 p2 (AC)7 14 29608016 29608029 ATGCATGTATGGCCAAGTGA CAACGAGACAAAATTACCCCA 225

Ad03A9232 Aradu.A03 9232 c (T)13atttgttgtctttaatcaatagctgtccatttgtacaggttttcgttaccatctttcagttccacgttcgctctt(TC)8104 29619615 29619718 TGAAGGACTAGGAGAGAGGGAA CAGAGATCACGGTCCAAAGG 260

Ad03A9241 Aradu.A03 9241 p2 (TA)6 12 29647453 29647464 ATCCGAAAGGATGTGTCGAG CCCACAGCAAGTAAAGCACA 188

Ad03A9242 Aradu.A03 9242 c* (AAT)9(AATA)7* 52 29647877 29647928 TTTGGGACAGCAATTCCATT AGCTTAACGCGCTGTCTCTC 218

Ad03A9243 Aradu.A03 9243 p2 (TC)9 18 29656377 29656394 CCAGGAGCAACTTGGAAGAG TCCGTATTAACTGGGCCATC 262

Ad03A9247 Aradu.A03 9247 p3 (AAG)5 15 29684453 29684467 CCTCGAAGAAACAGAGACGG CGGTGTCACCCAACTTCTTT 258

Ad03A9249 Aradu.A03 9249 p2 (AT)12 24 29688047 29688070 TGAATCAGAAAGCCAAAGCA AGACATGGAGATGCACCAAA 221

Ad03A9251 Aradu.A03 9251 p2 (TC)11 22 29692304 29692325 CTTGAGCGCTGGAAGTAACC CGGAATCCAAGAAAGGAACA 222

Ad03A9255 Aradu.A03 9255 p2 (TA)7 14 29715980 29715993 CAAGAGTTCCTCCCACCAAA GCTTTGAGGGAATAGGCACA 223

Ad03A9257 Aradu.A03 9257 c (CA)34(TA)6 80 29737406 29737485 GCATGCATACATACGATACCAA CAAGAAGTGGACGAGGAAGC 277

Ad03A9258 Aradu.A03 9258 p3 (ATT)12 36 29755468 29755503 AGCAAAAATTCATGTGAGCAT CACATGTAAAATGGTGAAAAAGGA 272

Ad03A9259 Aradu.A03 9259 c (TC)8tt(TC)9 36 29757677 29757712 TGGATGAGGGAAAGGTTTGA CTAAAGGCCGAATCATCCAA 249

Ad03A9260 Aradu.A03 9260 p5 (TTTCC)5 25 29760056 29760080 AACAAGGTCGCATCTGCTCT GGCGAGAGAATAATGTGAGGA 186

Ad03A9261 Aradu.A03 9261 p3 (ATA)5 15 29761546 29761560 TAGCTCGGCCAAGAGAAAAA GAGTCCGACTTTTGCCGATA 261

Ad03A9263 Aradu.A03 9263 p3 (CAT)5 15 29769121 29769135 ATGGCTGATGGTTAACTCCG TGCAATTGAGCGTACCATGT 243

Ad03A9266 Aradu.A03 9266 c (A)11gaaattcagcgtataaaagctgtctcctcagatccattccctcacacaaaccctaacggcgtaacccacaacctcc(CT)9105 29783406 29783510 TAGCTGGTCCGGGTAATGTC AGTTCAACGACGGTAGAGGC 279

Ad03A9268 Aradu.A03 9268 p2 (TA)17 34 29792634 29792667 GACCTAAACTCCATGGGCTG CATGCCGTAAAGCAAAGGAT 279

Ad03A9269 Aradu.A03 9269 p2 (AT)15 30 29799061 29799090 GCATTGCTCGGCTTAGAGTT GGATTGGGGATCTACAATGAA 278

Ad03A9270 Aradu.A03 9270 c (A)10caaaaaaaagaaag(A)1135 29808486 29808520 ATCACATGTGCATTGATCTTTT AAGTGTGGGAAAACTGTGGG 257

Ad03A9271 Aradu.A03 9271 p3 (AGA)6 18 29812793 29812810 GGTCTTGATGGGTTTGGAGA TCCTTCTTGGCCGAATACAC 256

Ad03A9272 Aradu.A03 9272 c (T)10ctcgttttcgtcgttgtcatcacttccgccgcctcctcctccttccttttcatttgaatttcttctcctcttttttttcctcgtccatcatt(ATC)5117 29825399 29825515 TTCCTCTTCCGTACATCGCT CTCTTCCTCTTTCTCCTCCG 280

Ad03A9273 Aradu.A03 9273 c (ATC)5(T)13 28 29826135 29826162 TCAAAACTCCTCATTCCATTCTT CCGCACTTCTTTGCATTTTT 280

Ad03A9279 Aradu.A03 9279 p4 (AAAT)7 28 29891178 29891205 TGGCTCTTGAAAGAATGATGG GCCCAAAGCACTCTGTCTTC 277
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Ad03A9283 Aradu.A03 9283 p2 (AG)6 12 29927992 29928003 GGGGTGATTTTAGGGCTGTT CCTAATCCTAAAAGAAATCCTAATTCC 200

Ad03A9285 Aradu.A03 9285 p2 (AG)7 14 29953327 29953340 CTGCGAGATGCTGTGAGAAG GGGCTAAATTCAAAATGCGA 105

Ad03A9288 Aradu.A03 9288 p4 (CTAA)6 24 29974324 29974347 TTCTTTAATATGTTGATAGACAGCCA CCTTTTCGACATCCGTGAAG 276

Ad03A9297 Aradu.A03 9297 p2 (TA)7 14 30025995 30026008 TTGTAACAACCCAATTCCCAA CTAGTTCGGGTGCCAGCTTA 280

Ad03A9300 Aradu.A03 9300 p3 (AGA)5 15 30038329 30038343 CCGAAATTTGGGAAAAAGAA TCCATAGCGACTCCTCCACT 203

Ad03A9303 Aradu.A03 9303 p3 (CTT)6 18 30047245 30047262 CTGCTGGAGGACAAGGTAGG TCCATTTTTCCCACGAAGAC 262

Ad03A9306 Aradu.A03 9306 p3 (TAT)6 18 30063274 30063291 AGATTTCCATCTTGATGCCG TAATCGACAAATCACCGTGC 215

Ad03A9307 Aradu.A03 9307 p2 (TA)9 18 30063661 30063678 CTATGGCCATCAGAAAATGC CGGAGATCAGAGAGGTTGCT 268

Ad03A9308 Aradu.A03 9308 p3 (GGT)6 18 30063822 30063839 CCATCAGAAAATGCACCCTT TGCACACACTCACTCACTCG 280

Ad03A9309 Aradu.A03 9309 p2 (TC)8 16 30064016 30064031 GTGTGCAAAACATTCATGCC TTTTCAGTGCACATATAACAAATTCA 190

Ad03A9310 Aradu.A03 9310 p3 (TCT)7 21 30066294 30066314 ATGCTCAAGGGAAAGCAGAA ATCCAAGAACGGGACAAGTG 274

Ad03A9311 Aradu.A03 9311 p2 (TA)6 12 30066457 30066468 CACTTGTCCCGTTCTTGGAT AAGGTCGTCAAGGATGATGG 266

Ad03A9312 Aradu.A03 9312 p3 (CTC)6 18 30066641 30066658 CCATCATCCTTGACGACCTT TGCTGCATCATGTGGATTTT 148

Ad03A9313 Aradu.A03 9313 c (T)11c(T)11 23 30067950 30067972 ATAACAGACCCCATTTGGCA CCAACTTGATGTATGTGCCG 171

Ad03A9315 Aradu.A03 9315 p2 (AT)9 18 30069531 30069548 ACCGAAAGAGCACATTCACC AACGTCCAACCACACTCACA 280

Ad03A9316 Aradu.A03 9316 p2 (GA)24 48 30070232 30070279 GAGAAGGAGGGAACCCAAGT CGCACCTTTATTCCCAACAG 280

Ad03A9321 Aradu.A03 9321 p2 (TA)14 28 30105872 30105899 TGGTGTGTGTTTGGGAAGAA TGATGAGGAGAGGAAGCCAC 123

Ad03A9326 Aradu.A03 9326 p3 (AGA)6 18 30132877 30132894 CTCCCATGACTCAGAGGTGG CACATCCATCCATCCTTTCC 258

Ad03A9331 Aradu.A03 9331 p3 (TCC)5 15 30174405 30174419 ACCCCACCACTGAATGTAGC CTTTGATGAGGGAGGCTCTG 276

Ad03A9335 Aradu.A03 9335 p2 (CT)6 12 30212528 30212539 CATGCAAGAGGAAATGGGTT CCAAGCCCGAGTTGATTTTA 251

Ad03A9337 Aradu.A03 9337 p2 (CT)6 12 30221492 30221503 TTTGATGCATGCAAGAGGAG GCCAAGCACATCACAAACTG 280

Ad03A9339 Aradu.A03 9339 p2 (AG)6 12 30227878 30227889 AATGCGTTTTGAGCCAATTC AGCAGAAAGGGCGTTTTACA 274

Ad03A9343 Aradu.A03 9343 p3 (TTC)5 15 30255331 30255345 TTGGTGCGCTCTTCTCTTTT GGTGGCTGCAATAATGACAA 138

Ad03A9344 Aradu.A03 9344 p3 (ATC)6 18 30255536 30255553 TTGTCATTATTGCAGCCACC TTTCGTTAGTCGGTGCATCA 261

Ad03A9345 Aradu.A03 9345 p3 (TGG)5 15 30256580 30256594 GCCTTTCACAGGCTCATCAT TGAAAGGTCCTTCCCATCAC 251

Ad03A9348 Aradu.A03 9348 p3 (TTC)5 15 30266629 30266643 CGATTAGGGAGAGCAACTCG TGTTTCCTTGGCATTATGGA 240

Ad03A9349 Aradu.A03 9349 p3 (TTA)19 57 30266806 30266862 TGTTGATCGTCCTGAACTTCATA TCCCTAAATCCACTTTCTAACCA 265

Ad03A9352 Aradu.A03 9352 c (T)10ccctcatttaatcgttcatcaaagtttggatcggctcactattttgctctagttaaagattgatt(TTG)590 30273831 30273920 TCCCGAGAAAATCTCAATCG CAAGGAAGCAACATCCATCA 275

Ad03A9359 Aradu.A03 9359 p4 (TAAT)5 20 30284670 30284689 GGGGACAAAATTATCCCAATG TTGTAATGGGGCCAAGGTAA 247

Ad03A9360 Aradu.A03 9360 p3 (CAA)5 15 30289685 30289699 CAAAGTTGTGGTGTCTTCTCCA AAGTTGCACCCACTCGTGAT 208

Ad03A9361 Aradu.A03 9361 p4 (TTAT)6 24 30292258 30292281 AAGTATGGAACGTGGATGCC TTTGATTAGAGTCTCGTGGTGA 265

Ad03A9362 Aradu.A03 9362 p2 (TA)10 20 30303573 30303592 CACAATGGTGAAGCACAAGG AACACCCGCATTTGAATAAGA 218

Ad03A9364 Aradu.A03 9364 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)761 30306093 30306153 CGCAGCAAGAAGAAGAAGGA GCCGTTATGGAATCGTCAGT 278

Ad03A9369 Aradu.A03 9369 p4 (TATG)6 24 30324184 30324207 GACCTCCAACCCTTGCAATA AAGCTCCAGACTTGACCTGC 200
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Ad03A9370 Aradu.A03 9370 c (AC)7aagttggatgatttgatttgtaattatacattttcaatt(A)1164 30325356 30325419 ATGAGGAAGTGAGGGACGAA TCCGATTTCTTTGTTGCAGA 257

Ad03A9371 Aradu.A03 9371 p2 (AT)6 12 30326819 30326830 CAAACAAATACTTCAATGCTTCAAA GGGACCAAGTTGTGAGCAAG 276

Ad03A9372 Aradu.A03 9372 p2 (TC)10 20 30329276 30329295 GGCATCACCAAACAACACAA CACGGGTCATTCCTTCAACT 179

Ad03A9373 Aradu.A03 9373 p3 (TAT)6 18 30331033 30331050 GGTAAAGTCCATCCACCCAA GACCATGCTACTCTCCCAGC 268

Ad03A9374 Aradu.A03 9374 p4 (ATTC)5 20 30331586 30331605 ACGGACTCATTTGACTTGGC AATTGAATTCGGAGCAATCG 260

Ad03A9375 Aradu.A03 9375 p2 (TC)6 12 30341912 30341923 TCGAAAATTCCTTCCTCTTTTTC GAGAAGAAGAGGGGGTTCAAA 214

Ad03A9378 Aradu.A03 9378 p4 (ATTT)5 20 30367702 30367721 TCCAATCCAATCTAAACCGC CAATCTTTAAAAACCAACGATAACA 227

Ad03A9379 Aradu.A03 9379 p3 (TAT)5 15 30368860 30368874 CAAACTTTCTCTCTCCTTCTTGG AAGCGATGAAAATTTAAAACAAAA 275

Ad03A9383 Aradu.A03 9383 p2 (AT)8 16 30373556 30373571 GGTAGTCGGCCTTGCAAATA TTCAATACAATTTAGCACAAATTAACA 191

Ad03A9386 Aradu.A03 9386 p2 (GA)6 12 30380509 30380520 TCACTAGCTTGTTTTGGCGA GCTTGATGGTGACGCTGTAA 274

Ad03A9391 Aradu.A03 9391 p2 (TA)12 24 30393248 30393271 TGCTACATTTGGGCATGATT TGTGGTAGGATTTAGTGACTAGACAAA 244

Ad03A9393 Aradu.A03 9393 p5 (TTTAT)5 25 30401053 30401077 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 256

Ad03A9395 Aradu.A03 9395 p2 (TA)7 14 30432370 30432383 TCCAAAAATTTTAACTTGAAGTCG GGAGAGTACAACTCACGTACGAA 277

Ad03A9398 Aradu.A03 9398 p6 (AAAAAC)5 30 30441765 30441794 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 186

Ad03A9400 Aradu.A03 9400 p2 (TC)7 14 30465401 30465414 AACTGATTAACCGGGGATGC CATGGGGGAGAGAATGAGAA 216

Ad03A9401 Aradu.A03 9401 p3 (TTG)6 18 30467084 30467101 GCAGAGTCTTCCATTAGCCG AATTTTGGACTTGCAACCGT 147

Ad03A9403 Aradu.A03 9403 p3 (AAT)6 18 30471190 30471207 CGATGAGGACCCCTTGTAGA CACCTGCAATTGCTTCCTCT 249

Ad03A9404 Aradu.A03 9404 p2 (TA)7 14 30476390 30476403 TGAAACCTTGCCTATCGAGG AGGTGGTACAACTCAAGGTGG 249

Ad03A9408 Aradu.A03 9408 p3 (CAT)6 18 30504713 30504730 TCTCGGCAGCATCAATACAG CCTTTCCCTTTTTAGCCTGG 260

Ad03A9409 Aradu.A03 9409 p3 (TGA)5 15 30509970 30509984 GGTCATCTTGTGGGTAGCGT TAGCTTCAACTGCCGAGGTT 226

Ad03A9411 Aradu.A03 9411 p2 (AG)6 12 30551038 30551049 CGGAAAAGCACACCAAACTT TTTTTCGAAATCTCCCCTCC 149

Ad03A9412 Aradu.A03 9412 p2 (TA)6 12 30565810 30565821 CGCTCTTCTCGTCGAATTGT TTTTTGCCACATCCATTTCA 263

Ad03A9413 Aradu.A03 9413 p3 (GGA)5 15 30567232 30567246 CTCGTGACGTAGGAGGTGGT TTGAGGAATAGCCAAGGTGG 249

Ad03A9418 Aradu.A03 9418 c (A)11tctaaaagccttctttatccttcccttttccaaattttctctttcagaccttcatttttttc(T)1386 30599009 30599094 TCAAAACAAATTTCGAAACAAAAA GGCCTTTTGATAACCAAACAA 278

Ad03A9420 Aradu.A03 9420 p3 (TGC)5 15 30599699 30599713 TAAGCTCCTTCCTCCGTTCA GTCCAAGGAAGGCATTGTGT 206

Ad03A9431 Aradu.A03 9431 p2 (TC)12 24 30638316 30638339 TTCTCCTTCTTCTCCCCCAT TATGACAGGAACCTGGGAGC 274

Ad03A9435 Aradu.A03 9435 p3 (ATT)5 15 30656260 30656274 GCTTGTATCAAATCCCGAGAA TTTTGTACGGTTTGACGTTTTG 216

Ad03A9439 Aradu.A03 9439 p2 (TC)6 12 30672889 30672900 ATTTAGCGCCAGTAGCGTGT AGGGGAGGTTTAGTTGCTCA 252

Ad03A9440 Aradu.A03 9440 p3 (TTC)5 15 30678280 30678294 TTTTGCTGTATGCGGAATAAT TCCGCTGTCGCAATATAAGA 280

Ad03A9442 Aradu.A03 9442 p2 (TA)6 12 30685109 30685120 GCCAAGTTTGAGCATGGAAT TTTGACTCACCGAAAGCTCA 147

Ad03A9443 Aradu.A03 9443 c (CAC)5(CAT)6 33 30687794 30687826 ATTAGTGACCCGTCCACCAC TGATTGGGAACTAAATCCTCG 272

Ad03A9448 Aradu.A03 9448 p3 (TTA)6 18 30696995 30697012 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 190

Ad03A9450 Aradu.A03 9450 p2 (AT)15 30 30708589 30708618 ACGAAAAGTGGGGTTTGTGT GCGTTAAATTGTGGACTGCC 196

Ad03A9451 Aradu.A03 9451 p2 (AT)7 14 30709234 30709247 GAAACCAAATGCAAGAGGGA TGGCAGCCTGTAAGTGAATG 279
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Ad03A9454 Aradu.A03 9454 p2 (AT)6 12 30718394 30718405 TTAAAAAGTTTGGCCCACCA TTGTGAGCTGATGAATCGAA 243

Ad03A9456 Aradu.A03 9456 c (T)12aaacaaaatcgtccccgaaattgacagttgtattaaaatggtcttttcgcac(A)1074 30725742 30725815 TCCCTAACGTAGGGGTCAAA TGTACACTCCGTGGGAATGA 176

Ad03A9458 Aradu.A03 9458 c (ATT)17aacaaacagttaaggagagtaacgaactcaggggcataattgtccgtcggaccattttaatacaactgtcaatttcgaggacgattttgtttt(A)10154 30731110 30731263 GGCTTTCTTCCTCGTAGCCT TCCCTAACGTAGGGGTCAAA 269

Ad03A9465 Aradu.A03 9465 p3 (AGA)5 15 30784744 30784758 AAGTTTGGAGGCGAAGATGA GAGCTTTTTCGAACCGTCAC 257

Ad03A9466 Aradu.A03 9466 p2 (TA)8 16 30785749 30785764 TCACGTCTGGGTCCATATCA TCGCTCTCATATAGCGAAAAA 272

Ad03A9477 Aradu.A03 9477 p2 (GT)6 12 30858054 30858065 TGTCATGCGTAGCTAGACGG CGCTTGCTAGAAGGATACGG 278

Ad03A9479 Aradu.A03 9479 p3 (AGA)6 18 30863863 30863880 GCTTTTGTCTTCCCTTTCCC ACACTCCCCTTCTCCTCCAT 181

Ad03A9480 Aradu.A03 9480 p4 (AATA)5 20 30877461 30877480 TCCTGCTCATACAGGGAAGAA TGAAAATCACTAACCACTTTTTCAA 242

Ad03A9483 Aradu.A03 9483 p2 (TG)7 14 30908288 30908301 TGAGGTTCTACCTGCAAACCA TGTACCACCAGCCACTCTTG 251

Ad03A9484 Aradu.A03 9484 p3 (ATT)6 18 30919807 30919824 TATTAAGCCATGCCTGACCC TGAACATGCAATTGACACCA 235

Ad03A9485 Aradu.A03 9485 p2 (AT)12 24 30921593 30921616 ATGGCACCACTCTTGGTTTC CGTTTGGCCTAAATACCTTTG 258

Ad03A9486 Aradu.A03 9486 p2 (AT)6 12 30921803 30921814 CAAAGGTATTTAGGCCAAACG ATTGACACTCGTCCCAGAGG 266

Ad03A9487 Aradu.A03 9487 p3 (AAT)5 15 30922670 30922684 GGAATTGGGTAAGCGAATGA GGGATATTGTGCACAGGTGA 269

Ad03A9488 Aradu.A03 9488 p3 (AAT)14 42 30927586 30927627 TTGTCCATACATGACACGGG GGGAGGACCATGTTCCATTA 155

Ad03A9489 Aradu.A03 9489 c (TA)7ataatattatatgttgtaatgtg(TA)751 30928574 30928624 ATGGCCACTAATTTGACCCA TTTGCAATTCTCTCTCTCTTTACTT 254

Ad03A9490 Aradu.A03 9490 p2 (TA)6 12 30932744 30932755 GTACCCTAGCCGGCCTAAAC AACGCGATATACGGACAAGG 120

Ad03A9491 Aradu.A03 9491 p2 (TA)12 24 30944892 30944915 CAGAGTCTCATGCTGATAACGTG GACGTACAACAACACAGAAGCA 232

Ad03A9496 Aradu.A03 9496 c (TC)13tt(TC)14a(CT)9cactctctctcactctctct(CA)14123 30951061 30951183 GCTCTTCAAGGAGATACGGG TGCAATACTGCAGACATCAACT 275

Ad03A9499 Aradu.A03 9499 p2 (AG)6 12 30963780 30963791 ACCCACAAGCTTGCGTTACT AAACAAAACTAGCGGGCCTT 255

Ad03A9505 Aradu.A03 9505 c (A)11gaaaaaaaaacatcgg(A)10cg(A)1049 30966779 30966827 TCAGGTGTCCTCCTCGAGAT ACACCTAAAGGCGAGCCATA 275

Ad03A9509 Aradu.A03 9509 c (A)10cg(A)10 22 30976929 30976950 CCTCGGGATAGCGTCATTTA CGTCATGCTGACTCTCGTTC 169

Ad03A9510 Aradu.A03 9510 c (A)10g(A)10 21 30977602 30977622 TCAGGTGTCCTCCTCGAGAT CTGAAGGTGAGCCGTAATGG 161

Ad03A9520 Aradu.A03 9520 c (A)12gaaaaaaaacatcg(A)1036 30981312 30981347 AAGATGAGGCCATTACGGGT AGGCTCCTCCCATTTTGTTT 267

Ad03A9532 Aradu.A03 9532 c (A)10gaaaaaaaacatcgggaaaaaaaatg(A)10tcggagagcctgctggagatgaggctattttggctcgccttcaggtgtcctcctcgagatagggtcatttaaagaacgagggtcagcacgacgt(A)10150 30996220 30996369 TCAGGTGTCCTCCTCGAGAT ACATGAAGGCGAACCGTAAT 275

Ad03A9534 Aradu.A03 9534 c (A)10catcgggaaaaaaaaac(A)10tcggaggagccttccggagatgaggccattacgacttgcctttaggtgtcctcctcgggataaggtcatttaaagaacgagggtcagcacgacgt(A)14gaaaaag(A)10163 31002819 31002981 TCAGGTGTACTCCTCGGGAT AGCCGTAATGGCCTCATCT 278

Ad03A9542 Aradu.A03 9542 p2 (GA)6 12 31014085 31014096 GGAGTGACTGAGGTGGTTGG AGTTTCATCAAGGGACGTGG 273

Ad03A9558 Aradu.A03 9558 c (A)10g(A)10 21 31030877 31030897 TTTAAAGAACGAGGGTCAGCA GGCAGGATCCTCCAATTTTT 188

Ad03A9559 Aradu.A03 9559 c (A)10tcggagagcctgctggagatgaggctattttggctcgccttcaggtgtcctcctcgggatagggtcatttaatgaacgagggtcagcacgacgt(A)10114 31031152 31031265 GGGTCAGCATGACGTAACAA TCGTGCTTACCCTCGTTCTT 276

Ad03A9561 Aradu.A03 9561 c (A)10gaaaaaaaacatcgggaaaaaaaatg(A)1046 31036057 31036102 GATGGTCAGCACGACGTAAA CTGAAGGCGAGCCAAAATAG 231

Ad03A9565 Aradu.A03 9565 c (A)10tcggaggagcctgccggaaatgaggccattacggctcgccttcaggtgtcctcctcgggatagcgtcatttaaataacgagggtcagcacgatgt(A)10115 31038412 31038526 TTTAAAGAACGAGGGTCAGCA AATGACCCTATCCCGAGGAG 235

Ad03A9573 Aradu.A03 9573 p4 (AAAT)5 20 31049361 31049380 TCCTCCTCGAGATAGGGTCA GAGGACACTTGAAGGCAAGC 147

Ad03A9583 Aradu.A03 9583 c (A)11caaaaccggaggagcctgccggagatgaggccattacggctccccttcaggtgtcctccttgggatagggtcatttaaagaacgagggtcagcacgacgt(A)10121 31078662 31078782 GCTCACCTTCAGGTGTCCTC CCTGAAAGCGAACCGTAATG 263

Ad03A9587 Aradu.A03 9587 p3 (ACC)5 15 31095621 31095635 TTTGTGTTACCAATCACCGC ATTTGGTGGGAGTAAGGGGA 275

Ad03A9590 Aradu.A03 9590 p3 (ATA)7 21 31105410 31105430 GTTGACGTTGTTGTTGCTGG TGTTCCAAGTATCATACCATATCCA 274
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Ad03A9595 Aradu.A03 9595 c (T)14aagctctgtttgcaacctccgttcatagatgttagatggcattgtattttctttctccctaaccaattcaaagttttac(T)10103 31108153 31108255 AATGCTGCCATTAACTTCGC GAGGTCAAAATCAAAAGAATCCA 230

Ad03A9599 Aradu.A03 9599 p2 (GA)9 18 31113242 31113259 CCCCTGAAACCAACAGAAGA TCCTCCAGACAACCATTTCC 236

Ad03A9602 Aradu.A03 9602 p2 (TA)6 12 31116528 31116539 TTTTTCCACCATAAAAACCTCC TCAGAGCAATCGATCAAACAA 260

Ad03A9604 Aradu.A03 9604 p3 (AAT)15 45 31117636 31117680 TCTTTTTGTAAATATCCTAATGATGG TGATGGTGTCAAAGAACAACA 231

Ad03A9605 Aradu.A03 9605 p2 (TA)6 12 31118180 31118191 ACAAAATCAAAGACAGGCGG CATGAATTCTTTTTATTTTGGCCT 246

Ad03A9606 Aradu.A03 9606 p2 (TA)13 26 31119327 31119352 TCGACCTGTGAAGCTAAGGC TGTTTTTCAGATGCAGGTCG 279

Ad03A9613 Aradu.A03 9613 p2 (TA)6 12 31159727 31159738 TTGCCACTTAATTGCAGCAC TTTTTGTTTCCCTAACATTACCAA 240

Ad03A9619 Aradu.A03 9619 c (GAC)5(GAT)5 30 31172012 31172041 TCGGACGACGATATTGATGA AGAAGAATCGCATCTGGCTC 265

Ad03A9620 Aradu.A03 9620 c (TG)6tat(GA)8 31 31172596 31172626 TGGTAGGTCCTCACCCATTC TTGCAAAATAAAAGCCCCAC 221

Ad03A9621 Aradu.A03 9621 p2 (CG)6 12 31179933 31179944 CGTACGCGTGACATGAAGTT TGCTGAAAACCATGTCTGCT 139

Ad03A9622 Aradu.A03 9622 p2 (AT)7 14 31182419 31182432 ATTTTTGGCGATTGAGTTGG TGAAAAATCAAATGGCTCCAC 234

Ad03A9627 Aradu.A03 9627 p2 (TA)10 20 31202891 31202910 GCATAGGCCATACCCATACG AGCTCCGTGGTAATCCATTG 126

Ad03A9630 Aradu.A03 9630 p3 (TTG)6 18 31205480 31205497 CTTTTTATTTGGGCGTGGAA AAACTGCACAACCACGACAC 209

Ad03A9631 Aradu.A03 9631 c (A)10ccactttcattatacgtagcgtgtacacacacgcgcttcactaacgtacatatatccttctttgtcttcgcgtttcttcttcttattcgcattt(TTC)5119 31212023 31212141 GCTGACCACTCGACTAACCC ACGATGGAGAGAAAACACGC 280

Ad03A9638 Aradu.A03 9638 p3 (TCT)6 18 31257398 31257415 CCCATAAACCCCACCTACCT CCCTCGAGCAAAAGAAGAAA 226

Ad03A9644 Aradu.A03 9644 p5 (AAGAT)5 25 31360168 31360192 AGGCGGTTCCCCTAAAGATA TGTCCGACTTGTTGGACTTG 255

Ad03A9645 Aradu.A03 9645 c (T)10cgaata(T)10 26 31363459 31363484 GCCCAAAGCACTCTGTCTTC TTGAAGCAAGAAAAAGCAATG 267

Ad03A9646 Aradu.A03 9646 p3 (GGA)6 18 31390716 31390733 AAGAAATCACAATGGGCTGG GGTTTGCCGACTTGTTGTTT 198

Ad03A9649 Aradu.A03 9649 c (T)15nnnnnnnnnnnnnnnnnnnnnnntgcatctttaaaaaaaagatactaaaaagagc(A)1282 31396448 31396529 TGGGAAGGTTTTAGCAGGTTT GGTTTTGGGTTTTGATTGTGA 277

Ad03A9654 Aradu.A03 9654 p3 (ATA)5 15 31409722 31409736 TGATACCTATATTTAGGCGACGA TTGCAATTAAAGTTATTTTTGCTGTC 192

Ad03A9660 Aradu.A03 9660 p3 (CTC)9 27 31421202 31421228 TAGGACTGGTGGTACCAGGG GCTCAGAAAGAAGTCGGGTG 143

Ad03A9665 Aradu.A03 9665 p3 (TAA)15 45 31447670 31447714 ATATAGTGCGCCATGGAACG TTCCACAAAATAAGTTGTGTGACAT 261

Ad03A9669 Aradu.A03 9669 p2 (TA)8 16 31471046 31471061 GTTGGTGGATTGGGAAATGA TGTGGATGGGAAGAAGCATT 250

Ad03A9673 Aradu.A03 9673 p2 (AT)8 16 31488365 31488380 TCAATTAGCGTACCATGCTGA CCGAATTATAAGGTGACAGATCAA 271

Ad03A9674 Aradu.A03 9674 p2 (CT)9 18 31491311 31491328 CTCCTTCCTCCTCTGTCACG ATACCCACCTGGAGTTGCTG 151

Ad03A9687 Aradu.A03 9687 p2 (TA)6 12 31542919 31542930 CATATGAAGATGCCGCTCAA TTGCATGAAGCCATGAAGAA 265

Ad03A9688 Aradu.A03 9688 p3 (AAT)5 15 31543376 31543390 AGTCCAATTGGTGCTTTTGC GAGATCATTAGCAGCTGATCCA 129

Ad03A9691 Aradu.A03 9691 c (A)12ggacaaactttatatttatagacttatgaatattcgatgtataactaattaacctaacatgatagtcacc(A)1092 31544296 31544387 GCCATCTATTTAGCTCAACGAA CCCTAAGAGGGCTGAGAGGA 272

Ad03A9692 Aradu.A03 9692 p3 (ATT)5 15 31545292 31545306 TGGCTGAATACATCGACCAA AAAAATAACAAAGCAATGGCAA 208

Ad03A9693 Aradu.A03 9693 p2 (AT)6 12 31547188 31547199 GCTTTTTCACCCACTTGCTC CCACGTTATGAGGGGAAGAA 269

Ad03A9696 Aradu.A03 9696 p2 (AT)7 14 31573045 31573058 TCTTTCTTTTTGGATTGGAATTTT TAACCAGCCCTTTTTGATGG 213

Ad03A9698 Aradu.A03 9698 p3 (TTC)5 15 31577283 31577297 AGCCACGCTTCTTCAACATT AAGGCCAATTCCTCTGGAAG 192

Ad03A9699 Aradu.A03 9699 p2 (CA)6 12 31579514 31579525 CTCTCCTCAACATCAACCCC TCTGATGGATGCTGACTTCG 271

Ad03A9700 Aradu.A03 9700 p3 (TTA)5 15 31584380 31584394 TCAAACCACATCAATTGGGA TGCTGGAAAGAGTGTTTCAAAT 267
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Ad03A9701 Aradu.A03 9701 p2 (GA)8 16 31584974 31584989 GAGGGAGGAAGGAAGGTGAC ATCGTCGTCTCTGCTCGATT 165

Ad03A9703 Aradu.A03 9703 p2 (GA)8 16 31593694 31593709 TGAAGGGAGGAAGAGACGAA ACTCTGACTGCGGACTCCAA 195

Ad03A9704 Aradu.A03 9704 p2 (AT)9 18 31601185 31601202 AAAAAGGACATTAATAATCCGAAAA TCGCAGGTCAAAAGAAACTCT 235

Ad03A9705 Aradu.A03 9705 c (A)10taacaatagagacaaaaatatataaagtaaaatgtatgtataa(T)1063 31603228 31603290 TTCTTCAATTGCTTGTCCGT ACAATGATTTATTAGGCAATGTTAGA 252

Ad03A9708 Aradu.A03 9708 c (AC)6aaggaaagagaagaagaaagtgagaaatcggaataaccaaatctcgtcatctccctccacatttctt(TC)895 31607481 31607575 CTTCGGCTCAATTCCACTTC GACTAGTTCGGAGGACGCAC 156

Ad03A9709 Aradu.A03 9709 p3 (TCT)6 18 31607792 31607809 CGAACTAGTCGTTCCTTCCG ATGTGAGATGCGGGATTAGG 258

Ad03A9717 Aradu.A03 9717 p2 (TA)6 12 31626513 31626524 CGCAGAAATGATTACAACTTTGA TCTCTCCTCATATCACTGCACG 280

Ad03A9718 Aradu.A03 9718 p2 (TC)11 22 31628689 31628710 TCCCTTTTCCCTTTAGGGTG TTCGGGTACGCTTTGAAAAT 156

Ad03A9719 Aradu.A03 9719 p3 (ACA)30 90 31631661 31631750 GATAACGCCAATTGGATAGTCA TGTAGCCAACCCCACCTAGT 280

Ad03A9721 Aradu.A03 9721 p3 (TTC)5 15 31666135 31666149 TGAATACTACACAATTCAAAACCCTC CTCTTCCTCCTGGTTGTTGC 194

Ad03A9722 Aradu.A03 9722 c* (CA)10(CGCA)17(CA)7*100 31668284 31668383 AAACCAAGAACCAAGGTAGAAAAA GGCACACTTCAAGTCTTTGG 234

Ad03A9723 Aradu.A03 9723 c (T)12atttggtgcacttactacttttaatatcaaacgccatttatcttttttataactaacagaaaatatcttttatactctaaaaaggtgcatt(A)10113 31682233 31682345 TCGAATGTAACTTCAAAGACCAAA CACGGTGATATACGCATGGA 236

Ad03A9726 Aradu.A03 9726 p2 (AT)8 16 31688629 31688644 TCATTTACACCGAAAGCGAG TGTTTCATTTTTAAGAGTTTGGTCA 217

Ad03A9728 Aradu.A03 9728 p3 (AAT)22 66 31691260 31691325 CAAAATTATAAAGGCGAACGGA TTGGCCAAAATATCAAATGGA 193

Ad03A9730 Aradu.A03 9730 p3 (ACA)7 21 31701287 31701307 CCGACAATTTTATCAGGAGCA TTGATTCATGTAGCCGACCC 265

Ad03A9738 Aradu.A03 9738 p3 (ATG)6 18 31738842 31738859 ACCCGTGAAAACTGGTTGAT GGATATCATTGACCGGTTGC 223

Ad03A9741 Aradu.A03 9741 p2 (TC)21 42 31749152 31749193 GCTCCCACGTAACTTGCTGT GTGCTAGGTGGGAGACAACC 236

Ad03A9749 Aradu.A03 9749 p2 (TA)6 12 31804063 31804074 ATTTTGTGTCGGCATTCGTT CGTTTTTACATGAGTAGCTCCC 275

Ad03A9750 Aradu.A03 9750 p2 (TA)8 16 31808364 31808379 CATGTGTCACCTTCACCACC GTTGGCAAATTGAATGGCTT 247

Ad03A9751 Aradu.A03 9751 p2 (AT)8 16 31810810 31810825 TTTTGGTGCTGGAGGATTTC AGCAGATTGACTGCTCGTGA 166

Ad03A9754 Aradu.A03 9754 p3 (AAG)6 18 31826880 31826897 CAGGAGGAATAAGAAGGCAAAA CCTATGCTGCAAGCATCTCC 247

Ad03A9755 Aradu.A03 9755 p2 (GA)6 12 31828216 31828227 ACTCCCTTCCCAGGTTTCAT TGCATCCTCACAAGAAATGG 268

Ad03A9758 Aradu.A03 9758 p2 (AT)6 12 31847784 31847795 GCGAATACGAACCGAAACTT TTACCCCTTATTTCCACCCC 276

Ad03A9760 Aradu.A03 9760 c (T)10aattaattatctaatttgaaaccttttgtaacattcttaatcaagt(A)1167 31854586 31854652 TAGCAACGTTAAACGCCAGA GGCAAACGGATGAGAGTTGT 176

Ad03A9761 Aradu.A03 9761 p2 (AG)6 12 31856586 31856597 ACTTGGCCTTGCCTCCTAAT ATCAACCGGAATTCCATCAG 227

Ad03A9763 Aradu.A03 9763 p3 (TTA)5 15 31883496 31883510 ACAGGAACAAGCACCTCCAT CAACTCCGCACAACTAACCA 255

Ad03A9764 Aradu.A03 9764 p5 (ATTTT)5 25 31883819 31883843 GGGGATTGTTCGAGTATGGA AGCCACTCAGGCTTCAACAT 183

Ad03A9765 Aradu.A03 9765 p4 (AAAT)7 28 31885215 31885242 TGCATCATGTGTTTTGATCC TCGAATATGATAACAAAATGGAAAA 188

Ad03A9767 Aradu.A03 9767 p2 (CT)17 34 31893419 31893452 CTCTTAAGCAGCCTCGTCGT GCAATCAAATTGGATAAGCGA 263

Ad03A9772 Aradu.A03 9772 p4 (TAAA)5 20 31900120 31900139 TGCATGCATATTTTCGTTCAT TTTGTTGTGAGTAGCCTTCATTT 275

Ad03A9778 Aradu.A03 9778 p2 (TA)6 12 31919029 31919040 AGCTCCAGGTTCAGCCTACA TTTTCAGATGCAGGTCGAGA 259

Ad03A9780 Aradu.A03 9780 c (T)11acaatttatatcagtttttaacttttcaatagcagtattaattttagttattgaccctttatattaaatgaagggattcacacttgcga(T)10110 31920434 31920543 TCAATTTGCACCAACAGCAT TTACGGTTCACGCAATTCAC 280

Ad03A9782 Aradu.A03 9782 p2 (TA)8 16 31923831 31923846 CTACCTTAGGGGTGGCAACA TGCCGAATTATGACATTGGA 265

Ad03A9789 Aradu.A03 9789 p2 (TC)13 26 31976224 31976249 CCGGTTAAACGCTTGGATAA GGGGAATTGGGAATACAAGG 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A9796 Aradu.A03 9796 c (T)12aaaaaatcttatagatcaacatgtaatttttttatattttta(T)1064 32006505 32006568 AACCACTAACATCGCCGATAA TGGTTTATAAAGGTGATTTATCCCA 280

Ad03A9797 Aradu.A03 9797 p2 (CT)6 12 32007218 32007229 GTATCCGCCCCATAAAACCT AGCGACGTAGTGACGGACTT 205

Ad03A9801 Aradu.A03 9801 p2 (CA)6 12 32041731 32041742 TTTCAATCAGTGGGGAAAGG CAGCTCGAATGCCTGTATCA 189

Ad03A9802 Aradu.A03 9802 p5 (TATTT)5 25 32044843 32044867 GTGGAGCCACTCAGAATGTG TGTTTCAACCAAAACACACCA 275

Ad03A9810 Aradu.A03 9810 c (T)10cgtgcgtcttttttttattatggttcttttattgttgtattaata(T)1065 32123125 32123189 GCAAGACCATAAATCACGCA TTCTCCTCCTTCGTCTTCTTTTT 249

Ad03A9812 Aradu.A03 9812 p2 (TC)7 14 32124367 32124380 TGTCCGTATCTCCTCCCTTG GAGGCCACTCTTGCTTTGTC 181

Ad03A9813 Aradu.A03 9813 p6 (AGCCTT)5 30 32126210 32126239 TCCAATTCATATGCCGATCA TTGAAATCCCAGCAAGGAAG 215

Ad03A9815 Aradu.A03 9815 p5 (TTCTT)6 30 32129339 32129368 TTCAGAGTTTTCACTCCTACCCA TGGTGTGGTTAAGGTTCCAA 275

Ad03A9816 Aradu.A03 9816 p2 (CT)6 12 32129971 32129982 AGCATGTTCATGTTCGCATT GTCAGTGATGTTCCGGTTCC 220

Ad03A9817 Aradu.A03 9817 c (TAT)9attagaaaaatctagtaaaa(AAT)665 32130903 32130967 GTCTTCACCGAGATTTGGGA CAGAAATGAAAAGGATGGATATGA 217

Ad03A9821 Aradu.A03 9821 p3 (TAA)9 27 32133758 32133784 AGATGTTGGGTTCTGATGGG TTCCCTTATTGCCACTCCAG 238

Ad03A9825 Aradu.A03 9825 p4 (TATG)5 20 32165949 32165968 GGAGGATCGATTAAGTTTCTTTCA TGCAGTAAAAAGGAGAGTTGAGG 271

Ad03A9826 Aradu.A03 9826 p2 (AT)10 20 32166228 32166247 TTCAACTCTTTAATTTTCTTGGTCG GGAAAGAGGCGTTAGTGACC 188

Ad03A9827 Aradu.A03 9827 p2 (AG)6 12 32169648 32169659 TCCAATCATGGATGCTTTTTC ATATAGATGTCCCACGGCCA 271

Ad03A9830 Aradu.A03 9830 p3 (TAA)10 30 32192839 32192868 AAAATTTTGAATGCCACATATTCA GCATCAGGAGAGGGTCTGAG 273

Ad03A9831 Aradu.A03 9831 p2 (TA)6 12 32200346 32200357 GGGGTAAACAAAAATCGCAA CGTGAGGTTTCTCGTGATGA 277

Ad03A9832 Aradu.A03 9832 p2 (GT)6 12 32214049 32214060 TCTTCTCCTCCCTCACTCCA GACCTAGATTGGACCGAACG 153

Ad03A9839 Aradu.A03 9839 p2 (AC)6 12 32268833 32268844 TGCCACAACCATCAAAACAT CAATCTGCATCCCAAATCCT 231

Ad03A9840 Aradu.A03 9840 p2 (TC)13 26 32298391 32298416 GGCAGGGTCTTTTGTCCTAA AGCAACAAACCGTCCATTTC 182

Ad03A9843 Aradu.A03 9843 p3 (GAT)5 15 32302894 32302908 TTTCAATGGCAACATCACCA GCCTTGGCTTCAATCGAG 272

Ad03A9851 Aradu.A03 9851 p2 (GT)11 22 32331467 32331488 GGACACAACCACCTCTCGAT TCATTTTCAGCTCTCCCTCAA 206

Ad03A9852 Aradu.A03 9852 p3 (ATC)7 21 32333073 32333093 TTCCCAACTCGCTGACTCTT GTCAGTGGATGTTGAGGGCT 266

Ad03A9853 Aradu.A03 9853 c (GA)16tcgaacgt(GA)652 32336600 32336651 TTATTCGGAGGATAGCCCCT CCCAAATCCAATCCTTCAGA 274

Ad03A9857 Aradu.A03 9857 c (GA)6t(AG)11 35 32348154 32348188 TTGAAGTTTACCCCTGCTGC CACCCACACACCCTCTCTTT 266

Ad03A9859 Aradu.A03 9859 c (A)12gagaaaatttcg(A)1135 32366443 32366477 TGGTTCATGAATGTTGGCTC CCGGATACATACATGCCACA 278

Ad03A9865 Aradu.A03 9865 p3 (ATA)6 18 32391442 32391459 CAACGGATAGAGCAACAGCA GTTATCATGGGAGGTGGTGG 231

Ad03A9866 Aradu.A03 9866 p2 (TC)7 14 32394369 32394382 TCAAATCACGAACCCTTTCC TAGTAGGGGTTGATGGCGAC 132

Ad03A9871 Aradu.A03 9871 p3 (GGT)5 15 32423635 32423649 CCCAAGCTCTTGAAAGCAGT ACACCCATAACCAGGTCCAA 280

Ad03A9873 Aradu.A03 9873 p2 (TC)7 14 32431497 32431510 TATGGGAAACGATGGGTGTT GCGAGAAGGAGAAAAGCGTA 245

Ad03A9877 Aradu.A03 9877 c (T)10attttgtcttcttctttatttatatttttttctcttttttttcttgatattgttgctatattttttaatttttttctttattttttaagggcgt(A)10114 32436091 32436204 TCTCTTTCTCTTCCTGATGTTGC AAAAATTTTGTTTTATTCGAGTCATTC 273

Ad03A9881 Aradu.A03 9881 p3 (TTA)6 18 32469538 32469555 GTGGGTTGATGGAATGGAAC CATGCATGCTTTTGTGAAATG 203

Ad03A9882 Aradu.A03 9882 p2 (GT)6 12 32472607 32472618 AAGCTTCAGGTTTGCTTCCA TGGCACGTTCAAAGAAATGA 124

Ad03A9883 Aradu.A03 9883 p3 (TCT)5 15 32492530 32492544 ACCCCACAGGATCATCTCAG CCCTCGAGCAAGAGAAGAAA 237

Ad03A9885 Aradu.A03 9885 p5 (TTTTC)5 25 32501505 32501529 TTCACCATTTACTTTGGGGC TGCCTTGAGAAAAGCAAAAGA 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A9886 Aradu.A03 9886 p4 (TTTA)7 28 32503274 32503301 ACCCTGCAAGTCCTTTGAGA TGCCTTGAGAAAAGCAAAAGA 279

Ad03A9889 Aradu.A03 9889 p2 (CA)6 12 32519116 32519127 AGGTGCTTCACAGCTTCACC CACGGCCATTATTAGCGAGT 277

Ad03A9890 Aradu.A03 9890 p2 (TA)6 12 32519455 32519466 AATAATGGCCGTGACTGCTC TGCAATGAAAGGGCAAATAA 195

Ad03A9894 Aradu.A03 9894 c (T)11atttcaaatgttttg(T)1036 32526952 32526987 TCATCATGTTACCATCTTCATTCA TTTGCCAACAAAAGAAAGAAA 273

Ad03A9896 Aradu.A03 9896 p3 (TTA)5 15 32529399 32529413 AACAAAACACATGGGCAACTC CCAGCCTTCAGAATTGGAAA 265

Ad03A9897 Aradu.A03 9897 p2 (TA)7 14 32535436 32535449 GCTGCTGGTTCTCGTGTGTA CTTGTCAGCCTGCAATTCAA 221

Ad03A9899 Aradu.A03 9899 p4 (AAAT)6 24 32543764 32543787 TCGAACGTCGAATTTTGTGT CGGATCAGATCGGATATCAA 278

Ad03A9900 Aradu.A03 9900 p5 (TATTA)6 30 32544169 32544198 ATCCAATCAGCGATCACCTC TCTCCAACCTGACAAATCCA 191

Ad03A9903 Aradu.A03 9903 p2 (AT)12 24 32549139 32549162 ACGCTTCCGACTACGTCACT TGAACGACGAGATTTTATTTTGAA 248

Ad03A9905 Aradu.A03 9905 p3 (TAA)5 15 32566936 32566950 TTTCACAAATGGATTCGAGTAGA TTGAATTGGTGATGCAAGGA 267

Ad03A9906 Aradu.A03 9906 p3 (AAG)7 21 32571447 32571467 TCACAAGCAACCTCGAACAG TTGTTCATGCGCTTTTTCAG 276

Ad03A9908 Aradu.A03 9908 p3 (TAA)12 36 32574382 32574417 GGATACAGCGAATGAAGCGT TGTGGTTATGAATGCCTTGC 185

Ad03A9915 Aradu.A03 9915 p3 (CAT)9 27 32584516 32584542 ATAACTGGAGTCGGTCGTGG TGCCAGAGTTGGTGAGACTG 207

Ad03A9921 Aradu.A03 9921 p2 (TA)8 16 32614614 32614629 TCAGGATACCAGTTTAGGGGTT ACGGAATCGCGTATGTTAGC 261

Ad03A9922 Aradu.A03 9922 p2 (AT)6 12 32617286 32617297 CATTGACTTTAGAACATACACTCATGG TGACACGCAAACATGCACTA 126

Ad03A9924 Aradu.A03 9924 p2 (TA)6 12 32618791 32618802 TCAATTGCCTGGTTGCATAA TTTTCCTCATTTTATTGACATGC 269

Ad03A9925 Aradu.A03 9925 p3 (TAT)9 27 32619726 32619752 AAATTCGTTTTAATGCACGGA ATCTAGACTCATGAACCACAAAAA 278

Ad03A9933 Aradu.A03 9933 p3 (TTC)6 18 32631943 32631960 TACCTTGGCCGAACCTACAC GCTTTTGTCTTCCCTTTCCC 198

Ad03A9935 Aradu.A03 9935 p3 (TCA)5 15 32653419 32653433 TCTTTTGCCGCTTCTTCTTC TCGAATATAAGTTTATCCTCTTCCAA 196

Ad03A9936 Aradu.A03 9936 p3 (TCA)6 18 32653804 32653821 GCAAATTTGGGTGTAACAGGA AGGAGGAGAGGAGGTGGTGT 257

Ad03A9937 Aradu.A03 9937 p3 (GAG)9 27 32656585 32656611 GACGAAAATGTCCGCAAAAA ATAGCGTGTTTCGCGTTCTT 258

Ad03A9941 Aradu.A03 9941 p2 (AG)6 12 32680394 32680405 GATGGAGGAGGGAAGAGACC TCTGACAACGAAGAGGACGA 207

Ad03A9945 Aradu.A03 9945 p5 (AATAA)7 35 32761921 32761955 AATTCTTTGGGTTCGGGTTC TTGCATGCTGATTGCTTGTT 258

Ad03A9955 Aradu.A03 9955 p3 (TCT)6 18 32806168 32806185 AAACCCACACCTCTCTCCCT GGTCTTGATGGGCTTTTGAG 243

Ad03A9960 Aradu.A03 9960 c (T)11cattttaaaaatttctttatgcaagttcaaccaagtcaccagtagtgaaagctgttgctaccatccataatcctcctcttcttatttctcttttctc(T)10118 32824231 32824348 ACGTACACTCTTATTTCATTTACACTG GAAGAGAAAAGAAGCATAACCAGAA 277

Ad03A9961 Aradu.A03 9961 p2 (CT)10 20 32825240 32825259 CTACGGCGGGAAATAAACAA TCTACGAGCTGCCAACACAC 238

Ad03A9963 Aradu.A03 9963 p3 (TTA)10 30 32826797 32826826 CAAAAATATCAAATGGTTTCAATCT CCGTCAGACATAATAATTTTCCG 264

Ad03A9966 Aradu.A03 9966 p2 (GA)7 14 32829498 32829511 TTGGGTGCTGAAGGAGTTCT GCCAGCAGTTGACAAAAACA 274

Ad03A9967 Aradu.A03 9967 p3 (TTA)6 18 32830555 32830572 TTTTGCCATGTCTTTGCTTG ATGCAAGTCCAGAATGGAGG 225

Ad03A9968 Aradu.A03 9968 p2 (AG)16 32 32832220 32832251 GAGTGGTTGGCAGTGTGTGT TCCATAAGATTGGAGCCACC 251

Ad03A9971 Aradu.A03 9971 p3 (TTC)5 15 32835759 32835773 TGTGGTGGCAATACTTTCTGTC AGGCCCTCCTATCCACTGAT 276

Ad03A9972 Aradu.A03 9972 p2 (AT)6 12 32839218 32839229 TCCGGTGAAACACTACACCA AACAGTACCACAAGGCAGGC 251

Ad03A9974 Aradu.A03 9974 p2 (TC)6 12 32841194 32841205 GAAATCCCCTCCATTGCTTT GAGGGAAGGGGAGAGAGAGA 269

Ad03A9975 Aradu.A03 9975 c (TC)6tttt(TC)7 30 32841325 32841354 CTCTCCCTCTCTCTCCCCAT GAAGAGAGCGAAAGAGGACAAA 180
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Ad03A9976 Aradu.A03 9976 c (GA)6agaggaaaggagagagatatgggagagagagaaggagaggagagaaag(GA)7a(AG)14103 32841797 32841899 GGGGGAGAGAAAGGAAGAAA TTCCCCTATCCCCTCCTCTA 187

Ad03A9977 Aradu.A03 9977 p2 (GA)6 12 32842043 32842054 GAGGAGGGGATAGGGGAAAG TGCTCTCCTCCCTCTCTCTG 159

Ad03A9978 Aradu.A03 9978 p2 (GA)8 16 32842157 32842172 CAGAGAGAGGGAGGAGAGCA CCGGTTAACCAAAACCAAAA 237

Ad03A9982 Aradu.A03 9982 p3 (CAT)5 15 32848084 32848098 GTGGTTTCAATGGCAGGATT GCAACTACTTCTTCTGCGGC 194

Ad03A9984 Aradu.A03 9984 p2 (AG)17 34 32851417 32851450 GAAATACACGCGCCCAATAC AACACGAAAAAGAAGGCGAA 124

Ad03A9985 Aradu.A03 9985 p2 (TA)12 24 32854523 32854546 TGTTGTTCCATTCTTGGCTG TCTTGGACGGTCCCATAGAT 156

Ad03A9986 Aradu.A03 9986 p2 (TA)7 14 32854739 32854752 CTATGGGACCGTCCAAGAAA CGATAAAACCTTCCTGCTGC 211

Ad03A9991 Aradu.A03 9991 p3 (AAT)16 48 32859219 32859266 ATTCCAAAAGTGAACCATCG CGATGATGGAGAAAGGGAGA 279

Ad03A9992 Aradu.A03 9992 p3 (TAA)7 21 32859409 32859429 TCAGAGGGACGAAAGCATCT CGATCCCACGGAGATTATTG 186

Ad03A10000 Aradu.A03 10000 p2 (TA)6 12 32899541 32899552 CTGACCTAACCAATCACGGC GAAGATGCATCGCTCACAAA 173

Ad03A10002 Aradu.A03 10002 c (T)10accctaattgtagaagtagcacacca(CTT)860 32911662 32911721 TCGAACCGATTTTCAGAACC CGTTCCAACCAGTACAGCAA 275

Ad03A10004 Aradu.A03 10004 p3 (GAC)5 15 32917043 32917057 TGTGAGACTAGATGGCGGTG TTAAATCCCTAAACCGCACG 131

Ad03A10006 Aradu.A03 10006 p2 (AG)6 12 32922632 32922643 TGGAGAGACAGAGAGCACGA CCCTCACCACAGTTCCTTGT 221

Ad03A10007 Aradu.A03 10007 p3 (TGG)5 15 32923428 32923442 GCTCAATGCACCAAGAGTCA AGACAGTCGAAGGCCGACTA 268

Ad03A10009 Aradu.A03 10009 p2 (TA)6 12 32926585 32926596 GGGTCGAAACCGATAGATGA AAAGGGATGGAAATAGGGGA 264

Ad03A10010 Aradu.A03 10010 p3 (TTA)11 33 32927890 32927922 TGAAGTGGGATGTAAGACCCT GCATTCGGCCAAAAGAATAG 272

Ad03A10011 Aradu.A03 10011 p2 (GA)17 34 32930157 32930190 CTCAGATGAAACTGCAACGG TTCATTCCGTTACCGTCGTT 203

Ad03A10013 Aradu.A03 10013 p2 (CA)7 14 32941179 32941192 CCAGCCGAATGCTACCTAAA TGTGGTTGAACCGATTTTCA 225

Ad03A10016 Aradu.A03 10016 p2 (AT)6 12 32955427 32955438 AAGTACGGAAGTAAAAATGGGTATT TTTTGTTTGCTCTTCTTTGACTT 280

Ad03A10018 Aradu.A03 10018 p3 (ACC)6 18 32963227 32963244 TCTCACCCCTACCAGCACTT GCTTTTGCTGCTTCTTGCTT 138

Ad03A10019 Aradu.A03 10019 p2 (TC)7 14 32966269 32966282 AAACCCCTGCTTTCTTTCGT CCAAAGGAACAGGAAAACCA 215

Ad03A10024 Aradu.A03 10024 p2 (CT)6 12 32985252 32985263 AAAAATGGCGAAAAAGGAAAA GCTTTTCACCCAGTTTCAGG 276

Ad03A10025 Aradu.A03 10025 p2 (AC)23 46 32989473 32989518 GTGCATGCTGCAGAATTTGT GCTCCCATCAGTAGCCATGT 161

Ad03A10029 Aradu.A03 10029 p3 (TCT)6 18 33033282 33033299 AAACCCCTCTCCCTCCACTA TCGGGCAAAAGAAGAAAGAA 152

Ad03A10031 Aradu.A03 10031 p3 (TCT)5 15 33039833 33039847 CCCTCACCTATCAGATCCCA TCCTCGAGCAAAAGAGGAAA 280

Ad03A10041 Aradu.A03 10041 c (GAG)5aagtaaaagaaaaatctgcgtgcacaaaaagggaggaagaggaggtataacgaaagaggagg(A)10gaaaaggga(GAG)5111 33078499 33078609 TGACGATAACGAAAGAGGAGG CCAACACCAACAAAAATCACA 276

Ad03A10042 Aradu.A03 10042 p3 (AAT)10 30 33084033 33084062 TGAAGGAAGAGGGTGAGTTGA TTCTTCCTCCTCTTCAGGCA 251

Ad03A10043 Aradu.A03 10043 p4 (TATT)5 20 33085202 33085221 ATTCGATTTGATCCGCATGT CGCATATTCACAGATCCACAA 268

Ad03A10045 Aradu.A03 10045 c (TC)8taccctttcttttcc(CT)643 33089131 33089173 CCTAAATTCAAAGCGCGAAC GACGTAGTGGCAGAGAGGGA 201

Ad03A10046 Aradu.A03 10046 p3 (TAT)15 45 33089866 33089910 CTTTTATACAGGTCAATTTTTGGTT TCAACTTGTTGACTATTAACTCATGC 194

Ad03A10048 Aradu.A03 10048 p2 (TA)6 12 33099133 33099144 TGGTGGGCATAATCACAAAA GGATTCTAGCTTGCTTCCATTG 256

Ad03A10050 Aradu.A03 10050 p3 (ACA)7 21 33145675 33145695 TGAAAGATTTCCAGTCCCCA AACATCCAGTCAGGAGGGTG 248

Ad03A10053 Aradu.A03 10053 p3 (CAA)5 15 33169391 33169405 TGCACCTAGAGGCCTGTCTT CAGTCTGTTGTGCCTTTCCA 251

Ad03A10054 Aradu.A03 10054 p3 (TTA)5 15 33208166 33208180 TGGCTTTTTCTGCTTGCTTT TGCGGTGGCATTACTTTATC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A10056 Aradu.A03 10056 p2 (TC)6 12 33234732 33234743 GAACACTGAACCTGAGATGAAGAA ATCTGCGAACCTCAATCCAC 277

Ad03A10057 Aradu.A03 10057 c (T)10gaaaacttaggaaaattaaaaacatgcaattgacaccaaacttaggatttgacattagactcaaacaagaaacacaaaata(T)10101 33260938 33261038 CGAACAAAGGAAATCATCAAGA TGTTCGAGGTTGGACAACTG 280

Ad03A10063 Aradu.A03 10063 p3 (GAT)5 15 33304888 33304902 AAAATGAAGCAAATGGCAGG CCTAGGTCGCGTCTTTTCAG 192

Ad03A10064 Aradu.A03 10064 c (AC)7atgaatggaggaaaatttct(A)1347 33305545 33305591 GGACCTCACTTCTAGGTCCAAA GTTGCCTTCAGTGCATCAAT 279

Ad03A10065 Aradu.A03 10065 p2 (AT)6 12 33307194 33307205 GACAACCAAGGAAGCAGCAT CTGAATCCTGGAAAGCGAAG 271

Ad03A10066 Aradu.A03 10066 p2 (TG)19 38 33308495 33308532 AGGAAGAACAAAGGAGGGGA AAGTGTGAGAATGCAGGTGG 238

Ad03A10067 Aradu.A03 10067 p2 (TG)19 38 33309444 33309481 TATGCCCAGGAGGAACAAAG AAGTGTGAGAATGCAGGTGG 245

Ad03A10070 Aradu.A03 10070 p3 (TCT)6 18 33319294 33319311 TGGCCGAACCTACATCTCTC CTAGAGGATTCTCCGGCCTT 169

Ad03A10071 Aradu.A03 10071 p4 (AAAT)6 24 33320422 33320445 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTTTTTACCC 162

Ad03A10073 Aradu.A03 10073 p3 (AGA)5 15 33329610 33329624 GGCTTTGAAGGAAACACTGC CGCCACAATGTCAGTTATGC 252

Ad03A10074 Aradu.A03 10074 p4 (TTTA)5 20 33332510 33332529 GGAGTACTCGTACGTACTCTCCGT ATTGGGTGAGACTCAATCCG 249

Ad03A10075 Aradu.A03 10075 p3 (GAG)6 18 33348487 33348504 AATCGGAGGGTCGGTTTTAT ATTTGAGGGTCCGATTTGTG 274

Ad03A10077 Aradu.A03 10077 p3 (ATT)27 81 33352753 33352833 TCCTTCATGCATAATGCCTTC TTGTTGTCAAAGAATGACCACTG 278

Ad03A10078 Aradu.A03 10078 p2 (TA)7 14 33355160 33355173 TGAGCTGTTTTATTTTTATTTGGTCA TTTTTGGTTAACATTATGCCCC 264

Ad03A10082 Aradu.A03 10082 p2 (TA)16 32 33387714 33387745 CACGTTGTCAAGGGTGTGTT CCACGGTTTTGACAATGAAC 264

Ad03A10083 Aradu.A03 10083 p5 (TTTTA)7 35 33391825 33391859 TATCATGGCAGGCAAACAAA CACATCTTTCGACAAAAATCG 254

Ad03A10085 Aradu.A03 10085 p2 (GA)6 12 33403253 33403264 TGCTTGTCCTCAAGCAAAGA ATGTGAACAGAGAGTCGCCC 276

Ad03A10086 Aradu.A03 10086 p4 (AAAT)5 20 33406762 33406781 TTCCCAGTGAGGTAACCTGTG CCGGGGATTGAGAGTGATTA 277

Ad03A10088 Aradu.A03 10088 p2 (AG)23 46 33419668 33419713 TGCTTGTGAAAACAAGCTGAA GGAGTTAGGGACCTTTCACTGAT 266

Ad03A10092 Aradu.A03 10092 p3 (TAT)6 18 33437580 33437597 TTCTAACAAACCATAAATTGATAAGCA TGTCATTTACAATTCAAGTGAGCAT 218

Ad03A10095 Aradu.A03 10095 p3 (TAA)5 15 33458917 33458931 TCGATATCCCACTCCAATTTTT CGAAGCTGCGAATGATTAGT 256

Ad03A10097 Aradu.A03 10097 p2 (AT)11 22 33460870 33460891 TTCTGTGGTTCTGGTTACTCCA GGAAAAGGAGGAGGAGGAGA 255

Ad03A10101 Aradu.A03 10101 p2 (TA)11 22 33487920 33487941 GCAAGTGTCCTCCTGCAAGT GGTAGCTGAGTTATCATTGGGC 233

Ad03A10104 Aradu.A03 10104 p3 (ATA)7 21 33508839 33508859 TTGCTAACACTTGTATTGCTATATTGA CCATTACTATTGCCGCTAAAA 279

Ad03A10105 Aradu.A03 10105 p3 (GAT)5 15 33509400 33509414 AGCGGCTATTTTTATTGCCA TGGCATGTTAACTCCCTTCA 228

Ad03A10109 Aradu.A03 10109 p2 (TA)10 20 33534221 33534240 AAAGCTCAAGATTCGGTTCG TGACGAAGTTTTTGCAGCAC 211

Ad03A10113 Aradu.A03 10113 p2 (CT)6 12 33552241 33552252 ACAATAAGGGCGTTTTGCAC GATGGAGGGAGAGGGTGAAT 242

Ad03A10114 Aradu.A03 10114 p2 (TA)8 16 33556613 33556628 CGGCTCATTTTTAGGTTCCA AACCGTCAAATTGGGGTTTA 271

Ad03A10115 Aradu.A03 10115 p2 (TC)7 14 33560685 33560698 CGTCCTTGCCTATTTTGCTC GCGGAGAGAGAGAGTGGATG 271

Ad03A10117 Aradu.A03 10117 p4 (TATT)6 24 33587953 33587976 TGTAGATCGGATTGAATATCGG GCAGATTTCAGGTATCCGCA 279

Ad03A10119 Aradu.A03 10119 p3 (AAT)5 15 33604138 33604152 AACTTGCACTATCCGCAAGG TTCAAAATTATTAAATGTGCCAAGA 210

Ad03A10120 Aradu.A03 10120 p2 (TA)6 12 33605458 33605469 GCTGAATTCTTCCTAAAATTTGATT TCTCATGTTTAATTGTGTTGCG 277

Ad03A10121 Aradu.A03 10121 p3 (TAT)6 18 33607522 33607539 ATTACAGCAAGGGGGAGGAT CAAAACCCAAAACGCAGAAT 188

Ad03A10123 Aradu.A03 10123 c (AT)11(AC)26 74 33628407 33628480 TGTGAGCCTTTAACTTGAAACTG TTCCCTCGCCTTTTGTAAGA 230
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Ad03A10125 Aradu.A03 10125 p3 (TTC)6 18 33680342 33680359 ATTTCTTTCCCACCCAAACC CGGTCTTAGGTGCCATCAAT 270

Ad03A10126 Aradu.A03 10126 p3 (CTG)5 15 33708643 33708657 ATGCTTATAGGCCTGGCTCA GGGAAGAGGACTCCACACAA 269

Ad03A10128 Aradu.A03 10128 p3 (CAA)5 15 33736215 33736229 TTGCCGAAGAGTGTGTGAAG TTATAGCACAAGCCCCATCC 257

Ad03A10130 Aradu.A03 10130 p2 (CG)6 12 33748826 33748837 GGAAAGAAGGAGAAAGGAGGA ATTGCACTTCCGCAACTTCT 235

Ad03A10133 Aradu.A03 10133 p2 (TC)7 14 33760724 33760737 AAACAGTACGGTGGTAGCGG CCTACTCGATGCTTCCTTCG 182

Ad03A10137 Aradu.A03 10137 p3 (TTG)5 15 33769491 33769505 CTTTCGTCGTTGTGCTCTGA TCACCATTTTTGCATCCTCA 249

Ad03A10141 Aradu.A03 10141 p2 (TA)6 12 33788133 33788144 GGTATGCATGTCGATCCATATTT TATACAACGCCTCCCTTTGC 125

Ad03A10142 Aradu.A03 10142 c (AG)15aa(AG)12 56 33793140 33793195 TGTCTGCTTCGTCACGCTAC ACAGAGGCAGCAACAGAGGT 263

Ad03A10143 Aradu.A03 10143 p5 (AAGAT)5 25 33801157 33801181 AAGGGCGGTACCCTTAAAGA ATCCGACTTGTTGGACTTGG 256

Ad03A10144 Aradu.A03 10144 p3 (TTG)5 15 33808997 33809011 CATCCTCCCTCAAGTGGTGT CCCATCACTGCCAAGAAGAT 256

Ad03A10146 Aradu.A03 10146 c (T)11aaatttttgaccaagtcaacccaaaatttcgaaaatttggagggagataaggaaaaga(T)1079 33852803 33852881 TGAAATTTTGACTTGACTTGTAAGAAA TTGGTGTTCATCTTGACATTCAT 234

Ad03A10148 Aradu.A03 10148 p2 (AT)6 12 33870455 33870466 CCTTGAAGCAAAAGAAACAGC TTAATCGTGTTCGACCTCCC 107

Ad03A10149 Aradu.A03 10149 p2 (GA)7 14 33880232 33880245 ATTAGGGTTGGGTTTGAGGG ACAGGATCCCCACCTACTCC 163

Ad03A10151 Aradu.A03 10151 p3 (TCT)6 18 33909748 33909765 TCACCACTCAAATCCATCCA TAGAATATTGCTCGCCCTCG 136

Ad03A10152 Aradu.A03 10152 c* (A)10(AT)8* 25 33910553 33910577 TAGCAAAAGCTTGCGAAAAA ATCCATTGATGCTCAAAGCC 155

Ad03A10155 Aradu.A03 10155 p3 (GGT)5 15 33928595 33928609 GGAAAAGTCGCAATATGATCC GCAAGTGGTGCAGCATAAAA 189

Ad03A10156 Aradu.A03 10156 p2 (CT)6 12 33933547 33933558 TTCATGCTGCTTTATTCACGA TGGAGGCTAGTGGTAGTGGC 188

Ad03A10161 Aradu.A03 10161 c (GAA)5tgaaatggtaaaaaaaaggtatttttgtcattt(A)1058 33942625 33942682 AGGAGGAAGGTTGAATGGCT AACGTTGAGGGTCAGAATCG 276

Ad03A10163 Aradu.A03 10163 p2 (AT)6 12 33949832 33949843 CGCTAAAGTTGTTGCTTGGG TCGTGTACATGGGACAAAGG 265

Ad03A10165 Aradu.A03 10165 p2 (CT)7 14 33960706 33960719 CCCACTCAGCCTCAGATTTC GCCAATTTCTGCTCACATCA 247

Ad03A10166 Aradu.A03 10166 c (TC)8g(CT)6 29 33960836 33960864 CACCTTTTGTGGGCTCTCTC GTACTCGCAACGCCATTTTT 256

Ad03A10167 Aradu.A03 10167 p3 (TTA)6 18 33964620 33964637 GATGCAAAAGGAGCACAACA TCGCACAACTAACCAGCAAG 262

Ad03A10168 Aradu.A03 10168 p3 (TTA)5 15 33977970 33977984 GATGCAAAAGGAGCACAACA TCGCACAACTAACCAGCAAG 259

Ad03A10169 Aradu.A03 10169 p2 (CT)7 14 33999465 33999478 ATCAGTGGGACAGGCTTCAC AAGGCTGCTTCTCTGAGCTG 184

Ad03A10170 Aradu.A03 10170 p4 (TTCT)11 44 33999700 33999743 CAGCTCAGAGAAGCAGCCTT TCCCCAAACCCTAACCTACA 215

Ad03A10171 Aradu.A03 10171 p2 (AT)7 14 34003516 34003529 TGTGCCACTCTGATAGCTCG TTTTCCCTCGCCTTTATCTTT 206

Ad03A10172 Aradu.A03 10172 p2 (TC)7 14 34006467 34006480 CTCGCAGTGACTCTCTCACG TTGAAGGAAGGCTGCTTCTC 262

Ad03A10173 Aradu.A03 10173 p4 (TTCT)9 36 34006801 34006836 TCTCTTCCTCCCCCTTTCTC TCTTCTCTTAGCGCAGCCAC 116

Ad03A10177 Aradu.A03 10177 c (C)10tttttggtttaagttctacttcctttttg(T)1150 34021475 34021524 CCTAAGTTTGCCATCAGCTC TCCTTGTCTCCCTAACACCG 234

Ad03A10178 Aradu.A03 10178 p2 (CT)6 12 34027881 34027892 GACTGAAACCTAAACCTAAGGAGAAA TTACGATAAAATGCTGGGGC 229

Ad03A10179 Aradu.A03 10179 c (TC)10tt(TC)12tt(TC)11tagaattctacatctagaacctaactaatgtgaaagtcaatgaaaag(TGAA)5137 34032869 34033005 GACTGAAACCTAAACCTAAGGAGAAA CAGAATGGAGCTGGAAGGAG 229

Ad03A10180 Aradu.A03 10180 p2 (AT)11 22 34033684 34033705 AAACTTGAAACCGCAAAACC GCGCAGAAGTCACGAAGAGT 275

Ad03A10181 Aradu.A03 10181 p2 (TC)7 14 34036923 34036936 GACGGCAAAAATAGCCAAAA ATGGCAGAGCCAGAAAGAGA 264

Ad03A10184 Aradu.A03 10184 p3 (AAT)19 57 34051676 34051732 CTAGGCTTTCGGTCATGAGG GGAGTAGGACGTAAGACCCCA 212
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Ad03A10187 Aradu.A03 10187 p2 (TA)6 12 34078940 34078951 TGCCGGTTATTGCATAATGA TGACCGAAAGCCTAGGAAAA 152

Ad03A10190 Aradu.A03 10190 p3 (TTC)17 51 34082829 34082879 CTCACCCTGCAATTGAACCT ATGCCGCCTTAGCAGTAGAA 182

Ad03A10192 Aradu.A03 10192 p3 (GTT)5 15 34100265 34100279 GCACCTTGTTTCTGCCTCTC TGCACCTAGAGGTCCGTCTT 231

Ad03A10197 Aradu.A03 10197 p3 (AGA)6 18 34149436 34149453 GCTTTTGTCTTCCCTTTCCC CTTAACCCCTCTCCCTCCAC 275

Ad03A10202 Aradu.A03 10202 p3 (TAC)5 15 34219342 34219356 CATGCCTGATGATGATGAGAA GAGCAAGGGCGTGATCTAAG 259

Ad03A10207 Aradu.A03 10207 p5 (AATAA)5 25 34292895 34292919 GGAGAAAGGGAGATGATGTGAA CCTAACCACTTTCTCTCTCCTCA 274

Ad03A10211 Aradu.A03 10211 c (TC)6ttttctctagaataagagagagaaga(AG)6aagagaaaaaagagaggaggaggagagaaaaggaagaaga(AG)7104 34318939 34319042 CCTTCTTCTCTTTCTTTCCTTCC CCCTCCTCTCTTTTTCTCCC 269

Ad03A10213 Aradu.A03 10213 p2 (GA)6 12 34319673 34319684 GGGGAGAAAGGGAGATAAGAA TCTCCCCCTCTCTCTTCCAT 193

Ad03A10216 Aradu.A03 10216 p3 (AAT)13 39 34338082 34338120 TCACCTCTGCCTGAAATCCT GCCACAAGATTGGTCCAACA 279

Ad03A10219 Aradu.A03 10219 c (TATT)7(TGTT)5 48 34366559 34366606 AAAAACAATGCCAAAAAGCG TTGTAAAATGGAAGTGGGGC 173

Ad03A10222 Aradu.A03 10222 c (AAG)5gtacagaagataaggaggaagaagatgaaaaacgtgcagtcaagaagaacgaggagaaacacgacgatgaagatgaaacacttcaaaaacgaagaagat(GAA)5129 34377439 34377567 GAAAGAGAAGGCAAGAAACGA TTTTTCTTTCTCCATGCTTCC 261

Ad03A10223 Aradu.A03 10223 c (A)11tatatgtgatgaattaatttgtaaaaatctggtaattgaatggactcgatctcctcttttgactctcttctcttc(T)1197 34378080 34378176 CGCTCTCTCTTTTCGCACTT CGGAGAACCAAAAAGCAAGA 183

Ad03A10224 Aradu.A03 10224 p2 (AT)6 12 34388379 34388390 TGGTGCAAATGAACCAAAAA TCATATTGCTGACTTTGGATGA 246

Ad03A10225 Aradu.A03 10225 p4 (TTTA)5 20 34395871 34395890 GAGGCGATGATGAGGATGAT TTTTTAAAGCACCGGTTTGC 253

Ad03A10228 Aradu.A03 10228 p2 (AT)13 26 34407212 34407237 GCGTGTGGCTTGGTTTTAGT GCCAAGAGGGTCCTTCTCTC 115

Ad03A10229 Aradu.A03 10229 p3 (GAA)6 18 34408255 34408272 AGTTCCACCTGCATGCTCTT AAACAAAAGGGTTTCCCTGC 236

Ad03A10230 Aradu.A03 10230 p3 (ATG)7 21 34408775 34408795 ATAAGAAGGTGCAGGAGGCA AACCATCAATGCACGAATCA 147

Ad03A10232 Aradu.A03 10232 p3 (AGA)6 18 34417933 34417950 CTAGAGGATTCTCCGGCCTT AACTACACCCACTCCCCTCC 250

Ad03A10236 Aradu.A03 10236 p5 (AAGAT)5 25 34451748 34451772 AAGATAAAGGCGGTTTCGCT CCTGGGTGCTCCAGTGTATT 127

Ad03A10241 Aradu.A03 10241 p2 (GA)7 14 34481336 34481349 CAGCAATGCTCGGACTCATA TTCCTTCACAGCTCATGTCG 165

Ad03A10242 Aradu.A03 10242 p2 (TA)8 16 34482007 34482022 TGGATTTCTACACACATAAGACGA ATGACCTTTTTCAACTAAAATAACTGT 279

Ad03A10243 Aradu.A03 10243 p2 (GA)6 12 34482422 34482433 TTTTGGTCGGATATGTCACAA TTGGACCAAAGAAAGGCACT 274

Ad03A10245 Aradu.A03 10245 p3 (CCA)6 18 34485325 34485342 CAGAATCGAAATCGTCCCTC GGTGTTGGTGTTGATGTTGG 171

Ad03A10251 Aradu.A03 10251 p2 (AG)6 12 34494398 34494409 TGAACCCGATATATCCGTGAG TAACAAGAAAACGCACACGC 279

Ad03A10254 Aradu.A03 10254 p2 (AT)6 12 34508931 34508942 TTGACAAACAGTACAAAAAGTTACAAA CATTCAAACCCAAACAACCC 257

Ad03A10256 Aradu.A03 10256 p2 (AT)9 18 34511035 34511052 CCAAGACCAGAGGGAATTGA TGGTGAAGGAAAACGTGATG 250

Ad03A10258 Aradu.A03 10258 p2 (CT)18 36 34514703 34514738 GCTAGGTTTCCACGATCGAC TACTTGGACATTGCCAAACG 214

Ad03A10259 Aradu.A03 10259 p2 (GA)19 38 34515636 34515673 CAAACGTCACGTCAATTCAAA CTACTCCAAAGCTGTTCCCG 183

Ad03A10260 Aradu.A03 10260 p3 (ATA)16 48 34516697 34516744 GCACGCACACATATATGGATTT CCCAATAAGGAACCCATTTC 280

Ad03A10261 Aradu.A03 10261 p2 (TA)9 18 34517113 34517130 TGTGACGATTCACGAGACAAG CCAATGGATTGGATTCAAGTTT 209

Ad03A10264 Aradu.A03 10264 p2 (TA)7 14 34530454 34530467 ACGGTTTATGAAGGCCAAAA CTTGCTCCCAAATATCCCAA 274

Ad03A10268 Aradu.A03 10268 c (TAT)8(TGT)13 63 34548044 34548106 TGCAGATTCAATTAAATGTTGCTTA TGGGCTTTCATCCAATTAGC 192

Ad03A10269 Aradu.A03 10269 p3 (AAT)12 36 34557629 34557664 TCTCAATTTGCTTTGATCTTATTTTC GGGTTAGCATATGACCCCAG 227

Ad03A10271 Aradu.A03 10271 p3 (TTC)12 36 34572508 34572543 ATTTTCACCCAACACAACCC ACTCGGAGGTGGAAGCTTTT 252
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Ad03A10274 Aradu.A03 10274 p3 (AAT)5 15 34585972 34585986 TGCCATATGTTTTGGTGCAT TGTGTATCAGAGTTCCGCCTT 161

Ad03A10275 Aradu.A03 10275 c (A)12gcacaatttacttactataaggcttggtttccggagctttaaccgcttctagatcatgagacaag(A)1390 34589964 34590053 CCTAGTGAGAACTCCCGCAG ATTTTGGTTTTGTGTGCCAA 216

Ad03A10287 Aradu.A03 10287 c (AG)7atagat(AG)9 38 34673144 34673181 AATTTGTGGCCTTGGATCTG CCCATAAAACATTGGTTCTGC 259

Ad03A10294 Aradu.A03 10294 p3 (TTA)6 18 34731930 34731947 CGAAACCGTCAAACTTGGAT TTTTCCTTTTGGACCGAGAA 188

Ad03A10295 Aradu.A03 10295 p2 (AT)6 12 34738834 34738845 GCATCAAGGGTTCCGTTAAA TTCATGCAGTGGAGTCTTGG 256

Ad03A10296 Aradu.A03 10296 p3 (TCT)5 15 34739458 34739472 CGTGGATGCTTGGGATAACT TGTGCATCAAGGAAATACGG 169

Ad03A10300 Aradu.A03 10300 p2 (AG)6 12 34754129 34754140 AAGAGCACCATTTGGATTCTG CACATGGCCGATCACTGTAA 277

Ad03A10303 Aradu.A03 10303 p2 (AG)6 12 34787063 34787074 CAATTGGGCAACATCAATCA GGAATGCATCCCTTGAGAAG 232

Ad03A10306 Aradu.A03 10306 p3 (AAG)5 15 34793956 34793970 AACCCCCATTCCAAAAAGTC TTTTCGGTGGTGATGAAGGT 236

Ad03A10307 Aradu.A03 10307 p2 (AG)7 14 34806196 34806209 TTGAACCTGGGATCGAGAGT AACGCTCATAGCGGATTCTG 235

Ad03A10308 Aradu.A03 10308 p2 (TA)6 12 34817007 34817018 TTAGTCAGAATTCCTTCATGTTTTT TGGTTGGTTATGAAAATATGCC 279

Ad03A10311 Aradu.A03 10311 p2 (AT)8 16 34822326 34822341 AAGTGAAGCTCTGCCACAAC GCTGCATCATACGAAAGCAA 186

Ad03A10312 Aradu.A03 10312 p2 (TC)7 14 34825698 34825711 GGAAGGGTGTCAAACAAACTG CTTTTTGTTTTGCTTCCAACA 268

Ad03A10318 Aradu.A03 10318 p3 (TGA)7 21 34838179 34838199 TTTGCTTTCTGCCTTCTGCT TCAAGCCCCTCACTGTAACC 277

Ad03A10319 Aradu.A03 10319 p3 (TGG)9 27 34838302 34838328 ATGAAAAGAGGGCATGAGGA CATTACCACCACAACCACCA 256

Ad03A10320 Aradu.A03 10320 p3 (ATT)5 15 34839163 34839177 AAATATACCCCACATGCGAA AGGCTGAGACCAGCAGAGAG 197

Ad03A10322 Aradu.A03 10322 p3 (TTG)8 24 34843032 34843055 CATGAGGTGGTCAGACGAGA TTCATCCCCTTAGGTTGGGT 234

Ad03A10323 Aradu.A03 10323 p2 (TA)10 20 34848859 34848878 AGTTCCCTAAAAAGGTGACAAAT CGAAATACAAAATCAGCCAACA 247

Ad03A10326 Aradu.A03 10326 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 34854631 34854685 CGATTTCAGAGCTTGTTGTCA TGGTTTGTTCTTCGTCGTTG 233

Ad03A10330 Aradu.A03 10330 p2 (GA)7 14 34863012 34863025 TTCCCTGACGTTTTGTGTCA ATGCAACAGGTGAGCAGATG 275

Ad03A10332 Aradu.A03 10332 c (ATT)5gttattg(TTA)1155 34865569 34865623 CCAAAGCAAGAGGCTACGTC TTTGTGGCTTGACACTGCTC 134

Ad03A10334 Aradu.A03 10334 p3 (TAT)6 18 34869701 34869718 TGAATGGTACCACACCACAAA TGTTTCCAAGTTCCAACCAA 261

Ad03A10335 Aradu.A03 10335 p5 (AATTT)5 25 34871237 34871261 ATCGTGCCTGTGTCTTTCAA TTATTTAGCTGTGGGCGCAT 231

Ad03A10336 Aradu.A03 10336 p2 (AT)6 12 34876938 34876949 TTGGTAAACCGGAATGAACC CCACTAGGCACCTTTAGGCA 256

Ad03A10340 Aradu.A03 10340 p3 (ATA)15 45 34878927 34878971 AGAAGGCAAAGGCATGAGAA CCATGTGACCATGTCCAAAA 266

Ad03A10344 Aradu.A03 10344 p3 (TTG)5 15 34892706 34892720 TCGTTTGATTCATGTAGCCG GCTATGCACCAAAATTTCTGTATT 232

Ad03A10349 Aradu.A03 10349 p2 (GA)6 12 34912380 34912391 GAGGAGAGACACAAGTCGGC GCGAACCCTCTCCTTTAACC 260

Ad03A10351 Aradu.A03 10351 p6 (ACCACG)5 30 34913871 34913900 CTGAGACATTGGGCTGTTGA GTGTTGCGGATCAGCCTATT 240

Ad03A10352 Aradu.A03 10352 p2 (AC)7 14 34915667 34915680 AATGTTGTAATGGGGCCAAG GGGGACAAAATTACCCCAAT 256

Ad03A10353 Aradu.A03 10353 p5 (ATTTT)5 25 34915891 34915915 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 212

Ad03A10354 Aradu.A03 10354 p2 (AC)8 16 34917482 34917497 TCGTGTTACACCCAAATTTACTG TCCTCCTCATCTTCTGGTGC 279

Ad03A10357 Aradu.A03 10357 p2 (AC)7 14 34932006 34932019 TGCAACATCACGAGGTCTTT GGGGACAAAATTACCCCAAT 278

Ad03A10358 Aradu.A03 10358 p2 (TA)13 26 34934018 34934043 GGTGTAACAACCCGCTAACTTC TCGCTTGAAATGTGATTTAGAA 192

Ad03A10359 Aradu.A03 10359 p2 (AG)8 16 34935466 34935481 TCTTCATGCAACACACAGCA AACGTCTCCTTGTCCTCGAA 260
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Ad03A10361 Aradu.A03 10361 p2 (TA)9 18 34938428 34938445 TTGCAAGGACGATGTTCTCA CATACAAATCAATCACAACACTTCA 253

Ad03A10362 Aradu.A03 10362 p3 (TAA)7 21 34939327 34939347 ACCCAGTGCTGCAGAAAGTT GCTCATTGGAGAGTACCAGCA 107

Ad03A10364 Aradu.A03 10364 c (AG)6aaagagagagaaagatagagat(AG)748 34953605 34953652 TAAGCTTGACACCCAATCCC CCAAAGGTTTGTGGAGGGTT 200

Ad03A10366 Aradu.A03 10366 c (A)12taagaagagaggagaaaggaaaaaaaagagaaaaaaaatgaac(A)1065 34971754 34971818 CAAACTCCCGACACTTGCTT TCAAATTCACCCAAATCATGTC 241

Ad03A10371 Aradu.A03 10371 p3 (AAT)5 15 34991541 34991555 TCCTCCGACATTCCAAGAAC ATCAAACAACCGTTTAGCCG 263

Ad03A10372 Aradu.A03 10372 p3 (CAT)5 15 34991912 34991926 CAGGGTTGGAACCTTTGCTA TTGTGCGTCGAGTATTCTGC 215

Ad03A10373 Aradu.A03 10373 p2 (CT)6 12 34995275 34995286 CCTACCTCCAACAATCACACA TAGTTCACGAAAGGGAAGCG 151

Ad03A10374 Aradu.A03 10374 p2 (AT)8 16 34996487 34996502 GGTTTGACTCGATCCGAAAA TCAACAAGTGTGATTAAAAATAAAACA 276

Ad03A10375 Aradu.A03 10375 c (GA)6tcgggc(AG)732 35000974 35001005 ACGGAAGGAGAGAGGAGGAG AAAATTCGAATAACGGCGAC 188

Ad03A10380 Aradu.A03 10380 p2 (AT)6 12 35046068 35046079 ATGGGAAAGTGGGAATAGGG AGGTTTGGAGGCCAATTTCT 159

Ad03A10382 Aradu.A03 10382 p5 (TTATC)8 40 35050896 35050935 ACCTGCAAGGGACTACGATG AGCCTAATAAAGGGCCCAAA 280

Ad03A10383 Aradu.A03 10383 p3 (TGA)6 18 35053870 35053887 CCAAATCTCGACCTTTCCCT AAGGCACCACATCTACCGTC 225

Ad03A10385 Aradu.A03 10385 p2 (AG)9 18 35100887 35100904 TTTGGTATGTTCCACCTCAGC CTATCCGCTCATTTTGCCAT 131

Ad03A10387 Aradu.A03 10387 p3 (AAG)5 15 35104860 35104874 AATCTCCAGCAACAACTGAGC TGCACTATGTCGTTGTATTATTTGC 218

Ad03A10390 Aradu.A03 10390 p2 (AT)11 22 35113284 35113305 TGCAATGCCTTCCAAATTTAC AATTGGGACAACAGAACCCA 149

Ad03A10391 Aradu.A03 10391 p2 (TA)6 12 35116306 35116317 CAAATCATGACTTTCCATTATGACA GCATCAAGATAGAAGTCACCTCC 277

Ad03A10393 Aradu.A03 10393 p4 (TATT)5 20 35121462 35121481 CGAACATTTACAGATTGGATCG CGATTTGCAAGGTTATCGAA 257

Ad03A10395 Aradu.A03 10395 p2 (TA)6 12 35136525 35136536 TGGTGAAGAATTGCATATTTCG TCACAGCAACATGATTTCCC 165

Ad03A10396 Aradu.A03 10396 c (TAA)5aaac(A)10 29 35141838 35141866 TGGATTAAAATGAGCTGCCC ACGCTCGTTGGCATATTCAT 124

Ad03A10398 Aradu.A03 10398 p2 (TA)6 12 35150316 35150327 ACTCCAACCACCAAGAGCAA TGTCTTTGAAAGCCGGTTAAG 186

Ad03A10401 Aradu.A03 10401 c (AT)8taatactataattatctatttatattttttatttta(TATT)5ttacaacacgttatcaatatgaggctcatatcaaaatttaagaagactcatgtaataaattttcattatgtcaaa(T)10157 35173934 35174090 TAGAGGCATGATGTGAGGCA GATTTCGACATCTAGTATCCATGA 251

Ad03A10402 Aradu.A03 10402 p4 (AATT)5 20 35180399 35180418 TAATGCCAGCCGTGAATTTT GTGGTTCACGGGACAGAATC 168

Ad03A10403 Aradu.A03 10403 p5 (TATTT)5 25 35181373 35181397 CGTTTGGTCTAACTACCAATTTCA TCATCCATATACGCCGTAAAGA 267

Ad03A10404 Aradu.A03 10404 p4 (AATA)5 20 35191238 35191257 CACACTAATAGAATTGAATTGCGG TGGATATCGCAAAAACACAAA 274

Ad03A10405 Aradu.A03 10405 p2 (TA)7 14 35192091 35192104 TCTGTTGCACAAATAAAAATAATCAA TTCTCCAAAATTAACAAAATTCTTCTC 278

Ad03A10407 Aradu.A03 10407 c (T)10catttcttatataagttataatacttctcaattttgagattccttaactaatataaatt(A)1079 35194897 35194975 TCGTACGCTGGTTGGTGTTA TGATCTTTTAGTTTGGGTGGC 234

Ad03A10408 Aradu.A03 10408 c (T)11cacacactacacattttgactcacacagtaaaacctatcc(T)1061 35195153 35195213 GCCACCCAAACTAAAAGATCA CGTGATTTCCGGACTACGAT 180

Ad03A10413 Aradu.A03 10413 p3 (TAA)5 15 35224071 35224085 AATGTCGATTTGCTTTTCGG ACTCCATGTACCGTTTTGCC 276

Ad03A10418 Aradu.A03 10418 p2 (TC)6 12 35263875 35263886 ATTTGCTTTACGATGCGAGG GGGATTGAAGGGAGAGGAAG 230

Ad03A10421 Aradu.A03 10421 c (ATA)5cgatcatagagcacgctcaaattgatattggtaaccaggttggacaactaacgctatctgttgcgcacagaacacacaatgttgagggaac(AAT)7127 35271375 35271501 TGGGAAATGGGATAAAACCA GAGTGAATGCTGGTGTTGGA 222

Ad03A10424 Aradu.A03 10424 p3 (TCC)6 18 35272804 35272821 TGGGTTTCAAAAATGCTAGAGAA TCAAGAAAAAGAAGATAATAACAATGA 223

Ad03A10426 Aradu.A03 10426 p4 (TTTA)5 20 35277838 35277857 TCATGGCATTTTCATAGGGA AGTTGAGGGAGAGATGGGGT 249

Ad03A10428 Aradu.A03 10428 c* (TAGA)11(AG)16*73 35284259 35284331 CGAAAGAAGCAACGATGACA AATCATGAACCCTCTTCCCC 214

Ad03A10429 Aradu.A03 10429 p2 (CT)20 40 35284620 35284659 ATCGGCGAATTTACCATCAG GACGGAGTCGGATAGGACAA 266
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Ad03A10433 Aradu.A03 10433 p2 (TC)15 30 35294205 35294234 GGGTAAAATTCAAACGCGAA GGTCGTAATAGGAGGTGGCA 276

Ad03A10437 Aradu.A03 10437 p2 (TA)6 12 35308161 35308172 CCAATTTTCTCCCAACACTTC GCCTCCGGGGAATCTATCTA 274

Ad03A10441 Aradu.A03 10441 p2 (AT)9 18 35319583 35319600 TTCCAAGATCAAGCTCTCCC GGCTTAGCACCATGCAAAAT 271

Ad03A10442 Aradu.A03 10442 p2 (GA)9 18 35322986 35323003 AAAGGGTATGTGGGTGGTTG TCTCTCTTCACGCCAATCCT 183

Ad03A10444 Aradu.A03 10444 p3 (TTC)6 18 35339659 35339676 CTGCTCTTAAACGAGCCCAG TCCAGCAGCAGAAGAGGAAT 236

Ad03A10445 Aradu.A03 10445 p4 (TGGT)5 20 35340471 35340490 GGTACGGTCTCCCTGAACAA GCATGCTCATCTTCGAATCA 274

Ad03A10446 Aradu.A03 10446 c (TCA)5taactccaacaaca(ACC)544 35341602 35341645 GGTGGCCAAATCAAAACACT GATTGTCCAAGGTGGCTGAT 228

Ad03A10447 Aradu.A03 10447 p2 (AG)11 22 35343139 35343160 TGATCATGGGAAGGAGGGTA CAAAAGGCTAGCTATTACTCCCA 278

Ad03A10448 Aradu.A03 10448 c (TC)6ttcgtgatcgccctcggtggcacaagtggcggcaacaaaacccttgtggtggtggcggcggttcagctattgactccgcgg(GT)8109 35352574 35352682 GAGTGGCTTCATCAACAGCA AGTTGTTGCCCCTCTACCCT 269

Ad03A10450 Aradu.A03 10450 p2 (GT)7 14 35368921 35368934 GGAGCGCTATCGTGACTTTC AGTTGTTGCCCCTCTACCCT 275

Ad03A10451 Aradu.A03 10451 p3 (ACA)7 21 35369916 35369936 TTTTGTGGGAATTTCCTTGC ACATGACAGAGCACAATGGC 230

Ad03A10453 Aradu.A03 10453 c (A)10ttttgtatgcgtgaatttag(A)1141 35375822 35375862 TACAACATTGGAGGGTGCAA GCCTTGCAGATAAGGCTGAG 253

Ad03A10454 Aradu.A03 10454 p2 (AT)8 16 35377061 35377076 CCACTGTGGCTGAGTCCTTT AAGTTCGGCCAAATTTACTCAA 254

Ad03A10458 Aradu.A03 10458 p2 (AT)7 14 35383134 35383147 ATAAGCTGCGCTCGTGAATC AAATCGACTCATCAAAAGCTCA 280

Ad03A10464 Aradu.A03 10464 p2 (AT)9 18 35401448 35401465 CAAAACCGCTCCCAAAAATA GATATGGGCGCAGAAGTCAC 266

Ad03A10466 Aradu.A03 10466 p3 (TTG)10 30 35444687 35444716 CGTTTGATTCATGTAGCCGA TCTGACCTATAACAAAATTTTTAGCA 273

Ad03A10468 Aradu.A03 10468 p3 (ATC)5 15 35449786 35449800 TCCAACTTGAGTTTGAGGGG AACAAATTTTGGCGCATTCT 274

Ad03A10471 Aradu.A03 10471 p2 (AT)8 16 35458074 35458089 CACGGCTCGACTCATTAACA GCTTGGATAAACTCGGCTCA 142

Ad03A10473 Aradu.A03 10473 p2 (CA)6 12 35469288 35469299 TTGCTGAATATGGAGGGAGG TTCCACCAATCAATCCCAAT 197

Ad03A10475 Aradu.A03 10475 c (T)10ctcactgcgaactttatcttcttaagga(AAT)862 35469780 35469841 GACTTTCAGGGAGATAATTGTACG CACAAATAAAACGCCCATCA 262

Ad03A10476 Aradu.A03 10476 p3 (TAA)6 18 35470804 35470821 TCCCACCCTCATATCATTCC TGCCTTAACGGAAACAAAGAA 241

Ad03A10478 Aradu.A03 10478 p2 (CT)11 22 35483033 35483054 TCCCCTTAACCCTATCCCAC GAACGCATAGAGGAAGGGTG 165

Ad03A10479 Aradu.A03 10479 c (AC)16at(AC)8 50 35484358 35484407 TAGCCGCTACATGCAATGAC AGGTCATGGCCCAAGATGTA 261

Ad03A10480 Aradu.A03 10480 p2 (TG)6 12 35486795 35486806 CGCGTGCACTTTACAGAATC CGTCGTTTCATAGCTGCTCA 243

Ad03A10483 Aradu.A03 10483 p2 (AT)9 18 35489224 35489241 AAAACAATCCTTTCATTTCACACA AGCGTCTTATGGGATTTGGA 238

Ad03A10485 Aradu.A03 10485 p3 (AGA)5 15 35493756 35493770 TTGCTTAAGCCCCTTTCAGA TTTTTCCACTTTTACCACACCC 252

Ad03A10486 Aradu.A03 10486 p3 (TTC)6 18 35500020 35500037 TACACCTCTCCCCCTCTCCT AGTGGTTTTGATGGGCTTTG 244

Ad03A10487 Aradu.A03 10487 p3 (CAT)5 15 35505131 35505145 AAGGCTCATGCCAAACATTC TTGATTGGTGATGGTTGTTGA 265

Ad03A10488 Aradu.A03 10488 p2 (TA)7 14 35515848 35515861 TCATAGTATCACCATGGCCTTTT TCCCATCAAGTTCTTGCTCA 195

Ad03A10493 Aradu.A03 10493 c (T)10g(TA)15 41 35534217 35534257 TTATTGAGCTTCGCTTTGGG GGACATTGGTTGGGAAAAGA 242

Ad03A10495 Aradu.A03 10495 c (ATAG)5atacatatagaaagatagccgatagagaaagatgtatacatg(T)1274 35560759 35560832 TCTTCGGAGAAAAGGACACG TCATCAACCTTTGAACATGTCTG 270

Ad03A10500 Aradu.A03 10500 p2 (AT)7 14 35589545 35589558 ACCGGTTTTCAGAACCTTGA GGGCAACTTCATCCAACAAG 143

Ad03A10501 Aradu.A03 10501 p3 (CAT)5 15 35592291 35592305 TGTTATGTCATGGCCTCCAA CTATTGCAATGGCCGGTACT 220

Ad03A10505 Aradu.A03 10505 p2 (GA)6 12 35603071 35603082 AAATCCACGGAGAGATAGAAAAA TTTTTCCATGGTGGAATGCT 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A10506 Aradu.A03 10506 c* (A)10(AC)6* 21 35615426 35615446 AAAAAGGCAGAACAGCAACA GAGTTGTTTTTCTTGGAATCGG 255

Ad03A10507 Aradu.A03 10507 c (A)10ggaaaactattaagtgtccttgtagtattttgtctcttaagttttgccctattgattc(T)1280 35617208 35617287 TTGATTCTTATTGGGTCGCTG GGATGCCTTATATTATTGATCTTTCC 248

Ad03A10512 Aradu.A03 10512 p2 (AT)6 12 35640466 35640477 AAAAATCGTTATTACACTAGCACACTA TGATAATTGGCAGTGACCGA 234

Ad03A10514 Aradu.A03 10514 c (GA)23(GT)18 82 35646102 35646183 GGAGGCTGTTGGAACCACTA GCGTTTTGGACATCCTCAAT 240

Ad03A10517 Aradu.A03 10517 p3 (TAA)17 51 35667984 35668034 TCGGGTGGTACTTTTTCCTTT CGCACCTTGTTGACATCTCT 278

Ad03A10522 Aradu.A03 10522 p3 (TAA)16 48 35683461 35683508 TGGAAGGCATAGGGAATCAG CAATTGATATCATGTGCCGC 252

Ad03A10523 Aradu.A03 10523 p2 (AT)7 14 35685740 35685753 TGACTTACGTGTGTATTTTCAAGGA TGGAATCGTGATGAATCAATG 237

Ad03A10531 Aradu.A03 10531 p3 (TTC)5 15 35697683 35697697 TAACCCAATGCCTGCTTTTC CCTTTTGACCAATGGAGGAA 171

Ad03A10533 Aradu.A03 10533 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 35700258 35700312 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 242

Ad03A10537 Aradu.A03 10537 p2 (GT)7 14 35705933 35705946 ATCGCGTTCTGATTAGGTGG TCCAAGTCAGTATCCGGAGG 244

Ad03A10541 Aradu.A03 10541 p3 (AAC)6 18 35714416 35714433 TTTTACAGCGGGAGAAGCAC ACATGACAGAGCACAATGGC 168

Ad03A10542 Aradu.A03 10542 p2 (TC)18 36 35716935 35716970 GAAATAATCTCAGCCAAGGCA CACAACGTAAACTCTCGGCA 251

Ad03A10543 Aradu.A03 10543 p3 (ATA)5 15 35717831 35717845 TGCGATGGAAGCTCATTACA GTCCATAGACCAGGGCGTAA 244

Ad03A10545 Aradu.A03 10545 c (T)10ctgtaacagatnnnnnnnnnnnnnnnnnn(T)1150 35722589 35722638 TGCGATTTATAAGACCTTGCG TCTGCCTTTCATATTCAGAACAG 275

Ad03A10552 Aradu.A03 10552 p2 (AG)6 12 35763782 35763793 TTCCTATCTTTTCAAAATTTGTTTCA CATGAACATAAGCACCACCTTC 230

Ad03A10557 Aradu.A03 10557 p2 (AT)7 14 35814698 35814711 CCCAATTAGTTACCTCGCGT ATCGCTAGCCGGCTTAAACT 199

Ad03A10559 Aradu.A03 10559 p2 (TA)8 16 35822566 35822581 TGGTGGGCGTCTTAAAACTT TCACAAACAAATACGTTAGGAATCA 180

Ad03A10561 Aradu.A03 10561 p3 (CAA)6 18 35837213 35837230 CTTGAGCGAGATGACATCCA TGGTTAGGATTACCGCCTTG 264

Ad03A10562 Aradu.A03 10562 p3 (GAT)7 21 35857885 35857905 CAATCCGCTCAGGATGATTT CGGAACTTGGGCAATAGAAG 243

Ad03A10563 Aradu.A03 10563 p2 (GC)6 12 35864809 35864820 AGAAATGAGTTGGATTGGGC ATGCGGTTCTAGTTGGGTTG 193

Ad03A10565 Aradu.A03 10565 p3 (AAG)6 18 35887599 35887616 AACCGTGTAAGCTTGTAACCA CCACTGCTCCTTATGCATGT 185

Ad03A10566 Aradu.A03 10566 p3 (CAT)5 15 35888907 35888921 GCTTCCTAAATTTCAGAAAAGGG CCATTTGGAGAGGACCACAT 253

Ad03A10568 Aradu.A03 10568 p2 (TA)8 16 35900736 35900751 ATGCTTCAGAATCGACCTGC GAGAGTCATCTTGCTGAGCG 246

Ad03A10572 Aradu.A03 10572 p2 (CT)6 12 35905510 35905521 CTTTCGTGTTGCATCGTGTC AGATCTGAGAAGGCCGTCAA 164

Ad03A10574 Aradu.A03 10574 p3 (CTT)5 15 35905935 35905949 TTTCTGCAATTTGGATGGTG TCATTGCAAAAGAGGAAGGAA 125

Ad03A10575 Aradu.A03 10575 p3 (TTA)14 42 35906358 35906399 AAAAAGGCAACACTATTCACATAA GACAAGGAATATGTCCTCACACA 275

Ad03A10578 Aradu.A03 10578 p3 (CAA)6 18 35907630 35907647 ACTCCGTGTTTTTCAGGGTG ACATGCAGCTCAAGTCAACG 246

Ad03A10579 Aradu.A03 10579 p3 (TAA)9 27 35911685 35911711 AGACAACCGGCGAATTTTTA ACGAAATCATGGATTGTTTGA 257

Ad03A10580 Aradu.A03 10580 p3 (AAT)6 18 35912671 35912688 TGCGTGTACTGCACAATCAA GGAGGAGCAAAGTGTTCGAT 155

Ad03A10584 Aradu.A03 10584 p3 (CTC)5 15 35920210 35920224 CGATAGCACTGGAATTGGGT GCGGATAGTGCTGACAGTGA 126

Ad03A10589 Aradu.A03 10589 p2 (TC)19 38 35928219 35928256 TGGCCCATCAAGAGAATAGG TCTCTTGCCTTCAACCCTTG 116

Ad03A10590 Aradu.A03 10590 p2 (TC)22 44 35945093 35945136 GGGTCCAAAGCAAAGATCAA CCCTTGGTTGTTCACCCTTA 250

Ad03A10592 Aradu.A03 10592 c (CAC)6acccaccaccacccaccacct(ACC)554 35958350 35958403 TTTCGCTACAAAATGGTCCC TTGGTTGGTGTGATGCAGAT 274

Ad03A10593 Aradu.A03 10593 p3 (AAG)6 18 35958742 35958759 CCCAGAATCAGCAACAACAA CTTCTTCTTCTTACCGCCGA 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A10594 Aradu.A03 10594 c (AAG)5aaa(AAG)945 35958946 35958990 GTGGTGAAGTAGGGGAGGCT TTAATTCTCACCGCCGTACC 146

Ad03A10595 Aradu.A03 10595 c (ACC)6(ATC)10 48 35959287 35959334 CCAAAATGCCCCTATACCCT TTGGTTGGTGTGATGCAGAT 231

Ad03A10596 Aradu.A03 10596 p3 (AGA)6 18 35959653 35959670 CGTCATCCTCATCAGAACCC CTTCTTCTTCTTACCGCCGA 280

Ad03A10598 Aradu.A03 10598 p4 (CTCA)6 24 35965560 35965583 TGCAATTTTTGAACTGAAGCA GAGAGGGAAGCTGAGTGTGG 242

Ad03A10607 Aradu.A03 10607 c (GT)7aatgt(AG)6 31 36002130 36002160 AGGATACGAAATGCCCTTCC CGAACAATCCATCTGAAAAGG 175

Ad03A10609 Aradu.A03 10609 p2 (TG)6 12 36005605 36005616 GGGAGAGATGGGACTGCATA GCCATGGTTTATGGGCTTTA 204

Ad03A10611 Aradu.A03 10611 p2 (TC)6 12 36014810 36014821 TGACCATGAAATCTTCCCTTTT TGAAGAGGAGGATAGGAGAAAGTG 198

Ad03A10613 Aradu.A03 10613 p4 (TAAA)6 24 36022551 36022574 TGTCCTTGCTCCTGCTCATA TCCTCTCTTTCTCTCATCTCCTTC 227

Ad03A10614 Aradu.A03 10614 p2 (AG)7 14 36030745 36030758 TGGTCATACGCGATTGGATA CTTCTCACATGTCCGAACCA 121

Ad03A10615 Aradu.A03 10615 c (TTG)6tta(TTG)7 42 36031031 36031072 TTCATGAGGTGGTCAAACGA CAAGCTTCATTCTCACGCAA 246

Ad03A10616 Aradu.A03 10616 p3 (TAT)6 18 36031895 36031912 TCCGGTTAGCTGCTCCTTTA GCTTGTGCTGGCTACATTGA 172

Ad03A10617 Aradu.A03 10617 p3 (TAT)15 45 36033562 36033606 TGAACCATTCAACCGACTCA GCATGTCATGTCAGCTTTATCA 221

Ad03A10618 Aradu.A03 10618 p2 (AG)7 14 36035525 36035538 TTCGACCCAGAAAACACAGA TCCTAACATGGAGTTCATAAACCA 280

Ad03A10620 Aradu.A03 10620 p2 (GA)9 18 36043816 36043833 TTGGGAGGGAAAAGTGTTTG GCGTTATGCTCGCCTAAAAG 221

Ad03A10621 Aradu.A03 10621 p3 (TAT)5 15 36047594 36047608 GGTACCCGATAATTGACATGG GGATTTAACCAACAATAAATCCG 211

Ad03A10624 Aradu.A03 10624 c (GAA)5tgacgaagcttattacattgaagtcaatgcagatcaataaggaagtacgcgagcag(AGA)586 36061864 36061949 GCATGATTCGTTTCAGAACAA TTGTCGTTCTCCTCTATTCGC 225

Ad03A10625 Aradu.A03 10625 c (TG)17(AG)14 62 36062704 36062765 TCATGCATGCCTATTTCCAA CCTTTCTCCTACCGAGTCCC 267

Ad03A10626 Aradu.A03 10626 p3 (ATT)5 15 36064266 36064280 TCCTCATTGTGCAGGATCAA TTTTTGAAGATGTGAACGAAAAA 222

Ad03A10628 Aradu.A03 10628 p5 (AAAAC)5 25 36064975 36064999 CATCAATATTCTGATGTTTCAATTTT ATGATTTTGCAGGCTGCTCT 179

Ad03A10631 Aradu.A03 10631 p2 (TC)6 12 36078654 36078665 AAGCCCTTTTGGGAACATCT AGCTTTGCCCATGGAATTTA 156

Ad03A10632 Aradu.A03 10632 p2 (TA)8 16 36099473 36099488 TTTTTGTTTACTTTTATAGAATGCCA AAAATATGTTTGGTTGATTTGTTTT 241

Ad03A10636 Aradu.A03 10636 c (AG)8ttgtggattgagaga(AGG)546 36134018 36134063 ACAAACTCCAGGTGGGTGTC TCAAATGGCCAAATCCTCTC 184

Ad03A10637 Aradu.A03 10637 p3 (CAT)7 21 36138896 36138916 CCCTTTGTCACAGAAATCGAA GGTATTGGTGGGGAGAGGAT 262

Ad03A10642 Aradu.A03 10642 p2 (AC)6 12 36156375 36156386 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad03A10644 Aradu.A03 10644 p3 (AAG)5 15 36162806 36162820 TCCACAGCAAATTCCATAACA GAAAGGAGGGATTACCAGGG 247

Ad03A10651 Aradu.A03 10651 p2 (AT)8 16 36207921 36207936 TGGGAAAATGGAACATCTGG TTTGAGGCATTTTGTCCCTT 212

Ad03A10654 Aradu.A03 10654 p3 (AAG)10 30 36228865 36228894 GAGCGCGATTAAGATTGAGG TCATAGTGTTGTAGCTTCACAAGAA 258

Ad03A10655 Aradu.A03 10655 p3 (AGA)7 21 36232916 36232936 AGGATTCTCCGGCCTTATGT TGGCCGAACCTACATCTCTC 168

Ad03A10657 Aradu.A03 10657 p2 (TC)25 50 36239523 36239572 CCCAAGCCCCAATTTATGTT TCACATCAACCACCACCACT 183

Ad03A10659 Aradu.A03 10659 p5 (AAGAT)5 25 36246405 36246429 AGGAGATGGAGGGATGTGTG CCTAATTGGTGCAGGGATGT 238

Ad03A10661 Aradu.A03 10661 p2 (TA)7 14 36246907 36246920 TTTGTTATGGGTTTAGGGTTCTG TCACTCGGAAGGCTGATGTA 229

Ad03A10668 Aradu.A03 10668 p3 (TCT)5 15 36271309 36271323 CAGAAGAATGAGATGACAATTCAA GCAAATGCGGCTTCTAGAGT 271

Ad03A10673 Aradu.A03 10673 p2 (AT)8 16 36327758 36327773 GTAGGGAATGTTCGGGTCAA GTCCACATGAGCGTTACGAC 226

Ad03A10674 Aradu.A03 10674 p2 (AC)31 62 36329664 36329725 AAAGGTTTGGCCTGAAGTTG TGCGAATCGAAGCACTGTAG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A10680 Aradu.A03 10680 p2 (CT)13 26 36366619 36366644 GGAACATTGAACCTGGATTTG TTTTTGGGCTGTTTTTGACC 242

Ad03A10684 Aradu.A03 10684 p3 (AAT)7 21 36373590 36373610 CGATAGCTCTTCAGGGTTGG ATTTCCGGTGTGGAAACTTG 197

Ad03A10686 Aradu.A03 10686 p3 (CGA)6 18 36376447 36376464 ATGCGAGGAACACTACCACC AGAATGGGGGAGGAAGAAGA 225

Ad03A10691 Aradu.A03 10691 p3 (TTC)7 21 36384162 36384182 TTCCACTCGATCTGCCTTCT ATGCAATTTCCTACACTCGAA 215

Ad03A10692 Aradu.A03 10692 p3 (TTA)10 30 36384743 36384772 TCCATTGTTGCATTCTTCCA CCAATGTGAGCTTCTTTTGTT 188

Ad03A10698 Aradu.A03 10698 p2 (AG)6 12 36408720 36408731 GAGAGAGGTGTAGCAACCGC TTCAACAACACCACAAAATCAA 188

Ad03A10700 Aradu.A03 10700 p4 (TCAT)6 24 36428215 36428238 GATGGAAGACCCGCATACTG TGGTGGAGAGAAAGAAAGGG 125

Ad03A10702 Aradu.A03 10702 p2 (AT)6 12 36435491 36435502 AGTGTGTCATACGATGGGCA TGTTGCAAATAGGTAATTTTGAGC 217

Ad03A10708 Aradu.A03 10708 p3 (TCC)5 15 36460620 36460634 TCCCCCTTTTTCCTCATCTT TCGGTGCATTTTGAATTTGA 221

Ad03A10709 Aradu.A03 10709 p3 (CTT)6 18 36464076 36464093 ACACCAAGCGAAAGCTGAAT AAACGCGTGATCCACATACA 179

Ad03A10712 Aradu.A03 10712 p2 (TA)6 12 36479536 36479547 CCTCGGTGAGTTGTCTGGTT TCATAAGACACCAGCCACGA 231

Ad03A10715 Aradu.A03 10715 p2 (TA)8 16 36488977 36488992 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTTTCTCTTTACTTTTT 242

Ad03A10718 Aradu.A03 10718 p3 (AGA)6 18 36526391 36526408 TCGGAGGTGAAAGCTTTTGT ACTCCCCCTTCTCCTCCATA 192

Ad03A10720 Aradu.A03 10720 p2 (TC)7 14 36535158 36535171 TCACTCATCTGCGTCGTTTC CGAACTCGTGAACGGTGATA 219

Ad03A10722 Aradu.A03 10722 p2 (TA)6 12 36535855 36535866 CCTTTCGTTTATGTTAGATGGTCA TTTGTGAGTTAACTTTCGTACTCG 267

Ad03A10724 Aradu.A03 10724 c (T)10ggttataaaaagcaattttcatttagatagaaaatataagtactttttctagtaaacaattcattaaaatcttcttaa(T)1199 36537713 36537811 GATGCATCCCGAATTTGTTT CCGGATAGAACTTTTGGGAA 230

Ad03A10728 Aradu.A03 10728 p2 (AG)6 12 36557205 36557216 TTTTTGACCGAATTTTTGGC CATTGAACCTGGAATTAGGAAGA 194

Ad03A10729 Aradu.A03 10729 p2 (CT)25 50 36562206 36562255 AGGCCGGGAAAGAAAATAAA GCCAGTGTGAAGATTGAAGGA 278

Ad03A10731 Aradu.A03 10731 p4 (TATT)5 20 36569629 36569648 TTTCGAAAATCACTATCTCTCCTC CAAGGGTGAGGATAGAGGCA 105

Ad03A10734 Aradu.A03 10734 c (T)10cttagaaatcttatctttttatcttatctttttatcttatctttttatcatatttttttcaaaa(T)1084 36582339 36582422 TCAAAAATTTGAAGTTTGTTACTTTC CAAATTTGAAAAGATCAGAAGATTTA 237

Ad03A10735 Aradu.A03 10735 p3 (TTC)6 18 36587946 36587963 AAATCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 196

Ad03A10738 Aradu.A03 10738 p2 (AG)6 12 36633390 36633401 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 222

Ad03A10742 Aradu.A03 10742 p3 (TTC)5 15 36679134 36679148 TGCACCGCCTGTTCTATTTA CCACAAGCAACGATATAGCAA 280

Ad03A10751 Aradu.A03 10751 p4 (TTAA)6 24 36711031 36711054 GAATCTCGAAAACGAAGACCA GCAGGCTTTTTCATCTTCCA 221

Ad03A10752 Aradu.A03 10752 p3 (GGA)5 15 36711217 36711231 GCCATGGAAGATGAAAAAGC CCAGAGAAGGCACAGGCTTA 145

Ad03A10753 Aradu.A03 10753 p3 (TGA)10 30 36711351 36711380 GAGGGTATCCCCCAAAGAAG CTCTGTTGTTTCCATTCGGG 249

Ad03A10754 Aradu.A03 10754 p3 (AAT)5 15 36711499 36711513 TTGTTGATGTGGATGGATTGA ACAACATCCACAAACCCTCA 166

Ad03A10755 Aradu.A03 10755 p3 (TAT)6 18 36711728 36711745 TCAAGAATCATACCACTCTTAACCA AAACCTCATTCACCTCGTGC 274

Ad03A10756 Aradu.A03 10756 p3 (TTA)7 21 36711975 36711995 GACATGCAGGCTCAGAAACA CATGACCAAACCAAATGTGAA 221

Ad03A10761 Aradu.A03 10761 c (A)13cacgtcaataaatttaaaaaataataatacatgtagatgcatgcttacacagttacacatgttttttattctag(TA)9105 36720004 36720108 AACGAACAAATGCATAAAAATGT TGTTTGCTAGGACCCTCTTCA 264

Ad03A10763 Aradu.A03 10763 p2 (TA)6 12 36733852 36733863 AACATTCGATCGGTGAAAGC TGACAGTGAGATTGAGAATGGG 216

Ad03A10765 Aradu.A03 10765 p2 (CT)7 14 36736307 36736320 TGCTAGAACAATAAATTGCAAGGA TAGGCTGCTTTTGACCCAAT 235

Ad03A10769 Aradu.A03 10769 p2 (TC)7 14 36749445 36749458 CACACCACTTCTCCCCTCAT TCGGCATTGTGAAGAGTGAG 264

Ad03A10770 Aradu.A03 10770 p2 (CT)9 18 36749799 36749816 CTCACTCTTCACAATGCCGA ACATAGCTGCTGGTGTGTGG 244
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Ad03A10771 Aradu.A03 10771 p2 (TA)6 12 36751921 36751932 ACATCGTAAGGGTGACCGAG GCACAAGCAAGCAATTCAAA 253

Ad03A10772 Aradu.A03 10772 p2 (TC)7 14 36777488 36777501 CTTATGCTCCCCACTACCCA TGGAGAAAAGGGACCAGAGA 113

Ad03A10774 Aradu.A03 10774 p4 (TTTA)5 20 36779340 36779359 GACTTGAAGTTGACTTTGGCCT TTTTTGTCTACCCATTTCTTTTGA 128

Ad03A10775 Aradu.A03 10775 p4 (ACAT)5 20 36779981 36780000 CTTAACCAATCGCGCTTTTC CCCAAACAAAACCGAAGAGA 153

Ad03A10777 Aradu.A03 10777 c (T)10aaagctggggggccaggcctctacttg(C)1047 36784714 36784760 TTATTTGGGTTGGGACGTTG GTGAGAGCCAAGGACGGATA 109

Ad03A10782 Aradu.A03 10782 p3 (ATT)5 15 36820678 36820692 CCTATCTGAAATCCCCACCA TCTTCACAAGTCCGCACAAC 237

Ad03A10783 Aradu.A03 10783 p5 (AAAAT)5 25 36821228 36821252 GCTGGCCATCAAGCTTTAGA TGCAATTGACACCAAACTTGT 210

Ad03A10786 Aradu.A03 10786 c (AG)6at(AG)14 42 36834245 36834286 TGCCGTAGTCTCCAAAATGG GACGACAGAAACCCAGTGGT 153

Ad03A10787 Aradu.A03 10787 c (CT)9tctccttcctctctctttctctctccctcccttctttctcttcttt(TC)9cccc(CT)7cctcctatctctctttttcccttctctccctcctctctctctcattttcctctttctcctcctcctctttgtcctctccttttctctctccccctccc(CT)8214 36836480 36836693 TCAAAACCTAATTTCAAAACCAAA GGGAGAGAAACAGGGGAAAA 280

Ad03A10789 Aradu.A03 10789 p3 (ATT)5 15 36851342 36851356 TGCTGAAATGGAAGATGACG TTCAATGATATATGCGTAGCGAA 245

Ad03A10795 Aradu.A03 10795 p2 (GA)6 12 36856550 36856561 TGTGAGGTCCAAGTCCAACA TCCAATCAACATCTCCACCA 267

Ad03A10802 Aradu.A03 10802 p3 (TCT)5 15 36885466 36885480 AAACCCCTCTCCCTCCACTA TTGCCTTCCCTTTCCTCTTT 262

Ad03A10803 Aradu.A03 10803 c (TC)8tt(TC)11 40 36903449 36903488 CAATATTGCTGCAGAACCGC GAGGGTGATAGAGGAGATGGAA 258

Ad03A10808 Aradu.A03 10808 p2 (AT)7 14 36911053 36911066 TCCTCACCTTCCACCATCTC ACCCCTGTTTTCAGCAAATG 243

Ad03A10810 Aradu.A03 10810 p2 (TA)6 12 36914477 36914488 TGACCTTCCGATTCCATTTT ATGAAAGCACGCATGCATAA 248

Ad03A10813 Aradu.A03 10813 p2 (TA)6 12 36919120 36919131 GCGCCATAACGCTAATTTGT CCATCCAAGCCGTAGAAAAA 271

Ad03A10818 Aradu.A03 10818 p2 (TA)11 22 36964348 36964369 TCTCTCTCCTTTAATTCTTCTCAAAA TTGAAGCAAAATTTGTGGATCTT 267

Ad03A10822 Aradu.A03 10822 p2 (TA)12 24 36981928 36981951 CTCTGCCATGCCACTGATAA GAGCGAAGTGACAACACCAA 274

Ad03A10828 Aradu.A03 10828 p2 (AT)8 16 37010513 37010528 TCATTTGTAGCGACAAGAAGAAA CGCTAAGAATACGCTCGTTATG 178

Ad03A10831 Aradu.A03 10831 p3 (TCT)5 15 37017231 37017245 TGGTCCCTCTTCATCAAACC AGTGGAGGATCATGGGATCA 270

Ad03A10835 Aradu.A03 10835 p2 (TA)6 12 37021862 37021873 GTCAAATTCTTTTCCGCCAA CCGCAAATATGTGGAACAAA 279

Ad03A10836 Aradu.A03 10836 c (CT)11(CA)10c(CT)8cct(CA)674 37023558 37023631 AATCCGATGGTAAGAGCGTG GTCAGCAGCGACAGATGGTA 196

Ad03A10837 Aradu.A03 10837 p2 (AT)6 12 37026769 37026780 CCTTTGCGAATACGAAACAAA TTCAGCTACAGGTGCGAAGA 260

Ad03A10839 Aradu.A03 10839 p3 (ATC)5 15 37045381 37045395 CATCAGCATTTGTTTCTAAAGGG GGTCGTTGTTGCCTCTTCTC 234

Ad03A10841 Aradu.A03 10841 p3 (TAT)15 45 37049476 37049520 CATGAACAAAAAGTTATTCAATGATG CACATGGATCTGACCCTCAA 266

Ad03A10844 Aradu.A03 10844 p2 (AG)7 14 37058179 37058192 AATCAATTCAAATATCAAAAGCAAA TGCATCCATTCAGTGAGAGC 195

Ad03A10849 Aradu.A03 10849 p2 (AG)6 12 37086378 37086389 AGCACATGCTGCAAGAGAGA TCAAGTCGATTGGCAAGTCA 262

Ad03A10852 Aradu.A03 10852 p3 (TAA)5 15 37097668 37097682 TCCACACACACCCTGTCCTA AGAAGGTTCCACAATCCGTG 111

Ad03A10857 Aradu.A03 10857 p2 (AT)6 12 37107102 37107113 AGTGCAGAGGAGGTGGATGT CAAAGCTTAAGTGTGGGGGA 280

Ad03A10859 Aradu.A03 10859 p2 (AT)11 22 37110444 37110465 TTTTGTTGTTTTCTCTCTCCTCA TGGCGTTTTAACACTAGCGA 273

Ad03A10860 Aradu.A03 10860 p2 (AC)6 12 37118138 37118149 AATATCCCACCTTGCTTCCC TGAACAACCTTTGCAACCAA 170

Ad03A10861 Aradu.A03 10861 p2 (AG)6 12 37130390 37130401 AGCGATTTCTGGACCCTTTT TGAACCTGTGATTGAAGAAGATG 222

Ad03A10864 Aradu.A03 10864 p2 (AT)8 16 37157161 37157176 GCCAGTCTGGTGCTTCTTTC GGGAGGCAACCCAATTTTAT 239

Ad03A10866 Aradu.A03 10866 p2 (TA)7 14 37158457 37158470 TTGAAATCCAAAATCTCGCC TCCTACCGAACTAGGAGATACAGT 184
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Ad03A10868 Aradu.A03 10868 p3 (TTC)5 15 37173081 37173095 GAACTTCCGGGTACTCTCCC GCTCCTCCCCCTAATGAAAG 241

Ad03A10869 Aradu.A03 10869 p2 (GT)6 12 37179967 37179978 CACCTTTGCAGAACCGAGAT GCTTCACAACACACTTTTAGGC 226

Ad03A10872 Aradu.A03 10872 p2 (AT)7 14 37205190 37205203 CGATAAACCAACTCTTGAACCA CAATACCCGTATTATAGAAAATGACTT 235

Ad03A10875 Aradu.A03 10875 p2 (TG)8 16 37237445 37237460 CAATGAGTGTGCAATTTCGG CTAGCTCATCCCAAGCCAAG 222

Ad03A10876 Aradu.A03 10876 p2 (TA)7 14 37262994 37263007 ATGCCACAAGCACATGGTTA AAAAAGCAAAAGCTTGCGAA 199

Ad03A10877 Aradu.A03 10877 p3 (AAG)5 15 37268744 37268758 CTCGGAAGTGGAAGCTTTTG TCCCAACTACACCCTTCACC 262

Ad03A10884 Aradu.A03 10884 p3 (CAT)5 15 37354635 37354649 GGCTTTGGCAGAAGAAACAG TCTGACTATGCCGAGCTTCA 207

Ad03A10886 Aradu.A03 10886 p2 (AT)6 12 37378118 37378129 CCTGAATTTGAACTGGGGAA AGTTGCAAATAGATTCGCGG 129

Ad03A10890 Aradu.A03 10890 p2 (AG)6 12 37389792 37389803 TACCAGAATACACTGGGGGC CGAGATTGAGAGCCACTCCT 229

Ad03A10892 Aradu.A03 10892 p3 (AAG)5 15 37391640 37391654 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad03A10894 Aradu.A03 10894 p3 (ATA)20 60 37406988 37407047 TCCACATGATCTCAATCCCA ACCTCTATTGGTGGGCCTTT 277

Ad03A10896 Aradu.A03 10896 c (AAT)17a(ACG)9acaac(AAT)9111 37446991 37447101 CTAAAAAGGTCGAACGCTGC GAACAGCCCAAATCTCCTGA 211

Ad03A10898 Aradu.A03 10898 p2 (AT)6 12 37478578 37478589 CAAGCACATCGACACGGTAG TTTTCGCTCTCGAAAATCGT 135

Ad03A10901 Aradu.A03 10901 c (T)14aataaattaattatatat(A)1143 37496706 37496748 TGTTTTCACTTTGCAATCCG AAACGGATTGGAGTAGCAGC 227

Ad03A10902 Aradu.A03 10902 c (ACA)5at(AAC)9(AAT)1383 37503013 37503095 CAACTCCCAACTTGATCTTTGA TTGGGTCTGGCCATATTTTT 261

Ad03A10903 Aradu.A03 10903 p3 (ATA)18 54 37521353 37521406 TCTTCAAGAGGAACTCGGACA CAAATTGGGGAGGGAAGAAT 251

Ad03A10905 Aradu.A03 10905 p2 (TA)6 12 37523152 37523163 TAAAAGACAAAATGCCCCCA TCCTAAACACAATCCTTCCCA 194

Ad03A10912 Aradu.A03 10912 p3 (ATG)5 15 37544732 37544746 TAGGAAATGCATGGTGGATG TTGCGGATTTGTAGGTTGAA 257

Ad03A10914 Aradu.A03 10914 p3 (CTT)5 15 37562116 37562130 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad03A10915 Aradu.A03 10915 c (TG)6(T)11 23 37566276 37566298 CAAGCTCCTCTCGACTCTGG TTTGTGAGATTTGATGAAGATGAA 241

Ad03A10920 Aradu.A03 10920 c (T)10attttttat(TA)1039 37573453 37573491 AATTGATGGCTACAACTTACAAAA TATGCCTTTTGCTTTGGGTC 277

Ad03A10922 Aradu.A03 10922 p3 (ACC)5 15 37580733 37580747 TATTTGCTAGGAACCGGTCG TACCCATGGAAGATGGGTTT 240

Ad03A10923 Aradu.A03 10923 p3 (GAA)5 15 37581333 37581347 GGAGGAAGAGGAGGAGAAGG CACTGACTAGACCGAACCCA 182

Ad03A10924 Aradu.A03 10924 p6 (TTCCTC)6 36 37582339 37582374 TGCTAACGGGCCTTTTAATG ACACCCAAAATTCGTTGCAT 278

Ad03A10926 Aradu.A03 10926 p2 (TG)7 14 37586793 37586806 TGTGAAAAGCCTTGAAGCAA TCACAACTGAAACACGCACA 245

Ad03A10928 Aradu.A03 10928 p3 (TAA)5 15 37599296 37599310 GCCTAAAATGCGCAGTAAGC GACGGCCCACTGATACTGTT 268

Ad03A10934 Aradu.A03 10934 p2 (GA)9 18 37609775 37609792 GGTGGCACATCAACCTTCTT TAATTAAAGGCGGCATTTGG 199

Ad03A10935 Aradu.A03 10935 p3 (CAA)5 15 37630140 37630154 CACAGAATCGAGGGAAGAGC CAGTCTGTTGTGCCTTTCCA 273

Ad03A10939 Aradu.A03 10939 p3 (GAT)7 21 37665523 37665543 ATGTCAAAGGCCAAAAGTGG TGCATTGCAAAGATTGCTTC 200

Ad03A10940 Aradu.A03 10940 p2 (TC)26 52 37667099 37667150 TAATTCTTTCTCCCTCCCCC CCTTTGGGAAAAGCCAGAGT 247

Ad03A10943 Aradu.A03 10943 p2 (TA)10 20 37671843 37671862 TTTTTACTTTCGATAGAACTGTTGAC TTTCACGAATGGTAAAAATGACA 262

Ad03A10946 Aradu.A03 10946 c (AAAGA)7atgaaggggaacaaaaatgcccaagacaaagtaattaaaaacaatgcataagggatgtgaattgaaaagaatgcatgagtatgc(A)11130 37702637 37702766 ACATGAACCCCAAGGAAAAG CCCACTAGACACATAGAGCAACC 229

Ad03A10947 Aradu.A03 10947 c (T)11aaatttgtgcatgcagg(TTC)646 37706652 37706697 CCCTTCTTATTTCAAATTCATGC CATCATCAACATGGCAAAAA 156

Ad03A10948 Aradu.A03 10948 p3 (CTT)5 15 37707099 37707113 TTGGACTCATTGTCCTGCAC TCATGAACAAAAACACATCCAA 260
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Ad03A10950 Aradu.A03 10950 p2 (AC)8 16 37724557 37724572 TCTCACCTCACCAAAACCCT TCTCTCCTCCTGTTCTGCGT 278

Ad03A10951 Aradu.A03 10951 p2 (AT)11 22 37731767 37731788 TATGTTTCCTTCGCCTTTGG TGTGCCACTCTGATAGCTCG 254

Ad03A10953 Aradu.A03 10953 p2 (CA)7 14 37765296 37765309 CCTAACCCAATGACCCCTTT TGGCTTCTCCTCTTTCCTCA 252

Ad03A10954 Aradu.A03 10954 p2 (AT)6 12 37771286 37771297 TGTGGGAAAAACTGTGGAAA ATTGGGGTAATTTTGTCCCG 238

Ad03A10960 Aradu.A03 10960 p3 (TTG)6 18 37817133 37817150 GGGGCGAAAGATAGAGGAAG TTTTCAACGATGCCATGAGA 264

Ad03A10963 Aradu.A03 10963 c (AG)7gggagggaggtgagagggggctgtcgaaagggtgctagagggggctgttgagggagagttgagagggtt(AG)899 37862859 37862957 GGTGGCTAGCGCTATGAGAG CCCCTCATTTCGAATCACTC 192

Ad03A10964 Aradu.A03 10964 p3 (AAT)5 15 37864603 37864617 AAGTGCATGAGTGGAAGAGTCA ACACTTCCCTTCCCCAAAAC 236

Ad03A10969 Aradu.A03 10969 p3 (AAT)5 15 37870175 37870189 AAAAATCCAGCGCAAAGAAA GTGAAGGGGTAGCAATCAGC 239

Ad03A10971 Aradu.A03 10971 p4 (TTAT)7 28 37884965 37884992 CAACGAAGCCTTTACAATTCAA GCCCACACCACTCTCAACTT 221

Ad03A10972 Aradu.A03 10972 p2 (TA)7 14 37889722 37889735 TTGTCAGGCCGCTCTTTATT TTTTTAAGCATGCGATGCAG 206

Ad03A10973 Aradu.A03 10973 p2 (TA)7 14 37891224 37891237 TCGCAGGTCAAAGGAAACTC TCTAAATTGTTCTTGGTCATAGGATT 256

Ad03A10974 Aradu.A03 10974 c (AAG)6aatctgcgtgcgtgaaaaaga(AGG)554 37899225 37899278 AATTCAGAACACCTGCGTCC CACGTGCTTTTTCTTCTCCC 261

Ad03A10976 Aradu.A03 10976 p3 (TGA)6 18 37909649 37909666 GAGGATGAACAGGAATCCGA AAGGCGATGGGATGAGTGTA 178

Ad03A10977 Aradu.A03 10977 p2 (AT)10 20 37916088 37916107 AGCCTTACTCTTTACGCCCC CATGGATCCTTGGAAATTGG 217

Ad03A10979 Aradu.A03 10979 p2 (TA)6 12 37918057 37918068 CTCTTATGTGAGAGGCGATGG GCATCAGGTAGTGGCTGTGA 278

Ad03A10980 Aradu.A03 10980 p2 (AG)6 12 37921535 37921546 AGAGGTATAGACGCTGGCGA TTCGGTGGACGACAAGTACA 254

Ad03A10983 Aradu.A03 10983 p3 (TTC)15 45 37930340 37930384 TTGTTAACGCACCTTCCTCC GAAGAACGATGAGCAGCAGA 230

Ad03A10984 Aradu.A03 10984 p3 (TCA)5 15 37933244 37933258 TTTAACAAATTCAGGCAAATCAA CCGTCTTTCGAGTCGAGGTA 279

Ad03A10985 Aradu.A03 10985 p3 (AAT)6 18 37935041 37935058 ATCTGCATGCTGCCATTTTT TTGTGAACGGTGGCAAAATA 237

Ad03A10987 Aradu.A03 10987 p2 (AT)6 12 38002763 38002774 TGCATGTGAGTTTTCACCGT GGCAAGCCAAGATCCAGATA 240

Ad03A10988 Aradu.A03 10988 c (TTC)5ctcttcttcttcttttctttccttttttgtcttctctttctccttcttcctttacgtgcttttttctctgttttcttttttcgttattctcgatttcta(T)10124 38010548 38010671 AATGCGTTTTGAATCGTACTG GAGAAGGCAAGAAACGAAAGAA 256

Ad03A10992 Aradu.A03 10992 p2 (TA)7 14 38019227 38019240 CGAAGAAAGAAATAGAATGTGGC AAGCTCAATTGGCGATGAAT 214

Ad03A11000 Aradu.A03 11000 p3 (GAA)5 15 38041502 38041516 TGATGAGGGTGAGAGAAGGG TCAACTCATCCACGCTCAAG 252

Ad03A11007 Aradu.A03 11007 p3 (ATA)14 42 38089531 38089572 CATCGCAAGTCCCCTATTTA CGTTCAGTCTCGCCCTAAAA 280

Ad03A11008 Aradu.A03 11008 p2 (AT)8 16 38089839 38089854 TTTTAGGGCGAGACTGAACG GACCATTAAATCCAGGCGAA 194

Ad03A11010 Aradu.A03 11010 p2 (TA)11 22 38093355 38093376 CAAAAAGAAAAGAGTAAAATTGCACA CGTGTGCATGCAACAGTCTA 136

Ad03A11014 Aradu.A03 11014 p2 (TG)20 40 38103712 38103751 TCTCGTTAGGCGTCTGGACT TCAAGGCTGGTCGGAGAATA 238

Ad03A11018 Aradu.A03 11018 p2 (AG)8 16 38141080 38141095 GTCAGAGGTGGCTTCCAGAG AGACGCCGTGTTTTGGTAAC 211

Ad03A11020 Aradu.A03 11020 c (A)14cacaaagtcataaaagctaacccaatgtgaaataaatgaaaagctaccctattttcgtcttattagtaatgcatgttttggttgga(T)10110 38157820 38157929 CCAAACGAACTCAACACAAAA TAAGCGATTAAGCGATGCCT 236

Ad03A11022 Aradu.A03 11022 p2 (AG)7 14 38180159 38180172 GGGGGATCAATCATTCACAC GAAATTCAAGACCCAAAGTTCA 270

Ad03A11026 Aradu.A03 11026 p2 (GT)9 18 38190670 38190687 GGAAATTGCTAAATGGATTGG CCACAACCAAAACAACACCA 218

Ad03A11029 Aradu.A03 11029 p4 (GATA)5 20 38202380 38202399 CGTTTGCAAATTTGTTTGTTTG CAAAGGGAAATGATCAAAGGG 147

Ad03A11030 Aradu.A03 11030 p2 (TA)12 24 38216346 38216369 AACGTGTTGGGTTTGCTTTC AGCTCTAGACTCGACCTGCG 233

Ad03A11032 Aradu.A03 11032 p3 (TCA)5 15 38245748 38245762 TTGTTCTGGTTGCTGAATGC CAGGATGACAGAAGACGCAA 230
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Ad03A11034 Aradu.A03 11034 p2 (AT)7 14 38257162 38257175 CAACAAGGAGGCTATAATTCAGAAA AAGAGGTCATCAACATAAGCCA 201

Ad03A11035 Aradu.A03 11035 p3 (CTA)31 93 38270609 38270701 CGTCGCTAGATCCCCAATAG GGAATGCTTGTGTATATCATCCC 224

Ad03A11037 Aradu.A03 11037 p3 (ATA)6 18 38285895 38285912 GCCTTGAGCAGAGTTTCCAC GGACATGAATTCAACCCTTTTC 138

Ad03A11039 Aradu.A03 11039 c (T)11cgtttttctctttc(T)1237 38296062 38296098 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 236

Ad03A11041 Aradu.A03 11041 p3 (TCT)5 15 38327243 38327257 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 183

Ad03A11042 Aradu.A03 11042 p3 (AAT)12 36 38341755 38341790 TCGGTGGATTTTAAACTCGATAA GGCATTACTATAACGACCTGCAT 275

Ad03A11043 Aradu.A03 11043 p2 (AG)8 16 38353003 38353018 TCGTCCACAACAACTCCAAA GCTTCCATCGTGACCTTCTC 268

Ad03A11048 Aradu.A03 11048 p2 (TA)6 12 38374178 38374189 GTATTTTGCCCCTTTGGGTT TGCAACACTCCGATCGATAA 198

Ad03A11049 Aradu.A03 11049 p2 (TA)12 24 38379687 38379710 GGCTCTCATGTTTCCTTTGG GATAAACCGTGAAGCCGAAA 205

Ad03A11051 Aradu.A03 11051 p2 (TA)8 16 38388847 38388862 CCCTTGAAGGAATCCCAATTA CATGCATGATGATGGCTTTC 277

Ad03A11052 Aradu.A03 11052 p3 (AGA)6 18 38389156 38389173 CCAAACACACTTATTGCCCA TGTTAGATGGGGTGGGGTTA 266

Ad03A11056 Aradu.A03 11056 p2 (GA)7 14 38393820 38393833 TGCATGACAGAGAGGAATGG CTTGGGGTGTGCTTCATTTT 232

Ad03A11057 Aradu.A03 11057 p3 (TCC)6 18 38397818 38397835 TGCGCATTTCAATAACACAA CCTGCGTCTAGAATGAATCG 266

Ad03A11059 Aradu.A03 11059 p2 (AG)9 18 38402169 38402186 GAAGAAGAGGGTGGCAACAG TTGTGCCCTAAATTCGAACC 200

Ad03A11060 Aradu.A03 11060 p3 (AAT)5 15 38402802 38402816 TGTTGAAAAACCAACAAAAACA CGTTAGGGACAACTTTGGGA 237

Ad03A11063 Aradu.A03 11063 p5 (ATATA)10 50 38411487 38411536 TGATTGGTATCGTTAAACCTTATTT TGTGGCTTTAGAAAGTGTGGTG 278

Ad03A11065 Aradu.A03 11065 p2 (AT)10 20 38419536 38419555 CCAAATTTTCTTCAGGCCAA TGACCGTACATATATTTGATGCC 254

Ad03A11067 Aradu.A03 11067 p2 (TA)7 14 38422937 38422950 CGAGTAAAGGATAGCTCCAATG TGCTTGTGTCCATCAAGAGC 109

Ad03A11069 Aradu.A03 11069 c (TG)11(TA)13 48 38429260 38429307 TTGTATTCAGTTTGACTAGCCAGC GCCACGACAGTTCTAAAGCA 235

Ad03A11071 Aradu.A03 11071 p2 (TA)7 14 38448944 38448957 TCTGTTTTGAACGCTTCACG CTTGCTGGTTAGTTGTGCGA 277

Ad03A11073 Aradu.A03 11073 c (AAC)10(AAT)5 45 38465444 38465488 ACATGGCTTAACAGCCAACC GCACCGGAGATGTGAAAAGT 260

Ad03A11074 Aradu.A03 11074 p2 (GA)12 24 38466252 38466275 AGGGGGAGAAGAGAGATGGA ATTCGAAGCACGAATGCTCT 176

Ad03A11075 Aradu.A03 11075 p5 (TTTTA)5 25 38478360 38478384 AATTTGTGCCAAAGGTACGC AACCTGGATTTTCGCATGAC 214

Ad03A11076 Aradu.A03 11076 p4 (GAAA)7 28 38492551 38492578 GCCATTTGGGTGAGAAGAGA AACCTCATTCCTCACAACCG 209

Ad03A11077 Aradu.A03 11077 p2 (AT)6 12 38506358 38506369 TGTCTCATGTATTGCTCACTGAGTT ACGAAGATAGTGCCACGACA 150

Ad03A11078 Aradu.A03 11078 p2 (AT)7 14 38515116 38515129 CACTCGAAAAGCGATTGGAT CCTTAGGACTCGGTGGTTGT 192

Ad03A11079 Aradu.A03 11079 c (TTC)5tcgttcttctttttctcg(TTC)754 38518840 38518893 TACGTCCAATACACGCGCTA CAGCTGAGAATCTGACGTTGA 266

Ad03A11082 Aradu.A03 11082 c (A)10tttttttaccttgtcaaatctaatacagttgt(A)1456 38530267 38530322 CGTTAGCTCACGTTCTTTCCA TTCCATAGTCGGCCAATTTC 225

Ad03A11093 Aradu.A03 11093 p2 (AG)6 12 38552372 38552383 CCATGCTACCATAAAAACTTTCC ATGTGTGTGGTTTGGGTTTT 278

Ad03A11094 Aradu.A03 11094 p3 (ATA)23 69 38553879 38553947 TTTTATTTTCAATTATTGCTAACTCG AAAATTTGGTAAAATTATAGAGATGGA 266

Ad03A11096 Aradu.A03 11096 p3 (AAG)5 15 38579723 38579737 TTCAGGCAACCATTCAACAA CCCATGGAAGTTCTGCATCT 246

Ad03A11098 Aradu.A03 11098 p2 (CT)7 14 38590086 38590099 CACAGCAAGGGCATTTTGTA ACTTGCCGGTTAGTTTGTGG 238

Ad03A11107 Aradu.A03 11107 c (T)10aattcaaatgtactaggtaatatttttg(T)1149 38612116 38612164 TTTTTGGCCGTTTTGTAACTG TTTTTAATGCCGTTTCGCC 206

Ad03A11110 Aradu.A03 11110 p2 (TA)6 12 38614807 38614818 AATGTGCTAAATGATCCTGTCTTT AAGCATTGACGGATCCAAAA 274
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Ad03A11115 Aradu.A03 11115 c (A)10cggccatcggcgcgctagcacaatgt(GC)648 38625748 38625795 ATAGGGAGCTCTTGGGCATT GATGACAGGGAACAAATCCG 269

Ad03A11116 Aradu.A03 11116 p2 (GC)6 12 38625949 38625960 ATAGGGAGCTCTTGGGCATT GGATGACAGGGAACAAATCC 270

Ad03A11117 Aradu.A03 11117 p2 (CT)6 12 38641379 38641390 TTCTCGACCCAGAAAACACA ATAAGCCAATTGGGCAACAC 279

Ad03A11119 Aradu.A03 11119 c (AT)6aatataat(ATAA)540 38646087 38646126 AAGTGTGGGAAAACTGTGGG AACATTGGGGTAATTTTGTCC 258

Ad03A11120 Aradu.A03 11120 p2 (AG)6 12 38647381 38647392 CCAGTTCTCGACCCAGAAAA CAATTGGGCAACACAATTCA 277

Ad03A11121 Aradu.A03 11121 p2 (TA)7 14 38654949 38654962 TTTGTATTTGGATGTCATGGGA TTCATTTTTATTGGTGGACTGAA 230

Ad03A11122 Aradu.A03 11122 p2 (GA)24 48 38655954 38656001 AAACATCGAGTCGTCTTCCC CTTGCTTGCTTTCCCAATTC 130

Ad03A11125 Aradu.A03 11125 p2 (GT)6 12 38671192 38671203 GTGAGAAAACAGGGGTGGTG TCCTCTTCTGCTGGTAGCGT 116

Ad03A11126 Aradu.A03 11126 p2 (GA)8 16 38672930 38672945 GGGTCGTCTTCCCTAGGAGT CAATTGCCATGTTTGTGGTC 258

Ad03A11128 Aradu.A03 11128 p2 (GT)6 12 38683328 38683339 TGACATGGTAGATGGGCGTA GATATCTTGCGTGCACATGG 196

Ad03A11129 Aradu.A03 11129 p2 (CT)7 14 38686242 38686255 TGGGTTCAGAAACCTTCTCG GAAGAAGTTGGGGCATCAAA 173

Ad03A11130 Aradu.A03 11130 p2 (AT)7 14 38690569 38690582 TACCATTCTTTGGGGACCAG ATGGTTGGTCTCGGAATCAG 272

Ad03A11132 Aradu.A03 11132 p3 (GAG)5 15 38693168 38693182 CGAGAGCGAAGAAGCTCTGT CCACAATCACCTCAAACCCT 199

Ad03A11136 Aradu.A03 11136 p2 (CT)8 16 38747263 38747278 TACCGGCTCATCAACTCACA GATTAGAGGAATTGGCTTGGC 181

Ad03A11137 Aradu.A03 11137 p2 (CT)8 16 38751243 38751258 TACCGGCTCATCAACTCACA GATTAGAGGAATTGGCTTGGC 181

Ad03A11139 Aradu.A03 11139 p2 (TG)6 12 38768262 38768273 CAAAAGGAACTGCAGCAACA TTTCACCTTTATTTGGGCCTT 256

Ad03A11141 Aradu.A03 11141 c (TAA)6tcaatagagttaaacagttaacatattaactgatgacattttattatatacactaccttcaaatggaatcagcaagacattaa(T)10111 38772730 38772840 TTTTCTTCGCTCATACCAATTT GGACCCAAAGAGGAATTGTG 266

Ad03A11153 Aradu.A03 11153 p2 (GA)7 14 38876995 38877008 AAAGAGGGAGAGAGGGTTCG AAATTTCGAAAATCACCTTCC 248

Ad03A11156 Aradu.A03 11156 p2 (AT)6 12 38890387 38890398 CTTCGAAAAGACAACGAGGC CGAAAGGATAACGAGGTTCC 136

Ad03A11160 Aradu.A03 11160 p4 (TTTA)6 24 38913044 38913067 CAAAAGGAAATGGAAGAAGAGAA GAGCACAACCTCATCCACG 242

Ad03A11164 Aradu.A03 11164 p2 (AT)6 12 38955442 38955453 GTCCCAAATGCATGCTCAC CCCATTTTTCAAGGCTCCTA 279

Ad03A11167 Aradu.A03 11167 p3 (TCT)6 18 38974360 38974377 CCCATAAACCCCACCTACCT CTGGCCTTAGGTGCCATAAA 217

Ad03A11168 Aradu.A03 11168 p2 (CA)6 12 38978213 38978224 TAGATACGCCAGGACTTGGG GTCAAACGTCGTCAACCTCA 124

Ad03A11172 Aradu.A03 11172 p2 (TA)11 22 38984436 38984457 TGCGCCTACATTTGTCTCTG CCATCCAAGAAGAACAACCG 226

Ad03A11173 Aradu.A03 11173 p3 (ATC)6 18 38986826 38986843 GCGGAAATTGAAAAGCTGAG ATCTGAGAAATTTGCCCCCT 233

Ad03A11174 Aradu.A03 11174 p3 (TAA)15 45 38988380 38988424 TTTAGAGATTTCAAACAAAATATCGAC CAGCACAAACCACCTTGCTA 269

Ad03A11175 Aradu.A03 11175 c (AT)6aattaaaatgtataaatagaagactctagtattaaaataattagctcaataatatt(TA)884 38989915 38989998 TGTTGTGGAAGAACATCAACG AACAAATGCAATTCTCTCTCTTTTT 279

Ad03A11182 Aradu.A03 11182 p2 (TC)6 12 39034374 39034385 ACACGACCCAGATTCAAGGA CATCTCGGGGAGCTATGAAA 253

Ad03A11184 Aradu.A03 11184 p2 (CT)8 16 39055965 39055980 TGCGACTCTTTCTCTCCCAT ATTGTTCAATGCATCCCTCC 240

Ad03A11190 Aradu.A03 11190 p3 (TTC)6 18 39120591 39120608 CGTAAACCTTTTTCGCGTTC TCCAAATCGCACTCATTCAA 268

Ad03A11194 Aradu.A03 11194 c (TAT)18tgttattattattatttggttttatgcaactagttaaaatggaacaaagaaaagaaaaaagaaagttaaatgtgaatttttatatgcatgtgc(AT)6159 39140044 39140202 CAAGCATATAACACCCCGAA GCTGATGATAATGGCCAGGT 251

Ad03A11195 Aradu.A03 11195 p2 (AG)17 34 39147887 39147920 GCCGGTGGTTAAACAGAGAA GCAATGGTTTACCGTCGAAT 222

Ad03A11196 Aradu.A03 11196 p2 (AC)7 14 39150392 39150405 AATTTCAGTGCATTACCGCC CCTTTTCGGCATCATCTGTT 165

Ad03A11200 Aradu.A03 11200 c (T)10attttaaatatatttgaatacctttttctaaaatatacacttttattaaaaaagtg(T)1076 39161402 39161477 CGAAAAGTTTAAAGACGATGCAC GACTTCTGCCCTCTCGTCAC 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A11202 Aradu.A03 11202 c (GA)10gtacgaggatgtttgcgtgtgtttgttgagagagttgagaatgtgtgaagaggagtttgttttaaaaaaggggtgtgtgtgt(GA)6114 39163739 39163852 AGTAGGCAGCATCCTTGGAA CCAATCTTTTCCATGCGTTT 190

Ad03A11205 Aradu.A03 11205 p2 (CA)8 16 39168328 39168343 ATCCCACCCTCCTCACTTCT TGACGATGGTCTTGGTGAGA 188

Ad03A11207 Aradu.A03 11207 p3 (ATT)5 15 39183473 39183487 TCCACGAGAGATTCCACACA GCAAATATCCCCCAAATTCA 168

Ad03A11209 Aradu.A03 11209 p3 (AAT)18 54 39195956 39196009 TTTGAATTCTTCCCATGTTGG TGGTTTGGTCTTTGTGTGTTTT 233

Ad03A11215 Aradu.A03 11215 p3 (AAT)6 18 39270957 39270974 TATTGTGTTGTTGGCAGGGA AGATTTATTTTTCGAAAGTTGTAAGAC 224

Ad03A11216 Aradu.A03 11216 p3 (TTC)5 15 39273445 39273459 GAGCAGGGAGCTTCAAGAGA GGTTCCTTTCAAGGGTCACA 120

Ad03A11217 Aradu.A03 11217 p3 (TAA)5 15 39276994 39277008 CTCACATGCTTCCGTTTTCC CGTGAATCGGGTAACAAAGA 276

Ad03A11218 Aradu.A03 11218 c (A)10ttgttaacggagggtccgttttcagtttttt(A)1556 39280405 39280460 CCAAGCGATTTAGAGCAAGG AAATCGGACCCTCCGTTAAG 235

Ad03A11221 Aradu.A03 11221 p2 (TA)8 16 39283774 39283789 GTGCATGACACGGATGATTA TACATTGTCAAAGGCCCACA 257

Ad03A11224 Aradu.A03 11224 p3 (TAT)23 69 39288404 39288472 TGGTGCATGTTAAGAACGAAA TCAGACCGATGATGATGATG 212

Ad03A11226 Aradu.A03 11226 p2 (TG)6 12 39306605 39306616 TCATAGTGATCACCACCGGA CGAGATGAGGAGGATCGAAG 232

Ad03A11227 Aradu.A03 11227 p2 (CT)8 16 39306963 39306978 ACATCAACTGGGGAAACTCG CTGGGCACTCTCACTCATCA 127

Ad03A11233 Aradu.A03 11233 p4 (TTTG)5 20 39319789 39319808 CCAGGTTGCAGCACTGTTAG ACAAATCCCTCTGCCTTTGA 235

Ad03A11234 Aradu.A03 11234 p2 (AG)17 34 39329989 39330022 AGCATCGTGCTGATAACGTG GAAGCCTTTGCCTCTGAGAA 187

Ad03A11236 Aradu.A03 11236 p3 (TAA)5 15 39332009 39332023 TTTCAATTTTATCTCTATTGCACACA TTAATTTTGAGCTAATTTTATGGCT 264

Ad03A11238 Aradu.A03 11238 c (A)10ggtactcaaattcatcca(AT)640 39348424 39348463 GAATGCAGGGTAGCAAGAGC AACGAGGAAGTTGCAATTAAGC 272

Ad03A11252 Aradu.A03 11252 p3 (TTA)12 36 39433174 39433209 CGAGAAGAAAAAGAGTGTAAAAATTG TGGTTCCTTTGAAGGCTACG 278

Ad03A11254 Aradu.A03 11254 p2 (GA)6 12 39441279 39441290 TTTGAGCAACCTTAGTGGCA CAATTGCGATCTTTCACCCT 122

Ad03A11259 Aradu.A03 11259 p3 (AAT)5 15 39449412 39449426 AAAAGTTGCTGCCCAAGCTA GCATGAAATGACAGGCGTT 273

Ad03A11260 Aradu.A03 11260 p5 (TTTTA)5 25 39451518 39451542 CTGGTCGAGCCAAACTTCTC GCCTTTCTAAAACCAACCTGAA 223

Ad03A11274 Aradu.A03 11274 p3 (TTC)6 18 39485142 39485159 GATCTCACAGCCTTCGCTCT AACCTGGATCTCAATCACCG 203

Ad03A11275 Aradu.A03 11275 p2 (TG)11 22 39487102 39487123 TCAGGCCAATGATGATGAGA ACACAAAAAGGCAATCCCAG 274

Ad03A11276 Aradu.A03 11276 c (C)17(A)12 29 39488175 39488203 TGGCTCTTCTTCCAGTGGTT TGCTTGGACAAGAGAAGGCT 152

Ad03A11277 Aradu.A03 11277 p2 (TG)6 12 39490453 39490464 ATAAAGGGGATTGGATGGGA TTCGGTGGGAACAAAAGAAG 226

Ad03A11281 Aradu.A03 11281 c (T)10cacgtaacttcttttgccaattgaattttttgaattgaaaattcttttattcaattggctttcgagttcgtc(T)1092 39508876 39508967 TTGGGATTAGTCACGTTCCC CCAAGATGAACTCGAAAGCC 199

Ad03A11285 Aradu.A03 11285 p2 (AT)8 16 39519909 39519924 TGGATAAAATTGTTGGCATCT ACCACCACCATTAGTTCGGT 170

Ad03A11288 Aradu.A03 11288 p2 (TA)8 16 39526797 39526812 AAGAAGCTAAGGAGCCCACC GGAGAATGAATTTCAGGCCA 236

Ad03A11292 Aradu.A03 11292 p2 (GA)6 12 39536852 39536863 GTCCTCAGCTTCGTCACCTC AAGAAAAGCGAAAGGGAAGG 252

Ad03A11293 Aradu.A03 11293 p3 (AAT)5 15 39540114 39540128 ACGGTGGCAGATACTATGGC CGGTACAAATGCGCAGAATA 254

Ad03A11297 Aradu.A03 11297 p3 (AAT)10 30 39550181 39550210 TGTGGAGTAGATTTGCACATGA TTCTTGTTCATGACTTATGGGG 261

Ad03A11300 Aradu.A03 11300 p4 (AGTT)5 20 39555369 39555388 CATCATCAGCTGAAAACGGA TGGCACCATGATGACAAACT 272

Ad03A11304 Aradu.A03 11304 c (T)12atacaaaatcacccgcaagatttaacttggttttaaaatcggaccaaaatcgtacttaaaggagatttcctacaaagttacaaactattgagttatata(T)10121 39562362 39562482 TGGTGCACAATAAAAAGGCA TTGGATTACTGGATTGGGAGA 261

Ad03A11309 Aradu.A03 11309 p2 (TC)7 14 39569666 39569679 CTCTTTTTCAAAACGTGGATTT TTTTTGTTTAAGGTTTCCATACAGTT 245

Ad03A11311 Aradu.A03 11311 p3 (ATT)7 21 39570646 39570666 GGATCATCCACAATGGGTAA AATCAAACAACTCGCATGGTC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A11318 Aradu.A03 11318 c (ATG)23(ATT)12105 39586189 39586293 AAAGTAGACATTAGTGCCAGTATTTGA GCAAAATTTGAACCCCAACA 280

Ad03A11325 Aradu.A03 11325 p2 (AT)6 12 39595196 39595207 AACTTGCCAGTCAACCCAAC CATACGCTCTTCAGTTGCCA 246

Ad03A11330 Aradu.A03 11330 c (T)10gaaaaattataaaacaaatagtaataatgggcataaaaaag(T)1061 39603505 39603565 GACCCAAAGCGACCTGTTTA TTGGGAGATACCGTGGGTAA 259

Ad03A11334 Aradu.A03 11334 p2 (TA)8 16 39610296 39610311 TCAATTGCGTTTTGTTTGGT AGCGGACCAGCTGTAGAATG 280

Ad03A11337 Aradu.A03 11337 p3 (ATT)7 21 39619877 39619897 GTTTCTTAGTCTCGCACCCG CATCTGCATCATGCCAATTT 155

Ad03A11340 Aradu.A03 11340 p3 (TTC)5 15 39627874 39627888 TAGAATGAAGCGCACAAACG TAGTCCCCCGAAACCTTCTT 217

Ad03A11346 Aradu.A03 11346 c (A)10ttattgaaaaa(T)1031 39659191 39659221 AAATTGTAGCTTCTCAAAACAGATG TTTCCGAAAAATGCTTCTTCAT 178

Ad03A11354 Aradu.A03 11354 p3 (TGG)5 15 39681680 39681694 CCCATACAATGAATCGTAAGCA AAGCAATCGCGTATGATGTG 243

Ad03A11356 Aradu.A03 11356 p3 (GGT)5 15 39685987 39686001 CACCCCATTACTCCTTTTCC ATGGCTGCACGAAACTCTCT 278

Ad03A11360 Aradu.A03 11360 p3 (AGA)6 18 39703179 39703196 TGGAGGTGGTGGTAGTGATG AAACCAGAATGCACCGAAAT 191

Ad03A11372 Aradu.A03 11372 p2 (TG)16 32 39724250 39724281 TGTGACAGCCACTGTTAGGC TCTCACTTCCCAAAATCGCT 231

Ad03A11377 Aradu.A03 11377 p3 (CAA)5 15 39735479 39735493 ACAGTTGGGAGTCTTGGTGG CGTTTGATTCATGTAGCCGA 277

Ad03A11379 Aradu.A03 11379 p2 (GC)6 12 39749047 39749058 TACGCACGCACATACACACA ACGTGAGACTTTTGGGATGG 231

Ad03A11380 Aradu.A03 11380 c (GT)6t(TG)7 27 39751225 39751251 TCTGTGACACATCCTGGACAA CACTCAAGTCTGCACTCCCA 181

Ad03A11381 Aradu.A03 11381 p2 (GT)7 14 39751956 39751969 AACTGAAGAAAAAGCGGCAG AAATGCTGGGGAGTTTGTTG 273

Ad03A11383 Aradu.A03 11383 p4 (AATA)6 24 39755968 39755991 GCAAAGCATGGATGTGTGTC CCGTCCGATTTGTGTACTCC 280

Ad03A11384 Aradu.A03 11384 p2 (AT)10 20 39756748 39756767 TTCCCCTAATTTAATGCCAA TGGTCGATAAAAATGCAGAACA 254

Ad03A11386 Aradu.A03 11386 p2 (TA)9 18 39760686 39760703 ATGCCTTTGACTTTGATGGC CAACCTCCAAGAGGGACAAA 191

Ad03A11393 Aradu.A03 11393 p3 (TTA)5 15 39770585 39770599 CAGATTGGGATGATATAAGGAGAGA AAGTTTTTCCAAACATTATTCACG 268

Ad03A11395 Aradu.A03 11395 p2 (AG)7 14 39772024 39772037 CCTCAGGAGGATCACCAATG TGCTGCATTATCTTAGTTTTCCA 118

Ad03A11399 Aradu.A03 11399 p2 (AG)12 24 39779285 39779308 CAAGCCCTACAAGCGTGAAT TGATTTTCATTTGCACGAGG 270

Ad03A11400 Aradu.A03 11400 p2 (TA)6 12 39780435 39780446 TGCAGGTCGATCTTGATTGT TCGACTCATAGACTGGCTCG 269

Ad03A11401 Aradu.A03 11401 p3 (ATA)10 30 39781526 39781555 AACTTGCATTTTCCCTGCAT AAATTAGCAGGAATCAATTTGGA 245

Ad03A11402 Aradu.A03 11402 p2 (GA)13 26 39786852 39786877 GCAAGCGCTCCAATTACTTC TATTCCATGGCAGCTCACAG 245

Ad03A11405 Aradu.A03 11405 c (T)10caccattatcctattcaaatttaaaaattaaaaccctcaaaatttccaatttcaattttatcatattg(A)1189 39789581 39789669 TTTCAAAAACCTTCCTCCAAAA GTAAATGCGGTTGAATTGGC 229

Ad03A11406 Aradu.A03 11406 p2 (AT)6 12 39789949 39789960 AAAAACCAGCTGAATAAGCTCAG GGTAGGAATACACCAAGTTGTGA 225

Ad03A11409 Aradu.A03 11409 p3 (TAA)15 45 39795898 39795942 CGTGAAATTAATTGTACCGGA TAGGCGGAGAGAAAGGAACA 274

Ad03A11412 Aradu.A03 11412 p3 (TTA)20 60 39800637 39800696 CAACGTTTTTATTACCAACCACA GACTGCACCTGAGTTTCCATC 216

Ad03A11414 Aradu.A03 11414 p3 (TTA)8 24 39801691 39801714 GGTAGTTCAAGAGGTGAATAGGTAAAA GTTGAATTTGAATGCAAGCTAGT 280

Ad03A11415 Aradu.A03 11415 p3 (TAT)7 21 39805634 39805654 TTCCCAAATTATCCCTCGTTC TTGTTTTTGCGTTACATCACA 126

Ad03A11418 Aradu.A03 11418 c (T)11agtattctttcactttcttgagtaatgagaaata(T)1156 39806800 39806855 TGGAATACCACCACAACTTTGA TCCCAATCAAGATCCACCAT 269

Ad03A11419 Aradu.A03 11419 p2 (TA)9 18 39808613 39808630 CATAAGCATTGAGGATGAATGG TTGAGTCTTCTTATCTTTGGTTTGG 275

Ad03A11420 Aradu.A03 11420 p2 (AT)9 18 39809557 39809574 AATGAGTCGCACATTGTTGG CTGCTACGTGGCATTTAACG 280

Ad03A11422 Aradu.A03 11422 p3 (ATA)21 63 39811735 39811797 CAAAATTCAAAATTCTATGTCAGCA GCCTTCCATGTGTTGGTACTT 280
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Ad03A11423 Aradu.A03 11423 c (A)10gggacaggaagaaagaaattcgaccctatcatctgaagggagaaagaaggccaaatttctagaatattatctaaaaatttatcttattat(A)10110 39813174 39813283 AACACAGCCCGATTCTTCAC TTTCGCGTTTTAAAATCTTTCAT 262

Ad03A11425 Aradu.A03 11425 p4 (AAAT)7 28 39818088 39818115 ACGGAGTTGGTGTCCTTTTG TTTTGCAGTTGATATTTGAAGGAA 110

Ad03A11427 Aradu.A03 11427 p2 (AT)6 12 39826573 39826584 TGTTGGTGTGTCATGGGTTT AAAGTTTCCATTCTTCATTTCCA 191

Ad03A11431 Aradu.A03 11431 p3 (ATT)6 18 39830883 39830900 GGACAGAGCATCAACAACACA TTTGGTTGGGAGAATTTTGG 266

Ad03A11432 Aradu.A03 11432 p3 (ATA)17 51 39831280 39831330 CCAACCAAACAACACAAACG GATGATGCCACGTAAGAGCA 279

Ad03A11434 Aradu.A03 11434 p3 (AGA)5 15 39834104 39834118 ATAGGAGTGCCCACCTTTGA TGCATATGTTGCTTTTGCAG 206

Ad03A11436 Aradu.A03 11436 p2 (AG)16 32 39837829 39837860 TGCTGCCATGGATGAAGTTA GGGCTGCTCTTTTCTCTCCT 222

Ad03A11440 Aradu.A03 11440 p4 (TTAA)5 20 39843688 39843707 CAATGGCATGTTGTTGCTTC CACCCTTGTGTCTTGGGATT 212

Ad03A11441 Aradu.A03 11441 c* (AT)6(T)11* 22 39845868 39845889 TTTCCATAGTTTCAACTTTCACC AAAATTCTTATGGCTGGCCC 244

Ad03A11443 Aradu.A03 11443 c (AAT)12gtgttctatatatactacatatattgtt(A)1074 39847918 39847991 TGTCAGCATAGCATCATTAAACTAA GCCTTTCATGTGTTGGTACTTT 278

Ad03A11446 Aradu.A03 11446 p3 (ATA)7 21 39858623 39858643 TCTGCTCTCACTTTATACCAACCA CCATAACTGTTCCCGTGTTTT 249

Ad03A11448 Aradu.A03 11448 p3 (TTA)10 30 39873288 39873317 AACAGCTCTGAATATCAACTTTACG TTTCCTTTTCGTTTATCAAGCA 240

Ad03A11450 Aradu.A03 11450 p3 (AAT)18 54 39873702 39873755 GAATGTCTTGCACGGACTGA TTTGAATTGTAATCCTTTTCGGA 276

Ad03A11451 Aradu.A03 11451 p2 (AT)7 14 39874056 39874069 TCGTCCAAATCAAACACACTTT CCAACGAGAATAAAATGAACGA 275

Ad03A11457 Aradu.A03 11457 p3 (ATA)8 24 39876658 39876681 TTTTAGTGACAGTTTTTAAACCGCTAT GGGAGGTTGTCTTCACCAAA 240

Ad03A11467 Aradu.A03 11467 c (A)13tgtgataataatgagtcttgattctaatggcatatttttttctctctattttaaaggtctagattcaaactctaaaaaatccaac(A)10tataataaaatgtgtgaaaaatgtgtgaatatattatataatgtatacttagaattggaggttgtctaatctatcgac(A)10196 39894897 39895092 CCCAGTAGCCTAAAGCCTTG TGGGTGACTGGATGGTAAAT 280

Ad03A11468 Aradu.A03 11468 p3 (CTT)7 21 39900711 39900731 AGGCAAGTTTCCAACGAAGA AAATCGTAGGCGAAGCTGAA 134

Ad03A11470 Aradu.A03 11470 p3 (CTT)5 15 39906730 39906744 TGCATACAAAATCATCCCCA AGGAGGAAGGGATGAAGGAA 158

Ad03A11473 Aradu.A03 11473 p3 (CCA)5 15 39914233 39914247 TAACGCCAGAAAGGGAAGAA GGAGAGAGGGTTAGGGTTCG 279

Ad03A11475 Aradu.A03 11475 p3 (AAT)10 30 39921499 39921528 TCCTGCATATGGGGCATAAT ACATGATTGAATGAGCCTGC 140

Ad03A11484 Aradu.A03 11484 p2 (TA)7 14 39936283 39936296 TGCTCTTAAGAATGTCCTTTTCC AAAATTTGGTGCAAAAACTCAA 273

Ad03A11486 Aradu.A03 11486 c (TCT)9tcattgattcattcatttctgaagaactttgcagttttcagtgt(TAA)586 39936818 39936903 GGACAAAATAGAGTTGGGGATG TGTGGTGGCAGTGAGAGAAG 262

Ad03A11487 Aradu.A03 11487 p2 (GT)6 12 39943245 39943256 AGGATGCTGGTTAGCAATGG CACATTTGGTTTCTCAGGGG 222

Ad03A11492 Aradu.A03 11492 p2 (AC)6 12 39948826 39948837 TGGGATTCACTGAAAACGGT AACCGGCCCAACCTGTTA 131

Ad03A11494 Aradu.A03 11494 p3 (GAG)5 15 39959216 39959230 ACGGCTGAGAAGGAGTTGAA CGATCTGGTGATGCTAGGGT 100

Ad03A11495 Aradu.A03 11495 p2 (AT)10 20 39964132 39964151 AAACACTGGAGAGAGATCAGGATT TCGTCTGATTCGGATCTACAG 264

Ad03A11496 Aradu.A03 11496 p3 (ATC)6 18 39964803 39964820 CCACCACCAATCTCCCTAGA ACAACGGATGATTTTCCTGC 263

Ad03A11499 Aradu.A03 11499 p3 (AGA)7 21 39967427 39967447 GCATTGGTAGCATCAAACTCC GCCTGCATAACTAGGTGGGA 146

Ad03A11500 Aradu.A03 11500 p3 (ATA)5 15 39969134 39969148 GCTACTGCATGCATCATCAAA GTGCCCTGGTTTTGTTTTGT 274

Ad03A11501 Aradu.A03 11501 p2 (GA)7 14 39971407 39971420 ACCAAAACCTGGAAGCATTG CTCGTTCGCAGAACAAATCA 207

Ad03A11502 Aradu.A03 11502 p3 (CAT)5 15 39973666 39973680 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 165

Ad03A11505 Aradu.A03 11505 p3 (TCA)5 15 39989525 39989539 TTCGTCCCTAACCACCAAAC GTTCCCTCGCCAATAATGAA 251

Ad03A11506 Aradu.A03 11506 p3 (TCA)6 18 39991215 39991232 TTTTTCATCCCTAACCACCAA ACGACGACGAATGATTTTCC 279

Ad03A11508 Aradu.A03 11508 p2 (GA)7 14 39993127 39993140 AACATGAAAAGCGGATTTGG CCATTTCTCACGCTTTGCTC 215
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Ad03A11514 Aradu.A03 11514 c (A)10caaaattgtataaaaataaataaatagaggaagaatgatacttacagtgacggtaagacctcgaaaaatatctagtgaaacaagacgatcattt(TTA)5119 40003584 40003702 TGAAACATCATCCTCTCCAAAA CTCAGAATCAAGACGTGGCA 279

Ad03A11516 Aradu.A03 11516 p3 (AAT)14 42 40004983 40005024 CATTTCCCCAAGACATGACC TTCTTGATCCTGTTCACCTCC 263

Ad03A11517 Aradu.A03 11517 p2 (TA)8 16 40006376 40006391 TCCCGATTAATTCGGTTGAA TCAGTTTTTAATCACCATCTTTATTTG 116

Ad03A11520 Aradu.A03 11520 p2 (TA)8 16 40017378 40017393 GAAATCACTCCTCTTGGTTTGG CGAAAACTTTTGAAACAAAATTAAA 280

Ad03A11521 Aradu.A03 11521 p3 (ATT)5 15 40018777 40018791 GGGGGCATTCATTTCATTTA GCAAAGGCCCATTCAATAGT 235

Ad03A11523 Aradu.A03 11523 c (TAT)15taataagtacgattttggtttctaaaatataggtcaaa(T)1093 40019588 40019680 TCAAGTTTCTGCGAGATAAAAGC TTTTTAGTTAGGGGTAATTTGGTAAT 244

Ad03A11524 Aradu.A03 11524 c (TTG)7tta(TTG)8 48 40020607 40020654 TTTTGGTCGGAAGAACGATT GCGATGATCAGTGCGATAAA 188

Ad03A11526 Aradu.A03 11526 p3 (TGG)6 18 40022380 40022397 TTCTGCTTGAGCTTCTGCTTC CCTTTACCACCACCACCAGT 257

Ad03A11531 Aradu.A03 11531 p2 (TA)6 12 40045268 40045279 GGGTAGGACGGAGTCGAGTT GCTCCGCCCCTATATGTTCT 239

Ad03A11536 Aradu.A03 11536 p3 (TAA)7 21 40049887 40049907 CAAGAGAGGGACATGCTTGAG TTTGCCTAAAAGAGCTTCACTG 129

Ad03A11537 Aradu.A03 11537 p3 (ATT)9 27 40050287 40050313 TTCGTTTCAAATATTTATGTCAAGAGT TGAAACAGTGTCACTTCCCG 165

Ad03A11538 Aradu.A03 11538 p3 (TTG)5 15 40051148 40051162 TCATGTAGTCGACCCCACCT CTTATGCTCACATTTCATACACCA 100

Ad03A11539 Aradu.A03 11539 p2 (TA)6 12 40052252 40052263 GCAAACTCATAAACAAATAAATGTGAA ATCGCTTTGATGGTGGAAAA 261

Ad03A11541 Aradu.A03 11541 p3 (AAT)6 18 40054246 40054263 GCAGAAATCAGAACAAGCCA AAAAAGAGAGCAAAACAACAACAA 219

Ad03A11544 Aradu.A03 11544 p5 (TAAAA)5 25 40060819 40060843 AAAGTGCCAACTAACTCTAACCAA TTGCGATGAAAGACGCTATG 212

Ad03A11548 Aradu.A03 11548 c (T)10aataatttatgttatgcta(T)1140 40069799 40069838 TGCTAATCCCCTAAACTTTCTCA AAGTTTAGAGTTCAATTTTCGTTGA 259

Ad03A11552 Aradu.A03 11552 p3 (TTA)5 15 40081091 40081105 CCAAAAATCAAAGAAGAATGGC AGTTCATGGAAGGAACGGTG 265

Ad03A11555 Aradu.A03 11555 p3 (AAT)5 15 40083731 40083745 TGCAATTGCTTCCACTGAAC TGCAAACAGTGAGCCCATAA 149

Ad03A11556 Aradu.A03 11556 p2 (TA)9 18 40084159 40084176 GCGCATGTGTGCCTAATAAA GAAGTCGACTCCACCTGAATTT 259

Ad03A11557 Aradu.A03 11557 p2 (AT)6 12 40088204 40088215 TTTGACCGCATGTATTTTGC TGGTCAAAATAATAAATTCGGATG 247

Ad03A11558 Aradu.A03 11558 c (CTT)6ctct(TTC)5 37 40088916 40088952 CTTACCCCTACCCCCAAAAA GCTCTCCATCGATGAGCAAT 271

Ad03A11562 Aradu.A03 11562 p2 (TA)7 14 40101563 40101576 TTGCAACAAAGGCAGAAGTG CTTAACACCCTTCATTGGCA 104

Ad03A11566 Aradu.A03 11566 p4 (AGCT)5 20 40106810 40106829 TGGAAATACAAAAGTGCATGAAA TGGATATGCTGTGGTGGTGT 234

Ad03A11567 Aradu.A03 11567 p2 (AT)7 14 40108336 40108349 GCCAGAGTTGGTCGTTGTCT TGCACATGGTTACAACTGGG 275

Ad03A11570 Aradu.A03 11570 p2 (AT)8 16 40118538 40118553 AAGGCCGTAATCATACAAAGACA TTCTCAACTTCGTGTGGCAA 262

Ad03A11573 Aradu.A03 11573 p2 (TA)7 14 40120066 40120079 TCCAATATTTTTAATCCGACAGTCT TGATTCACGTATTCCACCCA 211

Ad03A11575 Aradu.A03 11575 p2 (AT)13 26 40125197 40125222 GGCATGGCACTACTCTTGAA GATGACGTCCAATACACCCC 245

Ad03A11577 Aradu.A03 11577 p3 (AAT)8 24 40146698 40146721 TGTGATGATGAATATGTGGCAG CAGTTTAGTTTGAATCCCACTTTG 192

Ad03A11578 Aradu.A03 11578 p4 (GAAA)5 20 40148569 40148588 AAGAGCACCTTTTGTGGTTGA GACTTGCATGCCTTGTGAGA 244

Ad03A11579 Aradu.A03 11579 p2 (TC)10 20 40148814 40148833 CTCTCACAAGGCATGCAAGT TGTGCCTTCTTCCCTATGCT 188

Ad03A11585 Aradu.A03 11585 p3 (GAG)6 18 40165146 40165163 TCGCCCCTAAAGAACTGAGA CGATCTGGTGATGCTAGGGT 273

Ad03A11586 Aradu.A03 11586 p2 (TA)6 12 40167455 40167466 GTGGGATGCCACCTCTCTAA TTGAGGACTGAGCTTGCATT 280

Ad03A11587 Aradu.A03 11587 p3 (GAA)7 21 40168728 40168748 TGCATTATCACCGTCTTCAAA CGTCTCCGTCTTCTACTCCG 279

Ad03A11588 Aradu.A03 11588 p3 (TGA)5 15 40169091 40169105 TCCCTCTGAATTTCCATTGC CATCAAAGGAAGCAGCAACA 146



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A11595 Aradu.A03 11595 p2 (TC)14 28 40181887 40181914 TGTTCTCCCGAAAATTCCAG CTTGATCGGAGGAATCTTGC 280

Ad03A11600 Aradu.A03 11600 p3 (CTT)8 24 40194269 40194292 ACAATGCAAACCCAAATGGT CCCCCATAACAAAAGCTGAA 280

Ad03A11606 Aradu.A03 11606 c (TG)9tttaatcctcatagaggctattttggagaaataggagtttggttttttgtattttggaatatt(TA)999 40212790 40212888 GATGTACCTCGGTGAGCGTT AATAAGGTACTACTATTTTCCACATGC 251

Ad03A11610 Aradu.A03 11610 p3 (CTT)5 15 40214208 40214222 TTGATGAGGCCTTCAATTCC TTCAACATGCCCTTTCAACA 228

Ad03A11611 Aradu.A03 11611 c (GA)13ataaccctagatgtaaatgtgtttgatggggatcgc(AT)674 40214341 40214414 TGTTGAAAGGGCATGTTGAA TTTGAATTGATGAAGGACATGC 262

Ad03A11612 Aradu.A03 11612 c (T)10ggtcttcaaatatttagtattttaac(T)1248 40215360 40215407 CGCTTTTTATTTTTGTTTTCAGG CAAACAGCCTTTGAATTTGAGA 274

Ad03A11620 Aradu.A03 11620 c (T)11cagttttgttccaatttttgtcccaatttttttttcttttgtctttattctattcttc(T)1079 40235778 40235856 TGGTAGCCAGAGCTTGAGATT AAGCAAAATTTGGTGTCTCATGT 258

Ad03A11622 Aradu.A03 11622 p4 (TTAT)6 24 40240588 40240611 CCGCTTCTTCTCCTCCTTCT CTCCTTCAACACCGTTGTCA 198

Ad03A11624 Aradu.A03 11624 p2 (AT)8 16 40241705 40241720 TCAAACAAAGACCAAAAACACA TTTGAGTTAAAAGCGTAAAAATGA 257

Ad03A11625 Aradu.A03 11625 c (AT)7catcactagaagtaaataattaacaaacaacaac(A)1058 40242327 40242384 GAAAAAGAGGGAAGAGATTTTCG TCTTGTGATTTCTTGTGAATCAA 264

Ad03A11626 Aradu.A03 11626 c (T)11cttttcctctttctttttctttagcttccttttctttttcgtgttctttcttttttttcacgatttttttattattattcttttattgttgttgctg(T)10118 40243679 40243796 CATTTTTCTTTTTCTTCGCGTT TGCATAATGATACAAGAAGAGGAGA 180

Ad03A11629 Aradu.A03 11629 c (AG)24(A)10catggaaaagaaccaatcaccaatgtctcagaggttaaaagaatataatggggaag(A)11cttaata(TG)10152 40252696 40252847 GAACCCACATGGCTTGAGAT GAATCCAATTTTCATTGTCATAGC 239

Ad03A11631 Aradu.A03 11631 p3 (GAG)6 18 40261415 40261432 ATGGGATTGGAAAGAGTCCC AGAGGGTCCAGGAGGCTAAA 106

Ad03A11634 Aradu.A03 11634 p4 (AAAT)5 20 40281291 40281310 GTTTTGGTTTGATGGGGTTG AAAACACAAGGTTGCCTCAGA 247

Ad03A11637 Aradu.A03 11637 p2 (TA)10 20 40284780 40284799 TTGACAAGAATCCTTTCGGG TGTTCATGTGTGAACAAATAATCAAT 192

Ad03A11638 Aradu.A03 11638 p3 (CAA)6 18 40285436 40285453 CCCCTCACTCACATTTTTCC GCATTACAATGAAAGGCACG 171

Ad03A11639 Aradu.A03 11639 p4 (TTTA)5 20 40286277 40286296 TTCAATAAAACTGCTGGCCC ACAAGCCAACAATTCAAGGG 173

Ad03A11642 Aradu.A03 11642 p3 (TCC)5 15 40292843 40292857 TGCTTGTCCTCAAGCAAAGA AACAGAAAGTTACGCGGGTG 278

Ad03A11645 Aradu.A03 11645 c (A)10tataaatacttaataatattcaatattttcaacgatctcatgatcattttcaacaatttctctc(T)1084 40304101 40304184 AATTCCAACAAGTTGCTCCC GGCACATGGTTTCAAATTTTC 279

Ad03A11646 Aradu.A03 11646 p3 (CTT)5 15 40311051 40311065 AATTTTGATGGGTCGCTCAC CCTCCTTTCCTTGCCCTATC 223

Ad03A11647 Aradu.A03 11647 p2 (TA)9 18 40315572 40315589 TCCGCACACCTAGTGAATTG GGATCCACGTGCCTTCTTTA 201

Ad03A11648 Aradu.A03 11648 p3 (AGA)5 15 40315842 40315856 GTTGTTCCAGCTTCCCTTTG TGAGAGTGATAGTGGCGTCG 236

Ad03A11650 Aradu.A03 11650 c (T)12ggactggcgttcaaatttctaaacttctaattattttgtgttagagttcttttgtatttttataattg(T)1393 40321394 40321486 TTCGAACCTGGAAAAATTGG AAACAACCCAAGACCAAAAA 217

Ad03A11653 Aradu.A03 11653 p2 (AT)6 12 40325090 40325101 TTCTCCGTCGTTATAAGGTTAAGA TGAATCAAATCTTGAATCGAACT 145

Ad03A11656 Aradu.A03 11656 p3 (TAA)11 33 40339419 40339451 TTGGACACATACACGGAAATG GCATAGGAAATTTCTTGCCAAA 210

Ad03A11657 Aradu.A03 11657 p3 (CTG)5 15 40339898 40339912 TGAAGTTGATAATCGAAAATCGTT GCAGCAGAATTCAATGCAAG 262

Ad03A11658 Aradu.A03 11658 p3 (ATT)15 45 40340130 40340174 TGCATTGAATTCTGCTGCAC TTCTCTTCAATGCCAAGCCT 233

Ad03A11659 Aradu.A03 11659 c (GAA)5catgctgcttgtgttgttg(TAT)1579 40340323 40340401 AATCCAAGCATGTCAAAGGG AAGCAAGGGATTGATCCAACT 235

Ad03A11660 Aradu.A03 11660 p3 (TAA)14 42 40342154 40342195 ACATTAGACTCTTTTTGTGGTTGA TTTTGGCCTAAGATATAATTACGGT 126

Ad03A11666 Aradu.A03 11666 p3 (TTC)6 18 40357619 40357636 TTTTCGGTGTATGTGTGCTGA CGTGTTTCATCTTCATCATCG 242

Ad03A11667 Aradu.A03 11667 c (A)10gg(A)11 23 40357818 40357840 CGATGATGAAGATGAAACACG TGTTCCTCTTTGTATCCCGC 116

Ad03A11669 Aradu.A03 11669 p3 (AAT)6 18 40360753 40360770 TCCGAATCACTAATGTCCCAT AGTGGGAGATTGTTGGAGATAA 241

Ad03A11673 Aradu.A03 11673 p3 (TGC)5 15 40366568 40366582 GCTGGACGCTAAAAATGGAA CAAAACACACAACAGCACCC 138

Ad03A11676 Aradu.A03 11676 p3 (TTA)6 18 40378379 40378396 GAGATTCCTTTGGTCCCCTC CCATGCGAATTCTTATTTCGT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A11677 Aradu.A03 11677 p4 (TTCT)5 20 40378920 40378939 CCAAGGTGGATTTCTTTCTTTTT CAAAGACCATGAATTTAAGGGG 250

Ad03A11679 Aradu.A03 11679 p2 (TA)8 16 40380593 40380608 TGACGGTCAATTGCTGATAAA TCATTTGGAAAGTCTGAAATGAAA 247

Ad03A11683 Aradu.A03 11683 p2 (CT)7 14 40386435 40386448 TGTATTGCGTGAATGTGCAA TTGCTGAAAGAGTGGTTTGG 194

Ad03A11685 Aradu.A03 11685 c (TC)9tt(TC)8 36 40390704 40390739 CCCATGGTCCTAAATCCGTA AGGCGAAGATGAAGATGGTG 224

Ad03A11686 Aradu.A03 11686 p2 (TA)7 14 40392844 40392857 TGGCCACCACATTATAATACACA CAAACTTAGGATCGTGAAACACA 206

Ad03A11688 Aradu.A03 11688 c (CCT)12(CAT)5 51 40406297 40406347 TTGGCCTAAGTGATTGGAGG GGTGGAGGATTACAAGGAGGA 211

Ad03A11690 Aradu.A03 11690 c (A)10gagttacttgcaaattaagctacaaactctataatatatataacatcaaatcctatagatatagttatgattaatcaatag(TA)9109 40410224 40410332 AAAAATGGAAACACCCAAGC TGCGGGAAATATAACTCAACG 257

Ad03A11692 Aradu.A03 11692 p3 (TAT)6 18 40416603 40416620 TTCAATAATTAAAGGTAACATTCATCC TTGTTCATTATATGTATTGTTGGGTG 244

Ad03A11695 Aradu.A03 11695 p2 (TA)7 14 40420367 40420380 TAGGATTACCCGTTGGTTCC TGCAACATATTCCTGGGAGA 159

Ad03A11696 Aradu.A03 11696 p2 (TC)8 16 40421312 40421327 CAAAGTGTGGAATTGGGGAC TCATCTGCATCAACAAAATGC 259

Ad03A11699 Aradu.A03 11699 p2 (TC)13 26 40426498 40426523 GGGGGTGTATGTGCTTCAAT TGAACATGATTTTACCTGTTTGTG 215

Ad03A11703 Aradu.A03 11703 p3 (AGA)5 15 40429841 40429855 TGATGAGGTTAGTGATTGTTGGA TCCATTATCCCCAATACCCA 202

Ad03A11704 Aradu.A03 11704 c (T)11aattaaaaataaataataatctcaagttttttcccgtgagactgagacttattagatccaccactctctgattcaggttaat(TTTA)5113 40430116 40430228 AACAGCAAAATTCAGCAGTGTT TGACTGTTCCTCATCACACATTT 247

Ad03A11706 Aradu.A03 11706 p3 (TAA)5 15 40430790 40430804 CACCATAGCATGCACCGTTA CTTCACCTCTCAAATCCCCA 277

Ad03A11710 Aradu.A03 11710 p3 (ACT)5 15 40436133 40436147 GTTGCCACATGCACAAGTTC AGGGCATCTCTTTGACCCTT 245

Ad03A11711 Aradu.A03 11711 p2 (TA)8 16 40436932 40436947 AGAAATGATTTTTGAAGCGAAG TTTCGGAACAAATCTCCAAA 257

Ad03A11712 Aradu.A03 11712 p2 (AT)8 16 40437308 40437323 TGATGCATGGGATTAAAGCA GTGGCTCATGCACACAGTTT 153

Ad03A11719 Aradu.A03 11719 p3 (ATT)5 15 40448471 40448485 GCATCAACCATATCATCCCC ACCACATCGAATGGAGGAAT 208

Ad03A11722 Aradu.A03 11722 p2 (TC)6 12 40452473 40452484 TTGCTAGGATTGTGCCAACA GGCAAATAATGCATTCAGCA 250

Ad03A11726 Aradu.A03 11726 p2 (AT)6 12 40473386 40473397 ATGGGGCTCTCCTTCGTTAT AGCCCAAATATTACAGGCCC 223

Ad03A11727 Aradu.A03 11727 c (A)18tatgaagtcc(A)1139 40473809 40473847 AAGCCTAGACCAAGTGGCAA CCACGCTTTGTAGACCCAAT 253

Ad03A11731 Aradu.A03 11731 c (TC)6agaatggatatgcttcaggtctctctt(TC)651 40487328 40487378 TTCTCTGGAGACTCACCCTCA TTGTGATGCTGTTTTTGTCCA 267

Ad03A11733 Aradu.A03 11733 p3 (AAT)6 18 40489964 40489981 GATTTACGAGCAGATGCGTG AATGATGGGACATGGGGATA 276

Ad03A11736 Aradu.A03 11736 c (GA)16gcaaaaccagacaaattcaggagccgc(AGA)677 40510062 40510138 TGTACACCCCTAGCCGAAAG AATTTTGAGGGTCCCAATCC 265

Ad03A11739 Aradu.A03 11739 p2 (AG)9 18 40518754 40518771 GAGCGATTGAAAGGAAAACG AAATCGCATACTCGAATCGG 230

Ad03A11742 Aradu.A03 11742 c (A)10tttcaggtattgatttaccttttgatgatatttccatgcaatatttttagcattagtcatgtgctaccaaatcaagtcaaagaa(T)12106 40521625 40521730 AGGTATTGGGCTCTTGTCCC CTCACACACACCACACCCAT 263

Ad03A11746 Aradu.A03 11746 p2 (TA)8 16 40535342 40535357 TCAATTCCATTGCTGGATCA GGTGCACTTTTGTGAAGTCG 216

Ad03A11748 Aradu.A03 11748 p3 (TTC)7 21 40539537 40539557 CCACCATAGCCGTGACTTTT ACCAGTTATAATAGCGGTTAGATTG 237

Ad03A11749 Aradu.A03 11749 p2 (TA)6 12 40540747 40540758 ATGCTAGGAGCCGTGAAGAA ATGGAGAGGCAGGATTGTGT 258

Ad03A11750 Aradu.A03 11750 c (T)11aaatatg(T)10 28 40542796 40542823 CCGGGGTTTACAATAAAGACG AATTTGCCTGACCTAATTTTGA 133

Ad03A11752 Aradu.A03 11752 p4 (TTTA)6 24 40544122 40544145 TTTGAAAGAAAATGGAGATGAAA TTGAAAAAGGGAACGGGTTA 185

Ad03A11755 Aradu.A03 11755 p2 (AG)6 12 40551130 40551141 AACGCCACAATATTTCAGAGC AAACCTCATGGCTAAAGGTCAA 201

Ad03A11756 Aradu.A03 11756 c (AT)9tatataatattaaaagtatagattaaatgcatataggata(TG)9tc(TA)792 40563273 40563364 TGAGCTGGCTCAAATAATAGAAA CCGAGCTTGAGCTTGGATAA 273

Ad03A11761 Aradu.A03 11761 p2 (AG)7 14 40576339 40576352 ACCGCACCATGAAGAAAATC ATCCCGAGTCTGGGAACAC 273
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Ad03A11763 Aradu.A03 11763 p2 (CT)6 12 40586453 40586464 TGATCATCGATGTTGCACCT CCTGGGGTGTGAGAGTCCTA 221

Ad03A11768 Aradu.A03 11768 c (A)12cagaagaatcatcattgagaatccattatattaaaccactcacaaatggataatatgttagaggg(TA)689 40608736 40608824 AAAAATGTTTTACCACAACCTTCA GGGTCATTTAATTACATTCGTTCTTT 227

Ad03A11770 Aradu.A03 11770 p5 (AAGAT)5 25 40612729 40612753 AACACGACCCAAATCCAAAG TCCTTTATCATCGGAGGGTG 267

Ad03A11772 Aradu.A03 11772 p5 (AAGAT)5 25 40643168 40643192 ATTTGGTGATAGAGCGACCG CTGGGTGCTCCATCGTATTT 270

Ad03A11774 Aradu.A03 11774 p4 (AAAT)5 20 40678463 40678482 GATTCAGTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 279

Ad03A11778 Aradu.A03 11778 p2 (CA)6 12 40703712 40703723 TTTTTCCTAATTTATCAAATCAAAACC CCTTCGAGCTTCCCTTTTCT 112

Ad03A11779 Aradu.A03 11779 p2 (AG)7 14 40712016 40712029 TTTCTGGGCTGTTTTTGACC TGGAAATTGAGAAGAAGAAATCC 225

Ad03A11780 Aradu.A03 11780 p2 (AG)9 18 40720003 40720020 GGGAATCCATCCATTCATTG GGAACATTAAACCTGGAAATTGA 179

Ad03A11782 Aradu.A03 11782 p4 (ATAA)5 20 40731972 40731991 GTGTGGGGAAACTATGGGAA CATTGGGGTAATTCTGTCCTC 240

Ad03A11783 Aradu.A03 11783 p2 (GT)6 12 40732133 40732144 CAAAAGTGGGAATTTTGGGT AGGTTATAATGGGGCCAAGG 154

Ad03A11784 Aradu.A03 11784 p2 (GT)7 14 40738246 40738259 AAGATCAATGCATGTGTGGC TTTCAAGGTTGTAATGGGGC 219

Ad03A11786 Aradu.A03 11786 p2 (GA)6 12 40773800 40773811 GGGGGTAGGAGATGGTTTGT CATGCCTAATAGGAGCAGGG 264

Ad03A11789 Aradu.A03 11789 c (T)10c(T)11 22 40833749 40833770 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATTTTGGC 251

Ad03A11792 Aradu.A03 11792 p3 (AGA)5 15 40849645 40849659 TAAATAGTTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad03A11795 Aradu.A03 11795 p4 (TATT)6 24 40926090 40926113 TTTGGACAACTGACGGTTCA GCCAAGCCTTAGCAGATCAC 234

Ad03A11798 Aradu.A03 11798 p3 (AAG)6 18 40940240 40940257 TACAACCCAATTGGAGAGCC CATCAATTGCCATAGGTCCC 211

Ad03A11800 Aradu.A03 11800 c (GAA)6ggagaagag(GAA)1057 40997789 40997845 CGCAAAAGAGGAGAACAACG ACTTTGACTCCACACCCCAC 245

Ad03A11804 Aradu.A03 11804 p2 (AC)7 14 41019970 41019983 TCCCCAATTCACAAACCCTA TTCCTCTCAGCTCCCTCAAA 100

Ad03A11807 Aradu.A03 11807 p2 (CT)6 12 41062431 41062442 CTCCCTTCACTCACCTCACC ATCCCATGACTCCAAGTTCG 271

Ad03A11808 Aradu.A03 11808 p2 (CT)11 22 41067201 41067222 CCGGGAAAACTAAACAACGA CGAGTAATCGAGTTGGAGGC 167

Ad03A11809 Aradu.A03 11809 p2 (TA)6 12 41070364 41070375 TGTGTTTAACGAAAGTGTCTTTATCT CCGTGTCTAAAATTGTTTGGCT 263

Ad03A11810 Aradu.A03 11810 p3 (TTA)11 33 41074150 41074182 TGTGAGAAGCTCCCAAGTCC AAGCAAAAATGGGCAATGAG 273

Ad03A11814 Aradu.A03 11814 p3 (CTT)7 21 41099248 41099268 CGTACGCACACCCCTATTTT GTGCATTGGTGGAAACTTCA 269

Ad03A11819 Aradu.A03 11819 c (A)10gaacacaaccagaacatannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnccttatg(T)1797 41114633 41114729 AGTGAATGGGTGTGTAGGTGTG AGGCGTCTAAGCATCAAAGG 194

Ad03A11824 Aradu.A03 11824 p2 (TA)8 16 41119272 41119287 CAATACTTTTTAAAATACCGCCCA GCTGGCCACAAAGAAGGTAA 171

Ad03A11826 Aradu.A03 11826 c (TCT)5cttttctcccgcgctttttcttcttcttctcatgctcgtttacgcacggagcgtcttcttcttcttt(TTC)597 41121163 41121259 ATCCAAGCAATTTTGGCATC TGCGAAAAAGAAGGAGGAGA 236

Ad03A11827 Aradu.A03 11827 p2 (AG)6 12 41123933 41123944 GGGCATGGATTCCCTCTAAT AACAAGCGGAATGACGTACC 197

Ad03A11828 Aradu.A03 11828 p2 (AT)7 14 41132571 41132584 TTTCAAGGTTGTAATGGGGC GAAAACTGTGGGAACATGGG 273

Ad03A11830 Aradu.A03 11830 p3 (TCC)6 18 41135881 41135898 GCGTGTACACATGCACACTTT AGGAGGAATGCGAAGAAAAA 276

Ad03A11832 Aradu.A03 11832 p3 (AGA)6 18 41142815 41142832 AAAACAAAAAGAAACTTGAGAAGG TGTCAATTGAAGCTGGGTGA 221

Ad03A11835 Aradu.A03 11835 c (T)13gaaaaattgaaaattctttttctttttacaaacatgcatatataaaaaaaatcaatcac(TA)684 41145588 41145671 TCGGAGCCTTTAACTCGAAA TAAGACGGAAGGGAGTCGTG 200

Ad03A11836 Aradu.A03 11836 p3 (CCT)5 15 41147381 41147395 CAACCTCTTTTCTTTTGCCG GTCACCTTCCTTGAGGTGGA 205

Ad03A11837 Aradu.A03 11837 p2 (TA)6 12 41149708 41149719 CGAAGACAACTGCATGTGAG CAAACCCCTATCTGCTGGAA 187

Ad03A11842 Aradu.A03 11842 p2 (TC)18 36 41175798 41175833 TTTCGCTCAAACGAGATCCT TCAAGCTTTTAACCCAAGTCAA 216
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Ad03A11845 Aradu.A03 11845 p2 (AT)6 12 41189248 41189259 TCCTGGACTGTTCATTTCCAC CTTGGTGTTTTCCCTCCAAA 278

Ad03A11846 Aradu.A03 11846 p2 (AC)6 12 41190796 41190807 CACAATTAAGCGCGAATGAA CCAAAACACGTCACAACCTG 275

Ad03A11849 Aradu.A03 11849 p3 (GAA)5 15 41199693 41199707 AAGAAGGGGGAAGGAAAGGT TCTAGCGAGGAAGAGGATGC 255

Ad03A11850 Aradu.A03 11850 p2 (AG)8 16 41205233 41205248 GTGGGATGAGGCAAAGAAGA AATGGCAAATCACTTCTTCCA 201

Ad03A11851 Aradu.A03 11851 c (T)10ctttataaaaaaaatctgaatgccttgtttattgatgatattagatttgaagtgtttttggtgacggtgaccatggag(A)12100 41205384 41205483 ATGTGGAGGGGAGGAAGTTT TGATGAGTTGAAAAAGGATTGAGA 247

Ad03A11852 Aradu.A03 11852 p2 (AC)7 14 41208440 41208453 AGCATCAATGTTCTTCCTTCG TGCTTCCTCTCGAAAAGCAT 245

Ad03A11854 Aradu.A03 11854 p2 (AT)9 18 41235420 41235437 ACCACTGGCTTGGCATTATC GGATAAGCCTCCTAAACCCG 265

Ad03A11859 Aradu.A03 11859 p3 (ATA)20 60 41280518 41280577 GGTCGGGTGTCAAGGTCTAA GCAATTAATTTTATTCCGAGGAG 280

Ad03A11860 Aradu.A03 11860 p4 (TTTA)6 24 41304072 41304095 CTTGCTGCTACAAGGCTTCA AGGAGGAAAAGGGTAAGCCA 194

Ad03A11863 Aradu.A03 11863 c* (A)13(AT)8* 28 41316697 41316724 TGGGAAACATTGGTTGTGAA CACACATTCATGCCTTAGCA 200

Ad03A11866 Aradu.A03 11866 p2 (AC)7 14 41347418 41347431 CCAAAAGAATCAGAATTTCCGT ACATGAGGTCCGAGGATGAG 128

Ad03A11868 Aradu.A03 11868 p2 (TA)11 22 41349016 41349037 TTGTATCACATGTACACCACTCTCA CCGAAGAGAAAGGGAAAAGG 276

Ad03A11869 Aradu.A03 11869 p2 (AT)9 18 41356338 41356355 CCAAAGGCTACGCTTTTCAG AACTTATTTAATTAATTGTGCCGAA 256

Ad03A11873 Aradu.A03 11873 p2 (GA)6 12 41374290 41374301 GCCTTTTTCTTTGTTCCTGC TTTCGAAAATCATCAACCATT 269

Ad03A11875 Aradu.A03 11875 p2 (TG)6 12 41404667 41404678 TCTGGAACATGCCAATTGAA TCTGAAATGGTGAACCCTCC 153

Ad03A11876 Aradu.A03 11876 p3 (TCA)5 15 41424764 41424778 TGGAAGGAGGAGGAGAGTCA GGGTGGTTCAGTGAAATAGCA 107

Ad03A11878 Aradu.A03 11878 p2 (TC)25 50 41469379 41469428 ACCTCGCCTTTGTTGTCATC AGGATTTGGGAGCTTGAGGT 142

Ad03A11888 Aradu.A03 11888 p3 (TTG)6 18 41566366 41566383 ACATCCAGTCAGGAAGGTGG ATAGAGGTGGCAGGAAGGGT 272

Ad03A11891 Aradu.A03 11891 p3 (TTG)5 15 41573810 41573824 ACGTTCGACGGATCAATTTC TGTCTCTACCAAATAATGTTACGCA 256

Ad03A11893 Aradu.A03 11893 p2 (AG)9 18 41629728 41629745 CAATTGGGCAACATCAATCA TTCGGCTCAGAGAACACAGA 270

Ad03A11895 Aradu.A03 11895 p2 (AG)7 14 41635624 41635637 CAATTGGGCAACATCAATCA GCTATAAAGTGGGGGAAATGC 240

Ad03A11897 Aradu.A03 11897 p2 (TA)8 16 41720198 41720213 AGGTCTTACATTCTAGCCACCTT AAAAATACATAGACATAGCAACCAAA 257

Ad03A11903 Aradu.A03 11903 p3 (CGG)6 18 41768933 41768950 TGTAGCAGATCTGAATGGCG AAAGGCCACTGTTGTGGAAC 165

Ad03A11904 Aradu.A03 11904 p2 (TC)8 16 41769249 41769264 GCAGTAGTGGGAGTGGCTTC GGTTTTATCGCCACCACTTG 183

Ad03A11905 Aradu.A03 11905 p2 (GT)9 18 41769515 41769532 TGTTGGGGAACACAAGAACA CCCTTCACTCACACTCAGCA 209

Ad03A11906 Aradu.A03 11906 p3 (CGG)5 15 41788001 41788015 TTTCAAAGGTGGCAGAAACC AAAGGCCACTGTTGTGGAAC 224

Ad03A11907 Aradu.A03 11907 p2 (TC)6 12 41788317 41788328 TGATAGGCGGTAATGGCTTC CCCTTCACTCACACTCAGCA 236

Ad03A11908 Aradu.A03 11908 p2 (GT)9 18 41788446 41788463 TGATAGGCGGTAATGGCTTC CCCTTCACTCACACTCAGCA 236

Ad03A11909 Aradu.A03 11909 c (T)12gtatactatagctactgtacatataagtgtagccttaggtc(T)1063 41790512 41790574 GCGTAGCCTTAGGTCCCTCT TGGTTTTGATATGGCTATGCTT 219

Ad03A11911 Aradu.A03 11911 p2 (TG)6 12 41851568 41851579 ATATCCGCTCATCAACGACC TTTGTACCCATCAGCCATCA 250

Ad03A11915 Aradu.A03 11915 p3 (GAA)7 21 41859645 41859665 AACTCCCGTCTCCCTCATTT GTAACCCAATGTGGTCCCTG 179

Ad03A11917 Aradu.A03 11917 c (A)11caaacatctagacttacaatataagttacaatactcataggga(AT)666 41862871 41862936 CGGCTGCATCACTCTGATAA CATGTTTTCCCTCGCCTTTA 195

Ad03A11920 Aradu.A03 11920 p3 (CAT)5 15 41897979 41897993 GAGGCTTTGGCAGAAGTGAC AGAGGTGATGGAGCTCAGGA 249

Ad03A11922 Aradu.A03 11922 p3 (TCT)5 15 41907377 41907391 ACAACCCCCTCTTCTTCACC TATCTCCCATGACTCGGAGG 239
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Ad03A11923 Aradu.A03 11923 p2 (TC)6 12 41915494 41915505 TGGTTTCTCCTCCGTTGTTC AGAGAGGAAGGAGGATTGCC 234

Ad03A11927 Aradu.A03 11927 p2 (GA)6 12 41995990 41996001 TGCGGTTGTAGTTATTTGTTCA ATTGGAAGGAGGCCTTTCTG 231

Ad03A11929 Aradu.A03 11929 p3 (TTC)5 15 42018749 42018763 GGCATCTCATCTTTCAGGGA AGCATTCAGCACGTATGCAG 224

Ad03A11930 Aradu.A03 11930 p2 (AT)6 12 42042591 42042602 TGCCTACTACCCAGGGTCAC GCCGGATGGCTATGATAAGA 129

Ad03A11932 Aradu.A03 11932 p2 (AC)6 12 42058182 42058193 AGAATGTCACGCTTCTGGCT ATTTTTCGTCGCCCCTTATC 181

Ad03A11933 Aradu.A03 11933 p2 (CT)6 12 42072159 42072170 AGGGCTTCCCTTCTAGGTTG TGAGGTGAGAGAGAAAGGGC 229

Ad03A11941 Aradu.A03 11941 c (TAA)16caacaacaatccttgtcttcctcgtcgttgtcgtagtggtaacaatattaataatatataaataataatactaataataattctt(ACA)5148 42096648 42096795 AACGAAAACTGCAACACGAA TGCATGCATTGAAATTTTCTACA 251

Ad03A11942 Aradu.A03 11942 c (TTG)5tttattttctgaatggtaatagaaattgtcttttcaggacctaaggaactatgctgtctcccaa(T)11attattaacaagattagaggtttactg(A)14131 42102488 42102618 CGTTTGATTCATGTAGCCGA GTGCATCCTGGGACAGAAAT 274

Ad03A11943 Aradu.A03 11943 p2 (GT)8 16 42106306 42106321 CACCATGATCCTCTGCAATG GACTCTCTTTGCAACCCTGC 225

Ad03A11948 Aradu.A03 11948 p4 (AATA)6 24 42128428 42128451 TGTGGGGAAACTATGGGAAC TTGGGGTAATTTTGTCCCCT 221

Ad03A11949 Aradu.A03 11949 p4 (AAAT)7 28 42131112 42131139 TTGGCTCTTGAAAGAATAATGGA TTTTGCTCTTGCCTTTTGGT 194

Ad03A11954 Aradu.A03 11954 p3 (ATA)5 15 42177924 42177938 TAATTCGGGGGTGTTTTTGA TCGTTGCAGTTCCTGATCTTT 266

Ad03A11955 Aradu.A03 11955 p2 (AT)10 20 42230914 42230933 TGACACCAGCATCATCATTTG GGGTTTGCCACAGTTTCATT 130

Ad03A11959 Aradu.A03 11959 p3 (ATC)5 15 42237650 42237664 TCCATCAAGTTTTCGATTTGC TGATAGAGATGGAGGGTCGG 277

Ad03A11963 Aradu.A03 11963 c (A)10ctaaaaatattatacaaatatgagaagcgaaaaaaaaatgcagcatacaactctaagt(A)1179 42246941 42247019 TGACACATTATGGAGCAGAGATTT GCCCATCAATGTTTCTTGTTT 249

Ad03A11966 Aradu.A03 11966 p3 (AGA)6 18 42297389 42297406 TCTAAAGGATTCTCCGGCCT CTTCACTCTCCCCTCTCCCT 248

Ad03A11967 Aradu.A03 11967 p2 (GA)8 16 42304893 42304908 TGCTTGTCCTCAAGCAAAGA AATCGCACAAAACCAAGGAC 263

Ad03A11971 Aradu.A03 11971 c (TTA)5ttttatttttatatgtgtgtgcttgggatatgtgtgtgattctgtttcataactagctgctttgacattcgcgtgtttccggcgaatttttgaac(T)12122 42325066 42325187 AGCTGCGTCGTTGAAAATCT TCTAACATCGCACACGATCA 267

Ad03A11983 Aradu.A03 11983 p3 (TCT)6 18 42429911 42429928 GCCGAAATCCACACATCTCT CTTGGAGGTGGAAGCTTTTG 205

Ad03A11985 Aradu.A03 11985 c (CT)9t(TC)14 47 42451037 42451083 GCCATGCTTTTGCTTGACTT GTGCTAGGTGGGAGACAACC 260

Ad03A11987 Aradu.A03 11987 p2 (TA)8 16 42509334 42509349 GTCTATTACCCCCTCTCCCC AGAAAATCCACAAGCGAAGC 264

Ad03A11989 Aradu.A03 11989 p3 (TAC)5 15 42553126 42553140 CTGAATTGGAAATAAAACCAGAA ACAAGAAGAGAAGGGCGTGA 229

Ad03A12000 Aradu.A03 12000 p2 (GC)6 12 42694559 42694570 AGGAGCTCTTGGGCATTTTT GAGGAAGGAGAAAAGCAGGG 277

Ad03A12004 Aradu.A03 12004 p2 (TG)31 62 42699002 42699063 ACGAAGTGGGCTTTTTGGAT TCAAGCTTCGAACTCAGCCT 274

Ad03A12008 Aradu.A03 12008 p3 (GAA)5 15 42715653 42715667 TTAGAATGTTGCTCGCCCTC ACCCATATGGCCGAAACATA 100

Ad03A12009 Aradu.A03 12009 p3 (TAA)10 30 42722150 42722179 CGCTCATCAAGTGTAACACCC CCTAAACTCCACAGGCTACGA 265

Ad03A12010 Aradu.A03 12010 p4 (TATT)6 24 42736200 42736223 CACAAAAAGTGCCACCACAT TGATTGCTTGCATGATCGTT 181

Ad03A12014 Aradu.A03 12014 p3 (TCT)6 18 42770332 42770349 AACCCTCTCTTCTCCCCCTT TGGTCTTGATGGACGTTTGA 268

Ad03A12016 Aradu.A03 12016 c (CT)14cc(CT)8 46 42774780 42774825 TCTCCACCCCACTTAACAGC GGGACTCAATTGAAAAGAAGAAA 280

Ad03A12018 Aradu.A03 12018 p3 (TTC)6 18 42779057 42779074 TTGTCATACACGCGCTTCAT GCGAGCAGAGAAGAGGAAAA 214

Ad03A12019 Aradu.A03 12019 p3 (TTC)6 18 42779193 42779210 TCTGCTCGCGTTCTTCATTA TTCAAAAACACCCACGTTCA 276

Ad03A12021 Aradu.A03 12021 p2 (AG)11 22 42839086 42839107 TGGTGGGAGTGAGGGAATAG CGAGAACTAAGAAGGGTGCG 247

Ad03A12023 Aradu.A03 12023 p3 (TCA)5 15 42850306 42850320 TTGACCACATTCAGCAGAGC CCTGTCAAATGAGGCCTACG 207

Ad03A12024 Aradu.A03 12024 p2 (AG)6 12 42859087 42859098 CGGAAAAGCACACCAAACTT TTTCGAAAATCTCTTCCCCC 152
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Ad03A12025 Aradu.A03 12025 p2 (TC)12 24 42884458 42884481 TTGGCCAAAAGCCATAAAAC TTCCCACCATCTTGCCTTAC 215

Ad03A12027 Aradu.A03 12027 p2 (TC)6 12 42893160 42893171 AACACCAAAAATGGGCAAAA TTTTGGGTGGAGATGTGTGA 258

Ad03A12028 Aradu.A03 12028 p3 (TTC)6 18 42906953 42906970 CCATCCACTCTTCCCAAAAA GCTCACCCTCGAGCAATAGA 245

Ad03A12029 Aradu.A03 12029 p3 (AAG)5 15 42925964 42925978 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ad03A12030 Aradu.A03 12030 p2 (AT)9 18 42934255 42934272 GCGAATCGAAGTACCGTAGC TTAAAGTTGAAAATCGGGCG 264

Ad03A12032 Aradu.A03 12032 p2 (AT)6 12 42959356 42959367 CCTGCCACATTTTCTCCAAT GAAGAACAACCTCGGCAATG 276

Ad03A12036 Aradu.A03 12036 p3 (TTA)12 36 42980728 42980763 GAAGAAGTCGAAGGCCAAGA CCATGTGAGAAACTTGCAGC 280

Ad03A12039 Aradu.A03 12039 p2 (TA)6 12 43005451 43005462 CCATAGACATAGCCACCAGAGA ACGCTTCCGCATTATGCTAT 260

Ad03A12043 Aradu.A03 12043 p2 (TA)6 12 43058494 43058505 TCAAAAGTCAAAACAAGAAACACA TGCCTGAATGTAGGAACCAA 254

Ad03A12046 Aradu.A03 12046 p4 (AAGA)5 20 43070991 43071010 TCATGCAAACAAAACCCAAA ATGGCAAAGCCAGAGATGAC 261

Ad03A12047 Aradu.A03 12047 p4 (TATT)5 20 43084805 43084824 TATTGAGCTTTGCTTTGGGG AAGTTGGGAACATTGGTTGG 272

Ad03A12048 Aradu.A03 12048 p3 (TTA)18 54 43091535 43091588 GTTTTAACAAGGCACACCCC TTTGAAATTTGGTTGGGAGC 246

Ad03A12050 Aradu.A03 12050 c (T)10cattttttttcatttttttctccctttttttc(T)1052 43106918 43106969 CCCCAATTAGAGGTGTCCAA TTGTTGTTCATGAATGTTGGC 252

Ad03A12053 Aradu.A03 12053 p2 (CT)7 14 43141216 43141229 TGAACCTGAGATAAGGAAGATGAA TTCTGGACCGCATTTTAACC 234

Ad03A12054 Aradu.A03 12054 p2 (AT)12 24 43170017 43170040 AAGCTGCTTGCTTTGATTGG GATTCAGTTTTCAATTTGCTTTGA 273

Ad03A12055 Aradu.A03 12055 p3 (AGA)5 15 43176629 43176643 AGGTTTCTCTGGCCTTTGGT TAACCGAACCCTAACCCCTC 255

Ad03A12056 Aradu.A03 12056 p2 (TC)18 36 43186618 43186653 TGAAGTCTGCTGCTCTGCAT GTTTGATAGTTGGGATGGCG 250

Ad03A12057 Aradu.A03 12057 p3 (AGA)5 15 43192139 43192153 CTAGAGGTTTCTCCGGCCTT CATCCCTTTCCCTCTCCTTC 154

Ad03A12061 Aradu.A03 12061 c (GA)47ttggtgagcaagaagaagaagattacaatcttcgcacacaacaccacaactctctgtaagttttcatttgtggttc(CT)9188 43226986 43227173 GGTAGCGGCACTTGACAGAT GAGAAGGAACCAAAGCTTGAGA 280

Ad03A12067 Aradu.A03 12067 p2 (CT)7 14 43260004 43260017 CTCGATTCCAAACCCTACGA GACAACGCTACCGTCGATTT 253

Ad03A12068 Aradu.A03 12068 p3 (TAA)20 60 43260594 43260653 GCCGTCGATTTTAACGATGT TGGTTGAGCCTGATGTGGTA 204

Ad03A12070 Aradu.A03 12070 p2 (AT)9 18 43263866 43263883 GCATCCAAAAGCATGTACCC GATGCAAGAGAAGGACTGGC 173

Ad03A12071 Aradu.A03 12071 p2 (AT)7 14 43288232 43288245 TAGGTGATGGCACATGGAGA GGTGCAAGTGCATGAAGAAA 277

Ad03A12073 Aradu.A03 12073 p2 (TC)10 20 43300720 43300739 ATGTTTCCCGTCAGTTCACC TCCAGCATCAATAGCCACAA 230

Ad03A12074 Aradu.A03 12074 p3 (ACA)5 15 43304193 43304207 GCCCAAAAAGTTGGTTTCAG GACCCCATCTAATGGGACAA 258

Ad03A12075 Aradu.A03 12075 p2 (CT)20 40 43308384 43308423 TTCAGTTGACACGTCTTCCG TAAACCCACCGTAGCCGTTA 148

Ad03A12078 Aradu.A03 12078 p2 (AT)9 18 43320288 43320305 ACCATCATCTGGACCTCTGG TTGAAGCCGGTCATTTATCC 216

Ad03A12080 Aradu.A03 12080 p2 (TA)7 14 43336327 43336340 TTTCAGATGCAGGACGTGAG ATAAGGATACCAGCGCGAGA 280

Ad03A12086 Aradu.A03 12086 c (TTTA)5ttattattatattttttttattattaaaaaaaattttttc(T)1070 43361548 43361617 GACAAAAGAAAATGGAAGAAGAGAA CGGAATTGCACTCTGCTTTT 268

Ad03A12087 Aradu.A03 12087 c (CG)6cacagcgcgcttacgcgtggatgcagcagggagaatc(CG)661 43361741 43361801 GGAAAGAAGGAGAAAGGAGGA GATCGTCCCTACCTCATCCA 142

Ad03A12088 Aradu.A03 12088 c (T)21cctttttttttcc(T)11cc(T)1158 43361994 43362051 GATGAGGTAGGGACGATCCA TTGGATTGGTGCAAGAACAA 270

Ad03A12092 Aradu.A03 12092 p3 (CAT)5 15 43401586 43401600 TGGCTTAGCAGTTTGGTGTG TAACGCCAATGTGTCGAGAA 262

Ad03A12096 Aradu.A03 12096 p2 (GA)13 26 43436543 43436568 CCATGATGGAGAAAGGGAAA TCTTTTTCAAAACTTCCTAACCA 262

Ad03A12101 Aradu.A03 12101 p4 (AATA)5 20 43486792 43486811 ACGCAGCCAAAAATAGAGGA AGACATGCCCAACTTGAACC 276
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Ad03A12104 Aradu.A03 12104 p3 (AAT)6 18 43533639 43533656 AGTGGTGATTCCACTCGCTC CATACCTGGTGTCCTTGCCT 208

Ad03A12105 Aradu.A03 12105 c (T)12ctattttctaattaattttgaactactttttcgaaa(T)1260 43539262 43539321 CTTGGTGTTTTCCCTCCAAA CGAAACAAAAGCAATTGAAAAA 227

Ad03A12106 Aradu.A03 12106 p3 (AGA)5 15 43591526 43591540 CGACCTTAGGTGCCATTGAT TACCCTCTCCCCTCTCCCTA 231

Ad03A12107 Aradu.A03 12107 p2 (TG)6 12 43635396 43635407 CGCTTTTGCATGACTTTCTG GCAAAGTACTGGGTGGGAGA 255

Ad03A12108 Aradu.A03 12108 p2 (AT)9 18 43643539 43643556 GCAGGTCAAGAGAGTCCTCG GCTCCAAATTCGACCTACGA 255

Ad03A12112 Aradu.A03 12112 p4 (AGAA)13 52 43665609 43665660 CCACTGTTATTTCACGCCCT AGTCTTCATCCGACCAAACG 208

Ad03A12115 Aradu.A03 12115 p2 (TA)11 22 43672859 43672880 GCGCTACTACACGGCTTTTC ACGACGTAACTCGGTGTGAA 235

Ad03A12116 Aradu.A03 12116 p3 (ATA)5 15 43679288 43679302 AAGGTCAAATTCAAATGCCA TCACAAACGGTTTCGTTCTT 262

Ad03A12119 Aradu.A03 12119 c (CT)8catatactttctcttacttctct(TTTC)1391 43695203 43695293 CAGGGTAGCCTTCCTTGTTG AGCACCGGAGGAGAAAAACT 265

Ad03A12121 Aradu.A03 12121 c (T)10actagaattgcatcttttattacccctttt(A)1050 43710155 43710204 AAAAGAAGAGGGGGAGGACA GTTTGTGCTGCTTATGCTGG 273

Ad03A12122 Aradu.A03 12122 c (T)12gc(A)11 25 43717261 43717285 TTGTTGGCTCTTGAAAGAATGA ATGCCACAAGCACATGGTTA 276

Ad03A12129 Aradu.A03 12129 p2 (TG)7 14 43744248 43744261 GCACACCCTTTGCTCTTCTC CCCTCATAACCTCACCCTCA 212

Ad03A12130 Aradu.A03 12130 p2 (AT)6 12 43745068 43745079 TCCCTATTATTTCATAACTGCCAA TCATGCCTATTTGATCTTCGG 252

Ad03A12131 Aradu.A03 12131 c (AAC)10(AAT)7 51 43748400 43748450 TGCATATTTGATCTTCGGTCA CGAGTTCGATATCCACCGAT 263

Ad03A12133 Aradu.A03 12133 p3 (TCT)7 21 43762848 43762868 AATCCATCTCCCCTCACTCA CCCAAGATTCAGAGGTGGAA 196

Ad03A12137 Aradu.A03 12137 p5 (TTTTA)8 40 43793092 43793131 CTTTGCACCTTGAGCCTAGC AAGGCTTTGAGCACCACTGT 191

Ad03A12139 Aradu.A03 12139 c (TA)7tga(ATGT)5 37 43821223 43821259 GACCCAATTTTCAGCACGTC GACTAGGGTCCGGAATGTCA 260

Ad03A12142 Aradu.A03 12142 p4 (AAAT)6 24 43833311 43833334 TTCGTCGAGAGTTTAGGCAAA TTCACTGATTTTAGGTCACAAGGA 261

Ad03A12144 Aradu.A03 12144 p2 (AT)8 16 43838568 43838583 GGATTGAATTTTGATGCAATTTTT AAACACAACAAGAATGCCCA 211

Ad03A12145 Aradu.A03 12145 p6 (TATGAT)6 36 43843122 43843157 GGCCAAACACTGTGAAAGGT TGCATGTCTGTCCTAGTGGC 245

Ad03A12146 Aradu.A03 12146 p2 (AT)7 14 43846352 43846365 TGGAGGTAAAAGCCAATTATGG CGTGTGTCTTTGATGGCATT 182

Ad03A12148 Aradu.A03 12148 p2 (AT)7 14 43853305 43853318 ATCCTAACGTCAAAATGGCG GCCAAAAGGGTGAGAGTTCA 207

Ad03A12151 Aradu.A03 12151 p2 (TC)23 46 43869107 43869152 CAAGCAGTAGCAACTCGCAG CCACAGGATCGTAAAACTCCA 264

Ad03A12152 Aradu.A03 12152 p3 (AAG)5 15 43876420 43876434 CCTCATCCGCTTGATTTGTT CGGATCTGCAATCTCTACTGC 233

Ad03A12153 Aradu.A03 12153 p3 (AAG)5 15 43876547 43876561 CGACGAGCAGTAGAGATTGC GTGCCCCTCTCCCTCTTATC 138

Ad03A12154 Aradu.A03 12154 p2 (AC)10 20 43878212 43878231 GTTAGCGTCGTAACCGTCGT AGAATATATGTTGCCATAGATCAAAA 248

Ad03A12158 Aradu.A03 12158 p2 (CA)6 12 43890956 43890967 GCAACCTTTTGTCAGCCTTT TTTGATTTGATTATGATATTTGACG 266

Ad03A12159 Aradu.A03 12159 p3 (CTT)5 15 43895360 43895374 ATCCACTTTTTGAGGAGCGA CAAGGTGCCAAAAATATCCG 277

Ad03A12162 Aradu.A03 12162 p3 (TTA)6 18 43902121 43902138 TCCAGGCTAGGTCGTCTCTC TTTGTCCCTTGAACTGAGTTTTT 229

Ad03A12165 Aradu.A03 12165 p2 (AT)7 14 43914683 43914696 CCAAAATTTTCAGCGCATGT ACCTATTGCGCTTCATGACC 167

Ad03A12166 Aradu.A03 12166 p3 (CTC)5 15 43915834 43915848 TCGTCGTCATCGTCTTCTTCT TGGACTCATTCTCCTGCACA 219

Ad03A12168 Aradu.A03 12168 p3 (GAA)7 21 43926595 43926615 TTTTTGGATTTCTTGAATTTCTGA TAGAATCGAAACCGTCCCTG 280

Ad03A12170 Aradu.A03 12170 p3 (ACT)5 15 43987788 43987802 TATATGCCCGAAGGCTCATT TTTCTTCAGCTGCCAAGGAT 272

Ad03A12171 Aradu.A03 12171 c (T)10aaattttgttttg(T)1033 43990553 43990585 CGCACGCAAAATCGTTATTA CCACGGCCCAATAAGAAATA 263
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Ad03A12173 Aradu.A03 12173 c (GA)19gg(GA)7 54 44014769 44014822 TGGTTAATCAAGCGAAACCC TTCTTGCTTCTTTGGTGATTAGC 274

Ad03A12176 Aradu.A03 12176 p2 (CT)6 12 44069403 44069414 GTGGGTCCCAAGTTTTCTCA GAGCAGAGGGGGAAGTGAGT 273

Ad03A12177 Aradu.A03 12177 p2 (TC)6 12 44069520 44069531 CCCTCTGCCTTCCTCTCTCT GGGGCAGTAGAATCCGAAGT 240

Ad03A12180 Aradu.A03 12180 p3 (AGA)6 18 44093183 44093200 TTAGAATGTTGCTCGCCCTT CAGAATCTCTTTCCCACCCA 189

Ad03A12182 Aradu.A03 12182 p5 (TATTT)5 25 44097735 44097759 GAAACATGCAATTGACACCAA GGGGATTGTTTGAGTTTGGA 254

Ad03A12184 Aradu.A03 12184 p2 (GT)33 66 44108045 44108110 GGTTCAATGGCTCATTTCCA GCATGTCCTCATGCTAAATCC 278

Ad03A12185 Aradu.A03 12185 p2 (GT)6 12 44118517 44118528 GGGCTTTGTAGAGCTTGACG AGAGCCCAGTCAAAACCTCA 216

Ad03A12186 Aradu.A03 12186 p2 (CT)6 12 44118882 44118893 GCCATTAATTAACCGGGTTTT GCCCCGTCTGCATATTAGAG 225

Ad03A12189 Aradu.A03 12189 p2 (TA)6 12 44131354 44131365 GGGTTTGGGGGATTTAGGTA TTCTTCTCCAGCATTTTATTTTCC 153

Ad03A12192 Aradu.A03 12192 p3 (GAA)5 15 44146160 44146174 TGAACTTGCCAAACTTGCAG TTGGTTCATGTCGATTCCAA 182

Ad03A12193 Aradu.A03 12193 p2 (AT)9 18 44148330 44148347 TGAATTTAGGCGACTACTGGG TCAGGGGTTGGGTATTCATT 279

Ad03A12194 Aradu.A03 12194 p3 (TTC)7 21 44171595 44171615 GGCCAAAACCACACACTTCT GCTTTTGTCTTCCCTTTCCC 193

Ad03A12196 Aradu.A03 12196 p3 (AGA)6 18 44179033 44179050 TGCCATTGATGGTAGTGGAA CTATACCTTGGCCGAATCCA 153

Ad03A12197 Aradu.A03 12197 p3 (TTA)5 15 44185151 44185165 ACGCCTATCTGAAATTCCCA TCTTCACAACCTCGCACAAC 241

Ad03A12198 Aradu.A03 12198 c (A)10tctttttcctaaattttc(A)1139 44197150 44197188 AAGCGACCAAAGAGGTAGCA TCAAAACATTAATTGTTAGCAAGG 217

Ad03A12202 Aradu.A03 12202 p2 (TA)8 16 44230256 44230271 AAACTTTAAACCGCGGAACC TACTTGCTTTGGCATGAACG 272

Ad03A12204 Aradu.A03 12204 c (T)10gaagagtgggttggttatttaaagtattttgttagatattttttattgatatttagcagtaagtatagtaaattattgacatagttcaaccc(ATA)5117 44231238 44231354 CTAATGGCCTTAACGGGTCA CCAACGGTTTTCAACGTTTT 198

Ad03A12206 Aradu.A03 12206 p3 (TCT)6 18 44247685 44247702 AACCCCCACTTCTTCACCTT CTCGGAAGTGGAAGCTTTTG 225

Ad03A12210 Aradu.A03 12210 p3 (AGA)6 18 44270877 44270894 GCTTTTGTCTTCCCTTTCCC ACTCCCCCTTCTCCTCCATA 181

Ad03A12211 Aradu.A03 12211 p3 (TCT)6 18 44280895 44280912 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad03A12214 Aradu.A03 12214 p2 (TC)6 12 44322973 44322984 GTCCCTCAATTTCAGCCAGA GAGGTGAAGCCCACTTGTGT 278

Ad03A12215 Aradu.A03 12215 c (A)10ttagtacaggaatccaattaaaaagaaaaaaagtataaagacctaattaaaaattttacgaaactatagagattaacagactaattaaac(ATT)10130 44330948 44331077 AAGGCAATTACTACTAAGAGGGACT ACGATTTCATGTTCCTTGGC 219

Ad03A12218 Aradu.A03 12218 p2 (TA)6 12 44338077 44338088 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTATTTTT 189

Ad03A12219 Aradu.A03 12219 p4 (AAAT)5 20 44343803 44343822 ACAAGGACTACCTTTGGGCA TCCTTCTGGATCATTACCCG 276

Ad03A12220 Aradu.A03 12220 p4 (AAGA)5 20 44345164 44345183 TGGGAAGAAGGGAAAGGAGT GGAACTTTGGATTGGGGAGT 222

Ad03A12223 Aradu.A03 12223 p2 (TC)13 26 44361537 44361562 TCCATTGCTTCGTTCCTTTT GAGGGGGAGAAAGAGGGTAA 209

Ad03A12224 Aradu.A03 12224 c (CT)7catcctctcttctt(TC)844 44361718 44361761 CTCCCCTCCTCTCCTCTCTT GGAGGGGGAGAGAGAAAAAT 274

Ad03A12225 Aradu.A03 12225 c (GA)8a(AG)6 29 44362220 44362248 GAAAGGAAAGAAATAGGAGCGA TCCCTCTCTCCCCTCCTCTA 272

Ad03A12226 Aradu.A03 12226 p3 (GGA)8 24 44362352 44362375 GGGAGAGAGGAGGAAAATGG TCTCTCTCTCATCCCCTTCCT 240

Ad03A12233 Aradu.A03 12233 p4 (TTAG)7 28 44393998 44394025 TCCAACACTTCCAAACACCA CATTTAGGCAATAAGGGGCA 195

Ad03A12234 Aradu.A03 12234 p3 (GTT)5 15 44404774 44404788 GGATGGTGACTTCCACACCT ATCATTCCCACAGAACCGAG 165

Ad03A12235 Aradu.A03 12235 p3 (AGA)5 15 44411162 44411176 GAAATGTTAGACCGACCGGA ACTATCCACTGGAAGCGGTG 252

Ad03A12239 Aradu.A03 12239 c (GT)28(GA)19 94 44448325 44448418 TTTGGGGAAGAGTGATGGAG GATAAGAAGCCCTTGACCCC 220

Ad03A12244 Aradu.A03 12244 p3 (AGA)5 15 44496520 44496534 AAGCAGAGCTTTTTCCCACA AATTTCCTCCCAAACCCAAC 233
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Ad03A12247 Aradu.A03 12247 p2 (GA)16 32 44515506 44515537 CGATGGTGAGAGCTTCAGTG CGCAGGTTTGAGTCTCCCTA 194

Ad03A12248 Aradu.A03 12248 p2 (AC)6 12 44516711 44516722 ATAGTCAATGGTCAACCCGC CCCATCTCTTGCACTCCATT 276

Ad03A12249 Aradu.A03 12249 p2 (TA)7 14 44522246 44522259 CAAAACCCAAGATCTGGTCG TTTCAGATGCAGGTCGTGAG 277

Ad03A12251 Aradu.A03 12251 p2 (GA)6 12 44530844 44530855 GAGATCTGGGGAGATTGCAG CCTCACTTTCGGCTTCTACG 193

Ad03A12252 Aradu.A03 12252 p2 (CA)7 14 44531949 44531962 TTTTCTGTGGAGATGGGGAC GAGAAGGTGGCTGCAGAGAG 268

Ad03A12253 Aradu.A03 12253 p2 (GA)10 20 44547252 44547271 GCCGTCGAGTTACAGAGGAG GAAGACGACCCAAGGTTTGA 262

Ad03A12256 Aradu.A03 12256 p2 (CG)6 12 44555334 44555345 CTTTCACAGATGCGGCACTA GGGAGTGTTGGATTAGGGGT 261

Ad03A12257 Aradu.A03 12257 p3 (GGT)5 15 44559636 44559650 CCTGCTTACCGGTGTGAGTT GCAAGTGGTGCAGCATAAAA 144

Ad03A12258 Aradu.A03 12258 p3 (TCT)6 18 44562945 44562962 CCCATAAACCCCACCTACCT TAGAATGTTCCTTGCCCTCG 239

Ad03A12259 Aradu.A03 12259 p2 (GT)6 12 44570818 44570829 GAGGCACATATGATGCGGAC TGAGTTCAAGCACAAGCCAC 266

Ad03A12263 Aradu.A03 12263 p3 (AAG)5 15 44593494 44593508 AAGGGAAGAGGAGTTCGAATAAA TTCAAAACTTCCTAACTACTTTTTCTC 241

Ad03A12270 Aradu.A03 12270 p3 (AAG)5 15 44719088 44719102 TGCCATTGATGGTAGTGGAA TACCTTGGCCGAACCTACAC 151

Ad03A12276 Aradu.A03 12276 p2 (TC)10 20 44744449 44744468 CAAAATGGCGAAATCCCTAA GGACGGCAAAGATTGAAGAA 242

Ad03A12277 Aradu.A03 12277 p2 (GT)12 24 44746873 44746896 GTTTCGTTGGTTGTGTGTGC GAACGCTGCAGAATTTGTGA 145

Ad03A12278 Aradu.A03 12278 p2 (GC)6 12 44755854 44755865 AGTTGGATTGGGTCCACAAG ATGCGGTTTTAGTTGGGTTG 185

Ad03A12279 Aradu.A03 12279 p3 (AAT)5 15 44792677 44792691 AACCCTCACACTGGCTTCAC CTTTGAGCAACAAGGGCTTC 143

Ad03A12281 Aradu.A03 12281 p2 (AT)10 20 44799160 44799179 AATGGGGTAAATGCCCCTAC TCCGTCGAAAATATCCGTTT 272

Ad03A12283 Aradu.A03 12283 p3 (TTC)7 21 44811067 44811087 AAACATTTCCCTCCCAAACC AAGCAGAGCTTTTTCCCACA 240

Ad03A12285 Aradu.A03 12285 p3 (AGA)14 42 44833714 44833755 CTGGCCTTAGGTGCCATAGA TAACCGAACCTACCCCCTCT 268

Ad03A12288 Aradu.A03 12288 p2 (AC)6 12 44852273 44852284 AAAAACAATGCCAAAAAGCG AATATTGTGCTAGCGGGTGG 174

Ad03A12289 Aradu.A03 12289 p2 (AT)7 14 44858178 44858191 CCATCAAAAGATAAAGTGGAAGC TCTCTGTTGCCAAACTCGTG 244

Ad03A12291 Aradu.A03 12291 p4 (TCTT)5 20 44860787 44860806 TCCAGCCCAACATTTAGTCC TGATGAAACAGAATGGCAAAA 280

Ad03A12296 Aradu.A03 12296 p3 (TGA)5 15 44899425 44899439 CTGTTCTTTCAAGGGTTGGG TGCATGGAAAGAATGGATCA 255

Ad03A12298 Aradu.A03 12298 p2 (AG)6 12 44915181 44915192 GGGGGTGAAGATGGGTTTAT CGTTAATTGCCAGAAATGGG 223

Ad03A12301 Aradu.A03 12301 p3 (TCT)6 18 44966118 44966135 CCCATCACCTCTTCACCACT CACCCTCGAGCAAAGAAAAG 265

Ad03A12303 Aradu.A03 12303 p2 (GC)6 12 44983354 44983365 CCTCCTATTTCGCTCATCCA AGCGGTGATTATGGAGGTTG 214

Ad03A12305 Aradu.A03 12305 p3 (TTA)5 15 44992743 44992757 TTCGGTATACTTGCCGAAGG AAATTTTGGGAAATGGGTGC 163

Ad03A12308 Aradu.A03 12308 p2 (TA)9 18 45023540 45023557 GTCCGACTGATCAGCGATTT CCACACCATTAGGCTCAAAA 268

Ad03A12309 Aradu.A03 12309 p2 (TA)6 12 45050432 45050443 TGGCCTAAACTCTACGGGCT ACTAAAAGCGGAAGGCACAA 104

Ad03A12310 Aradu.A03 12310 p3 (GAA)5 15 45056810 45056824 AGCAATGCTTTTTCCACACC ACCCCCTAATACACGAACCC 215

Ad03A12314 Aradu.A03 12314 c (T)11ggtgactacaaaggctccgttgcatatagtccgaagtcaaatttaaaagttcaaattagtgtcttcaaaatttcaggataaaattagtacaaaggctccg(T)11122 45095347 45095468 TTGCTGATTCACACGGAGAG ACGGAGCCTTTGTAGTCACC 243

Ad03A12315 Aradu.A03 12315 p2 (TA)7 14 45097558 45097571 TCCACATGTGTGCAAGGTTT TCCTGTTTGGGATGTTCTCG 194

Ad03A12316 Aradu.A03 12316 p3 (TTA)6 18 45098772 45098789 TGCGCAAAAGCTTATTGTATG AGGGCAATCGGGATAAACTT 227

Ad03A12317 Aradu.A03 12317 c (CA)26(TA)8 68 45101138 45101205 GTGGGCAGTTATGCCTTTGT ACGACACTTCATAGCCACCA 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A12320 Aradu.A03 12320 p3 (CTT)26 78 45122841 45122918 CCTCATTCACATTCACGCAC TTCTGAGTTAATTGTGCCGC 270

Ad03A12321 Aradu.A03 12321 c (GAA)16cgcatgcgtgaatttga(AAG)580 45133345 45133424 AGAGGAGATGGTGGTGTTGG TCTTCTTCTCTCGCGCTGTT 166

Ad03A12323 Aradu.A03 12323 p3 (ATA)12 36 45140628 45140663 AACTTCGATTTACTGGCTAACG AATCATGCATGTACTCGAATTTT 265

Ad03A12324 Aradu.A03 12324 p4 (AATT)5 20 45144213 45144232 TTGCAAAATTTCCTAAAAAGAAAAA ATAGGGAGACTCAAACCCGC 188

Ad03A12326 Aradu.A03 12326 p3 (TCT)10 30 45158691 45158720 CCCATAAACCCCACCTACCT GTGCTTTGACCACACCACAC 274

Ad03A12327 Aradu.A03 12327 p3 (AGA)5 15 45176995 45177009 TTGTCATCGAGCAAGAGACG CCCCACCTACCTTCCAAAAT 219

Ad03A12330 Aradu.A03 12330 p3 (AAG)5 15 45222051 45222065 GCTTTTGTCTTCCCTTTCCC CTCCCTCTCCTATCCCTTGG 212

Ad03A12331 Aradu.A03 12331 p3 (TTC)6 18 45234687 45234704 CGAACCTACCCTCTTCCCTC CTAGAGGATTCTCCGGCCTT 251

Ad03A12333 Aradu.A03 12333 p2 (AT)10 20 45263200 45263219 TAACTCCTAACTCAGCCCGC AAAAACAATGCCAAAAAGCG 190

Ad03A12334 Aradu.A03 12334 p5 (TTATC)5 25 45292727 45292751 AAGTGCTGCTGATCCTTCGT AGCAATCTAAAGGCAGCCAA 269

Ad03A12335 Aradu.A03 12335 p5 (TTATC)5 25 45299176 45299200 GGAACTGGTGTGTCCGACTT AGGCGGTTCCCCTAAAGATA 263

Ad03A12337 Aradu.A03 12337 p2 (AT)6 12 45311567 45311578 TTCATCTCTTAGGCAATAGGCA ATCTAAAAGGCATGGTCCCC 229

Ad03A12338 Aradu.A03 12338 p2 (GA)12 24 45312764 45312787 TTTGCACAAACATCAAAGCC CTCCTCACCCTCGTTGTTTC 223

Ad03A12339 Aradu.A03 12339 p2 (TA)8 16 45329305 45329320 GGGAGTTCGCTGTGGATAAG TTGATCTCCGGTAAAACCGA 258

Ad03A12340 Aradu.A03 12340 p2 (AT)6 12 45332342 45332353 GCCGAAGGAAAATTTGTTGA TCCTACCTTGACCCTAACCCT 262

Ad03A12343 Aradu.A03 12343 p3 (CTT)5 15 45339252 45339266 TCTTGACTTTCCCATGGAGG TTCAGGCAACCATTCAACAA 256

Ad03A12345 Aradu.A03 12345 p3 (AGA)5 15 45343166 45343180 CTCAACAAACTCCCATGGCT CTCCACAACTCTGGATTCCC 200

Ad03A12346 Aradu.A03 12346 p2 (TA)12 24 45391992 45392015 TTGGATTATGGGCCTCAAAG GGTCTTGATCCAATGTTTCACA 204

Ad03A12347 Aradu.A03 12347 p3 (TTC)7 21 45414705 45414725 GCCAAACCTACTCCCTCTCC GCTTTTGTCTTCCCTTTCCC 277

Ad03A12348 Aradu.A03 12348 p3 (CAA)5 15 45432287 45432301 AGGACCTTCTCCGAATTGGT GGATGGTGACTTCCACACCT 251

Ad03A12354 Aradu.A03 12354 p2 (CT)6 12 45485638 45485649 TCCTAAACCCACCCCTTCTC CAAGGGGGTTTTAGGTGGTT 107

Ad03A12356 Aradu.A03 12356 p3 (CTG)5 15 45501590 45501604 GATGGGGTGAAAGGAAACCT AAGCAACACACACATGCTCA 273

Ad03A12357 Aradu.A03 12357 p2 (TC)9 18 45502623 45502640 GAGTGATGCATGGTGATGCT CAGAGACACAAGGTGGCAGA 113

Ad03A12364 Aradu.A03 12364 p3 (TCA)5 15 45510312 45510326 GAGGCAGATGGAGGATGAGA GCTCTTCCTTATGGCATGTTC 212

Ad03A12366 Aradu.A03 12366 p3 (ACA)5 15 45532971 45532985 TTTGAAGCCCAAGGAAGAAA ACATGACAGAGCACAATGGC 237

Ad03A12375 Aradu.A03 12375 p3 (TCT)10 30 45600758 45600787 AGGTCACATTGCACTTCGTG GGGTGCTGAAATAAGGAACCA 199

Ad03A12376 Aradu.A03 12376 p2 (AC)10 20 45602671 45602690 ATCCAAGCTCCAGACTCGAC ACCTGAGCCTCGGATATTGA 250

Ad03A12377 Aradu.A03 12377 p3 (TTC)6 18 45620413 45620430 TACCCCCTCTCCTCTCCCTA GCTTTTGTCTTCCCTTTCCC 269

Ad03A12379 Aradu.A03 12379 p3 (AGA)6 18 45628721 45628738 AATCGGAGGTGGAAGCTTTT CACAACACAAACCCCCTCTT 235

Ad03A12380 Aradu.A03 12380 p4 (TAAA)5 20 45632169 45632188 GAGGATGGGGAGAGAGAAGG TCCATTGCTTTCGTTCCTTT 245

Ad03A12383 Aradu.A03 12383 p2 (AT)6 12 45655507 45655518 CGAAATTGAAAGATCTAGGTGG TGAGACTGAACACAAAATCCC 185

Ad03A12384 Aradu.A03 12384 c (T)10cttttaatttttgccactttttttc(T)1146 45667442 45667487 TTTTATTTCCTTGGGCCCTC AAAAGCAGTGAATGACAAGGC 177

Ad03A12385 Aradu.A03 12385 c (TCT)6attctttccttttttgctcgaggacgagcaaaattctaagtttggtgtggtaaaagcatagc(T)1090 45697995 45698084 CAAACCCACCCTACATGACC TTGCCTTCCCTTTCCTCTTT 202

Ad03A12388 Aradu.A03 12388 p3 (TTA)5 15 45720519 45720533 CCTGTTTGTGATATATTGTAGTGCG TTTGGTACATTTCATATCACATTCG 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A12390 Aradu.A03 12390 p4 (TTTA)5 20 45726596 45726615 TCTCTCTCATAATATTCTTTTTCGTCA AAGGTCTCGTGTTGATAACGTG 207

Ad03A12393 Aradu.A03 12393 p3 (GAG)6 18 45744929 45744946 TTCCAAACGAATTTTGGACC AATCCAATCGTCAGCACTCC 215

Ad03A12394 Aradu.A03 12394 p2 (GC)6 12 45745724 45745735 ACAAGGCTCCTAAAACCGCT CGGTTCTAGTTGGGTTGGAA 167

Ad03A12395 Aradu.A03 12395 c (T)10cacttttatttc(T)1032 45747025 45747056 GGGCATTTTGTCCCCTTTAT AACTTTGGGACATTGGTTGG 256

Ad03A12397 Aradu.A03 12397 p2 (GC)6 12 45749158 45749169 AGTTGGATTGGTCCCACAAG ACATCCGGAGCTTCAAAATG 150

Ad03A12401 Aradu.A03 12401 p3 (TTA)12 36 45772339 45772374 GTGGAGGTTACGCCACCTAA CTGGCCCTGAAATTGAAAAA 280

Ad03A12403 Aradu.A03 12403 p3 (TCT)6 18 45782106 45782123 CTTCTCGATCTTCACCGCAT ACGAGAGTGGGAAGGGTTTT 230

Ad03A12405 Aradu.A03 12405 p2 (AT)14 28 45783930 45783957 ATGTGAGTGGCAGGGGTTAG GACCGTGCGACTTCATTTTT 221

Ad03A12414 Aradu.A03 12414 c (A)12gaattcaaattgcttgctttaacacaagcaattatcaaaggggatctagaatcaaataaaagggatacaatttatacaatccatagaacttc(A)10114 45834747 45834860 CGTGAACCAAACAACATCACA CAGGTATTGGCTTCATTCTTCTG 280

Ad03A12415 Aradu.A03 12415 p4 (TTAT)5 20 45840061 45840080 GAAAAAGAGAAGCCTTGCACA AAAAGCGTCGCACTTTTCTAA 271

Ad03A12416 Aradu.A03 12416 p3 (CCA)5 15 45840751 45840765 CGCCCCTCTTCTAATTTTCG GGTGTTGGTGGTGGTTGC 169

Ad03A12418 Aradu.A03 12418 p2 (AT)6 12 45846993 45847004 TTGGTGTCCCCTTAGTTGTTG CGCATCATGTGGTTAACAGAA 265

Ad03A12419 Aradu.A03 12419 p2 (CA)6 12 45861883 45861894 TTCACCACCAAACCTTTTCC TGTTCGAAATCTCAGCCCTT 270

Ad03A12425 Aradu.A03 12425 p5 (TTTTA)6 30 45950733 45950762 TACTTTGGGGCATTTTGTCC TGGGTTTTGAAACGTTTGGT 227

Ad03A12428 Aradu.A03 12428 p2 (GA)25 50 45973185 45973234 AGGGAGATGCATGGAACTTG CACATTGACGCCAAGGAGAT 249

Ad03A12430 Aradu.A03 12430 c (T)10atttttgttgttcttatttattctttttgttatgcaatttttttctcttatttttgcttgttattttttaag(ATA)597 45976526 45976622 AGAGCAGTTCGATGATCGGT TCTCTCTCTCTTTTCTCTTCTTCTTTG 273

Ad03A12431 Aradu.A03 12431 c (TC)10tagggtttctttctctctctgtaaactttataatttatgcttggagcatgtttcggtaacacatg(A)1095 45978146 45978240 ACCTTCAGACTCACCGATGC TTTCAACAGCTTACCAATCATCA 195

Ad03A12432 Aradu.A03 12432 p2 (TC)11 22 45979078 45979099 AGGAGCTTTAGGCTTCCAGG AGCATGTCTTCCATGCTTCC 155

Ad03A12434 Aradu.A03 12434 p4 (TAAA)5 20 46002146 46002165 CATCCCCTCAGCTTCACAAT TCATTATGGTGGCTGAAGCA 195

Ad03A12437 Aradu.A03 12437 p2 (GC)6 12 46016057 46016068 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 278

Ad03A12438 Aradu.A03 12438 c (AATA)10aaatactaaaaaaaaacaacaac(A)1174 46016297 46016370 TTTCTCCTTCCTCCTTTCTCC GCAAATGCAATAAAAGAAAATGG 280

Ad03A12441 Aradu.A03 12441 p3 (TAT)5 15 46023356 46023370 TGTCAGAAAGAAATAATAATTAACGCA CATTCATCATGTTTCCATAACAAA 231

Ad03A12444 Aradu.A03 12444 c (AT)10aatggtcttcattggatgaagatttatagatctcattcattaaat(TA)677 46039236 46039312 CGATGAACATACAGGTCCAAGA CAGAGTGAGTCAGTTCAATGGC 204

Ad03A12445 Aradu.A03 12445 p2 (TA)6 12 46073535 46073546 AGCCCGATTTTGAGTCTTGA AGATGGCAAGGCATTACGAC 227

Ad03A12450 Aradu.A03 12450 p2 (AG)7 14 46089932 46089945 AGTGCGAAAAAGAAGCAGGA AGAGGAGTCACGGACCACAC 277

Ad03A12451 Aradu.A03 12451 p3 (TAT)5 15 46090529 46090543 CCCTGTTTTTAAGAGTTTAGTGGTT AAAATGATAACAACACCCAGCA 270

Ad03A12452 Aradu.A03 12452 p2 (TA)9 18 46094322 46094339 CCACGTGTTCCAGATTGAGA GCTGCTAAACCCTGGACTGT 198

Ad03A12454 Aradu.A03 12454 p2 (TC)20 40 46097774 46097813 CCTTAATTCTCTCATGTCGGG AAAATAAGAAAGGGACGCTTACG 173

Ad03A12459 Aradu.A03 12459 p2 (AT)9 18 46143332 46143349 TGTTAGTGTTACGGAGAGAAGGAA GGGATGGAGATGAGAGCAAA 214

Ad03A12461 Aradu.A03 12461 p3 (AGA)6 18 46187580 46187597 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104

Ad03A12465 Aradu.A03 12465 p3 (TCT)5 15 46266180 46266194 GATCTCGAGCCATGTTGGAT CCTGAAATTTTCCCAAAACA 273

Ad03A12467 Aradu.A03 12467 p3 (TTC)5 15 46278723 46278737 TACCTTCTCCACCCCACAAG GAGTCTCCAAACTTGGGTGC 181

Ad03A12472 Aradu.A03 12472 c (TC)8tt(TC)6(TA)10(CA)1988 46317128 46317215 TGTGTTCTTGAACCGTTGACTC GCAAGAAAATGGGGTGGTAA 199

Ad03A12473 Aradu.A03 12473 p3 (CTC)5 15 46318457 46318471 AAGCAAATTGAGAAACGGAAA GGTGAGGTACAGAGGTATTGGG 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A12477 Aradu.A03 12477 p2 (CT)9 18 46334328 46334345 TCAAAGGGCAAGGATAATGG GCCGTTGCACACTAGAGGA 232

Ad03A12478 Aradu.A03 12478 p2 (TC)8 16 46334509 46334524 ACGGTAGCGTCATTGCTCTC GTGAGAGCAGAGGTGAAGGG 269

Ad03A12479 Aradu.A03 12479 p2 (GT)6 12 46334646 46334657 TCACCTCTGCTCTCACCCTT ACCCTAGCCCCCTTTCTTTT 118

Ad03A12484 Aradu.A03 12484 p2 (AT)8 16 46348612 46348627 TTGGTGTCTTGCATGTGTTTC AAAATTTTTGACTAAATCAACCCAA 269

Ad03A12486 Aradu.A03 12486 p2 (AG)6 12 46371538 46371549 ACGTATCAAAAATCGCTGGG AAGAACATTGAACCTGGAATTGA 237

Ad03A12487 Aradu.A03 12487 p2 (CT)6 12 46379391 46379402 CCCTAAAACCTAAGAGAGCGG CAAGGAAAAACCCTGGATGA 268

Ad03A12488 Aradu.A03 12488 p3 (CAT)5 15 46392905 46392919 TAGCTTCAACTGCCGAGGTT ATTCCGAGTTTTTGTGCCAG 176

Ad03A12490 Aradu.A03 12490 p2 (TA)6 12 46413131 46413142 TGGGAGGATGATCCCAAGTA GGGAGAAAGGATTTGGAAGG 245

Ad03A12491 Aradu.A03 12491 p2 (TA)6 12 46420436 46420447 AAGTTTGGAAGGGATGCTGA GGTCATTTGAGCGTATCTAAAATTC 278

Ad03A12495 Aradu.A03 12495 p2 (AG)6 12 46427116 46427127 GTAATCCGGATCATGGCAAG AACTGCATGTACCTTTGCCC 210

Ad03A12496 Aradu.A03 12496 p2 (AT)6 12 46434260 46434271 ACGACATAAGAGTGACCGGG GCATATGATGCATGCCTGTC 205

Ad03A12499 Aradu.A03 12499 p5 (AATAA)5 25 46465222 46465246 TACTGGCAACTTCGCTGAAA CCTAACCACTTTCTCTCTCCTCA 163

Ad03A12500 Aradu.A03 12500 p2 (TA)6 12 46465912 46465923 AGACCAACGCTCTAGCCAAT TTTTCGAATTTGTGATCTTTGA 167

Ad03A12502 Aradu.A03 12502 p2 (TA)12 24 46469635 46469658 GGTACTCAAAATCCATGGAAGG TGTGCCTTTTTGTGTGTTTTTC 220

Ad03A12506 Aradu.A03 12506 p2 (AG)8 16 46486780 46486795 TCGTGAGCGTATCAAAATGC GCTTCTCCTCCTTCTTGCCT 276

Ad03A12508 Aradu.A03 12508 p2 (AG)6 12 46491567 46491578 AAGTTGGGGAACATGCAGAG GGAACATTGAACCTATGATTGGA 180

Ad03A12509 Aradu.A03 12509 p3 (AGA)6 18 46502445 46502462 CTAGAGGATTCTCCGGCCTT ACTCCCCCTTCTCCTCCATA 156

Ad03A12513 Aradu.A03 12513 p5 (TAAAA)5 25 46540643 46540667 GTGAGTGGTGCAATTGATCG GGTGATAATTTTGGTGCGCT 279

Ad03A12514 Aradu.A03 12514 p3 (AGA)5 15 46547028 46547042 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad03A12517 Aradu.A03 12517 p4 (TAAA)5 20 46559154 46559173 GAGGGAAGGGAAGAAGAGTGA CGAAAATCACTAACCACTTTTTCA 160

Ad03A12518 Aradu.A03 12518 p3 (TTA)16 48 46564398 46564445 TGCACCCTAACTTCCCAAAA GGGGAACATTGATGGTGAAT 238

Ad03A12519 Aradu.A03 12519 p4 (CTTT)6 24 46571948 46571971 TCAGCTTTGCTAGAGTCCCC TGTGGTTCATGAATGTTGGC 276

Ad03A12521 Aradu.A03 12521 p3 (ACC)5 15 46638422 46638436 ATTTGAAAGCTGCCCTGTTG CCGGAGAAGAGAAGAAAGGG 218

Ad03A12523 Aradu.A03 12523 p2 (CA)6 12 46653760 46653771 CTCCAATTCAGCCTTCAAGC GTGCATACGCGCAAGTAAGA 181

Ad03A12525 Aradu.A03 12525 p3 (GAA)5 15 46676756 46676770 GGCCACAACTTGGTCTTGAT CCTCTTGGCCGAATACACAT 264

Ad03A12526 Aradu.A03 12526 p3 (TTC)7 21 46683615 46683635 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 177

Ad03A12528 Aradu.A03 12528 p3 (TTC)6 18 46700470 46700487 AAATGGCCGAACCTACCTCT TAAAATATTGCTCGCCCTCG 182

Ad03A12530 Aradu.A03 12530 p3 (TTC)6 18 46730565 46730582 AAACCCCTCCATTCCACTTC CTAGAGGATTCTCCGGCCTT 224

Ad03A12531 Aradu.A03 12531 p2 (CT)9 18 46736038 46736055 TGACCGTTGCATGAATTGAA TGGAACAATTGGAGTAGCACA 214

Ad03A12534 Aradu.A03 12534 p3 (ATA)14 42 46776562 46776603 TTCTTGCGAACGTATTAATCTACA GAAGAGTACATGGTAAAACATGAAAAA 276

Ad03A12538 Aradu.A03 12538 p3 (AAT)5 15 46792117 46792131 GAATGACCTCTCAGCTTGCC TTTTAGGGGAACAAGAATTGGA 269

Ad03A12539 Aradu.A03 12539 p3 (AAC)6 18 46792244 46792261 GGGCAACAAATTCTTGATAGC TGCAATTGAGCGTACCATGT 280

Ad03A12541 Aradu.A03 12541 p2 (AT)7 14 46809130 46809143 GGCCTGAGAAGCAAAGACTG CGGAGAAACAAGTTGTCGGT 103

Ad03A12543 Aradu.A03 12543 p3 (ATA)12 36 46827510 46827545 TCTCAAATGTTTTCGTTGGAA AATGTAACACCCCGAATTTTT 280
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Ad03A12545 Aradu.A03 12545 c (A)10tc(T)10 22 46860573 46860594 GAGATACGGCCACGCTTTTA GTTCTCCCAAAAGTGCCAAG 271

Ad03A12548 Aradu.A03 12548 p3 (TCT)6 18 46899343 46899360 CACATCCATCCATCTTTCCC CTGGCCTTGGGTACCATAAA 195

Ad03A12549 Aradu.A03 12549 p2 (AT)7 14 46900215 46900228 ATAGCAAAAGCTTGCGGAAA AGCACATGGTTAGGGACAGC 211

Ad03A12550 Aradu.A03 12550 p3 (AGA)6 18 46905246 46905263 CAGCCTTAGGTGCCATTGAT CACCTTGACCGAAACACCTT 161

Ad03A12552 Aradu.A03 12552 p2 (TA)9 18 46923071 46923088 GCTCCATTTCTTCTAATGTTTGG TGTGATATGTTTGGTTGGGG 129

Ad03A12562 Aradu.A03 12562 p3 (TGA)6 18 47025581 47025598 TGAGTATGGAAATGATAGCTGGA AATTAGCCATTCGTGGGTTG 193

Ad03A12565 Aradu.A03 12565 p3 (AAC)6 18 47046812 47046829 CATTAGATGGGGCTTTGGAA ATCCAGGAGGTGATCAAACG 279

Ad03A12569 Aradu.A03 12569 p2 (AC)6 12 47094647 47094658 CCCTTGGCCCAACATAACTA AGCTGGAAATTCGAAGAGCA 268

Ad03A12570 Aradu.A03 12570 p2 (AT)11 22 47098982 47099003 GGCTTAAACTGAATCCCCGT TGGTTTAGAATTTCAATGCCAC 237

Ad03A12572 Aradu.A03 12572 p2 (GA)8 16 47102802 47102817 GGAGATGCAAAAGCTATGGTC GCTCCTCCTACCTTGGTCCT 256

Ad03A12581 Aradu.A03 12581 c (TGA)5ccatgatgataatggtggtgggttttggttcaattcgggtttctgttttgtttctggtcgattttggttaattttagaaaagttc(TGA)6118 47145532 47145649 GATTTTCTGAGTTTTGGGTGG AATCCACCACCACCACTACC 276

Ad03A12585 Aradu.A03 12585 c (TA)6cacatgagcgaagttatataatatttagcagggatcaatattttttttagttttttattttaacc(A)1087 47156932 47157018 TGGAGTGTTCAAGGATTGGA GTCTTTCGTTGTTATTTTTAAGTGAA 200

Ad03A12588 Aradu.A03 12588 p2 (TG)10 20 47206037 47206056 TCATTCCGAGTGTAGGGAGG CCGGCTTGCGAAGATAACTA 201

Ad03A12592 Aradu.A03 12592 c (AGA)9tatggag(GA)646 47221107 47221152 TTAGAATGTTGCTCGCCCTC TCACTGGTGCAGGGATGTTA 275

Ad03A12593 Aradu.A03 12593 p3 (AAG)5 15 47225811 47225825 CAAGGCATATCATGGCTGAA TGAACGTGCAAACTCCACTC 215

Ad03A12594 Aradu.A03 12594 c (A)10gaattcttttttttcctcagttatttcgatttaattctctgtaaatgtaaaaaaagagtgtttatgtagaaaaa(T)1094 47227437 47227530 GTGGCTCGCCAGTAAGAAAT TTCGAGCATCATTGACGAAC 256

Ad03A12599 Aradu.A03 12599 p2 (AT)11 22 47246988 47247009 TTCATTTTGGGGCATTTTGT TTACCAATTTTAGCGGGGTTT 203

Ad03A12600 Aradu.A03 12600 p2 (AT)7 14 47249007 47249020 TGCAAAACTGGGTTTGACTG AAAGAGTGCTCAGGTGCGAT 199

Ad03A12602 Aradu.A03 12602 p2 (AT)9 18 47252474 47252491 TTGTTGGAACTGTCTGGGCT TGGTTCATCTGGGTTTTAGTCA 202

Ad03A12605 Aradu.A03 12605 p2 (TC)6 12 47258749 47258760 CCTTTCTCCATGAGGCAGAG ACGTGGGTGTCATCTCCTTC 232

Ad03A12606 Aradu.A03 12606 c (TAA)6tagtggtgttgaatcttctttttctccttctccttctcctaacaaggagaagaaaagtgga(CAT)594 47260042 47260135 GATATTCCAATTGGGCCCTT GAATGTGGCCTTGGTGACTT 194

Ad03A12610 Aradu.A03 12610 p2 (AT)7 14 47268426 47268439 TGATAGACCAAAATATCATTCAACAA TCTTTCCCTGTTCACAAGTTCA 276

Ad03A12611 Aradu.A03 12611 p2 (TA)7 14 47286842 47286855 TACCCTAGCCGGCCTAAACT ATAAACCGTGAAGCCAAACG 138

Ad03A12613 Aradu.A03 12613 p2 (TC)24 48 47291789 47291836 GCCGCAAATAGCTTGTCAAT TTGAAAACCGGGCACTAATC 280

Ad03A12615 Aradu.A03 12615 p2 (AT)7 14 47297261 47297274 CCTTGGGCTTGTAATGTGCT GCACAACCCAATTGATTGAA 230

Ad03A12616 Aradu.A03 12616 p2 (CT)9 18 47312739 47312756 AAAAACAATGCCAAAAAGCG AATGCTAACGGGTTGGACTG 150

Ad03A12617 Aradu.A03 12617 p2 (AT)8 16 47317317 47317332 CAATCTACCCTTCGTGCGAT GGGTTTGGCACTATAACCGA 260

Ad03A12618 Aradu.A03 12618 p2 (CT)6 12 47319693 47319704 TCCGGAGATCAAGTTATGGC CGGGCCATACAGACCTAAAA 199

Ad03A12619 Aradu.A03 12619 p2 (TG)25 50 47324784 47324833 TTGTCAGTTTTTCGAGTCCG AAATCATAGGTGGTGAGGCG 251

Ad03A12623 Aradu.A03 12623 p2 (AG)6 12 47364505 47364516 AACTGGATGACGGTGAGAGG ATTCGAAACACGAACGCTCT 274

Ad03A12626 Aradu.A03 12626 p3 (TGG)8 24 47368361 47368384 GGAAAAGTGACGAACCGAGA ACGAAACGGCAAATACCAAC 158

Ad03A12631 Aradu.A03 12631 p3 (TCT)5 15 47400973 47400987 ACAACCCCCTTTTCTTCACC GCTTTTGTCTTCCCTTTCCC 254

Ad03A12632 Aradu.A03 12632 c (T)10cgttttcttttctccctttttttttcgaaa(T)1050 47419945 47419994 GCACACTCTTTTTGCCTTGG TGGCTCTTGAAAGAATGATGAA 200

Ad03A12640 Aradu.A03 12640 p2 (AT)9 18 47460076 47460093 CACCAAGAAAATCACAACTCCA CTCTTTTGGGGAGTCACAGC 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A12641 Aradu.A03 12641 p2 (TA)6 12 47468279 47468290 TTTTGTATTTCGCCCTTTGG TCGAAAAATGCAACACTTCG 207

Ad03A12642 Aradu.A03 12642 p3 (ATT)16 48 47475776 47475823 TTGTGCGGAGTTGTGAAAAG TAACATTTAGGCACACGGCA 274

Ad03A12650 Aradu.A03 12650 p2 (AG)6 12 47526584 47526595 TGAAGCAAGAAAAAGCAGCA TGCTCAAAGCCTTGAATCCT 182

Ad03A12651 Aradu.A03 12651 p3 (AAT)6 18 47547982 47547999 GGCACTCTTGTTGAAGCTGA AAATTTGGACGTTGGCTTTG 192

Ad03A12652 Aradu.A03 12652 p3 (ATA)6 18 47563590 47563607 AACAGCAGTGGGAACTGGAC GGAACCCAATTGAAAGAAAAA 277

Ad03A12653 Aradu.A03 12653 c (CTA)7(ATA)11 54 47564092 47564145 AACGATCCAATTGAAAAGAAAAA TGAGGAAGATGTGGCAGATG 278

Ad03A12656 Aradu.A03 12656 p2 (AG)15 30 47567031 47567060 TTCTTCAATGGACCAGAGGG TATTAGCGCCGAATTTACCG 237

Ad03A12657 Aradu.A03 12657 p3 (AAT)5 15 47569265 47569279 TCATGCACTCGGAGTCTCTC GGAACATAATAATGACGCTCTCG 280

Ad03A12658 Aradu.A03 12658 p3 (TAA)5 15 47574959 47574973 AGCAGTGACGATGACGACAA TGTTTGAAAAATCAGAACCAAA 165

Ad03A12660 Aradu.A03 12660 p2 (TA)8 16 47584963 47584978 TGGGACATTTTGTCTCCTTTTT GGAAGGGACATTGGTTGAGA 225

Ad03A12661 Aradu.A03 12661 p3 (TTC)6 18 47593969 47593986 AAATCTTTCCCACCCAAACC TGGAGGAGAAGGATCAATGG 183

Ad03A12662 Aradu.A03 12662 p3 (TTC)6 18 47594092 47594109 TCCCCCTCTCCTCCATAGTT CTAGAGGATTCTCCGGCCTT 276

Ad03A12663 Aradu.A03 12663 p2 (CT)7 14 47609973 47609986 AGCCAATTGGGCAACATAAA GGCTATAAAGTGGGAGAATCCA 257

Ad03A12664 Aradu.A03 12664 c (ACG)5gcagtaacaatagtgtatcttctccctcgtgaatgttcttc(CT)668 47612688 47612755 CGACCCCAGTAACGACAACT TTCTGTCACTGACGACGAGC 125

Ad03A12665 Aradu.A03 12665 p2 (CT)12 24 47614057 47614080 CAATGCCTCTCTTTCTTGCC AAGCCCAAGGTCCAAGAAGT 168

Ad03A12672 Aradu.A03 12672 p2 (AG)6 12 47685393 47685404 AGAAGGAGAAGCCTCCAAGG ATGAAGCTTGGTGTGAAGGG 157

Ad03A12673 Aradu.A03 12673 p3 (TAT)6 18 47687158 47687175 CTTGCTGTCCGTAATCATCG ATGGTGTTTTCTTGAACCGA 267

Ad03A12676 Aradu.A03 12676 c (A)10tatcagaggccgaattgga(T)1241 47691048 47691088 TCGAAAGGACAAGGAGGCT CGCTCGACAAATATGACCAA 277

Ad03A12678 Aradu.A03 12678 p2 (AG)6 12 47705071 47705082 AAGAACCTGGGATTGAGAGTCA AATTACAGAACACGCCCCAG 235

Ad03A12682 Aradu.A03 12682 p2 (CT)10 20 47709778 47709797 AGACACCACTGTTTACACAGCAT CCCAGAAAACCGATCGAATA 255

Ad03A12690 Aradu.A03 12690 p3 (TTA)6 18 47738682 47738699 TTTTGTCATTTTCTCAATTTTGTCA CCCAATTCCAAGTCAAGAATG 268

Ad03A12691 Aradu.A03 12691 p2 (CT)7 14 47740390 47740403 CATTGAACCTGGAATGACGA GAAATTACTGGGGGCGATTT 236

Ad03A12693 Aradu.A03 12693 p3 (ATC)10 30 47762348 47762377 AAGAAAAGCAACCTTTACCATCA GTGACTCAGCTCGAACGACA 211

Ad03A12695 Aradu.A03 12695 p2 (TA)6 12 47771726 47771737 TACAAGGGAGGTGGATACCG AGCGGAGATTGAGGGACAT 272

Ad03A12699 Aradu.A03 12699 p3 (AAT)16 48 47814375 47814422 GGCCCTTGAAAGAATGATGA TCCCCAATTAGAGGTGTCCA 231

Ad03A12701 Aradu.A03 12701 p3 (AGA)6 18 47824925 47824942 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 238

Ad03A12702 Aradu.A03 12702 p3 (ATT)6 18 47827611 47827628 GGCAGGAATGGAGATGCTT CAAGAGAAGGAGATGGCAGC 114

Ad03A12705 Aradu.A03 12705 p2 (CT)6 12 47852235 47852246 AAACCTGGAATTCAGAAGAAATTG GGGATATTTCCAGCCCAGTT 223

Ad03A12706 Aradu.A03 12706 p2 (AT)10 20 47854059 47854078 CTAGAAGCCCGATGAAGGAA TGACTAGCCGGCCTAAACTC 251

Ad03A12707 Aradu.A03 12707 p2 (AG)14 28 47855275 47855302 TGAAGCAAGAAAAAGCAGTGAA AGCCACTTAGGCCAGGATTT 189

Ad03A12708 Aradu.A03 12708 p3 (TCA)5 15 47860620 47860634 TCTCCAAATCAGGTTTTGCC AGGCTTCAGTCCGCTTATGA 274

Ad03A12709 Aradu.A03 12709 p2 (TA)12 24 47861519 47861542 AGCGTGAAGTCAAAAGCGAT CTAGCCAGCCTAAACTTCGC 131

Ad03A12713 Aradu.A03 12713 p2 (TC)17 34 47871196 47871229 CCTTAAGTGTGGGGAGGTCA AAGGCTGTAGGCAACGAAAA 233

Ad03A12718 Aradu.A03 12718 p2 (CA)6 12 47889151 47889162 AAGTGAATTGATAGTCCGCCA AATTGTGTGCGTGTGCATGT 105



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A12719 Aradu.A03 12719 p2 (AG)7 14 47900024 47900037 TTTCAGGTTCAGGATCAGCC CGAATACTCCCTCTCTCATCTCC 265

Ad03A12721 Aradu.A03 12721 p2 (TA)6 12 47939328 47939339 CTCAGACCGGTTATCTTCGC GGGGTAAACAAAAATCGCAA 154

Ad03A12722 Aradu.A03 12722 p3 (AGA)6 18 47948083 47948100 CGTCCTCGAGCAAAAGAAGA TTCGTCACCAATCACCTCAA 167

Ad03A12725 Aradu.A03 12725 p3 (TTA)5 15 47963929 47963943 ATGGCGAGTTTAATGTCGGA GAAAGCTTAGGCTCATTTGGTT 276

Ad03A12726 Aradu.A03 12726 p3 (ACA)5 15 47968389 47968403 TTTGTTCTGTAATTGTATGAGGCT TGGGTAGAAGATTAGTAGAACATCCA 280

Ad03A12727 Aradu.A03 12727 p4 (TAAA)5 20 47969665 47969684 TGATCTATTTACTCACTTTGTTCTTGA CCAGGAGTACAGGACATGGAA 163

Ad03A12730 Aradu.A03 12730 p2 (TC)7 14 47975278 47975291 CAAGCTCGATGGTGATTGAA GGAGGAACGTCCTTGTCATC 277

Ad03A12739 Aradu.A03 12739 p2 (AT)6 12 48017204 48017215 CAATAAATCCAAAAGGGGCA TCTGCATGTCAGGAAAACCA 279

Ad03A12741 Aradu.A03 12741 p2 (AG)7 14 48019941 48019954 TGGGATGAGAAGCACACAAA TTGTGCTTGGACTTTCCTGA 255

Ad03A12742 Aradu.A03 12742 p2 (TC)16 32 48031647 48031678 TTTCTCGCTTGCACTTCCTT CGGAGTCATTTGTGGGAACT 277

Ad03A12744 Aradu.A03 12744 p2 (AT)12 24 48044370 48044393 TCCCTTTCAGGATATGGACG TTTTACCGCAAAATCGTTCC 266

Ad03A12745 Aradu.A03 12745 p2 (AT)6 12 48051761 48051772 TCCCTTTCAGGATATGGACG TGGCTGCACGACTCTGATAG 268

Ad03A12751 Aradu.A03 12751 c (A)11ttgtgtgtaatcagtttaatttatcatttccttgaactatatttccataatcataactggttatttattttagataagaaaagtacaatt(TA)6113 48107015 48107127 AACTTTATCAAATGAAGGAAAAGAGT TTCTCCAAATTAAATGCCCC 256

Ad03A12752 Aradu.A03 12752 c (A)13ctaaaagaagaacgcaatataatgtaaaagaataacatagttattaatattacaaacatttataccaattatctccgtctcagcccccg(A)10112 48107487 48107598 TGAAACAAGGGCCTAAAGGA TTTGGTTTTAGTTTTCAAGATTGC 226

Ad03A12754 Aradu.A03 12754 p3 (TAT)11 33 48108342 48108374 TTTCAGAATTTCGGGTGGAC TGGATGAGCGATAAAAGATGA 226

Ad03A12762 Aradu.A03 12762 p2 (AT)11 22 48142710 48142731 AAAAACAATGCCAAAAAGCG TGCATTGCATTTTCTTTTGG 280

Ad03A12767 Aradu.A03 12767 c (AG)9(AC)8 34 48169959 48169992 CGCGAATATGAACCGAAACT GACAACGTTCTCACCCCCTA 279

Ad03A12768 Aradu.A03 12768 p2 (TA)9 18 48176235 48176252 TGGAATGAAAAGTGATCATGTG TGCCACTCCTATATATGTAAGACTCAA 275

Ad03A12769 Aradu.A03 12769 p2 (AG)13 26 48182937 48182962 TCTCCCCCTTGAGCCTAAGT AGATGATGACGGAGAGGTGG 242

Ad03A12778 Aradu.A03 12778 p3 (AAG)5 15 48202539 48202553 TTTCTCCTCCTCATCTTCTGC GCTGCACGTTCTTCTTCCTC 195

Ad03A12779 Aradu.A03 12779 p3 (AAG)6 18 48202689 48202706 CGTCAACGACGAAGAACAAA CTAATCCCCAAAATTCGCTG 124

Ad03A12780 Aradu.A03 12780 p2 (AT)9 18 48212601 48212618 GCGTCACAAGTGTGGCTAGA AACCCGACATGTCCAGTAGC 119

Ad03A12781 Aradu.A03 12781 p2 (TG)6 12 48213255 48213266 TACTGGAAACCCCCTCAGAA GCACTTGAAACGTCGAGACA 257

Ad03A12783 Aradu.A03 12783 p3 (TCC)5 15 48226376 48226390 GATGCCAAGAAGAGGTCTCG CTTCTTCTCGGGTTTAGGGG 186

Ad03A12784 Aradu.A03 12784 p3 (CTT)15 45 48249126 48249170 AGCCGAACCTACTCCCTCTC CAGCCTTAGGTGCCATCAAT 265

Ad03A12785 Aradu.A03 12785 p3 (TTA)5 15 48252908 48252922 ACAACGGTGATGCCCTACAT CCCACGGAGATTGTTGGTAT 268

Ad03A12789 Aradu.A03 12789 p3 (TAT)15 45 48274309 48274353 ACAGTGTTTGGTGTATTATTTGATTT AAATCGAAACTCAATGAATGAATAAG 190

Ad03A12793 Aradu.A03 12793 p3 (AAG)5 15 48338020 48338034 TTCTTTTGCGCGTGTTTCTA TGCATAATTCAAAACTCTTCCTCTT 275

Ad03A12794 Aradu.A03 12794 p3 (GAT)5 15 48338866 48338880 TTTCGGTGCATTTTGGATTT GGATGGGAAGTAGCCATTGA 270

Ad03A12797 Aradu.A03 12797 p2 (AG)6 12 48362726 48362737 TCAAAGAGAACAATCTTAACTGGAAA ATGCATCCATTCAGGGAGAG 274

Ad03A12798 Aradu.A03 12798 p2 (AG)6 12 48368283 48368294 CCTGGATCCAAAGTTACTCTCAA ATGCATCCATTCAGGGAGAG 129

Ad03A12802 Aradu.A03 12802 p2 (CT)6 12 48462300 48462311 TTTCGAAATCTCTCCTCCCC CGGAAAAGCACACCAAACTT 147

Ad03A12805 Aradu.A03 12805 p2 (CT)6 12 48496390 48496401 CGGCGTTTAACACCAGAAAT TTTTTGGGGAAGAGGTGTTG 201

Ad03A12807 Aradu.A03 12807 p2 (TG)9 18 48551063 48551080 TGGAAAAGCAAACAAGTGTTCA GCAAGCCCCTTCTACTCCTT 280
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Ad03A12808 Aradu.A03 12808 p2 (AT)6 12 48579150 48579161 AGCTGCTTGCTTTAATGGGA TCAGTTTTCAATTTGCGTTGA 272

Ad03A12809 Aradu.A03 12809 p4 (TTAG)5 20 48587912 48587931 CCCTTCAACCATCATCCAAC AAGCATGAAAAGTTCAAAACCAA 249

Ad03A12810 Aradu.A03 12810 p3 (GAA)5 15 48591238 48591252 GGGCAAAGCATGAAAGAGAG TGGTTCCGCATCTCCTAAGT 135

Ad03A12811 Aradu.A03 12811 p2 (AT)7 14 48596920 48596933 GATTTGGGAACATTGGTTGG ACTTTGCTTTGGGGCATTTT 272

Ad03A12819 Aradu.A03 12819 p4 (AATT)5 20 48646205 48646224 AAGACAAGGCAGACTCCAGAA CAGAGAAAATCAAGAATGGAACAA 255

Ad03A12822 Aradu.A03 12822 p3 (TCT)5 15 48651280 48651294 CCTCACTCATCTTCCATCTTCA AGGTTTCTTCCGGAGTGTTG 236

Ad03A12824 Aradu.A03 12824 p2 (TA)12 24 48659217 48659240 CAAGTGAAAAAGGAGGAACAGAA TACGTGTGTGCGGATTGTTT 171

Ad03A12827 Aradu.A03 12827 p3 (GAT)5 15 48667872 48667886 AGGGCCATGACCATGAATTA TTGCCAATTTTCTTCCCAAG 171

Ad03A12828 Aradu.A03 12828 p2 (AC)7 14 48677677 48677690 TTTCAAGGTTGTAATGGGGC TGGGTAGCTAGGCGTGATTT 146

Ad03A12831 Aradu.A03 12831 c (A)11gagaaggagaaaaacgaaaaaaaaggggagaaaagaaaacg(A)1062 48716149 48716210 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 221

Ad03A12834 Aradu.A03 12834 p2 (AT)6 12 48728916 48728927 TTAGGTGTCCGGAATCAAAG GACATTAATAATCCGGAAAGATCA 273

Ad03A12835 Aradu.A03 12835 p3 (ATA)19 57 48731616 48731672 TATTATGCCCTTCGGCAGAC TATGGCCTGGTCACACACAT 166

Ad03A12837 Aradu.A03 12837 p3 (CTT)7 21 48734286 48734306 GTTCCATTGCTCTGCTGTGA ATTCTTCCTTGCCACCACAC 223

Ad03A12838 Aradu.A03 12838 p2 (TG)6 12 48755669 48755680 TAGAACCAACCCTCTGGTCG CGAAGGGATTTCTGTTGGTT 235

Ad03A12845 Aradu.A03 12845 c (TTC)6ctctcttctttcttctcttgctcgagggcgagcaatattttaagtttggtgtggtaaaagcagagc(T)1195 48787867 48787961 CTTCCCCACTCACCTTCAAA CTCCCAAGACTCAGAGGTGG 257

Ad03A12847 Aradu.A03 12847 p3 (AAT)6 18 48829599 48829616 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad03A12853 Aradu.A03 12853 c (A)12gaacaaaaagagg(A)1035 48850670 48850704 TCCGCAGGAAATTAAACACC AGTTCTTACGTGGGGGCTTT 224

Ad03A12854 Aradu.A03 12854 p3 (TAT)5 15 48853058 48853072 ATGGTTAAGTGCTGGCCAAA TGGATGAAGAATAGGAACGGA 245

Ad03A12857 Aradu.A03 12857 p2 (AT)8 16 48867320 48867335 TGTTATTTCTAGTGCATTGCTGC TGATGCATTGGTCAGGAAAA 179

Ad03A12858 Aradu.A03 12858 p2 (TA)9 18 48867515 48867532 TTTTCCTGACCAATGCATCA TGTAATTCGCAACTTGCTAGAGA 118

Ad03A12861 Aradu.A03 12861 p2 (AG)6 12 48904149 48904160 CGCGATCTGCAGAAATTACA CCTAAGAGAGAGGAGAGAGCCC 189

Ad03A12869 Aradu.A03 12869 p2 (AT)14 28 48944528 48944555 ATTTTATCAAAACTAATGCCATCAT AAGTTCCACCACTGTCCACC 157

Ad03A12872 Aradu.A03 12872 p3 (ATA)5 15 48947833 48947847 TCACCCAAACAAGCTCGTAA TCCCATCTCTCTATCTCCCTTTC 197

Ad03A12883 Aradu.A03 12883 p3 (TTA)21 63 49050076 49050138 CAATCATCAATATAACACCCCAA TTTGCATTTTGGTTTTCGGT 250

Ad03A12884 Aradu.A03 12884 p2 (AT)9 18 49056129 49056146 TGTGCCACTCTGATAGCTCG ATTTATGTTCCCCTCGCCTT 238

Ad03A12885 Aradu.A03 12885 p2 (CT)12 24 49059337 49059360 TGGTTAGACCCCCAACTCAG GTACCAACGCCATCATCGTT 135

Ad03A12886 Aradu.A03 12886 p2 (TG)6 12 49059877 49059888 TTCCCCCTCCTCTTCTCTTC ATTATCCTTTCCCCAACCCA 138

Ad03A12887 Aradu.A03 12887 p3 (AAT)5 15 49063346 49063360 CCCACTGATCGGGTAAATCA TTGGAAAACCTCCTTCGTTG 256

Ad03A12891 Aradu.A03 12891 p3 (TAT)5 15 49104421 49104435 AAGGTTGGACCAAGATGAACA GCATCCACGACCTCTTGATT 269

Ad03A12894 Aradu.A03 12894 p2 (AG)7 14 49127561 49127574 AAGAAAAAGGGGGAGAACCA TATGACAAGCCATAGCAGCG 216

Ad03A12895 Aradu.A03 12895 p2 (AG)20 40 49127728 49127767 ATCGGTACGCATTTTTACGC TGTAAGAACCGGAGTTTTCATGT 184

Ad03A12897 Aradu.A03 12897 p4 (AATA)6 24 49139970 49139993 TGGAATAAAGGGAATTTGGG TCATTGGGGTGATTTTGTCC 178

Ad03A12899 Aradu.A03 12899 p2 (AT)6 12 49148389 49148400 AATTTTGGGCTCTGTTGCTG GGCAAATAGAGCGAATGGAA 271

Ad03A12903 Aradu.A03 12903 p2 (TA)6 12 49152565 49152576 TGAGGTTCATTGACATTTGGA CTTGTTCCGGAGCGTTACAT 279
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Ad03A12908 Aradu.A03 12908 c (GTT)5ctaccaacgccaaagta(GTT)650 49179089 49179138 ACGCTTCACCTTCAACAACC TCCCGGTTCATAACGAAAAA 267

Ad03A12913 Aradu.A03 12913 p3 (AAT)5 15 49191155 49191169 AAAACCATTTCGATTAGCTGGA CGACCACCCAATTTAGTTCG 202

Ad03A12914 Aradu.A03 12914 p3 (TTA)5 15 49196828 49196842 ACAACGGTGATGCCCTACAT CCCACGGAGATTGTTGGTAT 271

Ad03A12917 Aradu.A03 12917 p2 (TC)6 12 49244802 49244813 AACACCCCAAATGGCATAAA AAGAGGTTGTTGTTGGTGGG 227

Ad03A12922 Aradu.A03 12922 p2 (AG)6 12 49279608 49279619 AGAAATTCGAGGGTTTAGGAA AGCCTCGTTCGTTACTTTCG 258

Ad03A12923 Aradu.A03 12923 p2 (TC)8 16 49287328 49287343 CCAATTGCCGTTCTAAACCA GAGAAAGGAGAGAGTGAGGGAA 276

Ad03A12924 Aradu.A03 12924 c (CT)6cctttcctctccccctctctctcttcccc(CT)959 49287610 49287668 TCTCCCTTTTCTCCCTCTCTA AGAAAGAAGCGGAGCGAGAG 266

Ad03A12927 Aradu.A03 12927 p2 (TA)8 16 49292429 49292444 TCCAAAAACAATCAACCAAACA GGGATTCGATTACCTGTTCTGA 273

Ad03A12928 Aradu.A03 12928 p3 (TAA)5 15 49306637 49306651 ACGGTGCCATGTTTTCTTTC CATTTCCAAGCATTTGAGCA 150

Ad03A12929 Aradu.A03 12929 c (T)11gaaatatacttattattttttaaatccacatatttaaagaatacttgtcaagtaagtaattttaatcattttttattttgata(T)11105 49312924 49313028 TGTTTTGAGGACATGCAAATG GAGATGCTCGTGCATTTAATTTT 262

Ad03A12931 Aradu.A03 12931 p2 (TC)6 12 49328400 49328411 TCGGCTTACCATCATCATCA GGAGAAGTCGTCCTCGTCAC 220

Ad03A12935 Aradu.A03 12935 p3 (ATT)6 18 49332140 49332157 TGTTGCAAAACGTGTAAATATTCC CCGTTGCTGATGTAATCCCT 178

Ad03A12938 Aradu.A03 12938 p3 (ATA)11 33 49379099 49379131 CGTGTCTCGAGTGCTGTGAT TTTTGAGTTGCGTTTATTTACAATG 259

Ad03A12939 Aradu.A03 12939 p2 (GT)6 12 49389483 49389494 AATACACCCCTCCCTCCATC CTCTGGCTTTAGGTGCCATC 153

Ad03A12940 Aradu.A03 12940 p2 (TA)8 16 49396573 49396588 TATCTTGGGGTCAGCTTTGG TTGCACTCTGAATAGGCAAAA 248

Ad03A12941 Aradu.A03 12941 p3 (ATA)6 18 49400798 49400815 GGAGGAGGACGACAATGATAA TCATCTAAAGAAACAGATGTAATCAAA 280

Ad03A12946 Aradu.A03 12946 p4 (ACAT)6 24 49418478 49418501 TGCATACTCTGATTTTGGTTGG TTTTGTTGTTTTTGCCAAGATT 280

Ad03A12947 Aradu.A03 12947 c (TG)14(TA)6 40 49419075 49419114 TGTGAAAAATGGGTGCATTC GGCAACCTTTGTCCCTTTTT 113

Ad03A12950 Aradu.A03 12950 p3 (AGA)6 18 49449686 49449703 TTAGAGGTTTCTCCGGCCTT AAATAACCGAACCCCATTCC 261

Ad03A12952 Aradu.A03 12952 p3 (TCT)7 21 49463134 49463154 CCCATAAACCCCACCTACCT TGCCATTGATGGTAGTGGAA 262

Ad03A12955 Aradu.A03 12955 p3 (CCA)5 15 49475477 49475491 AGATTTGGATGTGGAGGACG TAAGCACGTGGCTGATGAAA 215

Ad03A12958 Aradu.A03 12958 p2 (CT)7 14 49487853 49487866 CCTTTTGAAAATATTCGGGACA GTGAACTTGCTTCGGAAACC 213

Ad03A12961 Aradu.A03 12961 p3 (TGC)6 18 49491122 49491139 GCTGTGACTGCAAAAGTGGA GCAGCAACTTCAAGGGACTC 146

Ad03A12962 Aradu.A03 12962 p3 (CTG)7 21 49491730 49491750 GCTGAAGCTGGTTTACTGGC GGATTTTTCCCGCCATCTAT 262

Ad03A12965 Aradu.A03 12965 p3 (AAG)17 51 49496171 49496221 CAACCAGGTCAAAAACAGCA TCCTTCCAATGGTTTCTTGC 218

Ad03A12966 Aradu.A03 12966 p5 (AAGAT)5 25 49500275 49500299 AAAGGGCCCAAATAGAGGAA TGCAAGGGACTCCGATACTT 237

Ad03A12967 Aradu.A03 12967 p2 (TC)9 18 49531598 49531615 TCTTGTTTGACTTTTCTTTCCAA TGAAAGTAAGGGAGAGAAAGGAA 272

Ad03A12968 Aradu.A03 12968 p2 (AG)6 12 49537505 49537516 CAGAAAATGCTGGGGACAAT GGAACTTTGAACCTGGAATGA 254

Ad03A12971 Aradu.A03 12971 p2 (TA)7 14 49556459 49556472 TGCGTTAGCTTCGTGTGAAC CATTTCTCATCCCCACAACC 246

Ad03A12973 Aradu.A03 12973 c (GT)7(AT)11 36 49576191 49576226 CCTTCTTGCAAGTTTTCTGGTT CAAAGGAGAATGATCAAAGGG 262

Ad03A12974 Aradu.A03 12974 p2 (TG)6 12 49576693 49576704 TGCCTTGATGGTTTTGATGA TGCGTACACACACTTGCTGA 220

Ad03A12975 Aradu.A03 12975 p3 (AAT)5 15 49605564 49605578 CACGTGGGTTATTTCCTTGG GCAGCAAGTTTTGGTGGATT 108

Ad03A12977 Aradu.A03 12977 p2 (AT)9 18 49616393 49616410 ATGAGGCCACGAAATCCTAA AATGACAACCAAGGGCCAG 240

Ad03A12979 Aradu.A03 12979 p2 (AT)8 16 49623402 49623417 CCGGCTGTGCTACTCTGATA GTTTCCCTCGCCTTTAGCTT 229
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Ad03A12980 Aradu.A03 12980 p2 (AT)8 16 49634201 49634216 TTAGGGTTGTAATGGGGCTG TCACATCGGACAAAATTCAAA 164

Ad03A12987 Aradu.A03 12987 p3 (AAC)6 18 49673365 49673382 TCTGCACTGCAAAATCCAAG TGAAGGGGAAGGTGAGAAAA 138

Ad03A12989 Aradu.A03 12989 p3 (AAG)5 15 49698626 49698640 CCACTTAAAAACTGGGGCAA TCTTGACTTTCCCATGGAGG 247

Ad03A12991 Aradu.A03 12991 p2 (CT)6 12 49722962 49722973 ACAGATCCAACCGGTACTGC AGGTCAGCGGAGATGAGAGA 279

Ad03A12993 Aradu.A03 12993 p2 (TC)17 34 49741130 49741163 AAGAAGAAGAAAATTCACTCCGAA GAAGTTTTTGGCCATTTTTATCA 278

Ad03A12995 Aradu.A03 12995 p3 (GAA)5 15 49745231 49745245 CCCCTAATGAAAGTGGGGTT GAACTCTCTGGCATTTTCCG 190

Ad03A12996 Aradu.A03 12996 p2 (AT)7 14 49759417 49759430 ACCGACGGAAAATCTGTTTG CGAAGAAGTTGCTGGTGAAA 201

Ad03A13000 Aradu.A03 13000 p2 (AG)21 42 49766866 49766907 AGCAATACTTATCGGCGGTG AAGGAACTCCAACCATCCCT 220

Ad03A13004 Aradu.A03 13004 c (CCT)9cgtcc(CAT)650 49773650 49773699 TCAAAATTAAGAAATTTATATGTCCCG ATTGCTGCTGCTGTTGTTGT 263

Ad03A13006 Aradu.A03 13006 p5 (TTAAA)5 25 49840106 49840130 TTGCAGACCTAATCATAGATAATGTAA GCATTAGAAGCTTATGAAGGAATCA 239

Ad03A13014 Aradu.A03 13014 c (A)11cgtgtcggcgtatccgtgtcgtgtcgtgtccgtatcccgtgtcgtattggtgcttcctagctcatatgtctaacaaaag(A)10100 49881045 49881144 TTCACAACGTATCCTAAACATATCG TGCCCTTTAATAATTGAAAAATGA 173

Ad03A13015 Aradu.A03 13015 p3 (AAT)5 15 49881396 49881410 TCGTTGGCTTAGCTAATGGT TCCACTAATTGGCCCTTCAC 239

Ad03A13020 Aradu.A03 13020 p3 (TTC)6 18 49910876 49910893 CACAATTACAACAGCACGCC TGAAAAGAGGGAGGTAATGGA 144

Ad03A13023 Aradu.A03 13023 p3 (GAA)6 18 49953527 49953544 CTAGAGGTTTCTCCGGCCTT ATAAACCCCTCAGCCATCCT 226

Ad03A13024 Aradu.A03 13024 p5 (ATTTT)5 25 49959416 49959440 GGAGAAAGGGAGGTGATGTG TCAAAACTTCCTAACCACCTTCTC 216

Ad03A13025 Aradu.A03 13025 p2 (CT)6 12 49970587 49970598 TGGGCTGTTTCTAACCCAGT CAAAGAACATTGAACCTGGGA 215

Ad03A13029 Aradu.A03 13029 p3 (AAT)5 15 50008228 50008242 CATAACAGTCCTCTGTCCAAAAA GTGGACGACGACACTAGCAT 279

Ad03A13032 Aradu.A03 13032 p3 (TCT)6 18 50055728 50055745 TGAATACACACCCCTCTCCC TTCTCTGGCCTTAGGTTCCA 157

Ad03A13033 Aradu.A03 13033 p2 (AG)6 12 50065571 50065582 TTTTTGTCTCGTACCCAGCC TCTGGACTTGTCCCGGATAG 276

Ad03A13034 Aradu.A03 13034 p4 (AAAT)5 20 50069197 50069216 TGAAGAAGAAGCTTTTGGGTG TTTCGGGTTCTCTCTCCTTG 254

Ad03A13035 Aradu.A03 13035 p2 (AT)9 18 50072211 50072228 TCCTAAATCAACCCGCAAAG AGGCGTCTGAGCTTCTGAAA 221

Ad03A13036 Aradu.A03 13036 p2 (TA)6 12 50072941 50072952 TGACGAGTCTCATCTGTCGG TCTGGGTAAAGTACCGTGGC 248

Ad03A13038 Aradu.A03 13038 p2 (AG)6 12 50145703 50145714 TCTCAAAACAAGAAGAAATCCTAAA ATGCATCCATTGAGAGGGAG 112

Ad03A13040 Aradu.A03 13040 p2 (GA)9 18 50163498 50163515 ACGGCAGCTTCAACTAAGGA TTCAAACGTGAAACCCTTCC 114

Ad03A13041 Aradu.A03 13041 p2 (TG)69 138 50167342 50167479 TGATGCATGATATGTATGACGG TCTGCATCACTACCTCACCAA 240

Ad03A13043 Aradu.A03 13043 p5 (TTTTA)5 25 50170168 50170192 CCTAACCACTTTTTCTCTCCTCA GGGTTAGCATATGACCCCAG 229

Ad03A13045 Aradu.A03 13045 p3 (TAT)5 15 50189690 50189704 TGAATTTAAAAGGGAGGGGG ATGTGGAGGGGAGGAAGTTT 272

Ad03A13046 Aradu.A03 13046 p3 (TTA)6 18 50195348 50195365 GCATATGAACCCAAAGTCCTTC CGAAAATCCTCACCCAAAAA 225

Ad03A13047 Aradu.A03 13047 p2 (TC)6 12 50205388 50205399 TTCACCAGAAAACGAAAAAGAA GGGTTGTGCATATATTGGGC 259

Ad03A13050 Aradu.A03 13050 p2 (CT)6 12 50238904 50238915 AACCATGAAGGTCAAATCCAA TTTGGTGTCAAAACCCATCA 212

Ad03A13055 Aradu.A03 13055 p2 (AG)7 14 50307043 50307056 GAGGGGGTCGTTAGAGGAAG CCATCGATTTACAGGCGAAT 248

Ad03A13056 Aradu.A03 13056 p3 (TAT)14 42 50311043 50311084 AAGTGGCCAGTAACCAACTGA CCAGGAAACAGGTCTCATCAA 274

Ad03A13060 Aradu.A03 13060 p3 (TAA)5 15 50359109 50359123 AAAAGGTCCAATACAGTGCTTT CCTCTGGTTTGAAATAAATGACG 106

Ad03A13063 Aradu.A03 13063 c (T)10agttgagaaagatgtctataaagcttcagttatta(T)1055 50363670 50363724 TTCTTTCCTGATTTGGGTTCT CGAATGCCCAAATAGTTCGT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A13066 Aradu.A03 13066 p2 (AT)6 12 50383224 50383235 TGACAAATGTCCAAATCCCA TTGGTGGGTTAATTTTACTTCTTT 234

Ad03A13069 Aradu.A03 13069 p3 (AAT)5 15 50389518 50389532 TGATGATGATGATGATGATAACAATA CACAACTCCTGCAGCACAAT 278

Ad03A13074 Aradu.A03 13074 p3 (TTA)5 15 50397070 50397084 GCATGTAAACGATGACAATACGA TCTCTAAACAAAATTAATGCACAGA 259

Ad03A13076 Aradu.A03 13076 p3 (AAG)9 27 50401035 50401061 TGGGTTTCACTTCCATCACA AGCAGAACGCGAAAGAAAAG 230

Ad03A13077 Aradu.A03 13077 p3 (ATT)7 21 50402253 50402273 TGGGTAAATAACAAGGCTTTCAA TTTTTCATCTCAAAATGCACTACTTT 271

Ad03A13078 Aradu.A03 13078 c (A)12gagtgtgtgatacagtagaatattgataccgatagttttcactaaaaaagaaaagagagaagggatgtgggatgagataggatgga(AAG)5113 50402542 50402654 CAGGAAATTAGGGTGGATGG TGTCATGCTGGACAATAACAAA 273

Ad03A13080 Aradu.A03 13080 p2 (GT)6 12 50406882 50406893 AGCTTGGACAGAAATGACGG CGGACTAAAAACGCTAACGG 254

Ad03A13081 Aradu.A03 13081 c (CA)6tatataaagaaaccttcatacagtaacatgccaaacttcatacatatcttattacaacttttatccctatttacaagat(ATA)6109 50407817 50407925 GGAGCCTTTAAACTAAAAACCACA TTCAGTTGCGCTGTATCTGG 240

Ad03A13082 Aradu.A03 13082 p2 (CT)10 20 50411858 50411877 TAGGACATGAACAAAGGCCA AACCAAACGAGTGGTGGAAG 268

Ad03A13083 Aradu.A03 13083 c (AC)7(AT)11 36 50412240 50412275 CATCTTCACCAAACGACCCT GCCACCACTTGTTGATAGGAA 271

Ad03A13086 Aradu.A03 13086 p3 (TAA)5 15 50425153 50425167 TTGGTTTGGTTCGGTTTGTT CCCTGCTATTAATCCATTCATCT 274

Ad03A13091 Aradu.A03 13091 c (A)10gattaacataactagc(ATAA)1170 50437728 50437797 AAACCACAATTTTTCTGCCAA AAGCTTTCGCCTCTGCTTTA 245

Ad03A13093 Aradu.A03 13093 p2 (TC)6 12 50438394 50438405 TTTGTTGGTTGGTGTGTGCT TTGTCTGTCTCTCCCAGTCTGA 154

Ad03A13095 Aradu.A03 13095 p2 (TG)6 12 50479930 50479941 CTTGTCTTCGCAGGTTGAGA CCACACAAAGCCTTACGCTA 268

Ad03A13097 Aradu.A03 13097 p2 (GA)22 44 50514051 50514094 TGGTCATTAGGGAGGGTTTG CACAGCAAGGGCATTTTGTA 277

Ad03A13100 Aradu.A03 13100 p3 (ATT)6 18 50539446 50539463 TTGGATGTTGGCTTTGTGAA CGATCCAGAACCTGAAAGGA 171

Ad03A13103 Aradu.A03 13103 p2 (TC)13 26 50559235 50559260 GCGGAGCCATTATCACCTAA TGTTGCTGATGTTCGAGTCC 214

Ad03A13104 Aradu.A03 13104 p4 (TTTA)5 20 50559632 50559651 CCAATCCGTAAAATTAAACAGAGC GAATGCATGGTTCACAAGGA 152

Ad03A13105 Aradu.A03 13105 c (T)13cattt(A)10 28 50561068 50561095 TGAAGTTTGAATTCCCTGCC AATGGATCATTGAGACCCCA 253

Ad03A13106 Aradu.A03 13106 p2 (TA)8 16 50579937 50579952 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 163

Ad03A13107 Aradu.A03 13107 p2 (GA)8 16 50584790 50584805 GCTTTAAGCGAAGCGTCAAC GCGACCGCATGAACTAACTA 247

Ad03A13108 Aradu.A03 13108 c (TA)11ttttttaaaaacaaaat(A)1049 50588516 50588564 GTTCCTGCGCATAAACAACC CCCGGTTCTTTGTCGTTTC 279

Ad03A13112 Aradu.A03 13112 p2 (CT)6 12 50614530 50614541 GGAAAATGCTGGTTTGTTGG GAATAAAGGAACGGTGGGGT 216

Ad03A13113 Aradu.A03 13113 p3 (ACA)7 21 50620072 50620092 AGCAGCCACAAAGCAAAGTT TGATAGAGCACAATGGCGTC 260

Ad03A13116 Aradu.A03 13116 p3 (AAT)5 15 50661697 50661711 CGGAACCTGAAAGGACTCTG TTGGATGTTGGCTTTGTGAA 160

Ad03A13118 Aradu.A03 13118 p3 (AAG)8 24 50753741 50753764 TCCTTCCACACAGATGTCCA TTCTTCACCTTGTCCGAACC 201

Ad03A13120 Aradu.A03 13120 p3 (AAT)6 18 50769356 50769373 GAGCAGGAATAGGGAAAGGG AAACTTGGACGTTGGCTTTG 211

Ad03A13125 Aradu.A03 13125 p3 (TTC)5 15 50812771 50812785 CCCGGAGAGCTATTTTGGTT TAACCCCTCTCTCGATGGTG 163

Ad03A13127 Aradu.A03 13127 c (TCT)6cttctttcttttattgctcgagaaagagcaatattttaagtttagtgtggtcaaagcacaatc(T)1091 50822024 50822114 CCACTCTTCTTCACCTTGGC CCCATGACTCGGAGGTAGAA 228

Ad03A13129 Aradu.A03 13129 p3 (AAG)7 21 50830683 50830703 TTTCCTTCTCCCATGACTCG TTCTTCACCTTGTCCGAACC 238

Ad03A13136 Aradu.A03 13136 p3 (AGA)7 21 50940092 50940112 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 234

Ad03A13140 Aradu.A03 13140 p2 (AC)10 20 51040348 51040367 CACACCTTTTCCCAACCAAT AGCCAACTTTGAGCCTACGA 181

Ad03A13142 Aradu.A03 13142 p3 (AGA)5 15 51065085 51065099 CTTAAAATTTGCTCGTCCCG TGCACCATTCACATCAACCT 269

Ad03A13145 Aradu.A03 13145 p3 (ATT)5 15 51112172 51112186 AAACTTGGACGTTGGCTTTG TTGATCCAGAACCTGAAAGGA 173
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Ad03A13150 Aradu.A03 13150 c (A)10tttacaaaatc(A)1435 51177390 51177424 TTGCATGATTCCTGGGATTT AATGCATGCAAGACACCAAA 197

Ad03A13154 Aradu.A03 13154 p3 (TTC)5 15 51297763 51297777 ATTTTCCGGGAGGATACCAG CCCCTAATGAAAATGGGGTT 178

Ad03A13158 Aradu.A03 13158 c (T)10gtttttatgattttgtaaa(T)1039 51362429 51362467 TGCATGCAATTGATACCAAAC AATTCCTGGACCGGAGTCTT 199

Ad03A13162 Aradu.A03 13162 p3 (TCT)6 18 51407990 51408007 CTCCCACCTAAATGGCTGAA CTAGAGGATTCTCCGGCCTT 268

Ad03A13166 Aradu.A03 13166 p2 (GA)11 22 51426202 51426223 AAGAGGTGACGGGGAAGAGT ATTTGGGTGTTTAACGCCAG 207

Ad03A13169 Aradu.A03 13169 p2 (GA)7 14 51451476 51451489 ATTAGGGTTGGGTTTGGGAG TTAAATGCCAGGATTGCACA 240

Ad03A13172 Aradu.A03 13172 p3 (TTC)6 18 51493004 51493021 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 242

Ad03A13173 Aradu.A03 13173 p2 (GA)7 14 51518834 51518847 GCAAGCAACTACTAATCATGCAA TTAAGTGTGGGGAGTCGGTC 118

Ad03A13174 Aradu.A03 13174 p4 (TTAG)5 20 51532259 51532278 TCATCCAACATTCCCAAACA CCTCAACAACAGAATCCAACAA 222

Ad03A13176 Aradu.A03 13176 c (AT)7(AG)9 32 51543193 51543224 TCATGCTGCCTTAGCACAAC CAAAAGTGCTAGGTGGGAGG 187

Ad03A13177 Aradu.A03 13177 p3 (ATT)6 18 51559357 51559374 TTGGATGTTGGCTTTGTGAA GGAAAAGGGCACTCTTGTTG 195

Ad03A13180 Aradu.A03 13180 c (TATT)6attatattattattttt(TTA)556 51563435 51563490 TGCAATGAATGAAAATAAGCAAA TTTGCACCCTGCTTTTATCC 261

Ad03A13182 Aradu.A03 13182 p2 (TG)9 18 51569411 51569428 GGGGACAAAAATACCCCAAT AATGGGGCTGAGGTAAAGGT 255

Ad03A13183 Aradu.A03 13183 p2 (AC)6 12 51572199 51572210 TGCAAGAAAGTGCATAAAACC GAAGAGTGTGTGAGGGGAGG 150

Ad03A13185 Aradu.A03 13185 p2 (AT)6 12 51674831 51674842 CCGCTTAAGTTTAGGGGAGG ATTCACATCATCCAATCGCA 213

Ad03A13186 Aradu.A03 13186 p2 (AT)7 14 51680227 51680240 TGCGTGTTGGAGGTTGTATT GGTCCATGAGCCATCCAGTA 265

Ad03A13187 Aradu.A03 13187 p2 (CT)6 12 51685515 51685526 AAAAGGAACATTGAACCTGGAA TTTCTGGGCTGTTTTTGACC 258

Ad03A13189 Aradu.A03 13189 c (CA)6aaagaagaaagaaacgc(AG)845 51744723 51744767 CCTTTCCTCAGCCACTGAAC CACAAACGACGACGATGACT 213

Ad03A13191 Aradu.A03 13191 p2 (AG)10 20 51768302 51768321 TCACCGCTAATACGTCCACA ACCAGTGACGACGAAGACCT 186

Ad03A13197 Aradu.A03 13197 c (A)10gaaaaaaaagggagaaaaacg(A)1142 51850406 51850447 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 228

Ad03A13199 Aradu.A03 13199 p3 (TAG)6 18 51870181 51870198 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 236

Ad03A13201 Aradu.A03 13201 p3 (AGA)6 18 51895422 51895439 GCTTTTGTCTTCCCTTTCCC CCCATAAACCCCACCTACCT 262

Ad03A13203 Aradu.A03 13203 p3 (ATT)6 18 51947097 51947114 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 192

Ad03A13207 Aradu.A03 13207 c (T)10gctttaactctgtgatagtgttattatggaaatttaccttaggagatatatagtg(GTA)580 51969092 51969171 AGCTGAAGCGCCAAAAATTA TCATGACTGATGATGATGAGAAAA 240

Ad03A13209 Aradu.A03 13209 p2 (TA)6 12 52004290 52004301 GGGCCAAGGTAAAGGTAAGG GAATGTGAAAGGGAATTTTGGA 150

Ad03A13213 Aradu.A03 13213 p3 (TTA)8 24 52026777 52026800 ACCACGCAATTAGGCTCAAG TTAAGTGTGGGGAGGTCGTC 233

Ad03A13214 Aradu.A03 13214 p2 (CT)7 14 52034476 52034489 CCTCATTCCCCACACCATT TGGTTAAGAACTTCTCTTGATTCCA 278

Ad03A13215 Aradu.A03 13215 p2 (TA)7 14 52043175 52043188 CTAACTCCCCGAGTTCTCCC GACAACACCCCAAGCTCAAT 123

Ad03A13216 Aradu.A03 13216 p2 (TA)11 22 52044199 52044220 TGCGCTTAAGCATTCTTCGT GGCTTAGGAAGCAAGTTTTCAA 267

Ad03A13222 Aradu.A03 13222 p3 (AAG)6 18 52117238 52117255 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad03A13225 Aradu.A03 13225 p3 (AGA)5 15 52168673 52168687 TCTGGCCTTAGGTGCCATTA AAAATGGCCGAAACCTAACC 247

Ad03A13227 Aradu.A03 13227 p3 (TTA)11 33 52190414 52190446 TTCTTTCTTCGCATGATCATTTT CGAAAAATAATTACGAAAACTGTCT 277

Ad03A13228 Aradu.A03 13228 c (T)11(A)10 21 52194156 52194176 CCCCCTCTCCCTCTCTCTAA TGCTTCTATGCAGTGATGGC 218

Ad03A13235 Aradu.A03 13235 c (AC)12ag(AT)9 44 52214122 52214165 TCGTACCGTAAAGCGAATGA ACCAAATCCCCATTCTTGGT 274
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Ad03A13237 Aradu.A03 13237 p2 (GA)21 42 52223880 52223921 CCATTTTCTCCTCGAACCAA CTCCCTCCTCCTCCTTCCTA 259

Ad03A13238 Aradu.A03 13238 p4 (TTTA)8 32 52230649 52230680 TCCGAACATATTGCTGTAGTGC CTTCATCGATTGGCTCTGCT 214

Ad03A13242 Aradu.A03 13242 p3 (AGA)5 15 52265819 52265833 TCTCCTTTTCCCATGATTCG TCTCTCATATAGCCGCACCC 233

Ad03A13244 Aradu.A03 13244 p3 (ATT)6 18 52284791 52284808 AAACTTGGACGTTGGCTTTG GCAGGAACAAGGATAAAGGC 206

Ad03A13245 Aradu.A03 13245 p3 (TTC)5 15 52298666 52298680 CATTGGGTTAGGGAGCTCTG TACCACATGCACTTCCCAAA 278

Ad03A13246 Aradu.A03 13246 p2 (CT)7 14 52308666 52308679 CCCAAAACCAAGTCCAGAAA TAATGCCAATTTTGCACCCT 257

Ad03A13247 Aradu.A03 13247 p2 (GC)6 12 52325293 52325304 ATGTACCAGGAGGGCAAGTG CAAACCAATTCGTGCGTATG 120

Ad03A13250 Aradu.A03 13250 p3 (TTC)6 18 52372183 52372200 GAACTTCCGGGTACTCTCCC GCTCCTCCCCCTAATGAAAG 194

Ad03A13252 Aradu.A03 13252 p2 (CT)11 22 52389885 52389906 AGTGTTGATTTTAGCCCGGA ACTGTTGGGCTTCGAAGAGA 228

Ad03A13254 Aradu.A03 13254 p2 (AG)6 12 52433782 52433793 TTTTGACCCAGTTTTCGACC TTGAACCTGGAATTCAGAAGAA 191

Ad03A13257 Aradu.A03 13257 p3 (AGA)7 21 52506624 52506644 TTGAGGAAACTCCGGTCTTG AAAATGGCCGAAACCTAACC 263

Ad03A13259 Aradu.A03 13259 p2 (TC)6 12 52526476 52526487 TTATAGAATACGCCCCAGCG CAATTCAAATGCCGGAATAAA 274

Ad03A13260 Aradu.A03 13260 c (A)10cagaaataaaaataaatttggaagcatgctcatgagaaaatcaaagtgattcaactaccatatgcataaaaaat(A)1094 52533247 52533340 AAATGTGGGAAACCTTGTGG ATTGGGGGATTTCTTTTTGG 203

Ad03A13261 Aradu.A03 13261 p2 (TA)9 18 52533770 52533787 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 276

Ad03A13263 Aradu.A03 13263 p2 (CT)7 14 52614316 52614329 CTCGCGCCAGTAGCATAAA AAAACCTTGTTAATGGGGGTG 254

Ad03A13264 Aradu.A03 13264 p3 (TTA)5 15 52652874 52652888 TTGACAATGGTGATGCCCTA CCCACGGAGATTGTTGGTAT 270

Ad03A13265 Aradu.A03 13265 c (A)10g(A)10 21 52662619 52662639 GGCCAATCTTGAATCAATGG ATTCCAAAGACAGCCACCTC 211

Ad03A13266 Aradu.A03 13266 p3 (TTC)5 15 52668289 52668303 CGGAATGCTCATCTTTGGTT AGCTCCTCCCCCTAATGAAA 173

Ad03A13270 Aradu.A03 13270 p2 (AC)6 12 52712095 52712106 CACACAACACAATAAGCAGCAG CTTCCGTGATTCTGCTTTCC 120

Ad03A13271 Aradu.A03 13271 p2 (AG)16 32 52726698 52726729 TTGTGTTAGCCACAACGAGG CATCATGCCCTTCAACACTG 230

Ad03A13273 Aradu.A03 13273 p2 (AG)21 42 52749852 52749893 ACAGTGGCACGTGTGTTAGC GCCCCTTTCTTCTTTCCATC 220

Ad03A13274 Aradu.A03 13274 p3 (AAG)5 15 52757739 52757753 AAAATATTGCTCGCCTTGGA ATTTCTTTCCCACCCAAACC 206

Ad03A13277 Aradu.A03 13277 p3 (AGA)8 24 52771718 52771741 TTAGAATGTTGCTCGCCCTC TAAAAATCCCTTTCCCACCC 220

Ad03A13279 Aradu.A03 13279 c (CT)10ccacccaatggcaccaccaagatcctcaacctc(A)1164 52801599 52801662 TGATTCGGACAATCAAGTGC TGGGATGATCTCCCTCTCAC 280

Ad03A13280 Aradu.A03 13280 p3 (AAT)18 54 52805934 52805987 AAGGGAATCAACCTCACGAA TTTCTGGTGTGCTTTGAAGAGA 178

Ad03A13281 Aradu.A03 13281 p3 (AAC)5 15 52809397 52809411 ACAACAAAGAATGGAACCGC TTGCAACCAAATGGACTGAG 196

Ad03A13282 Aradu.A03 13282 p2 (TA)12 24 52820423 52820446 CCGTAGAACCATTCTTCCCA AACATGCAACAATGCATAATGT 263

Ad03A13284 Aradu.A03 13284 p3 (AAT)5 15 52841904 52841918 TGTACTATCCGCAAGGCAAA TGATGAAAATTCCACCACTCA 231

Ad03A13285 Aradu.A03 13285 p2 (GA)7 14 52856292 52856305 GGTAGGGTTTTTGGGGAAGA CCTAAATGGAGCAGGGATGA 198

Ad03A13290 Aradu.A03 13290 c (T)10caataaagtcccttttagtagtaattggcttaattttatagggacccaact(A)1071 52905260 52905330 TCTTTTTAATTGGGTCCATGC AATTGAGTCCTTGCACCAAAA 179

Ad03A13291 Aradu.A03 13291 p2 (AC)15 30 52912204 52912233 CCTGCCCCTCTAAATTCTCA CAGGTTCAAGAAGCTTTGGC 178

Ad03A13292 Aradu.A03 13292 p2 (AT)7 14 52912809 52912822 CGACATGTCCTGGTTGCTAA ATGGTACCCCCATTGAGTGA 113

Ad03A13296 Aradu.A03 13296 p2 (GA)8 16 52969403 52969418 GAGAGGGTTGATGGTGAACG TCTTCCCCTCTCATCACCAC 131

Ad03A13297 Aradu.A03 13297 c (TA)6ttaattatagtcattaattatagtattaac(T)1052 52989866 52989917 CAATGATGGGATTGATGATTTG GAATCACCCCAAAAAGCGTA 230
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Ad03A13299 Aradu.A03 13299 p2 (TC)8 16 53023699 53023714 CGCCTAAATGGTGCAGAGAT TTGGGAGGGAAAAGTGTTTG 247

Ad03A13311 Aradu.A03 13311 c (TA)14tgtatgtatctatgtatgtctgtac(GTAT)677 53157547 53157623 TGGGATGCCCTTTAAAGAAA TTCGTCCACCAATAACCACA 162

Ad03A13312 Aradu.A03 13312 p3 (ATT)5 15 53163975 53163989 GGACGTTGGCTTTGTGAAGT TCATGAAGCTGAATGCCAAG 167

Ad03A13319 Aradu.A03 13319 p2 (GT)6 12 53276972 53276983 AGGGGACAAAATTACCCCAG GGCAAGGGTGAGGATGTATG 228

Ad03A13321 Aradu.A03 13321 p3 (GAT)7 21 53317744 53317764 ACTTTTTGGCTTTTCGGGTT GGAATTGTAAAGATGGCGGA 228

Ad03A13324 Aradu.A03 13324 p3 (ATT)5 15 53356636 53356650 AAACTTGGACGTTGGCTTTG AGAGAAGGAGATGGCCGAA 122

Ad03A13332 Aradu.A03 13332 p2 (AT)9 18 53410941 53410958 TCTGTGTGTCTTTCTCTTTCATCA GAGCAAGGGAGATGGTATGG 258

Ad03A13335 Aradu.A03 13335 p3 (AGA)7 21 53436341 53436361 TGCCATTGATGGTAGTGGAA AATGGCCGAACATACACTCC 238

Ad03A13336 Aradu.A03 13336 p2 (TA)9 18 53454960 53454977 TCCAGGACCAAAGGCTACAC TCCTAGTATTTTTGGATCATTGTAAA 253

Ad03A13337 Aradu.A03 13337 p5 (CACAA)5 25 53456070 53456094 CAGCCAAAAGAAGCTGCAAT GCCATGATCACTTTTGGTCTT 176

Ad03A13339 Aradu.A03 13339 c (T)10cgaaa(T)10 25 53481808 53481832 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGAGGA 220

Ad03A13344 Aradu.A03 13344 c (A)10ggtgatgagaaaaataaata(AT)846 53542771 53542816 TTGAGTTTGGGAAGTTTGGG TTCACTTTGGGGCATTTTGT 247

Ad03A13345 Aradu.A03 13345 c (GT)6(AT)11 34 53543427 53543460 CTTGGCCCTAAGGCTTGTTT TGCATTCATCAATTCTCCCA 240

Ad03A13346 Aradu.A03 13346 p4 (AATA)5 20 53549052 53549071 GAAGAACTATGCAACGGTTGAG GCGTCCGCTTCCTATTTTCT 259

Ad03A13347 Aradu.A03 13347 p2 (CT)6 12 53550469 53550480 TGGCTTTGTGTTCTGCATTT TTGTACCAATACCTCGGCGT 191

Ad03A13355 Aradu.A03 13355 p3 (ACC)5 15 53670048 53670062 GATCGCGCCATTCATTATTT GTAATGGGGGTAGGAGGGAA 279

Ad03A13356 Aradu.A03 13356 p3 (AAG)6 18 53673082 53673099 TGCATTCAAACAAGCAGAGC GGAGGATACCCGGAGAGCTA 210

Ad03A13360 Aradu.A03 13360 p3 (AGA)5 15 53743774 53743788 TCATTTCTTCCACACGGTGA TGAGGCTCAGGCTTAGGTGT 272

Ad03A13362 Aradu.A03 13362 c (A)10ttttcagatttttattttaaaattttatatcttatcttatcttatttcaaaaatcaaatttaaaaagtttcaattttcaaatttc(A)12107 53753895 53754001 CGTGTGCCTTATTATTGGTTATTG GGGGTGAGAGTTCATGATAGC 279

Ad03A13363 Aradu.A03 13363 p3 (AAG)5 15 53754781 53754795 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad03A13367 Aradu.A03 13367 p2 (GT)9 18 53800860 53800877 TGGTACGACAACTGAGAGCG TCTGCCCAAGACACTCACTG 195

Ad03A13370 Aradu.A03 13370 p3 (TCT)6 18 53814182 53814199 CACAACCCCCTTTTTCTTCA ATGATTCTCCGGCCTTAGGT 188

Ad03A13373 Aradu.A03 13373 p2 (GA)7 14 53831690 53831703 AGAGTGAAGAGAAGAGGGTTCG CAAAAACCACCTTCCCCTTT 251

Ad03A13374 Aradu.A03 13374 p2 (AT)14 28 53838346 53838373 ACCCGTAAACCCTTAAACCC TGCCAAGGCTACAGGTTTTT 250

Ad03A13376 Aradu.A03 13376 p3 (AAT)5 15 53847543 53847557 TTTGTGGCTTCGTTACTCCA CATTGTCACTATATCAACCTCTTTGG 257

Ad03A13378 Aradu.A03 13378 p2 (TA)7 14 53856345 53856358 CTCTCCCCCTTCCCCTTATT TCCCTCTTCTCTCTCTCCCC 269

Ad03A13388 Aradu.A03 13388 p2 (AC)6 12 53906657 53906668 AAAGGTGGTGATCCTTGTGC CGGTTCCTTCCTCTTTCTCC 259

Ad03A13391 Aradu.A03 13391 p3 (GAT)5 15 53950327 53950341 AGAGGTGATGGAGCTCAGGA GAGGCTTTGGCAGAAGTGAC 249

Ad03A13393 Aradu.A03 13393 p2 (TA)9 18 53982924 53982941 GTTTTCTGACACCGAAGGGA GATAAGGGTGGTGCTCAACAA 256

Ad03A13394 Aradu.A03 13394 p3 (ATT)5 15 53983422 53983436 TATTCCATTTCAGCTTCCGC GCCTTGGAGTCGAACCATAA 273

Ad03A13398 Aradu.A03 13398 p2 (AC)11 22 54032074 54032095 GGGCTTAGGTAAGGGTGAGG ATGGAAGCACCCCAATGATA 245

Ad03A13401 Aradu.A03 13401 p2 (AT)6 12 54060927 54060938 TGGCATCAAAGTTTAGCGTG GCGCATCATGTACCCTTTTT 218

Ad03A13402 Aradu.A03 13402 p2 (CT)6 12 54079605 54079616 TAAGTTTGGTGTGGCCATGA ATTGGTGGGGATTGATGAGA 207

Ad03A13403 Aradu.A03 13403 p3 (GTA)5 15 54107987 54108001 AGCTGAAGCGCCAAAAATTA CATGTTTGATGATGATGAGAAAAA 242
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Ad03A13406 Aradu.A03 13406 p2 (GC)6 12 54180562 54180573 TGGATGTGTTGGATGAGGTG CTGAGGCACAAACCAATTCA 249

Ad03A13407 Aradu.A03 13407 p2 (AT)7 14 54197473 54197486 TTTGAGGAGAGAGAAAGGGG TCTTGTGTCTTTTGTGTGTTTTTC 234

Ad03A13409 Aradu.A03 13409 p2 (TC)6 12 54204507 54204518 ATGCATCCATTCAGGGAGAG TCAAAACAAGAAGAAATCCTAAATCC 110

Ad03A13414 Aradu.A03 13414 p2 (CT)6 12 54244768 54244779 CTTGGTGCAGGGATGAATTT AAGGAGTGAAGAGGGGGTGT 131

Ad03A13419 Aradu.A03 13419 p4 (TGAA)8 32 54262289 54262320 TCACCAAGGAATGGTTGAGA CAAGGATTGAAGGGGATTGA 199

Ad03A13421 Aradu.A03 13421 p2 (AG)6 12 54280744 54280755 AAAGTTGCTGGCTCTGATGG CCTTGTTAAGAATGTTCCAATCTG 178

Ad03A13422 Aradu.A03 13422 p2 (CT)6 12 54284010 54284021 TTGCATTAAAAGGAAATTGAATC AGCTGGGAGGGAGGTGAAT 272

Ad03A13423 Aradu.A03 13423 p2 (TC)8 16 54289773 54289788 CCAAGGATTGAAGGGGAAGT AGGAAACAAGAGTCCATCAACA 273

Ad03A13424 Aradu.A03 13424 p3 (GTA)5 15 54299660 54299674 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 236

Ad03A13430 Aradu.A03 13430 p2 (TA)6 12 54342448 54342459 TCCACCTTCTGATGACATTCC TCCGTGATCCAGCCTTTATT 178

Ad03A13438 Aradu.A03 13438 p3 (TTC)5 15 54445088 54445102 AAAATCTTCCCCACCCAAAC CCCTCGAGCAAGAGAAGAGA 196

Ad03A13444 Aradu.A03 13444 p3 (AAG)10 30 54502119 54502148 TGCCATTGATGGTAGTGGAA CCCCTCTTCTTTACCTTGGC 208

Ad03A13445 Aradu.A03 13445 p3 (AAG)7 21 54510851 54510871 TGCCATTGATGGTAGTGGAA CCTAAATGGCCGAACCTACA 241

Ad03A13446 Aradu.A03 13446 p2 (CT)6 12 54518188 54518199 TGAACCTGAAAATTGAGAAGAAGA TGACCTAGTTTTTGGCCCAG 223

Ad03A13449 Aradu.A03 13449 p2 (AT)7 14 54556888 54556901 TTGTTGCCTCTTGAAAGAATGA GCCCAAAGCACTCTGTCTTC 250

Ad03A13450 Aradu.A03 13450 p2 (CT)6 12 54592833 54592844 AAGAGGGGAGGACTTCAAGC GGTGTGCTTTGAACACCAAA 239

Ad03A13452 Aradu.A03 13452 p2 (AG)6 12 54597220 54597231 GGTGTGCTTTGAACACCAAA AAGAGGGGAGGACTTCAAGC 239

Ad03A13458 Aradu.A03 13458 p3 (GGA)5 15 54668809 54668823 TGACGAAGAAGAAGAGGAAAAA TGTCACGGTTAAGAAATTTTTGTG 252

Ad03A13459 Aradu.A03 13459 p3 (TTA)5 15 54669931 54669945 TGCCATGATCCAAAACAAAA ACTAAACAAGTAGCGGCGGA 121

Ad03A13463 Aradu.A03 13463 p3 (AGA)6 18 54731006 54731023 CTCGGAAGTGGAAGCTTTTG TTCACCCCCTCTCTCCCTAT 272

Ad03A13467 Aradu.A03 13467 p2 (CT)7 14 54746523 54746536 CCTAATTGGAGCAGGGATGA GGTGTTTTGGGTGGAGTGTT 128

Ad03A13470 Aradu.A03 13470 p2 (AG)6 12 54779301 54779312 CGGAAAAGCACACCAAACTT TAAATACACGTTCAGCCCCC 121

Ad03A13473 Aradu.A03 13473 p2 (AC)6 12 54847267 54847278 TCCCTTTCCATTTTGCTTTG CATATTGCCAAATCCTTGGG 259

Ad03A13477 Aradu.A03 13477 p2 (AG)6 12 54894457 54894468 ATTAGGGTTGGGTTTGGGAG CTAGGATTGCACAGAAGGGC 250

Ad03A13479 Aradu.A03 13479 p2 (GA)6 12 54902672 54902683 TTGCTCCTGCTCGTATGAAA TTTCGAAAATCACAAACCTTTT 266

Ad03A13480 Aradu.A03 13480 p2 (CT)7 14 54918978 54918991 AGTCCTCCAAGATCACCACG TGGCCAGAATAAATTGCAGA 206

Ad03A13487 Aradu.A03 13487 p2 (AG)7 14 54975653 54975666 AGATAGGTGGGGTTTTTGGG CGTTTAATGCCAGGAAAGGA 277

Ad03A13488 Aradu.A03 13488 p2 (GA)7 14 54983254 54983267 TTCTGATGGAAGTCCATGAATC TTTCGAAAATCACAAACCTTTT 235

Ad03A13489 Aradu.A03 13489 p5 (TTTAT)5 25 54992188 54992212 TTTTTGAATTCCTTGAGTTGATTT AGGGAGATGATGTGGATTGG 274

Ad03A13490 Aradu.A03 13490 p3 (TTC)5 15 54999288 54999302 TTCCCCAAAAACCCTTTACC CCTCGAGCAAAAGAAGAAAGAA 205

Ad03A13491 Aradu.A03 13491 p4 (ATCT)8 32 55010140 55010171 TCGTGAATCAATCTATCTCCCTC TGGCGATTTTGGAGAGTTTC 157

Ad03A13492 Aradu.A03 13492 p2 (CT)8 16 55014938 55014953 AAAAGGAACATTGAACCTGAAAA GTTAACAAAACACGCTGGGG 243

Ad03A13493 Aradu.A03 13493 p2 (AG)7 14 55043066 55043079 AGATAGGTGGGGTTTTTGGG CGTTTAATGCCAGGAAAGGA 277

Ad03A13495 Aradu.A03 13495 p2 (GA)8 16 55051028 55051043 CCGAACACATAGAGAAGAGAAGG TTCTTCTCTTTTTCAAAACCACC 270
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Ad03A13496 Aradu.A03 13496 p5 (TTTAT)5 25 55059792 55059816 TTTTTGAATTCCTTGAGTTGATTT AGGGAGATGATGTGGATTGG 274

Ad03A13497 Aradu.A03 13497 p3 (TTC)5 15 55067425 55067439 CCACAAAGCCATTTCCATCT CTAGAGGTTTCTCCGGCCTT 163

Ad03A13498 Aradu.A03 13498 p2 (CT)7 14 55082995 55083008 AAAAGGAACATTGAACCTGAAAA GGCTGTGTTTTGACCCAGTT 212

Ad03A13499 Aradu.A03 13499 p3 (AGA)6 18 55089305 55089322 CAGCCTTAGGTGCCATTGAT TCCCACATAGCCGAACCTAC 161

Ad03A13500 Aradu.A03 13500 p3 (TTC)5 15 55103391 55103405 CGAACCTATACCCTCCCCTC GCTTTTGTCTTCCCTTTCCC 276

Ad03A13502 Aradu.A03 13502 p2 (CT)6 12 55116047 55116058 GGAACATTGAACCTGAAAATTGA CGCGATCTGCAGAATTAACA 249

Ad03A13503 Aradu.A03 13503 p2 (TA)6 12 55117538 55117549 ACGGTTGAAGGCACTGATTC TCAATGAGAGCACCAAATGC 197

Ad03A13504 Aradu.A03 13504 p2 (AT)7 14 55122422 55122435 ATTCGAGCATCATCACTCCC GTGGCAACTGACATAGCACC 201

Ad03A13505 Aradu.A03 13505 p3 (TGA)5 15 55129339 55129353 CAGGAATCCAAGAGAGGCAG CGTATCCTTCTAGCAAGCGG 170

Ad03A13510 Aradu.A03 13510 c (A)11gaataaatggatt(A)1135 55149217 55149251 CATCTCTAGCGTCAGGAAGTGA TGTTGCTTATATGTGCCACTTTG 275

Ad03A13514 Aradu.A03 13514 c (A)10g(A)10 21 55155863 55155883 CAACACTCTCTAGCCCCCTG TGCATATTGCATGGTTTTCG 196

Ad03A13516 Aradu.A03 13516 p3 (ATA)5 15 55158982 55158996 CAAATTACATTTCTTTCTTGCACA CCCAAAAGTTGCTAACCCTC 267

Ad03A13517 Aradu.A03 13517 p3 (TTC)26 78 55159417 55159494 TTAAAACCACCACCAATCCC ATGCCACGATGGGTCATACT 174

Ad03A13521 Aradu.A03 13521 p3 (TTG)5 15 55177582 55177596 CCAATTGAATCCCTCTGGAA TTCCCAGCCTCATACAAAGG 275

Ad03A13523 Aradu.A03 13523 p3 (TCT)5 15 55184105 55184119 CACAACACAACCCCCTCTTC ACTCGGAGGTGGAAGCTTTT 275

Ad03A13526 Aradu.A03 13526 p3 (TTC)6 18 55202703 55202720 CGATCGAATTGAACCCAAAC CCCTTTCCTTGTATGCTCCA 120

Ad03A13527 Aradu.A03 13527 p3 (CAA)5 15 55212975 55212989 GGTGACCAAGGAGAGAGCTG GGGTTGACAGCCAACACTTT 255

Ad03A13531 Aradu.A03 13531 p4 (AAAT)6 24 55248842 55248865 TTGTCAACTTATGTGGGGCA GCTGTCAACGCATGAACAAT 269

Ad03A13532 Aradu.A03 13532 p2 (AT)7 14 55250763 55250776 TGAGAGTTTAACAGAGGGAGAGAAA TGTCCGTGTATATTTTGTGTGTT 229

Ad03A13533 Aradu.A03 13533 p3 (ATT)7 21 55251634 55251654 AAATAAAGCCGGAAATGGCT CTTCAAGCCAACCAAGTTGA 232

Ad03A13534 Aradu.A03 13534 p3 (TTG)8 24 55255542 55255565 TATTGTGGTGGTGGTGGTTG TGACAACACAAGGTTGGCAT 270

Ad03A13535 Aradu.A03 13535 p2 (GT)7 14 55267169 55267182 TATGGGTTCCCTCCCTTTTC AGCAACACCATCAATCCACA 207

Ad03A13540 Aradu.A03 13540 p2 (TC)18 36 55344818 55344853 CTCCCTTTTCTTCGTGCATC TCAGGTTTTTGCTCAGGTCC 211

Ad03A13541 Aradu.A03 13541 c (TG)17tttgtgtgtgtgta(TG)1476 55347248 55347323 GTTTTCCCTCGCCACAATTA CAAACATGCATACGTACAAATTGA 222

Ad03A13543 Aradu.A03 13543 p2 (CT)7 14 55351528 55351541 CCCCTCGCTCTCTTTGTCTT GAAAAGGGAGGGGAAGAAAG 138

Ad03A13544 Aradu.A03 13544 c (TC)8ttcctccttctctctttccttgtgctctttttccccttttcttctctctcttcctctct(CTC)796 55351677 55351772 CTCTCTCTCTCTCCCCTGCC TTCCAAAATAAGAGAGAAGGAGGA 277

Ad03A13545 Aradu.A03 13545 p2 (GA)7 14 55351951 55351964 TCCTCCTCCTCCTCTTCCTC TCCTTCCCTTATTTCTCTCTCC 231

Ad03A13547 Aradu.A03 13547 p2 (AG)6 12 55352455 55352466 GCAAGGTGAGAGAGAGGATGAT CTCCCTTTTCTCCCCCTCTA 203

Ad03A13548 Aradu.A03 13548 c (GA)6tgaggggaggggat(GA)7ggagggggagaaagagaggagggagaggagagagagaagaagagagagaggggaaaggagagagagggagag(GA)8(AG)10148 55352610 55352757 AGAAAGAAAGGGGATGGGAG TCATTCTTTCTCTTTCCCCC 206

Ad03A13549 Aradu.A03 13549 p2 (AC)7 14 55354450 55354463 GTTGTAATGGGGCTTAGGCA AATGAAAGCACCCCAAATGA 246

Ad03A13550 Aradu.A03 13550 p5 (TTTAT)5 25 55387491 55387515 TGCATTCCTTTCAATCCACA GTCCACGAGAAAAATCCCAA 151

Ad03A13552 Aradu.A03 13552 p2 (AT)8 16 55431126 55431141 CTTGGTGTTTTCCCTCCAAA TGAAGAATTTCGAAAAAGTGAGG 267

Ad03A13554 Aradu.A03 13554 p2 (GA)6 12 55454833 55454844 CCCAACCTTTACCAGCACAT AACCCACGAAGAAGGAGGAT 235

Ad03A13555 Aradu.A03 13555 c (T)10ggtttttatgattttatta(T)1039 55462077 55462115 AATGAAGGACACAATGCATGA TCGAGTTTGGACAACTGACG 242
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Ad03A13556 Aradu.A03 13556 p3 (TCT)5 15 55476078 55476092 ATATGGCCGAAACCTAACCC TTGCCTTCCCTTTTCCTTTT 277

Ad03A13558 Aradu.A03 13558 p2 (TA)7 14 55496139 55496152 TGATGATGCTGGTGTGTTTG ATTAGGTGGTGTTTGTTTAAAGGT 275

Ad03A13559 Aradu.A03 13559 c (GA)6gggatctggggaaagcagaggagaacggagaagaagaccacgctggcgcgctgggcctcaccgccgccgtcacgtcgttgtcgaaccgtg(GA)7116 55498039 55498154 GAGGGATCATGTTGCGTCTT GTCACTCTCTCCCATGGCTC 190

Ad03A13560 Aradu.A03 13560 p3 (TTC)5 15 55499978 55499992 TCAAAATCCACCAGATGCAA CAAGAAGGTAGGGTTGGGGT 191

Ad03A13563 Aradu.A03 13563 p3 (TCT)6 18 55512305 55512322 TATACCTTGGCCGAACCAAC CCTATGACTCGGAGGTGGAA 220

Ad03A13568 Aradu.A03 13568 p2 (AT)7 14 55586485 55586498 TTGTAATGGGGCCAAGGTAA TGAACAAGGGAACAAAATTGC 252

Ad03A13569 Aradu.A03 13569 p2 (CA)17 34 55597373 55597406 AGCTAGAACCCAGCCTCTCC TGGAGCTTATTGGGCTTGAG 262

Ad03A13571 Aradu.A03 13571 p3 (CTT)5 15 55605027 55605041 CCATGGAGGTTCTGCATCTT AACCCCAGTGGACAAGACAG 115

Ad03A13573 Aradu.A03 13573 p2 (TA)6 12 55643154 55643165 GGGGTTGTATGTTCTTTGGC CAGAATCACAACAATCCACACA 198

Ad03A13574 Aradu.A03 13574 p2 (AT)7 14 55651314 55651327 AACGGCACGAAAGGTTTATG GCTCCGGACTAACTCCCTTT 102

Ad03A13575 Aradu.A03 13575 p2 (CT)6 12 55663183 55663194 CCTGGAATTGAGAAGAAGCAA CGTGCAGAAAATTGCAGAAA 257

Ad03A13576 Aradu.A03 13576 p3 (AGA)6 18 55673126 55673143 CGCCCTAGAGCAAGAGAAGA ACATACACCCTCCCCTTTCC 159

Ad03A13581 Aradu.A03 13581 p2 (AG)6 12 55700052 55700063 ACATTGAACCTGGGATCGAG TGACAGAGGCTATGCACCAG 268

Ad03A13582 Aradu.A03 13582 p3 (AGA)6 18 55729821 55729838 CGGTCTTAGGTGCCATTGAT TCTTCTCCCACTTAGCCGAA 167

Ad03A13585 Aradu.A03 13585 p2 (TA)6 12 55821675 55821686 ACCATGACAATTCCTCCTGC TTCTTTTCGTAAATCACCCCA 131

Ad03A13588 Aradu.A03 13588 p3 (TCA)5 15 55824349 55824363 TTTTCGCTACAAATGGTCCC TCTGATTTTCTGAGGTGGGG 269

Ad03A13590 Aradu.A03 13590 p3 (AAG)11 33 55888307 55888339 CTAGAGGTTTCTCCGGCCTT AGCCGAACCTACTCCCTCTC 266

Ad03A13595 Aradu.A03 13595 c (A)10ttcg(A)10 24 55943504 55943527 TCCGAATGAATGCTTGAACA TTTGCCTTGGATCACAACTTT 242

Ad03A13597 Aradu.A03 13597 p3 (AGA)6 18 55957400 55957417 AGGATTCTCCGGCCTTATGT CTACCCTAAATGGCCGAACA 262

Ad03A13601 Aradu.A03 13601 c* (A)10(AG)8* 25 56002240 56002264 ACTCTTCTCATCCCATGCGT AAGGAGAAAAGGGGTGTCGT 190

Ad03A13605 Aradu.A03 13605 p2 (AG)6 12 56038761 56038772 AGAACCTGGGATTGAGAGTCA GAGGCCACACACCAGAAAAT 248

Ad03A13608 Aradu.A03 13608 p2 (TA)8 16 56048968 56048983 TCATTCACAAATCAATTCGCA TAGCCTGGATGCCAGCTTAG 231

Ad03A13610 Aradu.A03 13610 p2 (AG)8 16 56052080 56052095 GGGCAACATCAATCGAACAT TTTCGGCCCAGAGAACATAG 263

Ad03A13613 Aradu.A03 13613 p3 (AAG)5 15 56064857 56064871 CTCCGACCTTAGGTGCCATA ATTTCTTTCCCACCCAAACC 274

Ad03A13620 Aradu.A03 13620 p2 (GT)6 12 56192165 56192176 AGCCAACTTTGAGCCTACGA CCAATTTCCCTATTGTCCCC 155

Ad03A13621 Aradu.A03 13621 p3 (AAT)5 15 56198866 56198880 CAGGGAAAAAGGCACTCTTG TGGAAGGAATGGAGATGCTT 271

Ad03A13625 Aradu.A03 13625 p6 (AATCCT)8 48 56231619 56231666 GGAATATTGAACCTGTGATTGAA AGGCTACAAAGTGGGGGAAT 185

Ad03A13635 Aradu.A03 13635 p3 (TTA)6 18 56320892 56320909 CAAAGAAGGGAAAAATGCCA AGACATCTTCGACTCGTCCG 262

Ad03A13636 Aradu.A03 13636 c (T)25gaatttaacg(A)10tttgaaataaaacaaaataaaattaagataaaattcgaaaatc(A)1098 56347288 56347385 CTTGCTTTGATGGGAGGTGT GATTCAGTTTTCAATTTGCTTTGA 279

Ad03A13637 Aradu.A03 13637 c (T)10ctccttttttttcgttttcttttctcccttttc(T)1154 56374141 56374194 GCCCAAAGCACTCTGTCTTC TTCTTGAAGTAAGAAAAAGCAGTGAA 263

Ad03A13638 Aradu.A03 13638 p3 (AAT)12 36 56398561 56398596 CTTTCTCCAATTCGGTCACA TGCTTCATCAAATATCTTTTAATTCC 226

Ad03A13639 Aradu.A03 13639 c (AT)6tcttctgtcattctgcttacgtatattaccagtttctgacagcaatggaagctcagacagcgtcgcgcgtggcctttcccctctctcccgtcgggcag(TC)6122 56400436 56400557 GGCCTTATCTTCGCAAGTCA AGGGTGTTACAACGGTGGTC 233

Ad03A13640 Aradu.A03 13640 p2 (GT)7 14 56414551 56414564 CTGGTTTGCGAGCTCTCTCT AAACCCTAACCCAGTGACCC 277

Ad03A13641 Aradu.A03 13641 p2 (TA)7 14 56415217 56415230 TGGGCCATGTTAGTTTTAATTT CAACTTATTTCAAACATCTTCTCTTGA 203
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Ad03A13642 Aradu.A03 13642 p2 (GT)9 18 56417725 56417742 GCCACCACATGCTCTAGGTT ATTGGACTGTCCCTTTGTCG 187

Ad03A13643 Aradu.A03 13643 c (CA)6(TA)11 34 56425651 56425684 CTCGTGTCAATTGAGCTCCT CGTAGAGGTGTGGGCCCTAT 106

Ad03A13645 Aradu.A03 13645 p3 (TCT)6 18 56434984 56435001 TCTATACGTTGGCCGAAACC TGCCATTGATGGTAGTGGAA 153

Ad03A13650 Aradu.A03 13650 p2 (TA)6 12 56483910 56483921 TATTTTTCTATGTCTTGGGCCAT TTAGAAAACCTGATAAAATAAAATGGA 100

Ad03A13655 Aradu.A03 13655 p3 (TAA)6 18 56537161 56537178 AAAAGTTGAGGGGCCAAAGT CTCAAAACTGCCTTCCTGAGA 230

Ad03A13659 Aradu.A03 13659 p2 (AT)8 16 56593035 56593050 TTCGAAAAATTTGAGGAAAAAGA TGTGTTTTCCTCCTTCATCAT 249

Ad03A13660 Aradu.A03 13660 p2 (TG)10 20 56598357 56598376 GCTTCTGATCACTCTTGCTGG TGGTAACTTCATCCCAGCCT 272

Ad03A13661 Aradu.A03 13661 p2 (TG)7 14 56598733 56598746 AAACAAGCCAATCAACCAGG CACCAAGCAACCCCATTTAT 252

Ad03A13663 Aradu.A03 13663 p3 (TTC)7 21 56628657 56628677 TCTTCTCCCACTTAGCCGAA CCTTAGGTGCGATTGATGGT 167

Ad03A13664 Aradu.A03 13664 p3 (TTG)9 27 56658900 56658926 CGTTTGATTCATGTAGCCGA CTTGCTCAACTGGGAAAAGC 180

Ad03A13665 Aradu.A03 13665 p2 (CT)10 20 56659378 56659397 ATCGGTTCGATAATGTTGGG AGTTCCATTGGCTTGAAGGA 258

Ad03A13668 Aradu.A03 13668 p3 (TCT)11 33 56763505 56763537 CGAACAAACACTACCCCCTC TGCCATTGATGGTAGTGGAA 246

Ad03A13671 Aradu.A03 13671 p2 (AG)6 12 56785900 56785911 CTAGGCGGCTAGGGTTTCTT TCCGATCCTCCCCCTATAAC 266

Ad03A13672 Aradu.A03 13672 p3 (ATT)10 30 56786767 56786796 CTTCTTCCTCCTCCTCAGGC TGAAGGAAGAGGGTGAGTTGA 252

Ad03A13674 Aradu.A03 13674 p3 (AGA)6 18 56809693 56809710 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad03A13677 Aradu.A03 13677 p2 (TA)10 20 56905238 56905257 GATCTCTTGCGAAACTTGCC GCGATGTCGTAACACTCACG 163

Ad03A13678 Aradu.A03 13678 p4 (AACT)5 20 56912241 56912260 TCCAGCAGCAATTAATGGTAAA TCAAACACTCCCAAACACCA 162

Ad03A13679 Aradu.A03 13679 p2 (AG)6 12 56919804 56919815 TAGCCTAGTTTCAAGCCCGA TGGCAACATAAAGTAATCAACAATG 277

Ad03A13682 Aradu.A03 13682 p2 (GA)8 16 56969249 56969264 TACTTGCCGGTTCAGTTGTG GCTCCGGTTTGGGATAAAAT 220

Ad03A13685 Aradu.A03 13685 p2 (CT)8 16 56987877 56987892 GCAGGGATGAGAAGTCCTTG TTTGGTGCGTGTATTTTGGA 264

Ad03A13689 Aradu.A03 13689 p3 (TTC)6 18 57006439 57006456 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 103

Ad03A13694 Aradu.A03 13694 p2 (GC)6 12 57074680 57074691 TGGTGTTTGGAAGTGTTGGA ATCCGCATCTACGCATTAGC 196

Ad03A13697 Aradu.A03 13697 p2 (GA)7 14 57090761 57090774 GGTGGCAGTTATGGCAGAAT TCCGGCCAACTCATAAACTC 280

Ad03A13702 Aradu.A03 13702 p3 (TCT)6 18 57159575 57159592 CCCTACATGGCCGAACATAC TGCCATTTGATGGTAGTGGA 243

Ad03A13707 Aradu.A03 13707 p3 (TCT)19 57 57191765 57191821 TAACTTTCACTCCATGCCCC GCGAAAGAGGAGAACAACGA 238

Ad03A13708 Aradu.A03 13708 c* (AT)7(T)12* 25 57209182 57209206 TGCAATCACTGAGAACCTGG ACCAAGCCATCTGCTTTCAT 251

Ad03A13709 Aradu.A03 13709 p3 (AAG)5 15 57220762 57220776 TTGAAAGAAAATGGAAGGAACAA GCCAAGAATTGAAGGGGAAT 279

Ad03A13710 Aradu.A03 13710 p4 (TAAC)5 20 57223962 57223981 CATTTAGGCAATAAGGGGCA CTCCTATCCCTCACCCAACA 206

Ad03A13712 Aradu.A03 13712 p2 (GA)7 14 57233403 57233416 TGAAAGTGAGGTAGGTGGGG TTAAATGCCAGGATTGCACA 255

Ad03A13713 Aradu.A03 13713 p3 (AGA)7 21 57242966 57242986 ACCACTGAGCTATGACGGCT CCCCTCACTCACCTCCATTA 227

Ad03A13714 Aradu.A03 13714 p3 (TTC)7 21 57276762 57276782 TACCCTCTCCCCTCTCCCTA TAAAATATTGCTCGCCCTCG 171

Ad03A13716 Aradu.A03 13716 p2 (AT)6 12 57297639 57297650 GGGTTAGCATATGACCCCAG ATGTGTTTTCCTCCTTCATCA 217

Ad03A13717 Aradu.A03 13717 p2 (TC)6 12 57303402 57303413 CGAATTGCCGGTTAGTTTGT CAGAAAAGCCATAAGCGAGG 277

Ad03A13718 Aradu.A03 13718 p2 (AT)8 16 57304085 57304100 TGAAGCAGAAGAAAACAGCAAA ACTCCCAGACAGTGGTGCTC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A13720 Aradu.A03 13720 p3 (AGA)6 18 57326484 57326501 TGACTCAGAGGTGGGAGCTT CAAACCCACCCTACATGACC 223

Ad03A13725 Aradu.A03 13725 p2 (AG)6 12 57445972 57445983 GGTGAGGTAGGTGGGGTTTT TTTAACGCTAGAAAGGGGCA 274

Ad03A13728 Aradu.A03 13728 p2 (AT)6 12 57470387 57470398 TTGAAAAAGAAAAGCTTGATTGAA ATCAAGAAACGATGGGCAAG 247

Ad03A13731 Aradu.A03 13731 c (AAG)6(ATG)5 33 57497609 57497641 AACGACGATAACGATAAGGACAA TTCTTGAGTGCCTACCGTCA 190

Ad03A13732 Aradu.A03 13732 p2 (TA)6 12 57498324 57498335 TTTGTAGTAAATCGAATCCAGTTGA TCGGGGATCATTTTGTCAAT 207

Ad03A13736 Aradu.A03 13736 p3 (TGA)5 15 57530526 57530540 CCATTCTAATTCTCATTCATTATGC TTGAAGCTAGATAGACAATATTTGACA 144

Ad03A13737 Aradu.A03 13737 p3 (ATA)16 48 57535011 57535058 TGCACACATTAATAGTGACCCG AATGCATGTACCGTGTAGACCT 115

Ad03A13739 Aradu.A03 13739 p3 (TCT)5 15 57542597 57542611 CGTATGCGTCATCAGCGTAG GAAAATATGGGAAAAAGGGGA 145

Ad03A13742 Aradu.A03 13742 p2 (CT)15 30 57593714 57593743 TGAACTAAAGCGCAATCACG TGATAGAAAAGGAAGGGGGAA 251

Ad03A13744 Aradu.A03 13744 c (A)10gataagataagattttgaaaaaagatgtaatttttg(A)1056 57603171 57603226 GGAGAAAATAAAAACAAAAACTAACAA TTGCAAACGTGTGCCTTATT 266

Ad03A13745 Aradu.A03 13745 p2 (AG)8 16 57616427 57616442 TCACTCCGTCAGCACATCTC CGTGTTTGGCTTCCTCTTTC 157

Ad03A13748 Aradu.A03 13748 p3 (AAG)6 18 57647602 57647619 TCGAAACCCACAAGGTTAGG GCTGCTCCATTCCTCTGTTC 248

Ad03A13750 Aradu.A03 13750 p2 (GC)6 12 57660213 57660224 TTGGCCCAGGAGTAAGAATG TGGCATGGAAGAATTGTTGA 217

Ad03A13752 Aradu.A03 13752 p3 (TCA)5 15 57674919 57674933 TCAATCATAGCAGTGTTTGATGC GGGGAACAAGCAACTTTCAA 193

Ad03A13753 Aradu.A03 13753 p2 (TC)6 12 57684838 57684849 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 219

Ad03A13763 Aradu.A03 13763 p2 (AT)6 12 57741947 57741958 GGGTTATCCTGCACTTGGAA GGATCAAGGCAGTGGATTGT 266

Ad03A13764 Aradu.A03 13764 p2 (AT)6 12 57743657 57743668 TCTGTTGAAAATGCTTTTATTCATCT ATCCGACTAGTTCCGGGTTC 265

Ad03A13768 Aradu.A03 13768 p3 (TCT)5 15 57760834 57760848 CATCAACCTCCTCTTTCCCA CCAACTGAGCTATTCCAGCC 150

Ad03A13769 Aradu.A03 13769 p2 (TC)6 12 57771943 57771954 CATCTCTTCTTCCCCCATCA TGAGCAGAGCGAGAGAATGA 151

Ad03A13770 Aradu.A03 13770 p3 (ATA)5 15 57786782 57786796 GGAGTCTCTTTTCTTTTTCAGGG AGTAATGGCCGGAGGACTTT 256

Ad03A13772 Aradu.A03 13772 p5 (ATAAA)5 25 57801093 57801117 CCATGATGGAGAAAGGGAGA TCGAAAATCCTCACCCAAAA 145

Ad03A13774 Aradu.A03 13774 p4 (AATT)5 20 57820209 57820228 AAAATATCTTTTGCAACCATAACAAA CCCCAACTTAAACACTTGAAGA 278

Ad03A13775 Aradu.A03 13775 p5 (TTATC)5 25 57843399 57843423 CCTGGGTGCTCCAGTGTATT TCCGACCTGGGATGTTCTAC 260

Ad03A13781 Aradu.A03 13781 c (T)10attcacattccatatgcattgatttttattgaactttactttggggcatttttgtcccctttttatttctttttctcttttctctttttctatat(TA)9123 57961686 57961808 AGCTACCCATGATTCCCACT TGAAGATTTTTGGGAAATTGG 271

Ad03A13784 Aradu.A03 13784 p2 (CT)6 12 58061691 58061702 TTGGGCAACACAATTCAGAT TAACCCAGTTTTCGGTCCAG 276

Ad03A13785 Aradu.A03 13785 p3 (ATC)5 15 58083797 58083811 TCGGCACAACAGAAGTCTTG GAGCGATTTCGAGTTCTTGC 148

Ad03A13786 Aradu.A03 13786 p5 (AAGAT)7 35 58090889 58090923 AATCCAAAGGCATCACAAGC CTGGGTGCTCCAGCATATTT 164

Ad03A13787 Aradu.A03 13787 p4 (TCTT)7 28 58115771 58115798 GCGCTTTCTCCCTCCTCTAT CCTAGCTACCCAACCCCTTC 261

Ad03A13789 Aradu.A03 13789 p2 (CT)6 12 58167939 58167950 CGGTGTTTAACGCCAGATTT AAGGGTGTTGAGGTGATTGG 165

Ad03A13794 Aradu.A03 13794 p3 (TTC)6 18 58261418 58261435 CAATCACCTCCCTCACCACT TAAAATATTGCTCGCCCTCG 280

Ad03A13800 Aradu.A03 13800 p3 (AAT)8 24 58327819 58327842 TGGCTCTTGAAAGAATGAAGG TCAGCTTTGCTAGAGTCCCC 246

Ad03A13801 Aradu.A03 13801 c (A)10gagaattaaaaaaaagcaaaaaaagtgaattaaaaaaagcagtgaattaaaaaaaacgaaaaa(AG)991 58337371 58337461 TTCAAAAGGTGTCCCAAACC TCCCCAATTAGAGGTGTCCA 193

Ad03A13804 Aradu.A03 13804 p2 (AG)6 12 58397013 58397024 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 223

Ad03A13805 Aradu.A03 13805 c (T)10cac(T)10 23 58418128 58418150 TTAGCCACGAGTTTTATGCAA AATCCGTTCACAGGTATGGC 112



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A13806 Aradu.A03 13806 p3 (TCT)5 15 58429277 58429291 AATCCTCTTCCCACCCAAAC TTAGAATGTTGCTCGCCCTC 209

Ad03A13807 Aradu.A03 13807 p3 (GAA)5 15 58441695 58441709 GAATTATTGCTCGCCCTTGA CTTCATGATCTGTGGACCCC 272

Ad03A13809 Aradu.A03 13809 p3 (TTC)6 18 58450763 58450780 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241

Ad03A13810 Aradu.A03 13810 p2 (AT)6 12 58466575 58466586 AGTGGACATTTTGTTTGGGC TGGACGTGAGGATCATGGTA 262

Ad03A13814 Aradu.A03 13814 c (T)10cgaaaaaaatgaaattaaaatctaaaaatttaaaaaaatttcgaaaaagtagttagaaaataaaa(T)1085 58549655 58549739 GGGTTAGCATATGACCCCAG TTGTGTGCTTTTCTCTTTCATCA 280

Ad03A13817 Aradu.A03 13817 p3 (TTC)6 18 58568209 58568226 TTCACTTGACACCTTCACGC GCGAATACAAAATCTTGCGA 275

Ad03A13819 Aradu.A03 13819 p3 (GAA)6 18 58577552 58577569 CAGGACTCAGAGGTGGAAGC CAACTTCTCTTTCCCACCCA 235

Ad03A13820 Aradu.A03 13820 p3 (AAG)5 15 58585296 58585310 CTAGAGGATTCTCCGGCCTT CCTACCCTCTCCCATTTTCC 245

Ad03A13821 Aradu.A03 13821 c (T)10cgcaagctttgttctttactgctttttcttgcttcaagaatcaa(T)1064 58593166 58593229 CCTTGGGCCCTTATATCCAT TTGTTGGCTCTTGAAAGAATGA 246

Ad03A13822 Aradu.A03 13822 c (A)10tgtttttcgaaaaaataaataaaataaaaatacaaaaaaattagaaaatcataaaaat(A)1078 58605310 58605387 GGGGATTGTTCGAGTATGGA GCATGCAATTGACACCAAAC 245

Ad03A13823 Aradu.A03 13823 p3 (TCT)5 15 58609951 58609965 CACATCACAAACCCACATCC CCCCTTTCCTTTTCTTGAGG 210

Ad03A13824 Aradu.A03 13824 c (T)10gcacacaacactaccctctcttctcccccttgaccgaaacccacacatctctccctctcctctata(TCT)694 58630064 58630157 ACCCCTTCACCAATCTCTCC TTGCCTTCCCTTTCCTCTTT 274

Ad03A13826 Aradu.A03 13826 c (A)11gaagaagaaggagaaaaagaaaaaaaaggagaaaagaaaacg(A)1063 58693543 58693605 TTGCTCATGAATGTTGGCTC GCACACTCTTTTTGCCTTGG 219

Ad03A13827 Aradu.A03 13827 p3 (ATT)5 15 58698782 58698796 TGGTTTCATGTTATGATTCTGGA AGCCCTTTCTTGGCATTCTT 167

Ad03A13831 Aradu.A03 13831 p2 (GA)6 12 58702600 58702611 GGAGATGGAATAGTGGGAATGA ATTATCACAACCACCGCCAT 151

Ad03A13835 Aradu.A03 13835 p2 (AT)7 14 58706132 58706145 GCCGAGCTTGAGTTTGGATA CGAGCTGGCTCGAGCTAATA 238

Ad03A13838 Aradu.A03 13838 c (G)13aaannnnnnnnnnnnnnnnnnnnnnnnngcgtagatt(A)1060 58716394 58716453 ACAACTGTCGCGTGGCTT TACCGGGTTGGAGGATACTG 265

Ad03A13840 Aradu.A03 13840 p2 (AT)7 14 58721907 58721920 CCACCCTCAAGGTTGTCAAA GAAGGATTTAAATGTGTGATCCAA 269

Ad03A13842 Aradu.A03 13842 p3 (TTA)8 24 58723763 58723786 TTTCACTTGGAGCCACGAAT TGAAATCCAAGGAATGGAGC 207

Ad03A13843 Aradu.A03 13843 c (CA)7ctcacaaat(AC)1247 58724767 58724813 GAAAAGGTCTTCATGCACGTACT GGGAACTGCAACTCGTCTCT 197

Ad03A13844 Aradu.A03 13844 p2 (AT)7 14 58727468 58727481 ACCATTCAACACACCAGCAG GAGCGTTGCGCTTTTACTTC 280

Ad03A13851 Aradu.A03 13851 c (A)10gagagaaggaaaaaaatgaaaaaagggagaaaagaaaatg(A)1060 58779844 58779903 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 248

Ad03A13852 Aradu.A03 13852 c (A)10gaagaatttcatatgtgtatatatgagaatgtatgaaaaagaaaaga(AT)1179 58786733 58786811 CCTGAAATTCAACACAAACCC TTTTTGTCCCCTTTCATTGC 267

Ad03A13853 Aradu.A03 13853 p3 (TTC)5 15 58797399 58797413 ACAGTTATACTCACGCGGGC AAAGTGGTGGTGGAGTACGG 220

Ad03A13857 Aradu.A03 13857 p2 (AG)6 12 58829631 58829642 AGCGATTTCTGGACCCTTTT GGAACATTGAACCTGGAATGA 229

Ad03A13859 Aradu.A03 13859 p2 (CT)10 20 58846386 58846405 AAAGGAAATTGGATCTAACAAGAAGA ACAAGAGGCTGGAGAGTGGA 273

Ad03A13864 Aradu.A03 13864 p2 (AG)6 12 58887526 58887537 TCCCTTCCTTGATCCAACAG CTCATTTCAGAGAGGGGAGC 268

Ad03A13865 Aradu.A03 13865 p2 (AG)6 12 58892295 58892306 TTCCCTGTTTTGAACATCCAG TTGAGTATTTTGTTCTTGTTGATTGA 258

Ad03A13867 Aradu.A03 13867 p2 (AT)10 20 58928983 58929002 AACCCGACAAGTCCAGTTTG TTTTGCGCTTTTCAAATCCT 249

Ad03A13871 Aradu.A03 13871 p5 (AAGAT)5 25 58952689 58952713 TAAAGGCAGCTAAAGCCCAA CCTGGGTGCTCCAGTGTATT 148

Ad03A13873 Aradu.A03 13873 p2 (CT)6 12 58967909 58967920 TTTTTGTAAAAACAGCCAAATAGAA TCGCATTGCACTTATTGGAG 135

Ad03A13875 Aradu.A03 13875 p3 (AAT)8 24 58983941 58983964 TTGGTGTCATTTTGTTGTTTTTC CCATGATGGAGAAAGGGAGA 259

Ad03A13880 Aradu.A03 13880 c (T)12gaggtttctctggccttaggtgccatcaatggttatggaaaagc(A)10gctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaagaatat(AAG)5145 59039873 59040017 TCCCATGACTTAGAGGTGGAA CCTCTCTCCCTCTCCTCCAT 211

Ad03A13883 Aradu.A03 13883 p2 (CA)9 18 59106452 59106469 AATTTTTCCCTTCACCCCAG CCCCTTCCTACACCTCCTTC 156
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Ad03A13884 Aradu.A03 13884 p3 (TAC)6 18 59115210 59115227 CATGCCTGATGATGATGAGAA GATCATGGCACCTAAGGGAA 277

Ad03A13886 Aradu.A03 13886 p3 (TCT)6 18 59143598 59143615 TACCTTGGCCGAACCTACAC GCTTTTGTCTTCCCTTTCCC 198

Ad03A13887 Aradu.A03 13887 p2 (TC)6 12 59150548 59150559 ACACCGAACTCCACTTCACC CCAAGCAGAACATACATGCAA 247

Ad03A13888 Aradu.A03 13888 p3 (TTC)7 21 59169246 59169266 CGAACAAACACTACCCCCTC TGCCATTGATGGTAGTGGAA 229

Ad03A13890 Aradu.A03 13890 c (T)11aatttttacacaaa(T)1035 59212010 59212044 AAAGTCCAGCAATATCTGGTAAA TCATCATGCTACACCCGAAA 211

Ad03A13893 Aradu.A03 13893 p3 (TTC)5 15 59243146 59243160 CCGCTCATCATAGCTTGACA CACTCCAACAAGCAAAGCAA 169

Ad03A13894 Aradu.A03 13894 p2 (AG)6 12 59251152 59251163 ATAGGTGAGGGGTTTTTGGG GGCAAGAACTTGGCGTTAAA 267

Ad03A13896 Aradu.A03 13896 p2 (AT)6 12 59264266 59264277 CAATTTCTGGGGCAATTTGT TTATGCCTCCACATCACCAA 144

Ad03A13897 Aradu.A03 13897 p2 (TA)7 14 59265223 59265236 CGACTGAAAATCGGAGCTTT GCCTTCGTGAATACGAATCAA 246

Ad03A13900 Aradu.A03 13900 p3 (TCT)5 15 59281604 59281618 ACCCCATTCACCATTCACAT TTAAAATTTGCTCGTCCTCG 277

Ad03A13903 Aradu.A03 13903 p2 (TC)6 12 59326514 59326525 TTGCCTTGGATCACGACTTT TGATGTGGTGGCAATACTTTG 249

Ad03A13905 Aradu.A03 13905 p2 (CT)9 18 59354623 59354640 CACGCGTAGGTCCCTAATGT AGGAGAGCAGGGGAAGAGAG 257

Ad03A13907 Aradu.A03 13907 p3 (TTC)5 15 59440953 59440967 AACCCCTTCCATTGGGTTAG TTCCTCTTCCAAGGCTCAGA 186

Ad03A13920 Aradu.A03 13920 c (A)11ttatcctaatttccaaaatc(T)1041 59563054 59563094 GTTTGGGCGTTTAACACCAG TAGAGGGAGAGGCAATTTCG 277

Ad03A13925 Aradu.A03 13925 p3 (AAT)6 18 59633204 59633221 GCAGGAACAAGGATAAAGGC AAACTTGGACGTTGGCTTTG 209

Ad03A13926 Aradu.A03 13926 p5 (GAGAA)8 40 59643835 59643874 TGCTTCCATAAACATTCGAAGA CCTACCAGGAGGGGAAAAAG 165

Ad03A13927 Aradu.A03 13927 p3 (TCT)6 18 59660562 59660579 AAACCCACACCTCTCTCCCT CTGGCCTTAGGTGCCATAAA 151

Ad03A13932 Aradu.A03 13932 p2 (TC)16 32 59721611 59721642 AGGATTTTGTTGCACACGGT GCGTCAGAATGAGAAGCACA 209

Ad03A13933 Aradu.A03 13933 p2 (CT)7 14 59726006 59726019 TCTACCGACCACCATCATCA TGGTGGTGGCATAGACAGAG 273

Ad03A13935 Aradu.A03 13935 p2 (AT)6 12 59759586 59759597 AGGATTTGAAGGAATGCGTG TGTCCTTAGTGCCAAACAAGC 262

Ad03A13940 Aradu.A03 13940 c (TG)27(AG)17 88 59832600 59832687 CCAGTGGAGGACAATGAGGT CCACACACTCGCCATAACAT 261

Ad03A13942 Aradu.A03 13942 c (T)10gccata(T)11 27 59841374 59841400 GCCTTGGATCCTTTTTACCC TGCTTTCTGAATGAATGCTTG 277

Ad03A13943 Aradu.A03 13943 p3 (AGA)6 18 59842891 59842908 CTTGGAGGTGGAAGCTTTTG AAATCTTTCCCACCCAAACC 235

Ad03A13945 Aradu.A03 13945 p5 (AAAGA)5 25 59875408 59875432 GAAAGGCGAGAGAAAAATGTG GCATCCTTCTCGTCATTGCT 168

Ad03A13946 Aradu.A03 13946 p2 (TC)6 12 59877085 59877096 AATGTGATGCTTGGGCTTTT AAGAGAGAACTCAACGGCGA 243

Ad03A13949 Aradu.A03 13949 p2 (TA)7 14 59886803 59886816 GGGCATTATTGTCAGCGTTT AAGCAGCACATGAAAAAGCA 229

Ad03A13952 Aradu.A03 13952 p3 (ACA)6 18 59889817 59889834 CCACCGCCATTTATGAGTCT CAGAGGTGGAGATGGTGGTT 228

Ad03A13955 Aradu.A03 13955 p3 (ATT)5 15 59908128 59908142 TGTTTTAGCTGCAGGGCTTT CCAATCAATGAAAGGTGGCT 275

Ad03A13956 Aradu.A03 13956 p3 (ATT)5 15 59908614 59908628 CAATCTTTTAGCTGCAGGGC CCAATCAATGAAAAGTGGCTT 278

Ad03A13959 Aradu.A03 13959 p5 (AATAA)5 25 59962456 59962480 AGAAAGGGAGATGACGTGGA CCTAACCAATTTCTCTCTCCTCA 182

Ad03A13960 Aradu.A03 13960 p3 (AAG)5 15 59974096 59974110 CTTCCCTTTCCCTTTTCTGG ATTTTCACACAACGCAACCA 218

Ad03A13961 Aradu.A03 13961 p2 (AT)11 22 59982831 59982852 GTACATGAACCCCACGGAAA TCTTGTGGTATTTTTGCCCC 161

Ad03A13962 Aradu.A03 13962 p4 (ACAA)5 20 59988777 59988796 GTTCCCTTCAAAGATCGTGC CAAAGGGCATTCTAACCCAG 221

Ad03A13963 Aradu.A03 13963 p3 (TCA)6 18 59992004 59992021 ATGCGAAGCATCTTCCATCT CCTGGAGAGGTAGCACCTTG 204
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Ad03A13964 Aradu.A03 13964 p3 (AAT)10 30 59993880 59993909 ATCGGTTGGGAATGAGTGAG TGGACCCACTCATAAAATCAAA 236

Ad03A13975 Aradu.A03 13975 c (T)11gaaattgaaattaaaaaatgagaatttgtaacatgttcatgtaagaaattatggatgaaaaatttg(A)1087 60057920 60058006 TGATGAGTTGAAAAGGATTTGA ATGTGGAGGGGAGGAAGTTT 268

Ad03A13977 Aradu.A03 13977 c (TA)10(TG)10 40 60107904 60107943 TTTGGTTCCAAGCACAATCA TTCAGATCTTCAACCTCCCG 271

Ad03A13979 Aradu.A03 13979 p2 (CT)6 12 60165501 60165512 CAACAGAGCTCCCTAACCCA AGATCCAGAGGCCCAAGACT 226

Ad03A13982 Aradu.A03 13982 p3 (TAT)5 15 60197896 60197910 AAGGGGAAGAAGCACCACTT ACCTGCATTCCACATGTACC 193

Ad03A13983 Aradu.A03 13983 c (TCT)6(CTT)5cgtcttcgtct(TCTTCC)5(TCT)8tcgtttttattttatttttatggtttctgaaa(TTC)5ttgctgcacgttcttcttcctcttac(TCT)5186 60198502 60198687 CGCGCATTAACTCATTTTGA CGTGCAGAAACGAAAGAAAA 272

Ad03A13984 Aradu.A03 13984 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 60199466 60199520 GAAGGAGAAAGAGAAGGCAAGA CCACATACTGTTACGGCACG 119

Ad03A13986 Aradu.A03 13986 p2 (CA)78 156 60214138 60214293 GCAATACCCAATTCATCAATCA TGATGATAAGCGTTGGTTCAA 265

Ad03A13987 Aradu.A03 13987 p3 (TTG)7 21 60219019 60219039 TTCTTTGGACAATTGGAGGC CCTTTGAAATGGGGAGGTTT 237

Ad03A13988 Aradu.A03 13988 p3 (AGA)7 21 60232810 60232830 TTTAGGCGTGAGCCTTAGGA GAAACCCTCACCTCTCTCCC 224

Ad03A13989 Aradu.A03 13989 p2 (TA)7 14 60237459 60237472 CACCATGCAAGAGTTTTTCG TTTGGACAACTGACGGTTCA 258

Ad03A13995 Aradu.A03 13995 p2 (TG)11 22 60347030 60347051 TGATGGGAGCTGATGAATGA GGGTCCTAACCAAACCACCT 120

Ad03A13996 Aradu.A03 13996 p2 (AT)6 12 60349159 60349170 AGGTGGTACGACTCTCAGGTG CCTAGTCGGCCTAAACTTCG 270

Ad03A13997 Aradu.A03 13997 p2 (AT)8 16 60364636 60364651 TTTCCCGTTGGTAAGGTGAG AAGACACCACCAAAAGCACC 131

Ad03A13998 Aradu.A03 13998 p2 (TG)13 26 60364899 60364924 ATACGTGAAAATCGGCCAAG CCCACTTCCATCAACCACAT 262

Ad03A14000 Aradu.A03 14000 p2 (AC)6 12 60370416 60370427 TCTTGTCTCAGCACCACCAG GCGACTCCTCCCTCTTCTCT 120

Ad03A14001 Aradu.A03 14001 p2 (TC)6 12 60375775 60375786 CCACCATTCTCCTGCTGAGT TTCAGATGAAACTGCAACGG 163

Ad03A14003 Aradu.A03 14003 p3 (TCT)6 18 60386233 60386250 AAACCCACACCTCTCTCCCT TTTTCTTGGCCACAACATCA 269

Ad03A14004 Aradu.A03 14004 p3 (AGA)6 18 60391146 60391163 TAAAATATTGCTCGCCCTCG CCACAGGATCACCTCAGGAT 266

Ad03A14005 Aradu.A03 14005 c (AT)6acaaaagctacgtttggtttttcttactttttattttcttaaaggttacggt(TAA)14106 60402859 60402964 TTCGATATAAAATTCTTTAGGGACC GCAGCGAGTCCTTCTTTTTG 271

Ad03A14006 Aradu.A03 14006 p2 (TA)7 14 60404058 60404071 CGAGCCTTTACAAATACGAAATG GGTGCGTAGCCGTGACTAAT 211

Ad03A14008 Aradu.A03 14008 p2 (AT)8 16 60406312 60406327 AGCTCATTCGGCCTTTCTTT TGGTTAGATATTGTAACACCCCAA 226

Ad03A14009 Aradu.A03 14009 p2 (AT)6 12 60441339 60441350 GGGGACAAAATTACCCCAAT ACCCAGCTTTAACCCAACCT 168

Ad03A14010 Aradu.A03 14010 p2 (AT)10 20 60441480 60441499 AGGTTGGGTTAAAGCTGGGT AGGTTGTAATGGAGCCAAGG 105

Ad03A14011 Aradu.A03 14011 p2 (AC)6 12 60446781 60446792 TCAATCCACATATGCATTCCTT TCGAGCCTTTAATCCCCTTT 159

Ad03A14014 Aradu.A03 14014 p3 (AAG)7 21 60474101 60474121 GGCAGAACATGAGCTGGACT CTCGAAAAACGGGGTTGTTA 263

Ad03A14016 Aradu.A03 14016 p2 (CT)10 20 60487032 60487051 GCGGGTCTCTCCTTTCTCTC ACGTCGAGATGAGGTCCAAC 204

Ad03A14024 Aradu.A03 14024 p5 (AAGAT)5 25 60575764 60575788 AGAGATAAAGGCGGTTCCGT GGTGGTGCTGATTCCTTTGT 240

Ad03A14025 Aradu.A03 14025 p5 (ATAAA)5 25 60605602 60605626 TGACCCCATAGTCCTTCTGG TTCGAAAATCCTCACCCAAA 186

Ad03A14027 Aradu.A03 14027 p5 (AATAA)5 25 60663861 60663885 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 238

Ad03A14028 Aradu.A03 14028 p3 (ACA)5 15 60668950 60668964 CCCATCACTGCCAAGAAGAT CATCCTCCCTCAAGTGGTGT 256

Ad03A14029 Aradu.A03 14029 p4 (TATT)5 20 60691755 60691774 TTTTCGAATTTTCCATCTCTTCTC ATCCAATCACAAGGGTGAGG 118

Ad03A14030 Aradu.A03 14030 p3 (TTC)6 18 60695030 60695047 CTCCCAAACCCACCCTAAAT TAAAATATTGCTCGCCCTCG 196

Ad03A14031 Aradu.A03 14031 p2 (TC)6 12 60743915 60743926 GGGAGAAGCATCTAACGGAA CATCGTGCTCTGGTGTTTGT 243
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Ad03A14034 Aradu.A03 14034 c (AT)8tatcgttttgttttttttatttttttattgttattgttattttat(TA)775 60758624 60758698 CCTCAAGCAAAGAAAAACCG CAACCCTCCCTTCCTACCAT 245

Ad03A14036 Aradu.A03 14036 p2 (AG)6 12 60796427 60796438 TCTGCACTTTACTTTCCCGC CCTTTAAGTGGAATCCAAATCC 277

Ad03A14040 Aradu.A03 14040 p3 (TTC)5 15 60842769 60842783 ACTTGAGAGTGGGTGGCAAT AAGGCCATGAGTTACCCACA 241

Ad03A14043 Aradu.A03 14043 c (A)12tctttttcaaaattttcttttctttttcgtttttccaaaaatattttcgaaaaaatttaataataattc(A)1091 60861168 60861258 GGGGATTGTTCGAGTATGGA AAACATGCAATTGACACCAAA 256

Ad03A14044 Aradu.A03 14044 p2 (TC)7 14 60862434 60862447 CCCTCTTCAATTTTTGAAAATACC AAGAAGGATGGGTTCGGATT 267

Ad03A14045 Aradu.A03 14045 c (AT)7g(TA)8 31 60882901 60882931 TGGAGCAAGGGAGATGATATG TTTTGTGTGTTTTTCTCTTTCATCA 280

Ad03A14047 Aradu.A03 14047 p2 (CT)6 12 60980759 60980770 CAGAATTGGCATGAAGAGCA TTGGGGAAGAGATGTTGAGG 159

Ad03A14048 Aradu.A03 14048 p2 (AG)7 14 60990326 60990339 TGAAAAGCTTGTGAAATTCTTGA AGAGTCAACGTTTGGTGCCT 228

Ad03A14049 Aradu.A03 14049 p2 (TA)6 12 60990658 60990669 AAATTTCCGAGTCATGCAAAA CAGAGCAAGGCACACCATTA 214

Ad03A14052 Aradu.A03 14052 c (A)10gagagagagaaaaatcg(A)10gagagagaaaacg(A)1060 61025261 61025320 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 241

Ad03A14054 Aradu.A03 14054 p2 (AT)15 30 61029760 61029789 CAATTTGAATTTGAATGCCC TGGATGATGTGATGATTGCAC 205

Ad03A14055 Aradu.A03 14055 c (T)11atttttagaatcacatcatatcatat(TA)649 61037811 61037859 TACTTGCGATCGAAAATGCG CCCTTTTTGGAGAAAGAAAGAA 199

Ad03A14056 Aradu.A03 14056 p3 (AGA)5 15 61069396 61069410 CCCCTTTCCTTTTCTTGAGG CTCCCATATAGCCGAAACCA 191

Ad03A14058 Aradu.A03 14058 p3 (AGA)6 18 61163880 61163897 CTAGAGGCTTCTTCGGCCTT CTCCCTCTTGGCCAAATACA 179

Ad03A14061 Aradu.A03 14061 p3 (GTA)5 15 61181913 61181927 GAGCAAGGGCGTGATCTAAG CATGCCTGATGATGATGAGAA 258

Ad03A14064 Aradu.A03 14064 p3 (AAT)19 57 61217493 61217549 TTGCCAAGACCTTTGTAGCC AACATTGGGGCAAATTGTGT 262

Ad03A14067 Aradu.A03 14067 p3 (AAG)30 90 61260008 61260097 CTAGAGGTTTCTCCGGCCTT GCCGAAACCAAACACTTCTC 235

Ad03A14073 Aradu.A03 14073 p3 (AGA)6 18 61312575 61312592 TCCTGATGGCTCTTGGAGAT TCCCACATAGCCGAACCTAC 254

Ad03A14074 Aradu.A03 14074 p3 (TCC)5 15 61314379 61314393 CAGAGCTCATGAATGGCAAA AGTGGGCCAGCTGAGTAAGA 278

Ad03A14075 Aradu.A03 14075 p3 (TTG)5 15 61324752 61324766 CGCATGTTTCATCCTCATTG TTCTGTTGCTTCTGCTTTTTCA 177

Ad03A14076 Aradu.A03 14076 c (ATG)5gtgaaaaagaagaagaagcaatagcagaagata(AGG)563 61325330 61325392 GAAGGAAAAGACGAATAAGAAGAAA AAAGAAATTCGGTGTTGGAGTT 269

Ad03A14077 Aradu.A03 14077 c (GGA)5gatggatgatggtgttggtaacagcgatgggggtggt(GAA)1391 61325889 61325979 GGATGAAAAGGAAGGAGGATG TTCTTCACATACAAGTCATTTTGACA 252

Ad03A14078 Aradu.A03 14078 p3 (AGA)5 15 61330223 61330237 TTCATAATCCACTTCGCCCT TTCGTTCTTCGCTCTTCTCC 191

Ad03A14080 Aradu.A03 14080 p2 (TC)6 12 61336324 61336335 CACATTTCTCCTGCCCTGTT ACAAGGTGATGCTTCAAGGG 171

Ad03A14084 Aradu.A03 14084 p2 (CG)6 12 61371198 61371209 CAGAATAAGCCATCAACGCA GGTTATCAATGGTGTTCGGG 209

Ad03A14086 Aradu.A03 14086 p4 (AACT)7 28 61409271 61409298 CATTTAGGCAATAAGGGGCA AAAAATAATGCCAAAAAGCG 166

Ad03A14088 Aradu.A03 14088 p3 (TTC)23 69 61415531 61415599 TCACACACCACAACCCTCTC GCTTTTGTCTTCCCTTTCCC 261

Ad03A14091 Aradu.A03 14091 p3 (TCT)5 15 61444960 61444974 AAATGGCCGAACATTCACTC TGCCATTGATGGTAGTGGAA 248

Ad03A14092 Aradu.A03 14092 p2 (AG)8 16 61449805 61449820 GGGAGGAGGGAAGAAGAAAA CTCGTGCCAGAAGCACAATA 272

Ad03A14094 Aradu.A03 14094 c (T)10cgaaa(T)10 25 61545044 61545068 GCCCAAAGCACTCTGTCTTC TTGAAGCAAGAAAAAGCAATG 242

Ad03A14097 Aradu.A03 14097 p3 (TGA)5 15 61585348 61585362 TGTTGTGAAGGATGGCAAAA CAGGTTGAACGACTTCAGCA 134

Ad03A14099 Aradu.A03 14099 p3 (CAT)5 15 61602527 61602541 GAGGCTTTGGCAGAAGTGAC AGAGGTGATGGAGCTCAGGA 249

Ad03A14100 Aradu.A03 14100 p3 (TCT)5 15 61621428 61621442 TCCATCATCTCTTTCCCACC TTAGAATGTTGCTCGCCCTC 127

Ad03A14106 Aradu.A03 14106 p3 (AAG)5 15 61678948 61678962 TCTCCCTCGAGCAAAAGAAG CCACAGGATCACCTCAGGAT 251
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Ad03A14107 Aradu.A03 14107 p3 (AGA)6 18 61706012 61706029 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 240

Ad03A14110 Aradu.A03 14110 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 61732639 61732693 TTTCTCCTCCTCATCTTCTGC TGGTTTGTTCTTCGTCGTTG 274

Ad03A14111 Aradu.A03 14111 p3 (TTC)7 21 61735927 61735947 AATGAGAAGCAGCGGAATGT CGACACCAAACCTTTGTCCT 205

Ad03A14112 Aradu.A03 14112 p2 (AT)6 12 61737639 61737650 GCCACTCTGATAGCTTGGGT TTTCCCTCGCCTTTACCTTT 221

Ad03A14116 Aradu.A03 14116 c (TG)6ttttga(GT)7 32 61786961 61786992 TTGTGTTCTGTGTGGGCATT AACCCACTCACCTTTACCACC 104

Ad03A14119 Aradu.A03 14119 p2 (AG)10 20 61802497 61802516 CAATTGGGCAACATCAATCA TGGGCTGTTTCTAACCCAGT 266

Ad03A14121 Aradu.A03 14121 p2 (GT)7 14 61821388 61821401 GCAGCTCTGGATAGTACGGC AACCCATTCACCTCTACCACC 172

Ad03A14124 Aradu.A03 14124 p2 (AT)6 12 61832790 61832801 TGTGCTAAGAGACTGCTTGCTT CCTCCCCTGTGAGACAAGTT 243

Ad03A14125 Aradu.A03 14125 p2 (TA)6 12 61833893 61833904 CAGCACAAATAGAAGCCATGAA TCCATTGCTCTTGCTTCCTT 272

Ad03A14127 Aradu.A03 14127 p2 (GC)6 12 61866483 61866494 CTGGATCAAGGGAATGGAGA AGTGGGCCACAGACAGAATC 264

Ad03A14128 Aradu.A03 14128 c (A)11gaaataaaagtt(A)10g(A)1044 61871263 61871306 AACTTTGGGACATTGGTTGG GGGCATTTTGTCCCCTTTAT 249

Ad03A14129 Aradu.A03 14129 p3 (ATC)6 18 61900539 61900556 GGACGATTGATCCCAACAGT TGTTCAGGCTGATTACACCG 258

Ad03A14133 Aradu.A03 14133 p3 (AGA)5 15 61937589 61937603 CTCGGAAGTGGAAGCTTTTG CCCCCTCCTCTCCTTCTCTA 197

Ad03A14134 Aradu.A03 14134 p3 (ATT)7 21 61940351 61940371 AAACTTGGACGTTGGCTTTG GCAGGAACAAGGATAAAGGC 212

Ad03A14135 Aradu.A03 14135 p3 (TCT)6 18 61945219 61945236 CACACTAAATGGCCGAACCT CGGTCTTAGGTGCCATTGAT 253

Ad03A14140 Aradu.A03 14140 c (CT)6cctatataaaccctccttcactccttccttttcacacaccctaaacaccatttctctcccctttggccgaacacaaagccattcccttcttcctcat(TTC)5124 62029077 62029200 AAAACCCCACCTACCTCACC GCAATGCTTTTACCACACCA 265

Ad03A14142 Aradu.A03 14142 p3 (TCT)6 18 62050911 62050928 TTGGCCGAACCTACACTTTC CTAGAGGATTCTCCGGCCTT 170

Ad03A14143 Aradu.A03 14143 p3 (TTG)6 18 62061054 62061071 AAGTTAAATCCGCGTTGAGG CCCAAAAATTCACCATCTCC 187

Ad03A14144 Aradu.A03 14144 p3 (TGA)6 18 62063369 62063386 AAGCATCAAGGTTTCCGATG ATCAAAACCCAAAACCTCCC 112

Ad03A14148 Aradu.A03 14148 p5 (AATAA)5 25 62093086 62093110 TTTGGACAACTGACGGTTCA AAAAGATGCAATTGACACCAAA 268

Ad03A14151 Aradu.A03 14151 p3 (AGA)6 18 62198459 62198476 CTAGAGGATTCTCCGGCCTT CCGAACATACACTCCCACCT 251

Ad03A14153 Aradu.A03 14153 p2 (GC)6 12 62220559 62220570 TCAGGCCTATACCAAGCCAC CCAGAGATTGCTTCAGGACC 255

Ad03A14158 Aradu.A03 14158 p2 (TG)6 12 62245173 62245184 GGAGTCGTCCTCTCCTTCCT CCTTCTTCTTCTCACCGTCG 248

Ad03A14161 Aradu.A03 14161 p3 (TCT)5 15 62297817 62297831 CCCATCACCTCTTCACCACT TTGCCTTCCCTTTCCTCTTT 244

Ad03A14162 Aradu.A03 14162 c (A)12gaggtggcgaaaaaaaa(AT)743 62298677 62298719 TGAAGCAAGAAAAAGCAGTCAA ATGCCACAAGCACATGGTTA 253

Ad03A14163 Aradu.A03 14163 p3 (AAC)6 18 62316819 62316836 CCCACTCAACAGGGCTAGAG GTGGTGTAGGTCTCCCCTCA 202

Ad03A14164 Aradu.A03 14164 p2 (CT)7 14 62331688 62331701 CCTCTTTCCACCACACCATT TCACGAAAAAGCACACCAAA 108

Ad03A14168 Aradu.A03 14168 c* (AT)7(T)10* 23 62393340 62393362 ATGACCCCAGAGTCCTTTTG TTGCGTATTTTTCTCTTTCATCA 274

Ad03A14169 Aradu.A03 14169 p2 (TA)8 16 62431921 62431936 CAAAACAAATTTCATGTGCAAAA TTTGGGTGACGTTTCAGACA 209

Ad03A14171 Aradu.A03 14171 p3 (TGA)6 18 62440010 62440027 ACGCATTCAGGGAATCAGTC CTCCGAATTCCTCTCTGGGT 186

Ad03A14172 Aradu.A03 14172 p4 (TTTC)5 20 62444392 62444411 TCTCAATGGACTCACCACCA ACCACAGGAGAGCAGAGAGC 203

Ad03A14181 Aradu.A03 14181 p3 (TTC)6 18 62555904 62555921 TACCCTCTCCCCTCTCCCTA CTAGAGGATTCTCCGGCCTT 244

Ad03A14184 Aradu.A03 14184 p3 (CTT)5 15 62601689 62601703 AATCCTTTTCCCAATCACCC TAAAATATTGCTCGCCCTCG 160

Ad03A14186 Aradu.A03 14186 p3 (AAT)5 15 62664344 62664358 CTCGCACAACTAACCAGCAA AAGGAGCACAGCACCTTCAT 253
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Ad03A14187 Aradu.A03 14187 p2 (CT)6 12 62688874 62688885 CCTAATTGGTGCAGGGATGT GGGGTGTATGGGGAAGAGTT 155

Ad03A14196 Aradu.A03 14196 p2 (AT)10 20 62766809 62766828 TGATGGCCTTAGATGCTTGA GGGCGTAGGTACGAACAGAA 271

Ad03A14198 Aradu.A03 14198 p2 (AT)8 16 62795935 62795950 GCCGTAAAACAGAGGTGGTG GCCAGTCTTAGTTTCGCAGG 239

Ad03A14201 Aradu.A03 14201 p3 (AAT)5 15 62813667 62813681 AGCCGTGCTCATTTCTGTCT TCGAGGACCTTATTTTCTCAGTT 280

Ad03A14203 Aradu.A03 14203 p2 (CA)12 24 62814790 62814813 CCAATTTCAAACACAAAACCC GGGTAGGGAATAGCGTTGGT 181

Ad03A14205 Aradu.A03 14205 p2 (TA)6 12 62822598 62822609 CAAGCCAAGCTTTTAAACCG AAAAACCTGACTAGATCTTTGACTACA 252

Ad03A14208 Aradu.A03 14208 p2 (GA)7 14 62831013 62831026 CTTCTTCTTGCTTACGCGCT CTACCCACCTCCAACAATCG 257

Ad03A14210 Aradu.A03 14210 p2 (AT)6 12 62871527 62871538 TAAACTGCAATACCGCTCCC ACCCCCTACATTTTTCCCCT 274

Ad03A14215 Aradu.A03 14215 p2 (TC)6 12 62901348 62901359 AACTTCAAGGGGGCTGAGAT GTCATCATGGATTGCTGCTG 248

Ad03A14216 Aradu.A03 14216 c (CTT)25cacaccaacaccaccaccact(ACC)7(TCC)7138 62902410 62902547 CCACATTTAAGCAATTTTAACATCC GGAGGAGAAGAAATCCCAATG 220

Ad03A14217 Aradu.A03 14217 p3 (CTT)5 15 62903418 62903432 TTGGACTCGTTGTCTTGCAC TTTTGGATCAGACAACGTCA 232

Ad03A14218 Aradu.A03 14218 p2 (TA)7 14 62908470 62908483 AAAGGCCCAAAAGACAGCTT ACCATGCTGAGAACCTCTGG 244

Ad03A14221 Aradu.A03 14221 p3 (ATA)19 57 62932297 62932353 AGCAGGGCTTCGTTTTTCTT AATTATGCCAACGGTGTTCC 248

Ad03A14222 Aradu.A03 14222 p2 (CA)8 16 62933097 62933112 CCATTTACCAAACCCTAACCC CTGGCATCTTTCTTTCTCGC 260

Ad03A14223 Aradu.A03 14223 p2 (GA)10 20 62937462 62937481 TCGAAGAGAAAAACGTGGCT GCCCTTGGCCCAATATAACT 271

Ad03A14226 Aradu.A03 14226 p2 (GA)9 18 62965307 62965324 GAGGGGGAGATAGGTTCGAC CCTAAATGGAGCAGGGATGA 242

Ad03A14227 Aradu.A03 14227 p2 (AG)7 14 62970032 62970045 CAGAGAATGGAGGGGTTCAA TCGAAAACTCCTCACCCTTTT 235

Ad03A14229 Aradu.A03 14229 p2 (CT)6 12 62975478 62975489 GGACCAGAAAGCGTTGAGAG AAAAACCTGGATCGAGAGTCA 213

Ad03A14234 Aradu.A03 14234 p3 (AAG)5 15 62999541 62999555 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 230

Ad03A14237 Aradu.A03 14237 p2 (CT)6 12 63058165 63058176 AACATGAATGTCATTAAGCCAAA GTTTTCGGCCCAGAAACATA 274

Ad03A14239 Aradu.A03 14239 p3 (AAT)5 15 63121865 63121879 GAGAAAGGGAGGTGATGTGAA TGGGTTGACTCGGTCAAAAT 280

Ad03A14240 Aradu.A03 14240 p3 (AAG)6 18 63132419 63132436 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 239

Ad03A14243 Aradu.A03 14243 p3 (AGA)6 18 63149235 63149252 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 185

Ad03A14244 Aradu.A03 14244 p3 (AGA)5 15 63155445 63155459 CAAAACGAACACAAAGTAAGCAA CAGACCATCTCGGTAGGCAT 243

Ad03A14245 Aradu.A03 14245 p4 (TAAA)6 24 63158781 63158804 AAACCAAACACAAGGGTAAGGA CAAAAATACCTCCCTCTTTTTCAA 241

Ad03A14248 Aradu.A03 14248 p3 (TCT)7 21 63252125 63252145 TTCACCTTGGCCGAAACTAC TGCCATTGATGGTAGTGGAA 156

Ad03A14249 Aradu.A03 14249 p2 (GT)7 14 63254831 63254844 AGGGGAATAAAATCACCCCA GGGCTAAGGTAAGGGTGAGG 250

Ad03A14250 Aradu.A03 14250 c (TC)6tt(TC)6 26 63258989 63259014 AATGCGTCATTTAGGCAAGG GCTCTGCATGGTAGGGTGTT 224

Ad03A14251 Aradu.A03 14251 p2 (AC)7 14 63281497 63281510 CTGCCATTCCCCTTTACCTT ATTGACGGCGATGACTATCC 244

Ad03A14255 Aradu.A03 14255 p2 (AC)7 14 63357899 63357912 CCGTCATTCCCCTTTACCTT TGCGAGACAGGACAGATCAC 156

Ad03A14256 Aradu.A03 14256 p3 (CTT)5 15 63365848 63365862 TGGGGAGTTTTTGACACACA ACTAGCAGAGCTCTTCCCCC 276

Ad03A14258 Aradu.A03 14258 p2 (GA)20 40 63417790 63417829 GAGTCGTCGAAATAGCCGAG ACATGCCTTCCCCACCTAAT 199

Ad03A14261 Aradu.A03 14261 p5 (AAGAT)5 25 63444555 63444579 AGAAAGCCCAAACAAAGGGT CCTGGGTGCTCCAGTGTATT 196

Ad03A14263 Aradu.A03 14263 p2 (AT)11 22 63454543 63454564 GGGTTGTAATGGGACTGAGG ATCAATGCACATGGGACAAA 156
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Ad03A14265 Aradu.A03 14265 c (CAC)6ttccactctac(AT)1151 63484746 63484796 TTTCAACCATCAATCTCTCTCTG AGCACTTTTCGTCATGCTTCT 261

Ad03A14266 Aradu.A03 14266 p2 (TC)6 12 63491931 63491942 TTCGTGGTTTTCCAATCCAT CAAAGCCATTGTTACAGCCA 274

Ad03A14267 Aradu.A03 14267 p3 (AAT)6 18 63492322 63492339 TGGCTTTGTGAACTTTTCCTT TCCTTAATTTTCTTTCTTTCTCTTTTC 278

Ad03A14269 Aradu.A03 14269 p3 (TTA)5 15 63494132 63494146 TATCATCACCATCGTCCGAA TTTCATCCTTTCACCACCAA 161

Ad03A14270 Aradu.A03 14270 p2 (AG)10 20 63495035 63495054 CAGATCAATGGCAACAGAGC TGATTGACGACGATCTCAGG 278

Ad03A14272 Aradu.A03 14272 p4 (TTTA)5 20 63504309 63504328 GCAAATGCAATAAAAGAAAATGG CCTGCTTTTCTCCTTCCTCC 224

Ad03A14275 Aradu.A03 14275 p2 (TA)8 16 63542945 63542960 ATGGGAAACTTGGGACATTG ACTTTGGGGCATTTTTGTCC 233

Ad03A14278 Aradu.A03 14278 p2 (AT)6 12 63556755 63556766 GGTGTTCCTTGGTGTTTTCC CTACTGACTCCGATGGAGGG 261

Ad03A14279 Aradu.A03 14279 p2 (TC)6 12 63567309 63567320 TTTCGGAAATATCTCATCCCTC ATAGGGGCAGTGATTGGAGA 215

Ad03A14280 Aradu.A03 14280 p3 (AGG)5 15 63568916 63568930 CCAAAGAGAGAGTGCAAGGC CAGAGCTCATGAATGGCAGA 205

Ad03A14281 Aradu.A03 14281 p2 (TC)12 24 63584978 63585001 CCATCCCCTTCCTCTACCAT TCACGAAAAGCACACCAAAC 119

Ad03A14285 Aradu.A03 14285 p2 (CA)23 46 63655804 63655849 TGGTGTGTGAACACCGAACT CATTTTCACCATCTGCACAAA 230

Ad03A14286 Aradu.A03 14286 p3 (AGA)6 18 63685617 63685634 CCTTAGGTGCCATGAGTGGT TACACCTCTCCCCCTCTCCT 146

Ad03A14287 Aradu.A03 14287 p3 (TCC)5 15 63687351 63687365 CAGAGCTCATGAATGGCAGA CCAAAGAGAGAGTGCAAGGC 205

Ad03A14293 Aradu.A03 14293 p3 (AGA)7 21 63730770 63730790 TTAGAATGTTGCCTGCCCTC GAACCAGAAACCCTTCTCCC 181

Ad03A14296 Aradu.A03 14296 c (AATA)6aaatact(A)10caaaaaataagcgcgctgtgcgcgcgcgcggattgtccctgctgcatccacgcgtaagcgcgctgt(GC)6ggatttgcaccctgcttttcacgcataagcgcgctgt(GC)6168 63745761 63745928 TTTTTCTCTTCTTCCTCTCTTAGAAAT GTGGATGAGGCAGGGAGAAT 279

Ad03A14298 Aradu.A03 14298 c (A)10tagaaaacaaaacaaaag(A)1038 63801137 63801174 GAGGTGATGGATTCATAGGACA GGGAGCATCCACTTCTCAAA 224

Ad03A14306 Aradu.A03 14306 p2 (TC)17 34 63917307 63917340 CAGGCATCTCTTCCTCCATC CCGAAGGGAAATTTGTTGAG 276

Ad03A14307 Aradu.A03 14307 p2 (CG)6 12 63949056 63949067 GTGCCTCTTTTTGTTTTGGC ACAGAGAGTTGAGCCCCCTC 280

Ad03A14308 Aradu.A03 14308 p3 (GTT)5 15 63953959 63953973 GAGCTTGTGATTGGTTGGGT AATTGGAGGGACAATCACCA 223

Ad03A14309 Aradu.A03 14309 p3 (TAA)10 30 63961007 63961036 GAACGTTTTTGTATTTTCAATTTGT TTGTATCTTCAAACAAAATATGGCA 254

Ad03A14311 Aradu.A03 14311 p3 (TCT)10 30 63979434 63979463 ACACACTACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 237

Ad03A14312 Aradu.A03 14312 p3 (TCT)7 21 64017044 64017064 TACCCTCTCCCCTCTCCCTA CTAGAGGATTCTCCGGCCTT 250

Ad03A14315 Aradu.A03 14315 p2 (CA)6 12 64093648 64093659 GTGTTCACACACCAAGCCAA TCCTTGGCGTTATCCTCCTA 188

Ad03A14316 Aradu.A03 14316 c (T)10gccttggatcacaactttatttctttcttttttctctctttttttttctttttctccctttttttcgttta(T)1091 64129965 64130055 TCAGCTTTGCTAGAGTCCCC TTGTTGTTCATGAATGTTGGC 255

Ad03A14323 Aradu.A03 14323 p3 (ATT)5 15 64194837 64194851 TTGGATGTTGGCTTTGTGAA GGAAAAGGGCACTCTTGTTG 192

Ad03A14329 Aradu.A03 14329 p3 (TTG)5 15 64375357 64375371 ACCCCCACATCTAGTGCAAG TTATTCCCACTGAACCGAGG 186

Ad03A14331 Aradu.A03 14331 p3 (GAA)6 18 64418218 64418235 GAGGATTATCCGGGCTTAGG TTCTACACCTTGGCCGAAAC 219

Ad03A14334 Aradu.A03 14334 p2 (GA)6 12 64438505 64438516 TTGGGAGGGAAAAGTGTTTG CCCCACAGGATCTCCACTTA 274

Ad03A14342 Aradu.A03 14342 p2 (TA)6 12 64566583 64566594 AGTGGGGAATTTTGGGTAGC GGGCCAAGGTAAAGGTAAGG 136

Ad03A14344 Aradu.A03 14344 c (CA)12(CT)17 58 64598710 64598767 TGTATGGCGAAGTGAGCTAAAA GGCAAAATAACCCCAATGTG 252

Ad03A14347 Aradu.A03 14347 p3 (AGA)6 18 64638477 64638494 AGGATGCTCTGGCCTTAGGT TAACCCATCTTCTCCCCCTT 184

Ad03A14348 Aradu.A03 14348 p3 (AAG)6 18 64645138 64645155 AATTGGCAAATCACTCCTCG TCTTCTTCTTCCTCCATTCTCC 209

Ad03A14351 Aradu.A03 14351 c (T)10gtttaaaatatc(T)1234 64671429 64671462 TCATCCTCTTTGAGGACAAGA AGATGGGAGGAGACAGAGCC 216
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Ad03A14353 Aradu.A03 14353 p2 (AT)7 14 64674458 64674471 TGGGGTAGACCATACCCACT CATGCAAAGGCTGTGACCTA 155

Ad03A14357 Aradu.A03 14357 c (A)11gggcaacggcgcgctagcacgctgt(GC)648 64685219 64685266 ATAGGGAGCTTTTGGGCATT GCTTACGCATGGATGAGGTT 177

Ad03A14358 Aradu.A03 14358 p2 (GC)6 12 64685420 64685431 ATAGGGAGCTTTTGGGCATT GAGGAAGGAGAAAAGCAGGG 274

Ad03A14360 Aradu.A03 14360 p2 (GA)9 18 64699083 64699100 CGGCAGAAATTCAAAATGGT TCGTCCACTCCCTCTCTCTC 250

Ad03A14361 Aradu.A03 14361 p3 (ATT)19 57 64700161 64700217 TTCTCTGTTTTCCCCTTACAAGA ATCCCCATGGCTATGTTTGA 220

Ad03A14364 Aradu.A03 14364 p2 (TG)7 14 64703119 64703132 CTCCCTCTTTCGGTCTAGCA TGACCCCCTCCCTTTAACTT 266

Ad03A14365 Aradu.A03 14365 p2 (AT)8 16 64703646 64703661 TCAAGGGTAACGGAACAAACTT TAGAGGTCGCCTTGGAGAAA 229

Ad03A14366 Aradu.A03 14366 c (GA)7a(AG)24 63 64706460 64706522 GTGGTGGTCCTTGGAGAAGA CCCCCTTTAGTGAACCCTGT 276

Ad03A14367 Aradu.A03 14367 p2 (TA)6 12 64723534 64723545 TGGTTTATCAACCTCCCCAC TCCATGTTCCCCACTTTCAT 270

Ad03A14369 Aradu.A03 14369 p2 (GA)7 14 64759637 64759650 GGGATTCGACCTCACTCAAT CTAAAGCACAATCACGCGAA 279

Ad03A14370 Aradu.A03 14370 p2 (GT)6 12 64795552 64795563 AACCAATATGGCCAACCCTT AATGCTTCTCACAAATCCCC 193

Ad03A14371 Aradu.A03 14371 p3 (TTC)5 15 64802543 64802557 TGTTCCCTTCCACATTCCTC GAAAAGTGCAACACCAATGAAA 254

Ad03A14372 Aradu.A03 14372 p3 (AAT)12 36 64807689 64807724 TTTGAGGGTTTTTGGTACAGA CCAGCTGCCTTGTGCTCTA 187

Ad03A14373 Aradu.A03 14373 p4 (AATA)5 20 64808593 64808612 CGAATAGTGGCAGTTCCCAT TGACTCAATTTTCTAATGGCACA 258

Ad03A14374 Aradu.A03 14374 p2 (AT)6 12 64812718 64812729 TTGTGAGCCAAACAACTCTATTG GGTTGAGATTTTATCCAATGGC 214

Ad03A14375 Aradu.A03 14375 p2 (TA)7 14 64813922 64813935 TAGGGCAGAAAAGGAGAACG TCCAGTATTTTCTTTTATTTTCAATG 149

Ad03A14378 Aradu.A03 14378 p2 (CA)6 12 64823943 64823954 ACTTTCCCTCTCTTCCTCGC CTGGAGGTTGGGCAGAATAA 229

Ad03A14380 Aradu.A03 14380 c (A)11gaggataagataagtttttg(A)1041 64865020 64865060 CATCCTTGGTGCATGTTGTC TTCAAAATCTTATCTTATCCTTTTTCA 254

Ad03A14383 Aradu.A03 14383 p2 (GT)6 12 64912325 64912336 AGCTCTGCAGCATCTCAATG GTCACGGATCATCACCTCCT 119

Ad03A14389 Aradu.A03 14389 p2 (GT)6 12 64928187 64928198 AGCTCTGCAGCATCTCAATG GTCACGGATCATCACCTCCT 119

Ad03A14392 Aradu.A03 14392 p3 (ATG)5 15 64983032 64983046 CGAGTTATTGCTCCTGAGGC AAGCATCCTTGGCTGAAGAA 262

Ad03A14397 Aradu.A03 14397 p2 (TA)6 12 65032285 65032296 CTCAAGAACGGACCCACATT TCGGAATAAACATAATATAACAAATGC 111

Ad03A14399 Aradu.A03 14399 p4 (ATTT)5 20 65037382 65037401 AAAGATGGTCTGCGAGTGCT GAATTCATCCATTAGTTCCTAGAATTT 207

Ad03A14403 Aradu.A03 14403 p2 (TA)6 12 65047689 65047700 TGCATGGTGCTGCTACTAGG ATTGATAACCTTCACGGCCA 210

Ad03A14404 Aradu.A03 14404 p2 (GT)10 20 65049033 65049052 TGCTTCATTTGTTAGGGTGG CCATACCGATGATGTGAGCA 247

Ad03A14405 Aradu.A03 14405 c (A)10tattcttcctaactaattttaaactattttttttcgaaaattttatat(A)1068 65059928 65059995 TTTTGCATATTTTTCTCTTTCATCA CCAAAGTCCTCCTGGACTGA 275

Ad03A14407 Aradu.A03 14407 p2 (AT)8 16 65074276 65074291 CCTAAGCCTTACCTCTAGCCG GGGCTGCGGCTAATACTCTAT 149

Ad03A14408 Aradu.A03 14408 p4 (CTTT)5 20 65088311 65088330 CGCCTGTCCATTTCTTCTTC AAAAACGCATGCACACAAAA 199

Ad03A14411 Aradu.A03 14411 c (GA)10tcgggc(AG)638 65093266 65093303 AGAGAAAAAGCCGAGGAAGG ATCTGGCAATGGAGAGGATG 257

Ad03A14413 Aradu.A03 14413 c (A)10taataaaggaga(AT)838 65112438 65112475 TTTGGGTATGGGAAACTTGG CACATTCCATATGCTTTTCCC 252

Ad03A14417 Aradu.A03 14417 p4 (ATAA)5 20 65153461 65153480 TGGTGTTCACCAAACCTTGA TTTCCTCCAACCATTGCTTC 197

Ad03A14418 Aradu.A03 14418 c (TA)6tgtataa(T)10 29 65214873 65214901 CCGGATACATACATGCCACA TGGCTCTTGAAAGAATGATGG 279

Ad03A14420 Aradu.A03 14420 p3 (TTC)7 21 65262112 65262132 TACTCTCCCGGAAGGCTCAT GCTCCTCCCCCTAATGAAAG 186

Ad03A14422 Aradu.A03 14422 p3 (TGG)6 18 65303579 65303596 CCTTCACTTGGCTCCATTGT GAAGAGGCAGATGAGCAACC 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A14425 Aradu.A03 14425 p3 (ATA)5 15 65364114 65364128 AGTGTGGGGAAAATGTGGAA TTGGGATAATTTTGTCCCCTT 221

Ad03A14426 Aradu.A03 14426 p2 (TA)7 14 65379279 65379292 CCAGTGAGGGTTCAATTGCT TCATTCTCCCCACACTTAAACA 234

Ad03A14427 Aradu.A03 14427 p2 (TC)6 12 65399209 65399220 CGCGTCAGTTCTCAAATTCA GGTTGTGGCAGTGAGAGGAT 275

Ad03A14428 Aradu.A03 14428 p3 (CTT)5 15 65425128 65425142 TTCATGGTGGTTGTGTGCTT ACCCTTCTTCCCAAAGGTGT 220

Ad03A14429 Aradu.A03 14429 c (AT)6aatattcattggatgaagaataatagatctcatttattaaat(TA)870 65447733 65447802 GAAATGAATAATTACGATAGGGATTG TTCTTAGAGTGAGTCAGTTCAATGG 218

Ad03A14430 Aradu.A03 14430 p3 (ATA)5 15 65448054 65448068 ATAATGCTGAGGTGGCAAGG ATTTTGCGATTTGTTCCACC 121

Ad03A14431 Aradu.A03 14431 p2 (TA)6 12 65448284 65448295 CTCAACTTGCAAAGCCAAGG TGTTTTTCAGATGCAGGTCG 255

Ad03A14433 Aradu.A03 14433 c (TA)6tg(TA)8 30 65455024 65455053 AACAAGCTCCTGACTCAGCC CTCCTTGGTAGGCATCTGGA 247

Ad03A14434 Aradu.A03 14434 p3 (ATC)6 18 65456949 65456966 CAAGCCATAACCAGCAAGTTC TGTTGGATGGATTTATGGTTGA 195

Ad03A14437 Aradu.A03 14437 c (CT)9ttctctccctcccccttcctctt(TC)959 65465763 65465821 CGGTTAACCAAAACCAAAACC ATGAGGAGAGAGAGAAGGGG 140

Ad03A14439 Aradu.A03 14439 p2 (CT)9 18 65466314 65466331 TCTCTCCCCTTCCCTCTTTC GAAAGGAGAAAAATATGGGGG 250

Ad03A14440 Aradu.A03 14440 c (AG)6aaggggagagagaaagagggaaggggggagagagagaagaatagagagaaagaaaggagagggggagaaagagggaaag(GA)6103 65466847 65466949 GAAAGAGGAAGAGAAAGAGGATAAA CTCTCCCCCTCCTTTCTATCTA 210

Ad03A14441 Aradu.A03 14441 c* (A)11(AG)6* 22 65480114 65480135 CCATGGGGAGTCAATAAGGA CCTAGGAGAGGCCCAACTCT 189

Ad03A14442 Aradu.A03 14442 c (A)10gagagaaataaaagtgaaaatgagaaaaacaaaag(A)1055 65481964 65482018 GGGAACATTGGATGGGATAA TGGGGTAATTTGTCCCCTTT 267

Ad03A14445 Aradu.A03 14445 p2 (TG)26 52 65500493 65500544 GGCAAGATCAACAAAGCTCA AGAATTAACCAAATTGCATGTGT 280

Ad03A14452 Aradu.A03 14452 p2 (CT)6 12 65533194 65533205 GTCCACCAGATGACGGACTT AGCGACGTAGTGACGGACTT 279

Ad03A14454 Aradu.A03 14454 p3 (TAT)6 18 65536317 65536334 GTACCTGTCGCGGTTCAAAT CATGTTTCAAATTCTCGCCA 112

Ad03A14459 Aradu.A03 14459 c (A)13ttaatagagatgggttgtggttatttttaatttttatagtcgtcgttattgttacacggttacactattagtgcattattgttaatttattattg(TTA)6126 65557189 65557314 CAGTACCACGGCGGATTAGT ATAAAAAGAGCAACCGCGAC 214

Ad03A14460 Aradu.A03 14460 c (CT)8ttctctctctt(TC)639 65559318 65559356 TGCCGAGTCCCTCTTCTCTA AAATTGTAACGGCAACGTCC 161

Ad03A14463 Aradu.A03 14463 c (T)10cgcacataa(TC)1651 65572732 65572782 TGGTTTAAAGGGCTATTGGC TGATGTGGTGGCAATACTTTG 280

Ad03A14468 Aradu.A03 14468 c (A)11gaaaaagt(ATAA)539 65636612 65636650 GGAAATTCCGTTTTCCACAA AACTTCTCATGCCAAGCCAC 247

Ad03A14470 Aradu.A03 14470 p3 (TCT)5 15 65644860 65644874 TTTTTCTTTGCGTGCATCTG GGAGACAGGGGAAAAAGGAG 277

Ad03A14471 Aradu.A03 14471 p2 (CT)6 12 65645116 65645127 CCACCAGTAGTGGCAGACCT TTCCACGAATCTCCAATGGT 258

Ad03A14472 Aradu.A03 14472 p2 (TA)6 12 65646643 65646654 GCATCATCTAAGTGTGGGGG CAACATCCACTCACAATCCA 267

Ad03A14473 Aradu.A03 14473 p5 (AATAA)5 25 65668339 65668363 GGGTTAGCATATGACCCCAA AACCGCTTTCTCTCTCCTCA 268

Ad03A14474 Aradu.A03 14474 p2 (TA)6 12 65677370 65677381 CACGAAGTGTTCACACACGA CTGCGGCTAGTTCCTTTTTG 151

Ad03A14475 Aradu.A03 14475 c (A)10ttttcg(A)11 27 65699184 65699210 TGTGGTTCATGAATATTGGCTC TGTTTCCAAAAGTGAAGCCC 250

Ad03A14476 Aradu.A03 14476 p2 (GC)6 12 65713822 65713833 ATGCGGTTCTAGTTGGGTTG CCACATGGCTCCTAAAATCG 174

Ad03A14480 Aradu.A03 14480 p2 (AT)6 12 65787323 65787334 GTTTGGGAGAGTTGGGAACA TAAACTTCACTTCGGGGCAT 270

Ad03A14481 Aradu.A03 14481 p2 (TC)6 12 65797104 65797115 TCGAAAATTCCTCACCCTTTT AGAGGAGAAGAGAGGGTTTGAA 216

Ad03A14482 Aradu.A03 14482 p2 (GC)6 12 65804723 65804734 TTTTGCCATATGTTGCTTCG ACAAGGCTCCTAAAACCGCT 116

Ad03A14483 Aradu.A03 14483 p2 (TA)9 18 65806704 65806721 ACCTTGCAAAAGCTCCAAGA TACATGGTGACAGAGCGGAG 271

Ad03A14484 Aradu.A03 14484 p2 (CA)6 12 65807482 65807493 TTCTTAGTAGGGTCGGGGTG AGCTTATGGCCTGCATAGGA 257

Ad03A14485 Aradu.A03 14485 p2 (TC)6 12 65809422 65809433 GGGGCTACCATTTTCTCCAT TCATTGTGCCCAAACCATTA 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A14486 Aradu.A03 14486 p3 (AGA)5 15 65812797 65812811 TGAGAGAGGAGAAGAGTCCGA TCTCTCCTTTTTCAAAACTTCCT 245

Ad03A14490 Aradu.A03 14490 p2 (TA)9 18 65821664 65821681 CATGATGGGCAATCACTCAC CGACACCTGGATATTCCCTC 220

Ad03A14494 Aradu.A03 14494 p3 (CAA)5 15 65839960 65839974 TCAAAACACAGTAGTGAAAGCAAA TGGCCTATTTTCACCCCTAA 253

Ad03A14496 Aradu.A03 14496 p2 (TC)6 12 65846250 65846261 CCTGTGGTGGCAGATCTTGT ATCCTCGTTGCAGAACCATC 263

Ad03A14497 Aradu.A03 14497 c (T)10cacgcacatgcatatgacgcgtatgcgtcagcgacgcttgcgcgtcgtgtgctcatc(T)1178 65871216 65871293 CAGCATGCTTCCAGTGCTAC GAAGTGCTTGTCGGGAGGTA 264

Ad03A14498 Aradu.A03 14498 p3 (CTA)5 15 65877554 65877568 TCTCAAGCCCTTCCTTGATT AAGGAGGCTGGCTCCATTAG 251

Ad03A14501 Aradu.A03 14501 p2 (CA)6 12 65931056 65931067 TGAATACCCTCACTTTCGCC ACCCCCTCTCACTCTCCATT 260

Ad03A14502 Aradu.A03 14502 c (AC)6(TC)7 26 65951924 65951949 GCTAAGTTTGGTGTTGGGGA TGGTTTTGGTTGAATGCTGA 227

Ad03A14503 Aradu.A03 14503 p3 (AGA)5 15 65968542 65968556 AGAAGGGAGACTGGATCGGT ACGTGTCTCTTTGGGGTACG 114

Ad03A14505 Aradu.A03 14505 p2 (TA)8 16 66015174 66015189 TGGGTATGGAAAACTTGGGA ACTTTGGGGCATTTTTGTCC 238

Ad03A14507 Aradu.A03 14507 p2 (GC)6 12 66031703 66031714 CCCCTCTGCTTGGACTTCTA AGTGGTTTTCCACAAGGACG 216

Ad03A14510 Aradu.A03 14510 p5 (TTTAT)7 35 66046103 66046137 CCTAACCAATTTCTCTCTCCTCTTTT ATGATGGAGCAAGGGAGATG 218

Ad03A14515 Aradu.A03 14515 p2 (CT)6 12 66092329 66092340 TTCCCTTTCTCACTGCTGCT GGGAGTGAAACAATGGCACT 245

Ad03A14517 Aradu.A03 14517 p2 (TA)6 12 66109606 66109617 GCGGATTTTGTGGTTTTCAG CGAAGATAACCGGTACGAGC 280

Ad03A14519 Aradu.A03 14519 p2 (AC)9 18 66201468 66201485 CAAACGGGCTAAAAACGCTA CGCGAAGAGAAGAGAGGTGT 167

Ad03A14520 Aradu.A03 14520 p3 (TGT)5 15 66202119 66202133 GGTCAAGGTATGGTTTCGGT TCAACCCAACCATGATTCAA 226

Ad03A14526 Aradu.A03 14526 p2 (AT)6 12 66254294 66254305 TTTTGTGTGTTTTTCTCTTTCATCA AGACATCCTGATCCACTTCCTT 266

Ad03A14529 Aradu.A03 14529 c* (CAC)11(CACAAA)5*60 66307019 66307078 TGGACCAAATTACCCTCATCA ATTGATGCTGCTGCTGTGAC 258

Ad03A14531 Aradu.A03 14531 p3 (CAA)6 18 66307576 66307593 GAGGGAGGATGTGGATGAAA TGAAGTCTGTCCCCAACACA 239

Ad03A14532 Aradu.A03 14532 p2 (GA)13 26 66309682 66309707 AAAATTCATCAACAACAACACCA AATAGCGATTCAAACTGCCG 147

Ad03A14533 Aradu.A03 14533 c (T)11ggattacaactttatttctttctttttctcctatttcttctctc(T)1166 66325483 66325548 CCCCAATTAGAGGTGTCCAG TTGTTTTCCGGGAATGAATG 280

Ad03A14537 Aradu.A03 14537 p2 (TC)6 12 66384491 66384502 TCGAAAATCTCTCACCCCAC CGGAAAAGCACACCAAACTT 145

Ad03A14538 Aradu.A03 14538 p3 (TCT)6 18 66397230 66397247 CCGAACCTACCTCTCTCCCT ACTCGGAGGTGGAAGCTTTT 204

Ad03A14539 Aradu.A03 14539 p3 (AGA)6 18 66405847 66405864 CTCGGAAGTGGAAGCTTTTG GCCGAAACATAACCCCTTCT 235

Ad03A14540 Aradu.A03 14540 p3 (AAT)6 18 66417909 66417926 AGTTTTATCTTGGCGAGCCG TGCAAAGTTAGCGGTTCAAA 176

Ad03A14541 Aradu.A03 14541 p2 (AG)6 12 66418764 66418775 CGAAGCCTTTAAAGAACCAAA CGTAAAAGCTCGAAGATGCC 248

Ad03A14544 Aradu.A03 14544 p2 (GT)6 12 66426188 66426199 ACTTGGCGCAACTCTCTGTT AGTTGGGCTGGAATTGTACG 179

Ad03A14546 Aradu.A03 14546 p3 (TCT)11 33 66454923 66454955 AAATGGCCGAACATTCACTC TGCCATTGATGGTAGTGGAA 251

Ad03A14549 Aradu.A03 14549 p2 (GA)6 12 66479038 66479049 AAGGAAGGAGGGAAGAAGAAAA GCCAGAAGCATAACATGGGT 280

Ad03A14552 Aradu.A03 14552 p3 (AGA)5 15 66522597 66522611 GCCGTGAGGAACTTCTCTTG CTCCCATATAGCCGAAACCA 213

Ad03A14553 Aradu.A03 14553 p3 (TTA)5 15 66540992 66541006 TCCACTTGACCTTCCCTTGT TGTGTTTTGGGGTTTTGGAT 191

Ad03A14555 Aradu.A03 14555 p3 (AGA)5 15 66558255 66558269 CTAGAGGATTCTCCGGCCTT ACTATACCTTGGCCGAACCC 175

Ad03A14558 Aradu.A03 14558 p3 (ATT)5 15 66585442 66585456 TCTTCTTCATTAATAGATCTGTGTGG TGGCACATCATCAATTTCAGA 230

Ad03A14567 Aradu.A03 14567 p4 (CATC)7 28 66639462 66639489 GCGGAATCGACCTCTACTCA TTAGAATGTTGCTCGCCCTC 261
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Ad03A14569 Aradu.A03 14569 p3 (AGA)5 15 66661782 66661796 TTAGGTGCCATTGATGGTGA ATCCAATTTCCCACCCTTTC 269

Ad03A14570 Aradu.A03 14570 p2 (AG)6 12 66672506 66672517 CGGAAAAGCACACCAAACTT CTCTCTTCCCACCACACCAT 104

Ad03A14574 Aradu.A03 14574 p4 (TAAA)5 20 66686663 66686682 TGCCTTTTTCCTTGTTCCTG TTGAATTCTCTCCCTCTTCTCTTC 221

Ad03A14576 Aradu.A03 14576 p2 (AG)6 12 66692966 66692977 TTGGCTGTTTGCCCTTATTT GGGCTAGGAGTCCTTCTTGG 228

Ad03A14577 Aradu.A03 14577 p3 (AAG)5 15 66720286 66720300 CCTCCTCATCTTCTGCTGCT TGTTTTCGCTAATGCTGCTT 275

Ad03A14578 Aradu.A03 14578 p3 (TCT)12 36 66720925 66720960 GTTGCAACAAATTTTGGGGT TGAGAAGGTGAAACAAGAAATGA 192

Ad03A14579 Aradu.A03 14579 p3 (GAG)5 15 66721501 66721515 GAACGCGAAGAAAAATGAGG TGTTATGCTCTTGGGCCTTT 237

Ad03A14580 Aradu.A03 14580 p3 (CTC)7 21 66752201 66752221 ATCTACACCGTCCTTGGTGC AGAGGCAACAACCAGTTTGG 162

Ad03A14585 Aradu.A03 14585 p3 (AGA)6 18 66806394 66806411 TTAGAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 203

Ad03A14586 Aradu.A03 14586 c (A)11gaaaagagttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcccattttcatttagtttttgtagcatgttttca(T)10118 66823357 66823474 ATACCCATCGACGCGTAAAC GCACCAAAATAATGCAAGGAA 240

Ad03A14591 Aradu.A03 14591 c (GC)6acagcgtgcttacgcgcacatggccg(T)1250 66847444 66847493 GATGAGGTAGGGACGATCCA ATAGGGAGCTCTTGGGCATT 223

Ad03A14594 Aradu.A03 14594 p2 (AG)6 12 66938834 66938845 GGTTTTTGGGAATTAGGGGA AATAATGGCACACAGAGGGC 231

Ad03A14599 Aradu.A03 14599 p2 (CT)7 14 66991917 66991930 GTTGCACTGTAAGGGCGTTT AGGTAAGTGGGGTTTTTGGG 221

Ad03A14601 Aradu.A03 14601 p3 (CTT)5 15 67036730 67036744 GCTTCTTTTGCCCTCCTTTC GCAGAAGCAACACCTGATGA 234

Ad03A14604 Aradu.A03 14604 p5 (AAAAG)6 30 67097412 67097441 GGATTTGTGGGAAACATTGC TTCACATTCACTCATGCATCTTC 256

Ad03A14608 Aradu.A03 14608 p3 (ATT)5 15 67137601 67137615 TTCCTTAGGCGGTTAGTTGC AGGAAGTGTTTGGGGGAATC 245

Ad03A14611 Aradu.A03 14611 p2 (CT)6 12 67171417 67171428 GGAACATTAAACCTGGAAATTGA CGAAAATCAGCGTGACAGAA 261

Ad03A14612 Aradu.A03 14612 p3 (AGA)5 15 67184112 67184126 ACCACTGAGCTATGACGGCT CCCCTCACTCACCTCCATTA 266

Ad03A14613 Aradu.A03 14613 p3 (ATT)6 18 67186748 67186765 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad03A14615 Aradu.A03 14615 p2 (CT)7 14 67197457 67197470 AACCTGAAAATTGAGAACAAATCC GACGCATCGTAGTGACGAAA 267

Ad03A14616 Aradu.A03 14616 p2 (AT)11 22 67203542 67203563 CATTGACCGGTCCAGTTCTT CCCTTTAGTCTATTTTCATGGCA 198

Ad03A14622 Aradu.A03 14622 p3 (AGA)6 18 67256555 67256572 ACTCGGAGGTGGAAGCTTTT ACATCTCTCCCTCTCCACCA 195

Ad03A14625 Aradu.A03 14625 p4 (AAAT)5 20 67269209 67269228 AAACCTTTGGACCCGATCTT CGAAGTGCACTATCAAGGCA 179

Ad03A14629 Aradu.A03 14629 p2 (GC)6 12 67346628 67346639 ACAAGGCTCCTAAAACCGCT TGGAAAGCTAACATCTGGGG 152

Ad03A14630 Aradu.A03 14630 p3 (AGA)5 15 67356379 67356393 CCCTTTCCCTTTTCTTGAGG CTCCCATATAGCCGAAACCA 190

Ad03A14631 Aradu.A03 14631 p3 (ATT)6 18 67359776 67359793 AAACTTGGACGTTGGCTTTG CAAGAGAAGGAGATGGCAGC 131

Ad03A14636 Aradu.A03 14636 p3 (TTC)9 27 67415188 67415214 TTTTGGTACTTCGGAGAGGG TATGGCAAGTGGGTGATTGA 272

Ad03A14639 Aradu.A03 14639 p3 (TCT)7 21 67489333 67489353 CTCTCTTCTTCCCCTTGGCT CCGACCTTAGGTGCCATAAA 176

Ad03A14641 Aradu.A03 14641 c (A)12gagtttttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcctattttcctttagtttttgtagtatgttttcg(T)10117 67501430 67501546 GTACGCGTCCTTCAACCAAT CAAACAAGTCAAGAAGCACCA 263

Ad03A14643 Aradu.A03 14643 p3 (TGA)5 15 67515033 67515047 CCTTTCCCTTTTTAGCCTGG AAGGGGCACCACATCTACTG 217

Ad03A14644 Aradu.A03 14644 p3 (TCT)6 18 67549248 67549265 TTCTTCACCTTGGACGAACC TGATGGTGGTGGAAAACAAA 150

Ad03A14645 Aradu.A03 14645 p2 (TA)6 12 67568888 67568899 GACAACCAAAAGAAGGGGGT TGAAGGATTGGAATGGAAGG 248

Ad03A14647 Aradu.A03 14647 p3 (GAA)5 15 67591400 67591414 CCCCTAATGAAAGTGGGGTT GGAGGACACCGGAAAGCTA 171

Ad03A14649 Aradu.A03 14649 p3 (GAA)5 15 67613932 67613946 CCCCTAATGAAAGTGGGGTT GGAGGACACCGGAAAGCTA 171
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Ad03A14651 Aradu.A03 14651 c (A)11gctatgcttttaccacaccaaacttaaaatattgctcgccctcgagtaagagaagaaagaagagag(GAA)695 67656239 67656333 ACCACTGAGCTATGACGGCT CATCTCCCCTCACTCACCTC 240

Ad03A14653 Aradu.A03 14653 p2 (AT)9 18 67687783 67687800 GCGAAGTGGTTATCGGGTTA GCACAACGCTCAAGAAACAA 250

Ad03A14654 Aradu.A03 14654 p2 (CT)9 18 67691842 67691859 CGGCTAAAATCAGGTTCCAC TCCTGTGAGAGTTGTGCGTC 267

Ad03A14655 Aradu.A03 14655 p2 (CT)12 24 67700298 67700321 CCCTATAAAGCCGGACCAAT CGAGTTTAAACGCTTCCGAG 235

Ad03A14657 Aradu.A03 14657 p3 (ATT)5 15 67706469 67706483 TTCAAAACACTCTCTATCTTCATGC ATTAATTACGGACGGTCGGA 276

Ad03A14661 Aradu.A03 14661 p2 (AT)6 12 67712941 67712952 AGCCTTTGACTTGAAACGGTA AGGACGATGTTCTCACCCTG 272

Ad03A14662 Aradu.A03 14662 p2 (AG)8 16 67755644 67755659 AGGCTATTTTTGGCCCAGTT CCCTAAAACCTAGAGAGAGGAGAGA 156

Ad03A14663 Aradu.A03 14663 p2 (TC)7 14 67764382 67764395 TCTCTTTCGATCGCATTTCC TGAGGGAGTGAGGGAGAAGA 257

Ad03A14664 Aradu.A03 14664 p2 (GT)6 12 67764514 67764525 TCTTCTCCCTCACTCCCTCA CCCTAGCTACCCTAACCCACA 171

Ad03A14665 Aradu.A03 14665 p2 (TA)6 12 67768399 67768410 GGAATCGGTAGGTTTTGGCT AAAGCACCAAACACAGTCCC 235

Ad03A14668 Aradu.A03 14668 p2 (AT)6 12 67788677 67788688 GCAGAAACCTGGCTCTTTCA GGGAGACTCTTCTCTTGGCA 147

Ad03A14671 Aradu.A03 14671 p2 (GC)6 12 67829917 67829928 GCAAAGATTGGATCAAGGGA AAGTGGCCATGGACAGAATC 271

Ad03A14672 Aradu.A03 14672 p2 (AT)9 18 67835866 67835883 AACCCTCACCGATGATGTATG AGGTTGGGTTAAAGCTGGGT 255

Ad03A14674 Aradu.A03 14674 p2 (TA)6 12 67839349 67839360 TTTTCTCACCTCTTCCTGCG GTGGGTTTGGAAACATTTGG 205

Ad03A14675 Aradu.A03 14675 p3 (CTT)5 15 67842363 67842377 GAAGGAGGCTCGATGTCTTG CCACAACTCCATGTGGACAG 196

Ad03A14676 Aradu.A03 14676 p2 (AT)6 12 67851226 67851237 ATTCCTGGAAATGGTACCCC AAACCCTTGGACTGTCTCCC 101

Ad03A14677 Aradu.A03 14677 p2 (AT)7 14 67852089 67852102 GGCGACAAAGTTCGAAAGAG AAACCGTGTAACCGCTCAAG 251

Ad03A14679 Aradu.A03 14679 p2 (AT)10 20 67863366 67863385 TCGGTTCGGGTAATTGGATA GAGGGTGCGAAACCAAAAC 278

Ad03A14680 Aradu.A03 14680 c (AT)9(GT)12 42 67870267 67870308 AGGTTAGGGCGACGAAGTTT CAAAGGATACACACACACGC 214

Ad03A14681 Aradu.A03 14681 p2 (AT)8 16 67885904 67885919 GAGGGGTAGGACTTGTATTTGAGA CGGTGAATTCCAAAACAGAAA 277

Ad03A14682 Aradu.A03 14682 p2 (TA)12 24 67888391 67888414 GTGACCGGTCCATAGCATTT CCCTAGAACAAATACGAACCGA 266

Ad03A14683 Aradu.A03 14683 p2 (GT)6 12 67893600 67893611 GCACACAAATCGAAGCATTG AATGAACCCATTCAACCCAA 140

Ad03A14686 Aradu.A03 14686 p2 (TA)8 16 67935112 67935127 AAGCACCCCTCGGATTTACT GCACAAAAGCCCTTAACAAAA 161

Ad03A14691 Aradu.A03 14691 p2 (AT)9 18 67980698 67980715 AAGAGAGGTATGATACGAGGCAA TGCAGTACGTAATAATGTAAGGAAGG 212

Ad03A14696 Aradu.A03 14696 c (A)13gaaaaaaacttttttcacctttggagaaaatgaaaggtaccttggtttgtgaaactgaattcttccagaagaagaagcat(CAC)6111 67991705 67991815 CAAAGCTTCCACAAGAAGGG TGGTGAGTTGAGAGAAATGGG 198

Ad03A14697 Aradu.A03 14697 p2 (AG)23 46 67993540 67993585 ATTTTAGGGTGCGGGTAAGG AGGGCTAGCAATAGGTAGGG 239

Ad03A14700 Aradu.A03 14700 p2 (TC)9 18 68004663 68004680 TTCGATGATGACCCAGACAA TCTCTTCCCAACCTTAACCC 210

Ad03A14705 Aradu.A03 14705 p2 (AG)6 12 68044806 68044817 CGGAAAAGCACACCAAACTT TTGGCTCTCTCTTCACACCA 115

Ad03A14711 Aradu.A03 14711 p3 (TCT)6 18 68083698 68083715 CCTCTTCTTCACCTTGGCTG TATCTCCCATGACTCGGAGG 234

Ad03A14712 Aradu.A03 14712 p3 (AAG)7 21 68096509 68096529 AGAAGATGGCCAAACTGGTG TGCTCCCAATTGAATCCTTC 190

Ad03A14718 Aradu.A03 14718 p2 (GC)6 12 68163136 68163147 AATTCTGTCCGATCCCTTGA TTGGCTAATTCTTCATCCGC 232

Ad03A14720 Aradu.A03 14720 p3 (TAT)5 15 68170268 68170282 TCACTCTTCCCCCTTGTGTT GGTTTTAGGTGAAAAGTGTGGC 220

Ad03A14721 Aradu.A03 14721 p3 (TTC)5 15 68189994 68190008 CTTAACCCCTCTCCCTCCAC CTAGAGGTTTCTCCGGCCTT 248

Ad03A14726 Aradu.A03 14726 c (TC)14tt(TC)7 44 68245458 68245501 CAGTAGCATCAAACGGGTCA GGAAACCTTGTTAATGGGGG 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A14727 Aradu.A03 14727 p3 (GAA)6 18 68248598 68248615 ACCACTGAGCTATGACGGCT TTCATCTCCCCTCACTCACC 274

Ad03A14728 Aradu.A03 14728 p3 (GGC)5 15 68300548 68300562 GAGGTTGGATCTCGCCTGT GGATTCATTGTGTGGGAACC 193

Ad03A14732 Aradu.A03 14732 p2 (TA)6 12 68358151 68358162 CCCCTCGCCTTGATCTTTAT CCAAATTTTCCAGGTGCAGT 276

Ad03A14734 Aradu.A03 14734 p2 (AG)6 12 68378227 68378238 AGAGAGAAGCAGCAGTTCGG AATGTTGCGTTTTGGTCACA 174

Ad03A14737 Aradu.A03 14737 c (A)12caaaaaac(A)1030 68401668 68401697 AGGGGTGATGGATTCATAGG GGGAGCATCCACTTCTCAAA 229

Ad03A14738 Aradu.A03 14738 c (T)11agaattaaacgaaaaaaaataaaataaaataaaaggaaaat(A)1062 68409214 68409275 TTGGCATATGACCCCAGAGT GATTCAGTTCTCAATTTGCTTTGA 214

Ad03A14739 Aradu.A03 14739 c (AT)6(GT)38 88 68412093 68412180 GACCTTCAGCAAAGGCAAAA GTTGCTTGTCTCTCAAGCCC 243

Ad03A14740 Aradu.A03 14740 p3 (AAG)5 15 68420831 68420845 AACCCTTGACTGACGATTGG ACATTAACCAAGTCCTGCCG 207

Ad03A14741 Aradu.A03 14741 p3 (ATT)21 63 68432167 68432229 TTCTCATGCTGCTGCTTTTT CCATTTTAGCCAATTCTTTTTACA 278

Ad03A14742 Aradu.A03 14742 p2 (TA)9 18 68433912 68433929 GGTCTTCTGGAGTGAACAACAA CCAAAAGGCATAACTTTAAATCG 212

Ad03A14744 Aradu.A03 14744 p3 (ATT)5 15 68437514 68437528 GCGGCTAGAATAGCATTTGG ATCCCCAAGGTTTTATTCCG 274

Ad03A14750 Aradu.A03 14750 p2 (TA)6 12 68491629 68491640 TGGTTTGATTGAAAATAAGGGG TCAATTGGAATTTTAATGCCCT 153

Ad03A14751 Aradu.A03 14751 c (TA)8(T)11 27 68500828 68500854 GCATTTTGTCCCGTTTCACT TAAGTGTGGGGAAAAGTGGG 199

Ad03A14752 Aradu.A03 14752 p2 (AG)9 18 68512455 68512472 CCATGATGGAGAAAGGGAGA CATCTTTTTCAAAACTTCCTAACCA 271

Ad03A14753 Aradu.A03 14753 p2 (CT)6 12 68514435 68514446 GAAACAAGAGTGCATCAACAACA GCAAAATTCAAATTGGGATCA 263

Ad03A14754 Aradu.A03 14754 p2 (TA)10 20 68516464 68516483 TCAAATCAATTGAGGTGCCC CGCAGCAACTGATTGACCTA 234

Ad03A14755 Aradu.A03 14755 p3 (AGA)9 27 68522417 68522443 CGGTCTTAGGTGCCATTGAT ACTTTACCTTGGCCGAACCT 176

Ad03A14756 Aradu.A03 14756 p2 (TG)8 16 68533201 68533216 TTGATTTATCCTTCGCCATT CTTTGCAAAACTCGAACCGT 223

Ad03A14757 Aradu.A03 14757 p3 (TCA)5 15 68537175 68537189 AAAAGCCCAACGTCAAGCTA GTAAATCCTGGCCAAAAGCA 277

Ad03A14760 Aradu.A03 14760 p2 (AG)12 24 68542170 68542193 AAGAGCCTCCACTTGGGAAT CAAAAGGCATCTTGGCTCTC 250

Ad03A14766 Aradu.A03 14766 p4 (TTAT)6 24 68558753 68558776 TTGTCGTTTATGAGCCTTGC TTACAAGGGGGTTGGATGTC 251

Ad03A14768 Aradu.A03 14768 p3 (TAT)6 18 68642352 68642369 TCACAGATCTGCAAGAACGC CAAGAGAAGGAGATGGCAGC 239

Ad03A14769 Aradu.A03 14769 p3 (TCT)6 18 68646524 68646541 AATCCCTCTTCCCAATCACC TCGTCCCCGAGCAATATAAG 280

Ad03A14774 Aradu.A03 14774 p2 (TA)6 12 68752193 68752204 TGGAAATGCCCTATGAAGAA TTTGTTGTTGATTGTGATTGGA 189

Ad03A14775 Aradu.A03 14775 p2 (TA)6 12 68766290 68766301 TGGAGGAGGATTCGTCATTT TCACATCATCCAATCACAACTTC 240

Ad03A14777 Aradu.A03 14777 p3 (GTT)5 15 68781555 68781569 GCACCTTGTTTCTGCCTCTC ATCATTCCCACAGAACCGAG 261

Ad03A14778 Aradu.A03 14778 p3 (GAA)6 18 68792668 68792685 TTAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 267

Ad03A14780 Aradu.A03 14780 c (GAT)5(AAT)6g(ATA)961 68802934 68802994 GACTGTTGATAAAACAATATTGGCA TCACGAATTTCATGCTTGGT 232

Ad03A14783 Aradu.A03 14783 p2 (TA)8 16 68811395 68811410 TTGTCAACATCCCCACACTT TCCCATCTCAATTGTAAAAGCC 272

Ad03A14784 Aradu.A03 14784 p3 (CAT)5 15 68824031 68824045 GGATCTGAAGTTGCCTCAGC ATGGCAAGATTGTGCCTACC 232

Ad03A14788 Aradu.A03 14788 p3 (TTA)6 18 68836449 68836466 CACACATGTGAGGGGATTTTT GCACTTCTGTTCAAGTGAGTCC 263

Ad03A14794 Aradu.A03 14794 c (A)11taaatataaccaaatttatccaattagcttttta(AT)759 68879632 68879690 AAATTTACCCCGTGACGAAA TTTTTCACTCTCTCTCTTTCTCTCTC 274

Ad03A14795 Aradu.A03 14795 p2 (AG)9 18 68892527 68892544 GTCATCACAGCTGCAAGCAT GCAACGACGACTCTCTCTCC 201

Ad03A14799 Aradu.A03 14799 p2 (AG)16 32 68919197 68919228 TCTCGCTAACTGGCTCACAA CAACCCTTTGTGTTTGCCTT 136



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A14800 Aradu.A03 14800 c (AAAT)5ataacaaactcaacctataaattgta(AT)760 68919435 68919494 TGCCCTTATTGCTACCACCT AAGCGAATGTACTCCTCTTTCG 243

Ad03A14806 Aradu.A03 14806 p3 (TCT)6 18 69016900 69016917 TACCTTGGCCGAACCTACAC CGACCTTAGGTGCCATTGAT 160

Ad03A14810 Aradu.A03 14810 p5 (AATAA)5 25 69076866 69076890 TCTTCCATTTATTTTCCGACA TTTTGTTGGATTCGAAATTGTG 177

Ad03A14813 Aradu.A03 14813 p3 (AGA)6 18 69107955 69107972 CGCCCTCGAGCAATAGAAG TACCCTCTCCCCTCTCCCTA 157

Ad03A14815 Aradu.A03 14815 p4 (GAAA)6 24 69127972 69127995 AGAAAAGAAATGGGAAGGGG TACACGTGGTTGACGCGTAT 199

Ad03A14816 Aradu.A03 14816 p2 (GC)6 12 69128735 69128746 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 162

Ad03A14817 Aradu.A03 14817 p3 (GAT)5 15 69143975 69143989 TAAAAGGGGGTGGTTCAGTG TGGAAGGAGGAGGAGAGTCA 114

Ad03A14822 Aradu.A03 14822 p2 (TA)7 14 69159976 69159989 CAGTCAGAAACAGAAGTGTCAGC AAGTGTAGCCTTAGGTCTTGTTTTT 248

Ad03A14827 Aradu.A03 14827 p3 (GAA)7 21 69161711 69161731 GATGCAATGATCAAGTGTGGA TTGGCCAAAAATCAAAATCA 189

Ad03A14830 Aradu.A03 14830 p3 (TGA)6 18 69186470 69186487 TGTTCAGGCCGATTACACTG GGTTCCCCTTCTGGATGATT 270

Ad03A14831 Aradu.A03 14831 c (A)10gaatgctcatgagaaatcaaagttaagtcaccatgtgc(A)1058 69190364 69190421 TGGGAAACCTTATGGGAACA TTTGCATTGGGGAATTCTTT 243

Ad03A14832 Aradu.A03 14832 p2 (TC)8 16 69191810 69191825 ATGCATCCATTCAGGGAGAG TGAAAATAAAAGAACATTAAACCTGG 154

Ad03A14833 Aradu.A03 14833 p3 (AAT)6 18 69209787 69209804 TTTCTCTCTCCTCACTTTTTCG ATGATGGAGCAAGGGAGATG 177

Ad03A14836 Aradu.A03 14836 p3 (TCT)7 21 69229470 69229490 AATCCATCTCCCCTCACTCA ACCACTGAGCTATGACGGCT 280

Ad03A14837 Aradu.A03 14837 p3 (AGA)6 18 69233055 69233072 TTAGAATGTTGCTCGCCCTC AAACCCCTCTCCCTCCACTA 170

Ad03A14838 Aradu.A03 14838 p2 (AG)6 12 69241394 69241405 ATGGTTGTGGTGAGTGTCCA ACTGGAAAGGCCTTGATTGA 219

Ad03A14839 Aradu.A03 14839 p3 (TCT)11 33 69273762 69273794 AATGACCGAACCCTATTCCC TCTTGAGGTTTTTCTGGCGT 271

Ad03A14841 Aradu.A03 14841 p3 (AAC)9 27 69283125 69283151 ATTTCGTGCACCAATCACAA TGTCACAATGACACGCAGC 245

Ad03A14842 Aradu.A03 14842 p2 (TA)10 20 69283371 69283390 AAAAGGGCTGCGTGTCATT CAAATCCCCTTTGTTTCGTG 229

Ad03A14843 Aradu.A03 14843 p2 (TC)6 12 69299381 69299392 ATAAATCCCCTACCCTCCCC ATCTTGGTGGTGCCATTAGG 242

Ad03A14844 Aradu.A03 14844 p3 (ATT)8 24 69309920 69309943 TCAATGAAATGACAAACAAACCTC CTGCCATTACTATTGCCGCT 242

Ad03A14846 Aradu.A03 14846 p2 (TA)6 12 69316937 69316948 TCTGCAAAAATGCAAAGGC GCAGTAAAGGAAGACAGACATGG 229

Ad03A14847 Aradu.A03 14847 p3 (TTG)5 15 69324733 69324747 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 208

Ad03A14848 Aradu.A03 14848 p2 (AC)6 12 69325721 69325732 TCAAAATTATCCGCGTGTTTT TCAATCTTTTAACTGATTCATTGACTA 231

Ad03A14850 Aradu.A03 14850 p3 (TAA)8 24 69347689 69347712 TGTGGGCAAATTGTAAGCAG CTCTCTGCGTTTCTCGCTCT 176

Ad03A14852 Aradu.A03 14852 p3 (ATA)12 36 69348784 69348819 CAAATGTTGTCGCCATTGTC TCCCTTCCTTCCCATCTTTC 272

Ad03A14853 Aradu.A03 14853 p2 (TA)6 12 69348948 69348959 GGGAAGGAAGGGAGCATAAA TCCATCCTCCAACCACTCTC 143

Ad03A14854 Aradu.A03 14854 p2 (TA)6 12 69350519 69350530 GAAAGCCTGGAAGCTTGAAA GATTTCTCACCCAATCACGG 278

Ad03A14857 Aradu.A03 14857 p3 (TTC)5 15 69362645 69362659 AAGCGACGCACAACTAATCC TGCACCCAAAATAATGCAAA 274

Ad03A14858 Aradu.A03 14858 p2 (CT)8 16 69376985 69377000 CCGCACAGCTCAACCTAAAT GAAAAGGAAGGAGGGAAGAAGA 179

Ad03A14862 Aradu.A03 14862 p3 (TTC)5 15 69426119 69426133 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 208

Ad03A14865 Aradu.A03 14865 c (A)10ggaaaaaaccaaaagtattcaagtaattaag(TAAA)561 69435400 69435460 ACCACTGTGCATTGATGGCT CATTTGGGTAATTTTGTCCCC 139

Ad03A14867 Aradu.A03 14867 p2 (TA)6 12 69448936 69448947 ACCCCAGAGTCCTTCTGGAT TTCCTAACCACTTTCTCTTTCTTCA 224

Ad03A14868 Aradu.A03 14868 p3 (TAA)6 18 69454370 69454387 TTGTCCAAAAACATGCAAAAA GGCACGCACATTCAGTGATA 143
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Ad03A14869 Aradu.A03 14869 p2 (CT)8 16 69454996 69455011 GCGGATTTATTTGTCGGAAA AGCTGAGAGTGAGAGGGCTG 228

Ad03A14871 Aradu.A03 14871 p4 (TATG)6 24 69535493 69535516 GCCTTTGACGTTGCAAGTTT CACTCTGATCGCCCAGGTAT 223

Ad03A14874 Aradu.A03 14874 p4 (TTTG)6 24 69579038 69579061 CCTAGATGAGGTCGAGCAGG AAGGCCTTCCTGGACTCTGT 254

Ad03A14884 Aradu.A03 14884 p3 (TTC)5 15 69736196 69736210 TACGCGTCACCTTCCTCTCT TGGATGACGTGAGTTTAAGAAAA 240

Ad03A14885 Aradu.A03 14885 p2 (TG)7 14 69739010 69739023 TGGGAATTTTGGGTAGCTAGG GTTGTAATGGGGCTAAGGCA 158

Ad03A14886 Aradu.A03 14886 p2 (TC)8 16 69761121 69761136 CCTAAATGGAGCAGGGATGA ATTTTTGGAGGTAGGTGGGG 222

Ad03A14887 Aradu.A03 14887 p3 (TTC)5 15 69787428 69787442 CTTCCTCTTTCTCACCACCA TGAACATGCAAGCAACCCTA 264

Ad03A14889 Aradu.A03 14889 p4 (TAAC)6 24 69817174 69817197 TTTAGGCAATAAGGGGGAGC TCCAACACTTCCAAACACCA 195

Ad03A14890 Aradu.A03 14890 p2 (TA)6 12 69826244 69826255 ACCTGTAAAGCGTAGCCACA TGATCATCCCAATATTTTTAGTTCC 274

Ad03A14892 Aradu.A03 14892 c (TGG)6tgatgttgccgaatgagttccatttcttgagcactgacttgagcttcattagttttcctccacctttggccat(GA)6103 69843807 69843909 GACACGGAGGATTGTTCGTT CACCCCATTTACCATTTTGC 274

Ad03A14895 Aradu.A03 14895 p3 (ATG)5 15 69868990 69869004 GACACTTAGGCTTGTGACCCA CCCCATTCAAATTTACCATCC 234

Ad03A14896 Aradu.A03 14896 c (AT)9ac(AT)10 40 69900055 69900094 TGACTTTGGAGAACCAAGGC AATAAACAAAAACCGCGTCG 249

Ad03A14897 Aradu.A03 14897 p3 (AAT)15 45 69908230 69908274 CGTGTTTTGCTCAACATCGT TTGGCTTTCCATAACTCGCT 160

Ad03A14905 Aradu.A03 14905 p3 (GCT)5 15 69927595 69927609 GCTTTCTCTCTCTCGCCTCA CACACACACTCACCAAACCC 268

Ad03A14906 Aradu.A03 14906 p2 (TA)6 12 69940480 69940491 ACGAACGAAGGGTAAACCAA TTATGCTCGGACCGGTTATC 110

Ad03A14907 Aradu.A03 14907 p2 (TA)10 20 69947582 69947601 TCATAGGTTGTCGCTAATGGC TGGTGGTATGACTCAAGGTGA 258

Ad03A14909 Aradu.A03 14909 p2 (AT)7 14 69952002 69952015 TCCGAAACTACTAAGTCACCAGTTC CGACTTCGAACCCGAAGTAAA 246

Ad03A14911 Aradu.A03 14911 p2 (CT)6 12 69976537 69976548 ATGCATGCAAGATGAGATGG ACCATCTTGCTCCAACCAAA 252

Ad03A14912 Aradu.A03 14912 p2 (GA)8 16 69999575 69999590 GTTCTTGTCCTTGCTCCTGC CATCCTCTCTCTTCTTTTAAGATTCG 255

Ad03A14914 Aradu.A03 14914 p3 (TAA)6 18 70015175 70015192 TTTTGAGCATTTTTGTTGCG TTGGTGGTTTCGTTCCATTT 276

Ad03A14917 Aradu.A03 14917 p2 (TA)6 12 70024432 70024443 GTCCAATCCATCCCTTTCAG CATGGTATTTTTGGTCGGGT 277

Ad03A14922 Aradu.A03 14922 p4 (AGAA)5 20 70030713 70030732 GCACAATGATGAGTTTGCTGA TCTCCTTCACCCCTTCCTTT 152

Ad03A14923 Aradu.A03 14923 p2 (CT)11 22 70030903 70030924 AAAGGAAGGGGTGAAGGAGA ATATGATACTGCGGGCTTCG 229

Ad03A14926 Aradu.A03 14926 p3 (ATC)6 18 70049010 70049027 ATTGGACCAAGTCAACGACC TCCCAACACGGACTATCACA 206

Ad03A14928 Aradu.A03 14928 c (A)10tcatgacaccaaattaaaacagagtataataataacttaattagttttgcatgaaagtcac(A)1283 70066662 70066744 TGAACATAACAACACCAAGCTAAG GCAAATAATGTTGGGTTGGC 278

Ad03A14930 Aradu.A03 14930 p3 (ATT)5 15 70083504 70083518 ATGGGCTAAGATGAACATCAA CAAGAAAGATTGGATTGGGC 269

Ad03A14933 Aradu.A03 14933 p3 (AAC)7 21 70127034 70127054 CATTTTCATTTTCATTCTCCCC AAGCACAAGTGATTGGGGTC 228

Ad03A14934 Aradu.A03 14934 p4 (GATA)5 20 70127666 70127685 CTTGGTGGATTTGCCATCTT ATGCCAGAGGCACAAGTTCT 252

Ad03A14937 Aradu.A03 14937 p3 (CGT)5 15 70137736 70137750 TCGCCTTTCTCGTTCTCATT TCACTCACAAGGGCACAGAC 226

Ad03A14940 Aradu.A03 14940 p3 (AGA)5 15 70144250 70144264 ACCACTGAGCTATGACGGCT TTCTCCCCCTTAACCAAACC 252

Ad03A14941 Aradu.A03 14941 p3 (ATA)7 21 70162282 70162302 ACCGGCTGATTTTGAACTTG TTTTACGTGATTGATTTTATGCTAAC 194

Ad03A14943 Aradu.A03 14943 p3 (ACT)6 18 70163546 70163563 TTAATTTTGACCTCCCGGTG TTGTTTCAGCACAGTGTTTCCT 228

Ad03A14945 Aradu.A03 14945 p3 (GAA)5 15 70202583 70202597 CTAGAGGTTTCTCCGGCCTT CTTGGCTGAACCACTCACAA 169

Ad03A14947 Aradu.A03 14947 p2 (AG)6 12 70220715 70220726 GAGGTGGTGAGCTGATTGGT CAGAAAAGGGCAAGAAGCTG 213
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Ad03A14952 Aradu.A03 14952 p4 (AATT)5 20 70283817 70283836 AGACCTTGCAGGACATGCTT GCTTTTCATTTGAGAAATTGTGC 251

Ad03A14960 Aradu.A03 14960 p2 (AG)8 16 70316546 70316561 CACGATCTGGTCATTAAAAACTTG TGCAAGTACCATGTTATGATCTTC 270

Ad03A14962 Aradu.A03 14962 p3 (ACA)6 18 70327662 70327679 AACACAAGCAAGCTTAGGCAA ATGCCTTGCATTTGTTTGAA 259

Ad03A14963 Aradu.A03 14963 c (AG)9aaagaggaagagagaaagagga(AG)1060 70338643 70338702 ATTGAGTCACCACAGGGGAG CGATGATGGTGACAACTTGG 204

Ad03A14964 Aradu.A03 14964 p2 (TA)7 14 70342204 70342217 TTTCGAAAATCCTTATCCCAA CCATGATGGAGAAAGGGAGA 106

Ad03A14965 Aradu.A03 14965 c (ATT)5(GTT)11 48 70346708 70346755 TGCTTTCATAGAGTCCCATCA TGAACAAACTCCGAAAAGGG 249

Ad03A14968 Aradu.A03 14968 c (AT)7(AC)6 26 70357975 70358000 TTGCTTTGTCTGTTGCATGA TCAACATCCCTTGATTCAAATTC 279

Ad03A14969 Aradu.A03 14969 p4 (AATA)5 20 70358220 70358239 TTTGAATCAAGGGATGTTGATG ACGCACTTGGTCTCGACTCT 280

Ad03A14970 Aradu.A03 14970 p2 (TA)8 16 70367767 70367782 GGCTTGGATTTTTGTCTGTTG CGAAGAAAAGGCTGGCTAGA 266

Ad03A14978 Aradu.A03 14978 c (ATT)5ttggtcaaaacataaacaagaatttcaagacttgcataaaacaactttcaagaccttttgttttgcatcctacatcgttcttgtgg(T)12113 70411595 70411707 AGTTTCACTTCAGCAATGTTTTT GGTAGCCCAAATAGCCCAAT 263

Ad03A14982 Aradu.A03 14982 p3 (TCA)5 15 70416123 70416137 GCTATAGTCCTCGGTTTCATCC TGGAAAGGCCAAGAAGAAAA 193

Ad03A14985 Aradu.A03 14985 c (AC)23(AT)6 58 70431044 70431101 TGTCTCGAGCATAAGGATCTG CTTCTGGTGGCGAAGAGCTA 265

Ad03A14987 Aradu.A03 14987 c (TG)7aaacatgggtgtaatgcctaggattgggggctgtccaatccacttgacc(A)1679 70438271 70438349 ACCTGTCCGCCTCATACAAC TGCCCTGAATATGCATGAAC 258

Ad03A14988 Aradu.A03 14988 p3 (AAT)5 15 70446537 70446551 TGCAGGTTGAAAGCTTCCTT ATTTTCCATTGCCAAGCAAC 257

Ad03A14989 Aradu.A03 14989 p3 (ATC)6 18 70448000 70448017 CTCATTCATCCGTGAAGCAA CGATTTTCTGCAATTCTGGC 198

Ad03A14996 Aradu.A03 14996 p2 (AT)7 14 70498485 70498498 GCTCTTTCCTAAAAATATTGGCA GGATGTGACTTTCCACAACCT 280

Ad03A14998 Aradu.A03 14998 p3 (TTC)5 15 70503504 70503518 TGGTGGTGGGTTTTGAGTTT CATCATCATCATCACCCCAA 236

Ad03A14999 Aradu.A03 14999 p3 (TGA)5 15 70503698 70503712 TAATGGTGGTGGGTTCTCGT TGATCTCCCAAGGTTTCAGC 230

Ad03A15004 Aradu.A03 15004 p2 (TG)7 14 70529032 70529045 CTTCACGTAGTCGCAAACGA AATGAACCCTTTCAGCCACA 161

Ad03A15005 Aradu.A03 15005 c (AG)22(TG)14 72 70530573 70530644 TATGGAGAATCACAACCGCA GGGTGTCAAACAGAGCAACA 200

Ad03A15006 Aradu.A03 15006 c (ACC)5gccagtatcatcatgatcatcatcatcttcatcagaactttctccaaaatcaaccaaaatcaaccagaagtccaagctgaacaagaac(CCA)5ttatcatcatgg(TCA)7151 70533583 70533733 TACCCCCACCAGAACAGAAG TCAAAGTGCATGTTGCTTGAA 213

Ad03A15007 Aradu.A03 15007 p3 (GAA)15 45 70533937 70533981 AGTGCGGCAGGACGATAG TTTGGTCCCAACGTAGTGGT 273

Ad03A15008 Aradu.A03 15008 c (TCTG)7(TC)7 42 70546737 70546778 CCCAACTTCTCCAAGAATGC AAGTCGAAAAAGCAGCAGGA 188

Ad03A15009 Aradu.A03 15009 c (A)11cacacaaaaaatgatatatatttataaaaaaaattaaagaactaatgtttttagtaaaaaaaataaaaaattaattagtattgatcgaaatacaaaat(A)10119 70551505 70551623 TGGGCATAAAGGAAAGTTGG GGGTTGATAAATATGAAAAGGTGG 193

Ad03A15011 Aradu.A03 15011 p3 (AGA)8 24 70561943 70561966 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 231

Ad03A15012 Aradu.A03 15012 p2 (AG)6 12 70574551 70574562 CATTCTCGATGATGGTGTCG GCCACGCGTCAACTTTAGAT 231

Ad03A15015 Aradu.A03 15015 p2 (TA)6 12 70594804 70594815 GGCAGTCAGTATCGCCTCAT GCTTCGATCCACATTGTCCT 198

Ad03A15016 Aradu.A03 15016 p2 (CT)8 16 70596231 70596246 GTTCTTCTCCTTCGTGAGCG CAAGAGAAAGAACCGCGAAG 204

Ad03A15021 Aradu.A03 15021 p2 (AT)7 14 70653685 70653698 CGCCACTCTGATAGCTCAGG TGTTCAAACGATGTTTTATGTCG 275

Ad03A15023 Aradu.A03 15023 p2 (AT)7 14 70689624 70689637 TCAATTTTGGGAGAGTTGGG TACTTTGGGGCATTTTGTCC 246

Ad03A15027 Aradu.A03 15027 p2 (AT)6 12 70701968 70701979 TTTCAAATTCTAGCCCGACC GGGACCATCCCATGTAACTG 272

Ad03A15030 Aradu.A03 15030 p3 (TCT)6 18 70780771 70780788 AAACCCCTCTCCCTCCACTA ACAATTGCCTTCCCTTTCCT 270

Ad03A15033 Aradu.A03 15033 c (AT)7(GT)14(AC)756 70805518 70805573 TTTCTTACCTTGTCCGGCCT TGGTATTTGAGGGTTTGGATG 219

Ad03A15037 Aradu.A03 15037 p2 (AT)10 20 70841629 70841648 GGCCTGGAGTGTTGATTTGT GATTCGCGAGGACAGCTAAC 217
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Ad03A15043 Aradu.A03 15043 p2 (AG)6 12 70869628 70869639 TACATGCAACGGAGAATCCA GGTCACCGTAGGCATGTTCT 163

Ad03A15044 Aradu.A03 15044 p2 (AT)9 18 70873977 70873994 TGATGACCCTGGGCCTAGTA GGTTGTATCCTTTGCCTCCA 246

Ad03A15045 Aradu.A03 15045 c (TA)6ttacaaatctgaccctcaattttcaattttaatgaattaaag(T)1064 70877717 70877780 TGAACACAGGCTTAGAACGAA GTGCTTTCGATTTGTGTGGA 256

Ad03A15046 Aradu.A03 15046 p3 (GAT)5 15 70910110 70910124 TTGAGTGGTCGAGGGTCTCT CATCCCAAACACACACCAAA 171

Ad03A15049 Aradu.A03 15049 p2 (TC)17 34 70963508 70963541 TAAAATTCAAACGCGAACCC TTGGTAGCGCTCAGTTTCCT 274

Ad03A15052 Aradu.A03 15052 p3 (ATT)5 15 71036060 71036074 AAACTTGGACGTTGGCTTTG GCAGGAACAAGGATAAAGGC 206

Ad03A15054 Aradu.A03 15054 p4 (ACAT)5 20 71044975 71044994 TTGCATTTTGCATCTTTTGC AAGCCCAAAATTGTTGGAAA 248

Ad03A15055 Aradu.A03 15055 p3 (AAT)13 39 71045638 71045676 TGAAAAATTTGGGAAATGGG TTCATGCATCTTTTTCATCCA 233

Ad03A15058 Aradu.A03 15058 p3 (GAA)5 15 71090949 71090963 GCAATGCTTTTACCACACCA CAGACACTTTTCCCTCCCAA 241

Ad03A15059 Aradu.A03 15059 p2 (GA)8 16 71091220 71091235 GTTTTTGGGGGAAGATGGAT ACCAGAAACAGGCAACAACC 230

Ad03A15062 Aradu.A03 15062 p3 (AAT)6 18 71096140 71096157 ATGAGCAGGAACAGGGAAAA TGGAGATGCTTCTTCCATCA 232

Ad03A15065 Aradu.A03 15065 p3 (AAT)6 18 71116330 71116347 CAGGAACAAGGAAAAAGGCA TTGGATGTTGGCTTTGTGAA 204

Ad03A15069 Aradu.A03 15069 p2 (TC)7 14 71140237 71140250 TTTGAAAATTCCTCACCCTTTT CAGAGGAGAAGAGAGGGTTCAA 243

Ad03A15071 Aradu.A03 15071 p3 (AAG)5 15 71160953 71160967 CCCATGACTCGGAGGTAGAA TGGCCGAATACACCTCTCTC 215

Ad03A15072 Aradu.A03 15072 p3 (AGA)6 18 71172247 71172264 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 188

Ad03A15073 Aradu.A03 15073 c (A)10(T)11 21 71175727 71175747 TTAGTTAGTTGATTGAAAAAGATTTGA AAAATTTGAAGTTTGTTACTTTCTTGT 280

Ad03A15074 Aradu.A03 15074 p2 (TA)8 16 71182811 71182826 GCTTGCATTTTCAGCCATTT CCAAATTAATGACGCACACA 215

Ad03A15078 Aradu.A03 15078 p3 (GAT)5 15 71206410 71206424 TGAAACAGCAAAAAGGACCA TTGACCACATTCAGCAGAGC 151

Ad03A15079 Aradu.A03 15079 p3 (TTC)6 18 71220237 71220254 AATGGCCGAACCTACCTTCT AAAATATTGCTCGCCCTTGA 182

Ad03A15080 Aradu.A03 15080 p2 (AG)17 34 71229034 71229067 TCGTAGGGTGAGTGCCCTAT AGCAAGATCGTGGGTTCATC 271

Ad03A15081 Aradu.A03 15081 c (AAC)19aataataac(AAT)1096 71232649 71232744 GCAGGAATAATTGATCATGGAG TGATGCTCAGAGTCTTGGACC 251

Ad03A15082 Aradu.A03 15082 p4 (AATA)12 48 71237650 71237697 GTGCACTTGGCGGTAGTTTT CAAACATGAACAAATTTTGAGAGG 170

Ad03A15083 Aradu.A03 15083 p2 (AG)6 12 71237975 71237986 GTGACCAACTTGCAGGCTTT GCCGCTATTGCTACCACTTC 130

Ad03A15084 Aradu.A03 15084 p2 (AG)6 12 71238250 71238261 TGGTTTTGGGGAGAGAGATG ATGCAAATGCATTACCGTCA 238

Ad03A15086 Aradu.A03 15086 p3 (AGA)5 15 71280395 71280409 TTGCCTTCCCTTTCCTTTTT AAACCCCTCTCCCTCCACTA 264

Ad03A15088 Aradu.A03 15088 p4 (ATAG)12 48 71293845 71293892 TTTGCTTTGCCCTACATGTCT AGCATGTCCTCATGCTAAACC 231

Ad03A15092 Aradu.A03 15092 c (GA)9a(AG)11 41 71345274 71345314 CGACATGATCGAACTCGAAA TCGTTGTCATTGAAGGCTTG 228

Ad03A15094 Aradu.A03 15094 p4 (TAAT)6 24 71350214 71350237 TCAATCACCTTCACACCTGC GGCAGGACACTTGGTTCACT 184

Ad03A15100 Aradu.A03 15100 p2 (TA)6 12 71364542 71364553 TGCATCAATTTAAAGAACTTTGTCA TTTTTGTTAAATAAGCCCAACCA 165

Ad03A15111 Aradu.A03 15111 p3 (TCT)5 15 71464366 71464380 GGCGTTTTTACATGCCTCAT CTAGAATGTTGCTCGCCCTC 266

Ad03A15112 Aradu.A03 15112 p2 (AC)6 12 71487172 71487183 AAACCCTAACCCAGTGACCC AGCCCCTCTCTCTCTGTTCC 189

Ad03A15114 Aradu.A03 15114 p2 (AC)6 12 71505415 71505426 AAACCCTAACCCAGTGACCC AGCCCCTCTCTCTCTGTTCC 189

Ad03A15116 Aradu.A03 15116 p3 (AGA)6 18 71518380 71518397 TAAAATATTGCTCGCCCTCG TCCATTCATGGTCATCCCTT 216

Ad03A15118 Aradu.A03 15118 p2 (AC)8 16 71539384 71539399 TTTTCCACAAATTTCCCCAA CCATATGGCCAACCCTTACA 190
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Ad03A15120 Aradu.A03 15120 p5 (AATAA)5 25 71556976 71557000 CCATGATGGAGAAAGGGAGAT CCACTTTCTCTCTCCTCACTTTT 196

Ad03A15123 Aradu.A03 15123 p2 (AG)6 12 71561919 71561930 TTAATGGTGTAGAAGGCGGC CCTCTCTTCCCCCTCATTTC 167

Ad03A15124 Aradu.A03 15124 p2 (AG)16 32 71562045 71562076 GAAATGAGGGGGAAGAGAGG GCTGGTAAATCCGACGGTAA 186

Ad03A15125 Aradu.A03 15125 p2 (AC)9 18 71566358 71566375 ACCCCTGAGACATCTTGCTG AGCTCATCACAAGTCAAATGCT 280

Ad03A15126 Aradu.A03 15126 p4 (TTAT)5 20 71568375 71568394 CCCCTCAGAGAACAAGCAAT TCTCCTTGACCTCCCTCAAA 280

Ad03A15128 Aradu.A03 15128 p2 (CT)8 16 71571545 71571560 CAAAAGTGGAGCAGGAGGAG GCCTCCATGGTTGAAACTGT 245

Ad03A15130 Aradu.A03 15130 p3 (TTA)7 21 71603509 71603529 ATAAGTATGGCGAGTTGGCG TGTGCCTGTTACTACAAGTGCC 244

Ad03A15133 Aradu.A03 15133 c (AC)6(AT)7acaaatcggaccccccgaatcctactaaaaaaattta(T)11cagcaaaacggacccagcgactccatagaaac(A)10tttttttcccacaannnnnnnacaaaacggacccaacgactccatgt(A)11tacacctctcccaccaaacggacccaacgagtccatgcat(A)10224 71617738 71617961 ATGAGGAGTGCATCCGAGTT ATCGCAGGGTACGTTTGG 280

Ad03A15135 Aradu.A03 15135 p5 (TCTCT)5 25 71621090 71621114 CACAGAAGCCCCATTTCTTC CACACACGAATTGAACTCCC 215

Ad03A15136 Aradu.A03 15136 p3 (GGT)6 18 71623538 71623555 CAAAACTGATGGTGTGACGG ACCGAGAGGCATATGGTGAC 244

Ad03A15141 Aradu.A03 15141 p3 (GTA)6 18 71647664 71647681 AGTTTGCGACCAACTTGACC TTGGACCACTTCCTCCTTTG 218

Ad03A15143 Aradu.A03 15143 p2 (AG)8 16 71654959 71654974 GGTGGGAAAGAGATGATGGA ACAGGATCCCCACCTACCTC 115

Ad03A15145 Aradu.A03 15145 p3 (AGA)7 21 71695615 71695635 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 186

Ad03A15146 Aradu.A03 15146 p2 (GA)6 12 71698886 71698897 CGAACACAGGTAGAGGGGAG TTCGAAAATCACCTTCCTCTTT 231

Ad03A15149 Aradu.A03 15149 p3 (GAA)5 15 71704960 71704974 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad03A15150 Aradu.A03 15150 c (TC)9c(CT)7 33 71713364 71713396 TCTCTCTCACAAACAAGAACCC AAGTTTAGAGGCGACGACGA 247

Ad03A15151 Aradu.A03 15151 p3 (AGA)6 18 71718689 71718706 CGGCCTTAGGTGACATTGAT CACCTTGACCGAAACACCTT 161

Ad03A15154 Aradu.A03 15154 p2 (AT)8 16 71756878 71756893 TCATGAAACATCTCCAACCG TTCCTTTAAATTTTTCTCCCGTC 279

Ad03A15155 Aradu.A03 15155 p2 (TA)6 12 71759811 71759822 GCTGTTAGCCTGCCATTGAT CGGTTCTCAAGGTGATGGAC 274

Ad03A15157 Aradu.A03 15157 p3 (TAT)11 33 71785171 71785203 TCATGTGCTATCTTGAAGGATCA GCAATTTTTCAGTTGTGGTAGAA 245

Ad03A15158 Aradu.A03 15158 p2 (AT)6 12 71789329 71789340 TTGTTTTTCTTGTGCTTTTCCA CATAAACCAATGCTCTAGCCAA 112

Ad03A15160 Aradu.A03 15160 p4 (TCTT)5 20 71802689 71802708 TCAGCTTTGCTAGAGTCCCC TTGTTGTTCATGAATGTTGGC 238

Ad03A15163 Aradu.A03 15163 p5 (ATAAG)5 25 71852328 71852352 CAACAGAGGGCCCAAATAGA ATGGTGTGGAGTGACCGTTT 148

Ad03A15166 Aradu.A03 15166 p5 (AAGAT)5 25 71888364 71888388 GAACACGTCCCAAATCCAAG ATGGTGCTGATCCTTCGTTC 278

Ad03A15167 Aradu.A03 15167 c (A)10gaagaaaaagccactgaaaaagggcaaccaaaaagc(A)1056 71908346 71908401 CAAATGTCTTTGGCCATGAA AAGTTCAAACCATTGGTGCC 120

Ad03A15168 Aradu.A03 15168 p5 (AAGAT)5 25 71913387 71913411 TTGAAGAGGATTTACTCCCGT TGTTCCTGTTTTTATTGGTGGA 256

Ad03A15170 Aradu.A03 15170 c (TC)6caccatatt(TTC)639 71921198 71921236 AACACAACCCCCTCTTCCTT CGACCTTAGGTGCCATTGAT 179

Ad03A15172 Aradu.A03 15172 p5 (AAGAT)5 25 71933485 71933509 TTCATAGAGCTCGGCCAAAT CCTGGGTGCTCCAGTGTATT 200

Ad03A15177 Aradu.A03 15177 p3 (AAC)5 15 71962519 71962533 TCACCACCCTACTCATGCAA TGCTGCTGTTTTGTTATGGC 220

Ad03A15179 Aradu.A03 15179 p4 (TAAT)6 24 71968696 71968719 AATGGTGGCATGCCTAAGTC GAAGTGGGGCTTCAAACAAA 146

Ad03A15182 Aradu.A03 15182 p3 (GAA)5 15 71989750 71989764 CCCATGACTCGGAGGTAGAA CCTTGGCCGAATACACATCT 218

Ad03A15184 Aradu.A03 15184 c (AT)9gta(TATG)5 41 72010314 72010354 CACCCTCGCCTTTATCTTGA TCGGACATTACGACGACACT 280

Ad03A15185 Aradu.A03 15185 c (AT)9gta(TATG)5 41 72017493 72017533 CACCCTCGCCTTTATCTTGA TCGGACATTACGACGACACT 280

Ad03A15187 Aradu.A03 15187 p6 (CTTTTT)5 30 72074262 72074291 AGCACATGGTTAGGGACAGC TGGCTCTTGAAAGAATGACG 265
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Ad03A15188 Aradu.A03 15188 p2 (GA)9 18 72076204 72076221 GGAGGTGATTGGTAAGGGGT AAGGGAATTTTTCCATGCCT 162

Ad03A15189 Aradu.A03 15189 p2 (AT)8 16 72091154 72091169 CAAAATATTGCATCAAAATCTTATTTC TTGATTGAGGGTTGTTTGTCA 250

Ad03A15190 Aradu.A03 15190 p3 (AAG)8 24 72096148 72096171 CAGCCTTAGGTGCCATCAAT TGACCGAAATCTAACCCCTG 252

Ad03A15192 Aradu.A03 15192 c (A)10gggaaggggtgggggattatgttcctgaaaaagg(T)1256 72104309 72104364 GGGGTTTCTTAATCTTCGCC AATTCAAATCCTGTGCTGCC 207

Ad03A15194 Aradu.A03 15194 c (T)10cttcctttcctccacgtcttctcttctttcttatattttagattttttttagattttggataatttttttcaatagttttagaag(T)13108 72109131 72109238 CAGCAGTCACAGGTCTTCCA AAGTTTTGGATGTTGTTTTTCAA 249

Ad03A15196 Aradu.A03 15196 p3 (TTA)9 27 72112418 72112444 CTCCAAATTTTGAAAAGGCCA TTTCATTGACTCTTCATACTTTTCCT 268

Ad03A15200 Aradu.A03 15200 p2 (TA)8 16 72126838 72126853 TGAAGAACACCATGCATGAAA AACCCTTGGATTGGAGCTTT 260

Ad03A15201 Aradu.A03 15201 p2 (TG)7 14 72140926 72140939 ATGCCTGGGACGTAAATCAG AACTCGTTTGGCCCAATCTT 253

Ad03A15204 Aradu.A03 15204 p2 (TC)17 34 72163597 72163630 CTCACGCCAGTAGCATCAAA GAAAACCTTGTTAATGGGGG 247

Ad03A15205 Aradu.A03 15205 c (T)10ctttttcttttaatttttgccac(T)1043 72171516 72171558 AGCCACTTAGGCCTGGATTT TTGAAGCAAGAAAAAGCAGTGA 215

Ad03A15206 Aradu.A03 15206 p2 (GA)6 12 72172640 72172651 GTGGGTGGTGTTTTGGGTAG CCTAAATGGAGCAGGGATGA 132

Ad03A15207 Aradu.A03 15207 p2 (GC)6 12 72181059 72181070 AGTGAAAGAAGGACATCCGC TCCATACCTTGACCCGAGAG 214

Ad03A15208 Aradu.A03 15208 p2 (CT)6 12 72182464 72182475 GGTGCCAAGAAAACAAAGGA CCTCCAACCTCAATCCAAAA 252

Ad03A15209 Aradu.A03 15209 p2 (AT)6 12 72192017 72192028 AATTTCGTCCCATGTGCATT TGGGAAACCTATTGGGAACA 230

Ad03A15213 Aradu.A03 15213 c (T)12ggtcgatgttactccaattatgtttggattgctacttgctagcaatatacccttgaaccggtgggagtggtatgttgttttttggacgg(T)10111 72235802 72235912 CCATGCTTTGGAAACACAAA TGTGCTTTCAACCTTCCACC 240

Ad03A15215 Aradu.A03 15215 p2 (GA)20 40 72236862 72236901 CTGATTCTTCTGGCAATGAAA TTTTTGATGAAAATGTAGATCCC 278

Ad03A15219 Aradu.A03 15219 c* (TACA)14(AT)6* 67 72241609 72241675 AACTTGAAACAGCTCGGACC GGTTGTGGCTAGTGGCTCTC 248

Ad03A15226 Aradu.A03 15226 p2 (TA)7 14 72263817 72263830 AACCCAATTTTGAACCTCCA TCCTCACCTTCCACCATCTC 277

Ad03A15229 Aradu.A03 15229 p3 (AAT)6 18 72310108 72310125 TTGAAAACCAAGAACACTCGAT GACGTCTTCGTGAAAGTAACCA 267

Ad03A15230 Aradu.A03 15230 p3 (AAG)5 15 72317837 72317851 TAAAATATTGCTCGCCCTCG ATTACCCCTTCACCACTCCC 273

Ad03A15232 Aradu.A03 15232 p2 (TA)6 12 72339910 72339921 TGAACAAAAATCGCAACTCG CGGACTGGTTATCTTCGCAT 147

Ad03A15233 Aradu.A03 15233 p2 (AG)7 14 72348280 72348293 AATGGGAAGGAGAAGGGAGA GAGGACAAACGGTGACGACT 159

Ad03A15235 Aradu.A03 15235 p3 (GAA)5 15 72353284 72353298 CCAGCAAGCAAGATCAATCA TTGGGTTACCTCCCAACAAG 192

Ad03A15237 Aradu.A03 15237 p3 (TTC)6 18 72371277 72371294 ATTACCCCCTTCACCACACA TAAAATATTGCTCGCCCTCG 271

Ad03A15238 Aradu.A03 15238 c (A)14cgaaaaaaaaggggaaaaagaaaaacg(A)1051 72394541 72394591 TGTGGTTTATGAATGTTGGCTC TCCCCAATTAGAGGTGTCCA 233

Ad03A15242 Aradu.A03 15242 p3 (GAA)7 21 72471497 72471517 CATGCATGGAAGATCAGTGG AACCTTCGGGGTTCAATTTC 154

Ad03A15243 Aradu.A03 15243 p2 (CT)6 12 72495051 72495062 CCAATTTGGCAACATGAGTC TGGCCCAGAAAACACAGATT 273

Ad03A15244 Aradu.A03 15244 p3 (CTT)6 18 72496511 72496528 GCCTCTGGTACTTCAGCATTG TTTGACTGTAGCTTTGCTTTGC 232

Ad03A15248 Aradu.A03 15248 p3 (AGA)6 18 72521176 72521193 GCTTTTGTCTTCCCTTTCCC CCGAACATATACCCTCCCCT 277

Ad03A15251 Aradu.A03 15251 p3 (AAT)5 15 72540220 72540234 GAGTTAAATTCAAGAATAACGATGTTT TTTGGGAGCGAGATCATAGAA 276

Ad03A15253 Aradu.A03 15253 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 72543550 72543603 CATCCTTTACACGCGCTACA CACCCAAACGATACAAAAGAAA 212

Ad03A15254 Aradu.A03 15254 c (GAA)5gaggaaaacgaggaagaagaacgtgcagaaacgaaagaaaaggagaagaagaagagtaagaggaagaagaacgtgcagc(AAG)5aatttcagaaaccatgaaaatcggaaaaaaaac(GAAGAG)5gaagac(GAA)7g(AGA)9227 72544149 72544375 AAAACGAGAAAACAGAAAGAAAAGA ACTCAAACGGTTCCTCTTCG 279

Ad03A15257 Aradu.A03 15257 p3 (CAA)5 15 72558578 72558592 TCCCTCACTCCTTCAACACC CACTTCTCCTCCTTCCTCCC 266

Ad03A15258 Aradu.A03 15258 p2 (AC)9 18 72564034 72564051 CGCAACATAGAAATGCCAAA GACTTGGTGCTGTTGTCGAA 170
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Ad03A15259 Aradu.A03 15259 p3 (CAC)6 18 72567382 72567399 CATCGGTGCACCTCCTCTAT CTCGCCCATCTCTACAAAGC 253

Ad03A15265 Aradu.A03 15265 p2 (AG)6 12 72651563 72651574 TCTCCCCTTCTTTTCTCCAAA TTGAGGCTGGAATGATGGAT 180

Ad03A15266 Aradu.A03 15266 p3 (AAC)6 18 72651723 72651740 GGCCTATGGCCCCTAATATC AATTACTCGTCCCGAGCAGA 180

Ad03A15267 Aradu.A03 15267 c (GA)6agaggaagagagagaaaagagagggagagagggagatgagaagagaaagagaggaagagggaaag(GA)791 72652311 72652401 GACAAAGAGAAGGGTGGGGTA CTCCTTTCATCTCCCCTTCC 170

Ad03A15268 Aradu.A03 15268 c (GA)7cacagagaggagagagagaagggaagagg(GA)6aaaggaaaagaaagagaggagggggagagagaaggagagaag(GA)8113 72652508 72652620 GGAGAGAGAATGAGAGAAATGGATA CTCTCTCCCCCTCCTTTCTT 265

Ad03A15269 Aradu.A03 15269 p2 (AG)6 12 72652749 72652760 GGGGAGAGAGGGAGAGAAGA CTGAACCAAACTGCTTTGTCAC 263

Ad03A15273 Aradu.A03 15273 p3 (GAA)5 15 72675485 72675499 CAAGAAGGTAGGGTTGGGGT TCAAAATCCACCAGATGCAA 191

Ad03A15274 Aradu.A03 15274 c (CT)7ccacggttcgacaacgacgtgacggcggcggtgaggcccagcgcgccagcgtggtcttcttctccgttctcctctgctttccccagatcc(CT)6116 72677290 72677405 GTCACTCTCTCCCATGGCTC GAGGGATCATGTTGCGTCTT 190

Ad03A15275 Aradu.A03 15275 c (T)10atcgttatcaaaattcaagatatttttattagtatttccaaaaatttggatcggttttggtagattacccttcttt(TA)7g(AC)7115 72678280 72678394 AAAAATTTCTTGGCAGCTACTTG CAAGCATGAGGTAAAAGTTCCA 271

Ad03A15278 Aradu.A03 15278 p2 (AG)8 16 72703501 72703516 GGATCACTGACCTCAGACCC CCACACCATTCGAATTTCCT 273

Ad03A15280 Aradu.A03 15280 p4 (TTTC)7 28 72757972 72757999 CCGCCCTTCTCTTTTCTTCT CTTATGGCCACTGCGAACTC 179

Ad03A15281 Aradu.A03 15281 p2 (AG)9 18 72759756 72759773 AAACCTGGGATCGAGAGTCA TAGTCTGTGGGGTGCTTGGT 248

Ad03A15283 Aradu.A03 15283 c (T)10cgttttctctttttctcttttttttcga(T)1048 72770097 72770144 GCACCAGTCCCCAACTAGAG TGTGGTTCATGAATGTTGGC 239

Ad03A15287 Aradu.A03 15287 p2 (CT)7 14 72899341 72899354 CCCATTCCCTCCACATAACA TGGAGGTTGGTTCTTTGGTC 245

Ad03A15288 Aradu.A03 15288 p2 (TA)7 14 72907667 72907680 CGCTTTTTATTGCCATTGGT GAGCTACTGGAGCGTCCAAC 206

Ad03A15290 Aradu.A03 15290 p2 (AG)6 12 72922598 72922609 AGTGATCACGGAGAAGCACA CCACACCATTCGAATTTCCT 101

Ad03A15291 Aradu.A03 15291 p2 (AG)6 12 72946091 72946102 GAAGGGTTTTTGGGGAAGAG CGGTGTTTAACGCCAGAAAT 219

Ad03A15292 Aradu.A03 15292 p3 (AGA)6 18 72964004 72964021 ACTCGGAGGTGGAAGCTTTT TCACACAACACAACCCCTTC 259

Ad03A15296 Aradu.A03 15296 p2 (GA)9 18 72996594 72996611 AAGATGATTCGCCTCCCTTT CCACACTAGTTCACCGTCCA 226

Ad03A15298 Aradu.A03 15298 p6 (ATTTTT)6 36 73022357 73022392 GCAGAGAATTCCCAATGAGG TGTTTGATTGCTTAGATTAGGCG 250

Ad03A15300 Aradu.A03 15300 c (T)10cttcttcaacaacaacaatgaaacaaaaacaaaaacagaactagaaatagaagaaacagaagtataagcag(A)1192 73041872 73041963 CCCTTCTTCTTTTTCACCAAA TCCGCTTCTGGTTTTTATGC 261

Ad03A15303 Aradu.A03 15303 c (T)10caaatgttttttgcaaaaatttgttaccaaaattt(A)1055 73051503 73051557 TCCATTGGTGTATATCTGTCCAA CATGCAGCTAATAGTGCCACA 155

Ad03A15306 Aradu.A03 15306 p3 (TCC)6 18 73055965 73055982 GTCAAAAGAAGTCGCCGAAG ACACACGGGAAAAGAGCATC 148

Ad03A15307 Aradu.A03 15307 p2 (TC)6 12 73057374 73057385 ACCGTTGTCCCATGAATAGC CCATCATACACCAAGCAACG 261

Ad03A15308 Aradu.A03 15308 p2 (GA)6 12 73058826 73058837 TCACCACTTGTGCCTACCAA CTGCCTTTGCTGCTGACTC 173

Ad03A15309 Aradu.A03 15309 p2 (GA)16 32 73060531 73060562 CTTCCGTCCACCTTGAAGAC ACGCCTCCTTGATTCTCTCA 269

Ad03A15312 Aradu.A03 15312 p2 (CT)9 18 73065853 73065870 AGCGTTGGGTGTTTACTCGT TGAGGGACTTGTGTTTAATGGA 276

Ad03A15313 Aradu.A03 15313 p3 (CAA)5 15 73066775 73066789 CCCTGATCTTGAAGCTTTGC TCTACCAAAGGGTGGACGAC 196

Ad03A15317 Aradu.A03 15317 p2 (AC)6 12 73108012 73108023 AGCATGTACCCAATTCCCAA AGCCAACTTTGAGCCTACGA 214

Ad03A15318 Aradu.A03 15318 p2 (TA)11 22 73121427 73121448 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 219

Ad03A15323 Aradu.A03 15323 p3 (AAT)6 18 73138981 73138998 CCCCTCAAGAGACTTGAAAAG CGACAATGCTAAAGAGAAAACTATGA 280

Ad03A15327 Aradu.A03 15327 p3 (TCT)5 15 73203992 73204006 CCCATAAACCCCACCTACCT TTAGAATGTTGCTCGCCCTC 238

Ad03A15329 Aradu.A03 15329 p2 (AT)7 14 73273052 73273065 CTGGGTTTGAACTTGGTGTG TGAATTAAAAATGTCCATAAAGCTGA 261

Ad03A15330 Aradu.A03 15330 p2 (GT)6 12 73273209 73273220 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 242
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Ad03A15331 Aradu.A03 15331 c (T)10gtatccactgctttttcttgcttcaagaatcaatctaatgatttttagatcctcaataacaattctctttttcctcattctttcaagagccaacaa(T)10116 73279129 73279244 TCCCCAATTAGAGGTGTCCA TGAATGTATGCTTGAACAGTGC 271

Ad03A15332 Aradu.A03 15332 p2 (AG)6 12 73280685 73280696 CAGAAAGGCAAGGGTTGTGT AGGTTGAATGGCAAACCAAG 224

Ad03A15335 Aradu.A03 15335 c (AT)6aatatctcttgggttgcattacgcaac(AT)957 73308305 73308361 GCCATAACGCAACAAATGAA TGAGGCAACCCAAGAGAAAG 198

Ad03A15338 Aradu.A03 15338 p3 (TCT)5 15 73344189 73344203 TCCTATAGCCGAACCCCTCT TTGCCTTCCCTTTTCCTTTT 191

Ad03A15340 Aradu.A03 15340 c (A)10ttcgaaaaagtagttggagaatataaaa(T)1149 73371911 73371959 TGACCTCAGAGTCCTCTTGGA CCGCAGTATAAGAACAATGTCG 269

Ad03A15345 Aradu.A03 15345 p2 (AG)6 12 73427755 73427766 GAGAATGGGGGAATGAACAA CATGAGCCTATTTGGCAACA 253

Ad03A15346 Aradu.A03 15346 p3 (AGA)5 15 73448748 73448762 CAATTGAACCGGGTTGTCTC CGAAACCCTCTTCTCCCTCT 233

Ad03A15347 Aradu.A03 15347 p3 (ACA)5 15 73463520 73463534 GGTGGTTTTGAAAAAGATGAGAA CGTTTGATTCATGTAGCCGA 206

Ad03A15348 Aradu.A03 15348 p2 (CT)6 12 73470692 73470703 GGAACATTGAACCTGGAATTG AATTCGCCCCCAGAAAATAC 202

Ad03A15357 Aradu.A03 15357 c (A)10tttgaaattgaaatctgaattttatattaaaaatttcgaaaatgtagttttaaaattggttagaaaag(AT)792 73624702 73624793 AGAAGTGGAATAAATAAAAATGGAAT CTTGGTGTTTTCCCTCCAAA 278

Ad03A15361 Aradu.A03 15361 p2 (AT)8 16 73728441 73728456 ATTGGACAGTCCCTCTGTGC CGTTGACCCTCTATCGCAAG 238

Ad03A15362 Aradu.A03 15362 p2 (GC)6 12 73753117 73753128 ACCAAAGTTGGTTGGGATTG GGAAAGCATGCAAAGTGGAT 221

Ad03A15363 Aradu.A03 15363 p3 (AAT)5 15 73759873 73759887 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 179

Ad03A15364 Aradu.A03 15364 p3 (TCT)5 15 73763137 73763151 AATTGGCCGAACCTATACCC TGAGGATATTCCGGTCTTGG 260

Ad03A15366 Aradu.A03 15366 p2 (TA)6 12 73784994 73785005 GCGTAGCCTTAGGTCTCATTTT TTTCATTCTAGTACTTTTGGATCAATG 270

Ad03A15367 Aradu.A03 15367 c (CT)9cgattcggaaccgtcgttttcttacacctgcgggtacctcctcggatttcttctcttctttgggggtacccttctcc(CT)10115 73793741 73793855 CAGACAACACTGCCAACCAC TTGTCTAAGCGTTGATCGGA 172

Ad03A15368 Aradu.A03 15368 p3 (AAT)6 18 73805358 73805375 TGAAGCTGATCCAGAACCTG CAAACTTGGACGTTGGCTTT 182

Ad03A15369 Aradu.A03 15369 p3 (TCT)5 15 73808584 73808598 TTCTCTCATATCGCCGAACC CTCGGAAGTGGAAGCTTTTG 218

Ad03A15372 Aradu.A03 15372 p3 (GAA)7 21 73829484 73829504 TTAGAATGTTGCTCGCCCTT CCCATAAACCCCACCTACCT 160

Ad03A15375 Aradu.A03 15375 c (AAG)5aggaaaaggaagaagaacgtgtagc(AAG)555 73838383 73838437 GAAGGAGAAAGAGAAGGCAAGA CCACATACTGTTACGGCACG 119

Ad03A15382 Aradu.A03 15382 c (A)12g(A)10 23 73920788 73920810 CAAAAATTCACAAGAACAAAAACAA GGATTCGTGCACCAAGTTTT 222

Ad03A15384 Aradu.A03 15384 p4 (ATCT)6 24 73939590 73939613 CCAAAACAAAGTGAAGAATTGC ATGATGAAAGAGGAAGGGCA 280

Ad03A15388 Aradu.A03 15388 p3 (TTC)6 18 73966635 73966652 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 104

Ad03A15389 Aradu.A03 15389 p2 (GT)6 12 73974868 73974879 GTGCAACCTAGGCCACCTAA TGGGTGAAGGACTATGAGGC 241

Ad03A15390 Aradu.A03 15390 p3 (AGA)6 18 73986270 73986287 TGCCATTGATGGTAGTGGAA CCCACATCTCTCCCTCTCAA 138

Ad03A15391 Aradu.A03 15391 p3 (AGA)5 15 73996396 73996410 ATGATCCCTTTTCCAAGGCT TCGCGATTGGGCTTATTATC 240

Ad03A15393 Aradu.A03 15393 p2 (AC)6 12 74015069 74015080 AGTATGCATCCACTCCCCAA TGGCCTTGCCCTATAACAAC 240

Ad03A15397 Aradu.A03 15397 p2 (CT)9 18 74063535 74063552 CCAGTTTTCGACCCAGAGAA CAATTGGGCAACATCAATCA 275

Ad03A15402 Aradu.A03 15402 p2 (AT)10 20 74124318 74124337 AAACTCTGGGTTGCGTCAAG AAACCGTGTAACCGCTCAAG 146

Ad03A15403 Aradu.A03 15403 c (T)10c(T)10 21 74129008 74129028 TTTACTTTGGGGCATTTTGC GTTGGGAATTGGGTACATGC 198

Ad03A15404 Aradu.A03 15404 p2 (GC)6 12 74132043 74132054 GGTGAGTGTGCCCCTTCTTA TTCACAGAGAGTTGAGCCCC 253

Ad03A15407 Aradu.A03 15407 p2 (AT)9 18 74212670 74212687 GGGTAGCATGTGCACACAAC TGTGAATGCATGCTTAAAAGG 167

Ad03A15410 Aradu.A03 15410 p5 (AAGAT)5 25 74266284 74266308 CCAATCTAAAGGCAGCCAAA TCTTTATCACCGAAGGGTGG 255

Ad03A15413 Aradu.A03 15413 p2 (TC)7 14 74275708 74275721 TGTCTTCCATTTTGCACCAA AGCGTTTGGTGGAGAGAAAA 111



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A15415 Aradu.A03 15415 p2 (TA)6 12 74304760 74304771 TTCCTCTCCAGCCCTTATTG GCAGCCACACAGTTTCAACA 271

Ad03A15418 Aradu.A03 15418 p4 (TATT)5 20 74312453 74312472 CCAGACCCTCCTTCACAAAA ATTGGCGCCAGTCCATGTAT 269

Ad03A15420 Aradu.A03 15420 p2 (GA)7 14 74315404 74315417 GCATGCAGATTAACCGGAAG TGAGGATACTGATCCCCAGC 185

Ad03A15422 Aradu.A03 15422 p3 (GTT)5 15 74332230 74332244 TTTGTTCTTCGTCTCGACTCC TTCGATTTTCCTTTCTTTGAGG 232

Ad03A15425 Aradu.A03 15425 p2 (AG)8 16 74381274 74381289 ACGTATCAGAAATCGCTGGG GGAACATTGAACCTGGAATGA 254

Ad03A15428 Aradu.A03 15428 p2 (TC)8 16 74431139 74431154 AGCACATGGTTAGGGACAGC TGGCTCTTGAAAGAATGATGAA 276

Ad03A15429 Aradu.A03 15429 p3 (AAT)6 18 74457944 74457961 GGCACTCTTGTTGAAGCTGA AATGGCAAGAATGGAGATGC 222

Ad03A15430 Aradu.A03 15430 p2 (CT)7 14 74482282 74482295 GCATGCCTAAAAAGAGCAGG ATTAGGGTTGGGTTTGGGAG 223

Ad03A15431 Aradu.A03 15431 p2 (AT)6 12 74487093 74487104 ACGAACTGCTCTGACACCAA GCTTCTTATGTGGGCCAGAC 271

Ad03A15432 Aradu.A03 15432 p3 (AAG)7 21 74488583 74488603 TCTAGAGGTTTTTCCGGCCT CTCCCAAACCCACCCTAAAT 274

Ad03A15435 Aradu.A03 15435 c (AC)31(AT)6 74 74504797 74504870 CTCAAGCCCTTAGGCAACTG TTCAGCAAAGGCAAAAGGTT 222

Ad03A15442 Aradu.A03 15442 p2 (AC)6 12 74532743 74532754 TGGGTTCTAAAATTGCGTGC TTGTTGGGTTGTTTTAAGCC 155

Ad03A15444 Aradu.A03 15444 p2 (GA)6 12 74569696 74569707 TGAAACTCATTTTGCCCTCC CATTGAATGAGTGGGTGTCG 232

Ad03A15445 Aradu.A03 15445 p3 (TTC)6 18 74573657 74573674 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 104

Ad03A15447 Aradu.A03 15447 p2 (AC)18 36 74595496 74595531 AAATTAGAGGTGGCGAGACG GCTTCGCAGGTCGAGTCTAA 262

Ad03A15448 Aradu.A03 15448 p2 (TA)7 14 74595728 74595741 TTAGACTCGACCTGCGAAGC TGAGCCACCTCTTTGAGGAC 239

Ad03A15451 Aradu.A03 15451 p2 (TA)7 14 74607442 74607455 AAGACATTGCTGTTAAGCCACT GGGGAAATAAATTGGACAACAA 253

Ad03A15453 Aradu.A03 15453 p2 (AG)6 12 74610762 74610773 TCCGCAAAGAGAAGAAGATCA AGAGCCTGCAGGAGTTTGAA 280

Ad03A15457 Aradu.A03 15457 p2 (GA)6 12 74624885 74624896 TGAAAGGTGAGGTAGGTGGG GACCCCTCAGAATCAGTGGA 176

Ad03A15459 Aradu.A03 15459 p3 (AGA)8 24 74656966 74656989 CGACCTTAGGTGCCATTGAT TTCACCTTGGCCAAACCTAC 207

Ad03A15460 Aradu.A03 15460 p3 (CAT)6 18 74689216 74689233 AGGCTTTGGCAGAAGAAACA ATTTGATGGATCAGGTTCGG 153

Ad03A15461 Aradu.A03 15461 p3 (TTC)6 18 74700113 74700130 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 184

Ad03A15465 Aradu.A03 15465 p2 (AT)8 16 74740680 74740695 TTTCGAAAATGTAGTTTTAAAATTGGT CCTTGGTGTTTTTCCTCCAA 166

Ad03A15467 Aradu.A03 15467 p2 (TA)6 12 74742997 74743008 TTCATTCTAGTACTTTTGGATCAATG CATATAAGTGTAGCCTTTGGTCTTTTT 223

Ad03A15469 Aradu.A03 15469 p2 (AT)7 14 74757645 74757658 AGGCGCTACGACCTGTAAAA TTCGGTTTGGTTTTGATCGT 133

Ad03A15470 Aradu.A03 15470 p2 (TA)6 12 74757806 74757817 ACGATCAAAACCAAACCGAA GCGAAGAACTATTTTGGGGA 274

Ad03A15471 Aradu.A03 15471 p2 (TA)13 26 74764866 74764891 TACTTTGGGGCTTTTTGTCC ATGTGTGGGAAAACTTGGGA 276

Ad03A15473 Aradu.A03 15473 p2 (AC)6 12 74798862 74798873 GGTTTTGTGGAAATCGGAAA TGTGCGAACGCTTTCAATAG 271

Ad03A15477 Aradu.A03 15477 p3 (TTC)5 15 74861942 74861956 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 117

Ad03A15480 Aradu.A03 15480 p2 (AT)6 12 74897428 74897439 AACCCGGAACACTTCCAAAT TTGCCTTTTTGATCTTTGGG 244

Ad03A15483 Aradu.A03 15483 c (TA)6(TG)21cgcgcgc(GT)979 74965059 74965137 CAACATTCAGTGATTCAGCTTTT AGGTGCCAGCTTAGGGACTT 204

Ad03A15488 Aradu.A03 15488 c (A)11gagagaaaag(A)1031 75019051 75019081 GTGGTGGCAACACTTTTTGT TTTTTACCCTTGCCTGTTGG 240

Ad03A15491 Aradu.A03 15491 p2 (AT)7 14 75035204 75035217 GCGCCGTAAAGTGAAGGATA GATTAGCCGGCCTAAACTCTG 205

Ad03A15492 Aradu.A03 15492 p3 (TAT)17 51 75040208 75040258 TGACACATGTCACTTTCTCCAA TGTGACACACTTTTTGATTGTCA 278
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Ad03A15496 Aradu.A03 15496 p2 (GT)6 12 75058547 75058558 CCACAAATGGTTGTGTGAGC ATCTTTGTCAGCAAGGTCGC 222

Ad03A15499 Aradu.A03 15499 p2 (AG)7 14 75098816 75098829 TCACGAAAAAGCACACCAAA CCCACACCATTCAAATTTCC 104

Ad03A15501 Aradu.A03 15501 c (TC)15(TG)11 52 75137338 75137389 TAATCTTAGACGCCGCCACT CGGCGAAGATTGAAGAACTC 229

Ad03A15502 Aradu.A03 15502 p3 (CTT)15 45 75146078 75146122 TGAACCAACCCCTCTGCTAC TTTCTTGAAGTTGTTGGGGG 204

Ad03A15505 Aradu.A03 15505 p2 (TA)9 18 75150628 75150645 GAAAGCCAAGTTATGGCTCG TTCAATGCTTAGCACCCTTG 241

Ad03A15507 Aradu.A03 15507 p3 (TTC)6 18 75171982 75171999 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 103

Ad03A15508 Aradu.A03 15508 p2 (TA)10 20 75177448 75177467 TCTGTAAAGAGGGATAGGAGCTG TGTCATGCTTCCAGTTGCTC 273

Ad03A15509 Aradu.A03 15509 c (ATT)8(GTT)12 60 75181376 75181435 TTCAACATGCAAGGAAGCAG AAAGTGTAATCTCCGCCCG 278

Ad03A15512 Aradu.A03 15512 p2 (GA)25 50 75213710 75213759 TGGACAAACATCAAAGCCAA CTCCTCACCGGTTTGTGATT 278

Ad03A15513 Aradu.A03 15513 p2 (TC)7 14 75215213 75215226 GGAAGGCATCCATTGAGAGA AAAGGAAGCAATATTAAACCGAAA 248

Ad03A15514 Aradu.A03 15514 p2 (GT)6 12 75224204 75224215 GAACCAAAAATGGGTAGGCA TGGGGAAATCTCTCTTCCCT 265

Ad03A15515 Aradu.A03 15515 p2 (TG)10 20 75231151 75231170 ACGAATCGGAGCATCATAGC AATTTTAAAGGATTGGCCCG 237

Ad03A15516 Aradu.A03 15516 p2 (AT)6 12 75263094 75263105 TTTGAGGAGAGAGAAAGGGG TCTTGTGTCTTTTGTGTGTTTTTC 233

Ad03A15517 Aradu.A03 15517 p3 (TGA)6 18 75298028 75298045 AGGCCGATTACTCCGAACTT GGTAGCAGGCAGTGAAGGAC 200

Ad03A15518 Aradu.A03 15518 p5 (AAGAT)5 25 75311429 75311453 ATTCCTAGGGAGAACGACCC CCTGGGTGCTCCAGTGTATT 279

Ad03A15519 Aradu.A03 15519 p5 (AAGAT)5 25 75316563 75316587 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 167

Ad03A15522 Aradu.A03 15522 p2 (AG)6 12 75381016 75381027 GTTCGTGGAGCTGTGGAGA TGATCGCGTCTTCTTCCTCT 247

Ad03A15524 Aradu.A03 15524 p3 (TTC)8 24 75411376 75411399 CATGCATTTCCATTCTGCTG GATCAAGCCATTCACCCAAT 217

Ad03A15525 Aradu.A03 15525 c (A)10tatatcttttctaactaattttaaaactacattttcgaaatttattatataaatttcagattttaatttcaaatttttcgaaaaaaattttcc(A)10113 75416321 75416433 TCTTGTGTCTTTTGTGTGTTTTTC CTTCCATATTGGATTACAAGAGATAA 256

Ad03A15528 Aradu.A03 15528 p2 (CT)7 14 75429449 75429462 TGCATCCATTCATAAGCAGG CAATTGGGCAACATCAATCA 222

Ad03A15535 Aradu.A03 15535 p2 (AG)9 18 75504493 75504510 TGCTTGTCCTCAAGCAAAAA ATCTCTCCCCCGCACTCTAT 126

Ad03A15536 Aradu.A03 15536 p2 (CT)7 14 75549649 75549662 CCTAAATGGAGCAGGGATGA GCTTTTGCCTTCCCTTTTCT 280

Ad03A15538 Aradu.A03 15538 p2 (CT)9 18 75567446 75567463 ATCTGAGGCAAGTCACGCTT AGGAGGAGATGGTGGTGTTG 219

Ad03A15539 Aradu.A03 15539 p3 (CCT)6 18 75568077 75568094 GATCACCCACCCTGACATCT CATAGAGACGCACGTGGAGA 237

Ad03A15542 Aradu.A03 15542 p2 (TC)6 12 75590604 75590615 AGGAGGCTAATCCTCAGGCA GATCCGATCGAACCAAGTTT 272

Ad03A15547 Aradu.A03 15547 p2 (CT)6 12 75612546 75612557 CTTTTCCACTTCCAATCTTCG CGAACACAGAGGGAGAGAGG 227

Ad03A15548 Aradu.A03 15548 p2 (CT)6 12 75619277 75619288 AAGAGGGGAGGACTTCAAGC GGTGTGCTTTGAACACCAAA 239

Ad03A15549 Aradu.A03 15549 p3 (CTT)5 15 75623979 75623993 ACCCCTTTCATTGGGTTAGG TTTCCAAGGCTCAAAGGAGA 177

Ad03A15552 Aradu.A03 15552 p3 (TCT)6 18 75681381 75681398 ATTTCTTTCCCACCCAAACC CGGTCTTAGGTGCCATCAAT 272

Ad03A15558 Aradu.A03 15558 p3 (TCT)6 18 75728888 75728905 AATGACCGAACCTAAACCCC CCCTTTCCTCCTTCTTGAGG 272

Ad03A15561 Aradu.A03 15561 p3 (TTC)6 18 75754798 75754815 TGTGCCTTGATGCTCAATTT GGAATTCAAAAAGAAGCTGGG 267

Ad03A15562 Aradu.A03 15562 p2 (AG)6 12 75768245 75768256 CCATTCATCATCATGCTCTCA CCAAACCAAAAGGGGAAAAT 275

Ad03A15569 Aradu.A03 15569 p2 (TA)12 24 75864747 75864770 GGGCATTTTTGTTCCCTTTT TTTGGGACATTGGTTGAGGT 240

Ad03A15572 Aradu.A03 15572 c (T)10caaaaatcttttataaaaattcaattttcaatttcaaaatatttccactttcttttatttatttcgtttttattttatttt(A)10101 75898910 75899010 TCCTGTGTCTTTTGTGTGTTTTT TGTTGGACCAAAAGAAAGGG 241
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Ad03A15579 Aradu.A03 15579 c (GAA)5tat(GAA)5 33 75933079 75933111 AGATTGGCTTATCGGTGGTG GCGAACCCTAGCCTTTCTTT 153

Ad03A15587 Aradu.A03 15587 p2 (AG)6 12 76015058 76015069 ATGGAGAAAGGGAGGAGGAA AGTTGCACAACTTTTGCGTG 280

Ad03A15589 Aradu.A03 15589 p2 (AT)9 18 76036071 76036088 AACCCTCAAACACCACATGA TTCCATTGGTTGTTCCATCA 234

Ad03A15593 Aradu.A03 15593 p3 (AAT)5 15 76146190 76146204 TTTTTCTCTCTTTATCTCGTTGTTTTT AATCTGCTCGAGTCCTGCAT 275

Ad03A15594 Aradu.A03 15594 p2 (AC)6 12 76182185 76182196 AATGAACCCATTCAACCCAA ACGAATTGGAGCATCGTAGC 136

Ad03A15595 Aradu.A03 15595 p4 (TTTA)5 20 76197849 76197868 CCTCTCCCTCTCTAATTTTCG CAGAAGGGTGAGGATAGGGG 245

Ad03A15596 Aradu.A03 15596 p3 (TCT)5 15 76200487 76200501 CACGGTCATCCCTTCTGTTT CCTATGACTCGGAGGTGGAA 277

Ad03A15598 Aradu.A03 15598 p2 (TA)10 20 76258754 76258773 TTGAGAGGTCATTTGTTGCG CCCCTTTGCCACTACAGAAA 204

Ad03A15601 Aradu.A03 15601 p2 (AT)7 14 76269270 76269283 CCATTTTACACCTTGTGGACC TTGGCCCTTTCCTTCTACCT 220

Ad03A15609 Aradu.A03 15609 c (T)12ggttaaagatca(TG)636 76370324 76370359 GAGTGCTCCAAACAGAAGGG ATTTTTGTCCCTGTGCGTGT 138

Ad03A15610 Aradu.A03 15610 p3 (TTC)5 15 76379238 76379252 TTGCAAACTTTAACCCCCTG TAAGAGTGGTGGAGGGGAGA 196

Ad03A15611 Aradu.A03 15611 p4 (TAAA)6 24 76385911 76385934 AAAGATAGGGGCAGCGATTT CAAAACCACCTAACTACTTCTCCC 261

Ad03A15612 Aradu.A03 15612 p3 (AAC)7 21 76409643 76409663 AACAAGGCGGCAATTACAAC TGTTCTGAGGGACTTGGGAC 261

Ad03A15613 Aradu.A03 15613 p2 (GT)13 26 76417766 76417791 GGGGATAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 257

Ad03A15614 Aradu.A03 15614 p3 (CAT)7 21 76427781 76427801 ACACAGCCTTCAGCTCCTGT AATGGTGCAGAGGAGAATGG 268

Ad03A15618 Aradu.A03 15618 c (GT)11(GA)13 48 76432712 76432759 TGTTAGGACATGCTCTGTGAAA TCTGTTGGGATCAACCATGA 254

Ad03A15620 Aradu.A03 15620 p2 (AT)9 18 76436729 76436746 GCCATAAAGTACAAAAACGAACC TATGGGGAGGGTAGTGTGGA 241

Ad03A15625 Aradu.A03 15625 c (TC)8tgattcttccat(TC)640 76451043 76451082 TTGTAACTGCACACATTAGCTTGA AGTGTTCGATTGTGCAGCAG 177

Ad03A15627 Aradu.A03 15627 c (T)10gctttaactctgtgatagtagtgttattatagaaatttaccttaggagatata(TAG)681 76490566 76490646 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 242

Ad03A15628 Aradu.A03 15628 c (T)10ctttttttttcgac(T)1135 76502421 76502455 GCACACTCTTATTGCCTTGGA TGTGGTGGCAATGTTTTTGT 273

Ad03A15629 Aradu.A03 15629 p3 (TCA)8 24 76515638 76515661 AATTTAGCCTCAAGTGCATGTAT CTTGGCAGGATTAACCAAGG 239

Ad03A15630 Aradu.A03 15630 p2 (AC)6 12 76531839 76531850 AGCGCAAAACATTCACACAC GGCCTAAACTTCACGAGCTG 177

Ad03A15632 Aradu.A03 15632 p4 (CTAT)6 24 76544750 76544773 ACGATAACCATGCACCATGA TTGAGAGAGCATAGGGGGAA 212

Ad03A15635 Aradu.A03 15635 p3 (AAG)5 15 76566460 76566474 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 272

Ad03A15638 Aradu.A03 15638 p3 (ATA)12 36 76591649 76591684 GACGCGGCATCTTATCTCTC TCATTTTGGAACATCGTTTGA 229

Ad03A15641 Aradu.A03 15641 p2 (GA)15 30 76600408 76600437 TGGCTGACAGTCTCTGCACT TGCATCATAGTGATGAGGGG 245

Ad03A15643 Aradu.A03 15643 p3 (TTG)5 15 76604199 76604213 ACATGATAGGGCTCAATGGC TTTTCTCAAAGGCATTCATGG 164

Ad03A15644 Aradu.A03 15644 p3 (ATA)16 48 76606932 76606979 GCCTTATTCTAGCTGGCTATGC CTTGTTTTCTCTAGGCATTTCAA 231

Ad03A15646 Aradu.A03 15646 p2 (AG)14 28 76608971 76608998 CAAGGTCCACATCCTCCATT TATGCATACCACCGTCATCG 253

Ad03A15650 Aradu.A03 15650 p3 (TTC)6 18 76630156 76630173 TCCCAACACTCCTCACATCA CCCTCGAGCAAGAGAAGAAA 172

Ad03A15652 Aradu.A03 15652 p2 (AT)11 22 76665596 76665617 TTTTTCTTTTCTTTGGGGCA TGGGAAACGTTGGTAGTGAA 201

Ad03A15654 Aradu.A03 15654 p2 (AC)6 12 76681526 76681537 CGTACGCACACTAGGCAAAA TCTCTTGCACTCCCTCTGGT 265

Ad03A15655 Aradu.A03 15655 c (A)11ctatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaagagag(GAA)694 76718886 76718979 CTCCCAAGACTCAGAGGTGG TATCCCACCCATATAGCCGA 224

Ad03A15661 Aradu.A03 15661 c (TC)6actcaaagcactcacgccg(CA)643 76797385 76797427 TCTTCATTTTCATCCCAGCC ACGTATGGAGGCTGACGAAC 233
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Ad03A15664 Aradu.A03 15664 p3 (ATT)5 15 76809508 76809522 GCCATCCATAGCCAATTCAC AATATCGTTTGCCGAGTTGG 129

Ad03A15665 Aradu.A03 15665 p2 (TC)9 18 76810747 76810764 ACACTCTTCTCTTCCCCGCT TGGCAACCAAACAAAACAAA 179

Ad03A15669 Aradu.A03 15669 p2 (TA)6 12 76814028 76814039 ATCGCATGAACCAGAAATCC TTTGAAGCACAACGAAGCAG 266

Ad03A15677 Aradu.A03 15677 p2 (AG)6 12 76868268 76868279 CAGGTTCAGCATCAGCTTCA TTTGCTAACGCTTCTCTTCTACTT 235

Ad03A15678 Aradu.A03 15678 c (T)11gaaaaccgaaaataaaagaag(ATAAA)557 76894560 76894616 CCATGATGGAGAAAGGGAGA TTCAAAAATCCTCACCCAAAA 168

Ad03A15680 Aradu.A03 15680 p2 (GC)6 12 76901490 76901501 CATGGCAAGCTGTATGTTGG TGTTCCAGAGAGTTAGGCCG 233

Ad03A15684 Aradu.A03 15684 p2 (AG)6 12 76986200 76986211 CTTCCTCTTGGAAGATCCCC TATTTTCTCACCTCCGCGTC 257

Ad03A15685 Aradu.A03 15685 p2 (AT)10 20 76989692 76989711 GGGAACAAAATTACCCCAATG AGGTTGTAATGGAGCCAAGG 248

Ad03A15687 Aradu.A03 15687 p3 (AGA)6 18 77036930 77036947 CTGGCCTTAGGTGCCATAAA TCACATCCATCCTTCCTTCC 196

Ad03A15688 Aradu.A03 15688 p5 (TTATC)5 25 77050465 77050489 GCTGATCCCTTATCACCGAA GGAACACACCCCAAATCCTA 277

Ad03A15690 Aradu.A03 15690 p2 (TA)9 18 77064231 77064248 TTTCTCACGCTTAACGCAAA GATACCAATGATGCTCACGC 182

Ad03A15691 Aradu.A03 15691 p3 (CAC)5 15 77111848 77111862 TTCTCCACTTTATGCCACCC ACGTAACTTCGTGCCTCCAC 121

Ad03A15692 Aradu.A03 15692 p2 (TA)7 14 77134451 77134464 GCGAAGATCCTTAGCTCTCG AAATTGAAAAGCGCGACACT 268

Ad03A15697 Aradu.A03 15697 p3 (AGA)6 18 77202132 77202149 CTGGCCTTAGGTGCCATAAA TCCACATCACCTCTTCACCA 206

Ad03A15699 Aradu.A03 15699 c* (A)10(AG)7* 23 77261007 77261029 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 229

Ad03A15700 Aradu.A03 15700 p2 (AG)8 16 77295368 77295383 ATCCATGAGCCATTCAGCTC GGCTCGTCAATCAGAACTCC 151

Ad03A15701 Aradu.A03 15701 p3 (TTC)5 15 77318856 77318870 AACGGTTAGGTTTTCTCCCAA GTGGCCAAGGAACAGATGAT 263

Ad03A15702 Aradu.A03 15702 p2 (AT)7 14 77328611 77328624 TGTTTGAATCCAATCAAATTCATATT AGCAAAGCTACGTTCACCAA 229

Ad03A15703 Aradu.A03 15703 p2 (TA)16 32 77330965 77330996 TCCTTATTTCCACCCCCTTT CTTCGCGAATATGAACCGAT 272

Ad03A15705 Aradu.A03 15705 p3 (AGA)5 15 77344360 77344374 CTTCCTGGCCACAACTTCAT AAGCCTCCATCTCCCACTTT 261

Ad03A15706 Aradu.A03 15706 p3 (ATA)22 66 77359608 77359673 GCAACCTTTAAGTGTGGGGA TACTTTGGGGCATTTTGTCC 186

Ad03A15710 Aradu.A03 15710 p3 (AGA)6 18 77368948 77368965 ATGAATCTCTCCAGCTCCCA TCCATCATCTCTTTCCCACC 268

Ad03A15712 Aradu.A03 15712 p6 (AGAAGG)5 30 77396923 77396952 GCAGCGCGTAGTGTTGTTAG GGCTCTTCCTCCTCCTGTCT 143

Ad03A15713 Aradu.A03 15713 p3 (AAT)5 15 77399320 77399334 AGTGATTCGCCTTGCAGATT TCTTGCAACAAATAAACCCAA 162

Ad03A15720 Aradu.A03 15720 p3 (TTC)10 30 77449700 77449729 CACTTCTCTTTCCCACCCAA CTCCCAAGACTCAGAGGTGG 248

Ad03A15722 Aradu.A03 15722 p2 (TA)12 24 77473979 77474002 AAGTGTAGCCGTAGGTCCCTT TCGGCAAACAGTAAAAGCAA 142

Ad03A15723 Aradu.A03 15723 p3 (GAA)5 15 77480712 77480726 CGTAGAAGAAGAAGACGACGATG GTCATTTCCTCCCTCCCTTC 132

Ad03A15725 Aradu.A03 15725 p3 (ATA)14 42 77481191 77481232 TTCCTGGTTCTTTCCGTCAC CTCTCTGCCTCTTCCCCTCT 204

Ad03A15726 Aradu.A03 15726 p2 (CT)18 36 77481480 77481515 TTTTGTTATCCTTCGCCGAC GTCAATTGCCAACGGAAAAT 209

Ad03A15727 Aradu.A03 15727 c (AT)8gtatatgtata(TG)37101 77494931 77495031 TATCATGGAGCTCTCCACCC CAGATTAGACCGGACCCAAG 225

Ad03A15731 Aradu.A03 15731 p2 (AG)8 16 77545736 77545751 CTAGCCACCACCCCCTTATT ATGAGGATGATGACGAAGGC 256

Ad03A15732 Aradu.A03 15732 p2 (GA)7 14 77545854 77545867 TCATTGCCACTGAAGCTCAC TTCCCTCTTTTCCCTCAACA 114

Ad03A15735 Aradu.A03 15735 p4 (ATTT)8 32 77593947 77593978 TCTTCTTCTTGGGTCACGCT AAAGTCACGGCTAGGCTCAA 202

Ad03A15736 Aradu.A03 15736 p2 (AT)8 16 77597037 77597052 CGGGACACCAAACTTAATTTCA TACTTGGTACAACCCGGTGC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A15741 Aradu.A03 15741 c (T)10gtaaagcctatataaaggcatcaattagagctcggaaggggagacttgctctattagggagtagtagtagtagatag(CT)699 77635977 77636075 CCAAACCCATTTCTCCTCAA TTCCTCCAATCTCACTCCAGA 259

Ad03A15742 Aradu.A03 15742 p2 (CT)6 12 77640689 77640700 AATTAGAGCTCGGAAGGGGA CCCTTCCTTGATCCAACAGA 248

Ad03A15745 Aradu.A03 15745 p2 (TC)6 12 77710929 77710940 TTTCGAACATCATTAACTACTTTTTCA AGGGGCAGTGATTTGAGATG 127

Ad03A15748 Aradu.A03 15748 p2 (TA)8 16 77723391 77723406 CCGGATACATACATGCCACA GAATGAATGCTTGAACAGTGC 171

Ad03A15755 Aradu.A03 15755 p3 (AAT)5 15 77798154 77798168 ACCATCCATGAGGTGGTCAT TGGTAACTGCCATAAGCGTG 201

Ad03A15759 Aradu.A03 15759 p3 (AGA)7 21 77842811 77842831 CTAGAGGTTTCTCCGGCCTT CCCCCATCCTTTTTCATTTT 219

Ad03A15763 Aradu.A03 15763 p3 (TCT)5 15 77888716 77888730 CGAAACCCTCTTCTCCCTCT CTCGGAAGTGGAAGCTTTTG 202

Ad03A15766 Aradu.A03 15766 p3 (TTC)5 15 77905569 77905583 GAGTCTTCGGACCCTCCTTC GGTTCCCAAGAAACCCAAAT 249

Ad03A15767 Aradu.A03 15767 p2 (TC)6 12 77922009 77922020 TCTCTCCCTCTCTCATCTCTTTC TCCTTTCAGGTTCAGGATCAG 262

Ad03A15768 Aradu.A03 15768 p2 (TA)10 20 77980416 77980435 TTCACCACTTACTTTGGGGC GTGGGTTTGGAAACATCTGG 203

Ad03A15771 Aradu.A03 15771 p2 (CA)6 12 78004218 78004229 CCCAAGTTTTCCACACTTGAA TGAGGCCATCATTTCATTAGC 214

Ad03A15772 Aradu.A03 15772 p2 (GA)11 22 78012435 78012456 CCACCATCGAGCTAGGGTTA GGTGACAGGATCGGCTTTC 125

Ad03A15774 Aradu.A03 15774 p3 (GTT)5 15 78047647 78047661 GTCCAGGTTTTCCGCAAGTA TCGGTGCCAAAATAGGAATC 197

Ad03A15775 Aradu.A03 15775 p2 (TA)8 16 78060576 78060591 TTACTTGGGGCATTTTGTCC GTTTCGGAGAGTTGGGAACA 236

Ad03A15782 Aradu.A03 15782 p5 (TTTAT)6 30 78173002 78173031 TTTTCAAAACTTCCTAACCACTTTC GGTCCATGTTGGAGAAAGGA 280

Ad03A15788 Aradu.A03 15788 p2 (TA)10 20 78274841 78274860 AATGGGTGCACATTCGTGTA AAAATGCATTCTAACCACCCA 244

Ad03A15789 Aradu.A03 15789 p2 (TA)6 12 78283878 78283889 CCCATCTCAATTGTAAAAGTGCT ATGGGTTTATCAACCTCCCC 268

Ad03A15791 Aradu.A03 15791 p2 (TG)20 40 78332155 78332194 TGTTCGTTGACGTGCATAAG AAGGGAGAAAGGAAAAACCG 277

Ad03A15792 Aradu.A03 15792 p2 (TA)6 12 78332951 78332962 GATGCCATCCATCTTTGTGC GTAACCCTTGGAACATTGGC 272

Ad03A15793 Aradu.A03 15793 p2 (TA)6 12 78338970 78338981 GGGCCAGCAGTTTTATTGAA GGGGGCCACCATACATATTC 267

Ad03A15798 Aradu.A03 15798 p3 (TTC)5 15 78360918 78360932 CAACAATTCCTTTCACCCAAA CAAGAAGCAAATAAGGCATGG 269

Ad03A15800 Aradu.A03 15800 p2 (TC)6 12 78368389 78368400 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 252

Ad03A15801 Aradu.A03 15801 p2 (TG)8 16 78382297 78382312 TCAGCTCTGGCTTTCGGTAT TGAGGCATAAGAGGCAACAA 213

Ad03A15802 Aradu.A03 15802 p2 (TA)6 12 78394437 78394448 CTAAGCACTTGCCTTTGGCT TGACCACTACTTTAATCTTCTTGTCG 207

Ad03A15806 Aradu.A03 15806 p3 (TCT)6 18 78463976 78463993 TGGCCGAACCTACATCTCTC ATCCCATGACTCAGAGGTGG 215

Ad03A15808 Aradu.A03 15808 c* (A)11(AAAAT)6* 37 78518429 78518465 GATTCATTCTTCAATTTGCTTTGA GCAGCTGTAATGGGGTTAGC 260

Ad03A15811 Aradu.A03 15811 p2 (TA)9 18 78545292 78545309 CGCATTCATTGTACAACCTTTT AAAGAATGATCAACGGATTGAGT 280

Ad03A15812 Aradu.A03 15812 p3 (AGA)6 18 78549931 78549948 CTAGAGGTTTCTCCGGCCTT CGAACCTAAACCCTTCTCCC 253

Ad03A15817 Aradu.A03 15817 p5 (AAATA)5 25 78581018 78581042 TTTTTCGCTTTCCTCATTTCA CCATGATGGAGAAAGGGAGT 273

Ad03A15827 Aradu.A03 15827 p2 (TA)7 14 78736465 78736478 GGAGCTGACAGTTTAAAATTTACGA GTCTAGGATGGGGTTTGGCT 245

Ad03A15828 Aradu.A03 15828 p2 (GA)7 14 78745095 78745108 CGATTTCTGAGCTTTCGAGG GGAACAAGAAATCGCAAAGAA 238

Ad03A15830 Aradu.A03 15830 c (AAC)5(GAC)7aatgacgacg(ACA)870 78769905 78769974 TCTTAATGCAAACCAACCTGAA CCCACTCCTGATCCTAATGAA 204

Ad03A15831 Aradu.A03 15831 p3 (TCT)6 18 78793712 78793729 TGGCCGAACCTACATCTCTC CTTGGAGGTGGAAGCTTTTG 248

Ad03A15832 Aradu.A03 15832 p4 (ATAA)5 20 78802161 78802180 CAATGTATGAGTACCATGTCAGCA TGGCACCCATCTTTATCTTT 215
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Ad03A15833 Aradu.A03 15833 p6 (ATAAAA)5 30 78802360 78802389 GATGGGTGCCATATAAACAAAAA ATGCCACGTCAGCTTCATC 147

Ad03A15835 Aradu.A03 15835 p3 (TTA)6 18 78806739 78806756 GCAAGGTAAGCCGTGTGTTT TGCATAAGCATAAACTGCACAA 276

Ad03A15837 Aradu.A03 15837 p2 (TC)12 24 78807216 78807239 GCAGGAACAATTCCAGCTTT CGCATCCAAAGGATGTATGT 280

Ad03A15840 Aradu.A03 15840 p2 (AT)10 20 78814591 78814610 CGTCGATACGACCGACTAGA CAATTTCAATCTTTCAGTCCCA 217

Ad03A15844 Aradu.A03 15844 p2 (TA)10 20 78823577 78823596 TGGAAAGCTAACATCTGGGG ACGTTTTGCGCTTTTGAAAC 221

Ad03A15847 Aradu.A03 15847 p2 (GA)7 14 78857045 78857058 TATAAGCGCAGCGTCAACAC ATTATGAAAAATGCGCGACC 221

Ad03A15849 Aradu.A03 15849 c (AT)6tttttttacttc(T)1034 78864194 78864227 AATTAGAGGTGCCCAGGGTT GGCTCTTGAAAGAATGAGGG 221

Ad03A15856 Aradu.A03 15856 p2 (TA)7 14 78952500 78952513 GACGTTCACTTTCTCCCTCG AGAAAAAGAGAGTGGCCGAA 272

Ad03A15857 Aradu.A03 15857 p3 (AAT)16 48 78952630 78952677 CCTTCGGCCACTCTCTTTTT AGAATCAGCATTCAGCCGTT 189

Ad03A15861 Aradu.A03 15861 c (TTA)5(T)10 25 79010526 79010550 CACATTCGTGCATCGTTTTC GAAAAATGGGTGCACATTCA 180

Ad03A15863 Aradu.A03 15863 p2 (TC)7 14 79024092 79024105 ATTCTCCCTCGACGACTCCT ACACCCAGCAACAGAAATCC 260

Ad03A15865 Aradu.A03 15865 p4 (TTAG)5 20 79030355 79030374 CTTTCCAGCCTTCAAACACC CCTCAACAAAGAAATCCAACAA 207

Ad03A15866 Aradu.A03 15866 p2 (GC)6 12 79033185 79033196 GCAAAGTGGAGAATGCATGA TCAGAACCAGGGAGGAATTG 261

Ad03A15867 Aradu.A03 15867 p2 (AT)7 14 79053403 79053416 TGCTATTCACAACATCCAATCA TCACCATTTTTGCGGTGTAA 203

Ad03A15871 Aradu.A03 15871 p2 (CT)8 16 79125691 79125706 TGACATCACCTCTTCTCCCC CTGTCCAGTTCCGCGTATTT 277

Ad03A15872 Aradu.A03 15872 p4 (TAGT)6 24 79162745 79162768 TGGCTTGAACTTTCTGTGAGG ACGTTTTCAACGTTCTCCAA 187

Ad03A15877 Aradu.A03 15877 p2 (TG)6 12 79177132 79177143 AGAGGAGCTGCCACATCACT CATTCCCTTCCACTCCAAGA 158

Ad03A15879 Aradu.A03 15879 p2 (TC)10 20 79182787 79182806 CGCAAAGCTCTTGGTTTTTC GGGAAAATTCTGGAAGAGGC 203

Ad03A15885 Aradu.A03 15885 p2 (AG)6 12 79218050 79218061 CGGAAAAGCACACCAAACTT AATCTCCCCTCCCAACCTTA 141

Ad03A15886 Aradu.A03 15886 p4 (AATG)5 20 79279384 79279403 GACGCCCCTATTTTCAACAA CCGACATACTCACCACATTTTG 278

Ad03A15891 Aradu.A03 15891 p3 (ATA)7 21 79307336 79307356 TTGGTGTTTTCCCTCCAAAA GGAGAGAGAGAAAGTGGTTAGGA 194

Ad03A15892 Aradu.A03 15892 p2 (AG)6 12 79330397 79330408 GAGAGGGGTAAGGTTCGGTC CAGGGATGACTTTCCCTTGA 259

Ad03A15893 Aradu.A03 15893 p2 (CG)6 12 79357502 79357513 AGAGAAAAGCAGGGTGCAAA AGAGTTGTGCACGCTTTGTG 152

Ad03A15895 Aradu.A03 15895 p3 (TTC)5 15 79415024 79415038 TCCTTTTACGGAAAAATTGAAAA CACCTTAGTAACTCGTTGGTTGC 250

Ad03A15897 Aradu.A03 15897 p2 (CA)6 12 79446287 79446298 GTGTTCACACACCAAGCCAA TTGCACTTTAAGTTTCCGCA 209

Ad03A15901 Aradu.A03 15901 p2 (TC)7 14 79486808 79486821 CACTAGGCGCTGTCCATTTT CATAAGCGAACCGTCAACAA 182

Ad03A15903 Aradu.A03 15903 p3 (AAT)6 18 79494859 79494876 GGCACTCTTGTTGAAGCTGA AAATTTGGACGTTGGCTTTG 192

Ad03A15904 Aradu.A03 15904 p3 (TTC)6 18 79498427 79498444 CCCATAAACCCCACCTACCT TTAAAATGTTGCTCGCCCTC 235

Ad03A15905 Aradu.A03 15905 c* (A)10(AT)6* 21 79500009 79500029 AAAAGCAGTGAAAAGCAAAAGC ATCCATTGATGCTCAAAGCC 158

Ad03A15907 Aradu.A03 15907 p2 (GA)6 12 79534546 79534557 CTCCCAACCTTCACAAGCAC CTCTTATTCAACCAGGGCCA 255

Ad03A15908 Aradu.A03 15908 p3 (AAT)5 15 79543937 79543951 GGAAAAGGGCACTCTTGTTG AATTGCAGGAATGGAGATGC 226

Ad03A15909 Aradu.A03 15909 p3 (CCT)5 15 79567987 79568001 GAAATCTTGAATGGGCCTGA GGATTCAAATCCTCCCCAGT 104

Ad03A15912 Aradu.A03 15912 c (T)12g(T)11 24 79591673 79591696 TCAGTCTGGTGCCCTTTTCT GAAACGCTTGTTGGGAGGTA 233

Ad03A15913 Aradu.A03 15913 p2 (TA)8 16 79617080 79617095 TTCCCACTTTTGTATAATTCCCA TCCCAAGTTGAATCCTTGGT 277
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Ad03A15919 Aradu.A03 15919 c (A)12gcacaaaataagctaaaaaaagag(A)1046 79703977 79704022 GAGTCAAACACAAGGTGGCA CCAACTTCAAAGTGTGCCCT 278

Ad03A15922 Aradu.A03 15922 p2 (TC)8 16 79720903 79720918 CCTCCCTCTTTTTCAAAATTCTTT AGAGGAAGAGGGGGTTTGAA 207

Ad03A15926 Aradu.A03 15926 p3 (TCT)7 21 79778334 79778354 TATGCTCGAGTCACGTTTCG GGGTGGGGTGATAGTGATTG 128

Ad03A15934 Aradu.A03 15934 p2 (TA)7 14 79864503 79864516 CACCGAGCGTTGAGAGTGTA CAAGGAGAATGATCGAAGGAA 233

Ad03A15940 Aradu.A03 15940 p2 (AT)6 12 79889480 79889491 TGGGATGACTTTTGTCCCAT CCCTAAGCGAAAAACCATGA 272

Ad03A15942 Aradu.A03 15942 p3 (TTA)5 15 79906150 79906164 TTTTCTTTTCTTTGGGGCAA TTTTGGAAAATGGATGCACA 133

Ad03A15944 Aradu.A03 15944 p2 (AT)6 12 79924594 79924605 GGCATCTTCCACCTATCGAG CTGGCCATGACAAAGTGGTA 259

Ad03A15945 Aradu.A03 15945 p2 (AT)7 14 79924881 79924894 CTTTGTCATGGCCAGAATCC CAGGATCCTCGTGTGGGTTA 217

Ad03A15947 Aradu.A03 15947 p2 (CT)6 12 79929935 79929946 CCTGTGATGAAGAAATAATCCCA CGCGATCTGCAGAAATTACA 246

Ad03A15949 Aradu.A03 15949 p2 (AG)6 12 79964102 79964113 TGCAACAAGTTTGGGAATGA AGGCAACCCATGTTCCATAA 213

Ad03A15950 Aradu.A03 15950 p2 (AT)14 28 79979555 79979582 AGGGGACAAAAATTACCCCA TGGGGATAAGGTAAGGGTGA 261

Ad03A15951 Aradu.A03 15951 p2 (TA)8 16 79979922 79979937 CCATCAGTGAGGGTTTAATGCT AGACTCGTGCAATGCAACC 206

Ad03A15952 Aradu.A03 15952 p3 (TCT)6 18 79982689 79982706 TTGGGTGGGTTTTGTAGAGC ACACCCACACATTGCTGAAG 161

Ad03A15953 Aradu.A03 15953 c (TA)8ttaaaaaataatcacataaaaaattagaaaactaatttgaaaac(AAATA)585 79983492 79983576 CCCAGTTTCTTCTGGGTTGA TTCGTAAACCTCTTTCTTTCCAA 278

Ad03A15954 Aradu.A03 15954 p2 (AT)8 16 79996977 79996992 CAAAAGTGGGAAATTTTGGG TTCACCGAACCAATCAACAA 218

Ad03A15955 Aradu.A03 15955 p3 (TCT)6 18 80000099 80000116 TTGGGTGGGTTTTGTAGAGC ACACCCACACATTGCTGAAG 161

Ad03A15956 Aradu.A03 15956 c (TA)8ttaaaaaataatcacataaaaaattagaaaactaatttgaaaac(AAATA)585 80000902 80000986 TTCTGGGTTGAGCATTTTCC TTCGTAAACCTCTTTCTTTCCAA 269

Ad03A15957 Aradu.A03 15957 p2 (TA)6 12 80009598 80009609 GCTTGATGCAACCCAGAGAT CCACACCCAAACAATGTCAC 191

Ad03A15959 Aradu.A03 15959 c (CG)6tggatggtcgaaaacgcttgatgcacgcgtacgcacgcagtgtgcgtacgcgtggatggtgctctatttttc(A)1094 80070758 80070851 GTACGCGCGAGTTGGTTTAT AGCTGTTTGGAGGTTTGGAA 256

Ad03A15961 Aradu.A03 15961 p3 (AAG)6 18 80125137 80125154 CAAGGATCCGAAGAATTCCA ACCCCTTTCATTGGGTTAGG 176

Ad03A15963 Aradu.A03 15963 p3 (TCT)6 18 80167983 80168000 CCCATCACCTCTTCACCACT TGCCTTCCCTTTCCTCTTTT 246

Ad03A15967 Aradu.A03 15967 p2 (CT)22 44 80187260 80187303 TTCCATTTCATCCACCTTCC TGGTCATACGCGATTGGATA 199

Ad03A15969 Aradu.A03 15969 p2 (TA)6 12 80188572 80188583 CGAGTGTTGGGGACACTTTT AACAAATGCAATTCTCTCTCTCTTT 267

Ad03A15970 Aradu.A03 15970 p2 (TA)6 12 80194005 80194016 TCTCGTGCTGATAACGTGTTG GCCTCTGAATAAAAACGCACA 268

Ad03A15971 Aradu.A03 15971 p2 (AG)7 14 80196816 80196829 GAGAAAGAGAGGGGGAGGAA CCACATGATCAAAATCACCTTC 230

Ad03A15972 Aradu.A03 15972 p2 (CT)6 12 80198101 80198112 TGCAACCATTGTGTCGAACT ACGGTGCTATGGACGAAATC 189

Ad03A15974 Aradu.A03 15974 p2 (CT)11 22 80215767 80215788 TCTTGCAGTACTGATCCCCC GAATTCACGCGAGAGAGAGG 142

Ad03A15975 Aradu.A03 15975 c* (GT)19(GTGA)5* 56 80216008 80216063 GACGCGAGACAGGGTAGAAC CACAAAATGTGCCACGAAAT 176

Ad03A15980 Aradu.A03 15980 c (TC)10ccc(CT)7 37 80233940 80233976 TGAACATGGAAGCGCAAATA AGTTTGGGATGCCCTTCTCT 138

Ad03A15983 Aradu.A03 15983 c (A)10ttaaaccatacttaataagtt(A)10ttaaattatacataataacttattactcttaaaaaaagtt(G)1091 80255004 80255094 ATTTAGGTTGGACTGAACTTTTATTT ACTGCAGGGACGGACATAAG 183

Ad03A15984 Aradu.A03 15984 p2 (AT)9 18 80259328 80259345 TCCATCCATCCTTGATTGGT ATCCTAACGTCAAAATGGCG 262

Ad03A15986 Aradu.A03 15986 p3 (ATA)20 60 80273974 80274033 GCGGATGTGAATTGAAAAGG ACCCAAAATGTGTACCATCAA 184

Ad03A15987 Aradu.A03 15987 p3 (TAT)18 54 80290524 80290577 TTCGGATTATCACAGGTTGAAA TTGTTTTTAGGCATGGGCTT 241

Ad03A15990 Aradu.A03 15990 p2 (AG)8 16 80295709 80295724 TCGTTCCCATCATTGGTTTT TCGCGTCCTTTCTCTTCCTA 105
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Ad03A15991 Aradu.A03 15991 p2 (AG)6 12 80310114 80310125 GATGGGAGAATGTTGGTGGT TCTCTCCTTCCCTCTCCCTC 108

Ad03A15996 Aradu.A03 15996 p5 (TTTTA)6 30 80386090 80386119 AACTTTCGTTCGCTCCCTTT GGGAATACCAAACTTAATTTCAAAAA 259

Ad03A16000 Aradu.A03 16000 c (AT)6ac(AT)11 36 80394231 80394266 TCATTTTTGTCCAGCACTTAGC TGCCCAAATTAATTGCCTTC 266

Ad03A16001 Aradu.A03 16001 p2 (CT)14 28 80394739 80394766 GTCAGATTTACCGGCGAAAA GACGTGGCAGAGTTAGGCTC 263

Ad03A16005 Aradu.A03 16005 c (T)10ctttatccaatgattccttgtaa(T)1043 80420171 80420213 ATCCATTGATGCTCAAAGCC TGTTGGCTCCTGAAAGAATG 220

Ad03A16008 Aradu.A03 16008 c (A)10gggatatcatgtgtgtgtggatatagtgtgtgtgagtatgtaacttagaattgggagttgtccaatctattgac(A)1094 80452778 80452871 ATTGCCTCGCATAAATGCTT TGAAGGAAAAGTAAAGGCCC 249

Ad03A16013 Aradu.A03 16013 p2 (TA)6 12 80458563 80458574 GCCCAAAACTAAATTTCATAACA GCTAAAAAGGACAATGGCGT 138

Ad03A16015 Aradu.A03 16015 c (ACC)5(ATC)10ataagaatccaaaatcaga(ACC)579 80469711 80469789 CCCTTTTTCCCCAAAATCAT GTGTGATGGATGGTGATGGA 206

Ad03A16016 Aradu.A03 16016 c (AGA)9agcggcggggtcagggcggcggtgcggcggtggtgtcggcgg(GAA)1099 80470079 80470177 CCCAGAATCAGCAACAACAA TTCAACGTTTGTATTCCACG 280

Ad03A16017 Aradu.A03 16017 p2 (TA)11 22 80471022 80471043 CGGCAATCACATAAATTGTCC TGCAATGTAGGATAAAAGGAAAAA 277

Ad03A16019 Aradu.A03 16019 p2 (AT)6 12 80479650 80479661 TGTTTTGACCAACTCTTGGC CGAAAGAAGGGAAGGGACTC 274

Ad03A16023 Aradu.A03 16023 p3 (TTA)13 39 80483261 80483299 ACCCATTTTCGTGCAAATTC TCAATACTTTCGTTGCATGGAT 252

Ad03A16024 Aradu.A03 16024 p2 (AT)11 22 80501368 80501389 TTTTAAAGTGAGGGACCAACAAA TTGCTGAAGAATTTTGATTTGA 211

Ad03A16025 Aradu.A03 16025 p2 (TC)6 12 80501940 80501951 GGACCGGGATAGTGACAAGA GAACAGAGGAGGGAGGTTCC 270

Ad03A16028 Aradu.A03 16028 p2 (AT)13 26 80511421 80511446 TGAATGCCTAGGTTAGTTGTCC CTCAGTCGGCCTAAACTTCG 280

Ad03A16029 Aradu.A03 16029 p3 (TTG)6 18 80521923 80521940 GGAGAGTGGGTGAGATGGAA TGGCCTCAATCATATGCAAG 247

Ad03A16030 Aradu.A03 16030 p2 (GT)8 16 80522515 80522530 CAAAATAGCATAATTTGAAAAGGC TTCATTTTGGTGCTACGGAA 259

Ad03A16034 Aradu.A03 16034 p2 (GA)6 12 80572800 80572811 TGGCCTAAATCCAAGTCCAG TGAAAAGCAAGTAATGAAAAAGGA 225

Ad03A16035 Aradu.A03 16035 p2 (CT)6 12 80583976 80583987 CAGAATTGGCACAAAGAGCA TTGAATTTGAATGGTGGGGT 248

Ad03A16038 Aradu.A03 16038 p2 (CT)6 12 80608047 80608058 CAGAATTGGCACAAAGAGCA TTTTTGGGGAAGAGGTGTTG 162

Ad03A16045 Aradu.A03 16045 p3 (AGA)6 18 80791476 80791493 GCTTTTGTCTTCCCTTTCCC AATGGCCGAACATACACTCC 271

Ad03A16050 Aradu.A03 16050 p2 (AG)8 16 80853935 80853950 TTTCTTTCCCTCCCTTTTCC CTTGGTGAAGGCCACAGTTT 268

Ad03A16051 Aradu.A03 16051 p2 (TA)9 18 80861927 80861944 AAGCATTGAACCCTCACTGG GCACATGGGACAAAATTCAA 245

Ad03A16052 Aradu.A03 16052 p2 (CT)6 12 80867083 80867094 GGAACATTGAACCTGAAAATTGA CAACGATTTCTGGGCTGTTT 246

Ad03A16056 Aradu.A03 16056 p3 (GAG)5 15 80881373 80881387 AAGAAATCACAATGGGCTGG TTCAGGAGGCTAAGGCAAGA 120

Ad03A16061 Aradu.A03 16061 p2 (TC)22 44 80891390 80891433 GAGGCAGAAGCAGAAGAAGC AGATGAGCACGTCCAAGTTT 246

Ad03A16065 Aradu.A03 16065 c (T)10atttacgatctttttaattctcc(T)1043 80912122 80912164 TTGGAAATTGAAAATCAACAACC CACGTTCTAGGATCGGTGTCT 254

Ad03A16066 Aradu.A03 16066 p3 (TTG)8 24 80913904 80913927 TCATGTAGCCGACCCACATA CACTGGGAAGCATAAACTTGG 262

Ad03A16067 Aradu.A03 16067 p4 (AAAT)7 28 80917823 80917850 TCTCCCCCAACAATTGAAAA TTTTTGGGTCCATCACTGACT 123

Ad03A16070 Aradu.A03 16070 p2 (AT)6 12 80961986 80961997 ACCAAGTCAACTCAAATTTTCAA TTGCATGCATCATTGGTTTT 150

Ad03A16073 Aradu.A03 16073 p4 (TTTA)5 20 80969886 80969905 GATTTGCTTGCTCAAGCCTC ACCTGCATGGGAGCTCATAG 256

Ad03A16075 Aradu.A03 16075 p3 (AGA)7 21 80993105 80993125 CTTGGAGGTGGAAGCTTTTG TGGCCGAACCTACATCTCTC 209

Ad03A16081 Aradu.A03 16081 p3 (AGA)5 15 81040405 81040419 TTAGAATGTTGCTCGCCCTC CCTAATTGGTGCAGGGATGT 248

Ad03A16088 Aradu.A03 16088 p2 (AG)6 12 81055922 81055933 AAGCTCTTTCAAGGGGGAAA AAATGAAAGCAAGAATCAAATCC 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A16090 Aradu.A03 16090 p3 (AGA)5 15 81063134 81063148 CTGCCTTCCCTTTCCTCTTC CTTCCTAACCTCCCTTGGCT 204

Ad03A16091 Aradu.A03 16091 p2 (AG)6 12 81063252 81063263 GAAATCGACGAGACAGAGGG AAAACCCCACCTACCTCACC 191

Ad03A16094 Aradu.A03 16094 p2 (TA)10 20 81070482 81070501 AGGGCTAGAAGTGAGTCGAGTT CATTAGTTTGTGAGTTGGCTCG 160

Ad03A16095 Aradu.A03 16095 p2 (TC)8 16 81071120 81071135 TTTTCCCCTTGGCTTACCTT TGAACAGAAATGGGTGTGGA 200

Ad03A16099 Aradu.A03 16099 p3 (ATT)7 21 81077626 81077646 TCAACCATTTAAGCCTGTTGG TCTTGATCTATCGCACCAAAAA 268

Ad03A16101 Aradu.A03 16101 p3 (TAT)5 15 81082086 81082100 AGCTTCAGCGTGAGGATGTT TTCTTAACCAAGGACACCGC 221

Ad03A16102 Aradu.A03 16102 c (TAT)6(TGT)8 42 81084380 81084421 CTGGTTCCGAGGGACTATGA ATGACGTCTTCGACGATTCC 256

Ad03A16103 Aradu.A03 16103 c (T)10aactaatgacaactattctaaatactatacataatatgcaacttcgtcaaacctaacaaccctgtcattttctgttg(AT)10acat(AC)6123 81093486 81093608 CCCGTGAAGTGCAAAAATTA GAGTAAACTTGGGGAAGGGG 280

Ad03A16107 Aradu.A03 16107 c (TCT)5(TCC)5tcttcctt(CTC)759 81101682 81101740 GGGCTCTACGAGTTTTGTGC ACGAGAAAAGGTCCCCAGAT 254

Ad03A16111 Aradu.A03 16111 p3 (AAT)9 27 81158528 81158554 TTTACCCCTTCAATGGCTTC TTCGCAAATTGAATGACAACA 222

Ad03A16113 Aradu.A03 16113 p3 (TTA)5 15 81161063 81161077 GGTTTTGAAATCCTCCTTATCA ATCCACATGTTTGGTAGGGC 196

Ad03A16115 Aradu.A03 16115 p3 (TTA)6 18 81167648 81167665 TGCACCACACTACACTTTTTCA TTTCTTAATGGCTTCGGTCA 261

Ad03A16116 Aradu.A03 16116 p2 (TA)6 12 81167771 81167782 GGAAAGCCAATGCATGTAAA TTCCTCAAATGGCTTCAACC 150

Ad03A16118 Aradu.A03 16118 p2 (CT)6 12 81187018 81187029 TTAACGTCAGAAAGGGGCAC TTTTTGGGGAAGAGGTGTTG 274

Ad03A16121 Aradu.A03 16121 c (ATT)5ttattattattac(TAT)852 81210393 81210444 TGGAGGGTCAGGTTTCTTTG CGTTCTCTTAATGGCTTCGG 238

Ad03A16122 Aradu.A03 16122 p2 (TA)8 16 81210549 81210564 CCGAAGCCATTAAGAGAACG TCAAGTTCGATGGGAATGAA 195

Ad03A16123 Aradu.A03 16123 p2 (AC)6 12 81210956 81210967 AGATTGAATGGGCCAAACTG GTTTTGTAGAGCTCGACGCC 239

Ad03A16127 Aradu.A03 16127 p2 (AT)7 14 81268938 81268951 TACACCAAATTCAGCGTGGA TATCGTAGCCGTTCACCACA 261

Ad03A16130 Aradu.A03 16130 p2 (AT)6 12 81309965 81309976 TGAGCCTGGTTCGTTGTTAAA GTCAGGACCTGGGATGTTGT 253

Ad03A16132 Aradu.A03 16132 p2 (AT)7 14 81336492 81336505 TGAGTGTGTGCGTCATTCAA CTTCACTTTGGGGCATTTGT 272

Ad03A16133 Aradu.A03 16133 p2 (AT)7 14 81336977 81336990 AGAGTGCAAACACTTCCGGT GCATCAAATCTCCCCACACT 250

Ad03A16134 Aradu.A03 16134 p2 (AG)6 12 81360169 81360180 AAGAACCTGGGATTGAGAGTCA GGACCAGAAAGTGCTGGAAG 228

Ad03A16136 Aradu.A03 16136 p2 (AG)7 14 81366218 81366231 CTGGGATTGAGAGTCACTGC TTTCTGACCCAGTTTTTGGC 192

Ad03A16137 Aradu.A03 16137 p3 (GAA)7 21 81370610 81370630 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCCCCTTTCAC 272

Ad03A16140 Aradu.A03 16140 p2 (GC)6 12 81391795 81391806 TTGTGCCCACTTTATGTCCA TAAGCATGGCACAACTCTCG 172

Ad03A16142 Aradu.A03 16142 p2 (AT)9 18 81403529 81403546 TGAAAATTCTGGGATTTGGG CATGCGTTCTTTCCAATTCA 198

Ad03A16144 Aradu.A03 16144 c (A)10tttacaaaatcataaaaac(A)1039 81438184 81438222 AATTCCTGGACCGGAGTCTT CATGCAATTGACACCAAACTT 194

Ad03A16145 Aradu.A03 16145 c (CA)8(TA)6 28 81466372 81466399 TCAAGGCTGGCTGGAGAATA TGTTTTTCAAGTGCAGGTCG 248

Ad03A16146 Aradu.A03 16146 p2 (AC)6 12 81498770 81498781 GCAAAAGCAAGGAAGCCTAA GCATGCCCCTTTTTGTGTAA 173

Ad03A16150 Aradu.A03 16150 p3 (TTC)5 15 81573088 81573102 ACCACTTAACCCCCTCCATC TCTTCAGCCTTAGGTGCCAT 149

Ad03A16153 Aradu.A03 16153 p2 (TC)17 34 81617221 81617254 GCAATGAGAATGTGACATGAAGA AAATTCGGCGTATGAAATGG 277

Ad03A16154 Aradu.A03 16154 c (TC)13(TA)10 46 81631229 81631274 GGGACATTTTTGTCCCCTTT CTTGGGACATTGGTTGAGGT 244

Ad03A16155 Aradu.A03 16155 p4 (TTTA)5 20 81632768 81632787 GAATGAAAACAAGCAAATGCAA ATTGCTCATGCTCTATCCGC 278

Ad03A16158 Aradu.A03 16158 p2 (AT)9 18 81660827 81660844 TTGAACACCACATGATCACAAA AAGTGTCCGAACCTCCTTCC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A16159 Aradu.A03 16159 p2 (CT)7 14 81661990 81662003 TCCCTCTCTCTCCCTATCTTCA AAAAAGAGCGCAAGGAAAGA 246

Ad03A16162 Aradu.A03 16162 p2 (TC)7 14 81676670 81676683 ACTCAAAAACCCTTACCGGC AAGGAATTGGGGAAGGAGAA 244

Ad03A16164 Aradu.A03 16164 c (T)10ag(A)10 22 81680703 81680724 CTGGGCCTCATCCGTAACTA TCAATGATCCTGTTCTTGAACCT 265

Ad03A16173 Aradu.A03 16173 p3 (TTC)6 18 81700619 81700636 TGGCCGAACCTACATCTCTC TCTAGAGGATTTTCCGGCCT 170

Ad03A16174 Aradu.A03 16174 p3 (TTA)5 15 81734079 81734093 CGGGGATTGGAAAAGATTG TCCCCTTTCCTCTTTCTGCT 250

Ad03A16177 Aradu.A03 16177 p3 (TTC)5 15 81755246 81755260 GGGAGGATACCGGAAAGCTA CCCCTAATGAAAGTGGGGTT 171

Ad03A16179 Aradu.A03 16179 p2 (TA)6 12 81835195 81835206 TTTTCTTGCAGGAGCAGGAT AATGCAGCCTTTGGTCACTT 202

Ad03A16183 Aradu.A03 16183 c (A)10gaatcaagaagaagtaaaatggataagtagaggaaattgttccaaaattgaacaaacaatt(A)1182 81895708 81895789 CAAATGTAGGCTAACAAATAATCCA GAACATGTATCAGTGAGATTGGGA 198

Ad03A16184 Aradu.A03 16184 p2 (TA)6 12 81900476 81900487 TGTATCCTAGCCGGCCTAAA ACGGTGGTACGACTCTCAGG 185

Ad03A16185 Aradu.A03 16185 p2 (AT)8 16 81900937 81900952 ACAAGTGGGAGATTGTTGGG TGACAGTCGCAGGTAAAAGG 252

Ad03A16190 Aradu.A03 16190 p2 (AT)6 12 81924082 81924093 ATGGGGAAAAGTGGATTTGG TACCTTGGGGCATTTTTGTC 210

Ad03A16191 Aradu.A03 16191 p3 (ATT)5 15 81930611 81930625 GATGGCTTGCCAAAATAGGT TCTTTCGTAACTCGCAATCAAA 280

Ad03A16193 Aradu.A03 16193 p2 (AG)14 28 81933540 81933567 GGGTTCTCCGTCAGCACTAC TCTCCCTCACGAACTCGTCT 214

Ad03A16194 Aradu.A03 16194 p2 (GA)6 12 81936364 81936375 AAAGGGAGAGAAGGAGGACG GGTGACAATGGAATTTTGGC 271

Ad03A16195 Aradu.A03 16195 p2 (GA)6 12 81936679 81936690 CTGGGGTTGCTACATCCAGT CCTCCTCAAGCAGCAATACC 280

Ad03A16196 Aradu.A03 16196 p2 (TA)8 16 81942500 81942515 TGGGGTAATTTTGTCCCCTT TGCATCAACTAAGTGTGGGG 255

Ad03A16197 Aradu.A03 16197 p3 (TCT)5 15 81969908 81969922 GCATGTATATGGCTGGGCTT GCTGGTTAGTTGTGCGGAAT 271

Ad03A16198 Aradu.A03 16198 p2 (TC)6 12 81984417 81984428 TCGAAAATCACCTTCCTCTTTT AACACAGAGAGGGAGAGAGGG 247

Ad03A16201 Aradu.A03 16201 p5 (GATTT)5 25 82040239 82040263 CACGTCACGAGAAACTTGGA AAAATGGCTGAAGGAAAGGG 214

Ad03A16204 Aradu.A03 16204 p2 (CT)6 12 82074654 82074665 AATGAGTGATGGTGTGGTCAA CCAAAGGCCTAATTGGATTG 178

Ad03A16205 Aradu.A03 16205 p2 (CA)6 12 82084141 82084152 GATGTAAATCTTTGCCGTTGC TGCACACTTCAATCTTCCCTT 228

Ad03A16206 Aradu.A03 16206 p2 (TC)6 12 82097547 82097558 AATTTCGTCCACCAGGAACA AGATCCCATTTTGGGGAAGT 252

Ad03A16209 Aradu.A03 16209 p3 (GTT)5 15 82118078 82118092 TGATGGTCCGGAGTGTATCA TGGAGGGACAATCATCAACA 235

Ad03A16211 Aradu.A03 16211 p2 (GT)6 12 82125661 82125672 GAGCCTTCAGCCACTTTTTG TTGTCCTCTGGAAAGTTGGC 231

Ad03A16212 Aradu.A03 16212 p2 (GA)6 12 82131751 82131762 AATTAGGTGGGTTTGGGAGG CCTAAATGGAGCAGGGATGA 255

Ad03A16214 Aradu.A03 16214 c (CT)8tcctctctcta(TC)9ttccactctctctctccttttcctcttttg(CT)1095 82149918 82150012 CCTCCCTCCTCCCTCTCT GGGAGAGAAGAATATAGAGAAAGAAA 280

Ad03A16215 Aradu.A03 16215 p2 (CT)6 12 82150231 82150242 CCCTCCCCTTTCTTTGTCTT AGAGGGAGAGAGGACGGAAA 203

Ad03A16216 Aradu.A03 16216 c (CT)6ttctctccctctctttccgtcctctctccctctctccttctccaaaattaattttacatactctttctttctctt(TC)699 82150356 82150454 TCTCTCCCCTATTCCTCTTCCT GGAGAGAGAGGGAGCAAAGAA 220

Ad03A16217 Aradu.A03 16217 c (CT)6ccaccttttccttttctctctcttcccctctctctccctatctccatctctctctcactc(CT)786 82150579 82150664 TTGCTCCCTCTCTCTCCCTC TGAAAGAAAGGGGAAGGGAA 201

Ad03A16218 Aradu.A03 16218 p2 (TC)8 16 82150800 82150815 TCCCTTCCCCTTTCTTTCAC GGGGAAAAAGAGCACAAGAA 170

Ad03A16219 Aradu.A03 16219 p2 (GA)7 14 82151069 82151082 CTCTCTCTCCTCCTCCTCCC TCCTTCCCTTATTTCTCTCTCC 239

Ad03A16220 Aradu.A03 16220 c (AG)6aaggagaagggagggagagagagaagggggatgggagggggagagagagggagaggggagaaaaggaa(AG)7atgagggggagaaagaggagaaggagagagagctctcttcttctctctcttattctagagaaa(AG)6169 82151232 82151400 GAGGATGAGAGAGGGGAGGT GCCTTCTCTCACTTTATATCCCTC 272

Ad03A16221 Aradu.A03 16221 c (AG)8gagggggagaaagagaggagggagaggagggagagaaga(AG)6aaaggaagggagagggagagggagagggggaaag(GA)20141 82151579 82151719 GGAGAGAGAAAGAAAAGAGAGAAAAA AAAACTGGTTTTATTTAAACTCCAAAA 256

Ad03A16222 Aradu.A03 16222 p2 (TG)6 12 82165266 82165277 GCTGAGCGTCTGGAGTTTCT TGCGTAAGGAAGATAACCGAA 241
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Ad03A16223 Aradu.A03 16223 p2 (TG)6 12 82165410 82165421 GCTTAGCTCCTCCTTCATGG AAAATCGCATTGCACACGTA 138

Ad03A16226 Aradu.A03 16226 p4 (ACAA)5 20 82222096 82222115 ATGATCCCTCTCCAGAACCC GGAAAATTGGGGAGAACCTC 279

Ad03A16227 Aradu.A03 16227 p2 (CA)6 12 82229322 82229333 TTATTCGCCAATTTTCTGGG CCAAAACAACACTTGTGCGT 226

Ad03A16229 Aradu.A03 16229 p2 (AG)7 14 82251141 82251154 CCAGGGAACATGCAGAGATT AACCAAATTGGCAACATCAA 261

Ad03A16234 Aradu.A03 16234 p3 (ATT)5 15 82286579 82286593 GCTCTTCCTCACGTGACTCC TGCTGATTTTTGGTGTCTGG 192

Ad03A16237 Aradu.A03 16237 p2 (GA)6 12 82303022 82303033 TGCTTGTCCTCAAGCAAAGA GCCATGCAAACAGAAAGTCA 263

Ad03A16238 Aradu.A03 16238 p4 (TAAA)5 20 82355190 82355209 TTGTCCTTCCTCCTGCTCAT TCGAAAACTCCTCCCTTTCA 235

Ad03A16239 Aradu.A03 16239 p2 (TG)11 22 82368187 82368208 TTCCCTCGCCTTTAACTTTG GGGTTTGAAATTGGGGATTT 262

Ad03A16242 Aradu.A03 16242 p3 (AAT)11 33 82399235 82399267 GCTAGTTATCAGAGCAAGTGCAA CTACGGTTTCGGGCTAATGA 256

Ad03A16243 Aradu.A03 16243 p3 (TTA)5 15 82402034 82402048 TTTCAGAGCTTTTGCCTTTTG AAAGTGGGGCAGAACACATC 263

Ad03A16244 Aradu.A03 16244 p3 (TTA)7 21 82407170 82407190 GCGAACTTACATTATCCGCAA GAATTTCAAAATCTCTAAATGCG 235

Ad03A16246 Aradu.A03 16246 p3 (TAA)14 42 82410577 82410618 TTTTTCTGCCAAAATGAATACAC TTAATAATCGGTGCCATAATCATA 279

Ad03A16257 Aradu.A03 16257 p2 (AT)7 14 82442570 82442583 GCCTTACCCCACGTTGTAAA AGCTGGCTTAAACTCCACGA 260

Ad03A16259 Aradu.A03 16259 p2 (TA)6 12 82445944 82445955 AAGGAAGCGAAATCGGTATG TTGCTGCCCACATAAGTTCA 280

Ad03A16260 Aradu.A03 16260 p3 (ATG)7 21 82448398 82448418 ACAACCGGAAGAAGTCATGG CAAGCAAGTCAATATAATTCAAAACA 263

Ad03A16264 Aradu.A03 16264 p2 (AT)6 12 82485836 82485847 ATCGGTCTATCCCTCAGGCT GAGCTATATCCTTCATCGGGC 194

Ad03A16265 Aradu.A03 16265 c (AGA)5tgaaaaagaaagaaaatatgagaagaagaagatgaaagatgggaat(TGA)576 82491885 82491960 TGTGATTGATGTTGTTGCTGAA AAACAAAACCCTACCCCACC 247

Ad03A16266 Aradu.A03 16266 p5 (TCAAT)5 25 82500365 82500389 TGAATACCAAACCGGACACA ATCGGTTGAATGAGTGCGA 279

Ad03A16267 Aradu.A03 16267 p3 (GAA)45 135 82500703 82500837 CACAAATAAAGGAGAACAACGAA ATTTGTTTTACACGCGCCTC 274

Ad03A16269 Aradu.A03 16269 p2 (AT)7 14 82547355 82547368 CAAAATCCGGTTGCAAAGAT TTTCAGATGCAGGACGTGAG 224

Ad03A16270 Aradu.A03 16270 p3 (ATT)17 51 82552208 82552258 CCTTGCAACTTGCCATTTTT GAAAACAAAAAGACCTTATCCACAA 234

Ad03A16273 Aradu.A03 16273 p2 (TC)6 12 82564464 82564475 AGCCTTAAGTGTGGGGAGGT GCGTTCGACCTCTAAAACCA 257

Ad03A16276 Aradu.A03 16276 p2 (AT)7 14 82581890 82581903 TGTTAACCTCCCAAAGGAGAAA TTCGGTTGAATGAAACAAAGAA 205

Ad03A16278 Aradu.A03 16278 p2 (TA)6 12 82584751 82584762 GCCTTAGGTCCCTCATTTTT GGCTATGCTTACTTTAGTGTGAGATG 280

Ad03A16279 Aradu.A03 16279 p2 (AG)6 12 82587804 82587815 TGCAACCACAATAATGGAGC TGGTGGCTGCTATGAGCTTT 132

Ad03A16280 Aradu.A03 16280 p3 (AGA)5 15 82598628 82598642 TGCCATTGATGGTAGTGGAA TACCCTCTCCCCTCTCCCTA 219

Ad03A16284 Aradu.A03 16284 p4 (AAAT)5 20 82636501 82636520 TTGTTTTCTGAATGAATGCTTGA TTGGCTTTTTCTGCTTGCTT 240

Ad03A16286 Aradu.A03 16286 p2 (GA)8 16 82669094 82669109 CCGGATCCAATGACAGATTC ATGGTCTCGCTTGAAAATGG 166

Ad03A16287 Aradu.A03 16287 p2 (TA)8 16 82678249 82678264 AACTTGAAACCGCAATACCG CGTTTGCACAAAGGGATTTC 221

Ad03A16288 Aradu.A03 16288 p2 (CT)7 14 82687443 82687456 CTTACCAGCGCAACTCAACA AATTGAATCCCGAGAGGGAC 258

Ad03A16289 Aradu.A03 16289 p2 (GT)6 12 82687919 82687930 GTGGAATCGCTTAGAGGGTG ATTGGTGCAATTGATGAGCA 235

Ad03A16292 Aradu.A03 16292 c (CA)8tatccttcagaagaccagaaaatcagaacccaaattttataaccataataaaaaaac(TAT)588 82697278 82697365 CTAAACCACCAAGCAACCCT TTCTGGTGCTTTTTCCAATTTT 275

Ad03A16294 Aradu.A03 16294 c (AGA)7aaaagaagaagaaaaagaagcagaagaagaagaagttggcctaacacgtatgttac(AGA)5agcgtgaatataaatgacttgtatgatttgtatggaaaagcgttctctctttgccttcgatctccttctg(T)10172 82704912 82705083 ACAAGTTGGGTCTAACACGC GATTTCAGAAACCATGAAAATCG 234

Ad03A16297 Aradu.A03 16297 c (GTT)13(GGT)9a(GTG)582 82718718 82718799 ACCACCTTTGTCTCCGTCAC ACCCCCTCCATGAAACTCTT 280
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Ad03A16302 Aradu.A03 16302 p3 (TCT)6 18 82765687 82765704 TTGGCCAAACCTACACTTCC TAAAATATTGCTCGCCCTCG 142

Ad03A16304 Aradu.A03 16304 p2 (TA)11 22 82811472 82811493 ATCGTGTGTGAATGCTTTGC AAGAATGCGGAGAGGAGGTT 263

Ad03A16305 Aradu.A03 16305 p2 (GA)16 32 82818259 82818290 CACATGGTGAAGAAAGTCACAAA CCCAAACGTTGAGGACAAAA 277

Ad03A16306 Aradu.A03 16306 p2 (TC)13 26 82825676 82825701 TATTGGGGAAAGCTGATTCG GAGTGATACGGCTGCCAGTT 277

Ad03A16307 Aradu.A03 16307 p2 (AG)6 12 82831869 82831880 ACAACTGCAACGACAACCCT GTTGATCCTGTCGCCAACTT 187

Ad03A16316 Aradu.A03 16316 p2 (AT)6 12 82912741 82912752 GCCAAAGTAGTTAAAGTTAGCCCA GGTTGATTTGGGAAAGAGCA 137

Ad03A16322 Aradu.A03 16322 p2 (TC)10 20 82956228 82956247 TCGAAAATCACCAACCCTTT TTGCACCTCCACCATTGTTA 258

Ad03A16323 Aradu.A03 16323 p2 (TC)6 12 82958521 82958532 TTTCTTATCTTTTTCAAAACCACC GGGCAGAGATTGGAGATGAA 252

Ad03A16327 Aradu.A03 16327 p3 (TTC)5 15 83010676 83010690 AGGGGGAGGTGCTCTATTGT ATGATTCCCCTTCTGAGGCT 169

Ad03A16330 Aradu.A03 16330 c (T)10gcttttcttttttttcttttctatatatttcctttttctcttctttc(T)1067 83060477 83060543 CCTTCCTTGCTTTAGGGTCC ATGCATTGATGTTCTTGCGT 277

Ad03A16332 Aradu.A03 16332 c (AG)11at(AG)6 36 83083607 83083642 TGGCTCTGAGCTTTGATGTG CCTTTCTCAATTCCACCGAA 113

Ad03A16334 Aradu.A03 16334 p3 (AGA)5 15 83099723 83099737 AGTGGTCTTGATGGGCTTTG CATCCCTTTCCCTCTCCTTC 237

Ad03A16337 Aradu.A03 16337 p3 (AGA)8 24 83109879 83109902 CTAGAGGTTTCTCCGGCCTT ACCCTCTCTTATCCCCCTTG 194

Ad03A16340 Aradu.A03 16340 p2 (TA)7 14 83120461 83120474 TTGCTGTAACACGCCGTTAG CGCGTTTCGTAATTCTGCTT 187

Ad03A16341 Aradu.A03 16341 p5 (TTATC)5 25 83121659 83121683 CACAGGAACGACGACGACTA ACCGTCAGACTATGCCCTCA 274

Ad03A16342 Aradu.A03 16342 p5 (TTATC)5 25 83131403 83131427 GGTGGTGCTGATTCCTTTGT AAAGGCTGTTCCGTTGAAGA 240

Ad03A16343 Aradu.A03 16343 p2 (CT)8 16 83133757 83133772 GGGTTTCACTCCTCCCTCTC AGTGGGCCACATGGAATAAA 146

Ad03A16346 Aradu.A03 16346 p3 (TAT)12 36 83144771 83144806 TTTTCTCCATTTTTGGTTGG CCCAGAAAAACCCATTTCCT 253

Ad03A16347 Aradu.A03 16347 p3 (AGA)5 15 83146585 83146599 AACAGGGCTGGGAAGATACC ATATGCCCGAAGGCCTTAAA 112

Ad03A16349 Aradu.A03 16349 p3 (AGA)7 21 83161356 83161376 AGAATATTGCTCGCCCTCAA CCCATCACCTCTTCACCACT 152

Ad03A16357 Aradu.A03 16357 p2 (AC)10 20 83277944 83277963 GCATCTCCCATCAGGAAGAG CTTCGTCTTTTCGTCTTGCC 272

Ad03A16360 Aradu.A03 16360 p2 (AT)7 14 83297665 83297678 TCTTCCCCTTTCCCTCCTTA CTTTGCAGCGGCTAAGAACT 211

Ad03A16361 Aradu.A03 16361 c (ATAC)12(AT)7 62 83300853 83300914 CCTAAGCCTTGCCTCTAGCC CGTGTGCATTAGCTTCGTGT 216

Ad03A16362 Aradu.A03 16362 c (CA)6(TA)7 26 83317261 83317286 AAGGCACCATGTTGAGATCC TCTTTATCGTGGTCGTGCAG 226

Ad03A16363 Aradu.A03 16363 p2 (CT)8 16 83328013 83328028 AGAGCTCGATGAGAGCTTCG ACTCAAAGTGGGTCAAACGG 262

Ad03A16364 Aradu.A03 16364 p2 (TC)7 14 83332242 83332255 CAAACGGCTTGTCAATCAGA CCCAAAGTGGACTAAACGGA 237

Ad03A16365 Aradu.A03 16365 p3 (ATT)9 27 83332649 83332675 CTGGACACACTAGAGCCGGT TGTAAGAACCGGAGTTTTCTCA 232

Ad03A16368 Aradu.A03 16368 p2 (AG)6 12 83349966 83349977 GACTGGATCCGTCTGTCGAT TAGGGCATGTAGAAGGGTGG 218

Ad03A16374 Aradu.A03 16374 p2 (GA)8 16 83374146 83374161 GATTTGGCCACAACCAAGTT GTTGCTCTCCTCTCCCTCCT 145

Ad03A16380 Aradu.A03 16380 p5 (AAGAT)5 25 83414122 83414146 CCAATCTAAAGGCAGCCAAA CCTGGGTGCTCCAGTGTATT 154

Ad03A16382 Aradu.A03 16382 p5 (AAGAT)5 25 83420602 83420626 AGGCGGTTCCCCTAAAGATA TACTGGTCGGAGCTGTTGTG 273

Ad03A16383 Aradu.A03 16383 p2 (AT)6 12 83427423 83427434 CAAAAAGTTGGGAGCCAGAA TGTTTTGATGTTGAAATTGTTAGG 262

Ad03A16385 Aradu.A03 16385 p2 (GA)6 12 83438704 83438715 TAAACCGCCCAATTGAACTC AAATCTGCGTTTCTCTCCCA 278

Ad03A16386 Aradu.A03 16386 p4 (AAAG)5 20 83441751 83441770 CGTAGCTGCGTAAGGGTAGG GAGGCGGTGAAGAACTTGAG 267
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Ad03A16388 Aradu.A03 16388 c (T)12aaatcatactatgtatgtacttttttaaaatacagcttataggagg(TA)7(TG)786 83448783 83448868 AAAGTGCATACAGTGGGGCT GAATGCACCAATGCAAAGAA 270

Ad03A16389 Aradu.A03 16389 c (ATA)5(ATG)13 54 83449081 83449134 TTTGCATTGGTGCATTCTTC TGGACTTGGTGTTTATCATCG 241

Ad03A16390 Aradu.A03 16390 p2 (AT)17 34 83449280 83449313 CGATGATAAACACCAAGTCCA GCTTTGGTTTTATTGGATTTTCAG 271

Ad03A16391 Aradu.A03 16391 p2 (TA)7 14 83450812 83450825 TTCTCCCCCTCTCTCTCTCC AAACCACATACACGAACAATGTA 229

Ad03A16394 Aradu.A03 16394 c (AT)7gtatgattagcatatgcaagagaaaagg(A)1153 83456892 83456944 AATAAAGGAAGCCAAAGGTGG CGCAAAGGAAAGAGGAGCTA 277

Ad03A16395 Aradu.A03 16395 p2 (AT)8 16 83457627 83457642 AGACCTTTGAATGGTGGCAG GGAGATGAACTCCAAGCTCAA 171

Ad03A16396 Aradu.A03 16396 p3 (TTA)6 18 83460545 83460562 CTGGATTTGCAAACTAAGCG ACCTTTGATTTTCATGCTTCA 263

Ad03A16397 Aradu.A03 16397 p2 (AT)9 18 83461614 83461631 ATTTGTTGACCCTTTGTCGC GGAGACGAACTCCAAGCTCA 115

Ad03A16398 Aradu.A03 16398 p2 (AT)7 14 83462694 83462707 CTTAGCTTCGCAGGTCGAGT GAGATGGCAAGGGATTACGA 244

Ad03A16403 Aradu.A03 16403 p3 (AAG)5 15 83541444 83541458 TCACCCTCGAGCAAGAGAAT CCCCTTCACCACTCACATCT 258

Ad03A16407 Aradu.A03 16407 p2 (AT)8 16 83564980 83564995 CAACGCACCATGTGGTAAAC TTCTCCATTTTATTCTTTTTACTTTTG 179

Ad03A16413 Aradu.A03 16413 p3 (ATT)5 15 83636505 83636519 CTGCATGCACAAGACGAAAT ATTGCTGCGGAGTTAATTGG 250

Ad03A16416 Aradu.A03 16416 p3 (GAA)5 15 83643989 83644003 ATGCTGGAAAATGCAAGGAG TGTTGAGTTGATTGCTTGCC 117

Ad03A16421 Aradu.A03 16421 p4 (CATT)5 20 83665697 83665716 CCCGCACGTGATTCTTTTAT TGGAAGTGAATGTGTGTCAATG 155

Ad03A16422 Aradu.A03 16422 p3 (GAA)5 15 83670460 83670474 GCAGAAAAGAAAAACGCGAG CATGTTTTTGGGGCCATTAC 239

Ad03A16424 Aradu.A03 16424 p3 (AGA)6 18 83673832 83673849 CTTAGGTGCCGTCAATGGTT ACAGGATCCCCACCTACCTC 272

Ad03A16430 Aradu.A03 16430 p3 (ATC)7 21 83702256 83702276 GAATCCTCAACCTCCCCAAT ATAGTTTTGTCCTGCCCGTG 239

Ad03A16431 Aradu.A03 16431 p2 (TC)22 44 83703733 83703776 TTGGAACTCCGAACCAAAAG CAGCCACACTTTTCCCATTT 172

Ad03A16435 Aradu.A03 16435 p3 (AGA)8 24 83737558 83737581 TAAAATATTGCTCGCCCTCG TCACAAACCCACATTCTCCA 120

Ad03A16436 Aradu.A03 16436 p3 (ATT)5 15 83740779 83740793 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 196

Ad03A16438 Aradu.A03 16438 p2 (AT)6 12 83747299 83747310 AAATCAATTGGGGGTGTCCT GCACCGGTTTACCTACCAGA 267

Ad03A16439 Aradu.A03 16439 p4 (AACT)6 24 83748596 83748619 CTCATGGGTAATCAGCAGCA CACCATCCACCATTTTCTCC 150

Ad03A16440 Aradu.A03 16440 p2 (AT)6 12 83752974 83752985 TGGTTTAGGTTGGATGAGCC CGAGCTGCGGCTAGTACTCT 244

Ad03A16441 Aradu.A03 16441 p3 (TTC)6 18 83774776 83774793 CACCTCAATTCCTCTTCCCA TAAAATATTGCTCGCCCTCG 159

Ad03A16442 Aradu.A03 16442 p3 (AGA)7 21 83780649 83780669 CTTGTGGTTCCGAGGATGTT AGTCAATGCCCAAACCAAAG 277

Ad03A16443 Aradu.A03 16443 p2 (TA)6 12 83787088 83787099 AAATTGGTAGGAGTTCGTTGAAA GACCCTAGCATTAAAATAATTAGCTC 268

Ad03A16445 Aradu.A03 16445 c (CCT)6cccccgcgacgatgatgacgatgaacaacaagtactttagcatggactcgttaacattattcccc(ACT)9110 83790050 83790159 TTCGTTTCTTGGAATCCGTC AATTAAATTCAGCGGCAGGA 252

Ad03A16446 Aradu.A03 16446 p3 (CTG)6 18 83790493 83790510 AACCACCAGAACACCGACTC GAGGAAGAGGAGGAGGAGGA 249

Ad03A16447 Aradu.A03 16447 p3 (AAT)6 18 83790934 83790951 CCATTCCCGTCATCAAGTCT TGATCCGGATTCTGCAAATAA 224

Ad03A16448 Aradu.A03 16448 c (A)14ttttacaaggaatcattggataaag(A)1150 83805606 83805655 CTGAATGAATGTCTGAACAGTGC TGGTTTTAAGGGCTATTGGC 280

Ad03A16454 Aradu.A03 16454 p2 (TC)18 36 83880431 83880466 CGGATCCCCTTTCTCCTAAG TTGCAACACAAATTCACAACTTC 203

Ad03A16456 Aradu.A03 16456 p2 (TA)7 14 83887384 83887397 CAAGATATGGGCGCAGAAGT ACTCGTCACAAGGACATCCA 200

Ad03A16458 Aradu.A03 16458 p3 (ATT)11 33 83903999 83904031 CCACGTCAGCTCCATCATTA GCGAGCGTGAAAAGGTTTAG 198

Ad03A16460 Aradu.A03 16460 p2 (TA)10 20 83910161 83910180 TGTCACTTTTCAATCGTCGC TCCAAAACTTAACAAAACGAGACA 251
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Ad03A16463 Aradu.A03 16463 p3 (TCT)7 21 83922226 83922246 CCCATATAGCCGAAATCCCT CGGTCTTAGGTGCCATTGAT 167

Ad03A16464 Aradu.A03 16464 p2 (TA)12 24 83966164 83966187 ATGTGATGCACCTCGTTGAG CTCAACCTGCGAAGCTAAGG 266

Ad03A16465 Aradu.A03 16465 p2 (TA)7 14 83966295 83966308 ATGTGATGCACCTCGTTGAG CTCAACCTGCGAAGCTAAGG 266

Ad03A16469 Aradu.A03 16469 p2 (AC)7 14 84013702 84013715 TGCTACGCTGAATTTGATGC TCTAACACGGGTCAACGACA 256

Ad03A16473 Aradu.A03 16473 p2 (GA)17 34 84020873 84020906 AGAAGCAGGTCGCAGAGAAG CTTCTTTCCCCTTTCGCTCT 240

Ad03A16475 Aradu.A03 16475 p2 (GA)7 14 84042142 84042155 GGAAGGAGGGAGGAAGAAAA CTCAACCAAAACAGCCACAA 164

Ad03A16478 Aradu.A03 16478 p3 (AAG)5 15 84056999 84057013 CCAAAACCCAGAAGAAGGGT GAATCAAAAGCAGCTCCGTC 217

Ad03A16482 Aradu.A03 16482 p3 (TTA)5 15 84094419 84094433 CTCCAAGACAGTGGTGCTCA CCTTGAAGCAAAATAAACAGCA 241

Ad03A16483 Aradu.A03 16483 p2 (GT)6 12 84096421 84096432 GGAGTGATGCCCCTTTGATA AAGAAAAGCATGCAATTGGG 241

Ad03A16484 Aradu.A03 16484 p3 (AGA)6 18 84101597 84101614 GGTCTTGATGGGCTTTTGAG CTTGGCTGAAACCAACACCT 251

Ad03A16485 Aradu.A03 16485 p3 (TCT)11 33 84134440 84134472 CCCTACATGGCCGAATACAC GGAGCCATTGATGGTAGTGG 259

Ad03A16487 Aradu.A03 16487 c (T)10aaaatcatatccttttcacaattttctaacta(CT)2082 84154823 84154904 TTTGAATCCCTTGGGTTGAC TGGAGAAAAGGATATGATGGG 252

Ad03A16489 Aradu.A03 16489 p6 (TTTATT)5 30 84172117 84172146 TCCTTTGAGGGACCAGACAC GAAAACTTGAAATAACTGCCTCC 277

Ad03A16492 Aradu.A03 16492 p3 (TTC)6 18 84199699 84199716 TCAAAATCAATTTCCCACCC TAAAATATTGCTCGCCCTCG 213

Ad03A16493 Aradu.A03 16493 p2 (CT)6 12 84206416 84206427 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 245

Ad03A16494 Aradu.A03 16494 p3 (GAG)6 18 84222974 84222991 GAGAGTGCAAGGCCATTGAT TGAGCCTCAGATTCCTTTGG 151

Ad03A16497 Aradu.A03 16497 p2 (AT)7 14 84263318 84263331 GTCCAATATTTTGTACTACTTGATGC TGTTGGACCAGTTTGGATGA 277

Ad03A16502 Aradu.A03 16502 p3 (TTA)20 60 84298620 84298679 AAAATTGGAAATCTTACGTGGA GCCAATTAGTCACCACAGCA 280

Ad03A16503 Aradu.A03 16503 c (ATT)5atatatatagttaaattattatttaataacttttaaatatcattcatgtgaagataaatacacatgagtctttataaataaataatcgtacgaaag(A)10121 84299792 84299912 TGGGGTAGCAATTCATGTGT CCCCACTTCCCTCTTCTCTC 199

Ad03A16504 Aradu.A03 16504 p3 (AGA)6 18 84310588 84310605 TCCGTGGAAGCTTTTGTCTT AATGGCCGAACATACACTCC 279

Ad03A16505 Aradu.A03 16505 c (T)10caaaatttttcaaaaaaaatttattatc(T)1048 84316880 84316927 GGGATCGACCCTTACTCACA CATGCAACTAGACTCCAACAGAA 279

Ad03A16506 Aradu.A03 16506 p2 (AT)8 16 84317242 84317257 GGTGTTCCTTGGTGTTTTCC GCAGTAGCGGGGTTAGCATA 277

Ad03A16511 Aradu.A03 16511 p3 (GTT)6 18 84354043 84354060 GAGAAGCAGAGAGCCCTCAA CTCTTCACCCTCCTCACTGC 278

Ad03A16514 Aradu.A03 16514 p3 (TGT)6 18 84394461 84394478 GCTCATGTATTGGGAGGGAG CCTCACTGCACTGTTCCTCA 258

Ad03A16517 Aradu.A03 16517 p2 (CT)20 40 84431150 84431189 CGTCCGCATAGGTCACTTTT CGAGAGGGAAGAGAATGCAG 124

Ad03A16518 Aradu.A03 16518 p5 (TTTTA)5 25 84435242 84435266 TTCCTCTCTCCTCACTTTTTCG GAAGCAGTAGTGGGGTTGGT 238

Ad03A16521 Aradu.A03 16521 p2 (AT)8 16 84464341 84464356 TTGGCTTTGGATTTCGCTAT CCCCATAATCAAAATTGGCA 236

Ad03A16522 Aradu.A03 16522 p2 (AT)6 12 84467815 84467826 TTTTGTTTAATTTTGTAGAAAACGTC GCTAAGGGCAAAGCTAGACAA 275

Ad03A16523 Aradu.A03 16523 p2 (AG)24 48 84491282 84491329 GAAACCCATCTGGGGAATTT CTACGCGGCTCTTCTCCTTT 254

Ad03A16525 Aradu.A03 16525 p2 (GA)6 12 84524720 84524731 AGAGAGAGGGAGATGGTTCAAA CGAAAATCACTAACCACTTTTTCA 249

Ad03A16529 Aradu.A03 16529 p2 (TC)8 16 84567484 84567499 TCGTCAATTAACATCCCCAA AGAGGGGCAAGAATGTTGTG 196

Ad03A16534 Aradu.A03 16534 p3 (AAT)5 15 84643581 84643595 ATGAGCAGGAACAGGGAAAA TGGAGATGCTTCTTCCATCA 229

Ad03A16535 Aradu.A03 16535 p3 (TTC)6 18 84646139 84646156 AATTCAATTTCCCACCCTCC GCTTTTGTCTTCCCTTTCCC 280

Ad03A16537 Aradu.A03 16537 c (T)10aaaaattcagatttcaatttcaaaatttttcaaatcttatcctcctaagatttcaaaaaaatataa(AT)688 84678923 84679010 AAAATTTTTGAAAACAAGGAGCA TTGAGGAAAGAGAGAAAGTGGTT 275
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Ad03A16538 Aradu.A03 16538 p3 (TCC)5 15 84693694 84693708 CAGAGCTCATGAATGGCAGA CAAAAGGAGAGTGCAAAGCC 210

Ad03A16539 Aradu.A03 16539 p3 (ATT)6 18 84694710 84694727 TCAGGATCAACTCCATTCGTC AACAGGAGAAGGAGATGGCA 271

Ad03A16541 Aradu.A03 16541 p2 (GT)6 12 84700157 84700168 AAACATGGGGCAGATTTCAC CCTTAGCCCCATTACAACCA 275

Ad03A16544 Aradu.A03 16544 p2 (AC)6 12 84720044 84720055 AAAGGTTTAGCCCGGAGTTG ATAACGAACGCGTAGTCGCT 262

Ad03A16545 Aradu.A03 16545 c (AC)9gcacacgcatacacacacaaacatacacacaaacacaa(AC)1994 84741875 84741968 GCTAGCCTAATCTTTGCGGG TCAAAACAAGACAATTTGCCA 246

Ad03A16547 Aradu.A03 16547 c (A)10tatatcttttctaactaattttaaaactacattttcgaaattttttatataaatttcagatttcaatttcaaaatcattc(A)11101 84760644 84760744 TTGTGCCTTTTGTGTGTTTTTC TGTTCATTCCTACTTGCTTCCA 269

Ad03A16549 Aradu.A03 16549 c (AAAT)6(ATAA)544 84779689 84779732 CGCTTATGTGTCGATTGTCC ATGCAAATGCAATAAACAAAAA 257

Ad03A16550 Aradu.A03 16550 p2 (AT)7 14 84781204 84781217 AGGATTGGGAACATTGGTTG TTACCTTGGGGCATTTTGTC 232

Ad03A16551 Aradu.A03 16551 p2 (GA)6 12 84815563 84815574 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 243

Ad03A16552 Aradu.A03 16552 p2 (AT)6 12 84824673 84824684 CCCGAACTTTTAGCACCTCA CCCCACTCATTTATTGTTTTGG 267

Ad03A16553 Aradu.A03 16553 p3 (TCT)6 18 84853079 84853096 AAACCCCCACATCCTTCTTC CTAGAGGTTTCTCCGGCCTT 228

Ad03A16558 Aradu.A03 16558 c (CAC)5tatacctccattatcatcttcttcacataaag(CAA)768 84892083 84892150 TTACCCCACCATCACCACTT GCCGTGGTCTGAGACAATTT 247

Ad03A16559 Aradu.A03 16559 p3 (GTG)6 18 84892772 84892789 CGAGCTCAGAAAATGGAAGG CCCACAAAATTGAAAATGCTG 224

Ad03A16560 Aradu.A03 16560 p2 (AC)19 38 84896273 84896310 TTTCTTCGCAGGTCGAGACT TTGTCATCACACACCTAACGG 147

Ad03A16561 Aradu.A03 16561 p2 (AT)10 20 84899539 84899558 CCCCTTCAATGCCTTTCTTT TTGGAAATTTTGGGATTTGG 197

Ad03A16565 Aradu.A03 16565 p3 (TCT)6 18 84964385 84964402 CCTAAATGGCCGAACCTACA TCTGGCCTTAGGTGCCATTA 250

Ad03A16569 Aradu.A03 16569 p2 (CT)6 12 84974341 84974352 GGAACATTGAACCTGAAAATTGA TTGGGCTATTTTTGACCCAG 221

Ad03A16570 Aradu.A03 16570 p2 (GT)13 26 84976045 84976070 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 265

Ad03A16575 Aradu.A03 16575 p2 (AC)7 14 85055153 85055166 CTGGTGCAATCTTCCTCCTC TCATTTGGATGTGTGCCACT 236

Ad03A16578 Aradu.A03 16578 p2 (AT)9 18 85062006 85062023 CCCTTATGGTTTTGGCGTTA CAATCAAAGGAAGTGGCGTT 279

Ad03A16583 Aradu.A03 16583 p2 (AT)9 18 85077168 85077185 CTTAAGGGCGAGTGTTGGAA TAATGCGCATATTGGGTGAA 267

Ad03A16584 Aradu.A03 16584 p2 (GA)28 56 85077907 85077962 CATGCATCCTGTGATAACGC GCTGCTCATGGAGATAGCAA 263

Ad03A16590 Aradu.A03 16590 p3 (ATC)5 15 85086138 85086152 TGAAACAAAACGTGGCTTGA CGCCACCGTCAACTTCTATT 276

Ad03A16591 Aradu.A03 16591 p2 (TA)6 12 85097495 85097506 AATGCAACCTAACCACCCAC TTTGGGTGCTTCATTGAAAA 263

Ad03A16592 Aradu.A03 16592 p2 (GA)7 14 85114919 85114932 CAGAGGGAGAGAGATGGTTCA TCGAAATCACTAAACACTTTTTCAA 203

Ad03A16593 Aradu.A03 16593 p3 (AAG)6 18 85123517 85123534 GCTTTTGTCTTCCCTTTCCC ACCTACTCCCTCTCCCCTCA 276

Ad03A16594 Aradu.A03 16594 p2 (AG)6 12 85131053 85131064 TGCAGAAGATGAACAAAGATGG GCTCGATTAGAAGGAGGGCT 156

Ad03A16595 Aradu.A03 16595 p2 (TA)6 12 85151375 85151386 TTTCATTCTAGTACTTTTGGATCAATG GGCTACGCTTTTCAACGTTTT 269

Ad03A16597 Aradu.A03 16597 c (AC)9(TC)11 40 85184487 85184526 TGTTTCTTCGCAACACTCCA TGGGATGATCTCCCTCTCAC 230

Ad03A16601 Aradu.A03 16601 p3 (AGA)6 18 85243678 85243695 TAAAATATTGCTCGCCCTCG CTTCCCCATAAAACCCACCT 246

Ad03A16602 Aradu.A03 16602 p3 (ATT)5 15 85250815 85250829 ACAAACGCCAAAATCCTTGT AAGATAGCCCAAACCATCCC 187

Ad03A16604 Aradu.A03 16604 p3 (ATT)5 15 85252817 85252831 ACAAACGCCAAAATCCTTGT CACAAAGCTCAATAAGCGCA 276

Ad03A16607 Aradu.A03 16607 p2 (TC)8 16 85296429 85296444 CATGCATGCAACATTGAACA TCAAGCCTTCCAACAAAACC 186

Ad03A16608 Aradu.A03 16608 p3 (AAT)5 15 85307108 85307122 TAAGGGTCGATCCCACAGAG AAGGAGTGACGAAAATGGGA 253
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Ad03A16610 Aradu.A03 16610 p3 (GTT)5 15 85332298 85332312 CCCACTTGATGATGGTGATG TGACCACCATACCTTCCGAT 246

Ad03A16613 Aradu.A03 16613 c (GC)6agatcgtcccaacctcatccacgcgtaagcgcgttgt(GC)661 85349308 85349368 TTTTCTGCTTTTTGGGCAAG AGAGAAAAGCAGGGTGCAAA 263

Ad03A16614 Aradu.A03 16614 c* (AAT)6(AATA)5* 35 85350034 85350068 TGAGAAAATGCAAGCAATCA CAAAAGAAAATGGAGGAGAAGAA 229

Ad03A16616 Aradu.A03 16616 c (T)11ctc(T)10 24 85359238 85359261 GCTTGTTCCCCAAGCACTTA TTCCACCGAAATTCCATCAT 276

Ad03A16620 Aradu.A03 16620 p3 (AGA)6 18 85467121 85467138 TGGATTGAAAGAAAATGGAAGG GATTGAAGAGCAAAGGGGGT 279

Ad03A16621 Aradu.A03 16621 p3 (AAT)7 21 85468828 85468848 TGTTCTGCTGCACTCTTTGC AAACCGTCTCTGTGGTTTGC 151

Ad03A16624 Aradu.A03 16624 c (A)14gagtttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcccattttcatttagtttttgtagcatgttttcg(T)11118 85575650 85575767 CTTCGACCAATATGCCCATC GCACCAGAATAATGCAAGGAA 242

Ad03A16626 Aradu.A03 16626 c (AT)6acatactcgcatacatatagatagttgcatttaataagttgattacccttttgattattttccttgttagt(TA)695 85595069 85595163 GTGCCTTTGGGTGTTCTTGT TGGACTCATCAATTTTCTCACA 260

Ad03A16628 Aradu.A03 16628 p2 (TA)6 12 85597706 85597717 CTTGAAAATTTGGGGTGCAT GAGTGATTGAACCCTCACCAA 235

Ad03A16631 Aradu.A03 16631 p3 (GAA)5 15 85627530 85627544 ACACCACTGCAGAACACTCG ATTTTCCGTCACCAGAGCAC 269

Ad03A16633 Aradu.A03 16633 p2 (CA)6 12 85632072 85632083 GCTCTCGACACTCACCCTTC CACGTACACGAACACGAACC 241

Ad03A16634 Aradu.A03 16634 c (T)15aattaaagctttctccttttaatcatagtgagtttttggttttgatcatccttgaatccaattcctag(A)1093 85632583 85632675 GCACCTCGAGAAAGACGAAC TGAAACCCAACCCCACTAAA 257

Ad03A16638 Aradu.A03 16638 p3 (TCT)14 42 85643533 85643574 CACAATCCCTTGTCCGTCTT GTCGTCGCCTCTCATTTCTC 268

Ad03A16640 Aradu.A03 16640 p2 (AG)6 12 85656888 85656899 ATAGGTGAGGGGTTTTTGGG GAGGCTCAGTGAGAGCCAAT 280

Ad03A16641 Aradu.A03 16641 p2 (TA)9 18 85669671 85669688 GAGTTTGCCGGAAGTTGAAG ACGCAAGTTTTAGCGAATGG 199

Ad03A16643 Aradu.A03 16643 p3 (TAT)11 33 85677069 85677101 ACTACACACCCACCTCCTGC TGGCCAAGGGATATAATGGA 226

Ad03A16647 Aradu.A03 16647 p3 (AAG)5 15 85690167 85690181 CTAGAGGTTTCTCCGGCCTT ATTTCTTTCCCACCCAAACC 234

Ad03A16648 Aradu.A03 16648 p4 (TAAA)6 24 85693462 85693485 GGAGAATCCAAACACAAGGG TCATCCCTTTTTCAAAATTCTTT 238

Ad03A16650 Aradu.A03 16650 p2 (GT)10 20 85699996 85700015 TTATGCCTACCACCCCACTC CTTTGGGAGGAAATGATGGA 227

Ad03A16651 Aradu.A03 16651 c (T)10cgaaaa(T)12 28 85703340 85703367 CACACTCTTGTTGCCTTGGA GGAGCCTATGTTTTTGCGTT 272

Ad03A16652 Aradu.A03 16652 p3 (TTC)5 15 85736407 85736421 CAACTTCTCTTTCCCACCCA CCCTCGAGCAAGAGAAGAAA 112

Ad03A16653 Aradu.A03 16653 p2 (CT)6 12 85742950 85742961 AGCCAATTGGGCAACATAAA TTTCAGCCCAGAACACACAG 274

Ad03A16659 Aradu.A03 16659 p2 (CT)13 26 85781755 85781780 TGGCAACATAAATCAAAAGCA GGAATGAAGGGGACAACTCA 243

Ad03A16660 Aradu.A03 16660 c (A)10cgggcatcgacgcccaagcgcgcagt(GC)648 85807720 85807767 TTGTTTTTGAATTGCATTTTGC AGGCATAAAGTGGGCACAAC 276

Ad03A16662 Aradu.A03 16662 p2 (AT)6 12 85809679 85809690 GGGACATTGGTTGAGAGGAA GGCATTTTTGTCCCCTTTTT 222

Ad03A16664 Aradu.A03 16664 p4 (TATT)5 20 85836904 85836923 TTCGAATTCTCCCTCTCTTCTC ATCCAATCACAAGGGTGAGG 116

Ad03A16665 Aradu.A03 16665 c (T)10gcttttcttgcttttccataaccattgatggcacctaaggccagagaaacctc(A)1578 85839674 85839751 AAGGGCGAGCAACATTCTAA CTCCCATGACTCAGAGGTGG 185

Ad03A16667 Aradu.A03 16667 p5 (AATAA)5 25 85852187 85852211 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 245

Ad03A16673 Aradu.A03 16673 c (A)10ggaaagagaaaaac(A)1034 85887050 85887083 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 247

Ad03A16674 Aradu.A03 16674 p2 (TA)9 18 85890311 85890328 TTATTGGGCAGCTGTTGAAA TCAAGTTCCCACAACAGCAA 141

Ad03A16675 Aradu.A03 16675 p2 (AG)7 14 85894360 85894373 TCATTCCCATTTGGCTTCAT TTGTGTTTCTCTCTCTTCTTTTTCAA 262

Ad03A16676 Aradu.A03 16676 p6 (TGATGT)5 30 85899423 85899452 AGCCTTCGATGACAGCATTT GCCTAACATCAGTGGTGCAG 265

Ad03A16677 Aradu.A03 16677 p2 (AT)8 16 85904263 85904278 TCCCCTCCCATCTTCTTCTT TATTTTCTGAGGTGGGGGTG 270

Ad03A16678 Aradu.A03 16678 p2 (GA)6 12 85905965 85905976 CCTTTCACACACACACCCAG CCCTCTCTCCATCTCGTCTG 205
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Ad03A16681 Aradu.A03 16681 p2 (AG)6 12 85915889 85915900 CTTGGCCCAGAAACACAGAT GAAATCAAATCCAACATGGAAAA 243

Ad03A16682 Aradu.A03 16682 p3 (TTC)5 15 85924027 85924041 TCACAAACACTTCTTCCCCC AGCAATGCTTTTTCCACACC 138

Ad03A16687 Aradu.A03 16687 c* (TCT)15(CTCTTC)7*85 85999410 85999494 CAAAGCGCTACACTCAGAACA TTTCTCCTCATCTTCTGCTGC 218

Ad03A16689 Aradu.A03 16689 c (AAG)6gagaaagagaaggcaagaaacgaaggaaaagaagaaggagaagac(GAA)578 86000102 86000179 CGATGAAGAAGAACGTGCAG CTCAAAACACGCTTCCAACC 170

Ad03A16691 Aradu.A03 16691 p2 (CT)6 12 86040974 86040985 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 103

Ad03A16693 Aradu.A03 16693 c (A)10tttcg(A)10 25 86042593 86042617 TGGCTCTTGAAAGAATGAGGA AGATTGTGACCCAGCTTTGC 236

Ad03A16694 Aradu.A03 16694 p3 (AAG)6 18 86047740 86047757 TCCCTCGAGCAAAAGAAGAA TCTCTTTCACACCCAAACCC 199

Ad03A16695 Aradu.A03 16695 p2 (TC)7 14 86056479 86056492 AGTTGCTTTTAATCCTGCCG CAGAAATCCGAAGCATTGGT 276

Ad03A16697 Aradu.A03 16697 p5 (AAAAT)5 25 86080030 86080054 GAGAAAGGGAGATGATGTGGA TTGGGTTGACTTGGTCAAAA 244

Ad03A16699 Aradu.A03 16699 p4 (TAAA)5 20 86085005 86085024 TTCTTGTCCTTGGTCCTGCT TTCGAAATTCTCCCTCTCTCA 240

Ad03A16700 Aradu.A03 16700 p2 (AG)6 12 86090077 86090088 ATAAGCCAATTGGGCAACAG CCATTCAGGATGATGCCACT 272

Ad03A16702 Aradu.A03 16702 p3 (CTT)5 15 86094420 86094434 TCTTGACTTTCCCATGGAGG TGATGAGCGTAGCATGAAGG 156

Ad03A16704 Aradu.A03 16704 p3 (ATT)6 18 86101340 86101357 CTCGCAGTTTCGTTGCATTA TTTCGAACAGGAGAGGGAGA 184

Ad03A16705 Aradu.A03 16705 p2 (AG)7 14 86107670 86107683 CAATTGGGCAACAGGAAAAT CCATTCAGGATGATGCCACT 266

Ad03A16706 Aradu.A03 16706 p2 (CT)6 12 86118206 86118217 ACGCCAGAATTGGCATAAAG ATAGGTGAGGGGTTTTTGGG 180

Ad03A16709 Aradu.A03 16709 c (AG)6tcgccggcggtgatgatggagtggcagcggagatggtggtttcggtggttgggtgcttgaccgaagggaggaggagagagtgagtggaga(AG)6114 86159369 86159482 GGAGAGTGATAGGCGAATGTG CCTCACCCTCTTCTTCTCCC 236

Ad03A16711 Aradu.A03 16711 p2 (TA)9 18 86169197 86169214 CATCACTTGTAAACCGTAGCCA TGTCTTTGAATTGTGTAAAGATGATTT 274

Ad03A16712 Aradu.A03 16712 p3 (AGA)5 15 86182255 86182269 CTCCCAAGACTCAGAGGTGG CAACTTCTCTTTCCCACCCA 237

Ad03A16713 Aradu.A03 16713 p3 (AGA)6 18 86234243 86234260 TGCCATTGATGGTAGTGGAA TACCCTCTCCCCTCTCCCTA 223

Ad03A16715 Aradu.A03 16715 p3 (AGT)6 18 86268841 86268858 CTCCGGGTTAGTGATCGAGA ACTGGGTCTGAGCCACAACT 228

Ad03A16718 Aradu.A03 16718 p2 (TA)10 20 86277051 86277070 CTCGACTTGCGAAGCTAAGG TTGTTTTCAGATGCAGGTCG 261

Ad03A16721 Aradu.A03 16721 p4 (TCTT)8 32 86281427 86281458 CGAGAAGCCTCAATTGGGTA TCGAGTTTCCATTTCTCAAACA 243

Ad03A16726 Aradu.A03 16726 p2 (CT)9 18 86379035 86379052 CCAAACCCTACCCCTCTTTC TAGGGGTGGGTGAGAGTGAG 186

Ad03A16727 Aradu.A03 16727 p3 (AGA)5 15 86382840 86382854 CAAGGATCCGAAGAGATCCA GAGCAAAAGTCTCTGCCCAC 243

Ad03A16728 Aradu.A03 16728 p2 (TA)8 16 86391714 86391729 CTTCTTGAACAGGTCAGGGC GCAACATTCATTTATCCAGCC 128

Ad03A16729 Aradu.A03 16729 p2 (TA)6 12 86406877 86406888 TGTAAACATGGGCAAGAGTCC CCAGCGTTCAATACCCCTAA 198

Ad03A16732 Aradu.A03 16732 c (CG)6cacagcgcgcttacgcgtggatgaggttgggacgatc(CG)661 86418961 86419021 GGAAAGAAGGAGAAGGGAGG GCCAGCATTGTTCTAGGAGC 155

Ad03A16733 Aradu.A03 16733 c (GC)6acagcgtgcttacgcgccgatggcctcc(T)10cg(T)1062 86419127 86419188 GCTCCTAGAACAATGCTGGC ATAGGGAGCTCTTGGGCATT 171

Ad03A16736 Aradu.A03 16736 p2 (TC)6 12 86467116 86467127 CGTTCTCTCTCACCCTCGAC TAGCCATTCCACGATTCCTC 242

Ad03A16737 Aradu.A03 16737 p2 (TA)11 22 86468397 86468418 TAAGGGAGCCTTTCAGACGA GCTAAGAAGGCTCAGAGCGA 243

Ad03A16738 Aradu.A03 16738 c (A)10tggtagaaatggtaaatggtcaaggatcggggaaaataagaaagcaaccaaataaggaggaag(T)1083 86472557 86472639 GAGACGTGACTAGAACGTTACTTCC TTGATGGCAAAACGATTTCTT 228

Ad03A16741 Aradu.A03 16741 p2 (AC)8 16 86481358 86481373 TTTTGTGTTGTTGGTCGGAA CCCCTTTGCACAAATGAGTA 231

Ad03A16742 Aradu.A03 16742 c (T)11ccggtgatcaggttagattattcaccttctggatgtttcttc(T)1366 86482686 86482751 TTCAGATCGGCCTGTAATTTTT AGTGTTTCCAAAATTCCCCC 169

Ad03A16743 Aradu.A03 16743 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 86485350 86485403 CCACATACTGTTACGGCACG GAAGAAGGAGAAAGAGAAGGCA 122



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A16744 Aradu.A03 16744 p3 (GAA)5 15 86486175 86486189 CACCCAAAATTCGTTGCAGT GCTGCACGTTCTTCTTCCTC 238

Ad03A16745 Aradu.A03 16745 c (A)10c(GAA)13 50 86486307 86486356 GAGGAAGAAGAACGTGCAGC CTTCATTAGCACGCGCATTA 173

Ad03A16750 Aradu.A03 16750 p2 (AG)7 14 86579140 86579153 CGGAAAAGCACACCAAACTT TGTACGTTTCTCACCCCTCC 130

Ad03A16752 Aradu.A03 16752 c (T)10g(T)12 23 86601119 86601141 CGCTGCACTCTCCTTCTCTT CTATACCTGCCGCCACTCTC 249

Ad03A16753 Aradu.A03 16753 p3 (TTC)9 27 86609794 86609820 ATTTCTTTCCCACCCAAACC TAGAATATTGCTCGCCCTCG 217

Ad03A16755 Aradu.A03 16755 p3 (TCT)6 18 86631019 86631036 AAATGGCCGAACATTCACTC TGCTTTGACCACACCAAACT 202

Ad03A16756 Aradu.A03 16756 c (A)10tgcctaatgcaataactatggatgaactaag(AT)653 86637923 86637975 GAGATCGACGTCCGGTTTTA GGATTTGTCATTTTGGGGTG 226

Ad03A16762 Aradu.A03 16762 p3 (ATA)5 15 86692279 86692293 TGGCTTTGGCTAAATAAATTAAATG AAGTGAGATAGGATCTAAAATTCCAAA 273

Ad03A16763 Aradu.A03 16763 p2 (CA)6 12 86693844 86693855 AAACCCTAAATCCCCAATTTT GAAGCGGTGACAGTGAGTGA 141

Ad03A16764 Aradu.A03 16764 p2 (AC)6 12 86693957 86693968 CCACGCACACACACACATAA GAAGAATAGAGGCGGTGACG 266

Ad03A16765 Aradu.A03 16765 p2 (GA)8 16 86694358 86694373 GTCGATGAAGAAGAGCCGTC AAGGCTGAGCAACTAACGGA 231

Ad03A16766 Aradu.A03 16766 p2 (TC)9 18 86708387 86708404 GAAATGGGAAAGGAGCACAA CCGAGGTATTTGGATTGGAA 220

Ad03A16769 Aradu.A03 16769 p3 (GAT)6 18 86712140 86712157 TTCTGCCGCTGTTTTCTTTT CGCGATATCATTGCCCTAAT 255

Ad03A16772 Aradu.A03 16772 p2 (AT)9 18 86714685 86714702 ACAATTGCCCCCAATTATCA CATTCCTGGGCATCAAAGAT 237

Ad03A16778 Aradu.A03 16778 p2 (TA)9 18 86735536 86735553 CCACGTCAGCTCCATCATTA CAGCATATGAGCTCCCCATT 242

Ad03A16780 Aradu.A03 16780 p2 (AG)7 14 86739383 86739396 ATCCGGACATAGCAAAGGTG CATCGCTGCTCATCCTGTTA 184

Ad03A16782 Aradu.A03 16782 p3 (TCT)5 15 86751629 86751643 ATGACTTGCCATGCTGGAGT AGTGCCATTGACGAGGAGAG 192

Ad03A16784 Aradu.A03 16784 p3 (GAA)5 15 86827412 86827426 GAGAAACGGAGTGGTTGGAG GCGCCTTTACACAGTTTTCC 210

Ad03A16789 Aradu.A03 16789 p2 (GA)7 14 86864533 86864546 GGCTCACTTTTCTTTGCTGG GCCTTTTGTTCCTGCTCATT 265

Ad03A16790 Aradu.A03 16790 p2 (GT)8 16 86870307 86870322 AGTGCATGTTTTCTTTTGCG TTTCGCTTCCATTTTTGCTT 260

Ad03A16792 Aradu.A03 16792 p3 (CAT)6 18 86879325 86879342 GGCTTTGGCAGAAGAAACTG ATGCTGAGCTCCAAGGTCAT 203

Ad03A16794 Aradu.A03 16794 p3 (AAG)5 15 86915763 86915777 TGATGAAGAATGTGGGATTGAG TGACTAACGCTTACGCATCG 255

Ad03A16797 Aradu.A03 16797 p2 (TA)8 16 87017777 87017792 GTACCCTAGCCGGCCTAAAC ACGGTGGTACGACTCTCAGG 204

Ad03A16799 Aradu.A03 16799 p3 (AAT)20 60 87019350 87019409 CACGCTAACCATACCCACCT CATGTATTGGTCCTAAATTTTTATTTT 276

Ad03A16806 Aradu.A03 16806 p2 (TG)6 12 87048979 87048990 ATGCATGATTAGCACCACCA CCAAAAATGATTGTCTCCTTTCA 279

Ad03A16807 Aradu.A03 16807 p3 (AGG)5 15 87053611 87053625 ACTCACCCCATCAAAACCAG ACTCGGCCACTTCTTCTCAA 167

Ad03A16810 Aradu.A03 16810 p2 (AT)10 20 87064091 87064110 CCAAAATTTTCGAGAATAAAGAGC TGAGGAGAGAGAAAGTGGTTAGG 280

Ad03A16811 Aradu.A03 16811 c (AG)6ac(AG)7aaaa(AG)1358 87073751 87073808 GCGTGTGGGAAGAGGATTAC ACATCTCATCCACCCTCCTG 247

Ad03A16814 Aradu.A03 16814 p5 (TATTT)5 25 87127108 87127132 CAGTGACTAGCAAATGCCGA CGTCTGTGCCATCCACATAA 157

Ad03A16816 Aradu.A03 16816 p2 (AT)7 14 87136917 87136930 AACCTGCACTGGTCCTCATT TTTGTGCATGGACGTCTGTT 231

Ad03A16821 Aradu.A03 16821 c (CAA)19(TAA)9 84 87251222 87251305 GCATTTTCTCCAAGGAACCA CCAAGCAGCTGTAAGCATTG 249

Ad03A16823 Aradu.A03 16823 c (AG)6aaccttctttcgctgtgttttctgggtgttctactacttcgtcaccgagggggacgccaaccgtgaaaatggaagacttccggcattg(T)10110 87258940 87259049 ATGAAACTTACCGCCATTCG CACCCAAATAAATCAATACAAAGG 274

Ad03A16826 Aradu.A03 16826 p2 (AT)7 14 87260377 87260390 CTCAGATCAGTCCCCCAAGA TGGGGACTAAAATGTCTGGTTT 259

Ad03A16827 Aradu.A03 16827 p2 (TA)6 12 87266949 87266960 TTACCCCATATTTCCACCCA CGTACCAAAAGTTCAGGCGT 274
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Ad03A16829 Aradu.A03 16829 c (T)10aatttggtaatcattttttttcttttttgattttgagtctggatcaggattactttttcttacttactcttgaaagtaatcacgtggatagag(A)11114 87268992 87269105 TCGTCTTTGAATATGATCTTTGC TGGCTTAAGAGAATAGTTGCTGA 260

Ad03A16830 Aradu.A03 16830 p3 (AAT)14 42 87269671 87269712 CCCCAAAAATTTTAAAAGTGGA TGTGGACGATGACACTAGCA 279

Ad03A16831 Aradu.A03 16831 p3 (AAT)5 15 87269933 87269947 TGCTAGTGTCATCGTCCACA ACAGTTTCCCAACAGTTCCC 100

Ad03A16837 Aradu.A03 16837 c (A)10g(A)10 21 87346977 87346997 CTCGAGGACGAGCAATTTTC CTCCCATGACTCAGAGGTGG 166

Ad03A16838 Aradu.A03 16838 p5 (TTATC)5 25 87352642 87352666 TGACTTGTTGGACTTGGTGG CAGAGCCCAGAAAGATGAGG 262

Ad03A16841 Aradu.A03 16841 p2 (CT)7 14 87369793 87369806 TTTCTCACCCCTCATTCCC CGGAAAAGCACACCAAACTT 119

Ad03A16843 Aradu.A03 16843 p2 (TC)6 12 87379317 87379328 ATTACAGAACATGCCCCAGC TGGAAAGCTTTGAAAACAAGG 278

Ad03A16848 Aradu.A03 16848 p3 (ATA)5 15 87410216 87410230 TTGATTAGTGGTTGAATTTTTGTG TTTCGAAAAGCTAATATAATTTCAATG 280

Ad03A16849 Aradu.A03 16849 p2 (TA)7 14 87439763 87439776 AAGCATTGAACCCTCACTGG TTGGGTAGCTAGGCATGATTC 258

Ad03A16852 Aradu.A03 16852 p2 (AT)6 12 87472983 87472994 AGCTTCCTCTTCCTGCAACA TTGCAAACGTGTGCCTTATT 200

Ad03A16856 Aradu.A03 16856 p3 (TCT)6 18 87499150 87499167 CCCCTCTTCTTTACCTTGGC TGCCATTGATGGTAGTGGAA 162

Ad03A16858 Aradu.A03 16858 p2 (AT)8 16 87514598 87514613 GCATCACAACACCAAACTTGA ACGTTTTGACCCAGTTTTCG 239

Ad03A16859 Aradu.A03 16859 p2 (CT)6 12 87516852 87516863 AGCCAAATTCAAGGGGTAGG CATGCAAATAGTGAGTGACCG 212

Ad03A16861 Aradu.A03 16861 p2 (TA)14 28 87520791 87520818 TAGTGCATTTGCCTTACCCC TGGTCATCCAAAACAATGGA 237

Ad03A16862 Aradu.A03 16862 p2 (TA)6 12 87520973 87520984 TCCATTGTTTTGGATGACCA CACGAGGTGTTTATGGTTTTGA 210

Ad03A16863 Aradu.A03 16863 p3 (AAT)6 18 87525420 87525437 GCAGGAACAAGGATAAAGGC TGGACGTTTGCTTTGTGAAG 204

Ad03A16864 Aradu.A03 16864 p3 (TCT)5 15 87528464 87528478 TCCTATAGCCGAACCCCTCT TTGCCTTCCCTTTTCCTTTT 194

Ad03A16865 Aradu.A03 16865 p3 (TCT)5 15 87530066 87530080 TCACCAGGATCCCCACTTAC CTCCCAAGACTCAGAGGTGG 242

Ad03A16867 Aradu.A03 16867 p2 (AG)8 16 87539955 87539970 GCCAATTGGGTAACAGGAAA CCATTCAGGATCATGCCACT 272

Ad03A16868 Aradu.A03 16868 p2 (CT)6 12 87542454 87542465 AGGAATGCATCCATCGAAAG AAGAACCTGGGATTGAGAGTCA 151

Ad03A16869 Aradu.A03 16869 p2 (TC)7 14 87550001 87550014 AGGAATGCATCCATCGAAAG AAGAACCTGGGATTGAGAGTCA 155

Ad03A16870 Aradu.A03 16870 p2 (AT)8 16 87551959 87551974 ACCTTGGTGCAACCAAAAAC TAACGAGGCGCTTATGCTTT 198

Ad03A16872 Aradu.A03 16872 p3 (AGA)5 15 87562219 87562233 CTTCCCTTTCCCCTTTCTTG CCAACATAGCCGAACCAACT 191

Ad03A16874 Aradu.A03 16874 p3 (TCT)5 15 87600880 87600894 AAACCCCTCTCCCTCCACTA TTGCCTTCCCTTTCCTCTTT 263

Ad03A16877 Aradu.A03 16877 p3 (TCT)6 18 87642747 87642764 CCATTCATGGTCATCCCTTC CCTCGAGCAAGAAAGGAAAG 189

Ad03A16878 Aradu.A03 16878 p2 (TC)6 12 87647670 87647681 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 251

Ad03A16879 Aradu.A03 16879 p5 (ATATA)5 25 87654089 87654113 TTCACAAATTCATACTGGACAACA TCATTTTCGCAGATTTAATGAG 279

Ad03A16884 Aradu.A03 16884 p2 (AT)7 14 87719701 87719714 TTTCCTTGCATGCATTACTCA CGTTAAACGCCCAGAATGAT 255

Ad03A16885 Aradu.A03 16885 p2 (TC)6 12 87720590 87720601 CTTTTCCACACCAATTTTCG AGAGGGAGAGAGAGGGTTCG 200

Ad03A16886 Aradu.A03 16886 p3 (TTC)6 18 87723270 87723287 GAAACCCACCCTTTCTCACA TTGCCTTCCCTTTCCTCTTT 233

Ad03A16887 Aradu.A03 16887 p2 (CT)8 16 87731582 87731597 GATTGCACAATAAGGGCGTT TTGGGAGGGAAAAGTGTTTG 275

Ad03A16888 Aradu.A03 16888 p3 (AGA)5 15 87737770 87737784 TGAGGATACTCCGGTCTTGG CCATATTGGCCGAAACCTAA 261

Ad03A16889 Aradu.A03 16889 p3 (AGA)6 18 87747169 87747186 TGCCATTGATGGTAGTGGAA ACAACCCCCTCTTCTTCACC 167

Ad03A16894 Aradu.A03 16894 c (T)10gttc(T)10 24 87872849 87872872 TATATGTGCGACCATCCCCT GAGAGATGAGCGAAGAATGTGA 272
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Ad03A16895 Aradu.A03 16895 p5 (AAGAT)5 25 87895472 87895496 AAAAGCGGTTCCCCTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad03A16896 Aradu.A03 16896 p2 (GT)7 14 87911731 87911744 TGGGTAGCTAGGCGTGATTT TTTCAAGGTTGTAATGGGGC 146

Ad03A16898 Aradu.A03 16898 p3 (TAG)5 15 87930877 87930891 AGGAACAGGAAGAGCAAGGG CATGCCTGATGATGATGAGAA 192

Ad03A16900 Aradu.A03 16900 p2 (AC)6 12 87955073 87955084 GGCTTAGGTAAGGGTGAGGG TGGGCATTTAGGCATGATTT 125

Ad03A16902 Aradu.A03 16902 p3 (GAA)12 36 87959399 87959434 TTGAGAAGGTGGTGAGAAGAGA CACCTCCCTCTTTGTGCATC 254

Ad03A16903 Aradu.A03 16903 p3 (TCT)6 18 87970495 87970512 GCCAAAACCCACACATCTCT TGACTCAGAGGTGGAAGCAA 207

Ad03A16904 Aradu.A03 16904 p3 (TGT)5 15 87990055 87990069 GCTTGCCTTTAGTGAGGTGC ACAAGGCGGCAATTACAATC 210

Ad03A16906 Aradu.A03 16906 p2 (CT)14 28 88042896 88042923 TGCTTCGCAAGTCGAGTTTA CAACGCGTCAGACTCAAAAA 148

Ad03A16907 Aradu.A03 16907 c (AT)6tgtatccccttatttaattacttcataatatatttttttc(T)1062 88052265 88052326 TTGTCCCATGTGCATTGATT TGTGGGGAATTTTATGGGAA 230

Ad03A16910 Aradu.A03 16910 p2 (GC)6 12 88076975 88076986 CCAGTTGGGTTGGAAAGCTA ATAATAGTGGGCCACGGACA 131

Ad03A16911 Aradu.A03 16911 p3 (AGA)6 18 88082849 88082866 CAGTCACATGCTCAGGCATT TTGCATGTTGTCCAAATGTT 111

Ad03A16914 Aradu.A03 16914 c* (TA)6(TAT)8* 34 88117832 88117865 GGTTGTAATGGGGCTAGGGT TTTGGGAACTTTGGTTGAGG 201

Ad03A16915 Aradu.A03 16915 p4 (TAAC)5 20 88121240 88121259 CCAAAAGCATTCTCAAAGGC ACCACCGATGACACTCACCT 271

Ad03A16917 Aradu.A03 16917 p3 (TAC)5 15 88145586 88145600 TTCGAAATTCATGTACTTCTTGTTC CCACTTCCCAAAACACAGGT 260

Ad03A16919 Aradu.A03 16919 p2 (TA)7 14 88166459 88166472 TTTTGTTCCTCCAAGCTTTTG TTGGATCTTACATCCCACCC 196

Ad03A16921 Aradu.A03 16921 p2 (TA)8 16 88173406 88173421 GATGACCATTCACGCAGTCA TGCAAGCACAAACACATGAA 256

Ad03A16923 Aradu.A03 16923 c (A)14ccatgaatccatgacacgctatcaaatttcaagcaagcttatcgtcatttcacgccttcaacaaagaccttttctttttcc(T)10105 88175135 88175239 ATTTGGCCACCCAAAGAAG GAACCACGCTCATGCAACTA 257

Ad03A16924 Aradu.A03 16924 c (TAT)6c(ATT)13 58 88178976 88179033 CAACGGTCCCAAAGGATAAA GGAATCGTTTTGAAAAGGGAA 279

Ad03A16926 Aradu.A03 16926 c (T)10gnnnnnnnnnnnnnnnnnnnnncttaatgt(GA)1672 88184311 88184382 GAGGAAGCATTAGGAACCGA TCCAACGCCAACAATAACAA 237

Ad03A16927 Aradu.A03 16927 p2 (TC)15 30 88184599 88184628 CCCTCATTACGAGGCAATGT ATCTTCGCTTCATGTTTCCG 232

Ad03A16929 Aradu.A03 16929 p2 (AT)9 18 88188632 88188649 TTGCGAAAATTTCTCCTTCA TTTTGCAGGTCATGAACCAA 215

Ad03A16932 Aradu.A03 16932 p2 (AG)8 16 88198261 88198276 TTGCCGTTTCAGCTCCTATT CCGAACAAGTCACGGAAAAC 171

Ad03A16933 Aradu.A03 16933 c (TC)6tatatatgtctagcgtacatgcagataagaagagagagcgaaagaggaatagcgaaaggaggataaaagagggaaagaaggataaaagtgacaagtgatc(AG)8128 88198628 88198755 TTGAATTGATTTTGCAGATGCT CCCCACTGATGACAGCACTA 239

Ad03A16935 Aradu.A03 16935 p2 (TA)6 12 88207950 88207961 CCTCACTAGCCATCTCCCCT TCGAATTACACACAGGCAACA 274

Ad03A16937 Aradu.A03 16937 p3 (AAC)5 15 88217007 88217021 GCGTGTAACTGTGTGGGTTG TGGAATCACCTACCGATCAA 220

Ad03A16938 Aradu.A03 16938 p2 (TA)9 18 88218480 88218497 AGGAGACGACTCATCCAACG TCGCCACCTTACTTAGCACA 233

Ad03A16939 Aradu.A03 16939 p2 (GA)19 38 88219229 88219266 CGACAGTGAGAGAGGAAGGG CAAACCGTGGGTGTCCTAGT 266

Ad03A16941 Aradu.A03 16941 p5 (AAATA)5 25 88221686 88221710 GGTGACACCAAACTTAATTTCAGA TTTCACTTTTGTATTGTTTCTTTCA 261

Ad03A16943 Aradu.A03 16943 p3 (TCT)5 15 88242446 88242460 TCCTATAGCCGAACCCCTCT CTCGGAAGTGGAAGCTTTTG 210

Ad03A16945 Aradu.A03 16945 p4 (TTTA)6 24 88247163 88247186 AAGTCCGTTCAGGTTCAGGA TGAAATTAAGTTTGGTGTCACCTAGT 273

Ad03A16946 Aradu.A03 16946 c (T)10cttttca(T)10 27 88268778 88268804 TTCACTTTGGGGCATTTTGT GGGAACATTGGATGGGATAA 240

Ad03A16948 Aradu.A03 16948 p2 (GA)11 22 88272360 88272381 CGTTCGGAGGAGTGAGAGAC CTCCGTCACCATTTCCATCT 276

Ad03A16951 Aradu.A03 16951 c (T)11cgaataattaaggcaacacacaaatacatgaaattg(A)1057 88289808 88289864 CATCATGCAGGTAAAGATTCCT TGAAGCCAAACTCATAACTTCAG 280

Ad03A16953 Aradu.A03 16953 p2 (AT)6 12 88293247 88293258 TTGTTTGGCTTATACCATTCAAAA AAACGCCATCCGTCGTATTA 278
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Ad03A16956 Aradu.A03 16956 p2 (GA)7 14 88299901 88299914 AACGACGGTGGTGGTTCTAC ATCATCTCCTTCCTCCCTCC 279

Ad03A16959 Aradu.A03 16959 p3 (AAT)5 15 88350651 88350665 ACACTATCCGCAAGGCAAAT GAATGACAAAGGAAAGGAAACAA 266

Ad03A16960 Aradu.A03 16960 p3 (AAT)5 15 88377782 88377796 TCGCCATTACGATAAACCTTG CATGGCACAACTTCTAGCATTA 165

Ad03A16961 Aradu.A03 16961 c (T)11aattttaaaataaaccaaacgcggtttacgttttaag(T)1058 88380382 88380439 TGCACTGCTATGGGTCAGAA ACTTGCATTTTGTGGGCTTC 185

Ad03A16962 Aradu.A03 16962 p3 (TAA)5 15 88381728 88381742 AACTCCCATGTCGTCCAGTC ACCTATACCCCGCGATTAGC 221

Ad03A16964 Aradu.A03 16964 c (ATA)5t(TAA)7 37 88382867 88382903 ACCGGTACACCAAAACACAA TCACCTCCTTCTATTTAAGGACTAACA 280

Ad03A16966 Aradu.A03 16966 p3 (ATA)5 15 88420299 88420313 AGAAGGAGATGGCAGTCGAA AAATTTGGACGTTGGCTTTG 100

Ad03A16967 Aradu.A03 16967 p2 (CT)9 18 88429142 88429159 TTTGACCCCTCAGGATCTGT GACGACCCGAAGTCCAAATA 278

Ad03A16969 Aradu.A03 16969 p3 (TAG)5 15 88448593 88448607 AGCTGAAGCGCCAGAAATTA CATGCCTGATGATGATGAGAA 238

Ad03A16971 Aradu.A03 16971 c (AAG)6ccatatcggacgaagctacaacaaaggatagtgagagtaagaaggtgcacaatagagacaaaaactatgga(AG)11111 88469157 88469267 AGTTGGAGTCCCTGGAGGTT TCGCTTTGCATCACACTTCT 239

Ad03A16972 Aradu.A03 16972 p2 (GA)9 18 88469755 88469772 AGAGTTGGACCACACTTGGG TACAAACGGCTTGTCAATCG 191

Ad03A16973 Aradu.A03 16973 p2 (TA)7 14 88472104 88472117 GCTAGCTGTCAGGCGCTACT GCAATGACGTAACCTTGTGG 251

Ad03A16974 Aradu.A03 16974 p2 (AG)6 12 88482062 88482073 TTTTTGGGGAAGAGGTGTTG GTTTTTGCTTGCCATTTGGT 143

Ad03A16975 Aradu.A03 16975 p2 (CT)7 14 88517184 88517197 AAACTAGCCAAGATGCCCTG TTTTGCAGAAAAATCAGCGA 280

Ad03A16976 Aradu.A03 16976 p2 (CT)6 12 88524880 88524891 CCAATTTGGCAACATGAGTC GCCCAGAAAACACAGATGGA 271

Ad03A16979 Aradu.A03 16979 p2 (TA)9 18 88549736 88549753 TCTGGGCGTTGGATCTTTAC TGCTAAGTGGGAGACAACCC 207

Ad03A16981 Aradu.A03 16981 c (T)10cttta(T)10gcagtgaagac(T)1147 88555746 88555792 CTGAAAATGACAGTGGCGAA AGTTTGATTGGCTTTGCACC 239

Ad03A16982 Aradu.A03 16982 p2 (GA)16 32 88559628 88559659 ACCCAGAGACAGACTCCAGC TGAGGGCTTGTTTTTACCGT 248

Ad03A16983 Aradu.A03 16983 c (AG)6gaagagtaaattcgaatggtgtagtggaatgaggggggccaaacgtgtatttataaagtggggaggagagatttc(A)1097 88566435 88566531 TCACGAAAAAGCACACCAAA TCATCCCCAAATTTTGTTCA 237

Ad03A16985 Aradu.A03 16985 p3 (TCT)5 15 88582361 88582375 TCCATCATCTCTTTCCCACC TCTCTCCGTCTCCCATGACT 272

Ad03A16992 Aradu.A03 16992 p2 (TG)6 12 88639863 88639874 AACCATCCATTGAGGAGGTG AGCCTTGGACACACTCCAAC 246

Ad03A16993 Aradu.A03 16993 p2 (TG)6 12 88646481 88646492 AACCATCCATTGAGGAGGTG CTAAAGCAGCACGCTGTCAC 266

Ad03A16996 Aradu.A03 16996 p4 (ATAA)6 24 88674371 88674394 AGTGTGGGAAAAAGTGGGAA TTGGGGTAATTTTGTCCCCT 270

Ad03A16997 Aradu.A03 16997 p2 (AT)7 14 88674655 88674668 TGGGAAATCTTGGGTAGCTG GCATTGAACCCTTATTGATGG 277

Ad03A16998 Aradu.A03 16998 c (A)10tgatccatgaatatcggagatcgaaacaatgcaggggaaagtatggaaacg(GA)1387 88696334 88696420 TTCGAGGTGTTCTGTCAGTCA ATTGTTCTCGCCATCGTTTC 202

Ad03A17003 Aradu.A03 17003 p2 (TC)13 26 88711930 88711955 CATCATTCTCCTGCCGAGTT CTCAGATGAAACTGCAACGG 162

Ad03A17006 Aradu.A03 17006 p3 (TAA)6 18 88721807 88721824 CAGCGGACACCTAACACAAA GATCTTGACAGAAAGAATGTTGG 264

Ad03A17012 Aradu.A03 17012 c (CT)7ccctccctccctcctccccctctctctccctccnnnnnnnctcctctcc(CT)777 88759417 88759493 GCACCAGTTTAAACCAGTTCAT GAAGGGGAGAAAGGGAGAGA 245

Ad03A17013 Aradu.A03 17013 c (TC)9ccatatccctcttc(CT)9cctttcctctctcctctctcttcccacactccctttctttctctccctctctttccgtcctctctccctctctccttatctccctc(CT)7a(TC)7165 88759685 88759849 CTCTTTCTCTTTTCCTTTTCTCC GAGGGAGAGAGAGAGGGAGC 258

Ad03A17014 Aradu.A03 17014 c (AG)6aaggggaagggagg(GA)6agggagatgggagggggagagagagggagaggggagaaaaggaa(AG)6cgatagaaa(AG)9atgagagggagaaagaggagaag(GA)6156 88760632 88760787 AGGGCAGAGAGCAGAGAAAC TCCTCCTCCCCTCTTTCTTC 222

Ad03A17015 Aradu.A03 17015 p2 (GA)6 12 88761052 88761063 AAAAGAAAGGGGAGGGGAAG CCCCTCCTATTTGTCTCCCT 151

Ad03A17016 Aradu.A03 17016 c (AG)6aagagagagaggagggggagaaagaggagaaga(AG)657 88761182 88761238 AGGGGCATGAGAGAGAGAGA TCTCCCTCCCCTTTTTCTTC 215

Ad03A17017 Aradu.A03 17017 p2 (GA)8 16 88761354 88761369 GAAGGAATGGGAAGAAGAGGA GTGGTAAGGGGTGTGCAAAA 277

Ad03A17018 Aradu.A03 17018 p2 (TA)7 14 88796414 88796427 TTTATCTTTGCGAGCCGAGT CCTGAGGCTCTACAGGAACG 248
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Ad03A17019 Aradu.A03 17019 c (TA)8tgtatgtatgtatgtatc(TATG)658 88798510 88798567 TTTGGAGTTTTGGGAGGTTG AAGCTCCAGACTTGACCTGC 247

Ad03A17020 Aradu.A03 17020 c (TA)7(TG)19tc(TA)666 88798774 88798839 TTCTTTTTGCGGTTTTTGCT TCCAGAAGCGAAATCAGTCC 270

Ad03A17021 Aradu.A03 17021 c (T)10cgtttccttttttc(T)10cgg(T)1047 88806059 88806105 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 227

Ad03A17027 Aradu.A03 17027 p3 (TTA)6 18 88858337 88858354 TGCAATGAATGAAAGTATGCAA GGCCCTGTTTCTCCTCCTT 247

Ad03A17029 Aradu.A03 17029 p5 (AATAA)5 25 88882251 88882275 TGGTTTTGAAGCCTCAGTCC GGGGATTGTTCGAGTATGGA 229

Ad03A17030 Aradu.A03 17030 p3 (TAA)5 15 88882584 88882598 CTTCGCACAACTAACCAGCA ATTCAACAGGGACAAGCACC 254

Ad03A17032 Aradu.A03 17032 p4 (AAGC)5 20 88899714 88899733 AAAGAGGCCCAAGATTGAAA GTTTAGCGGCAAGGTTAGCA 277

Ad03A17033 Aradu.A03 17033 p3 (GGT)5 15 88900506 88900520 GCGATGATCTTGTGCGTCTA CTACTGGCCTGGGTTACTCG 276

Ad03A17034 Aradu.A03 17034 c (A)11cacttattagtaatgatttcactttttttgcaagtcaccttatattatgataaaatgtcaaaaaactcaacatttgttatatcacacaaaagtctcc(AT)9126 88902045 88902170 CATGCAATATAAAAATTGTCACCAA TTTGGCATGTTTTAAATGTGTT 251

Ad03A17037 Aradu.A03 17037 p2 (CT)6 12 88917108 88917119 TGGAAATTGAATCTACATCAAAAG TTTTTGACCCAGTTTTTGGC 261

Ad03A17038 Aradu.A03 17038 p3 (AAG)7 21 88945513 88945533 TAAAATATTGCTCGCCCTCG ATTTCTTTCCCACCCAAACC 216

Ad03A17039 Aradu.A03 17039 p2 (TA)8 16 88956281 88956296 ATATTTGCCAAAGACACGCC CCAATCAATTCCCAGTTTGAA 230

Ad03A17040 Aradu.A03 17040 p2 (GA)6 12 88960940 88960951 TGAAATTGAACATGCAAGCAA CCCGTCTACCTCACCTTTCA 278

Ad03A17043 Aradu.A03 17043 p2 (TA)7 14 89008864 89008877 CCAGAGTCCTCCTGGACTGA TTTTGCATATTTTTCTCTTTCATCA 278

Ad03A17045 Aradu.A03 17045 p2 (AT)7 14 89023527 89023540 GGAAGGGTAGAGATCTGGGC GGCCTGAAAGAGTTTCCACA 219

Ad03A17049 Aradu.A03 17049 p2 (CA)8 16 89037637 89037652 CAGAATCCCCAACACAAACC GCAAGCTCCAAGATAGCGTC 201

Ad03A17050 Aradu.A03 17050 p3 (TTC)6 18 89050096 89050113 TCCGAAAAGCTCATCTTTGG GCTCCTCCCCCTAATGAAAG 177

Ad03A17051 Aradu.A03 17051 p3 (TTC)5 15 89066028 89066042 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 100

Ad03A17053 Aradu.A03 17053 p3 (TTC)5 15 89086433 89086447 ATTTCTTTCCCACCCAAACC GCTTTTGTCTTCCCTTTCCC 213

Ad03A17056 Aradu.A03 17056 p2 (CT)6 12 89186669 89186680 AAACCACCTAACCACTTTTCCA AGAGGGAGAGAGAGGGTTCG 221

Ad03A17058 Aradu.A03 17058 p3 (AGA)8 24 89238954 89238977 TAAAATATTGCTCGCCCTCG AATCTTTCCCATCCAAACCC 214

Ad03A17060 Aradu.A03 17060 p2 (GA)15 30 89281574 89281603 TGTGTGGTGAGCAAAGGGT TGGTTAAGGTGAGAAGAATTTGAA 280

Ad03A17061 Aradu.A03 17061 p2 (AG)6 12 89288718 89288729 AACCAAGACCAAGGCACAAC CTTCACGTGACCACAAATGG 195

Ad03A17063 Aradu.A03 17063 p3 (AAG)5 15 89306577 89306591 GCTTTTGTCTTCCCTTTCCC CGAAACTTAACCCCTCTCCC 276

Ad03A17066 Aradu.A03 17066 p3 (AAT)18 54 89315888 89315941 CAGAATGAAGAATGAAAACTCGTG CCGCGCCATTAAAGTTGATA 195

Ad03A17067 Aradu.A03 17067 p3 (TAT)14 42 89325724 89325765 TCGGTGGAAAAAGTATAATCGG TGGTAATTAAGACGACGACGG 264

Ad03A17068 Aradu.A03 17068 p2 (TC)6 12 89327851 89327862 AATTCCCGTCGTTCTCTCCT GAGAACCGGCTTTGAGAGTG 175

Ad03A17075 Aradu.A03 17075 p4 (TCTT)6 24 89345340 89345363 GGTCCACCAAAGCATCAGTT TGGGGCCACTAACTCAAAAG 141

Ad03A17076 Aradu.A03 17076 p2 (AT)7 14 89345884 89345897 GGTCAATTATTTTTCGGCCA TTGGAAAGAACGCAAGATGA 173

Ad03A17077 Aradu.A03 17077 p2 (TA)11 22 89353262 89353283 GTCTGGGCATCAGATTAGGG TGGGTTAACCAAACTCAATTTTT 235

Ad03A17079 Aradu.A03 17079 p4 (AAAT)6 24 89360088 89360111 TTGTTGGCTCTTGAAAGAATGA AGTCTTGGTTGCCAGTTTGG 166

Ad03A17081 Aradu.A03 17081 p2 (TA)7 14 89368687 89368700 TGCTAAAGAGAGAGAGCGCC CGTGAGAAACTTTTTCCTGAGC 215

Ad03A17086 Aradu.A03 17086 p2 (TA)6 12 89381701 89381712 AACCCACTTTGAGCGAAAGA ATTTCAAGGTTGCATTTGCC 215

Ad03A17089 Aradu.A03 17089 p2 (TA)7 14 89385301 89385314 TCATCGAGTCAGCACCATGT AGAATTCCATCCATTGTCGC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A17091 Aradu.A03 17091 c (T)11cgttttctc(T)1030 89400183 89400212 GCACACTCTTATTGCCTTGGA TGTGGTTCATGAATGTTGGC 202

Ad03A17092 Aradu.A03 17092 c (T)10gcatactc(AT)732 89429019 89429050 GTAATGCGGCTAGGGTGAAG GAACCCCAAGATAAAGGGGA 255

Ad03A17093 Aradu.A03 17093 p2 (GC)6 12 89434208 89434219 TTGGCCCAGGAGTAAGAATG GCCCACTAGCTTGAACACCT 142

Ad03A17095 Aradu.A03 17095 c (T)11cgttttttcg(T)1031 89440484 89440514 CCAACTAGAGGTGTCCAGGG TGTGGTTCATGAATGTTGGC 233

Ad03A17106 Aradu.A03 17106 p2 (TA)7 14 89539849 89539862 GGTTGTAATGGGGCTAGGGT CCATATGCATTGCTACGTTTG 211

Ad03A17107 Aradu.A03 17107 p4 (TATT)5 20 89563671 89563690 GAAAAATTTTGACCAAGTCAACC CTTGGTGTTTTCCCTCCAAA 186

Ad03A17112 Aradu.A03 17112 p3 (AGA)5 15 89608978 89608992 TAAAATATTGCTCGCCCTCG CACGGTCATCCCTTCTGTTT 199

Ad03A17113 Aradu.A03 17113 p2 (GA)6 12 89611713 89611724 GGAGAATCCAAACAGAAGGG TCAAAAACCACGTAACAACTTTTC 275

Ad03A17120 Aradu.A03 17120 p2 (AT)6 12 89653794 89653805 AATCGACCAATTCGATCCAG TCGCTGGAGGATAAATACGG 207

Ad03A17121 Aradu.A03 17121 p2 (GC)6 12 89707334 89707345 AGAAATGAGTTGGATTGGGC ATGCGGTTCTAGTTGGGTTG 192

Ad03A17123 Aradu.A03 17123 p2 (CT)13 26 89746136 89746161 GCCAGTAGCATCAAATGGGT TTGTTAATGGGGGTGAGAGG 241

Ad03A17130 Aradu.A03 17130 p3 (AGA)5 15 89794764 89794778 CCAGTGGACAGCATAGAGCA TCCTTGACGGAATTCTCCAC 143

Ad03A17135 Aradu.A03 17135 c (T)10gatatttttgaagaacataaattgataaacaccatttctttgttttttga(T)1171 89841982 89842052 AACGACTAGAGGTTGATGGCA ACCAGCAACAACATCCACAA 259

Ad03A17137 Aradu.A03 17137 p2 (TA)7 14 89846610 89846623 CTTCTAGAATCGTCCGCACC TGCAATTCTCTCTCTCTTTACTTTTT 260

Ad03A17138 Aradu.A03 17138 p2 (TA)7 14 89851655 89851668 TGGTATCTCCAAGATCCATTG TGCCTATAAAAGGATGTACGGG 279

Ad03A17143 Aradu.A03 17143 p2 (AT)6 12 89860088 89860099 AAAGATCATGCACGTCCTCA CTTTAGGGGGAGGAACAAGG 274

Ad03A17145 Aradu.A03 17145 p3 (TTC)5 15 89863427 89863441 CGTCTTCTCCACTTTCACCC GAGACGAACGACGAAAGGAG 153

Ad03A17147 Aradu.A03 17147 p3 (AGA)12 36 89875848 89875883 TTTCGTCAAAAAGAGAATATTTCAA CAAAGGAGGAAGCCGTATGA 238

Ad03A17151 Aradu.A03 17151 p3 (TTA)5 15 89886333 89886347 TGTCCTGTCCTGTTCTTGGA GAAGGCATAAAAGAAAGCATGG 233

Ad03A17153 Aradu.A03 17153 p5 (AAACA)6 30 89914998 89915027 AAAGATGGCAATGTTGTGCC CTTTGATCCCAACCACATCC 276

Ad03A17154 Aradu.A03 17154 p3 (ATT)8 24 89915543 89915566 ATAATTGACGCGTGTCTCCC GGACATAGAACTTGGCAGGC 241

Ad03A17159 Aradu.A03 17159 p3 (CAT)5 15 89961639 89961653 TGGAAGAGGCAAGGAATAACA TTCCTTGGTTTCTCCCCTTT 262

Ad03A17161 Aradu.A03 17161 p3 (AGA)5 15 89979549 89979563 GCTTTTGTCTTCCCTTTCCC CCCACATAGCCGAAACAACT 199

Ad03A17162 Aradu.A03 17162 p3 (ATT)6 18 89982462 89982479 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad03A17166 Aradu.A03 17166 p2 (GC)6 12 90006659 90006670 AAAGCAAGGAAAAAGGGCAT ATGGCACAAGTATGGCACAA 263

Ad03A17167 Aradu.A03 17167 p2 (AC)7 14 90062017 90062030 CTAACTCCCCTAACCCACCC TCTCTTCCCCTTCCCTGATT 174

Ad03A17171 Aradu.A03 17171 p2 (AC)19 38 90104678 90104715 CTCCTCTAACCCACCCAACA TCTTCCCCTTCCCTGATTCT 179

Ad03A17173 Aradu.A03 17173 p3 (ATT)5 15 90117772 90117786 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 200

Ad03A17177 Aradu.A03 17177 p3 (TCT)7 21 90143678 90143698 ATGGTGGTGGTGGTTGAAGT TGACAACACAAGGTTGGCAT 254

Ad03A17178 Aradu.A03 17178 p3 (CAA)5 15 90148984 90148998 GCTTTGCATCTAGAGGTCCG GCACCTTGTTTCTGCCTCTC 235

Ad03A17180 Aradu.A03 17180 p2 (TA)7 14 90168480 90168493 TACATCCTTCATCGGGCTTC TCACCCACGAGTGACCATTA 254

Ad03A17181 Aradu.A03 17181 p2 (TC)6 12 90194192 90194203 TCCCCAATTAGAGGTGTCCA TTGTTGGCTCTTGAAAGAATGA 226

Ad03A17182 Aradu.A03 17182 p2 (TC)6 12 90201174 90201185 AAAAACAATGCCAAAAAGCG TGGCTCTTGAAAGAATGATGG 186

Ad03A17183 Aradu.A03 17183 p3 (AGA)5 15 90214292 90214306 TTAAAATTTGCTCGTCCTCG TGCACCATTCACATCAACCT 268
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Ad03A17185 Aradu.A03 17185 p5 (TTTAT)5 25 90223601 90223625 TTCAAAAATCCTCACCCAAAA CCATGATGGAGAAAGGGAGA 144

Ad03A17188 Aradu.A03 17188 p2 (TC)7 14 90252429 90252442 TTGGTGATAGCAGCAGCAAC AAGAGAGGAAGGAGGATCGC 258

Ad03A17190 Aradu.A03 17190 p2 (AT)7 14 90257567 90257580 CGATCTGTCTGACATTTGATGC TCCCTCAACTCCCCTTTTCT 263

Ad03A17191 Aradu.A03 17191 p2 (TA)11 22 90258200 90258221 CACGTCACGAGGGGTAATTT TGCGTATGAAGGGCATAAAA 208

Ad03A17193 Aradu.A03 17193 p3 (TTG)14 42 90262551 90262592 GAAGATGGACAAGGGGTGAA GGCTAAATTGAATCACGGCT 249

Ad03A17196 Aradu.A03 17196 p3 (TAG)5 15 90293220 90293234 AGCTGAAGCGCCAGAAATTA CATGCCTGATGATGATGAGAA 232

Ad03A17198 Aradu.A03 17198 p2 (GC)6 12 90337788 90337799 CGATGCCTTGATGTGTTTGT ATAGGCGAGACCACTTTTGC 175

Ad03A17200 Aradu.A03 17200 p2 (GT)6 12 90342335 90342346 TTGCTTGAATGCTTTTGTGC AAGGAAGCGTGAATTGTTGG 263

Ad03A17203 Aradu.A03 17203 p3 (TTC)6 18 90373744 90373761 TCACCTTGACCGAACCTACC TGCCATTGATGGTAGTGGAA 152

Ad03A17204 Aradu.A03 17204 p2 (TC)22 44 90378226 90378269 ACGCTACATTTTGGTGACCC CGACATGGAAGGAGGAAAAA 254

Ad03A17208 Aradu.A03 17208 p3 (TTC)5 15 90425496 90425510 CGTGAATCCCCAATTTTCAT CAGCATCCCGGCTTAAAATA 232

Ad03A17209 Aradu.A03 17209 p4 (AAAG)5 20 90428588 90428607 GTTGGTAAGGCTTGGGAACA ACTTCACCTTGGGGCATTTT 278

Ad03A17211 Aradu.A03 17211 p3 (TCT)23 69 90450842 90450910 TTTGGCTACTCCACATCACAA AAGCTAAGAAAGCATAAACCGC 237

Ad03A17213 Aradu.A03 17213 p3 (GAA)5 15 90464148 90464162 TTGCCTTCCCTTTCCTCTTT CCACCCTAAATAGCCGAACA 254

Ad03A17216 Aradu.A03 17216 p3 (TCT)5 15 90495654 90495668 GTCGAACCTACTTCTCCCCC CAGAAGTGGAAGCTTTTGCC 251

Ad03A17217 Aradu.A03 17217 p2 (CT)8 16 90506047 90506062 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 245

Ad03A17219 Aradu.A03 17219 p2 (TG)8 16 90536123 90536138 GCTGCATTTTACGATGAATGA AAAATTTGTGGCAGTGCAAA 206

Ad03A17220 Aradu.A03 17220 c (A)10gatgataatgataatgataataacaaggaagaggagaaaaaaataataaaaaaaatcaaataagaaaagaagaaaaatgat(A)11102 90537704 90537805 CAACACATGCACCCTTCATC TCCATCTTTCTCCTTCTCTTCC 275

Ad03A17223 Aradu.A03 17223 p5 (AATAA)5 25 90594933 90594957 CCTTCTGGACTGTTCATTTCC TTGGGTTGACTTGGTCAAAA 279

Ad03A17225 Aradu.A03 17225 p2 (CG)6 12 90605942 90605953 TTTTTGCCAAGATTCTTAATTGTG AATCTAGAGTTGCTTACTCACCTAGC 279

Ad03A17226 Aradu.A03 17226 p5 (AAACT)5 25 90609266 90609290 GGGAGGAAGGGTAAAAGACAA GCCAAGGATTGAAAGGGAAT 226

Ad03A17227 Aradu.A03 17227 c (TA)10aaagtggagaacatatacatatatacatacatacatac(AT)874 90656826 90656899 GAGGTTGACTTGGAGAAACAGG ACCCATTTCGGGAATTTTTC 245

Ad03A17231 Aradu.A03 17231 p3 (CAA)5 15 90703539 90703553 GGCTGCTAAGAATCTCAGGG TCCTACGTTGTGTGGGCATA 106

Ad03A17232 Aradu.A03 17232 p3 (ATC)7 21 90729502 90729522 CGATTGATCTCAGCAGTGGA GCTGAGGATACGGCGTTAAA 254

Ad03A17233 Aradu.A03 17233 p3 (CAA)5 15 90753156 90753170 GCAAAAAGACGTCTGCAACA CTCCTAGGTTGTGTGGGCAT 142

Ad03A17235 Aradu.A03 17235 c (GCG)5(GCT)6 33 90794809 90794841 AAGCAGCCAAAGCATCAAAT GGGCACGTTTGTTGAATCTT 251

Ad03A17238 Aradu.A03 17238 p3 (TAT)8 24 90804769 90804792 CACGACCGGTGCAATTATC TCATGACTCCGTTTTCCCTC 273

Ad03A17239 Aradu.A03 17239 p2 (AG)6 12 90806974 90806985 ATTTCTGGACTGGTTTTGGC TGGGAAAATAAACAAATCAGCA 280

Ad03A17240 Aradu.A03 17240 c (T)11cgaaattttctctctttttc(T)1041 90811791 90811831 TAAGCGCACTCTTTTTGCCT TGTGGTTCATGAATGTTGGC 237

Ad03A17241 Aradu.A03 17241 p3 (GAA)6 18 90830697 90830714 TATCCCTAGGTTGTGGCAGC ATCCCGTACAAACACTTGCC 109

Ad03A17244 Aradu.A03 17244 p2 (CT)8 16 90847738 90847753 GACTTCTTCCTTGGCTCCCT TCTCCAAAACCCACACACAA 261

Ad03A17246 Aradu.A03 17246 p2 (TC)9 18 90848614 90848631 GGATCAACCCATTCAACCAG ATTTAAGGTTGGGGGAGCAC 211

Ad03A17247 Aradu.A03 17247 c (A)11gaaaaaataaaggaaagatagtgtttctgctcttacgaaggagaagg(GAA)573 90850846 90850918 ACGGTTAAGTATGTTTTTGGTCA TGGACAACTTCTTCTTTTTCCC 271

Ad03A17249 Aradu.A03 17249 p2 (GA)7 14 90870572 90870585 TTCGAACACAGAGGCAGAGA ACCACCCAATCACTTTTCCA 146
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Ad03A17250 Aradu.A03 17250 p2 (CT)6 12 90951541 90951552 TTGGCAGAAGGAGCATTTTT GTTTGGGAGGGAAAGTGGTT 262

Ad03A17251 Aradu.A03 17251 p4 (ACAT)13 52 90956206 90956257 TTGCGATGTTGAAAATTAGGAA AAGGCTCAACAACTCACAAGG 278

Ad03A17252 Aradu.A03 17252 p2 (CT)6 12 90957492 90957503 CATCCATTCAGAAGGAAGCC CAATTGGGCAACATCAATCA 218

Ad03A17253 Aradu.A03 17253 p2 (CT)7 14 90973854 90973867 TTCTGACCCAGTTTTCAGCC CAATTGGGCAACATCAATCA 278

Ad03A17256 Aradu.A03 17256 p2 (CT)6 12 91024007 91024018 CCCCTCTTCTTCCTTCTTCC TGAACATGCAAGCAACCCTA 280

Ad03A17263 Aradu.A03 17263 p2 (CT)7 14 91054778 91054791 TGGATAAAGCGAAAGCATCA CGAGAGAGGAGATCACACACA 265

Ad03A17272 Aradu.A03 17272 p3 (AGA)5 15 91113310 91113324 TCCCTCGAGCAAGAAAGAAA CCTCTTCCCAATTACCCCAT 275

Ad03A17274 Aradu.A03 17274 p2 (TA)6 12 91141679 91141690 ATCCTTCTTCCCCTTTCCCT TGACGACTCTTCACACCCAG 275

Ad03A17280 Aradu.A03 17280 p3 (AAG)5 15 91164074 91164088 TCGATAGAAAACGAAGCTGGA TAAAACCTAAAACGCGCTCC 241

Ad03A17281 Aradu.A03 17281 p2 (TA)6 12 91164389 91164400 TGGTTAGCGCTTGTATGCAG CCATTGCCACTTAGAAGGGA 165

Ad03A17282 Aradu.A03 17282 p2 (AG)6 12 91167748 91167759 GAAGCAGCTCTGGTGACACA TTCGAATCGCAAACCTCTTC 199

Ad03A17285 Aradu.A03 17285 p2 (AG)21 42 91169812 91169853 TTGTTTGCATTGGACTGAGC CAGTTGCTGTGAGTGTTCCTG 246

Ad03A17286 Aradu.A03 17286 p3 (TTA)13 39 91174690 91174728 TCAAGTGAAAACTAACGAGACAATC TTGGATTACGTAAGCGACCC 263

Ad03A17288 Aradu.A03 17288 p3 (GAA)5 15 91183372 91183386 TGGACAAATGGCCATAAACA TCAGGACCACACATTTCCAA 166

Ad03A17290 Aradu.A03 17290 p2 (AT)6 12 91184651 91184662 GGCATCTGATTTCCTTGTGTG TCAAATCTTCGTTATTTTCTAACTCC 273

Ad03A17291 Aradu.A03 17291 p2 (AG)9 18 91185307 91185324 AGAGGGGAAGAGAGAGGTGG CATCTAGTCCCAACCGCAAT 250

Ad03A17295 Aradu.A03 17295 p3 (TTC)5 15 91206917 91206931 ACCCCTCCATTCTCCTTCAT CTCAGAGGTGGAAGCTTTGG 259

Ad03A17297 Aradu.A03 17297 c* (A)10(AT)10* 29 91224411 91224439 GCTCATGTTCAATTTTAAAAGCA CCAAAGAAACACTGCAAGACA 171

Ad03A17299 Aradu.A03 17299 c (TATT)5ttggtaaagaagctttatttcttttggtacataactacgtatacatttggttatgttttttcttttgggtattagtcatagtattagaacc(T)10121 91230269 91230389 CATGAAATCTGGATCTATGCATGT TCAGTTGTGGATGTGACCGT 237

Ad03A17302 Aradu.A03 17302 p3 (TGT)5 15 91246563 91246577 TGCTGACCAAACCAAATTCA CCAACCTGACAAAATTGCCT 147

Ad03A17307 Aradu.A03 17307 p2 (AT)11 22 91254670 91254691 AGCCCAAAAACATGATCCAC TCATCTTTGACTGCACCGAG 276

Ad03A17308 Aradu.A03 17308 p2 (TC)7 14 91258965 91258978 TTTTTGAAAACCACCTTCCTC GAGAAGAGGGTTCGAATTTTG 241

Ad03A17310 Aradu.A03 17310 p3 (TAT)21 63 91290212 91290274 ATGTGGAAGCAAGGATCAGC TATGCACCGTTGACGTAGGA 159

Ad03A17313 Aradu.A03 17313 p2 (AT)7 14 91292361 91292374 CGGTCGGTTAAGAAGACCAA TGTTGTGGTGAATAATTAGAATCAAGA 194

Ad03A17316 Aradu.A03 17316 p2 (TC)6 12 91297567 91297578 GACGCCGTTTTACCCATTTA CGCTGTGAGAGTGAGACGAG 266

Ad03A17318 Aradu.A03 17318 p2 (AT)6 12 91303748 91303759 TTTTCTAACCGTCTTCTACTTGGG CGTGATTTTGTTGCGACACT 186

Ad03A17320 Aradu.A03 17320 p3 (TGA)5 15 91305938 91305952 GTGGCCTTCCACACATTTTT TTTCCTAAGGCCAAGGGTTT 115

Ad03A17325 Aradu.A03 17325 p2 (TA)6 12 91413699 91413710 TCTCCCATCTCAATTGTAAAAGC CTCAACACACAAATCACGGC 251

Ad03A17328 Aradu.A03 17328 p3 (TCC)7 21 91464941 91464961 CAACTACCACCACCACCTCC GGTGACGACGACGATAATGA 241

Ad03A17329 Aradu.A03 17329 p3 (CCT)11 33 91465161 91465193 TCATTATCGTCGTCGTCACC TTTATTGGTGTGTCGCCATC 223

Ad03A17330 Aradu.A03 17330 p3 (TCT)5 15 91465576 91465590 CACGAACAAACTCGGTTCAA TTCCCTTCCCAGTGATTTTT 278

Ad03A17331 Aradu.A03 17331 c (TCT)5tattttatttttgcataatttttcttgtttcactctcttgagaggaataaagc(A)1381 91466066 91466146 TCCTCCTCCTCATCTTCTGC CCTCCTCCTTGTTCTTCGTG 273

Ad03A17332 Aradu.A03 17332 p3 (GAA)5 15 91466290 91466304 GAGGGAAAAACCCACAACAA TGAACTCCCCAGCCACTAAC 202

Ad03A17333 Aradu.A03 17333 p3 (AAC)5 15 91467529 91467543 CATCGCCTCCTGTGGTAACT TTTCTTGGAACACCTCCAGC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A17334 Aradu.A03 17334 p2 (TA)6 12 91488480 91488491 TTGAGTTGTCAAAATGACTTGGAT AAAAATGACCGTGTTTCAGTCA 279

Ad03A17335 Aradu.A03 17335 c (AC)28(AT)9gtgtg(TGTA)10tgtgtaccagatacaatactttagaat(TA)13172 91491639 91491810 AAAACCATATAGCCTTCAAAAACA TGTAAGAGGGATAGGAATTTGTGA 262

Ad03A17343 Aradu.A03 17343 p3 (CTT)5 15 91568034 91568048 CAACGACGAGTGACGAGAAG AAGGGGAAAGGACAGAAAGG 270

Ad03A17344 Aradu.A03 17344 c (A)12gattagaaaaacattgtcgttttatatt(A)1050 91571249 91571298 CATCGGAACCTTGAAACGAC TTTTTCGCTTGTTGCTGTTT 231

Ad03A17349 Aradu.A03 17349 p2 (AC)7 14 91582167 91582180 CCAAACTGCTATTATTCCTTTACC TGATGGCACACCAATTCCTA 122

Ad03A17350 Aradu.A03 17350 p2 (TA)6 12 91587017 91587028 CACTGTTCATGTCATGCATTC GCCACCAGCATAACTGAGGT 275

Ad03A17351 Aradu.A03 17351 p2 (AC)6 12 91602947 91602958 TTCATTCTAAGTTGCGTGCG CGCAAGTTTGACAACAATGG 189

Ad03A17352 Aradu.A03 17352 p3 (GAC)6 18 91605305 91605322 CAAAAGGACAACGAGATTTCTG ATGAGTGAATACCCCATCCG 171

Ad03A17353 Aradu.A03 17353 p2 (AT)9 18 91607287 91607304 ATAACCGGTCCGAGCATACA GAGGTGTGCTGGAGACTTCC 241

Ad03A17356 Aradu.A03 17356 p2 (AG)6 12 91614121 91614132 TTTGAAAATTGAATCAGACCGA GCTGAATGGCTCAACTCCTC 254

Ad03A17357 Aradu.A03 17357 p2 (AG)6 12 91629878 91629889 TTTCGTGCTGATAACGTGTTG GCTGAATGGCTCAACTCCTC 233

Ad03A17358 Aradu.A03 17358 p2 (TA)6 12 91633729 91633740 TTTCCTCCCTGAGGTATGAGTC GGTTGCTTGCTGTCCACATA 276

Ad03A17362 Aradu.A03 17362 p5 (TTTTA)5 25 91691808 91691832 TTTCTCTCTCCTCACTTTTTCG CTACTGACTCCGATGGAGGG 274

Ad03A17368 Aradu.A03 17368 p2 (AG)6 12 91767090 91767101 TTTTGACCCAATTTCAAGCC AAAGCAAGATGAAAATCTGAATTG 193

Ad03A17371 Aradu.A03 17371 p3 (GAA)6 18 91796284 91796301 CCCCTAATGAAAGTGGGGTT GTACTTTGAGGGGATGCTGG 269

Ad03A17372 Aradu.A03 17372 p3 (AAT)5 15 91808841 91808855 TCCCCTTTCCTCTTTCTGCT CGGGGATTGGAAAAGATTG 255

Ad03A17373 Aradu.A03 17373 p3 (GAA)6 18 91809955 91809972 CCCCTAATGAAAGTGGGGTT GGGAGGATACCGGAAAGCTA 176

Ad03A17375 Aradu.A03 17375 p3 (AAT)6 18 91841029 91841046 ACCTGAAAGGACGCTGAAGA TTGGATGTTGGCTTTGTGAA 162

Ad03A17376 Aradu.A03 17376 p3 (TCT)5 15 91843674 91843688 CTCTCCTATAGCCGAACCCC CTCGGAAGTGGAAGCTTTTG 213

Ad03A17377 Aradu.A03 17377 p3 (TCT)6 18 91862658 91862675 AAACCCACACCTCTCTCCCT GAATTGCCTTCCCTTTCCTC 186

Ad03A17380 Aradu.A03 17380 p3 (AGA)7 21 91925507 91925527 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 208

Ad03A17382 Aradu.A03 17382 p5 (AAGAT)6 30 91960523 91960552 CCGACCTGTTCTCAAAGAGC CCTGGGTGCTCCAGTGTATT 237

Ad03A17384 Aradu.A03 17384 p3 (ATT)5 15 91985804 91985818 GGACGTTGGCTTTGTGAAGT CAGGGAAAAAGGCACTCTTG 193

Ad03A17387 Aradu.A03 17387 p3 (TGA)6 18 92033870 92033887 CAAGAAACTTGAGAAGGTAAAACAA AAAACTCTTCCTCTTCTTCCTCC 134

Ad03A17388 Aradu.A03 17388 p3 (AAG)6 18 92034250 92034267 TCCAAGTAATTTTGTAGGATGGTG TTCTCCCTCCTCCTCATCTTC 204

Ad03A17389 Aradu.A03 17389 p2 (AT)9 18 92035053 92035070 GAAAATGACTTGTGTGCGGA GGATGGAGTATGGACAGCGT 186

Ad03A17391 Aradu.A03 17391 p3 (ATT)6 18 92077208 92077225 CAAGTTCACAACCTTGAGAATGA CAAAGTTAACAACCACGACAAGA 150

Ad03A17395 Aradu.A03 17395 p4 (ATTT)6 24 92082432 92082455 GGATGTCATTGTCATTCGGA AAAGTCACGGCTAGGCTCAA 160

Ad03A17399 Aradu.A03 17399 p3 (GAA)5 15 92147100 92147114 AGACAAGGGGTGTTGACTGG TTGAATTGTTTTGGTGTGCAA 238

Ad03A17400 Aradu.A03 17400 p4 (TAAA)5 20 92160481 92160500 GGGTTCAGGATCAGCTTCAA TTTTTGAAATTCCCTCTCTCTCA 273

Ad03A17408 Aradu.A03 17408 p2 (AT)9 18 92242589 92242606 GGAGGGTGTTGTTGCCTAAA GGGAATTGTAAACGTGTGCC 271

Ad03A17409 Aradu.A03 17409 p3 (CAG)5 15 92247632 92247646 CATCAGTAAGCCATTCGTGG AGGTAGAGGAAGGGGCAGAG 187

Ad03A17411 Aradu.A03 17411 p2 (AT)6 12 92265346 92265357 GCAAGGGTTACTGGGTTTCA TATAACAAACAGGGCAGGGG 130

Ad03A17412 Aradu.A03 17412 p2 (GA)8 16 92270459 92270474 TGCCAAACAATTTGCAACAA TTCCTTCTCCTTTCTCCCTTC 258
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Ad03A17415 Aradu.A03 17415 p3 (GAA)5 15 92325128 92325142 TCATTTTGGAGGTTTCTCCG AAAAACAATGCCAAAAAGCG 211

Ad03A17416 Aradu.A03 17416 p2 (GC)6 12 92334469 92334480 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 162

Ad03A17418 Aradu.A03 17418 c (ATG)6(AGG)5 33 92434651 92434683 ATTCATGATCAACCCCTCCA CGAAGCTCAAGAAGGAACAAA 279

Ad03A17419 Aradu.A03 17419 p2 (AT)8 16 92436151 92436166 TCGACCTGCAAAATAAAGGC GACGTGACGTATCTCGCTGA 259

Ad03A17420 Aradu.A03 17420 p2 (CT)6 12 92460556 92460567 GCATCCATTCATGATCATACCA ATAAGCCAATTGGGCAACAG 278

Ad03A17422 Aradu.A03 17422 p2 (CT)6 12 92466102 92466113 TCGCAAGTGACGAAAATCAG AAGAACCTGGGATTGAGAGTCA 253

Ad03A17423 Aradu.A03 17423 p3 (TGA)5 15 92480661 92480675 AGCCAATGGAATTGAGGATG TCAAAATCGGAATCAAGTTCAA 257

Ad03A17424 Aradu.A03 17424 p2 (AC)7 14 92498390 92498403 AGATTGTAATGGGGCCAAGG GGGGACAAAAATACCCCAAT 256

Ad03A17426 Aradu.A03 17426 p3 (TCT)6 18 92506991 92507008 CATCAACCTCCTCTTTCCCA ACCACTGAGCTATGACGGCT 272

Ad03A17427 Aradu.A03 17427 p3 (ATT)5 15 92510922 92510936 TTTGTGAAGTCACCAAGCATTC ATGAGCAGGAACAGGGAAAA 194

Ad03A17428 Aradu.A03 17428 p3 (ATT)6 18 92526603 92526620 TTGGATGTTGGCTTTGTGAA GGCACTCTTGTTGAAGCTGA 188

Ad03A17431 Aradu.A03 17431 p3 (TCT)6 18 92534015 92534032 TTGAACACCCAAAACAAGCA GCCTTCGAGCAAAAGAAGAA 241

Ad03A17432 Aradu.A03 17432 c* (A)10tttcg(A)10(AG)6*36 92534881 92534916 TGGCTCTTGAAAGAATGAGGA TCAGCTTTGCTAAAGTCCCC 239

Ad03A17434 Aradu.A03 17434 p4 (ATTT)5 20 92541232 92541251 TTTATGCTCGGAATCCTTGG CAATGCAGCATAATGGCATC 238

Ad03A17435 Aradu.A03 17435 p2 (AT)7 14 92544635 92544648 GCGAGAGTATTACGACGACTTC GCGCCTTTGATTGTGTTGTA 274

Ad03A17436 Aradu.A03 17436 p2 (CT)11 22 92545296 92545317 GTTTCGACCACCACAACTCC GATGACGAGGAGACGGTTGT 212

Ad03A17438 Aradu.A03 17438 p2 (CT)6 12 92554361 92554372 TCAGCTCAGTTCGGTGACAG CGTATCACCATTGTTGTCGC 269

Ad03A17443 Aradu.A03 17443 p2 (TC)7 14 92561910 92561923 AACAGGGCACACACAACAAA TTGGAAGCAGAGAGAAGGGA 148

Ad03A17452 Aradu.A03 17452 p2 (AG)6 12 92586818 92586829 CAACAGGTAAGCCGCCTAAG TGCGGTATTTGAACCTTTCC 255

Ad03A17453 Aradu.A03 17453 p2 (AT)7 14 92588122 92588135 CTCGCGGGTTGAGATTTTTA CTTCAACCCTACCCGATCAA 255

Ad03A17463 Aradu.A03 17463 c (CT)7(AT)6 26 92630409 92630434 TTAACTCCATTGCACAAATAAAAA AGAATCAAGATTCAATTGTTTCAA 178

Ad03A17465 Aradu.A03 17465 p2 (GA)9 18 92652454 92652471 GAGAGAAGAGAGAGGGGTTCG TTTTCCCTCTCCTTAAAATTCG 111

Ad03A17466 Aradu.A03 17466 p3 (AGA)6 18 92663799 92663816 CTCACCCTCGAGCAAGAAAG CCCATAAACCCCACCTACCT 231

Ad03A17468 Aradu.A03 17468 p3 (AAT)5 15 92693784 92693798 ATTCGGAATTCCAGCTGATG GGGAGCGTGTTATTATGGTTG 264

Ad03A17471 Aradu.A03 17471 p2 (AT)9 18 92699127 92699144 AGCTCCATTCCTTGTGCTTG ATTGCTGCTATGCGGTTTTC 263

Ad03A17472 Aradu.A03 17472 p3 (TCA)6 18 92700133 92700150 AATTAGCCATTCGTGGGTTG GATGTCCCTCTTCCGACAAA 268

Ad03A17474 Aradu.A03 17474 p2 (TA)6 12 92708259 92708270 TAGGGTTCGCCAATTGAGAC TTGTGAACACCATGTGGAGC 276

Ad03A17479 Aradu.A03 17479 p2 (GA)9 18 92741573 92741590 AGATGATTCGCCTCCCTTTT CTAAAATGCAATCACGCGAA 278

Ad03A17481 Aradu.A03 17481 p3 (TTC)5 15 92755046 92755060 CGAACCTACCTTCTCCCCTC CTAGAGGATTCTCCGGCCTT 254

Ad03A17484 Aradu.A03 17484 p3 (TCT)7 21 92790772 92790792 AAGTGTTAAGGATTTGAATTGCAC TGAGAGAGAGAGAGAGAGAGTTAAAAA 250

Ad03A17487 Aradu.A03 17487 p2 (AG)7 14 92798814 92798827 CGTGGTGATCTTGGAGGACT CGCGATCACTAATCCCAAGT 158

Ad03A17491 Aradu.A03 17491 p3 (ATT)7 21 92830865 92830885 CCAAATTAATGCGCTCATCTT TCATGGTTGTCAAAAATTGTATCA 237

Ad03A17493 Aradu.A03 17493 p4 (AAAT)5 20 92838234 92838253 AATAGGCGACGCTTAACGAA GACTTATTTGTTGTTCGGGACTTT 219

Ad03A17495 Aradu.A03 17495 p3 (TAT)17 51 92839261 92839311 TCTTATCTGTTGCTCGGGTG GAAGGATTGGAAGAGTTGCG 277
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Ad03A17500 Aradu.A03 17500 p3 (AAG)5 15 92860632 92860646 GAACCCCCATTCCAAAAAGT GAAGGTGGCGAGGTAAGTGA 223

Ad03A17503 Aradu.A03 17503 p2 (CA)6 12 92868461 92868472 TACACTCGCTCACGATTTGC CAGCGGTGTTCACACTTAGC 280

Ad03A17505 Aradu.A03 17505 p2 (AT)6 12 92879542 92879553 TACCTAGGGGTGGAAACAGG AGCCTGGCCTGATAGGAAAT 225

Ad03A17506 Aradu.A03 17506 p2 (TA)7 14 92884405 92884418 TGAGGCAGAAGGGTTCAATC GCGTGACTTCTCTTTTTCCC 183

Ad03A17508 Aradu.A03 17508 p2 (TA)11 22 92888663 92888684 TTGTCATTTGCAAACTAATCATATC TCATTAACATTTTCGATTTTTGTCA 243

Ad03A17511 Aradu.A03 17511 c (A)10gactatcactatcttattcatcagatttcaattattactatattaaagttagattaagtatcatatgcttctctaacttctactccctcttcttttttc(T)10119 92906140 92906258 TTGTTAGCCAGAGGCTTTTCA TTGCTAGATCCAAAACCAAAAA 264

Ad03A17519 Aradu.A03 17519 p3 (TCT)5 15 92938897 92938911 CCGAATACACCTCTCCCTCA AGTGGTTTTGATGGGCTTTG 251

Ad03A17520 Aradu.A03 17520 p3 (TCT)6 18 92971411 92971428 CCCCTCTTCTTTACCTTGGC ACTCGGAGGTGGAAGCTTTT 213

Ad03A17525 Aradu.A03 17525 p2 (TC)6 12 93068482 93068493 ACTTTCCCAATTCCCCATGT GGGGGATCATTCATTACACA 275

Ad03A17526 Aradu.A03 17526 p2 (CT)7 14 93107560 93107573 CCAAAAACCGAGAGAGAGGA GTGAGGGAATGAGGGAGACA 100

Ad03A17527 Aradu.A03 17527 p3 (AAC)5 15 93119861 93119875 GAATCGACACACCTTGCCTT CCTCACACTTTGCCCAGATT 248

Ad03A17528 Aradu.A03 17528 c (A)10cttggcctggcccaggaacttatctccattaaag(A)1054 93120397 93120450 TTTCTCCCCACTAGCCACTC AAACAGAGGCAGCGACATTT 189

Ad03A17530 Aradu.A03 17530 c (ATT)6ttagttatctattattattatcattatttttaaagta(TAT)879 93127817 93127895 TGCAGTCATTTTCTTCAGTGCT TTTGCTTTTAGCATAATGTCTGAT 212

Ad03A17533 Aradu.A03 17533 p2 (TG)9 18 93137983 93138000 TTTGCTTGCTGCATCATTTC ACATTGTCGGAACCGTTAGC 245

Ad03A17539 Aradu.A03 17539 p2 (GA)9 18 93155819 93155836 AAATGGTTAAGTCGAGCCCA AAAGAGAGCAAAATGGGCAA 187

Ad03A17542 Aradu.A03 17542 p3 (TTA)5 15 93187958 93187972 TCGTCAGATTGCCAACCTCT TTGTCAAAATTGGACCACCA 213

Ad03A17543 Aradu.A03 17543 p5 (TATTT)5 25 93189297 93189321 CCTCTTTCCGCAGGTTCATA CTGTTTGGGATCCATTCTGC 109

Ad03A17544 Aradu.A03 17544 p2 (AT)7 14 93193150 93193163 GGGAACACAGAATCGAGCAT CCTACCTGGACCCTAACCTCA 210

Ad03A17546 Aradu.A03 17546 p3 (AGA)6 18 93197563 93197580 TTAAAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 235

Ad03A17547 Aradu.A03 17547 p2 (GA)7 14 93197689 93197702 TTAAAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 235

Ad03A17548 Aradu.A03 17548 p3 (AAT)5 15 93206002 93206016 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad03A17551 Aradu.A03 17551 p2 (GA)6 12 93290323 93290334 TGAGCAGAGCGAGAGAATGA CACCTCTTCTTTCCCCATCA 151

Ad03A17553 Aradu.A03 17553 p2 (AT)6 12 93307511 93307522 TTTGCACTCATTCTATTTATTTATTGG CCATTGGATACGTTTATTTGTGC 278

Ad03A17554 Aradu.A03 17554 p3 (AGA)6 18 93313688 93313705 CTAGAGGATTCTCCGGCCTT CACAACACAACCCCCTCTTT 196

Ad03A17555 Aradu.A03 17555 c (CT)7a(TC)10 35 93319733 93319767 ATCGCTGCTCATCCCATTAC TCTGGGCTCATAGTGAAGGC 192

Ad03A17558 Aradu.A03 17558 p3 (TCA)5 15 93330792 93330806 TCCTCTCTGGTGCTGGAGTT CCTGATGCGAAATCTTTGGT 119

Ad03A17562 Aradu.A03 17562 p3 (AAG)5 15 93470126 93470140 ACAAGATGGACCCAGCATTC TTGTTAAGGAACGGGACCAC 252

Ad03A17564 Aradu.A03 17564 c (T)10cgatttttttttcgaatagaaatgc(T)1045 93474437 93474481 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 221

Ad03A17567 Aradu.A03 17567 p3 (TCT)5 15 93508718 93508732 GCCGAACCTACTCTTCTCCC CGGTCTTAGGTGCCATTGAT 155

Ad03A17571 Aradu.A03 17571 p5 (AATAA)5 25 93532023 93532047 GCCAGAATGGTGCTCTGTTT GGGAGGCAACCCAATTTTAT 236

Ad03A17572 Aradu.A03 17572 p3 (ATT)5 15 93545885 93545899 GGACGTTGGCTTTGTGAAGT CAGGAACAAGGAAAAAGGCA 199

Ad03A17574 Aradu.A03 17574 c (AAG)5aggcatagaga(AAG)541 93557063 93557103 GAGGAAGAGGAGGAGGAGGA GCGCTTTTAAATTTTTCTCCG 163

Ad03A17576 Aradu.A03 17576 p3 (TGC)5 15 93559705 93559719 GAGCTCCTCGGTTTTCTCCT AGAACCTCGACACAACCACC 176

Ad03A17578 Aradu.A03 17578 c (CAC)5tatatctccatcatcatcttcttcacataaagaagcagtagcagcag(CAA)783 93562172 93562254 CTTCACCCAGTCACCACCTT CGGAGAAGGAAGAGAGAGCA 243
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Ad03A17579 Aradu.A03 17579 p2 (GA)6 12 93562913 93562924 GATGAAGGAGGTGGTGTGGT GCTGCCATAATCCGTCAACT 225

Ad03A17580 Aradu.A03 17580 c (GA)19ggagaggggagagagagggggaaaggggg(GA)679 93563048 93563126 AGTTGACGGATTATGGCAGC ACCCATGAAATTTCCCCTCT 220

Ad03A17581 Aradu.A03 17581 c (T)13acccttacctagggctcatggcttg(T)1250 93566758 93566807 AGCACATGGTTAGGGACAGC CCCTGAAAGGATGAGGAACA 220

Ad03A17584 Aradu.A03 17584 p2 (TA)6 12 93629105 93629116 TTTTTATTATGCGTCTCCTCTTTTT CATAATAGGCTGGCCCAAGA 216

Ad03A17585 Aradu.A03 17585 c (TC)6ttgttctttattttggatagaagtgtctagcctatgcctataatattagttcaggcagataattgg(T)1189 93629253 93629341 TCTTGGGCCAGCCTATTATG CTAGAATTGGGGGTTGTCCA 241

Ad03A17586 Aradu.A03 17586 p2 (AG)6 12 93642815 93642826 ACATTGAACCTGGGATCGAG GGACCAAATCCAAGTCCAGA 202

Ad03A17588 Aradu.A03 17588 p3 (AAT)10 30 93652621 93652650 ATGGCTCGCATAACAAAAGG TCTCTCACTGCATCAAGCAA 164

Ad03A17590 Aradu.A03 17590 c (A)12gtagtaaatttaattttacaacataattgatcaaaactacatgcaaagctatggtaattcttgttcaaagttctattcacggaaaaaattgttaag(T)11119 93652999 93653117 TTCAACCATGCTACGTGAGG TTGTGTTAATTATGCAGCAGGG 249

Ad03A17592 Aradu.A03 17592 p3 (AGA)7 21 93681698 93681718 AGCTGTGGACCCTTGAGATG CCTCTCTCCCTCTCCTCCAT 240

Ad03A17593 Aradu.A03 17593 p3 (AGA)8 24 93687038 93687061 TGCCATTGATGGTAGTGGAA AAGGCCGAACCCATATCTCT 280

Ad03A17594 Aradu.A03 17594 p3 (AGA)6 18 93687169 93687186 TCGGCCTAGGTGAAGAAGAA CCCATAAACCCCACCTACCT 191

Ad03A17595 Aradu.A03 17595 c (A)10cgagacctaaggctacacttatatacagtagctatagcatacac(A)1064 93708902 93708965 AAAAAGTGACACATTAACGATTATTTC AGGAGGCACTAAACGACAACA 185

Ad03A17600 Aradu.A03 17600 p2 (TA)8 16 93758219 93758234 TCTCGCGTGACTCTCTGTTC GTGCTAGGTGGGAGACAACC 261

Ad03A17601 Aradu.A03 17601 p3 (CTT)5 15 93759252 93759266 TCTTGACTTTCCCATGGAGG CAATTGGGGCAAGCAATAAT 242

Ad03A17602 Aradu.A03 17602 p2 (AT)9 18 93781900 93781917 AGCTGCTTGCTTTAATGGGA TCAATTTGCTTTGATCTCATTTTC 262

Ad03A17604 Aradu.A03 17604 p3 (AGA)5 15 93838099 93838113 TTGCCTTCCCTTTCCTCTTT AAACCCCTCTCCCTCCACTA 263

Ad03A17610 Aradu.A03 17610 p2 (CT)7 14 93944568 93944581 CTCCCTCTCTCAACCACCAG TTGAAAGAAGGATGGCGTTC 271

Ad03A17614 Aradu.A03 17614 p2 (GA)6 12 93977610 93977621 GGAGAACCACGCAGAATCAG AAAGCCACTTTTCATGCCAC 271

Ad03A17616 Aradu.A03 17616 p2 (GA)6 12 93989186 93989197 AAGGGAAATTGGGATTGACC ATCGTTCACCATCAACCCTC 185

Ad03A17618 Aradu.A03 17618 p3 (TAT)21 63 94013153 94013215 TTGGCACTCTCTATCCTTGCT GCAAGTTGTTTTCTGTCATCCA 279

Ad03A17621 Aradu.A03 17621 p2 (CT)8 16 94030629 94030644 CTATCATCTCCTCCCCTCCC AGAGTTGACGGATTATGGCG 178

Ad03A17622 Aradu.A03 17622 p3 (ACT)5 15 94031070 94031084 CCAGAAAAAGGGTTTCACCA TCCTGTTGCACAACAAAAGC 278

Ad03A17625 Aradu.A03 17625 c (TCA)6gaactttcccaaaatcaatcaaaattaacaagaagcagaacaaaagtctaaactgaaccagaac(CCA)597 94052429 94052525 GCCCAAGTTGTACCAGAACC TGGTGGGTTCTGAGTTTTGTT 275

Ad03A17627 Aradu.A03 17627 p2 (GA)12 24 94057268 94057291 TCCGAATCCGAATGAGAGTC AAAACGGATACCGGATAGGG 257

Ad03A17628 Aradu.A03 17628 c (TC)6tttctcgccttcccctctttctccccctcccctctctttctcttcctctctctctcctcttctcttccttctctttctt(TC)11113 94060350 94060462 TTTTCTTTCCATCTCTCTCCTTT GAGAAAGAAATGTGAGGGGG 205

Ad03A17629 Aradu.A03 17629 p2 (GA)6 12 94061105 94061116 TGAAGGGAAAAGACAGGAAAAA TCCCCCTCCATTCTCTCTCT 171

Ad03A17630 Aradu.A03 17630 p2 (GA)6 12 94061246 94061257 AAGAGAGAGAATGGAGGGGG CCTTTCCCTCTTTCTCCACC 166

Ad03A17631 Aradu.A03 17631 p2 (GA)6 12 94061365 94061376 GTGGAGAAAGAGGGAAAGGC TTTTTCTCTCTGCCCCTCCT 202

Ad03A17632 Aradu.A03 17632 c (AG)7gaggggcagagagaaaaagagaggacaaagaggaggaggaaaaagaagaaaatgagagagaggagggagagaagggaaatagagagataggat(GA)8123 94061496 94061618 GGGAGAGAGGGAGAGGAGAG AACAGGTTAACCAAAACCCAAA 248

Ad03A17637 Aradu.A03 17637 c (TA)12gagatagaaaagagtataaaaagtaaagaaagagagaattgcataa(AT)682 94086609 94086690 TGGCTCTAGCATTAAAATAATTAGCTC GCATTATCTGAGGCAAGGGA 270

Ad03A17639 Aradu.A03 17639 p2 (AT)7 14 94095249 94095262 GGCCCAGAGTGTTGATTTGT GGAAGGAGAGGCTTGGTTTC 274

Ad03A17640 Aradu.A03 17640 p2 (AG)6 12 94097393 94097404 TTGGTGATGTGGAGGCATAA TCGCATCTCCTCTCTTGGAT 279

Ad03A17643 Aradu.A03 17643 p2 (CT)7 14 94108377 94108390 TCTCATCTTTTTCAAAACCACC GAAGAGAGAGAAGAAGAGGAGTGG 160

Ad03A17647 Aradu.A03 17647 p2 (GC)6 12 94135354 94135365 CGTTGGAAGATTGGGGTTTA TACGCGTAGGTGTTCTCGTG 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A17649 Aradu.A03 17649 p2 (TA)6 12 94159716 94159727 CCGGGTACCAATTTAAGGGT CTTTCGAACTACGGAATCGC 276

Ad03A17652 Aradu.A03 17652 p2 (AT)7 14 94170047 94170060 GGGACATTTTTGTCCCCTTT CATCAAATCTCGGGCAAAGT 248

Ad03A17653 Aradu.A03 17653 p3 (GAA)5 15 94173902 94173916 ACCGGAGACAGTGGTGGTAG AAGGGCACAGCTATACTCGC 233

Ad03A17654 Aradu.A03 17654 p2 (GC)6 12 94174310 94174321 CACAAGCATGGCACAACTCT TCCCGACTAAGCCTAAGCAA 150

Ad03A17661 Aradu.A03 17661 p2 (TC)7 14 94260418 94260431 TGCTCAAAGCCTTGGATTCT TGAAGCAAGAAAAAGCAGTGAA 136

Ad03A17662 Aradu.A03 17662 p2 (AG)8 16 94289317 94289332 GTTGGACCGGACCTATGTTG TACCACCCTCCCCTCTCTCT 129

Ad03A17667 Aradu.A03 17667 p3 (AGA)5 15 94318636 94318650 AGGGTTCTCTGACCTTGGGT TGGCCAAATTTCTCTTCCAC 175

Ad03A17671 Aradu.A03 17671 c (CT)7ttcctatctctcttcctcgtctcttttttcctct(TC)864 94338793 94338856 CTTCTGCTCTTTCTCCCCCT TCATGCCATAAAGCAAAGGTT 277

Ad03A17675 Aradu.A03 17675 p3 (TTC)9 27 94374555 94374581 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 189

Ad03A17676 Aradu.A03 17676 p2 (GT)7 14 94382468 94382481 TGTTTAAGCCCAAATCAACG ATGAGCAAGGAGCAAAGGAA 269

Ad03A17678 Aradu.A03 17678 p3 (GAT)5 15 94406229 94406243 CCGAGCTTGACCTTACCCTT CTAGTAGCAGCATCTCGGGG 268

Ad03A17680 Aradu.A03 17680 p2 (CT)6 12 94429160 94429171 AAGAGGGGAGGACTTCAAGC GGTGTGCTTTGAACACCAAA 241

Ad03A17681 Aradu.A03 17681 p3 (GAA)5 15 94449255 94449269 AACGTTCCTCTCCACAAAGC GTCATTGTGCCCTTTTGTCC 204

Ad03A17682 Aradu.A03 17682 c (AGA)5agcagaacaagaaaaagcagtagttgcagccatgtatatgt(TTG)571 94452107 94452177 GAGGAGTTTGGTTCGGTTGA CACACTCACACTCGCTCACA 211

Ad03A17683 Aradu.A03 17683 p3 (AGA)6 18 94454114 94454131 TCCCAAAATCAACCAGAAGC GCACTGCTACCCACGTTCTT 278

Ad03A17684 Aradu.A03 17684 p3 (AAT)5 15 94459279 94459293 TTTGAATTTTGGTGTCAATCAA AAGCCTTTGGCTCTTTTGAA 231

Ad03A17685 Aradu.A03 17685 p3 (TTA)17 51 94462847 94462897 TTGTTGTTTTCAAAAGTTTCCA TTGAAGACTCATTTGGTTAATTGC 279

Ad03A17688 Aradu.A03 17688 p3 (TAA)6 18 94468791 94468808 GGAAGAATGGCCAAAATGAA GGAGGGGGAATGAGTTTCTC 262

Ad03A17690 Aradu.A03 17690 p2 (TC)7 14 94473317 94473330 CAAACCTCTCCCCCTTCATT CGACGAGACACGATCAAAGA 223

Ad03A17696 Aradu.A03 17696 p2 (AT)7 14 94490065 94490078 TTTTACCAGTTTCAAGGCCG AGATGGACATTGATGCTCAAGA 226

Ad03A17697 Aradu.A03 17697 p2 (AG)7 14 94490320 94490333 TCTTGAGCATCAATGTCCATCT CTAACCCGCAGAGCCAATTA 261

Ad03A17698 Aradu.A03 17698 p3 (TTA)6 18 94496303 94496320 CCCGGTACGATCCAAAAA ACTTGAAAGGGCTCCGAAAT 280

Ad03A17703 Aradu.A03 17703 p2 (CT)6 12 94545418 94545429 CTATGTCACGCGAACCCTTT CCTGGTGCGTAAAAAGCAAT 214

Ad03A17707 Aradu.A03 17707 p3 (AAG)7 21 94561763 94561783 GGAACTCCATTTCCACCCTT CCCCCTTTTTCCCCTTTTAT 233

Ad03A17716 Aradu.A03 17716 p4 (TTTA)5 20 94636966 94636985 GCATGCAATTGACACCAAAC AATTCCTGGATCGGAGCTTT 223

Ad03A17717 Aradu.A03 17717 p2 (GA)12 24 94648386 94648409 TCAACTTCGTCATCCTCGTG CCATCACCATTACCACCACA 181

Ad03A17718 Aradu.A03 17718 c (ACC)5agaacagaaatctacgcccaaccaaa(ACC)6aatatcatcatgg(TCA)5gcagcagaaaaatcaagcaacatgcactttgttcagag(GAA)5140 94648732 94648871 CGGACGAAAATACCCTTCCT TCTAATGATGATGCCCTGCC 235

Ad03A17719 Aradu.A03 17719 c (AGA)6agctggtggtggtgcggtgcagcaggacggctgggcgacaaggtggcaaggcggt(GAA)794 94649045 94649138 TTCAGCAACAACAATATTCCAAA GGGTGGGGAGAGAAAGAAAG 261

Ad03A17725 Aradu.A03 17725 p3 (TCT)8 24 94682288 94682311 AAACCCACACCTCTCTCCCT CTCCCATGACTCAGAGGTGG 215

Ad03A17726 Aradu.A03 17726 c (T)11ggaggtttggtgtcaaatgttgcagtagtagcctttggcttta(T)1468 94719873 94719940 CCCTTGCTAACTTTTCTTGGC TATCCAAAGAGATGCTGGGC 190

Ad03A17727 Aradu.A03 17727 p2 (GA)21 42 94736503 94736544 GAAAAGGGGAAGAAAATATGGA CCCTGATTTTGCCAACTACC 270

Ad03A17732 Aradu.A03 17732 p2 (AT)11 22 94783803 94783824 TCGAGTTTGGACAACTGACG AGATGAATGGATCCACCTGC 209

Ad03A17736 Aradu.A03 17736 p2 (CA)13 26 94844700 94844725 TAAACTCCGTGGGCTTTGAC GCAAAGCGTTCACACATGAT 154

Ad03A17739 Aradu.A03 17739 p2 (AC)6 12 94909011 94909022 TGGGGCTAACCTAAGCTCTC GGAAGGGTTGATGCATGAGT 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A17741 Aradu.A03 17741 p2 (AG)8 16 94921778 94921793 TGAGAGAACGGGGAAAAAGA CCTAATCCTTGTGCTGCCTC 137

Ad03A17746 Aradu.A03 17746 c (T)10c(TA)7 25 94964697 94964721 TTGAACTTTACCTTGGGGCA TGAAAATTTTGGGAATTGGG 136

Ad03A17749 Aradu.A03 17749 p3 (AGT)7 21 94990799 94990819 CAATTGGTTCCTGCCTCATT AACTCCATGTGGAAGAGTTCCT 186

Ad03A17750 Aradu.A03 17750 p2 (AG)6 12 94991215 94991226 CGCTCAAGGTATCATTGCAT GTGCTGGTGTCCCTATCACC 280

Ad03A17751 Aradu.A03 17751 p2 (CT)7 14 95009539 95009552 TAAAGTGGGGAAATGCATCC AGCCAATTGGGCAACATAAA 246

Ad03A17753 Aradu.A03 17753 p3 (AAG)5 15 95011341 95011355 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ad03A17754 Aradu.A03 17754 p5 (TTTTA)5 25 95012327 95012351 CCACCCTATGCTCCTCCATA AGACAACTGAGCAATGCCCT 278

Ad03A17756 Aradu.A03 17756 p5 (TTTTA)7 35 95020730 95020764 GGACATTTTGTCCCCTTTTT GGGGAACTGGGTTTGAAAAT 266

Ad03A17757 Aradu.A03 17757 c (TA)7agaatcgtagtttcttcttacgcaagttacattgtttctgagcgttgtgcttttaatttcgcgattttatttttc(T)1099 95023186 95023284 CGAGCTGAGTCTTGAGCCTT CCCTACCATACAAAGCTTTACACC 276

Ad03A17758 Aradu.A03 17758 p3 (AAG)24 72 95023759 95023830 TGCACATTAAACATCCATTCAA CGAAAGCTTCGGTATTGAGC 276

Ad03A17759 Aradu.A03 17759 p2 (AG)7 14 95025710 95025723 ACAAGCACTGAGGGAGAGGA CGCTCAGTCTCAGCCTTCTT 128

Ad03A17761 Aradu.A03 17761 p2 (AG)6 12 95034430 95034441 GAGGGAGAGGAAAATCGGAG CGCTCAGTCTCAGCCTTCTT 115

Ad03A17762 Aradu.A03 17762 c (ATT)5a(TAT)6 34 95038514 95038547 TCACACAACCACTCCATTTGA GTCACAGCAAAACCATCACG 273

Ad03A17763 Aradu.A03 17763 p4 (TTAT)5 20 95044149 95044168 TCACATATGCATTGACCTTTCA AAGTGTGGGAAAACTGTGGG 268

Ad03A17766 Aradu.A03 17766 p2 (CT)6 12 95073769 95073780 TCCTTCTTCTCTTCCCCCAT GTGAGTAAGGACAGAGCGGG 254

Ad03A17770 Aradu.A03 17770 p2 (CT)7 14 95109929 95109942 CCAATTTGGCAACATGAGTC GCTATAAAGTGGGGGAATGC 254

Ad03A17772 Aradu.A03 17772 p2 (CT)7 14 95116862 95116875 TCCGGCCAACTCATAAACTC CAGGTGCTGTGAAGGTGAGA 240

Ad03A17773 Aradu.A03 17773 p3 (GAA)5 15 95126512 95126526 CTAGAGGTTTCTCCGGCCTT CCCATCACCTCTTCACCACT 271

Ad03A17774 Aradu.A03 17774 p3 (CAA)8 24 95138194 95138217 GGCTTGTGAAACTAGCCAAGA TTTTTCATGTTGGCCACTCC 271

Ad03A17775 Aradu.A03 17775 p3 (AAT)13 39 95138583 95138621 TTCCTCTAACGTGGCTCTGC TTCTCCTGAAAGCAACGGTC 158

Ad03A17776 Aradu.A03 17776 c (TG)6caactcgtatacgagttggtaga(TCT)550 95142461 95142510 AATCGAACCGTCCAAATTGA CTTGGTGGAAGAGTTGAGGG 200

Ad03A17779 Aradu.A03 17779 p3 (AGA)5 15 95154135 95154149 CACTTATCGTTTATGTCCTCTGTCA TGTTAACAATTCGTCGATAAGC 242

Ad03A17783 Aradu.A03 17783 p2 (TA)7 14 95187931 95187944 TGAACTTCAATAGTCACTAGCCG TGGTTTTCATTGTGGAGCTG 240

Ad03A17787 Aradu.A03 17787 p2 (TC)6 12 95226997 95227008 CATAGCACGCGTAGCACACT TGACTGTGGTGGTTGGTGTT 204

Ad03A17790 Aradu.A03 17790 p2 (TC)6 12 95242356 95242367 TCTCATTTTCAAAAATTACCTCCC CGAACTCAGAGAGGAAGAGGG 229

Ad03A17799 Aradu.A03 17799 p5 (TTATC)5 25 95294199 95294223 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192

Ad03A17800 Aradu.A03 17800 p3 (AGA)6 18 95299292 95299309 TAAAATATTGCTCGCCCTCG TAAACACTCCCCCTCTCCCT 171

Ad03A17808 Aradu.A03 17808 p5 (TTATC)5 25 95345856 95345880 ATGACTTGTCATCATGGGGG AACACGACCCAAATCCAGAG 264

Ad03A17809 Aradu.A03 17809 p3 (AGA)5 15 95356265 95356279 CTCGGAAGTGGAAGCTTTTG CACTTCTCTCCCCCTCTTCC 196

Ad03A17811 Aradu.A03 17811 p5 (AAGAT)5 25 95376882 95376906 AAAGGCGGTTTCCCTAAAGA GTGGTGCTGATCCTTCATCC 233

Ad03A17812 Aradu.A03 17812 p5 (TTATC)5 25 95390228 95390252 GGTGGTGCTGATTCCTTTGT AGAGATAAAGGCGGTTCCGT 246

Ad03A17813 Aradu.A03 17813 p5 (AAGAT)5 25 95397533 95397557 CCAAAGTAGGCCCAAAATGA CCTGGGTGCTCCAGTGTATT 185

Ad03A17816 Aradu.A03 17816 p2 (AT)9 18 95412288 95412305 AAAGTTACAACGAACAAATCGGA GTTAGTCCATGGCTGCTGCT 279

Ad03A17819 Aradu.A03 17819 p3 (AGT)5 15 95425887 95425901 TCAAAACACAGGTTGTTGAGTTC AACAAAAAGTATTGCCACCACA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A17820 Aradu.A03 17820 p2 (TA)9 18 95433459 95433476 CCCATCTCAATTGTAAAAGTGCT TGGGTTTATCTACCTCCCCA 267

Ad03A17826 Aradu.A03 17826 p3 (TAC)6 18 95549560 95549577 TCATGCCTAATGATGATGAAAAA AGCAACCCACAGATCAAAGG 252

Ad03A17831 Aradu.A03 17831 p2 (TA)8 16 95666540 95666555 TAGACCAACGATAGCAGGGG TGTGGCATAAATTGATTGGAG 238

Ad03A17832 Aradu.A03 17832 p3 (ATA)5 15 95667069 95667083 TCTTCAAGCCCAGAAAAATGA CTTTACCTGCAGTTGGGAGC 130

Ad03A17834 Aradu.A03 17834 p3 (TCC)5 15 95670117 95670131 TTTCCAATGGATCTTCTCCG GCGATGCAATGGATGATAGA 162

Ad03A17835 Aradu.A03 17835 p2 (AT)7 14 95678380 95678393 TGCAATGAAATTCAAGCCAA GGGAATACACCCTTATTGCG 275

Ad03A17836 Aradu.A03 17836 p2 (AT)6 12 95680931 95680942 ACACCCAACCTGAACTCCAC TGCCATTTGCTTAATTCTTGTG 218

Ad03A17840 Aradu.A03 17840 p3 (ATT)5 15 95725647 95725661 CCATTGGAAAATCTCCGCTA TGTCTTGTCGCTGCACAAAT 180

Ad03A17843 Aradu.A03 17843 p3 (TTG)5 15 95748764 95748778 ACAATTGTAGCACAAGCCCC AGAGGGGAAGCTCTTTCAGG 155

Ad03A17844 Aradu.A03 17844 p2 (TA)6 12 95749821 95749832 AAGGGGTAAACAAAAACCGC TGTTCCTTTGGGTTTCCTTG 214

Ad03A17845 Aradu.A03 17845 p3 (TCT)6 18 95768516 95768533 CCTAAATGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 263

Ad03A17847 Aradu.A03 17847 p3 (AGA)5 15 95790300 95790314 TGCAATAAAAGAGGATGGAAGA TGCACCCTGTTTTTCTCCTT 225

Ad03A17848 Aradu.A03 17848 p2 (GC)6 12 95790600 95790611 ATTGCTCGGCACAAAGTAGG TGTTGAATTGCATTTTGCTTG 277

Ad03A17850 Aradu.A03 17850 p3 (AGA)5 15 95813441 95813455 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 200

Ad03A17852 Aradu.A03 17852 p3 (ATT)6 18 95816378 95816395 TTGGATGTTGGCTTTGTGAA AGGCACCCTTGTTGAAATTG 189

Ad03A17856 Aradu.A03 17856 p2 (AG)6 12 95851497 95851508 TCTCAAAACAAGAAGAAATCCTAAA ATCCCTTTTTGGCCCATATC 173

Ad03A17857 Aradu.A03 17857 p3 (GAA)5 15 95888765 95888779 AGAGAAGCAGTGGCAAGAGG AGCAGCTTCTTCATGGTGGT 105

Ad03A17865 Aradu.A03 17865 p2 (TC)6 12 95989162 95989173 CAAAAATTCCCACTTCTTTTTCA CAGAGAGAGGAGAGGGTTCG 227

Ad03A17866 Aradu.A03 17866 p3 (TCT)5 15 95992488 95992502 CAAATTCTCTTTCCCACCCA AGAATATTGCTCGCCCTTGA 209

Ad03A17870 Aradu.A03 17870 p2 (AT)6 12 96038540 96038551 TGCAAGAAAAAGGGTAGCTGA TTCAAGTTGGGAGAGTTGGG 237

Ad03A17871 Aradu.A03 17871 c (GT)8(AT)9 34 96039192 96039225 TGGGATGTCAATGCCCTATT GCGTTTTTGGGTGACAAGTT 192

Ad03A17872 Aradu.A03 17872 p4 (TAAC)6 24 96040160 96040183 CCCTAATCAAAGAAACCAACAA TCTTCCCTTCTCTCACCCAA 234

Ad03A17875 Aradu.A03 17875 p2 (AG)7 14 96072866 96072879 AGATCCAAATCCAAGAGGCA AACATGAATGTCATTAAGCCAAA 280

Ad03A17876 Aradu.A03 17876 p3 (AGA)5 15 96074462 96074476 CCAGTGGACAGCATAGAGCA TAGATTTAGGTGGCGGTTCG 118

Ad03A17877 Aradu.A03 17877 p2 (AG)6 12 96081407 96081418 GCATTCAGGCGGAGAATAAC CATTAAGCCAAATCGGCAAC 219

Ad03A17878 Aradu.A03 17878 c (A)10gagaaataaatctccgacgtttcaattcagacaaataaattcttaagtaatcaatattcaccttttaaaatgcgaaacatttaaattcttccattc(A)10116 96085498 96085613 TTCCCTTTCTCCTGAAATGC TTCGAAAACAAAAACAAATAAGTCA 273

Ad03A17879 Aradu.A03 17879 p3 (ATA)5 15 96089491 96089505 GTTTTGCATGCTTGGTTCCT CGCGAGATAAGATGCCTTTC 143

Ad03A17881 Aradu.A03 17881 p2 (AG)7 14 96092663 96092676 TCACACCATCCTACAACCGA GCAAGATGGAAATCTGAATTTGA 273

Ad03A17885 Aradu.A03 17885 p2 (TA)6 12 96115759 96115770 TTTTCATAATTAATTTCGTGCGAC GATCGGTAACATGAAGGATGC 166

Ad03A17886 Aradu.A03 17886 p2 (TC)10 20 96124679 96124698 GCTTGCGCTTCACTAGTTCC TCAGGTTGTGCTCCTCAGTG 255

Ad03A17887 Aradu.A03 17887 p2 (TA)9 18 96128274 96128291 TGTGGTTTATCAATCTCCCCA TTTTAGCCCTTGATTGTGCAT 224

Ad03A17892 Aradu.A03 17892 p3 (GAT)5 15 96178550 96178564 AGAGGTGATGGAGCTCAGGA GAGGCTTTGGCAGAAGTGAC 249

Ad03A17893 Aradu.A03 17893 c (GAA)5aatggaggagatggagaaagagaataggatttgataggtgagtggtattttgggtagagtgttatagagatgtgtgagggg(GA)8112 96211498 96211609 GCAATGCTTTTACCACACCA ACAATAAGGGCGTTTTGCAC 278

Ad03A17894 Aradu.A03 17894 p3 (GAT)6 18 96230393 96230410 GCAATTTCGAGTTCTGGAGC GGACGAGTCTGAAGAGGCAC 258
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Ad03A17896 Aradu.A03 17896 p3 (AGA)9 27 96258228 96258254 TTAGAATGTTGCTCGCCCTC CCCCATAAACCCCACTACCT 250

Ad03A17899 Aradu.A03 17899 p2 (TA)6 12 96281850 96281861 GGTGTGAAGTTAACAAAGACCCA TCGTAAGTCAAGTCATCAATCAGA 243

Ad03A17900 Aradu.A03 17900 p2 (TA)6 12 96284336 96284347 GAGACAAGTATCAGGAAATTTATCGTT GCGTGATTTAATTTTCTCATTACG 265

Ad03A17901 Aradu.A03 17901 p2 (CT)9 18 96285788 96285805 TGTTCTCCACATCCAAATCG GGGTTTGGGAAGAAGGAAGA 235

Ad03A17903 Aradu.A03 17903 c (TATT)6attatta(TAT)649 96306081 96306129 GCAAATGCAATAAAAGAAAAATG CCTGCTTTTCTCCTTCCTCC 255

Ad03A17905 Aradu.A03 17905 p2 (GA)6 12 96312854 96312865 AGAGAGCAGAGGGCAGAGTG CTCAACTGCTCTACCTCGCC 140

Ad03A17909 Aradu.A03 17909 c* (T)11(TG)6* 22 96326238 96326259 GGTTTTGGAGACAAGAACCA CAGAAAGGCATAACATGCTTCA 276

Ad03A17913 Aradu.A03 17913 p3 (TAT)16 48 96360312 96360359 TCGGCTAGTCCGCTACAAGT TCCAAAATCAACATCTTCAAAAA 278

Ad03A17914 Aradu.A03 17914 p3 (TTA)5 15 96360875 96360889 TCCAAAATCAAAACCTTACTTAATTG CAATCTCAAGCCAGTGCAAA 221

Ad03A17917 Aradu.A03 17917 p4 (TGTT)11 44 96368886 96368929 CCTCTGGACAAGGAGTTGGA TAACGCCACGAGATGACAAC 279

Ad03A17918 Aradu.A03 17918 p3 (CTC)5 15 96372285 96372299 GGGCTACCATCTGTGGAGAA TAGCTCTCTCACAGGCCGAT 249

Ad03A17919 Aradu.A03 17919 p3 (ATT)6 18 96372688 96372705 CGGGAAAGATGCAAGAGAAG CAACTCGTTCCACTGCTTCA 247

Ad03A17920 Aradu.A03 17920 p3 (GAT)13 39 96374946 96374984 CACATGCGTCTCGAATGAAC CATCCTTCTCCTCCTCCTCC 205

Ad03A17921 Aradu.A03 17921 p3 (AGA)16 48 96375099 96375146 AGGAAGAGGTGTTGATGACGA TGGAAAGTGGTTTTTCGTTT 262

Ad03A17922 Aradu.A03 17922 c (AC)13gcacgaacgcatgcacgcacgcacgaacgcacgcacg(CA)675 96380435 96380509 GGAGGCTCCTCTCTGAGCTT CTGAACCTGCGAAAGAAAGG 217

Ad03A17923 Aradu.A03 17923 c (GA)8a(AG)18 53 96395409 96395461 GGGTTCGAATTATGAGTTGAAGA TCGAAAATCACCTTCTTCTTTTTC 246

Ad03A17924 Aradu.A03 17924 p2 (AT)9 18 96397891 96397908 TTTTCAAGGTTGTAACGGGG AGGGGACAAAAATTACCCCA 263

Ad03A17926 Aradu.A03 17926 p3 (GAT)6 18 96410207 96410224 GCACCTCACCACCTTTGATT TAGCAAATTTCCTTGGGCAC 237

Ad03A17931 Aradu.A03 17931 p3 (ATT)7 21 96433590 96433610 TTGTAGCTTTGATTTAAGCCGA TTGGTGCGTCGATTTAGTGA 251

Ad03A17934 Aradu.A03 17934 p4 (GTTA)5 20 96458426 96458445 TCCAACACTTCCAAACACCA TTAGGCAATAAGGGGGAAGC 207

Ad03A17937 Aradu.A03 17937 p2 (TC)17 34 96478951 96478984 AGCCACTAAGCACAACACCC TGATGGTTGCTTTCCACAAA 164

Ad03A17939 Aradu.A03 17939 c (TCT)5tttctttagtttcttgccttctctttctccttcttctttttttttctttagtttcttgccttctctttctc(CTT)5101 96485896 96485996 TCGCATACAAGCAATTAAGGC CGAGGAAGAAGAACGTGCAG 204

Ad03A17940 Aradu.A03 17940 p3 (AAG)5 15 96486438 96486452 TCGTTTGGGTGTATTTTTGAA CATACGGGCTTTTTAATGCG 178

Ad03A17946 Aradu.A03 17946 p3 (TTA)6 18 96491910 96491927 GCTTCTCACCCTCTACAGCC CCTTTTAAAACTCAAATTCGGA 268

Ad03A17954 Aradu.A03 17954 p2 (TC)6 12 96513658 96513669 CAAAAATATCTTGCTTTTCAAATCTC TGAGGGTAGAGAGGGGAGGT 105

Ad03A17961 Aradu.A03 17961 p3 (TTC)6 18 96549728 96549745 CACCTTGGTCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad03A17962 Aradu.A03 17962 p2 (TC)7 14 96561146 96561159 AGAGGAGAAGGATACCCCGA GCAGAACATACATGCAAGCAA 259

Ad03A17964 Aradu.A03 17964 p2 (TA)7 14 96570756 96570769 GAGTCAGATGGGGGAGTCAA TCCGACCATGAGTAAGAGGC 218

Ad03A17965 Aradu.A03 17965 p3 (AAT)6 18 96573064 96573081 CGATGGACTTCTTCTGTTTTCA ACACCACTGCTTCAGTCACG 257

Ad03A17966 Aradu.A03 17966 p3 (TGA)5 15 96580249 96580263 GGGCCGATTATACCGAACTT TCGATGCAACAGAGGTCTTG 219

Ad03A17969 Aradu.A03 17969 p5 (AATAA)5 25 96611964 96611988 CTGCTCCTGCGAAACTCTCT GTGCTAGGTGGGAGACAACC 266

Ad03A17970 Aradu.A03 17970 p3 (AGA)6 18 96619272 96619289 GCTTTTGTCTTCCCTTTCCC TCCCCTTCTCCTCCATCTTT 177

Ad03A17971 Aradu.A03 17971 p3 (AGA)6 18 96619606 96619623 AAGGTAGGTGGGGTTTTTGG TCCCCTTCTCCTCCATCTTT 192

Ad03A17977 Aradu.A03 17977 c (A)10gaaaag(A)10 26 96741721 96741746 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 244
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Ad03A17978 Aradu.A03 17978 p2 (CT)6 12 96742876 96742887 TTCTCGGCTCAGAAAACACA GGGCAACATCAATCGAACAT 267

Ad03A17981 Aradu.A03 17981 c (T)10gccaatttttttc(T)1639 96769875 96769913 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 173

Ad03A17983 Aradu.A03 17983 p3 (TTC)6 18 96782312 96782329 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 186

Ad03A17984 Aradu.A03 17984 p3 (TTC)5 15 96790599 96790613 TGAGCATTATTGAGCAAGCAA TAATGCAAAGCAGGTGGTGA 213

Ad03A17986 Aradu.A03 17986 c (T)10ggtcttttcaaaaattattggggattttgtgattttttttgg(T)1264 96813926 96813989 AAAAACATGCAATGTACACCAAA TCTTGCTGAAGCTTGGCTAAC 278

Ad03A17989 Aradu.A03 17989 p2 (AT)12 24 96846890 96846913 CTTGGTGTTTTCCCTCCAAA GAAGTGGAATAAATAAAAACGGAA 270

Ad03A17993 Aradu.A03 17993 p3 (TCT)7 21 96923328 96923348 TTGAAGAAGTCCCCATCCTG TGTCATCAGCGCACCTACTC 225

Ad03A17994 Aradu.A03 17994 p2 (AC)6 12 96925718 96925729 TTCTTTTCACTCAGGGACGG GGCCGTTGCTTGTATTTCTT 181

Ad03A17995 Aradu.A03 17995 p5 (TGTTG)5 25 96927331 96927355 GGGACTGGGACTCGATGATA TGCAGGTCAAAACACTGAGC 259

Ad03A17997 Aradu.A03 17997 c (T)10attttctttcaaatcaaaacaggcttaaaacactattttggcccgtctttgtgtcctcttta(T)1183 96928174 96928256 TACACATCCATCGACATGGG GGCGCCAAAATACTAGCAGA 220

Ad03A17998 Aradu.A03 17998 p2 (AG)6 12 96929018 96929029 TCTTCCTCACCACCCTTCTG AGTAGCAGCGGCACAAAAGT 256

Ad03A17999 Aradu.A03 17999 p3 (ATT)14 42 96931039 96931080 TGCCCTTAGGACACATGCTA ACCGTAAGAGGGTGTCGTTG 278

Ad03A18001 Aradu.A03 18001 p2 (TA)7 14 96946380 96946393 ACTCATAGCAGTCGGCCTTG CTCCAAATTGGGATGGAGAG 269

Ad03A18002 Aradu.A03 18002 p4 (AGAT)7 28 96952233 96952260 CTTCTTTGGTGGTGTTGCCT AAACCAAAGCGCCATACCTA 237

Ad03A18003 Aradu.A03 18003 p3 (TTA)17 51 96952744 96952794 CGGTGTGCAGGTGTGAATTA TTTGGGTTCCCACTCTTTTG 132

Ad03A18007 Aradu.A03 18007 c (T)10aaaagcatgcaattgacaccaaacttaaaaattaacataagactcaaacaagaaacacaaaataa(T)1085 96991303 96991387 TGCAAGTATGAATGCATGAGA TGGACAACTGACGGTTCATC 273

Ad03A18008 Aradu.A03 18008 p2 (CT)14 28 96997491 96997518 AGGTCGCGTTCTAGGCAATA AACTCACCGGTGGTGAAAAG 242

Ad03A18010 Aradu.A03 18010 c (GC)6acagcgtgcttgcgcgctgatggccg(T)1149 97003684 97003732 AAAATGAGCAGCAGGGAGAA ATAGGGAGCTCTTGGGCATT 272

Ad03A18012 Aradu.A03 18012 p2 (AT)7 14 97025802 97025815 GTTTCCGCAGTGAAGTGGTT CATGTTGTAAAAGTCCTAGTTCTCCA 269

Ad03A18014 Aradu.A03 18014 p2 (TG)6 12 97029987 97029998 GGAGCACCGTAGCTCAAGAT TTTAAAGGTTTGGCCCAGAG 218

Ad03A18015 Aradu.A03 18015 p2 (TA)6 12 97030605 97030616 CCGTTTTTCAAAACTCCTCG TCCTACCACGCAGGGATTTA 162

Ad03A18020 Aradu.A03 18020 c (CT)8(AT)9 34 97038607 97038640 AGCGAAAGGTCCAAAACAGA CCAAATCGTCCTTCATGCTT 239

Ad03A18022 Aradu.A03 18022 p3 (AGT)6 18 97045809 97045826 GATGCCAAATGTTGTTGTGC TGATTGGCATTGCTGAGTGT 168

Ad03A18024 Aradu.A03 18024 p2 (AG)11 22 97052770 97052791 AATCGAATTTGTGGCTTTGG ATGAAATATGGGTTCCGCAC 224

Ad03A18027 Aradu.A03 18027 p2 (TA)6 12 97054616 97054627 TTAGGCCCGGACAACATTTA TTTTTAGGATCAGCAACGATTTT 256

Ad03A18028 Aradu.A03 18028 p3 (GAT)8 24 97057468 97057491 ATTCGGGGATAGGAGTTTGG AGCGGAGGTGATGGTAGAAA 245

Ad03A18029 Aradu.A03 18029 c (CTA)6t(TAC)12 55 97058693 97058747 AAGGCAGGCATGCTCAGATA AAAGAATGCTTGTGTATATCATCCC 276

Ad03A18030 Aradu.A03 18030 p2 (AG)6 12 97061109 97061120 TCCGAGTGAGTCGTCAACTG CGGACTAATGGTCTCGGCTA 203

Ad03A18031 Aradu.A03 18031 p2 (AG)8 16 97068586 97068601 AGCACTTCCGAGTGATTCGT CGGACTAATGGTCTCGGCTA 211

Ad03A18034 Aradu.A03 18034 p2 (GC)6 12 97079229 97079240 GGAGAGGAAAGCATGCAAAG ATTTAAAAATCACGTGCGGC 149

Ad03A18037 Aradu.A03 18037 p2 (AG)6 12 97120079 97120090 AACTAGCCATTGTCGGTTGG ACACGTCTCCCGAAACTAGC 235

Ad03A18040 Aradu.A03 18040 p2 (TC)20 40 97124747 97124786 TCTTTCTCTCTCCCTCCCTTC AAAGAACGGTGTTTTGGTCG 280

Ad03A18041 Aradu.A03 18041 p2 (TC)11 22 97125028 97125049 CCAAAACACCGTTCTTTCTCA GAGAGGAAGAGAGAGGGGGA 174

Ad03A18042 Aradu.A03 18042 c (TC)6ttctccttcctt(TC)738 97125361 97125398 CCCTCTCTCTCTTTCTCCCA AAAATAGAGGGGAGGGAAAGG 248
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Ad03A18045 Aradu.A03 18045 c (A)10ggaaatctatgatctctatttccatataaa(AAT)555 97138885 97138939 AAGTCACATTCTCGAATAGCAAAA AATGGTGGTGAACTTTGGGA 256

Ad03A18047 Aradu.A03 18047 p2 (TC)6 12 97143273 97143284 GGTCCCAATTACATCACCCA TCCGTTTCTAGGGAGGGAGT 274

Ad03A18051 Aradu.A03 18051 p3 (CAA)5 15 97179105 97179119 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad03A18053 Aradu.A03 18053 p2 (TA)6 12 97194703 97194714 AAACGCGTAGGCACGAATAG GAGATAGTGACGGAGCGGAG 269

Ad03A18054 Aradu.A03 18054 p3 (AAC)6 18 97198748 97198765 TTTAGTTTGGCAATGGGGAG CATGAGGTGGTCAAACGAGA 240

Ad03A18057 Aradu.A03 18057 p2 (GA)17 34 97267883 97267916 TTTCACAAAATGACAGGGACA GACAACACCCTCATCGCTCT 258

Ad03A18059 Aradu.A03 18059 p3 (AGA)6 18 97288899 97288916 CTAGAGGAATCTCCGGCCTT AAATCTTTCCCACCCAAACC 202

Ad03A18063 Aradu.A03 18063 p2 (TA)8 16 97330327 97330342 GGTGCTTTTGGGTGACAAGT GCACACAAGAAGGAAATAAGTGG 244

Ad03A18065 Aradu.A03 18065 p3 (TCT)5 15 97348596 97348610 GGGGAAGATCTTTGAATCCC CGAATTCAAAATGGGATTAGC 251

Ad03A18069 Aradu.A03 18069 p2 (GA)6 12 97359924 97359935 TTTGCAATAATCCACAAGCA TTCTTTCACCCTTTCCCCTT 249

Ad03A18073 Aradu.A03 18073 p2 (CT)6 12 97378432 97378443 CAAACACTTTTCCCTCCCAA CTGGCCTTAGGTGCCATAAA 275

Ad03A18076 Aradu.A03 18076 p2 (GA)6 12 97407089 97407100 CTGGCCTTAGGTGCCATAAA CCCATCACCTCTTCACCACT 214

Ad03A18078 Aradu.A03 18078 p3 (AAG)5 15 97460441 97460455 GCTTTTGTCTTCCCTTTCCC CACCACTCACATCCATCCAC 277

Ad03A18079 Aradu.A03 18079 p3 (TCT)6 18 97479984 97480001 CCTCTTCTTCACCTTGGCTG TGCCATTGATGGTAGTGGAA 160

Ad03A18082 Aradu.A03 18082 p2 (TA)9 18 97491735 97491752 TACCCCAATGCCAAGTCAAT AAGGTTGTAATGGGGCTAAGG 237

Ad03A18085 Aradu.A03 18085 p3 (TTG)6 18 97535748 97535765 CACCTAATCAGGAGGGTGGA AAGGGCATTGGATGATACGA 230

Ad03A18086 Aradu.A03 18086 p3 (TAC)6 18 97538219 97538236 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 240

Ad03A18089 Aradu.A03 18089 c (CT)9gcataacttgctcttttgatcctcttagaggtttatggggaggcaggattttatttatgtacatttagattttggatttg(TA)6(TG)6ta(TG)11146 97554767 97554912 TGTTTTTCAGTTGCAGGTCG TCAAGACTGGCCGGAGAATA 278

Ad03A18090 Aradu.A03 18090 p2 (TA)6 12 97558907 97558918 CATTGGGGTAATTTTGTTCCC GAATCGTGGAAACATGGGTT 204

Ad03A18091 Aradu.A03 18091 p2 (AT)8 16 97564873 97564888 GGTTTATCACCACCCCACAC TCAACCTAATGAGTTCGAAAATGA 104

Ad03A18096 Aradu.A03 18096 p5 (AAATA)5 25 97631659 97631683 GAAAAGGAAAAAGCTTGCGA AGCACATGGTTAGGGACAGC 237

Ad03A18098 Aradu.A03 18098 c (CT)19tcgcataacttgctcttttgatccttttagaggtttatggagaggcataattttatttatgtacatttgggttttggatatatataca(TG)22170 97663327 97663496 GAAGCGAAGTGGTTACTGGG TCTCAATTTATTCCTGGCCG 274

Ad03A18100 Aradu.A03 18100 c (TC)19tgtgttaaaggcaaagcgacacgtcgtttctgtgttgtgaggacttagaatcggatcgttagggtttag(T)11118 97666696 97666813 TTTCCCCTTTTCGGACTACA AGTTGAACCTGCTTCGTCGT 273

Ad03A18101 Aradu.A03 18101 p3 (TTG)6 18 97667851 97667868 ACAATGGACAGGTTGGAAGC GGATACCAGAAGGAAGGGGT 268

Ad03A18107 Aradu.A03 18107 c (GTA)5(GTT)5 30 97682384 97682413 CCAAACTCAGCAGCTTCACA CTCTCTCGCAGGGATTTCAC 159

Ad03A18109 Aradu.A03 18109 p2 (AT)8 16 97696905 97696920 AAACCTGCATAAAGCAACGG TCAAAAGATTTGATTTGATTTTGTT 240

Ad03A18111 Aradu.A03 18111 p3 (AGA)6 18 97702348 97702365 GCTTTTGTCTTCCCTTTCCC CTTAACCCCTCTCCCTCCAC 271

Ad03A18112 Aradu.A03 18112 p2 (CT)6 12 97728360 97728371 ACGTTTGCCACTCCTCATTC CGGAAAAGCACACCAAACTT 114

Ad03A18116 Aradu.A03 18116 p2 (TA)6 12 97748181 97748192 CGGGGCCCCATATAATAAAC GGAGAGGAGAGGAGACGAGG 253

Ad03A18117 Aradu.A03 18117 c (A)10tcat(A)10 24 97752500 97752523 AATTCCTGGACCGGAGTCTT GCATGCAATTGACACCAAAC 199

Ad03A18118 Aradu.A03 18118 c (A)10tagagaaaaggggagaaaaagaaag(A)1146 97758033 97758078 TGAAGCAAGAAAAAGCAATGAA TCCCCAATTAGAGGTGTCCA 144

Ad03A18124 Aradu.A03 18124 p3 (ATT)7 21 97776929 97776949 ACTTTCTCTCTCTTCAATTTTTCG CTGGCAAATTTACTGCACCA 241

Ad03A18126 Aradu.A03 18126 p3 (TTC)5 15 97793863 97793877 AGCCTCTTTGCCTCCTTTTC ATTAGCCAGCACCAAACCAG 185

Ad03A18130 Aradu.A03 18130 p3 (GAA)5 15 97825550 97825564 GCCATCAAGGAGGAATACGA GACTTTCCCATGGAGGTTCA 268
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Ad03A18134 Aradu.A03 18134 p2 (AG)7 14 97852720 97852733 AATTATCCGCTCATCACCCA GGAACATTGAACCTGTGATGAA 204

Ad03A18137 Aradu.A03 18137 p3 (ATT)5 15 97906441 97906455 TTATTGGTTCCAATGGCAGG CAAGAGAAGGAGATGGCAGC 125

Ad03A18138 Aradu.A03 18138 p3 (AAT)5 15 97918300 97918314 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad03A18140 Aradu.A03 18140 p3 (TCT)6 18 97921234 97921251 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 242

Ad03A18141 Aradu.A03 18141 p4 (AAGA)5 20 97951225 97951244 GAAAGCGAGCTAGGGGAAAT CGTTCGTGACCTACCATTCC 217

Ad03A18143 Aradu.A03 18143 p2 (AG)6 12 97959440 97959451 TTTCGGCCCAGAGAATACAG GAACATTGAACCTGGGATCG 217

Ad03A18149 Aradu.A03 18149 p3 (TCT)5 15 98057436 98057450 GCGTACTCCTCCCTTATCCC GAGAGCGAATTGGATTGGAA 163

Ad03A18150 Aradu.A03 18150 p2 (CT)9 18 98057567 98057584 ACCCCTCTTCTCTCGCTCTC AGAATGGAAAGGGGAATTGG 199

Ad03A18152 Aradu.A03 18152 p3 (ATT)5 15 98137070 98137084 AAGGCCCAACCCAACAATA TGTTTGGAAATAGCTTCGGC 264

Ad03A18153 Aradu.A03 18153 p2 (GA)6 12 98145738 98145749 AATTTTGGAGGTAGGTGGGG ACGCCTAAATGGAGCAGAGA 183

Ad03A18157 Aradu.A03 18157 c (AG)8gggctgagtggtgatgggtcgtggcctcgtgggtgtgtgccagaaagaggggggttaatatatttttgttttattttttaattgaaaac(A)11116 98162973 98163088 GAGAGAGGGCTGCTAGGGTT CAGTTAACCGGTGAATCGCT 177

Ad03A18160 Aradu.A03 18160 c (A)10ctgttcttgaactagcgctgggtcagtctcatataggtaagaagtaactaaccattcctttttggagcttggaattgttgtc(CT)6104 98170942 98171045 TGCGCAATCCTAGGTATCCA ACGCACACATCTTGTTGGAG 226

Ad03A18161 Aradu.A03 18161 p2 (AG)6 12 98172572 98172583 CAGCCAAGGGGTACCAGTAA GCTGAAAGTAAGTTGGGGCA 183

Ad03A18163 Aradu.A03 18163 p3 (ATT)8 24 98175879 98175902 TTTTTCGATGAAATTGGACAAA CCTCTTTCAAATATAATAACATTCCC 232

Ad03A18164 Aradu.A03 18164 p3 (CAA)5 15 98176369 98176383 AAGCAGGCAGAAGCAGAAAC CTCGCGATTTGCAGTTTACC 278

Ad03A18167 Aradu.A03 18167 c (T)10cgaatatta(T)1029 98201441 98201469 TTTGCCTTGGATCACAACCT TGTGGTTCATGAATGTTGGC 181

Ad03A18169 Aradu.A03 18169 c (TC)10tg(TC)9 40 98225070 98225109 TTCTTATCTTATCTTTTCTAGCTTCCA TTTCGAAAATTAAGGAGGAAAGAG 245

Ad03A18171 Aradu.A03 18171 p2 (AT)6 12 98244039 98244050 CCTTTTCGCAGATCGAGACT AGGAGCTTGTGAAGGAAGGA 157

Ad03A18172 Aradu.A03 18172 p3 (TTA)5 15 98250162 98250176 ACAACTTTCGGTCGTCCAAC CATTTCGTGCATCTGCATTT 222

Ad03A18174 Aradu.A03 18174 p2 (GA)12 24 98285215 98285238 TCCGTTTTAGGCAACGAAAC GTCGAATTTATTCGCCGGTA 271

Ad03A18180 Aradu.A03 18180 p2 (AT)6 12 98305433 98305444 TCGGGTGCAGATTTATACCTAA CCAACCTTACTTACTCAAACCGA 280

Ad03A18185 Aradu.A03 18185 p2 (AT)10 20 98341079 98341098 AATGCGACCAGTTTGTTGCT TTGATGATGAAAGTAATGAGAGTAAAA 276

Ad03A18186 Aradu.A03 18186 c (T)10gtttacaacgccaagaaaaatgcatctttttgtcagatatatattattg(A)1170 98346021 98346090 AAGGTCTTTTTGGTGATTAATAATTT GGAATAACTTTAACTGCTTTGAGC 208

Ad03A18187 Aradu.A03 18187 c (GA)8gggagg(GA)838 98346621 98346658 CGCTTAGACCTCAACAAGCC CGATGGACTAGCAGCAACAA 197

Ad03A18190 Aradu.A03 18190 p2 (TA)7 14 98355552 98355565 TTATACAAGAATGCAAAAGTTTCATAA GGTTGGGGACAATTTTGACT 171

Ad03A18194 Aradu.A03 18194 c (GT)11(GC)6 34 98374269 98374302 CTCTCTCTCCCTTGGCTCCT TTCCCCCATTTCCCTTATTC 212

Ad03A18201 Aradu.A03 18201 p2 (CT)6 12 98474562 98474573 GCTCCCTCTTACGTGTCCTG CATTTTTCCCCCATTTCCTT 215

Ad03A18202 Aradu.A03 18202 p2 (TA)7 14 98475997 98476010 ATCAGAATGTCACGCTTCCG GGCGAAGAAGTCACGAAAAG 258

Ad03A18203 Aradu.A03 18203 p2 (TG)6 12 98479087 98479098 AATGACAACCTAACAGTGGCG TTCCCCCATTTCCCTTATTC 213

Ad03A18204 Aradu.A03 18204 p2 (GT)6 12 98491819 98491830 TTCTGGGAACTTCCATGGTC CTTACGGCAGAAAGGACTGC 145

Ad03A18207 Aradu.A03 18207 p3 (ATA)5 15 98497100 98497114 GCAATGCATCTTTTGCTTGA AACGTGTGTATTCGGCCTTC 280

Ad03A18209 Aradu.A03 18209 p3 (GAA)15 45 98500186 98500230 GGAGGAAAAGGTGGTGTTGA ACAAGCGTTTTTCCCATACG 140

Ad03A18211 Aradu.A03 18211 p2 (TA)6 12 98518366 98518377 TCTTTGCCTTTTTCTTCTCATAA GTTTAACGCCCAAAATGCCT 259

Ad03A18212 Aradu.A03 18212 p2 (AG)17 34 98553945 98553978 TACGCTTTTGTGAGTGCAGG GCCGATGGTCGTCTTTGTAT 176
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Ad03A18213 Aradu.A03 18213 p2 (TC)16 32 98555145 98555176 CTGTTGTCCACTCTATTGCCTG AGAGAGAGCAAACCAGCGAG 117

Ad03A18215 Aradu.A03 18215 p3 (AGA)6 18 98578792 98578809 GCTTTTGTCTTCCCTTTCCC CCCTTAGCCGAACCTACCTC 197

Ad03A18217 Aradu.A03 18217 p3 (GTT)5 15 98589427 98589441 TCTTTTTATCTATCAATTATGTTTGGG TTGTTTGGGCGCTATTATTTT 269

Ad03A18218 Aradu.A03 18218 p2 (TA)6 12 98604308 98604319 GCATACAAACAGGGTGCAGA CCCATTTTCTCTTCCTTCCC 179

Ad03A18221 Aradu.A03 18221 p2 (TG)6 12 98622968 98622979 CCTCCTTTTTCTTTTTCCCG AAAACCCTGACCCAGTACCC 135

Ad03A18223 Aradu.A03 18223 p3 (TCT)5 15 98629000 98629014 TGATGCTTATTCTCCCCAGG TACCGAATCAGCGTAGACCC 279

Ad03A18232 Aradu.A03 18232 p2 (TA)8 16 98674536 98674551 AGCCGGATCTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 136

Ad03A18234 Aradu.A03 18234 p2 (TA)7 14 98679629 98679642 ATCAAGTTTTTGGCGTCGTT CCACACTCATAGGCAAAAGGA 206

Ad03A18236 Aradu.A03 18236 c (A)11tcgtattttaaaatttttatcttatcttatcttatttttcaaaattcaaatcttttaagaaaatcatatctttttcaaaatcttatcttatc(T)10caaaaatcatatctctttcaaaatcttatcttatc(T)10158 98699019 98699176 TGTGCCTTATTATTGGTTATTGTAAA GCCAAAGGAGTGAGAGTTCA 280

Ad03A18242 Aradu.A03 18242 p5 (AAAAT)5 25 98771780 98771804 CCATGATGGAGAAAGGGAGAT CCACTTTCTCTCTCCTCAATTTTC 268

Ad03A18243 Aradu.A03 18243 c (TC)11tt(TC)6 36 98777235 98777270 TGCAACTCCCTCTCTCTACCA GAGATTGGTGGGGATTGATG 229

Ad03A18246 Aradu.A03 18246 p3 (AGA)5 15 98829496 98829510 TGCCATTGATGGTAGTGGAA TACCCTCTCCCCTCTCCCTA 220

Ad03A18248 Aradu.A03 18248 p3 (AAT)5 15 98859356 98859370 CGGCTTGGATCAATTTGAATA GCATGTTCAATTTGTTATACATTTTTC 263

Ad03A18255 Aradu.A03 18255 p3 (CAT)6 18 98915607 98915624 GAGGCAACAGAGACTTTGGC TGAAGGAGCAGGTTCGAGTT 142

Ad03A18256 Aradu.A03 18256 p2 (GA)6 12 98931859 98931870 GGTTTGGGAGGGAAAAATGT GATTGCACAATAAGGGCGTT 275

Ad03A18257 Aradu.A03 18257 p3 (AGA)6 18 98937635 98937652 TTAGAATGTTGCTCGCCCTC CTTCCCAATCACCTCCTTCA 278

Ad03A18258 Aradu.A03 18258 p2 (GA)7 14 98941126 98941139 GGAGAATCCAAACACAAGGG TCGAAAATATCTCATCCCTTTTTC 231

Ad03A18260 Aradu.A03 18260 p2 (TA)6 12 98953471 98953482 CCAAAGCAACAAACAAGCAA TCTGACTTTTGTGTCGTGCC 217

Ad03A18261 Aradu.A03 18261 p2 (TC)7 14 98954709 98954722 CGTCGTCTTATCTTCTCCACAG AACCGCGATATAGCCAAAAA 233

Ad03A18264 Aradu.A03 18264 c (GT)7(AT)6 26 98959192 98959217 TGCATTCTTTTTCAATTCACATT AGTGAACACGGGTCTCAAGC 269

Ad03A18265 Aradu.A03 18265 p3 (AGA)5 15 98968690 98968704 CCAACCGTGAAAAGAGGAAA CAAGCTCCTTCTACCATCGC 196

Ad03A18268 Aradu.A03 18268 c (AT)10(GTAT)5 40 98995352 98995391 ACCAAAACGTTTGCACGAAG GAGCCTTCGCGAATACAAAC 257

Ad03A18269 Aradu.A03 18269 p2 (TA)9 18 98996309 98996326 TTACCCCCTATTTTCACCCC CCTTTGCAAACATGAAACGA 266

Ad03A18272 Aradu.A03 18272 p2 (TG)6 12 98999054 98999065 CAGCTACAGGTGCGAAGGTT CTTTGCGAACACGAAACAAA 244

Ad03A18274 Aradu.A03 18274 p3 (CTC)6 18 99033128 99033145 AAAGCACGCTTACCCATACG CGCGAAGAAGAAAGAGGAGA 161

Ad03A18275 Aradu.A03 18275 p3 (AAG)6 18 99034606 99034623 TGTGGTGTTGATGATGGACAA TTCACACGCTTTGTACCGTT 106

Ad03A18277 Aradu.A03 18277 c (TA)11(GA)18 58 99038536 99038593 TTTGAGACAAAAATAAAACGTTCA TTGCTTGCTTCTTTGTTTTTCA 280

Ad03A18278 Aradu.A03 18278 p2 (AT)12 24 99044004 99044027 AAAATCACTTAAACGCCATTCC GCAAAATTCGAAACAAAACGA 264

Ad03A18279 Aradu.A03 18279 p2 (AT)6 12 99044560 99044571 AGGATTCTCCTGGAAGCCAT ACATCTCAAGGCAGCAGGAT 154

Ad03A18281 Aradu.A03 18281 p2 (TA)9 18 99045046 99045063 CACGCACTATCTATGTGCCTTA TTCCTAAGCATCAGCACTCG 280

Ad03A18282 Aradu.A03 18282 p3 (ATG)6 18 99047360 99047377 TATATGCATGCGGTGGTTTT ATTCGTCTCCAGCCTTAGCA 264

Ad03A18285 Aradu.A03 18285 p3 (CAT)6 18 99085772 99085789 ATTCGTCTCCAGCCTTAGCA GCATGCGGTGGTTTTAATTT 259

Ad03A18286 Aradu.A03 18286 p2 (AT)6 12 99089373 99089384 ACCGTGTGGTGTGATGAGAA TTTCTTACCTTTTCCGGCCT 222

Ad03A18287 Aradu.A03 18287 p3 (AGA)5 15 99094934 99094948 TTAGAATGTTGCTCGCCCTC ATCTTTTTCCCACCCAAACC 118
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Ad03A18288 Aradu.A03 18288 p2 (AT)9 18 99100742 99100759 CAGAGTTTTGCTCAGGTCCC TGCACCAGTACGACTCAAGG 260

Ad03A18290 Aradu.A03 18290 p3 (TTC)5 15 99110857 99110871 TAATCTGCTGCCACTCATGC GAAGGAAGAGGAAGGGGATG 101

Ad03A18291 Aradu.A03 18291 p2 (AT)10 20 99111961 99111980 GGCAGTGAATGATGCAAATG CAAAGCGGAGAAAAGTCCAG 151

Ad03A18293 Aradu.A03 18293 p6 (CTGGTT)5 30 99113879 99113908 GGAAACTTGAAGGCAAGCTG CCATAAGCACCTCTGCCAAT 217

Ad03A18294 Aradu.A03 18294 c (TCT)15(TAT)11 78 99114066 99114143 ATTGGCAGAGGTGCTTATGG CATGTGACGAAGGAGCTTGA 275

Ad03A18295 Aradu.A03 18295 p5 (TTGGG)5 25 99114591 99114615 ACCAACCTCTCACTGATGGC GTTACTCGGCTTCAGATCGC 203

Ad03A18298 Aradu.A03 18298 p2 (TC)6 12 99144968 99144979 TTCCCCTCCTACCTCACCTT AATTGAACATGCAAGCAATCC 248

Ad03A18299 Aradu.A03 18299 p3 (TCT)7 21 99154725 99154745 TTTTATGCGACCCACACGTA TAGAGAGGGGATGGAGAACG 207

Ad03A18302 Aradu.A03 18302 p2 (TA)6 12 99214849 99214860 TCATTTGGTATTGTTGCGGT TGCAATTCTCTCTCTCTTTACTTTT 259

Ad03A18304 Aradu.A03 18304 p2 (TA)6 12 99219188 99219199 CTTGCTTGAGCTAGGCGTGT TTTGCCAATTCCACAAAACA 123

Ad03A18307 Aradu.A03 18307 c (T)10cgaaattttctctccctttttttttcgaaattttctctattttcttc(T)1067 99264271 99264337 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 266

Ad03A18310 Aradu.A03 18310 p3 (AAT)6 18 99291255 99291272 GCAAGCTATGGCCATCTTGT TGAGAGGATGGGATGTAGCC 273

Ad03A18312 Aradu.A03 18312 p2 (AG)6 12 99297685 99297696 TCCAAACACAAGGGTGAAGA TCTCCCTCCTTTTTCAAAATTC 211

Ad03A18313 Aradu.A03 18313 p2 (CT)6 12 99335402 99335413 AAAGGGGTAATCCTCGTGCT TGGGAGGGTGTGTATGGAAT 222

Ad03A18315 Aradu.A03 18315 p2 (AG)7 14 99355101 99355114 CTTATGTTTCCATCAGCGCC CTCCTCCTCTCCTCTCGGAT 225

Ad03A18318 Aradu.A03 18318 p2 (TA)7 14 99415723 99415736 GTGTGGGGGAAGATCTACGA TGTTGTTGTGATGGATGCAA 276

Ad03A18320 Aradu.A03 18320 p3 (AGC)5 15 99429149 99429163 AGGACTTTATTTCGTGGGGG CCTGAAATTCAACACAGACCAA 252

Ad03A18321 Aradu.A03 18321 c (TG)7ta(TG)12tatgtgtgt(AG)1681 99434512 99434592 TTGTGGGCCTTATGTTCTCC TTGCTGGTTAGTTGTGCGAG 245

Ad03A18323 Aradu.A03 18323 p2 (AG)8 16 99442230 99442245 CAATTGGGCAACAGGAAAAT GGGGGAATGCATCCATTTAT 280

Ad03A18325 Aradu.A03 18325 p3 (CTT)5 15 99446599 99446613 TCTTGACTTTCCCATGGAGG ACCAGAAACCCCAGTGAACA 132

Ad03A18326 Aradu.A03 18326 p2 (AG)6 12 99447950 99447961 AAGAACCTGGGATTGAGAGTCA TTTCTGACCCAGTTTTTGGC 196

Ad03A18328 Aradu.A03 18328 p3 (CTT)5 15 99452159 99452173 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad03A18329 Aradu.A03 18329 p2 (AG)6 12 99453499 99453510 GGCAACAGGAAAATCCAAAT GCTATAAAGTGGGGGAATGC 279

Ad03A18330 Aradu.A03 18330 p4 (AAAT)5 20 99489985 99490004 ACACCTGTGATCCCTTCCTG GCGTGCTCTACAACACCAAA 272

Ad03A18332 Aradu.A03 18332 p3 (AAG)8 24 99525668 99525691 TCTAAAGGTTTTTCCGGCCT AATGGCCGAAACTACTCCCT 262

Ad03A18333 Aradu.A03 18333 p2 (TA)6 12 99532061 99532072 AGCGATGCACATGGGATAA GGGCTGAGGTAAAGGTAGGG 195

Ad03A18340 Aradu.A03 18340 p3 (CAT)5 15 99601987 99602001 CCACACATGTTAGATTTATCGGA GAGCCCCACAACACATGATA 249

Ad03A18342 Aradu.A03 18342 p6 (CATCGA)5 30 99606692 99606721 AACTGTCCCTGGATGAGTGC GCGGTCCATCTGACGTATTT 272

Ad03A18345 Aradu.A03 18345 p2 (GA)10 20 99615420 99615439 CACAATACACACACGCACCA CTCCTCCTCTCTCATCGTCG 159

Ad03A18347 Aradu.A03 18347 p4 (AACT)5 20 99620758 99620777 ACCTTGAACCTTGCACCTTG CTGTTGGCGAATGTGTCAAT 250

Ad03A18348 Aradu.A03 18348 p3 (AAT)5 15 99624789 99624803 TTACGTGCAGTCCAGGTTCA TCCCTTCTTGGAAAGGTGTG 158

Ad03A18359 Aradu.A03 18359 c (A)11gaaagaaaagaaaacg(A)1138 99699483 99699520 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 238

Ad03A18360 Aradu.A03 18360 p2 (AT)7 14 99713905 99713918 TGGGGATAGGGTCAAGGTAA TCAAAATCTTGGGAATTGGG 279

Ad03A18361 Aradu.A03 18361 p2 (GT)6 12 99715814 99715825 TCACAAGGAATGTGTAGCCG AATTTTAAAGGTTTGGCCCG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A18362 Aradu.A03 18362 c (TA)8cagaaagacttattaaaatttggctagcacttaaccat(A)1064 99720540 99720603 GCCACTGGTGGTAAATGGAA TGCCTTCTCTATTTTCGAATTG 263

Ad03A18363 Aradu.A03 18363 c (TCC)5aggattatcgctgtaggtgtagcagaatccaccacttgatgatgaaacca(TC)779 99723277 99723355 TCATCTCCATCTCTGGGTCA GACCCCCTCGTCTACCTCTC 216

Ad03A18364 Aradu.A03 18364 p2 (CT)8 16 99723493 99723508 GAGAGGTAGACGAGGGGGTC TTTGGACTTGTGCGAACACT 155

Ad03A18365 Aradu.A03 18365 p3 (CTT)5 15 99723963 99723977 ATGGGTTTGAGTGAACCAGG GACCACCACACCATCCTCTC 188

Ad03A18366 Aradu.A03 18366 p2 (TA)13 26 99726201 99726226 TGGACAGATTTCCGATTTGC TCGCTGCATTCTTGTCATGT 180

Ad03A18369 Aradu.A03 18369 p3 (GAG)8 24 99740660 99740683 CTGGCTCAGAAAGAAGTGGG TTCAGGAGGCTAAGGCAAAA 231

Ad03A18371 Aradu.A03 18371 p3 (TTA)5 15 99742649 99742663 TTGCATAATAGCAGAAAATCAACA CCTTTTGGAGTTTGGACGAG 250

Ad03A18374 Aradu.A03 18374 p3 (AAT)15 45 99769625 99769669 ACAATCCAACGCCATCTAGC ACCCACTTTGAATCCGACTG 213

Ad03A18377 Aradu.A03 18377 p3 (TTG)5 15 99774246 99774260 CAGAGGTGGCAGCTTTTAGG TTTCCAGATCCAACAAAGGC 172

Ad03A18381 Aradu.A03 18381 p3 (GTT)5 15 99787681 99787695 ATTCTGAGGCTGCTTTCCAA TGCACCTAGAGGTCCGTCTT 100

Ad03A18382 Aradu.A03 18382 p2 (AT)9 18 99795296 99795313 CCGAAAAATGGTGAATCAAA TCGATTAAATCATGTTATTTTTGTCA 246

Ad03A18393 Aradu.A03 18393 p2 (AT)9 18 99835442 99835459 TGCAAATGCAATTTTCTCTTTC TCTCGTGCTGATAACGTGTTG 204

Ad03A18396 Aradu.A03 18396 p2 (AT)6 12 99842679 99842690 TGGATGACCACGTTGGTTTA TTGGCTCAAACAGTGCAAAA 252

Ad03A18398 Aradu.A03 18398 p3 (CTT)6 18 99846603 99846620 TTCGAGCAGGAGGATGAGAT GTCCATTTGGAGGAGCTGAA 280

Ad03A18399 Aradu.A03 18399 p2 (TA)7 14 99847612 99847625 AGGCTCCGTGTTTCAAAGAA TGGACAAATCAGTTTAGCACAAA 188

Ad03A18402 Aradu.A03 18402 p2 (TA)6 12 99853231 99853242 GTCGCATCGAAACGGTTAAG TGTTTTTCAAATGCAGGACG 195

Ad03A18407 Aradu.A03 18407 p3 (AAC)5 15 99861555 99861569 GGCAACACATTCAGAGAGCA CTCACCCAAAACAGCTAGGC 245

Ad03A18409 Aradu.A03 18409 p2 (TC)7 14 99872895 99872908 CAGAGCAATAAAAGAGGCCG CGGTCATAGGGGAGTTCAGA 280

Ad03A18410 Aradu.A03 18410 c* (ATT)6tcgaaa(AT)9(ATAA)6*64 99882999 99883062 CGAAAATCCTCATCATAAATTTTACA CTACTGACTCCGATGGAGGG 278

Ad03A18412 Aradu.A03 18412 p2 (GT)6 12 99947779 99947790 TGGGTAGCTAGGCGTGATTT TTTCAAGGTTGTAATGGGGC 144

Ad03A18413 Aradu.A03 18413 p2 (TC)6 12 99964408 99964419 CATGTTGAGTTTTGCATGGG GCCTTCAAGGTTGAAACCAA 109

Ad03A18415 Aradu.A03 18415 p4 (AAAT)5 20 99970866 99970885 TCTTCTGAGGTGATCATGCG GCCACCATTTTCTTCCTTCC 165

Ad03A18416 Aradu.A03 18416 p2 (TA)7 14 99971116 99971129 GGAAGGAAGAAAATGGTGGC AAACCAGATTCTGCTGTCAAAA 279

Ad03A18417 Aradu.A03 18417 p2 (CT)6 12 99982986 99982997 TCCCAACACATCACTCCAGA ATCCAAACTGTTGAATGCCC 208

Ad03A18418 Aradu.A03 18418 p2 (AT)11 22 99991432 99991453 CCCATGGTTTCTTCTTGGAA CCGAAATTCGTAAAGAGTGG 233

Ad03A18424 Aradu.A03 18424 p3 (CGG)7 21 100023679 100023699 GAGCAAAAGACAATGTCGCA TTCACTATTCCCATCCTCGG 256

Ad03A18425 Aradu.A03 18425 p2 (TA)6 12 100054916 100054927 AAGGTAGGTGGAAGTGGTGC TTCCACTTTAATTGCAATCCG 231

Ad03A18426 Aradu.A03 18426 p2 (AT)6 12 100055428 100055439 GGCGATACACATGCAGAGAA GGACGATTTAAGCGTTAGGAA 240

Ad03A18428 Aradu.A03 18428 p2 (CT)9 18 100068432 100068449 CCTTCACCTTTAGTGCCTCC ATCCCATCACCATCATCCAT 162

Ad03A18430 Aradu.A03 18430 c (TAA)8tttaaagtctt(ATA)550 100073274 100073323 TTCCATAACACTGCAACATTCA GCCTGTTAAACCCGCATAAA 170

Ad03A18433 Aradu.A03 18433 c (T)13ggactgggaataaatatttcatataatcacatgaaaatacaagcaaacc(A)1274 100083139 100083212 AATTGCGAAGGTTGAGGTTG TGTAGCGACTAATTGGTTCCAT 252

Ad03A18434 Aradu.A03 18434 p4 (ATCT)5 20 100084671 100084690 CAGCGTGGATGGTTACAACTT ACGTCGGCAATGGTTATACG 280

Ad03A18440 Aradu.A03 18440 p2 (AG)6 12 100104560 100104571 CCTAACCCTAAACCCCCAAA CCTCATCTTCGCGTCTTCTC 220

Ad03A18441 Aradu.A03 18441 p2 (GA)8 16 100107434 100107449 GCCATGAGAGAATAGGCCAC CAACTCCAATCCAATGACCA 225
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Ad03A18442 Aradu.A03 18442 p2 (CT)18 36 100114427 100114462 TTAGGGCTTTCTTCCCCTTC GGTAGTGGGCCAACTTTTCA 279

Ad03A18443 Aradu.A03 18443 p2 (AT)6 12 100117644 100117655 CATGCCGTAAAGCAAAGGAT GCGTTTGGTTATCGTGTGAA 160

Ad03A18444 Aradu.A03 18444 p2 (AT)9 18 100125784 100125801 GGATGAACCACTCCGATACC CGTGTGAATGCTTTGTGCTT 206

Ad03A18445 Aradu.A03 18445 p4 (TATG)7 28 100125949 100125976 AAGCACAAAGCATTCACACG TAGTCGGCCTAAACTCTGCG 183

Ad03A18446 Aradu.A03 18446 p2 (AT)8 16 100127914 100127929 AGGCCATGTTATGCCTCATC TGGATTGTTGGTTTGGTGAA 239

Ad03A18447 Aradu.A03 18447 c* (A)10(AT)6* 21 100132638 100132658 TGATTTAGTTTTCAATTTGCCTTG GCAGCTGTAATGGGGTTAGC 218

Ad03A18449 Aradu.A03 18449 c (CATA)7g(AT)23 75 100159067 100159141 GCTAAACCCCTCAAATGCAC ATTTCCTTCATCGGGCTTCT 238

Ad03A18450 Aradu.A03 18450 p2 (AT)6 12 100161709 100161720 ACCCCAACAACCAAAACAAA TATGCTTGATGACGGTTTGG 271

Ad03A18451 Aradu.A03 18451 p2 (AT)10 20 100162840 100162859 TGCCGTCGAAAATTTGAATC CTTTGGCAACTTGTTGGGTT 103

Ad03A18452 Aradu.A03 18452 p3 (CTA)5 15 100166499 100166513 GCAGAGATGTTGCAGATGGA GCAAGAAAAGCCCACATCAT 265

Ad03A18453 Aradu.A03 18453 p2 (AT)6 12 100189012 100189023 GCCAAGCCAAGACCTACAAA TTTGGCTTTCACTTTCTGCC 179

Ad03A18454 Aradu.A03 18454 p3 (AAT)5 15 100224362 100224376 CCCACGGAGATTGTTGGTAT CATTGACAACAGTGATGCCC 273

Ad03A18456 Aradu.A03 18456 p3 (AGA)5 15 100227338 100227352 CTGGCCTTAGGTGCCATAAA CCTCTCTCCCTCTCCTCCAT 139

Ad03A18457 Aradu.A03 18457 p3 (AAT)5 15 100232246 100232260 TCGCACAACTAACCAGCAAG CAGGGACAAAGCATCTCCAT 251

Ad03A18463 Aradu.A03 18463 p3 (AAT)5 15 100263262 100263276 TTTAATTTGAGAATGGCCCAA TGGACTTAAAATGGTCCAAAAA 172

Ad03A18465 Aradu.A03 18465 p3 (CTT)5 15 100267374 100267388 ACGCTGCGAAATTTTGTCTT TCAATGTGGTGGTATGGTGG 118

Ad03A18466 Aradu.A03 18466 p3 (ATG)6 18 100267851 100267868 GCGTCTCAAATGAACCGAAA CCATCGTCACCAACAACATC 239

Ad03A18468 Aradu.A03 18468 p2 (TA)8 16 100299706 100299721 CTGGTTTTAACTTCGCGAGC ACGGAAACGAACTCCTCTGA 274

Ad03A18469 Aradu.A03 18469 p2 (TG)7 14 100300892 100300905 CAATTTCCCGTTGGTAAGGA ACCAAAGGCACCAAAAACAG 222

Ad03A18476 Aradu.A03 18476 p3 (AGA)5 15 100320184 100320198 AGCAACCACACACAAAACGA ATCCCTCCACTTCCCAATTC 208

Ad03A18480 Aradu.A03 18480 c (TCT)5ttctcctggtc(CTT)541 100330887 100330927 TGCTACCCAACAAAATCCGT TATGGTGGTGGTGACGAAGA 231

Ad03A18481 Aradu.A03 18481 p2 (TG)7 14 100333596 100333609 TCCCAATTTCCCATTGATAAG TCCTCAACACAACCCAATCA 231

Ad03A18482 Aradu.A03 18482 p2 (TG)9 18 100336488 100336505 CTTGGGCTTTGGTATTGAGG AGCAATGACACCCAAACTCC 261

Ad03A18483 Aradu.A03 18483 p3 (TTA)5 15 100355328 100355342 TCTTATGACTTTGAACATTTTTCATT CCAACAGAAAGCCAATATCAAA 273

Ad03A18485 Aradu.A03 18485 p2 (GA)6 12 100357746 100357757 CGTCATATTTACAATTACCGCC ATTACCGTCGTTGTTGAGCC 191

Ad03A18486 Aradu.A03 18486 p2 (GA)6 12 100358299 100358310 CGTCATATTTACAATTACCGCC ATTACCGTCGTTGTTGAGCC 191

Ad03A18490 Aradu.A03 18490 p3 (ATT)5 15 100369625 100369639 ATCAACTCATTACGCCCCAA GCATAACCGACGAACTGTCA 194

Ad03A18492 Aradu.A03 18492 p3 (TTC)6 18 100390863 100390880 CGCTACCTTGTTCCGTTCTC TCATGCAAAAATAGGGAGGAG 246

Ad03A18493 Aradu.A03 18493 p5 (TTTTA)5 25 100403628 100403652 GGGAGGCAACCCAATTTTAT GTTGCTTCTTTCTGGCGTTC 260

Ad03A18496 Aradu.A03 18496 c (AAT)5acataaataaata(AAT)543 100419768 100419810 TTTGATCTCCCCTGTTCCTG CAGGTGGCATTCATCCATAA 220

Ad03A18497 Aradu.A03 18497 c* (TCTT)8(T)10* 40 100421192 100421231 TCCTTTCCCCTCCTAGTGGT TAAAGCCCCTAGAGGAAGCC 239

Ad03A18503 Aradu.A03 18503 c (T)10ctctttc(T)10 27 100444499 100444525 CGATGCAGAATTTGAAACGA GTTGTTTCTGTGGAAGGGGA 277

Ad03A18504 Aradu.A03 18504 p3 (AGA)6 18 100456135 100456152 ATGCTTTTACCACGCCAAAC AAACCCACACCTCTCTCCCT 107

Ad03A18505 Aradu.A03 18505 p3 (CTT)5 15 100491586 100491600 AAGGATTGTTATTGGTGGCG CAGAGGCAGCAGCGTTTATAG 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A18506 Aradu.A03 18506 p2 (AT)8 16 100498642 100498657 CAGCACATGAAATAACTCATCCA TGGCTGGTGTGACAATAAGG 201

Ad03A18509 Aradu.A03 18509 p2 (AG)8 16 100513157 100513172 TCACGAAAAAGCACACCAAA TTTTGATATCTCCCCTCCCC 154

Ad03A18510 Aradu.A03 18510 c (T)11gagaattaaccg(A)1033 100518452 100518484 CTTGCTTTGATGGGAGGTGT GATTCAGTTCTCAATTTGCTTTGA 274

Ad03A18512 Aradu.A03 18512 p3 (AGA)6 18 100523159 100523176 CTCTTGCCTTAGGTGCCATC CCCTTCACCACTCACATCCT 238

Ad03A18513 Aradu.A03 18513 p3 (AAT)5 15 100528316 100528330 CTCAGTCGGGCGGATAATAA GAGAGGATGGGATGTAGCCA 244

Ad03A18514 Aradu.A03 18514 p3 (AAC)5 15 100542402 100542416 GGCGGTAGATACGACGGTAA CTCGTCCACATCCAATACCC 208

Ad03A18515 Aradu.A03 18515 p3 (TAT)5 15 100546774 100546788 CAGCCAGCCTTGTTTTTCTC ACTTACTTGGTCCCAGGGCT 195

Ad03A18522 Aradu.A03 18522 p2 (AG)8 16 100599377 100599392 TTTTTGACCCAGTTTTTGGC GGAACATTGAACCTGGAATGA 219

Ad03A18524 Aradu.A03 18524 p5 (TTTAT)5 25 100603377 100603401 CTAGCAAATGCCGGTTTGTT ATTGAGTCGTGTGTGCCATC 156

Ad03A18526 Aradu.A03 18526 p3 (ATA)5 15 100609306 100609320 ATGAAAACGAGACTGCCCAC GAAACGACCGCCAATTAAGA 279

Ad03A18528 Aradu.A03 18528 p5 (TTATC)5 25 100638204 100638228 AATGGCAACTGCCTTTGAAT AGAGCATTGCCTACGAAAGA 135

Ad03A18529 Aradu.A03 18529 p2 (CT)20 40 100648933 100648972 AAAGGAACATTGAACCTGGAAA ATTGCTGAGGCAATTTCTGG 273

Ad03A18533 Aradu.A03 18533 p4 (TATT)6 24 100672862 100672885 GGGATTAGCATATGACCCCA TCTCTCTCCTCGCTTTTTCG 199

Ad03A18538 Aradu.A03 18538 p4 (TTAT)5 20 100705516 100705535 TCTGGATGACTTGATTGAAATG CCTTCAACAATTGCCTGGTT 276

Ad03A18540 Aradu.A03 18540 p2 (AT)6 12 100708527 100708538 CTCTTGACTCAGCCTGCGA CTGGATTTCTTGAAGCGGAG 231

Ad03A18541 Aradu.A03 18541 p3 (ATT)19 57 100714211 100714267 TGTTTTCTAATATAAGCGAATGTTGTT CCATAGAATCTTCCTACACGCA 279

Ad03A18548 Aradu.A03 18548 c (TA)6cacgt(AC)1241 100731012 100731052 TATTCCCTCTCGTCCCCTCT GCGAAAAGTGGTTGTGATGA 245

Ad03A18549 Aradu.A03 18549 p2 (TA)7 14 100733691 100733704 CAGCTGCTTGATCGGATGTA AATATTTGGGACCGGAGGAT 257

Ad03A18551 Aradu.A03 18551 p3 (AAT)5 15 100746505 100746519 TGAGCCTTTTTAAATCGAAACC TCCGGTGAGACCGTGTAGTT 263

Ad03A18552 Aradu.A03 18552 c (TG)16tt(TA)6 46 100749731 100749776 TTTGTTAGGAGTCGCGATTGT GGCTGCGCCACTCTAATAGTT 279

Ad03A18554 Aradu.A03 18554 p2 (CG)6 12 100784928 100784939 TCAGGCCTATACCAAGCCAC GGGGCTCAACTCTCTGTGAA 166

Ad03A18555 Aradu.A03 18555 p2 (GC)6 12 100785063 100785074 TCAGGCCTATACCAAGCCAC TCTGGACGCAGTACCAGAGA 270

Ad03A18557 Aradu.A03 18557 p2 (GC)6 12 100794931 100794942 ACCTCTGAGCCAACCTTGTG AGAGGGGGCAAGAAGAGAAG 197

Ad03A18559 Aradu.A03 18559 p2 (TA)9 18 100809112 100809129 AAGGGTACGAAAAACTCCCG AATCGCGTTTTCACCTTTTG 218

Ad03A18562 Aradu.A03 18562 p3 (TAC)5 15 100820113 100820127 AGAACAAAAAGTGTTGCCACC CCCAAAACACAGGTTGTTGA 275

Ad03A18564 Aradu.A03 18564 p2 (CT)6 12 100836364 100836375 AAGCTGAGATTCACACTATGAGAAAA TGACATTTAAAACCCTTATCGTTTC 170

Ad03A18566 Aradu.A03 18566 p3 (TAT)16 48 100840997 100841044 TGAAAAATTGACACCTCACTTCA ACGGATGAAAACAATGCTCC 189

Ad03A18568 Aradu.A03 18568 c (ATT)11gaataataatgataattatcgttattaatattaaattgatta(AT)6tgaattattattaatattaaattagt(TA)8129 100841727 100841855 CGATTGTATTATCCTTCAAACCAA TGAAAGGAAATATTATTGCACGA 266

Ad03A18571 Aradu.A03 18571 p3 (AGA)5 15 100846740 100846754 TCTGGTACTCGCGAACCTCT CTAACGGTTGCATGATGTGG 279

Ad03A18574 Aradu.A03 18574 p3 (TTA)10 30 100848824 100848853 CGGTTCATTTCGAAACCTGT CCGATCAACTTGCTGAAACA 260

Ad03A18576 Aradu.A03 18576 p4 (AAAT)6 24 100854293 100854316 GCCAAGAAGGTTGAGAATCG TCCATATAAACACGAGTGGGC 121

Ad03A18577 Aradu.A03 18577 p2 (GA)6 12 100870241 100870252 TTGGGAGGGAAAAGTGTTTG ATTTTGCACGCCTAAAAGGA 250

Ad03A18578 Aradu.A03 18578 c (A)10ta(AAAAT)537 100885406 100885442 TTTGAATCAAGGGATGTTGATG TCAGAGCCTTGGACCTTGTT 163

Ad03A18579 Aradu.A03 18579 p2 (AT)6 12 100892027 100892038 CTTGACCTGCAAAGCAAAGG CCGGTTCTCATTCCATTCAT 270
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Ad03A18582 Aradu.A03 18582 c (TA)8(T)11 27 100913785 100913811 CAACCATGGAGAGGAAGCAT CTGATGCTTCTTTTTGGCGT 239

Ad03A18583 Aradu.A03 18583 p3 (TTC)5 15 100914520 100914534 CCCTCTCTTCTCCCTCTTGG ACTCGGAGGTGGAAGCTTTT 225

Ad03A18585 Aradu.A03 18585 c (A)11ttatcttaatacaaagaaataagtttaattaaccaaattttttagaaagtactaaatgaccatttgc(T)1088 100925570 100925657 TTGGCAATGGTGGTTACAAA TGGGAGTCACCAGCATTTTT 226

Ad03A18587 Aradu.A03 18587 c (A)11ggagaggacgactactccatcactc(TTAA)556 100930700 100930755 CTTGGGCCTACTCATACCCA TTTTCCTACCCCATTTGCTG 212

Ad03A18591 Aradu.A03 18591 p3 (AAG)5 15 100948864 100948878 AGCACAAGGGGTTTATGTCG GTGGCCACATAACCAAAACC 268

Ad03A18592 Aradu.A03 18592 p2 (TA)9 18 100963618 100963635 AGTCTCGACCTGCGAGGTAA ATTCCTTTAGTGGCATGCGT 262

Ad03A18593 Aradu.A03 18593 c (TA)6catatac(AT)631 100974897 100974927 GCCGTAGAACAGAGATGGTGA ATGATTTTTCCCTCGCCTTT 174

Ad03A18594 Aradu.A03 18594 p2 (AT)6 12 100978439 100978450 TCCAAGTCACACTGACACCAA TGATCACTTGCAAGAAATACATATAAA 278

Ad03A18597 Aradu.A03 18597 p2 (CT)8 16 100982512 100982527 TTGCACATGTCTTGCTCCTC TCCCGTGTCCAATAATTGAGT 248

Ad03A18598 Aradu.A03 18598 p2 (TA)9 18 100984725 100984742 CTTCCTGGAGGCGATCTACA ATGCTCAATTTCTCCGGTTG 240

Ad03A18599 Aradu.A03 18599 p3 (TAC)5 15 100993082 100993096 CTCAATTGGAAATAAAACCAGAA AGCATCCCACAGATCAAAGG 166

Ad03A18601 Aradu.A03 18601 p2 (AG)10 20 101055841 101055860 GCTGGCCACCTAGCATTACT CCGATCCATATCCGCAATTA 274

Ad03A18604 Aradu.A03 18604 p2 (CT)6 12 101073373 101073384 TACTCACCCCTTTTCTCCCC AGACAGAGAGGGCTGTAGCG 279

Ad03A18607 Aradu.A03 18607 p3 (TTC)7 21 101174216 101174236 CTCCCTCTTGGCCAAATACA CTAGAGGTTTCTCCGGCCTT 182

Ad03A18608 Aradu.A03 18608 p3 (AGA)7 21 101201219 101201239 GCCACTTGTTGCAGACATTC TCGATCTACGAGGAGTTGGG 278

Ad03A18610 Aradu.A03 18610 c (TC)6tttcaacaccaatatttta(T)1041 101235530 101235570 CCTTAAGTGTGGGGAGCTTG TTCACAGGTTGTGTGTTCTTAGC 276

Ad03A18612 Aradu.A03 18612 c (AGA)5aacaagtcatgatgtgtctcatcatatgaagtccattcaggtattttcacaaacaacacatattcaagaaacagaaatg(A)11105 101246544 101246648 GCTAAATGGGCACCATGAAT CCCAACCCGGGTACTAACTT 266

Ad03A18613 Aradu.A03 18613 p3 (TTA)16 48 101247691 101247738 TGTCGTGCATGTGCATAAAG GAGTGGCCATAAAAACCGAA 266

Ad03A18615 Aradu.A03 18615 p2 (TC)6 12 101253387 101253398 CCAATTAATCAACCAAAGCCA GGGACATGCAGAGACTCGAC 277

Ad03A18617 Aradu.A03 18617 c (T)10ggtatg(TTAT)536 101262924 101262959 AAGCAAATGCAAGAAAATGGA TGCTCCCTGCTTTTCTCTCT 228

Ad03A18619 Aradu.A03 18619 p2 (TA)7 14 101287242 101287255 GGTGATTTGTGGTGTTTAGCC AGATATGTAAGATTCTGGATTTTCG 184

Ad03A18620 Aradu.A03 18620 p2 (AT)7 14 101304640 101304653 TCAATTTTCTGGCACCACAG ACTGCATGGCATTGCTTTTT 217

Ad03A18621 Aradu.A03 18621 p3 (TTC)7 21 101311915 101311935 CTATACCTTGGCCGAATCCA CGGTCTTAGGTGCCATTGAT 166

Ad03A18622 Aradu.A03 18622 p2 (AT)9 18 101316571 101316588 GGCCTCAACTGCAATGAAAT TGCATTTGCTCAATTGCTTC 207

Ad03A18623 Aradu.A03 18623 p2 (TA)11 22 101319516 101319537 AGAAGATGGAAGAGGACCGT ATCCGCTCATCAAAGTGACA 239

Ad03A18625 Aradu.A03 18625 p2 (CT)6 12 101341803 101341814 CACTCCACCACACCATTTGA CGGAAAAGCACACCAAACTT 106

Ad03A18628 Aradu.A03 18628 p2 (TA)6 12 101368031 101368042 TTACTGACTCCGATGGAGGG CCACTCTTTCTCTCTCCTCACC 237

Ad03A18630 Aradu.A03 18630 c (TTTA)5ttatttttttaaataccaaaattt(A)1155 101377215 101377269 CCATGATGGAGAAAGGGAGA AAATTTCGAATCCCTTGGGT 272

Ad03A18632 Aradu.A03 18632 p2 (GA)7 14 101384776 101384789 TATGAGTGCTCTGGCTGTGG TGGGAGCAAGCATCAATGTA 266

Ad03A18635 Aradu.A03 18635 p2 (TA)9 18 101397701 101397718 GCACCATTGAAACACATGGA CGGGTGTTACTGCTACTGCC 231

Ad03A18638 Aradu.A03 18638 p3 (TTA)5 15 101417995 101418009 CCCCAGATTTTTGAAAATTAAATAG TGGCTTCGGCTAAAAGAATG 270

Ad03A18641 Aradu.A03 18641 p5 (TTATC)5 25 101424365 101424389 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 166

Ad03A18642 Aradu.A03 18642 p5 (TTATC)5 25 101434540 101434564 GATTTGCTGGACTTGGTGGT AGAGATAAAGGCGGTTCCGT 261

Ad03A18643 Aradu.A03 18643 p3 (TCT)5 15 101458871 101458885 ACCTCCCCTACTCTCCTCCA GCTTTTGTCTTCCCTTTCCC 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A18648 Aradu.A03 18648 p3 (AAT)5 15 101472061 101472075 TCAACAATGATATAAAAAGTCTCAACA GGGATCATAACCGATGCAAT 262

Ad03A18650 Aradu.A03 18650 c (T)10aaaaaatgaaatcaacaagaacgagaaaataataataaaacacaagcataagagacaaagacgacaagaacataaaagaaggatgcgagacattagaa(T)11119 101476150 101476268 AGACTCGTCATCGAAGCTTGT TTTACATTTGTTCTTCTTATGTCCTG 259

Ad03A18653 Aradu.A03 18653 p2 (GA)6 12 101488146 101488157 GAGGCTTTGCTTGAAATGGT TCCTCCTCATCCTTCATTCAA 279

Ad03A18654 Aradu.A03 18654 p2 (AT)13 26 101489340 101489365 CTTGGCTTCGTAGGTTGAGC TCGCTCACGTAAACGAAAAA 134

Ad03A18655 Aradu.A03 18655 c (ATAC)8(AT)7 46 101492976 101493021 GCTTCATAGGTTGAGCCTGG CGGGAATGAATTGCTCTGAT 238

Ad03A18658 Aradu.A03 18658 p2 (TC)6 12 101525568 101525579 GCAAAATAAGGAAATCACAATGA AGAGTGGAGCAGAATGGGAA 223

Ad03A18659 Aradu.A03 18659 p2 (TA)7 14 101532744 101532757 ATCAATCTACTCCGACCCCC TCAATATGGCATGAACACAGC 276

Ad03A18663 Aradu.A03 18663 p3 (CAA)5 15 101578211 101578225 AAGAGGGGAAGCTCCTTCAG GCACCTTGTTTCTGCCTCTC 209

Ad03A18664 Aradu.A03 18664 p3 (TTG)7 21 101600944 101600964 ACATGACAGAGCACAATGGC CTCCCACAGCATCCCATACT 237

Ad03A18665 Aradu.A03 18665 p3 (TAT)15 45 101605151 101605195 CTCGTACAGGACCTGCTTCA TAGAAAATCACATAAACAATGAGACA 174

Ad03A18666 Aradu.A03 18666 p3 (TTA)6 18 101606856 101606873 TCCCTCCCTCCTACGTTCTT CCGTCAAAAATCCAATCGTC 184

Ad03A18669 Aradu.A03 18669 p3 (ATC)6 18 101627248 101627265 TCTTCACACTGAACCAAGCG TCAAGATGAAAAGCTCCCTGA 179

Ad03A18671 Aradu.A03 18671 p3 (AAC)5 15 101634316 101634330 ATCAAGGGTGGCAAGACAAC AAGAGGGGGAGGATAGGTGA 269

Ad03A18677 Aradu.A03 18677 p3 (TCT)5 15 101678941 101678955 ACCTTGGCCGAACCTAAACT TGGCTCTTGGAGACGAATCT 245

Ad03A18678 Aradu.A03 18678 p2 (GA)7 14 101685300 101685313 TCGAACACAGAGGGAGAGAGA TCTTTTTCAAAACCACCTAACCA 201

Ad03A18682 Aradu.A03 18682 p2 (CT)7 14 101737621 101737634 CAACATCAAATAATCAACAAGGGA TTTCTGGGCTGTTTTTGACC 253

Ad03A18683 Aradu.A03 18683 p2 (TA)7 14 101765314 101765327 AACAATGGCTTCCACGCTAC TTGTTTTGGTCCCTCACGTT 267

Ad03A18684 Aradu.A03 18684 p3 (TTA)21 63 101765507 101765569 GGTTCGATTCTGACCCTCAA TTCACATACGTGCCGGTTTA 280

Ad03A18685 Aradu.A03 18685 c (A)10ggaacacaaagaaaaaggaggaggaatgcaaaga(AGG)559 101770672 101770730 AAAAACGACGATGAGGATGAA CACGTCCCTCTTCGAATGTT 131

Ad03A18687 Aradu.A03 18687 p3 (TTC)5 15 101789621 101789635 ATACACCCCCTCTCCACTCC CTAGAGGTTTCTCCGGCCTT 250

Ad03A18689 Aradu.A03 18689 p4 (ATAA)9 36 101794633 101794668 GGCACCGTTATCAGGGATTA TCCTTGGCCTTAACTTTCCC 205

Ad03A18690 Aradu.A03 18690 p2 (GA)6 12 101815079 101815090 GCGTCACTGAGAAGAGGAGG GCAACGCCGATTCCTAAAT 262

Ad03A18693 Aradu.A03 18693 p2 (TA)8 16 101832310 101832325 CAAAATTGCCCGACCTAGAC TCGGGCGATGAACTTTTTAG 141

Ad03A18697 Aradu.A03 18697 p2 (TA)6 12 101855475 101855486 ATCCATTGATGCTCAAAGCC TGAAAAACAAAAGCTTGCGA 133

Ad03A18698 Aradu.A03 18698 p3 (AGA)6 18 101856772 101856789 TAAAATATTGCTCGCCCTCG AATCTTTTCCACCCAAACCC 249

Ad03A18701 Aradu.A03 18701 p5 (TTATC)5 25 101937450 101937474 CCTGGGTGCTCCAGTGTATT TAAAGCAGCCCAAGCCTTTA 148

Ad03A18704 Aradu.A03 18704 p3 (TTA)6 18 101967969 101967986 CATTAACTGCGGAACATATTATTGA TTCAATTGATGCTAGGGCAA 278

Ad03A18713 Aradu.A03 18713 c (A)10cgtagattcaaattatcatgaaaaacatctaaaatcaaataaaaataaatatccaaaaaatattcaaaaattaagaaaagaaacatctaacattt(A)13118 101981144 101981261 TCGGTCGCTCAAAATTATCC TTTGTTGGATTTAGACCAACTTGA 253

Ad03A18714 Aradu.A03 18714 c (T)11aaagtgtatcttacacgtg(T)1040 101985368 101985407 CACCCTCATAAAAGCGTGGT CAGCATGTTCTATTCGATACGG 210

Ad03A18720 Aradu.A03 18720 p3 (TCC)5 15 101997060 101997074 CCTCTTCTTCCTCTTCCGCT CGGTTTACTCAGGTGGCAAT 228

Ad03A18721 Aradu.A03 18721 p2 (TA)6 12 102010256 102010267 GGACATTAATAATCCAGAAAGATCAAA TCGCAGGTCAAAGGAAACTC 221

Ad03A18725 Aradu.A03 18725 p4 (AACT)5 20 102024558 102024577 TTAGGCAATAAGGGGGAAGC CCAATCCCTCATCCAACACT 186

Ad03A18726 Aradu.A03 18726 p2 (GC)6 12 102024730 102024741 GGATTGGAGGAGGGAAGAAG GTACGCGCCACTCTTGAAAT 140

Ad03A18727 Aradu.A03 18727 p2 (TC)8 16 102030122 102030137 CGGACCACAGTGTCTCTTCA AGAAGAGGGAGCTGACCACA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A18728 Aradu.A03 18728 p3 (GAA)6 18 102032109 102032126 TCGTGGCAAGGTTGTAAGAA TGGCATGCACTGTTTTGAAT 197

Ad03A18730 Aradu.A03 18730 p2 (TC)8 16 102037284 102037299 TCATGAAAAATTGATCTGTGGA TGCGATGAATCACTTCACAA 113

Ad03A18734 Aradu.A03 18734 p2 (TA)6 12 102063659 102063670 GTTTTTCAAGTTTTTGCCGC AGAAAAGCAGATGTCTCGGC 236

Ad03A18736 Aradu.A03 18736 p2 (GT)6 12 102070329 102070340 AGCTCTGCAGCATCTCAATG GTCACGGATCATCACCTCCT 119

Ad03A18738 Aradu.A03 18738 p2 (TA)12 24 102080530 102080553 AGTCGAGAGGCACCTCGTTA GAGCTCCTGACTCAACCTGC 264

Ad03A18739 Aradu.A03 18739 p2 (TG)7 14 102080842 102080855 CCGGTTAGTCTTGACTTCGC AACAAGCTCCTAACTCAGCCC 227

Ad03A18740 Aradu.A03 18740 p3 (TTC)5 15 102081880 102081894 ACTTTGCCACTTGGCTTTTT GAAAATGTTGGGCTTTCCAA 247

Ad03A18741 Aradu.A03 18741 p3 (TCT)5 15 102082403 102082417 TCTTTGGTGCATCAGTCAGC AGATAATGGAAGGGGCGAAC 213

Ad03A18745 Aradu.A03 18745 c (T)10gaacaatttcaaagtaaaaaaagaaataaatcctaaaaattgaaggaagaatgcagaaattaaattacctctac(T)1094 102088632 102088725 ATTTCCGTGCGCAAACTACT CCGCTAATTATCTTTAATCTTCAACC 278

Ad03A18748 Aradu.A03 18748 p2 (CT)6 12 102094653 102094664 GGAACATTGAACCTGTGATGAA TAAACAGCGATTTCTGGGCT 231

Ad03A18749 Aradu.A03 18749 p2 (AC)6 12 102095605 102095616 GTTGTAATAGGGCCAAGGCA GGGGACAAAATTACCCCAAT 244

Ad03A18751 Aradu.A03 18751 p2 (AG)6 12 102131176 102131187 TTGAATTTGAATGGTGGGGT CAGAATTGGCACAAAGAGCA 248

Ad03A18759 Aradu.A03 18759 p4 (TTAT)5 20 102154045 102154064 TGAACCATCCATCAATTAGAGGT TCCTTGAAGCTTCCCTCGTA 233

Ad03A18761 Aradu.A03 18761 p3 (TTC)13 39 102155136 102155174 ACGAGCTGCAACACACAAAG TTAGGGTTCTGTGGATTGGC 145

Ad03A18762 Aradu.A03 18762 p2 (TG)7 14 102157292 102157305 GCCCACATGGCTTCATAACT GCGGGTTATCAGTGGTGATT 168

Ad03A18763 Aradu.A03 18763 c (T)10cgtc(T)10 24 102165138 102165161 GCGGCTTTTTCAGTTTGGTA ATTGGATATTAACGTCAAGCAAC 187

Ad03A18767 Aradu.A03 18767 c (AT)9(GT)28 74 102198407 102198480 TCGGAAGTCAAATTTCAGGG CTTGGCTGGCCCAATAATAA 267

Ad03A18768 Aradu.A03 18768 p2 (TC)7 14 102217250 102217263 TTTGTACTCTTCGCGCACAC TGCAATGAATGAAAATATGCAA 257

Ad03A18770 Aradu.A03 18770 p3 (AGA)6 18 102221380 102221397 TCTGGCCTTAGGTGCCATTA TCTTCTTCACTTGGCCGAAC 169

Ad03A18771 Aradu.A03 18771 c (T)11aaatttttgaccaagtcaacccaaaatttcgaaaatttggagggagataaggaaaaga(T)1079 102225536 102225614 TGAAATTTTGACTTGAATTGTAAGAAA TTTCGAAAACTCCATGCATTC 264

Ad03A18772 Aradu.A03 18772 p2 (TC)7 14 102231514 102231527 CAAAGCATTGGGCCTTTTTA GAAAAGCTTGCACGCAAAA 186

Ad03A18773 Aradu.A03 18773 p4 (TTAA)5 20 102235231 102235250 GAAGGAAGAATAGAAAGGGGG TCTCTCTTCTTTTTCAAAACCACC 262

Ad03A18774 Aradu.A03 18774 p3 (AGA)6 18 102250444 102250461 TGCCATTGATGGTAGTGGAA CCTCTTCTTCACCTTGGCTG 160

Ad03A18775 Aradu.A03 18775 p3 (TTG)5 15 102265921 102265935 CATGAGGTGGTCAGACGAGA CCCACGTAACTTTCTGCCAT 250

Ad03A18777 Aradu.A03 18777 p2 (CT)6 12 102289854 102289865 ATCACCTCCATCCCTCTTCC GGAGGGAGAGATAGGTTCGG 194

Ad03A18778 Aradu.A03 18778 p2 (AG)6 12 102296192 102296203 CGTGCAGAAAATTGCAGAAA GGAACATTGAATCTGGAATGAAG 270

Ad03A18781 Aradu.A03 18781 p5 (TTATC)5 25 102330055 102330079 TGAGGAGTGACGTCTCTGGA CCAAAGTAGGCCCAAAATGA 157

Ad03A18782 Aradu.A03 18782 p5 (TTATC)5 25 102336440 102336464 CCTGGGTGCTCCAGTGTATT CGACCGACCTCTTCTCAAAG 230

Ad03A18784 Aradu.A03 18784 p3 (TGA)5 15 102363305 102363319 GGATCTCAGGAACAGCTTGG GGAGGGCGGAATATTAGAGG 256

Ad03A18788 Aradu.A03 18788 p2 (TG)15 30 102445612 102445641 GCTTGGAGGAGTTGGTTGAG CCTCTGGCCCAATTTTCATA 278

Ad03A18789 Aradu.A03 18789 p2 (TA)8 16 102447746 102447761 GAAAGAAATTCAAGGAAGGGG TTCTCCATCATGGCTTTCAA 185

Ad03A18790 Aradu.A03 18790 p3 (AAG)11 33 102452095 102452127 TGATCTTTGGAACACCCTCC CAACACTGTAGCTTGTGGCG 277

Ad03A18793 Aradu.A03 18793 p3 (TTC)6 18 102497162 102497179 TTCTACACCTTGGCCGAAAC TGAGGCATCTCAGGGATTTC 275

Ad03A18795 Aradu.A03 18795 p3 (AAC)8 24 102551125 102551148 TTGCTATTTGGAACCGAACTG GCAAGAAAAGGTTGGAGACG 217
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Ad03A18796 Aradu.A03 18796 p3 (TTA)19 57 102552248 102552304 GGATTTTTGGGAAGAATGGG CCTTATATGGCGAACGATCC 244

Ad03A18797 Aradu.A03 18797 p2 (AT)8 16 102592419 102592434 ACGTTGAATGAAGTTTGGCA AACTTTGAATATGTGAATACAAAAGGA 196

Ad03A18798 Aradu.A03 18798 p2 (AG)8 16 102593789 102593804 CGAAGGGAGAATGAACCAAG TGAAATCAAAACAAGAATTGAAAGA 170

Ad03A18801 Aradu.A03 18801 c (T)11cgaaattttc(T)1031 102621134 102621164 TTTTTCGGTTTCCCCTTTTT TGTGGTTCAAGAATGTTGGC 171

Ad03A18803 Aradu.A03 18803 p2 (GT)8 16 102634843 102634858 TGGGAATTTTGGGTAGCTAGG GTTGTAATGGGGCTAAGGCA 148

Ad03A18806 Aradu.A03 18806 p3 (AGA)6 18 102725158 102725175 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad03A18807 Aradu.A03 18807 c* (TA)6(ATAC)10* 49 102735413 102735461 CATTCGAAACCGTATTGCTG TCCAGCTCTTCTTCTTTTCCC 280

Ad03A18809 Aradu.A03 18809 p2 (AT)6 12 102743177 102743188 GAAGATAGGGGAAAAAGGCG CAAGCGAAGAAGTCTACCCG 115

Ad03A18811 Aradu.A03 18811 c (AAG)10agaaa(GAG)550 102748302 102748351 TGGTGGTAGTGACAATGATAACG TCCTCCTCCTTCTTCCGTTT 194

Ad03A18812 Aradu.A03 18812 p3 (AAT)19 57 102749166 102749222 AGTAGCGCCGCAAAATAAAA TGATACACTGACGCATGCAA 250

Ad03A18816 Aradu.A03 18816 p2 (TC)6 12 102757432 102757443 CCAGTTTACAATACAGTGCACCA TGTCCAAGAATGGCATGGTA 269

Ad03A18820 Aradu.A03 18820 c (CT)6t(TC)7ttctctccctttttctcttttctttccctcttcctctcgttctctctctccttcccctctcactcttcttct(TC)6111 102768295 102768405 TCTCCTCTCTCTCCCTCGCT GAGAGAAAAGGAAAAGGGGG 218

Ad03A18823 Aradu.A03 18823 p2 (AG)7 14 102769289 102769302 GAGAGGGGAGGGAAAGAAAG CCACTCCCATCTCTCTTCGT 200

Ad03A18824 Aradu.A03 18824 c (GA)7cgaagagagatgggagtgggagagagaggatagagagagaaagaaaggggaagggagagaaaaaggatg(GA)899 102769427 102769525 CGAGGAAAAGGAGGGATAGA CCCTCTCCTTTCTCGTCTCTT 225

Ad03A18825 Aradu.A03 18825 c (GA)8agg(GA)7gtgaagaaagaggaaagagagagaagggagagaggagggg(GA)7ggaaggggagagagagagtgaaag(GA)9129 102769634 102769762 GAGGGAGAGAGAGATGGAGGA AAAACCAGTTTTTATGGTTCAGTTT 269

Ad03A18828 Aradu.A03 18828 p3 (AAG)5 15 102788000 102788014 AACCTTTACCCAACCCCAAG TGCAACTTCTGCTACCGTTG 220

Ad03A18830 Aradu.A03 18830 p2 (AT)10 20 102814184 102814203 GAAGATTGTGGGAACATGGG TGGGGCTAAGGTAAAGGTGA 262

Ad03A18831 Aradu.A03 18831 p2 (AT)12 24 102838619 102838642 TTTTCAAGGTGTAATGGGGC GGACAAAATTACCCCAATGCT 267

Ad03A18839 Aradu.A03 18839 p3 (TTC)6 18 102943879 102943896 AAATCTTTCCCACCCAAACC GCTTTTGTCTTCCCTTTCCC 207

Ad03A18844 Aradu.A03 18844 p2 (AG)8 16 102974122 102974137 GCATAAGGATCACAAAGTGAAGG CAGAGTGAGGCAGGAGGAAT 243

Ad03A18846 Aradu.A03 18846 p3 (ATA)7 21 102992213 102992233 TGAAATCCAGCAGCTTTTCTAT TTGTGTTGGATCGTTTTCCA 271

Ad03A18847 Aradu.A03 18847 p2 (AT)6 12 102998399 102998410 GCAACACTCCGATCGAAAAT CGCAACCGGATGTTTAGTTT 114

Ad03A18848 Aradu.A03 18848 p3 (GAA)5 15 103004375 103004389 TCCTCGAGCAAAGGAAGAAA ACCCCACCATTCAAAATTCA 154

Ad03A18852 Aradu.A03 18852 p3 (TTA)16 48 103047360 103047407 TGGACTCATTTCAATTTTACCG TTCTTCACAAGTTTCAGAAATCTAAC 225

Ad03A18855 Aradu.A03 18855 p3 (ATC)5 15 103092295 103092309 CCCAGCAGTAGAAGTCGGAG TGTTCAGGCTGATTACACCG 246

Ad03A18856 Aradu.A03 18856 p3 (AAC)6 18 103119207 103119224 CAACTAGGGATGGAGGGACA GAGGTGCTCTGTAAGGCTGG 122

Ad03A18858 Aradu.A03 18858 p2 (GT)21 42 103159910 103159951 AATGAAAGCACCCCAAATGA AGCTCATGAAAGCTGGGAAC 271

Ad03A18864 Aradu.A03 18864 p3 (ATT)6 18 103187485 103187502 CAATTCACAAAGCAAGGCAA GGGCCTTTTTGCATTATTGA 211

Ad03A18865 Aradu.A03 18865 c (AT)8(AC)7 30 103235389 103235418 CCCATTCTTCAGGCATTCTG CAGCGAAGTGTCTGTGCTTC 247

Ad03A18870 Aradu.A03 18870 p3 (ATA)13 39 103249859 103249897 CTTCATTGCAAATCCCCCTA CTTGGGGTCCTGTTCTGAAA 266

Ad03A18871 Aradu.A03 18871 p2 (TA)10 20 103250124 103250143 GGACAAATGTTCGGTTTGCT TTTTTACGGGTGGAGACCTG 211

Ad03A18872 Aradu.A03 18872 p2 (AG)6 12 103253473 103253484 TGCATCTAGCCACCTAATAATGA ACTCATTTGTTCTCTTTTCTCTCTTT 168

Ad03A18874 Aradu.A03 18874 p4 (TGTA)5 20 103264332 103264351 GGAAGTAAATCAACCGGAGTTTC TCACCGGTACAAACAAACAAA 280

Ad03A18881 Aradu.A03 18881 p2 (TA)9 18 103290996 103291013 GCCTAAACTCCTTAGGCTGTGA AGGCGGAATTACAAAGAGCA 191
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Ad03A18882 Aradu.A03 18882 p2 (TC)20 40 103294953 103294992 TAATGGAATGCTGCGTTTTG AGAGGAGAATGGAGGTGGGT 244

Ad03A18890 Aradu.A03 18890 p6 (TTAGGA)5 30 103337281 103337310 CGGCCCAGAAACACAGATTA CATGAATGTCATTAAGCCAACTT 268

Ad03A18891 Aradu.A03 18891 c (TGA)7ccatgatgataatggtggtgagttatggttcaccttgggcttctggttgattttatgggaaattctgatgatgatgttgatgaccatgatgataa(TGG)6134 103338475 103338608 GGTGGTGGTGGTAGTGGATT AGAAGCAGAACAGAAGCCCA 235

Ad03A18894 Aradu.A03 18894 p2 (AT)6 12 103347413 103347424 GAACTTCTGAACCTGGCTCG GTTATGTCAGCGGTTGCCTT 121

Ad03A18896 Aradu.A03 18896 p3 (ACA)15 45 103351582 103351626 AAGCACCAGCAGAAACAACA GCTTCTTCTTCTTCCCCCAT 258

Ad03A18899 Aradu.A03 18899 p2 (AG)6 12 103362279 103362290 TTCACATTGCCCTGATTGAG CCACCTTCTTGCACCAAAAT 250

Ad03A18900 Aradu.A03 18900 p2 (AT)7 14 103364620 103364633 TTCGAAATTAAGTTTGGTATTCCC TTGCCAACCAAAATCCAAGT 236

Ad03A18901 Aradu.A03 18901 p3 (CAA)5 15 103375818 103375832 AGAGGACAACCGCTGAGAAA AATTTACGGCTTTATGCCCC 270

Ad03A18908 Aradu.A03 18908 p2 (CT)12 24 103410477 103410500 TGAACTGAAACCACAGTTTTTATGA AAAGAAGGGGAGCGAGAGAG 260

Ad03A18909 Aradu.A03 18909 p2 (CT)8 16 103410688 103410703 CCCCTCCCTCTCTTTGTCTT GAAAGGGGAGGGGAAGAAAG 140

Ad03A18910 Aradu.A03 18910 p3 (CTC)6 18 103410907 103410924 CCCCTTTCTTTCGTTCTCCT TCCCTCTTCTCTTTCTCTTTCTCTT 255

Ad03A18911 Aradu.A03 18911 c (TC)8cctttttttctctccctcctctctctatctctcctcctcccctctttcttc(CT)7ccttctcctctttctccctctca(TC)16ttttctatcg(CT)6158 103411121 103411278 GGATAGAGAAAGAAGGGAATGAGA ACAAAAGGGGAAAGAGGGAA 279

Ad03A18912 Aradu.A03 18912 p2 (TC)6 12 103411481 103411492 TTCTTCTCTCTCTCCTTCCCTT TGCTCTTTTCCCCCTCTCTT 280

Ad03A18913 Aradu.A03 18913 p2 (GA)7 14 103411909 103411922 GGGGAAAAGAGCACAAGAAA CCCTCTCTCTCCCTATCTCCA 248

Ad03A18914 Aradu.A03 18914 c (GA)8ggaagagggataggg(GA)745 103412217 103412261 ACCACCTCCTCTTCCTCAGC ATTTCGGTGCATTCTGGTTT 245

Ad03A18915 Aradu.A03 18915 c (GA)9ggg(GA)6 33 103412395 103412427 GAGAGAGAGAGGGAGGAGGG CTGAACCAAACTGCTTTGTCAC 258

Ad03A18919 Aradu.A03 18919 c (CT)21ttctctctctttctctctctatctctctcc(CT)990 103447414 103447503 CCACCATTCAACCCAGTTTT GCAGAGCAGCATTGAGAGAA 254

Ad03A18920 Aradu.A03 18920 p2 (TA)11 22 103450086 103450107 GCAGAGGCCTGGACTGATAG ACAAATCGTCAGTGGCTCCT 280

Ad03A18923 Aradu.A03 18923 p3 (GAA)5 15 103454480 103454494 CCTCATGAAGGCACTCCTTT TCAACCTCCTGATATGCTTCC 254

Ad03A18924 Aradu.A03 18924 p3 (ATA)23 69 103456721 103456789 TGTGCTCGTAAATGTACATGTGTT TGGTGCAAATTGTGAGTTTCTT 271

Ad03A18926 Aradu.A03 18926 p2 (CG)6 12 103475695 103475706 GCTCACATTGTTTTGCGAGA TAGGGCAGGAATGGCTTAGA 196

Ad03A18927 Aradu.A03 18927 p2 (AG)9 18 103485454 103485471 CCACGTTTTGACCCAATTTT GCAACATAAAGTAATCAACAAGGG 266

Ad03A18928 Aradu.A03 18928 p3 (TTC)5 15 103498688 103498702 CCAATGTGATGAGTTGTGGC GGCTGTTGTTGGAGAAGAGG 190

Ad03A18930 Aradu.A03 18930 p3 (AGA)7 21 103511838 103511858 CCCTATCGTCTTGGGTCAAA TGCAAAGTAGGGAGGGATTG 275

Ad03A18931 Aradu.A03 18931 p2 (TC)11 22 103512141 103512162 CCTCTCTTTGCATCGCTTCT ATTGCCGCTACAAGGTCATC 258

Ad03A18932 Aradu.A03 18932 p2 (AT)11 22 103521996 103522017 GGATGATGTTGAACGACGTG TGCCCTCGAAAATTCAAATC 117

Ad03A18933 Aradu.A03 18933 p2 (AT)7 14 103527444 103527457 CCCCTGGCAGAAAATGACT CGAAGCTCGATTTATTGGGA 143

Ad03A18935 Aradu.A03 18935 p2 (TC)6 12 103539382 103539393 TACTATCCCGAGAGGCGAGA AAAAGGCCAAACCAAACAAA 237

Ad03A18936 Aradu.A03 18936 p2 (TC)7 14 103550669 103550682 ACATTCCCAGTGACCCAAAG CTACCACCAAAAGCCTGCAT 239

Ad03A18937 Aradu.A03 18937 p2 (GA)8 16 103580060 103580075 CAAGGGGAGAGAGAGGGTTC CCTAACCACTTTGTCACTTCCA 182

Ad03A18938 Aradu.A03 18938 p2 (TA)6 12 103593227 103593238 TGCTTGCTCATAATTTCTGCC TGTATAGCAGGCCTCTTTTATTTTT 280

Ad03A18939 Aradu.A03 18939 p3 (GAA)5 15 103593920 103593934 TCGGCTGCTTCTTCTTCTTC CCTTCTTCTTGCTGCACGTT 179

Ad03A18940 Aradu.A03 18940 p3 (GAA)5 15 103594170 103594184 AACGTGCAGCAAGAAGAAGG AAACGCGATGCAAGGTTTAC 251

Ad03A18950 Aradu.A03 18950 p2 (GA)7 14 103660954 103660967 CCCTCGAGCAAAAGAAGAAA CTTTCCCATAAACCCCACCT 127
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Ad03A18952 Aradu.A03 18952 p3 (TTC)6 18 103676715 103676732 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 187

Ad03A18957 Aradu.A03 18957 p5 (TTATC)5 25 103701563 103701587 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ad03A18958 Aradu.A03 18958 p5 (TTATC)5 25 103711091 103711115 CCTGGGTGCTCCAGTGTATT GGAACACAACCCAAATCCAG 168

Ad03A18961 Aradu.A03 18961 p3 (TCT)6 18 103729858 103729875 CACCTCAATTCCTCTTCCCA TAAAATATTGCTCGCCCTCG 202

Ad03A18963 Aradu.A03 18963 p2 (TC)14 28 103765655 103765682 TCCTTCAATTCATTCTCCCG AACCTGACACATCCGGTAGC 240

Ad03A18964 Aradu.A03 18964 p2 (TA)14 28 103771461 103771488 AGGTGACTTGGAGGAACAGG AGCAAAACCGCAAAAAGAAA 247

Ad03A18966 Aradu.A03 18966 p3 (ATC)6 18 103776750 103776767 GGGCTACAGTTTTTGTTGATTC TGCATGTTATTTTTAGATGGCA 269

Ad03A18967 Aradu.A03 18967 p2 (TA)6 12 103778739 103778750 AAATGCAATGACATGGACGA CCATTCGTTGAAAACGTTGA 157

Ad03A18968 Aradu.A03 18968 c (A)14ctgttaattacttaacctttagaaaatataattttctcaaagaatagcctttcaaaacaccgttatatatt(A)1398 103779238 103779335 TTACCAAATATTGCCGCTCC GAGGGCCATGGATTCACTC 246

Ad03A18969 Aradu.A03 18969 c (ATTC)5attactaataactaaacttcatta(TTC)868 103780088 103780155 CCAATGGTTGCACTGTGTATG TCTGTACCCTTCCCATCGTC 279

Ad03A18970 Aradu.A03 18970 p3 (GAA)6 18 103780310 103780327 GACGATGGGAAGGGTACAGA CACCCTACCCTTATTTCGCA 145

Ad03A18971 Aradu.A03 18971 p3 (AAT)19 57 103785848 103785904 AAACAACAAAATTTAGAAGGAAGAATG GAGATACGCCTCTGCTCACA 272

Ad03A18973 Aradu.A03 18973 p3 (AAT)6 18 103830689 103830706 AACTGAAGTAGGAGCACCGC TGACATCTATATGCGGCCAG 271

Ad03A18974 Aradu.A03 18974 p3 (TTA)5 15 103836158 103836172 TCATCTGCATGTCCATTGGT TTTCTTGCTTCATGGACAGGT 245

Ad03A18975 Aradu.A03 18975 p2 (AG)10 20 103837297 103837316 AAATGACCGTTACGGACGAC CGTGCTGAGTGTCGAGAGAG 276

Ad03A18977 Aradu.A03 18977 p3 (TTA)6 18 103844311 103844328 CATACATTGGGAGCCACTGA TGACAAATTGAATGAATTGAAAA 235

Ad03A18978 Aradu.A03 18978 p3 (TGT)5 15 103845328 103845342 TGATTGTCTGCGCCAATAGA GCAAAGCGAAGAATGGAGAA 152

Ad03A18979 Aradu.A03 18979 p2 (TA)6 12 103846910 103846921 CAATCAGTGAATCGAGGGCT TTCTTTAAGAGGCGCTTCCA 216

Ad03A18980 Aradu.A03 18980 p2 (AC)6 12 103868892 103868903 ACAATCGATCCATCCCTCAG TGAACGTCTCACGCTTTTGT 228

Ad03A18981 Aradu.A03 18981 p2 (CT)6 12 103871479 103871490 CGAAAGGTGGAGGTGAAAAA AAACGGACCAAAAACGCTAA 177

Ad03A18982 Aradu.A03 18982 p2 (TA)9 18 103878996 103879013 ATTTTCTCCCCTCTCCTCGT GCTCAACCAACGTCCAACTT 272

Ad03A18983 Aradu.A03 18983 p2 (TA)6 12 103884492 103884503 TCTCGCGTGACTCTCTGTTC CCAAAAGTGCTAGGTGGGAG 262

Ad03A18984 Aradu.A03 18984 p2 (CT)6 12 103892678 103892689 AGCATGCTTTGATTTGGGTG AAGTTACAAGCGAAGCCCAA 245

Ad03A18985 Aradu.A03 18985 p3 (TCA)7 21 103895346 103895366 GCTAAATCCCCATTTTAATAGTTTGA GTTATGTTACCACCGCCCAT 163

Ad03A18991 Aradu.A03 18991 p2 (TA)6 12 103916029 103916040 AAATTAGATTTGATGCTTGATTGAAA GGCACACATATCAATTTATTAGGGA 170

Ad03A18993 Aradu.A03 18993 p3 (TTC)5 15 103920845 103920859 CCATCATCTGCAAACACCAC TGTGATTTTATGGCCCGATT 276

Ad03A18997 Aradu.A03 18997 p2 (AC)11 22 103927328 103927349 GTTCCTAACTCAGTCCGCGA TGTTGTTTTTCAGACGCAGG 263

Ad03A18998 Aradu.A03 18998 p3 (TAC)5 15 103944142 103944156 ATTGCTGCCACCACACATAA CAACAGGTTGCTGAGTTCCA 274

Ad03A19000 Aradu.A03 19000 c (AC)13(AT)7g(TA)755 103954118 103954172 AGCTCCTAACTCAGCTTGCG GAAGCGAAGTGGTTACTGGG 245

Ad03A19003 Aradu.A03 19003 p2 (TA)8 16 103968911 103968926 GATTGCGCATATGGGTTTTT ATGGCGCATCACAATATCAA 210

Ad03A19004 Aradu.A03 19004 p2 (TA)9 18 103972535 103972552 TCAAAAGTTCTTTACCGTTTCCA CAACTGGTAGTGGCGGATCT 142

Ad03A19005 Aradu.A03 19005 p4 (ATAG)5 20 103991405 103991424 TGCAAAATGGTAGGTTTTGG CCAACAAGGATCCCACAAAT 230

Ad03A19014 Aradu.A03 19014 p2 (AG)6 12 104033363 104033374 CCAACAATTAAGGAAAGAAGCC AATTCTAGGGAGAGAGGCCG 258

Ad03A19015 Aradu.A03 19015 p2 (AT)11 22 104046064 104046085 TGAAGCAAGAAAAAGCAGCA TGCTCAAAGCCTTGGATCTT 225
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Ad03A19017 Aradu.A03 19017 p3 (AGA)6 18 104056662 104056679 CCCTTGACTCAGAGGTGGAA ATCCATCATCTCTTGCCCAC 258

Ad03A19019 Aradu.A03 19019 p3 (TTG)10 30 104071624 104071653 TTGCCTTGAGGGTATGTTCC CATTTTGACGCGACTTGCTA 273

Ad03A19021 Aradu.A03 19021 p2 (TG)6 12 104077899 104077910 CATGCGTAAGATGCTCAGGA ATCAAATGGGTGGTGTCGTT 177

Ad03A19022 Aradu.A03 19022 p2 (AG)6 12 104090309 104090320 TTTCTGGGCTGTTTTTGACC TCCTAAAACCTAAGAGAGATGAGAGA 158

Ad03A19029 Aradu.A03 19029 p2 (CT)8 16 104147926 104147941 TCCCTCCTTATTTCTTCCTTCTC TTGCAACAATCCACAAGCAT 261

Ad03A19034 Aradu.A03 19034 p2 (CT)6 12 104192160 104192171 TTTGACAATACGCAAAACGC GGAACCAAGGAAGCATTGAA 204

Ad03A19035 Aradu.A03 19035 p3 (TGT)6 18 104193129 104193146 TCGTGGCATTACACGTTCTG CAATTCGGGGATCATACACA 228

Ad03A19036 Aradu.A03 19036 p2 (TA)6 12 104196378 104196389 TGTCCGTTAGAGTAAGGGTGC CAGAGGAGTGGTTTGGTGGT 222

Ad03A19037 Aradu.A03 19037 p3 (ATA)5 15 104199159 104199173 CCGTGCCGAGGTTATATTGT TTTTCCCCACAATACTTTATGGTT 199

Ad03A19040 Aradu.A03 19040 p2 (AT)8 16 104203353 104203368 TTTTAAAAACAAGAGAGAGAAAGAAAG TGAACAAAGATGGTTGGGTG 167

Ad03A19042 Aradu.A03 19042 p2 (GA)6 12 104208083 104208094 ACCCAAAAGCAACGTTCATC GGACTTGCAGAGAGTTGGGA 237

Ad03A19049 Aradu.A03 19049 c (TA)6aatattattgagctaattattttaatactagagttcttctatttatacatctttattttatatcttttatttattttacaacaaatag(T)12112 104231568 104231679 ACGAATGCAATTCTCGCTCT CCAACCATGCAACACATCAT 250

Ad03A19052 Aradu.A03 19052 p3 (AAG)5 15 104243343 104243357 TATATGATGCCTTGGGAGGG AGAAGCTCGTGCCTCTTCCT 123

Ad03A19053 Aradu.A03 19053 p2 (AT)7 14 104244710 104244723 GAGTCCTTAGACAAAGGTTTTATTTTT TCGTAAAACCACTTTTAATTATCAAC 280

Ad03A19055 Aradu.A03 19055 p2 (CT)11 22 104246002 104246023 TTTTCTCTTTTCTCCCCCTGA GGTGGAATAACCTCGCCTTA 149

Ad03A19056 Aradu.A03 19056 p2 (AT)6 12 104249486 104249497 ACAAGCCACCAAAGCTCAAC AGAATTCTGCATTTTTGGGG 211

Ad03A19058 Aradu.A03 19058 c (A)11gaagaaaatggcg(A)1034 104279880 104279913 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 224

Ad03A19060 Aradu.A03 19060 p2 (TC)6 12 104284893 104284904 CGCGTCATTAAGAACATTCG AGATGATTCGCCTCCCTTTT 256

Ad03A19061 Aradu.A03 19061 p2 (TC)7 14 104290243 104290256 CACGGTCCCTACCAACAAAC AGGAAGAAACAGGGGCAGAT 136

Ad03A19064 Aradu.A03 19064 p5 (AAAAT)5 25 104311530 104311554 TTGAGCACCACTGTCTGGAG TTGAGCCTAGCCGTGACTTT 164

Ad03A19065 Aradu.A03 19065 p3 (GAT)14 42 104313764 104313805 TCTCTTCTTCTTCTTTGTTTGGC CTTCTTCTCGCTCCTCCTCA 201

Ad03A19066 Aradu.A03 19066 p3 (GGT)5 15 104314263 104314277 TCGAACCACACCTCTGATTG CGCGTACGCTCTTCTCTTTT 221

Ad03A19069 Aradu.A03 19069 p2 (AT)11 22 104321790 104321811 CGCAATGGCATCATACAAAC TCCAGTATTCGTCCTTTCCG 254

Ad03A19072 Aradu.A03 19072 p2 (CT)7 14 104339211 104339224 TTACCGTCGGATTTACAGGC GAGAGAGTAGGAGGCGGGAT 205

Ad03A19073 Aradu.A03 19073 p2 (CT)8 16 104339326 104339341 ATCCCGCCTCCTACTCTCTC CTGGAGGCAGAGAAAGCAAC 217

Ad03A19074 Aradu.A03 19074 p2 (TA)9 18 104343911 104343928 TTGTGTCCCTTTGGGTTTTC AAAAGCGCAACACTCCAATC 209

Ad03A19075 Aradu.A03 19075 p2 (AC)8 16 104349193 104349208 ACCAAGATTGGACTGAACGG ACACGTAGATGCAAACGGTG 247

Ad03A19078 Aradu.A03 19078 p2 (TC)8 16 104377339 104377354 GACTTGCTAAGACGGGCTTG GAGAGGGCAGATCGAGTGAG 265

Ad03A19080 Aradu.A03 19080 p2 (AT)9 18 104383752 104383769 TGAGTTTGGTTCATATTTAGATTGATT CATTCACGGGTTTTAAGGTG 216

Ad03A19083 Aradu.A03 19083 p3 (TTG)8 24 104402593 104402616 AAGGCGGAAGGTAGAGGAAG TTTGACATCTATATTTTTGTATTGCAT 249

Ad03A19084 Aradu.A03 19084 p2 (TA)6 12 104403096 104403107 TGTTTGGGTCGATAAGCAGA TCATGCATTTTGGTGACGTT 161

Ad03A19085 Aradu.A03 19085 p2 (CT)6 12 104415722 104415733 TCACATCCAACATGGGAAAA TGGGAAATCCATCCATTCAT 263

Ad03A19090 Aradu.A03 19090 p2 (GA)8 16 104427550 104427565 CGATTAGTAAGGCCCAGCC GCGAGCTGCTACGTTCTTCT 270

Ad03A19091 Aradu.A03 19091 c (AG)8at(AG)10 38 104435953 104435990 TCGTCACAAATGCAGAGACTG GACTTGACAGTGAGGCACGA 263
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Ad03A19092 Aradu.A03 19092 p2 (AG)8 16 104436153 104436168 TCGTGCCTCACTGTCAAGTC TGACGGAATCTGCTTAGCCT 165

Ad03A19099 Aradu.A03 19099 p3 (AGA)13 39 104515281 104515319 TTAGAATGTTGCTCGCCCTC CTTGGCCGAAACATACACCT 116

Ad03A19101 Aradu.A03 19101 p3 (TTG)5 15 104529699 104529713 GAGGGAGGCCAAGAAAAACT CCCAACCGTCACATACCTCT 223

Ad03A19104 Aradu.A03 19104 p2 (AG)11 22 104535079 104535100 TTGCGGATTTATGCAGACAG CCCACCTTTTTGAGTTTCCA 111

Ad03A19107 Aradu.A03 19107 c* (ATA)12(A)10* 45 104537055 104537099 TCTCATGTTTGACCGCCATA AATTGCCTCCCTCCCATAAC 279

Ad03A19110 Aradu.A03 19110 p2 (TC)6 12 104576239 104576250 TTCTCTCACCATCACCCACA AGGGAGGTGGAGAGAAGTGG 147

Ad03A19114 Aradu.A03 19114 p2 (AT)8 16 104631779 104631794 GCACCACTCTGATAGCTCTGG CTTTTCAGGAAACGGACGAA 280

Ad03A19115 Aradu.A03 19115 p2 (TA)10 20 104636934 104636953 GAAAGAGACAAAAATCTTCCTTTGA TCGTCTTTGATTCGGTATAACCT 241

Ad03A19116 Aradu.A03 19116 p2 (AT)10 20 104637669 104637688 AATCCGCAATTCGCATTATC AAAACAGTGCCAAAAAGCGT 265

Ad03A19119 Aradu.A03 19119 p2 (AT)6 12 104695803 104695814 GGTTGTAATGGGGCTAGGGT TCATGCATTGAATGTAAAACCA 265

Ad03A19123 Aradu.A03 19123 p2 (AT)6 12 104724165 104724176 AATTCCAACACATATGAACATGC TGATCTTACGAGCCAATTTTGTT 236

Ad03A19124 Aradu.A03 19124 p2 (TA)8 16 104724887 104724902 TCTTTGGCCATTTTGCAAGT CTTTGCTTGATGCCAATTCA 212

Ad03A19127 Aradu.A03 19127 p5 (TTTAT)6 30 104727707 104727736 TTCTATTTTCACCATTTTTATTTGGA CCGTACGTAAGAGAGCAACG 241

Ad03A19129 Aradu.A03 19129 c (T)11cgcatatactctc(T)1034 104743299 104743332 CCCTCCTATCCAATGCTCAA AAAGCAGTGAAAAGCTTGCAG 153

Ad03A19131 Aradu.A03 19131 p3 (CAA)5 15 104783597 104783611 ATCATTCCCACAGAACCGAG CCCGCTTTTCCGTAATTGTA 219

Ad03A19133 Aradu.A03 19133 p5 (TTTAT)5 25 104832812 104832836 TCCGACCTCCCTAGTCATTG TGAATCAAGGGATGCTGATG 195

Ad03A19134 Aradu.A03 19134 p3 (ATA)20 60 104841530 104841589 GGCCAATTAGAAACATTCACG TTTGTGGATTGGTGTTGAAAA 233

Ad03A19135 Aradu.A03 19135 p2 (TA)7 14 104847241 104847254 GATATGAGCCGAATGGCTGT TTTCATGCATCACCAACTCG 279

Ad03A19139 Aradu.A03 19139 p2 (TA)12 24 104874565 104874588 TTCATACAAATGGCCATCAAA TGGCAATCATGAAGGATGAA 254

Ad03A19140 Aradu.A03 19140 c (TA)8ttggaatcattagatattatataattcacc(TAA)1385 104876979 104877063 TCATAATGGTGCCACGTGAT CGAAGCCTAGGGAAGAGGTT 277

Ad03A19142 Aradu.A03 19142 p3 (AAT)7 21 104879801 104879821 TGAAAACTCTTTTGAAAAACACCA TGTTGCTTCTGCGTTCACTT 122

Ad03A19144 Aradu.A03 19144 p3 (AGC)7 21 104882723 104882743 AAGGTGATGGCGACAAAGAC GCATTGGGGTTCTCATCACT 259

Ad03A19146 Aradu.A03 19146 p2 (CA)11 22 104887859 104887880 TAAATCCGTCCCTACCCACC ATTCTGAATCTGACACCGCC 131

Ad03A19147 Aradu.A03 19147 c (CA)10gatatataattttttggggattaggtcattaggcttcagatgtcatcgtcact(CA)787 104887983 104888069 ACACACACATCTCAGAGCGG TGACGATGACATCTGAAGCC 249

Ad03A19150 Aradu.A03 19150 p2 (GA)6 12 104900642 104900653 AAAATCAATAAGCGCAGCGT ATTATGAAAAATGCGCGACC 224

Ad03A19152 Aradu.A03 19152 c (T)10ctggccaaaacaaccgtcgttttaggttttatag(A)1054 104910521 104910574 TTGAATCGTCTGGTTGTGGA TCGTTGAGGGGATTGGTTAG 193

Ad03A19156 Aradu.A03 19156 c (AG)6aaagagagtgtgtt(AG)6aa(AG)1468 104916367 104916434 AATTTCTCAGCGGCAAAAGA ATTCGATGCTAAATCCGACG 154

Ad03A19157 Aradu.A03 19157 p2 (AG)17 34 104920329 104920362 CCGGCAAGGTTTATGTTGTC CGAAGGTCTGCTTCTCTCGT 207

Ad03A19158 Aradu.A03 19158 c (GA)6aatagggagggtccaatatatgttctgcttcagc(TAT)561 104920566 104920626 TATCTGCTGATGATGGCTGC TGAAGGCACGGTTCATTGTA 209

Ad03A19169 Aradu.A03 19169 p2 (TG)6 12 104964742 104964753 CATCTTGGATCTCCCGATGT TGATTGCCGCGTTATTTACA 241

Ad03A19171 Aradu.A03 19171 c (A)12ccaatttgaattttttttagcaccgnnnnnnnnnnnnnnnnnnnnnttgacacaggggcctcgttgtcctttcgaggtaattgtcaaggaccgggttgga(T)10122 104969244 104969365 CACCCAATCCGACTCTTGAT TCGAAAGATAATGAGGCCCTT 195

Ad03A19173 Aradu.A03 19173 p2 (CT)27 54 104970725 104970778 ATGGTAACATTTGGCGGAAA CCAGAGGTGTGAGCAGATGA 191

Ad03A19174 Aradu.A03 19174 p2 (CT)6 12 104990115 104990126 CCTTCCATTGCTTTTGTTCC AGAGGAGGAGCGAGAAAAGG 277

Ad03A19175 Aradu.A03 19175 p2 (TC)11 22 104990401 104990422 TTCTCTCTCCCCTCCTCTCC GAGAGAAAGAGGACAAAGTGGG 144
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Ad03A19176 Aradu.A03 19176 p2 (AG)9 18 104990684 104990701 TTTCTCCTCCTCTGTCTTCTCC ATCCTTCTCTCTCTCCCCCA 258

Ad03A19177 Aradu.A03 19177 p2 (TC)9 18 104991304 104991321 TCCTTCTCTCTTCCCATGCT GAAAGAGGACAAAGAGGGAGAA 148

Ad03A19179 Aradu.A03 19179 p5 (TTTTA)8 40 105000599 105000638 TTTCTTTGCCTTTAATTCGACA GCCATTTTTGTCACAGTCCA 258

Ad03A19181 Aradu.A03 19181 p4 (AATA)5 20 105036286 105036305 GAAACTGTGGGAACATGGGT TTGGGGTAATTTTGTCCCCT 202

Ad03A19183 Aradu.A03 19183 p3 (AAT)5 15 105060120 105060134 CCCACGGAGATTGTTGGTAT TTGACAATGGTGATGCCCTA 271

Ad03A19184 Aradu.A03 19184 c (CTT)5tttcagtgcctgagagcagagaccagacggagtcatggtcatggagagaggcagagagctaccggagagcagagctgctgttgctt(CTC)7122 105065524 105065645 CCCAAACCTTCAGAGAACCA ACTTGCCGGTTAGTTTGTGG 216

Ad03A19186 Aradu.A03 19186 c (AT)6ttcctattttgcttatattttaattttgtttctgttacaagtttagtttctaagattgaaaatatttaatcttaaatt(A)10100 105072857 105072956 TTTCGTGCAAGGATAGGGTG AAAAAGCACGCATAATTGGTT 280

Ad03A19187 Aradu.A03 19187 c (TC)7ttccatttttctctctctttttctctttcttt(TC)760 105093384 105093443 TGAAATCCCTTCCATTGCTT GGGGAAGAAAGAGGGAAATG 279

Ad03A19188 Aradu.A03 19188 c (GA)6aaaaaaagaa(AG)8ggggaaggaaag(GA)662 105093924 105093985 AGGAAGTGAGGAACAGGAGG TCTCTCTCTCCCCTATCCTTCC 157

Ad03A19189 Aradu.A03 19189 c (GA)15agggagagaaagagagagaggggggaaggaagggggagagagagggagaggggagagaaataggggagaaaaga(AG)9122 105094405 105094526 GTGGAGAAAGAGGGAAAGGG CCGGTTAACTAAAACCAAAAGC 229

Ad03A19191 Aradu.A03 19191 p2 (GT)6 12 105109222 105109233 AAACATGGGACATTGGTTGG TTCACTTTGGGGCATTTTGT 165

Ad03A19192 Aradu.A03 19192 p2 (AT)9 18 105124725 105124742 TGCATGCATGTACGGAAAAC TGCTTGTCCTCAAGCAAAGA 263

Ad03A19193 Aradu.A03 19193 p2 (GC)6 12 105128377 105128388 TGGAACAACAACGATCAATCA TTGACGAAACGTAATGGAGTTG 253

Ad03A19194 Aradu.A03 19194 c (A)15gagtttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcccattttcatttagtttttgtagcatgttttcg(T)11119 105131709 105131827 TACGCGTCCTTCGACCAATA CAGGTCACAAAGCACCAAGA 263

Ad03A19195 Aradu.A03 19195 c (A)10gaaataaaagttaaaaaaaag(A)1041 105133251 105133291 AGTGGGAAGACTTTGGGACA GGGCATTTTGTCCCCTTTAT 257

Ad03A19199 Aradu.A03 19199 c (GAG)7aagaagcaacagtagctctgctctccgatagctctctgcctctctccgtgaccatgactccgtctggtctctactctcaagcact(GAA)6124 105166168 105166291 ATAAATTTCGCACCACTCGG CCCAAACCTTCAGAGAACCA 191

Ad03A19206 Aradu.A03 19206 p3 (TAA)7 21 105198538 105198558 CCAAACCATTAAACAAGTCGG AGATATGACTAGAGAATACAAAACGGT 280

Ad03A19212 Aradu.A03 19212 p3 (AAT)10 30 105302504 105302533 ATAGCGGAGCTGGGGTATTT GTCAATGCAGATCGAATCCA 265

Ad03A19213 Aradu.A03 19213 p2 (AC)6 12 105311934 105311945 GGGCTTAGGTAAGGGTGAGG ATAGGGGAATGAAAGCACCC 244

Ad03A19214 Aradu.A03 19214 p3 (ATT)8 24 105312112 105312135 GGGTGCTTTCATTCCCCTAT GGAAAACTATGGGAACTCGG 171

Ad03A19215 Aradu.A03 19215 p2 (TA)9 18 105314029 105314046 AAGGAGTGAAGGCAAAATGG GAGGGCTCAACTGCTCATTC 219

Ad03A19217 Aradu.A03 19217 p2 (AT)9 18 105327472 105327489 TTCAATCAAACCAACTGCTCAT GCCATCTCTGGCATTGATTA 280

Ad03A19219 Aradu.A03 19219 p3 (TTC)5 15 105371234 105371248 CATCAGCGTAGCGCAACTTA GGGATGATGGAGAATGTGAGA 186

Ad03A19220 Aradu.A03 19220 p3 (AAT)6 18 105373919 105373936 TGTGGGGAAACTATGGGAAC CATTTGGGGTGCTTTCATTC 178

Ad03A19221 Aradu.A03 19221 p2 (CT)15 30 105381667 105381696 GATAGGGAAGATGCTCACGC CGACTGGCAAAGACGTTACA 176

Ad03A19225 Aradu.A03 19225 p4 (TTTC)5 20 105424887 105424906 TCCATCTCCTCTTCGCTTGT ACAAAGTATCGAGCCCCTCC 269

Ad03A19227 Aradu.A03 19227 p2 (CT)6 12 105446356 105446367 GGAACATTTAACCTAGAATTGGGA GGGCGATTTATGGGCTATTT 221

Ad03A19229 Aradu.A03 19229 p2 (TA)7 14 105458193 105458206 TGGGTCCAATATTCACGTTG TTTGTTGATTGTTGGCATGTT 233

Ad03A19232 Aradu.A03 19232 p3 (TCG)5 15 105480722 105480736 GGCAGCTTGAAGCACTAGGT ATTTACCGATTTGCCACTGC 246

Ad03A19234 Aradu.A03 19234 p2 (GA)9 18 105485422 105485439 TCCTCTTTGTCCCATTCGTC AAGTAGAACACGCAGCACCC 240

Ad03A19238 Aradu.A03 19238 p3 (TCA)5 15 105506608 105506622 TCCTCTTCCTCCTCATTCTCA CAAATGAACAAAAATGTTTCCTG 270

Ad03A19245 Aradu.A03 19245 p4 (TTTA)7 28 105529891 105529918 TGCAATGAATGAAAATATGCAA GCACCCTGTTTTTCTCCTTTC 259

Ad03A19250 Aradu.A03 19250 c (AAAT)5aa(AAAT)542 105580564 105580605 TGGAGAAACCATGGGAACAT TTGGGGTAATTTTGTCCCCT 258

Ad03A19252 Aradu.A03 19252 p2 (GT)11 22 105600880 105600901 CCCATATGGTCAACCCTTACA CCACAAATTCTCCCCACACT 195
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Ad03A19253 Aradu.A03 19253 p2 (TG)6 12 105607884 105607895 CAGATTACCAATCCCAGCGT TTTCTGGTTTGCACACTGCT 236

Ad03A19254 Aradu.A03 19254 c (CACG)5catgcacgcacacacac(AT)649 105608611 105608659 CCTCAACCATATCCACTCCA TTCATCCCCAATTTCTGTGG 280

Ad03A19257 Aradu.A03 19257 p2 (TA)6 12 105613280 105613291 CGCAACTCGAAAGTGCAATA AGCCGGATTTTGAGTCTTGA 120

Ad03A19258 Aradu.A03 19258 p2 (TA)6 12 105621504 105621515 AAAGCGCAATATTCCAATCG TTGTGTCCCTTTGGGTTTTC 193

Ad03A19259 Aradu.A03 19259 c (CTT)5tttcgtt(ATC)846 105624926 105624971 TTCTCCTCCCTCCTCATCTT CCTCTTCCAAGTAATTTTGTAGCA 217

Ad03A19261 Aradu.A03 19261 p3 (TGA)6 18 105627037 105627054 AATCCAACCTAATCCCTGCC CAAGGCCAGTGGCTGTTTAT 108

Ad03A19263 Aradu.A03 19263 c (A)18cactcaattcaatttttaataaattttttttgggattaatgagctcctatgt(A)10tattga(T)1096 105627772 105627867 GCCCGTTGGAGATGTTCTTA CCTGAACTTTACTTTTATGGGACTG 274

Ad03A19264 Aradu.A03 19264 p3 (TAA)12 36 105628241 105628276 GCCGTTTGGATTAGATCAGC AGCAAATTGTATTGGATGGGA 274

Ad03A19266 Aradu.A03 19266 p3 (AGA)5 15 105631007 105631021 ATTGGCGATGACGATTTGAT GACGTTGACTTGTTCTGCGA 214

Ad03A19267 Aradu.A03 19267 p2 (AT)6 12 105631736 105631747 TTATTTTGTCCGCTCTCGCT CACAGTGGTTGCTTTTGGTG 232

Ad03A19269 Aradu.A03 19269 p2 (TA)9 18 105634864 105634881 ACGGATGGGTCGTGTATTGT ACACTTGCCTACCATCCAGC 119

Ad03A19271 Aradu.A03 19271 p3 (TTC)6 18 105647878 105647895 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad03A19274 Aradu.A03 19274 c (T)10cgaaa(T)10 25 105657361 105657385 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATATTGGCTC 230

Ad03A19277 Aradu.A03 19277 p3 (AGA)5 15 105714296 105714310 AGCAATTGCCTTCCCTTTCT CTTGGCCGAAACCTACACAT 193

Ad03A19278 Aradu.A03 19278 c (AG)13gtt(GA)7 43 105720613 105720655 GCTGCTCAAACCAGTGTCAA TACCCCACTCAGTGTTTCCC 203

Ad03A19282 Aradu.A03 19282 c (A)10tttcagatttttatttttaaaattttttatcttatcttatcttagttttaaatttcaaaactcaaatctttttc(A)1094 105746109 105746202 GGGAATTACAAACGTGTGCC TTTTGCAACAAGATAAGATTTTGAA 242

Ad03A19283 Aradu.A03 19283 p2 (AG)6 12 105751797 105751808 GCCCGGAGAACACAGATTAG ATTCATAAGCCAAATGGGCA 279

Ad03A19286 Aradu.A03 19286 p3 (CAT)5 15 105796542 105796556 GCACTGCGTCTACTGTTCCA GGAGCTTGACCTTTCCCTTT 220

Ad03A19288 Aradu.A03 19288 p3 (TTC)5 15 105810735 105810749 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 185

Ad03A19289 Aradu.A03 19289 p3 (AAG)5 15 105819256 105819270 GAAGGAAGCCTTTGGGAAAC GTTATTGGGCCCGTTATTCC 187

Ad03A19302 Aradu.A03 19302 p3 (GTT)6 18 105923017 105923034 CAGAGGCGTAAACAGAGAGGA GGCCTCAAGTGTCAACTTTCA 203

Ad03A19303 Aradu.A03 19303 p3 (TTA)13 39 105925805 105925843 TGGGAGAAGTATTGGAGGCA AGAAACGGAAATCCATGTGC 220

Ad03A19305 Aradu.A03 19305 p3 (GAG)7 21 105929989 105930009 GCGAAGAAGAAAAAGGAGGA ACATGCAGGAGCGTCTTCTT 228

Ad03A19306 Aradu.A03 19306 p3 (GAG)6 18 105930127 105930144 GAGGAGGAGGAGGAGGAGAA ACATGCAGGAGCGTCTTCTT 195

Ad03A19308 Aradu.A03 19308 p3 (ACA)7 21 105935609 105935629 ACACGATACAGGACACACCG CCACATAGTGGGACAAGGCT 108

Ad03A19309 Aradu.A03 19309 p2 (GA)6 12 105936536 105936547 CCAAATCCAACCCTAACCCT TCCCTCTCTCTTCTCCGTGA 234

Ad03A19310 Aradu.A03 19310 p3 (ATA)5 15 105940323 105940337 CAAAAACAAAATTAATTAGGTGCAA TTTTGGACAATAAACTAATCCTCAA 227

Ad03A19312 Aradu.A03 19312 p2 (AC)8 16 105961065 105961080 GGGCTAAGGTAAGGGTGAGG TGGGTAGCTGGGTGTGATTT 137

Ad03A19313 Aradu.A03 19313 p4 (GAAA)7 28 105962136 105962163 CTGCTGCTGGGAAAAGAAAG TTCTCTCTGCGTGACTCCCT 272

Ad03A19314 Aradu.A03 19314 p2 (AG)10 20 105962402 105962421 AGGGAGTCACGCAGAGAGAA CTTCTTAACGGCGACTGGAC 235

Ad03A19315 Aradu.A03 19315 p2 (AT)8 16 105966437 105966452 TTTGTCCCTTCTGGAGGTTG AAGCTAAGGCCGGCTAGAGT 177

Ad03A19320 Aradu.A03 19320 p2 (AT)6 12 106002393 106002404 TGAGTGTATTCGCATTTCGC GCATTCCTCTTAAAAATACATTAATTC 240

Ad03A19322 Aradu.A03 19322 p2 (CT)21 42 106006509 106006550 GGGTGATTGGACTTTTGCTT ACTTAGACGACCCGATGCAC 249

Ad03A19323 Aradu.A03 19323 p2 (GA)6 12 106010920 106010931 CTTCCTCAATGGTTGGTGGT TGGGAAGGCCTTGATAGATG 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A19326 Aradu.A03 19326 p3 (ATC)5 15 106030544 106030558 TTGTGACTAGTTGAGGCCGA GCACAAGAAAGGGCCTATGA 117

Ad03A19329 Aradu.A03 19329 p3 (AGA)6 18 106038687 106038704 CTAGAGGTTTCTCCGGCCTT CCCTAAATGACTGAACCCCA 264

Ad03A19332 Aradu.A03 19332 p3 (TAT)5 15 106054297 106054311 GACAAATCAAAATATGTCATCCGA AGATTAAAAAGATAAACGGTGAAAAT 256

Ad03A19339 Aradu.A03 19339 p3 (AAT)6 18 106062617 106062634 ACGAAAATTGAACTGGTGGG CACGTAAAGTTGACTACGCCTG 227

Ad03A19341 Aradu.A03 19341 p2 (GA)6 12 106064093 106064104 GAATTTTGAGTTTGACTGAGGGA CGACACCAATCATGCTCTTG 259

Ad03A19344 Aradu.A03 19344 p2 (CT)10 20 106079114 106079133 GCTTCGTACCTCCGCTATTG TAGAGTGCAGGGAGGACGAT 216

Ad03A19346 Aradu.A03 19346 p2 (TA)6 12 106095455 106095466 GCGAAAAAGGGGCTAAGATT AAGGACAAGTGAAAAACACCG 245

Ad03A19352 Aradu.A03 19352 p3 (ATA)19 57 106104877 106104933 TGGTGTGAGATTTCATCCAATG GCTCGGTCCAAGATTCCTAT 280

Ad03A19356 Aradu.A03 19356 c (T)10attcttccttcttcaatgtcttgttgttcttcttt(TTC)560 106128455 106128514 TGATGTCGCTACCACCATTC TCAACATAGCACACAAATTCACA 264

Ad03A19362 Aradu.A03 19362 p2 (CT)6 12 106151033 106151044 GCTATAAAGTGGGGGAATGC GGCAACAGGAAAATCCAAAT 278

Ad03A19363 Aradu.A03 19363 p2 (AG)9 18 106152564 106152581 CCAATTGGGCAACATCAGTT CCCAAATCCAAGTCCAGAAA 279

Ad03A19364 Aradu.A03 19364 p2 (TA)6 12 106153914 106153925 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAGAGTGGG 196

Ad03A19365 Aradu.A03 19365 p2 (AG)6 12 106157141 106157152 AAAGAACCTGGAATTGAGAGTCA TTTTGACCCAGTTTTCAGCC 195

Ad03A19366 Aradu.A03 19366 p3 (CTT)5 15 106161422 106161436 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad03A19367 Aradu.A03 19367 p2 (AG)6 12 106162978 106162989 CAATTGGGCAACATCAATCA CCCAAATCCAAGTCCAGAAA 270

Ad03A19368 Aradu.A03 19368 p2 (CT)6 12 106164581 106164592 GAATCATAACTGGGCGGAGA GCAGAATTAGGGAAGAGGGG 224

Ad03A19369 Aradu.A03 19369 c (GT)6ctagggtagagggggggtgca(GCT)548 106164756 106164803 CCCTCTTCCCTAATTCTGCC AAACCCTAACCCATTGACCC 182

Ad03A19370 Aradu.A03 19370 p5 (AAGAT)5 25 106173288 106173312 AACACGACCCAAATCCAGAG GTACCTGCAAAGGACTCCGA 244

Ad03A19372 Aradu.A03 19372 p5 (AAGAT)5 25 106184660 106184684 AACACGACCCAAATCCAGAG GTACCTGCAAGGGACTCCAA 244

Ad03A19374 Aradu.A03 19374 p2 (CT)6 12 106220707 106220718 TCTCGCCTTCGTGGTACTCT CTGAGGGGAAAGGGAGTTCT 200

Ad03A19375 Aradu.A03 19375 c (GT)7ctagggtagaggggggcagca(GCT)550 106220924 106220973 TCCCTCTTCTCCCTTCTTCC AAACCCTAACCCATTGACCC 193

Ad03A19376 Aradu.A03 19376 p3 (AAT)5 15 106226197 106226211 AAGATGTCTCGGGACCAATG TGAAACCCAAAAGAATGGAA 203

Ad03A19380 Aradu.A03 19380 c (A)12ccc(A)16 31 106294120 106294150 TGTGGTTCATGAATGTTGGC GCGGCAAAAGAAGTAGTTGG 280

Ad03A19381 Aradu.A03 19381 p2 (TA)6 12 106294742 106294753 TTTGAAGGTGGTTTTGCTTTTT GATTTGCTTCGGCTGTGTTT 163

Ad03A19384 Aradu.A03 19384 p3 (CAA)5 15 106302107 106302121 TTGCAATTTCAGCACTGCAT TATTTTTGAATTGGCACCCC 263

Ad03A19385 Aradu.A03 19385 c (GAT)13gaggacgatgaagag(GAA)672 106302949 106303020 TGAGGCCAATAAGGCAAAAG GCAAGGCTATGCTTCTCACC 248

Ad03A19386 Aradu.A03 19386 p2 (CT)6 12 106322495 106322506 TGATTGAAAAATTTTATGTTTGGTG AAATTTTTGGTGTGAATTTTTCG 201

Ad03A19387 Aradu.A03 19387 p2 (AT)8 16 106341061 106341076 CACTCAAACAAAGCATGCAAA CAGGCACTTTAACTCCTCGG 189

Ad03A19389 Aradu.A03 19389 p3 (AAG)5 15 106370425 106370439 CTAGAGGATTCTCCGGCCTT TACCCTCTCCCCTTTCCCTA 247

Ad03A19391 Aradu.A03 19391 p2 (GT)7 14 106373587 106373600 TTTGAATTGAAAGCTTCGGG TTTCAAGCAAGGGGAATCAC 196

Ad03A19392 Aradu.A03 19392 p3 (ATT)23 69 106374301 106374369 TGGAAATTTTGCACACACTGA GCACCATTGTGTACCATCCA 274

Ad03A19393 Aradu.A03 19393 c (A)12tctttcaaaaaagtttttctttgtttttcgtttttctaataataatttttgaaaaaacc(A)1182 106395618 106395699 TCGAGTTTGGACAACTGACG AACACATGCATGAATTTTTCG 277

Ad03A19394 Aradu.A03 19394 p2 (TA)6 12 106421169 106421180 AAGCAAAGTGCTAGGTGGGA GTCGTGTGGGATGATTTGTG 276

Ad03A19395 Aradu.A03 19395 c (T)10acccttgccttttggtttaaagggctattggctttttc(T)1058 106434708 106434765 ATGCCACAAGCACATGGTTA TGAAGCAGGAAAAAGCAGTG 211
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Ad03A19399 Aradu.A03 19399 p2 (AT)10 20 106459999 106460018 GCCAATTTCTTCGGCTAACA CGGAAGTAATATCGATTCATCAAC 229

Ad03A19402 Aradu.A03 19402 p3 (GAA)5 15 106472636 106472650 CTTCCCTCTCCATCAACTGC CACGCTGGAGTGTCTAACGA 229

Ad03A19403 Aradu.A03 19403 p3 (TGC)5 15 106475299 106475313 GAGAAATTCCCACCTCCACA TGCACGCATAAATTTCCAAG 231

Ad03A19405 Aradu.A03 19405 p2 (AT)8 16 106485930 106485945 TGCGTAAAATTTGTCTCTTCCA TCCCTTCAAAAACCTTGGTG 240

Ad03A19409 Aradu.A03 19409 p2 (TA)9 18 106490651 106490668 ATTCTTTTAGGTACCCTTTTTGAGT TTGTCTGAAAAGTCTCAATTTTTACAT 250

Ad03A19410 Aradu.A03 19410 p2 (AC)15 30 106494874 106494903 CAAGCATGCATACATACAATACCA GTAGTTAGGTTCTCGCCCCC 268

Ad03A19411 Aradu.A03 19411 p3 (ACA)5 15 106497094 106497108 ATGACCCGTTGAAGTTGGTC AGTGGTGATTGCCATGTGTG 275

Ad03A19412 Aradu.A03 19412 p2 (TA)6 12 106499471 106499482 TTGGTTGTGATTGGATAATGTGA CAATTGGGATGTCAATGCTCT 134

Ad03A19414 Aradu.A03 19414 c (T)10c(A)10 21 106528506 106528526 GTGGATGGTCGAAAAATGCT TGTTTGGAGGATTGAAAGGC 137

Ad03A19420 Aradu.A03 19420 p2 (AG)6 12 106588956 106588967 GTGTTGCACAAAGAGCGAGA ATTCGAATGAAAACGGCAAC 252

Ad03A19421 Aradu.A03 19421 p2 (AT)9 18 106625672 106625689 CCTTTCTCTTCTCCCCATCC TAACGGCAAATAAGGTTCGG 211

Ad03A19423 Aradu.A03 19423 p2 (AG)17 34 106638494 106638527 TCCGCTTCGGATTCTGTTAC GATGTTGGGTGTGTAGCACG 217

Ad03A19429 Aradu.A03 19429 p2 (TC)7 14 106661687 106661700 TTCCTGTCAGTTATGGAATCAAA AATATGCACGTCCTCCCAAC 202

Ad03A19431 Aradu.A03 19431 c (T)11aaaaatccaaactct(A)1036 106671806 106671841 AGTCAACAACAAGCCAACAAA TTTGGATGTTTCTTTTTCTTATGTTTT 280

Ad03A19432 Aradu.A03 19432 c (A)10cattcacacgaaactaaccaaatacaattcacttacatgg(A)1060 106672079 106672138 GAAAAACCTCATCATTAAACACTCAA AACCTTCTTCATCCAAGGCA 171

Ad03A19433 Aradu.A03 19433 p3 (GTT)6 18 106672916 106672933 AAACTGAACAGGACACTCGGA CGCTGCTTTTCTGATGTTGA 218

Ad03A19434 Aradu.A03 19434 p2 (GA)15 30 106676113 106676142 TCTGTGGTTGATTGGAGCAG GGTCGCATCCTAAACCTTGA 230

Ad03A19438 Aradu.A03 19438 p3 (TGA)5 15 106712663 106712677 CCTTTCCCTTTTTAGCCTGG TGTTCCATCATCTCGGTTCA 199

Ad03A19440 Aradu.A03 19440 p3 (TTC)5 15 106755958 106755972 TCCCCTCACACACTTTTCCT CCAATTGGATGAAGATCGAAA 266

Ad03A19443 Aradu.A03 19443 p2 (CT)6 12 106841718 106841729 TGACTCACGATTTTAGGGGC TCAAAGACCAAAATGAAAGTGAAA 206

Ad03A19446 Aradu.A03 19446 p3 (TTA)15 45 106862250 106862294 GGATGAGGATCGCTTGTACC GCCTCACATTGGTTTTGTTG 270

Ad03A19449 Aradu.A03 19449 p2 (GA)8 16 106869537 106869552 GGATGGGGCTGGGTTACTAC CGGTTAATTGGTGAACCGTC 137

Ad03A19452 Aradu.A03 19452 p2 (GA)19 38 106923822 106923859 CGGTGACAGACTCAGACGAA GCCGCTTACTCCTTCACAAC 277

Ad03A19453 Aradu.A03 19453 p2 (TA)6 12 106924166 106924177 ATTGGGTTTCTCTTGCATGG TCCATACTCGGTTGGAGAGG 203

Ad03A19457 Aradu.A03 19457 p3 (ATT)7 21 106945759 106945779 CTCACTGCCAGCCCTATTTC TGTTTGGCTGTTACATGGGA 277

Ad03A19458 Aradu.A03 19458 p2 (TA)14 28 106946324 106946351 AAACCCGAAGAAATGCACAC TGGTTGTGAAATCTGCTGTTG 204

Ad03A19461 Aradu.A03 19461 p3 (GAT)10 30 106951057 106951086 GAGCTTCTGGAAGGTTCGTG CCCTTTCCATGCCTCATTTA 134

Ad03A19464 Aradu.A03 19464 p2 (TC)7 14 106956745 106956758 ACGCTGTATTTTGGTGTCCC TCAAAAACTAGGGTTGTTACACACA 167

Ad03A19466 Aradu.A03 19466 p2 (TA)7 14 106972138 106972151 AGTCTCCAGTTTCCAGCCCT ACAAGCCACCAAAGCTCAAC 236

Ad03A19467 Aradu.A03 19467 p4 (TTAT)7 28 106978230 106978257 ACACAATCACACCACAAGCA TGAATCAAGGGATGTTGACG 261

Ad03A19468 Aradu.A03 19468 p2 (GA)7 14 106978904 106978917 TGCTTGTCCTCAAGCAAAGA GCTTCACGCAAATCTCACAA 250

Ad03A19469 Aradu.A03 19469 p2 (TC)6 12 106982550 106982561 GGATCATAAGCCAAATAGGCA CGCGATCTGCAGAATTACAA 262

Ad03A19476 Aradu.A03 19476 p2 (AT)6 12 107032475 107032486 CGAATGTGCACCGATTACAC GGTACATGGGGATTTGGTTG 156

Ad03A19481 Aradu.A03 19481 p2 (TC)6 12 107121234 107121245 CGTCCCAGCGAGTTCTAAAG CAATTCAAATGCCGGAATAAA 264
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Ad03A19485 Aradu.A03 19485 p4 (ATAC)7 28 107151219 107151246 TGCTTCCGTGTCTTCATCTG ATGAAGGTTCTGCAATTGGG 255

Ad03A19487 Aradu.A03 19487 p2 (AC)6 12 107152154 107152165 TTGCTAAAACATGGAAGCCC GTGGACTAGGTGGGCTCAAA 278

Ad03A19490 Aradu.A03 19490 p2 (AT)6 12 107160313 107160324 AAGGGCTTTTCTCTTCACATACC CCTGCTATTCAAGGATCCCA 197

Ad03A19492 Aradu.A03 19492 c (TGG)5tcagactcagaggaaggcaggtgtagcagtgagaattgatgatgatggataacaaaactgggaagagggggcagagg(TA)8108 107172994 107173101 CCATTTGAAGGGAAGAGAGG GCATGGGAATGGCTTACCTA 229

Ad03A19495 Aradu.A03 19495 p2 (GA)9 18 107195625 107195642 GTTACGACCTCAAAGACGCC GCTGTCTTGGGACACGATTT 164

Ad03A19502 Aradu.A03 19502 p2 (TA)6 12 107234043 107234054 TCCACAAGCAAAACCAAAAA AGACCAATTGTTTTTCCCCC 137

Ad03A19508 Aradu.A03 19508 p2 (AT)9 18 107244874 107244891 CCCCCGCCTAAGAAACTTTA GGGGAAAGCATCACAACATT 272

Ad03A19510 Aradu.A03 19510 p2 (GA)6 12 107282465 107282476 GCTGAGGAGGGAGATGTGAG GAATGGTAGCGCTAATGGGA 249

Ad03A19511 Aradu.A03 19511 p4 (ATTT)5 20 107284530 107284549 AATCCAATCCAAATTGCACA AAAAAGCCAACAATAACATAACGA 217

Ad03A19516 Aradu.A03 19516 p3 (TTA)6 18 107300087 107300104 ATTGGAATCGAAGCCATGAG TGAGGGCTCAAGAAGAAGGA 190

Ad03A19520 Aradu.A03 19520 p2 (AG)6 12 107327424 107327435 CTGAGCGACATAGTGACGGA CCGCCCCATGAAACTTATTA 216

Ad03A19525 Aradu.A03 19525 p3 (TTA)5 15 107346160 107346174 AGACCATGGTGTTATCATGTATGT TTTGGTACATTTCATATCACATTCG 257

Ad03A19526 Aradu.A03 19526 p3 (CAA)5 15 107346866 107346880 CAGCAACAGCAGCTCCACTA GCTTTGTTGAATGGAAGGGA 235

Ad03A19528 Aradu.A03 19528 p3 (ATT)12 36 107374703 107374738 TTTTTGTCAAACATAATAGTCTTCCA TGCGTCAGGGTATCAACAAA 179

Ad03A19529 Aradu.A03 19529 p3 (GAT)6 18 107376661 107376678 TCGGTCCATCAAACACAAAA TCTCTCAGGAGTTTGTGGGG 238

Ad03A19537 Aradu.A03 19537 p2 (TA)6 12 107402488 107402499 TGCATTAGGCCAACACAAAC GGCAAAAGAGGGAAACAACA 181

Ad03A19542 Aradu.A03 19542 c (T)10caaatcttcatctcgtttatttgatttagataaatataag(AT)662 107419472 107419533 TTCTTCCCTTTCCTCTTCTCAA CGTTTTTCTCTAAAATTTGGGATT 252

Ad03A19544 Aradu.A03 19544 p3 (ATT)5 15 107421553 107421567 CCATTTATCTTCTCTTTTATCTTTCCA TGCAATTTCTCCTATCAACAACA 221

Ad03A19545 Aradu.A03 19545 p2 (AT)9 18 107421793 107421810 TGTTGATAGGAGAAATTGCAAAAA TCATCCTGGAACCATTCAAAG 227

Ad03A19548 Aradu.A03 19548 p2 (AT)7 14 107466577 107466590 ACCCCAGATTCCTTTTGGAC TCAATTTGGTTTGATCTCATTTTC 196

Ad03A19549 Aradu.A03 19549 p3 (ATC)6 18 107485805 107485822 CTGGGTGATTGATCTCAGCA TCTTACGCCAAATCTCGACC 173

Ad03A19550 Aradu.A03 19550 p2 (AT)6 12 107490402 107490413 TCCTAACCAATTTCTCTCTCCTT GGGTTAGCATATGACCCCAG 233

Ad03A19553 Aradu.A03 19553 p3 (AAT)5 15 107508952 107508966 GCCAACATGAAGACACCCTT GAGAAAAACCAGAGCCATGC 217

Ad03A19555 Aradu.A03 19555 p3 (TTA)5 15 107522740 107522754 TGGAATTTGGCTTGCTTTTC CCCGAATATATGCGATCCTT 219

Ad03A19556 Aradu.A03 19556 c (AAT)6ag(TAA)1153 107525784 107525836 TGAAATGGATCAACCCAACA TGGTCTTCCTACTCTTGGTGTC 279

Ad03A19558 Aradu.A03 19558 p3 (TTG)5 15 107533474 107533488 TCTTAATTCCATGCACGGGT CCTTCGTCTCTGCCAGAAATA 277

Ad03A19559 Aradu.A03 19559 p2 (TC)9 18 107534516 107534533 TGAAGGACGAAAGTTGGAGC GAATGGTCCCTACCTTGAAGC 232

Ad03A19560 Aradu.A03 19560 c (A)21caatctatttaacaacaatgttcccaatcttgcttattcgcatgctttcttgaataagagaagttattcaataaaacaagc(T)12114 107535231 107535344 GAGGAGGATTGGAAGAAGCA CATGGCACTTTCCTTGGTTT 236

Ad03A19565 Aradu.A03 19565 p2 (GT)7 14 107546653 107546666 TTGGAACCCTCACCTCTCAC CAAAGACCCAACCCATTACC 109

Ad03A19567 Aradu.A03 19567 p2 (AT)8 16 107564944 107564959 TGCAAGCAAGGAAAACACAG CCTCAGAACGTTTCCCTCTG 230

Ad03A19568 Aradu.A03 19568 p2 (GA)18 36 107598244 107598279 CACGGAGGTTCCAACAGAGT AATGTGCCTTTGTTGTTGGG 220

Ad03A19569 Aradu.A03 19569 p3 (AAC)8 24 107601901 107601924 GCTCTCTGATGCCAACAACA AGGGAAAGAAGAGGGATGGA 229

Ad03A19570 Aradu.A03 19570 p2 (AG)8 16 107610106 107610121 AGCGTGTCGTCTCAACACTG TTTACTTCCGGAGCCAAATG 270

Ad03A19571 Aradu.A03 19571 p3 (GAA)5 15 107610769 107610783 CTCCTTCTTTCGGCACTGTC CCAACAACAACAATGGTGGA 252
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Ad03A19574 Aradu.A03 19574 p2 (TA)14 28 107622864 107622891 TCAGCCAATTATGGTGCAAA AAATGTGATTATTTCAACATGTTTTC 218

Ad03A19577 Aradu.A03 19577 c (CT)6aaccactcaccctccca(CT)1049 107627434 107627482 GCTACGTTTTGGTGTTCCGT TTGCAGTAACGACAGCAAGG 217

Ad03A19578 Aradu.A03 19578 p3 (ACG)5 15 107630539 107630553 AGCTTGGACCTGACGAAGAA GCGTTAAAACCCTAACCCCT 181

Ad03A19586 Aradu.A03 19586 p2 (TC)8 16 107649059 107649074 TTTGATTTGATTGGAGTAAATACCA AACACGAGAGAGAGAGGGGG 192

Ad03A19587 Aradu.A03 19587 p2 (AT)12 24 107654161 107654184 GGTCGAGAGCCATCTCGTTA GCCAAAGATTTCAAAACCCA 197

Ad03A19588 Aradu.A03 19588 p2 (AT)10 20 107658682 107658701 CAGATGCAGGTCGAGAGACA CCATTTTCTTGTAGTGTATGCGG 137

Ad03A19590 Aradu.A03 19590 p2 (AT)11 22 107663218 107663239 TTATGGAGAGGCAGGATTGC GAAATAAAAGCGCAACGCTC 227

Ad03A19593 Aradu.A03 19593 p2 (CA)9 18 107668869 107668886 CGCACACTGCTGTGAATTTT AGATACGTGCGAACGCCTAC 193

Ad03A19596 Aradu.A03 19596 p2 (GC)6 12 107698990 107699001 TGGTGTTTGGAAGTGTTGGA CCATGCATTAACCCGAGAGT 251

Ad03A19597 Aradu.A03 19597 p2 (AT)8 16 107716535 107716550 AAAGTGAGGAGAGAGAAAATATGAAAA TGTTCCTTGGTGTTTTTCCG 280

Ad03A19601 Aradu.A03 19601 p2 (AT)6 12 107735824 107735835 CATAATACATAAAAAGACTTGGATGTG TTAAATTTGACCCCACAGTAATTT 261

Ad03A19605 Aradu.A03 19605 p3 (CTC)5 15 107743712 107743726 ATCCGAACCAAACCAAATCA GAGGAGATGGAGGTGGAGGT 265

Ad03A19608 Aradu.A03 19608 p3 (TCT)6 18 107782406 107782423 TGGCCGAACCTACATCTCTC TGCCATTGATGGTAGTGGAA 146

Ad03A19613 Aradu.A03 19613 c (AT)8acaaaataagaaaaatatatattaaaaat(A)1055 107834551 107834605 GATTGGAAACATTGGTTGGG TACTTTGGGGCATTTTGTCC 260

Ad03A19618 Aradu.A03 19618 p2 (TA)6 12 107841894 107841905 AAACCATCGCAACTCGAAAG AGCCGGATCTTGAGTCTTGA 125

Ad03A19619 Aradu.A03 19619 p2 (CA)6 12 107844513 107844524 CGAAACCATACCTTAGCCGA GGGTATGATGGTTGTGGCTT 228

Ad03A19620 Aradu.A03 19620 p3 (TGT)5 15 107849227 107849241 TGACAATTGGTGAAGGATGTG CCATTCCTCTCCCAACTCAA 263

Ad03A19624 Aradu.A03 19624 p3 (GAA)5 15 107863680 107863694 AACCCGGTATCATAATGGCA CGAGGAGGATCTGTTTCTGG 191

Ad03A19625 Aradu.A03 19625 c* (A)11(AT)9* 28 107883207 107883234 TTCCTTGAGAAGATGACCCG GGGGAAAAAGGAGAAAACAAA 280

Ad03A19626 Aradu.A03 19626 p2 (AT)8 16 107895016 107895031 ATCCTTTCTTTTCCCCCTCC CCAACTTCGAATTCACTTTCC 259

Ad03A19627 Aradu.A03 19627 p2 (TA)8 16 107895208 107895223 TGGGAACGTTTAATTATTCCTTTG TCCTTCATTCCTCTGCATCC 173

Ad03A19629 Aradu.A03 19629 p3 (TAT)5 15 107897174 107897188 TCAACAATAACAACTACATTCGCA CCAATTGTTGAGTCTGTAGCGA 173

Ad03A19630 Aradu.A03 19630 p2 (CT)8 16 107906263 107906278 CTGCTCATCCCATTACCGTT CGTCATATTTACAATTACCGCC 198

Ad03A19632 Aradu.A03 19632 p3 (TAA)6 18 107912688 107912705 GCAACAGAAGGGACCTTGAA ATCATCGGCTAGGTTGTTGC 231

Ad03A19639 Aradu.A03 19639 p3 (GTT)6 18 107929018 107929035 TGACGGATTCTAATCCAGGG AAACCACACCACTTCTTGCC 150

Ad03A19640 Aradu.A03 19640 p3 (AGC)5 15 107930278 107930292 AGCAGCAGTTGGAGCAGAAT AGCCATTATGAAATCGTCGG 266

Ad03A19641 Aradu.A03 19641 p2 (TG)8 16 107945167 107945182 AGGCAATAATGGTTGCAAGG TCAGAAGCCCAAACTCCATC 183

Ad03A19643 Aradu.A03 19643 p3 (AAG)6 18 107952403 107952420 AAGAATGGAACACGGGACTG TACGTACGATGCCAAACCAA 276

Ad03A19647 Aradu.A03 19647 p2 (AT)8 16 107985146 107985161 CCCAACACTTTTGCATTTCA GCCTCAAATCTCACTGGCTT 256

Ad03A19648 Aradu.A03 19648 c (A)10gaaaagaaaaagaaaaattatatggaaaagaaaaaaatagaaaaaga(AAG)572 107985693 107985764 ATTGGGAATTGGGTACATGC GGCATTTTGTCCCCTGTTTA 201

Ad03A19649 Aradu.A03 19649 p2 (GA)6 12 107989724 107989735 GTGCGAAGAACAGAGGGAAG AGAACCAGCTCAGTCTCGGA 231

Ad03A19650 Aradu.A03 19650 p2 (TA)9 18 107992425 107992442 TTCAGGAACCGGAAGAAGAA GGCTCTACAGGAAGGACAGC 276

Ad03A19651 Aradu.A03 19651 p2 (GA)8 16 107996467 107996482 GTATAGCTCGACCAGCTGCC TGAGGAGGAACCAGCTCACT 146

Ad03A19653 Aradu.A03 19653 p3 (AAT)6 18 108018184 108018201 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 182
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Ad03A19654 Aradu.A03 19654 p3 (TCT)6 18 108021368 108021385 TGCACCATTCACATCAACCT TAAAATATTGCTCGCCCTCG 177

Ad03A19658 Aradu.A03 19658 p2 (TC)18 36 108048928 108048963 ATGTCCTGTTTCTCCATCCG TGAAGAGGTAGGGTTTGGGA 183

Ad03A19659 Aradu.A03 19659 c (A)10cc(A)10 22 108056050 108056071 AATTCCTGGACCGGAGTCTT GCATGCAATTGACACCAAAC 202

Ad03A19662 Aradu.A03 19662 p3 (GAT)5 15 108094081 108094095 TGCACAAGGAAAGTTGAGAGAA CCATTTACCTTCCACCAAGC 278

Ad03A19664 Aradu.A03 19664 p2 (CT)7 14 108096348 108096361 AGCCAATTGGGCAACATAAA AAGTCAGGGAACATGCAGAGA 245

Ad03A19667 Aradu.A03 19667 p2 (AG)8 16 108102221 108102236 CAACTGTTGCTGACTGGGTC CAGTTGGCCAGAGAACATCA 269

Ad03A19670 Aradu.A03 19670 p3 (CAC)5 15 108105516 108105530 AACCTCGTCATGATTCTGGC TTCTTGATGGAGGGGTATGC 185

Ad03A19672 Aradu.A03 19672 p3 (ACC)6 18 108111249 108111266 ATTTCACTCACACACCACGC TGGAAACGAAGTCCAAGGAG 257

Ad03A19678 Aradu.A03 19678 p2 (TC)6 12 108171587 108171598 TCAATTTTGGAGGAACCAGG TGGATTGACTCCGACTGGAT 270

Ad03A19682 Aradu.A03 19682 p2 (AG)8 16 108179113 108179128 TCATGAGAACAACACACGCA ACAAAACCGAAACGAAACCA 256

Ad03A19683 Aradu.A03 19683 p2 (CT)6 12 108179398 108179409 GGCCAACTAACACGCTTTTC GGTCGCCGTCTATTTTAGGA 170

Ad03A19696 Aradu.A03 19696 p3 (AAT)10 30 108209954 108209983 GGAAAACTTGCATCCAATCAC TTTCCCAAGCAAGTTTCCAT 228

Ad03A19697 Aradu.A03 19697 p3 (GGT)7 21 108212431 108212451 TGGTTGACTTTTGGGTGACA TGGACCAGAAAAATCAAGTGG 248

Ad03A19702 Aradu.A03 19702 p3 (ATA)5 15 108263608 108263622 AAGTGGCCTGAACGAAAATG AAAAAGGTGAGGCACTCCTG 226

Ad03A19703 Aradu.A03 19703 p3 (ATA)7 21 108264468 108264488 GACATTTTTGGGGTTCAACAA GTGTGTTGTGTGGGATAGCG 265

Ad03A19704 Aradu.A03 19704 p2 (AC)8 16 108267157 108267172 TTTCAAGGTTGTAATGGGGC GCAAAAGTGAGGTTTTGGGT 152

Ad03A19705 Aradu.A03 19705 p2 (GT)7 14 108267366 108267379 GGGCCTTTTGTCCCCTATAC TGTGGGGAAAAGGAGAGAACT 207

Ad03A19706 Aradu.A03 19706 c (T)10aaaaagagggagaaaaaaaatagagaaaagtaggtaagaaatgaaaagaaaggtgagaagagaagagaagagcagaagaaaagaaatggggaaggggaag(GAA)5125 108268977 108269101 TGCAAATGCAATAAACAAAGAAA CATCACATGCGCGACTTTAG 253

Ad03A19710 Aradu.A03 19710 p3 (TAT)22 66 108317985 108318050 GGGACTATTTTGTCCTCCGTT TGATGATGCAGTTTCAAATCG 265

Ad03A19719 Aradu.A03 19719 p2 (AT)9 18 108342063 108342080 TATCCACGCACGTCACTGTT TTCATTGAATGGCCGGATA 135

Ad03A19724 Aradu.A03 19724 p3 (TGT)5 15 108345080 108345094 GCGTTTCAATGAAGGCTCTC TCCACAACACTTGAATCCGA 145

Ad03A19728 Aradu.A03 19728 p3 (TTG)5 15 108365353 108365367 TGGTTCGTGACATTACGCAT CAACTCGGGGATCATACACA 235

Ad03A19729 Aradu.A03 19729 p3 (TCT)6 18 108373143 108373160 CCATTCATGGTCATCCCTTC CTCACCCTCGAGCAAGAAAC 194

Ad03A19735 Aradu.A03 19735 p2 (AG)10 20 108399631 108399650 AGGCATCAGTGGAAGGTCAC GGGCCTCTTCTTCTGCTTCT 146

Ad03A19736 Aradu.A03 19736 p3 (TTA)15 45 108408096 108408140 TGGATTGACCTGTTTGTGCT CACCAACCACCCTATCCAAA 201

Ad03A19747 Aradu.A03 19747 p2 (AC)9 18 108429365 108429382 GACCTTGTGGTGCTGGAAAT TCTTGACCATTTGGGAAGATG 265

Ad03A19757 Aradu.A03 19757 c (T)10ctctatgtctgtgtcttagtgtcccatgcctataaaaaaaagtctaaaggcaaaaaaattccagcacttgaggtttaagtttttagccttaaaaattact(A)10120 108531428 108531547 TGATTATGTGTTCTTTCTGTCAGG TTTCATGGCTGAATTTTTAGAGA 261

Ad03A19759 Aradu.A03 19759 p3 (TCA)6 18 108580907 108580924 GGAGCTGAAGAAGTTGGCAC AAGGAACAGGTTCGGGTTCT 167

Ad03A19763 Aradu.A03 19763 p3 (TCT)6 18 108619174 108619191 CCTCTTGGCCGAATACACAT ACTCGGAGGTGGAAGCTTTT 211

Ad03A19769 Aradu.A03 19769 p3 (AAT)6 18 108668468 108668485 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192

Ad03A19770 Aradu.A03 19770 p3 (TCT)6 18 108672103 108672120 AATTTTCCACCCTTTCCCAC GTGCCATTGATGGTGAATGA 264

Ad03A19775 Aradu.A03 19775 p2 (AT)9 18 108748576 108748593 CACTTGCCCCAGTCTCATTT GTTACCCGTCATGGGGATTT 228

Ad03A19776 Aradu.A03 19776 p2 (AT)8 16 108751032 108751047 TTTCAATTTCATTGTTTCTCTTTTT TTGAAATATTTTTCCATTACTGTTTCT 279

Ad03A19777 Aradu.A03 19777 p3 (ATT)8 24 108763379 108763402 TTGCGATTTAAGCGAGAACA GCCATCACAGTGCTTCTTCA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A19784 Aradu.A03 19784 p3 (TTA)6 18 108773947 108773964 GTTGATCAATGTGGGAGCCT TTTAGTGATGGTGATCGGTGA 203

Ad03A19785 Aradu.A03 19785 p3 (CAC)9 27 108775565 108775591 TCAAAATCGTCTCCGACCTT GGGTGAAGGAGTGGTGTTTG 178

Ad03A19787 Aradu.A03 19787 p3 (CTT)5 15 108780046 108780060 TTGTTTTCTCTTTCTCCTTCATCA CCTCCTCATCTTCTGCTGCT 255

Ad03A19793 Aradu.A03 19793 p2 (AC)11 22 108799605 108799626 GGGGACAGAGCAGTAATCCA TGGTCATGATTTGGTGATGG 264

Ad03A19795 Aradu.A03 19795 c (T)10cgccac(T)10 26 108815691 108815716 ATCCATTGATGCTCAAAGCC GAATGAATGCTTGAACAGTGC 266

Ad03A19797 Aradu.A03 19797 c (TC)6ttacaaataagttgc(TA)741 108828633 108828673 CCTTGCACATGTATAAATAGGGG GACCCAAAATTTGTATATAAACCTCA 278

Ad03A19798 Aradu.A03 19798 p2 (CT)7 14 108828977 108828990 CACACATTTACTGGGAAGGGA TCCGAATCAAAATTATGGGC 140

Ad03A19801 Aradu.A03 19801 p2 (AG)10 20 108836822 108836841 AACCTTCTGAGGAACAGCGA TTTCGGCATTCATTCATTCA 156

Ad03A19802 Aradu.A03 19802 p2 (TA)9 18 108843615 108843632 GAGTAGGTGACGATGGGCTC GACCCGTCCATACCAGATTG 258

Ad03A19807 Aradu.A03 19807 c (TGG)7ttggtagtggttgtggttgtggttgtggttggagttggtattggtgttggtggtggttgtggtgctggtactagtggtggctgtggtgctggtgcta(GTG)6136 108879450 108879585 TGCCTTGCTTCTGCTTTCTT TTGGACCAAAATATCTTCACCAC 262

Ad03A19809 Aradu.A03 19809 p2 (TA)6 12 108881374 108881385 TCACATGGTTGGGATTGAGA TATTGGGCCCGAAATTGTTA 234

Ad03A19810 Aradu.A03 19810 p3 (TAT)7 21 108893757 108893777 ATGCAGGATCTAAAGCAGCC TCATGTGATAAGGGCTTCCA 129

Ad03A19815 Aradu.A03 19815 p3 (AAG)5 15 108900373 108900387 AAAGAAACAAAAGACCAAACGG TGAACCTTATATATTCCCATTCACAA 268

Ad03A19817 Aradu.A03 19817 p3 (TTC)5 15 108918914 108918928 CCTTGGCCGAATACACATCT ATGAAAGGGACCTCAGGGAT 280

Ad03A19818 Aradu.A03 19818 p2 (AT)11 22 108923306 108923327 ACTCCATCAAATCCATCCGA GCTGTTGGGTGAGGGATAGA 225

Ad03A19819 Aradu.A03 19819 c (CT)16cgtgctctctccctctccgtgggtgagtgtttc(GT)983 108925017 108925099 AAAGGGTTTTTGGCATCTCC CCCAAACCCACACTCTCCTA 223

Ad03A19820 Aradu.A03 19820 p3 (TTG)5 15 108933214 108933228 CAGTCTGTTGTGCTTTCCCA GGGGAAACTCTTTCAGGAGG 225

Ad03A19824 Aradu.A03 19824 p3 (GAA)5 15 108968739 108968753 CCGTCTGAGCCGAATATGAT CAGAAAATCCAGGTTTGGGA 127

Ad03A19825 Aradu.A03 19825 c (T)11ctgaatgctatgtctctccccattttgtttttaa(T)1055 108969895 108969949 GTGGGATGTGGAGAAGAGGA AGCACTTCAGTTCTGAGCAAA 193

Ad03A19830 Aradu.A03 19830 c (TA)6ttc(T)10 25 108990237 108990261 GCAAGAATTGGTCAGAAGGC GAAAGGGGAATGGAGGGATA 199

Ad03A19833 Aradu.A03 19833 p2 (CA)20 40 108999210 108999249 ATGCCATTTACAGCACCACA AACGATGATTGACAGGGTGTT 186

Ad03A19837 Aradu.A03 19837 c (A)10cccaataacctttgttcttgtaaatacatatgttactacattc(T)1063 109014967 109015029 TTGCATATTTGATGCCAGGA TGTCAAATTGTCAGCCCAAC 117

Ad03A19838 Aradu.A03 19838 p2 (CT)9 18 109037841 109037858 CGACACCATCACTGTCATCC CCCTGACCCTACAACTCCAA 247

Ad03A19839 Aradu.A03 19839 c (A)14ctcattttgaacttacagtctacttactaagttgacc(T)1061 109039591 109039651 TCGAATATCCTGTCCCAGAAA CTCTAGTTGGACGGCACACA 272

Ad03A19840 Aradu.A03 19840 c (T)10ggtaatattttagaaaataactttgttgagtattgagtattgactgacatgacttgttgggttcaattagttcagaataaatacagaacg(A)11111 109039863 109039973 TGTGTGCCGTCCAACTAGAG AAAACACACAACACCTCACCA 259

Ad03A19841 Aradu.A03 19841 c (AG)7(TG)7agaatggaacctgaaacttgttgagagaa(AG)771 109044295 109044365 AAGGGATCTCCAACAGCCTT ACCCTCTTTTGTCCCCAATC 237

Ad03A19842 Aradu.A03 19842 p2 (AG)8 16 109044479 109044494 AAGTCCTCTGCTAGGGCACA ACCTACGTGGCACTCCAAAC 128

Ad03A19845 Aradu.A03 19845 p2 (GA)6 12 109051999 109052010 TAAAGCCCAAGCCCATACAC TGGGTTGGAAGATTGGGATA 144

Ad03A19849 Aradu.A03 19849 c (A)11gagtttatattggcagtagcaaaggcaattagtgaaatggaagtgtttgtcactgaatgggactctcatttaggagtagattctctctagt(A)10112 109104697 109104808 GGCCCAGAATTTTGTCCTTA GAGATTAAATATTTGACACCATCCAA 274

Ad03A19851 Aradu.A03 19851 p3 (AAT)7 21 109106871 109106891 TGATTACAATCCCAGCGACA TGCCCTTTCTGTGGTTTTTC 269

Ad03A19852 Aradu.A03 19852 c (T)10atatgaaaaaaatggtgtgtaattcatcattgctgtacttttcttgaatatgatcattggtgtgcttttcttgaatatggattaa(T)11106 109107526 109107631 AACCACTGCACGAGGTTTTC AAAAACACACCAAATTTGTTACTCA 252

Ad03A19855 Aradu.A03 19855 p3 (GAA)5 15 109112214 109112228 GGCTGATAACAATTTGCTTGC GGTGGCTTACCATCCCACTA 280

Ad03A19856 Aradu.A03 19856 p3 (TTA)5 15 109126848 109126862 CCTTACTGCGGTTTTCATAAAG TAAGCGTGTAACGCCAAAAA 262

Ad03A19857 Aradu.A03 19857 p3 (TAT)5 15 109129220 109129234 TGGAAGTGAAAGTTTTGAAATTG CTAATTTACTCGGTTTCGATTTTT 129
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Ad03A19858 Aradu.A03 19858 p2 (AG)6 12 109132398 109132409 AGAGTGGAGCTAGAAGGGGG GCAAAATAAAGGAATCAATGAGAGA 233

Ad03A19859 Aradu.A03 19859 p2 (CT)18 36 109136080 109136115 TTGCATACGCCAAAAGAGTG CGGACCGTTCGATTTCTTTA 123

Ad03A19860 Aradu.A03 19860 p2 (CT)7 14 109161218 109161231 AACCACTTGGCAAAAACTGG GGTTGACGAGAAGAGTTCGG 269

Ad03A19864 Aradu.A03 19864 p3 (AGA)5 15 109171001 109171015 GTGACGACGACGATAACGAA TTTTTGCGTTCCTCCTCCTA 113

Ad03A19867 Aradu.A03 19867 p3 (ATA)5 15 109178711 109178725 TCTTCTTTTAAAACGATTCTCAACTTT AATTGCATATACAAACTGCTCCA 266

Ad03A19871 Aradu.A03 19871 c (CT)23gttgctttttattattattatatgatattcttgttttccttgtat(TA)6103 109186107 109186209 CTCCCCTTCCTCACTCCTCT TGAAAAACTGGCTCGCTCTT 187

Ad03A19873 Aradu.A03 19873 p3 (TAT)7 21 109189099 109189119 AAGGAGGTTCATGCAAGTGG GGAGCCAGGTACACTAATCCA 218

Ad03A19875 Aradu.A03 19875 p3 (TCA)6 18 109197117 109197134 AAATCAACGATGTTCCTCGC AGTCTAAGAATGCCCCCACA 257

Ad03A19878 Aradu.A03 19878 p2 (TC)6 12 109198474 109198485 CAAGAGGTGGCTGTGGATTT GCAGAAGGGGGACTACGAAT 212

Ad03A19885 Aradu.A03 19885 p2 (TA)9 18 109271551 109271568 TCCATTCACCAGATTTTGGA CCCTGCTTTGTATTCGTTGTG 209

Ad03A19886 Aradu.A03 19886 p2 (AT)11 22 109280756 109280777 AAATGGTTATTTTTGGTTGAACA GGGAGCCAAAGTCCATTGTA 232

Ad03A19889 Aradu.A03 19889 p2 (CA)11 22 109296118 109296139 GATAAACCCGGAACACCTCA GAGAGAATTGTTGGGCTTGG 275

Ad03A19890 Aradu.A03 19890 c (AT)10(GT)17 54 109296933 109296986 TGCTATTTAATTCAGGCTGGG CGCGTTGGTTTATCCTTGTT 279

Ad03A19891 Aradu.A03 19891 p4 (TTTA)5 20 109305004 109305023 GCTACTCGTGCTCACCCCTA TGTCCACTCATATCGTGCTTG 270

Ad03A19892 Aradu.A03 19892 p2 (AG)20 40 109308273 109308312 CACCCTCAACTCCTTCTCCA CCTCCTTTACACCCTCACGA 279

Ad03A19896 Aradu.A03 19896 p3 (TTC)8 24 109325602 109325625 GGAATTGGGAAATGGGTTCT AATGGTGAGAGGCTTGTTGG 239

Ad03A19898 Aradu.A03 19898 p2 (TC)7 14 109346068 109346081 TGCACTTAGCAGCTGAACCA TTTGATGGTTATCCGTGGCT 265

Ad03A19900 Aradu.A03 19900 p2 (GC)7 14 109354753 109354766 AGGCACAAACTGGGCATAAC CACCCTCCATACATTGACCC 214

Ad03A19902 Aradu.A03 19902 p3 (TTA)6 18 109384098 109384115 GCAATTTTTCCATCATTTGTTGT CTCCCTGCCTTCTCTTTCCT 262

Ad03A19903 Aradu.A03 19903 p3 (TAT)5 15 109398111 109398125 GAAGGCTAAGAAAAGGAAGGC CTGCAGCGGAATTTTGACTT 279

Ad03A19904 Aradu.A03 19904 p3 (TAT)5 15 109402219 109402233 AAGGAGTTTTTGTCGGAGAATTT TTTCTGTTGAGTCTGCAGCG 268

Ad03A19907 Aradu.A03 19907 p2 (TC)6 12 109414559 109414570 TTCCCTCCCTTCTCTCTTCC TCTCTCTCCTCCTCCTCTCTTTT 238

Ad03A19908 Aradu.A03 19908 c (AG)6gagg(GA)10tgagggggagagagagggagagaag(GA)673 109415320 109415392 GAGAAAGGAGGGGGAGAGAG CAGTGCACCAGTTTAAACCAA 244

Ad03A19911 Aradu.A03 19911 p6 (GAAGAG)5 30 109420866 109420895 CCTCCTCATCTTCTGCTGCT TGCTAACGGGCCTTTTAATG 276

Ad03A19912 Aradu.A03 19912 p3 (GAT)5 15 109421533 109421547 CCGTGACACCCAGAGATTTT TTGGTTGTATTTCGCGATCA 187

Ad03A19916 Aradu.A03 19916 p2 (AT)8 16 109432918 109432933 TTTCCCCCTTCTTCATTCTTC ATCACAAAAACTGCTGGCCT 189

Ad03A19919 Aradu.A03 19919 p2 (AT)9 18 109442519 109442536 GCTCGAACATTACGACGACA GATATGGGCGCAGAAGTCAT 226

Ad03A19921 Aradu.A03 19921 p2 (AT)7 14 109449736 109449749 CCGCAATACTGCTCCAAAAT ACCCTCGCCTTTACCTTGAT 190

Ad03A19925 Aradu.A03 19925 p2 (TA)6 12 109474273 109474284 AACAAACCTACACAAGTCATTGAA CTGGAGCAAGGCTTTCTGTC 266

Ad03A19926 Aradu.A03 19926 p3 (ACG)5 15 109488952 109488966 GTCAGCACCTACTCCGCTTC GGCACAGTTAGGCCACAATTA 250

Ad03A19928 Aradu.A03 19928 p2 (TA)6 12 109490870 109490881 GCAAATGCTCTTTCTGTTGTTT CGCTCTACATCGAAATGAGTGA 280

Ad03A19929 Aradu.A03 19929 p5 (AAGAT)6 30 109505312 109505341 GCCCGAATAGAGGAACACAA GTACCTGCAAGGGACTCCAA 262

Ad03A19930 Aradu.A03 19930 p5 (AAGAT)5 25 109533803 109533827 GTTCGGCCAAATTACCAAGA GAGGTGTGGAGTGACCGTTT 190

Ad03A19931 Aradu.A03 19931 p3 (ATA)7 21 109536132 109536152 TCCAATCAAAATTTCGAGGC GTCGGCTTGTCGCTAAACAT 280
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Ad03A19932 Aradu.A03 19932 p3 (AAT)22 66 109542918 109542983 ATAGGATCAGCACCACCACC TGCGATTTTGTTTTACCCGT 260

Ad03A19933 Aradu.A03 19933 p2 (GT)7 14 109544622 109544635 ATTACTTGGTGTGCGTGTGC GACACTGAAAATCCGGTGCT 252

Ad03A19934 Aradu.A03 19934 p3 (TTA)6 18 109549706 109549723 AGAAAAGGGACATGGAGCCT AAACAAACAAACAAGCCATGC 224

Ad03A19936 Aradu.A03 19936 p3 (AAC)5 15 109555440 109555454 GATGCCTCATGTCTGTCTGG TGCTATGTGTATAGAGGGAAAAAGAA 240

Ad03A19937 Aradu.A03 19937 p2 (TA)11 22 109560956 109560977 TGCAATTCTCTCTCTCTTTACTTTTT TTGATGGTTGTGATGATGGG 231

Ad03A19938 Aradu.A03 19938 p2 (GA)14 28 109567648 109567675 GGATGCGAGAGAGCAAAAAC TTGCAGTCCAATGCTTTCTG 186

Ad03A19943 Aradu.A03 19943 c (T)10ggtatgaacacagattgtattttaacaatga(T)10ccgaaacctcaaaatacagcttgcattttatatgtcttaaatttcttttttattaaaagttgtaaaacgcagtttgcattttgt(A)13148 109641554 109641701 TGTCAGAGCAAAATGCAGGT TCATGTTTCAATCGATCACCA 266

Ad03A19944 Aradu.A03 19944 p2 (TA)7 14 109642870 109642883 TTTCACTACACGCGTCAAAAA GCTCGTCTTTAGATTTATAGCACTGT 276

Ad03A19946 Aradu.A03 19946 c (TCT)6tcgcgt(TCC)539 109643754 109643792 CGCGTACACATCCTTCTTCC TAAGGTGCGTTTGGACTCGT 237

Ad03A19949 Aradu.A03 19949 p3 (TTA)5 15 109648245 109648259 CGCTGGAGGTCATTAGTGGT GCAAGGGTTGCTAGGGTTCT 277

Ad03A19954 Aradu.A03 19954 p3 (TTA)6 18 109660935 109660952 ATTGAAGCTATGGTCCCTGC AGGCGCAATGGCTACTTATG 153

Ad03A19957 Aradu.A03 19957 p2 (TA)6 12 109668188 109668199 ACGCCAAAGGCAATCATAAG GAAATTACCCCCAAAAGCGT 276

Ad03A19959 Aradu.A03 19959 p2 (AT)11 22 109670454 109670475 TGGTGTTCCTTGGTGTTTTTC TGAAAAATTTTGAAATTGAAGTCTG 216

Ad03A19960 Aradu.A03 19960 p5 (TTTAT)5 25 109670711 109670735 CCTAACCACTTTCTCTCTCCTCA GAAGACCGGAAGTCCATGAT 200

Ad03A19961 Aradu.A03 19961 c (T)10aactttgtgatagtgttattatggaaatttaccttaggagatatatagtg(GTA)575 109693982 109694056 GAGCAAGGGCGTGATCTAAG CATGCCTGATGATGATGAGAA 249

Ad03A19964 Aradu.A03 19964 p2 (AG)8 16 109716472 109716487 CTGAGCACATAGCCCAGGAT TCAATTAAACAATGCAGCCG 268

Ad03A19965 Aradu.A03 19965 p2 (CA)8 16 109716628 109716643 CTGCCTTTGCAACAATTGAA GTTCGTAGCAATAGCAGGGG 228

Ad03A19966 Aradu.A03 19966 p4 (CATG)6 24 109716934 109716957 TGAAAATGGGATTGCAGTGA CGGCGCAGACCATTTATTAT 239

Ad03A19968 Aradu.A03 19968 p4 (TATG)9 36 109725768 109725803 AAAACTTGCAGGCATAACCG GGGACACCACACCACCTATT 216

Ad03A19969 Aradu.A03 19969 p3 (TTC)5 15 109726803 109726817 TTCAATTTGGTTTGGGCTTC GACCTCTCGAGCCAGACAAC 161

Ad03A19970 Aradu.A03 19970 p3 (ATT)5 15 109727967 109727981 AGATACCCACCCCGTAAAGC GGCTGCACAACAAGCTACAA 217

Ad03A19971 Aradu.A03 19971 p3 (AGA)6 18 109728243 109728260 TTGTAGCTTGTTGTGCAGCC CATCATCATGCATCGACCTC 264

Ad03A19972 Aradu.A03 19972 p2 (AG)14 28 109728570 109728597 TCTTCGGAAACAGCTTCGAT CGCGTCTTCTTCCTCTGAAC 181

Ad03A19978 Aradu.A03 19978 p3 (AAT)7 21 109735892 109735912 GGCAGAAGCCATTAATTCCA ATCCTTTGCTGCTGCATTTC 234

Ad03A19979 Aradu.A03 19979 p2 (TA)8 16 109736525 109736540 TTCCTCAACATGCATTCCAA TGATATCCTTAAAAATAAATGATCGAG 270

Ad03A19980 Aradu.A03 19980 p3 (TAT)20 60 109745807 109745866 CATCAACCAACAACAACCTCA TTGTGGACGAATAATGATGGA 214

Ad03A19982 Aradu.A03 19982 p2 (AC)9 18 109754936 109754953 ACGCTTCCGATTGTGCTACT TCAGGTAACCCTCGGAACAG 179

Ad03A19984 Aradu.A03 19984 p3 (TTC)5 15 109795693 109795707 ACATACACCCTCCCCTCTCC GCTTTTGTCTTCCCTTTCCC 272

Ad03A19986 Aradu.A03 19986 p3 (TCT)6 18 109812041 109812058 CTCCCACATAGCCGAACCTA TCTCCTTTTCCCATGATTCG 279

Ad03A19987 Aradu.A03 19987 p2 (CT)6 12 109865963 109865974 TGGTGTGCAAAGGCATTTTA TTGGGTGGGAAAGAGTTTTG 206

Ad03A19989 Aradu.A03 19989 p2 (AT)6 12 109874870 109874881 ATTGTGGTCGTGCAGTGAAA AGAAAAGGCAACGGATCTCA 268

Ad03A19993 Aradu.A03 19993 p2 (AT)9 18 109927017 109927034 TTGTTTTCAGATGCAGGTCG AGCTCATAACTCACCCTGCG 264

Ad03A19995 Aradu.A03 19995 p5 (AAGAT)5 25 109946995 109947019 AAGTCACGAGAAAGCCCAAA GTACCTGCAAGGGACTCCAA 270

Ad03A19996 Aradu.A03 19996 p2 (AG)8 16 109948468 109948483 AAGAACCTGGGATTGAGAGTCA AGAAATGCATCCATTGAGGG 152
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Ad03A19997 Aradu.A03 19997 p2 (TA)6 12 109949330 109949341 TTTGAAGTGGTTGAATGCCA CAAAATCCAGTGAGGGTTCA 279

Ad03A19998 Aradu.A03 19998 p2 (AG)7 14 109956898 109956911 TGTCTTCAGATTGAGAACAACAA CGACGGCGAATTTTCTGTTA 268

Ad03A19999 Aradu.A03 19999 c (T)11cgtttttctccttctctttttttttagaaa(T)1051 109959608 109959658 TCCCCAATTAGAGGTGTCCA TGGTTCATGAATGTTGGCTC 235

Ad03A20000 Aradu.A03 20000 p5 (TTATC)5 25 109996363 109996387 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 126

Ad03A20001 Aradu.A03 20001 p5 (TTATC)5 25 110001488 110001512 CCTGGGTGCTCCAGTGTATT AAAGCATGCCCAAAATGAAG 183

Ad03A20002 Aradu.A03 20002 p3 (ATC)6 18 110045062 110045079 AGAAGTCGGAGAAGTTGGCA TGCTCAGGCTGATTACATCG 238

Ad03A20003 Aradu.A03 20003 p3 (AGA)5 15 110059405 110059419 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 196

Ad03A20005 Aradu.A03 20005 p3 (TTA)17 51 110073020 110073070 GGCACGCAAGTTATCTCGTT TTTGGAAGAGCTAACAAGAAAGG 245

Ad03A20006 Aradu.A03 20006 p2 (TG)6 12 110083648 110083659 TCCTCAACTTTGTCCCAACC CACAGGTAAAAACAGGGGGA 204

Ad03A20009 Aradu.A03 20009 p3 (TCC)6 18 110099419 110099436 CCGTTTCCTTCTCCTTCTCC GCAGCATCAAGTGAACCTCA 212

Ad03A20014 Aradu.A03 20014 p2 (GT)6 12 110110866 110110877 TCAGATAGATGGTGGTGCGA AGGGCGACACTAGCAACCTA 270

Ad03A20016 Aradu.A03 20016 p3 (TTC)6 18 110112779 110112796 ACCCAAACAACCTCCCTCTT GTGTTGACTGCGTGGAACAT 255

Ad03A20017 Aradu.A03 20017 p3 (AGA)5 15 110120402 110120416 TCAGAGGTTGAAGCTGTTTTCA TTGAATTTGTTACAAGTGGGTGA 231

Ad03A20019 Aradu.A03 20019 c (GA)7aagcacaggagcagag(GA)744 110136956 110136999 ACGTGGAGGCTTTTGTTGTC ACAGAATTTTTCGGTGACGG 252

Ad03A20022 Aradu.A03 20022 c (A)13gttctgcaattggtgaacataaattgagaattaggattttaaattgagaatagagattatattgc(A)1290 110194652 110194741 ATAGCAGTGGCGCTTTTGTT TCAATTTTCACCTAACACTAACGG 263

Ad03A20024 Aradu.A03 20024 c (T)11aatttgacagaacatctattgctttttttaatttggttgttatttcattattaattaaacttttaattgccccgtttcaatacc(A)10105 110200603 110200707 AAAAATAAAATTTGGTACAAGGACTCA TGCAATTGTTTTAAAGTGATGCT 262

Ad03A20034 Aradu.A03 20034 p2 (TA)7 14 110228480 110228493 TGTTTGGACACCGGACAGTA AACCTTGAATGATTTTTCTCTCA 183

Ad03A20035 Aradu.A03 20035 p3 (TTC)5 15 110235008 110235022 TGTAAACACGTGCTTCCTCAA TGAGGATGAAAACGCAAAAA 178

Ad03A20036 Aradu.A03 20036 p3 (AGA)7 21 110236197 110236217 CACACCTCAACCACCAGTTG TTCACGAACTTTGTTGTCGTT 143

Ad03A20037 Aradu.A03 20037 p3 (AGG)8 24 110243418 110243441 AGAAGGGAGTGGTCGAGACA GGCAAAAAGGAATGCTCAAG 187

Ad03A20039 Aradu.A03 20039 p3 (ACA)5 15 110247922 110247936 TCCACAATCGGTGTGGTTTA TCGAGCTCGTAGCTTACTCATTC 240

Ad03A20040 Aradu.A03 20040 c (GTG)5gcggcagcaacgatgacaacgtt(GGA)759 110252937 110252995 GAAGAAGTGGTGGTGACGGT AACTTTAGTCATGCGCCCTC 146

Ad03A20041 Aradu.A03 20041 p2 (TA)7 14 110254227 110254240 GGGACCAATTGTGTAATTTAACC GGTATTTAACCGCCGCAATA 263

Ad03A20042 Aradu.A03 20042 c (AC)12(AG)11 46 110267314 110267359 ATCGTCATCCCTTTTTCCCT CTCTCGCACATGCAACAGAT 222

Ad03A20043 Aradu.A03 20043 p3 (CTT)7 21 110275558 110275578 ATTTTTGCAATTTGGATGGC TTTCGTTCCCAACCTTTTTG 263

Ad03A20046 Aradu.A03 20046 p2 (AT)6 12 110284798 110284809 TTGCAGTTTTGCAGTTTTGC TGGACATGGAAGCTCTGACA 263

Ad03A20049 Aradu.A03 20049 p2 (CT)12 24 110292403 110292426 CAGTTGGAAGCAGACCCTTC CAAACCAAAGCAGCATGAGA 157

Ad03A20052 Aradu.A03 20052 p3 (CTT)5 15 110298415 110298429 ATTTCGCATCGCGTTTATTT AGGAGGAGAATGAGGAACGC 210

Ad03A20055 Aradu.A03 20055 p2 (CT)6 12 110305569 110305580 TGCTAGCACAGGAGCAAAAA TTTGCTTTACGAAGCGAGGT 114

Ad03A20056 Aradu.A03 20056 p2 (CT)6 12 110318944 110318955 CCGATTTGCAGTTTTTCGTC AGTCATTGGAGAGAGAGAGGG 267

Ad03A20058 Aradu.A03 20058 c (CT)15cg(CT)9cg(CT)970 110324720 110324789 AAATGAATGGTGAAGCCAGG ATAGGGCCAACGGACAAAA 254

Ad03A20059 Aradu.A03 20059 p4 (TAAT)5 20 110325193 110325212 TCTCACACGCAATGTCGAAC TGAGATGCTTGACTTTCCCA 277

Ad03A20060 Aradu.A03 20060 p2 (AT)7 14 110329364 110329377 TGATTGTAAATTCCGCACCA CTTCCATAAATCGGAAGCCA 253

Ad03A20061 Aradu.A03 20061 p3 (GAA)5 15 110333069 110333083 GGAGATGCATGCTGCAATTA AAAGCAACACATCCTCCGTC 225
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Ad03A20064 Aradu.A03 20064 p3 (TTC)5 15 110344804 110344818 GCAGAGAATAACAGCGGCTC AGTGAGATTATGGCCGTTGG 258

Ad03A20065 Aradu.A03 20065 c (CTT)5ctcataagcttcaaatcgtttgaagctcttccctgttctttctctc(T)1172 110345372 110345443 ACGGTCACGAAAATGATTGG TCACACACAAATTTCACTCTTTCA 279

Ad03A20068 Aradu.A03 20068 p2 (TA)9 18 110405484 110405501 AGACTAGTGCGCATGACACG TGCTTTCGGCTACTGGACTT 226

Ad03A20069 Aradu.A03 20069 p2 (TG)11 22 110405930 110405951 TAACTGCGTGCCTGTTGAAG TCTATTTCACTCCCCGATGG 175

Ad03A20070 Aradu.A03 20070 p2 (TG)19 38 110406155 110406192 GAAAACCACCAGAGCCGTAG CATGTCGCGTTCAGTCTGTT 231

Ad03A20075 Aradu.A03 20075 p2 (TA)6 12 110434423 110434434 CATTTGGAGTTTGCACGATG TTGAGCTAACTGATGCTGCG 257

Ad03A20076 Aradu.A03 20076 p2 (AG)6 12 110439188 110439199 TGTGGGGTTGAATCTTAGCC GGAGATTGGATGTAGGCTGC 253

Ad03A20077 Aradu.A03 20077 p2 (TA)7 14 110453003 110453016 CCGGATCTTGAGCCTTGATA AAGGGGTAAACAAAAACCGC 137

Ad03A20078 Aradu.A03 20078 p3 (CAA)5 15 110454282 110454296 GTCAAAAGGGATCATTCCCA GCACCTTGTTTCTGCCTCTC 271

Ad03A20079 Aradu.A03 20079 p2 (TA)6 12 110462144 110462155 AGCTGGATCTTGAGCCTTGA AAGGGGTAAACAAAAACCGC 137

Ad03A20083 Aradu.A03 20083 p4 (ATTT)5 20 110471168 110471187 TTGCTATTGGTTTGTGGCTG TGGCGATAAAATTTCACCCT 241

Ad03A20084 Aradu.A03 20084 p2 (AT)6 12 110471948 110471959 GAAAATAACGGTGAACGACCA AAATCCAACCCAATCCAACC 212

Ad03A20086 Aradu.A03 20086 p3 (AGA)6 18 110485595 110485612 CAGTTCGGAGAACGGAGAAG CCTTCCCTCTCCCTAAAACG 149

Ad03A20087 Aradu.A03 20087 p2 (AG)14 28 110486108 110486135 ACCGTTGGAGTTACTGTCGG TAAATTCGAACTGCGAACCC 207

Ad03A20088 Aradu.A03 20088 p2 (TA)11 22 110486836 110486857 CGAATCACATGTCTATAGGATCACA TGGGCACTTTGGGATACTTC 224

Ad03A20089 Aradu.A03 20089 c (TA)7gttatcttagaaagtcgttctttacaggcggcttagcatcaaatgatttgtgatctcaaatattgcggcaagagtctatccaatacaatcttgggtata(AT)7127 110487161 110487287 TAACTGGCATGCACGCTTAT CACTCATCAATTTACAAGATTGTTCT 275

Ad03A20091 Aradu.A03 20091 p3 (AAT)18 54 110494992 110495045 AAATCCAGCGTTTCAGCAAG TAACCTGGTCCTTGTCAGCC 233

Ad03A20093 Aradu.A03 20093 p3 (GCC)5 15 110498406 110498420 ACTGCTTCCGAATCCAGCTA CGATGATGACATTTTCGACG 244

Ad03A20101 Aradu.A03 20101 p2 (AG)6 12 110529819 110529830 ATAGCGACGGCGACTAATTG CATCGCTGCTCATCCTGTTA 170

Ad03A20103 Aradu.A03 20103 c (AAT)11tgttaccgtaacaacaacaat(AAC)569 110540247 110540315 AAAATTCATTCCAACGACGAA ACAATAGCGAACCTGCATCC 226

Ad03A20109 Aradu.A03 20109 p3 (TTA)6 18 110602987 110603004 TCAACCCGTTCTCACTTTCA TGGCCCATTATGAGGGAATA 262

Ad03A20115 Aradu.A03 20115 p2 (CT)8 16 110623816 110623831 TTTCGAAATTCTCTTCCCCC CGGAAAAGCACACCAAACTT 199

Ad03A20116 Aradu.A03 20116 p3 (AGA)7 21 110647189 110647209 AAAAAGTCCTAAACGTTGGATCA AAGCCACAAGGAAGATGAAA 251

Ad03A20120 Aradu.A03 20120 p2 (AG)6 12 110675164 110675175 TGAGGCTAGAACAAGGAATTG TTGGACGCGTGACTTCATTA 260

Ad03A20123 Aradu.A03 20123 p3 (AAT)7 21 110686232 110686252 GCGGTGGCTACATGGTATCT ACAATGAAGATGGTGCCACA 253

Ad03A20124 Aradu.A03 20124 p2 (GA)21 42 110687946 110687987 GGTTTGACCTCGATGGAAGA CTCTGTGTTGCCTCTCACCA 257

Ad03A20125 Aradu.A03 20125 p2 (AG)13 26 110688123 110688148 ATGGGAGTTTCATCGTGCTC CCGCTCATCCTAAATCCAAA 135

Ad03A20126 Aradu.A03 20126 p3 (TGG)7 21 110690765 110690785 TCTGCATTTGTGACTGCCTC GCCACTACCATCAGCACCTT 222

Ad03A20129 Aradu.A03 20129 p2 (TC)6 12 110704842 110704853 GATGCGTGTCTGACGCTAAC AGATGATTCGCCTCCCTTTT 279

Ad03A20131 Aradu.A03 20131 p3 (AAG)5 15 110728399 110728413 CTCCCATGACTCAGAGGTGG CCCATATGGCCGAAACATAC 223

Ad03A20137 Aradu.A03 20137 p2 (CT)6 12 110762195 110762206 CGGCGTTTAACACCAGAAAT GTGAAGGGTTTTTGGGGAAT 183

Ad03A20142 Aradu.A03 20142 p4 (AAAT)6 24 110785063 110785086 GAGTAGAATGCGAACCCCTG GGGGGATGTAAAGAATGGTT 228

Ad03A20143 Aradu.A03 20143 p2 (GA)21 42 110790879 110790920 TTTATCCTTTTAGGAAACGCAAA TTTCTTGAATTTAATAACCCTAATTCC 274

Ad03A20149 Aradu.A03 20149 p2 (AG)7 14 110806845 110806858 AGGTCCGAACCTTCGAGAAT CGAACGCTAAACACAAACGA 136
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Ad03A20153 Aradu.A03 20153 p3 (TAA)5 15 110813567 110813581 GCACGTCATGATCGTACCAA CCCTCACCCTTGTTGCTTTA 246

Ad03A20164 Aradu.A03 20164 c (A)10ttaagactcttaataa(T)1036 110854892 110854927 CAATTTAACCACCAATCTAACATTTTT AGTTTCTCTTGCAAGGCCG 277

Ad03A20166 Aradu.A03 20166 p2 (TC)6 12 110858822 110858833 GAACACGCTGTTGTTCATGG AGTCGGCCACGAGAACTCTA 224

Ad03A20173 Aradu.A03 20173 p3 (TTG)5 15 110871381 110871395 ACGCATTCTTGAACGGTCTC CACCACTCACCCCAAGAAGT 256

Ad03A20174 Aradu.A03 20174 c (A)10ttggtttaaggttaattttcaccattgattccctcggacccaatccaactt(A)1374 110871626 110871699 ACTTCTTGGGGTGAGTGGTG GTGAAAAGTGGTCAAAACGG 260

Ad03A20176 Aradu.A03 20176 p3 (AAT)9 27 110874283 110874309 TGAGGAGGAGGGAGAGTGAA TCTGATGATCCAAATGCAGC 197

Ad03A20177 Aradu.A03 20177 p3 (AAT)6 18 110887074 110887091 CCCACGGAGATTGTTGGTAT TTGACAATGGTGATGCCCTA 271

Ad03A20178 Aradu.A03 20178 p3 (AAG)5 15 110890844 110890858 CGACCTTAGGTGCCATCAAT CACCCAAACCCCTCCTAAAT 261

Ad03A20180 Aradu.A03 20180 c (T)10ggtatactataactactgtatataagtgtagccttaggtctcttttttttcctctatactatagctactatatataagtgtagccttagatctcg(T)10115 110915538 110915652 ACTTGTAAAGCGTAGCCCCA ATTCCTCAAGGAGTGCAACC 237

Ad03A20181 Aradu.A03 20181 p3 (AGA)5 15 110918850 110918864 ATAATCGCAGAACCTCCCCT GACCCTCAACGATGACGACT 219

Ad03A20182 Aradu.A03 20182 p3 (AAT)5 15 110921229 110921243 TTCACTTCGGAGAATAATTTTGTA GCATATCATGTACGCAACGC 241

Ad03A20184 Aradu.A03 20184 p3 (TAT)11 33 110921861 110921893 TCCAACTTATCACCGGAACA TATTTGGCTGGATTTTGGCT 214

Ad03A20185 Aradu.A03 20185 p3 (TAT)12 36 110924976 110925011 GGATGGATTTGAGATCGGTG CCGATACCGTTGAAGGATACA 280

Ad03A20188 Aradu.A03 20188 p3 (AGA)6 18 110940859 110940876 CTAGAGGATTCTCCGGCCTT TGGCCGAACCTACATCTCTC 170

Ad03A20189 Aradu.A03 20189 p3 (TTC)5 15 110947311 110947325 CCCATAAACCCCACCTACCT CCCTCGAGCAAAAGAAGAAA 225

Ad03A20190 Aradu.A03 20190 p3 (AAG)5 15 110953098 110953112 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 249

Ad03A20191 Aradu.A03 20191 p3 (TCC)5 15 110954731 110954745 CATGAATGGCAGAAGGAGGT CCAAAGAGAGAGTGCAAGGC 198

Ad03A20192 Aradu.A03 20192 p2 (AT)6 12 110989856 110989867 CTTGGGACATTGGTTGAGGT TGGGGTATTTTTGTCCCCTT 231

Ad03A20193 Aradu.A03 20193 p3 (TAA)15 45 111022790 111022834 GGGTCTCTCTTTGTTGATGACC TGCTTTCCCTTCATCAGCTT 279

Ad03A20195 Aradu.A03 20195 p3 (AAT)5 15 111025148 111025162 GATCTGCCGGATTGGAAATA CGATAGGTAAACGAGACAGAAACA 275

Ad03A20196 Aradu.A03 20196 p3 (AAC)5 15 111031336 111031350 AAAGTACGCCACTAGGGCAA CCCATACTGAGAACCTCCGA 192

Ad03A20197 Aradu.A03 20197 p3 (GAA)8 24 111041779 111041802 CCCTCTCCTTTATCTGCACG ACAGTTGGATGATGTGGCAA 228

Ad03A20198 Aradu.A03 20198 c (T)10aatttttattttggagcttttcc(T)1043 111045793 111045835 TGAAAAGGGGTTTTCTGCTG ACATCAAGGTGGCCAGTAGC 275

Ad03A20199 Aradu.A03 20199 p3 (TTC)5 15 111046091 111046105 CGATGTTGCTGAGCAGGTAA CCTCCTAAAAGCGCACAGTC 161

Ad03A20204 Aradu.A03 20204 p3 (TCT)10 30 111055815 111055844 GGCTTGGCTTTGAAACTCAC AGGCCATTGGCATCAACTAC 223

Ad03A20205 Aradu.A03 20205 p2 (AT)9 18 111056475 111056492 TGGCCATCAATAATCCACAA CAGCAAGAGTGAGACCGACA 254

Ad03A20209 Aradu.A03 20209 c (T)10gtgtcgaaatcaactttaactgaatatgcgc(TAT)556 111059321 111059376 GCAATGTAGAAACTTAATTGAAAGAAA TTTGAGTTTGAAGGCAAGGG 275

Ad03A20212 Aradu.A03 20212 p2 (TC)21 42 111084332 111084373 AGGGACGACAATGGTCAAAG CACGCAGGACAAAAGAGACA 191

Ad03A20213 Aradu.A03 20213 c (TAT)5catattttattttgatttttagta(TAT)554 111085116 111085169 GGTGATCCCCACATGATTTC CAACCTATACCTCGGAGCCA 209

Ad03A20214 Aradu.A03 20214 p3 (ATC)6 18 111095463 111095480 AGAAGTCGAAAAAGTCGGCA CTGTTCAGGCCGATTACACC 239

Ad03A20217 Aradu.A03 20217 p2 (TA)6 12 111105465 111105476 AGCAAGGTTGTGAAAGTCGG TGCAACAAGTTTGGTGAAGG 280

Ad03A20221 Aradu.A03 20221 c (TC)8agtctctctgtgtg(TA)1356 111110533 111110588 GCCGTCTTTCTTCAAACAGC GAGGGATCAAGGTCCGGTAT 226

Ad03A20222 Aradu.A03 20222 p2 (TA)6 12 111110830 111110841 ATACCGGACCTTGATCCCTC CCCACTTGAAAACGCCTTAC 193

Ad03A20223 Aradu.A03 20223 c (AT)9(AG)7 32 111111681 111111712 ACATGCAGGACCCCAAAGTA TTTCGGTGCAACTCACTGAC 276
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Ad03A20228 Aradu.A03 20228 p2 (AT)10 20 111124777 111124796 TGGAGCTGACCTAGACTCGAC GAAGGATTTAAATGTGTGATCCAA 258

Ad03A20230 Aradu.A03 20230 c (T)10caaaa(T)10 25 111162393 111162417 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAAGGAGG 192

Ad03A20231 Aradu.A03 20231 p2 (TA)7 14 111182521 111182534 ACTTGCATGTGTGTTTTCCA TTGAACTTAAAACGCACGAA 100

Ad03A20235 Aradu.A03 20235 p3 (TTG)5 15 111212586 111212600 TGACAGAACTTGATGGCGTC TGGCTTCTTTATCCCACAGG 201

Ad03A20237 Aradu.A03 20237 p2 (CT)6 12 111234729 111234740 TACACGTTTGACCCTCCCTC CGGAAAAGCACACCAAACTT 119

Ad03A20239 Aradu.A03 20239 p2 (TG)8 16 111242202 111242217 TGTGTTAGTGCAAGGCATCC TTGTCACACATTCAGGCACA 101

Ad03A20240 Aradu.A03 20240 p3 (GAA)6 18 111245299 111245316 ATTGAATTTCTGCCTGCCAC TCTCCCTATCTTTCCTCGCA 211

Ad03A20243 Aradu.A03 20243 p2 (AT)8 16 111280087 111280102 TTTGAAATAGCCTGTTGGGC GACCCAATATCAAATCCTTCCA 112

Ad03A20244 Aradu.A03 20244 p3 (ATT)5 15 111284427 111284441 TCATTTGAATTTGGATAAATTAAGG CCGATATTTACTCATACCGGC 225

Ad03A20249 Aradu.A03 20249 p5 (AAATA)5 25 111308875 111308899 TGAAGCAAGAAAAAGCAGCA TGCTCAAAGCCTTGAATCCT 172

Ad03A20250 Aradu.A03 20250 p4 (ATTT)5 20 111319632 111319651 ATCAAGACCACGCCATGTTT CCCCAATGAGTAGCTTAGCC 277

Ad03A20253 Aradu.A03 20253 p3 (ATA)9 27 111338435 111338461 CTCACTCGCCTCCATTTCTC CCTACCTGCCAATCGTCATT 198

Ad03A20257 Aradu.A03 20257 p2 (AT)8 16 111363482 111363497 TGTCATTCACCACCACTTAGC TGGTTCAACCGGTGAGTTAC 280

Ad03A20260 Aradu.A03 20260 p2 (TA)6 12 111373631 111373642 TCTCGGGACTATGTTTTGGG CGAACCAGGATAAACCAACG 280

Ad03A20261 Aradu.A03 20261 p2 (TA)8 16 111374190 111374205 AGATCCTCCTCAGCTCCTCC GGATTCTAATTTGCAGGCGA 120

Ad03A20264 Aradu.A03 20264 p3 (ATT)6 18 111382265 111382282 AAAAAGCTAACATCAAATCATCCA TGGAGTGGGTGTTGTATTGAAG 216

Ad03A20266 Aradu.A03 20266 p3 (ATT)5 15 111388734 111388748 GGGCTTGATTTCGCATAGTC TTGGATCGTATGACCAATCG 132

Ad03A20272 Aradu.A03 20272 p3 (TTA)6 18 111409371 111409388 TTGCTGTTCTGTTTGTTGTTCA CAGGATCCAGAACCTCCAAG 255

Ad03A20273 Aradu.A03 20273 p3 (TGA)6 18 111412764 111412781 GAGAGAGCTGAGGCTGAGGA TCTTAGCTCTCCGAATGCGT 178

Ad03A20275 Aradu.A03 20275 p2 (AT)8 16 111417561 111417576 ACGCTTAAGCCATTGACTCC CGTCACTGGTCACTCTTTGC 259

Ad03A20276 Aradu.A03 20276 p3 (ATT)6 18 111419798 111419815 GGCCAGCAATTTTTGTGATT TGTCACGTCATTCGACCACT 256

Ad03A20287 Aradu.A03 20287 p2 (TC)21 42 111456520 111456561 ACAGGCTCGACGAGAGTTTC TCCAAACTGAGCCCAAGACT 244

Ad03A20288 Aradu.A03 20288 p2 (TA)10 20 111457597 111457616 ATCGAGAGGGAATAAGGGGA AAAGTGTTGGGGAAGACCAA 132

Ad03A20292 Aradu.A03 20292 p2 (TC)6 12 111469325 111469336 CCCTTCCTTCAACTCCATCA AGAGCAGAGGGCAGAGTGAG 245

Ad03A20295 Aradu.A03 20295 p4 (TTAT)5 20 111479129 111479148 CCAGACAGTGGTGCTCAAAA CCTTGAAGCAAAAGAAACAGC 242

Ad03A20297 Aradu.A03 20297 p3 (AGA)5 15 111485768 111485782 CTAGAGGTTTCTCCGGCCTT ATATGGCCGAACCTTAACCC 261

Ad03A20299 Aradu.A03 20299 p3 (ATA)6 18 111495788 111495805 GCAACTCTGACTACGTCTCCG CCCTGTTTATCACTTTAATTTTCG 221

Ad03A20302 Aradu.A03 20302 c (T)10ggagttcgatat(A)1032 111499097 111499128 TTCTCCAATTGAGACGAATTGTT TGCTGATGAAGTACCAAATCAAA 272

Ad03A20303 Aradu.A03 20303 p3 (TTC)5 15 111500020 111500034 ACGTAATCAAAATCGGACGG AATGAACATGAAAGCTGGTGC 208

Ad03A20304 Aradu.A03 20304 p3 (GAT)7 21 111507310 111507330 GCACCAGATCTCGACCTTTC GACGAGTCTGAAGAGGCACC 244

Ad03A20307 Aradu.A03 20307 p2 (TA)8 16 111515740 111515755 ACCCTGCACATGGCATAAAT AAAAATTAGTTAGGTTTACCGATATGA 258

Ad03A20311 Aradu.A03 20311 p4 (TAAA)5 20 111528275 111528294 GCTTAAAGAAGAGGCAAGGC TCAGCAGGGAGAGACAATGA 218

Ad03A20314 Aradu.A03 20314 p2 (CT)6 12 111580379 111580390 TGCAATTGAGCGTACCATGT TGAGGTTTTCGGGAAAGAGA 250

Ad03A20322 Aradu.A03 20322 c (T)12ctcaaaagca(T)1032 111618898 111618929 TCATCTAAAATCCCACCGGA CCTTCATGTTTTGCCCACTT 207
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Ad03A20325 Aradu.A03 20325 p2 (GA)6 12 111623804 111623815 TGCCTCCTTGGAATTGCTAC GGAAAGGGCATGTATCGTGT 247

Ad03A20326 Aradu.A03 20326 p3 (TTC)5 15 111627204 111627218 CTATCATGGGCTCGCTCTTC CCCAAAACTCAATCCCAATG 112

Ad03A20329 Aradu.A03 20329 p3 (GTT)5 15 111640867 111640881 TACCGTTGTCGCTACTCGTG GAAGCAGGCAGAAGCAGAAT 233

Ad03A20330 Aradu.A03 20330 p3 (ATT)5 15 111642455 111642469 GAGAAGGGAACTTTGGGAGG ACTCAGGAACTTGGGGCTCT 193

Ad03A20331 Aradu.A03 20331 p3 (AAG)5 15 111657171 111657185 ACGATCAGTAGGGTTCGTGG GTTCCCGCATTAGGACAGAA 103

Ad03A20334 Aradu.A03 20334 p2 (AT)7 14 111669520 111669533 ATCCAAAAATAATCGTGCGT TTGGAGACAGGAATTAGGATTACC 101

Ad03A20336 Aradu.A03 20336 p2 (AT)8 16 111671704 111671719 GGCTCTGCCTAAACAGCAAA CAGTCTACAAATCAAATAGACACTCAA 280

Ad03A20340 Aradu.A03 20340 p2 (CT)7 14 111679642 111679655 CGTTTTTGTGACCGAATGTG GCAGTAGTGCTGACAGAGCG 192

Ad03A20341 Aradu.A03 20341 c (TG)9ta(TG)7 34 111681280 111681313 CATGCAGGCGTGAGGTATTA ATATTGGGTTCTTACCGCCC 260

Ad03A20342 Aradu.A03 20342 p2 (AT)10 20 111684769 111684788 TTGTTCGAAGCGTAAATCTTCA ATGTGCAATGTTGAATCCGA 198

Ad03A20343 Aradu.A03 20343 c (CT)9cacctttcttctctca(CT)850 111685191 111685240 TCAAAGTGCAAACCCTCTCC CATGGCAGTACTGGACGAAA 249

Ad03A20346 Aradu.A03 20346 p2 (TA)6 12 111710112 111710123 GGGTTTGGGGGATTTAGGTA TTTTGCATAAGTTTTCTTCGCA 279

Ad03A20348 Aradu.A03 20348 p2 (CT)6 12 111722116 111722127 TAAATACACGTTCAGCCCCC GGATCCCCGGATACTCATCT 192

Ad03A20349 Aradu.A03 20349 p3 (ATA)5 15 111730992 111731006 AACTTGCACTATCCGCAAGG GGGATGACAAAGGAAAGGAA 279

Ad03A20353 Aradu.A03 20353 p3 (ACA)8 24 111755481 111755504 AAGGCATAGATTCAACCCCC CGATGTTGGTGTTCCACTTG 142

Ad03A20358 Aradu.A03 20358 p2 (AG)7 14 111777678 111777691 ATGGCTATGCATGAAGGACC TTCTCCTTTCCCTTTCACGA 205

Ad03A20359 Aradu.A03 20359 p2 (AT)8 16 111783523 111783538 CATGAGCTGGGTTTGCATTA GCTGGTGCAACTATTGGTCA 202

Ad03A20360 Aradu.A03 20360 p2 (AG)6 12 111785633 111785644 CTGCACACATGGCAATAAGC GTGTTGGCCGGAAAGTATGT 206

Ad03A20361 Aradu.A03 20361 p3 (TAA)5 15 111785908 111785922 ACATACTTTCCGGCCAACAC CCGGAGGAATCGAATTAGTG 214

Ad03A20363 Aradu.A03 20363 p3 (GAA)5 15 111794087 111794101 TGATTTCTCCAGATGAGATTGC AAAAATGAAAACAAAAACTTAAACCC 203

Ad03A20367 Aradu.A03 20367 p2 (AG)17 34 111807697 111807730 AGTGTTCGGTGACCAAAAGG CCACCATCCTAACTGGGTGT 241

Ad03A20368 Aradu.A03 20368 p3 (TTG)5 15 111808000 111808014 CCATCCATGTGGTGATCAAA CCTTATTAGTCAATTGCCACG 175

Ad03A20377 Aradu.A03 20377 p2 (TA)6 12 111870009 111870020 CCCGTTAAATCCCCTTTTGT AAGGGCTGAGGGTTTAAGGA 190

Ad03A20379 Aradu.A03 20379 p4 (ATTT)5 20 111881037 111881056 TCGATTAAGCTCGTGTCTCG AAAGTCACGGCTAGGCTCAA 261

Ad03A20382 Aradu.A03 20382 p2 (AT)7 14 111899383 111899396 GCATCCTTAAGAACTCAATAAAGCA AACTCCATTTTAAAGCTCCCAA 143

Ad03A20383 Aradu.A03 20383 c (ATT)19atgttttaatagttttgttaattggaattcattatttaatggatataatatcaatttca(T)10126 111900371 111900496 GGCTTTATGAATGAAATTTGGC AACCGGTATCTAGCCCTTATCA 242

Ad03A20384 Aradu.A03 20384 p4 (TTTA)5 20 111908703 111908722 TTCTTCTTTCTCTGGGTGTCAA TTGATCAGAGTCTCATACTGATAACG 207

Ad03A20385 Aradu.A03 20385 p3 (ACA)5 15 111916170 111916184 CCTCATTTCCCTTCTCTCCC GAGGAGCTGGAGTGAGGTTG 247

Ad03A20387 Aradu.A03 20387 c (TC)7cctctctcccc(CT)1147 111920223 111920269 CGCATAAAACATGGGTTCTGTA AGCCCTTCATCATTGTTGCT 231

Ad03A20388 Aradu.A03 20388 p2 (AT)7 14 111925876 111925889 CAAAACTCGACTTATGGCACA CCCCTGCGAATATTCATTTG 251

Ad03A20391 Aradu.A03 20391 p2 (GA)6 12 111931060 111931071 GAAGGGGGAGGAGAAGAAGA ACGATGATGGTGACGACAAA 229

Ad03A20392 Aradu.A03 20392 p2 (GA)7 14 111931237 111931250 AGTCACCACGTGTTGCTGTC CAGAAACCCCTGAGCAACTC 255

Ad03A20397 Aradu.A03 20397 p2 (AC)6 12 111952291 111952302 CCCGCTTCCTTTATTGCTTA GCACACTAGAATGAGTGAAGTGC 265

Ad03A20403 Aradu.A03 20403 p6 (CCGTCT)8 48 112019872 112019919 CGACATCTAGCTCGTCGGAT GAGGAGGATGAGGGAAGGAC 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A20405 Aradu.A03 20405 p3 (ATT)5 15 112021100 112021114 TTCTCCTTGGCCTCACTGTT GTTCTGCTGCCAAGAAGTCC 204

Ad03A20408 Aradu.A03 20408 c (A)11ccgaaaaaaaaagggagaaaaagaaaacg(A)1050 112049881 112049930 TGGCTCTTGAAAGAATGATGAA CAGCTTTGCTAAAGTCCCCA 228

Ad03A20411 Aradu.A03 20411 p3 (GAA)5 15 112058651 112058665 AAAAATGCGATGCAAAAGAA GGAACATTAGGCAGCTCATCA 204

Ad03A20416 Aradu.A03 20416 p2 (TA)6 12 112085654 112085665 TCCTATGACCAAGAACAATTTAGA TTTTGAGGGTGGTTTGTGTG 258

Ad03A20417 Aradu.A03 20417 c (TA)6aatgttta(T)1232 112085848 112085879 CACACAAACCACCCTCAAAA GAAAGTTGGTCTTGACCCTCC 196

Ad03A20419 Aradu.A03 20419 c (T)12agaaaaagagaccgcaatgaatttccatttttggctgcatatgagtgtgaatgtgatgaagaaa(T)1086 112086127 112086212 TCGACAAAATTGTCACGATAGC TATTTGGCACGTCAATGGAA 273

Ad03A20420 Aradu.A03 20420 c (TA)10tct(AG)11 45 112086626 112086670 GGTCAACGATCAACCACTGA CGACCTCGGAGAAACACATT 171

Ad03A20422 Aradu.A03 20422 p3 (TTG)5 15 112096173 112096187 GGAGCGGCATAGAAAAGTGA GCCATCAACCATCACTCAAA 277

Ad03A20425 Aradu.A03 20425 c (T)10aaataaacatttttaattt(A)1039 112102545 112102583 CTGTCAACGTGGGTTAGGGT ACAGACCAAAACTACGGCCA 274

Ad03A20427 Aradu.A03 20427 p3 (CTC)6 18 112111139 112111156 CCGAGTTGTTTATGCCGACT GTCGAGCCAAACTTGAGGAG 237

Ad03A20428 Aradu.A03 20428 p3 (ATT)5 15 112119320 112119334 TGAATGTTCCCATGTTTATACGA CAAATGAATTGTTACCCACACAA 234

Ad03A20431 Aradu.A03 20431 p2 (GT)7 14 112141205 112141218 AGCAAAACGTGGCTTACCTG GGTCCTTGGCCCAACTAAAC 254

Ad03A20432 Aradu.A03 20432 p2 (GT)7 14 112157411 112157424 AGAGCTCTCCACGGTGAATG CAAACCGAGTCAACCAGACC 238

Ad03A20435 Aradu.A03 20435 p2 (CT)14 28 112177110 112177137 CAAACTGGGACAACCAGACC TCTCTACGGTGAACGTGTGG 253

Ad03A20437 Aradu.A03 20437 p2 (TA)13 26 112195436 112195461 GCTCTTTCCTAAAAATATTGGCAT TGTCCGAGGTACGAATTTTCT 187

Ad03A20438 Aradu.A03 20438 p2 (AT)8 16 112196871 112196886 ATGCATGCCTATCCTATGGC TCTGGGTAAAGTACCGTGGC 238

Ad03A20440 Aradu.A03 20440 c (TC)8(TA)7 30 112201518 112201547 GGTTGGATGGAGTATGGACG CCCCGAAGCAAGTATGAAAA 211

Ad03A20443 Aradu.A03 20443 p3 (AGT)5 15 112205734 112205748 AACTTGGATTGGTCGAGTGG GAAATGCCTGCTTGTCCATT 171

Ad03A20450 Aradu.A03 20450 p3 (ATA)6 18 112228823 112228840 ACATGCATAAGGCCACGTTT GAATGCTAAGACCAGCGGAG 269

Ad03A20452 Aradu.A03 20452 p2 (CT)11 22 112237672 112237693 ATAGCTTGGGAATTGGGAGC CTGCCAACTCATTTTGCGTA 235

Ad03A20453 Aradu.A03 20453 p3 (ATA)10 30 112240093 112240122 TCTGGTCTCAAATCCGGAAC TAACCCCATCGTTCAATTCC 271

Ad03A20455 Aradu.A03 20455 p2 (AG)16 32 112244981 112245012 CTGGAGCGGTCGTAGGTAAC CCCTTTCTCTTGTCAGCACC 253

Ad03A20458 Aradu.A03 20458 p2 (GA)21 42 112256260 112256301 TCCATGAGCATGTGCAATTT CATATCCGACGTCGTTTCCT 185

Ad03A20461 Aradu.A03 20461 c (A)10taaatttcaatatctctaaaacgttaatgataatattttcattaatatacaccataatcaaacaatctgagatttgttttcttatgagttgtgttttc(T)11119 112275171 112275289 TTTTCGCTCCACTTGTTGTG ACTAGGATTGGGGGTTGTCC 222

Ad03A20463 Aradu.A03 20463 p2 (AT)8 16 112278935 112278950 AGTGTTCCATTCCCACAAGC AGCACTGCCACATATGACCA 104

Ad03A20465 Aradu.A03 20465 p3 (TCT)7 21 112281395 112281415 CCTTCCATCAGCCTTTTCAA CATGCCCTCCCAATATCATC 245

Ad03A20466 Aradu.A03 20466 p3 (TTC)5 15 112281796 112281810 CATGGTCACTTCTCGGGATT CAAGAAGCCCCTTGTCATGT 199

Ad03A20467 Aradu.A03 20467 p2 (TA)9 18 112283148 112283165 TTTGTGTTTTCTCCCTCCCA TTGGAGGTCCCTTTGGTAAA 158

Ad03A20469 Aradu.A03 20469 p3 (ATA)7 21 112300202 112300222 GATGTTTGCACGTATTACGCTT TCAAAATTCAAGAAGATCCACAAA 133

Ad03A20470 Aradu.A03 20470 p2 (TA)8 16 112300468 112300483 TTTGTGGATCTTCTTGAATTTTGA TTGTTACATTACTACATTTTGCTGGA 238

Ad03A20472 Aradu.A03 20472 p3 (CAT)5 15 112316577 112316591 TGCAGGAAAAGAATGGATTAAAA TTGGATTGGGTTTTTCATTG 279

Ad03A20473 Aradu.A03 20473 p3 (GAT)11 33 112333717 112333749 GCCATGGCAAGAGAACATTT ATACCAGGCCATCATGGAGA 237

Ad03A20475 Aradu.A03 20475 c (TTC)5ctcttcctctttttcttcttcttttctttcgtttcttaccttctctttctc(CTT)6gctgcacgttcttcttcctcttcctcc(TCT)7132 112342471 112342602 TAAACCTCAAAAACGCGATG CGTGCAAGAAGAAGAAGAACG 212

Ad03A20476 Aradu.A03 20476 p3 (CTT)6 18 112342706 112342723 GCTGCACGTTCTTCTTCCTC TTCGGAGCTTGATGTCAAAA 280
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Ad03A20477 Aradu.A03 20477 p3 (GAA)5 15 112343136 112343150 ATCGCTGGGGTGTATTTCTG GCGCTACTCACCATGCATTA 130

Ad03A20484 Aradu.A03 20484 p2 (TA)9 18 112376746 112376763 AACCACCCTATCCCATGACA CGGTTCAAAGGTTTGGCTTA 278

Ad03A20485 Aradu.A03 20485 p2 (TA)8 16 112380945 112380960 TGGCCAATAAGATCAAATAGCA TTCACAGTGGAATGGGATCA 267

Ad03A20491 Aradu.A03 20491 p3 (TTA)5 15 112415746 112415760 CACCCCTGTATCTGTCCACC TCCTATTCCCCAACAAACCA 227

Ad03A20492 Aradu.A03 20492 p2 (AT)6 12 112416315 112416326 TGCATGAAACAAAATAAGAGAAGT TTCAGCGTAAAAATAATTGTCATAA 271

Ad03A20493 Aradu.A03 20493 p3 (AAT)15 45 112416482 112416526 AAAAATTGATTGGTAAACTGGTTC CAGAAGGCATCTTAGGTGAGG 254

Ad03A20495 Aradu.A03 20495 c (CT)9ttctctccttctctttctgtcctctctccctctctccttctctccctc(CT)678 112419272 112419349 TCTCTCTCTCCCCCTTCCC GAGGGAGCAAAGAAGAGGAA 263

Ad03A20496 Aradu.A03 20496 c (TC)6cctatctcca(TC)6actc(CT)8tccctgcccctctttcttcccctctcctttctttcgctctccttttctccctctctatccctttctctcattttttctctctcccatt(TC)7tt(TC)7cttctctctgtctctcaatttt(TC)7208 112419521 112419728 TCTTCCTCACTCTCTCTCCACC GCGCAAGAAAAGAGAGAAGG 274

Ad03A20497 Aradu.A03 20497 p3 (TTG)5 15 112425407 112425421 ACAAGGGGCGAAAGGTAGAG CGAGACGGGATCGAATTTAC 276

Ad03A20498 Aradu.A03 20498 p2 (AT)6 12 112426572 112426583 AACGCATGCCCTTGTACTTC CCTTCCAAGATCTTCAGGTTG 271

Ad03A20501 Aradu.A03 20501 c* (A)17(AAG)5*aaagaaagccatctccacttgtctcctcgtactc(T)1074 112432032 112432105 TCCCGTGTCTTCATACTCCC TCGCATTAGTTCTCCGATCC 179

Ad03A20503 Aradu.A03 20503 p2 (CT)6 12 112441056 112441067 ACCAGTGGATCTTTCGTTGG TCAGGGCAGAGGAGAAAAGA 198

Ad03A20505 Aradu.A03 20505 p2 (AT)6 12 112457191 112457202 CGTGTTGTGTATTATTAAATGTGTCC TGGTTTTCGATATACCATGCAA 275

Ad03A20508 Aradu.A03 20508 p6 (TTATCC)5 30 112470889 112470918 AAAAATTAAATGTTGACGTGGAAAA ACGTCAGCATATGAGCTCCC 256

Ad03A20509 Aradu.A03 20509 p4 (CTAA)7 28 112488364 112488391 AAAGATCACCAATCCTGGAA GATATTGCCCTCGGTTTGAA 280

Ad03A20510 Aradu.A03 20510 p2 (GT)7 14 112488841 112488854 GGTTCAGCTATGGTGGGTTC TGAGTTTGTTTTAAGGCCCG 225

Ad03A20511 Aradu.A03 20511 p2 (AG)7 14 112492051 112492064 TGAGTCTTCCTAAAAATTTGATCTGA TCACATTGTTCACACATTGTTCA 278

Ad03A20512 Aradu.A03 20512 p4 (TTAT)6 24 112492504 112492527 CCACCGATGGTCATTCATTT TCTCTAGGGTGCTAGTATTTATCTGA 220

Ad03A20513 Aradu.A03 20513 p3 (TAT)17 51 112492708 112492758 AGCACCCTAGAGATATATAATTGCTT TGTTGAACTTAAATCATCATAACCAAA 278

Ad03A20516 Aradu.A03 20516 p3 (TAA)6 18 112508720 112508737 ACGACATTTGGGATCGCTAC ATGACTTACGCCCTAGCCAA 254

Ad03A20518 Aradu.A03 20518 c (T)10acttctg(T)10 27 112510064 112510090 AAACCAAAATTAAAGCGATAGGT AAATTCAGTCTGGTGATTACACATTT 224

Ad03A20522 Aradu.A03 20522 p2 (AC)8 16 112520453 112520468 TGAGTTTGTTTTAAGGCCCG CGGCGGTGGTGATTATATCT 268

Ad03A20523 Aradu.A03 20523 p4 (TAGT)5 20 112520915 112520934 GATATTGCCCTCGGTTTGAA GATCACCAATCCCGGAACTA 270

Ad03A20524 Aradu.A03 20524 p2 (AC)6 12 112523705 112523716 GGTTCTCCTCCTCCTCCTTG GAAGAAGGGAAAGACCTGGC 244

Ad03A20525 Aradu.A03 20525 p3 (CCG)5 15 112523852 112523866 GGATACCGATAGGTGCTTCG CACTGTCTGCTCCACTGCAT 192

Ad03A20527 Aradu.A03 20527 p2 (GT)9 18 112529926 112529943 CGGCGGTGGTGATTATATCT AAGCCATCACCAAACTGGAC 248

Ad03A20529 Aradu.A03 20529 p2 (TC)6 12 112543851 112543862 CAAGTTCTTCCCTCATCTTCG TCACCAAATCATGAAGCAGC 251

Ad03A20532 Aradu.A03 20532 p2 (AC)6 12 112555916 112555927 TGAGTTTGTTTTAAGGCCCG AGCACCTATCGGTATCCACG 194

Ad03A20534 Aradu.A03 20534 p4 (CTAA)6 24 112564714 112564737 GATCACCAATCCCGGAACTA GATATTGCCCTCGGTTTGAA 273

Ad03A20535 Aradu.A03 20535 p2 (GT)6 12 112565184 112565195 CGGCGGTGGTGATTATATCT CCATTAAGCCATCACCGAAC 247

Ad03A20537 Aradu.A03 20537 c (T)10caatttagtccctattaacgttaaatgtcaaaaaaatgttagtgaattgtgaatttacttttatacccttagggacctaattgaaaac(A)10108 112576010 112576117 TTCGCGAAATTTTCAATTAGG TTCACCGAATTTTCAATTAAGTTCT 201

Ad03A20539 Aradu.A03 20539 p2 (AT)7 14 112585009 112585022 CGACGTTCTCACTCCCCTAC AAAACCGCATAACCTTTCGAT 255

Ad03A20540 Aradu.A03 20540 p2 (AG)6 12 112586341 112586352 CCCGAGTCTTTCTAAAAATTTGAT TCACATTGTTCACACATTGTTCA 280

Ad03A20541 Aradu.A03 20541 c (TAT)17cgtgtatattaagctttttatatgagtgatatgatagtcacc(A)11104 112587165 112587268 TCAGATAAATACCAGCACCCTAGA TTGTCAAAGAAAATAATCATATCACTC 266
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Ad03A20543 Aradu.A03 20543 p3 (TAT)24 72 112593555 112593626 TCGATGATCGTAACATTCCTG CCTTGTCCGGTTAAGAGTCC 271

Ad03A20544 Aradu.A03 20544 p3 (CTT)7 21 112594721 112594741 TGAGAGTGAGTGAGGGGGTC GATGGTGGATTAGTGGGTGG 255

Ad03A20546 Aradu.A03 20546 p4 (CTAA)5 20 112600419 112600438 GATCACCAATCCCGGAACTA ATGGAACATTGCGATGATGA 258

Ad03A20547 Aradu.A03 20547 p2 (GT)8 16 112600888 112600903 AGCACCTATCGGTATCCACG GATTGTGGCAGCCTTTGTTT 136

Ad03A20548 Aradu.A03 20548 p4 (ATTT)5 20 112602622 112602641 GCAGTTGCCGTATGTCGTAA ACCAACGTGTACGAAGGAGC 255

Ad03A20550 Aradu.A03 20550 p2 (GT)9 18 112606702 112606719 TTTAGCTATGGTGGGTTCCG GATTGTGGCAGCCTTTGTTT 165

Ad03A20555 Aradu.A03 20555 p2 (CT)14 28 112616331 112616358 CACACTGCTCTATCCCCTCC ATCCTGCTCTCGAAGCACAC 109

Ad03A20564 Aradu.A03 20564 p2 (GA)6 12 112651342 112651353 TGTTGTCCCTTTCTTTTGCC TGCAAATATATGCCTATCAGACG 234

Ad03A20565 Aradu.A03 20565 p3 (AGA)5 15 112656501 112656515 CGGTCTTAGGTGCCATTGAT AATTTTCCACCCTTTCCCAC 270

Ad03A20567 Aradu.A03 20567 p2 (GT)6 12 112689264 112689275 GAACGAAAATTGGGCAGGTA AATGAACCCATTCAACCCAA 232

Ad03A20569 Aradu.A03 20569 p4 (TATT)5 20 112699494 112699513 GCATCGATCGTATTTCGGTT CATCTTCAACCGCCTTCATT 197

Ad03A20570 Aradu.A03 20570 p3 (TAT)10 30 112702295 112702324 TCACTTTTTCTCCTTGAGCGA CGTGCCATCCCATTATTTTT 233

Ad03A20571 Aradu.A03 20571 p2 (GA)11 22 112715656 112715677 TAGCCGTCGATTTTTAGCGT AAAAATGGCGCGATCATTAC 266

Ad03A20572 Aradu.A03 20572 p2 (TA)9 18 112726002 112726019 CACCACCTCCGATTTCTGAT GACCGACCGTCATTGCTATT 279

Ad03A20577 Aradu.A03 20577 p2 (TA)7 14 112730590 112730603 GTTGGTGGGGAACACTGACT CGTTCAAAGAATGAATGGCA 208

Ad03A20579 Aradu.A03 20579 p2 (TC)9 18 112738107 112738124 CAAGATGGCAAGATGCTCAA GGCGTGGATGAGGCTTAATA 211

Ad03A20580 Aradu.A03 20580 p2 (TA)6 12 112739722 112739733 TGATTAGAAGGCAATTCTACACTAAAA TAGATCCGGTCCGATTTTCA 237

Ad03A20581 Aradu.A03 20581 p3 (ATG)7 21 112742176 112742196 TGAGTTTGGGCCTAGCCTATT TGGCTTGAGTCATTGTTTCTTG 252

Ad03A20582 Aradu.A03 20582 p3 (AAT)10 30 112743880 112743909 CCAAGATTCGACCATCCTTC CACATAATCATTCATTTGTTCCA 231

Ad03A20584 Aradu.A03 20584 p4 (TTAT)5 20 112748744 112748763 TTGGGGGACCAAATTAGAGA TGAGGGAGTTTGGTTGCTTC 273

Ad03A20591 Aradu.A03 20591 p3 (AAT)6 18 112769841 112769858 CCCAGGTTGTTTTGAAGCAT GGGGCTTGATTTCGCATAA 224

Ad03A20594 Aradu.A03 20594 p3 (GAG)5 15 112775956 112775970 TAATCCAACAATGGGTCGGT AAGAAGCTCTGCCAAAACCA 147

Ad03A20601 Aradu.A03 20601 p3 (TTA)5 15 112805659 112805673 ATTTTGGCCAGCATGTAACC GAAAAGGTCTAAACAACACACACG 183

Ad03A20602 Aradu.A03 20602 p3 (ATT)5 15 112818238 112818252 ATTCATTCAACTTGGGCTGC TCATGATAAAATTCTTTTCAATACACA 260

Ad03A20605 Aradu.A03 20605 p3 (TTA)6 18 112827235 112827252 AAAATTATTTGATATACGTGAATGAGG CGTTTTCCCTCCAAAATGAA 280

Ad03A20606 Aradu.A03 20606 p3 (TTC)23 69 112828978 112829046 AAGATGGGCTCATCAAATGC CCGCAGAAGAGGATTTTGAG 245

Ad03A20608 Aradu.A03 20608 p2 (TA)13 26 112833275 112833300 CACGTTCGAGTATTTTGCCC AGGCTTTTGGACCTGGAAAT 266

Ad03A20610 Aradu.A03 20610 p2 (CT)16 32 112837076 112837107 CACCATACGCCTCTGGAATC CCACACGAACATAGCTTGGA 194

Ad03A20613 Aradu.A03 20613 p3 (GTT)5 15 112840071 112840085 TATGCATACATGTCGCCGTT GGTCCGAGAGATGCAATCAT 222

Ad03A20620 Aradu.A03 20620 p3 (ATT)5 15 112865947 112865961 TGCCATTTTAATCTGGCTATGA TTCATGGGTGTGGAACTGAA 140

Ad03A20621 Aradu.A03 20621 p2 (CT)6 12 112866640 112866651 CGCGTCTTTATTTCCACACA ACCAACAACCGTCACATGAA 275

Ad03A20622 Aradu.A03 20622 p3 (TTA)13 39 112869818 112869856 GGAGAGCAATGAAGGTTCCA CCAGGATGATCCCTCACATT 271

Ad03A20624 Aradu.A03 20624 p2 (AT)6 12 112878918 112878929 TCACTGAGTGCTGAAAATTGTG CAAAATTTTTCTTTAATTGTCACCG 248

Ad03A20627 Aradu.A03 20627 p3 (AGA)7 21 112881124 112881144 AGAGCAACAACAACAATGCG GCTTCTGCAGCTGGAACAAT 190
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Ad03A20628 Aradu.A03 20628 p3 (GAA)5 15 112881667 112881681 ATACAATTCCGCAAACCAGC GGTTCAAAACAAGGATCGGA 270

Ad03A20631 Aradu.A03 20631 p2 (TA)7 14 112891612 112891625 GAGAGGCATCTTGTTAGGCG ACTCAGCCTGCGAAGTCAAG 241

Ad03A20632 Aradu.A03 20632 p3 (TAT)12 36 112898160 112898195 GGGGATTAAAGTGTCTAGTCCG CAATCAAGACAAAACATAAAAGGG 217

Ad03A20633 Aradu.A03 20633 p2 (AT)8 16 112898953 112898968 CCGTACTTGATCCCAATTCC ATGGTGGAAACTGGTGAAGC 238

Ad03A20638 Aradu.A03 20638 c (ATA)7aacttataaaaaaggcaaatgatgagaaagcttgattagg(TAA)679 112917000 112917078 CCCATTACAGGAGGCAAATG AAAATGGGTTGGATGGTCATA 280

Ad03A20640 Aradu.A03 20640 p2 (AG)30 60 112920008 112920067 CCTTCTCTGCAATCAAAGGAA CTTAAAGCAATGGGCAAAGC 280

Ad03A20641 Aradu.A03 20641 p3 (TCG)5 15 112941970 112941984 GAGGACGACAATGGCTAGGA CTTAGTTCGGCAACGGACTC 197

Ad03A20647 Aradu.A03 20647 p2 (TC)6 12 112950099 112950110 CTCTCTGGGAACGACTCCTG AAGGAGAGGGATCGGGATAA 196

Ad03A20650 Aradu.A03 20650 p2 (AT)6 12 112971387 112971398 CGTGAGATTTATTTTTCCGTGA AAAAATACAAATTGGAACCCATGTA 243

Ad03A20654 Aradu.A03 20654 p4 (TATC)5 20 112996274 112996293 TTTATAAAACCCCCGCAAAA GCAATTAATGACCGGGAGAA 267

Ad03A20655 Aradu.A03 20655 p2 (TA)8 16 112996417 112996432 AAGACTCTTTCTCCCGGTCA ATCCATTGGTGGGAATTCAA 177

Ad03A20658 Aradu.A03 20658 p3 (AAC)5 15 113030922 113030936 GAGCCAGAACCTCCATTGAA TCAACGTGGTGAACCAAAAA 274

Ad03A20659 Aradu.A03 20659 c (A)10gaagaacaagaaagaaaacgcaagaaaggagaacgacgaagcctatgacgcgagcag(AGA)19124 113038205 113038328 CGAAGAAGAACAAGAACGACC TTTTTCTGTTTGCGTTTTCTTTT 231

Ad03A20660 Aradu.A03 20660 c (TA)6ctatacaacatataatattat(TA)849 113038753 113038801 GCATCCATCTGAATAGACACACA CAGAGTCTCGTGTTGATAACGTG 237

Ad03A20661 Aradu.A03 20661 p3 (TCT)5 15 113047715 113047729 AATACCCACCCTCCATCTCC GCTTTTGTCTTCCCTTTCCC 274

Ad03A20663 Aradu.A03 20663 c (TA)10ctatacaacatataatattat(TA)653 113055124 113055176 AAACAAATGCAATTCTCTCTCTTTA CGGGTTTTGTCAAGTAGCGT 249

Ad03A20665 Aradu.A03 20665 p3 (ATA)8 24 113057719 113057742 TTCCTTTTCACCACCGACTT TATATATAAGCCGCACGGGG 279

Ad03A20666 Aradu.A03 20666 p3 (CTT)5 15 113058827 113058841 TTGCTTACGACCAAGCCTCT CCATTGCAGACGACACAAAC 261

Ad03A20667 Aradu.A03 20667 p2 (AG)12 24 113061513 113061536 TGGAGGCATAAGGAAGAGGA GCCGAGACACTGAGACACAA 270

Ad03A20669 Aradu.A03 20669 p2 (GA)6 12 113065053 113065064 AAAGGGAGATCTGAAAGGGC TGCACTCTTAATCGGCACTG 207

Ad03A20670 Aradu.A03 20670 p2 (AT)6 12 113070212 113070223 TGGAATCCATTTTTAATCCGTT AAACGTCTTTCGCTAGGGGT 156

Ad03A20673 Aradu.A03 20673 c (T)10caattaagtccctattaacgtttgacgtt(A)1049 113074883 113074931 TTTTTCTTTTCAATTGGGTTCC GCTCCTGGAAACACAGCTTC 260

Ad03A20674 Aradu.A03 20674 p3 (CAG)5 15 113076740 113076754 GCAGGATCAGTGTCAACAGC TGCAAACAGATTATGCTGCC 255

Ad03A20679 Aradu.A03 20679 p3 (ATA)5 15 113082557 113082571 ATGACCCCTCCCACCATTAT CGGCATCTTCTTCTTGTTGC 224

Ad03A20680 Aradu.A03 20680 p3 (TAA)5 15 113082699 113082713 GCAACAAGAAGAAGATGCCG CACACGCAACCATGTTTTGTA 187

Ad03A20681 Aradu.A03 20681 p4 (ATTA)5 20 113083775 113083794 CATCTCTTTCATCCATTCGCT AAGAGCCGCACATACAGGAT 258

Ad03A20684 Aradu.A03 20684 p3 (TAC)5 15 113108352 113108366 AACAAAAAGTATTGCCACCACA CTTCTCAGAACACAGGTTGTTGA 274

Ad03A20685 Aradu.A03 20685 p5 (AAAAT)5 25 113126283 113126307 CAGTGGTGGACGAAATTGTG TTCGAAAATCCTCACCCATT 112

Ad03A20686 Aradu.A03 20686 p2 (AT)7 14 113129098 113129111 TTCCCAGTGAGGTAACCTGTG CGTTGTCGGGGATTGATAGT 253

Ad03A20687 Aradu.A03 20687 p6 (GCTAGG)7 42 113132131 113132172 TTCTCTGCAGCAACAACAGC CTTCTTCTCTCCTCGCTGGA 277

Ad03A20689 Aradu.A03 20689 p2 (GA)6 12 113134068 113134079 GGTCACGAAGGGAAGAGAGA AGGAGGCAGAGAACCAGTGA 275

Ad03A20692 Aradu.A03 20692 c (T)13actttttaacctactcttttgactctgttatttcggttttaagc(A)1269 113137852 113137920 CCGTCGTCCACACTCAAAA TGCATCCAAAGACATGACTGA 250

Ad03A20693 Aradu.A03 20693 p6 (ATTATC)5 30 113138148 113138177 TCTTTGGATGCATGACATGAG GGATTTGGAGGCAAACTTGA 250

Ad03A20696 Aradu.A03 20696 p3 (TTC)6 18 113170355 113170372 CGAACCACAAATCCATCTCC CTAGAGGTTTCTCCGGCCTT 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A20697 Aradu.A03 20697 c (TG)8(T)13 29 113174065 113174093 AGCAGCAAACGGCAATCTAT AAAGAACAAGGGTCAGCACAA 176

Ad03A20698 Aradu.A03 20698 p2 (GA)7 14 113205097 113205110 TCAGTCAGTGACGACAAGGG TACGTTTCCTCTCCTCTCGC 268

Ad03A20700 Aradu.A03 20700 p5 (CACAG)5 25 113207305 113207329 TCTCTGGTGAATTATCCCGC CGTCAGAAAGGATGATGGGT 144

Ad03A20702 Aradu.A03 20702 p3 (ATA)8 24 113212107 113212130 GGCCCTGCAGAATTATCGTA CAGGAGAAAAGGACCTGCTG 231

Ad03A20703 Aradu.A03 20703 p2 (AG)6 12 113214331 113214342 AAAGCAAAGAGGACGAACGA TCCAATGCAATCCAATCTGA 263

Ad03A20704 Aradu.A03 20704 p2 (CT)9 18 113215019 113215036 ATTCGGATAAACACCACGGA TGGACAGTGACGGTGAGAAA 168

Ad03A20705 Aradu.A03 20705 p3 (AAT)10 30 113218901 113218930 ACGAGCAGCCTTTTTGAAGA GAACCCTTTCGAGGATGATG 278

Ad03A20707 Aradu.A03 20707 p2 (AT)7 14 113228049 113228062 CAAAACCGCTCCCAAAAATA TGGTTTATTGTACCCTCGCC 187

Ad03A20711 Aradu.A03 20711 p3 (TCA)9 27 113260672 113260698 TTGATTATTCTGGACTGTTGGC TTCCTGCACCAAATTATCAGC 245

Ad03A20717 Aradu.A03 20717 p2 (AT)8 16 113272498 113272513 TGATTTTGGGAACATTGGGT TCCCTTTTGATCACCACACA 273

Ad03A20718 Aradu.A03 20718 p2 (AT)7 14 113289415 113289428 TGTGACCTTTGCGTCTATGC TAGCCTGTGACCCTTCAACC 183

Ad03A20719 Aradu.A03 20719 p2 (GC)6 12 113309743 113309754 ATGGCACAAGTATGGCACAA AACAAGGAAAAAGGGCATCC 268

Ad03A20720 Aradu.A03 20720 c (AAG)12(A)10 46 113339383 113339428 TAGAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 261

Ad03A20724 Aradu.A03 20724 c (GAA)8gag(GAA)851 113356347 113356397 TCACGGAAATGGTTGCTGTA AAACCCGTTCCACCCTACTT 224

Ad03A20730 Aradu.A03 20730 p3 (AAT)9 27 113383083 113383109 TGACCATGTAAGAAATTATCCAAAAA AATAAAATGGGAAAAGGTCCTC 193

Ad03A20733 Aradu.A03 20733 p2 (TA)9 18 113405047 113405064 TGCTCGTACAATCATCATCAAA TCAAGTTGAGATCCAAGTGAAAA 222

Ad03A20734 Aradu.A03 20734 p2 (TA)10 20 113410478 113410497 GTCCAACCCGAACTAAACCA GGGTACCCGATGACTTTGAA 248

Ad03A20735 Aradu.A03 20735 p2 (TA)8 16 113410924 113410939 GATCCGCAGATCCGTACAAT TCCGCATAATTGAACATTCTCT 250

Ad03A20743 Aradu.A03 20743 p2 (TC)8 16 113458943 113458958 ATTTCAAGCTGATCCAACGG AAGCGGACTAACTAACCCCC 255

Ad03A20749 Aradu.A03 20749 p2 (TA)6 12 113477525 113477536 GATGGGGATGAATGTTCCAC TTTCTAATCCAATGGTTGATTTTT 247

Ad03A20750 Aradu.A03 20750 p2 (TA)8 16 113478070 113478085 AAGGGATTTATGCCATTGGA GCCGTACACGCTACAAATCA 227

Ad03A20752 Aradu.A03 20752 p2 (AT)7 14 113484223 113484236 GAACATGCCACTGTTGTGGT CAGGCTTTTCAAGTGGTTCTG 243

Ad03A20753 Aradu.A03 20753 p2 (TA)6 12 113486738 113486749 AATGAATGAATTGAAAGATAGTCCA TGGTAGCAATAAAACAAAATAAACAAA 231

Ad03A20757 Aradu.A03 20757 p5 (TTATC)7 35 113496030 113496064 ATGGTGTTGATCCTTCGTCC GAGCTCAGAAAGATGAGGCG 261

Ad03A20758 Aradu.A03 20758 c (T)10cgcacataatttctcttttttttc(T)1145 113515921 113515965 ATTGGCTTGTTCTGCTTGCT TGATGTGGTGGCAATACTTTG 250

Ad03A20760 Aradu.A03 20760 p3 (AGA)6 18 113538489 113538506 TAAAATATTGCTCGCCCTCG TCTTCCCAATTACCCCCTTC 185

Ad03A20761 Aradu.A03 20761 p2 (GA)7 14 113546894 113546907 AGAGGGAGAGAGAGGGTTCG TTCAAAACCACATAACCACCAA 176

Ad03A20771 Aradu.A03 20771 c (ACC)5acttcctcctcctccaccttcttattttttcatttgaatttattccccccttctttttccttctcatccatctc(CAT)13128 113574599 113574726 TCACCCATATTACTGCTGCG AAGACAACAATGATGATAATGATAACG 279

Ad03A20772 Aradu.A03 20772 p3 (CTC)5 15 113575742 113575756 TGTTTTCTAAGCAAATTTTCGG TGAGGGAGAAAAGGATGATGA 145

Ad03A20776 Aradu.A03 20776 c (AAT)10(ATT)5 45 113602975 113603019 CCCCAAAGAAAAGGTAATTGTC TGAAAAACATTTTTGGCATTTTT 279

Ad03A20783 Aradu.A03 20783 c (T)10aaattttgataaaacaaatcggcattaccgattttatggttgcagagatttt(A)1072 113638246 113638317 TTGCAAAAAGATTACATTCACGA CGTGACTAACGATTTTAGGTATGG 254

Ad03A20784 Aradu.A03 20784 p4 (AAAT)5 20 113639205 113639224 CAATCACAAATGTTGCTGGC TTATGACAGACTAATGTTCGGAAA 230

Ad03A20785 Aradu.A03 20785 p2 (TC)6 12 113639415 113639426 CCTTTTTCTTTCTTCCCTTTCTC GGAGGGTGTGAGTGGTGAGT 203

Ad03A20787 Aradu.A03 20787 p2 (GA)7 14 113649635 113649648 GGGGCACTCAAAACGATCTA CGATCTTCTCGTCCGTCAGT 270
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Ad03A20789 Aradu.A03 20789 p3 (ATA)10 30 113655585 113655614 CCAACAAAAACAAGAACCGAA TTGCATTGTCTAAGTGAACGTG 264

Ad03A20790 Aradu.A03 20790 p2 (TA)14 28 113656381 113656408 CCCATCAGAAAAGTAGGGCA GGAATTGGTGAAGAGGCAAA 252

Ad03A20792 Aradu.A03 20792 p2 (AT)7 14 113658605 113658618 ATGATGATCTTGCTCCCCAA CAGAGAGAGAGAGGGGCAAA 274

Ad03A20793 Aradu.A03 20793 p2 (CT)6 12 113658748 113658759 CCCAATAACTTTCCCTTTTGC TCTTCGCTTTCCCTTTTTCA 155

Ad03A20795 Aradu.A03 20795 p2 (AT)10 20 113662254 113662273 GGCAAAGTTGTGTGGCAATA TGCGATAGCTCTCTCCCACT 263

Ad03A20797 Aradu.A03 20797 p3 (ATA)10 30 113663939 113663968 ATATCATGCCCTCATCGCTC ACCATGCATACGGAGCATTT 229

Ad03A20799 Aradu.A03 20799 c (T)11aattatattcactttattaattagaactaacaacctatatcttttct(ATA)1294 113666414 113666507 GCTGCCATTACTATTACCGC TCAATGAAATGACAAACAAACCTC 267

Ad03A20805 Aradu.A03 20805 p3 (CAA)6 18 113690415 113690432 GCAACTGCTGAGAAAGGGAC TCATTTTGAGGCTGTTTCCC 164

Ad03A20809 Aradu.A03 20809 p3 (AGA)8 24 113747270 113747293 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTTTCCCTA 178

Ad03A20815 Aradu.A03 20815 p3 (AAT)5 15 113781500 113781514 GGCAGCAAATTACACTCAATTTC TCGGTGAAACTATAAAGACCTGC 165

Ad03A20816 Aradu.A03 20816 p3 (ATA)14 42 113786397 113786438 TGCACGTATTACACTTAAGAAGCA TCAAAATTCAAGAAGATCCACAAA 148

Ad03A20817 Aradu.A03 20817 p2 (TA)7 14 113786685 113786698 TTTGTGGATCTTCTTGAATTTTGA TGTTACATTACTACATTTTGCTTGGA 237

Ad03A20818 Aradu.A03 20818 p2 (AG)10 20 113787459 113787478 GCAGCGAAGGAAGAAAAAGA TTGGGGCGATGATTAAGAAG 213

Ad03A20819 Aradu.A03 20819 p2 (AG)6 12 113790683 113790694 TTAACCTCCCATGATGCTTTG GCGAGAAACTTTGACATCCC 278

Ad03A20822 Aradu.A03 20822 c (TTA)7(TTG)18 75 113801644 113801718 TGGGGAAGTCTTCAACCAAT TTGCCACTATTCATCACGGT 248

Ad03A20823 Aradu.A03 20823 c (T)11caattaggtctctcttggtagtaattggcttaattatatagggatccaattat(A)15ttggtgcagggactcaaataaaagaaaaaaaagtgtagggacttgatt(A)11138 113804819 113804956 TGTTGGTCCTTATAGTTTCGCA TTAATCGAGTCCTTGCACCA 237

Ad03A20824 Aradu.A03 20824 c (GT)9(AT)11 40 113809193 113809232 GCTAGCAGCAATCACACACC GCCCGAAGAAATTTGAATGA 218

Ad03A20825 Aradu.A03 20825 p2 (AG)20 40 113812621 113812660 ACCCATCATCAAGGTCCAAC CGAGGGCAACTTGGTAAAAA 280

Ad03A20827 Aradu.A03 20827 c (AC)17(AT)8caaaaactcaaaagtacatatacataatcctgtctctccataaatctctaagaggatcaaaaagaacaagttgtgcggagagaaagctaagtgtg(TA)11167 113819076 113819242 CTCCTAACTCAGCCTGCGAA CGTCTGGACTCTTAAAGCGG 257

Ad03A20829 Aradu.A03 20829 p2 (AT)9 18 113822554 113822571 TGAATACAGTGACGGATCCAA CGCGTCCAATTAAAAGGCTA 207

Ad03A20836 Aradu.A03 20836 p2 (TC)10 20 113838185 113838204 TCAACACACTTTCTGCCGTC CGATGATGACGAACATGGAC 265

Ad03A20839 Aradu.A03 20839 p3 (ATC)5 15 113849945 113849959 CAACTTGTCTCCATGACCCA CGATCACGCTCTTTCCATTT 272

Ad03A20841 Aradu.A03 20841 p3 (TTA)5 15 113855082 113855096 TTCATCAAGTGATTTTGCAGC CAAAACCCTTCCTCCTCACA 265

Ad03A20846 Aradu.A03 20846 c (AAC)8(AAT)5 39 113890820 113890858 CTGCAGGATGAACAAGGCAT AGTTTGAGACAGCCATGGGA 238

Ad03A20847 Aradu.A03 20847 p2 (GA)6 12 113892101 113892112 AATGGCAACCAGGAAACAAG CAACAGCACCACCACTGAAC 200

Ad03A20849 Aradu.A03 20849 p4 (TTTA)5 20 113901193 113901212 CGGCACAAACATTAAAGGAT TCCATTGAATCTTTTGGCATC 272

Ad03A20851 Aradu.A03 20851 c (T)10atctagagaaaaagaatactgaaccntttaactaaattaaaaagattaaggtagtttttgtccaatat(A)1088 113907926 113908013 TGAGAAAACGACATGGAGGA TGTTAAATTTATTTTCCACGTCAA 254

Ad03A20852 Aradu.A03 20852 p2 (AG)9 18 113908234 113908251 TCATCATAACAAAGCAAACACC CAAAATTAGATTGGACAAATCGG 171

Ad03A20854 Aradu.A03 20854 p4 (TGTA)10 40 113926013 113926052 AAGGTTCTCCCAAGAGGCAT GGAGGATTGCAAGCAAATGT 202

Ad03A20855 Aradu.A03 20855 p2 (TC)7 14 113932791 113932804 TCAACCTCCCCACTCATCTC AAAGGAGAATTGGGATTGGG 203

Ad03A20856 Aradu.A03 20856 p2 (CT)7 14 113997082 113997095 CCTCCTTATTTCTTCTTTCTCGC TTGCAACAATCCACAAGCAT 257

Ad03A20857 Aradu.A03 20857 p2 (TA)6 12 114015579 114015590 GATTCGGTAGGACCGGATTT TTCCTTCCTCAGACGATTGG 150

Ad03A20861 Aradu.A03 20861 p2 (TA)7 14 114031335 114031348 AAACTGCATTTCGTTGAAACA TCATGAAAGGACCAACCACA 254

Ad03A20867 Aradu.A03 20867 p2 (TA)9 18 114051460 114051477 TCTCAGAATCCCACCTCGTC TGTTTTGAATGAAAATTTGGTTTAT 261
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Ad03A20872 Aradu.A03 20872 p3 (TGG)5 15 114065388 114065402 GTGCCTCTCCCGATATACGA ACATGTTTCCAGCCTTCCAC 240

Ad03A20873 Aradu.A03 20873 p2 (AG)8 16 114065695 114065710 GAGGACGATGGAGAAGGTGA AGCAAGTAGCAACGAAACCA 261

Ad03A20875 Aradu.A03 20875 c (T)13(A)12g(A)22 48 114067741 114067788 TGTTTTGTTTGGCTCAGAATTG TTCCTTCCACGAAACATTCA 275

Ad03A20879 Aradu.A03 20879 p3 (TTA)5 15 114086376 114086390 TCCATCTTTTCATGAACCAAAAT GCGAGCATGTCCTGAAAGTT 267

Ad03A20880 Aradu.A03 20880 p2 (TA)6 12 114091106 114091117 TCCTATATATATGTGTGTGAATTGCC CCTCAAGCGTAAGGATCTATCA 114

Ad03A20887 Aradu.A03 20887 p3 (GAA)5 15 114128181 114128195 TGCTGTCAGCGATAGCAGTT GGGAGCAAAGTTACTGCAAAA 269

Ad03A20888 Aradu.A03 20888 p3 (AGG)8 24 114137360 114137383 GAAGGGAGTGGTCGAAACAA AATGCTCAGGAGGCTTTTCA 176

Ad03A20889 Aradu.A03 20889 c (AATA)5agctaaaatgctacatcatacttcacaagagaaggacaaaagtaacataaggttcatcaaaatacattcatcctctaaattcc(A)15118 114140668 114140785 TGATCCCTGCCATGCTAAAT TATTTTGCTTCTGTTGGGGG 269

Ad03A20891 Aradu.A03 20891 p3 (ATA)5 15 114145227 114145241 TTTTTATTAGCGAAGGAAAATTAACTA TTCAACTGATGTTGTCCCAAA 210

Ad03A20892 Aradu.A03 20892 p2 (TA)6 12 114156153 114156164 TTTTGCCCCCACTCATAAAA GCTCCTGCCATGTCAAGTTT 200

Ad03A20894 Aradu.A03 20894 p3 (ATA)5 15 114161743 114161757 TCATCTCCGATAATTGGGTG TGGACTTATGTTTCAATGAATTTTT 280

Ad03A20895 Aradu.A03 20895 p2 (AT)6 12 114179900 114179911 CAGCGGGAGTCAAACTTAGC CCAAAGAATAATTTCAAGGTCTAAA 280

Ad03A20897 Aradu.A03 20897 p2 (GA)6 12 114187383 114187394 AAACCTGGAGCAGAGCAAAA TTCTTCTTCCCCTCTCCCAT 236

Ad03A20898 Aradu.A03 20898 p3 (TTA)5 15 114191688 114191702 CATAGTCAGCGACGTTCTTCC TGTGAAAATGGGGTGTTCAA 100

Ad03A20899 Aradu.A03 20899 p3 (ATA)7 21 114202509 114202529 CTCTCTAGCAGCCACAAGCC CCAGCATTGGCAACATCTTA 280

Ad03A20900 Aradu.A03 20900 p3 (ATC)5 15 114203873 114203887 GTGAACCCAATAAACCCCAA CCATCTCCGACGATCCATTA 199

Ad03A20901 Aradu.A03 20901 p3 (ATA)6 18 114204790 114204807 TTCTCTAATCAAATTAATTCATCATGC TCTCACCCCTCCCTCTTTTT 232

Ad03A20905 Aradu.A03 20905 c* (A)15(AG)7* 28 114215671 114215698 GGTGGGAAATTTTCACGTTG TCCCACCATCTTCTCAAACA 277

Ad03A20907 Aradu.A03 20907 p3 (GAT)5 15 114217470 114217484 GTCCATTCCTTCTGCTCCAA TAAAATCTGTGAGGCCCAGG 210

Ad03A20912 Aradu.A03 20912 c (T)10gagttttctatttaactaaataataaaaaatagttgtttttcttctaatttctttctctcc(T)1081 114226134 114226214 GAAAGAACAAAAAGGAAGAAATTGA CGCTTTATTTGTTTGAGTGGAA 279

Ad03A20914 Aradu.A03 20914 p2 (CT)23 46 114227742 114227787 TGCCTCACAAGCTACTTCCC ACGGAGCACGAAAGAAAAGA 204

Ad03A20918 Aradu.A03 20918 p2 (GT)7 14 114261470 114261483 GGGATTCGTGATTTCCTTACC TAGACTGGACCCAAACCCAA 254

Ad03A20919 Aradu.A03 20919 p3 (TAT)21 63 114268652 114268714 AAATGGTCTCAACCTTAAATTTTTGT CCATAAGTTTTTGTATTTATTGGACA 217

Ad03A20920 Aradu.A03 20920 p3 (TAA)6 18 114268835 114268852 TTGTCCAATAAATACAAAAACTTATGG TCGTCAGACATAGCAGTCATCC 105

Ad03A20921 Aradu.A03 20921 p3 (GAT)5 15 114297585 114297599 GTGCCAGATCTCGACCTTTC TAGCTTCAATTGCCGAGGTT 163

Ad03A20922 Aradu.A03 20922 p3 (CAT)5 15 114307019 114307033 TAGCTTCAACTGCCGAGGTT GCAATTCCAAGTTCTTTCGC 179

Ad03A20925 Aradu.A03 20925 p2 (TC)6 12 114324364 114324375 ATGCATCCATTCAGGGAGAG TCAAAACAAGAAGAAATCCTAAATCC 110

Ad03A20928 Aradu.A03 20928 p3 (CTT)11 33 114359149 114359181 CACGGAATCACTCTTGTCCA GGAGGAGAAGGATGAGGAGG 150

Ad03A20929 Aradu.A03 20929 p3 (AGG)7 21 114360080 114360100 AATGCGACCAAAGGAGAATG CTTGCCGGTTAGTTTGTGGT 224

Ad03A20931 Aradu.A03 20931 p2 (AG)7 14 114365036 114365049 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 133

Ad03A20935 Aradu.A03 20935 p3 (TTC)5 15 114385944 114385958 AATTGAACCAAACCGAACCA CAATTGGTTTTTGTGATGCG 160

Ad03A20936 Aradu.A03 20936 p2 (AT)10 20 114388972 114388991 GGGTTCCATCAACAAAGCAC AGGGTGAACTTGGTTGGTTT 192

Ad03A20938 Aradu.A03 20938 c* (CA)7(ATA)7* 34 114400150 114400183 AGTCCTCCGTCCAAAACTAAA GCCGGGCTTCAATTCATTT 274

Ad03A20940 Aradu.A03 20940 p4 (TTTA)5 20 114401410 114401429 TGGGTAGGTTTCCTCTCACG TTTTTCTCGCTGCATTTGAG 274
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Ad03A20943 Aradu.A03 20943 p3 (TAT)5 15 114410489 114410503 TCTGGCTAGTCCAATTATTATCCA TCCAAATATTTTAAGTTGGCTTG 232

Ad03A20945 Aradu.A03 20945 c (A)17g(A)16 34 114416879 114416912 CCGTTATATGCAAGCAAGGC CCAGATCAACCAAACTCGAC 246

Ad03A20947 Aradu.A03 20947 p2 (AG)16 32 114422499 114422530 GGGAGCAGCTGGTAGAGTTG CCCTCTTCTCCCCTCATTTC 161

Ad03A20953 Aradu.A03 20953 p2 (AT)8 16 114438555 114438570 AATCGCTACAGCGAGATGGT CGGTATTTTACCCAGGGACA 240

Ad03A20954 Aradu.A03 20954 p2 (TC)27 54 114439503 114439556 GAGGTGTGTGGAGAACCAGG AAAGCGCAATGCTCAGAAAT 180

Ad03A20956 Aradu.A03 20956 p2 (AC)13 26 114443442 114443467 AAATTTGGAATTTGCCACCA TGATGAAAGTTTGAGGGTTGG 276

Ad03A20963 Aradu.A03 20963 c (A)10ctggggaaattgcacaagccaccttaaccaagcaaaaattagctaactgggctccaatttctcaccctctcatcacttttattgtacaattagcg(A)10115 114471681 114471795 GTACGGCGTGAGAGGACTTC CCTTCTCCGTTCCCCATAAT 251

Ad03A20964 Aradu.A03 20964 p4 (TAAT)5 20 114472014 114472033 ATGTTGGGACTGCTGGATTC GTCCAATCAATGGTGCCTCT 244

Ad03A20967 Aradu.A03 20967 p2 (TA)6 12 114481437 114481448 GCATGTACGGGGTAAAAGGA TTCATCTTCTAATTTTTCGTTCGAC 259

Ad03A20968 Aradu.A03 20968 c (GAG)8(AAG)5 39 114485371 114485409 AAACGCGAAAGAGGAGAACA ATAACTTTCACTCCACGCCC 227

Ad03A20971 Aradu.A03 20971 p3 (TCT)11 33 114495501 114495533 GGCTCCAAACACAAACCCTA AGGGATTGTACCAAGTTGCG 273

Ad03A20973 Aradu.A03 20973 c (T)10cttttttc(T)11 29 114496560 114496588 CTGGGCTACTGGTAGAGTTGTG CCATATCCCCACAAACACCT 260

Ad03A20974 Aradu.A03 20974 p3 (ACA)7 21 114497098 114497118 AAACATTTCCCGTTGGAACA CCACATAGTGGGACAAGGCT 259

Ad03A20975 Aradu.A03 20975 p3 (TAT)5 15 114498966 114498980 GCCAAAGCCGGTAATTATGA ACCTGCAACAAACAAAACCC 182

Ad03A20976 Aradu.A03 20976 p3 (ATG)6 18 114502473 114502490 TGCAAAATCAGCAACACCAT GCCATGACTACGCTTGGTTT 165

Ad03A20979 Aradu.A03 20979 p3 (GAT)6 18 114507278 114507295 CCTTCCTCTTCCTCTTCTTCC TTCTGGAGTCACCAGTTCAAAA 280

Ad03A20980 Aradu.A03 20980 p3 (ATG)6 18 114507777 114507794 CCGAATTCAAGCCTATGACAA GCCGCTGTTGTTTCTTCTTC 211

Ad03A20983 Aradu.A03 20983 p2 (AT)9 18 114516690 114516707 CGTAACAGAAACTCGCGTCA CGCACAAAGCATTATGGAGA 278

Ad03A20990 Aradu.A03 20990 p2 (AT)6 12 114559722 114559733 TGTGAAAAGTCTTTGGTTGAGC CCGGCAATTTGAAAATCAAT 138

Ad03A20993 Aradu.A03 20993 p3 (ATT)10 30 114581425 114581454 TTTGTTTTTGTTTTGGTCTTGG CGGCAGACAAATATCAAGCC 255

Ad03A20996 Aradu.A03 20996 c (TC)16(AC)22 76 114585828 114585903 AGGGCGATATGCTGTTGAGT CATGTTGGCTTCATCACAAAA 241

Ad03A20997 Aradu.A03 20997 p2 (GA)7 14 114587206 114587219 AGATGTCATTGGGGCTCTTG CCTTGCTTAACGGCTTTTTG 256

Ad03A21004 Aradu.A03 21004 p2 (TA)8 16 114598363 114598378 GCTAGATGGCTTTGACTTCTCA CTGATAGGAGAGACCTGGCG 226

Ad03A21008 Aradu.A03 21008 p2 (AT)6 12 114611255 114611266 GGTTCAACTGGTAAAACCGC GAAAAATAACAGCCGTGGGA 227

Ad03A21011 Aradu.A03 21011 p3 (TCT)8 24 114618135 114618158 CAGCATATTGCGAAGCTGAG TTTCTTGAGTAACGCTCGCA 144

Ad03A21012 Aradu.A03 21012 p2 (GA)16 32 114625973 114626004 TTGAGAAATGGAATTGGAAGC CGCAACCCATACATACCACA 280

Ad03A21016 Aradu.A03 21016 p2 (TA)9 18 114633343 114633360 TGGGTAATCCTTGTTAGGCG ATGGCCACCTTAACCATCAA 206

Ad03A21021 Aradu.A03 21021 p2 (TC)6 12 114647985 114647996 CGAAAATTCCTCACTCTTTTTCA GGGAAGAAAAATTCGAACACA 231

Ad03A21023 Aradu.A03 21023 c (T)10(A)11 21 114658912 114658932 GGACGGAGCTACATGGAGAG AATGTTGTGTTTTTGTTTATCCC 259

Ad03A21028 Aradu.A03 21028 p3 (GAT)5 15 114680108 114680122 CAATTCGAACATGCTTGTGA CCCCTTCACCACCTCTTCTT 203

Ad03A21029 Aradu.A03 21029 c (T)10cagggttttgttgtctcttggggtaattatcttaatatctttagcgttttttttccc(A)1582 114682582 114682663 AATTGTTTTGAAAGGCCACG GCTTCATGCTCCTCAAAAGC 224

Ad03A21030 Aradu.A03 21030 p3 (ATA)20 60 114683076 114683135 TCCACTTCCACTATGTACCGTC CAAGCCAGATTGTCGCTGTA 252

Ad03A21033 Aradu.A03 21033 p3 (GAT)5 15 114686713 114686727 TCCTCTTTGTGGTGATTTTGC TCCTCCTTTTCTTCGTCGTC 169

Ad03A21034 Aradu.A03 21034 p3 (GGT)5 15 114687921 114687935 CGTCATTTGCCGTTTCTTCT TCTTGTTGCAGATTTCGCAC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A21035 Aradu.A03 21035 p3 (GAT)5 15 114688120 114688134 GTGCGAAATCTGCAACAAGA TCATCAACGTCAAGAACCCA 265

Ad03A21036 Aradu.A03 21036 p4 (TTAA)5 20 114693339 114693358 ACTCATTTCCCCTAGACGGC TGGGTGATAGATGGAGGAGG 209

Ad03A21039 Aradu.A03 21039 p2 (AG)7 14 114711801 114711814 CATCTCGTAGGGAGAATGCC CCCGCTTGTTTGTTTGAAAT 251

Ad03A21040 Aradu.A03 21040 p3 (TGA)6 18 114717232 114717249 GAGCTCGACCTTTCCCTTTT GGACGAGTCTGAAGAGGCAC 236

Ad03A21043 Aradu.A03 21043 p4 (TATT)5 20 114734718 114734737 CGTTGCCAGGGATTGATAGT GCAGAGAGTTCCCAGTGAGG 267

Ad03A21045 Aradu.A03 21045 p4 (ATAA)5 20 114751255 114751274 AACGTGGTGGTATTTTCTGTGA ATTGATGCTCAGAGCCTTGG 208

Ad03A21048 Aradu.A03 21048 c (T)12c(T)12 25 114774958 114774982 GGAAACGTAAAAGAAGGAAACAAA CGAAAGCTATGGCTCCAAAC 279

Ad03A21056 Aradu.A03 21056 c (AAC)6atcctacctacagttccaagatgagaatttacgaaacacgtgttaactaaaaaatggtaagaaat(A)1093 114797168 114797260 TTTCGAGTTTCGACCCATTC AACCAGAGCAACTCCTCGAA 279

Ad03A21061 Aradu.A03 21061 p4 (TTAT)6 24 114812195 114812218 AAATTCCGACTTTTGACTTCCA GACTTCATAGCAAGGACCGC 199

Ad03A21064 Aradu.A03 21064 p2 (TA)6 12 114826823 114826834 GCTTTGATTGTGTGATTGTGTG AAAAGATTCCAGGGGAAGACTC 249

Ad03A21066 Aradu.A03 21066 p2 (TA)6 12 114828849 114828860 TGTGTAACATGCCTGATTTATGA TTCAAGCTCAACTCAATGAAAGA 276

Ad03A21067 Aradu.A03 21067 p2 (TA)6 12 114841198 114841209 AGTGGTCTTTATGCCGCAAT TCCTCTTGAGCCAACACCTC 245

Ad03A21069 Aradu.A03 21069 p2 (AT)6 12 114848450 114848461 TGGAATTGGCTGAGTCAGGT TCCAAATCAGTGGGTCAGAA 242

Ad03A21076 Aradu.A03 21076 p3 (AAG)5 15 114853070 114853084 ACCACACCCCCTTTACTTCC CCTTGAGCTCACATCCATCA 224

Ad03A21080 Aradu.A03 21080 c (AT)13(AG)13 52 114862630 114862681 AACGGATTGAATTGGAGAAAAA TTCCACAATCAATGCATCAAC 251

Ad03A21082 Aradu.A03 21082 p2 (AT)7 14 114881055 114881068 CGAAGTTTAGGCCGGTTAGG ATGGGTCAGGGATTCTCATT 209

Ad03A21083 Aradu.A03 21083 p2 (CT)20 40 114883306 114883345 CTCGATCATTCGTCCAACG TGGAGGTTATGATCGGAGTTG 279

Ad03A21084 Aradu.A03 21084 p2 (AC)35 70 114886220 114886289 TGAAGTTGAAAGCGATGCAA TATTGTACCCTACCCGGCCT 186

Ad03A21085 Aradu.A03 21085 p5 (AAGAT)5 25 114895704 114895728 TTGGCCTAATCACCAGGAAG AGGGACTCCGATGCCTAAGT 277

Ad03A21088 Aradu.A03 21088 p5 (AAGAT)5 25 114916204 114916228 AGGGCAGTTCCCTTGAAGAT TTCTGTGCTGGTCGAAGATG 268

Ad03A21089 Aradu.A03 21089 p2 (GA)11 22 114917765 114917786 GAATGATAGGGGGAAGGAGG AAAATCCAATCGTCAGCAGG 168

Ad03A21093 Aradu.A03 21093 p3 (TGG)5 15 114953553 114953567 ACCCCCACTCTCAATCTCAA TTTGCTAGGAACTGGTCGAAG 158

Ad03A21096 Aradu.A03 21096 p2 (AG)6 12 114968150 114968161 TCCAAAAGACACCCCATCTC GTTCTTCCTTTTTCCTGGGC 157

Ad03A21097 Aradu.A03 21097 p3 (TCT)6 18 114979772 114979789 CACAAAACACAACCCCCTCT CGGTCTTAGGTGCCATTGAT 185

Ad03A21102 Aradu.A03 21102 p5 (AATTC)5 25 115013844 115013868 AGATCCAACACCACCAAAGC GTGGGGGTTACCATTTTGTG 217

Ad03A21104 Aradu.A03 21104 p2 (TA)7 14 115017268 115017281 TTGGGAAACCTCCATTAGGA TTTGACACCAAACAGAAAGAAAAA 238

Ad03A21108 Aradu.A03 21108 p2 (AT)7 14 115032466 115032479 GCAAATGTGCAGATCGGATA GAGGAGGTTGGGTAGCATTT 259

Ad03A21109 Aradu.A03 21109 p2 (AT)8 16 115034544 115034559 TCAATTAACGGGAGTGGAGC ATCCGCATATTCGATCCGTA 214

Ad03A21111 Aradu.A03 21111 p2 (AG)18 36 115037526 115037561 AAAAAGGGAGAGAATTAAGATGC TGTCTACTTTTGTTGTTGCTGC 280

Ad03A21113 Aradu.A03 21113 p2 (AG)24 48 115039803 115039850 AGCAATGACAAGACCACCATC CGGTGAGGTTTACACTATCGG 278

Ad03A21115 Aradu.A03 21115 p2 (GA)6 12 115043368 115043379 ATGCAACCTCCTTTCCTCCT CGTTGCTCTCTGTCTCCACA 222

Ad03A21116 Aradu.A03 21116 p3 (AAT)6 18 115050607 115050624 TGAGCAGGAACAAGGACAAA CAAACTTGGACGTTGCCTTT 213

Ad03A21117 Aradu.A03 21117 p3 (TCT)5 15 115053764 115053778 CTCCCACATAGCCGAACCTA GCTTTTGTCTTCCCTTTCCC 201

Ad03A21120 Aradu.A03 21120 p2 (GA)7 14 115076990 115077003 AGAGAGAGCTCGGAATCGAA GTCATCCCTCCAGCACAACT 232
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Ad03A21121 Aradu.A03 21121 p2 (TA)8 16 115082192 115082207 CGCAGTTTGAATGTTGTGGT CGATTTAGGCCCATGGTTTA 269

Ad03A21125 Aradu.A03 21125 p3 (AAT)11 33 115085896 115085928 GGTCGGTGATAGGACTTTAATTG CTTTATCTCCGGTGTCCTGC 230

Ad03A21126 Aradu.A03 21126 c (TA)6aataataaaaacacgtattgatgacattttgaaatcacttatgtactctttctcttttctttg(TTAT)7103 115086633 115086735 CGTGAAGTCGTACCGTGATT GACAATAGGGTATCGGGCTG 261

Ad03A21129 Aradu.A03 21129 p3 (TTA)5 15 115089689 115089703 AAGAGCATCAACCGTCAAAAA TCTCAAAGGAGGATTGGCAG 217

Ad03A21131 Aradu.A03 21131 p3 (AGA)7 21 115138398 115138418 CTTCCCTTTTCCTTTTTCGG TCACCTAGGCCGAACCTACA 184

Ad03A21137 Aradu.A03 21137 p2 (AT)11 22 115199210 115199231 TGTAATGGGGCCAAGGTAAA GGACAAAATTACCCCAATGC 250

Ad03A21139 Aradu.A03 21139 p3 (GAA)6 18 115215736 115215753 TTAGAATGTTGCTCGCCCTC CACCACCCACCCTAAATGAC 200

Ad03A21142 Aradu.A03 21142 p2 (CT)7 14 115253145 115253158 CGTGTTTGGCTTCCTCTTTC CCCCGTCACTGATTAGCACT 248

Ad03A21145 Aradu.A03 21145 p2 (AT)6 12 115281740 115281751 AAATAGGTCAGGCCACATGC GGTTTTTCCTTTTCACCCAA 246

Ad03A21147 Aradu.A03 21147 p2 (GA)6 12 115306310 115306321 GAGGAGAGTTACCCACTGCG GCTTACCAAGGGAAAAAGGG 253

Ad03A21149 Aradu.A03 21149 c (T)10ctttttctttttaccgcatcttctgttctttctcctttctctttttctacatcatcatcgtgaatcttc(T)1089 115310088 115310176 TTTGCATCGTCTTTTTCTTTTTC AAGGGAGGAATGTGACATATGAA 280

Ad03A21151 Aradu.A03 21151 c (A)12ggaaaaatgcagtagctccttgcgttattcagtgtaactttgctaagggtttaggcgttttttgtgacgccaattagatttgggatttgatc(T)10114 115316827 115316940 AAGCTGGTGCGTTGGTAAAT TTGTTGATGTTAGACCAACTTGATT 247

Ad03A21152 Aradu.A03 21152 p3 (GGT)9 27 115319923 115319949 CGCGGTATCATAAACCACCT AGGAAACTGGGAAGCAATCA 241

Ad03A21159 Aradu.A03 21159 p3 (CTT)5 15 115332116 115332130 TTCTTCTCCCTCCTCCTCATC GCATGTAAATTCATCTTCTTCCAA 213

Ad03A21160 Aradu.A03 21160 p2 (AG)6 12 115344073 115344084 CGGAAAAGCACACCAAACTT GAAGCTCTTCCCCCTCACTT 150

Ad03A21161 Aradu.A03 21161 p3 (TCT)5 15 115350790 115350804 CGTGGGTCCCTAGATTCCTT GGAGAAGAGGAGGGAGGAGA 245

Ad03A21164 Aradu.A03 21164 p2 (GC)6 12 115359507 115359518 TGAAGTGAAAGTGAAGGGGG CCATACACTGCGAGCACAAT 195

Ad03A21165 Aradu.A03 21165 c (A)10gaaatatgtcatgg(A)1034 115389471 115389504 TGGATTTGTGAATGGGGTTT GTCCCTCTCAATTCCTTTGC 277

Ad03A21166 Aradu.A03 21166 p3 (CTT)5 15 115391275 115391289 TGTTCATCGTTGATGGTTTGA CGCGATGAGTGAAGGAAGTT 274

Ad03A21168 Aradu.A03 21168 p2 (AT)8 16 115400980 115400995 CCCATTTCTGTAACGACCCA GGGTTGTACGCTAACGAATGA 268

Ad03A21169 Aradu.A03 21169 p2 (AT)8 16 115403196 115403211 AGCTGCTAAGTCAGCGGTTC CGCTTTCGTCTGTGTCACTT 263

Ad03A21170 Aradu.A03 21170 p3 (AGA)5 15 115417652 115417666 ATGCTTTTACCGCACCAAAC TCACACAACCAATCCACCAC 145

Ad03A21176 Aradu.A03 21176 p5 (TTATC)5 25 115463777 115463801 TGCTGCTGATCCTTCATCAC CGGTTCCCTTGAAGACAAGA 237

Ad03A21177 Aradu.A03 21177 p3 (GAT)5 15 115466839 115466853 TTATGCCGAACTCCAAGGTC AACATTGAGATCAGACCCCG 265

Ad03A21184 Aradu.A03 21184 p4 (AAAT)5 20 115536003 115536022 TGAAGCAAGAAAAAGCAGTGAA GGATCCTTTTTACCCTTGCC 151

Ad03A21185 Aradu.A03 21185 p2 (AT)9 18 115540779 115540796 TTGAGCCTTCACGAGTACGA CCCTTTCAACTACAGGTGCG 277

Ad03A21186 Aradu.A03 21186 p3 (AGA)6 18 115551757 115551774 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 146

Ad03A21187 Aradu.A03 21187 p3 (AAG)5 15 115561300 115561314 CTAGAGGATTCTCCGGCCTT CCCCCTCTCCACCATATTCT 164

Ad03A21191 Aradu.A03 21191 p3 (ATT)6 18 115587086 115587103 TCAGAGAATTGATTTTCCATCAAA TCCATTTTCCACACCCAAAT 229

Ad03A21197 Aradu.A03 21197 p3 (TTA)7 21 115608983 115609003 GTCGATGATGGAGAAAGGGA TTCTCTTTTGGTTTTCGAATTTTT 145

Ad03A21200 Aradu.A03 21200 p4 (TTTA)10 40 115637710 115637749 GCCGGGGATTGATAGTGATT TGCAGAGAATTCCCAGTAAGG 246

Ad03A21202 Aradu.A03 21202 p2 (TA)7 14 115660676 115660689 AGATGCAGGTTGAGAGGCAC ACTAAGGCCGGGCAGAGTAT 250

Ad03A21203 Aradu.A03 21203 p3 (CCT)5 15 115671876 115671890 CTCACACAATAGGGAACGCC ACTATCGCTTCAAAGCCACG 278

Ad03A21204 Aradu.A03 21204 p3 (CTC)7 21 115677545 115677565 AGGAGGCTAAAGCGAAGTCC TAACCCCACCATCCAAAGAA 222
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Ad03A21209 Aradu.A03 21209 c (T)11gc(T)10 23 115706797 115706819 CCAACGTCGTCGCTTTTAAT ACATGACCTTGACTACGGGG 153

Ad03A21210 Aradu.A03 21210 c (TTC)5tctttcgttatcgtcgtcaccaacaccccctcatct(TCC)669 115712725 115712793 GCGCACGTTCTTTTTCTTGT GAAAAAGGAAGGAGGTGATGAA 138

Ad03A21211 Aradu.A03 21211 p3 (TCA)7 21 115714879 115714899 TCTTTTTCTCCCTCCTCCTCA TTTTGCAGCATTATGTGTTCTTC 201

Ad03A21212 Aradu.A03 21212 p3 (CTT)6 18 115715267 115715284 CAGCAAATTTAGGTGTAACACGA GAAGAAAATGGTGATGATGATGAA 165

Ad03A21218 Aradu.A03 21218 p3 (TAA)5 15 115730883 115730897 TTGTGACTCCGTTTTCCCTC CGTAAATCGGGTAACAAAGATT 253

Ad03A21219 Aradu.A03 21219 c* (AT)6(TATC)5* 29 115733839 115733867 TCTCCTGTTTTATCTCTTTTCTCAAA ATTAGTTGGGGGAAAACCCA 124

Ad03A21220 Aradu.A03 21220 p3 (GAA)5 15 115735184 115735198 TTTGCCTTAAATCTCGACGG GGAAAACGGAGTCACGAGAG 279

Ad03A21221 Aradu.A03 21221 p3 (TAA)14 42 115735596 115735637 TTTTCCCTCCAAAACGAATG CATGATTATCACGACCGGC 252

Ad03A21222 Aradu.A03 21222 p3 (AAT)9 27 115735811 115735837 GACGCCGGTCGTGATAAT AAGTTGTTACTTTACCCACGTGAT 257

Ad03A21223 Aradu.A03 21223 c (AAT)18tttgaattcatataattatataattgatataattttaattcttattcatatgtaataattttatcagtatgtattcataattttaatcagtat(ATA)5162 115738472 115738633 CAAGCATAATTAACGCAATTTCA GGAATCAAATGTTCCGATCAA 270

Ad03A21230 Aradu.A03 21230 p3 (TTC)6 18 115778310 115778327 TCTTCCCCATAAACCCTTCC CCCTCGAGCAAGAAAGAAAA 233

Ad03A21231 Aradu.A03 21231 p2 (AT)7 14 115784590 115784603 AAAAACATGCAATTGACACCA GGGGACTGTTTGAGTTTGGA 210

Ad03A21232 Aradu.A03 21232 p2 (AG)6 12 115801431 115801442 TTTGGGCTATTTTTGACCCA AAACCTGGAATTGAAAAGACGA 213

Ad03A21236 Aradu.A03 21236 p3 (AAT)6 18 115850688 115850705 TCACTAAGGTGGACCCGTTC TTGCCACCACATCAAAATAA 262

Ad03A21237 Aradu.A03 21237 c (AT)8(AG)11 38 115855482 115855519 GGAAATGTTTTGCCCATTGT GCATGCATCTTCACCAGTGT 272

Ad03A21238 Aradu.A03 21238 p2 (AT)14 28 115855841 115855868 TGCCGCTTTTGTACATTCAG TCCTAACATGACCTCCCAGC 235

Ad03A21241 Aradu.A03 21241 p2 (AT)6 12 115861836 115861847 TGTGGAACACTAGCTTGTCAAAA TCATGTTATAAAATCACTCATCCGA 213

Ad03A21245 Aradu.A03 21245 p3 (TTC)8 24 115874350 115874373 GGAGGGACCACAGGGATATT AACCACATTCTGTTGCGTCA 184

Ad03A21246 Aradu.A03 21246 p4 (ATTA)7 28 115874636 115874663 TCTCGCTCAAGACCACTCCT CGATGGGTGGTTAAGCTGTT 142

Ad03A21247 Aradu.A03 21247 p2 (AT)6 12 115874901 115874912 GGCACCTTGTCACCCATAGT GATCACAGCAAGTGGAAGCA 238

Ad03A21248 Aradu.A03 21248 p4 (TAAA)6 24 115875361 115875384 AGTTCTTTTTCAACCTGCCG CGTCAACACAACGAAAATGG 232

Ad03A21249 Aradu.A03 21249 p3 (ATT)11 33 115876630 115876662 AACGTTTGGTGGAGTGGAAG TACGAGGTGGCAAACTGGAT 279

Ad03A21250 Aradu.A03 21250 p3 (CTC)6 18 115882448 115882465 AGAACCTGGGTCGCTTACCT TTTCGGCTTGAAATCGTACC 124

Ad03A21257 Aradu.A03 21257 p2 (AT)6 12 115910181 115910192 AAATGAACTCTGCCACATGAA TGGATTCCTACTGCAAGATGG 198

Ad03A21259 Aradu.A03 21259 p2 (CT)8 16 115914300 115914315 CAAGGAGAAGTCGTTTTGGG TCCATCATTGCGAGCTCTTT 223

Ad03A21264 Aradu.A03 21264 p2 (TC)6 12 115928864 115928875 AAGGAGAAATGGTTTTGGGC TTCCATCACTGCAAGCTCTTT 222

Ad03A21265 Aradu.A03 21265 p4 (ATTT)6 24 115930389 115930412 GGCACAACCACGACCTTATT TGCAGAACTTGAAAATTGTGTTG 216

Ad03A21266 Aradu.A03 21266 p2 (TA)7 14 115931804 115931817 ACCCTCGCCTTTACCTTGAT GCGACTCTGATAGCTCGGAC 273

Ad03A21267 Aradu.A03 21267 p2 (AC)7 14 115935597 115935610 CAACCCACCCACTTAGAAGC CTTCCTCTCCCTCTCTGCCT 122

Ad03A21268 Aradu.A03 21268 p2 (TA)11 22 115939084 115939105 ACCCTCGCCTTTACCTTGAT GCGACTCTGATAGCTCGGAC 264

Ad03A21274 Aradu.A03 21274 p2 (AT)8 16 115955077 115955092 CCACTCTTTTTAGCGGTTCG TGGGTACAAAATACTGGCCG 189

Ad03A21277 Aradu.A03 21277 p2 (GA)6 12 115967848 115967859 GACTGAGGCGGAGAGAGAGA GCGTCGATTCAAAAAGGGTA 208

Ad03A21278 Aradu.A03 21278 p2 (GA)15 30 115970761 115970790 AGCTTGATGAGGCACGAGAT TCATCCCTAAACCCTAGCCC 111

Ad03A21279 Aradu.A03 21279 p3 (TAA)7 21 115976093 115976113 TAGCCCGGGTTGATTGAGTA TTGCTTTGTTTCTTTCCATCTTC 272
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Ad03A21280 Aradu.A03 21280 p4 (TTAA)5 20 115976795 115976814 CAGCTCAATGAAAGCAACAAA CATGGAAAAGCTTGTGGGAT 153

Ad03A21283 Aradu.A03 21283 p3 (CTT)5 15 115985371 115985385 CCAACAGAGAGGTGAGAGCC GCGAAGAAGATAAGATGGCG 224

Ad03A21284 Aradu.A03 21284 p2 (AT)11 22 115987241 115987262 TTTAAGAATATAACCGGTGGCA TACGGCCTATGGGGTCAGTA 271

Ad03A21286 Aradu.A03 21286 p2 (CT)7 14 115989679 115989692 ATGAGATGTGGATGGCACAA GGAGTGCAGCCTTTTTCATC 221

Ad03A21288 Aradu.A03 21288 p3 (AAT)5 15 115993504 115993518 GTGTGAGATTGGAATGGGCT ACGATGCTGAATTTCGAACC 270

Ad03A21291 Aradu.A03 21291 p3 (TGA)5 15 116011744 116011758 ACCCACTTGTTCTGAAAGGG AAGATTTCATGCTTGGTGGC 218

Ad03A21292 Aradu.A03 21292 p3 (TTC)6 18 116023492 116023509 TACACCTCTCCCCCTCTCCT AGTGGTTTTGATGGGCTTTG 244

Ad03A21294 Aradu.A03 21294 p6 (TTTTCT)20 120 116028299 116028418 TATTTTGGGGCATTTTGTCC TTTTTATTAAAGATCTTAGGAATTGGG 272

Ad03A21297 Aradu.A03 21297 p3 (CAT)5 15 116032353 116032367 CCTGATGGGTTGTACGGACT GAATGAAAACTGGGGTGGTG 160

Ad03A21300 Aradu.A03 21300 p3 (TTA)7 21 116055847 116055867 AAACTAAGAAGAGAGAAGTGGTTAGGA CCTTGGTGTTTTCCCTCAAA 246

Ad03A21301 Aradu.A03 21301 p2 (TA)6 12 116056338 116056349 TTTAAAAGAACCGGTGCCC TTGTTTTTCTTGTGCTTTTCCA 144

Ad03A21302 Aradu.A03 21302 p3 (GAA)6 18 116064254 116064271 TCCTCTTCACCCTCCTCTCA TCTTTGTTCTTTGGGATCGG 217

Ad03A21305 Aradu.A03 21305 p3 (AGA)5 15 116077289 116077303 TGAGCTAAAAACCAGAGGGC CCGATTTGGTTGGGACTTTA 108

Ad03A21306 Aradu.A03 21306 c (A)12caaaactttccactag(A)1038 116079431 116079468 GCCACACTTACCCACTAACCTT GGAGGACCTGGTAAAAACCC 277

Ad03A21307 Aradu.A03 21307 p3 (ATA)5 15 116081602 116081616 TCAAATAGCCCTTCAGGGTG CCCAGATGGGGATTTCATAG 261

Ad03A21309 Aradu.A03 21309 c (T)12ggggaaaccacaaagg(GAA)1779 116082326 116082404 ACCCCCTTTAGCTTACCCAA TAGGCTCGGTGGTTCAAGAC 258

Ad03A21310 Aradu.A03 21310 p3 (AAG)5 15 116082585 116082599 ATTCAAGCGATTCAAATGCC ATTTTTGCGTTGCATTCTCC 243

Ad03A21312 Aradu.A03 21312 p3 (TAT)5 15 116087267 116087281 TTTTGCTTTTAGGTTAATTGGTG GCAAGTTATGGCTGTTTTTGG 236

Ad03A21313 Aradu.A03 21313 p3 (TAT)9 27 116087425 116087451 CGCTAAATAAGACAAGTTCTGGC TTGGGATCTATTTGTCCCATTC 275

Ad03A21320 Aradu.A03 21320 c (AAT)20atacgaaagtaaataattttgctcttcttagaaccattttatctccctgt(A)10120 116104456 116104575 GCATTACACAATGCATGAAAGAA CCTCTTTTTAGATGTTATGTTTTCCC 271

Ad03A21325 Aradu.A03 21325 p3 (TTA)5 15 116122860 116122874 TCATCATCGATGGACTGATTTT TCATAATCTTCTTTAATTACCCAGACA 171

Ad03A21326 Aradu.A03 21326 p2 (CT)6 12 116124012 116124023 GCCCTGAAATTCAAAACGAA CATGGAACCTAAGGAGCGAA 202

Ad03A21329 Aradu.A03 21329 c (ATG)5(ATT)12 51 116130865 116130915 CATTAGTTGGATATGTGCGTTTTT TCCGAATCGAATCAAATCAA 261

Ad03A21332 Aradu.A03 21332 p3 (CTT)6 18 116132793 116132810 GGTCACGCACTTTTTCCACT ATGAAGAAGAAGGAACGCGA 176

Ad03A21333 Aradu.A03 21333 c (AGA)5ggaggaggaggtatacgtgaatttgaaagaagaagaagcgcaggacaggagaagaagagaggtatacgtgaatttga(AAG)5107 116133808 116133914 TGTTGGTGTTGTTGGTGATG GAGCGTCATTACCCACACTTT 190

Ad03A21334 Aradu.A03 21334 p3 (TTA)6 18 116134630 116134647 TGAAAAGGACTAAGCACCACAA CAGCCTTTGGTCGTGACTCT 213

Ad03A21336 Aradu.A03 21336 p2 (TG)7 14 116137318 116137331 GCAGAGAGGTTGGATGGAGT GGCAAAACTCTCCGAGACAC 230

Ad03A21337 Aradu.A03 21337 p2 (TA)6 12 116138150 116138161 ATCCCCCTTGCTACTATCCG GGCGAGGATATGTTGTGGAG 273

Ad03A21340 Aradu.A03 21340 p3 (ATC)7 21 116148513 116148533 GAAGTTGCAAGAAAGCAGCA CTTCACCAATTGGGTCGTCT 229

Ad03A21343 Aradu.A03 21343 p3 (TCT)6 18 116174632 116174649 ACAACCCCCTCTTCTTCACC TGCCATTGATGGTAGTGGAA 164

Ad03A21345 Aradu.A03 21345 p3 (TAT)6 18 116197676 116197693 TTTCATGCATACTTTGAATTTTGA CGAATGACCACAAAGGAAGC 271

Ad03A21347 Aradu.A03 21347 p2 (TA)9 18 116212809 116212826 AAGGTGCATATTGACCCGAA GTCGGTCAAAAATTTCTTTGTT 239

Ad03A21349 Aradu.A03 21349 p2 (TC)6 12 116213384 116213395 CTGCGATGCTAATGGAATGA CCACCCATGATGGTGAAAAT 265

Ad03A21350 Aradu.A03 21350 p2 (AT)7 14 116216255 116216268 CAAAAATTATAGGAACACATGAAAAA CACAATAGAATTGGCCATTAAAAA 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A21356 Aradu.A03 21356 p2 (TC)6 12 116233608 116233619 AGTCCTTGACCCCTCAGGAT ATTTTGGAAGTAGGTGGGGG 186

Ad03A21357 Aradu.A03 21357 p3 (TTC)6 18 116233888 116233905 CCAACCCCAATTACACGAAC CTGGCCTTAGGTGCCATAAA 260

Ad03A21361 Aradu.A03 21361 p3 (TAA)5 15 116264753 116264767 GCAAGGAATTAAGCTACGGAA TTCATGAAGGTGCTACTGCG 242

Ad03A21363 Aradu.A03 21363 c (CTT)5gcttcttctttaaaaacattgttgacgtcttcttcttttcttgtttgattccttctcgtctttctttt(TCC)9110 116277559 116277668 TGTGCATGCTTCTTTAACATCA TTGGGTCTCAATGTTTTGGA 187

Ad03A21364 Aradu.A03 21364 p3 (TTA)6 18 116281953 116281970 TTTGCACCTTGAGCCTAACC CAATTGCAGAGTACGCCAAA 206

Ad03A21365 Aradu.A03 21365 p2 (AG)8 16 116299643 116299658 GAGAGAGAGATGGTGGTCGC CCTTAATGCAGCCTCTCTGG 249

Ad03A21366 Aradu.A03 21366 p2 (GA)6 12 116312855 116312866 TGCTTGTCCTCAAGCAAAGA CCATGTGAACAGAGAGTCGC 279

Ad03A21367 Aradu.A03 21367 p2 (AT)8 16 116316490 116316505 GAGTGCAGAGAATTCCCAGTG ATTAGCAATCCCCTCCCTGT 238

Ad03A21371 Aradu.A03 21371 p2 (CA)8 16 116325014 116325029 CGACTCTTAGCATAAAGGGGG ATTCGGCAATGGTGGAATAA 245

Ad03A21374 Aradu.A03 21374 p2 (AT)11 22 116331372 116331393 CTGAATTGCACGGAATGGTA TTCAACACAACTTTGCACCA 246

Ad03A21375 Aradu.A03 21375 p2 (AT)11 22 116339235 116339256 TTGAATTGCACGGAATGGTA TTCAACACAACTTTGCACCA 246

Ad03A21377 Aradu.A03 21377 p3 (TCC)6 18 116344580 116344597 TTTTAAATCACGCACCCTTTTT GAGGAAGAGGAGGAGGAGGA 226

Ad03A21378 Aradu.A03 21378 p3 (TCC)5 15 116344726 116344740 CAAGTTCCTCCTCCTCCTCC GAAGAAGACGCAACATCGAA 186

Ad03A21379 Aradu.A03 21379 p2 (AG)8 16 116349573 116349588 AGAACGGCGAAGATTGAAGA CGAGGTTAGTTCGTTCTGGC 243

Ad03A21386 Aradu.A03 21386 p2 (AT)8 16 116400084 116400099 TTTTGCGTGTTTTTCTCTTTCA GGGTTAGCATATGACCCCAG 276

Ad03A21387 Aradu.A03 21387 p3 (ATG)5 15 116427453 116427467 TGTCTGAGCTGACTATGCCG GATTCTGGCTGACTGGCTTC 267

Ad03A21389 Aradu.A03 21389 p2 (TA)10 20 116441730 116441749 GACCCCTAATCCGACACTGA TTGCCACTGACCAACTCTCA 175

Ad03A21391 Aradu.A03 21391 p2 (TC)6 12 116443761 116443772 TGCCAATAGAGAGCGTTGTG AGAAGAAGTAAGGCGCTCCC 256

Ad03A21392 Aradu.A03 21392 p2 (TA)10 20 116448348 116448367 TCGAGTTTTTCCATTTTTGG TCACCCTTCAACAAAGCAATC 263

Ad03A21393 Aradu.A03 21393 p2 (AT)10 20 116448759 116448778 AATTCACGCGAGGTTTGTCT AAAAATCCAATTCGATCCCA 269

Ad03A21395 Aradu.A03 21395 p3 (CTC)6 18 116453501 116453518 CACCCCTTTTTCTTGGATGA CACAATGGGCTAGGAAGGAG 262

Ad03A21396 Aradu.A03 21396 p2 (GA)7 14 116463593 116463606 GACAGAAGCTTGGGAACTGG ATTCTATTCTCCGCTCCCGT 197

Ad03A21399 Aradu.A03 21399 p4 (ATTT)5 20 116472712 116472731 TTCAAATTGCGTGTAGAGTGC TCATTTTCAACTAAGAAAATCTCAAAA 260

Ad03A21400 Aradu.A03 21400 p4 (ATAC)7 28 116473959 116473986 AAAGGTGGTGAGACGCTACG GATTCGGAGAATCAGCATTGA 153

Ad03A21403 Aradu.A03 21403 p2 (TC)22 44 116480719 116480762 CCAATCTTCCCAAAGCAGAA GTGGGGGTTCTCTTGCAGTA 165

Ad03A21405 Aradu.A03 21405 p3 (ATT)16 48 116486773 116486820 TTCAACAGTTACGTGAGCGG TACGGCCTCAAGGAGAGAAA 280

Ad03A21406 Aradu.A03 21406 p2 (TA)6 12 116492248 116492259 TTTCATTAACAATACAATCAAAATGTC GCTAATTGTATGAAAGGTGGGA 100

Ad03A21408 Aradu.A03 21408 p2 (TC)22 44 116506353 116506396 TGAGGGAAAGGATGGAAACA GGCCAAAGAATGCAGAAGAA 276

Ad03A21409 Aradu.A03 21409 c (T)11atattctttatcttggtatttacagatctttaatttcaagagccgagcaacaaatttcaccaaaacaataaattattctaaaacaa(T)10107 116519911 116520017 ATTCGAAGACAGCACTTTGC TTTGTCTCGTCATCATCGTCA 249

Ad03A21411 Aradu.A03 21411 c (T)10aattagatccctacactttttttttccttttatttaaatccctttaccaattc(T)1174 116531097 116531170 TGTTGGTCCTTATAGTTTCGTGA TTTCGTGAAATTTTTAATTAGGTTC 278

Ad03A21414 Aradu.A03 21414 p3 (GAT)5 15 116538765 116538779 ACAAACATCATCTTCCAGGG ATTCTTGTCAGAGCGGAGGA 250

Ad03A21418 Aradu.A03 21418 p4 (AACC)5 20 116542707 116542726 TCAACGATAGCAAGGAAGCA CCAGGTTTTGTTCCTCCTCA 214

Ad03A21428 Aradu.A03 21428 p2 (AT)7 14 116587905 116587918 AAGAGGAAGTATAGAGAATCAATGAAA CCAAAAGTTGGGACAAAAACA 265

Ad03A21429 Aradu.A03 21429 c* (ATA)6(A)11* 28 116605228 116605255 CCATGAACCTGATTGGCTTT GCCCATCCCAAACAATTATC 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A21430 Aradu.A03 21430 c (AT)6gttacgaccgccgagtccagctgacactatttctgatccaggcccaaggcactcctcactaaagagagtccgtc(AT)698 116605566 116605663 CCACAACCCACACCACACTA GGACTCGGCGGTCGTAAC 276

Ad03A21431 Aradu.A03 21431 p5 (CAATC)6 30 116607548 116607577 TGTGGTTTCCTCCCACTTTC AGTCCTGCTGCTGAGTCTCC 167

Ad03A21440 Aradu.A03 21440 p3 (TTA)5 15 116638215 116638229 CACACTCATATGCCTGCCTG GTATTTGCTGGCCTGTTGGT 203

Ad03A21441 Aradu.A03 21441 p2 (GA)27 54 116641713 116641766 TGCTCCAATTTTGAATGCTG CAGTTGCTGACTCCTCGTCA 253

Ad03A21445 Aradu.A03 21445 c (TA)10(GA)11 42 116643581 116643622 TTGATCACCACCATGCACTT TGCCGCCATGACATAGATAA 263

Ad03A21447 Aradu.A03 21447 c (AG)7gaggaataaaaggactcatagaacttaattacc(A)1057 116644431 116644487 TGCTGTGCACTGATTTTACAAC TCCATTGGGGTTTCATTTGT 181

Ad03A21451 Aradu.A03 21451 p2 (TA)8 16 116654083 116654098 TTTTTAGTTTTGATTTGATCTGGA ACATTCGAGCCCAATCAGTC 245

Ad03A21452 Aradu.A03 21452 p4 (TATT)6 24 116657589 116657612 TTTCAAAAATTCCTCCCTTTCA TCCAAACACAAGGGTGAAGA 107

Ad03A21453 Aradu.A03 21453 p3 (TTC)5 15 116660991 116661005 CCTCTCTTCTTCACGTTGGC GCTTTTGTTTTCCCTTTCCC 208

Ad03A21461 Aradu.A03 21461 p2 (TA)6 12 116683831 116683842 GAGCTCCAAATCTACGGCAG ATGTCTGGTCTCATCGCCTC 191

Ad03A21462 Aradu.A03 21462 p2 (TA)11 22 116684542 116684563 GTTCGCCAACCATTATTTTC GTTGCATCAATAGTCATTTAGAGTTT 280

Ad03A21467 Aradu.A03 21467 c (T)14g(T)10 25 116688397 116688421 TCTTACACCAATGGGAAGACAT CAACTTTTGTTGTACTTTTTATTCTCA 275

Ad03A21477 Aradu.A03 21477 p2 (GA)18 36 116708431 116708466 GAGGCTCCAACAGCAGTGAT TTCACCGCTAAATCCGAGAG 233

Ad03A21480 Aradu.A03 21480 p2 (AG)6 12 116729446 116729457 ACCAAGCACAGAAGCCTCAT GACCACCCTTCCTTTTCTCC 238

Ad03A21481 Aradu.A03 21481 p3 (GTG)5 15 116729761 116729775 AAACAGAGGCTGCGACATTT TCATCCCCACTAACCACTCC 177

Ad03A21482 Aradu.A03 21482 p2 (GA)6 12 116729985 116729996 CGTTGCTAGCAGAGAAGGGT TCATCTCATTCCTCCATCCC 120

Ad03A21488 Aradu.A03 21488 c (GAA)5gga(GAAGAT)548 116767648 116767695 TGCCTGGATTTCAAAATGTC TCTGCCAGTTCCAGACTTCC 250

Ad03A21492 Aradu.A03 21492 p4 (AAAT)5 20 116774020 116774039 AACTCACGGTTAACAATTTCGAT TTTTCGTTCTTCGTGCAAAA 280

Ad03A21493 Aradu.A03 21493 c (A)11gaataaaaagaac(A)1034 116774157 116774190 TCATTTTTCTCCTTCTTGTTTTCA TTCTAAATTTACCGTGACATACAGC 279

Ad03A21494 Aradu.A03 21494 p3 (GAG)6 18 116785341 116785358 CGCCTTAACCTCACCAGAAG TGGCAAAGACAAATGCTCAA 245

Ad03A21495 Aradu.A03 21495 p3 (TTC)5 15 116789938 116789952 AAGGCCTTCAGTTTCTGGGT GGAGAAGCCACAAGAGTTGC 204

Ad03A21498 Aradu.A03 21498 p2 (AT)6 12 116806320 116806331 CCAATGTTCTAGGCTCCTGC TCTGAATTTGCCGTCTAACAG 205

Ad03A21499 Aradu.A03 21499 c (T)10ccg(T)11 24 116806471 116806494 TCAGAAATTGTTCATAGCGTCC ATGATCGTCAACATGGGACC 258

Ad03A21502 Aradu.A03 21502 p3 (AAT)5 15 116815786 116815800 AAATCCCATGTTATCATCACG ATGCATCCTGCATGTGTGTC 270

Ad03A21503 Aradu.A03 21503 p2 (CT)23 46 116817019 116817064 CAGCTGCCAGTGATAACGAA AAAAATCATGGGCAGTTTGG 247

Ad03A21509 Aradu.A03 21509 p2 (AG)6 12 116840379 116840390 GTTTTAAATTTTTACCGCTTATCTTTT AAAAATAATATTCTCTCTCTCCCTCC 233

Ad03A21512 Aradu.A03 21512 p3 (CAT)6 18 116843202 116843219 TACAATTCCCGTGATTGGGT GGTAGTGCTGCTGCAGATGA 251

Ad03A21513 Aradu.A03 21513 p3 (CAT)5 15 116843553 116843567 TGCAACGACACTACCACCAT ACGAGCATGAAGCTGAAGGT 164

Ad03A21514 Aradu.A03 21514 p2 (AT)8 16 116845332 116845347 AAGACAATGTGGTCAAACACAAA CGATAAAAATCACTATCTCTTTCTTCA 270

Ad03A21515 Aradu.A03 21515 p3 (ATT)6 18 116855360 116855377 TTTTGGATGTCTGATAAATAAATGGA CTTAACAGCACACACATTGCAC 177

Ad03A21516 Aradu.A03 21516 p2 (TA)6 12 116861996 116862007 GAGCTGCTTAAATTCAGTGGG TTGTTTTGGCCAAGGAAATC 234

Ad03A21517 Aradu.A03 21517 p2 (CT)6 12 116870203 116870214 CATCCTCATGCCGATTTTCT CCAAAATGTGATTTTTGTGGC 248

Ad03A21521 Aradu.A03 21521 p4 (TGAA)6 24 116882563 116882586 CTCACCAAAGAATGGTTGAGAA CAAGGATTGAAGGGGATTGA 199

Ad03A21524 Aradu.A03 21524 p3 (CAC)5 15 116892597 116892611 TCGTGGTGGTAGGTCACAAA GGGGCTGCTATGTATGCTGT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A21526 Aradu.A03 21526 p2 (TA)8 16 116918490 116918505 CAAATGCGATTAATAGTGTCCA AAGCCTCTTGAATGAAAACACA 222

Ad03A21527 Aradu.A03 21527 p2 (TA)6 12 116923954 116923965 CTCGTGCTGATAACGTGTTG AGCCTCTGAATGAAAACACAA 280

Ad03A21530 Aradu.A03 21530 p3 (AAT)5 15 116935093 116935107 TTACGTTGGAGCAGTTGCAG TGCGAATTTTGAATGTCTGG 179

Ad03A21532 Aradu.A03 21532 c (TAA)5caatattt(ATA)538 116943093 116943130 CAATGATTATAATACTAACAGCTCCCA GGACGAAACTCGCTTGTACC 271

Ad03A21536 Aradu.A03 21536 p3 (TTA)9 27 116958011 116958037 TTTGCATTTAATTTTTGGTTGC CAAATGCTACGATATTTCGGTTT 148

Ad03A21537 Aradu.A03 21537 p2 (AT)7 14 116958694 116958707 CCAGTATGCCAGAAAAGTACAATG TGGAACCTTCACCTTATGCAA 189

Ad03A21544 Aradu.A03 21544 p2 (TA)7 14 116983188 116983201 CATAACTCCGGAAATCAGTTCA TAGGGAAGAGCTTCGGAGTG 243

Ad03A21546 Aradu.A03 21546 c (AG)7acagagagagagtgagagagaaagagagtgagtgagtgagcaat(AG)1690 116986064 116986153 TGAAATGGTGGCTTGCAATA TCCATCGCTCACTCACTCAC 210

Ad03A21547 Aradu.A03 21547 c (AC)12c(CA)6 37 116987339 116987375 CCTTGTCGTGCTGCAAATTA TGACCATTTGGGAAGATGCT 270

Ad03A21548 Aradu.A03 21548 p3 (AAC)5 15 116987572 116987586 AGCATCTTCCCAAATGGTCA ACATGACAGAGCACAATGGC 211

Ad03A21549 Aradu.A03 21549 p2 (GC)6 12 117001750 117001761 CTCTGGAAAATGGCTGGGTA TGAAATTGGATTCGGGATGT 267

Ad03A21556 Aradu.A03 21556 p2 (TG)6 12 117060404 117060415 TAGCCATTGGACAGACATGC TAGGGTCAGGGTGCATAGTT 239

Ad03A21557 Aradu.A03 21557 p2 (TA)6 12 117067732 117067743 GGTTTGGTTTGTGGTTCGAT GCAAAGAAATTAAATTCGCACA 216

Ad03A21558 Aradu.A03 21558 p2 (AG)16 32 117074645 117074676 TAGCTGCACATGAACTTGGC AAAATCCCACACTCACACGC 271

Ad03A21564 Aradu.A03 21564 c (T)10gtgtgttacttatactctcactctttttctttcttctcctcattc(T)1166 117084058 117084123 TGTAGTGAGCAGAAACCCCC AAAGAGGTGATGTTGGCGAC 279

Ad03A21565 Aradu.A03 21565 p4 (AAAG)5 20 117089014 117089033 TTCAATAAGGGCAATAGAATACAA TCAAAATTTGCTAAAAATCACAGAA 216

Ad03A21568 Aradu.A03 21568 p3 (GAA)6 18 117092818 117092835 GCAAATTGTCAACCTGCAAA GAGTGTTGATCCAGCCAGGT 238

Ad03A21569 Aradu.A03 21569 p2 (AG)23 46 117093029 117093074 ACCTGGCTGGATCAACACTC CAACTCTGTTCCCGCTTCAT 140

Ad03A21570 Aradu.A03 21570 p3 (AAC)6 18 117101147 117101164 GCCCAGCAGCTACTTCAAAC TATGTTGTGGCCCTCTCACA 244

Ad03A21572 Aradu.A03 21572 p3 (GAT)7 21 117102839 117102859 TTGAATGAATGTAAGTTCATCCTCTT TTTTCGGTGTATGTGTGCTGA 275

Ad03A21575 Aradu.A03 21575 p4 (AAAT)5 20 117111276 117111295 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 217

Ad03A21579 Aradu.A03 21579 c (T)13ggtgacttgagtagtaatgatgaatgttcttcattttgagctgtgacaataggagtcaggaaatg(T)1189 117145049 117145137 CCACTTCGCTGTGTTTGATG CCGTAGTACACGGGTCATAACA 268

Ad03A21583 Aradu.A03 21583 c (AAG)5aacagagctcagagaaacaaggcctctttctttcaaatttttaattatttttgtctatttttaac(A)11gagggtcactgtcaaaagtatgtattattaaatctgataataatatgatggcgtcacatgaacatgaagcaaaggctgaacctccac(CTT)7199 117155906 117156104 CCCAATCACATTGTTTGATGA GTTTTGGCCTCAGCAGTGTT 263

Ad03A21591 Aradu.A03 21591 p3 (TAT)6 18 117179118 117179135 TCCTAACTTGTTTACTGTTTTGGATTC CTCTGGGCTTAGTCCCAACA 269

Ad03A21595 Aradu.A03 21595 p2 (AG)8 16 117193856 117193871 CGACAAGGAGAAAAACCTCG TGCTTTGTTGATTGGATGAAA 264

Ad03A21598 Aradu.A03 21598 p2 (AC)6 12 117204197 117204208 ACTACGGGCACATAGCAACC TTAAGACCAGGAGCTGGCAC 274

Ad03A21600 Aradu.A03 21600 p3 (AAT)5 15 117209873 117209887 CCTTCCTTATATCGTCCGCA TCGACACTTCTCCGTATCCC 256

Ad03A21601 Aradu.A03 21601 p4 (TGAG)5 20 117210157 117210176 CGGAAGCAATAGCAACTTCC AAAGGAATGGCCATGAATGA 265

Ad03A21604 Aradu.A03 21604 c (A)11gctatgcttttaccacaccaaacttagaatattgctcgccctcgagcaaaagaagaagaaagaa(AAG)693 117217465 117217557 GCTTTTGTCTTCCCTTTCCC CGAACCTTAACCCTTCTCCC 280

Ad03A21605 Aradu.A03 21605 p3 (TAT)6 18 117228930 117228947 TCAACTAATACACGTTGTTATGGACA AAGTGCCCCGGTTACAATTT 209

Ad03A21612 Aradu.A03 21612 c (T)10c(A)10 21 117248918 117248938 GCATCAGGAATGGGTTCAGT TCCTGTTTTCTTTGCTGTGC 152

Ad03A21618 Aradu.A03 21618 p5 (AAGAT)5 25 117294968 117294992 GCCCAAATAGAGGAACACGA ACCTGCAAGGGACTCTGATG 255

Ad03A21620 Aradu.A03 21620 p2 (CA)6 12 117322525 117322536 CGTAACCACTAACCACGCTG TAACGGGAAGGATTATGCCA 131

Ad03A21622 Aradu.A03 21622 p2 (AT)11 22 117336978 117336999 TGTCAAATTTGGATAAGACTTTTCAT TTTTATACATCCCTTTTCTCCTTTTT 271
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Ad03A21628 Aradu.A03 21628 c (ATA)5tggtatgataatgatatgaac(T)1046 117344711 117344756 TCCAATGATTTTATTAATGGCAAG CATGGCTACATGTTGGTTGC 148

Ad03A21634 Aradu.A03 21634 p3 (GAA)5 15 117380382 117380396 CGTGTGTTTCCTTCTAATCATCA TCTACACGCACCAAACTCAAA 256

Ad03A21641 Aradu.A03 21641 p2 (AT)6 12 117392938 117392949 TCGAAAACAATGAGCATTTGA TGAAGAAATTCGAAAAAGTGAGG 240

Ad03A21649 Aradu.A03 21649 p2 (AT)11 22 117445998 117446019 GCTAAATAAATTGATCTGACCGAAA AAATGGCAAATCAAATCTTGAAC 240

Ad03A21656 Aradu.A03 21656 p2 (TA)6 12 117461523 117461534 TAATTCAATTGGTGGAGGGC CACTCCATGTTAAAAATACAAAGGG 250

Ad03A21661 Aradu.A03 21661 p2 (AT)7 14 117473977 117473990 TGTCAAATTTTCAAATGTTAAATAAGG TCAATTCCCACCTCACCTTC 264

Ad03A21662 Aradu.A03 21662 p2 (AT)9 18 117477295 117477312 ATCAGACCCACCGATTTCTG GGAGAGTTGAAGCAGCGAAG 184

Ad03A21664 Aradu.A03 21664 p3 (CTT)5 15 117483179 117483193 CGCGTATGTGAAACTGGCTA CCCTTTCTTTTGCGATCTTG 235

Ad03A21667 Aradu.A03 21667 c (T)11cattcaatgaaaatcatgaggaattatttactccattttggctattatttaaggactttaatcaccttttagtgac(T)1097 117507991 117508087 ACCGAAAACACATCAACAGC CCTGCATCCGAAGAAAAGAG 251

Ad03A21668 Aradu.A03 21668 p2 (AC)7 14 117510140 117510153 TAGTGGCAATGGCAAATTCA CATAGGTTGCGTGTTGATGG 268

Ad03A21673 Aradu.A03 21673 c (TTA)5at(TTA)9tagcgaatatgttaatgaaaataatttattaataatttttaataacaataatgtgtaataatttattattattttttagtgatttattataattttttt(ATA)6161 117532072 117532232 ACGCATGACTGCCACCTAAT TTTCTAAAATTAAGTTCGGTGTTACC 253

Ad03A21674 Aradu.A03 21674 p3 (TTG)10 30 117533340 117533369 TATAGTTGGGGGACAGCCAG AACTCCCATGTCGTCGAGTC 278

Ad03A21676 Aradu.A03 21676 p3 (ATC)5 15 117539748 117539762 CAAAAACTCAGACCTCAAAATTCA TCGTGTCCTTCAGCAGTGTC 273

Ad03A21677 Aradu.A03 21677 p3 (ACC)5 15 117539992 117540006 GACACTGCTGAAGGACACGA TAGAAGGAAGTTTCGCCGTC 188

Ad03A21678 Aradu.A03 21678 p3 (AAT)5 15 117542843 117542857 AACTTCACCTTGTTCCGTGG TGTTGTGTGGCTTCTCTTGC 173

Ad03A21679 Aradu.A03 21679 p3 (TCA)7 21 117543497 117543517 TTGGAACCCAACAACAACAA TCATCGGAGGCATGATGATA 232

Ad03A21680 Aradu.A03 21680 p3 (TTC)5 15 117543622 117543636 TATCATCATGCCTCCGATGA CCAGAAAGGGGTGTTGTTGT 171

Ad03A21681 Aradu.A03 21681 p3 (ATT)5 15 117545845 117545859 ACACCGGGTAGGAACAAGTG CGCAAAAGCTATAGCCAACTG 261

Ad03A21682 Aradu.A03 21682 p3 (TAT)6 18 117548185 117548202 TTTCGTCTTTTGATTGAGCG AGCCGTAGAATCGGTCCAC 251

Ad03A21687 Aradu.A03 21687 p3 (TTA)20 60 117562846 117562905 CCAAAAGAAAATAAAAGATGCG AAGCAAGTTTCTGGATCGGA 279

Ad03A21689 Aradu.A03 21689 p2 (TA)6 12 117565389 117565400 TGACCACTCGACCAATTCAA AGCAACAATAGCAGCGGTTT 268

Ad03A21694 Aradu.A03 21694 p3 (CTT)5 15 117603338 117603352 TCGGTGCGGTTGTCTATGTA ACAGTGGAAATGGTTTTCGG 273

Ad03A21695 Aradu.A03 21695 p2 (AT)8 16 117609517 117609532 TGTTGCCATAGAAAGAATCAAAA CAGATTTACGCGGGGACTAA 205

Ad03A21697 Aradu.A03 21697 p2 (AT)7 14 117631149 117631162 CAAGCTTGGTCAAGGTGGAT TTCTGAGACAACTTTGAGGAAAAA 213

Ad03A21698 Aradu.A03 21698 p2 (GA)8 16 117633945 117633960 CTGTCGAAACTAGCCTCGCT AGGTACATTTGAACGGCGAC 143

Ad03A21704 Aradu.A03 21704 c (A)11tattgttgcttttgctggtatagcaagatagccacttttagaaatcgcatgcatggtagaaattatacaattaatcacatatttatgtgtaccaaac(A)11119 117654921 117655039 TTGGAAGGTAGTTCATCTGTGC TCTTCAATGTTTTCGGGTCC 268

Ad03A21705 Aradu.A03 21705 c (A)10tatgtattttcagtcttctaactttatcattattaaaaatagcttttagttttctaaactgcttctcattaaaatattccttatatg(A)10107 117655241 117655347 CGTTGCTCTGTCCTCACTCA TGCACTAAAATCTCAATATCGCTT 275

Ad03A21706 Aradu.A03 21706 c (ATT)5tattgacgggtaatgccagtaaagtataccacaagtggtatagtcaccactcatccaac(A)1286 117655485 117655570 TTGAGATTTTAGTGCATTTCCTTTT GGTGCAGCAATATTTCATTCG 269

Ad03A21714 Aradu.A03 21714 p2 (TA)6 12 117666262 117666273 AAAATTACATGCTTCAATTCTCTTGA TGATTGAAAGTCTTAATCCATTTTC 277

Ad03A21718 Aradu.A03 21718 p3 (TAA)11 33 117687070 117687102 TGTAACAACAATATCAAAACTAAATCC CGCTGTCACTGAATCGGATA 263

Ad03A21721 Aradu.A03 21721 p2 (TC)12 24 117692586 117692609 AAAAGCTACGCCGCTGATAA CCCCCATTGTAATTGTTTGC 201

Ad03A21722 Aradu.A03 21722 p3 (ATG)5 15 117692811 117692825 CTTTGGCTGGATCATCTTGG CAACGAAACCAATGGGGTAA 198

Ad03A21724 Aradu.A03 21724 p2 (TC)6 12 117696751 117696762 GCCACTTGAGTTTGAAGGGA TGTCTATTTTCAATGCCCCTG 258

Ad03A21727 Aradu.A03 21727 p3 (TTG)5 15 117702396 117702410 ACATGACAGAGCACAATGGC AAGTTTTGCTCGGACCCTTT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A21729 Aradu.A03 21729 p3 (TTC)11 33 117707200 117707232 TGGTTTCATTTCAAGCACCA TGAAGCAGACCTTTCAGCAA 236

Ad03A21730 Aradu.A03 21730 p2 (AT)8 16 117713960 117713975 TCCATCCATTTTGAAGGAGTT CCGCTTTGCAAATCATGTTA 188

Ad03A21733 Aradu.A03 21733 c (AT)11ttttaatatattatactaatttgataactaattttttgcatatatatatgtagtatgattataatttttattgaacataaatttatttttttg(A)11126 117715981 117716106 AAAATCAGATCACCCACATCAA TTTTTCCCATCCAGATTCACT 211

Ad03A21738 Aradu.A03 21738 c (CTT)6ttaggatgttacgtctttttcttctcctccttttttattatttttcaatttcgttaccgtcgtcaccaacaa(CTC)5atcctattggaatttcgtctcctccttccttt(TCA)13176 117722487 117722662 TGATTTGAGTTACGCGCTTC TTGATGATAACGATAACGACAATATG 261

Ad03A21742 Aradu.A03 21742 c (AT)9(AG)18 54 117739975 117740028 TTCTCTGTAATGCGTGGTGG AGCAACTCATCACAATTCGAC 182

Ad03A21747 Aradu.A03 21747 p3 (TAT)5 15 117747535 117747549 CGGTGCTACTGTTGTTTCCA TCGACTCACCATACCCATCA 279

Ad03A21748 Aradu.A03 21748 p3 (ATT)9 27 117747707 117747733 TGCTTGAGGGAAAGACAAGG GGCCACGTCACTCTTCTCTC 112

Ad03A21749 Aradu.A03 21749 p2 (TA)11 22 117749788 117749809 CAAGCGTTCCCTTTTTGAAG ATTGACCGTTGGTATCGGAG 113

Ad03A21750 Aradu.A03 21750 p3 (GAG)5 15 117752505 117752519 GAAACAAGAGGAGAAAAAGAAAAA TTTTGTTATCATCGTCGGCA 193

Ad03A21756 Aradu.A03 21756 p3 (TTG)10 30 117769447 117769476 CAAACACTCTCACTCTCACTCTCA GATTAAAAAGATAAGCCGTGAAAA 223

Ad03A21758 Aradu.A03 21758 p3 (TCC)7 21 117783675 117783695 CGACTTGTGATGCTTCTGGA AGCAGAGACCGAGGTTACCA 226

Ad03A21761 Aradu.A03 21761 p2 (GT)6 12 117793722 117793733 TTTAGCACGGCAAAAGTTCC ACAACACAGCATAACCAGCG 268

Ad03A21764 Aradu.A03 21764 p2 (AT)8 16 117800096 117800111 TTTGTTTTATTTAGGTAATTTGTCCA ATTATCCCGTGCCACTCATC 234

Ad03A21765 Aradu.A03 21765 p3 (TTA)8 24 117801666 117801689 GGTGAATGTTCATTATCGGTGA TGAACGTTGAAATTATACTTAAAGGC 107

Ad03A21770 Aradu.A03 21770 p3 (GCA)6 18 117811831 117811848 CCACCTGGTTTCTTAGCAGC GAGACAGCTTGCACCATTCA 135

Ad03A21783 Aradu.A03 21783 p3 (CTC)10 30 117852675 117852704 CGGCTACTTCTTCTCCTCCC CAGCTTCCAAGGTCTTACGC 267

Ad03A21788 Aradu.A03 21788 p2 (AG)9 18 117916491 117916508 TGTGGTGTGTCAATGAGTGC GTTGGCTAAGGAAATGCCAA 227

Ad03A21790 Aradu.A03 21790 p3 (TTA)5 15 117920416 117920430 CTTGACCCTTTGAGGCTTTG TCCCATTTACCGGATCTCAG 220

Ad03A21791 Aradu.A03 21791 p2 (AT)7 14 117921934 117921947 TTTGGCTCAATTATATAACTCACAAGT CCATGGATGCTGCATTTTATT 243

Ad03A21806 Aradu.A03 21806 p3 (AAG)5 15 117980998 117981012 TGATGAGCTTTCTGCCATTG GCACACTCTGCTCTTCATTCC 124

Ad03A21811 Aradu.A03 21811 p3 (TTA)5 15 117983427 117983441 GGTCTCAGCTGCAAATAGCC TTGGTACAGCCCAGTTTGGT 188

Ad03A21818 Aradu.A03 21818 p3 (ATT)14 42 118010773 118010814 TTGTTGTGAGAACTTAAGTAAGAAGG AAAAACCGACATAATCAGGTAAAAA 216

Ad03A21822 Aradu.A03 21822 p6 (CTTCCT)5 30 118024727 118024756 TATTCACGCCGTTTCACGTA AAGTGGGAGGAAGAGGTGGT 168

Ad03A21823 Aradu.A03 21823 p3 (TCT)8 24 118025395 118025418 ACAGAAGGAGATCGAAGGCA ACAAGTTGGGCTTAACACGC 245

Ad03A21826 Aradu.A03 21826 p2 (AG)18 36 118031239 118031274 CAATTTTTAAGCCAAGGAGCA TCGCAGAGTTGTAAGAAAATTCA 274

Ad03A21827 Aradu.A03 21827 p2 (AT)6 12 118032875 118032886 CGCAAATCCGCACAATAATA TTCATCGGATTGGATATCGG 273

Ad03A21830 Aradu.A03 21830 p2 (TC)6 12 118034854 118034865 TTTTTAAACTCTTTTTGGTGAGTCT GGAGAAGATGGAGCTCATGG 160

Ad03A21831 Aradu.A03 21831 c (GA)12aagagagtaggaagaggaatggtgctgcgacattgatggttcacggctgacagaagtgctgcagac(AGTG)5110 118035215 118035324 TGATGTTCAAGAGGTGAAAGAGA TCCCTCTGTCACAATTTCTCC 206

Ad03A21833 Aradu.A03 21833 c (A)13cttgctttgttgattagtatagcaagccaatctttttc(T)1162 118038449 118038510 TTGTGGCCCACTCATCATAG ATTCGACCGCCATTGAAGTA 234

Ad03A21836 Aradu.A03 21836 p2 (GA)7 14 118052145 118052158 ACTTGCCGGTTAGTTTGTGG CTTTCACTACGATGGCAGCA 239

Ad03A21842 Aradu.A03 21842 p2 (AT)7 14 118065452 118065465 TGCAATTATGGGAAAATGAAA TTGTTTTGTGATTTTGGTGTTTG 280

Ad03A21843 Aradu.A03 21843 p2 (AT)9 18 118065793 118065810 TTCATCAAGCCATGCATAGAAC AAGTAACGGTCGAGTTGGGA 257

Ad03A21853 Aradu.A03 21853 c (TC)6cactatatt(TTC)639 118128281 118128319 AACACAACCCCCTCTTCCTT TAAAATATTGCTCGCCCTCG 116

Ad03A21855 Aradu.A03 21855 p2 (AT)8 16 118147061 118147076 AAAAGGTGAGATGCCTAAATAAAAA TGGAATCGGATCCTTAAATCA 214
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Ad03A21859 Aradu.A03 21859 c (TTC)5ctcttcc(TCT)5tttctttcgtttcttgccttctctcttctc(CTT)5gctgcacg(TTC)16138 118167299 118167436 ACCCTAAAAATGCGATGCAA GAGAAGGCAAGAAACGAAAGAA 267

Ad03A21860 Aradu.A03 21860 p3 (CTT)5 15 118167544 118167558 TTCTTTCGTTTCTTGCCTTCTC GAGGAAGAAGAACGTGCAGC 242

Ad03A21871 Aradu.A03 21871 p4 (AGAT)6 24 118221182 118221205 CAAATCCAGAAGCCAGTTCC CAACCAACTTGTCCTACGCA 197

Ad03A21872 Aradu.A03 21872 p2 (CT)8 16 118228759 118228774 TCACTGGCTGGTTTTGTCAG TCCCAGGCAAAAATAATCAAA 279

Ad03A21882 Aradu.A03 21882 p3 (AAT)10 30 118251133 118251162 TGCTTTCAAATTCAACTTTGCT TGCTTTTCTGTCACCGAATG 237

Ad03A21885 Aradu.A03 21885 p3 (TAA)5 15 118259228 118259242 AAAGCTGAGTTTGGTGATGGA TCGGAAATGGCATTCACATA 233

Ad03A21887 Aradu.A03 21887 p3 (CTT)5 15 118260599 118260613 ACTGCAGCGTCGTATGAATG GGGTTGGGTTCTGAGTACGA 129

Ad03A21891 Aradu.A03 21891 p2 (AG)7 14 118273440 118273453 CAGCTTTGATTCCTTTTCCG CCATCCTTTTTCCCTTTGCT 207

Ad03A21894 Aradu.A03 21894 p3 (AAG)7 21 118284879 118284899 TACTTCAAATGTGGCCGATG CCACGGACAACAAAATACGA 267

Ad03A21895 Aradu.A03 21895 p2 (AG)8 16 118285023 118285038 TCGTATTTTGTTGTCCGTGG TGGTAATGGCAACAGCAAGA 114

Ad03A21898 Aradu.A03 21898 p2 (AC)8 16 118291070 118291085 TTAAGCCACAAGCCCAATTC CATGAACCTGAATTCCGACC 218

Ad03A21899 Aradu.A03 21899 c (AAC)5cacccaacacaaccacaaaacaaggaatatgagatcaagaaggcatcaccattactcgttaagaaagcagaacatc(AAG)7112 118296606 118296717 CCAAAACCTGAACCAGAGGA TGTGGACATGGAGATGGTGT 249

Ad03A21900 Aradu.A03 21900 p3 (TGA)5 15 118299419 118299433 GGATGCAAGAAAAAGGTGCT ATGCCAGGTGATGAGATTCC 199

Ad03A21901 Aradu.A03 21901 p2 (AG)7 14 118303010 118303023 CCAAAACTACGCTGATGCTG TTCTGCCATTCACATTCCAA 180

Ad03A21903 Aradu.A03 21903 c (CT)7tttaaaccatagaacggaggaaggaataatggtg(T)1361 118303518 118303578 TGGTTGGTGCTAAACTGCTAA AAAGGCTTCATCATGTCGCT 216

Ad03A21905 Aradu.A03 21905 c (T)10gttggttttgtcagcaggttttataaatctaggttattctttggcccctag(T)1071 118304043 118304113 TCATTCCTGCATAAAATTGAACA ATGGACTTTTTGGTGGCTGA 138

Ad03A21909 Aradu.A03 21909 p3 (ACA)5 15 118320766 118320780 TTTCAGAAAAATGGACAGAATCTC GGATCCTCGTGTGGGTTATG 272

Ad03A21910 Aradu.A03 21910 c (GAA)7a(AAG)5 37 118322149 118322185 GCTCCATGATTTAGGGTTGTG TTTACCCGAAACCCTTCTCC 217

Ad03A21911 Aradu.A03 21911 p3 (ACA)5 15 118332474 118332488 ACTTTGTCATGACCCGAACC TTTGGTTGTGGATATAATTTGGA 208

Ad03A21912 Aradu.A03 21912 c (GAA)7a(AAG)5aaatgaaattgaaaaagagggagacgggtttcgggtaaaagaaaataagtggggctggggaggggggtgagtcacgtgactcattaaacccctcttcc(T)10145 118333971 118334115 TGATTTCAAGAAGAAGAGATGAGAA CAATCCGGACCCTTATTGAT 268

Ad03A21917 Aradu.A03 21917 p2 (AT)6 12 118348636 118348647 AATCGGCCAAAAAGATATAGATG TTTGGAGTTAGCCAACCAGC 187

Ad03A21918 Aradu.A03 21918 p4 (ATAG)5 20 118351191 118351210 CACCACTCATATTGGTGGGAA CGTTTCTGTTGAAGTCCTTGC 235

Ad03A21919 Aradu.A03 21919 p2 (TG)8 16 118351740 118351755 CATGGAAGGAAGCTTGGAGT CATACGCACACACGAACACA 160

Ad03A21920 Aradu.A03 21920 p2 (TA)8 16 118357660 118357675 TGCTGGTTAGTTGTGCGAAG TTTAATGATTTTGGGTTCATTATTT 238

Ad03A21924 Aradu.A03 21924 p2 (AT)6 12 118362520 118362531 TCTCTCTCCTTTAAGTCTTCTCAAAA TTTGATTTTGAGCATATAACTTTGTTT 155

Ad03A21927 Aradu.A03 21927 p2 (CT)11 22 118383401 118383422 TTCCGACAAAAGACGATTCC GTGAGGCTATTTCGGACCAA 233

Ad03A21931 Aradu.A03 21931 c (AT)7tccatgcatcatgcatgaatggtctcaatttctaaaaag(A)1366 118386580 118386645 TTTTGTCTCTGTCTTTCTTTCCAA CCCTCTACTTGGTCCCTGTG 195

Ad03A21932 Aradu.A03 21932 p2 (AT)7 14 118387024 118387037 TGTCATGATATTTGAGGCCACT TTGGTTCTGGTTGAATGGTG 273

Ad03A21933 Aradu.A03 21933 p2 (TA)8 16 118389462 118389477 CACTGGCTCAAATAATAAAACATGA AAAGTGTAGGATCCGAATGACA 262

Ad03A21936 Aradu.A03 21936 p2 (CT)6 12 118395801 118395812 CATCGTTGTTGCTGAGCCTA AGCTCATAGCAATGGCGACT 243

Ad03A21940 Aradu.A03 21940 c (A)10gaaaaaaagg(A)1030 118404822 118404851 AAAAATGTTGGGTAGGCAAA TTAGCAAATGTTGACCGCAG 114

Ad03A21947 Aradu.A03 21947 p3 (AAT)5 15 118423924 118423938 TCGTTTGCCAAATTAAAAAGC GAAGGAACACAATGCTTGTCC 262

Ad03A21948 Aradu.A03 21948 p2 (AT)6 12 118424110 118424121 CGTTTGCCAAATTAAAAAGCA GAAGGAACACAATGCTTGTCC 261

Ad03A21950 Aradu.A03 21950 p3 (AAT)5 15 118425003 118425017 TCTCTTTGCACATCAACCCA GCCAGGTAAGCCTCTCACAA 249
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Ad03A21954 Aradu.A03 21954 p3 (TAA)5 15 118433216 118433230 CCTGGAGACCCTGTGGATTA TCGATGGTATATTGGCAGCA 143

Ad03A21955 Aradu.A03 21955 p2 (TA)6 12 118446010 118446021 TGTTGACATGTCTGCAATGCT GCAAAGTTCCCACGTAATGG 250

Ad03A21960 Aradu.A03 21960 p3 (TAT)8 24 118453291 118453314 CATTTCGTAAAGAAGAAAAGTGTCA AATTGCCATGACAAATCAAGC 138

Ad03A21961 Aradu.A03 21961 p2 (TG)6 12 118453510 118453521 TCAACATCATCATTCATCAGTACA TGTTTCGTATCCCCTAAATTCG 249

Ad03A21963 Aradu.A03 21963 p3 (TAA)7 21 118453942 118453962 AGGCCAAAGAATTGGTGATG ATTGGATGGATATGCAGGGA 204

Ad03A21967 Aradu.A03 21967 p2 (TA)6 12 118462817 118462828 TCTCTACCCGTCCCTGCTAA GGTAGCTGCAGAGAGGTTGG 240

Ad03A21969 Aradu.A03 21969 p2 (CT)6 12 118465022 118465033 CTGTATTAGCAAGCTCCGGC AGAGGAAGGACGAGAAAGGG 255

Ad03A21970 Aradu.A03 21970 p3 (ATA)7 21 118465721 118465741 TCCAAACTTAGCTTTTGAACCA TGACGAGATTCGTATGTCCAA 221

Ad03A21975 Aradu.A03 21975 p3 (TAT)5 15 118471104 118471118 TCATTCAGGGACATCATGGA CTTTGCCACTTCCTTTCTCG 226

Ad03A21976 Aradu.A03 21976 c (ACC)6(TCC)8 42 118473475 118473516 ACATCAAATCCCAATCCACC TCCAGGTAGTTGTGGTGCTG 165

Ad03A21977 Aradu.A03 21977 p2 (AT)6 12 118474650 118474661 CCGATTTAGATGCCTTGGAA TTGCTGCTTCGTTCTTGCTA 271

Ad03A21988 Aradu.A03 21988 p2 (TA)7 14 118497700 118497713 TGTTAGCTAGTGTCCATTTTACTTGC TTTTCGTGGGATAAAATCCG 268

Ad03A21989 Aradu.A03 21989 p2 (GA)8 16 118503616 118503631 ATCCGTTGTTTCTGCTTCCA GATTCACATTCAGGAAGAAGCC 264

Ad03A21992 Aradu.A03 21992 c (TTC)6cttgatgaaaaccacaactgtcattttttttcgcgttt(CTC)571 118510301 118510371 GCACATTAAAATCAATACACGTCC GAAGCTTTTGAAAATTGAAATCG 278

Ad03A21994 Aradu.A03 21994 p2 (TA)6 12 118551008 118551019 ATACAGCTCCGGCTCATTGT GGCTGAAATAGCACATAATTCG 134

Ad03A21997 Aradu.A03 21997 c (A)10ttagcctaattttataaactaaattctcataatagaagcataatagaagtataatg(A)1076 118556492 118556567 ACGTGTTGACATCCCACAAA TACAGGTGTCCGTTACGGTG 277

Ad03A22003 Aradu.A03 22003 p2 (AT)8 16 118585006 118585021 GGATTCAGCTTTTGCCATGT CTGGGGTGGATAATGGGTAG 107

Ad03A22005 Aradu.A03 22005 p2 (TG)6 12 118588990 118589001 GAACGACATGTCACAGAGGG CTCCTTGAGTTTTGTATCTCAACTT 174

Ad03A22006 Aradu.A03 22006 p2 (AT)8 16 118589209 118589224 AAGTTGAGATACAAAACTCAAGGAG TTGTCATGGTTATGCAGCCT 242

Ad03A22007 Aradu.A03 22007 p4 (ATAA)5 20 118597394 118597413 GAGAAAAGATCGAACGAGATGG GGGAGCACTGTGGAAGGATA 279

Ad03A22011 Aradu.A03 22011 p2 (AT)9 18 118603147 118603164 GGAGCATGATTTGGGAAGAA TTGTCAAATCGCTCTCATGTAAA 229

Ad03A22026 Aradu.A03 22026 p3 (AAT)5 15 118645772 118645786 TTTCTTACAAATCAAGTGTCGTTTTT CAACCCCTAAAATTATGTTTGTCA 271

Ad03A22027 Aradu.A03 22027 c (T)10atttcacttcagtagaaaaaggcatttaagtgagacattaagaaaaaatcatag(A)1074 118646042 118646115 TTGTTCAACATCATCTCCTTCA TGATCACCCAACTTAACAAGAGA 238

Ad03A22028 Aradu.A03 22028 p3 (ATA)16 48 118647964 118648011 TCATGTAGCATCTATTTAATGAAACTC CCAGTAAACGAATGATGCGA 185

Ad03A22029 Aradu.A03 22029 p3 (ATG)15 45 118652024 118652068 AGCTCAAAACGAAACCATTG CACCTCCTCCTCCTTCTCCT 216

Ad03A22031 Aradu.A03 22031 p3 (ATT)5 15 118667794 118667808 CTTTCCACTTCCCTTAGCATT GGCAATCAACCTACTCAACCA 143

Ad03A22036 Aradu.A03 22036 p2 (TA)9 18 118706143 118706160 GAAATCGACTCGAAAGAGTATGA TCCAACCAAATTAGTCTAAGATAACAA 274

Ad03A22039 Aradu.A03 22039 p3 (GAT)12 36 118713496 118713531 AAAATTAGCTCAAAACGAAACCA CACCTCCTCCTCCTTCTCCT 225

Ad03A22042 Aradu.A03 22042 p3 (AAT)5 15 118738462 118738476 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad03A22044 Aradu.A03 22044 p2 (GC)6 12 118754959 118754970 AAGTGAAGGGGTGAGTGTGC GATCCTGCACTCCTCTCTGG 251

Ad03A22046 Aradu.A03 22046 p2 (GC)6 12 118763824 118763835 AATCATTTTCGAACATCGGC GCAAGGAAAGGAAGCATGAG 255

Ad03A22047 Aradu.A03 22047 p5 (TTATC)7 35 118767328 118767362 CTGGTGTGTCCGACTTGTTG AAAGGCGGTTCTGTTGAAGA 275

Ad03A22050 Aradu.A03 22050 p3 (TAA)20 60 118774983 118775042 TGAAAGCAAGTGTGTAGTGCC GGAGATTTCCTGGTTGACGA 222

Ad03A22054 Aradu.A03 22054 c (A)10g(A)10 21 118805212 118805232 TGAAATAATCCATTTCCCTTGC GCTTGACATTTGAGAACGCA 238
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Ad03A22055 Aradu.A03 22055 p4 (TTAT)5 20 118807186 118807205 TCCCTCATCCAAACCAAGAG AGCAACAGAGACGAAGCCAT 193

Ad03A22057 Aradu.A03 22057 p2 (TA)6 12 118811684 118811695 CGGGATATACCAACATGTGAA TCAACGTGTCCAGTCTTATTCTT 269

Ad03A22058 Aradu.A03 22058 p3 (GAA)5 15 118815455 118815469 AGGTGGTGGACGAATCAGAC ACTTGCACCACAAGCATCAG 123

Ad03A22059 Aradu.A03 22059 p3 (TGA)8 24 118815980 118816003 CCTTGAAACCTGCTTGGAAC GAAAACGCGGTTTGTGCTAT 224

Ad03A22063 Aradu.A03 22063 p2 (AT)6 12 118819198 118819209 GAGTTAACGTTTTACATCATCAATCA TCATGTTTTTAAATATAAATGTACGGG 161

Ad03A22064 Aradu.A03 22064 c (A)10tcgcgggggcagtttagagagatcgctaggtgtaatttataattttttttaaaataaataataaaaatgagtgggtgcgatttctaac(T)10108 118820439 118820546 TTTTATTCTTTGCATGGGTGA TGCTATGTATGGTGATGTGCAA 277

Ad03A22068 Aradu.A03 22068 p2 (TA)6 12 118831238 118831249 GGAAGCTAATCCTCAGGCAA TTTGATCAGAATCTCGTGCTG 265

Ad03A22070 Aradu.A03 22070 p3 (TTA)6 18 118837794 118837811 AAAAGTGCAAGACACTGCTCAA TGAATCCGGTAATTGATTTGC 276

Ad03A22071 Aradu.A03 22071 c (T)14gggagtcgcatcttaagcgaaactgtgaaagagtgcttttttag(T)1068 118841781 118841848 ATGGCATCTGACGAGGAAAC ACTCGTCTAGAGGTCGCAAA 272

Ad03A22072 Aradu.A03 22072 p3 (TAC)6 18 118845846 118845863 GCGAAGAAATGAAAGCGAAC CTTCCGTGTTTGCCTCTCTC 105

Ad03A22074 Aradu.A03 22074 p2 (GA)8 16 118851340 118851355 TCAACCATCAAAGTAAGCTACAAG CCTCCAGGCAACATCTTAGG 259

Ad03A22078 Aradu.A03 22078 p2 (TC)6 12 118872818 118872829 ACCTGTGCTTTCTCTGCCAT GTGAGGCAGATTGAGGGTGT 129

Ad03A22079 Aradu.A03 22079 p3 (GAA)6 18 118874039 118874056 CGTGTCTTCTTGTGGTGCAG TCATCCGCAAATACCACAAA 280

Ad03A22081 Aradu.A03 22081 p3 (ATC)5 15 118884853 118884867 AGTGGGACAAGACTTGAGCA GGTGGAGAGAACGGTCAAGA 276

Ad03A22082 Aradu.A03 22082 c (A)10gagagacagagggttatgatgatgatggggtggagaggacggtgaagatgaaaagagagaaagaaagagagacagagggttg(TGA)5107 118885884 118885990 CAACGAAGATGGTGGTGATG CCCTCAAGTTTTCGATTTGC 234

Ad03A22086 Aradu.A03 22086 p3 (CAA)7 21 118893133 118893153 GCTGGGAGTTTCAGAAATGG CGACCCCACCTAGTAGGACA 255

Ad03A22089 Aradu.A03 22089 p3 (GAT)5 15 118942961 118942975 CGTTCCTTCTTCTTTTTCGTG TCAAAATTTCTCCTCCTCCTCTT 270

Ad03A22092 Aradu.A03 22092 p3 (TCT)5 15 118945330 118945344 TCTTGCACACGTTCCTCTTC GTGAAAACGTGCAGTAACGG 100

Ad03A22093 Aradu.A03 22093 p3 (TCA)5 15 118947468 118947482 TCTTTCTGACGACTCCGCTT TTCTTGTTTCGCGTGTTCAG 128

Ad03A22100 Aradu.A03 22100 p3 (TTC)5 15 118967262 118967276 TAAGATGCTCACGCATCACC GGAGGAGGAAGAGGAAGAGG 257

Ad03A22103 Aradu.A03 22103 p2 (TC)16 32 118974620 118974651 CAATGCTTGATCCCGAAGTT AAGTTCAAGCAAACCTGTTCC 244

Ad03A22104 Aradu.A03 22104 p3 (CAT)7 21 118975397 118975417 AGGCAAAATGCCATTCAGTT CGGCCTCTTTGTGGAACTT 277

Ad03A22105 Aradu.A03 22105 p2 (CT)6 12 118976281 118976292 TTTGACCATGGAAATTCGGT CAACACCTCAAAACAAACGC 275

Ad03A22109 Aradu.A03 22109 p2 (AT)10 20 118992177 118992196 GGCTTAGCCAATGAACGAAA GTCTGACCGTTCATCACCCT 267

Ad03A22116 Aradu.A03 22116 p3 (AGG)5 15 119010983 119010997 AAAGACGGCGACGAATCTAA CTTCTCTGTCCCTCTCCACG 174

Ad03A22117 Aradu.A03 22117 p2 (TA)10 20 119017979 119017998 TTTGCTTAATTTTTCATCACAAGC AAGGCCCATTTATAATTCACCA 269

Ad03A22118 Aradu.A03 22118 c (T)11ccttttttgaaaagaaatctttgacaaacactgtctttgattg(A)1367 119020012 119020078 TGGGTGTGACCAAATAAGCTC TAAAGTTGCTGCTGCCAATG 235

Ad03A22119 Aradu.A03 22119 p2 (TG)9 18 119021299 119021316 GTGCTGTTTCTTGGTGTGGA CACGTGGTCTATGAATTCCG 143

Ad03A22130 Aradu.A03 22130 p2 (AT)8 16 119105797 119105812 CCATTGCTCGGGTAAACTCT AATTAACTAACTTTTGTCTTTTCCACA 275

Ad03A22133 Aradu.A03 22133 p2 (CT)6 12 119114992 119115003 CAAGAACAGCATCGAAGCAA CTCACAGTCGCAACCTCAAA 214

Ad03A22135 Aradu.A03 22135 c (T)12ctggaatgcagagttcttcaacttcaatcactattaacg(T)1263 119121309 119121371 TACCTATGCTTCGACCACCC TGAATGCATTAGCAGCTTAAAA 213

Ad03A22137 Aradu.A03 22137 p2 (AT)7 14 119126759 119126772 TCACGAGCTGGCTCAAATAA GAGCTTGGAATTGAGCTCGT 245

Ad03A22142 Aradu.A03 22142 p2 (AC)7 14 119142014 119142027 TTTGGGCTGATTTTTGCTTC AAAATTGTCCACCTTCCACG 220

Ad03A22149 Aradu.A03 22149 p3 (TGG)6 18 119154368 119154385 TTGCCATGGAGTCCAAAACT CCTGTGACCCAACCTAAGGA 262
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Ad03A22150 Aradu.A03 22150 c (TTC)6caaattcgcataggttcttcttctc(CTT)558 119155014 119155071 CCATCTTTCATGGGTATAGCG GGAGGAGAAGAAAGAGGAGGA 275

Ad03A22151 Aradu.A03 22151 p3 (AGA)5 15 119156019 119156033 AATTCAGAACACCTGCGTCC TCCTCCTCCTCATCCTCCTT 235

Ad03A22152 Aradu.A03 22152 p3 (AAG)7 21 119156146 119156166 AAGGAGGATGAGGAGGAGGA AAAAGAGCGACAATAACACACG 113

Ad03A22154 Aradu.A03 22154 p3 (TAT)5 15 119173262 119173276 CGAACAAATACACCCCATCC CAAACATTTCGATCCAAACAGA 198

Ad03A22158 Aradu.A03 22158 p6 (AACTAG)5 30 119190276 119190305 CGAGGAAGGGAAAAGGAACT ACACAGGTCTCACCATGGAA 229

Ad03A22160 Aradu.A03 22160 p2 (TC)16 32 119194245 119194276 TTGCAGGGAGACACAAACAC CGATTCCTGTTGGCTGTTTT 144

Ad03A22162 Aradu.A03 22162 c (A)11gtttccataaatgctacatggatatattccagtcgttgccaaagctcctctttatttcttttcttg(T)1289 119196762 119196850 GTGCTGGGTCATCGATCTCT CCAAGTGATCCACTATGCAA 252

Ad03A22163 Aradu.A03 22163 p4 (AAAT)5 20 119197310 119197329 CGCCCTATTGCCACTCATAA CCAAAACATTCCTTGATAACCC 278

Ad03A22165 Aradu.A03 22165 p4 (TAAA)5 20 119221390 119221409 AGGATCGGCTTCAACAAGAA TTTTCGAATTTTTCTTCTCTCTCA 257

Ad03A22167 Aradu.A03 22167 p2 (TA)6 12 119236329 119236340 CATAACCTTTTTCATGTGTTCATGT AAAAACAATCGCTTTTGAACA 105

Ad03A22169 Aradu.A03 22169 p2 (CA)10 20 119251153 119251172 ACAAATATCCTCCTTCCCCC GTGGATTTGCCTGGTTATGG 258

Ad03A22170 Aradu.A03 22170 c (A)11ttaaaatccacaaaattgttcatccacac(A)1151 119252365 119252415 TTTGACCCTCAGATTTGAAGAA TTGAGATTGTGGTGGTGTTTTT 274

Ad03A22171 Aradu.A03 22171 c (ACA)13(ATA)5 54 119259078 119259131 AACGCAAACCAAGCTGAAAT AGTTGATCCATTGATTCGGG 186

Ad03A22179 Aradu.A03 22179 p3 (AAG)6 18 119280263 119280280 CGTTCCCTTTTCCCTTTCTC ATTTCGTTTTCGGAGAGGGT 125

Ad03A22181 Aradu.A03 22181 p3 (ATT)5 15 119281183 119281197 CAATGTTGTGTTTGGATCGC TTATACTCCCTCGCGCAACT 214

Ad03A22182 Aradu.A03 22182 p2 (CT)6 12 119285806 119285817 CTCAGATCACCCCAACCATC AAGAAGAACGGAGGCAGTGA 217

Ad03A22183 Aradu.A03 22183 p3 (GAA)5 15 119299563 119299577 GATTTGGCGATGTGGAGTTT GCCAGAAGGTTATGCTCTCG 189

Ad03A22184 Aradu.A03 22184 p2 (AT)6 12 119300308 119300319 AAAGGGACCTTCGTATAGGATAA GGGATTTGAAAGTGACATTTGG 279

Ad03A22191 Aradu.A03 22191 p3 (ATA)8 24 119317352 119317375 GGGCTTCTTTACGTTGACCA CCATTTTCCGCAAAGAGAAA 249

Ad03A22194 Aradu.A03 22194 p3 (AAT)5 15 119326865 119326879 TTTCTTGTGAACTTGAACCCAA TCCACGTGAGTCCAATCAGA 170

Ad03A22197 Aradu.A03 22197 p3 (CAC)8 24 119339929 119339952 CACTCAACAACCTGCTGCAT AATGTGGGTGGAGAGGAGTG 200

Ad03A22199 Aradu.A03 22199 p6 (TAGCTC)5 30 119344878 119344907 ATGAGGCAATAAGGGAGCCT TCAAAAATAACACCCAAGTCCA 257

Ad03A22202 Aradu.A03 22202 p2 (AG)8 16 119346889 119346904 TGAAAAAGTGGGAAACATTGC GTTTGGCCGAAACCATTTTA 229

Ad03A22203 Aradu.A03 22203 p2 (GA)7 14 119349815 119349828 ATGGCGACATTTCAGAGCTT CTCCCTCCTCTACTCCAGCC 175

Ad03A22208 Aradu.A03 22208 p3 (ATT)18 54 119367200 119367253 CGAAGACTGAGGAGACAGGG CAAAGCAGGAAACAGAGCAA 215

Ad03A22209 Aradu.A03 22209 p3 (AGA)5 15 119376485 119376499 GAACTGAACTTGAGCAGGGG CTATGCCTCTCACACAGCCA 239

Ad03A22213 Aradu.A03 22213 p5 (TTATC)5 25 119430503 119430527 CCTGGGTGCTCCAGTGTATT AAAAACAATGCCAAAAAGCG 183

Ad03A22216 Aradu.A03 22216 p2 (AT)7 14 119447422 119447435 TTGAACGGCAGAATCCTCTT TATTGTTAAATGAGCGGGGC 232

Ad03A22219 Aradu.A03 22219 p3 (CAG)5 15 119457347 119457361 ACACAAGGTGGAACCCTCAG TGAGAAGCAGCAGCAGTTGT 209

Ad03A22220 Aradu.A03 22220 c (TCT)5tttctttcgtttcttgccttctctttctc(CTT)559 119459555 119459613 TAAAACCAACGCTCAAAACG CGAGGAAGAAGAACGTGCAG 214

Ad03A22221 Aradu.A03 22221 p3 (TCT)6 18 119459721 119459738 TTGCTGCACGTTCTTCTTTC TTCTTCAAAAACGATTTCAGAGC 219

Ad03A22222 Aradu.A03 22222 c (GAA)6gag(GAGGGA)6gagaaagaggaagaagaatg(AGA)592 119460093 119460184 TCGTTTGGGTGAATTTCTGT TCAAACCGCTACACTCACCA 253

Ad03A22224 Aradu.A03 22224 p3 (AAT)7 21 119470935 119470955 AAGGATCATGGGACCAAAAA GGTCTTGTTTGCATTGAAGC 280

Ad03A22226 Aradu.A03 22226 p3 (ATA)13 39 119475348 119475386 GAAAATAAAAATAAATCATGGGACATT CAGGAGGTTTTGTTTACCATCA 279
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Ad03A22229 Aradu.A03 22229 p2 (AT)8 16 119476948 119476963 CATAATGGGAATGCGTGTTTT AGCTGACAGGGATAACTACTGC 258

Ad03A22230 Aradu.A03 22230 c (GAA)5(GAT)9 42 119477884 119477925 GGTTCCTCTCAGCGCAATAG AGAGGAGTTTGGGATCGGAG 161

Ad03A22231 Aradu.A03 22231 c* (TGAG)5(GA)6* 29 119479273 119479301 CCTAGCAGCTGATGATGACG TATCATGCCTCCATCAACGA 277

Ad03A22232 Aradu.A03 22232 p3 (AAT)6 18 119479512 119479529 TCGTTGATGGAGGCATGATA GCACGTGAAACTAGGCACAA 256

Ad03A22233 Aradu.A03 22233 p2 (CT)7 14 119479724 119479737 CACGTGCTCATGAGTTTGGT CTGCAGTTGAGTTTTCACCCT 254

Ad03A22234 Aradu.A03 22234 p2 (TA)11 22 119480484 119480505 ACGCTTTGCAGTTAAGAGCC TTTTAATTTTTGGCCTTGCG 247

Ad03A22237 Aradu.A03 22237 p3 (AAT)18 54 119492999 119493052 GCGGTTTCTGTGGAGTACGA CAATTCAAAGATAAAGGTGTTCCA 276

Ad03A22238 Aradu.A03 22238 p2 (TA)9 18 119493753 119493770 TTTACCCTGTGTTTAAACTGTGC TCCCTAATGCACGAGAAACC 140

Ad03A22247 Aradu.A03 22247 p3 (CCT)7 21 119531733 119531753 TCTTCCACCTCTTATCACCCA AGTGGAGCCAGATGGACAAA 258

Ad03A22248 Aradu.A03 22248 p2 (AT)6 12 119537224 119537235 CTCTACCCGTTTGGGTTTCA TGCTGGTTGAGTGCTAGCTG 274

Ad03A22249 Aradu.A03 22249 p2 (TC)6 12 119539024 119539035 CTCAATTGCCTCCCTCAGTT ATTTCTTCCCGGCGAATACT 257

Ad03A22251 Aradu.A03 22251 p2 (TA)7 14 119557494 119557507 TATGGTGTGCAAGAACAGGA GTTGCTATCGCTAGATGGGC 170

Ad03A22252 Aradu.A03 22252 p2 (CT)11 22 119559165 119559186 GGAGGTGGTGATCTTCCTCA AAGTGAGAGAGTGTTGTTGGCA 177

Ad03A22255 Aradu.A03 22255 c (A)12ttgcaaaagttgaattaatccaatcttaggaaatgtgaagggtcgctcatcagttaggcctcaatctccccatgaaaaaatatgcaagaa(AAT)19159 119567097 119567255 TCAAGCATGAGGGAGTGAGA AATGAAATCGGTGCAATCGT 257

Ad03A22256 Aradu.A03 22256 p3 (CAG)6 18 119568223 119568240 GCTTCCAGAACCAGACTTCG ATTGATGATGACGTGGACGA 230

Ad03A22258 Aradu.A03 22258 p3 (GAA)5 15 119570118 119570132 AAATTTATGAAAACTCGTGCATTG GCGTTGGCTGAACCTTTTAG 264

Ad03A22259 Aradu.A03 22259 p2 (AG)11 22 119570791 119570812 CTAAACAACAATGCGGCAAA AGGAGCATTGTGATGGTGTG 215

Ad03A22260 Aradu.A03 22260 p3 (CAT)5 15 119573499 119573513 AGAAGGCGCAACAACATTCT AACCCAAGTAGGAGCCCAGT 238

Ad03A22266 Aradu.A03 22266 p2 (CA)9 18 119588473 119588490 TTGTCAGGGGTCCAGAAGAC GCAACCATTTTCCTCAGCAT 230

Ad03A22267 Aradu.A03 22267 p2 (AT)15 30 119595811 119595840 GCATTCGGTCCATCTCTTGT TATTTAAGTGGACAGGGCGG 156

Ad03A22270 Aradu.A03 22270 p3 (CAC)6 18 119604322 119604339 TCTACCAGCACCAACACCAA CACCTGCTTCTTCTTCTGCAT 235

Ad03A22275 Aradu.A03 22275 c (TAT)5aattattattgttgttgttcttattatgtaac(T)1057 119625860 119625916 AAGTTGCACCCACTCGTGAT TCAACAGCCAACACAACTGA 264

Ad03A22280 Aradu.A03 22280 p3 (TTC)6 18 119636832 119636849 TTTCCTTATTTCTTTCTTTCTTTTGG TCCTCATCATCTTCTGCTGC 236

Ad03A22284 Aradu.A03 22284 p3 (TCT)7 21 119645701 119645721 GCTTCGAACCGTTACTGCAC CCTCCTCATCTTCTGCTGCT 217

Ad03A22287 Aradu.A03 22287 p3 (TCC)6 18 119653381 119653398 GGACCCAATTAGGTGGCTTT ACGAGAAGAGGTCCCCAAAT 265

Ad03A22294 Aradu.A03 22294 p2 (GA)6 12 119695063 119695074 TGCTGGAAGAAAATGGATGA TAATTCTCCCAACTGGACGG 150

Ad03A22295 Aradu.A03 22295 p3 (AAT)5 15 119695404 119695418 TGACAAAAACGAATGGAGCA GGCAAGGCCACAACATTATT 242

Ad03A22302 Aradu.A03 22302 c (A)11caagttctaattattcaacttagaaattaatacactagacgaatcaaaaaattgcatatatcaatatagaatttcac(A)1098 119729483 119729580 AAAACCCTGAACCCTGAACC TGAGCAAATTTCAGTTCACCA 247

Ad03A22303 Aradu.A03 22303 p3 (GAA)8 24 119732631 119732654 GCAGAGAAGAAAAACGCGAA AAAAACAATGCCAAAAAGCG 114

Ad03A22305 Aradu.A03 22305 c (TTG)5gtaaacttgctagtttcctcagactcagttttatatggctggtaagtagtagtggtggaggt(GGA)592 119738827 119738918 TTATTGTTGCTGCTGCTGCT AGCAAGCTGTGTTCATCCCT 265

Ad03A22308 Aradu.A03 22308 c (TA)8ttggtcttcattggatgaagattaatagatctcatttattaaat(TA)672 119746861 119746932 TTCTTGGTCATATGATTATTAAAAAGG CAGTTGCAGGTCAAAGGAAA 252

Ad03A22309 Aradu.A03 22309 p2 (TA)11 22 119748577 119748598 TCACAATAAAAGAAATAAGATGCAAAA GGTTGTCAAGCCGCTCTTTA 224

Ad03A22310 Aradu.A03 22310 p2 (TA)6 12 119750849 119750860 AAGTGGGAGATTGTTGGGAA TCGCAGGTCAAAGGAAACTC 263

Ad03A22312 Aradu.A03 22312 p3 (ATT)5 15 119760096 119760110 TTTCCATGGCAAGGTTCTGT TTTCCAGGATCGTTTGGAAG 278
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Ad03A22314 Aradu.A03 22314 p3 (AAT)5 15 119765937 119765951 GGCAGAACAAGGATTAGCGA AGGAGCAGTCAAGAGCAACTG 241

Ad03A22317 Aradu.A03 22317 p2 (AG)6 12 119783491 119783502 CATATGAGGTTCCCACCGTC AAAAATCCAAACACAAGCGG 259

Ad03A22322 Aradu.A03 22322 c (A)11nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)1281 119787927 119788007 TGTATTTTGAGGCCCATTAAGC AAAATGGAGATGGGGATGGT 279

Ad03A22324 Aradu.A03 22324 c (T)11gtcttttattattatta(T)1442 119798810 119798851 TGTTGTCCATACAATAGAGATGGG CAAACAAAACAAGGGCATGA 270

Ad03A22331 Aradu.A03 22331 p3 (AAT)5 15 119808876 119808890 CACATTCCCAATTTCCCATC AAAACAAATGTTCCATTCGGA 201

Ad03A22334 Aradu.A03 22334 p2 (AT)9 18 119819512 119819529 GACATTTACTTGTTTTTCTTCTTCTCC TGAATGTCAAAAGAAAATCCACA 247

Ad03A22339 Aradu.A03 22339 c (TC)9tgctttatctctt(TC)643 119827661 119827703 CACTTGTGTTCCCCACCTTT CACCTTCAGAGGAGAGCGAG 258

Ad03A22340 Aradu.A03 22340 p2 (TA)7 14 119831304 119831317 TAGCCATGGATGCAAACAAA GGATTAAGGAAGCCGATTCA 233

Ad03A22343 Aradu.A03 22343 p3 (ATG)5 15 119845275 119845289 GACCCAGCTCATAGGGTGTC ATGTCTGGGGTGGAGAGATG 205

Ad03A22344 Aradu.A03 22344 p3 (ATT)5 15 119855757 119855771 ACTTGGAGGTGCTGGAAGTG AAAACGTGATTGGTGTGGCT 199

Ad03A22345 Aradu.A03 22345 p2 (TA)6 12 119857998 119858009 GAAGTCGACAAATTGGGTGG GAATTACTCCTGGATGGCGA 205

Ad03A22349 Aradu.A03 22349 p2 (AG)6 12 119868469 119868480 TCCGGTCTCATAGCGAAGAC CCACCATTCTCCTGCTGAGT 150

Ad03A22353 Aradu.A03 22353 c (T)11atgattgaagataaaatttacattg(ATT)1478 119876796 119876873 TAACCTCCGGCAAGACAATC GCTTCGGCCTTTCTTCTTCT 258

Ad03A22354 Aradu.A03 22354 p2 (AT)6 12 119877339 119877350 GGACTTTGATTACGTACGGAGG GCTTGCAACAATATCCACCA 263

Ad03A22357 Aradu.A03 22357 p2 (AT)6 12 119881376 119881387 CTTCCCCTTGAGTTCGATCA CCAAACCAATCACATTCACAA 258

Ad03A22370 Aradu.A03 22370 c (TA)11ctgatcctgaaactgatcctgaaatttgatattcaacattaaaaaa(AT)884 119929601 119929684 AATTGGCGTGCCAAAAATAA TTCAGGATCAGTTTCAGGATCA 245

Ad03A22372 Aradu.A03 22372 p3 (AAT)10 30 119933098 119933127 TCAATTCACTAGGTGTGCGAA ATGCATGTGACTGTCGGTTG 227

Ad03A22373 Aradu.A03 22373 p3 (AAT)14 42 119933749 119933790 GACAAACACAAAACGACCACA TGCGTCTCAATTTTGAAGAAA 266

Ad03A22374 Aradu.A03 22374 p6 (AATAAA)5 30 119939168 119939197 AGAGCAGCCTATCCCCACTT GATGCTCTTTTCCCCCAAAT 243

Ad03A22375 Aradu.A03 22375 p3 (ATT)5 15 119941595 119941609 TACCATCCATAAATCGCCGT AAATCTGTACCAATTTTTGCTCTG 265

Ad03A22376 Aradu.A03 22376 p3 (CAT)18 54 119951918 119951971 CCAACACCTCTTCCTCTTCCT TCAGAAACGTTTGCATCTCG 255

Ad03A22378 Aradu.A03 22378 p3 (ATC)5 15 119953755 119953769 CCCTCAAGTTTTCGATTTGC ATTGGGGCTCAACAGAGATG 272

Ad03A22380 Aradu.A03 22380 p3 (TGA)6 18 119954876 119954893 GAGAAGACGGTGAGGATGAAA CGATGCGTTAATTTCCGATT 280

Ad03A22381 Aradu.A03 22381 p2 (AT)6 12 119957863 119957874 AGAAATTTCATTACCACGCAGA TTTCTTCTTCTCCTGTAATGTTCAA 280

Ad03A22383 Aradu.A03 22383 p2 (TC)6 12 119959086 119959097 CTCACTCCACCACCTCCACT AGAGAGAGAGAAGCGATGCG 269

Ad03A22384 Aradu.A03 22384 p2 (TC)6 12 119959212 119959223 CGCATCGCTTCTCTCTCTCT CCATAACAAAGGGAGGGGTT 209

Ad03A22385 Aradu.A03 22385 c (A)10tcttgaatgagaattaataac(TAAATA)561 119959833 119959893 GGCTTCACTTGGTTGTGCTT TGATAAATGGCAAGGAAGCC 210

Ad03A22386 Aradu.A03 22386 c (T)10atcaatttaattgt(A)1034 119960916 119960949 AACCCATACGGATAGGAGGG GGATGCACCTGAATTTTCACT 226

Ad03A22387 Aradu.A03 22387 p2 (TC)10 20 119961633 119961652 CGGTGGGTCTTTTGATCGTA ATTTCCTTGTGGAGTTTGCG 268

Ad03A22396 Aradu.A03 22396 p3 (AAT)5 15 119989898 119989912 GGGGCAATCAACCTACTCAA CTTTCCACTTCCCTTAGCATT 145

Ad03A22398 Aradu.A03 22398 c (A)14gaaaatttgctagattaacttaacatggtgaacctgaa(T)1062 119993275 119993336 CCCCATGAATAACCACATCA TGAATACCCAAAACGAACAACA 240

Ad03A22401 Aradu.A03 22401 c (T)11attttaat(TC)7acttagctccctttttgtttgattctacttggggttttctttggcctatatgcctctttctgtcttggtttttgttctttctttttc(AT)6132 119994637 119994768 CCTTCCTTACCCTCCTCATCA TATGGAACGAACCGAAGGAG 269

Ad03A22402 Aradu.A03 22402 p3 (ATT)5 15 119995050 119995064 GTTTACCCTTCGCAGATGGA ACTTTGATGTACGCATGGCA 174

Ad03A22403 Aradu.A03 22403 p3 (GAT)5 15 120012341 120012355 ATCGCCATCAACTTGTAGCC GTCAGTGCTGATTCCTTGGC 276
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Ad03A22404 Aradu.A03 22404 p2 (AG)6 12 120020118 120020129 CCATGAACTCACAGAGGCAG TTAATGCCGTTTCGGTTTTC 206

Ad03A22405 Aradu.A03 22405 p2 (CT)6 12 120023493 120023504 TCGTTCACAGTGGAGTCACC TGGCTGGTGTGAGTTTTGAG 209

Ad03A22407 Aradu.A03 22407 p2 (GA)8 16 120028802 120028817 CAGCGGCAATGTAAACAAGA CCCATTCCTCTTCTCCCTTC 175

Ad03A22409 Aradu.A03 22409 p3 (TAT)5 15 120036895 120036909 CAAATTTTTAGGTTCGATATTTTTG TCCCGTAACTTGATGTCCAA 195

Ad03A22412 Aradu.A03 22412 p2 (TA)6 12 120056411 120056422 AGGCTTCGATTTGAACATGC TGGCAGACTCATCACAAACA 274

Ad03A22414 Aradu.A03 22414 p3 (GAG)6 18 120060202 120060219 TCACCTGAGCAAAAAGTTAAGAAA GACAATACCTTCCATGGCTGA 250

Ad03A22415 Aradu.A03 22415 p2 (AT)6 12 120065556 120065567 GAGTGCACACCACAAGCATT TTTTCGTTGATCATCCTGGAG 146

Ad03A22417 Aradu.A03 22417 c (T)10atatatatacactataaatgattagacgggtcgaagcccaaaaaagaaacaaaaatggagaaggatttttttgttcatggaatggaga(T)16114 120067441 120067554 TGGGTTATGAACAAAACATGGA GGACTGAAAATTTCCCAAGACA 267

Ad03A22422 Aradu.A03 22422 c (ATAC)11(AT)8 60 120090890 120090949 TTTCTAACACAAACAGCAGCA TGCAATCAAATTCCAACCAA 247

Ad03A22423 Aradu.A03 22423 p2 (TC)6 12 120092517 120092528 CGTGTCGTATGTAACCGCAA AATTGCCTAGGAAGGAGGGA 272

Ad03A22427 Aradu.A03 22427 c (A)10(T)10 20 120104016 120104035 AAGGGTGTTATTGTGGTTGGA GGTGGCAAACCTTCAAAGTC 235

Ad03A22433 Aradu.A03 22433 p3 (TAT)11 33 120118767 120118799 GGGAGTGTTGAAGAGCCAAG GGGCTTCAACAGTTCAGCTT 216

Ad03A22438 Aradu.A03 22438 p3 (ATA)23 69 120144913 120144981 GGGTTTAGCCAATGAACGAA CTACATTTCTTGAGGCCCCC 202

Ad03A22442 Aradu.A03 22442 p3 (TTC)5 15 120168300 120168314 ACCCAGAGCATCTCTCTCCA GGCTTGTAGAATCGGAGCTG 120

Ad03A22446 Aradu.A03 22446 p3 (TAT)6 18 120182422 120182439 TTTTTATTATTGGTAGGAAAAAGGG GTATGTCGGCGTCCAACTTT 209

Ad03A22447 Aradu.A03 22447 p2 (AG)7 14 120187674 120187687 TCCATGGCTTCCATTGTTTT TAGCTTCCAACGGAATCCAC 262

Ad03A22449 Aradu.A03 22449 p2 (AG)7 14 120197055 120197068 CGTGGCTTCCATTGTTTTCT TTGATTGAAGGCATCATTGC 164

Ad03A22453 Aradu.A03 22453 p2 (AT)7 14 120213699 120213712 GGTTACTCCAGGAGGATTGC AAACACCGACAATTTCGTCC 211

Ad03A22454 Aradu.A03 22454 p3 (AAT)5 15 120218726 120218740 CAAGCAAAAATAGGATAAGACTTCA CGAGCACACTCATAGGCAAA 267

Ad03A22459 Aradu.A03 22459 p2 (AT)6 12 120240318 120240329 GGCACACATCAAGTCTTTGG GGATTGGATTTGGGTGTTTG 274

Ad03A22468 Aradu.A03 22468 p2 (AT)14 28 120285990 120286017 GGAGGTGCCTAAGATGTCCA AAAGAAGTGGACCCGTTGTG 200

Ad03A22471 Aradu.A03 22471 p3 (ATA)5 15 120287695 120287709 TTGACTGTACCACTTGACGAAA CGTTTTGTAACGAATTGTATTGTTG 252

Ad03A22473 Aradu.A03 22473 p2 (GA)6 12 120294522 120294533 TGCCTTCCACAATCAAGAGA GGGATCTTGTGCTGCATTTT 175

Ad03A22474 Aradu.A03 22474 p2 (CT)6 12 120308742 120308753 ACGCTCTCTGCTCTCAAACG AAGAGCAGAAGGGGGAAGAG 276

Ad03A22480 Aradu.A03 22480 c (TCT)5tcatggctcccactatgggcaggagagaaaatcttagatttcataatagtgatgg(TGA)585 120327001 120327085 TTCTTCTGCGTGCATCAAAC TGTGAGGCTCAGATTTCGTG 273

Ad03A22481 Aradu.A03 22481 p2 (AT)9 18 120328952 120328969 CATCATTCAGTCATCCAGCC CGTGAGAACATTTCACGCTT 180

Ad03A22484 Aradu.A03 22484 p2 (AG)7 14 120355066 120355079 GAAAAGCTTGCACGCAAAA CAAAGCATTGGGCCTTTTTA 186

Ad03A22487 Aradu.A03 22487 c* (A)10(AT)11* 31 120383183 120383213 TGAAGCAAGAAAGAGCAGCA TCCTTTTACCCTTGCCCTTT 228

Ad03A22493 Aradu.A03 22493 p2 (TA)8 16 120448133 120448148 CCATGCGATATAAAATGCAA CATCTAAGTGTGGGGGAGGA 235

Ad03A22494 Aradu.A03 22494 p3 (TTC)5 15 120474253 120474267 CATTGGGTTAGGGAGCTCTG CACGATATCCATCCAAACCC 242

Ad03A22495 Aradu.A03 22495 p3 (TCC)5 15 120499215 120499229 AGACATCATGAGGCTCACCC ATATGCGAACGGACCTATGC 161

Ad03A22496 Aradu.A03 22496 p2 (AT)6 12 120500208 120500219 GAATGATGCGCAAACAAGAA TACCTACAGCCATTTTCCGC 249

Ad03A22509 Aradu.A03 22509 p3 (TAT)5 15 120593553 120593567 TCCTATCGAGAATTGGGTCG AATGATGCCTAGACAAGCGG 229

Ad03A22510 Aradu.A03 22510 p2 (GA)6 12 120594004 120594015 CAAGGCGTTAGCTCTGGAAC CGATCCAAACCGCTTGTAAT 231
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Ad03A22513 Aradu.A03 22513 p2 (TC)6 12 120595849 120595860 GTTGGATCGGAGAGGTCGTA CCTTAAGTTGGTCGCTTTTCA 250

Ad03A22517 Aradu.A03 22517 p2 (CT)19 38 120621509 120621546 ATTACAAGGTAGGCGGCAGA GAGAAATCTCGAGACCGCAG 264

Ad03A22520 Aradu.A03 22520 c (T)11cttttatttgagcctttgtaccaa(T)1045 120633425 120633469 TGAGTCCTTGCACCAATTTTT CCCTCTTGGTTGTAATTGGC 128

Ad03A22521 Aradu.A03 22521 p2 (AT)7 14 120634720 120634733 GGGAAGCAAAAATTGCAAAA TTAGAGCGAGGTTGAGCGAT 263

Ad03A22526 Aradu.A03 22526 p2 (TC)8 16 120646069 120646084 AAGCCATGCGAACAGAAAGT TGCTTGTCCTCAAGCAAAGA 272

Ad03A22528 Aradu.A03 22528 p2 (AT)7 14 120652292 120652305 AGTTGCCCAATGTGATTTGT TCATGATACCACTCATCCCAAA 250

Ad03A22531 Aradu.A03 22531 p4 (TAAA)5 20 120668506 120668525 AACTTGCCACACCACAAAAA CCGTTTTACGCTTCTTGGAG 263

Ad03A22532 Aradu.A03 22532 p2 (TA)6 12 120671181 120671192 TGAAGGAAGGGAAGGGATTT GTATGCATGGAAGAGGGAGG 244

Ad03A22536 Aradu.A03 22536 p2 (AT)6 12 120673932 120673943 TGCATTGCATCACTTTTGTTG GCAGCCAATGATTTTGCTTT 280

Ad03A22539 Aradu.A03 22539 c (GGA)5ggcagttcggtggccggaacatcccaactggatctcaactcctctctaggcttagg(AGA)586 120686522 120686607 GCGCCAATTTATTCATCACC AGTCGCCGTCTTCTTTGTGT 168

Ad03A22541 Aradu.A03 22541 p3 (GAA)5 15 120688489 120688503 CGTTTCTCCTCCTCCTCCTT TCCTCCTCCTCATCTTCTGC 224

Ad03A22546 Aradu.A03 22546 p2 (TC)20 40 120711870 120711909 TACGCAGGATGATGCAACTG AACTTTGGGCAGATCACACA 179

Ad03A22549 Aradu.A03 22549 p3 (TTG)6 18 120716547 120716564 CGTTTGATTCATGTAGCCGA CTCCGGTTAGCCAACGTAAC 273

Ad03A22551 Aradu.A03 22551 p3 (CCT)5 15 120720376 120720390 ATGGTTTTTGCAGAGATGGC AGGAGGAGGGGAATGAAGAG 195

Ad03A22552 Aradu.A03 22552 p3 (TTA)5 15 120739361 120739375 TATGGTCCTGGGCCTTAGTG CCCTGTCATGCACAAACCTA 245

Ad03A22559 Aradu.A03 22559 p3 (CTT)5 15 120775859 120775873 ACACCCAAAATTCGTTGAAG TTCTTCTTTTTCCGTGCCTC 242

Ad03A22560 Aradu.A03 22560 c (A)11gaaaatgaaaaaaaagat(A)1140 120778400 120778439 ACTCTTCAGCCCAAGGTCAA AAGTAAGTCAAGTAAGTCTTTAGGCAA 257

Ad03A22564 Aradu.A03 22564 c (T)12a(T)14 27 120780720 120780746 CGCAAGATGTAGTCAGGTTCTG GGCCTCTTCACACTTTCTGC 169

Ad03A22566 Aradu.A03 22566 p3 (TCT)14 42 120781833 120781874 CGCTACTCTCTTACCCGCAC CATCTTCGGCAATGTTGAGA 191

Ad03A22567 Aradu.A03 22567 p2 (AT)7 14 120782168 120782181 CCGTCGATAAGTTCTTGTTGC TGACACTACAGCATGGCTCC 225

Ad03A22569 Aradu.A03 22569 p2 (TA)9 18 120788396 120788413 TCCAGTGACGTGAATAAATGAGA GCGGAGCTACATACTGGGAA 234

Ad03A22570 Aradu.A03 22570 p2 (TA)9 18 120788591 120788608 CCCCTTTCCCAGTATGTAGC TCATAAGGAGACAGTGCCCC 270

Ad03A22571 Aradu.A03 22571 p2 (TA)6 12 120789385 120789396 CGAATTACACTCAGGCGACA CCATCTCCCCTCTTTGTTGA 264

Ad03A22572 Aradu.A03 22572 c (T)11(A)13 24 120796846 120796869 TGCTGAACCCAACATATTTAGC TCAATTTTCTTTCGTTTTGCTG 261

Ad03A22577 Aradu.A03 22577 p3 (ACT)5 15 120803613 120803627 CTACCGGCAGGTTCTTCTTG TCATCGGATACAGGAGCAAA 194

Ad03A22579 Aradu.A03 22579 p3 (TAT)8 24 120806524 120806547 TGATTCCAAGCATCTCCCTC GGAGTTGTGTGTGTGCAAGG 275

Ad03A22581 Aradu.A03 22581 p3 (AAT)7 21 120809576 120809596 TCCAGATCGATACCAAAATCA GATCGAAGCCTTCCTCCTTT 279

Ad03A22589 Aradu.A03 22589 p3 (ATA)5 15 120823698 120823712 TTCCATGCGCATTTCAATAA TGGCTGATAAATTTTGGTTCC 163

Ad03A22596 Aradu.A03 22596 p2 (TA)8 16 120837747 120837762 TTTTGATTTTGAGCAGATAACTTTG TTTTTACATTATTACATTTTGCTGGAA 101

Ad03A22598 Aradu.A03 22598 p3 (TGA)6 18 120846862 120846879 GCTGAGTGGCAAACACAAAA AACAGAGTTCCCCGACACAG 278

Ad03A22601 Aradu.A03 22601 p2 (AT)10 20 120855404 120855423 TGATGCATGATATGGTGTTTATATT CATAGCAATCAATTAAAAGATGACA 278

Ad03A22602 Aradu.A03 22602 p3 (ATC)5 15 120855631 120855645 GCCCAAAGTGGGTGATTATG GTGAACCTAGCCCAGGTGAG 246

Ad03A22604 Aradu.A03 22604 p2 (TA)6 12 120866816 120866827 TACGCTAAAGTGTTGCGGTG CCAATTTCAAACTGCACCAA 136

Ad03A22605 Aradu.A03 22605 p3 (TAT)15 45 120867335 120867379 TAAAGGAAAAAGACGCGACG GGGTTTAGCTAACATATTGCACA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A22609 Aradu.A03 22609 p3 (ATA)5 15 120875902 120875916 TTTTACGGAAAAGGCCACAC CACACCCACACACAACACAA 242

Ad03A22612 Aradu.A03 22612 p3 (AAT)8 24 120888741 120888764 TGTGCGAACTTGCACTATCC GGATTTTGAAGAAAATTTTGGC 206

Ad03A22613 Aradu.A03 22613 p4 (TAAA)5 20 120889751 120889770 AGAGCATCGTGCTGATAACG GGTCCGCTTAAGGCTCAGTA 207

Ad03A22615 Aradu.A03 22615 p4 (ACAT)5 20 120892405 120892424 TCCTTAACACAGAGCACAATCG GTTTCTTGCTGGTTTCTCGC 242

Ad03A22618 Aradu.A03 22618 p2 (TA)7 14 120896334 120896347 TTTTTGAATCCCACCTCCTG TCACATAACCTCCGCCTCTC 267

Ad03A22620 Aradu.A03 22620 p3 (TTG)6 18 120914946 120914963 TGGCGTCATTTGATTCATGT TTTTCATTTAAGAGAGGTGATGGA 195

Ad03A22622 Aradu.A03 22622 p3 (TCA)16 48 120944503 120944550 TTTACAGCCTTCTTGCACCA TGTGGGTGCATTTGTGTTTT 116

Ad03A22626 Aradu.A03 22626 p2 (AT)6 12 120959434 120959445 CGAGTATATTTTAATCAAATCGCA TTACGTAATTAAATACCTGCGTAAAAT 129

Ad03A22627 Aradu.A03 22627 p2 (AT)10 20 120960391 120960410 TCAACGAGAGCAAACCAACA GAATAGATATAAATGAATGATTGGACG 233

Ad03A22628 Aradu.A03 22628 p2 (TA)7 14 120962104 120962117 CGTCTTCTTGGGTGTAACATGA AAAGTTTTGCAATTATCATTACTAGGT 271

Ad03A22630 Aradu.A03 22630 p3 (TTG)6 18 120967742 120967759 CATCTTGTCGTGTCACCGTC ACACTTCGGCAAAACACCTC 181

Ad03A22633 Aradu.A03 22633 p3 (ATT)14 42 120971136 120971177 TTTCATGAGGAAAGCGTGTAT TTCAGGTTGCCACACAAACT 221

Ad03A22635 Aradu.A03 22635 p3 (AGA)5 15 120974171 120974185 TGGAGCAAGAATTGGAGAAGA CAAGGAAGCTTACCCGTTCA 276

Ad03A22638 Aradu.A03 22638 p3 (AAG)8 24 120980570 120980593 TGAATCCAACAACCACAGGA ATCCATCAAGCACCCATTTC 189

Ad03A22639 Aradu.A03 22639 p6 (CATGTT)5 30 120983251 120983280 TCGAAACAAGGGAATGAAGC TTGCGTTGTACCTTGGATCA 276

Ad03A22640 Aradu.A03 22640 p3 (TGA)5 15 120983479 120983493 CAGACCTAAACCCACCTCCA AATCAGAAGTGATGCCAGGG 195

Ad03A22642 Aradu.A03 22642 p2 (AG)7 14 120985994 120986007 GCAAGGGTGTGAAAGATGGT CCCTCCTCCTGAGATTCCTC 200

Ad03A22643 Aradu.A03 22643 c (T)11ccaaatattaacttgtatattgtttactaaacacaactaccatggcttttaaaaaataatgtctatcagagaagctctaaaattg(A)10106 120987310 120987415 TTCTTGCAACAACAAAAATTGG AAGAATTAGGGAGTTATATGTGATGG 208

Ad03A22646 Aradu.A03 22646 p2 (AG)6 12 120997112 120997123 GGCGCGTTTAGATGTGATTT ATGGGGTTGGTGAGAGTGAG 212

Ad03A22652 Aradu.A03 22652 p3 (CTT)5 15 121016022 121016036 TCTTCTTGTATCCCGCGTTC AAATGCAGCAGCAACAACAG 132

Ad03A22653 Aradu.A03 22653 p3 (AAG)5 15 121016984 121016998 TTTTTCCTTTCTTCTTTTCCTTATTTC TCCCTCCTCCTCATGTTCTG 251

Ad03A22654 Aradu.A03 22654 p3 (AAG)5 15 121017448 121017462 TTCAGCCACTTGATTGGATTC TCTGGGACCATCGAATCTTT 277

Ad03A22655 Aradu.A03 22655 p2 (AG)15 30 121027032 121027061 TCAATCAATCAATCGCAGGA ACAGAGGGTCTACGGGGTTT 263

Ad03A22658 Aradu.A03 22658 p4 (AAAT)6 24 121037489 121037512 CCCCATGTTATGAGCTTTCC TCTCCATTTACTCTCCGATGG 242

Ad03A22664 Aradu.A03 22664 p3 (TCT)6 18 121058907 121058924 TGAGAAGCGTGAACAGAACG CTGTGGCTTTGTGATTGTGG 185

Ad03A22665 Aradu.A03 22665 p3 (GGT)6 18 121059362 121059379 GGAATGAGTGGGTGAACGAG CAATAGCGCTGGAACCTCTC 211

Ad03A22669 Aradu.A03 22669 p2 (TA)7 14 121068495 121068508 TCAACACATCCAAAACTCATGT TTCCTCGACACTCATCATCG 160

Ad03A22670 Aradu.A03 22670 c (TC)6tttacagcaataaaattatcttctctctttatacattactaatagtttctctt(TC)779 121069327 121069405 AGCATGAGTGTGGCACAAAG CAGAGTCTCGTGCTGATAACG 276

Ad03A22672 Aradu.A03 22672 p2 (AT)6 12 121078030 121078041 GGAAAAGAGGAGGGGACTTC ACAACAGCAGCAGCAACAAC 236

Ad03A22673 Aradu.A03 22673 p3 (TGT)5 15 121078175 121078189 TGCACATTTTATCATGGCTCA GGAGGGTCTCTTATCCTCCC 261

Ad03A22675 Aradu.A03 22675 p2 (GA)6 12 121087236 121087247 CCACTTGCCATCACAGTTTG GATTCACAAATTCACACATTAAGATTT 241

Ad03A22683 Aradu.A03 22683 p3 (GAG)9 27 121109361 121109387 CTTGTGCTTTTCTTCTCGGG TCCAGCTCCTCCTACCAGAA 239

Ad03A22691 Aradu.A03 22691 p2 (GA)6 12 121150543 121150554 AAGATGCTACAGGCCATCGT AATTGGGAATCATGTGCGAT 266

Ad03A22692 Aradu.A03 22692 p3 (CCA)6 18 121150659 121150676 TTCCCAATTCCACACTCCAT ACGGTGAAAACAAGTGGAGG 104



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A22695 Aradu.A03 22695 p2 (TC)8 16 121165112 121165127 TGCTGTGACTTCGACTGAGG TTCAGCTGCAGAAAGAAGCA 160

Ad03A22697 Aradu.A03 22697 p3 (TCT)6 18 121175920 121175937 ATGACCCTGACCCAGATGAG TTTTCCTGCCACTATGGACC 224

Ad03A22699 Aradu.A03 22699 p2 (TA)8 16 121184368 121184383 TTTAAACCGCAAAACCGTTC TGTACCCTCGCCCTTATCTG 199

Ad03A22700 Aradu.A03 22700 p2 (TA)6 12 121191831 121191842 CCCAAAAATTACTTTCGCCA TGTACCCTCGCCCTTATCTG 176

Ad03A22706 Aradu.A03 22706 p2 (AC)7 14 121207900 121207913 ATAGGGAGATTCAAACCCGC GAAATCGTTTATTGTTCCGTTTT 234

Ad03A22710 Aradu.A03 22710 p3 (ATA)19 57 121222914 121222970 AACACATTAACACGCATCCA TCCAGTATGATTGCAGTGGG 247

Ad03A22712 Aradu.A03 22712 p3 (AAC)5 15 121225350 121225364 CGGAGAATCACAGTGCCATA TCGAATGCTGAAGCAGGTACT 280

Ad03A22714 Aradu.A03 22714 c (T)10catatttctatattctcaatgatattcatgttgttg(T)1258 121229218 121229275 TTTACTCCATTTTCAACCCCA ATTGAAGGTTGGGATAGGGG 254

Ad03A22715 Aradu.A03 22715 p3 (TTC)6 18 121229740 121229757 AGGTTTCCTGGTATGGGCTT AGGGAGGAAGAGGTGGTGTT 279

Ad03A22716 Aradu.A03 22716 p3 (CTT)6 18 121230342 121230359 ACAGAAGGAGATCGAAGGCA TCATCTTCGCGTGTTTCATC 204

Ad03A22720 Aradu.A03 22720 c (T)10gtaatctcataaaatcagtggcggatccacgggggacctaaggtggccatggtccccccaaatttttt(A)1088 121250203 121250290 TTTAGCCTTTACCAGGCCAC TTCAAATATCCAATACATAGTGCAG 275

Ad03A22724 Aradu.A03 22724 p2 (TA)6 12 121256670 121256681 GGTGTGATGGTAAGAACTGGC GGAGAAAACATGTGGAAAGCA 259

Ad03A22725 Aradu.A03 22725 p3 (AAT)6 18 121258279 121258296 GACACTCGTGCATGTGTCATT GCCACGTACGCACCTTCTAT 185

Ad03A22727 Aradu.A03 22727 p2 (TC)6 12 121259805 121259816 TCAAGGGAACCACTGCTCTT TAGTGAACATTCAGCGCCAC 192

Ad03A22728 Aradu.A03 22728 p3 (ACT)5 15 121263229 121263243 TTCTACGCCTCCGACAAACT TTTCAACATGATAATGGCGG 154

Ad03A22732 Aradu.A03 22732 p2 (TA)6 12 121273022 121273033 TGGCCCAATACACAACGTAA TGGAGCATTCGAAAATGAAA 256

Ad03A22733 Aradu.A03 22733 p3 (TAA)5 15 121273762 121273776 TCTGCTGTTTTGTTTGACGG CACACCTCCCCATCACTCTT 237

Ad03A22734 Aradu.A03 22734 p4 (TTTC)5 20 121274295 121274314 TTGGTCGGTTCCCAGATAAG GTTGCCCTCATAGCCACATT 226

Ad03A22736 Aradu.A03 22736 p2 (TA)6 12 121277295 121277306 AACACGAAAATTGATGTAGGCA CCACAAATTTACATCCCCAA 216

Ad03A22746 Aradu.A03 22746 p2 (AT)7 14 121305866 121305879 TTTCATCGACCACCACAATG TATATTTGCTTTGGCCGGTT 222

Ad03A22751 Aradu.A03 22751 p3 (TGT)5 15 121339376 121339390 TCTCGGATTTAGGAATGCAAA CCTGATCACATAGATAATTCTCGG 277

Ad03A22753 Aradu.A03 22753 p2 (TA)6 12 121371649 121371660 CAAATTTGGATGGGACTTTCC TGTAGCAAGTATCTCCATTGAAAA 280

Ad03A22756 Aradu.A03 22756 p2 (TA)10 20 121381937 121381956 TGTGTAGCAGGCCCGTTAAT CACCGATAAGATGGAGTTTAACAA 254

Ad03A22758 Aradu.A03 22758 c (AG)8aaactattaatagtgtataaaa(AG)650 121388035 121388084 CAGAGTCTCGTGTTGATAACGTG ATGCACTGAAGCAAAGGGAT 260

Ad03A22759 Aradu.A03 22759 c (TC)10tt(TC)6 34 121389252 121389285 AAAATTCTCAAACTACCCTTCTTTC GTTGAGATCGGGATCGAAGA 245

Ad03A22761 Aradu.A03 22761 p4 (TTCT)5 20 121392924 121392943 TTCACGAGATTGGGAAAAGC TTCTCATCAACTTCTATTTATCTTGGA 252

Ad03A22762 Aradu.A03 22762 c (T)11ctggtcaagggaaagtccctcttttgaacttatactgcaagtcaaggcc(A)1171 121395229 121395299 AGACTGGAAACGAATGATCCA TGCATTTGGGTTAGGTCCAT 231

Ad03A22769 Aradu.A03 22769 p2 (AT)10 20 121418815 121418834 GGCTGCACCACTCTGATAGTT TTAGGATATGGGCGACGAAG 271

Ad03A22774 Aradu.A03 22774 p2 (TA)12 24 121437983 121438006 TCACATAAGTTCCTTTGCATTTT TCATAATTTTAGGTTTGATGAGCG 182

Ad03A22782 Aradu.A03 22782 p3 (TCC)5 15 121467972 121467986 GAATCAAAATTGCTAAAAAGAAAGAA GGAGGAGGAAGAAGAAGAGGA 224

Ad03A22784 Aradu.A03 22784 p3 (GAG)5 15 121471913 121471927 ACGTGCGCAAATTTAAGAGG CACGCGTGTTTCAATAACTCA 104

Ad03A22785 Aradu.A03 22785 p4 (TTTA)6 24 121472071 121472094 ATGAGGAGGAGGAGGAGGAA CTCTTAACGTGGGGTCCAGA 273

Ad03A22793 Aradu.A03 22793 p3 (ATA)17 51 121492686 121492736 TTTCCGTGGCTAATATTGGTA TGCAGGTATTCCAATGAAAATG 280

Ad03A22794 Aradu.A03 22794 p3 (TGG)5 15 121496662 121496676 CTTCCTGGTTTGGTGTGGTT ATCGAAACCGTCCCAACATA 224
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Ad03A22797 Aradu.A03 22797 p2 (TA)7 14 121503180 121503193 AAATCAATCCTCTTTTTATGTTGC TTTGATCAGAGTCTCGTGCG 248

Ad03A22798 Aradu.A03 22798 p2 (TA)6 12 121506909 121506920 TTTCTTTCTCTCTCTCTTTTCAGTG GCACGGAACACTAGCGATTA 280

Ad03A22802 Aradu.A03 22802 p2 (AG)7 14 121511138 121511151 AAAATTTTCCTGAGGCAGGC GAGATGGGAGAGTGACGAGG 279

Ad03A22806 Aradu.A03 22806 p2 (AT)14 28 121528200 121528227 TCCCCCTGATACTTTATCCC AGCAGCGGATAACTTTTTGG 279

Ad03A22807 Aradu.A03 22807 p3 (AGA)5 15 121528908 121528922 TTCATAATCCACTTCGCCCT GCGCTATATAAAGACCCCGC 277

Ad03A22809 Aradu.A03 22809 p3 (AAG)5 15 121531033 121531047 AACCAGCTAGACGAAGAGATGC ATTTCTGATGAGCACCCGAG 238

Ad03A22810 Aradu.A03 22810 p3 (AAT)5 15 121532490 121532504 TCTGCCTCCAAACTTATCTTCA ACGATTTGGTTGCACGATTT 277

Ad03A22813 Aradu.A03 22813 p2 (AT)6 12 121535243 121535254 AAAACTGTGAAGTTAATAAAAATGGGA TTTTACACGGTAAACAAAATACGTG 226

Ad03A22815 Aradu.A03 22815 p3 (CTC)9 27 121539781 121539807 AGGAGGCTAAAGCGAAGTCC CCGAGACAAAGTCGAAGAGG 140

Ad03A22821 Aradu.A03 22821 p2 (AT)7 14 121563477 121563490 CTCCATTAATACAGCATGCCA TGTCCACTCTTTTACGAAAGACAA 277

Ad03A22825 Aradu.A03 22825 p2 (TC)19 38 121568440 121568477 CCCCTCTCCGACACAGTTTA TTGAAACAGAGGATATCAGAAAGAGA 275

Ad03A22829 Aradu.A03 22829 p2 (AC)9 18 121580326 121580343 TGAACCCATAACCACCGAAT AACGACAAGGATGGAGTTGC 139

Ad03A22832 Aradu.A03 22832 p2 (AT)6 12 121593079 121593090 CGTACTTTGATTTGTTAATCGCT CCATTTTGGCTTCCCATCTA 249

Ad03A22833 Aradu.A03 22833 p2 (TC)9 18 121593441 121593458 TTTGAAAACGCTTGTGCTTG TTAGAGGGAGACCCACATCG 280

Ad03A22834 Aradu.A03 22834 p3 (TCT)7 21 121593678 121593698 CGATGTGGGTCTCCCTCTAA TCATGAACTCGTGAAGGTGG 272

Ad03A22839 Aradu.A03 22839 c* (A)10(AAT)5* 23 121600321 121600343 TGGATTGGTGGTGAATCCTT GCAACAATGCATGTCTTTCA 208

Ad03A22840 Aradu.A03 22840 p2 (AT)9 18 121600445 121600462 TGAAAGACATGCATTGTTGCTAT TGAGGATCGGAGTGTTTCTTC 254

Ad03A22841 Aradu.A03 22841 p2 (AT)7 14 121601420 121601433 GGTATCCATGACCATGAGCC CCAAGAGCTAGGTAATTGGCA 267

Ad03A22843 Aradu.A03 22843 p3 (ATG)5 15 121608250 121608264 ATGCTGCTCAAAGGGAAAGA TTCTGCGTCATCCTCATCTG 164

Ad03A22845 Aradu.A03 22845 p3 (CTT)5 15 121611291 121611305 GTTGAAATCCGAGCTCTTCG TGTCTTGGGAACTTTCCTGG 208

Ad03A22851 Aradu.A03 22851 c (TCT)5tattattattattg(TTA)544 121623282 121623325 AAGTTTCGTTGCCCATTGAG TTGCAAGAATTAGCAAAAGGTG 238

Ad03A22852 Aradu.A03 22852 p3 (TTA)5 15 121623839 121623853 TCAGACATAACAGTTTCCGTCAA CAATCCCCAAAGTTTTGCTC 275

Ad03A22853 Aradu.A03 22853 p2 (GA)13 26 121625603 121625628 CATGAAGGGGAAGATGGAGA CCAGCGACGACAAGTATGAA 178

Ad03A22855 Aradu.A03 22855 p3 (ATT)5 15 121628405 121628419 TGCTAACGTGATCCACAAGG AACTACCAATTGGGAATCTACGA 217

Ad03A22856 Aradu.A03 22856 p2 (TA)7 14 121629356 121629369 TCAATTCCAAGTTCTGTACTTTTG AACGGATGGCTTTATTTCTTCTC 213

Ad03A22858 Aradu.A03 22858 p3 (AAG)11 33 121632500 121632532 GAAGAGGGAGGTGGAGGAGT TGATTGGAATGAGAGAGGGC 166

Ad03A22860 Aradu.A03 22860 p2 (AT)8 16 121639709 121639724 CCACCAAAACCCTTTTGAAT CTCAAACGGATTTCTCTCGAA 231

Ad03A22862 Aradu.A03 22862 p3 (AAT)10 30 121645124 121645153 CACCAACACACACAAAAGCC TCACATGCCTGGACTTTTCA 279

Ad03A22876 Aradu.A03 22876 p2 (TA)8 16 121718753 121718768 CAAGTTTCATTTCTTTTCAGAATCA CATACCTCAGTTTGAGGGGG 220

Ad03A22877 Aradu.A03 22877 p2 (TA)8 16 121723441 121723456 TCAGAATCATATATTTGCTGAGCC GCCAACGTTAGCTACAATGAA 267

Ad03A22883 Aradu.A03 22883 p2 (TA)7 14 121733665 121733678 TCTTGTGGTCCAAGCTTCTG GCGAAATCTGCAGTTTGATTC 280

Ad03A22886 Aradu.A03 22886 p2 (AT)7 14 121737034 121737047 GCGGTCTCACTAATCCGAAG AAGCAAACACGAGTAACCGC 278

Ad03A22889 Aradu.A03 22889 p2 (TA)6 12 121739616 121739627 TATTAAGGCCCCTTCCATCC CGAACATGATGAGCCAAAGA 205

Ad03A22892 Aradu.A03 22892 p3 (TAT)11 33 121754220 121754252 TGTCATTTATAATAGCAAGAAGCTTTA ATGTCGGATTTTTCAGCCAC 177
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Ad03A22893 Aradu.A03 22893 c (AT)9ttag(T)10 32 121755105 121755136 GGCACCCTAGCACTCCTCTA TGCATTACCGTGTTTATACATTGA 217

Ad03A22894 Aradu.A03 22894 p4 (ATAC)14 56 121755787 121755842 TTCACATGTGCCAGGACACT ACAATCCATCATCCAAGGGT 248

Ad03A22896 Aradu.A03 22896 p2 (AT)6 12 121768602 121768613 CCATCTGTAAACACCCATAGCA CAAAAATCGATAACAAGGTTAGGG 279

Ad03A22898 Aradu.A03 22898 p2 (AT)8 16 121770415 121770430 CCAGCGTGACTCTCTGTTCA TTTATTCGGTGTTCTTCATCACA 269

Ad03A22900 Aradu.A03 22900 p3 (CCA)6 18 121773629 121773646 ACCGAGAGGCATATGGTGAC CAAAACTGTTGGTGTGACGG 244

Ad03A22907 Aradu.A03 22907 c (TAAA)5agaaagacatgcttatccaaaaaagaataaaatcccatgatgaattttcataagaaatt(A)1392 121796900 121796991 AAATCATGGCTTGTTTGGG AAAAATGGTGAGTTGCGACA 234

Ad03A22910 Aradu.A03 22910 p2 (GT)6 12 121800038 121800049 TTTTGGGTTTGGACGAGAAC GTCATTTTTCCGGCTTTTTG 265

Ad03A22913 Aradu.A03 22913 p2 (AT)8 16 121811511 121811526 ACCCATCCCTGCATCAAATA TTTCAGGTTTCCATTTTGGC 154

Ad03A22915 Aradu.A03 22915 c (T)13gacagcggacaccgcagctcaatttttattatttgtcagtttgtcatttgggaaatgttaagttgttacttgttacacacatgg(A)10ttagaagttagaagtttagaacacacaattttatattcacataaaatatagaaaacttaaccacttttttgtta(T)16197 121813922 121814118 GCACTTTCCTTTGCACTACTCA AACACAATAAAAAGAAAACCGTGA 262

Ad03A22919 Aradu.A03 22919 c (GA)17gtaaaagaaagaaaaatctgggtgtgtatgtgagggtgtgagatttatttaagaggttgagaaaaagaatag(GA)10gtaattaaaggtgaggtggaggttatgggtgaggcgttaagcaacagttatgaaacaacagttataggcacagagatggtgatg(GA)8226 121818344 121818569 AAGAAGAAGGAGAATGAGGACTCT CCAACAAACAATACCACCTCTT 280

Ad03A22920 Aradu.A03 22920 c (T)10acttatttttattcttattaaaaagttaaaacaagaaaaattatcagaaagtggaac(A)1077 121821923 121821999 TATTTGGTGCAACAAGCCAG TGCATAACTCAAAACTCCTTTTC 258

Ad03A22922 Aradu.A03 22922 c (GAT)5ggtggtgatgataataataaaagagaaagg(A)1055 121822790 121822844 GAAGAGTAAAAGTTTTCAGTTATGCAA CCACCATTTCCATCTTCTTTC 250

Ad03A22923 Aradu.A03 22923 p3 (ATT)7 21 121825292 121825312 ACCGAACGCCATTCCTAGTAT CCACACTAATGGCTTCGAAAT 242

Ad03A22925 Aradu.A03 22925 p2 (TA)6 12 121833002 121833013 GTTGCTCTTTCCCCATCAAA CGTAAAGAACACAGGAGGGC 268

Ad03A22926 Aradu.A03 22926 c (TA)6tgattttggcattgtttcatattacatgttattactgccatttggattgctt(TA)676 121833131 121833206 GCCCTCCTGTGTTCTTTACG TGTGCTAATGTTTCAGAATAAATCAA 264

Ad03A22927 Aradu.A03 22927 p3 (TTC)5 15 121841877 121841891 AACCTAATCCCCAATACGGC TTTGAAGATGTTGTTGTTGTTGC 133

Ad03A22937 Aradu.A03 22937 p2 (AG)7 14 121890966 121890979 GCGACGTAGTGACAAACTTGA TTTCCGTTTGCCACCTGTAT 251

Ad03A22940 Aradu.A03 22940 p2 (TC)6 12 121897384 121897395 ATGACGCCGTTTTTGTATCC GGATGAACAGTGGGTGGAAG 255

Ad03A22943 Aradu.A03 22943 p2 (TA)6 12 121905401 121905412 TGATGCATGATTGTCAATGG TCGCACATCAATTTTTGCAT 121

Ad03A22944 Aradu.A03 22944 c (TA)11(TG)7 36 121905816 121905851 AATTGCAACAACCCGAAGAG TGAGTATCGATTTACATGCACACA 273

Ad03A22948 Aradu.A03 22948 c (T)11ggctatctctcactttcagagtttcagaacttggatgtaatgataatag(TAA)575 121914063 121914137 AAAAAGCCCATAATGCTTTCA AACCATGGTGGGTCATCCTA 226

Ad03A22949 Aradu.A03 22949 p2 (CT)9 18 121914254 121914271 CCAATAGGATGACCCACCAT AGCAGAGTGGGAGAAGGTGA 161

Ad03A22950 Aradu.A03 22950 p3 (TAT)5 15 121914408 121914422 TCACCTTCTCCCACTCTGCT ACAAAGTGGCACAGAAACCC 260

Ad03A22951 Aradu.A03 22951 p3 (CTT)5 15 121914802 121914816 TGGTTTTGCATGTCTTTCCA TGAGGGACTCCAACTCAACC 245

Ad03A22957 Aradu.A03 22957 p2 (TA)7 14 121936783 121936796 TCGCAGGTCAAAGGAAACTC GGACATTAATAATTCGAAAAGATCA 223

Ad03A22964 Aradu.A03 22964 p3 (TCT)5 15 121956894 121956908 AAAACCTTGCGTTGAATGCT TCTTCTGATCCTCGTGGCTT 265

Ad03A22965 Aradu.A03 22965 c (T)11ctttatttttaatttatggataacatgctaataattgcggaagaataaaagattttggtttcataatttcttt(A)1094 121958727 121958820 TCAAAGTTGGAATATTGGAAAAA TATTTTTGCTGCGTAACCCC 233

Ad03A22967 Aradu.A03 22967 p3 (TCT)6 18 121970251 121970268 GTGAAACACCCAACGGTTCT AAGAGGAGAAGGAGGAACGC 128

Ad03A22968 Aradu.A03 22968 p3 (TCT)5 15 121974172 121974186 AAAACCTTGCGTTGAATGCT CTTCTGATCCTCGTGGCTTC 267

Ad03A22970 Aradu.A03 22970 p2 (AT)6 12 121977886 121977897 AGGAGCCTTGAAAAATGGGT GGTTTATGGAGAGGCAGGGT 259

Ad03A22971 Aradu.A03 22971 p3 (AAG)5 15 121982412 121982426 CAAAAGCATGGGAAGTTGGT TCCTAACGCCATCATCACAA 204

Ad03A22973 Aradu.A03 22973 p2 (AT)6 12 121999424 121999435 GTGCACCCCTCACCTTAAAA TGCATCATCATCAGCACAAG 273

Ad03A22977 Aradu.A03 22977 p4 (ATTA)5 20 122001593 122001612 TGTGGGGATCGATGTAGAGA TGATCACCAGTTGTCAAGCC 261

Ad03A22980 Aradu.A03 22980 p2 (TA)6 12 122004751 122004762 CTCTCATGCATATTTGCCCC TGGCCATGAATTTGTTTTCA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A22981 Aradu.A03 22981 c (GCC)6ggagcttgggtcatggtcttcctcccacatcttggccttcccgctcgacattgacgagcattcgcctttggccac(GCT)5108 122010907 122011014 TGTCTGAGTTGCGAACCTTG CGGATTCTGCCTTTCTCTTG 239

Ad03A22982 Aradu.A03 22982 p2 (GA)6 12 122011274 122011285 CAAGAGAAAGGCAGAATCCG TTATGGCTTCCGTTGTTCCT 251

Ad03A22985 Aradu.A03 22985 c (T)10aatggtaattgagaaaatcggaagattggatttcatggttcattcaaaaatagaaaaccgggcaattaga(T)1191 122016712 122016802 TGAAATGTATTCACGTGTTATTCTC CCACGAAATTATGGAGGACAG 271

Ad03A22987 Aradu.A03 22987 p3 (AAT)5 15 122017318 122017332 GCTCGGCATACGATAGAAAA TCCCAATTCAAAGTTTATGTTGC 243

Ad03A22991 Aradu.A03 22991 c (CT)9aaaaaaatcatttcagaaaaataactaaacatgttgaaacttttgaagcattttttttaatgagtacccaaacatgccatgctcttatatacttttatgc(T)10128 122020973 122021100 GGTGATCAATTAGGTAAGTTTTAGGG CCACATGATATGATTCCCCC 234

Ad03A22995 Aradu.A03 22995 p2 (CA)11 22 122029942 122029963 CACCAAGCAACCCCATTTAT AAACAAGCCAATCAACCAGG 260

Ad03A22996 Aradu.A03 22996 p2 (CA)6 12 122030320 122030331 TGGTAACTTCATCCCAGCCT GCTTCTGATCACTCTTGCTGG 264

Ad03A22997 Aradu.A03 22997 p2 (TA)6 12 122036210 122036221 CCCTTCCATGTGATTTTGCT GCGAAATGATGATGACATGC 184

Ad03A22999 Aradu.A03 22999 c (T)16gtaagttac(T)1237 122041883 122041919 TGATTAAGGCTGATGCTATTTG TGTGTTGGGCTTAGTTGCAG 274

Ad03A23002 Aradu.A03 23002 p3 (TTC)5 15 122050853 122050867 CCATCTTCCTCCTCCTCCTC TCCGAAACGCATCACAATAA 253

Ad03A23003 Aradu.A03 23003 c (GAA)5ccacaaagctaattacgttgaagttaatccagatctataacaaaaaacgcgagtag(AGA)586 122051146 122051231 TCCAAATCGCACTCATTCAA CAATCCCAAATAGAATCACGC 259

Ad03A23004 Aradu.A03 23004 p3 (GAT)9 27 122056274 122056300 CATCCTCTTCCAAGTAATTTTGC CCTCCTCATCTTCTGCTGCT 217

Ad03A23005 Aradu.A03 23005 c (A)10gagaaagaagatgtggtattggtgatgatgataacaaaagagaaaaataacaaaaaaaatatgcaataag(A)1090 122057068 122057157 TGATGGAGGAGAAGGAGGAG CCAATGACATCAGTTGGCAC 256

Ad03A23009 Aradu.A03 23009 p2 (TC)7 14 122058397 122058410 TGGAGGCACTTAGGTTGAGA GGGTTTAGGTAGAACGGAGGA 274

Ad03A23012 Aradu.A03 23012 p2 (AC)6 12 122060016 122060027 ATGAACCCATTCAGCACACA TTGGGTGGGTTTTGTAGAGC 189

Ad03A23016 Aradu.A03 23016 c (T)10ctccgtg(CTT)532 122072171 122072202 GACGTATCTCTGAAAGGCGG GGAAGAGGAAGAGGAAAAGGA 253

Ad03A23017 Aradu.A03 23017 p3 (CAG)5 15 122072534 122072548 CGTTATTCTCGGTTTCCATTG ACACCCAAAATTCGTTGAAG 146

Ad03A23018 Aradu.A03 23018 p3 (CTT)10 30 122073057 122073086 ACAGAAGGAGATCGAAGGCA AAGTTGGGCCTAACATGTGC 177

Ad03A23020 Aradu.A03 23020 p2 (TG)9 18 122079525 122079542 GCTCTTGAAGCGAAGTGGTT GCTCCTAACTCAACCCACGA 185

Ad03A23021 Aradu.A03 23021 p5 (TTATC)5 25 122081497 122081521 CCTGGGTGCTCCAGTGTATT CAGCCAATGTCCAACCTCTT 236

Ad03A23022 Aradu.A03 23022 p2 (AG)19 38 122091127 122091164 TCCGTTCAGGGATTTGATTC TGACTTGAAAACCTGGGAGG 271

Ad03A23031 Aradu.A03 23031 p2 (AT)7 14 122117931 122117944 AGCGAAGTAGTCCTTGGGTG TGACTCAGCCTGCAAAGCTA 222

Ad03A23036 Aradu.A03 23036 p3 (TTC)7 21 122136137 122136157 GGATGTTTTGGTCAAATGGG TCCATTCCATGTGCTGATGT 235

Ad03A23038 Aradu.A03 23038 p3 (GAA)8 24 122140424 122140447 CTCACCTTCATCAGCTGCAA CACTTGCATTGCTCCTTCAA 197

Ad03A23043 Aradu.A03 23043 p3 (CTT)5 15 122153581 122153595 ACGATTACATGACGTGGCAA CGAAAATTGGTGATGAACCAG 183

Ad03A23044 Aradu.A03 23044 p3 (ACA)5 15 122153902 122153916 TGGCACAAATTGTTGAGGAA TCTTCGTTGTTGGGTTCACA 216

Ad03A23045 Aradu.A03 23045 p2 (TC)6 12 122154548 122154559 CTCTCTAAAGGCCCCAATCC GGTGGTGGCTATTCTTGGAA 141

Ad03A23047 Aradu.A03 23047 p3 (CTC)7 21 122158818 122158838 AGGAGGCTAAAGCGAAGTCC TAACCCCACCATCCAAAGAA 222

Ad03A23049 Aradu.A03 23049 p3 (TAT)6 18 122172150 122172167 TTGGCTATTTGATCAATGATGG CTTGCACTATCCGCAAGACA 178

Ad03A23054 Aradu.A03 23054 c (T)12aaatgtatgcatatttatattgtagttgctac(T)1054 122179153 122179206 TTGTTTGCTTTTTGCTGCTG AAAACGACGACGATGATAATGA 240

Ad03A23056 Aradu.A03 23056 p3 (GAT)5 15 122181494 122181508 CCATAAGGCCATGCTGCTAT TTCATGACCCCACTGTTTGA 279

Ad03A23060 Aradu.A03 23060 p3 (TTA)11 33 122185203 122185235 CCTTTGCTTTAATTGTTTTTCCA AACATACGCCGCAGCATTA 257

Ad03A23061 Aradu.A03 23061 p2 (AT)8 16 122185946 122185961 CATCTGTGGTGAACTTTCGAT GGGAGTTGGATAGCATTCACA 258

Ad03A23062 Aradu.A03 23062 p3 (TTG)20 60 122195861 122195920 TCCGGTGTTGAGTCTGATTG TGCAAACCAACCTGAAATAAAA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A23068 Aradu.A03 23068 p2 (TA)8 16 122226242 122226257 CAACAAGCTAAGCATTGCGA CCGTCTCATCCAGTCATCCT 161

Ad03A23071 Aradu.A03 23071 p2 (TA)6 12 122228380 122228391 TGAGGGAGAGGAGCGATAGA ATGGATCCCCCACATTTGTA 235

Ad03A23072 Aradu.A03 23072 p5 (AAGAT)5 25 122245616 122245640 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 166

Ad03A23073 Aradu.A03 23073 p5 (AAGAT)5 25 122250773 122250797 TACCACGGCTCTGATACCAT AGTGACCCACAAATTCAGCC 265

Ad03A23080 Aradu.A03 23080 p2 (AG)6 12 122264733 122264744 TGCCTACGTGTTCAAATTTACG TTTTTGGTGTGCACAAATCAT 217

Ad03A23081 Aradu.A03 23081 p2 (AT)9 18 122269683 122269700 CGCTTTCCTGAAGCCTATTG AGCAAAGCAATTCGGAAAAA 254

Ad03A23085 Aradu.A03 23085 p3 (CTT)5 15 122294169 122294183 AAAATCGTACGGAACTGGCA CTACGAGAGGGGAAGGGAAG 110

Ad03A23086 Aradu.A03 23086 p4 (ATAA)5 20 122295534 122295553 GTGGGGCATATTGCTTTCAC TAGGGTACACATGGGGTGCT 263

Ad03A23088 Aradu.A03 23088 p3 (AAT)5 15 122296979 122296993 ATGGTGTGCTCTCCATGACA AAAATTATGCAACCCCTCCC 210

Ad03A23092 Aradu.A03 23092 p3 (TGG)5 15 122307879 122307893 TTAGGGTTTTGGAGAATGCG AACTCTTTGACTCCCGCTCA 263

Ad03A23094 Aradu.A03 23094 c (AAT)20aactattacttattattaccattga(T)1196 122308487 122308582 TTCGTTAGGTGAAAACCACC TCGTACGTATATCCAATGCTCG 258

Ad03A23102 Aradu.A03 23102 p2 (TA)13 26 122340822 122340847 CACATGCATTGAACTTTGGG TTCTGCAAGTATTATTAAGGAATTCAA 278

Ad03A23103 Aradu.A03 23103 p3 (AAC)5 15 122348407 122348421 ATTTTGTTACGCTGGCCAAT TCCCACCTAGTAGGACAAGTCTTT 216

Ad03A23106 Aradu.A03 23106 c (CTT)5tctctccctcc(CT)2066 122359834 122359899 TTGAGTAGCCTTGAGGTGGG GGAACGCCGTAACACAATCT 163

Ad03A23108 Aradu.A03 23108 c (GAA)5gtgaacagctataaaatagaagattagaagttaggcccg(A)1064 122363179 122363242 ATGTTGAAGGAAATGGGCTG TCCACCCTTCAGCAGTTCTT 216

Ad03A23110 Aradu.A03 23110 p3 (TCT)6 18 122371395 122371412 CCCATAAACCCCACCTACCT GCCCTCAAGCAAAGAAAAGA 229

Ad03A23111 Aradu.A03 23111 p4 (TTTA)5 20 122380497 122380516 ATCGTTGAGGTTTCACCAGG AGCCTAACAACTGGCATTGG 225

Ad03A23117 Aradu.A03 23117 p2 (TA)7 14 122392321 122392334 TTGTGACATTGAGGGGACAAT CCCAACCCAACTATGGTTAAGA 243

Ad03A23118 Aradu.A03 23118 p2 (TC)7 14 122404359 122404372 CGTCGATTACATCGCACAAC AGATGATTCGCCTCCCTTTT 241

Ad03A23119 Aradu.A03 23119 p3 (AAT)10 30 122422334 122422363 TTTGTTCCTCCATGAAACAAAAT CAAGCATCCTTGAAAAGGGA 276

Ad03A23122 Aradu.A03 23122 p3 (AAT)5 15 122425539 122425553 TGCCTCAAAACAAAAACGAT GTGATTGTGCGCACTTGTTT 280

Ad03A23123 Aradu.A03 23123 p3 (GTC)5 15 122427326 122427340 CCTTTCCACTCCTCCCTTTT CGCGGAAGAAAGAGAAATTG 140

Ad03A23124 Aradu.A03 23124 p2 (TA)7 14 122428789 122428802 CGGGAGTGAGGTTTTGACAT TCATCGTCAGGTCATCTTTCTT 202

Ad03A23125 Aradu.A03 23125 c* (TAA)5c(AAT)6(AATA)7*59 122430098 122430156 TGTGGGTGGTGCTCAGTTTA TTGACCTCGTAATGCCAACA 266

Ad03A23127 Aradu.A03 23127 p4 (AATA)5 20 122459949 122459968 AGCCTAACAACTGGCATTGG CTGCTGATGCAAAATGTGCT 193

Ad03A23128 Aradu.A03 23128 c (T)10ccgggtccaacttccaatcttccattttatagctgttca(CTT)564 122467875 122467938 CCTCTGTTCCATCCTTCAGC CATCAGCAAGCATGGAATGT 238

Ad03A23131 Aradu.A03 23131 p2 (TA)6 12 122476167 122476178 TTTTTCTCGAAGGTGGTGCT TCCAGGGTTTCCATCTGTTC 202

Ad03A23135 Aradu.A03 23135 p3 (AAG)5 15 122486612 122486626 CTTGGAAGAGGATGAACTTACG TGAGGAGGAAGAGGAAGAGTTTT 194

Ad03A23138 Aradu.A03 23138 p3 (AAT)5 15 122524027 122524041 CCCTATACCTCAAAACAAAAGCA TTTGGATAAACACCCGTACCT 263

Ad03A23139 Aradu.A03 23139 p3 (TAA)5 15 122526831 122526845 CGTGAGTTCGAACCAGTTCAT TCGTCAACATAAGATTGCCA 257

Ad03A23140 Aradu.A03 23140 p2 (AT)6 12 122527295 122527306 TCCTCTCATGTTTAGCATCGG GTTTGGTCCAATTCAAACCG 191

Ad03A23142 Aradu.A03 23142 p3 (TCT)5 15 122530821 122530835 AGAAGGTGCATCAAACACCC GGAGAAGCAGAGGGGAAGAT 279

Ad03A23144 Aradu.A03 23144 c (AT)7aacaataaaatatacgaggttgttttacatatgttaaatatactcacgaataatttattttataaatatattttagacataaatat(A)10110 122538941 122539050 TTTTCACAGACATTGAGTTATTTGTTT TCCTAATTGCTATAAAATGTAGTTTCA 280

Ad03A23145 Aradu.A03 23145 p3 (AAT)5 15 122543110 122543124 AGACTTAAGCCACTCCGGCT GATGCGTCCAAATGAACAAA 264
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Ad03A23148 Aradu.A03 23148 p2 (AG)7 14 122549611 122549624 TCCTCTCATGATTCCAAGGG TGCTCCAACATTCAATTCATTC 179

Ad03A23155 Aradu.A03 23155 p4 (AAGC)5 20 122574235 122574254 TGGGGATTCATGTCTCCAAT CAATGGTTGGTATGAAAGGCA 269

Ad03A23163 Aradu.A03 23163 p2 (AT)6 12 122595919 122595930 TTTGTTCATGCAAGTGTGGG TGCATTCAATCAAAACAAGTAACA 245

Ad03A23164 Aradu.A03 23164 p3 (TAT)19 57 122596551 122596607 TGTGGATCAAATGAACGAATGT TCCTCATAATTCTATTTTTAAGCACAA 243

Ad03A23170 Aradu.A03 23170 p3 (TGG)6 18 122612573 122612590 TCTAAACCCACTCCCACAGG ACTATGCCGGAGGACATCAC 253

Ad03A23178 Aradu.A03 23178 p2 (AT)8 16 122619846 122619861 TGAGTGATTATCTCGTGACATCC CATCAAAATCAACAATTAAAATCAA 261

Ad03A23180 Aradu.A03 23180 p2 (TA)6 12 122620745 122620756 TGACCAAAAATGGTGAATCAA CCTTTTATTTCTCTGTTATCATAGGGT 169

Ad03A23186 Aradu.A03 23186 p2 (AT)8 16 122649892 122649907 ACCCGCAACCTCTTTATTGA AGTTAATGATTCAAAGTCAAGCCT 280

Ad03A23188 Aradu.A03 23188 p2 (AT)7 14 122659545 122659558 CGCATTGGCGATCATTAAC CAAAAGGTACCTAGGGTCCGA 226

Ad03A23190 Aradu.A03 23190 p3 (TAG)7 21 122664286 122664306 CCTGCTGCATAACAAAAGCA CCTAACCCCAATTCCCAACT 146

Ad03A23191 Aradu.A03 23191 c (GA)12a(AG)7 39 122664700 122664738 GAAGGAAAGAGAGAGGATGGG CCCTTTTCTCCACCACTACC 269

Ad03A23193 Aradu.A03 23193 p2 (GA)6 12 122668723 122668734 TCTTCACCCGCCAAAAATAC ACATTGTCAGCCTCGCTTCT 217

Ad03A23194 Aradu.A03 23194 p3 (TAT)18 54 122669093 122669146 GTCAGTGCGTATTCCATCCA CTTGTAACCCTTTCCCCACC 238

Ad03A23198 Aradu.A03 23198 p2 (AT)6 12 122685038 122685049 CATTGAAATTCATCATCAGCAAA TTCTGAAGACACATTCAAACACAG 246

Ad03A23201 Aradu.A03 23201 p2 (AT)6 12 122686636 122686647 TGGTCATGACGCAACAATTT TGCACTGCGTGAATGAAGTA 261

Ad03A23204 Aradu.A03 23204 p3 (TGA)6 18 122689318 122689335 CGAATCATGTTTTGATTGCGT AACTGCGAAGGAGAGCAATG 231

Ad03A23205 Aradu.A03 23205 p2 (GT)6 12 122690098 122690109 CTGCATGCACAAGGTGAGAT AGACGCATTGGAGCATAACC 134

Ad03A23207 Aradu.A03 23207 c (T)12ggaaataaaagg(A)1135 122693922 122693956 TGGCAGCATCTTCCTTCTTT ATTCAAGCTTTATGCGTGGG 221

Ad03A23209 Aradu.A03 23209 p2 (TA)6 12 122709263 122709274 TCAGGAAGGCAAATTTATGGA GAATAATTTGCGCAACAACG 201

Ad03A23210 Aradu.A03 23210 p2 (GA)8 16 122709982 122709997 AGGTTCGCGAAAGATAACCG AGCATTGGCATTGAGGAATC 185

Ad03A23214 Aradu.A03 23214 c (T)10atttataaattataactacatatattgcaattattttcttttgaaaacactttattggtgagagttaacaatcacccttcaaatgattttttttgta(T)10117 122717770 122717886 TCAAGTTGTGTTCCAAAATTCC ACGAAAAACAAATCGCAAGG 271

Ad03A23222 Aradu.A03 23222 p2 (AT)6 12 122766802 122766813 GATCCACACTGACATGGGAA CCTCATTTTCCTTTCTGGCA 258

Ad03A23223 Aradu.A03 23223 p3 (GTT)5 15 122767149 122767163 TGCCAGAAAGGAAAATGAGG TTCCGTTGTCTTCTGCCATT 200

Ad03A23224 Aradu.A03 23224 c (TC)8tgttgtgttaagagtgaagtgtatgaacatacaaagacagaacagaatagaagagagcatagacagagttg(GAA)5102 122767296 122767397 TTTGCACCAAAAATGACTCCT AAATGGCACGAATTTCCAAG 276

Ad03A23228 Aradu.A03 23228 c (TA)6atatataatacaacatatataatagtatgattaaattccacaagcatcctttaatttattgaaggagtaaaagttactaatgagg(A)10107 122771162 122771268 TTCACCCGATAAATCTGCAA CCAAGCAAAAACAGACTCCG 240

Ad03A23230 Aradu.A03 23230 p2 (AT)6 12 122783680 122783691 CCCATGCTGCTTTTGTCTTT AAAATCATAAACGTTGGATTTCA 241

Ad03A23232 Aradu.A03 23232 p3 (GAG)7 21 122791453 122791473 CATCCGCTTTAACACCACCT AGGAAGCTAAGGCCAAGTCC 237

Ad03A23245 Aradu.A03 23245 p3 (TAT)17 51 122829264 122829314 GTTGTGGCCGATGTTCTTTT AGAAATTATATCTTTGGACGATGAA 215

Ad03A23246 Aradu.A03 23246 p2 (CT)8 16 122830769 122830784 CAAGAAATTAAAATTGTTCTTATCTCC GGTGATGGGAGGGATAGGTT 128

Ad03A23247 Aradu.A03 23247 p3 (AAT)5 15 122834587 122834601 GCCTCAACTCAGGAATCCAC AAATGGGACGGCAAATATGA 208

Ad03A23248 Aradu.A03 23248 p2 (TA)6 12 122843501 122843512 TGACTTTGGCTAAAAGTGTCCA TGGTGGGTTGTACTCAACAAA 272

Ad03A23249 Aradu.A03 23249 p2 (AT)9 18 122846429 122846446 GACGATTGATAACCCTTGGC TCGGGGTTCTTAACCACTTG 210

Ad03A23251 Aradu.A03 23251 c (TA)6ataattgatttgataattaatatttaatatgcacataatatttttgaattgattatatagagggtttaaa(T)1092 122853958 122854049 GCGTTCCAATAGAGTGCCTT AACCCAGCAATTACGGAGAA 279

Ad03A23255 Aradu.A03 23255 p3 (TTG)5 15 122868412 122868426 GGCACAAACTTTGGCATAAAA ATGGCCAGGAGGGTACCTAT 252
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Ad03A23256 Aradu.A03 23256 p2 (TA)6 12 122872222 122872233 AAGGCCAGGAATCAAGCTCT GCATTTTCCACGCTCCTCTA 228

Ad03A23257 Aradu.A03 23257 p3 (GAA)5 15 122873052 122873066 CGAACAAAATGCAAATCCAA GATCCATGGCCTCAATCATC 135

Ad03A23258 Aradu.A03 23258 c (ATA)21(ACA)5 78 122878787 122878864 TCCGATGCAACGATAAGAGA TTATGCACGAGCACTTCAGC 247

Ad03A23259 Aradu.A03 23259 c (CAT)5tgtcattaagtacggacccatgcttatgaatggggcatttgccccagtctcatttcatatttttaaaccaa(AT)11108 122882660 122882767 ACCGTCACCTCCTCCTCTTC TTTGGATTTTTAATAGTTGGGCTT 255

Ad03A23263 Aradu.A03 23263 p2 (AT)11 22 122887432 122887453 TCATATGAATGGGACTGAGATTG TTTTGTTAAACTCCATGTTACTGGTT 191

Ad03A23264 Aradu.A03 23264 p3 (AAT)10 30 122887981 122888010 TCAATCATCGATATTTTTAATCATTCT ATCATTTCCCTCCATGCTTT 187

Ad03A23266 Aradu.A03 23266 p3 (TCT)5 15 122897893 122897907 ATCGCTGGATCCGATTTATG TCATCCATTTCTCTCACTCACC 179

Ad03A23272 Aradu.A03 23272 c (A)13gaagagaagcgcagctgaggcttttggacaaacgaaaggcc(ATA)14aaatttaattattttgaaattgtt(TG)7134 122920535 122920668 TCACCCACAAAAGCGTGTTA AAAATGCAGCTTTAGAGGAAACA 274

Ad03A23275 Aradu.A03 23275 p2 (TA)8 16 122928785 122928800 GGATATGTTCTCCCATCCCA GCTCATGCATGCAGTTCAGT 214

Ad03A23278 Aradu.A03 23278 p3 (AAC)5 15 122944054 122944068 GTAGCTACAACAGCTGGGGC CATGCACCAGAATTTCCTGA 232

Ad03A23280 Aradu.A03 23280 p2 (TA)7 14 122946261 122946274 TTGCCAAGAAGGTTATGGGA CGTTTTGTTGTTCTAGCAGTGG 188

Ad03A23281 Aradu.A03 23281 p2 (AT)7 14 122953674 122953687 TGTTATCAGGTGTATCGGGAA TCCAAAAATACTGCCATCCC 275

Ad03A23284 Aradu.A03 23284 p2 (TA)7 14 122961562 122961575 CATTATCAAAACAAGCATAGCCA GTTGTCAACAACCACCAACG 223

Ad03A23286 Aradu.A03 23286 c (A)10catatttaaaatccacatataattgtattaaacatgagttttatttc(A)1471 122969771 122969841 AGTAGACCGTTCTTTTCATTTCA AATGTTATTGCGCGAACCTC 257

Ad03A23294 Aradu.A03 23294 p2 (AT)6 12 122984532 122984543 TTTGTTCTAATAATTGCCAACG TTGTCTAAAATTCGACCCATCA 183

Ad03A23298 Aradu.A03 23298 p3 (AAT)5 15 122990294 122990308 GCCCAAGAAGTCAACGAGTC TGGAAGAAAACGAAGATGGC 274

Ad03A23301 Aradu.A03 23301 p2 (TA)6 12 122998547 122998558 TGAAGCCAGGTGAAGAAAGTG ACCAACCAGAATCAAGGCAC 277

Ad03A23302 Aradu.A03 23302 c (T)11cttctctcatatttaggatttggatgttggttgtaatttagttttcttagga(T)1073 123000606 123000678 TGGCACATATCAATTTTGTTCTC AAGCATTTTTCTTTTCAAAGGC 269

Ad03A23305 Aradu.A03 23305 p2 (AG)9 18 123017325 123017342 AGCGTAATCGCCACAAACTC TCCAATAAAGCCTTTGCCAC 261

Ad03A23306 Aradu.A03 23306 p2 (GA)9 18 123019269 123019286 CATAGCGACGGCGATTAAGT CTGAGCCCATCTCTGCCTAC 224

Ad03A23308 Aradu.A03 23308 p3 (CCA)5 15 123021577 123021591 TTGTGTTTTCCACCCTGGAT AGGACGATTCCGAACGTGTA 254

Ad03A23311 Aradu.A03 23311 c (TTAA)5taattatgcatatgcactttaacaaaatgcatgtcgctctcacatctcttttagtacgcaatttttccatctttacatgggaggtgttagaaatgagt(A)18136 123032191 123032326 TCCTTCTCGTCATCCCTTCT GACGGGTCTCATCTTTACGG 260

Ad03A23312 Aradu.A03 23312 p3 (TAA)7 21 123032535 123032555 GTTTAGCGCCAAGCATTTTT GCGGATTTTGTCTGTTATGGA 276

Ad03A23321 Aradu.A03 23321 p2 (AT)7 14 123069642 123069655 TTGGCGTATTTAGACCTGGG AGCAGCAACCAATTCCAACT 243

Ad03A23322 Aradu.A03 23322 p3 (AAT)16 48 123074559 123074606 TATGCTTGGGCATAGGAACC AGGCATCCACAAATGAGAGG 254

Ad03A23325 Aradu.A03 23325 p2 (AT)7 14 123082431 123082444 TGCCATTGAATATGCTTTGAA TAACGTTGGGTCAGGGTAGG 202

Ad03A23330 Aradu.A03 23330 p3 (AGG)6 18 123110306 123110323 ACAAGGGGTTGAGAGGGAGT AGAGGGTCCAGGAGGCTAAG 109

Ad03A23334 Aradu.A03 23334 p5 (TTTAT)5 25 123117304 123117328 TTCGTTTTCAAAGATCGGTT TGGGATGAAGTCATGAAAGTTG 226

Ad03A23346 Aradu.A03 23346 c (GA)14ggggggggagagaa(AG)1470 123170615 123170684 TTGAAAGGGGGTGAATGAAG TCTGCACAAAACCTGAAAGC 170

Ad03A23348 Aradu.A03 23348 p2 (TA)9 18 123174617 123174634 CCAAAGTCAGCTATTAAAATCAACC CGTGAAAAAGTGCACGTCAA 228

Ad03A23350 Aradu.A03 23350 p2 (CT)10 20 123179207 123179226 TTGTTGGTGTGATTGGGAGA AGGGCAAATAGAAAGAGGGC 183

Ad03A23353 Aradu.A03 23353 c (A)10gaagaaaaaaatagaaaagc(A)1040 123180390 123180429 AAAGAAAAATGATGATGAACGAGA TGACTCAAGACGTTAGGGACAA 262

Ad03A23354 Aradu.A03 23354 c (A)10tcggtacaagaactcaatt(A)1039 123182670 123182708 TTGGGTTCCTACACCATTTTT TGTATTGGTTTTTATAGTTTTGCGA 160

Ad03A23355 Aradu.A03 23355 p2 (AT)6 12 123183081 123183092 GCACTTTCCCCAAGTGTCAT GAGAATAAATGAGTGATGGCTGAA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A23360 Aradu.A03 23360 p2 (TC)8 16 123193568 123193583 GGGATAAGTTCCGCTCCTTC GGTGTTGTCTTCGTGGTCCT 268

Ad03A23361 Aradu.A03 23361 p3 (AAT)8 24 123196562 123196585 TCGAAATTCACATCAACACCA TTTGCACTTGAGCTATATATTGATTTT 248

Ad03A23362 Aradu.A03 23362 c (A)11gaaagatgaaagaacatacag(A)1042 123196868 123196909 AAATTGTTCACACATCATTGTCATT TTTTTCTCAATTTCTGCGTCA 238

Ad03A23364 Aradu.A03 23364 p2 (TA)9 18 123208396 123208413 TGCTATGCACTTATGTAGGAAGTGT TCAAAACCTAATTTGTGCCTTTT 273

Ad03A23365 Aradu.A03 23365 p3 (CAT)7 21 123209279 123209299 TCCATGAACCCTAATCCCAA TCCTTTTCTCCCGATCAATG 261

Ad03A23366 Aradu.A03 23366 p2 (TC)7 14 123209812 123209825 ATAAGTTCCGCTCCTTCCGT TGAACTTGGGAATCTCGTCC 227

Ad03A23371 Aradu.A03 23371 p2 (CA)6 12 123215661 123215672 GGGGTATCAAGAAAAGGGTCA GAAAATGGTGGGGAAGTTGA 257

Ad03A23372 Aradu.A03 23372 p2 (AT)6 12 123216064 123216075 TGAATCAAAATTAAACCCTTTCAA TTGTGTAAATTCGATTAAATGACCA 139

Ad03A23376 Aradu.A03 23376 c (TTA)5ttg(TTA)5 33 123219479 123219511 GTTGGGCGATTTTGTGTTTT CATTGGCTAGCAACAGAATCC 273

Ad03A23378 Aradu.A03 23378 p3 (AGA)6 18 123220997 123221014 AAGGACGAGAAAGGAGCACA ATGTATATCGTGGGCGCTTC 111

Ad03A23379 Aradu.A03 23379 c (T)10aagggataagcaaatcgatagctcagttttgtt(A)11ttataaactagaccatcaaatttgtatcctttt(A)10ttaaaaccacaaatctaactttcagatttataatat(A)11144 123221995 123222138 TTCATAAATCGGAGGCTCAA GCACAATTTTGTGGATTTTAATG 266

Ad03A23380 Aradu.A03 23380 p2 (TA)7 14 123222550 123222563 TTGATAATTTTTGGTTCGCGT TGTTGAGTTCTCTTTGGCGA 186

Ad03A23381 Aradu.A03 23381 p3 (ATT)12 36 123222723 123222758 TAGGGACACCTGCTCCATTT CTTTGCATGGTTGCTTGAAA 205

Ad03A23382 Aradu.A03 23382 p2 (TC)10 20 123223372 123223391 TGAATTCCCGGCTAAATCAG GCACATCTTAACCAAACCCAA 252

Ad03A23383 Aradu.A03 23383 p2 (AT)6 12 123224860 123224871 CACGATAAAAGTCTCGATGGG TTTTTGGAGTGGTCGAATTT 258

Ad03A23384 Aradu.A03 23384 c (AT)8aaacc(A)13 34 123225859 123225892 GGCCACAAGTTCTGTCCAAT TTTTTGGTTGGCAACGGTAT 241

Ad03A23390 Aradu.A03 23390 c (T)10cgg(T)11gtttttt(G)1546 123242047 123242092 GGAGCTTCTTTGGAAAGCCT CAGCTGAAGCTGACGATTTG 268

Ad03A23394 Aradu.A03 23394 c (AG)15aacagaccttgtagcaaacggaagtggcattgaagagagggcggagaggtttgtctatggaagatgagagcctccgaagcgccattgccatcgcca(TC)7140 123250088 123250227 CAACAACCAATTTTGGAAAAGA CACAGGCACTCTGAAGATGG 272

Ad03A23395 Aradu.A03 23395 p2 (AT)6 12 123250661 123250672 TGATCTTCTGAGAAAAACGAAAGTT ATGCATGCTCCTGTAAATGC 217

Ad03A23404 Aradu.A03 23404 p3 (AAT)5 15 123273841 123273855 AAAGCAGCAAAACAACCAGC CTTGGAAGACATGGGAAAGC 219

Ad03A23411 Aradu.A03 23411 p4 (TTTA)6 24 123288652 123288675 CTACCGCGTCATGTGCTCTA ACTCTCAAAGCCTGCCAAAA 105

Ad03A23416 Aradu.A03 23416 p2 (AT)9 18 123297230 123297247 GCAATGGGAGTCAAACTTGG GGTTCAACCAGTAAAATCGCTC 277

Ad03A23421 Aradu.A03 23421 p2 (TA)6 12 123305278 123305289 TCGATCCAATTCGATAGCCT CGACCACTTAATCACAGCACA 192

Ad03A23422 Aradu.A03 23422 p2 (TA)10 20 123307916 123307935 CTGTATGTGGCTTCCCAACC TGGAACCTTAATAATTCGCACC 229

Ad03A23424 Aradu.A03 23424 p2 (AG)6 12 123311057 123311068 GCAGCTAGCTACGTGCATTC TTTGATGATGGCCAATTGAA 256

Ad03A23426 Aradu.A03 23426 p3 (AGT)5 15 123312341 123312355 TTTTTAAGGGCATGGACAGC AATTTGATCAACCTCCACGC 227

Ad03A23427 Aradu.A03 23427 p2 (TA)12 24 123313881 123313904 CCAACCATATGGGAAATTGG AATAACGTTCCCACAACCCA 238

Ad03A23430 Aradu.A03 23430 p2 (TA)8 16 123343171 123343186 CACCAATTCGACCACATCAA TCCTGATTCAACCAAAATACCC 230

Ad03A23433 Aradu.A03 23433 p3 (ATA)6 18 123351780 123351797 GCATCACGACATCGTTACCA CATATCAGTCGGACCCATCC 245

Ad03A23436 Aradu.A03 23436 p2 (CT)6 12 123356372 123356383 TGCCTCTGCAAAAGGAAACT GTGTTGGGTGAGTCACATCG 246

Ad03A23437 Aradu.A03 23437 c (ATC)5(AGC)7 36 123357305 123357340 TTCTTTTTCTCCCGTGGTTG GTCGTCGTTGGAGTAGGAGC 198

Ad03A23438 Aradu.A03 23438 p3 (TGA)6 18 123357870 123357887 ACTCGAAAGGGAAAGCAACA CCACCGACCCTTTTCAGATA 137

Ad03A23439 Aradu.A03 23439 p2 (AT)6 12 123358885 123358896 AAATCGCAAGTTTGACCACC TTTAGCACGGATGGATGTGA 221

Ad03A23440 Aradu.A03 23440 c (A)11gccattttannnnnnnnnnnnnnnnnnnnnnnnnnnngccattttagttgcaaacacttgcctccaccagcag(A)1195 123359431 123359525 GCAATATATTCCGTTACCTCAAGA TGATGAATAGGCAGGTATGATGA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A23441 Aradu.A03 23441 p2 (TA)7 14 123361338 123361351 TCAAAGATGGAAAGACTATGCTAA GATGCTTTCTTTGGCTTTGG 171

Ad03A23442 Aradu.A03 23442 p2 (TA)7 14 123364992 123365005 TCAAAGATGGAAAGACTATGCTAA GATGCTTTCTTTGGCTTTGG 171

Ad03A23444 Aradu.A03 23444 p2 (TC)6 12 123373461 123373472 CCATACTTGCCCCTGAGAAA TTATAACCCTCCGTCCATCG 144

Ad03A23451 Aradu.A03 23451 p2 (TA)7 14 123382732 123382745 TCAAAGATGGAAAGACTATGCTAA GATGCTTTCTTTGGCTTTGG 171

Ad03A23452 Aradu.A03 23452 p3 (CTT)5 15 123384403 123384417 TGGCAAACAAATCCAATCAA CACGGAAAGAAGGAGAAGGA 255

Ad03A23454 Aradu.A03 23454 p2 (CT)7 14 123391129 123391142 AAAGCTCCGTCACCATCCTA AGCAAACAGAGGAGACGAGG 250

Ad03A23456 Aradu.A03 23456 c (ATG)6attatgatgac(GAT)5(AAT)559 123394285 123394343 ACGGCTAGAAGGGATAGGGA TCGTGTACCGCAGAATTTGA 261

Ad03A23457 Aradu.A03 23457 p3 (CTT)6 18 123395303 123395320 TCGGAAATGCTACACATCCA AACGCGAAGAAGAAGACGAA 208

Ad03A23458 Aradu.A03 23458 c (GAA)10a(AAG)1164 123397124 123397187 TGCAGAGAAGAAAAATGCGA ACTCCACACCTCACACCCTC 240

Ad03A23459 Aradu.A03 23459 c (T)10gaataattctccacatataagcgtttttacatacaagtctttacaagtcatttatattaacgcgtttcgaactgttattatacgtttttcactatac(CTT)5122 123403394 123403515 GTGAAGGCTGTGAAGCAACA AAGAGGAAGAAGAACGTGCAG 209

Ad03A23460 Aradu.A03 23460 p3 (GAA)6 18 123403672 123403689 GCACGTTCTTCTTCCTCTTCC TTTCTCCTCCTCATCTTCTGC 192

Ad03A23461 Aradu.A03 23461 p3 (ATA)13 39 123404962 123405000 ATGACGATAATTTGGCCCTG TCTGTGAGCTTAAGAAAGGTTTTG 264

Ad03A23466 Aradu.A03 23466 p3 (CAG)5 15 123421326 123421340 CGAACGTTGTTCACTGTGCT CAATGCTTCACGAAAGGGTT 229

Ad03A23468 Aradu.A03 23468 p2 (AG)6 12 123429344 123429355 TCATCAGTCACATCTTGCGA GCACATGTACGCATTCTTCG 246

Ad03A23473 Aradu.A03 23473 p3 (AAG)6 18 123432526 123432543 CCTCCTCATCTTCTGCTGCT TTCGTTTCTTGCCTTCTCTTTC 193

Ad03A23474 Aradu.A03 23474 c (AAG)6aggaagaggaagaacgtgcaac(AAG)5gagaaagagaaggcaagaaacgaaagaa(AAG)5aggaagag(GAA)5121 123432649 123432769 GAGAAGGCAAGAAACGAAAGAA AAACGCGATGCAAGGTCTAC 241

Ad03A23476 Aradu.A03 23476 p3 (TTA)20 60 123433855 123433914 TCTTCATGAGTTTGAAACACGC GGCGTTCACCGATCAATAAT 272

Ad03A23480 Aradu.A03 23480 c (T)10aatttttaatgtatttaacatgttgaaaatat(A)1052 123439717 123439768 ATCAACATTTTGTTGCGTGC TTCCTCTCTCCTTCGGTCAA 275

Ad03A23484 Aradu.A03 23484 p3 (AAG)6 18 123469235 123469252 AAAACCACCGTGATGGTAGC AGGCATTCAAGCGCTTTTTA 178

Ad03A23489 Aradu.A03 23489 c (T)10aagagagaaataacaataagaaaaataaaataaagaagaacacgaataaaaagaaaaagatggtgataatattgattatgcaaat(A)11106 123485501 123485606 TTCTGACACCAGAATTTCATAATTG TTTTTGTCTTCCTTCTTTTACATCA 241

Ad03A23494 Aradu.A03 23494 p2 (TA)8 16 123502746 123502761 AGATTGCACCTACCCCCTCT CACTCAATTTAGTCCAAATCCAA 279

Ad03A23495 Aradu.A03 23495 p2 (AT)12 24 123504296 123504319 TTGTTCACAAAAATCATTGTCTATC TGGAGTGTAGTGTGCATGATGA 227

Ad03A23500 Aradu.A03 23500 p2 (TA)7 14 123533718 123533731 ATTAACTCAGCCTGCGAAGC CAGATGCAGGTCAGGAGACA 206

Ad03A23501 Aradu.A03 23501 p2 (AT)7 14 123539926 123539939 TGGAGAAAGGAGTAGAAGTTTGA ATCCCCCATAAGGCCATAAC 278

Ad03A23504 Aradu.A03 23504 p2 (AG)7 14 123547803 123547816 TCATGGAAAAGCACACCAAA CCTCTTTCCACCACACCATT 114

Ad03A23506 Aradu.A03 23506 p2 (CT)6 12 123565708 123565719 TTAACGCCATAAAAGGGCAC TTTTTGGGGAAGAGGTGTTG 262

Ad03A23510 Aradu.A03 23510 p2 (AT)12 24 123585053 123585076 CGACAGACAAATCAGTCCCA CAATCCCAACGTTTCTTTCTG 260

Ad03A23517 Aradu.A03 23517 c (AC)8cat(GA)23 65 123599658 123599722 AATGCCCATCCTCTAACCCT AACGGCAACCTTCTCTCATT 276

Ad03A23520 Aradu.A03 23520 c (CT)6atctttctctacactttctttcataccaacaccaaatgtgaaaagaggaaccttttttcctttttttccctttccc(T)14102 123606376 123606477 GACCCTTGAGGTGGTTTTGA TTGGGTTCAAAGCATTTTCC 257

Ad03A23524 Aradu.A03 23524 p3 (ATA)5 15 123640227 123640241 GCCTGGGTTCTGTGAACTGT AAGAGGGAACTCGGAGGATG 235

Ad03A23526 Aradu.A03 23526 p3 (CTT)5 15 123651560 123651574 CACTCGCATGTTTTTCTTGG GCGTTTGGATCGAATGACTT 200

Ad03A23527 Aradu.A03 23527 p3 (CTT)5 15 123654041 123654055 TCATGACGTTCCCAAATTCA GGCAAAACAAGAAAAGAAAATGA 275

Ad03A23528 Aradu.A03 23528 c (A)10gaaaaaatgcattaaaaaagaagaagcagcaaaagat(GAG)665 123654249 123654313 TGCGAAATTACTTGAAAGAGGA GGAAACATTTTTGTGTATTTGCTC 243

Ad03A23534 Aradu.A03 23534 p3 (CCT)5 15 123661315 123661329 ATCCCCTTGTGAACAACTGC CATTTCACGGAAGCACAATG 214
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Ad03A23535 Aradu.A03 23535 p3 (AAT)14 42 123663014 123663055 TGTCTTGTGCTTGTGCTGTTC TGGAGTGACGTTTGCATGTT 273

Ad03A23543 Aradu.A03 23543 p2 (AT)6 12 123689508 123689519 CATGGTTGCACAGAGGAAGA CAGAGAGCGCCATAGACCAT 213

Ad03A23545 Aradu.A03 23545 p4 (TCTT)12 48 123697958 123698005 TTTTGGAGTTCAAACCCTGG TAAGGGGAGGTGATCTGCAC 262

Ad03A23546 Aradu.A03 23546 p3 (ATT)7 21 123704825 123704845 CATGGAATTAATGACCAGGGA AGCACTCAACTGGCAAGACC 236

Ad03A23549 Aradu.A03 23549 c (T)16actaaaaggttcattattacatttttatattaaattctaaaaaaagcatgcaaaaatttgttagtagtactgtagtagaaaatggaaaaataattcac(T)12126 123711999 123712124 TTATGGTGGTGCCTCAGCTT ACCCCCACATTGTTTACTGC 210

Ad03A23550 Aradu.A03 23550 p3 (AGG)5 15 123726031 123726045 CCCCACCATCAAAAGAAGAA AAAGGGTCCAGGAGGCTAAG 219

Ad03A23552 Aradu.A03 23552 p4 (ATTC)5 20 123737307 123737326 TTGTTTCCTTTTGCTGGGAC CAGCTTTGGGCACATTTACA 180

Ad03A23553 Aradu.A03 23553 p2 (TA)6 12 123737742 123737753 TGGTCCAATTCCATATCCGT TGACACATGTTGCTGATGGA 260

Ad03A23555 Aradu.A03 23555 p2 (AT)9 18 123741832 123741849 GGGAAATTTTGGGGAGACAT TCTTCGCCTGCCTAGAGAAT 258

Ad03A23558 Aradu.A03 23558 p2 (AT)9 18 123747535 123747552 GACCCTCTGTCGCAAGATGT CCCCACATGTCCTGGTAGTT 267

Ad03A23559 Aradu.A03 23559 p2 (AT)7 14 123749166 123749179 TGCCATTTATTTGGGATCTG AAGCACGCCATCAACTCTTT 270

Ad03A23560 Aradu.A03 23560 p2 (TG)6 12 123756852 123756863 ACTGCCATTGATTTTGCGAT ATGCTAGAAGGTGCCGAAAA 175

Ad03A23561 Aradu.A03 23561 p2 (AG)26 52 123761182 123761233 AACTGCCATTTATTTTGGGAT GTGCCAAAAACGTTCAAAAA 280

Ad03A23562 Aradu.A03 23562 p2 (TG)6 12 123762821 123762832 AGTTGGTCCGGCTCAGTCTA GGGGAGATTGTCCTTTGTCA 271

Ad03A23571 Aradu.A03 23571 p3 (GGT)5 15 123784272 123784286 TGAGTGGTGGCTTTGAACTG AAAATATGCGGCAAACAAGG 197

Ad03A23574 Aradu.A03 23574 p3 (TTA)5 15 123788514 123788528 ACGTTTTTGTCACGGTAGGG CATTTAAAACGAAACTGAGATTTGA 175

Ad03A23577 Aradu.A03 23577 p2 (TA)6 12 123791143 123791154 TCATTGGGAGTTGATTGCCT CAAGCAACGTACAAGACCGA 222

Ad03A23579 Aradu.A03 23579 p3 (TTA)5 15 123798235 123798249 CTAAAACGCACGCATTACGA TTGTTGTTGGTGATCAGTTTG 244

Ad03A23580 Aradu.A03 23580 p3 (TTA)5 15 123798425 123798439 AACAAACTGATCACCAACAACAA TGTTTCATGTCATACCATTTTCG 213

Ad03A23582 Aradu.A03 23582 c (TTA)8(TTG)5 39 123802287 123802325 CAGGGACCCAATTAAAAATAAAAA CAGGTAGGAATTGGTCCATGA 199

Ad03A23583 Aradu.A03 23583 p2 (GT)6 12 123810479 123810490 CCGGTCCGGTTCTTACAACT TCCTAATCCAACTACTTCAGCCA 232

Ad03A23585 Aradu.A03 23585 p3 (TAT)5 15 123812776 123812790 CCAATTCAATCTAAACCGCA CCAACCATAATATAACAAGTCTCAACA 252

Ad03A23587 Aradu.A03 23587 p3 (CCA)5 15 123814791 123814805 ATCGAAACCATCCCAACGTA TGGTGGTGGTTATGGTTGTG 263

Ad03A23589 Aradu.A03 23589 p2 (TA)6 12 123820531 123820542 TGCATGCTTTGAGAGTTAAGC GGCAACACTGAGAAAAGCGT 265

Ad03A23591 Aradu.A03 23591 p2 (AT)6 12 123825517 123825528 GAATCACCCCAAAAAGCGTA GCACTGCGAAGAATAACCGT 244

Ad03A23597 Aradu.A03 23597 p3 (TAA)5 15 123838040 123838054 TCGAAGTGGTGAAGCGTTTA CTTGAGAGGGGGTGTCACAT 264

Ad03A23598 Aradu.A03 23598 p2 (AT)7 14 123844044 123844057 TCCGTCGCTTGCTTACTCTT CCCTAAACAAAATTCAAAATCAGC 270

Ad03A23601 Aradu.A03 23601 p3 (TAA)7 21 123848103 123848123 CACCTCTGGTTCCAACTGCT TCGTGTAGTGCATTGCATATTTT 274

Ad03A23603 Aradu.A03 23603 p3 (TCT)7 21 123852732 123852752 TGCAGCAAATTTGGGTGTAT GAAGATGGCGATGATGATGA 145

Ad03A23604 Aradu.A03 23604 c (AT)6aatgttgcaaaatc(A)1238 123853188 123853225 TTCCTCCTTTTCATCTTGCTTC TCGCGTTACTTCTCCTCCTC 261

Ad03A23605 Aradu.A03 23605 p3 (TCT)5 15 123853928 123853942 CCCTTCAAATGACAGCGTTT GTATGGTGCATGCGAGAGAA 117

Ad03A23609 Aradu.A03 23609 p2 (AT)6 12 123865135 123865146 TTTTAGCTCGCTAAGAAATTCAA CAAAGCTATAGGAGTGCCAAGA 261

Ad03A23613 Aradu.A03 23613 p2 (AG)7 14 123868469 123868482 AATTAGTTCAATGGAAACACCG TTTTGGAGACGGTTTTGTACG 276

Ad03A23614 Aradu.A03 23614 p3 (ATT)5 15 123870616 123870630 CAGCCATGTGCTTTGTCAAT TATTCAAATTGGCCGATGGT 134
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Ad03A23616 Aradu.A03 23616 p3 (ATT)5 15 123871694 123871708 TGGATAATGTTGTTGTGGGG GGCAACAGTTGGCTCAAGAT 258

Ad03A23617 Aradu.A03 23617 p3 (ATT)5 15 123878301 123878315 AACCAGCATGTGTTGTTGGA TTGTTGCAGAACCTGAGACG 126

Ad03A23619 Aradu.A03 23619 p3 (ATA)23 69 123885740 123885808 CAATGACACTACCACTACTATCAACTC GCTCACGTGGCTGGATCTAT 187

Ad03A23623 Aradu.A03 23623 p2 (TA)7 14 123902496 123902509 TTTTCCATTCTCTTATTTATTTCTCTC TTTTTGGACAGAAAGGTGGAG 230

Ad03A23625 Aradu.A03 23625 p3 (CAA)5 15 123913717 123913731 GAATTGCGACAGCACTTTGA ATCAACTGTTCGTTCCCCAC 213

Ad03A23626 Aradu.A03 23626 p3 (AGG)8 24 123925963 123925986 CTCGGAGAGTAGTTGGGCAG AGGAGGCTAAAGCGAAGTCC 167

Ad03A23629 Aradu.A03 23629 p2 (TA)6 12 123931871 123931882 ACTATGAAAGGGCATCGCAG TAGCATCCAAGTTGCCAATG 117

Ad03A23636 Aradu.A03 23636 p3 (GAA)7 21 123948753 123948773 CAACAAAAGCCTTCTTTCGC CCCATGAAGAGTGGGAGTGT 269

Ad03A23638 Aradu.A03 23638 p3 (ATT)5 15 123962191 123962205 CGGTATAGCGTGAGTCAGCA TGCCTTTTGGAAACTTGCTT 278

Ad03A23640 Aradu.A03 23640 p3 (GAG)7 21 123962949 123962969 GATAGGGCTGCTGAGAAACG CAATTCCAGTACCACCACCC 265

Ad03A23646 Aradu.A03 23646 p4 (TAAA)5 20 123988748 123988767 CGCATGGTAAAGGAGGAAGA ACACACGGCCTTACCGATAC 221

Ad03A23650 Aradu.A03 23650 p2 (AT)8 16 124003846 124003861 TTACGATCGCGTCACTGCTA GACCAGGCAAATGAAAGCTC 199

Ad03A23651 Aradu.A03 23651 p2 (TC)6 12 124006585 124006596 CCGTGATTTTTCACGGGTA AGCTGGAAGGGGAGATTCAT 270

Ad03A23653 Aradu.A03 23653 p3 (TTC)5 15 124010110 124010124 GTTTCCAAAACGCGCTACTC TTGGGTGAATTTCTGTAACCG 202

Ad03A23654 Aradu.A03 23654 p3 (AAG)11 33 124010558 124010590 CCTCGTCTTCTGCTGCTTCT ACTGCACGTTTTCACTGCAC 236

Ad03A23655 Aradu.A03 23655 c (AAG)5gtgtagtaaaaacgtgcagtaatggttgaagaaggagaaagagaagacaagaaacgaaagaa(AAG)592 124010733 124010824 CGTGCAGTAACGGTTGAAGA GCGCACGTTCTTCTTTCTCT 212

Ad03A23657 Aradu.A03 23657 p2 (GA)6 12 124011137 124011148 AATTGCCGGTGAAAAGAAGA TGTTGTATGCAGCTGTGGTG 279

Ad03A23659 Aradu.A03 23659 c (A)13ggca(T)11 28 124012056 124012083 GACAATGTCGGTCATATATGTGGT TCATGCATTGGAATTGGTGT 278

Ad03A23663 Aradu.A03 23663 p3 (AAT)5 15 124032962 124032976 ATCTGAAGGTGGGGGCTATT TGTGCGGAGAATGTTTTCAA 228

Ad03A23664 Aradu.A03 23664 p2 (AT)10 20 124036387 124036406 CATCCAAACTCGAACCGAAT GGCGCCACTTGTAAAACAGT 243

Ad03A23668 Aradu.A03 23668 p3 (AAG)6 18 124047668 124047685 GCTAAGGGTGGTTGGTTCAA TGCTTATGTCACGAGCTTGG 234

Ad03A23670 Aradu.A03 23670 p3 (AGA)5 15 124050375 124050389 AGCAACCACACACAAAACGA ATCCCTCCACTTCCCAATTC 208

Ad03A23671 Aradu.A03 23671 p2 (GA)6 12 124051199 124051210 CGTCATATTTACAATTACCGCC CTCATCCCGTTACCGTTGTT 185

Ad03A23677 Aradu.A03 23677 p3 (GAT)5 15 124057618 124057632 CAAGAAGACGACGACGAAGA CCAAGTTATAACGCGCTTCTTT 163

Ad03A23678 Aradu.A03 23678 p4 (TTTC)9 36 124058049 124058084 GGTGGCGATTTTTGTATGCT TGGAGTCGACATGGACTGAG 175

Ad03A23679 Aradu.A03 23679 p2 (AT)13 26 124063200 124063225 GTTCACAGGAAGTCCCTTGC TGCTCATGAAAAGAAGGGGT 270

Ad03A23687 Aradu.A03 23687 p2 (TC)19 38 124098617 124098654 GAAGACGAAGCTCCAACCTG GGATCCGAATCAGAACCAGA 215

Ad03A23688 Aradu.A03 23688 c (T)12aaatttgcatctctgtattcacaatctttccaa(T)1055 124102389 124102443 TTGGTCAACCCATTTTCGAT AAAATCCGGCCAAAATAACC 138

Ad03A23690 Aradu.A03 23690 p3 (AAT)10 30 124104964 124104993 AACAAAGTCTTAACATCAAATCTCATT CCAATCCAATATAAATCGCACA 175

Ad03A23692 Aradu.A03 23692 c (A)10gaaattaaaaggaaaagaagaaaagattcacctctatctaatatctatatataattcttctatatg(ATTA)6100 124111776 124111875 AAAGAACTTGAGAGGAAAATGGG TGGTCCTGGAAGAAACATCA 176

Ad03A23693 Aradu.A03 23693 p2 (AT)8 16 124113556 124113571 AAGAACAAGAATAAGCCAAGCC CCGCAATCTCTCCAACTTCT 277

Ad03A23694 Aradu.A03 23694 p2 (AT)11 22 124115839 124115860 TACCAATGGTTTCTGGCCTC TTGGAGGAGCTACGCAAGTT 254

Ad03A23695 Aradu.A03 23695 c (AAG)5aaaaggtactaggattgttgttgacatgcttgaat(AGA)565 124116028 124116092 CCAATGGCCTAAAGGTTTGA TCTGAGTGAGTTCCCAAGGC 275

Ad03A23697 Aradu.A03 23697 p2 (TG)11 22 124132165 124132186 GCAAGATTTTCCAGGACCAA GCCACAGCTGATTTCACCAT 149



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A23700 Aradu.A03 23700 c (GAC)6gtggcgaaggggagag(T)1044 124139268 124139311 AATGAGAGAGGTGCGAGGAA AAGAGAGCGAGCGAGTGAAC 206

Ad03A23707 Aradu.A03 23707 p4 (AGTT)5 20 124176833 124176852 TTCTTCGATGGCTGCTACCT CAAAGCATTGCGCTTGTAAA 207

Ad03A23709 Aradu.A03 23709 p3 (CTC)6 18 124186683 124186700 AGGGGTCTCCGATCTTTGTT AGCCGAAGAAGAAATCACGA 280

Ad03A23710 Aradu.A03 23710 p3 (ATA)5 15 124194394 124194408 TTGGACTTGGGCCTTTACTG CGAATCAACATTTACATGAGACG 251

Ad03A23712 Aradu.A03 23712 p3 (CCA)5 15 124196373 124196387 TTGTGATTGCCCATCTTGAA TGCTCTCTCCAAACCCTTGT 277

Ad03A23715 Aradu.A03 23715 p2 (GA)9 18 124201556 124201573 GCAACAGATTCCGCAGATTT TTTCACTCCCACTCCCACTC 268

Ad03A23718 Aradu.A03 23718 p2 (AT)6 12 124208081 124208092 TCGTTATTTTTATTCTACAGCGCA CAGTGGTGTGGAGATTCCCT 200

Ad03A23720 Aradu.A03 23720 p4 (TTAA)5 20 124209439 124209458 GCTAAGGGGTTCGATGATGA AGCTACGGATAGAGCACCCA 278

Ad03A23723 Aradu.A03 23723 p2 (GA)7 14 124219776 124219789 TGGGACATTCATCAAAGAGTTG CGCTGACAAATGTACCCATC 225

Ad03A23728 Aradu.A03 23728 p2 (TA)12 24 124228618 124228641 CATTTTTCATTTTAGGGTAAATGC TGGTCAAACTTATTTTGTCAAAGAG 260

Ad03A23731 Aradu.A03 23731 p3 (GGT)5 15 124242743 124242757 GGAGGAGGAGGAAGAGGAGA GGCAAGGGCTTCTTTGAGAT 249

Ad03A23737 Aradu.A03 23737 p2 (AT)6 12 124251734 124251745 GAAAAAGAAGAGATGTGGTCGG TTTCGTACCATTAAATGATGTGACT 240

Ad03A23739 Aradu.A03 23739 c (T)10ctaattattattcaaaattcttaatttctttttttttg(A)1159 124256785 124256843 AATCCAAGGCATGGAACAAG TCCCAAAATGGAAAATCCTC 225

Ad03A23746 Aradu.A03 23746 p3 (TTC)11 33 124277492 124277524 CCTCTTGTGCGATCTCCTTC TTTCGTGCACCAATACCTGA 238

Ad03A23748 Aradu.A03 23748 p2 (TA)7 14 124294650 124294663 CCAAACGCAGTGTTGATGTC TATCCCGTTGATCCACATCC 276

Ad03A23750 Aradu.A03 23750 p2 (TA)7 14 124301279 124301292 CCACAAAAATTTAAAATGGATTAAAGA TCCCCACATCTTGGTCTAGC 272

Ad03A23756 Aradu.A03 23756 p2 (TC)9 18 124332607 124332624 GCCACCGGGTAACTCAACTA GGGAGGCTGACATGATAGGA 277

Ad03A23758 Aradu.A03 23758 p3 (TTA)25 75 124344704 124344778 TTTGCGTTTTAAGAGGCTGC GTTTCATAGCAAAGAGCGCC 273

Ad03A23759 Aradu.A03 23759 p3 (TAT)16 48 124346571 124346618 ACGGTTGGATTGTTGACCAG AAGTGAAATCTGTTTTGTGTATTTGA 280

Ad03A23760 Aradu.A03 23760 p3 (TTA)6 18 124347250 124347267 GTACCGATTAAATGGCGTCG AAGCGGTCCAATTCTAACAAAA 275

Ad03A23764 Aradu.A03 23764 p2 (AT)6 12 124360490 124360501 GCAAGGTGCCCTTGTTTAAG ACAAGGAGGGATGCATGAAG 276

Ad03A23767 Aradu.A03 23767 p2 (GA)23 46 124370674 124370719 CAGTAGCGGTAACAACGGGT TTGGGGCTAAATTCAAATGC 200

Ad03A23769 Aradu.A03 23769 p3 (TTC)5 15 124374024 124374038 GGTCAAGGTTGACAGCATCA GGGTTTGAGGTGGGAAAAAT 235

Ad03A23771 Aradu.A03 23771 p3 (ATA)6 18 124382187 124382204 GCAGTTTGCGTAAGCATTTG AAGCTAAGTGGGGTGGGAGT 108

Ad03A23772 Aradu.A03 23772 p3 (TTA)5 15 124382731 124382745 CGTTCATCAATTGCTTGTGG GAGAACTCCTGAACCATTCAAAA 167

Ad03A23780 Aradu.A03 23780 p3 (ATT)12 36 124401083 124401118 AGAGAATGGCAAAGTGACCC AAGTTTGCACCAACCTCCAA 195

Ad03A23783 Aradu.A03 23783 p3 (ATT)16 48 124403913 124403960 AAATTCTTTGCCAATGCCAC TTCTCCCTCTTTTTCTTTCGTC 159

Ad03A23784 Aradu.A03 23784 p3 (ATT)8 24 124405609 124405632 TGTATTTGTGTGCCTGAAGC ATAAAGGGAAGCAAGCAGCA 247

Ad03A23786 Aradu.A03 23786 p2 (TA)11 22 124410737 124410758 ACTTGGGGCGTGAATAGTGT TGCCAGTTGTTAAACCACACA 280

Ad03A23796 Aradu.A03 23796 p3 (TTC)7 21 124431317 124431337 TCGTGTTTTTCTTCTCTGCTCA CATGCAGCAATCATTCCCTA 200

Ad03A23797 Aradu.A03 23797 p3 (TCC)8 24 124431603 124431626 AACCGAAATCACAAAGGCAC AGAAGAACCTACGAGCGCAA 145

Ad03A23802 Aradu.A03 23802 c (T)10ac(T)10 22 124447912 124447933 GCATACTCTGCTACCTCCGC TACTAACCTGCGTGGAAGCC 190

Ad03A23806 Aradu.A03 23806 p2 (TC)7 14 124471282 124471295 ATGCACATTTTCAGCATCCA GGGTGTCATGATCTAAGCCAA 278

Ad03A23809 Aradu.A03 23809 c (GGA)5gtagaagcgacttcattttgtatctgtgccggtggtggtggaaacgacggcggtggaggcgacacttc(TGG)6aggcgacacttc(TGG)6131 124476663 124476793 AAGGAGGAGGAGGTGGAGAA GAAGATTTGACTCCACCGGA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A23810 Aradu.A03 23810 p3 (AGA)5 15 124477151 124477165 CTGATTCTTGTTTTGGCGGT AATTTCCATTCCCCGACTG 279

Ad03A23813 Aradu.A03 23813 p2 (AT)9 18 124479579 124479596 CATGCATGGAAGTCTGTTCG TGTGGAACAAGAGGGAATCA 273

Ad03A23818 Aradu.A03 23818 p2 (AT)8 16 124487414 124487429 TCCCAATTCAATCCGTTAATC TCAGAGATTTTGGATTCACTCAA 232

Ad03A23819 Aradu.A03 23819 p3 (ACA)8 24 124488807 124488830 TCTCACTTCAATACAAACACAACA TCGTTTGATTCATGTAGCCG 202

Ad03A23822 Aradu.A03 23822 p3 (AGG)6 18 124500058 124500075 GCAAGCAACTCACGATTTCA AGAGAGATGGAGGTCGGGAT 144

Ad03A23824 Aradu.A03 23824 p2 (TG)6 12 124535598 124535609 TGAGGATGAGGAGTTTTGGG GGCAAAACTTTCTGAGACGC 271

Ad03A23828 Aradu.A03 23828 p2 (TA)10 20 124539415 124539434 GAAACAATGATCCTTCTTGTGCT GGGTTTGCATACATGCCATT 196

Ad03A23829 Aradu.A03 23829 c (T)10ggaatttaagattagactaaaaaaacgtattattcacaaagctacctaactcatttttagtatcta(ATT)10106 124539874 124539979 CCCAAAAATCCTCCATCTCA TCCACTTGAGTGTTGAGCTCTT 220

Ad03A23836 Aradu.A03 23836 p2 (TA)11 22 124557474 124557495 CCTTGTGAGTTGAGGGTTTTG CAATTCCACTGGCAAGAGTG 269

Ad03A23837 Aradu.A03 23837 p2 (AT)6 12 124557956 124557967 TGGGCCTTAGAAGCAACAAT TGCATTGAATGAAGGGACTG 278

Ad03A23840 Aradu.A03 23840 c* (A)10(AAAG)6*aaacatgattacaccggcgaaattataaaaagattgatcaagaaaatttaataatagacaagctaag(T)13ctttcatttagaaaaggacatgctcttcctttcgtcactatcttcta(T)11169 124560243 124560411 CTTCTCCATACGAGGTGGGA CGCACGAGAAGCATAATTGA 280

Ad03A23841 Aradu.A03 23841 p2 (TA)7 14 124561247 124561260 CCGTCTCGCTCTTCAACATT TGTGTCCGTTTTAAATCATATTTTG 230

Ad03A23842 Aradu.A03 23842 c (TTC)5gttcctccattcttccaaactctgcacagtaaaagttgagtaaaaatgcc(A)1075 124562133 124562207 ACGGTCCGATAAGTGACAGG AAGCTCAAATCGATCTACATCTTTA 240

Ad03A23845 Aradu.A03 23845 p3 (TCT)7 21 124569116 124569136 ACTGCACGTTTTCACTGCAC GAAGGCAAGAAACGGAAGAA 245

Ad03A23846 Aradu.A03 23846 c (CTT)5gctgcacgttcttcttcctcca(CTT)655 124569255 124569309 ACTGCACGTTTTCACTGCAC GAAGGCAAGAAACGGAAGAA 245

Ad03A23848 Aradu.A03 23848 p2 (TA)6 12 124573232 124573243 TTATTGGCATCCATTCTCCG CATTTTCCGTGGCAAAAACT 271

Ad03A23850 Aradu.A03 23850 p2 (TA)9 18 124581371 124581388 CCATGCATCATCGCAAATAC TTCCTTTTTCTCCGCACTTC 278

Ad03A23852 Aradu.A03 23852 c (A)13gcaatgaaaaaagccggagttagagcaaggtaaagaacaaaaaaagttcttaccaatttcaagt(A)1087 124590783 124590869 CCAGTTCGGTGTTTACATTCAA TGGATGAGATTTACCTTTTTGTTG 276

Ad03A23857 Aradu.A03 23857 c (A)10tgtacagggaccaatt(A)1137 124611711 124611747 AGGGAGAAGACAGGGGTAAA TGATATTTGCGATGCTACGTG 259

Ad03A23859 Aradu.A03 23859 p3 (ATT)18 54 124614076 124614129 TGTCGTTCCAACGAGCATTA GACGCAAAGCTAGCCAAGTC 280

Ad03A23861 Aradu.A03 23861 p2 (TA)6 12 124616037 124616048 TTGGAAAGTAATAAAAATCAGCTTCA ATAAGGCTGCTGAGTGGGAA 160

Ad03A23863 Aradu.A03 23863 c (T)11ggtcttgatgtcttattcatgtgctaatgatattctg(T)1159 124617905 124617963 CAACGGATGAAGGAGGATTT CTGGCCCCATTGGTACACT 271

Ad03A23864 Aradu.A03 23864 p2 (AC)6 12 124621026 124621037 CGAGGTAAAATGCCAATGCT TGGTCGAACCTCTTGCTTCT 209

Ad03A23866 Aradu.A03 23866 c (T)10c(T)10 21 124625408 124625428 TGTTGAACTCGCCTTCCTTT GCCAACTGGACTAAGGAGCA 242

Ad03A23868 Aradu.A03 23868 p2 (TC)7 14 124631777 124631790 TGGCACGACTCTGGCTAGTA CCTGACAAGCTGTAACGCAA 206

Ad03A23869 Aradu.A03 23869 p3 (ATA)15 45 124632073 124632117 TTTCATGATTGTTTTCCTCGG GAAAACTTGAAAGCCCCTCC 277

Ad03A23871 Aradu.A03 23871 p3 (TGA)5 15 124640785 124640799 CCAATCCCAGACTATCGCAT ACTTGCGCTTTTCTTCCAAA 251

Ad03A23874 Aradu.A03 23874 p2 (AC)8 16 124645521 124645536 GGTTTAGGAACCAACGCAAT CCAATGTGCTGTTTTTGACC 158

Ad03A23875 Aradu.A03 23875 p3 (TCA)8 24 124646259 124646282 TTCGCACTGAAAAGCAACAC TTTTAAACAGGGTCAGCCCA 188

Ad03A23879 Aradu.A03 23879 p3 (TTC)5 15 124666246 124666260 CATTCAGACACCACAAGCCA TTCCATTGAGAGAGTGTGCG 229

Ad03A23881 Aradu.A03 23881 p3 (TTA)6 18 124670717 124670734 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 186

Ad03A23884 Aradu.A03 23884 p2 (TA)7 14 124686863 124686876 GGGTGACACCAACATACAGG CGGCGAATAATTGGAAGAAA 160

Ad03A23885 Aradu.A03 23885 p6 (CATCTC)5 30 124687321 124687350 TGAAAATGCGCCATCCTATT AAGTGAAGGCGGTGGTAATG 176

Ad03A23888 Aradu.A03 23888 p2 (TA)6 12 124692944 124692955 CAGTATGGCCATTTTGGGTT ACATGCCACATGGTATGCAC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A23890 Aradu.A03 23890 p3 (TAC)6 18 124693897 124693914 AAAAGGGGGAAACTACTCCG GCTGTCAAACGGTCAAACCT 279

Ad03A23892 Aradu.A03 23892 c (GTG)5gttgatgaaagggacaaagcaatcaatgaa(CT)657 124698166 124698222 CCTTCAGAATGTTACACCCCA ATGATGATAAAGATCGCCGC 231

Ad03A23897 Aradu.A03 23897 p3 (GAA)5 15 124712982 124712996 GGTATGGCTTCGGAAGTGAA AATTTCGGAGAACCAGCCTT 123

Ad03A23902 Aradu.A03 23902 p3 (CAG)5 15 124721364 124721378 TTCAACTTTTGGCCGTTTTC TGTTAACTTTAATCATTGTTGTTGTCC 153

Ad03A23912 Aradu.A03 23912 p5 (GGCGG)5 25 124755876 124755900 TAGACGGGGCAGAAGAGAAA CTTGTGTCCATGTCCCCTTT 145

Ad03A23918 Aradu.A03 23918 c (A)11tatataaaa(TC)11ttacgagagtttcccttctcgttttttcttcctttctccaaacactga(CT)8aaaacgcagcctctaactttctttttcatcaccatcgccggaaaggttcgactcggagtcctgaacacttgacttctgactctatctccatt(TTTA)5218 124787764 124787981 GTTCCTTATTTTACAGTGACCCA CGGATCACAGAAAGCAAAATC 280

Ad03A23923 Aradu.A03 23923 p3 (GAT)5 15 124807916 124807930 ATCAAGGAGGATGACATCGG GCCTCTCCTTCCACCTTCTT 278

Ad03A23930 Aradu.A03 23930 p4 (TATT)5 20 124829726 124829745 TCCACACATTTGTAGGTTGGAT TCTGCATATCCACGTATTCGTAA 254

Ad03A23936 Aradu.A03 23936 c (AGA)6ggaagaagaaaattgtggatgatggagaatgagaatgttaatggagtgagcaaggagagagggctataaatgaatgaag(A)11108 124834381 124834488 TTCTCCACTTCACCTTTGCC CAAGTTGCCATCCCATTTCT 248

Ad03A23943 Aradu.A03 23943 p2 (TC)6 12 124859802 124859813 AAATGCATGCAGCAGTTGTT TGTGTCTTTTTGTATGCCGC 253

Ad03A23952 Aradu.A03 23952 p3 (AGC)6 18 124874294 124874311 GGAGGTTGACTTGGCAGTGT GAGAGCAGCTGATGTTGCTG 126

Ad03A23953 Aradu.A03 23953 p3 (TTA)13 39 124877907 124877945 GGACCAAAGTGGGGCTTAAC GTGAGAAAGTTCCATGGCGT 277

Ad03A23954 Aradu.A03 23954 p2 (AT)6 12 124878557 124878568 ACAGGAATGAGTCGGAGTGG CCTCCTTTGCACCTTAACCA 250

Ad03A23967 Aradu.A03 23967 c (CCT)5(TCT)6 33 124907790 124907822 CACTCCTCACTCGGTTGTCA GAACGCGACCAGAGAAGAAC 183

Ad03A23970 Aradu.A03 23970 p2 (AG)7 14 124911540 124911553 TTCACCTCCATTTCTGCCTC ACAACAATTCTCTCCCCTGG 112

Ad03A23975 Aradu.A03 23975 p3 (GAA)5 15 124922505 124922519 TGGCATCACCCTGAATAATG GCAGGTCCTCACAAGTCACA 209

Ad03A23976 Aradu.A03 23976 p3 (ATA)8 24 124922794 124922817 CCACTTTTCATCCATTTTTATTCA TTGTTGGTCCCACTTATGAAA 187

Ad03A23983 Aradu.A03 23983 p2 (GA)9 18 124928095 124928112 TCTGCCTCAAGCTTTCCAAT GTTGCAGCCCAGTTAGATCC 218

Ad03A23984 Aradu.A03 23984 p3 (ATA)16 48 124928596 124928643 CTCTTTTTAAACGAACCAATTCTT GAAATGGAAGGGGTGTGGTA 263

Ad03A23986 Aradu.A03 23986 p3 (ATT)5 15 124939200 124939214 GGCGATGTTTTTGGTTGAGT AAAACTTCGGCTGATGGAAA 132

Ad03A23987 Aradu.A03 23987 p2 (TA)6 12 124947323 124947334 AACCCCCTCTTGATTCCCTA TTGAATGAGTTAATTGTGATTCTTAAA 280

Ad03A23988 Aradu.A03 23988 c (T)10gtttcttgtttttatttttattttttattaataaaaaaacaaactaggcatatatagctttagc(A)1084 124947819 124947902 TCACCGCAAAATTAAATGTGAA GGGTTTTGGTCCCTCTTAGC 266

Ad03A23989 Aradu.A03 23989 c (T)10ctttcaattttatctgtcgtagagatttcattcataaactaggtagtatttttcc(T)1075 124949873 124949947 CGATAAATGCCTTACGGGAA TAAGGACTGCTGACACGCAC 219

Ad03A23990 Aradu.A03 23990 p3 (TAT)5 15 124951270 124951284 TCATTTCAGGCAGTTCCTCC TCCCAACAACAAAACCAACA 168

Ad03A23991 Aradu.A03 23991 p2 (AT)6 12 124951694 124951705 AGGAACTGATAATTCGCCACT ACCTGCGTCTATGCTTTGCT 279

Ad03A23993 Aradu.A03 23993 c (CT)6(CA)6 24 124954639 124954662 TTTGTCAATTGGAGAGGGTTG TTGAGGGATGAGGCAGAATC 204

Ad03A24006 Aradu.A03 24006 c (A)11gtaattacagcctaaaaatcttttaaaataaaaaataatatagcaat(A)1068 124992735 124992802 TGAAGACGAAGACAACATCCA TGCAAGCATACTTTTTATTATTATTGT 259

Ad03A24013 Aradu.A03 24013 p2 (TC)10 20 125029896 125029915 GAAGAGATCGTCCTTGAGCG TTGAACGAATGTGGAAGGCT 162

Ad03A24014 Aradu.A03 24014 p2 (AG)15 30 125033536 125033565 ATTTTTGTCATGCCCCACTC TGCTGTATCACCAAAGCTGC 252

Ad03A24015 Aradu.A03 24015 p3 (ACA)7 21 125033773 125033793 AGCATCCAAATGGGAAGATG GAGTGGTGATGAGGCGGTAT 273

Ad03A24018 Aradu.A03 24018 p3 (AAG)10 30 125037110 125037139 GTGGTTATGGGTGGGTGAAG TGAAGTTAGCGCCATTTGAA 252

Ad03A24022 Aradu.A03 24022 p2 (TA)12 24 125043000 125043023 TTTACACATGGCCACCAAAA AAATATAACCCTCCCCCACG 234

Ad03A24023 Aradu.A03 24023 p3 (TTA)22 66 125043517 125043582 AGCCCAAACTCCCATGTGTA GGGTGGCAATTGAGTTTTTC 273

Ad03A24026 Aradu.A03 24026 p2 (AT)6 12 125049181 125049192 GTTACTCGCATCTGTGGCAA ATCATGGTGCCAGGGACTAA 240
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Ad03A24035 Aradu.A03 24035 p3 (CTC)6 18 125062136 125062153 CCTCTGCAATTTCCCCATTA TGAGACTGGCAATCAACGAG 255

Ad03A24038 Aradu.A03 24038 p3 (AAT)5 15 125065853 125065867 TGCATCTAACGGCTCCTTTT GGCCATTGGTGAAGACAGTT 134

Ad03A24041 Aradu.A03 24041 p3 (GAA)6 18 125071444 125071461 GCAGAAGGAAACGAGAAACG TTTAGACCATGGCTTTCGCT 157

Ad03A24052 Aradu.A03 24052 p4 (AAAT)5 20 125099598 125099617 TATGGATCTTGGCTTCAGGG CTCTTCTGCATGGCAAAGGT 176

Ad03A24053 Aradu.A03 24053 p4 (ACAT)5 20 125100705 125100724 AGGACCACTAACCGACCTCA TAAGAATGGATGCATGGCAG 128

Ad03A24054 Aradu.A03 24054 p3 (TGA)7 21 125103687 125103707 GCCCTGTTTGCAAGCTCTAC CCTTGTTCCCACATGCTTCT 126

Ad03A24059 Aradu.A03 24059 c (T)10ggacaaaaattctctcaccactaccaacacaattacctcctct(ACC)568 125108423 125108490 CAGAATCGAAATCGTCCCTC ACTGTTGTGGAGGTTGTGGC 186

Ad03A24073 Aradu.A03 24073 c (A)11tctataaacctacatctttattgtataattcacc(TA)657 125149479 125149535 ACCTTTTTCGATTTCTCTTTCA GATATCATGCACGTGTTGCC 129

Ad03A24081 Aradu.A03 24081 p3 (TTA)5 15 125169658 125169672 CGGCAGGAGTCTTTCATTTT TCAATTTTGATCTCCCTCCG 164

Ad03A24082 Aradu.A03 24082 p2 (TA)6 12 125170270 125170281 AAATGAATTTGTCGTCGGTG CCGGGGTAAAATGAAAAGGT 252

Ad03A24083 Aradu.A03 24083 p4 (AATG)5 20 125174018 125174037 CCAAATCAACCCTGAAACAGA TCAAAGCCATGAAGAGAGCA 276

Ad03A24084 Aradu.A03 24084 p3 (AAG)5 15 125174784 125174798 TGGAGAAAGCTTGAAGGGAA TTTCTTGCTGGAATTGGAGG 254

Ad03A24086 Aradu.A03 24086 p2 (AG)6 12 125181861 125181872 TGCTCACAATGGGACAAAAA TGGAAGTTGAAAGGGTGAGAA 146

Ad03A24087 Aradu.A03 24087 p2 (GT)9 18 125182566 125182583 AGTTCCAAAGCATGTGTCCC CCTCACATAAAAACTTGAGGCTG 268

Ad03A24096 Aradu.A03 24096 p4 (AAAT)6 24 125209115 125209138 TGTGAGGAGTGCTTGATTCG CAATGGGTGCTAAAGTGACCT 203

Ad03A24101 Aradu.A03 24101 p2 (TA)6 12 125219456 125219467 CAACCAGATCTTCATGGCCT TAAATGCATTCGCACGTTTC 185

Ad03A24102 Aradu.A03 24102 p2 (TA)8 16 125222640 125222655 CCAATTTGCGGAAGCATTAT GAACTGCAAGAGTGCATAAAGAA 245

Ad03A24103 Aradu.A03 24103 c (A)10cgaaattaaaatttttttacagtgattgtgaagtgcacgaactacagagtacccttccacagcaacgtcttttctct(A)1097 125227338 125227434 AACGTGGTCACAATTTGCAG CATTGGTGTGTTTCTCTTTGG 278

Ad03A24116 Aradu.A03 24116 c (T)11ggtgggggtttcaaatt(A)1240 125255477 125255516 TATGCACTCGCACTTTCGAC TTTTTCAAATGTGAACCCTCA 167

Ad03A24117 Aradu.A03 24117 c (TGA)6caagtttgaagaactactgaacctgagagatgagagtctgatgatgttggccaccaacaacattgaaatctcacaaatt(GAC)5112 125257884 125257995 ACGTGGCATTTTAGGGTTCA CTGCAATGGCTAACGACAAA 266

Ad03A24120 Aradu.A03 24120 p3 (AGC)5 15 125259887 125259901 CAATTGGTGGCTTGTGTCAG AAGTGGAGGGGTGTTCATCA 116

Ad03A24121 Aradu.A03 24121 c (CA)7atcatcaacatttaaagcaaatactccggccataaaatccaaacttgac(A)1174 125262816 125262889 TCAATGCAACAGGTACGGAA TGAAAGAAATTACGTGGTTGGA 233

Ad03A24122 Aradu.A03 24122 p3 (CTC)5 15 125263447 125263461 CATCGTTTTTCCCCTTTCAA GTTCCCCAACCCTAACCCTA 188

Ad03A24123 Aradu.A03 24123 p3 (ATA)5 15 125265131 125265145 AAAAATGATATCAGATAAGGAGAATTG AAGCTGACAAACTTGCGAAAC 238

Ad03A24138 Aradu.A03 24138 p2 (AT)8 16 125303210 125303225 CACCTGACACCATACGGACA CCACTATTCGGGAGGGTTTT 178

Ad03A24139 Aradu.A03 24139 p3 (AAT)12 36 125303953 125303988 AAAGTAACCGTGGCTCATCG CATGAACTCGGGGTGGATAC 126

Ad03A24143 Aradu.A03 24143 p6 (CCACCG)5 30 125317567 125317596 CCTCTGATTCACGCCTCTTC CAGTTTGGCTTGGGACAGTT 142

Ad03A24144 Aradu.A03 24144 p2 (AG)6 12 125317969 125317980 CAACACCACCATTCACCAAA AGGGAAAGGAAGACCGAGAA 251

Ad03A24146 Aradu.A03 24146 p3 (AAC)5 15 125319300 125319314 TCATCTCCTTTGGCTTCGAT ACATGACAGAGCACAATGGC 224

Ad03A24147 Aradu.A03 24147 p3 (TAA)6 18 125321596 125321613 AGTTAGTTACCCTCTTTGTGAATTTT TTTGACAAAATTATAAGGATCCACAG 221

Ad03A24152 Aradu.A03 24152 c (A)12tcgctttgtttc(T)1438 125334294 125334331 AAATCCAGGCCCAAGTATCC CATATATTTCGCCCCCTTGA 176

Ad03A24153 Aradu.A03 24153 p2 (TA)6 12 125334871 125334882 GCCACAAAACTCACCAACCT GTCAGCACGGCCATTCTAGT 245

Ad03A24161 Aradu.A03 24161 p2 (TA)8 16 125361973 125361988 TGAGCGTCAAGCATAATGACA GAGAGCGACACGAATGATGA 248

Ad03A24162 Aradu.A03 24162 p3 (CAA)7 21 125365409 125365429 TTCAGCCTCAATGTTCAGCA CACCATTTACCTTGTCGGCT 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A24163 Aradu.A03 24163 p2 (AT)6 12 125366830 125366841 TTGTTTAGCACATCCATCGC AACCACACAATGTATTTTGGTGAC 261

Ad03A24165 Aradu.A03 24165 p2 (TA)6 12 125372666 125372677 CCATAGCAATTATTAATGTTAAATCG GGCATAAAAAGAGCCAAGAAAA 189

Ad03A24173 Aradu.A03 24173 p3 (ACA)5 15 125386951 125386965 CCCACAGCATAAGCACACAG CGATTGACACTTTTTGCCCT 257

Ad03A24174 Aradu.A03 24174 p3 (GCG)6 18 125387521 125387538 CCAAATTTCTCGGAACCAAA CACGCAGTCTCTCTGCACTC 179

Ad03A24178 Aradu.A03 24178 p2 (TC)7 14 125403538 125403551 TGCTTGCTGAAACAAGTGCT GCGCAAAAGTAGCAGGATTC 266

Ad03A24179 Aradu.A03 24179 p2 (TC)9 18 125403711 125403728 TGCTTGCTGAAACAAGTGCT GCGCAAAAGTAGCAGGATTC 266

Ad03A24181 Aradu.A03 24181 p2 (AT)7 14 125405994 125406007 TCAAGGCTTTCCACACATCA TTCAAAACCTGGGTAGCAGC 234

Ad03A24182 Aradu.A03 24182 p2 (AT)6 12 125407261 125407272 TTTATCATGATCTACCTTTATTCGTC CGTCTCAAAACAAAAATAAAAATGC 273

Ad03A24186 Aradu.A03 24186 p3 (AAG)5 15 125419078 125419092 ACGGCCACGTTTAGATTTTG TTCTGTGCGGTTGTTCTTTG 242

Ad03A24192 Aradu.A03 24192 p2 (GA)6 12 125428640 125428651 CCAGTTGGATTCGCTCATTT TGACTCTTGCCACTCACTGC 171

Ad03A24193 Aradu.A03 24193 p3 (AAT)20 60 125429963 125430022 CAGGAAAGAGCCAGGTAAACA TGGCAAAATTGAATGAATCG 275

Ad03A24196 Aradu.A03 24196 c (A)11gtagtaataccaatgtaatctgtatttaaattc(TAA)868 125437575 125437642 ACCAAAACATATCCCGACCA TGTCGGATGATGGAAATGAA 214

Ad03A24197 Aradu.A03 24197 p3 (ATA)5 15 125439409 125439423 TAATGCATGCGGTTTCAATC TGGAGATGGGATCACACAAA 242

Ad03A24198 Aradu.A03 24198 p5 (AAATA)5 25 125440959 125440983 CACTTCCAGCCCTAATTGGA AGCTCCCTTTAACCCAACAG 280

Ad03A24199 Aradu.A03 24199 p2 (AT)8 16 125442062 125442077 CCTGTACTCGATCTGCCAAA CGTCACAGCAACAATAATCAA 280

Ad03A24200 Aradu.A03 24200 p2 (TA)6 12 125442322 125442333 ATTTTCCCCTCCCCACAATA TTCCCACATGGATAGAATTTCA 196

Ad03A24201 Aradu.A03 24201 p4 (TTTA)7 28 125442759 125442786 CATTTGGAACGGACTAGGGA GCCTTGTGCTTACAATTTTGG 229

Ad03A24202 Aradu.A03 24202 c (TA)6(TG)6 24 125442898 125442921 TCGACGACCAAAATTGTAAGC GTGGGGAACTGGGGATAGTT 222

Ad03A24205 Aradu.A03 24205 p2 (GA)7 14 125444193 125444206 CAATGTATTTTATCCTCCGATCA ACCAAGTCAGCGCTTCAAAT 188

Ad03A24207 Aradu.A03 24207 p2 (TA)6 12 125444847 125444858 TCACCCCAGCACAACACTAA TCGAGTTATCAATTCACAATCACC 217

Ad03A24208 Aradu.A03 24208 p2 (AG)6 12 125445329 125445340 CGCCTGTGATGAACTCAATG TTAATTCCAACGCCTGAAGC 225

Ad03A24209 Aradu.A03 24209 p3 (TGG)5 15 125446371 125446385 CAGAACAAAAATAACAATTCATCCA TCGTCCTCTCCTCGTCATCT 220

Ad03A24217 Aradu.A03 24217 p3 (TTG)8 24 125479106 125479129 TGTGACATTATGCGTCCTGAA CGATTTCAACTCGGAGATCAT 239

Ad03A24219 Aradu.A03 24219 c (TAA)8tattaatagtatat(TAA)5c(AAT)878 125483578 125483655 AATTCACCGTCCGAAACAAC AGAATCAGCATTCAGCCGTT 264

Ad03A24223 Aradu.A03 24223 c (GT)19a(TG)23 85 125495397 125495481 TGTATCTTCCCAAACAACGC GTCTGGGATTGCTTGCATTT 233

Ad03A24225 Aradu.A03 24225 c (A)10tttacaatt(A)1029 125499139 125499167 TGCAAATCGTTGTGCATAGTC CCCTTCTCATTTATCGCCAA 278

Ad03A24226 Aradu.A03 24226 p2 (AT)6 12 125499463 125499474 TTTCGGACACCAAATGACAA TTGATGGGTCAATTTTATTTCTG 273

Ad03A24228 Aradu.A03 24228 c (A)11cttagc(A)13 30 125504035 125504064 TCAAACTCTGAAGGATCAATGC GTACACAAAATTGCGCTGGA 195

Ad03A24229 Aradu.A03 24229 c (AAC)5(AAT)7 36 125505612 125505647 GCACCATTACACCAAGGGTT AACTGAAACGCGAACTCGAT 234

Ad03A24234 Aradu.A03 24234 p3 (GAA)5 15 125526595 125526609 CCCAGTCGTATGACCAATCA AAAGGTTGGGTTGTTTGCAC 186

Ad03A24235 Aradu.A03 24235 p3 (CAA)5 15 125528067 125528081 GCACCACCACCTCATTTCTT CAGCGACTGTTGAGTGTCGT 248

Ad03A24236 Aradu.A03 24236 c (AG)6gaaggagttggcagagttgacggactctgacggtagcgacaagttcagaaaatggaag(GA)682 125528596 125528677 ACATCACGCAACCATTTGAA CCACCACCACTAACCCCATA 168

Ad03A24243 Aradu.A03 24243 p3 (ATG)8 24 125538856 125538879 GCTTTGAAGGGGAAATGGTT TTGGAGCACACATTCAAAGC 187

Ad03A24248 Aradu.A03 24248 p3 (TCC)8 24 125571341 125571364 CATTTTTGTAGTGAAATTTTGGTG CGAAATTTTTAACCGTGACACA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A24255 Aradu.A03 24255 p2 (GA)6 12 125585316 125585327 GCATAGCGTCCATAGCTTCC GCTACACGCCACTCTAAGGG 156

Ad03A24257 Aradu.A03 24257 p2 (TA)6 12 125586759 125586770 TCACGAAAGAGAACCACATGTAT CGGTGTCGTCATAGGATTAAAA 280

Ad03A24261 Aradu.A03 24261 p2 (AT)6 12 125600458 125600469 TTTATTCGGTATTTCTCGTCACA GGCAAGTGTATATAGGCATCATAGC 210

Ad03A24265 Aradu.A03 24265 p3 (ATA)13 39 125613063 125613101 TTCCCCCTCTCTCTCAAACA CCATCTCAATCAGTGCCAAA 252

Ad03A24266 Aradu.A03 24266 p2 (TA)6 12 125613727 125613738 GATGCTGCCTGCTATACCCT GTTTTGATGCAACCCCACTT 246

Ad03A24267 Aradu.A03 24267 c (T)11(A)11 22 125613925 125613946 AAACTGTGCAACCAAATCCC GACCCTAAGTTGGAGGGAGC 187

Ad03A24270 Aradu.A03 24270 c (A)10tacattgaatattgttcgctggtcggtgttgaaaatgg(A)1159 125620394 125620452 CCTTCTACGCCAGGGTAACA TGCACAATTCGGATTGATTT 252

Ad03A24271 Aradu.A03 24271 p3 (ACA)7 21 125623424 125623444 CTTGTTGAAAGCCACGATCA ATGTAGCCGACCCACGTAGT 266

Ad03A24280 Aradu.A03 24280 p3 (TAA)5 15 125657345 125657359 TGGTGGAAGGAGAAAAGACG TTATCGTCATCACAATCGTCG 238

Ad03A24281 Aradu.A03 24281 p3 (TTG)5 15 125660626 125660640 AACATCCAGTCAGGAGGGTG TGTCCAGGACCCCATATGTT 270

Ad03A24283 Aradu.A03 24283 p3 (CTT)6 18 125664330 125664347 CCACACTTTCAAGTTGCTGC TGTGTTGAAGCCGAAGAGTG 150

Ad03A24287 Aradu.A03 24287 p2 (AT)11 22 125671969 125671990 GCCTCAATTAGGAGGCATCA CATGCATTTGTGCCCTTACA 189

Ad03A24289 Aradu.A03 24289 p2 (AT)7 14 125676872 125676885 CAGTTGGATCGAACAAACGAT TCCTCCTTTTTCTTCTGGCA 279

Ad03A24296 Aradu.A03 24296 p3 (AAT)6 18 125695072 125695089 AAGCTGGTAAAGGAGTGCGA CTGAGGGTTTGAAGTGCCAT 236

Ad03A24297 Aradu.A03 24297 p3 (AAT)6 18 125695369 125695386 AAATGGCAGCAAAGTGATCC GGAATCTATTTTCTTTAAAATCCTTCG 112

Ad03A24298 Aradu.A03 24298 p3 (TTA)7 21 125695584 125695604 CGAAGGATTTTAAAGAAAATAGATTCC ACAAGGTTTAGGGCATGTCG 258

Ad03A24299 Aradu.A03 24299 p3 (CTT)6 18 125696340 125696357 ACTCCAAAGCCCTTCTCCAT AGTGCAGCCTTCCCTTTGTA 270

Ad03A24300 Aradu.A03 24300 p2 (TC)9 18 125697592 125697609 TGCAGTTATGTTTGCTCCGA TTCAGCTGCCATAGGTTTCC 219

Ad03A24302 Aradu.A03 24302 c (TA)7aaagctagtaaaaggaattaataagcaaggtttaaattatatataaatcaaaattgcggagactcacattatataagcaccatagtcaaggaatgacat(A)15128 125702439 125702566 TGCAAATCAAAAATAAATTAAACCA TGATTCCAGTCCAAGTTCACC 267

Ad03A24307 Aradu.A03 24307 p2 (AT)8 16 125705702 125705717 CGAAAATGCATAACATAGCTCA TGTGGATTGGAAGATTTGGT 268

Ad03A24308 Aradu.A03 24308 p3 (TCA)7 21 125706054 125706074 GGGAATGGGAAAATTGGAAG ATTGATGCCTTCTTTGGTGG 151

Ad03A24309 Aradu.A03 24309 p3 (TAA)5 15 125707823 125707837 ATCCTCGTCCTTGTCCTCCT TGGAGGTTGAGATCATGGAA 152

Ad03A24311 Aradu.A03 24311 p3 (ATA)5 15 125709263 125709277 TCACCAAAAATTCAAACACCA TCAACCTTTTTAAGTGGGTCTTTT 243

Ad03A24315 Aradu.A03 24315 p4 (TTTA)5 20 125718111 125718130 TGACACACAACAATAACAAAGCA TCAGAGTCTCATACTAATAACGTGTTG 256

Ad03A24316 Aradu.A03 24316 p3 (AAT)15 45 125719188 125719232 TTGGCCATTTGATCATGTAA TGCACTATCTGCAAGGCAAA 237

Ad03A24317 Aradu.A03 24317 p3 (AAC)6 18 125729420 125729437 GAGTTTGGTTTTGCATTTGTAGA TCCCCACCTGGTGAAATAAG 155

Ad03A24319 Aradu.A03 24319 p3 (TAA)7 21 125741872 125741892 TCCACGCACATTCTTTGGTA TGCTAAACAACACTTCTTCGGA 202

Ad03A24320 Aradu.A03 24320 p3 (ACT)8 24 125745971 125745994 TGGCATTGCATTCATCAGTT TGCAGACTCAGTAGGAGCCA 215

Ad03A24324 Aradu.A03 24324 c (A)10ttttaataattt(A)1032 125753331 125753362 TTTTAGATTGGGTGCGATGG GAGTGGTACCTATAACGAACTCCAA 274

Ad03A24335 Aradu.A03 24335 p2 (TA)7 14 125800586 125800599 CCAATGAGAAGAGCACCGAT GCGCTTTCCATCTCAAAGTT 237

Ad03A24338 Aradu.A03 24338 p3 (ATA)6 18 125803836 125803853 CTTTTTCTTCTCCATTAGTAGGAATTA CCAATCCAATGAAATTTTGACA 269

Ad03A24339 Aradu.A03 24339 p3 (TAT)5 15 125804057 125804071 CGCTCCAATGCTTCAAAGTC TCAAAACAAATCAAACCGCA 136

Ad03A24350 Aradu.A03 24350 p3 (CTC)8 24 125835805 125835828 CGTGCTCTCACTCACCGTTA TGAAGATGAAACACGCGAAG 138

Ad03A24351 Aradu.A03 24351 c (A)10ggagaagaaatttcaataaaaaaaagaagtaagaagaggaagaggaggaagaggtggtgttaatgacgacgataacgaaacaaaaaaattata(AAG)5aggcatggaga(AAG)5144 125836710 125836853 CAACGAGATAACTGATGATGAAGG TTTTTCTGTGCTTTTTATCCTCC 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A24352 Aradu.A03 24352 p2 (AT)9 18 125838027 125838044 GGTTTAATTATTCTGTCGGTCTCT TGGTTTAATGATTTTGTCAATTTCTG 262

Ad03A24353 Aradu.A03 24353 p2 (AT)8 16 125844467 125844482 CTCATGCCGATAACGTGTTG CGGGACAAATAAAATATACACAAACA 255

Ad03A24356 Aradu.A03 24356 c (A)10ttagtagccaacaattctaagtttatatatgtattcgtaatttatttaa(T)1069 125851803 125851871 TCCATTCGTCAACGACAAAC TTGTTAGAAGGTGCATTTGGG 212

Ad03A24360 Aradu.A03 24360 p4 (TAAT)5 20 125854812 125854831 AAGCACGTGGCCACTAAATC ACGCATGTGACAACATCTGC 251

Ad03A24362 Aradu.A03 24362 p2 (TC)6 12 125858967 125858978 TAACCAGCATGGCAAATTGA CACCCTCCTCCATGCTTTTA 107

Ad03A24363 Aradu.A03 24363 c (TGA)7tgtggagtggtttgaaaaagctgtgcaacttctgttggcctggcagtg(GCA)7ttatttgatggtgatggaaacagtgttctgctgttattgttgttgttttgatgagtggatagaggactgtcaatggctga(AGT)6188 125859129 125859316 CATGTTGCTCAAGCTCTCTTC AGCAGCAACAGGAGTGACAA 279

Ad03A24364 Aradu.A03 24364 p4 (AGAA)6 24 125860232 125860255 TGATGATGATGTGGGGTTTG TTCAAACATATCCCCTTCTCTCTT 219

Ad03A24366 Aradu.A03 24366 p2 (TG)6 12 125861373 125861384 GAAGCTCTTTCGCATCAACC TTTGATTTCCACCCCTCATC 270

Ad03A24367 Aradu.A03 24367 p2 (AT)8 16 125861492 125861507 GGAGCTGGTTTTGTTTGTCC TGAGCAAGCATGAGAATAGCA 234

Ad03A24372 Aradu.A03 24372 p2 (TA)8 16 125866529 125866544 AGTGGTAACGCTTTTCTTTTTCT TCCAGAATCTTTTAGACTTTGCTTT 279

Ad03A24373 Aradu.A03 24373 p3 (TCT)6 18 125868057 125868074 CCTGCACGTTCTTCTTCCTC TTTCTCCTCCTCATCTTCTGC 204

Ad03A24377 Aradu.A03 24377 p2 (AG)10 20 125887794 125887813 CCTTCATTGCCCAAGTTCAT TAGAAACCACACCACCGTCA 224

Ad03A24378 Aradu.A03 24378 c (A)10tttttgttttgttgatgaattagacaatttcaatcctaagttacacattcacacacccactcacacacactaacctagccattgttattgtcc(T)10113 125888824 125888936 TGATTTTCACAAACTCAAGTGAA AGAGAAAAGCCCAGTCCAAA 274

Ad03A24379 Aradu.A03 24379 p3 (AAT)8 24 125889616 125889639 GCGCCTACTCCAAGAACTAGA TCGTCATGAATTTGAACATCTTT 279

Ad03A24390 Aradu.A03 24390 p2 (AT)6 12 125913720 125913731 TGCCAATCGTTACCAACAAA TGGCACATATGCCCTTTTCT 235

Ad03A24392 Aradu.A03 24392 c (T)10cattttgtcaaagctatcatgtgaatcatgtctctcatattgcaacaatttgaaatgtgatggt(TA)992 125917570 125917661 TTTTGCCATCAAAATAAATTAGC TCCCTTCGTTGAGAAACACA 261

Ad03A24394 Aradu.A03 24394 p3 (TTA)5 15 125920614 125920628 TCCGCATAATTGAACCTTCTC ACATCCGCATATTCAATCCG 270

Ad03A24397 Aradu.A03 24397 p4 (ATTA)5 20 125928445 125928464 CACTTCCTCCGACTACGCTC CCTACACCCACTGCACTCCT 241

Ad03A24398 Aradu.A03 24398 p2 (GA)6 12 125928904 125928915 TCTGTCCAAAAATTAAGGTTTATTCC AAGGAAAAGCCAAACGAAAA 272

Ad03A24400 Aradu.A03 24400 c (T)11cttgtagtatattttggagacacagtacccaaattctgttattagtggtttttcaaattttg(TA)991 125931111 125931201 CGCAAATATATCATATCTCGAGTG TGAGAAAAGGGTTTGTGGTTG 267

Ad03A24401 Aradu.A03 24401 p3 (ATG)5 15 125931975 125931989 GGGGTAATGAGGGGTTACCT GCTTGGGTTTTGATCTGGAA 211

Ad03A24406 Aradu.A03 24406 p3 (TAA)5 15 125951923 125951937 TCAGAGACCATTTTGTCTCCCT GAACGGAAGATGGATTGGAG 270

Ad03A24413 Aradu.A03 24413 p2 (CT)6 12 125955340 125955351 GTGAAAAGGAGGGTAAGGGG CCACATTTTTAGATGGCTTGC 267

Ad03A24414 Aradu.A03 24414 p2 (TC)6 12 125956385 125956396 GAAATTGACCAGCCGATGAT GGAGCTGGTGGTGTAGTGGT 258

Ad03A24416 Aradu.A03 24416 p3 (TTA)7 21 125960205 125960225 CAAGTTCGTTCTCTCGGTTGA GCATGCTTTGAGTATTGCACA 134

Ad03A24417 Aradu.A03 24417 p3 (AAT)9 27 125960947 125960973 TCCGTGCAGCATCTGTAGTT ACCAGTTGACCTTGATTCGG 221

Ad03A24423 Aradu.A03 24423 c* (A)10(AT)8* 25 125966834 125966858 CGACGGTATTGAAAGAAGAGAAG TCGATTAAACCGTATTATTTTTGTCA 224

Ad03A24425 Aradu.A03 24425 p2 (TA)8 16 125981292 125981307 TTGATTCAACAAAAATTTGAAAAGA AAGTTCGGCATCCACTCAGA 271

Ad03A24426 Aradu.A03 24426 c (TTA)8ttcaaatggaaaataccttgctatcaaagaggccaag(AGA)679 125987219 125987297 GCAAATGAAAAGGTGTTCCC ATGGCTTGTGCCTCTTTGAT 237

Ad03A24427 Aradu.A03 24427 c (T)10aaattttatctccctccaa(T)1039 125987903 125987941 TTATGCGGTGATGATGATGG TCATGTTCCACCACTGTCAAG 257

Ad03A24432 Aradu.A03 24432 p2 (AC)7 14 125999142 125999155 GTCACGGCTTTTATGCGTTT GGGGGTTGTCAACAATGAAA 204

Ad03A24433 Aradu.A03 24433 p2 (AG)7 14 125999324 125999337 TTTCATTGTTGACAACCCCC TTTTCCTTTCTCCCTCCTCC 230

Ad03A24435 Aradu.A03 24435 p2 (TC)6 12 126006901 126006912 GGAGTCAGAATTCGCAGAGC TTCACGCAGATTTCAGTTGC 157

Ad03A24437 Aradu.A03 24437 p3 (TTA)5 15 126010613 126010627 TTCAATAAAACTGCTGGCCC TTCACGTGTTACTTTTTCAATTGTT 271
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Ad03A24438 Aradu.A03 24438 c (A)10taattaaacagcataagcttaaaagttaaaaccatgatatattatg(ATC)674 126012538 126012611 TCAATAAACACATTAACGCATAGTG TTTTGGAAGGTTTAGCAAGCA 188

Ad03A24440 Aradu.A03 24440 p3 (GCA)7 21 126017259 126017279 TATGGGCATGGCCACTTTTA TGCCCCTCTATGCAGAAACT 177

Ad03A24441 Aradu.A03 24441 p3 (CCT)5 15 126018168 126018182 GCTTTGATCCTCAGGGTTGA TTTGCTTCTCCAATGGCTCT 205

Ad03A24444 Aradu.A03 24444 p3 (TAA)5 15 126022731 126022745 TTCCGTTGTGATTTTCATTTTG TGTTTTTCCTGTGAGCTGGA 186

Ad03A24446 Aradu.A03 24446 p2 (AC)11 22 126028514 126028535 TGTTCAGCTACGGGACACAG ATTTCCCTACCTTCTCCCCA 278

Ad03A24447 Aradu.A03 24447 p2 (TA)6 12 126033292 126033303 TCGAAGAGAATGAGCGGTTT CAGGTACCATTTTGTCAGCG 240

Ad03A24448 Aradu.A03 24448 p3 (TCT)6 18 126033566 126033583 TTCTTCTTCCCACCACCAAC TGTACTCTCTTGCGTCACCG 109

Ad03A24449 Aradu.A03 24449 p3 (AAG)11 33 126034072 126034104 AAGCCACAACAACACCAACA CAAACCCCTTCTCCTCTTCC 279

Ad03A24452 Aradu.A03 24452 c (T)10gtaaaaattatagttcttttcttctgactagggacaacaatgcttctggcttttc(T)1479 126043875 126043953 AGATCAATCCACAACAAGGG CTGCCAAATCGATCGAAAAT 209

Ad03A24455 Aradu.A03 24455 p3 (GAT)5 15 126049977 126049991 AGGCAGCTTGAGGAAGAGTG TAACCACCAACATTCCGACA 262

Ad03A24456 Aradu.A03 24456 p3 (ATT)8 24 126050197 126050220 CTCCAATTTTTGGTCAAGCC TCCACCACAAAAAGAAGGGT 279

Ad03A24459 Aradu.A03 24459 p2 (TA)10 20 126051393 126051412 AGGAATAACAAATTCCTAAACACAA AACAAATGTAACCCCACCCC 272

Ad03A24462 Aradu.A03 24462 c (T)11gt(A)14 27 126054686 126054712 AAAATCGTCGGTAAATCCCA GAGACGGATTGGAAAAAGGG 276

Ad03A24465 Aradu.A03 24465 p2 (TA)9 18 126059325 126059342 TGATATTGATGAAAAGATTTGCAATAG TGTGTGATTTGCACAACAAAAAT 202

Ad03A24467 Aradu.A03 24467 p2 (TA)10 20 126065260 126065279 TGCACTTGTAAGGTTGTGGAA AAACACTAGGGTGCGTGTCA 276

Ad03A24469 Aradu.A03 24469 p2 (AT)7 14 126066063 126066076 TGCCTTATGGATAGCGTTTT TCATGAAGCTGTTCTTCATTGC 276

Ad03A24472 Aradu.A03 24472 p3 (AAT)9 27 126073088 126073114 ATCGGCACATCATCACTCAA CGTGGCTAGGAACGAGCTAA 239

Ad03A24475 Aradu.A03 24475 c (T)11aagaaattaaaaataacgtttatattatttttagtataaaaaaaataacaatacatatacctctttttcggatagaag(A)1099 126090598 126090696 ATGGGCAACCGAAATTACAA AAAAGTGGCTCATGTCTGGC 262

Ad03A24477 Aradu.A03 24477 p2 (GA)7 14 126097051 126097064 CCTCATTCTTCGCTGGTGTT GAATGAGAAAGAAAGGGGGC 211

Ad03A24479 Aradu.A03 24479 p2 (AT)9 18 126100317 126100334 TAGAACCTAAGGCCCGGATT TGTCTATCATGGGTAGTCGGG 236

Ad03A24484 Aradu.A03 24484 c (CTTCCT)5ctttgaattcatcatcacttgtgtgaacctcttcctcttcctcctcttcttct(TCC)10113 126122356 126122468 CTTAGCCACTCCGAAATCGT TCCTTTGCCATGTGATCTGA 254

Ad03A24485 Aradu.A03 24485 c (T)10gggtagagttatcttatc(T)1038 126123191 126123228 CGCTCCATCAACAAAACCTT GATGGCCCCCTAGACTTTTC 251

Ad03A24488 Aradu.A03 24488 p3 (TTC)5 15 126127324 126127338 GCACAGAAGCTGGTGTGTGT CGTGTCGGTGTCAAACAAAG 259

Ad03A24491 Aradu.A03 24491 p2 (TA)7 14 126143626 126143639 CAGGAGGTGGTTGCACCTAT GAAACTGACGACTCGCAACA 136

Ad03A24493 Aradu.A03 24493 p3 (GCC)5 15 126156249 126156263 GGATAGGAGGTCGCTGTTGA GGTAGCTAGGGCACAACCAA 160

Ad03A24494 Aradu.A03 24494 p3 (ACA)5 15 126157570 126157584 CCCTGTTGCCTTTCACTTGT CATGAGGTGGTCAAACGAGA 255

Ad03A24498 Aradu.A03 24498 p3 (CTC)9 27 126171994 126172020 CCCATTTTTCTGTTGTCGCT CTTGGCAAAAATATCGGGAA 278

Ad03A24500 Aradu.A03 24500 p2 (TA)6 12 126186843 126186854 TTTGTGAGTAGTCCCATCGCT CTGGTTCCATTGTGTCCCTT 221

Ad03A24506 Aradu.A03 24506 p3 (ATC)5 15 126205088 126205102 CAACGATGATGGCAAAGAAA GAGGGTATTAAGCAGTCGTTGC 211

Ad03A24507 Aradu.A03 24507 p3 (AAC)7 21 126205402 126205422 TCATCCCAAGAGGGTACAGC ATTTGACTTCCATGCATCCC 252

Ad03A24508 Aradu.A03 24508 c (CTT)5tt(TCA)6 35 126206599 126206633 TTTCGGTGTATGTGTGCTGA GCAGCATTATGTGTTTCTTCTCC 234

Ad03A24509 Aradu.A03 24509 c (TCA)7tcgtcatcttttttttattca(T)1052 126207000 126207051 CCTCCTCCTCATCTTCGTCT TTTTCTCTAATGCTGCACTTTTT 280

Ad03A24514 Aradu.A03 24514 p2 (CT)15 30 126252041 126252070 CCGAGTTGCATGTATGAGGA TTGCTTAACCAAAAGCAACG 223

Ad03A24517 Aradu.A03 24517 p3 (ATT)5 15 126258760 126258774 CTTTGTGGCGTGACAACATC CAAAATTCTTGCTTGGAGGC 217
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Ad03A24518 Aradu.A03 24518 p4 (ATTT)5 20 126259328 126259347 TGGAGTAAATGGGGCGATAC CTACCACCTGCCAGAAAACC 184

Ad03A24519 Aradu.A03 24519 p2 (TA)7 14 126260275 126260288 TGTGCACTTTCATACGATAAAACTAA CATTGTAAATTGGATTTGGACG 279

Ad03A24521 Aradu.A03 24521 p3 (CAC)7 21 126262984 126263004 TACCCTTTTTCCTTCACCCC TTGCTGAAAATTGCTGCTGA 237

Ad03A24522 Aradu.A03 24522 p3 (AGA)11 33 126263575 126263607 AGAGAGGAGAAGCAGGGAGG GAGAGAAGGGGGACGCTATAC 254

Ad03A24524 Aradu.A03 24524 p4 (TTTA)5 20 126265085 126265104 TGCTAAACCGGGCATTTTAT TCACCTTTACAAAATCCCATAATC 269

Ad03A24525 Aradu.A03 24525 p3 (TTC)5 15 126272061 126272075 GAGGGAGAGCGACGTAAAAA GCGAAAAAGAAGACGCTTTG 231

Ad03A24528 Aradu.A03 24528 p3 (GAG)9 27 126289784 126289810 CGAGAAGATGAACGTGACCA ACCCCTCACTCGTTTGTCAT 197

Ad03A24534 Aradu.A03 24534 p3 (TTA)6 18 126297250 126297267 CAAGGCATTGATAGGAACATGA GCTGGAAACAACCACATCAA 132

Ad03A24535 Aradu.A03 24535 p3 (TGG)6 18 126297750 126297767 TTGGTGCTCGTGATCTGAAG GAGCCAAAGTACAAGCCCAA 205

Ad03A24536 Aradu.A03 24536 p2 (AT)6 12 126298336 126298347 TTAGGGTGTTGGTGTTGGTG CCCCTTTCAAGTTTCAACCC 277

Ad03A24537 Aradu.A03 24537 p3 (ATC)5 15 126300383 126300397 TGGACATTGATGGAGCAGTC GAGGGGTACGACAAAGCTGA 253

Ad03A24541 Aradu.A03 24541 p2 (AG)7 14 126316697 126316710 CACTGACACACCCAAAATGC TCCACCCACATTTCCAATTT 240

Ad03A24543 Aradu.A03 24543 p2 (AT)6 12 126317131 126317142 CAGCATCCACCTAAAGGCAT GGGGGATCCATCAATTTATTTT 277

Ad03A24555 Aradu.A03 24555 p3 (ATT)5 15 126330173 126330187 CCAACCGGCAAGAATCTTTA GCATTTCACAGGAGAGGAGAA 252

Ad03A24559 Aradu.A03 24559 p2 (TC)6 12 126339081 126339092 CAATTTGTGAGACTTCATTGGAA GTGTTGATGGGTGGTGATGA 272

Ad03A24560 Aradu.A03 24560 c (T)12caaaatatatccaaatatggtaagta(T)1048 126339972 126340019 GACCTGTTCGAGGAGAAAACA ATGGCTCCACACTCAAGTCC 164

Ad03A24565 Aradu.A03 24565 p3 (ATC)8 24 126346960 126346983 TCCCTCCTCCTCATCTTCTG TCATCTTCCAAGTAATTTTGTAGCA 206

Ad03A24566 Aradu.A03 24566 p3 (TCT)5 15 126347437 126347451 TCCTCCTCATTTCCTGATGC TGAAGCATGTGTTTCTTCTTCTTC 174

Ad03A24567 Aradu.A03 24567 p3 (GAG)5 15 126348017 126348031 CGCGAAGAAAAATGAGGAGA GCGTGAAATCACGTTCCTCT 106

Ad03A24570 Aradu.A03 24570 p2 (CT)6 12 126355339 126355350 CTCATCCCGTTACCGTCATT CGTCATATTTAAAATTACCGCCA 198

Ad03A24576 Aradu.A03 24576 p3 (TTA)14 42 126391360 126391401 CTTGAGCTTCGTCAAGGTCC TGATGATCTACCGAGTTGGAAA 150

Ad03A24577 Aradu.A03 24577 c (T)10ctctgaattttctatttctgattttc(T)1349 126392116 126392164 CAATTGATTTCACTAACCAAGTTGA TGCAAATCGAAAATCTGAAGAG 231

Ad03A24582 Aradu.A03 24582 p4 (AAAG)6 24 126400666 126400689 GTGGGCATGCACTTTTCTTT GATCAAGCCCTATACCGCAA 252

Ad03A24583 Aradu.A03 24583 p3 (TTA)11 33 126401443 126401475 TCCCCCTCTTTATTAACAGATAATGT TTGGCATCATCCTGGAATCT 272

Ad03A24584 Aradu.A03 24584 p4 (TTAT)5 20 126402195 126402214 CTCTTTTAAGTTTATTTGAATTTTTGC TGATTACATCTGAATTTTCACCCA 262

Ad03A24588 Aradu.A03 24588 p3 (ATA)5 15 126405819 126405833 GTGGCTAGTGAGTGAGGGGA ATCTGGGAACCAGTCACCTG 208

Ad03A24590 Aradu.A03 24590 p2 (TA)6 12 126406129 126406140 CATACATAAATTTTGATTTTGAGCA CAGAAATGTAATTGACAAACAAAAA 279

Ad03A24595 Aradu.A03 24595 p2 (AT)6 12 126445689 126445700 TCCCATTAATTAGCTTCCCAAA CGTCTGTGATAGAGTTGCAGATG 157

Ad03A24599 Aradu.A03 24599 p3 (CCA)5 15 126450014 126450028 AACCTGGAACCTGATCATCG GAAGATGGAGGAGGAGGAGG 150

Ad03A24600 Aradu.A03 24600 p2 (AT)10 20 126450464 126450483 CAGTTCATTGTGGGGTTCCT AACAGAACAAGGGGTTGCAG 140

Ad03A24602 Aradu.A03 24602 p3 (ATT)5 15 126451106 126451120 CTGCATTTTCGTGTGATCGT GGGAAGCAGAACGGAATCTT 220

Ad03A24605 Aradu.A03 24605 c (A)11gctcatcttttatcacttgttttatg(T)1047 126457897 126457943 AAATTGATAATCGAGTGACTGGAAG TGTGACAGTTTGGTTGACCG 250

Ad03A24608 Aradu.A03 24608 p3 (CTC)9 27 126460938 126460964 ACTTGAGGTTTGCCGACTTG AATCACAATGGGCTGAGAGG 206

Ad03A24609 Aradu.A03 24609 p2 (TA)6 12 126469410 126469421 CAGTCCACATTCTGCGCTAA CCAATCACCAACGCACTAAA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A24610 Aradu.A03 24610 p2 (GA)6 12 126469992 126470003 CTAACCTCCAAATCGACCCA CTCAGGCACAAATTCAGCAA 180

Ad03A24612 Aradu.A03 24612 p3 (CAT)5 15 126470944 126470958 CACCTGTGCTACTGTGGTGC AATGCAGGAGGTAGAGGCAA 249

Ad03A24613 Aradu.A03 24613 p3 (ATT)9 27 126471334 126471360 AAACAGTGTGGTGGTGGTGA ATGATTGCAAGGTTGTTCCC 215

Ad03A24614 Aradu.A03 24614 p2 (AT)6 12 126471713 126471724 CCTCGTTATTCTCGGGTCAA TGTGCAAGAGGTCACTGGAG 256

Ad03A24615 Aradu.A03 24615 p3 (GTT)5 15 126471884 126471898 CTCCAGTGACCTCTTGCACA TAGCAGCGAAGATAATGGGG 117

Ad03A24616 Aradu.A03 24616 p2 (TC)6 12 126472539 126472550 CCCACACGGATTCTTCAGAG CAAGTTAGCAGGAAGCAGCC 280

Ad03A24619 Aradu.A03 24619 p2 (AT)6 12 126474697 126474708 AGGCAGGCCAGGCTAGATTA TTTGGAAAATGGTGATGCAA 207

Ad03A24620 Aradu.A03 24620 p3 (AAT)6 18 126475655 126475672 AGCGACGATTCTGAAGCTCT AAGATCGAAGGAGTATGAATTATGAAA 101

Ad03A24627 Aradu.A03 24627 p2 (AT)12 24 126480864 126480887 TACAGGGATGAAGACGAGGG GGGTGGTTGCAGAGAGGTTA 227

Ad03A24633 Aradu.A03 24633 c (TTA)7ggtgcatattatgaagaatattgagaaaacaattttcaatttggctggta(ATTT)695 126488682 126488776 GTTCAAGCTCCTTCTGCCAC TGATCCAAAACAAAGCATGG 180

Ad03A24638 Aradu.A03 24638 c (A)10ggctaagtgcataacatgtaatattttatcgattcctttgggctatttgaaccataaaatgctaggacaacctgtgtattcc(T)12104 126501942 126502045 TTGTGGAAATATTTTCCCTTTGA CCATGCGTATAATCACGCTC 258

Ad03A24641 Aradu.A03 24641 p2 (TA)10 20 126513450 126513469 TTCATTTGCACGTTGTGGTT GATATGGGCGATGACAATCC 182

Ad03A24643 Aradu.A03 24643 c (A)10ggacaaaatg(A)1131 126516020 126516050 TGACATTGCTAACTGTAAGGGAAA GATGTTGGAGTAAATCACAGGTTG 263

Ad03A24644 Aradu.A03 24644 p2 (TA)6 12 126516943 126516954 TTGAAATTGCAAAACTTAAACCAA CGGATTAGAGTACGTAATTCGGATA 248

Ad03A24647 Aradu.A03 24647 p2 (AT)6 12 126526142 126526153 TCAGACAAGAATTTGACACCAA GGGGCTGATACTTTCCTTCA 247

Ad03A24651 Aradu.A03 24651 c (ACC)5actagaacagaagtctacacccaaccaga(ACC)9aatatcattatggtcatcatcatcttcatcagaactttctccaaaatcaaccagaagtccaagccgaacaagaac(CCA)6ttatcatcatgatcatt(ATC)5196 126538570 126538765 ACTCTTCTCCCTTCACCCCA TCAAAGTGCATGTTGCTTGAA 249

Ad03A24655 Aradu.A03 24655 c (TTTC)6ttcttctctttttatggctgatgttgattaattc(A)1169 126548438 126548506 TCGGACAAATAGCTTCATGC TGATTTACGTGATCGTTGCC 238

Ad03A24656 Aradu.A03 24656 p2 (AT)6 12 126549535 126549546 TGTGACTTGTTTTTGAGAGGCA GAAGCGCCCATCTCAAATC 277

Ad03A24659 Aradu.A03 24659 c (GAG)5aaacgcc(A)1032 126554008 126554039 TGAAGATGAAACACGCGAAG TCACCCACAAAAGCGTGTTA 201

Ad03A24662 Aradu.A03 24662 p2 (TC)8 16 126559657 126559672 TCTAGCATGCTGAGGTGTGG CTGACGAGCTTCCATCATCA 263

Ad03A24663 Aradu.A03 24663 p2 (AT)6 12 126560374 126560385 TCCCAAACACTACATGTCATCA AAATTTGTTCTCTTATCTCCCCAA 278

Ad03A24666 Aradu.A03 24666 p3 (ATA)5 15 126567033 126567047 CCCGTTTTTCTTTTCCCTTT CGCCATTTTGAGCCTTACAG 270

Ad03A24667 Aradu.A03 24667 p2 (AT)6 12 126572346 126572357 TGTGTGGAAGAGCTCAGGAA TCGATGGGTACGATTTGTGA 119

Ad03A24677 Aradu.A03 24677 p3 (AAG)5 15 126601789 126601803 AAAACAAGAAGAAACTTGAGATGG CCTCCTTGTCTTTTGCTGCT 101

Ad03A24678 Aradu.A03 24678 c (A)10tgaataagaaa(AAG)536 126602079 126602114 CCGAAACTTAACTACAAAAGCACA AGCGTCAGGCCATGATAAAT 235

Ad03A24679 Aradu.A03 24679 p3 (ATA)5 15 126602522 126602536 TGCGACACGTAAATGAGCAC CTCCTCCTCCTTTTCCATCA 220

Ad03A24683 Aradu.A03 24683 c (AAT)6gataataatg(ATA)543 126608972 126609014 ATATTTTGCACCGGGTATGC TTGGATGCATCTTAGTTGGTT 211

Ad03A24688 Aradu.A03 24688 p2 (TA)6 12 126622679 126622690 CTGATGAAGCAAAAAGGGGA CGACTTCGAATTTCTGTATCTTTG 247

Ad03A24689 Aradu.A03 24689 p3 (AGT)5 15 126625686 126625700 TGCCTTCCAAAGCTGGTAAC AAGAAGGGCATGAAGCTGAA 276

Ad03A24693 Aradu.A03 24693 c (T)12attttttcttttttttcctcttctttc(T)10ccaaaattcgttcaagtaattcttcttattcccttcttcttctcctcccccttcttctttcctaatgttacgtc(T)10133 126645666 126645798 GCAATGGAAGAGTGGAGGAA TTGGTGTTATTGGTGATGACG 274

Ad03A24709 Aradu.A03 24709 c (TA)10caca(T)11 35 126684626 126684660 GCAAATCTGCTCTTGCTGGT GGAGCTCAAAAGCTCCAAAA 273

Ad03A24711 Aradu.A03 24711 p3 (ATA)6 18 126688320 126688337 GTAAAAATTGGGGTCTGGCA AACTGTGGCGTTCCAATTTC 211

Ad03A24713 Aradu.A03 24713 c (A)10tatttattttttaaatctcttgtttttgtttttgttttttatattgatag(T)1171 126689053 126689123 AGCCTCATGCATTTGGATTC GGCATTATTATTAACGACCGTTTT 197

Ad03A24718 Aradu.A03 24718 p2 (TA)7 14 126693694 126693707 CCCATGTAGTTCGACGTGAC GCCATTTCACCTCTTTGTTGA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A24721 Aradu.A03 24721 c (T)11gaaaccccaaacgaagcaaatgtttatgctcttcaatcggagaacctttctcaataaaatatctgctttatgaatttggtttttattttagtttc(T)10116 126709327 126709442 CCGGCTTAATTTATCCAGAGC CAGAGCACATTGACTGCAAAA 270

Ad03A24723 Aradu.A03 24723 p2 (TG)7 14 126715199 126715212 GTGTCGAAGCTTCACCAACA AAAGAAAGGGAAGATTGGGG 252

Ad03A24733 Aradu.A03 24733 p3 (AAG)5 15 126734227 126734241 GGGGAATTTGAGAGAGAGGG CAGGTCGAATGCAAATCTGA 174

Ad03A24734 Aradu.A03 24734 p3 (CTC)5 15 126736475 126736489 ATCATAAACGCCCACTCTCG GAGGAAGAAGAAGGGGATGG 255

Ad03A24746 Aradu.A03 24746 p4 (TTTA)5 20 126765384 126765403 TGCAAATAATACGTGGTTAGATCA CTTTTAGTCGCCTGCATCAA 261

Ad03A24749 Aradu.A03 24749 p3 (TTA)6 18 126768875 126768892 TTGCAATTCGAGACCATTCA GCACAACACTTGCTCTGGAA 187

Ad03A24751 Aradu.A03 24751 p3 (TTC)7 21 126770299 126770319 TCAATTGTGAATCAATGGCAA GAGCATCTCGGGGTGTAAAA 260

Ad03A24752 Aradu.A03 24752 p2 (AT)6 12 126770887 126770898 GATCAGCATCACCTCGTTCA AACCAGCAAGGCAGTTCCTA 273

Ad03A24764 Aradu.A03 24764 p3 (AAT)6 18 126790622 126790639 TTTAGAAAGTCTTGATCCATTCAGAT CCTTGCTTTTTGGTGCAAAT 236

Ad03A24767 Aradu.A03 24767 c (T)10a(T)10 21 126796925 126796945 TTTCATCAACCCGTATTTGG AGTCCTTTTTGGTGGAGGCT 256

Ad03A24773 Aradu.A03 24773 p3 (AAT)5 15 126818432 126818446 TTTTCAAATCGAGGATTGGTG AAGGTCAAGCCAACCCACTA 232

Ad03A24779 Aradu.A03 24779 p2 (TA)8 16 126827910 126827925 TTTCGGTTATTTGTGTTGCC GGAAAATTAAAGTTAAAAATCAGATGG 280

Ad03A24785 Aradu.A03 24785 c (A)10gaatgagtttgagagttcagagtataaactcaaggtttg(AAAT)569 126882194 126882262 TCCAATGCAAAATATCCCAA ACCAGCCCATGTCACTGATT 243

Ad03A24786 Aradu.A03 24786 p3 (ATT)12 36 126883476 126883511 CAATGGCCAATACATTGCTG AATGGGCAATGAGTTTGTCT 272

Ad03A24790 Aradu.A03 24790 p3 (TAA)6 18 126897153 126897170 AAAATAATGGCGCCCAAAC TTGACATGTTAACAAGCTACATTTG 268

Ad03A24794 Aradu.A03 24794 c* (TTC)8(TC)22* 66 126909852 126909917 GAGCCGTCCATCCATGTAGT GGCAAAACGAAAAGGAAACA 213

Ad03A24798 Aradu.A03 24798 c (T)14gcataggggctaatcaatcccat(A)1047 126923115 126923161 TCTCAAAAGACAATGAGGTTTTT TGGCCCTGACAATTACTTCG 215

Ad03A24800 Aradu.A03 24800 p2 (AT)6 12 126924911 126924922 TATCATTTCGGGATGTGTGC AAATGCATCCGATGAAGGAG 273

Ad03A24801 Aradu.A03 24801 p3 (ATT)26 78 126925215 126925292 GTTCCCAATTCCCATCACAC TTGGTTCTATGATCGCCTATTT 269

Ad03A24804 Aradu.A03 24804 p2 (TA)6 12 126928123 126928134 AGCGCATTTTCGAATGAAAG TTTGGTCCCTTGTTCTTTGC 144

Ad03A24805 Aradu.A03 24805 p2 (AT)9 18 126929674 126929691 TAATTCCCCCACCAAATCAA CGCCAAAGAGCATTATGACA 105

Ad03A24806 Aradu.A03 24806 p3 (GTG)5 15 126930914 126930928 TTGCTGGCTTTCTGTGTACG GATGACAAGCCATGCTGCTA 217

Ad03A24809 Aradu.A03 24809 p3 (GGA)7 21 126967576 126967596 TCCGATTTTCCCAGGAGTTT GACTTCTGAGCCTGAGCCTG 279

Ad03A24810 Aradu.A03 24810 p3 (GAA)10 30 126970779 126970808 GCCATAACTGCTCTGCATCA TCCCTGTGTTAGGCAAAACC 229

Ad03A24811 Aradu.A03 24811 c (AGA)5aagagacctcttc(ATG)852 126971405 126971456 AGCATGCAACATGAAGAAGC GTCTCTTGCTCCTCCCCATT 230

Ad03A24820 Aradu.A03 24820 c (TCT)5cttcttcttctttttcgtcttcgtcttcttct(TCTTCC)6tcttcg(T)1099 126984773 126984871 CCCACTCAAACGGTTCCTCT GAAAGAAGAACGTGCAGCAA 181

Ad03A24821 Aradu.A03 24821 p2 (CT)7 14 126985974 126985987 AATACACCCTCCCATCCTCC CAGGGTTCCATGCGTAAAGT 143

Ad03A24822 Aradu.A03 24822 p3 (ATT)5 15 126986890 126986904 TACCCATCCACCACTCCATT CATCAGGAGTGAAAGGAGGC 165

Ad03A24823 Aradu.A03 24823 c (T)10cttttttgtgagtaaacaagagcatccaaaaaaacaaaattcatttaagccttatttataagtttagcagtagc(T)1195 126990202 126990296 TCGTTTACAACAAAACCTGCAT GACGCGGTCATAGCTTATCC 275

Ad03A24834 Aradu.A03 24834 p3 (CTC)6 18 127012145 127012162 AAAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 138

Ad03A24836 Aradu.A03 24836 p4 (TTAT)5 20 127020119 127020138 GAGAGCTGTCTTGAGCCCAC TGAAAATGTTGATGTGAGAAGG 141

Ad03A24838 Aradu.A03 24838 c (CTC)5(CTA)5 30 127023773 127023802 GAAATTCAATGCCCCAAAAA GCATGGAATTCTCCTCCAAC 272

Ad03A24839 Aradu.A03 24839 c (A)10taaaaataaaaattaaggaggttgcgcttatgttttggcacgtgcgactcacacg(GA)1595 127024029 127024123 TCCATGCACGAAAGAAAGAA CCGAAAATCTTGTCCCTTCA 174

Ad03A24841 Aradu.A03 24841 p2 (AT)6 12 127025789 127025800 AGCCAAGCTGTCTTGCTTGT GGCAACTCGGAATGGAAATA 167
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Ad03A24843 Aradu.A03 24843 p3 (AGA)18 54 127033594 127033647 TGATAACCTTGTTTGTGCGG CACCCTCATCACCGTCACTT 108

Ad03A24850 Aradu.A03 24850 p2 (AT)7 14 127047620 127047633 AAGGAACACGTCCACGCTAC TTCGGAAAGAAGACTGGTGG 161

Ad03A24864 Aradu.A03 24864 p3 (TCT)9 27 127090041 127090067 AATGGTGGTTCCTCCTTTTG CGACACTGGGAGGAGAAGAG 232

Ad03A24865 Aradu.A03 24865 c (T)12gtgattttgaagaggatagtgactggattatgttaatgttcaagagatgagagagaaaaagtgagtgagtgagtgatat(AG)7105 127090366 127090470 TTTGCAATAAAAATGATGATCTGAA GCAGCACCTAAACCACCATT 266

Ad03A24870 Aradu.A03 24870 p2 (TA)7 14 127099974 127099987 TCAAATTAACGAGAGTTGTTGCAT TGGAGAGACTATGTCATTTGAGTT 233

Ad03A24875 Aradu.A03 24875 p4 (AATA)5 20 127109152 127109171 ATTTACGAAGTTACCATTTACATTTTT TCTTAAAGGTTTGATTGGGTGC 222

Ad03A24877 Aradu.A03 24877 p3 (TAT)6 18 127110722 127110739 CTTTGGTGGGTTTCAGCAAT ACACGGCTTAGCTCAACTGG 272

Ad03A24879 Aradu.A03 24879 c* (CA)6(ATA)5*agtaaaagtacgggaagttgggaactaatgtaattggtgtataataaagtcacc(A)1191 127116455 127116545 ATGCCAATGATAAAGCACCC AAATACACTTTCTTAGGTTGTTGGA 258

Ad03A24880 Aradu.A03 24880 p3 (ATT)7 21 127118071 127118091 AACAAAACCAAAATTTTTCAGCA TTTGTTGGGTTTTATTGATTTGT 191

Ad03A24886 Aradu.A03 24886 p2 (TA)6 12 127128292 127128303 CAATGCCTCATTGAAAATCCT TCAAGGCATGCAACCAAATA 228

Ad03A24888 Aradu.A03 24888 p2 (AT)6 12 127132437 127132448 AATGCAATCGCTAAAGCACC ATTTCGAATGCACCCACCT 219

Ad03A24896 Aradu.A03 24896 p3 (TGA)5 15 127173105 127173119 TTCTTTCTTTGTTGCACCCC TCTTGATGAGCCCTTGCTTT 133

Ad03A24897 Aradu.A03 24897 p3 (TAT)19 57 127176938 127176994 CAGCATAATTGCATTTCAAAAA TGGTTACCAAACATTTCCGA 271

Ad03A24900 Aradu.A03 24900 c (A)10gcataaatgtataatatttaagacac(A)1046 127179185 127179230 TTGTCCTTCCCAAAAATTTGAT CACACCACACTTTTTCTTTATTTGA 177

Ad03A24901 Aradu.A03 24901 p2 (TA)6 12 127179515 127179526 AAAGTGGATTGGTCGAATGG TGGTTTTTCACGTCATCTTTCA 174

Ad03A24902 Aradu.A03 24902 p3 (TAA)6 18 127180215 127180232 AGTGGCAAGTTGTTAACCCA CGGGTAATTGAAATAGTCTATATACGG 228

Ad03A24904 Aradu.A03 24904 p3 (ATA)7 21 127182351 127182371 TCATTCATGTGCAATAATTGTATTAG AATCACAATTGATTATTGATACCCT 186

Ad03A24907 Aradu.A03 24907 p3 (AAT)5 15 127186273 127186287 TGTCCCAAGTAGCGGTTTTC CGTCGCGTAAGCATTAAACA 267

Ad03A24910 Aradu.A03 24910 p2 (AT)10 20 127206409 127206428 CCACTCCTTTGGGAAGTTCA TTTCAAATTATTCGGACGTTGA 257

Ad03A24911 Aradu.A03 24911 c* (A)10gaaaagaaaagg(A)12(AAAG)7*59 127206841 127206899 AGCTCTACCAAAATAGAAAAGAAAGA TGCTTCCGTAACTTGTGTGG 259

Ad03A24912 Aradu.A03 24912 c (T)12agtttgactctagattctaaataactgtgaattatattcgtcctacattaagatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnag(A)10115 127209075 127209189 TCCACCACTGTGCTTTCTTG GCCATAAGGCACATTGAACA 280

Ad03A24915 Aradu.A03 24915 p3 (TTG)5 15 127213699 127213713 ACATGACAGAGCACAATGGC CAATAACCCCCATGACGTAAA 127

Ad03A24918 Aradu.A03 24918 p2 (TG)11 22 127227341 127227362 GCATCCCCAAGCTCAAAATA TGTTGACCCTCTTTCGCAAT 188

Ad03A24928 Aradu.A03 24928 p3 (TTA)5 15 127253297 127253311 TTCTGAATTGTTGACTTGCCA GTGGAATAGTCCAGTCCCGA 267

Ad03A24930 Aradu.A03 24930 p2 (AT)7 14 127254434 127254447 GTAGCGTCACCATCAGAGCA AACAAAATAATGACGAAAAGAAAAA 228

Ad03A24932 Aradu.A03 24932 c (ATC)7atgcagag(CCA)647 127261231 127261277 ATCAGAATGCACAACCACCA GTATAAATTGGGAGCGGCAA 145

Ad03A24933 Aradu.A03 24933 p3 (ATT)5 15 127261570 127261584 ATTCGCCAGGTTTGATAACG ATACAGTGCCCCGCTTATTG 198

Ad03A24936 Aradu.A03 24936 p2 (TC)7 14 127271428 127271441 CAAAAAGACCGGAAAGGACA TTTCGGAGTTCGTTTTTGCT 259

Ad03A24939 Aradu.A03 24939 c (TC)11(CT)9caa(AC)859 127277469 127277527 CACCACAAACAATGGGACAA CGCATCCCTCTCAATGAAAT 207

Ad03A24944 Aradu.A03 24944 c* (T)10(TC)8* 25 127286490 127286514 ACACATTAAAATAAATTAAACCACACA TAGCAACGACTCCACCACTG 261

Ad03A24945 Aradu.A03 24945 p3 (CTT)6 18 127289141 127289158 CAAGTGGCTCCTTTGAGCTT CCTCTGTGACCAGATAGCATTG 245

Ad03A24949 Aradu.A03 24949 p2 (AT)6 12 127302317 127302328 TCCGAGTTAGTTAAGCAATTAAGAA AGGCCTCCCACAACATACAC 277

Ad03A24950 Aradu.A03 24950 p2 (TC)6 12 127305788 127305799 TGTCATCGCTGCTCAGTTGT TGTCCATCGTATCCAAACACA 250

Ad03A24961 Aradu.A03 24961 p3 (CTT)5 15 127340884 127340898 TCTGCAACCCGTCCTTAATC AAGTCAACGTGCTATTGGGG 210
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Ad03A24965 Aradu.A03 24965 p2 (AT)6 12 127347899 127347910 CGCCTCTCCTTTCTGTGAAC TGCAAAGATACAACAACACCG 266

Ad03A24966 Aradu.A03 24966 p3 (ATT)7 21 127348120 127348140 GGATCGAGAAACCAACAAGC ACGAAACGACACAGAAGCCT 267

Ad03A24969 Aradu.A03 24969 p2 (AT)7 14 127349254 127349267 ACATATTCACCAAGCCAGCC AAAGAAAAAGGACAAACAGACAGA 232

Ad03A24970 Aradu.A03 24970 p2 (TA)6 12 127352515 127352526 AGGAGGTGGAATCCCGTAAT ACTTACCAAGCCCTCTCGTG 232

Ad03A24971 Aradu.A03 24971 p2 (AT)10 20 127353058 127353077 CGATGCCTCCTCTTTGATTC AGAGGTCCAAATGCAGAACG 275

Ad03A24973 Aradu.A03 24973 p2 (TA)6 12 127355141 127355152 GCTGGCTCAAATAATAGGAACA GGTGAGCCGAGTTTGAGTTT 278

Ad03A24974 Aradu.A03 24974 p2 (CA)6 12 127356060 127356071 GATCCCATCTGGCTGTTTGT AGCTTGGAATAGGGCAGCTT 280

Ad03A24975 Aradu.A03 24975 c (T)11cattt(A)12caaaatatttaaggagta(T)1056 127357044 127357099 CTATCTTGATGGCAGGGTGG GTTGTGGGTTTCAGGGTTTG 273

Ad03A24977 Aradu.A03 24977 p2 (GC)6 12 127359343 127359354 GACCCACATGGCTCCTAAAA CCAGTTGGGTTGGAAAGCTA 168

Ad03A24978 Aradu.A03 24978 p3 (TCA)5 15 127365185 127365199 CCTTTTTCTCCGCTTCCTCT GGTTAATCCTCTTCCTAATAATTTTGC 200

Ad03A24979 Aradu.A03 24979 p4 (AAAG)5 20 127365456 127365475 TGTTGCAAAATTATTAGGAAGAGG CACCGAAATTTCTTAACAATAACACA 260

Ad03A24980 Aradu.A03 24980 p3 (TGA)5 15 127366356 127366370 TCTGCTCTTCCTCCTTGCTC CAACAAGAACCCAAAACTCAAA 237

Ad03A24981 Aradu.A03 24981 p2 (AT)7 14 127369135 127369148 AAATGGGTTGAGAATGGAGG CTTTGTGGCCAAACCAAAAT 204

Ad03A24987 Aradu.A03 24987 p3 (CAA)24 72 127409153 127409224 AACCAACGCATCAACAACAA GTGGTGATTTGTAGCCCACC 268

Ad03A24989 Aradu.A03 24989 p2 (GA)8 16 127412120 127412135 GATGAACTGGCAGAGGAAGC CGTCGCACTCACTCACTCAT 273

Ad03A24990 Aradu.A03 24990 p2 (GA)9 18 127413371 127413388 TGAGGATGGCAGAGATGTGA CGAAAATATCTTCCCTCTTTTTCA 226

Ad03A24993 Aradu.A03 24993 c (A)10gaagaggagggaactcaggtcaagaaaaattagatacagacgaaaaggtgaaaagtgaaatttgcctc(T)1290 127428854 127428943 ATACATTCATGCGCTCCCTC ATGTGAGGTGCCAGGCTATC 179

Ad03A25000 Aradu.A03 25000 p2 (GA)9 18 127449220 127449237 CCTTGAAGAAGGGTCCCAAT GTGATCAGAGCATGGTGGTG 273

Ad03A25004 Aradu.A03 25004 p2 (TA)8 16 127474184 127474199 AAGGTTCCCAAGTGTCATCG TATGCTTGGCAAGTCGACAG 276

Ad03A25005 Aradu.A03 25005 p3 (AAT)5 15 127477175 127477189 CTCTTTCTCTTTCGCCATCG TGTTACCCACGTTGACTCCA 251

Ad03A25016 Aradu.A03 25016 p2 (CT)6 12 127518476 127518487 TCGGTGTGACAAAAATATCAAAA CGAGTGTCGAGAAAGAAGGG 264

Ad03A25017 Aradu.A03 25017 p3 (TTC)6 18 127522933 127522950 CCCAGAAAGGCATCAAATGT TTCTTTGGCACAGCTTCTGA 158

Ad03A25019 Aradu.A03 25019 p3 (AAT)6 18 127527555 127527572 TGTTGACCAAATTTTAATAAGAGTGC TGATCGCCCTCATTGTATGT 244

Ad03A25020 Aradu.A03 25020 p2 (AT)6 12 127532385 127532396 TGCTCACGGATGAAAATGAG GCAGGTCTTGTGTGTTGGAA 241

Ad03A25022 Aradu.A03 25022 c (A)10gaattatacattcttgtttcttgaaaacaaaaagaaagaatg(A)1264 127538250 127538313 TCTCTTGCCCCATTTTGAAC CATGCCATGTACGCTTCATT 165

Ad03A25023 Aradu.A03 25023 p3 (ATT)6 18 127540247 127540264 AGGTGGAAACTCAGGTGCAG CACCACAGGCTTTTGATGTG 273

Ad03A25027 Aradu.A03 25027 p2 (TC)7 14 127544133 127544146 TCTTCGCCTTTGCAGAACTT AGGAATCACAGTCAACCCCA 264

Ad03A25031 Aradu.A03 25031 p2 (TA)10 20 127555718 127555737 CACAAAACAAACTGCAACCA TCATCAGGACCGTGATACAAA 253

Ad03A25034 Aradu.A03 25034 p2 (AT)9 18 127559633 127559650 TTTGTGTTGTTGACCCAACC CAGTTTGATGGACTTGGTTCC 252

Ad03A25035 Aradu.A03 25035 p2 (TA)7 14 127560487 127560500 TCCAAAAAGTAGTTCCTTAGTTCG TGATGCATTTGGATTGAAGAA 230

Ad03A25037 Aradu.A03 25037 c (A)11tcaacattccacataactt(A)1040 127566029 127566068 CTGAATGATCAGATGGACCG TTCGAAATCACAATCTCTTAAATGAC 253

Ad03A25041 Aradu.A03 25041 p2 (AT)7 14 127575671 127575684 AAAATGTCAGGGGAAAAGGG AATACCCCTTCAGAGGCCAG 238

Ad03A25044 Aradu.A03 25044 c (AC)8(TC)8 32 127589885 127589916 CTCCAAGATCCGGTGTGTTT GTGAGGGAAGCCATTGATGT 114

Ad03A25047 Aradu.A03 25047 p3 (ATC)13 39 127602927 127602965 TGTTTGTTTGGGGGAAAGAG TTTGCGATTTCACTCTGCAC 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A25049 Aradu.A03 25049 p2 (TA)6 12 127606017 127606028 CGGGTTGAGTTAGGAGCTTG CAGTTTTATTGCGGTTCGGT 279

Ad03A25054 Aradu.A03 25054 p2 (GA)6 12 127618502 127618513 GAGTAAGGCACCATTCCCAA CATGTCTCAAGGGATGGTCA 252

Ad03A25055 Aradu.A03 25055 p2 (TC)6 12 127619759 127619770 CTTTCTAAAACCCCGGAAGG GGTCGGGTTGGAAATGTATG 164

Ad03A25062 Aradu.A03 25062 p2 (AT)11 22 127629007 127629028 GAGGTGTTTTCTACTATACATGCTGC GATGAAGCGAGTCTGCCATT 161

Ad03A25063 Aradu.A03 25063 p2 (CT)6 12 127630231 127630242 ATACCTAGGGGTGGAGGTGG CTTCAGGTTGAGGAGAGGGA 179

Ad03A25066 Aradu.A03 25066 p3 (AAT)10 30 127643591 127643620 TGTCACGATAACACCAAGGAA ATTGGGCTGTTGATTTCAGG 269

Ad03A25072 Aradu.A03 25072 p3 (CAC)5 15 127666593 127666607 GGTGGTGAGTTATGGGAAGC AATGGCGCACTATCAAAACC 248

Ad03A25074 Aradu.A03 25074 p2 (TC)7 14 127672516 127672529 GAAGCAAACCCCATTTCAGA TTCACGCCTATGCATCATGT 276

Ad03A25075 Aradu.A03 25075 p2 (TC)18 36 127672874 127672909 AACATTTCGAACCACCTTGC AGGGGGACAAGAGCGTATCT 152

Ad03A25079 Aradu.A03 25079 p2 (TC)6 12 127681890 127681901 CCATCTTCTTCCCTTCTCCC GCATGACTTAGGTTTAGGTTGAAAA 241

Ad03A25080 Aradu.A03 25080 p2 (TA)7 14 127682660 127682673 TTTTGAAACGTATATGTGTTTTGTTT AGCCACCTTTGTTTCCGATA 267

Ad03A25081 Aradu.A03 25081 c (T)10g(T)10 21 127682933 127682953 GCTCATGCCCATAGTTCACA AACATCACGGGACTTTTTGG 102

Ad03A25082 Aradu.A03 25082 c (TC)8tt(TC)9cccttcccctctttctcccccttccctctctttctcttc(CT)687 127688631 127688717 GCTTCCCATCTCTCTCGTTT AGAGGAGGAGCGAGAAAAGG 192

Ad03A25083 Aradu.A03 25083 p2 (TC)6 12 127688992 127689003 CCCTCTCTCTTCCCATGCT GAAAGAGGACAAAGAGGGAGAA 169

Ad03A25084 Aradu.A03 25084 p2 (AG)9 18 127689265 127689282 TCCTCTGTCTTCTCCTTCTCTCTC TCTCCTCCTCCTCACTCTCCT 275

Ad03A25085 Aradu.A03 25085 p2 (GA)6 12 127689428 127689439 AAGAAAGATAAGGGAGGGGG TCTTCCTTTTCTCGCTCCTC 255

Ad03A25086 Aradu.A03 25086 p2 (GA)6 12 127689682 127689693 GGAGGAGCGAGAAAAGGAAG CCCTCTCTCTCTTTCCCCAT 165

Ad03A25087 Aradu.A03 25087 c (AG)8gg(GA)6aagagaggaagaaagggaaatagagagataggggagagagaggaggagagaaagagggaaaaataat(AG)8atgaggaagagatgatgga(AG)19170 127689862 127690031 GAGAAAGAAAGACGAGGTGGA CCCCCTCTCTCTCACTCATTT 259

Ad03A25091 Aradu.A03 25091 p3 (TGC)5 15 127696207 127696221 TGCTGTGGATTCTGAGCAAC CCAAGCCACAAGGAAGAGAG 177

Ad03A25092 Aradu.A03 25092 p4 (TGTA)5 20 127696929 127696948 GATGCTCACGGGAGTGAAGT AGAGACGTGGTTGGTGGTTC 260

Ad03A25096 Aradu.A03 25096 c (T)10caatcaccaaatttagggaatttaaatcatta(T)1052 127711186 127711237 GCAAAACCATCGAACAGTTAAA TGGCCGTACCACCAGTCT 280

Ad03A25097 Aradu.A03 25097 p3 (ATA)5 15 127727436 127727450 TCTTCTTGTGCAGCAACACC ATGTCCCATGCACCTTTTTC 268

Ad03A25099 Aradu.A03 25099 p3 (ATA)5 15 127730164 127730178 CTAATTGCGCGTTTATCGCT GGAGTGAAGACGTCGCTAGG 167

Ad03A25104 Aradu.A03 25104 p3 (GAG)6 18 127753337 127753354 AACCAGACTCTAAGGTCTTGCG GGTGGTGCCAGGGTTATCT 278

Ad03A25105 Aradu.A03 25105 p2 (TA)7 14 127756239 127756252 TTGCAGTTAGACGACGATGG TTGAAATTTAAGTCACCTCAGCC 250

Ad03A25106 Aradu.A03 25106 p3 (TAT)5 15 127756621 127756635 AGTAATAAATTTTAACTGCGATTTAGC TCCGATCCTCCTTCCACTAA 253

Ad03A25107 Aradu.A03 25107 p3 (CAT)6 18 127764021 127764038 TTAATGGCATTCCACAAGCA CAGGAAAGAGACCCCATCAA 189

Ad03A25108 Aradu.A03 25108 p3 (TCC)5 15 127766321 127766335 GCTGCCGAGTTTTGTCTTGT AGGAGGAGATGGATGTGGTG 132

Ad03A25114 Aradu.A03 25114 p2 (TA)6 12 127777565 127777576 ACTCGACCTGCGAAGCTAAG AGAGACACCTCGTTGAGCGT 245

Ad03A25117 Aradu.A03 25117 p3 (AAT)7 21 127779516 127779536 AATGCAATTTAATACTTACGACGA TCATGTAGCGACCCTCAATTT 191

Ad03A25120 Aradu.A03 25120 p2 (AT)8 16 127783025 127783040 AGTGTTTCTTTTCTCCGCCC TGCAAGCAAGGAATATTATCCA 261

Ad03A25121 Aradu.A03 25121 p2 (TA)10 20 127788121 127788140 CAGATGCCCAAGAAAATTGAA GATGTTATTTGGCAGGACCA 226

Ad03A25122 Aradu.A03 25122 p2 (GA)15 30 127788822 127788851 CTAGCAAGAGCGACCAGACC AGCCAGAGACTGAGGGTGAA 258

Ad03A25125 Aradu.A03 25125 p3 (TGG)6 18 127807387 127807404 AAGCAAAGGAATCATCCGAA TCCCAAAGCCTTATCATTGC 168
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Ad03A25127 Aradu.A03 25127 p3 (AGG)5 15 127815644 127815658 GGCTTTGAAAAGGGAGGAAC TGAAAAGCTGTTCCAAGGCT 210

Ad03A25128 Aradu.A03 25128 p2 (AT)10 20 127817356 127817375 AGTAAATTGTGGGAGTAGGCG CCTTAAAATATAAATTTGGAAATACGA 269

Ad03A25129 Aradu.A03 25129 p2 (TA)6 12 127818693 127818704 TCTGGCCTGGCCTATGATAA AAGCCTGCTTGGCTCTGTTA 246

Ad03A25131 Aradu.A03 25131 p2 (AT)9 18 127822108 127822125 GACAAAATTTTTCCGAGGCA GGATGGAGTATGGACAGCGT 201

Ad03A25133 Aradu.A03 25133 p2 (AT)7 14 127832654 127832667 CACTGGTAACCCTAGCCCAG TTGTGGTGCTTTCTGGTGTC 272

Ad03A25134 Aradu.A03 25134 c (TCT)5tattcttattcttcttcg(T)1043 127835413 127835455 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 233

Ad03A25135 Aradu.A03 25135 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 127839339 127839393 GAAGGAGAAAGAGAAGGCAAGA CACATACTGTTACGGCACGG 123

Ad03A25136 Aradu.A03 25136 p3 (TTG)5 15 127843049 127843063 GAGCACAATGATGTCGTTTGA GCACCAAAGTTCTTGATGGG 259

Ad03A25137 Aradu.A03 25137 p2 (AG)7 14 127844447 127844460 TTGCAGCCGTGTGTATTCTC CTCCCTAACAACCAGCAAGC 244

Ad03A25142 Aradu.A03 25142 p2 (TA)8 16 127866372 127866387 CGGGGCTTAGGGTTAGAGAC TTCCTCTTTTATATAACAACAAATCCA 248

Ad03A25145 Aradu.A03 25145 p2 (GA)6 12 127871379 127871390 ATGAAGAGGACGATCGGAGA AGACGGAAGGACGAACTTGA 241

Ad03A25147 Aradu.A03 25147 p2 (AT)6 12 127881607 127881618 ACGGAGGGATGCACGTATAG TTGATCGAACATTCGCACTG 239

Ad03A25148 Aradu.A03 25148 p2 (TA)6 12 127884229 127884240 CAAATTGCCCTAGAAAAGAATATG CAAAATATTCTTGAAAAATGAGAAACT 278

Ad03A25149 Aradu.A03 25149 p3 (TTG)9 27 127889979 127890005 ACATGACAGAGCACAATGGC TGTTGCAGCATGAACTTGAA 232

Ad03A25153 Aradu.A03 25153 c (TC)10ctctctt(TC)639 127905784 127905822 TAAATTCAAATGCGAAGCCC ACCGCGACAGAAGATGCTAT 249

Ad03A25154 Aradu.A03 25154 p2 (AG)6 12 127907182 127907193 GATCTCTCCAAGTGCTTGCC TGCATGCAAAAGGAAATGAA 210

Ad03A25163 Aradu.A03 25163 p3 (ATA)11 33 127934231 127934263 ATTCACTGCCTTCGCACTCT GAGGGTTCCAATTCTGACGA 261

Ad03A25165 Aradu.A03 25165 c (A)10g(A)11 22 127937714 127937735 AAGGTGTTGTTAAGGGCAGG TTTTGGTGTCGCTGTAAACG 262

Ad03A25167 Aradu.A03 25167 p2 (AT)9 18 127943510 127943527 ATTTTCACCAGGTCCTGCAC TCACTAACACAAACGCCACC 214

Ad03A25168 Aradu.A03 25168 p2 (AG)17 34 127945799 127945832 CACACCAGCAACAAGGAATC TGAATTGGGCAAAAGAAAGG 123

Ad03A25170 Aradu.A03 25170 c (A)16(CA)10 36 127949216 127949251 CACCGAATCAACCATTTCCT CTCAGCAGGTAACCCAAAGG 279

Ad03A25173 Aradu.A03 25173 c (A)10caagccactcatttagtccgcaaactagctcattaactcgcca(T)1164 127953527 127953590 ATCCCAAACACTGGGACAAA TCGGATCAGCCCATTTATTT 209

Ad03A25184 Aradu.A03 25184 c (A)10taaaaacataatctattacatacaaatacttctaacgtaaaaatagtg(TTAT)6tatacagcactcaaaggaaatctgaaattgctctcgagtcagtctaaat(A)11142 127985026 127985167 TTCAAAATGCAACCACCAAC TCGATGATGTCATTTTCTGTGA 250

Ad03A25185 Aradu.A03 25185 p2 (AT)6 12 127987143 127987154 CTCCTTTCCTGAGTCACATGC CTCACTCAAAGCAATGACACG 263

Ad03A25188 Aradu.A03 25188 p2 (TC)6 12 127994853 127994864 TCCCACTCAAGATTTTCTCCC CCCCCTTAAAACTTTCTTGTTTTT 236

Ad03A25189 Aradu.A03 25189 p2 (TC)10 20 127996507 127996526 CATCGTCTTCTTCCTCCCAC CTGATTTGCTTCTTCCTCCG 164

Ad03A25190 Aradu.A03 25190 p2 (CT)7 14 127996774 127996787 CGGAGGAAGAAGCAAATCAG GGAAGAGGCTTCGAGAAGGT 271

Ad03A25194 Aradu.A03 25194 p2 (TC)8 16 128008940 128008955 TATTGGGTTTTGCATGGGTT GCACTCTCACTCCTTGCTCC 173

Ad03A25198 Aradu.A03 25198 p3 (TTC)5 15 128012491 128012505 GCGCTACTCACCATGCATTA TTTGGGTGAATTCCTATAACCG 192

Ad03A25200 Aradu.A03 25200 c (AAG)5aaagagaaagcaagaaacgaaagaaaagaagacgaagaagaggaggaagaggaagaagaacgtgcagc(AAG)5gagaaagagaatgcaagaaacgaaaaaa(AAG)5141 128012923 128013063 GCACGTAAATGAAGAAGAAGAACA TTCCAAAAACACGATGCAAG 242

Ad03A25203 Aradu.A03 25203 p2 (TA)9 18 128025363 128025380 CGAGCAAGTCCAAAATCACA CACCTGAGCATCACCAATTTT 246

Ad03A25205 Aradu.A03 25205 p4 (ATTT)5 20 128026606 128026625 GGGGAGGGGAATTTAGTCAA TAGCACGTACCTGTCAACCG 261

Ad03A25206 Aradu.A03 25206 p2 (GA)6 12 128027541 128027552 TGGCACAAACAAACAACAAAA TCATTCACCGTGATAATTTGTGA 246

Ad03A25208 Aradu.A03 25208 c (A)10caaaggattcactttgg(A)1037 128041783 128041819 TCGCAAAAAGTCGCTTGTAA GAGACAAATTATATGGCAAAAGGA 280
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Ad03A25212 Aradu.A03 25212 p3 (TAT)10 30 128049098 128049127 GATTACGAAACTGGGAGGGG ATGTATTATGGCAGGCAGGC 186

Ad03A25215 Aradu.A03 25215 p3 (ATA)6 18 128062209 128062226 GATTTCTGACACCAATGTTGC TCAATAAAATGGTTAGAATAACAACAA 278

Ad03A25221 Aradu.A03 25221 p4 (AAAG)5 20 128077313 128077332 TACATTTGGAAGACGCGTTG CCTTTTCCATCCCATGATTG 271

Ad03A25222 Aradu.A03 25222 p2 (AT)6 12 128083668 128083679 TGTTTTCGTGTGTGCATGATT AAGGATTTGGTCGGATTTTT 142

Ad03A25224 Aradu.A03 25224 p3 (TCT)5 15 128086550 128086564 ACTGCACGTTTTCACTGCAC TCCTCATCTTCTGCAGCTTCT 217

Ad03A25225 Aradu.A03 25225 c (AAG)13aggaaacatggaggaa(GAAGAG)691 128087042 128087132 AAACAACGAATGAAAAGGCG ATGCGTTATTCAACCGCTTC 174

Ad03A25229 Aradu.A03 25229 p3 (TTG)7 21 128109039 128109059 ACATGACAGAGCACAATGGC TTGGCCCAGATTGATTTTTC 179

Ad03A25231 Aradu.A03 25231 p2 (TC)16 32 128115640 128115671 GGGCGCTTTCATTCAGATTA TAGGAAACGTTACGAACCCG 262

Ad03A25235 Aradu.A03 25235 c (CCA)6(CAT)6cagaacagcacctaaaccaccagaacagaaccaccactaccatcagaacctaccaccaccacattatcatcatgg(TCA)6129 128128247 128128375 CAGAGGACCCTTTCCCTTCT TTTGTTGTGGAATATTGTTGTGAA 268

Ad03A25236 Aradu.A03 25236 c (AAG)5aattggtggtgcggtggtgcggcg(GAA)760 128128502 128128561 CACAAACAAATCAAGTTCACAGG AAGAAAGGGATACGAAGGGG 185

Ad03A25237 Aradu.A03 25237 p3 (ATT)8 24 128129965 128129988 TACCGCTATTCCTTGGCAAC TAATTTGGCGCTGATGTTGA 206

Ad03A25239 Aradu.A03 25239 c (T)11c(T)10 22 128130777 128130798 TTGCGTGTTTTGCATTTTTC CAACAACCGAGCCCTTGTAT 121

Ad03A25242 Aradu.A03 25242 p3 (AAT)5 15 128139880 128139894 AGCGAAAAGAAATCATATTATTCTAAA TCACAACATTAAAGACAAAAACACA 269

Ad03A25244 Aradu.A03 25244 c (T)10cttagg(GGAGA)856 128141684 128141739 TGGGGAAAAGCTACCATCAT TTTGTCAAAACGGTCTTTGTT 280

Ad03A25246 Aradu.A03 25246 p3 (TTA)6 18 128145903 128145920 TGCTATTGAACGCGCTATTG TCATGTGACTTTACAAAAAGCTTGA 224

Ad03A25248 Aradu.A03 25248 p3 (TAT)5 15 128147457 128147471 CCGTATCAACACGGTTTTCC GGAAGCCGTAATGCCAAGTA 168

Ad03A25251 Aradu.A03 25251 p2 (AT)6 12 128161143 128161154 GCGACCTCACTTAGGACACC GGTGCAAGTGCATGAAGAAA 233

Ad03A25252 Aradu.A03 25252 p2 (TA)9 18 128162576 128162593 AAAATGCATTAGAGATTGAATTTTGA TTTTAAAAATGCCTTGAAGATTG 276

Ad03A25255 Aradu.A03 25255 p3 (CTG)7 21 128167841 128167861 CTGAATTCGTTCGCTTCCTC TCTTCATGAAAAGAACCGCC 195

Ad03A25256 Aradu.A03 25256 p2 (TA)6 12 128171179 128171190 GTCATTGCATGCGTTGTAGC GCTCACCATGGGTAAAGAGC 260

Ad03A25261 Aradu.A03 25261 p2 (AG)9 18 128179456 128179473 ACTTATCTGGAAAAGCGCCA GGTGCTCTGTGCTCATCTCA 272

Ad03A25262 Aradu.A03 25262 c (AGA)5gaggagaggctcaccgttttgggattcggggggatgcgagcacccaggctgcgtaatgcagagttcatacattcattcttagagatagagagagtgaag(CATA)7142 128179803 128179944 CAACATCAACTGGTTCCTGC CATTCATCCACGACCCTTCT 273

Ad03A25264 Aradu.A03 25264 p2 (GA)6 12 128184821 128184832 ACCATTGCTCTGCTTTTGCT TGGACCTCCAACTCCAACTC 244

Ad03A25266 Aradu.A03 25266 p2 (GA)15 30 128189321 128189350 CACGCTGGTGTGAGAAAGTG GCCATGATGTAGGAGACGGT 235

Ad03A25268 Aradu.A03 25268 p3 (ATT)5 15 128199078 128199092 GAGCCATTGTCTTTATCGCC CAGTGGAGGAGGAAGATCCA 173

Ad03A25273 Aradu.A03 25273 p3 (TTA)13 39 128216293 128216331 TGTAAAACACTCCGAACATCCA TCATCAAGTACCAACTACCAGTCA 150

Ad03A25274 Aradu.A03 25274 c (TG)6ta(TG)9 32 128219763 128219794 GGGGAAGAAAGTTTCATTGGA CCATGGAATCCCTATCTCCTT 267

Ad03A25276 Aradu.A03 25276 p2 (GA)8 16 128224473 128224488 AAGGGAGCCAAGGAAGAAGT TTTGTTTGGGTCGTTCCTTC 207

Ad03A25283 Aradu.A03 25283 p2 (AT)10 20 128236768 128236787 TGTCCTTGACTTTTTAAATTTTTGAC TTTGATCGAAAAATGGTGAATC 170

Ad03A25284 Aradu.A03 25284 c (CT)9t(TC)7 33 128244544 128244576 TCATCTTGTACCCGACGACA GTCGACTCCTGCCCAATCTA 216

Ad03A25285 Aradu.A03 25285 c (TAT)9tttattg(TTA)1167 128251962 128252028 CAAGATATTTAAAAATTGGGGACG TTTGCAAACAACCACAACCT 270

Ad03A25286 Aradu.A03 25286 p3 (ATC)6 18 128253002 128253019 CTCCTTTTCCCCCTTTTCTG GATGAAATGGGTCATGGGTC 222

Ad03A25288 Aradu.A03 25288 p2 (CA)10 20 128263455 128263474 AGGGTATGCTTCCCTTCCC TCGCTGAATCTGTTTTGCTTT 246

Ad03A25289 Aradu.A03 25289 c (TA)6agttgttttttccccttcttttggtcttacactacacagttcactcacacgcaccccactttgggttcctatgttccactgtc(T)12107 128269696 128269802 TGAGTTGTGTTTTGAATTTAACGA GCTGCAGTTCGAAATATGGG 278
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Ad03A25290 Aradu.A03 25290 c (GA)17gt(G)11 47 128273699 128273745 TCCAAAAGGACTAATCCCCA TTCACGTGTCTCCAATGAGG 279

Ad03A25291 Aradu.A03 25291 p3 (TTG)6 18 128274259 128274276 TTGGTCACAATGTAGCCGAC CCAGCCAGGATTGGATCTTA 238

Ad03A25293 Aradu.A03 25293 p3 (AGT)5 15 128281810 128281824 GCATATATTGTGCAAACTGCAA GCGACTTCACTTCCGTTCTC 202

Ad03A25296 Aradu.A03 25296 p2 (TC)6 12 128286922 128286933 GTCCGTTCCTTCGTTGTCTC TCACGCAAACATTTTCCTTTC 271

Ad03A25297 Aradu.A03 25297 c (GAA)5cgaataaaaaaataagtaattgaaattcttttgc(T)1261 128287136 128287196 TGCTAATTTGGGATGGTGAA ACTAATCATCATTCGCCCCA 118

Ad03A25299 Aradu.A03 25299 p3 (AAG)5 15 128292540 128292554 CCTCCTCATCTTCTGCTGCT TGAAATTTCTTCTCCTCTTTTCG 275

Ad03A25300 Aradu.A03 25300 p3 (AAG)5 15 128292701 128292715 GGAAGAAGAACGTGTAGCAAGAA TATAAACACGCCGTTTCACG 272

Ad03A25301 Aradu.A03 25301 p2 (AG)12 24 128293440 128293463 GGGCGAAAAAGAACACACAT TGCCCTTTCTCCTCTTTTCA 251

Ad03A25302 Aradu.A03 25302 p3 (GGT)7 21 128293717 128293737 TGAAAAGAGGAGAAAGGGCA TCCCCACTAACCACTCCATC 244

Ad03A25308 Aradu.A03 25308 p2 (AC)6 12 128302702 128302713 TCAGCCAAATGAAAAACTGG CAATTCGCGTTCACACCATA 276

Ad03A25310 Aradu.A03 25310 p2 (AG)9 18 128309652 128309669 CATCATTTGATGGCACCTTG ATGGCAAATGGAACATTGGT 241

Ad03A25312 Aradu.A03 25312 p3 (TTC)5 15 128311152 128311166 TTTTATCCAACCCTCTTTAAAATAACA CAGGCTTCGCTAACATGACA 265

Ad03A25313 Aradu.A03 25313 p3 (CTT)6 18 128311480 128311497 TTTCAAATTCGCGCACATAG CGAAATGACCAACACCACTG 242

Ad03A25314 Aradu.A03 25314 p3 (AAT)7 21 128312517 128312537 GTGTAGCGCGTCCGATATTT GACCAAAATTTGTGTTGTAATTGTC 205

Ad03A25317 Aradu.A03 25317 c (CT)12agggtttccgattttcccct(TC)656 128319054 128319109 TCACCAACGTCCTCCCTATC CAAGCTCGAAATCGTCAACA 275

Ad03A25321 Aradu.A03 25321 p3 (CCG)5 15 128329667 128329681 TGGCCTTCTTCTTGACCTTC TCAGGCCTACTCTCCCAAGA 270

Ad03A25322 Aradu.A03 25322 p3 (AAT)6 18 128329858 128329875 ATCATTGCGTTACTGGCGTT TCAGGCCTACTCTCCCAAGA 214

Ad03A25323 Aradu.A03 25323 c (AAT)10tag(T)10 43 128330049 128330091 TGTATAAGGCCTCAGCAGCA TTTTATGGATGCGTTTGTTTTT 238

Ad03A25326 Aradu.A03 25326 p3 (GAG)6 18 128342377 128342394 GCTGAGAGGGAGCTGAAGAA AGAGGGTCCAGGAGGCTAAA 135

Ad03A25327 Aradu.A03 25327 p4 (AATG)5 20 128349494 128349513 CACGCAATGAACAGCAGAGT GGTGGAGAGCTTTCACTTGG 264

Ad03A25328 Aradu.A03 25328 p3 (TAT)5 15 128350411 128350425 TGAAGAAGTTCCCCATGCTC GGTTGGGTTGATCCATGTTT 271

Ad03A25331 Aradu.A03 25331 p3 (AAT)5 15 128353982 128353996 CTGCACCATTAGTTGCCAAA ACAAAAGGCATTCTGGATCG 237

Ad03A25337 Aradu.A03 25337 c (A)10gtggaattatatacgtactaattattaacgattcacgtggacttcatattctgattaatgattgataatttaatttcaactaattgtaatgggc(TAT)7125 128372762 128372886 ACCCACAAATTCGTGTCCAT GGGCTTTCGTTTAAGGCTGT 256

Ad03A25340 Aradu.A03 25340 c (TGT)6cgccttc(ATG)540 128375667 128375706 GCAACCTTTGCTTGTGTGAA TGTGGGGTTGCATATTGTTG 233

Ad03A25343 Aradu.A03 25343 c (GAG)7aaggaggagagatgatcggaggaga(AGG)561 128399238 128399298 CTGGCTCAGAAAGAAGTCGG TTCAGGAGGCTAAGGCAAGA 210

Ad03A25345 Aradu.A03 25345 p3 (GAT)10 30 128405653 128405682 CCCACTGGGCATACAGAGTT TGGTGTCAGTGGCTCAGTTC 265

Ad03A25348 Aradu.A03 25348 p3 (TGA)5 15 128409723 128409737 AGGAAGTCATGGTCGATTGG TAATCCAAAGCAAGTGTGCG 224

Ad03A25355 Aradu.A03 25355 c (AT)6tctaacttttctccactgtcataggattaagatttaaaattaa(AT)1381 128438775 128438855 TTCCGAGATTGTTGGTGTGA GGGAGATTATGCCATTTGAGTT 219

Ad03A25365 Aradu.A03 25365 p2 (TA)6 12 128469694 128469705 TGGTGAAGCAAATAGAGCACA TTTTAAATGGGCCCTTAGCA 252

Ad03A25367 Aradu.A03 25367 p2 (GA)12 24 128470665 128470688 CCCTTAAAAGACAGTTGACCG CCCATAGCCCCTTCTCTCTC 269

Ad03A25368 Aradu.A03 25368 p2 (AT)8 16 128472120 128472135 GTTTCACAAGGCTGGCATTT AGCAAATTCTCATGGATGGC 210

Ad03A25373 Aradu.A03 25373 c (T)10gtttatattgtaaacgagctaaacgataggataaattttcgtaaatatattacaaattgtatattttgattaatataatattttttatttatt(A)10113 128489220 128489332 CACGTATACAAATGTGATCCGAC TTTTTGTCAAAGTGGGCATT 242

Ad03A25378 Aradu.A03 25378 p2 (TC)9 18 128497120 128497137 TGCAATACTCCCTCGCTTCT CGCATACGAAAATGGAAGGT 104

Ad03A25379 Aradu.A03 25379 p3 (TTA)5 15 128501710 128501724 CAGCAGCCTCATATGTCAGC TATACCATTGGCTGGGCATT 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A25380 Aradu.A03 25380 c (T)10cttt(A)10 24 128502001 128502024 ATGCCCAGCCAATGGTATAG ACAAATTCATGGGTCCCAAA 271

Ad03A25386 Aradu.A03 25386 p4 (TTAT)5 20 128508283 128508302 TGATCGCTTGTATTATTTTGCATT CCGAACTTATTTGGTTGCCA 211

Ad03A25387 Aradu.A03 25387 p2 (AT)7 14 128508487 128508500 AAGAAAAATGTCGAAGTTAAGGC GGGACGTGACACATAAGCAA 189

Ad03A25388 Aradu.A03 25388 p4 (ACAT)7 28 128509053 128509080 GAGAACTTGGCTGCTTCTGC GTTGTGAAGGAGGAGGGTGA 269

Ad03A25395 Aradu.A03 25395 p6 (AGGAAG)5 30 128521522 128521551 ATCGTTTGGGTGAATTCCTG TGCGTTATTCATCCGTTTTC 203

Ad03A25398 Aradu.A03 25398 p3 (TAA)6 18 128532068 128532085 GCTCGAAGACGCAATGTACT TCACCAACTTTATTTATTTGGGTAAA 280

Ad03A25401 Aradu.A03 25401 p2 (TA)6 12 128544438 128544449 TCCTTCTCTCCTCCAATGGTT GGTCAATTCGATTTACTACTGAAAA 271

Ad03A25404 Aradu.A03 25404 c (A)10cttgttttg(T)1231 128546132 128546162 TTAGGGGTGTTCAAAACCGA TAAAACCGAAAATCGAACCG 148

Ad03A25405 Aradu.A03 25405 p2 (TA)6 12 128546603 128546614 TCGGGGTCCTAATATGTCCA CTTTGTTGTTGCCACCATTG 278

Ad03A25408 Aradu.A03 25408 p3 (TTG)5 15 128555146 128555160 GTTGAGCTGGCACAATTTCA AGCCGCAACCACACTATTTC 271

Ad03A25409 Aradu.A03 25409 p3 (GAA)5 15 128558555 128558569 TGGAACCCTAAGATAGCGACA AATTGCCACGTTGGAGAGAG 215

Ad03A25412 Aradu.A03 25412 p3 (AAT)6 18 128573671 128573688 AGTCACCAAAATCAGTCACCAA CAGAAATTCAACTCTGATGTAAGCA 195

Ad03A25415 Aradu.A03 25415 p3 (TAT)7 21 128578251 128578271 TTCACAGCATATTCTTGTCCAAA TTGTCCTTTTTGATAAATTCGTGA 264

Ad03A25419 Aradu.A03 25419 p2 (TC)6 12 128588345 128588356 GTCCGGTTTGCTAAACCCTT AAGTACCGTGACTTGCCACC 230

Ad03A25420 Aradu.A03 25420 p3 (GTC)6 18 128590094 128590111 CGACTAGTGCAACAGGAAAAA AATGATGATGGTGGTGACGA 254

Ad03A25421 Aradu.A03 25421 p3 (CAG)5 15 128597104 128597118 ATAGCAGGCGCATCAGAGTT TGATATAGGCCCCGACTCAC 166

Ad03A25423 Aradu.A03 25423 p4 (TCTA)5 20 128605825 128605844 TGAGTGCCACACACAACAGA TTGAGGAACATATCATGCACAAG 253

Ad03A25424 Aradu.A03 25424 p3 (TCT)5 15 128608981 128608995 GAGGAATCGGTGAGCACAAT CCTTGGAACCAAACGGTAGA 178

Ad03A25426 Aradu.A03 25426 p2 (AT)6 12 128612930 128612941 GCCATTTACTTCTTGCCATCA GGTGAATCAAATCTTGAACCAGT 149

Ad03A25429 Aradu.A03 25429 p3 (TGA)6 18 128616112 128616129 CGATTCCCGCAATAAGGATA AGCACAGGCTAGCAGCAACT 274

Ad03A25432 Aradu.A03 25432 p2 (AG)7 14 128626137 128626150 GAAATATTAACGGCCACCGA TTGGGATCTGAGAAAGGTGG 217

Ad03A25437 Aradu.A03 25437 p3 (TCT)5 15 128632861 128632875 GCAGCAAATTTCGGTGTAAAA TTGAGAAGGTAAAACAAAAAGGAAA 211

Ad03A25441 Aradu.A03 25441 p2 (CT)6 12 128639186 128639197 ATTATTCTCTCCGCCGTGAC TTTACTCCTCCCCATTGTGC 241

Ad03A25451 Aradu.A03 25451 p3 (GGA)5 15 128673074 128673088 GGAGCTTAGGGTTGAGGGTC CCTCGTCTCCCTCTTCCTCT 200

Ad03A25453 Aradu.A03 25453 p3 (GTT)5 15 128677209 128677223 CTTGTAGTGCTCGTCGGCTT TCAGACCAAAATGACTTTCCC 252

Ad03A25454 Aradu.A03 25454 p2 (GA)6 12 128678986 128678997 TCTCCCAATACACATGCAGC GGTCAGATGCTCATCAACGA 191

Ad03A25457 Aradu.A03 25457 p2 (CT)7 14 128686737 128686750 AGAGGGCCACCGTCTTCTAT ACAAAGCAAATGGGAAGTGG 176

Ad03A25463 Aradu.A03 25463 p3 (GAG)6 18 128696893 128696910 TGAAACACGTGAAGACAAAGG AAAGGACGCTCATCCATACG 135

Ad03A25464 Aradu.A03 25464 p4 (TACA)5 20 128699126 128699145 CAAAGGCCATGTTTGTGATG TTGGTTCTTTTTCAGTGGGG 262

Ad03A25465 Aradu.A03 25465 p3 (TAT)5 15 128700115 128700129 CAAGTGCAATGTGGGATACG TCCTTCAATGCTTCCAATCC 241

Ad03A25467 Aradu.A03 25467 p3 (TAA)5 15 128701815 128701829 GGTGGAGCAAGGCAATACAT GAAATTGAACAAAAACTCGCAA 128

Ad03A25481 Aradu.A03 25481 p2 (TA)6 12 128734640 128734651 GTGCCACAGAAACAAGGGTT GTGGGCATCAGGTAAGCAAT 234

Ad03A25482 Aradu.A03 25482 p4 (TACA)5 20 128735556 128735575 GCTCTGTGTCAACGCTTCTG ACCCACTTCTTTCGCACCTA 241

Ad03A25483 Aradu.A03 25483 c (TGG)5ttgttgttgtggtttgctacgcttgtcacgggtcggcgcttttgaggta(GGT)682 128748105 128748186 AGGAGAGAGGCTAAGTGGGG GCGATCACAAGAACATCCCT 259
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Ad03A25485 Aradu.A03 25485 p3 (AAT)13 39 128761180 128761218 TCTTAATGCAAACCAACCTGAA AGAAGTTGCACCCACTCCTG 191

Ad03A25489 Aradu.A03 25489 p3 (AAT)7 21 128777535 128777555 TCCTCTCATAGCCGTTAGCC TTTGTGAAGATCTATGGACACTCC 243

Ad03A25490 Aradu.A03 25490 p3 (AAT)6 18 128777812 128777829 GGAGTGTCCATAGATCTTCACAAA TCATTCTTATCCATCTTTCTCAAATG 277

Ad03A25491 Aradu.A03 25491 p4 (TGTA)6 24 128779243 128779266 TTTTGGTCATTGGTCGTCAA ACTCGGAACACACAACAGCA 243

Ad03A25494 Aradu.A03 25494 p3 (AAT)6 18 128787586 128787603 TGTTTTGGGCTTAGACTTTTATTACA AAGAAAGATGCAAAATAGGACAA 228

Ad03A25499 Aradu.A03 25499 p3 (TAA)5 15 128792295 128792309 GCCACAAATCTAATCCTCATCC TGCAAATCAAATTCATCAATGC 253

Ad03A25501 Aradu.A03 25501 c (A)11ggaaaaaaatgctgaattgggcacaaaataatctgcgttttttacctttattctttaaagctaattattggtcaaatac(A)11101 128800268 128800368 ACACAACAAAGCACACTCGG GACCATTTCGTCCCTCAAGA 238

Ad03A25502 Aradu.A03 25502 p3 (TGC)5 15 128801155 128801169 CTCTTCAGGTGGTTGTGGGT TCTTCTTTCTTCTCGGCAGC 118

Ad03A25504 Aradu.A03 25504 p2 (CT)20 40 128808317 128808356 CAGACAGACCTCAATCCCGT TTCAAACATGAGTGGCAGGA 231

Ad03A25507 Aradu.A03 25507 p2 (AT)7 14 128816632 128816645 AAGCTCAAACTCGGCTCAAC CATTAGCTCGTGAACTGACTCG 268

Ad03A25514 Aradu.A03 25514 c (TC)16(AC)10 52 128828917 128828968 TATGGGATGAAGACTTGGGC GTTCCAAACCAGGCTGTGAT 233

Ad03A25531 Aradu.A03 25531 p2 (AT)10 20 128887124 128887143 GAATGGAAGACGGTGCAAAT TTCAGTGGGACTGCCTTTCT 243

Ad03A25532 Aradu.A03 25532 p3 (AAT)5 15 128890045 128890059 TGTTGGTTTATTAAAGTTCTCATGTAA ACATGCTCAGTAAAATTGTATTCCT 280

Ad03A25533 Aradu.A03 25533 p2 (AT)6 12 128895481 128895492 TTTTTAGCCATCGGAGTTGTG CCTGTGTATGCCCCCTATTG 270

Ad03A25534 Aradu.A03 25534 p4 (GTTA)5 20 128898732 128898751 TCCATGCATATTGCTCTGACA ACGTTTGTCGAAGATGGGAC 256

Ad03A25535 Aradu.A03 25535 p3 (GAA)5 15 128900030 128900044 AGTCAATTAAGATCGGCAGC ACCACCCTCGTTTGACTTTG 224

Ad03A25536 Aradu.A03 25536 p2 (CT)6 12 128903258 128903269 TGAAACTCACAACTCACCCG CCATCAACCCCACATACACA 235

Ad03A25537 Aradu.A03 25537 p2 (TA)8 16 128914175 128914190 TGGGAAGCTCTACGGTAAGG AAACTCCTTTGCTCGTTTGC 163

Ad03A25538 Aradu.A03 25538 c (GA)8caacaaagttattattataaactgaataattcgcacagtctcaggatgcagggcag(A)1183 128914307 128914389 CGCAATCTTTCAAGAAGCGT TGTCCAAACCTCAAAATCCC 265

Ad03A25539 Aradu.A03 25539 p3 (AAC)5 15 128915399 128915413 GCCCTCAAAGCCTCAAAATA TGAATGCCTAGCTATGTGTGTTT 280

Ad03A25541 Aradu.A03 25541 p2 (AT)6 12 128920381 128920392 GTGCTTGTTTGGGCGTTATT TGTTTGAGTCCAACGATATAAAAA 252

Ad03A25542 Aradu.A03 25542 p3 (TAA)24 72 128927472 128927543 CATCCATCTTATGTTGTAGAATCCA CCTCTCCCTCCTCTTCCTCA 244

Ad03A25551 Aradu.A03 25551 p3 (TTC)5 15 128943858 128943872 CAAGATTTGGGTGCAAGGTT TTCTCTTGAGGGAAAGGCAA 236

Ad03A25552 Aradu.A03 25552 p3 (AAT)5 15 128946519 128946533 AACCAAGGCGAATGAGATTG TTGACACCCAGACAGACGAG 207

Ad03A25556 Aradu.A03 25556 c (A)10cacggaacttttattattatg(ATT)1164 128953812 128953875 AGGACAGGTTTGACCGACTG CCGAAGCATCCATTTGACTT 225

Ad03A25559 Aradu.A03 25559 c (A)10gaaaaatataaatacacaaaagg(A)1043 128954960 128955002 TTTGAAGTGCCTTGTGTCCTT AACTTCACAGCTTTTGCTTATTTC 279

Ad03A25563 Aradu.A03 25563 p3 (AAT)5 15 128958708 128958722 TGGCTTTATTCTTAGTTGATTCCC AAGAAAGACATGCTAAACAATCG 222

Ad03A25565 Aradu.A03 25565 c (T)13ctagcagatgag(A)1035 128959644 128959678 GACGACCACCACACACTACG GGAAGCCGTGAATAGATGGA 238

Ad03A25566 Aradu.A03 25566 p2 (TA)13 26 128963768 128963793 TTCTGGTGGGTCATCCAAAT TCAAGAAAAGAGGCTTCCGA 277

Ad03A25571 Aradu.A03 25571 p2 (GA)7 14 128975789 128975802 GAGAAGCTGTGACGAGGTGA TTTGTCGCTCTTTGAACCCT 227

Ad03A25573 Aradu.A03 25573 p2 (GA)7 14 129000702 129000715 GTCCCTTCCTATTTCGGGTG AACCCACTCAGTGTTTCCCC 214

Ad03A25576 Aradu.A03 25576 c (TC)29(AC)11 80 129021933 129022012 TTCTGTGGTGCCTGAATCTG CCAGCACTGCCAATTACCTT 250

Ad03A25585 Aradu.A03 25585 p3 (GAT)6 18 129042197 129042214 CCTTGTCCTTAGAGCGATGC GAGAAGCGAGAAACCGATTG 280

Ad03A25587 Aradu.A03 25587 p3 (TCT)14 42 129044223 129044264 ACGCCATGACAACAAAAACA CCAACCCAACCAAAGAGAGA 180
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Ad03A25588 Aradu.A03 25588 p3 (TAT)6 18 129045237 129045254 AGGGGTGGTATTGGTTAGGG TCTTGTGCAACGTCATGTGAT 261

Ad03A25592 Aradu.A03 25592 p2 (CT)19 38 129057242 129057279 ACCCACGAAAGTTGAAAACG AGGGGGTGAACAGTGATGAG 267

Ad03A25594 Aradu.A03 25594 p2 (AG)10 20 129060609 129060628 ATTAACGCTCATAACCGCCA ATATGAGAGCCTTGAGCGGA 260

Ad03A25596 Aradu.A03 25596 p2 (TA)8 16 129076861 129076876 ACTGCCAGCTTAAAGGGACA CGAAAGTGTGAAGAGGGGAG 280

Ad03A25601 Aradu.A03 25601 p3 (ATT)5 15 129084600 129084614 CGAGTGTGAGAAACGACAAAA ACAACAAACAGCATGCGAAA 251

Ad03A25602 Aradu.A03 25602 p3 (TTG)10 30 129090507 129090536 CACCGTGAATTCTCCAACCT AAACCCTCATCTCCCAGCTT 233

Ad03A25603 Aradu.A03 25603 c (A)10tttttggtgcatcaatagtgaactctccttttcttttggatatgattcttttcataactttcttcac(T)1087 129094517 129094603 TTCAATCCTAGACAAATAACCATCA TTGCTACTTCTTGAAACTGCCA 267

Ad03A25610 Aradu.A03 25610 p3 (ATT)6 18 129109739 129109756 AATTCCGTTGCAACAACTCC TTGATTTGGATTCTCCGTGA 115

Ad03A25611 Aradu.A03 25611 c (A)12cacccaatccgattcctgatatttttcttttgggactgattagcccctgtacac(A)1076 129111202 129111277 TGGTCCCACCTATGAAATCAA CAGTCCCTGACAATCTTCAAAA 202

Ad03A25613 Aradu.A03 25613 p3 (GAA)8 24 129114902 129114925 TAGCCGTGTTGGAAAACTCC TGATTCCCCACCACTTCTTC 269

Ad03A25617 Aradu.A03 25617 c* (A)13(AAG)5* 26 129126060 129126085 TTCTGTTTCACTTGGGGAAAA GCCGTCTCGGTCTCAAGTAG 274

Ad03A25618 Aradu.A03 25618 c (T)10ccgccccgtgcaggaatacaacaatttgatagttactttagtaaggtattggatggtaagtcttgcaag(T)1291 129131318 129131408 GCAGGAATGGTCGAAAAACT TCTAGTGGTCCGAGCCTGAT 280

Ad03A25622 Aradu.A03 25622 c (AAAT)5taaagaagagacactactagatctgaatgcacattcaacattgaaaattatagttgagat(A)1191 129144945 129145035 TTGGATCATAGGACGAAGCA TGTTGGCACTATTCACAGCC 225

Ad03A25623 Aradu.A03 25623 p2 (AC)8 16 129145153 129145168 GGCTGTGAATAGTGCCAACA ATTTCGTTGGAACGCATTTT 127

Ad03A25624 Aradu.A03 25624 p2 (AT)10 20 129145306 129145325 CAACGAAATCGATGCAACTG CCTCCTCTCCGACTCATCAA 172

Ad03A25628 Aradu.A03 25628 p2 (TG)6 12 129153516 129153527 ATAGTTGTCCATCCCCACCA GAGGCCATTGCCACTAAGAG 114

Ad03A25630 Aradu.A03 25630 p3 (AAG)5 15 129158375 129158389 GGAGGTAGGTTGCGGAATTT CACCAACCCCTACGAAACAC 162

Ad03A25635 Aradu.A03 25635 p2 (AG)8 16 129173455 129173470 CGGTAATCAGCGTCACCTTT ATTGGTGTTCCTTCCTTCCC 134

Ad03A25636 Aradu.A03 25636 p3 (TAA)6 18 129175070 129175087 CAGGATCCAGAACCTCCAAG CGAGCCACTGAGTCAGGTAT 280

Ad03A25640 Aradu.A03 25640 p3 (TAT)18 54 129198050 129198103 ACCAATCGAATCCAAAACCA TTGGTAAAACAAATAAATAAATCCATC 221

Ad03A25642 Aradu.A03 25642 p3 (TCT)7 21 129199604 129199624 AGCAGCACCGACTTCTTTGT CCGTGACGAAACCTTGACTT 163

Ad03A25644 Aradu.A03 25644 p3 (TAT)16 48 129209730 129209777 TGAAAAATTGACACCTCACTTCA ACGGATGAAAACAATGCTCC 189

Ad03A25645 Aradu.A03 25645 p3 (AGT)8 24 129210208 129210231 TTTCAACTCTCAATTCTTGGGAA AAATGTCGGTGGTGGTTGTC 177

Ad03A25646 Aradu.A03 25646 p3 (ATT)5 15 129210369 129210383 GACAACCACCACCGACATTT TGCATGATTGTAGAAGCAACAAA 175

Ad03A25648 Aradu.A03 25648 p3 (AAT)5 15 129211353 129211367 TTTTTGGTACATTTCATATCACATTC AAATTTAAGTCATTTACCTGTTTGTG 211

Ad03A25652 Aradu.A03 25652 p3 (AAT)5 15 129249151 129249165 TTTTACAAAGCTAACGATAACATAACA TCAATCCAATCAAAATCGCA 222

Ad03A25653 Aradu.A03 25653 p2 (TA)6 12 129253154 129253165 CAAAGATCTTCGGATAAAAAGAAT AACAAGTAGAAAAAGGTGAGCCA 232

Ad03A25654 Aradu.A03 25654 p2 (TA)8 16 129253331 129253346 AAATTCAATAAAATTACTGTGCCTAGA GTCCATTCATTAAAACAAATACAAAAA 279

Ad03A25655 Aradu.A03 25655 c (TATT)5ttgattgttgttagatttg(T)1251 129253592 129253642 TTTTTGTATTTGTTTTAATGAATGGAC CCAAGGCACATCTTTAGACGA 204

Ad03A25662 Aradu.A03 25662 p2 (CT)6 12 129276164 129276175 ATTCCTTTAATGCCCCAACC ATTCCATGTCCAAGGCAGAG 109

Ad03A25663 Aradu.A03 25663 p5 (TTTAT)6 30 129279530 129279559 TGACACGTGACATATTGTTAGGC GCTAGCACCGATTACAAACCT 197

Ad03A25664 Aradu.A03 25664 p2 (AT)9 18 129280291 129280308 TTAACTCGTTTGCAATATAAATAGGAT TGATCAAATTATCTGTATCCATAAACG 272

Ad03A25670 Aradu.A03 25670 p2 (TA)10 20 129289335 129289354 TTCAAACTTCGGACACTTGTTG GGTCTTATTTTCACCAACCTGC 223

Ad03A25675 Aradu.A03 25675 p2 (AG)8 16 129316824 129316839 GAGTGATCCAGGTGGTTGGT TGGGTTGCATTCTAAAGTTCAC 186
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Ad03A25679 Aradu.A03 25679 p2 (CT)18 36 129319916 129319951 AAAATTCAAATCCGGAACCC TCAGTGGGTACTCTAGGCGG 191

Ad03A25683 Aradu.A03 25683 p2 (AT)7 14 129333961 129333974 GATGTCCAAATTGAGAAGAATGA GCATGTTCTCTGACATCAACG 202

Ad03A25686 Aradu.A03 25686 c (AT)7t(TA)6 27 129355389 129355415 CTCCCGGAATCAGTGACATT CATTTGTGGAGCAAATGAAGG 280

Ad03A25688 Aradu.A03 25688 p3 (ATT)6 18 129364545 129364562 CCATTGGAACTCCCTCACAT GTGAATTTGCTTGGGGTTTG 267

Ad03A25694 Aradu.A03 25694 c (TTC)5ctcttcc(TCT)537 129375615 129375651 GAATAAACCCCAAAAACGCA GAGGAAGAAGAACGTGCAGC 132

Ad03A25697 Aradu.A03 25697 p2 (AG)8 16 129387327 129387342 AGGGGGATGATGGGAGTTAG ATCCCCACTTCCCCTATTTG 154

Ad03A25698 Aradu.A03 25698 p4 (TTTA)5 20 129388487 129388506 TCATTTTTCTTTTCCAAACACC CTTTCATCCGACAAAAAGCA 226

Ad03A25699 Aradu.A03 25699 p2 (AG)6 12 129392360 129392371 CGGTAGCAGCAACAATAGCA GCTAGCAGCCCACTTTCAAC 225

Ad03A25700 Aradu.A03 25700 p3 (TCC)6 18 129394586 129394603 AACAACGTCCTCCACCTGTC GCAGAAGGAAAGCGATGAAG 163

Ad03A25701 Aradu.A03 25701 p3 (TAT)14 42 129398851 129398892 GATGGTCAAGGGGTGAAAGA AATCCCGTTTCAACATCCAA 263

Ad03A25710 Aradu.A03 25710 p2 (TA)6 12 129424019 129424030 TTTTTGAAAACCACTGTTTTGTT CCCATATTACCGCTAACAGCA 274

Ad03A25713 Aradu.A03 25713 p4 (TTTA)5 20 129431679 129431698 TGCATTTGTAATAGCTATGTTAGCAC AAAACAACAACAACTACAACAACAAA 213

Ad03A25715 Aradu.A03 25715 p3 (AGG)5 15 129440453 129440467 GTTTTCAGTTTCTCGCCGTC CCGCGTCTCCAACTAACTTC 214

Ad03A25717 Aradu.A03 25717 c (T)10caaatgaatgcagcatattgctgattatgcttgctttagattcatccatgttactaagatactggatggtagctttg(T)1299 129448349 129448447 GGATGCACCTCAAATTTTATTTA TGCTAACCCCATGCCTGTAT 276

Ad03A25718 Aradu.A03 25718 p3 (TAT)10 30 129449782 129449811 CAGGTTGCTGCAGTGTTTGT CTCCCTCCTCAACACTCTCG 162

Ad03A25719 Aradu.A03 25719 p2 (AG)10 20 129456073 129456092 GTAACGTCACGTCAGCGAAA AGGGGGCTGTATTTTGTGTG 248

Ad03A25720 Aradu.A03 25720 p3 (TGG)6 18 129457948 129457965 CTCTGGATCCCCGTACTCAG TCACGCTAAACGACATCTGC 268

Ad03A25721 Aradu.A03 25721 p3 (ATG)5 15 129460422 129460436 ATCAAAGGCCATTTGTTTGC CTCCGGCTTCTACTACGACG 223

Ad03A25723 Aradu.A03 25723 p2 (AG)9 18 129464716 129464733 CAGCACAATGAGCTTTGGAA CATTCTGCGTGCAACTGTTA 210

Ad03A25724 Aradu.A03 25724 c (T)12gaaagatttagatctaatttttttcactcatatgtaaatgtggtatgacgacttcatgagtaagatgttttttctgtc(A)14104 129469873 129469976 CAGGCTTGCAGCACTTTCTA TGGTCATATTCAATTGAGCGTC 238

Ad03A25727 Aradu.A03 25727 p2 (AG)7 14 129478561 129478574 GTTTTGAGGGCTGGTGGATA GTGTTGGTCCATTTCCCATC 200

Ad03A25731 Aradu.A03 25731 p2 (TA)7 14 129481788 129481801 GACCGGGTAGCGTAACACAC TTGGACCTTTCGTTGAATCC 264

Ad03A25734 Aradu.A03 25734 p2 (TA)6 12 129502611 129502622 GCAGGCCATTTTGAGAAAAG GCAGCAGCAACAAAGATGAA 101

Ad03A25735 Aradu.A03 25735 p2 (TG)6 12 129505331 129505342 CCTCGCCTATTCTCGCTTTA TCCTCCCCATTCTCAGTGTC 260

Ad03A25741 Aradu.A03 25741 p3 (GGT)5 15 129522000 129522014 TAATTGCTCATCTCGCCCTT CACCACCACCAAATACCTCC 280

Ad03A25742 Aradu.A03 25742 c (A)11gacaaactctaactactagtaaagac(A)1047 129522392 129522438 TTGCTATTTCCTGCAACATTTTT TTTTAGCGCCGTTATCGAAG 234

Ad03A25744 Aradu.A03 25744 p2 (TC)7 14 129545862 129545875 CCGTGTGCCAAGCTTAATTT TATTTGCCGAGCTCCATCTT 252

Ad03A25746 Aradu.A03 25746 p2 (AT)7 14 129552294 129552307 TGGAAACTCCTCCACACCAT ATTTGAATTGGCTCCTGCAC 251

Ad03A25747 Aradu.A03 25747 p3 (TTC)5 15 129554385 129554399 ACCTCCTTTTCCTCTTTCGC TCAGATTCAGAACACCTGCG 207

Ad03A25749 Aradu.A03 25749 c (TAC)5aat(AAC)6 36 129559510 129559545 GTGTCATTTAACGTGCCACA TAAATGGCGTCCTTTGATCC 210

Ad03A25750 Aradu.A03 25750 p2 (CT)18 36 129559828 129559863 TTCCATCTCATCCAACCTCC TGAATGGTCAAAGGAGAGCA 265

Ad03A25753 Aradu.A03 25753 p2 (AG)9 18 129565998 129566015 TGAAACTGTGTCGTTTTGGG ACAACGCCATTAAAGTTGGC 252

Ad03A25755 Aradu.A03 25755 p2 (TA)6 12 129574210 129574221 GAGAATTGTTCTTAAGTTTGGTCTTT GCATCAATGTCGATTTAAATAATG 147

Ad03A25763 Aradu.A03 25763 p2 (TA)7 14 129594102 129594115 ACCCCTTCTCACCATTTTCC AACACTACTTGCAGTGAAATCCA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A25769 Aradu.A03 25769 p2 (AG)6 12 129607744 129607755 TCAGCAAACCAGCACTGAAC CTGAACTTGCCTGCATTTGA 175

Ad03A25775 Aradu.A03 25775 p2 (TA)6 12 129626870 129626881 CTGCTCTGTGATCCACTCCA CGAAAGAGCCATTCCCATTA 117

Ad03A25778 Aradu.A03 25778 p2 (TG)7 14 129637084 129637097 CGAAAAATATGCAGATCATTCTCTC AGGTCTTGTCGCATTTTTATTT 249

Ad03A25787 Aradu.A03 25787 c (A)12caaggcttg(TAT)6tagtagtagtagtattagtactactactactattactactattactactactagtactattactattactattactatta(TTAT)5139 129663121 129663259 GGGGGCTTTGCTTTTGTATT TGGAATGTTCTGTTCCACCA 276

Ad03A25789 Aradu.A03 25789 p2 (AT)6 12 129669111 129669122 ATACAAACGCGGGATCTTTG GAAAGTGACCTTGTCCCACC 169

Ad03A25798 Aradu.A03 25798 p3 (GAT)7 21 129687903 129687923 GCAGCATTATGTGCGTGTTT TGTCGTTTAAGAATTTTCGGTG 257

Ad03A25799 Aradu.A03 25799 c (A)10tacataatgttacaaaattaatagaaagaggagaaggaaaaaatg(CAA)570 129688826 129688895 TCCTCCTCATCTTTTGCAGC TATCACGCGTTCCTCTTCCT 264

Ad03A25800 Aradu.A03 25800 p2 (TC)6 12 129693282 129693293 ATTCTGTTACACTTCCGCCG CGGAGAATGAAGGTGTTGGT 253

Ad03A25801 Aradu.A03 25801 p3 (ATT)5 15 129694031 129694045 AGCCCCTCATGGTAACAGAA CACCAAAACCAGGAAGGAAA 211

Ad03A25803 Aradu.A03 25803 c (T)14gttattgcatacttggattcctgcttagggaagcatcaagtcatgtgtgatgcaagcattcgcatgctttcaagcaccaacactagcactatatt(TAA)8133 129694965 129695097 TGTGTCGCAATGCTAAGGAC GCATAATGGACTGGTATGGCA 222

Ad03A25806 Aradu.A03 25806 p3 (AAT)11 33 129701412 129701444 ACCTCACAACACCAGCATCA GTGCGTCTTGCTTCTCTTCC 271

Ad03A25811 Aradu.A03 25811 p3 (TTA)6 18 129717843 129717860 TTTGATATACGTGAATCGGGT CTTCCGTTTTCCCTCCAAA 276

Ad03A25812 Aradu.A03 25812 p3 (TTG)12 36 129718154 129718189 TGAGAGATCGACACGTCACC GGCAGCAAATAGTGGTCACA 212

Ad03A25814 Aradu.A03 25814 p2 (AT)7 14 129724356 129724369 AACGTTTTATAATTTTAACGGGAGA GCCATCTTTAATTACGGGTCT 275

Ad03A25815 Aradu.A03 25815 p2 (TC)10 20 129728489 129728508 TTCTCAATTTGCTTGGACCC AGGCAAGTCCTGATGTTTGG 262

Ad03A25816 Aradu.A03 25816 c (T)10ctttcttttctatttagtcacc(A)1143 129734828 129734870 CCATGGAGTGAGCTTCAACA GCTTGCAGAAACGTGGAAGT 266

Ad03A25819 Aradu.A03 25819 p2 (AT)8 16 129737871 129737886 TGTGACCCATTGATGCTTTG GCTCGTACCGCTTATCCTTG 239

Ad03A25823 Aradu.A03 25823 p3 (CAA)5 15 129754291 129754305 CGCCGCATTTGATATTAACAC ATCGCATCAAAGTTCCCAGA 199

Ad03A25831 Aradu.A03 25831 p3 (TAA)5 15 129792795 129792809 AAGGTTGAATGATGGACAATTTTT CATGTTGCAAACAACGAACC 167

Ad03A25833 Aradu.A03 25833 p3 (CAA)5 15 129800519 129800533 GCTTATCGCCTCATCTTTGC CAAAAGAAGCACCCTTGGAG 108

Ad03A25838 Aradu.A03 25838 p2 (GA)18 36 129816649 129816684 AAGCAGGATATCATGGGCAG TTATGTCGGGTCAAACAAGG 209

Ad03A25839 Aradu.A03 25839 p2 (CA)6 12 129818608 129818619 ATGGAACCCCATTGTTTTGA GTGGTTGCCTCATCAAGGTT 274

Ad03A25842 Aradu.A03 25842 c (A)11gttcaagtaaaatagtccaattcacagaagagatgaaatattctaggcatcagaattggaatcatcggagact(TCA)6102 129823053 129823154 TGGAAAAAGACCTTGCAAAAA CTGAGGGATTTTGTGGAGGA 240

Ad03A25844 Aradu.A03 25844 p2 (TA)6 12 129826954 129826965 AACGTCTCATTGTAAGTAGAGCCA GGCAAATTAAATTAAAAGATTATCTCA 251

Ad03A25847 Aradu.A03 25847 p3 (ATG)7 21 129840309 129840329 AAATGTGGTGGGTTTTGCTC TCGATGTCACGCACATTTTT 279

Ad03A25850 Aradu.A03 25850 p2 (AT)6 12 129854441 129854452 ATTGACCGGGTCTGTTTTTG GCGTAATGCCATTGATGATTT 273

Ad03A25851 Aradu.A03 25851 p3 (GAA)5 15 129860488 129860502 GGTGAGAGGTGGTGGTTGTT CCACGCGACTCTTCTTCTTC 184

Ad03A25853 Aradu.A03 25853 p2 (GC)6 12 129864611 129864622 TTGGGAAGTAAGAAGCCCCT ATCGGTTTTGTTGTTCTGCC 166

Ad03A25855 Aradu.A03 25855 c (T)10ctcacaattcaatttgaagcatttaaaacaataaacatttcttaatttc(A)1069 129871337 129871405 TAACTCTTCACCACCCCCAG CAACGCCTCAAGACTCAAGA 216

Ad03A25856 Aradu.A03 25856 p2 (GA)21 42 129871827 129871868 GCTGCAGCTCCTTCTTTCTC GCCGCTTCTACCAGATTGTT 277

Ad03A25859 Aradu.A03 25859 p3 (AAG)5 15 129885812 129885826 CCTTGTCCAAGAGCTAAACTCAA TTGGACTCATTGTCCTGCAC 184

Ad03A25860 Aradu.A03 25860 p2 (TA)7 14 129889567 129889580 GTTAGTCCGGGTACCAGCTT TGACAAACCCATTAGCAGCA 252

Ad03A25861 Aradu.A03 25861 p2 (TA)6 12 129898284 129898295 CGGGTACCAGTTTAGGGGTT AGCAGCAACCAAAAACATCA 230

Ad03A25864 Aradu.A03 25864 p2 (TC)11 22 129906111 129906132 TGTGGAAAATATTTGGGATGC CGGGGTGTCTTCACATATCC 270
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Ad03A25866 Aradu.A03 25866 p3 (TTA)14 42 129912753 129912794 CAGGGGTCAAAACGATCACT TTTCAATCTCACCTCAACTTTTTG 237

Ad03A25869 Aradu.A03 25869 p2 (TA)7 14 129921063 129921076 TTGGTAGCATTAAAACAAAAAGAGA TTTAAGGACCAAAGGAAATATGTTA 280

Ad03A25870 Aradu.A03 25870 p2 (AT)12 24 129921575 129921598 TTAAATTGGGCGATGATGC AAATGACTATCCATATCTTCGCA 280

Ad03A25874 Aradu.A03 25874 p3 (ATT)5 15 129936531 129936545 GGCCTTTGAAATTTATTTGTCG GTTGTGGGCCAACTTTGAAC 279

Ad03A25875 Aradu.A03 25875 p3 (TGC)7 21 129939882 129939902 TGAAGTTGGCAAAAGCACTG TTGGTGCTATGCTGCTGTTC 144

Ad03A25876 Aradu.A03 25876 c (A)10(G)17 27 129941199 129941225 TGATTTGAATGTTGATGGTTTTC TGGGCTTGTTTCATGAACTG 276

Ad03A25881 Aradu.A03 25881 p2 (AT)6 12 129958562 129958573 ATGGGATTTCGTATGGGCTT GGAAAATAAGAAAGGAGGGAGC 249

Ad03A25882 Aradu.A03 25882 p2 (AG)6 12 129959525 129959536 TTAATTTCCTAACATATTGCTCATGT AATTTGCCCCCACACAGTAA 190

Ad03A25883 Aradu.A03 25883 p3 (ATA)6 18 129962094 129962111 ACTGCCAACAACACCAACAA TCTCCAAAGAAAGAAAGAGTGGA 124

Ad03A25889 Aradu.A03 25889 p2 (AG)13 26 129971501 129971526 ACAGCCAAGCACATTCCTCT TGATGTTCTTTCTGGCGTTG 213

Ad03A25895 Aradu.A03 25895 p3 (TTA)6 18 129987107 129987124 GGGCAGAGAAAGTTCCCCTA TGGAATTTGAGGCTGAGGAT 268

Ad03A25896 Aradu.A03 25896 p3 (GAT)5 15 129988582 129988596 AACGGAGGAAACCCTGAGAT ACGATGCACCCCACTAGAAC 261

Ad03A25897 Aradu.A03 25897 p2 (GA)6 12 129990350 129990361 CCCATTCCCATATGTGTTGA GCCCTAGGAACTTCACACCA 197

Ad03A25899 Aradu.A03 25899 p2 (AT)9 18 129996927 129996944 AAAAAGAATTAATCACATGCTTGC CAACCCGAAATTTAACTTCCAT 276

Ad03A25901 Aradu.A03 25901 p3 (CAA)6 18 130000790 130000807 ACTTTTCCAATCCCAAACCC GAAGAGTGGAAATCGGGTGA 266

Ad03A25902 Aradu.A03 25902 p3 (TTC)5 15 130001043 130001057 GTGTCACGACCATAGCATCG ATCTTAGCCGCTGATTGTGG 165

Ad03A25903 Aradu.A03 25903 p2 (AG)6 12 130001340 130001351 CTCCATCTCTCGCTGACACA CATTTTCTAAGCTCGTCGCC 225

Ad03A25906 Aradu.A03 25906 p2 (AC)6 12 130006792 130006803 ACATTGATGCATAGGGGCAT TTAACCACTTGCCCTTCACC 253

Ad03A25912 Aradu.A03 25912 p3 (TGA)6 18 130017220 130017237 TCTCAAACTCGGCAGGAGAT GGGGTTGGGATGAGAGATTT 140

Ad03A25918 Aradu.A03 25918 p3 (TTC)5 15 130036824 130036838 CCTCTTGGTCTCGGTGTTGT GGCATGGCAAAAGAGAAAAA 276

Ad03A25920 Aradu.A03 25920 p2 (AT)8 16 130044669 130044684 TCTTCTCACTGTGCCACCTG TCACATTCATCCCAATATCTCATC 229

Ad03A25928 Aradu.A03 25928 c (ATT)7(AGT)7 42 130056479 130056520 CCATGTCAAGTGGTTTGTGC TGAGACTCATGCACGATGAT 239

Ad03A25930 Aradu.A03 25930 p3 (TAT)5 15 130058965 130058979 AAAATGGACCTTGCGATTTG ATAAGCAATGACCAGGACGG 256

Ad03A25932 Aradu.A03 25932 p2 (TA)7 14 130062091 130062104 TCACGGAACAGATGATGTGA ACCAGCGGTTTATGACCAAC 259

Ad03A25933 Aradu.A03 25933 p3 (AAT)19 57 130066188 130066244 TGCTTCTTCATTGATACTATCGTC ACCGGCTAAACTCAGCAAGA 225

Ad03A25936 Aradu.A03 25936 p3 (ATA)9 27 130070381 130070407 GAAAAGAGGAGCTTGTACCAACA TGGGTGAGCACTTAGCATTG 258

Ad03A25939 Aradu.A03 25939 p3 (TAA)5 15 130084677 130084691 ATTTCTCATGCCTCCGCTTT CGTGAATCGGGTAACAAAGA 279

Ad03A25943 Aradu.A03 25943 p2 (TG)6 12 130096010 130096021 CTGCAACAAATCCCGGATAA TGCTCAACTCTGCAATGGAC 233

Ad03A25945 Aradu.A03 25945 p3 (TTG)18 54 130105726 130105779 ATGGATAAGGGGTGAAAGGC TCCAATGCTATCTTAGAAGGCT 240

Ad03A25946 Aradu.A03 25946 p3 (AAT)5 15 130106593 130106607 TCACTTAATAAATAAATTTGACCCCA AAGAACGAACAGTAAGAGAAGAGAA 238

Ad03A25947 Aradu.A03 25947 p3 (TTG)9 27 130117962 130117988 TCGACCCCACCTAATAGGAC AACGTTGTCAAAGCAAAAAGTT 234

Ad03A25948 Aradu.A03 25948 p3 (AAT)5 15 130118724 130118738 TCACTTAATAAATAAATTTGACCCCA GAACGAACAGCAAAAGAAGAGAA 234

Ad03A25949 Aradu.A03 25949 p3 (AAT)5 15 130122285 130122299 CGGGTGACTTGGGTTTACCT TTTTATTGATTTGCCATTACCAA 261

Ad03A25950 Aradu.A03 25950 p2 (TA)12 24 130124789 130124812 GCACAGGCTTGAGCATACAA CCGAAACGAAACGAAAAGAA 198
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Ad03A25952 Aradu.A03 25952 p3 (AAT)5 15 130136317 130136331 CAATTTGGATTTAATAAGCTTTTCC CCTGTTTGTTACACCGCCTT 262

Ad03A25954 Aradu.A03 25954 p3 (ATG)10 30 130142398 130142427 CAACTCATTTTTATCGAGGCG TGTGCTTGCTTGGTTTTTCA 211

Ad03A25962 Aradu.A03 25962 c (T)10cctttaagg(T)1332 130176374 130176405 TGATCGCAGAAACAATGAGG CGCTGAGTTTAGCTCTTGGG 196

Ad03A25964 Aradu.A03 25964 p3 (GAA)5 15 130183171 130183185 CCGGAGCAAAATTAGGATCA CGTCCGTTACAGTTGCTGAA 252

Ad03A25966 Aradu.A03 25966 c (AAGA)6aagtagctaatagggcagggaagggcgtaacatcaagcaagcagagtgcaataaaacaaaatttgaataatat(A)10107 130194338 130194444 CCCATTTTCAAGAAACGCAT TACCGGAACCTCAACCAGAG 248

Ad03A25967 Aradu.A03 25967 p3 (GAA)7 21 130194689 130194709 CCAACTTCGAAGCCATTCTC AAATCCTAAGTGTGCGGTGG 276

Ad03A25973 Aradu.A03 25973 p2 (AC)6 12 130208049 130208060 CCGACATCAAACACTTCCCT CTTCGCTGATTTCCCTTTTG 269

Ad03A25976 Aradu.A03 25976 c (GAT)5tgagaagaagaagagag(TTA)650 130213443 130213492 TTCATAAGTTTACACATACCATCAAAA ATTGTCAACCGGACTTGCAT 230

Ad03A25977 Aradu.A03 25977 p3 (CCA)6 18 130214299 130214316 ATCGATGAGTTCAGGGTTGC CGCTTGCAACTTCTTTTGGT 157

Ad03A25979 Aradu.A03 25979 c (AGAAG)5acagtgtgcc(TG)647 130214663 130214709 TCTTCCTCCTCCTGCAATAA TCAAACCCAAAGACTTTCCA 280

Ad03A25980 Aradu.A03 25980 c (T)12gttacgaaaatgataccttttgtgaagataaaaaacgtcacaaataaatagactggcagtaacaaaaagtcaagtaattctcctttggtag(T)10113 130217906 130218018 TGGTGCGGGACTTACTTCTT TTGCTAGTAGGACCACCTGGA 183

Ad03A25982 Aradu.A03 25982 p2 (AT)6 12 130223347 130223358 AAAACTTTAGTATTAATATTCACCGCA TGTGGACGACTCATGTTTTCA 212

Ad03A25984 Aradu.A03 25984 p3 (TAT)6 18 130224097 130224114 TTCCCTCCTCACCACAAAAA ACTCGGCTTTTAAGTGCGAC 207

Ad03A25985 Aradu.A03 25985 c (A)12tagaaaaaataagatgcataaataaaaaaaagatcgaccaacctttttttttgtcaagagtggtatcctttattcaaattaaattaattttat(TTA)14147 130224310 130224456 GAAGTCGCACTTAAAAGCCG TCTAACCACGCACTCATATTTTT 245

Ad03A25988 Aradu.A03 25988 p2 (GA)6 12 130230656 130230667 TGGGCAGTTTTATAGGCGAC TTGCTACCATCATCTTCCCC 237

Ad03A25991 Aradu.A03 25991 p2 (TA)9 18 130233839 130233856 CAAGAAATAAGTCCCGCCAA GGGTTTTGGTCTGGTGAAAA 261

Ad03A25992 Aradu.A03 25992 p3 (AAG)6 18 130236130 130236147 TGAAAAGCTTATGTCCCTCTTAGAA CCCGGTCAACAATATCATGC 242

Ad03A25993 Aradu.A03 25993 p3 (TAA)20 60 130236363 130236422 GGGCAGGTTTTTGTTAGGTG AAACAATTTTTATTAACCGTGCATT 192

Ad03A25994 Aradu.A03 25994 p3 (AAT)8 24 130236583 130236606 AAAATGCACGGTTAATAAAAATTG ACACGTGATCATCATTCCGA 239

Ad03A25996 Aradu.A03 25996 c (AGC)5ctt(AGC)5 33 130244338 130244370 AATGGTGGTTGAGTGGCTTC CCAAGAGAAACTGCGGAAAG 205

Ad03A26000 Aradu.A03 26000 p2 (GA)6 12 130257588 130257599 CAAAGGGAACAAAAAGGCAA TAGCGCGTGAGAATCACAAC 198

Ad03A26002 Aradu.A03 26002 p3 (TAT)6 18 130260488 130260505 AAACACTTGTTTCTAAGCATTTCG AAAGGTGTTTAATGAATAGTTTGATGA 124

Ad03A26005 Aradu.A03 26005 p2 (AT)6 12 130264063 130264074 TCTCCCCAAACCTTTCTTTTT TCCCAAACACTACATGTCATCA 271

Ad03A26007 Aradu.A03 26007 p4 (AAGA)5 20 130271310 130271329 GCCCGTTTTCCTATTCCATT TGATAGCAGACTCGTCGGTG 163

Ad03A26008 Aradu.A03 26008 p3 (AAG)6 18 130271725 130271742 CAAGCAAGTCAACCCCAAAT CCCTTCCTCTCTTGTTGCTG 126

Ad03A26011 Aradu.A03 26011 c (ATT)7(GTT)5 36 130274700 130274735 TGTTTGTTGACGGTATCTTTAGGA TCGTGTGCTCCTCATCATATTT 277

Ad03A26014 Aradu.A03 26014 c (AT)7cgggttcaaatttttc(T)1040 130281569 130281608 CGGGTTCAGATTTTATTTCGG TATTTTAATCGAGCCGCACC 144

Ad03A26016 Aradu.A03 26016 p3 (TTG)8 24 130284592 130284615 ACAATTTGGCCTTGTTTTGC ACCCTTCCATCCTGAAAACC 249

Ad03A26020 Aradu.A03 26020 p2 (TA)8 16 130296792 130296807 TGGTACGTGGACGCAAATAA AAAACCGGATACGCTGACAC 264

Ad03A26022 Aradu.A03 26022 p3 (TTA)5 15 130304521 130304535 AAACCCCTCTCATCATGCAC CAAGTCAAAAACTAAGGTTGCG 240

Ad03A26023 Aradu.A03 26023 p3 (CTT)5 15 130305398 130305412 CAGAAATACACCCCAAACGG TCGTTCTTCTTTTGGTTTTGC 274

Ad03A26024 Aradu.A03 26024 p3 (AAG)6 18 130305554 130305571 CGAGGAGAAACACGACAGTG CCGTATATAGCATTTTTGGGGA 203

Ad03A26026 Aradu.A03 26026 p3 (ATA)5 15 130308968 130308982 GAAGCCTTGTCTTCATGGCA TTCCTTACTCGGCCTGACTT 169

Ad03A26030 Aradu.A03 26030 c (A)10tatatttttcatttttgttcatagatattacagctagatactctcttctctatttatgtgttcttcttttattgtgttcta(T)11102 130314392 130314493 GGAAAGACAAAGATAAACACGAAA CGATAGTGAATTTGTTCTTTTTACCC 180
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Ad03A26033 Aradu.A03 26033 p3 (TTA)5 15 130326914 130326928 GCGGGCATTAGAATTGGA AGGGCAGAACTCTCGTCTGA 279

Ad03A26035 Aradu.A03 26035 p3 (TCA)6 18 130330351 130330368 AATCAATTTCCCCCGTTTTC ATAAAGCGTGGTTTTGCAGG 239

Ad03A26036 Aradu.A03 26036 p2 (CA)7 14 130331223 130331236 GCTGGGAGGAAGATGTACCC CACCTGGACATGACAAATCG 276

Ad03A26041 Aradu.A03 26041 p2 (AG)6 12 130343835 130343846 AAATGCCAGAATTTGCTTGG CCATGTTGACTCCGTTGAAA 110

Ad03A26045 Aradu.A03 26045 c (AAG)6aggaagaggaagaagaacgtacagc(AAG)5gagaaagagaaggcaagaaacgaaagaaaagaagaagaagaggaagag(GAA)7127 130365677 130365803 CGTGAAAGAAGAAGAAGAACGA GCTTGACTCACTTCCAACCC 275

Ad03A26046 Aradu.A03 26046 p2 (AT)8 16 130366061 130366076 GAGCCAAGCTTGAGCCTAGA TCACGAGCTGGCTCAAATAA 189

Ad03A26047 Aradu.A03 26047 p3 (AAT)12 36 130369739 130369774 AAGGTTAGATCGGAGGGAGC AACGTACAACTGAAAGCGGC 212

Ad03A26049 Aradu.A03 26049 p3 (GAA)6 18 130373450 130373467 GTGAGTCTCGAAGGAGTGGG CGACGCCAGTGTAAGTACGA 236

Ad03A26050 Aradu.A03 26050 p5 (CATCT)5 25 130374299 130374323 CCACGTCAAAACCACCTCTT GTTACCGGGACAGCAAACAT 215

Ad03A26052 Aradu.A03 26052 p2 (AT)6 12 130383998 130384009 CCACTTTTCATCACCGCTTA CCAAAAATCACCGTTAGCAA 280

Ad03A26053 Aradu.A03 26053 c (T)10aagtcgaatttataacccaacaat(A)1246 130385725 130385770 TGATTTTTGATAACAATGCCAAA TGGGATGGTATAGGGATGGA 216

Ad03A26054 Aradu.A03 26054 p3 (TGA)6 18 130390518 130390535 CTGCTTTTGCTTTCTGCCTT TCCCACCCCTCACTCTCTTA 261

Ad03A26055 Aradu.A03 26055 p3 (GGT)8 24 130390671 130390694 AGTGGGGTGAGGGGTAAGAG ACTTTTTCCGTCCCCAAAGT 258

Ad03A26056 Aradu.A03 26056 p5 (ATATA)5 25 130390859 130390883 ACTTTGGGGACGGAAAAAGT ATGTTTACACCCATGTGCCA 142

Ad03A26058 Aradu.A03 26058 p3 (ATT)5 15 130392325 130392339 CAAGGGAATTACACATGGGC TGGGACCCCTCCTAACTAGC 253

Ad03A26065 Aradu.A03 26065 p2 (AT)6 12 130414540 130414551 CCTCCCACTAATGTGGTCCT CGAGTTTGTAGAGCATGGGA 206

Ad03A26069 Aradu.A03 26069 p3 (ATT)5 15 130427654 130427668 TGGCAACTCATGGACTGTTC CAAAAATAGGGTTGGGCAGA 196

Ad03A26071 Aradu.A03 26071 p2 (TA)12 24 130435628 130435651 TGTCTGAGGTACGGATTTTCTAA TTTTGATTTTAATTTGGTTTTGG 270

Ad03A26074 Aradu.A03 26074 p2 (TC)6 12 130441649 130441660 CCCCCATTTTCTCTCTCTCC TCCTCTCTCTCTTCTCTCTCGC 275

Ad03A26075 Aradu.A03 26075 c (GA)6tagaaaaagagaag(GA)638 130441992 130442029 GAGAGAGAAATGATGGAGGGAG TCTCTCTTTCTCCCCTTCCC 244

Ad03A26076 Aradu.A03 26076 c (GA)6tagagagaggggaaggggagaa(AG)2176 130442142 130442217 GAGGAGAGAGAGGAGGGAGAA CGATTGCTTTCGTTCCTTTT 280

Ad03A26078 Aradu.A03 26078 p3 (TTA)16 48 130443470 130443517 TCGCAATTGATTATTGATACCC GAAATGGTTCTCATGGATAATAAAG 163

Ad03A26079 Aradu.A03 26079 p2 (TA)7 14 130443674 130443687 CTTTATTATCCATGAGAACCATTTC TGTGTATGAATGGGGTCGAA 247

Ad03A26080 Aradu.A03 26080 p2 (AT)6 12 130449071 130449082 AATTATGAATCACAAAAGAAAGACAA TGCTTATTATTAGGTGCATACTTTTT 247

Ad03A26081 Aradu.A03 26081 p2 (GA)6 12 130449356 130449367 TAAACACGAGAGAAAGGGGG TTTCTCGTTGATTTGATTGGAG 198

Ad03A26082 Aradu.A03 26082 p3 (TAT)10 30 130449728 130449757 GGTCACTAAAAATCGGTGCC TTTCCCACCAAAATGAATGC 278

Ad03A26083 Aradu.A03 26083 p3 (TTA)11 33 130450625 130450657 TGATAAACGTGAATCGGGTAA TCCCTCCAAAACGAATAAAA 280

Ad03A26084 Aradu.A03 26084 p3 (TTA)5 15 130457730 130457744 TGATATACGTGAATCGGGTAACA CTCCGTTTTCCCTCCAAAA 275

Ad03A26087 Aradu.A03 26087 p4 (ATAA)6 24 130468779 130468802 TTGGCTCCCGCAATTAAATA TCGGAGTGATGTTCTGATCG 148

Ad03A26089 Aradu.A03 26089 c (ATT)5atcgtcagttagcttagc(T)1245 130470858 130470902 CAAACCTAAAATTGACCATATTTGC AAATTTCTTTGGCCCAACCT 129

Ad03A26095 Aradu.A03 26095 c (ATT)5atcgtcagttagcttagc(T)1245 130495420 130495464 CCAATCAAAACTACGAGAAAAACA AAATTTCTTTGGCCCAACCT 253

Ad03A26096 Aradu.A03 26096 c (T)11(A)10 21 130496055 130496075 TTTCTTTGTTTGCACGTTCG CCCTCCCGCATATTTTCTTT 268

Ad03A26100 Aradu.A03 26100 p3 (ATT)6 18 130505382 130505399 CCATATGGTAAACGGAGAAGC CCATTGTCGGGGATTAATTG 214

Ad03A26103 Aradu.A03 26103 p2 (CT)12 24 130513608 130513631 ACCCATTCTGATCCAATCCA GGTTTTTGAAGAAGGGGAGG 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A26104 Aradu.A03 26104 p3 (TCA)5 15 130520898 130520912 AAGCTTTTGCCGATATCCAA ACACTTGGGTTTCCCTTTGC 185

Ad03A26106 Aradu.A03 26106 c (GT)6cagtgtgt(GA)10gcgcgcaagcgagagagagaaggttgtgtttgtgtggagaaaagacgcgttgctcttctcctc(T)11114 130523535 130523648 TGGAGGGGCATTAATGGTAA AGTCAAAGAGGGGATCAGGG 244

Ad03A26113 Aradu.A03 26113 p4 (AATA)5 20 130537837 130537856 TCAATATTTAAAGTGTGCGATAAAA TCCTCTTGCTGAGTGATCCA 262

Ad03A26116 Aradu.A03 26116 p3 (TTA)5 15 130541472 130541486 AGGAGGTGGGCAGAATAGGT CCAACTTAATTGGCCTTAATCA 254

Ad03A26120 Aradu.A03 26120 c (A)10gag(T)12 25 130545249 130545273 CAGGTAATGCAGAGTGCCAA CTATCAGCATTCCCCTGCAT 213

Ad03A26122 Aradu.A03 26122 p3 (GCT)6 18 130554479 130554496 ATACCATAGCTGATGGCCGA CTAAGGCCCAAGTCCATCAA 185

Ad03A26127 Aradu.A03 26127 c (A)11cgtaaaaggaagattgactcgaacccg(A)1048 130562483 130562530 GTTTTCGTGTAGGTTGCCGT TGGGCTGTATACTGGGCTTC 214

Ad03A26130 Aradu.A03 26130 p3 (TTA)8 24 130580014 130580037 AAAATAATAAAAGAGAGGGGTTCTTC GAGGCAATAGAAGTGTGATTTCAA 253

Ad03A26134 Aradu.A03 26134 p2 (TA)6 12 130598558 130598569 TCACCAATGCATGTCCACTT GGCTTCAATTTCAACCTCCA 248

Ad03A26140 Aradu.A03 26140 p3 (AAG)7 21 130609855 130609875 TAGCCTCCGTCATCTTTGCT CATCACTGACCACACGAACC 139

Ad03A26152 Aradu.A03 26152 p3 (AAG)5 15 130654451 130654465 TTAGGCCTTGAAGTAGGAGCC CCAACACCAGCATCATCATC 225

Ad03A26154 Aradu.A03 26154 p3 (ATA)6 18 130658571 130658588 TCGGATTTTGTTCTGGAAGG TCCATCATGCATCCTAGCTG 192

Ad03A26155 Aradu.A03 26155 p2 (AG)7 14 130660583 130660596 CCTTTCATGGTCACCCTGTT TGGTGACCGTTGACTTTTGA 155

Ad03A26157 Aradu.A03 26157 c (T)11aattctcaataggctaaaaaattaattcattatttacgttgttcaaattttttgttgtctacctaacaaaactc(TTA)6103 130669344 130669446 GGCAACAGTATAGAGGGCGT GGATGCATGCAATGTTTCAA 250

Ad03A26158 Aradu.A03 26158 p3 (ATA)10 30 130671340 130671369 CTGACCCACTTTCAAGCACA TGATCAATGCATGAATGACG 147

Ad03A26161 Aradu.A03 26161 p3 (TGG)5 15 130675736 130675750 GCTGCTTCTTGCTTTTTGCT TGAGGGTCAGAATCGAAACC 235

Ad03A26164 Aradu.A03 26164 p2 (AT)8 16 130679996 130680011 TCAAATTCCTTTCTGTAACCCC TTTATGTGTGTGGGGGAAGG 119

Ad03A26177 Aradu.A03 26177 c (CT)6tacatggccgatgaaccaatgcccactcgctggtccttccaggtctgag(TC)775 130701077 130701151 GTAGCTGGCCACGGAACTT TGAAAGCATCGCAACAAATC 280

Ad03A26178 Aradu.A03 26178 p2 (TC)10 20 130701585 130701604 GTGTATTTGTGCCGAGGGTT GAACCTGGCTCTGAAACTGC 256

Ad03A26181 Aradu.A03 26181 p2 (AT)10 20 130716755 130716774 TTTTGAACAATCTCGTGCTGA GTTTGAAAAATGAATATTTTACGATG 251

Ad03A26185 Aradu.A03 26185 p2 (AT)6 12 130724387 130724398 CTTCTGGCAGCAGGAGTAGC CCATCAATGAAAATTGCACA 233

Ad03A26186 Aradu.A03 26186 p2 (AT)6 12 130724587 130724598 TTGTGCAATTTTCATTGATGG TCAAGATTATCCTTTTAGTTTAAGCA 240

Ad03A26187 Aradu.A03 26187 p4 (TATT)5 20 130725297 130725316 AAAAATTGCTCAGTATCTTCTTCTG TGGAACAACTGGTCTGTTAAGATT 200

Ad03A26188 Aradu.A03 26188 p2 (AT)6 12 130727540 130727551 AACACCGCACAAATAAATGC TGCTTTTGGTGAATGAAGCA 238

Ad03A26192 Aradu.A03 26192 p2 (TA)8 16 130736876 130736891 CACCGCTACTTTCTTGTACTGC TGATCAAAGCATCTGTTCCG 253

Ad03A26193 Aradu.A03 26193 p2 (TA)9 18 130737273 130737290 GTCACCGGTGCTTCTGATTT CCACGTATGCATGTACGACC 202

Ad03A26198 Aradu.A03 26198 p3 (ACG)6 18 130753842 130753859 TGGTTCTAGCAATGACGCTG AAAACCCTAAATTCTACAAATCCTGA 118

Ad03A26203 Aradu.A03 26203 c (T)12acaaattgcaatgaaaggatattatttacacaagaataacaaataagggcaaaattttaagaaactaga(T)1091 130779181 130779271 CACATTCATTTAAAACGGTTACCT AGGGATATCACTGGGTTTAGTTT 265

Ad03A26204 Aradu.A03 26204 p3 (AAT)11 33 130779527 130779559 CATGTCGTCAAAATCCGTTG TTGTTCCAATTTCCAAAGCA 174

Ad03A26205 Aradu.A03 26205 c (T)11aaacgatggaactgaattttttcacac(ATA)19c(TTA)8120 130780723 130780842 GTCTCGAGGAATATTGGCCT TTTTATGCAGTGTTACTTACTTGTTTT 273

Ad03A26209 Aradu.A03 26209 p2 (AG)6 12 130786692 130786703 TTTTAACCGCTTTGTTGGAA CGGAGCAGTTGGGTGATAAT 253

Ad03A26210 Aradu.A03 26210 c (TC)12(TA)10 44 130787640 130787683 TTTTCTTGAACAACATAAATAATGGG AGTGTCGTTTTTCATTCGCTT 273

Ad03A26211 Aradu.A03 26211 p3 (AAC)6 18 130788092 130788109 CGTAATTGTTCAACATGGGC CATTTGTGCGGTGTTAAACG 277

Ad03A26218 Aradu.A03 26218 c (AAT)5tattattgttattatta(TTATT)662 130806040 130806101 CCCTAACCAAGAAACACCCA AATTGGCCAAATTTTGTTGC 274
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Ad03A26220 Aradu.A03 26220 p3 (TTC)7 21 130812286 130812306 CGCGTGGGTTATAACAAGGT GGCGGGAAAATCCCTAGATA 216

Ad03A26221 Aradu.A03 26221 p3 (CCT)5 15 130816233 130816247 TCTCTTTTATTATCGTCGTCACCA TCGAACCACATCTCAACCAA 219

Ad03A26222 Aradu.A03 26222 p3 (TCA)5 15 130816688 130816702 CCTCCTCATCTTCTGCTGCT AGAATTATCGGGGATGGGAC 268

Ad03A26226 Aradu.A03 26226 p3 (TTA)5 15 130822213 130822227 CCATTTTGTTATCCAAACAAACAAC GAAAGGAAGAGGGAAAGGGA 274

Ad03A26232 Aradu.A03 26232 p2 (TC)9 18 130835968 130835985 TGGCAGTGTGAGAGTGGAAG GGGTCATAGGACGGGGTTAC 191

Ad03A26233 Aradu.A03 26233 p2 (TC)6 12 130836227 130836238 GTAACCCCGTCCTATGACCC AAGTGGGTGTGCAGAAAAGG 258

Ad03A26234 Aradu.A03 26234 p3 (ATC)5 15 130844821 130844835 CCTTTTAAATGAAACCTGGGA TCATTGTTTCAGTTGGGTGC 252

Ad03A26235 Aradu.A03 26235 p2 (TA)6 12 130851411 130851422 TCGAAATTGTATCGCTGTTTTC TTCTTCTGCGCATCTGATTG 250

Ad03A26236 Aradu.A03 26236 p2 (CT)8 16 130852567 130852582 ACCCTCCTCCATTAACCACC GGAAAGAGAAAAACAGGGGG 156

Ad03A26237 Aradu.A03 26237 p2 (TA)6 12 130864837 130864848 TGGTGATAATTTTTCCTTCCAAA AACTCAAATCAATGGAATGCCT 275

Ad03A26238 Aradu.A03 26238 p2 (TA)6 12 130869994 130870005 CCTAGCAGCATGGAAACACA TGACACGCGATCTCGATTAG 232

Ad03A26240 Aradu.A03 26240 p3 (AGA)6 18 130882275 130882292 ATGGATTTGGTGGGTGTGTT CAAAAATTTGGGGGATTGAA 273

Ad03A26241 Aradu.A03 26241 p3 (ATA)9 27 130882599 130882625 CCCCCAAATTTTTGTAATGG CAACATGAACAACCATCAATCA 271

Ad03A26242 Aradu.A03 26242 p3 (AAG)5 15 130888967 130888981 GAGGAAGAGGAGGAGGAGGA TACCGCATGTTCTTCACTGC 107

Ad03A26249 Aradu.A03 26249 p3 (CTT)5 15 130902671 130902685 GCTTCACATGTGCAAAGCAT CAAGAGGCAAGAGCCAAGAG 179

Ad03A26250 Aradu.A03 26250 c (AG)6actctgtatttgtatggtggagctcgtggaagagagagattgagctatgcaggtggggaccactctgtaatttctaactc(T)11103 130902805 130902907 CCTCTTGCAAGGAACCAGAC GCAGATTCCACGTTCCACAT 278

Ad03A26252 Aradu.A03 26252 p3 (AAT)6 18 130904701 130904718 TATGCCAGGACAATGGAATG CAGTGTCGATGCAGAATTCAA 280

Ad03A26255 Aradu.A03 26255 p3 (AAT)5 15 130906413 130906427 TTCTAGCAATTCATAAGACGTGTG ACGAGCATTTTAAGATATTTGTTAGTT 276

Ad03A26258 Aradu.A03 26258 p3 (TGA)5 15 130907136 130907150 CCGTGGCACAAGTTTTTGTT TCCTCTTCCTCTTCGTCGTC 119

Ad03A26261 Aradu.A03 26261 p2 (AT)6 12 130912022 130912033 TAATGATTGCACGGGACAAA TTGCATTCCAATTTCCATCA 275

Ad03A26263 Aradu.A03 26263 p3 (GAT)5 15 130919719 130919733 ACCCAACAATGCAGGTAAGC CGCTGAATAAGGCACCAAAT 146

Ad03A26270 Aradu.A03 26270 p3 (ACA)5 15 130950572 130950586 TGTGTTTGCCTCTTTTGGTG TTGATTCATGTAGCCGACCC 236

Ad03A26274 Aradu.A03 26274 p4 (TTAT)5 20 130956810 130956829 GCAGACAATTGGCTCTGGAT CCCAGCCAAAGAATAGGACA 218

Ad03A26276 Aradu.A03 26276 p2 (TC)6 12 130959398 130959409 GCTTCTACGACGCATCATCA TGCATTGGTTTGAAGGTGTT 198

Ad03A26278 Aradu.A03 26278 p2 (AG)7 14 130961814 130961827 AGGGAGAGAGAAGAGGCCAA AGGACCCCTTCCACTTCTGT 122

Ad03A26279 Aradu.A03 26279 p3 (AAT)7 21 130963137 130963157 TTCTGGGAAGAGAATTGGTCA CGATGCTTCCTCACCTGTTA 194

Ad03A26280 Aradu.A03 26280 p3 (CAT)5 15 130963536 130963550 GGCACAGCTTCCTCTTCTTG CACACCCACACTCACACTCC 117

Ad03A26281 Aradu.A03 26281 p4 (TTAT)5 20 130966890 130966909 TCTTCAATATGAACCATCCATCA CCTCCAACTTTTGGTAAGGC 188

Ad03A26288 Aradu.A03 26288 c (TAA)6tag(TAA)9 48 130978631 130978678 TGATGAGCCTCTTGGGTTTC AAATTCGAATATTTCATCCCAGA 240

Ad03A26292 Aradu.A03 26292 p2 (TA)6 12 130987214 130987225 AACAATAGAGCCATAAATAATGACAA AACTCCCTCTATTCCATGCG 272

Ad03A26293 Aradu.A03 26293 p2 (AT)7 14 130988020 130988033 TCTGCAAATCCGCACAATAA TCAGATCTGCATAATTGAACCTTT 246

Ad03A26297 Aradu.A03 26297 p2 (AC)6 12 130994960 130994971 AGCAGCATCCGAACTCAACT TTGCCACAATGCAAATAGAAA 154

Ad03A26298 Aradu.A03 26298 c (T)10gtgatggaacataatac(A)1037 130995508 130995544 CAGCTTGTGACATGGTGATG AAAAGATGCTTCAGCGCAAT 264

Ad03A26302 Aradu.A03 26302 p3 (CGC)6 18 131000810 131000827 CTGCAAATTCCGTTCCAAAT GAATCCGCTTCGTTGATGTT 262
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Ad03A26303 Aradu.A03 26303 c (T)10g(A)10 21 131001885 131001905 GAGCTCAGCTATGTTTCGGC CACCAATGCATTTTGTGAAGA 262

Ad03A26304 Aradu.A03 26304 c (AATTGT)5agttgccagttcattgtaaatgcagtagtattttcatctctctcatcatttctttttgctttttgcttttttc(T)10113 131006533 131006645 GAAAACCCAGACTTACCGCA AAAGGGTGTGTTAGGGTCTTGA 276

Ad03A26305 Aradu.A03 26305 c (A)11gcatacatgtatgccattaggatttgtttccggacacacctaacagggcatacatggt(A)1079 131006771 131006849 TTCTTTTCCCATGGGTTTCA ACGGAAATGATGAGAGCACC 225

Ad03A26310 Aradu.A03 26310 p3 (AAT)8 24 131018116 131018139 AGCATGATGATGTTGAGCCA TGTGAGTGCTACCACAGCCT 232

Ad03A26311 Aradu.A03 26311 p3 (CAG)6 18 131018371 131018388 ACAGGCTGTGGTAGCACTCA GCTGTTCTTGTGATGATGGC 271

Ad03A26320 Aradu.A03 26320 p5 (TTTTA)5 25 131028375 131028399 ACACGTTGCAAAATTACCCC CAACTGTTGGCGTTGTTTGT 219

Ad03A26322 Aradu.A03 26322 c (T)10ctttttccttatttttgggga(T)1041 131030499 131030539 CGATTGATCCTCTCCCTCAA TCAAATACCGGCACAATCAG 198

Ad03A26326 Aradu.A03 26326 c (A)12gtgagacttattattttatcacttgtgc(TA)652 131048433 131048484 TTTCTTCCATCATCAACTTCAAAA AAGAGTTCAACGCATTTTCCTT 197

Ad03A26333 Aradu.A03 26333 c (TC)8tgctatgttatgctatttgtttttgctgttcatgtgccttgcatgccct(TC)677 131071079 131071155 TTCGCACCTCATTCCTATCC TTTGCTTGTTCTGAAGCGTG 183

Ad03A26334 Aradu.A03 26334 p3 (ACA)7 21 131073216 131073236 TCTTGCATCATTTGAGCTAACC TGCACGAAATTAGCAGTGGA 197

Ad03A26335 Aradu.A03 26335 p4 (TTTA)5 20 131075633 131075652 CCATAGGAGGGAAGGGTCAT ATTCACGGGTGGAATCAAAA 134

Ad03A26338 Aradu.A03 26338 p2 (AT)9 18 131079199 131079216 AGGTGACCCTGAGACTGTGG AAACCACAACCACCAACACA 262

Ad03A26339 Aradu.A03 26339 p2 (TA)10 20 131081425 131081444 AAGTTCCGTGGTACAAACCG TTCTTCCAATCATCATGCCA 256

Ad03A26343 Aradu.A03 26343 p2 (AT)7 14 131101118 131101131 CAAGAAAAGAGAATTCGAAAACAA CACAACTGAACCAAACACTTCG 251

Ad03A26346 Aradu.A03 26346 c (ACC)6acaactagcaccacg(CCA)960 131107607 131107666 AGGGTCGGAATCGAAATCAT GGTGGTGGTCTTGCTTTCTG 273

Ad03A26347 Aradu.A03 26347 p3 (AAT)6 18 131108996 131109013 TCACTTTCGTAATAAATACCCCG CGATGGAAATCTCATCAGCA 161

Ad03A26348 Aradu.A03 26348 p3 (AGA)7 21 131109778 131109798 ATCAGAGTTTCGGTTCGGTG AGAGAGGTGGGTCACAATGG 225

Ad03A26349 Aradu.A03 26349 p3 (GGT)6 18 131110004 131110021 GTAGCATGGTGTTGAGCCCT CTACTCTTGTCCCTCCCACG 129

Ad03A26353 Aradu.A03 26353 p4 (TGTT)5 20 131114839 131114858 GCTTCAGATGATCCATGCAA GGTAGTCCTTGACGCTCCTG 274

Ad03A26360 Aradu.A03 26360 p6 (TTGGTG)6 36 131132363 131132398 ATCGCTTTCTGCATCTTGCT ATTTCCCGAATTCTTGGACC 204

Ad03A26361 Aradu.A03 26361 p2 (TA)8 16 131133367 131133382 CAAACCTCAAACCAAACATCAA ACGATGTCTTTTTGTGACGGA 256

Ad03A26362 Aradu.A03 26362 p3 (ATT)6 18 131133756 131133773 CCAACCCATTTTCAGTCGTT TGAAGCGTGAAGGGAACTTT 234

Ad03A26363 Aradu.A03 26363 p3 (AAT)13 39 131134394 131134432 CAGATGGATTGAGACGAGAGTTC ATAGTAGGGTCAACGCAACTTTA 262

Ad03A26365 Aradu.A03 26365 p3 (TAT)12 36 131138094 131138129 TTTTTCAGACTTATTTGTTCGGG AACCTCTTGCAAAAAGGCAA 239

Ad03A26366 Aradu.A03 26366 p4 (TTTC)5 20 131140570 131140589 TGGAAATGGAAATGGAAACA CTGTGTTGTGCTGCTGCC 123

Ad03A26368 Aradu.A03 26368 p2 (CT)20 40 131145885 131145924 CATGAATCTCTTCCCCCTCA GCTAAAGTTCCAGTGGCAGC 258

Ad03A26373 Aradu.A03 26373 p3 (AAC)5 15 131158974 131158988 TTTACATAATTTGATTTTGGCTCA GGAGTGTGGGACAAGGTTTT 261

Ad03A26375 Aradu.A03 26375 p2 (GT)7 14 131175738 131175751 TTAAGGTCAGAGGGCAGAGG ACCCCTACGAATCCATTTCC 217

Ad03A26376 Aradu.A03 26376 p4 (ATTT)5 20 131177157 131177176 TGTGTTTGATTTGGGCATTG GCTTGAAACAGAGTGAGGGC 259

Ad03A26378 Aradu.A03 26378 c (T)11gttttctttttcgg(TC)1249 131180891 131180939 TCAATTCCTTGCCTTTGACC TCTTCGTCTCTATCTGGGCG 276

Ad03A26380 Aradu.A03 26380 c (TC)26(TG)9 70 131181690 131181759 TGGCTGCAACCTAGAATCTG TGAGTGATGGGAAACCACAA 222

Ad03A26382 Aradu.A03 26382 p2 (TA)7 14 131190000 131190013 GGCTTTCGGATCAAGTTCCT TCGATCTCAACCTAGCTCCG 280

Ad03A26383 Aradu.A03 26383 p2 (TA)7 14 131201301 131201314 AGCAGCAACATCCATCAACA CCTGATGGTTTGACAACGTG 253

Ad03A26385 Aradu.A03 26385 p3 (ATA)6 18 131204784 131204801 TGTGGAGTCAAATTAACACGC ATGATGACCCCATTGGAGAA 165
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Ad03A26387 Aradu.A03 26387 p6 (CTACTC)5 30 131207112 131207141 CTTCTCTGGCCATCAGTGGT AGAGTGAATGGAAGCGTTGG 135

Ad03A26390 Aradu.A03 26390 p2 (AT)6 12 131213850 131213861 CAGTGCATTTGGAGCAGAAA TCATGTCCAGAGACCCACAA 277

Ad03A26393 Aradu.A03 26393 c (ACA)13(ATA)10 69 131229186 131229254 CCACATTTTGGTGTCCTTTTT TGAAGAAGATTCTGGTGTTGAGTT 280

Ad03A26394 Aradu.A03 26394 p3 (CTC)9 27 131233376 131233402 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 168

Ad03A26396 Aradu.A03 26396 p2 (TA)7 14 131243607 131243620 ATGGGAATGGCTACACTTGG GAACCAAACCAATGCCTCTC 257

Ad03A26403 Aradu.A03 26403 p3 (ACA)5 15 131261294 131261308 ATTAGGGCTTGTTTCCCAGC ATTCATGTAGCCGATCCCAC 167

Ad03A26404 Aradu.A03 26404 c (T)10gttcttatttgtctttttaattaaaacggagaaactg(A)1259 131263615 131263673 CGATTTCCTCTCCGTCTCAC TCACGTTTATTTCTGTTTTTCTTGTC 234

Ad03A26410 Aradu.A03 26410 c (A)10gttaaaaac(A)1029 131285817 131285845 TTTTATTGTTGTTGTTGCCCA TGGTTTGTGAAATAGAGGCTGA 221

Ad03A26413 Aradu.A03 26413 p4 (TTAT)5 20 131297377 131297396 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad03A26415 Aradu.A03 26415 p4 (TTAT)5 20 131301106 131301125 TGAACCATCCATCAATTAGAGGT CCAGCTTGGTGTTCTCTTCC 208

Ad03A26421 Aradu.A03 26421 p2 (TA)6 12 131319326 131319337 CCATCTCCCCTCTTTGTTGA TTCGAATTACTAGGAAGGACACA 218

Ad03A26423 Aradu.A03 26423 p2 (TA)6 12 131321585 131321596 TTTCTTATTCGTCAATATCCATGC TTGGTGTTACCAAACAAATTTTAG 273

Ad03A26430 Aradu.A03 26430 p2 (AG)11 22 131351424 131351445 TGAACAAAATCTTCAGGCCC AGATTGCAAGAGTGGTTGGG 273

Ad03A26432 Aradu.A03 26432 p3 (AGA)5 15 131356202 131356216 TGGTGTTCTCCTTAGCACCC TTCCTTGTCCACTTGCATGA 131

Ad03A26437 Aradu.A03 26437 p3 (ACA)6 18 131369287 131369304 TCGAGGTCTTGTTCGACCTT GCGCCGTATTAACATTCTCC 187

Ad03A26441 Aradu.A03 26441 p4 (TATT)6 24 131374459 131374482 GTCGCATTTGCAATGACAGT CGCACAACATCAAAGACTGG 244

Ad03A26444 Aradu.A03 26444 p3 (ATT)6 18 131377300 131377317 CCCAGATCAACGTGTCTCATT TCCCAACCCTTCATTCAAAA 221

Ad03A26445 Aradu.A03 26445 p3 (ATA)9 27 131385818 131385844 AAAAAGTGTCATTGTCAAATGTTCA CTTTTGTGGGAGAGTTGTCACT 247

Ad03A26450 Aradu.A03 26450 p2 (AT)11 22 131391345 131391366 GGGACGGATTTAGAGGGAAG TTCCTATTATTGCTGATGATAACGA 198

Ad03A26453 Aradu.A03 26453 p3 (ATT)12 36 131397988 131398023 TTCATGGTCCCTTGAAAACA ATCGTGACATTCTGATCCCA 220

Ad03A26454 Aradu.A03 26454 p3 (TTA)5 15 131410900 131410914 CCAAATTCTTGTGTCTGGGTG TCGCCAAAGAAGTTTGAGGT 190

Ad03A26455 Aradu.A03 26455 p2 (CA)6 12 131420566 131420577 TTTCACCACCAAACCCTTTC TTGTCTTCTTGGACCTTGGG 165

Ad03A26460 Aradu.A03 26460 p3 (TGT)5 15 131432381 131432395 GGGTTCTTCACTTCGCATTC ACGATCATCACTGTGAGCCA 268

Ad03A26462 Aradu.A03 26462 c (TGG)6gttctggtttaacttgggcttctggttgattttgttgttc(TGA)676 131436567 131436642 TCTGATTTTCTGAGGTGGGG GCAGTTTTTACACCCCCAAA 229

Ad03A26463 Aradu.A03 26463 c (TGA)5cgaccatgatgataaa(GGT)752 131440223 131440274 CGCTTTGGAATCCTGTTTTT ATAGAAGCCCAAACCGAACC 247

Ad03A26468 Aradu.A03 26468 p2 (TC)6 12 131446337 131446348 TCAACCTTCGGAGCTGTTCT CAGGTTTACAAGCCCATGCT 246

Ad03A26471 Aradu.A03 26471 p2 (CT)8 16 131450004 131450019 CCTTCTCCCTCCGTATAGCC TGAAATGGAGGAGGTGGAAG 173

Ad03A26473 Aradu.A03 26473 p2 (TC)6 12 131459630 131459641 GGAAAGGAAGTGGACCACAA TTGCTTGAGTTGCAAAGGTG 187

Ad03A26478 Aradu.A03 26478 c (TC)9ttcctctctctctgtttcagtgtttctt(TC)658 131476458 131476515 CCAAACCCATACCTCACCAC GAAGAGACGGATCCAATCCA 185

Ad03A26484 Aradu.A03 26484 p3 (ATC)5 15 131505338 131505352 ATGCTTGCAGAGCACGTATG GCCAAAGCGGAAGAAGAGTA 251

Ad03A26485 Aradu.A03 26485 c (GT)16(GA)21 74 131505746 131505819 CAACAGCTGGGTGAGAACAA AGCGACTTCAATGACGAGGT 200

Ad03A26492 Aradu.A03 26492 p3 (TAT)7 21 131517441 131517461 AACCACGTGACACCATTTCA CCCTCTGTTTTGTTTTCGTCA 254

Ad03A26494 Aradu.A03 26494 p2 (TA)9 18 131523928 131523945 TTTTGGAAGATGGCCTTTTG GCATGGCTCCTGTAGCTTCT 235

Ad03A26504 Aradu.A03 26504 p4 (TTTC)5 20 131537309 131537328 CAACGCGGACAAATTCTCTT CCGAATTCAAGCAAAGCATC 236
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Ad03A26505 Aradu.A03 26505 p3 (AGG)5 15 131538082 131538096 AAGCACATTTTGGAGCAGAA CCATTGCAAATGGATACACC 263

Ad03A26506 Aradu.A03 26506 p5 (ATATA)5 25 131538451 131538475 GAAGAGGCACCATCACCATT CAATGCAAGCTAAGCAACCA 161

Ad03A26511 Aradu.A03 26511 p3 (TAA)26 78 131549840 131549917 ACGAACCGTTTGTCATCGAG GCTTGCACCTCCTTTCTTCA 248

Ad03A26513 Aradu.A03 26513 p5 (TTTCT)5 25 131551277 131551301 CACATGGATCATGGAAGCTG CACCGGAAAGGATCTGAAAA 192

Ad03A26514 Aradu.A03 26514 p3 (TAA)5 15 131551467 131551481 TTTTCAGATCCTTTCCGGTG CAGGATCGGCAACAACATTA 234

Ad03A26516 Aradu.A03 26516 p2 (AT)6 12 131556259 131556270 TTAGTATAAGCAGGGGCGGA GCAGCTATTTTCGACACAAATTC 249

Ad03A26518 Aradu.A03 26518 c (TC)7tgagtaaaatgtgctactatcatgtctcttctctgcaa(T)1062 131559520 131559581 TTGTTATTCCGACAAACGGA ACGGCTAGCAACTAACGCAT 257

Ad03A26521 Aradu.A03 26521 p3 (TTA)7 21 131564601 131564621 GCTCAAGATTTGCTTTAACGA TTGGCCTTTTGAATAAGATTTGA 193

Ad03A26524 Aradu.A03 26524 p3 (TAT)5 15 131568491 131568505 TCGAAAGGCAAGATAGTATTTGTTC TGATTGCACAATTAAAATATTAGAGG 279

Ad03A26526 Aradu.A03 26526 p2 (TA)6 12 131572886 131572897 TATGCGGTGGTAGTGGTCAA AACAAGAGCGCCACTGCTAT 169

Ad03A26529 Aradu.A03 26529 p2 (TA)7 14 131575313 131575326 TTGGCTAAGCTCAGCTCATTA AGCTGGCTCGAGTTCACG 278

Ad03A26531 Aradu.A03 26531 c (T)10atgaatgataaggtactatcagcatagctagattattcactaaagttagttagagcaattgtatttagttagaattcagttactgttctgtgtt(TA)8tcaccagctagaatttaaatcaatataattaattca(T)11167 131577289 131577455 GTTACTCGAGCCACCAATCC TTAGAAGGTAAAAGAGAACGAAAAA 272

Ad03A26532 Aradu.A03 26532 p3 (CTT)5 15 131584321 131584335 CTCTGTGACTCTGCTGCCTG GCATCAGATGGATTCCCAGT 218

Ad03A26533 Aradu.A03 26533 p2 (TC)10 20 131591349 131591368 CGTCACATCCTTTTGTCACC CACACACACCCTGCACTTTC 266

Ad03A26534 Aradu.A03 26534 p2 (TG)6 12 131591749 131591760 CAACCCTAGGTATGGCCCTT ACACCGAAAATGGCTCAATC 245

Ad03A26536 Aradu.A03 26536 p3 (TAT)11 33 131596754 131596786 AATCGTGTGAACCGATCTGA ACAACCAAGGCAACCAAAAA 279

Ad03A26539 Aradu.A03 26539 p2 (TA)11 22 131600860 131600881 CAGCACAATCACGCTAATCAA GTGTCAGTGAGGCGTGAGAA 195

Ad03A26542 Aradu.A03 26542 p2 (AT)9 18 131608953 131608970 GGGACGCAGCAATAAAGAAG CCATGAGCATAAATCCGTCC 279

Ad03A26545 Aradu.A03 26545 p2 (TA)7 14 131618158 131618171 TCAATAACGTTTTATGTATCACCACA CACAATTATATCTAGCCGTGTTTGA 279

Ad03A26546 Aradu.A03 26546 p3 (AGG)7 21 131630104 131630124 CTCAGGAAGAAGTTGGGCAG AGGAGGCTAAGGCAAAGTCC 164

Ad03A26548 Aradu.A03 26548 c (TC)6tttctcgttcacgttcagattgttttagtttggtgattctctttcctctcttcgca(CT)680 131636248 131636327 CCATCGGGAACCCTATTTTT CTCTTTAGGGTTTGGCCCTT 214

Ad03A26549 Aradu.A03 26549 p2 (TC)12 24 131636479 131636502 AAGGGCCAAACCCTAAAGAG TGCAAAAAGGAATGAGAGGG 158

Ad03A26550 Aradu.A03 26550 p3 (AAC)7 21 131641374 131641394 TTTGAAATTACCGTTTGGGC TCCACCACATGAAACTCCAA 197

Ad03A26551 Aradu.A03 26551 p2 (CT)7 14 131642560 131642573 AGGAAAAGCGCAAAATCGTA AAGAGAGGGGACAGTCAGCA 151

Ad03A26552 Aradu.A03 26552 p2 (TC)10 20 131643231 131643250 CTGCCACTTTTGCAGTACCA ATTCACCCACCACACCAAAC 149

Ad03A26555 Aradu.A03 26555 p3 (ATG)5 15 131649054 131649068 TGGTCAACTGGGCATATTCA CAGCCTCACTCCCATTCTTC 274

Ad03A26557 Aradu.A03 26557 p3 (TCT)5 15 131651283 131651297 GAGGGTCTTGATCTGGACGA AGGATTTTGGTTTGTTGTGCT 228

Ad03A26559 Aradu.A03 26559 p3 (AAT)10 30 131658939 131658968 TGTCTCCCTCCTTCTGCCTA TGGGGTTTCTTTCAGGTTTG 225

Ad03A26560 Aradu.A03 26560 p3 (ATC)7 21 131660779 131660799 TTCAAGTCTAATATGAAAAGCAATGTT AAAAAGATGATAACTCGGATGAAAA 266

Ad03A26562 Aradu.A03 26562 c* (A)11(AG)8* 26 131662013 131662038 ATACCGAAAGAACGCCAATG TGTCCACGTGCTTTTCTGAC 162

Ad03A26566 Aradu.A03 26566 p3 (AAG)5 15 131667232 131667246 CATCTTCCAAGTAATTTTGCAGC CTTCATCTCCCTCCTCCTCA 214

Ad03A26567 Aradu.A03 26567 p3 (TGA)5 15 131667609 131667623 GAAAAATGTTTCCTCTAATGCTG CCTCCTCATCTTCTGCTGCT 277

Ad03A26569 Aradu.A03 26569 c (AGA)5aataggaagaggaggagagaagggaggaagaagaactttcgccgaatttg(A)1176 131671849 131671924 TGAATTGAATTGAATGGATGC CACGCACTCCTTCTCCTTCT 253

Ad03A26570 Aradu.A03 26570 p2 (AT)6 12 131673313 131673324 TTTACGATTAGGATTTAGAGTTTTCG TCAAATCTTAAAGCGATCCAAA 259
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Ad03A26571 Aradu.A03 26571 p2 (TA)6 12 131673438 131673449 TTTACGATTAGGATTTAGAGTTTTCG TCAAATCTTAAAGCGATCCAAA 259

Ad03A26572 Aradu.A03 26572 p4 (TTAT)5 20 131674622 131674641 TTTTCGGTACGGTGGATAGC TTTACTCGGATATAATAATGGTCAAA 174

Ad03A26578 Aradu.A03 26578 p2 (TA)6 12 131692765 131692776 TGCCATTTCAATTTTTGTCA TGATGCTCTTGATACCATGTGA 264

Ad03A26579 Aradu.A03 26579 p3 (CAA)6 18 131705150 131705167 TTCAGTTTCAAAGGGCCAAC TGAAACCATAAGGGTGAATGG 200

Ad03A26585 Aradu.A03 26585 p2 (AG)6 12 131718852 131718863 GGAAAAGTATGGGGAGCACA GCTCATAAGCCAAATAGGCAA 220

Ad03A26588 Aradu.A03 26588 p2 (GA)8 16 131725519 131725534 CATGATGGAGAAGAGCGAGA AATCCCACTTGGAGTTGCAG 241

Ad03A26592 Aradu.A03 26592 p3 (GTG)6 18 131733379 131733396 CTTGCCTCTGCTTTCTTGCT CACTCCACCAACACCAACAC 126

Ad03A26593 Aradu.A03 26593 p3 (GTG)5 15 131733517 131733531 GTGTTGGTGTTGGTGGAGTG CCCTCATTAAGGGTCGGAAT 275

Ad03A26595 Aradu.A03 26595 p2 (AT)9 18 131735962 131735979 ACTGTCCCAATCATGAACCA CAACCGTCTGACCAACTTCA 237

Ad03A26596 Aradu.A03 26596 p2 (AT)10 20 131736646 131736665 TTGGCGGTTAATGAAGCAAT GGCCTGTTCTGTTCTCCAAA 214

Ad03A26598 Aradu.A03 26598 p3 (TTA)12 36 131748549 131748584 TTTGCATTGTAACAGCGTCC GGCATTTCTCACCTAACGGA 193

Ad03A26600 Aradu.A03 26600 c (A)10tagacgtaccatataaaatattattttaataaaaaaag(A)1361 131755321 131755381 CCTTCCTCTCTAGCATAAGCCC TGATTTCCCAAAATTACACAAGG 266

Ad03A26607 Aradu.A03 26607 p2 (AC)10 20 131773922 131773941 AGGTGTAGGGTTTGGGGTTC TTTGCTCCCTTGATTGCTTT 252

Ad03A26609 Aradu.A03 26609 p3 (CAC)7 21 131775440 131775460 CATCAACAAACCATTGCTGG CCTCTTGAATTGCGCTTTTT 270

Ad03A26610 Aradu.A03 26610 p4 (AAAT)5 20 131776511 131776530 GCAAGGTACACTTTTCTTTCTTTT GACCTCTGACATCACATAAATAGCA 280

Ad03A26613 Aradu.A03 26613 p2 (TA)6 12 131781763 131781774 CACTATTGGAGGGATGGGAA GGTACGCTAATATTGTTGCCG 234

Ad03A26614 Aradu.A03 26614 p3 (AAT)6 18 131782531 131782548 TCTGAGCACGACATGGAGAC TCCTGTTGCTTCGATTTATTGTT 266

Ad03A26619 Aradu.A03 26619 c (TTC)5tttctttc(T)1336 131807140 131807175 GGGAGTTGGGTTTCCAATTT TATGCTCCCACAACTTGCAG 165

Ad03A26621 Aradu.A03 26621 p2 (AG)8 16 131814185 131814200 CCTCCCAATCCCATCTTTCT TGGTTTGGGAGTGTCTTCCT 204

Ad03A26622 Aradu.A03 26622 p2 (TA)6 12 131816559 131816570 GGAAGGCAACAAATGAATGAA ATACAGCTCCGGCTCATTGT 242

Ad03A26623 Aradu.A03 26623 p2 (CT)7 14 131825840 131825853 AATGTAGCGCACAAGCACAC CAAATAAAAGATGCCGCGAT 237

Ad03A26628 Aradu.A03 26628 c (A)10tcttagggttcaggatatgtgatg(TA)1156 131835798 131835853 GGAATAGCAAATTTTGGCCT AACCAAAAAGGGAAAGTGCC 276

Ad03A26629 Aradu.A03 26629 c (GA)7ggagggagagaaaatgagggtggttctga(T)1154 131839889 131839942 GTGGCTTTCCGAAGTCTGAG TGATGAACTGCTTTCTCCAGG 165

Ad03A26631 Aradu.A03 26631 c (ATT)5atacacctgattttttaaggttttttttagttaatacgataacatgtccacttgtttaattttatatttttattctta(AT)6105 131842495 131842599 TTGACAAAGAGTATTTTGCATTCTG ACCATTTCTACACTGTTACAAAACAT 272

Ad03A26635 Aradu.A03 26635 c (T)10gggtctagctattgaaaaatctaataaagagagacactttcaataccaacattgcttgcc(A)1080 131853700 131853779 TTCAATAACAACACAACGAGGTTT CTCCAATCCGTGACTCCATT 246

Ad03A26638 Aradu.A03 26638 p3 (ATT)5 15 131863084 131863098 TGATGACCATTTTATGGTTTGA ATGAAAGGAACGCGGAAAC 276

Ad03A26639 Aradu.A03 26639 p3 (GAA)5 15 131863536 131863550 TTTTTGCATCATTATGCGTTTC CAGTCTCTGTCTCTCTTCCAAACA 205

Ad03A26643 Aradu.A03 26643 c (GA)9a(AG)14 47 131869717 131869763 GAAATGCTTTGAAGCTATGCG GCGTAGGTTGTTTTAGGCAA 270

Ad03A26647 Aradu.A03 26647 c (T)10acattaatagttctatgttatttttttacaga(T)1052 131876490 131876541 TGTCAAAATCTTTCGAATACCA GCGTTGAAGTTTAATTATATGCCTT 231

Ad03A26648 Aradu.A03 26648 p3 (TCA)8 24 131878827 131878850 TTGTGAACTGGTTTGAACTCAACT AGACGACAATGACGACAACAA 273

Ad03A26649 Aradu.A03 26649 c (T)10gttatcgttgtcttcttctcctcttcctcctc(CAT)557 131879937 131879993 TTTCTTCCTTAGACCTTTGTTGC TGAGAATGAGAACGACAACGA 183

Ad03A26652 Aradu.A03 26652 p3 (AAG)5 15 131887789 131887803 GATAACCACGGTTTGGGTTG AGGGAAGGGTTGTGCCTACT 204

Ad03A26655 Aradu.A03 26655 p4 (TTTA)5 20 131890686 131890705 ATAACTTCCCCATCTTGCCC ACCGCTACTAGAAAACGGCA 189

Ad03A26658 Aradu.A03 26658 p2 (TA)7 14 131897692 131897705 TGCAAGCATAAAAACTGAGCA GGTAACGTAGCGAAACCGAT 280
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Ad03A26660 Aradu.A03 26660 c (ATT)6acctc(AAT)1980 131913155 131913234 GCGACTGCATGTAGGTCAAG AACATATGGGACTCTCCTCCAA 260

Ad03A26661 Aradu.A03 26661 p2 (TA)7 14 131915770 131915783 TGTTCCTCTTGGCTGCTTCT TGACATGGATGTGGAGATCA 280

Ad03A26666 Aradu.A03 26666 p2 (CT)22 44 131931090 131931133 TCACGGTTCCTCTCTTTGCT GTCGGTGGGAGTGAATAAGG 186

Ad03A26672 Aradu.A03 26672 p2 (AT)6 12 131948431 131948442 TCCTGTTTTCCAAACATGCTC TTGGCATGCAATTCTTATCG 162

Ad03A26674 Aradu.A03 26674 c (AAT)5aac(AAT)9aaattagtatgctgtttttttatatgaatt(ATA)5ac(AAT)10122 131959393 131959514 CAACCCCACTCCTTCACCTA CTGATTCCCAGCATAATTGC 216

Ad03A26675 Aradu.A03 26675 p3 (ATG)5 15 131962740 131962754 TAACAAAGATGGCGATGACG TCGTTGTCACCACCACTACC 138

Ad03A26679 Aradu.A03 26679 p3 (TAT)5 15 131967634 131967648 TTCACTTTTCAACGCAGCAT TGACTGAGATATGCGTTCCG 195

Ad03A26680 Aradu.A03 26680 p2 (TA)9 18 131967869 131967886 CGGAACGCATATCTCAGTCA TTTTCTGAGGGGGACAAGGT 168

Ad03A26681 Aradu.A03 26681 p2 (GA)7 14 131971886 131971899 CAGCCATGGTTGTTGTTGTT ACCACCACCAATACCTCCAA 226

Ad03A26686 Aradu.A03 26686 p2 (TA)7 14 131979291 131979304 GGTACCAATAAAATAAAGCAAAGCA TGAAAGAAAAATATGGACTTTTTGAA 182

Ad03A26687 Aradu.A03 26687 p3 (TGC)5 15 131981139 131981153 AACAGGATGTGCAGGGAAAG TACCAACAACCCTTTCAGCC 117

Ad03A26690 Aradu.A03 26690 p2 (TC)23 46 131986207 131986252 AGAGGGGATTTTCTTGGCAT TTGCCCTCTGATCAATACCC 262

Ad03A26693 Aradu.A03 26693 p3 (ATA)16 48 131988575 131988622 GAGCAATGATTTGGTGTGGA CATCTGCCACCACTCCTTTT 158

Ad03A26698 Aradu.A03 26698 c (T)10acgttgttattttaggctg(T)10atttttttctcctctttcttc(T)1070 132010220 132010289 CAAGACTGCTTTTTCGGCTT TGACGATAACGATAATGAAGGAGA 151

Ad03A26702 Aradu.A03 26702 c (T)10gctgattacgtactaactaaaatttaataaagttgctgtctctagac(T)1269 132019624 132019692 TCAATGATGTTTTTAATGGTGTGA GCCGAAGGATTCAAAACAAA 258

Ad03A26705 Aradu.A03 26705 p3 (ATT)6 18 132021350 132021367 CAGTGTACTCTACCGGTCGTTG GCTCAAATGGCATAGTCTTTCC 193

Ad03A26708 Aradu.A03 26708 p2 (CT)6 12 132023507 132023518 TGGCAGTTCCTTTGTTAGGG TGCACCAATCTCAACCTCAA 250

Ad03A26710 Aradu.A03 26710 p2 (TG)8 16 132026508 132026523 TGGGTACCCCTTTGGATTTT CAAGCCAAGGAGGAAATCAC 241

Ad03A26713 Aradu.A03 26713 p2 (TA)6 12 132036003 132036014 ATTGCCCGACTAACAACGAC CAAAAGCCATTTTAGGGCAA 266

Ad03A26716 Aradu.A03 26716 p3 (TGA)6 18 132040836 132040853 TCATCATCTTCCAAGTAATTTTGC TCTTCCTCATTTTCTTCTGCTTC 210

Ad03A26717 Aradu.A03 26717 p3 (GAA)5 15 132041579 132041593 ACCACACATCAGCCATTTGA GCGCTTCATACCATTATTGC 269

Ad03A26718 Aradu.A03 26718 p4 (ATTA)10 40 132044744 132044783 TACGGTCACATCACACAGGG AAGTGAGAACTGCCGTCCAT 107

Ad03A26721 Aradu.A03 26721 p2 (AG)14 28 132055375 132055402 GACCGATTTAAAAATAGGACAATC AACCCACAAATTCAACCCAA 182

Ad03A26723 Aradu.A03 26723 p3 (TTA)16 48 132057455 132057502 AAGGCTTGACTTCTAAATACCGAA TAAAATTTTCTTAAAAGACTCCATGA 270

Ad03A26725 Aradu.A03 26725 c (ATT)11g(TTA)6 52 132070300 132070351 TTTTTCCAAGACGAAAACGG ACGTGCGTTGTTGTTCTTCA 269

Ad03A26727 Aradu.A03 26727 p3 (CTC)5 15 132072299 132072313 AGGTGAGGTCGTCGGATATG TTGTGATGGTGGAGGATTCA 267

Ad03A26728 Aradu.A03 26728 p2 (AG)17 34 132074271 132074304 ATGATGGGATCTGTGTGGGT GCAACTCAGCCTCCATTCTC 132

Ad03A26731 Aradu.A03 26731 c (T)10ctcctactccattatt(ACC)541 132079220 132079260 CCACCTCTTCCTCCTCCTCT TGATGATGAAGAAAGAGAATTTTGA 256

Ad03A26733 Aradu.A03 26733 p3 (GAA)5 15 132085771 132085785 GAGAAATGATTTTTGCGGGA TGCCTCGTCACTCACTTGAC 216

Ad03A26734 Aradu.A03 26734 p3 (ATA)6 18 132089577 132089594 CCATCAATCACACTTTTTCGG TCGCCTTAGCTGTCATCCTT 175

Ad03A26736 Aradu.A03 26736 p2 (TG)6 12 132093279 132093290 GGATTCGGGTCCTTATGGTT TGGCTTTAAAACGCCCTCTA 246

Ad03A26738 Aradu.A03 26738 p2 (TA)6 12 132109003 132109014 TACGGTTGAATGCAGCACAT ATCGTCAATTTCGTTCCCAA 221

Ad03A26742 Aradu.A03 26742 p2 (AT)6 12 132119906 132119917 CCCAACACTTTTGCATTTCA GCATAGGCTCAAAGTTGGCT 270

Ad03A26743 Aradu.A03 26743 p3 (CAA)5 15 132130298 132130312 TGTTCGGTTCATTCTGCACT AACCCCTAAAACCCTGAACG 270
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Ad03A26744 Aradu.A03 26744 p3 (AAG)6 18 132130834 132130851 GAAGAAGAAGACGCTCCGTG GCTTGAGCTGCCTTTGTTTT 270

Ad03A26750 Aradu.A03 26750 p4 (TGTA)5 20 132141227 132141246 TTTCTTTTTGGATGCCGTTC AAGCATGTGGTGGCAAAAAT 223

Ad03A26753 Aradu.A03 26753 c (T)10caattttacaacttgtggttcttcctttgactctgtccacacaaagtatccatattcttctccaatctaggcc(A)1093 132145986 132146078 ACGGTTGTCAATTTACCCTTT CTTCGTCAACCGCAGAAAAT 251

Ad03A26754 Aradu.A03 26754 p2 (AT)6 12 132148634 132148645 TCAGTGTGTGTCAGTGTGAGATT GCACAAAGCCACCACTTTTT 258

Ad03A26756 Aradu.A03 26756 p2 (TA)6 12 132154675 132154686 CAATTCACATTACAATGGCCC TGATGATCCAAAGATAATAACAGTTCA 272

Ad03A26763 Aradu.A03 26763 p3 (CTT)5 15 132170750 132170764 ACCGTTACTGCACGTTTTCA CATCTCTATCTGCTTGGGGC 279

Ad03A26765 Aradu.A03 26765 p2 (TC)13 26 132187399 132187424 CTCCCAAACACAAAGTGCCT GAAGAGAAAGGGCGTGTGAG 211

Ad03A26766 Aradu.A03 26766 p3 (AAT)15 45 132189133 132189177 CGACTGGGGAGAAAGACAAG ACTCTCGTCATGCACAAACG 276

Ad03A26769 Aradu.A03 26769 c (ATG)8aaa(AAG)542 132196246 132196287 CGAATGTAAGTTCATCCTCTTCC CCCTCATCCTCATCTTCTGC 229

Ad03A26770 Aradu.A03 26770 p3 (GAT)9 27 132197263 132197289 TGTGTTTCTTCTTCTTCTTTATTTGA AACACGAAGACATTTGGGTG 263

Ad03A26771 Aradu.A03 26771 p3 (AAG)6 18 132197694 132197711 CAAACCATCAACGATGAAACA GTGCACGTTTTTCTTTGTGC 271

Ad03A26778 Aradu.A03 26778 p5 (TTTCC)6 30 132221812 132221841 ACGAGTTGGCCCTTACCTTT GAGTGGGATAAGAGGCATCG 170

Ad03A26785 Aradu.A03 26785 c (T)10ataaataaaaattttcatacgaaatgacaaaacatataaatagcagtgcacaaaattatctattaattggcataaaatgatagcaagacg(AT)8116 132237734 132237849 TGGGGAGTCACTGAAAAGGA TTGATCCTGTTTGTCCACCTC 277

Ad03A26786 Aradu.A03 26786 p3 (TGA)5 15 132240081 132240095 TTGTTGGATGGATTTATGGTTG AGAATCCTCCCTTTCCATCC 279

Ad03A26788 Aradu.A03 26788 p3 (AAT)5 15 132249169 132249183 TCCATATCACCGGTTTGGTT AAAGAATTTTTCTTCCTCCTTTCAA 280

Ad03A26792 Aradu.A03 26792 p4 (ATGC)5 20 132258241 132258260 ACATGTGCGTGTGTGCGTAT TTATCGGCAATCATGACGAA 274

Ad03A26793 Aradu.A03 26793 p2 (AT)8 16 132260217 132260232 CTCAGCTTACGAAGCCAAGA TTTCAGATGCACGTCGAAAG 237

Ad03A26797 Aradu.A03 26797 p2 (AT)8 16 132274333 132274348 TGGGGAGTCACTGAAAAGGA GCTGATCCTGTTTGTCCACC 277

Ad03A26799 Aradu.A03 26799 p2 (GA)7 14 132294375 132294388 AACATCGCCTAACCATTTTGA GGACACGGTGAATTCCAGTTA 264

Ad03A26800 Aradu.A03 26800 p3 (CCT)8 24 132298558 132298581 TTCAGGAGGCTAAGGCAAAA AATCACAATGGGCTGAGAGG 119

Ad03A26801 Aradu.A03 26801 p4 (ATGC)5 20 132308418 132308437 ACATGTGCGTGTGTGCGTAT TTATCGGCAATCATGACGAA 272

Ad03A26802 Aradu.A03 26802 p2 (AT)8 16 132309440 132309455 CTCAGCTTACGAAGCCAAGA TTTCAGATGCACGTCGAAAG 237

Ad03A26807 Aradu.A03 26807 c (A)10ctcctgcataatctgctttcaagaaaatctggaaa(T)1055 132315862 132315916 CCCTTAAAACCACCAGACCA AGGTGTGTGAGTGTGAACGC 273

Ad03A26808 Aradu.A03 26808 p2 (AT)8 16 132324180 132324195 GGAGGTCATTAACGGGAACA TCGGGCAGACTATGAGTTGA 275

Ad03A26809 Aradu.A03 26809 p3 (TGA)5 15 132325264 132325278 CCGTTTGTGATGGTTGAACTT AATCCTCCCTTTCCATCCAT 271

Ad03A26812 Aradu.A03 26812 p4 (ATGC)5 20 132336877 132336896 ACATGTGCGTGTGTGCGTAT TTATCGGCAATCATGACGAA 272

Ad03A26814 Aradu.A03 26814 c (T)10attttgtgttttatttaaaatttgagtgttatgattatttaatacttatctgtttgtaattgagaaaaatacatatcatagtgag(A)10105 132340773 132340877 TTGAACTCTCAAACTAGAGCATCA CCACCAAGTGCTATCCCAAC 272

Ad03A26815 Aradu.A03 26815 p3 (AAT)13 39 132343726 132343764 TTTATGAATTAGCTCAAATGGTTCTT TGAATTTCGGGTGATAGCTTCT 279

Ad03A26821 Aradu.A03 26821 p4 (TATT)5 20 132350260 132350279 TGAATCATCTTTCCCTGCAA CAATTAACTAGCGAACGAGGG 278

Ad03A26825 Aradu.A03 26825 c (A)11ccaattctt(A)1030 132359088 132359117 AAAGTAGCAACTCACCGGTTAAA TTTTTGGGGGAATTGGTTTT 125

Ad03A26827 Aradu.A03 26827 p2 (AT)6 12 132368282 132368293 GCCATCCTACATTCCTCATCA TTGTTGATTTCTGTTAGATTTTTCAA 222

Ad03A26828 Aradu.A03 26828 p3 (CTT)5 15 132375503 132375517 TCTGCAAGAGCCATCATCAC CACACGTTACAAAGCATGGG 202

Ad03A26829 Aradu.A03 26829 p3 (ATG)5 15 132376356 132376370 GCGTTTCAAATGAACCAAAAA GTGGTCGCCAACAATACCTT 248

Ad03A26832 Aradu.A03 26832 c (A)10ttaaatttaccttatttaatattcatcgattgtcgcgaaaagagataacaattaacaataatattacaag(A)1090 132379503 132379592 AAAAAGTAATTTGAGTAGGGTAATGCT CGTACCCATCACAATTCACAA 280
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Ad03A26834 Aradu.A03 26834 p3 (AAT)9 27 132380981 132381007 CACCTACCTCATTATCTTACCCG GCTTCCAAGTCAAAAACAGCTT 249

Ad03A26835 Aradu.A03 26835 p2 (TA)8 16 132381322 132381337 AAGCTGTTTTTGACTTGGAAGC CTACTTGGCGTGGGTTCAAT 242

Ad03A26836 Aradu.A03 26836 c (A)10caaaa(AG)8 31 132385968 132385998 CAATCCGTAGTGCCAAAACA GAGGAGGTTGCTTCAACAGG 279

Ad03A26841 Aradu.A03 26841 p2 (TA)9 18 132397612 132397629 TTTTCCATGCATGTTTCCAA GGGTTTGAATTTGGTTTGGTT 279

Ad03A26842 Aradu.A03 26842 p2 (AT)10 20 132400370 132400389 TCCCAAAATCGGTTAGATGTG GAGAAGTTTCACGGATGGGA 267

Ad03A26843 Aradu.A03 26843 c (TA)6ttacaagtgtgtatagtttacagaagcatgttttgttgtctttttttattt(A)1073 132401076 132401148 CCTACAAATTCAAATCATTCACAT TGTTTCTGTCTCCAAGATTCAAA 280

Ad03A26846 Aradu.A03 26846 p4 (TTAT)5 20 132404802 132404821 TCGTATAGTTTACGTGACATGCTCT TCTTTAGACGGAGTCGGGTG 242

Ad03A26848 Aradu.A03 26848 p2 (TC)7 14 132417434 132417447 CCCCTTCCCTCAATTCTCTC AGATAGGTTGTAGCGGCGAA 146

Ad03A26850 Aradu.A03 26850 p2 (TG)9 18 132422325 132422342 CCAGGAATTTGGGAATCAGA GCTTGTCTCGGAAGAATGGA 230

Ad03A26854 Aradu.A03 26854 p4 (AAAG)5 20 132430984 132431003 AGCCAGCAATTCAACGACTT CCACATTTTACTTTTGGGGAAA 165

Ad03A26856 Aradu.A03 26856 p3 (TGC)6 18 132432220 132432237 TTGTAATCAGTGTCGCCAGC CCAACACCAGATCCATACCC 165

Ad03A26857 Aradu.A03 26857 p3 (TGC)7 21 132432364 132432384 GGGTATGGATCTGGTGTTGG TGAACCCAATTTCTCCTTCG 249

Ad03A26858 Aradu.A03 26858 p3 (GAA)9 27 132434584 132434610 AGAGAATGCTGGTGGGTGAG AATGGGGAACATCACCTTCA 262

Ad03A26861 Aradu.A03 26861 p3 (TGA)5 15 132440013 132440027 CCTAACCCAGCACCAGATTC GCTGGTATTGATTTGAAGCCA 141

Ad03A26862 Aradu.A03 26862 p2 (GT)7 14 132441903 132441916 TCCCTCCCTTTTTAGGATGG CAAAAGCCAATCCGCATTAT 154

Ad03A26863 Aradu.A03 26863 p4 (ATTT)5 20 132442709 132442728 TACGGGAGCGTAGTTGTGTG GGTTGATTTTTGTTGGCCTT 269

Ad03A26864 Aradu.A03 26864 c (T)10attcccc(A)14 31 132443964 132443994 TCGCGTCATTTTATGCATGT TGAATCTTGTGGAGCATCTCA 252

Ad03A26867 Aradu.A03 26867 c (A)11tatgttactaaagacacatcctc(A)1145 132445874 132445918 TTCATTTGCCTGTAGATTGTTTG GCACCACATACTTTTGTGCAAG 264

Ad03A26879 Aradu.A03 26879 p3 (ATT)20 60 132467295 132467354 CTTCCTTTATTGGGCATCAA AAAAATCTGGGATGTTGCCA 222

Ad03A26880 Aradu.A03 26880 p2 (AT)9 18 132470309 132470326 TGCAATAAAATCTCTTTTAGGTGATG GAATGTCTCATGTGCATTTGATT 174

Ad03A26881 Aradu.A03 26881 p2 (TA)7 14 132472571 132472584 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 227

Ad03A26883 Aradu.A03 26883 p2 (AT)6 12 132474146 132474157 TGTTTGGTTGTTTTTCTTTTCAA AACCTAGGAACCTCTGAGTGAA 280

Ad03A26884 Aradu.A03 26884 c (AT)10ctc(TG)7 37 132474814 132474850 TCATTGTCACATGAAGATGTTTAGAA CCTTTCCGGTATCGTCGTAA 230

Ad03A26885 Aradu.A03 26885 c (TA)6gccatag(T)1332 132477262 132477293 GAGTTTCAGGCCTTCATGCT TGCAGGTCACATTTCACTCA 233

Ad03A26887 Aradu.A03 26887 p2 (AT)8 16 132478162 132478177 GATTCGAACTCGCAATCTCC TACCTCAAAACCCATTCACG 219

Ad03A26895 Aradu.A03 26895 p4 (TAAT)5 20 132507076 132507095 GAGCGGTGTTAGAAGTTGCC CAAGGATGACGTTGGTGTTG 113

Ad03A26897 Aradu.A03 26897 p2 (TA)6 12 132516431 132516442 CAAGTGCGCTAAAGGGTGAT GGGGGCCATTTTGATAATTC 230

Ad03A26899 Aradu.A03 26899 c (T)11ggaattaggtcatgcattatttagcgttttgttgtggttcttcggaacaattttttatggttattgtaaacgg(T)1195 132519783 132519877 TGTTTCTGTTTATGGTGATTGGA AAAGAAAGGTCGTTCTCCCAA 263

Ad03A26904 Aradu.A03 26904 p2 (AG)11 22 132529340 132529361 GGATGAACAAGAGATGCCGT GGGTTCAAATCCCACTCTCA 187

Ad03A26910 Aradu.A03 26910 p3 (CTC)6 18 132547658 132547675 AAATGGCAAAGACAAATGCC CGCCTTAACCTCACCAGAAG 248

Ad03A26911 Aradu.A03 26911 p3 (GAC)5 15 132562212 132562226 CTGAGGAGAGGTATCAGGCG GGATATGATACAATCAAACAGCG 269

Ad03A26912 Aradu.A03 26912 p2 (TC)8 16 132565206 132565221 TGGATTTGTCGTCAAGGTGA GGGTTGTTGGATTCGAGAGA 218

Ad03A26914 Aradu.A03 26914 p3 (TTA)5 15 132566422 132566436 GGTGGGTCGGTGGCTATAAT TCCAAGAAACAAGTGAGACAAAG 271

Ad03A26917 Aradu.A03 26917 p2 (GA)8 16 132573024 132573039 TCCCACTGTTTCTCTCCCAC TTTGAGGCCAAAACGAAAAC 211
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Ad03A26921 Aradu.A03 26921 p3 (TAA)5 15 132588220 132588234 GGTGCGTCTCTTGTATTGACG TAAGAAAAACACCATGCCCG 223

Ad03A26925 Aradu.A03 26925 c (T)24cctaatgcagagttccttg(T)1154 132597906 132597959 GGCTGGACAGTTGGATCTTC GCCAAAATGATGTGAGGTCC 211

Ad03A26926 Aradu.A03 26926 p3 (TAT)7 21 132600384 132600404 CAATGAATGCAAGCATCCTG GAAAGCCACAGAGCATGTCA 279

Ad03A26928 Aradu.A03 26928 c (A)10gttggtaagtgtataaaaagcgtgtggatgtattgtgtagtact(A)12gaaaaaga(AG)890 132604559 132604648 CCTCAAAATTTCGGGTTCAA CCTGAAATCTGGTTAAGGATGG 244

Ad03A26929 Aradu.A03 26929 c (ATT)5atgtagaagatacaagatagccattagcaagaatttttctttttcc(T)1576 132607714 132607789 TAATTGCCAAAGAGGTGCAT TGCACAAAACATGTCAGCAG 246

Ad03A26930 Aradu.A03 26930 p3 (ATA)5 15 132609348 132609362 TCTCGGTCCACTGTGTTCTG ATAAACATGTCCTTTCATTATCCAT 189

Ad03A26937 Aradu.A03 26937 p3 (AAT)5 15 132627565 132627579 TTACTAAAGCTGCCCTCGGA CAAATTTATTTGAACGGTTGC 183

Ad03A26944 Aradu.A03 26944 p2 (AT)6 12 132643017 132643028 TCAAAAACGCCATGTTACAGA GGACTAGTTTGTTTGTGCACTTG 200

Ad03A26948 Aradu.A03 26948 p2 (TA)7 14 132657367 132657380 ATCATGGACAGCACAGGGAT TCATCATCGTTTCCACGCTA 162

Ad03A26950 Aradu.A03 26950 c (A)10taagaagatgcaacattggaa(GAG)6ggaatcaaagggaagaagaacctgcgtgcgcgaatttggaagaagaaaaagaaa(AAG)5aaa(AAG)5136 132668289 132668424 GGCATCAGAGAAAATCAGAACC TTCTTCTCTTTCTCATTCTCCTTCTC 249

Ad03A26956 Aradu.A03 26956 p3 (ATT)5 15 132689978 132689992 GACTTTGGGTGCTCCGATT CCCAAACAAACCCAATATCAG 280

Ad03A26958 Aradu.A03 26958 p3 (GCA)6 18 132692187 132692204 GGAGTATTGCACACCAATGC GCTTCATCATGTGGACGAGA 243

Ad03A26959 Aradu.A03 26959 c (A)11ttaataactaaataagtttataatatttattttattagacatcaatctttgtatttaaattttagtaataaattagac(A)11100 132693540 132693639 GACAAACATTGTTGCATGCTTT TCAATCACTCATTCACTCAAACC 246

Ad03A26960 Aradu.A03 26960 c (T)10cttggtgtacgaaattagcaatgaccaactttcatta(T)1057 132698877 132698933 AAGCATTGCACTCTCCAACA CGTTCACATTGGTCATTGCT 251

Ad03A26964 Aradu.A03 26964 p3 (ATA)5 15 132717595 132717609 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 256

Ad03A26972 Aradu.A03 26972 p5 (AATTG)5 25 132749849 132749873 TCAAGTGGACGTGGTTTGAA CAGCTTTCTGCATAATGAACTGA 202

Ad03A26975 Aradu.A03 26975 p2 (AG)6 12 132756829 132756840 TCCATCCATTGCAAGAACAA GGTTATTTGTGTTGTGCCCC 177

Ad03A26976 Aradu.A03 26976 p3 (GAT)7 21 132756999 132757019 GCAATTTTTGCAAATGTTCAG AGGAAATTAACCTGTATAGGAAATGA 247

Ad03A26981 Aradu.A03 26981 p2 (TC)7 14 132765005 132765018 AAACGAGACCCAATTCGTTG ATTGGCGGTTGATAATGAGC 240

Ad03A26984 Aradu.A03 26984 p3 (GAT)5 15 132768178 132768192 AGCCACTTGAGGAGTCAGGA AGCAGGGAATGCAAAGATTG 263

Ad03A26985 Aradu.A03 26985 p2 (AT)6 12 132773465 132773476 AATCAATTCCATGGGTTCCA TGCAGCCTGTCTTTCTCTGA 280

Ad03A26991 Aradu.A03 26991 p3 (TTC)7 21 132789863 132789883 CGAAAACCTACACCACCCAG GGACAATGATGAAGCGGAGT 229

Ad03A26992 Aradu.A03 26992 p3 (TAA)8 24 132790660 132790683 GATCGACATGACGAAGTTGG GCTGTAGCTTTCGTTGGTCC 190

Ad03A26994 Aradu.A03 26994 c (AT)7ac(AT)33ccctaaatatatttctttaaaaggacgaaatgttgtcaaatattgtcataattgaattaccatagaaaccagatttaatatag(T)10175 132792488 132792662 TGGCAACAACAATATGGCCT TCCTCCATCGAATTCAAATCA 276

Ad03A26997 Aradu.A03 26997 c* (T)10(TC)7* 23 132805665 132805687 AAGGAGCATACAACTATGCAAGC TAAGCCTCGCCCTATACGTT 280

Ad03A26999 Aradu.A03 26999 c (A)11tggggtactaactactaaccctcctaatgacccgc(TA)658 132809357 132809414 TTTTATGTTAAAAATGATCGGTAAGA CACAACCAACCTGCTTCTCA 203

Ad03A27000 Aradu.A03 27000 p2 (AG)7 14 132811738 132811751 ACAAGAGAGAGGCGTGGAAA TCATCACAGCACCACCACTT 232

Ad03A27001 Aradu.A03 27001 p3 (GAT)5 15 132813167 132813181 CCAAAACAACAACAATAACAACAA TCATCATCACCACTACCACCA 228

Ad03A27002 Aradu.A03 27002 p3 (AGA)5 15 132813469 132813483 TGGTGGTAGTGGTGATGATGA GCCAGTAAATCCGCAGGTAA 255

Ad03A27003 Aradu.A03 27003 p4 (AGAA)6 24 132814886 132814909 ATTTTCCCCTCCCCAAAAC AGCTTCCTTCCTCTTCTCCG 206

Ad03A27004 Aradu.A03 27004 p4 (AGAA)12 48 132818333 132818380 ACCCCAATTCGCCTAAAAGT GCTGCTTCTTCCCCTCTCTT 250

Ad03A27006 Aradu.A03 27006 p2 (TA)8 16 132827183 132827198 CTCATTAAATCGTGAGCCGA CATCGAAAGCTCACGAACTG 261

Ad03A27007 Aradu.A03 27007 p2 (TC)6 12 132828289 132828300 TCACCATTCCTACTTTCACAACA TAAGCCACGCCCTATACGTT 269

Ad03A27008 Aradu.A03 27008 p2 (AT)6 12 132829173 132829184 TTTTTAAGTTTAAAGTCTCAATGCCA TCCTAAATAAAAACCCCCACAA 254
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Ad03A27009 Aradu.A03 27009 p2 (TA)7 14 132832168 132832181 CAATCATCAAAGTCACTCACCAG AGAGGATGAGACTCGCAAACA 247

Ad03A27010 Aradu.A03 27010 p2 (TA)11 22 132833242 132833263 TGGCCTTCTAGCATTGCTTT TGGACGGTTCGATTTGTGTA 181

Ad03A27011 Aradu.A03 27011 p2 (TC)8 16 132833697 132833712 TCACCATTCCTACTTTCACAACA TAAGCCACGCCCTATACGTT 269

Ad03A27012 Aradu.A03 27012 p2 (AG)7 14 132835127 132835140 ATCTGTTTGCCGTCTCTCGT TTCATCTCTTCCCAACAGCC 266

Ad03A27015 Aradu.A03 27015 c (AAC)6aat(ATG)536 132836517 132836552 GGTTTCGGACTTGTGATTCTTT ACCACTACCACCACCACCAT 276

Ad03A27016 Aradu.A03 27016 p3 (AAT)12 36 132839619 132839654 GCAACAGAGAAATATTTGAGCC TTGTCACGTCCTACTCTGCAA 140

Ad03A27017 Aradu.A03 27017 c (AAG)6aggaagaggaagaggaagaagaacgtgtaagaagaagaagaacgagaaagagaaagcaagaaacgaaagaa(AAG)6aggaagaggaagaagaacgtgcagc(AAG)5gagaaagagaaggcaagaaacgaaagaa(AAG)5190 132840300 132840489 TGAAGAAGAAGAACAGAAAGAGGAA CAAAAACACGATGCAAGGTC 258

Ad03A27020 Aradu.A03 27020 c (T)10ctggatgaaaatagaagagaattttgcaagtatctatctgtaaaaagaaccc(A)10tgggaaggaatattcaaagagaaaaagaaaaatagtaataac(AAT)5aaagggcaaaagcacatgcagtgtaatacaagcgtacatacaaatgataatttttat(A)13199 132859662 132859860 TTCAGATTTTCCCTTCCTTTTT TTCTCAACCATCCCTTTAATTATTTT 277

Ad03A27021 Aradu.A03 27021 p2 (AT)9 18 132861203 132861220 CTCACCTACCCGCACAAACT AGAAATATATGGATCAATGGCG 164

Ad03A27025 Aradu.A03 27025 p2 (TC)6 12 132886502 132886513 TTGCCACGTGTCACTCTCTC TTGTTTGTTTTCCCTCTGGG 280

Ad03A27033 Aradu.A03 27033 c (TC)6atatttaattttaactccacttataaagttaatggtacc(A)1061 132903628 132903688 CAAGCTCTGCCGTAATCACA AAAAATACGGATATTGATCTCACTC 203

Ad03A27037 Aradu.A03 27037 p3 (TAA)10 30 132925439 132925468 GCCAATAGCAAAAATAGTGAGAAA TTTTGGATTATCGTGAAGAAAAA 269

Ad03A27038 Aradu.A03 27038 p3 (TCC)7 21 132925730 132925750 TCTTTTCTTCCCGCGCTT GGAACGTGAAAAAGAAGGAGG 142

Ad03A27042 Aradu.A03 27042 p3 (AGA)6 18 132930699 132930716 AGTTGGTGTGGTTTCCTTGC CAAGCTTCTGAACTCGACCC 233

Ad03A27043 Aradu.A03 27043 p3 (AAT)20 60 132933677 132933736 TCATGCTAATGTCGCAGGTC AAGATTGGGGCCTTTCTGAT 270

Ad03A27045 Aradu.A03 27045 p4 (AAAT)5 20 132938940 132938959 TCCTTGAAGCTTCCCTCGTA TGAACCATCCATCAATTAGAGGT 233

Ad03A27047 Aradu.A03 27047 p4 (AAAT)5 20 132942970 132942989 CAGATGCCATGACAAAACCA TGAACCATCCATCAATTAGAGGT 280

Ad03A27049 Aradu.A03 27049 p3 (TAT)16 48 132962408 132962455 TTGCAACCCATCAAGATGAA ATTCGGATGAATTTGGCATC 234

Ad03A27050 Aradu.A03 27050 c (A)10t(A)10 21 132964619 132964639 TGGATGACCTTGCGTAGTTG ACAAGCAAACTTGCCTCCAT 129

Ad03A27056 Aradu.A03 27056 p2 (CT)8 16 132988130 132988145 CATTTCCTCCATCGTTGCTT AAGATGGCATTCCACCAGAC 251

Ad03A27059 Aradu.A03 27059 p2 (AC)6 12 133025089 133025100 CCAAGAATGGTGGAACTTGC TTGGTGCAACGGATATCAAA 212

Ad03A27064 Aradu.A03 27064 p2 (AT)6 12 133033246 133033257 ACCCGCGAGGTAGGTAGTTT CCGACTTACCGCTCTCAGAC 275

Ad03A27066 Aradu.A03 27066 p2 (AC)6 12 133041413 133041424 GGAGGAAAGGGAAACAGGAG GCATTCAGGGCTCAGTTTGT 235

Ad03A27069 Aradu.A03 27069 p2 (GA)8 16 133046818 133046833 GCCAGGAAAAATAAAATGCC AACCTTGATGGAGGCAAATG 217

Ad03A27070 Aradu.A03 27070 p2 (GA)7 14 133050485 133050498 CCAACTTCCTCTCCAAGCTG AGAGCACCCAGCTCTCTCAG 255

Ad03A27072 Aradu.A03 27072 p3 (TTC)5 15 133052407 133052421 GGGCAATGACCCTTTTCATA GCTTGTAAGACCCTTTTGCG 237

Ad03A27077 Aradu.A03 27077 p3 (GAG)5 15 133059889 133059903 GCTTTTCAATACTGACACCAAAA GCCCAATTCTTGCAACCTT 274

Ad03A27078 Aradu.A03 27078 p4 (TTCT)5 20 133060041 133060060 TGAGGAGGAGGAGGAGTTGT AGTCACTTGACCGGTTCGAT 222

Ad03A27082 Aradu.A03 27082 p3 (TCT)6 18 133064333 133064350 CACCACTGTTGCTGTCTTGC CCATCCAAACTCTGAAAAAGAA 273

Ad03A27085 Aradu.A03 27085 p2 (TA)6 12 133070765 133070776 CGAAAGCTGACCTACGGAAA TATGGGACTCTATGGCCAGC 249

Ad03A27086 Aradu.A03 27086 p2 (TA)8 16 133074544 133074559 AGGTGATGAGAATGTGAGACGA TCTTACCGGTGCACTATCACA 191

Ad03A27090 Aradu.A03 27090 p3 (CTT)6 18 133091400 133091417 CCTAGTTGGTCTCTTCCCCC TTCAAATTTCCAGCACCTCC 248

Ad03A27091 Aradu.A03 27091 p3 (AAG)8 24 133093131 133093154 TCCATGGGTATCGAAAGCTC CCAATGTGGTCCCTGAGTCT 124

Ad03A27093 Aradu.A03 27093 p3 (TTG)5 15 133096028 133096042 TGGCGTCATTTGATTCATGT CCGAACCAGTTCCAGAAAGA 230
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Ad03A27094 Aradu.A03 27094 c (T)10gaaataaagaaaaaaaaatctgagatactgagaagagagg(GA)662 133102665 133102726 TTTCAAATTCAACGACAGCA GGCAATTTCGGAGCATAAAA 156

Ad03A27095 Aradu.A03 27095 p3 (ATC)5 15 133103428 133103442 GTCATCATCATCGTTGTCGC TTGTTTGGTTGAATGCATCG 184

Ad03A27097 Aradu.A03 27097 c (AT)7(AC)10 34 133106917 133106950 CCAACGCCTCCACTATTCTC ATGCCCTCAGTAGCACTTGG 204

Ad03A27100 Aradu.A03 27100 p3 (ATT)5 15 133109511 133109525 TCACGCGTTCCTTTTTCTCT CGATAATAACAATTTCTTAGCCTACA 190

Ad03A27101 Aradu.A03 27101 p2 (AT)10 20 133110338 133110357 TGATCAATTTCTATTGGTTAATTGTGA TGTCACGTGGAATATTCTGTCA 274

Ad03A27109 Aradu.A03 27109 p2 (AT)6 12 133139164 133139175 CCATCATGCCCATCTTCTCT ACCATGTTTGCCTTTTCTGC 273

Ad03A27117 Aradu.A03 27117 p2 (TC)6 12 133153164 133153175 TTTTCGGATAACTTTGGTTGAGA ACGCATTCCTTGAGCTGACT 256

Ad03A27131 Aradu.A03 27131 p2 (TA)6 12 133171279 133171290 ATGCGTTTGTACGTGACTGC TTGGCACTTCAAATTACAAAAA 231

Ad03A27148 Aradu.A03 27148 p3 (TAA)6 18 133200322 133200339 TCCTAATTTATGACGTGTTGGTAAT TATGGCATCAACCCGTTACA 253

Ad03A27153 Aradu.A03 27153 p2 (AT)9 18 133202515 133202532 GGTTAGTAGTTGGTCGTCCCC TTGCCAATTATTATTAGGCGTG 219

Ad03A27157 Aradu.A03 27157 p2 (TA)8 16 133207105 133207120 GAGAGTCCAAAAGGGAGGCT CGCCAAGTGAAAAGGATTGT 279

Ad03A27158 Aradu.A03 27158 p2 (AT)6 12 133212498 133212509 GAACTAATCCGCAAACCTCA AAGAATAAATTAGTTCGGTTTGGA 267

Ad03A27159 Aradu.A03 27159 c (T)13agacaataaattttttattaaaaaaatcaaaagtaattattattattaatttaaaaattgaagattgaag(T)1093 133213317 133213409 GTCGCAAAGAAAGATTTCGG TGTGTTCCACCCACTCGTAA 265

Ad03A27160 Aradu.A03 27160 p2 (GA)6 12 133216071 133216082 ACGATAATATTGGCTCGTAAAAA TTTTCTTGCCTATGATCTTTTATCA 225

Ad03A27163 Aradu.A03 27163 p4 (TTAA)5 20 133228046 133228065 TCATGACGTTCGTATCCACC CCGCTCTCAATTATCGACTTC 187

Ad03A27166 Aradu.A03 27166 p2 (TC)10 20 133243231 133243250 GTCCTTGCCGTTCAATCTGT ATTGGGCAAGCTTGAAGATG 277

Ad03A27168 Aradu.A03 27168 p3 (GAA)5 15 133250387 133250401 TGCAGAGAATTTTGACGGTG ACGATTTTGGTCCATGTGGT 264

Ad03A27170 Aradu.A03 27170 p4 (ATTT)5 20 133252726 133252745 TCGCCAATTAATCTTCTGGC GGAAAGGATCGGAGATGTGA 252

Ad03A27175 Aradu.A03 27175 p3 (GAA)5 15 133270520 133270534 GAGGGAGAATGGAGGACTCA TGTGGTATGTTGCTGCCACT 272

Ad03A27177 Aradu.A03 27177 c* (T)10(TA)6* 21 133277719 133277739 TGATGAAGAGTGTGGAGGGA GCATCCTTCATCTTTTGTTTACG 113

Ad03A27180 Aradu.A03 27180 p3 (AAG)5 15 133282648 133282662 GGGGGTTTCAGAGACACAGA GTTGGGGAAGTGGTTGAAGA 129

Ad03A27181 Aradu.A03 27181 p6 (TCTCTT)6 36 133282809 133282844 TCTTCAACCACTTCCCCAAC TAGGGAATCAGAACCGCAAC 250

Ad03A27182 Aradu.A03 27182 p2 (GT)8 16 133285726 133285741 TCATTTGAATCCTTGAGGGC ATAATGGGGACATTGCTTGC 119

Ad03A27189 Aradu.A03 27189 p3 (CTT)6 18 133294631 133294648 GCAAATTTGGGTGTAACACGA GCGGAAAGTGAAGGAAGTTG 206

Ad03A27190 Aradu.A03 27190 p3 (TTC)5 15 133298054 133298068 CTGATTTTTGGTTGGTGGCT TTCAGACCAAACCCAACTCC 255

Ad03A27191 Aradu.A03 27191 p2 (TA)8 16 133300102 133300117 CTGTTTGACTTGCGTGCTGT ATAAGCTGCCAACTGTGCAA 184

Ad03A27192 Aradu.A03 27192 p2 (TC)6 12 133303257 133303268 AGTGCCTTCACTCCATCACC TTCAGACAATCGCAGATCCA 201

Ad03A27193 Aradu.A03 27193 p2 (CT)9 18 133307746 133307763 ACCGATATTCCACCAATCCA CCGGAGGTTTGTTTCACTTC 279

Ad03A27195 Aradu.A03 27195 c (T)11gtttaagtacgattttggtttctaaggcaagggttgaaaattttctttgccctccctcaac(T)1183 133316567 133316649 ATAAGTCGGCTGGCCTTTTT TTGTTGTTGTTTCTGGTTATGCTT 255

Ad03A27198 Aradu.A03 27198 p2 (TA)8 16 133319961 133319976 CAGGCCTTCCAAACTCACAT TGCTCCTAAATGTGGACAAGG 102

Ad03A27210 Aradu.A03 27210 c (TC)8aatattattatggttctcacttctcaggaaaagaaaaagagaagactgta(TAT)684 133342134 133342217 GAGCAACCTCAGCATCACAA CCCCCATCCAGTGTGTCTAT 240

Ad03A27211 Aradu.A03 27211 p3 (GAT)5 15 133343401 133343415 AAGTTGTGTTGACATGGGCA CCTCCCTCCCTAAAAAGGGT 199

Ad03A27222 Aradu.A03 27222 p3 (GAT)5 15 133384917 133384931 CAGGCGGAAAGAACAAGAAG TTGCACATTCATTCGAGTCC 242

Ad03A27223 Aradu.A03 27223 c (C)16(A)10 26 133389571 133389596 CTCCTTTGACAAAACCCGAG TTGCTTGTGCTGGACTTCAC 110
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Ad03A27230 Aradu.A03 27230 p3 (AAT)5 15 133411390 133411404 GGGAGGTCCCCAGATTGTAT ACATTTTTGAGCTTGTCGGG 226

Ad03A27233 Aradu.A03 27233 p2 (GA)6 12 133434387 133434398 AGCAATCCAAGTTCCTCGTG TTCCCGTCAGCTCTGTCTCT 103

Ad03A27234 Aradu.A03 27234 p2 (TA)6 12 133437545 133437556 GCCACTGCAATCAAATGAGA GAGATGCCTTAAAACATGTCCA 245

Ad03A27235 Aradu.A03 27235 p2 (AT)12 24 133441690 133441713 ATGAAATTGAGAGCCATCCA ACACGGTATGACCCCTTTCT 265

Ad03A27237 Aradu.A03 27237 p3 (TTC)9 27 133443164 133443190 CGATTGCCTAAAAACCCTCA AGCCCAAAACGAGTTTGATG 236

Ad03A27239 Aradu.A03 27239 p2 (AT)6 12 133454215 133454226 TCAGCGATTTTCAAATTTACTAAAAA CTGTTCGCCATAGTTTCCAA 229

Ad03A27244 Aradu.A03 27244 p2 (AG)8 16 133476271 133476286 ATCCATCATTGCCAACACAA GGGCCCTTCAAAACCAGTAT 252

Ad03A27247 Aradu.A03 27247 p3 (GAA)5 15 133480513 133480527 TGTTCCAGGTTGCCACTCTA CCTCTGCTTTCTGGGATCAG 241

Ad03A27248 Aradu.A03 27248 c (T)14aatacattgctatttcgtttaaaaaaattgaagttcttaagtactctaaattaaatatggttgctttgtaaatcctttttaaaatgtcatccaa(T)10118 133482207 133482324 TGCATGGTCTTTTTAATTGGG GCATGATTTGCTTTCGAACTT 256

Ad03A27253 Aradu.A03 27253 p4 (ATTA)5 20 133487509 133487528 AAGCGGTGCTTAAAATGCTC GTCACCGCTTAAGTTTCCCA 204

Ad03A27255 Aradu.A03 27255 p3 (CTT)5 15 133491195 133491209 ACGTTCCTTACACGCGCTAC GAGGAAGAAGAACGTGCAGC 172

Ad03A27266 Aradu.A03 27266 p2 (GA)6 12 133538340 133538351 GCAGATTCGACGAGCATGTA TTACCCGCGGTAGATACGAC 265

Ad03A27268 Aradu.A03 27268 c (A)11cccatacaacaacaaattaactcatctgaaggt(A)1357 133550152 133550208 CCACCCCTGCTTGTGAGTAT GAACAATTTCCCATGGTTGG 276

Ad03A27269 Aradu.A03 27269 p2 (TA)9 18 133550774 133550791 CAAGGTAATTCACGTCAAAAAGG ATGCTGCAAAAATAGTAATTCAAA 239

Ad03A27274 Aradu.A03 27274 p4 (TTAT)5 20 133570342 133570361 GTTGTTTCTGTGGAAGGGGA CGATGCAGAATTTGAAACGA 277

Ad03A27275 Aradu.A03 27275 p3 (GAT)6 18 133576643 133576660 CAATCTCCAGAGAGGGTGGA CCAACAGGTACTCCCGGTAA 234

Ad03A27276 Aradu.A03 27276 p5 (TAAAT)6 30 133577010 133577039 AGAGGATGCCGTTTTAAGCA CCACAAATATATGTTGGATGAAGG 266

Ad03A27278 Aradu.A03 27278 p4 (GTGA)6 24 133591902 133591925 GTGTTTGGTTATGCGGCTTT TTTGTTTGGACTTTGGGCTC 171

Ad03A27281 Aradu.A03 27281 c (T)11ctaaaaggtgctctcata(TAT)544 133598075 133598118 AAAAGGTTTGGTGAAGTGCG CACAGCATAAGGCAGCAGAA 201

Ad03A27282 Aradu.A03 27282 p3 (TCC)5 15 133600596 133600610 ACTTGGGAACAAACACAGGC GGAAGAAGCACTGCCTCAAG 137

Ad03A27288 Aradu.A03 27288 p2 (TC)8 16 133622522 133622537 ACCATCAGCACACCACACAC CTCCTCCCTCCATTCCAGAT 180

Ad03A27289 Aradu.A03 27289 p3 (GCA)6 18 133628068 133628085 GGGTATGCACCAAGAGCATT CATGGAACCATGTCCCTCTT 139

Ad03A27295 Aradu.A03 27295 p3 (AAG)5 15 133631207 133631221 TGCTGCTGCTTCTTCTTCAA TTCAAGGTACATTTCTTGCCTTC 186

Ad03A27296 Aradu.A03 27296 p3 (AAG)5 15 133631368 133631382 GAAGGCAAGAAATGTACCTTGAA CTCCACATACAAGTGATTTTCCA 277

Ad03A27301 Aradu.A03 27301 p2 (AG)10 20 133639511 133639530 TGTCATCACCACTGTCACGA ACAACCTCCTTCAACAACGG 149

Ad03A27306 Aradu.A03 27306 p3 (AAT)5 15 133646837 133646851 CCCAAATTCACAACAAACCA AGGCCATGAGGTTATGTTAGC 247

Ad03A27310 Aradu.A03 27310 c (A)10cagagaaaaaaaatgacatcaatgagatggtcgaaat(A)1057 133655125 133655181 GGGTCTAGATGCACAAACCAA TCTTGAGGGAAGCAGGTTGT 271

Ad03A27313 Aradu.A03 27313 p2 (TG)6 12 133657551 133657562 TCATCCGTGATTTGCATGAT CTCAAGCTCTTGTGGGTGGT 258

Ad03A27320 Aradu.A03 27320 p2 (GA)6 12 133673996 133674007 TTTAGACAGACGTGGGGACC ATGCGGTGAGACGAGAGACT 253

Ad03A27321 Aradu.A03 27321 p2 (TA)14 28 133675338 133675365 AAAATTATCCGTTGGGGGAC ATGAGAGAGCGAGGGAGTGA 246

Ad03A27322 Aradu.A03 27322 p2 (AC)18 36 133679781 133679816 ACCTCGCTGTCAACTTCCTT ATTGGTGGACAGTGGTGTGA 186

Ad03A27327 Aradu.A03 27327 p6 (GACAAG)7 42 133696011 133696052 GAAGGAAGGGATGGAAAACA TAACACCTTTGCCTTGTCCC 150

Ad03A27334 Aradu.A03 27334 c (TA)8aaaccagtaagataaacatttcgatctctctatatatatttaatca(T)10gaaag(T)1087 133734821 133734907 AAAGGGATCAGATTCGGTTACA AGGTGAGAGACGCAAATACGA 203

Ad03A27335 Aradu.A03 27335 c (A)10cacagatgaataaagtttaatatcatatacagtttcagtaaacagtagtactatagttatgtaaatgagacaccaacttttaacgatacagaaag(A)10115 133735332 133735446 AACTCTAGGTGAGTTTCCATCAA TGGAAAGGATCGGAATAAAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A27340 Aradu.A03 27340 p2 (AT)6 12 133749670 133749681 TGGCACATAAAACTGCAAGC GCAATGCATCCTTTGCTTTT 274

Ad03A27341 Aradu.A03 27341 c (AT)13g(TA)6 39 133749830 133749868 TGGCACATAAAACTGCAAGC GCAATGCATCCTTTGCTTTT 274

Ad03A27342 Aradu.A03 27342 p2 (GA)6 12 133752737 133752748 GGTTGAATCTGATGCCGAAT ATTACGAATTTCCGATTGCG 239

Ad03A27345 Aradu.A03 27345 c (AC)10atatataaagtaaagaacccaaaagaaactcaaaagacaagttacagaacctgttctccaaaacaacctctaggaggagtcaaaatagtgtgtgtg(TA)10136 133757973 133758108 CCGGCTTGCGAAGATAACTA CTGGAGACTTCTGAATTTGCG 261

Ad03A27348 Aradu.A03 27348 c (TCT)7tcactcaccgtggattatgaacaactcatcttcttcttcctcttcctcttcctcttcttctc(CTT)598 133762545 133762642 TTTCCAAAGCGCTACACTCA CGAAGAAATACATGGAGGAGG 244

Ad03A27349 Aradu.A03 27349 p3 (AAG)5 15 133763420 133763434 CACCCAAAAGACACCTTATGC TTGCTGCACATTCTTCTTCC 241

Ad03A27351 Aradu.A03 27351 c (A)11cattctcccactaaatatattaaataaataaataatattgatagataaataaaactcaaatatactaaataaacaagt(A)1099 133764694 133764792 TGATTTCACCGCTAATAAGATGC GCTCCGATTGTTTTGGTGAT 275

Ad03A27352 Aradu.A03 27352 p2 (TA)6 12 133765207 133765218 CAGATTCGCTATGAATTTAATCGTT CTCCGAGTCTGAGAGCGAGT 234

Ad03A27353 Aradu.A03 27353 p2 (AT)7 14 133765410 133765423 CGAAAAATTGAGGAGAGAGGAA TGTTCCTTGGTGTTTTTCCC 199

Ad03A27356 Aradu.A03 27356 c (GAA)5agagaaggcaagaaacgaaagaa(AAG)656 133776173 133776228 TCCTTCTCATCTTCTGCTGCT CCAAAAACGCAATTCAAGGT 251

Ad03A27357 Aradu.A03 27357 p2 (CT)6 12 133780501 133780512 CCTTTTTGGAGGAAGGAAGC GGTATTTCCGGGAATTGAAA 270

Ad03A27358 Aradu.A03 27358 p3 (TTC)5 15 133780944 133780958 CACGCGCCTCATATAACGTA CGAAAGAATAATCCAAATCGC 278

Ad03A27359 Aradu.A03 27359 c (T)13atttttatgtttggaatttaga(T)1045 133781863 133781907 CGGGAGCGAAAGGAGATACT CAAAATATCAACGGTATGAATTGAA 269

Ad03A27360 Aradu.A03 27360 c (T)11aatcatcatcacca(TCT)540 133785719 133785758 TGCAACAAATTTGGATGTAACAC AAAACAAGGAGAAACTTGAAAAGG 206

Ad03A27366 Aradu.A03 27366 p3 (TTC)5 15 133807079 133807093 CACTCAGCGTACCACTCGAA ACCCTGCTAAAACCCCAGTT 132

Ad03A27374 Aradu.A03 27374 p3 (TGG)6 18 133830924 133830941 AAATCGAAGTACGTGTGGGC GACTGAGGTGAGGTGGTGGT 273

Ad03A27378 Aradu.A03 27378 p2 (TC)9 18 133841584 133841601 CGAACAAGCCTCTCGAAATC ACAGAGCTAGGGATCGGACA 272

Ad03A27379 Aradu.A03 27379 p2 (GA)7 14 133849495 133849508 GCTCCACAACCAATCCTCAT TCTTTCTCCCGATCTCCTCA 188

Ad03A27380 Aradu.A03 27380 p2 (AT)9 18 133850364 133850381 CGTTGCCACTAATTTCCGAT GAGGAGTGAGACAGCGCAAT 185

Ad03A27381 Aradu.A03 27381 p3 (AAT)13 39 133856691 133856729 TGTCCCAAAATGTCCCATCT GATCTACATAGGTTCCCACATTGA 100

Ad03A27385 Aradu.A03 27385 p3 (ATT)5 15 133868275 133868289 TTTCCAAGGGTCAACAGAGAA TGGTGATTCAATCCACTCGT 139

Ad03A27386 Aradu.A03 27386 p2 (CT)14 28 133870432 133870459 TAATCTGATGCAACCTCCCC CCTTTTCTTCTGTGGCTTGC 155

Ad03A27387 Aradu.A03 27387 p3 (AAT)5 15 133870578 133870592 GCAAGCCACAGAAGAAAAGG GCGTGTACCCATCTTCTGGA 275

Ad03A27388 Aradu.A03 27388 p2 (AG)7 14 133871303 133871316 TGGCCACTCACATTGTTGTT CATCCCTCTTTTCCCCTCTC 206

Ad03A27389 Aradu.A03 27389 p2 (TC)11 22 133871441 133871462 GAGAGGGGAAAAGAGGGATG ACAGCAGACTCACAGGCAGA 172

Ad03A27396 Aradu.A03 27396 p2 (TA)6 12 133887602 133887613 CGGTTTTCTGCCTTTCTTTG TGAGAGAACTCACATGGGCA 245

Ad03A27397 Aradu.A03 27397 p3 (ATT)22 66 133888637 133888702 ATGCGAATGCATGTTAGCAC CGAAAGAAATTTTCAGCCCC 258

Ad03A27398 Aradu.A03 27398 p3 (CCA)5 15 133888899 133888913 GTCATTCGAACCAAAATGCC TTTCTGAGTTTGGCAGTGGA 111

Ad03A27399 Aradu.A03 27399 p3 (GAA)7 21 133889194 133889214 ACAGAAGAAGAAGAAGCGGG ATAGGGGCCGAGAAAGAAAG 134

Ad03A27407 Aradu.A03 27407 p4 (TAAC)5 20 133898627 133898646 TCTCCAGAAGCCAAGGTGTT GTTTCCTTGGCTGCACTACC 274

Ad03A27409 Aradu.A03 27409 p2 (TA)7 14 133907043 133907056 AACGCACTTCTCTCGCTCTC TGAGTCCCCTTTTCAAGATCA 280

Ad03A27411 Aradu.A03 27411 p2 (TA)9 18 133911405 133911422 CAATTGTCATCAATAAAATTACCCAT GTTGATAATTGTTAGTTTAGTCACGC 228

Ad03A27418 Aradu.A03 27418 p4 (GTGA)5 20 133920551 133920570 AAAAACTTAGGCCCGGTTGT ACAGCTTCAGCTGCACTCCT 128

Ad03A27426 Aradu.A03 27426 p2 (TC)10 20 133926813 133926832 TAGAACAAAACGAGCCCAGC CCACCACTTCGGAATCTTGT 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A27427 Aradu.A03 27427 c (T)11gttg(T)11 26 133932053 133932078 ATGGAAGGGTATACCTGGGG ATGGATGCCATGTTACCACA 186

Ad03A27434 Aradu.A03 27434 p3 (GGC)5 15 133942018 133942032 GCAGAAGTTCAAGCAGAGCA GCCCCTCTCTTCAAAATTCC 198

Ad03A27457 Aradu.A03 27457 p3 (CTT)5 15 134006465 134006479 GTCGCATTCGTTGGAAAAGT TGCAGCAACAACAACAGAAA 267

Ad03A27458 Aradu.A03 27458 c (AGG)5agaagaagaaaaagatagaggtagtggtgacaacaacgataatgaaggagaaagatgagaaaaaatat(GAG)6101 134006903 134007003 TGATGACGTAGGAGGAAGAGG CGACACACAAATAAACACCGA 238

Ad03A27459 Aradu.A03 27459 p3 (AAT)16 48 134007168 134007215 TCGGTGTTTATTTGTGTGTCG CTTTTCCACATCCTCCTCCA 167

Ad03A27460 Aradu.A03 27460 c (T)10gtacaaaacgtaacttacgtttttcagcctttaataaaaaattttcgcacatttaaaacacaacctacattttgatttttc(A)10101 134009990 134010090 TGAATCACGGATGAATTTGC TTTTTCCTTAAAACACCCAAAAA 240

Ad03A27463 Aradu.A03 27463 p2 (AT)8 16 134023563 134023578 AACCTTTTCTTCAAATGTGAGC TTAAAGCTTTGCCGTTGCTT 268

Ad03A27464 Aradu.A03 27464 c (A)10cacagaaaatacg(A)1033 134032822 134032854 TGAACTTGCTTGTATCCTTCATT TTTAGCTCCATGCCCTTTTC 230

Ad03A27468 Aradu.A03 27468 c (GA)6aagagagagtgaaaaggtat(AG)11tgagacagagtttcaaaccacgtggaaccaacaacttagactcacacatacacatatcag(T)10124 134042521 134042644 TGGTATCGTCGGCTACACAC CAGAACGAAACCGAGTGAGA 265

Ad03A27472 Aradu.A03 27472 p3 (TTA)6 18 134051669 134051686 GTACGGTGTCGGAAAGTGGT AAACACAAAGACGCGGATTC 217

Ad03A27473 Aradu.A03 27473 p3 (AAT)9 27 134052167 134052193 CATCGTGTCATGCCACTTTAT TGTCCCCACATGGTTATCCT 170

Ad03A27474 Aradu.A03 27474 p3 (CTC)6 18 134054893 134054910 AGAGGGTCCAGGAGGCTAAA TTCTTGGGATCAGAGGATGG 172

Ad03A27479 Aradu.A03 27479 p2 (AT)7 14 134068521 134068534 GCGAATAAGAATTTACTCTAGTCGAA TTCGGATTTGAGATTAAAAGAATAA 280

Ad03A27488 Aradu.A03 27488 p3 (GTC)5 15 134093853 134093867 AAACGTCAGGGACAAAAACG GGTAGAACGAATACCCGCAA 210

Ad03A27489 Aradu.A03 27489 p2 (AT)7 14 134094000 134094013 TTTATCCGGTAAGGACGGGT GCGAGTACCCACCCTAATCTC 272

Ad03A27490 Aradu.A03 27490 p4 (AATA)5 20 134096697 134096716 AATAATGCACGCAAAGCACA CGAATCGCTCTCGAAAATAA 267

Ad03A27491 Aradu.A03 27491 p2 (AG)7 14 134097095 134097108 AGACCATACCAAGCCACGAC ACTCACTCACTCACCCACCC 150

Ad03A27493 Aradu.A03 27493 p3 (AAC)5 15 134099345 134099359 GCTATGCAAGAGTGCCGTTT GTAGGGCTCAATGGCGTATG 122

Ad03A27494 Aradu.A03 27494 p2 (CA)7 14 134103176 134103189 TTGGCTGTGGGTTATGTTCA ACGTGAGCTTGCAGATGATG 143

Ad03A27496 Aradu.A03 27496 p2 (TC)6 12 134109786 134109797 CAAACAACACATGAGCTAACTATTGA ACTCTTGGCCTCTTGGGTTT 178

Ad03A27501 Aradu.A03 27501 c (AG)11(AC)9 40 134128068 134128107 GACATCCAGCTGTGGTGATG TTCCCCATAAAAACCATCCTC 221

Ad03A27502 Aradu.A03 27502 p3 (TAT)5 15 134128590 134128604 AACGCAACAATCATCAGTCG TATCCCAGGAAAGATGGCTG 258

Ad03A27504 Aradu.A03 27504 p2 (AT)9 18 134129936 134129953 AAGTCATTTTTAGCCACCAAAAC TTACCCGACCAAAATCCAGT 133

Ad03A27505 Aradu.A03 27505 p2 (AT)8 16 134132094 134132109 GATCCTCCTCTCTGGCTTCA TAGCCTCCGCTAATTGGAGA 263

Ad03A27508 Aradu.A03 27508 p3 (TGA)7 21 134143815 134143835 TGAACGCGCATTTGAAATAA GCAAAATTCTCCCACTCCAA 280

Ad03A27511 Aradu.A03 27511 c (GA)6taagacattatcttgtattttgtgtattttgggatacc(TA)1274 134155082 134155155 TCAGGTGTAGGTCGAGAGGC TAGCTCCTGACTCAGCCTGC 268

Ad03A27512 Aradu.A03 27512 p3 (CTT)5 15 134156402 134156416 AACATTGGGGATGCTAGACG GTTTGACGAAGAAAGCGAGG 262

Ad03A27518 Aradu.A03 27518 p3 (TAA)5 15 134184989 134185003 CAGTGTCAGCTGGGATTTGA TAACGCGAACACGTAGCTGA 260

Ad03A27524 Aradu.A03 27524 c (AG)6(GA)11 34 134195120 134195153 ATGCAACGTGATCGTTATGC CCCAATCCTAAACCTTCTCCA 154

Ad03A27525 Aradu.A03 27525 p3 (ATC)6 18 134198269 134198286 AAGAGGCTCAAAGGCACAGA GCTAATGCAATCCGTCAGGT 244

Ad03A27526 Aradu.A03 27526 p3 (ATT)15 45 134210319 134210363 TGCAATTGATAGTTAGCAGCAGA TTTCGACAATAAATTCGACGG 209

Ad03A27527 Aradu.A03 27527 p2 (CT)9 18 134210797 134210814 TGACATTGCGTTTTGGTGAT TCAGAGGCAGTAGCAGGGAC 266

Ad03A27531 Aradu.A03 27531 p2 (TA)7 14 134228502 134228515 GGAGGCGCATCTAGCATAAG TAATCTCCGGTTACCCATCG 209

Ad03A27533 Aradu.A03 27533 p3 (TGT)5 15 134246560 134246574 AGGCGACATCGTATTTCAGG TCCCCAATGCAACTACAACA 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad03A27542 Aradu.A03 27542 p2 (AT)6 12 134256739 134256750 TTTTTGTGCTCCCCATGTCT TTAAAAGGGCATGCCAAAGA 275

Ad03A27548 Aradu.A03 27548 p2 (TA)6 12 134269581 134269592 AAAAATATAGGCGTAACGAAAAGA TTTTGATGCACACTAGTATATGGTAAA 222

Ad03A27550 Aradu.A03 27550 p3 (TAA)5 15 134274285 134274299 TCAAGATCCAGAACTTCCAACA CGTCGAAGGGTATGTGTTCC 209

Ad03A27551 Aradu.A03 27551 p2 (TA)6 12 134278918 134278929 GCTTCCTGTGCTGTTTCACA CAGCAGGAGCACTCTCATCA 263

Ad03A27552 Aradu.A03 27552 p3 (GAT)5 15 134280032 134280046 GCAGAGCAACCCAGAGATGT TCATCCCTCATTTTCATCCC 242

Ad03A27554 Aradu.A03 27554 p3 (ATT)14 42 134283474 134283515 GCATCTTACATGCAGGAGCTT TGACTTCGGTCAATGCTGTG 279

Ad03A27557 Aradu.A03 27557 p3 (CAT)5 15 134288143 134288157 CCTTCTCCCATTCCTCCTTC GATGACGATAACAATGATGACGA 274

Ad03A27558 Aradu.A03 27558 p3 (CTT)5 15 134288650 134288664 GCACAACGATAAAAGGTCCAA TGAGAAGGTAAAACAAGAAGGAAAA 270

Ad03A27559 Aradu.A03 27559 p3 (TCT)5 15 134289924 134289938 GCTTTTGTAGCAAAGTTTCGG GGTAAAACAAGAAGGATTGAAGGA 145

Ad03A27563 Aradu.A03 27563 c (A)10tcaatctttgcattcaaaagattgtttttt(TTC)658 134296087 134296144 CATGGTCGAAGAGAGCTTCC CAGGAAGAAGGAAAAAGGGG 183

Ad03A27564 Aradu.A03 27564 p4 (TTTC)5 20 134300236 134300255 ATCTTGTCAATGGAGGGCAC CCCAGATTTGCAAAGTGACA 267

Ad03A27569 Aradu.A03 27569 p3 (TCC)5 15 134317545 134317559 CTTCACGCCTTCTCTGGAAC AGTTTGAGGCCGAGGAAAGT 275

Ad03A27570 Aradu.A03 27570 p2 (AT)7 14 134318558 134318571 GCCTCAGCCATCACTTCTTC CTTGACCCGTCCCGTACTTA 256

Ad03A27576 Aradu.A03 27576 p3 (AAT)11 33 134329188 134329220 ATAACTTAAGGGGCCGAGGA GTGGGAGCCATCGACTAAGA 280

Ad03A27578 Aradu.A03 27578 p2 (TC)12 24 134338597 134338620 TTTAACGGAGAGATGCTTTAAGTAAT GAACCAAGCTTAGAAGCCGA 169

Ad03A27581 Aradu.A03 27581 c (ATG)5aagcaacaaggtagtgttggaattccaaccactgatccttctccaacatggaggatc(ATT)587 134359041 134359127 GAGCCACAAGTGCTTCTTCC TTGAAAGAAGAGGGAACCGA 255

Ad03A27582 Aradu.A03 27582 p2 (AT)10 20 134359408 134359427 TGGATTCCAAGTGAAGCAAA CAACTGGCAAGTCGTTGTTC 191

Ad03A27583 Aradu.A03 27583 p2 (AG)9 18 134360947 134360964 TTTGACAATATTTTTCCATGCAC AGCTTCAGCGACAACTCCAT 275

Ad03A27584 Aradu.A03 27584 p3 (GAG)5 15 134367424 134367438 GACAGTGCTGAGGTGTTGGA TGCAACTCAGCTGTTTCCTG 188

Ad03A27591 Aradu.A03 27591 p2 (GA)6 12 134377745 134377756 CCTTGAACCCATTGGAAGAA TCCCACCTCTCAAACCTCAC 265

Ad03A27595 Aradu.A03 27595 p2 (TG)7 14 134387192 134387205 GAAATCAAGGTTGTTTGCAATG AAATTCTATTCCACAATCACGC 107

Ad03A27597 Aradu.A03 27597 c (A)10ctgttacgtaataatccgtccaaaag(A)1046 134395591 134395636 GCAAGTGAGCTCTGACGCTA TTGGCACATAAATAAACGAACG 217

Ad03A27600 Aradu.A03 27600 p2 (GA)11 22 134397363 134397384 GGCTTGAAACCTTGCTTCAG ACGGCTCAAATTCAAAATGC 180

Ad03A27603 Aradu.A03 27603 p3 (GAT)5 15 134407428 134407442 CCATAACAGTGATTCAAGGTGC GCCAAGCCCATACCAATCTA 209

Ad03A27604 Aradu.A03 27604 p3 (TAA)16 48 134407560 134407607 GGCATGCATGTTTAATTTCG GCTAGATGGTAGTGGGTGGTG 275

Ad03A27609 Aradu.A03 27609 p2 (TC)6 12 134427281 134427292 AAACGCACCCACTAACCAAA TTGTGCGTTATGTTGCTTGG 208

Ad03A27610 Aradu.A03 27610 p3 (TTC)5 15 134428449 134428463 GGGGATCATAAGGACGGAAT ATCCCACCAAAAGCAACAAG 201

Ad03A27611 Aradu.A03 27611 p2 (TA)7 14 134428702 134428715 CTTGTTGCTTTTGGTGGGAT AACAGGAAGGGCAAAAAGGT 250

Ad03A27613 Aradu.A03 27613 p5 (ATATT)9 45 134431446 134431490 GGGTCATACCTGAAAACCGA GCCCAGTCAACATCCAGATT 218

Ad03A27616 Aradu.A03 27616 c (A)12(GA)8 28 134449111 134449138 AAGGGGTATGAGAGACAGATACAGA AACGCCGTACGTGAAGAAAC 232

Ad03A27619 Aradu.A03 27619 c (A)12ccataatactttcatatgcaaagtcttaaaag(A)1054 134458168 134458221 TTTTTCCAAAGTGGACAGCA TCATTATCTTTTAAAATAGTTGTCCGA 235

Ad03A27620 Aradu.A03 27620 p2 (TA)14 28 134459275 134459302 TTCACCAGAAAGGTGAAAACG CCACCTATTAATGAGATGCGAA 254

Ad03A27621 Aradu.A03 27621 p4 (TTAA)5 20 134460458 134460477 GGTAACCGTTGCCTTTTCCT CCAGCCTTCTCACACATCTCT 187

Ad03A27622 Aradu.A03 27622 p3 (CTT)8 24 134461604 134461627 TTTCGTTCAACTGGCTTTCC ACGGCGACGAAAATGAGTAG 201
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Ad03A27623 Aradu.A03 27623 c (A)10caacaaattcccaaattctatatataatcaaacatcaatagctagtacatttaatatcaagtg(T)1184 134462425 134462508 CAGTCTGGTTATGTGCTATTCTTGA TCACCACCACCAATAACTGC 233

Ad03A27625 Aradu.A03 27625 p2 (TC)8 16 134470843 134470858 TCAAAATCAATCATTTGGTCG GGGAAGGAAAGATACGGTGA 146

Ad03A27628 Aradu.A03 27628 p2 (CT)7 14 134480840 134480853 TATCCTCGGTTACAGGCAGG GAACACTGAGTAGGCCGAGC 207

Ad03A27629 Aradu.A03 27629 p2 (CT)8 16 134489299 134489314 TACAGGCAGGTTCCACTTCC GAACACTGAGTAGGCCGAGC 213

Ad03A27630 Aradu.A03 27630 p2 (TA)9 18 134490483 134490500 ATCACTCCGCTTCATGCTTT AGTTAGTTGCGCCTAATGCC 205

Ad03A27631 Aradu.A03 27631 p2 (TA)9 18 134491595 134491612 TCAAATAATTTAAAAATGCGACAAA TTAGTTGTTGATACAAAAATCACAAA 191

Ad03A27634 Aradu.A03 27634 p3 (AAT)7 21 134495742 134495762 GCGGGAAAAGAAAAAGATGG ATCAATCACGTATCGACCCC 204

Ad03A27635 Aradu.A03 27635 c (ATT)7atc(ATT)1569 134496623 134496691 CGGGATCGTTGAATTAAAATG TCGTTCTTTCGGCTACGTCT 275

Ad03A27638 Aradu.A03 27638 p2 (CT)6 12 134515097 134515108 AAGCAGTATCCGTTGATGCC CTACTAAGCCTTGCGATCCG 190

Ad03A27642 Aradu.A03 27642 p3 (CCT)7 21 134525541 134525561 TTCAGGAGGCTAAGGCAAAA AATCACAATGGGCTGAGAGG 116

Ad03A27644 Aradu.A03 27644 c (T)12ctcatttcttcggtctgtcaacttgttcgtttaggttgagcatttttgttg(T)1073 134533171 134533243 TAAAATCAGTGCGCGTTCAG CAACCAACTCAAAGTAATGCTCA 223

Ad03A27645 Aradu.A03 27645 p3 (CAA)6 18 134542125 134542142 CAACAAGCAAAGCAAGCAAG TAGGGGCACGGTGTTAAATC 256

Ad03A27646 Aradu.A03 27646 c (T)11gtgggaaaa(G)1232 134542985 134543016 GGGTGCAACCATGCTTTAAT GACAGCTGAGCGAAGATGAA 252

Ad03A27647 Aradu.A03 27647 p6 (TTAGGG)6 36 134545440 134545475 TTAGCGTTAGGGGTTAGGGTT TTGGCTTAGGTCAATCACCC 266

Ad03A27653 Aradu.A03 27653 p6 (TTTTCT)6 36 134566534 134566569 AGGTTTTATGGGTCCGAAGC AATTTGCATTCGTTGACCGT 236

Ad03A27657 Aradu.A03 27657 p4 (TTGG)5 20 134575551 134575570 ATTCACACGCTGAGATCCCT TTCCTAGATACCAAAGTGGCAA 237

Ad03A27661 Aradu.A03 27661 p3 (TAA)5 15 134597041 134597055 TCAACTTGGTATTTGGTACATGC ATAACTTTAATTTGTTTGGATCATCTT 279

Ad03A27668 Aradu.A03 27668 c (AAC)5acaagcaatggaaac(TCA)545 134613484 134613528 CGAATCCATCGTCAGAAACA GCACACCCTGCAAATATCAA 254

Ad03A27669 Aradu.A03 27669 p3 (TAA)6 18 134615134 134615151 CATGCAAAAACCAAAATTTCAA ATCCCTTAAATGCCTGCGTA 260

Ad03A27675 Aradu.A03 27675 p3 (TAT)5 15 134630107 134630121 TGTTCATCACTCTCACACTAGGC AAAATTTTAAAGGACGCATGACA 149

Ad03A27681 Aradu.A03 27681 p4 (ATTT)5 20 134640422 134640441 AACCACAGAAATCGAATGTCAA AAATTGGCTTATTCGAATTATTTTT 277

Ad03A27686 Aradu.A03 27686 c (A)10gagtgtctttgtgctttacatttccatagttggaagttcaa(AAT)669 134665049 134665117 TTCTCATGACTAGAAGCAAGTTTGA TTGATTCATTGTTGTTGCTGTG 279

Ad03A27689 Aradu.A03 27689 p3 (AAT)7 21 134666738 134666758 CCTTGAAAATGGACATCCACA GCGCATTCTAATTAATGGCCT 159

Ad03A27690 Aradu.A03 27690 p2 (AT)8 16 134669619 134669634 AAGAGAAGAGCAAAATGCACG AAATAATAAATAAGACGGCAAAATACA 103

Ad03A27691 Aradu.A03 27691 p2 (CT)8 16 134672454 134672469 AGCAACGCCGTTAAGTCTGT GGATGAGTGCCGCATTTTAT 238

Ad03A27695 Aradu.A03 27695 c (A)10ttttgaacccttttacttgattgaaagtttaaatatttaccacaaaagatgtattgaaagttctgaac(T)1088 134678772 134678859 TTGTCATGTGGGGTTGTTTC TGCAAGTGTGCTCTTGAGAAT 221

Ad03A27696 Aradu.A03 27696 p3 (ATT)5 15 134680165 134680179 TGTTCCACATCAGAACGAGC TGCAGATGCATACCTTAGCTCT 204

Ad03A27700 Aradu.A03 27700 p4 (TAAT)8 32 134682000 134682031 TGACAATTTCGGTTGGATGA CGGGGTAATCAAATCGTCAC 222

Ad03A27701 Aradu.A03 27701 p3 (TAA)5 15 134685225 134685239 GATGTCATCCATTCGTGCTG ATGATAACCGTGCTCTCCCA 254

Ad03A27707 Aradu.A03 27707 p4 (TTAA)5 20 134695759 134695778 TTGGTTCGGTGATCAAGATTC TGGCCCGACTTAAACAACTT 280

Ad03A27708 Aradu.A03 27708 c (TC)9(AC)20at(AC)774 134697404 134697477 TGTTGAAGGTGTAAAGGAGTTTGA GGAATGCATCTCTGCAGTTG 214

Ad03A27714 Aradu.A03 27714 c (T)10aatctttaagttaaaatatatttgagccggttataaatt(A)1059 134719373 134719431 CGTTGAAGGGAAACGAACAT TCCATTTTCCAAATTATGCAATC 269

Ad03A27716 Aradu.A03 27716 c (T)10gcgttc(CTT)531 134722283 134722313 CGTCATTCCTCCTCCAACAT CCATTTCCTCATCCTTATCTTCT 280

Ad03A27717 Aradu.A03 27717 p3 (AAG)5 15 134723219 134723233 TGAGAAGGTAAAACAAGAAGGAAAA GCAAATTTCGGTGTAAAATTAAAA 207
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Ad03A27722 Aradu.A03 27722 p4 (TTAA)5 20 134733712 134733731 TTAATGGAGGCTTTGGTGCT GAAGCCATTGGTCCTGGTAG 236

Ad03A27723 Aradu.A03 27723 p3 (GTT)5 15 134735038 134735052 TTATACAGCCAGCCAGGGAG GGACAATGAACTCAGCAGCA 222

Ad03A27726 Aradu.A03 27726 p2 (TC)11 22 134741431 134741452 CGGATCCCATTCTTGTGTTC CACCATTCCCTAGAGGTGGA 278

Ad03A27731 Aradu.A03 27731 p2 (CT)9 18 134751099 134751116 TTCTACCCCTGCATCAAAGG TGGCTTCTAGCCACCAATAAA 193

Ad03A27732 Aradu.A03 27732 p2 (AT)6 12 134758869 134758880 CCAATGAGGATGGATAATGGA TGCCGCAATCTTTTCTTTCT 225

Ad03A27733 Aradu.A03 27733 p4 (ATAA)5 20 134759721 134759740 CATCAGTTGAGGCTTGAGCA ACACATACCCCAAATGTTGC 160

Ad03A27735 Aradu.A03 27735 p2 (AC)8 16 134762667 134762682 CATGCCAGTATCACCAATGC GCATTTCACTGTCCCACTTG 222

Ad03A27738 Aradu.A03 27738 c (T)10aatcttttttaaagaaagaagtaactttcaaaaaagaaaactgttatagttaagcagttgtataacgaacaaggaaacacaaagtccaaggataacag(A)10118 134764827 134764944 CGCAGTGCGAATTGAAAAG GGGTTCAATTCCATTCATTCA 280

Ad03A27739 Aradu.A03 27739 p2 (AG)9 18 134765225 134765242 GCGCACACAAACAAAAACAC TCACGCACACACTCACAGAA 262

Ad03A27740 Aradu.A03 27740 p3 (AGT)9 27 134768158 134768184 TTCTCTATGCGCCTATTCCG CTGGGTCACAGTAAGGGGAA 245

Ad03A27742 Aradu.A03 27742 c (TG)11(AG)12 46 134771920 134771965 ACAGTTTTGGCACTTTTGGG CCGCTTGATATGAATTTGGA 277

Ad03A27746 Aradu.A03 27746 p3 (TCA)6 18 134788569 134788586 TCTTTAGGGGGTGTAAGCGA GTCCACTCTTCCTTGGCCTT 280

Ad03A27748 Aradu.A03 27748 p4 (ATAA)5 20 134806961 134806980 AACTTCCTGCATCATACAATGTT CAACAAAAGATTTTAGAAGCCCA 122

Ad03A27752 Aradu.A03 27752 p2 (CT)7 14 134814819 134814832 GGGGCTACCTTCTCCTCATC AGGGCGAAAAAGAACACAGA 249

Ad03A27755 Aradu.A03 27755 p3 (AGA)12 36 134828785 134828820 AATGAGTGTGCTCTGGACCC TGATGATGTGTGATGGAGCA 245

Ad03A27756 Aradu.A03 27756 p3 (ACA)6 18 134829109 134829126 CAACTTGGTCCTGGTCCTGT TGACAGAGTACAACGGCGTC 181

Ad03A27763 Aradu.A03 27763 p2 (GA)6 12 134844397 134844408 GGAAAAAGGAGAAGAGGGCA CTTACCACCGCCATTGTTCT 269

Ad03A27764 Aradu.A03 27764 p2 (TC)16 32 134844791 134844822 CTAACGAAGCCGTTAGTCGC TTGCTCTTGACCTCGTGAAA 177

Ad03A27769 Aradu.A03 27769 p4 (AAAC)5 20 134859724 134859743 CCTGTCTTTGGAGCTTGCAT TAATGAGTGCCGGTATGCTG 263

Ad03A27770 Aradu.A03 27770 c (AGC)6(AAC)6 36 134860471 134860506 CGAAACGAACAAGATCAGCA TTCTCCTTCCGTTCTTCCCT 246

Ad03A27775 Aradu.A03 27775 c (T)10ggaatgaaaattacaaaatatttttaaaaaataatgttaagtaac(T)1166 134878426 134878491 TTTGGTATGCATAAATTTTAGGTTCA GGTTTTATGAATGAGGGATTTAAGG 263

Ad03A27777 Aradu.A03 27777 p2 (AT)6 12 134878949 134878960 GAATCAAACGAGATATGCATGTAA ACATTGACCAACCCATGACC 245

Ad03A27778 Aradu.A03 27778 p2 (TC)9 18 134881634 134881651 GAAGAGGCCAGACCATACCA ATCAACGCAACCTTTTGCAG 158

Ad03A27779 Aradu.A03 27779 p4 (AAAT)5 20 134882482 134882501 TAATAAGTATGGCGGTGGGG CAAAGTGAACATCAAGCGAAA 158

Ad03A27780 Aradu.A03 27780 p2 (AT)8 16 134882667 134882682 GCAACTCAATTTCTCATGCAA GAGGAATGAGACGGCCACTA 263

Ad03A27789 Aradu.A03 27789 p3 (TTG)5 15 134930210 134930224 AGCACAATGTCGTCGTTTGA GAACCTAAGCCCAACAAGGA 201

Ad03A27791 Aradu.A03 27791 c (TC)15tg(TC)7 46 134931085 134931130 TGTTAGTTGAGCAACTCCAATCA CTGCGCGGGTCAGATACTA 277

Ad03A27792 Aradu.A03 27792 p3 (AAT)6 18 134933231 134933248 GAGAATTCATGCGAACGTGA GTGTGTGTGTGTGGGTGTGA 252

Ad03A27802 Aradu.A03 27802 p3 (ATT)7 21 134962167 134962187 GCACCTTTTGGTAAACCTATGAA TATCCAAGGACCTCTCCGAA 260

Ad03A27803 Aradu.A03 27803 p3 (ATT)16 48 134962612 134962659 CCGTTCGAGTCGGATAGTCT CGTTACAATTTCGGTTGTACCAT 208

Ad03A27807 Aradu.A03 27807 p3 (ATA)19 57 134974921 134974977 GCGGAATAAGTGAGGGTGAA TCGTTGTTGTTGACTTTCGC 247

Ad03A27810 Aradu.A03 27810 c (A)10ctaatcattatcttcaccaattctcttcttcactgatg(TTC)5aatttcatagaagcaacaacatcttcaaaaccaacaaaaatcacagaatt(A)10123 134977173 134977295 AACCTAATCCCCAATACGACG TTGCTATTTAGGTTGATTGATGC 252

Ad03A27811 Aradu.A03 27811 c (TTTA)5tttgtttgtttgtttgtttatttaaataaacgtaaaactacgtcgtttctaatgttcctttc(T)1193 134978061 134978153 ACAAAGAGGGTTGGGGAAAG CCGTTCGTCGGAATCTTAAA 263

Ad03A27815 Aradu.A03 27815 p2 (CT)6 12 134985015 134985026 TTGGGATCCATACTGGACAT GGATATTTTTCATCACACACGC 123
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Ad03A27819 Aradu.A03 27819 p3 (ATT)7 21 135014749 135014769 GCACCTTTTGGTAAACCTATGAA TATCCAAGGACCTCTCCGAA 260

Ad03A27820 Aradu.A03 27820 p3 (ATT)16 48 135015194 135015241 CCGTTCGAGTCGGATAGTCT CGTTACAATTTCGGTTGTACCAT 208

Ad04A1 Aradu.A04 1 p3 (AAC)7 21 25005 25025 CCGTGGAAATCCGTAGAAAA TGATAGAGCACAATGGCGTC 162

Ad04A6 Aradu.A04 6 p2 (AG)20 40 73931 73970 ACATAGGCTAGCTCCTCCCC GGACTTGGCTTGATTGGAAA 276

Ad04A11 Aradu.A04 11 p3 (AAT)5 15 88744 88758 TTAGCTCGTGAGCTTTCGGT CGTGAAAACTAATTCGCACTT 266

Ad04A12 Aradu.A04 12 p2 (AT)6 12 93076 93087 TCAGATTCGCTTGTGCTCTC AAATCTGAATCGGAAAGCGA 222

Ad04A15 Aradu.A04 15 c (CCT)5cttccttcttcttcttcaacgtaataatcttcgtcgttctcctctattcgcgttttctttattg(TTC)5tctactcgcgttctttcttattgatctgcattgattttaacgtaataagtttcatcg(TTC)5166 94375 94540 TGCTGCGTGATAAACCTTTG TTGATTCATTCATTGTTTCGATTT 271

Ad04A16 Aradu.A04 16 p3 (CAA)5 15 95355 95369 CACCATAATGACGTGTTCGG TTACGCACGGAGCTTCTTCT 215

Ad04A17 Aradu.A04 17 p3 (AGA)5 15 95491 95505 GTGCGTAAACGAACGTGAGA AAACGTGAAATTCAGGCGTC 118

Ad04A18 Aradu.A04 18 p3 (TTC)18 54 96724 96777 TGCTACGATTCCCTTCGATT CACACTGGTCAATTTGCAGG 247

Ad04A19 Aradu.A04 19 p5 (TTCTC)5 25 97523 97547 CATGAAGGATCAGGTAGTGGTTT TCCACCAGAACCAAAAGGTC 261

Ad04A20 Aradu.A04 20 p2 (AT)6 12 97838 97849 CCCAGGCTCAGGCTTTCTAT TTCACCATTGGCATTTTCAA 273

Ad04A21 Aradu.A04 21 c (A)11gataaccgaatacttaacatggttttgagtaccaaaagagtccaactag(TTA)5(TTG)796 103018 103113 GGATGCACGTCATTCAGAAG GCTCATCAAGCTGCTGAGAAA 279

Ad04A22 Aradu.A04 22 p2 (AT)6 12 106872 106883 CCAAGAGTACCGACCCAAAA TTTTTGACATCTTTATAAGTAGTTGCC 190

Ad04A24 Aradu.A04 24 p3 (TCC)5 15 107500 107514 CTCCGATTCTACCAATCCCA GAATGGGGCCAAATTACTGA 130

Ad04A30 Aradu.A04 30 p2 (TA)6 12 116465 116476 CACAGCTTGATGGACCGTAA ATGGTGGTGGTTGAGGGATA 194

Ad04A36 Aradu.A04 36 c (TA)6ataatattatatgttgtaatgtgtatatatatacaaagatagaaagaagtattaaaaataaaaagagagagaattgcataa(AT)6105 146354 146458 TGGAATGCATTATTTTCAGCC AAAAAGGCCAACTTTCTCTCA 276

Ad04A39 Aradu.A04 39 p3 (GAA)6 18 149268 149285 TTTTTGTGATATTTTGTGTTGTTGG TCCCTAAACTTGTCCTCCGA 222

Ad04A41 Aradu.A04 41 c (T)15acattgcataaccacccgctaaagtaaatactc(A)1159 152530 152588 GCACTTTTCGACACGCTTTT CTCTGTCCAGTGCCCTTAGC 262

Ad04A46 Aradu.A04 46 p3 (AAT)5 15 161563 161577 TCACAATTTGATTCTGGTTGG ACCCTCCCCTAATTCATCGT 272

Ad04A47 Aradu.A04 47 p3 (TAT)6 18 162137 162154 GAAAAATTATGTTATTTGAATTCGTTG AAATTGAAAACTCAAGTGCAGTAAA 257

Ad04A50 Aradu.A04 50 p3 (ATA)19 57 172124 172180 TGCACAAGACTTCTTCCCCT GCAGTGGAAGGTACGGAAAA 269

Ad04A51 Aradu.A04 51 c (TA)6ggggccaagtctgagtaactccaacactaaaatttcaaagaaaacatcaatggattttgtttcgcaggcagcagttagcacgtgga(T)11109 175657 175765 CGATGTGTAATGTTGAAGCTGG TTGGGATTCAGAAACACTCAAA 255

Ad04A52 Aradu.A04 52 p2 (TA)9 18 176105 176122 TTCTGAATCCCAATTAACTAGTGTG GCTAGTTCTATGTTTTATTGCACCC 280

Ad04A55 Aradu.A04 55 p3 (AAC)5 15 180698 180712 CTCGCATCCCTTGCTAAAAC AAGGGATGAAAGGCAAAGGT 228

Ad04A58 Aradu.A04 58 p3 (TTC)5 15 192856 192870 AGTGAGAAGCAGCGGAATGT CGACACCAAACCTCTGTCCT 234

Ad04A59 Aradu.A04 59 p2 (TA)8 16 193906 193921 TTGGTTGGAGTTGAGGTTCC GCAATCGAATGAACACGATG 139

Ad04A60 Aradu.A04 60 p3 (GTT)5 15 197503 197517 CTTGCTAGGGGTGCTTTTGT AAGCTGACTTTTGAAAGAGAGTTTTC 275

Ad04A64 Aradu.A04 64 p3 (TTG)5 15 199864 199878 CATATGTATGCGGATGCTGC GCACCCAAGTTTCGCATTAT 240

Ad04A70 Aradu.A04 70 p2 (AG)6 12 206363 206374 CCTGAGAGATTTGCCACTCC GCCTTCTCTTCCGTCAGATG 156

Ad04A73 Aradu.A04 73 p4 (AAAT)5 20 214195 214214 TTGGGAGCACAGAGTCACAG TAATTTTTGTGGCGATTCCC 227

Ad04A74 Aradu.A04 74 p2 (AG)7 14 214728 214741 ACTGTCCTCAGCACTCCGAT TCGCGGCATTCTGACAATA 228

Ad04A76 Aradu.A04 76 p3 (TTC)5 15 227690 227704 TAGCGAGTTCTTGATGCCCT CATTTCATTTCCACGTTCCC 255

Ad04A77 Aradu.A04 77 p2 (TA)10 20 231216 231235 TTTTGAAGGACTCACCCCTG CCTTAAATGAGATTCCCGCA 172
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Ad04A78 Aradu.A04 78 c* (GA)6(GGAG)6(GA)11*55 232523 232577 CTTAATGCAAGCCAAGCCAT CCGCTCTGTTTGATTCCATT 153

Ad04A80 Aradu.A04 80 p3 (TCA)5 15 240587 240601 TTCCACTGTGTCTTTGCTGC GCTGCATGTTTCTTTGTTGC 227

Ad04A81 Aradu.A04 81 p2 (TC)6 12 245578 245589 TCTCTAAGCAGCAGGCATTG GTTGCTTGGTTTGGTGGTTT 195

Ad04A88 Aradu.A04 88 p3 (GAT)6 18 252706 252723 ACGTGGGCAAAAATAACCAA TGGAAAGCAGAATCCCAATC 213

Ad04A89 Aradu.A04 89 p3 (CAA)5 15 255613 255627 ACAGGCATATCCTCGGTGTC TTCAAATCACTGTCGTTGTCG 242

Ad04A93 Aradu.A04 93 p3 (ACA)5 15 261683 261697 TCCGAGGAAGCACAGAAATC AACATCCAGTCAGGAGGGTG 275

Ad04A96 Aradu.A04 96 p2 (CA)7 14 270617 270630 ACCACCACCAACAACAACAA TAGTGAATCCGCCCTCAAAC 244

Ad04A98 Aradu.A04 98 p2 (AG)19 38 271718 271755 TGTTGCTTGCGCTTGTGTAT TGGAGAGCACTCTATGCACG 267

Ad04A99 Aradu.A04 99 p2 (CT)9 18 271961 271978 AGAACGAACCGTTTTTGGTG TCGGTGATGTGTGTGGTTTT 258

Ad04A100 Aradu.A04 100 p2 (AT)7 14 279545 279558 AAGAAAATTTTGGGTTTTTGTGA AAAACAAAACAAAGCAAACAACA 176

Ad04A103 Aradu.A04 103 p3 (TGT)5 15 290789 290803 GAGGTAGGAGGGAGTGGGAG AACCATCACCACCACCAAAT 128

Ad04A106 Aradu.A04 106 p2 (TC)12 24 304099 304122 TTGTGATTTCTGTCCCACCA AGAGGGAGCAAAATTCCGAT 146

Ad04A110 Aradu.A04 110 p2 (AC)8 16 307738 307753 TTTTTGAAGCAAATGCCACC TGAGGGTGGAGGAGAAAATG 222

Ad04A111 Aradu.A04 111 c (AAG)6aaaagatcccaacgaaagcggtgttgcttggttaactg(T)1571 321886 321956 CAGCATGCAAGCTCAAGTGT ACTCTCGTTGCAAAGGATGC 279

Ad04A115 Aradu.A04 115 p4 (AAAT)5 20 338525 338544 TCTCGACGAGGAAGGCTTTA GTCCACAAATCCAGGCAGTT 262

Ad04A116 Aradu.A04 116 c (T)10atgttatcctatttttgaatatcattatatttcattttttattaattaataaaatataacccaatatg(A)1088 341730 341817 AATTTAACCATGCACCCCTG TGAACATTGATTTGGTGACTCC 172

Ad04A118 Aradu.A04 118 p2 (TC)9 18 362728 362745 CGATTCTCTTGCACCCTCTC GGCAGAGTGACGTCATGAAA 136

Ad04A119 Aradu.A04 119 p2 (TA)7 14 363985 363998 CGCTTTTAATTTTCACCGGA CACCTAGCAGGCTAGCATAGTTAAT 273

Ad04A120 Aradu.A04 120 p2 (TA)6 12 371215 371226 TGTTGCCAATATCCTTTTACACA CCCTTAGGGCACATGTTAGC 131

Ad04A122 Aradu.A04 122 p2 (AG)6 12 374783 374794 CCATGGCCTCAGGTGTTACT GCTGTTCAAGACATTCGCAA 188

Ad04A123 Aradu.A04 123 p3 (AAT)5 15 375894 375908 AAACCACAGACAATGGAGGC GGCTTTGTGGGTTTTGTTGT 139

Ad04A124 Aradu.A04 124 c (AT)6tatttctacagatagagtgcatgctcagaaatcgaaaatatttaataacaaaaaaaattagctaaaatcagccaga(T)1199 378184 378282 CATCAATACCATAACAATTATTCAAGA GCATCTTGATGTGAGTGGCT 216

Ad04A129 Aradu.A04 129 p2 (AG)19 38 385412 385449 ATTTAGGGTTACGCAGGCAC GCGGTGTTGATCTGGAAAAT 209

Ad04A131 Aradu.A04 131 p2 (CT)6 12 386892 386903 CTGGTGCTGTGGAGGAATTT AGCAGAACCTTGCCAGTGAT 257

Ad04A133 Aradu.A04 133 c (AT)6aaacaagtctagagatcaaattg(T)1146 391200 391245 CGTTTTCCGTTGAGTCCAAT AAATCCGATGCTACTCGTCG 220

Ad04A134 Aradu.A04 134 p2 (GA)7 14 397324 397337 ATGCCAGCAATGTGACTGAG CACCACCCTAGCTCTGAAGC 258

Ad04A136 Aradu.A04 136 p3 (CTT)9 27 400147 400173 CAACGTGAACCCCATCTTCT TTTCGGTACCTTTTCGGTTG 194

Ad04A137 Aradu.A04 137 p3 (TAT)5 15 402002 402016 GCACATGCTAAAAGCCTTGAC TGTGTTCATTGAGCATGAAGG 188

Ad04A138 Aradu.A04 138 p4 (AAAT)5 20 402633 402652 TCCCACCACAAACAAACAGA GCTTAGTGCGGTGGTTTAGG 211

Ad04A139 Aradu.A04 139 p3 (AGG)7 21 405638 405658 GCCAGACTTAGGCCAATCAA CGTTTTTCAAATCATGCGTC 219

Ad04A140 Aradu.A04 140 p3 (CTT)6 18 407739 407756 TGCACACGTTCTTTTTCCTCT GGTGCAGTAAAAACGTGCAG 223

Ad04A141 Aradu.A04 141 p3 (TCT)11 33 407892 407924 TGCACGTTTTTACTGCACCT CCTCCTCATCTTCTGCTGCT 234

Ad04A144 Aradu.A04 144 c (TA)7atcattatatacaaatagaacttataatcatttattaatttagaagcgatgcactccttgctgtatggctaaatgatgtttgtga(T)10109 411680 411788 GGCTAGATAAATTGATTTGACTGAA TTTTTCGTTTGGTTGCATATT 245

Ad04A150 Aradu.A04 150 c (AT)7ac(AT)8agcagtaatataaagagtttagatgaatagcttgcaatgcaag(A)1085 426090 426174 TGAACATAGCATATGGCTTGAGA CGCAGATGTTGAGATGGTGT 262
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Ad04A154 Aradu.A04 154 p3 (AGC)6 18 442767 442784 GGAGGCATCACTTTGGTGTT CAAGACTGGCACTCCACTCA 246

Ad04A155 Aradu.A04 155 p2 (GA)10 20 447322 447341 CAGCACAACGATTGGTGAGT AGATGCGTCCTTCTTCCTCA 234

Ad04A156 Aradu.A04 156 p2 (TA)7 14 447780 447793 AGAACCGACCGAATTGATTG GGATAACTATCCACACAGCAAGTG 272

Ad04A159 Aradu.A04 159 p2 (TA)10 20 454086 454105 AATACGGGAGTTGACTTGGC TTGAAAGCTTGGTGTTCAAACT 234

Ad04A161 Aradu.A04 161 c (TA)8atattatatgttgtaatgtg(TA)648 456374 456421 CCAATTACATTGAGAGTGTTGTGA CACACAACAATAATAAAACAAAAGCA 278

Ad04A162 Aradu.A04 162 p2 (TA)6 12 461769 461780 TCTCGTGCTGATAACGTGTTG CAAAAATAAATGCAATTTTCTCTCTT 260

Ad04A163 Aradu.A04 163 p2 (AT)8 16 462325 462340 AAGCATGAGTAGGTGAAGATCCA CAAATCCAATCATTTACAAAAACAA 245

Ad04A165 Aradu.A04 165 p3 (CAG)6 18 467779 467796 ACGGAACCCTAGCATCCTTT TCCCAACGTTTGGGTAAGTC 174

Ad04A167 Aradu.A04 167 p2 (TC)9 18 474098 474115 TTGAGTAGGCGACTGAAGGG TTGTTTGGGTTCCTTTCTGC 239

Ad04A168 Aradu.A04 168 p4 (TTTA)5 20 479540 479559 CTGGTGTGAGCTGCACCTAT CAGACTCGGGGAATATGGAA 263

Ad04A169 Aradu.A04 169 p2 (CT)20 40 482511 482550 GCTCAATGCAGGTATTCCAAA ATAAATTTGGGATTTGGGGG 213

Ad04A171 Aradu.A04 171 p2 (TA)6 12 484299 484310 TGCAGATTGTTCTTGCTGGA CCCTGGTGTTGGTGAAAGAA 276

Ad04A175 Aradu.A04 175 p2 (TA)7 14 490893 490906 AAATAATGAATCAAATCTTGAACCG GCCATACAAATTAAATTGACCGA 192

Ad04A178 Aradu.A04 178 p4 (TAAT)6 24 499543 499566 TTTTTCATAGGCGAATCATCAA AAAAATTAAAACCATAACTCTCATGC 258

Ad04A179 Aradu.A04 179 p2 (AT)11 22 500113 500134 TTGCTTGTTGAGTGCTGACC TCGCCAAAGCTTAGCAATTT 280

Ad04A180 Aradu.A04 180 p3 (AAT)5 15 510751 510765 GCAATGCTTGATGCCAAAAT CGCTGAAAACGTTGGAAAAT 162

Ad04A182 Aradu.A04 182 p2 (GA)30 60 515777 515836 TCCCTAACCAAAAGCCAGTG TTCCCTTTGATCTGTTTCCAA 217

Ad04A183 Aradu.A04 183 p2 (GA)8 16 520273 520288 CCGCTCTCCTTTCTCACAAC TGGAGAGATTTGTCACGTTGAT 179

Ad04A184 Aradu.A04 184 p3 (AAT)8 24 525862 525885 TTGGTATGATGGAGAAGGGAA GGAATGTTTTGCTTAAGCGTT 186

Ad04A185 Aradu.A04 185 p2 (AG)8 16 527586 527601 TCTCCATGTTTCTTTTGCCC TGGTCATGTCTTCCTGTTCC 153

Ad04A188 Aradu.A04 188 p3 (ATT)7 21 543156 543176 AGAAACAAACGCAGCCCTTA TATTCCCCCAATGTCTGGAA 279

Ad04A195 Aradu.A04 195 c (C)11(A)15 26 579274 579299 AGAGTGAGCGGAAACACCAG ATGCAGAAAGGAAGCTTGGA 276

Ad04A203 Aradu.A04 203 p2 (TA)8 16 604487 604502 CTTGGTTGATTTAAAGGCCG CCGTTGCCTACAGACACTCC 280

Ad04A206 Aradu.A04 206 p2 (CA)8 16 622389 622404 CTAGTGCCCTGAGGAGGAAA ATTGAGTTGATTGTTGCCCC 147

Ad04A208 Aradu.A04 208 p2 (AG)6 12 626631 626642 GCAAAATCCAAGCCATCACT AGGCCAAAAGGACCCTAAAA 262

Ad04A209 Aradu.A04 209 p3 (AAT)11 33 627839 627871 CTTCTCCCGAAACCCTTACC GCTGGGATCAAAAGGAATGA 265

Ad04A213 Aradu.A04 213 c (AAG)5aaaaaaatctacgtgcgcaaatttaga(AGG)660 631715 631774 GCAGCATCAAGTGAACCTCA CTCATTCTCCTTCCCCGTTT 226

Ad04A215 Aradu.A04 215 p3 (GGT)5 15 645307 645321 TCGTTGTTGTCAAAGAAGCG CAAATGGTCAGCGGGTTAAT 225

Ad04A217 Aradu.A04 217 c (AT)6aaactc(T)16 34 654160 654193 AGCTTCTGAGATGGTTGGTGA TTATTAGAAATTTGCCAAACACG 236

Ad04A221 Aradu.A04 221 p3 (TAA)9 27 664663 664689 AGGTTGGCCTTTCTTCCAAT AACAGAAACTACCGCAGGGA 255

Ad04A229 Aradu.A04 229 p4 (CTCA)8 32 677643 677674 AAAAACCGTCCAATGTTTCG AGAGCGGGTAAGAGGAGAGC 179

Ad04A230 Aradu.A04 230 p2 (TA)9 18 679550 679567 ATGTGCCAACAGTCATGCTT GCATGTTGTGAATCCGACAG 210

Ad04A232 Aradu.A04 232 p2 (AG)6 12 682564 682575 AGTGCGAAAGGAGGTGAGAA AAACAAGGAACAATGGGCTG 171

Ad04A234 Aradu.A04 234 p3 (GAG)6 18 702920 702937 CGCCTTAACCTCACCAGAAG CTCAAGAATCTTTCCAGCGG 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A237 Aradu.A04 237 c (GA)7ggggggacaa(AG)738 710486 710523 AGGGCAACGTTGTCATTTTC AGAGGGTTTGAGGGGAAGAA 272

Ad04A239 Aradu.A04 239 p3 (TAT)6 18 711615 711632 GCATAGCCGCTAGATATCACAA ACCAAGGGAACCCTCCTAAC 258

Ad04A247 Aradu.A04 247 p3 (TAT)7 21 730481 730501 CCAAAACCAAACTAAGTCTCCG TGTGTGAGTCCGTTTTGACA 227

Ad04A248 Aradu.A04 248 c (TCT)6(CTT)5cgccttcgtcttcttcttcttcctctccgtcttcctcttcctcttcctcttcctcctcc(TCT)8116 733925 734040 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 249

Ad04A249 Aradu.A04 249 c (TCT)6tcatttacgtctttttctctctattttctcg(T)1059 734167 734225 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 191

Ad04A250 Aradu.A04 250 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 735054 735108 GAAGGAGAAAGAGAAGGCAAGA CCACATACTGTTACGGCACG 119

Ad04A253 Aradu.A04 253 p3 (CAA)5 15 746129 746143 CCGCGTCAGAGTGTTGAGTA ATCTTCGAACCTGCCTGAGA 209

Ad04A257 Aradu.A04 257 p2 (TA)11 22 749281 749302 TTCCAGAGGCCAATTCTCTC GGGCAGCACGGATAAATTAC 181

Ad04A261 Aradu.A04 261 c (ATA)5(TTA)6 33 754717 754749 TTTGTTTACAAAATTTCACCTAGCA TGTGCAGAATAACAAATATACGCA 167

Ad04A266 Aradu.A04 266 p2 (TA)6 12 772144 772155 CCCTCTACGCTCCTCTTCCT GAACGACGCAGGGATCTAAA 230

Ad04A267 Aradu.A04 267 p3 (AAT)6 18 773741 773758 TTCGCTGTAGGAAAGAACGG TTTTGAGAAACAACCAAAAATTGA 204

Ad04A271 Aradu.A04 271 c (T)10aattggatccctacactttttttttcttttatttgggtccctgcaccaaa(T)1373 778862 778934 CGCGAAATTTTTAATTAGGTCC TTGGTCCCTATAGTTTTGCGA 268

Ad04A272 Aradu.A04 272 p2 (AC)8 16 779661 779676 AGCACCCGAAGAACTTACGA TTGTGTGTAGCGTGCTGGTT 172

Ad04A274 Aradu.A04 274 p3 (TAA)5 15 784062 784076 GCTCCGTCATTTTCTATAGCC TGTAACTCTCAAGCTCTCTTTTCG 257

Ad04A276 Aradu.A04 276 p3 (TCT)8 24 785728 785751 TGTGCATTAATGGTGGTTCC ACGCATCGCTAGGAAGAAAA 240

Ad04A277 Aradu.A04 277 c (AG)7taatgaattatcaattatgaagatgaagatgaagattgattgatgtcaa(T)1073 799598 799670 ATAATAGCGCCCAAACATGC TCTACACCATTTAACACCATTCTCTT 171

Ad04A278 Aradu.A04 278 c (T)10c(T)18 29 802088 802116 GGACTCGAACATGGACACCT CATCTTGTCATGAAAGCCCA 280

Ad04A280 Aradu.A04 280 p3 (TTA)9 27 804650 804676 TGAGCAGACAAAGACGATGG ATTCCTGCCAAATTGCAAAA 112

Ad04A283 Aradu.A04 283 p6 (GGGCTG)5 30 811546 811575 GGATGAGAAGGAAGATGCGA AAATCGATCTAAACCGCACG 174

Ad04A284 Aradu.A04 284 p3 (AAT)5 15 811921 811935 TCAACAATATCTTAAAAACCAACGA CGATCCAATCCAATCCAAAC 234

Ad04A285 Aradu.A04 285 p3 (TAT)5 15 820095 820109 CTCCACAATGTTCCCACCTC GCACCTTTTGCTTAAGCTTCTC 200

Ad04A286 Aradu.A04 286 p2 (AT)15 30 821562 821591 TTTGAGTTATTTATCCAAACGCT GCATTCAGATTAGCAACTTGGTT 280

Ad04A296 Aradu.A04 296 p3 (ATT)9 27 844305 844331 TGGTTCTGCTCCTTCTGCTT AAGTGTGGTGTCCAAGGGAG 243

Ad04A297 Aradu.A04 297 p3 (TTC)5 15 844498 844512 CAAACCTGAGGGATAGCAGC GGGGGTTAGGGAAAATTTGA 120

Ad04A298 Aradu.A04 298 p3 (AAC)5 15 846533 846547 AAAATAAAGCCTTTCACCCC CGTTTGATTCATGTAGCCGA 276

Ad04A301 Aradu.A04 301 p2 (AT)10 20 855134 855153 TGCTTTTCAAACACACTCAAAA AATTCGTGAGTCAGCTCGAT 235

Ad04A303 Aradu.A04 303 p2 (TA)10 20 863528 863547 TCCACAGTCCCTACCATGTG TCGGTATAAGAATTTCACATCTGTT 127

Ad04A308 Aradu.A04 308 p3 (AAT)5 15 876538 876552 CGGGGAGGGATGTACTTGTT TGTCACAATCGCAGAAATACC 275

Ad04A312 Aradu.A04 312 p2 (AT)6 12 885288 885299 GAGAAGGGGCTAGGCTAGGA AGGGGCAGATTTAGGAAGGA 254

Ad04A313 Aradu.A04 313 c (A)12cgttttcttatccaaactgccaaccgttccttctttgattaaaaaataaaaaaagaatt(A)1081 887954 888034 TATTGGCTGCTAAAAACGGG GTGTGGATAATGCGTTGGCT 280

Ad04A319 Aradu.A04 319 p3 (CCT)6 18 897058 897075 CTCCACATACGCGTCTTTCA CGAGAAGATGAACGTGACCA 202

Ad04A320 Aradu.A04 320 p2 (AG)6 12 897712 897723 GCATTTTTGAACCACCGTTT TTTGCAATGCTTGTATTTTGG 244

Ad04A321 Aradu.A04 321 p3 (GAA)5 15 898230 898244 ACGTGAAGAAGAAGGAACGC GCTCTTGTCCAACGCTTCTT 117

Ad04A323 Aradu.A04 323 c (A)16ttaaact(A)10 33 903125 903157 AATCTTTCCAATTGTTGCGG TGAATTGTTGGGGAAAGGAG 147



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A330 Aradu.A04 330 p3 (AAG)8 24 916345 916368 CGATGAAGAAGAACGTGCAG TAGGTAGGCCTCCGGTTTTT 274

Ad04A333 Aradu.A04 333 p2 (AT)12 24 919152 919175 GACGACGCTGAGTGAATGAA AGGCATGACAATTTTCTCCG 277

Ad04A335 Aradu.A04 335 p3 (TCT)6 18 921177 921194 AATACACGCGCATTACTCCC AGAGAAAACGCACGAAGGAA 169

Ad04A338 Aradu.A04 338 p2 (AT)6 12 926895 926906 ATGGGTGTGCTACTGTGCAT AAATTACGTTGGGAACGGGT 236

Ad04A342 Aradu.A04 342 p3 (TAA)6 18 938188 938205 AAACTCAATGCGGTCGACTT TCACCATAAAATACGAGGAAGATG 202

Ad04A345 Aradu.A04 345 p2 (TA)7 14 949974 949987 AATAATGTTTTCCCGGGGTT TTCACGGAATTACATGGCAC 207

Ad04A350 Aradu.A04 350 p2 (CT)6 12 963715 963726 CTGCCAATGCAACAAAGAAA GCTTATAGAACGGCCCATGA 277

Ad04A352 Aradu.A04 352 p2 (CT)8 16 970576 970591 GTTTCAAAGATTGCGACGGT CAAACATGCTTTGGCATCAG 268

Ad04A353 Aradu.A04 353 p3 (GAG)5 15 976851 976865 CCTCCCAGAGCTCATACTCG AGAAATTTGTCTCCCCTGGC 252

Ad04A354 Aradu.A04 354 c (T)10aagaatttctgggttggttttatgctgtgccaagctcattgatgacaacaaaaagctttttgatatttttcgtagtaattgtcaagtgcatcaacatc(T)15123 977779 977901 GCCTTCACCGATTCCAATAA GCACAACATATACATTCACTGGTC 248

Ad04A355 Aradu.A04 355 p2 (GA)8 16 987337 987352 CGCAACGCAGTTCTTTGATA GCTTCATAGCCTTCCTGAATTT 280

Ad04A361 Aradu.A04 361 c (T)11aaatttgaaaaactgacccacagatttcaattttgcatttcataattttttttaattcaaaatttacctttcgatttgctttcttctattaaagg(A)10116 997305 997420 AGAAGACGAAGTGTGTGGGG GGAGTGAACATATCGGTGCC 232

Ad04A364 Aradu.A04 364 p2 (AC)8 16 1001210 1001225 TGCAAGGTTTTCTTTTTCCC AACAAATGTAAGATCAGTGAAGATGG 261

Ad04A366 Aradu.A04 366 p3 (AAT)19 57 1005297 1005353 TTGACCCAAAAACCAAGAATG TGGACGGAAGGGTTTAAATG 209

Ad04A376 Aradu.A04 376 p3 (TTG)7 21 1049427 1049447 TCGTTTGATTCATGTAGCCG CTTTTCATGCCCCATCTTGT 168

Ad04A377 Aradu.A04 377 p2 (AG)6 12 1050128 1050139 TTGCAGGATTGGACATTTCA GAAAGGGGCAAAGTGAACAA 221

Ad04A378 Aradu.A04 378 p3 (AAC)6 18 1051547 1051564 AGTTGGGGATGAGAGTGGTG CGTTTGATTCATGTAGCCGA 277

Ad04A390 Aradu.A04 390 p3 (CAC)5 15 1099638 1099652 CGAATCCGTTCCTGGTGTAT ATGGTGGTGGTGGGAGTAAA 163

Ad04A392 Aradu.A04 392 p2 (CA)7 14 1104448 1104461 GCTCGATCTTGAGCACCTGT GGGTGGCAATGCTACAAACT 200

Ad04A397 Aradu.A04 397 c (AAG)5gccatggcagcactttgccgctacgtccccttctgccatggca(AAG)573 1115814 1115886 GAAGAAAAAGCATCCCCTCC ATGGCATCACAGTGAACGAA 223

Ad04A401 Aradu.A04 401 c (AAC)5actaacaataattaatttattgatgttcgttccttttaattaatggtt(A)1073 1147415 1147487 CTCCCCACTAGACGCAACTC CTTCCATTAGCCCTAAGCCC 245

Ad04A406 Aradu.A04 406 p3 (ATA)5 15 1164221 1164235 TGGACATTTAATAAAAGGAGACCA ATTCAATCGGAACAAATCGG 216

Ad04A412 Aradu.A04 412 p2 (AT)8 16 1186167 1186182 TTGCAAGATTGAAGGGGTTC CAACCATCTGTGTGCTCAAAA 254

Ad04A420 Aradu.A04 420 p3 (GAG)9 27 1217651 1217677 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 174

Ad04A423 Aradu.A04 423 p2 (CT)7 14 1222131 1222144 CATTCGTAAACACGGGTGAA GGAGGGATGGAAGGAAGAAC 234

Ad04A424 Aradu.A04 424 c (CT)8tatatcc(T)10 33 1222358 1222390 CGCATTTATGCCAACCCTT CGTGAGGAAGAGGACCAGAC 218

Ad04A428 Aradu.A04 428 p2 (CA)7 14 1228637 1228650 GCGTGCACAGAGAGTTGAAA TGACGACAGGAAACTAGGCA 220

Ad04A431 Aradu.A04 431 p3 (TGG)6 18 1237120 1237137 GCAGCCTGATCAAAGGACTC CAGGAGCACGACGATCACTA 110

Ad04A435 Aradu.A04 435 c (T)11aattcaaaatggtctttaatgttgtattttgaattaaaattg(T)1063 1242835 1242897 CAGGTTATTTGGGGGAGACA TTTTGTCCATTGGTGCTGAA 218

Ad04A436 Aradu.A04 436 c (T)10gcaatttttttcc(T)1033 1245156 1245188 TTTGGAGTTTGGGATTCGAC GGACCGATCATATCAGTTTGC 213

Ad04A438 Aradu.A04 438 c (CT)7t(TC)8 31 1248740 1248770 GAAGCATTCTTGGAGTTCGG CTTTTCCTGGGCAATGACTC 232

Ad04A442 Aradu.A04 442 p2 (AT)7 14 1256175 1256188 CTTGGTTGACATGCTTGTGG TTACTTTGCCAAACATAAAACG 227

Ad04A445 Aradu.A04 445 p2 (GT)7 14 1274341 1274354 TAGCCATGAATCCGTCTTCC TTCAGGGATCCCCTAGATCA 259

Ad04A446 Aradu.A04 446 p2 (TA)6 12 1283519 1283530 ACAAGGAACAACTTGCCCAC AAGGGCCTGCTAAACAAGGT 250
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Ad04A449 Aradu.A04 449 p2 (AT)7 14 1296648 1296661 AAAATGTGAAAATGCGTACCAA GACATTGAATAAGCTAATAAACATCAA 279

Ad04A453 Aradu.A04 453 p2 (TC)6 12 1312717 1312728 AGCTTGGTCATGGGGAGATA GCACTCTGCGGTACAGATCA 277

Ad04A458 Aradu.A04 458 c (A)12ctgctttatgtatgttaccaaatattctgtggagaaatgagaagtcttctatgctggtttaatggcattttaaagttgac(T)10102 1324914 1325015 TTTCAATTTGTTGGGGCATT AAATGCTGCATATGGCTGTG 228

Ad04A459 Aradu.A04 459 p3 (TTA)6 18 1326389 1326406 CTGGATCCCTCTTTTATGCAA GCATATGCAATGTACAGCCG 266

Ad04A460 Aradu.A04 460 c (A)12caaaccataaattagcaataaatctcaacaaaccctagattcctaaatcagaatt(A)1279 1331328 1331406 CCAGCCCTCCTTCCATAAAT TGGCCCCCTAAACTTTCTCT 265

Ad04A461 Aradu.A04 461 c (ATA)19cataactagcaaatattattattttttactagcacttaaccaacaataatttatacttatatttactaaaatt(TA)6142 1341236 1341377 TTAGTGACAAGTTTGGCTTAAAAA TGTGTGCTGATTCCAAAACTG 220

Ad04A462 Aradu.A04 462 p3 (AAT)5 15 1342068 1342082 AACCGCAGGATAACATTGAA CTACTGGATGTGCATGTGCC 232

Ad04A465 Aradu.A04 465 p2 (TC)11 22 1351371 1351392 TTATGAACGTATTTCGCCCC GCTTTGAAGGAATGCCAGAG 228

Ad04A467 Aradu.A04 467 p2 (CT)6 12 1357575 1357586 GCTGGTTTAATTAGGGGTATGC GGGGGAAAGAGAAGGAAGAG 273

Ad04A468 Aradu.A04 468 c (CT)9cctcttccttcccctttctccctcgcttcctctggatctctcccttttctttttctctatctcctctcctt(TC)6101 1357784 1357884 TCTTTTTCTCTCTTCTCCCCC AAAAGAGAGAGAGGGGAAGGT 277

Ad04A469 Aradu.A04 469 c (TC)8ttttctccaaaacaagagagaggaggaggagaaggagaaagaagagaggaggagagatagaaaaaaaggaaagagaagagggggaagaaaa(AG)6119 1358061 1358179 CCTTTTCTCTTTCACCCTCTCC TCTGCTCTTTCTTTCCCTGC 213

Ad04A471 Aradu.A04 471 p3 (TTA)5 15 1365599 1365613 TGTGTGTGGTGATGAACGTG TCGTTTTGCAAAGTTTGTCG 234

Ad04A473 Aradu.A04 473 p3 (TCT)5 15 1366358 1366372 TTCGGTGGAGAGTAAATCGG TTTTAAGCACAAGCAAAAACCA 179

Ad04A475 Aradu.A04 475 p5 (AAAAT)5 25 1378490 1378514 TGCACTTACGCTGGGTGTAG CGCTTGCAAGTATAGGAGCC 193

Ad04A477 Aradu.A04 477 p2 (TA)11 22 1385388 1385409 AAAAGAAGTGGAATGCCGTG CAGCCGAGAGATGGTGACTT 155

Ad04A487 Aradu.A04 487 c (AAG)7acgcaatatta(GAG)547 1399283 1399329 AGCAGCATCAAGTGAATCCC TCACGCGTCTCTTTCTCTTTC 276

Ad04A491 Aradu.A04 491 p4 (ATAA)5 20 1401570 1401589 TTAAATTGAAACGATTCGACG TTACTGGTTCCTAACTAATTTGATTTT 235

Ad04A495 Aradu.A04 495 p2 (AT)7 14 1415229 1415242 TGGCAGAATTCACCTCTCAA TCCACCCATCTGTAATTATACCAA 252

Ad04A496 Aradu.A04 496 p2 (TA)7 14 1415528 1415541 GACACGTGACAGCGTATTGG ATGTATGCTGCGTGTGTTCC 203

Ad04A497 Aradu.A04 497 p2 (CT)8 16 1416816 1416831 TTCCCTTCCCTTCCTTCATT GGTCAGCATCCAGGTTAGGA 116

Ad04A508 Aradu.A04 508 p3 (ATA)5 15 1427396 1427410 ACCTCTTCACTCCCCATGAA TGTTGGAAATGGAAGAAATGG 139

Ad04A509 Aradu.A04 509 p3 (ATA)14 42 1438427 1438468 GAAGCACACATTAATAGTGACCCA AGACGCTTTGATGCGCTTAT 226

Ad04A510 Aradu.A04 510 p2 (TA)8 16 1438999 1439014 AAGTTCCAACCCCTATTCCC TGTCCGAGGTACGAATTTTCT 108

Ad04A511 Aradu.A04 511 p3 (AAT)18 54 1442779 1442832 TCCACCTTCTTCCATTCTCG TTTAGATAATTGTTCTGCCAAAAA 277

Ad04A513 Aradu.A04 513 p3 (AAT)7 21 1450773 1450793 AGCAAGCCACAGATGCCTAT TTATGAGTGGGCCTTGATCC 233

Ad04A516 Aradu.A04 516 p3 (TAA)7 21 1456132 1456152 ATCCAAAGGGAAACGAGCTT GTTTGGGAGTCTCAAGCCAA 267

Ad04A517 Aradu.A04 517 p3 (GAT)5 15 1457578 1457592 GAATTTGAGAATGAAAGTTTTGGA TGCTCATAAGAAATTGGAGATTTG 198

Ad04A518 Aradu.A04 518 c* (TTATA)5(TAT)18*77 1458872 1458948 TATTTTGGTTTTGCCCGGTA AAAAGGTCCAAATACTTCCTGTT 217

Ad04A519 Aradu.A04 519 c (T)12gaaacatcatgaattaaatttttttcatatgatataaggatttacttcatatg(T)1075 1460805 1460879 GCGTATATGATTTATTTATCTATCGGA TTCGTATACATAAGGGACCTTCG 269

Ad04A522 Aradu.A04 522 p4 (TATT)10 40 1464548 1464587 TTTTGGTGGTTGTGAGCTTG AACACGCACGGATGTCACTA 108

Ad04A525 Aradu.A04 525 p3 (AAT)8 24 1470384 1470407 CACCCAACTTGCCCAAAATA TTCCTGCTGTTGGGTGATTT 279

Ad04A527 Aradu.A04 527 p2 (AC)6 12 1474974 1474985 ATTGTTTTGCATGTCCACCG CATCCTCTCATCACCACTCG 267

Ad04A529 Aradu.A04 529 p2 (TA)7 14 1478408 1478421 TGAAATAAACAAATAAGCCACACA AGAATGCCAAGACCAATTTTT 261

Ad04A532 Aradu.A04 532 p4 (AATT)6 24 1487556 1487579 CCCCAGCCTATGTTGTTGTT TTTGGGAATCACATGCTCAG 102
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Ad04A535 Aradu.A04 535 p3 (AAT)13 39 1490910 1490948 TTGTCAACAATTTCCCCCAT TGGAATTCCGATTTTCTTCAA 247

Ad04A537 Aradu.A04 537 p3 (TAT)19 57 1494174 1494230 CTGGGCTTTTTCTTTTCAGC GATAATTAATGGCGCCCAAA 234

Ad04A540 Aradu.A04 540 c (A)10gatatatatgcaccaaccagaaggttttgaagaccaag(A)1058 1507385 1507442 TCATGCAAGATTGGTTGTCA CCTTGATGTGTGATTTAGACCG 280

Ad04A544 Aradu.A04 544 p2 (TA)7 14 1521787 1521800 TCGATGTTCTTGTCAAAATGC TGAATCGCACATACTTATTCTTTTT 266

Ad04A546 Aradu.A04 546 p3 (AAT)16 48 1531133 1531180 TTCGATCATTCGTGTTTGTGA TCCCAAGAATTTGAGGATGC 233

Ad04A559 Aradu.A04 559 p2 (AT)10 20 1569921 1569940 ATGCCATTACACATGCCAAA ATGGATTTTGTTGACCGGAG 265

Ad04A566 Aradu.A04 566 p2 (AT)9 18 1584528 1584545 TTTGCGGTATGTTCTTTTTGG GGGTGAGAATTGCGAAATGA 275

Ad04A567 Aradu.A04 567 p3 (AAG)5 15 1596327 1596341 CACAAATACATTGGTGGCTGA AAACAAACAAACAAGCCCCA 197

Ad04A571 Aradu.A04 571 p3 (GAA)6 18 1624150 1624167 TTCCTGTGGTGAACCTTCCT GGAGGGGAAAAAGAAAGAGG 216

Ad04A577 Aradu.A04 577 p2 (AG)7 14 1638111 1638124 ATCTGAGGGAGGGTCGTTCT TCTTCTACTTCTCGCCCCAA 199

Ad04A579 Aradu.A04 579 p4 (ATTA)5 20 1643740 1643759 TCTTCACCACCTCATCACCA AGTGCCACAGTTGGCTTACC 186

Ad04A580 Aradu.A04 580 p3 (AAT)5 15 1644773 1644787 TGCACCTTCATTCTCCTTCA TGTTCCAGCTTGGTCTGTGT 189

Ad04A582 Aradu.A04 582 p3 (TAA)6 18 1645844 1645861 GCCTCCTGAAGTTCTTCCAA TGCAGAGGATGTTGCTTTTG 196

Ad04A587 Aradu.A04 587 p3 (TTA)6 18 1652942 1652959 GTGGTGGGCTCAGGTTTCTA CAGCAAAAGACCCAAAAGAA 273

Ad04A589 Aradu.A04 589 p2 (AC)17 34 1663238 1663271 CAAAGCTAAGGATGGCCAGA AGCGTCTGAAAACCCTCCTT 249

Ad04A590 Aradu.A04 590 p2 (GA)10 20 1669798 1669817 GCAGGTTCGGTTTTAGGTTG TTTGTTTTTCCACTCCGACC 254

Ad04A591 Aradu.A04 591 c (TCT)5tttctttcgtttcttgtcttctctttctccttctttaactgttactgcacgtttttactgcac(CTT)696 1670451 1670546 TCTTGCACACGTTCTTCTTCC TCCTCATCTTCTGCTGCTTCT 280

Ad04A592 Aradu.A04 592 p3 (CCT)7 21 1671271 1671291 TTTCACGCGCCTCTTAGTTT GGAGGAGAAGAAATTCCAATGA 138

Ad04A595 Aradu.A04 595 c (CTT)5tt(TCA)8(TCT)556 1672671 1672726 TCCTTCTCCTTCCTCCTCATC TTTTCTTCTTCTTTGTTTGATTTTT 190

Ad04A596 Aradu.A04 596 c (AAG)7gaa(GAG)745 1673234 1673278 CTCTTCCTCCTCCCCATCTT ATTCAACGGTTTCCATAGCG 278

Ad04A598 Aradu.A04 598 p3 (AAC)6 18 1682889 1682906 CAACAAGTTCGCGGTTACCT AACATCCAGTCAGGAGGGTG 253

Ad04A601 Aradu.A04 601 p3 (TAA)14 42 1690731 1690772 TCAGTCGACAACGATGATGAA TGCAAGTTTTTCTCCCTCTCTC 236

Ad04A609 Aradu.A04 609 p3 (TAA)5 15 1711399 1711413 TCCTTTGAGGTGATATGGGTG TCTGCTCCATAATGTGTCATCA 265

Ad04A612 Aradu.A04 612 p2 (AG)6 12 1736314 1736325 TGAGTCGTGAGCTAGTTTTGATG CAACACGCAGCATTTTCTGT 100

Ad04A618 Aradu.A04 618 p2 (TA)6 12 1756824 1756835 ACTCACGAGCCGACTCAAAT AAGCTCAGTTCATTAGTTCGTAAGC 271

Ad04A623 Aradu.A04 623 p2 (TC)7 14 1769625 1769638 TTCGTATCAGCCCCTGTTTC TGGTTCGGAGGTCTCTGATT 248

Ad04A627 Aradu.A04 627 p3 (ACA)7 21 1780029 1780049 CCCTTTACACATCAAAAGGCA ATCATGTAGCCGAGTGGGAC 219

Ad04A630 Aradu.A04 630 p3 (CGG)5 15 1789362 1789376 CTCCGTTAGTCCGTTTCTCG GAGATCGTCGCGGATAAGAG 248

Ad04A636 Aradu.A04 636 p2 (TA)6 12 1799275 1799286 TGGCACCAGCCTTCCTATAC ACAACCCCAACCACTAGCAG 261

Ad04A639 Aradu.A04 639 p3 (TCT)7 21 1809812 1809832 TTCTCTCTCCCAAATCCGAA CTCTTGGGGAGATTGATGGA 249

Ad04A649 Aradu.A04 649 p3 (TTG)6 18 1823820 1823837 ATGTAGCCGACCCCACATAG TCTCCTAAAGTGCAGGAACCA 266

Ad04A650 Aradu.A04 650 p3 (TTG)5 15 1826830 1826844 AAAGGCTATGGGAGAAGTGGA TGATCTAACATTGGATCCCTGA 242

Ad04A658 Aradu.A04 658 p2 (AT)9 18 1855940 1855957 AGAGTCGCATGGCATTGATT TCCACCGAAACCAAGTATGG 254

Ad04A664 Aradu.A04 664 c (TTA)16ttgctgc(TGT)879 1864454 1864532 TGCGAAAGAATTTTTGGACC GTTACTGGGCATGCGAGTTT 177
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Ad04A665 Aradu.A04 665 c (T)14gtccatggtgctattttttattattccactgttaccccttcttatttttcctattttgcgttgttctcagaaagtactttttttactccatgc(T)10117 1869812 1869928 TTTGGAAGAGGGACATGGAC AAAAAGGAGAGAGTACCTGAGAAAAA 201

Ad04A669 Aradu.A04 669 p3 (AAT)9 27 1883887 1883913 TCGTTAATGTGACGTTGCGT TAAGCCCTCTTTCCTTTGGC 236

Ad04A671 Aradu.A04 671 c (CTT)5tttcattatcatcgttatcatc(T)1148 1888693 1888740 TGCAGCAAATTTCGGTATAAAA TGTTTCTTCCTTTTCTTGGTTTG 279

Ad04A672 Aradu.A04 672 p3 (CTT)6 18 1889090 1889107 TCAAAATTCTTTCTCTTTCTCCTCA CAGATCCACTTGAAGCCTCC 275

Ad04A673 Aradu.A04 673 p3 (CTC)6 18 1891061 1891078 AGATGGCGAAGACAAATGCT AGCCGAAGAAGAAATCACGA 161

Ad04A676 Aradu.A04 676 p2 (AG)6 12 1904775 1904786 CGTATGAAAGAGAGAGGGAAAAA GGCTCAGGTTTTGAAGAGAAA 169

Ad04A677 Aradu.A04 677 p2 (TA)7 14 1905105 1905118 TGAATCAAATCCAATCAAATTAAA TGTCAATATCAAAATCCAAGCG 247

Ad04A679 Aradu.A04 679 p3 (AAT)5 15 1907622 1907636 ATGGCTAGACCCGATTGATG CGGAAAATAGAAGCCGATGA 278

Ad04A680 Aradu.A04 680 p3 (CTT)5 15 1908855 1908869 CGCTTTTTCTTCTTCCATCG GCCAGAAACTTGAGGCAGAC 208

Ad04A684 Aradu.A04 684 p3 (TTC)5 15 1921528 1921542 CACAAAAACGTGATGCAAGG CCTCCTCATCTTCTGCTGCT 212

Ad04A686 Aradu.A04 686 p2 (TA)10 20 1931382 1931401 GCCAAAGTTTCATAGCCACC TTTTGCAAGCCCTTGGTATT 145

Ad04A690 Aradu.A04 690 c (AATT)6gattgattactcaatatagacccaataatcaagttaaggtcaaaatcaaatgaaatcactatacttcctaataataatcaacctaaaattgttgaa(T)11131 1943978 1944108 TTGAGGAGTGATGATGGTCG TTCATTTCATGGACTTCAGGT 202

Ad04A694 Aradu.A04 694 p3 (GCA)6 18 1953903 1953920 TCACAGATCCCATCACTCCA AGGGTAGGGAGCACAAAACC 237

Ad04A695 Aradu.A04 695 p3 (TAA)21 63 1963150 1963212 TTGATAAAGCTAGTTAGGAGTAACCTG TTGGTTGCGCTATCCAATTT 232

Ad04A696 Aradu.A04 696 p2 (TA)11 22 1969978 1969999 GCATTGGTTTTGCTGATGAA TTAAACCCGAATTCACCCAA 252

Ad04A700 Aradu.A04 700 p3 (AAT)5 15 1977720 1977734 CATTTCATGGTTGCTTCTCA TGCAGGGACTCAAATAAAAGG 207

Ad04A707 Aradu.A04 707 p3 (AAT)5 15 2009620 2009634 CACATGGACCAACCTATGGA ATTCCTTTGCTTTCGCAGTG 265

Ad04A708 Aradu.A04 708 p2 (GA)6 12 2011691 2011702 CGTGAATGGTCGTGAGATTG CGTAGCATTTGATTGGCTGA 241

Ad04A709 Aradu.A04 709 p2 (GA)10 20 2024414 2024433 CGCAACGCAGTTCTTTGATA GCTTCATAGCCTTCCTGAATTT 280

Ad04A711 Aradu.A04 711 p3 (AAG)5 15 2031075 2031089 TTTTGGGGTCTGTTTGGAAG TCCCACCATCGTCTCTAACC 248

Ad04A715 Aradu.A04 715 p2 (AC)6 12 2044720 2044731 CTGGGCCAACTTGACCTAAA CTTCTCCTCCCTCCACCATT 124

Ad04A717 Aradu.A04 717 p2 (AT)8 16 2058104 2058119 ATTTTCCACGCGCAACTAAT TCCCTCCCAACATTTTCTTG 108

Ad04A718 Aradu.A04 718 p3 (CAT)5 15 2065764 2065778 TCATTTTGATTTCTTCTTTTCATTTG CATTTACTTGCAACTCTCTCTCCA 278

Ad04A719 Aradu.A04 719 p3 (TTA)5 15 2067440 2067454 TTGTTGCTAGGATTTGCGTG TTAATTTTGGATCAAACGACG 259

Ad04A720 Aradu.A04 720 c (A)10caa(AAG)5 28 2068296 2068323 TTGTGACAAAAAGAATATGGAGTAAA GATCTAAGATTTGTTGTTTTGATTTTT 279

Ad04A724 Aradu.A04 724 p2 (AT)6 12 2074344 2074355 GCAATAACAATCAAAGTCGCA TCGGAACATTTTGGCATACA 140

Ad04A728 Aradu.A04 728 p2 (TA)7 14 2079406 2079419 TGCGTATGTGAGGATAACGTG TTCAAGTTGTCCATTGTTACTTATCTG 231

Ad04A729 Aradu.A04 729 p2 (TA)11 22 2081606 2081627 TCATTTGGCAACTTTAAAACAA AACAAAACAAGAAAAATGGGTGA 276

Ad04A731 Aradu.A04 731 p2 (TA)10 20 2085634 2085653 GGACTGATTTTTGCCACGTT TGAGGCTTTGAGTTCTGCCT 262

Ad04A732 Aradu.A04 732 p2 (AT)6 12 2088183 2088194 TTGACAATGAACCGATCAAAA TGGTCCCTTTATCATCTTGACA 267

Ad04A738 Aradu.A04 738 p2 (TA)8 16 2100241 2100256 TGCATACTCCTGAGGGGAAA GATCATCCTTGGATGGCATT 277

Ad04A739 Aradu.A04 739 c (AAT)10(AAC)7 51 2100821 2100871 TTGTCTTCCTGTTTTCAACTCG TGGACAGCTTTGCCAAATTA 248

Ad04A746 Aradu.A04 746 c (TG)6ttttttttgtcc(T)1034 2123865 2123898 GCGCTTGTTCCTTGTGAAGT CATGTGTGGAGTGCTCTGCT 234

Ad04A748 Aradu.A04 748 c (T)13gcatttctttttcttcgtatgttttctctttatcatcattttttattattattgtta(T)1080 2126248 2126327 CTTTTTGCTTTCTGCTTCGC TGAAACGAGTTTACGGTCTGAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A749 Aradu.A04 749 p3 (AAG)5 15 2126978 2126992 TTCACTCAGAAATGAACCGAAA TGCGCTTCTTCTTCTCCTTC 220

Ad04A750 Aradu.A04 750 c (A)10tatatatataattaaaaaaataatattataaatttaaaagtgacattatg(T)1070 2130272 2130341 TGTCAGATTCATAAGGACGGTG AAAAATTTCACATGATCAACCAA 228

Ad04A763 Aradu.A04 763 p3 (TAT)10 30 2146525 2146554 AAAACCTCATGGCCTCTCAA GGCGTGACATATGCTCTCAA 246

Ad04A765 Aradu.A04 765 c (T)11aatttcgacggggcctacagctcaaatttaaaatgaaca(AT)662 2147927 2147988 AGCATCGCAAACAATTGAAA CATTCCATGGTGATGCTGTC 178

Ad04A769 Aradu.A04 769 p2 (TA)6 12 2165676 2165687 TGGTTTGGTTTGGTTTGGAT GCTGGTTTGCGAAGATAACC 179

Ad04A772 Aradu.A04 772 p3 (TAA)6 18 2168284 2168301 CCAAAGTTGACCATATTCTCCC TCAACATTACGACTTTTCTCTTGG 233

Ad04A778 Aradu.A04 778 c (T)11ggttgtagtaccaaaagtatatatattaattgaattggac(T)1061 2173061 2173121 TCAAATTCAACATCACATCCTCA TCACAAACAGATCCAGTGGG 140

Ad04A785 Aradu.A04 785 p3 (GGT)5 15 2180535 2180549 GTGAGAGCTTTGCTGGGAAG TCCTTGCCACACTCTCCTCT 257

Ad04A787 Aradu.A04 787 p5 (AATTT)5 25 2190501 2190525 TCATAGGGAAGGGAAGGGAC AGTGATGGGAAGAAGTCATGC 277

Ad04A790 Aradu.A04 790 p2 (AT)7 14 2196138 2196151 AAACAAATACAAATGCATATTAAAACC CTTTTTGGGAGGAGGGAAAT 131

Ad04A791 Aradu.A04 791 p2 (TG)6 12 2204621 2204632 GAAAGTGTAACATTATTTGCGGC CGCCATATGAGTGAGCATGT 202

Ad04A793 Aradu.A04 793 p2 (AT)6 12 2208409 2208420 ACGTGTTACGTCTGTTGCAC TCTGGAAAGAATACTAATGTTGTGA 211

Ad04A794 Aradu.A04 794 p3 (CTT)7 21 2209555 2209575 TTTTGTTTCGTCCCCAATCT GCTCCTGCGAAGAGAGAAGA 185

Ad04A801 Aradu.A04 801 p3 (AAC)7 21 2223820 2223840 AGCTTCTTTTCCGAGCAACA GACTTGCTTCTCCCAGGATG 188

Ad04A804 Aradu.A04 804 p3 (TAC)5 15 2225622 2225636 ACCTTTTGCTCATGATTGGG ATTGGAGGCACAAATGAAGC 141

Ad04A806 Aradu.A04 806 p3 (AAG)5 15 2227268 2227282 TCCTCATCTTCTGTTGCTGC CAAGGTACGTTTCTTGCCTTC 198

Ad04A808 Aradu.A04 808 p3 (GAG)6 18 2232621 2232638 TGGCGAAAAATATGGTGAAA TTATCGTCACCACCTCCTCC 212

Ad04A810 Aradu.A04 810 p3 (TTC)5 15 2237866 2237880 GCGCTACTCACCATGCATTA TTCATGTAACCGTTTGGGTG 182

Ad04A811 Aradu.A04 811 c (AAG)5agaaagaacatgtgcaaaaagaagaaaaaaagtatacttgtaaagacttgtt(A)1077 2238521 2238597 GAGAAAGAAAAGGCAAGAAACG CGGCATTCTTCTTGTTGTTG 263

Ad04A812 Aradu.A04 812 p3 (TAT)5 15 2242020 2242034 CCCCAAACATTGCTAAATGC TTGCAATTGAATGTTACCAAAA 171

Ad04A826 Aradu.A04 826 c (T)15gggtcataagtagttcttttagtttgaattgttcaggtgacgtatgtattgctgtttctcttctttgggtttcttggcccattctctctgac(A)10117 2262338 2262454 GGATAGGTGGGAATGAATTAGG CGGTTTCGAGTTAAAAAGGTTC 280

Ad04A827 Aradu.A04 827 c (TC)6ttccttcgggta(GT)636 2263353 2263388 CCCGATCTCTCTTCTCCCTT ACTCACCCACCCTCTAACCC 150

Ad04A829 Aradu.A04 829 p3 (ACC)6 18 2267192 2267209 GGATCACCATAACCACCACC GATGGGCAGGTTTGAATGTT 232

Ad04A830 Aradu.A04 830 p3 (TAT)6 18 2268250 2268267 CGCCTTCAATGTTCCCTAAA TGGAATTTGTGTGTTTGCGT 194

Ad04A831 Aradu.A04 831 p3 (AAT)8 24 2268814 2268837 CAACAATGCCAGAGAGAGAGG GTTTTCTTCGTTTCCCTTCG 255

Ad04A832 Aradu.A04 832 c (A)10gaaaaaatacatgatgttgcagaattacttgaaagaggatgaacttacattcatttaactaaaagaaagaaagaaataagaagaaaaagaag(A)10112 2270238 2270349 TCATCTTCTACCGTTTCTTCTTTTT CCCAAATTTACTGCAAATACAGA 280

Ad04A833 Aradu.A04 833 p3 (AGA)5 15 2270708 2270722 GGAGGAAAGAAATGCAGCAA CGCGTCACTCAACTGTTTTC 206

Ad04A834 Aradu.A04 834 p3 (TAA)16 48 2272655 2272702 TTGAGTGAATTGGCCAAAAA TGGTTTCGATTCTGACCCTC 217

Ad04A835 Aradu.A04 835 p3 (TAA)14 42 2273858 2273899 TCAGGGACGGTTTTGATTCT CAAAATAAATATGGAGAACACCAA 205

Ad04A838 Aradu.A04 838 p3 (AAC)5 15 2287995 2288009 CATGTTGAAGGTGTGTCCAGA AAAGATGGTTGAATCGCGTC 243

Ad04A840 Aradu.A04 840 p3 (TAT)5 15 2302150 2302164 GCTCTCATTAAGACGACGCC TGGGTTATATAAATTGGTTGGTTT 197

Ad04A842 Aradu.A04 842 p3 (TAT)8 24 2306533 2306556 TTTGGTTTAAATTTTTGTGGAAA GCACTTTCTTCATGCTGTCG 239

Ad04A845 Aradu.A04 845 c (GA)6aagagagagaa(AG)737 2316356 2316392 TTCAGGCTCATAGCGAAGGT TGCCGAGTCCCTTTTCTCTA 146

Ad04A850 Aradu.A04 850 p2 (GA)6 12 2318291 2318302 GCATGCATAGTTATGCTTTAGGA GTGTGGCCCGAAAGTAGTGT 219
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Ad04A852 Aradu.A04 852 p3 (TAA)5 15 2321306 2321320 TTCCACCAAAATGAATGCAC AATAATCGGTGCCATTACCA 272

Ad04A854 Aradu.A04 854 p4 (AATA)5 20 2322817 2322836 GCACTCCCGATTTGAATCAT CCTTGGAGAAGCAGAGGAAA 180

Ad04A855 Aradu.A04 855 p3 (TTG)5 15 2325148 2325162 GCCAACCCCACTTAATGAGA GGGGGATGAAAATGGTTCTT 225

Ad04A856 Aradu.A04 856 c (A)11cataatcttattttgttaaaaaatattgatgttggtagtaattttctatttgatgatgttg(A)1183 2329813 2329895 TGCACTTGAAAGCAAGGCTA CCAACCCACTCCATGCTACT 251

Ad04A857 Aradu.A04 857 p3 (AAC)5 15 2348876 2348890 TTCCTCCTTCAGACGATTGG ATTCATGTAGCCAACCCCAC 260

Ad04A860 Aradu.A04 860 p3 (TAT)5 15 2354462 2354476 TCAAACCATAATACAAGTGAACAAGA GCAACAAATTTCTGATCGCC 268

Ad04A861 Aradu.A04 861 p3 (TTG)5 15 2355334 2355348 CGATGTTGGTGTTCCACTTG CAGTAACCATGAGGCCGATT 249

Ad04A862 Aradu.A04 862 p3 (ATT)12 36 2356117 2356152 AATCCCCTCATGAGCAACAG GTGCTCATACCCCGACATCT 263

Ad04A863 Aradu.A04 863 c (A)12gaaaaaataagggaaagtgagtgtttctgctcctacgaaggggaagg(GAA)574 2359970 2360043 TGGCCAAATTACCCATAACAA AATCGTACAAAGGTGGCAGC 161

Ad04A870 Aradu.A04 870 p2 (AG)6 12 2380926 2380937 ATGGTTGCTCTTTTGGCATT AAGGGTGAACTTGTTACTTCTGC 252

Ad04A874 Aradu.A04 874 p3 (TAT)15 45 2402581 2402625 TGAAGGAGCTTGGATGGAAC GCCTCAAATTTGGGAAATCA 249

Ad04A876 Aradu.A04 876 p3 (TTA)5 15 2406349 2406363 CGTTTCATAATTTTAATGGGAGG AACCCAAAAGTTGCTAAAGTGC 230

Ad04A882 Aradu.A04 882 p3 (ATC)6 18 2426318 2426335 CCACCATCTCCATCTCCTTC AAGAAGTCGACGATGACAATGA 138

Ad04A883 Aradu.A04 883 p3 (GTG)5 15 2426703 2426717 TTGGAGAGTTGTGGTTGTCG CGACCCACTGTGACGTAATG 227

Ad04A884 Aradu.A04 884 p3 (AGG)10 30 2426943 2426972 GGGTCGTACTCTCTTGCGTC GCTTAATCCTTCATCGGGCT 240

Ad04A885 Aradu.A04 885 p2 (AT)6 12 2427292 2427303 GCGTTCACACGAAGCTACAA ACTAGCCGGCTTAAACTCCG 127

Ad04A886 Aradu.A04 886 p3 (TTA)5 15 2433877 2433891 TCTTCCGAGCATTTTTCGTT AAAATGTCCGCGGAATAAAA 222

Ad04A887 Aradu.A04 887 p3 (TTA)12 36 2435240 2435275 ACGAAAATATTTGTGGGGCA TGATGCTTGTTGTGGTGTCTT 216

Ad04A888 Aradu.A04 888 p2 (TC)11 22 2438027 2438048 AGGTTGTTGCAACCAGGAAC ATGCAGAGGGATGGAAGAGA 136

Ad04A892 Aradu.A04 892 p3 (GAT)8 24 2458955 2458978 TTTTTGTCGTTTTCATCTTTTAGTG CCGACAACCAGTTCTTTTCC 215

Ad04A896 Aradu.A04 896 p2 (AG)6 12 2462371 2462382 AAGTTCAGGGGCAGCATAGA GAGGCCAATTCTCTCCACAA 199

Ad04A898 Aradu.A04 898 p2 (CT)21 42 2463437 2463478 GGAACCAATTGAGCTTGGAA AAAGCAAGGGGATGACACAC 158

Ad04A899 Aradu.A04 899 p3 (ACA)5 15 2466024 2466038 TTATTTTCGGTCATATCATTCTTTT TCGTTTGATTCATGTAGCCG 201

Ad04A901 Aradu.A04 901 p2 (AT)11 22 2474387 2474408 TTAGGGGTGAATGAGGAAAAA TGGTGGTGCTATTCGACAGA 243

Ad04A902 Aradu.A04 902 p2 (AG)14 28 2478158 2478185 TTGAAGAGTGGTGCATGGAG ACCGATGTCAAGCTTATGCG 200

Ad04A904 Aradu.A04 904 p3 (TAA)5 15 2487023 2487037 TCATGTGTTTTATGCTTTTGGA CTCAACATATGAATGTCGCGT 239

Ad04A909 Aradu.A04 909 p2 (TG)13 26 2494176 2494201 TTGCTGCAGGAGTTGAAGAA CGAACCTGTCTTGGATTGCT 263

Ad04A910 Aradu.A04 910 c (A)11gatgaa(TAT)532 2494561 2494592 TTTGTTTGTTGTAATTGGGTGTG AGAGCTTGGTGGTGCTCATC 228

Ad04A912 Aradu.A04 912 p3 (GAT)5 15 2496301 2496315 TGGATAATGGCTTGAGGAGG CTCTGCTTCTTCAGGGATGG 191

Ad04A914 Aradu.A04 914 p2 (TA)8 16 2507029 2507044 CCCAACACATATTCTGCCTG AAGAAGAATATTCCCAAAATATTTCAA 265

Ad04A918 Aradu.A04 918 p2 (GA)6 12 2511449 2511460 TCCAAACCCTACCCTACCCT AGTTCCGACCATGGCAGTAG 191

Ad04A922 Aradu.A04 922 p3 (AAC)6 18 2518113 2518130 TGCAATTTCTTAAACTCTAATACGCA TGAGCGACAGAGGAAGACCT 270

Ad04A929 Aradu.A04 929 p2 (AG)30 60 2539648 2539707 TTCCTTTGAGCCTTTGCACT GCAAACTTCATAACAGAGGCAG 192

Ad04A932 Aradu.A04 932 p2 (TA)8 16 2562158 2562173 GGTGCATTCTGATACTTGATTTTG CCGTGGCTAATGTTAGTGGG 266
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Ad04A933 Aradu.A04 933 c (A)10ctatttgcatacacagtgaaataaacctctgactatgttaatcaaactaacaaatttcatctcaaattacttgttaattgac(A)10102 2565271 2565372 ACATTATGCGGACATGCAAA TGATCTGAGGTGCTTTTTACCA 253

Ad04A934 Aradu.A04 934 c (TA)6c(AT)7agatatatatat(AG)651 2566140 2566190 GGCATGCTGTTGAATAACTTTT TTTCCGTAATTATTTGCTGTGC 241

Ad04A938 Aradu.A04 938 c (A)10tcatttttatattatttaaaaacacacccatcatctatatttatgcaaaacacattctccaaaaacataac(A)1091 2575925 2576015 TCCATTTTCCATACCTCCCA ATCATGTCCCTGAAAGGCTG 214

Ad04A941 Aradu.A04 941 p2 (AT)8 16 2578148 2578163 CATCAGGGACGATTTCGATT TGACTAAAGACCGAAAATTTAAAGG 254

Ad04A943 Aradu.A04 943 p2 (AT)10 20 2578699 2578718 TGGTTGTAACTAATCATAACGGC CTGGGCTGAAAGTGTTGGAT 207

Ad04A944 Aradu.A04 944 c (A)12tttgatactgcaatagcaacaccaaatttgtacaaaaaaaaggaagg(A)1069 2579435 2579503 ACGTTGGACGAACCAAGAAG CAAGGAAGCCAATGCAATTT 227

Ad04A947 Aradu.A04 947 p2 (TC)9 18 2585460 2585477 TGAACACGCTTATTTTGAATCG CTTTGAAAGCTCCTTGCTGG 276

Ad04A948 Aradu.A04 948 p3 (TAA)17 51 2589367 2589417 CGAAAATGAAAATTGCGTGA GAAGAAAAAGCAACAACAATGC 275

Ad04A970 Aradu.A04 970 p3 (AAG)7 21 2654449 2654469 CCACGAACGTTTCTCTCCAT AGGATCATTTTGCCCCTTCT 223

Ad04A971 Aradu.A04 971 p2 (AT)8 16 2655132 2655147 TACATTCTAATCAGGGGCGG AAACGTCGAATAGCCTTTTCAT 199

Ad04A973 Aradu.A04 973 p2 (GA)6 12 2661301 2661312 CATTGTCCAGTCGTCCCTCT CACCAGAAATGCCAAAATCA 210

Ad04A974 Aradu.A04 974 c (T)10gtttatgataatatacaattacaatcc(ATA)1891 2661677 2661767 GCCCATCAGACCTTGTTTTC TTGTATTTTTCTTTTAGGATAACCAAT 171

Ad04A977 Aradu.A04 977 p3 (ATT)8 24 2665986 2666009 AAAACCAAGACTTCCACCCC CCGATTTAAGATTTGGTTCATTG 217

Ad04A978 Aradu.A04 978 p3 (TTA)5 15 2666462 2666476 TTTTTCAACTAAATGAGTTTGTCCA TGAGCACTTGAGCTTGTTCC 275

Ad04A980 Aradu.A04 980 p3 (TAT)9 27 2669324 2669350 CCAATCTCACCCCATATTCC CGGGATTTAAACTTCCGACA 245

Ad04A981 Aradu.A04 981 c (TG)21(AG)16 74 2675692 2675765 GCACATATGCAGAGAAGCAGTT TGCCGGTGTCAATTAATCCT 280

Ad04A982 Aradu.A04 982 p2 (GA)10 20 2678143 2678162 CGGAAATATAAGGACGAACCTG ACAAAATCCTCCCCGTATCC 271

Ad04A983 Aradu.A04 983 p2 (AT)7 14 2678483 2678496 GGATACGGGGAGGATTTTGT CCCATTGTTGCGTCCTTATT 216

Ad04A986 Aradu.A04 986 p2 (GA)7 14 2694476 2694489 TGGACATGCATGAAACCACT CGGCAGAAGATCCAATCTGT 245

Ad04A987 Aradu.A04 987 p2 (CT)9 18 2695072 2695089 GCGGATTCAGATTCAACGAT GCTCCACACTTTCTCTGCAA 154

Ad04A989 Aradu.A04 989 p2 (AG)13 26 2700703 2700728 CGTTCGCTATTGTGAAGGATT GGTCAATTCTGTTGGGATCG 261

Ad04A993 Aradu.A04 993 p2 (TA)12 24 2706592 2706615 CACTGCACAGCACCTCCTAA AAAACGATTTACTCGGCCAAT 132

Ad04A994 Aradu.A04 994 p2 (TA)6 12 2709747 2709758 CCAGTGGTCGTCTTTGGACT TTGGTAAGATCGATTTCTGTTTGA 233

Ad04A995 Aradu.A04 995 p3 (CTT)5 15 2717209 2717223 ACATCGCCGATACCAATCTC ACCAGCGAAGACGAAGAAGA 187

Ad04A1006 Aradu.A04 1006 p2 (CT)9 18 2745705 2745722 TTTGGACGTCAGACCAGTGA AATTAGGAACGGAGGCTTCA 243

Ad04A1007 Aradu.A04 1007 p2 (GA)7 14 2746386 2746399 AGAACTGGAAACGGAGAGCA GCTCAGCTTCATCACTTCCC 227

Ad04A1018 Aradu.A04 1018 p2 (TC)13 26 2765841 2765866 AAATATTGGACGGTGTTGTGG AGAATTTGAAGGACATGGCG 111

Ad04A1021 Aradu.A04 1021 p2 (TC)19 38 2779060 2779097 TCGCACCTACGAGGAGACTT GGTAGTGGTACTGCAGGCGT 179

Ad04A1026 Aradu.A04 1026 p2 (TC)6 12 2796458 2796469 AGCAATAACAACCCCTCCCT GAGAAGCGATGCGAAAGAGT 194

Ad04A1027 Aradu.A04 1027 c (ATT)5tttttatcaattatgttagatgctttaata(T)1055 2800628 2800682 TTCTTTTAGGAGTTTGAGCTATTCG AAAAATTGATGCAAAACCCAA 280

Ad04A1029 Aradu.A04 1029 p2 (GA)8 16 2802381 2802396 TTGGGGGTTAAATTGCAAAA GGCTTGAAATGGAAGCAAAG 208

Ad04A1031 Aradu.A04 1031 p3 (AAT)5 15 2805774 2805788 TAGGTTTGGTTCTGCTGTGC GTCACGTCCGATTCCTTTTT 160

Ad04A1034 Aradu.A04 1034 p2 (TA)9 18 2807335 2807352 CCGATGATGAAGAACTGCAA CAATTGCAAAGGCCTACCAG 259

Ad04A1036 Aradu.A04 1036 p3 (AAG)5 15 2809283 2809297 TGAAATCCCATGTGATGGTG TCAAAAATCAATGGCCAACA 249
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Ad04A1037 Aradu.A04 1037 p2 (TA)12 24 2810440 2810463 TGAGCCATCGAAAAACATGA CAACGATGATGACGATGAGG 275

Ad04A1045 Aradu.A04 1045 p3 (TAT)18 54 2820727 2820780 GAAAATAGCATCAGGCGAGG CCAACCAAGGCTACGTCAAT 211

Ad04A1046 Aradu.A04 1046 p2 (AT)6 12 2821375 2821386 CATGGTACAAAGATAGCACAAAGG CAGCAATTACAATATGAGTCACCA 275

Ad04A1047 Aradu.A04 1047 p2 (AT)6 12 2824318 2824329 TTTCGGTTCGATTCGGTAAC ATGAGATAATAAACACATGCACATAAT 186

Ad04A1048 Aradu.A04 1048 p3 (TTC)5 15 2827981 2827995 ATTGCATGCTCCAACTCTCC GGAAGAACGCGAAGAAGAAG 102

Ad04A1049 Aradu.A04 1049 p4 (TTCT)13 52 2828399 2828450 TGAGGAGGAAGAAGAGGAAGAA GAAGCAATGCTCCTAAAAGAAAA 245

Ad04A1050 Aradu.A04 1050 p3 (GGA)5 15 2829272 2829286 GGAGGTGGAAGAGGAAAAGG CATCGTCACCACCACCACTA 279

Ad04A1055 Aradu.A04 1055 c (A)10ca(AG)8aaagaggggtaaatggaagtatcagatttgcaaaacaagaagaagaagcagcagagcgg(CAA)5102 2833636 2833737 AAGATGGGTTGAGGGTGATG TTGAAGAAGACATGGACCCC 240

Ad04A1056 Aradu.A04 1056 c (AGG)5(TGG)5 30 2834557 2834586 CAATGAAAGTGGTGGTGCAG ATTGGCGAAGAAGTCCATGT 164

Ad04A1057 Aradu.A04 1057 p3 (GGC)7 21 2834792 2834812 AATTTGGTACCTGCCACTGC GTTGAACCTCGGCATCAAGT 246

Ad04A1058 Aradu.A04 1058 c (TCA)6acatcag(CCT)540 2835085 2835124 ATCAAACTTGGGAATGCTGG TGGGAGCTGTTAGGACCATC 171

Ad04A1062 Aradu.A04 1062 c (T)15acagtgnnnaaacccttctcttcttcttccttcctcatttccttttt(A)1577 2850154 2850230 GAGAGAGAAAAAGCGATACACAAA GGGCAACCAACCACAATAAT 279

Ad04A1063 Aradu.A04 1063 p4 (TTAT)5 20 2860979 2860998 GCTAGATACTGGGCTCCGTG TCCTTTCCTCGACTCCTGTG 141

Ad04A1064 Aradu.A04 1064 p2 (TA)9 18 2863663 2863680 TGGTGATTAACCTTTTATTTTACCATT ACTGCCAGATCTTACCGCTG 217

Ad04A1069 Aradu.A04 1069 p2 (CT)7 14 2873254 2873267 GAAATCAAAGCCAACGGTGT GGGGTAGGAGGAGTGAGGTC 199

Ad04A1070 Aradu.A04 1070 p3 (CTG)5 15 2874491 2874505 CCCAAGCATAAATGGAATGC ACACAGCCGCATTTAGAAGG 194

Ad04A1074 Aradu.A04 1074 p3 (CTC)6 18 2889754 2889771 AGAGGGTCCAGGAGGCTAAA AGGTCTTGCACTTCTTGGGA 183

Ad04A1075 Aradu.A04 1075 p3 (ATT)5 15 2904963 2904977 GCTTCCATTCCCTTAAAGCC TTGCCCTAATTCCAAGAGGA 174

Ad04A1077 Aradu.A04 1077 p2 (TC)6 12 2922709 2922720 TGCCGAGTCCCTTTTCTCTA GCGACGACGACTAAGTGATG 110

Ad04A1078 Aradu.A04 1078 c (ATA)5attttgctcctaattggacaaccacatgag(A)1156 2930641 2930696 GCATGATTGGCCTTAGCACT CATGGTAAGGTGAGATAAAGTGGA 123

Ad04A1080 Aradu.A04 1080 p3 (TAA)5 15 2941161 2941175 TTGAACCAACCAATTTAACGC CAAGTCACAAGCGTGTTTGC 251

Ad04A1081 Aradu.A04 1081 p2 (TC)6 12 2943831 2943842 CCCACTGCCACTAGGATGAA CGCTCTTCCTTCTCTCCTCA 277

Ad04A1090 Aradu.A04 1090 p2 (TC)7 14 2957764 2957777 GCCTTAAAAGATGGCTGCTG GAAACAATGCAAACCAACCA 118

Ad04A1091 Aradu.A04 1091 p3 (AGC)6 18 2958319 2958336 GCAGCAGCTCCATCATCATA GGTTGGAGAGGGTTTGAACA 183

Ad04A1092 Aradu.A04 1092 p2 (AC)6 12 2961763 2961774 TCCAAACTAAGGGGAGCAAA GTCCACTTTGAATTGGAGGA 176

Ad04A1097 Aradu.A04 1097 p3 (TCT)5 15 2981718 2981732 ATCGGACTTCCGACAAAGTG ATCCGCAGAGCGAAGAATAA 181

Ad04A1099 Aradu.A04 1099 p3 (AAT)6 18 2985399 2985416 TTTTATGCGGTGGAGGGTAG CACAAAGAAGGGCACATTGA 244

Ad04A1100 Aradu.A04 1100 p2 (TC)8 16 2986548 2986563 ATAAACCCAGACAATGCCCA ACTTGCAATTTGGGAGCATC 280

Ad04A1101 Aradu.A04 1101 p3 (ATG)10 30 2989838 2989867 AGCAAATCCCCATTGAACAC TAATCCCTGTGCCCTGTTTC 176

Ad04A1102 Aradu.A04 1102 p2 (GA)6 12 2991872 2991883 GAACACGTTGTGAAGGAGCA AGTACCGAAGCTGGCTCTCC 263

Ad04A1107 Aradu.A04 1107 p2 (TA)6 12 3002359 3002370 GTTTTGCGGAGAGGAAGCTA ATATGGTGACAGAGCGGAGG 190

Ad04A1108 Aradu.A04 1108 c* (AG)6(AGAA)5* 30 3009713 3009742 CCTCGTCCCTTCTCCTTTTC CTGCTGGAGGAGGGTACTGA 234

Ad04A1115 Aradu.A04 1115 p2 (AG)7 14 3018850 3018863 GACAAGGTTACATAGGCAGCG TTGCGTGTGAAACGAGAAAG 278

Ad04A1122 Aradu.A04 1122 c (CT)10cgtttcttcctccattgcaatttagatttagggtttcttctt(TC)674 3031608 3031681 AGTCCCACTCACCTGACCAC GAAAAGCGGAACAATGAAGC 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A1124 Aradu.A04 1124 c (T)10a(T)10 21 3035092 3035112 CATCCAGTCGTCGAAATGTG AAGGAAACATTCCTCGTCCC 213

Ad04A1125 Aradu.A04 1125 c (TTC)5tccttcttcacccctgatgctaag(TCT)554 3035428 3035481 TCCAAACAATTTTAGCATCCAA CAAAGGTGACGACGGTAACA 176

Ad04A1126 Aradu.A04 1126 p3 (GAG)5 15 3036632 3036646 TCACAGGGAGAGAAGGAGGA CATCTTCGCCTTTTTCTTCG 140

Ad04A1133 Aradu.A04 1133 p2 (TC)6 12 3053697 3053708 GATTGGAAGATTGGTGGTGG GGCTGTGTCTGTGTTCGTGT 206

Ad04A1137 Aradu.A04 1137 p2 (AG)7 14 3070957 3070970 ACACCTCTTTTAATTATTATTGTTGGT GCAAAAGAAACACACAACAGC 263

Ad04A1144 Aradu.A04 1144 p2 (AT)7 14 3084724 3084737 TCAAAGAAGCAATTTTCGCA GCTCCACCTTACCAATCTGC 232

Ad04A1148 Aradu.A04 1148 p2 (GA)6 12 3094202 3094213 CAGCAGCACACACAGTACCA GAAAGATGTGGGGAGTGGTG 131

Ad04A1149 Aradu.A04 1149 p2 (AC)7 14 3094444 3094457 CACCACTCCCCACATCTTTC CTTGTGGTGCAGTCAAAGGA 266

Ad04A1150 Aradu.A04 1150 p3 (GTT)6 18 3094668 3094685 TGGGGTCTTTTGAATTAGCG TCCACCAAACCCACATTTTT 195

Ad04A1151 Aradu.A04 1151 p3 (TGG)7 21 3094931 3094951 AAGTGAGGGAAGCAAAAGCA CCTCTCACCTCTTTGCCTTG 101

Ad04A1152 Aradu.A04 1152 p2 (TA)6 12 3100398 3100409 TTGTAGGACACGTGGCATCT TGGCACTACATAGCCCATTG 254

Ad04A1153 Aradu.A04 1153 c (A)10caacggctcaaagaaagaataaatataaatgtttctacatttta(AAT)775 3101105 3101179 AAGGAAGAAATTTTTGGCGG AAGTCAAGAAATTGCAACGACA 277

Ad04A1157 Aradu.A04 1157 c (ATTA)5atattattgtttggttcttaatattcataattttctttctttaggg(A)1076 3111120 3111195 AATCCAGCCATGTCCAACTC GATTGCGTAAGAATGTGCCA 236

Ad04A1158 Aradu.A04 1158 p2 (TC)6 12 3114079 3114090 TCAAGGTGAATGGCAAATGA ATTGCTCCCTCCTCACCTTC 249

Ad04A1159 Aradu.A04 1159 p3 (TAA)8 24 3117523 3117546 CCAGAAGCTACAAAACATTGTCC TGCATTTGTAGTGCATGTATTGA 260

Ad04A1163 Aradu.A04 1163 p2 (TA)7 14 3120643 3120656 AAATTGAATTGGCTAAAAAGTCA CAGACAAATTGATTTGGTCAAAAA 271

Ad04A1167 Aradu.A04 1167 c* (A)10(AC)6* 21 3129645 3129665 TCCTACAAAACCAAGCCCAC ATGTTGCAGCACCTTTGTTG 181

Ad04A1170 Aradu.A04 1170 p3 (GAT)5 15 3137125 3137139 GCAGCACGATCTGAAAAACA TTCGTCTTCTTCTACCCCCA 238

Ad04A1172 Aradu.A04 1172 p2 (AT)9 18 3139290 3139307 GCGAAGAAGGAGGACTGATG TCGACTGCAAGGATTCTCAA 208

Ad04A1173 Aradu.A04 1173 p3 (AGA)6 18 3140188 3140205 CGAGGCAGGAACTCTGTTTC CACCCAACGCTGTTATCCTT 273

Ad04A1188 Aradu.A04 1188 c (TAG)9(AAG)9 54 3166182 3166235 GTAGGGAACACACCACCACC CATGCCCTCAAAACTCCATT 225

Ad04A1189 Aradu.A04 1189 p3 (ATG)7 21 3166377 3166397 ATGAATGGAGTTTTGAGGGC CTCACACATTTTCCATCCCC 175

Ad04A1191 Aradu.A04 1191 c* (C)10(CT)8* 25 3173299 3173323 TTTGTATTGCATTCCCTCCC TTATGCCATGGGAAAAATGG 259

Ad04A1192 Aradu.A04 1192 p2 (GA)7 14 3174208 3174221 TATTTTCCGCGACCAATAGC TACAATATCCCGCCCGTTAG 207

Ad04A1198 Aradu.A04 1198 c (TTA)5(TTG)10 45 3199467 3199511 TCAAATGGTTTTAACCTTAAATTTCT AAAGAGTGCAACGACTTCCC 243

Ad04A1200 Aradu.A04 1200 c (TA)6ttacgcaagg(T)1032 3206109 3206140 TTCACGTTATTGCGTGACATT TGCCTGTCAGTCTGTCAATAAAA 271

Ad04A1208 Aradu.A04 1208 p2 (AT)6 12 3247179 3247190 GCAATTTGCCACTCAGTGAA CCACCAAATTGGGAAATCAT 181

Ad04A1213 Aradu.A04 1213 c (T)12gtctagatacaatatctttttttttgtcggtagattggacaactcccaattctaagtactccaatggatacaatatcttt(TA)10112 3258697 3258808 TCTGGTATTTCTTTTTCTTTTCTTGA GCCTGGCCCATTATGAAATA 213

Ad04A1227 Aradu.A04 1227 p3 (AAC)8 24 3290078 3290101 AAATGTCGCCACTATGACCC GGAATATTGTGTGGATCGGG 280

Ad04A1230 Aradu.A04 1230 p3 (ATA)5 15 3291385 3291399 GCCATAACAATAGGAGGCGA ATTATGCAAACCCAGCCAAC 269

Ad04A1232 Aradu.A04 1232 p3 (ATG)5 15 3295903 3295917 GCCTTCATGCGAGTGTGATA GGAAACAGCAAAATTCGTGA 279

Ad04A1233 Aradu.A04 1233 p2 (AT)7 14 3296127 3296140 TCACGAATTTTGCTGTTTCCT GGGTAAATTGAAAATTTTGTCGG 206

Ad04A1236 Aradu.A04 1236 p4 (TATG)9 36 3302939 3302974 GCGTGCGGAATGTATGTATG GCGGTTACAATGACAGAGCA 223

Ad04A1240 Aradu.A04 1240 c (TC)8tgaatcccgtttgtgtttgggcttggttctgctactgtttggcctgaacttcgac(A)1081 3315447 3315527 TTTTGTCAGGAGGAGTTGTGTG CACAAATGCTTGGTTGGATG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A1242 Aradu.A04 1242 p2 (CT)6 12 3316793 3316804 TACACATCAACACGCCACG GTCAAGACACGCGTCCACTA 175

Ad04A1243 Aradu.A04 1243 p2 (TA)7 14 3318369 3318382 GATCCGTTTTTGCTCATGCT TTTTTCTTGATAGTTTTAGTTGGAAAA 246

Ad04A1247 Aradu.A04 1247 c (A)12ctattttaatatgggtgaaaaattatttttcttagatgtgacaagtcctttttag(A)1077 3324582 3324658 ACGGAAGAATCATTGGTGAA TCAGACACCTACCCGTTAATGT 278

Ad04A1253 Aradu.A04 1253 p3 (CTT)5 15 3339373 3339387 TGTTACGTGCAAACCAAAAA TCATAAAAGCATGCAACTTGAG 253

Ad04A1259 Aradu.A04 1259 p3 (TCT)6 18 3349175 3349192 TTTTCTTTCGTTTCTGCACG CCTCCTCATCTTCTGCTGCT 151

Ad04A1261 Aradu.A04 1261 p2 (AT)6 12 3351318 3351329 GCGAATCGGATCCAAACTAA TTTTGGAATATGGTGGGGAA 157

Ad04A1264 Aradu.A04 1264 p3 (TAA)6 18 3353432 3353449 TGATCCTCACAGAAGTTGCG CAGGGTTTTGTGCAATCCTT 174

Ad04A1266 Aradu.A04 1266 p3 (AAT)17 51 3356294 3356344 GGATAGCCCAACGCTGTATC CTCCTCCTTCTTCTCCGTCA 221

Ad04A1267 Aradu.A04 1267 c (A)11ggaaaagaagaagaaaagaaagcaactaaaatcttagtaat(A)1062 3356519 3356580 AACAATGATGATGATGACGGA TTTCTTTTTCTTTCTTTTTCTTCTCC 224

Ad04A1272 Aradu.A04 1272 p3 (GAG)5 15 3363778 3363792 TGCATGCAAGGGAACAATAA TTTGGGAACAAAAATAGGCG 274

Ad04A1273 Aradu.A04 1273 p3 (ATT)6 18 3364175 3364192 GCTGTGTGGATTTTGGAACA TGTATTTGGCTCGATTTGATTG 155

Ad04A1274 Aradu.A04 1274 p2 (CT)8 16 3365233 3365248 ATTCCACGCATGGGTTATTC ACTTCACCGTTGCCAAAGTC 229

Ad04A1275 Aradu.A04 1275 p3 (ATA)5 15 3368840 3368854 CCTGCTTCTCGATCTCTGTTG GCTTTTTCGTTTTCTTCCTCC 250

Ad04A1276 Aradu.A04 1276 p3 (GTG)5 15 3375482 3375496 GTGAGGACGAAGGTGGTGAT TACCATAGTGGCCCCCATAA 144

Ad04A1280 Aradu.A04 1280 c (TA)9(TG)13 44 3425423 3425466 GGTCGAGAGGCGTCTCATTA TAGCAAGCTCCTAACTCGGC 279

Ad04A1281 Aradu.A04 1281 p2 (TA)10 20 3430073 3430092 AATCGACGGAAATGTTATCCC CGAGATACTCGAGCACTACTTGT 187

Ad04A1283 Aradu.A04 1283 p3 (AAT)11 33 3434068 3434100 CAGTTTTATTGCGGTTCGGT TTTCAAACATTTGGGGAAGC 156

Ad04A1285 Aradu.A04 1285 c (A)10gaaaatattc(A)1232 3437586 3437617 GCCGAAAGTGGTTGGAAATA TTGAGAAATGGGTAGGAGCG 239

Ad04A1290 Aradu.A04 1290 p2 (TA)6 12 3442910 3442921 GCCGGAACTTAACTTTCCAA AAAAATCCGAATCAGCATTCA 269

Ad04A1296 Aradu.A04 1296 p3 (ACA)5 15 3463455 3463469 GTATGTCGGCGCCAATAACT AGGATGGCCCACTGATACTG 174

Ad04A1297 Aradu.A04 1297 p3 (CTC)6 18 3466158 3466175 CCCTTCCCCTAACCAATCAT GTACCTGGGTCTAGGAGGGG 218

Ad04A1299 Aradu.A04 1299 p2 (GA)8 16 3479719 3479734 GCGTTTGATGGAAGGAAAAA GAAGACACAAACCCAGCCAT 272

Ad04A1301 Aradu.A04 1301 p2 (TA)10 20 3484551 3484570 CGGATTGGTTGGAAGATAGG CACTTCGCTTCCCCAAATAA 222

Ad04A1308 Aradu.A04 1308 c (T)10aatttttaaaattatttttaataccaaaagtgaaaatttttaa(AT)665 3491066 3491130 TCTTGTTTTTGCAAGACATCAATTA TTTGGAGACATTTTAGACGAGGA 251

Ad04A1312 Aradu.A04 1312 p2 (AT)8 16 3499283 3499298 CAATGGCAGAGGCAAAATCT TTTTGCATTGGCACACAAAT 197

Ad04A1313 Aradu.A04 1313 p3 (TAT)5 15 3505268 3505282 CCTGCCTTCCAAATTCACAG TTGAAAATACAAAAAGGTTCGTGA 268

Ad04A1315 Aradu.A04 1315 p2 (AT)10 20 3509291 3509310 GCATTTATGCATCACATTAAGAGG TTTTATTTTTGGACAGAGAATTGTT 214

Ad04A1316 Aradu.A04 1316 p2 (TA)7 14 3513293 3513306 ACCGGTGTTCCAATTGTTTT TTCGGCATTCATTATCAGCA 246

Ad04A1317 Aradu.A04 1317 p3 (GAA)5 15 3519381 3519395 CGCAAAATTGGAACTTGTGA TACGCAACTGGTTCTTCAGC 113

Ad04A1318 Aradu.A04 1318 p3 (CTT)5 15 3520296 3520310 ACCCCTCATTCGTTTGTCAT GAGAACGACGAAGGCAAATC 157

Ad04A1320 Aradu.A04 1320 c (AT)7tttttggagtatttttaaaatatttttgttagtgtcaaaattttttggatactaatttaatagttaattcttaattagttttgatatgtttaaccat(A)10121 3524042 3524162 AATGCATTGAGTGAACAGTTTG TTTTAGGTCCAGTCCATTAAGAA 275

Ad04A1321 Aradu.A04 1321 c (AAG)6aaagcaacgctgcatcagcagcaccatta(T)1057 3536272 3536328 AACTTTCCACTGCGATGCTT ACGACGAACGCTTTCTCAAT 264

Ad04A1323 Aradu.A04 1323 p3 (ATA)7 21 3541641 3541661 TATGTTGGCATTCCGTTTCA TCGTTCGCTATCCCTTCTGT 215

Ad04A1326 Aradu.A04 1326 p2 (TA)8 16 3549196 3549211 ATTATCCCGTGCCACTCATC TTTGTTTTATTTAGGTAATTTGTCCA 234
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Ad04A1332 Aradu.A04 1332 p3 (TCA)5 15 3561251 3561265 TTTCTTCCCAGTGGAAATGG TAAAAGGGGGTGGTTCAGTG 143

Ad04A1333 Aradu.A04 1333 p3 (AGA)5 15 3565764 3565778 GCACTCCAAACCAATTAGCAA CAAAAGGGGATTCCAATCAT 279

Ad04A1335 Aradu.A04 1335 p3 (ATT)6 18 3582551 3582568 GGTCACAACTCACAAGCACC CGACCATCAAAATTCTCAGACA 237

Ad04A1338 Aradu.A04 1338 p4 (TCAT)7 28 3591186 3591213 ATGGGTGGTTGATGATGGTT GGAGATGAAAAAGTAATCAAAGACA 125

Ad04A1341 Aradu.A04 1341 c (TA)6ataatattatatgttgtatag(TA)849 3594173 3594221 CCCATTTCACCACACAAACA AAACAAATGCAATTCTCTCTCTCTT 252

Ad04A1345 Aradu.A04 1345 p2 (AT)7 14 3613211 3613224 GCCCAACAGAATACAGAAATTCA TTGTTTCAAGTTTTTGAGCGTC 280

Ad04A1346 Aradu.A04 1346 p3 (AAT)5 15 3616574 3616588 GGTGGTTGGTCCTCATCATC TCACCAACAAATTTTTATGATTTTATC 274

Ad04A1350 Aradu.A04 1350 p2 (AT)8 16 3621772 3621787 CGCAGATCCGCACAATAATA TCGAATATATCCGCATGGTT 254

Ad04A1351 Aradu.A04 1351 p3 (GAA)22 66 3630487 3630552 GAACCCAATAGGCAGTAGCG CGCATCTCTACATCCCCTTC 247

Ad04A1352 Aradu.A04 1352 p2 (AT)8 16 3631784 3631799 GCTGCATGCACAAGACAAAA TTGACCATGTCGTTGCTATG 255

Ad04A1354 Aradu.A04 1354 c* (ATT)15(ATTA)5*62 3647300 3647361 AGTGTCCGATTTAAGCCAAA CTGCATATCAAATGAGCATCG 167

Ad04A1355 Aradu.A04 1355 p2 (AT)8 16 3647468 3647483 TTTCGATGCTCATTTGATATGC TCCGATTGAGATAATGCAACTG 120

Ad04A1357 Aradu.A04 1357 c (T)10cagcttgtttaagtt(A)1035 3656921 3656955 TCCCTTTATTTAAACAGTTGCTG AGGTGGCTTGCTTCTGATGT 244

Ad04A1361 Aradu.A04 1361 p3 (TCT)5 15 3675664 3675678 GCACGCATTCTTGCCTATTT GGAGAAGAGGAGGGAGGAGA 273

Ad04A1362 Aradu.A04 1362 p2 (CT)7 14 3675888 3675901 CGATTCCTCCCTTCTTCCTC AGAATGGGAAAGGGAAATGG 262

Ad04A1366 Aradu.A04 1366 p2 (AT)7 14 3691841 3691854 GCAATGGGAATCAATTGTAGC GATGGCGTTTGAGGTATAAAGC 241

Ad04A1367 Aradu.A04 1367 p2 (CT)9 18 3693177 3693194 CCGAAGGAGACACAAAGACC GGCGAATGATGAAGTTGACA 205

Ad04A1369 Aradu.A04 1369 p2 (TG)9 18 3693781 3693798 CCAAGCTCAATTAGCCTTTTG GCAAAAACATAATGCAAGCCA 227

Ad04A1373 Aradu.A04 1373 p2 (AT)9 18 3706580 3706597 CTGAGCCTCTGGAGTTCACC TCTTCACCCAACATTCCACA 234

Ad04A1375 Aradu.A04 1375 c (A)10ttatatttccccaaataccacctcgccaaagtctaaacttgttctaaac(A)1069 3711682 3711750 CCATATCATCTTCGTTTGGGAT CCCAAAAGAAAACTACAAGGACT 271

Ad04A1376 Aradu.A04 1376 p3 (AAG)9 27 3717377 3717403 CAAGGAAAATCAGCGGAAAA TCTGAGCTCACCACCACATC 275

Ad04A1383 Aradu.A04 1383 c (T)10c(T)13 24 3740414 3740437 TAGTTTGGAGACCCCCATCA TGGTTTATCGTGTGATTTTAGTTCA 235

Ad04A1389 Aradu.A04 1389 p3 (TTC)5 15 3756923 3756937 TTGCTGCACGTTCTTCTTTC TTCTGCTGCTTCTTCTTCTTCA 257

Ad04A1390 Aradu.A04 1390 p3 (GAA)5 15 3757302 3757316 TTCTTGTAACCGTTTGGGTG TTTTCAAAGTACGCTACTCACCA 170

Ad04A1395 Aradu.A04 1395 p3 (CAA)6 18 3772528 3772545 TTCCATTTCCCAAAAACCAC GTTGGTGCTCCTCTTTTGGA 258

Ad04A1397 Aradu.A04 1397 p3 (ACC)5 15 3774894 3774908 CGGACAAAAATACCCTCCAC CGGATGCATCTGCTTCTTCT 259

Ad04A1398 Aradu.A04 1398 p2 (CT)9 18 3775429 3775446 TGTTCACGGTTCTGGTGGTA CGTTGTCGTGAATTCCAATG 201

Ad04A1402 Aradu.A04 1402 p3 (TTC)6 18 3788999 3789016 GTTCCGAGTCAGAAACCGAG TTTTGGTCCACGTCAACAAG 244

Ad04A1406 Aradu.A04 1406 p2 (TA)6 12 3795048 3795059 TCTGTGCCACAAAGGAGAGA ATCCAAATTCGGCATCAATC 157

Ad04A1410 Aradu.A04 1410 p2 (GA)6 12 3799307 3799318 AAGCTGCACCACAAAACCTT TTTTTCACTAAAATTTGCCCG 270

Ad04A1413 Aradu.A04 1413 p2 (TA)7 14 3804025 3804038 TTGGTAGGAGAATCTAGCGAGG CCTAGCTTCTTGCGAATTCCT 107

Ad04A1414 Aradu.A04 1414 p3 (AGA)5 15 3804449 3804463 GCCAAAATTAAAGACGTGGC GTGCTTCCGATCCTTTGGTA 228

Ad04A1415 Aradu.A04 1415 p2 (AT)6 12 3806923 3806934 GATGGCTTTTGGCTAATTTTT GGAAATAAATCTACCGTTAACTGCC 255

Ad04A1418 Aradu.A04 1418 p2 (TA)9 18 3825003 3825020 CTGACATGCCAACAGGTGTC CCACAGTACGGGCATACCTT 231
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Ad04A1420 Aradu.A04 1420 p4 (AAAG)6 24 3833152 3833175 TCATCTAAATTTATGAGAAGCAATGTT AAGATGAGGAGAAAGAAGAAAAAGAA 218

Ad04A1423 Aradu.A04 1423 p2 (AT)10 20 3840543 3840562 CACGTCAATTTAATTTTGGGC TTTGCTTCCGACATTACTCAAA 204

Ad04A1437 Aradu.A04 1437 p4 (TTAT)6 24 3864654 3864677 CGAATCATGCGTTCAAAACA TTTTTACTGATGTGGCGTTATG 267

Ad04A1442 Aradu.A04 1442 p2 (CT)6 12 3879375 3879386 CCATGACTCTGCCATGACTT GGATTTTCCAATGCCCAATA 264

Ad04A1443 Aradu.A04 1443 p3 (GCA)5 15 3882657 3882671 AAATCTGGCAAACCTTGTGG GAAGAGGGAGATACGGAGGG 166

Ad04A1447 Aradu.A04 1447 p2 (TA)6 12 3888160 3888171 TGTCGTCGTTTAAGAGAGGGA TTCACCTTATGCGTTGCTTG 268

Ad04A1450 Aradu.A04 1450 p3 (ATA)5 15 3894288 3894302 AGGGAGCACTCACCTTCTCTC AACGCAAATTCTCAAGACAAAA 228

Ad04A1452 Aradu.A04 1452 p2 (TA)6 12 3894671 3894682 TCCTTCACGTTCATCGTCAG TGAATCCACCTGAAAAGAAAGG 141

Ad04A1456 Aradu.A04 1456 c (T)10ctccctaaaatattaacaatggatttagaactgtttttgaagtcaaagagaagtccaacagagtataggcttataaaaagggtaaacaataatctgac(T)10118 3900502 3900619 ATAACCCAAACCCACATCCA GCTTGAGCTTACGAATAACAAAGA 256

Ad04A1457 Aradu.A04 1457 p5 (TAAAA)5 25 3901962 3901986 GGGGCCCAGAGAAAGATAAA CATCCTTGGCAGTGATTTGA 194

Ad04A1459 Aradu.A04 1459 p3 (TAA)7 21 3903265 3903285 TTTTGAAGAGTTTTCTTTGCCA CGACTTCACCTGAATTTTCACA 250

Ad04A1460 Aradu.A04 1460 c (T)25atttttttg(A)17 51 3903856 3903906 AAAGAGAAGACATGGCGACG TCCTGAACAACAAAGGCTCA 280

Ad04A1461 Aradu.A04 1461 p3 (CAA)7 21 3904564 3904584 ACGTGGATCCAAACGTTCTC TGGTTATTCCCAGCCTTCTG 226

Ad04A1462 Aradu.A04 1462 c (AAC)8atgaagcaagtgaagttcagtttgcctcctgaggaggatgatttgtctgatgacgagttggatgagtt(TGA)5107 3904859 3904965 CAAGGACATGCAAATGATGG TCTTGTTCAATGGGTGGTGA 203

Ad04A1463 Aradu.A04 1463 p3 (TGG)9 27 3905542 3905568 CAGGGGTCGATACGTTCACT TGCAGCCATGTATTGTTGGT 251

Ad04A1464 Aradu.A04 1464 p2 (AC)7 14 3906797 3906810 GCCACCACAATCATCATCAC TTCCGGGGGTATGTAACTCA 274

Ad04A1466 Aradu.A04 1466 c (T)10gagatttataggtttttaag(A)1040 3909274 3909313 TTGTTGTAGTCTCCACTTCAAAATTC CATGCTAAACACCTTTGATCCTT 224

Ad04A1467 Aradu.A04 1467 p3 (TCA)5 15 3911338 3911352 ACAAGGACAAAGGGCATCAC CAGATCAGACAAGGGGTGGT 185

Ad04A1470 Aradu.A04 1470 p2 (AT)10 20 3917680 3917699 TGGTGCTGTCACCATCATCT TGCAAGAAAACATTGGCAGT 204

Ad04A1479 Aradu.A04 1479 p2 (TA)6 12 3943683 3943694 AAAAACTACGTGTGAAGTAGGAATTT TGTTTCTCCTCTTTTAACTCTTTCTTA 263

Ad04A1484 Aradu.A04 1484 c (A)10gaaaatataattatagtccaataaattagcccatataaatcaaccg(A)1066 3957365 3957430 AAAGATGCAGGAATACATACCCA TGAGGCTATAATTTGTGCTTGG 186

Ad04A1485 Aradu.A04 1485 p2 (AT)7 14 3959631 3959644 TTTGCAATATCCAAAAACCAA GTACGAGGGAGGATTCACCA 273

Ad04A1488 Aradu.A04 1488 p3 (TTA)7 21 3963787 3963807 TGGTTTGCAAATATGACCACA TGTCCTTTGTTTCTGTAGCCAG 224

Ad04A1494 Aradu.A04 1494 p4 (AATT)5 20 3984120 3984139 TGGAAGCACATATTTCATCCCT TGCTATTATTTTGAAAGGAGCG 130

Ad04A1496 Aradu.A04 1496 p2 (AT)6 12 4002973 4002984 GATCTCTCCATTGGTGGTCG TCCGCCAATGTAATCACGTA 265

Ad04A1499 Aradu.A04 1499 p2 (AG)7 14 4014268 4014281 TGCAGAATTAAAGGGGGATG TTGCATTGAAAGGAAAGAGAGA 269

Ad04A1500 Aradu.A04 1500 p2 (GC)6 12 4018083 4018094 TAGCGGCTAAGCCATGATCT AATCATCTTCGAACAACGCC 166

Ad04A1506 Aradu.A04 1506 c (AAT)5aaaggttattaat(TA)1048 4054889 4054936 TGCGTGCTTGTCTTTTAGGA TGCAGAGAACTGACAAAGGC 164

Ad04A1508 Aradu.A04 1508 p2 (GA)8 16 4061317 4061332 CAGAGGGAGAAGAATCAGAAGA TCTCTCCTCCACTTCCGTGT 277

Ad04A1510 Aradu.A04 1510 c (A)10tatatattcttgagtcattaaccagtgcaaatataaaaactttttaacccttagttgtacag(A)1082 4068354 4068435 ACTCTCCTCCCTCACCCATT GAGATGTTATTAAATAGCCCCTTCA 254

Ad04A1514 Aradu.A04 1514 c (A)10ctaagaagatccattcaaaaaaactcaatatgatgatcgaaatctggcccctttgctttca(T)1081 4074707 4074787 GGCTCATTGGCGATTTCTAA TCTTGGCTAATTGGGTCTGC 234

Ad04A1515 Aradu.A04 1515 p3 (GGT)5 15 4078282 4078296 CACACCCTCACCAACAAAGA TCAAAGGTTGAAGGTGGGAG 162

Ad04A1518 Aradu.A04 1518 p2 (CT)6 12 4088161 4088172 AGCCTCCAAGCAGTCGTTTA ATAAAAAGCCGGACCGAACT 178

Ad04A1520 Aradu.A04 1520 p2 (AT)8 16 4090929 4090944 GGTTGCGCCATTAGTGAGAT CAGAACCCAAACCAATCCAT 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A1523 Aradu.A04 1523 p2 (TG)6 12 4101128 4101139 ACAGTGACTCGTTGTGGCTG GGCATATTGTGTCGTCATGC 144

Ad04A1541 Aradu.A04 1541 c (A)11cattcaatccggcccctgatc(T)11gtgactgattagccccctgtgc(A)1075 4152388 4152462 CACCCGACCCCTAACAATTA CCCTAAACGGCCACTGATAA 244

Ad04A1545 Aradu.A04 1545 p3 (ATA)6 18 4156024 4156041 CATGGACCACAGTCCACAGA AACAATTAACGCACATGCCA 199

Ad04A1552 Aradu.A04 1552 c (CA)7t(AC)9 33 4163032 4163064 GATGAGAATGGGGGACAAAA TGCAGAGGGGTTGGATAGAG 276

Ad04A1555 Aradu.A04 1555 c (A)10gaaaaaaagagaaattctaaagaaaagaaaaag(A)1053 4172311 4172363 CATTGGGGTGCTTTCTTCAT AAGGCATTCGAATTACTCTTCG 236

Ad04A1557 Aradu.A04 1557 c (TTG)21tgtagatgaaacttgggaaagctcggttcttggcagctgacaccgaattgcaagtc(TA)7133 4195842 4195974 ATAATGCAGGTAACGTGTAGACC CCGGTAACATGGAGTTTAACAA 234

Ad04A1559 Aradu.A04 1559 p2 (AT)6 12 4206875 4206886 TGCTCAATTCAATTTAAGAAGTCA TTATGAGCTTGTTTGGGGGT 260

Ad04A1560 Aradu.A04 1560 p2 (GT)9 18 4208400 4208417 ACGGGATGCTTGTTCTCCTA CTCCCAAACAAGGCCTAACA 243

Ad04A1563 Aradu.A04 1563 p3 (GAA)8 24 4215769 4215792 TTGAGCAAGGAAATTGCTCTC GCAAATTGTGGCGGTTTAGT 249

Ad04A1564 Aradu.A04 1564 p2 (AT)6 12 4215896 4215907 TTGAGCAAGGAAATTGCTCTC GCAAATTGTGGCGGTTTAGT 249

Ad04A1569 Aradu.A04 1569 p3 (AAT)11 33 4226020 4226052 GCGGAAAATGAAGGGAAAAT TGGTGCAATGACTCAATTAAAAA 278

Ad04A1570 Aradu.A04 1570 p3 (AAT)16 48 4226261 4226308 TTAATTGAGTCATTGCACCAAA GGCAATCGTATTCGTATCGT 280

Ad04A1577 Aradu.A04 1577 c* (T)10(TA)6* 21 4263976 4263996 GAGGAAGCAATTTGACCAGC ATCAAGAGAGCCAAGGACCA 144

Ad04A1578 Aradu.A04 1578 p3 (TAA)7 21 4264994 4265014 GCATTGCTCATATTCTAATTCAACTT TTGAAAACATAATGCCAATTTTT 217

Ad04A1585 Aradu.A04 1585 p2 (AT)7 14 4273578 4273591 GCCATTGCTTCTTGGGTTTA TGAAATCACTCATCCAACAATTT 221

Ad04A1586 Aradu.A04 1586 p2 (AT)11 22 4277723 4277744 CTATGCCTCTGTCGTGCATC GAAAGTTCCGGATGAGCTTG 125

Ad04A1592 Aradu.A04 1592 p3 (GAA)5 15 4301243 4301257 AGCAACGGAGCAAAGAAAAA CTTAACAAGCACCGCAACAA 220

Ad04A1593 Aradu.A04 1593 p3 (AAT)5 15 4303512 4303526 ATTGTTTAAATTGCGGGAGA GCATAGGTTGTAACTTTTGAAGG 177

Ad04A1597 Aradu.A04 1597 p3 (TTA)5 15 4313877 4313891 GCCCCACTAAAGACAAATTCA TGTTTGCTTTCCTCACCAAG 228

Ad04A1600 Aradu.A04 1600 p2 (TA)7 14 4319258 4319271 AAGGCCTTAGGTGAAAAGGG GGCTTACACACAATGCATCAA 203

Ad04A1604 Aradu.A04 1604 p2 (AT)7 14 4322773 4322786 CACCCTTTTTCTTTTAAATCTCG GGTAAACGCGTTGTCGTTTT 271

Ad04A1606 Aradu.A04 1606 p3 (TGA)5 15 4331070 4331084 GGAGCGAAGATACCAACAGC AGCGCTCAGTGGTTCACTTT 173

Ad04A1608 Aradu.A04 1608 p3 (GAA)5 15 4337735 4337749 GTAAGCAGCAAAGAGGACGG AAGAGAGAGGAGACCAGGGC 242

Ad04A1609 Aradu.A04 1609 p2 (TC)6 12 4337925 4337936 CACTGTTTCACTATATTTTGTTTTTGA TCATCCTTAAACTTTCTTGCCA 257

Ad04A1611 Aradu.A04 1611 p3 (TAT)5 15 4346919 4346933 CAAAAATATCTGCGGCCACT ATAATCAATTTGCCTCCCCC 145

Ad04A1612 Aradu.A04 1612 p2 (AT)6 12 4349723 4349734 TGTCTAAAATCTTGAATTGTCCG TCACGAAGTGGTCATGAAGC 209

Ad04A1615 Aradu.A04 1615 p2 (CT)13 26 4359246 4359271 GTTTTGGGGAGGTTTCCATT CAAACACCAGCCATTTCCTT 128

Ad04A1616 Aradu.A04 1616 p3 (ATG)5 15 4359867 4359881 CATGCATGCCTCAACATTACTT GCAGATCAGACATCACCTTTGA 249

Ad04A1619 Aradu.A04 1619 p3 (TTG)5 15 4368127 4368141 ACATCATCATTGCCTCGTCA AACCTGAGCCTCCTTTCGAT 278

Ad04A1622 Aradu.A04 1622 p2 (AT)6 12 4369574 4369585 GCAACCATCACAAATTGCAG CGCCGATGTCTCTGGTTTAC 267

Ad04A1623 Aradu.A04 1623 p3 (ATA)8 24 4370961 4370984 CCTTTCTCTCAACCACCCAC TGATGAGTTTCAAAAGATGCAGA 273

Ad04A1625 Aradu.A04 1625 p3 (TTG)5 15 4389356 4389370 AACCAAAGCATTTGCACTCA CCCTTTCAAGCTCTATGCCA 261

Ad04A1630 Aradu.A04 1630 p3 (CTC)5 15 4420129 4420143 AGGAGGCTAAGGCAAAGTCC CTCAGGAAGAAGTTGGGCAG 158

Ad04A1632 Aradu.A04 1632 p2 (TA)9 18 4428459 4428476 GGCCAAGAACCGTACCATAA TTTGATTTAGACTGTGGAGCGA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A1640 Aradu.A04 1640 c (AG)24ggacttacagct(AG)672 4451164 4451235 TGTGGTCACTGTTTTGAGCA ACCCACCCATCATGCTAATC 267

Ad04A1646 Aradu.A04 1646 p3 (GAA)11 33 4464796 4464828 TCCAGTGCCTATGGTGAAGA AGAACAAGATGGTGGGTTGG 266

Ad04A1647 Aradu.A04 1647 c (TG)10(T)13 33 4465177 4465209 CTGCCCATTCCACTGAAGAT TTGGCTTGCATCACACAAGT 241

Ad04A1648 Aradu.A04 1648 p3 (ATT)7 21 4465527 4465547 CATGGATATGATGATTTGGCA TTTATTAAAATTTGGCCGCAA 211

Ad04A1650 Aradu.A04 1650 p2 (TA)10 20 4467457 4467476 CACCCAAAAATATTTGACTGATT CATTTGTGACGGATTCATCATT 192

Ad04A1653 Aradu.A04 1653 p2 (TA)6 12 4472688 4472699 TCACCCGTTGTATCCTCTCA CTCCTCCGGAAATTGGAGAT 176

Ad04A1655 Aradu.A04 1655 p2 (TA)6 12 4472917 4472928 TTCCGGAGGAGTAACAGGTTT TTTTGGAATCGAAATTGTTGAA 280

Ad04A1661 Aradu.A04 1661 p2 (AT)8 16 4483769 4483784 TTGCTTCGTGCATGGTAGTC GACTGCTCAGCTTGGGTAGG 279

Ad04A1663 Aradu.A04 1663 p3 (TTC)5 15 4486553 4486567 AAAGCTCCGGACGATTAACA ATCTTTGAACGCTCCCCTCT 184

Ad04A1666 Aradu.A04 1666 p2 (AG)6 12 4492552 4492563 ACAAGGACCGGACTTTTTCA AAGATGTGAGGCAGGAATGG 192

Ad04A1668 Aradu.A04 1668 p2 (TA)6 12 4496219 4496230 GCCATTAGCTCCCTAACAAGA TTTTAAAACAACTTTTTGGCCTTT 210

Ad04A1670 Aradu.A04 1670 p2 (TA)6 12 4499774 4499785 TGGATGTCCACTCACAAATGA GAGTTCGAACATTGAGCAGGA 143

Ad04A1682 Aradu.A04 1682 p3 (AAT)5 15 4541038 4541052 AAGGAAGAGGGGACCTTTGA TTTCATTATTGGCTGATTTGGA 219

Ad04A1691 Aradu.A04 1691 p2 (GA)8 16 4565103 4565118 CTCCACTCTTGGCGGAACTA TTGCTTCATTGGTTGCTTTG 238

Ad04A1694 Aradu.A04 1694 p3 (TGA)24 72 4568622 4568693 TCGGATACAAGTTAGTCCGACC CATCGTTACACAGGAAGCGA 237

Ad04A1699 Aradu.A04 1699 p3 (ACC)5 15 4580899 4580913 GCCATGGTAGCAAGGAAAAA TGGCTTCCCTAGAATGGTTG 233

Ad04A1700 Aradu.A04 1700 p3 (ATC)9 27 4588625 4588651 TCTATCATCGGCAATCGTGA TGTTGCCTCTTCATTTGTGC 267

Ad04A1702 Aradu.A04 1702 p2 (TA)8 16 4591245 4591260 GATTCGCGTGCAACCCTAT TCTAGAATTCGATCATTTTTGTAATTT 269

Ad04A1703 Aradu.A04 1703 p3 (TAA)7 21 4592338 4592358 ACGCGGGATCAGTTACAGAA TGGCCTTTTCTTGTGCTTTT 278

Ad04A1706 Aradu.A04 1706 p3 (ATT)15 45 4598536 4598580 CCCTTAGCCTTTTCATTTCAA GAAACCGCCAAAATATTGCT 137

Ad04A1707 Aradu.A04 1707 p3 (CTT)16 48 4600462 4600509 CGTCATTCTCATCTGTTCACG CGGTGGCCTCCTTTTACTTT 278

Ad04A1710 Aradu.A04 1710 p2 (AT)8 16 4610216 4610231 AAGGATGGCAGAAATTCGAG GGAGACGAACTCCAAGCTCA 167

Ad04A1711 Aradu.A04 1711 p2 (TA)6 12 4611231 4611242 ACCTTAAGAAGCCGAGCCAT TCATGCCATGTTTTGATGCT 211

Ad04A1712 Aradu.A04 1712 p3 (CTC)5 15 4618997 4619011 CGGCTTCTTTCTCTGCTGAC GAGGAGGGGAAGGAAAAGAA 199

Ad04A1715 Aradu.A04 1715 p4 (TAGA)6 24 4648535 4648558 TAGCAGAAGCCTCGACCAGT ACAATGAATGAAGGGGATGG 225

Ad04A1716 Aradu.A04 1716 p3 (TCT)5 15 4649875 4649889 TTCCAAGGGCTAATACCACA CCATCACCATCATCATCACC 217

Ad04A1720 Aradu.A04 1720 c (A)10ttaaagtaatttttttttgtaagttgaaggggttgtttaacattactcatttgatataattgtggtcctacccttgatcaaaataaattctc(T)14116 4656874 4656989 GACTCAGGGCCTACATTCACA AAGTTGTCACAGGTCCCAGG 237

Ad04A1723 Aradu.A04 1723 p2 (AT)9 18 4672692 4672709 TCCTAGTGGTTCAATGATAACGA AAGCATAAGCTAAGGGTTCGG 270

Ad04A1724 Aradu.A04 1724 p2 (AT)9 18 4673342 4673359 TGCCAACACAAAAGAGTAAAGA ATGCGAAACCCAAAACAAGT 280

Ad04A1726 Aradu.A04 1726 p2 (TA)10 20 4682197 4682216 AAACTCCGCAGGCTGTATGT AAACGCGAATTGTTCACACA 183

Ad04A1730 Aradu.A04 1730 c (A)11caaatagtctaaaacagagagttcgttttatttttaag(A)1059 4692499 4692557 CGAGGGATTTAAAGCAAGGA ATTTCAAATCGGACCGTCT 279

Ad04A1734 Aradu.A04 1734 p3 (TAA)5 15 4697942 4697956 TTGCCTTGAATAAAAGGAAATGA CGAAGTCCATAACCCTGTCC 254

Ad04A1737 Aradu.A04 1737 p2 (AT)6 12 4711163 4711174 TTCTGTTATTGATGCAGAAGAATAATG TGATTGAGAGTCTTGCTTTAAGTTT 260

Ad04A1740 Aradu.A04 1740 p2 (TC)8 16 4718711 4718726 GGCCTAGTGGGTTGTGTGTT AAGCGGCAACCTGTTACATC 263
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Ad04A1742 Aradu.A04 1742 p3 (TAC)6 18 4725087 4725104 GCCTATGGCGTGGTCATAAT GTGCCCTTGGATTCTCATGT 252

Ad04A1743 Aradu.A04 1743 p2 (AT)6 12 4726139 4726150 GTTCGGTAGTGGAAGGTGGA TTCATTTTACTAAGTGTGCGGA 277

Ad04A1744 Aradu.A04 1744 p4 (AAGA)9 36 4729169 4729204 AAGAAGACTCGAGGAACAGAGC ACCAGAACAATATGCCAGCC 204

Ad04A1745 Aradu.A04 1745 p2 (AG)8 16 4733493 4733508 ATGATTGTGGATCTGGGCTC CAACCAGAACAGTATGCCAGC 261

Ad04A1746 Aradu.A04 1746 c (A)10tcaaactattaaatagaggaatataaaaatcaataattctagagaaccaaattttttatgtaatcaagtctaataaaattatgatatttttcattctttc(T)10120 4735048 4735167 ACCCACAATTGGACTTCGAG GGGTGATGATGATAATGATGAAAA 279

Ad04A1747 Aradu.A04 1747 c (A)10caacaagaaaaaact(A)1035 4735975 4736009 TTCTCTTCTTCGTCTTGTCATCA CCGTGATATAAAATGCGCTTG 265

Ad04A1748 Aradu.A04 1748 c (TTA)7ttg(TTA)5 39 4736767 4736805 TTGCTGCAACAAAAATCCTG CCAATGTTTTTGTTATTTTGCC 280

Ad04A1751 Aradu.A04 1751 p3 (TCA)5 15 4742427 4742441 TGTCATCGTCTTCTTCTCTTGTTC TTGCGTATTTTGTTGGTTGAG 208

Ad04A1752 Aradu.A04 1752 p3 (CAC)5 15 4743767 4743781 AGAAGATCCCACCCCTTCTG CGTAGGTCATTGGCTCCCTA 270

Ad04A1754 Aradu.A04 1754 p3 (TCT)5 15 4748186 4748200 CGCGTTCTCATAATCGTCAA AACGGTGGAGATCTGGTGTC 202

Ad04A1757 Aradu.A04 1757 c (TGG)6tgtcatcataggaggtggatatggtggcggcaatggaggtggaaataataatggaggctatggtggcggcggcggtggtgctggata(TGG)6123 4751607 4751729 ATGGATCTCCCCACCAGAG CCTCCTATTCCACCACCGTA 280

Ad04A1763 Aradu.A04 1763 p3 (GGA)5 15 4758057 4758071 GGGAGTTATGTGGATGGTGG ACCTTGTCCACCGTTAGCAC 243

Ad04A1764 Aradu.A04 1764 c (AGG)5tggc(GGT)637 4758395 4758431 GAAGTGGTTTTGGTGCAGGT CTTGCCCTCCATTGTCACTT 222

Ad04A1770 Aradu.A04 1770 p3 (GAA)11 33 4777930 4777962 GGGTGAGCATGTTGATGTTG TTTGAGGAGCTCAACGGTTT 229

Ad04A1771 Aradu.A04 1771 p3 (TGA)5 15 4778118 4778132 GGGAATTGGATGGAGGATTT TCTTCGCTCACACATTACGC 178

Ad04A1772 Aradu.A04 1772 p3 (GTA)5 15 4780874 4780888 TGCATTTCAATTCTGTCCGA CTGCGCTATCAATGTTCCAA 270

Ad04A1774 Aradu.A04 1774 p3 (TTA)5 15 4789281 4789295 GCTACAGCCTCCAAGATTGC CCATGTCCCTAAGCTTCCAA 183

Ad04A1775 Aradu.A04 1775 p3 (TTA)5 15 4791820 4791834 GCCACCAATTTTAATCTGCG TCAACCTTATGCGTGACTGC 131

Ad04A1779 Aradu.A04 1779 p3 (TCT)5 15 4801056 4801070 TGAAACAGCTCCAGCAACAC CACCCCTGCTGTGATAACCT 268

Ad04A1780 Aradu.A04 1780 p3 (ATT)6 18 4802928 4802945 GCAGTACACATCATGGACGG TGTGGAAAACAACACGGAAA 259

Ad04A1781 Aradu.A04 1781 p2 (TA)6 12 4803943 4803954 GACACGTGGACACGACAACT AATTCACATGTGCTGTTCGC 269

Ad04A1782 Aradu.A04 1782 p3 (ACC)5 15 4805330 4805344 CCATGTGACCAAAATCACCA GAAGGTGGTTCCAGTTGTCG 255

Ad04A1786 Aradu.A04 1786 p3 (ATT)5 15 4813319 4813333 CCCACACCACCACAATAGGT CTGTTTGGCAAAATCCCTGT 112

Ad04A1787 Aradu.A04 1787 p2 (AT)7 14 4825350 4825363 GGAAGAATAAAACAACTAAGGAGACA TCGTTGCTGAGGATTGACTG 185

Ad04A1791 Aradu.A04 1791 p3 (ATT)9 27 4839651 4839677 TGATGGCATGCTTTATTCCA CTTTTTGATGCCCATACGCT 117

Ad04A1794 Aradu.A04 1794 p3 (ATT)5 15 4842830 4842844 GATGGCTGTGTGTTCCTTCA TCAGATCAGTGATGGATGCC 274

Ad04A1795 Aradu.A04 1795 p2 (AG)11 22 4843093 4843114 GGATTTCCCTTTGCCATTTT TCCCAACAAGCTCCAAAAAC 262

Ad04A1796 Aradu.A04 1796 p3 (GAA)5 15 4844006 4844020 ATTGCAGTTGTGGGAGGAGT TGATTCCGTGATAGAGAAGGG 216

Ad04A1797 Aradu.A04 1797 p2 (GA)6 12 4844167 4844178 AGCAGCCGAAGAAGAATGAA CCCATAGCACTGGGAAAAGA 200

Ad04A1798 Aradu.A04 1798 c (T)10cttctgaaaaccctacatttatacctgctattactctgcaacgacgacatcgcaaaactaaaacagcta(ATT)697 4847387 4847483 TTGATAGTTGATTGCCATCTAAAG TTGGAACGGCTGTTAAGTCC 249

Ad04A1800 Aradu.A04 1800 p2 (TA)8 16 4851551 4851566 CGCCGTAGCTTCCATTTTT CTAGACAGGGTTGGATTGCG 274

Ad04A1802 Aradu.A04 1802 p3 (GAG)6 18 4861363 4861380 CGATGGAAAAGAAGGAGGAA TTATAGTTCGTCACCAACACCA 113

Ad04A1803 Aradu.A04 1803 p4 (TATT)5 20 4865911 4865930 AATTCTTCTCTTTTTCAACCATTAAA TGGCCTATCGAATACATGAGC 196

Ad04A1804 Aradu.A04 1804 p2 (AT)7 14 4875644 4875657 CTACCTTGTGGGAAGTGGGA TGCAATTGGATTGAAGACACC 214
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Ad04A1809 Aradu.A04 1809 p4 (TTAT)8 32 4897900 4897931 TTCCAGTGAGGTGTGGAGAA CGGCAAACCTCAAATATCGT 271

Ad04A1814 Aradu.A04 1814 p3 (GAG)6 18 4931061 4931078 TATCATCCATGCCTATGCGA TTTCAGAGAGTCCAGGAGGC 280

Ad04A1816 Aradu.A04 1816 p4 (GAAA)5 20 4936658 4936677 TGAGAGCTCAGTCAAGCGAA GGACTCGTTGAGATGCCAAT 219

Ad04A1829 Aradu.A04 1829 p5 (AATAA)5 25 4979905 4979929 ACGATTGGAGAACGATGAGG CACGCGGGAACAAATTAAAC 167

Ad04A1832 Aradu.A04 1832 p2 (GA)6 12 4989038 4989049 AAACCAATAAGCGCAGCATC CGCTTATGCGTCATTATGGA 252

Ad04A1835 Aradu.A04 1835 p2 (TA)8 16 4998900 4998915 TTCCCGGCTTCACAGTTATT CGCAATACACACACAAAACAA 269

Ad04A1836 Aradu.A04 1836 p2 (TA)6 12 5005736 5005747 TCCAAACTCAAACAATCCCC TTTGGACAACTGACGGTTCA 214

Ad04A1839 Aradu.A04 1839 p3 (ATC)6 18 5008888 5008905 TGGTGGCTAGTTTCCTTTGC TCACTCGTTCTGAAAAGGTGG 214

Ad04A1840 Aradu.A04 1840 p2 (TA)8 16 5010581 5010596 TGGCAGAGTTTGCTTCTTCA TCAAAATCACATCTTTGAAACACC 104

Ad04A1842 Aradu.A04 1842 p2 (CT)7 14 5013565 5013578 CACCCATCTCATCTGGCTCT GAAAGAGGCATGACACGGAT 171

Ad04A1843 Aradu.A04 1843 p2 (AT)6 12 5015284 5015295 AAAGCACAATCAGTCCGTCC GAGGGGGTTGGGTAGAACTC 164

Ad04A1844 Aradu.A04 1844 p3 (ATG)10 30 5016756 5016785 TTGTTTGGTGAACCTAGCCC GCCCAAAGTGGGTGATTATG 253

Ad04A1848 Aradu.A04 1848 p2 (AT)6 12 5022986 5022997 GTGTCTCCGATTTGTGTGGA AGAAGACGAAGTGTGTGGGG 214

Ad04A1849 Aradu.A04 1849 p2 (TA)7 14 5023942 5023955 TTAGATTCTGTATGCAATTAGTGATGT ACAAGAGCAACCTCAGCCAT 250

Ad04A1850 Aradu.A04 1850 p2 (TA)8 16 5028400 5028415 CGTATGGCATAATACATATGTTAAAAA CCCACTTAGTTCATTCGCAA 243

Ad04A1851 Aradu.A04 1851 p2 (CT)6 12 5033006 5033017 GCAACTTTCCCTTCACAACC TGAAATTCCCTCTCTCCTGC 272

Ad04A1852 Aradu.A04 1852 c (T)10gaaatttttttg(A)1133 5034999 5035031 AGCCCATTTAAGCCCACTTT TTTGTGCCAAACAGGATTTTT 206

Ad04A1859 Aradu.A04 1859 p3 (AAT)16 48 5054752 5054799 AAGAGAACCACATGAGGGACA AAGCCTTAGGTGAAAAGGGTG 213

Ad04A1869 Aradu.A04 1869 p2 (GT)6 12 5074128 5074139 TGTCAAGTGTGTGTGTTTGTATATTTG GCATGAATGCATGATGACATAG 257

Ad04A1875 Aradu.A04 1875 p3 (AAT)7 21 5091715 5091735 AAAGGACCATCCAAAAACCA ATCTCCCCAACACAATGCTC 276

Ad04A1876 Aradu.A04 1876 c (A)10gtaacacattgttcactttctttttctccaatact(A)1055 5092866 5092920 TTTTCCCTCAACAAAGCACA ATGGTGGCACTTGTATGGCT 272

Ad04A1877 Aradu.A04 1877 p2 (CA)8 16 5094596 5094611 GTGGGAAGTAAAAGCGGTTG ATGCCTTCCATCTCATCGTC 277

Ad04A1878 Aradu.A04 1878 p3 (AGT)10 30 5095413 5095442 AGGCGGTGATAGTGAGGATG GCAAACATCTTCCTTCCCAA 188

Ad04A1879 Aradu.A04 1879 p2 (GT)7 14 5095884 5095897 GGCCACCATTAGAGCTACCA GCAACTACCTGCGTGAGTGA 251

Ad04A1881 Aradu.A04 1881 p3 (TTA)5 15 5108496 5108510 CAGACACACAATTGTATCCAAAAA TGCTTTGATATTTTAGAAAGACAGAAT 244

Ad04A1882 Aradu.A04 1882 p2 (AT)7 14 5109324 5109337 AAAAACCAACAAAGCAACGG TCCAACCCTAACCCTAACCC 224

Ad04A1888 Aradu.A04 1888 c (T)12ctgtgctaagcttaaagta(T)1041 5113786 5113826 TTTTTAATTGGGTCCTTGCAC AATTGAGTCCTTGCATCAAAA 172

Ad04A1889 Aradu.A04 1889 p2 (AG)6 12 5117629 5117640 TAGGGTACGGATTCTGCCTG GAGGGATCGCATATAGCCAC 202

Ad04A1890 Aradu.A04 1890 p3 (ATT)11 33 5118244 5118276 CCCAACTTGGTTTTACATGC TCTTTTGTCCCTTGGTTTCG 272

Ad04A1891 Aradu.A04 1891 p2 (TG)6 12 5119608 5119619 TGCTTGTTTGCGCATATCTC TCCTCTGTGCTCCCGTAACT 257

Ad04A1892 Aradu.A04 1892 p2 (TA)6 12 5120928 5120939 GCGTATCTACCGTGTACAACCA TGGCACAGTCATGTGAGAAA 278

Ad04A1893 Aradu.A04 1893 p3 (ATA)14 42 5123566 5123607 CGGTCATTGGAATATTCGGT TCAATAAAAGTAGTGGGGTGTGG 216

Ad04A1894 Aradu.A04 1894 p2 (TA)6 12 5134055 5134066 GAGCAACATGAGTTCACAGCA GGAAGGCAACAAATGAATGAA 269

Ad04A1898 Aradu.A04 1898 p3 (TTC)6 18 5138811 5138828 CTCCGCTACCCGTTTTCTTA GGAATCTTCCACTTCCACCA 155
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Ad04A1905 Aradu.A04 1905 p2 (GA)7 14 5165805 5165818 GAACGGGTCCACCTTAGTGA CAGGATCTCCACCTATCCCA 252

Ad04A1913 Aradu.A04 1913 p2 (GA)8 16 5226552 5226567 CACTGCAAAGAGGGGGTAAA CCCTGAATCCTCTTGCTTGT 105

Ad04A1922 Aradu.A04 1922 p3 (TTG)7 21 5261925 5261945 TCTGCATCGAAGCTGAGAAA CACGCTCTTTTGGTTTGACA 270

Ad04A1929 Aradu.A04 1929 p3 (TTC)5 15 5277921 5277935 GGTGAGTGCTCCTCGTCTTC GAACGAAGACTGAAGTCCGAA 149

Ad04A1931 Aradu.A04 1931 c (AAT)14aacaataataacaataatg(ATA)576 5281881 5281956 GGCTGCAACATGTGAATAAAAA GCTGGATACATCGACCAAGAG 280

Ad04A1935 Aradu.A04 1935 p3 (GTG)5 15 5285525 5285539 GAGAGAAGAGGTGCGTGGAG ACCCTGCAAAAAGTGTGACC 215

Ad04A1943 Aradu.A04 1943 p3 (ATA)6 18 5297047 5297064 TTTTATTGCCCACACGTTCA TATGGCAAAGAGGCAAGACA 124

Ad04A1944 Aradu.A04 1944 p2 (TA)6 12 5297813 5297824 TTTAACATCATATTGCCTCATAACG GGTGATGCCTTGGAGGATAA 279

Ad04A1945 Aradu.A04 1945 p2 (GA)6 12 5298200 5298211 TCCAAGGCATCACCATCATA TGCAGCGACCAATTTACAGA 275

Ad04A1946 Aradu.A04 1946 p4 (TAAT)5 20 5299592 5299611 AAACGACAAGAATCAGAGTCACA ATTGACCACCTAACCCCACA 151

Ad04A1949 Aradu.A04 1949 p2 (AT)9 18 5305248 5305265 TGTTTGTAAGTGCATTTTTAGAGATTG TCGGTGCATCACACTCTTGT 234

Ad04A1953 Aradu.A04 1953 p2 (AT)6 12 5309306 5309317 ATGTTTGGCCAATCCATGC AGTGCCTTTGCTTCCTCAAA 168

Ad04A1954 Aradu.A04 1954 p3 (CTC)10 30 5312086 5312115 AGGAGGCTAAGGCAAAGTCC AATCACAATGGGCTGAGAGG 119

Ad04A1955 Aradu.A04 1955 p2 (AT)6 12 5319614 5319625 TTATTTGGACCTGGGCCTTT TTGCCTTTGACCGAAGAAGT 263

Ad04A1958 Aradu.A04 1958 p4 (ATTT)5 20 5325945 5325964 CTCAGGAGCTGGCAGTTTTT GGCCAGAACCCCAACTTTAG 250

Ad04A1959 Aradu.A04 1959 c (TG)10(AG)11 42 5326915 5326956 AACAATCCATGGAAGGGTGA TGAAAGTGCATTTCGCTGAG 272

Ad04A1961 Aradu.A04 1961 p3 (AGA)5 15 5330977 5330991 CCATCCGCATACCTAATGAA TTGAGCCCTATGCTTCACAA 255

Ad04A1962 Aradu.A04 1962 p3 (AAC)7 21 5333935 5333955 TGCATTTGGTCTTCAATCCA AGCTCCAAAAGAGCCAAAGA 248

Ad04A1963 Aradu.A04 1963 p3 (GAA)5 15 5335179 5335193 AAAGAGGGATCGCTGAAATG CGGCTCCTCTTTCTTCTTCA 270

Ad04A1964 Aradu.A04 1964 p3 (GAA)5 15 5335816 5335830 CCACCGCTTTTACCTTCGTA TCCCTCCAGTCTCAATTGCT 278

Ad04A1965 Aradu.A04 1965 p3 (GAA)5 15 5336482 5336496 CGACTTTCCTGAAGGTTGGA ACCCATCATTTGCGTTCTCT 239

Ad04A1973 Aradu.A04 1973 p2 (AG)6 12 5384324 5384335 TTTGGGTGTTGCTGTGTGAT CATGCAACCTTCCACCTTCT 147

Ad04A1982 Aradu.A04 1982 c (A)10gaaaaaaggataaaaaaatagggtctctaaggggcctggggttagatccttgacaaaacagaatcactaaactctacgaccaacactcctct(A)10112 5423214 5423325 CCATTGAGCGAGGGATTCTA CACCTTCGACCCTTCAAAAG 259

Ad04A1986 Aradu.A04 1986 p2 (TA)7 14 5434653 5434666 TTGAAAAAGGAGAATCAAAGCC CACATAACGTGATTGTGCGTT 204

Ad04A1987 Aradu.A04 1987 p2 (TA)6 12 5434825 5434836 TGCGCATACAAAATTTATCTTCA CAAAAAGTATGCACAAAAATACAAAA 261

Ad04A1988 Aradu.A04 1988 p2 (AT)10 20 5435366 5435385 ATGGGAGTGCTACGAAATGG CAAACCGGACGAATTTGACT 165

Ad04A1989 Aradu.A04 1989 p3 (TAT)5 15 5437806 5437820 TGCAACTAACCTGTTTAAATGAAGA TTTTTGTTGTTATTGACAGCATACTC 152

Ad04A1990 Aradu.A04 1990 p3 (AAT)6 18 5438377 5438394 GAAAATTTCACTACTCCACGTAAAT GGAGATATCCATCCCCCATT 230

Ad04A1992 Aradu.A04 1992 p3 (TCC)5 15 5441948 5441962 AATGGCGAAGAAGAATTCCA TGAGAAGAAGCCGAAGAGGA 174

Ad04A1994 Aradu.A04 1994 p2 (CT)7 14 5444106 5444119 CGGCCCAGAGAACACATATT AAGAACCTGGGATTGAGAGTCA 184

Ad04A1995 Aradu.A04 1995 p3 (TTA)17 51 5453398 5453448 GCTCAAAACAGAGTTATAGGATTCAA CCGCGGTTGTATTTATGTCC 279

Ad04A1997 Aradu.A04 1997 p3 (GTG)5 15 5456263 5456277 CTCATGTAGCAACGGAAGCA TCCTCGCATACCTCATTTCC 142

Ad04A1998 Aradu.A04 1998 p2 (GA)6 12 5456471 5456482 GGAAATGAGGTATGCGAGGA CACACCAAACCAAACCCTTT 200

Ad04A2001 Aradu.A04 2001 p3 (GAA)5 15 5467612 5467626 GGGCAAAGAGAGATCACGAG TTCTTCGTGTTTCAGTCCCC 258
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Ad04A2004 Aradu.A04 2004 c (A)10gaatactcttatgcaatttgtaagggatgaaaaatggattgaaaatttgacccaataac(A)1483 5469200 5469282 GCAATTTGTTTAGGGGGTGA GCAAACTGCAAGCACAGAAA 214

Ad04A2008 Aradu.A04 2008 p2 (TA)7 14 5484630 5484643 ATTTTCTTTTTGTTGCCCCG TTGAACATCTAGTGAATTGTCATTG 244

Ad04A2011 Aradu.A04 2011 p2 (TA)8 16 5488684 5488699 TTTTATTACTTTATTTGCACGGTTT TGGAGAGAATGAAAAATCCCC 238

Ad04A2012 Aradu.A04 2012 p3 (ACT)5 15 5491196 5491210 TCTCACTTTCCCCCTCTTCC GATGCCAAATGTTGTTGTGC 106

Ad04A2017 Aradu.A04 2017 c (A)15gatattacataaggacgaattagtttttgatttataaaataccgtagacaatt(A)1078 5529871 5529948 GGTTCATCGGACGAAGGATA TGAATTGTTTGAAGATAAAGAAAGCA 251

Ad04A2019 Aradu.A04 2019 p2 (TC)6 12 5532679 5532690 TGAAACACTAACCCAACCCAG TTTCCATCAGAGTTCATGCG 241

Ad04A2023 Aradu.A04 2023 p2 (AT)6 12 5538904 5538915 GTTGCCGCTTTGAAAACAAT GAAGCGGAAATGGAAAAAGA 277

Ad04A2028 Aradu.A04 2028 c (T)10cttttttcttttcatctttctggtgattttttacagtattatatatgtctttttttttattttatttttttaatttttttaaggtttttaaaagggt(A)11118 5550648 5550765 TCAGTGGCATCTTGCACTTC TTGCATAATTTAAAACTCCTCATCA 255

Ad04A2029 Aradu.A04 2029 p3 (ATG)5 15 5550964 5550978 TGCTTCTTATGATGATGATGGTG TTCATTCAACCAAATAAGATTGC 260

Ad04A2030 Aradu.A04 2030 p3 (ATG)6 18 5551969 5551986 GCATTGTTTCTCAATTAGACTTGAAT CGTGGTCGTCACCATCAGTA 213

Ad04A2031 Aradu.A04 2031 p2 (AT)8 16 5552566 5552581 AACAGTTAAAACAACCTGATGCAA ATTTCTCATTGCACACAACG 156

Ad04A2035 Aradu.A04 2035 p3 (AAG)5 15 5574921 5574935 CGCCTAAACATAAGGGACCA TTCGATGGCAAAATTAAGAAA 137

Ad04A2041 Aradu.A04 2041 p4 (TAAA)6 24 5577079 5577102 ACGTTGTGTGCAATGAGGAA TCCCACGCTCTCTTTGCTAT 178

Ad04A2044 Aradu.A04 2044 c (AC)6cacac(A)12 29 5608447 5608475 CCAATCAGCTCATGCATTTC GCTGCGGGTTTAGTCCAATA 273

Ad04A2045 Aradu.A04 2045 p3 (TCA)6 18 5608892 5608909 TCTTGACACAACAGCCAAGC AGGACGAAGATGAGGAAGCA 256

Ad04A2053 Aradu.A04 2053 p2 (TC)11 22 5645911 5645932 ATTGCTTCCACCAGGTTCAC ACATTGCTTGCGTTTCTTCC 271

Ad04A2055 Aradu.A04 2055 p2 (TC)6 12 5649054 5649065 CATTGAATGGGGTAGATCGG CCTGCAAAGCAACCAAGAAT 268

Ad04A2061 Aradu.A04 2061 c (ATA)15tatttattgtctcat(ATA)678 5663323 5663400 TCCACTTTTGAAACCTTGCAT TTGACTACTTCTTGTATCTGCGTTG 259

Ad04A2065 Aradu.A04 2065 p2 (AT)9 18 5680846 5680863 GGGCTCAATTTCTCATTCCA TTGAATCACCAAAACACATACG 236

Ad04A2066 Aradu.A04 2066 p3 (AAG)5 15 5682841 5682855 TTTGAAACCTTTGGTCTCCG TACAATGATTTCCGCGTTGA 144

Ad04A2067 Aradu.A04 2067 p5 (AAAGA)6 30 5684095 5684124 GGGTATGAGGAGGAGTGGGT TATTTTGTGGAGAGGGCCAC 150

Ad04A2072 Aradu.A04 2072 p3 (TGG)7 21 5694968 5694988 ATCCGATTCGCGTTTACATC GACTCGGCTTCAAACTCAGG 202

Ad04A2074 Aradu.A04 2074 c (T)12(A)11cctaattcttcttcttttaattttttttacttcttcttcattattttcttctcctttttctttctatcaatatatttcttc(T)10114 5695688 5695801 TGTTGTTGCTTCTCGTTTTTG TCGTTTCTTCAATTCATAGACCA 278

Ad04A2081 Aradu.A04 2081 p3 (GAT)24 72 5716942 5717013 CTCCCATGTCATCGAGTCCT TAAAGAGATGGATGGGCCAC 254

Ad04A2083 Aradu.A04 2083 p2 (TA)6 12 5720772 5720783 CAAATTGCAAACTACTGGATCG GCCGTGTGATTTTAATGGGT 264

Ad04A2084 Aradu.A04 2084 p2 (AT)7 14 5723227 5723240 TGTGTAAACGTTTGAAGGTCC CCAATAAAACTGCTGCCCTC 280

Ad04A2090 Aradu.A04 2090 p3 (ATT)5 15 5736780 5736794 AATTGGTATGAGATTTCACCTTTT TCAGGAAAAATAAAAGTAGATTGAGA 280

Ad04A2093 Aradu.A04 2093 p2 (TA)8 16 5760027 5760042 AATTAATTGCAGTTGGTTGCG CGGCTGTTTTTGACTGATTTT 246

Ad04A2094 Aradu.A04 2094 p4 (AAAG)5 20 5761511 5761530 GCGTTAATATTCAAATAAGCAATGAA TGAGCCGTGCTATTTTGTTTC 224

Ad04A2095 Aradu.A04 2095 c (TAA)9aatgttaaatatgaaataataaatttacctgtaagaaataatactcttctatgaaaatttttgtaaagaagagagaag(A)10115 5761694 5761808 TCGAAATAGAAACAAAATAGCACG TATTTATTTGCACGTCCCCC 187

Ad04A2099 Aradu.A04 2099 c (GA)6aagcgaagaggtgttgggtggtggt(GA)1771 5782725 5782795 AGAATCAGTGAGTCGCACCC TTCTCCTCCTTCAACTCCCA 252

Ad04A2102 Aradu.A04 2102 p3 (TTG)17 51 5801682 5801732 GTGGGACAAGGCTTTGTTGT CAGACGATGCTGTGACGTTT 121

Ad04A2106 Aradu.A04 2106 p3 (ATT)7 21 5804704 5804724 TTCATCACGCCTAATTAGCTTTT TTTGAGGATTTTAGATATTAACAAGGA 280

Ad04A2109 Aradu.A04 2109 p3 (GAG)5 15 5811067 5811081 GGGAGCAATAAATAATGCTACTTGA GCATCCTCATCGGCATTTAG 239
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Ad04A2110 Aradu.A04 2110 p2 (TA)8 16 5811493 5811508 ATAAGCGATGCTGAGGAGGA ACGGATTCAAGAGCCAACAT 182

Ad04A2111 Aradu.A04 2111 p2 (AT)7 14 5815811 5815824 GGTGTGGTGGTCTTGGAGTT TGATAGAGATCTCCGTCCCG 187

Ad04A2117 Aradu.A04 2117 c (A)10g(A)10 21 5832038 5832058 TAAACCGACGCAGACAGTTG TTGATAAACTAAAATGTGTCAGGGA 145

Ad04A2118 Aradu.A04 2118 c (TAA)6caataataataacaattgagtttcattttttttgttggacttattccaattgaatctaattttatgctttctatcctttcttccattcagttttg(T)12125 5834358 5834482 ATGCCATCTAAATTTTAACGAAA AAGGATGGGCTGTTGGAATA 257

Ad04A2119 Aradu.A04 2119 p2 (TC)6 12 5835487 5835498 CCGTTAAATCCGACGGTAAA CTAACTTGGAGTTGCGACGA 220

Ad04A2120 Aradu.A04 2120 p3 (CCA)5 15 5840545 5840559 CGTATGCACCTTGTTGATGG TGGTGAATGCTACCATGTCCT 252

Ad04A2122 Aradu.A04 2122 p2 (TA)6 12 5846510 5846521 GCCGTTGTTCTCTCGTTCTC CGAAAGCCTTTAAGGGAATG 232

Ad04A2123 Aradu.A04 2123 p2 (CA)7 14 5849666 5849679 ACCCACTCACCTCTCTCACC GTCTTCTCTGTTCCTCCCCC 141

Ad04A2125 Aradu.A04 2125 p3 (AAT)5 15 5860219 5860233 GGGAGTTGCATAGTATTGGTTCA TCAGCCCAAATATCGAGGAC 216

Ad04A2128 Aradu.A04 2128 p3 (GAA)5 15 5877100 5877114 TTTGGTTTTCTTTTCCGTGC GCTGCACGCTACTCTAAGGG 226

Ad04A2131 Aradu.A04 2131 p3 (GAA)5 15 5887128 5887142 TTTGGTTTTCTTTTCCGTGC TGCTTAATGCTGCACGCTAC 234

Ad04A2132 Aradu.A04 2132 p2 (TC)16 32 5891121 5891152 TGATTGACGACGATCTCAGG CAGATCAATGGCAACAGAGC 276

Ad04A2133 Aradu.A04 2133 p3 (AAT)5 15 5892027 5892041 TCATCCTTTCACCACCAAAA TCCAAATCGAACCCATTGTT 146

Ad04A2135 Aradu.A04 2135 p3 (TTA)5 15 5894129 5894143 TGTGTCAGAAATGGTGCTCA GGACATGTATTAAGGACTGATAAAAA 235

Ad04A2136 Aradu.A04 2136 p2 (GA)6 12 5894953 5894964 CAAAGCCATTGTTACAGCCA TTCGTGGTTTTCCAATCCAT 268

Ad04A2137 Aradu.A04 2137 p2 (TA)9 18 5902238 5902255 TCTCCACCACAAACCTGAAA TGCCATATACCACATGCACC 173

Ad04A2140 Aradu.A04 2140 c (T)10ctttttattatc(T)1032 5915298 5915329 CCAAGTCTCCAATTAAATCATGC GATAAGGCGGTCATAGCAGG 157

Ad04A2141 Aradu.A04 2141 c (CTT)5tacccctactgatgctatgtcttcttctcctcctttttttaatatttttcattttcgttaccgccgt(CAC)597 5917378 5917474 TGAATCATTCTCCAAATCCAAA GAAAGAGGAAGAGCAGGAGGA 218

Ad04A2142 Aradu.A04 2142 c (AGG)8aacgcaaagaagaagaagacgctctgtgcgtaaacgattgtgagaagcaactccatacgtaaataagcgtg(AGA)5110 5918658 5918767 TGCTTCTTCACCAGGGAGAG TGGCGTTGCTTCTTCTTCTT 276

Ad04A2143 Aradu.A04 2143 p3 (TTA)5 15 5922204 5922218 CCACTCGTCCCCCTTATGT AAACAAGCACTAAGTTCAGAGCC 175

Ad04A2145 Aradu.A04 2145 p3 (AGA)5 15 5924670 5924684 TCAAAACTTCAACAACACATAAAAGTT CCTTGTTCTCTTCTCATTTCTTG 172

Ad04A2149 Aradu.A04 2149 p3 (TTA)6 18 5927341 5927358 GGGAGACTGAATTTGTGTAATTTTT AACAAACACTAAGTCTAGAGGCCAA 207

Ad04A2151 Aradu.A04 2151 p4 (GGAG)5 20 5931662 5931681 GGAAACGGCAACTGTGAACT CACCCAGAGACCCAAACACT 253

Ad04A2154 Aradu.A04 2154 c (TCA)5tc(T)10 27 5937334 5937360 CCTTCCTCATCTTCTGCTGC GAATGTAGGTTCATCATCTTCCAA 204

Ad04A2155 Aradu.A04 2155 p3 (AGG)9 27 5938409 5938435 GCAACAACAACAGCAGCAAT GAGTGAAATCACGCCGTTTT 171

Ad04A2156 Aradu.A04 2156 c (TC)12tt(TC)8 42 5944621 5944662 AAATCAAACAACTTTGTCACATAAGAA GGGAGAGAGAAGGAAAGAAGGA 275

Ad04A2158 Aradu.A04 2158 p2 (TC)8 16 5944897 5944912 CCCTCTCCCCCTCTTCTCT GGAGGAGGAAAAGAGATGAAAAA 130

Ad04A2160 Aradu.A04 2160 c (GA)6gggagaaagagataagggaaagggagagagaagaggg(GA)865 5945444 5945508 GAGAGAAGAAAGAAAAAGAGGAGG TCTCTATCCCCCTTCCTTCC 277

Ad04A2162 Aradu.A04 2162 p3 (AAG)5 15 5947067 5947081 TTTTGCAGCATTATGCATTTTT CCTCCTCATCTTCTGCTGCT 188

Ad04A2165 Aradu.A04 2165 c (GAT)7gaaa(AAG)5atgagaaggaggaggaggaagacaaagaagaattttaaattatgaagaattttgaattttgaattatgaagaagaggaagatgaggc(GGA)5142 5948643 5948784 CAAGAAGAAACTTAACAAGGTAAAACA TTCTCCACATACTTTTTCATCATC 228

Ad04A2166 Aradu.A04 2166 p2 (AT)9 18 5952485 5952502 TGCCAGGAATTGTTCGAGTT AGGGGACCAACTTCGTTAGG 270

Ad04A2167 Aradu.A04 2167 p2 (CT)17 34 5965526 5965559 CAAAGACGTTACCGTCGGAT AGCAGATTCCAGGAGCACAT 237

Ad04A2168 Aradu.A04 2168 p2 (AT)8 16 5966972 5966987 TCACGATTAATTTAAGAGACCATTTT AATAGCCTCCCGAAATCGTT 144

Ad04A2169 Aradu.A04 2169 p4 (AAAT)7 28 5968635 5968662 CGACACCAAAATTACAGGCA CGTTATTTTATTTTTCTCTATTCAAGC 252
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Ad04A2172 Aradu.A04 2172 c (A)10gacgaactcaaaagctaattgaataaaagaattttcaattcagaaaattcaattggcaaaagaagttacgtg(A)1092 5970643 5970734 GTCCCAAGGCCATTGTAAGA TCAATTGGCTTTCGAGTTCA 216

Ad04A2175 Aradu.A04 2175 p2 (AT)9 18 5976293 5976310 AGGTAAGCCCTGGAACAGGT AATATGCCAGATAAATATAAACGAAAA 169

Ad04A2182 Aradu.A04 2182 p2 (AT)12 24 6025745 6025768 AGAGCAGTGGAGGGTCTCAA TTTTCCTAAAAATAAACCCCCA 220

Ad04A2183 Aradu.A04 2183 p2 (TA)6 12 6041193 6041204 GAATTTGATCGAATCCAACTGA AAATAGCCTCCCGAAATCGT 277

Ad04A2184 Aradu.A04 2184 p3 (AAC)6 18 6042257 6042274 CTGGCTCTGTTGAGAGGACC TGCATGTCTCTTAAGAAAACGGT 244

Ad04A2186 Aradu.A04 2186 p3 (TTC)7 21 6057737 6057757 CAAAATTGCACTTCGGGACT GATTTTTGCCGGTTCTGATG 263

Ad04A2188 Aradu.A04 2188 c (GTG)6tggtagtgacgacaacaataacaaaggagaaagatg(A)1064 6060748 6060811 TGATGGAGGAGGAGAAGGAA GCCCCCTCTTCTTTGCTATT 193

Ad04A2189 Aradu.A04 2189 p3 (GGA)11 33 6062312 6062344 TTTGTGTGTCGTCATTTTCG CGCCACCACCTCTATCTCTT 186

Ad04A2190 Aradu.A04 2190 p4 (TTTA)6 24 6069998 6070021 GGGATTGTTCAAGTCCAAGC TGAAATGAAATCCGCATCAA 260

Ad04A2193 Aradu.A04 2193 p2 (GT)7 14 6081565 6081578 ACGTCCGAGTCAGAGAGGAA CGAATTACCGACCAACAACC 273

Ad04A2194 Aradu.A04 2194 p2 (AT)7 14 6083835 6083848 GGGCATTGCTTTCTCTTTTG GTGCCGCCTGAATAATAGGA 195

Ad04A2196 Aradu.A04 2196 p3 (AAT)6 18 6091503 6091520 TCCGAATCACTAATGTCCCA GGAGATAAGTGTGTATGTCCAACAA 227

Ad04A2197 Aradu.A04 2197 c (ATT)5ttgaaaa(AAG)537 6100762 6100798 TGATTTTGCAGCATTATGTGTTT CTCCTCCACGTCATCTGTTG 209

Ad04A2199 Aradu.A04 2199 p2 (AT)7 14 6102124 6102137 GGATAACAAACGTAACTCTGGCA TGTCTCACGAGGACAACAGG 241

Ad04A2201 Aradu.A04 2201 p3 (CTC)5 15 6111492 6111506 CATGAGGCAAAGAAGAAGGC AGGAAGTCGAACTAGGGGGA 161

Ad04A2207 Aradu.A04 2207 p3 (AAT)5 15 6139035 6139049 CAGTTTAGCAATCCTCAGTTTCG TGTGAGTATACGACATGCCTATTT 248

Ad04A2209 Aradu.A04 2209 p2 (TC)7 14 6142136 6142149 CCCTAAATTCGAACCACGAA GCAAGACAACAACGACGAGA 207

Ad04A2210 Aradu.A04 2210 p2 (TA)7 14 6146488 6146501 GGCAAGTGCTAAAGCCAAAA AACCCTCTCTGGAGTGGAACT 225

Ad04A2211 Aradu.A04 2211 p3 (ATA)11 33 6146774 6146806 AGTTCCACTCCAGAGAGGGTT GGACCTGAATTTTCACCGAA 169

Ad04A2212 Aradu.A04 2212 c* (GT)6(T)13* 24 6147540 6147563 GGAAAGCTAAGGTGTGGTGG CTCAAGATTCGGCCCATTTA 133

Ad04A2213 Aradu.A04 2213 p3 (ATT)5 15 6155550 6155564 GGCGAAAGATTAAAGTATGAATCAA TGACATTAATTATCCTAAGACACACC 134

Ad04A2215 Aradu.A04 2215 p2 (AT)6 12 6161010 6161021 TCACCAAACCCCTGGAAATA GCTTTTTGTGTATGCGTTTCA 231

Ad04A2221 Aradu.A04 2221 p2 (GA)8 16 6170835 6170850 CCAAAGGTGCAAAACCCTTA TGAGCTCTGGAAAGGAAGGA 253

Ad04A2223 Aradu.A04 2223 p3 (AAT)5 15 6178476 6178490 TGCAGAAACAACACAACTCCA AAACCAGCCAATTCAGCAAC 194

Ad04A2224 Aradu.A04 2224 c (TA)7(CA)8 30 6179173 6179202 CCTGATCCTGATCCTCAACAA CCATTCCCCAACCTTCAAAT 277

Ad04A2226 Aradu.A04 2226 p4 (TAAA)5 20 6183671 6183690 ATGAAGCCATGAAGGACCAG TGCTTTTGAGGTAGGCTAACG 237

Ad04A2228 Aradu.A04 2228 p2 (GA)16 32 6184194 6184225 GAAGCCAAGGAAGACAGTGG TGCCTAGGCCTCTTTTCGTA 242

Ad04A2229 Aradu.A04 2229 p2 (TA)6 12 6185606 6185617 GAAGAAGTGGTCCCCGATTT TCACTGAATTTGGAGAAAGCA 215

Ad04A2230 Aradu.A04 2230 p3 (CTT)58 174 6187406 6187579 GGACTTTCAAAATGATCCACC GTGCGCAAAGAAGAAAGAGG 255

Ad04A2231 Aradu.A04 2231 p3 (AAG)5 15 6188096 6188110 TGCATGCACAAGGACTCAAC TCCTCCTCTTCCTCCTCCTC 211

Ad04A2232 Aradu.A04 2232 c (AGA)5acaagaaagaaaatgcgagtagaggagaacggcaaagcctataacgcaagcag(AGA)16116 6188544 6188659 AGGTTGAAGTCAATCCAGATCC TTTTGGCTATACGTGCCTCC 274

Ad04A2235 Aradu.A04 2235 p2 (AC)7 14 6196016 6196029 GAGTCTAGCACTTATTTAGTGGAAAAT TGCTTTTGTAAGTTTCGGAGTTT 136

Ad04A2236 Aradu.A04 2236 p4 (ATAA)7 28 6200587 6200614 AATGATTTGTCGTGATCGCA AATTTCACGCCAATTGTGAA 255

Ad04A2237 Aradu.A04 2237 p3 (TAA)14 42 6207003 6207044 TTACGGTTATCGATGTGACAGA TCGTTTTAGATCTTGGTGCATTT 210
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Ad04A2240 Aradu.A04 2240 p3 (CTT)5 15 6211145 6211159 GTTGCGATCGATTACAGGGT AAAGCAAAGTTGAAGCCCAA 278

Ad04A2241 Aradu.A04 2241 c (T)10aatcttacaagaaacctgcccggtatttaagacatatttttctgatatatagaattttgatttcttat(ACA)696 6211379 6211474 GTTGCTGAGCGACTAGAGGG TCATCGCTCCTCTTCCTCTC 207

Ad04A2243 Aradu.A04 2243 p3 (ACA)5 15 6218661 6218675 AAGCAAATCTCATGATCACCC AGCAATGGAGGAATGACGAG 192

Ad04A2244 Aradu.A04 2244 p3 (ATG)6 18 6219158 6219175 TGTGCTTCTGGTGATTCTGG ATATGTGCCAACGAACCCAC 164

Ad04A2245 Aradu.A04 2245 p3 (AAT)5 15 6219748 6219762 TATAGCCAGGGTGGATTGCT CCTTGTTCCCTCAGGCATAA 235

Ad04A2246 Aradu.A04 2246 p3 (AAT)6 18 6220241 6220258 TGGCTGTGATTCTGCATAGC TCAGCACCTTCCTCCTTGTC 157

Ad04A2247 Aradu.A04 2247 p4 (AAAT)6 24 6229459 6229482 AATGCAGCAATGTGGGTTTT GCGCTGAGATCAGTTTTTCC 268

Ad04A2252 Aradu.A04 2252 p2 (TA)6 12 6239689 6239700 CCAAACTACAATACACACTTGATGA TGTTTGTTGATAACATGATATGGC 265

Ad04A2261 Aradu.A04 2261 c (A)13ttaaatagtctc(T)1035 6254482 6254516 TTGCTCTGCTGAGCTGATTC GGGTATACGTAGCGCGATTG 270

Ad04A2263 Aradu.A04 2263 p2 (AG)8 16 6258014 6258029 ACCATTGTGGTTAAGCTCGG ACGTGTCCTCATTCCAAACC 265

Ad04A2264 Aradu.A04 2264 p2 (AG)16 32 6264093 6264124 GGCAGGACACTCACTGAAGA CGCTGACAAATATACCCATCAA 262

Ad04A2267 Aradu.A04 2267 p2 (AT)6 12 6284793 6284804 TTGAATGGCCAATTCTCCTC GTGTTTGGGACCTTGAATGG 265

Ad04A2269 Aradu.A04 2269 p4 (TTCT)6 24 6293730 6293753 ACCCCTGAGGAGAAGGTGAT GGATCACAGGGCAACAAACT 247

Ad04A2275 Aradu.A04 2275 p2 (TA)10 20 6311167 6311186 TCTAGGGAGCACCTGAGCAT GTACGCGTGCGTTTTCCTAT 256

Ad04A2276 Aradu.A04 2276 p3 (ACT)6 18 6323403 6323420 TCACAATGTTGGCACACAAA AACAAGTGGAGCAAAGTGGG 222

Ad04A2278 Aradu.A04 2278 p3 (AAG)6 18 6325298 6325315 CCTACTGCTATGGCTCTGCC CCATCATTGAGGATGACGTG 115

Ad04A2280 Aradu.A04 2280 p2 (CA)6 12 6328745 6328756 CCCTTTTGGTTCCTAGCATT ACTTATTGTGCCCATGCCTC 165

Ad04A2284 Aradu.A04 2284 c (AAT)8tattattattactattattattatgtagaagtaaaaccttgtcttatgacttttgttctaattttttttacttctc(A)10110 6339271 6339380 CCAACATACTTGGATTGTGGA GAAGCCTCTACCCAAAATGG 280

Ad04A2287 Aradu.A04 2287 p4 (TTTA)5 20 6342244 6342263 GGCAACTGAAGCTCTGAAGG TCTCAGCTGGAATTGGAGAAA 127

Ad04A2288 Aradu.A04 2288 p5 (TATTA)6 30 6349755 6349784 TTGAAAGATTCATAACACTTAAATTCC GAATATGTATGAAAAATTGAAGCAAA 275

Ad04A2291 Aradu.A04 2291 c (T)10aaaaaggatgacttattttttttggatttttaaaaataaatattcctccaaataagatttttgaactttaatttttagaatataa(T)10105 6357312 6357416 GCTCCATCTGTTTTCATCCG CAACCTAAAGTTTGTCGGGG 209

Ad04A2292 Aradu.A04 2292 p2 (CT)6 12 6364829 6364840 TGCGCAGACTTTGCTTCTAA TGGAGAGAGATGATGGGGAA 253

Ad04A2295 Aradu.A04 2295 p2 (CT)6 12 6378084 6378095 CCACCATTCTTATGCCGAGT GCGTCATATTTACAATTACCGTCA 167

Ad04A2296 Aradu.A04 2296 p2 (CT)6 12 6379038 6379049 CCACCATTCTTATGCCGAGT GCGTCATATTTATAATTACCGTGA 167

Ad04A2298 Aradu.A04 2298 p3 (TAA)6 18 6382155 6382172 CTCGCAGGAGAAAAGAGTGG ACAACCACAACCACAACCCT 104

Ad04A2300 Aradu.A04 2300 c (A)10ttaattaaattttaaattttcaaaaaaaattcgaaa(T)1056 6392769 6392824 ATTTTACGTGAACCCCCTCC CAAAAAGGATTAAACGCACCA 254

Ad04A2303 Aradu.A04 2303 p3 (TTA)15 45 6402099 6402143 TCTTAGAGTACGGATGCACTAACAA TCGGAGATTGTCCAACACAA 224

Ad04A2306 Aradu.A04 2306 p3 (AGG)5 15 6406291 6406305 GCAGAACCACAGAAATGGGT TTCCTTGCACAAGCTTCACA 268

Ad04A2308 Aradu.A04 2308 p2 (CA)8 16 6408041 6408056 AGGCCCAAATTATGGTGACA CCCCACATCACATGCTCATA 207

Ad04A2314 Aradu.A04 2314 p2 (GA)13 26 6415704 6415729 TCTGCACCTGTGTGAGTTCC AGCTTCACCCCATTTTCCTT 180

Ad04A2315 Aradu.A04 2315 c (T)11ataatttaaaaatttgtaatcaattttcaactatctaacaactcctttaaatcatgacctgcccatggccttgtgtattagaggctacttt(A)12114 6416211 6416324 TCCCTATTCATATTTTTAAGTTTGTTT CAGCTCTCAAATATCAACTTCACG 252

Ad04A2316 Aradu.A04 2316 p3 (AAT)9 27 6416884 6416910 GTGACTCTGTTGGGGATGCT CTGAAAACAAGGCACATCCA 200

Ad04A2320 Aradu.A04 2320 p3 (ATG)5 15 6428710 6428724 TTGAGGAGTACGTGGAGCCT AAGATGCTGATCCAGTCGCT 237

Ad04A2321 Aradu.A04 2321 c (TA)8(T)10 26 6429059 6429084 TGGTTCGAAGTTATTTACGTGTG TACAAGCAAGCAGCAAATCG 232
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Ad04A2326 Aradu.A04 2326 p4 (AATT)5 20 6432587 6432606 GTTTTGGCCATTAGCCACTC ACAAACCTCTTCGGACCCTT 130

Ad04A2328 Aradu.A04 2328 p2 (AG)6 12 6434372 6434383 TTTGTCCCTAATCCAACAACTACA CCTCTTCGTCATCATCATCATC 121

Ad04A2330 Aradu.A04 2330 p2 (AT)6 12 6436083 6436094 GGAGCAGCATAAAAACAACACA CACACCGTTCACACACCTCT 217

Ad04A2332 Aradu.A04 2332 p3 (CCG)5 15 6441461 6441475 TCACTTCCCAGTAACCACCC CAAGCCGATCTTCTTCAACC 227

Ad04A2337 Aradu.A04 2337 p3 (ATA)6 18 6457182 6457199 TACGCTCCATTCAATCCCTC TCGCCAAATTCAATCAAACA 204

Ad04A2344 Aradu.A04 2344 p3 (TTC)5 15 6495076 6495090 ACAGAAGGAGATCGAAGGCA CCAAACACGTGCGTTACTGA 245

Ad04A2347 Aradu.A04 2347 p2 (AG)11 22 6508308 6508329 TGATGCAAAGCAACAAAAGC CACCTTGTTGGGTTGGTTCT 245

Ad04A2348 Aradu.A04 2348 p4 (AAGA)7 28 6508655 6508682 GAAGGAAGGAATCTGAGGGG CCATTTTCACAAACACACGC 154

Ad04A2349 Aradu.A04 2349 c (AAG)5cagaagaaggacgttggaggtaacaggaagaagcag(GA)1071 6508862 6508932 TCACAATCACGGAGGAAAAA TGGAGGCCGGATAATAAACA 271

Ad04A2351 Aradu.A04 2351 p3 (CTT)5 15 6510765 6510779 ACACCCAAAATTCGTTGAAG TATCGTGTTTCCCCTCGTTC 199

Ad04A2352 Aradu.A04 2352 c (A)10tgaaaaagcaatcttattcagtcttcttgcatcaaatcacgtagtttcttctaacagtagtaataaca(T)1391 6514085 6514175 CAGAAATAGCAGTTTATTTAAGGAGGA TTGAGTTTGAATTTTGCCCA 262

Ad04A2359 Aradu.A04 2359 p2 (TA)7 14 6520159 6520172 TGGTTGTGCTTGCTATCCTCT TGATGATGGTGGTACAGGGA 274

Ad04A2364 Aradu.A04 2364 p3 (GCT)6 18 6534625 6534642 TTGCTGCTGCTGAAAAACTG CACCTTCAACACCACCTCCT 239

Ad04A2370 Aradu.A04 2370 p3 (AGA)5 15 6540779 6540793 CTGGCCCCTTAGACTTTTCC TTTGCGCACATAGGTTCTTC 109

Ad04A2371 Aradu.A04 2371 p2 (AT)10 20 6541657 6541676 GCGTATGTTAGTTTACGCTCG TCCAAATTCCGTGTGGTAGA 227

Ad04A2373 Aradu.A04 2373 p3 (AAT)11 33 6552097 6552129 AAAAGGTGATGGGATTGACG GAGGCACAATTGTAGGACATGA 228

Ad04A2374 Aradu.A04 2374 p3 (TTC)5 15 6552738 6552752 CTGTCGTTTACCCCATGGAC ATCAGGGTGGCTGAGATGAT 245

Ad04A2375 Aradu.A04 2375 p3 (TTA)6 18 6552916 6552933 TCAGCCACCCTGATTATGTAAG TCCCAAACCATTTCCAAAAA 280

Ad04A2378 Aradu.A04 2378 p2 (TC)22 44 6563350 6563393 TCGTTGTCATTGAAGGCTTG CGACATGATCGAACTCGAAA 230

Ad04A2380 Aradu.A04 2380 p3 (AAT)14 42 6574962 6575003 TGCACCAAAATTTATCTGTTCAA TTGTCGTTATTGTTGCCACC 232

Ad04A2381 Aradu.A04 2381 p2 (GA)8 16 6576295 6576310 TGCAGCCGTTTTTATGAATG AGCAGTTTGCAAAGGAGCAT 226

Ad04A2384 Aradu.A04 2384 p4 (TTTA)5 20 6597917 6597936 TATCCTTGGGGCCACAGTAA CCCTAGAGGCTAGATGCATGG 131

Ad04A2385 Aradu.A04 2385 p4 (TTAA)5 20 6598960 6598979 ATTGCAACTCTGGCCTTGTC TTTGTTTTGGCACACCCATA 212

Ad04A2386 Aradu.A04 2386 p2 (TC)8 16 6599805 6599820 TTTGGCACTTTGTGATGGAA GAATGAAAGAGGGGTGTGGA 211

Ad04A2388 Aradu.A04 2388 p3 (ATT)14 42 6601252 6601293 CTTCAATTTTCGCTGCCATT GTCTACCAGAGTCAAGGCCG 264

Ad04A2389 Aradu.A04 2389 p2 (TA)9 18 6602222 6602239 TGTGTTGGAGAATTTTAAAGCAA TTGTGGTGGTGATGTCCATT 258

Ad04A2391 Aradu.A04 2391 c (AT)6accctcttcttg(T)10cttgtaatgagaaatttacaatagacttatactttatttacatgggctt(ATA)598 6607750 6607847 CCAACCCGGTTTAGAATTTGT GAAATGTCTGAGTAGTGCTTGGA 269

Ad04A2392 Aradu.A04 2392 p3 (ATT)7 21 6608545 6608565 AAGGAAGAGGAGGAGGAAAAA AGTGGTGGTGATTGGGGATA 255

Ad04A2395 Aradu.A04 2395 p3 (AAT)5 15 6613183 6613197 ACCTGGGCCTTAGTATTGGG CATGTGGATGATGACACTAGCA 258

Ad04A2401 Aradu.A04 2401 p2 (GA)6 12 6629552 6629563 CTTTTGCGACGGAGCTTATG AGGTTGAAGGTTGAGGCAGA 263

Ad04A2405 Aradu.A04 2405 p2 (TC)12 24 6644017 6644040 CGAGAGTGAAGGTCACAGCA CGCCAGAGAGAAAGAAATGG 266

Ad04A2406 Aradu.A04 2406 p3 (TCT)12 36 6646009 6646044 AAAAGCTGTGGCCAAAGAGA ACTGGAAACGACTCCAATGC 265

Ad04A2411 Aradu.A04 2411 p3 (ATA)7 21 6660902 6660922 CCTCACACAAAATTCACAACAGA AGGGGCATGCATGTAAGAGA 280

Ad04A2413 Aradu.A04 2413 p3 (TCC)5 15 6663550 6663564 GTGATTGGAGCGGATACACA TACTTTGGGCACTTTGTCCC 164
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Ad04A2417 Aradu.A04 2417 c (GAT)5agtgaaa(AAG)537 6692906 6692942 CCATTTTGTGTTTCTTCTTCTTCTT TTTTCGGTGTATGTGTGCTG 211

Ad04A2418 Aradu.A04 2418 p3 (CTC)9 27 6695412 6695438 ACTTGAGGTTTGCCGACTTG AATCACAATGGGCTGAGAGG 206

Ad04A2423 Aradu.A04 2423 p3 (ATC)7 21 6704390 6704410 TGAAGCTTGCAGTGGAAAAA GCTAAAGAGGATGGGGAAGG 262

Ad04A2424 Aradu.A04 2424 p2 (TG)6 12 6706716 6706727 ACGCTGCGTCTTTGAGAAGT CCCCATCCTTTCATTCATTG 277

Ad04A2426 Aradu.A04 2426 p4 (ATTA)6 24 6720312 6720335 CCTGTAGCAGACCGCAATTA ACGCGCAGTGTCAATAACAA 279

Ad04A2429 Aradu.A04 2429 c (A)12caaggtgattgatgtttgaataattgtttggaagatatttctgtg(T)1067 6721767 6721833 CCAGCAAACAACAAACCCTT TTCCATTCTATACCATCCATGTG 175

Ad04A2430 Aradu.A04 2430 p2 (AG)8 16 6726107 6726122 ATGTTGACTTGAGATCCGCC CACGCTTTTCGTTCCTCTTC 182

Ad04A2435 Aradu.A04 2435 p3 (CTT)7 21 6735243 6735263 AGCACGTGACTTGAGGGAGT TTGGAAGAAGAAAGGCGAAA 245

Ad04A2436 Aradu.A04 2436 c (T)10aaatattctctgagttctttattgggctaaaacttggatccagtaataacttggcccatatttagattggactattgtacc(A)11ggttttgaaaaatgcataccaaaaacagatgcttaac(A)10149 6736743 6736891 CATGCATGATGAAATGAATACC GTTGTGCTAAGGGGTGAAGC 271

Ad04A2444 Aradu.A04 2444 p2 (TA)9 18 6742002 6742019 TCGGCTATTCTAATAATTTTAACCGT TCCCCTTTGTGAAATAGGAAAA 280

Ad04A2450 Aradu.A04 2450 c (TC)9cccctcttcagctgctaaagcaacgtagctgagtgagtgtctctgatcccactttgaattttgttactctcttca(TTC)5108 6745598 6745705 GCCTAATAGTCCAACACAGCC AGAGAGACCCAGATGCGAAA 275

Ad04A2451 Aradu.A04 2451 p4 (TGCA)5 20 6747938 6747957 TTTGGAACTGTCATGCTTGC AAGCCAGCTTCCAAAAATTG 255

Ad04A2452 Aradu.A04 2452 c (A)12ttaaaattaagagtttattattattgttatttgggcaacaactgtgacaataataatcacatgaatttgattttaggt(A)13103 6750588 6750690 TGAACAAGGCAAAATTAAATCA CCCTTTACACCTCAGCAACC 255

Ad04A2453 Aradu.A04 2453 p2 (AT)6 12 6750851 6750862 CAACTTTTGTTCATCACCTCTGA GAGAGATTCAAACCCACAATCTC 252

Ad04A2454 Aradu.A04 2454 p3 (TTC)5 15 6754894 6754908 GCTTCCATGCTTGTCTCACTC GTGCTAAATCCACCATGGGA 238

Ad04A2455 Aradu.A04 2455 c (TGA)5atttagatgttgacttgtgatattgtagctttgctattatagaaataattcagaatttcaaacaccaactttgacttttgag(T)10107 6755116 6755222 TGAAGGTTTCAGAGAAAAGGGA AGAAATGAAATTGAGGGACAAA 262

Ad04A2456 Aradu.A04 2456 p3 (TAA)19 57 6757659 6757715 ATTTCACGTCGGTTGACACA TTTCAAACATTTGGGGAAGC 246

Ad04A2457 Aradu.A04 2457 p5 (ATCGG)5 25 6758960 6758984 TGGACAATTGGACATGTTGG AAAGTCATCCGATCCAAACG 255

Ad04A2460 Aradu.A04 2460 p2 (TA)6 12 6766137 6766148 AATTTTTGCGATCAAGCGAT TCCCTTTTACATACATGTCATCA 216

Ad04A2461 Aradu.A04 2461 p2 (AT)9 18 6766433 6766450 AAATACCAAGTTGTGCTGAAAGA TGGGTTGCAAAGTGTGAAAA 152

Ad04A2466 Aradu.A04 2466 p2 (GA)6 12 6786342 6786353 CTTTATGAGGTCCAAGCCCA GCTTTGGGCAAAAATGAGAA 154

Ad04A2467 Aradu.A04 2467 p2 (GA)7 14 6791259 6791272 GGGGAGATTTGTTGGGTTTT AACGGAAAAACTGCCATTTG 213

Ad04A2474 Aradu.A04 2474 p2 (AG)8 16 6806797 6806812 TGGAAGGACTTGTTCCCAAC ATCCTTTTCGTGAGCGATTG 276

Ad04A2478 Aradu.A04 2478 p3 (ATT)16 48 6849050 6849097 TGAGAAATAGCCAATGCAGC TCTGGCCTCCACCTATTGAC 255

Ad04A2479 Aradu.A04 2479 p3 (TTG)5 15 6851737 6851751 TTTTCCAAAAGCTGACCTCG CCATGGATGCATCTCCATATT 250

Ad04A2485 Aradu.A04 2485 c (TCT)5tttctttcgtttcttgcattctctttctccttcttcaaccgttgctgcac(CTT)580 6878609 6878688 TTTGCCTTCTCTTTCTTGCC GAGGAAGAAGAACGTGCAGC 182

Ad04A2486 Aradu.A04 2486 p3 (CAG)7 21 6879668 6879688 TTGGTTTTAAAAATTGTACAAGACATT TTTGAAAATTGAGTTGTTGATGG 186

Ad04A2492 Aradu.A04 2492 p3 (TTC)5 15 6895995 6896009 CCAAAGCAAACAAGCACAGA CCCCTCCACATGAATTGAAC 256

Ad04A2496 Aradu.A04 2496 p2 (AT)8 16 6903984 6903999 TATATGCAGCAACCCAATGA ACGTGTTGAACAAATGGCAA 244

Ad04A2500 Aradu.A04 2500 p2 (TA)6 12 6914876 6914887 TGTGAATTCATGCACTCAAAAT TCATGGAGTCGAGTCATAAAAA 276

Ad04A2505 Aradu.A04 2505 p2 (AT)7 14 6926758 6926771 TTTGCAAAATCTAAAACCGC CGCTCATGCTCTTATCACCA 190

Ad04A2508 Aradu.A04 2508 p3 (AAG)5 15 6943675 6943689 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCTTCC 229

Ad04A2509 Aradu.A04 2509 c (AAG)5gagaaagagaaggtaagaaacaaaaaa(AAG)557 6943838 6943894 CGTGCAGCAAGAAGAAGAAG CCAAAAACGTGATGCAAGGT 279

Ad04A2510 Aradu.A04 2510 c (T)10cttttatcgataccaccaagtgttaataactgtatacatgtaacgccactatcgtagtaactgactcgaactaccattagactttag(A)10107 6944201 6944307 GAGCATCCCTCGAAAGTACG TCCTCATTCACGACAAAACAA 268
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Ad04A2512 Aradu.A04 2512 p4 (TTTA)5 20 6946805 6946824 CGAAAAAGTTCTTTATTTGGGC CGCTCTCAGAATATCGCTCA 224

Ad04A2514 Aradu.A04 2514 p2 (AT)7 14 6949318 6949331 AGACAACAACAGGTGAATTTGC TGGGAAACACTCTTCGAAACA 161

Ad04A2518 Aradu.A04 2518 p2 (AG)8 16 6958823 6958838 ACTTTTGTGGTGGCTTCCTG GCCTAACTCTACCCTTCCCG 218

Ad04A2525 Aradu.A04 2525 c (ATT)5aattgcataataatattgtattattttttgtattttttagacaaaaataatgataaatttattcattagattcttatgtatgtatt(TA)9tgtcattc(AAT)6145 6975221 6975365 CCGTTAGACATAATAGCCCTCC GCAGTCCTTCGTTATGAAATACAA 277

Ad04A2526 Aradu.A04 2526 p2 (TC)8 16 6975882 6975897 AATGGCACGAAATTAGCACC TCTTCTAATGTGCCGAAGCA 202

Ad04A2529 Aradu.A04 2529 p2 (AT)6 12 6987125 6987136 CACCGTCAAACACAACTCCA AACAGTTCTCATCGACTTCACG 258

Ad04A2532 Aradu.A04 2532 p2 (AG)7 14 7000480 7000493 TCCCCCTCACATAACACACA CGGCCTCTCTCTCTCCTTTT 180

Ad04A2533 Aradu.A04 2533 p2 (TG)6 12 7008098 7008109 GGGTCGTCTCCCAAGGACTA CTAGCTCATCCCAAGCCAAG 247

Ad04A2534 Aradu.A04 2534 p2 (AT)9 18 7009667 7009684 GCTGCATGCATGATGAATTT AGCATGGATCCAAGTGACAA 278

Ad04A2535 Aradu.A04 2535 p3 (ATA)13 39 7011469 7011507 TTGTTGTTTTGGTGTTTGACG GGCATCAATACAGAGGCGTT 183

Ad04A2536 Aradu.A04 2536 p2 (AT)8 16 7012314 7012329 TCCCACACATCCAACACAAC CTCGAAACTTCCAATGCACA 272

Ad04A2537 Aradu.A04 2537 p3 (TAT)5 15 7019086 7019100 TTTCTTTTCGTTTTTCCCCA TTGGTAATTTTAAGAAAAAGGCAG 186

Ad04A2546 Aradu.A04 2546 p2 (AG)6 12 7040872 7040883 TTCACTAAACCACCAACGGA AATGAAAATACTAAACAATGTGAACAA 271

Ad04A2553 Aradu.A04 2553 p2 (GT)7 14 7057815 7057828 ATAGAAATGACGCTCTCGGC TAACAGGTTGAACCGAACCC 220

Ad04A2556 Aradu.A04 2556 c (T)10cagatgaaagtgaatgaatggacataaagcataggacatagatgcagctattactatagaataac(T)1085 7065294 7065378 TCAACCATCAATGGGACAAC GAGGGATGAACAAAAATTCACA 202

Ad04A2557 Aradu.A04 2557 p3 (TTA)22 66 7065980 7066045 ACCAAAATGATGGTGGCATT TGATCATGAGTAATTTGACTCCG 262

Ad04A2558 Aradu.A04 2558 p2 (TA)6 12 7066565 7066576 AGCATTCTCTTTGCTTTGGC GGGGAAATGACCGTTTTGTT 274

Ad04A2559 Aradu.A04 2559 c (T)10catttttttcctcattttccttcattctttggctttgttggtaccaaaatgatttgaaccatgtgtcttatccacataag(A)11101 7066815 7066915 GGTCATTTCCCCCACTTCTT AACCACATAAAATAAGCTTCCCA 234

Ad04A2563 Aradu.A04 2563 c (T)10gtttctaa(T)11 29 7085769 7085797 TGTGAACGGCCAACTTGTAT CCGGTTCTTCCTTTTCCATT 254

Ad04A2565 Aradu.A04 2565 c (CT)6aaaaagcttcaatctttacccttttcactcaaatgggtacctagctctaccctcccttcatttggatctactcctcaa(TC)16ttcgttctttcaggttttcaccatt(GAA)5162 7093726 7093887 CGTCAGTTTCAGAAGGTACGG TCTTCTTGTCCAACAAGCCC 280

Ad04A2570 Aradu.A04 2570 c (A)11gaaatagaatccaatccataggaccaaaggaaatgccattggaggggtatgagtgtgtgtgtcactgcatagca(AG)8101 7103385 7103485 TGTGTGATATTTCCATTGCCA TCTACGCAATCCAAACGACA 251

Ad04A2571 Aradu.A04 2571 p3 (CTT)9 27 7103603 7103629 CCATTGGAGGGGTATGAGTG GGAAATGCAGAAGCAGAAGC 270

Ad04A2573 Aradu.A04 2573 p3 (TTC)5 15 7109708 7109722 TTGATGGAAAGATCCCCTTG CTTGCCGGACAAGAAAGAAG 160

Ad04A2574 Aradu.A04 2574 c (T)10aaaaccttaaaatttgtcgtctcctcattctttctgtttttacaagtagttaa(T)1174 7114510 7114583 GGCAGAGACAACAGCTGAATC TGTGCCTCCTATGAACCTTTC 278

Ad04A2577 Aradu.A04 2577 p2 (TC)7 14 7120265 7120278 CGGATGAAGAGAATGTTTGGA CTCAATGAGAACCCAATCAAA 257

Ad04A2578 Aradu.A04 2578 p2 (AT)9 18 7125015 7125032 TTTCCATCCATTCGAAATCA TCTGCCAATCTACCATCATCA 280

Ad04A2579 Aradu.A04 2579 c (AT)7(GT)8 30 7125545 7125574 AGTGTGAGGGAGTGAGGCAG TCCTTTTCTATGGCCACCTC 272

Ad04A2580 Aradu.A04 2580 p3 (ATT)5 15 7129215 7129229 CATTGTTGCAAATTTTTAAAGACTAAA TTTAACGTAACTGATGGAAGAATTT 245

Ad04A2583 Aradu.A04 2583 p3 (TAT)14 42 7141475 7141516 TGTGCGGATGTGAAAACATT TTCGATGTTGACCAAACCAA 154

Ad04A2584 Aradu.A04 2584 p2 (GT)6 12 7151540 7151551 AGGTGCATGCCACTTAGCTT CTTGTGCAACTTGAAGGCAA 222

Ad04A2590 Aradu.A04 2590 p2 (AT)6 12 7178708 7178719 TCCGCATAATTGAACATTCTCT CGCGGATCCTATTCACAGAT 258

Ad04A2592 Aradu.A04 2592 p3 (ATT)7 21 7183569 7183589 TCTCTATACACCGTAACTGTTCCA AAGGGTGAAGTTTAAGCTGACAT 270

Ad04A2593 Aradu.A04 2593 p3 (ATT)11 33 7185420 7185452 CATTTTGGCCTTCTAGGCAG TTGGACATCAACCCTTCTCA 254

Ad04A2596 Aradu.A04 2596 p3 (TTA)5 15 7187976 7187990 ACCTAACAAGGCTCATTGCC TCACAGGTTGAGGAGTGCAG 146
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Ad04A2597 Aradu.A04 2597 p3 (GAA)5 15 7197471 7197485 ACAACAATGAAAAGCCCCAA GTGCCTCTCTTCTCATTGGC 159

Ad04A2599 Aradu.A04 2599 p2 (CT)7 14 7202302 7202315 AACATTTTGTTGCTGGGAAAA TCAAAATATGAAATTATTCCGGTG 247

Ad04A2606 Aradu.A04 2606 p2 (CT)9 18 7216968 7216985 CAAACACGTGGTGTGCTTCT CCGCAAAGTTACAAGCCTTT 252

Ad04A2615 Aradu.A04 2615 p3 (ATG)11 33 7239243 7239275 AACCCATTTTGTTGCTGACA CACCTTTCCCATTTCACCTC 254

Ad04A2619 Aradu.A04 2619 p4 (AAAT)5 20 7250954 7250973 CGAAATTATAATAACCAAATTCCTAGC AATTCTCTCTTTTCTCTATCTTTCCA 249

Ad04A2620 Aradu.A04 2620 p3 (TCT)5 15 7273673 7273687 CCTTCGACCATTCAAGCTCT ATCAACTGCCGCTATCTGCT 209

Ad04A2621 Aradu.A04 2621 p3 (TAT)7 21 7275518 7275538 TCGTGCGTTCTAGCTAACCA TCAATATGATTTCATTTTCACATGC 279

Ad04A2622 Aradu.A04 2622 p2 (TA)6 12 7276930 7276941 CTGGCACTTTCACAAACAGC GGCCTCAACTGCAACATACA 186

Ad04A2623 Aradu.A04 2623 p3 (ATT)5 15 7277432 7277446 TGAAAATGAATTGATAGTTGAGAGTT AAGCCCGTGTTTGGTAATGA 270

Ad04A2628 Aradu.A04 2628 p4 (TAAT)5 20 7285740 7285759 GGATTCAGTGTTGGATGCCT AGGCTTATGGCATTGTTTGG 279

Ad04A2631 Aradu.A04 2631 p3 (ATT)6 18 7291607 7291624 CAGCCTTCTTTCACCATTGA CCCTCTTTTCTCGCTTTCCT 206

Ad04A2632 Aradu.A04 2632 p2 (GA)7 14 7292026 7292039 CAAGGAAGACCAGGATCGAG ACGACCAGAACTCCGACAAC 267

Ad04A2633 Aradu.A04 2633 c (A)10taatttaaggatatatttatattt(A)1145 7294812 7294856 AAATCAATGGATTGGTTGTGC AGGGCACATTTGATCGCTAA 233

Ad04A2636 Aradu.A04 2636 c (GT)6(AT)11 34 7312650 7312683 TAAAAGCGCAATGCTCAAGA TTGGGCTCCTGAAGTGAAGT 224

Ad04A2641 Aradu.A04 2641 p4 (AATA)6 24 7329610 7329633 TTGCAAAACTACAATTTACATCTCTTT GCTTGTTTGGACGCAATTTT 200

Ad04A2642 Aradu.A04 2642 p3 (TAA)5 15 7333862 7333876 TGGACCAAAACTTTAACCGC GCAGTGAAAAGCTTGCAGAA 260

Ad04A2643 Aradu.A04 2643 p2 (AT)6 12 7333989 7334000 CATTGAAATCGACAAACACAAA AGCTGGAATGCTGGATTGAT 270

Ad04A2646 Aradu.A04 2646 p3 (CTC)5 15 7345099 7345113 CAGCTGTCTCGCACTGTCTC GTCGCCGGTTTAGAATGAAA 238

Ad04A2648 Aradu.A04 2648 p4 (AATA)5 20 7355334 7355353 AGCCCAGAGAGAGAAAAGCA CTTCTGAAAATGGGTTCCGA 261

Ad04A2649 Aradu.A04 2649 p2 (TG)20 40 7356245 7356284 CGATGTTTGGAGAATGCTGA ACTCCTCTCCCCCACCTAGA 257

Ad04A2650 Aradu.A04 2650 p3 (TAA)5 15 7359441 7359455 GCGTTTGTTTTTCCTCCAAA CGTGAATCGGGTAACAAAGA 259

Ad04A2651 Aradu.A04 2651 p2 (TA)10 20 7362197 7362216 TCCATAATTTTTGAAAACCACTGTT ACCGCTAACAGCACCAATTA 278

Ad04A2653 Aradu.A04 2653 c (CTAA)5ctctatcttccatttcactttgcccttttcttttcctcgt(TTA)575 7368953 7369027 AGCATGTCCATCAACACCAA CAAAACGAGCACAAACCCTT 208

Ad04A2655 Aradu.A04 2655 p2 (TC)20 40 7372927 7372966 ACGAAGAACTCAGCTCCGTC GCAAATGGAATTCATGCAAA 187

Ad04A2658 Aradu.A04 2658 c (T)10ctaattattgtctc(T)1034 7381434 7381467 CACCTAAACCTCCTCTTCTTCG CAAATCACCCCGATTCAACT 279

Ad04A2659 Aradu.A04 2659 p4 (TATG)16 64 7385844 7385907 TGGATGGTTGAAATGCATGA CCTCCTCGGGTCCCATAC 279

Ad04A2664 Aradu.A04 2664 p3 (CAT)5 15 7415470 7415484 AACAGAGGTTTTGGTGGCAG GATGCGTCTCAGGGATGATT 247

Ad04A2667 Aradu.A04 2667 p4 (AAAT)5 20 7467441 7467460 TGGTGGAGCAGACTATTCCC ATCGAAGCCCCCTACTTTGT 199

Ad04A2671 Aradu.A04 2671 p3 (TAA)7 21 7478271 7478291 GGAAAGGATATCTGGGCTCG TGGGACATTTTGCTTCTTCA 236

Ad04A2679 Aradu.A04 2679 p2 (GA)6 12 7487598 7487609 CACGTTCACCCTTCCTCACT CCCCTCCTCTCTTCACCTCT 171

Ad04A2681 Aradu.A04 2681 p3 (TTG)8 24 7495490 7495513 TGGCGTCATTTGATTCATGT TAAGCAGGCTCGCAATACAA 101

Ad04A2683 Aradu.A04 2683 p3 (CTT)5 15 7501288 7501302 GGTGTGGAAGTGTTCTCAAGG GCAAAAATTCAAGCCACCAT 254

Ad04A2684 Aradu.A04 2684 p2 (TA)6 12 7504003 7504014 CTCATCAGCGACTGATCCAT TCGTACTAAAAGCTCAGGCGT 264

Ad04A2695 Aradu.A04 2695 p2 (AT)6 12 7527057 7527068 TTGTTCAAGTTGGCTGCTTC AAATAATGCCGCCTGAATTG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A2697 Aradu.A04 2697 p3 (TTA)22 66 7529662 7529727 GTGCTCATCTAGCAGCCTCC TGAAAATGCATAGGCACAAAA 215

Ad04A2699 Aradu.A04 2699 p2 (AT)6 12 7534382 7534393 GACCAATTGGAAAAGTTGCG AAACTTTTGGTTGCATTTGCTT 181

Ad04A2701 Aradu.A04 2701 c (TAT)6taaatagatatggtaattatatcatagatgtaaatatcaataataggtaggattcaaattaaatagatgtttcactatagtttaaactcaaatg(TA)6124 7535850 7535973 GTTTGGTGTCAATTGCATCTT TGAAAGAAAAATTGAAAAAGATTTG 229

Ad04A2705 Aradu.A04 2705 c (AAT)7(ATT)14 63 7554850 7554912 TCCTATTTTACTGCCTCACAAAA TGCAGCAACAACAATACCAA 271

Ad04A2706 Aradu.A04 2706 p4 (TCAT)5 20 7556575 7556594 ACGCCCACACATAAACACAA GGTGGTGGTTTGAAGGAGAA 170

Ad04A2707 Aradu.A04 2707 p3 (AAC)6 18 7557147 7557164 TGGTTCCAAGCAACAATCAA CTTGGTTGATGAAGGGTGGT 234

Ad04A2713 Aradu.A04 2713 p5 (TTAAA)5 25 7559605 7559629 GTGGAGGCTAGCGAGTATGC ACAATGATGCCGATTTGACA 133

Ad04A2717 Aradu.A04 2717 p3 (AAT)17 51 7566525 7566575 AATGGCAACATCTGAGGACC GGTACCCTTTGTGCTAGGGC 179

Ad04A2723 Aradu.A04 2723 p2 (AT)7 14 7592046 7592059 ATCGCAGGGTTAGAATTTAGAA GGAGCTACTCAGATAAAGACGCC 274

Ad04A2725 Aradu.A04 2725 p2 (AT)6 12 7601444 7601455 TTGTCGTTTACAGCTGTGCC TGATTTGGACTCGCAAAATG 142

Ad04A2726 Aradu.A04 2726 p3 (ATT)5 15 7604111 7604125 AGTTCAGCAAAGGAAGACGC GGGTTGGGATGCAATCTATG 277

Ad04A2728 Aradu.A04 2728 p2 (AG)7 14 7625702 7625715 AAAATTGGTCAAATAGCAAATAATCA TCATCCTCAACCCTTCATCC 269

Ad04A2729 Aradu.A04 2729 p3 (ATT)15 45 7626187 7626231 TGATATCGTTGGAACTTTTTGTTT CCTTTAATAATACTGCCAGTTTGG 261

Ad04A2733 Aradu.A04 2733 p3 (ATT)5 15 7632175 7632189 TTCAGCAAATGAAGAAGCCA ACCAAACCCAACCCTTTTTC 215

Ad04A2734 Aradu.A04 2734 p2 (AT)7 14 7633517 7633530 TGTCTGCCAACATGGGATTA AATAGAAGGGGCATTCCGAG 173

Ad04A2736 Aradu.A04 2736 p3 (ATA)9 27 7645245 7645271 TTGGGTCCCCATTAGACTACC AGATGAAAAATCACGTCCGC 246

Ad04A2737 Aradu.A04 2737 p3 (AAT)10 30 7647600 7647629 CAAATGTCAATCCAAACACACA AAAGAAAGTGTTTTTCTTATTCACCAG 266

Ad04A2740 Aradu.A04 2740 p3 (TTA)5 15 7648733 7648747 TGAAAGTTGAGTTGTATGAAAGAACA TCAACCTTGGTGTCATCCCT 166

Ad04A2741 Aradu.A04 2741 p2 (TC)6 12 7658762 7658773 GGGGCCGGAATTGTACTTAT ACACACTTCCAAGAGACGCA 270

Ad04A2742 Aradu.A04 2742 p4 (AGGA)6 24 7665698 7665721 AAAACTTTGAAACTAAATATGAGGGA ACAAGGTGGCAGAAAAGGTG 250

Ad04A2746 Aradu.A04 2746 p3 (ATT)5 15 7695370 7695384 TATTGGCAACAAAAATGCCA TTGCTAGGTTTTGGAATCGG 220

Ad04A2747 Aradu.A04 2747 c (CTT)10cctc(CT)1156 7700409 7700464 TTGAGTAGCCTTGAGGTGGG AGGAACGCCGTAACACAATC 164

Ad04A2752 Aradu.A04 2752 p3 (GAA)5 15 7711159 7711173 TGAGGTGCAGAAATCAGGTG CTCTGTTCTGGCTTCACACG 263

Ad04A2755 Aradu.A04 2755 c* (TATT)8(TTA)6* 45 7724082 7724126 ATGCCAACATTCAAACAGGA TGTGGGTGGTGCTCAGTTTA 242

Ad04A2757 Aradu.A04 2757 p2 (AT)6 12 7727993 7728004 CGTCGCACATGAGTTTTCAC TGGAAACTGAACCATAGGCA 274

Ad04A2758 Aradu.A04 2758 p3 (ATT)6 18 7728698 7728715 GTGATTGTGCGCATTTGTTT CTCGAACCCGCAACTTCTTA 181

Ad04A2765 Aradu.A04 2765 p2 (CT)11 22 7737052 7737073 AAGCTCACTGTGGCTCACCT AGGAAGCGTTGACAGCCTAA 179

Ad04A2772 Aradu.A04 2772 p3 (CAA)5 15 7748590 7748604 AATTTCTGTGTCCCCGTGAG TGGAGTTGATGACTCAAGTCTCTG 187

Ad04A2776 Aradu.A04 2776 p2 (TA)7 14 7754732 7754745 GAACCGTAAAGGCGGATGTA AGTAGAGGGCGATGACTGGA 233

Ad04A2777 Aradu.A04 2777 p3 (ATT)5 15 7763175 7763189 AATTGTTTACCCCAATGGCA ACCTGAAAGGACGCTGAAGA 206

Ad04A2779 Aradu.A04 2779 p2 (AT)8 16 7788472 7788487 TCAAGCGTTTATGCCACAAG AAATCGTGTGAAACCACCAA 264

Ad04A2780 Aradu.A04 2780 p2 (AT)8 16 7802945 7802960 CCGTAAACACACCAACATGC TCCGATCAATTTGACTGAAAAA 262

Ad04A2783 Aradu.A04 2783 p4 (TATC)7 28 7807845 7807872 GGGGGAATTTGGAGTGGTAA TTCATGTCATTTTCAATCCCTT 278

Ad04A2785 Aradu.A04 2785 p3 (GAG)5 15 7814096 7814110 TCTGGAGGGTTGGTATCTGG TACGGGATTCTTCATCCTCG 214
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Ad04A2788 Aradu.A04 2788 p3 (AAG)6 18 7823775 7823792 ACAATGAATGCGAGGAAAGG CTTAAGCCCTCACCAAGACG 242

Ad04A2791 Aradu.A04 2791 c (AAC)9(AAT)5 42 7829196 7829237 GCATAGCAGATCCAAGGGAG TTGCTCATCTCCTCAAAGGTT 231

Ad04A2793 Aradu.A04 2793 p2 (TA)7 14 7839040 7839053 TTGACAGGTCAGAGTCCGTG AACGGGATCATTCACAATCAA 206

Ad04A2794 Aradu.A04 2794 p2 (AC)8 16 7848116 7848131 TGCAGCAAAGGCAACTTAAA TCCATCTCCCTGAAGCTTGT 276

Ad04A2796 Aradu.A04 2796 c (T)10ggtcttaa(T)1331 7854459 7854489 GCGAGTTTCGAATTTTCTCG ACCAGGAAGCTGCAAAGAAA 188

Ad04A2797 Aradu.A04 2797 p2 (AC)79 158 7860995 7861152 CACCCCAATTACCCTAAGCC TCCTTCATTGGGCTCCTAGA 278

Ad04A2798 Aradu.A04 2798 p3 (TGT)23 69 7871687 7871755 CAGGTAGCAGCACCAGATCA CGGTTCTGGATTTTCTGCAT 253

Ad04A2804 Aradu.A04 2804 p3 (TTA)5 15 7898769 7898783 TTTGATATACGTGAATTGGATAACA GCTTTCCCTCCAAAACAAAT 272

Ad04A2808 Aradu.A04 2808 c (TA)6acatgctggtttttttagggggtgtttgactttcttttatacctaagtatttgaatctaatttgctccactctttaatattttgggtatggaataagtg(A)12123 7908137 7908259 GCAATATTTGGATTTGCCGA TTTCATTAGCAACCCCCAAC 261

Ad04A2812 Aradu.A04 2812 c (AT)11cgctaacggtaaataaaaatttaggatttctattttaaagaataaattcaaacaagcatatttcta(T)1199 7914953 7915051 GGATGCATGTCCCTAAATCAG TTTGGGGTAGAACTTAGGAACG 221

Ad04A2815 Aradu.A04 2815 p3 (TAT)14 42 7917155 7917196 AACGCGTGGTGCTTTTTACT TCACGATAAGCGCACAAAGT 274

Ad04A2818 Aradu.A04 2818 p2 (TA)6 12 7925615 7925626 GGAACTAAAACTTTCAATTGGATAACA AGGACCAGGAGGAGAACGAT 267

Ad04A2819 Aradu.A04 2819 p3 (CAC)5 15 7927920 7927934 CGGTACATTCCACACAAACG TTCGTGGTTATCAGGGAAGC 153

Ad04A2820 Aradu.A04 2820 p2 (TA)7 14 7941114 7941127 CATTTTGGCGGGAAAATAGA AATTTTTGTTAACCACTGTTTTGAT 279

Ad04A2822 Aradu.A04 2822 p3 (TTA)15 45 7943754 7943798 CATGCACGACTAACGAAAACA GGTAGGTGTTCCAAAGTAACGC 278

Ad04A2838 Aradu.A04 2838 p2 (TA)6 12 7993385 7993396 CATCCCAAAACAGAGTCGAAA TTGAATTGTTCTCCGTCTTAACAA 272

Ad04A2839 Aradu.A04 2839 p3 (ATT)12 36 7995732 7995767 TCGCTTTCTTGCTTCCTAGC CGTGTTGTACCTCAAAAATAACTTTC 197

Ad04A2845 Aradu.A04 2845 p2 (TA)7 14 8001284 8001297 AAGCAACCACATAGCGAGTTT TAGTCTTGCCGCCTGAATTT 257

Ad04A2846 Aradu.A04 2846 p2 (GT)7 14 8002128 8002141 ATCAGAGGTGGTGAGACGCT GTCGGTTTTAGCTTTGCAGG 275

Ad04A2848 Aradu.A04 2848 p3 (TGT)5 15 8008406 8008420 TACCAAGGTGGCCAATAAGC ATCAAACGAAACGTGACCAA 277

Ad04A2851 Aradu.A04 2851 p3 (TTA)5 15 8039401 8039415 TTGTCACTGTCATAATCGTTGTTG GGATGAAGACGATGACGATG 163

Ad04A2861 Aradu.A04 2861 p3 (TTA)7 21 8057293 8057313 CATGATGCATGTATCTCAAAATCA TTTTTGTTTATTAGTTTGATCTCCTTT 104

Ad04A2868 Aradu.A04 2868 p3 (AAT)10 30 8065901 8065930 ATCTGGTTGACCCACTGAGG TGTTCGACTTAATTTTGGCAAT 269

Ad04A2869 Aradu.A04 2869 p2 (GA)6 12 8085909 8085920 CAAGGATGCACTAACACATTGAA CCTCCCAGTGTTTTCCACC 280

Ad04A2872 Aradu.A04 2872 p3 (TTA)5 15 8092652 8092666 TCCGATCGAATTACACAATCT GACGTACTAATGAATCGGTTATTTT 216

Ad04A2874 Aradu.A04 2874 p3 (TAA)7 21 8095803 8095823 AAAGAACGGCAATCCTGACT TGGGTCTAGTTCATAATAAAACAATG 280

Ad04A2877 Aradu.A04 2877 p3 (TTC)18 54 8110483 8110536 TGACTCAGAGGTGGAAGCAA CTCTCCCTCCCCTCCATATC 240

Ad04A2878 Aradu.A04 2878 p3 (AAG)5 15 8110656 8110670 TTAGAATGTTGCTCGCCCTC CCATCTCTTCTCCACCCAAA 123

Ad04A2880 Aradu.A04 2880 p3 (ACG)5 15 8130806 8130820 ATCGGAACGAGCTCAGAAGA CTCACAAAGAACGCCTCCTC 201

Ad04A2882 Aradu.A04 2882 p2 (AG)6 12 8132937 8132948 CCATACACACGTAAACCCCC AGCAGCCTTCTCCTTCCTCT 188

Ad04A2888 Aradu.A04 2888 p3 (TAT)6 18 8167122 8167139 TGGTAATGTACTGGCAACTTCAA AGCATGTAACCTCAGACCGA 277

Ad04A2892 Aradu.A04 2892 p3 (TTC)5 15 8174136 8174150 AAATGAGGCTTCTTGAGCGA GGCAGAGAAGAAGCTAGCGA 259

Ad04A2899 Aradu.A04 2899 p3 (TCT)5 15 8187956 8187970 TCGTTTTCTTTTCAAATTCAAGC GGTGTTGTTGGTGACGATGA 126

Ad04A2902 Aradu.A04 2902 p2 (AT)10 20 8190668 8190687 TGATCGGGCACTTTAACTCC ACAGCCAACCCAACAAGTTC 273
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Ad04A2903 Aradu.A04 2903 p2 (TA)6 12 8191582 8191593 TGAGCATTTGGGTATCCTCC AGCTCTAGACTCGACCTGCG 239

Ad04A2904 Aradu.A04 2904 p3 (CAT)12 36 8192168 8192203 TCCGTTGCTGAGTTCAAACA CGATGATAACGACAACGATGA 252

Ad04A2906 Aradu.A04 2906 p2 (GA)7 14 8212366 8212379 TCCTCTTGCGTCAAAACCTT TGATCTTTTCGTCAAAGCCA 194

Ad04A2914 Aradu.A04 2914 p3 (ACC)5 15 8233083 8233097 AACGGAGAATAGGGAGGGAA CGCCTCTTGTTTCTCATCGT 114

Ad04A2916 Aradu.A04 2916 p2 (CT)10 20 8235355 8235374 CGTGAAGTTGACTGCACCTAA TCAACTAAAGTCTTCAGCAAGCC 253

Ad04A2918 Aradu.A04 2918 p2 (AT)10 20 8249831 8249850 TCGGCCAAATATAAATCTTCC GCCAATTAATTTGGTTTTGTCTC 211

Ad04A2920 Aradu.A04 2920 c (CCT)5cttct(TCC)535 8262107 8262141 TTAAACGGTCGACAACGTAGA GCAAAATATTGGTATTGTTGATGA 227

Ad04A2922 Aradu.A04 2922 p3 (TAT)9 27 8264139 8264165 TTTAAAAGCATAATCCTCCATGA TTGCCTTCTTTGTTTACTATTTTCT 280

Ad04A2923 Aradu.A04 2923 p2 (GA)6 12 8311072 8311083 ATTAGAGCAGGAACCTGGGG CGGCCTACCTCCTTCTCTCT 227

Ad04A2924 Aradu.A04 2924 c (A)10cgaaaacatgctacgaaaactaaatgaaaatgggaagagtagaagtatgcgaatgtgataagcaaaagaaaatggaagaggagagaaaaaaactc(T)12117 8320074 8320190 AAAGCGCCAAGATAAAGCAA GTATGCGTCCTTCGACCAAT 254

Ad04A2925 Aradu.A04 2925 p3 (TTG)5 15 8338977 8338991 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 208

Ad04A2926 Aradu.A04 2926 p2 (CA)6 12 8342649 8342660 TTCACCACCAAACCTTTTCC CTTGTCTCCTTGGACCTTGG 181

Ad04A2927 Aradu.A04 2927 c (A)10ctgtgtcaacaaagtatacattttttaactttatttttcatttaatgtaattaaaaact(A)1180 8350362 8350441 AATATTATCTTCGCACAATTTCAA ATCAAGCCATTAGCCAGCAA 256

Ad04A2936 Aradu.A04 2936 p2 (CA)9 18 8365382 8365399 CTCAGCCTGCGAAGTCAAGT TCGTTAGGCGTCTGGACTCT 171

Ad04A2940 Aradu.A04 2940 p2 (CA)6 12 8395700 8395711 TTTCTATATGGGCACAGTGCAT CTCCAAACACGAACAAACCA 173

Ad04A2943 Aradu.A04 2943 c (T)10ctctatgtgactgttatatacgacttgttataataaagcaccgtcaac(A)1270 8412535 8412604 GCCTGTACCTAATAATAATGTCCCA TTTAGCGCCTCCGTTGTAGT 273

Ad04A2949 Aradu.A04 2949 p2 (TA)6 12 8440822 8440833 TTTGTATTTTATTTTGGGACAAACA AGCCAGACCCACACTCAAAG 117

Ad04A2950 Aradu.A04 2950 c (A)10cataaaagcttcctaatacgg(A)1041 8441151 8441191 TCTCTTGCTGGATTCCAAAG TTTTCGATAATTGGGAATGAAA 197

Ad04A2951 Aradu.A04 2951 p2 (TA)7 14 8442167 8442180 TCAAATTTCAATCAGAGACTTATTCC CAGCTGAATGAGACTTGGCA 155

Ad04A2952 Aradu.A04 2952 p3 (GAA)5 15 8454440 8454454 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 191

Ad04A2953 Aradu.A04 2953 c (A)12cgaagaagaa(GAAGAG)5gaagaagaagacgaagaag(AGA)895 8454575 8454669 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 216

Ad04A2954 Aradu.A04 2954 p3 (TAT)14 42 8455543 8455584 AGAATGCCCTAATGGAGCAA CGTTGGAGTTTAATTTGCCAT 172

Ad04A2956 Aradu.A04 2956 p4 (TAAT)5 20 8460880 8460899 AGTGTCCAAATGAGCCCAAA TGGCTGGTACATGCACATAAA 222

Ad04A2957 Aradu.A04 2957 p3 (ACA)5 15 8461366 8461380 TCCATGACACTGCAACAACA GTTGACGCTTTGCTTCCTTC 192

Ad04A2959 Aradu.A04 2959 c (AG)9aa(AG)17 54 8472751 8472804 ACTCTTCACCATCGCGTCTT TCGTCGTTCTTCTCCTTCGT 169

Ad04A2961 Aradu.A04 2961 c* (A)10(AT)8* 25 8477572 8477596 CCCCTTAACGAACGATACTCA AAGGGACCCGTTAAATCCAC 269

Ad04A2962 Aradu.A04 2962 p3 (ATA)13 39 8480569 8480607 TCTTACTTTTTGTTTCCTTAATGGTTT TTTTGTAAGACCCCAAATTTTC 280

Ad04A2970 Aradu.A04 2970 p2 (AT)6 12 8486937 8486948 AGCTCTTCTTAAAAATATTGGCAT TTTCCATAACCTTATAATTTTTGCC 270

Ad04A2972 Aradu.A04 2972 c (CT)6gtctaaacctc(CT)635 8493732 8493766 ACATTTTGGGCCTTGATGAG ACTTCGAGTGCATGAGGGTC 270

Ad04A2973 Aradu.A04 2973 p4 (TAAA)5 20 8516901 8516920 TTCCTGACCACTTTCTCTCTCC CCCAGAGTCTTCCTGGACTG 191

Ad04A2975 Aradu.A04 2975 p2 (TA)6 12 8537182 8537193 GCCCACCACGTGCTATATTT TTTGCTTACATAGCAGCCCTC 222

Ad04A2978 Aradu.A04 2978 p3 (TTA)11 33 8539016 8539048 TTGGAGCACTTCCATTTTCC GAGGACAAAATGGGAGCAAA 259

Ad04A2984 Aradu.A04 2984 c (TC)11ttggaacg(CATT)550 8543577 8543626 GGCCGCTGTATGAAAGAAAG AGAAAGGGTCGTGAGAAGCA 200

Ad04A2990 Aradu.A04 2990 p5 (GAGAA)5 25 8567348 8567372 TGACATGACTGTGCTTGCAT TCCTTCTGGCATATTCCGTC 256
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Ad04A2992 Aradu.A04 2992 p3 (TGC)7 21 8587646 8587666 CTTTGGGCGAAATCTGAGTC CTGCATTTTCTTGGGGATTG 280

Ad04A2994 Aradu.A04 2994 p3 (AGA)5 15 8594974 8594988 GTGCTGTGATGAGGGATGTG TAACCAGAAGCGGGCTAAGA 258

Ad04A2996 Aradu.A04 2996 c (TG)8(AG)23 62 8603232 8603293 GGAACAATCAAAAGAAACAGCA CTCACGCCTTTCACCTTCTC 258

Ad04A3006 Aradu.A04 3006 p2 (CT)6 12 8652783 8652794 CTCAGGATCTATGGACCCCA GGTGAGGTAGGTGGGGTTTT 171

Ad04A3008 Aradu.A04 3008 p2 (CT)8 16 8690899 8690914 GGACTGAGCAGAGAGTTGGG CCTCCATCTTGCCTTACCAA 264

Ad04A3011 Aradu.A04 3011 p2 (AT)6 12 8695974 8695985 CCTTAGAGCACGGCAAACAT TAGATCTAATGGCCCCAACG 139

Ad04A3013 Aradu.A04 3013 p3 (CTC)6 18 8706925 8706942 AGAGGGTCCAGGAGGCTAAA GCTGAGAGGGAGCTGAAGAA 135

Ad04A3014 Aradu.A04 3014 p4 (TACA)12 48 8715175 8715222 GGTACACGCTCCTTGTAGCA TCCAATACATTTATCGTGATTTTG 166

Ad04A3017 Aradu.A04 3017 p2 (CT)24 48 8764321 8764368 CGACCATCAAATGGGCTTA CAACCGCAAATTTGAAATCC 203

Ad04A3021 Aradu.A04 3021 c (AAC)5(AAT)24 87 8778405 8778491 CAACACGGCAGAGCATCTTA GGATGCAACAGAGAGCTTCA 152

Ad04A3024 Aradu.A04 3024 p4 (AATA)5 20 8790285 8790304 ATCGGATCGGATTGCAGATA TCCGCATAATTAAACCTTCTCTTT 279

Ad04A3029 Aradu.A04 3029 p2 (CA)38 76 8797185 8797260 CTTGTCAGCACTAGCTAGCATTT TGCTAATTATCGTGAAATGATTTTCT 262

Ad04A3032 Aradu.A04 3032 c (CA)9(TA)6 30 8799111 8799140 GAATGCGGGGTATTGGAGTA TGCTAGCTAGTGCTGACAAGTTTT 239

Ad04A3035 Aradu.A04 3035 p2 (GA)7 14 8803110 8803123 GGATATTATCATTTTTGCTAAGGGA GACTAAAATACCGATAAAATTCCGA 184

Ad04A3039 Aradu.A04 3039 c (TTTA)9ttgggttcacttgtcagccaatgcaacaaggaacatatataattgagacttgagagtctaattttc(T)13115 8807900 8808014 TCCAAAGAACAAAACCACCA GTTTGGAAGAAAGTGGCAGC 275

Ad04A3040 Aradu.A04 3040 c (A)10tcctcgagttgtataaaatgaaattttaaaattagccaaaaaaagtt(A)1168 8813285 8813352 CGGTGTAATTGTGGCTCAAA TCACCCACAAAAATATCAGTCAA 250

Ad04A3048 Aradu.A04 3048 p3 (ATT)14 42 8821132 8821173 AAATAACATCTTTTATGGTCAAGATTT TGACATGCATGATTCTTGAAAAC 270

Ad04A3049 Aradu.A04 3049 p3 (TAT)5 15 8823334 8823348 GATGCTCATAGGTCCCGTGT ATGCAGGAATCGAAGCAGAT 160

Ad04A3051 Aradu.A04 3051 p2 (TG)13 26 8850064 8850089 GCTGCTCCTGCGTAACTTTC GTGCTAGGTGGGAGACAACC 267

Ad04A3055 Aradu.A04 3055 p3 (AAT)5 15 8877635 8877649 TGGACAACCAAATTTTTCCAT TCGTCAGATTGCCAACCTCT 203

Ad04A3057 Aradu.A04 3057 c (A)10ttcagaaaaaaatattataatgacgatgaggattctatttgcg(A)1164 8881141 8881204 TCACTTGTTGGATCATCGCT TGGAGGAAACAAAATATAGTGCAA 276

Ad04A3058 Aradu.A04 3058 p2 (TC)7 14 8883274 8883287 GCAATGCATTACCGTCGAAT TGCTATGTTGGCAGTCTTCG 264

Ad04A3061 Aradu.A04 3061 p2 (AT)6 12 8889640 8889651 GGTGGAGATTCTTTGAACGAT TGTGGGGTAACAGCAAGTGA 110

Ad04A3063 Aradu.A04 3063 p3 (ATA)15 45 8890933 8890977 TTCTTTACACAAACCAACCTGAAA CACAACACTGACCACCGAAC 182

Ad04A3064 Aradu.A04 3064 p2 (AT)6 12 8900460 8900471 CATGAGGTGACATTTTGCAACT CGTATTTATCTGAGTGGCTCCC 151

Ad04A3065 Aradu.A04 3065 c (TAT)18cctaaattctaacatttctcttctctctgtgct(TA)699 8900717 8900815 TGAATTACACTTTGAACCAATCTAAA TCGGTAAACTAAATCTTCAACCAA 279

Ad04A3066 Aradu.A04 3066 p3 (TTA)6 18 8901295 8901312 GCTTGATTTCTCAAATTTGGTTG TGCCGACTTGGATACTGGAT 278

Ad04A3067 Aradu.A04 3067 c (ATT)8ttagttgtcccccatatttcccaaatactcaaatgaattaa(ATT)580 8906195 8906274 CCCATCCCCTTACATGATTG GGGCCATCACAACTCTGTTT 255

Ad04A3069 Aradu.A04 3069 p2 (AT)11 22 8908344 8908365 CCCCATCATAGCCTTGGTAA CAAGATTTCATGAACCCATGTCT 179

Ad04A3070 Aradu.A04 3070 p3 (TAA)5 15 8908474 8908488 AACATTGTAATTGGCCTAAGCA TTTTTCAAACTGGTCCTTTGTC 251

Ad04A3072 Aradu.A04 3072 p2 (GA)15 30 8913639 8913668 GCTTTTGTTTGGAGTGGGAA GCGTACTAGCGTTCCTTTGA 213

Ad04A3076 Aradu.A04 3076 p3 (AAG)6 18 8919090 8919107 GCCAAATGTTGGTGTTGTTG CATGTTCACAGCAGTCGCTT 189

Ad04A3077 Aradu.A04 3077 p3 (TCT)9 27 8920170 8920196 CCGTGCTGCTTCTTCTTCTT TGTTGGTGATGACGATAACGA 252

Ad04A3079 Aradu.A04 3079 p2 (CT)7 14 8922624 8922637 AACAACCAATGGGAAGCAAA TGCAACTGTGGTTAAGCCTG 256
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Ad04A3081 Aradu.A04 3081 c (TAA)5tgcttctcc(T)1034 8924167 8924200 TCCACCTAGTGCATCGAGTC TTTCCATTTTCTTTAGCATCCAA 190

Ad04A3082 Aradu.A04 3082 c (CT)7atttcttagacaattaatat(TA)952 8926060 8926111 GGTTTCCATCATCCATGTCC TTGATTGACGTGTATAAAATGCTT 251

Ad04A3088 Aradu.A04 3088 p3 (ATA)16 48 8941607 8941654 CCTCTTTAATTTCGGTATGCG GAAGTAGTGGAAACGTCAATGAA 212

Ad04A3090 Aradu.A04 3090 p3 (TAA)14 42 8942783 8942824 TGCCATTATGCATGTTCATTG CGGCTAGATCGATTTTCTTGA 200

Ad04A3091 Aradu.A04 3091 p3 (ATT)5 15 8952474 8952488 ACGATTTCCATTCGTTTAATGT ACAAGAAATGGGGAATCAGTT 224

Ad04A3092 Aradu.A04 3092 p3 (TAT)8 24 8952628 8952651 AACGATTTCCATTCGTTTAATG TTTAATTTCTATATGTGGCCGTACA 275

Ad04A3093 Aradu.A04 3093 p3 (ATA)16 48 8952791 8952838 AACTGATTCCCCATTTCTTGT CATTAATTTATTTATCCTGAACGAGG 259

Ad04A3094 Aradu.A04 3094 p2 (AT)6 12 8954251 8954262 GGACTACCCTGAATGGGGAT GGAAAGGAACACCGCAAATA 279

Ad04A3095 Aradu.A04 3095 p2 (AT)7 14 8960357 8960370 TGACCTGCTATTAGTTTCGATAGTC CCCCGATCTAAATCCGAAAA 279

Ad04A3099 Aradu.A04 3099 p2 (TA)6 12 8978028 8978039 AATTGTGTATTGAATGCGTAAGAA TCTAATCAGAGTTTTACGGTACACA 142

Ad04A3104 Aradu.A04 3104 p5 (TTTCT)5 25 9001703 9001727 GCATCCTTCTCGTCATTGCT GAAAGGCGAGAGAAAAATGTG 168

Ad04A3105 Aradu.A04 3105 c (AT)9ag(AC)10 40 9005756 9005795 GGAGCCTTTGAAGAAAAGGG ATGATTATGAGCTCGCACCC 217

Ad04A3106 Aradu.A04 3106 c (TA)11(CA)10 42 9013288 9013329 GGAGCCTTTGAAGAAAAGGG ATTTCTGTCCCTTTGGGGTT 254

Ad04A3111 Aradu.A04 3111 p3 (AAT)11 33 9028386 9028418 CTTCCGTTTTCCCTCCAAA TGATATACGTGAATCGAGTAACAAAG 280

Ad04A3115 Aradu.A04 3115 c* (GAA)10(GAGGAA)9(GAA)6*99 9046399 9046497 TTTCTCCTCATCTTCTGCTGC AAGCGCTACACTCAGAACGG 204

Ad04A3116 Aradu.A04 3116 p3 (TAA)15 45 9046922 9046966 CCATTATGCAAGTTCATTGTCA GGGCCAGGGTATGAACAGTA 268

Ad04A3117 Aradu.A04 3117 p3 (GAG)5 15 9054338 9054352 CGGGTATGGGGATAGATGTG GCAGTGCCAGGGTAACTAGC 237

Ad04A3122 Aradu.A04 3122 p2 (TA)11 22 9074906 9074927 TCCAAGAGTCAAATTGAAAAGAAA TGGACACCTAAAAGGTTAAACTAAA 221

Ad04A3123 Aradu.A04 3123 p2 (CT)8 16 9075476 9075491 CTTAAACATCTTCAGCCGCA ACGGAAGCTGCAGAGAAGTC 200

Ad04A3126 Aradu.A04 3126 p3 (ATT)5 15 9080996 9081010 TCTCTCTTTTTCGCCTTTGC TGCGCGAACTGAGAGAGTAA 200

Ad04A3128 Aradu.A04 3128 p4 (TTTA)6 24 9082146 9082169 GGAAGGTGGATAATTGCCCT TCCGAAAGTGTTTTATGACAGA 252

Ad04A3129 Aradu.A04 3129 p6 (TAAAAA)6 36 9083628 9083663 GATGGCTGCAATCCAAGAAT CCACTGAAATGTTTGCTTTCC 250

Ad04A3132 Aradu.A04 3132 p4 (AATA)5 20 9088042 9088061 TATAACGGCGCTAATCCGAG TCCGTTCACCGGTAATTCTC 232

Ad04A3138 Aradu.A04 3138 p3 (TAT)11 33 9108714 9108746 TGAATAATTGGATATTCGTTCTTG AAAAATCGCATCAAAATTCAA 227

Ad04A3142 Aradu.A04 3142 p2 (CT)7 14 9117464 9117477 GGTCGTCATTTGGCAAACTT AAAATTCGGTGAAATTATAGAGACAGA 280

Ad04A3144 Aradu.A04 3144 p2 (TA)12 24 9118157 9118180 TTCAAATTCCCACCTCCATC GCACTTGGCTACAGCAATGA 196

Ad04A3148 Aradu.A04 3148 p2 (TA)6 12 9132004 9132015 CAAATGCAATTCTCTCTCTTTTTG CACTATGGAGTGCTATTCAACCTG 198

Ad04A3152 Aradu.A04 3152 p2 (AT)8 16 9148009 9148024 CGGGATATGATGATAGGGGA TGCAAGTAATTTCAAATGGGTG 155

Ad04A3157 Aradu.A04 3157 c (ATT)5ttgaaaaaaagtgagtaggcatgctaaattgctaataattatgtattatttttatat(A)1183 9155896 9155978 GAAAAATTGGTTAGAGCTTGGA GTAAACCCGGCATTTACGTG 176

Ad04A3160 Aradu.A04 3160 p2 (GA)13 26 9167321 9167346 GGCAATTGAGTTCAAAATTTAAGG CCCCCTTGAATTGACATGAG 128

Ad04A3169 Aradu.A04 3169 p2 (CT)6 12 9176748 9176759 CCCTTATACCTAAATTTTTACCCAAA GTGCTGAGAGGGTGAGGAAG 110

Ad04A3173 Aradu.A04 3173 p2 (TC)13 26 9183577 9183602 ACCTATGGGCCTATTGGGTC TTTGTTTTGGATGGGAGAGG 198

Ad04A3179 Aradu.A04 3179 p3 (CTT)6 18 9195928 9195945 GCATCCAGTAGCAGAGGGAG CAGGTGCTTCCTTCGATTTC 154

Ad04A3182 Aradu.A04 3182 p2 (AT)6 12 9198136 9198147 AAGGAAAAGATGTGCGCCTA CCCTTAGGCAATACCAATTCA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A3184 Aradu.A04 3184 p4 (ATCA)5 20 9202228 9202247 ATGCATGGAGTGTGTGTGCT CACATGAAGGAACCCACCAT 277

Ad04A3190 Aradu.A04 3190 p3 (AGA)5 15 9211738 9211752 AAGGTTAACGATCCTCGGCT CACGACCCAATTGAATGAGA 185

Ad04A3193 Aradu.A04 3193 p3 (GAA)5 15 9220290 9220304 GCTGAAGATGAGGACCAAGG TTCTCCTGGCTTTCCTTGAA 182

Ad04A3196 Aradu.A04 3196 c (TTA)7ttgttatcatgagtaacgtcgtcgtcgtt(GTC)5acttgcattgttgttattattcttattatgtcgttattattaa(ATT)6126 9236234 9236359 TCGAGTTTGGACAACTGACG AATCCAAAGGCTCCTCCAAT 273

Ad04A3198 Aradu.A04 3198 p2 (TA)7 14 9243024 9243037 TTTGAATGTGATATTGGGTTCG TCACTACCATTGCCCAACAA 166

Ad04A3200 Aradu.A04 3200 p2 (TA)6 12 9248526 9248537 TTTATTTTTCTATGTCATGAGCCA CGTTTAAATGAAAGATCGTTAGGC 166

Ad04A3203 Aradu.A04 3203 p2 (AG)13 26 9254789 9254814 AGAAATCAGCCGTAAAGGCA GGGTGCAGTTGTAACCTTCC 211

Ad04A3205 Aradu.A04 3205 p2 (AC)6 12 9261524 9261535 GAAAAAGGACCCACAGGTCA CCATTGCCCATACACAAACA 155

Ad04A3207 Aradu.A04 3207 p2 (AT)6 12 9262563 9262574 TTAATGTGCGAATAACATTTTTGT TCATGTGGGAGCAATGTGAT 137

Ad04A3210 Aradu.A04 3210 p4 (CATA)5 20 9268051 9268070 TTTATGCCCGTCACTTGTCA CATTCACCATTGAGTTCAGCA 242

Ad04A3211 Aradu.A04 3211 p3 (AAC)5 15 9268799 9268813 GATGGGATGAGGAAGACGAA ACCTCGATCCACAATAACGG 146

Ad04A3216 Aradu.A04 3216 c (T)10ac(T)10 22 9279163 9279184 GCTAACACATGCGAGCTTGA TTTTTGGGTTGAGGCATTGT 208

Ad04A3219 Aradu.A04 3219 p3 (CTC)6 18 9286709 9286726 TTTATCCAGGCGCAACTAGG ATCACAATGGGCTGAGAAGG 255

Ad04A3224 Aradu.A04 3224 p3 (ATG)6 18 9299997 9300014 CGGACTAACTTTCTCAGCCG TACGGTGTGGTCGAATCAAA 145

Ad04A3227 Aradu.A04 3227 p4 (TACA)5 20 9308074 9308093 ACAAGGTAGCCACTCGAGGA AAACCAATTTCCACAACCCA 211

Ad04A3228 Aradu.A04 3228 p3 (TTG)8 24 9334680 9334703 TCATCCATGAGGTGGTCAAA ACGTCATCATGCCACATAGC 230

Ad04A3230 Aradu.A04 3230 c (ACT)6gctgcaaaatattgcagttatctcataatggagaatgagggaacatgaaaaggacagagatattgagaagctttgaatctaattc(A)10113 9338751 9338863 GGGTGCTGCAAATTGAAAAT TAGTATGCTTCTCGCACCCC 275

Ad04A3233 Aradu.A04 3233 c (ATG)13atctactactacaacaacaataattataataataataac(AAT)696 9357251 9357346 GGGTCCGACTGAATGGAGTA CGCTTATCCCTAATTGTGTGG 254

Ad04A3240 Aradu.A04 3240 p3 (AAG)5 15 9382931 9382945 CCTCCTCATCTTCTGCTGCT CGAACCAGTTCTTCCTCTTCC 191

Ad04A3241 Aradu.A04 3241 p3 (ATA)6 18 9383818 9383835 TGTTTCACGTTTGGTCATTTG TTCAAAATGATTAAGCCCCA 226

Ad04A3243 Aradu.A04 3243 p2 (AT)7 14 9387728 9387741 TTTTCAAGACAACGGCTTCA AGGAGGGAGGGGATTGTAGA 280

Ad04A3249 Aradu.A04 3249 p3 (CAC)5 15 9408647 9408661 TCTCCACTGCCACCAACATA GTTTGGGGTTCTTGGTGTTG 205

Ad04A3250 Aradu.A04 3250 p3 (CAC)5 15 9408777 9408791 TCTCCACTGCCACCAACATA GTTTGGGGTTCTTGGTGTTG 205

Ad04A3252 Aradu.A04 3252 p2 (TA)10 20 9413642 9413661 GGATGAAAAATTGTCTTTACTGC AGGATTTGTTGCTGGCCAAT 267

Ad04A3253 Aradu.A04 3253 p3 (AGG)5 15 9422599 9422613 ACAAGGGGTTGAGAGGGAGT CCGAGTTGTTTATGCCGACT 199

Ad04A3261 Aradu.A04 3261 p3 (TCT)5 15 9437348 9437362 TCATTTCTCTCCCTCACGCT AACAGCATCGTTTTGGTTCC 222

Ad04A3262 Aradu.A04 3262 p2 (AC)10 20 9441610 9441629 TTGATGTTAGTTTTGTGATTCAGGA AACGAAGGGTGGCCTAATCT 240

Ad04A3263 Aradu.A04 3263 p2 (TA)9 18 9443639 9443656 TTTTTGTTAACTAAGTCCAACCAAGT TTTCCGTAGCAACTGTATAATTGAA 256

Ad04A3268 Aradu.A04 3268 p3 (CAT)8 24 9456437 9456460 GTTGAAAAGTGCGGAGGGTA AGGTGACACTTGACCCTTGG 252

Ad04A3269 Aradu.A04 3269 c (ATA)15gagaaaaattagtgtatgttacttg(AAT)19127 9466735 9466861 TGAGACTGCACCGTTACCAA CTTTGTATTGGGCCAGGGTA 272

Ad04A3276 Aradu.A04 3276 p2 (TC)6 12 9491522 9491533 AAGCTGATCCAACGGTGAAC TTTTGGGGGTGTATTCTTGC 180

Ad04A3281 Aradu.A04 3281 p3 (TTA)7 21 9517186 9517206 CTCAGCCATCCTGATTATGTAAG TCGTTTCCAAAAATTATTCAACTT 280

Ad04A3283 Aradu.A04 3283 p3 (TCT)7 21 9526597 9526617 AACGCACTTCGAACCGTACT GAGGAAGAAAAACGTGCAGC 215

Ad04A3284 Aradu.A04 3284 c (CTT)5gctgcacgtttttcttcc(TCT)960 9526720 9526779 AACGCACTTCGAACCGTACT GGAGAAAGAGAAGACAAGAAACG 270
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Ad04A3286 Aradu.A04 3286 p3 (CTC)5 15 9541768 9541782 GGTGATTTCGGAGCCTGTT TGGCACCAGAGAAAATCAGA 280

Ad04A3290 Aradu.A04 3290 p3 (TAA)10 30 9549100 9549129 TAACCTGAACCCATGCTTGC CACTTTGATGATGGGCATGT 184

Ad04A3297 Aradu.A04 3297 p2 (AT)6 12 9580939 9580950 CATTTGCACAAATAAAATCCG CCATCAGGTGGAAAGAAAATG 268

Ad04A3298 Aradu.A04 3298 p2 (AT)6 12 9589562 9589573 GCCGGGCTTCAATTCATTT TGCTACATACGGTGCTGTGA 225

Ad04A3302 Aradu.A04 3302 p3 (TTC)5 15 9607750 9607764 TCGCGCTTCTTAGGTTTGAT CAAGATGATGCAAATGGTCG 195

Ad04A3303 Aradu.A04 3303 p2 (AG)6 12 9615994 9616005 CGGAAAAGCACACCAAACTT TTTCGAAATCTCTCCTCCCC 151

Ad04A3305 Aradu.A04 3305 p2 (CT)6 12 9624464 9624475 AATAAACGTTTGCCACCCCT TCACGAAAAAGCACACCAAA 122

Ad04A3307 Aradu.A04 3307 p3 (TAT)5 15 9650158 9650172 ATGGAAGAAACCTAGATCATAATACAT TCACGACAACCTGCTTAACG 170

Ad04A3310 Aradu.A04 3310 p2 (AT)8 16 9660116 9660131 TGATGACTGATGAACCACTCG AAAGGAGCAAATCATGCAAA 263

Ad04A3312 Aradu.A04 3312 p3 (TTG)5 15 9665518 9665532 TGCCAAAGGATGAGTAGTTGC CACTACCCAACATGTTCCCC 266

Ad04A3316 Aradu.A04 3316 p2 (AT)6 12 9677265 9677276 GACCATTCTGTTTGCTCTTCTC ATGAAAATAAGTGAGGGTTCAAAT 266

Ad04A3318 Aradu.A04 3318 p3 (AAT)8 24 9678343 9678366 TTTTCTTTTCTTCTATGCTTTTAGAGG CAGCAACAGAAGATCTGATAGGA 275

Ad04A3320 Aradu.A04 3320 p4 (TATT)6 24 9686159 9686182 GCTCCATATGTCACAGGCAA CGTAACTGTCATGGCTCGAA 210

Ad04A3322 Aradu.A04 3322 p2 (CT)7 14 9689397 9689410 AATCGTGCCCTCTTTTCCTT GTGGTGACAGGGGCTAGAGA 114

Ad04A3326 Aradu.A04 3326 p3 (ATT)5 15 9745716 9745730 TTGGATGTTGGCTTTGTGAA AGGAACAAGGACAAAGGCAC 197

Ad04A3330 Aradu.A04 3330 p2 (AT)6 12 9756813 9756824 CCAATAAATTTGGACGGTTCTC CACCATTAACTTAGCCACCACA 254

Ad04A3331 Aradu.A04 3331 p3 (TCT)5 15 9758382 9758396 GAAATCCACAAGTGCAAAACAA AGGGCACAAAGACAGTCAAGA 195

Ad04A3336 Aradu.A04 3336 p3 (TTG)5 15 9774177 9774191 TGAAAGAAGGGGAGCAAGAA TGGCATTTCAGTTCCAACAA 218

Ad04A3337 Aradu.A04 3337 p2 (TA)6 12 9775136 9775147 CACAGGTTTCTTGATGAAGGG CAAATTTGAAGCAGCGAAAA 227

Ad04A3339 Aradu.A04 3339 p4 (AAAT)5 20 9779732 9779751 ACTGGCGCTCAAGAAAAAGA TCCATATGTCACAGGCAGGA 176

Ad04A3340 Aradu.A04 3340 p2 (TC)6 12 9781317 9781328 CTTGGCAAGTTCAGTGGTGA AAAGAGAAGAGGGAGACGGC 245

Ad04A3343 Aradu.A04 3343 c (T)12nnnnnnnnnnnnnnnnnnnnnnnnnn(T)1452 9784805 9784856 TAACACCACCGTGTTTGGAA GGCCCAGAAAAAGTCATCAA 263

Ad04A3344 Aradu.A04 3344 p2 (TA)9 18 9785500 9785517 ATGGAGACCACTACGGCAAC AACCGCTACTTTAAAGCCTGA 219

Ad04A3345 Aradu.A04 3345 p3 (AAG)6 18 9796334 9796351 TTAGAATGTTGCTCGCCCTC AATGGCTAGTAAAGGGGCGT 272

Ad04A3359 Aradu.A04 3359 p3 (TAA)5 15 9841984 9841998 TCCAATAATTCAAAAACTAATTCAAGA TGGACTTATTGTCTTAGCCGC 164

Ad04A3367 Aradu.A04 3367 p3 (CAA)10 30 9863329 9863358 GAGGCACTTAAATGTGGGGA CAAGTTCGGTTCCCATGAAT 168

Ad04A3378 Aradu.A04 3378 p3 (ATT)5 15 9899649 9899663 CATCCTGCTTGCACTTTCTG AATTTCACTATATTTAAAATGCCCA 204

Ad04A3379 Aradu.A04 3379 c (T)11acaaatctcactcg(T)1035 9901009 9901043 TCCTCACAGGATCATGAAACA GGCCAAGGTTTGAGACAAAG 250

Ad04A3382 Aradu.A04 3382 p4 (ATAG)5 20 9914496 9914515 TTGGGCTTTCAACCCAATTA TCAGAAGTATGGCATGCACTTT 277

Ad04A3383 Aradu.A04 3383 p2 (TA)6 12 9918488 9918499 TGTTCCAATTTTAACTCGGTTTC GGTGGGACCAAGAGAAAACA 275

Ad04A3388 Aradu.A04 3388 p2 (AT)8 16 9972590 9972605 CACCGGAGAAGAAGAAAATGA CCGATTTTAGGCCTCATTCA 233

Ad04A3389 Aradu.A04 3389 p4 (TTAT)5 20 9973083 9973102 CCACAAACGTGGGCTAATTT CCCAAACAGTTATTTAAGCGAA 258

Ad04A3391 Aradu.A04 3391 c (T)12atctttttcaactaagtcttctgtatctctaatagggttgaatcataactctttgatgc(A)1586 9985602 9985687 TTTTAACTCATGAGCATTGAAAGA CTTCAGAATTTTGGTCCCGA 159

Ad04A3393 Aradu.A04 3393 c (TA)7ttttgtattgtgatactagttttaca(T)1050 9994053 9994102 TTGAGGAAGAAGAAAATGGAGAA AGTAGAAATGAGGCTCCCCC 194
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Ad04A3400 Aradu.A04 3400 c (T)11aagaattggtgaaagaatattatgttaaataaat(A)1055 10032135 10032189 TGGCTTAAATTCTTTACTCGACAA TCCAATAAAAAGGGAGGTGC 147

Ad04A3404 Aradu.A04 3404 c (TA)6atctaaataactaggtatatattaaaatcagatattagtataaaataaatattaaaaaaaagttaaattaaatatatttatacacaaat(TA)6113 10049798 10049910 CACCTTTAAGTTTGCATCAACG GTGATCAAGTGATGCCGAGA 245

Ad04A3409 Aradu.A04 3409 p3 (TAA)9 27 10058093 10058119 TGTTGTTTTCCCAGTCCCTC AAAGGTTCCTCCTCCCAAAA 270

Ad04A3411 Aradu.A04 3411 c (T)11agtttatttatgcatgttgacttattttttcattagat(A)1160 10061892 10061951 TGTTGGTTGTGGGTCAAGAA TTGAGGAAGACTCCACCTAACAC 196

Ad04A3412 Aradu.A04 3412 p2 (CA)7 14 10062111 10062124 TTCTGATTCTCTTATTAGCCGACA GGAACAATGAAGCAGGGAAA 223

Ad04A3414 Aradu.A04 3414 p3 (GAA)12 36 10067923 10067958 GGAGGAGGAAGAGGAAGTGG ACGCCCACTCTTTCACTGAC 189

Ad04A3415 Aradu.A04 3415 p2 (AT)6 12 10068402 10068413 CGTGGGATTTTAGGATGTGG TCCTTCAAAGCCCAAGTGAT 271

Ad04A3417 Aradu.A04 3417 p2 (AT)9 18 10078640 10078657 AATCATCCTCACCTTTGGGA AGTACGTGTTTCGGTTCGCT 191

Ad04A3418 Aradu.A04 3418 p3 (GAA)5 15 10079116 10079130 AAAAACACCTATGCCCGTTG TTTCTGCTCGCGTACTTCCT 272

Ad04A3421 Aradu.A04 3421 c (T)10actgatcgatgttacttg(ATAA)548 10081954 10082001 TTCTTTCCAATCAAAAATTGTAAGC AAAAACAATGCCAAAAAGCG 196

Ad04A3424 Aradu.A04 3424 p4 (TCTT)5 20 10092792 10092811 ACGAAAGGAGAAGAGGGAGG AGAGGAATGTGATGGGTTCG 226

Ad04A3431 Aradu.A04 3431 c (TG)7(T)14 28 10129476 10129503 GGACGAGGTAGGCTGCTAGA TGAGCTGCAGTAAATAAAAGCAA 240

Ad04A3433 Aradu.A04 3433 c (TC)13cgattaggg(T)1146 10134893 10134938 AGTCGAGTGGCTGAGAAGGA ATCGGAAAAAGAAGAACCCG 232

Ad04A3435 Aradu.A04 3435 p2 (AT)12 24 10136966 10136989 TCCTCCTTGTGGAAGAATGG AAGGGAAAACAACCAATCCC 263

Ad04A3439 Aradu.A04 3439 p4 (AATA)5 20 10143846 10143865 CATCACTGAGTCACTGCCCA TCACTTTGACCACCAAAAACA 128

Ad04A3442 Aradu.A04 3442 c (CCA)5ctcctatctctatcatcatcaccactactttctactactaatgatacctcttctacacaaccatgttagtcccttttataggggaga(GAGT)5122 10146576 10146697 CTTTTCCCCCAATTTGGATT GTCCCGTCTCCTCTCTCCTC 216

Ad04A3443 Aradu.A04 3443 p5 (AAATA)5 25 10150229 10150253 CCCATGAAATTAAGCTTGCC AAACATGGCTCTTTTGGTGG 232

Ad04A3445 Aradu.A04 3445 p3 (CTT)6 18 10152081 10152098 CCCAACGTAGGGTCTGAAAA AGAAGAAGAAGAAGCGGCG 177

Ad04A3447 Aradu.A04 3447 c* (AAG)5(AGAAGG)6*46 10159893 10159938 CAGCATCAAATGAACCTCGAT TCTGTTTCCTTTCCCTTTTCC 278

Ad04A3452 Aradu.A04 3452 c (A)11tagcaatgaagagatggaaagtaataatttaacaaagagattttgggtttaaatcttgaaaatagtt(A)1189 10177076 10177164 CGCGTGTTTCTCACTTAGCA GCCAAAATTAAAGGTAATGTCGT 272

Ad04A3462 Aradu.A04 3462 p3 (TAT)5 15 10185109 10185123 TCCACCATGATCTGAGTCATCT AGTCCAATTGGTGCTTTTGC 213

Ad04A3463 Aradu.A04 3463 p2 (TA)7 14 10185733 10185746 AAGTAGGTTCTTAGGAATAACCAAAA TTTTTGAAAAGTTTAGGATTTATGGA 267

Ad04A3464 Aradu.A04 3464 p2 (TG)6 12 10186178 10186189 GGCTATCGAAATTTCCAACAA TCCGGGAACAGCAGTGAT 206

Ad04A3465 Aradu.A04 3465 p3 (CAC)8 24 10188056 10188079 TAAGGCCTTGGATTCCCTTT GGGAGAAATTGAAGCTGATCC 112

Ad04A3466 Aradu.A04 3466 c (AAT)6taattaatttgtatgc(T)1044 10189819 10189862 ATGTGCAGTCAACGGAAACA GCGCAGGTATTCTTCCTTGT 277

Ad04A3467 Aradu.A04 3467 p3 (GGC)5 15 10190264 10190278 GGTGTGCACCACCATAACTG CTGGCAACAGCAACTTGAAA 209

Ad04A3468 Aradu.A04 3468 p3 (AAT)16 48 10192622 10192669 GCCATGTTCAAGTGAGTGTGA CATTATCTCCATTGTGGACAAGA 280

Ad04A3469 Aradu.A04 3469 p3 (TAT)5 15 10196547 10196561 TCCAGTCCAATCAAAATCGC AACCAACAATAACATAAAAAGTCTCAA 265

Ad04A3472 Aradu.A04 3472 p3 (TTA)6 18 10201364 10201381 TATTTTGGTTCACCACTGCG TGCTCAAGAACGTGACCAAC 233

Ad04A3478 Aradu.A04 3478 c (T)10agttatcttatgctgaattattttttcgaatcaccaattttacatttttggtttcggtaatgttagtgcctggagaaaaac(T)10101 10208844 10208944 CCTTTTCTTTTTAATTTGTGCGA TCAAAACAACCAGAATTTGCAT 196

Ad04A3479 Aradu.A04 3479 p3 (CTT)5 15 10212460 10212474 TTGGTTCCTCTTCAGTTGGG GCAGCAACAACAGCAACAAT 209

Ad04A3480 Aradu.A04 3480 p2 (AT)12 24 10213699 10213722 CGCAGATCCGCACAATAATA AAAAAGGTTGGGGACGATTT 216

Ad04A3481 Aradu.A04 3481 p3 (ACC)6 18 10214395 10214412 CCAGAACCCCCACCACTACT AGTAACCGCCATCAACAACG 253

Ad04A3483 Aradu.A04 3483 p2 (AC)7 14 10222294 10222307 TCAATAAGTCCAGAAGTCCGA GCGAGGTTTATACCGTTGGA 202
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Ad04A3484 Aradu.A04 3484 p2 (AG)9 18 10224069 10224086 CGGCGCACCCTTATTTATTA AAACGCGTCGTATAGGCAAC 192

Ad04A3485 Aradu.A04 3485 c (ACC)6(TCC)6 36 10225032 10225067 GCCGTTATTGCACGTTCTTC CTGGTCATGGAGGAAAAGGA 159

Ad04A3488 Aradu.A04 3488 p3 (AGA)16 48 10232479 10232526 AAGAAGTTGGGCCTAACACG AACGAGAGAACGCTTTTCCA 128

Ad04A3489 Aradu.A04 3489 p3 (CAA)5 15 10245428 10245442 AAAGGGCAACTGCTGAGAAA TGAGGCTGCTTCCCATACTT 160

Ad04A3492 Aradu.A04 3492 c (A)11tagaaaccaaattgggaccctnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)777 10263028 10263104 GCCGAAAGGTCTATGCAAAT GGAATCGCACTGAAAAATGG 270

Ad04A3494 Aradu.A04 3494 c (TAAA)5attaaaataaaaataactaggtaacaccaaacttaaattcagaaattaaggaaaaatattagtactatttatttatttattagatttttttaaatat(TTTA)5137 10277760 10277896 GCAGAGAAGTCCCTGTGAGG TTCCTTTTCGTTACTCCCCC 244

Ad04A3497 Aradu.A04 3497 p2 (GT)6 12 10305347 10305358 GAGACGGAGACAGACGCATT GAGAAGTGTTGAAGGAGCGG 134

Ad04A3498 Aradu.A04 3498 p4 (TATT)5 20 10307396 10307415 AGTTGCATCTGACATGGTGG TGAAACCAACTAATTCCCGC 259

Ad04A3500 Aradu.A04 3500 p2 (GA)8 16 10316870 10316885 ATGATGATGACGAATGGGGT TCCTCGCTAAGCTTCACCAT 136

Ad04A3501 Aradu.A04 3501 c (A)10ttattgtgacgatccatacac(A)1243 10318427 10318469 CAAATTTGAGGGTCTGATTCG TGCACGTATCAATTTTCCCA 204

Ad04A3505 Aradu.A04 3505 p2 (AT)12 24 10337041 10337064 TTTCTTACTCGTAGAGCAGCCT TTTTCATCGTCACCCTCCAT 235

Ad04A3506 Aradu.A04 3506 p3 (ATT)5 15 10337844 10337858 CCAACAGCTTCTTGCTACCTC AAGGAAATACGGCAAAGTCC 206

Ad04A3510 Aradu.A04 3510 c (CT)6aacct(TC)7tttctctctccct(TC)758 10344105 10344162 ACGAACCTTCTTCCCCTCAT AGGGGTTGCTAGAGGTGGTT 113

Ad04A3513 Aradu.A04 3513 p3 (TTC)9 27 10347147 10347173 AGAGCTCCGGTGACGTTAAA CATCAGTTGATGCGAGAGGA 276

Ad04A3515 Aradu.A04 3515 p2 (CT)7 14 10355754 10355767 AACGACTCATTCTCCAACCG AAACATTTCGTTGTGCTGCC 214

Ad04A3517 Aradu.A04 3517 p3 (CCT)7 21 10357077 10357097 CGCATACGTTCTTCTTCGTG TGATGGAGGAGAAGGAGGAA 193

Ad04A3518 Aradu.A04 3518 p3 (CTT)5 15 10357522 10357536 TCTTCTCCCTCCTCCTCCTC TTTTTCTTCGTTGTTTGATTTTT 166

Ad04A3520 Aradu.A04 3520 p2 (TC)14 28 10359509 10359536 GACAACATGGACGCAGACAC TGCCCAGAAGAGCAGAAGAT 256

Ad04A3525 Aradu.A04 3525 p3 (CTT)5 15 10371629 10371643 TGAAAGCTGCAGAACTTGGA TGAAATTGCGTTGCAGAATC 276

Ad04A3526 Aradu.A04 3526 p2 (TA)11 22 10373429 10373450 ATGAGAAGGGAGAGTGGCAA TTTTTCTGAGGTAGGTGCGG 275

Ad04A3527 Aradu.A04 3527 p2 (AT)9 18 10375161 10375178 CCGTTGTTTTTGAAAGGAGG CTACCAAAGCTCACGCTTCC 241

Ad04A3528 Aradu.A04 3528 p2 (TA)6 12 10386456 10386467 CGAATTACTATGAAGGCACATTG CCGGACCGAGTTTTTCTCTT 247

Ad04A3529 Aradu.A04 3529 p3 (TTA)6 18 10393083 10393100 AAAATTTATTGTGGGATCAAATTCA TTCACATGAGCTCTGAAAACAAA 189

Ad04A3532 Aradu.A04 3532 p3 (ATT)8 24 10398070 10398093 AGGAGGGCTAAAGTTGGACG TGAAAATGAGTAAAACTCCTGAACA 253

Ad04A3535 Aradu.A04 3535 p3 (TTG)5 15 10415471 10415485 AACCCCTGCCTCTACTCCAT CATTGTCATCTTTGCCTCCA 236

Ad04A3536 Aradu.A04 3536 c (A)11tctacccataatagta(T)1037 10416394 10416430 TTTCTTAAGGTGTCACCCCG GTGAACCTATTGCCACGCTT 271

Ad04A3541 Aradu.A04 3541 p2 (AG)7 14 10432208 10432221 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 112

Ad04A3543 Aradu.A04 3543 p3 (GAA)5 15 10464288 10464302 GGCAACAGTAGCATAACAAATCC CGCTGGTTACTGATGGCTCT 276

Ad04A3544 Aradu.A04 3544 p2 (TA)6 12 10467381 10467392 TCCCTATTTTAATTATGAACAATGC CAAAGAAACATGGGTGCAAA 192

Ad04A3546 Aradu.A04 3546 c (A)10tgatatcataaaaaatattatattttggcaag(A)1052 10471166 10471217 CCAAGCACAAACAAATAACAAA TCAGCGGATGTATTCTGACTTC 280

Ad04A3548 Aradu.A04 3548 c* (T)10(TA)9* 27 10478362 10478388 TGATATGCGAAATGATCGGA TATGCACACATGTTGGGGTT 208

Ad04A3549 Aradu.A04 3549 p2 (TC)20 40 10507134 10507173 GCAACAGCTCAGTGGCAATA AGGAGAGGGAGACAGCATCA 248

Ad04A3552 Aradu.A04 3552 p2 (TA)8 16 10529113 10529128 ATTGCTCTCGGAAGCGAATA GAAGCAAAGGCCAGCTAAGA 175

Ad04A3554 Aradu.A04 3554 p3 (CAA)5 15 10531266 10531280 ACCACACCACTGCCTCTCTC CCGCCGTAGTTCTTTTATGC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A3555 Aradu.A04 3555 p2 (AC)8 16 10534832 10534847 TCCGGCTACGCTACTCTGAT TGGTTTATTGTACCCTCGCC 273

Ad04A3556 Aradu.A04 3556 p3 (GGT)5 15 10538951 10538965 TTTTGACCACTCTTCCCAGG CCTCTCCACAAACCCACACT 229

Ad04A3557 Aradu.A04 3557 p2 (AT)9 18 10545199 10545216 GTGTGTTTGGGTTGCTGATG TGGATTTGGACATTTTACTGGA 244

Ad04A3558 Aradu.A04 3558 c (TA)6ttttttatgaaaatatcttttccatcggtaaaattacgagagagtgactatag(TA)677 10548122 10548198 CTGCGCATGAATAAATCGAA CCACCATATATGAGTCTGGTCTTT 274

Ad04A3561 Aradu.A04 3561 p2 (AT)7 14 10558910 10558923 AGTATACATACGGCCCCGC AGGTGTGACGATGCAGTGAG 251

Ad04A3563 Aradu.A04 3563 p3 (TAA)5 15 10565215 10565229 ATCTGCTGTTTCCCTCGGTA TGCTTTTCTCACGTTGAATGA 279

Ad04A3567 Aradu.A04 3567 p3 (CAA)5 15 10592784 10592798 CTCTCCATGCTCACCACTCA TCATCATCGTCCGCATTTAG 261

Ad04A3568 Aradu.A04 3568 c (TGA)5ggagttttttttt(G)1341 10593193 10593233 AAATCGCGTGGAGAGAATTG AATTAGCCATTCGTGGGTTG 271

Ad04A3571 Aradu.A04 3571 p2 (AT)8 16 10621884 10621899 AGTATACATACGGCCCCGC AGGTGTGACGATGCAGTGAG 251

Ad04A3573 Aradu.A04 3573 p3 (CAA)5 15 10629546 10629560 GGGAGTCAAAGGGGATCATT CCAACACCTTGTTTCTGCCT 278

Ad04A3575 Aradu.A04 3575 c (A)11gtt(A)10 24 10641143 10641166 ACCCAATTTTAGGCACGCTA TGTCAAAATAGACGACCCCC 188

Ad04A3579 Aradu.A04 3579 p3 (AAT)5 15 10651901 10651915 CGATAGCCGTGGTAGTGGAA AAAAGTGGTGAGTTGCACACAT 273

Ad04A3581 Aradu.A04 3581 c (TC)11tt(TC)6 36 10660038 10660073 GCGATCACTAACCCCATGTC ATTGGTGGGGATTGATGAGA 206

Ad04A3583 Aradu.A04 3583 p2 (TC)9 18 10669944 10669961 GACTCAGCTACAGCACAGCG ACTACCAACACGTCCTTGCC 228

Ad04A3584 Aradu.A04 3584 p2 (TC)25 50 10677373 10677422 GAGATCCCCTCTCTCCTGGT TGCGCGTTACTACTGACCTG 279

Ad04A3585 Aradu.A04 3585 p2 (GA)10 20 10684049 10684068 GGGTTTCGGTCATTAGGGTT TGAAATCCTTGACCCCTCAG 218

Ad04A3589 Aradu.A04 3589 p2 (TA)7 14 10715556 10715569 TTGAAATTTTTGAATCAATCACAT CCCTTTTTCATCTCATAAAATTCG 263

Ad04A3590 Aradu.A04 3590 p2 (AG)6 12 10716547 10716558 TGCAAGCTTTCAAAAACTAAGAT CAGATTGGCGGCTTATTTGT 182

Ad04A3592 Aradu.A04 3592 c (A)10gaaaataaactctttatttcttac(A)1044 10722794 10722837 GGGCCGCCATACATTAAATA TCAACTTTGATTTGCTTCGTT 269

Ad04A3594 Aradu.A04 3594 p4 (ATTT)6 24 10725755 10725778 GCAGCAAATGCGGAATAAAA TCATGACGAGGAATCACGAG 262

Ad04A3597 Aradu.A04 3597 p3 (TTA)5 15 10735750 10735764 CAAGATTCGAACCATCGACA CATAAAGAGAATCGTGAGCAGTTT 101

Ad04A3600 Aradu.A04 3600 p6 (TGAGTG)5 30 10741559 10741588 CGGGGTTTACAACATTACACG TCAACCTAGCACCTCTCTCCA 201

Ad04A3601 Aradu.A04 3601 p6 (AAAATT)5 30 10742490 10742519 AAACCGATTTTGAAAAATAACTGG AACCGATTAACCAAAACCAAAA 214

Ad04A3603 Aradu.A04 3603 p2 (TA)6 12 10752242 10752253 AAAAATCGCAACTCAAAGCG AGCCGGATCTTGAGTCTTGA 126

Ad04A3604 Aradu.A04 3604 p3 (GTT)5 15 10758747 10758761 AGGCTGCTTCCCATACCTTT ATCATTCCCACAGAACCGAG 124

Ad04A3605 Aradu.A04 3605 p3 (TAA)5 15 10764982 10764996 CACATGACCGACCTCAAAAA GATGCTATTTTAATTGTTTATCCAAA 250

Ad04A3606 Aradu.A04 3606 p2 (TA)7 14 10769477 10769490 TAGGCAATCCAAATTCGGTC GTGTCAACATCAGCATGCAA 218

Ad04A3607 Aradu.A04 3607 p3 (ATA)5 15 10771459 10771473 AATCGTGAGCAGTTTTGTGC AGTCAAAGCTCCAGTGGCAT 275

Ad04A3608 Aradu.A04 3608 c (TAA)6tt(ATA)7 41 10785172 10785212 ATTGCCAAAGAAAGAGCCAA AACGTGAGGCCATATTGGAG 280

Ad04A3609 Aradu.A04 3609 p2 (AC)8 16 10786328 10786343 CCCAAGATAACCCAACATGC TTTCTCTGGCAAGCGAAGTT 174

Ad04A3610 Aradu.A04 3610 c (AT)11g(TA)8c(AT)652 10795773 10795824 TCCCTTGCCTTTAACTTTGC GCTTGGGTATTACAACGACTCTT 274

Ad04A3611 Aradu.A04 3611 p2 (AG)16 32 10797680 10797711 TCTAGCAATGACGGCACAAG TACACGCACCACATTACCGT 202

Ad04A3612 Aradu.A04 3612 p4 (ATTT)6 24 10800483 10800506 CAATTCCTCATGCAATACATCAC GACGGCCACTAGGATAACTGA 278

Ad04A3613 Aradu.A04 3613 p2 (AT)9 18 10800925 10800942 TCCCTTTGGTGCCATTAAAA CTTTTCAACCTTCCAACCCA 279
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Ad04A3615 Aradu.A04 3615 c (AT)10taagaaatcctattttgatgaataaaa(T)1360 10818869 10818928 TATTTGTACCGCCCTGGGTA GTGTCAACATCAGCATGCAA 254

Ad04A3620 Aradu.A04 3620 p3 (TAT)5 15 10848850 10848864 AGTCAAAGCTCCAGTGGCAT AATCGTGAGCAGTTTTGTGC 275

Ad04A3621 Aradu.A04 3621 p2 (GA)7 14 10866336 10866349 TGAAAGTGAGGTAGGTGGGG CCTAATTGGAGCAGGGATGA 220

Ad04A3627 Aradu.A04 3627 p2 (GA)6 12 10937667 10937678 GAGACTGAGGCGGATGAGAG TTCTTCTTCCTCTCCCCCAT 134

Ad04A3628 Aradu.A04 3628 c* (TC)21(TCCC)5* 60 10944645 10944704 CATCCTCCTCTGTCTTTCGC CAAAGGGTACCCATCAAATCA 267

Ad04A3632 Aradu.A04 3632 p3 (CCA)7 21 10952122 10952142 AGCATCAAATCACCACCTCC CAGGCGGAGACGTAAAAGAG 203

Ad04A3633 Aradu.A04 3633 p2 (TA)6 12 10952666 10952677 GGGGTAAACAAAAATCGCAA TTTGTGTCCCTTTGGGTTTC 220

Ad04A3635 Aradu.A04 3635 p3 (TAA)5 15 10968963 10968977 TAATAGCGAGCACATGACCG TCATTTGAATCTTTGGAGGCT 274

Ad04A3637 Aradu.A04 3637 p3 (TAT)5 15 10972874 10972888 TCACATGTCATTCTCTCCTCG GAGTGTTATGTGATACATTTTGGTTG 272

Ad04A3639 Aradu.A04 3639 p2 (CA)6 12 10977596 10977607 TGCACACCCTGTGGTTTTTA TTACGCTTCAAAGTGTGCGA 106

Ad04A3643 Aradu.A04 3643 p5 (AAGAT)5 25 11018747 11018771 AGGCGGTTCCCCTAAAGATA ATGGTGTTGATCCTTCGTCC 232

Ad04A3646 Aradu.A04 3646 p4 (AATT)5 20 11030095 11030114 TCCTTCAGCATCTCTTCCGT TAATGGCAATTGGAACAGCA 270

Ad04A3649 Aradu.A04 3649 p3 (ATA)5 15 11034096 11034110 TTGGTGATAGTGAAGAATTCAAAAA GCTGACGTGTCTTATCTCGTTT 279

Ad04A3650 Aradu.A04 3650 p2 (AG)6 12 11038915 11038926 TGTTTCCAAGTCATCACAAATGA CTTTGCTTGCTCACTTTCCC 273

Ad04A3651 Aradu.A04 3651 p2 (AT)6 12 11044026 11044037 CAACAACCGCCAATTTAACA GCCGAGAGAAAATGAGCTTG 266

Ad04A3652 Aradu.A04 3652 p2 (TC)6 12 11044703 11044714 GTCAGAGGTGATGGCAACCT CTATCGTACCACCCCAGCTC 261

Ad04A3653 Aradu.A04 3653 p2 (GT)6 12 11044857 11044868 CCTCCTCATTCGCATCTCTC CCCCAACCCTATTCCTCACT 222

Ad04A3654 Aradu.A04 3654 p2 (AG)16 32 11048036 11048067 CAGCAACGTACGTGAGGAGA CGGTCGAAGTGACGGTTAAT 191

Ad04A3656 Aradu.A04 3656 p3 (CAT)21 63 11048754 11048816 CACCACCGCTACCATCTCTT AACATCGAAACTTGAAAATGATGA 261

Ad04A3657 Aradu.A04 3657 c (TA)7tttaaagg(A)1133 11054045 11054077 TCAAAGCATCTACGGCATTG TGTTATAGTGACGATTAACGAAATG 215

Ad04A3662 Aradu.A04 3662 c (TC)8(T)11 27 11071545 11071571 TTGGCTTTTTCTGCTTGCTT TGGCTCTTGAAAGAATGATGG 142

Ad04A3669 Aradu.A04 3669 p3 (AAC)5 15 11101816 11101830 TCAAGCATACCTGAAAGGCA TTATGCGGCTCAGTGTTTTG 246

Ad04A3670 Aradu.A04 3670 c (TC)10tg(TC)7 36 11102327 11102362 GGTAAACCCTAGTGGCAGCA CCATCGCAGGAGAGAAAGAT 225

Ad04A3675 Aradu.A04 3675 p2 (TA)9 18 11115175 11115192 TGCTGCTAGTGGCTATGGTG CGGATCATGATATCGTTAGTCTCT 258

Ad04A3677 Aradu.A04 3677 p3 (AGA)5 15 11129468 11129482 TTTCCCCTTGGAGTCATTTC GCGCTCTGTTCTTCCATTCT 276

Ad04A3682 Aradu.A04 3682 p3 (TTA)15 45 11144813 11144857 TCACTGAGCAGTTTCTTAAACCTT TTTTCATAGCATACCTGCACAA 236

Ad04A3683 Aradu.A04 3683 p3 (TTA)11 33 11145505 11145537 GGCCATTGGTTTACGACCTA AAAACCTGGCTGTTTAGGCA 253

Ad04A3684 Aradu.A04 3684 c (ATT)16aaaacactaacacagttaataacaacagccttt(TA)10101 11147189 11147289 AAATGTTATAGCAATCTAAACCACTG AGGGATGTGGTGGAAGACAG 238

Ad04A3685 Aradu.A04 3685 p3 (ATT)12 36 11155768 11155803 CTGATGCAATGGTGTCAAGG TGCAATTTCCAAGCATAACAA 183

Ad04A3686 Aradu.A04 3686 p2 (TA)6 12 11156772 11156783 GCAAAGACATTTGCTTCTTCG CGTTGTTGGGTACCTGACTG 257

Ad04A3687 Aradu.A04 3687 p3 (ATG)6 18 11157755 11157772 ACCATTGCCTTCTTTTCCCT TTACCACCACCTTCAACATCT 263

Ad04A3688 Aradu.A04 3688 p4 (TCTT)5 20 11159447 11159466 TGAAAAGCGAGGAAGCATTT CACCATCAGCATCAGCTATCA 256

Ad04A3690 Aradu.A04 3690 c (T)10atattttagtaatattttttaagaatactattttagaatattataatcactatattcattgtaacataagaattctagaataatcc(TA)6108 11167067 11167174 TTGTAATTACGGTACCTATGCAGT GCGAATGTGTTGGTCAAGATT 280

Ad04A3693 Aradu.A04 3693 p2 (CA)7 14 11179542 11179555 CCCCGCTAATATCCGAAGTT GTACGACGCAGTGAGGATCA 269
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Ad04A3694 Aradu.A04 3694 p4 (GAAA)5 20 11197617 11197636 GCCATATGCCCATATCAAAA GGGTTTGGACCTCGATTTCT 250

Ad04A3697 Aradu.A04 3697 p2 (TC)6 12 11202283 11202294 TCCATTACCGTCGTTGTTGA CGTCATATTTACAATTACCGCC 195

Ad04A3699 Aradu.A04 3699 p2 (CT)24 48 11214379 11214426 GCTCCCATCTTCCTTCACAG ATAGCGACGGCGACTAAGTG 259

Ad04A3702 Aradu.A04 3702 p2 (TA)11 22 11219406 11219427 AAACAAAGTTAACGCAAAACAAAA TTTCGATTGACCTGACACCT 277

Ad04A3706 Aradu.A04 3706 p2 (TA)7 14 11222386 11222399 CCGTGTTAACGAAATTGACG AACGGATTAGGATTGAACCG 277

Ad04A3708 Aradu.A04 3708 p2 (TC)6 12 11223636 11223647 CCAACGGTGAACAACTGAGA GGGGAGATTTGTTGGGTTTT 224

Ad04A3709 Aradu.A04 3709 p2 (TC)6 12 11228410 11228421 ATTTCAAGCTGATCCAACGG CTCCTTTGTGAGGTCAAGCC 210

Ad04A3717 Aradu.A04 3717 p3 (AGG)5 15 11241106 11241120 GTGAGAACAAGGGATTGGGA TCTCATCTCCACCTCCATCC 179

Ad04A3722 Aradu.A04 3722 p3 (GTG)5 15 11249765 11249779 TTCACTTTGGGGCAATTTGT TGCATTGATGCTTTTGTGTG 151

Ad04A3723 Aradu.A04 3723 p3 (GTG)12 36 11253960 11253995 GACTTTTGGGTGACGGAAGA TTCCACTACTTGGACCAGAAAAA 272

Ad04A3724 Aradu.A04 3724 p3 (TTA)9 27 11256694 11256720 CCAAATGCACATTCAGTGACA TTCCATGCAGATTCAAGTGC 230

Ad04A3725 Aradu.A04 3725 p3 (AAT)6 18 11265402 11265419 CTCCCCTGCGAATGGTATAA GCTTTGGATGTAAACGCCAT 237

Ad04A3726 Aradu.A04 3726 c (A)10tttatattttttgtatataaaatatctataactataaatacaatttattgttgatcaaatactg(A)1084 11267339 11267422 TACCTGCAAAAATACCCGGA TTGCTTTGATTGATTGGACA 236

Ad04A3732 Aradu.A04 3732 p2 (GA)8 16 11287190 11287205 GGGAGTTGGAGCATTTTGAA GTCGTCGATACTCCTCTCGC 248

Ad04A3735 Aradu.A04 3735 p3 (TTC)5 15 11304509 11304523 CAAAACTTGGCGATGAGACA TTGCACTTGATCTTTGGTTCA 178

Ad04A3738 Aradu.A04 3738 p2 (AT)6 12 11308128 11308139 TTTCATAAGCCTAAGGTTAAGTGG TTGTGAATGGGGATGACTGA 278

Ad04A3739 Aradu.A04 3739 p2 (AT)8 16 11308790 11308805 GGATGATTTGGGGGAAGAAT AAGAAAAGCCAAGGACACAA 226

Ad04A3740 Aradu.A04 3740 c (TA)7cacattacaacatataatattat(TA)751 11312050 11312100 TTTGCAATTCTCTCTCTCTTTACTT CAAGGTTTTTCCAAAGATCTGC 236

Ad04A3743 Aradu.A04 3743 p2 (CT)7 14 11322523 11322536 GTCATCGCCGAACTCTTCTC AAGGGAACTGACGGTAACGA 238

Ad04A3746 Aradu.A04 3746 p4 (TTTA)6 24 11348642 11348665 ACTGGGTGAGAATCAGCGAC TTCCAGCTTTTATTCTCCCA 255

Ad04A3749 Aradu.A04 3749 p2 (TA)11 22 11357525 11357546 CAGTGCCCAGTGATGTAGGA TTGAGGAGGTTTGGAAGGTG 272

Ad04A3751 Aradu.A04 3751 p3 (ACA)5 15 11384075 11384089 CATGTCTGTGCCAATCCAAC ATTCGATTGATCAGCGTCCT 277

Ad04A3754 Aradu.A04 3754 p3 (TTG)16 48 11391175 11391222 ACGAGGTGGTCAAACGAGAC TTGGACCCTCTGTTGGTCAT 251

Ad04A3756 Aradu.A04 3756 c (AT)6ag(AT)11 36 11399511 11399546 CGGGAACTTTAACTCCCCAT CATGCACACCCAAACAAAAC 248

Ad04A3757 Aradu.A04 3757 c (T)10gtttttatgattttgtaaa(T)1039 11408138 11408176 GCATGCAATTGACACCAAAC AATTCCTGGACCGGAGTCTT 197

Ad04A3758 Aradu.A04 3758 p2 (AT)7 14 11417979 11417992 CCCTGCTTTTTAATTTCGCA TCTTATTCTTTCCCGTCCCC 227

Ad04A3761 Aradu.A04 3761 p2 (AT)8 16 11440038 11440053 TCTCTCTCCTTTAATTCTTCTCAAAA TCATTGCTTCGACAAATCCA 279

Ad04A3766 Aradu.A04 3766 p2 (AT)9 18 11448708 11448725 CAAAATCCGATTGCGAAGAT TTGCCTTTGGCTTTCCTCTA 277

Ad04A3767 Aradu.A04 3767 c (TGA)6(TGG)9 45 11452295 11452339 GCATCTCGAATGAACCGAAA CCGTCGTCATCAACAACACT 279

Ad04A3768 Aradu.A04 3768 p3 (ATA)5 15 11452775 11452789 GGTTGGTCTGATTGAGAGGG CGACACGAATATGAAATGGC 242

Ad04A3777 Aradu.A04 3777 p2 (AT)10 20 11490331 11490350 TTTTTCCTTCCATATTTGTAGTTGTT CGTTGATGCTGAATTTGACC 248

Ad04A3779 Aradu.A04 3779 p4 (ATTA)5 20 11492835 11492854 GATAGACCACACGAGGGGAA CACAGTTCATTTGTTTGCCG 139

Ad04A3780 Aradu.A04 3780 p2 (GC)6 12 11506455 11506466 TGGTGTAGGAAGGGTATCCG ATCAAGCGTTTTGGACCATC 234

Ad04A3781 Aradu.A04 3781 p3 (TTA)8 24 11513981 11514004 GACAATTTAAGCGTCTTTATGTGA TCCATCACTACTGCCACAGC 165
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Ad04A3782 Aradu.A04 3782 p2 (AT)8 16 11514439 11514454 TCACATAACTTGAAGGGTTTGA CACCAAAATTTGCCTTCATTG 258

Ad04A3784 Aradu.A04 3784 c (GAT)6tttctgagttttgggttcttgttttttgagtttgagttttgggtttgtttttctgagtttgagttctggattctgagttatggattc(TGA)5120 11522727 11522846 AGAGAAGTCCCTCGTCCTCG ACCCAGAGCTCAGATCCAGA 279

Ad04A3785 Aradu.A04 3785 c (ATG)5(GTG)5 30 11523065 11523094 TTGGTTGGTGTGATGCAGAT TCCCCAAAATTATGCAAAGC 187

Ad04A3788 Aradu.A04 3788 p2 (AT)6 12 11525552 11525563 AACAATTCATTGACCAACAAACTAA TCTTCCATTGATCCCTTTACA 197

Ad04A3789 Aradu.A04 3789 c (T)21gag(T)23 47 11526157 11526203 TCTTTATTTTGGTCCGGAAGG TTTCTTTCACCAACCTGTCAAA 196

Ad04A3793 Aradu.A04 3793 p3 (TAA)9 27 11528484 11528510 TTGGCTCAAGTGGTCTTGTCT TGTTTACAATGCATTTTTGTTGAA 183

Ad04A3798 Aradu.A04 3798 p4 (TATT)8 32 11543100 11543131 CGAAAGTCTAACACACCCCC TTGGGAGAGTTGATCCAAAAA 267

Ad04A3800 Aradu.A04 3800 p3 (AAC)6 18 11546834 11546851 ATAAAGGAAAGCCGTGAGCA TTTGGCACTGTTCGTTTTTG 246

Ad04A3801 Aradu.A04 3801 c* (A)12(ATT)8* 35 11549294 11549328 TGTCGACGAAGACCTTACCC CCCCACCACACACAAGAAAT 260

Ad04A3802 Aradu.A04 3802 c (AAT)5gttcatgttggt(AAC)542 11550502 11550543 CACAGGAACATCATCAGATTCG CATGGCTTGGAAATCCATCT 217

Ad04A3803 Aradu.A04 3803 p4 (AAAT)5 20 11552116 11552135 TTTTCTATCACGCCTTGTTGG GCCATAACCATCTTCCCCTT 215

Ad04A3804 Aradu.A04 3804 p3 (TTC)5 15 11552984 11552998 TAGGCTTCGTCGTTCTCCTC TGCAGCAATCATTTCCTAGC 233

Ad04A3805 Aradu.A04 3805 p3 (TTC)6 18 11553348 11553365 GCGCACGTAGGTTTTTCTTC CAACACCATTGAACCGAACA 251

Ad04A3806 Aradu.A04 3806 c (GAG)5gtatacataaatttgaaagaagaagaatatagcgtatgcatatatttaa(AAG)579 11553856 11553934 TGTTGGTGATGACGATAACGA CGCGCATTAATAACGAGTGA 226

Ad04A3812 Aradu.A04 3812 c (A)11gaaaaaagacgaaaaaggaaaagtggaggaagcaggtgatgatcatgataatcatgacgatg(ATA)5gaggaagaagatgagaaaag(A)10118 11563664 11563781 TCAAAGAAAGAGAAGAAAAGGAAAA CAAATTTATATATGCATGTTCTGTTCA 252

Ad04A3813 Aradu.A04 3813 p2 (AT)6 12 11564268 11564279 AGAAGCTTGCATCGTTCCAT TGATGGCTGGGATACCAAAT 198

Ad04A3816 Aradu.A04 3816 p2 (TA)12 24 11582689 11582712 TCTCCAATCTGATTTTTACCCAA TTGGTGATGACAAACACACAAA 162

Ad04A3819 Aradu.A04 3819 p3 (TAA)12 36 11607243 11607278 AAAAATTCCTACCACCAATTTTCA TTTTCACCGGAAGACAATGA 261

Ad04A3820 Aradu.A04 3820 p2 (TA)6 12 11608119 11608130 TTACCCAGATCAATCCCCAA GTTCTTGCCAACGGTCATTT 258

Ad04A3825 Aradu.A04 3825 p2 (AT)8 16 11612913 11612928 GCCGACAAATTCGCAATCTA CGGCAGCCATTTTTATGTTT 260

Ad04A3826 Aradu.A04 3826 p2 (AG)7 14 11613685 11613698 GCCAAATTGAGTTTGCTCATC CTTAGAGTCTGCCCCTCGTG 277

Ad04A3828 Aradu.A04 3828 p2 (GA)21 42 11614911 11614952 GTTTGGTTCTCCCTCCTCCT AGCCTCTTCATTCCCCTCAT 137

Ad04A3833 Aradu.A04 3833 p2 (CT)7 14 11620667 11620680 TTTGATTTTTGTTGGTCATCG GAGAGAGAAAGAGCGCCGTA 263

Ad04A3834 Aradu.A04 3834 p2 (TA)7 14 11624094 11624107 AACCGATTTGATTTTCGTAACA GGCATGAAATTTGGCTTTTG 210

Ad04A3838 Aradu.A04 3838 p3 (TTA)16 48 11652820 11652867 ACCATGAAGCAAGATGCAAA AGGATCCAGCCCAAGAAAAT 141

Ad04A3839 Aradu.A04 3839 c* (A)11(AT)12* 34 11653232 11653265 TGTGCATGCAGTAACCCATT CCTCTTGTCCTTGCCTGAAG 248

Ad04A3841 Aradu.A04 3841 p4 (AAAT)5 20 11661146 11661165 CCATAGAGGTGGTCTGGCTT CGTGTGGCTGCATTTTCTAA 224

Ad04A3848 Aradu.A04 3848 p2 (TA)8 16 11680466 11680481 CCTCCAGAATGACTGACCAA TGCTCAGATGGTCATCCAAA 173

Ad04A3849 Aradu.A04 3849 p3 (TCA)16 48 11689305 11689352 TTGTTCTCGTCCTCGTCCTT TGGGCTAAGACTTGATAAAACCA 172

Ad04A3853 Aradu.A04 3853 p2 (TA)6 12 11720858 11720869 TCCCACTCATCAATTGCGTA CGACTATATCACGGGCAGGT 188

Ad04A3854 Aradu.A04 3854 p3 (GTT)5 15 11727582 11727596 GCACCTTGTTTCTGCCTCTC CCTAGATCCCACAGAACCGA 262

Ad04A3855 Aradu.A04 3855 p2 (AC)6 12 11728642 11728653 TGCACGAGCGTTAGTACGAC TTCCTGTAGAGCCTGAGGGA 255

Ad04A3856 Aradu.A04 3856 p4 (TATT)12 48 11732908 11732955 TGATCTTGTGAATTATGAGTATTCTTC TGGATTGAAGTAATTTATGTCATTGG 198

Ad04A3859 Aradu.A04 3859 c (TG)8(T)10 26 11750437 11750462 TGAGTTGTTTCTCTTGGAATTGG GTTAAGAATGCGACCTGCAA 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A3860 Aradu.A04 3860 p2 (AG)21 42 11754481 11754522 CCACGGATAGCGACATTTTT CCTCGTGGAGTCTATGCTGA 231

Ad04A3863 Aradu.A04 3863 p3 (TTA)16 48 11786421 11786468 TGGTAGATTTTCATTTAGGGCAA CGAGTGGACAACAACGCTAA 189

Ad04A3864 Aradu.A04 3864 p3 (CTT)5 15 11788199 11788213 AATTTCAGTGCATTACCGCC CCTTTTCGCCATCATCTGTT 163

Ad04A3870 Aradu.A04 3870 p2 (TA)7 14 11887948 11887961 GAAGCCTGGGAACATTGGTA TATTATTGGCTTCGCCTTGG 269

Ad04A3872 Aradu.A04 3872 p2 (CT)7 14 11907103 11907116 GAGGAGCTGTCATGCAACAA ATAGAAGGGGAAGCCTCCAA 242

Ad04A3876 Aradu.A04 3876 p4 (TTAG)5 20 11987548 11987567 TCCAACACTTCCAAACACCA GGTAATAAGGGGCAGCAATG 169

Ad04A3878 Aradu.A04 3878 p2 (TA)8 16 12019401 12019416 TGTTTGCGCTCATGATTTTC CCCGCTTGATGTAACACCTT 176

Ad04A3883 Aradu.A04 3883 c (T)11gttattcaaataaactaaacgcaagttgcgtttgtgagatgggta(T)1369 12045093 12045161 CGCAAGTTGCATTTTACTCG CCGGATGAATTGAGTTTCGT 237

Ad04A3884 Aradu.A04 3884 c (AAC)13gacaacgacgacaacgacaacaacaacgacaacg(ACA)11106 12047276 12047381 GTGCCATAGACCGTCGTGTA TCCTGGCATCTATTCCTTGC 257

Ad04A3893 Aradu.A04 3893 p3 (ATT)5 15 12080182 12080196 TTGTGACTTTCTATTCATACATCGG GAATGACCGAATGACACAAAAA 155

Ad04A3902 Aradu.A04 3902 p5 (ATAAA)5 25 12103466 12103490 TCGCAATAAAATGATCTCGAA CCCACTTCGTTCCCTTTCTT 145

Ad04A3905 Aradu.A04 3905 p2 (CT)15 30 12111951 12111980 ATCCAATTTTGCTCCAAACG ATTGGGGATGTGGAAATGAA 203

Ad04A3907 Aradu.A04 3907 c (GAT)5t(ATG)5 31 12125680 12125710 CGATCACCGAAGATTGTCCT TCCCAGCCCTCAATTTTCTA 255

Ad04A3908 Aradu.A04 3908 c (TA)7catac(AT)7 33 12126753 12126785 CAACAATTTATTGAAGAGAGAAGTTTT CGTCAAACTTGTCCTTACCTTCC 275

Ad04A3912 Aradu.A04 3912 p2 (TA)6 12 12145288 12145299 TCTCAAATTTATATTCATGTACCACAG TCATTGTTCGAGATTTCTCTGATT 217

Ad04A3913 Aradu.A04 3913 p3 (TTA)20 60 12145691 12145750 AATACACGGGTAATTGAAATAGTTTAT ATGATAATTGCACCGGTTGT 277

Ad04A3914 Aradu.A04 3914 p3 (TAT)5 15 12145934 12145948 CTACAACCGGTGCAATTATCA GTTTTCCCACCTCACATGCT 233

Ad04A3915 Aradu.A04 3915 p2 (AG)6 12 12146103 12146114 TTATGCCCCCGAATTTGTAA CCTGTGTTTTCCCACCTCAC 173

Ad04A3916 Aradu.A04 3916 p4 (AAAT)5 20 12174634 12174653 CGGTTATATGCTCCACCTTGA AAGGCAAATTAACAAGACGCA 244

Ad04A3917 Aradu.A04 3917 p2 (TA)10 20 12179905 12179924 GAGAGATTCGAACTGTGACTTCTT TGCATGCATACTTTGGTGGT 247

Ad04A3919 Aradu.A04 3919 p2 (TA)6 12 12182536 12182547 CAGACGGTCCGTTTTCATTT TGGTCGGCTATCTACGGTTC 123

Ad04A3920 Aradu.A04 3920 c (AT)8(GT)23 62 12192682 12192743 CGTTCCGTTGACGAGTTTTT CTTGTCAATGCATACGGTTCA 158

Ad04A3927 Aradu.A04 3927 p3 (ATA)5 15 12202928 12202942 ACAACGACCAAAAAGGAAGC CTCGTCAGAGGAAGACGAGG 233

Ad04A3935 Aradu.A04 3935 p3 (TAT)6 18 12229696 12229713 CCATTTTTGGTGGTTCATCC AAAAATCTCTGAAACCAATAATTTTCT 272

Ad04A3936 Aradu.A04 3936 c (A)10tcaatgtgtgtatatttacatataagtaaaaggataataaaatattactgttctagacctaaaattcgaaataatgtcttatttttatctttaaagtt(TA)6120 12230681 12230800 CGGCTTTAATGCCTTTTCTG CCAATGCAGCATAATATTTCACA 279

Ad04A3937 Aradu.A04 3937 p3 (AAT)16 48 12231735 12231782 CACGTTATGGATGACAAATTCA TCCTTTGTAAACGTTTTGCTTTT 129

Ad04A3939 Aradu.A04 3939 p3 (ATT)21 63 12240179 12240241 TCATTTGTAAAATACGTTTTGCCT CACGTTAAGGATGACAAATTCA 144

Ad04A3941 Aradu.A04 3941 p2 (GT)8 16 12261347 12261362 TCGAAGAGAAAAACGTGGCT AAGATTGGATCGAACATGCC 275

Ad04A3948 Aradu.A04 3948 c (A)10ttagtttcttttaatgtc(A)1038 12305812 12305849 GCATATTCTCCAAATCAAGCAA TTCGATACAGTGAAAGCGGA 247

Ad04A3950 Aradu.A04 3950 p2 (TA)6 12 12319471 12319482 CAAACTTATGATGACGGTCGG TGGCTTCTACAGCAATCGTG 252

Ad04A3951 Aradu.A04 3951 p2 (AT)6 12 12321379 12321390 TTTGAAAGCAACGTGTCTAAATC TTGCGTAATATTTCTTAAACCTTTG 280

Ad04A3953 Aradu.A04 3953 p3 (ATT)5 15 12322627 12322641 TGCTTCTCATAGGCAAAAGG TCCATTAGAGTTGACGGAAACA 273

Ad04A3954 Aradu.A04 3954 c (CT)8(AT)6 28 12326274 12326301 TTGGCCAATTCAACATACATT TACGTCCAAAACAGCACGAA 163

Ad04A3957 Aradu.A04 3957 c (A)11cctagtaatccaatctacatttgaatctctgataatacaatcaaatctag(T)1172 12329780 12329851 GTCCAAGCGCAGAGGATAAG TCCGAGGGATTAGTCATTGG 272
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Ad04A3959 Aradu.A04 3959 p2 (AG)9 18 12332022 12332039 ACTTGTCCAGCACGAGCTTT AGAGGAACACCGAGTATGCG 254

Ad04A3964 Aradu.A04 3964 p2 (AT)9 18 12348329 12348346 AACGTTGGGGACAAAAACAA TTCGTTTTGATGTTGAAATGATG 254

Ad04A3966 Aradu.A04 3966 p3 (GAA)5 15 12353660 12353674 GAGAAATGATTTTTGCGGGA TGCCTCGTCACTCACTTGAC 218

Ad04A3970 Aradu.A04 3970 c (ATT)5aatttacaactgttaatttaggc(A)1048 12362182 12362229 TGTTTACTTTGAATGACCTTAGCAA TGCAGCTACATTATCGGTATAAGA 239

Ad04A3975 Aradu.A04 3975 p3 (ATA)7 21 12428965 12428985 CTGACGTTCAAACAGCCATT TTGGATGCACATTGTTGTATTTT 274

Ad04A3980 Aradu.A04 3980 c (A)10taaaaactatatgttagatatatataacttgacattttagcttttatataaaaagtaaaaactatgtgaatacttattttttatgaa(T)10107 12435016 12435122 TTTGATTGTTCCCACATAAACA CATAATTTGACATTTTAGCCTCTATTT 224

Ad04A3981 Aradu.A04 3981 p2 (TA)10 20 12441949 12441968 CGGTCAAAGATCTACTTAAATTGG TGGTGTTTTTAAAATGTGCCC 279

Ad04A3985 Aradu.A04 3985 p3 (ATA)11 33 12496907 12496939 CGAAAATCCTTTAACATTAGGGT TGTTGTTATTATTGTTGTTAGTCAGCA 280

Ad04A3986 Aradu.A04 3986 p2 (GT)8 16 12507064 12507079 CCCTCTTCCCTAATTTTGCC TAACCCAGTGACCCGCTAAC 170

Ad04A3987 Aradu.A04 3987 p2 (TC)6 12 12514211 12514222 TGGCCTTTCCTTCTCTCTCA AAGAAGAGTGCGGTGGAGAA 180

Ad04A3988 Aradu.A04 3988 p2 (GT)9 18 12514649 12514666 CCCTCTTCCCTAATTCTGCC TAACCCAGTGACCCGCTAAC 172

Ad04A3989 Aradu.A04 3989 p2 (CT)7 14 12519367 12519380 CCCTAAAACCTAAAGGGAGGA TAGGCATGACAGAGCGTCAC 215

Ad04A3997 Aradu.A04 3997 p2 (AT)11 22 12541426 12541447 TAATGCTGGATCAGTGGTGC CCCTAAATCCTAAACCAACGAA 280

Ad04A4004 Aradu.A04 4004 p2 (TA)10 20 12590473 12590492 ACGACCCAATTCCCAGTAAA CGGAGTGTTGGGTTGTACATAG 273

Ad04A4006 Aradu.A04 4006 p2 (TA)8 16 12594849 12594864 CGACCCAATTCCCAGTAAGT GGTCCAGAGTGTTGGGTTGT 276

Ad04A4008 Aradu.A04 4008 c (TA)7ttcttttttttcttaatggcttcggccaaaaaaaagaagtaac(TAA)22123 12597092 12597214 ATGCAAGCCACGTTCTTTTC GCCAGAACCAGAAGGAGACA 263

Ad04A4009 Aradu.A04 4009 p3 (AAG)5 15 12613999 12614013 GAGAAAGAGAAGGCAAGAAACG CTGCACTTTTTCACTGCACC 102

Ad04A4011 Aradu.A04 4011 p2 (GA)12 24 12615457 12615480 GGGAGGAAGAGGAAATGGTC CGTCGAATTTATCCAACGGT 216

Ad04A4012 Aradu.A04 4012 p2 (TC)6 12 12616281 12616292 CAAATCCTCCTTCCTCCTCC TATACAGGGATGGCGACGAT 204

Ad04A4019 Aradu.A04 4019 c (GAA)47gg(AGA)6161 12625407 12625567 GAGAATCTCAGGTGGGAGGA TGCTCTTGAGATGCAGGTTC 251

Ad04A4020 Aradu.A04 4020 p2 (AG)6 12 12628837 12628848 CGCGGTGATTCTGGTACTTT TCCTCTTGCCCTCTTCAGTC 267

Ad04A4021 Aradu.A04 4021 c (AG)7g(GA)19 53 12628961 12629013 CGCGGTGATTCTGGTACTTT TCCTCTTGCCCTCTTCAGTC 267

Ad04A4022 Aradu.A04 4022 p3 (TAT)6 18 12629911 12629928 TGGATACATCGATGCAGAGG GCGCTCCCAATACTAACAAAA 253

Ad04A4027 Aradu.A04 4027 p2 (AG)10 20 12651314 12651333 TGGCCATTGTTTGTCATTTT TGGCAGAGCTGGTAATTCTG 234

Ad04A4029 Aradu.A04 4029 p2 (AG)6 12 12653080 12653091 ATTAGGGTTCACAAGGCGTG CATTCTGATGCAAACCATCG 215

Ad04A4034 Aradu.A04 4034 p3 (TTC)6 18 12678314 12678331 TCTCATGCAACAACTGCACA TAGCTTACCGAATTGCAGGG 207

Ad04A4045 Aradu.A04 4045 p4 (ATTA)5 20 12732626 12732645 AAGGGAATTCCAATTGGGTC TTCTTCCCTTTCCATTCCCT 212

Ad04A4047 Aradu.A04 4047 p4 (TTAA)5 20 12733927 12733946 CTGTTGTTCCTGAGGGTTGG CTCTCTTGTGGCTCCTGGTC 274

Ad04A4048 Aradu.A04 4048 p4 (TTAT)5 20 12736976 12736995 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad04A4050 Aradu.A04 4050 p4 (TTAT)5 20 12741219 12741238 TGAACCATCCATCAATTAGAGGT AGTTTGAAAGGTTTGCCGTG 278

Ad04A4053 Aradu.A04 4053 c (CCT)6ccaccaccgcct(CCA)648 12755355 12755402 TTGTTGCATGGGACAATTATG ATATTTGGTGGGAGTGGTGG 202

Ad04A4054 Aradu.A04 4054 p2 (CT)6 12 12760410 12760421 CATGAAAAAGTATGAGAAGCCAA GCGTCAGTCGAAACTCTTCC 264

Ad04A4055 Aradu.A04 4055 c (AG)10ctcggtggcgctagggcacatagttgcaggc(AG)867 12776168 12776234 AAGAAACCGAAAAGGACGGT CTGAAGATCCTTCGTCTCCG 209

Ad04A4058 Aradu.A04 4058 p3 (CAC)6 18 12780374 12780391 CTCACCACTAACCCCTGCAT TTATGCAAAGGAGCAGGGTC 162
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Ad04A4059 Aradu.A04 4059 c (T)10c(T)14 25 12783483 12783507 AAGAACCTGCAATGCAACAA AAATTGGGCAAGGTAGCCAT 280

Ad04A4062 Aradu.A04 4062 p2 (TC)6 12 12787945 12787956 AATGCATGCAGAGAAATTAAAAA TGTTTGCAGAAGATAATAAAAGCAA 116

Ad04A4063 Aradu.A04 4063 p2 (AG)11 22 12788407 12788428 CCCTAAACTTACATTATTTTGCACTT CCATTTGAGCATGTTTGCTTT 277

Ad04A4067 Aradu.A04 4067 c (T)16agtat(TTTA)853 12796919 12796971 GCAATGGATGAAAATAAGCAAA TTTGCACCCTGCTTTTCTCT 280

Ad04A4068 Aradu.A04 4068 p2 (CG)6 12 12797234 12797245 AGAAAAGCAGGGTGCAAATC TGCACTTCTGCAACTTCTGG 227

Ad04A4069 Aradu.A04 4069 c (GC)6acagcgtgcttacgcgccgatggcc(T)1148 12797351 12797398 GCGCACAACTCTCTGGTTTT ATAGGGAGCTCTTGGGCATT 134

Ad04A4071 Aradu.A04 4071 p3 (ATT)23 69 12806897 12806965 TCATTCTTAACTATCACACCAAGTCA GGAACCTTTGGGACCATTTT 271

Ad04A4074 Aradu.A04 4074 p2 (TA)6 12 12833151 12833162 CGAATTACTAGGATCGCCCA CCATCTCCCCTCTTTGTTGA 264

Ad04A4076 Aradu.A04 4076 p2 (TA)6 12 12840168 12840179 TAGCCGGCATTTATCCAAAC TTGGACATTCTATTGGTGTGGT 213

Ad04A4078 Aradu.A04 4078 c (T)10aataatctattccatttcctgcttatcacgacaatagtcctctttaa(T)1067 12848498 12848564 GTCATCATCGCCGAGTTTTT TTGCAGAAGTAAAAGAGGACTGAA 257

Ad04A4084 Aradu.A04 4084 p3 (AGA)5 15 12870838 12870852 CGGTCTTAGGTGCCATTGAT ATTCAATTTCCCACCCTTCC 274

Ad04A4087 Aradu.A04 4087 p2 (CT)11 22 12894254 12894275 CGTGAAGGAGGAAGCAAAAG CTTCTTCATGCAAAACGGGT 225

Ad04A4089 Aradu.A04 4089 c (A)10tacatgcacaagcatgtttcaaatccatgtctcctcttatcggctaatactatagttaagagtgaatattactttttttcagtaaag(A)10107 12896742 12896848 GCTTTTGACGCAAGTGATTTC ACACATGAATTGATTTTGGGA 243

Ad04A4091 Aradu.A04 4091 c (T)10atcctactcttacgctataatcctacaaacaagtttaca(T)11caatgaaaaagggggaagaataaggaaactgttttg(A)10106 12904301 12904406 TGCAACACAGGAAGTTTGACT TTTTTCATAAATAAAAGGTCAATGG 235

Ad04A4092 Aradu.A04 4092 p5 (ATATA)6 30 12923785 12923814 TGGAACATGTGAAAGTCTTCCT AGCCCTATGTTAACCAGCGA 244

Ad04A4093 Aradu.A04 4093 p2 (TA)8 16 12923950 12923965 CCCATAAATTTGTCGCTGGT TGCATCATAAGTTACCGTTTGT 233

Ad04A4095 Aradu.A04 4095 p3 (ATA)13 39 12926415 12926453 AACACTCAAATTGGGCTATGAA AAGGCTTAAACGGTCATGCT 261

Ad04A4098 Aradu.A04 4098 p2 (AT)9 18 12933820 12933837 TGAGGCTCTGAACAACGAAA GAAGGAACCTGGAATCAGCA 220

Ad04A4099 Aradu.A04 4099 p3 (TAT)5 15 12949419 12949433 CACATGCAGCAAGTACAGGG ATGCAGCATCAAGGGAGAAG 229

Ad04A4100 Aradu.A04 4100 p3 (AGA)7 21 12951983 12952003 GCCTGTAGTGTTGCCACTTG TCCACCTCCTCCATTTTCAG 195

Ad04A4101 Aradu.A04 4101 p2 (AT)16 32 12986168 12986199 CCTTGCAAAATCCTCATGAAA CCCCATTTCAAAGCAATGTA 279

Ad04A4103 Aradu.A04 4103 p2 (AC)6 12 13071149 13071160 ACGTTCATGGGTTGAGGAAG AGCTCTGCAGTGTCTCGATG 148

Ad04A4104 Aradu.A04 4104 p3 (TAC)5 15 13072654 13072668 CATGCCTGATGATGATGAGAA GAAGGACCTAGCATCCCACA 211

Ad04A4105 Aradu.A04 4105 p3 (AAG)5 15 13086353 13086367 CGTGACTCGGAGGTAGAAGC TACACCACCCCCTCACTCTC 203

Ad04A4113 Aradu.A04 4113 p2 (GA)6 12 13140296 13140307 TTTGCAATAATCCACAAGCA TTCTTTCACCCTTTCCCCTT 272

Ad04A4119 Aradu.A04 4119 p5 (TATTT)5 25 13204475 13204499 CGATTTGCACTTGGCAGATA CAAGCCCTGAAGAAGTGGTC 224

Ad04A4121 Aradu.A04 4121 p3 (TTA)6 18 13211304 13211321 TGAATTTGAGTCTTCTTATTTTTGG AATGAAATATAACCTACCATCTTTGAA 256

Ad04A4122 Aradu.A04 4122 c (TTTA)5ttttttcaaa(T)1040 13213495 13213534 GCAGAGAATTCCCAGTGAGG CCGGGGATTGATTGTGATTA 279

Ad04A4124 Aradu.A04 4124 c (AG)7gaagagtaaattcgaatggtatggggaatgaggggggtcaaacgtgtatttataaagtgggggggagagatttg(A)1098 13217191 13217288 CGGAAAAGCACACCAAACTT CCCTTCTCTCAATTTCTTTCCA 207

Ad04A4126 Aradu.A04 4126 p2 (CT)7 14 13225998 13226011 AACCACGAAACACTCCCAAC TCGGTCAAGAAGAAGGGAGA 226

Ad04A4129 Aradu.A04 4129 p2 (AG)12 24 13248756 13248779 AACTCCAGATTTGCTTTTGC AGCTAGGAAAAATGGCCAGG 241

Ad04A4131 Aradu.A04 4131 p3 (ATG)6 18 13254121 13254138 CCATACAACTTCTTTGCATTTAGG GGTCACTGAAATCGGTCGTT 154

Ad04A4132 Aradu.A04 4132 p2 (GT)21 42 13314129 13314170 GATCAATGCATAGGTGGTGAAA GGGCTAAGGTAAGGGTGAGG 225

Ad04A4133 Aradu.A04 4133 p5 (ATTTT)5 25 13317114 13317138 AACGGCTCATCTTGTTGCTC ACATGGCTTTACAACCAGCC 173
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Ad04A4136 Aradu.A04 4136 p5 (TATTT)5 25 13330100 13330124 CGATTTGCACTTGGCAGATA TGGATATCTTTCACTTTGGCG 222

Ad04A4138 Aradu.A04 4138 c (AG)13atgataacttcttgttgttggaggtgtcagaatttgagttcccgaatccaaaaggcagaggaaaaag(GA)13gtggtgtgtgtgtttttgagtgggaagcgctgactcttgaggacagaatttgtggagttgagtttttaaa(T)11200 13332801 13333000 AGGTTGATGGATTCGGATGA AGTGCGCAGGATAAGAATCG 272

Ad04A4140 Aradu.A04 4140 p2 (TC)6 12 13336309 13336320 TCGGACAGAGAAGGGAGAGA CCTTCTTGGGAACCAAGTCA 125

Ad04A4142 Aradu.A04 4142 p2 (TG)8 16 13352161 13352176 TGTCCCTTTGGGTTTTCTTG CGTAGCTCGAAAGTGCAACA 212

Ad04A4143 Aradu.A04 4143 p3 (ATG)5 15 13356347 13356361 GTGGATGTTGAGGGCTGTTC TTTCCCAACTCGCTGACTCT 234

Ad04A4145 Aradu.A04 4145 p2 (TG)7 14 13385666 13385679 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 131

Ad04A4147 Aradu.A04 4147 p2 (AT)6 12 13406234 13406245 TCTTTGCACTAAAATACACCATGA AATGCTTTGAGTTTGTTGAGTTT 108

Ad04A4150 Aradu.A04 4150 p2 (TA)7 14 13413855 13413868 TGGATGAGATCCTAACTGATTCTG TGCAACTCTTTGCACACCAT 271

Ad04A4152 Aradu.A04 4152 c (T)10atgcaac(A)1027 13420785 13420811 AAGATGAATGAGGACCTTCTTACTG GAATTGGAGAAAAATTCACGG 212

Ad04A4153 Aradu.A04 4153 p3 (AGA)8 24 13424750 13424773 CTCAAAGCTTGCACCACAAA CAGCATCGAAAACGTGAAGA 139

Ad04A4156 Aradu.A04 4156 p2 (AT)8 16 13447844 13447859 TCTTTCTTCCTCCAAAGCCA GGAGGTTCCCTCTTCCTCAC 212

Ad04A4157 Aradu.A04 4157 c (TC)6ttacacatctactcagcctttcgctctctctcttcgctggcatagaagaaaccctatcagc(CT)685 13455500 13455584 TCCTCCCAATCACTAAACGG TCGCGAAGATGGGACTTAAC 259

Ad04A4158 Aradu.A04 4158 p2 (AT)9 18 13457794 13457811 GGGGAAAAAGGAGAAAACAAA CGGTGTAAACGAGATAAACACA 251

Ad04A4162 Aradu.A04 4162 p3 (GAT)5 15 13475820 13475834 CAGCAAAAGGGACCTACTCG GCTAGCCTCCTTTGCTCCTT 215

Ad04A4163 Aradu.A04 4163 p2 (CT)6 12 13506396 13506407 TGGCACAGAGAGCATTTTTG GGATGGGTAGGTTTGGGAGT 271

Ad04A4164 Aradu.A04 4164 p2 (AG)6 12 13512599 13512610 AAGTGTCACGTGCTGCAGAT CCTAGAGAGAGGAGAGAGCCC 203

Ad04A4166 Aradu.A04 4166 p2 (TA)9 18 13519660 13519677 AATCGTAGGCCAACTCTTGC GGCATAATTTTTACCTAATTGTAGCA 280

Ad04A4169 Aradu.A04 4169 p3 (TAT)11 33 13523162 13523194 AAAGTAACCGGACCAACTTTATATT CAGCAAGTTGTTACTTTAATGGTGA 114

Ad04A4170 Aradu.A04 4170 p3 (TAA)5 15 13525118 13525132 TTCGATATCGTGTTTCGATCC CCCTCGCTTGTTGCTTAAAA 204

Ad04A4174 Aradu.A04 4174 p2 (GA)6 12 13584045 13584056 TGGGAGGGAAAAGTGTTTTG CAGCAATCTGGCGTTAAACA 279

Ad04A4180 Aradu.A04 4180 p3 (CAG)7 21 13611721 13611741 TTGTAAGGGTTTTGGGCAAG TCGTCACTGTCACTCAAGGC 268

Ad04A4181 Aradu.A04 4181 p3 (ATC)6 18 13616316 13616333 AGCCTATGATTGCTTGGGTG TCAATCATGAGTCCACATCACA 236

Ad04A4186 Aradu.A04 4186 p3 (AAT)5 15 13628878 13628892 AATCAGTTAGTTGATTGGGCG GCGTTGAAGGACAAAGCAAT 214

Ad04A4188 Aradu.A04 4188 p2 (TA)6 12 13690515 13690526 GTACCCTAGCCGGCCTAAAC GCGATATACGGACAAGGCAT 117

Ad04A4189 Aradu.A04 4189 p6 (ACAATA)5 30 13691264 13691293 CACCAAGTTTTTGGAGCCAT GCCAGCCAAACTTCAGCATA 266

Ad04A4190 Aradu.A04 4190 p5 (AAGAT)5 25 13712127 13712151 GCAGCCCAAGCCTATAGAGA TGTGGAACTGAGAATGCTGC 272

Ad04A4198 Aradu.A04 4198 p2 (TC)22 44 13743199 13743242 GAGGGGGCAGATTGGTAAAT TGCACTGGTTTTTAGGGATTG 229

Ad04A4203 Aradu.A04 4203 p2 (TC)6 12 13752376 13752387 GGACATCTCCCTCCTTCCTC TCACCGTTGTTGTCGTGATT 128

Ad04A4204 Aradu.A04 4204 p3 (ACC)5 15 13755594 13755608 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ad04A4206 Aradu.A04 4206 p3 (CAT)5 15 13760594 13760608 CATCCAGTAACCCCTGCTGT AGAACCGGATGATGTCGAAG 198

Ad04A4208 Aradu.A04 4208 p2 (TA)8 16 13765591 13765606 TTCATCAAAGTCTAAACCCGAA TTTAATCCCAGGCCATTACG 279

Ad04A4210 Aradu.A04 4210 c (A)12taacgaaaaagaaggag(A)10gaaaaagtgtc(A)1060 13769130 13769189 TGATGGAGGAGAAGGAGGAA CTTTGAGTTTGGGTCAAGCTG 276

Ad04A4213 Aradu.A04 4213 p3 (GAT)5 15 13771057 13771071 TCCTGGTAGAGGCTTGGAGA GATGCAGCACTTTTCCATGA 233

Ad04A4214 Aradu.A04 4214 p2 (TA)7 14 13780592 13780605 GAAAGTTCGTTGCCTTTGGA TACGAGTTCACCTGTTATGAAGTT 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4217 Aradu.A04 4217 p2 (AT)11 22 13795998 13796019 TTTTGTTTTGAGCGTGATGC TCCACAGGCTCTACGGAAAT 218

Ad04A4220 Aradu.A04 4220 p4 (TATT)5 20 13807219 13807238 TGCCTCTTTACTGGCGTTTT TGTTCGTGCATGCATTATTTG 168

Ad04A4229 Aradu.A04 4229 c (TA)6gatatatcaatgtcatttcttaattagctgttcttttatacgaacaacggggcgttatgtctgg(A)1187 13863322 13863408 CGCAAATATTCCCATTACCG TGTGTCACCAGCTTGCATTT 237

Ad04A4236 Aradu.A04 4236 c (TTAT)6tgtgtctaaaccaagtgg(AT)654 13906448 13906501 CCGTAGGGTGGCTATGAGTC CATCTATCTATGGCCCAACCA 186

Ad04A4244 Aradu.A04 4244 p2 (GA)7 14 13934565 13934578 CCGGCAAGATTCAAAGAGAG CTGTGGTGGATCCTTCTGGT 240

Ad04A4246 Aradu.A04 4246 p3 (AGG)9 27 13969456 13969482 TTGGTATTGTTGGTGATGACG AGCGTCATTATACGCGCTTC 207

Ad04A4247 Aradu.A04 4247 p3 (TAC)5 15 13974283 13974297 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 267

Ad04A4249 Aradu.A04 4249 p2 (AT)10 20 13991224 13991243 TGCTCATATGCTTCCTGCAT TGACTTCCTTGCCAATCCTC 257

Ad04A4251 Aradu.A04 4251 p2 (CT)8 16 13994865 13994880 TTAGCAAGTAGAGTGCGCGA CATGCCGCAACAGATCTAAA 235

Ad04A4252 Aradu.A04 4252 p3 (ATT)5 15 13997984 13997998 TCCTGCATGCATTGTTTGTT TTAACGCCCAAAATGCTACC 279

Ad04A4253 Aradu.A04 4253 p3 (ATA)5 15 14002383 14002397 TGGGACAACTAAGGGTGGAG TGGCTTTTTCTGCTTGCTTT 262

Ad04A4254 Aradu.A04 4254 c (T)10catgctagtaatcgtgtatgtactccgagacaaaaattaaag(A)1062 14002614 14002675 TCCAGTATTTCATTAGGTGGAACTT ATGAAGCAATTATGACCGGG 188

Ad04A4255 Aradu.A04 4255 p2 (TA)7 14 14006729 14006742 GCTGAGTTTGAGCTTGGATAAG TCGAGTTCGACTCATCAAAAA 280

Ad04A4260 Aradu.A04 4260 p2 (AG)6 12 14015677 14015688 TTCGTTTCTGCTTCTCCGTT AGAGTAATGGTGGCCTGTGG 226

Ad04A4264 Aradu.A04 4264 c* (T)11(TTA)5* 24 14019101 14019124 CCTACTCTTTTGGGGAAGGG CCATGAACCTGATTGGCTTT 249

Ad04A4267 Aradu.A04 4267 p2 (AT)8 16 14025186 14025201 AATTCTGCTTCCTGGGTCTG GGACCAACAGCAAGCCTTAG 223

Ad04A4268 Aradu.A04 4268 p4 (TTTA)6 24 14031372 14031395 ACCCACCACTTCCAGTTCAG TGTTTTCTCCTTCGTTCGCT 262

Ad04A4271 Aradu.A04 4271 p3 (AGA)5 15 14034645 14034659 GCTGAAAACGGAATCGAAAC CGCGAAAAAGAGCAGAGAGT 211

Ad04A4275 Aradu.A04 4275 p4 (TTTC)6 24 14050454 14050477 GTTGCAGAGCTCATCAAGCA ATTCATTTCACCCGAAGCAG 126

Ad04A4276 Aradu.A04 4276 p3 (GGA)5 15 14068397 14068411 ACGAGAAGAGGTCCCCAAAT TCCGATTTGCTATTTCCGAC 207

Ad04A4278 Aradu.A04 4278 p2 (TG)7 14 14074324 14074337 GCATAAAATTATTTCTGCCGCT TGAGCATCAAAGATTCGTGG 191

Ad04A4280 Aradu.A04 4280 c (T)21(G)17 38 14078200 14078237 GTGGTGGGGGATTTTAACCT TTTCAGGATGTTGTTTTGGCT 280

Ad04A4281 Aradu.A04 4281 p2 (CA)6 12 14078794 14078805 AAAGCAATTCATTGGGAGGA CCCATTGATTTCATTGGCTT 246

Ad04A4284 Aradu.A04 4284 p2 (TA)6 12 14089672 14089683 TATTTTAATTTGGCGGCGTC GCAACATAATCAAAACATAAAGAAACA 270

Ad04A4285 Aradu.A04 4285 p2 (AT)6 12 14090087 14090098 TGCATTTTCATTTATTTTTCTTACA AGGTTGATATTCACATTTATTGGTT 178

Ad04A4286 Aradu.A04 4286 c (AT)7gtaa(AT)11ac(AT)654 14091021 14091074 AACGAGTTAACCTGCGTGCT ATGGAGAGGCAGGATTGTGT 242

Ad04A4287 Aradu.A04 4287 p3 (CAT)5 15 14111918 14111932 GATGTAACGGGAGAAACCGA TCACCTTGTGGGCAGTGTAA 212

Ad04A4289 Aradu.A04 4289 p5 (AAGAT)5 25 14150065 14150089 AAGATAAAGGCGGTTCCGTT AGGGACCCGATGCTTAAGTT 198

Ad04A4291 Aradu.A04 4291 p3 (ATT)5 15 14164346 14164360 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad04A4293 Aradu.A04 4293 p2 (CT)9 18 14173011 14173028 TTTTCGATTCCAAACCTTCG AAATCCGAAATGAGAGCACG 119

Ad04A4298 Aradu.A04 4298 p2 (CT)7 14 14230809 14230822 GCCAAAATGGTACAGGGATG GGAGGGTGTTATGGGAAGGT 117

Ad04A4300 Aradu.A04 4300 p2 (TA)10 20 14243059 14243078 TCATTTCGGACCCGAGTAAC CGGTTTTCAGAACAATGCCT 186

Ad04A4301 Aradu.A04 4301 p2 (AT)6 12 14243284 14243295 TAAAAACCAGTCAAACCGGC CGTTGAGGAGAAGAGGATCG 144

Ad04A4304 Aradu.A04 4304 c (ATT)9tcgaattataatgagagttaagagattatcccaaaagacatgcacaaatatatcactgttatataatg(T)10105 14247519 14247623 GCTATTAAGATACGAGAATGTTTGGA CTCATTAATGTGCGAATCGG 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4309 Aradu.A04 4309 p3 (AAT)5 15 14270817 14270831 TTACCCGACAGTGGAGAAGG TTTCGAACCAATGGAAAACC 253

Ad04A4311 Aradu.A04 4311 p3 (TCA)18 54 14272651 14272704 CCCCTCCTCATCTTCTGCTA TCTTGCAAGTAATTTTGCAGC 214

Ad04A4312 Aradu.A04 4312 p2 (GA)7 14 14274329 14274342 GGGGAGTTGTGATCCAAGAG TTGAATTATGACTTTCGTTTCCTC 101

Ad04A4313 Aradu.A04 4313 p2 (CA)12 24 14286153 14286176 TGCTGTAGCCCTCCCTTCTA CTTCTCTCTTCCCTTGCGTG 262

Ad04A4315 Aradu.A04 4315 p4 (TATT)7 28 14306617 14306644 CCGTAAATGAGATAAGAATATGGGA GGCCCATTTTTGTGGATTTT 123

Ad04A4317 Aradu.A04 4317 c (CA)8(TA)6(GA)640 14313690 14313729 ACCAACCCGCTTGACTACAC TGTTGGTCCTCTTCCTCCAC 269

Ad04A4319 Aradu.A04 4319 p2 (AT)10 20 14317490 14317509 AATTTATCCGCTGAAGGCAA TGGGAGTAGGAGGTGGTGAC 254

Ad04A4323 Aradu.A04 4323 c (A)10g(A)10 21 14329449 14329469 CGTGCGTATTTCTTGGGTTT ATGTCGTCATTAACGGCCTC 264

Ad04A4328 Aradu.A04 4328 p2 (AT)8 16 14342216 14342231 TCGCTTGCATGAACAAAAAC GTTTCGCAAGTCGAGATTGG 121

Ad04A4331 Aradu.A04 4331 p4 (TATT)5 20 14346118 14346137 ATCCTCCTTCGCCTTCTCTC CAAAGCAAAACCTTTCCATTTT 213

Ad04A4339 Aradu.A04 4339 p3 (AAT)17 51 14399015 14399065 TCAGCAAAATATGCCGTCAG ATGGCCTAATCATTTCGTCG 245

Ad04A4340 Aradu.A04 4340 p3 (TCT)5 15 14422043 14422057 CCAAACCTCTCTCCCTCTCC TTGCCTTCCCTTTCCTCTTT 181

Ad04A4342 Aradu.A04 4342 p3 (AAT)5 15 14442343 14442357 TGACCCGTTCTACTTTTGCTG GCCTATGCACATTGGAAAATC 111

Ad04A4346 Aradu.A04 4346 c (ATA)12accattaaatttttgaagattttaattttaaattaattaattttaaattagtttgatatttaatgatatgggagtaaaatttac(T)10130 14450726 14450855 TCTCGCAAATTGGTCATTCC CTGTTTAAAGAGAAATTTTTGGTGT 217

Ad04A4347 Aradu.A04 4347 p3 (TAA)9 27 14452010 14452036 AATTTTTCATAAATAAACACATCACAG TGCAAGAAACTTCTTCAATCAAA 280

Ad04A4349 Aradu.A04 4349 p2 (TA)7 14 14455648 14455661 TGACTCCACTTAATGGGACAAG ACTATTTTTAAATGCAGCGAAGA 272

Ad04A4357 Aradu.A04 4357 p2 (AG)6 12 14471940 14471951 CATCAGAGACATTGTTGCGG TCAGTTGGTTATCAATTCATTCCT 133

Ad04A4358 Aradu.A04 4358 p3 (CAC)5 15 14474238 14474252 CCCCCTTTTCCGTTGTTATT TGGACTCAGTGGGTGTGGTA 164

Ad04A4363 Aradu.A04 4363 p2 (AC)6 12 14483625 14483636 GAGTGGGTGGTGCCATTTAT CTCCATCTATTGCCACCCTT 200

Ad04A4364 Aradu.A04 4364 c (AAG)11(ATG)10 63 14487823 14487885 GCATGCAGTTATTGTGTTTTCC AAAACTCCATATTCTCTTCTTTTTCG 253

Ad04A4370 Aradu.A04 4370 p3 (CTT)5 15 14503603 14503617 GCGGCAGAAGTTGAGGTAAC TCAGCAGCATGAAATTCAAA 178

Ad04A4373 Aradu.A04 4373 p3 (TAA)7 21 14506020 14506040 GCATGTTTTGGACAAGCAAA TCATTCACCAAATCCCTTAGC 246

Ad04A4376 Aradu.A04 4376 p5 (AAGAG)6 30 14523928 14523957 CTGGGTAATCACGTGGGTTT AAATCCAAAAGTCCCTTGGC 120

Ad04A4380 Aradu.A04 4380 p2 (AT)7 14 14534381 14534394 TCCGCATGATTAAACCTTTTC TCTGCAGATCCGCACAATAA 251

Ad04A4383 Aradu.A04 4383 p2 (TG)6 12 14594921 14594932 GGACCTTGGGTGTGGTAAGA CGAAACCATACCTTAGCCGA 271

Ad04A4385 Aradu.A04 4385 c (T)12acataaaagtcagttctattttaaattattatcaagttatataataatgttata(T)1076 14601051 14601126 AACTTCAACCCTACCCGACC CTATCCGTTCTTAACCCGCA 278

Ad04A4393 Aradu.A04 4393 p3 (AAT)16 48 14615528 14615575 AATTGGATTGGCCATTTTTG TGTTGAAGAATCGAAGGGGT 211

Ad04A4398 Aradu.A04 4398 p2 (TA)7 14 14620944 14620957 TTGGCATTGATGACAAAAACTT TGGAAATTTTTCTAGACCCACA 275

Ad04A4399 Aradu.A04 4399 p3 (ATT)13 39 14621503 14621541 TCATAGTCATCCTATTGGCCG CGATAGGGGCTAAAAAGAAAAA 233

Ad04A4400 Aradu.A04 4400 p3 (ATG)5 15 14622339 14622353 CAATGAAGCTGCATCCAAGA ATTGTTGTTCCCCAACTCCA 211

Ad04A4401 Aradu.A04 4401 p3 (AAT)6 18 14622536 14622553 ATGGAGTTGGGGAACAACAA TGGCCACACTCATCATCATC 230

Ad04A4402 Aradu.A04 4402 p3 (GAA)5 15 14622680 14622694 ATTGGGAGCATATGAATGGC TTCACTAATGGAGGCAGCAA 280

Ad04A4403 Aradu.A04 4403 p3 (AAT)6 18 14622845 14622862 ATCAGTGGCATGATTGGGAT ACCCCACAAGGAATTCATCA 116

Ad04A4409 Aradu.A04 4409 p3 (AAT)16 48 14642557 14642604 TGGTTTTTCTTTGTTCCAAAGTC GAAGGTGATGGTGCAAGACA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4410 Aradu.A04 4410 p2 (TC)11 22 14643148 14643169 TTGTGGTTAAAGGGAAACCG TTTCATCCTTTGCTATATATACGTGC 213

Ad04A4411 Aradu.A04 4411 c (TC)7(AC)7(AT)7 42 14646548 14646589 GATGGAATCAAGGGATCAGC TGGTAAACGAAATAAGGTACAATGC 192

Ad04A4412 Aradu.A04 4412 p2 (AT)6 12 14648377 14648388 TTTGTGATCACCACTAACATTTG TTCACTGATTTGGTAATTAATTTTGT 279

Ad04A4413 Aradu.A04 4413 p3 (TAT)8 24 14652206 14652229 TGAAATCATTTAATTTGCGTGAA AGGGTTTAGGTTAAAATACCATAAAAT 269

Ad04A4417 Aradu.A04 4417 p3 (CTC)6 18 14655589 14655606 CAAAGCTAAGTCTCGCGCTC GCAAGAGCATCCGCTTTAAC 210

Ad04A4418 Aradu.A04 4418 c (T)10agaggagtgctacacatacaagtcatttttgtttacaagtcttacaagttaggcctagcacgtgcgtt(AAG)23147 14665541 14665687 CGCGTGATTTGAAAAGTTGTT AACGCATGTGTTAGGCCC 275

Ad04A4419 Aradu.A04 4419 p3 (AAG)5 15 14666365 14666379 CCTCCTCATCTTCTGCTGCT CAAGGTACGTTTCTTGCCTTC 251

Ad04A4422 Aradu.A04 4422 p3 (ATT)5 15 14667549 14667563 CGACCGTTGAACTCAGTTTG ATCATCCCCATTTCACACAA 188

Ad04A4424 Aradu.A04 4424 p2 (AT)6 12 14673908 14673919 ATCCACCAACTTCTGCCAAC TTCCGGTTCCGCTACATTAC 268

Ad04A4426 Aradu.A04 4426 p2 (TA)10 20 14677764 14677783 AAGTTATCGTCAATAAGGTGCTTG TACTGCAAAACAAAGCCTGC 258

Ad04A4430 Aradu.A04 4430 p2 (TC)6 12 14692434 14692445 TGGGAGAGGAAAGAAAATGG GGAAAGAAAGGAAGGGAAAGAA 258

Ad04A4431 Aradu.A04 4431 p2 (TA)6 12 14709130 14709141 TGTGATCAGCATATCCCCAA AATCGGTCTGGTGGTGAAAC 241

Ad04A4432 Aradu.A04 4432 p2 (TA)6 12 14709843 14709854 CACTGCAATCCCGTATGTTG ATGGTCTGGTGGTGAAGCAT 203

Ad04A4434 Aradu.A04 4434 p2 (AT)7 14 14717035 14717048 AGAAAGGGAAGGAACGAAGC ACTGGCAACTAGTGCAGCAA 199

Ad04A4436 Aradu.A04 4436 p2 (AG)7 14 14744222 14744235 ATTTTGGCCCAGAAACACAG GGAACATTAAACCTGGAAATTGA 211

Ad04A4442 Aradu.A04 4442 p3 (ATT)9 27 14788304 14788330 GCAGTGACGAGAGCTGAGTG TCACCCAAATTCCTAACCCA 218

Ad04A4445 Aradu.A04 4445 p3 (CCT)5 15 14801820 14801834 TCTCGACCATCGGAGAGACT AAGAAGACGACGATGATGACAA 276

Ad04A4446 Aradu.A04 4446 p3 (TCT)5 15 14802174 14802188 TCCTCCTCCTCCTTCTCATTT TTCTTCTTCATGCGTTTCTTTTT 279

Ad04A4448 Aradu.A04 4448 p2 (TA)9 18 14804948 14804965 AAACAGAAGAAGATCTATGTCTGAGG GGCTAAATTTTACCTAATTGTAGCAAG 141

Ad04A4450 Aradu.A04 4450 c (TTA)5(TAT)6 33 14805640 14805672 CGTAGCCTTTAGTAGTGCAAAAA CTTTTAACCTCAACTCTACCGC 221

Ad04A4451 Aradu.A04 4451 p3 (TTA)12 36 14807797 14807832 CCTGGACCCTCTCAACTGAA TAACCCAGTGTTCCATTCCC 263

Ad04A4454 Aradu.A04 4454 p3 (ATT)12 36 14825238 14825273 AATGAAGCAATTGGGCTCAG AGAGCATATTTCTTGCTCGTG 142

Ad04A4455 Aradu.A04 4455 c (CT)6cc(CT)15 44 14834125 14834168 GATGAAGGATGTTGCCGACT GCTTAGGACCAGGATGGAAA 255

Ad04A4456 Aradu.A04 4456 p5 (TATTT)5 25 14835615 14835639 TGTGGTAGAGATATGGCATCG TTTGTTGCCTCTCTGAAATCTT 276

Ad04A4462 Aradu.A04 4462 p3 (ATA)16 48 14844954 14845001 GCTAGTCCAATGCCTTCCTG TGTTTCGTGTCTCAAGGCAG 232

Ad04A4466 Aradu.A04 4466 c (T)10cccttctatttaattttatatacttcgttgaaa(T)1053 14849481 14849533 TGCCACATAAACACACCACA TGAAACGATTTTGGAGTTTAGACA 190

Ad04A4469 Aradu.A04 4469 p2 (TA)8 16 14852567 14852582 TCCCAAATTGAGAAATCCAAC GTCGGTTACGTTTCCACCAT 256

Ad04A4470 Aradu.A04 4470 p2 (TA)6 12 14852807 14852818 TGGTGGAAACGTAACCGACT TGATTGGCATGGAAACATTG 178

Ad04A4478 Aradu.A04 4478 p2 (AG)7 14 14872546 14872559 ACGTTTTGACCCAGTTTTCG GGAACATTAAACCTGGAATTTGA 209

Ad04A4479 Aradu.A04 4479 p2 (AG)6 12 14878826 14878837 ACGTTTTGACCCAGTTTTCG TCCTAGGAGAGAGGAGAGAGC 140

Ad04A4481 Aradu.A04 4481 p3 (CAA)5 15 14891137 14891151 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad04A4482 Aradu.A04 4482 p2 (TG)7 14 14895468 14895481 GCCCTCATTTTCGAGTTTCA TTCACCACCAAACCTTTTCC 273

Ad04A4489 Aradu.A04 4489 c (A)11gtcg(A)10gagag(A)1646 14931175 14931220 AACCTTGGTGTGAACAGAGACA TTCTGCATGTCTTCTCAAAGGA 263

Ad04A4492 Aradu.A04 4492 p2 (TC)10 20 14935747 14935766 GCACACAAAAACAACTTGCG GGGTGGACCTTAGGCATTTT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4494 Aradu.A04 4494 p3 (ATA)13 39 14937574 14937612 ACATTACAAGTTGAGGGGCG TGCATAGGTGCATACAAACGA 197

Ad04A4498 Aradu.A04 4498 p2 (AT)7 14 14956416 14956429 AAGCGTCTTTTCGCTCTTCA GGAATTTGATTTTACACTGAATTTGA 279

Ad04A4500 Aradu.A04 4500 p2 (TA)7 14 14956877 14956890 TCCCCAAATTAAATCATCACA TGCATGAGTTTTAGAAGCCAA 279

Ad04A4501 Aradu.A04 4501 p2 (TC)17 34 14957472 14957505 TTCGCCGGTAATAATTGGAG GAGAGAGAGTGGAGGCGAGA 261

Ad04A4502 Aradu.A04 4502 p2 (CT)7 14 14958248 14958261 GCAGATAAATCCGGCGATAA GAGAGAGAGGGAGGCGAGTT 104

Ad04A4509 Aradu.A04 4509 p3 (AGA)6 18 15022839 15022856 TAAAATATTGCTCGCCCTCG AATCTTTCCCACCCAAATCC 207

Ad04A4511 Aradu.A04 4511 c (AT)8aatttttataataaaaatattacgtgtacataaaaattaattatcaaattattcattaattattacatatt(TA)699 15040911 15041009 ATAATCAGCCACAGATACAGAAAA GGGTCTCATTTGAATCTCGG 221

Ad04A4512 Aradu.A04 4512 p2 (TA)6 12 15047041 15047052 ATCGCTTTCAGCTTCACGTT TAGGCTCACGAGGACGAACT 250

Ad04A4513 Aradu.A04 4513 p2 (TA)6 12 15054029 15054040 GTACCCTAGCCGGCCTAAAC ACGGTGGTACGACTCTCAGG 273

Ad04A4514 Aradu.A04 4514 c (A)11cagatcataaatctaaaactcaaatgatatata(T)1054 15056096 15056149 TTTGACACTTGCATCCAAAC CAGGGCAGGGAAATTAAGTG 199

Ad04A4517 Aradu.A04 4517 p2 (AC)6 12 15070903 15070914 GAAAGCTAACCAATGCCGAG TTTGGAACTTACCCCAAACG 272

Ad04A4519 Aradu.A04 4519 c (A)12c(A)11 24 15101752 15101775 AAAAAGCACAAAAGCGGAAA AGTCCGGAAAGGACCTTGAT 256

Ad04A4520 Aradu.A04 4520 p2 (CT)6 12 15108097 15108108 CAACTTTCCCTTCACAGCCT AAGCCATGAACCAAAGAAGC 182

Ad04A4524 Aradu.A04 4524 p2 (TA)8 16 15146193 15146208 GTACCCTAGCCGGCCTAAAC GGGATGAATTTGGGGAACTT 196

Ad04A4525 Aradu.A04 4525 c* (TAT)6(TA)8* 31 15151495 15151525 ACAAGCCAGCGGATACAATC CCCTCTTGATGATGCCCTAA 209

Ad04A4528 Aradu.A04 4528 p3 (AAT)16 48 15171138 15171185 AACAACGGTATCCACACCAG CGTCGGTGATGTTTCCTCTT 239

Ad04A4529 Aradu.A04 4529 p2 (TC)6 12 15171480 15171491 TCACTGGAATTTTCACCCAA GGAGATCTGGCGTGATTTGT 129

Ad04A4531 Aradu.A04 4531 p3 (CAA)5 15 15180244 15180258 ATCATTCCCACAGAACCGAG TCCCAGCACCTTATTTCTGC 266

Ad04A4532 Aradu.A04 4532 p2 (AC)6 12 15183824 15183835 CCCTTGGCCCAACATAACTA ACGTTCTTCCCTTCCTCTCC 103

Ad04A4533 Aradu.A04 4533 p2 (TA)6 12 15186690 15186701 AGCCGGATCTTGAGTCTTGA ACAAAAACCATCCGCAACTC 132

Ad04A4534 Aradu.A04 4534 p2 (TA)7 14 15194725 15194738 GATCCGACCCGATGAGTTTA AAAATCCTTGCCCCATTTTC 255

Ad04A4535 Aradu.A04 4535 p3 (GTT)5 15 15202154 15202168 GCACCTTGTTTCTGCCTCTC ATCATTCCCACAAAACCGAG 261

Ad04A4537 Aradu.A04 4537 p4 (TGAG)5 20 15209712 15209731 CGCGATTTAGGTTGGAATGT CGTTGAACCCGTCACCTTAT 135

Ad04A4540 Aradu.A04 4540 c* (A)11(AC)8* 26 15231077 15231102 TCTCTATTTTGCATTCCGCA GTACGCGTGGGCTAATTTGT 187

Ad04A4542 Aradu.A04 4542 p2 (TA)7 14 15239320 15239333 TCTTGCATCCTACCCATTCC ACCCCTTCTGCCTTTATGCT 190

Ad04A4543 Aradu.A04 4543 p2 (TA)6 12 15241685 15241696 AAATCAATGAATGAACAAGCAAGA CATTTGAATCTGTTTTGATGCAG 234

Ad04A4545 Aradu.A04 4545 p2 (GT)7 14 15248086 15248099 GAGAGTGTTCTTCCCCTCCC GAACAAGATTGGACCGAACG 163

Ad04A4546 Aradu.A04 4546 p2 (AT)7 14 15256747 15256760 TTTTCTCAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 135

Ad04A4547 Aradu.A04 4547 c* (A)10(AT)9* 27 15257327 15257353 CTTGGAATTTGGGTGCATCT TGGGGTAATTTTTGTCCCCT 153

Ad04A4548 Aradu.A04 4548 c (TTC)5taaactggattttttgtgaaattacttgttgttgattattgtttaaaatgcatgttgtttgatttttc(TGA)6ccatgatgatat(TGG)6ttctggttggggtaggtttctgttc(TGG)5171 15260990 15261160 GGATACAGAGAAGGGGGTGG TACCCTTCTCCCTTCATCCC 268

Ad04A4550 Aradu.A04 4550 p2 (TC)6 12 15281899 15281910 TTCTTTTATTTTCTCCCTCTCTCG TTGGACCAACTGAGCTTATAATGA 189

Ad04A4553 Aradu.A04 4553 p3 (ATC)7 21 15284233 15284253 TGCTGGAACCATCAAGAAGA TTGAGAAAAACACACACACGC 276

Ad04A4556 Aradu.A04 4556 c (CT)7tctctgcccagctccgccggtccctaccgctggcgacctctctctttctctttctcttacttctcttctct(TTTC)6109 15307022 15307130 GCAGCCCCTCTCTTTTCTTC CTAGGGAGGAACAATGGCAC 261

Ad04A4558 Aradu.A04 4558 p2 (CT)6 12 15316237 15316248 GCACCAGACTGGCGTTAAAT GAGGTGATTGGTGAATGGGT 278
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Ad04A4559 Aradu.A04 4559 c (A)11gataaaattagaggttac(T)10attcaacttaatggttaaaaatgaaacttggagtcaatgtttaaattaacagtgcatattgttgaatg(A)11118 15324023 15324140 GCATGCAAAAGTGAGCTTGT TGAGGCAAGCTATACACTGTGA 272

Ad04A4561 Aradu.A04 4561 p4 (ATAA)6 24 15325356 15325379 GGACCGTATAGTCGCAGAGG TGTCGATGAATTGACGTGTG 269

Ad04A4566 Aradu.A04 4566 p2 (TC)6 12 15347875 15347886 GGACTCATTCTCCAACTGCTG TGCTTTGAAAGTGATGCAGG 260

Ad04A4576 Aradu.A04 4576 p2 (TA)9 18 15419998 15420015 AATGCTTGGTGGGAGACAAC GCTCCAGCGTGACTCTCTGT 267

Ad04A4577 Aradu.A04 4577 p2 (TC)7 14 15420587 15420600 GCGACCGCATGAACTAACTA AGATGATTCGCCTCCCTTTT 275

Ad04A4579 Aradu.A04 4579 c (AAT)17agtaaa(AAAT)785 15438141 15438225 TTTTAATTTCTCAAACTGAATTACCA GCAGAACAAGTCATTTGCCA 277

Ad04A4581 Aradu.A04 4581 p3 (ACT)5 15 15439391 15439405 CCAGAAAGGTCAACTTTAATCACC TGAATGTTGCTGTGACACCC 236

Ad04A4582 Aradu.A04 4582 p3 (AAT)6 18 15439513 15439530 CCAAAACTCATCACACCCTTG CCAGCTTCTCCATCTCCTTG 222

Ad04A4584 Aradu.A04 4584 p3 (TTA)18 54 15442860 15442913 TTGCCAATGTTGGATCCTTT TTTTGGCTTTTTGACAAGGG 259

Ad04A4590 Aradu.A04 4590 p3 (TGG)6 18 15452293 15452310 GGGGAAAAGAAGAGGAGGAA AGCTCACCAAACAAGCCCTA 264

Ad04A4593 Aradu.A04 4593 p2 (TA)7 14 15466344 15466357 GCCATGGATCTTCACAACCT CAGGTAAACCCTCGGAACAA 233

Ad04A4594 Aradu.A04 4594 c (A)11tcttttttttatttttttattttttta(T)1048 15492799 15492846 GGCACCAAAATAATGCAAGG ATATGCACATCGACGCGTAA 255

Ad04A4595 Aradu.A04 4595 p2 (CT)6 12 15525684 15525695 TTTCTGGGCTGTTTCTGACC AAACCTGGGATCGAGAGTCA 249

Ad04A4598 Aradu.A04 4598 c (TC)6(TA)7 26 15558403 15558428 TTTTTGTGTCAAAATCATCTCTTC ATTCAATCCAACAATTGCCC 259

Ad04A4608 Aradu.A04 4608 p2 (AT)9 18 15638605 15638622 CTTCATTCCACTCATAATTTTCG CCATGATGGAGAAAGGGAGA 260

Ad04A4610 Aradu.A04 4610 p2 (AT)11 22 15646733 15646754 CCACTTTGCTCTTGAGTGGA GATATGGGCGCAGAAGTCAT 248

Ad04A4614 Aradu.A04 4614 p2 (AT)9 18 15670822 15670839 TATCCCCTGATGCTGGATTC GCATCAGTGGTGCGTCTAAA 228

Ad04A4615 Aradu.A04 4615 p2 (TC)11 22 15693357 15693378 ATCGTACAAAATCCAGGGCA TGCTTGTCCTCAAGCAAAGA 242

Ad04A4616 Aradu.A04 4616 p3 (ATA)27 81 15695282 15695362 GCTGCAGAATGAACAAAGCA TGGATCCATCGATGATGAGG 271

Ad04A4624 Aradu.A04 4624 p3 (ATT)5 15 15712665 15712679 AAGGCACCATGAAAGTGACC GAATGCTTATGAGTCCCCCA 262

Ad04A4630 Aradu.A04 4630 p2 (AT)6 12 15752832 15752843 GCATATGATGCATGCCTGTC TGAGTAGACGCAGTGGCTTG 274

Ad04A4631 Aradu.A04 4631 p2 (TC)8 16 15754321 15754336 GCAGACCTAGGCTTCAGTGG GCAGAAGAGAGAGTCTGCCG 178

Ad04A4635 Aradu.A04 4635 p2 (TA)9 18 15773172 15773189 TTGAGTTCAATTAAATTTAGGTTCTTG TGGCGGATATCAAGCTCAA 195

Ad04A4636 Aradu.A04 4636 p2 (AT)7 14 15773680 15773693 GCAAAGATTTAGTGCGGAGC GCGAATACGAACCGAAACTT 251

Ad04A4639 Aradu.A04 4639 p2 (CT)8 16 15801527 15801542 GTTCGGAGAACAAAGCAAGC GCCCAGGTTTATACGGTTCA 236

Ad04A4642 Aradu.A04 4642 c (T)10ataaaattcagatttcaatttcaaattatttttcaatttcttttgtttcgttttta(T)1076 15825716 15825791 TTTTGTGTGTTTTTCTCTTTCATCA CCTGGACTAATCATTCCCCC 256

Ad04A4643 Aradu.A04 4643 p3 (GTG)5 15 15840191 15840205 CAAAGGAGACAACGGGAAAA ACGCCCCCAACTATTACACA 240

Ad04A4654 Aradu.A04 4654 p3 (TAA)10 30 15881548 15881577 AACAAGATGCAATAATTGTCACG TATGGCCAAATTAGTCCCGT 273

Ad04A4655 Aradu.A04 4655 c (T)10atttgagtccctatactaaattttttattaagtccttatacaattaaattaattactgtcaaaagaaacctaattg(A)1096 15884576 15884671 TTTTGTTTTGGCACTTGCTG TTTTAGTTTGGTCTCTGCACCA 255

Ad04A4656 Aradu.A04 4656 p2 (AG)9 18 15903659 15903676 CGGAAAAGCACACCAAACTT TTTCTTACCCCTCATTCCCC 124

Ad04A4657 Aradu.A04 4657 c (T)10gaatttacg(A)1130 15909910 15909939 GCAGCTGTAATGGGGTTAGC TGCTGTTTTCAAAATCTTTTTAATTG 259

Ad04A4660 Aradu.A04 4660 p5 (GAAAA)5 25 15955551 15955575 ATTGGGAGTAGGAGTGAGCG CCCTGTTCCGTTTTCTTTCA 159

Ad04A4664 Aradu.A04 4664 p5 (GAAAA)5 25 15993514 15993538 ATTGCAAAAGAATCACCCAA CCCTGTTCCGTTTTCTTTCA 274

Ad04A4667 Aradu.A04 4667 p2 (AG)6 12 16010628 16010639 TTTTTGGGGAAGAGGTGTTG CAGCTCAGTGTTTAACGCCA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4669 Aradu.A04 4669 p2 (TC)17 34 16032070 16032103 AAACCACCTAACCACTTTTCCA TTCCTTGAGGTGTCAGCAAA 278

Ad04A4670 Aradu.A04 4670 p3 (TTC)5 15 16035264 16035278 ATTCAAACCATTTCCCTCCC AAGCAGAGCTTTTTCCCACA 200

Ad04A4673 Aradu.A04 4673 p2 (GA)6 12 16082069 16082080 CAACCTTCGATAGCAAGGGA TCTTCTCTCTCTCCCCCTCC 194

Ad04A4675 Aradu.A04 4675 p3 (ACC)5 15 16098147 16098161 GACCAATAAGATTGCCCCCT TTCGGAGTTAACCGAACCAC 276

Ad04A4682 Aradu.A04 4682 p5 (AAAAT)5 25 16104332 16104356 GCCGATTCAGATGGTATTGTC TGAGTGGAGGGTGATGTGTG 280

Ad04A4687 Aradu.A04 4687 p4 (TATT)5 20 16145512 16145531 AAAGACGGGCCCATTTAATC TGCAACGATCCAAAAATTCA 201

Ad04A4688 Aradu.A04 4688 p3 (AAG)5 15 16150749 16150763 GTTGCCACCCCTAGAAACAA TCCGTATTTGGCACCATTTT 226

Ad04A4693 Aradu.A04 4693 p3 (AGA)6 18 16174249 16174266 TAAAATATTGCTCGCCCTCG CCACCCTAAATAGCCGAACA 189

Ad04A4697 Aradu.A04 4697 p3 (TAA)15 45 16221990 16222034 GAGGCAGCACATCAAAGACA GATGGCTGGGCTATTCATTG 225

Ad04A4698 Aradu.A04 4698 p3 (AAT)10 30 16222392 16222421 CCCATCTGAGGGTTGAGGTA GCATTGCGCTAACGTTTTCT 271

Ad04A4705 Aradu.A04 4705 p4 (AATT)5 20 16255173 16255192 AAAGGGAGATGATGCCGATA TCTGCAATCATATCTTCTCAATCA 257

Ad04A4709 Aradu.A04 4709 p2 (AT)8 16 16272948 16272963 TTGTTGAGATTTGGAGGGTTT GCAAGTCCAATGACGTGCTA 182

Ad04A4711 Aradu.A04 4711 p2 (AT)11 22 16274486 16274507 TGAATTACCTTGGGACGTGA TGCATGTGTTTCTACTTCATTGC 212

Ad04A4712 Aradu.A04 4712 c (ATT)11ttaaagccctccctagaataggaagtactctaccttagcttttcttattttattgtactagacgatgatgtg(ATT)5120 16274961 16275080 TCCAAAGCCCTCCCTAGAAT CTCTATTTGATTTCTTACCATGGAC 256

Ad04A4713 Aradu.A04 4713 p2 (CT)8 16 16277076 16277091 GGTAAATCTGGCGGTAACGA GAAGAGGCGACGACAAGAAG 179

Ad04A4716 Aradu.A04 4716 p3 (TTG)6 18 16283725 16283742 AGCCAAGAAAAGGTGATTGG AACAACAAGGATCAGCCACC 156

Ad04A4717 Aradu.A04 4717 p2 (AG)23 46 16283855 16283900 GGTGGCTGATCCTTGTTGTT TGCACCCTTTTTCTTCCCTA 174

Ad04A4721 Aradu.A04 4721 p2 (CT)7 14 16306497 16306510 GTGGATAGGAAGATTGCCGA GGTTTGGAACAAGTCAGGGA 251

Ad04A4726 Aradu.A04 4726 p2 (TA)21 42 16335262 16335303 TTGCTGAAAGAAACAGTGCG AAGTGTAGGGACCGATTTGC 237

Ad04A4729 Aradu.A04 4729 p2 (AT)7 14 16351274 16351287 GCGCGACTCTGATAGCTCAC CACCCTACATTTTTCCCCCT 264

Ad04A4730 Aradu.A04 4730 p2 (AT)6 12 16358524 16358535 CAAGACCGCTCCCAAAAATA CCCCTCGCCTTGATCTTTAT 180

Ad04A4731 Aradu.A04 4731 c (A)10tcttttctaaataattttaaaactacattttcgaattttttttataaatttcagatttcaatttcaaattttttcgaaaaattttc(A)13ttttgacttctttttatatcaaa(T)10142 16360954 16361095 TGCCTTTTGTGTGTTTTTCTCT TGTTCATTCCTACTTGCTTCCA 279

Ad04A4732 Aradu.A04 4732 p2 (AT)6 12 16376324 16376335 TGGATGAAAAAGAATCCACAAA TGAAACTTACAACGAGTGAATGAA 177

Ad04A4734 Aradu.A04 4734 p3 (GTT)5 15 16390501 16390515 GAACACCCGTCCAGTCTGTT AGAGGGGAAGCTCTTTCAGG 239

Ad04A4736 Aradu.A04 4736 p3 (TCT)6 18 16416382 16416399 AAACCCACACCTCTCTCCCT TCTCCCATAACTCGGAGGTG 210

Ad04A4737 Aradu.A04 4737 p2 (TG)13 26 16431700 16431725 TGTACTCTAGCCGGCCTCTG TTTCATCACACTCGCAAAATG 164

Ad04A4739 Aradu.A04 4739 p2 (AT)9 18 16438928 16438945 CCAACGAATTCACTGCCTTT GCCCAACCTTTACAAGTGGT 223

Ad04A4741 Aradu.A04 4741 p3 (TAT)5 15 16447519 16447533 GGAGAAAAGAGAGTGGGCAG ACCCACTCCAGGAACGAATA 234

Ad04A4742 Aradu.A04 4742 c (A)10t(A)10 21 16447677 16447697 GGAGTGGGTGTGTGATAGGG ATCAATGGCACCATATGCAA 279

Ad04A4753 Aradu.A04 4753 p3 (AAT)11 33 16459875 16459907 GGCCACTTTGCATTTGAGTT TGTTGAAATTGCTTGAATGTGA 251

Ad04A4754 Aradu.A04 4754 p3 (CAT)5 15 16460287 16460301 CACCACCAACTCATCCTCCT TGAATCATGAACAAAAACACATCA 227

Ad04A4755 Aradu.A04 4755 p3 (GAG)5 15 16461732 16461746 CCATTGTTCCCTGCTTCTCT TTATCGTCATCGTTGTTGCC 255

Ad04A4760 Aradu.A04 4760 p2 (AG)8 16 16495950 16495965 GGGTTTTTGATTGATAAGCCA TCAACGATCATCACCACACC 187

Ad04A4767 Aradu.A04 4767 p3 (TAT)5 15 16562852 16562866 GCAACTCTAAGTTCATAAAAACATACC TTTTCACGAACCCATTTCAA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4771 Aradu.A04 4771 p2 (TC)6 12 16615913 16615924 ATTATGAAGAATGCGCGACC AGATGATTCGCCTCCCTTTT 251

Ad04A4772 Aradu.A04 4772 p2 (CT)6 12 16623093 16623104 AAAAATGGTGGAAAAGGGAAA ATTTCAAGCCCGAAAACACA 275

Ad04A4773 Aradu.A04 4773 c (T)10gaa(T)10 23 16640791 16640813 TCACATTAGTTGTTAATGAGTTTTCG TTGGGTTGACTTGGTCAAAA 237

Ad04A4774 Aradu.A04 4774 p2 (CT)6 12 16647280 16647291 ACGTTGAACCTGGCGTTTAG TGAGATTTAGTTGCTAATGGCTG 247

Ad04A4775 Aradu.A04 4775 p3 (TTA)14 42 16653335 16653376 CCCAGTCCACGAGGTACAAT ATAGCCCCCAAGCTTGACTT 239

Ad04A4777 Aradu.A04 4777 p2 (TA)6 12 16669488 16669499 CCAATCTTAAAAGCAAAGTAACCAA TTTATTGGTACGGTGGTGGA 220

Ad04A4780 Aradu.A04 4780 p2 (TG)17 34 16677352 16677385 TTTATGACCTTCAGCAAAGGC TTGCTTGTTTCTCAAGCCCT 185

Ad04A4784 Aradu.A04 4784 p3 (AGA)5 15 16715159 16715173 TGGGAACGTGTGAGTTCATC GTGACGTGAGGGAGGGTAGA 252

Ad04A4786 Aradu.A04 4786 p3 (TCA)5 15 16720465 16720479 TTGACCACATTCAGCAGAGC TAAAAGGGGGTGGTTCAGTG 169

Ad04A4787 Aradu.A04 4787 p2 (AG)6 12 16728472 16728483 TCCCATTTCGGATAGAGCAG TGCAAATCCCTCTCTTTTGC 280

Ad04A4790 Aradu.A04 4790 c (T)10cgttttttgccttctctttctcctttttcaaccgttactgtacaatttcactgcaccttcttctttttattgctgcacgttcttcttcc(TCT)15144 16734635 16734778 TATTAACGCGCTTGAACCGT TGGAAATCGAGAAAAGAAAACA 271

Ad04A4791 Aradu.A04 4791 p3 (GAA)7 21 16735331 16735351 GGCGAAGAGAATAACGAAGAAA TCAGTTTCCAAAGCGCTACA 148

Ad04A4796 Aradu.A04 4796 c (TA)6attaatgaccaaaaagctagcaaacaaccaggtccaagggagtaccaacatggaaaagacaaagaagacttatatctatttatt(TA)7110 16781226 16781335 AAGCCTGTTTAGCGTGGAAA GCTTTCCAATGCCTCTTTTCT 256

Ad04A4803 Aradu.A04 4803 p2 (TA)9 18 16808244 16808261 GATTGGGCTCTAACTTGCCA CCGTCGAATTGTAACAACGA 208

Ad04A4804 Aradu.A04 4804 p2 (AG)9 18 16809876 16809893 TGTGAGATGTGTAAACCCCG GTTCTTCCCCCTTTGCTCTC 258

Ad04A4805 Aradu.A04 4805 p3 (TTC)5 15 16812780 16812794 TCCATTGCGGTAGAGAGCTT AACGGCACAAAACAAAAACC 246

Ad04A4806 Aradu.A04 4806 p2 (AT)9 18 16829493 16829510 TTCATTAAGCAAAGGAGGCA TTCTCCCTTCTGTCGTTGCT 276

Ad04A4807 Aradu.A04 4807 p2 (AG)8 16 16830521 16830536 ACCGACGAATTTACCGTCAG TAAGGTCTTCTGCAGCTCGG 255

Ad04A4808 Aradu.A04 4808 p3 (TAA)25 75 16831869 16831943 CAATTTTAATTAACTAACGGGGAA TTTATCAGGGATGACTAACTTTTTC 257

Ad04A4809 Aradu.A04 4809 p2 (TA)6 12 16832470 16832481 TTTGTGCTTATCTTGCCGTG TCATTCATGGGTGAATTGGA 233

Ad04A4811 Aradu.A04 4811 p2 (TA)6 12 16834322 16834333 GCCTGATACCATTTTTGCGT AAAAGAAAATAGGTGGAAAAGTTCT 183

Ad04A4813 Aradu.A04 4813 p2 (AG)6 12 16839696 16839707 AAAGCAAAGAGGAGGAAGCC CCAAAGTGCTGTCCCAACTT 188

Ad04A4815 Aradu.A04 4815 p2 (AT)6 12 16854979 16854990 AAGCATGCCAAGTGTTTGTT CAGGGAATGAAAGCACCATT 260

Ad04A4816 Aradu.A04 4816 p2 (AT)7 14 16855221 16855234 CAATGGTGCTTTCATTCCCT TCGATTTGGTGGAGTCAACA 227

Ad04A4818 Aradu.A04 4818 p2 (CT)8 16 16862671 16862686 CTTCCCTCTCCCTCCTTGTC TTGTTGCTGTGAATGGTGGT 255

Ad04A4819 Aradu.A04 4819 p5 (AAAAT)6 30 16862878 16862907 CCACCATTCACAGCAACAAC GCCTCCTCTATCTGGGTTCC 275

Ad04A4822 Aradu.A04 4822 p2 (TA)7 14 16871153 16871166 CTTGATGAGCTTCGAATTGCT ACGCCCATGTACTGCTGAAT 201

Ad04A4823 Aradu.A04 4823 p2 (GA)13 26 16871604 16871629 CCCAAGTGACCGAACAAAAT TTTTTGATTGGGGTTACGGA 232

Ad04A4824 Aradu.A04 4824 p3 (AAG)25 75 16872537 16872611 CACTCCTTTATTCTTAAAACTAGCCT GCTTTTCTGTGGCAGAGGTT 277

Ad04A4825 Aradu.A04 4825 p2 (CT)18 36 16876245 16876280 TTCCCCCTCTTTCTTCCTTT GGAGGAGAGGGGAGAAGAAT 212

Ad04A4826 Aradu.A04 4826 c (GA)8gt(GA)10 38 16876702 16876739 GGGAGAGAGAGGAGGAGGAA TCTGCCCTCTTACCTACCCTT 190

Ad04A4828 Aradu.A04 4828 p3 (AGC)6 18 16914623 16914640 CTTCACCACCATTAGCAGCA GGGGGTAAAAAGCAGAGGAC 181

Ad04A4829 Aradu.A04 4829 p2 (CT)6 12 16918329 16918340 TCCGACACAAAACACTCGAA GGAGCATATTTCGGTGGAGA 205

Ad04A4835 Aradu.A04 4835 p3 (TAA)6 18 16954172 16954189 ACGTCATCCATGGGAGAAAA TCCTGCACTGCATTTTGCTA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4836 Aradu.A04 4836 p3 (CAA)5 15 16954680 16954694 TCACTACCACTCGCAGCAAC TAGTGCTCTTGCCATTGACG 161

Ad04A4837 Aradu.A04 4837 p2 (TA)6 12 16956661 16956672 TCCCAAAAATGCTTTCGTTC TACCCTCGCCTTTATCTTGA 177

Ad04A4838 Aradu.A04 4838 p3 (CGG)5 15 16959781 16959795 GGAAACCAAACGCTTACCAA TCCTTTCTGCTTCTGGTGCT 275

Ad04A4846 Aradu.A04 4846 p3 (ACG)5 15 16981365 16981379 CCCTGCTGAGGATTCTTTTG CCGACCCGAAGAAGTTGTTA 266

Ad04A4847 Aradu.A04 4847 p3 (AGA)6 18 16982114 16982131 GAGGATAATGGCGGTTAGCA CCTGCAAGAACCTTCCTCAC 240

Ad04A4857 Aradu.A04 4857 c (CTT)5gctgcacatttttcttcc(TCT)1269 17014331 17014399 TGCTGCATGCTCTTCTATCC GAAAGAGAAGGCAAGAAACGAA 188

Ad04A4862 Aradu.A04 4862 p3 (TAT)7 21 17025627 17025647 AAGCATTATTTGAGTTCCTTTAAAAT AAACGTATCAAAACAAGGACCAA 184

Ad04A4864 Aradu.A04 4864 c (TCT)7cttcttcgtcttcttcttcctcttcctcttcctcttcctcttcttcttcttcg(T)1286 17037616 17037701 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 207

Ad04A4867 Aradu.A04 4867 p4 (TTTA)5 20 17041268 17041287 GCAAATAGCAATGGAGACCC TTGCTGGAATATTTGCCCAT 168

Ad04A4870 Aradu.A04 4870 p2 (AT)8 16 17047375 17047390 GGCAAAGTATTTGATGGAGCTT CAGTTGCATTAGTCGAGAGAGAA 155

Ad04A4871 Aradu.A04 4871 p3 (CCT)5 15 17048340 17048354 TTATCGTCGTCATCGTCGTC CAGCAACAGCAACAACAAAAG 143

Ad04A4872 Aradu.A04 4872 p3 (AAG)5 15 17049970 17049984 TGATGGAGGAGATGGATGAA ATTCACGGGCTTCTTCTCCT 103

Ad04A4873 Aradu.A04 4873 p3 (TAA)6 18 17058473 17058490 ATGTTAGTTGGCAGCAGGGA TTTGGTTGGATGGGACTTTT 169

Ad04A4876 Aradu.A04 4876 p3 (TTA)5 15 17060083 17060097 CCTTAGTTGTGGCCTTCTTTTG TTGCAATCATGTATTTCTGTTCA 226

Ad04A4877 Aradu.A04 4877 p2 (TA)7 14 17060256 17060269 GCAAGTGGTGCAGCATAAAA GACTTTTGGGTGACGGAAGA 227

Ad04A4878 Aradu.A04 4878 p2 (AT)9 18 17060552 17060569 GTTGTTGTTGCTGCGTTGTT ATTGAAATCCAGCATGCCTC 249

Ad04A4886 Aradu.A04 4886 p2 (TA)6 12 17086232 17086243 GAGGACAAGGTGTTTGCTCC TGGGAGATAGGTCCACATCA 243

Ad04A4887 Aradu.A04 4887 p2 (AT)8 16 17089544 17089559 GTTGATAAAGAAAGGTATATGAACGA TGGAATTGTTCAATCTCAATCA 279

Ad04A4888 Aradu.A04 4888 p2 (TA)11 22 17090648 17090669 CCTCCAAGCCATACCCTACA TCTCCAGTCAATAGTCAAACCG 160

Ad04A4890 Aradu.A04 4890 p3 (TTA)16 48 17094273 17094320 TTCATCATTAGGCCACAAACA TCGGTTGCTTTCAAATTGCT 177

Ad04A4893 Aradu.A04 4893 p3 (GAA)5 15 17096311 17096325 ATGATCAGCAAGGCCGTTAG TCTCTCATCAGAACCCACCC 152

Ad04A4894 Aradu.A04 4894 p2 (TC)6 12 17097997 17098008 TCGTTAAATACTAGCCTGGCA AAGAGGTTTCCCATAATGACACA 280

Ad04A4896 Aradu.A04 4896 p2 (AG)6 12 17106597 17106608 AATTCACAGAAAACGCTGGG TGAAAATCTGAATTGGAGAAGAAA 231

Ad04A4897 Aradu.A04 4897 p3 (TAA)8 24 17109816 17109839 GCAACTTAATAAAGTCTTGGGC TCAAATGGACATGGTGCCTA 264

Ad04A4900 Aradu.A04 4900 p3 (TAT)17 51 17114384 17114434 TGATTGGTTGACGTGTCAAGTT CACTTAAGAAGCAATTCGTTTAGC 264

Ad04A4901 Aradu.A04 4901 p2 (AT)7 14 17116801 17116814 CCAAAATGCTAAGAGGAGCG TCGAGGAAATTGGCATTCTT 126

Ad04A4903 Aradu.A04 4903 p3 (TTA)9 27 17119333 17119359 CAATCTCAAAAGCACCATAGCA TTCCGTCTTGTACATGCAGC 171

Ad04A4904 Aradu.A04 4904 p3 (TAA)6 18 17119541 17119558 GCTGCATGTACAAGACGGAA TTTTGTGCTGAACACCACCT 146

Ad04A4905 Aradu.A04 4905 p3 (TCT)6 18 17120923 17120940 AGAACTGTTCCATGGCTGCT CAGGGCCAAATTCAAACATT 249

Ad04A4908 Aradu.A04 4908 p2 (TA)7 14 17125427 17125440 TTTAATTCTGACGTTCATTATTGG TTCATTTCCAAATTTCTGCAT 259

Ad04A4909 Aradu.A04 4909 p4 (TAAT)5 20 17131197 17131216 GGGGAACAAAGAGATTTTCCT GCTCTCAAGGTGTTTCATGATTT 279

Ad04A4910 Aradu.A04 4910 c (TAT)5(ATT)6 33 17131501 17131533 TCTGTTATTAGGTGCAAAAATCTGA TTCTTATTCATTATCCAACAACAACAA 275

Ad04A4911 Aradu.A04 4911 p3 (TAT)10 30 17131726 17131755 TACCACGATCGATGCCATTA CGTGACTCTATTTTCCCTCCA 279

Ad04A4913 Aradu.A04 4913 p2 (AG)21 42 17138433 17138474 GATTTTGCATTTTGGCTGGT TGGAACGCAAAAGAACACAG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4914 Aradu.A04 4914 p3 (GCA)5 15 17150829 17150843 GATTGAGCTAGCCGATGTCC GCAGGTATGTCATCTCGGGT 254

Ad04A4915 Aradu.A04 4915 p2 (TC)14 28 17156605 17156632 TTTAATTATGCGCTGCCACA TATTCGCTGCTTCCCACTTT 259

Ad04A4918 Aradu.A04 4918 p3 (TTC)6 18 17168975 17168992 CCTATACCTTGGCCGAAACA TAAAATATTGCTCGCCCTCG 101

Ad04A4919 Aradu.A04 4919 c (T)10gtgttttg(T)10 28 17177658 17177685 TGCATGCAATTGACATCAAAC AATTCCTGGACCGGAGTCTT 205

Ad04A4921 Aradu.A04 4921 p2 (AT)8 16 17192169 17192184 TGAAGGCAGAATGGTGGAAT CCCTGTGAGGGTTCAATAGC 232

Ad04A4924 Aradu.A04 4924 p2 (AC)7 14 17199829 17199842 CATGTGCAAAAAGAGCGAAA TGCATATGTGTGTGTGTGGG 227

Ad04A4926 Aradu.A04 4926 c (AC)6atatacgtgcgaaacgagtgaaaaacac(A)1151 17200484 17200534 CGAAAAACAGACGCTGTGAA ATTTTTCGCTCGTTTTGCAC 206

Ad04A4927 Aradu.A04 4927 p4 (TTAT)5 20 17208506 17208525 TCACATGTGCATTGATCTTTTCT TGCATCAACTAAGTGTGGGG 250

Ad04A4928 Aradu.A04 4928 p3 (CTT)5 15 17211453 17211467 GCTTTTGCAGTTCCAACCTC AGTCACAGAGCCTCCTTCCA 216

Ad04A4929 Aradu.A04 4929 p3 (AAT)11 33 17217459 17217491 GCCCCCGTTTTATTTATTTT GGAAACACCAAACTTAATTTCAA 280

Ad04A4930 Aradu.A04 4930 p2 (AT)6 12 17227131 17227142 GGCACTTCCTCTTGAGTCATGT TCAGTGAAGAGATAGGCGAGG 266

Ad04A4931 Aradu.A04 4931 p2 (TA)6 12 17229603 17229614 GAACGTCGACACGGTAGGAT TTTGAATCTATTCCGGGCAC 231

Ad04A4932 Aradu.A04 4932 p2 (AC)12 24 17233481 17233504 ACGAGCGAAAAACACACACA CGTTTCGCACGTGTATTTTG 100

Ad04A4933 Aradu.A04 4933 p2 (AC)13 26 17233814 17233839 CACGTGCTAAATGAGCGAAA CTTGCTTTGCACGTTTGTGT 205

Ad04A4934 Aradu.A04 4934 c* (A)10(AC)9* 27 17235137 17235163 CACCCACACACGTACGAAAC TGTGTGTCTTTCGCTCGTTC 192

Ad04A4935 Aradu.A04 4935 p2 (AC)17 34 17235297 17235330 GAACGAGCGAAAGACACACA CACTCGTTTTGCACGTGTCT 221

Ad04A4936 Aradu.A04 4936 p2 (AC)6 12 17236154 17236165 AAACACATACACCCATGCGA TCGCTCGTTTTGCACTTATG 261

Ad04A4937 Aradu.A04 4937 p2 (AC)6 12 17236407 17236418 GAAACAAGCGAAAAACTCGC CGTTTCTCACGTGTGTGCTT 273

Ad04A4938 Aradu.A04 4938 c (AC)6gtgcgaaacgagtgaaaaacacccatgtctgaaacaaacgaaacacacaaaaaaacacaaatacgcgcgaaacaagcgaaaa(AC)6106 17236597 17236702 ACAAAAATCCACACGTGCAA TTCGTTCGTTTCAGACATGG 254

Ad04A4939 Aradu.A04 4939 p2 (AC)7 14 17236958 17236971 AAACGAGCGAAAGACACACA CACTCGTTTTGCACGTGTCT 275

Ad04A4940 Aradu.A04 4940 p2 (AC)12 24 17237074 17237097 AAACGAGCGAAAGACACACA CACTCGTTTTGCACGTGTCT 275

Ad04A4941 Aradu.A04 4941 p2 (AC)6 12 17237452 17237463 AACGAGCGTAAAACACCCAC TTCTCTCGTTTCGCATGTGT 169

Ad04A4942 Aradu.A04 4942 p2 (AC)6 12 17237868 17237879 GTGCGAAATGAGCGAAAAAT TCGCACTTATGCGTGTTTTC 251

Ad04A4943 Aradu.A04 4943 p2 (AC)6 12 17238118 17238129 TGCGAAACGAGTGAAAAACA TTGCACGTGTGGATTTTTGT 244

Ad04A4944 Aradu.A04 4944 p2 (AC)7 14 17238360 17238373 ACAAAAATCCACACGTGCAA GTTTCGTTCGTTTCGGACAT 131

Ad04A4945 Aradu.A04 4945 p2 (AC)7 14 17238722 17238735 AAACGAGCGAAAGACACACA CACTCGTTTTGCACGTGTCT 267

Ad04A4946 Aradu.A04 4946 p2 (AC)8 16 17238838 17238853 AAACGAGCGAAAGACACACA CACTCGTTTTGCACGTGTCT 267

Ad04A4947 Aradu.A04 4947 p2 (AC)7 14 17239461 17239474 CGCACGAGTGAAACGATAAA CTCGTTTCGCATGTTTGTGT 124

Ad04A4948 Aradu.A04 4948 p2 (AC)6 12 17240228 17240239 ACAAAAATCCACACGTGCAA CTGGGTGGTTTTCACTCGTT 232

Ad04A4949 Aradu.A04 4949 p2 (AC)7 14 17240887 17240900 CGTGCGAGATGAGTGAAAAA CGCACGTGTATGTGTGTCTG 243

Ad04A4950 Aradu.A04 4950 p2 (TG)7 14 17241622 17241635 CTCGTTTTGCGTGTGTGAGT CGTGCGAAATGAGTGAAAAA 239

Ad04A4952 Aradu.A04 4952 p2 (AC)7 14 17242808 17242821 ACACGTGTGAAACCAACGAA CGAGCGAAAAACACAAAACA 219

Ad04A4953 Aradu.A04 4953 p2 (GT)6 12 17243073 17243084 ACACGTGTGAAACCAACGAA CAAAACGAGCGAAAAACACA 169

Ad04A4954 Aradu.A04 4954 p2 (AC)6 12 17245910 17245921 CAAGGACACATGTGAAACGG ACGTGTGTTTTTCCCTCGTT 144



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A4955 Aradu.A04 4955 p2 (AC)6 12 17247776 17247787 CAAAACGAGCGAAAAACACA CTCGTTTCTCACGTGTGTGC 260

Ad04A4960 Aradu.A04 4960 p2 (TG)6 12 17270944 17270955 ATTTTTCGCTCGTTTTGCAC TGAACGAAAAACACGCAGAC 258

Ad04A4963 Aradu.A04 4963 p2 (TG)6 12 17272721 17272732 TTTTCCACGAGTTTCACACG CGAAAGGTGCGAAAAACACT 239

Ad04A4964 Aradu.A04 4964 p2 (GT)9 18 17274156 17274173 CGTTTCTCACGTGTGTGCTT ACGAAACGAGCGAAAAACAT 232

Ad04A4965 Aradu.A04 4965 p2 (GT)6 12 17274491 17274502 CGTTTTGCACGTGTGTGTTT ACCTTCGAAACAAGCGAAAA 224

Ad04A4966 Aradu.A04 4966 p2 (GT)6 12 17274989 17275000 CGCTAGTTTTGCACGTGTGT GTGCGAAATGAGCGAAAAAT 268

Ad04A4967 Aradu.A04 4967 p2 (TG)6 12 17277140 17277151 CTCGTTTTGCACGTGTGTCT GTCCGAAATGAGCGAAAAAC 230

Ad04A4969 Aradu.A04 4969 c (TG)6tctatgtgtttttttggtgttttccacgagtttcacacgcgtgtttttcgcttgtttcgcaca(TG)6(T)10gtgtttcgttcgttccggacatgggtgtttttccctcgtttcgcac(GT)6155 17277510 17277664 TCGCACGTGTCTGTGTTTTT ACGTCCGAAATGAACGAAAC 246

Ad04A4970 Aradu.A04 4970 c (GT)6ttttttgtttttcgctggtatcgtacaagtgcgtgtttttcgttcgttttgcacgc(GT)782 17278031 17278112 CTCGCTCGTTTCGAACAAAT TGCGAAACAAACGAAAAACA 186

Ad04A4971 Aradu.A04 4971 c (GT)6ttttcggttgtttcgcacgcgtgtgtgta(T)1152 17278730 17278781 TGTGTTTTTCGCTTGTTTCG GCAAAACGAGACACCTGTGA 269

Ad04A4972 Aradu.A04 4972 p2 (TG)6 12 17281010 17281021 TGTCGCTCGTTTTGTACCTG CGAAATGAGCGAAAAACACA 203

Ad04A4974 Aradu.A04 4974 p2 (GT)6 12 17282304 17282315 GTTTCGCACGTGTGTGTGTT GTGCGAAATGAGCGAAAAAT 264

Ad04A4975 Aradu.A04 4975 p2 (TG)6 12 17282546 17282557 TTGTGTTTTCTCCCGTTTCG ACACACGTGCTAAACAAGCG 102

Ad04A4977 Aradu.A04 4977 p2 (AC)6 12 17283822 17283833 ATGCGGAACGAGTGAAAAAC TTCGCACATGTGTGTGTGTT 257

Ad04A4978 Aradu.A04 4978 p2 (GT)9 18 17284074 17284091 GCGTGCGAAATGATAAAACA ACACGTGTGAAACCAACGAA 250

Ad04A4979 Aradu.A04 4979 p2 (GT)6 12 17284576 17284587 GGAGAAAGAGGGCAAGGAAA CTCTCTCTCCCCTCCCCC 241

Ad04A4980 Aradu.A04 4980 p2 (AC)9 18 17285287 17285304 ACAAGCGAAAAATACGTCCG GTTTTTCACTCGTTCCGCAT 197

Ad04A4981 Aradu.A04 4981 p2 (GT)6 12 17286024 17286035 CGCACGTGTATGTGTGTCTG CGTGCGAGATGAGTGAAAAA 241

Ad04A4983 Aradu.A04 4983 c (TG)9(T)11 29 17288014 17288042 GTGGATTTTTGTCGCTCGTT AAAAACCACACACGTGCAAA 262

Ad04A4984 Aradu.A04 4984 p2 (AC)6 12 17288264 17288275 TTTGCACGTGTGTGGTTTTT CGTTTCGTACGGTGTACGTG 240

Ad04A4986 Aradu.A04 4986 c (AC)6gtgcgaaacgagtgacaaacacacataagtgcaaaacgagtgaaaaacacgcacacgtgcgaaaagagcgaaaatcacaaaaaaa(AC)7111 17290222 17290332 ATGCACACATGCGAAAAGAG TGCGCGTGTGAGTATTTTTC 245

Ad04A4988 Aradu.A04 4988 p2 (AC)7 14 17291342 17291355 CACACACGGACAAAACGAAC TCTTTTTCACTCGTTTCGCA 249

Ad04A4989 Aradu.A04 4989 p2 (AC)6 12 17292049 17292060 TCTAAAATTCAGCCCCTCCA TTTCGCTCGTTTTGTACGTG 279

Ad04A4990 Aradu.A04 4990 p2 (AC)7 14 17292887 17292900 GTTCGAAACGAGCGAAAAAC CACCTCTAGATCCGTCCCTG 266

Ad04A4991 Aradu.A04 4991 p2 (AC)6 12 17293594 17293605 TCTAAAATTCAGCCCCTCCA TTTCGCTCGTTTTGTACGTG 279

Ad04A4994 Aradu.A04 4994 c (A)10ggttgttcttctattgcaacatcaagtacagaagaaaaaacacgcttaat(A)1070 17299735 17299804 TATTTCGCCCCATTTGGTAA AAACATCATGGGGGAGTGAA 244

Ad04A4997 Aradu.A04 4997 p2 (AG)7 14 17303367 17303380 TGGGAAGTGAGGGAAGATTG CGAGTGCATTATGGGTTGTG 270

Ad04A4999 Aradu.A04 4999 p3 (AGA)5 15 17311791 17311805 TAGCAACAACGGCACAAGAG CTGACGACTGAGAAAACCCG 267

Ad04A5000 Aradu.A04 5000 p2 (TC)6 12 17312816 17312827 TCTTCCCTTTGCTGCTGAGT CAACTCCTAAGACATTCTTATTTGC 273

Ad04A5003 Aradu.A04 5003 p2 (AG)6 12 17351517 17351528 AATACGCTTGGGTCGCATAC CATTCCAGTCAGCCATTTCA 187

Ad04A5004 Aradu.A04 5004 p4 (TAAA)5 20 17352150 17352169 ACATGGGTCCGTACCTGAAA AGAGTTGCCTTGAAATTGGC 163

Ad04A5006 Aradu.A04 5006 c (AC)7(AT)6aaaatttttctatgttgctttgtcagtttcataagcattcaatttgaagaatatgtg(T)1093 17353610 17353702 AAACAGACAAGTATCCACTGCC AAGCACAAAAATAAATGTGAAAAA 269

Ad04A5008 Aradu.A04 5008 p2 (CT)9 18 17356060 17356077 GGCATCATCACCATCATCAA TCCACACAACAGAGACGATCA 272

Ad04A5009 Aradu.A04 5009 p2 (TG)11 22 17359416 17359437 CACTGTGGCCACCATAGTCA GTAACCCCGGGTACCTGTTC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A5010 Aradu.A04 5010 p4 (ATTT)6 24 17362231 17362254 TGGAAGCTTTAATTTTTGGCA AACCGTGACTTTCCTTGCTC 147

Ad04A5018 Aradu.A04 5018 p2 (GT)7 14 17404570 17404583 TTTGTAGAGCTCTTCGCGGT CCCTTGGCCCAACATAACTA 216

Ad04A5019 Aradu.A04 5019 p2 (GT)7 14 17411997 17412010 GAGCGACAATCGGAGCTCTA TAAGGGTACAACCAGGGACG 269

Ad04A5020 Aradu.A04 5020 p2 (TA)7 14 17418025 17418038 TTGCTTGCTGAGTCAGTTGTG TGCACATACCTTTAGAGGAAATAAAA 280

Ad04A5022 Aradu.A04 5022 p3 (GAA)5 15 17421114 17421128 AGCCGTTCTTTGTTCTCTGC AAATACCACGCACCACACAA 100

Ad04A5023 Aradu.A04 5023 p2 (GA)6 12 17425538 17425549 CGAGGAAAAGAGGCAAAGAA GCCTTTCCCCGTTTAGATTC 192

Ad04A5024 Aradu.A04 5024 p2 (AT)6 12 17426130 17426141 TGTCCATGTGTGTGATACCG GCAATGGTAATAAGATTCGAATAGC 201

Ad04A5027 Aradu.A04 5027 p2 (AT)6 12 17431447 17431458 TCAACCAACTCCAACCAACA CTCACTCCCCAGTTTTCTGC 253

Ad04A5028 Aradu.A04 5028 p2 (CT)8 16 17432477 17432492 TGGTTACCTGCACCACGTTA TAGTAGCGGCGACGATCTTT 279

Ad04A5029 Aradu.A04 5029 p2 (TA)7 14 17439540 17439553 ATCCATTGATGCTCAAAGCC TCCATGAATCCTTCACCTCTC 275

Ad04A5030 Aradu.A04 5030 p3 (CTT)9 27 17449421 17449447 CCCCCTTTCACTCTTTCACA GTCTTGGAGGCAGAAAGCAC 222

Ad04A5031 Aradu.A04 5031 p3 (CTT)5 15 17449738 17449752 TTCTCCTTCTTCTCCCCCTC GCTTCAAAACGACATCAGCA 206

Ad04A5032 Aradu.A04 5032 c (TTA)9ctgcaacaataccctttttagttttagctttacttttaattttcctgccacag(T)1191 17450643 17450733 TGCATCATCATCATCACCAA ATCCAAATCCAACCACCTGA 264

Ad04A5033 Aradu.A04 5033 p3 (ATT)6 18 17451862 17451879 TAGACAGGAGGGTCAAAGGC CACTTGCACAAAGCTGGAAA 275

Ad04A5034 Aradu.A04 5034 p2 (TA)6 12 17453730 17453741 TTTCCTTCTTTTCACCACAAAAA CAATCATCAACTGCCACCAC 259

Ad04A5035 Aradu.A04 5035 p3 (TTC)8 24 17454014 17454037 TTTTCTGCTGCGGAAGCTAT GCGCCTCATCCTCTGTATGT 165

Ad04A5039 Aradu.A04 5039 p2 (CA)6 12 17462159 17462170 GGTACAAAAATTGAACCTTTTGATT TCTTGGATATGTTGGACGGA 232

Ad04A5042 Aradu.A04 5042 p4 (TAAT)6 24 17491439 17491462 TAGAAAGCACCTTCCCTCCA TGTGAGTTCGAGTCCTAATCTTTG 245

Ad04A5046 Aradu.A04 5046 p2 (AT)6 12 17504523 17504534 GATTTTGTGAAAAACAAAACAATTT CCCTTAACTTCTAACTCCCAAACTC 269

Ad04A5048 Aradu.A04 5048 p2 (TA)8 16 17511098 17511113 TGCTGCTTATTTTGATGCCA TCTGATTTCCGACAAAGGCT 237

Ad04A5055 Aradu.A04 5055 p2 (GA)16 32 17532004 17532035 TGGATGAAGAGCCAAGCAGT GCTGTCAGCAGCAAGCATAC 252

Ad04A5057 Aradu.A04 5057 p3 (TGT)5 15 17534060 17534074 CTTCAAACTTCCTTCCAGCG CTCTGCTTCTTCCACCATCC 253

Ad04A5058 Aradu.A04 5058 p3 (TTC)5 15 17537806 17537820 AGGAGCGAGGTGAGAGTGAG AAGACTGAGGAACAAGGCGA 188

Ad04A5059 Aradu.A04 5059 c (TA)7ctcctcttttttatatgttgtaatatataactagtca(AT)1173 17538809 17538881 CTTTTGTCACACGGAGAGCA ACGACACATGTATTAGCTCCCT 225

Ad04A5061 Aradu.A04 5061 p3 (AAT)6 18 17554334 17554351 CGGCCAAATCTTTTTCCTTT TTTCATTTCAAACTCTTCTTTTAGAGC 278

Ad04A5063 Aradu.A04 5063 p2 (TA)6 12 17562450 17562461 GCCACATCTGACTTTTCCGT ATGCAAGGGGAGAAAGAGGT 265

Ad04A5074 Aradu.A04 5074 p2 (AG)6 12 17590702 17590713 TCTTGGGTGAAAGTAAAACTAAATGA GCCTTACGTACAACACACAAGC 280

Ad04A5075 Aradu.A04 5075 p2 (AT)8 16 17592137 17592152 AAAGTAGGCCAAACGGACCT GGTCACGAGAAGGTGGATGT 104

Ad04A5076 Aradu.A04 5076 p2 (TC)16 32 17595478 17595509 TGTCAACGCTTCACATTTCG TTGTCGTTTCACTACCGTCG 173

Ad04A5077 Aradu.A04 5077 p3 (GAA)6 18 17604061 17604078 TTCTATGGGCTCTTCATGGG CGCACCACTTCTTCCTCTTC 232

Ad04A5081 Aradu.A04 5081 p2 (CT)6 12 17619744 17619755 TCTCCCTCTCTCCCACTCTGT GGGAGGAGGTGGAGAGAAAA 270

Ad04A5082 Aradu.A04 5082 p2 (TC)10 20 17619966 17619985 CTCTCCACCTCCTCCCATC GGAAGAAAAGAGAAAAAGGGAGA 183

Ad04A5083 Aradu.A04 5083 c (CT)7cctccttttctttt(TC)844 17620131 17620174 TCTCTCCCTTTTTCTCTTTTCTT AGGGGCAGGAGAGAGAGAGG 225

Ad04A5084 Aradu.A04 5084 c (CT)6tatgctttttctcctccttccctctctctctttctctatt(TCC)5tctctctctttttcctatctctcattttcccttttttctcttttttctctctccttctcttttattttggagaaaagaggag(GA)7163 17620340 17620502 TCTCTCTCCTTTCCTCTTCCC TTCTCCTCTTTCTTCCCTTCTTC 260
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Ad04A5087 Aradu.A04 5087 p2 (AT)8 16 17626915 17626930 TTGGTGTCATTTTGTTGTTTTTC CCAAAGTCCTTCTGGACTGC 277

Ad04A5089 Aradu.A04 5089 p3 (TCT)6 18 17682156 17682173 AACCGAACCCACTTCTCTCC CTCGGAAGTGGAAGCTTTTG 207

Ad04A5090 Aradu.A04 5090 p3 (ATT)5 15 17697109 17697123 CCCCCGTCCAAAAATAAAAT GTGTCGTATCGGTGCTTCCT 246

Ad04A5092 Aradu.A04 5092 p3 (CAT)23 69 17700043 17700111 CGTTATCATCACCATTACCATCAC AAAAAGAAGACGACGATAACGG 185

Ad04A5094 Aradu.A04 5094 p2 (GT)6 12 17728526 17728537 CAAGCCAAGAAGCGAAAAAC TGTGTACCCGATTCCCAAAT 163

Ad04A5095 Aradu.A04 5095 p3 (AAT)5 15 17733816 17733830 CCAAAATCCAAACACAAAGAGA CATTTCGTAATGTTTCTTTCATCTAGT 280

Ad04A5098 Aradu.A04 5098 c (T)10aacgaatggttttggtaccatgatttgccc(T)1454 17737250 17737303 AGCTTACGTGGAGAAACACGA AGCTTTGGTTCGCTCAAAAA 277

Ad04A5100 Aradu.A04 5100 p2 (TC)7 14 17741545 17741558 TCTGTGTATGGCCCCAAAAT ACCAAAGAGGCAAAGACCAA 161

Ad04A5101 Aradu.A04 5101 c (TTC)5tctttttctcctc(T)1139 17741827 17741865 TTTTTGACATACAAGTTCATACAAGTT CGATGATGAAAAAGATGGAGAA 204

Ad04A5104 Aradu.A04 5104 p3 (TAT)5 15 17747964 17747978 TGTCTAAGCAAATAAAGAAATTCAAGA CGGATATGGACTTTTGTGGA 250

Ad04A5105 Aradu.A04 5105 p2 (TC)6 12 17753290 17753301 TCAATGCTGAATGGCTCAAC TTAACGGGGAGTTAGCAACG 259

Ad04A5106 Aradu.A04 5106 p2 (TG)7 14 17757899 17757912 TAGCAGTGTGGCCCTCTCTT TCTACCCCACACCACCCTAA 200

Ad04A5108 Aradu.A04 5108 p2 (TG)8 16 17783717 17783732 CAACCCTCTTCTCTCGCAAC ACTCACCTCACCCCACTCAC 125

Ad04A5119 Aradu.A04 5119 p2 (AG)8 16 17806453 17806468 CTGTTGCTTTGCATCTTTGG GGGTGTTGGGTTCAGTTTTT 168

Ad04A5121 Aradu.A04 5121 p3 (GAA)5 15 17816333 17816347 GGATTGAAAATGGGGGAAGT CTTTACCCCCTAACCCTCCA 209

Ad04A5122 Aradu.A04 5122 p2 (AT)6 12 17816631 17816642 TGGAGGGTTAGGGGGTAAAG TGGATCACATAAATACTAACCAATTTT 267

Ad04A5126 Aradu.A04 5126 p2 (AT)6 12 17824433 17824444 GATTGGGTTCTTGTTAAGTTTCC TGTTAGTGCATGCATGGTATGAT 241

Ad04A5134 Aradu.A04 5134 p3 (TAA)16 48 17850740 17850787 AACAGTCCTCCATCCAAAAA CCAACGTTTTTCTCTATCAGACAT 280

Ad04A5154 Aradu.A04 5154 p3 (TTC)5 15 18133440 18133454 TACCCTCTCCCCTCTCCCTA TAAAATATTGCTCGCCCTCG 165

Ad04A5156 Aradu.A04 5156 p2 (AT)9 18 18159494 18159511 CATGCAAACCGATTGAACAG TCCAATGCAGCAAATGTTGT 118

Ad04A5157 Aradu.A04 5157 p2 (AG)6 12 18160238 18160249 AGGCTCAAGACTTTGCGTGT AAACCCTCCAAACCCAAAAC 207

Ad04A5161 Aradu.A04 5161 p2 (TA)10 20 18182475 18182494 ATGGCTAGCCGGCTTAAACT CTAAGCTTTACCTCGCGTCG 273

Ad04A5163 Aradu.A04 5163 p2 (AG)7 14 18199391 18199404 AGAGAGGAATGCTGTCGCAC ACGGTTCTGCCTCTGACACT 117

Ad04A5164 Aradu.A04 5164 p2 (AG)7 14 18207056 18207069 CCGTTGCTAACAGAGGGAGA TGCTCTCTCATCAGGTCACG 174

Ad04A5167 Aradu.A04 5167 p2 (TA)7 14 18224413 18224426 GATGCAAGAAGGAGGACCAT TGTTTTGGGTTTGTTAGGGG 237

Ad04A5173 Aradu.A04 5173 c (TA)6cttag(CT)6ccgtataacttgttcttttgatcctcctagaggtttatggagaagcaggatttttttatgtacatttgggtttgg(AT)15gtc(TG)7151 18285641 18285791 TTTCAGATGCAGGTCGAGTG CTAACTCAACCCGCGAAGTC 280

Ad04A5174 Aradu.A04 5174 p3 (AAT)6 18 18294880 18294897 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 199

Ad04A5175 Aradu.A04 5175 p3 (TTC)7 21 18297733 18297753 TCCCACATAGCCGAACCTAC TTAGGTGCCATTGATGGTGA 161

Ad04A5176 Aradu.A04 5176 p2 (GA)6 12 18302556 18302567 GGAGGGGGTCCGAATTATTA CACCTCTAATTTTCGAAGGTCAC 177

Ad04A5178 Aradu.A04 5178 p2 (TA)6 12 18316026 18316037 TTCTTTCGGTGTCGTCATAGG ACAAACCGATTCGACCAAAA 167

Ad04A5181 Aradu.A04 5181 c (T)10cggttgtggattttatcaaatttaaacatatacctctaattatcacaatctatactagatttaagttctatcactagc(T)1098 18328598 18328695 TTCCACATAAAAAGTAATCCCAAAA TCAAGACGATGACGATAATAAGAA 232

Ad04A5185 Aradu.A04 5185 p3 (CAT)5 15 18331062 18331076 GCCACCACTATCGTCACCTT AATGATTGCGACATGCAAAT 273

Ad04A5186 Aradu.A04 5186 p3 (TCA)7 21 18332261 18332281 TTCCTTCTTCTCATCTTCACTGC GAATGTAGGCTCCTTCTCTTCC 211

Ad04A5187 Aradu.A04 5187 p2 (TA)7 14 18335366 18335379 ATAACGGAGAAACGATCCAA TCTGTTGGCTAACATTGAAAAA 252
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Ad04A5191 Aradu.A04 5191 p2 (GA)6 12 18355529 18355540 AACCTGGGAGCAGTGAAGAA GCCATCTCTCTCTTTCCCCT 218

Ad04A5195 Aradu.A04 5195 c* (TTC)5ctcttcttctcgtgtgtcaaccgtgttctcagccatcttttcgctccccttgtcttctcattcttcactaacaaactcaatagttctca(TTC)8(TC)16*158 18381773 18381930 AACTGAACACAAACATGGCG GAAGGTGTTGTGAATGCAGC 207

Ad04A5204 Aradu.A04 5204 p2 (TC)7 14 18395820 18395833 TCTCAAGTTCTTCCCTCCCC ATGTGCAAGACGATGACGAG 115

Ad04A5205 Aradu.A04 5205 p2 (GA)7 14 18401457 18401470 TGTTTAGACCCCTGTCCTGG TCAAGTTCTTCCCTCCCCTT 279

Ad04A5207 Aradu.A04 5207 p3 (ACC)5 15 18406513 18406527 ACGCTAACATCACCCTGACC CCGGAAAATATCTCCGTCAA 266

Ad04A5208 Aradu.A04 5208 p3 (ATT)6 18 18407300 18407317 TGCACATGTAGTGTGTTGGTG CACTGTGATGGTTGCAGGAG 125

Ad04A5211 Aradu.A04 5211 p2 (CT)6 12 18458967 18458978 CCTAAATGGAGCAGGGATGA TGAAAAGAGGGATGGAGGTG 156

Ad04A5212 Aradu.A04 5212 p5 (CGGAT)5 25 18476520 18476544 CGATCCACACTGCACTCATC GCCAAATGAAATTTGAAAACG 163

Ad04A5217 Aradu.A04 5217 p3 (GCG)5 15 18509572 18509586 AAATGGCACTAACGGTGGAG GATTTAATCTCGGTGCCCAA 245

Ad04A5218 Aradu.A04 5218 c (T)10ccgtaaaattagcacaactattatttttatttacgaatatttaaattattgataaaattaaccataaaaactaaaatacatattattgtaccatgat(A)10117 18509808 18509924 GGGCACCGAGATTAAATCAA CGAAAATAAAGAGTAAGAATGTTGAAA 266

Ad04A5220 Aradu.A04 5220 c (GA)6a(AG)19 51 18513018 18513068 GGAAGAATGGACAGAGAGCAG CATGCACTCCTCACACTTGC 246

Ad04A5223 Aradu.A04 5223 p3 (TTA)8 24 18535274 18535297 CGGCACCATCAGATTTTCTT AGGATCGGATCGGATTTCAT 263

Ad04A5228 Aradu.A04 5228 p2 (CT)13 26 18543139 18543164 TAATGAGACGCTGCGTTTTG AACGGATCGGTGAAGAGAGA 204

Ad04A5229 Aradu.A04 5229 p3 (AAG)5 15 18552460 18552474 GTTTCTCTGGCGTTAGGTGC CATTCATCCTCTCTTCCCCA 271

Ad04A5237 Aradu.A04 5237 p3 (TAG)5 15 18611957 18611971 TTTTGGAAGGCTGAATTGCT GGAAGCAAAAATCCCAAGAA 203

Ad04A5238 Aradu.A04 5238 p3 (CGA)7 21 18613428 18613448 ACATCAACACCTACTCCGCC TTTTAGGACATTTAAGCCACAGTT 249

Ad04A5239 Aradu.A04 5239 c (TC)6(T)11 23 18616238 18616260 TTGGCTTTTTCTGCTTGCTT TTGTTGTTCATGAATGTTGGC 177

Ad04A5243 Aradu.A04 5243 p3 (AAG)5 15 18704146 18704160 AAGGGGAGCGAGAAATGAAT CACACGTACGCATCACCTTC 276

Ad04A5245 Aradu.A04 5245 p3 (TTA)19 57 18735253 18735309 TCTCCGATCCGTTAACCTCA CGAATTCGAACAGAAGCCAT 245

Ad04A5247 Aradu.A04 5247 c (T)10gtattttttatttaaa(T)1036 18744027 18744062 GCATGCAATTGACACCAAAC TCACTTGCTGACGGTTCATC 226

Ad04A5251 Aradu.A04 5251 p3 (TTA)10 30 18761331 18761360 CAACACTTTAGTTTCAATGATGCC CTTCTGAACCACAAAGACACG 250

Ad04A5252 Aradu.A04 5252 p2 (TC)6 12 18762242 18762253 AGTTGCATGCTTCGTGTATCA TGCAAAGGTGTATATATAAAGGGG 253

Ad04A5254 Aradu.A04 5254 c (T)12gtatacacaaagcatactctttatagtatcaactttattcacttactcatttaaggtccatcaatatgttgtgtttgtcatattttcttttctc(T)11117 18766661 18766777 TCCACAAGCAAATGAAAAACC TACCCACCGAACTTACTGGG 232

Ad04A5255 Aradu.A04 5255 c (T)12gtatacacaaagcatactctttatagtatcaactttattcacttactcatttaaggtccatcaatatgttgtgtttgtcatattttcttttctc(T)11117 18767677 18767793 TCCACAAGCAAATGAAAAACC CCACCAAACTTACTGGGCTG 229

Ad04A5257 Aradu.A04 5257 p2 (AT)13 26 18774244 18774269 TGGGAACAGAAGCTTTTTGAA CAGCGGTTAGGTTTTTCTGG 273

Ad04A5258 Aradu.A04 5258 p3 (ATT)6 18 18779991 18780008 CGGCTAATCACTGGTTGGTT CAGGGAAAAAGGCACTCTTG 277

Ad04A5261 Aradu.A04 5261 c (A)10gaaaagaagagt(AGA)5gaatatgggaagagagggaga(AAG)573 18785276 18785348 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 242

Ad04A5263 Aradu.A04 5263 p3 (ATA)6 18 18802459 18802476 GCCAATTGGTAGAAAAAGTGGA GGTCTTAGGGGACCACCAAT 240

Ad04A5264 Aradu.A04 5264 p2 (TA)7 14 18805910 18805923 TGAAGCAAGAAAAAGCAGCA TTATTCCTTTGGGCCCTTCT 244

Ad04A5274 Aradu.A04 5274 p2 (TA)8 16 18845427 18845442 GCAGGTTGAGCTACATGGGT GGTTCGATCTCCATCAATTTC 136

Ad04A5276 Aradu.A04 5276 p3 (AAT)5 15 18849324 18849338 AACAATCACTTTCATTCTTCGTGA TGTCTCCTCCCTCTCTCCCT 264

Ad04A5277 Aradu.A04 5277 p2 (TA)8 16 18850808 18850823 GTCTTTGTCTAGGGGTGGCA AACCCGCTCCACCTCTATCT 244

Ad04A5278 Aradu.A04 5278 c (A)11cggccatgggcgcgctagcacgctgt(GC)649 18888387 18888435 ATAGGGAGCTCTTGGGCATT AGAGAAAAGCAGGGTGCAAA 272

Ad04A5279 Aradu.A04 5279 p3 (ATA)5 15 18888746 18888760 TTTGCACCCTGCTTTTCTCT ACGGCATGTCATTAAGGTCG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A5281 Aradu.A04 5281 p2 (TA)6 12 18899405 18899416 AAATGTAGTGACCCATGCCC GCCGATCTTTTTAAGGGAGG 151

Ad04A5282 Aradu.A04 5282 p2 (CT)6 12 18910090 18910101 CCTAATTGGTGCAGGGATGT TTGGGTGGGAAAGAGATTTG 221

Ad04A5283 Aradu.A04 5283 p3 (TCT)7 21 18910253 18910273 CAAATCTCTTTCCCACCCAA AAGCAATTGCCTTCCCTTTT 228

Ad04A5285 Aradu.A04 5285 p2 (AT)8 16 18919679 18919694 AACCCAACTGAATTCATAGGTCA AAGGAATTGTTTGAATAATGAGAAA 267

Ad04A5291 Aradu.A04 5291 p2 (TG)7 14 18930821 18930834 TTCTTGGTTTCGACGAGCTT GTGCTAGCCCAGTAATCCCA 193

Ad04A5293 Aradu.A04 5293 p3 (TAA)5 15 18939692 18939706 TCCAGAACTTCCAACACTTGA TAGATGGAGCCTGAGCCACT 280

Ad04A5294 Aradu.A04 5294 p6 (TTCTTT)5 30 18940532 18940561 AGTAGCCAAAAACACACGCC GCAGAGCTTTTCCGTAACCA 265

Ad04A5306 Aradu.A04 5306 p2 (CT)8 16 19011873 19011888 CACTCTTCTTCATCTTCTTCTCTCC TCTGTTGGGCTGAATTTGTG 176

Ad04A5307 Aradu.A04 5307 c (A)11gaaagaagaagag(A)1034 19022361 19022394 TGATGCAGATGATGAAGAAAGAG TCCGCAAAATATTTGAAGATCA 246

Ad04A5308 Aradu.A04 5308 p2 (TA)6 12 19027417 19027428 GGTTATGACGTGTCCCGACT CTGGGATTAGCAACAAGGGA 203

Ad04A5309 Aradu.A04 5309 c (A)10tttcttgtgtttcttgtttgagtcttgagtcaatttttatgtttggtgtcaattgcatgtttttaaaatttatgca(T)1096 19052298 19052393 TTTTTCTTTGTTTTTGTTTTTCCA TGAAGATAATGAGGAATGCAATG 195

Ad04A5310 Aradu.A04 5310 p3 (TCT)7 21 19056741 19056761 AAACCCACACCTCTCTCCCT GGTCTTGATGGGCTTTTGAG 246

Ad04A5315 Aradu.A04 5315 p3 (ATG)5 15 19088402 19088416 TCCTAACCATTTTTGAACCGA CACCAAGAGACCAATTAAGTCC 187

Ad04A5316 Aradu.A04 5316 p2 (AG)6 12 19093550 19093561 ATCCATTGCGGGACAGATAG ACATATTGCAAGGAAAGGCG 259

Ad04A5317 Aradu.A04 5317 c (A)10gaaaaaaggagaaaaatg(A)1038 19102361 19102398 TTGTTGTTCATGAATGTTGGC TTTTTGCCTTGGATCACAACT 184

Ad04A5320 Aradu.A04 5320 p2 (TA)11 22 19126586 19126607 CCTCCGGTTCTCATTCCATA AACAAAATCCTGCCTCTCCA 216

Ad04A5323 Aradu.A04 5323 c (GAT)5gccatgatttatgtgaaattggttaaaacaatgaacaacataatttac(T)1073 19163557 19163629 AGCTCAGTCTTCAGGAGCCA TTACCGCCGTTAAGTCAAGG 219

Ad04A5325 Aradu.A04 5325 c (T)10cttcaaacaagaataatagtactataacaacttattattttaaaaaagtcatttcag(T)1279 19167700 19167778 AAGCGTGCATGCATAAGTCA TCATATCATCGGTGCTAAGTCAA 135

Ad04A5328 Aradu.A04 5328 c (TGA)5(TAA)16 63 19170977 19171039 CCGCCGAAATTAGTTAAAAA TCTCGAAAACTCTAATTCAACGG 279

Ad04A5329 Aradu.A04 5329 p2 (AC)6 12 19179134 19179145 AAACCCTAACCCAATGACCC CCATCTTCTCCCCTCTTTCC 180

Ad04A5330 Aradu.A04 5330 p2 (GA)6 12 19179558 19179569 CTACGAAGAAGGGGGAAAGG CGTACACGATGGGTGACAAC 255

Ad04A5332 Aradu.A04 5332 p2 (AC)7 14 19186766 19186779 GATACGACCTCGGAGAGCAG CCCTCTTCCCTAATTCTGCC 210

Ad04A5333 Aradu.A04 5333 p2 (GA)7 14 19187192 19187205 GTTGTCGTTGGGTCCTTGTT GGCCTTCTCTCATCTCTCCC 138

Ad04A5336 Aradu.A04 5336 p2 (TA)9 18 19192275 19192292 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ad04A5337 Aradu.A04 5337 p3 (AAG)5 15 19192935 19192949 AACGACAATGACGACAGCAG AAAACTTATTCACGCGCCAC 127

Ad04A5338 Aradu.A04 5338 p3 (ACC)5 15 19194519 19194533 AACCAAAACGACCTCCCTCT TCGTTGTTGTCAAAGAAGCG 232

Ad04A5342 Aradu.A04 5342 p3 (ATT)6 18 19200756 19200773 AGCTGACGCTTCTTTTGCTC TAAGGAGATGCGTCAAAGGG 222

Ad04A5346 Aradu.A04 5346 p3 (AGA)6 18 19257626 19257643 CCCTTTCCCTTTTCTTGAGG AAACCCCATATTCTCCCACC 206

Ad04A5348 Aradu.A04 5348 p2 (TA)8 16 19274058 19274073 CCATCCACTGTGTGATCCTACT TTTTACTCTTTGGCCCATGC 181

Ad04A5349 Aradu.A04 5349 p3 (TAA)5 15 19289503 19289517 TCCTTCAAACATGGTTCACAA TTGAGCTCGTTTTAGACATACCA 258

Ad04A5350 Aradu.A04 5350 p2 (AT)6 12 19289869 19289880 ATTCGGTGTTCCTCATCACA CAAAACTTTAGGCTTGAGCTTG 198

Ad04A5353 Aradu.A04 5353 p5 (AACCG)5 25 19317808 19317832 CGGTTCGGTTTTCAGTTGAC GCCATTCGCGTAAAAGAGAG 163

Ad04A5355 Aradu.A04 5355 p2 (AT)7 14 19332909 19332922 TGGTGAATCAACGCTCAAAA CATCACTTTAGATCTCAAACCCG 235

Ad04A5360 Aradu.A04 5360 p4 (TTCT)5 20 19384096 19384115 AGTTTCGGTGCATCATTTCC GAGCAAGCCAAGCTCAATTC 145



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A5361 Aradu.A04 5361 p3 (TTA)5 15 19389933 19389947 CCTTTGGGCTTCGATTACAA ATCTGCTGTTCAGGGTGGAC 144

Ad04A5367 Aradu.A04 5367 p3 (AAT)5 15 19430455 19430469 TCAAAAATCCTGACCCAAAAA TAGCATATGGCCCCAAAGTC 217

Ad04A5372 Aradu.A04 5372 p4 (ATTT)7 28 19490467 19490494 TTGACAACGGAAATAATTGTAAAAA TGTTCACAGAGAGAATAATTACCCA 214

Ad04A5374 Aradu.A04 5374 c (AC)6ag(GA)21 56 19493933 19493988 AACCCCCTCTGGTCAAGACT GGTGGTTCTTGGTGACCCTA 245

Ad04A5377 Aradu.A04 5377 c (AT)11(AG)8 38 19503321 19503358 TCATAATTATTGTGGTACGATGGC TAGCTTGCTCTCACACACGC 191

Ad04A5378 Aradu.A04 5378 p3 (TTG)5 15 19525113 19525127 CATATACTCGCCGATGGTCC ACCGACAGCAACAACAACAA 279

Ad04A5379 Aradu.A04 5379 p2 (TC)6 12 19541337 19541348 ATTATGAAGAATGCGCGACC AGATGATTCGCCTCCCTTTT 239

Ad04A5386 Aradu.A04 5386 c (T)23ctctctctttattaaaaatacaa(AT)1678 19591229 19591306 TTCGGTGTCTTGCATTTGAA CGCCAGTGAGCTCTTTTTCT 276

Ad04A5390 Aradu.A04 5390 p3 (AGA)5 15 19649312 19649326 ACATAGAATGTTGCTCGCCC CAGGATCCCCACTTACCTCA 216

Ad04A5391 Aradu.A04 5391 p2 (AG)6 12 19653620 19653631 TTTTTGGGGAAGAGGTGTTG GACGTTAAACGCCAGAAAGG 236

Ad04A5392 Aradu.A04 5392 c (T)10ggattttatgattttgtaa(T)1039 19657347 19657385 GCATGCAATTGACACCAAAC TGATATCTTTTTCCACTTAATTTTCG 124

Ad04A5393 Aradu.A04 5393 p3 (TAC)5 15 19669046 19669060 CAAAAATTATTGCCACCACA TCCACTTTGCAAAACACAGG 280

Ad04A5402 Aradu.A04 5402 p2 (AT)6 12 19742424 19742435 CACAATTAATAACAACACTTGACACTT TCAGAGTCTCATATTAATAACGTGTTG 222

Ad04A5403 Aradu.A04 5403 p3 (TAT)19 57 19743783 19743839 TTTCAAAATTACTGAATGTGACAAA TTGAGAATGGTTTGCGAATG 195

Ad04A5407 Aradu.A04 5407 p3 (TAT)15 45 19759796 19759840 TGGGTATTTGATTTTTCAAGGC GAGTTAAATTCAAGAATAACGATGTTT 268

Ad04A5409 Aradu.A04 5409 p2 (CT)7 14 19762875 19762888 AAAAGGAGAGCCTGCATACG AGCGACATAGTGATGGACTTGA 206

Ad04A5417 Aradu.A04 5417 p5 (TTATC)5 25 19826352 19826376 CCGACTTGTGGGATTGAAAG GGGCGGTTCCCTTAAAGATA 255

Ad04A5418 Aradu.A04 5418 c (AT)8gaaac(T)10 31 19836641 19836671 CGACCCAGGGTATGAACAAC CAAGTGGTATCAGAACCATCTATGA 260

Ad04A5419 Aradu.A04 5419 p3 (ATT)5 15 19858789 19858803 TCAAATTTGGACGTTGGCTT ACAACAATCCAGAGGCAACC 120

Ad04A5421 Aradu.A04 5421 p2 (TA)10 20 19863577 19863596 AATCCCTATGGGATCGACCT TGGGCATGTGTTGAGGAATA 128

Ad04A5424 Aradu.A04 5424 p3 (ACA)6 18 19915442 19915459 AGATTTTTCGCCAGAATCCA CTTGGGATGAAAAAGGCTTG 243

Ad04A5426 Aradu.A04 5426 p2 (AG)10 20 19938072 19938091 CCTCTAAAACTTATTGTCATGCATTT GCTAGGTTCGTCAAAGCCAA 221

Ad04A5430 Aradu.A04 5430 p3 (TTG)5 15 19957271 19957285 AAAAATAAGCTGCAATGCACAA TCACCAAAATACCCGGTTTC 198

Ad04A5433 Aradu.A04 5433 p2 (TA)11 22 19965263 19965284 TCTCACGGTCCACAAATTCA TTGATTGGTGATTGATTGAAAA 207

Ad04A5435 Aradu.A04 5435 p3 (GAA)6 18 19977999 19978016 TTGCTACGAGTAATTGGGGC GCCATGGCATTCTTTGAGAC 257

Ad04A5436 Aradu.A04 5436 c (TTC)5tctatttgcgttcttcttt(TTC)1579 19978971 19979049 TCAGATGCACCTCCCTAACC ACGAACAGAGGAGAACGACG 198

Ad04A5437 Aradu.A04 5437 p3 (TTC)5 15 19979151 19979165 CGTCGTTCTCCTCTGTTCGT CGGTGGCCTCCTTTTACTTT 257

Ad04A5438 Aradu.A04 5438 p3 (TTG)11 33 19981406 19981438 TCTTCTCCGGCGACAGTAGT AGCACCATCTCCAATGCTTC 221

Ad04A5445 Aradu.A04 5445 p2 (CT)6 12 20004484 20004495 TGGAAGCGAGTGAGGGTTTA CGTGGAGAATAATCCTCTCAAAA 251

Ad04A5446 Aradu.A04 5446 p3 (TCT)6 18 20004710 20004727 ACGCTTCCTCTTCCTCTTCC ATGTGGTGTTGATGACGACG 122

Ad04A5450 Aradu.A04 5450 p4 (TCTT)7 28 20012927 20012954 TTGGAAGCACCTTGGATTTC GGGCTACTTGTTTGGTTGGA 151

Ad04A5453 Aradu.A04 5453 p3 (GAA)13 39 20019649 20019687 ATTTTCCAGTTTTACCCCCG GAGAACAGCGCCGAAGTTAC 262

Ad04A5454 Aradu.A04 5454 p2 (TA)6 12 20021213 20021224 TCTCTCTCTTTCTTTCCGGC GCGGCAAACTCAGTTGAAAT 251

Ad04A5456 Aradu.A04 5456 p3 (TTA)6 18 20025777 20025794 GCAAAAGCTAGTGCACTCCA TCGGTTTGTTTGTTCATCCC 139
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Ad04A5459 Aradu.A04 5459 p2 (TA)8 16 20032208 20032223 TGTTGTGTTAGGGCAGTTCG CGGAAGCGTGAGCTTTTCTA 231

Ad04A5462 Aradu.A04 5462 p5 (TTAGC)5 25 20066912 20066936 TCAACTCCACACCAAAGCAG TGCTCCCATCCTTTTCATTC 263

Ad04A5463 Aradu.A04 5463 p2 (GA)25 50 20067935 20067984 CTGTGAAGAGTGGCACCTGA TCTGCGGTTTTGCCTCTTAT 237

Ad04A5468 Aradu.A04 5468 p3 (GTT)5 15 20085815 20085829 CCAACTCCAGGGAAGATGAA ATTTGGTGGGTTGAAAGCTG 170

Ad04A5471 Aradu.A04 5471 c (A)10tcatgtagcaatttattggccaacaacaaatccttaaatagag(T)1265 20091237 20091301 TACCTCCATGGGCTCCAATA GCTTGTTGGGTTGAGGGATA 209

Ad04A5472 Aradu.A04 5472 c (A)12ctcaaaaaggctttcagcaagtctaaattgggtatatctatatattttttaaaagaaaatgagcatctatctttttttgttggctagtttttttt(A)10117 20091751 20091867 ATTTCCCTCCAAACGATGAA TTTTGCTTTGCTCGGACCT 187

Ad04A5476 Aradu.A04 5476 p3 (TCA)5 15 20128529 20128543 CCTCCTCCATTATTCAGCCA GCTTGGAAGACACATGCAAA 206

Ad04A5477 Aradu.A04 5477 p4 (TGAA)6 24 20128865 20128888 AGCAGCACCAAGAATTGAGG GCTGTCCATCAAAAGAAGCA 251

Ad04A5479 Aradu.A04 5479 p2 (GA)9 18 20130950 20130967 TAGACCTTCGCCTCACCATC CATCATTGTTGCTGCTTGCT 277

Ad04A5480 Aradu.A04 5480 c (ATA)13aacttctacctaagaataactgtattaattaaacattactccatcaaatagaaatagcaaagcatgaaaaattatgcaa(T)10128 20133056 20133183 AATTGGCAAGTATGTCTCAACTTT TCATAATAGGTAGGCTACTTCTGGA 279

Ad04A5481 Aradu.A04 5481 p3 (AAC)6 18 20134515 20134532 AAATAGGAAGGTATCATCTAAGGCA ACAATGGGTGAAAGGCAGAG 233

Ad04A5483 Aradu.A04 5483 p2 (TA)9 18 20139690 20139707 TCCTTGTCCTTAAACTTATTTGGA CCTGCCTAGCAACACACCTA 280

Ad04A5484 Aradu.A04 5484 p2 (TA)8 16 20141648 20141663 TGACCCACAAATTCAATCCA CGCATTTTGGGAATTTCATC 210

Ad04A5489 Aradu.A04 5489 p3 (TAA)13 39 20161065 20161103 AGACCCCAACAAAAAGGTCA TCGGGATTCAGTTCAGGAGA 280

Ad04A5490 Aradu.A04 5490 c (TC)13tatatatctctctctttctttcta(TC)662 20164084 20164145 GTGGGTGCGAACTTTATCGT CTCCTCCGACGAGAGAACAC 257

Ad04A5494 Aradu.A04 5494 p2 (AG)6 12 20201713 20201724 AAAAACCTGGATCGAGAGTCA TTTACAGAATACGCCCCCAG 239

Ad04A5495 Aradu.A04 5495 p2 (AT)6 12 20202594 20202605 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ad04A5497 Aradu.A04 5497 p2 (TA)8 16 20219324 20219339 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 141

Ad04A5498 Aradu.A04 5498 p3 (AGA)5 15 20227668 20227682 AAGTTGTATGCTGCCCAACC GAGATGGCCAAGGAATTGAA 191

Ad04A5499 Aradu.A04 5499 p3 (AAT)6 18 20233857 20233874 ATCCTTGCCATTTTTCTTCA CCCCCAGGCACTTAGTTGAT 280

Ad04A5500 Aradu.A04 5500 p2 (AT)11 22 20240266 20240287 GGCAATGCCAGAGATGACA TTCAACCTAATTCAATTTTATGCAA 276

Ad04A5504 Aradu.A04 5504 p3 (TAA)14 42 20253274 20253315 CGATGACGATTTTGATTTTTACC TTCTCGGTTAATGCGTGGAT 276

Ad04A5505 Aradu.A04 5505 p3 (TAT)5 15 20255583 20255597 TATTTTGCGTTGCTGAACCA GGTCCAAGTCTTATTCTGCTCAA 261

Ad04A5507 Aradu.A04 5507 p2 (TA)6 12 20266275 20266286 CGAATAAATCGAACCAAACCA CGCAAAATGAGGGGTTTGTA 259

Ad04A5514 Aradu.A04 5514 c (A)12gaagagaaa(AC)939 20293834 20293872 TGCTCTGCAACTGCAACTCT CCTCCTTCAATGAGCATCAA 274

Ad04A5516 Aradu.A04 5516 p3 (AAG)5 15 20322544 20322558 CTCGGAGATGGAAGCTTTTG GGCCGAATACACCTCGACTA 204

Ad04A5517 Aradu.A04 5517 p3 (CTT)5 15 20355910 20355924 CAACCGTGCTCTTCTCATCA CACCGCCAGGTAGGAGATAA 253

Ad04A5519 Aradu.A04 5519 c (A)11tttataatttttttttacgataaatattatttgatctgaattcattttcgatcaaatttttatttatttcgtagtgattctag(T)10104 20366200 20366303 TTTTTCACTATGTTTTCATTTTCTTC AATGATCTACTTTGTTCTGGTTCAA 253

Ad04A5520 Aradu.A04 5520 p3 (TTA)5 15 20368256 20368270 ACGTACCTGTCGTACCCCAA TCCTTGCCATTTTTCTTCAAA 270

Ad04A5524 Aradu.A04 5524 p2 (TA)6 12 20387782 20387793 ATGATGCTGTTGATGACCGA GGGGAGTGTGAGAACAAAGC 275

Ad04A5532 Aradu.A04 5532 p2 (TC)6 12 20400880 20400891 CGGTAGGACAACACTGGACC TCATGTCCACAACTTCATGACT 254

Ad04A5533 Aradu.A04 5533 p2 (AT)6 12 20403470 20403481 TCAACCATATCATTACATTGCCA TAGATGTCGGGCTTGTGTTG 226

Ad04A5535 Aradu.A04 5535 c (CAC)5tatacctccatcatcatcttcttcacataaagcagtagcaatagcag(CAA)680 20406278 20406357 CCACCACCCTCTTTTCCTTT CACTGTCGTTGTCGATGGTC 249

Ad04A5537 Aradu.A04 5537 p3 (TTG)6 18 20409264 20409281 GAGGAACGAAGTCCTCCACA GAAGCAAAAGCAACCAAAGC 256
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Ad04A5538 Aradu.A04 5538 p3 (TTG)9 27 20409437 20409463 GCTTTGGTTGCTTTTGCTTC CCTTCAATACCCCCTCACCT 278

Ad04A5541 Aradu.A04 5541 p2 (AT)7 14 20413220 20413233 ACGTTGGGGTTTGTTTGGTA TGTGCCTGTTAAAAATAAATTAAAGAA 189

Ad04A5548 Aradu.A04 5548 c (T)12aaataaacgacgtcgttttcctctag(A)1048 20437243 20437290 CAGAACTGGGATGGAGGCTA GAACCGGACAAGGAATTGAA 233

Ad04A5551 Aradu.A04 5551 p3 (TTA)15 45 20458952 20458996 TAGTTGGGATTCTTTGCGCT CAAAACCAATCACAACACTTCA 224

Ad04A5552 Aradu.A04 5552 p3 (CAT)6 18 20462285 20462302 ATTCATCAACTTTCCAGCCA ACAATTTCGTCCACCAGGAG 203

Ad04A5553 Aradu.A04 5553 p3 (AAG)6 18 20466313 20466330 TAGAGGTGGTCTTGATGGGC TACACCTCTCCCCCTCTCCT 248

Ad04A5555 Aradu.A04 5555 c (A)11gagaagcaagcg(A)1134 20478102 20478135 AAGGAGACATGTTACTGCGGA CCGGATACATACATGCCACA 268

Ad04A5557 Aradu.A04 5557 p2 (AG)6 12 20484865 20484876 CGGAAAAGCACACCAAACTT ACACGTTTGTCCCCATCATT 113

Ad04A5563 Aradu.A04 5563 p2 (CT)6 12 20530548 20530559 CAGAAAAGGGCAAGAACCTG TTTTTGGGGAAGAGGTGTTG 223

Ad04A5567 Aradu.A04 5567 p2 (AT)6 12 20548890 20548901 TAATTCAAGGGCAAAGTGGG TGATGGGTAAACGACATTAGCA 226

Ad04A5569 Aradu.A04 5569 p3 (TGG)5 15 20556525 20556539 CCTTTGTCATGGAGTCCAAA TCTTTGTGTGCAAGGATTGG 153

Ad04A5570 Aradu.A04 5570 p2 (AT)7 14 20557361 20557374 AAAATCGAGCGTCTGAGTGAA TTTGTGTAACTAGGGTGGGGTT 266

Ad04A5573 Aradu.A04 5573 p2 (AT)6 12 20569833 20569844 GAAATTACGAAACGCGAAGC GCAGGCAGTGGCTAATCTTC 178

Ad04A5574 Aradu.A04 5574 p2 (AT)14 28 20607206 20607233 TCCTGGGAAGCGAAGTAGTC CAACGCTCAACGGAAAGAGT 258

Ad04A5575 Aradu.A04 5575 p2 (AT)13 26 20614148 20614173 TTGGATCCTAGGAAGCGAAG ACCCCTAACTCAGTCTGCGA 235

Ad04A5578 Aradu.A04 5578 p2 (AG)10 20 20630630 20630649 CAGGGAAGTGAAAGGGGAGT CCACTGCATCTCCTCTCCTC 142

Ad04A5580 Aradu.A04 5580 p3 (AAG)9 27 20658463 20658489 ACCACACCAACTTCTCGTCC TCTTTCCCACTCAAACCCAC 246

Ad04A5581 Aradu.A04 5581 p4 (AATA)5 20 20661858 20661877 TCCAAACACAAGGGTGAAGA TTTTCGAATTCCCTCCCTTT 103

Ad04A5586 Aradu.A04 5586 p3 (TTC)6 18 20690199 20690216 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 278

Ad04A5587 Aradu.A04 5587 p3 (CAT)5 15 20702772 20702786 GAAGGCGGGATAATAGAGGC CGAGCTCCAGGGTCATCTTA 213

Ad04A5590 Aradu.A04 5590 c (T)11cgttttcttctctctttttttcga(T)1045 20731325 20731369 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 235

Ad04A5593 Aradu.A04 5593 p3 (AGA)5 15 20740267 20740281 CCCCATTCTCCTCTACTCCC AGAATTGCGACCAGAAGCAT 242

Ad04A5599 Aradu.A04 5599 c (CT)6t(TC)8 29 20786403 20786431 CGTCAGAAGAATCCGATGGT CGGAGGAGGTTGACAGAGAG 249

Ad04A5606 Aradu.A04 5606 p3 (CAT)5 15 20821480 20821494 GCAAGAAGTGAAATGAGGACG TGGCAATCTTGACAGACCAG 272

Ad04A5610 Aradu.A04 5610 p2 (AT)7 14 20826747 20826760 AAGGGGTAAACAAAAACCGC TTTGTGTCCCTTTGGGTTTC 230

Ad04A5611 Aradu.A04 5611 p2 (AT)8 16 20834142 20834157 AAGGGGTAAACAAAAACCGC TTTGTGTCCCTTTGGGTTTC 230

Ad04A5612 Aradu.A04 5612 p5 (TGAAT)5 25 20838413 20838437 ATCAAGCGGATGAAGTTTGG CAAATTCGAACACCTTTCTGC 249

Ad04A5613 Aradu.A04 5613 p2 (TG)6 12 20844775 20844786 GGATGAGAGGGCCAACATAA CTTTCACAACAGGGCACTCA 182

Ad04A5617 Aradu.A04 5617 p4 (TTAA)5 20 20859216 20859235 TTTTTGGATCCATCACTAATTTC CCCCTCTTTCAATCGCTTCT 208

Ad04A5620 Aradu.A04 5620 p2 (AT)8 16 20865446 20865461 TGTTTAAAATTTGAGATTGTTGGG TATTAAGTAGTGGTACGTTGCTCTTT 247

Ad04A5630 Aradu.A04 5630 p3 (GAA)5 15 20896632 20896646 TTTGTCTGGGTTGATGACCA GGTGCTTGTGGTTCTGGTTT 276

Ad04A5631 Aradu.A04 5631 p3 (CAA)5 15 20900599 20900613 ACCACAACACCTACTTCCGC CAATTCATGTTGTCGCTCGT 236

Ad04A5638 Aradu.A04 5638 p2 (GA)22 44 20910431 20910474 GCTCATAGCGAAGGCGACTA CCGGATATTACCGTTGCAGT 179

Ad04A5639 Aradu.A04 5639 p2 (AG)7 14 20910615 20910628 GGTAATATCCGGGCATAGCA CACAGCTTATGCCATCATCG 205
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Ad04A5640 Aradu.A04 5640 p2 (TC)7 14 20912422 20912435 ACGGATACAAGCAGTGGACC AAGGTGGATATGAAGGTGCG 165

Ad04A5648 Aradu.A04 5648 p2 (TA)9 18 20962215 20962232 TTTCAAGGTTGTAATGGGGC CCCCCAATTGAATATTTGGT 255

Ad04A5651 Aradu.A04 5651 p3 (GAA)6 18 20986222 20986239 ACCAAGAGGAGGAAGGGAGA GAGCAGTGCAGAAAGTGTGC 279

Ad04A5654 Aradu.A04 5654 c (AGA)5cgaagtatcaggaat(GAA)1266 21009661 21009726 AGGAAGAGGTGGTGTTGGTG TCTTCTTCACGCTTCTGCTG 164

Ad04A5657 Aradu.A04 5657 c (A)15gcaatcnnnnnnnnnnnnnnnnngggtttaagtcaaaatgaactaaggtttacaatgtggcgaaaccaaagttcatcagctac(A)12110 21031636 21031745 TCAACCCATCTACCTCACAGG TCAAGTGTTTTGTTTCCGCTT 248

Ad04A5658 Aradu.A04 5658 p2 (AG)16 32 21032188 21032219 GGCAGGAAAGGAATCTTGGT GAAGCAATTCAGTCACAGCG 207

Ad04A5659 Aradu.A04 5659 c (AG)6gaagaggaaattcgaatggtgtgatgggaagaggaagccaaacgtgtatttataaggtggggaggggagttttcg(A)1097 21047397 21047493 CGGAAAAGCACACCAAACTT CAAATCTTTCAAATCATTCCCA 247

Ad04A5660 Aradu.A04 5660 p2 (CT)6 12 21075118 21075129 ATATCATTGTCGCCTCCTGG TGGTTATTTTGATTGAATTGGG 266

Ad04A5662 Aradu.A04 5662 c (T)14ggtcaagtggattggacagcccctaatcctaggcattacacccatgttt(CA)879 21089600 21089678 AGAGGTGTTTCAGGCGTTGT GGCATATCTGTCCGCTTCAT 258

Ad04A5665 Aradu.A04 5665 p2 (AT)11 22 21093244 21093265 CCAATTGCACAATGAGGTTCT AATTGGAACAGGGTTCGTTC 275

Ad04A5666 Aradu.A04 5666 p2 (TA)6 12 21097760 21097771 AAGCATGACTTGAGGCAAGG AAAATTTGATCAGAGTCTCGTGC 231

Ad04A5667 Aradu.A04 5667 p3 (TTC)6 18 21111030 21111047 CTATACCTTGGCCGAAACCA CTAGAGGATTCTCCGGCCTT 178

Ad04A5668 Aradu.A04 5668 p4 (ATCT)5 20 21117104 21117123 TGCAGTACCCGAGGGATTAG TTAGTTGGGGGAAAAACTCAA 182

Ad04A5669 Aradu.A04 5669 p3 (TTG)9 27 21123797 21123823 GCTGACCTCACCTAATGGGA TGATTGTGTTTGGAGCTGGA 255

Ad04A5670 Aradu.A04 5670 p3 (AAT)20 60 21125417 21125476 TTTTTCGAAACAATTGAATCTTG TTATTAGTCTTGTTATGCAATGGTTTA 220

Ad04A5671 Aradu.A04 5671 p3 (TAA)8 24 21125580 21125603 AAACCATTGCATAACAAGACTAATAAT TGTGATAGATGTTGCTAACGCA 248

Ad04A5673 Aradu.A04 5673 p3 (TGG)11 33 21136047 21136079 CAGGAGGAGGAGCTGACAAG CCAAAAGCCACCACTACCAT 189

Ad04A5674 Aradu.A04 5674 p2 (TG)6 12 21136526 21136537 GCTGCATTTTCCCTCATGTT ATGAGGAGAAGGATAGCGCA 280

Ad04A5685 Aradu.A04 5685 p3 (AAT)5 15 21182307 21182321 CAGGAACAGGGATAAAGGCA TGGAGATGCTTCTTCCATCA 224

Ad04A5686 Aradu.A04 5686 p3 (TCT)5 15 21185055 21185069 ATAGCCGAACCCACTCCTCT ACCACTGAGCTATGACGGCT 249

Ad04A5688 Aradu.A04 5688 p2 (CT)6 12 21191804 21191815 CCCTTCCCCTTCTACCTCAC TTTGCAATAATCCACAAGCA 244

Ad04A5698 Aradu.A04 5698 c (TCT)7(AAT)10 51 21233398 21233448 TGGGTACCTCATTGATTTGTCA TAGCGTGAAGAACGGGAACT 123

Ad04A5699 Aradu.A04 5699 p2 (TC)6 12 21251599 21251610 TGACAGAGGCCACGTATCAG TCAAAACAAGAAGAAATCCTAAATCC 223

Ad04A5707 Aradu.A04 5707 p3 (ATA)5 15 21320398 21320412 TGGCGTCAGAATGTAATCCTT TGCCACCAAATATACTAACGTAGC 276

Ad04A5708 Aradu.A04 5708 p2 (AG)8 16 21327507 21327522 AGTTTTGGACAATGTTAGCTTCA TGTCTAACGGTGAATTGGCA 252

Ad04A5709 Aradu.A04 5709 p3 (GAG)5 15 21344603 21344617 AAAGAGAAAGTGCAAGGCCA CAGATCCCTTTGGTTCCTCA 146

Ad04A5710 Aradu.A04 5710 c (T)12agttttcaaaatcttttcaaaatcaaatctttttcaaatcatatcttttcaatcaaatctttttcaaaatcaatttc(T)1099 21381088 21381186 CGTTAAACGCCAGAATGGAT CCTTTCTCAACAGAAAAGGTAACA 253

Ad04A5712 Aradu.A04 5712 p3 (TTA)5 15 21389984 21389998 TTGACAATGGTGATGCCCTA GGTCGATCCCACAGAGATTG 277

Ad04A5714 Aradu.A04 5714 p2 (TC)6 12 21396545 21396556 GAAAATCATTTAACCCCTTTTCAA AACACACGGGTGAGGATAGG 139

Ad04A5715 Aradu.A04 5715 p2 (CT)6 12 21399153 21399164 GTTAAACGCCAGGATTGCAT AGGAGATGGAGGGATGTGTG 273

Ad04A5716 Aradu.A04 5716 c* (TTTA)5(TTA)5* 32 21406579 21406610 GACAAAAGGAAATGGAAGAAGAGA GGATTTGCTCCCTGCTTTT 249

Ad04A5717 Aradu.A04 5717 p2 (GC)6 12 21406926 21406937 GAGGAAGGAGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 278

Ad04A5718 Aradu.A04 5718 p3 (TTC)9 27 21412030 21412056 CCGAACCCACACACCTCTAC CCTTAGGTGCCATCAGTGGT 163

Ad04A5719 Aradu.A04 5719 p2 (AT)7 14 21417201 21417214 ATTTTGTAATCGCATTCGGG TCCCAAGTTGAATCCTTGGT 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A5721 Aradu.A04 5721 p3 (TCT)6 18 21445583 21445600 TCTTCACCTTGATCGAACCC TGCCATTGATGGTAGTGGAA 155

Ad04A5728 Aradu.A04 5728 c (GAT)5gaaa(AAG)534 21498817 21498850 CGAATGTAAGTTCATCCTCTTCC TCCCTCCTCCTCATCTTCTG 218

Ad04A5729 Aradu.A04 5729 p3 (GAG)6 18 21499258 21499275 GAACCACACCTCAGCCACTT CCTCCTCCTCCTCATCATCA 212

Ad04A5730 Aradu.A04 5730 c (A)10gaagata(ATG)6aaa(AAG)553 21499743 21499795 TTCATCCTCTTCTAAGCAATTTTGT TTTTCGGTGTATGTGTGCTGA 263

Ad04A5731 Aradu.A04 5731 p3 (GAG)8 24 21500231 21500254 GAATCGAACTACGCCTCAGC TTTCGTTATCGTCGTCACCA 226

Ad04A5732 Aradu.A04 5732 p3 (TCA)5 15 21502591 21502605 GGAATGGTGTTGAATCTGGAA AGAAAGATTGAGAGCGCAGC 156

Ad04A5734 Aradu.A04 5734 p2 (AG)8 16 21513219 21513234 TGCCTTGAAAAAGTGGGAAT TAGCGTTGCAGTGGTATTGC 278

Ad04A5735 Aradu.A04 5735 p2 (TA)6 12 21517121 21517132 CGTTGTTTTTGGACGAAGGT TCAAATGCATGAAGGAATGC 277

Ad04A5736 Aradu.A04 5736 p2 (GC)6 12 21534347 21534358 CGCTTTCACAAATCAGCAAA GGTGGGCCTAACTCTCTGTG 269

Ad04A5737 Aradu.A04 5737 p2 (CG)6 12 21534464 21534475 ACCCTCCTCTAGGCCACTTC GCTGGTAGCACAAGGGTAGC 165

Ad04A5739 Aradu.A04 5739 p3 (AGA)7 21 21538676 21538696 CTAGAGGATTCTCCGGCCTT TCTTCTCCCACTTAGCCGAA 184

Ad04A5743 Aradu.A04 5743 c (A)14caaaaacaccccaac(A)1039 21556699 21556737 TCCAAATGGAACGACGAAAT GATTTTTCGGAAATGAAAGGC 227

Ad04A5745 Aradu.A04 5745 c (A)22ggtt(GA)6 38 21558124 21558161 TACCTCCACACTTCCCCAAG TTGGAACAAGACATGCCAAA 276

Ad04A5746 Aradu.A04 5746 p3 (TTG)7 21 21570936 21570956 CCTTATCATGTTTGCCGATG GAACCGAGTCGATTACCACC 232

Ad04A5749 Aradu.A04 5749 p3 (GAG)5 15 21597083 21597097 AGGGTTATGAGGCAGAGGGT CGAGCAGTTGCTCAACAGAG 109

Ad04A5750 Aradu.A04 5750 c (TC)6ttttgtttttgg(T)1135 21612550 21612584 GTCAAAAACCCTTTTCGGTG AAAATGGGGATCCAAACAGG 163

Ad04A5751 Aradu.A04 5751 c (CTT)5cctcttcctcttctttttt(TTC)5tttttctgtgtctctttttcttctctttctccc(T)1092 21616684 21616775 TTACGTCACTTACACGCGCT GAGAAAGAGAAGGCAAGAAACG 273

Ad04A5752 Aradu.A04 5752 p3 (GAA)7 21 21617526 21617546 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 187

Ad04A5753 Aradu.A04 5753 p6 (GAAGAG)6 36 21617673 21617708 GAGGAAGAAGAACGTGCAGC CACGTGCACTAAGGAGCGTA 180

Ad04A5754 Aradu.A04 5754 p3 (TAG)5 15 21618563 21618577 ATGATCCTGTTGCTTCTGCC TGCAACAATTCACAGGGTGT 278

Ad04A5755 Aradu.A04 5755 p3 (GCC)5 15 21618955 21618969 GATGATGATGATGCTGCCAC GGCTGCTAGTGCTACCAATGA 120

Ad04A5757 Aradu.A04 5757 p2 (TA)6 12 21655288 21655299 TCAGCCTTTCAATCTCCGTC GCACCGTCAGTCGTCAGATA 198

Ad04A5760 Aradu.A04 5760 p3 (TCT)5 15 21676405 21676419 CCTCTTCCCAATTACCCCAT TAAAATATTGCTCGCCCTCG 151

Ad04A5765 Aradu.A04 5765 p2 (AG)7 14 21690701 21690714 TCAAACAATGTTAAACCCCCA CCTCCGTTGCTCTTCTTCAG 113

Ad04A5769 Aradu.A04 5769 p3 (AAT)5 15 21710726 21710740 CAGGAACAGGGATAAAGGCA AGCTCAAAGTTGTTGGCTCC 255

Ad04A5770 Aradu.A04 5770 p3 (TTC)7 21 21713430 21713450 ATTCTATCCCACCCAATCCC ACCACTGAGCTATGACGGCT 273

Ad04A5772 Aradu.A04 5772 c (CT)11t(TC)7(TA)649 21717377 21717425 CTTTTCTTGGCCTTGATTGC CTCCGAATTGGGAATTTTTG 277

Ad04A5784 Aradu.A04 5784 p3 (AGA)5 15 21870248 21870262 GCTTTTGTCTTCCCTTTCCC TTCTACACCTTGGCCGAAAC 199

Ad04A5790 Aradu.A04 5790 p2 (GT)30 60 21888032 21888091 CAATGCTGCGAGTGAAGAAA ACATCTCCATATGCGGCTTC 266

Ad04A5792 Aradu.A04 5792 p2 (CA)6 12 21914705 21914716 CGCACCCCACCATATTTTTA AAAAGGAGGTGAGGAATGGC 271

Ad04A5793 Aradu.A04 5793 p4 (TTTC)5 20 21914857 21914876 TTGCATTTTGGGCAGTAATTT TCAAGGCAAAAGTTCAAGCA 280

Ad04A5794 Aradu.A04 5794 p4 (ACAT)5 20 21916401 21916420 GGGGAGGATTCACCATTTTT TTTGTTGTTTTGCACCAAAGTT 280

Ad04A5795 Aradu.A04 5795 p3 (AGA)6 18 21920369 21920386 TAAAATATTGCTCGCCCTCG CCCCACCTACCTCCAAAAAT 233

Ad04A5796 Aradu.A04 5796 p3 (TAT)5 15 21938698 21938712 TCCATCAAACTTGGACGTTG CAGGAACAGGGATAAAGGCA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A5797 Aradu.A04 5797 c (AAT)5aac(AAT)1048 21948857 21948904 TATTTGGACCTGGGCTTTTG ATTAAATGCAAAAATATCAAACGA 266

Ad04A5808 Aradu.A04 5808 p2 (AT)7 14 21969312 21969325 TCTCTTGAAATTGGAGCATTTG GTCCCCAGCTGAATCACATT 181

Ad04A5812 Aradu.A04 5812 c (A)10gagagaaaacg(A)1031 22007189 22007219 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 230

Ad04A5813 Aradu.A04 5813 p3 (TTG)5 15 22014553 22014567 TCATTCTGAGGTTGCTTCCC AGTGTGTGAAAAGGGCAACC 175

Ad04A5814 Aradu.A04 5814 p2 (CT)6 12 22023151 22023162 GCAAGATGGAAATCTGAATTTGA CGAGCATCACGTGCTGTAAT 254

Ad04A5815 Aradu.A04 5815 p3 (TGA)5 15 22030700 22030714 TGAAAACTTGAAAGCCCAGG GGGATAATTGAGATCGGGGT 279

Ad04A5819 Aradu.A04 5819 c (T)13attgttcttcttttgtacgtgtc(T)11gtctcatttttc(T)10aattcagcagtttgactttttttaaaaaaaataacaaaatag(A)10caattataacaacaaagaagag(A)10153 22056902 22057054 CACACATGCTTCTTGCGTTT CAGAGATTTTCATTTTCTGATGC 247

Ad04A5820 Aradu.A04 5820 c (T)10catgtcttctctttttcttttccttcttcttctttttccgtgtc(TCT)569 22057741 22057809 TCCACATATAAACGTTTCTCATACAA CGAGGAGAAACACGATGATG 165

Ad04A5822 Aradu.A04 5822 c (A)10gagaac(A)10 26 22063161 22063186 AGGTCGAGCAAATTCCAAAT TTTTTGCAATCGTTGTAAGAGC 238

Ad04A5829 Aradu.A04 5829 c (AAT)6aacaataac(AAT)1881 22117380 22117460 CGGTTACCCACCGTAACAAG TACCCAAATCAGTCCCCAAA 262

Ad04A5830 Aradu.A04 5830 p3 (GTG)5 15 22119295 22119309 GCTTCAAAATGCCGTTTGTT ACGTAGCGTTCATGGAGGTC 253

Ad04A5833 Aradu.A04 5833 p2 (AT)8 16 22128438 22128453 TAGCGGATCGGATCATAGAG GACAAATTTGATTTTGTTATGAGACG 188

Ad04A5835 Aradu.A04 5835 p3 (ATA)11 33 22131728 22131760 GCACAAACTCTGAGAATGGGA CAACTTGGATGAGTTGCATTG 249

Ad04A5836 Aradu.A04 5836 c* (A)12(AAT)6* 28 22136905 22136932 GATTACAGCCATCGGTAGGG CAAGTCACGTGGAATGCTGT 279

Ad04A5837 Aradu.A04 5837 p2 (AT)7 14 22137871 22137884 CACAGGTAAACCAAAGCAACAA TGAAAATTTCCTGGACTGCC 266

Ad04A5838 Aradu.A04 5838 p2 (AG)6 12 22143323 22143334 ACGCAAAGGAGTGAGAGCAT AGAGCGGAGTGCATTGATCT 280

Ad04A5842 Aradu.A04 5842 p3 (ATA)10 30 22165617 22165646 TCCTTTTTACACTGTCCCAGC TCTTTGTTTGACACTGGCAGTAA 113

Ad04A5844 Aradu.A04 5844 p3 (ATA)5 15 22166616 22166630 TGATCGAGATGCTAACGGTCT AAAAAGAATCCCCCAGAAAA 265

Ad04A5847 Aradu.A04 5847 p2 (CT)6 12 22192679 22192690 CACTCCACCACACCATTTGA CGGAAAAGCACACCAAACTT 100

Ad04A5848 Aradu.A04 5848 p2 (CT)8 16 22209991 22210006 AAGAACTACGGTGACACGGG AATCAGAGCGTGAGGGAGAA 265

Ad04A5849 Aradu.A04 5849 c (A)10cccttatcgtgaacgattttaacaataactttgtcgtgt(TA)763 22212991 22213053 TTTCCGGAGGAACCCTAAAC CACCACCACATGTCAACAAAG 266

Ad04A5851 Aradu.A04 5851 p2 (TA)6 12 22215273 22215284 GATCAAAAGAAGGGGCATGA TCACCAAAATTAATGCCAACA 244

Ad04A5852 Aradu.A04 5852 p3 (TGA)5 15 22215568 22215582 GGTTTTGTTGATGAAGATTGCTC CATTCAAACCAAGAAGGTCCA 121

Ad04A5853 Aradu.A04 5853 p3 (TAA)11 33 22215685 22215717 TGGACCTTCTTGGTTTGAATG TCAGCAAGGCTCAATCCTCT 276

Ad04A5854 Aradu.A04 5854 p3 (GAG)6 18 22222609 22222626 ATGCTTATACGAGCATGGGG AGTCCAGGAGGTCAAAGCAA 274

Ad04A5856 Aradu.A04 5856 p3 (CTC)6 18 22231627 22231644 AGTCCAGGAGACCAAAGCAA ATGCTTATACGAGCATGGGG 264

Ad04A5862 Aradu.A04 5862 c (T)10cggtttgctttttctc(T)1339 22253915 22253953 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 248

Ad04A5866 Aradu.A04 5866 p2 (CT)6 12 22315854 22315865 TTAGCACTCAGAGGGCGTTT TGAAAGGTGGGGTAGGTGAG 248

Ad04A5867 Aradu.A04 5867 p2 (CT)7 14 22319222 22319235 ATAAGCCAATTGGGCAACAC AAGTCAGGGAACATGCAGAGA 271

Ad04A5869 Aradu.A04 5869 p3 (GGA)5 15 22339962 22339976 GTCTCATGACGACTGCTGGA GAAGGGACCGGATAGAGAGG 274

Ad04A5873 Aradu.A04 5873 p3 (TTC)13 39 22357708 22357746 CCACACCCCGTTTGTTTTAC CGTTGAATCAATCCAGATCCA 220

Ad04A5874 Aradu.A04 5874 p3 (GAA)15 45 22359548 22359592 CTGTGTTCGGTTCATTCTGC CACAAGATTTCCCAACGCTT 266

Ad04A5881 Aradu.A04 5881 p2 (GA)6 12 22424049 22424060 TCGTGTATTTGGTGAGGGGT GGTGTTTTGCACGCCTAAAT 154

Ad04A5883 Aradu.A04 5883 p3 (TTA)6 18 22482210 22482227 GAAAAGAAACGCTTGTTGGG GCGTTTAGCGCTAGCACACT 230
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Ad04A5884 Aradu.A04 5884 p2 (TC)11 22 22483446 22483467 CGACTCCATCAATGACGATG ATAAAACCACAATGCGCCTC 250

Ad04A5887 Aradu.A04 5887 p2 (TA)11 22 22491669 22491690 GGGATCTGTTGCCATCTCA AGCAAGCGTTGGATGTTCTT 273

Ad04A5888 Aradu.A04 5888 p2 (CT)7 14 22493975 22493988 TCTCTCTCAATGCCGTGTTG GGGGTTAGGGGTTATGGAAA 197

Ad04A5889 Aradu.A04 5889 p2 (CT)6 12 22496584 22496595 TTTCCCGTCTTCCATCACTC GAAGAATTCAGGTTGGGGGT 162

Ad04A5890 Aradu.A04 5890 p2 (CT)7 14 22497873 22497886 AGGAATTGTGAAATGCTCGG TTTGAGGGATGCAGGATAGG 155

Ad04A5897 Aradu.A04 5897 c (T)10c(T)10 21 22563834 22563854 CTTGCTTTGATGGGAGGTGT TGATTTAGTTTTCAATTTGCTTTGA 276

Ad04A5899 Aradu.A04 5899 p3 (AAC)5 15 22586563 22586577 CGAATTTGGTTTTATCCGGT CGTCGTTTGATTCATGTTGC 134

Ad04A5900 Aradu.A04 5900 p2 (AG)6 12 22594041 22594052 GCAGTGGTGGTGGAGAGAAG GATCGCGTGGATTCAACTTT 268

Ad04A5905 Aradu.A04 5905 p2 (CA)6 12 22618001 22618012 TCCTCTGTGCTCCCGTAACT TGCTTGTTTGCGCATATCTC 257

Ad04A5906 Aradu.A04 5906 p4 (AATA)5 20 22619204 22619223 GCACGTTTCCCTTAATGGTT GTGGGATATAACACCCCGAA 242

Ad04A5907 Aradu.A04 5907 p2 (CA)6 12 22620965 22620976 TCCTCTGTGCTCCCGTAACT TGCTTGTTTGCGCATATCTC 257

Ad04A5908 Aradu.A04 5908 p4 (AATA)5 20 22622215 22622234 CACGTTCCCCTTAATGGTTTT CGGAGACTATTTTAATTTTGATCTCAT 263

Ad04A5909 Aradu.A04 5909 p3 (AGA)6 18 22624532 22624549 AGGTGCAAAGTCCAAAGCTG TCGTTCTTGCGTTGATTCTG 259

Ad04A5912 Aradu.A04 5912 c (T)10cttttttggattaatattgaagtgagttaaaaagttctattgaatcta(T)1169 22628873 22628941 CAACAGATCTTGCTAATTCACTTTG GGGTGCAACATGTGATAGGG 209

Ad04A5913 Aradu.A04 5913 c (ATA)5aggctttattacattcttaataatatcttactattaattagactagagtatgcccaaataaaaaaagtt(A)1094 22632146 22632239 GGTTCCTCCCTGGAATTGTT ATTACAAATTTGCCCCAGCC 272

Ad04A5915 Aradu.A04 5915 p2 (AT)11 22 22642483 22642504 TCGATTAATATTCGCATAAGTTACA ATGGGTGTGCTACTGTGCAT 267

Ad04A5916 Aradu.A04 5916 c (A)10caaaacaaaacaaaacaaaaataacaaattatgaaacaagataacaaattaaag(ATA)19121 22644785 22644905 TCAAACAGCCACCATGCTAA CCATGTTTGGGAGGTTTGAC 280

Ad04A5920 Aradu.A04 5920 c (A)10ttactcttgcacacttaacagtaaatcctttttaaaatttaacaatatgcagtgagaaatg(A)1081 22652474 22652554 GTTGTGAGGCTTGTTGCCTT CCCTTTTGTTTTGTTCAATCG 279

Ad04A5923 Aradu.A04 5923 c (A)13tatttttataagaatcaagaaaagaccaaatgatataatgtcttcattttcacataaagattttgaattaaagtctcactcctaactttgg(A)11115 22658627 22658741 GACCCAAATGTGGATGAAATG GAACCTGCATTTCCTTTTTCC 248

Ad04A5926 Aradu.A04 5926 p2 (AC)9 18 22684408 22684425 TGTGGGAGAAAATTGTTGGA CTCACATCCACTCATGCATTTT 274

Ad04A5927 Aradu.A04 5927 p2 (CA)6 12 22686466 22686477 GCTCATTCCATGCCAAGATT ACAATTTCGGTTGTGAAGGC 209

Ad04A5928 Aradu.A04 5928 p2 (TC)7 14 22690097 22690110 GAGGACCGTGCCAAGTCTTA CGAGCTCTAAAACCATGTTCC 267

Ad04A5935 Aradu.A04 5935 p2 (CT)7 14 22715263 22715276 CAGTTTGTTAGGAATAGCACAATTT GCTTGAATAGCACCGAAAGG 228

Ad04A5941 Aradu.A04 5941 c (ATT)7gagtgac(TA)742 22732486 22732527 CTCTTCACCCAGTCACCACC CAATCCCCAACGTTTCTCTC 276

Ad04A5942 Aradu.A04 5942 p2 (AT)12 24 22733564 22733587 CCGGTCCGAGCATAAAAGTA TTTCAGATGCAGGACGTGAG 274

Ad04A5943 Aradu.A04 5943 p2 (TA)6 12 22765208 22765219 TGTTTATGTTGCTTTGGAGACAA TAGGTGGCAAGTGGGGAAG 280

Ad04A5947 Aradu.A04 5947 p5 (TTTAT)5 25 22773136 22773160 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 244

Ad04A5949 Aradu.A04 5949 p3 (TTG)7 21 22793924 22793944 AACATCCAGTCAGGAGGGTG AAAAATAATGCCAAAAAGCG 255

Ad04A5951 Aradu.A04 5951 p2 (CT)6 12 22827600 22827611 TAAAGTGGGGAAATGCATCC GGCAACAGGAAAATCCAAAT 278

Ad04A5955 Aradu.A04 5955 p2 (CT)7 14 22833458 22833471 AATTCGCAACCAGCAAATTC AAGAACCTGGGATTGAGAGTCA 227

Ad04A5957 Aradu.A04 5957 p2 (TC)8 16 22838532 22838547 AGTCCTTGACCCCTCAGGAT AGGGGAAGAGAGGGAGAGTG 276

Ad04A5959 Aradu.A04 5959 p2 (TA)9 18 22846985 22847002 CCACATAATTCGAAACAACCAA GGTTCACCCAAAAGCAAGTT 280

Ad04A5960 Aradu.A04 5960 c (AG)6taattttgaaagtggatctcacgtaactgacgtaagagcgagtgtata(T)1474 22848618 22848691 GCGCCAAGTGCCAACTATAA TCATAATAAGCGGTGCTGAAAA 139

Ad04A5961 Aradu.A04 5961 p2 (TC)9 18 22848994 22849011 AATATGCGCCGAGAGAGAGA GCACCTGAAAAACCAACTCC 275
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Ad04A5966 Aradu.A04 5966 p3 (TTC)6 18 22875414 22875431 ACTTTCCCACCCCAACCTAC TAAAATATTGCTCGCCCTCG 204

Ad04A5968 Aradu.A04 5968 c (GAAA)6agaaagaaggaaataaagaaagggagaggaagagagactgaaaagggggaagggaccgcgccaccatcatg(GA)6107 22918831 22918937 TAACCCTAAACCTTGCACCG GTGAGGATACTCTCAGCGGC 250

Ad04A5969 Aradu.A04 5969 p2 (TA)7 14 22920653 22920666 GACCCTCTGTCGCAAGATGT CCATTGGACAGTCCCTCTGT 199

Ad04A5970 Aradu.A04 5970 p2 (CA)11 22 22921962 22921983 TTCCCCTACCCAGTTAACCC ACGACAAAGGTGGGTTTTTG 115

Ad04A5976 Aradu.A04 5976 p3 (TTC)6 18 22951899 22951916 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 210

Ad04A5978 Aradu.A04 5978 p5 (TATTT)6 30 22959573 22959602 CTTCACAGCAACTGTGTCCC TGATAGTTGATTGATGGCTAAGTTTT 265

Ad04A5984 Aradu.A04 5984 p2 (TA)7 14 22989270 22989283 TGAGTGACGGTTGGAATTTG CACTTGCCCCACTCTGATTT 224

Ad04A5986 Aradu.A04 5986 p2 (CT)6 12 22994656 22994667 CACCTTTCTCTTGCCGAGTC AAATGTCTGGGCTCATAGCG 145

Ad04A5988 Aradu.A04 5988 p3 (TTC)5 15 23006918 23006932 AAACCTAATTGAAAGTCCAATTTTT AATAGGGAGCGGACACACAC 217

Ad04A5990 Aradu.A04 5990 p2 (AT)11 22 23013003 23013024 ATGGCAACACTTGCATCAAA CGGAATCTTTCTCTGGCCTA 230

Ad04A5991 Aradu.A04 5991 p3 (CTT)6 18 23013412 23013429 CCAGAGCTTATGATCGAGCC ACGTTGTTGTGCACTGGAAG 179

Ad04A5992 Aradu.A04 5992 p3 (AAT)7 21 23013760 23013780 AATCTTAGAGCGCGCAGAAC TTTCCCCCTGAACATCAAAC 274

Ad04A5993 Aradu.A04 5993 p2 (AT)6 12 23016453 23016464 TTTGATATTTTATGTTAAGCGAATTG AAAACATCCGTGGAAGATCAA 280

Ad04A5997 Aradu.A04 5997 p3 (TGA)7 21 23021941 23021961 CGTCTCTCTCTCCATCACCC TCCTCATGCCCTCTTTTCAT 239

Ad04A5999 Aradu.A04 5999 p3 (AAT)5 15 23024959 23024973 ACATCACAAACAACAGCCCA AGCAGATGCTTCTCCCATGT 146

Ad04A6004 Aradu.A04 6004 c (CT)6cattcttctctttctattcctacttaattaggttgttgtgaactctaaatctttaaatgtgactcacaattacgttcac(AAAT)6115 23036195 23036309 GCTCAGCGTATATTACCCCCT AAGCTATCTAGCCATGGTGGT 280

Ad04A6005 Aradu.A04 6005 p3 (TCC)5 15 23052793 23052807 CAACTTGGCATTCAGCTTCA CCAAAGAGAGAGTGCAAGGC 232

Ad04A6008 Aradu.A04 6008 p2 (GA)6 12 23084502 23084513 ACCAGAGAGTGAGAGGGGGT CGTAGAAGCCGAAAGTGAGG 226

Ad04A6009 Aradu.A04 6009 p2 (CT)8 16 23084700 23084715 CCTCACTTTCGGCTTCTACG AAACGGCACTAATGAAACGC 138

Ad04A6010 Aradu.A04 6010 p3 (TTA)5 15 23085260 23085274 GCTGGTAAACATCATTGCTGG TTAGTGTCGCAGCAACAAGC 268

Ad04A6011 Aradu.A04 6011 p2 (TC)8 16 23094809 23094824 GGCACAAAACTGCAGAGTGA CAAATCGGGTCTAAGGTCCA 275

Ad04A6012 Aradu.A04 6012 p2 (AT)6 12 23099119 23099130 ACAATCGGTCCATCCTTCAG TTTGTATCCTTTCGTGCCAA 273

Ad04A6013 Aradu.A04 6013 p2 (TC)6 12 23101708 23101719 AGAGCTCGTTGAGAGCTTCG ACGGACCAAAAATGCTAACG 246

Ad04A6014 Aradu.A04 6014 p3 (GAC)5 15 23102544 23102558 TGAAGCAATATGCAACGACC AACGTTGAGCGAGAGGAAGA 217

Ad04A6015 Aradu.A04 6015 p4 (GTGA)7 28 23102869 23102896 TGTGTTGTGTGTGCATTTGG CTTCAAACAGCTCGGGTCTC 159

Ad04A6016 Aradu.A04 6016 p2 (TA)6 12 23126818 23126829 TTGTTAAATTTAGATGGGACTTTTCA GATGGGGAAATCAATGTTCG 251

Ad04A6020 Aradu.A04 6020 p2 (TA)6 12 23135292 23135303 GCGAAAGTGACGATTCATCTG GAGGATAAAGTCTTTTTGGTTAGTGA 220

Ad04A6024 Aradu.A04 6024 p2 (AT)7 14 23139475 23139488 TTTTTCGAAAGTATTATTGATTGTTGA TTGTTCTCTCTTTTACGGATGG 267

Ad04A6025 Aradu.A04 6025 c (TTC)6tttggcgccggcaagggaggacgcacgcgaagaaaggactgaagagctggtcgagccggcaccttctttgtgcgagtgctttctctctctacc(CT)6123 23140087 23140209 AACTCCTCCTCCTCCACCTC GTAGCTACGGAGACAGCGCA 184

Ad04A6026 Aradu.A04 6026 c (TTC)10a(TCT)6 49 23151212 23151260 CCCCAAAGTCTCCATCAAAA TGTGAGGTTGTAAGGAGGGG 256

Ad04A6030 Aradu.A04 6030 c (A)10gtagttcaaaattagttagaaaatatatta(T)1050 23213732 23213781 CCTGGACTGTTCATTCCCAC TTTTGCATATTTTTCTCTTTCATCA 265

Ad04A6034 Aradu.A04 6034 p2 (AT)8 16 23246077 23246092 GAATGCTTGAACAGCGCATA ATCCATTGATGCTCAAAGCC 269

Ad04A6041 Aradu.A04 6041 c (A)10ttttaaacttaaaaattagaccttccaattttgatttctgctaaatggtgccatatt(A)1279 23340910 23340988 CAATCACAAATGTTGCTGGC TGAGGTCAAAACGTGAGATTT 272

Ad04A6043 Aradu.A04 6043 c (A)11gaaaataagagattc(A)1036 23344918 23344953 AAGTGACACGTGGGATGGTT CAAGAAAAGGTTAATGCCATTTTT 253
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Ad04A6044 Aradu.A04 6044 p2 (TC)11 22 23350952 23350973 AAACTTGCCATCCTCCTCCT TGTGCCAGACTAGTTGAACTGAA 276

Ad04A6046 Aradu.A04 6046 p4 (TATT)5 20 23378654 23378673 TTCGAATTCTCCCTCTCTTTTC CATAGGGGGAGGAGTGAGTTC 108

Ad04A6049 Aradu.A04 6049 p3 (TCT)6 18 23416734 23416751 TACCCTCTCCCCTCTCCCTA TAAAATATTGCTCGCCCTCG 207

Ad04A6052 Aradu.A04 6052 p3 (CAT)5 15 23468884 23468898 TAACCACAAGCTTCCCAAGG CAATATGGTGGTGGTGCAGA 119

Ad04A6054 Aradu.A04 6054 p3 (ATA)8 24 23474033 23474056 TGTTAAAAATTATTTGTGCCCG GACTTAGGAGATACGGAGGGAAA 224

Ad04A6057 Aradu.A04 6057 p2 (AT)9 18 23495527 23495544 TTCTGCCACATATTCTTCTCTCTC GCCCTTGAGGTCTTCACATT 177

Ad04A6059 Aradu.A04 6059 p3 (CTT)5 15 23510389 23510403 CGTTTCACTCAATTCCCGTT GAGGATGGCAGGTTTTCTCA 205

Ad04A6064 Aradu.A04 6064 p3 (ATA)11 33 23531194 23531226 CATCGTGAGGCCCATAGATT TTCCCTTTAATGGCAAGGTG 222

Ad04A6069 Aradu.A04 6069 p3 (TCT)6 18 23564553 23564570 TACCCTCTCCCCTTTCCCTA TCCCCAAGCAACTGAAAATC 258

Ad04A6070 Aradu.A04 6070 c (TTA)11ta(TG)9 53 23579673 23579725 AGATGCAGGTCGTAACCCAC GACTCGCAGAGTTTAAGCCG 193

Ad04A6072 Aradu.A04 6072 c (T)11gtg(T)10 24 23590338 23590361 TTCATGCCATTTGATGGAAA TGGCTGTATCTGTTGGGTGA 222

Ad04A6078 Aradu.A04 6078 c (ATA)5(TTA)10tcattattattatcattatcattatcattatcatcgtcgtcgttattgttattagtaa(TAG)5118 23632565 23632682 CCTCGGGATAGCGTCATTTA CTAAACCGAGGAGGACACCA 239

Ad04A6088 Aradu.A04 6088 p3 (TTC)5 15 23754652 23754666 CCCGGAGAGCTATTTTGGTT CCCCTAATGAAAGTGGGGTT 169

Ad04A6090 Aradu.A04 6090 p4 (TATT)13 52 23846976 23847027 AAACATTAATTGTTGATGATATTTTCG ATTTTTAGTGTTTTTCTCTCTCATCAT 242

Ad04A6093 Aradu.A04 6093 p5 (AATAA)6 30 23853061 23853090 AAATGACAGGGTTCAAATTGGT AACTCCGTGTGGGGGAATA 251

Ad04A6094 Aradu.A04 6094 p3 (TCT)6 18 23859459 23859476 AATCTTTTCCACCCAAACCC TAAAATATTGCTCGCCCTCG 209

Ad04A6097 Aradu.A04 6097 p3 (AAT)6 18 23872319 23872336 TGAATGCATGACATGAACATTG ATTGATGCTCAGAGCCTTGG 188

Ad04A6102 Aradu.A04 6102 p2 (TA)7 14 23924205 23924218 TACATCGCGAATTCTCCCTT TCCGTTTCCTTTCATAATGTTC 256

Ad04A6107 Aradu.A04 6107 p2 (TC)6 12 23970229 23970240 CGAAAATACTTCCCTCTTTTTCAA AGGGGCAGTGATTTGAGATG 213

Ad04A6108 Aradu.A04 6108 c (TTC)7cgaattcacgcacgcaggttcttcttgttc(CCT)5t(CTC)5g(TTC)5cccaatgttacgtcttcttgtttttcttttccttttttcgttatcgtcatcacgaataacaccaacatttcttcttc(TCT)7196 24019324 24019519 TCTTTGTTCCTTTTTCCTTCTCC TTTAGTCAATACTTATCAACAACGAAG 268

Ad04A6110 Aradu.A04 6110 p3 (ATT)7 21 24041128 24041148 TGGAGATGCTTCTTCCATCA TATCCATGGAGCATGCGTAA 254

Ad04A6114 Aradu.A04 6114 p2 (TG)12 24 24080307 24080330 TTCAGCTACAGGTGTGACGG GAGCCTTTGCGAATACGAAC 208

Ad04A6118 Aradu.A04 6118 p3 (TTC)6 18 24109671 24109688 TGAAAGCACCAACAGTCGAG GGCCGAGAGTAAGGTGATGA 215

Ad04A6119 Aradu.A04 6119 p2 (AT)8 16 24111651 24111666 TTCAGCTACAGGTGTGACGG CGGAGTGCCCTAATACCAAA 253

Ad04A6120 Aradu.A04 6120 p3 (AAT)14 42 24117898 24117939 TCACAATCTTATCATTTCACTTATCA TGCTTTAAAGGAAACAAAGAATCA 258

Ad04A6126 Aradu.A04 6126 p3 (TTC)6 18 24227336 24227353 TTCTACACCTTGGCCGAAAC GAGGATTCTCCGGCTTTAGG 176

Ad04A6129 Aradu.A04 6129 p3 (ATG)5 15 24253393 24253407 GGTCATCTTGTGGGTAGCGT CATCCCGGTTCAAAATATGG 271

Ad04A6130 Aradu.A04 6130 p3 (AAT)7 21 24268980 24269000 AGGTGGTGGTATTTTCTGCG ATTGATGCTCAGAGCCTTGG 169

Ad04A6131 Aradu.A04 6131 p3 (AGA)6 18 24288219 24288236 ATATTGCTCGCCCTTAAGCA AATCTTTCCCATCCAAACCC 204

Ad04A6134 Aradu.A04 6134 c (A)11gagaaaaagaaaacg(A)1036 24306504 24306539 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 224

Ad04A6143 Aradu.A04 6143 p4 (AATT)5 20 24348665 24348684 AGAAGCTAAATGCCGCTTGA TGGCAGATTTTTATTTTTGGAGA 217

Ad04A6145 Aradu.A04 6145 p3 (TCC)6 18 24350109 24350126 TGGCAACTGATTTCAACCAA AACACGCGAAGAAGAAGGAA 232

Ad04A6149 Aradu.A04 6149 p2 (TC)6 12 24358787 24358798 CAAGGGATGCTTCGAGAGAG CGCAACTTTGATGAAAACGA 149

Ad04A6155 Aradu.A04 6155 p2 (AT)7 14 24382440 24382453 CAAAACAAAAGCGTATCACTGC TCCACACACTTTTCCTTTCAG 280
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Ad04A6158 Aradu.A04 6158 p2 (GA)7 14 24471018 24471031 GGCGAGAAGAGTTCAACGAC AGCAAAAACACCGGTCAAAC 223

Ad04A6159 Aradu.A04 6159 p2 (AT)9 18 24472095 24472112 AAGTCAACAAGCAGTTGGCA TCGGATAGCGAACTCGATAATAA 256

Ad04A6160 Aradu.A04 6160 p3 (TAT)12 36 24472378 24472413 TCTTTGGTGAGCTTAACTTTGC TTGTTACTCGTGACAACCAAAA 248

Ad04A6162 Aradu.A04 6162 p3 (CTT)5 15 24486127 24486141 TCCTTTTTGGCCGAATACAC AGTGGTCTTGATGGGCTTTG 258

Ad04A6163 Aradu.A04 6163 p2 (AT)6 12 24491237 24491248 TTAAGTGTGGGGAAAGTGGG ACACATTCATGCATCCCAAA 269

Ad04A6164 Aradu.A04 6164 p2 (AG)7 14 24511513 24511526 CGGAAAAGCACACCAAACTT CCTCCTTCCTCACACCATTC 111

Ad04A6166 Aradu.A04 6166 p3 (ATT)5 15 24527255 24527269 AAAATTTTGCCCAGGTGTTG AAAAAGAACATCTATCTTTAACCAGG 229

Ad04A6169 Aradu.A04 6169 p3 (TAA)19 57 24564421 24564477 CTGGAGTGTTTCTACCCCCA CATCTCCTGCCATCAACCTT 233

Ad04A6175 Aradu.A04 6175 c (GC)6acagcgtgctagcgcgccgatagccc(T)1048 24579355 24579402 GAAAAGCAGGTTGCAAATCC ATAGGGAGCTCTTGGGCATT 265

Ad04A6176 Aradu.A04 6176 p4 (AAGA)6 24 24586351 24586374 ATTTGGCATCTTGAAGGCAC TTTATGTTGATGGGTGCCAA 205

Ad04A6179 Aradu.A04 6179 p2 (GT)6 12 24595707 24595718 GAATGCTTTCATGCCTCGTC CGTAAATTGTTGGAATGGGG 191

Ad04A6183 Aradu.A04 6183 c* (TGT)5(T)13* 27 24625021 24625047 CTTTGGCATCTTGGAACCTT CACCATTCACAAACTCACCG 149

Ad04A6184 Aradu.A04 6184 p2 (TA)9 18 24625298 24625315 GGGCTGCGGCTAGTACTCTA ATCCTTCAAGCTCACGAGGA 139

Ad04A6186 Aradu.A04 6186 p2 (AC)6 12 24656555 24656566 AATGCTAACGGGTTGGACTG AGGAATGTGTAGCCGCAAAC 222

Ad04A6188 Aradu.A04 6188 p3 (TCT)5 15 24664906 24664920 AATGGCCGAACATACACTCC TGCCACTGATGGTAATGGAA 275

Ad04A6190 Aradu.A04 6190 c (T)10acctaaaatcttaatttttcttctagttttttttaaatcaatctttccattctgaactcaaaacaaaaac(A)1090 24672160 24672249 TCAACTTCCCATTCCAAGTG TTCCTTGATGCATTTTGTGC 138

Ad04A6191 Aradu.A04 6191 p4 (AAAT)5 20 24672818 24672837 TGAGGAATTTTGAGGGTCGT TCATTGTTGTTTAGGCCATCTTT 268

Ad04A6193 Aradu.A04 6193 p2 (AT)7 14 24680523 24680536 CCCAAAGATTTTCTGCCTATG AGCCATTGCTTGTTCAAACC 164

Ad04A6194 Aradu.A04 6194 p3 (AGA)6 18 24683525 24683542 TTTCCTCTTCAATGGGGATG TCCCTCCCTCTATCTCCACC 200

Ad04A6198 Aradu.A04 6198 p3 (TTC)6 18 24725816 24725833 CACCTCAATTCCTCTTCCCA TAAAATATTGCTCGCCCTCG 242

Ad04A6200 Aradu.A04 6200 p3 (CAT)7 21 24742994 24743014 TTGTTCCATCATCCCGATTT GGCAGTGTGAATGCTGCTTA 274

Ad04A6201 Aradu.A04 6201 p2 (AG)8 16 24746989 24747004 GAGAGCGCGAGACAGAAAAT TGTCCAACACGCACCTTATT 262

Ad04A6203 Aradu.A04 6203 c (TAT)5tttaatgaaaaagaagaaag(T)10atctttttatgacattacttctattttttcagctttatacaaagaaaaggcaatagctttttcgaactccac(T)10127 24748581 24748707 TTTAGTTGCTTTAGGCTTTAAAGAGAT CGGTGACCCAGATTTGACTT 262

Ad04A6205 Aradu.A04 6205 p2 (AG)6 12 24754307 24754318 GTTCATCGGTTTTGTTCGGT GCTCAAGTTATGGCTCTCGG 171

Ad04A6206 Aradu.A04 6206 p2 (AG)18 36 24759163 24759198 ACCAAACAGACCAAAAACGC AGTTATGGCTCCCGAAAGGT 182

Ad04A6207 Aradu.A04 6207 p4 (TATG)6 24 24762301 24762324 ACGTTTCGCGCTTTTGTAAT TTATTTGGCATTAGCCCACC 263

Ad04A6208 Aradu.A04 6208 p2 (TA)7 14 24763295 24763308 GCGCGTGGATTATCAAAACT TCCAATTCTGCATGTTTCCA 216

Ad04A6210 Aradu.A04 6210 p3 (AAT)5 15 24774401 24774415 CAGGGAAAAAGGCACTCTTG GGACGTTGGCTTTGTGAAGT 193

Ad04A6213 Aradu.A04 6213 p3 (AGA)8 24 24798270 24798293 AGTGGTCTTGATGGGCTTTG TTGGCCAAAACCTACACCTC 260

Ad04A6215 Aradu.A04 6215 p2 (AT)7 14 24819593 24819606 TGTGGGAAAAGTAGGTTTGGA TAACTTGGGGCATTTTGTCC 194

Ad04A6216 Aradu.A04 6216 c (T)10ctctcttttgtgaggcccaagcccaatattttggtgatgtattcttgcgccctagtgtcacaactctaattcagttttttgaggtttttt(GA)6112 24828703 24828814 GGCGATATCTTGAATACGGC GCTTTGGGCAAAAATGAGAA 217

Ad04A6218 Aradu.A04 6218 p2 (GA)6 12 24849100 24849111 TGCACCCTAGTGTCACAACC CGAGTATCGAACCCCCACTA 208

Ad04A6219 Aradu.A04 6219 c (T)10ctctcttttgtgaggcccaagcccaatattttggtgatgtattcttgcgccctagtgtcacaactctaattcagttttttgaggtttttt(GA)6112 24858009 24858120 AGGCGAAATCTTGAATACGG GCTTTGGGCAAAAATGAGAA 218

Ad04A6220 Aradu.A04 6220 p2 (GA)6 12 24870996 24871007 GGGGAGATTTGTTGGGTTTT CCAACGGTGAACAACTGAGA 225
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Ad04A6223 Aradu.A04 6223 c (AT)7acccaaatcggaccctccgaatcctattaaaaaaatttttttttctcctgcaacaaaacggacccagcgactccgaat(A)10ttctgccagaaaacggacccagcgagtccatgaaaaaaaaattaatctgccaccaaacggacccagcgagtccatg(A)10188 24890024 24890211 GAGGAGTGCATCCGAGTTTC GAAAATGGAATCGCTGGGTA 262

Ad04A6227 Aradu.A04 6227 p3 (ATT)6 18 24903481 24903498 GTTAGGGTTAAGAACGAAGTGC GTTTTCTCCTCCGACCCTTT 228

Ad04A6236 Aradu.A04 6236 p3 (TCT)5 15 24958950 24958964 CGCGCATTAATGACGAGTAA AAGGAGGAGGAGGATGAGGA 145

Ad04A6237 Aradu.A04 6237 p3 (TCT)5 15 24959112 24959126 CGCGCATTAATGACGAGTAA GGTGATGACGATAACGCAGA 234

Ad04A6238 Aradu.A04 6238 c (AAG)7aacgacgaagctaattaggttgaagtcaatccagatctataacgaagaacgcgagtag(AGA)594 24959722 24959815 TTGTTCGATTCGATGACTTCC GCTCGCGTTTTCTTTCTTGT 280

Ad04A6241 Aradu.A04 6241 p3 (TTA)10 30 24971171 24971200 CTGCCTACTGCCACCCTTAC AAAATTCATTTCCTATATCTTTTCTGA 196

Ad04A6242 Aradu.A04 6242 c (CT)8a(TC)9 35 24977979 24978013 TCAAATGCGAAACCTTTTCC ATGGAGTAGCAGCAGGGAGA 133

Ad04A6243 Aradu.A04 6243 p4 (AAAT)5 20 24981355 24981374 GACTAAGGGGATGACGACGA TCGGTAATTTTGGCATCACA 280

Ad04A6244 Aradu.A04 6244 p3 (ATA)5 15 24982532 24982546 TGAACTCTCATTGCAACAAAATG CATTGCCCCCTTTCCTATAA 271

Ad04A6245 Aradu.A04 6245 p2 (CT)7 14 24988709 24988722 CCTCGGGATAGCGTCATTTA CGTTTAGCTGACCCTCGTTC 262

Ad04A6248 Aradu.A04 6248 c (T)10gg(T)10 22 25060690 25060711 GCTTTACAATCTGAATTCCACG TTGAAAAATTAAAATAGTGGAGAGTTG 235

Ad04A6250 Aradu.A04 6250 p2 (AC)6 12 25063430 25063441 GGGGCTTAGGTAAGGGTGAG TAGGGGAATGAAAGCACCTC 241

Ad04A6251 Aradu.A04 6251 p2 (CT)7 14 25073439 25073452 TAAATACACGTTCAGCCCCC CGGAAAAGCACACCAAACTT 123

Ad04A6252 Aradu.A04 6252 p5 (AAGAT)5 25 25077794 25077818 AGAGATAAAGGCGGTTCCGT AAGGAATTTTGCCGATTGTG 136

Ad04A6253 Aradu.A04 6253 p5 (AAGAT)5 25 25109132 25109156 AGAGATAAAGGCGGTTCCGT TGATTTGTTGGACTTGGTGG 262

Ad04A6254 Aradu.A04 6254 p3 (AAG)6 18 25112080 25112097 GCTTTTGTCTTCCCTTTCCC TACTCCCTCTCCCCTCCCTA 271

Ad04A6256 Aradu.A04 6256 c (A)11ttgaaaaaaaaatttg(A)1037 25136424 25136460 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 227

Ad04A6257 Aradu.A04 6257 p2 (TA)6 12 25144082 25144093 TCCCCAAAGTTAGCCATACG GCCATTAAAATCAACCACCAA 115

Ad04A6259 Aradu.A04 6259 p2 (CT)6 12 25157196 25157207 AACCAAAAATGCGCAGAAAC TGAACTCATTTTTCCAGCCC 249

Ad04A6261 Aradu.A04 6261 p3 (GTT)5 15 25215730 25215744 CAGTCTGTTGTGCCTTTCCA GGGAAGCTCTTTTAGGAGGC 224

Ad04A6267 Aradu.A04 6267 p3 (TGG)5 15 25250523 25250537 CGGATCTAACCGGAGCATTA TTCTTTCGCTTCCTCTTCCA 191

Ad04A6268 Aradu.A04 6268 p3 (ACA)6 18 25251186 25251203 AAGTGTAGGGACGCTTCATCA CATGACAGAGCACAAATGGC 277

Ad04A6271 Aradu.A04 6271 p2 (TA)6 12 25274640 25274651 CTTCGCCCTTTGTAATTTCG TCAGCCACAGAGTCAAATGC 269

Ad04A6275 Aradu.A04 6275 p2 (TA)6 12 25292602 25292613 GCATTTACGGACCGACAAGT CCTAACCTCCTCAGCACCAG 215

Ad04A6276 Aradu.A04 6276 p4 (AAAT)5 20 25304756 25304775 ATGGGAAGATTGTGGGAACA TTGGGATAATTTTGTCCCCTT 215

Ad04A6278 Aradu.A04 6278 p3 (TAA)6 18 25364217 25364234 TTCTTGCAACCTTTTTATTCCAA CCAACTTGGCAAACAACTCA 171

Ad04A6280 Aradu.A04 6280 p2 (CT)6 12 25374395 25374406 AAGAACATTGAACCTAAGCTGAAA TCGGCCCAGAAACACATATT 201

Ad04A6281 Aradu.A04 6281 p2 (TA)6 12 25377606 25377617 GCTAGATGGGAATCCGTGAA TGATGGACTTGAGAGGCAAA 276

Ad04A6283 Aradu.A04 6283 p2 (AT)7 14 25398632 25398645 AGAAAGTCGTCGTACCCCCT TGGGATGTCAATGCCCTATT 247

Ad04A6284 Aradu.A04 6284 p2 (AT)7 14 25411014 25411027 TTAAACCGCAATAACGCTCC TCCCTTTCAGGATATGGACG 262

Ad04A6285 Aradu.A04 6285 p2 (AT)6 12 25430393 25430404 TCCCAACGCTTTGATTAAGAA TTGCACTAGATCCAATGACAGATT 233

Ad04A6286 Aradu.A04 6286 p3 (ATT)6 18 25430612 25430629 CATTGGATCTAGTGCAAGTGGT CCGAATCACTAATGTCCCATTT 254

Ad04A6287 Aradu.A04 6287 p3 (AAT)17 51 25433875 25433925 CTGAGTCAGTTCAATGGTTAATTTT CTCACCAATTGCCACACATT 236

Ad04A6288 Aradu.A04 6288 p2 (AG)8 16 25437621 25437636 CTGACCCAGTTTTTAGCCCA ACATTGAACCTGGGATCGAG 228
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Ad04A6296 Aradu.A04 6296 p3 (AAT)6 18 25480427 25480444 CAACTCCGCACAACTAACCA CCAGAAGGAACACAGCACCT 271

Ad04A6297 Aradu.A04 6297 p3 (TAT)5 15 25489346 25489360 AGGTGGCAACTTGACCTAGC TTTTTGGCACAAGTAGTTTTCA 197

Ad04A6298 Aradu.A04 6298 p2 (TA)6 12 25489732 25489743 TCTTCTTTTAACTGTCAAACAAGGACT CAAATGGGACAAGGAGCACT 140

Ad04A6299 Aradu.A04 6299 p3 (GTT)5 15 25509940 25509954 GTGCTCCTGGATGGTGACTT AAAGGGCAACTGCTGAGAAA 207

Ad04A6300 Aradu.A04 6300 p4 (AACT)5 20 25515993 25516012 TGCTAAAATTGCTTCATGCC TGGTTCATCAAGCACTCATCTC 262

Ad04A6305 Aradu.A04 6305 p2 (GA)7 14 25548005 25548018 AGCAGGGAGAGAAGAGGGTC CGACGGTAATGAGCCCTAAA 277

Ad04A6306 Aradu.A04 6306 p4 (ATTT)5 20 25548407 25548426 ACCAACCCATTTACTGTCGG CCCCTCGAAAATGGTCTAGC 238

Ad04A6307 Aradu.A04 6307 c (T)10gcctttttctctaagaatatatattgtttgataagaaattgt(TC)766 25558975 25559040 GAAATCGAATTCCCATATTATATTTCT AGCAGCCAACGTGTTCCTAA 228

Ad04A6308 Aradu.A04 6308 p3 (TCT)7 21 25560139 25560159 GGCTCACTCTTCCTTTCCAA GCAGCCATAGTTTTTCAGCC 268

Ad04A6311 Aradu.A04 6311 p3 (ATA)7 21 25561848 25561868 TGATAATAGGCACAACCGCA TAACACCTTTCACGCCTTCC 165

Ad04A6314 Aradu.A04 6314 p3 (ATT)5 15 25563539 25563553 GGAAGGTTTGTCCTCTGCTG GCAAGAGCAATGGCCATAAT 263

Ad04A6316 Aradu.A04 6316 p3 (CAT)5 15 25568409 25568423 AGGGGAGAATGTTGACATGG TGGGCCAGTAAAATGAAACA 244

Ad04A6319 Aradu.A04 6319 p2 (TA)6 12 25571641 25571652 GGGATGGCAAGGTATTACGA TTATGCTCGGACCGGTTATC 252

Ad04A6320 Aradu.A04 6320 p3 (GTT)5 15 25578393 25578407 GTTGTTATTGGGCCTCCTGA AGTGTGTGAAAAGGGCAACC 170

Ad04A6323 Aradu.A04 6323 p2 (GA)24 48 25595897 25595944 TTGAGACCAACCCACAACAA GCAGTGTTGCTCACAGTGCT 264

Ad04A6324 Aradu.A04 6324 p2 (AT)8 16 25597197 25597212 CACAATTGAAAAGCAATAACAAGAA CAGACATGTGGTTTGTTTGG 237

Ad04A6328 Aradu.A04 6328 p2 (TA)6 12 25610592 25610603 AATCGAAAGCGCAACACTCT TTTGTGTCCCTTTGGGTTTC 199

Ad04A6329 Aradu.A04 6329 p2 (AT)6 12 25621909 25621920 TCTTCCTCATGCCAATTTCC TCAAGGCCCTAAGATAGGCA 258

Ad04A6330 Aradu.A04 6330 c (A)10tttcg(A)10 25 25637618 25637642 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 177

Ad04A6332 Aradu.A04 6332 p2 (GA)7 14 25649684 25649697 GCGGTTATGGCAGAATGAAT TTTTTGCTCCCCTCTCTCAA 192

Ad04A6338 Aradu.A04 6338 c (GAAGAG)6gaagaagaagaa(GAG)666 25684004 25684069 TGGTTGCCAAGATTAGAGGG GCAGACTGTGTGTTGCTTCC 193

Ad04A6341 Aradu.A04 6341 p3 (ATT)18 54 25705031 25705084 CATTAACGGTCTTCTTGCATCA CTTCTTTCTTTCTCCCCGCT 218

Ad04A6342 Aradu.A04 6342 p2 (AG)6 12 25705258 25705269 AGCGGGGAGAAAGAAAGAAG TGCGTCTTCTCAATCGTGTC 157

Ad04A6344 Aradu.A04 6344 p3 (TCT)6 18 25720023 25720040 GCAACCTGCTGTGACTTCAA TCAGTTCTTTAAAACAAGAGGAAAA 119

Ad04A6345 Aradu.A04 6345 p2 (AT)8 16 25720171 25720186 CCTTTTAACTTGTATTACCGCGT CATTTGGCTTCACTAATTTTTAAGG 258

Ad04A6346 Aradu.A04 6346 p3 (CTC)6 18 25722147 25722164 CACTTTCATCACACCAGCGT GATGACGACAGCGAAAGTGA 125

Ad04A6347 Aradu.A04 6347 p4 (AAAG)8 32 25723404 25723435 TGCGCGAATTTAAAAGAACC CACACGCCTCCTTCTCTTTC 131

Ad04A6349 Aradu.A04 6349 p2 (CT)9 18 25727535 25727552 TCAACCATGTGAAGCCATGT TCACATTTTCATTCTAATCCATCAA 261

Ad04A6351 Aradu.A04 6351 c (TAA)5ccctagtaatagtagttcaaaatccatcaagtatgttaataaggacataaaaggagaagaatatgaagatgggtttatc(AAT)20154 25728970 25729123 GCTCTCAAAGCCAACCTTCA TGCACATATCTTCTCCACCG 277

Ad04A6354 Aradu.A04 6354 p3 (GAA)5 15 25759082 25759096 CAGCTGAAAGTATGACACTCTGG GAAGTTTTGGAAGCAATGCAC 177

Ad04A6358 Aradu.A04 6358 p4 (CTTT)5 20 25787623 25787642 CTCTCCTTCCTTCCCGTTCT CATCCTACCCACTTTCCCAA 153

Ad04A6360 Aradu.A04 6360 p2 (AG)6 12 25815523 25815534 GGTGGTCAAAGACCGAGAAA TCAGTCACGCAACTCCTCAC 251

Ad04A6361 Aradu.A04 6361 p3 (TTC)6 18 25817519 25817536 TTTTCGGCATTGAGTCATCA GGGCTGAAAAGTGAGGAGTG 173

Ad04A6362 Aradu.A04 6362 p2 (AT)9 18 25833893 25833910 ATCCTAACGTCAAAATGGCG AGGGGGAAAAAGGAGAAACA 134



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A6364 Aradu.A04 6364 p3 (AAT)5 15 25857707 25857721 GTGGAGAAAGTGGGTTTGGA AACTTGGGGCATTTTATCCC 219

Ad04A6365 Aradu.A04 6365 p3 (TAA)5 15 25863563 25863577 AAATTGTCTAGTATGTCATTGGAAGC CCGGTGTGTGTTGACATTTG 271

Ad04A6366 Aradu.A04 6366 p3 (AAT)5 15 25872612 25872626 GCGAACTTGCACTATCCACA GGATGACAAAGGAAAGGAAACA 278

Ad04A6369 Aradu.A04 6369 p2 (GA)10 20 25875343 25875362 CGGCCAAAACTCAAATCAAT TCGTCAATCCAAAGTCCAAA 157

Ad04A6370 Aradu.A04 6370 p3 (ATA)5 15 25876927 25876941 GGAAATGCTACGAGGCAAAA CCCTTTCATCAAGCCTACGA 265

Ad04A6371 Aradu.A04 6371 p3 (AAT)10 30 25878671 25878700 TCTTGGTACATCGAGTTAGAAACTG CACATCAAAACTATTTTATGCAAGTAT 207

Ad04A6374 Aradu.A04 6374 p2 (TC)14 28 25883588 25883615 TAAATGACGCTATCCCGAGG CGTCTGAAGATGAGGCCATT 260

Ad04A6382 Aradu.A04 6382 p3 (ATA)8 24 25886131 25886154 TGCTGAGGAAGTAGCCGTTT GAACCATGCAATGTCCCTTC 209

Ad04A6386 Aradu.A04 6386 p2 (GA)8 16 25954560 25954575 AGGAGATGGAGGGATGTGTG ACCCCACAGGATCATCTCAG 220

Ad04A6391 Aradu.A04 6391 p2 (CT)6 12 26006347 26006358 TTCTCTGTTCCAAACCCTGG GATGAAAAACGAAAACTCAATCA 234

Ad04A6392 Aradu.A04 6392 c (A)10gtagttttttcaataataatatattcaatacttaaaaaactcaagaaatctcta(T)1175 26008917 26008991 CTGCCATGCAGAAATGTTGA TCAGGGTATGTCTAAGCGCA 274

Ad04A6396 Aradu.A04 6396 p3 (AAT)5 15 26020931 26020945 GTATTTCCGCGAAATTGCAT TGCTCTTTTAAAATTATGGTTGTG 187

Ad04A6397 Aradu.A04 6397 c (A)11ccaaaacgacgttgttttggaaaaagaat(A)1151 26024181 26024231 TAGCCCGTAGGGCTTTTCTT TTGATGAAAACCGGAAAACC 133

Ad04A6400 Aradu.A04 6400 p2 (CA)6 12 26074229 26074240 TGGTGGTAGCAGCACTTTCA TTTTCGTGCAGACAACTTCG 172

Ad04A6405 Aradu.A04 6405 p3 (TAA)6 18 26080302 26080319 AATTAAAAGTAAGATTCGAACTCAAAA TGTAAAATGCGTTTGAAATTTGTT 226

Ad04A6410 Aradu.A04 6410 p2 (TA)9 18 26108678 26108695 TTTGATTTTGAGCATATAACTTTGTTT TCTCTCTCCTTTAATTCTTCTCAAAA 160

Ad04A6418 Aradu.A04 6418 p3 (TTA)8 24 26124292 26124315 TTGAAATGTGTGTACACGCTGA CGTGGCTAACGTCGACTTATTT 280

Ad04A6420 Aradu.A04 6420 p3 (TAT)15 45 26127790 26127834 CGAATCCGAAAGTAAAATAAATGG TAGGAGACAAGCCCTGCAAC 241

Ad04A6423 Aradu.A04 6423 p3 (AGA)6 18 26141388 26141405 GGTTCATCGTGTTGCTCAGA AGCCAGACAGGCTTCAACAT 185

Ad04A6424 Aradu.A04 6424 p3 (ATT)5 15 26144870 26144884 CCCTCAGATTGGAGCATTAGA GAATGGCCAAGAACAACTTGA 278

Ad04A6430 Aradu.A04 6430 p2 (AT)11 22 26167325 26167346 TATACACACGCACGCACAAA CCGTTGACATCCCTAGTCGT 147

Ad04A6431 Aradu.A04 6431 p2 (TG)7 14 26168000 26168013 GGTAGCTGCAGAGAGGTTGG GAGAATTTTTCCGTGGGGAT 277

Ad04A6434 Aradu.A04 6434 p3 (TTC)6 18 26178142 26178159 TTCTCCTTCTTGGCCGACTA AGTGGTCTTGATGGGCTTTG 262

Ad04A6436 Aradu.A04 6436 p3 (TTA)5 15 26185976 26185990 TCATTCAATCTGTATCCATTAATCTG AGCTGTTAATTCTGCAATTTAAGTTAT 278

Ad04A6442 Aradu.A04 6442 p2 (TC)7 14 26212028 26212041 CCTTATCGCCATCAGTTGGT GCAGAGATGACGACGGTACA 202

Ad04A6446 Aradu.A04 6446 p2 (TA)7 14 26237854 26237867 TAAATGACGCTATCCCGAGG TCGCCTTTAGGTGTCAATCC 270

Ad04A6447 Aradu.A04 6447 p3 (GTT)5 15 26244481 26244495 AGGCTGCTTCCCATACCTTT AACATTCCCACAGAACCGAG 124

Ad04A6450 Aradu.A04 6450 p3 (TTC)6 18 26308434 26308451 GGAGGATACCCGGAGAGCTA CCCCTAATGAAAGTGGGGTT 215

Ad04A6452 Aradu.A04 6452 p2 (AT)6 12 26331629 26331640 ATTCCCATTTTTGCTTGCAT TGACAAACGAGTGAAGGGTG 247

Ad04A6453 Aradu.A04 6453 p3 (TTC)5 15 26331898 26331912 CACCCTTCACTCGTTTGTCA AATAAGGAAGAACGCGAGCA 156

Ad04A6455 Aradu.A04 6455 p3 (AAG)12 36 26333236 26333271 GGAGAAGGAGGAGATGGAGG AAATACACGCACCCAACACA 159

Ad04A6461 Aradu.A04 6461 p3 (AGA)5 15 26341958 26341972 TCGGAGTTGGAAGCTTTTGT CACGGTCATCCCTTCTGTTT 272

Ad04A6466 Aradu.A04 6466 p2 (AG)6 12 26358798 26358809 ATAGGTGAGGGGTTTTTGGG AGGATTGGCAGAAAGAGCAA 173

Ad04A6468 Aradu.A04 6468 p2 (AT)12 24 26378257 26378280 TTAGCGCATGATCGAATTTT TAGGCTTGTTTTCGAGCACC 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A6469 Aradu.A04 6469 p3 (ATA)6 18 26380853 26380870 AAAGATGAAGGATATTTGATAAAGCA ACATGGCTCCTGTAACAACG 276

Ad04A6470 Aradu.A04 6470 p2 (AC)6 12 26383621 26383632 CCCTCTCTCACTCTTCGTGG AGCGCCATCACCTATACACC 148

Ad04A6472 Aradu.A04 6472 p4 (ATAG)14 56 26386784 26386839 TAGTCCCCTCTTTTCGGTGA AGGACTCCACACAAATGATGC 264

Ad04A6473 Aradu.A04 6473 p3 (TAT)16 48 26404985 26405032 TGTTTAATGAAATGTTTCACCCAT CCCTGGTCCCGAAAATAGAT 214

Ad04A6476 Aradu.A04 6476 p2 (GA)6 12 26426744 26426755 AGAGAGGAAGAGAGGGTTCG TCCTCACCCTTTTTCAAAATTC 237

Ad04A6477 Aradu.A04 6477 p2 (CT)6 12 26438021 26438032 CGAAAATCACTAACCACTTTTTCA GAGAGAGAAAGGGGATCCAAA 125

Ad04A6479 Aradu.A04 6479 p2 (TC)18 36 26449792 26449827 TGTCTCCCTTCCTTCACACC CTGATATGACACCGCCATTG 260

Ad04A6480 Aradu.A04 6480 p2 (AT)10 20 26452283 26452302 TACCCACTCATCACCCACTG ATCTTTTGCGTCGAACTTGC 223

Ad04A6481 Aradu.A04 6481 p3 (ATA)22 66 26462658 26462723 TGGCCAGAATGAATAGGGAC TAAAACGCAGATGAAGCTGG 155

Ad04A6486 Aradu.A04 6486 p3 (AGA)7 21 26533535 26533555 CTCGAAGGTGGAAGCTTTTG CCCTTGGCCAAATACACATC 212

Ad04A6488 Aradu.A04 6488 p5 (TTATC)5 25 26544806 26544830 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ad04A6489 Aradu.A04 6489 c (AT)7aaaagtaataaggttaggaag(A)1146 26561248 26561293 CGTATTGCGAGAAGTGGTTG CCCCTTATAATTGTACAGGTTCCA 248

Ad04A6490 Aradu.A04 6490 p2 (TA)6 12 26561548 26561559 CAGGCTGTTCACCTAAATCAGA CATTCTCGTGAACTCAAATAAAAA 225

Ad04A6493 Aradu.A04 6493 p3 (TTC)5 15 26576308 26576322 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 197

Ad04A6495 Aradu.A04 6495 p2 (TA)11 22 26587336 26587357 GCGAATCGAATTTTTGGAGA AGCAAGATGCGAAAGGTTGT 218

Ad04A6496 Aradu.A04 6496 p3 (ATA)5 15 26613298 26613312 CGGTGTAGCCAAATCAACTG GCCCTAATTATAATGGAGCCTAGA 280

Ad04A6497 Aradu.A04 6497 p5 (ATTTT)5 25 26628693 26628717 CCTACATGCATTGACCTTTGG GGGAAATTGTGGGAACAAAA 212

Ad04A6498 Aradu.A04 6498 p2 (GA)6 12 26644365 26644376 TGAGTGGTGAATGGGAAACA GCAGGGATGGAATTCTTTGA 117

Ad04A6499 Aradu.A04 6499 p2 (TC)8 16 26656781 26656796 CCAAGCTTTAAGTGTGGGGA CAAGCTGTTAAACCATGTTCCA 259

Ad04A6500 Aradu.A04 6500 p3 (ATT)5 15 26674557 26674571 GACCCACTTGTCCTTCCAAA CAACAGAGACCTCAACACGG 257

Ad04A6501 Aradu.A04 6501 p2 (AT)14 28 26680192 26680219 TCCATGGAAAAGTCCAAAGC TGATGAACGGAATGAGAGGTC 271

Ad04A6502 Aradu.A04 6502 p2 (AC)8 16 26681854 26681869 AAGTGAACCAAACCAGCCAC AACGCGTAGCTACAAACGGT 162

Ad04A6509 Aradu.A04 6509 p2 (TA)8 16 26708131 26708146 TGAGGAGGAGGAGAACGAGA TACATGAACCCACATCCCCT 225

Ad04A6511 Aradu.A04 6511 p3 (ATC)13 39 26710688 26710726 ATAGTGCCCGACACACTTCC GGTGTTGGCAATGTTGAATG 266

Ad04A6522 Aradu.A04 6522 p2 (CA)6 12 26801306 26801317 CTAGCTACCCAACCCCCATA CAGATCCCCCTCTCTTCCTC 149

Ad04A6523 Aradu.A04 6523 p2 (AT)11 22 26804153 26804174 GCATAGTTGGAAGCGTGACA CAGCGAGGATGATGTTCTCA 278

Ad04A6525 Aradu.A04 6525 c (CT)6tcccccttctccctttccacgactcccctctcctctcatcccttttcttctttcttttcttctttctttcttttctgacattgca(TG)6109 26807261 26807369 TCCACGAGCTCTCTCTTTCC CACACACTCGCACTCACTCA 274

Ad04A6527 Aradu.A04 6527 p2 (AT)10 20 26812102 26812121 CAAAATGTCACGCTTTCAGC GATGACGAGGTTTGAAAGAGC 266

Ad04A6531 Aradu.A04 6531 p2 (GA)7 14 26819307 26819320 TATCGCTATTTACCACCGCC TTTCCTATCGCAGCCTCACT 128

Ad04A6532 Aradu.A04 6532 p3 (GAA)5 15 26826109 26826123 ATGTTGTTCGGTTTGATGGC TCTTCTCTGCTTGCATTCTTCA 245

Ad04A6533 Aradu.A04 6533 p3 (GAA)6 18 26826225 26826242 TGCAAGCAGAGAAGAAAAACA CAAGCCCTTTACGCATTTGT 201

Ad04A6534 Aradu.A04 6534 p3 (TAT)5 15 26829994 26830008 TCTCAGATTCACAACGAAATAATCTT TTGCACCTTCAACTGTTTGTG 277

Ad04A6536 Aradu.A04 6536 p2 (AG)6 12 26846747 26846758 TCGCTATTCCGAACTCATTTG TCAACGATCATCACCACACC 223

Ad04A6537 Aradu.A04 6537 p3 (ATC)5 15 26853417 26853431 TGAATTCACTTCACTGCGCT GGATTTCTTGGGTGTGCCTA 273
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Ad04A6541 Aradu.A04 6541 p2 (AT)7 14 26865515 26865528 GGTGCCAGTTTAGGGGTTTT GCCTGTAATCGGGTTAGCGT 215

Ad04A6553 Aradu.A04 6553 p3 (TCC)5 15 26942842 26942856 GGAAAACCTAGAGAGAAGTTGGA AAAGTCTCCAAGTCGTGCGT 262

Ad04A6554 Aradu.A04 6554 c (T)10aaataatattttaaatcaattagttttattatgacaatcaattttgaattctgaaataaaacagatggtaatataattttattattatc(TTAT)5119 26945725 26945843 CCCAATTCTCGATTAAAACTTCA ATTGGCAAAAATCGGACTTG 263

Ad04A6555 Aradu.A04 6555 p4 (AAAG)5 20 26947975 26947994 AGGTTTAATGGCCGAGGAAT CTCGGTGGACTTACCACCAT 243

Ad04A6556 Aradu.A04 6556 p2 (CT)6 12 26950965 26950976 TTGGAGGGCATAACATAAAAA CAGAGTGGGAGAATTGATGGA 269

Ad04A6557 Aradu.A04 6557 p2 (TA)6 12 26953358 26953369 AAGCGTGAAGTTGAAAGCGT ATCCTGTACCCTAGCCAGCC 146

Ad04A6559 Aradu.A04 6559 p2 (GA)13 26 26977639 26977664 GCACGAAATCTAACCATTTTCC TTTTTGATTGGGGTTACGGA 153

Ad04A6561 Aradu.A04 6561 p2 (TC)6 12 26990848 26990859 TTTGTCGTTGCACTTTCCTG TTGCAAACTTCTTGTGCTTTG 278

Ad04A6563 Aradu.A04 6563 p4 (ATGA)5 20 26993379 26993398 AATGCTACTCCCACCGACAC CCCCTATTTCCCCCTAAACA 201

Ad04A6564 Aradu.A04 6564 p3 (TTA)6 18 26998699 26998716 TTTCCAGTTTATGTATTGAGATGAGT TTGTTTGGAAAGGAAAATGGA 270

Ad04A6567 Aradu.A04 6567 c (T)10cttttgtaggtcaattgactaattgacttatgcatttatttaattaccggaaggcctttttcttttc(T)1087 27026402 27026488 TATAGATTGTCAGGGGCGGT CCTGTGTTTTCTACGAAAATATACAAT 245

Ad04A6569 Aradu.A04 6569 p2 (GA)9 18 27034016 27034033 TGGGGTAGAACTTGTTTAAGGTTT TTTTTGGAAATACATTGGGG 232

Ad04A6573 Aradu.A04 6573 p2 (AT)6 12 27046131 27046142 TTTTAGAACGAGACTGAACGACA GGGACATAGGTGCCTCTTCA 241

Ad04A6577 Aradu.A04 6577 p3 (CTT)5 15 27056037 27056051 CGGTTACAAGAATTCACCACAA TCGTCATGTTTCTCCTCGTTC 280

Ad04A6578 Aradu.A04 6578 p3 (AAG)6 18 27056182 27056199 CGAGGAGAAACATGACGATG TTGAAAACGATTTAGGGTTGTG 227

Ad04A6580 Aradu.A04 6580 p2 (AC)6 12 27062567 27062578 CACGTGAGAAACAAGCGAAA TCGCACGTATGCGTATTTTT 280

Ad04A6581 Aradu.A04 6581 c (AC)9gtgtgaaaccaacgaaaaacacaagaa(AC)1065 27062720 27062784 ACACGTGTGAAACCAACGAA AGCACATGTGTGTTTTTCGC 249

Ad04A6582 Aradu.A04 6582 c (AC)8atacacgtgagaaacgatcgaaaagtaaaaaaaacacacgtgcgaaacaagcgaaaaacatatgcgtgtgaaactagcgaaaaacaccaaaagca(AC)8gcgtgtgaaaaaagtgaaaaacac(A)10161 27063879 27064039 AAACGAGCGAAAAACACACA GCTCGTTCTGCACGTGTTT 258

Ad04A6583 Aradu.A04 6583 p2 (AC)7 14 27064298 27064311 GCCAAACTAGCGAAAACCAC TCGTTTTGCACGTGTGTGTA 280

Ad04A6584 Aradu.A04 6584 p2 (AC)6 12 27064920 27064931 AAACACACACACGTGGGAAA ACGCGCGTATGTTTTTCATT 236

Ad04A6585 Aradu.A04 6585 c (A)11cacacttgcgaaacgagcgaaaaacacacacgtgcgaaacgagcgaaaaatgc(A)1276 27065228 27065303 GTGTGAAACGAGCGAAAACA TAGCACGTGTGTGTGTGTGC 241

Ad04A6586 Aradu.A04 6586 p2 (CA)6 12 27065421 27065432 CACACAGGTGTGAAACGAGC TCGCACGTCTGTGTGTTTTT 276

Ad04A6587 Aradu.A04 6587 p2 (GT)8 16 27066546 27066561 GAGCTCTTCACAAGGAACGC CGGGCTAAAAACACTAACGG 235

Ad04A6588 Aradu.A04 6588 p2 (TG)6 12 27066971 27066982 TTCTCATGTGGTACCGGACA GCGAAACGAGCGAAAAATAC 274

Ad04A6589 Aradu.A04 6589 p2 (GT)7 14 27067232 27067245 CACTCGTTTGGCACGTGTAT TATGTGCGAAACAAGCGAAA 199

Ad04A6590 Aradu.A04 6590 p2 (GT)6 12 27067390 27067401 TGTGGGTGTGTGTGTGTGTT GTGCGAAATGAGCGAAAAAT 258

Ad04A6591 Aradu.A04 6591 c (GT)6tttacgctcgtttcgtatatgtttttgtgtttttttctcatttcgcac(GT)1182 27067568 27067649 ACGTATGCGTGTTTTTCGC ACACAAGTGTGAAACGAGCG 256

Ad04A6592 Aradu.A04 6592 p2 (GT)7 14 27067985 27067998 CGTGTGCGATTGTGTGTGTA ATACGTGCGAAACGACCAA 264

Ad04A6593 Aradu.A04 6593 p2 (GT)9 18 27068144 27068161 GTTTCGCACGTGTCTGAGTG ACATGTGACAAATGAGCGGA 180

Ad04A6594 Aradu.A04 6594 c (TTC)7ttgaagtgtttcatcttcatcgtcgtgtttctcctcgttcttcttttgattttgcaacattatgta(T)10ctttgtttgattttttcctcctaaaaagaattataagaatatgaaataagaaaat(GAA)5167 27074544 27074710 TTCTCTACATACAAGTGTTTTTCCA TTTTTCCTCCTCATCTTCTGC 236

Ad04A6596 Aradu.A04 6596 p2 (TA)10 20 27081271 27081290 CAAATAAACCATGCCAAACA CATCATTAGAATAATTAGCATCACAAG 216

Ad04A6599 Aradu.A04 6599 p2 (TA)7 14 27085176 27085189 TTGGGACTAAATGGGGATCA CAAAATCAAGGCTAAGGATGAG 239

Ad04A6601 Aradu.A04 6601 p2 (TA)6 12 27101804 27101815 TCTCGTGCTGATAACGTGTTG TCAAATGCAAATCTCCCTCTC 193

Ad04A6603 Aradu.A04 6603 p3 (GAA)5 15 27125986 27126000 ATGAGAAGGGATGAGCGAGA CAAACCTTGGTCATTCACCC 176
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Ad04A6604 Aradu.A04 6604 p3 (GAA)5 15 27132458 27132472 AAAAACACCATGGGACAGGA AGAGTCCAGGTTGGAGGGTT 168

Ad04A6609 Aradu.A04 6609 c (T)10ctcctggaatcaattttaatgtttctatcagtgcgaatggaagtcaaagggacgaatttgtgactcttgaaaatatg(T)13100 27139607 27139706 GAAAATGGAGGTCAATGCGT TTGTGTTAACCTGGTGGTCA 244

Ad04A6615 Aradu.A04 6615 p3 (TTA)11 33 27169584 27169616 GTGCTGCCCCTCGTACTTTA GCTCGGGATAGCGTCATTTA 154

Ad04A6618 Aradu.A04 6618 p2 (AT)10 20 27187248 27187267 GTGTGGGAAAAGTGGGTTTG TTACCTTGGGGCATTTTGTC 228

Ad04A6621 Aradu.A04 6621 c (T)12aatgttagaaggtaaaa(T)1140 27198735 27198774 TCAAAGTGTTTGAGAAAATGAACAA TCAGTTCAATATGTTAGCTCTCCAA 261

Ad04A6629 Aradu.A04 6629 p2 (TC)6 12 27253436 27253447 CTCTTCAACGACTTCTCCCG AGTGAAACCCAACCCCTCTT 274

Ad04A6632 Aradu.A04 6632 p2 (TA)7 14 27261145 27261158 CCTTTCAGGATATGGGCGTA CTTTAAACCGCAATACCGCT 189

Ad04A6634 Aradu.A04 6634 p3 (CTT)7 21 27278445 27278465 TTTCAAATTCATGTGCGCTT AGGAAAATGAGGTGGTGGTG 105

Ad04A6635 Aradu.A04 6635 p3 (CAT)18 54 27278567 27278620 CACCACCACCTCATTTTCCT CAACATCTTCAACATGGCAAA 201

Ad04A6636 Aradu.A04 6636 p3 (AAG)6 18 27279804 27279821 TGCATTTGGACTCATTGTCA ACATGCGCACACATCATTCT 232

Ad04A6637 Aradu.A04 6637 p2 (TC)6 12 27280719 27280730 GACGACAGAGAAGAGGGTGG GTGACGGGAGAGGAAACAGA 261

Ad04A6639 Aradu.A04 6639 c (A)11caaagataaaatgaatttcttaaataatgatgtcgttttcctggccattttaacag(T)1077 27283489 27283565 TGAAAAGAGGGGGTTGTTGA AGCCATTTTCCGATCCTTTT 176

Ad04A6641 Aradu.A04 6641 p2 (TG)8 16 27329267 27329282 GATTCTGCTTTCCCCTTTCC CTAACTCCCCTAACCCACCC 126

Ad04A6647 Aradu.A04 6647 p3 (CTC)5 15 27350300 27350314 TGTGGCACATTTTGGTTGTAA GTGACGACAACGACGATGAT 255

Ad04A6649 Aradu.A04 6649 p3 (CCT)6 18 27352359 27352376 CTCACCTCCTCCTCTTCGTG CAAAAAGCCCCAAAAACTCA 239

Ad04A6653 Aradu.A04 6653 p3 (TCA)6 18 27366943 27366960 TTTAGTCTGCGGATATAATATTTTGAA TGGTTTCCGTTTGTTGCATA 259

Ad04A6655 Aradu.A04 6655 p2 (TA)7 14 27371539 27371552 TTGCGCCAGACTTTCTTTCT TACAAAAATTTTCGCCCTCG 214

Ad04A6656 Aradu.A04 6656 p3 (ATT)6 18 27371907 27371924 CGAAAATTTTTGTAAGGTAGATAGAAT CCCTTAATGGTTTCTGTTTGTT 280

Ad04A6657 Aradu.A04 6657 c (TAA)5tagaaaattatcagaattttttagttttagtaattatttttatttattaattcaattttttaatttaataataatg(ATA)8115 27374712 27374826 CGGATCAAAAGATTAACGACC TTTTTGTTTCACAAGCACGG 222

Ad04A6658 Aradu.A04 6658 p3 (TAT)7 21 27375154 27375174 AAAGCAGAACAATGGCTTGG CCATCACTGCTGCTTTTTCA 150

Ad04A6660 Aradu.A04 6660 p2 (TA)6 12 27393043 27393054 CCATCTCCCCTCTTTGTTGA TTAACCAATTTGAGCCAGGG 157

Ad04A6661 Aradu.A04 6661 p2 (AG)6 12 27396660 27396671 TTGAATTTGAATGGTGGGGT ACGCCAGAAATGGCTAAAAA 250

Ad04A6663 Aradu.A04 6663 p2 (AT)11 22 27411914 27411935 TCTCATCAAGTTCAGCGTGG AAAATCCCAAATTCAGCGTG 271

Ad04A6664 Aradu.A04 6664 p2 (CT)8 16 27429970 27429985 CCTATCCCTGTACTGCAGCC TGAGGAATCTTCAACCCTGC 152

Ad04A6667 Aradu.A04 6667 c (TCT)5cacattcatttacgcattctttttcttcttctcacgctcttttacgcacggagcgtcttcttcttcctcttcttcttt(TTC)10123 27438167 27438289 GTTCATCCAAGTAGGCCCAA AATGCAAAGAAGAAGGCGAA 212

Ad04A6668 Aradu.A04 6668 p3 (AAG)24 72 27439336 27439407 TGATCAGCAGCATCAAGTGAA CGATCCTTCTCCTCCTCCTT 260

Ad04A6673 Aradu.A04 6673 p3 (GAT)6 18 27462116 27462133 GATAATCTCGCACCCGAAAA TCTCCCAGACCCTTCTGCTA 219

Ad04A6675 Aradu.A04 6675 c (A)10gtaagaagaaaaacaaaaaaatataacaaaaacaaaaaaataagaacaac(A)1070 27463585 27463654 GTACACCCCATGCGTCTTCT TCGAAATTTCTAAGGACTTGATACA 268

Ad04A6677 Aradu.A04 6677 p4 (AACA)8 32 27466639 27466670 CGACCCCATGAGTTCACTTT GCGTATGCGTGATTTCCTTT 172

Ad04A6680 Aradu.A04 6680 c (A)10gag(A)10gaaaaaaagcaatatatatac(AT)962 27481545 27481606 GTGGGGAAAGTGAGTTTGGA GGACATTTTGTCCCCCTTAT 243

Ad04A6683 Aradu.A04 6683 p2 (AT)9 18 27499632 27499649 GTCCGAGCGCTAGTTACCTC CTGTTTGGCTTTTCAGAGGG 224

Ad04A6684 Aradu.A04 6684 c (T)13gaacatttatttaattattttttttgaatttttttaaataattaattatttaattttcaaaaattcggaatgttatattagtttctcaataaacttttg(A)10122 27501793 27501914 TGCCTTAAGGATTCGGTCAT AGCCGTATGGTTCATCACAA 237

Ad04A6685 Aradu.A04 6685 p2 (AG)6 12 27504890 27504901 TGGAAAGGGGATACCATTCA GGAATCAACAAGGAGTCACGA 250

Ad04A6686 Aradu.A04 6686 p2 (CT)27 54 27509758 27509811 CACGAAGGAAGCATTGACCT GATGGAGGAATCGGAAGTGA 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A6687 Aradu.A04 6687 p2 (AT)6 12 27511548 27511559 CCTTATGGAACTTGTGAAACGA GTGCATGCTTCGCCTAACTA 280

Ad04A6690 Aradu.A04 6690 c (A)10gtcgaaaaaaaaagaagagaaaaagaaaaagaaaacg(A)1057 27538276 27538332 GGTGGCAATGCTCTTGTTCT GCACACTCTTATTGCCTTGGA 266

Ad04A6692 Aradu.A04 6692 p3 (TCT)5 15 27548876 27548890 CCCTCTATGCCACTCTCTGC TCCCAGGAAGAGGAACAAGA 245

Ad04A6695 Aradu.A04 6695 p3 (TCA)6 18 27562897 27562914 AATTAGCCATTCGTGGGTTG GATGTCCCTCTTCCGACAAA 269

Ad04A6697 Aradu.A04 6697 p3 (AGG)5 15 27567059 27567073 TGCCAACATGGAAAACTTCA CCAGAACAGTGAATCTGCGA 274

Ad04A6698 Aradu.A04 6698 p2 (TA)6 12 27567950 27567961 GGCAACACTGAGAAAAGCGT TGCATGCTTTGAGAGTTAAGC 263

Ad04A6706 Aradu.A04 6706 p6 (TTCTGC)6 36 27600171 27600206 TAAATGACGCTATCCCGAGG TACGGCTTGCCTTTAGGTGT 226

Ad04A6707 Aradu.A04 6707 p3 (AGG)6 18 27606192 27606209 ATTTGGACTCGTTGTCCTGC CACGCACACATCATTCTTCC 229

Ad04A6708 Aradu.A04 6708 p2 (TC)6 12 27642896 27642907 ATTTTGAAAGGTACCCACGC AACTGCAAACAGAGAGGGACA 238

Ad04A6710 Aradu.A04 6710 p3 (AAT)5 15 27678947 27678961 AGATTCGATGCTCCATCCAC ACCGGTATGCGTTTTTATGC 235

Ad04A6711 Aradu.A04 6711 p2 (TA)7 14 27681120 27681133 TTGGCAGTGGTTGAGATGAG ACTATTGCCACGGACCTCAC 240

Ad04A6712 Aradu.A04 6712 p2 (AT)7 14 27690663 27690676 CATGCATCCAAGAGACCAAA TTGTGCAAGTCAAATATCGG 280

Ad04A6714 Aradu.A04 6714 p2 (TC)6 12 27698279 27698290 AGAGCTGCAATGGCTCAGAT CAATTTGCTGCAGAGGATGA 262

Ad04A6716 Aradu.A04 6716 p2 (CT)6 12 27708779 27708790 TAAATGGAGCTCAGATCCGC CAGTGAATTCAATCATGTAGAAGAGA 264

Ad04A6718 Aradu.A04 6718 p2 (AC)6 12 27713885 27713896 TATTACCCACGGCTCACACA TCCCTCCTCCTCTCTCCTTC 135

Ad04A6721 Aradu.A04 6721 p3 (ACA)5 15 27736487 27736501 TACCACTTTGTCATGGCTCG TTTGGTTGTGGATATGATTGGA 211

Ad04A6725 Aradu.A04 6725 p2 (GA)7 14 27768938 27768951 AGGGGAGAGGGTTCGAATTA TCTTTTTGGAAAATCACTAACCA 130

Ad04A6727 Aradu.A04 6727 p3 (ATG)9 27 27787594 27787620 AAAAGCTCTCGCAAATTCCA TGTTTCTAGAAGGGGTGGTTG 208

Ad04A6732 Aradu.A04 6732 p3 (TTA)6 18 27808205 27808222 GACGCGTGAAACATACATGC CCAGATAGCAAGAATTGAATCG 207

Ad04A6737 Aradu.A04 6737 p3 (TGC)5 15 27825220 27825234 GAGGTTGAGTGCATAGGGGA GGGTGACACATGCAGTTTTG 213

Ad04A6741 Aradu.A04 6741 p2 (TA)11 22 27838706 27838727 TGAAAATATTGGGGCAGTCC CAAAATTAATGTCACAATTCAAGTCA 247

Ad04A6742 Aradu.A04 6742 p4 (ATTT)5 20 27844467 27844486 ACTTCGTGGATGATGGACCT TTGTTATGTGTGCATCTAAAAAGAGA 273

Ad04A6745 Aradu.A04 6745 p2 (CT)7 14 27869453 27869466 TCGTTCATGTCTATGAAGATGTCA GGTGATGGGAGGGATAGGTT 154

Ad04A6747 Aradu.A04 6747 p2 (AG)6 12 27875982 27875993 ACCCACAAGCTTGCGTTAAT CAGCAGAGTGTGACAACGGT 202

Ad04A6751 Aradu.A04 6751 c (T)10aaaagtttctctggccttaggtgccatcaatggttatggaaaagc(A)1267 27913396 27913462 GCTATCTCGAGAAGGACCCC ATTACGGCTCGCCTTTAGGT 267

Ad04A6752 Aradu.A04 6752 p3 (ATT)5 15 27916413 27916427 TTGGATGTTGGCTTTGTGAA CAGGAACAAGGAAAAAGGCA 201

Ad04A6753 Aradu.A04 6753 p2 (TC)24 48 27920883 27920930 AGTATAAGCGCAAGTCGCGT GGGGAGAAGAAGAAAAGGAAA 222

Ad04A6762 Aradu.A04 6762 p2 (CT)22 44 27952149 27952192 ACTGCAGAGAGGTTGGATGG AAGGCAGATGTGGGAATTTG 261

Ad04A6764 Aradu.A04 6764 p2 (AT)18 36 27957067 27957102 AACAATGCACCACAAGCAAA CCACACCATTAAGCTCAAATCTC 189

Ad04A6766 Aradu.A04 6766 p6 (AACCAT)5 30 27961240 27961269 AAGTGTTTTGCCCTTTGACC GGCTGCAGAAGCAAGAAGAG 185

Ad04A6767 Aradu.A04 6767 p2 (CT)8 16 27961731 27961746 TTTGTGCATACTGGGCTTCA AACAAGCCTTTCCTCCATGA 244

Ad04A6768 Aradu.A04 6768 c (GAGGAT)8gaggaagaggaggaggaagaggaagacgaa(GAG)696 27962948 27963043 GGGAAGAGAAATGTGGCTGA GCACTTCCATTTGCTTGTGA 275

Ad04A6769 Aradu.A04 6769 p3 (TTG)8 24 27964497 27964520 GATTCGTGTAGCCGACCCTA TTCTGCCATCACTTTCCACA 190

Ad04A6770 Aradu.A04 6770 p3 (TTA)10 30 27965801 27965830 GGAGGTTCACAGACCAAACAA TTTGGTTAGGCAAGGGTAGG 189
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Ad04A6771 Aradu.A04 6771 p2 (AT)8 16 27973460 27973475 TGCTTCCTCCCAACTAGCAC CGCTGTATTTAATAACAAGGTGAGC 262

Ad04A6772 Aradu.A04 6772 p2 (CT)6 12 27989247 27989258 CATCAAAGGGTTCATAAGCCA TGCTATAAAGTTGGGGAATGC 277

Ad04A6773 Aradu.A04 6773 p2 (AT)9 18 27993202 27993219 AATTTTGTCTCACTGTCAAATCAAT TGTCTCATTTTATTAGGTTTTGAATG 277

Ad04A6774 Aradu.A04 6774 p3 (AGA)5 15 27993564 27993578 TCCAAAATTCAAAAAGAATAAACA GGGGGTTTAAAGCACAAAGC 171

Ad04A6778 Aradu.A04 6778 p2 (TC)7 14 28025247 28025260 AGCGACTCAAGAAGCAAAGC AGGGAGAAGTTGAAGCACGA 184

Ad04A6779 Aradu.A04 6779 p2 (AT)7 14 28038053 28038066 CGCTCCAGGTTAATGAGAGC AAAACGTGAATCTCCTATTCTGA 264

Ad04A6783 Aradu.A04 6783 p2 (AG)8 16 28045313 28045328 ATTCAAGATGGGTTAGGGGG TGCATTAAAAGAAAATGGAAATCA 268

Ad04A6784 Aradu.A04 6784 p2 (TA)6 12 28053045 28053056 CCACATATTCATGCATCCCA AGTGAGGGGAAGTTGGGTTT 280

Ad04A6785 Aradu.A04 6785 p2 (AG)6 12 28062663 28062674 TTTTTGGGGAAGAGGTGTTG CTTGGTGCAGGGATGACTTT 128

Ad04A6787 Aradu.A04 6787 p2 (TA)6 12 28078762 28078773 TCTCGTGCTGATAACGTGTTG TCAAATGCAATTCTCTCTCTCTTT 191

Ad04A6788 Aradu.A04 6788 p2 (TA)10 20 28079309 28079328 ACATCGCTGCTATCGTGACA CGTTTCCATTAATATCGTTGACA 279

Ad04A6791 Aradu.A04 6791 p2 (AG)6 12 28083646 28083657 CCTCCAAGGTTGAAACCAGA GAGTGGTGACCAAGGAAGGA 140

Ad04A6792 Aradu.A04 6792 p2 (GA)7 14 28084128 28084141 TGCCATCATTGAGATGGTCT GAGGCACGCTACCTAAAAGC 205

Ad04A6793 Aradu.A04 6793 p2 (AG)9 18 28093174 28093191 CCTCCAAGGTTGAAACCAGA GAGTGGTGACCAAGGAAGGA 145

Ad04A6794 Aradu.A04 6794 p2 (GA)6 12 28093662 28093673 TTCCATGGTTGCTGGGTAAT ATGCCTTCAACGGATCTCAC 270

Ad04A6795 Aradu.A04 6795 p3 (AAT)5 15 28094243 28094257 AAATTCACACTTGGGCTTGC GGTGAGTTGCGTTCTGTGAA 244

Ad04A6798 Aradu.A04 6798 p3 (GCA)5 15 28105051 28105065 GATGTGAGCCCAACGGTTAT GTGACCTAATGGTCCACGCT 203

Ad04A6799 Aradu.A04 6799 p3 (TTG)5 15 28105579 28105593 GCGCATACTCTTTTCTTGGC TACGACCTACCTCCCCTCAA 182

Ad04A6802 Aradu.A04 6802 p2 (AC)9 18 28113190 28113207 AAACAGGGGGAGGAAGAAGA TTTTTATTCGGAGTCGCTGG 208

Ad04A6803 Aradu.A04 6803 c (A)11tttctgccagaaaacggacccaacgactccatgat(A)10ttatctgccagcaaacggacccaacgagtccatgaat(A)10103 28113330 28113432 CCAGCGACTCCGAATAAAAA TCGGAGGGTACGTTTAGTGG 151

Ad04A6805 Aradu.A04 6805 c (ATT)6(GTT)5 33 28119402 28119434 TCACTCTGGTACTGCCAACAA TGCCATCTAAATTTTAACAAGAGAAA 251

Ad04A6809 Aradu.A04 6809 p3 (TCT)6 18 28157418 28157435 CTAAACCCCTCTCCCTCCAC AAGCAATTGCCTTCCCTTTT 274

Ad04A6811 Aradu.A04 6811 p2 (AG)6 12 28170363 28170374 TGAGGGTCGGAGTCAAATTC GGTGTTGGTGACGGAAAGAC 256

Ad04A6812 Aradu.A04 6812 p3 (GGT)5 15 28170561 28170575 GCCTCTGGTTTCTCGTCATC TATGATGGCAGTGATGGTGG 160

Ad04A6814 Aradu.A04 6814 p4 (ATTA)5 20 28171486 28171505 TTTTAAAACGTTGGGGACGA CTGCTCCCTTAAAAGTTGCG 197

Ad04A6816 Aradu.A04 6816 p2 (TA)6 12 28172581 28172592 AATGAGGTATTGGGGATTTGC GGCAAGTCATCCTTGGCTTA 249

Ad04A6822 Aradu.A04 6822 c (AT)6gtatatataattttcgaaaaaaatataaataaatagcaccaatatttttttatttttgaaattaagtttggtctctacgtagtaatttttcactaa(AAT)6126 28189000 28189125 CCCTCCCCTGTTACGTTTTC TGCACCATGTGGTAAACAGG 252

Ad04A6824 Aradu.A04 6824 c (T)11aatttctttaatgctgaaaagatatttcatgtaccactcactgaacttgaatct(A)1782 28191511 28191592 CCTTTCATTTTCATTCCTCCA TCATGCATTCAAAAATCACAGA 280

Ad04A6826 Aradu.A04 6826 p2 (AT)6 12 28197918 28197929 TTTTGAATCTATTTCGGGCA TGCTTTGGCAACTTGTTGAG 189

Ad04A6827 Aradu.A04 6827 p2 (GA)7 14 28201736 28201749 GTTGAGTGGGCAGGGTAGAG ACCCCCAACCTTCATCTTCT 246

Ad04A6834 Aradu.A04 6834 p3 (AGA)6 18 28231880 28231897 TTGCCTTCCCTTTTCCTTTT CTCACATAGCCGAACCCACT 196

Ad04A6835 Aradu.A04 6835 c (AAT)5aaattaataataat(TTA)544 28240548 28240591 GCTTAATTTCAAATCTTTGGCAC TGTCACTGATGAATTCGATAAAGAT 250

Ad04A6836 Aradu.A04 6836 c (A)14caataatgacataatagaatacgtagttc(A)1255 28245060 28245114 AAAAGGTTGCGAGTTTGGAT CATGTTCTTGACCCCTGGTT 154

Ad04A6837 Aradu.A04 6837 p2 (AT)7 14 28270685 28270698 GGTGAATCGCATTTTCACCT GACGAGAACTCCCCAGATCA 257
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Ad04A6838 Aradu.A04 6838 p2 (AG)14 28 28275534 28275561 ACATTGAACCTGGGATCGAG TTTACAGAATACGCCCCAGC 260

Ad04A6840 Aradu.A04 6840 p2 (AT)7 14 28304611 28304624 CTTACCTCGCGTCGTAAAGC ATGGCTAGCCGGCTTAAACT 261

Ad04A6845 Aradu.A04 6845 p3 (AAC)6 18 28323368 28323385 CCTTCAAAAGCTCAAACAAACC TGATCATTCTGAGGCTCTTCC 270

Ad04A6856 Aradu.A04 6856 p2 (GA)6 12 28423705 28423716 TTGCTAATTGGTTTGGAGTGC GGAGCTCTACGATCACCTCG 194

Ad04A6859 Aradu.A04 6859 c (AT)11(AG)7 36 28459758 28459793 AGTGCCTGCATGCATATGTT GCAATGTTCTCTCTCTCAGGC 280

Ad04A6860 Aradu.A04 6860 p2 (CT)6 12 28485878 28485889 GATTTTGCTTGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad04A6861 Aradu.A04 6861 p3 (CAA)5 15 28506618 28506632 AAAGGGCAACTGCTGAGAAA TGAGGCTGCTTCCCATACTT 160

Ad04A6862 Aradu.A04 6862 p3 (ATA)16 48 28518010 28518057 CCAGCACCCTTTGATGTTCT AAGCATAAAGTTCCGTGTGG 280

Ad04A6863 Aradu.A04 6863 p3 (TAA)8 24 28523334 28523357 AATCACCAGCAACATCAACA GGGTTGCCACGGATTACATA 230

Ad04A6866 Aradu.A04 6866 p3 (TCT)6 18 28530647 28530664 CTGCACGTTGTTCTTCCTCA CCTCCTCATCTTCTGCTGCT 137

Ad04A6867 Aradu.A04 6867 p3 (AAG)5 15 28531479 28531493 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 242

Ad04A6870 Aradu.A04 6870 p3 (CTC)8 24 28541522 28541545 TGGTTTATCAACGTGCCTCA AGAATGACGGAGCTTATCACG 174

Ad04A6871 Aradu.A04 6871 p3 (TTC)34 102 28541956 28542057 AAATCTCAAAGGCCACCAAA AGAAAAACGCGAACAGAGGA 252

Ad04A6872 Aradu.A04 6872 p3 (TTC)5 15 28542624 28542638 TGGTGAATAAATGGCGATCA TCACCGAACCGAACAATGTA 254

Ad04A6873 Aradu.A04 6873 c (AGA)5acaagaaagaaaacgcgagcagaggagaacggtgaagcctataatgtgagcagaa(AAG)894 28543030 28543123 CAGATCCATAACGAAGAACGC GGCCCAATCCCAAATAGAAT 195

Ad04A6876 Aradu.A04 6876 p3 (ATC)5 15 28547924 28547938 CAATGGTTACCACCTTTCATCA AACCGTGAGAATTGGGTCAG 101

Ad04A6877 Aradu.A04 6877 p2 (TA)7 14 28548209 28548222 AGCAATAATTCAAACCCCAA CGGACACTGCTCAGTTTTGA 131

Ad04A6878 Aradu.A04 6878 p2 (TA)7 14 28551115 28551128 AAAATCAATGCCAAAGCCAC TGTTTGCAGGTTTCTCACCA 168

Ad04A6882 Aradu.A04 6882 c (A)10ttattcagccgcaagccacgttttggcccctttcctgc(A)1563 28556322 28556384 ATGCTGCCTACGTTTTGCTT TCAACGTAATGGATGCATGG 220

Ad04A6883 Aradu.A04 6883 p3 (AGA)5 15 28562734 28562748 CCGTATCCACAAAAAGAGAACC GGCAACTTTGCTTTCTTTGAA 234

Ad04A6885 Aradu.A04 6885 p3 (TAT)5 15 28571930 28571944 TCAATTTACAAGTTAGCGGTGAAA TTCAGGCGTTTGAAAATAATGA 241

Ad04A6890 Aradu.A04 6890 c (TTTTTA)5tttcatgacttc(ATA)1587 28581819 28581905 ATTTGGCCAATTTTAAGGGC AGCTGTGACAGAAGCAGCAA 269

Ad04A6891 Aradu.A04 6891 p3 (ATT)7 21 28582327 28582347 TTGAGTGGCATTTTCTGCTG AATTCCAAGCCAAACACCAC 179

Ad04A6892 Aradu.A04 6892 p3 (TTA)17 51 28593976 28594026 TCGGTCACTGGTTCATTTTTC TTCCTATAAAAAGCATTGATGATGA 259

Ad04A6893 Aradu.A04 6893 p4 (ATAA)5 20 28601412 28601431 TGTCCTCCTCTGGATAGCGT TACTTTGGGGCATTTTGTCC 275

Ad04A6894 Aradu.A04 6894 p3 (TTG)9 27 28602454 28602480 ATTGAGAAGGCAAAAACGGA CCCATCGAAGTTGTTGGTCT 216

Ad04A6895 Aradu.A04 6895 p2 (AC)9 18 28608946 28608963 GTTTGAAATCCAGCCTCCAA CAGGTTCCTGGTTTGGTGAT 186

Ad04A6896 Aradu.A04 6896 p2 (AG)6 12 28610806 28610817 GCGACACTCTCTGGAACACA TGGGTTCAGAAACCCTCTTG 227

Ad04A6898 Aradu.A04 6898 p3 (AAT)5 15 28629714 28629728 CAGGAACAAGGAAAAAGGCA TCCATCAAACATGGACGTTG 256

Ad04A6899 Aradu.A04 6899 p3 (AAT)5 15 28639383 28639397 AGAAAATCAAAATGAATTACAGCA AAATGGTACGTGATTATATGTCGG 266

Ad04A6901 Aradu.A04 6901 c (ATC)5gttattattattatgaccttatatatattagaactattgtctttatatt(ATC)579 28641234 28641312 GAGCATGTTATTAAACGTCTGGA CAACAACACAACAACGATAATGA 274

Ad04A6902 Aradu.A04 6902 p3 (TCA)12 36 28642144 28642179 CATGCCATGGATAGCACTTG TATTGCGCCATAGACCTTCC 200

Ad04A6905 Aradu.A04 6905 p2 (AT)8 16 28673140 28673155 CATAGTTTGAACATTTAAAATTCGTTT CACATAAACGAAAAGTCGATCA 215

Ad04A6908 Aradu.A04 6908 p2 (TA)6 12 28676778 28676789 TTGGCATGTTGAACTCTGCT CGTAGCCACGGATCACAACT 184
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Ad04A6913 Aradu.A04 6913 p2 (GA)6 12 28684117 28684128 TCAATTTGATAAGAGTTCGTTGGA TGACAAATAAATGCAAGGCG 181

Ad04A6918 Aradu.A04 6918 p3 (AAG)5 15 28695769 28695783 GCTTTTGTCTTCCCTTTCCC ACATACACCCTCCCCTCTCC 272

Ad04A6919 Aradu.A04 6919 p3 (ATT)6 18 28698557 28698574 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad04A6920 Aradu.A04 6920 p2 (TA)6 12 28704613 28704624 TGCCTATAGAGGCCCTTGTG CATGAACCTTCCCAGCTTTC 259

Ad04A6923 Aradu.A04 6923 p2 (TA)7 14 28710954 28710967 CACACCTCTTGCTCCACTCA AATCGCGAATTCGTAATGCT 201

Ad04A6924 Aradu.A04 6924 p2 (AG)6 12 28711400 28711411 TCAGTTGAATATGGCGATGG GCCGTTTTGTCCGTTATTTC 264

Ad04A6926 Aradu.A04 6926 c (A)11gattttggcacagttgttaaatatttagaaaaataaaatctttgatatttcagatttaatgattttacaataagtgatttttttc(T)14110 28737662 28737771 TCACAAGTCACAAATTTCACCA CTGACCTTTGCAGGTGGAGT 279

Ad04A6928 Aradu.A04 6928 p3 (TAT)14 42 28740684 28740725 CCTGCAAAAGTGCAAATTGA TTGCATCATTGACTGTGATTTT 202

Ad04A6929 Aradu.A04 6929 p3 (ATC)5 15 28741698 28741712 AATCCGTAAAATGCATTGCG GAAATGGTTGAACCTGCGAT 251

Ad04A6930 Aradu.A04 6930 p2 (AG)7 14 28741949 28741962 ATCGCAGGTTCAACCATTTC AAAACCAAAGCGCCTTCTCT 246

Ad04A6931 Aradu.A04 6931 c (AATT)5aataagaatatttatttattattggatcaggtgtactttctcaacaattgaccaacaccaacacggtttcacattttatga(T)12113 28742119 28742231 GTTGGGGGCGAAGTTTAAGT TCCACAGTTTCTTATTTCATTTGG 195

Ad04A6932 Aradu.A04 6932 c (GAT)10(GAG)10 60 28748037 28748096 TGTCAAAAAGATGAAATAAGAACTATG CATCAATTTGTTGCTAAATGACA 239

Ad04A6933 Aradu.A04 6933 p3 (TCT)7 21 28755319 28755339 GGATCCCCACCTACCTCAAT TTAGAATGTTGCTCGCCCTC 215

Ad04A6939 Aradu.A04 6939 p2 (TG)24 48 28795019 28795066 ATGCACCTCGTTGAAGCATT TGCTTCTCAACCTGCATCTG 266

Ad04A6940 Aradu.A04 6940 p2 (CT)21 42 28795826 28795867 GCATCATGTCTATGACCCCA TCTGCCATGTATTTCGCTCA 158

Ad04A6944 Aradu.A04 6944 p2 (AG)6 12 28822510 28822521 AAGTACTACCGGCAGCGAGA GCCTGTGGAAAAGTCTGCTC 259

Ad04A6945 Aradu.A04 6945 p3 (TAA)7 21 28828157 28828177 TCAAGGATTTGGCCAATTTTA GGGTCACAAGACAGGGTTTG 258

Ad04A6946 Aradu.A04 6946 p3 (ATT)18 54 28828457 28828510 CAAACCCTGTCTTGTGACCC AATTCCAAGCCAAACACCAC 267

Ad04A6947 Aradu.A04 6947 p3 (TTA)15 45 28834842 28834886 AAAAAGGAGAACAGATTCATTTGC TCGTCCAAACACATTGAAGC 203

Ad04A6948 Aradu.A04 6948 p2 (TG)9 18 28838581 28838598 CACTTGCATTGTTTGGTTGG ACACCCTCTTTCAATGCACC 217

Ad04A6950 Aradu.A04 6950 p3 (ATA)17 51 28843258 28843308 CCTTTAGCATCATCTTCGCC CTAATTGAATTTGGACCCGA 267

Ad04A6951 Aradu.A04 6951 c (TG)38ta(TG)7 92 28847692 28847783 TGGATTGAGTATGGACAGCG CCATCCCCGCTAATTTCTG 258

Ad04A6953 Aradu.A04 6953 p2 (AG)19 38 28848959 28848996 GGTTAGTGCGAGAAAGGGGT TGTTGCACAGGCAATCTCTC 272

Ad04A6956 Aradu.A04 6956 c (CT)7catctctttctatttattttatttaattgctaacacttctcttctactcataattcgaaccc(CT)892 28877564 28877655 CGAAAATCACTAACCACTTTTTCA GAGGAGATGAGTAATTCGAACAGA 277

Ad04A6957 Aradu.A04 6957 p4 (TTTA)5 20 28881936 28881955 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 261

Ad04A6960 Aradu.A04 6960 c (AT)8aaatgcaattagaattatttattaaatttatttc(TA)662 28911804 28911865 CAATTCCGTGCACCACATAC CAAATTTCAGGGTCAAATTGAATA 244

Ad04A6964 Aradu.A04 6964 p4 (TAAA)5 20 28953249 28953268 GTGCTAGGTGGGAGACAACC TCCTAAGGCACCTATGACGC 230

Ad04A6965 Aradu.A04 6965 c (TA)8c(AT)7 31 28962941 28962971 GGCTAGACTAGGGCCAGCTT TTGATAACATTTAGTGATCCAGCC 176

Ad04A6966 Aradu.A04 6966 p2 (TA)9 18 28974124 28974141 CTTCTTGAACAGGTCAGGGC GCGCTACCAACTTGTCTTCC 258

Ad04A6967 Aradu.A04 6967 c (TTA)5(T)10 25 28977690 28977714 TTCAATCAATTTACGTTGTTAGGG GCACGAATAACCCACGAAAT 274

Ad04A6969 Aradu.A04 6969 p2 (CT)10 20 29018962 29018981 AAGAAGCAAGCACGCAATCT TGGAGGTTTAGTTGCTCATGG 229

Ad04A6970 Aradu.A04 6970 p2 (AT)8 16 29020435 29020450 TCATATCGCTGTTTTCCTTGAA TTTTCTTTTCAGGACGGATGA 269

Ad04A6973 Aradu.A04 6973 p2 (CT)6 12 29047309 29047320 TCATTTCATCTTTGCCAATCC GTCCAAAGACGAAGGGTGAA 136

Ad04A6977 Aradu.A04 6977 p3 (AAT)8 24 29053600 29053623 TGAAGACCAATTCAACACCAA TGGTCAAGGAGTTGACAGCA 263
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Ad04A6978 Aradu.A04 6978 p2 (TA)6 12 29053894 29053905 CAACTCTTTGCACGCCATAA TGATTCATAAATTCGAAGGATTCA 229

Ad04A6979 Aradu.A04 6979 p2 (TA)6 12 29060176 29060187 CCCTAGGGTATTAGGTGTCCG TTCTTGGTCATATGATTATTAAAAAGG 238

Ad04A6981 Aradu.A04 6981 p2 (AT)6 12 29067799 29067810 AACGAAACAATGGCCTCAAT TAGGGCACCAATTGATTTGA 260

Ad04A6987 Aradu.A04 6987 c (GA)21ggaagaacaaaaaaannnnnnnaatccgcaaatttctgatattag(A)1097 29091275 29091371 TTCAGCAGAGAATGTGACAAA TGAACCTTCTTTCCCCGATT 181

Ad04A6988 Aradu.A04 6988 c (AAG)7agaaaagcgagaatggagtgtgagtgta(TATG)569 29091639 29091707 ATCGAAGCAGAAGAGCAAGC CCAACCATGGTGTCCACTCT 235

Ad04A6990 Aradu.A04 6990 p2 (TA)8 16 29104717 29104732 ATCGAAGGATCATTCCCTCA TTTCTGCTAACGAATCGTGTCT 229

Ad04A6991 Aradu.A04 6991 p4 (ACAT)11 44 29105767 29105810 ACTCGGCTTGCGAAGATAAA TGCTGGAAGCTTCTTATCGC 270

Ad04A6992 Aradu.A04 6992 p4 (CATT)5 20 29106771 29106790 GCATACTCGCCACATTTTCA TGGATGTGAGGAAAAGCTTGA 206

Ad04A6993 Aradu.A04 6993 p3 (GGC)5 15 29120546 29120560 AGCCGTAAAAGGTGGTGTTG TGGCGGTAGTAAAGGCTAGG 219

Ad04A6995 Aradu.A04 6995 p2 (AC)6 12 29132545 29132556 ACCTTTACACCACTGGGGCT TTGCCAAATATGATGCGTGT 201

Ad04A6996 Aradu.A04 6996 p3 (TGT)6 18 29133347 29133364 TCAAAAGCAAGGCAACTGTG CAGATTCAGGAAACCCACCT 127

Ad04A6997 Aradu.A04 6997 p2 (AC)6 12 29153520 29153531 ATTGCAATGACCCTGACACA TGCTTGATATGGAAAATCAATTC 200

Ad04A6998 Aradu.A04 6998 c (T)10ctatgtagttaaatg(T)1035 29156288 29156322 TTCGTGCAGTTTACATAATTTTGAC TGGCCAAATACTTTCATTTTCA 274

Ad04A7002 Aradu.A04 7002 p2 (CT)14 28 29157552 29157579 AGGCACATGCAAAGAAGACC TCCCTTATGTTAGTTGGAAAGAGG 154

Ad04A7004 Aradu.A04 7004 p3 (TTC)7 21 29171277 29171297 CAATCTTCGCCTTAACGAGC AGGAGAAGCACCACTAGCCA 142

Ad04A7005 Aradu.A04 7005 p3 (TAA)16 48 29172399 29172446 TGATTGATTTTGATTGATTATTTGTTC AAAGACAATTCGTCATCCCA 181

Ad04A7008 Aradu.A04 7008 p2 (AT)9 18 29176917 29176934 CGTGCAGATAAAAGCAAGCA TGCAGGACCTATCACATTCG 234

Ad04A7012 Aradu.A04 7012 p3 (AAT)5 15 29197251 29197265 TTCAATTTTCTCAGCACCGA ATGACGTATCCGCAACCTTC 160

Ad04A7013 Aradu.A04 7013 p2 (AT)6 12 29197391 29197402 AAGGTTGCGGATACGTCATT CGGTGCTTCCTAACACATCA 114

Ad04A7014 Aradu.A04 7014 p2 (AT)8 16 29199111 29199126 CAAAACTTTAAATGACCAAGGCA CGTTGTGTTGCTGGAATTTG 278

Ad04A7016 Aradu.A04 7016 p2 (AT)6 12 29202200 29202211 TTGGTCGACTATCAAAGGCA CCCGATCAGGATAAACCCAT 198

Ad04A7019 Aradu.A04 7019 p2 (GA)7 14 29209684 29209697 AAGCTTCGAACAAAAGAAGAAGA CCTCTGTTAGCTGCGACTCC 144

Ad04A7021 Aradu.A04 7021 p2 (TA)6 12 29211655 29211666 TTGTATCTCTACGAATGACTGAATGA GCCGCTTTTTGTTGTGTTTT 229

Ad04A7022 Aradu.A04 7022 p2 (TC)9 18 29211891 29211908 GCTTCCCTGCTTCCTTCTTT GGAGTGGGTGAATTTTGTGC 167

Ad04A7023 Aradu.A04 7023 p2 (TA)8 16 29226233 29226248 TCGCAGGTCAAAGAAAACTCT AAGGACATTAATAATCCGGAAAGA 229

Ad04A7026 Aradu.A04 7026 p2 (CT)9 18 29244726 29244743 TCCACCGCCTTTCTTTTCTA AGGGAGAGAGTGAAGAGGGG 201

Ad04A7028 Aradu.A04 7028 p3 (TTG)6 18 29249696 29249713 GCACTGGTAAAGGGTCTCCA GGCCATACAAAACCCATTTG 200

Ad04A7030 Aradu.A04 7030 p4 (AATT)5 20 29256175 29256194 CTTACTGCGCATGTGACGTT AATGGGAACACGCTTCAGAC 263

Ad04A7032 Aradu.A04 7032 c (A)15tacccttaaatgcatatgg(A)1044 29261986 29262029 AGCAACCGGTTTACAGTTCG GACATCACTTTTTCTTTTCCGTTT 229

Ad04A7034 Aradu.A04 7034 p3 (AAT)10 30 29284235 29284264 TAAGGGTCGATCCCACAGAG GAAAGAACACAGCACCACCA 222

Ad04A7035 Aradu.A04 7035 p3 (AAT)5 15 29284766 29284780 GTAAATTCCAGTGAGGCGGA TTGACAATGGTGATGCCCTA 240

Ad04A7036 Aradu.A04 7036 p3 (AAG)5 15 29299418 29299432 CTAGAGGTTTCTCCGGCCTT CTACTCCCTCTCCCCTCACC 246

Ad04A7038 Aradu.A04 7038 p3 (AAT)6 18 29318956 29318973 CATTTAAAGAACGAGGGGCA GGAGGAGGACACCTAAAGGC 194

Ad04A7039 Aradu.A04 7039 p2 (AG)6 12 29333854 29333865 TGATGCGTCTTGGCTTAGTG AAAGTCCCCTCCCCACTCTA 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A7046 Aradu.A04 7046 p5 (ATTTT)5 25 29364603 29364627 AAACCACAGAGCAAAGGGTG ACAGCTTTGCCTCACTTCGT 268

Ad04A7049 Aradu.A04 7049 p3 (TTA)5 15 29380270 29380284 TTTGCTTTTTCTTGGGAATATGA TTTTGCAATTGTGCCTTTTTC 232

Ad04A7053 Aradu.A04 7053 p3 (AAT)5 15 29413674 29413688 GGCCCTCTTGTTGAAATTGA AAACTTGGACGTTGGCTTTG 189

Ad04A7054 Aradu.A04 7054 p3 (TCT)7 21 29416403 29416423 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 237

Ad04A7055 Aradu.A04 7055 p2 (AT)7 14 29423780 29423793 GAAGACCGGAATACTGGCAA TTTTATTTTGCTCGGTCAATTT 254

Ad04A7057 Aradu.A04 7057 c (TA)12tcgtgttccgttaagtgtttg(TA)759 29442509 29442567 TCCGAAATATCTACCGAGCC GATGCAAATTTGATTCTGGC 266

Ad04A7058 Aradu.A04 7058 p2 (AT)7 14 29443121 29443134 TTCAGGAGATTCTTTTTGCATC TTGGACAAACCAAGAGCAGA 247

Ad04A7060 Aradu.A04 7060 c (A)10tcg(A)10 23 29467296 29467318 TGTGGTTCATGAATGTTGGC ATAATTGGGCGAACCCTTTC 277

Ad04A7064 Aradu.A04 7064 p2 (AT)6 12 29476501 29476512 TCTAGAAGCCCGATGAAGGA TTTTCATATGCAGGTCGCAA 259

Ad04A7065 Aradu.A04 7065 p2 (GT)8 16 29479352 29479367 TATGGGGGTTTTCTTCTCCC GAAAACCGGGCGTTAATTTT 201

Ad04A7069 Aradu.A04 7069 p4 (CATA)8 32 29506693 29506724 CTAAGCCTTACCTCATGCCG CGTGTGAACATTCGTGCTTT 176

Ad04A7070 Aradu.A04 7070 c (A)10tcaacaatgacaactcaacaaacataaaataaccatcaaatatcaaattcataaactagaacttaaaattgcaaaagc(AT)7102 29515149 29515250 TGGCATAATCATAAAACATGGAA CACTCACTCATACCAGGCATT 280

Ad04A7071 Aradu.A04 7071 p2 (AT)8 16 29518543 29518558 TTGAAAAATGGCCTCAATCA GATTGTATGCATGCACGGAG 264

Ad04A7073 Aradu.A04 7073 p2 (TC)24 48 29573335 29573382 GGGATTCTCAGGAGGGAGAC AATGTGATTCGGTGCACTTG 151

Ad04A7077 Aradu.A04 7077 c (A)12gataagataagattttgaaaaagatatgattgttgg(A)1058 29599051 29599108 AAGCCAGAGGGGTGAGAGTT TTGCAAACGTGTGCCTTATT 279

Ad04A7079 Aradu.A04 7079 p2 (AT)7 14 29645320 29645333 TTGGGAAAAGGTGTGTGTTG TAGGGCATTTTGTCCCCTTT 279

Ad04A7080 Aradu.A04 7080 p2 (AT)6 12 29656375 29656386 CCCAACTTTCACGAGCTTTC GCATCAAATCTCCCCACACT 226

Ad04A7088 Aradu.A04 7088 p3 (TTA)15 45 29701770 29701814 CACCATTTACTTTGGGGCAT TGGGTTTGGAAATGGTTGAT 264

Ad04A7090 Aradu.A04 7090 p2 (AG)6 12 29710649 29710660 TTTGGGGAAGAGGTGTTGAG TGCAGGGATGACTTTTCCTT 122

Ad04A7091 Aradu.A04 7091 c (T)10gtg(T)10 23 29714544 29714566 CATGCATGCAAGAAGAACAAA AATTCCTGGACCGGAGTCTT 223

Ad04A7095 Aradu.A04 7095 p2 (AT)8 16 29745568 29745583 TTGGGAATTTGGGTGTTTACTC TTGGGGTAATTTTGTCCCCT 223

Ad04A7096 Aradu.A04 7096 p2 (TG)6 12 29745744 29745755 GGGGACAAAATTACCCCAAT GCAAAGTGGAGGAATGAAGG 246

Ad04A7099 Aradu.A04 7099 p2 (AT)7 14 29782999 29783012 TTACTTGGGGCATTTTGTCC AGGAACATTGGTTGGGATGA 223

Ad04A7102 Aradu.A04 7102 p3 (AGA)5 15 29792388 29792402 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 255

Ad04A7103 Aradu.A04 7103 p2 (TA)12 24 29799670 29799693 AGCCAAGACTGGTCGAAAAA GAGGTTCCTGTTGGAAGCAA 204

Ad04A7105 Aradu.A04 7105 p2 (AT)7 14 29810491 29810504 TCAACCTAATGAGTTCGAAAATGA TCCTGTGGTGTCCTTTGTGT 221

Ad04A7109 Aradu.A04 7109 p3 (TTC)5 15 29870462 29870476 AAACCCCTCATCCATCCTTC CTGGCCTTAGGTGCCATAAA 205

Ad04A7110 Aradu.A04 7110 p2 (TA)7 14 29880529 29880542 GGGGACAAAATTACCCCAAT AAGATTGCAATGAGGCCAAG 147

Ad04A7123 Aradu.A04 7123 c (A)10(G)13 23 29972741 29972763 GAGGTTCACTTCCCCTCTCC TCCCTCAGTTCCACACTTCC 278

Ad04A7124 Aradu.A04 7124 c (TC)24act(CA)11 73 29974524 29974596 CAAACATGGAAATGTGTGCC CATGCTTCAGCTGCATTAGC 267

Ad04A7125 Aradu.A04 7125 p2 (TA)8 16 29974827 29974842 AAGTTGGAAAAGCTGTGCGT AGGTGTGGGAAGTCAACCAG 253

Ad04A7126 Aradu.A04 7126 p2 (TC)17 34 29979897 29979930 TTCCACTTTTGCTGAAGGGT TAGGGCCAAAGTCTCGATTG 169

Ad04A7127 Aradu.A04 7127 p2 (TC)24 48 29982093 29982140 AATGATTGCAGAGAATGGGG AATACTCTTAATGGGGGCCG 218

Ad04A7129 Aradu.A04 7129 p3 (CAG)5 15 29985652 29985666 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGGCGTAAT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A7136 Aradu.A04 7136 p2 (AG)15 30 29993055 29993084 TTGCCGTAGGGAATCAGAAC GATGTCAGTAGCATTGGCGA 223

Ad04A7141 Aradu.A04 7141 p3 (AGA)5 15 30036086 30036100 AAGCTTTTGCCTTCCCTTTC TATAGCCGAACCCCTCCTCT 197

Ad04A7144 Aradu.A04 7144 p3 (TTG)5 15 30048230 30048244 CAAGGAGCAATCACACATGC CCATCATAAACCCCATCACC 224

Ad04A7146 Aradu.A04 7146 p2 (TA)10 20 30089358 30089377 CAAATTAAAAAGTGTTATCAAACGTGA TTGGTGCCTATACCATTTTTCA 207

Ad04A7147 Aradu.A04 7147 p2 (TA)6 12 30106721 30106732 TAATTCGATTCCTCGAGCGT AATTCGCAAAATGAAAAGCG 152

Ad04A7148 Aradu.A04 7148 c (TTA)5ttc(TA)9 36 30106890 30106925 ATTCGATTCTTCGAGCGTTG TCGTCAAGCAATAGTGCCAT 234

Ad04A7149 Aradu.A04 7149 p2 (TA)6 12 30109627 30109638 TGAAGAAGCAAACGTCATCC AGCCTCATTTGGAATTGTGC 178

Ad04A7151 Aradu.A04 7151 p3 (GAC)5 15 30113615 30113629 CAGAGTAGAGCAGACGCACG CAAAAACACCCTTGCCATTT 229

Ad04A7152 Aradu.A04 7152 c (T)10aattatactcactttattataactaacaacctataattttttct(ATA)981 30140716 30140796 CTGCCATTACTATTGCCGCT TGCGAATTGATGAAGTTTGG 232

Ad04A7155 Aradu.A04 7155 p5 (TAAAT)5 25 30143045 30143069 GGGATTCGTTCCGGTCTATT AGTTGCTGAAAATTGTGAGGG 254

Ad04A7158 Aradu.A04 7158 p2 (TA)6 12 30167379 30167390 CTCAGACCGGTTATCTTCGC AGCCTTTGAAGAAAAAGGGG 174

Ad04A7159 Aradu.A04 7159 p2 (GA)8 16 30178072 30178087 ATGGAGGTGACTGGTGAAGG CCTAAATGGAGCAGGGATGA 147

Ad04A7170 Aradu.A04 7170 p2 (CT)16 32 30254514 30254545 CTCCCGGAAGGTGATGATAA GTGGGCCAAACAGACCTAAA 207

Ad04A7172 Aradu.A04 7172 p3 (AGA)5 15 30262998 30263012 TCCGGCCTTAATGGTTATTG CCCTTAGCCGAACCTACCTC 201

Ad04A7173 Aradu.A04 7173 p3 (ATT)5 15 30265611 30265625 ACTTGGACTTTGGCTTGGTG GCAGGAATAGGGAAAAAGGC 204

Ad04A7175 Aradu.A04 7175 p3 (TCT)5 15 30288211 30288225 CAAACAACACAACCCCCTCT TGCCATTGATGGTAGTGGAA 172

Ad04A7179 Aradu.A04 7179 p2 (TA)11 22 30303030 30303051 AGCCAACCAAGCTTCAACAT TCGAGTTTGGACAACTGACG 223

Ad04A7182 Aradu.A04 7182 p2 (AT)6 12 30317441 30317452 TGGATTCATGTTCCTTGCAC AAAACGAAAGACCTACAAAGCC 248

Ad04A7184 Aradu.A04 7184 p2 (TA)7 14 30323131 30323144 TCACTAATATCGCCCATATGAAAA TCAATAAGTTTGGACAACTTTAGAAAA 178

Ad04A7185 Aradu.A04 7185 p2 (AT)6 12 30323784 30323795 CTGATCCCCACGAAGAAAAA TCCATGAAGGTGGTGGGTAT 243

Ad04A7186 Aradu.A04 7186 p2 (TA)7 14 30324150 30324163 GATACCCACCACCTTCATGG CGTGCATGGCACAGACTATT 216

Ad04A7187 Aradu.A04 7187 p2 (TA)11 22 30326497 30326518 TTGAGGTACCCACCTGATCC TCTCCGTTTATTTCTCCCCA 277

Ad04A7188 Aradu.A04 7188 p2 (TA)7 14 30329605 30329618 CCCAATGAAGTGGGGTTTTA GGCCCACATCCAGATACTTG 227

Ad04A7192 Aradu.A04 7192 p2 (TA)7 14 30371185 30371198 TCATGAAATTTATCACAAAATATAACG ATTCGCTAAAATATAAAATGTCTGAAT 229

Ad04A7194 Aradu.A04 7194 p2 (TA)7 14 30394596 30394609 TGAGTGGTTGTAATGGTTGGA TCATTTCCAAACCCTCGTTC 232

Ad04A7195 Aradu.A04 7195 c (T)10cgccactc(T)1129 30397546 30397574 ATCCATTGATGCTCAAAGCC TGAAGCAAGAGAAAGCAGTGA 154

Ad04A7196 Aradu.A04 7196 p3 (GAA)6 18 30398418 30398435 CTGGCCTTTAGGTGCCATTA CATGTCACAAATCCCAGCAC 264

Ad04A7197 Aradu.A04 7197 p3 (ATT)5 15 30402203 30402217 CCTCGGGATAGCGTCATTTA GAGGAGACACCTTAACGCGA 269

Ad04A7198 Aradu.A04 7198 p5 (GATAA)5 25 30444343 30444367 AAAGGCGATTCCCCTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad04A7199 Aradu.A04 7199 p5 (GATAA)5 25 30449788 30449812 AAAGGCGATTCCCCTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad04A7200 Aradu.A04 7200 p2 (TA)9 18 30450560 30450577 AGGGTTGAGGCTCTTGTTGA TCCAAACTCACCCTTCCAAC 172

Ad04A7201 Aradu.A04 7201 p3 (TTA)5 15 30455388 30455402 AAGCAAAGATCCAACAGGGA CAACTCCGCACAACTAACCA 270

Ad04A7209 Aradu.A04 7209 p3 (AAG)13 39 30552676 30552714 GGCCTTAGGTGCCATTGATA TCACACAACACAACCCCTTC 203

Ad04A7212 Aradu.A04 7212 p2 (GA)6 12 30606835 30606846 TGAAAGTGAGGTAGGTGGGG TGAAATCCTTGACCCCTCAG 163
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Ad04A7218 Aradu.A04 7218 p3 (TCT)5 15 30637723 30637737 CACCTCCCCTACTCTCCTCC AGTGGTCTTGATGGGCTTTG 241

Ad04A7219 Aradu.A04 7219 p2 (AG)6 12 30697146 30697157 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 263

Ad04A7220 Aradu.A04 7220 p3 (TAA)15 45 30704826 30704870 TGCTTAACTGGAGTGTTTGGA CCCCTTTTTCTAGGCCATTT 280

Ad04A7222 Aradu.A04 7222 p2 (GA)6 12 30714024 30714035 GACTCTGCCTGGATTACCGA TATGAAAAAGGATCGCGGAA 272

Ad04A7230 Aradu.A04 7230 p3 (ATC)5 15 30790334 30790348 CAAAAGAACAACAAGAACCCAA TCTGCTGCTTCTGCTTCTGA 185

Ad04A7231 Aradu.A04 7231 p2 (CT)6 12 30819415 30819426 CAGAAAAGGGCAAGAAGCTG GGGAAAAGGTGTTGAGGTGA 218

Ad04A7235 Aradu.A04 7235 p2 (AT)8 16 30850748 30850763 ATGTGCTCATTGAAAGCTGC GCTTTTGCCAAACCCTAACA 241

Ad04A7236 Aradu.A04 7236 p4 (TCTA)7 28 30852999 30853026 CGCCAAAATGAACGAGTTTT ATGCTCGACACCAAGGTTCT 234

Ad04A7239 Aradu.A04 7239 p3 (AGA)6 18 30874840 30874857 CGGTCTTAGGTGCCATTGAT AAACCCCTTCTTCTCCCAAA 179

Ad04A7245 Aradu.A04 7245 p2 (AG)8 16 30931379 30931394 CGGAAAAGCACACCAAACTT TATTCGAAATCTCCCCTCCC 153

Ad04A7247 Aradu.A04 7247 p3 (AGA)5 15 30978795 30978809 TGACTCAGAGGTGGAAGCAA TCCATCATCTCTTTCCCACC 226

Ad04A7248 Aradu.A04 7248 p4 (AATA)5 20 30981536 30981555 TGCCTTTTTCCTTGTTCCTG TCGAATTCTTTCCCTCTCCTC 239

Ad04A7250 Aradu.A04 7250 p2 (TA)6 12 31004316 31004327 TGGAGCTGACCTAGACTCGAC TTTTGAAGGGTTAGAATTGAGTAAA 112

Ad04A7253 Aradu.A04 7253 p3 (TTA)6 18 31009179 31009196 TCCAATCGGTTGTTACCCTT CACCAACAAAGAGCAAAGCA 236

Ad04A7254 Aradu.A04 7254 p2 (CT)12 24 31015925 31015948 GGAACATTAAACCTGGAAATTGA ATTTTGGCCCAGAAACACAG 208

Ad04A7255 Aradu.A04 7255 p2 (AT)11 22 31017045 31017066 TTGTAATGGGGCTGAGGTAAA GGAAGCATGCTCATGTGAAA 279

Ad04A7258 Aradu.A04 7258 p2 (TC)8 16 31058486 31058501 TTGCTTTCTCTATCTTCTAATTTTCAA CCCAGTGAGATGTGAAGAAGG 236

Ad04A7260 Aradu.A04 7260 c (A)10tgtttactagcttcttttg(T)1443 31112867 31112909 TCACCGTTTTTAATGATTCCA TGTATCCGAAATACCGCCAT 224

Ad04A7263 Aradu.A04 7263 p2 (AT)6 12 31123827 31123838 TTTGACACGTATCTCGTTTAGCTT TGTGATTTGTGAATAATCAGTTCATTT 274

Ad04A7266 Aradu.A04 7266 p3 (ATT)6 18 31143604 31143621 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 199

Ad04A7269 Aradu.A04 7269 c (TC)14(TA)8tgta(TATG)15108 31156580 31156687 CGCGCTTTCGTAATTCTGTT CCTCTAGCCGTAAAACAAAGG 228

Ad04A7271 Aradu.A04 7271 c (T)10ctctgtttctttttatttagtcac(A)1246 31167834 31167879 ATTACCCGTGATGCTAACGC TGTAATTGGTGGAACGCTGA 260

Ad04A7273 Aradu.A04 7273 p3 (TTA)7 21 31174787 31174807 CAAGCATCCTTGAAAAGGGA TCCTTGCCATTTTTCTTCAAA 260

Ad04A7277 Aradu.A04 7277 p3 (AGC)5 15 31205362 31205376 CTTGAACGCTGGTTTCAGGT TGCCCTCTCTTAGGAGCAAT 107

Ad04A7278 Aradu.A04 7278 p5 (TTTTA)5 25 31208769 31208793 CTTCCCAGAAGAAGACGACG GAAAATTGAAGCACTCCCGA 278

Ad04A7281 Aradu.A04 7281 p2 (AG)6 12 31219540 31219551 AACATGGAGGAAAATGCCAG CCCCCTCTCCCCTTTTTATT 238

Ad04A7283 Aradu.A04 7283 p2 (AT)10 20 31234902 31234921 GAGAAAGTGGTTAGGATATTTTTGAA CCTTGGTGTTTTTCCTCCAA 279

Ad04A7284 Aradu.A04 7284 p3 (AGG)5 15 31243533 31243547 CCAAATTTGCTTTCCCAGAA AGAGGTCTTGGGCCTGAGTT 216

Ad04A7287 Aradu.A04 7287 p2 (TG)6 12 31259014 31259025 CACAAATTTTTGACGTGGCA TGCATTCTCCATTTCCTTCC 128

Ad04A7290 Aradu.A04 7290 c (T)11gtgttgaggtttgggcttgattttaaaatt(A)1051 31265130 31265180 GCTACAGATTGGGTTCAGGG TGGAACTTTCACAGAAAGCA 263

Ad04A7297 Aradu.A04 7297 c (CTC)6ttcctcttcctcctcctcctttgcgttcctccttctttttttcgcgttcc(T)1078 31274412 31274489 CTCACATAACACGAGCGGAA CGACAAAGAGGTGAAACACG 163

Ad04A7298 Aradu.A04 7298 p3 (AGA)5 15 31274591 31274605 TGTATCCCGCATTTCTCCTC GTGTATTTGTACTGATAAGTTCTGCAT 245

Ad04A7299 Aradu.A04 7299 p3 (ATG)5 15 31274935 31274949 TTCTCTTCCAAGTAATTTTGTAGCA TCGGATCTTCTGCTGCTTCT 195

Ad04A7300 Aradu.A04 7300 c (GAT)5a(ATG)5 31 31275320 31275350 TTCCCTTTTAAGTAATTTTGCAGC TCCTCTTCATCTTTTGTTGCTTC 206
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Ad04A7301 Aradu.A04 7301 c (GGT)6attggtgacgacaataacgaaagagaaaaatcaacgaaaaaaagg(AGA)681 31275885 31275965 GAAGAAGGAAAATGAAGGAGGA TGCTGCACGCTCTTCTTCT 188

Ad04A7312 Aradu.A04 7312 p2 (TA)7 14 31384497 31384510 GGAGAAGGAGCGATGAGCTA TCAGAACATGTCCCCAAGTG 140

Ad04A7316 Aradu.A04 7316 p2 (TA)6 12 31390750 31390761 GGGGTAAACAAAAATCGCAA AGCCGGATCTTGAGTCTTGA 132

Ad04A7317 Aradu.A04 7317 p3 (ATA)5 15 31403177 31403191 AACCGGGTTTTACACTTTTGA TGTAGTGCAATCTTGGAGGCT 207

Ad04A7318 Aradu.A04 7318 c (T)11gttacaaaaattagtgattgttac(ATA)22101 31403373 31403473 AGCCTCCAAGATTGCACTACA TTGTTACAAAAGCCAGTATAATTTGT 255

Ad04A7321 Aradu.A04 7321 p2 (CT)6 12 31429546 31429557 TTTCGAAAATCACGCATCAC CGAACAGAGAGAAGAGAGAGGG 242

Ad04A7322 Aradu.A04 7322 p2 (CT)6 12 31432709 31432720 AAACACTTCCCTCCCAAACC TGGAGGTGTGTGAATGGTTC 145

Ad04A7327 Aradu.A04 7327 p2 (AT)7 14 31448856 31448869 CTGCAGGGTGTCACATTGTT TGGATTAATTTATTGACCTGCCA 213

Ad04A7330 Aradu.A04 7330 p4 (AAAT)5 20 31455374 31455393 TTGATAATTTTAGATGGGTTTACAAAA ACTCCAAATCCATTAAACACAAA 265

Ad04A7331 Aradu.A04 7331 c (TAC)5(TTA)15 60 31457384 31457443 TCAAACATACTGACACATTCTGG GATGCAAGCTGAACAGGACA 209

Ad04A7337 Aradu.A04 7337 p3 (TAA)5 15 31467175 31467189 CGTCATTATTTATGCTATGTTAAACGA TTCTAGCAAATTTTTGGGACAGA 118

Ad04A7338 Aradu.A04 7338 p2 (TA)6 12 31467924 31467935 GGCGACCTGACGTATGAAAT ATGCGCATGCATGAAAATTA 173

Ad04A7340 Aradu.A04 7340 p4 (TTAT)6 24 31473844 31473867 TGTTGTTTGATTCTCAACGCT TTGTGATCTTTACCCAACAAAAA 267

Ad04A7341 Aradu.A04 7341 p3 (TCT)5 15 31483117 31483131 TCTTCGTCTTCATCCCCAAG TGCACCTCATCCAATAAGCA 252

Ad04A7345 Aradu.A04 7345 p2 (AT)8 16 31506744 31506759 AGCTCACGAGTTGGCTCAAA GCTTGGATAAGTTCGGCTCA 266

Ad04A7349 Aradu.A04 7349 p2 (AG)25 50 31520803 31520852 GAGAGTGACAGCGACGACAA CCATCTCCTCTATTCGAGCG 119

Ad04A7351 Aradu.A04 7351 p2 (TA)7 14 31526380 31526393 CGCACACCTTTGGCTAATTT AGAGGCAATCAAGAATGCTG 143

Ad04A7352 Aradu.A04 7352 p2 (TC)13 26 31540635 31540660 CCTTCATCGGGTTTCTCGTA GAAGCACAATCGGTCCATCT 144

Ad04A7355 Aradu.A04 7355 p4 (TAAA)6 24 31555206 31555229 GTGGCTGAGGCCCAATAAAT CGAAAATCATGTGACGAACCT 238

Ad04A7356 Aradu.A04 7356 p2 (AT)8 16 31570475 31570490 ATTTACAAAGCGCGAAGCAT CCCACCTTGATGAGTTGTGA 266

Ad04A7357 Aradu.A04 7357 p3 (TCT)5 15 31582056 31582070 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 276

Ad04A7361 Aradu.A04 7361 p2 (TA)8 16 31595937 31595952 TCCAATCTCAAGCAATGAGC CATCTTGCGTGGGTACAAGTT 258

Ad04A7363 Aradu.A04 7363 p2 (GA)7 14 31609901 31609914 GGAAGAGGGATGGAGGTGAT GATTGCACAATAAGGGCGTT 221

Ad04A7370 Aradu.A04 7370 p5 (TTTTC)7 35 31668193 31668227 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 254

Ad04A7372 Aradu.A04 7372 p3 (GGT)5 15 31677493 31677507 GCCATCCTCAGTGGCTACAT TCCTTGTTTCTTCGCGATCT 196

Ad04A7387 Aradu.A04 7387 c (T)11gttttttttagtat(TTTA)7ttattatta(TAT)577 31755317 31755393 GCAAATGCAATAAAAGAAAATGG CCCTGCTTTTCTCCTTCCTC 242

Ad04A7388 Aradu.A04 7388 p2 (GA)9 18 31776108 31776125 ATGTCTGCACATGCCTCAAA GTAAGGGGTCAGGGATGGTC 122

Ad04A7395 Aradu.A04 7395 p3 (GGA)5 15 31788308 31788322 AGTGGGCCAGCTGAGTAAGA TCTTGCTTGAAGGACATCCC 185

Ad04A7396 Aradu.A04 7396 p3 (TCT)6 18 31790179 31790196 TACCTTGGCCGAACCTACAC TGCCATTGATGGTAGTGGAA 150

Ad04A7397 Aradu.A04 7397 p2 (TA)7 14 31794662 31794675 CCGGTTACCTTCGTAAACCA AAGCGAAGCGAGGTAAAAGA 108

Ad04A7399 Aradu.A04 7399 p2 (AG)9 18 31802398 31802415 ATCGCGCACTACTCTAGGGA AACCCAGAGAGAGGAGAGAGC 271

Ad04A7400 Aradu.A04 7400 p2 (GT)7 14 31809422 31809435 GTGTGGGAAAATGTGGGAAC TTTCAAGGTTGTAATGGGGC 230

Ad04A7402 Aradu.A04 7402 p3 (AGA)8 24 31841165 31841188 TTAGAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 167

Ad04A7404 Aradu.A04 7404 p2 (TC)6 12 31855654 31855665 AACAAGCATAAAGCTGGCGT CAGTGGATGGATGTGAGTGG 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A7405 Aradu.A04 7405 p3 (TCT)8 24 31855816 31855839 CCACTCACATCCATCCACTG TTGCCTTCCCTTTCCTCTTT 278

Ad04A7415 Aradu.A04 7415 p2 (AT)8 16 31951028 31951043 CGTGCAGTCAGTGGCTATGT CAAGCTTCCAAAAAGCCAAG 271

Ad04A7417 Aradu.A04 7417 p2 (TA)6 12 31962594 31962605 TCTTGTGCCTGGATTTGTGT GGCCCAACTCTCCACTCAAT 273

Ad04A7418 Aradu.A04 7418 p2 (AC)7 14 31967959 31967972 AACGCTAACGGGTTGAACTG TCACAAGGAACGCATAGCTG 231

Ad04A7419 Aradu.A04 7419 p2 (TA)6 12 31970806 31970817 GGCTAGCCGGCTTAAACTCT AAGCCTTACCTCGCATCGTA 170

Ad04A7420 Aradu.A04 7420 p2 (AG)6 12 31973841 31973852 TTTCGGCCCAGAAAATACAG GGAACATTGAACCTGGAATTG 201

Ad04A7424 Aradu.A04 7424 c (T)10aaatgcgacaaaagtatttagccgttaaatatatatttcaaaaaattgtaatattaaattttgatacaattttac(AAAAT)6115 31978443 31978557 CCAATCGGCTCAAATTTTTAAT CATTTACATAAAAATGCAAAACATATC 257

Ad04A7426 Aradu.A04 7426 p3 (TTG)7 21 31989055 31989075 TCATGTAACCGACCCCACTT TGGGTCACATTCACGATTTT 200

Ad04A7427 Aradu.A04 7427 p3 (CTT)5 15 31997411 31997425 CTCCTTCTCCTTCGCCTTTT TAAGATGCATTTGGGCTCGT 166

Ad04A7429 Aradu.A04 7429 p3 (GAT)6 18 31998288 31998305 CAACATTGCAAAAATTCATCA CCCTCAACTTCAGCCAGAAA 280

Ad04A7430 Aradu.A04 7430 p2 (CT)6 12 32001452 32001463 CAAAACCACCTAACTACTTTTCCA GAGAGAGGGGTTCGAATTATGA 272

Ad04A7431 Aradu.A04 7431 p2 (CT)6 12 32004469 32004480 AGTCCTTGACCCCTCAGGAT AGGAATGGAGGTGATTGGTG 162

Ad04A7433 Aradu.A04 7433 p2 (GA)7 14 32033791 32033804 AAAGGTTTTGGCCTGAGGTT AATCAAAGAGCTTGGCGAGA 271

Ad04A7434 Aradu.A04 7434 p3 (AGA)6 18 32041690 32041707 TAAAATATTGCTCGCCCTCG CCCATCACCTCTTCACCACT 280

Ad04A7437 Aradu.A04 7437 p2 (AC)18 36 32057282 32057317 CCTAAACTTTGTGGGCTGTGA GATGCAGCCAACCTTCTTTT 273

Ad04A7438 Aradu.A04 7438 p4 (AAAT)6 24 32069182 32069205 TTGCACCCTGTTTTTCTCCT GCACCAAAACAATGCAAGAA 261

Ad04A7440 Aradu.A04 7440 p2 (TC)7 14 32076411 32076424 CCCTTCCATCCTTTCTTTCC CATCACAAAACCCCACCTCT 221

Ad04A7441 Aradu.A04 7441 p3 (TGA)6 18 32076599 32076616 AGAGGTGGGGTTTTGTGATG AACCAAAGGCGGAAAAGAAT 143

Ad04A7444 Aradu.A04 7444 p3 (TAT)6 18 32100249 32100266 TGAGGAGAGAGAAAGTGGTTAGG TTTCGAAAACAAGGAGCATT 264

Ad04A7447 Aradu.A04 7447 p3 (TTG)6 18 32105918 32105935 GGACCGTGAACAAAGGAGAA AATCAAGCTGAAGCAGGAGC 269

Ad04A7451 Aradu.A04 7451 p2 (TA)7 14 32124649 32124662 ACTCATATATGGTACGGATCTCCT TGGATCAATGACGAAACCAA 274

Ad04A7455 Aradu.A04 7455 p3 (TCT)5 15 32149180 32149194 CTTCACTCTCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 221

Ad04A7457 Aradu.A04 7457 p3 (ATT)9 27 32161434 32161460 ACTTGGATCATCCTCAATGG TTCCGAGGTGTGAAGTAGGC 270

Ad04A7458 Aradu.A04 7458 p2 (AG)7 14 32161624 32161637 GCCTACTTCACACCTCGGAA CCGTCTCCACTGGATCTGTT 151

Ad04A7459 Aradu.A04 7459 p5 (AAGAT)5 25 32169331 32169355 CCAATCTAAAGGCAGCCAAA GTCCCTCAATTTCAGCCAGA 277

Ad04A7460 Aradu.A04 7460 p3 (ATA)5 15 32183378 32183392 GGCATAGATTCAACCCCTCC TGACGGATCGAGTTTTCTGA 280

Ad04A7461 Aradu.A04 7461 p3 (TTA)7 21 32184195 32184215 TGGCACCTATACCCCATGAT GGTCAACTCCCATGTCATCC 234

Ad04A7462 Aradu.A04 7462 p3 (AGA)6 18 32188399 32188416 CTAGAGGATTCTCCGGCCTT TCCATCTCCCATCACTCTCC 160

Ad04A7464 Aradu.A04 7464 p3 (TAT)10 30 32195085 32195114 TGAAGATGTTGGCGCTAATG CATATGCGGGGACCTGATAG 274

Ad04A7475 Aradu.A04 7475 p3 (AGA)7 21 32230593 32230613 GCAAACAGAGGAGAACGACA CCCGAATCCCCTTACGTATT 145

Ad04A7480 Aradu.A04 7480 p3 (TCT)5 15 32277027 32277041 TGAACACTCACATCCCTCCA CCTTAGGTGCCATCAGTGGT 144

Ad04A7484 Aradu.A04 7484 c (TA)7ttttgaaatctgaaatta(AAAAT)557 32294116 32294172 TTACTGACTCCGATGGAGGG TTTCTCTCTCCTCACCTTTTCG 252

Ad04A7486 Aradu.A04 7486 c (AT)11cttctgtacaatacacacaaggatattttaaacaaaacaaactagtcagagtaccatcttaacacagcttatgac(TA)7111 32313987 32314097 GCGCTACAAACTTGGTTTCC GGATAGATCCGCCGAGAGAT 276

Ad04A7489 Aradu.A04 7489 p3 (ATT)5 15 32322456 32322470 AAAGGCTTGCTATTGCCAAA TGGATTACAAGCTGCATTCG 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A7490 Aradu.A04 7490 c (AG)8ggttcgaattataagtagaagagaagtgttagcaaataaatagaaagagat(GA)679 32341095 32341173 CAAAAGGGAGTAGTGGAATCCT CACTTCCAATTCTCGAAAATCAC 277

Ad04A7493 Aradu.A04 7493 p2 (AT)6 12 32355063 32355074 TTGTGTCTTTTGTGTGTTTTTCTC TTTGAGGAAAAAGAGAAAGTGGTT 234

Ad04A7494 Aradu.A04 7494 p3 (AGT)7 21 32361902 32361922 GAGCAAGGGCGTGATTTAAG TGTCTGATGATGATGAGAAAAATAAA 261

Ad04A7495 Aradu.A04 7495 p3 (TCT)9 27 32373875 32373901 TTTTGTTTGTGCCTCCATCA TAAGGAGGTAGGGGATTGGG 129

Ad04A7496 Aradu.A04 7496 p2 (CT)18 36 32374110 32374145 TCTCAGTCCCATAGCTCCGT GCTCCGGTGACAGGCTATAC 209

Ad04A7499 Aradu.A04 7499 p3 (CAT)5 15 32394897 32394911 GAGGCTTTGGCAGAAGTGAC AGAGGTGATGGAGCTCAGGA 249

Ad04A7500 Aradu.A04 7500 p2 (AT)10 20 32422254 32422273 AACAGGGAGCTCACCAAATG AAGGTTTAGCGTTCGCATGT 272

Ad04A7502 Aradu.A04 7502 p2 (CT)6 12 32431050 32431061 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 243

Ad04A7503 Aradu.A04 7503 p2 (TA)7 14 32443251 32443264 AACGGTTATGAAGCCGAGTT TGGCACAATCGTCCAGAATA 211

Ad04A7507 Aradu.A04 7507 p3 (GAA)6 18 32463392 32463409 CTTACAGAAGTTGTGGCACCAT TGAGTGTGCAAGGCTTGATT 265

Ad04A7510 Aradu.A04 7510 c (A)10tgttataggacttgctataaaatc(T)1246 32472554 32472599 AACCCTCAAAACCGTGACAG TCAAACGTTCGATGCCAAAT 270

Ad04A7512 Aradu.A04 7512 p3 (AGA)11 33 32484231 32484263 GGCAGGTTGTGCTCTTTTGT CACAACTCTCTGCCCAAACA 250

Ad04A7513 Aradu.A04 7513 p2 (TC)6 12 32484725 32484736 CGTCATGATGAAGAATGCGT TGTGCTCCTTTGTGAAGACG 272

Ad04A7515 Aradu.A04 7515 c (A)10gtgtagggattcaattaaaaaaaattagtacaaaaacttaatt(A)1164 32486291 32486354 TAAATGACGCTATCCCGAGG CGCGTTTAGGTGTCCTTCTC 264

Ad04A7517 Aradu.A04 7517 c (AAT)22aaaaaaaaatagtatgctgtttaa(AAT)9117 32488819 32488935 TATCCCGAGGAGGACACCTA AGAACGAGGGTCAGCACAAC 240

Ad04A7523 Aradu.A04 7523 c (CT)6ccttccctttttctctctctttcttctccttcttttctctcttttctttttctctctcagccttctctcactctatatccctct(TC)6108 32569976 32570083 CCCCTCCCGTCTATCTTTTT TCTTATTTTGGAGAAAAGAGGGG 200

Ad04A7524 Aradu.A04 7524 p3 (GGA)5 15 32570218 32570232 TCTCTCCCCCTCTTTTCTCC CGCTCTTTTTCCCCTCTCTT 193

Ad04A7525 Aradu.A04 7525 c (GA)6tatatagatagagaggaagagggataggg(GA)653 32570368 32570420 GCGCAAGGAGAGAAAAAGAA CTCTCTCTCCCCCTCCCTTT 214

Ad04A7526 Aradu.A04 7526 p3 (GAT)5 15 32573047 32573061 GGCCATAGGCAGAGTCAGGT GCATTGCAAGGAAGATGTGA 236

Ad04A7531 Aradu.A04 7531 p2 (TA)11 22 32592778 32592799 TTTCTTTGTGGGTTTAGGATTTT TTCATTCTAACCTTATTTGCTCACA 225

Ad04A7533 Aradu.A04 7533 p2 (AG)6 12 32630951 32630962 GCGACACTGGGGAACATAGT TCGCCATTGTAGGAAGCTCT 170

Ad04A7535 Aradu.A04 7535 p3 (CAC)5 15 32656654 32656668 AATAGTTTACTTTCTTTCGGTACCAC AGGAGTTGTCGAAGTCGGTC 108

Ad04A7536 Aradu.A04 7536 p3 (TTC)5 15 32657574 32657588 CTGCACAAGCAAAGAATCCA GGCACGTTTCCTCCTATGAA 275

Ad04A7538 Aradu.A04 7538 c (AC)6aaagaatatgtagtaaataatttgtga(T)1453 32659747 32659799 GCTCAGCTCCATAATAGCCC GATTTGTTTGCGGAGTCGAT 277

Ad04A7541 Aradu.A04 7541 p2 (TA)11 22 32673328 32673349 TGATTCATATGCATGACACTTCTC TCGGTGATACAACGAAGCAA 193

Ad04A7543 Aradu.A04 7543 p3 (ATA)5 15 32682053 32682067 TGACATAATGAGATTCAACACCAA TCCCATAACCTTAACTCCCC 274

Ad04A7546 Aradu.A04 7546 p2 (TG)7 14 32688204 32688217 TTCTTTCGTTCCAAATTTTATCA TTGAACGTGATGTTAACCCACTA 209

Ad04A7548 Aradu.A04 7548 c (A)15gagatttttt(A)13ggtggg(A)2468 32694718 32694785 GGTATGGGCTGTGAACTAAGC AAAAAGTTGTTATGGAGGGTTTTT 262

Ad04A7549 Aradu.A04 7549 p2 (AG)8 16 32696675 32696690 ACACATGCACATCAGGGAGA TCCATCACTATCGCCATCAA 259

Ad04A7552 Aradu.A04 7552 p3 (TAT)5 15 32707610 32707624 TTTCTTTTTATGGTCAAAAGTTATCG AATTATAGCAAGAATTCTCATCAAAGT 207

Ad04A7554 Aradu.A04 7554 p3 (AGA)6 18 32726924 32726941 TTAGAAAATTGCTCGCCCTC CATCAATTTCCCACCCATTC 209

Ad04A7558 Aradu.A04 7558 p5 (TTTTG)6 30 32755297 32755326 GCTCGATTTAGTCGCACCTC GGAGCAGAACAAGCAGAAGC 229

Ad04A7559 Aradu.A04 7559 p2 (TG)11 22 32759456 32759477 ACGCGAGTCTTCCTCTCCTT CTAACCCATGACCCATGACC 177

Ad04A7560 Aradu.A04 7560 p2 (TG)8 16 32766956 32766971 CTCCTTCTCCCTTATTCCGC CTAACCCATGACCCATGACC 160
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Ad04A7562 Aradu.A04 7562 p2 (TC)6 12 32780522 32780533 GGAAATCAACTTTCTGGGCA CGAGTGGAGTGGGAGAGAAG 136

Ad04A7566 Aradu.A04 7566 p3 (TTA)6 18 32787085 32787102 CGGGTTTGGAGGGTTTTTAT ATGTTTGGTTTCAGCCGTTC 190

Ad04A7568 Aradu.A04 7568 p2 (AT)7 14 32792175 32792188 ACAATTGTCATTACCACACACAG AAGAAAGACTACTATCCCCTTTTATGA 239

Ad04A7569 Aradu.A04 7569 p2 (TA)7 14 32792384 32792397 GTCATTACCACACACAGTAATAACAA CGCTTAAGTCTTCGTCACTTTT 280

Ad04A7573 Aradu.A04 7573 c (A)10gaaaaatgaaaagaaaaagaaataaaagtgaaaaaaaagaaacgaaaagaaaagaaaaaaatgtatatagaaaaataaaaag(A)10102 32833854 32833955 GGAACATTGGATGGGAAAAA TGTTGAACTTCACCTTGGGG 278

Ad04A7574 Aradu.A04 7574 p3 (TAC)5 15 32851230 32851244 AGAACAAAAAGTGTTGCCACC TCAAAACACAGGTTGTTGAGTTC 272

Ad04A7576 Aradu.A04 7576 c (A)11cgtagcgtagaacctccgattcaaaaaaaaagag(A)1055 32883115 32883169 TTCCTCGAAACCTTGAAACG TTGGGGGAGAGAAAGGAGAT 236

Ad04A7577 Aradu.A04 7577 c (GAA)6cagagtt(GAA)540 32883982 32884021 TGTTTATGTTGATTGATGCTTGC TTTGTGCATCGAAACCTTGA 255

Ad04A7579 Aradu.A04 7579 p2 (TA)6 12 32889728 32889739 CAAATTTGATGACTACCTCAGCAT TTTGGGTTGAAAACAGAGGG 261

Ad04A7581 Aradu.A04 7581 p3 (TAA)7 21 32895354 32895374 TCCATACTTCTATTATGTTATGGCAA TTTTTAACTAAGAGGAAGTGCCAA 263

Ad04A7583 Aradu.A04 7583 p5 (AATAA)6 30 32910484 32910513 CCCAACGACGATTACAGGAT ACGTATTTAGGCGCCATGTT 271

Ad04A7584 Aradu.A04 7584 p2 (AG)15 30 32913065 32913094 GGGGGTTGAATCTTAGCCTC TGATGGAGACTGGATGTAGGC 278

Ad04A7587 Aradu.A04 7587 p5 (TTTAT)5 25 32950822 32950846 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 252

Ad04A7588 Aradu.A04 7588 p2 (AG)8 16 32958643 32958658 AAACCTGGGATCGAGAGTCA TTTTGACCCAGTTTTCAGCC 227

Ad04A7590 Aradu.A04 7590 p2 (AG)14 28 32964620 32964647 AAACCTGGGATCGAGAGTCA TTTTGACCCAGTTTTCAGCC 239

Ad04A7591 Aradu.A04 7591 p2 (TC)6 12 32967517 32967528 TGAAACCTAGGGTGGAATGC TCATCACACGCAATAGCTCC 251

Ad04A7593 Aradu.A04 7593 p3 (GAA)8 24 32979307 32979330 ACGCGAGCAGAGAAGAAAAA GCCTTCCCCACTCTCTCACT 225

Ad04A7595 Aradu.A04 7595 p4 (TTAT)5 20 32979992 32980011 ATTCGCGTAAAATAACCGGG TTCGTTACATTCGTCCTCCC 194

Ad04A7597 Aradu.A04 7597 p5 (AAGAT)7 35 32988393 32988427 CTACGTGGAGAAGGGCGAT GGTGATGGTGCTGATCCTTC 273

Ad04A7603 Aradu.A04 7603 p3 (TTC)6 18 33069085 33069102 TACCCTCTCCCCTCTCCCTA TGCCATTGATGGTAGTGGAA 221

Ad04A7605 Aradu.A04 7605 p2 (AG)7 14 33082696 33082709 CACCACCAGCAAGATCTGAA GGAGCCAGAGCAATAGCAAC 208

Ad04A7607 Aradu.A04 7607 c (AT)6(GT)22 56 33085610 33085665 TGTTTTCCTCGCCTTTGACT ATCAAAATGTCACGCTTCCG 238

Ad04A7611 Aradu.A04 7611 p2 (AT)7 14 33134406 33134419 CCAAACCATAGGGACGAAAA ACGTTCACGTGAGTATTGCG 259

Ad04A7613 Aradu.A04 7613 p2 (GA)22 44 33184116 33184159 AGGTAGGTGGGATTTTTGGG GATTGCACAGTAAGGGCGTT 262

Ad04A7616 Aradu.A04 7616 p2 (GA)6 12 33188723 33188734 GGAGAAGAAAAATTCGAACACA CGAAAACCACCTTTCCCTTT 266

Ad04A7618 Aradu.A04 7618 p2 (AC)6 12 33194895 33194906 CCCACCATGGTATGATCGTT TTGAGATTGCAATTGAGCGT 275

Ad04A7619 Aradu.A04 7619 p3 (AAG)5 15 33202452 33202466 TGAAGACTTGGAAGGGGTTG TGTTGTGAAGGATGATCGGA 250

Ad04A7627 Aradu.A04 7627 c (A)10caaattttgtccccatgtgggtagggaggaaacggaa(T)10cggtttgttac(T)1179 33252776 33252854 TGGGTTTAGTTGCATGTCCA GTTTCCATCTCGTCCTCGAA 244

Ad04A7629 Aradu.A04 7629 p4 (TAAA)5 20 33265423 33265442 CCTTTCAGGTTCAGGGTTAGC TTCGAAATTCTTTCCCTCTCC 275

Ad04A7631 Aradu.A04 7631 p3 (TTA)24 72 33269020 33269091 TGCACTGAATGCTCCAGCTA AATCATCGAGAACGTCCAGG 253

Ad04A7632 Aradu.A04 7632 p3 (GAA)5 15 33273202 33273216 CCGTGGTATTGGAATGGAAC CATGAAGAACTCCCTGCACA 183

Ad04A7634 Aradu.A04 7634 p4 (TTAT)5 20 33278676 33278695 TATCAAATCCAAACCGCACA CAATGCCTTAAAGAGTCAACGA 220

Ad04A7636 Aradu.A04 7636 c (AT)6(GT)37 86 33279806 33279891 CGAAGTTTGTCTTCATCGCA GGGGGCATGTAACTTTGTGT 255

Ad04A7642 Aradu.A04 7642 p2 (AG)6 12 33318030 33318041 CGAACAGAAAGAAGAGAGGGG AAACCACCTAACCACTTTTCCA 272
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Ad04A7647 Aradu.A04 7647 p3 (TTC)5 15 33358784 33358798 TACCCTCTCCCCTCTCCCTA CTAGAGGATTCTCCGGCCTT 242

Ad04A7652 Aradu.A04 7652 p3 (ACA)5 15 33408837 33408851 AAGGGTACTACCAAGGCGGT TTCTTCACGTGAGCGTATCG 271

Ad04A7653 Aradu.A04 7653 p2 (TA)9 18 33418430 33418447 AGGTGGACAGTGGATTGGAG TATATGGAGTGGGAGCGGAG 238

Ad04A7655 Aradu.A04 7655 c (T)13cctttcctttccttctcgtc(T)1144 33422621 33422664 TCTCTCCAACCACGATGTGA CTGCAAAGAGGTTTTGCCTC 227

Ad04A7656 Aradu.A04 7656 p3 (CTC)6 18 33426515 33426532 AGATGGCGAAGACAAATGCT AGCCGAAGAAGAAATCACGA 161

Ad04A7659 Aradu.A04 7659 p3 (TAT)6 18 33439273 33439290 TTTGTGACCTTACTCTATGGCAG TGCTGGTGGTGGTGAATAAA 197

Ad04A7662 Aradu.A04 7662 p3 (AGA)5 15 33475644 33475658 TTAGAATGTTGCTCGCCCTC TCATTGGTGCAGGGATGTTA 263

Ad04A7672 Aradu.A04 7672 p2 (TA)6 12 33528637 33528648 CCATTGAAGGGAACAAAGGA CCTCACCCACACTCTGGTCT 209

Ad04A7675 Aradu.A04 7675 c (A)10tattttg(A)10 27 33558210 33558236 AGAAAAAGCAGTGAATGGCG CCACCGGATACATAAATGCC 256

Ad04A7676 Aradu.A04 7676 p5 (AAGAG)6 30 33567188 33567217 CGGAAAGGAGCAATCAGGTA TTCAAGCAATACCCTTTGGG 128

Ad04A7677 Aradu.A04 7677 c (T)12atttaagtccctataccaattc(T)1044 33569753 33569796 AATTGAGTCCTTGCACCAAA TTTTCTTTTTAATTGAGTCTCTGCAC 177

Ad04A7682 Aradu.A04 7682 p2 (AT)9 18 33580065 33580082 GTTCTTGCATGCATCATTGG TCGAAATTTTGAGAGAAATAAGGAA 131

Ad04A7683 Aradu.A04 7683 p3 (TTC)10 30 33584031 33584060 CATCCACTCTTCCCCAAAAA AGAATATTGCTCGCCCTTGA 260

Ad04A7686 Aradu.A04 7686 p3 (TGA)5 15 33616410 33616424 CGTATCCGTCACCCACACTT GCATTTTGCATTCTGCGTAA 236

Ad04A7689 Aradu.A04 7689 c (TC)6taccatattc(TCT)640 33647061 33647100 CCCTTCACCACTCACATCCT TCGTCCTCGAGCAATAGAAGA 259

Ad04A7690 Aradu.A04 7690 p3 (TAT)5 15 33658509 33658523 TCATGTTCGGATGACATAGCA TGGAAGGTATTTAATGAGGCAGA 139

Ad04A7691 Aradu.A04 7691 c (CTT)27t(TTC)5 97 33661933 33662029 GGCTTTGCTCAACGTAAACC GAGTGCGACCAGAGGAGAAC 196

Ad04A7693 Aradu.A04 7693 p2 (CA)6 12 33666490 33666501 CGAGACCATACCTTAGCCGA CTTTGGACCTTGGATGTGGT 273

Ad04A7694 Aradu.A04 7694 p2 (GT)6 12 33666897 33666908 TGTTCTTCCCTTCTCCTCCA ATTGCGATGAGAATTTCGGT 193

Ad04A7695 Aradu.A04 7695 p3 (AGA)6 18 33678912 33678929 CGACCTTAGGTGCCATTGAT CCTAAATGGCCGAAACTTCA 249

Ad04A7696 Aradu.A04 7696 p2 (AG)15 30 33682166 33682195 ACCTGGATCACCACTTCTGG TGGGAAAATCTACAGCGTCA 200

Ad04A7698 Aradu.A04 7698 p2 (TA)7 14 33683252 33683265 ATGAATTATCCCGGAGAGGG CAGTGAATGGAATCAGGGTG 209

Ad04A7699 Aradu.A04 7699 p2 (CT)21 42 33691900 33691941 TCTTAGCACCTATAAATCCCCTTTT AAATTAACGCAAAACAAAATTACA 280

Ad04A7701 Aradu.A04 7701 p2 (TA)7 14 33693983 33693996 TCCACTTATTCTCATAAATCTTGCT GAGAGTCGTGCCACGGTAAT 279

Ad04A7702 Aradu.A04 7702 p2 (AT)6 12 33694402 33694413 GATAAACCGTGAAGCCGAAA TGCGTAGAACCTCTCCACCT 136

Ad04A7705 Aradu.A04 7705 p2 (TC)6 12 33702784 33702795 AGTCAAAGAGGCGAGATGGA AATGACTTCGCGGGTGATAC 173

Ad04A7706 Aradu.A04 7706 p2 (AT)8 16 33706651 33706666 GCTTGGACATTACGACGACA TTTGTTGTACCCTCGCCTTT 262

Ad04A7707 Aradu.A04 7707 p2 (TC)6 12 33710072 33710083 CCTTCCTCCTCCTTCGAGTT ATCGCTGATGATGGAGAACC 173

Ad04A7709 Aradu.A04 7709 p2 (AT)6 12 33721150 33721161 ATCTTGATGGTGGCCAAAAA TTGCCAAGGAGTGCTTAAAGA 197

Ad04A7711 Aradu.A04 7711 p2 (AT)6 12 33727584 33727595 ATCGAAACTTCGGTGTCAAA CCTTTTCCTCCTCCTCCATC 235

Ad04A7714 Aradu.A04 7714 p2 (TG)6 12 33735880 33735891 CACACCCTGGTTCGATTCTC GCTGTTAGCCTTGACCGAAA 157

Ad04A7715 Aradu.A04 7715 p4 (AAAT)5 20 33736573 33736592 CAAAAGGTTTGGGATGCACT TGGACCCTGTGATTGTTTGA 244

Ad04A7716 Aradu.A04 7716 p2 (TA)7 14 33752615 33752628 TCGGTTAGAATAATTTTAGAAAGACAA TGGAGCCAACTTAGTCTCATAGG 201

Ad04A7718 Aradu.A04 7718 c (A)12cttggtaaaaagagagttttcgtgaatcctttagaggtaagaaagagacaaataggtctaaaaacaaaaag(A)1093 33760504 33760596 TGTGTCCACATTTGTTATCGTG TTCCTTTGAAAATGACGTTGG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A7720 Aradu.A04 7720 p2 (GA)11 22 33764117 33764138 GCCTGCTATGTGTTCGTTGA GGTGGTAGCAGCCACAATCT 219

Ad04A7722 Aradu.A04 7722 p4 (AATA)6 24 33771248 33771271 ACCACCCTCCCTCTCTTCAT GAGAAAGGGAGATGATGTGGA 228

Ad04A7724 Aradu.A04 7724 p2 (AT)13 26 33794274 33794299 TTTCAGATGCAGGTCGAGAA AATAATCAACCTCCAGGCCC 238

Ad04A7727 Aradu.A04 7727 p2 (CT)20 40 33808642 33808681 TAGACGACGACCCAGAGCTT AGGAAAGAAAGGAAGGAGCC 201

Ad04A7728 Aradu.A04 7728 c (TA)6caagagtgtcaaaaataggaatatcaagactcaaaatccagttgcgaagataaccggtccgagcatagc(TA)693 33813166 33813258 AACTCGAAAAGCGCAACACT TTTGTTCTTGGGACCCTGTC 228

Ad04A7743 Aradu.A04 7743 p3 (AAT)19 57 33942650 33942706 TCACTAAGGTGGACCCGTTC TCATGCAATTCTTCTCTTTTTCA 251

Ad04A7745 Aradu.A04 7745 p2 (AG)9 18 33955682 33955699 TCCCTTTCGTTTGCTTTCAC TAGGCAGCACGTTGAAGATG 262

Ad04A7747 Aradu.A04 7747 p2 (CT)7 14 33966744 33966757 AATCACCAACCCTACAAACCC CAAAACACAAGAAGGGGCAT 224

Ad04A7749 Aradu.A04 7749 p2 (AG)6 12 33979100 33979111 CCTTTGAAGCCAAAAACCAA TCAAGGGCCAGAAATTCATC 193

Ad04A7753 Aradu.A04 7753 p2 (AC)7 14 34049439 34049452 GGGCTTAGGTAAGGGTGAGG ATAGGGGATTGAGAGCACCC 248

Ad04A7754 Aradu.A04 7754 c (GAA)6tagagtaagg(GAA)543 34051777 34051819 GGGATGATGGAGAATGTGAGA GCATGACCGACATTTACGTG 260

Ad04A7755 Aradu.A04 7755 p2 (TA)7 14 34098531 34098544 TGGCCCGAGCATAGAAGTAT TTTCAGATGCAGGACGTGAG 203

Ad04A7756 Aradu.A04 7756 p2 (AG)9 18 34108482 34108499 GAGCCACAACATCAAAAGCA GCCACACCACAATACAGCAC 257

Ad04A7759 Aradu.A04 7759 p2 (AT)9 18 34140722 34140739 ACATGATTCATTTCACGGCA CCTAAGTTTGCATGATCACGAG 276

Ad04A7760 Aradu.A04 7760 p2 (GA)7 14 34142867 34142880 GGTGACCAAGCGATGAATCT GCTTCAAGCCGACAATCTTC 259

Ad04A7761 Aradu.A04 7761 p2 (AT)8 16 34144840 34144855 GGACTTGGCAACTGATGGTT GAGCTTGGGTAAGGACCACA 157

Ad04A7764 Aradu.A04 7764 p2 (AT)9 18 34168538 34168555 TCTCATGCATGCTTCCATTC TAAAGATGCACAACCTCCCC 180

Ad04A7766 Aradu.A04 7766 p2 (GA)6 12 34173158 34173169 AAGAGAGAAGAGAAGAGGGTTCG TTTCGAAAATCACATTCCCC 220

Ad04A7767 Aradu.A04 7767 p2 (TC)6 12 34183669 34183680 TGACCCCTTAGGATTTGTGG AAAATGTTTGCTCGTCCTCG 258

Ad04A7773 Aradu.A04 7773 c (T)10gcatgcatatattaa(T)1035 34269403 34269437 TCAATCTGCCCTCATTTTCC TGAAGCAAGAAAAAGCAGCA 151

Ad04A7778 Aradu.A04 7778 p2 (TG)10 20 34323183 34323202 TGGTTGGCATATTAACAAACAA TTGAAGGCTTGAGTTCCAAA 266

Ad04A7781 Aradu.A04 7781 p3 (TTC)5 15 34370873 34370887 AATTATTGCAGGGCAACACC GGAAAGACCAAGACATGGGA 252

Ad04A7786 Aradu.A04 7786 p2 (TA)6 12 34429671 34429682 GGTGGCCCTTAAAATCTTAGTGT TTTTGCATTTTGCACTTTGG 272

Ad04A7787 Aradu.A04 7787 p2 (TA)10 20 34433359 34433378 TTTGCTAAATGCACACCAGC CCCACCATGGTATGATCGTT 265

Ad04A7789 Aradu.A04 7789 p3 (AAT)5 15 34446434 34446448 TGGGAGCATGCTTATGTGAA TTTCAAGGTTGTAATGGGGC 266

Ad04A7792 Aradu.A04 7792 p3 (TAA)5 15 34478920 34478934 TTGACAAGGACCAAACGTCA CCTCACTTGGTGTGCTTTGA 212

Ad04A7794 Aradu.A04 7794 p2 (AT)13 26 34517475 34517500 TTGTCCCATGTGCATTGATT TTATGGGAGCATGGGATGAT 208

Ad04A7796 Aradu.A04 7796 p4 (AAAG)5 20 34559949 34559968 GCATGAAATTCCCATCCAAA TCTTTCCAAATTCTTCTCCCC 270

Ad04A7799 Aradu.A04 7799 p3 (TTC)5 15 34598150 34598164 AAATGACCGAACCCTAACCC ATTCGTCCTCGAGCAAAAGA 173

Ad04A7806 Aradu.A04 7806 p2 (GA)9 18 34737937 34737954 AGATGATTCGCCTCCCTTTT TGAAAATTGCGTGACCTACG 252

Ad04A7809 Aradu.A04 7809 p2 (GA)8 16 34772643 34772658 AAAAACATGCAATTGACACCA TCGAGTTTGGACAACTGACG 231

Ad04A7811 Aradu.A04 7811 p2 (CT)6 12 34798746 34798757 GTTCATAAACCGAATTGAGAAAA GCGCTAAAGATGATTTTGGG 278

Ad04A7812 Aradu.A04 7812 p2 (GT)8 16 34799932 34799947 CCCAAATGGCCTTACCTTTT TCCAATGTTCCAAGTTTTCCT 195

Ad04A7813 Aradu.A04 7813 p2 (CT)6 12 34840247 34840258 TCGAATACTCTCTCTCTCATCTCTTTC CTTTATCCCTGTTCCTGCTCA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A7816 Aradu.A04 7816 p2 (GT)6 12 34883413 34883424 TGGGAATTTTGGGTAGCTAGG CAGGGTTGTAATGGGGCTAA 150

Ad04A7817 Aradu.A04 7817 p3 (AGA)5 15 34888534 34888548 CTCGAAGGTGGAAGCTTTTG CCTCTCTCCCTCTCCTCCAT 192

Ad04A7819 Aradu.A04 7819 p2 (TA)7 14 34913884 34913897 ATGACGACGATACATGGGGT AAGGAAAGTGAACTAACCCAAAGA 170

Ad04A7826 Aradu.A04 7826 p3 (AGT)5 15 34960784 34960798 CAAAAACACAGGTTGTTGGG AACAAAAAGTATTGCCACCACA 270

Ad04A7828 Aradu.A04 7828 p3 (ATT)9 27 34981771 34981797 ACCCCAGATTCCTTCTGGAC TCCTAATCACTTTCTCTCTCCTCA 212

Ad04A7830 Aradu.A04 7830 p2 (AG)6 12 35007777 35007788 CCTCCCTCCCAACAAAATCT AGCGAGCTCAGCTATTGACC 206

Ad04A7831 Aradu.A04 7831 p3 (TTA)22 66 35009299 35009364 TTGTGAAATGGGCACAAAAA AAAGGGAAGCAAAAACTGCAT 224

Ad04A7832 Aradu.A04 7832 p2 (GC)6 12 35044159 35044170 AGTGGTTTTCCACAAGGACG GCATTTTGCCTTTAAGTGGG 125

Ad04A7833 Aradu.A04 7833 p2 (GT)6 12 35048789 35048800 TTGTTGGGTTGTTTTAAGCC GGAAGCGTACATTGTTGGAA 236

Ad04A7836 Aradu.A04 7836 p2 (GC)6 12 35050959 35050970 AGTGGTTTTCCACAAGGACG ATTAATTGCTTCCCCCTTGC 227

Ad04A7838 Aradu.A04 7838 p3 (TCT)7 21 35070612 35070632 CCATCTCCCCTCACTCACC CTCCGAAGACTCAGAGGTGG 200

Ad04A7845 Aradu.A04 7845 p5 (AAAAG)6 30 35123241 35123270 GATCTGGTACACTTGCCGGT GAGCTCTTTGGAGGCTCTGA 202

Ad04A7848 Aradu.A04 7848 p3 (AGA)6 18 35162378 35162395 CCTTAGGTGCCATCAGTGGT AACCAAACCCCTTTCATTCC 235

Ad04A7850 Aradu.A04 7850 p2 (CT)6 12 35197624 35197635 AGGGCAAGAAGCTGGTGTTA AGAGGTGTGGAGGTGATTGG 208

Ad04A7851 Aradu.A04 7851 p2 (TA)7 14 35205979 35205992 AAGCCGTACCATCAATCCAC AGGGTTGGTCCATAGGTTCC 270

Ad04A7852 Aradu.A04 7852 p3 (TCT)9 27 35224061 35224087 ATATGGCCGAACCTTAACCC TGGGTGCCATAGGTGGTTAT 257

Ad04A7855 Aradu.A04 7855 p3 (TTC)6 18 35246465 35246482 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 200

Ad04A7857 Aradu.A04 7857 p3 (TCT)6 18 35268896 35268913 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 227

Ad04A7858 Aradu.A04 7858 p3 (ACA)5 15 35279961 35279975 TGAAAGAGGTGCTCCTAGCC CGCGTCTTTTCTCTCTCAATC 276

Ad04A7860 Aradu.A04 7860 p3 (TGA)5 15 35282788 35282802 AGAAACGAACACCAAATGCC GGGGCTAAGTCTCCTCCATC 148

Ad04A7862 Aradu.A04 7862 p3 (AGA)6 18 35300154 35300171 CAGCCTTAGGTGCCATTGAT TACCCTCTCCCCTCTCCCTA 271

Ad04A7863 Aradu.A04 7863 p2 (AC)45 90 35312406 35312495 CCATTTTCTTGAAAAACATAAATCC TCCTTGGTTTTGAAAAGGTACA 243

Ad04A7865 Aradu.A04 7865 p2 (AT)8 16 35353417 35353432 TTGTTGCATTTTGTACTTTGCC TGGTTGTGTGTTCTTGGCTC 277

Ad04A7870 Aradu.A04 7870 p3 (ATA)6 18 35365727 35365744 AGCCAACATCACCTAGTGGG AACACCATCAATGCCTAAAGC 280

Ad04A7876 Aradu.A04 7876 p2 (AG)6 12 35454411 35454422 ATAAGCCAATTGGGCAACAG CATAAGGAAGCAGGCTTTTCA 271

Ad04A7878 Aradu.A04 7878 p2 (AG)7 14 35460349 35460362 TGGGCAATAGGAAAATCCAA CATAAGGAAGCAGGCTTTTCA 264

Ad04A7883 Aradu.A04 7883 p3 (TCT)6 18 35500498 35500515 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241

Ad04A7885 Aradu.A04 7885 p2 (GA)7 14 35512234 35512247 GGGTCGTCTCTCAAAGGACA CATTCCTCCTACCTCCTCCC 187

Ad04A7889 Aradu.A04 7889 p3 (AAG)6 18 35548885 35548902 AGTGGTTTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 244

Ad04A7890 Aradu.A04 7890 c (AG)6gctctctc(CT)632 35597904 35597935 GCTATAATGCGGGAGAATGC TTCATAAACCAAATTGGGAAAA 270

Ad04A7892 Aradu.A04 7892 p2 (TA)8 16 35615721 35615736 CCTAGGTGGAAGACAACCCA TGTGCTTAACGCATACCAGC 271

Ad04A7895 Aradu.A04 7895 p3 (TTA)5 15 35652672 35652686 TGAGAGGATGGGATGTAGCC TTGTAAATCCCAGTCAGGCG 263

Ad04A7899 Aradu.A04 7899 p2 (AG)15 30 35685629 35685658 TTCAAAAATTGAGAGAAGGGAGA TCTCATCTTTTTCAAAACCTCG 130

Ad04A7903 Aradu.A04 7903 p2 (AG)7 14 35714072 35714085 TGGTGATTGTCCAGGTGAGA TTCAACCGGCTTAATTGAGAA 279
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Ad04A7907 Aradu.A04 7907 p3 (TTC)6 18 35736689 35736706 TGTCCCCAGTCATCCTCTTC CAGCAGCCACAGTACCTGAA 275

Ad04A7908 Aradu.A04 7908 p3 (CAA)5 15 35752439 35752453 ATCACCTCATCTCTGGCACC CAGAATTGGGGGCTACTTGA 262

Ad04A7909 Aradu.A04 7909 p2 (AT)8 16 35753253 35753268 CCATCCCCACACTCTGTCTT ACCACGTTTTCTGAGGGTTG 273

Ad04A7910 Aradu.A04 7910 c (AAT)5gctaacaactccc(AAT)1367 35759350 35759416 CAAGGATAACAATAACATCAATACGAA GGCTGGATACATCGACCAAG 232

Ad04A7911 Aradu.A04 7911 p2 (TC)19 38 35761314 35761351 CATGTCGTGGTACATGCCTC ATCAAGCTCGAAAAGTCCGA 163

Ad04A7912 Aradu.A04 7912 p2 (AG)6 12 35787568 35787579 TGAAGAATTCGAATAAAATGGG TTTCTTTCTTCTTTTTCAAAACTTCC 249

Ad04A7913 Aradu.A04 7913 p2 (CT)6 12 35800067 35800078 TAACGCCAGAAATAGGCACC AGGTGAGTGGTGTTTTGGGT 230

Ad04A7914 Aradu.A04 7914 p2 (TC)7 14 35810513 35810526 GACTCAGCGGCTTAAAATCG GGGGTCACGAATCTCAAGAA 240

Ad04A7917 Aradu.A04 7917 p2 (TC)9 18 35814144 35814161 TTGATTCGATGTCCGTTTCA ATTCGGGTCTCCATCACAAG 239

Ad04A7921 Aradu.A04 7921 p2 (CT)6 12 35839519 35839530 TTTCGGCCCAGAGAACATAG AAACCTGGGATCGAGAGTCA 213

Ad04A7927 Aradu.A04 7927 p5 (CTTTT)6 30 35910437 35910466 ATCCCCTGACACACACCACT CCGAAGAAGATGAATGATAAAAGG 277

Ad04A7928 Aradu.A04 7928 p3 (TTC)5 15 35914337 35914351 CATTGGCTTAGGGAGCTCTG TTTCCAAGGCTCAAAGGAGA 172

Ad04A7929 Aradu.A04 7929 p2 (AT)6 12 35918671 35918682 GGTTGTAATGGGGCTAGGGT CCGTTATTGCAAAAAGAAAGG 243

Ad04A7930 Aradu.A04 7930 p2 (TA)10 20 35919328 35919347 TCAATTGGGATGTCAATGCT TTAAGTGTGGGGAGGTCGTC 211

Ad04A7931 Aradu.A04 7931 p3 (GAA)5 15 35923838 35923852 GTGCAAAAGTTGCAACAACG TTCTTTCTTCCTCCTTTCTTCC 243

Ad04A7933 Aradu.A04 7933 c (T)10agtcaagtcaaaattctaatttcaaaaattgatcttttcaaatctttttc(A)1070 35929434 35929503 CCCTTATTTTGCTCATAATTTTCAA CCATGATGGAGAAAAGGGAA 233

Ad04A7936 Aradu.A04 7936 p2 (GA)6 12 35962306 35962317 TCCCAGAATGATGGGGTAAA TCCACATTCCTTGTGCCATA 277

Ad04A7937 Aradu.A04 7937 p2 (TC)8 16 35999237 35999252 GATTGCACAATAAGGGCGTT GGGGTTTTTGGGAAAGAGAG 195

Ad04A7941 Aradu.A04 7941 p3 (TTC)7 21 36028462 36028482 TTTTGGTACTTCGGAGAGGG GCTCCTCCCCCTAATGAAAG 199

Ad04A7942 Aradu.A04 7942 p5 (ATAAA)5 25 36035056 36035080 GGTTCATGATGGAGAATGGG TTCCTTGGGTTGACTTGGTC 240

Ad04A7946 Aradu.A04 7946 p3 (CTT)5 15 36095750 36095764 CTCCTTTCATGGCCTTCTTG TTGGGGACAAGCAAGGTTTA 240

Ad04A7952 Aradu.A04 7952 p3 (CTT)5 15 36159785 36159799 TCTTTCCCATGGAGGTTCTG AGAGGCAAAGGATCGTCTCA 268

Ad04A7953 Aradu.A04 7953 p3 (AGA)5 15 36164155 36164169 TTTCCTCTTCCAAGGTTCCC CCTCTCCGTTCACCATCAAT 255

Ad04A7954 Aradu.A04 7954 c (AT)7aaaagaatatatatac(AT)846 36171615 36171660 GGGATGGGATAAAAGGGTGT TTGAGCTTCACTTTGGGACA 243

Ad04A7957 Aradu.A04 7957 c (GA)6aaacgaggatgagtgagtgagagaatgggcggccgtgtggtggtcggcggagcagaggtggtggttatgggg(GAA)599 36209168 36209266 GACGGAATGGGTGAGAGAGA CAACCCTAAGACGCGAAGAG 207

Ad04A7963 Aradu.A04 7963 p2 (AG)6 12 36245919 36245930 TTTTGACCCAGTTCTCGACC CATAAACCAATTGGGCAACA 273

Ad04A7969 Aradu.A04 7969 p2 (CT)6 12 36353808 36353819 CACTAATTCCAGTGACGCGA GAGGTGGTTGTTGGTGGTG 257

Ad04A7970 Aradu.A04 7970 p2 (CT)6 12 36353937 36353948 ACCCTCTTCCTCTCCTCTGC GGTTGAATGGTTGAGGGTTG 279

Ad04A7971 Aradu.A04 7971 p2 (CT)7 14 36360390 36360403 CCTAATTGGAGCAGGGATGA TCACGTTTGAGAGCACCAAG 266

Ad04A7972 Aradu.A04 7972 p2 (CT)8 16 36378972 36378987 ACAGCTCAACCAAAACTGCC CCAGCACCATGTAAAAAGGAA 274

Ad04A7974 Aradu.A04 7974 p3 (AGA)5 15 36402715 36402729 TCTTCTTGGCCACAACTTCA CCTTGGCCGAATACACATCT 278

Ad04A7976 Aradu.A04 7976 p2 (AG)7 14 36433650 36433663 TGATCACGAAAAAGCACACC TTCGTGTTTGGCTTCCTCTT 132

Ad04A7979 Aradu.A04 7979 p2 (CT)6 12 36485799 36485810 CAACTCCCTCTCTCAGCCAC GATTGGTGGGGATTGATGAG 241

Ad04A7982 Aradu.A04 7982 p2 (CT)6 12 36541261 36541272 AACATGAATGTCATTAAGCCAAA AATGCATTCAGGCAAAGGAT 233
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Ad04A7984 Aradu.A04 7984 p2 (AG)7 14 36557264 36557277 GAGGGGAAGAAGAAGGAGGA AGTCCTCCAAGATCACCACG 193

Ad04A7985 Aradu.A04 7985 p2 (CT)7 14 36560730 36560743 AACATGAATGTCATTAAGCCAAA ATCCAAATCCAAAAGGCACA 278

Ad04A7986 Aradu.A04 7986 p2 (GA)9 18 36563478 36563495 ATCCATGCATCTTCTCCCTG TTGTAGTTGCTTGCATTGGC 233

Ad04A7987 Aradu.A04 7987 p3 (ACC)5 15 36566849 36566863 ATATTTTGGCTTGCACCACC AGACCAACCACGGATGAGAC 218

Ad04A7988 Aradu.A04 7988 p3 (ATG)6 18 36568835 36568852 TAGTCCAAAGGATGCCAAGG CCTTTTCAGGCCTAATGCTG 257

Ad04A7989 Aradu.A04 7989 p2 (AG)10 20 36569825 36569844 TACGTCTGCTGCTGGTGTTC TTTCTTTCTGCATTCCTTTCC 173

Ad04A7991 Aradu.A04 7991 p3 (AGA)5 15 36594275 36594289 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 195

Ad04A7992 Aradu.A04 7992 c (A)10ttttcgaaaattatttttagagaaacgaaaacaattaaaaaaaatttttgaaagg(T)1075 36598858 36598932 GAAAACATGCAATTGACACCA TCGTGCACTATGTTTTTGGC 263

Ad04A7999 Aradu.A04 7999 p2 (AT)6 12 36653527 36653538 AGCGATGCTTTTACCACACC GCAGGGATGCTAAGTCCTTG 177

Ad04A8000 Aradu.A04 8000 p2 (AT)7 14 36663213 36663226 TGAGCCTGATTCGTTGTTAAA ATGGCCTGGGATGTTGTATG 272

Ad04A8001 Aradu.A04 8001 p2 (AC)6 12 36664912 36664923 TTTAAAGGTTTGGCCCAATG AGAGCCCTTCACAAGAAACG 270

Ad04A8002 Aradu.A04 8002 p3 (TCT)5 15 36668173 36668187 ACATGCCTAAAAGGTGCAGG ACTTAGAATGTTGCACGCCC 222

Ad04A8003 Aradu.A04 8003 p2 (AT)6 12 36704719 36704730 CCCAATGAAAACAATGCACA GGGCCAAGGTAAAGGTAAGG 205

Ad04A8004 Aradu.A04 8004 p2 (TA)7 14 36705185 36705198 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 272

Ad04A8005 Aradu.A04 8005 p3 (AGA)5 15 36720990 36721004 GAAGGAAAGGGATAGCCCAG GTTCGGTGGTTCCTTTGTGT 200

Ad04A8006 Aradu.A04 8006 p2 (CT)7 14 36724379 36724392 GGAAGCAAAAGTGGAGCAAG ATAGAAGGGGAAGCCTCCAA 260

Ad04A8008 Aradu.A04 8008 p3 (AGA)6 18 36768581 36768598 TGCCATTGATGGTAGTGGAA CCCCTTTTCTTTACCTTGGC 162

Ad04A8009 Aradu.A04 8009 c (A)10ttttccttattttactcataaatttcgaaatctttgggtagacttagtcaa(T)1071 36786699 36786769 TTGCATGCATCATTGGTTTT TTTTGAAATTGAAATCTTGACTTGAC 207

Ad04A8011 Aradu.A04 8011 p5 (TTTAT)5 25 36798441 36798465 CTTGGTGTTTTCCCTCCAAA CCATGATGGATCAAGGGAGA 145

Ad04A8012 Aradu.A04 8012 p2 (AG)7 14 36801633 36801646 CAATTGGGCAACATCAATCA TTTCTGATCCAGTTTTCGGC 279

Ad04A8013 Aradu.A04 8013 p2 (AG)9 18 36815209 36815226 TGTACGCTTGAACAGTGCAT TGGCTTTTTCTGCTTGCTTT 208

Ad04A8014 Aradu.A04 8014 p2 (TA)8 16 36830984 36830999 CCAGACTCTACCTGCAAGGC TGGGCACCTTTACCATATTGA 184

Ad04A8017 Aradu.A04 8017 p2 (GA)6 12 36855137 36855148 GGGTTCGAATTTTGAGATGAA CCACCTAACTACATTCCGCTCT 231

Ad04A8019 Aradu.A04 8019 p6 (TTCTTT)6 36 36864178 36864213 AAATGCTCATGCATTACACCA ATGCTATTCCCCCTTTTCCA 269

Ad04A8020 Aradu.A04 8020 p3 (AAG)5 15 36867319 36867333 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 265

Ad04A8024 Aradu.A04 8024 p3 (ATT)5 15 36896426 36896440 AGGTTGTGGTGGTTTAGTGGA TCAACGGGCTTATTGATGATT 276

Ad04A8027 Aradu.A04 8027 c (A)10cgtgaaattatgtaaactaaaaaaataaacatatatacacaaacagg(AT)771 36898083 36898153 CCAACTTGAAACCACACTGAGA TGACAGCGATTAGGTAGCGA 276

Ad04A8030 Aradu.A04 8030 c (A)11ct(A)11 24 36928742 36928765 CCCCTTAGGCTCCCTGTAAA GGAGAAGATAGCATAGAGGATTCA 269

Ad04A8032 Aradu.A04 8032 p2 (AT)7 14 36929090 36929103 CGCTCATCAATATATGAAAGAGTGAA TCATGACTTTAACTTTATCCTTCTGAG 270

Ad04A8033 Aradu.A04 8033 p3 (ACA)5 15 36948002 36948016 CCTGAAGAATGAGGCTAACCC ACAGTCTCTCCCTCTTGCCA 245

Ad04A8038 Aradu.A04 8038 p2 (TA)8 16 36964834 36964849 CTGCCCTCTCTCCCTCTTCT AGTGAGGTGGGAAACAATGG 254

Ad04A8042 Aradu.A04 8042 c (TTC)5tttgtttgattttttttattcttattaaaaaagagtaaaacaagaaaaaacttgagaaggtaaaacaagaaagaaaagatgaataag(A)10112 36980838 36980949 TTGCTGCAATTACACAAAAATG TTTCTTTTATCATCATCACCATCTTC 272

Ad04A8044 Aradu.A04 8044 p3 (AAG)5 15 36981780 36981794 TTGTTACCTTCCCCACAGGT CGTTGTCTTTATCTCCTGGCA 226

Ad04A8046 Aradu.A04 8046 p3 (GGT)6 18 36982564 36982581 TGGTTTGAATGCAACCATACAG TGACAACATTTCATCAAGGAGG 187
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Ad04A8049 Aradu.A04 8049 p3 (TGG)5 15 37003516 37003530 CCCTTAGGCCTCCTATCCAC TGTGGTGGCAATACTTTCTGTC 279

Ad04A8050 Aradu.A04 8050 p2 (AC)6 12 37010641 37010652 TTGTTGGGATGAGGTGATGA TGCTTGACCTTGCTTGAATG 260

Ad04A8053 Aradu.A04 8053 p2 (GC)6 12 37055874 37055885 ATGTAACAGGAGGGCAGGTG GCCGAAGGAAAATTTGTTGA 273

Ad04A8055 Aradu.A04 8055 p3 (AAG)6 18 37067264 37067281 GGCCTTAGGTGCCATTGATA AAATCTTTCCCACCCAAACC 273

Ad04A8058 Aradu.A04 8058 p2 (AT)6 12 37109310 37109321 TGCTTGTCCTCAAGCAAAGA ATTCCGTCCATAACACCCTT 270

Ad04A8061 Aradu.A04 8061 p5 (ATTTT)5 25 37146046 37146070 TGATGGGTTGAAAAAGATTTGA GCGTTTAATGCCAGGAATGT 280

Ad04A8063 Aradu.A04 8063 c (A)10tatacg(TA)6 28 37163949 37163976 GCAATGAAAAGCTTGCAAAA GCACACTCTTTTTGCCTTGG 103

Ad04A8067 Aradu.A04 8067 p3 (AGA)5 15 37229493 37229507 CGGTCTTAGGTGCCATTGAT TTTCACACAACACAAACCCC 190

Ad04A8068 Aradu.A04 8068 p3 (TAC)5 15 37249677 37249691 AACAAAAAGTATTGCCACCACA CCATTTCCCAAAACACAGGT 280

Ad04A8069 Aradu.A04 8069 p2 (CT)6 12 37259241 37259252 CTTCCACATTCCTTGTGCCT GCTCCCAACCTTTACCAACA 210

Ad04A8071 Aradu.A04 8071 p3 (AAG)9 27 37311903 37311929 AAAGATTGCCAAAGTGGTGG GTGGTCGTGGTTGGAGTTCT 146

Ad04A8073 Aradu.A04 8073 p2 (AT)7 14 37319850 37319863 GCGTTTTCACCTTTATCGGA AAGGCACCATGTTGAGATCC 243

Ad04A8077 Aradu.A04 8077 p2 (TA)7 14 37414831 37414844 TCCTGCACTTTGGGCTGTAT GCCCCTTAAAATCTTAGTGTTCC 278

Ad04A8078 Aradu.A04 8078 p3 (AAG)5 15 37423765 37423779 GCTTTTGTCTTCCCTTTCCC CACGGTCATCCCTTCTGTTT 258

Ad04A8079 Aradu.A04 8079 p3 (TTC)5 15 37433615 37433629 TCATCTTCCATTCCCAAAGC TTTCCAAGGCTCAGAGGAGA 213

Ad04A8081 Aradu.A04 8081 p2 (TA)6 12 37465344 37465355 TGAAACCATACCATGGCTGA CAGTTGGGCAAGGTAAGAGC 237

Ad04A8083 Aradu.A04 8083 p3 (TCT)6 18 37518894 37518911 CCCCTCTTCTTTACCTTGGC GTGCCATTGATGGTAATGGA 166

Ad04A8084 Aradu.A04 8084 p2 (GA)10 20 37534046 37534065 CGCTTTTTGGCATTGTTTTT CAGTTTGGGCCATCAAATCT 218

Ad04A8088 Aradu.A04 8088 c (TAT)5tttta(T)10 30 37573804 37573833 GCCGTAGTGGGGTTAGCATA AAGCTACTTTTTCGAAATTGTTTT 214

Ad04A8096 Aradu.A04 8096 p4 (TTAA)5 20 37658436 37658455 TCAAAAATCAAATCTCCTTAATTGC GCAGCTGTAATGGGGTTAGC 277

Ad04A8097 Aradu.A04 8097 p3 (TAG)5 15 37686828 37686842 CCCACAGATCAAAGGAGCAT CATGCCTGATGATGATGAGAA 197

Ad04A8102 Aradu.A04 8102 p2 (TA)9 18 37715262 37715279 TTCATTTTTCACATTCTTACTTGGA TTTGCCACCACAACTACTGG 252

Ad04A8103 Aradu.A04 8103 p2 (AT)10 20 37746941 37746960 TGAAGCAAGAAAAAGCAGCA AGGGAAGCAGCTCATTTCAA 119

Ad04A8104 Aradu.A04 8104 c (T)10ataaaaattcagatttcaatttcaaaaattttcaaatcttatccttttaagattttaaaa(AT)682 37749638 37749719 TTGTGCCTTTTGTGTGTTTTTC CGAAAAAGTGAAGAGAGAGAAAGTG 227

Ad04A8111 Aradu.A04 8111 p3 (AGA)5 15 37806715 37806729 CAACCTTGGGTGCCATAACT TGAACTCAACCCTAGCCCAC 215

Ad04A8112 Aradu.A04 8112 c (ATC)13gtca(TCT)1279 37821467 37821545 CTTCTCCCATCCTCACTTGC AGAATTCAACACCCAAGGAAA 273

Ad04A8113 Aradu.A04 8113 p2 (AT)9 18 37824451 37824468 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 256

Ad04A8114 Aradu.A04 8114 p2 (AG)6 12 37835920 37835931 GGAAGTGGTGGTGAGGTGAT TGTTAAACGCCAGAAAAGGG 227

Ad04A8115 Aradu.A04 8115 p3 (TTC)6 18 37876510 37876527 CCCTTAGCCGAACCTACCTC AGTGGTCTTGATGGGCTTTG 257

Ad04A8116 Aradu.A04 8116 p3 (AAG)5 15 37881328 37881342 CTAGAGGTTTCTCCGGCCTT CCACCCTAAATAGCCGAACA 272

Ad04A8117 Aradu.A04 8117 p3 (AAG)63 189 37890425 37890613 TAGTGCTCACCCTCGAGCAA TCTTCACCTTGGCTGAAACC 264

Ad04A8123 Aradu.A04 8123 p2 (AT)6 12 37904413 37904424 GCTGGCAGAAACCATTTCAT TTTGGATCTGTGGTTGATATTCC 251

Ad04A8124 Aradu.A04 8124 p3 (ATT)6 18 37904729 37904746 GAATGGGAGATCTAGCAGTGG TGTCCCCCATGTTTTTGTTT 148

Ad04A8127 Aradu.A04 8127 p4 (TTTA)5 20 37910687 37910706 GCACTGCGAACACTCCTACA GCAATGCCCGAGATGATATT 167



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A8131 Aradu.A04 8131 p3 (ATG)5 15 37916577 37916591 CAGGAGAGTGGGGACAAAGA TTTGTTTGGTTGCTGCAGAG 278

Ad04A8132 Aradu.A04 8132 p3 (TTA)6 18 37916724 37916741 CTCTGCAGCAACCAAACAAA CAAATTCCCGGAAGCTGTTA 230

Ad04A8135 Aradu.A04 8135 p3 (ATT)7 21 37919659 37919679 CTGCCTTTCAGGTAATTGGC TCATTCTCTCCTGGACCCAC 273

Ad04A8137 Aradu.A04 8137 p3 (AAC)6 18 37930601 37930618 CGTTGTTGACTCCCATGTCA CGTTGTTGGTGTTCCACTTG 205

Ad04A8138 Aradu.A04 8138 p3 (AAT)5 15 37931428 37931442 CGAATTCGTGAAATGTGGTG TTGAATATTTGGATCATCTTCAATG 280

Ad04A8140 Aradu.A04 8140 p3 (ATC)5 15 37939983 37939997 GCAGAACAGAAGCAACACCA TCTGAGTTCTGAGTTCTGGGTTC 210

Ad04A8141 Aradu.A04 8141 c (T)10atttgaatattattattgttatcaata(TAG)5taataaccgg(ATT)577 37941673 37941749 TTGGATCATCCTCAATGGGT TCTTGAGGACCATTTTAGAGCA 268

Ad04A8143 Aradu.A04 8143 c (TGA)6ccatgatgatactggtggtggttctagttgggcttctgttc(TGG)574 37942781 37942854 TGTTGGTGGGTTCTTGTTCA ATACCCTTCTGCCTTCACCC 180

Ad04A8149 Aradu.A04 8149 p3 (TCT)6 18 37958619 37958636 AAACGCGATGCAAGGTCTAC GAAGAAAAACGTGCAACCAAA 280

Ad04A8152 Aradu.A04 8152 c (T)12(A)11 23 37962157 37962179 AACCACAATTTGCAAAAGCC AAATCGAATGATACTTTGAAACGA 166

Ad04A8153 Aradu.A04 8153 p3 (TAT)5 15 37963203 37963217 CAAAATTTGCACCACCCTCT GGTTGCTTTCCACCCACTAA 205

Ad04A8156 Aradu.A04 8156 p3 (ATA)6 18 37990053 37990070 GGACAGAAAACCTCTGAGCG TGAGCTCCCAGAAGCTAAGG 274

Ad04A8157 Aradu.A04 8157 p3 (AGA)6 18 37994476 37994493 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104

Ad04A8158 Aradu.A04 8158 c (T)10acaactacaagttccagttctca(T)1043 38012938 38012980 GCCGTCAATAAAAGCCATTC TTCAATGATTGGGTGGAAAA 152

Ad04A8160 Aradu.A04 8160 p2 (TC)9 18 38031194 38031211 GAAGAAGCCATAACCCCTCA GTACCGTAGTTGACGCCGAT 165

Ad04A8161 Aradu.A04 8161 p2 (GA)8 16 38032581 38032596 CGTCGCTTTTGACGATAGGT TGCACCCAAACTAATCCTTTTT 251

Ad04A8162 Aradu.A04 8162 p2 (AT)7 14 38033622 38033635 AAATTCTAGTCTCTTACTTCTCTGCCA CATAACCTGTCACATCAGCCA 273

Ad04A8164 Aradu.A04 8164 c (A)11gaaaaaag(A)1029 38034857 38034885 ATCGTTCAACGCGTCATTCT AGCCTTCAGTGCTTCACGTT 253

Ad04A8165 Aradu.A04 8165 p3 (CAA)5 15 38058230 38058244 AGTGTGTGAAAAGGGCAACC ACAATTGTAGCACAACCCCC 251

Ad04A8167 Aradu.A04 8167 p3 (TGG)7 21 38070078 38070098 TGATTTTTGGGTGAGGGAAG TGGACCAGAAAAATCAAGTGG 248

Ad04A8169 Aradu.A04 8169 p2 (TA)6 12 38072584 38072595 GCACATGTACCACATACGAACC GTCGGCAAAGGCTACTAAGC 222

Ad04A8170 Aradu.A04 8170 p2 (AT)6 12 38073083 38073094 GATGTAACCGCTAATAAGTACAAAATG CCCTGTACCGAAATTGGAAA 280

Ad04A8176 Aradu.A04 8176 p2 (GA)13 26 38103912 38103937 GAATCCAGCTCACACAGCAA GGTGATGCTCCCCTCTACAA 172

Ad04A8180 Aradu.A04 8180 p2 (AT)8 16 38106831 38106846 ATCATCATCATCACCTGCGA CCTTCCTGAAGCTCTTCCCT 260

Ad04A8183 Aradu.A04 8183 p3 (CGA)5 15 38160798 38160812 CTGGCAGTTAGAAAGGCGAC CCTTTGCCACTAGAACCGTC 178

Ad04A8184 Aradu.A04 8184 p4 (CTTT)7 28 38161189 38161216 CAGCAACACAGGTGACGAGT CCTTCCCCAAATACCCACTT 149

Ad04A8185 Aradu.A04 8185 p2 (TC)6 12 38174190 38174201 CTGATCGGTCTCCTTCTTCC ACGCAAACTATGCGACAGTG 142

Ad04A8186 Aradu.A04 8186 p2 (CA)6 12 38175911 38175922 TCAGTCCCTTCGTTACTGGG AGCTTCCCCCTAAAGCTCAC 224

Ad04A8187 Aradu.A04 8187 p2 (TA)7 14 38190244 38190257 GCGTCTGGAGGTCTCTATGC CTCAACCTGCGAAGCTAAGG 217

Ad04A8188 Aradu.A04 8188 c (AG)17cgccgcgacggctacaacggtgttgcggcagtaaccccctctcactctctgt(TC)6acgctttcttatctttgtctcctttttttcttccctcgagttcactcttttttctcggatcta(TG)6173 38192166 38192338 CGCTTGCAGAGACATCAAAA GTTACACCGTGCCCCATTT 257

Ad04A8189 Aradu.A04 8189 p2 (AT)7 14 38215926 38215939 CCATGACAGGAAGCTCATCA ATTTTCTCCCCTCTTCTCGC 276

Ad04A8190 Aradu.A04 8190 p2 (CT)8 16 38219086 38219101 TCTGACTCAGTTTTTGGCCC AAGAACCTGGGATTGAGAGTCA 207

Ad04A8192 Aradu.A04 8192 p3 (ATT)11 33 38221358 38221390 TTTGTGGGGGAGTTGTCATT GATGAAGTTCGAACCCGAAA 244

Ad04A8193 Aradu.A04 8193 p3 (TGA)5 15 38233667 38233681 GAACAGGTCCGAGTTCTTGC GAGTCTGAAAGGGAACTGCG 258
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Ad04A8194 Aradu.A04 8194 p5 (TTATC)5 25 38240903 38240927 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 191

Ad04A8195 Aradu.A04 8195 p5 (TTATC)6 30 38250834 38250863 TGGACTTGGTAGTGGTGCTG GGCGATTCCGTTGAAGATAA 252

Ad04A8196 Aradu.A04 8196 p2 (GA)8 16 38256203 38256218 TGCAACAATCCACAAGCATT TTCCTTCTCCCTTCTTCCTTC 246

Ad04A8197 Aradu.A04 8197 p2 (AG)7 14 38260390 38260403 CAATTGGGCAACATCAATCA CATTCATGATGGGGCTTCTC 249

Ad04A8199 Aradu.A04 8199 p3 (TAG)6 18 38281890 38281907 GGAGCTGAAGTGCCAGAAAT GGTTTTAAGGGCTGTTGGCT 280

Ad04A8202 Aradu.A04 8202 c (AC)8cc(AT)11 40 38313186 38313225 CACGGACTCCTGTCCAATTT AAGTGTTGGGAAAACCGTTG 264

Ad04A8207 Aradu.A04 8207 p2 (CT)8 16 38330410 38330425 TCGAAAATCACCTCCCTCTTT TCCAAACACATGTAGAGGGG 232

Ad04A8209 Aradu.A04 8209 p3 (TCT)5 15 38368655 38368669 GAAACCCAAACCTCTCTCCC CCTTAGGCGACATCAATGGT 148

Ad04A8213 Aradu.A04 8213 p2 (AT)6 12 38452365 38452376 GGCTCAAAACTCACTTGCTTG ATCGGAGATTTTGGGTGACA 262

Ad04A8216 Aradu.A04 8216 p2 (TG)6 12 38462104 38462115 GAAGTGGATTGCATGGTGTG TGTCCATTCACATGCTCAGAA 212

Ad04A8217 Aradu.A04 8217 p3 (ATT)5 15 38480345 38480359 GTTGGACCCCGGTCTTTATT CTAGTCCTAGGCCCCGTTTT 248

Ad04A8221 Aradu.A04 8221 p2 (CA)7 14 38525159 38525172 CAAACTCAACCCAAAACCAAA GGAGCTGGTGATGGATTTTC 238

Ad04A8225 Aradu.A04 8225 p2 (AT)8 16 38528914 38528929 CGCTACAAAATAATCCCAAAGG AAAGGAGCAGCGATGAAGAA 275

Ad04A8226 Aradu.A04 8226 p2 (AG)6 12 38529140 38529151 TCTTCATCGCTGCTCCTTTT ATGGCTCCGTTCCTCTTTTT 100

Ad04A8227 Aradu.A04 8227 c (T)10aatttttcaaatttaaaggaaggtgttttgcttctatttatttca(TTG)673 38529438 38529510 AGTTCTCCTCCCCTCGTGAT AGCAGAAGCAACCAAAGCAT 232

Ad04A8228 Aradu.A04 8228 p3 (AGA)5 15 38553040 38553054 TGGAAGAAGAATGAATGTAACAACA CAAGGATTGAAGGGGAATGA 210

Ad04A8230 Aradu.A04 8230 p2 (AG)6 12 38579858 38579869 TCAAAAAGACACCCCGTTTC AGGAGGTGGCAGTCTTTCAG 261

Ad04A8231 Aradu.A04 8231 p3 (GAG)9 27 38585883 38585909 GCAAGAGCATCCGCTTTAAC TTCAGGAGGCTAAGGCAAGA 238

Ad04A8234 Aradu.A04 8234 p2 (AT)6 12 38596223 38596234 AACGACAAAGGGTCACAACC TTGATGACAATCATCTCCCAAG 191

Ad04A8235 Aradu.A04 8235 p3 (GAA)5 15 38601578 38601592 CATCTCTCTCGTCACCACCA TCGCTAGATGAACGCTTGTG 249

Ad04A8236 Aradu.A04 8236 c (AACAAT)5gataatgataacgacgatatctataagaagaagacgaca(ATG)13108 38623461 38623568 TGGTAACCATCAGATTGCGA TTCTCCTCCTTCTGTTTCATCC 264

Ad04A8237 Aradu.A04 8237 p3 (GAA)5 15 38623725 38623739 AGGAGAAGGTGGTGGTGTTG CCCCTCGTGCTTCTTCTTCT 147

Ad04A8238 Aradu.A04 8238 p4 (AATA)6 24 38624052 38624075 TGGGTGGGACATAAAGTTCG CGATAATAAACCAACACACATAACG 139

Ad04A8239 Aradu.A04 8239 p2 (AT)9 18 38624887 38624904 GGTATTAGGTATCCAGAATCAAAGGA CCACATTTTAATCTATTATGTGTCAAA 279

Ad04A8242 Aradu.A04 8242 p2 (TG)6 12 38630221 38630232 TTGACCACTAAGGATTGCCA TATGCTCGGCCAGAAGAACT 276

Ad04A8244 Aradu.A04 8244 c (A)12ccttacgtccttttttc(T)1140 38638801 38638840 TTTTCCTTCGCTTTCGTTTC GAAAAAGGTACGGCGTAAACC 167

Ad04A8245 Aradu.A04 8245 p3 (TTC)5 15 38663466 38663480 AGGCACAATTCTCATCCCAC AAAATGAACAAATGCAACATGC 280

Ad04A8246 Aradu.A04 8246 p2 (AT)6 12 38664980 38664991 CAAGTTTGGGAGAGTTGGGA GGAGCATTTTGTCCCCTTTT 223

Ad04A8250 Aradu.A04 8250 p3 (AAG)5 15 38684742 38684756 CTTGGAAGAGGTTGCTCAGG CCCACTTGAACGTTGTGTTG 245

Ad04A8251 Aradu.A04 8251 p3 (CAA)6 18 38755457 38755474 GGTCGCTGAAGAGTGTGTGA GTGTAGCACAAACCCCATCC 261

Ad04A8253 Aradu.A04 8253 c (GA)12a(AG)14 53 38774795 38774847 GGAAACCTTGTTAATGGGGG TCACTTAAGGGTTTCCCACG 212

Ad04A8255 Aradu.A04 8255 p3 (AGA)5 15 38785330 38785344 CTAGAGGATTCTCCGGCCTT CTATACCTTGGCCGAATCCA 175

Ad04A8256 Aradu.A04 8256 p2 (AG)11 22 38786762 38786783 AAACCTGGGTTCAAGAGTCA AATTACAGAACACGCCCCAG 269

Ad04A8257 Aradu.A04 8257 p2 (TA)6 12 38787650 38787661 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 266
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Ad04A8258 Aradu.A04 8258 p2 (AG)8 16 38792081 38792096 CAATTGGGCAACATCAATCA TCCATTCAAGGATGCCTCTC 253

Ad04A8260 Aradu.A04 8260 p2 (CT)19 38 38822743 38822780 ACGGACATCCCCTTTCTCTT TGGTGTTCTTGGCGAATGTA 267

Ad04A8264 Aradu.A04 8264 p2 (AG)7 14 38839648 38839661 AGTCAGGGAACATGCAGAGA GAAAAAGCAATCATGAGTCTGAAA 280

Ad04A8265 Aradu.A04 8265 p3 (TTC)5 15 38841295 38841309 CAAAATCTCTTTCCCACCCA CTAGAGGTTTCTCCGGCCTT 199

Ad04A8267 Aradu.A04 8267 p2 (TA)6 12 38850678 38850689 GCCTTAGGTCCTTCACTCTTTT TGATGGTTTATTGACAAAGATGG 278

Ad04A8270 Aradu.A04 8270 p3 (AGA)8 24 38891736 38891759 TCTGGCCTTAGGTGCCATTA TGGCCGAACCTACATCTCTC 164

Ad04A8271 Aradu.A04 8271 p2 (AG)6 12 38899739 38899750 CCAAAAGGAACATTGAGGGA AGGCGAACAAAATATGACGG 218

Ad04A8272 Aradu.A04 8272 c (AG)9ggag(AT)10(AG)9(TG)1284 38900166 38900249 GTGAGCTCGTGTGATGCAAG AATCTCCGTGGGATCGACT 279

Ad04A8274 Aradu.A04 8274 p2 (TC)6 12 38941531 38941542 CCATTCAGAAGGAGGGCATA AAACTGAAAATGCCTCAATACCA 265

Ad04A8276 Aradu.A04 8276 p2 (AT)10 20 38948462 38948481 TGAAAACAATGCACATGGGA TTGTAATGGGGCCAAGGTAA 239

Ad04A8277 Aradu.A04 8277 p2 (TA)6 12 38948924 38948935 AACACCAAATCCAGTGAGGG GGAAGGCAATGCAACCTAAA 277

Ad04A8278 Aradu.A04 8278 p2 (TC)6 12 38949797 38949808 ATCCATTCAGAAGGAAGGCA AAACTGAAAATGCCTCAATACCA 267

Ad04A8283 Aradu.A04 8283 p3 (TTA)6 18 38992461 38992478 AAACCGGAAACAAATGGAGA GCTCCAATTATTGCAATGGTAAA 271

Ad04A8284 Aradu.A04 8284 p2 (AG)8 16 38998865 38998880 GCAGCTCCAACTGCAATTTA AAATGGTAGCATGCGGAGAC 188

Ad04A8286 Aradu.A04 8286 p3 (CTT)5 15 39009649 39009663 GCTTTTTGGGATCTGGATGA ACAGCCCTCTGGAAGAACAA 233

Ad04A8293 Aradu.A04 8293 p4 (TTAA)5 20 39036585 39036604 AGGAAGAATAACTTTAGTCCCTATTGT CATATGGCAATTTCACAATACTTATC 279

Ad04A8295 Aradu.A04 8295 p5 (CATTC)5 25 39041546 39041570 CCCAACTTTTGGGACAAACT TTCGGTTCATTCTTCAACAATTT 266

Ad04A8298 Aradu.A04 8298 p3 (TTG)5 15 39059464 39059478 AGGTATGGTTTCGGTTTCCC TCATACCATCAAGGCATCATT 160

Ad04A8303 Aradu.A04 8303 p2 (GA)11 22 39096164 39096185 TCAACATCACTTGAAGCACCA TGGGTGCCATTGTTTCATTA 270

Ad04A8304 Aradu.A04 8304 c (GA)20atag(TGA)662 39096610 39096671 CCTGTGAAATTTCCTTCGGA CATATATTAATGCTTCAAATTCCACAA 221

Ad04A8307 Aradu.A04 8307 p2 (AT)7 14 39099950 39099963 TTGGTCATAAGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 216

Ad04A8308 Aradu.A04 8308 p3 (AAT)5 15 39101920 39101934 AGAAATGCAATGCACATCCA TCAGCAGTGGCAATCACTTC 118

Ad04A8310 Aradu.A04 8310 p2 (TC)14 28 39109523 39109550 GCCTTTTGAGTCGTTGCATT ATAGCATGCGTTGAAGACCC 280

Ad04A8311 Aradu.A04 8311 p3 (GAT)6 18 39156724 39156741 CCGATCTCGACCTGACTCTC AACAGAAGCCTTGGTGGATG 125

Ad04A8314 Aradu.A04 8314 p2 (AT)8 16 39252713 39252728 TGGGGAAATGTGAGAACTTTG TTTCAAGGTTGTAATGGGGC 274

Ad04A8315 Aradu.A04 8315 p2 (AG)6 12 39253923 39253934 CAGAGTGGCAGAATCATGGA CCTCAAATTGCATTAAAAAGGA 278

Ad04A8320 Aradu.A04 8320 p2 (TA)10 20 39271206 39271225 TTTGTCACATGTCGAGAGGC GGCTGGCCGGAGAATATTTA 236

Ad04A8321 Aradu.A04 8321 p2 (CT)6 12 39273196 39273207 TGCTCATGGTTCAGAGAAGAAA TGCAGAATGGACAAAGCAAG 229

Ad04A8322 Aradu.A04 8322 p2 (CT)7 14 39283653 39283666 TGAGGGATTAGTTGCTCATGG CCAGTTTCCAACCCAGAAAA 278

Ad04A8323 Aradu.A04 8323 p3 (TAC)6 18 39285067 39285084 TCAGCGACAACAACAGAGGT TGGGAAGCCATCTTTTATGC 217

Ad04A8324 Aradu.A04 8324 p6 (GTGATA)5 30 39288933 39288962 TGTTACCCCAGCTCCACTTC TGCAATCTCATCTCCCTCAA 264

Ad04A8330 Aradu.A04 8330 p3 (GAA)5 15 39313468 39313482 TTAAGGGGTTTAAGGGGTGG GGGCATGTTCGTCGTCTACT 279

Ad04A8331 Aradu.A04 8331 p2 (AT)6 12 39313737 39313748 TGGAAGTGTGTTCGTAGATGTG GCCAACTTCTGCCAACTCTT 193

Ad04A8333 Aradu.A04 8333 p2 (TA)11 22 39318118 39318139 TGCTGCATAGTGGAGGTTGT TTCGGTGTAATTATTAGAATCGTTTA 280
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Ad04A8335 Aradu.A04 8335 c (T)11ggtaaaaattactttccctatttttaaattttgtttttaatttaggtgttgaa(TTAT)688 39318634 39318721 CCCTTTTGGTATCCCCATCT CAGGATTTTACTTCCATCGTGA 191

Ad04A8340 Aradu.A04 8340 p2 (TA)9 18 39349407 39349424 TCATCATGATTTTAGTCATATAAAAGG TTTCAATTATCAGGCCGCTC 240

Ad04A8341 Aradu.A04 8341 p2 (AT)6 12 39350838 39350849 GTCTCGTGCAAGTGGGAGAT AATTTTCATCCAATGAAGACCA 280

Ad04A8342 Aradu.A04 8342 p2 (AT)7 14 39352895 39352908 GAAAGCTCACGAACTGGCTC ACCTTGGATTGAACTCCAGC 275

Ad04A8343 Aradu.A04 8343 p3 (GAG)5 15 39362426 39362440 GCTCAAACACCATGTTCCAA AAGTGTTGGGAGGTTGTTCG 258

Ad04A8346 Aradu.A04 8346 p2 (TA)9 18 39365599 39365616 TTTTTGTGGTTTTCTTTTGACA TTGTGTCATTTGAGACATTGTGA 230

Ad04A8347 Aradu.A04 8347 p2 (TA)14 28 39392438 39392465 GGAAGCGAAGTAGTTCTTGGG GGAATGAATTGCTCTGATACCAT 273

Ad04A8348 Aradu.A04 8348 p2 (AT)12 24 39399142 39399165 TGTTTTTCAGATGCAGGTCG CTTTGACTCAGCCTGCGAA 269

Ad04A8349 Aradu.A04 8349 p2 (TA)8 16 39399363 39399378 TTGCGATTTTGTTTTACCCC TCCCTCATACATGTTTTCTGTGA 215

Ad04A8350 Aradu.A04 8350 p3 (AGA)5 15 39409756 39409770 TGAGGATACTCCGGTCTTGG CCTCTTCCCAATTACCCCAT 275

Ad04A8352 Aradu.A04 8352 p2 (AT)6 12 39432167 39432178 TTTGATTTATAGCATTCAAAATCACTT AAACGCCATCCGTCGTATTA 275

Ad04A8355 Aradu.A04 8355 p3 (AGA)5 15 39452648 39452662 GCAAGGGGTAAAGGGATTGT CCACTCCTCATATCAACTTTCAG 224

Ad04A8356 Aradu.A04 8356 p2 (CT)6 12 39457597 39457608 TGAGAAGATAAAGTAATCAACAAGGG CCAGTTCGAAGCTCGAAAAC 258

Ad04A8357 Aradu.A04 8357 p2 (TA)11 22 39458316 39458337 CCTAGATGCGAGCTACCGAC GAGGGTTCAAGGGCTCATTT 256

Ad04A8359 Aradu.A04 8359 p2 (TA)7 14 39459567 39459580 TCAAAAATTTCATTAATTGACCCA ATTTTGCACTTTGGGCTTGT 240

Ad04A8360 Aradu.A04 8360 p2 (CT)6 12 39461665 39461676 TGAAATACCTCAAATTGCATTAAA GGGGAATCATGGGTGATACA 278

Ad04A8361 Aradu.A04 8361 p2 (TA)11 22 39462331 39462352 CCTAGATGCGAGCTACCGAC GAGGGTTCAAGGGCTCATTT 256

Ad04A8363 Aradu.A04 8363 c* (TTA)5(TA)6* 25 39463552 39463576 TCAAAAACTCACGAGTTATGTGTTC CCCTTGGCATATGAGAAATCA 279

Ad04A8364 Aradu.A04 8364 p3 (TAG)6 18 39481094 39481111 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 235

Ad04A8367 Aradu.A04 8367 p2 (TC)6 12 39505679 39505690 CCCATAAACCCCACCTACCT GCCTTCGAGCAAGAGAAGAA 218

Ad04A8369 Aradu.A04 8369 p2 (AT)8 16 39509831 39509846 GGTTGCGTGAGTAGCAGTGA ACGGGTAGCGGGTACCTAAT 243

Ad04A8371 Aradu.A04 8371 p5 (TTATC)5 25 39521245 39521269 CCTGGGTGCTCCAGTGTATT ATTCTCAAAGAGATCGGCCA 251

Ad04A8373 Aradu.A04 8373 p2 (CT)6 12 39530669 39530680 TTTAACGCCAGAATTGGCTC GAAGGGTTTTTGGGGAAGAG 176

Ad04A8374 Aradu.A04 8374 p3 (TTC)6 18 39564458 39564475 CCTCCCCTCACACACTTTTC ACCCAATTGGATGAAGATCG 261

Ad04A8375 Aradu.A04 8375 p3 (GAA)5 15 39571238 39571252 CAACAATCCACAATGACCCA CGTACACTACGCGTCTGCAT 264

Ad04A8377 Aradu.A04 8377 p3 (AGA)5 15 39641004 39641018 CCCTCGAGCAAGAAAGAAAA CCTCTTCCCAATTACCCCAT 263

Ad04A8378 Aradu.A04 8378 p3 (ATT)7 21 39643963 39643983 TTTGTGAAGTCACCAAGCATTC ATCCAGAACCGGAAAGGACT 160

Ad04A8379 Aradu.A04 8379 p3 (AGA)6 18 39669300 39669317 CTCCCAAGACTCAGAGGTGG CAACTTCTCTTTCCCACCCA 241

Ad04A8380 Aradu.A04 8380 p2 (AG)6 12 39693077 39693088 GGTGTGCTTTGAACACCAAA TTCACTGCAAGAGGTGAGGA 247

Ad04A8381 Aradu.A04 8381 p2 (TA)8 16 39709505 39709520 CCATGATGGAGAAAGGGAGA TTGGTGTTTCTTGGTGTTTTTC 230

Ad04A8384 Aradu.A04 8384 p3 (CTT)5 15 39719034 39719048 GTTGACCATCCGTCTCCAGT CCACAACTCCATGTGGACAG 273

Ad04A8387 Aradu.A04 8387 p2 (AC)7 14 39722035 39722048 TTCCACAAATTTCTCCCACA AACTCACAAACCCGTATGGC 197

Ad04A8388 Aradu.A04 8388 c* (A)11(AT)8* 26 39733049 39733074 AAACTGTGGGAACTTGGGTG CTTAGCATTGGGGGTAATTTT 238

Ad04A8389 Aradu.A04 8389 p2 (GT)7 14 39733238 39733251 GGATAAAATTACCCCCAATGC GGGCTAAGGTAAGGGTGAGG 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A8395 Aradu.A04 8395 p3 (AGA)5 15 39763423 39763437 AAGAACAAAGGAGCGTGGAA GTTCACCGTTCAGCCATTTT 213

Ad04A8398 Aradu.A04 8398 p3 (TAA)5 15 39764440 39764454 TGCTAGTGTCATCGTCCACA GACATTTTCGTCCCCAAGAA 157

Ad04A8402 Aradu.A04 8402 p2 (TA)8 16 39771094 39771109 TTCGCGCTTTTGTAATTCTG TTCATTTACCCCAAACAGGC 208

Ad04A8403 Aradu.A04 8403 p3 (TAT)14 42 39777491 39777532 TGCTTTTCAAGGCTCCTAGC TCATAGCAGTGTAAATCAATCAAGTG 254

Ad04A8406 Aradu.A04 8406 p3 (TTA)5 15 39799349 39799363 TTGGCTATTTGATCAATGATGG GCTCTTCCGGAGCCTTCTAT 276

Ad04A8407 Aradu.A04 8407 p6 (TGAGAG)5 30 39807635 39807664 GCTGAGATTTCAGAGGGTCG CACAAAAATGGAGAGGGCAC 137

Ad04A8414 Aradu.A04 8414 c (TC)7c(CT)6 27 39817839 39817865 TGGAGGAGAGATTCAAACTGG CAGTACGTGGATCCGAACAA 249

Ad04A8416 Aradu.A04 8416 p2 (GA)19 38 39820943 39820980 TGGGAAGAACCCTAACTGTAGC TTCACAATGCCTCTCTTTCTTG 192

Ad04A8418 Aradu.A04 8418 p3 (GAT)5 15 39851373 39851387 CACAAGAAAGGGCCTACGAG TTTGTGACCAGTTGAGGCTG 114

Ad04A8419 Aradu.A04 8419 p3 (TTA)10 30 39855843 39855872 ACACGTGGCTGGATACATCA GATACAAGCCAGCGGTCTCT 250

Ad04A8420 Aradu.A04 8420 p2 (AT)6 12 39863790 39863801 CTTCACACACTTGCTCCCAA CACGGTTTATGAGGGGAAGA 266

Ad04A8421 Aradu.A04 8421 c (GA)7a(AG)6 27 39864478 39864504 AACACCCCGCAACATAAAAG AGGTAGGAAGCAGCTCGTGA 131

Ad04A8425 Aradu.A04 8425 p3 (ATT)5 15 39872983 39872997 CTCTCTCCTGTGTCCCCAAA TGATTGGTCCTGACTCATCAAG 214

Ad04A8426 Aradu.A04 8426 p2 (AT)7 14 39873349 39873362 TTGTGACTTCACCACCATCC ACGAATCAGGACGTTCCAAA 240

Ad04A8430 Aradu.A04 8430 p2 (TA)6 12 39891408 39891419 AATGGGCAGGTAGGATAGGG GCATTTTCGTAGAAGTCGGG 248

Ad04A8432 Aradu.A04 8432 p3 (CTA)5 15 39897741 39897755 AACCACACAAGAGGTCTCGG TCTATCATACACCCTCGCCC 266

Ad04A8446 Aradu.A04 8446 p3 (TCC)5 15 39932953 39932967 TCTGGGTTTTCCGAGTTTTG CATAATCAGGCGAGAGGAGG 239

Ad04A8447 Aradu.A04 8447 p3 (AAT)5 15 39934319 39934333 TGGAGCAAGATGTGTGATGAA CCAACAACAACCTCAACAACC 277

Ad04A8448 Aradu.A04 8448 p2 (AT)6 12 39936542 39936553 CAAGCTGCGGCTAGTTCTCT GGAAAATGTGCTTCCGATGT 247

Ad04A8452 Aradu.A04 8452 c* (TTC)5(TC)19* 51 39967694 39967744 GCTCCAATGGTGTCATGTTG CACTCAAGTCCATTGTTTCAGG 243

Ad04A8453 Aradu.A04 8453 p2 (TC)6 12 39968450 39968461 CAGGTCACTCGCCATGAGTA TCCTGGGGTATTTGCTTTTG 253

Ad04A8455 Aradu.A04 8455 p2 (AT)7 14 39982294 39982307 ACCAGCCTTAGCTTCACAGG TCAAGGTGAATGTTGATGGC 265

Ad04A8456 Aradu.A04 8456 c (TAC)5(TGC)7tgatgatgatgata(ATG)1080 39985391 39985470 ACTATCAAGAGCGAGGGCAA TTTGAGACCGGAGAAGAGGA 245

Ad04A8462 Aradu.A04 8462 p2 (AT)6 12 40030632 40030643 ATCCGACTAGTTCCGGGTTC TCTGTTGAAAATGCTTTTATTCATCT 265

Ad04A8465 Aradu.A04 8465 p4 (TATC)5 20 40035100 40035119 TGTCGTTTTTGTTCTATTTTCCTTT CGGCAATTAATGACTGGGAG 261

Ad04A8474 Aradu.A04 8474 p2 (AG)8 16 40054635 40054650 GTACGCGAAAGTGCATACCA CCGTCTCCACTGGATCTGTT 266

Ad04A8479 Aradu.A04 8479 p2 (CT)6 12 40095733 40095744 AGCCAATTGGGCAACATAAA TGGCCCAGAGAACACAGATT 274

Ad04A8482 Aradu.A04 8482 p2 (AT)8 16 40115375 40115390 TTCTAAAAAGGTTAGTAGCTTAGGGA TGTGGCACATTTTGGTTGTAA 267

Ad04A8483 Aradu.A04 8483 p3 (TAT)5 15 40116224 40116238 TCTCACTCTCACTCTCATTCTTCA GAAAGATAAGCAGTGAAAATTTAAAAC 184

Ad04A8485 Aradu.A04 8485 p3 (CCA)5 15 40130471 40130485 CAAGGAGAAGCAAGTAGCGAA GAATATTCAGGGGCTCCTCC 211

Ad04A8486 Aradu.A04 8486 p4 (ACTC)7 28 40131009 40131036 TCCTGGTCTAAGCGGCTAAA CTGTGCATCCATTTTTGGTG 230

Ad04A8487 Aradu.A04 8487 p2 (AC)6 12 40136028 40136039 CCTTTTCTCGCGGTTAATCA TGCTTTGATCCCTCCTTTTG 280

Ad04A8494 Aradu.A04 8494 p2 (TC)16 32 40152303 40152334 ATGTCGTTTTTCCTGCCATC TTTTAGATGCTGTCCCGACC 167

Ad04A8496 Aradu.A04 8496 p3 (ATG)10 30 40154806 40154835 CAGTTTTTGGAGAGGGTGGA CACAATTGGAGTGGTTCGTG 142



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A8498 Aradu.A04 8498 p3 (TAA)21 63 40157310 40157372 CCATGTAGCATTGCTCTTTGTT TGTTGTTGTTGTTGTTGTTGTTG 280

Ad04A8501 Aradu.A04 8501 p3 (TCA)10 30 40159926 40159955 TTTTCATCCTCGTCCTCGTC CACCTCATCCAATGAGCAAT 268

Ad04A8508 Aradu.A04 8508 p2 (AT)6 12 40249122 40249133 CAACCAAACCAATCACATTCA CCTTGAGTTCGGTCAACTGG 267

Ad04A8510 Aradu.A04 8510 c (A)15ttataaccacctaagttacctaacccaaattgaatcattt(A)1166 40307799 40307864 AAATTCTCAGTTCACCTCCATC ACCATGGGAAATGGGCTAGT 225

Ad04A8513 Aradu.A04 8513 p3 (TTA)5 15 40309700 40309714 GTCAGCGTTACTTTCGCTCC AGCGTGGACACACAAATTGA 240

Ad04A8518 Aradu.A04 8518 p3 (AAT)5 15 40324669 40324683 GGCACTCTTGTTGAAGCTGA TGGAGATGCTTCTTCCATCA 208

Ad04A8519 Aradu.A04 8519 p3 (TCT)7 21 40328208 40328228 AAAATGGCCGAAACCTAACC TTGAGGAAACTCCGGTCTTG 262

Ad04A8522 Aradu.A04 8522 c (TC)8(TA)7 30 40394872 40394901 TTGTTTATTGTTCCCTCGCC CTACCAAAGCTCACGCTTCC 255

Ad04A8523 Aradu.A04 8523 c (T)10gaatttacggaaaaaaaatagaataaaacaaaag(T)1357 40415244 40415300 GCTTGCTTTGATGGGAGGTA TTTCCTTTGTTTTATTTTAGTTTTTCG 253

Ad04A8525 Aradu.A04 8525 p2 (CT)15 30 40429326 40429355 TTTCCTCCGGTGTCTAATGG TTTTTATGACTGATGAATTGGCTC 240

Ad04A8527 Aradu.A04 8527 p3 (TCT)6 18 40433316 40433333 TCTTTCTCCGTGCTTCCTGT GAGAAAGAGAAGGCAAGAAACG 194

Ad04A8528 Aradu.A04 8528 p3 (CTT)5 15 40433481 40433495 CAAGGTACGTTTCTTGCCTTC CCTCCTCATTTTCTGCTGCT 200

Ad04A8529 Aradu.A04 8529 c (CTT)5ctgtaatgcatatgttaggcccaac(T)1151 40434086 40434136 GGAGATCGAAGGCAAAGAGA GCTCTGCATTTTCTTGGACA 278

Ad04A8533 Aradu.A04 8533 c (T)10ctattc(T)10 26 40451688 40451713 TTCACTTTGGGGCATTTTGT ATTGGATGGGATAAAAGGGG 277

Ad04A8535 Aradu.A04 8535 c (GA)6ctaaggcggggtgagatagtggatgagagagagctagagcgaagtgagggtag(GA)677 40465206 40465282 TGAGAGAGGAATAAGCGGGA CCATAACCACCTTTGCAACC 229

Ad04A8541 Aradu.A04 8541 c (T)10(A)11 21 40480706 40480726 GTGGAAATGAGCATCTGGGT CATTCCACTCAGGATTCAAGC 266

Ad04A8550 Aradu.A04 8550 p3 (CTC)5 15 40555718 40555732 GCTCACAGCATCTTCGACAA ACCACCAAAGGAGGAGGAGT 166

Ad04A8554 Aradu.A04 8554 c (T)11g(T)16 28 40596736 40596763 CCCCAGTTAGAGGTGTCCAG CTTGCTCCAATTCTTGCTCC 264

Ad04A8556 Aradu.A04 8556 p3 (TCC)5 15 40602699 40602713 GGGAACTCCTTCTTGCTTGA AGTGGGCCAGCTGAGTAAGA 192

Ad04A8558 Aradu.A04 8558 p2 (AG)7 14 40613132 40613145 GGAATGAAGGGAACGACTCA TCTGCCAATTTCAACCACTG 273

Ad04A8561 Aradu.A04 8561 p2 (CT)6 12 40639220 40639231 TCTTCTCTCCTCCATTGCGT ACGCAATACACACCCTCCTC 202

Ad04A8563 Aradu.A04 8563 p2 (AT)9 18 40648417 40648434 TTCCACTGAGAGGATGGGAG ACATTCACCGACACGCATAA 155

Ad04A8564 Aradu.A04 8564 p3 (TTC)5 15 40660859 40660873 ACCCCACAGGATCATCTCAG TAAAATATTGCTCGCCCTCG 275

Ad04A8566 Aradu.A04 8566 p3 (TCT)5 15 40685816 40685830 CATCAATCTCCTCTTCCCCA TAAAATATTGCTCGCCCTCG 168

Ad04A8567 Aradu.A04 8567 p2 (AG)7 14 40691019 40691032 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 265

Ad04A8568 Aradu.A04 8568 p2 (AT)6 12 40699920 40699931 TGGCTAGGGACGAGCTAAAA TGTGGATCGAATCGCAAATA 247

Ad04A8569 Aradu.A04 8569 c (AG)23aagagagggagaaagaggagaag(GA)7ggaagaaagaggggaggaggagagatagagagaggagggagagaaaaaaagg(GA)8151 40700646 40700796 GATGTAGTGGCAGTGCTGGA CGAACCCTTTCCTCTTCCTC 213

Ad04A8571 Aradu.A04 8571 p2 (TC)6 12 40702894 40702905 TCCAGGAATCAAGGGTCAAG GTGGTTGTCACAAAAGGGGT 233

Ad04A8572 Aradu.A04 8572 p3 (TAT)5 15 40703073 40703087 ACCCCTTTTGTGACAACCAC TGCAACTCTGCTTGGAGATG 136

Ad04A8573 Aradu.A04 8573 p3 (TCT)5 15 40703878 40703892 TTCAGTTGGAAGCAAAAGGG TTGTGTGGCCAAGAACAAAA 195

Ad04A8574 Aradu.A04 8574 p4 (TTCT)5 20 40706654 40706673 CGCATCTCCTTTCCATCTTC TTAATGGCGGTAAAGCTTGG 122

Ad04A8577 Aradu.A04 8577 p5 (TTTTA)5 25 40717171 40717195 GTGCTAGGTGGGAGACAACC CGCTAATTCTCCTTTGACGC 208

Ad04A8580 Aradu.A04 8580 p2 (TA)8 16 40723600 40723615 TGGGGTAATTTTGTCCCCTT CACCATCCTTGCTACTACCCA 201

Ad04A8589 Aradu.A04 8589 c (TC)7tt(TC)7 30 40762779 40762808 AATTAGGTGCTCAGTTTATTACACC CCAGAAACATAAATCTTGTTATTGTAA 145
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Ad04A8591 Aradu.A04 8591 p2 (TA)10 20 40784315 40784334 TACTTTTTGATGCCGTGCAA CCAATACGGCATAGAGGGAA 172

Ad04A8592 Aradu.A04 8592 p2 (TA)8 16 40784483 40784498 TTCCCTCTATGCCGTATTGG CCAAATTAATGGCACACACAA 249

Ad04A8593 Aradu.A04 8593 p2 (TA)7 14 40792626 40792639 TGGGTTCAAGAAATGAGGGA CGTTATGGATACTGGGGGTG 265

Ad04A8594 Aradu.A04 8594 p3 (GAA)5 15 40810712 40810726 CCCCTAATGAAAGTGGGGTT AGGATACCCGGAAAGCTCAT 177

Ad04A8597 Aradu.A04 8597 p3 (AGA)6 18 40850316 40850333 TCTCTGGCTTTAGGTGCCAT CAACTTCTCTTTCCCACCCA 188

Ad04A8599 Aradu.A04 8599 c (T)10cgaaa(T)10 25 40869206 40869230 CCGGATACATACATGCCACA TGGCTCTTGAAAGGATGAGG 280

Ad04A8604 Aradu.A04 8604 p2 (CT)6 12 40946715 40946726 TTTAATGCCAGGATTGGCTC GATGGGTGAATGGTTTTTGG 183

Ad04A8607 Aradu.A04 8607 p3 (TTC)6 18 40972511 40972528 AACCAATTTCCCTCCCATTC TAAAATATTGCTCGCCCTCG 209

Ad04A8612 Aradu.A04 8612 c (A)10ttttaagataagacaatt(A)1139 40991295 40991333 GGGATGCCTGGTTGAATTTT CGTGCTTCTCAACTAAAGAACCT 257

Ad04A8614 Aradu.A04 8614 p4 (AAAG)7 28 40992921 40992948 TCGTCTTGGGCTTTATAGCAA TTGCAAACCATATTTCGGAAC 269

Ad04A8615 Aradu.A04 8615 p2 (CT)8 16 40993367 40993382 ACGTTGGGCCACACTTAGAC TGCAACAATTATTCACCCTTCA 237

Ad04A8617 Aradu.A04 8617 p3 (AAT)8 24 40995194 40995217 TACAGGTCATGGTGTGGAGC ACTGAATTGGCGTTGGACTC 113

Ad04A8618 Aradu.A04 8618 p2 (AG)9 18 40996318 40996335 GGTTTTGGAGGTACTGAAGGC GTGGATGCCCACTTCTTTGT 231

Ad04A8619 Aradu.A04 8619 p3 (ATG)5 15 40997552 40997566 TGCTTCCGTAGCTTCACAGA GTTGGAATTCCTGTCCGAGA 190

Ad04A8620 Aradu.A04 8620 p2 (AT)12 24 41005175 41005198 GGATGACGAACCAGAGGAAG ACGATTTATTCAACTCCCAATAAG 280

Ad04A8623 Aradu.A04 8623 p2 (CA)7 14 41007712 41007725 TTAGTCGGCAGTATCGGCTT TTCTCTCAAAAACCAGCACG 269

Ad04A8626 Aradu.A04 8626 c (T)10cgaaaa(T)10 26 41041025 41041050 CGGATACATTCATGCCACAG TGGCTCTTGAAAGAATGAGGA 238

Ad04A8627 Aradu.A04 8627 p2 (AG)9 18 41042542 41042559 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 106

Ad04A8631 Aradu.A04 8631 p3 (TGA)5 15 41067507 41067521 GACTATGCTGAGCTCCAGGG GGCTTTGGCAGAAGAAACTG 204

Ad04A8633 Aradu.A04 8633 p2 (GC)6 12 41079910 41079921 TTTGAGTGAGGGAGGGAATG GCCAACTTTGTGCCACTTTT 177

Ad04A8634 Aradu.A04 8634 p2 (GC)6 12 41080142 41080153 TGGTATTCTGCAGTTGGACG GCGAATTTCCATTCTCAAGC 251

Ad04A8635 Aradu.A04 8635 p2 (GC)6 12 41080298 41080309 GGCTTGAGAATGGAAATTCG AAGAAAAGTGCTTGGTGGGA 278

Ad04A8638 Aradu.A04 8638 p5 (TTATC)5 25 41120715 41120739 CCTGGGTGCTCCAGTGTATT TGTTCGACAGACAAAGCGAC 254

Ad04A8639 Aradu.A04 8639 p3 (AAT)5 15 41126280 41126294 CAGGAACAGGGATAAAGGCA TTGGACGTTGGTTTTGTGAA 201

Ad04A8641 Aradu.A04 8641 p3 (TTC)9 27 41150015 41150041 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 237

Ad04A8642 Aradu.A04 8642 p2 (TC)19 38 41155923 41155960 CGAAAATGCTTCAATGCTCA AATTGCGTTCATTTCAAGCC 240

Ad04A8643 Aradu.A04 8643 p3 (TTC)6 18 41163033 41163050 AAATGGCCGAACATTCACTC TGCCATTGATGGTAGTGGAA 238

Ad04A8651 Aradu.A04 8651 c (T)10c(T)11 22 41190439 41190460 AACCCAATGGTGTTGTCGTT CAAAAGGAAAGTGGAGCCAG 141

Ad04A8652 Aradu.A04 8652 p2 (AT)7 14 41196961 41196974 CTCACCCACTAGCCGAATGT AGCAGAATTGGGTCGCTAGA 264

Ad04A8655 Aradu.A04 8655 p3 (AAG)5 15 41221691 41221705 CGAAACCTGGAAGGCTAATG TCTCCTCCCTCTCTTCTCCC 274

Ad04A8662 Aradu.A04 8662 p3 (TGA)5 15 41292579 41292593 TGGGGAGATGGTGGATCTTA TAGAGGCTTTGGCAGAGGAA 254

Ad04A8664 Aradu.A04 8664 p2 (TA)7 14 41318443 41318456 CCAATTTGGCCATTGGTAAG TGACACATACACCATACACCAGTC 243

Ad04A8666 Aradu.A04 8666 p2 (CT)19 38 41350197 41350234 GCAGAGCTCCTTTGATGCTT TAGTCGGTCCATTCAGGAGG 234

Ad04A8667 Aradu.A04 8667 p3 (ATA)6 18 41362027 41362044 AAAATCACTCTGTTTGCTCTTCTC AAAAATATTGGGTTAAAGGTGAAGT 236
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Ad04A8670 Aradu.A04 8670 c (CT)6atttttctcctaatttc(T)1342 41373271 41373312 TTCCTGTTTTGGACCTACCG CGTTTCATTGCTACCCCTTG 247

Ad04A8674 Aradu.A04 8674 p3 (TGA)5 15 41382501 41382515 GGAAACTGTTCTTTCAAGGATTG GGATCAAAAATCAGCCTCCA 246

Ad04A8675 Aradu.A04 8675 c (CAA)12taattattattattgttattattattac(TAT)682 41388420 41388501 GCAAGTTAAATTTGAAGACCTGG AACTGAGCCCAAAACGTAAA 249

Ad04A8676 Aradu.A04 8676 p2 (GA)6 12 41388968 41388979 AACTTTGCACCAAATCACCC TTCCAAAATTGTGCTGAGACAT 255

Ad04A8679 Aradu.A04 8679 p2 (GT)6 12 41430462 41430473 AGCTCAAGATATCGCGCATT AACGCTAATGGGTTGGACTG 167

Ad04A8680 Aradu.A04 8680 p2 (AG)24 48 41431356 41431403 AAGATCGGAGATCAGAGAAATACC GTACGGGGGTGATTGACAAC 246

Ad04A8684 Aradu.A04 8684 c (T)10atttttcgttttctaaactatattttcg(A)10ttaataaaaatac(A)1172 41471480 41471551 GGGGATTGTTCGAGTATGGA GCATGCAATTGACACCAAAC 239

Ad04A8685 Aradu.A04 8685 p3 (AAT)7 21 41473073 41473093 CAGGAACAGGGATAAAGGCA TCCATCAAACTTGGACGTTG 217

Ad04A8686 Aradu.A04 8686 p3 (TCT)5 15 41476079 41476093 ATCAATTTCCCACCCTTTCC CGGTCTTAGGTGCCATTGAT 275

Ad04A8687 Aradu.A04 8687 p2 (CT)6 12 41489717 41489728 TTTAACGCCAGAATTGGCTC AGATGGAGGAGGTTGTGTGG 249

Ad04A8689 Aradu.A04 8689 p3 (TTG)6 18 41500112 41500129 GTTGTGATGGCAGTTTCGG AATCAAGCAGAAGCAGGAGC 266

Ad04A8697 Aradu.A04 8697 p3 (TTA)5 15 41527715 41527729 TGATTGCAAAATTTACACACGA ACGACGACGATAACGATGAA 280

Ad04A8700 Aradu.A04 8700 p3 (GAA)5 15 41558286 41558300 TGAATGGAATGCAAATCGAA CCCCACCCTCTAACTCGTTT 181

Ad04A8701 Aradu.A04 8701 c (A)10tgtaacaaactttatcttggtg(T)1042 41583284 41583325 CCTTTTGGTTGTTGATGGCT TCACTCCCTCTCCACTCCAC 196

Ad04A8702 Aradu.A04 8702 p2 (CT)6 12 41586250 41586261 TTGTCATTGGAATTGCGTGT CCCAACATGCTCCCTAAACA 230

Ad04A8703 Aradu.A04 8703 p2 (CT)21 42 41591886 41591927 TTCTTAAATGCGTGCTTGTTTT CCGATTCGTGACACCTCTGT 263

Ad04A8705 Aradu.A04 8705 p3 (TTC)6 18 41628945 41628962 TACCCTCTCCCCTTTCCCTA CTAGAGGATTCTCCGGCCTT 246

Ad04A8706 Aradu.A04 8706 p2 (CT)6 12 41638281 41638292 TGAGAAGGTTCGTAAGCCAAA AGTGGGGGAATGCATCAAT 254

Ad04A8710 Aradu.A04 8710 p2 (AC)8 16 41670264 41670279 CGTCGTAATCCGAAAATTCC TTTCGTGTACATAAAATACCCGATT 174

Ad04A8713 Aradu.A04 8713 p2 (CT)9 18 41681160 41681177 CAACACACACCACCACAACA CAAATCACTTCTTCCCCCAA 211

Ad04A8715 Aradu.A04 8715 p2 (TA)7 14 41703819 41703832 TCTGAATAGGACAAACCGCC AACGATTCGATTATTGGTCTGAA 187

Ad04A8716 Aradu.A04 8716 p3 (ATT)6 18 41705856 41705873 TGCATGCATTCGATAGGTGT TCGTGCAAAGTTAAAACGCA 273

Ad04A8718 Aradu.A04 8718 p2 (AG)8 16 41719387 41719402 TCAAAATAGAGATCTGTAACATGGAA AGATCCAAGCACAGACAGCA 279

Ad04A8720 Aradu.A04 8720 p3 (TGA)7 21 41723506 41723526 AATCCTGCTAATGATGCGCT GCCCCACAACATTTTTCATT 202

Ad04A8721 Aradu.A04 8721 p3 (ATT)5 15 41724567 41724581 ACCATTTCTCGAAACCCACA CCTCAAAGGATCATCAGGGA 258

Ad04A8723 Aradu.A04 8723 p4 (TTTC)5 20 41726475 41726494 TTATGTGGCAGTGGTCATGG TTCTGGCAGTAGAAATTACATAGCA 158

Ad04A8726 Aradu.A04 8726 p3 (ATA)5 15 41736104 41736118 AGCCAATGAGACCCACTCTT GGGTACTGCACGTCCATTCT 206

Ad04A8728 Aradu.A04 8728 p3 (GAA)5 15 41742839 41742853 TTCACGATCAATTTGAGCATTT TGCTCACAGCTGAAAATCCC 278

Ad04A8730 Aradu.A04 8730 p3 (TTA)14 42 41746382 41746423 TTCTGGAATTAGTTATTCAACATAGTG GCATGTACCACCTCCATCCT 267

Ad04A8732 Aradu.A04 8732 p2 (GC)6 12 41748698 41748709 ATATAGGGCAGGGATGGACC GGCATCTTGTAATGTGCGTG 241

Ad04A8734 Aradu.A04 8734 p2 (GC)7 14 41767376 41767389 GCACTAAGCCACCAGCCTAC ATGTGGTTATACCCCAGGCA 194

Ad04A8735 Aradu.A04 8735 p2 (GC)6 12 41771648 41771659 ATGCCGTGACCTGTGTGTTA CACGAAGATCATGGCCTAGC 228

Ad04A8736 Aradu.A04 8736 p3 (AAG)5 15 41777289 41777303 GCTTTTGTCTTCCCTTTCCC ACACCTCCCCTCACTCTCCT 184

Ad04A8739 Aradu.A04 8739 c (TTC)16tatcttctcta(TCT)677 41820551 41820627 CCTCTCTTTTTGCACAACCC ATGGAGGATGTGAGTGGGAA 250
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Ad04A8741 Aradu.A04 8741 p2 (GC)6 12 41839942 41839953 TGGGAAGTGAAAGTGAAGGG TAGACCCCTCTCATGCTTGG 278

Ad04A8742 Aradu.A04 8742 c (T)11gtattcactgctttttcttgcttcaagaatcattttaccttttttttcgg(T)1374 41853714 41853787 TCCCCAATTAGAGGTGTCCA TGGTTCATGAATGTTTTGGC 269

Ad04A8745 Aradu.A04 8745 p2 (CT)6 12 41945153 41945164 TGAAATCAAAACAAGAATTGAAAGA TGAAGGGGAAATGAACCAAG 166

Ad04A8746 Aradu.A04 8746 p2 (TA)6 12 41946525 41946536 TTGAACTTTACCTTGGGGCA TTTGGGACATTGGTTGAGGT 249

Ad04A8747 Aradu.A04 8747 p2 (GC)6 12 41948403 41948414 GGCACAACTCTCGGGTTTTA TGGTTAGGAGAGGGTTAAATTCTG 127

Ad04A8749 Aradu.A04 8749 p2 (AT)6 12 41963573 41963584 GGACAAAATTACCCCGATGTT TGGTTGTAATGGGGCTAAGG 236

Ad04A8750 Aradu.A04 8750 c (A)11(T)10 21 41967368 41967388 CTTCAATTGCCCCATCAAGT TGTCAATTTGGGCTGAGAATC 255

Ad04A8754 Aradu.A04 8754 c (AG)25(TG)11 72 42019539 42019610 ATAACAAGACGGGGATGCAG GTTTGGTTGTGGCGAGATTT 263

Ad04A8755 Aradu.A04 8755 p2 (GA)20 40 42029048 42029087 TGGCGTTAAGAGGGAAATCA GCTTTCACGAGTTCAAAGGG 226

Ad04A8756 Aradu.A04 8756 p2 (AC)10 20 42032714 42032733 ATGTGGCATGAAAGACAGCA CAAGTAAGGGAAAGCGTGGA 279

Ad04A8759 Aradu.A04 8759 c (AT)7ttattttgcggttggtgcgagaataatctaaatcttaaatattataatttcctcgtttcttttcttc(T)1192 42038434 42038525 TCGTTCTTCGTTGTTGCTTG ACGCTCACTCACCCAAAACT 237

Ad04A8761 Aradu.A04 8761 p6 (ATTTTT)5 30 42048458 42048487 ATTGGGGTAATTCTGTCCCC GAAACTGTGGGAACATGGGT 229

Ad04A8763 Aradu.A04 8763 p3 (AAG)7 21 42069730 42069750 GCTTTTGTCTTCCCTTTCCC TCCCTCTTCATCACACACCA 233

Ad04A8764 Aradu.A04 8764 c (AG)7atgtagaattct(AG)638 42075655 42075692 GGTCAAGGGAGGATCATTCA TTGCATTGAAGGAAATAGAGATCA 260

Ad04A8765 Aradu.A04 8765 p2 (TC)6 12 42080042 42080053 TCCCTCTCTTCTTCGCAAAC AGGTTAGATCTGAAGCGCGA 267

Ad04A8769 Aradu.A04 8769 p2 (TA)6 12 42105614 42105625 TGGAGATCGAATCAAGACCC TGTTCGAGAGAAGGAAGGGA 206

Ad04A8772 Aradu.A04 8772 p3 (CTC)11 33 42129976 42130008 TCACCCCTTCGTTCTTCAAC CGAGAAAACTGATGATGGAGG 166

Ad04A8773 Aradu.A04 8773 c (T)10ct(TCA)6 30 42130442 42130471 TCCCTCCTCCTCATCTTGTG TCATCCTCCTCCAAGTAATTTTG 212

Ad04A8774 Aradu.A04 8774 p3 (TCA)5 15 42131453 42131467 TTCTCCCTCCTCCTCATCTTC CGAATGTAAGTTCATCCTCTTCC 222

Ad04A8775 Aradu.A04 8775 p2 (CT)24 48 42138800 42138847 AGAATGGATGTGATTGCACG TTTGAATTTGAGTAGAAGACAATTGAA 280

Ad04A8779 Aradu.A04 8779 p2 (AG)14 28 42187186 42187213 AATGGAGGGGTTCGAATTTT TTCAAAAACTCCTCACCCTTTT 247

Ad04A8780 Aradu.A04 8780 p2 (AC)7 14 42190002 42190015 TCACAACTGAAACACGCACA GTGAAAAGCCTTGAAGCGAG 248

Ad04A8783 Aradu.A04 8783 p3 (GCA)5 15 42195263 42195277 TGAACTCCAAAGTCACCAGAAA TTGATTCCTTTGGGGTTTGT 146

Ad04A8785 Aradu.A04 8785 p2 (GA)6 12 42198220 42198231 ATTTTCTCACGCTCGCACTT TTTCGACGGAAAACAAATCC 276

Ad04A8786 Aradu.A04 8786 p3 (TCA)6 18 42200826 42200843 AATTAGCCATTCGTGGGTTG GATGTCCCTCTTCCGACAAA 269

Ad04A8793 Aradu.A04 8793 p2 (TA)8 16 42265085 42265100 CACTTTGGCTGCTTTTGGTT CAACACACACAACACTCCACC 224

Ad04A8801 Aradu.A04 8801 p3 (ATC)6 18 42333178 42333195 AGAAGTTGGAGAAGTCGGCA ATGGAGCTCAGGGGTAGGTT 264

Ad04A8802 Aradu.A04 8802 p3 (AAC)5 15 42337334 42337348 GGTGTCAATTGGGAGCAGTT AGGATTATTCCGAGGTTGCC 173

Ad04A8804 Aradu.A04 8804 p2 (CT)6 12 42346417 42346428 CCTTCTTTCCACCACACCAT CGGAAAAGCACACCAAACTT 111

Ad04A8805 Aradu.A04 8805 c (A)11ttcgaaaaaaaaatttcg(A)1039 42347674 42347712 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 200

Ad04A8806 Aradu.A04 8806 p2 (CT)6 12 42360516 42360527 GCTCTTCTCCGTCCCTCTTT GGCTCAGCGGAGAGATACAA 177

Ad04A8810 Aradu.A04 8810 p2 (AT)10 20 42389720 42389739 ATCTAGTCTCGACTCGCGGA TGTTTTTCAGATGCAGGTCG 258

Ad04A8811 Aradu.A04 8811 p2 (AT)6 12 42396031 42396042 TGGCTCTTGAAAGAATGAGGA AACCATTGATGCTCAAAGCC 200

Ad04A8812 Aradu.A04 8812 p5 (AAATC)5 25 42399061 42399085 GCTCATGCTCGAAAATCACA AAACCATGTCACTTGGCACA 269
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Ad04A8814 Aradu.A04 8814 p2 (AT)6 12 42426150 42426161 TTCTAAGTGTGGGGAGGTCG TCTCAAATCAATTGGGGTGC 203

Ad04A8815 Aradu.A04 8815 p2 (CT)6 12 42441886 42441897 AAACCACCTAACCACTTTTCCA TGAGAAAAATTCGAACACACAGA 198

Ad04A8816 Aradu.A04 8816 p2 (CT)6 12 42448740 42448751 CACTTTTCAACTTCCAATTTTCG TTGATGTGTCAGAGGAAAAGGA 235

Ad04A8818 Aradu.A04 8818 p3 (TCT)6 18 42491297 42491314 TTCCTCTTCCCAATTACCCC CCCTCGAGCAAGAAAGAAAA 275

Ad04A8820 Aradu.A04 8820 p2 (AT)8 16 42506567 42506582 TTTGTACGAAAGGATTCGCC TTGGGATAATTTTGACCCCT 157

Ad04A8825 Aradu.A04 8825 p2 (AT)10 20 42576164 42576183 TTTGGATTGGCATATTCTAAAAA GAGCTTAACCATAGTAATAAGCACTCA 279

Ad04A8827 Aradu.A04 8827 p2 (TC)10 20 42578338 42578357 TTGCCATGCAAAAATGGATA GTGGTGACGGACTTGAGAGG 243

Ad04A8829 Aradu.A04 8829 p2 (TG)13 26 42593451 42593476 TTGCATCTTGCTTCATTTGC GGCCCAGCATTCTGAAGTAG 209

Ad04A8832 Aradu.A04 8832 p3 (ATT)8 24 42607450 42607473 TGGATTCATTAGTGCCTTTGC TTGTGTGTGAGCCAAGAAGG 137

Ad04A8833 Aradu.A04 8833 p2 (AG)6 12 42610017 42610028 GCCAAGATGAGAAGCACACA TGTGTTTGGACATCCCTGAA 247

Ad04A8836 Aradu.A04 8836 p2 (CT)6 12 42618951 42618962 GATGCAATTGACCTAAGAACCC CGCGTGACCAACTTAACAGA 209

Ad04A8838 Aradu.A04 8838 p2 (TC)14 28 42621820 42621847 TTGCCATGCAAAAATGGATA GTGGTGACGGACTTGAGAGG 251

Ad04A8841 Aradu.A04 8841 p3 (TTC)6 18 42654645 42654662 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 168

Ad04A8843 Aradu.A04 8843 p3 (AGA)6 18 42661989 42662006 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 239

Ad04A8847 Aradu.A04 8847 c (CT)7t(TC)16 47 42712854 42712900 GGTTGTAATGGGGCTAGGGT AAAAAGGGACAAAACACCCC 269

Ad04A8848 Aradu.A04 8848 p2 (GT)6 12 42730556 42730567 AGCGGGTAGTCTGGGCTATT CAAATTGATGCGTTTTCCCT 246

Ad04A8850 Aradu.A04 8850 c (AG)6aa(AG)10 34 42733138 42733171 TTTTCGAAATTAAGGAGGGAAA TCAAAAATCAAATCCCTTCCA 273

Ad04A8851 Aradu.A04 8851 p2 (AT)8 16 42733933 42733948 TGAAACCCAAAGTGACACCA AAGTTTTTGGTGCTGTTGGC 203

Ad04A8853 Aradu.A04 8853 p3 (TTA)5 15 42737230 42737244 GAGAGGATGGGATGTAGCCA TGCAAATCTCAGTTAGGCGA 251

Ad04A8854 Aradu.A04 8854 p4 (AAAT)5 20 42737598 42737617 TCGAGTTTGGACAACTGACG TTTGGATATGCCTTTACCGC 195

Ad04A8856 Aradu.A04 8856 p2 (GA)6 12 42748170 42748181 TCAATAAGCGCAGCATCAAC CACGCAAATTGCACAAAAAC 273

Ad04A8857 Aradu.A04 8857 p2 (AT)6 12 42748754 42748765 GCCACTCCTACGCAACTCTC TAAAGAAGCGCTTATCGGGA 274

Ad04A8858 Aradu.A04 8858 p2 (AT)6 12 42771336 42771347 AATGAGGCTGGAATTCAGGA TTTGGATGAGACTTTCCATAACC 221

Ad04A8859 Aradu.A04 8859 p2 (AT)7 14 42771461 42771474 AATGAGGCTGGAATTCAGGA TTTGGATGAGACTTTCCATAACC 221

Ad04A8860 Aradu.A04 8860 p4 (GTGA)7 28 42774608 42774635 TCCTTCTCCGTTCTTCCCTT TCCTAACCTTATCCACATCCA 153

Ad04A8865 Aradu.A04 8865 p5 (AAGAT)5 25 42816749 42816773 AGATAAAGGCGGTTCCCCTA CCTGGGTGCTCCAGTGTATT 126

Ad04A8866 Aradu.A04 8866 p3 (CAT)8 24 42862799 42862822 GGTTGGCACAACAGAGGTTT TGAGGGAGCAAGTTCGAGTT 161

Ad04A8867 Aradu.A04 8867 p5 (AAGAT)5 25 42880889 42880913 GGCCCAAATAGAGGAACACA GTACCTGCAAGGGACTCCAA 258

Ad04A8869 Aradu.A04 8869 c (TA)14tgtata(TG)850 42888361 42888410 TCCAGTGATGGTTCAACAGC TGGAATCTTATGCAATGCAATC 260

Ad04A8874 Aradu.A04 8874 p2 (TA)9 18 42905675 42905692 TCAAACACACACATGCTAGTGG TCCCTTTAAATAAAGCAGCCC 242

Ad04A8875 Aradu.A04 8875 p4 (TTTC)7 28 42908131 42908158 AAAGCCATACCTTGGTTTCC AGCACCGGCGATTAAGAATA 231

Ad04A8877 Aradu.A04 8877 p3 (TCT)5 15 42915934 42915948 GAACGGGTTGAGGTTTCAGA TGACGAGCTTCAAACTCACG 280

Ad04A8883 Aradu.A04 8883 c (AG)9aa(AG)17 54 43017083 43017136 TCCTGTTGGTTTTGCAATCA TGCTTTGTGCTTAATGGAAGG 198

Ad04A8884 Aradu.A04 8884 p3 (GAA)11 33 43039588 43039620 GCAGAGAAGAAAAACGCGAA TTTCACCCACACACTCATTTG 209
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Ad04A8885 Aradu.A04 8885 p3 (TTA)5 15 43041457 43041471 TTTAAGTCATTTACCTATTTGTGTGG TTTCATATCACATCCGTTTCG 198

Ad04A8886 Aradu.A04 8886 p3 (ATA)6 18 43048343 43048360 AGTGGCAAGTTGTTAACCCA ACGACGCCTCATAGGAAGAA 231

Ad04A8887 Aradu.A04 8887 p3 (TTA)7 21 43048844 43048864 GACCATGGTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 252

Ad04A8888 Aradu.A04 8888 p2 (CT)7 14 43067387 43067400 CCTAATTGGAGCAGGGATGA ATTGGGTGGGTTTAGGAAGG 260

Ad04A8892 Aradu.A04 8892 p3 (CTC)6 18 43075819 43075836 CCACCTACAAACCCTTTCCA CCGTTATGCACCAACAAGAA 280

Ad04A8895 Aradu.A04 8895 p2 (AT)6 12 43078380 43078391 TCATTAAAGTTCTGATGTTAGTCAGC TGCACAGCCAGCTATTCTCA 262

Ad04A8896 Aradu.A04 8896 p2 (GT)9 18 43079956 43079973 ACAAAAGGGACAACGGTACG ATGGCTCCTTTGCTTGAAGA 179

Ad04A8898 Aradu.A04 8898 p2 (CT)9 18 43082374 43082391 TCCCTTTCTCTCTCGCACAC ATGCAGGTGAAGAGAATCGC 200

Ad04A8899 Aradu.A04 8899 p2 (TA)7 14 43085209 43085222 GCCTATTTTAGATGCGAACCC AACCAAATAATGCCCGATTTT 244

Ad04A8902 Aradu.A04 8902 c (T)10cttctttttcctttttacatggtgttagaaatttatttgagtcattattccttattatatgcttgtggatttttacaaattatttgaca(ATT)6117 43107257 43107373 CTCTCCCACCTCCATTACCA GAAGGTGAACATGCAAGCAA 264

Ad04A8903 Aradu.A04 8903 p4 (AAAT)20 80 43109821 43109900 GGGAAATTGTGGGAACAAAA TTCTGAATTCAACATTGGGG 248

Ad04A8904 Aradu.A04 8904 p3 (TTC)6 18 43117682 43117699 AAATCTTTCCCACCCAAACC GTGCCATTGATGGTAATGGA 264

Ad04A8911 Aradu.A04 8911 c (CAC)5tatacctccatcatcatcttcttcacataaagaagcagcag(CAA)674 43193572 43193645 CCCACCACCATCTCATTTTC CGGTGCGCAAGAACTATTTT 147

Ad04A8912 Aradu.A04 8912 p2 (TG)8 16 43195670 43195685 GCGTTTCCTCGCCATTATTA GAGCCTTTACGTGAAAACCA 239

Ad04A8913 Aradu.A04 8913 p2 (TA)11 22 43195815 43195836 GGTTTTCACGTAAAGGCTCC ACTTCTGTTTGCGCCATTTT 104

Ad04A8919 Aradu.A04 8919 c (T)10catttt(A)10 26 43205389 43205414 GTTTCATCTCCGACCCCTTT AGCACGAAAATGGAGCAATC 280

Ad04A8920 Aradu.A04 8920 p3 (TAT)16 48 43208155 43208202 TCCGCTATCTGCCCTTATTG TGATATGATCTCAACTAATGCCC 280

Ad04A8924 Aradu.A04 8924 p3 (TCT)6 18 43278460 43278477 CCCCATAAACCCCACCTACT TCGTCCTCGAGCAATAGAAGA 147

Ad04A8927 Aradu.A04 8927 p4 (TAAA)6 24 43317839 43317862 AGGGGCAGTGATTTGAGATG CAAAACCACCTAACTATTTTTCCC 245

Ad04A8929 Aradu.A04 8929 p5 (AAAAT)5 25 43326281 43326305 GATTCAGTTCTCAATTTGCTTTGA GCAGCTGTAATGGGGTTAGC 236

Ad04A8931 Aradu.A04 8931 p2 (TA)6 12 43362975 43362986 TCTTTTGTTCGTTTTTGCCA TGGAATCCTCTCAAATCAAACC 227

Ad04A8933 Aradu.A04 8933 c (AG)14g(GA)9 47 43396266 43396312 ACAATGACGGCATTTCCAAT TTCAAACACGAACTCCCTCC 213

Ad04A8934 Aradu.A04 8934 p2 (AG)6 12 43405421 43405432 GGCTGCAGAGTGGAGAAATC TCCGCTCATCAACTAGGAATC 127

Ad04A8938 Aradu.A04 8938 p3 (GAA)5 15 43428186 43428200 GATGGCTTGTCATCATGCTC CCAAAAACCCCACCTACCTT 248

Ad04A8939 Aradu.A04 8939 p3 (TTC)5 15 43437689 43437703 CCCAAAAATCCCACCTACCT AAAGGTTTGCTCGTCCTTGA 236

Ad04A8940 Aradu.A04 8940 p2 (AT)6 12 43446007 43446018 GCACCAAAATCTTTCGGGTA AAAATGATGCCAAAAAGCGT 265

Ad04A8944 Aradu.A04 8944 c (A)10gaaaaagaaaaaaattttcg(A)10tttcg(A)1055 43461441 43461495 TGGCTCTTGAAAGAATGTGG CCTTTTCAGATTGTGACCCG 263

Ad04A8946 Aradu.A04 8946 p2 (AT)11 22 43527859 43527880 CGCTATCATGGAAGCAAACA CATCCATGCTTCTAACCTTTCC 267

Ad04A8947 Aradu.A04 8947 c (T)12ctttggttgcaca(AT)739 43528500 43528538 TCCTAAGGTGCGAAAAGAAAA TGTCCAAATCATTCAATGGC 272

Ad04A8948 Aradu.A04 8948 p2 (TA)10 20 43535800 43535819 CATGTGGGGTCGTGTATTGA TACCGAGTTACCACACGCAA 264

Ad04A8950 Aradu.A04 8950 c (AT)7gtgtatagttatattactatgttccttgtgacgtattctgattttaata(T)1073 43556800 43556872 TATAGTGCCAACACCAGCCA GAATCTTTCATATCATTCCCAGATG 247

Ad04A8951 Aradu.A04 8951 p2 (AT)6 12 43570360 43570371 TCCGATATTTGTCGATATAAGCA TGTCAAGTTTTGAAACTGCTGAA 233

Ad04A8954 Aradu.A04 8954 p2 (AT)11 22 43573250 43573271 TTTGGATGCCAGCTTAGAGG TCGTATTAGCACGAGGTCGAT 216

Ad04A8955 Aradu.A04 8955 p3 (TAT)5 15 43576523 43576537 CGATGAATCAATTCTGAGTTTCG TTTGATGAATCATTAGCAACTCTAAG 201
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Ad04A8956 Aradu.A04 8956 p2 (TA)8 16 43577433 43577448 GCTGTGAAGAATCGATAACGG TCAAAAACACAATTTCATTCTCAA 154

Ad04A8957 Aradu.A04 8957 p2 (AT)11 22 43579421 43579442 ATATGGACCAGGCCACAGAG AACGATCCAATTTCCAGTGC 240

Ad04A8960 Aradu.A04 8960 p2 (TA)7 14 43628819 43628832 TTGTGGTCCCAATTTCATGTT TGGGGATCGCTTATATGGAG 247

Ad04A8964 Aradu.A04 8964 p2 (AC)12 24 43631428 43631451 TTTAAACCGCAATACCCCTG TGAGAACCCTTTCGAGAATGA 235

Ad04A8975 Aradu.A04 8975 p2 (AT)9 18 43684340 43684357 GCGTGTACATTGTGTTGCGT ATCCTCAGCTCTCGGGACTT 242

Ad04A8976 Aradu.A04 8976 p2 (CT)6 12 43690987 43690998 ACCGTTGGAAGACATGGAAG GAGAAGAGAAGTGGCGCATC 234

Ad04A8977 Aradu.A04 8977 p2 (CT)7 14 43698110 43698123 CAGCTGCAAAGGAGGTAAGG GAGCAACATTTTTGCCATCA 262

Ad04A8978 Aradu.A04 8978 p4 (TATT)5 20 43711049 43711068 TGTTTGGGTATTTCATACAAAAAGAT AGCGTGTTTGACAAATTTCTAGT 216

Ad04A8982 Aradu.A04 8982 p4 (AAAT)8 32 43728230 43728261 TGAATGCATGACATGAACAGTG CTCAGAGCCTTGGACCTTTG 183

Ad04A8983 Aradu.A04 8983 c (TAAA)7atatttaaaaaaatctaataaataaataaatagtactaatatttttccttaatttctgaatttaagtttggtgttacctagttatttttattttaat(TTTA)5145 43728915 43729059 TTCCTTTTCGTTACTCCCCC TCCCTGTGAGGTAACCTGTG 240

Ad04A8985 Aradu.A04 8985 p4 (AAAT)6 24 43735914 43735937 TGAATGCATGACATGAACAGTG CTCAGAGCCTTGGACCTTTG 208

Ad04A8986 Aradu.A04 8986 p2 (TA)6 12 43770917 43770928 CCTGCAACAAAGACACCAAA GACAGTTCTGCAGCAATTCAG 232

Ad04A8988 Aradu.A04 8988 c (T)10cttttaattgggtccttgcaccaa(T)1044 43772356 43772399 TTTCGCAAAATTTTTAATTAGGTC CGGGATAAGATGTAAGGGGC 271

Ad04A8991 Aradu.A04 8991 c (T)10caattgggtccctatacatta(T)1041 43786746 43786786 GCAGGTCCTTATAGTTTCACCG TTTCAATTAGGTCCCTAGGGGTA 172

Ad04A8993 Aradu.A04 8993 p2 (CT)7 14 43810005 43810018 TCCTTCAAGAGGAATCCTAATCC CGCGATCTGCAGAAATTACA 214

Ad04A8994 Aradu.A04 8994 p2 (TG)12 24 43813543 43813566 TTCTTCTTCCTCTCCTCCCC GCACGAGAAAAGTGAAAGCC 275

Ad04A8995 Aradu.A04 8995 p2 (TA)8 16 43822730 43822745 CTAAGCCTTACCTCATGCCG TTAAACTCTGCGGGCTATGG 269

Ad04A8999 Aradu.A04 8999 c (TAA)10tataaaatatgaactagtaaatttacttgcagagaagtagcattcttctatgaaaatttttgtgaagaacgtgagagagag(A)10121 43922754 43922874 TTCGACGATGATGATGAATGA GTTCCTCTCTCTCGTGCGTT 223

Ad04A9000 Aradu.A04 9000 p3 (ATA)6 18 43932119 43932136 CCCAAATCAGTCCCCAAATA CGCAAACATGATTAAGAACATGA 279

Ad04A9002 Aradu.A04 9002 p2 (TA)10 20 43945443 43945462 AATGCACTTGTGACGTGGAC GATTGGACCTGGAATCATGC 136

Ad04A9007 Aradu.A04 9007 p2 (AG)7 14 44001084 44001097 CGCGATCTGCAGAATTACAA TTGAACCTGATGAAGAGTCGAA 245

Ad04A9008 Aradu.A04 9008 p2 (TG)9 18 44001945 44001962 GAGAAGACGACCCGAGGTTT TTTAATGAACCCATCAGCCC 272

Ad04A9011 Aradu.A04 9011 p3 (AGA)5 15 44040499 44040513 TGAATTGGAAGAATGTAGAAGGAA GGATTGAAGAGGGATGGACA 274

Ad04A9012 Aradu.A04 9012 p3 (TCT)6 18 44048476 44048493 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 206

Ad04A9014 Aradu.A04 9014 p2 (CT)6 12 44052824 44052835 TCTTTTTCAAAACCACCTAACCA AGAGGGAGAGAGAGGGTTCG 229

Ad04A9015 Aradu.A04 9015 p2 (CT)7 14 44056038 44056051 AATCCATCTCCCTCCAAACC GGAAGCAGCTACCTTCCCTT 248

Ad04A9024 Aradu.A04 9024 c (TA)8(T)10 26 44174815 44174840 CCATGATGGAGAAAGGGAGA TCTCTTTCCACATTTCAAAAATCA 254

Ad04A9027 Aradu.A04 9027 p5 (AAAAT)5 25 44192481 44192505 GGGATTGTTCGAGTTTGGAC CAATGAAGAACACAATGCATGA 275

Ad04A9032 Aradu.A04 9032 p2 (AT)6 12 44288409 44288420 GGCTCAAATCTCACTTGCTTG TTCCAACACTTTTGCATTTCA 231

Ad04A9034 Aradu.A04 9034 p2 (AG)6 12 44297396 44297407 GAGGTTGGGAGTGGAACAGA AGCCAATTGGGCAACATAAG 263

Ad04A9035 Aradu.A04 9035 p3 (AGA)6 18 44334205 44334222 CTAGAGGATTCTCCGGCCTT TACCCTCTCCCCTCTCCCTA 245

Ad04A9036 Aradu.A04 9036 p2 (AT)9 18 44342505 44342522 CGGTTCATCTTGTTGCTCAG ACACCATGCATGAATTTTCG 268

Ad04A9037 Aradu.A04 9037 p2 (AT)10 20 44375109 44375128 TGGAGTTTCCTGTGCAACTG TGCTTCTCCAACTTGCCTCT 177

Ad04A9038 Aradu.A04 9038 p4 (TAGA)7 28 44377800 44377827 TTTGGGAATTGAATTGTTTTGA GGTTTATCAACCTCCCCACA 196
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Ad04A9040 Aradu.A04 9040 p2 (TA)7 14 44432566 44432579 TACCCCCTTGCTCATCTTTG GGCTCAAATCTCACAGGCTT 253

Ad04A9041 Aradu.A04 9041 p2 (AT)10 20 44433149 44433168 GTTTGGGAAAGTTGGGAACA TTGTCCCCTTTTTATTGCTTG 240

Ad04A9043 Aradu.A04 9043 p2 (TC)6 12 44456868 44456879 TATTTCTCAACCCTCGCACC TGAGTGTTCCGAATCAAACG 255

Ad04A9044 Aradu.A04 9044 p3 (TTA)6 18 44458093 44458110 GATTCAGCTGGGAACACCAT CCTAAGCCAGTGCTGCATTT 214

Ad04A9047 Aradu.A04 9047 p3 (ATA)19 57 44469787 44469843 TCCTCTGCTTTTGTCCTTCC TTCTTCATTGGCTACTACGCA 276

Ad04A9048 Aradu.A04 9048 p3 (GGT)5 15 44470339 44470353 CTTGTGGTGGTCGGAAAACT GAATGCATACCCCTGCTCAT 275

Ad04A9049 Aradu.A04 9049 p2 (AT)9 18 44471257 44471274 CCCTTGGATGATTGTTGCTT TTCCATGGATTTCCACATGA 278

Ad04A9050 Aradu.A04 9050 p2 (AT)6 12 44490429 44490440 GTTGAAACCTCGGTCCAAAA TCGAGTTTGGACAACTGACG 237

Ad04A9056 Aradu.A04 9056 c (TC)13(TA)11 48 44612725 44612772 CGCTTTGCACTTTTGAAATC CTAAGCCTTACCTCGCATCG 186

Ad04A9058 Aradu.A04 9058 p2 (CT)19 38 44630391 44630428 CGCACAGCTCAACCAAGATA TTGCCAAACAATTTGCAATAA 241

Ad04A9061 Aradu.A04 9061 p2 (AG)6 12 44668499 44668510 GTGAAGCGATCCAGGAGAAG TATAACCCTCCATCCCTCCC 221

Ad04A9064 Aradu.A04 9064 p2 (AT)8 16 44686621 44686636 TCCCTTGCCTTTATCTTCACA TCGGGTTTTACGATGACTCC 227

Ad04A9065 Aradu.A04 9065 c (T)13gcttttttactgnnnnnnnnnnnnnnnnnntgtaatcag(A)1567 44691676 44691742 TGGTTTCTCACATGTGCCTC GGAACAAGAAATCTTTGTTAAGTGA 268

Ad04A9067 Aradu.A04 9067 p4 (ATTT)5 20 44698460 44698479 ATTCTCCTTTGACACGGACG CATGACAAGGAGCTCACCAA 276

Ad04A9072 Aradu.A04 9072 p2 (CT)6 12 44755598 44755609 AAGCCAATTGGGCAATACAA CATTTCAACCCAGTTTTCGG 278

Ad04A9073 Aradu.A04 9073 p2 (AT)6 12 44760300 44760311 GGGCTAAGGTAAGGGTGAGG AAAAGAGCCATGTGCTTTGA 277

Ad04A9075 Aradu.A04 9075 p3 (AGA)6 18 44771337 44771354 GCTTTTGTCTCCCCTTTTCC TCTTCTCCCACTTAGCCGAA 205

Ad04A9076 Aradu.A04 9076 p3 (TAG)5 15 44864233 44864247 GAGGAACATCCACTTCCCAA GCCTGATGATGATGAGAGCA 183

Ad04A9079 Aradu.A04 9079 p2 (TA)8 16 44897682 44897697 AAACATGCAATTGACACCAAA TCGAGTTTGGACAACTGACG 237

Ad04A9090 Aradu.A04 9090 p2 (TA)7 14 45000521 45000534 ATCACATGTGCTTCGATCTTT GAAACTGTGGGAACATGGGT 245

Ad04A9091 Aradu.A04 9091 p2 (TA)6 12 45015618 45015629 AAAGCCCAATTGCAACAAAT TGGAGAATTGATAGAATTTATCTCCC 269

Ad04A9092 Aradu.A04 9092 p3 (AAT)9 27 45018001 45018027 TCTTGCAGGGACAGAAAGGT AGCAATGGCATCCAGATAGG 238

Ad04A9094 Aradu.A04 9094 c (AAG)6aggaagaggaagaagaacgtgcagc(AAG)558 45019977 45020034 GAAGGAGAAAGAGAAGGCAAGA CCACATACTGTTACGGCACG 122

Ad04A9096 Aradu.A04 9096 p3 (GGT)5 15 45043409 45043423 GAAGGGTAATGGGGGTAGGA ACAACCACCACCCACAACTT 156

Ad04A9097 Aradu.A04 9097 p2 (CG)6 12 45047348 45047359 TGGATTGAGAAGTTCCACCC TGGTGTTTGGAAGTGTTGGA 274

Ad04A9098 Aradu.A04 9098 p4 (GTTA)5 20 45047530 45047549 TCCAACACTTCCAAACACCA TTAGGCAATAAGGGGCAGC 210

Ad04A9102 Aradu.A04 9102 p3 (TTC)7 21 45095456 45095476 CGACACAACCCCCTCTTCTA CTAGAGGATTCTCCGGCCTT 199

Ad04A9104 Aradu.A04 9104 p2 (AT)6 12 45105762 45105773 GCAATCCATAAGACCTCGTCA GGCACGCCTGTAACCTAAGA 253

Ad04A9106 Aradu.A04 9106 p2 (AT)6 12 45134128 45134139 CATCATGAGGTCTTTTCAGGG TAAAGCAATGCACATGGGAC 227

Ad04A9110 Aradu.A04 9110 p3 (AAT)14 42 45171438 45171479 CAGCAAGTTCTATTCCATCCG TCCTCCACTTCCCATAATAAAA 279

Ad04A9115 Aradu.A04 9115 p3 (AGA)5 15 45213927 45213941 GGAAGGCTGTTGTTGGAGAA CCAATGTGATGAGTTGTGGC 216

Ad04A9116 Aradu.A04 9116 p3 (TTC)7 21 45250143 45250163 AAATCTTTCCCACCCAAACC TGGGTCCCATCAATGGTTAT 270

Ad04A9120 Aradu.A04 9120 p3 (TTC)5 15 45318125 45318139 CCCGGAGAGCTATTTTGGTT CCCCTAATGAAAGTGGGGTT 167

Ad04A9122 Aradu.A04 9122 p2 (TA)6 12 45331737 45331748 TGTTAGGTGGGAGACAACCC GCTCCAGCGAAACTCTCTGT 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A9123 Aradu.A04 9123 p2 (CT)7 14 45332417 45332430 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 245

Ad04A9127 Aradu.A04 9127 p2 (AT)6 12 45350476 45350487 TGTGCATCGATAAGCATGAA ACCCAGCTTTAACCCAACCT 195

Ad04A9131 Aradu.A04 9131 p2 (GA)7 14 45378603 45378616 AACACGCACACACACACTCA GGAAGCTCTACGAGTGACGG 265

Ad04A9132 Aradu.A04 9132 p3 (AAT)6 18 45388075 45388092 TGTCTTTGTCCCTCTGGTCC CAGTAGCGGTACTTGGTGGAG 266

Ad04A9133 Aradu.A04 9133 p2 (AT)6 12 45388927 45388938 GGTGAATGTGGTTTTCTTTGG CTTTGGGTGTTTGGCTTTGT 189

Ad04A9135 Aradu.A04 9135 p3 (ATG)5 15 45394299 45394313 TCCAACGGCTCTAGTTTTGG TGAGTGTGGGACAGAGTTATGC 277

Ad04A9136 Aradu.A04 9136 p3 (TGA)6 18 45396443 45396460 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 269

Ad04A9137 Aradu.A04 9137 p3 (ATT)6 18 45397012 45397029 AAATGGGTGGACAAGCACTC TAAGGAGATGCGTCAAAGGG 235

Ad04A9138 Aradu.A04 9138 p2 (TC)12 24 45401788 45401811 TCCGATGGTAATTGTGCCTT AAGGGTTCTGTGATTCGGTG 260

Ad04A9139 Aradu.A04 9139 p2 (CA)28 56 45417212 45417267 GGGCTTTAATGCAAGGTTGT ACCAACCGCTCTGATACCAC 259

Ad04A9141 Aradu.A04 9141 p2 (AT)12 24 45425431 45425454 ATCTTGGGGCTTTAATGCAA CACGACTACATGCCATCAGG 271

Ad04A9142 Aradu.A04 9142 p2 (AT)16 32 45431442 45431473 CATGCCGTAAAGCAAAGGAT CGTGGGCTGTGGCTAGTATT 262

Ad04A9143 Aradu.A04 9143 p2 (AT)12 24 45434025 45434048 AAGTGATGAATGGGGCTGAA CGGTAATTTAGCCGGCAGTA 250

Ad04A9144 Aradu.A04 9144 p2 (AT)6 12 45441830 45441841 CCTTTTGTGTGTTTTTCTCTTTCA GGAGAAAGGGAGATGACTTGG 280

Ad04A9146 Aradu.A04 9146 p2 (CT)6 12 45467952 45467963 TGGAAAGTGCATAAGGCAAA CCAGGGAACATGCAAAGACT 254

Ad04A9147 Aradu.A04 9147 p2 (AG)6 12 45479310 45479321 CCTGGCATCGATAGTCACTC TTTTTGACCCAGTTTTTGGC 200

Ad04A9149 Aradu.A04 9149 p3 (AGA)6 18 45493107 45493124 ACTCGGAGGTGGAAGCTTTT CTCCTTGGCCGAATACACAT 212

Ad04A9151 Aradu.A04 9151 c (TAC)5(TAA)15 60 45503685 45503744 TCATACCGGCAGATTTTGAA CAATGAGATATTTCGAGAAAGGA 151

Ad04A9152 Aradu.A04 9152 p3 (ATG)5 15 45511033 45511047 GCAAATCTAAATTCAATCGAAGA GCGTCTACAGCACCAATCAA 279

Ad04A9153 Aradu.A04 9153 p3 (AAT)5 15 45518248 45518262 TGATGAATGCTGAATGGTTTG AAAAGGGTCTATGGTCACGG 259

Ad04A9159 Aradu.A04 9159 c (A)10gctatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaagagag(GAA)591 45539138 45539228 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 278

Ad04A9163 Aradu.A04 9163 p2 (TA)6 12 45589197 45589208 CATGCATTTTCTTTCCAATTCA GGTGGAGTGCGTGTGTTATG 276

Ad04A9166 Aradu.A04 9166 p2 (CA)6 12 45594645 45594656 GCGAGTCACGTGCAATTTTA AAAGGAGAAGAGCACAGCGA 256

Ad04A9167 Aradu.A04 9167 c (TC)6taccatattc(TCT)743 45601331 45601373 TCCCACATATTCCCACCCTA TGCCATTGATGGTAGTGGAA 258

Ad04A9168 Aradu.A04 9168 p4 (TATT)5 20 45609557 45609576 TTCGAATTTCTCCCTCTCTCA TCAGCTTCAACAAGAATGCC 257

Ad04A9169 Aradu.A04 9169 p3 (TTC)5 15 45612960 45612974 CCTTGGCCGAATACACATCT GCTTTTGTCTTCCCTTTCCC 195

Ad04A9170 Aradu.A04 9170 p2 (AG)10 20 45631753 45631772 AACTCACCGGTGGTGAAGAG CCCCTTTCTTACTGCTGCTG 196

Ad04A9172 Aradu.A04 9172 p2 (AG)18 36 45650661 45650696 ATGGCGGCTTCAGAGAGATA TAGCCTCGGATTTTACGACG 240

Ad04A9174 Aradu.A04 9174 p2 (TA)7 14 45654502 45654515 CCCATATCAACCTTCATCATCA CTTGGTGGCTTTGTTTTGGT 192

Ad04A9176 Aradu.A04 9176 p2 (CT)6 12 45680665 45680676 CAGAATTGGCACAAAGAGCA GAATGGTGAGGTATGTGGGG 280

Ad04A9178 Aradu.A04 9178 p3 (TTC)6 18 45695855 45695872 TACACCTTGGCCGAAATACC CTCGAAGGTGGAAGCTTTTG 212

Ad04A9179 Aradu.A04 9179 c (AAT)6aaggtggcgaggactgagagaagaaaaggaaaagaaaagaaaaagaaaagaagaagaaagagaaagggggaaaaaaagaaaggg(GA)8118 45708976 45709093 TGGAGAGGAGAGAGGTGTGAG GCTCGCATCTCAAACAACAA 244

Ad04A9180 Aradu.A04 9180 p3 (TTC)5 15 45709259 45709273 TTGTTGTTTGAGATGCGAGC GCACCCAGAAGCCAAAATAA 265

Ad04A9183 Aradu.A04 9183 c (T)10ataataaaacttgataaccaacaatttaactg(A)1153 45711042 45711094 TTGCTCCTTATGTAGAACTTTGACC AAGGATGTGGGCAATGAAAA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A9185 Aradu.A04 9185 p3 (TTC)6 18 45721910 45721927 GTGAAATCCAATGTGGTCCC CCCATCTCCCACATCTTCAT 146

Ad04A9186 Aradu.A04 9186 p3 (TGG)5 15 45722984 45722998 TGGTGAGTTCCTCCTTTTGG AACCTTTCACCAGCAGCAGT 216

Ad04A9188 Aradu.A04 9188 c (A)10cctacttctcacatatttcattattagaaaaagaaaaaagaagaaaaagatcatcggcccaccaaagataataaggaatatttgcacagaattttttt(TA)6120 45739255 45739374 TTTTACATAAAATTAATTGCAGATGAG TTGGTGTCATATTTCTTCTTTTTGA 257

Ad04A9193 Aradu.A04 9193 c (A)11gagggggttgcacgacgcgaccgcatgccctatgcgttcgcgtcatattgcgaaaacaccatccgcgcgaccgtgtgactcacgcggccgcgtg(AT)11127 45749066 45749192 CCATGGTATGGTCGCTTCTT GTTCGTTGGATCCTTACGCC 278

Ad04A9196 Aradu.A04 9196 p3 (TTC)5 15 45762795 45762809 CACACAACAAAACCCCCTCT CTAGAGGATTCTCCGGCCTT 196

Ad04A9197 Aradu.A04 9197 p3 (AGA)5 15 45770099 45770113 GCTTTTGTCTTCCCTTTCCC CCCAACACCTCTTCACCACT 249

Ad04A9200 Aradu.A04 9200 c (A)10gctatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaagagag(GAA)591 45844227 45844317 CTCCCAAGACTCAGAGGTGG CAACTTCTCTTTCCCACCCA 240

Ad04A9204 Aradu.A04 9204 p3 (AGA)6 18 45897136 45897153 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 239

Ad04A9206 Aradu.A04 9206 p2 (CT)12 24 45917155 45917178 CCTACGAGAGAGGAGAGAGCC TCGCAGTGACAAAAATCAGC 225

Ad04A9209 Aradu.A04 9209 p2 (CT)6 12 45942622 45942633 CGCAATTACCATGTTTGTGG ACTCCTGGGTCGTTCTCCTT 231

Ad04A9211 Aradu.A04 9211 p2 (TA)9 18 45958170 45958187 TACACATCCGGTGAGGGTTC TGGTAAGACTTATGCAACGCA 279

Ad04A9214 Aradu.A04 9214 p2 (AT)9 18 45964713 45964730 AAAGCAAGGACCGAACTGAA TATCTCCTGCACCCCAAGTC 274

Ad04A9216 Aradu.A04 9216 p3 (TTC)6 18 45971235 45971252 TACCCTCTCCCCTCTCCCTA GCCCTCGAGCAATAGAAGAA 156

Ad04A9217 Aradu.A04 9217 p2 (AC)6 12 45995195 45995206 ATCCTCACCCCTTTTTGCTT AGGAATGTTGCCCAAAACAG 232

Ad04A9222 Aradu.A04 9222 p2 (CT)6 12 46066892 46066903 AATTCTTGACACCGCAGGAT CTAGAGGTTTCTCCGGCCTT 255

Ad04A9225 Aradu.A04 9225 p2 (AT)8 16 46074886 46074901 TGATCATGCACCTAACCAAAA CGAATCCCATCTTTTGCATC 241

Ad04A9233 Aradu.A04 9233 p3 (TTA)6 18 46115488 46115505 TCAAGGTTTAAATCCGGCAA GCAAAGGCATTGATCCAAAT 259

Ad04A9235 Aradu.A04 9235 p2 (CT)7 14 46122312 46122325 AAAAATGGTGGAAAAGGGAAA ATTAGAGGCTGCAGAGTGGG 256

Ad04A9236 Aradu.A04 9236 p5 (TTTTC)6 30 46124705 46124734 TAGGGCATTTTGTCCCCTTT GAAACTCGGGACATTGGTTG 265

Ad04A9241 Aradu.A04 9241 p2 (TA)7 14 46157361 46157374 TTATTGCAAACTTCCCAGTGA TTTTCCAATTTTGTACCGCT 280

Ad04A9243 Aradu.A04 9243 p2 (GA)6 12 46189753 46189764 CGAATAGAATTGGGTGCGTT CCTAAATGGAGCAGGGATGA 263

Ad04A9245 Aradu.A04 9245 p2 (AG)8 16 46196949 46196964 GTTCTTGTCCTTGCTCCTGC TTTTCAAAAACTCTCTCTCTCATCTTC 225

Ad04A9246 Aradu.A04 9246 p3 (TTA)5 15 46200468 46200482 CTTTCTCTCCCCTCGCTTTT GGGATTAGCATATGACCCCA 235

Ad04A9249 Aradu.A04 9249 p2 (TA)8 16 46226035 46226050 GGAAGCATGCTCATGTGAAA TCCCAAATCTTTCCCCTTTT 183

Ad04A9250 Aradu.A04 9250 p2 (AG)6 12 46254508 46254519 ATAAGCCAATTGGGCAACAG TGCATCCATTCTTGAGGATT 276

Ad04A9252 Aradu.A04 9252 p2 (CT)7 14 46267907 46267920 CCTAAATGGAGCAGGGATGA GTTCGTGTATTTGGGGTTGG 262

Ad04A9254 Aradu.A04 9254 c (T)10catgg(T)10 25 46290922 46290946 GTTTCGGATTTGGCAGATTT CGGTAGGATTTGGACTGAATG 264

Ad04A9256 Aradu.A04 9256 p3 (TAA)5 15 46298097 46298111 GTGGCCCGTCTTAATTGTGT GCTTGGAGCAACCGTTAAGT 203

Ad04A9257 Aradu.A04 9257 p3 (CAC)5 15 46299623 46299637 CACCACATCAAACGACCAAG GATCTCTCTCCTCACGCACC 157

Ad04A9258 Aradu.A04 9258 c (TCT)6ttgtttttgataattctttttactagttttggatgtttcctttatctaaatttcggatgtttctttttctttatgttttttatg(T)10112 46301333 46301444 GTGGACGACGAAAAGGACAT TCCGAAAATCAAGAAGAGAAACA 253

Ad04A9261 Aradu.A04 9261 p3 (TAA)13 39 46301941 46301979 TGAATGTTTCTTTTTATTTGGTTTGA AATTTAAATCGCACAACGCA 186

Ad04A9264 Aradu.A04 9264 p2 (GA)15 30 46318504 46318533 TCACGGGTTGTGTGTTCTTT TTGGAATGACTTTCGGTGGT 280

Ad04A9265 Aradu.A04 9265 p2 (TA)9 18 46321154 46321171 GCAACGCTCTGTCCATTTTT GCTAGGTGGGAGTCAACCAA 201

Ad04A9266 Aradu.A04 9266 p2 (AT)8 16 46346192 46346207 ACGCTCACGAAAATGGAAAC ACTCAGCAAGCAAAGTTGGG 227
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Ad04A9268 Aradu.A04 9268 p3 (AGA)5 15 46374634 46374648 TTGGGTGCCATAAGTGTGAA AGCTGAACCATTATCCCCCT 148

Ad04A9269 Aradu.A04 9269 c (A)11tttttaatttttttttaatttttttagtat(TTTA)665 46378897 46378961 GCAAAGAATAAAAGGATGGAAATGT CCTGCTTTTCTCTCTCCTCCT 279

Ad04A9270 Aradu.A04 9270 p2 (CG)6 12 46379175 46379186 AGAGAAAAGCAGGGTGCAAA ACGCTAGGGATCGTCACAAC 126

Ad04A9277 Aradu.A04 9277 c (T)10attttcctaaacttctaattatttgattttttctcattttgctaagcttttaattatttattttttaatgattttttacttatttgttttga(T)10112 46400053 46400164 GGTAACGTTGGCGGTAAAGA CAATCAAAACAGAAACAAATCCTC 200

Ad04A9279 Aradu.A04 9279 p2 (AT)8 16 46429080 46429095 GGTGATTTTGCCCCCTTATT CCCAATTGAATCTTTGGTTAGC 234

Ad04A9280 Aradu.A04 9280 p2 (AC)6 12 46447714 46447725 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 261

Ad04A9282 Aradu.A04 9282 p3 (TGA)6 18 46482841 46482858 CTTGCACCAAATCTCGACCT GTCGAGTCTGAAGAGGCACC 243

Ad04A9287 Aradu.A04 9287 p3 (TCT)6 18 46534272 46534289 CCCCACCTACCTTCCAAAAT TAAAATATTGCTCGCCCTCG 236

Ad04A9288 Aradu.A04 9288 p4 (ACAT)8 32 46542664 46542695 CATGTTGCATTTTTGCATCC TGGAATGCCCAAAAAGAGAT 271

Ad04A9289 Aradu.A04 9289 p4 (TTTA)5 20 46544496 46544515 TCCATACTCATGCTTCAACCTTT ATGGGAAGATTGTGGGAACA 279

Ad04A9293 Aradu.A04 9293 p3 (TTC)6 18 46613590 46613607 ACACCATCCCTCCTTCTCCT GGCCTTAGGTGCCATTGATA 147

Ad04A9294 Aradu.A04 9294 p3 (ATT)6 18 46631539 46631556 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 192

Ad04A9297 Aradu.A04 9297 p3 (AAG)5 15 46642290 46642304 AGGGCTAGGGAGCATAGAGC CTTGGTCCCATTGCTTTTGT 237

Ad04A9298 Aradu.A04 9298 p3 (ATT)6 18 46657758 46657775 TGGATGTTGGCTTTGTGAAG CAATCCAGAAGCAACCTTTCA 112

Ad04A9300 Aradu.A04 9300 p2 (CT)6 12 46705836 46705847 TTCGAAATCTCCTCTTCCCC TTGTTTTCCCTTAGGAGCCA 198

Ad04A9302 Aradu.A04 9302 p2 (TA)6 12 46730861 46730872 TAAGTGTGGGGAAAAGTGGG TTCACCATTTACTTTGGGGC 218

Ad04A9304 Aradu.A04 9304 p3 (AGA)6 18 46735979 46735996 CTAGAGGATTCTCCGGCCTT TCCATCTCCCATCACTCTCC 160

Ad04A9305 Aradu.A04 9305 p3 (AGA)7 21 46745083 46745103 AGCCATGCTTTTACCACACC CCCATCACCTCTTCACCACT 269

Ad04A9307 Aradu.A04 9307 p3 (TTC)6 18 46775238 46775255 TACCCTCTCCCCTCTCCCTA TGCCATTGATGGTAATCGAA 223

Ad04A9309 Aradu.A04 9309 p3 (TTC)7 21 46797100 46797120 ACATCACCAGAACCCTGCAC GGGGAAGAAGAAAAGAACCTTG 225

Ad04A9310 Aradu.A04 9310 p2 (GT)6 12 46800041 46800052 GGGGACAAAATTACCCCAAT GTTGTAATGGGGCTAAGGCA 243

Ad04A9311 Aradu.A04 9311 p2 (GC)6 12 46817880 46817891 TATGCCAGAGAGTTAGGCCG GATTGCTTCAGGAGCTTTGG 264

Ad04A9312 Aradu.A04 9312 p2 (GC)6 12 46818003 46818014 CGTCCATACATCGCAAACAC TCTGGACGCAGTACCAGAGA 197

Ad04A9314 Aradu.A04 9314 p2 (AT)9 18 46860118 46860135 GGGGAACAAGCAACTTTCAA ACTATGCTATGCAGGCAGGC 228

Ad04A9317 Aradu.A04 9317 p3 (AGA)6 18 46928603 46928620 CTAGAGGATTCTCCGGCCTT ACACCATCCCTCCTTCTCCT 161

Ad04A9321 Aradu.A04 9321 p2 (TC)18 36 47003673 47003708 CGGATCCCCTTTCTCCTAAG CAGATTACACCCACTGCACG 236

Ad04A9322 Aradu.A04 9322 p2 (AT)8 16 47006673 47006688 TTGTTGTGTTGTTGTTTACTTTTTCA AGACTCGAACCCCGATCTCT 276

Ad04A9325 Aradu.A04 9325 p2 (AG)6 12 47008761 47008772 CCCTGACGTTTTATTTGGGA AGTCAGGCAATGCAAGGTG 241

Ad04A9326 Aradu.A04 9326 p3 (GGT)6 18 47008949 47008966 CTCTGGTTTCTCGTCGTCGT TGGCAGTGATGGTAGAGCTG 151

Ad04A9329 Aradu.A04 9329 p2 (CA)6 12 47049236 47049247 GCCCACTCTCACCTCACACT GCAATGGCAACGTGTATGTC 216

Ad04A9330 Aradu.A04 9330 p2 (TA)9 18 47074948 47074965 GGTTTCGAGTCAAAAGCTCC CATCTTAAGCCAAATGCCCT 230

Ad04A9332 Aradu.A04 9332 c (TA)6tttcttcaacttcgg(TTAT)547 47081258 47081304 TTCTTCAACACATGTCAATCTCTTC TGTCAGAAGCCAATGATGGA 280

Ad04A9334 Aradu.A04 9334 p3 (TGG)5 15 47089144 47089158 GACACAGGTTCTTGTTAAGGGG TTCTACCACCATCACCACGA 264

Ad04A9335 Aradu.A04 9335 p2 (AT)7 14 47089441 47089454 GGAGGCGAACAAGGTTATCA TTGTGAAGAATTTGAATGTGTGC 248
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Ad04A9340 Aradu.A04 9340 p4 (TTTA)5 20 47111678 47111697 ATTTTGGCAAGAAGCAAACG GTCGAATCTTTGATGGCACA 258

Ad04A9341 Aradu.A04 9341 p2 (TG)6 12 47112103 47112114 GGCTAACTAGTCCGCACACA TCGTTAGCCCATTTTATCCA 185

Ad04A9343 Aradu.A04 9343 p4 (AAAT)5 20 47114906 47114925 TACCAAACACGCGGATAATG TCGTTGTGTTTTTGTCGAGC 120

Ad04A9349 Aradu.A04 9349 p3 (GAG)5 15 47147993 47148007 GATAAGCCGGCACTACCAGA GGATGCCCCTTCTGTTGTTA 250

Ad04A9353 Aradu.A04 9353 p2 (AT)7 14 47185250 47185263 TGTTTCCTGCTTTCATGTGC GTGGTTTATCAACCTCCCCA 269

Ad04A9355 Aradu.A04 9355 c (A)18gaaaaacg(A)1036 47197988 47198023 TGTGGTTCATGAATGTTGGC TTTGCCTTGGATCACAACCT 252

Ad04A9356 Aradu.A04 9356 p3 (TCT)5 15 47227282 47227296 CCCCTCCATCCTTCTTCATT AGTGGCAGACGCAAAAGAAT 268

Ad04A9360 Aradu.A04 9360 p2 (AT)7 14 47276978 47276991 AGCCTCTGCTTATTGCAGGA TAGTGCTTGATGCAACCCAG 159

Ad04A9368 Aradu.A04 9368 p3 (TCT)6 18 47400804 47400821 CACTTTGGCCGAACCTACAT TGCCATTGATGGTAGTGGAA 151

Ad04A9371 Aradu.A04 9371 p3 (TAG)6 18 47457086 47457103 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 237

Ad04A9374 Aradu.A04 9374 p2 (CT)6 12 47475090 47475101 TGAACCTGGAGCTCAGAAGAA CCAGTTTCAAGCCCAGAAAA 208

Ad04A9375 Aradu.A04 9375 p2 (CT)6 12 47481278 47481289 TGAACCTGGAGCTCAGAAGAA GCCCATTTTCAAGACCAGAA 210

Ad04A9384 Aradu.A04 9384 p3 (ATT)5 15 47688809 47688823 AAAATTATCACCTACTCTCTGAACAAT TGATATGATAATGACACCAGTCG 276

Ad04A9385 Aradu.A04 9385 p3 (TAA)5 15 47717577 47717591 GGGCAGATTGAGGCTACTTTC TGGTGCTATAACAATTTAGTACGG 132

Ad04A9387 Aradu.A04 9387 p2 (TC)7 14 47727929 47727942 TCCGACCACACCAGTAGTGA AGGGGAACAAAAAGGGAGAA 225

Ad04A9394 Aradu.A04 9394 p3 (AGA)5 15 47778653 47778667 CTAGAGGATTCTCCGGCCTT CACCTTGACCGAAACACCTT 162

Ad04A9396 Aradu.A04 9396 p3 (TCT)6 18 47796827 47796844 GCCGAACCTACTTCTTTCCC GCTTTTGTCTTCCCTTTCCC 191

Ad04A9397 Aradu.A04 9397 p3 (AAT)5 15 47803164 47803178 GAACAAGAGAAGGACATGGCA CGCCTAACCTTTCAGGATCA 280

Ad04A9400 Aradu.A04 9400 c (A)11ggagaaaaaaaagc(A)1035 47820993 47821027 ACGTTTGGTTTGGGAATTGA TACTTTGGGGCATTTTGTCC 216

Ad04A9401 Aradu.A04 9401 p2 (AG)6 12 47822390 47822401 TGCATCCATTCAAAAGGACA GAAACATTGAACCTGGAATGAA 158

Ad04A9402 Aradu.A04 9402 p2 (CT)6 12 47846800 47846811 AAGAGGGGAGGACTTCAAGC GGTGTGCTTTGAACACCAAA 238

Ad04A9403 Aradu.A04 9403 c (T)11gattttgtaatttttttgg(T)1040 47863939 47863978 AACATGCAATCGACACCAAA GAATGCAATGTCCTGCTGAA 238

Ad04A9407 Aradu.A04 9407 c (AT)7agtagttgcttatagttatatctagtattgcacttttaatttgg(TA)874 47908543 47908616 TGCTAAGTGAGCAGCGAAGA CCATGCAATATCAAATGCGA 251

Ad04A9409 Aradu.A04 9409 p2 (AG)6 12 47914334 47914345 TTGTCGTTCACTTTCCTCCC ACGGACACGAGCTCAGCTAT 239

Ad04A9410 Aradu.A04 9410 p3 (TTA)5 15 47915696 47915710 TTGTGAAATGGGCACAAAAA TCCTTTAACACCAGCCAAGG 262

Ad04A9418 Aradu.A04 9418 p2 (TC)7 14 48026734 48026747 TTGCAAATTGATCTCACCAAA GGGCTTAAGAAGACCAAGGG 187

Ad04A9423 Aradu.A04 9423 p3 (TCT)8 24 48075287 48075310 CCTCAACCAGTCAACCCTGT AATGTTGATGGAGGGAGCTG 124

Ad04A9425 Aradu.A04 9425 c (AC)8tctcactcatgatgttcttatttgaagacgaatagtaatagtaaaagctataggtcgcggtagtataatggatagagtcattcaatctttgtaac(A)13124 48077398 48077521 TCCAGTTCGCCATTCTATCC TGTGTTTCCATTTGCATTTGA 272

Ad04A9426 Aradu.A04 9426 p3 (TTC)8 24 48078558 48078581 CTAGGATATACCCGCCCCAT TCAGGGCTCGAGGTAAAAGA 185

Ad04A9428 Aradu.A04 9428 c (CAG)5ctgcccctctcaccccaacggt(CA)1159 48085409 48085467 AAAACCCTGACCCAGTACCC GCGACTCAGTCCCACATTTT 153

Ad04A9429 Aradu.A04 9429 p2 (CA)9 18 48090648 48090665 CCCTAAAACCCTGACCCATT GCTTCTCGCGATGGTTACTC 279

Ad04A9433 Aradu.A04 9433 p3 (AGA)16 48 48132859 48132906 TTGCTCGTCCTTGAGCAATA CCCATAAACCCCACCTACCT 263

Ad04A9437 Aradu.A04 9437 p3 (AGT)6 18 48167116 48167133 CCACTTCCCAAAACACAGGT AACAAAAAGTATTGCCACCACA 280

Ad04A9441 Aradu.A04 9441 p2 (TC)6 12 48228241 48228252 TCCTAGCCTAAGCCTTTCCA AAAATGCGGCTGGTAAATTG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A9449 Aradu.A04 9449 p2 (TC)7 14 48289401 48289414 CACCCACCTCAACTCACCTT TTAAAATGTTGCTCGCCCTC 199

Ad04A9453 Aradu.A04 9453 p2 (AG)6 12 48376277 48376288 TTTCACCTGCAATTCAGCAC AGTGTCACCCCCTTCCTTCT 274

Ad04A9454 Aradu.A04 9454 p3 (TTC)6 18 48398899 48398916 AACCAATTTCCCTCCCATTC GCCTTAGGTGCCATTGGTAA 270

Ad04A9456 Aradu.A04 9456 p2 (TG)58 116 48403744 48403859 AACCTTTGCTTTACGGCTAGA TGATGCCAAAAAGCGTATGA 206

Ad04A9457 Aradu.A04 9457 p2 (TA)8 16 48404495 48404510 CTCAACCGCCCTAAGTGGTA TGAGCAAGAGTCCCCTAACAA 189

Ad04A9460 Aradu.A04 9460 p2 (CT)7 14 48428280 48428293 CCCCCTCTCTCCTTCTATTTATTT TGCCTTTTTCCTTGTTCCTG 229

Ad04A9461 Aradu.A04 9461 c (A)10gagaaagaaggaagc(A)10cg(A)1047 48449422 48449468 TGTGGTGGCAACACTTTTGT TTTGCCTTGGATCACAACCT 257

Ad04A9462 Aradu.A04 9462 p2 (TG)7 14 48452631 48452644 TCCCCTTTCTCTTTTCAGCA TAGAAATGGAAAACCGGGTG 180

Ad04A9465 Aradu.A04 9465 p3 (TCT)5 15 48466312 48466326 CCCTCTTCTCCTTCTCCACC ATCGACGGTTGTTCTGTCAA 197

Ad04A9466 Aradu.A04 9466 c (AT)9(GT)17(GC)664 48511213 48511276 TCAAAGTGTGAGGGAGGATG CAACCACATTTTCTTATTCTAAACCA 265

Ad04A9467 Aradu.A04 9467 p4 (GAAA)6 24 48514663 48514686 ATCCACAAAACCCTAACCCC TCACGATTCTGCTCCTTCCT 121

Ad04A9468 Aradu.A04 9468 c (A)10ttgaag(A)11 27 48543635 48543661 GAGTTGGATTGGATTGGAAAA AAAACATACAGCGTTTGGGC 258

Ad04A9470 Aradu.A04 9470 p2 (CT)9 18 48551295 48551312 AGTCCTTGACCCCTCAGGAT AATTGGGTGGGTTTAGGAGG 236

Ad04A9472 Aradu.A04 9472 p3 (ATT)15 45 48555759 48555803 TTCTAGTTTGTCAAAAGGAGCATT GGCAATTTATATGGCCGCTA 253

Ad04A9473 Aradu.A04 9473 p2 (CT)6 12 48563733 48563744 CATTCAACACCGACCAACAG GATTAGAGGAATTGGCTTGGC 213

Ad04A9476 Aradu.A04 9476 p2 (AC)6 12 48590435 48590446 GGAACAACTGCATTCAACCC CACTGGTGATCCTATTGCCC 230

Ad04A9478 Aradu.A04 9478 p3 (TTC)6 18 48613363 48613380 TACCCTCTCCCCTTTCCCTA TAAAATATTGCTCGCCCTCG 169

Ad04A9480 Aradu.A04 9480 p3 (AAG)5 15 48636059 48636073 TTTCCAAGGCTCAGAGGAGA TCATCTTCCATTCCCAAAGC 213

Ad04A9485 Aradu.A04 9485 p2 (TA)10 20 48690273 48690292 TGCTTGTCTTGCAAGTTTGTG ATGATTGAACCCTCATTGGG 232

Ad04A9488 Aradu.A04 9488 c (T)10cgaaattttctctc(T)1034 48716173 48716206 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 240

Ad04A9491 Aradu.A04 9491 p3 (TTC)5 15 48777808 48777822 ACTCTTCCCCAAACACCCTT TCGGAGGTGAAAGCTTTTGT 256

Ad04A9493 Aradu.A04 9493 p2 (AC)9 18 48798615 48798632 ACCTATGGCTCACACACACG TTATAAATTCCGCACCAGGC 280

Ad04A9495 Aradu.A04 9495 p2 (AG)7 14 48808540 48808553 AGCTCAGTTTCAAGCCCAGA CCTGGAGCTCAGAAGAAATTG 213

Ad04A9498 Aradu.A04 9498 p2 (TA)6 12 48831993 48832004 CAAAAGTGGGAAAATTTTGGG AAGCATTGAACCCTCACTGG 254

Ad04A9499 Aradu.A04 9499 p2 (AG)6 12 48833033 48833044 TGCACGTGTATGAATTCGGT TTAAACCTGGAGCTCATAAGAAA 259

Ad04A9502 Aradu.A04 9502 p3 (AGA)6 18 48855344 48855361 AGAGTTCAGGTCCGTGATGG TCCCTAGCTAGCCATCGAAA 174

Ad04A9503 Aradu.A04 9503 p3 (TTC)5 15 48862483 48862497 TTGAGATTCCCATGGTGGTT ACCCGTACCAAGAGGTGATG 239

Ad04A9504 Aradu.A04 9504 p2 (AT)7 14 48869782 48869795 CCCAACACTTTTGCATTTCA ACCACACCGTTAGGCTCAAA 244

Ad04A9505 Aradu.A04 9505 p2 (AT)11 22 48875470 48875491 ATGGGCTGATAGGGAGTGTG TTGGGGTAATTTTGTCCCCT 196

Ad04A9507 Aradu.A04 9507 c (A)10caaacaaacaaaatttatctctttgcaatcattatccgttaattc(A)1166 48895541 48895606 CATTGATTCAGTTTTCAATTTGC GCAGCTGTAATGGGGTTAGC 280

Ad04A9517 Aradu.A04 9517 p2 (AG)6 12 49022540 49022551 AAAGTGGAGGAATGAAGGGG CCAATTTGGCAACATAAGTCA 235

Ad04A9518 Aradu.A04 9518 p3 (GTT)5 15 49024733 49024747 GGGGTTTTGGGGTCTAATTT CCTGTCAAATGCTCTCTCCC 270

Ad04A9519 Aradu.A04 9519 p2 (AT)15 30 49029539 49029568 TGATCATTCTAATAATTTTGGTTCTTT TGTAGCCTTAGGTCCCTCATT 260

Ad04A9525 Aradu.A04 9525 p3 (TAC)5 15 49062354 49062368 CATGCCTGATGATGATGAGAA AAGAGCAAGGGCGTGATTTA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A9526 Aradu.A04 9526 p3 (AGA)6 18 49069211 49069228 GCTTTTGTCTTCCCTTTCCC CCCTTAGCCGAACCTACCTC 198

Ad04A9527 Aradu.A04 9527 p3 (ATT)5 15 49071845 49071859 AAACTTGGACGTTGGCTTTG ATGAGCAGGAACAGGGAAAA 210

Ad04A9529 Aradu.A04 9529 p3 (TCT)5 15 49100794 49100808 CCCATAAACCCCACCTACCT CTCACCCTCGAGCAAGAAAG 232

Ad04A9534 Aradu.A04 9534 p2 (TA)8 16 49141073 49141088 ACGTTTCTGGCCTTTGAGAA AGTGTAGCCTTTTGTCCCTCA 274

Ad04A9539 Aradu.A04 9539 p4 (AAAG)5 20 49210497 49210516 AGCTGCCATTCACTTTTGCT CTCTTCTTCCCAGCTTTCCC 136

Ad04A9545 Aradu.A04 9545 p3 (TCC)5 15 49281502 49281516 ATCTTCCATTGCAGCCATTC CGTAATGGTGACGCAGTGAG 230

Ad04A9550 Aradu.A04 9550 c (A)11tttttaataaaaaa(T)1035 49290912 49290946 TGACAGGGTATCGTGCATGT GAAATTTGCCAAACACCTTAAAA 100

Ad04A9552 Aradu.A04 9552 c (GA)7gttggttttggtgagagttggtttgggttggggtg(GA)661 49297430 49297490 TCAATCACAATCCGTCATGG CTCAGCTACCATCACACCCC 237

Ad04A9553 Aradu.A04 9553 p3 (AAG)5 15 49306682 49306696 TTTCATCCGTCTCCATGTCA CATAACACCGTTCTCAAAGAGG 147

Ad04A9555 Aradu.A04 9555 p3 (AAT)6 18 49349821 49349838 TGAGCAGGAACAGGGAAAAG TGAAGTCACCAAGCATTCTCC 192

Ad04A9559 Aradu.A04 9559 p3 (ATA)5 15 49378607 49378621 TTTTAAGATTTTTGACACGAAAAAGA TGATTTGGTGGGATGAGTTG 279

Ad04A9561 Aradu.A04 9561 p2 (AG)6 12 49380266 49380277 TCCCAAGGCCCAACATATAA GCAACAATGGCTTCTTCTCC 113

Ad04A9562 Aradu.A04 9562 p2 (CT)9 18 49387070 49387087 GTCACCCTCTCACTCCGGTA CCTTTTTCCAATGATCCACG 240

Ad04A9567 Aradu.A04 9567 p2 (CA)7 14 49445765 49445778 TTCACCACCTGACCTTCACA CTCTCTCCTTCGGACTCCCT 256

Ad04A9568 Aradu.A04 9568 p2 (CT)7 14 49446128 49446141 TGTCCTCACTTTCGGCTTCT TGAAGAAGAGGTCTGGGGAA 211

Ad04A9574 Aradu.A04 9574 p2 (TA)8 16 49525444 49525459 GTTAGCGATGTGGTCGTGTG TTGAACCTGGAATTTCGCAT 220

Ad04A9575 Aradu.A04 9575 c (GA)8(GT)6 28 49529686 49529713 TGGGATGATCTCCCTCTCAC GGTGTTGGGGCAAAACTTTA 259

Ad04A9582 Aradu.A04 9582 c (T)10c(T)12 23 49607079 49607101 TTGGAGGTGGAAGCTTTTTG CCTCTCCTTCCATTATCCCC 269

Ad04A9583 Aradu.A04 9583 p3 (TTG)12 36 49613390 49613425 GTGGTTGACGGTTTGAGCTT CGAGTGTATCAATTTTCGCTCA 103

Ad04A9584 Aradu.A04 9584 p4 (CTTT)5 20 49626820 49626839 TCTTTTCTTCCCAACGCACT GTGCTAGGTGGGAGACAACC 250

Ad04A9585 Aradu.A04 9585 p6 (AATCCT)5 30 49629752 49629781 AACCTGGAACTCAGAAGATGAAA CGCGATCTGCAAAATTACAA 248

Ad04A9586 Aradu.A04 9586 p3 (ATT)6 18 49639272 49639289 TTGGATGTTGGCTTTGTGAA GGAAAAGGGCACTCTTGTTG 195

Ad04A9593 Aradu.A04 9593 p2 (GC)6 12 49676525 49676536 ACAATGGTGGTAGGTTGGGA GCCAACTTTGTGCCACTTTT 256

Ad04A9594 Aradu.A04 9594 p2 (GC)6 12 49676935 49676946 GGCTTGAGAACGAAAACTCG AAGAAAAGTGCTTGGTGGGA 271

Ad04A9598 Aradu.A04 9598 p5 (TTATC)5 25 49708251 49708275 CTGGGTGTTCCAGCGTATTT CAGAGCCCAGAAAGATGAGG 139

Ad04A9599 Aradu.A04 9599 p2 (CT)9 18 49710030 49710047 CCCCCTTCTTCCTTCTTCCT GCAACCAAAAATAATGACCCA 224

Ad04A9600 Aradu.A04 9600 p4 (AAAT)5 20 49712525 49712544 ATGGGAAAATTGTGGGAACA TTCCATACTCATGCATCATCCT 237

Ad04A9601 Aradu.A04 9601 p2 (CA)16 32 49713096 49713127 CGCACCAACAGTAAGGGTTT GGTTTATCAACCTCCCCACA 254

Ad04A9606 Aradu.A04 9606 p2 (TA)8 16 49868834 49868849 TGGTTTTGATATGGCTATGCTT AAGGGTAGCCTTTGGTCTTTTT 280

Ad04A9617 Aradu.A04 9617 p2 (GA)17 34 49935260 49935293 ATCAAGTGCTTCCTCCGATG CCGCTATGGATGGGTGTAAT 172

Ad04A9622 Aradu.A04 9622 p2 (TC)6 12 50014656 50014667 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 249

Ad04A9623 Aradu.A04 9623 p2 (AG)6 12 50016301 50016312 GATCACGAAAAAGCACACCA TACACGTTTGGCTCCCTCTT 122

Ad04A9624 Aradu.A04 9624 p2 (GT)9 18 50025127 50025144 GTTAGGGGAAAGGAAGCACC GGCTTAGGTAAGGGTGAGGG 246

Ad04A9628 Aradu.A04 9628 p3 (AGA)6 18 50064435 50064452 CTCCATTTTCCATGACTCGG AAACCCACACCTCTCTCCCT 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A9630 Aradu.A04 9630 p3 (AGA)6 18 50087860 50087877 TAAAATATTGCTCGCCCTCG TACTATACCTTGGCCGCACC 102

Ad04A9633 Aradu.A04 9633 c (A)10tatataaaagaaaatataaaaaaaatcataaaat(A)1155 50108383 50108437 CCTAAAGCTGGCTGGCTATG GCATGCAATTGACACCAAAC 251

Ad04A9635 Aradu.A04 9635 p2 (AT)10 20 50131556 50131575 TGAAGCAAGAAAAAGCAGCA TTTTGCTCTTGCCTTCTGGT 142

Ad04A9637 Aradu.A04 9637 p2 (CT)7 14 50142415 50142428 AAGTCAGGGAACATGCAGAGA TGGGCAATTGTAGCCAAATA 268

Ad04A9638 Aradu.A04 9638 p3 (TGA)5 15 50144145 50144159 AGACTCCGTCGAGGATGCTA CCTCATCATCGCTCAAGTCA 263

Ad04A9639 Aradu.A04 9639 p2 (AT)7 14 50147036 50147049 ATTTCAAGGTTTGGGAAGCA TTGTCCCATGTGCATTGATT 165

Ad04A9644 Aradu.A04 9644 p2 (TA)16 32 50179751 50179782 TGATCAAGGATTCACTTTGTTAGC CCCTAGTCATGCTTTCTCAACC 275

Ad04A9645 Aradu.A04 9645 p3 (CAT)6 18 50192437 50192454 CTGAGGTGAAGGAGGACGAG CCCGACATTGACCTGACTCT 255

Ad04A9647 Aradu.A04 9647 p2 (CT)7 14 50207557 50207570 CGTTTTCTCACCCCTCATTC CGGAAAAGCACACCAAACTT 123

Ad04A9649 Aradu.A04 9649 c (A)11taaaaaataaattttcg(A)1038 50208684 50208721 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 185

Ad04A9651 Aradu.A04 9651 p3 (GAA)5 15 50225293 50225307 CCCTCCTCTCACTCAACAGC CGGCTAGATGGATGAGGTGT 191

Ad04A9656 Aradu.A04 9656 p2 (AT)8 16 50278402 50278417 TTTTGCCTTACACCATGCTC CCGAGTCTTACATTCCACCC 193

Ad04A9657 Aradu.A04 9657 p3 (TAA)9 27 50292419 50292445 CGGCCACTTCTTCTTTTTCTT TGCATGGAAGCTCTCTTGTT 280

Ad04A9660 Aradu.A04 9660 p3 (TCT)7 21 50319209 50319229 TACCCTCTCCCCTCTCCCTA TGCCATTGATGGTAGTGGAA 226

Ad04A9661 Aradu.A04 9661 p2 (AT)10 20 50345961 50345980 TTAAAAGCGTGGCCCATTAC GCATTCATTCATTTTTGGCA 270

Ad04A9669 Aradu.A04 9669 p3 (AGA)8 24 50416432 50416455 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 231

Ad04A9670 Aradu.A04 9670 p2 (CT)8 16 50439481 50439496 ATAAATCCCCTACCCTCCCC CCTGTGGTTGGTTCTTTGGT 274

Ad04A9672 Aradu.A04 9672 p2 (TA)7 14 50466103 50466116 TCACCTGTAAAGCGTAGCCA TTCATTCCAATACTTCTGGTTCA 280

Ad04A9677 Aradu.A04 9677 p3 (AAG)6 18 50514971 50514988 GCTTTTGTCTTCCCTTTCCC TGGCCGAACCTACATCTCTC 236

Ad04A9679 Aradu.A04 9679 c* (CATA)14(AT)14*81 50525273 50525353 TGCTAGCAGTAGGACATGATACG CCAAAGAACACAAATCAAAATTAGG 254

Ad04A9681 Aradu.A04 9681 p2 (AT)10 20 50527668 50527687 AGACGACTATATGGTTATTCAAACTCT AGAAAGAGAGAGATAATTTTGGCTT 280

Ad04A9683 Aradu.A04 9683 c (AG)7gtttgtgagtgtgtggttgaggtgatcatagagatgtgaaaaagagagtgac(AAGAA)591 50531200 50531290 TTACCTGTTGCTGATGCCAA CCCTTCAATTCAATTCCCTC 266

Ad04A9684 Aradu.A04 9684 p3 (AAT)6 18 50533924 50533941 GACACAGCCAAATTCCATTCT GAAAAGTTTCACTCGGTCGG 258

Ad04A9687 Aradu.A04 9687 p3 (TTC)5 15 50591259 50591273 ACCCCTTTCATTGGGTTAGG TCACTATATCCGCCCAGACC 247

Ad04A9688 Aradu.A04 9688 p2 (GA)15 30 50615221 50615250 GCAACGAATGGTTGTGACAG TGATTCAAATCACGAACCCA 114

Ad04A9690 Aradu.A04 9690 p2 (AC)7 14 50616938 50616951 CCCAAATGCTCACACACAAC GAGCTCTTCCTCTCGCTCAA 216

Ad04A9691 Aradu.A04 9691 p3 (TTA)5 15 50623122 50623136 TTGTGGGATGTTTCTTTGTGTT TGCATTTTGCAACTTCTTGG 144

Ad04A9692 Aradu.A04 9692 c (T)10cgaaa(T)10 25 50628006 50628030 CCGGATACATACATGCCACA TGGCTCTTGAAAGAATGAGGA 259

Ad04A9695 Aradu.A04 9695 p3 (TCT)9 27 50643366 50643392 GAAACCCTCACCTCTCTCCC TTGCCTTCCCTTTCCTCTTT 193

Ad04A9698 Aradu.A04 9698 p2 (CT)6 12 50685404 50685415 ACAATAAGGGCGTTTTGCAC GGTTTGGGAGGGAAAAGTGT 265

Ad04A9699 Aradu.A04 9699 p3 (TTC)5 15 50713326 50713340 CATCCATCTTCTCTTCCCCA TAAAATATTGCTCGCCCTCG 255

Ad04A9704 Aradu.A04 9704 c (A)10gagaaggagaaaaac(A)1136 50800873 50800908 TGTGGTTCATGAATGTTGGC CCCCAATTAGAGGTGTCCAA 238

Ad04A9706 Aradu.A04 9706 p5 (TATTT)5 25 50829522 50829546 TTTGGAACGTGGTTTAGAGC TGGTTTGCAAAGGATAATGAAA 262

Ad04A9707 Aradu.A04 9707 p3 (GAA)6 18 50833006 50833023 AAACTTCATGCAACCCTTCG TGAGTTTCCCATGGAGGTTC 260
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Ad04A9708 Aradu.A04 9708 p5 (TATTT)5 25 50835795 50835819 GCTCGAACACACAAAACCAG AAATAGGCTCAAATTGGTTTGC 255

Ad04A9711 Aradu.A04 9711 c (AAAT)5aaaaaaattgacgaaaaaaaatattttg(A)1058 50856555 50856612 GTCAATGACGACTGTGCGAC TTTTCTTTTTGACAAACTAATGTCTGA 258

Ad04A9715 Aradu.A04 9715 p2 (AT)11 22 50896525 50896546 TTGAAAATTTGACTTGACTTACAAGAA TTCGAAATCAAATCTTTTCCAAT 174

Ad04A9716 Aradu.A04 9716 p3 (TTC)6 18 50905087 50905104 ATTTCCCACCCAAACCTACC CAGCCTTAGGTGCCATTGAT 269

Ad04A9717 Aradu.A04 9717 p3 (TAG)5 15 50929062 50929076 AGCTGAAGCGCCAGAAATTA CATGCCTGATGATGATGAGAA 237

Ad04A9720 Aradu.A04 9720 p3 (TAA)5 15 50932771 50932785 CCGGTGCCACTTTCAATTAC AAACGTTACGTCGGCTTTTT 263

Ad04A9723 Aradu.A04 9723 p3 (ATT)7 21 50941527 50941547 TGCGCTATCTACAAGGCAAA CAAAATCACTAATTGTGACAAGTTTTA 207

Ad04A9726 Aradu.A04 9726 p3 (ATT)5 15 50946836 50946850 AAAAGGCTATTTAAAGGTCATCTTATT CCAAAGAACATTCGGACCAT 253

Ad04A9727 Aradu.A04 9727 p2 (CA)9 18 50976621 50976638 CAAGGAGCATGTGAACTGGA TCCTTAAATGTGGGCGTAGG 254

Ad04A9728 Aradu.A04 9728 c (AC)7aataacta(AC)8a(AC)1263 50977142 50977204 GCCTTTGTAAAGCTCGAAACC AGGGTTAGGAGTCGTGATGG 235

Ad04A9730 Aradu.A04 9730 p2 (TA)14 28 51005586 51005613 AGCAGATTAAGGCGGGTTCT ACGGTTGAACACAGCAAACA 241

Ad04A9731 Aradu.A04 9731 p3 (TTG)5 15 51015293 51015307 TGGGTTTATTGAGGAATCGG CGAACACAATACCATCACGC 206

Ad04A9732 Aradu.A04 9732 p2 (TA)6 12 51015468 51015479 GCGTGATGGTATTGTGTTCG CGCTCATCACACACCAATTT 193

Ad04A9734 Aradu.A04 9734 c (CA)14(TA)9 46 51036385 51036430 TTCACAAGCTGGGTCAGAAA ATAGAGGTGGCGAGGCACTA 245

Ad04A9737 Aradu.A04 9737 p3 (AGA)5 15 51092229 51092243 CTTGGAGGTGGAAGCTTTTG AAACCCATCCATCCTTCTCC 258

Ad04A9740 Aradu.A04 9740 p3 (TTC)7 21 51213941 51213961 GGCCAAAACCACACACTTCT GCTTTTGTCTTCCCTTTCCC 192

Ad04A9745 Aradu.A04 9745 p6 (ATTTTT)5 30 51384508 51384537 AGAGCGCAGAGAATTTCCAG TTTTCTTTTGTTCCCCTCCC 241

Ad04A9746 Aradu.A04 9746 p3 (AGA)5 15 51406927 51406941 CTAGAGGTTTCTCCGGCCTT CCTCAACACCTCTTCCCAAA 257

Ad04A9750 Aradu.A04 9750 p2 (TC)6 12 51462314 51462325 TCTTCTTTCTCCCTTTCCCC TTGCCAAACAATTTGCAATAA 262

Ad04A9751 Aradu.A04 9751 p5 (AATAA)5 25 51476295 51476319 GGTTTTGAAGCCTCAGTCCA TTGGTGCCATTGTTGATGAT 274

Ad04A9752 Aradu.A04 9752 p3 (TCT)6 18 51480914 51480931 ATTCACGGTCATCCCTTCTG CCCTCGAGCAAAAGAAGAAA 189

Ad04A9756 Aradu.A04 9756 p2 (AT)15 30 51500416 51500445 TTCTTCATGCATTATTGGTTTGA TGGCATTTTATTGCCAGTGA 208

Ad04A9757 Aradu.A04 9757 c (T)10gaaaattttcaaactaatttttcaaaaatctttttttactgttatgttatattttc(A)1076 51500923 51500998 CGTTAAACGCCAAAATGGAT TCAAAACATTAATTGTTAGCAAGG 251

Ad04A9760 Aradu.A04 9760 p2 (AG)7 14 51528303 51528316 GAACCTGGGATCGAGAGTCA CGCGATCTGCAGAATTACAA 242

Ad04A9761 Aradu.A04 9761 p3 (TTC)7 21 51542128 51542148 AATCCATCTCCCCTCACTCA ACCACTGAGCTATGACGGCT 237

Ad04A9762 Aradu.A04 9762 p3 (TTC)7 21 51619429 51619449 TCTTCTCCCACTTAGCCGAA TCTTGCTGGCTCTTGGAGAT 262

Ad04A9767 Aradu.A04 9767 p5 (AAAAG)5 25 51639080 51639104 GGAAGGGTCATTGGGAGAAT GGGCATTTTGTCTCCCTTTT 252

Ad04A9768 Aradu.A04 9768 c* (AT)11(ATA)14* 62 51642909 51642970 TGAAGCAAGAAAAAGAGGCAA TTATTTCTTTGGGCCCTCCT 255

Ad04A9769 Aradu.A04 9769 p2 (CA)6 12 51646247 51646258 CCTTAGCGACCGAAATCGTA CCGAGTAGATGCAAGGGTGT 255

Ad04A9771 Aradu.A04 9771 c (A)10tcaaatttcttcaaaattaaaagtcttatc(T)1050 51659170 51659219 TTTCTCTTTCCTCATTAAATTCAAAA CGAAAAGATAAGATGAGAAATTAAAAG 274

Ad04A9772 Aradu.A04 9772 p2 (AT)6 12 51687787 51687798 GCCATGCAATGCAATTCTAA AATCCAGTGAGGGTTCGCTA 262

Ad04A9776 Aradu.A04 9776 p2 (TA)9 18 51715716 51715733 CCCTACATTAATGCGGGATG CCGTCTGCCATTGACAACTA 149

Ad04A9780 Aradu.A04 9780 c (T)10cattttcatc(T)1030 51731600 51731629 TCAAAACACTTTTTCTCCTCCTC GCAAATTTTGAATTGTGCAAGA 235

Ad04A9781 Aradu.A04 9781 p2 (AT)10 20 51733249 51733268 AATCAAAGGTGGTGAGGTGC TCTAGCCGGCCTTTATTTTG 203
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Ad04A9782 Aradu.A04 9782 p2 (AG)9 18 51734547 51734564 AAATGGGGAAATCCATCCAT TGGAAAAGTTCATCAGCCAA 273

Ad04A9783 Aradu.A04 9783 p3 (TCT)5 15 51756493 51756507 ATCAATTTCCCACCCTTTCC CCCTCGAGCAAGAAAGAAAA 195

Ad04A9789 Aradu.A04 9789 p2 (TA)9 18 51801998 51802015 CCATGATGGAGAAAGGGAGA TCTTTCCTCATTTCAAAAATCAAA 261

Ad04A9797 Aradu.A04 9797 p3 (AGA)6 18 51896938 51896955 CTCCAAGACGACCGAGCTAC CCTCTTCTACACCTCGACCG 206

Ad04A9798 Aradu.A04 9798 c (A)11gagagaaaaaaaagggagaaaaacc(A)1046 51910355 51910400 TTGAAGCAAGAAAAAGCAGTG CAACTTTCCAAGAGTCCCCA 162

Ad04A9801 Aradu.A04 9801 p2 (AG)6 12 51978332 51978343 TCCTTCAATCCTTGATCCAAA TCCTCAAATCCAAAGCAAGC 244

Ad04A9809 Aradu.A04 9809 c (T)10aattttcgtttttccaaactatgttttcgaaaaaattt(A)1058 52124106 52124163 GGGGATTGTTCGAGTATGGA GCATGCAATTGACACCAAAC 193

Ad04A9810 Aradu.A04 9810 c (T)11caaattgaaattgaaaaatgagaatttgtaacatgttcatgcaagaaattatggaagaaaacatgaaaatttg(A)1094 52165840 52165933 TGATGAGTTGAAAAAGATTTGAAAAG CGTTAAACGCCAGAATGGAT 278

Ad04A9815 Aradu.A04 9815 p2 (CG)6 12 52218769 52218780 AACTAACCACCCACGCAGAC TGGTGTTTGGAAGTGTTGGA 239

Ad04A9818 Aradu.A04 9818 p2 (CT)6 12 52242579 52242590 TGGGAAATTAAAAGAGCAAGGA ATTTTTGGGGTCCTTTTTGG 276

Ad04A9819 Aradu.A04 9819 p2 (TA)13 26 52261112 52261137 GCTAGCCTAAATGCCAGCTT CCGTCAAAAATTCAATCATCAA 253

Ad04A9825 Aradu.A04 9825 p3 (CAA)5 15 52345554 52345568 AGCAGGAGCAAGGACAAGAA TTTTTGCTCCAATGGTAGGG 244

Ad04A9826 Aradu.A04 9826 p2 (CT)6 12 52348204 52348215 ACAGGCAGTAGTCTGGCGTT TGAGGTAGGTGGGGTTTTTG 266

Ad04A9829 Aradu.A04 9829 c (TTC)5tctctttcttaatttcttcttactccattctaactactcttctctcactcctactcccaattacctacctatt(TTC)5103 52376884 52376986 CCCTGTTCCGTTCTCTTTCA CACCAACAAAATCATGCAAAA 239

Ad04A9840 Aradu.A04 9840 p2 (AT)8 16 52428598 52428613 AAAATGACAACTGACGAGGGA TTTTCAGGGACAGGTTCAGG 130

Ad04A9841 Aradu.A04 9841 p3 (AGA)5 15 52439964 52439978 TATCTCCCATGACTCGGAGG ACTCCCCCTTCTCCTCCATA 200

Ad04A9843 Aradu.A04 9843 p3 (AAT)25 75 52455177 52455251 CATTTCGTGCATCTGCATTT ATCTTTCTGATCCACCTGCG 169

Ad04A9846 Aradu.A04 9846 p2 (GT)6 12 52471342 52471353 TGGTATGACCACTGAGAGCG AGGCAAACCACTGCAAGAGT 248

Ad04A9848 Aradu.A04 9848 p2 (TA)7 14 52475374 52475387 TGGACTCATCAATTCTCCCA GGATTATTTCCTTGCTTAGCCC 237

Ad04A9849 Aradu.A04 9849 p3 (TTA)5 15 52475978 52475992 TTCATGCATCTTTTTCATCCA CCCTAAGCGAAAAACCATGA 248

Ad04A9850 Aradu.A04 9850 p2 (GT)6 12 52477944 52477955 GCTGCAGAGAGGTAGCCAGA TGCCCAACACACTCACTGTT 218

Ad04A9857 Aradu.A04 9857 p2 (AC)6 12 52581337 52581348 ACCCATCAAACACCCATCAT GCTCTATGGGTTCCTTCCCT 190

Ad04A9860 Aradu.A04 9860 p3 (AGA)6 18 52627681 52627698 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad04A9861 Aradu.A04 9861 p4 (TAAA)6 24 52631087 52631110 CAGGTTCTGGATCAGCTTCA CTTCGCATACAAGCAACATGA 268

Ad04A9867 Aradu.A04 9867 p2 (TA)6 12 52689815 52689826 GTTTGAGCTTCACTTTGGGG CATTGGGATGGGATAAATGG 219

Ad04A9869 Aradu.A04 9869 p3 (TTC)6 18 52773747 52773764 CCGAATACACCTATCCCCCT GCTTTTGTCTTCCCTTTCCC 187

Ad04A9874 Aradu.A04 9874 p2 (AT)6 12 52867035 52867046 ATTCAAACGCGGACAGAAAT AATCCCGCACAACTAACCAG 148

Ad04A9875 Aradu.A04 9875 p3 (TTC)5 15 52874212 52874226 TTCTTTCTCCATGCCTCCTC ACGAGAAGAAACACGACGGT 121

Ad04A9876 Aradu.A04 9876 p3 (GAA)5 15 52874362 52874376 ACCGTCGTGTTTCTTCTCGT CCCAAAATTTGTTGAAGTACACC 198

Ad04A9877 Aradu.A04 9877 p2 (CT)6 12 52875531 52875542 GCATGTGCCTTGTCTCAGAA GCAACTCAAACTCACATCGC 280

Ad04A9878 Aradu.A04 9878 p3 (ATA)5 15 52880921 52880935 AAGCAGAGGGCAAGAAAACA AATCTCAACCGTTGCTTTGG 272

Ad04A9880 Aradu.A04 9880 p2 (TA)6 12 52892100 52892111 CGGATGAATACAGCATAGGG TGCAAACACAAGGTTTCAACT 280

Ad04A9882 Aradu.A04 9882 p4 (TGTA)5 20 52908533 52908552 ACGCCGAAGAAGTATGCAAT TCCAACCTTAACTTTGGCATC 276

Ad04A9883 Aradu.A04 9883 p2 (GT)6 12 52944276 52944287 GCTTGATTTTTGCTTGAATGC GTGGGTCCTAAAATTGTGCG 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A9886 Aradu.A04 9886 p5 (TTATC)5 25 52998506 52998530 ATCCTTGTCATCGAAGGGTG CCAATCTAAAGGCAGCCAAA 256

Ad04A9888 Aradu.A04 9888 p5 (TTATC)5 25 53014757 53014781 TGTCCGACTCATGGAATTGA AAAGGCGATTCCCCTAAAGA 256

Ad04A9889 Aradu.A04 9889 p3 (TCT)6 18 53034988 53035005 CAAACACTACCCCCTCTCCA TGCCATTGATGGTAGTGGAA 225

Ad04A9890 Aradu.A04 9890 p3 (AGA)6 18 53053873 53053890 TCCCATGACTCAGATGTGGA AATGGGAGGCTCGAAAAGTT 269

Ad04A9896 Aradu.A04 9896 p4 (AACT)5 20 53099623 53099642 AACCTCAGTGAAGGGTCCAA CCCATCATCCAACACTACCA 207

Ad04A9897 Aradu.A04 9897 c (AT)7(GT)33 80 53110437 53110516 TGATTCTTCCTCCTTAACAAAAA CTGCTGGTATCTGCATCAGC 221

Ad04A9898 Aradu.A04 9898 c (AGG)5gaggggggaagaagaagaaaaagaaattgcatgcgcgaatttagag(GAA)576 53134428 53134503 TGGCAGCAGAGAAAATCAGA AGGCTGCATTTAATTTGAAAAC 277

Ad04A9899 Aradu.A04 9899 p2 (TA)7 14 53162629 53162642 TCGTAACTCAAAAAGCGCAA ACAGGTTATCTTCGCAACCG 138

Ad04A9900 Aradu.A04 9900 c (TG)18cgtgtgcgtgtgcgcgtatgtgcgtgtgtgtgtg(GT)682 53171122 53171203 ATCTCTGTACGTGCATCCCC AATTCTCCAGATTCCCCCAT 215

Ad04A9903 Aradu.A04 9903 p3 (TTA)6 18 53178029 53178046 GAGGGTGAGGATCGCTTGTA AAACGTCTCACATTTTGATTTACAG 248

Ad04A9907 Aradu.A04 9907 p2 (GA)27 54 53188034 53188087 TAAAATGGGTGGAACCCAAA AAGCTGACATCCAATTTGCC 202

Ad04A9908 Aradu.A04 9908 c (AG)7tggggagagcaaaaaggtt(TG)10cgtgttgggggagtttgctgtgatctcgcttgaactacacgtaactttca(CT)6115 53188435 53188549 GTTCCCTCTTCCTAGCCCAC CTCGGCCTAAAGGGTATGGT 267

Ad04A9909 Aradu.A04 9909 c (TA)6caattttttttacaaaatgcaaaaatgcgcttcttcttctttcttcatctcttcatatttc(T)1083 53189530 53189612 ATCCGTAGGTTCGATTTGGG CACATTCAGAAAGTTCACTGCAA 254

Ad04A9911 Aradu.A04 9911 p3 (TAT)14 42 53194249 53194290 GGAAGGTATAGCCCACGTCTC GCCTTATGTGTTAATGAATGTCAG 240

Ad04A9914 Aradu.A04 9914 p6 (ACAATA)5 30 53198289 53198318 AACAAACCGCTCAATTTTGG TTTGGGAAAATGGGATGTGT 222

Ad04A9915 Aradu.A04 9915 p2 (AT)7 14 53205851 53205864 TGTTGGTCAAGGTCACGGTA TCGGGTTGGTTAACTTCTCG 205

Ad04A9921 Aradu.A04 9921 p3 (TCT)5 15 53259159 53259173 TGCACCATTCACATCAACCT CTTAAAATTTGCTCGTCCCG 271

Ad04A9923 Aradu.A04 9923 p4 (AAAT)5 20 53280785 53280804 ATCAACTGATTTGGGATGGC CCCTTGCTAACTTTTCTTGGC 268

Ad04A9925 Aradu.A04 9925 p2 (CT)7 14 53300284 53300297 CCTCATTCCCCACACCATAC CGGAAAAGCACACCAAACTT 111

Ad04A9928 Aradu.A04 9928 p3 (TTC)5 15 53310982 53310996 AGGCCCTCCTATCCACTGAT TGAATACAAAAGCTTGCGAAAA 198

Ad04A9930 Aradu.A04 9930 p2 (AG)6 12 53319038 53319049 TAAAGTGGGGAATCCATCCA CCAATTTGGCAACATAAATCAA 260

Ad04A9934 Aradu.A04 9934 p3 (AGA)5 15 53338224 53338238 ATGATTCCTCTTCCGAGGCT CCCAATTCATTATGGGAAGG 179

Ad04A9943 Aradu.A04 9943 p2 (CT)6 12 53552717 53552728 GATTTGATGCATTTCGATTCA AGGGATTGATGGATTGAGCA 278

Ad04A9944 Aradu.A04 9944 p2 (TA)7 14 53563667 53563680 GAAAAGAGAAACCAGAACAGGG GCTCTGCTCTGCTCTAGGGA 201

Ad04A9947 Aradu.A04 9947 p3 (AGA)6 18 53580382 53580399 CTAGAGGATTCTCCGGCCTT GAAGCCTACACTCCCCCTTC 165

Ad04A9948 Aradu.A04 9948 c (A)10tttcgaaaatatgcttaaaaatagttagaaaagata(T)1056 53583617 53583672 TGGGGAGAGAGAGAAAGTGG CTTGGTGTTTTCCCTCCAAA 270

Ad04A9950 Aradu.A04 9950 p2 (AG)6 12 53618317 53618328 GTCCAAATCCAAGCCAAAAA CCAATTTGGCAACATAAATCAA 274

Ad04A9951 Aradu.A04 9951 p2 (AG)8 16 53662577 53662592 TTGGTCCAAATCCAAGCCTA CCAATTTGGCAGCATAAATCA 277

Ad04A9953 Aradu.A04 9953 p2 (GC)6 12 53667492 53667503 AAAGGAGGTGGGAGAGAAGC ACGTGTCAGCGTACTATGCG 248

Ad04A9961 Aradu.A04 9961 p2 (GA)6 12 53793143 53793154 CCCTTCCCTCTCTTCCAGTC AGAGAGAGGACGAAGATGCG 245

Ad04A9962 Aradu.A04 9962 p2 (GT)6 12 53793467 53793478 GATTGCGCTCTCTCATCTCC AACCCTTCCCTAACACACCC 153

Ad04A9965 Aradu.A04 9965 p3 (CTT)5 15 53835953 53835967 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad04A9969 Aradu.A04 9969 c (T)10cttttgcgtttttttcttttgttttattctctattttta(T)1059 53890946 53891004 GTAAGTTGGGTGGGGGAAGT GGGGTTAAATCCGTCAGGTT 189

Ad04A9970 Aradu.A04 9970 c (A)10ttttg(A)10 25 53891377 53891401 TGGCTCTTGAAAGAATGAGGA CCGGATACATACATGCCACA 273
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Ad04A9972 Aradu.A04 9972 p2 (AC)11 22 53925834 53925855 CTTTGCTTTGCAAGTCGAGA GGCGCTCAAAACAAAACAAT 142

Ad04A9973 Aradu.A04 9973 p2 (AT)11 22 53925976 53925997 ATTGTTTTGTTTTGAGCGCC GGATGGAACAAGGCCTGTAG 125

Ad04A9974 Aradu.A04 9974 p5 (TTTAT)5 25 53943036 53943060 ACGGATTGTCTTGCTCCCTA CAGAAAGCTAAGGATGCTTGAA 219

Ad04A9978 Aradu.A04 9978 p3 (AGA)6 18 53956535 53956552 CTCCCAAGACTCAGAGGTGG CTGCTACCCATTCTACCCCA 273

Ad04A9979 Aradu.A04 9979 p3 (ATT)5 15 53958983 53958997 GCTCTAATGGCAGGAATGGA ACAGGAGAAGGACATGGCAG 120

Ad04A9981 Aradu.A04 9981 p2 (TG)8 16 53979776 53979791 TGCTCATCCTCAAGCAAAAA AAATTTCCCACCCATTTTCC 209

Ad04A9982 Aradu.A04 9982 p3 (TAC)5 15 53983771 53983785 AACTTAATTGGAAATAAAACCAGAAT AGCTGAAGCGCCAGAAATTA 205

Ad04A9986 Aradu.A04 9986 p2 (CT)10 20 54031679 54031698 GGCAACACTTCCAAGGACAT AGTTTGGTGTGCTGACATGC 277

Ad04A9990 Aradu.A04 9990 p2 (AT)7 14 54105222 54105235 CACATTAGGTGCCACATGGA TTGGCACCAGCTAATCCTCT 277

Ad04A9995 Aradu.A04 9995 p2 (GA)6 12 54123024 54123035 AAGAGTCACATGACCTGGGC AATGAAAGCTTGGAATCTCCC 195

Ad04A9997 Aradu.A04 9997 p2 (AT)6 12 54139345 54139356 AAGAAGAACGCAATGCATGA TCGAGTTTGGACAACTGACG 256

Ad04A9998 Aradu.A04 9998 p3 (TCC)5 15 54141284 54141298 TTAACACGCGCATCACATTT GGAGGAGAAACATGACGATGA 205

Ad04A10000 Aradu.A04 10000 p3 (TTA)6 18 54145169 54145186 GCCCGTCATAAAGAATGGAT AAACAACTGCAATGACGACG 251

Ad04A10005 Aradu.A04 10005 p4 (AAAG)5 20 54173206 54173225 TGCATACCTGAATTGTGGAGA CTTATTCTCCATCCAGCCCA 209

Ad04A10008 Aradu.A04 10008 p3 (TTA)5 15 54178293 54178307 TGTGAGATGACGCATTAAACTTG GCCAAAATCCAACTTTCTCC 262

Ad04A10011 Aradu.A04 10011 p3 (TTA)5 15 54194887 54194901 AGCACAACATCTTCACACGC CCAGCAAGTGTACTGGGTCA 234

Ad04A10015 Aradu.A04 10015 p3 (TTC)6 18 54203790 54203807 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad04A10019 Aradu.A04 10019 p2 (GA)10 20 54210623 54210642 CCAACCTCTTCAAAACCTATGA TCATCGAATCTTCTTGGGATG 259

Ad04A10024 Aradu.A04 10024 p5 (TTTAT)5 25 54231658 54231682 CGAAAACCCTCACCCAAAAT CCATGATGGAGAAAGGGAAA 153

Ad04A10027 Aradu.A04 10027 p2 (TC)13 26 54305568 54305593 TCGAAAATCACTAACCCCTTTT CAAAGGGAGTAATGGAATCCTCT 272

Ad04A10030 Aradu.A04 10030 p6 (TATTTT)7 42 54351436 54351477 ATGCCACAAGCACATGGTTA TGAAGAACAAAGCTTGCGAA 231

Ad04A10031 Aradu.A04 10031 p3 (AAG)5 15 54352233 54352247 CTCCGGCCTTAGGTGTCATA CAAAATCTCTTTCCCACCCA 275

Ad04A10033 Aradu.A04 10033 p3 (AGC)5 15 54363667 54363681 CGAAATCCACAAAATTAAGCG GCTGCTCCATTCCTCTGTTC 243

Ad04A10036 Aradu.A04 10036 p3 (AGA)7 21 54376184 54376204 ACCACTGAGCTATGACGGCT CCCCTCACTCACCTCCATTA 225

Ad04A10037 Aradu.A04 10037 p3 (ATT)5 15 54392667 54392681 TGGAGATGCTTCTTCCATCA ATGAGCAGGAACAAGATGGC 103

Ad04A10040 Aradu.A04 10040 p2 (TA)6 12 54441480 54441491 TTCGGACATTTTATCCCCTTC TTGATTTTGGGAGAGTTGGG 243

Ad04A10045 Aradu.A04 10045 p2 (TA)6 12 54484210 54484221 ATCCATTGATGCTCAAAGCC AAAGCAGTGAAAAAGCAAAAGC 157

Ad04A10050 Aradu.A04 10050 p3 (ATA)5 15 54517181 54517195 TTCAATTTTATTAGCAATGATTTTGTC TTCGTAAATCCTTTTCATTGTTTT 240

Ad04A10051 Aradu.A04 10051 p2 (TG)6 12 54518879 54518890 GCTTTGGGCTTAATTGTGCT GCAGCACATCACTAGGCAAA 266

Ad04A10052 Aradu.A04 10052 p3 (CTT)18 54 54521289 54521342 ATTCGTTTGTCATACGTGCG ATGAGAAGATGAACGCGACC 214

Ad04A10053 Aradu.A04 10053 c (GAA)5gacactccgtgcgtaaacgagcgag(AGA)1276 54522254 54522329 AGGAGGAGAAACGCGAAGA CTCTTCTCCCCTGCGCTTAT 122

Ad04A10058 Aradu.A04 10058 p3 (ATC)6 18 54534776 54534793 GCTCTTCCTCTTCCTCCTCC GCCGGGTTTTATATGTAAGTTCA 241

Ad04A10059 Aradu.A04 10059 c (TA)6ctatattgactcctcttagaggttattttggaaaagtaggttttgtaactctttcttttgggtttattttgggttctc(AT)11112 54537917 54538028 TTTCAGATGCAGGACGTGAG CTCAAGACTCGGTTCGAAGG 275

Ad04A10061 Aradu.A04 10061 p3 (AAT)5 15 54566696 54566710 ATGCATTATCCACTGCGCTT GCTGTTTCTTTTGCTTCAAGG 271
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Ad04A10064 Aradu.A04 10064 p5 (TTTCT)5 25 54593375 54593399 GAGCTACACCTTGCTTTGGG TGGAAATATTGGGAATTGGG 240

Ad04A10065 Aradu.A04 10065 p5 (AAAAG)5 25 54610965 54610989 TGTGGGAAAATTGTGTTTGG CTCACTTTGGGGCATTTTGT 234

Ad04A10067 Aradu.A04 10067 p3 (GTT)5 15 54635625 54635639 CACCACTGCTTCCCATACCT AGAAAGGGAGTCAAAGGGGA 145

Ad04A10068 Aradu.A04 10068 p3 (ATT)7 21 54646976 54646996 CGGGTAATTGAAATAGTTTATATACGG TGTTGGTTAATTACTGGCCAAA 163

Ad04A10069 Aradu.A04 10069 p2 (CT)6 12 54670053 54670064 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 241

Ad04A10072 Aradu.A04 10072 p3 (TTC)5 15 54712616 54712630 GAACTCTCTTGAATTTCCGGG CCCCTAATGAAAGTGGGGTT 187

Ad04A10073 Aradu.A04 10073 p3 (GAA)6 18 54739895 54739912 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad04A10074 Aradu.A04 10074 p3 (ATT)5 15 54743060 54743074 TTTGTGAAGTCACCAAGCATTC CAGGGAAAAAGGCACTCTTG 183

Ad04A10077 Aradu.A04 10077 p2 (AT)9 18 54763926 54763943 TGAAAATGATGGAAGTGGCA TTTTTGGAACGAAATCCTGG 270

Ad04A10078 Aradu.A04 10078 p2 (CT)9 18 54771987 54772004 TCCTAATGCACTTGTGACGC GCCACCATAACAGGAAGCTC 253

Ad04A10081 Aradu.A04 10081 c (AAAAG)5aaaaaaaaatgtatatagaaaaag(A)1160 54857997 54858056 AACTTTGGGACATTGGTTGG GCTTCACTTTGGGACATTTTG 275

Ad04A10082 Aradu.A04 10082 p2 (TC)8 16 54861944 54861959 TCTTTTCAAAACTCACTCTTCCTT TTTTTGGAAAAGTGGTTAGTGGT 105

Ad04A10085 Aradu.A04 10085 p3 (CTT)5 15 54889761 54889775 GAAGGAGGCTCGATGTCTTG CAGCCCCATATGGACAGTCT 193

Ad04A10091 Aradu.A04 10091 c (AGA)6tatggag(GA)637 54956276 54956312 TGACTCAGAGGTGGAAGCAA CTCTTACCCATCCAAACCCA 246

Ad04A10093 Aradu.A04 10093 c (A)12c(A)11 24 54969402 54969425 TTAAAACGGCGAGAACCAAG GGACCCCTTTCGCTTTATTT 243

Ad04A10094 Aradu.A04 10094 p2 (CT)6 12 54988963 54988974 AAGTTCACTGCAAGAGGGGA GGTGTGCTTTGAACACCAAA 250

Ad04A10095 Aradu.A04 10095 p3 (TAG)6 18 54998294 54998311 TCCTCCTCCTCATCTTCTGC CCTCATTTTCTTTGCCGTGT 254

Ad04A10099 Aradu.A04 10099 p2 (AG)7 14 55043481 55043494 AGTGGAACAAGGGGGTGATT CCAATTGCAAGGAAAGTAACAA 239

Ad04A10100 Aradu.A04 10100 p2 (AT)8 16 55080625 55080640 GCCCTGTTCCATCTCCTTTC TGCAAATGCAATAAACAAAAGAA 214

Ad04A10101 Aradu.A04 10101 p3 (TCT)6 18 55097624 55097641 CCCATCACCTCTTCACCACT TTGCCTTCCCTTTCCTCTTT 246

Ad04A10103 Aradu.A04 10103 p2 (CT)6 12 55109850 55109861 CCAATTTGGCAACATGAGTC TTGGCCCAGAAACACAGAAT 272

Ad04A10105 Aradu.A04 10105 p3 (TAT)7 21 55135270 55135290 TGAGGAGAGAAAAAGTGGTTAGG CTTGGTGTTTTCCCTCCAAA 279

Ad04A10106 Aradu.A04 10106 p2 (AT)8 16 55140306 55140321 AGCATTTTTGATCCGTTTGG GGAGTTGGCGAGAGAGAATG 266

Ad04A10107 Aradu.A04 10107 p2 (TA)8 16 55142876 55142891 CGCTAGCCATAAAGCAAAGG CAAGCTGCGGCTAGTTCTCT 161

Ad04A10108 Aradu.A04 10108 c (TTC)5tttgtttgattttctttttttatttttattaagatggtaaaacaagaagaatt(ATG)686 55153155 55153240 TTCCTCCTCGTCGTTGTTCT TCTCCTCAACACCATCACCA 227

Ad04A10109 Aradu.A04 10109 p3 (GAG)5 15 55153470 55153484 CAAAAGTTTTTGTAAAGAGGGTGAA CAAAGTTTTGCGCTGGTTCT 273

Ad04A10110 Aradu.A04 10110 p3 (GTG)5 15 55154002 55154016 TTTGAAAGAGAATGAATGATGATG CAAAGCCCGAAAAGTGTAGC 222

Ad04A10112 Aradu.A04 10112 p2 (AG)6 12 55174353 55174364 CGGAAAAGCACACCAAACTT CAAAATCTCCTCTTTCCCCC 144

Ad04A10115 Aradu.A04 10115 p2 (AT)7 14 55211983 55211996 CAAATCCCTTAGGTTGACTTGG CCATGATGGAGTAATGGAGATG 266

Ad04A10117 Aradu.A04 10117 p2 (AC)7 14 55237378 55237391 GGGATCGACCTCACTCATGT GGGGACAAAATTACCCCAAT 260

Ad04A10120 Aradu.A04 10120 p2 (AT)7 14 55258609 55258622 ACGTCCAAAGCTTGGGTAAA CTCGTGTGGAGTTTTAAGCC 258

Ad04A10125 Aradu.A04 10125 p3 (AGG)6 18 55263024 55263041 CTGCAGCTGCTTCTTCTTCA ACCGTCAAAAACCCATTCAC 270

Ad04A10126 Aradu.A04 10126 p2 (CT)6 12 55277464 55277475 CGCACCCTTCTTCTTCACTC GGGAGCAACAGAATCAGAGC 253

Ad04A10129 Aradu.A04 10129 p2 (AT)10 20 55338890 55338909 TGGGTAACAGCTTAGCCTTG GACTTGGTGCTGTTGTCGAA 225
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Ad04A10132 Aradu.A04 10132 p4 (AAAT)6 24 55432854 55432877 TGGCTCTTGAAAGAATGATGG CCGGATACATACATGCCACA 251

Ad04A10137 Aradu.A04 10137 p3 (ATT)6 18 55510275 55510292 TTGGATGTTGGCTTTGTGAA TCTTGGGAGCCATTACCTTG 190

Ad04A10139 Aradu.A04 10139 p2 (AG)22 44 55515805 55515848 TATGCATACCGCTGATCCAC TTCAACAACTCCATGCTCTGA 271

Ad04A10144 Aradu.A04 10144 p2 (AT)9 18 55580602 55580619 CGTCGTAAATCAAAGGTGGG TCGACCTTATCCTTGCAGGT 262

Ad04A10145 Aradu.A04 10145 p2 (TA)9 18 55589455 55589472 TGATTGTTTGGATGAGAATTGTG CCAAAACTCAAACCCACTTCA 238

Ad04A10149 Aradu.A04 10149 p2 (TA)7 14 55622713 55622726 TGATCCTCATCAATTTCCTGC TTTTGCAGTGGTTACGAAATACA 230

Ad04A10151 Aradu.A04 10151 p5 (AAAAT)5 25 55667679 55667703 CTACTGACTCCGATGGAGGG TCGAAAATCCTCACCCATTT 231

Ad04A10154 Aradu.A04 10154 p2 (AG)7 14 55691461 55691474 TTGGGAAATTCATCCATTCA CAATCATAAGTCTGGAATACCTCAAA 275

Ad04A10156 Aradu.A04 10156 c (AAC)21(AAT)6 81 55706396 55706476 GCCAAGTTATGGTGTCTTCTCC AGTTGATCCATTGATTCGGG 259

Ad04A10157 Aradu.A04 10157 p4 (ATTT)5 20 55709040 55709059 CATTTTTCGAAGTGAATGATAAACA AAAGGAAAGGAAGAAAAGTAAAATGA 261

Ad04A10159 Aradu.A04 10159 p2 (AT)10 20 55776697 55776716 CCATCCATCCTTGATTGGTC ATCCTAACGTCAAAATGGCG 242

Ad04A10160 Aradu.A04 10160 p2 (TA)15 30 55793707 55793736 CATTTGCGCTTTTGAAATCC CTAGTGCTTCAGCAAAGGGG 225

Ad04A10162 Aradu.A04 10162 p3 (AGA)6 18 55819011 55819028 CCTATGACTCGGAGGTGGAA TTCTTCACCTTGACCGAACC 213

Ad04A10164 Aradu.A04 10164 p2 (TA)6 12 55829573 55829584 GGCATGGTTGGTTATTCACA GGTGCATGTGACTCCCTTTT 199

Ad04A10167 Aradu.A04 10167 p2 (TC)8 16 55927021 55927036 AAACCAAATTGGCAACATCC TGGTCTAGATCCAAGCCCAG 275

Ad04A10170 Aradu.A04 10170 p2 (TC)6 12 55978440 55978451 GCCAGAAGCATAACATGGGT AAGGAAGGAGGGAAGAAGAAAA 280

Ad04A10174 Aradu.A04 10174 p3 (AAG)5 15 56002741 56002755 CCCTAATGAAGGTGGGGTTT ACTCCAAGTGCTGGGATGAC 222

Ad04A10175 Aradu.A04 10175 p2 (AT)7 14 56038841 56038854 CCACCGGATACATAAATGCC GAACACAAGCTTGCGAAAAA 235

Ad04A10182 Aradu.A04 10182 p3 (TTC)5 15 56164532 56164546 CCCCCTCTTCTTTACCTTGG AGTGGTCTTGATGGGCTTTG 270

Ad04A10186 Aradu.A04 10186 p2 (TA)8 16 56212148 56212163 GGCATTTTTGTCCCCTTTTT CAAGTGTGGGAAAACTTGGG 136

Ad04A10188 Aradu.A04 10188 p4 (TTTA)5 20 56240815 56240834 TGGAAGATGAGAGAGGGTGAG TTTCGAAAACTTCTTCCTCTTTTC 212

Ad04A10192 Aradu.A04 10192 p5 (AAAAC)5 25 56249265 56249289 GGAGTGTGCCCTGTTTTTGT AAAGTTCAGGTGATGTCGGC 102

Ad04A10193 Aradu.A04 10193 p3 (TTC)6 18 56260531 56260548 GAACTTCCGGGTACTCTCCC GCTCCTCCCCCTAATGAAAG 193

Ad04A10194 Aradu.A04 10194 p2 (AT)7 14 56261395 56261408 CACCCTTTAATTCCTTGCCA GGCATTTTTGTCCCCTTTTT 198

Ad04A10196 Aradu.A04 10196 p3 (TTA)6 18 56408362 56408379 TGCCTAGCAGAGCAAACAAA GGAGCTCAGGTGTTGGTTGT 276

Ad04A10197 Aradu.A04 10197 p2 (AT)6 12 56411779 56411790 TCCTTTTCCTGCATTTTTGG TGTGGTGTCATTTGCTTTTG 260

Ad04A10200 Aradu.A04 10200 p3 (ATT)5 15 56437932 56437946 TTTGTGAAGTCACCAAGCATTC CAGGGAAAAAGGCACTCTTG 183

Ad04A10204 Aradu.A04 10204 c (AT)6agaaaaaaattcaataaaactgggacaaaaatgccctaaagtaaagtaataacatcaatgcatatggaatgtgaattaaagagaatgcatgagtatgtg(A)11122 56468867 56468988 AAGTGTGGGAAAACATGGGA CTAAGCACCCACCAAACACA 259

Ad04A10209 Aradu.A04 10209 p4 (TTTA)5 20 56508462 56508481 TGAGAGAGGGTGAGAAGTCG TTGGTGTCCTTTTTATGTTCTTGA 279

Ad04A10212 Aradu.A04 10212 p3 (TTC)6 18 56539301 56539318 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad04A10214 Aradu.A04 10214 p3 (TTC)5 15 56547594 56547608 CCTATGCGTCACCTGGACTT TGCAATGGATGATAGTATGCAA 257

Ad04A10215 Aradu.A04 10215 p2 (AT)10 20 56549126 56549145 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 199

Ad04A10217 Aradu.A04 10217 p2 (TA)6 12 56552371 56552382 TGTGAAATTTTCTAACCGACGA CGCATGTCTGAATAAGATTTGG 244

Ad04A10219 Aradu.A04 10219 p2 (AT)9 18 56556349 56556366 CAGCCTGCCCATGGTATAAT TCATGCTTAATTGACGGTGC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A10222 Aradu.A04 10222 p3 (TTC)7 21 56569733 56569753 AGCAGCAGAAGATGAGGAGG TGCTGCAAAATTACTTGGAAGA 258

Ad04A10224 Aradu.A04 10224 p3 (AAG)5 15 56570369 56570383 TTTGCAGCATTATGTGTTTCTTC AAACTCTTCTTCTCCCTCCTCC 177

Ad04A10226 Aradu.A04 10226 p2 (TA)10 20 56580970 56580989 CTTTTGAGCCACTGCAGACA GCTGTTGCAATTGTGTGCTT 242

Ad04A10227 Aradu.A04 10227 p3 (GAT)5 15 56584318 56584332 TCATCCAGGTAATTTTGCAGC ACTTGCCGGTTAGTTTGTGC 229

Ad04A10233 Aradu.A04 10233 p3 (AGA)5 15 56640371 56640385 CCCTCGAGCAAGAAAGAAAA CCCATAAACCCCACCTACCT 227

Ad04A10235 Aradu.A04 10235 p3 (TCT)7 21 56704388 56704408 GCCGAATACACCTTTCTCCA GCTTTTGTCTTCCCTTTCCC 197

Ad04A10239 Aradu.A04 10239 p2 (CT)6 12 56734852 56734863 GGTTCTGCCTCCTCTCCTCT ACCACTGCTAGGGAACAACG 143

Ad04A10240 Aradu.A04 10240 p2 (AG)8 16 56746894 56746909 GCCAGAGGCTTTATATCAGCA TACCGGCTCATCAACTCACA 272

Ad04A10242 Aradu.A04 10242 p2 (TA)7 14 56759105 56759118 AAACCTTAAATCCAATGAATCTTTT CTTCCCCATGAGATTTTGGT 279

Ad04A10245 Aradu.A04 10245 p4 (AATA)6 24 56766896 56766919 CCCCCATTTCATTGTTTGAA GGGCTTTGTTATACTCTTCTGCTT 264

Ad04A10249 Aradu.A04 10249 p2 (CT)6 12 56794938 56794949 TGAAATCCTTGACCCCTCAG AGAGGTGTGGAGGTGATTGG 115

Ad04A10252 Aradu.A04 10252 p3 (AAC)6 18 56826773 56826790 TTCAGACCTTGCCACCTTTC GAAGGCTGAGAATTCCCATTT 211

Ad04A10253 Aradu.A04 10253 p2 (TG)6 12 56828430 56828441 AGGGTTAGGAGTCGTGATGG GCCGCTCAGATAGTGAGGAG 252

Ad04A10254 Aradu.A04 10254 p2 (GA)6 12 56831716 56831727 TAGGCTATCCCGTCATCGTC GCATGAACAGAAGCTCCCTC 252

Ad04A10255 Aradu.A04 10255 p3 (AGA)5 15 56834042 56834056 GAAAAACGAAAAAGCAACGC ACACCACTTCTCCCCCTCTT 148

Ad04A10260 Aradu.A04 10260 p2 (AG)6 12 56882205 56882216 TGGTTCCAACACCAATGAGA ATTTTGAGCGCAATCTTTCC 246

Ad04A10265 Aradu.A04 10265 p2 (TC)7 14 56932826 56932839 AGCCTTAAGTGTGGGGAGGT TCAACCAAGAAGAACATACATGC 142

Ad04A10266 Aradu.A04 10266 p2 (AT)7 14 56933515 56933528 TGCCAACTATGTGTGGGAAA TGAACTTAGCATTGGGGTGA 188

Ad04A10267 Aradu.A04 10267 p2 (GT)6 12 56933670 56933681 GATGAAATCACCCCAATGCT GGGCTAAGGTAAGGGTGAGG 229

Ad04A10271 Aradu.A04 10271 c (T)10cg(T)12 24 56971849 56971872 ACGCTTTTAAAATGTCCCGA TTTCATGTACGCAGCTGTTG 230

Ad04A10273 Aradu.A04 10273 p3 (CTT)5 15 56974743 56974757 TTCGGTTCATTCGTTGCTAA TTTGCTTCTCTTTTGTGGAGG 234

Ad04A10274 Aradu.A04 10274 p3 (TTA)13 39 56975060 56975098 GTCACTTTCTTCTGGCGACC CACTTGTGTTAGCCAATGCG 225

Ad04A10275 Aradu.A04 10275 c (A)10tcgaaagttgcttttttttaatatttattaatgtataacatttaatgcaagtctatggaatacgatattttcattaag(A)12100 56981130 56981229 TGAATTAATTTGAATTTGAACACTCTT GGCCTTGAGCAAGTCAATTT 280

Ad04A10276 Aradu.A04 10276 p2 (CA)6 12 56981726 56981737 CGACCTGAGTTACATGGCCT GGCCCGATATTTAGAACCGT 159

Ad04A10278 Aradu.A04 10278 p3 (CTT)5 15 56986949 56986963 CCCTCCTCAGCATCAATTTC AACCCCAGTGGACAAGACAG 171

Ad04A10281 Aradu.A04 10281 p3 (CTT)5 15 56993148 56993162 TCTTGACTTTCCCATGGAGG TACCAGAAACCCCAGTGGAC 167

Ad04A10282 Aradu.A04 10282 p2 (AT)9 18 56997397 56997414 ACTTGCGAAGCAAAGACCAG TCTGACTTTCCAGGGCCTTA 246

Ad04A10285 Aradu.A04 10285 p2 (AT)6 12 57052786 57052797 GCCACTTTTACCGTACTGGG CGAATCCAGCTCACTGTTGA 128

Ad04A10289 Aradu.A04 10289 p2 (CT)6 12 57112689 57112700 CGCCTAAATGGTGCAGAGAT GGTTCGTGTATTTGGGGTTG 192

Ad04A10294 Aradu.A04 10294 p2 (AT)7 14 57148653 57148666 GCATATCAAGCTCGGGTCAT TGGCTAAGTGAGCTTGCATTT 273

Ad04A10295 Aradu.A04 10295 p3 (TCT)5 15 57156350 57156364 CATCTACCCACTCTTCCCCA CGGTCAGGGTATGAACAGGT 234

Ad04A10296 Aradu.A04 10296 p5 (TTATC)5 25 57158394 57158418 CTGGTGTGTCCGACTTGTTG AGAGATAAAGGCGGTTCCGT 272

Ad04A10297 Aradu.A04 10297 p3 (GAA)5 15 57160330 57160344 GCTCCTCCCCCTAATGAAAG TGCATGAGATGGCAAAACTT 195

Ad04A10298 Aradu.A04 10298 p5 (TTATC)6 30 57173012 57173041 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A10299 Aradu.A04 10299 p3 (GAT)6 18 57195282 57195299 AGGCCGATTACTCCGAACTT ATCTGGTTCCCCTTCTGGAC 254

Ad04A10302 Aradu.A04 10302 p3 (AGA)5 15 57236446 57236460 TTGCCTTCCCTTTCCTTTTT CGAACCTTACCCCTCTCTCC 276

Ad04A10303 Aradu.A04 10303 p2 (TA)6 12 57266325 57266336 TTCCTTAAAACCCACCATCG TATCGCTTCGTGAGTGTTGC 245

Ad04A10304 Aradu.A04 10304 p4 (CATT)6 24 57267545 57267568 CTGTGCCCTGTCACCCTTAT AGACGGTAGGGAGGAGTGGT 277

Ad04A10305 Aradu.A04 10305 p2 (GA)6 12 57291964 57291975 GGGGAAACAGAAGGGAAGAA GAACTTTATGCTTCCAGCCG 247

Ad04A10306 Aradu.A04 10306 p2 (TA)6 12 57298266 57298277 TTTGAGCTCGTTAATAGATTGATAGA TCTTCCCTTTTATTTCCCGC 243

Ad04A10309 Aradu.A04 10309 p6 (TTTTAT)5 30 57335188 57335217 CCTAACCAATTTCTCTCTCCTCA TGGAGCAAGGGAGATGATATG 203

Ad04A10310 Aradu.A04 10310 p2 (AG)6 12 57379988 57379999 CGGAAAAGCACACCAAACTT ACACGTTTTGCCTCCTCATT 118

Ad04A10312 Aradu.A04 10312 p2 (GC)6 12 57416583 57416594 ACAGGGGTGGCATAAAATTG GTCCATATGCTTGCAACACG 236

Ad04A10313 Aradu.A04 10313 p2 (GC)6 12 57416716 57416727 GGTGGGCCTAACTCTCTGTG GTCCATATGCTTGCAACACG 104

Ad04A10314 Aradu.A04 10314 p3 (GAA)5 15 57438606 57438620 CCCCTAATGAAAATGGGGTT CCACATTGCTAGCCCAAATTA 259

Ad04A10315 Aradu.A04 10315 p3 (GAA)5 15 57444940 57444954 GCAGAGCTCTTCCCCCTAAT AGCCTACATTGCTAGCCCAA 274

Ad04A10319 Aradu.A04 10319 p3 (TCA)5 15 57559208 57559222 AAGCTCCCAAACATTTCACAA TGCATGAGGATGCATTATTGA 139

Ad04A10320 Aradu.A04 10320 p2 (CT)6 12 57562631 57562642 TCTTTTTCAAAACCACCCAA CCAAACACAGGTAAAGGGGA 268

Ad04A10321 Aradu.A04 10321 p3 (TCT)6 18 57565750 57565767 ACCCCTCCATCCTTCTTCAT ATTGCCTTCCCTTTCCACTT 242

Ad04A10323 Aradu.A04 10323 p3 (ACA)6 18 57572631 57572648 CCTTGCTTCCTCCCTTCTTC GTAGCCGACCCTACCAACAA 137

Ad04A10331 Aradu.A04 10331 p3 (TAG)5 15 57622938 57622952 ATTTGAGGGTTTTGGAGGCT TCCAAGATCAAAAATGGAAAATG 208

Ad04A10333 Aradu.A04 10333 p3 (ATT)5 15 57640352 57640366 ATCCAACAGGGACAAAGCAC CTTCGCACAACTAACCAGCA 257

Ad04A10334 Aradu.A04 10334 p3 (ATT)5 15 57651670 57651684 TGAGAGGATGGGTTGTAGCC CCCACGGAGATTGTTGGTAT 263

Ad04A10336 Aradu.A04 10336 p2 (CT)6 12 57723642 57723653 ATTTTTGCATGCCATTTGGT GGTGAGGTAGGTGGGGATTT 217

Ad04A10338 Aradu.A04 10338 p5 (AATAA)5 25 57767118 57767142 GGGGTTAGCATATGATCCCA CCTAACCACTTTCTCTCTCCTCA 257

Ad04A10342 Aradu.A04 10342 p3 (TTC)6 18 57820947 57820964 CCCTCAATCCCACCCTAAAT TAAAATATTGCTCGCCCTCG 197

Ad04A10343 Aradu.A04 10343 p3 (AAT)8 24 57822743 57822766 TTGGCTCTTGAAAGAATGATGA TTGGCTTTTTCTGCTTGCTT 183

Ad04A10345 Aradu.A04 10345 p3 (AGA)5 15 57870591 57870605 GCTTTTGTCTTCCCTTTCCC CCACATTTTCCCACATAGCC 208

Ad04A10349 Aradu.A04 10349 c (T)10cgcc(T)10 24 57946220 57946243 TTGGATCCTTGCTACCCTTG TTGTTGGCTCTTGAAAGAATGA 189

Ad04A10353 Aradu.A04 10353 p3 (AAT)5 15 58017119 58017133 AGGCACCCTTGTTGAAATTG AAATTTGGACGTTGGCTTTG 190

Ad04A10354 Aradu.A04 10354 p2 (GA)8 16 58045818 58045833 CGAGTTTTCCTGGGTAGACG TAAACCATTGGACTGTCCCC 197

Ad04A10360 Aradu.A04 10360 p2 (GT)9 18 58073182 58073199 AAAAGTGAATTGAGATGTTTCGC AGCAGTGGAATTAGCGGTTG 234

Ad04A10365 Aradu.A04 10365 c (ATT)6ttatgtaatgttaatttatcacatttttttactagcctaggaaataggtgcttgtagataaaagtttttataaaaataatattctaa(CT)15135 58149102 58149236 AAAGACATAGGTTTGGCTTGG CCAAGCAAAAAGTTGAAGGG 279

Ad04A10369 Aradu.A04 10369 p2 (AT)6 12 58191315 58191326 GGTGTGCTTTTTGGGGAGTA TCAAATCTCAACACCCACCA 246

Ad04A10370 Aradu.A04 10370 p3 (GAA)5 15 58195864 58195878 AGCCTCCCAATGCTTGAATA ATTCCCAGAGAGGTTCAGCA 206

Ad04A10371 Aradu.A04 10371 p2 (AG)6 12 58201698 58201709 GCGAAAGTGTACTTGACGCA CCCTAAAACCTAGAGAGAAGAGGG 278

Ad04A10374 Aradu.A04 10374 p2 (TA)8 16 58205391 58205406 AAGGATACATGGCATTGGAAA GTGCCACGGTTTATGCTTTT 259

Ad04A10376 Aradu.A04 10376 p3 (TTC)6 18 58215453 58215470 TACCCTCTCCCCTTTCCCTA CTAGAGGATTCTCCGGCCTT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A10389 Aradu.A04 10389 p2 (TC)6 12 58315234 58315245 TCTTCTTTCTCCCTTTCCCC TGAGGAATGATGACTCAAAAGG 226

Ad04A10390 Aradu.A04 10390 p2 (TC)7 14 58340058 58340071 TCACCAAGGAATGGTTGAGA GGGTTAGGGGACTTTTGCTC 147

Ad04A10391 Aradu.A04 10391 p2 (CT)6 12 58358052 58358063 TTTCGAAAATCTGTCCCCC TGCTTGTCCTCAAGCAAAAA 127

Ad04A10392 Aradu.A04 10392 c (A)10tttgcgg(A)10 27 58359470 58359496 TGGCTCTTGAAAGAATGAAGG TCCCCAATTAGAGGTGTCCA 212

Ad04A10397 Aradu.A04 10397 p2 (GA)6 12 58495400 58495411 GGGAATTTTTGGGGAAGAGA GACCCCACAGGATCCCTACT 156

Ad04A10404 Aradu.A04 10404 c* (AT)11(T)10* 31 58555947 58555977 TCAACCTAATGAGTTCGAAAATGA TGCATGCATCTTGTGTTTTG 152

Ad04A10405 Aradu.A04 10405 c (AG)7a(AG)6 27 58566250 58566276 CAGCGTGGAAATAGGGGTAA AACACCCCATCCTTTCCTTC 192

Ad04A10408 Aradu.A04 10408 p2 (TA)7 14 58601307 58601320 TTCAGCAGTAGCATCGAGGA TCACAATCAAAGCCCAGATG 229

Ad04A10409 Aradu.A04 10409 p2 (AT)7 14 58602081 58602094 AGGAACATTGGTTGGGATGA TATTGAGCTCCACTTTGGGG 244

Ad04A10413 Aradu.A04 10413 p2 (TA)8 16 58655919 58655934 AAGTGTAGCCTTAAGTCTGGTTTTT ATCTTGGACCCCTCCAGAGT 268

Ad04A10414 Aradu.A04 10414 p3 (CAT)5 15 58670094 58670108 GACCCATTAACCAGCAAGGA TGCCATTTTCCCAGTCCTAC 215

Ad04A10415 Aradu.A04 10415 p2 (CT)7 14 58672079 58672092 ACCAAATTGAATCAAGGCCA CCTCCAACCTCAATCCAAAA 280

Ad04A10416 Aradu.A04 10416 p3 (CAG)5 15 58682064 58682078 TTGACTCTGCTGCCTATCCA GGAAGAAGATGCGGTGACAT 211

Ad04A10423 Aradu.A04 10423 p3 (TAT)5 15 58804849 58804863 GGTTGCACAGTTTGGAAGGT TTTCCCAAAGCAAGCCATAG 167

Ad04A10427 Aradu.A04 10427 p2 (CG)6 12 58844123 58844134 CATTCTTGACCATCCACACG GAAAGAAACAGGGCAATCCA 266

Ad04A10429 Aradu.A04 10429 p2 (AG)8 16 58866353 58866368 TCTTGAAGCAAGAAAAAGCAA CCGGATACATACATGCCACA 245

Ad04A10431 Aradu.A04 10431 p2 (GA)7 14 58924250 58924263 GAGGAGGCCATTGAAATTGA AACCCTTCATGAGCACCAAC 279

Ad04A10433 Aradu.A04 10433 p3 (GCG)5 15 58947788 58947802 ACAGGGACGGTGGTTAATTC GAGAAATAGTGCCCGGATCA 179

Ad04A10437 Aradu.A04 10437 p2 (TA)8 16 58994965 58994980 GAAGTCATGCATTTTCATTCCA GAAGAGTGCCAAGCAGTTCA 230

Ad04A10438 Aradu.A04 10438 p2 (TA)6 12 58995181 58995192 TGAACTGCTTGGCACTCTTC TTTCTTGATCTTTTCCAAAGCA 152

Ad04A10441 Aradu.A04 10441 p2 (CT)6 12 59012564 59012575 AGGGCAAGAAGCTGGTGTTA TTTGGGGAAGAGGTGTTGAG 216

Ad04A10442 Aradu.A04 10442 c (T)11gttttcttttctcccttttttcgtttttctccttctc(T)1058 59033770 59033827 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 240

Ad04A10444 Aradu.A04 10444 p3 (AAT)6 18 59042291 59042308 GCAGGAATAGGGAAAAAGGC TTGGATGTTGGCTTTGTGAA 205

Ad04A10448 Aradu.A04 10448 p3 (TTC)6 18 59088405 59088422 TACCCTCTCCCCTCTCCCTA TTAAGAAAGTGCTCGCCCTC 167

Ad04A10450 Aradu.A04 10450 p2 (CA)9 18 59098646 59098663 CTGGAAGACCTCAAGCATCC AGGTGTTCCCAAGTGGTGAG 246

Ad04A10451 Aradu.A04 10451 p2 (GT)6 12 59119908 59119919 GGCATTAGTGGAGGCTTCAG AAATCACAAATTTCCTAATTTATACCC 205

Ad04A10453 Aradu.A04 10453 p2 (AT)8 16 59134135 59134150 TACCCCCTTGCTCATCTTTG CTCGAATCAATTGGGATGCT 195

Ad04A10459 Aradu.A04 10459 p3 (TAT)6 18 59158279 59158296 TTGTCCCATGTGCATTGATT ACGGGAACATGGGATGATAA 215

Ad04A10461 Aradu.A04 10461 p2 (CT)9 18 59182566 59182583 TAATGCACTTATGACGCGGA AATTTAAGCACAAGCCACCG 264

Ad04A10462 Aradu.A04 10462 p3 (ATA)9 27 59198358 59198384 TTGCTTTGATTTTATTCTCTTTTGG CCATGATGGAGAAAGGGAGA 159

Ad04A10463 Aradu.A04 10463 c (A)10tttcg(A)10 25 59214517 59214541 TGGCTCTTGAAAGAATGAGGA AAATTGTGACCCAGCTTTGC 238

Ad04A10465 Aradu.A04 10465 p4 (TTAT)6 24 59229130 59229153 ATCCATTGATGCTCAAAGCC AAGCAAAAGCTTGCGAAAAA 161

Ad04A10466 Aradu.A04 10466 p3 (AGA)6 18 59230825 59230842 CAGCCTTAGGTGCCATTGAT TACCTTGGCCGAACCTACAC 161

Ad04A10468 Aradu.A04 10468 p2 (GT)6 12 59249408 59249419 TTCCTCTGTCCCTCTTCCCT TTTTTCCTAATTTATCAAATCAAAACC 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A10469 Aradu.A04 10469 p2 (AT)11 22 59266557 59266578 GTGTGGGAGACTTGGGACAT ACTTTGGGGCATTTTATCCC 228

Ad04A10470 Aradu.A04 10470 p2 (CT)12 24 59269848 59269871 AGCTAGGAAAAATGGCCAGG AACTCCAGATTTGCTTTTGC 241

Ad04A10475 Aradu.A04 10475 p2 (AT)6 12 59307677 59307688 ATCCGACTAGTTCCGGGTTC TCTGTTGAAAATGCTTTTATTCATCT 265

Ad04A10476 Aradu.A04 10476 p2 (TG)6 12 59321931 59321942 CCTTGGACCTTGAGTGTGGT TTTCACCACCAAACCCTTTC 175

Ad04A10477 Aradu.A04 10477 p2 (AT)12 24 59326495 59326518 TCTTCCTCACTCTCGGTTCC CCACCGAAGCCATAAGAAAA 184

Ad04A10478 Aradu.A04 10478 p3 (ATA)6 18 59326691 59326708 AGGTTTCCTTAAGGCTTCGG ATTTGTAAGACCCCGGATTT 269

Ad04A10479 Aradu.A04 10479 p2 (TA)7 14 59350903 59350916 TTTGAATGGGACTTTTCATAACC TGAAAATATTTGCTAATTATTACCGTG 262

Ad04A10480 Aradu.A04 10480 p3 (ATT)16 48 59351618 59351665 CCTTTTTAAAATATAATGCATGTACCG TGCACACATTAATAGTGACCAATTT 137

Ad04A10482 Aradu.A04 10482 p3 (ATA)6 18 59359370 59359387 AGGTTTCCTTAAGGCTTCGG GGGTAGGATGTAAAACCCCG 274

Ad04A10483 Aradu.A04 10483 p3 (ATA)5 15 59362903 59362917 AAAGCTACAAGTCCCGCTCA ATCCGCTCATCAATGCTAGG 232

Ad04A10488 Aradu.A04 10488 p2 (TA)12 24 59384220 59384243 TACACCTTAGGGCTGGGAAA CCCAAACAGAAAAAGGCAAA 229

Ad04A10490 Aradu.A04 10490 c (TTA)5(TTG)6 33 59387394 59387426 GCTGCTTCACAAATGAGCAA ATGTTATCGTGCATGGGGTT 253

Ad04A10492 Aradu.A04 10492 p3 (GCA)6 18 59391056 59391073 TTGGCAAAAGAAAGGCAACT TGATGGTGTTACAGGGCAAA 201

Ad04A10494 Aradu.A04 10494 p2 (AT)8 16 59407096 59407111 GGTTTATCAACCTCCCCACA AGGGTTCAACTGCTCATTCC 269

Ad04A10495 Aradu.A04 10495 p2 (TA)7 14 59408355 59408368 TGCCTGGTTTAAGAAGAGGG TTGCATTTTGCACTTTGAGC 106

Ad04A10496 Aradu.A04 10496 p3 (AAG)8 24 59412539 59412562 CCTATGACTCGGAGGTGGAA TTGGCCGAAACCTACACTTC 218

Ad04A10497 Aradu.A04 10497 p2 (CG)6 12 59418869 59418880 GGAGAGAGAAAAGCAGGGTG TCCCTCTATGAAGCTTGGGA 235

Ad04A10499 Aradu.A04 10499 p2 (TA)7 14 59435665 59435678 AAAAACCCGAAAAACACGAG TAGCCTTAAACTCTGCGCGT 149

Ad04A10500 Aradu.A04 10500 p3 (AGA)6 18 59443126 59443143 GGCCTTAGGTGCCATCAATA AAACCCACACCTCTCTCCCT 149

Ad04A10502 Aradu.A04 10502 p2 (AT)7 14 59464793 59464806 CCACGGCTTGCAGAGTTTA CCCACCTCGGTGAGTTACTT 222

Ad04A10503 Aradu.A04 10503 p2 (CT)6 12 59468865 59468876 TTCGAGGAGAGTTCGCATTT ACATTGAACCTGGGATCGAG 141

Ad04A10505 Aradu.A04 10505 p2 (CT)7 14 59475127 59475140 ACCAGAAATTGCAGGAAACG ACATTGAACCTGGGATCGAG 249

Ad04A10506 Aradu.A04 10506 p5 (TATTT)5 25 59480113 59480137 GCATGCAATTGACACCAAAC CCATCCTAAAGCTGACTGGC 253

Ad04A10509 Aradu.A04 10509 p2 (AT)7 14 59534958 59534971 CGAGGATTGTTCGAGTTTGG TGTTTTGAACCTTCATTTCTCTG 272

Ad04A10510 Aradu.A04 10510 p2 (CT)6 12 59535909 59535920 TTTTTCCACTTCCAATTTTCG TCGAACACAGAGGGAGAGAGA 225

Ad04A10515 Aradu.A04 10515 p3 (AAT)5 15 59570580 59570594 CCCACGGAGATTGTTGGTAT CATTGACAACAGTGATGCCC 276

Ad04A10516 Aradu.A04 10516 p3 (AGA)6 18 59573477 59573494 GGCCTTAGGTGCCATCAATA TCCATCATCTCTTTCCCACC 189

Ad04A10517 Aradu.A04 10517 p3 (AAT)5 15 59578339 59578353 TCTTCACAACTCCGCACAAC TTGCAAAGATCCAACAAGGA 277

Ad04A10520 Aradu.A04 10520 p3 (AAG)17 51 59612475 59612525 CTAGAGGTTTCTCCGGCCTT GGCCAAAATCACACACCTCT 198

Ad04A10521 Aradu.A04 10521 p3 (ATT)5 15 59616763 59616777 GGAAACATGCAATTGACACC TTTTTCTTCGCTTGCGTTTT 146

Ad04A10527 Aradu.A04 10527 p3 (GAA)5 15 59699913 59699927 GTTGTGGAGAGAAGTGGGGA CACCTCGGTGGCTATGAAGT 279

Ad04A10529 Aradu.A04 10529 p3 (TCC)5 15 59713330 59713344 CAGTTGCAAGAGAGCGATGA AACCTTACCCCATCAAACCC 221

Ad04A10532 Aradu.A04 10532 p3 (AGA)6 18 59733657 59733674 CTGGCCTTAGGTGCCATAAA AAACCCACACCTCTCTCCCT 152

Ad04A10535 Aradu.A04 10535 p2 (GT)6 12 59763892 59763903 GGGGACAAAATTACCCCAAT AATGGGGTTAAGGTGAGGGT 217
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Ad04A10536 Aradu.A04 10536 p5 (AAGAT)5 25 59784068 59784092 ATTTGGGTCGTGTTCCTCTG TGCGTTATACATGGGTGCTC 280

Ad04A10537 Aradu.A04 10537 p2 (TG)7 14 59812460 59812473 CATGCAATGGGTGTGAGTTC TTTCCAACGCTCACTAAGGG 229

Ad04A10538 Aradu.A04 10538 p2 (GT)8 16 59812736 59812751 GTGTGAGTGTGTGGGTGAGG CAGCAACCATGTCAAACACC 206

Ad04A10539 Aradu.A04 10539 p3 (ATT)17 51 59814306 59814356 TGCTAATTTGATGTATAAGGATTGACA GGGACAAGTTGTTACGTTAATAGTGA 253

Ad04A10540 Aradu.A04 10540 p3 (TTA)5 15 59833654 59833668 ACGCCTATCTGAAATTCCCA TAAGGGTCGATCCCACAGAG 176

Ad04A10543 Aradu.A04 10543 p3 (AAC)5 15 59870874 59870888 CCCATCAAGGCCAAAAATAA TCCTCCTTGCAATTATGGTTTT 278

Ad04A10546 Aradu.A04 10546 p3 (AAG)5 15 59894364 59894378 GGAGCAAACGAAGCACTTTC TGTTCGTTGTGTACCCTTGC 234

Ad04A10547 Aradu.A04 10547 p5 (AAGAT)5 25 59921720 59921744 CGACCCAAATCCTAAAGCAG GGTGATGGTGCTGATCCTTC 274

Ad04A10550 Aradu.A04 10550 c (A)12(GA)6 24 59989863 59989886 ACAAAGACCCAAGGCTCTGA ATTTACTTGCCCAGGCCTCT 148

Ad04A10553 Aradu.A04 10553 p3 (AAC)5 15 60025508 60025522 TGCCAAATTCATCCATCAAA ACATGACAGAGCACAATGGC 275

Ad04A10556 Aradu.A04 10556 c (GC)6(AC)7(TC)7 40 60038592 60038631 CGAATTGGCGAGATTGAAGT GGGATTTTTGCCATCCCTAT 264

Ad04A10558 Aradu.A04 10558 p3 (TTC)6 18 60062723 60062740 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 266

Ad04A10559 Aradu.A04 10559 c (A)11ccaaaatagaaaaaaataatagaaaattcatgtgcattgataagttatgtttgcttttatgattc(A)1187 60066206 60066292 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 200

Ad04A10564 Aradu.A04 10564 p2 (GA)6 12 60141648 60141659 CGCGATCTGCAGAATTACAA TTGAACCTGTGATTGAAGAAGA 230

Ad04A10565 Aradu.A04 10565 p3 (AGG)5 15 60147773 60147787 AGAGCAACCTCCTCCAAACA CTGACTGGGTCGAATGGAGT 255

Ad04A10566 Aradu.A04 10566 c (TC)28tt(TC)7 72 60188547 60188618 GGCATGACTCTCGGGTTTTA GAGGATGCTATGTTTTGAACGA 252

Ad04A10568 Aradu.A04 10568 p2 (GC)6 12 60217138 60217149 ACAAATCTACGGATCGACGC CTAGAGGAGGGTGCAGAACG 235

Ad04A10569 Aradu.A04 10569 p2 (GC)6 12 60217287 60217298 ACAAATCTACGGATCGACGC CTAGAGGAGGGTGCAGAACG 235

Ad04A10570 Aradu.A04 10570 c (A)10gagaaaacg(A)1029 60233028 60233056 TGTGGTTCATGAATATTGGCTC TCAGCTTTGCTAGAGTCCCC 250

Ad04A10572 Aradu.A04 10572 p2 (AT)7 14 60293420 60293433 TTTTTGTCCCCTTTCATTGC TGAAAAACCCTGAATGTCCC 214

Ad04A10573 Aradu.A04 10573 p2 (AT)7 14 60305980 60305993 AAATGAACTCTGCCACATGAA TGGATTCCTACTGCAAGATGG 200

Ad04A10576 Aradu.A04 10576 p3 (TTC)6 18 60414053 60414070 CATCCACTCTTCCCCAAAAA TAAAATATTGCTCGCCCTCG 253

Ad04A10577 Aradu.A04 10577 p2 (GC)6 12 60422403 60422414 TTTCAGTTGGGTTGGAAAGC ACAAGGCTCCTAAAACCGCT 165

Ad04A10580 Aradu.A04 10580 c (T)11g(T)11 23 60449336 60449358 TTCCTTGGTGATGAGCTTCC CAGGAACAAGGAAAAAGGCA 261

Ad04A10583 Aradu.A04 10583 p2 (CG)6 12 60502527 60502538 GGAGGAAGGAGAAAAGCAGG ATTGCACTTCCGCAACTTCT 193

Ad04A10587 Aradu.A04 10587 p2 (AT)6 12 60521313 60521324 AGGGATTGCCCCAGTAAAGT CCATACCAGCTTCCTCCAAA 181

Ad04A10588 Aradu.A04 10588 p4 (TATT)5 20 60537013 60537032 TCGAAATTTCTTTCCTCTCCC TGCCTTTTTCCTTGTTCCTG 232

Ad04A10589 Aradu.A04 10589 p3 (TTC)6 18 60540315 60540332 TTGGCCGAAACCTACACTTC AGTGGTCTTGATGGGCTTTG 254

Ad04A10590 Aradu.A04 10590 p2 (TC)6 12 60586119 60586130 GCGAGGGTTTAATCCCCTTA CCGAAGCAGTGTCACAAGAA 186

Ad04A10593 Aradu.A04 10593 p3 (TGA)6 18 60638243 60638260 ATCTCGACCTTTCCCCTGTT CAGCAGTATCAACTCGGGGT 233

Ad04A10595 Aradu.A04 10595 p2 (AG)8 16 60676718 60676733 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 114

Ad04A10597 Aradu.A04 10597 c (TC)6tttcttttacttctcttctct(TTTC)553 60688726 60688778 TTTTCTTCTTTGCCCAGCTC CTAGGGAGGAACAATGGCAA 241

Ad04A10598 Aradu.A04 10598 p3 (AGA)6 18 60715545 60715562 AAAAACATGCAATTGACACCA TCGAGTTTGGACAACTGACG 222

Ad04A10606 Aradu.A04 10606 p2 (GA)6 12 60824051 60824062 CTGGGATGATCTCCCTTTCA CTAAGTTTGGTTTGGGGCAA 254
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Ad04A10608 Aradu.A04 10608 p3 (TAC)5 15 60865378 60865392 AACAAAAAGTATTGCCACCACA GCTTGCTTGCTTGATTTAGCTT 257

Ad04A10609 Aradu.A04 10609 p2 (TG)10 20 60909936 60909955 GGACAAAATCCACGTCCTTG TGAGGATTCCCTCCGGTTA 279

Ad04A10610 Aradu.A04 10610 c (A)11gaagaaaacg(A)1031 60920595 60920625 TGGTGGCAATACTCGTGTTC TCCCCAATTAGAGGTGTCCA 265

Ad04A10614 Aradu.A04 10614 p2 (AG)6 12 60984729 60984740 GAAGGGTTTTTGGGGAAGAG CGTTTAATGCCAGAAAAGGC 178

Ad04A10616 Aradu.A04 10616 p2 (TA)10 20 60997723 60997742 ACCCATACCTTGATGACCCA ATTTTCCCTCGGCTCCTAAA 186

Ad04A10625 Aradu.A04 10625 c (AG)10aa(AG)21 64 61027041 61027104 TGTCTTAGCCTGTTTTGGTAGC AGGAGAAAAACGGACACAAA 277

Ad04A10626 Aradu.A04 10626 p2 (AT)11 22 61035314 61035335 GTTCTGGATGAGCTTGCCTC CTATGCCTCTGTCGTGCATC 121

Ad04A10627 Aradu.A04 10627 p2 (TA)11 22 61035965 61035986 CAGATGCAGGAAACTCCCAT TCAAGGCTCAAGACTCGGTT 192

Ad04A10633 Aradu.A04 10633 p2 (CT)6 12 61106894 61106905 TCCTGTGTTGTTTTTCCCCT ATTTAGCACCCCACATGGAA 258

Ad04A10635 Aradu.A04 10635 c (GT)6c(TA)10 33 61120968 61121000 ATAAAATCGCGAACCGAGAA CTGGAAATCCATGAATTGGG 249

Ad04A10642 Aradu.A04 10642 p2 (GA)6 12 61190671 61190682 CCTTATCCTTGTTCCTGCTCA ATTTTTCTTCCCCCTCTTTTT 266

Ad04A10644 Aradu.A04 10644 p2 (TA)9 18 61196113 61196130 TTTCCAAATCAATTGGGGG AGTCGGTGTTTTTGGGTGAC 183

Ad04A10646 Aradu.A04 10646 p3 (AGA)6 18 61206077 61206094 AAGAAGGCAGAGTTGTTGGG TTTCATTGGATCTTCTTGGGA 237

Ad04A10647 Aradu.A04 10647 p2 (TC)6 12 61229093 61229104 TCTGAATTTTCGAAACTAACATCA GAGAGAGAAGAAAAGAGGGTTCG 168

Ad04A10653 Aradu.A04 10653 p3 (AGA)6 18 61297767 61297784 CAGCCTTAGGTGCCATTGAT CACAACACAAACCCCCTCTT 188

Ad04A10655 Aradu.A04 10655 c (AAT)6attctatatttatcgctaataattatgca(AT)659 61317194 61317252 GCAGCCTTGGAAAAAGAAAG TGTCGCATGTTTGAGTGTCTC 148

Ad04A10656 Aradu.A04 10656 c (T)10ctttttacaataatatataaataaaacagtgtcgtttttagttttcccttgagcttctcatttctaaggtttgag(T)1095 61318880 61318974 CCTCACACCTCACCTGTCCT CCAATGAATTGCCTAACACG 173

Ad04A10658 Aradu.A04 10658 p3 (TAA)6 18 61320556 61320573 GCCAGAAACACGCTAGGATT GCTTCTGCAAAACAAAGGAGA 280

Ad04A10660 Aradu.A04 10660 p2 (TA)6 12 61327702 61327713 GCCCTTGATTAGTAGTGATTGGA GCTCAAAAAGCACATTTCACA 280

Ad04A10664 Aradu.A04 10664 p3 (TTA)5 15 61334696 61334710 TGAAAAGGAACGACAAAGGC CCTTGCCATTTTTCTTCAAA 245

Ad04A10665 Aradu.A04 10665 p2 (TC)8 16 61338605 61338620 AACTTCTCAAGGCAAACCAAA TGCAGCTGTTCGAACTTAACA 257

Ad04A10666 Aradu.A04 10666 p4 (TCTA)6 24 61340137 61340160 CCCACCTTTGATCTGTGCTT ACCAAGTTCCCATCTGCAAC 199

Ad04A10667 Aradu.A04 10667 p2 (AT)7 14 61344081 61344094 TTTTACCACTGTCCTGCACAA GGCAGTTGAAGGGCCTAAAT 126

Ad04A10668 Aradu.A04 10668 c (T)10cgtttttctccctttttttc(T)1040 61367962 61368001 TCCCCAATTAGAGGTGTCCA TGAAGCAAGAAAAAGCAGTGAA 146

Ad04A10669 Aradu.A04 10669 p2 (AT)8 16 61408553 61408568 GTCTCAAAGCCAAAAGGGTG CTATGAAATTTGGGCGAACG 271

Ad04A10671 Aradu.A04 10671 p3 (AGA)6 18 61432519 61432536 CGGTCTTAGGTGCCATTGAT TACCCTCTCCCCTTTCCCTA 234

Ad04A10673 Aradu.A04 10673 p4 (TAAA)5 20 61440900 61440919 CTTTTTCCTTGTTCCTGCTCA CAAAAATCACTAACCACTTTTTCAA 263

Ad04A10674 Aradu.A04 10674 p3 (TTA)5 15 61491503 61491517 CCAACACTTACTTTGGGGCA GTGGGAAAAGTGGGTTTTGA 199

Ad04A10677 Aradu.A04 10677 p2 (AT)8 16 61519786 61519801 GCACTGTACAGGCATTACCAAA CAGGGTATGTGCTTAATTTGAGG 249

Ad04A10678 Aradu.A04 10678 p3 (AAT)17 51 61525188 61525238 TGACATTCACTGCTAGTGCAGA TGTTTCTGGTGTAGAACATTTGC 204

Ad04A10682 Aradu.A04 10682 p3 (TTA)5 15 61573807 61573821 GGGACAGCTTGATTTAGCCA TTGTTGGCTCTTGAAAGAATGA 273

Ad04A10683 Aradu.A04 10683 p3 (AGA)6 18 61575496 61575513 CCTATGACTCGGAGGTGGAA AACACAACCCCCTCTTCTCC 237

Ad04A10684 Aradu.A04 10684 p2 (AG)8 16 61578923 61578938 GGATGAGAAAAATTCGAACACA TTTCGAAAAGTACCTCCCTCTC 245

Ad04A10686 Aradu.A04 10686 p2 (AG)15 30 61592198 61592227 GGGCAACATCAATCAAACCT TGAAGTGGGGGAATACATCC 243
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Ad04A10687 Aradu.A04 10687 p2 (TA)6 12 61593092 61593103 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 266

Ad04A10689 Aradu.A04 10689 p2 (AG)8 16 61619644 61619659 CAATTGGGCAACATCAATCA GGGAAATGCATCCATTCAAG 220

Ad04A10692 Aradu.A04 10692 p2 (CT)8 16 61628452 61628467 TCACATGTCTTATTTACCGCGT GTTAACGAAGAGACCGAGCG 260

Ad04A10693 Aradu.A04 10693 p3 (CTC)6 18 61634603 61634620 GGCGGATTTTGCTATGAATG GTTCGCTTAAGCAGTGTCGG 254

Ad04A10694 Aradu.A04 10694 p3 (GAT)5 15 61635405 61635419 TGAATGTAGGTTCATTCTCTTTCAA TCCTCCTCATCTCTGCTGCT 198

Ad04A10695 Aradu.A04 10695 c (T)11atttctttctttcttttggtggaatgaatgtaagttcatcatcttccaagcaattttgcagcattatatgtttcttcttctttgtttga(T)10110 61635594 61635703 TGCAGAAATATTTTCTTTAATGTTGC TGATGATTTTGCCTGATCCA 231

Ad04A10698 Aradu.A04 10698 p2 (TA)11 22 61636595 61636616 GTCGCCCATACTGGTGACTT AAATGCTCTGGGGTCAAAAG 271

Ad04A10699 Aradu.A04 10699 p4 (AAAT)9 36 61636762 61636797 TGCTCATGCAAACATCCATT GCTTTGGACTCGTAACGGAA 135

Ad04A10700 Aradu.A04 10700 p3 (TCT)9 27 61647618 61647644 ACACACTACCCCCTCTCCCT TCCGGCCTTAAAAGATTGTG 218

Ad04A10701 Aradu.A04 10701 p2 (TA)7 14 61655444 61655457 AATCACGCTCCATTTTCCAG CAAGCTTCCAAAAAGCCAAG 205

Ad04A10702 Aradu.A04 10702 p2 (AG)7 14 61656845 61656858 CCAGTTCCAAACCCAAAAAC TGAAAATGGTGAAAAAGGGAA 271

Ad04A10703 Aradu.A04 10703 p4 (TAAA)5 20 61660429 61660448 CGCTTTCTTCTTTCCCCTCT CACCCAACAACACCAAACAA 261

Ad04A10706 Aradu.A04 10706 p2 (AT)6 12 61685738 61685749 CTTCCACACGTCGTAAAGCA CTCCACAAGCTGTGGCTAGA 241

Ad04A10707 Aradu.A04 10707 p2 (AT)7 14 61689778 61689791 ACAATCGGTTCATCCCTCAG GGCTTAAACTCCACGAGCTG 274

Ad04A10710 Aradu.A04 10710 p5 (TTATC)5 25 61721707 61721731 GAATGCTGCTGATCCCTTGT AGAGATAAGGGCGGTTCCAT 242

Ad04A10713 Aradu.A04 10713 p4 (TCTT)5 20 61752202 61752221 CTTGCTTGATTCTGGCCTTC CCCTTCATCCCTTCATCAAA 182

Ad04A10714 Aradu.A04 10714 p3 (TCT)6 18 61765627 61765644 ACTCCCCCTTCTCCTCCATA CAGCCTTAGGTGCCATTGAT 190

Ad04A10719 Aradu.A04 10719 p3 (AGA)5 15 61811577 61811591 TTGAGGAAACTCCGGTCTTG ATATGGCCGAAACCTAACCC 261

Ad04A10723 Aradu.A04 10723 p2 (CT)7 14 61837079 61837092 CCAAACCCATTTCTCCTCAA CCTCCAACCTCAATCCAAAA 256

Ad04A10725 Aradu.A04 10725 p3 (AGA)5 15 61848167 61848181 ACTCGGAGGTGGAAGCTTTT TTTCACACCTCACAAACCCA 239

Ad04A10727 Aradu.A04 10727 p3 (TTC)6 18 61873644 61873661 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad04A10729 Aradu.A04 10729 p3 (TTC)7 21 61877451 61877471 ATCGCCGAATCTATCTCCCT ACCACTGAGCTATGACGGCT 248

Ad04A10732 Aradu.A04 10732 p2 (GT)7 14 61959970 61959983 GGAATAATTGAATCAAAGCATGAA TGAAGGGGATTGACAACACA 176

Ad04A10743 Aradu.A04 10743 p3 (AAT)6 18 62148965 62148982 TCATCTATACGAATATCAAACAGCA AAAGAATAATTCCGATACGACAAA 218

Ad04A10746 Aradu.A04 10746 c* (GA)7(A)14* 27 62152167 62152193 TGCAATCAATAGAGGGATGAA TGCAAAATTACAAAGATAGTCCCA 274

Ad04A10748 Aradu.A04 10748 p2 (GA)6 12 62181961 62181972 TGAGCTAGAGCTAGGGCATGA TCTCTTCCTTTTCAAAACCTCC 275

Ad04A10750 Aradu.A04 10750 p3 (GAG)5 15 62185915 62185929 TGATGAAGATGAAACTCGCAA CGCTCCCTCACCATTAAGAA 162

Ad04A10753 Aradu.A04 10753 p2 (TC)6 12 62189912 62189923 AAATGAATCCAGAGGCATCG TGCCATTGTTTTGTCTTGGA 203

Ad04A10754 Aradu.A04 10754 p2 (TG)6 12 62190568 62190579 CGGGAATCAGATGAAGAAGC CCTTTGTAAAACTCGAAACCG 278

Ad04A10756 Aradu.A04 10756 c (T)12aagaatttttttccgaaaaaaattgaaattaaaatctaaaattttataaaaacaatttcgaaaaagtagttcaagattagttagaaaatataaa(T)10116 62206792 62206907 TGTTCATTCCTACTTGCTTCCA TTTTGTGTGTTTTTCTCTTTCATCA 261

Ad04A10757 Aradu.A04 10757 c (AC)10ag(AT)8 38 62230074 62230111 TTTGCCTAACGTTCAGAATTGA AAACAGTTACTTAATCGCGGTTCT 257

Ad04A10758 Aradu.A04 10758 p3 (TAC)5 15 62239999 62240013 GACAAAAAGTATTGCCACCACA CATCCACTTCCCAAAACACA 279

Ad04A10766 Aradu.A04 10766 p2 (CT)23 46 62315658 62315703 CCAAAGGCACACCTCTAACC CAATTGCATCAACAACCCAC 279

Ad04A10767 Aradu.A04 10767 p2 (TA)6 12 62324503 62324514 GGTGTGGCCAATCTTGAAGT CCAAAGATAGCCACATCAAAC 198
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Ad04A10772 Aradu.A04 10772 c (TG)11tt(TG)21 66 62337638 62337703 CTTTTTCTTCGCAGGTCGAG GCCGTAACCACACTCGTAAAA 177

Ad04A10773 Aradu.A04 10773 p2 (AG)12 24 62338572 62338595 GTTACCGTTGTCAGAGTGCG ATGGGGGAGAAAGGACAGTT 242

Ad04A10775 Aradu.A04 10775 c (T)12agtaaatattcaagttgatcttcaaaaaatttgatattagannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatctccaataag(T)12113 62354084 62354196 TCTCTTATGTTTAGACAACAAATCAAA TTGCTATAAGACAAATTAACTCCTTTC 237

Ad04A10781 Aradu.A04 10781 p2 (TA)7 14 62359796 62359809 TGTTGTCTCCCATGACCGTA TGAAAGTCACAAATTAGTGTGGGT 259

Ad04A10782 Aradu.A04 10782 c (T)10aaactt(TAA)1252 62363225 62363276 TTACTCCCTTAAAGGCTTCGG TTTGAATTTGATTGCGCTTG 253

Ad04A10783 Aradu.A04 10783 p2 (TA)6 12 62365045 62365056 TGGAATGAAAGGTGATCATGTG TGGATGTATCTGTAAGACTCCGAA 279

Ad04A10787 Aradu.A04 10787 p2 (AC)13 26 62379400 62379425 CGCAATACCGATCCAAAAAT GGCGCAGAAGTTACGAAGAG 249

Ad04A10793 Aradu.A04 10793 c (T)10cgttttcttttctcccttttttttcgtttttctccttctc(T)1161 62434138 62434198 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 240

Ad04A10794 Aradu.A04 10794 p3 (TCT)5 15 62449716 62449730 TGCACCATTCACATCAACCT GCTCGTCCTCGAGCAAAAA 244

Ad04A10796 Aradu.A04 10796 p2 (TA)7 14 62463068 62463081 CACATCATGTCAAACCTCCTG ATGTGATGATGATTTGGGCA 146

Ad04A10797 Aradu.A04 10797 p2 (AT)7 14 62469448 62469461 GTGGGTTTGGAAACATTTGG GGGTTGTAATGGGGTTAGGG 249

Ad04A10798 Aradu.A04 10798 p2 (AT)13 26 62474106 62474131 TGTTCTTCCGCGTTCTTAGC CATGGCTCTTGAAAGAAGGG 252

Ad04A10800 Aradu.A04 10800 p3 (TTG)8 24 62507752 62507775 CTAGGTTGGGCATTTGCATT ACGTTTACACCAGGCCAGAG 162

Ad04A10801 Aradu.A04 10801 c (AT)6tgtgtttcttgtttgagtctagtgtcaaatcctaagtttggtgtcaattgcatgtttttatttttttacgttttcg(A)1098 62518865 62518962 TTTGGACAACTGACGATTCA CCCGGAACAGAAATCATCAA 279

Ad04A10802 Aradu.A04 10802 p3 (TCT)6 18 62547896 62547913 CTTCACCTTGGCCAAACCTA CTCGAAGGTGGAAGCTTTTG 211

Ad04A10803 Aradu.A04 10803 p2 (CT)6 12 62552129 62552140 TTTGCATGCCTAAATGTTGC TTGGGAGGGAAAAGTGTTTG 249

Ad04A10805 Aradu.A04 10805 p2 (AG)6 12 62573100 62573111 AAGAACCTGGGATTGAGAGTCA GGCCCAGAGGACACAGATTA 181

Ad04A10806 Aradu.A04 10806 c (A)10gatatgaaaatatttttgaaaaagatatgatttttgaaaaagataagataaaaaaaatttaaaataaaaatctgaaaaaaag(T)12104 62580226 62580329 AGCCAAAGGGGTGAGAGTTC TGCCCATTGCCTAAATTCAT 280

Ad04A10807 Aradu.A04 10807 p2 (AG)7 14 62580927 62580940 AGAACCTGGGATTGAGAGTCA AGCGCTGGAAGTGATTTCTG 224

Ad04A10808 Aradu.A04 10808 p3 (TTA)5 15 62586883 62586897 CACTTTCTCTATCCTCACTTTTTCG GGGTTAGCATATGACCCCAG 241

Ad04A10811 Aradu.A04 10811 p3 (AAT)6 18 62595830 62595847 CAGGAACAGGGATAAAGGCA GGACGTTGGCTTTGTGAAGT 202

Ad04A10812 Aradu.A04 10812 p2 (AT)6 12 62627975 62627986 TGATGGTAAGAGAGGGTGGC ACGACCTAGCCATCGATTTG 253

Ad04A10816 Aradu.A04 10816 p2 (CA)6 12 62657140 62657151 GCATTGGCCACATAAAAGGT GTGCTTGTGTGTGACAGGCT 195

Ad04A10818 Aradu.A04 10818 c (TCT)9tcatcttcttt(TTC)21101 62667038 62667138 CCAACTCAAACCCACCCTAA ATTACTCGCCCTCAAGCAAG 278

Ad04A10824 Aradu.A04 10824 p3 (CGA)5 15 62735915 62735929 CGGCTAGCTCCATTAACGAC TCGTCGTGGAGACCATAGTG 178

Ad04A10827 Aradu.A04 10827 p2 (AG)6 12 62750223 62750234 TGAGTCCTCTTTGCTGGGTT TGCGTTTGAAATTGTCCTCA 257

Ad04A10828 Aradu.A04 10828 p3 (TTA)12 36 62757931 62757966 TGAATGCTTTGGTGTCAAAAA TTACCCCAAACGTTGGAGAC 272

Ad04A10829 Aradu.A04 10829 p3 (TTA)11 33 62758657 62758689 ACCGTCAATTCTGCTAACGG ATCATTTTCAAGTCCGTGGG 199

Ad04A10830 Aradu.A04 10830 p2 (GA)6 12 62772774 62772785 AGGGAAGGAGAGGGAGAGTG AGTCCTTGACCCCTCAGGAT 261

Ad04A10831 Aradu.A04 10831 p2 (AT)10 20 62783855 62783874 TGAACCCTCACCGGATATGT CACAGTGATGCGTGTGTACG 265

Ad04A10832 Aradu.A04 10832 p2 (AT)10 20 62784737 62784756 GTAATTGAACCCTCACCGGA TCAAATGCAATCTCACTTAGCC 237

Ad04A10834 Aradu.A04 10834 p2 (AT)10 20 62785761 62785780 GTAATTGAACCCTCACCGGA TCAAATGCAATCTCACTTAGCC 237

Ad04A10835 Aradu.A04 10835 p2 (AT)8 16 62796398 62796413 AAGTGTGGGGAAAACTGTGG TGGGGTAATTTTGTCCCCTT 243

Ad04A10836 Aradu.A04 10836 p2 (CT)6 12 62837494 62837505 AAAGTGGGGGAATGCATCTA CAATTGGGCAACAGGAAAAT 278
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Ad04A10837 Aradu.A04 10837 p3 (AAG)6 18 62838998 62839015 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 269

Ad04A10838 Aradu.A04 10838 c (A)11tttcatgcgatgcgaccgcctcattgacattttatttc(A)1059 62840020 62840078 CCACCCTGGTATGATCGTTT CCTGCTCCTGCGTAACTCTC 274

Ad04A10839 Aradu.A04 10839 p2 (CT)6 12 62843641 62843652 TGCATCCATTCATAACAATTCA CAATTGGGCAACAGGAAAAT 268

Ad04A10841 Aradu.A04 10841 p5 (TTATC)5 25 62866808 62866832 CATCACCGGAAGGTGGTAGT CAAATCCAAAGGTAGCCCAA 258

Ad04A10844 Aradu.A04 10844 p3 (TCT)5 15 62909871 62909885 TTTCACACAACACAAACCCC CTCGGAAGTGGAAGCTTTTG 239

Ad04A10845 Aradu.A04 10845 p2 (AT)7 14 62919434 62919447 TGTAGCCTTAGGTCCCTCATT CTTCATTTCAATACTTTTGGTTCA 249

Ad04A10847 Aradu.A04 10847 p2 (GC)6 12 62939271 62939282 TGGTGTTTGGAAGTGTTGGA TATGCCCATACCCCCATCTA 205

Ad04A10849 Aradu.A04 10849 c (A)10ttcgaaaaaaaagagagaaag(A)1041 62970493 62970533 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 248

Ad04A10853 Aradu.A04 10853 p4 (TATT)5 20 62988163 62988182 CCCAAATTAGGTCCCAAGAA CCAACCCGTTAGCGTTTTTA 279

Ad04A10859 Aradu.A04 10859 p3 (CTT)10 30 63126097 63126126 TAAATGACCGAACCCCATTC GAGGGCTTTTCGGCTACTTT 256

Ad04A10862 Aradu.A04 10862 p2 (AG)6 12 63134828 63134839 AAGAACCTGGGATTGAGAGTCA AATTACAGAACACGCCCCAG 235

Ad04A10864 Aradu.A04 10864 p2 (CT)7 14 63155340 63155353 CTCTCTTCCCACCACACCAT CGGAAAAGCACACCAAACTT 106

Ad04A10865 Aradu.A04 10865 p2 (TA)9 18 63163467 63163484 TGCACGATCAAACTTTTCCA TCCCCCTTCAGATGGAAGTA 264

Ad04A10866 Aradu.A04 10866 p2 (AT)6 12 63169079 63169090 ACAGTCTCTTGCCCGATGTC CAGAGCAGAGCAGAGCAGAG 264

Ad04A10867 Aradu.A04 10867 c (AT)7aaatatagatctgggttgcattaagcaacta(AT)963 63180884 63180946 GCTGTCCCTAACCATGTGCT CCACCGGATACATAAATGCC 203

Ad04A10869 Aradu.A04 10869 p3 (TCT)6 18 63188520 63188537 CAATCACCTCCCTCACCACT GCCCTCGAGCAATAGAAGAA 266

Ad04A10870 Aradu.A04 10870 p3 (TAC)5 15 63200033 63200047 AACTTAATTGGGAATAAAACCGT CATGCTTTGCAAACTGCCTA 258

Ad04A10872 Aradu.A04 10872 c (AAT)15agttcaactctaattaataataagtatatgaaataaaaaaatttaaactaggtttgttataattcaaatactataa(T)10131 63227250 63227380 TTCAAGCGAGCATTTGTTTTT TTACATTTTTGGATTGAATTTTAGC 199

Ad04A10874 Aradu.A04 10874 p3 (ATT)17 51 63245888 63245938 AAGAGCCATGTCTCGATGCT TTGCTCACTGTGGCCTAAGA 240

Ad04A10875 Aradu.A04 10875 p3 (ATC)6 18 63311325 63311342 CACCGCATCTACCGTCCTAT GAGCGATTTCGAGTTCTTGC 243

Ad04A10876 Aradu.A04 10876 c (A)13gagaagaagaaaaacgaaaaaagaagaaaaaaaaggagaaaaacgaaaaaaaaagagag(A)1082 63350495 63350576 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 228

Ad04A10881 Aradu.A04 10881 p2 (TC)8 16 63412501 63412516 GCACTCTAAGGGCATTTTGC AGGTAGGTGGGATTTTTGGG 198

Ad04A10884 Aradu.A04 10884 c (ATT)5gttttcggctgccatctccttctcttg(TAA)660 63436843 63436902 AAACTTGGACGTTGGCTTTG AATGGCAGAAATGGAGATGC 181

Ad04A10885 Aradu.A04 10885 p3 (TCT)6 18 63439990 63440007 CTCCCACATAGCCGAACCTA CGACCTTAGGTGCCATTGAT 164

Ad04A10886 Aradu.A04 10886 p2 (AG)25 50 63468766 63468815 TCTGTGCCTTGCACTCTCAC ATGTTGGATTTTGCATGGGT 223

Ad04A10887 Aradu.A04 10887 p3 (TAT)5 15 63472771 63472785 TTGACACATGCATATACGAAAAA ACCTTCACGAGTTTTGGTCC 274

Ad04A10888 Aradu.A04 10888 p2 (AT)12 24 63477546 63477569 GGCATTTTTGTCCCCTTTTT GTTTGGGAGAGTTGGGAACA 259

Ad04A10890 Aradu.A04 10890 c (A)10gagagagaaaaagaaaagaaaacgaaaaagaaaaaaagagagaaaag(A)10gaaaaaaag(A)1086 63504478 63504563 TGTGGTTCATGAATGTTGGC CCAACTAGAGGTGTCCAGGG 269

Ad04A10893 Aradu.A04 10893 p2 (CA)6 12 63535146 63535157 TTCCCAAGTTAGACGCCAAG ACCAAGAGGTTTCGTTGCTC 238

Ad04A10894 Aradu.A04 10894 c (TG)6ta(TG)11 36 63546206 63546241 GGCACCTCATTGAGCATTTT CAAAGTAAAGGCCGGTGAGA 250

Ad04A10897 Aradu.A04 10897 c (AG)30ggggctattgagggagagatgagagggtt(AG)7gaaa(AG)7121 63559185 63559305 AATATTGGTGGTGGCCGATA TTAAATTTGAACCGCGAACC 234

Ad04A10900 Aradu.A04 10900 c (T)10ctttttttttcttttgtacatttcatcatcccattattacccattctgaccatatagttgtcaacaaaaagaggtgtactagatattaattag(T)13116 63564518 63564633 GAAAGCTCGCAAAAGCAAAT AGAAAGCGAGGGAGTGACAA 265

Ad04A10906 Aradu.A04 10906 c (GAA)8cgaaatgggctagggttatcttc(T)1057 63620671 63620727 ACGCAGTGAATAGAGTGGGG TTAATTTCGTCCCCAAAACG 257

Ad04A10907 Aradu.A04 10907 p3 (AAT)6 18 63624068 63624085 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192
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Ad04A10908 Aradu.A04 10908 p3 (TCT)6 18 63627111 63627128 CCGAATACACACATCCCTCC ACCACTGAGCTATGACGGCT 276

Ad04A10911 Aradu.A04 10911 p3 (ACA)8 24 63637621 63637644 TCAGGTGGATTGCATTTTGA TGGAAGATGGACAAGGGAAG 270

Ad04A10913 Aradu.A04 10913 p2 (TA)6 12 63642639 63642650 ACAATGGGCAAGCCACTAAC TGAAGCAGAAAAGCTTGATTGA 238

Ad04A10914 Aradu.A04 10914 p2 (TA)11 22 63644819 63644840 TCAGTTCGGTGGTGAATGAA CCTGTCAGGATGGACACAAA 275

Ad04A10918 Aradu.A04 10918 p2 (AT)9 18 63658327 63658344 CCCCAATTCTTACCCGCTAT TCGTACTAAAGTCCGATCGCT 279

Ad04A10920 Aradu.A04 10920 p2 (CT)6 12 63686846 63686857 GGATAACCCTAACACGCGAA TGACCGAAAGGAAGAGGAGA 179

Ad04A10924 Aradu.A04 10924 p4 (ATTA)9 36 63706804 63706839 TCGAGTTTGGACAACTGACG TCCTCAATCAAAATCCTGGG 246

Ad04A10925 Aradu.A04 10925 p2 (TC)6 12 63712641 63712652 AATTTCAAACCGATCCAACG CCCACAGATTGTTGGGTTTT 236

Ad04A10927 Aradu.A04 10927 p3 (ATG)5 15 63715564 63715578 CGAATGTATGTTCATTCTCTTCCA CCCTCCTCTTCATCTTTTGTTG 175

Ad04A10928 Aradu.A04 10928 p3 (AGG)5 15 63716026 63716040 ATGATGCAGGAGAAGGAGGA GAGCATTGCACCCTTTGTTT 274

Ad04A10930 Aradu.A04 10930 c (A)10gaaaaattg(A)1029 63728122 63728150 TCTTGAAGCAAGAAAAAGCTATGA TCAGCTTTGCTAGAGTCCCC 212

Ad04A10931 Aradu.A04 10931 p3 (AGA)5 15 63732438 63732452 TTGCCTTCCCTTTCCTCTTT TTGGCCAAAACCTACACCTC 189

Ad04A10932 Aradu.A04 10932 p3 (GAT)5 15 63743485 63743499 GGCCCGTTCAACCTAATCTT TCATTTTCTGCTGCTTCTTTTT 260

Ad04A10933 Aradu.A04 10933 c (A)10gataaataagaaaaagaagaagaa(GAT)5aatgatgaaa(AAG)574 63743840 63743913 TCATCCTTTTCCGAATAATTTTG TCTTCTTCTCCTTTCTCCCCA 219

Ad04A10934 Aradu.A04 10934 p3 (ATC)6 18 63791667 63791684 ATTGATCCCAGCAGTGGAAG TTAGGCCGATTACACCGAAC 250

Ad04A10935 Aradu.A04 10935 p6 (TTTATT)5 30 63810894 63810923 CCCACAGATTGAAGGAGCAT TGAAAATTTGAAATAACTGCCTCC 260

Ad04A10937 Aradu.A04 10937 p2 (AC)6 12 63877962 63877973 AATGTGGCTAAGGCAAAGGA GGGGACAAAATTACCCCAAT 243

Ad04A10938 Aradu.A04 10938 p3 (AAG)6 18 63880892 63880909 CACCAAGCAAAAGAATGCAA CTGCACAGCCCACTTTTCTT 270

Ad04A10940 Aradu.A04 10940 p3 (TGT)5 15 63889365 63889379 GGTGAGGTGCTCTGTAAGGC ACAATCAAGGTTGGCAGGAC 192

Ad04A10941 Aradu.A04 10941 p3 (GAA)5 15 63897671 63897685 CCCCTAATGAAAGTGGGGTT TTGGAACTTTTCATGTTTGGG 140

Ad04A10943 Aradu.A04 10943 p3 (GAA)5 15 63923096 63923110 GCAGAGCTCTTCCCCCTAAT TCTTTGTTCCTTCTCACCCG 186

Ad04A10949 Aradu.A04 10949 p3 (GAA)5 15 64028227 64028241 CCCCTAATGAAAGTGGGGTT AGGATACCCGGAAAGCTCAT 177

Ad04A10953 Aradu.A04 10953 p3 (TTC)8 24 64063730 64063753 CTGTACATTGGCCGAATCCT GCTTTTGTCTTCCCTTTCCC 243

Ad04A10958 Aradu.A04 10958 p4 (AATA)6 24 64121566 64121589 AACTGTGGAAACTTGGGTTGA TCATGCATCCCAATTTTGAGT 277

Ad04A10960 Aradu.A04 10960 p2 (GA)6 12 64126029 64126040 GAGATCTGGGGAGATTGCAG GCTACCGATTCCAAATTCCA 212

Ad04A10961 Aradu.A04 10961 p2 (GA)6 12 64129539 64129550 AAAGGAGAGAATTGCATCCG CGATGCAAGAGAGAAGGAGG 258

Ad04A10963 Aradu.A04 10963 p2 (CT)6 12 64137051 64137062 CCATCTTTGTGTGGAGGCTT AAAGCAGAGATGTTGCGGAT 145

Ad04A10964 Aradu.A04 10964 p3 (GAA)5 15 64150030 64150044 AGAAGAAGAGACCACGCCAA ACTTGGTGCTTCTTGCCAAT 199

Ad04A10967 Aradu.A04 10967 p2 (TA)7 14 64186173 64186186 TGGCCTTAGAGGCTTGATTG CGAAGCGTTTACACACGGTA 184

Ad04A10968 Aradu.A04 10968 p2 (TA)6 12 64188084 64188095 AGAGAAATAAACTTAATGCTGAGGA TTTTTACAGAGTGACTGATTTTTGG 249

Ad04A10971 Aradu.A04 10971 p3 (AAT)10 30 64194389 64194418 TTACGCGTTGGATTACCTCA TTGGTAAGTCATCACCACGG 193

Ad04A10973 Aradu.A04 10973 p2 (CT)11 22 64203393 64203414 GCGTGATGCTTCTATCGTCA GATGGTGACAGAGCACGAGA 268

Ad04A10974 Aradu.A04 10974 p3 (CAT)5 15 64217146 64217160 CTTTGGCAGAAGTAACCGGA ATTATTCCGAGCTCCAGGGT 201

Ad04A10977 Aradu.A04 10977 c (T)10(A)10 20 64245778 64245797 AAAATTCCAAGTTTGGCGTG GAAGTTCAACGTCACCACCC 196
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Ad04A10978 Aradu.A04 10978 c (AAAT)5aac(TA)839 64246169 64246207 CTCCGCCCCCTCTTCTATAC AGTGAAGCGACAACACCAAA 255

Ad04A10980 Aradu.A04 10980 p2 (TA)8 16 64274135 64274150 CCATGATGGAGAAAGGGAGA GGTGTTCCTTGGTATTTTTCTCA 219

Ad04A10981 Aradu.A04 10981 c (A)10gtgtaataat(TA)1346 64292698 64292743 CTGGACTTGCTCCTCTTTGG CTCGGTCAGTCTTGTACGCA 199

Ad04A10983 Aradu.A04 10983 c (TTA)6ttttacgcggtgaattatatcacttaatatatagcataaaaaacattaataaagatatggcaatcc(A)1094 64295821 64295914 GCCAGTTAGCAGTTTTGTTAGGA TTGGTAAGTCATCACCACGC 267

Ad04A10986 Aradu.A04 10986 p2 (CT)7 14 64308858 64308871 AACACCCTTTACCCACACCA CGGAAAAGCACACCAAACTT 114

Ad04A10988 Aradu.A04 10988 c (A)10tttcg(A)10 25 64354704 64354728 GAATGAATGCTTGAACAGTGC CACACTCTTGTTGCCTTGGA 255

Ad04A10992 Aradu.A04 10992 p2 (TC)12 24 64413055 64413078 ATGAAGAATTTGCGACCCAC AGATGATTCGCCTCCCTTTT 240

Ad04A10994 Aradu.A04 10994 p2 (TC)6 12 64418399 64418410 CTCACCGGACGGTTACATCT CCGTCAAGACACGACAGAAA 217

Ad04A10999 Aradu.A04 10999 p3 (TTA)9 27 64469862 64469888 TCATGACTAATTTCGAGACTTGTTG AAATATAGACCTTTGAACTGACCAA 237

Ad04A11007 Aradu.A04 11007 p3 (TCT)5 15 64550430 64550444 GGCCGAATACACCACTCACT CGGTCTTAGGTGCCATCAAT 152

Ad04A11010 Aradu.A04 11010 p2 (TA)7 14 64586958 64586971 GCCGGGGATTGATAGTGATT GCAAAGAATTCCCAGTGAGG 244

Ad04A11011 Aradu.A04 11011 p3 (TCT)5 15 64596767 64596781 CCCATCACCTCTTCACCACT CTCCCATGACTCAAAGGTGG 278

Ad04A11014 Aradu.A04 11014 p3 (ATG)5 15 64624375 64624389 TTTTCAAGTGCTTGGGGAAC TGCAGACAGACAGGGGTACA 238

Ad04A11017 Aradu.A04 11017 p4 (TATT)5 20 64632383 64632402 TCGAAAATACCCCATCCTTTT GGAGAATCCAATCACAAGGG 243

Ad04A11018 Aradu.A04 11018 p5 (AATAA)5 25 64650222 64650246 CGCTTTCACGTGACTCTCTG CTAAAAGTGCTGGGTGGGAG 273

Ad04A11022 Aradu.A04 11022 p2 (AG)8 16 64741106 64741121 TTGGGGAAGAAGTGTTGAGG ACCATTCTGGGCATTTAACG 244

Ad04A11027 Aradu.A04 11027 p2 (TA)6 12 64792432 64792443 ATTCACTTTGGGGCATTTTG TGGAAAAGTGGTTTTGGAAAT 217

Ad04A11028 Aradu.A04 11028 p2 (AG)6 12 64827670 64827681 GAACCTGGGATCGAGAGTCA GGACCAGAAAGTGCTGGAAG 236

Ad04A11029 Aradu.A04 11029 c (T)10atttggggtaatatatttttttatt(TTA)1168 64829035 64829102 CCCACTTTTGTATTACATGCTCA ATTTGAAAATTTGGGAAGCA 235

Ad04A11032 Aradu.A04 11032 c (AG)6gagagaac(CT)632 64845441 64845472 GAACCTGGGATCGAGAGTCA GTTTCTGACCCAGTTTTCGG 191

Ad04A11034 Aradu.A04 11034 p3 (AAT)5 15 64852536 64852550 TTGCTTTGATTTTATTCTCTTTTGG AGCTGCTTGCTTTAATGGGA 263

Ad04A11035 Aradu.A04 11035 p3 (TTC)5 15 64858937 64858951 GAGAATACCCGGAAAGCTCA CCCCTAATGAAAGTGGGGTT 179

Ad04A11037 Aradu.A04 11037 p2 (AT)7 14 64867910 64867923 TGTAGCCTTAGGTCCCTCATT CTTCATTTCAATACTTTTGGTTCA 249

Ad04A11040 Aradu.A04 11040 p2 (AT)6 12 64900882 64900893 CTGCACGGAGTTGTGAAGAA ATTGGGTTTCCAAGAAGCTC 274

Ad04A11041 Aradu.A04 11041 p2 (CA)6 12 64904045 64904056 AAGCAAAGTGGCAACAAACA TGGTGGCAACGTATGAAGAA 214

Ad04A11042 Aradu.A04 11042 p2 (GA)6 12 64905778 64905789 GGAGAGGAAGCGATGATTGA CTCGTAGCCCTCTATCGCAC 218

Ad04A11044 Aradu.A04 11044 p2 (AG)6 12 64912257 64912268 AACTCACCGGTGGTGAAAAG TAGGCATTAACAGGGCAACC 233

Ad04A11048 Aradu.A04 11048 p2 (GA)6 12 65022586 65022597 AGGGGCAGTGATTTGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 214

Ad04A11049 Aradu.A04 11049 p3 (TTA)7 21 65043110 65043130 ATGATGGAGCAAGGGAGATG TTTCTCTCTCCTCAATTTTTCG 212

Ad04A11050 Aradu.A04 11050 p3 (TCT)6 18 65045993 65046010 CTCTAAATGACCGATCCCCA GGAGGGCTTTTTGGCTACTT 239

Ad04A11052 Aradu.A04 11052 c (AT)9(GT)67aca(TG)11177 65071089 65071265 AAAACGTTAACGGGTTGGAT AGCGGCCTTCTCTCTCTTTT 273

Ad04A11054 Aradu.A04 11054 c (T)10aaaagtttctctggccttaggtgccatcaatggttatggaaaagc(A)1267 65104329 65104395 TGACTCAGAGGTGGAAGCAA TTGGTGTTGTGGTAAAGGCA 135

Ad04A11055 Aradu.A04 11055 p2 (TA)9 18 65108894 65108911 GCATGCAATTGACACCAAAC CCTAAAGCTGGCTGGCTATG 249

Ad04A11056 Aradu.A04 11056 p3 (AAT)5 15 65109571 65109585 TGAAGCAAGCTGTGGTCATC TGAGAGGATGGGATGTAGCC 272
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Ad04A11058 Aradu.A04 11058 p2 (GC)6 12 65148018 65148029 GCCTCTATCAAGCCACAAGC ATGAGAGAGGCCTAGAGGGG 179

Ad04A11060 Aradu.A04 11060 p2 (AT)11 22 65179429 65179450 TGGGTATGGAAAACTTGGGA TTCTTTGGGGCATTTTTGTC 268

Ad04A11061 Aradu.A04 11061 p2 (AT)9 18 65216569 65216586 TGGGAATATTGGTTGGGATG GCTTTATTTGGGGTATTTTGTCC 239

Ad04A11063 Aradu.A04 11063 p3 (GAA)5 15 65249225 65249239 CAGTGGAGAAGGAGGAATGC CACCACCAAGAAGGTTGGAT 273

Ad04A11066 Aradu.A04 11066 c (CT)6tcttccctcactctctccccctcctt(TC)650 65262503 65262552 AGTTTTCACACTCCCCTCTCC GAGGGAGAAAAGGGAGGAAG 272

Ad04A11073 Aradu.A04 11073 p2 (AG)8 16 65300081 65300096 TGTGTTAGCCACTGTGAGGC ATTTGAAAGCTGCCCTGTTG 169

Ad04A11079 Aradu.A04 11079 p3 (TCA)5 15 65370160 65370174 CAAATTAGGCTCCGCTTCAG AGGCTTCAGTCCGCTTATGA 270

Ad04A11086 Aradu.A04 11086 c (A)10gaaaaaaaatataggcgaaaaaaaaaccgaaaatagaaag(A)1161 65559881 65559941 TGAACGCTTGAACAGTGCAT TGCTTTTTGGTTTTAAGGGC 263

Ad04A11088 Aradu.A04 11088 p3 (TCT)5 15 65571119 65571133 TGCACCATTCACATCAACCT CGTCCTCGAGCAAAAAGAAA 255

Ad04A11089 Aradu.A04 11089 p3 (TTA)5 15 65580522 65580536 TCCCTACATACAGCTTGCCA TAAGGGTCGATCCCACAGAG 268

Ad04A11094 Aradu.A04 11094 p3 (TAC)5 15 65676490 65676504 CATGCCTGATGATGATGAGAA GAGCAAGGGCGTGATCTAAG 259

Ad04A11097 Aradu.A04 11097 p2 (TC)6 12 65708971 65708982 CACCTTCTTTCTTCCCCCTC GGTGGTTGAGGAGTAACCGA 193

Ad04A11099 Aradu.A04 11099 p3 (AAG)5 15 65722733 65722747 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 172

Ad04A11100 Aradu.A04 11100 p2 (AT)6 12 65746551 65746562 TTGCCTTTTGGTTTTAACGG TGAATAACAAAGCTTGCGGA 109

Ad04A11106 Aradu.A04 11106 p3 (TAA)7 21 65811070 65811090 TTTCCTTAAAAGATGCCATGA TTTCAAAAAGCTGTTCTAATGTTTG 257

Ad04A11107 Aradu.A04 11107 p2 (AT)8 16 65811521 65811536 GGGTTACCGTTGATTTGGAA CACTCGACCAACCCAAGTTT 101

Ad04A11108 Aradu.A04 11108 p2 (AT)6 12 65812522 65812533 GGAATGAATTAACGTTTTCCTCC GGGTCATTAGGTCAAAGCCA 238

Ad04A11113 Aradu.A04 11113 p2 (AG)9 18 65879073 65879090 ACCACCATTCATGGAAGAGC CTTCAACCGCGCTATCAACT 190

Ad04A11114 Aradu.A04 11114 c (A)12gaaaaaaaagagagaa(AT)10tc(AATA)570 65882613 65882682 GAAACTGTGGGAACATGGGT TTGGGGTAATTTTGTCCCCT 232

Ad04A11115 Aradu.A04 11115 p3 (TTC)6 18 65895819 65895836 TACACCTCTCCCCCTCTCCT CTCGGAGGTTGAAGCTTTTG 198

Ad04A11119 Aradu.A04 11119 p3 (TTC)6 18 65934777 65934794 CACAAACCCCCTCCTCTACA ACTCGGAGGTGGAAGCTTTT 230

Ad04A11121 Aradu.A04 11121 p3 (TTC)5 15 65987223 65987237 TTTTGATCATGGGGTTTGGT CCACCACCTTCTTTTTCCAA 194

Ad04A11122 Aradu.A04 11122 p2 (AT)8 16 66017468 66017483 GAAGGAATGCTTGAACAGTGC TCCCCAATTAGAGGTGTCCA 274

Ad04A11126 Aradu.A04 11126 p2 (AT)8 16 66060546 66060561 GAGAATCTTGGGAATGGGGT TTTTGTCCCCTTTTCATTGC 193

Ad04A11127 Aradu.A04 11127 p2 (CT)9 18 66069689 66069706 TACGGACTAGAAAGCGCTGG AAACCTGGGATCGAGAGTCA 270

Ad04A11130 Aradu.A04 11130 p2 (CT)7 14 66075652 66075665 CATGCCTCTCATAATTTACTTTTCA TCTTAATCAGAACCAAAAGGAAAAA 268

Ad04A11132 Aradu.A04 11132 p2 (AG)6 12 66095350 66095361 TTTCTGCCCTTCGAAATAGC TGATGGAGACTGGATGTAGGC 223

Ad04A11133 Aradu.A04 11133 p3 (GAT)5 15 66134814 66134828 GATGGTAAGATTGTCCCCGA CCAAAGGCTTCCCAGTATCA 235

Ad04A11134 Aradu.A04 11134 p3 (AGA)6 18 66145720 66145737 CGTCCTCGAGCAAGAGAAGA CACCACTCACATTCGTCCAC 254

Ad04A11136 Aradu.A04 11136 p2 (TC)9 18 66183476 66183493 ATGCATCCATTCAGGGAGAG CCTGGATCCAAAGTTACTCTCAA 135

Ad04A11137 Aradu.A04 11137 p2 (GA)6 12 66215787 66215798 ATGGAAATGGGAAGTAGGGG CCCTCTCTCTCACCAACAGC 186

Ad04A11139 Aradu.A04 11139 p2 (TC)6 12 66236089 66236100 CACCTTCTTTCTTCCCCCTC GGTGGTTGAGGAGTAACCGA 195

Ad04A11141 Aradu.A04 11141 p4 (TTAG)5 20 66243360 66243379 TCCCTCCTTCAACCATCATC AAGCATGAAGAATTCAAAACCAA 253

Ad04A11142 Aradu.A04 11142 p2 (GT)7 14 66245273 66245286 TGAAAATCATGGGAATTGGG TACTTTGGGGCATTTTGTCC 246
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Ad04A11147 Aradu.A04 11147 p3 (TTC)5 15 66279033 66279047 TACCCTCTCTCCCCTCCCTA CCTTAGGTGCGATTGATGGT 230

Ad04A11151 Aradu.A04 11151 p3 (ATT)5 15 66343251 66343265 CTCTCGCCCTTGTTGCTTAG TGTTACCGACCTGGTTTCCT 254

Ad04A11152 Aradu.A04 11152 p2 (AG)6 12 66356424 66356435 TTTTTGGGGAAGAGGTGTTG CTTGGTGCAGGGATGACTTT 157

Ad04A11154 Aradu.A04 11154 p3 (TCT)6 18 66381596 66381613 AAATGGCCGAACATTCACTC TTATGCTTTTGCCACACCAA 205

Ad04A11155 Aradu.A04 11155 p2 (GA)7 14 66388537 66388550 GGGATTGAAGGGTTAAGGGA TGAACCCTAATGAGAGCTTGAA 114

Ad04A11156 Aradu.A04 11156 p2 (GA)7 14 66391605 66391618 GGCGTGGAGATAGTTGGAGA TGAACCCTAATGAGAGCTTGG 180

Ad04A11157 Aradu.A04 11157 p2 (GA)6 12 66395697 66395708 GCGTGGAGACAGTTGGAGAT TGAACCCTAATGAGAGCTTGG 177

Ad04A11158 Aradu.A04 11158 p2 (CT)6 12 66439832 66439843 ACGCCAGAAATGGCTAAAAA TTGAAATTGAATGGTGGGGT 252

Ad04A11161 Aradu.A04 11161 p5 (TTATC)5 25 66460793 66460817 TGTTGGACTTGGTGATGGTG TAAAGATAAGGGCGGTTCCC 253

Ad04A11162 Aradu.A04 11162 c (A)10ttattcaaattagtgaaattctctaaaaattttcttgaaaaagaaaatattacttaaaccaagtggtaaaatatgc(A)14100 66469922 66470021 CACTGGTTTTGTGTGTTCAAGC GCATTTGCATGATTGATTGC 198

Ad04A11163 Aradu.A04 11163 p3 (CTT)5 15 66472460 66472474 AAGGAGGCTCGATGTCTTGA ATGGATCGATTTCAGGCAAC 280

Ad04A11166 Aradu.A04 11166 p3 (GAT)6 18 66515079 66515096 GAGAGGTGATGGAGCTCAGG GTAGCAAGTAACGAAGGGCG 238

Ad04A11168 Aradu.A04 11168 p3 (TCT)5 15 66540463 66540477 GGCATTTTACACGCCTCATT TTAGAATGTTGCCCGTCCTC 277

Ad04A11171 Aradu.A04 11171 p3 (ATG)7 21 66557842 66557862 GTCTGGCGACTACTGTGCAA AGTCTTGGTAGCGGGTTGTG 199

Ad04A11172 Aradu.A04 11172 c (AT)13catatttac(A)1247 66578048 66578094 TACTTTGGGGCATTTTGTCC AGCCGTAAAGCGGTAAACAA 263

Ad04A11173 Aradu.A04 11173 c (T)10ctttttctttctttcttttccctttttttttcgaaa(T)1056 66614251 66614306 CCCCAATTAGAGGTGTCCAA TGTTGGCTCTTGAAAGAAGGA 220

Ad04A11177 Aradu.A04 11177 p3 (TTC)6 18 66660759 66660776 CATTTTCACACACCACAGCC GCTTTTGTCTTCCCTTTCCC 224

Ad04A11178 Aradu.A04 11178 p2 (AT)12 24 66662451 66662474 AAAAAGCAAAAGCTTGCGAA ATCCATTGATGCTCAAAGCC 148

Ad04A11182 Aradu.A04 11182 p2 (AG)6 12 66684493 66684504 TAAAGGCTGCAAAGTGGAGG AAAAGGAACATTGAACCTGGAA 196

Ad04A11184 Aradu.A04 11184 p2 (AG)6 12 66687048 66687059 CCCGGTTATTCTGGGCTATT AAAAGGAACATTGAACCTGGAA 249

Ad04A11185 Aradu.A04 11185 p4 (TTAT)5 20 66703953 66703972 ATTGATGCTCAGAGCCTTGG TGGGATTTTTGAATGCATGA 213

Ad04A11186 Aradu.A04 11186 p2 (GA)7 14 66704615 66704628 AGATGATTCGCCTCCCTTTT TCATTCCCTTCTGAAGCCAC 253

Ad04A11187 Aradu.A04 11187 c (TTATT)5tttttataaaaaaattaaaaaaagaaaaaaacgaaaaggaaaaaaaagaaaaagggacgtaagc(T)1099 66718422 66718520 TGCACCATGTGGTAAATAGGA TTTCTTTCACTTTCGTTTTCCTG 261

Ad04A11188 Aradu.A04 11188 p2 (CT)6 12 66729393 66729404 TGAAATGGCTCAAAACGTGA TTTTTGGGGAAGAGGTGTTG 161

Ad04A11192 Aradu.A04 11192 p2 (AT)6 12 66779119 66779130 TGGTGTTTTCCCTCCAAAAA TTTGAGGAAAAGGAGAAAGTGG 279

Ad04A11196 Aradu.A04 11196 p2 (GT)6 12 66793562 66793573 TAGCCACAACCCAAATAGCC ATGTCCCACCCTATCTTCCC 197

Ad04A11197 Aradu.A04 11197 c (AT)7ttttgaaaatagggataaatttttttg(A)1152 66805719 66805770 TCAAAATTGGAATCCATTCTAAAAA TTTGGACAACTGACGGTTCA 178

Ad04A11202 Aradu.A04 11202 p3 (AAT)16 48 66892728 66892775 GGGCTGGGCTTATACACTGA TTGAATTGGTCCTAAATGTTTGAA 239

Ad04A11207 Aradu.A04 11207 p2 (TC)7 14 66914398 66914411 TGACAGAGGCCACGTATCAG TCAAAACAAGAAGAAATCCTAAATCC 225

Ad04A11210 Aradu.A04 11210 p2 (GT)7 14 66930549 66930562 CAAGGGGACAAAATTACCCA TTTTCAGGGTTGTAATGGGG 276

Ad04A11211 Aradu.A04 11211 p2 (AG)7 14 66931736 66931749 AAGCCAGGAAACATGCAGAG CATGAAAGGGTTCATAAGCCA 266

Ad04A11212 Aradu.A04 11212 c (AT)7gatgcgtattctggatatatttggttgtggatatgattggagta(TGT)573 66935794 66935866 GGATCCTCGTGTGGGTTATG CAGAAAAACGGACAGAATTTCC 274

Ad04A11214 Aradu.A04 11214 p2 (AG)6 12 66950096 66950107 TGACCTTAGATGGAAGGCAAT GGAGAGCTCGCCAATTTCTA 280

Ad04A11218 Aradu.A04 11218 c (T)10caaaaatcatatctttttcgaaagcttatcttatcctttttcaaaaatcttatatttttcaaaatattttcttatctttttccaaaaatcata(T)10113 67003072 67003184 TTCAAAAATCATCTTTTTCAAAATC AGCCAAAGGAGTGAGAGTTCA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A11221 Aradu.A04 11221 p3 (TCT)6 18 67009526 67009543 ATCTCTTTCCCACCCAAACC CCTATGACTCGGAGGTGGAA 249

Ad04A11223 Aradu.A04 11223 p2 (TA)6 12 67017371 67017382 ATTGAACCGCCCCTAAAACT TGCAGCATTGTTCAAATTCA 201

Ad04A11227 Aradu.A04 11227 p2 (AG)20 40 67055376 67055415 GAATGAATGCTTGAACAGTGC GCTTTGGCTTTTTCTGCTTG 196

Ad04A11230 Aradu.A04 11230 c (A)10ttcagatttttattttaaaatttttatcttatcttatcttatttcaaaataaaatttcaaatctttttc(A)1089 67065933 67066021 TTGCAAACGTGTGCCTTATT GCCAAAAGGGTGAGAGTTCA 254

Ad04A11232 Aradu.A04 11232 p3 (ACC)5 15 67097770 67097784 TACCTGCGAGCTTCCCTAAA AAAGTCCTTGGCGACGTAGA 273

Ad04A11233 Aradu.A04 11233 p3 (AAT)6 18 67101530 67101547 ACGTAGCCAAAATTTCCTGC TTGCCATTACTATTGTCACTAAAATC 270

Ad04A11238 Aradu.A04 11238 p3 (TCT)5 15 67191447 67191461 AAAAATTGTGATTTGTATAGTTCTTGC CAGGTCAACTTTCATCCACAG 195

Ad04A11240 Aradu.A04 11240 p2 (AT)6 12 67195231 67195242 GGGTACCCGATGACTTTGAA GATATCGGTTTTGGGAGTGC 277

Ad04A11241 Aradu.A04 11241 p2 (TC)12 24 67197623 67197646 CCCTAATTTCTGCCTTCGATT TGAAAAACAACATTTCAAAAGGA 205

Ad04A11244 Aradu.A04 11244 c (AGA)8gaatatggt(AG)645 67242344 67242388 CTAGAGGATTCTCCGGCCTT ACACACTACCCCCTCTCCCT 253

Ad04A11248 Aradu.A04 11248 p3 (ATT)9 27 67291528 67291554 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 207

Ad04A11252 Aradu.A04 11252 p5 (AAGAT)5 25 67347149 67347173 TCCGACTCGGGATGTTCTAC TGGTTTAGGGTGACCTTTGC 274

Ad04A11253 Aradu.A04 11253 p2 (CT)7 14 67379821 67379834 CTGGCATCATGCAACACTCT TGGTTTTGGTTGAATGCTGA 184

Ad04A11258 Aradu.A04 11258 p3 (ATT)5 15 67408341 67408355 ATCCAACAGGGACAAAGCAC CTTCGCACAACTAACCAGCA 257

Ad04A11259 Aradu.A04 11259 c (TCT)6tgctgcacattcttcttcctcttcctcc(TCT)561 67455434 67455494 TTAACGCGCTTGAACGTTACT GCACGTAAATGAAGAAGGAGAAA 235

Ad04A11263 Aradu.A04 11263 c (TC)8ccccttccctctctttctcttc(CT)752 67485106 67485157 CCTTCCATTGCTTTTGTTCC AAGAGGAGAGAGAGGGGAGG 248

Ad04A11265 Aradu.A04 11265 p2 (TC)8 16 67487728 67487743 CTTGCCACGCAAACTACAAA TCAGTTGTGCGAAAATCAGC 247

Ad04A11269 Aradu.A04 11269 p2 (AT)7 14 67491994 67492007 TTACTGAGCAGGCAGATTGG TGCAGTGCTCCATATAATTCG 197

Ad04A11270 Aradu.A04 11270 c (CTT)5gctgcaccttcttcttcctctttc(TCT)6tttctttcgtttcttgccttctctttctccttcttcaaccgttagtgcacattttcactgcaccttcttcttcttggtgcacgttcttcttcc(TCT)5165 67493778 67493942 TGCTTTCTCTTTCTCCTTCTTCA GAGAAAAGCACGTAAATAAAAATGG 267

Ad04A11273 Aradu.A04 11273 p4 (TTCT)6 24 67496634 67496657 GTGCCTTAACCCCCTTCTTC CTAGCAATGGCGGTAAGGAG 149

Ad04A11274 Aradu.A04 11274 p3 (TTC)26 78 67497914 67497991 CATGCTGGACTGTGTAACGG TCCACCATTGATCGCATAGA 253

Ad04A11287 Aradu.A04 11287 p3 (TTC)5 15 67621010 67621024 CCCCTTTCTCACCACCATTA TTGAACATGCAAACAACCCT 253

Ad04A11289 Aradu.A04 11289 p3 (AGA)5 15 67717816 67717830 CGGCCTTAGGTGTCATTGAT ATCAATTTCCCTCCCATTCC 272

Ad04A11292 Aradu.A04 11292 p2 (AT)6 12 67803730 67803741 AGAAGAACCGGGTTTCCCTA CCTGAATCAGAGAGTGGTGGA 258

Ad04A11293 Aradu.A04 11293 p4 (ATTT)6 24 67803949 67803972 TTTTTCCCGTGAGACTGAGA AGCTGAAACCCTAAGCATGAA 164

Ad04A11294 Aradu.A04 11294 p3 (TTA)5 15 67805937 67805951 CGGTCAAACTCCAGAGGAAA ACCTTGGGCAACACCTCTTA 261

Ad04A11300 Aradu.A04 11300 c (AT)8aaatttgtaggtctatatgggatgaagaaacaaattttacaatag(A)1071 67824573 67824643 CAAAAGTTGTGTGCATGTGAAA CACTTTGAATCAGATAAAACGCA 177

Ad04A11302 Aradu.A04 11302 p4 (GATA)5 20 67826826 67826845 GGCTCCGTGAGTGTTGTTCT TGCAGAGGAACCACTGGATA 259

Ad04A11304 Aradu.A04 11304 p3 (TAA)5 15 67830012 67830026 GTCTCCCCCTCCTGAAAAAC CGCATAGCCCTGATGACATA 280

Ad04A11307 Aradu.A04 11307 c (AT)8(AC)8 32 67835887 67835918 TGCAACTCCTTCATCAGCAA CCCCTCAACTTCTGTTGTGC 231

Ad04A11319 Aradu.A04 11319 p2 (CT)11 22 67871594 67871615 TGCCCTATGTAAGTTTGGGTG ATCAGCCATAAAGGCAAGGA 198

Ad04A11322 Aradu.A04 11322 c (T)14acttttgatttgtggatatccatcattactgaggattatttatgtttaattgctcacgttgttgatttaaatgggtaattacaaactaaaattttgag(T)15127 67881272 67881398 CAGTCCAACTCTAGGCCTCAC TTCAAATCCAGTGTGAGGAGG 277

Ad04A11325 Aradu.A04 11325 p3 (GTG)5 15 67908959 67908973 AAGGTGGTGATGACGGAGAC CACCACCGCAACCATATACA 255

Ad04A11326 Aradu.A04 11326 p2 (AT)14 28 67912293 67912320 AATTTGCACTTGAGAGGGGA TGCGATCGTATTATAAAAATGATGT 246
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Ad04A11329 Aradu.A04 11329 p3 (AAT)5 15 67932175 67932189 CCCACGGAGATTGTTGGTAT ACAACGGTGATGCCCTACAT 265

Ad04A11331 Aradu.A04 11331 p3 (GAA)5 15 67963379 67963393 AGTGGTCTTGATGGGCTTTG GGCCAAAACCACACACTTCT 250

Ad04A11334 Aradu.A04 11334 p3 (AAT)5 15 67968570 67968584 GTCGATCCCACGAAGATTGT CATTGACAACAGTGATGCCC 276

Ad04A11338 Aradu.A04 11338 p2 (AG)8 16 68024141 68024156 GTTGGGTCCAAGCTCAATGT TGTTAGGGCTGAAAGGAGGA 276

Ad04A11339 Aradu.A04 11339 p3 (AGA)5 15 68032533 68032547 GGGAAGGCTGTTATTGGAGA CCAATGTGATGAGTTGTGGC 217

Ad04A11342 Aradu.A04 11342 p3 (AGA)5 15 68056582 68056596 CGTCCTCGAGCAAGAGAAGA CCAATCACCCTTCACCAATC 236

Ad04A11343 Aradu.A04 11343 p3 (TCT)6 18 68064819 68064836 ACAACCCAACCCCTTCTTCT CTCGAAGGTGGAAGCTTTTG 234

Ad04A11345 Aradu.A04 11345 p3 (AGA)5 15 68107259 68107273 GCTAACAAGAGCACCGATCC CAGCAGGGAAACGAAATGTT 250

Ad04A11346 Aradu.A04 11346 p5 (TTTTA)5 25 68112826 68112850 CCTAACCAATTTCTCTCTCCTCA GATGGAGCAAGGGAGATGAT 255

Ad04A11351 Aradu.A04 11351 p2 (GA)6 12 68157398 68157409 AGAGGGAGAGAGAGGGTTCG TTTTCCACTTCCAATTTTCCA 167

Ad04A11353 Aradu.A04 11353 p2 (AG)7 14 68173797 68173810 TCCCTTCCTTGATCCAACAG AAAAGGCTAGCACACTAGGGAA 234

Ad04A11357 Aradu.A04 11357 p2 (GA)6 12 68203208 68203219 AGAGGGAGAGAGAGGGTTCG AAACCACCTAACCACTTTTCCA 182

Ad04A11358 Aradu.A04 11358 p2 (AT)10 20 68204071 68204090 GCCTCTTCACTGGCGTTTTA GGCTAGAAACAATTGGCAGC 251

Ad04A11359 Aradu.A04 11359 p2 (CT)7 14 68207763 68207776 TGAACCTGTGATTGAAGAAGATG TTTTTGGGCTGTTTTTGACC 227

Ad04A11360 Aradu.A04 11360 p3 (AGA)6 18 68219369 68219386 CAGCCTTAGGTGCCATTGAT AAACCATTTTCCCACCCATT 273

Ad04A11364 Aradu.A04 11364 p2 (TC)7 14 68291035 68291048 GAGCACTGTGGGTACAGCAA GTCTCACCATCGCCGTTATT 268

Ad04A11369 Aradu.A04 11369 p3 (GAA)9 27 68318429 68318455 CCATAAACTCCATCGCACCT CCTGCTTCACCTTCTTCACC 252

Ad04A11371 Aradu.A04 11371 p3 (GAA)9 27 68324329 68324355 CCATAAACTCCATCGCACCT CCTGCTTCACCTTCTTCACC 252

Ad04A11375 Aradu.A04 11375 p3 (TTC)6 18 68352496 68352513 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad04A11377 Aradu.A04 11377 p2 (GA)6 12 68401544 68401555 TGGGAAGGAATAGATGGCAG TCGGCCATGTTCATTTTGTA 152

Ad04A11380 Aradu.A04 11380 p2 (AG)6 12 68410889 68410900 GTTGGACTAGGCCCAAACTG GCGCATCGCTATGGAATAAT 268

Ad04A11382 Aradu.A04 11382 p3 (ACA)6 18 68422104 68422121 AGAAAATGGCCAAGGTGTTG TGGTTGTTCCTCTGCCTCTT 121

Ad04A11383 Aradu.A04 11383 p2 (GA)12 24 68432354 68432377 TCAACCTGTCAGAGGCACAA TCAGGCAAGGGTTCCTACTG 164

Ad04A11384 Aradu.A04 11384 p2 (CA)7 14 68436356 68436369 GGGCTCTTCTCTGCATTGAG TGGCGAACATAGTCTCTGTGA 270

Ad04A11385 Aradu.A04 11385 p2 (AG)7 14 68436779 68436792 GAAACGGCGATCAAAGAGAG TCCCATTAGCCTTAGCCCTT 226

Ad04A11387 Aradu.A04 11387 c (TC)6ccaatccttaattctctcttgttcttttatccatttattcttcttccatcgtattatttg(T)1082 68445087 68445168 CTGCGCCACACAACTACACT CGAAGGGTCAACACCAAACT 184

Ad04A11388 Aradu.A04 11388 p3 (AAG)5 15 68448910 68448924 TATATCCGTCCAAACCCCAA GGGATCTTTGTTGCAATTTGA 228

Ad04A11391 Aradu.A04 11391 p2 (TA)11 22 68469428 68469449 TCCATAGGCTCCTTCCCTTT AAGCCGTACCATCAGTCCAC 272

Ad04A11392 Aradu.A04 11392 p2 (TC)6 12 68473232 68473243 TGCATCCATTAAGAGGGAGC CAAAGGGAACAATCTTAACTGAAAA 269

Ad04A11395 Aradu.A04 11395 p2 (TC)6 12 68483749 68483760 AAAGTTCCAGATGACGCCAC AAACAAGAAGAAATCCAAAATCC 261

Ad04A11396 Aradu.A04 11396 p3 (TTC)5 15 68499653 68499667 CCCATAAACCCCACCTACCT TAGAATATTGCTCGCCCTCG 152

Ad04A11397 Aradu.A04 11397 p2 (AG)7 14 68522097 68522110 ATGCTAACGGATTGGACCAG ACTCCCAAAAGGTGGTGATG 170

Ad04A11400 Aradu.A04 11400 p2 (AG)22 44 68582027 68582070 TTTTCGGGTTCATTTTGTGA CCCATTTGGGATTTGTCTTG 275

Ad04A11404 Aradu.A04 11404 p3 (AGA)5 15 68600604 68600618 TTCTCCGGCTTTAGGTGCTA GTTTTGGCCGAACCTTTCTT 168
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Ad04A11405 Aradu.A04 11405 p2 (GA)6 12 68614816 68614827 GGAGGGGGTCCGAATTATTA TCTCTCCAATTTTCAAAAACCA 176

Ad04A11410 Aradu.A04 11410 p3 (TAA)25 75 68639397 68639471 TGCATTATTAAACTAATATCAATCGAG TGTTTGGCAATTATTTTAGCATTT 177

Ad04A11411 Aradu.A04 11411 p2 (TA)6 12 68640262 68640273 AGGCTCGGTCTGCAAAGTAA GGAGACTCTGAGGAAGCGAA 260

Ad04A11412 Aradu.A04 11412 p3 (AGA)5 15 68666430 68666444 TTAGAATGTTGCTCGCCCTT CCAATCTCTCTTCCCCATCA 212

Ad04A11413 Aradu.A04 11413 p3 (TCT)6 18 68709737 68709754 GGACTTAGCTCAAACCACGC ATGGAGGATGTGAGTGGGAA 178

Ad04A11416 Aradu.A04 11416 p2 (TA)7 14 68746489 68746502 ACAACATTCCCCCAATGAGA GGGCTAAGGGTAAAGGTAAGGA 162

Ad04A11417 Aradu.A04 11417 p2 (AC)7 14 68752720 68752733 TGTGAGTTCTAAGTTGCATGTGG TCCATTTCACAATTGCTTGATT 206

Ad04A11418 Aradu.A04 11418 p5 (AAAGA)5 25 68753639 68753663 AAGGAGTTGGTGATAGATGGTGA AAAAACAATGCCAAAAAGCG 245

Ad04A11420 Aradu.A04 11420 p2 (CT)7 14 68789602 68789615 GCCTAAATGGAGCAAGGATG GGGTTTGGGAGGGAAAAGTA 248

Ad04A11423 Aradu.A04 11423 p3 (AGA)8 24 68799852 68799875 CTAGAGGTTTCTCCGGCCTT ACTCTTCCCCAAACACCCTT 276

Ad04A11424 Aradu.A04 11424 p2 (AT)11 22 68817997 68818018 TTGGTGTCAATTGCATGCTT CCATGATGGAGAAAGGGAAA 279

Ad04A11425 Aradu.A04 11425 p3 (TCT)5 15 68833919 68833933 CGAACCTTAAACCCTCTCCC CCGACCTTAGGTGCCATAAA 182

Ad04A11426 Aradu.A04 11426 p2 (CA)6 12 68837099 68837110 TGAATGCCATTGTTAGAGCG GTGACTTATGAGCCTTCGGG 261

Ad04A11429 Aradu.A04 11429 p3 (ATA)5 15 68844829 68844843 TTTGGTTGCCTATTTTTCGG TGGCACCTCATATATGCAACTT 223

Ad04A11439 Aradu.A04 11439 p3 (TTG)6 18 68869544 68869561 TGTTCTCGTTGCAATTCCTG AGCAACCAGAAGCATCATCA 255

Ad04A11440 Aradu.A04 11440 p3 (TTG)5 15 68869712 68869726 TGATGATGCTTCTGGTTGCT GCACAAGCAAATGCAGAAAA 250

Ad04A11441 Aradu.A04 11441 c (T)13c(T)14attaaaaagagcatattgaaatgttaaaaaggaattctccacatacaagtgtttccatacaagttatataagtcatttatttcttc(T)10124 68871787 68871910 TGGCTTGTTTCCCTTCATAA GGAGAAGAAAAAGAGGAGGCA 269

Ad04A11442 Aradu.A04 11442 p3 (GAA)5 15 68872113 68872127 CGTGGTGTTTCTCCTCGTTT ACACCCAAAATTCGTTGAAG 202

Ad04A11443 Aradu.A04 11443 p3 (GAG)5 15 68872585 68872599 ACGAACGAAGGAGATCGAAA CGCTGGCCCATATACAATTT 150

Ad04A11446 Aradu.A04 11446 p3 (AGA)7 21 68910219 68910239 CCTTGAGATGAATCTCCCCA TCCATCATCTCTTTCCCACC 277

Ad04A11450 Aradu.A04 11450 p2 (AG)6 12 68973048 68973059 AATGAGGTGGTGAAGATGGG GGCAAAAACTTGGCGTTAAA 240

Ad04A11451 Aradu.A04 11451 p2 (TA)6 12 68985524 68985535 ATCAAGCTTAGCCACCCAAA TGGGTGTACACTCGTGTGAAAT 195

Ad04A11454 Aradu.A04 11454 p3 (AGA)6 18 69001294 69001311 CTCGGAGGTGGAAGATTTTG CCTTGGCCGAATACACATCT 213

Ad04A11456 Aradu.A04 11456 c (T)10atttccaatgcccatgcgacacggacgtgtcggtgacactgacgcgtcgcatgctttt(TC)782 69012058 69012139 CGTGGATCAAATTGTGCCTA GATCGTTCCCCTTCTTCTCC 250

Ad04A11457 Aradu.A04 11457 p2 (GC)6 12 69030132 69030143 CTAGCAACTTGGCCATCGAC ACCCTGCAAGTCCTTTGAGA 226

Ad04A11461 Aradu.A04 11461 p3 (AGA)6 18 69066309 69066326 TCTAGAGGATTCTCCGGCCT ATGGCCGAACAAACACTACC 258

Ad04A11463 Aradu.A04 11463 p2 (GC)6 12 69086684 69086695 TCAGGCCTATACCAAGCCAC TTACTTCAGGACCTTTGGCG 250

Ad04A11464 Aradu.A04 11464 p2 (AT)8 16 69097050 69097065 TGAAAATTCTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 206

Ad04A11469 Aradu.A04 11469 c (AGA)7acaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaagagag(GAA)691 69142570 69142660 TAAAATATTGCTCGCCCTCG CAACTTCTCTTTCCCACCCA 195

Ad04A11470 Aradu.A04 11470 p3 (ATT)6 18 69145178 69145195 AAATTTGGACGTTGGCTTTG GCAGGAAAAAGGAAAAAGGC 206

Ad04A11472 Aradu.A04 11472 p5 (TTTTA)5 25 69161450 69161474 ATTGATGCTCAGAGCCTTGG TCTGAATCAAGGGATGTTGATG 163

Ad04A11473 Aradu.A04 11473 p2 (GA)7 14 69162117 69162130 AGATGATTCGCCTCCCTTTT CTAAAACGCAATCATGCGAA 261

Ad04A11475 Aradu.A04 11475 p5 (AATAA)5 25 69168497 69168521 ATGGAGAAAGGGAGATGACG CCAAACCACTTTCTCTCTCCTC 147

Ad04A11481 Aradu.A04 11481 p2 (TA)6 12 69208324 69208335 CGCTTCCGTTTTTGCTTATC CTTTGAAGCATCTCAAGCACA 278
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Ad04A11482 Aradu.A04 11482 p3 (AAT)11 33 69208683 69208715 TGCACACATTAATAGTGACCCAT AATCACAATTGATTACTGATACCCT 162

Ad04A11484 Aradu.A04 11484 p2 (AT)6 12 69210179 69210190 TCATTTCACGTGTCAATCAAA AAATGTATCCGAAATACACGGA 254

Ad04A11490 Aradu.A04 11490 p2 (TA)8 16 69230485 69230500 GAGACAGCTTGGTTTAGCCG TGAAGCAAGAAAAAGCAGTGAA 270

Ad04A11492 Aradu.A04 11492 p2 (AT)6 12 69240112 69240123 TGTTTGTCCTTGTGAGCCTG ATTCGCCTCCATAGTGTTGG 255

Ad04A11493 Aradu.A04 11493 p2 (AC)6 12 69249388 69249399 TTTAAAAGTTTGGCCCGATG ACAAAGAACGCGTAGCCACT 256

Ad04A11494 Aradu.A04 11494 p2 (AG)6 12 69257089 69257100 TCAGAAACCCTAACCCTCCC CTCGTGGCACTCTCTCCTCT 258

Ad04A11496 Aradu.A04 11496 p3 (AGA)6 18 69304014 69304031 TACCTTTTCCGGCCTTAGGT ATGGCCGAACAAACACTACC 255

Ad04A11506 Aradu.A04 11506 p3 (AAT)5 15 69358914 69358928 CAACCTTTTTAGACATCATTTATCTTT ATGTAAAGGGATGTTCTTTAATTTTTA 280

Ad04A11509 Aradu.A04 11509 p3 (TAA)5 15 69366105 69366119 AACGAGTTGTGGATTAGCCG CCTTCTGGTTGAGGTTAGGAGA 236

Ad04A11510 Aradu.A04 11510 p2 (TA)6 12 69373626 69373637 CCAAAAGTGCTAGGTGGGAG CATGATTCCAGCCCAACTTT 255

Ad04A11512 Aradu.A04 11512 p2 (AC)6 12 69384418 69384429 TAAGCCACACCATCAATCCA CCGTTCAAATTGGAGCTCAT 264

Ad04A11513 Aradu.A04 11513 p2 (AG)6 12 69388832 69388843 CGTGCAGAAATTGCAGAAAA GGAACATTGAACCTGTGATGAA 257

Ad04A11515 Aradu.A04 11515 p4 (TATT)5 20 69400002 69400021 GCACGTCTGGTATGCGTATG AGGAGGCAACCCGATAATTT 267

Ad04A11522 Aradu.A04 11522 p3 (AAG)5 15 69505450 69505464 CAGCCTTAGGTGCCATCAAT TACCCCCTCTCCTCTCCCTA 234

Ad04A11525 Aradu.A04 11525 p3 (TTA)5 15 69517353 69517367 CTTGTGCAAATGTGTTCCAAA ATCCGGTCCTTCGTGTATTG 200

Ad04A11526 Aradu.A04 11526 p3 (AAT)5 15 69522592 69522606 AAGCCACCAATTAAGCTTTCA ATACGCTAAGCCTGGTGCC 220

Ad04A11530 Aradu.A04 11530 p3 (ACA)5 15 69604760 69604774 AGGGAGCATAATGTCCATGC AGCTCCCTTGGAGGTTTTGT 274

Ad04A11532 Aradu.A04 11532 p3 (AAT)7 21 69690468 69690488 TAAGGGTCGATCCCACAGAG AAGGAACACAGCACCTCCAT 212

Ad04A11535 Aradu.A04 11535 p3 (CAG)5 15 69729218 69729232 CCAAAAACTTTCGCCTTCAA CCTCAACAAAGTCCACCCTC 273

Ad04A11536 Aradu.A04 11536 c (CA)7tatccttcagaagaccagaaaagcagaacctagatttcataaccataataaaaaaac(TAT)586 69731463 69731548 CACCAAGCAACCCCATTTAT TTCTGGTGCTTTTTCCAATTTT 258

Ad04A11539 Aradu.A04 11539 p3 (CAA)5 15 69745879 69745893 TTATTCCCACAGAACCGAGG CGGATGGTGACTCCCATATC 165

Ad04A11540 Aradu.A04 11540 p2 (TG)6 12 69749866 69749877 GGACCTTGGGTGTGGTAAGA CTCTCAAGGCCTCACACCTC 203

Ad04A11542 Aradu.A04 11542 p3 (AAT)5 15 69765766 69765780 CCCACGGAGATTGTTGGTAT TTGACAATGGTGATGCCCTA 268

Ad04A11544 Aradu.A04 11544 p3 (TTG)5 15 69785499 69785513 AAATTGTTTGCTCCAATGGC GAAGCCAAGGCACAACTCTC 155

Ad04A11547 Aradu.A04 11547 p2 (AT)6 12 69814650 69814661 TTGGTGTTTTCCCTCCAAAA TTTCGAAAAAGTGAGGAGAGAGA 233

Ad04A11548 Aradu.A04 11548 p3 (TAG)5 15 69822031 69822045 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 233

Ad04A11550 Aradu.A04 11550 p3 (TCT)10 30 69846030 69846059 ACAGGATCCCCACCTACCTC TTAGAATGTTGCTCGCCCTC 232

Ad04A11552 Aradu.A04 11552 p2 (AT)6 12 69882360 69882371 TGCGATTGTGAAAAGTTCAA GAAAATGATGCCAAAAAGCA 169

Ad04A11553 Aradu.A04 11553 p2 (AG)6 12 69892710 69892721 CGCATTTCAACCCAGTTTTT AGCCAATTGGGCAACATAAA 278

Ad04A11558 Aradu.A04 11558 p2 (AT)10 20 69987679 69987698 AAAAGGCTTGAAGTGGCAAA GAAAATGATGCCAAAAAGCA 242

Ad04A11560 Aradu.A04 11560 p3 (TCT)6 18 70008982 70008999 CTCCCATATAGCCGAAACCA TTGCCTTCCCTTTTCCTTTT 200

Ad04A11561 Aradu.A04 11561 p2 (GA)7 14 70016360 70016373 CGAACACAGAGGGAGAGAGG TTCAAAACCACATAACCACCAA 183

Ad04A11564 Aradu.A04 11564 p2 (AG)6 12 70033707 70033718 CTAGAGGTTTCTCCGGCCTT ACCTTCCCCACCACTCTCTC 157

Ad04A11565 Aradu.A04 11565 p3 (TTC)5 15 70078208 70078222 CCTAAATGGCCGAACCTACA TGCCATTGATGGTAGTGGAA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A11570 Aradu.A04 11570 p2 (TA)6 12 70138227 70138238 TTTCAAGGTTGTAATGGGGC TGGGTAGCTAGGCACGATTC 144

Ad04A11573 Aradu.A04 11573 c (T)10c(A)10 21 70183261 70183281 TTTTCCTTAATTTTCTCCAAATTTTC TCAAATTTTTGAATCAATCACATTA 270

Ad04A11574 Aradu.A04 11574 c (GA)8gttgcagaggtt(AG)640 70187052 70187091 GGAATTTCTTTTGGATCCCC TGGGAAATCTTTTGGGAACA 182

Ad04A11575 Aradu.A04 11575 p3 (TCT)6 18 70193303 70193320 TACATGTGGTGGCAATGCTT GCCTTTTGGTTTTAAGGGCT 243

Ad04A11579 Aradu.A04 11579 p3 (AAT)6 18 70263040 70263057 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad04A11583 Aradu.A04 11583 p4 (TATT)5 20 70290176 70290195 ATCGCATCAAGTGGCTTACC AAGTGTCAGGAAGCGACGAT 249

Ad04A11588 Aradu.A04 11588 p3 (TTC)9 27 70310238 70310264 AATCCTCCTCCCTCCCATAA GACCAGGAGCAAAGAAGCAG 232

Ad04A11591 Aradu.A04 11591 p3 (ATA)14 42 70355771 70355812 GCATCATTAACCCGGTCCTA CACAACCACCAAGCTGTCAC 264

Ad04A11595 Aradu.A04 11595 p2 (AT)6 12 70378738 70378749 TTCATGAATGTTGGCTCTTGA CCGGATACATACATGCCACA 272

Ad04A11599 Aradu.A04 11599 p2 (GA)6 12 70394908 70394919 AGGTTTGAAAGAAGGGGGAA TTGTCACGGCAACACGTTAT 161

Ad04A11604 Aradu.A04 11604 p3 (GTA)6 18 70415116 70415133 TCAAATCAACGACCACCAGA ACAGGGTTAACATTTGGGCA 152

Ad04A11607 Aradu.A04 11607 p2 (CT)9 18 70421620 70421637 GCGGTGTTTTAGAAGCAAGC TGCTGTATTCCGTTGTCAGC 269

Ad04A11608 Aradu.A04 11608 p3 (AAT)6 18 70428663 70428680 GCAGGAACAAGGATAAAGGC TGGAGATGCTTCTTCCATCA 276

Ad04A11609 Aradu.A04 11609 c (A)10tcatgaaattgattcttgaagcaagaaaaaagtagtgaaaaagcaaaaagcttgtg(A)11gaagtggcgaaaaaaaagcaagc(A)10110 70433133 70433242 TTGTTGGCTCTTGAAAGAATGA CCGCTTATGCCTGGATTTTA 264

Ad04A11611 Aradu.A04 11611 p3 (ACT)6 18 70446486 70446503 CATACATGAAACGCCCACAG TCAGAGTGATTCCCTCGCTT 252

Ad04A11612 Aradu.A04 11612 p3 (TAA)5 15 70460170 70460184 GCATCGTAAACTCGCACAGA TCCCATGAAACATTAGGTTTTT 216

Ad04A11613 Aradu.A04 11613 p2 (AT)7 14 70461895 70461908 TGACAAGGCATTACGACACC GGACCTTTTCTTCGTAGGTCG 163

Ad04A11614 Aradu.A04 11614 p2 (TA)11 22 70464887 70464908 ACGAGGCATTACGACACCTC TTGACCTTTTCTTCGTAGGTTG 240

Ad04A11616 Aradu.A04 11616 p3 (TTA)6 18 70471675 70471692 CACAATTTCAGGCTCCGTTT TGTGACAATTAAACCCCGAA 270

Ad04A11619 Aradu.A04 11619 c (ATC)19tgttttctgtttctcgacaagctccacacatttatcagcaattgcagaccccttatcatcctatatttatttacttctatgatgcggctttttttgtg(A)10165 70474936 70475100 CCCTTTAGTGCCTTAACACGA GGGGTGACAAATGTATTCCAA 254

Ad04A11620 Aradu.A04 11620 p3 (TCT)6 18 70485947 70485964 CCGAACCTACCTCTCCCTCT GGTCTTGATGGCTCTTGGAG 280

Ad04A11625 Aradu.A04 11625 c (A)10ttttttt(A)11 28 70513561 70513588 ATCCTAACGTCAAAATGGCG ACCATGGTGCATGTTGTCAT 272

Ad04A11627 Aradu.A04 11627 p2 (AG)6 12 70518763 70518774 TGAGGAGGCTCTCACATTCA CCAATTGGGCAATAGGAAAA 277

Ad04A11628 Aradu.A04 11628 p3 (AGA)6 18 70521889 70521906 CGCTAGCCTTAGGTGCCATA CACCCCACCTACCTTCAAAA 209

Ad04A11630 Aradu.A04 11630 p2 (AT)12 24 70539117 70539140 CATATGGGCACCACTGTTCA CTCAATCCAAGTTGGCCATT 180

Ad04A11631 Aradu.A04 11631 p2 (TA)7 14 70548177 70548190 CCCAATTATTACAGCACCAATG CAAGGGCATCATCCCTACAT 244

Ad04A11633 Aradu.A04 11633 p2 (CT)6 12 70574970 70574981 AGGATTGGCAGAAAGAGCAA AGGGAAGTGGTGTTGAGGTG 156

Ad04A11635 Aradu.A04 11635 p3 (TTC)5 15 70582040 70582054 CCTCTTGGCCGAATACACAT ACTCGGAGGTGGAAGCTTTT 211

Ad04A11637 Aradu.A04 11637 p3 (AGA)5 15 70610446 70610460 CGTCCTCGAGCAAAGAAAAG CACCACTCACATCCATCCAC 252

Ad04A11639 Aradu.A04 11639 p2 (CA)6 12 70616167 70616178 TCAATTCGAGGAACCCTCAC CATCCTCTTCTTCCTTCCCC 253

Ad04A11642 Aradu.A04 11642 p3 (ATT)6 18 70618677 70618694 CGGTTCAGTTGGTGGTTCTT TCACGTGAAGTTGATAGCTGAAA 243

Ad04A11643 Aradu.A04 11643 p2 (CT)6 12 70636990 70637001 AAAAGGAACATTGAACCTGGAA ACGTCTTGACCCAGTTTTCG 220

Ad04A11644 Aradu.A04 11644 p3 (GTA)5 15 70640658 70640672 TTTTGGCTCAACTATTCATCACA TCAACCTTGGAAAGTACGCA 223

Ad04A11645 Aradu.A04 11645 p2 (AG)6 12 70687616 70687627 CATGGTTCGGTCATGTATGG CACCTCAGGATCTGTGGACC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A11646 Aradu.A04 11646 p3 (TCT)9 27 70704407 70704433 AAATGGCCGAACAAACACTC TGCCATTGATGGTAGTGGAA 234

Ad04A11648 Aradu.A04 11648 c (A)11gttttttttctcatcttccattttcttttgttcactgcattcgcatacttctactctttccatttttattttgtctctatagcatgttttccg(T)10114 70719496 70719609 ATACCCATCGACGCGTAAAC GGCACCAAAATAATGCAAGAA 231

Ad04A11649 Aradu.A04 11649 p2 (AT)6 12 70747733 70747744 CACTTGGGTTGTGTTGCACT TGAATAAAATGGGATAAAATGGAAA 271

Ad04A11652 Aradu.A04 11652 c (T)11c(T)10 22 70764904 70764925 CATTGACGGGACACTGACAC TCAAGCAGCAGAGAGAACGA 234

Ad04A11653 Aradu.A04 11653 p3 (ATC)6 18 70766876 70766893 CAGCCCCTTCAGTGCTTTAG GAGTTCTGTGTTGGTCCCGT 173

Ad04A11656 Aradu.A04 11656 p3 (TTA)5 15 70769917 70769931 TCTTGTTCAAGTTGGGGGTC TTCAGCCAATGGGTAGAAAAA 248

Ad04A11659 Aradu.A04 11659 p3 (GGA)5 15 70797176 70797190 AGTGGGCCAGCTGAGTAAGA CAGAGCTCATGAATGGCAGA 275

Ad04A11660 Aradu.A04 11660 p3 (TTC)6 18 70798996 70799013 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241

Ad04A11661 Aradu.A04 11661 c (T)10aatttttccttgaaacaagc(T)12a(T)2366 70817231 70817296 TTGTCCCCAAGCAAGAAAAG CAAAGCACCCAAAAGGAGAA 267

Ad04A11664 Aradu.A04 11664 p2 (TC)16 32 70847465 70847496 AGTTCCGATGACCATTTTGC TCCACCTGCCAACATCAATA 259

Ad04A11668 Aradu.A04 11668 p3 (TTA)5 15 70876078 70876092 GGCATTAAACCTTTCCAGCTT AAAGGTCGTGGTTCGCTCTA 166

Ad04A11669 Aradu.A04 11669 p2 (TG)23 46 70879355 70879400 GTATTCTCTGGCCAGCCTTG TGAGCCTTGAAGGAAAGCAT 210

Ad04A11670 Aradu.A04 11670 p2 (AT)10 20 70880298 70880317 AATACCACCGTCCTCACTGC TGTGGTGAAGTTTATTGGGGA 252

Ad04A11675 Aradu.A04 11675 p2 (TA)8 16 70915779 70915794 CCCCTTTCAGGATATGGACA GCAATACCGCTCCCAAAATA 257

Ad04A11676 Aradu.A04 11676 c (T)10aaaaattcagatttcaatttcaaaatttttcaaatcttatcccttttaagattttaaatttc(A)10ttattttccttatttctctcataatttcgaaattttgggttgacttagtcaagaa(T)10147 70919492 70919638 TTGAGTCTTGTGTCTTTTGTGTG TGAAATCTTGACTTGACTTACAAGAAA 280

Ad04A11681 Aradu.A04 11681 c (TCT)12tccgaaacatacacatctctccctctcctccata(TCT)585 70946875 70946959 CACATCCATCCATTTTTCCC TTGGCCTTAGGTGCCATAAA 263

Ad04A11683 Aradu.A04 11683 p3 (TTC)5 15 70950759 70950773 CTGTCCTCGCCATCAATTTT CAACATTTGTCACGGTGGAG 180

Ad04A11686 Aradu.A04 11686 p2 (CT)9 18 70955768 70955785 AACCCCAAAGCCTCTTCATT TTACATGAGACACGCGAAGG 197

Ad04A11687 Aradu.A04 11687 p2 (AC)9 18 70956452 70956469 AAATTTTCGGTTCCAAACCC AGGGAGTGGCTCAGAGTGAA 127

Ad04A11688 Aradu.A04 11688 p3 (CGC)5 15 70956649 70956663 AGGGAGGATGTAGGAGGGAA TCCTCAATTGCAACCCTCTC 253

Ad04A11689 Aradu.A04 11689 c (AG)8aaagagagagc(GA)1047 70956937 70956983 CTCCTTAACTTCGTCGCCAG AACAGTAGCTCCAGCGGTGT 268

Ad04A11692 Aradu.A04 11692 p2 (AT)6 12 70974183 70974194 AAATGCAGGACAAGAGGCAC AACTGCATCACACTCCTTGG 262

Ad04A11694 Aradu.A04 11694 p3 (GTT)6 18 70985468 70985485 TGTGCATATGGGATTTGAGAG CATGATTTCATTTGGGGTCC 166

Ad04A11695 Aradu.A04 11695 p3 (CAT)6 18 70985634 70985651 GACCCCAAATGAAATCATGC TTTCAGCTTCCATCTCCACA 191

Ad04A11696 Aradu.A04 11696 p2 (AC)7 14 70997070 70997083 CCCTTGGCCCAACATAAGTA TCTTCCCCCATTCTTCTCCT 101

Ad04A11698 Aradu.A04 11698 p3 (TAT)5 15 71005746 71005760 CCAATTCAAATCGCACAATG CAACAATGACTTAACAAGTCTCAACA 241

Ad04A11700 Aradu.A04 11700 p3 (TCT)5 15 71029339 71029353 ACCTTGGCCGAATACACATC GCTTTTGTCTTCCCTTTCCC 196

Ad04A11701 Aradu.A04 11701 p3 (TCT)6 18 71040486 71040503 GCAGAACCTACTTCTCCCCC GCTTTTGTCTTCCCTTTCCC 192

Ad04A11702 Aradu.A04 11702 p3 (CTT)5 15 71059411 71059425 TATCCGCTCATCAGTCTCCC CAAAGTGCTTGAAGATGGCA 201

Ad04A11704 Aradu.A04 11704 p2 (CT)7 14 71081598 71081611 ATGCAGGTCCTAATGATCCG TCCACAAAGTTTAGGTCGGC 243

Ad04A11705 Aradu.A04 11705 p2 (TA)11 22 71081798 71081819 TCGTTTTATTCCTTTTCGGG AGGGTTTGAATGTGTTGGGA 275

Ad04A11709 Aradu.A04 11709 p2 (TA)9 18 71133553 71133570 TCCTGATCTACTTCCTTATCATGC TGTGTGTTTTTCCCTTTCATCA 264

Ad04A11711 Aradu.A04 11711 p3 (TAT)5 15 71139159 71139173 TTGCACCCACTCCTTATCCT TCTTAATGCAAACCAACCTGAA 167

Ad04A11713 Aradu.A04 11713 p2 (AG)7 14 71157517 71157530 AAACCTGGGATCGAGAGTCA TTTCTGGGCTGTTTCTGACC 235
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Ad04A11715 Aradu.A04 11715 p2 (AG)8 16 71163623 71163638 AAACCTGGGATCGAGAGTCA GCTGAAAGTGATTTCTGGGC 250

Ad04A11717 Aradu.A04 11717 p3 (TTC)5 15 71259143 71259157 CCCGGAGAGCTATTTTGGTT CCCCTAATGAAAGTGGGGTT 172

Ad04A11719 Aradu.A04 11719 p4 (TATG)12 48 71277548 71277595 TCATGAAATCCCACTCCAATC CCAAAACAATAAACGACGAGG 221

Ad04A11721 Aradu.A04 11721 c (GA)10(AG)20(TGAG)892 71292896 71292987 GGAAACCTTGTTAATGGGGG CTCCCCTGATTTGCCAACTA 189

Ad04A11723 Aradu.A04 11723 p2 (TA)6 12 71326603 71326614 CCAGCATAACTCTCGGGAAA CACCACGGTATGATCCTCCT 220

Ad04A11728 Aradu.A04 11728 p4 (TATG)5 20 71361483 71361502 TCATGAAATCCCACTCCAATC CCAAAACAATAAACGACGAGG 205

Ad04A11729 Aradu.A04 11729 p2 (AT)9 18 71361648 71361665 CCTCGTCGTTTATTGTTTTGG TTGAGCTTTTGCGAGTATGAA 184

Ad04A11730 Aradu.A04 11730 p2 (GA)20 40 71377564 71377603 GGAAACCTTGTTAATGGGGG CTCCCCTGATTTGCCAACTA 150

Ad04A11732 Aradu.A04 11732 p2 (TA)6 12 71411054 71411065 AACACCCGTACAGTTCCAGC CACCACGGTATGATCCTCCT 235

Ad04A11736 Aradu.A04 11736 p3 (AGA)6 18 71428545 71428562 ACTCGGAGGTGGAAGCTTTT TGGCCGAACCTACATCTCTC 207

Ad04A11739 Aradu.A04 11739 c (A)10gaa(GAT)6 31 71435404 71435434 AACGAGTGTAAGTTCATTCTCTTCC TCTCCCTTCTCCTCATCTTCTG 225

Ad04A11740 Aradu.A04 11740 p3 (GAG)6 18 71436799 71436816 GGAGGAGAAGGAGGAAAAGG TTTCACGCGCCTCTTAATTT 183

Ad04A11741 Aradu.A04 11741 p3 (ATA)6 18 71439305 71439322 TTGCTGCGTTAACAGACTGG AACCACATCAATTGGGGAAA 236

Ad04A11744 Aradu.A04 11744 c (TTA)13tattagaaaaagtcaaacttgtttgtgaaattttatttaaagtacacacgaatt(TTA)7114 71444327 71444440 TCAAACTTGTTTGTGAAATTTTGTT TTGTGCTCTCCTTTAGCCGT 237

Ad04A11745 Aradu.A04 11745 c (TTG)6tattattattattgttc(TTA)1271 71444874 71444944 ATTGTTTGATCCATGCAGCC TCCCATCCTATTGCTATTTGG 260

Ad04A11751 Aradu.A04 11751 p2 (AG)6 12 71521571 71521582 TCCAAGAGCAAGATGATCCC CTGCAGGCGTTTTCTTTAGG 219

Ad04A11753 Aradu.A04 11753 p2 (AT)8 16 71543263 71543278 GAAGAAAAGCACGAGCCAAC GTAAAACAGAGCTGGCGAGG 213

Ad04A11754 Aradu.A04 11754 p3 (TTG)5 15 71554245 71554259 GGTGGTTAAAGTGCCAGGAA GCACCAATGACAACACAAGG 256

Ad04A11759 Aradu.A04 11759 p2 (AT)7 14 71616135 71616148 GGGGAACTTTTGGGAAACAT GGGCAATTTTTGTCCCTTCT 200

Ad04A11762 Aradu.A04 11762 p2 (TA)7 14 71655864 71655877 GGTTAGCATTTGACCCCAGA TGTTTTTCAATCATATCTTTTCAATCA 272

Ad04A11763 Aradu.A04 11763 p2 (AT)7 14 71661120 71661133 TGAATGATGCATTGATGACAA CCGTTTTTAATGCCAAGGAA 272

Ad04A11766 Aradu.A04 11766 p3 (AGA)5 15 71667829 71667843 TTCAACATCCATGGGAAAAA CCCATAATTTCTTCCCCCTC 238

Ad04A11768 Aradu.A04 11768 p2 (TC)9 18 71700959 71700976 TTCACTTGACACCTTCACGC GGAGACATGTTACTGAGGATCTGA 270

Ad04A11769 Aradu.A04 11769 p3 (AAT)5 15 71717640 71717654 TCTTGGGAGCCATTACCTTG TGGAGATGCTTCTTCCATCA 210

Ad04A11771 Aradu.A04 11771 p2 (AT)7 14 71728204 71728217 TTTTTACCGTTGCCATAGCC TATGAGATGGGATGGGTCTC 224

Ad04A11772 Aradu.A04 11772 p2 (CT)8 16 71731539 71731554 TCAAAACCACCTAACTACTTTTCTCTC GGGAGAGACGGTTCGAATTA 279

Ad04A11773 Aradu.A04 11773 p2 (TC)8 16 71734524 71734539 CCTAAATGGAGCAGGGATGA ATTTTTGGAGGTAGGTGGGG 226

Ad04A11777 Aradu.A04 11777 p3 (CTT)25 75 71759906 71759980 GGTGGTTGGAGTGCTAGGAA TTCTGCAGTTTTGGCATCAC 280

Ad04A11780 Aradu.A04 11780 p3 (ATA)6 18 71764858 71764875 TGTCCCTGTGCACCAACTAA TTTTGTTTTTCCGTTTTGGG 253

Ad04A11787 Aradu.A04 11787 p2 (TC)6 12 71833203 71833214 TCGCTTAGAATATGTTTAAATTGGG GCAAATAAATGTATGTTGAAGTGAGG 248

Ad04A11789 Aradu.A04 11789 c (A)10tgatattaaaattcaaactaattccaccctttaatgaaataatgtaaatcaataaaagaaaattgtgcaagt(TA)10102 71841229 71841330 TGCACACATTATTTCTCATACCG GCCTTCCTTCACATTCTCCA 230

Ad04A11790 Aradu.A04 11790 p3 (GAT)6 18 71844398 71844415 CCCTGATGATCCATTTTTGC AACTCTCTCCGTCCCCCTAA 199

Ad04A11792 Aradu.A04 11792 p2 (TG)6 12 71848870 71848881 AATGTAACAGCCTTGGCAGC ACACTCACACTCACCCACGA 175

Ad04A11793 Aradu.A04 11793 p3 (TTC)5 15 71853193 71853207 CACCACCTCACTTCTTCCAA GAACAGTGGAGAATTTGCGA 172
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Ad04A11794 Aradu.A04 11794 p3 (GGT)5 15 71858491 71858505 TGGTTGACTTTTGGGTGATG GCAAGTGGTGCAGCATAAAA 182

Ad04A11796 Aradu.A04 11796 p2 (TA)13 26 71870871 71870896 TCTGGTCCAACATCCATCAA GCGAAGGTGAATTTGGAACT 279

Ad04A11797 Aradu.A04 11797 p2 (AT)10 20 71886863 71886882 TGCATGCATGTCACGTTTC TCCTTCTGGTCGAAGCCTTA 142

Ad04A11798 Aradu.A04 11798 c (ACA)6cacac(AG)1553 71897263 71897315 CAACGACAACTGCTGCTGAT TTCCTCCTCTCCCTTCCATT 130

Ad04A11801 Aradu.A04 11801 p3 (AGA)6 18 71907775 71907792 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 255

Ad04A11802 Aradu.A04 11802 p2 (GC)6 12 71943062 71943073 ACTCTATGCCACCCTTGTGC AGAGGGAGAGGGGTAGTGGA 214

Ad04A11803 Aradu.A04 11803 p2 (TA)7 14 71960609 71960622 ATCCGATCGTTAGTCATCCG AACCACACGATTAGGCTCAAA 228

Ad04A11804 Aradu.A04 11804 p3 (TAT)6 18 71974956 71974973 TGAGGAGAGAGAAAGTGGTTAGG CTTGGTGTTTTCCCTCCAAA 277

Ad04A11809 Aradu.A04 11809 p2 (AG)6 12 72019524 72019535 ACATTGAACCTGGGATCGAG TTTACAGAATACGCCCCAGC 242

Ad04A11812 Aradu.A04 11812 p5 (TTATC)6 30 72091992 72092021 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 131

Ad04A11815 Aradu.A04 11815 p2 (TA)7 14 72115673 72115686 TGCTGCTCCAAATTCTGCTA TTTATACACATCACTTACGTTTGTTTT 280

Ad04A11816 Aradu.A04 11816 p2 (TA)6 12 72115849 72115860 AAAAACAAACGTAAGTGATGTGTATAA GAACAAGAAAAATGGCGGAA 219

Ad04A11817 Aradu.A04 11817 p3 (TCA)6 18 72117551 72117568 TGCCACCACTCATCATTCAT GGCATTAGCACTCGAAGAGG 166

Ad04A11827 Aradu.A04 11827 c (T)10atcacaacacatatgcattgattattattgaactttattttagggcatttttgtcccctttttattgcttttctttttctttc(T)10103 72215626 72215728 AACACAAAATTCCCTCCTAACC CCATATGCATTGATGCTCTTGT 257

Ad04A11828 Aradu.A04 11828 p2 (TA)6 12 72231854 72231865 CCCATCTCAATTGTAAAGGCA ATGCCATGCAATGCAATCTA 177

Ad04A11831 Aradu.A04 11831 c (A)11tttcg(A)11 27 72264819 72264845 TTGTTGTTCATGAATGATGGC TCCCCAATTAGAGGTGTCCA 231

Ad04A11832 Aradu.A04 11832 p5 (AAGAT)5 25 72278672 72278696 CTCGCCCAAATTACCAAGAA CCTGGGTGCTCCAGTGTATT 214

Ad04A11834 Aradu.A04 11834 p3 (TCT)6 18 72300427 72300444 CCCATCACCTCTTCACCACT TCGGGCAAGAGAAGAAAGAA 240

Ad04A11835 Aradu.A04 11835 p3 (AGA)6 18 72308260 72308277 CTAGAGGATTCTCCGGCCTT CCGAAACACATTCCCTCACT 166

Ad04A11838 Aradu.A04 11838 p3 (AGA)6 18 72398812 72398829 TAAAATATTGCTCGCCCTCG CTTCCCCATAAATCCCACCT 246

Ad04A11841 Aradu.A04 11841 p3 (TCT)6 18 72418088 72418105 TGGCCGAACCTACATCTCTC CTAGAGGATTCTCCGGCCTT 169

Ad04A11852 Aradu.A04 11852 p3 (TTG)6 18 72565811 72565828 TGCTCCCTTTGGCTATTTTG CAGAGGGCCAGAGAGCATAG 239

Ad04A11854 Aradu.A04 11854 p4 (TATT)5 20 72602873 72602892 CGAGAATATCTCCTCCTTTTTCAA AGGGGCAGTGAATTGAGATG 215

Ad04A11855 Aradu.A04 11855 p3 (AAT)5 15 72606663 72606677 GCAGGAACAAGGATAAAGGC AAACTTGGACGTTGGCTTTG 206

Ad04A11856 Aradu.A04 11856 p3 (TTC)7 21 72609372 72609392 TCCCCATAAACCCCTCCTAC AAAATATTGCTCGCCCTTGA 245

Ad04A11857 Aradu.A04 11857 p3 (TCT)5 15 72614705 72614719 ATCTCTTTCCCACCCAATCC CTTAGGTGCCGTCAATGGTT 179

Ad04A11864 Aradu.A04 11864 p6 (AGTAGG)8 48 72727512 72727559 CATTAGAAAAGGAGGAGCATTG CCTTCCGAAGTGAATGAATC 280

Ad04A11866 Aradu.A04 11866 p3 (AAG)5 15 72764356 72764370 GCTTTTGTCTTCCCTTTCCC CCCTTAGCCGAACCTACCTC 197

Ad04A11868 Aradu.A04 11868 c (T)10atttgattcagtcaatttcttttagtttgtttcaatttcttcctctaccccttcacccttttta(T)1084 72771604 72771687 TTCGGTATACTTGCCGAAGG AGTGGGTTAGTGAGCAGAATTG 261

Ad04A11869 Aradu.A04 11869 p3 (TTC)5 15 72794271 72794285 TGAGAATCTTGGGAATTGGG TGAACCTTGACTTTGGAGCC 222

Ad04A11870 Aradu.A04 11870 c (A)10cagattatgtgtg(A)1033 72796691 72796723 TTGTTGTTCATGAATGTTGGC TTGGCTTTTTCTGCTTGCTT 172

Ad04A11871 Aradu.A04 11871 p3 (TTC)8 24 72815993 72816016 TTGGCCGAAACCTACACTTC CTAGAGGATTCTCCGGCCTT 177

Ad04A11875 Aradu.A04 11875 c (AG)6gaagaggaaattcgaatggtgtggtggaaagaggaagccaaacatgaatttataaggtaagggggagagttttttcg(A)11100 72841468 72841567 CGGAAAAGCACACCAAACTT CCCTTTTCTCAATTTCTTTCCA 216

Ad04A11877 Aradu.A04 11877 p2 (AT)9 18 72866985 72867002 ATGGGAGACAACCTACCGTG TGCTCTCGCGTGACTTTCTA 256
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Ad04A11878 Aradu.A04 11878 p2 (GT)6 12 72871052 72871063 TTGGTGCATGAGTATGGGAA CGAGGCTAAGGTAAGGGTGA 170

Ad04A11879 Aradu.A04 11879 p2 (AG)7 14 72872214 72872227 CAGAGACTCGGGGGACAATA TTACTCAGCCAAAGCCAAGAA 276

Ad04A11881 Aradu.A04 11881 p3 (ATC)5 15 72888923 72888937 CATGGTGGAGCAATTAGGCT CAAGCCCATCTGAGAAGGAA 219

Ad04A11884 Aradu.A04 11884 p2 (AT)7 14 72890522 72890535 TTCAGAAGCAGCAAAATGATG GTTTGCATGCAGCGAAATAA 113

Ad04A11885 Aradu.A04 11885 p3 (ATG)6 18 72891573 72891590 AAGAATGTTATTGCGGGTGC GAGGCATGAGCCATTTTGTT 149

Ad04A11886 Aradu.A04 11886 p2 (AT)10 20 72891864 72891883 GCTCATGCCTCAGTGTGTGT AGTGCATCAATTGCATTCGT 278

Ad04A11889 Aradu.A04 11889 p2 (AT)6 12 72909176 72909187 TGGTGTTAAACGCCCAGAAT TGTCCTTGCATGCATTACTTG 258

Ad04A11893 Aradu.A04 11893 p2 (TA)9 18 72928369 72928386 GGCATTTTTGTCCCCTTCTT TTTGTTGGAAACATTGGGAA 212

Ad04A11894 Aradu.A04 11894 p2 (AT)14 28 72930596 72930623 TGAGTGTCGAACCCTCACTG GGTTGGGTGGGAAGTTTAGG 271

Ad04A11895 Aradu.A04 11895 c (T)17cacatacttttcttttttttcatattatttttttca(TAT)1289 72930825 72930913 GCTCAGAAATATCAGCATCCTTC GCCTAAGGCTCTGAGTCTGG 260

Ad04A11897 Aradu.A04 11897 p3 (AGA)6 18 72969324 72969341 GCTTAGAATGTTGCTTGCCC CATCCATTCTCTCTTCCCCA 256

Ad04A11900 Aradu.A04 11900 p2 (CT)8 16 72983820 72983835 TTTCGAAAATCACCTCCCTC CAAAAGGGGAAGAGAGGGTT 226

Ad04A11902 Aradu.A04 11902 p2 (AG)8 16 72996501 72996516 TGGGATGATCTCCCTCTCAC CTAAGTTTGGTGTTGGGGCA 255

Ad04A11903 Aradu.A04 11903 p3 (AAT)16 48 72998929 72998976 TTCCCTAGCTTTCGCCATTA GACGCACCATGTGGTAAACA 238

Ad04A11905 Aradu.A04 11905 p3 (TCT)5 15 73014983 73014997 CCGAACCATTCTCTCCCTCT CTCGGAAGTGGAAGCTTTTG 201

Ad04A11911 Aradu.A04 11911 p3 (TTA)5 15 73061778 73061792 GCCTATCTGAAATTCCCACG TAAGGGTCGATCCCACAGAG 174

Ad04A11914 Aradu.A04 11914 p2 (CT)6 12 73097569 73097580 GAACGTGGAATTGGGAAGAA CGTGCATCTGCGAAATTTTA 230

Ad04A11919 Aradu.A04 11919 p2 (AG)23 46 73107249 73107294 GCGTCATATTTACAATTACCGTCA CATCCCGTTACCGTCGTTAT 230

Ad04A11920 Aradu.A04 11920 p4 (AATA)5 20 73109343 73109362 TGTCGAAAATTCTCACAAAGGA GTTCGATTCCGAGCTTCAAC 219

Ad04A11921 Aradu.A04 11921 p3 (AGA)6 18 73110445 73110462 CTCTTGAAAATTGCCATCGG CACACAACCATCACACACCA 230

Ad04A11925 Aradu.A04 11925 p2 (TC)6 12 73232445 73232456 TCTTCTTTCTCCCTTTCCCC TGAGGAATGATGACTCAAAAGG 227

Ad04A11928 Aradu.A04 11928 p3 (ATA)5 15 73266637 73266651 TGTGTTTTGGGGTTTTGGAT TCCACTTGACCTTCCCTTGT 191

Ad04A11930 Aradu.A04 11930 p2 (GA)9 18 73290792 73290809 GATTCGCCTACCTTTTGTGC CTAAAATGCAATCACGCGAA 264

Ad04A11931 Aradu.A04 11931 p2 (AT)9 18 73294562 73294579 CGACCTAAACTTCAAAGGTCGT CACATTCGAAAAAGTGTGATAAAA 104

Ad04A11932 Aradu.A04 11932 p2 (TG)6 12 73300343 73300354 CAGTGTCGAAAATCGAGCAA TCAACAGGAAGCCAATAGCA 209

Ad04A11940 Aradu.A04 11940 p2 (TA)7 14 73319343 73319356 ACAATGTACTTCTCCCGCAA GAGAGCTATATTTAAATTGGTTTGGC 271

Ad04A11944 Aradu.A04 11944 p3 (ATA)6 18 73325067 73325084 CGACACAATTAAATTATAACCCCG TGTGTGTGAATTGCTGAAATGA 250

Ad04A11945 Aradu.A04 11945 p2 (CT)19 38 73329090 73329127 CACGAAGGAAGCATTGACCT TGAGCTCGGACAGAGAGTGA 157

Ad04A11947 Aradu.A04 11947 p2 (AT)11 22 73331056 73331077 TGAAACGACAATGAACATAATTGA TACGTGCATGCTTTGCCTAA 279

Ad04A11964 Aradu.A04 11964 p3 (AGA)6 18 73547194 73547211 TAAAATATTGCTCGCCCTCG ACACTAACCCATCTTCCCCC 115

Ad04A11969 Aradu.A04 11969 p3 (TTA)5 15 73574464 73574478 CACAGTAAAATTGTGTTCTTGATAGGA TGGAATAGTTTAATATGTGGGTTTATT 280

Ad04A11973 Aradu.A04 11973 p2 (AT)11 22 73589302 73589323 TGATATTGACCATGCTGCGT CTGTGTTTTGGGCCTCTAGC 246

Ad04A11975 Aradu.A04 11975 p2 (TA)13 26 73590100 73590125 CCACCATAGGCACCAAAACT TTCGTTTTACTCTCGCGCTT 211

Ad04A11976 Aradu.A04 11976 p4 (ATAC)7 28 73592503 73592530 TCAACCATCACCACAACATT TGATGGTTAGGTTTGTGTTGGA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A11977 Aradu.A04 11977 p3 (TTA)5 15 73594534 73594548 AACAGGTTACTTCTGTCCGCA CCAGCCAATATCAACCCTGA 278

Ad04A11979 Aradu.A04 11979 p2 (GT)7 14 73603928 73603941 AATTGGAGCACCGTAACTCG GACAAACGGGCTAAAAACGA 228

Ad04A11980 Aradu.A04 11980 p2 (AT)8 16 73607899 73607914 CCTCTGGTTTTCATCCCAAA TCCCTGTGGTAAGTGCATGA 203

Ad04A11981 Aradu.A04 11981 p2 (TA)6 12 73608105 73608116 TCATGCACTTACCACAGGGA ATAGAGGTGGCGAGGTGCTA 217

Ad04A11982 Aradu.A04 11982 p2 (TA)11 22 73611283 73611304 AAAAGGGTTTCTGCAAATGA AATCTAACAGGGACGGTTGG 268

Ad04A11987 Aradu.A04 11987 p3 (TGA)5 15 73662608 73662622 AGCTCGACCTCACCCTTTTT AGTTGAAGAAGGCAAGGCAA 140

Ad04A11988 Aradu.A04 11988 p2 (CT)6 12 73671163 73671174 TTTCCATGACGACTCCCTTC ACATCCACCAATCCAAGAGC 176

Ad04A11992 Aradu.A04 11992 p2 (AT)10 20 73711030 73711049 AAGTGTGGGGAAAGAGGGTT GAGCATTTTGTCCCCTTTCA 188

Ad04A11993 Aradu.A04 11993 p2 (CT)6 12 73712426 73712437 CCAGAGGTTATAAAGTGGGGG TAACCAAGGCCAAAGCAATC 259

Ad04A11994 Aradu.A04 11994 p2 (AT)9 18 73714523 73714540 TGACCACAATCCAATCAATCA AATCTTCATCCAATAAAGACCATC 248

Ad04A11995 Aradu.A04 11995 p2 (AT)7 14 73740259 73740272 TGTCAACTTGCTTTGATTTTATTTTC AGCTGCTTGCTTTAATGGGA 250

Ad04A11998 Aradu.A04 11998 p2 (TC)8 16 73754546 73754561 AGTGATCCAAGCACGAATCC TGCAATGTGCTTTGAGTTGA 280

Ad04A12003 Aradu.A04 12003 c* (T)10(TG)6* 21 73762549 73762569 TTGGCAACTGAAGGTGAGTG AAACCCGAACTGAAGCAGAA 203

Ad04A12008 Aradu.A04 12008 p3 (TAA)5 15 73772492 73772506 GCAAAAGCAAAACAAACCGT TGAAGGAACAATTGCTTGTGA 117

Ad04A12009 Aradu.A04 12009 p3 (ATA)19 57 73772767 73772823 CAACAGATAAAAGCTGCTGGA GGCAAGTGGTAGACGGTGAT 204

Ad04A12011 Aradu.A04 12011 p3 (AAT)5 15 73773381 73773395 GTTAGCCTGTTGGTGGTGCT CTTTGGTCTTGGAGCAGAGG 276

Ad04A12013 Aradu.A04 12013 p2 (AT)8 16 73781132 73781147 CAAGAAAAATGGAAAATAAGGATCA AATGCTGGCCAAAATTCAAC 194

Ad04A12014 Aradu.A04 12014 p3 (TGA)5 15 73830609 73830623 GTTTTGGGTGTTGGTGATGA ATTTCCAAACTCCCATCCAA 177

Ad04A12015 Aradu.A04 12015 p2 (TA)9 18 73842074 73842091 AGCCGGTCTTAGCTTCACAG AAAATGAAACCGAAGATGCG 148

Ad04A12017 Aradu.A04 12017 c (CTT)6t(TTC)12 55 73880482 73880536 AAAGGAGCTCCCAGAGGAAG CACCACATTTTAATTGAACTCCC 256

Ad04A12019 Aradu.A04 12019 p3 (AGA)6 18 73885135 73885152 GCTTTTGTCTTCCCTTTCCC TCCTTCTTGGCCGAATACAC 200

Ad04A12020 Aradu.A04 12020 p3 (TTA)7 21 73889600 73889620 CCATGGTTATGGTCTCTACTTGG TGATATCAACAAACCTGATTGGA 228

Ad04A12021 Aradu.A04 12021 p3 (TTC)5 15 73909218 73909232 TACCTTGGCCGAATTCATCT ATGGTCTTGATGGCTCTTGG 255

Ad04A12022 Aradu.A04 12022 p3 (AGA)6 18 73923099 73923116 TGCCATTGATGGTAGTGGAA CCGAACCTACCTCTCTCCCT 144

Ad04A12028 Aradu.A04 12028 c (CT)6tcttcacccattcaccaatcacctcaacacctcttccc(A)1161 73956205 73956265 CTTGGTGCAGGGATGACTTT TTGAATTTGAATGGTGGGGT 220

Ad04A12031 Aradu.A04 12031 p3 (ATA)6 18 73971276 73971293 TTCAGAAACACTATATTCCATCTTTTT AAAAATGAGTTCGACCCAAGA 232

Ad04A12032 Aradu.A04 12032 p2 (AT)7 14 73971551 73971564 TCTTGGGTCGAACTCATTTTT TCTCGGAGCCATTTCCTATG 271

Ad04A12034 Aradu.A04 12034 p2 (TA)10 20 73977000 73977019 TTCCATAATTTTTGAAAACCACTGT TGCTATCCTTTAATACCTGCAAAA 278

Ad04A12035 Aradu.A04 12035 p2 (TC)6 12 73981366 73981377 CAAGACGTGATGGCTTTCAA CCGATATCCTCCATGTCGTT 201

Ad04A12036 Aradu.A04 12036 p2 (CT)6 12 74002506 74002517 CAGAAAAGGGCAAGAAGCTG TTTTTGGGGAAGAGGTGTTG 224

Ad04A12037 Aradu.A04 12037 p2 (TA)9 18 74014129 74014146 GAATGTATTTACTGTGCTTTGCTAGA GCATCACTTGTAAAACGTAGCC 268

Ad04A12040 Aradu.A04 12040 c (T)11g(T)12 24 74044531 74044554 CTGTGGGCTTTTTGTTGGAT GCGGAAACAAAAGGTCAAAA 202

Ad04A12042 Aradu.A04 12042 p2 (GT)6 12 74054112 74054123 GGGAATAAAAGCACCCCAAT TGGGGATTAGTAAGGGTGAGG 237

Ad04A12047 Aradu.A04 12047 p2 (TA)6 12 74096953 74096964 AAACTCACGGGTTGTGTGTTC TTTGCATATGAGCATTTGGTTT 265
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Ad04A12048 Aradu.A04 12048 p3 (ATT)5 15 74113652 74113666 GGACGTTGGCTTTGTGAAGT CAGGAACAAGGAAAAAGGCA 199

Ad04A12056 Aradu.A04 12056 c (ATG)7accaccccctccgccaccacttccaccgtgtcc(ATG)981 74146881 74146961 TAAAACTTCAACAACCGCCG CACAGCAACTACTTCTGCCG 259

Ad04A12059 Aradu.A04 12059 c (T)10caaaatcaattaaaataattttttattttttaaaacaaataaatttaattacgtaa(T)1076 74148722 74148797 TCGCTATCAAAGAATGGAGTGA CCTCATATCAGGTGGACCATT 168

Ad04A12063 Aradu.A04 12063 p3 (TTC)6 18 74178692 74178709 CTTCCCAATAAACCCCACCT TAAAATATTGCTCGCCCTCG 245

Ad04A12064 Aradu.A04 12064 p2 (GA)10 20 74188080 74188099 GCCATTGTTGTTTGTTGCAG AGGGGGATTGATTAGGTTGG 152

Ad04A12065 Aradu.A04 12065 p3 (TCA)8 24 74189708 74189731 TCTTCCTCTTCCTCTTCCTCAA CATGAGAATGTAAAACATAAAACGAAA 131

Ad04A12067 Aradu.A04 12067 p3 (CTT)5 15 74190128 74190142 TCTTCGTATTCCTCCTCCTCA TCCTCCTCCTCCTCCTCTTC 277

Ad04A12068 Aradu.A04 12068 p3 (GAG)6 18 74190357 74190374 AAAAATGCAGCAACAACAACA TGTTCCACTTTGTATCCCGC 155

Ad04A12070 Aradu.A04 12070 p3 (TAG)5 15 74200510 74200524 AGCTGAAGCGCCAGAAATTA TCATTGATGTTTGATGATGATGAG 242

Ad04A12074 Aradu.A04 12074 p3 (AAT)5 15 74247479 74247493 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad04A12075 Aradu.A04 12075 p3 (CTT)5 15 74250782 74250796 CCTCTTCCCAATTACCCCAT TCGCCCTCGAGTAAGAAAGA 277

Ad04A12076 Aradu.A04 12076 p2 (AG)6 12 74254778 74254789 ATAGGTGAGGGGTTTTTGGG AAGGGTAAGAACCTGGCGTT 231

Ad04A12077 Aradu.A04 12077 p2 (AT)9 18 74292611 74292628 CCCTATTAAGAAGGGTGCCT TCAATCGAGTGCAAAAATGG 225

Ad04A12079 Aradu.A04 12079 c (T)10agcctgaacacttaagtttctaaaatgttttggagtgttaaagattaaacacataatattgaatgcagatgaatc(ATA)6103 74293796 74293898 CCTGTCTTTCCAACAACCCT AAAGCTTTATCACAACGCTGC 255

Ad04A12085 Aradu.A04 12085 p2 (CA)16 32 74357976 74358007 TCTGCATATGTGTGCGGACT GGTTTGTGAAGATAACCGGC 232

Ad04A12086 Aradu.A04 12086 p2 (AT)7 14 74365360 74365373 GCAAATGAGTGTGGGGAAGT TGGGGTAATTTTGTCCCCTT 241

Ad04A12087 Aradu.A04 12087 p5 (AAGAT)5 25 74376913 74376937 AGATAAAGGCGGTTCCCCTA CCTGGGTGCTCCAGTGTATT 126

Ad04A12089 Aradu.A04 12089 p5 (AAGAT)5 25 74383834 74383858 AAAGGCGGTTCCCTTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad04A12090 Aradu.A04 12090 p4 (AAAT)6 24 74385037 74385060 TTTCAAAAATCCACACCAAAAA GCAGTAGCGGGGTTAGCATA 266

Ad04A12105 Aradu.A04 12105 c (A)10ttaaagaaagaatttttctaataattttcattttttttggtaaactcctatcaattttctagatgatggaggc(T)1093 74425397 74425489 AGGAGTGAAGGCGTGATGAT GCCAAGTTAAAAAGCCTCCA 271

Ad04A12110 Aradu.A04 12110 p2 (AT)8 16 74444735 74444750 TGAAGAACAAAAGCTTGCGA TTTAGCCGCTTAGGCCTGTA 195

Ad04A12111 Aradu.A04 12111 p2 (AT)11 22 74452859 74452880 TGCTCTTGCCTTTTGGTTTT GATGTGGTGGCATTGCTTTT 278

Ad04A12113 Aradu.A04 12113 p2 (TG)17 34 74462537 74462570 TGCTGACTCTGGCATATTTCTG TCGTTTGTACGTTCTTGAGTGC 221

Ad04A12114 Aradu.A04 12114 c (A)14ccc(A)23 40 74489140 74489179 CAGCAGCAGCACCTAAAACA ATTGTGGCGTTGGGTATCTT 237

Ad04A12115 Aradu.A04 12115 p2 (AT)9 18 74492773 74492790 ATGGACGTCCCCGTATAACA TCAAAAGGTCATGGGTTCAA 280

Ad04A12118 Aradu.A04 12118 p2 (CT)14 28 74495030 74495057 GTGAACCGCGAGAAGAACTC CACTTCCTTCTTCCCCTTCC 228

Ad04A12119 Aradu.A04 12119 p2 (TA)7 14 74508420 74508433 GCACAATTATTGAGTGGCGA TCTGCTGTAAATGCTCTTCCAA 270

Ad04A12121 Aradu.A04 12121 p3 (TCT)6 18 74514751 74514768 TCCCACATAGCCGAACCTAC GGTCTTGATGGCTCTTGGAG 256

Ad04A12122 Aradu.A04 12122 p2 (TA)7 14 74518334 74518347 GCCATTGACAACAGTGATGC CTGCAAATGCTCTTCCAACA 232

Ad04A12123 Aradu.A04 12123 p2 (AT)8 16 74549382 74549397 ATGCACAATTGTTGAGTGGC CTGCAAATGCTCTTCCAACA 269

Ad04A12125 Aradu.A04 12125 p3 (TAA)17 51 74567361 74567411 TGTCAGCGTTTTCAACTTTCA CAATTCTGCATAGAGAGCACCA 213

Ad04A12126 Aradu.A04 12126 p2 (TA)7 14 74578787 74578800 CATTGTGGTGGTTGTTCACTG CTGCAAATGCTCTTCCAACA 236

Ad04A12128 Aradu.A04 12128 p3 (GAG)6 18 74592696 74592713 CTTTCGGACAAAGGCAAGAG AGAGGGTCCAGGAGGCTAAA 239

Ad04A12132 Aradu.A04 12132 c (GAG)9(GAA)5gagaggagaagggatggcgccggtggaattgattgtcgccgtgcccattgacgcagcaatc(AG)6115 74597475 74597589 CCATCTCCATCACCCATTCT AATCTAGAACCAAAGCCGCC 244
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Ad04A12133 Aradu.A04 12133 c (CT)6tgtctctctctgtactaattt(TTTC)553 74597885 74597937 CACTGCCCAACTCTCCATTT CCATTATCAACAACGGCACA 200

Ad04A12138 Aradu.A04 12138 p3 (GTG)5 15 74609807 74609821 GAGGCGAGAGTGTCATGGAT CCTCCAACATATCCGAAGGA 270

Ad04A12141 Aradu.A04 12141 c (T)11gaaaaatcgaaaattctttttaactttttacaaatatgcatatataaacaaattcaaccacaatcttcatatatataaataaaagt(A)10107 74630851 74630957 CACGCTTCCAACTGTGCTAT GCTGTGCTATTTTTGTTTGCAT 256

Ad04A12142 Aradu.A04 12142 p2 (TC)7 14 74633431 74633444 AGTGGAGACGGATCTGATGG GGAGATGCACGAGGAGAGAG 237

Ad04A12143 Aradu.A04 12143 c (AT)6t(TA)7 27 74634826 74634852 AGCAACATGTGGTGTTTGGA TTGTACTCATGGAAATGTTGCAG 169

Ad04A12144 Aradu.A04 12144 c (A)10gaaatataagactaatt(A)1037 74635169 74635205 CCACCTTGCTGTCACTGTGT GCACTGTATCACTACTTCTCCCAA 253

Ad04A12146 Aradu.A04 12146 p3 (TAT)26 78 74638694 74638771 TTGAGATTGTTTGTTATGTTGGAA CCACACCAACTTTGTTTTACGA 204

Ad04A12147 Aradu.A04 12147 p2 (AT)10 20 74639217 74639236 AGTCAAGACTGGCCGAAGAA GAACTCTTGAAGCGGAGTGG 225

Ad04A12149 Aradu.A04 12149 p2 (TC)12 24 74651356 74651379 AAGCCATGCGAACAGAGAGT TGCTTGTCCTCAAGCAAAGA 272

Ad04A12150 Aradu.A04 12150 c (AC)25(AT)10 70 74659710 74659779 AAGTCAAGACTGGCCGGAG CACCAGCATCTCATTAGGCA 270

Ad04A12151 Aradu.A04 12151 p2 (AT)9 18 74668608 74668625 CTTGCTTTGATGGGAGGTGT GATTCAGTTCTCAATTTGCTTTGA 240

Ad04A12153 Aradu.A04 12153 p3 (AGA)7 21 74688102 74688122 GTCCACTACCCTCGAGCAAG AAATCTTTCCCACCCAAACC 245

Ad04A12155 Aradu.A04 12155 p2 (AG)9 18 74703249 74703266 GGATCAAAGGAAGATAGCTTGAA TCATGCACCCCTCACACTTA 230

Ad04A12162 Aradu.A04 12162 p2 (GA)17 34 74721643 74721676 GTGCTCATGGTGCAGAGAAA ACCAGACTTACAGCCCAGGA 246

Ad04A12163 Aradu.A04 12163 p2 (GT)31 62 74726655 74726716 TACTTTTTGTGCGCTCCCTC CAAGCACAAAGCCAAGTTCA 229

Ad04A12165 Aradu.A04 12165 p2 (AT)6 12 74736145 74736156 CTTACCTCGCGTCGTAAAGC ATGGCTAGCCGGCTTAAACT 259

Ad04A12167 Aradu.A04 12167 p2 (AG)9 18 74753347 74753364 ATCAACGCCAAGATGGTAGG AGCACCTAATGTATGGCCGA 258

Ad04A12168 Aradu.A04 12168 c (T)12ggtgtttctttctccccttttttcttctattgctgttgctgtattttttattgtagtacattcttttgttttatattg(T)10100 74754198 74754297 TTAACCACTCGACTAATGCAAA TCATTCTTGTTTCCCTCTTTTT 279

Ad04A12169 Aradu.A04 12169 c (CT)6tctttttct(TC)939 74756540 74756578 TTCAAACGTGAAACCCTTCC ACAATAGCTCCAGGTGGTGG 144

Ad04A12170 Aradu.A04 12170 p2 (TA)6 12 74757394 74757405 TGGTACGACTCTCAAGGTGG GTACCCTAGCCGGCCTAAAC 195

Ad04A12172 Aradu.A04 12172 p2 (CT)18 36 74762882 74762917 TTTGTCTCATTTTCCTAGAATTTGC GGCGCAACCTTCTTCAATAG 204

Ad04A12174 Aradu.A04 12174 p2 (TA)6 12 74778914 74778925 GGGCGCAGAAGTTATGAAGA CTACCAAAGCTCACGCTTCC 240

Ad04A12181 Aradu.A04 12181 p3 (AAT)5 15 74806540 74806554 CAGGGAAAAAGGCACTCTTG GGACGTTGGCTTTGTGAAAT 193

Ad04A12182 Aradu.A04 12182 c (AT)10aagcacaaaaagattact(A)1048 74818065 74818112 GCAAAAGAAGCAGAAACAAAAA CAAATTGAGATAATGGGGTCG 141

Ad04A12184 Aradu.A04 12184 p2 (GA)18 36 74819783 74819818 ACACAGGCATGTCTTGGTTG GCCTTCTCAAGAAAAGGGCT 268

Ad04A12188 Aradu.A04 12188 p3 (TGG)5 15 74874692 74874706 TCTTCCTCCTCCTCCTCCTC CCAGAAGTCCAAGCTGAACA 260

Ad04A12189 Aradu.A04 12189 p3 (TGG)6 18 74874838 74874855 TGATAATGGTGGTGGTGGTG GATTTCGTTCTTGGCGTTTT 280

Ad04A12190 Aradu.A04 12190 p4 (TTTA)5 20 74894547 74894566 CAAGTCACGAAGCACCAAAA CCCTACAAATGGGGTTTATCA 234

Ad04A12191 Aradu.A04 12191 p3 (GAA)5 15 74914138 74914152 GAGAATGACCCGAGGTTTGA TGCACCCTGTTTTTCTCCTT 275

Ad04A12194 Aradu.A04 12194 c (A)12tcacattctatcctgaccaaaataat(A)1048 74940900 74940947 CCACATTGCACAGCAAGACT TGATGTAATAACTTGATTGGTTCAGA 244

Ad04A12196 Aradu.A04 12196 p2 (AG)6 12 74946278 74946289 GAAGAAAAGTGCGGCAAAAG TGTGCCATAAATTCGAACCA 275

Ad04A12197 Aradu.A04 12197 p6 (CTTTTT)6 36 74958257 74958292 TTTACCCTTGCCTTTTGGTG TGAGTGCTTGAACAGTGCAT 241

Ad04A12198 Aradu.A04 12198 p2 (GA)12 24 74960223 74960246 GGAAGAGGGATGGAGGTGAT ATTTTTGCACGCCTAAATGG 212

Ad04A12199 Aradu.A04 12199 p2 (GA)6 12 74963368 74963379 AGAGAGGGAGAGAGGATTCG GAAAACTCCTCATCCTTTTTCAA 242
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Ad04A12202 Aradu.A04 12202 p3 (TTC)7 21 74983972 74983992 TTCATTTTGGGGTTGTCTCC GGTCGGATCCAAAGAGTTCA 175

Ad04A12205 Aradu.A04 12205 p2 (AT)10 20 74986960 74986979 TGCAGGTTAGGAGGATTGCT GTGAGTTTCCCGCATTTGAT 251

Ad04A12207 Aradu.A04 12207 p2 (AT)7 14 74989098 74989111 TTTTAGCTTTTTATTTTAAACACAGCA TCTTATGTTTGTGCCCAATAAACT 237

Ad04A12209 Aradu.A04 12209 p3 (AAC)6 18 74990770 74990787 AGGTCGCAACTTTAAAGCCA AGGTTCACCTCCTCGTTCCT 133

Ad04A12215 Aradu.A04 12215 c (CTT)5tttccaaaa(TTC)539 75027867 75027905 TAAAGGCACGCCACTCTTCT AACGCGAAAAAGAATGAGGA 131

Ad04A12221 Aradu.A04 12221 p2 (AT)6 12 75059459 75059470 CTCAATGCCCAAAAATCTTGT CAAAAACAAAAGAGGAATGGC 240

Ad04A12223 Aradu.A04 12223 p3 (TGC)5 15 75070819 75070833 TCTGTTTCAAATGCTGCCAC AGGCACCCCATACAAATCAG 246

Ad04A12224 Aradu.A04 12224 p3 (AAG)7 21 75073388 75073408 CTCCAAGTTCAATGCAGCAA TAAGGCTCGTGAGAGCACAA 193

Ad04A12225 Aradu.A04 12225 p3 (CTT)5 15 75073686 75073700 GCATGAGTGCAGCAGTGAAT ATGAAAATCCAAAGCCCACA 259

Ad04A12229 Aradu.A04 12229 p2 (TA)8 16 75091410 75091425 GAAACATGGCCAAGGTAAGG TTGTTGGAGCAGGGTATGAA 274

Ad04A12234 Aradu.A04 12234 p2 (AT)10 20 75148484 75148503 TTTGAAAATTTATCCGTCGAGAA TTGGAAGCGGAATATCACAA 248

Ad04A12235 Aradu.A04 12235 p2 (TC)6 12 75158220 75158231 ACGAGCTCCCTTAAACCCTC ATAGCCCAGCTGCAAGAAGA 239

Ad04A12239 Aradu.A04 12239 p2 (TA)6 12 75235006 75235017 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 252

Ad04A12244 Aradu.A04 12244 p2 (AT)6 12 75287647 75287658 AAGGAACAAATTTGGGGACC CGACTGTGAGAAGAGAGGGG 261

Ad04A12254 Aradu.A04 12254 p2 (AT)9 18 75327264 75327281 TCCATCAATTCTCGTGGGAT GACAGGTTCGACCCGTTTTA 174

Ad04A12256 Aradu.A04 12256 p3 (GAT)6 18 75329687 75329704 TGCCTGGCACAACAAAAATA CAACCCTGGTTGCACACTTA 240

Ad04A12258 Aradu.A04 12258 p2 (TA)9 18 75340491 75340508 GTTTCCCCTTTATGTGCGAA ACTTGACACCAATCCAAGGC 277

Ad04A12259 Aradu.A04 12259 p3 (GGA)5 15 75364233 75364247 AGAGGTCCCAGAGGAAGAGG GCTCCTCAGTCGTGCCTAAC 205

Ad04A12263 Aradu.A04 12263 p3 (TTC)6 18 75376142 75376159 TCTTCCCAATTACCCCCTTC TAAAATATTGCTCGCCCTCG 243

Ad04A12266 Aradu.A04 12266 p2 (TA)9 18 75413234 75413251 TTATGTGCGAGCCTTGAGTG AAGGCCTCCAATGTCCATAA 242

Ad04A12267 Aradu.A04 12267 p2 (TA)6 12 75414302 75414313 CGACATTGCAAGGGAGAGAT AAACGCAACGCTCAAGAAAT 233

Ad04A12269 Aradu.A04 12269 p3 (AGA)5 15 75428391 75428405 TAAAATATTGCTCGCCCTCG CACCTCAAATCCTCTTCCCA 161

Ad04A12272 Aradu.A04 12272 p3 (TGA)5 15 75482243 75482257 GAGCAGGTTCAGGTTCTTGC CAGAAGCCGACACAACAGAA 160

Ad04A12274 Aradu.A04 12274 p2 (AC)11 22 75560822 75560843 CGAGAGTGTTGTTCATTCGC GTGACCCCTAGTCCGCATAC 271

Ad04A12275 Aradu.A04 12275 p2 (GT)19 38 75562519 75562556 GCATTCTGGAGACCTTCTGG ACTCGACCTGCGAAGCTAAG 269

Ad04A12278 Aradu.A04 12278 c (T)11gccttggatcacaactttatttctttcttttcttctttttctctttcttttc(T)1073 75604667 75604739 CCCAAAGCACTCTGTCTTCC TTGAAGCAAGAAAAAGCAGTGA 246

Ad04A12281 Aradu.A04 12281 p2 (AT)6 12 75618359 75618370 TTCACTTTGGGGCATTTTGT ATGGTTGAGGTGAAAGGGTG 234

Ad04A12282 Aradu.A04 12282 p4 (AACT)6 24 75619959 75619982 AGGCAATAAGAAGGCAGCAA TCCAACACTTCCAAACACCA 166

Ad04A12289 Aradu.A04 12289 p2 (TA)6 12 75639687 75639698 CCGGTCGAACTAGTGAACCA TGTATTAAATTAAACTTTTGCACTTCA 225

Ad04A12291 Aradu.A04 12291 p2 (CT)8 16 75645970 75645985 AAGGTGAAGTCAATGGTGCC GTGAAGCTTCCAGGGTTTGA 253

Ad04A12295 Aradu.A04 12295 c (TA)8(TG)29 74 75667242 75667315 TGTACCCTCGCCTTTATCTTG TCCCAAAAATACTGCCGTTC 220

Ad04A12297 Aradu.A04 12297 c (TA)6(TG)9ta(TG)1562 75674702 75674763 TGGTTTATTGTACCCTCGCC CCGCTCCCAAAAATACTGTC 220

Ad04A12299 Aradu.A04 12299 p2 (TA)10 20 75688400 75688419 ATCCATTGATGCTCAAAGCC TGACATCTCCCAAAAATTGGT 174

Ad04A12309 Aradu.A04 12309 p3 (TTA)5 15 75709574 75709588 TGGCAGATTCATGGTAAAAGC TGTTAGTGCCGGTTTGTTTG 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12310 Aradu.A04 12310 p2 (AT)6 12 75712197 75712208 CGAACCCAAATTGGACCTAA GCATGAAATTAGGCCGAGAA 276

Ad04A12317 Aradu.A04 12317 p3 (CAT)5 15 75731324 75731338 TGGTTTCGGTGTATTTTGGA AAAACAAGAAGAAACTTGAGAAGG 236

Ad04A12320 Aradu.A04 12320 p2 (TA)7 14 75736537 75736550 TTGCAAAAATACCCCCTCAC TCATGGTGTCTCGGGATGTA 276

Ad04A12322 Aradu.A04 12322 p2 (AT)7 14 75755407 75755420 GGGTATATATGGCCAAGTGAGC GGGGACAAAATTACCCCAAC 218

Ad04A12325 Aradu.A04 12325 p2 (AT)9 18 75773633 75773650 TGTAAAACTGAGGTGGCGAG CTGGTTTTAACTTCGCGAGC 251

Ad04A12327 Aradu.A04 12327 p2 (AT)8 16 75785809 75785824 TTCCCCTTTTAACGCATGAT AGGCTCACACCAAACCAAAG 280

Ad04A12328 Aradu.A04 12328 p2 (TA)8 16 75789243 75789258 TGGTTTTCATTGGATGAAGATT TCGCAGGTCAAAGGAAACTC 188

Ad04A12332 Aradu.A04 12332 c (T)11attttattcttattaagagagtaaacaagatagttatgagaaggtgaaacaagaagttgaagatgaacaag(A)1092 75815796 75815887 CAAACGTATTTCGTGCTCTTT TTGCATAATTCAAAACTTATCCTCC 279

Ad04A12333 Aradu.A04 12333 p3 (ATG)8 24 75816047 75816070 CCGAAACTTTTTAATGGTGACA CTCTTATCCGGCCCTAAACC 209

Ad04A12334 Aradu.A04 12334 c (AAG)5(ATG)5 30 75817608 75817637 TTTGACATCGAAATTTCTTAACCA CACCTCCTCCTCCTCTTTCC 205

Ad04A12338 Aradu.A04 12338 p3 (AAT)6 18 75826569 75826586 GCTCCAGAAAATCCACTTCG CGCTTTTTGGCATTGTTTTT 253

Ad04A12342 Aradu.A04 12342 c (A)10tgagacttgttattgcttggga(T)1244 75844086 75844129 AGGCATCAACATTCCTCTGG AGCATCTTGAACCAACTGGG 167

Ad04A12343 Aradu.A04 12343 p2 (GC)6 12 75850444 75850455 GAGTTGGATTAGGCCCACAA CCAGTTGGGTTGGAAAGCTA 178

Ad04A12345 Aradu.A04 12345 p6 (GAATGA)6 36 75859976 75860011 GCAGCAGTGACCACATGAAC GCTGCTGTTTCTTCCACACA 271

Ad04A12347 Aradu.A04 12347 p3 (ATT)10 30 75872156 75872185 AAAGTTTAGTGCATGAATTTTTCC TTGGGTATGCATTTTAAATTTGTT 183

Ad04A12352 Aradu.A04 12352 p3 (TTC)5 15 75900669 75900683 CATCCAAACCCACCCTAATG TTAGAATGTTGCTCGCCCTT 201

Ad04A12354 Aradu.A04 12354 p2 (AG)6 12 75921729 75921740 TCTTGTTCTTTGGGGTGGTC TCCCTCACTCACCACCTCTC 189

Ad04A12355 Aradu.A04 12355 p2 (AT)9 18 75947083 75947100 TCTTCGCAAGTCGAGGCTAT ACTTCGCTTACGAATGACGC 208

Ad04A12356 Aradu.A04 12356 p2 (CT)6 12 75980030 75980041 CCCTCCTTTCACGATTCTCA GTGGGAGGGAAACAAGATGA 200

Ad04A12357 Aradu.A04 12357 c (TA)10g(AC)7 35 75992611 75992645 ACGCTTCCAGCCAATCTTTT TTTCTGTGCTTCACGGTTGT 274

Ad04A12358 Aradu.A04 12358 c (CT)6ccctccccc(CT)735 76007803 76007837 CAGGTCCTCGATCGAAGCTA CCCAAGAAAGTGCTAACGGA 205

Ad04A12361 Aradu.A04 12361 c (A)10gagaaataaaagtgaaaatgagaaaaacaaaagaaaaaaag(A)1061 76059653 76059713 ATTGGATGGGATAAAAGGGG TTCACTTTGGGGCATTTTGT 240

Ad04A12363 Aradu.A04 12363 p2 (AG)15 30 76077956 76077985 TGTTGGCTGAGAGTGAGACG AAAACCGGTTCTCCCAAAAC 278

Ad04A12364 Aradu.A04 12364 p4 (TAAC)6 24 76087014 76087037 TGGTATTCACAAACGTTCAACA CCCCTCTTCCAACACTACCA 271

Ad04A12365 Aradu.A04 12365 p3 (AGA)5 15 76097849 76097863 CTGGCCTTAGGTGCCATAGA ACATCCCTCACCCTCTCCTT 148

Ad04A12369 Aradu.A04 12369 p5 (TGAAC)5 25 76148427 76148451 TGTTCGGTGAACTTGCTCTG TGACAACACAACACAATGCAG 239

Ad04A12375 Aradu.A04 12375 p2 (TG)6 12 76182020 76182031 TTGTGAATTCAACCAGTGCC GGGCTGGCCAGAGAATACTT 262

Ad04A12377 Aradu.A04 12377 p2 (GC)6 12 76194848 76194859 TGGTGTTTGGAAGTGTTGGA GCGCCATTCTCGAAATAAAC 161

Ad04A12379 Aradu.A04 12379 p2 (CT)6 12 76198440 76198451 CAATACACGTTTGGCTCCCT ACGGAAAAGCACACCAAACT 126

Ad04A12380 Aradu.A04 12380 p2 (TG)6 12 76204144 76204155 GGTTATTTGTTGCACAGCGA GGGCTGGCCAGAGAATACTT 155

Ad04A12383 Aradu.A04 12383 p2 (AT)6 12 76210236 76210247 TCAACCATTCCTTTCTTGCAT TGTCTTTTCGGACTAAAGCGA 211

Ad04A12385 Aradu.A04 12385 p3 (ATA)12 36 76216298 76216333 TTTTCGTCTCTATCCCAAAAGA AAAATTCAAATGTTGGTGATTGAA 177

Ad04A12386 Aradu.A04 12386 c (T)10atcttatttgtgtctcaaacatattaaaattaattcaatattgtcattcttttaatcctgccaaaaatataatagagaatgtataccttcttaa(AT)7118 76218360 76218477 GGATAAAGTATTGTTTCTGTTTGATCC CACTCCGCACTTCACATCAT 256

Ad04A12387 Aradu.A04 12387 p2 (CT)12 24 76225797 76225820 TTCGAAAACTCCTCACCTTTTT AGAGGGGAGGGGTTCAAAT 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12389 Aradu.A04 12389 c (TTA)10gtattattat(TA)1162 76251518 76251579 TGATGCTCAGAGCCTTAGACC GGATGTTGATGTACAAGAAACAAGA 191

Ad04A12392 Aradu.A04 12392 p2 (GT)7 14 76290115 76290128 TGAGGACACCTTCTTCACCC CCCCTCTTCTTCAGCCTTTT 142

Ad04A12394 Aradu.A04 12394 c (CT)8aacattctcctt(TC)742 76295435 76295476 CCAACGGTAATCTTGCCCTA AGTCTTTGAGCGCTGTTGGT 177

Ad04A12395 Aradu.A04 12395 p3 (AGA)5 15 76306176 76306190 CTCGGAAGTGGAAGCTTTTG TCTCCTATAGCCGAACCCCT 215

Ad04A12397 Aradu.A04 12397 p3 (TTC)6 18 76331265 76331282 CTATACCTTGGCCGAATCCA ACTCGGAGGTGGAAGCTTTT 260

Ad04A12398 Aradu.A04 12398 p2 (TA)8 16 76346008 76346023 TTAATTCAAAGTGCAACATTACCT TTGCAAGTGTTGCGTTTCAT 280

Ad04A12401 Aradu.A04 12401 c (A)13caattaaaacttgtcttatttaaaatttattattaaataagttataactattttttattaa(T)1084 76349784 76349867 TCCAAACGGCAAGAGTTAAAA TGGAATTTTCAACTACGACCA 275

Ad04A12402 Aradu.A04 12402 c (A)10gaagtgaggggtcctttttcatgatgtggtagaatattttacatttgctaacttgaatatttaccgaggactctgtt(TTA)13126 76350205 76350330 CCTGCAACCTCACTTCCTTC GCGCATCAAAGCAACATTTA 240

Ad04A12407 Aradu.A04 12407 p2 (TC)20 40 76370186 76370225 TTCTCCCTCCCTCACTCTCA ACAGAGGAAGGAGAATCGCA 207

Ad04A12408 Aradu.A04 12408 p3 (CTT)5 15 76398164 76398178 TCTTTCCAAGGGCATGGTAG AACCCCAGTGGACAAGACAG 274

Ad04A12410 Aradu.A04 12410 p2 (CT)6 12 76399938 76399949 ACGTTGAACCTGGGATTGAG GTGGCCCAGAAAACACAGAT 187

Ad04A12411 Aradu.A04 12411 c (TC)7tgtccga(TC)633 76410005 76410037 CTCAGCGGTGACTACACGAA TGCTGCCACCAACAGTAGAG 109

Ad04A12413 Aradu.A04 12413 p3 (TCA)5 15 76414007 76414021 AATGAGTGACACGTACCCCC AGCGGTGCCACTGTTAATTT 276

Ad04A12414 Aradu.A04 12414 p2 (GA)7 14 76416544 76416557 CAGCAACCCATATGCATGAC TCGGGTTCCATGAAAGTTCT 158

Ad04A12415 Aradu.A04 12415 p2 (GT)6 12 76421184 76421195 CAAGGGTTCTCTTCTTCCCC GGAAAACCGGGCATTAATTT 196

Ad04A12416 Aradu.A04 12416 p2 (GT)6 12 76432640 76432651 GAGGGATTCGAGCTTTCCTT CCAATCAGCACAAACCACAC 212

Ad04A12417 Aradu.A04 12417 p2 (TA)6 12 76445506 76445517 GTCGACCTAAACTTCGCAGG AAAAGCGTTCGGATAAGCAG 113

Ad04A12420 Aradu.A04 12420 p3 (TCC)5 15 76466924 76466938 GGCAAATTGACTGAGGAACC TGAATCAAATGTCATTGCCC 243

Ad04A12422 Aradu.A04 12422 p2 (CT)18 36 76473014 76473049 CATCGTTGTTGCTGAGCCTA GCGACGGTGACTAAGTGATG 248

Ad04A12425 Aradu.A04 12425 p3 (GAG)6 18 76478336 76478353 TCAGAAACACTTGCGTCTCG CACCTCTCCCTCTTCCTCCT 249

Ad04A12426 Aradu.A04 12426 p2 (CT)6 12 76481914 76481925 GGAACACTGACCCTGGAATG CGTGCAGAAAATTGCAGAAA 270

Ad04A12428 Aradu.A04 12428 p3 (ATT)5 15 76490749 76490763 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad04A12430 Aradu.A04 12430 p3 (AGA)6 18 76499278 76499295 GCTTTTGTCTTCCCTTTCCC TACCTTGGCCGAAACCTACA 199

Ad04A12432 Aradu.A04 12432 p2 (GA)6 12 76533576 76533587 AAGAATCCAAACACAAGGGG TCGAAATTACCTCCCTCTTTTTC 229

Ad04A12435 Aradu.A04 12435 p3 (TAT)8 24 76551618 76551641 CGGTAATTATTGTGGAAAGAATCC TGCATTTGCTTCTCTAGTTTTCA 161

Ad04A12438 Aradu.A04 12438 p2 (AT)6 12 76571886 76571897 GAAGAGCGAAACTCCATGCT ACATCATTGGGACATGCAGC 176

Ad04A12439 Aradu.A04 12439 p2 (AC)7 14 76584329 76584342 TTGAACCCTAAGCTCCCAGA CTTTTCTCCTTCCCCTGCTT 131

Ad04A12440 Aradu.A04 12440 p2 (AG)7 14 76585162 76585175 GTTTCAAGCCCGAAAATGAA TGGCAACATAAAGAAATCAACAA 267

Ad04A12441 Aradu.A04 12441 p2 (GA)8 16 76587716 76587731 CCCTGCAATTCCTTTGAGAA TAAAACCCTTACCGGCAGTG 237

Ad04A12442 Aradu.A04 12442 p2 (TA)9 18 76589910 76589927 GTGACATTGTTTGGGTGTGC AAACCGCATAACCTTTCAAAAA 266

Ad04A12444 Aradu.A04 12444 p3 (TCT)5 15 76634266 76634280 AATCCTTTTCCCAATCACCC CTCCCAAGACTCAGAGGTGG 266

Ad04A12447 Aradu.A04 12447 p2 (AG)6 12 76642566 76642577 CGTGATTCACATGTTGACGTT TCTGTCCAGCCATGCATAAA 177

Ad04A12449 Aradu.A04 12449 p2 (TA)6 12 76649516 76649527 AACCTGTGAAGCTAAGGCCA AGAGACACCTCGTTGAGCGT 241

Ad04A12454 Aradu.A04 12454 p2 (CT)6 12 76686570 76686581 AGCCATGCTTTCTCACGACT CTCACCGGAATGTCCAACTT 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12457 Aradu.A04 12457 p3 (CAA)5 15 76696052 76696066 AAATGGCAGGAAGCAAAGTT CCAAAGGTGGTCTCCAGGTA 148

Ad04A12458 Aradu.A04 12458 c (TG)18cgtgc(GT)1163 76700168 76700230 TTTGTCCCTCCTAGAGGTCG CCATTTAAGCACAAAAGCATTC 230

Ad04A12459 Aradu.A04 12459 p2 (AT)9 18 76704207 76704224 GGGTATCTGCGGGGATTTAC TGCTGGGTGAAGGAGAGAGT 279

Ad04A12460 Aradu.A04 12460 p3 (AGA)6 18 76717745 76717762 CCCTTTCCCTTTTCTTGAGG CCTCCTTCTCCCCCTCTCTA 176

Ad04A12461 Aradu.A04 12461 p3 (ATT)5 15 76721163 76721177 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad04A12462 Aradu.A04 12462 p3 (AGA)9 27 76724462 76724488 TTATCCGCTCATCACTTCCC AAACCCACACCTCTCTCCCT 199

Ad04A12464 Aradu.A04 12464 p3 (TTC)6 18 76745987 76746004 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 104

Ad04A12467 Aradu.A04 12467 p3 (TCT)6 18 76782144 76782161 ATACTTTCCCACCCAATCCC TGCCATTGATGGTAGTGGAA 261

Ad04A12474 Aradu.A04 12474 p2 (AG)6 12 76821037 76821048 CGGAAAAGCACACCAAACTT TTTTCAAAAATTCCCCTCCC 148

Ad04A12477 Aradu.A04 12477 c (A)10tttaaactaattttaaaactacattttcgaaa(T)1052 76839143 76839194 TCTTGTGCCTTTTGTGTGTTTT TGTTCATTCCTACTTGCTTCCA 262

Ad04A12478 Aradu.A04 12478 p2 (TA)9 18 76861482 76861499 GAATTTACATTAAAATCAGATTCTTCG GCTAATAAACGACACTACACCGTTT 280

Ad04A12479 Aradu.A04 12479 p3 (AAT)16 48 76864324 76864371 CGTTGAGTGCTCAAACATCC CACATATTCTTGCATCCCCA 187

Ad04A12481 Aradu.A04 12481 c (AT)6ttatatataaatacataatgattaataaataatttgataactaatttttatatacatataatatttttattataaaaattat(TA)11116 76869316 76869431 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 239

Ad04A12482 Aradu.A04 12482 p2 (CT)7 14 76873338 76873351 TTTCTCTCCTCTCCTTGCCA CTTCCTCTTGGAAGATCCCC 259

Ad04A12483 Aradu.A04 12483 p2 (AG)6 12 76873868 76873879 CTATCATGGTCTCCCTCCGA TGACAAAGCTATCCAAATGCT 219

Ad04A12485 Aradu.A04 12485 p2 (AG)8 16 76878341 76878356 TAAGCTCTCTCGAGGCCAAG GGATTCTTCCTTCTTCCGGT 151

Ad04A12486 Aradu.A04 12486 c (A)10gttcactcacac(A)1133 76878815 76878847 GTTGTGTGCCAATGATGAGC GTTATCGCATGTGGTTGTGG 234

Ad04A12489 Aradu.A04 12489 p3 (TAA)6 18 76886926 76886943 ATTCCTTAACTTGCAGCCCT TTGTGATCATGTCGATTTTGG 164

Ad04A12492 Aradu.A04 12492 p3 (AAG)5 15 76888736 76888750 TCATCTTTTCTTTCTTGTTTTACCC CAGCAGCAGAAGATGAGAAGG 275

Ad04A12494 Aradu.A04 12494 p2 (TA)9 18 76896603 76896620 CTCAGCAAACTCAAAACATCAA GGCCAACCTTACAAGTCCAA 248

Ad04A12496 Aradu.A04 12496 p2 (AT)11 22 76916677 76916698 GAATGAGGACGCAGATCCAT CGATCACATGCTGAAGGAGA 259

Ad04A12498 Aradu.A04 12498 c (AGA)27(TGA)6 99 76926950 76927048 GGTTTGCACGTGATGCTAGA TGCAAATATCTTGTAATCCCCA 242

Ad04A12500 Aradu.A04 12500 c (A)11tccttcaaaaatttcttctcttttttgtttttctaaagaatattttc(A)1068 76940356 76940423 TGACGGTTCATCTTGTTGCT AAAACATGCAATTGACACCAA 241

Ad04A12502 Aradu.A04 12502 p3 (TTC)5 15 76948887 76948901 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 186

Ad04A12504 Aradu.A04 12504 p2 (GA)6 12 76984233 76984244 ACTCGATGAGAACGGTGGAG CCCATTTCAAATTTCCCCTT 135

Ad04A12506 Aradu.A04 12506 p2 (GC)6 12 76990540 76990551 TCGTCCCTTTTCAATCCTTG GCGGTTTCAGTTGGGTTAGA 225

Ad04A12507 Aradu.A04 12507 c* (A)10(AG)6* 21 76994096 76994116 TTGTTGGCTCTTGAAAGAATGA AGGCCCTCCTATCCACTGAT 218

Ad04A12516 Aradu.A04 12516 p5 (AAGAT)5 25 77088250 77088274 AGGCGGTTCCCCTAAAGATA CACCGTGTCTGACTTGTTGG 260

Ad04A12518 Aradu.A04 12518 p3 (TCT)5 15 77118591 77118605 AAATCTTTCCCACCCAAACC ATGCTTTTACCACGCCAAAC 230

Ad04A12528 Aradu.A04 12528 c (CCT)5attgaaatttcatctatttcttcttttttatccttctcctc(CAT)18110 77258641 77258750 ATTTTCTTCCCCCTTGCACT CGATGATAACGATAACGACGA 274

Ad04A12529 Aradu.A04 12529 p2 (TC)7 14 77267301 77267314 CATGGTGACAAGGCTTGATG GCCGATGAGTGTCACTGCTA 164

Ad04A12533 Aradu.A04 12533 p3 (TAC)5 15 77280876 77280890 AGAACAAAAAGTGTTGCCACC CCCAAAACACAGGTTGTTGA 274

Ad04A12534 Aradu.A04 12534 p2 (AT)6 12 77316114 77316125 TTGAATGGTCTAATGACATAACAAA TTTTTCACTCACTTTCTCTCAACC 280

Ad04A12536 Aradu.A04 12536 p3 (TGC)5 15 77318457 77318471 TCCTTGGCATGCTCTTCTTT CAAAGCTCATCCTCACAGCA 279
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Ad04A12538 Aradu.A04 12538 p3 (TGC)6 18 77326940 77326957 CTTCTTTTGCATCCTGCTCC GAGCCAAAGCTCATCCTCAC 273

Ad04A12543 Aradu.A04 12543 p2 (TA)6 12 77424732 77424743 CCACACCAATTATAGGCATTCA AGAATCGATTGTTCGACAAAAA 136

Ad04A12544 Aradu.A04 12544 p2 (GA)8 16 77425139 77425154 GACACCGATAGAGGAAGCCA ACCCACCACTGTCACCTCTC 168

Ad04A12545 Aradu.A04 12545 p3 (AGA)6 18 77453065 77453082 TGCCATTGATGGTAGTGGAA AAATGGCCGAACATTCACTC 236

Ad04A12546 Aradu.A04 12546 p3 (AGA)6 18 77498536 77498553 TGCCATTGATGGTATTGGAA ATTTCCCACCTACTCCCACC 258

Ad04A12547 Aradu.A04 12547 c (A)10gatgtggttaagaaaatatgattgg(T)1146 77514387 77514432 TTCGAAAACCAAGAGTGAGAAA TGTTGCCTTTTCTGTTGAGA 266

Ad04A12550 Aradu.A04 12550 p2 (AT)10 20 77517759 77517778 CCTCTTCATGCTTCCACCAT TGGGATTGTCTAAGGTTCGC 277

Ad04A12551 Aradu.A04 12551 p2 (AT)6 12 77526008 77526019 TTCACGTCATCCAATCACAA AGGTGACGATGCATAGAGCC 256

Ad04A12552 Aradu.A04 12552 c (AAG)8aat(AAG)1057 77530122 77530178 TTGGAGCTGGCGTAGAGAAT ATCACCACCCAAACCACCTA 210

Ad04A12554 Aradu.A04 12554 p3 (TAC)6 18 77541225 77541242 GAACAAAAAGTATTGCCACCA TTCCAAAACACAGGTTGTTGAG 280

Ad04A12559 Aradu.A04 12559 p2 (GT)7 14 77587972 77587985 GTCTGAAGACCCACTCCCAG AAAGGCCAACAACTCCACAC 199

Ad04A12560 Aradu.A04 12560 p2 (TA)7 14 77604700 77604713 TGACTAAAGACACGAAAGGCTG CAGAACCAAAAAGCTTCTACAACA 186

Ad04A12562 Aradu.A04 12562 p2 (TA)14 28 77611158 77611185 AAAAAGCAGCCTCCAGTGAA TCAAAGCACATTGCACAACA 270

Ad04A12577 Aradu.A04 12577 p2 (AC)7 14 77736273 77736286 TGAGTATGTACCCGATTCCCA CAAGCCAAGAAGCGAAAAAC 172

Ad04A12580 Aradu.A04 12580 p2 (AT)6 12 77782643 77782654 ACCGGACACTTTAACTCCCC CGCTCAAGCAAACAAACAAA 276

Ad04A12582 Aradu.A04 12582 p3 (GAA)5 15 77810415 77810429 GGGGTTTAGTTGTTCATGGC CTTGCGAAGGTTGGCATATT 131

Ad04A12583 Aradu.A04 12583 p3 (GAA)5 15 77829076 77829090 AGTTGTTCATGGCTCTGGAAA GATAGGGGCACAAGGCAATA 172

Ad04A12584 Aradu.A04 12584 p2 (TC)6 12 77831700 77831711 CACGTACGCGAGATGAAAAA TCCCTCTACAACCTCCCTCA 212

Ad04A12585 Aradu.A04 12585 c (A)10tgattcttgaagc(A)10gcagtg(A)1049 77834175 77834223 TGTGCTGGCTCTTGAGAGAA TGCTCTTGCCTTTTGGTTTT 190

Ad04A12587 Aradu.A04 12587 p3 (TTC)6 18 77881744 77881761 CCCCCTCTTCTCTACCTTGG CAGCCTTAGGTGCCATTGAT 174

Ad04A12590 Aradu.A04 12590 p4 (TCAA)6 24 77939460 77939483 TGACCCAGGGTATGAACAGC AATGGAAGGCAATGCAAAAG 272

Ad04A12592 Aradu.A04 12592 p2 (TG)19 38 77939898 77939935 TGGTCTTGATGGATAAGCAGG CTTGGATCTTGTGGTGCTGA 217

Ad04A12593 Aradu.A04 12593 p2 (CT)13 26 77941083 77941108 TCTCGAGTTTCGATCAACCC AATGGTGGCTTGCTATACCG 225

Ad04A12594 Aradu.A04 12594 p2 (AG)6 12 77973120 77973131 AATGCATCCATTCAGGGAGA TGGTGCAAAATACGCAACAT 237

Ad04A12595 Aradu.A04 12595 p4 (TTTA)5 20 77977186 77977205 CGAAAATCACTAACCACTTTTTCA TCAGCTTCAACAAGAGTGCC 278

Ad04A12596 Aradu.A04 12596 c (TTC)5tcttctttcttctcttgcttgagggcgagaaatattctaagtttggtgtagtaaaagcatagc(T)1088 77984707 77984794 TCTCCCCATTGGACGAATAC GCTTTTGTCTTCCCTTTCCC 198

Ad04A12598 Aradu.A04 12598 p3 (TGA)5 15 77990397 77990411 TCAGCTTCTTGCTTCGATCTC ATCTGCATCACACCAACCAA 271

Ad04A12599 Aradu.A04 12599 c (GTG)5t(TGG)8 40 77990644 77990683 GGTGATGGAGTAGCAATGGG CACCACCAACACCAATACCA 158

Ad04A12600 Aradu.A04 12600 c (A)10gaaaaagaaagaagtgcgacaagactaaacctattgaacctccttcg(TC)975 77991199 77991273 AAAAAGCCAAACGTCACCAC TTAGAAGCGCTAGGAGCCAC 241

Ad04A12602 Aradu.A04 12602 p2 (CT)6 12 78037383 78037394 TCATTGGTGCAGGGATGATA AGTGGTGAAGAGGTGATGGG 173

Ad04A12610 Aradu.A04 12610 p2 (AG)6 12 78057068 78057079 GGGGAAGAGTGTTCATTGGA ACAAGCATGAAGCTAGCGGT 238

Ad04A12611 Aradu.A04 12611 p2 (GC)6 12 78068751 78068762 ATAATAGTGGGCCACGGACA GCAAAGATTGGATCAAGGGA 277

Ad04A12618 Aradu.A04 12618 p2 (AT)10 20 78171976 78171995 CTTTTTATTTTGACCAAAAATGC CCCTTTTCAGGATGGACAAA 249

Ad04A12619 Aradu.A04 12619 p2 (CT)9 18 78188919 78188936 TGAATGGTGCATAAGCCAAA GACTCAGGGGGATCACTTCA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12621 Aradu.A04 12621 p2 (AG)6 12 78204630 78204641 CGGAAAAGCACACCAAACTT TTCGAAAATCTCTTTCCCCC 149

Ad04A12622 Aradu.A04 12622 p2 (CT)8 16 78214900 78214915 TGCATAAGCCAAATAGGCAA CATGCAGAGACTTAGGGGGA 248

Ad04A12623 Aradu.A04 12623 p2 (TA)8 16 78239463 78239478 GCCAGTCTTAGCTTTGCAGG TCGTAAATTAGAGGTGGCGA 261

Ad04A12625 Aradu.A04 12625 c (A)10gagaagaatgtagt(AGA)539 78248154 78248192 AGTGGTCTTGATGGGCTTTG TCATACACCCACAAGGCTGA 274

Ad04A12628 Aradu.A04 12628 p4 (AGAA)9 36 78258829 78258864 TTCTGTTTAGTCACCAGAGCGA GGAGTGAAAAGGGAAATTGG 268

Ad04A12631 Aradu.A04 12631 p3 (AGG)6 18 78274194 78274211 CCTCGGAGCAAGATTTGAAG AAGTTGGATTTGGGGACCTC 272

Ad04A12634 Aradu.A04 12634 p2 (CT)6 12 78278858 78278869 GCGAAGGTCTCTTGTCCTTG CAAGGAGGATAAGCGAGCAG 169

Ad04A12643 Aradu.A04 12643 p4 (ATAC)11 44 78389829 78389872 CAACATTCAGTTATCCAGCCTTT CGTACTTTCCCTCGCTTTTG 236

Ad04A12644 Aradu.A04 12644 p4 (AGAA)10 40 78395784 78395823 AGGACCTGGACATCACGTTC AGTGGCGAAGTCTTCAAGGA 246

Ad04A12646 Aradu.A04 12646 c (GTT)7(ATT)6gttatttatg(T)1059 78411613 78411671 CCTTGAACATCCACCATATGTAA ATTCGATCTCAACTCGGGG 265

Ad04A12647 Aradu.A04 12647 p2 (GA)8 16 78414225 78414240 GAGGAACCAGGCATTGTTGT TTCCCCAAATAGCTCGTCAC 245

Ad04A12653 Aradu.A04 12653 p3 (GTT)5 15 78461163 78461177 AAAGCCGAGATTGTTCATGC TTCTTTGTTGCAGATCGTCG 270

Ad04A12655 Aradu.A04 12655 c (A)10tttactagataatcaattaggatatcaaccaactgcagccaactagtgcatgaacggcataaaaagcctaacaaggag(A)1199 78467190 78467288 CCGATTTTTGCTGGTGACTT GCGGACAACTTCTAAGCGAC 259

Ad04A12657 Aradu.A04 12657 p3 (AGA)6 18 78475784 78475801 CTAGAGGATTCTCCGGCCTT TCTATACCTTGGCCGAAACG 179

Ad04A12658 Aradu.A04 12658 p4 (TAAA)5 20 78479185 78479204 TCCTTTCAGGTTCAGGATCAG CGAAATTTCTTCCCTCTCCC 264

Ad04A12659 Aradu.A04 12659 p3 (GAT)5 15 78485378 78485392 GAGCAATTCCGAGTTCTTGC GACGAGTCTGAAGAGGCACC 211

Ad04A12665 Aradu.A04 12665 p2 (AT)10 20 78519092 78519111 CCCTGCTTTCACGAGCTATC GGGACATGTAAGACCCATGC 193

Ad04A12667 Aradu.A04 12667 p2 (CT)6 12 78547075 78547086 CTTGGTGCAGGGATGAATTT ATAGGTGAGGGGTTTTTGGG 141

Ad04A12671 Aradu.A04 12671 p3 (TCT)6 18 78604370 78604387 TGCACCATTCACATCAACCT TGCTCATCCTCAAGCAAAAA 263

Ad04A12673 Aradu.A04 12673 p3 (AAG)6 18 78641422 78641439 GGTGATGCCAGGAAGGAATA AACAGAACTCCAATGGTGGC 127

Ad04A12674 Aradu.A04 12674 p3 (CAA)6 18 78644315 78644332 ATTGAGAGAACCTTGAGGCG GTTAGCAGCAACAGGGGGTA 258

Ad04A12678 Aradu.A04 12678 c (GT)7(GC)6 26 78735476 78735501 TCCCATGAAGAGAAGGATGG CACACACACACACACCCACA 269

Ad04A12679 Aradu.A04 12679 p2 (GT)9 18 78735612 78735629 TGGTAGTGTGTGTGTGTGTGC TTTCGAGGGCTTAAGGTTGA 230

Ad04A12681 Aradu.A04 12681 p2 (AG)8 16 78736916 78736931 CAGAATTCGTTTCCAGCGAT GGAACATTAAACCTGAAAATTGAGA 252

Ad04A12682 Aradu.A04 12682 c (TCT)5ttttcgcgt(TCC)539 78739933 78739971 ATGATTATACGCGCAGGCTT ATGCGAAGAAGAAGAAACGC 116

Ad04A12683 Aradu.A04 12683 p3 (GAA)5 15 78740237 78740251 TCTCCTTAGTGATTTTGGAGCA TGCATTTGGTCTCGTTGTTC 230

Ad04A12684 Aradu.A04 12684 p3 (AAG)5 15 78741164 78741178 AGAGGGCAGAACGAGAAGAA TCCTCCTCACATCCTCTCTTG 163

Ad04A12685 Aradu.A04 12685 p3 (GAG)6 18 78741829 78741846 GACGACAATGACAATAACGATGA TTTTTCATGCTTCTTCCTTCG 219

Ad04A12687 Aradu.A04 12687 p3 (ATT)16 48 78750825 78750872 ATTACTGGTGCTTGACCCCA CACTCCCGTTTTTGTTGTGA 243

Ad04A12688 Aradu.A04 12688 p3 (CTT)11 33 78751762 78751794 AACACGCGCTTTTTCTTCTC GTTGGTGTTGTTGGTGATGG 116

Ad04A12689 Aradu.A04 12689 c (GAA)14agaggaggagaagcagaaggaggaggagaagaagaagggaagaagaagaacctgtgggaatttggaagaagaagaaaaagaaatac(GAG)5143 78752539 78752681 GGAAAGAAGAAAAACCTGCG AACTTTTCAAATCACGCGCT 220

Ad04A12690 Aradu.A04 12690 p2 (GT)6 12 78757503 78757514 TTGGGTGCCATAAGTGTGAA ATTCGAACCCAACCTATCCC 234

Ad04A12692 Aradu.A04 12692 p5 (TTTTA)5 25 78820529 78820553 GGGAGGCAACCCAATTTTAT CGTTGAACACCAACCAGATG 208

Ad04A12699 Aradu.A04 12699 p2 (GA)6 12 78953166 78953177 AACCCATAAGCGAAGCGTTA ACTATGATAATCGCGCACCC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12700 Aradu.A04 12700 c (CA)6tatgatgcgtacgcatcagtgacacttgcgcgtcgtgtgctcgc(T)1167 78953717 78953783 GCCACTCCTGCTCAACACTC GTCGAGAGGCAAACCGATAA 254

Ad04A12702 Aradu.A04 12702 p5 (AAAAT)5 25 78963863 78963887 CTACTGACTCCGATGGAGGG CCTAACCACTTTTTCTCTCTCTTCA 261

Ad04A12705 Aradu.A04 12705 p3 (TAC)5 15 78986074 78986088 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 280

Ad04A12707 Aradu.A04 12707 c (AT)9aaaattttaaaacgtaaatttgaaaaag(AT)658 79017392 79017449 TTCGAAAATTTGAGGGGAGA TGTCTTTTGTGTGTTTTCTCTTTCA 267

Ad04A12713 Aradu.A04 12713 c (A)11taagataagattttgaaaaatatatga(T)1048 79052392 79052439 TCCTGTTCCCCGTCACTTAC GCATCAATAGTGCCACCACA 235

Ad04A12717 Aradu.A04 12717 p2 (TC)6 12 79109637 79109648 GTTTGGATGGAACATTGCCT CTTGAATGCACAATCTTCGC 271

Ad04A12721 Aradu.A04 12721 p2 (GA)6 12 79194469 79194480 ATTAGGGTTGGGTTTGGGAG ATCAAGGGCATTTTGTACGC 238

Ad04A12722 Aradu.A04 12722 p2 (AT)7 14 79208221 79208234 TGTGGTGTCATTTGCTTTTG TTGGGCAATAATGGATTTTTCT 272

Ad04A12723 Aradu.A04 12723 p3 (AAG)7 21 79227000 79227020 GCTTTTGTCTTCCCTTTCCC TAAACACCCTTCACCTTGGC 209

Ad04A12725 Aradu.A04 12725 p2 (GC)6 12 79233920 79233931 CCAGTTGGGTTGGAAAGCTA GGCCCACATGTCTCCTAAAA 168

Ad04A12728 Aradu.A04 12728 p3 (TTC)6 18 79246154 79246171 TTCTACACCTTGGCCGAAAC ACTCGGAGGTGGAAGCTTTT 217

Ad04A12730 Aradu.A04 12730 p3 (AAG)5 15 79274525 79274539 CCCCAATTAGATGAAGATCG CTCCCCTCACACACTTTTCC 270

Ad04A12731 Aradu.A04 12731 c (TAA)10cat(A)12 45 79284517 79284561 ATCCACCACCAAACCACACT ACAAGATACGTGTAGCCCGC 141

Ad04A12734 Aradu.A04 12734 p2 (GA)10 20 79288160 79288179 GCCACCATAGAAAGTGGCAT CACAAACAACTAACTAACTAGTAACCG 192

Ad04A12735 Aradu.A04 12735 c (A)10ctaatttagctacacttgaaaagtgtagatgaaaatg(A)1259 79289344 79289402 AAGGGTTTAAAGTGGAAGACGA AAAAATTCAGTCTTCACTGGTTACTT 184

Ad04A12736 Aradu.A04 12736 p3 (TTA)11 33 79289694 79289726 TAAATGTAGCCGTATGCCCC TGGTCTCATGTATTTTGATATGGG 232

Ad04A12737 Aradu.A04 12737 c (AATA)5gagaaagat(GA)845 79291947 79291991 GGAGAATCCAAACAGAAGGG CGAAAATATCTCTCCCTTTTTCAA 238

Ad04A12738 Aradu.A04 12738 p3 (AGA)5 15 79300501 79300515 TGTTTCTCCGGCTTTAGGTG GACCGAACCATAAACCCCTT 248

Ad04A12741 Aradu.A04 12741 p3 (ATA)11 33 79314668 79314700 TCCGAGAACAACATTCAACC GGTGGGAAGGGGGAATTAT 269

Ad04A12742 Aradu.A04 12742 p2 (AG)6 12 79329009 79329020 TCGCTGAGTAATGCTACGTCC GGCTGAAGCAAGTTTGAACA 152

Ad04A12746 Aradu.A04 12746 p2 (TA)9 18 79349865 79349882 TTACGCTTGTCGCTTACGTG TTTCCCAGGCTCTACAGGAA 237

Ad04A12747 Aradu.A04 12747 p2 (TA)8 16 79353213 79353228 TCATCGAACACATAGTGGGC GCAATTGCATTGTAAGTATTTCTTT 264

Ad04A12748 Aradu.A04 12748 p3 (TTA)7 21 79354641 79354661 TTCATGCATCTTTTTCATCCA GGGGAAATTTTGGGAAACAT 275

Ad04A12749 Aradu.A04 12749 p2 (TA)7 14 79359047 79359060 GATTGGCATTTCATCGAACA GAAGGGAACTTCGTGCCATA 270

Ad04A12750 Aradu.A04 12750 p2 (AT)7 14 79359894 79359907 TTAGATGCAGGACGTAGGGC GCTCGCGAAGTTAAAACTGG 144

Ad04A12751 Aradu.A04 12751 p5 (AATAA)5 25 79368650 79368674 GAATGTTGAGGGCATGTTCA CCACCACCATTTACTTTGGG 157

Ad04A12752 Aradu.A04 12752 c (A)11g(A)10 22 79371437 79371458 GCGGTAGATGCCGAAAAGTA GGCTTGATGTTTCCAATTCAA 117

Ad04A12757 Aradu.A04 12757 p2 (CA)13 26 79382547 79382572 CCCTTTTACATAAAGATAAATTTGAGA AACTTTTTGGCTCTACCTGAACA 262

Ad04A12758 Aradu.A04 12758 p2 (CT)6 12 79392645 79392656 AGCCAATTGGGCAACATAAA CATCCATTCATTTGGAGGCT 231

Ad04A12761 Aradu.A04 12761 p2 (AG)6 12 79427655 79427666 TTCTCCCTCTCCCCCTTAAC GCACTCCTTTTTCCCTTCCT 239

Ad04A12762 Aradu.A04 12762 p2 (GA)10 20 79427993 79428012 AGAGAGGGAGAGAGAGAGGCA TTCTTCCCCTTTTTCCTTTTG 241

Ad04A12763 Aradu.A04 12763 c (GA)9agaggggagaaagaggggaagg(GA)652 79428142 79428193 GAACAAAAGGAAAAAGGGGAA CCCCTCCTTTCTCTCTCCC 191

Ad04A12764 Aradu.A04 12764 p2 (GA)13 26 79428369 79428394 GAGAGAGAGGGGAGAGAAGGA TGTCACATAAGAAACTGGTTTTCAA 264

Ad04A12765 Aradu.A04 12765 p3 (TCT)6 18 79462339 79462356 CACATAGCCGAACCACCTCT GCTTTTGTCTTCCCTTTCCC 200
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Ad04A12766 Aradu.A04 12766 p2 (AT)9 18 79490093 79490110 GGGAACAAAATCCATCGGTA GCATTCTGGAGATCCTTTGG 247

Ad04A12767 Aradu.A04 12767 p2 (TA)6 12 79510139 79510150 TCAAGCTCCAAACTCGTCCT GACGTGAGACACTTCGCTGA 262

Ad04A12768 Aradu.A04 12768 p2 (AT)8 16 79510990 79511005 TGTCCGGTAGCTAACCTTGG TTAACTCTCGGGATTGCCC 191

Ad04A12769 Aradu.A04 12769 p2 (CA)6 12 79512737 79512748 TCATTGCATTAGTTTTAGACGCA ATCAGGGCTTCTCACATGCT 277

Ad04A12779 Aradu.A04 12779 c (T)10cgaaagaaaaatgaaattaaaatctaaaaatataaaaaaattcgaaaaagtagttggagaatataaa(T)1188 79584769 79584856 GGGTTAGCATATGACCCCAG TTGCATGTTTTTCTCTTTCATCA 259

Ad04A12782 Aradu.A04 12782 p2 (AG)9 18 79629839 79629856 AGCTTCTCGATACTCCTGCG CGGAACAAAGCCAAATGAAT 254

Ad04A12788 Aradu.A04 12788 c (TA)8(CA)10 36 79641415 79641450 GCGGTTAACGTAAATCGAGG ATTTTGGGCTCTTTTGGGTT 189

Ad04A12789 Aradu.A04 12789 p2 (CT)6 12 79643905 79643916 TGGCGACATAAAGGAATCAA GGCTGCAAAGTGGAACAAAT 235

Ad04A12791 Aradu.A04 12791 p3 (TTG)5 15 79664368 79664382 CTATGCCTTGTTGTGGCTCC CCTCCCTCAACAACACCACT 188

Ad04A12793 Aradu.A04 12793 c (ATA)5aatcaaaattatattcgaattgtaaattacatttgtatctacattgtatcaaaattatattctattatatattatgttata(T)10106 79698760 79698865 CGTTCTTTTGAATATTTATACCGTCA GCAAAATGAAGTTGAGGATGC 256

Ad04A12798 Aradu.A04 12798 p2 (AT)9 18 79707693 79707710 TCCCAAACACTACATGTCATCA TCCTCTTAATCTCCCCAAACC 280

Ad04A12799 Aradu.A04 12799 p3 (TCT)5 15 79710485 79710499 ACCCCTTTCTTCTCCCACAT CTCGGAAGTGGAAGCTTTTG 224

Ad04A12800 Aradu.A04 12800 p2 (TA)10 20 79723249 79723268 GGAGAAGGATAAAAAGGGGC GACCCCTAAACACCGAGTGA 245

Ad04A12801 Aradu.A04 12801 p5 (TTTTC)5 25 79745439 79745463 TTCCTTCTCCCTTCTTCCTTC AATTTGCAACAATCCACAAGC 244

Ad04A12802 Aradu.A04 12802 p4 (AAAT)6 24 79747704 79747727 GGAAATTTGTGGGAACAAAAG TGCAACTATATGATTCTTGCCC 265

Ad04A12803 Aradu.A04 12803 p4 (TTAG)5 20 79772072 79772091 TCCAACAGTTCCAAACACCA AGCCTCAATCAAAGAATCCAA 252

Ad04A12806 Aradu.A04 12806 p2 (GA)6 12 79831312 79831323 GCTTTTGTCTTCCCTTTCCC GCCGAATCTTAACCCCTCTC 278

Ad04A12809 Aradu.A04 12809 p3 (AAC)11 33 79855690 79855722 ACAAATTTTCGGCCTCTACG AATGGCGTCGTTTGATTCAT 227

Ad04A12810 Aradu.A04 12810 c (T)10ctttttctttctcttttttttcgaaaattttttccctttctc(T)1062 79865346 79865407 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 271

Ad04A12811 Aradu.A04 12811 p2 (AG)6 12 79867227 79867238 TGAAGGGTGAAGTAGGTGGG CTTGGTGCAGGGATGACTTT 208

Ad04A12812 Aradu.A04 12812 p2 (GA)8 16 79886875 79886890 AGGTGAGTGGTGTTTTTGGG TGCACGTCTAAATGGAGCAG 145

Ad04A12813 Aradu.A04 12813 p2 (GA)7 14 79900317 79900330 GAGAGAGAAGAGAAGAGGGTTCG TCCTCACCCTTTTTCAAAATTC 246

Ad04A12814 Aradu.A04 12814 p3 (AGA)6 18 79906873 79906890 GGTCTTGATGGCTCTTGGAG TACACCTCTCCCCCTCTCCT 277

Ad04A12820 Aradu.A04 12820 p3 (TCT)5 15 79958568 79958582 GAAATTATCCCCAAAAAGCG TCCTCTCAGGTTCAGGATCAG 280

Ad04A12821 Aradu.A04 12821 p2 (CT)6 12 79973568 79973579 AAACCCCTTTCCCTCCACTA TTAGGTGCCATCAATGGTGA 226

Ad04A12822 Aradu.A04 12822 p3 (ATT)5 15 80013153 80013167 TGGAGATGCTTCTTCCATCA ACAACAATCCAGAGGCAACC 137

Ad04A12823 Aradu.A04 12823 p2 (AT)6 12 80020005 80020016 ATTTAAGGGGCCTAAGGTGG CCTTGTTGTCCCTTCGAGAT 272

Ad04A12829 Aradu.A04 12829 p2 (GT)9 18 80067511 80067528 AGGGGAATAAAATCACCCCA TGGGGCTAAGGTAAGGATGA 246

Ad04A12830 Aradu.A04 12830 p3 (AAT)16 48 80081996 80082043 TGTGGTGGCAAGACTTTGAC GCACACTCTTTTTGCCTTGG 262

Ad04A12831 Aradu.A04 12831 p3 (AGA)5 15 80101583 80101597 TTAAAGATAGGAGCGGAGCG AAGGGGCTACTTGGACCATC 138

Ad04A12833 Aradu.A04 12833 c (AAG)6aggcagaagagcaaccacactttctaacacttca(ACC)567 80105037 80105103 CAGAGGGCCAGAGAGCATAG GTTGACTTGGTCCCATTGCT 264

Ad04A12835 Aradu.A04 12835 p3 (AGA)6 18 80140027 80140044 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad04A12837 Aradu.A04 12837 p3 (AAT)6 18 80152126 80152143 AGGAACAGGAAAAAGGGCAC TTGGATGTTGGCTTTGTGAA 203

Ad04A12838 Aradu.A04 12838 p3 (TCT)5 15 80155038 80155052 AAATTGGCCGAACCTTTACC GAAGCTTTTGCCTTCCCTTT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12840 Aradu.A04 12840 p2 (CT)6 12 80169409 80169420 AGAAGCTGGTTAACGCCAGA TTTTGGGGAAGAGGTGTTTG 269

Ad04A12843 Aradu.A04 12843 p3 (AAG)5 15 80176412 80176426 ACTCGGAGGTGGAAGCTTTT AACCCTTTCTTTTCCCCCTT 226

Ad04A12847 Aradu.A04 12847 p3 (TTA)18 54 80222288 80222341 TTTCGAAATTATTAGGCAAATTAAA TCGTTTAGACCCTTATCCCC 271

Ad04A12849 Aradu.A04 12849 p2 (GC)6 12 80245870 80245881 TTGGACCCACAAGGCTTTAG CCAGTTGGGTTGGAAAGCTA 184

Ad04A12850 Aradu.A04 12850 c (T)10catttttctccttctc(T)1036 80253702 80253737 CCCCAATTAGTGGTGTCCAG CATGAATGCTGGCTCTTGAA 222

Ad04A12853 Aradu.A04 12853 p2 (AG)6 12 80301718 80301729 TGGGAAAATGTGAAGGAAGG TTCCTCAACCTCCATAACCG 243

Ad04A12854 Aradu.A04 12854 p2 (TA)9 18 80308062 80308079 AAAGCAATTGAGGTGCCCTA CCAGCTGAAGGTAGCACTCC 276

Ad04A12855 Aradu.A04 12855 p2 (GA)6 12 80332414 80332425 AGATGATTCGCCTCCCTTTT ATAAAGAATGCGCAACCCAC 235

Ad04A12857 Aradu.A04 12857 p2 (CT)7 14 80349013 80349026 AGCCCTTCACCCTTCTTCAT CAAGCACACGCAAATCATCT 256

Ad04A12858 Aradu.A04 12858 p2 (TG)8 16 80349424 80349439 TGGCGAACATAGTCTCTGTGA GGGCTCTTCTCTGCATTGAG 269

Ad04A12859 Aradu.A04 12859 p2 (TC)13 26 80351720 80351745 TCAGGCAAGGGTTCCTACTG TGCCAGTCTCCTCTTCAACC 180

Ad04A12863 Aradu.A04 12863 p3 (TGC)5 15 80411222 80411236 TTGCCGTTATCTGTTGAATGA CTTGCCATGACACGATCAAC 246

Ad04A12864 Aradu.A04 12864 p2 (TA)6 12 80413091 80413102 GGTTTTGATATGACTATGCTTGCTT CATATAAGTGTAGCCTTTGGTCTTTTT 280

Ad04A12867 Aradu.A04 12867 c (A)10gataagataaaatttttgaaaaagatgtga(T)1050 80426911 80426960 GAATTCGAAAAGAATTGAGAAACA TTGAAAATTCAGATTTTAATCCTTAGA 258

Ad04A12869 Aradu.A04 12869 p2 (TC)6 12 80428253 80428264 TGCCATCGTAGAAAGCTGTG GGAAGAGCAGTGGCAGAAAC 178

Ad04A12870 Aradu.A04 12870 p3 (CTT)5 15 80431278 80431292 CTGAAACGTGGGAAGATGGT TTCTGAATTTGCAGCATTGAA 252

Ad04A12871 Aradu.A04 12871 p2 (AT)9 18 80432480 80432497 GCATTCTGACGTGTGTGTCC AAGTTGCATAGCAACAATCAAGA 247

Ad04A12875 Aradu.A04 12875 p2 (GC)6 12 80501096 80501107 GGCCCACATGACTCCTAAAA CCAGTTGGGTTGGAAAGCTA 169

Ad04A12880 Aradu.A04 12880 p2 (AG)6 12 80595613 80595624 TTGCCAGTACAAAGGGAAGG CATTCAATTGTTGTGCCAGG 266

Ad04A12881 Aradu.A04 12881 p2 (TA)6 12 80613174 80613185 TGCATTTCTCTTTCACCTTCG TAAGACAGCGGTCAACATCG 266

Ad04A12886 Aradu.A04 12886 p2 (AT)6 12 80640788 80640799 TGCAATCCCACAGCTTAGTG CTTCAGACAGGCCCAGAGAC 198

Ad04A12891 Aradu.A04 12891 p2 (TC)6 12 80746062 80746073 CAACTCCCTCTCTCAGCCAC GATTGGTGGGGATTGATGAG 247

Ad04A12892 Aradu.A04 12892 p2 (TA)6 12 80767627 80767638 TGCATGCTTATGGTCGGTAA TTTGTGACCGAATTTGAAATAA 255

Ad04A12895 Aradu.A04 12895 p2 (AT)6 12 80794512 80794523 AGAAAAAGGGGACCGAAAAA TTGTCTTGGGGCATTTTTGT 141

Ad04A12898 Aradu.A04 12898 c (A)11gagaaagaatgggccgaacccatttagaagcaaaag(A)1057 80798176 80798232 AAATTCACATGGTTCAGCAATC TGCATTAAGTCCACGTTTCAA 221

Ad04A12901 Aradu.A04 12901 p2 (TA)6 12 80836069 80836080 AAATTTGAGCAGCATTTCGG GGCAGCCTAGGATGTGGTTA 262

Ad04A12903 Aradu.A04 12903 p3 (ATG)9 27 80856878 80856904 CCTCCCTCATTCAGCCATAA AACACCACCTCTCAACCTTCA 269

Ad04A12910 Aradu.A04 12910 p3 (TAT)5 15 80883696 80883710 GATGCCTATAGATCCGCTGG CACATAGTTCAGGCCTCGGT 260

Ad04A12912 Aradu.A04 12912 p3 (AGA)5 15 80909118 80909132 CTCCCAAGACTCAGAGGTGG CATCAACCTCCTCTTTCCCA 233

Ad04A12918 Aradu.A04 12918 p3 (ACC)5 15 80941396 80941410 CAATCGAACGGTTGTGTGTC AACCACACCACAACCACAAA 265

Ad04A12919 Aradu.A04 12919 p3 (TAG)7 21 80941734 80941754 CCTGCTGCATAACAAAAGCA CCTAACCCCAATTCCCAACT 146

Ad04A12920 Aradu.A04 12920 p2 (AG)6 12 80943723 80943734 GAGTGTGAGGGCAAAGAAGC CAACTCTGCCAACTCCTTCC 171

Ad04A12928 Aradu.A04 12928 p3 (AAG)5 15 81012844 81012858 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 224

Ad04A12930 Aradu.A04 12930 p3 (TGG)6 18 81035263 81035280 CGTCAAGGGTGTTGTGAATG TGCTTTCTGATTTCGGATCAC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A12931 Aradu.A04 12931 p2 (TA)6 12 81050924 81050935 GGGGAAAAATTACCCATGCT TGTAATGGGGCCAAGGTAAA 240

Ad04A12933 Aradu.A04 12933 p2 (CT)6 12 81053891 81053902 GTGCCCATATTTCTCGCATC GAGAGAGAGCGCGTAGGGTA 173

Ad04A12934 Aradu.A04 12934 p2 (CT)12 24 81054017 81054040 CTCTCTCTCTGGCCTGTGCT CAGCAGAAACTCTGGTCCGT 260

Ad04A12945 Aradu.A04 12945 p5 (TTTAT)5 25 81098333 81098357 TTTCGAATCCCTTGTGTTGA ATGGCAAAAGGGAGATGATG 224

Ad04A12946 Aradu.A04 12946 p2 (AT)13 26 81101737 81101762 TTGTCCCATGTGCATTGATT ATTTCAAGGTTTGGGAAGCA 174

Ad04A12951 Aradu.A04 12951 p3 (TTC)10 30 81174185 81174214 CCCATAAACCCCACCTACCT TAGAATATTGCTCGCCCTCG 248

Ad04A12952 Aradu.A04 12952 p4 (TATT)5 20 81195598 81195617 TCGAAATTTCTTTCCTCTCCC TCAGCTTCAACAAGAATGCC 248

Ad04A12953 Aradu.A04 12953 p3 (TTC)6 18 81198639 81198656 ACCCACAGGATCATCTCAGG CCCTCGAGCAAGAGAAGAAA 273

Ad04A12961 Aradu.A04 12961 p4 (AAAT)5 20 81274476 81274495 CTTGGGACATTGGTTGAGGT TTCCCTTTTTGTTGCGTTTC 206

Ad04A12965 Aradu.A04 12965 p3 (CTC)8 24 81291340 81291363 TTACCAGAGGGTGCAGGAAG TAGTTGGGCAAAAGGGAGTG 177

Ad04A12966 Aradu.A04 12966 p3 (TCC)5 15 81291786 81291800 AGAGGTCTTGGGCCTGAGTT CCAAATTTGCTTTCCCAGAA 216

Ad04A12969 Aradu.A04 12969 p3 (TCT)5 15 81313116 81313130 TTCACCTTGGCCAAACCTAC CTAGAGGATTCTCCGGCCTT 176

Ad04A12972 Aradu.A04 12972 p2 (GA)7 14 81340327 81340340 AGAGAGAGGGAGAGGGTTCG CGAAAATCACTAACCACTTTTTCA 251

Ad04A12973 Aradu.A04 12973 p4 (TAAC)5 20 81348998 81349017 CCAACACTTAGCACCAAAACA ACGCGTCATCTCCATTTTTC 243

Ad04A12974 Aradu.A04 12974 c (CT)17t(TC)8 51 81352157 81352207 TTGGAGGTTGTGCTCTAGCC CGAGAGGGAAGTCGTCATGT 256

Ad04A12975 Aradu.A04 12975 p2 (TC)6 12 81354759 81354770 GAACTCCGGCTAAGTTGCAG GTGAAGGGAAGAAGCAGTCG 182

Ad04A12976 Aradu.A04 12976 p4 (CTTT)5 20 81355913 81355932 TGGCTCTGACACTTCTCCCT ACTCTAGCTGCAGCACACCA 142

Ad04A12978 Aradu.A04 12978 p4 (TTCA)5 20 81380189 81380208 ATTAGGGGAAAAGGAAGGGG AGCCTCATGCTGATGTTCCT 256

Ad04A12982 Aradu.A04 12982 p2 (AT)8 16 81413296 81413311 AAAAGTAAAAGAGGTTTGATTTTTGAA TTGCATGCATCATTGGTTTT 260

Ad04A12984 Aradu.A04 12984 p3 (AAT)7 21 81423333 81423353 TCAATTTCAAAATATTTCCACTTTCTT GGGTTAGCATATGACCCCAA 245

Ad04A12988 Aradu.A04 12988 c (AG)11attaa(AG)1863 81455006 81455068 AGCAACGGCGACTAAGTGAT TGCCGAGTCCCTTTTCTCTA 164

Ad04A12989 Aradu.A04 12989 p2 (TA)6 12 81456202 81456213 CGCAGTCTACATTCTTCTCCC TGAACCTGTTGTTGAATAGGTCTT 250

Ad04A12993 Aradu.A04 12993 p2 (GA)6 12 81462454 81462465 TGCACCCTAGTGTCACAACC TCAAGTCAATCCAACGGTGA 165

Ad04A12994 Aradu.A04 12994 p2 (GA)6 12 81467125 81467136 GGGGAGATTTGTTGGGTTTT ACTTTGGGCAAAAACGAGAA 181

Ad04A12998 Aradu.A04 12998 c* (A)13(AAT)5* 26 81473799 81473824 GGTGTAAAGGTCGTCCGTGT GCAAAAGCTAATGCATTTCAGG 193

Ad04A13008 Aradu.A04 13008 p2 (AG)6 12 81582265 81582276 GCCACATGCAGAAAGCTACA GAAACATTGAACCTGGAATGAA 265

Ad04A13009 Aradu.A04 13009 p2 (GA)7 14 81596660 81596673 GGTTTGGGAGGGAAAAATGT GACCCTTCAGGATCTGTGGA 168

Ad04A13010 Aradu.A04 13010 p2 (GA)8 16 81599707 81599722 TGAAGAATTCGAACATAGAGAGGA TCGAAAATTACCTTCTTCTTTTTCA 266

Ad04A13012 Aradu.A04 13012 p2 (TC)6 12 81628339 81628350 TCAGGTGGATCAGATTGTGC TCGTTCCCCTTCTTTTCCTT 244

Ad04A13014 Aradu.A04 13014 p2 (GT)7 14 81658383 81658396 TGTTAGCCACTTTGAGCCTTT TTGTAATGGGGCCAAGGTAA 147

Ad04A13018 Aradu.A04 13018 p2 (GT)6 12 81735907 81735918 TGAGGCCATTGTTTCATTAGC ACCAATTCCCAAGATTTCCC 218

Ad04A13019 Aradu.A04 13019 p2 (AT)6 12 81747573 81747584 TTTTTCAGAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 202

Ad04A13023 Aradu.A04 13023 p2 (AG)20 40 81835928 81835967 AGCGGTGACAGAGAAGAAGG TACCGTTGGAAAACTCGGAC 228

Ad04A13027 Aradu.A04 13027 p3 (AAT)11 33 81839946 81839978 TTTGAAATTAATGATGTTCGATCC GAAAGAATTAAAAATCTGAAAAGAAGC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A13034 Aradu.A04 13034 p3 (ATA)5 15 81858175 81858189 CGGTAACAAAAATATGTAATGTGATTC CTCAAACCGTTCTGTTCTGCT 275

Ad04A13035 Aradu.A04 13035 p2 (AT)9 18 81858461 81858478 GACTTCAAAGCACCCAGCTC CAAGGAGCTTAATGCCAAGC 146

Ad04A13037 Aradu.A04 13037 p2 (CT)6 12 81882980 81882991 GGGATGCCTCAAATTGAATG GGGAGTGGAGCAGAATCAGA 279

Ad04A13040 Aradu.A04 13040 p2 (TA)14 28 81900352 81900379 CGGCCCTATTAAGAACTCCC GGCCGCATAATAGCAACATT 269

Ad04A13041 Aradu.A04 13041 p2 (CT)7 14 81905035 81905048 GTTTCTGACCCAGTTTTCGG CAATTGGGCAACATCAATCA 280

Ad04A13042 Aradu.A04 13042 p2 (CT)6 12 81911159 81911170 CATGAGAAGAGGTTGAGTCGG TGACAGATGGATGCCCATTA 245

Ad04A13043 Aradu.A04 13043 p2 (AT)6 12 81924257 81924268 TTCTGGTGTTTAATGCCCAA TTGCATGCATTATTTGTTTTGA 278

Ad04A13045 Aradu.A04 13045 p3 (TAC)5 15 81927882 81927896 TCATGACTGATGATGATGAGAAAA CAGTTTGGTGCCTGTGTGTG 211

Ad04A13049 Aradu.A04 13049 p2 (CT)6 12 81967733 81967744 CCAATTTGGCAACATAAGTCA ATCCATCCATTCATCAGGGA 245

Ad04A13050 Aradu.A04 13050 p3 (AGA)5 15 81985789 81985803 GCTTTTGTCTTCCCTTTCCC ACAAACCCACATTCTCCCAC 214

Ad04A13051 Aradu.A04 13051 p3 (TTA)5 15 81997571 81997585 AGAAGCAAGGGCGTGAGATA TCATGCAACAGAAAAATGGAA 253

Ad04A13054 Aradu.A04 13054 p2 (AG)6 12 82017908 82017919 GAAAGGGAAGAACGGAGAGG GGTTCCAAGTTCGCATGACT 216

Ad04A13055 Aradu.A04 13055 p2 (TA)7 14 82019275 82019288 CAAGATGTGACTGGGCACTTT ATCCATGGGACAAAACTCCA 153

Ad04A13057 Aradu.A04 13057 p2 (CT)8 16 82026503 82026518 AAAAACGGTAACCCTCACCC GGTTGAGTGACCGAAATGCT 219

Ad04A13058 Aradu.A04 13058 p2 (AG)27 54 82034306 82034359 AGGTATTCGCAGCACAGCTT AACCCAAAGCCCTCTTTTGT 273

Ad04A13066 Aradu.A04 13066 p4 (TTTA)5 20 82047182 82047201 AGTTGAATCTCTAAATCGGTGAA TTGAGTTGCTTCTGGGTCG 151

Ad04A13067 Aradu.A04 13067 c (T)13cctatcatgttttgttttattttagtccaacacaatttcatgctttcagccaattcagtagttg(A)1390 82047503 82047592 TCCCGGTTTCTTTCTATTTTCA ATATCAGCAGCCCCTTTCCT 230

Ad04A13072 Aradu.A04 13072 c (AAC)9(AAT)18 81 82062010 82062090 TAATCATGGTGGTCCAACCC CCCTTTTCTTCATCTGGTTCC 265

Ad04A13074 Aradu.A04 13074 p2 (AT)6 12 82064379 82064390 TCCATGTTGGAGTGCTCTTG TCACCCTTTTCTTCAAAGGC 111

Ad04A13075 Aradu.A04 13075 p2 (TA)6 12 82076757 82076768 AGATTGTGGATTCTGGTGGC ATCAGTGCGGGTAGGAATTG 260

Ad04A13078 Aradu.A04 13078 p2 (GT)6 12 82122160 82122171 GCAAAAGTGGGAATTTTGGA AATGGGGTCAAGGTAAGGGT 149

Ad04A13081 Aradu.A04 13081 p3 (TCT)5 15 82138139 82138153 TTTTAGGTCACGCGCTTTTT AAGGAGGAGGAACGGAAGAA 124

Ad04A13082 Aradu.A04 13082 p3 (AAG)11 33 82142077 82142109 CTGGCCTTAGGTGCCATAAA AATGGCCGAAACTACTCCCT 257

Ad04A13083 Aradu.A04 13083 p3 (GAG)7 21 82148581 82148601 TGCCAAGAAGAAGAATGAGGA GCGTCATTACACGTGTTTCC 153

Ad04A13084 Aradu.A04 13084 p2 (AT)7 14 82148800 82148813 GAAGAGGAGGAGGAGGAGGA CCACAATCAAGAGAACAACTATGTG 269

Ad04A13085 Aradu.A04 13085 p2 (GT)6 12 82154594 82154605 TCTCTCTTCCCCTCTCCCTC GCCCGGTACTGTACGAAAAA 248

Ad04A13088 Aradu.A04 13088 p2 (TC)22 44 82222823 82222866 TGGTCACTGCTGGAAAAACA TGCATTTTACCACCCTTTTTG 270

Ad04A13089 Aradu.A04 13089 c (A)10tttatcactggtttcgaggttttcggttactagag(T)1055 82240230 82240284 GAGGATTCGGGGTCTCTAGG TTTTAATGACAATTTGGTGCG 242

Ad04A13090 Aradu.A04 13090 p2 (GA)7 14 82240999 82241012 GAGGTACATCGTGGGATGCT AAAGGCCCAACAAGTCAAAA 139

Ad04A13092 Aradu.A04 13092 p2 (TA)6 12 82244147 82244158 CAAACAGAAGAACGAACGTGA TTGAGTGGTTGAAATTTTGGG 261

Ad04A13093 Aradu.A04 13093 p2 (TA)7 14 82244605 82244618 TCCAATAAATTAACAAAATATGACCC TTTTCGAATTGAATTTAAGTTGTG 240

Ad04A13096 Aradu.A04 13096 p3 (AAT)8 24 82250515 82250538 AATTCGAGGGTGCTGAAATG TCTAAGCACTCCAAAACGGG 276

Ad04A13097 Aradu.A04 13097 p3 (ATA)8 24 82254163 82254186 TGCGGAATAGCTTGTGTTATG TCCAGAAATTTTGCTTCAATTC 247

Ad04A13098 Aradu.A04 13098 p2 (AT)7 14 82254431 82254444 GCAAAATTTCTGGATCTTCTTGA CCTTTAATTCTTCTCAAAATCTCTCTT 280
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Ad04A13099 Aradu.A04 13099 p2 (AG)6 12 82262107 82262118 GAAAATGAGGTAGAAAATAGAGAGAAA TTCAAAAATTAATAAACGTTCTTCTTC 234

Ad04A13103 Aradu.A04 13103 p2 (TA)8 16 82269098 82269113 GCTGCAAAATGTCAAAACCA CGTGGTATCCACGATGAACA 161

Ad04A13104 Aradu.A04 13104 p3 (AAT)19 57 82269373 82269429 TCGTGGATGTAAAGGCAACA CCTTAGGGAAGAAAGTCCGC 212

Ad04A13107 Aradu.A04 13107 c* (AG)8(AGA)12* 50 82273137 82273186 TGGAGCCAAGAGTAGCCATT AGCCTCCCAAATTCTCAGGT 157

Ad04A13114 Aradu.A04 13114 p3 (CAC)5 15 82320677 82320691 TCGCCTCTCTTTCAGTAGGG ACACACAAGATAGCCCCAGC 269

Ad04A13115 Aradu.A04 13115 p2 (TC)6 12 82325022 82325033 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 144

Ad04A13116 Aradu.A04 13116 p3 (TAC)6 18 82330797 82330814 CATGTCCGATGATGATGAGAA GAACAAGAAGAACAAGGGCG 262

Ad04A13119 Aradu.A04 13119 p2 (AT)6 12 82407137 82407148 TGAATCGAACCTAAGTGGGC TTTTGAGACAAACGCGTGAC 219

Ad04A13120 Aradu.A04 13120 p2 (TA)6 12 82409567 82409578 TGTCGTTTTTCAGATGCAGG CACGATCGGATAAATGTGGA 278

Ad04A13121 Aradu.A04 13121 p2 (AT)6 12 82420907 82420918 GAAACTGTGGGAACATGGGT TCAATGCACATGGATTTTTCA 143

Ad04A13125 Aradu.A04 13125 c (T)12aatcctta(T)1939 82448096 82448134 TTGGAATTGCGACATGTGTT ATTCTCCAGACAGCACGCTT 127

Ad04A13126 Aradu.A04 13126 c (T)16cc(T)13 31 82453244 82453274 ATTGCCACGAAAGTGAAACC ATTTGGTAGACTTGTCCCCG 253

Ad04A13129 Aradu.A04 13129 p2 (AT)8 16 82471441 82471456 AAGAACCTTGGAACTCCGGT AATCGAGGCAAGCCACTTTA 183

Ad04A13132 Aradu.A04 13132 p2 (AC)8 16 82478515 82478530 TCTGGATCAACAATATGTCCTCC TGCATCTAATTGTGACTTTGTACG 240

Ad04A13133 Aradu.A04 13133 p2 (TA)6 12 82494187 82494198 CCTCACTAGCCATCTCCCCT TCGAATTACACTCAGGCAACA 274

Ad04A13135 Aradu.A04 13135 p2 (AG)14 28 82504560 82504587 AAGCAAGAAAAAGCGGTGAA TCCCCAATTAGAGGTGTCCA 178

Ad04A13137 Aradu.A04 13137 p3 (AGA)6 18 82533516 82533533 GTTTCTCCAGCGTTAGGTGC CATGACCGAACCATAAACCC 251

Ad04A13138 Aradu.A04 13138 p2 (TC)11 22 82536306 82536327 GCTCATGGGGTTTTATGCTG CTAAAGAGGTGCTGGGCATC 280

Ad04A13142 Aradu.A04 13142 c (A)11gaaagaagaaagc(A)1034 82547789 82547822 CCATGTGTACGCCTGTGAAC TCGAATTGTTGTTCAGTGAGG 269

Ad04A13143 Aradu.A04 13143 p3 (ATT)19 57 82549675 82549731 CAAGAAAGCAAGTGTGGCAA TTGGTTGGGCCAAAATAAAT 217

Ad04A13144 Aradu.A04 13144 p3 (TAA)8 24 82552645 82552668 AGCAGCGCGTATTTTGATTT TTTGGTGACGTGCTTCTTTTT 148

Ad04A13145 Aradu.A04 13145 p2 (AT)6 12 82552878 82552889 GAGGGCTAACACTACAAAAATCG AACTAAGAGGAAGTGCCAAAAA 238

Ad04A13148 Aradu.A04 13148 p3 (AAT)7 21 82561556 82561576 AGCATGGTGGTGAAGTTTCC CCGTAAACCCTTAAGCCCTC 156

Ad04A13149 Aradu.A04 13149 p4 (ATCT)6 24 82562023 82562046 AAGGAGTTTGCAGGGGAGTT AGCTGCTTTCCCATTTTGTG 276

Ad04A13152 Aradu.A04 13152 p2 (AG)6 12 82577308 82577319 TTGAACCCAAGGATTGAAGG GGAAAATTAAGATCCAACAAGGTT 280

Ad04A13153 Aradu.A04 13153 p2 (AT)7 14 82601998 82602011 CGTTAAACGCCCAGAATGAT TTTTGAGTTGACTTGGTGAAAAA 242

Ad04A13154 Aradu.A04 13154 p3 (AGA)5 15 82609506 82609520 ACCCAATTGGATGAAGATCG ACTCCCTCCCCTCACTCACT 272

Ad04A13157 Aradu.A04 13157 p3 (AGA)21 63 82652918 82652980 CTAGAGGTTTCTCCGGCCTT CCACTCTCTCTTCTCCCCCT 233

Ad04A13160 Aradu.A04 13160 p2 (TG)7 14 82669342 82669355 GCTCATTTCGCAGTTGTGTG GTGCAAAACGAGCGAAAAAT 184

Ad04A13161 Aradu.A04 13161 p2 (TG)19 38 82669507 82669544 CGCACGTGTGTGAGTATGTG ACACGTGTGAAACCAACGAA 251

Ad04A13163 Aradu.A04 13163 p2 (GT)7 14 82670099 82670112 TCGAACGCATGTGTGTTTTT GACACGTGCAAAATAGCGAA 229

Ad04A13164 Aradu.A04 13164 c (T)10gttttttcttcgttttgcac(GT)1764 82670232 82670295 GTTTCGCATGTGGGTGTTTT CACGTGAGAAACAAGCGAAA 204

Ad04A13165 Aradu.A04 13165 c (GT)6a(TG)11 35 82670804 82670838 TGTTTTTCACTCATTGGGCA AAAAACATGCATACGTGCGA 183

Ad04A13167 Aradu.A04 13167 p2 (GT)9 18 82673653 82673670 TTTTTCACTTGTTTCGCACG AAACCAACGAAAAACGCAAG 242
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Ad04A13168 Aradu.A04 13168 p2 (TG)8 16 82673829 82673844 TTTTTCACTTGTTTCGCACG AAACCAACGAAAAACGCAAG 242

Ad04A13169 Aradu.A04 13169 p2 (GT)9 18 82674701 82674718 GTTTTTCGGTCGTTTTGCAC AAACGCGGAATACACACACA 200

Ad04A13170 Aradu.A04 13170 p2 (TG)6 12 82676084 82676095 TGTGTTTTTCACTCGTTGGG ACACGTGTGAAATGAGCGAA 203

Ad04A13171 Aradu.A04 13171 c* (GT)6(T)10* 21 82678499 82678519 CATGTGTGTTTTTCGCTCGT CACACACGTGCAAAATGTGA 276

Ad04A13172 Aradu.A04 13172 p2 (TC)6 12 82682677 82682688 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 242

Ad04A13175 Aradu.A04 13175 p3 (TGA)7 21 82700687 82700707 TAACAAAACATGTGGGCGAA AGCCCAATGCAAGTTCTGAC 229

Ad04A13176 Aradu.A04 13176 p3 (ATA)5 15 82703774 82703788 TGAGTCAAAAACAGCTAAAATTTGTT TTGAAATCTTTTGGGTGTACTTTTT 259

Ad04A13178 Aradu.A04 13178 p3 (ATT)8 24 82713035 82713058 AGTCGACTTCGAACCCAAAG TTGAGGATGAAAGATATTTGATGAAG 224

Ad04A13183 Aradu.A04 13183 c (TA)6ttagttgtttctagttatatttagtattgcactttcattttgg(TA)871 82766840 82766910 CACACATCATGGGGGAAGAT CACCAAGCAAAATAAAGTGCAA 236

Ad04A13184 Aradu.A04 13184 c (T)11gggcattcattgaaaattttggaaaatgggaacaatcatgtatgaattactgaaccatatgcattccatttg(A)1093 82767603 82767695 CCCATTGTTCTTGACATTAGCA CCCTTTTGTTAGGGCCAACT 260

Ad04A13185 Aradu.A04 13185 p3 (ACA)5 15 82770249 82770263 TGGTGACACTCGGTTCTCAG ATAAGTTGGCGAAGGCTGTG 279

Ad04A13186 Aradu.A04 13186 p5 (AAGAT)5 25 82780508 82780532 AAAGGGCCCAAATAGAGGAA CTGAGCAAGCTGAGAGTGGA 259

Ad04A13187 Aradu.A04 13187 p3 (ATT)5 15 82781077 82781091 TTTGTGAAGTCACCAAGCATTC ATGAGCAGGAACAGGGAAAA 194

Ad04A13189 Aradu.A04 13189 p3 (AAT)7 21 82797234 82797254 TAACAAGGAGCTCGCCAAAT CGCTTTCGTGTGACTCTCTG 277

Ad04A13192 Aradu.A04 13192 p2 (CT)6 12 82820231 82820242 CTTATTCCCCACACCATTCG CGGAAAAGCACACCAAACTT 109

Ad04A13195 Aradu.A04 13195 p2 (AT)8 16 82846666 82846681 CCACCTTCAAAAAGGACCAA GCGTTGCGCTTTTTAGTTTC 196

Ad04A13196 Aradu.A04 13196 p2 (AT)6 12 82847011 82847022 AGCTTCAAACTTAGCCTGCG GGCGTCTGGACTTCTGTAGC 227

Ad04A13197 Aradu.A04 13197 p3 (TTC)5 15 82861226 82861240 ATTTCTCTTTCCTCGTTTTCAA TCATTCCCATTTGGGTTCAT 186

Ad04A13198 Aradu.A04 13198 p2 (AT)9 18 82881894 82881911 GTGAACAGAATGGGGAGCAC CAGGTATGTGGGTGGTGATG 131

Ad04A13199 Aradu.A04 13199 p2 (CT)8 16 82882711 82882726 CCCGAATCTCCCTCAATGTA TGGGGAAGAAGAGCAGAGAG 253

Ad04A13201 Aradu.A04 13201 p5 (AAGAT)5 25 82892189 82892213 CAGAGGAACACGACCCAAAT CCTGGGTGCTCCAGTGTATT 169

Ad04A13203 Aradu.A04 13203 p3 (AGA)5 15 82933874 82933888 AACGCCAACCTCACATTTTC ACCTCTCCCCCTCTCTACCA 231

Ad04A13206 Aradu.A04 13206 c (A)10ttatattttctaactaattgtgaactactttttcgaaatatttttcatataaatttcagattttactttcaaatttttcgaaaaaaaaatttttct(A)12118 82960793 82960910 TTTTGTGTGTTTTTCTCTTTCATCA TGTTCATTCCTACTTGCTTCCA 271

Ad04A13208 Aradu.A04 13208 p2 (CT)6 12 82973180 82973191 AATTTTGCATGCCATTTGGT GGAATGGCTTTGTGAGTGGT 194

Ad04A13212 Aradu.A04 13212 c (TA)10aacaaaatggaacaggttcc(AAT)761 82989537 82989597 TGGGAAGATTTTTCACTGGC ATTTTCACGCCCAACTTTTG 222

Ad04A13214 Aradu.A04 13214 p2 (AT)8 16 82994807 82994822 ATGCCATGCCTATTCCAAAC TGTGCAGAACAACATTTCCA 258

Ad04A13215 Aradu.A04 13215 p3 (CAT)5 15 82998885 82998899 AGAAATGGAAGAGGCAAGGA TCTCTTCCTCAGTTTCTCCCC 273

Ad04A13217 Aradu.A04 13217 p2 (AT)6 12 83014684 83014695 TTGAACCTGGAATTTCGCAT CCATTTTTCCCATATGACGC 226

Ad04A13222 Aradu.A04 13222 p2 (TA)8 16 83057301 83057316 GGAGCACCTCGCTGAGTATC GAAAAGTGCATCTCTCGCGT 142

Ad04A13229 Aradu.A04 13229 p3 (TTA)5 15 83124409 83124423 TTCCCTCCTGAAATTTGTGC TTCATGCTTCCTTTCCATCC 172

Ad04A13232 Aradu.A04 13232 p2 (CT)7 14 83143876 83143889 TGAACCTGTGATGGAGAAGAAA CGACCTGTACGGACCAGATT 276

Ad04A13236 Aradu.A04 13236 p2 (TA)8 16 83157128 83157143 TCGCCTTCGTCAGAAAAGTT TTTTCATCCAAATCAGTTTCTCA 241

Ad04A13239 Aradu.A04 13239 p2 (TC)17 34 83204881 83204914 GGTGCTCAGAGCCTTATTGC TCCCATGGGCTTAGAGTATCA 207

Ad04A13241 Aradu.A04 13241 p2 (AT)9 18 83207654 83207671 TTCAGGACGGACGAAGAGTT CCAAAATCAAGCACAGTCCTC 203
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Ad04A13243 Aradu.A04 13243 p2 (GA)6 12 83237385 83237396 GAAGCGACGAAGTGTTGGTT CGCACCCTCTTCTCACTCTC 223

Ad04A13245 Aradu.A04 13245 p2 (AT)8 16 83244645 83244660 CCTTTAGAGCCATTCTCCCC AGGCACATGCTATTCACAACA 204

Ad04A13246 Aradu.A04 13246 p3 (TGG)7 21 83249274 83249294 TGGTTTGCTGGTCATTGGTA GTGACATACTAGCCGCACGA 223

Ad04A13249 Aradu.A04 13249 p3 (ATT)7 21 83256361 83256381 AGCTGGCTTTGAAGGTGAAA GGAAAAGGCAACTCTTGTCG 213

Ad04A13254 Aradu.A04 13254 p2 (AT)9 18 83288798 83288815 CCTTCTTTTCCCACCATCAA TCCCCAACACCAAACTTAGC 190

Ad04A13255 Aradu.A04 13255 p2 (CT)6 12 83289006 83289017 TGCTTGTGTTTCTTCGCAAC TGGGATGATCTCCCTCTCAC 226

Ad04A13257 Aradu.A04 13257 p2 (AG)8 16 83297896 83297911 GGAAACCTTGTTAATGGGGG TTCGAACAGAGAGTTGTGCG 277

Ad04A13258 Aradu.A04 13258 p3 (ATT)6 18 83298467 83298484 GGGGTGATTTGTGCTATTGG CTTCCTCTTGGAAGATCCCC 275

Ad04A13259 Aradu.A04 13259 p3 (GTA)5 15 83309717 83309731 GAGCAAGGGCGTGATCTAAG CATGCCTGATGATGATGAGAA 258

Ad04A13262 Aradu.A04 13262 p3 (AGA)5 15 83333263 83333277 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 172

Ad04A13263 Aradu.A04 13263 p3 (AGA)5 15 83346630 83346644 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 173

Ad04A13264 Aradu.A04 13264 p3 (TTA)18 54 83354910 83354963 GAATTGCTAATGTTTCATCGAAT TCCGATTCGGTCATATTGAA 248

Ad04A13267 Aradu.A04 13267 p2 (CT)6 12 83365558 83365569 CCATCACTATCCCCATGGTC GAACAAAGAGCGACGGAGAG 252

Ad04A13268 Aradu.A04 13268 p3 (GAA)5 15 83371846 83371860 AACCAAATCAAACATGAAAAGACA TGAAGAGGGATGAGGCATCT 248

Ad04A13270 Aradu.A04 13270 p3 (TCT)6 18 83398696 83398713 CTACCCTCTCTTCTCGCCCT GAGGTCTTGATGGGCTTTTG 219

Ad04A13273 Aradu.A04 13273 p2 (AT)6 12 83436662 83436673 TCACAGGCATTGAACACCAT CTTCCTCCCTTGCATATTCG 157

Ad04A13274 Aradu.A04 13274 p3 (AGA)5 15 83442190 83442204 TGCATTCTCCGGATCAATTT TGGGTTAGGGAGCTCTGTTG 265

Ad04A13275 Aradu.A04 13275 c (A)10tttc(A)10 24 83445553 83445576 CATGTTTTGGGTCATTTTTGTG AAAATTGAAAATTTGACTTGACTTG 168

Ad04A13276 Aradu.A04 13276 p3 (AGA)5 15 83455021 83455035 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 172

Ad04A13278 Aradu.A04 13278 p3 (AGA)6 18 83463788 83463805 CTAGAGGTTTCTCCGGCCTT TGGCCGAACCTACATCTCTC 169

Ad04A13279 Aradu.A04 13279 p3 (GAA)6 18 83492711 83492728 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad04A13282 Aradu.A04 13282 p3 (AGA)6 18 83508752 83508769 AATGGTCTTGATGGGCTTTG ACCTCCCCTTCTCCTCCATA 239

Ad04A13285 Aradu.A04 13285 c (TA)11(TG)6 34 83524537 83524570 GAGAGGCATCTCATTAGGCG AAGCTTTTAACTTAGCCTGCGA 242

Ad04A13286 Aradu.A04 13286 p2 (GT)7 14 83527642 83527655 GGAGATGTTTGGCAACTTTCA CTTCGTACCATTTTCAGCCC 213

Ad04A13292 Aradu.A04 13292 p2 (TA)11 22 83588001 83588022 TGGGACTCGGTGGTTGTATT AGGCGATTGGATAGAAGGCT 279

Ad04A13295 Aradu.A04 13295 p3 (TTC)5 15 83608627 83608641 GCACATCGGCTACGATACAA AGAAGGAAGAGGAGGAGGTGA 265

Ad04A13298 Aradu.A04 13298 p2 (AG)6 12 83627284 83627295 TCCGTGACCTGTATGAACCA CCTGTGATGAAGAAATAATCCCA 254

Ad04A13299 Aradu.A04 13299 c (T)10a(TAT)5 26 83630846 83630871 CTTCTTTGGGCATTTTGTCC TTTGGGAAACACTGGGAGAG 222

Ad04A13301 Aradu.A04 13301 p5 (AAGAT)5 25 83650494 83650518 CTTGGCCAAATCACCAAAGT CCTGGGTGCTCCAGTGTATT 214

Ad04A13308 Aradu.A04 13308 p5 (AATAA)10 50 83727808 83727857 GGTCCATGATCAAGAAAGGG TTGGGTTGACTTGGTCAAAA 247

Ad04A13312 Aradu.A04 13312 p4 (GAAA)5 20 83747126 83747145 AGCTTGATAAGCCAGAGCCA AAACACCCGTTCTGCACTTC 246

Ad04A13314 Aradu.A04 13314 p2 (AT)6 12 83759372 83759383 CAAAGCTCCAGACTTGGCTC CTGGAAGCTTCTGATAGCGG 248

Ad04A13317 Aradu.A04 13317 p2 (CT)7 14 83781315 83781328 CGAGGATCTCGATCATTCGT GGTTATGCTCGGAGTTGAGC 258

Ad04A13318 Aradu.A04 13318 p3 (TTC)6 18 83793450 83793467 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241
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Ad04A13319 Aradu.A04 13319 p2 (AT)6 12 83821237 83821248 TGGAGCTGACCTAGACTCGAC GAAGGATTTAAATGTGTGATCCAA 212

Ad04A13328 Aradu.A04 13328 p2 (AT)6 12 83873693 83873704 TTTTTGCAAATTTGTTGAGAATAA GCCTGGCTTTTATTTGTTGG 271

Ad04A13335 Aradu.A04 13335 p2 (CA)10 20 83987964 83987983 CACCTCGACACCAAAGAGGT ACCACATCCTTAGCCACCAG 155

Ad04A13337 Aradu.A04 13337 p2 (AT)6 12 84022254 84022265 AGGTTGTAATGGGGCTAAGG AAAAGTGGACAAAAATGCCC 242

Ad04A13340 Aradu.A04 13340 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaagagaagaaagaa(AAG)586 84035632 84035717 GCTTTTGTCTTCCCTTTCCC CCCCCTCTTCTCTACCTTGG 209

Ad04A13342 Aradu.A04 13342 p2 (TG)6 12 84076449 84076460 GGACGACGAAGTTTGGAAGA TGTATTGCCGCTCAAAAGAA 239

Ad04A13343 Aradu.A04 13343 c (AC)35atatac(AT)892 84079616 84079707 GAGGTGGCGAGGTATTACGA CCCACCTTGAAATTGTGACC 155

Ad04A13349 Aradu.A04 13349 p2 (TC)6 12 84133524 84133535 TCAAAATTTGCACCTCCCTC CCTAAAAACAATGCCAAAAAGC 184

Ad04A13350 Aradu.A04 13350 p3 (TCT)7 21 84139987 84140007 CACCACTCACATCCATCCAG TAAAATATTGCTCGCCCTCG 264

Ad04A13351 Aradu.A04 13351 p2 (CT)18 36 84161192 84161227 GGAGGCAGCAGTCTTGCTA CCCACACCAATTCAGAATCA 278

Ad04A13354 Aradu.A04 13354 p2 (TA)7 14 84191451 84191464 GGGGCATTTTTGTCCTCTTT CTTGGGACATTGGTTGAGGT 224

Ad04A13356 Aradu.A04 13356 p3 (TCT)5 15 84250804 84250818 TCTTTCTCACCCAAACCCAC CACCCTCGAGCAAAAGAAAA 192

Ad04A13357 Aradu.A04 13357 p3 (TTC)5 15 84261196 84261210 AACCCCACCATTCAAATTCA GCTCGTCCTCGAGCAAAATA 226

Ad04A13360 Aradu.A04 13360 p2 (TA)6 12 84284437 84284448 TTTGATCAGAGTCTCGTGCTG AACAAATGCAATTCTCTCTCTTTTT 265

Ad04A13369 Aradu.A04 13369 p3 (TCT)9 27 84389299 84389325 AAACCCCTCTCCCTCCACTA GGCCTTAGGTGCCATCAATA 240

Ad04A13370 Aradu.A04 13370 p2 (AT)7 14 84391012 84391025 TTGTTGGCTCTTGAAAGAATGA GCCTTGGATCCTTTTTACCC 213

Ad04A13372 Aradu.A04 13372 p2 (TA)7 14 84410694 84410707 CGAGTCATGCAATGCAATTT GAATTTCAAATACACCCGCC 261

Ad04A13376 Aradu.A04 13376 p3 (GAT)6 18 84438937 84438954 CAAGCCGATTACACCGAACT GTCGAAGAAGTCGGCATAGC 230

Ad04A13377 Aradu.A04 13377 c (A)10gtaatgcttttatcataccaaacttagaatgttgctcgtcctcgagcaaagaaaagaaagaat(AGA)691 84450406 84450496 CTAGAGGTTTCTCCGGCCTT AACCCTCTCTTCTCCCCCTT 186

Ad04A13378 Aradu.A04 13378 p2 (AT)6 12 84488428 84488439 TGAGCCATGGGTGATATTCAT CCTCACCAAAGCTCCTCAAG 187

Ad04A13384 Aradu.A04 13384 c (A)10cgctgctgctcgtctgtcttctcttttctggtggtaagcactcatctactacttctttagttgtg(T)1085 84551867 84551951 ACCTCTGTTCCATTGTTCGG CCCAGTTTGAATCCAATATCC 223

Ad04A13387 Aradu.A04 13387 p2 (GA)11 22 84565169 84565190 TAGTTATGTTGGGCCAAGGG TTGGACCGCAAATCATTTTT 277

Ad04A13388 Aradu.A04 13388 p2 (TA)7 14 84567108 84567121 CACAAGACAATGAAGGTGAAAGA CAAAGGTGGCTTTGATGTGTT 100

Ad04A13392 Aradu.A04 13392 p3 (TTA)11 33 84596650 84596682 GGTAACGGATTTCACTTGTGC GGGTCGTTCAACTGTTTTTCA 277

Ad04A13395 Aradu.A04 13395 c (AT)8aattaaaaaggaaataagttgaattgattatcctgaaacaaattattggtaaattacctaaccgttatgacg(T)1098 84601605 84601702 TGTGTATTTGTTGTGTTCCTCTACT GGTCCAAAATACCAAAACAAAA 270

Ad04A13400 Aradu.A04 13400 p3 (TCA)5 15 84632632 84632646 ATAGAACCACCGCAATGGAC TGAGTATGTGCAGAGCCACTT 268

Ad04A13401 Aradu.A04 13401 c (T)10cg(T)10 22 84657743 84657764 GCACACTCTTATTGCCTTGGA TGTGGTTCATGAATGTTGGC 170

Ad04A13405 Aradu.A04 13405 p3 (AAG)6 18 84668391 84668408 GCTTTTGTCTTCCCTTTCCC AGCCGAACCTACTCCCTCTC 278

Ad04A13407 Aradu.A04 13407 p3 (AGT)6 18 84683768 84683785 TCCACTTCCCAAAATACAGGTT CAAAAAGTATTGCCACCACA 279

Ad04A13408 Aradu.A04 13408 c (GA)9a(AG)7 33 84687280 84687312 AAAAACAATGCCAAAAAGCG TGCTTGATCTGTGCTTTTGC 150

Ad04A13410 Aradu.A04 13410 p3 (TTC)6 18 84708924 84708941 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 274

Ad04A13414 Aradu.A04 13414 p2 (CT)10 20 84742611 84742630 TCAAAACCACCTAACCACCA TCCTTGAGGTGTCAGAAGGAA 251

Ad04A13415 Aradu.A04 13415 c (A)11tcg(A)10 24 84752362 84752385 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 244

Ad04A13416 Aradu.A04 13416 p2 (TA)6 12 84759953 84759964 CGATGTGTAATGTTGAAGCTGG AAAAAGCCTGCGAAACAAAA 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A13418 Aradu.A04 13418 p3 (TGA)5 15 84776141 84776155 TCGAGCCTTTTAAGCCTTTG CCGTTTGGTTGTCAACATCA 280

Ad04A13420 Aradu.A04 13420 p2 (AT)6 12 84786592 84786603 TCTATCGATGATTCGGAGGG CCTCATGACCTGCATCTGAA 267

Ad04A13421 Aradu.A04 13421 c (AT)6(GT)7 26 84786819 84786844 AGAGGCTGATTTGGAGAAACA CCAGATCAAAGCTCCAAAGG 152

Ad04A13425 Aradu.A04 13425 c (T)10attttattttattatttc(A)1139 84805350 84805388 ATCCCTTGGGTTGACTTGGT CCATGATGGAGTAAGGGAGA 272

Ad04A13426 Aradu.A04 13426 p2 (GT)6 12 84811700 84811711 AAGACCCACTCCCAGTGATG TCTTCAAAGGCCAACAATCC 213

Ad04A13432 Aradu.A04 13432 p2 (CA)6 12 84889185 84889196 GCCCTTGAGGGAGAGAGAGT CCAGCACCAACCTCTTCATT 174

Ad04A13433 Aradu.A04 13433 p2 (TC)6 12 84889551 84889562 CCCAGAGGGGAGAGAGAGAT TTCCCTCTCTTCCAGTCCAA 280

Ad04A13436 Aradu.A04 13436 p2 (AT)6 12 84893196 84893207 GGCAGCAAGGACTCACAAAT GCCTTAGGTCCCTCATTGTTT 261

Ad04A13439 Aradu.A04 13439 p2 (AT)7 14 84899988 84900001 CCTTTGCTTTGCTCCAAGAG TCCCTGAATGCTGATCCTTT 148

Ad04A13442 Aradu.A04 13442 p2 (TC)6 12 84904895 84904906 TTATTTCCTTGGGCCCTCTT TGAAAAACAAAAGCTTGCGA 141

Ad04A13443 Aradu.A04 13443 p3 (AGA)6 18 84906664 84906681 TGCGTACCAGAAATCGCTAA AAAGTTGGAAACATTGAACCTGA 270

Ad04A13445 Aradu.A04 13445 p2 (TA)7 14 84944259 84944272 TTAGCCAACCTAAACGTCGC TCGCAAATCAGGAACACTCA 166

Ad04A13446 Aradu.A04 13446 p2 (AT)7 14 84950119 84950132 AGTCGAATTATCTGCTGGCTG TGATCTTCACCATCACCCAA 259

Ad04A13447 Aradu.A04 13447 p2 (AT)7 14 84953233 84953246 GCCTAAGCCTTACCTCGTGTC GGCTAGCCGGCTTAAACTCT 272

Ad04A13449 Aradu.A04 13449 p2 (TC)9 18 84966479 84966496 TCCCTCTCTCACCATCAACC TTAGCAGGAACCTGGGAGTG 204

Ad04A13453 Aradu.A04 13453 p2 (CT)6 12 85037081 85037092 CAAATTGGAAAGACAAATAAAAAGG GATTTCGGCCCAAGAACATA 214

Ad04A13455 Aradu.A04 13455 p2 (AT)10 20 85041462 85041481 GCCTCAGGGCAACAGATAAA GCCTAATGCAACCCAAGAGA 144

Ad04A13457 Aradu.A04 13457 p2 (TA)6 12 85045715 85045726 TTGTGATTGGTTGGTTTGGA GCGCTAGCTTAGGGACCTTT 228

Ad04A13458 Aradu.A04 13458 c (CT)8t(TC)6 29 85056950 85056978 CCCATTGATTTGCGTTGAAT TTGGGTAAGTGAGTTCCAATGA 262

Ad04A13459 Aradu.A04 13459 c (T)11ggtatactttagctactatatataagtgtagccttaggtcccttattattattttttattttatt(TA)688 85058293 85058380 TTCCATGGCTACTTTTTATAAGTGT AACATCATTCTAATACTTTTGGATCA 276

Ad04A13461 Aradu.A04 13461 c (GATG)12(GATA)11gatta(ATGG)7atagatg(GATA)7160 85072751 85072910 TGTTATTGAAAATTGATTTGTTTTGAC GACAAGATCAATGGATGTCACAC 258

Ad04A13463 Aradu.A04 13463 p3 (TGT)6 18 85080041 85080058 TGTAATGAGGGTGGTCAGCA TCAAGGTTTAGACTCGCGCT 235

Ad04A13464 Aradu.A04 13464 p3 (TAT)17 51 85083978 85084028 AAACCGGGCTTCTTTCAAAT TTGCAGCTGTTTTGGTGAAC 268

Ad04A13465 Aradu.A04 13465 p2 (AC)7 14 85084200 85084213 GTTCACCAAAACAGCTGCAA CCATGAGGAAGGGAAACACT 226

Ad04A13467 Aradu.A04 13467 p2 (AT)6 12 85089944 85089955 CGAGCTCCTTACTTTGCACC TGTTTTTGAACTATAAATGAATTTGG 224

Ad04A13468 Aradu.A04 13468 p2 (AT)6 12 85105608 85105619 AGGAAATGCCGCAAAAGTAA TGGTGTATGGAGGTGATGGA 270

Ad04A13473 Aradu.A04 13473 p3 (TCT)6 18 85139088 85139105 GTTAAACGCCAGGATTGCAT ACATAGAATGTTGCTCGCCC 248

Ad04A13474 Aradu.A04 13474 p2 (CA)6 12 85169157 85169168 TCCCAAAATTCCCAATTTCA ATTTTTCAAACCATGCCCAC 169

Ad04A13476 Aradu.A04 13476 c (GA)8a(AG)10 37 85170715 85170751 ATTGGCGCAAGTGGTCTTAC TGGACAGCGCTATTCTTCCT 127

Ad04A13478 Aradu.A04 13478 p2 (TA)8 16 85187854 85187869 GAGGAGCGGAATGGGAGTAT CAAGCTTATCCATGGGGAGA 264

Ad04A13479 Aradu.A04 13479 c (TG)7agtaatgtgattgaattctggttatatatgcatgtttg(T)1163 85188797 85188859 TTAACCGCAATACCACTCCC GGATATGGGCGCAGAAGTTA 264

Ad04A13480 Aradu.A04 13480 p2 (GC)6 12 85189798 85189809 ACATGGCTCCTAAAACCGCT GCTGTCAAGCCAACCTCTTC 231

Ad04A13482 Aradu.A04 13482 c (AC)33aaac(AT)9 88 85219285 85219372 TCGGACATTACGACGACTCTT TGTACCCTCGCCTTTATCTTG 263

Ad04A13485 Aradu.A04 13485 p2 (AC)7 14 85243351 85243364 GGCTTCATGAACCAAACTCC TTGATTTCGACGAAGCTGTG 204
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Ad04A13491 Aradu.A04 13491 p2 (CT)7 14 85254547 85254560 CATTTCCTTGCCTCTCTTGC TCCTTGCTGAGGCATACTGA 255

Ad04A13493 Aradu.A04 13493 c (A)10tagggatagggtgaacattttttgtattattgaatactcgcttaataatttttatacgagacaacctaattttg(A)1397 85266461 85266557 AGCAACGAAAACAGGATTGG TGTAAGTCTTCACCTGCCCA 280

Ad04A13494 Aradu.A04 13494 c (TA)11tggccacaacctctaacatactctaa(T)1058 85269089 85269146 GCAAGTTGTCTGGAATCTTCA AATCATATTTTCAATACGAGTTCTTTT 130

Ad04A13495 Aradu.A04 13495 p2 (TA)8 16 85276949 85276964 TTTTTCTATCTCTTGAGCCATGT TGGGAAGTTATTGGATTTTTCAA 226

Ad04A13496 Aradu.A04 13496 p2 (TA)7 14 85299121 85299134 AAATGTGGCAAAATAAAAACTATGT AACGGAAGATCATTAGACCCC 237

Ad04A13501 Aradu.A04 13501 p2 (TC)18 36 85303181 85303216 TTCTCAGCGTGAAACATCCTT TGAGATGGGCTCTCCTCAGT 159

Ad04A13503 Aradu.A04 13503 p2 (AG)9 18 85306715 85306732 TCATTAATACCCCGCCAAAC AAGGCTCCAACCATTGTGAC 272

Ad04A13504 Aradu.A04 13504 c (T)13gaaaattttgata(T)1036 85312315 85312350 TGTCGTTCTTGGAGGGATTC AGCAGTGAACAGGGCTTGTC 277

Ad04A13509 Aradu.A04 13509 p3 (GAT)5 15 85323814 85323828 AGGTCACTACTCGTCCCCCT CCTTCTCCTCCTTCTCTTCCA 145

Ad04A13512 Aradu.A04 13512 p3 (ACA)5 15 85355941 85355955 TCATCATTGTCTTGCACTAAACC TGCACCAGGTCATCCAAGTA 202

Ad04A13516 Aradu.A04 13516 c (T)10caatttctttccatatcttctcaaatctcctttcaaatttctc(T)10cttcgaaatctcccctcccaaccttataaatacacgtttggctccctctttccaccacaccattcaaatttcctcttc(CT)6153 85478091 85478243 CAAATCTCTCAATTCATTCCCA TCACGAAAAAGCACACCAAA 259

Ad04A13522 Aradu.A04 13522 c (TAAA)5agaagat(GA)639 85600994 85601032 GGAGAATCCAAACAGAAGGGT TCGAATACCTCCCTCTTTTTCA 236

Ad04A13525 Aradu.A04 13525 p2 (CT)6 12 85619580 85619591 CAGAATTGGCACAAAGAGCA TTGAATTTGAATGGTGGGGT 247

Ad04A13526 Aradu.A04 13526 p3 (AGA)6 18 85632867 85632884 CCCATGACTCGGAGGTAGAA AGCCGAACCTACCTCTCTCC 212

Ad04A13527 Aradu.A04 13527 p3 (ATT)5 15 85637009 85637023 AAACTTGGACGTTGGCTTTG ATGAGCAGGAACAGGGAAAA 210

Ad04A13529 Aradu.A04 13529 p3 (AAG)5 15 85670087 85670101 TGCCATTGATGGTAGTGGAA ACATACACTCCCCCTCTCCC 225

Ad04A13530 Aradu.A04 13530 p2 (TA)9 18 85680147 85680164 GATATGGGCGCAGAAGTCAC CTCCCAAGAATGCTTTTGCT 257

Ad04A13533 Aradu.A04 13533 c (TC)18c(CT)9 55 85690344 85690398 CACCCTTGCCTTTTGGTTTA TGAGTGCTTGAACAGTGCAT 267

Ad04A13536 Aradu.A04 13536 p3 (AAT)6 18 85774737 85774754 TGCTTCTACCCTTGTATGGCA CAACAACCAAAGTGGGACCT 151

Ad04A13538 Aradu.A04 13538 p2 (TC)7 14 85791010 85791023 TGAATGGTTCGTAAGCCAAA AGGCTACAAAGTGGGGGAAT 259

Ad04A13540 Aradu.A04 13540 c (CT)6aacctctgcaa(CT)635 85799433 85799467 GCGTGGACTCACGATCACTA GGGTGGGTGAGAGTGAGAGA 233

Ad04A13544 Aradu.A04 13544 c (T)13att(A)11 27 85816523 85816549 TTGGGTTGAAATTGGGTTGT CTCGTTTTGGATGTGGGTTT 173

Ad04A13545 Aradu.A04 13545 p2 (AT)12 24 85818962 85818985 AACACGATATGCATTGCCAG TGAATGTTTAAGGTGTTGCTGC 253

Ad04A13546 Aradu.A04 13546 p3 (AAG)6 18 85826510 85826527 GAGAACCTTGAAAAGAGGATGAAA CTCATTCTTTCTCCCTCCCC 190

Ad04A13548 Aradu.A04 13548 p2 (AT)7 14 85849669 85849682 TTGCTTTGATTTTATTCTCTTTTGG AGCTGCTTGCTTTAATGGGA 270

Ad04A13550 Aradu.A04 13550 p2 (CT)13 26 85871609 85871634 AATTGTGAACCACCACTACCG GCAATGAAAATGGTGATCTGG 280

Ad04A13552 Aradu.A04 13552 p2 (AT)6 12 85872291 85872302 AGGAGAATGAACACGGTTGG TCCTAAAACTTGTCCACCGC 258

Ad04A13553 Aradu.A04 13553 p2 (AT)13 26 85888244 85888269 TTGGTATCGCTGTTTTCTTTGA GCTGTGCTATTTTTGTTTGGA 258

Ad04A13554 Aradu.A04 13554 p2 (CT)8 16 85889819 85889834 ATGGATGACGGAAACTCAGG CACACACACACAGTCACCCA 261

Ad04A13555 Aradu.A04 13555 p2 (TG)7 14 85889956 85889969 CCATGTTTGGCCTCTCTCTC CCATACCACCTCCCCTTTGT 194

Ad04A13559 Aradu.A04 13559 p2 (CA)6 12 85932872 85932883 CAATCCTCACACATGCACAC TTCAGGATGGACGAGGAATC 260

Ad04A13563 Aradu.A04 13563 p2 (AT)9 18 85951480 85951497 TGATCACCAAGAACAGCAGC CTTCGTTAGTTCGTTGTGCG 208

Ad04A13564 Aradu.A04 13564 p2 (GT)8 16 85959217 85959232 CTCAAGATATGGGCTTGGGA TATAGATGGAAAATCGGGCG 236

Ad04A13565 Aradu.A04 13565 p2 (GT)10 20 85966272 85966291 CTTCTTCCGCTTCCTCTCCT GTGTTAAAGGTCGGCCAAAA 175
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Ad04A13568 Aradu.A04 13568 p2 (AT)6 12 85968851 85968862 AAGCCAAATTTAATGGTGCAA CTTTGTTTGCAATTTCGCGT 227

Ad04A13570 Aradu.A04 13570 p2 (TA)10 20 86011819 86011838 TCGCTAACAAAACAAACCCC TTCACTTGACATAAAAATGACCAAA 199

Ad04A13572 Aradu.A04 13572 c (AG)8g(GA)7 31 86020222 86020252 TTTGCCCCCAACCTTTTT GAACTAGCGAGGAGGAGCAG 240

Ad04A13573 Aradu.A04 13573 p2 (TA)9 18 86022683 86022700 AACCACCAGTGCTATCCACC TTTTGAAGGGTTAGAATTGAGTAAA 277

Ad04A13576 Aradu.A04 13576 p4 (TTTC)9 36 86047614 86047649 AATGCACCTCCTTTTTCCTT CGTGTGCATCTTTAAGAATTATTTG 235

Ad04A13578 Aradu.A04 13578 p3 (ATT)5 15 86048345 86048359 GATCAAATTTTTGCATTTAAGGA TAGGGCACATCTCGTCACCT 279

Ad04A13582 Aradu.A04 13582 p2 (AT)6 12 86052904 86052915 ACCAGCCAATAGAGGAACCC TTGTTATTTTGGCGGGTAGC 248

Ad04A13586 Aradu.A04 13586 p3 (GGA)5 15 86060832 86060846 CCAAAACCTTTTAGCCGTGA CGGTTAAGAAATTTCGGTATCAA 274

Ad04A13592 Aradu.A04 13592 p2 (TG)7 14 86128436 86128449 TGTGGGCATATTGTGGTATGA CCGCCAAAGTTGGTTAAAAA 274

Ad04A13593 Aradu.A04 13593 p2 (AT)9 18 86130617 86130634 CTTCCGGTTCTCATTCCAAA GGAAAGGATTAGGACGCAAA 276

Ad04A13594 Aradu.A04 13594 p2 (AC)6 12 86132136 86132147 GTTGTAATGGGGCTTAGGCA TAGGGGAATGAAAGCACCAC 233

Ad04A13597 Aradu.A04 13597 c (AGA)5aaagagtaagg(GAA)747 86141315 86141361 GGGATGATGGAGAATGTGAGA GTAGCACAAACACGGTCACG 280

Ad04A13598 Aradu.A04 13598 p3 (GAG)10 30 86162113 86162142 AATTCAGAACGCCTGTGTCC CTCCTCCTTCTCTTCCTCGC 212

Ad04A13599 Aradu.A04 13599 p3 (AAG)12 36 86162247 86162282 AGGAGGAGGAGGAGAAGCAG CCAACACCAACACCAACAAA 188

Ad04A13600 Aradu.A04 13600 c (T)10cgaaaata(T)1230 86166386 86166415 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 183

Ad04A13602 Aradu.A04 13602 p2 (AG)6 12 86168042 86168053 CGGAAAAGCACACCAAACTT TTCGAAAATCTCTCCTCCCA 153

Ad04A13607 Aradu.A04 13607 c (TATT)6ttagttttttcatttatttcaaa(AT)761 86188666 86188726 TTCCTCTCTCCTCACTTTTTCG GGGTTAGCATATGACCCCAG 224

Ad04A13613 Aradu.A04 13613 p2 (CT)15 30 86241420 86241449 CTCAGTGACAGTCGTGGCTC ATTGCCAACTTCAGAGCTGC 276

Ad04A13614 Aradu.A04 13614 c (T)11cgttttcttttctcttttttttcgaaattttctc(T)1055 86269332 86269386 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 237

Ad04A13615 Aradu.A04 13615 p2 (AG)6 12 86277474 86277485 TTTGACAATTTTAAAGGTGATTTTTG TTCCTCTCCTCTTTTTCAAAACC 151

Ad04A13617 Aradu.A04 13617 p5 (ATTTT)5 25 86293727 86293751 CTGGTTAGTTGTGCGGGATT ATGGCGAATCAGGCATTAAA 155

Ad04A13618 Aradu.A04 13618 p3 (AGA)6 18 86298527 86298544 TGCCATTGATGGTAGTGGAA CCCCTCTTCTTTACCTTGGC 162

Ad04A13619 Aradu.A04 13619 p3 (ATT)5 15 86301586 86301600 AATTATTGGCTCCAATGGCA CAAGAAAAGGAGATGGCAGC 127

Ad04A13620 Aradu.A04 13620 p3 (TTC)6 18 86315937 86315954 CCACCTCCCTCCCTCTCTAC TGCCATTGATGGTAGTGGAA 137

Ad04A13621 Aradu.A04 13621 p2 (TA)6 12 86320381 86320392 AAATGTAGGACGCGAAGCAC ATGCATCGCTCACGAAAAAC 207

Ad04A13624 Aradu.A04 13624 p3 (ATT)5 15 86329928 86329942 TTTGTTGTTATTGCTTCTCACGA CCGGGGCTATTGGTTAATTT 278

Ad04A13628 Aradu.A04 13628 c (AAT)9attccccccaaagaaaaaagcg(A)1059 86346480 86346538 GCTGCAAACACGCAAAATTA TGGCGTTTTATGAGGGTTTC 217

Ad04A13629 Aradu.A04 13629 p3 (TGT)5 15 86347322 86347336 GGGAAGGGTTGTAGGGGTAA GGAAGTCCTAGCAGCGTTTG 151

Ad04A13630 Aradu.A04 13630 p2 (GA)16 32 86348023 86348054 ACCGTCGTCCAAATTTTCAG GCGCGTAGACAATTACAGCA 254

Ad04A13631 Aradu.A04 13631 p2 (AT)6 12 86350973 86350984 CATCAAATTCGGTTTCACCC GCGAGGACGATGTTCTCACT 268

Ad04A13636 Aradu.A04 13636 c (T)11gtgtatttcttcttcatcgtcattctttgtttgctactgtcgttgctgcatttattttttttc(T)1084 86381829 86381912 AATTAAGCTGGGCTAAACTTAAAAA CAAAAATAAAAGATGCAAAAATCAA 265

Ad04A13637 Aradu.A04 13637 p3 (AAG)7 21 86382049 86382069 TTTGCTACTGTCGTTGCTGC AAAGTTTCGGTGCGATTTTC 274

Ad04A13638 Aradu.A04 13638 p3 (AGG)6 18 86382242 86382259 AAAATCGCACCGAAACTTTTT CAAAACTCATCGTCGTCGTC 158

Ad04A13639 Aradu.A04 13639 p3 (GAT)5 15 86382450 86382464 TGTTAGGAGGAGGAGGAGGAG TTCATCATTGTCGTCGTCGT 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A13641 Aradu.A04 13641 p3 (GAG)5 15 86384497 86384511 AACAGGAGGAGGAGGAGGAG CGCAATTCAAAACTATTATTCATCC 237

Ad04A13644 Aradu.A04 13644 p2 (GA)6 12 86432525 86432536 CACTCGAAACATTGAAGGCA TTAACCGGTCTTGTCTTCGC 128

Ad04A13645 Aradu.A04 13645 p2 (GA)6 12 86435556 86435567 GAAGAGAAAAGGGTTCGAATTATG TGAAAATCACCTCCCTCTTTTT 233

Ad04A13647 Aradu.A04 13647 c (C)11acacttgatta(AC)634 86442899 86442932 CGAAAAGGGATGCATATGATTTA TCACCCTAAGGGAAAGACCA 132

Ad04A13649 Aradu.A04 13649 p2 (AC)6 12 86448126 86448137 AGTTTTCCCACAAATTCCCC AACCCATATGGCAAACCCTT 194

Ad04A13650 Aradu.A04 13650 p2 (TA)6 12 86452608 86452619 GGTCACAGCACACCTCAGTG AGAATCTAGCCACTGCTCGC 234

Ad04A13651 Aradu.A04 13651 p2 (TA)8 16 86452988 86453003 GGTGTGCGGACGATTAAAGT GCATGCACACATGATCCTTC 103

Ad04A13652 Aradu.A04 13652 p2 (AG)7 14 86465921 86465934 CGGAAAAGCACACCAAACTT AAGCTCTCCCCCTCACCTTA 150

Ad04A13657 Aradu.A04 13657 p3 (GTG)5 15 86492913 86492927 TCATAACCCAATCTGCACCA GAGTGAATCGGTTGAGGTCC 120

Ad04A13662 Aradu.A04 13662 p2 (AT)8 16 86507093 86507108 CACTCAGTCCGCAAAGTCAA TATGGAGAGGCAGGGTTTTG 100

Ad04A13664 Aradu.A04 13664 p2 (TC)10 20 86511147 86511166 CTTCCGTTGAAGCATTGGAT ACGGACGAGTCACCGATTAG 226

Ad04A13666 Aradu.A04 13666 p3 (ATT)6 18 86511798 86511815 AACAATTAACGCACATGCCA CATGGACCACAGTCCACAGA 199

Ad04A13667 Aradu.A04 13667 p2 (CA)37 74 86518177 86518250 CATGCTCCGAAAACAGAACA TATGGAGAGGCAGGGTTTTG 221

Ad04A13668 Aradu.A04 13668 p2 (AT)8 16 86519984 86519999 CGAAGCCGAAAGTTCAAAAG GCGGCTTGCTTTCTTAAGTC 126

Ad04A13669 Aradu.A04 13669 p3 (ATA)24 72 86520203 86520274 AATCGAAAACAGGCAAATCAA TCATGTAGCGACCCTCAATTT 237

Ad04A13672 Aradu.A04 13672 c (T)10ggtttc(A)11 27 86526098 86526124 CGAATTAGGTGCCGAAGAAA AATTGATCAAATTGTCCCTGC 257

Ad04A13673 Aradu.A04 13673 p3 (CAT)5 15 86527172 86527186 CTCTTCTGCTATTGCCAGCC AGGTATGAGGTCGTGTTCCG 156

Ad04A13675 Aradu.A04 13675 p2 (AG)9 18 86539202 86539219 ATTCAGGCTCAAGCCCATAA AAGACAAATGCGTGGTCACA 176

Ad04A13676 Aradu.A04 13676 p2 (TG)13 26 86541842 86541867 GCTGAGCGCCTTAGTTATCG GCAAATGCGATAAAGCATCA 181

Ad04A13677 Aradu.A04 13677 c* (AACT)12(CT)10*(TC)780 86543297 86543376 CAGCAGCAGTAGCGACAAAG TACCACCGAGGAGGAATTTG 270

Ad04A13679 Aradu.A04 13679 p2 (CT)7 14 86547921 86547934 AAGACAAGCATGGAAGTGGC GTGGACGAATGTGAGTGGTG 272

Ad04A13680 Aradu.A04 13680 p3 (TCT)6 18 86564165 86564182 AAGGCCGAACCCATATCTCT CTCGGAAGTGGAAGCTTTTG 229

Ad04A13682 Aradu.A04 13682 c (GA)9(GT)6 30 86585772 86585801 CGCAAGAAATCCATGCAGTA TTTTGGACACGCTCCATACA 264

Ad04A13683 Aradu.A04 13683 p2 (AG)8 16 86586283 86586298 TACCCTCGAATTTACCGTCG ATGATGGCGATGTTCCTCTC 279

Ad04A13684 Aradu.A04 13684 p2 (AT)8 16 86589918 86589933 AAAATTCCCCCGAAACAGAT GTTGGAAGTGGGAACTGGAA 214

Ad04A13685 Aradu.A04 13685 c (T)10g(T)12 23 86642047 86642069 CTTGCTTTGATGGGAGGTGT TGCTTTGATCTTGTTTGCTTTT 259

Ad04A13686 Aradu.A04 13686 p3 (TCT)6 18 86649112 86649129 ATCTATCCATCCTCCCCACC TTAAAATATGCTCGCCCTCG 127

Ad04A13688 Aradu.A04 13688 p2 (CT)6 12 86668167 86668178 AATAAACGTTTGCCACCCCT CCGCAGACCCATTATTTTGT 277

Ad04A13689 Aradu.A04 13689 p3 (AAT)5 15 86675607 86675621 GGAGTATGAATCCCAGGTCG GGCATAGCATCCCAACTTGT 275

Ad04A13690 Aradu.A04 13690 p2 (GA)7 14 86681489 86681502 GGGAGGAGGGAAGAAGAAAA GCTCCACCAAAATAGCCAAA 165

Ad04A13691 Aradu.A04 13691 p2 (CT)6 12 86704812 86704823 AGCACCTGACATCATCACCA TGATCTCATTCCACCCATGA 252

Ad04A13692 Aradu.A04 13692 p2 (TA)11 22 86718246 86718267 TTTCATAAGCAGGTCGGGAG TTACAAGCTCCGACTCGACC 255

Ad04A13693 Aradu.A04 13693 p2 (TA)8 16 86722672 86722687 TGCTGTTTTTCAGATGCAGG ACGAGCTCCAACTCGACCTA 279

Ad04A13695 Aradu.A04 13695 p3 (TTC)5 15 86729585 86729599 ATTTTCACGCAACAAAACCC ACTCGGAGGTGGAAGCTTTT 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A13700 Aradu.A04 13700 c (AAT)6gataatgataataa(TAG)547 86794544 86794590 CCAGTTTCAACGGAAAAACA AAAAAGAGGTGCCACACTGC 251

Ad04A13701 Aradu.A04 13701 p2 (TA)10 20 86797345 86797364 AAGCTAACCACGTAAGCGGA TCTCATATGCGTGCTATGTCG 211

Ad04A13706 Aradu.A04 13706 p3 (GTT)10 30 86825903 86825932 GTTTTCTTGTCCCGAAACCA CCCTTTTTCTCCTAGCCCAC 206

Ad04A13709 Aradu.A04 13709 p3 (TTA)7 21 86842004 86842024 CGCATTTTCTTAGAAGCAACG TGAGTCCCTGAGATACTTGTGAA 273

Ad04A13710 Aradu.A04 13710 p2 (GA)8 16 86844997 86845012 TGAAGCAACAGTGCTTACCG TGCATGAAGAGTTGACCTCG 182

Ad04A13711 Aradu.A04 13711 p3 (TAA)5 15 86845388 86845402 TGACTGTGGGTTTTGTTGTTCT TTTTTATTTAAGTATGTTTTTGTGGC 274

Ad04A13715 Aradu.A04 13715 p3 (GAT)6 18 86886630 86886647 GGTGATGGAGCTCAGGGATA CTGCACAGCAGAAGTCTTGG 253

Ad04A13718 Aradu.A04 13718 c (TCA)5(TCT)9 42 86903586 86903627 TTCGTCTTCCTCATCTTCTGC TTCCTTTTTCCCTTGTTTCTTTC 268

Ad04A13719 Aradu.A04 13719 c (TCA)5(TCT)5 30 86904001 86904030 CCTCCTCATCTTCTGCTGCT TGCTGCATTTTCTTCTTCTTTTT 254

Ad04A13722 Aradu.A04 13722 p4 (TTTA)5 20 86912960 86912979 GGGTGACGCAAGAGAGAAAC CAGGGAATTGTACCCAAAATG 144

Ad04A13726 Aradu.A04 13726 c (T)10gtcatgaattttttcagacttttaattcataagatagtattcgtcctttcatgagtgtggtggattttttagtctaaattttaag(T)10105 86923795 86923899 TTCAAACGGTTTTGCTTGC CCATAAAAAGATGGGCCAAA 280

Ad04A13732 Aradu.A04 13732 p2 (GT)6 12 86983880 86983891 TCATAATGCACAGTAAAGACCGA TCGCGATTTTATTTTACCCC 236

Ad04A13733 Aradu.A04 13733 p2 (TC)6 12 87006159 87006170 TGTGTCTTTTGTGTGTTTTTCTCTT GAGAATGGGAAATGATGTGGA 280

Ad04A13735 Aradu.A04 13735 p2 (CT)8 16 87039639 87039654 CACCTAACCACCAATTTTCG AGAGTGAGAGAGAGGGTGCG 170

Ad04A13737 Aradu.A04 13737 c (TA)6aaagtcattagtggtatataaataattacaataatatatacgatagctaaaaaacttatttagaagaaaaaaatatatttatttaaaa(CT)9118 87079825 87079942 AATCCGTATTGGATCAAGAAAA TGAGTCGAACAACACAGTGC 269

Ad04A13738 Aradu.A04 13738 p2 (AT)9 18 87084123 87084140 TCTCTCTCCTTTAATTCTTCTCAAAA TTTGATTTTGAGCATATAACTTTGTTT 172

Ad04A13740 Aradu.A04 13740 p3 (ATT)6 18 87084381 87084398 AAAAATTTTGCTTCAATTCCAAA AATGCGGAGTAGCCTGTGTT 240

Ad04A13741 Aradu.A04 13741 p2 (GA)8 16 87085720 87085735 GATGGGGAGGAAGAGGAAAG CCACCGCATTTTAGTGACCT 255

Ad04A13744 Aradu.A04 13744 p2 (CT)6 12 87147835 87147846 CGGCGTTTAACACCAGAAAT TTTTGGGGAAGAGGTGTTTG 175

Ad04A13746 Aradu.A04 13746 p2 (AC)6 12 87158577 87158588 TCTTCCAAAACACACACCCA TTTGGGGTGGAGAGAATGAG 127

Ad04A13747 Aradu.A04 13747 p2 (AC)8 16 87158691 87158706 TCTTCCAAAACACACACCCA GGAATGAGGGTGTCGAGAAA 238

Ad04A13748 Aradu.A04 13748 p2 (TG)40 80 87160039 87160118 GACAGAGGTTGGCAAGAAGC CGTCGTCCTTGTCAGCAATA 246

Ad04A13750 Aradu.A04 13750 p3 (TCT)5 15 87163493 87163507 CCCTCTCTTCTCCTCTGTGTTC TCGGCCATGTCTTCTTCTTT 278

Ad04A13751 Aradu.A04 13751 p3 (TCT)6 18 87166726 87166743 CCACACATCTCTCCCTCTCC CTAGAGGTTTCTCCGGCCTT 158

Ad04A13752 Aradu.A04 13752 p3 (TTC)5 15 87182654 87182668 CACCCTAAATGGCCGAACTA TAGAATATTGCTCGCCCTCG 186

Ad04A13753 Aradu.A04 13753 p2 (TC)7 14 87189811 87189824 CACGATTTTCTCATGCAAGC CAAGCTGAAACACTTTCCGA 113

Ad04A13754 Aradu.A04 13754 p2 (TA)6 12 87189949 87189960 TCGGAAAGTGTTTCAGCTTG GCTGTCACATAAGACATTCCG 169

Ad04A13755 Aradu.A04 13755 p3 (AAT)7 21 87190503 87190523 TCAAAACAGAATTACGCCCA TTTTTGCCATTCTATGCACG 279

Ad04A13756 Aradu.A04 13756 p3 (GTG)5 15 87192756 87192770 GAAAGTCAACGAGAGACCGC ACCACGTCTCCCTCCCTAGT 229

Ad04A13757 Aradu.A04 13757 p2 (TA)7 14 87194876 87194889 ACACAATAATTAATCTTTTCAAGGAAG AGCACCCAAGCACGATTTAC 170

Ad04A13759 Aradu.A04 13759 p2 (TC)6 12 87196798 87196809 TCATTATGAAGAATGCGCGA CGCGAAGTATCAACACCAAA 218

Ad04A13764 Aradu.A04 13764 c (AAC)7(AAT)6 39 87203421 87203459 TGCAAACCAACCTGAAATAAAA CACTCGTGATCCCAATGAAG 171

Ad04A13767 Aradu.A04 13767 p3 (GTG)5 15 87211985 87211999 GCGTCGTATGTGCTGAGGTA TTCTCTCTCCCGACAACACC 245

Ad04A13772 Aradu.A04 13772 p2 (TA)9 18 87226452 87226469 AAACACACACATGCTAGCGG GTGTTGGTCTTGGTCCCTTT 280
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Ad04A13774 Aradu.A04 13774 p3 (TCA)5 15 87231078 87231092 TCCACCTCATCTTCTGTTGCT TGAATGTAAGTCCATCCCCTTC 197

Ad04A13775 Aradu.A04 13775 p3 (AAG)5 15 87231264 87231278 GAAGGGGATGGACTTACATTCA TCAGCACACATACACCGAAAA 196

Ad04A13777 Aradu.A04 13777 p2 (CT)6 12 87241562 87241573 CAAAACCACCTAACTACTTTTCCC GAAAGGGGTGAAGAATCCAA 271

Ad04A13778 Aradu.A04 13778 p3 (AAT)6 18 87242021 87242038 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 182

Ad04A13779 Aradu.A04 13779 p2 (AT)6 12 87256809 87256820 CTTTGGCAACTTGTTGGGTT AAATCCCCGAATTCTCATCC 201

Ad04A13780 Aradu.A04 13780 p2 (TC)13 26 87294695 87294720 GGCCAGAAGTTCATCTTGGA CCGTGACTGTTCACCCTTTT 240

Ad04A13781 Aradu.A04 13781 p2 (AT)10 20 87296101 87296120 GAAAAGCAGTTGTACCTATTCAACC CACAATAAACGTTCCAACCTCA 246

Ad04A13782 Aradu.A04 13782 c (A)11ggtgaaaaattagttagtgtaaataatacataagcaaagtaaaaataacccattataaaaagtaaaaataag(A)1093 87296628 87296720 GGAGAATGTTTGTTGATCAATGC TGTGATTTGCCGTTATATTGATTC 206

Ad04A13789 Aradu.A04 13789 p2 (AT)7 14 87332337 87332350 AGACCCTAACCCAGCCCTAA TGCCATATCATGCATTTGCT 230

Ad04A13790 Aradu.A04 13790 c (ATA)7aca(ATC)1981 87346569 87346649 TGATGAGCAATGTACGAGTCAA TGGTGTAGTTGTTGGCACTAAA 212

Ad04A13794 Aradu.A04 13794 c (T)14aacttttattcataccaaaaaagaaaaaacacaaacacatctgaaaaacttg(A)1076 87368945 87369020 TTGAAAATGGCAAACACCTTC GAGGTGACAAAATCGGCTTC 233

Ad04A13796 Aradu.A04 13796 p2 (TA)6 12 87374621 87374632 CAGTGCACTTGAAATGCTTCC TTGGCCTCCCTCTTATGAAA 271

Ad04A13801 Aradu.A04 13801 p2 (AC)7 14 87466772 87466785 AGCTCCGACCAGCATAGAAA GCCAATGGCAGATCCTTAAA 270

Ad04A13803 Aradu.A04 13803 p2 (AT)12 24 87506813 87506836 GGATTCATCGCATTCACACA GGTGAGGGGTTCAATTGCTA 244

Ad04A13807 Aradu.A04 13807 p2 (TA)6 12 87533202 87533213 TGTCAGGCATGAGATGCAAT ATGGGGTGGCATGTATGAAT 129

Ad04A13809 Aradu.A04 13809 p3 (TTC)6 18 87563602 87563619 ACCTCGCCTTCTCTCTTTCC TAAAATATTGCTCGCCCTCG 165

Ad04A13812 Aradu.A04 13812 c (T)11ctttttttcctttttacatggtgttagaaatttatttgagtctttattcctcattatatgcttgtggattattacaaattatttgaca(ATT)5114 87591342 87591455 TCTCCCACCTCCATTACCAA TGAACATGCAAGCCCTTAAA 255

Ad04A13813 Aradu.A04 13813 p4 (AATA)6 24 87593913 87593936 GGTATGGGAAATTGTGGGAA TTGGGGTAATTTTGTCCCCT 196

Ad04A13814 Aradu.A04 13814 p2 (GT)6 12 87616954 87616965 AGAGCTCGAACACACAAGCC TGGTTTGCAAAGGATGATGA 238

Ad04A13818 Aradu.A04 13818 p2 (AT)6 12 87641437 87641448 ATTGCTATGCATTTCCTGGG ATTTCCTCCATCCCTCCATC 158

Ad04A13820 Aradu.A04 13820 p2 (GA)20 40 87659796 87659835 TAGGGTGTTACACTGCCACG CCTTCCTTTAAGCTTGGGCT 124

Ad04A13822 Aradu.A04 13822 c (A)12tagaatgaacagagattgaatagacaattgactcca(T)1260 87674704 87674763 CATCTAATGTCCAATTCAATATGC TTTTGTTGTGTGCCCTTTCA 222

Ad04A13823 Aradu.A04 13823 p2 (AT)6 12 87679077 87679088 TAGTCCTGAGGCATGTGCAG CAGCAGCCTGCAAACAATAA 158

Ad04A13826 Aradu.A04 13826 p2 (AT)8 16 87685875 87685890 GCTCCAAGCTTTCCCTGTTT TCCGCCTCAATTTCACTTTC 168

Ad04A13827 Aradu.A04 13827 p2 (GA)11 22 87691195 87691216 AGCCAAACCACCTCCTTTTT TCAACAGAGGCGATTGTCAT 222

Ad04A13842 Aradu.A04 13842 p2 (AG)12 24 87764345 87764368 CACAGCACAGATGGAGGAGA AACTCCATCCCAAAACGATG 256

Ad04A13847 Aradu.A04 13847 c (AT)7aaaagaaaatttagctcaagtccttccaaatcttcttatttatttaaattccattttaatttttttcttaacgaa(T)1099 87778934 87779032 AAAAATAAGTGGCCCAACAAA CCACCATCTCATTCTGCCAT 274

Ad04A13849 Aradu.A04 13849 p3 (ATA)7 21 87785123 87785143 GCGCTGTTAGCAGTCACAGA TTGGATGGATTGATTAACAAAAA 230

Ad04A13851 Aradu.A04 13851 p3 (AGA)6 18 87823089 87823106 GCTTTTGTCTTCCCTTTCCC TTGGCCGAAACCTACAACTC 195

Ad04A13852 Aradu.A04 13852 p2 (TC)6 12 87832346 87832357 ATAACCCCAGCCCTGCTAAT TCGTCAGCAAACTGTGGAAG 100

Ad04A13853 Aradu.A04 13853 p2 (TC)22 44 87833192 87833235 AAGTTGGTAGCGCTCAGTTTTT AGTAAGAAGCGGGGAAGGAG 248

Ad04A13854 Aradu.A04 13854 p2 (AT)9 18 87847628 87847645 CCCTCGTTCCTCTCCTCTCT GTTAATTGATATTTTGGGTTTAAATTG 230

Ad04A13855 Aradu.A04 13855 p3 (TAT)12 36 87852000 87852035 GACACAATTGCGGAGAACCT TGGTAGATATTTTTGGTTGGAACA 278

Ad04A13856 Aradu.A04 13856 c (T)10aagaatcgttaataaatttct(A)1041 87852246 87852286 TGTTCCAACCAAAAATATCTACCA ATGCATTCAAACTCAACCGC 238
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Ad04A13858 Aradu.A04 13858 p3 (GAA)6 18 87878051 87878068 TCCTCATGTTCTTCTTGGGG CAACTTCTCTTTCCCACCCA 280

Ad04A13859 Aradu.A04 13859 p4 (TAAA)5 20 87888439 87888458 CAGGTTCAGGATCTGCTTCA TTTTCGAATTTCTTCCTCTCTCA 271

Ad04A13868 Aradu.A04 13868 p2 (TC)6 12 87962369 87962380 AAAGCACCAAGGTCTCATGC ACCCAGCAACTTCTTCTCCA 239

Ad04A13870 Aradu.A04 13870 p3 (AGA)9 27 87974724 87974750 TGCAGAGAAGAAAAATGCGA GTTTCCCCCACTCACACACT 235

Ad04A13871 Aradu.A04 13871 p3 (TTC)6 18 88018552 88018569 TGTTTTACACGCGCCTCATA TGCAGAGAAGAAAAACGCAA 251

Ad04A13872 Aradu.A04 13872 p3 (TTC)7 21 88018727 88018747 TGCGTTTTTCTTCTCTGCATT AAATTGATGCGTTTCGGAAG 182

Ad04A13873 Aradu.A04 13873 p2 (GC)6 12 88025538 88025549 CAGCGGTGATTATGGAGGTT CAACTCTAAGCCCCTAGCCC 276

Ad04A13878 Aradu.A04 13878 p2 (AG)9 18 88057096 88057113 AGGAAGGGCAGTGACAGAAA CCGTCGTAGGAAGCTGTGTC 134

Ad04A13883 Aradu.A04 13883 p2 (TA)8 16 88067522 88067537 CCTAGCATTGCTTAGCTCACTT TGTGGTGAATTCTTGGGGTC 266

Ad04A13890 Aradu.A04 13890 p2 (CT)12 24 88079670 88079693 CCTCCACCCGTACAATCCTA TGTTTTTCCATTAGACCCGC 279

Ad04A13891 Aradu.A04 13891 p2 (TC)14 28 88084300 88084327 TTGAACCTGGAATTGGGAAG CGTGCAGAAATTTGCAGAAA 263

Ad04A13893 Aradu.A04 13893 p3 (AGA)6 18 88096178 88096195 CAAGGCTCAGAGGAGATCCA GAGCTTGGCACTTTGGAGAA 280

Ad04A13894 Aradu.A04 13894 p2 (GA)20 40 88106512 88106551 TAATGCAACGTCCAGGATCA CCTGTCACAATCGCTGCTTA 232

Ad04A13895 Aradu.A04 13895 p2 (AG)18 36 88115870 88115905 TCCTTTGAGAGAGTTAGAAGAGGA TTTGTTTTCAATTCTGGTTAGTTTG 258

Ad04A13897 Aradu.A04 13897 p2 (AT)14 28 88124353 88124380 GATGTTGGAAGTTTCTTTCTCCTT CTGCGGGTTGCAGCTAGTAT 196

Ad04A13902 Aradu.A04 13902 p3 (TAA)8 24 88130786 88130809 AAAGTTTGTCGCTGACCGAT TCCTTATTACTAGTTCCTCGGTTTC 257

Ad04A13904 Aradu.A04 13904 c (A)11ggaaagttaaagacaacggaaaa(AAAAAT)5aaaaaagaaagat(AG)689 88131503 88131591 GAAGTCGGAGCTGTTTGGAG AAAGGGCCTTCTTCTGCACT 234

Ad04A13906 Aradu.A04 13906 c (CT)6atctttccctttctcccctttccctttctctgtcaaacacacagacacacagacaaagcaagcaaa(AC)7tccctcactcactcactcactccctcactctttctctctttct(TC)13161 88137565 88137725 CTTTCTCTGTGTCCGTTGGG GCGGTAGCATAGATGGTGGT 233

Ad04A13907 Aradu.A04 13907 p2 (TA)7 14 88142676 88142689 GAACCCTAACTTATCCCGCC CTCATTTCGCCCCTACTCAC 262

Ad04A13912 Aradu.A04 13912 p2 (AT)6 12 88167972 88167983 AGCCCAACAAGTTTTATGCC TGGAATCAACAAAATTTAACGG 243

Ad04A13913 Aradu.A04 13913 p3 (GAA)5 15 88179633 88179647 AGCAAGCAAGTTCAATTCGG ACCTAAGGTTGGGTTGCCTC 198

Ad04A13916 Aradu.A04 13916 p2 (CT)6 12 88208937 88208948 TAAATACACGTTCAGCCCCC CGGAAAAGCACACCAAACTT 121

Ad04A13923 Aradu.A04 13923 p3 (CTC)5 15 88280906 88280920 CTTGTAGCAGTGGTGAGCCA CTACATCCTCCATCGGCACT 142

Ad04A13927 Aradu.A04 13927 p2 (AT)12 24 88341291 88341314 GGATGGAGATGGAGGACAAA GCATGGACGGTGCTAGAGAT 261

Ad04A13935 Aradu.A04 13935 p3 (ATT)9 27 88417449 88417475 GCCGACTTTGAGATCACTCC CACTAGTTCAACCGGTGGGT 189

Ad04A13939 Aradu.A04 13939 p3 (TGA)7 21 88474264 88474284 GGTCAGACGGTTGTAATAATGTGA TTTTTGCAGGGAAAGAATGG 233

Ad04A13942 Aradu.A04 13942 p2 (AT)8 16 88492040 88492055 ACGCATTTTTAGTAGCAAGCA TTGGGGAGATTTTACTCCCA 260

Ad04A13944 Aradu.A04 13944 p2 (AT)8 16 88499321 88499336 CCTTCTAGTGTAGTGTGGTAGTGGAA GCGTAAGCAGCTATGGCTTT 280

Ad04A13945 Aradu.A04 13945 p3 (TAT)6 18 88500795 88500812 GGTAACCGCGTGAATTTGAT GAGTGATGATCTGCAATGAGTACC 278

Ad04A13946 Aradu.A04 13946 p2 (AG)21 42 88502011 88502052 CCACCATGGTATGGTCGTTT GGGACAGTTGTGTTATGGGC 277

Ad04A13948 Aradu.A04 13948 p2 (CA)6 12 88507743 88507754 GGGAGTTCTTAGTAGGGCCG GGCAACCGACACATAAGCTC 275

Ad04A13949 Aradu.A04 13949 p3 (TTC)7 21 88508270 88508290 GTGCTCTGCTCTCCTATGGC TGATCACAATTTCGTCCACC 216

Ad04A13953 Aradu.A04 13953 p3 (TCT)5 15 88580325 88580339 GGCAATTTTGACGCTTCATT AGAAAGGGGTGGAAGAAGGA 256

Ad04A13960 Aradu.A04 13960 p2 (TC)8 16 88683815 88683830 CGGCCCTACTAAGAACTCCC GGGTGTAGACATTGGCTGGT 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A13961 Aradu.A04 13961 p2 (TA)6 12 88683945 88683956 CCCTCAGATGGAAGCAAGAG GGGTGTAGACATTGGCTGGT 149

Ad04A13962 Aradu.A04 13962 p2 (TA)8 16 88684757 88684772 TTAGCTTGCGAGACTTGCTG GCTCACAAGCCTTTCTCACC 240

Ad04A13964 Aradu.A04 13964 c (A)11tatatatcttttctaactaattttaaaaccacattttcgaaattttttatataaaattcagatttcaatttcaaaattttcg(A)12105 88693658 88693762 CTTGGTGTTTTCCCTCCAAA GAAGTGGAATAAATAAAAACGGAA 273

Ad04A13965 Aradu.A04 13965 p2 (AT)11 22 88705837 88705858 AGTGGGCTTTTGGGGATTAT GCAACGCTCAGGAAAGAGAT 275

Ad04A13967 Aradu.A04 13967 c (T)10gaaatgattcagtttgggccaggtggttataa(T)1052 88706469 88706520 TTGCAACCATGGGAAATAGG AAATCCTCAGTCCACCTCCA 220

Ad04A13971 Aradu.A04 13971 p3 (AAT)5 15 88720901 88720915 CCCACGGAGATTGTTGGTAT TTGACAATGGTGATGCCCTA 268

Ad04A13973 Aradu.A04 13973 p3 (AAT)5 15 88736529 88736543 GTTGGTATGAAGCAAGCCGT ACAACGGTGATGCCCTACAT 253

Ad04A13974 Aradu.A04 13974 p2 (AT)8 16 88743982 88743997 AAAACATTGGTGATGGAGGC GGATGTAATGGGGCTAGGGT 279

Ad04A13975 Aradu.A04 13975 p2 (AG)7 14 88746899 88746912 TGGGGTTTATCAGTCGTCGT GAGGGGCAAGGACTAGAAGC 152

Ad04A13976 Aradu.A04 13976 p3 (CTT)5 15 88747165 88747179 CGTTTCTTGTAGCTGCTTTGG GGAATTCACCCAATCAACAGA 237

Ad04A13977 Aradu.A04 13977 p2 (TA)10 20 88775236 88775255 CCTGGGTGCTCCAGTGTATT CCTAAGCCTTACATCGCGTC 241

Ad04A13978 Aradu.A04 13978 p3 (ACA)9 27 88797227 88797253 AGAAAATGGCCAAGGTGTTG CAATTGGTGCAAATTTCCCT 237

Ad04A13979 Aradu.A04 13979 p3 (TAA)6 18 88815157 88815174 GCTCAAGTCTTTTGAGCTTTTTC AAGAGAAGGGTGGAGTGGGT 219

Ad04A13980 Aradu.A04 13980 p2 (AT)8 16 88876357 88876372 ACGCAAAATGGGCTAAATTG GATCCTCACCTTCCACCATC 280

Ad04A13985 Aradu.A04 13985 p2 (AT)8 16 88908557 88908572 AGCTCTTGTCGTTTTCCCAA TACAGGAGAACCGGGAACAG 270

Ad04A13986 Aradu.A04 13986 p2 (TA)7 14 88909214 88909227 TGGAATCTTATGCAATGCAATC CAAAATCCAGTGAGGGTTCAA 279

Ad04A13995 Aradu.A04 13995 p2 (TA)6 12 88985299 88985310 CCGGATACATACATGCCACA GCAATGAAAAGCTTGCAAAA 193

Ad04A13998 Aradu.A04 13998 p2 (GA)16 32 89054036 89054067 AAGCACTCAAGCCTGAGGAA ACAATGTCGTTCTTCCCTCG 259

Ad04A14000 Aradu.A04 14000 p2 (CT)7 14 89067411 89067424 TTTCGAAATCTCTCCTCCCC CGGAAAAGCACACCAAACTT 149

Ad04A14002 Aradu.A04 14002 p2 (TA)7 14 89097572 89097585 TTCGTGAGTTCGTTTTGTGC GTACCCCCTAGGGATGTCGT 231

Ad04A14006 Aradu.A04 14006 p3 (TCT)6 18 89115540 89115557 CCTACCCCTCACTCTCCTCC GCTTTTGTCTTCCCTTTCCC 184

Ad04A14007 Aradu.A04 14007 p2 (AT)8 16 89119899 89119914 AAACGTTATTTGAATAGTGGGGA TCACCAAACCCAGAGTAACAGA 249

Ad04A14010 Aradu.A04 14010 p2 (CT)7 14 89122592 89122605 CGAAGAACCCTAGCGGACTA CAAGTGACGGCGATGATAGA 203

Ad04A14012 Aradu.A04 14012 p2 (TC)12 24 89146202 89146225 CGATCGACCCTCATTCACTT CCGAAGGGAAATTTGTTGAG 277

Ad04A14015 Aradu.A04 14015 p2 (AG)6 12 89162993 89163004 TTTTTGGGGAAGAGGTGTTG CAGAATTGGCACAAAGAGCA 192

Ad04A14016 Aradu.A04 14016 p4 (TAAA)5 20 89174842 89174861 CTTTTTCCTTGTTCCTGCTCA CGAAAATCACTAACCACTTTTTCA 263

Ad04A14018 Aradu.A04 14018 p3 (AAG)5 15 89179788 89179802 TTTCCAAGGCTCAGAGGAGA ACCCCTTTCATTGGGTTAGG 179

Ad04A14021 Aradu.A04 14021 p2 (AG)7 14 89214741 89214754 AAAGAGAGAGAGATTTGCATTTGA GAGGCTTTTGCCTCAGAGAA 261

Ad04A14024 Aradu.A04 14024 p2 (AT)8 16 89231057 89231072 CCTTGGTGTTTTTCCTCCAA TGAGGAGAGAGAAAGTGGTTAGG 173

Ad04A14025 Aradu.A04 14025 p3 (AGT)5 15 89238096 89238110 AAGCACCCCACAGATCAAAG AAAGAAAACCAGGATAGATATGCAA 158

Ad04A14029 Aradu.A04 14029 p2 (GA)6 12 89297015 89297026 GGGAAGAAGGACAAGGAAGG GATGGAGCTGACAGTGACGA 162

Ad04A14036 Aradu.A04 14036 p4 (TTTA)5 20 89318222 89318241 GGGATATGGTGGCAGAAATG TCTGCCCTATGCTGGCTAGT 147

Ad04A14037 Aradu.A04 14037 p3 (AAG)6 18 89320768 89320785 AGGAGGAGGCGAGAAAAGAG TATTCTGCACCAAACCACCA 134

Ad04A14039 Aradu.A04 14039 p3 (GAT)5 15 89327066 89327080 ACCATTGAACATGGCCAAAC CCGGCCCTTTAATCCTTTTA 114



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A14043 Aradu.A04 14043 p2 (CT)7 14 89393164 89393177 TCGAAATCTCTCATCCCCAC GCTTGTCCTCAAGCAAAAGAA 119

Ad04A14047 Aradu.A04 14047 p2 (TC)7 14 89439351 89439364 CACACTCTTGTTGCCTTGGA TGTTGTTCATGAATTTTGGCTC 220

Ad04A14048 Aradu.A04 14048 p3 (TCT)6 18 89446710 89446727 ACATACACCCTCCCCTTTCC TAAAATATTGCTCGCCCTCG 171

Ad04A14049 Aradu.A04 14049 p3 (ATG)5 15 89486247 89486261 AAATAACAGAGCCATTGAACATGA CCATTAATTTTGGTTACAACGATTC 233

Ad04A14052 Aradu.A04 14052 p3 (ACC)5 15 89488995 89489009 TCCCTCACCTGCTGATCTTT GCATGGGGTACCTTTGGTAA 276

Ad04A14053 Aradu.A04 14053 p2 (TA)10 20 89511731 89511750 CTAGTCGGCCTAAACTTCGC GCGATATACGGACAAGGCAT 121

Ad04A14057 Aradu.A04 14057 p3 (GAT)5 15 89528484 89528498 TTGGGATCGAGTATTGGTCA TCGGATGTGGTTGCTCATTA 232

Ad04A14061 Aradu.A04 14061 p3 (GAG)6 18 89555204 89555221 AGGGGGAGCTGAAGAAGAAA TCTCCGACCTTTGTCCAATC 279

Ad04A14062 Aradu.A04 14062 c (GA)8ccaagcatgaatctgag(GA)7taaagaa(AG)1176 89559049 89559124 AGTGGCACGAGGAAGAAGAA TAGACAGCAACGACAGCCAC 265

Ad04A14063 Aradu.A04 14063 c (AT)6gaagtgttgtgattgatttgcatgc(ATGT)557 89561996 89562052 GGAGTCGTGATATCGTGATATGTAA AGCTGCGCCACTTGATAGTT 258

Ad04A14064 Aradu.A04 14064 c (CT)19(CA)19 76 89562284 89562359 AAACTATCAAGTGGCGCAGC AAGGCGACGATTTACTCGAA 247

Ad04A14068 Aradu.A04 14068 c (T)11aatttctgttgtatgttatgaatccatataataatcctttacttaaaataccacaatcggagtccacatcaacg(T)1196 89576504 89576599 AAAGATTTAGGATTCATGGTGTTTT CTTTGGGCGTTCACCATTAT 270

Ad04A14075 Aradu.A04 14075 p2 (AG)8 16 89593431 89593446 GTTCTGAAGCTCCACACGGT TTTCTCCAAAAGGGTGATGG 252

Ad04A14078 Aradu.A04 14078 p3 (ATA)5 15 89598782 89598796 CGAGGCCAATGCTTTAATTT TCACTAAATCATTCAGCGTAAAAA 252

Ad04A14084 Aradu.A04 14084 p3 (TCT)7 21 89639214 89639234 CAAAATCTCTTTCCCACCCA AGGATTCTCCGGCATTAGGT 201

Ad04A14086 Aradu.A04 14086 p2 (CT)7 14 89710060 89710073 CACTCTAAGGGCGTTTTTGC GTTTGGGAGGGAATGGATTT 264

Ad04A14088 Aradu.A04 14088 p4 (TAAA)5 20 89729198 89729217 AGGATCGGCTTCAACAAGAA TTTTGAATTTCTCTTCTCTCTCATCTC 267

Ad04A14089 Aradu.A04 14089 c (TC)7tt(TC)7aata(TC)850 89733399 89733448 TCTCACCGTCTTCTTCCTCC CTTCTTCCTCCATGAGCTGG 254

Ad04A14090 Aradu.A04 14090 p2 (CA)9 18 89738669 89738686 ACAGACCGAACTGGGTGAAC GGCTTTTGTAAAGCTCGACG 260

Ad04A14091 Aradu.A04 14091 c* (ACAT)11(AT)7* 56 89741172 89741227 TTTCAGATGCAGGACGTGAG GCGGGACCTCTGCTAGTATG 225

Ad04A14092 Aradu.A04 14092 p2 (AT)6 12 89742134 89742145 GCAATTGCTAACTTGCATGA CATGGCCAAAATCTTATTCCA 170

Ad04A14094 Aradu.A04 14094 p2 (GA)7 14 89746715 89746728 GTGTGGGTTACCGAGGAGAA TCCCACCTTCCCCTTATTTT 118

Ad04A14095 Aradu.A04 14095 p3 (ATA)6 18 89747835 89747852 AGCCACCAAATCAATTATCAA TGGTCAACTTCTTTTTCCATCC 239

Ad04A14098 Aradu.A04 14098 p3 (ACC)5 15 89754323 89754337 CTCTTCTCCACCATACCCCA ATGTGGATGCGTGTTGTGTT 193

Ad04A14099 Aradu.A04 14099 p3 (TAA)6 18 89764079 89764096 CCTTGGATTGTGGTGTAGCA CAATTCAAACTATTTTACCAAATGC 273

Ad04A14102 Aradu.A04 14102 p2 (TA)6 12 89767321 89767332 TCTAGGCCATTCTAAAACCTTCA CGCAACTTTATTGTCACTTCAA 275

Ad04A14103 Aradu.A04 14103 p3 (TCT)6 18 89792410 89792427 ACACACTACCCCCTCTCCCT CCCTCGAGCAAGAGAAGAAA 156

Ad04A14107 Aradu.A04 14107 p2 (TA)6 12 89822220 89822231 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 135

Ad04A14108 Aradu.A04 14108 p2 (TC)16 32 89824729 89824760 TGCATGCCTAAATGAAGCAG TAGAGGTGATTGGTGAGGGG 209

Ad04A14112 Aradu.A04 14112 p3 (AAT)5 15 89910790 89910804 TGTGCGAACTTGCACTATCC GGCTATTTGATCAACGATGGA 179

Ad04A14117 Aradu.A04 14117 p4 (AGAA)6 24 89932108 89932131 GAGAACAAAAGACGGCTTCG CTCTCGGTCACGCTCTTTTC 210

Ad04A14118 Aradu.A04 14118 p2 (AT)7 14 89932832 89932845 GGTTTGGTAGTTGGGACCCT AACCATTGGACAATCCCCTT 256

Ad04A14119 Aradu.A04 14119 p4 (CACG)13 52 89933748 89933799 TGTTTTGAAACTCTGGCACG CGAGTCACACTCACATGGGTA 147

Ad04A14120 Aradu.A04 14120 p2 (AT)6 12 89936130 89936141 TTTGTATTTTTCGCTTTGCG TAAGCCGCGTTGACTTCTTT 268
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Ad04A14121 Aradu.A04 14121 p2 (AT)6 12 89937976 89937987 TCGTAGGTCGAGTTTGGAGC CACCCTACCACACAGAGCCT 280

Ad04A14122 Aradu.A04 14122 p4 (AAAT)5 20 89938346 89938365 GGATTGTGGATTTCATGCAG CTCAGATATATTTGCAAAACATAAAAA 274

Ad04A14124 Aradu.A04 14124 p3 (TCT)5 15 89940360 89940374 TGAACCACGCCATTCTTTCT CCAGCACTCTCATCATTTGG 166

Ad04A14130 Aradu.A04 14130 p2 (CT)6 12 90016508 90016519 GGAACATTGAACTTGGAATGAA CGCATTTTGACCCAATTTTT 227

Ad04A14131 Aradu.A04 14131 p2 (TA)7 14 90017538 90017551 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 263

Ad04A14133 Aradu.A04 14133 p3 (CTT)5 15 90046794 90046808 AAGCCTCAACAAGGCTTCAA GTTGATGAGGAGGTCGTGGT 130

Ad04A14138 Aradu.A04 14138 p3 (CCA)7 21 90059716 90059736 GTGATCAGATGCCATCATCG AAGTGGTGTCCCATCCCATA 273

Ad04A14139 Aradu.A04 14139 p3 (TAT)5 15 90069189 90069203 AACCATGCCATTCTTTCTGC TTCAGCACTCACATCATTTGG 216

Ad04A14140 Aradu.A04 14140 p3 (TTA)5 15 90070039 90070053 TCCAAGTGTGTGAAAAACGC TTGTTAATTAGTCCTTAGATACCAACG 247

Ad04A14141 Aradu.A04 14141 p3 (ACC)6 18 90095196 90095213 CTGCCTTCCTCCTTCACTTG GTCGGCTATCGTCAATGGTT 194

Ad04A14142 Aradu.A04 14142 c (A)10gacttgttgaattattagaagtttatatgttataaattgtttctagaaattcttgtgaatccagaatattttgttatacttcttatat(ACA)5113 90101115 90101227 TTGAATAACCTTTTGTTCGCAA TCCATATAGTTGGCTCTTGCTT 186

Ad04A14143 Aradu.A04 14143 p2 (CT)6 12 90101502 90101513 TTTACCTTTCTGACCGGGTG TTGGACTACGGTCTAAAAATATTGACT 272

Ad04A14144 Aradu.A04 14144 p3 (GAA)6 18 90110321 90110338 AATTGGAGCAACCAGTTGTG GATGATTCCCTTCATCACCC 240

Ad04A14145 Aradu.A04 14145 c (TTG)7(AAG)25 96 90110539 90110634 GCTGCATTTTGGAAACCAAT TCTTCCCCACCATGAAAGTT 164

Ad04A14146 Aradu.A04 14146 p3 (TAT)8 24 90110874 90110897 CGTCAAATTTAGACCAACACGA ATCCGTGCAACATTGTCCTT 184

Ad04A14147 Aradu.A04 14147 p3 (TAT)5 15 90114373 90114387 TCAAATCGCAAAATATGATCCA TCAAATTAAGATTGGAAGGAGTTTT 162

Ad04A14151 Aradu.A04 14151 p2 (AG)18 36 90120532 90120567 TGTTAGACGGCTAAAGGGGA ATGTCCGAACCACCTGAGAC 169

Ad04A14152 Aradu.A04 14152 p2 (TC)7 14 90122727 90122740 CAAACTTCTATCGGCGCTTC TGAACGATGAACGATGGAGA 204

Ad04A14153 Aradu.A04 14153 p2 (TG)6 12 90124462 90124473 TGGTGGCAACGTATGAAGAA AAGCAAAGTGGCAACAAACA 214

Ad04A14155 Aradu.A04 14155 c (A)14(CA)8 30 90153111 90153140 CGAAGGCTGTGACTTGTGAG GGAGATAGGGGATGGAGAGG 276

Ad04A14158 Aradu.A04 14158 p4 (TAAA)5 20 90169048 90169067 TGCCTTTTTCCTTGTTCCTG TTTGAAAATCACTGACCCTTTTT 273

Ad04A14163 Aradu.A04 14163 p2 (GA)7 14 90183237 90183250 ATTTTGGGAAAGAGGGATGG TCAACGCAAGAAACAAGCAG 267

Ad04A14165 Aradu.A04 14165 p2 (AG)7 14 90204568 90204581 AGGTGTTAAGGCGATTGGTG CAGAAAAGGGCAAGAAGCTG 214

Ad04A14169 Aradu.A04 14169 p2 (TA)7 14 90237798 90237811 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 140

Ad04A14171 Aradu.A04 14171 p2 (GA)10 20 90311027 90311046 TTTGCTCTCACACCAACAGC TCCCAATATGGAGTTGCAGA 264

Ad04A14172 Aradu.A04 14172 p2 (CT)6 12 90312357 90312368 GAACCTTCACTCTCCCTCCC TGAATTCTAATTGCTTTCAAATTTTC 141

Ad04A14173 Aradu.A04 14173 c (T)11atttatttaacatgaaatcggaccctccgtgtacag(T)16aaaaactgaaaacggaccctccgttttccatttgtgttttttttaatttttcctttaaaacaaaacggaccctccgtttttagg(T)13160 90313298 90313457 AAGTGTGGGACAGGGAGAAA GACGGTCCGTTTTGATTTTT 264

Ad04A14174 Aradu.A04 14174 p2 (AT)6 12 90315761 90315772 ATGCCAGCTACTGTTCTGCC TTGACGGTACTGCGACTCTG 229

Ad04A14176 Aradu.A04 14176 p2 (AG)6 12 90317742 90317753 AGGAAGAAGACCAACAGATGAA TCTTGATTGCCTGCAGTTTG 251

Ad04A14178 Aradu.A04 14178 p2 (CT)7 14 90323807 90323820 CCTCATAACCACCATCGCTT GCGGTTTGGTCAAGAAGAAG 229

Ad04A14179 Aradu.A04 14179 p2 (AC)7 14 90328520 90328533 CAAGGATTGAAGGGGATTGA TCCTAATTCTAGAGAGAAGTGAGAGC 125

Ad04A14184 Aradu.A04 14184 p3 (TCC)6 18 90346747 90346764 CTCCCACATTTTGTTTAACCC GGAGTGGAGTGTTTGCCACT 262

Ad04A14185 Aradu.A04 14185 p2 (CT)8 16 90351192 90351207 TTTCCGGTGTCGTTTTAAGC CCCACCGTTCCCCTATAAAT 233

Ad04A14190 Aradu.A04 14190 c (A)10gagagagaaagaaaaagaaagagcaagcagaaaaagtcaatagccctttaaaccaaaaggcaaggg(TAAAA)5101 90378223 90378323 TTGTTGGCTCTTGAAAGAATGA GCTTGGTTTAGCCGCTTATG 275
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Ad04A14191 Aradu.A04 14191 p2 (AT)9 18 90381899 90381916 TTTTGGGCTGGCTATATTGG CCCTCTTTGATGTGCTACGG 191

Ad04A14193 Aradu.A04 14193 p2 (CT)17 34 90397740 90397773 CTCTCCCTCTCTCCCTTTCCT GAGAGGGTAAGAAAGAGAATGTAAAA 280

Ad04A14194 Aradu.A04 14194 c* (TC)15cctttttctcttttcttcccttattcctctctttctcctcttctctcccccctctctctccttcccctctcac(TCT)6(TC)7*132 90397901 90398032 TTAGATTTTACATTCTCTTTCTTACCC GACAAAGAGAGGGAAAGGGG 219

Ad04A14195 Aradu.A04 14195 c (TC)7ttgtgctctttctcccctctcttctctctt(TC)6ctcctctctctctttttcctatctcttcttcttccctttttttcctcttt(TC)7120 90398317 90398436 CCCCTCTCTCTCATTCCCTC TCTCTCTCTTCCTCCCCTTTTT 254

Ad04A14196 Aradu.A04 14196 c (GA)6ggaggggaagaaagaggagaaggagaag(GA)652 90398730 90398781 GGAGGGAGAGAGAGGAAGGA TTTTTCTTTATTTCCCCTTTTCTTT 202

Ad04A14199 Aradu.A04 14199 p3 (TTG)5 15 90467460 90467474 ACATGACAGAGCACAATGGC GCTCCATGAGAGCCCACTAT 273

Ad04A14201 Aradu.A04 14201 p2 (GT)6 12 90488486 90488497 GGCCTGGGAGCCTAAAATAG CCTTAAAATGAGCACGGGAG 163

Ad04A14207 Aradu.A04 14207 p2 (CT)6 12 90517924 90517935 TGACGTCACAACCATATCCC CAAAATAAAAGAATAAAACGTGAAGAA 260

Ad04A14208 Aradu.A04 14208 p2 (AT)12 24 90530142 90530165 TTTAACGGATTTGGCTGACC TTTTTCTACTTCTATTCAAACCCACA 279

Ad04A14210 Aradu.A04 14210 p2 (AT)6 12 90539330 90539341 GCTGATATCCATCGTATTAATGTTTTT TTTGAGAGGACGCGATGATT 256

Ad04A14211 Aradu.A04 14211 p2 (CT)27 54 90543506 90543559 GATGCTTGAAAGAATGGTGGA TTTTTCTATCACTTCATTGGTTACCT 262

Ad04A14217 Aradu.A04 14217 p3 (AGA)6 18 90631255 90631272 ACTTACAATGTTGCTCGCCC TTCCCCATCACCTCTTCATC 193

Ad04A14218 Aradu.A04 14218 p2 (GA)7 14 90661727 90661740 TGGCTGCTCGATTGGTTAAT GCATAATCGCGAGGCTTATT 202

Ad04A14219 Aradu.A04 14219 p4 (TTTA)5 20 90667743 90667762 CGCCGTAGTTCCAGAGAAAG AAATGTTGATGGGCGTAAGG 262

Ad04A14221 Aradu.A04 14221 p3 (CTT)10 30 90669356 90669385 CGCGATGTAGGGAATGAAAT TCACCATGCCCTTAGGTTTC 240

Ad04A14225 Aradu.A04 14225 c (TTG)6ttcacttttttaatgttagtaatattattatttgttttgtttttatattagtatttttttatttttatactgttattactatttattgttgtc(ATT)5126 90678245 90678370 TTTGAATCTTGATGCCATGC CAACTACAACAGCTGGGGCT 248

Ad04A14229 Aradu.A04 14229 p2 (AG)6 12 90697196 90697207 TTCATTCTTTTAAGAGGGGCA GTCCAAACGTAAGGGACCAA 216

Ad04A14233 Aradu.A04 14233 p2 (TA)8 16 90735611 90735626 TCGGTGCATGTGCATTACTT GGAGCTGCAAGAGCGTAGAA 280

Ad04A14234 Aradu.A04 14234 p4 (TTTC)6 24 90736831 90736854 ACAAATTTCGATGGCTCACC ATGGTGATGAGTGTCACGGA 225

Ad04A14235 Aradu.A04 14235 c (A)12(TA)9 30 90747676 90747705 CCTTTGCGAATAGGAACCAA TGCGAAGCTACAGGAGCATA 249

Ad04A14236 Aradu.A04 14236 p2 (AT)9 18 90765013 90765030 TTGTTGGCTCTTGAAAGAATGA TTTAGCTGCTTAGGCCTGGA 269

Ad04A14237 Aradu.A04 14237 p2 (GT)8 16 90777362 90777377 TTTGTTAGCCAACTTTGAGCC CCCTTTTATCCCAACCAATG 179

Ad04A14238 Aradu.A04 14238 p2 (AT)13 26 90792867 90792892 TTGGGTATGGAAAACTTGGG GGCATTTTTGTCCCCTTTTT 227

Ad04A14245 Aradu.A04 14245 c (T)15nnnnnnnnnnnnnnnnnnnnnnnnnnnnaagaggtag(T)1769 90806807 90806875 ATTGGGCTAGAAAATCCGGT TGTAATGCCTAGGATTGGGG 198

Ad04A14246 Aradu.A04 14246 c (TAT)13tacattatatttatgcagatgca(GAT)577 90807248 90807324 GAAACCAGTGAATGAGGTTGG ACAACACGTTGAGGTTGCAG 210

Ad04A14248 Aradu.A04 14248 p3 (TAT)6 18 90808273 90808290 AAGTTGAAATTTCTGGAATAACTACC GGAAGCTCGTGTGTGATGAA 262

Ad04A14251 Aradu.A04 14251 p2 (AG)6 12 90846529 90846540 CAATTGGGCAACATCAATCA GCTATAAAGTGGGGGAAATGC 273

Ad04A14254 Aradu.A04 14254 p2 (AG)17 34 90852534 90852567 TGGAAGCAACTGCCTTCTCT ACCCCTCCTTACCTCCTTCA 252

Ad04A14256 Aradu.A04 14256 c (A)10ttagattttaaaatttttatcttatcttatcttatttttcaaaattcaatttttt(A)1075 90856298 90856372 AAATTGCAACGTGTGCCTTA CCAACCTTGATGCCTGTTCT 263

Ad04A14257 Aradu.A04 14257 p3 (GAA)5 15 90857152 90857166 CTGGAACAAGTGGAGGAAGC TCTTCATTGCTTTCCAAGGG 248

Ad04A14259 Aradu.A04 14259 c (TA)6at(ATAA)5 34 90863689 90863722 GAACTGTGGGAACATGGGTT GCATTGGGGTAATTTTGTCC 244

Ad04A14260 Aradu.A04 14260 p2 (TA)7 14 90863939 90863952 GGGGACAAAATTACCCCAAT ATGGGGCTAAGGTAAGGGTG 254

Ad04A14261 Aradu.A04 14261 p2 (AT)10 20 90868408 90868427 CGGAGACCAAGTTATGCCTC TTTGGGTTTAGGGAGTGGTG 251

Ad04A14264 Aradu.A04 14264 c (A)10ttaaacc(A)16 33 90874769 90874801 TTCATCATTTGAAAGAGTATAAATCC GGTTGCTTGGATAATGGGTG 280
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Ad04A14265 Aradu.A04 14265 p2 (TA)6 12 90874936 90874947 ACCCATTATCCAAGCAACCA TGTTGCATTAGGTTCTGCCA 190

Ad04A14266 Aradu.A04 14266 p3 (AAT)6 18 90875146 90875163 CTAATGCAACACCCAACGTG AGCATCAGAGTCATGGGGTC 226

Ad04A14275 Aradu.A04 14275 p2 (TC)7 14 90930881 90930894 TTGTTTGTCGGAGCTCACTG CCCAGCAACTCAAAATCACA 241

Ad04A14282 Aradu.A04 14282 c (T)11aattcacaaatacatacaaaatatatcgtaaagtatacaaaaaacgttgagggtcatgcaaaatttacctctgcaaatttttaaatataac(T)10112 90987533 90987644 GTGAATTCGCAGGAGCAAA CAAAATCGCGACGGATTAGT 235

Ad04A14284 Aradu.A04 14284 c (A)10tccaaaacataactc(A)1641 90988194 90988234 TGTTTCTTTCTATTATGTTTTGGGTG TTGAACGATGCAGGAGAACA 245

Ad04A14287 Aradu.A04 14287 p2 (TC)18 36 91000247 91000282 CCCCTCCCTCTTACTTTTGC GATAATGGCTGCAGGATGGT 237

Ad04A14290 Aradu.A04 14290 c (A)12gagagaaaaagaaaacg(A)1039 91055082 91055120 TGGCTCTTGAAAGAATGATGAA AGCACACTCCTGTTTGCCTT 172

Ad04A14291 Aradu.A04 14291 p2 (GA)8 16 91064921 91064936 TTGGTGAGTGGTGTTTTGGA ACGCCTAAATGGAGCAGAGA 142

Ad04A14292 Aradu.A04 14292 p3 (TCC)5 15 91066307 91066321 TGGGAACTCCTTTTTGTCCA AAAAAGAGAGTGCAAGGCCA 121

Ad04A14293 Aradu.A04 14293 p2 (GT)8 16 91077334 91077349 GGTCTCTCTCCTCCCTCCTT TTTCAAAACACTCACTCTCACCTC 160

Ad04A14294 Aradu.A04 14294 p5 (TTTTA)5 25 91112173 91112197 GGGAGGCAACCCAATTTTAT TGTAAAGCATGTTTCTGGCG 232

Ad04A14295 Aradu.A04 14295 p3 (TCT)6 18 91112867 91112884 CACAAAACACAACCCCCTCT CTAGAGGATTCTCCGGCCTT 198

Ad04A14296 Aradu.A04 14296 p2 (AT)8 16 91122768 91122783 AAGCCATCTGCTGTCCTCTC CCTGGAATAAAACAGCAGCC 234

Ad04A14303 Aradu.A04 14303 p3 (AAT)16 48 91148278 91148325 TTGGAAAAATGTTGGCCTCT CAAGATCGGAGTGCTCACAA 176

Ad04A14304 Aradu.A04 14304 p2 (TA)6 12 91153519 91153530 AAACTTCGCAGGCTGTGACT ACACAAAAGCGGTAACAGGG 111

Ad04A14306 Aradu.A04 14306 p2 (TA)8 16 91162226 91162241 AGAACCCCAGGTCCTCATTC AAGCGCAACACTCAGGAAAT 234

Ad04A14307 Aradu.A04 14307 p2 (TA)6 12 91166073 91166084 AAGGCTGAGTTTGGAGCTTG AAAAAGCATGCACCATGACA 103

Ad04A14308 Aradu.A04 14308 p2 (AG)19 38 91166611 91166648 CCAAAAGGGAGCACAATCAT TCCATCTCATCCACCTTGCT 238

Ad04A14311 Aradu.A04 14311 p2 (CT)10 20 91201292 91201311 CCTTGCGAGCATACAAGTGA TGGGAAATGCCCCACTATAA 280

Ad04A14315 Aradu.A04 14315 p3 (TTA)5 15 91238630 91238644 GACGGTTCGGTGTTTTAACC TACAAAAGGGAATGAACGGG 163

Ad04A14318 Aradu.A04 14318 p2 (TA)7 14 91254459 91254472 TTTGATGAATTTCGGATGTGT CCATCAACGTTAGGAACCAA 278

Ad04A14319 Aradu.A04 14319 p6 (ACCAAC)6 36 91254730 91254765 ACCTTTACCAGCACCAGCAC TGCTTTTGCTTCTTGGTTTTG 125

Ad04A14323 Aradu.A04 14323 p2 (TG)6 12 91271281 91271292 TTTCGCTCGTTTTGTACGTG TCTAAAATTCAGCCCCTCCA 279

Ad04A14325 Aradu.A04 14325 p3 (TAA)5 15 91274946 91274960 AGGCATAACATATTAGGGCATAAC ATATGTGGCATGAATTATATGAGAGT 213

Ad04A14326 Aradu.A04 14326 p2 (TC)21 42 91281943 91281984 TCACACTCTATGAAAGGGGTCC GCGGAAGCTTGAGACTCACT 204

Ad04A14327 Aradu.A04 14327 p2 (TC)17 34 91286722 91286755 GGGGGATGTCAGGGATAAAT CAGGAAGGAGGGAGAGATCA 243

Ad04A14332 Aradu.A04 14332 p2 (TG)9 18 91311217 91311234 TCTTTCGAAATGACGCAGTG CAAAATTCTCTCGAGGCAGG 262

Ad04A14333 Aradu.A04 14333 p2 (TA)6 12 91311584 91311595 CCATTCGAAGCAGTCTCCAT ATTGAGGCCTTTCTGGTCCT 265

Ad04A14334 Aradu.A04 14334 p2 (AT)8 16 91311923 91311938 TGACGTGAAAAGGCAAATGA TCCATCACCTTCTAAATCACCA 190

Ad04A14336 Aradu.A04 14336 p6 (TGGTGT)5 30 91312795 91312824 GCTTTCTTGGTGTTGGTGGT TCGAATTCGTCCCTCTTCTG 244

Ad04A14337 Aradu.A04 14337 p3 (TAT)5 15 91314256 91314270 GAACTCAAGGCGTGCTCTTC CAGAGTCATTGCCACCAAAA 238

Ad04A14339 Aradu.A04 14339 p3 (TGT)5 15 91315816 91315830 TTCCAACTTGAAAATTCGTTCA CAGTGACAACAATGCTTCGG 241

Ad04A14341 Aradu.A04 14341 c (T)10gttaaccttgtgcgtcttgtttgtttagctcacatggcatttcgctccctttccatcttaaaggtttcgggctcaacttctactgactg(A)11110 91331830 91331939 CATAGACCCTTCAGGGGGTT CAGTGAAAGGTTTCGGTCAAA 162

Ad04A14344 Aradu.A04 14344 p3 (AAG)5 15 91341348 91341362 TGCTGCAAAATTACTTGGAAGA TGGCTGATTTTAATGGCTGA 162



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A14351 Aradu.A04 14351 p2 (AT)6 12 91352749 91352760 CTTGTTGAAGATAAGTGTGGATGT CGAAACAACATCCATTAAAACC 280

Ad04A14353 Aradu.A04 14353 p2 (TC)6 12 91366233 91366244 CCAACGGTGAACAACTGAGA TTTTGGGGGTGTATTCTTGC 172

Ad04A14354 Aradu.A04 14354 p2 (TC)8 16 91370944 91370959 CCAACGGTGAACAACTGAGA TTTTGGGGGTGTATTCTTGC 176

Ad04A14359 Aradu.A04 14359 p2 (AG)24 48 91380555 91380602 TAGGAGTAACGACCCGATGG AACAATTGAATGGGAGGTCG 134

Ad04A14360 Aradu.A04 14360 p2 (TA)9 18 91385792 91385809 TGGATTACACAAAGGGTTTAGTTG CTCTTCGCACATTCTGCAAT 273

Ad04A14362 Aradu.A04 14362 c (A)10taaaagttatattatttattttagt(A)1045 91387561 91387605 CCATGATTTTGGAAAATGAAAAA CATTCTACAAAAGTTCATTGCACA 257

Ad04A14363 Aradu.A04 14363 p3 (CTT)15 45 91388055 91388099 TCCCTCCTTCACTTCACACC GGAAGTCGATGGTGAAGCTC 198

Ad04A14367 Aradu.A04 14367 p2 (AT)6 12 91407488 91407499 AAGGAAAGCAAGACTAAAACAACAA TCTAACAATAAATGAAATCTATCACCA 154

Ad04A14368 Aradu.A04 14368 c (T)11aagaaaaagaaggttttcgtttgtttatcttttttataccattttatatagattcattcttctggcaaattcgttg(T)1299 91408269 91408367 TGCACCATGATTTAACCTTTGA TGTTCAACAATTCATATGGCAA 213

Ad04A14371 Aradu.A04 14371 p3 (AGA)5 15 91429703 91429717 GGTCCAGCATGAGAAAGCAT ACCCCTTTCATTGGGTTAGG 219

Ad04A14372 Aradu.A04 14372 p2 (TA)7 14 91444043 91444056 CCCTAGGGTATTAGGTGTCCG TGACCACAATCCAATCAATCA 274

Ad04A14374 Aradu.A04 14374 p2 (AT)7 14 91451674 91451687 CGCCTTTGACCTTTCACATT CCGGCTGTGTCACTCTGATA 198

Ad04A14377 Aradu.A04 14377 p2 (AG)6 12 91478864 91478875 GTGTTGCGTACAAGAGCGAA CACCTCTGCTCCTCTCAACC 248

Ad04A14380 Aradu.A04 14380 c (A)12caactctaatcctaaaaaaatattttctctttttgcaattaattaaaacatattatac(T)1080 91490008 91490087 TTGCAGGTTTGAATCCCTCT CCGTTTAAATAATGTTGCGCT 264

Ad04A14384 Aradu.A04 14384 p3 (TTG)6 18 91496809 91496826 GCATTTCTGGTTTATTTTAATTCCC GTAACTCGCCCAATCTCAGG 249

Ad04A14386 Aradu.A04 14386 p2 (TC)7 14 91504515 91504528 TAGAACCGCTGTTGTTCGTG GGATCACAGAGGCCGTAAAA 167

Ad04A14393 Aradu.A04 14393 p3 (AAT)5 15 91525972 91525986 TCCAAGCCATCATCATTTTG GCTGCAAGTTGACTCCATGA 263

Ad04A14394 Aradu.A04 14394 p2 (GA)6 12 91533034 91533045 GGAGATGGAGGTGATTGGTG TTTAACGCCAGAAACAAGCA 256

Ad04A14397 Aradu.A04 14397 p2 (AT)7 14 91567151 91567164 TCTGTGCACATATCCCCAAG GGAGGCTTCATTTGAAGTGG 276

Ad04A14400 Aradu.A04 14400 p5 (AAGAT)5 25 91616986 91617010 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 192

Ad04A14401 Aradu.A04 14401 p3 (TTC)5 15 91633152 91633166 ACCCCTTTCATTGGGTTAGG TGGTCCAGCATGAGAAAACA 225

Ad04A14402 Aradu.A04 14402 p5 (AAGAT)5 25 91638218 91638242 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 192

Ad04A14403 Aradu.A04 14403 p6 (TATTTT)5 30 91642623 91642652 TGTTTGTTGTTTCGTTTACTCCA TTGCAATCCAACTGGTCAAA 279

Ad04A14404 Aradu.A04 14404 p2 (AT)6 12 91643348 91643359 TAGTGCCCAACCCAGTAACC CTTTTCGTTGTCACCAAATCA 261

Ad04A14406 Aradu.A04 14406 p3 (TTA)20 60 91645206 91645265 AAGAGCAACCCAGTTTCAGG TCAGTACCATGGGAGTCACG 272

Ad04A14407 Aradu.A04 14407 p3 (TTA)5 15 91645615 91645629 ACGGATGCACATGTGAGAGA TGAATTTGACATGAAAATAATTGAGA 239

Ad04A14410 Aradu.A04 14410 c (A)10cagatcatcgctttcacttttttaattgaaaataaaacaaaaatcactctcagatatttcattttaattt(A)1292 91648122 91648213 CAAGTGTGTGGTACAATGCAAA CGAAATATTGGGGCATCTTG 201

Ad04A14413 Aradu.A04 14413 p3 (TTA)5 15 91666740 91666754 TGATATACGTGAATCGGGTAACA CTCTCATGCATCCGTTTTCC 278

Ad04A14415 Aradu.A04 14415 p2 (AT)8 16 91675338 91675353 CAGAAAGTGTATTATTTTGTCCCAA TTTAATGGCACGCTTTTTCA 170

Ad04A14416 Aradu.A04 14416 p2 (TA)8 16 91682177 91682192 TTCCATTAGGTGACGCTTTTC ACGGTGCGGATAGAGTTTTG 265

Ad04A14422 Aradu.A04 14422 p2 (CT)6 12 91719610 91719621 TAACCAAACGCCAACAACAA GTAGATGAGCCCCCAGATCA 256

Ad04A14423 Aradu.A04 14423 c (T)10gttacaaaattatcccaaaaattctaatttatgtttttaaatcgtc(T)1066 91721896 91721961 TCACAGTCATTTCAAGGATCG ATCCGTGATTCCTTTCTCCC 253

Ad04A14424 Aradu.A04 14424 p3 (GTT)5 15 91722802 91722816 TGTTGAATTGTCGTTGTTGTTG ACTGAACCAGAAGCGGAAGA 164

Ad04A14425 Aradu.A04 14425 p3 (GAT)6 18 91723061 91723078 AAAAAGGCCGAAAACAAAAT TCGCCTGTCAACTTCAGATT 203
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Ad04A14428 Aradu.A04 14428 p6 (TTAGGA)5 30 91730831 91730860 CGGATTTCAACCCAAGTTTC AAGCCAATTGGGCAACATAA 277

Ad04A14430 Aradu.A04 14430 p2 (CA)6 12 91740425 91740436 TCAGAAGGTCCGAAAATTGG GAAAGCATGGAATTGGGAAA 272

Ad04A14431 Aradu.A04 14431 p3 (AAG)10 30 91746311 91746340 AACAAATGCAGCCTTAGGGA ATCCCCTTTTCGTTTCGTTC 246

Ad04A14432 Aradu.A04 14432 p2 (AT)6 12 91747221 91747232 CTGCCTGAGCTAGTTTTGGG AAAATGATGCCAAAAAGCGT 234

Ad04A14433 Aradu.A04 14433 p2 (AG)6 12 91751391 91751402 CAGCCCCCTACGTGTTACTT GAAGCTTCACCACCGATTTC 262

Ad04A14436 Aradu.A04 14436 p2 (AT)9 18 91772815 91772832 TTTGGCTTAATTCCAGGTGC GCAATGTGTAATGTTGCGGA 262

Ad04A14441 Aradu.A04 14441 p3 (CCA)5 15 91803419 91803433 TGTTGCCACGTGTAACGAGT GGTGAATGCTACCATACCCTCT 278

Ad04A14442 Aradu.A04 14442 c (CT)9(AT)6 30 91803953 91803982 AGTCAATTGCTTCCATTTCCA TTTGAATTTGGATTTTGGTGC 256

Ad04A14443 Aradu.A04 14443 p3 (GAG)5 15 91807747 91807761 AGAGAGAGACAACTCCGGCA AAGCACGACGAGGATGAGTT 150

Ad04A14444 Aradu.A04 14444 p3 (AAC)15 45 91808898 91808942 GGAGATGCTGAGAATCACGA TGAAAATAGCATCGTTTTCCATT 278

Ad04A14445 Aradu.A04 14445 p2 (AT)6 12 91809791 91809802 CCCACTCACGACTTGAGGAT TCAATCTCAAACACGCAAGC 209

Ad04A14446 Aradu.A04 14446 p2 (TG)20 40 91811240 91811279 GGGATATGATTCGTGATTGTGA CCAGGTCGTGTAACACCCTT 238

Ad04A14447 Aradu.A04 14447 p2 (TA)6 12 91816684 91816695 TAAGGGCATTGAGCCAAAAC TCAAAGACATGTGATTGCAAGTT 105

Ad04A14450 Aradu.A04 14450 p2 (AG)8 16 91833428 91833443 TTCTTGGCTGTTTTTGACCC AAACCTGGAATTGAAAAGACGA 224

Ad04A14451 Aradu.A04 14451 p2 (AT)6 12 91843083 91843094 CCATGATGGAGAAAGGGAAA GATTCAGTTTTCAATTTGCTTTGA 167

Ad04A14452 Aradu.A04 14452 p2 (CT)18 36 91854798 91854833 GATCCCCACCTACCACCTTT TTGGTGCACGAAATTGTGAT 265

Ad04A14453 Aradu.A04 14453 p2 (TA)8 16 91864084 91864099 TGTTCGGACCGGTTATCTTC AACTCGAAAAGCGCAACACT 134

Ad04A14454 Aradu.A04 14454 p3 (ATT)5 15 91869812 91869826 TCGCCATCAATTCATATCTCA TACGCATGACCCCCTATTTT 279

Ad04A14455 Aradu.A04 14455 p3 (AAT)6 18 91903518 91903535 TGAAGCTGATCCAGAACCTG TGAAGTCACCAAGCATTCTCC 161

Ad04A14461 Aradu.A04 14461 p3 (ATA)11 33 91948887 91948919 CCGACACATGATGACTGGTT TTTCCACCATAAACAACTCCG 257

Ad04A14464 Aradu.A04 14464 p2 (GA)8 16 91951013 91951028 CGAAGAGAGAAAGAGAAAGAAAAG GAATGCCCATTTCCAAAGAA 184

Ad04A14467 Aradu.A04 14467 p4 (AAAT)5 20 91959579 91959598 AGCCATTTTCAGTTCAACCA CCTGAATTTTTGAAAGACCAAA 141

Ad04A14469 Aradu.A04 14469 p3 (AGA)6 18 91983438 91983455 CTAGAGGATTCTCCGGCCTT CCTAAATGGCCGAAACTTCA 259

Ad04A14471 Aradu.A04 14471 p2 (TA)7 14 92004994 92005007 TCATGTCTTTCTCCTTATGGTTCA TCCCTTGTAAGCTCTCCAACTC 234

Ad04A14478 Aradu.A04 14478 p2 (AG)6 12 92079941 92079952 TTGTAGAAGTCACCCCCAGC GGAACATTGAACCTGGAATGA 237

Ad04A14481 Aradu.A04 14481 c (A)10ggaagaaagaaggagaaaaacgaaaaaaagagggagaaaagaaaacg(A)1269 92103023 92103091 TGGTTCATGAATGTTGGCTC GCTCATCAGCCTTGGATCAC 220

Ad04A14482 Aradu.A04 14482 p3 (TCT)9 27 92115017 92115043 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 214

Ad04A14490 Aradu.A04 14490 c (AT)10ag(AC)7 36 92164256 92164291 CGATGACGGACCTTCTTGTT GAGGCTTCGATGTATTTTGGA 254

Ad04A14493 Aradu.A04 14493 p2 (AT)6 12 92184455 92184466 ATAAAGGAAGCTAAGGCGGC AGCCGGAGGTTCAGAAGAAT 131

Ad04A14497 Aradu.A04 14497 c (T)10atttatttaataataataaga(AGG)5cggcggctagtgtcgtacctctagaaacctttaattgtattgttgccaaatatacaaacaaaatgagagatgttgttgacctcaaa(AAAT)5152 92191345 92191496 TGAAAAGCAAACGATCCACA GCACCATCTTGTATTGTTTTTGA 262

Ad04A14501 Aradu.A04 14501 p2 (AC)7 14 92212889 92212902 CGGTCCAGTGCTAAATCTGC TGGTGGTTGTGGATAAGGGT 260

Ad04A14502 Aradu.A04 14502 p2 (TA)6 12 92215450 92215461 ACGAGGAAGCCTGCAAAAT GGCCTTTGATTTGAAACCATT 270

Ad04A14503 Aradu.A04 14503 p2 (AT)9 18 92216943 92216960 GGTAGACAAATTAACAATGTCCCA CCAAAAACGATTTAGAGACCAA 278

Ad04A14504 Aradu.A04 14504 c (T)10cgtattctttcgttg(TTA)540 92218408 92218447 TGCTTTTCCTTTGTCCTCTTTT GAAGATGATGATAATGATGATGAAA 279
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Ad04A14506 Aradu.A04 14506 p3 (TTA)8 24 92221087 92221110 GGCACGTGATTGAATTGGTT TGAAAAGGAGAAGATGGAATGTC 280

Ad04A14508 Aradu.A04 14508 p4 (TTCT)5 20 92223591 92223610 GTGGGGTGCGAGAAATAAGA GTGGTTTGGTTCGATGAGGT 188

Ad04A14511 Aradu.A04 14511 p2 (TA)9 18 92226422 92226439 CGAACCCCCAACCTCTTAAT TTGTGAGCACTTAAAAAGGAGAGA 194

Ad04A14514 Aradu.A04 14514 p2 (TA)6 12 92246142 92246153 TCAAGCTCTGTGACGATTGC GAGCTTATTTCTTCATCGGGC 250

Ad04A14515 Aradu.A04 14515 p2 (AC)9 18 92249774 92249791 AAATTCGTGTACTCTTTTCGGG GGCTTTCTGAATAAGCCAGG 276

Ad04A14516 Aradu.A04 14516 p2 (GA)105 210 92251874 92252083 CCAATCCAAAAGCATAAAACTAGG TTAGATGTAGTTTTTAGAGAGAGAGGC 273

Ad04A14524 Aradu.A04 14524 p2 (CT)6 12 92297598 92297609 CGAAAATCATTAACTTCTTTTTCAA CAGAGAGAGGAGAGAGGATTCG 234

Ad04A14525 Aradu.A04 14525 p2 (CT)6 12 92300603 92300614 GTGCACAATAAGGGCGTTTT TGAAAGTGAGGTAGGTGGGG 245

Ad04A14528 Aradu.A04 14528 p3 (TTC)6 18 92341741 92341758 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 276

Ad04A14530 Aradu.A04 14530 p2 (CT)11 22 92353010 92353031 TTTCATCAAAGAGGAAGTGGC TCCACCAAAATTAGCTCAACG 193

Ad04A14532 Aradu.A04 14532 p2 (AT)6 12 92363765 92363776 GAATTTAAATCCGATCCGCA TGTAAGCATGCGTTGATACTTG 142

Ad04A14534 Aradu.A04 14534 p3 (ATA)6 18 92370960 92370977 GAAGTGAAGATCGTCAGCAAAA TGCTATATGTTTTTCCGAGTGAGA 235

Ad04A14535 Aradu.A04 14535 p2 (AG)8 16 92371483 92371498 GAATGCCATGCATGAAGATG CGAACAATTTTGGGTTGGTT 202

Ad04A14537 Aradu.A04 14537 p3 (AGA)6 18 92394495 92394512 CTCCAGCCTTAGGTGCCATA TTCTCCACCATAGCCGAAAC 171

Ad04A14538 Aradu.A04 14538 p2 (AT)8 16 92411989 92412004 TAATGGCGAAGGGCATACTC AAGAATAAGGCTGGACACGC 179

Ad04A14540 Aradu.A04 14540 p2 (TA)8 16 92416509 92416524 GCTTTTTGGTTTTCTTTTTCTCTTT CTTCTTCGCCTGCTGTAACC 278

Ad04A14543 Aradu.A04 14543 p3 (TTA)5 15 92419790 92419804 AAAGGCATTGTTGAACCTGTTT TGATGAAAGCACAAGACGGA 222

Ad04A14544 Aradu.A04 14544 p2 (TC)8 16 92424027 92424042 CGCTTTTGTCTTTGACACGA TGTTTGAGGGGGTTATGGAA 225

Ad04A14545 Aradu.A04 14545 p3 (CAT)5 15 92424242 92424256 TTCCATAACCCCCTCAAACA ACTCGTTGTTGTTGCTGCAC 265

Ad04A14546 Aradu.A04 14546 p3 (ATG)6 18 92425496 92425513 TCACTGCACTTCTCAACAAGC TGAACCATAAAAGCGTTGGA 253

Ad04A14547 Aradu.A04 14547 p2 (AC)9 18 92426209 92426226 AACGGGCAAAAAGAATGATG CCGAAATGCATGGAAGTAGA 266

Ad04A14548 Aradu.A04 14548 p3 (TTA)9 27 92426758 92426784 CCCAAAGTTTTGGATGAGATATG CCTGAGGCAAAGGATTTTCA 209

Ad04A14549 Aradu.A04 14549 p2 (TA)6 12 92426951 92426962 TTCGGTTGTTGCATGAAAAG AAGAAAAACAATGAGTGGCCATA 259

Ad04A14550 Aradu.A04 14550 p2 (AT)10 20 92427726 92427745 ACATTTATGATTTGGTAAAGTTTTGA TGATGAATGGGGTTAGTGGTT 206

Ad04A14551 Aradu.A04 14551 c (T)12aaagtaaatgacttcaaataaataaaatcactatattagtacaaagcaactactacccg(A)1485 92431863 92431947 TTCCTTCCATCACATTTTACTTTG TTTCCCTTCTAAGTTTTTCACGA 183

Ad04A14553 Aradu.A04 14553 p2 (AT)13 26 92432658 92432683 GTGCCTATGAAGCTGTTCCC GAGTGCGACAAATTACACAGATTT 177

Ad04A14557 Aradu.A04 14557 c (CA)7(TA)11 36 92446469 92446504 TGTGCAATACTCAAACACAAAAGA GCCCAAAGAAAAAGGTCTCC 270

Ad04A14566 Aradu.A04 14566 p2 (CT)6 12 92491694 92491705 TTGTTGTTGGGAGTTTGGAA AAGTGGAGGAATGAGGAGGG 280

Ad04A14567 Aradu.A04 14567 p2 (AC)7 14 92492824 92492837 ATATGGCTAAGGTAGGGGCG ACAAAATTGCCCCAATGCTA 234

Ad04A14570 Aradu.A04 14570 p3 (TAT)15 45 92512236 92512280 GCAGCTTGCTGCTCTTGTTA TTTCTCCATCATCTCGTTCTCA 214

Ad04A14574 Aradu.A04 14574 p2 (AT)6 12 92552147 92552158 AAACAAAGAATGTGACAGTAACCA AGATGCTCAGAAGCGGAAGA 217

Ad04A14577 Aradu.A04 14577 p4 (ATAA)8 32 92579201 92579232 CCATGTTGGAGTAAAAGGGG CCTAACCATTTTCTCTCTCCTCA 222

Ad04A14582 Aradu.A04 14582 p2 (AT)7 14 92626442 92626455 AAAAAGAATGTTAGAATTAACGGAAT TTGGGAATAAAGTGAAGGAAAA 212

Ad04A14583 Aradu.A04 14583 p2 (AT)9 18 92626664 92626681 CACATGCACTTTCTCTGTCTCA GTCGATCGATTTTGTTCGGT 225
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Ad04A14584 Aradu.A04 14584 c (A)10t(A)13 24 92633859 92633882 GGCCATGATTTTGATGATGA CAGTGTTGTTGGACACCTGC 257

Ad04A14585 Aradu.A04 14585 p3 (ATT)7 21 92635114 92635134 AAACGTTGAGGCTGCAATTT TCCAATTCTGTGATGGGTCA 210

Ad04A14587 Aradu.A04 14587 c (CAC)7caacatcaaaaatacca(AAC)553 92637150 92637202 AACACCAACACCAACACCAA ATCTGCATCGCTTTCTGCTT 254

Ad04A14588 Aradu.A04 14588 p3 (TCC)5 15 92639288 92639302 TGTCCTAGCCGCTCATTTTT AGGAGGTGGTGGTAGTGGTG 137

Ad04A14589 Aradu.A04 14589 p3 (CCA)7 21 92640069 92640089 TGAGGGTCAGAATCGAAACC TTGTGGTGGTGGTATTGGTG 177

Ad04A14591 Aradu.A04 14591 p2 (AG)9 18 92654284 92654301 CGCGATCTGCAGAAATTACA AACCTGAAAATTGCGAAGGA 261

Ad04A14593 Aradu.A04 14593 p2 (AG)8 16 92660487 92660502 GAGACATTTTCGGGTCGTGT TTGAACCTGAAAATTGAGAAGGA 232

Ad04A14598 Aradu.A04 14598 p2 (AG)6 12 92670935 92670946 TGCATTCAGCCTCATTTTCA GAGAGCTTCACGTGGTCACA 161

Ad04A14600 Aradu.A04 14600 p3 (CAA)12 36 92715918 92715953 CTCCCATGTCATCGAGTCCT GTTCCACTTGCGACGGTATT 181

Ad04A14603 Aradu.A04 14603 p3 (CTT)5 15 92718644 92718658 TACTGGTTGTCGGCCTTAGC AAAGGTCATTGATCGGCAAA 274

Ad04A14609 Aradu.A04 14609 p3 (CTT)5 15 92754574 92754588 CACTGGTTGTCGGCCTTAGT TGAACGTGATCTTGCAAAGG 260

Ad04A14611 Aradu.A04 14611 c (AT)10(AC)9 38 92768718 92768755 CACATGATTTGCACGTACCC GACCCCATGTGCAGTGTTTA 200

Ad04A14612 Aradu.A04 14612 c (T)10cgtttttctctc(T)10gttttc(T)1048 92822801 92822848 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 239

Ad04A14617 Aradu.A04 14617 p2 (CT)20 40 92866554 92866593 CCGGACTCTACTTCCCATGA TGCAAGCAACTACCACTACCA 267

Ad04A14618 Aradu.A04 14618 p2 (AT)7 14 92867279 92867292 GTGGGGAAATGTGGGAACTA TTGGGGTAATTTTGTCCCCT 160

Ad04A14619 Aradu.A04 14619 p2 (CT)18 36 92892859 92892894 CAAGAATCTGGAGGCGTGTT TTGTGAGTGAAGAAAGTGTATTCG 203

Ad04A14620 Aradu.A04 14620 p3 (ATA)6 18 92892998 92893015 TCGAATACACTTTCTTCACTCACA TTTGGTACGATCATTACGTGCT 220

Ad04A14621 Aradu.A04 14621 c (TTA)13c(TAT)5c(ATT)6(ACT)692 92897282 92897373 TGACATTACGCGTCCTGAAG CCCAAATCTCTTGAATTCCG 232

Ad04A14622 Aradu.A04 14622 p4 (TCTT)5 20 92903298 92903317 GAATGAGGAGGAGAAGGAGGA AACATGAAAGGCAATGTTCC 246

Ad04A14623 Aradu.A04 14623 p2 (TC)23 46 92906208 92906253 TGTGGAGTTGAGGTTGAAGAGA TTCAGTTTTGGTTTTTGTTTCTCA 279

Ad04A14628 Aradu.A04 14628 p2 (TA)7 14 92971450 92971463 TCGAAAATATCTCATCTCTTTTTCAA TGGGTAAGGATAGAGGTGGTG 225

Ad04A14629 Aradu.A04 14629 c (A)13gaagcagcagaagatgaggaggat(GAG)552 93010506 93010557 AAAACAAAAAGAAACTTGAGAAGG GCAAATTTGGGTGTAACACGA 249

Ad04A14631 Aradu.A04 14631 p3 (TTG)5 15 93029056 93029070 CCTTTTCATCGCTCATCGTT CACCAAACTTCAGCACCAAA 269

Ad04A14636 Aradu.A04 14636 p2 (TA)8 16 93040184 93040199 CCTCCTTTCCATGGTCTTCA CCTGGGAATTGCAACTCATT 237

Ad04A14638 Aradu.A04 14638 p3 (TTG)8 24 93045763 93045786 TGATAGAGCACAATGGCGTC TTGATGTGTCATGTCTCCTTTTG 124

Ad04A14641 Aradu.A04 14641 p3 (TAA)5 15 93050548 93050562 CACTGGTTACCAAGCAGCAA TTGAAGATTGGGGTTTTTGG 276

Ad04A14645 Aradu.A04 14645 p3 (AAT)19 57 93064054 93064110 CACGTTTTGGTATCCTCTCCA TTGCACACTATGAATTGTTCTCTTT 189

Ad04A14646 Aradu.A04 14646 p2 (AT)17 34 93067280 93067313 TGGTTGAATATGAATTTCGACAAC CTGCCTTGGACGTTTTCAAC 276

Ad04A14647 Aradu.A04 14647 p2 (AT)10 20 93070995 93071014 CTTGGCCAATCAAAGTGGTT ACAAAAACTATTGGCGCAGG 192

Ad04A14650 Aradu.A04 14650 c (TAT)17tagtaggtgaaactagtaatacctggttcacgttgcaatatcatcataatataatgc(A)14122 93079659 93079780 TGTTGGGAACAAAATTTAAAACG GCAATATGTGATGTTGTTGGG 275

Ad04A14655 Aradu.A04 14655 p2 (GT)7 14 93086771 93086784 TAAAAACACCGTCCCCACAT GATTGCTCTGCCTCTCTCTCTC 208

Ad04A14656 Aradu.A04 14656 p3 (TAG)5 15 93090267 93090281 GTGAAAGTGCACTCATCCCA GCGGAACAAGGTGATGAAAT 234

Ad04A14658 Aradu.A04 14658 p2 (CA)6 12 93092809 93092820 GGCGTCGATTACATCTCCTC TCGTGCCCATAATACAAGGA 279

Ad04A14662 Aradu.A04 14662 p3 (ATA)24 72 93126289 93126360 TTAAGGATGAAAGATATTTGATGAAG CGAACCCCGAAGTAAAATGA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A14664 Aradu.A04 14664 p3 (AAT)6 18 93130393 93130410 GCAGGAAAAAGGAAAAAGGC AAACTTGGACGTTGGCTTTG 209

Ad04A14665 Aradu.A04 14665 p3 (TTC)6 18 93133868 93133885 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad04A14667 Aradu.A04 14667 p2 (TA)6 12 93154230 93154241 CGATGTTATGCTTGTGACCG CAAATCACAATTATTTAAATCAAACCA 273

Ad04A14669 Aradu.A04 14669 p5 (AAAAG)5 25 93165721 93165745 GCAAACTCCAGGGTGTGATT TGGAACACCTTTTGAGGAGG 165

Ad04A14672 Aradu.A04 14672 p3 (ATA)5 15 93169922 93169936 TTTCAGCACACAAGCAAAGG AATCTAATGGGGGCAAATAAA 196

Ad04A14674 Aradu.A04 14674 p2 (CT)9 18 93183562 93183579 CCCATTCCACCAGCTTAGAA TGGAACCCCTACCTCAAGTG 197

Ad04A14675 Aradu.A04 14675 p3 (ATT)5 15 93190215 93190229 CCGTACCAACGTAATGCAAA CATCAACAATACATAATAACACAAGGC 275

Ad04A14681 Aradu.A04 14681 p2 (AT)9 18 93215273 93215290 CCTATACTTGGCAACATGCAA CATAGCTCTTTGCCTCCCAG 196

Ad04A14685 Aradu.A04 14685 p2 (AG)6 12 93258702 93258713 AACACAAGGATTGAGGGGG TCCAACAGTGGTTCATCAACAT 279

Ad04A14686 Aradu.A04 14686 p3 (TTC)6 18 93265465 93265482 CTATACCTTGGCCGAATCCA CTAGAGGATTCTCCGGCCTT 176

Ad04A14687 Aradu.A04 14687 p2 (AT)6 12 93274157 93274168 GGGTATGGGAAACTTGGGAT GGCATTTTTGTCCCCTTTTT 224

Ad04A14690 Aradu.A04 14690 p2 (AT)9 18 93312899 93312916 GCATGCAGCCATAACACAAT AACAGTCCTCCATTCAAAACAAA 246

Ad04A14691 Aradu.A04 14691 p3 (ATA)5 15 93313019 93313033 GCATGCAGCCATAACACAAT AACAGTCCTCCATTCAAAACAAA 246

Ad04A14692 Aradu.A04 14692 p3 (TTC)5 15 93313402 93313416 GAGCGTGATTATATGCGTGG TGCAACAACAACAACAGCAA 136

Ad04A14693 Aradu.A04 14693 c (ATG)7atagaggagaaagat(A)1046 93314924 93314969 CAACGACAACAATAACGACGA TTTTTCACCCTTGATGCTACG 165

Ad04A14702 Aradu.A04 14702 p2 (TA)6 12 93334714 93334725 AAAAATGCCACGTCTACTATTCTATT AAAATCGAAATATCTTTCAAGACCA 214

Ad04A14712 Aradu.A04 14712 p2 (AG)6 12 93380491 93380502 TGGAGAAATCATGGGAGGAC TCTTTGCATTAACAATCCATGA 258

Ad04A14716 Aradu.A04 14716 p3 (AAT)7 21 93401058 93401078 ATAAAAAGGAACGGGGTTGG CACCGTTCCTGGAGATTGAT 186

Ad04A14717 Aradu.A04 14717 p3 (CAA)12 36 93404550 93404585 AAAAGCAGGCAACAATGGAT CGTTGCAACCCTTCTCTTCT 278

Ad04A14721 Aradu.A04 14721 p2 (TA)7 14 93411718 93411731 TTGGGATGTCAATGCCCTAT ACCAGTCGGCATTTTAGGTG 102

Ad04A14722 Aradu.A04 14722 p2 (CA)6 12 93417125 93417136 ATGCAAAATCCTACCACCCA AAATATTGTTTAAGCATTCCTCGG 132

Ad04A14724 Aradu.A04 14724 p2 (CA)9 18 93438804 93438821 TCAAAACCAAATCAATCCCAA GGAAGCTTGTGGACAAGAGG 215

Ad04A14726 Aradu.A04 14726 p2 (CT)6 12 93450837 93450848 TGCAGGGATGACTTTTCCTT GGTGAGGTAGGTGGGGTTTT 198

Ad04A14728 Aradu.A04 14728 p3 (AGA)6 18 93457855 93457872 GCTTTTGTCTTCCCTTTCCC ATCTACACCCACTCCCCTCC 273

Ad04A14730 Aradu.A04 14730 p2 (CT)6 12 93469133 93469144 ATTTTGCACGCCTAAAAGGA AATTGGGTGGGTTTAGGAGG 265

Ad04A14731 Aradu.A04 14731 p2 (AT)8 16 93487805 93487820 CACGGGTTGTGTGTTCTTTG CAGAATCAAAACAATCTACACACCTT 197

Ad04A14733 Aradu.A04 14733 p3 (AGA)6 18 93519811 93519828 ACTCGGAGGTGGAAGCTTTT ACCGAACCCACACATCTCTC 207

Ad04A14735 Aradu.A04 14735 p2 (TA)12 24 93538236 93538259 CGGGAGGGGTAATTTTTCAT CAGTTGTCAATCATTCTTTGAGACA 271

Ad04A14740 Aradu.A04 14740 p2 (TG)6 12 93558107 93558118 CTTCTTCTCAGCGTAGCGGT TTCCCATGAATTATGATGCG 221

Ad04A14742 Aradu.A04 14742 p3 (ATA)10 30 93562515 93562544 CAAAACGTAGCCATAGACCACA CTCCCCCATATGAGAGTCCA 269

Ad04A14743 Aradu.A04 14743 p3 (ATT)5 15 93563026 93563040 GCAACCCACTCTCATTATCCA TCCGGTTACCCACCGTAATA 279

Ad04A14745 Aradu.A04 14745 p3 (TAA)7 21 93575247 93575267 AAAAGTGTGAAAAAGCCCGA TCGTTCTTGTTTGAAATTAAATCTTTT 253

Ad04A14750 Aradu.A04 14750 p2 (TA)7 14 93614047 93614060 TTGACTTCTTGAATTTGTACTTGGA CCCACCCTTAAGGTTTTGAA 253

Ad04A14751 Aradu.A04 14751 p3 (TGA)7 21 93621165 93621185 ATTTGAGGCTGCACCAAGTC TTCCAACCTCCCACTTGTTC 236
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Ad04A14752 Aradu.A04 14752 p3 (AGA)6 18 93629519 93629536 GCTTTTGTCTTCCCTTTCCC CATCTTCTCCCACTTAGCCG 207

Ad04A14753 Aradu.A04 14753 p3 (ATT)5 15 93632600 93632614 GCTCTAATGGCAGGAATGGA CAAGAGAAGGAGATGGCAGC 119

Ad04A14756 Aradu.A04 14756 p3 (AAG)5 15 93651090 93651104 CGGTTAAGTGAGTTAAGGTTTTGG CAAAATTAAGAAATTGCTTGTGTCA 236

Ad04A14757 Aradu.A04 14757 p3 (AAT)5 15 93652585 93652599 TGCAAGTGCATAGATGTGAAA AACTATTTTTCAAAAGCAATACCTGA 259

Ad04A14758 Aradu.A04 14758 c (TAA)9tat(GA)14 58 93658301 93658358 CACACCGACATTTTGATGGT AACTGAGGAAAGAGCCCGAT 251

Ad04A14761 Aradu.A04 14761 p6 (TTTTTA)6 36 93680199 93680234 TCGTTGTCTCCATGTTACTTGC AAAGATTTGGCCCTTCTTTC 280

Ad04A14762 Aradu.A04 14762 c (T)10agttggattcctatacaattaagccaattaatactaaaagggacttaattt(A)1071 93683615 93683685 TCTTTTAATTGGGTCCTGTACCA TTTCCTTTTAATTGGATCCCTG 183

Ad04A14767 Aradu.A04 14767 p4 (AAAT)5 20 93708739 93708758 TTTCTGTGTACCAGCGATGC ATAGGGAGATGGGAAATGGG 278

Ad04A14770 Aradu.A04 14770 p3 (ATC)5 15 93717232 93717246 ATTGCCATCAAAAAGCCAAG GCAAGAGGAGGTCGAGAATG 191

Ad04A14773 Aradu.A04 14773 p2 (AT)9 18 93721124 93721141 TCAGGCTTTGTTTGGGACTC TGGTTTTGCAAAGTTTTAGTGTG 202

Ad04A14776 Aradu.A04 14776 p2 (GA)10 20 93752259 93752278 AGGTAGGTGGGATTTTTGGG GATTGCACTGTAAGGGCGTT 206

Ad04A14782 Aradu.A04 14782 c (A)10cactcgcaatttcacatcccaacaacttttttatcttactcttggattccttccactattttacattcc(T)1291 93782798 93782888 TGATTGGTTGAATTTGGCTG TGACATGATCCGAAAACTTTG 230

Ad04A14786 Aradu.A04 14786 p3 (AGA)6 18 93792380 93792397 AAGAGATGCCTCACGTACCG CCGTGGACCTTGCTTTTATT 272

Ad04A14788 Aradu.A04 14788 p2 (TA)7 14 93809271 93809284 TGAGTCGAGCTTGAGTTTGG AGCTCACGAGCTGACTCAAA 269

Ad04A14792 Aradu.A04 14792 p4 (AAAT)5 20 93832853 93832872 TCAGCAAGGTGACTTAATGGC AGGACAGATCTGGGAATCCA 206

Ad04A14794 Aradu.A04 14794 p2 (GA)6 12 93862117 93862128 AAAACTCACCGGTGGTGAAC TGTGTACGCACACGACTTGA 250

Ad04A14796 Aradu.A04 14796 p2 (TA)7 14 93868885 93868898 GTTTGGGAGAGTTGGGAACA TTACTTGGGGCATTTTGTCC 233

Ad04A14797 Aradu.A04 14797 p3 (TTC)5 15 93883527 93883541 CCTTGGCCGAATACACATCT TGCTGGTTAGTTGTGCGAAG 208

Ad04A14799 Aradu.A04 14799 c (ATA)5ac(AAT)6 35 93907019 93907053 TGCCCGTAAACATGTGTCAT TGCTTGATCACTGTCTAGTTGTTC 274

Ad04A14801 Aradu.A04 14801 c (GA)6gggagagagagagggggagggagggagg(GA)652 93930733 93930784 AGCTACTCAGCTTCTCCATTTTT CTGCAGCCAATTGTTCACAT 247

Ad04A14802 Aradu.A04 14802 c (T)10atcttttatcttatctttttc(A)1041 93954258 93954298 TCAAAAATTTGAAGTTTGTTACTTTC CAAACAAAAAGTCAAAGAGTTAGTTG 267

Ad04A14803 Aradu.A04 14803 p3 (TCT)6 18 93957585 93957602 CCTAAATGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 262

Ad04A14804 Aradu.A04 14804 p2 (CT)8 16 93961730 93961745 TGGGCAAAATAAAGGAATCAA ATGAAGACAAGAGGCTGGGA 249

Ad04A14806 Aradu.A04 14806 p3 (AAT)23 69 93969576 93969644 TGTCTTGCAGTTGTAGCATTTTT TGCAGATCAGCTTTGGCTTA 259

Ad04A14811 Aradu.A04 14811 p3 (ATA)19 57 93975035 93975091 GGTGATCGAGATTCCGTTTT GCTCGTACCATGTCGTGTTTT 235

Ad04A14815 Aradu.A04 14815 p2 (TG)7 14 93982036 93982049 GGGTTATGCAAATGAGCGTT GTCCTTGCTAATCGCCAAAA 133

Ad04A14816 Aradu.A04 14816 p2 (AT)7 14 93983572 93983585 CGATGGCAGTGACTGAAGTT TTGGTGAATCTCTGGCTTCC 260

Ad04A14819 Aradu.A04 14819 p3 (TCC)5 15 94042014 94042028 CGGATAAAATTGGATGACCG TGATAATGGTGATGACGACGA 279

Ad04A14825 Aradu.A04 14825 p3 (ACC)5 15 94064871 94064885 TTCAATGGCCTCCTTCAAAC GGCAAAGGAGAGCAAAACAG 208

Ad04A14828 Aradu.A04 14828 p2 (TC)8 16 94102500 94102515 TGACAGAGGCCACGTATCAG TGGATCCAGAGTTACTTTCACAA 244

Ad04A14829 Aradu.A04 14829 p2 (CT)7 14 94110737 94110750 ATCCCAAATTGGAGTTGCAG AAAGAAGCCTATCCAAGCCC 279

Ad04A14831 Aradu.A04 14831 p4 (AAAT)6 24 94125048 94125071 AAAATGGTCCCCAAGGTTTC CTACCGCGTCATGTGCTCTA 196

Ad04A14832 Aradu.A04 14832 c (TGA)5acatgatgataa(TGG)5gttcttgttcagcttgagcttttggttgattttggttgattttggggaaagttc(TGA)5ccatgatgatac(TGG)6ttctggttgggcttctgttc(TGG)6179 94125524 94125702 TTCATGTTGCTTGATTTTGATTTT CCTTCGGACGAAAATACCCT 276

Ad04A14836 Aradu.A04 14836 p2 (AT)9 18 94141580 94141597 TGCCACATCTCGTTTACACTG CTGGCCATTCAGCTTTGTTT 222
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Ad04A14838 Aradu.A04 14838 p3 (AAT)5 15 94145182 94145196 CCCCTGTTACGTTTTCCCTT AACGCACCATGTGGTAAACA 242

Ad04A14839 Aradu.A04 14839 p2 (CT)8 16 94147185 94147200 TCATTATGAAGAATGCGCGA TCAAGTTGTGCTTCTCCGTG 239

Ad04A14841 Aradu.A04 14841 p2 (TA)6 12 94161473 94161484 ATGCCAGTCTTTCATTGGGT CTTTCCTTTTTGGAGCTTGG 234

Ad04A14844 Aradu.A04 14844 p4 (ACAT)5 20 94168802 94168821 GATAATCACACAATGCCCCC CCAAGTTTGACATCAGCAACA 221

Ad04A14853 Aradu.A04 14853 p2 (TA)6 12 94234674 94234685 CGCAGAACATCAGAGTTCCA GGTGAAAGAAAGTCGCAAGC 113

Ad04A14855 Aradu.A04 14855 p3 (TCA)6 18 94244025 94244042 CTGTACTTGAAAGCCCTCCG TTGGCTTAACACAGGCCCTA 277

Ad04A14856 Aradu.A04 14856 p2 (AG)8 16 94251544 94251559 GATCGAGATTTTGGGAGAAGAA GGAGATGAAAATGCATTCGG 280

Ad04A14857 Aradu.A04 14857 p2 (AG)8 16 94256704 94256719 CAATCTCGATCTTCCACGCT TGTTGCTGAGTCAGGGTATCA 243

Ad04A14861 Aradu.A04 14861 c (T)13ggttaaatactagccaaattttaataaaagtgctgattttttaattttgtttaaatgaacaattaattttgt(A)1398 94265228 94265325 GGAGTGTTAGTATTAGGGATCAGCA CACCAGTTTATACGGGCTGAA 233

Ad04A14863 Aradu.A04 14863 p3 (AGA)5 15 94276355 94276369 GCAAGGAGGTTGGTCATTTC CCATCCATGAAGCACACTTG 170

Ad04A14865 Aradu.A04 14865 p3 (TCA)5 15 94279008 94279022 AGAAGTGGTTGATGGGATCG TTCGGCTATGTATGCTTCCC 169

Ad04A14866 Aradu.A04 14866 p3 (AGT)5 15 94279184 94279198 GGGAAGCATACATAGCCGAA CACCAGAGGAGGAAAATTGC 229

Ad04A14867 Aradu.A04 14867 p2 (TA)6 12 94279883 94279894 GATCATCCATCCATCCATCC AGCGGAGCTAAGGGAAAAAG 247

Ad04A14871 Aradu.A04 14871 p3 (AAG)5 15 94287137 94287151 AATTAAGGAGACCGGGGATG TGCTGGCATTATTGGTGGTA 214

Ad04A14873 Aradu.A04 14873 p2 (AG)17 34 94288726 94288759 TGGCACCAACATTGTCATCT AAATCAGCACACACCCATTG 219

Ad04A14874 Aradu.A04 14874 c (TC)7(TA)10 34 94291889 94291922 TCAGCACATACACCCCATTG GCAGTAGTGAGTGATGCGGA 196

Ad04A14875 Aradu.A04 14875 c (TAT)5(TGT)6 33 94306852 94306884 GCACCCACTCCTGATCCTAA GCAAAGTTATGGTGTCTTCTCCA 197

Ad04A14876 Aradu.A04 14876 p2 (TA)8 16 94311571 94311586 ACTCGACCTGCGAAGCTAAG TTGGTTATTTTGCGATGCTG 201

Ad04A14881 Aradu.A04 14881 p3 (CAT)7 21 94317053 94317073 TGTGGTGATGAGGATTGATGA AAGCAGTCACATTGAAAAGCC 270

Ad04A14882 Aradu.A04 14882 p3 (ATG)6 18 94317323 94317340 AAAGATCCTTGGCCATTTCC TTGCTTCCGCTACTCTTGGT 190

Ad04A14883 Aradu.A04 14883 c (A)13gaaatagatagatggaaataaaagaaattaaccaaattaaaagattcaaattcaggttgtgataataacaattatgtaacttc(AT)6acctgtaaatgactcttgacatgagcaatacttaaacctttgatattcatcaactgaagaaccaattttggtgttgctcc(TA)6200 94317896 94318095 TCCTCTACCTTCTTGCTCCTG TGTTTGCTTATTTGGGATGTG 251

Ad04A14884 Aradu.A04 14884 p3 (TCA)5 15 94318614 94318628 TTGCAAGGGCTTCTTGTCTT GAATTAGAGGTTTGATTCCACCA 227

Ad04A14886 Aradu.A04 14886 p2 (TC)7 14 94318965 94318978 GGCCACAGAAATCTATGACAA CCTACCATTCCTTGATGTCCA 237

Ad04A14887 Aradu.A04 14887 c (T)11agttaatttacgtaaatttataggcctttttttctttatttattttatgctaa(T)1074 94319996 94320069 TGGTAAGAAATTAAACAAAGAAACGA AGAGCTTCCATGACTTAAAAGTGT 272

Ad04A14888 Aradu.A04 14888 p2 (AT)10 20 94321015 94321034 CCATGTCCGATGTCCTCTTG AAAATGGTTTATCATCAGATGGAAT 277

Ad04A14892 Aradu.A04 14892 p3 (TAT)5 15 94322363 94322377 GAATGCATGTGTGCGAGACT ACAACGGTATGTCTGCCTCC 268

Ad04A14895 Aradu.A04 14895 p2 (TG)7 14 94342765 94342778 CTCTCCCTTTTCTTTGCACG TCACTAACTTAGCCGCCACC 257

Ad04A14897 Aradu.A04 14897 p2 (AT)11 22 94348426 94348447 TGAATTCAAAATTGATTAACAACTCAC AAAATTTAAACAAATCAATCCTCAA 269

Ad04A14898 Aradu.A04 14898 p5 (AAGAT)5 25 94365581 94365605 AAAGGGCCCAGATAGAGGAA CCTGGGTGCTCCAGTGTATT 154

Ad04A14901 Aradu.A04 14901 p5 (AAGAT)5 25 94410497 94410521 AAAGGGCCCAGATAGAGGAA GTACTTGCAAGGGACTCCGA 262

Ad04A14906 Aradu.A04 14906 c (TGT)5tactgtaaatttgaagaagaagaacagggtgaagaagagaattggtgaaggtaattggagattatg(T)1091 94416671 94416761 CAAATTATTGGCTTGAGCATGA CTGTCCATCCTTACCATCGG 270

Ad04A14907 Aradu.A04 14907 p3 (ATT)5 15 94427456 94427470 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad04A14910 Aradu.A04 14910 p2 (TA)7 14 94438692 94438705 GGTTAGGCTGGTGGCTGTAA TTCTCGATAGGGATGGCAAC 229

Ad04A14913 Aradu.A04 14913 p2 (AG)6 12 94453501 94453512 GGCAATGGATTAAACGAGGA GTCAAAAATTTCAGGGCCAA 266
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Ad04A14921 Aradu.A04 14921 p3 (GAT)5 15 94507010 94507024 ACAGCAAAAAGGGCCAACTA TTGACCACATTCAGCAGAGC 147

Ad04A14923 Aradu.A04 14923 p3 (AAT)7 21 94513107 94513127 TTCATATGAGCAGAAACAAGGG TTGGACGTTGGTTTTGTGAA 251

Ad04A14926 Aradu.A04 14926 p3 (AGA)6 18 94554465 94554482 GCTTTTGCCACACCAAACTT CCTACCTCGCCCTCTCTCTT 242

Ad04A14929 Aradu.A04 14929 p2 (GA)9 18 94579821 94579838 TGAATGGAAAGGAGAATCGG CTTCTCCCCCATAACCACCT 243

Ad04A14930 Aradu.A04 14930 c (GA)23agaacctggaa(AG)2199 94584715 94584813 CAAGCTTCAACAGCAAGACG TCCTTCTCCTCCTACGCTCA 211

Ad04A14932 Aradu.A04 14932 p2 (GA)10 20 94598040 94598059 CTTCAACAGCAAGACGCAAA CTGCCGCTTCTTACTTCCAC 274

Ad04A14934 Aradu.A04 14934 p2 (GA)8 16 94621772 94621787 CAACAGCAAGACGCAAAAGA TCCTTCTCCTCCTACGCTCA 119

Ad04A14936 Aradu.A04 14936 c (A)10ggcactaaatgagccgtgaatcaataacacagtacaatttatcatcaagaaacttaaacaaaatataacattag(A)1094 94624396 94624489 TTTTACAAGCACAGCACAATGA CCTGTTGGTGTTGTCGTGAT 243

Ad04A14938 Aradu.A04 14938 p3 (TAT)10 30 94626842 94626871 TTGAAATGTGTGTTGCTTGTTT TGGTTTGTTTAGTTGTTTGTCCC 164

Ad04A14939 Aradu.A04 14939 p2 (AT)6 12 94628415 94628426 AATTTGCGTGAGGGGTATTG CGAGTGTGTGATGCGATTTT 275

Ad04A14940 Aradu.A04 14940 p2 (AT)11 22 94628634 94628655 ATCTAGCTCCAGCCTCCACA TCTCCCATGTTTTAGCCGAC 224

Ad04A14942 Aradu.A04 14942 p2 (GT)8 16 94630911 94630926 GGCAAGGCAAAACACAAAGT ATAAATGCAGTGGCTCGTCC 249

Ad04A14943 Aradu.A04 14943 p2 (GC)6 12 94639322 94639333 CGTACGCACGCTTTAACAAA GGTGGGCCTAACTCTCTGTG 237

Ad04A14945 Aradu.A04 14945 c (A)10tatttttatctacttgcaatccattggtcac(T)1152 94641530 94641581 GATTCAGTTTTCAATTTGCTTTGA CATATGCAGCTGTAATGGGG 279

Ad04A14949 Aradu.A04 14949 c (A)10gaaaatttc(A)1029 94685798 94685826 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 241

Ad04A14951 Aradu.A04 14951 p2 (TA)6 12 94699992 94700003 TCCCCAATTAGAGGTGTCCA TGTGGTGACATTGCTTTTTG 246

Ad04A14956 Aradu.A04 14956 p3 (AAT)5 15 94732931 94732945 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad04A14957 Aradu.A04 14957 p3 (TTC)6 18 94735465 94735482 TTCATCTCCCCTCACTCACC CTCCCAAGACTCAGAGGTGG 199

Ad04A14959 Aradu.A04 14959 c (T)10gtg(T)11 24 94738753 94738776 GCATGCAATTGACACCAAAC AATTCCTGGACCGGAGTCTT 197

Ad04A14963 Aradu.A04 14963 p3 (CAT)5 15 94801092 94801106 GACTCGGGCTGACTGACTTC TGTACGAGCTGACTATGCCG 267

Ad04A14965 Aradu.A04 14965 p4 (TATG)12 48 94843239 94843286 GGTTGACTCGAAGAATCAGGA CGAGGCGCTACAACCTCTAA 273

Ad04A14970 Aradu.A04 14970 p2 (GT)6 12 94911463 94911474 GAATGAAAGCACCCCAATGT GGGCTTAGGTAAGGGTGAGG 236

Ad04A14971 Aradu.A04 14971 p2 (CT)6 12 94921722 94921733 GATTTTGCTTGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad04A14974 Aradu.A04 14974 p3 (CAT)5 15 94956536 94956550 GACGAGTCTGAAGAGGCACC CCTTTCCCCCTTTAGTTTGG 227

Ad04A14978 Aradu.A04 14978 c (T)10gtgtttgtgtcagaggcggaactaaa(T)1248 95003172 95003219 TCTGTGGGTTAGTGGAGTTCTTT GGACAATTGCCTCTTCCAAA 239

Ad04A14979 Aradu.A04 14979 p2 (AG)6 12 95003546 95003557 TCCGCCACTAGTTTGTGTTG CAAAGCACCAAAAACTCATCAA 272

Ad04A14980 Aradu.A04 14980 c (AG)7tgagagaga(GAGG)5(GA)859 95004080 95004138 TTTCCGCTGCTACTGTTGTG GCATTCAACAACACTTCAACC 251

Ad04A14983 Aradu.A04 14983 p3 (AGA)6 18 95018783 95018800 TAAAATATTGCTCGCCCTCG CCTCACAGGATTCCCACCTA 252

Ad04A14984 Aradu.A04 14984 p3 (ATT)5 15 95022043 95022057 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 196

Ad04A14987 Aradu.A04 14987 p4 (TTAA)5 20 95038983 95039002 ATGATGGAGAACGGGAGATG GTCAAGTCAAAATTCTAATTTCAAAAA 262

Ad04A14991 Aradu.A04 14991 p3 (TTC)5 15 95073542 95073556 GCAATGTAGAGCTTCGGACA CCCCCTCCTCATTCTCTTTC 185

Ad04A14993 Aradu.A04 14993 p4 (TTAT)5 20 95078621 95078640 ACTTTGGGGCATTTTATCCC TTGGAAACATTTGGTTTGAGAA 211

Ad04A14994 Aradu.A04 14994 p3 (ATC)5 15 95081568 95081582 TTGCGGGTACAAGTTCATCA TGGAGAACTCCGTCAAGGAT 168

Ad04A14995 Aradu.A04 14995 p2 (CT)10 20 95083156 95083175 TCATAAGTCAACTGGGCAACA TTTTCGGCCCAGAAATACAG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A14997 Aradu.A04 14997 p3 (TCT)5 15 95098312 95098326 AAATGTGTCCTGCTTGGGTC CAAAATTCTCAACCCGCACT 220

Ad04A14998 Aradu.A04 14998 p2 (AC)6 12 95104691 95104702 ACGGACTAAAAACGCAAACG TTCACGTAGCCACTGACAGC 230

Ad04A14999 Aradu.A04 14999 p2 (CA)8 16 95109717 95109732 CAGGCTAAAAACGCTAACGG CTTCGTGTAGCCACTGACGA 224

Ad04A15000 Aradu.A04 15000 p2 (TC)21 42 95116324 95116365 TGGCATTCTTTCTCACTTGC AAGTGGACTCTGGGGTGTTG 253

Ad04A15001 Aradu.A04 15001 p2 (GA)7 14 95126806 95126819 GAAGGAGAATGGGGCATACA AAAATTGGCAACATGGAGAAA 229

Ad04A15007 Aradu.A04 15007 p2 (CT)13 26 95133914 95133939 CACTTCCACATCGCATTTTG ATATTAGGCGACGGCAGATG 145

Ad04A15011 Aradu.A04 15011 p2 (TA)6 12 95140957 95140968 CTGGCAACAATGTGTGAGGT AAACGTTTGGGTTTGAGTCTTT 279

Ad04A15012 Aradu.A04 15012 p3 (ATA)6 18 95141248 95141265 TTTTAAAGACTCAAACCCAAACG TCACGGTTGAAAATGAATTGAG 270

Ad04A15015 Aradu.A04 15015 p3 (AAT)12 36 95144690 95144725 TTTGAATTGCTTGCTTGTGC CGCTATCTGCGCTCTCTCTT 197

Ad04A15016 Aradu.A04 15016 p2 (CT)10 20 95145783 95145802 ACGACAGTGGCTGTGACAAG TTGCAACTTGGTGTGGTCAT 164

Ad04A15017 Aradu.A04 15017 p3 (TAT)5 15 95152905 95152919 TTTGATGGGTTCTCATTGGG TCATCTTCATTTGAGTAGTTGCC 213

Ad04A15020 Aradu.A04 15020 p3 (TAA)10 30 95182843 95182872 TCCAATTGATCCTGTTTTGAA TCTAGTGGATCCTCACGCCT 241

Ad04A15022 Aradu.A04 15022 p4 (AAAT)5 20 95184783 95184802 CGAATTAGAGAAGCATAAAACAAA CGTAGTTGAGACAGAACACACAA 271

Ad04A15023 Aradu.A04 15023 p3 (GAA)5 15 95187247 95187261 TTTGGTTTTCTTTTCCGTGC GCTGCACGCTACTCTAAGGG 226

Ad04A15027 Aradu.A04 15027 p2 (TA)13 26 95193976 95194001 TGGTTTTCAGATGCAGGTCA CACCCTTTCTAGGGCATCAA 271

Ad04A15032 Aradu.A04 15032 c (T)12cttctgtggccggaaatttaaaaaaattcacgtg(T)1258 95208350 95208407 CCGCAGAAAGGCAAGATAAA TTTAAAATTTCCGGCCACAG 156

Ad04A15036 Aradu.A04 15036 p2 (AG)6 12 95221098 95221109 GCCTCCATGGTTGAAACTCT GAGGTAATTGCATGCTGGGT 119

Ad04A15047 Aradu.A04 15047 c (A)10tccaaattagtttaaaattaatgtattaattaattgattttttataatacaaagtgatggtttatttttttattataaagaaaagtaaagtaacaaataa(T)10120 95252324 95252443 TTAGTCCGTCCTTCAGGCTC GCTGAGTTCGAAGCTTGATATTT 274

Ad04A15049 Aradu.A04 15049 p2 (AT)6 12 95255311 95255322 AAGAAGGACATTAATAATCCGAAA CCATTCAACTAGCACCCTGG 241

Ad04A15050 Aradu.A04 15050 c* (A)10(AC)8* 25 95260038 95260062 TGGTAATTAACTGGTTGAATGTTAGA TTTTGGGATATTCTCATGGGTT 257

Ad04A15053 Aradu.A04 15053 p3 (ATG)5 15 95276525 95276539 TCATCATGATATGGTATTCCGTT TTCCCCACAAGATTCCATGT 215

Ad04A15054 Aradu.A04 15054 p2 (AT)6 12 95278200 95278211 TTGCCATCTCAGGATCATTG CGTGGTGCTTGATTCAGCTA 237

Ad04A15056 Aradu.A04 15056 p2 (TA)6 12 95281138 95281149 CACTGATCAATTCAAGTGCTGG CTTTTTGGCCCAGATCAAAG 254

Ad04A15057 Aradu.A04 15057 p2 (AT)6 12 95286903 95286914 GACTCTGCGTGGTAGGGTGT GCGCCATCTGGTTCCTATAC 249

Ad04A15058 Aradu.A04 15058 p2 (AT)11 22 95295913 95295934 ACGCGTGGGAAGTAAAAATG AAAGCATGATCCAAACTAACCA 218

Ad04A15062 Aradu.A04 15062 p3 (ACC)6 18 95298288 95298305 ACTAGCCAATGTATTGCCGC ATTGCTGGCTTTGGTGTTCT 177

Ad04A15066 Aradu.A04 15066 p3 (AAT)9 27 95320013 95320039 ATATCCCAACTTGCACTGGC AAGAGAATGAAAATTTTGGAGCA 279

Ad04A15069 Aradu.A04 15069 p2 (CT)7 14 95324721 95324734 AAAACGAACCGAATTGATCG GGCTGCTAGAATTCCGTCTG 268

Ad04A15071 Aradu.A04 15071 p2 (AT)8 16 95329521 95329536 CACCCTTCATTGCATTCTCTC CCCTCTGGAACCCAAAAATA 274

Ad04A15072 Aradu.A04 15072 p4 (AAAT)5 20 95333078 95333097 GGATCACAGGTTGCAACAGA TGGCAATGAGGCTTTAAATGT 187

Ad04A15073 Aradu.A04 15073 p2 (TA)6 12 95334486 95334497 GTGGCGGTTTCATTGTTTTT CGGTATCTCCGCGATTACAT 270

Ad04A15074 Aradu.A04 15074 c (CTT)5gctgcacgtttttcttcctcttcctcttcttcttcttca(T)1064 95334804 95334867 CCACATACTGTTACGGCACG TCGAGAGCAACGAAGAAAGA 168

Ad04A15076 Aradu.A04 15076 c (A)10cgaagaa(GAAGAG)5gaagaagaagaagacgaagacgaagaagaagaag(AGA)699 95335627 95335725 CGAGGAAGAAGAACATGCAG ACTCAAACGGTTCCTCTTCG 228

Ad04A15077 Aradu.A04 15077 p2 (TA)9 18 95336029 95336046 TGTAGCAGGCCCCTAGAAAA TCCTTTCAAAAATTTCAGGATCA 242
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Ad04A15078 Aradu.A04 15078 p2 (AT)9 18 95337949 95337966 CCCTTGTGCTTTACTTTCATACG TCCGCCATTGGTTAGATACA 264

Ad04A15084 Aradu.A04 15084 c (AT)15tgaggatgaatttctttttttctttctttttttttaccaaaaatgagattttttctcacatc(T)10102 95360945 95361046 CAGCACATGCAAGTTTTGCT CACAAGGAGGAGCGATAACAG 266

Ad04A15092 Aradu.A04 15092 c (AGC)6(AGT)7 39 95374031 95374069 CTTCAGCTATCCGGGATCAA AACAGGCCTCGACTCACAAG 204

Ad04A15096 Aradu.A04 15096 p3 (GAT)5 15 95398017 95398031 TGGAAGAGTTTGGGTTCTGC GAGGCTTTGGCAGAAGTGAC 233

Ad04A15097 Aradu.A04 15097 p3 (TAT)13 39 95407081 95407119 CGAGAATTTGGGAAGAACGA GTTTTCTCCCTCTGAAGCGA 191

Ad04A15098 Aradu.A04 15098 p3 (AAT)5 15 95409357 95409371 AGCATACGGACAGGAAAGGA CAGCAAGTTGCATAAACCGA 224

Ad04A15100 Aradu.A04 15100 c (T)11ctctctctctagtattatccatg(A)1044 95422060 95422103 ATGGTGAGGCACTACGACCT CGTACGAGTGTGATGCGATT 136

Ad04A15107 Aradu.A04 15107 p4 (TTAT)7 28 95464934 95464961 TATATGTTGTTTGATTCTCAATGCT TGATCGTTACCCAACGAAAAA 273

Ad04A15109 Aradu.A04 15109 c (T)11ga(T)11 24 95486529 95486552 TCTTTGTATTTTGTTTGGTGACAA TGACAGACGAATTATGGATAAAGA 277

Ad04A15110 Aradu.A04 15110 p3 (AGA)5 15 95496279 95496293 CTTCCCTTTCCCTTTTCCAG CTTAACCCCTCTCCCTCCAC 263

Ad04A15111 Aradu.A04 15111 p3 (AAT)17 51 95507114 95507164 CCAACCAAAACTTCTTGTCTTTTT TTTTGACAGGAAGAATTGCCTT 279

Ad04A15112 Aradu.A04 15112 p3 (CTT)5 15 95512494 95512508 CGAAGGGTCAACACCAAACT TCATTATGAAGAATGCGCGA 216

Ad04A15115 Aradu.A04 15115 p3 (TCC)5 15 95517846 95517860 AGCTTGAACAGCTTAGGGCA TGCAAAGAAGAAGGAGAAGAAGA 274

Ad04A15118 Aradu.A04 15118 p3 (AGA)5 15 95528500 95528514 GAGGATTCTCCGGCTTTAGG CACCTTGACCGAAACACCTT 171

Ad04A15119 Aradu.A04 15119 p3 (GAA)6 18 95537141 95537158 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 154

Ad04A15122 Aradu.A04 15122 p4 (AAAT)5 20 95572981 95573000 CTGCTATCGTGATGCAAGGA ATTGTGGCTTTTGCCACTTC 198

Ad04A15123 Aradu.A04 15123 p2 (TA)6 12 95578061 95578072 TCGATATGCACCTTGGTGAG GATGCATAATCAACCTGCGA 244

Ad04A15125 Aradu.A04 15125 c (A)11ttttttactctattatttatctttttaatcttaatttc(A)1463 95589239 95589301 TGACCTAAATTTCAAGGTCCAC CAGGTGACGACATGCAGAGT 133

Ad04A15127 Aradu.A04 15127 p3 (TAA)25 75 95604511 95604585 TCGACGAAGAGAAAAAGAAGAAA CGTTTCAGACGTCCTTATCTGA 214

Ad04A15135 Aradu.A04 15135 p2 (TC)6 12 95632229 95632240 TTCTTTTTGAATTGTGCTTGGA ACACAAAGGAGCGAGAGCAT 246

Ad04A15137 Aradu.A04 15137 p2 (AT)7 14 95651491 95651504 TGCTGTGAACAAAGCAAAATG TGTGCTTGAGCTTGTAGTGTCA 280

Ad04A15140 Aradu.A04 15140 p2 (CT)6 12 95669890 95669901 ACGCCAGAAATGGCTAAAAA TTGAATTTGAATGGTGGGGT 252

Ad04A15143 Aradu.A04 15143 p2 (GC)6 12 95677975 95677986 GGTTTGACTCATCCACGCTT CTTCGCGTGCTAGGGTTATC 114

Ad04A15145 Aradu.A04 15145 p3 (TCA)5 15 95683762 95683776 CTGCCATGAGACATGGTTGT GTGAAGCTCAAAGGCAAAGG 244

Ad04A15156 Aradu.A04 15156 p3 (CCA)6 18 95749860 95749877 TCCCAAAGCCTTATCATTGC AAGCAAAGGAATCATCCGAA 168

Ad04A15166 Aradu.A04 15166 p3 (TTC)5 15 95790707 95790721 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 271

Ad04A15167 Aradu.A04 15167 p3 (TGG)5 15 95796892 95796906 CCTTTCGCCACCTAAGACAA ACCTCAAGTCACTGCAGCCT 255

Ad04A15169 Aradu.A04 15169 p2 (TA)10 20 95807391 95807410 ACAACTATGCCAGCTCTCCC CCCCAAAAGTATTTGGCTGA 257

Ad04A15176 Aradu.A04 15176 p2 (TA)9 18 95864924 95864941 GGGAGAAGAGATACCTGCCC TCGGTGACACACCAAGTGAT 252

Ad04A15178 Aradu.A04 15178 p2 (AT)9 18 95868699 95868716 TTGTGTTGAGTTTGAGAGGGT AGGGGAAAGTTCAAAGGACG 251

Ad04A15182 Aradu.A04 15182 p2 (CG)6 12 95882135 95882146 TCCATACCTTGACCCGAGAG TGGTGTTTGGAAGTGTTGGA 251

Ad04A15183 Aradu.A04 15183 c (ATA)5atg(ATA)6atg(ATA)863 95888573 95888635 ACTTCCTTAATGGCCTTCGG TGTGGGTATAACACCCTGAGTTT 204

Ad04A15186 Aradu.A04 15186 p3 (TCT)5 15 95938592 95938606 CCCCCTCCTCTCCTTCTCTA CTCGGAAGTGGAAGCTTTTG 200

Ad04A15187 Aradu.A04 15187 p2 (CT)6 12 95976045 95976056 TTTCAGCCCAGAACACACAG GCATAAGCCAAATAAGCAACA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15189 Aradu.A04 15189 c (GA)6aagcgaagaggtgttgggtggtggt(GA)1363 95993705 95993767 GAGCTGGGCAGAATCAAAAA ATTATCCGCTCATCACTCCG 278

Ad04A15190 Aradu.A04 15190 c (T)11gaa(T)10 24 95994381 95994404 CGCGTCCTTTTCTTCTCTTG ACATCATGGGGAGTCTTTGG 255

Ad04A15192 Aradu.A04 15192 p2 (TA)7 14 96031491 96031504 GGCGAATTTTTCGTCTGTAA AAAAGAAAAGAAATGAAACTTGGC 252

Ad04A15198 Aradu.A04 15198 p4 (TTTA)5 20 96051195 96051214 GGGACTTAGCACAATCCGAA TGGCATAAATCAGAAACAGGG 129

Ad04A15200 Aradu.A04 15200 c (AT)6gatgatgaaacagaaagctaagcatgcatgattgg(TAT)562 96056682 96056743 GCTCAATGACTCATCAATAATATCTCA CCCACCTCTCTATCCCAACA 196

Ad04A15201 Aradu.A04 15201 p2 (TG)6 12 96057030 96057041 CTCAAGGAATTGCAGGGAAG TTGGTCCACTTGACTTTCCTTT 245

Ad04A15202 Aradu.A04 15202 c (T)14gttctatctatctatccactccaaggaatatatttccctcgttttt(TTTA)580 96057688 96057767 TTGATTTGGTTGAACACAGGA AAAAATTTAGCCGTCAAGGG 266

Ad04A15206 Aradu.A04 15206 p2 (AG)6 12 96075503 96075514 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 223

Ad04A15212 Aradu.A04 15212 p2 (AT)7 14 96139828 96139841 AGCTGCTTGCTTTAATGGGA TCAATTTGGTTTGATCTCATTTTC 269

Ad04A15214 Aradu.A04 15214 p3 (AAT)5 15 96144306 96144320 GACTTGTTTTCGTAAAATCTTGG TGCTTCTAAAGGGCAATTTTT 279

Ad04A15217 Aradu.A04 15217 p4 (TTTA)5 20 96157571 96157590 CCCCAACATTGAAGATGTGA CCACCATCCACCACTAATCC 253

Ad04A15219 Aradu.A04 15219 c (T)10gaagtagcttttgcacactccttttcttttctttctcttgttgagcttcagatgattatttttaatagttttaaa(T)1095 96159017 96159111 AACATTTTATGCTGCTTGCTACT CCAAAATATATGTAACAAAAGAAAACA 279

Ad04A15221 Aradu.A04 15221 p3 (TCT)9 27 96171518 96171544 CTTTCCCATAAACCCCACCT TTAGAATGTTGCTCGCCCTC 252

Ad04A15222 Aradu.A04 15222 p4 (TAAA)5 20 96177948 96177967 CAGGTTCTGGATCTGCTTCC TTCGAATTTCTCCCTCTCTCC 265

Ad04A15223 Aradu.A04 15223 p2 (AG)6 12 96178122 96178133 TCCAAACACAAGGGTGAAGA TCTTTCTCAAAGCCACCTAACA 266

Ad04A15224 Aradu.A04 15224 p2 (TA)6 12 96179129 96179140 TTCGAAAAATGCAAGAACAAGA GCACTAAGTTTTTGGAGCCG 238

Ad04A15225 Aradu.A04 15225 c (TA)9(CA)8 34 96181828 96181861 AACCTCCGATTCTCATTCCA CGAAGATGTATCGCTCACGA 230

Ad04A15227 Aradu.A04 15227 p3 (TCT)5 15 96193328 96193342 GAACTCCCACCCTCCTTCTC TTGCCTTCCCTTTTCCTTTT 271

Ad04A15228 Aradu.A04 15228 p2 (GC)6 12 96204767 96204778 CACCAACTTGATCACCACGA TCTCACGTTGCAAGATCGAC 239

Ad04A15229 Aradu.A04 15229 p2 (CA)10 20 96243679 96243698 TGCTCATGAACGATTATGCC TAGAGCCTGAGCGATGGATT 125

Ad04A15230 Aradu.A04 15230 p2 (TG)25 50 96243855 96243904 GCCGTAAAACAGAGGTGGTG AGCATCGCATGCTGAGTTAG 231

Ad04A15231 Aradu.A04 15231 p2 (AT)7 14 96244806 96244819 TGCCTGTTCTATGGCTGATG TCACGTGTTCCAGGTTGAGA 260

Ad04A15234 Aradu.A04 15234 p3 (AAT)21 63 96271902 96271964 TTGTGTTCAGTTTGCTTTGAA GAAGTGGTTTGTTTCTGCCG 268

Ad04A15240 Aradu.A04 15240 p4 (TTTA)5 20 96310742 96310761 GCACCAAAACAAATGCAAGA GTAAACTAGCGCTCAACGCC 274

Ad04A15241 Aradu.A04 15241 p2 (CT)25 50 96317384 96317433 ATGCTTTGTTTTGGCGACTT TCAGCAAAATAGTGGGAGGG 253

Ad04A15243 Aradu.A04 15243 p2 (TA)6 12 96323270 96323281 AGAACGCGAGATTACGCAAC GTCTGGGCGTCAGATTAGGA 186

Ad04A15244 Aradu.A04 15244 p2 (TC)9 18 96327250 96327267 TGGGAGCCAATATTGAAGACT AAAAGCCATGGTTGATTGCT 251

Ad04A15245 Aradu.A04 15245 p2 (AG)20 40 96331508 96331547 CTCCACGGTTGAAACCATTT CAAAAGTGGAGCAGGAGGAG 267

Ad04A15246 Aradu.A04 15246 p2 (AT)9 18 96345395 96345412 TGTCATCATCAGCTATTAAAAGATACA CAATTAACCTCTTATTGTTGTTCACTC 280

Ad04A15247 Aradu.A04 15247 p2 (TG)6 12 96352505 96352516 TTGCTTTTTCCCTCATCTTCA TCAGAATGTCACGCTTCCTG 272

Ad04A15248 Aradu.A04 15248 p2 (GC)6 12 96361052 96361063 CTGCACTAAGCCACTAGCCC GGTGGGCCTAACTCTCTGTG 161

Ad04A15249 Aradu.A04 15249 p2 (GC)6 12 96361185 96361196 ACAGAGAGTTAGGCCCACCC GGCACAAGGATGGCTTAGAG 154

Ad04A15250 Aradu.A04 15250 p2 (GC)6 12 96361302 96361313 TGCCAACTCTAAGCCATCCT AAGAGGGAAAGGGGTAGGGT 228

Ad04A15252 Aradu.A04 15252 p2 (GC)6 12 96365315 96365326 ATGCCGTGACCTGTGTGTTA TTGGCTCTTGGCTTCAACTT 185
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Ad04A15253 Aradu.A04 15253 p2 (AT)12 24 96376230 96376253 TTCAGGTTATCGGTGACGAA AAATCATATTACCGTTCGAAAGAC 253

Ad04A15256 Aradu.A04 15256 p2 (AT)6 12 96418972 96418983 AGCATTGCCACCACATGTAA TCCACTTCCCAGAACAAAGG 270

Ad04A15257 Aradu.A04 15257 p3 (TTA)5 15 96420683 96420697 GAAATTCCCGATTGTGCTTT TCCCTAACTATTAAACATTAACCGAA 276

Ad04A15258 Aradu.A04 15258 p3 (CTT)8 24 96431960 96431983 AAACCGCCACAAACAAGAAC TGATGCGAATCCAATTCAAA 207

Ad04A15261 Aradu.A04 15261 p3 (TAT)5 15 96464166 96464180 AAGGCTTCCAGGTATGTTGC TGGCATGTAAACAATCGATCA 263

Ad04A15262 Aradu.A04 15262 p2 (AT)8 16 96464709 96464724 CTACTTCCGTGACCGTGGAT AAGGGCTTAAAGCAAGCCTC 204

Ad04A15264 Aradu.A04 15264 p2 (CT)6 12 96473097 96473108 CATGCAAGTCCCTCCTCTTC AGAAATGGGAGTTGGGGTTC 123

Ad04A15266 Aradu.A04 15266 p2 (AT)6 12 96481054 96481065 CCATCACTCACCAAACCTCA AATGGTGATCATGAAGGCGT 111

Ad04A15270 Aradu.A04 15270 p2 (CA)7 14 96501668 96501681 AAAGCACATTTCTCATCCACA GATGGGATTGTTGCTGGACT 279

Ad04A15273 Aradu.A04 15273 c (TAA)8c(AAT)6 43 96520921 96520963 CATCAAAAACTCAACACAATCTTT TGATGTTTGGTTTTATGCTGACA 258

Ad04A15275 Aradu.A04 15275 p3 (AGA)6 18 96525566 96525583 TGTTTAACGCCAGAAAAGGG ATAGGTGAGGGGTTTTTGGG 277

Ad04A15277 Aradu.A04 15277 p3 (TTG)9 27 96533808 96533834 TTGATTCATGTAGCCGACCC AGGAAAGAAAAGGGGTGGAA 278

Ad04A15280 Aradu.A04 15280 p2 (TA)6 12 96536541 96536552 ATGGGCCTCCAATCCTAGTT CTGCTCGACTTGTTTCTCCC 149

Ad04A15282 Aradu.A04 15282 c (A)18(CAC)5 33 96538080 96538112 CAAATCGTTTTCATCCGACA AAGATTCGATGCCTCCTCTTT 229

Ad04A15287 Aradu.A04 15287 p2 (TA)12 24 96558150 96558173 CCCATTTAATTTTGTGCCGT GGCCCTTAAGTTCACCTCTG 227

Ad04A15291 Aradu.A04 15291 p2 (AT)8 16 96573720 96573735 ATATCCGCAAATTCACCGAG ACGTTGAGGAAGATTGGCAG 229

Ad04A15292 Aradu.A04 15292 p2 (AT)8 16 96594826 96594841 GGTGAATCGCATTTTCACCT AAGGGTACGAAAAACTCCCG 208

Ad04A15298 Aradu.A04 15298 p2 (CT)7 14 96648538 96648551 AACGCATCGTTTAAGGAACG GCTTTCCATGAGACACAGCA 276

Ad04A15299 Aradu.A04 15299 p2 (TC)6 12 96654482 96654493 GGGAGTGAAGGAGGATGGAT CTCAATCCAAGCCAAGAACA 244

Ad04A15300 Aradu.A04 15300 c (T)10gtttcacactctaaatttcttgtgtttttaccagatttttaaaggcctcaattttcacagcaatagacactc(AT)10agatatatata(TG)10tt(TG)6147 96668625 96668771 ACCTCCCTGCTTGGTTTCTT TGAATTTTGAGTATTTATTTTAGGGTG 272

Ad04A15301 Aradu.A04 15301 c (CTT)5ctccccgta(CTT)7atttcaaattcacgcatacattcttcttttttgaaattcacgcaaacg(TTC)6gcataagcagattcttt(TCC)8(TTC)5167 96674914 96675080 CACGCGCTTTTTCTTCTTCT TGTTGGTATAGTTGGTGGTGG 223

Ad04A15302 Aradu.A04 15302 c (AGG)14gaagaagaataacctgtgcaaatttggaaaaagaagaaatac(GAG)599 96675517 96675615 GAAGAAAAACCTACGTGTGCAA AACTTTTCAAATCACGCGCT 194

Ad04A15304 Aradu.A04 15304 p2 (TA)10 20 96678216 96678235 TGTATCCATATGTGAGAGAGAACCA TGAACATTGATCAAAATGATGGA 223

Ad04A15307 Aradu.A04 15307 p3 (TTC)6 18 96729213 96729230 CCCACTACCCCCTCCACTAT CTTGGAGGTGGAAGCTTTTG 248

Ad04A15309 Aradu.A04 15309 p2 (TG)10 20 96748341 96748360 TGCTTTGCAGGTCGAGACTA TAGAAATCGCGTCACACTCG 131

Ad04A15311 Aradu.A04 15311 p3 (ATA)7 21 96779115 96779135 CATGGATGACATTCCCGTAA AATTGCGCTTGCAGTGTGTA 269

Ad04A15313 Aradu.A04 15313 p2 (AT)6 12 96784457 96784468 AAACGGTCCAATAACCGATTC AACCAACGAGTCAGAAGGGA 249

Ad04A15314 Aradu.A04 15314 p3 (GAA)5 15 96822819 96822833 TCCAATCGTACTCCAGAGCC GAGGCATTTGGAACGAAAAA 277

Ad04A15315 Aradu.A04 15315 p2 (TA)6 12 96824919 96824930 TCGAGTTTGGACAACTGACG TTACAGCCAGCCAAGTTTCC 230

Ad04A15317 Aradu.A04 15317 p3 (AAG)5 15 96841638 96841652 CAGCACCTTCTAGCACCACA CAGCAGATTTGGCAGATTCA 224

Ad04A15323 Aradu.A04 15323 p2 (AG)6 12 96911908 96911919 ATCACGCAAAACACACCAAA CCACACCATTCGAATTTCCT 144

Ad04A15326 Aradu.A04 15326 p2 (GA)7 14 96947245 96947258 TCATTGTGAATTTCAGGCCA CAACCGCCGATACTCTTCTC 237

Ad04A15333 Aradu.A04 15333 c (A)10ttatggtcacggtttt(A)1036 96978021 96978056 TTGGTTGGTTACGTGTACGG AGATCCTTTTACGCCACCCT 220

Ad04A15334 Aradu.A04 15334 p2 (CT)7 14 96981987 96982000 TTTTTGAAAATCACCCACCA GAGAAAAGAGAGAGGGGTTTGA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15335 Aradu.A04 15335 p2 (AG)6 12 96989538 96989549 GGATATTTGGGGAAGGGTGT GCACCAGATTGGCGTTTAAT 274

Ad04A15337 Aradu.A04 15337 p2 (AT)11 22 97003337 97003358 TCCTTTCAGGATATGGGCAC TTTAAACCGCAATACCGCTC 222

Ad04A15339 Aradu.A04 15339 p2 (TA)13 26 97006440 97006465 CCCTACTTTGGCACCTCAAG TCGCCCTCGAAAATTGATAC 266

Ad04A15340 Aradu.A04 15340 c (A)11gagaaggaggaaaacg(A)1138 97018627 97018664 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 270

Ad04A15341 Aradu.A04 15341 p3 (TTA)5 15 97039922 97039936 GGCAATGCATGCACAAAATA AATCATTTGGCAAGTCCAGG 210

Ad04A15342 Aradu.A04 15342 p2 (AC)8 16 97050454 97050469 CCCAAAATACAACCCCAAAC CCCTCTTCTTCGGTTTTTCC 231

Ad04A15344 Aradu.A04 15344 c (TTTA)6ttattatattttttttctttttttttattattaaaaaaata(T)1176 97055165 97055240 CAGACAAAAGAAAATGGGAGAAG GATTTGCACCCTGCTTTTCT 270

Ad04A15345 Aradu.A04 15345 c (CG)6cacagcgtgcttacgcgtggatgcagcagggaaaatc(CG)6cacagcgcgcttacgcgtggatgaggtagggacgatc(CG)6110 97055361 97055470 GGAGAGAGAAAAGCAGGGTG TGCACTTCTGCAACTTCTGG 248

Ad04A15346 Aradu.A04 15346 c (GC)6acagcgtgcttacgcgcacatggccg(T)1250 97055587 97055636 GGGCACAACTCTCTGGTTTT ATAGGGAGCTCTTGGGCATT 136

Ad04A15347 Aradu.A04 15347 p2 (GT)7 14 97058600 97058613 GGAAAATTGAATCAAAGCATGA TGAAGGGGATTGACAACACA 180

Ad04A15353 Aradu.A04 15353 p3 (GAA)6 18 97116264 97116281 CAGCTCGATGCGAATCAGTA ACAGATTGGGACAAAGGTGG 143

Ad04A15354 Aradu.A04 15354 p2 (TA)6 12 97116748 97116759 GATAGGAGGCAGAGTGGGAAT TTCACTCTTGACTGAAATCCAA 275

Ad04A15355 Aradu.A04 15355 p2 (TA)9 18 97117950 97117967 CAAAAGGCAAAGAGGTGGAA AATTGGAATTTGGGGACCAT 278

Ad04A15357 Aradu.A04 15357 p2 (AG)6 12 97141251 97141262 CGGAAAAGCACACCAAACTT TAAATACACGTTCAGCCCCC 121

Ad04A15359 Aradu.A04 15359 p2 (CT)6 12 97156849 97156860 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 243

Ad04A15361 Aradu.A04 15361 p3 (GAA)5 15 97178444 97178458 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 171

Ad04A15363 Aradu.A04 15363 c (TAT)5ttctgaagccagtaatgaattttgacatttatggcagagtattcttgacattcaataatatcaaaatgaattttattggtatactttcag(A)10115 97197651 97197765 GCCATGTCTAATTCCTGAACTG GAACAACTTGAAGATCATGAAGAAC 274

Ad04A15366 Aradu.A04 15366 p2 (TA)6 12 97209308 97209319 GCCACTCTTAGCCACCATTC CTGCAGCAAGTGAAATAGCG 158

Ad04A15367 Aradu.A04 15367 p3 (TAT)5 15 97209888 97209902 TATGCAATGATGGTGGCTGT TTAGGTGGAACTAAATAAACACAAAA 238

Ad04A15372 Aradu.A04 15372 p2 (AG)6 12 97285637 97285648 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 100

Ad04A15379 Aradu.A04 15379 p3 (TAT)16 48 97323698 97323745 CCGATAAAACCAGGCAAGAA AGGTTTGCTTTGGGATGATG 212

Ad04A15381 Aradu.A04 15381 p3 (CTT)5 15 97327763 97327777 GTTTAAATTTGCTTCCGCCA AGTGAAGATGCTCCGCTTGT 240

Ad04A15385 Aradu.A04 15385 p2 (AT)6 12 97333611 97333622 TGGATTTGAGTGTATGAGGACG CTCACCCAAACAAGCCCTAA 194

Ad04A15391 Aradu.A04 15391 p3 (ATT)6 18 97356886 97356903 ATGGACGGATAATAGCAGCG TGATGGAGAAGAGGGATTGG 271

Ad04A15392 Aradu.A04 15392 p2 (AT)7 14 97360547 97360560 ATCTCCACCCCCTAACTTGC CACGCTGCTTTACCCTTTCT 277

Ad04A15394 Aradu.A04 15394 p2 (GA)7 14 97364082 97364095 CAATAAGCGCAGCGTCAATA AAATTGCACAAAAACCAGGG 268

Ad04A15400 Aradu.A04 15400 p3 (TTG)6 18 97395562 97395579 TGACGTCGTTTGATCCATGT TGCTCGGATGTACCAAAACA 151

Ad04A15401 Aradu.A04 15401 p2 (GA)10 20 97397882 97397901 ACACAGAGCTGCAAACTGGA GCTTAATACGCCGCTCAGTC 210

Ad04A15402 Aradu.A04 15402 c (CTC)6ttcctcctcttcatcctcctttttttctcatttgaatttattcaatctcctacttccttttcctcttt(CTC)5t(ATC)5117 97399766 97399882 TTCTTCGTCGTCTCTCCTCC GGGCTAAGATTCAACCTCCC 254

Ad04A15403 Aradu.A04 15403 p3 (ATC)5 15 97401795 97401809 CGAAACTTTGCTACAAAAGCA TCCTTCGTGTTTTACCTTCTCA 226

Ad04A15405 Aradu.A04 15405 p3 (GAG)5 15 97402649 97402663 AAAATGCAGCGACAATAGCA TTGGTGCAAACTCAACAAAAA 221

Ad04A15413 Aradu.A04 15413 p3 (ATG)5 15 97425818 97425832 TGAATTGTTTGGGTTTGCCT GTGAAACCACATCACTGCGT 268

Ad04A15415 Aradu.A04 15415 p2 (TA)6 12 97440929 97440940 GAGAACCCTTTCGTGGATGA CCGCTCCCAAAAAGAGTACA 231

Ad04A15417 Aradu.A04 15417 p2 (TA)10 20 97448971 97448990 CCTCAAGCTAGACTTACCACACAA AACATGCATTCAATCACCTTTTT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15419 Aradu.A04 15419 p2 (TA)6 12 97449905 97449916 TGAATAATGGTGCATTTGGA TCACAGCAAGTTACAAACTTAAAAA 242

Ad04A15420 Aradu.A04 15420 p3 (AGT)5 15 97450373 97450387 ACAACACCACGACAACAACG TGTCCGCCAATTTCTTTCTC 141

Ad04A15421 Aradu.A04 15421 p2 (AT)6 12 97468237 97468248 TGAGTGCCCAACAACATCAT AGTAGTGGACGGGCGTTATG 180

Ad04A15422 Aradu.A04 15422 p2 (TA)6 12 97477452 97477463 CCGCATTGCTATTGATCCTT GCAGCACCTCACACCAAATA 146

Ad04A15424 Aradu.A04 15424 p2 (AG)9 18 97486458 97486475 TTCCAGCCAATGCCTATTTC ACAAATTTGAGGGTTGCTGC 207

Ad04A15427 Aradu.A04 15427 p2 (GA)8 16 97492540 97492555 ATCACGGAAACTGCAAAACC ATTTCGAGGTTCCACATTCG 252

Ad04A15428 Aradu.A04 15428 p2 (AG)6 12 97492837 97492848 CGAATGTGGAACCTCGAAAT CATCCTTCTCCCTTTCCACA 241

Ad04A15430 Aradu.A04 15430 p3 (TAA)13 39 97494015 97494053 GGTCCGACATTAATTCTTTCCT ACGTGAAAACCATCAAAGCA 269

Ad04A15431 Aradu.A04 15431 p2 (TG)17 34 97506433 97506466 GCAGGCTATAACTAGCTCCCC CATAAAGCAAATGGCGACAA 280

Ad04A15433 Aradu.A04 15433 p2 (AT)6 12 97518489 97518500 AAAAGCAAAATCCCAAGGCT TGTAAAGAGCTCATACCCATGC 280

Ad04A15435 Aradu.A04 15435 p2 (AG)6 12 97526206 97526217 ATGGGAAAGTCCCTTTGCAC TGGAGAGAGGGAGATGGTTC 259

Ad04A15439 Aradu.A04 15439 p2 (AT)6 12 97532131 97532142 TGGGAATGTACCCATTCAAAG AACAGTCTGCAACATGGAAGAA 254

Ad04A15442 Aradu.A04 15442 p4 (TTGA)5 20 97540355 97540374 CAGGTTAGCCCTTTACAGTTGG TTAGCATCGACACAAGCAGG 118

Ad04A15445 Aradu.A04 15445 c (A)11caaaaacaaaacaccgtcgaaag(A)1044 97580648 97580691 TGTTTGTTTCTTATCTTTTTCAAAACT AGAGGGTTCGGATTTTTGGT 277

Ad04A15451 Aradu.A04 15451 p2 (TC)7 14 97605203 97605216 CTTCTTGGCAAAAATGACGC AAGGGAAGAGAGAGAACGGC 212

Ad04A15454 Aradu.A04 15454 p3 (ATT)10 30 97609832 97609861 CTTTCTTCGGCCGGTTTAAT GACCCTGGCATTAGAAACCA 227

Ad04A15457 Aradu.A04 15457 p3 (TAA)11 33 97611714 97611746 CCATGGAAGAAGGAAGAATCA TGTTGACCATGTTGGTCCTG 257

Ad04A15461 Aradu.A04 15461 p2 (AT)8 16 97625480 97625495 CGGTTTATGGCAATGAATCAA TGATGTTCTTTAACAAAATGCCT 239

Ad04A15462 Aradu.A04 15462 p3 (AAT)5 15 97626410 97626424 AATCTCCATGCAGCTTCACA TGATGGGCGAACTGTATCAA 273

Ad04A15464 Aradu.A04 15464 p2 (AT)6 12 97628166 97628177 GAGAATAGTGTAATCATTTTGGAGAAA CGCGTACAAATTCAAAAATCAA 280

Ad04A15465 Aradu.A04 15465 p3 (CAA)5 15 97635070 97635084 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad04A15466 Aradu.A04 15466 p2 (TA)8 16 97641494 97641509 TTATGCTCGGACCGGTTATC AAGGATAATCCAACGCGTGA 107

Ad04A15470 Aradu.A04 15470 p2 (TA)9 18 97657146 97657163 TGTATCCGTTTTAATGTCCGT TTTCGTTTGGAAAGGGATCA 181

Ad04A15472 Aradu.A04 15472 p3 (TGA)9 27 97664414 97664440 TTGTGGGGTGAGTGATCGTA CCACCCTTCACCTCACCTTA 249

Ad04A15479 Aradu.A04 15479 c (TCT)6ccaccaggtcactctttttctccattaacaaaattcaaaactacaaatatttttttctttcattaacaaaatttaaaactacaaatcattaaatacaatg(AAC)5133 97708476 97708608 TTTTTCCCATTCACTCCACC TGTGGTTGTTGTGGTTGGAT 235

Ad04A15480 Aradu.A04 15480 p3 (CAA)6 18 97708793 97708810 GCAACATCATCCAAAAGCAA GCTTCTGCATCTTCTGGGTC 268

Ad04A15483 Aradu.A04 15483 p2 (GT)6 12 97714893 97714904 ACTCGAAAACAAGGCTGGAA CCCTTGGCCCAACTAAACTA 280

Ad04A15484 Aradu.A04 15484 p2 (GT)6 12 97723121 97723132 AAGCGTGGCTTACCTCAAGA AAACCGGACTAACCAGACCC 276

Ad04A15485 Aradu.A04 15485 p2 (TA)7 14 97727266 97727279 AGCATTTTAAATTTCACATTGATTT CATTGATCCTTTTCTAAAAATACCTT 235

Ad04A15487 Aradu.A04 15487 p3 (ATT)5 15 97736060 97736074 ATTGATGCTCAGAGCCTTGG TTTGAATCAAGGGATGTTGATG 151

Ad04A15491 Aradu.A04 15491 c (TC)8cctctcc(CT)1247 97749328 97749374 GGGATCTGCGTTCTCACTTC TTTCTCGTACGCAGCAACAC 247

Ad04A15492 Aradu.A04 15492 c (AT)9accat(TTA)538 97758135 97758172 AGCGTCGAAAACCAAAAATC CAAATGTCAATTTGCCTCACC 264

Ad04A15493 Aradu.A04 15493 p3 (ATA)19 57 97758772 97758828 AACTCTACGAGGCAGAGCAAA GGGTTCAATAACTACTGTTTCGG 222

Ad04A15495 Aradu.A04 15495 p2 (TA)7 14 97762214 97762227 TGCTAGCAGCAATCACATACC GGCTGCGGTAAATTTCTCAA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15496 Aradu.A04 15496 p4 (TATG)5 20 97779666 97779685 TTCAATTGCCAATGCTTCAA CGACCATTAGCATGTTTGTTC 208

Ad04A15497 Aradu.A04 15497 p3 (AAT)6 18 97780218 97780235 TGCCTATTCTGGTTTCTCCTTC TTTCCATTGTTATACTTGACGAGG 250

Ad04A15499 Aradu.A04 15499 p3 (TAA)8 24 97795254 97795277 CACAAGCCACGTTCCCTTAT TTAGACCCACTGTAAGACTTCAAA 172

Ad04A15505 Aradu.A04 15505 c (CTC)7(CTT)5 36 97804249 97804284 TCCGTTACACATCCAAGCAA AGAGGAGATGGATGTGGTGG 188

Ad04A15506 Aradu.A04 15506 c (ATG)6ataatgatagaggagaaggataaaaaggaagtaggagacaaaatttcaat(AGG)583 97804699 97804781 TCAGAAATACTTGCGTCTCGAA TTTCATTGCCGTTATCACCA 242

Ad04A15511 Aradu.A04 15511 p2 (CA)6 12 97826781 97826792 GCACCTGTAGCTGAAAAGGG TGCTTGTTTGCGCATATCTC 223

Ad04A15512 Aradu.A04 15512 c (TA)7tgtgtcatgcataatagccacccttggcttcctttatctttcctatggtttccttaatggcttcggccttaagtgaaaccg(AAT)16143 97827993 97828135 GGAGGATACGTGTCATTGCTC TTCGGAGTTTTCGTTTCTCG 241

Ad04A15514 Aradu.A04 15514 p2 (TA)6 12 97831053 97831064 TTCGGTGGAATGAAGAAACC CGAAGCCATTAAGGAAACCA 196

Ad04A15515 Aradu.A04 15515 p3 (AAG)5 15 97834846 97834860 TCATGAACAAAAACGCATCC GCATTTAGACTCGTTGTCTTGC 264

Ad04A15516 Aradu.A04 15516 c (AGG)8aagaagaagaggaggtggtagtgatagtggtggtgacgacagtaataaaagtgaaaaataacaaac(A)11101 97835694 97835794 GAAGGAGGAGAAGAAATCCCA GATTTAGAATCACACGCTTCTCC 155

Ad04A15520 Aradu.A04 15520 p2 (GA)6 12 97862897 97862908 GCGACAGTCAACGACAAAGA CCACCTCCAACAATCACACA 220

Ad04A15522 Aradu.A04 15522 p2 (CA)6 12 97872463 97872474 CCATTTACCAAACCCTAACCC CTGGCATCTTTCTTTCTCGC 258

Ad04A15523 Aradu.A04 15523 p2 (AC)6 12 97881686 97881697 AAAGTCCCAAATGCATGCTC TTCCAGTAGAGCCTGAGGGA 129

Ad04A15524 Aradu.A04 15524 p3 (TTA)17 51 97888085 97888135 TCTACTGAGCATTGGATGCG CCATTGTCATGAATAAAATACCTCA 236

Ad04A15530 Aradu.A04 15530 p3 (TCC)9 27 97922108 97922134 TCATTACTGTCGTCACCACCA GAAGGAGGAGAAGAAATCCCA 101

Ad04A15531 Aradu.A04 15531 p3 (CTT)5 15 97922921 97922935 GCATTTAGACTCGTTGTCTTGC TCATGAACAAAAACGCATCC 264

Ad04A15532 Aradu.A04 15532 p2 (AC)7 14 97927507 97927520 TTCGAGAAAGCCCAAAATGT GTTTTCTTCCCTCATGGCCT 244

Ad04A15533 Aradu.A04 15533 p2 (AG)6 12 97931029 97931040 AAGAACCTGGGATTGAGAGTCA GCCCAAATTCAAGTCCAGAA 216

Ad04A15534 Aradu.A04 15534 p2 (AT)8 16 97931918 97931933 GCCATGCAATGCAATTCTAA CCAGTGAGGGTTCACCAACT 263

Ad04A15536 Aradu.A04 15536 p2 (AG)8 16 97940789 97940804 AAGAACCTGGGATTGAGAGTCA ATGAAGTGGAGGAACGCATC 183

Ad04A15538 Aradu.A04 15538 p2 (AT)11 22 97950779 97950800 ATTCAAGACCCACGCTCAAC TCACCTCGCTAAGGCATTTT 255

Ad04A15540 Aradu.A04 15540 p3 (TTC)7 21 98031083 98031103 TAAACACCCTTCACCTTGGC CTCCGGCCTTAGGTGTCATA 175

Ad04A15541 Aradu.A04 15541 p3 (TTA)8 24 98086372 98086395 ATTAGAGGTGTCCCGGGTTC TGGCTCTTGAAAGAATGATGG 184

Ad04A15543 Aradu.A04 15543 c (T)11cgtttgcttctccttctc(T)1039 98106747 98106785 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 239

Ad04A15544 Aradu.A04 15544 p2 (AG)6 12 98108433 98108444 ATAGGTGAAGGGTTTTGGGG AGAGCAAGAACCTGGCGTTA 230

Ad04A15548 Aradu.A04 15548 p2 (AT)8 16 98146548 98146563 AGATGTGGCCTCTTGTGGAT CATCAATAGGCTCAAGTCTCACA 276

Ad04A15549 Aradu.A04 15549 p2 (AT)13 26 98149725 98149750 AGCTCGGACATTACGACGAC CTTGTTGCATGCTCTACCGA 270

Ad04A15551 Aradu.A04 15551 p2 (TG)8 16 98152987 98153002 CAGATCCGTTCTCTCCTTCG TGCTGTAGCCCTCCCTTCTA 236

Ad04A15552 Aradu.A04 15552 p2 (TC)7 14 98157920 98157933 CACTTGCCAAAACCACACAC TTTTTATAGTAGCGCCTGCTGA 271

Ad04A15553 Aradu.A04 15553 p2 (TA)7 14 98159294 98159307 TCCAAAAGGGAATGAAGGAA TCTGTTGGTGAACAGGTGGA 239

Ad04A15558 Aradu.A04 15558 p3 (AAT)5 15 98216928 98216942 CAGGAACAGGGATAAAGGCA TTGGACGTTGGTTTTGTGAA 201

Ad04A15560 Aradu.A04 15560 p3 (TCT)5 15 98221077 98221091 GAACCACTTCTCTCCCCCTC AAGCTTTTGCCTTCCCTTTC 190

Ad04A15563 Aradu.A04 15563 p2 (AT)10 20 98251338 98251357 AATATTCATCTTTTTCTTTTCTGGTT TGAAATGACACGAAACATTGAAA 178

Ad04A15564 Aradu.A04 15564 p3 (AAG)6 18 98253527 98253544 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 215
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Ad04A15565 Aradu.A04 15565 p2 (GT)6 12 98259969 98259980 GAGCTCTTCACAAGGAACGC AACGATAACGAGTTGGACCG 234

Ad04A15566 Aradu.A04 15566 p3 (GGA)11 33 98260679 98260711 GAAGCCAACAATGACGATGA GCGTGAATCTCAGGGACAAT 226

Ad04A15567 Aradu.A04 15567 p3 (AAG)5 15 98262084 98262098 TGCCTGTAGCGCTGTGTAAG CTGGCGAGTTTCCAATTTGT 276

Ad04A15568 Aradu.A04 15568 p3 (AAG)5 15 98262410 98262424 ACGTGGCAAACCTAGTCCAC TGCTTTACAAGCCGTGAGTG 267

Ad04A15569 Aradu.A04 15569 p3 (TTA)5 15 98267606 98267620 ACCGCACTCGAGATGTTTTT TCTCAGATTTTTGGCGAGGT 272

Ad04A15578 Aradu.A04 15578 c (TC)26c(CT)45 143 98307297 98307439 CCCTAGAGCTTCTTGGAATGC AGAGAGCCCTCAAAAGAGCC 242

Ad04A15579 Aradu.A04 15579 c (TC)9(TA)8 34 98325094 98325127 GATGAAAAATGGGGCTGTTG TCAGGCTACGGAAGGGTAGA 245

Ad04A15581 Aradu.A04 15581 p4 (TTTA)6 24 98338140 98338163 TGAGATTTTCGTTGGTTGGA AAAGTTGCCAACGGAAACAC 208

Ad04A15583 Aradu.A04 15583 c (A)10ttttccttgtctttcgttagcacccgtgtcccccgttttaa(T)1061 98353893 98353953 CGTTGCCGGAGATTGACTAT AAAAATGGACGCAGGTTTTA 212

Ad04A15585 Aradu.A04 15585 p2 (TC)6 12 98356109 98356120 ACACGTGCCTGACGCTAAC CAAGTTCAGTGAGTGGTACATGA 267

Ad04A15590 Aradu.A04 15590 p4 (AAAT)7 28 98389962 98389989 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 171

Ad04A15591 Aradu.A04 15591 c (CT)13cactca(CT)7cactctctctctccctctttatccctttctttcattctccatttccctcttctcctttcctctcccctcctctctctctttctatccctt(TC)9154 98395455 98395608 TCATCACTCCCCTCCCCT GGGAGAGAGAGGGAAAGAAA 278

Ad04A15592 Aradu.A04 15592 p2 (TC)22 44 98395718 98395761 CCTCCCTCTCTCTCCCCTT AGAGAGATGAAGAAAGAGAATGTAAAA 240

Ad04A15594 Aradu.A04 15594 c (TC)6catctctctccttccctcttctcatc(CT)752 98396357 98396408 TCTCTCCCATATCCCTCTTCC GAGGGGAGAAAGAGTGCAAG 155

Ad04A15595 Aradu.A04 15595 p2 (GA)8 16 98396597 98396612 TCTCCCCTCCCTTCTCTCTC TCTCTCTCCCCCTTTCCTTC 273

Ad04A15598 Aradu.A04 15598 p3 (CCA)5 15 98407385 98407399 TACCATAGTGGCCCCCATAA AAGGTGGTGATGACGGAGAC 135

Ad04A15600 Aradu.A04 15600 c (T)10ctattgtaaaatttgtttcttcatcccatatagacctacaaatttgtt(TA)670 98416404 98416473 CACTTTGAATCAGATAAAACACAGAAA AAAAGTTGTGTGCATGTGGAA 176

Ad04A15604 Aradu.A04 15604 c (A)10gaaaattttcgaatttgttgtattgttttcagcgtaaaggtgtgtttgaa(T)1070 98424979 98425048 TCCGATCTTCTCCTCCTCAA CTTCGCCATATGCTGAAAGA 280

Ad04A15605 Aradu.A04 15605 p2 (GA)9 18 98425248 98425265 ATGGCGATGGCAGTGATAGT CCACTATTACCATCATTTCTCCC 144

Ad04A15611 Aradu.A04 15611 p3 (AAT)5 15 98435284 98435298 TGAGCGTAGGCGATACCTCT TCTCGATCAATCTCCAAAGGA 266

Ad04A15613 Aradu.A04 15613 p4 (ATAA)5 20 98437259 98437278 AGCTGAAACCCTAAGCATGAA CCACCACTCTCTGATTCAGGT 138

Ad04A15614 Aradu.A04 15614 p2 (AT)7 14 98437487 98437500 CCTGAATCAGAGAGTGGTGGA AAGAACCGCGTTTCCCTAAT 252

Ad04A15616 Aradu.A04 15616 p3 (CTC)5 15 98452850 98452864 CACACTCTTGCTGCTGCTTC GAAGCCAACGATGACAATGA 171

Ad04A15618 Aradu.A04 15618 p3 (CTT)5 15 98455051 98455065 GCAACTTTCTTATGCCGCTC GAGGATCGCAATGGTGAGTT 218

Ad04A15619 Aradu.A04 15619 p3 (CTT)6 18 98456615 98456632 GAAGAGGACGAGGAGGCTCT TCACTGGAGCTGTTGAAACG 215

Ad04A15623 Aradu.A04 15623 p2 (TC)18 36 98494669 98494704 AAAACCAGTTTTTATGGTTCAGTTT GGGAGAGAGAGAAGGAGGGA 219

Ad04A15625 Aradu.A04 15625 p2 (AG)7 14 98495479 98495492 GAGGGGAGAAAGAGTGCAAG TCTCTCCCATATCCCTCTTCC 141

Ad04A15627 Aradu.A04 15627 c (AG)16aaagggatagaaagagagagaggaggggagaggaaaggagaagagggaaatggagaatgaaagaaagggataaagagggagagagagagt(GA)6gtgagt(GA)8156 98495999 98496154 AAGGGGAGAGAGAGGGAGG TCGCTTTCTCTTTTTCTTTTTCTC 280

Ad04A15629 Aradu.A04 15629 c (GA)6ggagggagagagagggagagaag(GA)749 98496560 98496608 GGAGATAGAGAGAGGAGGGGG GTTTTTACATTTTCTCTCTTTCCTTC 266

Ad04A15630 Aradu.A04 15630 p2 (AG)6 12 98496905 98496916 CTGAACCATGAACACCCCTT GTTATTCAGCCACGCATCAC 126

Ad04A15631 Aradu.A04 15631 c (T)10aattaagttcttgtaccaaagttttttttaattagatccttatac(T)1065 98497565 98497629 CCGAGCTACATCTGAGTCATGT GGTCCCTCTTGATAGTAATTGGTTT 278

Ad04A15632 Aradu.A04 15632 c (T)10ctattgtaaaatttgtttcttcatcccatatagacctacaaatttgtt(TA)670 98498263 98498332 CACTTTGAATCAGATAAAACGCA AAAAGTTGTGTGCATGTGGAA 176

Ad04A15637 Aradu.A04 15637 c (AG)6aaaatattgagagagaa(AG)641 98507192 98507232 AGTGCAAGAGGGTTGTGCTT GCGATAATCACGGCAAAACT 246

Ad04A15644 Aradu.A04 15644 c (T)10ctattgtaaaatttgtttcttcatcccatatagacctacaaatttgtt(TA)670 98516506 98516575 CACTTTGAATCAGATAAAACGCA AAAAGTTGTGTGCATGTGGAA 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15646 Aradu.A04 15646 p2 (AG)22 44 98518366 98518409 CATGCTTTTGGTTCCCTCAT TCTCTCCCCTTCCTCTCTCC 211

Ad04A15653 Aradu.A04 15653 p2 (TC)6 12 98540816 98540827 CTTCAAGCAAATCGCACAAA TGCTTGTCCTCAAGCAAAGA 243

Ad04A15655 Aradu.A04 15655 p4 (AAAT)7 28 98565655 98565682 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 161

Ad04A15659 Aradu.A04 15659 p2 (TA)9 18 98612575 98612592 TACTTCGTTCCTCTCCCCAA CGTGTTGTGGTGTTCCTGTC 277

Ad04A15660 Aradu.A04 15660 p3 (TTA)17 51 98614965 98615015 CCAAATTATTCGATTGTGCCA CCCTCCTTTTTATCATTCAAACC 229

Ad04A15661 Aradu.A04 15661 p3 (AAT)17 51 98615783 98615833 CATTGTCATGAATAAAATACCCCA TCTACTGAGCATTGGATGCG 235

Ad04A15662 Aradu.A04 15662 p2 (AG)6 12 98624834 98624845 TGGAGGTTATGCTTGGAGTTG TTCAACGCTGACCAACAGTC 238

Ad04A15663 Aradu.A04 15663 p2 (TG)7 14 98627547 98627560 GCCTAAGGGACGGACTGACT AAAGTCCCAAATGCATGCTC 119

Ad04A15664 Aradu.A04 15664 p2 (CT)6 12 98631486 98631497 CCCTTGGCCCAACATAACTA GGTGAACACGTGACTGCAAA 201

Ad04A15665 Aradu.A04 15665 p2 (GT)7 14 98635838 98635851 CTGGCATCTTTCTTTTTCGC CCATTTACCAAACCCTAACCC 258

Ad04A15666 Aradu.A04 15666 p3 (ATT)19 57 98636484 98636540 CAGAGAATTTACTGAGTATCGGACA CAACTCAAATAGCTACATTTATTGTCA 270

Ad04A15667 Aradu.A04 15667 p3 (AGA)16 48 98651728 98651775 TGCCATTGATGGTAGTGGAA TCACACAACACAACCCCTTC 208

Ad04A15668 Aradu.A04 15668 p3 (ATT)6 18 98653524 98653541 AGGCTTCAGGATCAACTCCA AATGCAAGAAGGATGCTTGG 277

Ad04A15670 Aradu.A04 15670 p3 (CCA)5 15 98664512 98664526 CCATTCCCGAACCATATGTC GTGGTGGCAGCGTTGTTAG 188

Ad04A15673 Aradu.A04 15673 c (T)10gtttaaaagtttggcttgtttaggtgagtttttaagaaaataatttttttcgagttg(T)1077 98700734 98700810 GCAAATACTCTATCCCTCATAAAAA CACCCAAACAAGCATAATTTACA 279

Ad04A15675 Aradu.A04 15675 c (AC)6ccaaaacctaaatgtacataaacaaaatcctgcctctccataaacctctaagacaatcaaaagaacgagttatgcg(GA)8104 98703485 98703588 ACGCTTAAGACTTGCGTGCT CCTGAGGCGAAGTGGTTACT 265

Ad04A15676 Aradu.A04 15676 p3 (TTG)6 18 98713127 98713144 TCAATGGCGTCATTTATCCA AAGCCTCAATTTGGTCAAGG 117

Ad04A15678 Aradu.A04 15678 p2 (AG)22 44 98716130 98716173 TGCTTTCTGAGCTCCAATGA TCAATTTGGTGAAGATGGCA 202

Ad04A15682 Aradu.A04 15682 p2 (TC)6 12 98754590 98754601 GTCATCTTCCCCAACCTTCA ACACATGCACATGCAACTCA 271

Ad04A15683 Aradu.A04 15683 p3 (AAC)7 21 98755659 98755679 CGGACCAAAATACCCCTTCT TGTTGTTGTTCTGCTCCTGC 223

Ad04A15685 Aradu.A04 15685 c (TAT)13tc(TTA)8 65 98763893 98763957 AGCAGTCCTTCATCCGAAAA GAGACTGATCGAAGGGTTGG 239

Ad04A15690 Aradu.A04 15690 c (AAT)5gtaacaaataaaagaaaaaatagggaggaaagagaagaaacaaactaaaagaaaaaaaataaaaaatgatcggaaaaaatttcaaagacaatcgaag(A)10122 98783335 98783456 TATGGGGCAAAACTCGGTTA AGCCGTATGCTTTCCTTCCT 270

Ad04A15692 Aradu.A04 15692 p2 (AT)9 18 98806232 98806249 TGGTCATAGGTTTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 253

Ad04A15696 Aradu.A04 15696 c (A)11tagattgttgttgacttgctattattatatgttgtgatg(T)1363 98812915 98812977 TTGATTTGAAGTCTTCCCCG TTTTGGTCACATTTACGGTTG 254

Ad04A15698 Aradu.A04 15698 c (TTG)6aattagcttaggttattgaatttctgttaatgattaattgtatacaagatccatggttgttgttgttcttctgcatctggttattgttgtttta(T)10122 98814538 98814659 CAGCCCCTTGATTTGATTCT AACAACAAGCTCAACCAGCA 255

Ad04A15699 Aradu.A04 15699 p3 (TGG)6 18 98814940 98814957 GGTTGATGTGATGCAGATGG CACCACCACTACCAACACCA 131

Ad04A15700 Aradu.A04 15700 p2 (TC)8 16 98822131 98822146 GCACGACAGCAACGATAAGA GAAAGAAGAGGACGCTGGTG 188

Ad04A15702 Aradu.A04 15702 p2 (GA)6 12 98824007 98824018 CTCACACACTCAGCCCTTCA GGCAGCCCTACTTCCTCTCT 227

Ad04A15703 Aradu.A04 15703 p2 (AT)8 16 98828178 98828193 ACTTTGCCGTTGATTTGACC CGTCTCCGGTTCCATAAAAA 248

Ad04A15705 Aradu.A04 15705 p3 (AAC)5 15 98845593 98845607 TGCTTTTTAAGTTGCTTCAGGA ACGGTTCTGTCGCTTTGTCT 205

Ad04A15707 Aradu.A04 15707 p2 (TA)6 12 98846949 98846960 CAATACCATATGCAATTATGTTTAGAA TGAGATTTTTAAACCTCCACAAA 231

Ad04A15709 Aradu.A04 15709 p3 (TTA)6 18 98848884 98848901 TTTGGAAATGGGAAATCTGC TGTTCCCCCAAAATCTCATC 229

Ad04A15710 Aradu.A04 15710 p3 (CAA)5 15 98851772 98851786 CTTTTCTCACTGTCGCCTCC TCGTAATACCTCGCCACCTC 132

Ad04A15711 Aradu.A04 15711 c (AT)8caaagttccaaaaaaaatatatcaagctccaaactcgacctgcgaaactaaggtcggccagagtatatatat(AC)10108 98852040 98852147 TGGACAAGATCAAAAGAAGGC CCCTCCTAGAGGTTGACTTGG 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15713 Aradu.A04 15713 p4 (TTAT)6 24 98855283 98855306 TTTGCTTTTGGCTCTGTTCA TACGCCACATTTTCTGCAAC 202

Ad04A15715 Aradu.A04 15715 p2 (CT)11 22 98859922 98859943 CCTCCAACGCCTGAGAGTAG CATAGCGATAGTGATCGGCA 278

Ad04A15717 Aradu.A04 15717 p2 (CA)6 12 98865924 98865935 GTTCATTTTGCCGTCGATTT TTCATGTGTGGACGTGTGTG 267

Ad04A15719 Aradu.A04 15719 p2 (TA)10 20 98874213 98874232 TGAAGAATACTTAAACAATTTCAACCA GTTCTATGGAACTGCTGCCG 218

Ad04A15722 Aradu.A04 15722 c (T)11g(T)10 22 98881482 98881503 AACCCTAACCCCAAAAATGG TAGGTTCTGGGACAGCACAC 265

Ad04A15723 Aradu.A04 15723 p3 (TTA)15 45 98883927 98883971 AGCACCAATCGTCAAAAAGG CTCAAAGGAGGATTTGCAGC 240

Ad04A15726 Aradu.A04 15726 p2 (TA)7 14 98930219 98930232 ATCTTTGCAACCGGATTTTG CGTAACTTGAAAGCGCAACA 132

Ad04A15728 Aradu.A04 15728 p3 (AAT)5 15 98948062 98948076 TTGCATAAGCACTAAGCAGTGAA TTCCCTCGCCTCACTGTAAC 249

Ad04A15731 Aradu.A04 15731 p3 (ATT)6 18 98954788 98954805 TGAGACTCCAGACATTACTTGGAA ATCCCATGAAAGGATGCAAA 190

Ad04A15733 Aradu.A04 15733 p2 (CT)6 12 98960824 98960835 GAATTTATTAGGGGTGTGCAAAA GGAGGGGAGAGAGAAAGAAGG 273

Ad04A15735 Aradu.A04 15735 c (AG)7gggggaggg(GA)635 98961748 98961782 CACATGGAAAGAGAGGGAGAG CCAGTTTACAATACAGTGCACCA 205

Ad04A15736 Aradu.A04 15736 p2 (TA)7 14 98964501 98964514 AAGGGGGTAAACAAAAACCG TTTGTGTCCCTTTGGGTTTC 222

Ad04A15749 Aradu.A04 15749 p3 (CTT)6 18 99015840 99015857 CACAGTTAAGAACTTCAGTGTCAAA TGTCAACAGAGTGAAACAAAAAGA 214

Ad04A15750 Aradu.A04 15750 p3 (TTC)5 15 99016808 99016822 TCAGAACCACAGAACCACCA TTGTGAGGAGGGGAAGAAGA 181

Ad04A15751 Aradu.A04 15751 p2 (TA)6 12 99022537 99022548 AATTAATGGGCTAACGTGCG CGTTCAGACTCCAAAAAGGC 182

Ad04A15754 Aradu.A04 15754 p2 (TA)6 12 99072251 99072262 ACAAAAGCCATCGCAACTCT TTGTGTCCCTTTTGGGTTTC 213

Ad04A15755 Aradu.A04 15755 p2 (TA)7 14 99083997 99084010 TTTTCAGGAACCGGATGAAG GGAGCCTGTGACTCGACACT 272

Ad04A15760 Aradu.A04 15760 p2 (GT)8 16 99097152 99097167 TTAAGGGCTGAGCTTCATGG ATTAAGCCCAAGACCCAACC 276

Ad04A15763 Aradu.A04 15763 p3 (AGA)7 21 99122347 99122367 CTTGGAGGTGGAAGCTTTTG TTACCCCCTTGGCTAAAACC 218

Ad04A15764 Aradu.A04 15764 p3 (TCT)7 21 99133387 99133407 CAACCCCCTCTTCTTCCTCT TTTCTTTTCCGGCCTTAGGT 190

Ad04A15765 Aradu.A04 15765 p3 (TAT)5 15 99150310 99150324 TGCTTTCCTATGAAAACCATAACA CAACCGGGTGCGATACTACT 216

Ad04A15767 Aradu.A04 15767 p2 (GA)7 14 99158370 99158383 ACCAAAACCTGGAAGCATTG CGCAGAACAAATCAAGCTCA 195

Ad04A15769 Aradu.A04 15769 c (A)11gatcaaaaaaagttgaagctagtgttaaaaaaaattaattataagtgtagcgtgattttaagtaatgaattaaataagact(TA)6104 99170489 99170592 TGACATGCGTCTTGTGTTAGG TTCAACTAGGTCACCCACCC 227

Ad04A15770 Aradu.A04 15770 p3 (AGC)5 15 99173703 99173717 CCTTGAGCAGTGGAAAGAGC GTGCGGGTTATGCAGACTTT 221

Ad04A15775 Aradu.A04 15775 p3 (CTT)7 21 99193916 99193936 TGTGCAAATTGGTAGCGACT TGTGCCAACAAGTGGAGAAA 105

Ad04A15779 Aradu.A04 15779 p3 (TCT)5 15 99219841 99219855 CGCGCATTAACTCATTTTGA CGAGGAAGAAGAACGTGCAG 238

Ad04A15780 Aradu.A04 15780 p3 (TCT)5 15 99220028 99220042 GCACGTTCTTCTTCCTCGTT TCCTGTAACCGTTTGGGTGT 170

Ad04A15781 Aradu.A04 15781 p3 (AAG)5 15 99220484 99220498 CCTCCTCATCTTTTGCTGCT CCACATACTGTTACGGCACG 237

Ad04A15786 Aradu.A04 15786 p3 (AGA)5 15 99261107 99261121 TTAAAATTTGCTCGTCCTCG CTTCCCCATAAATCCCACCT 247

Ad04A15787 Aradu.A04 15787 p3 (AGA)6 18 99262552 99262569 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 227

Ad04A15790 Aradu.A04 15790 p2 (GA)7 14 99294097 99294110 GCTCCCAACCTTTACCAACA ACTTGGGAGCAAGCATCAAC 157

Ad04A15792 Aradu.A04 15792 p3 (TCT)5 15 99313634 99313648 CTTCCTCTCGTGCATCATCA CAAGAAGAAATGGGGGTCAA 100

Ad04A15795 Aradu.A04 15795 p3 (ATT)9 27 99362578 99362604 ACCTACCGCCCTAACAAACA AGAGGTTCAACCGAATGTGG 272

Ad04A15798 Aradu.A04 15798 p2 (AT)7 14 99365897 99365910 AGCGTCTAGCCTGAGCAAAG AGAAGCCATAACTTGAAGCGA 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A15800 Aradu.A04 15800 p3 (ATT)8 24 99382292 99382315 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 273

Ad04A15804 Aradu.A04 15804 p3 (GTA)5 15 99428445 99428459 TGTGCTTTAATTTCATTGGTACG CAGGTGAATCCCATCCCATA 249

Ad04A15808 Aradu.A04 15808 c (A)10ttataattcaataatgctcggttgatttaacaatagatgaaaaccgtatataaatcattaatttacgaacatcattct(A)10ttaaccaaaacatgcttcgcttacattataagcacgcaacag(TA)10160 99436604 99436763 TTTTTATCAAATTAATGGTACACACAA TGTTGTATGGGATATAGTGCTCTCA 254

Ad04A15812 Aradu.A04 15812 p2 (TA)6 12 99449809 99449820 GCTTAAGCCCTGAACACACA GAAAAGATGCAAGCATTTACAAGA 276

Ad04A15814 Aradu.A04 15814 p3 (CTT)5 15 99450890 99450904 CGGTGAGGTGTGGTTTCTCT TTTCGATGTTCATGGTCCAA 245

Ad04A15818 Aradu.A04 15818 p3 (ACA)7 21 99464810 99464830 GAATACATCCTGCCGAGAGC GAAGATGGACAAGGGGTGAA 209

Ad04A15823 Aradu.A04 15823 p3 (ATA)12 36 99483750 99483785 CCCATTACAGGAGGCAAATG TCAAATGGATGGGAGAGCAT 274

Ad04A15824 Aradu.A04 15824 p3 (TTA)8 24 99497589 99497612 GTGCCCACAGTGGTTTACCT CCCATTACAGGAGGCAAATG 192

Ad04A15828 Aradu.A04 15828 p4 (TTTA)5 20 99516977 99516996 TTCACTTGACACCTTCACGC TAAAAGCTTGCATGCGAAAA 235

Ad04A15830 Aradu.A04 15830 p5 (AAGAA)9 45 99536024 99536068 CGGTCATGTCCTCCATTTCT CTATTGGCGTGAAGGGTCTC 221

Ad04A15831 Aradu.A04 15831 p2 (AG)6 12 99540180 99540191 TGGTCTAGATCCAAGCCCAG CCAATTGGCAACATAAATCAAA 275

Ad04A15832 Aradu.A04 15832 p2 (TA)6 12 99547813 99547824 CAAAATCCAGTGAGGGTTCAA AGAATGGTGGAATCCAATGC 279

Ad04A15833 Aradu.A04 15833 p3 (TCT)6 18 99554542 99554559 AAACCCACACCTCTCTCCCT GGTCTTGATGGGCTTTTGAG 243

Ad04A15834 Aradu.A04 15834 p2 (AG)7 14 99558758 99558771 GGTCTAGATCCAAGCCCAAA CCAATTTGGCAACATAAATCAA 280

Ad04A15836 Aradu.A04 15836 c (A)13ttttgaaaaagtagttcaaaattaattagaaaatagaaa(T)1163 99573993 99574055 CGAAACAAAAGCAGTTGAAAAA CTTGGTGTTTTCCCTCCAAA 223

Ad04A15842 Aradu.A04 15842 p3 (ATT)6 18 99610698 99610715 TTTTCATTTAAACGGCATGTT ACTTGGCTCGAGTGGATGAC 235

Ad04A15844 Aradu.A04 15844 p3 (ATT)15 45 99621931 99621975 AATCGTTGGAGTGTCCTTGC AGTTTCGTTCTCCTCCACTTT 252

Ad04A15845 Aradu.A04 15845 p2 (AT)9 18 99628351 99628368 CCAATAAGTTCCAATAACCAGAACA TCCAAAAGATAATGTATGGTTTTATTC 269

Ad04A15852 Aradu.A04 15852 p2 (AT)7 14 99681034 99681047 TCATTGGTGGGATGTGAATG TGGGTGCACGTGACTAGTTT 280

Ad04A15854 Aradu.A04 15854 p2 (AT)9 18 99686745 99686762 TCATGAGGTCTTTTCAAGGTTGT GGGACAAAATTACCCCCAAT 232

Ad04A15855 Aradu.A04 15855 p2 (AT)13 26 99687837 99687862 TTTTTGTTATGCTTTTTGTGGA GGATCAAAATTGAGCTAGGCA 234

Ad04A15856 Aradu.A04 15856 p3 (ATG)5 15 99692585 99692599 TGAGATCCCTCATGTTGGTG CCAACTCCCTGATTCTTCCA 253

Ad04A15857 Aradu.A04 15857 p2 (TA)9 18 99693283 99693300 GTACCCTAGCCGGCCTAAAC AACTATGAAGCCGAAAGCGA 140

Ad04A15858 Aradu.A04 15858 p3 (CAA)5 15 99699076 99699090 AGTGTGTGAAAAGGGCAACC GCTTCCCAAACTTCCTTCCT 162

Ad04A15864 Aradu.A04 15864 p2 (AC)7 14 99737511 99737524 GCCGAACAGGCTAAAAACAC TAAATGGTGTGGTGATCGGA 222

Ad04A15865 Aradu.A04 15865 c (AG)15g(GA)10 51 99746549 99746599 GACACCCCACCATGGTAAAC ACACACGTGGGTTGTGTTGT 260

Ad04A15872 Aradu.A04 15872 p3 (TTG)5 15 99776960 99776974 GGTGTTCGACATGCTGAGATT AACTTTCCCTTCCTCCCCTT 278

Ad04A15873 Aradu.A04 15873 c (A)10gaataataattcaaaacaacaacattattcttcctccagt(ATC)5ataagaagtaaaaaaatag(CAT)8108 99778126 99778233 TTCATTCAAGTAATTTCGATGCT TGCTGTATTTTGGTTTTTGCTT 271

Ad04A15874 Aradu.A04 15874 p2 (AT)11 22 99806397 99806418 TCTGAAATGCATTGTTGAATGA GAACAAAATACCTTTCTTGGGA 240

Ad04A15875 Aradu.A04 15875 p2 (AC)8 16 99807807 99807822 GGATGGAACTTTCCACAACC TTGGCTAATTATTATCGTGTACAATG 261

Ad04A15878 Aradu.A04 15878 p3 (TAT)11 33 99815186 99815218 TGCTTGAAAAATCCCCAAAA TGGATTAAGGCCCAGAGTTG 245

Ad04A15879 Aradu.A04 15879 p2 (TA)7 14 99815862 99815875 TGCTGACCCATGAAAAGATT TCCACACAAATACTATACTCTGACATT 178

Ad04A15886 Aradu.A04 15886 p2 (AT)7 14 99840464 99840477 TGTTGGTAATTTATTCTTCTAGTGTCA GAAGTTGCGAGTTCAAATTTTTC 182

Ad04A15889 Aradu.A04 15889 p3 (TAC)5 15 99850753 99850767 GACAATTTCATGAAGGGCGT TCTTGACTTTCCCATGGAGG 166
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Ad04A15890 Aradu.A04 15890 p3 (TAT)5 15 99862638 99862652 GTGCTAGGTGGGAGACAACC GCTGCTCCTGCAAAACTCTC 243

Ad04A15891 Aradu.A04 15891 p3 (AAT)5 15 99862897 99862911 GCCATTTTTGACCAACATAAA AGCAATGCTACATGGCCG 240

Ad04A15892 Aradu.A04 15892 p2 (TA)6 12 99865320 99865331 AAACCGCTACGCACTCATAAA CATAATTTTGCATGAATATCCTGA 279

Ad04A15897 Aradu.A04 15897 p2 (AG)6 12 99894231 99894242 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 224

Ad04A15898 Aradu.A04 15898 c (T)10cgttttcttttctttttctctttttttttcgaa(T)1053 99919199 99919251 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 232

Ad04A15899 Aradu.A04 15899 p5 (TTATC)6 30 99945003 99945032 CCTGGGTGCTCTGGTGTATT AGATAAAGGCGGTTCCCCTA 131

Ad04A15906 Aradu.A04 15906 p3 (AGA)6 18 99997169 99997186 GCAGCCACATGTTCTAACCA CCCTCTTCTCCCACTTAGCC 276

Ad04A15914 Aradu.A04 15914 p3 (TTG)6 18 100056244 100056261 CACGAGGATTGTTGGATTGA TGCCAAAGAATTGGGGTTTA 271

Ad04A15915 Aradu.A04 15915 p2 (AT)8 16 100058836 100058851 TCCAAAGCAACCCACTTAGG CGTTTTGTCTGTGGATACGG 238

Ad04A15916 Aradu.A04 15916 c (A)10tttctaaa(AT)834 100063968 100064001 TTTTGTGTGTTTTTCTCTTTCATCA GACCCCAGAGTCCTCTTGTC 279

Ad04A15920 Aradu.A04 15920 p2 (GA)9 18 100089794 100089811 CAGAGGAGAAGAGAGGGTTCG TTTCTCACCCTTTTTCAAAATTC 245

Ad04A15921 Aradu.A04 15921 c (T)11aaaaaaatttttagattttaatttcattttttttcgaaaaattttctg(A)1069 100097138 100097206 TTTTGTGTGTTTTTCTCTTTCATCA TGTTCATTCCTACTTGCTTCCA 257

Ad04A15925 Aradu.A04 15925 p3 (ATA)6 18 100135238 100135255 TGGTTCCAATGTTGCTGAAA CCTACCCAAGAAAGATGCCA 264

Ad04A15932 Aradu.A04 15932 p2 (TA)7 14 100150827 100150840 GACCATTGGAAGAGGTGGTG AAATGAAGTTTATATCCGTGTCAGA 256

Ad04A15933 Aradu.A04 15933 p2 (TA)6 12 100152839 100152850 AAAGGGTGGTTGAAATAGGACA CTTACATAATCATCGTGACATAGACA 117

Ad04A15934 Aradu.A04 15934 p3 (AAG)5 15 100153197 100153211 TGGGAATTGATGAGTAAGGG GAGCCTCCCTTCTTCTCTCC 170

Ad04A15938 Aradu.A04 15938 p2 (TA)6 12 100156027 100156038 ACCCTCGCTGGGTCTCTATC CCCACAAGTACTCATGTTTGACA 240

Ad04A15942 Aradu.A04 15942 p2 (CT)10 20 100177340 100177359 AGGTTATGTGTTATCGGCGG GTAGTGGGAGTCCACGCAGT 245

Ad04A15943 Aradu.A04 15943 c (CT)7(CA)6(CT)6a(TC)2283 100177778 100177860 CGCAAAATTCTTTTCCCTCA AGAAGTTCCAGGTGGTGGTG 168

Ad04A15945 Aradu.A04 15945 p2 (CT)7 14 100180796 100180809 TTCAAAGCACGAACCCTCTC GACGACGAAGCTAGACCTGG 276

Ad04A15947 Aradu.A04 15947 p6 (ATTTTA)5 30 100213307 100213336 TCGTTTCCGTTGTTAGGCTC TCTTTCATTCTTTCATCCACTCA 279

Ad04A15948 Aradu.A04 15948 p2 (AC)8 16 100235753 100235768 AGGGCTCTGATGCTCAAAAA ACAACTTTTTAGCCGGCCTT 167

Ad04A15952 Aradu.A04 15952 p3 (TTA)21 63 100247240 100247302 GCGTCAAAGACATACATGCAC AGCTTGATTGTCATTAGGCAA 196

Ad04A15953 Aradu.A04 15953 p2 (TA)6 12 100247846 100247857 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 264

Ad04A15954 Aradu.A04 15954 p2 (TA)6 12 100251957 100251968 CTGGGTTTCGTCCAATTGTC GCCACCAAAGTTACTCCCAA 183

Ad04A15955 Aradu.A04 15955 p2 (TA)14 28 100253214 100253241 GAGGCGCTACGACCTCTAAA TGGGATCGACCCTTACTCAC 162

Ad04A15956 Aradu.A04 15956 p3 (ACT)6 18 100255637 100255654 CATGCCTGATGATGATGAGAA CAAGGGCATGATCTAAGGGA 254

Ad04A15966 Aradu.A04 15966 p3 (TAT)21 63 100325578 100325640 TCCATTGTATTGGCTTTTCCA TCATTTTAGAATTTTGCAATACCG 234

Ad04A15970 Aradu.A04 15970 p3 (AAG)7 21 100344205 100344225 CGACCTTAGGTGCCATTGAT CCATCTCTCCCTCTCAACCA 148

Ad04A15980 Aradu.A04 15980 p3 (ATT)5 15 100379609 100379623 CAGCATCATTCAACGCAAGT TCCCCTTTCCACTACCATCA 280

Ad04A15981 Aradu.A04 15981 p3 (AGC)6 18 100380794 100380811 CGAGCTCATTCTCATCGTCA CTGCTAGAGGACATCCTGCC 105

Ad04A15982 Aradu.A04 15982 p2 (AG)6 12 100383299 100383310 TTTGGAGAGAACCTTGGTGG CCCACCTACAACAATCACACA 221

Ad04A15983 Aradu.A04 15983 p2 (AT)6 12 100383509 100383520 TGCCTGATAACCTTTTGTTCC AGATGCAAGCTCAGAGTGATTC 219

Ad04A15984 Aradu.A04 15984 p3 (TTC)5 15 100385379 100385393 GCCTTGCAAAATTCTCACTTTC AAGAATTTCTGTGCGCGAAT 256
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Ad04A15985 Aradu.A04 15985 p3 (GAG)5 15 100386342 100386356 TTAATGATGGCACCAGAGGA TTGACATCCCTAGCCCAAAC 131

Ad04A15986 Aradu.A04 15986 p2 (TG)7 14 100387008 100387021 GGTAGCTGCAGAGAGGTTGG AAATTTCTCCGAGGTAGGCG 238

Ad04A15987 Aradu.A04 15987 p2 (AT)10 20 100391239 100391258 CCAATATTAGAAAAGAAAGTGGCA TTTTGTAGCTTTGAGAAATTAGGATG 249

Ad04A15989 Aradu.A04 15989 p2 (AG)7 14 100406219 100406232 GCGGGATGTTACAATGGGTA ACCCTAGTGCCAAACCTCCT 267

Ad04A15991 Aradu.A04 15991 p5 (TTATC)5 25 100410340 100410364 CCTGGGTGCTCCAGTGTATT AGGAGCACAGCCCAATCTAA 165

Ad04A15996 Aradu.A04 15996 p3 (GAG)5 15 100488835 100488849 GCAAGAAGGAGCCACGTTAG TTCATTGTGCCTTTGTGGAA 243

Ad04A15999 Aradu.A04 15999 p3 (TCT)6 18 100530789 100530806 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 206

Ad04A16000 Aradu.A04 16000 p3 (TCT)6 18 100536249 100536266 ATTCCTCTTCCCAATCACCC TGCCATTGATGGTAGTGGAA 264

Ad04A16007 Aradu.A04 16007 p2 (AC)7 14 100622784 100622797 TTGGGAGTTGGATAGCCTTG AGCTTGATGAGGCCATGAGT 268

Ad04A16009 Aradu.A04 16009 p2 (TA)7 14 100626948 100626961 TCTCCCATCTCAATTGTAAAAGC ATGGGTTTATCAACCTCCCC 274

Ad04A16013 Aradu.A04 16013 p3 (AGA)5 15 100691988 100692002 CCGGCTTTAGATGCCATAAA ATACACCCTCCGTCTCCTCC 147

Ad04A16014 Aradu.A04 16014 p2 (AT)10 20 100702450 100702469 ATCCTAACGTCAAAATGGCG TCACTTGTGGATGCAAGAGC 211

Ad04A16016 Aradu.A04 16016 p3 (TTC)5 15 100727018 100727032 TTTGTGAACTGCGTCCAGAG CCACTCCTCAAACCCACACT 237

Ad04A16019 Aradu.A04 16019 c (A)10ttctttttaattaactaattgttttaaattttaattttaattctatctcatcttttattttcgaaaatcattaactacttttcaaaattaattttcgaat(TC)6122 100808127 100808248 TCAAAAATTTGAAGTTTGTTACTTTC AGCAGTGATTGGAGGTGAAGA 276

Ad04A16020 Aradu.A04 16020 p3 (TCT)5 15 100811239 100811253 CTCCATTCACAGTCACCCCT TAAAATATTGCTCGCCCTCG 206

Ad04A16023 Aradu.A04 16023 c (AC)11gcgcg(CA)1761 100834920 100834980 TGGAAAACAAAAGCCTACATCA AACCCTCTAATTGTGGGGTGTA 280

Ad04A16025 Aradu.A04 16025 c (T)10ctttctccctctttttttttcttttctttctttctctt(TC)660 100852034 100852093 CCCCAAATTAGAGGTGTCCA GGCCCTTGAAAGAATGATGA 235

Ad04A16028 Aradu.A04 16028 p3 (AGA)5 15 100879548 100879562 TAAAATATTGCTCGCCCTCG ACCCCACAGGATCATCTCAG 180

Ad04A16029 Aradu.A04 16029 p2 (GC)6 12 100883213 100883224 ATAATAGTGGGCCACGGACA GCAAAGATTGGATCAAGGGA 276

Ad04A16035 Aradu.A04 16035 p3 (AAG)5 15 100946029 100946043 AAAATTTTGAACCAAACTACCCA TGGAGATAGCAGCAGAAGCA 182

Ad04A16036 Aradu.A04 16036 p3 (TAA)6 18 100946291 100946308 CCGTCGATACGTTAAAAACCA TCTGCTGATGGTAACTCCTGC 186

Ad04A16037 Aradu.A04 16037 p2 (AT)9 18 100947269 100947286 TGCGTTAAATCTTCGAGAACC TGAAACAAAAGGACAAATTGGA 203

Ad04A16041 Aradu.A04 16041 p2 (AC)7 14 100958269 100958282 TCCGTAATACGAGTTACACACACA ATTTGCACGGCACTGATATG 274

Ad04A16046 Aradu.A04 16046 p2 (AT)6 12 100995283 100995294 CGTTAAACGCCCAGAATGAT TTTGGTGTCTTGCATGTCTTTC 196

Ad04A16048 Aradu.A04 16048 p5 (AAATT)5 25 101002249 101002273 AAAATTGGAGAAGATCTATTTTTATGA TGTGCATTCACCTCTACTGCTT 259

Ad04A16050 Aradu.A04 16050 p2 (TC)8 16 101008402 101008417 ATGGTTTTGACCATTTCCCA TGGCTGAAATTTTGTTGTTACC 257

Ad04A16051 Aradu.A04 16051 p2 (TA)7 14 101012591 101012604 GAAGATGTGCAAAAGGGAGC GCATGTTGGAGGCGTCTATT 270

Ad04A16052 Aradu.A04 16052 c (TC)20tttctctcgca(CT)6atcattctgtcacattatgattcttcttcttctctgtcgccgcatcatcctcttcatgtaagtt(TC)10147 101021686 101021832 TCCCCAAAATTAATCCCAAA CATGCAGATTCACAAATCACAA 274

Ad04A16056 Aradu.A04 16056 p3 (ATA)7 21 101061712 101061732 CGTTGGGGACAAAAACGATA CCATCTTTAAGTGCAAAAACTCG 278

Ad04A16057 Aradu.A04 16057 p2 (TC)6 12 101062266 101062277 TGATTTGATCGGAGTAAATATCAAA TTAAACACGAGAGAGGGGGA 185

Ad04A16058 Aradu.A04 16058 p3 (AAT)6 18 101070496 101070513 TGGCAAACCTAAAAGAACCG TGAAAGTAAGTGATAATGCCCC 197

Ad04A16059 Aradu.A04 16059 p2 (AG)7 14 101073166 101073179 AGAGGAGCTCATCCTTGCTG CTCCTGCGACCTTCTAGTGG 180

Ad04A16060 Aradu.A04 16060 p2 (TA)6 12 101078172 101078183 CGTTTCTGACTGCGTTATTCTG GACAACGAAGTTCGAAAGAGC 220

Ad04A16063 Aradu.A04 16063 p2 (AT)8 16 101096858 101096873 TAAATCGCAATATCGCTCCC TTGTTTATTGTTCCCTCGCC 192
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Ad04A16064 Aradu.A04 16064 p2 (AT)6 12 101100213 101100224 TCGGCTAAGGTATGGTCTCG TGGTTTCACCCACAATTCAA 239

Ad04A16065 Aradu.A04 16065 p4 (TTTC)5 20 101108411 101108430 GCCACAGCTCCATCTCTTTC CATCACCCACACACACACCT 104

Ad04A16067 Aradu.A04 16067 c (AT)6(AG)7 26 101116481 101116506 AGAATCAAGATTCAATTGTTTCAA TTAACTCCATTGCACAAATAAAAA 178

Ad04A16071 Aradu.A04 16071 c (AAC)5ggtctctctctatatctccctcccctt(TC)858 101130715 101130772 GAGTCTTTATCGCCGTCTGC TACGCACGAAGAAGTAGCGA 236

Ad04A16074 Aradu.A04 16074 c (TC)13tt(TC)9 46 101146184 101146229 CATGTTCGGCTTCTCTCCTC CCAAACCCAACGAAAGAAAG 274

Ad04A16075 Aradu.A04 16075 c (TCTT)5tcgttgggtttgggggtggctagggtttggtatg(GT)666 101146397 101146462 TTCCCCCTCCTCTTTTCTTC CCTAAACCTAACCCATCACCC 149

Ad04A16076 Aradu.A04 16076 p3 (TTC)5 15 101151334 101151348 TTGAAAAGGGATCGAGATGG TGAGCTTGTGCTGCTTCTGT 192

Ad04A16078 Aradu.A04 16078 p2 (AT)7 14 101158159 101158172 TTGGAGGGAATACTAATGTTGTGA AAGTCCGTTGCACAAATAAAAA 190

Ad04A16085 Aradu.A04 16085 p2 (TA)7 14 101186233 101186246 GCTCGTGATAGTCCTTTTTCAA AAGGCCCAAAACAACAAAAA 260

Ad04A16087 Aradu.A04 16087 p3 (AAT)6 18 101186614 101186631 GTCAATGTTCAACACCCCCT AAAAACGAGCAACAACTAAAGAGAA 187

Ad04A16089 Aradu.A04 16089 p3 (TAT)5 15 101190757 101190771 TCAACTTAATTTCATGGAGAGCA GGGTTGTGTCCCTTTAGTCAA 265

Ad04A16091 Aradu.A04 16091 p3 (TTG)9 27 101197881 101197907 TGGCATCGTTTGATTCATGT GAAAGCCCTGCTGGTATCTG 205

Ad04A16093 Aradu.A04 16093 p3 (TTC)5 15 101200401 101200415 GGCCGTTCTTCTTTCAAATTC AGGAGGATGAAGTGGTGGTG 141

Ad04A16094 Aradu.A04 16094 c (CAT)6t(ATC)10(TTC)770 101200575 101200644 CACCACCACTTCATCCTCCT CGACGATAAGGATAACGACGA 194

Ad04A16097 Aradu.A04 16097 p2 (AT)10 20 101202902 101202921 CAGATCTTCCTTTGGCAACC ATATGCAGCCATTAGCCCTG 174

Ad04A16098 Aradu.A04 16098 p3 (ATT)6 18 101208027 101208044 CATTTGATAGTTTACCACTTTACCCA TGACGAAAAGATGATGGAAGG 243

Ad04A16101 Aradu.A04 16101 p2 (AG)6 12 101211954 101211965 AGAGGGAGAAGCCTCTACGG CGTGAAGGAGGAAGCAAAAG 264

Ad04A16102 Aradu.A04 16102 p3 (TCT)5 15 101220143 101220157 TGTGCCTTGCACTTTCACTC TGCATCAAGGGCTAGGAGTT 275

Ad04A16104 Aradu.A04 16104 p2 (AT)11 22 101224574 101224595 GGTCCAACCTTTCTGGTTGA CACAATCCAGTGTGTAGTGCC 189

Ad04A16105 Aradu.A04 16105 p2 (AT)7 14 101232100 101232113 TCTCCCTTTTCAAGCTCCTG TTCCACAGTTACAAGCTGCAAT 264

Ad04A16107 Aradu.A04 16107 p2 (AT)13 26 101237934 101237959 GTTGCTTGGCCTTAGCTTGT TGAGACATGAGTCCTAATACAACGA 272

Ad04A16119 Aradu.A04 16119 p3 (GCT)5 15 101273658 101273672 CCAAGAGAAACTGCGGAAAG AATGGTGGTTGACTGGCTTC 169

Ad04A16122 Aradu.A04 16122 p3 (TTA)15 45 101280311 101280355 TGAATGGAAAAAGAGGTGGC CGCATGTGAAGGATCATCAG 214

Ad04A16123 Aradu.A04 16123 p4 (TTAT)5 20 101283064 101283083 AAACCGCACAATGTGTTACAA GGTACCAAAATAAACGATGGAAA 280

Ad04A16127 Aradu.A04 16127 c (A)11ttcttgcg(A)1029 101298640 101298668 TGTTGGCTCCTGAAAGAATG ATGCCACAAGCACATGGTTA 280

Ad04A16129 Aradu.A04 16129 p2 (TA)6 12 101314224 101314235 TTTTGAAAATTTAGCCATCGAGA AATAATAAAAACAAGTTGAAGACGATT 275

Ad04A16130 Aradu.A04 16130 c (T)10aatttttttttgaaaataatgaatttttttatttataaaag(A)1061 101315187 101315247 GAAGACTAAAGAGGGACCGGA AACAAAGTTTCAAAAGGGGGA 243

Ad04A16131 Aradu.A04 16131 p3 (AAG)7 21 101317455 101317475 CAGATGCTTGGCAAACAAAA TCACCTCAAATTCAACATTGG 177

Ad04A16134 Aradu.A04 16134 p2 (TC)26 52 101320931 101320982 CCCAAATGCAAAATAAAAGCA GGTTGTAATGGGGCTAATGG 223

Ad04A16135 Aradu.A04 16135 p2 (AT)9 18 101328691 101328708 GGAAATAAGCTGCTGCATGA CTGCCTGTAAACTTGTGAGCC 231

Ad04A16136 Aradu.A04 16136 c (T)11gcaaagggtcacgttctcttttgtcaaaatggattaagttcgggttggcttttcaattttttttggtaac(T)1596 101331913 101332008 CGGATAAACGCATTTTCTCA AAGAGTTTTCAACCTGCGGA 258

Ad04A16137 Aradu.A04 16137 p3 (TAT)5 15 101333954 101333968 ATTGTGATTTGAATTAGATTGGTTT TTCTTCTAAAGCAACCAAGGG 178

Ad04A16141 Aradu.A04 16141 c (T)10cttctaattttggtaattcatctttagtttgtc(T)1255 101341549 101341603 GTAAGGCGTGCAATCCATTT GTGGGGTGCACTTCTTCAAT 272

Ad04A16144 Aradu.A04 16144 p3 (CTT)5 15 101358463 101358477 GTTCTTCCTCCCGTTCCTTC CACGACGAAGATGAAAATGC 114
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Ad04A16145 Aradu.A04 16145 p3 (GAA)5 15 101358637 101358651 TCCTCCTCATTGTTTTTCGC TTCCTCTTTCTCCTTCTCATCTTC 246

Ad04A16147 Aradu.A04 16147 p3 (GAA)5 15 101359341 101359355 AGAGGTGGTGTTGATGACGG TTGGTCATATCCGACCCAAT 250

Ad04A16149 Aradu.A04 16149 p3 (AAT)5 15 101377186 101377200 GCTTGCATTCAGATTCATCG AGAAATCCCAAAATGCGTTG 225

Ad04A16155 Aradu.A04 16155 c (T)15ggtattgagacacttgtaagtttattataaagttttctcaaagagacttatttg(AT)783 101386206 101386288 TGCGAAGACCCAATTAAAAGA TTTATGATGGACTTCTATGTCCTAAA 244

Ad04A16156 Aradu.A04 16156 c (GAA)5cagagttgaaaaagaagaagagcatagtattgaagaagaagaaagaga(T)1073 101405577 101405649 TTTAGGTTGATTGATGCTTGC GATGCGTAGAGAAACGTCGTC 209

Ad04A16158 Aradu.A04 16158 c (AAG)5(ATG)5aaa(AAG)651 101407394 101407444 TGTGTTTCTTCTTCTTCTTTGTTTG TTCTTCTCCCTCCTCCTCAA 193

Ad04A16159 Aradu.A04 16159 p2 (AT)10 20 101408568 101408587 TTTGAATCTCTAACACTGGCAAA TTTCACATTGGAATTTTAACGC 279

Ad04A16160 Aradu.A04 16160 c (A)10ttaattcataaataataattaattaaatgattttcatgtcagaggttattttatctgtta(T)1080 101408968 101409047 AATCAGGTCACCCAATGATG TGTGGCTTAAATCCTTTCTTGA 280

Ad04A16161 Aradu.A04 16161 p2 (GA)6 12 101409391 101409402 TCACCTTAGATGACTATAAGACCAACA CCATGAAAGTAATGTACCGCA 199

Ad04A16162 Aradu.A04 16162 p3 (TAA)8 24 101411593 101411616 ACGTTCGGTAATTTGCCTCT AAGCGAGTGGAATCCAGTGT 219

Ad04A16163 Aradu.A04 16163 p2 (AG)6 12 101416110 101416121 GGAAATGATTCAGGGCTTCA AAAAGGAAACACACCGAACG 232

Ad04A16165 Aradu.A04 16165 p2 (GA)6 12 101418805 101418816 ATTGCCAAACGTCACATCAA TCATCCCTATCGTCAAAGGC 213

Ad04A16169 Aradu.A04 16169 p3 (AAT)6 18 101422701 101422718 AAGTTCAGGGACCAAATTGAG TCCGTTATATATTTTTCTTTTGGTAAC 280

Ad04A16174 Aradu.A04 16174 p2 (AT)6 12 101458355 101458366 ACCTCGCTGAAACATTCTGG CGGCTTGCAAAGTTAAAACC 239

Ad04A16176 Aradu.A04 16176 p3 (AGA)5 15 101470164 101470178 TCGCAAGCTAAGGAGAAGGA TCTCTGCAGCTTCTCCAACA 121

Ad04A16178 Aradu.A04 16178 p3 (ATT)6 18 101475198 101475215 CATCAAGGCAACTAGCTGAGG CAAGAGAAGGAGATGGCAGC 162

Ad04A16179 Aradu.A04 16179 p2 (AC)19 38 101498841 101498878 CGTGATGGGCAAATTGTACTC CTACCATCTCTTGGGGGTTG 279

Ad04A16180 Aradu.A04 16180 p2 (AT)11 22 101499222 101499243 GTCCCACTTGCTCTGGGTTA AGTGTGACGGACCACCTACC 251

Ad04A16182 Aradu.A04 16182 p3 (ATA)8 24 101516705 101516728 TCAATTTCTTTGTGTGGGAGAA TTTTTCAGTTTTGTTCGCCA 151

Ad04A16186 Aradu.A04 16186 p3 (TTC)5 15 101536686 101536700 TTAAAAAGGGGCAACGAATG TTCGTTGGAACCCAATCTTC 270

Ad04A16189 Aradu.A04 16189 p2 (TA)6 12 101560200 101560211 TGAATCTCAATAAGAGTTGGCTTC CCTCCATCAAACCATCAACA 140

Ad04A16190 Aradu.A04 16190 p2 (GC)6 12 101568037 101568048 ATGCACAAATTCCACCCCTA GCACGGTGTCAGCCTAAGAT 192

Ad04A16191 Aradu.A04 16191 p4 (TTAG)7 28 101568339 101568366 GCGGATCACCTTTTCTCAAA GCATGCAATTAGGAATAGGCA 262

Ad04A16192 Aradu.A04 16192 p2 (AT)7 14 101570376 101570389 TTTAAACCGCAATACCGCTC GATATGGGCGCAGAAGTCAC 271

Ad04A16193 Aradu.A04 16193 c (AG)7atgataaagaagggagggagagagaaagagagaggaagg(GA)9aaa(AG)6(GA)698 101596537 101596634 TTGGTTAAAAGGAGAGAGAGAGGA AACCGGTTAATCAAAACCAAAA 200

Ad04A16198 Aradu.A04 16198 p2 (TC)8 16 101628950 101628965 CTTACCCGTCGCTCACATTT TGCAGACTTGGTGACAGTGA 153

Ad04A16199 Aradu.A04 16199 p3 (TTA)10 30 101637122 101637151 AATGCCACCTGTGGAAATTG TGGCACACAAATAATGGGAA 280

Ad04A16200 Aradu.A04 16200 c (A)10ttc(A)10gcaacacaatacacacataagaagaagaaaacatgtaagt(A)10tacacataaaatatcttagttagacttaatt(A)10114 101643980 101644093 TTTGTTATTGTGAAATTAATTGTGTGA TGGCGAGTGATTTAGTAGATTAGTG 271

Ad04A16201 Aradu.A04 16201 p3 (CAA)5 15 101646448 101646462 TCACAGCAACAACAAAAGCA TGAGGTCACGTCAGCAAATC 245

Ad04A16205 Aradu.A04 16205 p2 (AT)8 16 101684150 101684165 AAAATTCGGCTGCGAAGATA TGTCCTTTTGGGTTTCCTTG 100

Ad04A16207 Aradu.A04 16207 p3 (AAT)5 15 101694852 101694866 GTCCGAGTTTCAGGGGAGAT TTGAGTTGAAGACTTTTCCAAAAAC 260

Ad04A16209 Aradu.A04 16209 p2 (AT)8 16 101711531 101711546 ATGTGTCCCACCATCCATCT CCAACTAGTTCCTGAAGCGG 272

Ad04A16211 Aradu.A04 16211 p2 (AT)10 20 101713761 101713780 TCGCAATCATAGTGAATAACGG TTGGATGAAAAAGAAATGAGAAGA 117

Ad04A16212 Aradu.A04 16212 c (A)10gagaaaatatatagacttgtacgaatatcatcactatg(ATA)666 101714111 101714176 GCTTATGAAATGCACCCAAAA ACCGGAAAATCAAACTGGAG 161
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Ad04A16214 Aradu.A04 16214 p3 (AAT)12 36 101714870 101714905 GAGTCTAATCAACAACAAACTAACAAA GGATACCTTGACAACAATGGG 280

Ad04A16223 Aradu.A04 16223 p2 (AG)8 16 101771463 101771478 CGTTTCGATGTGCTAACAGG CATGTCTCCTCTGCCAAACA 257

Ad04A16226 Aradu.A04 16226 p3 (ATA)5 15 101778177 101778191 CTCGATCCAACCAAATGACC CCTCACATGCTATTTAAGCCAA 226

Ad04A16227 Aradu.A04 16227 p4 (TTAA)6 24 101780831 101780854 ACATGTTACGTTGGCATGGA ATGTCGCATGTGGAAACAAA 205

Ad04A16228 Aradu.A04 16228 p2 (TA)8 16 101781033 101781048 AGAGCAAACCGAGACTCCAC ATGATCTGCGAAAGCCAACT 225

Ad04A16231 Aradu.A04 16231 p3 (ATG)5 15 101782770 101782784 TGCAAATCAAGGTTTCAGGG TTTTGACTTCACCGTGGAACTA 249

Ad04A16232 Aradu.A04 16232 p2 (TC)10 20 101783820 101783839 AACTTTTTCTTTTCCACCACCTT AAACCAAGCGATGATTTTGG 158

Ad04A16233 Aradu.A04 16233 p3 (ATC)7 21 101784154 101784174 TCAGACATGATCCCAAATGC TTCTTGTTGGATGGAGGAGG 125

Ad04A16234 Aradu.A04 16234 p3 (AAC)5 15 101784632 101784646 AATTCCTCCTCGCTTGATGA TGTTGGCGTTCTTGTTCTTG 166

Ad04A16235 Aradu.A04 16235 p3 (AAT)14 42 101787514 101787555 TGACCACCTGAATGGTCATC TGGAAGATGACACCAACAAAA 263

Ad04A16238 Aradu.A04 16238 c (ACC)6agtatcatcatgatg(ATC)548 101790938 101790985 CTTCCTTCACCCCAAAATCA TTTGTTCAGCTTGGGCTTCT 168

Ad04A16239 Aradu.A04 16239 p3 (AGA)9 27 101791213 101791239 AGAAGCCCAAGCTGAACAAA ACCATCTTCTCTGCCACACC 268

Ad04A16240 Aradu.A04 16240 c (AC)9(AG)11ttccaacggataaatataatcaatgctctagacccaatctgcgaagccaagaccagcta(AT)6111 101793223 101793333 ACCCATCGAAGTTGGCTAAA GATGATTGGCTTTGGTTTGG 268

Ad04A16243 Aradu.A04 16243 p2 (TA)6 12 101809646 101809657 TCAATGTCAATAATGTCCATGC AGCCACAAACTCACCCCTTA 160

Ad04A16244 Aradu.A04 16244 p2 (TA)6 12 101809957 101809968 TAAGGGGTGAGTTTGTGGCT TGAAACAGGAATATTTTCTACCG 278

Ad04A16245 Aradu.A04 16245 p3 (TTC)5 15 101824555 101824569 TCAGTTCGCCTTCAACCTCT TTGCTGGACTGCAAATCTTC 262

Ad04A16249 Aradu.A04 16249 p2 (AT)7 14 101832023 101832036 GCTGAGAATTCTTGGTTCCC GCGGGTAAAAAGGTAAAACCA 253

Ad04A16250 Aradu.A04 16250 p3 (TTG)6 18 101832983 101833000 ACATGACAGAGCACAATGGC TCGTTCCAATCACGTTAGGG 160

Ad04A16251 Aradu.A04 16251 p2 (AT)6 12 101833231 101833242 CCCTAACGTGATTGGAACGA GCGGGTAAAAAGGTAAAACCA 235

Ad04A16252 Aradu.A04 16252 p2 (CT)6 12 101834047 101834058 CAATACCTCCCTCCATCCCT ATTTCGTGCCCAATCAATTC 275

Ad04A16267 Aradu.A04 16267 c (TC)16ccccttcttctccctttctctctccctcccttctttctctctcttccccc(CT)6ttctctctcctcctatctctctttttcccttctcttcct(TC)14attttcctcttt(CTC)5188 101890829 101891016 AACCGATTAACCAAAACCAAAA GGGGAGAGAAAAGGAGAGGA 279

Ad04A16268 Aradu.A04 16268 c (TC)9ccatatctctctcttttctcctctctttttctt(TC)663 101891230 101891292 TTTTCTCTTTCCCCTTTCCC GAGAGAGAAAGAGAGGGGAGG 170

Ad04A16269 Aradu.A04 16269 c (GA)7tagatagagaggaggggagagaaaaatgg(GA)7gggaaaaggaagagaagag(GA)6agagggggagagag(GA)18138 101891601 101891738 GAGAGAAGAGAGAAAGGAGGAAAAA CTCTCTCGCCATGCTCTTTG 273

Ad04A16272 Aradu.A04 16272 p2 (AT)6 12 101938360 101938371 TGTGGAGACCCGTTTAATCC TAGGTGGTTCAGAGGATGGG 174

Ad04A16273 Aradu.A04 16273 p2 (AG)6 12 101941331 101941342 GGCATGGGTTGTAATTGGTC AGAAATTAATGGTGGTGGCG 126

Ad04A16275 Aradu.A04 16275 p2 (GA)8 16 101958577 101958592 CTTTCCTTGCTCGTCGTCTC TCGTGACGATGATGGTGATT 241

Ad04A16276 Aradu.A04 16276 p3 (TGC)5 15 101959001 101959015 GTCCTTGTTCCAAACCCTCA TTCAAATAACTTGGTGGGCA 262

Ad04A16277 Aradu.A04 16277 p2 (TA)9 18 101970934 101970951 ATGGCAACACTTCCAAGGAC CCTTGAACACCACATGACCA 230

Ad04A16278 Aradu.A04 16278 p5 (AAGAT)5 25 101992941 101992965 AGAAGGGCCCAAATAGAGGA CCTGGGTGCTCCAGTGTATT 186

Ad04A16279 Aradu.A04 16279 p3 (AGA)6 18 102036160 102036177 TCATCTCCTTGCATCATAGGC CCCACTTAGCCGAACCTACA 279

Ad04A16281 Aradu.A04 16281 c (AG)7atagagaggagggggagagagagaaaagacagagaggaagagagaaaaaaat(GA)10aaagaaagagaggaggagagagaaaaataagagagaaaaaatagagaagag(GA)6149 102051744 102051892 TTCACGTTTGAGAGCACCAG TCTCTCCCCTCTCTCCCATT 247

Ad04A16283 Aradu.A04 16283 c (A)14(GA)6 26 102053288 102053313 GGTTGGCACACATACAAGCA TGTTGGAACCATGGAGAACA 280

Ad04A16285 Aradu.A04 16285 p2 (TA)8 16 102057600 102057615 GCTCCTTTGCCTAGCACATC TGTTCTCATCCTAGCACTACCAA 262

Ad04A16289 Aradu.A04 16289 p3 (GAT)5 15 102070658 102070672 TTCATACCAAAAAGGGGGTG TTTGCTCATGGCAATCATGT 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A16300 Aradu.A04 16300 p3 (TTG)5 15 102095379 102095393 TTGTATGGTTTGCTATGTTTATTCAA CAAAAATGTCTGTTGTCTTAGTTTCAA 247

Ad04A16301 Aradu.A04 16301 p3 (CTC)8 24 102098052 102098075 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 165

Ad04A16305 Aradu.A04 16305 c (A)10gaaaaagaagaaattcaaatgagaaaagaatgatgaggtgatggtaga(AAG)676 102111869 102111944 AAATTCAACAACAATAACGACAATATG TGTCATGAGCTAAGGTGGAAGA 280

Ad04A16306 Aradu.A04 16306 c (TCT)6tcctccaaacctcatcaacttgatcatctactctctcattttctcactcagtaaattccttcgtactttcact(TC)8107 102112902 102113008 CCAACCCAACACACACTCAG AAGAGAAAAAGAAGATCAAAAGCAA 240

Ad04A16311 Aradu.A04 16311 p3 (CTC)6 18 102124903 102124920 GGCCTTTATCCAATCACAGC GCTGAGAGGGAGCTGAAGAA 278

Ad04A16313 Aradu.A04 16313 c (TTA)7ttg(TTA)5 39 102131091 102131129 AGCTCTTGGTCGTTTCCCTT TGACGGAAGCAGAGAGACAA 253

Ad04A16315 Aradu.A04 16315 p3 (AAT)5 15 102133828 102133842 CACAACATAGGTAATAACCAACAATGA ACCGATTCAATCCAATCCAA 280

Ad04A16317 Aradu.A04 16317 p5 (TAGTT)5 25 102139020 102139044 CCCAATTTGTGTTATATTGGCA TTGGAGCTCAAAATCACCCT 161

Ad04A16320 Aradu.A04 16320 c (T)10acctaatgtgatactatacaagtatagtc(T)1251 102153198 102153248 GTTTGGAGGCTGAAAACTGC TAGCTCCTTTCATGTTGCCC 251

Ad04A16330 Aradu.A04 16330 p3 (CTT)5 15 102168319 102168333 TTTCTCAATCCAAACCCAAGTT CGTGCAGTAACGGTTGAAGA 209

Ad04A16332 Aradu.A04 16332 p2 (TA)6 12 102172823 102172834 GAAAGAACAAAAGAGAGATGAGGA TGGAGGTGTTTGATGATCCC 186

Ad04A16333 Aradu.A04 16333 p3 (AAT)21 63 102179462 102179524 CGGAGTCTTTAATCAACTTGTGG CGGGTCAATTTTTGGTTAAACT 231

Ad04A16335 Aradu.A04 16335 c (T)10ggtttatttgatttgcatag(T)1040 102185840 102185879 TTGAAAGTGCAAATGATGATGA TGGTGAGCTTCAAAAATAAAAGAA 264

Ad04A16344 Aradu.A04 16344 p2 (TA)9 18 102223368 102223385 TTGTCACCTGCTCCTCATTG TTTTTCAAAATCTATGCTCGC 274

Ad04A16346 Aradu.A04 16346 p2 (CT)6 12 102237475 102237486 AGATTTCGCAAACAGCGAAT AAGAACCTGGGATTGAGAGTCA 234

Ad04A16348 Aradu.A04 16348 p2 (AC)6 12 102246221 102246232 GACACAACAGAACACACGACA TTTTCAGAATACAACTAGTAACGCTT 140

Ad04A16350 Aradu.A04 16350 p2 (GT)6 12 102263989 102264000 CATCTGCTGAGCCTAAAGCC CCTAATTGGGGACCGTTCTT 278

Ad04A16352 Aradu.A04 16352 p2 (CT)6 12 102273915 102273926 CCCGTTTGCCACTCCTAATA TGAGCGACGTAGTGACGAAC 255

Ad04A16355 Aradu.A04 16355 c (T)10atttagtcac(A)1030 102297150 102297179 TTCAGGTGGTTCAACGAACA ACGTCACTGGTGGTCTTTCG 280

Ad04A16356 Aradu.A04 16356 p3 (AAC)6 18 102297617 102297634 TGGACCCTCTCCTTTCTCCT ACGACGCGATTCTTCTCTGT 213

Ad04A16364 Aradu.A04 16364 p2 (GC)6 12 102330685 102330696 TACGCACGCTTTCACAAATC GGCCTAGAGGAGGGTACAGG 251

Ad04A16365 Aradu.A04 16365 p2 (GC)7 14 102331065 102331078 GCACTAAGCCACCAGCCTAC ATGTGGTTATACCCCAGGCA 194

Ad04A16368 Aradu.A04 16368 p4 (AAAT)5 20 102351870 102351889 ATTTTCTGAATTAGTTACCATTCATTT TTTGAGTAATAATCTTTCAAGAGCAA 174

Ad04A16369 Aradu.A04 16369 p2 (AG)8 16 102353562 102353577 GAGGCAAGCCTAGAACATACG TTTGCCACGTATCTTGTCTTT 213

Ad04A16372 Aradu.A04 16372 c (T)10caattagtaatttatgttatgaaattctctttccttgattcaacattaaaaaggattagatactgacta(AT)895 102369452 102369546 AACAAGCTGGCACTGAGGTT GCATAAAACATTTTCCGATCAA 255

Ad04A16373 Aradu.A04 16373 p3 (TTC)5 15 102373429 102373443 CGTTGGAGTGTGCAATGACT ATGCGTTCTCGTCCAGTACC 236

Ad04A16377 Aradu.A04 16377 p2 (TA)6 12 102399741 102399752 TCATAAAACTGAGGTGGCGA AGGTTGACTCGAAGAAACGG 222

Ad04A16379 Aradu.A04 16379 p3 (AGA)6 18 102413485 102413502 TGGAGGCTTTTATCTCCCCT TGGCCGAACCTACATCTCTC 198

Ad04A16391 Aradu.A04 16391 p2 (TC)6 12 102489687 102489698 AATAGATCGGCAACACCGTC AAGAGAGAGTGACGCGAAGG 276

Ad04A16392 Aradu.A04 16392 p2 (TA)7 14 102490988 102491001 CATTACGACCTCAAGCCCAT TTTTTCTTACATACATTTTGCTGGA 117

Ad04A16393 Aradu.A04 16393 c (TAT)5tgttgttgttgtgttccatgatcatcacttcttgttgggtcaccaatggaatt(GGA)5ggcatgcttatgagaagtgatggagaactttga(ATC)6134 102492574 102492707 TCATGATGAGGGACATGCTT GAGCTTCTCTGAGCCTGGTG 276

Ad04A16394 Aradu.A04 16394 p3 (ATT)6 18 102501471 102501488 TAATAGCGACGTCGGGAGAT TGCAAAGTTACCTCATACTGGG 230

Ad04A16395 Aradu.A04 16395 p2 (CT)6 12 102508796 102508807 TTTAATAGGTTGATGGTAGTGATTTTT AATGGATATCATTTAGGAGTCCTCT 236

Ad04A16396 Aradu.A04 16396 p3 (ATA)5 15 102509521 102509535 TCATCATCATCAGATGGACTAACTC AAGTAATAACTTTTTCATTACACCCAT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A16397 Aradu.A04 16397 p2 (AT)6 12 102515200 102515211 TCCTGTTAGGCTGCATTAAAAA AATCGGCTCTGTGCACTTTC 279

Ad04A16401 Aradu.A04 16401 p2 (TA)7 14 102527572 102527585 GCATCAAACTTAGAACCTTTTGC GGTTCAATTGCAGTGACTTCC 280

Ad04A16403 Aradu.A04 16403 p2 (AT)10 20 102528791 102528810 TGGCCACTAAATTATGGGAGA GCTACATTTCATGGTATGTTTCCTT 269

Ad04A16404 Aradu.A04 16404 c (TAT)5tgttgttgttgtgttccatgatcatcacttcttgttgggtcaccaatggaatt(GGA)5ggcatgcttatgagaagtgatggagaactttga(ATC)6134 102529135 102529268 TCATGATGAGGGACATGCTT GAGCTTCTCTGAGCCTGGTG 276

Ad04A16410 Aradu.A04 16410 p3 (AAG)8 24 102552993 102553016 ATGAATGCGTTCCCACTTTC ACCCAATTCCCTGCTAGCTT 238

Ad04A16411 Aradu.A04 16411 c (ATA)6aatagtagtgattatttaatggagagatgtgtgcgtttgtattgaagagaagcgaggttggtgtc(AG)8taaagtaaagtgaagtgaagcatttaaagcttccaacgtccaaagagagagaaagagagaagcattaaccccttttacggtttctga(TC)7200 102553395 102553594 AGCTTGAAGCATGTGTGTGC GAAATTATTTGTGTATTCCACTATTCC 280

Ad04A16413 Aradu.A04 16413 p6 (TTTTGA)6 36 102555117 102555152 CCATTCAAAACATGCAACCA CAGGTGGTGGGCAATCTACT 269

Ad04A16415 Aradu.A04 16415 p5 (TGTGT)5 25 102559507 102559531 TTCTTGGCCGATGGATAGAG ACTTGGCCAGTTGTTGCTTT 186

Ad04A16416 Aradu.A04 16416 p3 (TAT)17 51 102564397 102564447 CAAATTTCTCCATCATCTCGTTC TTGCTGCTCCTGTTATTCCA 212

Ad04A16417 Aradu.A04 16417 p3 (ATC)8 24 102564612 102564635 CAGCAAGCTGCTGTATTGGA GCAAAATCATGTCGAAGCAA 218

Ad04A16418 Aradu.A04 16418 p3 (AAT)9 27 102568775 102568801 GTTTGTGATAGCGCGTGAGA AATTGTTGCACGAATCAGCA 194

Ad04A16422 Aradu.A04 16422 c (AAAT)6tcaattatatattgcattcgtactcgttctcgtgcttatactcatattctcttttcttc(T)1295 102572882 102572976 TTGAACATGCTAAAAGATTAGAAAAGA TTTTGCTTTTTCCTTCAGACAA 226

Ad04A16427 Aradu.A04 16427 p3 (TAT)8 24 102580821 102580844 TGGCTTCATTGAACACCTTG CATGGAAGCACATGCCTAAA 222

Ad04A16428 Aradu.A04 16428 c (TA)7aaaaacaaaaaaatataaaaacctaaaaaataaaaattaatacaatacaaaaatatatatataattatctgaatctctcttattcttttatcattgta(T)11123 102588310 102588432 GTCCCCTGCACCCTTTCTAT AGCGAAGTGACAACACCAAA 274

Ad04A16431 Aradu.A04 16431 p2 (AT)8 16 102598035 102598050 TGCAACTCCTTACACCAGCA TTGATTCACAAATCAGTCACCA 142

Ad04A16432 Aradu.A04 16432 p3 (AAT)6 18 102599164 102599181 GCTCACAAGCCTTTCTCACC GCTTACGGGGCTTATTGGAT 229

Ad04A16434 Aradu.A04 16434 p2 (AT)6 12 102602507 102602518 AACCGATAAAATTGGGTTATTTTT GCCCTTTACTTGTCTGTCATCA 212

Ad04A16435 Aradu.A04 16435 p2 (AT)6 12 102603478 102603489 TCCCTCAAGTTTAAGTCTCCACA CCATTGGACTGTCCCTCTGT 216

Ad04A16442 Aradu.A04 16442 p3 (ATT)6 18 102636272 102636289 AGGCAATAGCTGCCTGAATG TTGGAGATGGATTTTGGAGC 199

Ad04A16443 Aradu.A04 16443 p3 (ATT)5 15 102636975 102636989 AAGCATGATTGATGTGCCAA AAACCATTAGGGAAACTCGAAA 240

Ad04A16444 Aradu.A04 16444 c (T)11atttggctatactagtgcttgggtctgatttgtgattgagaggaa(T)1066 102637957 102638022 TTTGTAAGCAAATCGGAGGG TGGGCTGTGGTATCAGGAAT 256

Ad04A16448 Aradu.A04 16448 p2 (GA)6 12 102645029 102645040 AGATGATTCGCCTCCCTTTT CCTGACGCTAACGCGATATT 272

Ad04A16449 Aradu.A04 16449 p2 (TA)9 18 102669204 102669221 TTGGCACAAGATGGGTAAAA CCTTGAAAAAGGATGACAAAGG 252

Ad04A16450 Aradu.A04 16450 p2 (TA)6 12 102670359 102670370 TCTCGTGCTGATAACGTGTTG AACAAATGCAATTCTCTCTCTCTTT 196

Ad04A16452 Aradu.A04 16452 p2 (TC)6 12 102681123 102681134 GGAACGGGGTTTGAAGTTTT AATCGAGCAGACAACCACG 278

Ad04A16455 Aradu.A04 16455 p2 (TC)8 16 102700412 102700427 CCTCGTATTCTTCGCCACTC CGAGTTCTGAGCAAAGGGTC 216

Ad04A16456 Aradu.A04 16456 p2 (AC)8 16 102703087 102703102 GCAGTGTTGGATATGAACGG TGCCACACCACTGCATAAAT 250

Ad04A16458 Aradu.A04 16458 p4 (AAAT)5 20 102709015 102709034 CCAATGCGTGGATATCATCA GAAAATGGAAAGTTGGGGGT 263

Ad04A16462 Aradu.A04 16462 p3 (ATT)5 15 102712469 102712483 TTGGAGCAAAACAATCTAGCAA CCGCAAAAGCTCCAATTAAG 235

Ad04A16472 Aradu.A04 16472 c (CAC)5tacaaccaca(ACC)1158 102733702 102733759 TTCACCACCACTACCACCAA TTGCCTCACCTCTGCTTTCT 244

Ad04A16476 Aradu.A04 16476 p2 (AT)6 12 102747002 102747013 CCTGTTTGGCAACTACACCA CCTTTAATGGGATGGGACCT 171

Ad04A16478 Aradu.A04 16478 p2 (AT)10 20 102748799 102748818 TGCATTTGCGTAATTTTAAAGG TTAGGTCAAGACTTCGCACAG 274

Ad04A16483 Aradu.A04 16483 c (AT)6ttcg(A)10 26 102766120 102766145 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 192

Ad04A16485 Aradu.A04 16485 p2 (AT)6 12 102801515 102801526 CTCCGTTCTTAGTGCTCGGT TGCCCTGCATTTGCATATAA 251
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Ad04A16489 Aradu.A04 16489 p2 (CT)6 12 102805903 102805914 CTCATTCCGTTACCGTCGTT GCATCATATTTACAATTACTGCCA 199

Ad04A16491 Aradu.A04 16491 p2 (AT)10 20 102812352 102812371 TGCATTTGCGTAATTTTAAAGG TTAGGTCAAGACTTCGCACAG 274

Ad04A16499 Aradu.A04 16499 c (AT)8g(TA)6tg(TA)745 102835157 102835201 ACCGTGAAGTCAAAAGCGAT TCTTTTGGGAGGGATTAGGC 253

Ad04A16500 Aradu.A04 16500 p3 (GAT)5 15 102846712 102846726 CGGAAGGACCAATTTAACTTACG TGCAATTGTTTCATGGCATT 280

Ad04A16501 Aradu.A04 16501 p3 (ATT)25 75 102847146 102847220 ATGCTCAATGGCATCATCAA TCTTCAATGTTCCTCAGCTTTG 275

Ad04A16502 Aradu.A04 16502 p3 (TAT)14 42 102848031 102848072 CCGAAAACAAACACAAGCAA CACATGGGAGGGACAATACC 177

Ad04A16503 Aradu.A04 16503 p2 (TA)6 12 102850683 102850694 AGCGATGGTTTCGTTTCAAT TTTTCCGCTACCATAAAACAA 257

Ad04A16506 Aradu.A04 16506 p3 (AGA)7 21 102862705 102862725 TAAAATATTGCTCGCCCTCG TCCCCTCCCTATATATGCCC 165

Ad04A16509 Aradu.A04 16509 p3 (ATA)14 42 102876599 102876640 CATAAAAGGCACCTAATTATTGGA TGCATGTCACCAGAGTTACCA 266

Ad04A16512 Aradu.A04 16512 p3 (TTA)5 15 102900016 102900030 CGGGTTCATCTCATCTACGC TGCATCTGCTGAAATTGGAA 106

Ad04A16515 Aradu.A04 16515 p5 (AAGAT)5 25 102922200 102922224 CCAATCTAAAGGCAGCCAAA CCTGGGTGCTCCAGTGTATT 154

Ad04A16516 Aradu.A04 16516 p3 (GAA)6 18 102926761 102926778 CAGGACTCAGAGGTGGAAGC CTGCTACCCATTCTACCCCA 279

Ad04A16517 Aradu.A04 16517 c (T)10ctgtttttgactctgtttttaa(T)1244 102927347 102927390 GCCAGATGCACCTTACTGCT GGGAGGCAACCCAATTTTAT 243

Ad04A16518 Aradu.A04 16518 p3 (ATT)5 15 102929349 102929363 TTGGACGTTGGTTTTGTGAA GGCACTCTTGTTGAAGCTGA 186

Ad04A16522 Aradu.A04 16522 p3 (GAT)5 15 102986845 102986859 AGAGGTGATGGAGCTCAGGA AAAGGCTTTGGCAGAAGTGA 249

Ad04A16524 Aradu.A04 16524 p3 (TCT)7 21 103002418 103002438 ACAAACCCACCTCTCTCCCT GCTTTTGTCTTCCCTTTCCC 193

Ad04A16525 Aradu.A04 16525 p5 (TTATC)5 25 103016511 103016535 TGAGGAGCTGATTCCTTCGT AGGAACACGCCCTAAATCCT 261

Ad04A16526 Aradu.A04 16526 p3 (ATC)5 15 103021789 103021803 ATCCCGGTTTAAGATTTGGC GAGCAATTCCGAGTTCTTGC 206

Ad04A16527 Aradu.A04 16527 p2 (AT)11 22 103028898 103028919 GCCTACCAATGATAACACTCACA TAGTGGGAAGCGAGAGATCG 215

Ad04A16530 Aradu.A04 16530 p3 (ACC)5 15 103031256 103031270 ACTACAGTCACAAAGCCGCC TTTGGTGTTCTGGTGCATTC 115

Ad04A16531 Aradu.A04 16531 p3 (TTA)5 15 103038964 103038978 CGTTTAATGCTAGTATATTCGGGA TGAAATTGTGTCCCTCCACA 246

Ad04A16532 Aradu.A04 16532 c (AAT)16aaaatgttaaatatgaaataataaatttacctagagagaag(A)1099 103051043 103051141 TCGAAATAGAAACAAAATAGCATGA TATTTATTTGCACGTCCCCC 178

Ad04A16534 Aradu.A04 16534 c (T)10atttacagaaaggtattcattagaaaaatcataacaataaaattttaaatgaaactcaa(AAT)22135 103057387 103057521 TTTGTCTTTTTCACTCATGACTTTTT GCATAAGGGTGTAATCAACCAAA 269

Ad04A16538 Aradu.A04 16538 p3 (ATA)6 18 103068890 103068907 TATCCGGCCAGGTTAACAAC TGAATGGATAAGCCTTAGTTTGA 262

Ad04A16541 Aradu.A04 16541 p3 (ATG)22 66 103071951 103072016 AATCCATGATTGATCCGCTC GACCGGTCTGGTTCTCAAAA 277

Ad04A16543 Aradu.A04 16543 p3 (ATG)15 45 103074390 103074434 GGAAAAGCTTGAAGGAGAAGG TTGAACCACTCTTTTTCAATGG 275

Ad04A16544 Aradu.A04 16544 p2 (AG)7 14 103083589 103083602 TGAAGTCTGTGTTTGATGACTTGA TCCGATTTGTGGTCAATGAA 280

Ad04A16547 Aradu.A04 16547 p2 (CT)7 14 103097032 103097045 GGAAGCTGGCCTTCTTATCC TTGCTCGTGTGTCTTCTTGG 238

Ad04A16548 Aradu.A04 16548 p3 (TAA)20 60 103106636 103106695 AGCAACTTGGACACAGAAAAA GTGGAGAGTGAAGCCGATGT 157

Ad04A16550 Aradu.A04 16550 p3 (ATT)6 18 103109348 103109365 TCTTTTTGAAGGCGCAATGT TATCCGGCCAGGTTAACAAC 274

Ad04A16551 Aradu.A04 16551 p2 (GA)10 20 103110993 103111012 ATGGCTTCAAACTCATTGCC AGCCCTGGCATACAAGTGTC 260

Ad04A16552 Aradu.A04 16552 p4 (ATTT)5 20 103114471 103114490 GATGCAACATTGTCATTGGC TGAATTCCAAGACCCAAGATG 161

Ad04A16555 Aradu.A04 16555 p2 (TG)6 12 103141668 103141679 TCATATAAATTCTACTTCGGAAAATCA TGATATGTTAAAAATCAAAGAACCTG 249

Ad04A16556 Aradu.A04 16556 p2 (TA)6 12 103145217 103145228 GGAAGTTTGCTTCCACCAGA AAGCATAATTTTGATGGCCG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A16557 Aradu.A04 16557 p2 (TA)6 12 103146323 103146334 GGAAGTTTGCTTCCACCAGA CCTGCTTTTGGCTAAGCATT 143

Ad04A16558 Aradu.A04 16558 c (ATTTT)5ttttcgttaattc(A)1149 103186248 103186296 GATTCAGTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 234

Ad04A16559 Aradu.A04 16559 p2 (CT)6 12 103192225 103192236 AACTCCCCTCCCCACCTTAT TGCATGTCCTCAAGCAAAAG 113

Ad04A16561 Aradu.A04 16561 p6 (AAAGAA)5 30 103203760 103203789 TGTTGGCTCCTGAAAGAATG TTGGCTTTTTCTGCTTGCTT 187

Ad04A16562 Aradu.A04 16562 p4 (TTAG)7 28 103209050 103209077 TCTTCCCCTCTCTTCTTCCC CCAGCAGCAAAATCTCAACA 174

Ad04A16564 Aradu.A04 16564 p3 (TTC)5 15 103212996 103213010 TGTTATTTTGGCACAACCGA CTGAAGTGGCTTCGTGTGAA 241

Ad04A16566 Aradu.A04 16566 p3 (TTG)6 18 103216785 103216802 TGCTTTTACTGCTGGTGCTG AAAATGTGGGAAAGGGGTTC 266

Ad04A16568 Aradu.A04 16568 p3 (CTG)5 15 103240912 103240926 GCTGACACTGTGCCTACTGC GTGGGTAGCTGTTGGGAAGA 242

Ad04A16571 Aradu.A04 16571 p4 (AAAT)5 20 103245558 103245577 TGAATAATAAAACAAATGGATCTTTGA ATCCATGTGGGAGAAGGACA 217

Ad04A16574 Aradu.A04 16574 p2 (TC)6 12 103276754 103276765 AAAAACATCTCGTTCTGCCG TTCGTAATGAGGAATGAGCAAA 208

Ad04A16576 Aradu.A04 16576 p2 (GT)6 12 103287231 103287242 GCTATAAGTGGGTTCGCAGC AACCAAGCCCATGTCACTTC 243

Ad04A16577 Aradu.A04 16577 p4 (AAAT)5 20 103289835 103289854 GGGTTGGGGTTGGTAGTTTT GATGCAACATTGTCATTGGC 197

Ad04A16578 Aradu.A04 16578 p2 (CT)7 14 103293307 103293320 CCCTGGCATACAAGTGTCCT CCCACCATTGATGCTTTCTT 279

Ad04A16584 Aradu.A04 16584 p2 (AG)6 12 103361266 103361277 TTGTTCTCCCTTAGGAGCCA CCACACCATTCGAATTTCCT 143

Ad04A16585 Aradu.A04 16585 c (T)11gaatttacgaaaa(AAAAT)549 103367134 103367182 GGACAAAAGGGCGATGACTA TTGGTGTCTTTTTGTGTTTTTCTC 258

Ad04A16586 Aradu.A04 16586 p2 (AT)7 14 103412485 103412498 TCTTTCCTCATTTCAAAAATCAAA TCTGGACTGCTCAATTCCACT 272

Ad04A16587 Aradu.A04 16587 p3 (TCT)5 15 103443874 103443888 GAACATGCATCACTTCGGTG GAGGATTCTCCGGCTTTAGG 233

Ad04A16589 Aradu.A04 16589 p2 (AT)8 16 103457021 103457036 GCCAACAGAAAAGCACATCA GCTTTGTAGGTCGAGCTTGG 141

Ad04A16590 Aradu.A04 16590 c (T)10gtttaactgaatttttattatatgttacaattaatattttttgtatcttttattttgtgtcattttttttatgctggtttcatttatc(TAA)7119 103459871 103459989 TTGCAAAATGCCAATAGCCT TATTCGTTTTCGTCTTCGCC 280

Ad04A16592 Aradu.A04 16592 p3 (AGA)5 15 103474228 103474242 ACCCAATTGGATGAAGATCG CCTCCCCTCACACACTTTTC 272

Ad04A16594 Aradu.A04 16594 p5 (TTTTA)5 25 103499900 103499924 GATCACCTTTGTGGCTCCAT ACTAGCGTTGAACACCAGCC 251

Ad04A16595 Aradu.A04 16595 p2 (TC)9 18 103521060 103521077 CCACCTAACCACTTTTCCCTC GGAGAATCCAAACACAAGGG 274

Ad04A16596 Aradu.A04 16596 c (AG)7gaagaggaaattcgaatggtgtggggaatgaggggtgagaaacgttcatttatagagtggggggaagagaatttcg(A)10100 103537961 103538060 TGCTTGTCCTCAAGCAAAAA TCAATGCACTTCAACCTTTCA 279

Ad04A16597 Aradu.A04 16597 p2 (CA)8 16 103570771 103570786 TGCCGAGTCCCTTTTCTCTA TCATGCATGCCTATTTCCAA 236

Ad04A16599 Aradu.A04 16599 p2 (AG)6 12 103578261 103578272 CAAACAAAGTTAACACAAAACAAAA CACAACTTGAATAGACACAAACCTT 218

Ad04A16600 Aradu.A04 16600 p2 (TA)8 16 103584303 103584318 AGCTGTAATGCAAAGCACGA GCCTAAATTCCAGGGCAAAT 264

Ad04A16601 Aradu.A04 16601 p2 (CT)7 14 103597019 103597032 CCCCTCACGATATGTGGAAC AAATGAAGCATTGTGGAGGG 146

Ad04A16603 Aradu.A04 16603 p5 (AAGAT)6 30 103613287 103613316 AGGGCAGTTCCCTTGAAGAT CGACTTGCAGGACTTGATGA 259

Ad04A16605 Aradu.A04 16605 c (ATT)7taacttaattacctattggctattatcataaaagtagcataaaaataatttttttatgtatagcaatactcagtt(A)11107 103622356 103622462 TGTAACGGGTAAAGCCCTCA ATTGGGTTGTTGCCATTTTT 222

Ad04A16606 Aradu.A04 16606 p5 (TTATC)5 25 103631099 103631123 CCTGGGTGCTCCAGTGTATT AGCAGGCTCAAAATGAAGGA 181

Ad04A16607 Aradu.A04 16607 p5 (AAGAT)5 25 103644936 103644960 GAGCAATCGACCTCTTCAGG CTGGGTGCTCCAACGTATTT 259

Ad04A16608 Aradu.A04 16608 p3 (ATT)6 18 103652281 103652298 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 199

Ad04A16610 Aradu.A04 16610 p2 (CT)7 14 103694581 103694594 TCTGACTCAGTTTTTGGCCC AAACCTGGGATCGAGAGTCA 203

Ad04A16611 Aradu.A04 16611 p2 (TA)6 12 103715787 103715798 AAGGACATTATAATCCGCAAAGA TCGCAGGTCAAAGAAAACTCT 224
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Ad04A16621 Aradu.A04 16621 p3 (GAA)5 15 103781962 103781976 AAGCCCTCTCACACCTTCAA TCAGAAAATCCAGGTTTGGG 222

Ad04A16623 Aradu.A04 16623 p3 (GAG)6 18 103803987 103804004 AAGAAATCACAATGGGCTGG AGATGGCGAAGACAAATGCT 153

Ad04A16628 Aradu.A04 16628 p4 (AGAA)6 24 103818835 103818858 CATCCAAAATATGGAGGGGA TTACCGCAATGCTGTCTTTG 250

Ad04A16629 Aradu.A04 16629 p2 (GA)8 16 103821612 103821627 TGGGTCTTAAGTTGGGGTGT GTCTTCTTTGCCTTTGCCAC 254

Ad04A16630 Aradu.A04 16630 p3 (AAG)9 27 103824243 103824269 GCATCGTCAAACACAGAGGA TGAGCATTGGTTTGATTCCA 211

Ad04A16631 Aradu.A04 16631 p2 (GA)6 12 103824780 103824791 TGGGTAGCGTTGTGTTGTGT GATTTTCTCGCTCTTCGTGC 131

Ad04A16632 Aradu.A04 16632 c (AG)10tgtgtgtgtgaga(GT)849 103828070 103828118 CCACCACACATTCCATCAAC TTCCATCAAGTCCCTTCGTC 261

Ad04A16633 Aradu.A04 16633 p3 (ATC)5 15 103829596 103829610 CTCCCCATCACCATCTGTTT CCCAAATTTTCGAACATGGA 280

Ad04A16637 Aradu.A04 16637 c (AAT)5aac(AAT)636 103856019 103856054 GACGACATACATGTGCACCC AAATAGAAGAGACGAGAGTGTCATTTT 171

Ad04A16639 Aradu.A04 16639 p5 (AAGAT)5 25 103858526 103858550 AGAGATAAGGGCGGTTCCAT TGTGGAACTGAGAATGCTGC 255

Ad04A16643 Aradu.A04 16643 c (CA)19(GA)24 86 103870932 103871017 GCAATGATAGAAAAACCAACCA TTGAAACCTTCAAGTCACGTACA 278

Ad04A16644 Aradu.A04 16644 p3 (CAA)5 15 103881635 103881649 ATCATTCCCACAGAACCGAG GTGTAGCACAAACCCCATCC 255

Ad04A16646 Aradu.A04 16646 p3 (CTT)5 15 103892980 103892994 TCTCCTATCCACCGTTTTCG CACACCCCATAATCAGCAAA 267

Ad04A16647 Aradu.A04 16647 p2 (CT)9 18 103893934 103893951 ACCAGCCATTTTTCCCTTTT TGGTGGAGCAACCTATTTCC 265

Ad04A16648 Aradu.A04 16648 p3 (ATA)5 15 103901367 103901381 CTTTTAACTAAGAGGAAGTCGCA TGAATCAAATCGATAATAGGAGGG 261

Ad04A16649 Aradu.A04 16649 p3 (TTA)10 30 103901570 103901599 TTTGGTGATGTGCTTCTTTTT TTTTGTTCCCGCCATTAGAG 211

Ad04A16653 Aradu.A04 16653 p2 (TA)7 14 103919254 103919267 TTCGTGATTTAAATGATATAAGCAA AAAAACAAGGCAAACTTATAGGAC 277

Ad04A16657 Aradu.A04 16657 p3 (CTT)8 24 103930781 103930804 CTTAACCAAATCATCGGCGT GTTGGACTCAGGGAAATGGA 118

Ad04A16658 Aradu.A04 16658 p2 (TA)8 16 103931392 103931407 CCATGCGGATCGTTAGAAAT TTTAAATTTGGGACCGTGATAA 205

Ad04A16660 Aradu.A04 16660 p2 (AT)6 12 103933895 103933906 CATGTGAATCAATCAAATCAACAC TTTCAGGTGCACACCACTCT 230

Ad04A16661 Aradu.A04 16661 p2 (GA)6 12 103934167 103934178 AGAGTGGTGTGCACCTGAAA CTGCTACCTTCAGTCCTCCG 166

Ad04A16664 Aradu.A04 16664 p3 (ACC)7 21 103952060 103952080 GCTTGTGGGATCGAAGAGAA AATGTTCGAGGTGCATGTGA 125

Ad04A16671 Aradu.A04 16671 c (CTC)5tttt(TTC)5 34 103974490 103974523 AAATTTCATAAGCTGGATTTAATTGTT TGTGTGCAATTTTGAAAGAAGAA 252

Ad04A16672 Aradu.A04 16672 c (GAA)5atgcgaagaagacgaaggagaaaggc(GAA)659 103975562 103975620 TGCAGCAATAAAAGAATGACG TGGGTAGTTGGCCCAATAAA 279

Ad04A16675 Aradu.A04 16675 p4 (AATT)5 20 103978655 103978674 CCCCTAATTCCGATGTCCTT AAAATTCAAACGGGCACTGA 267

Ad04A16684 Aradu.A04 16684 c (CTT)8gctgcacgttcttcttcctcttactcttcttcttctccttttctttcgtttctgcacgttcttcttcttcatttacgttcttttctctctgttttatc(T)12134 103988126 103988259 CCAACCATTTTTCTTCCCCT TCAAAAACGATTTCACCATGA 229

Ad04A16685 Aradu.A04 16685 c (A)11tgaaa(AAG)6aggaagaggaagag(GAA)666 103988592 103988657 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 198

Ad04A16686 Aradu.A04 16686 p2 (CA)6 12 104000754 104000765 CGCAACTAACCATACCCACA TGAACCATTGATTTAATTCCACA 143

Ad04A16688 Aradu.A04 16688 p2 (TC)6 12 104001873 104001884 CCTCTGATTCGTTTACCCCA GCACACCCAGAAGTGGAAAT 257

Ad04A16695 Aradu.A04 16695 p3 (TAA)5 15 104015644 104015658 TCTAGAATCTCCACACCCCG AAAAACCATATCATTTCCCCAA 222

Ad04A16699 Aradu.A04 16699 p4 (TATT)5 20 104021578 104021597 TCACATATGCATTGACCTTTCA TCGTGGGAACATGGGTTAAT 239

Ad04A16700 Aradu.A04 16700 p2 (CT)8 16 104026561 104026576 CCTGGAATTGAGAAGAAGCAA CGTGCAGAAAATTGCAGAAA 263

Ad04A16707 Aradu.A04 16707 p3 (TTC)6 18 104094334 104094351 TGCTTGCTTTTTCTTTTTCTTTC TTGATGTGGTGACAATGCTTC 243

Ad04A16708 Aradu.A04 16708 c (A)11gcagtgaatac(A)1032 104106034 104106065 GGAGACATGTTACTGAGGATCTGA CACTCTTTTTGCCTTGGATCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A16709 Aradu.A04 16709 p3 (ATT)5 15 104112723 104112737 GCAGAGATGTGGGATGAAGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ad04A16712 Aradu.A04 16712 p2 (AT)7 14 104126006 104126019 TGAGGGAGGGATTAGGGAAG CGGGGTAAGTTCAAACCTGA 134

Ad04A16713 Aradu.A04 16713 p2 (AT)8 16 104133265 104133280 GGTAGGGTGGGTCGAGTACC TGGATAGCATGGATGTGAATG 245

Ad04A16714 Aradu.A04 16714 p3 (ATA)5 15 104140917 104140931 ATCACCAATGGACCAACTCC AACTTTTTCATTTCATCCATATTTTG 197

Ad04A16715 Aradu.A04 16715 p3 (ATA)11 33 104144478 104144510 GAGTGACGACACATCATTGGA GAAAAACAAATAGTTCGATGCTTT 275

Ad04A16717 Aradu.A04 16717 p3 (TTA)21 63 104156299 104156361 GTTGGAAGTTGGAAGTGGGA TAGCCAACCAAACAATGCCT 267

Ad04A16723 Aradu.A04 16723 p3 (TTG)7 21 104174232 104174252 CGGAGGAATCATCAGAGGAA GCAGAGGACAAAGCTTGAATG 129

Ad04A16724 Aradu.A04 16724 p2 (GT)6 12 104174580 104174591 TCAAAGTGCAACACTCTCATCA CCATGTGGGTATCATCTCCC 230

Ad04A16728 Aradu.A04 16728 p3 (ATT)20 60 104187327 104187386 TTCAGGTGCATTTAACTTTACG TGTTAATGACTAACTGGTGGTTTATTT 278

Ad04A16729 Aradu.A04 16729 c (TCA)5(TCT)5 30 104188022 104188051 TTTTGGCAAGATCAAATCGG TCTGGGTGGAAGAGTTGAGG 165

Ad04A16730 Aradu.A04 16730 p2 (TG)6 12 104189381 104189392 CAGTGTCACAGCACACTCCC CTGGTCGGTCTGATCTGGTT 210

Ad04A16735 Aradu.A04 16735 p2 (CT)18 36 104196037 104196072 GAGGCTAGATCCGACGGTAA CGGTTGCCTGCAGAGATACT 202

Ad04A16736 Aradu.A04 16736 p4 (TATT)5 20 104197674 104197693 GAATTGGACCGGACATCAGA GCTATCGGATTGGATTACGG 279

Ad04A16738 Aradu.A04 16738 p2 (AG)6 12 104208865 104208876 GTTCTCCTTGTCACCGCCTA GTGGAAGGACAGCAGAGGAC 203

Ad04A16739 Aradu.A04 16739 p2 (AG)6 12 104214807 104214818 CGGCAGTGTAAATTCCTCGT AATTCGAAGTGCGAACCATC 255

Ad04A16741 Aradu.A04 16741 c (T)10cgaaattttc(T)1030 104230803 104230832 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 228

Ad04A16744 Aradu.A04 16744 p2 (AT)6 12 104257414 104257425 CGTAGGATAAAATCCGTCGAA TTGATGAGTTCATTTATCCGTTT 271

Ad04A16745 Aradu.A04 16745 p3 (CAA)6 18 104259284 104259301 ACCAGAGAAGTCCCTGCAAA AGACCAAATGGTTCGTCCAG 279

Ad04A16746 Aradu.A04 16746 c (GA)25(GT)7 64 104259791 104259854 AGGGTTGAGCATCGATTGAG ATCAGTTTTGCCTCTGTCGG 201

Ad04A16747 Aradu.A04 16747 p3 (ATT)6 18 104289649 104289666 CCAGATTTGATGGGCTTGTT TCGTTAGGGGAAGCAATGTC 169

Ad04A16748 Aradu.A04 16748 p2 (CT)6 12 104289950 104289961 CGTGGCCTTGTCTTCTTTGT TGATGATTTCGGAGAGGAGG 220

Ad04A16749 Aradu.A04 16749 c (AT)6acatattttaaaatataaaaagaaaaaaaattaaaa(AC)660 104298576 104298635 GAAAGTTAGGCAAATTACGTTCTTC TCGTCTAAATATCATTAAGCGATCA 250

Ad04A16751 Aradu.A04 16751 p3 (ATT)10 30 104305733 104305762 GAAAATGTGACGGGTGTGAG TCATTCCGAGGAGGAAACAC 138

Ad04A16752 Aradu.A04 16752 c (TATTT)6gttcatatgtatatataaaattagtaattaaatagatttgaattattgtgagcttattggt(TA)10111 104306157 104306267 ACTGTTAGTGATGCGTGCCA AGGTGACAGAGCCAGAGCAT 241

Ad04A16756 Aradu.A04 16756 p2 (TG)7 14 104315517 104315530 AAGATTTTGGCAACAGGGG AGGGAAAGAAGCAAGGCTGT 208

Ad04A16760 Aradu.A04 16760 c (CT)6cc(CT)7 28 104318564 104318591 TGGAAGGAAGAAGGGTCAAA CAAGATTTTGTGTCTGTTATTCTTG 253

Ad04A16761 Aradu.A04 16761 p3 (CTT)7 21 104320892 104320912 CTCTTCTTCTTCTTCCCGCC ACTCCATCACCAGCATCCAT 279

Ad04A16762 Aradu.A04 16762 p3 (TGG)5 15 104321181 104321195 ATGCTGGTGATGGAGTGACA CCCTATCCCTTCCTTTCCAA 186

Ad04A16767 Aradu.A04 16767 p2 (TA)6 12 104339856 104339867 TTTGGACTTCTGCTGGTCCT ATTGGTTTTCGTCGACTTGG 222

Ad04A16772 Aradu.A04 16772 p2 (TA)8 16 104353166 104353181 TGCACTTCTTTCCCTCCTACA TCCTTTAAATCTGACCATCCG 277

Ad04A16774 Aradu.A04 16774 p3 (ATC)6 18 104364298 104364315 TGCTTGATGTTGTGAGGGAG AATGGCACCACTAACAAGGC 188

Ad04A16776 Aradu.A04 16776 p2 (AT)7 14 104374221 104374234 TGGTGCCTTAAAGACAAATCAA GGGAAGCAAGACTTGAAACAG 250

Ad04A16777 Aradu.A04 16777 c (TA)6ttatttaacatattttaatatatattttatatttttatatgtattttatacaaataattaatttttttatactg(AAT)5101 104374593 104374693 AGTTGGCTTCAAGGGAACAA AGCTCAGCAGAGAAACCCAA 272

Ad04A16782 Aradu.A04 16782 p3 (TTA)26 78 104399859 104399936 TGTTGTTGTTGTTGTTGTTGTTGT ACTCCATTCCAACGACGAAT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A16788 Aradu.A04 16788 p2 (GT)7 14 104414860 104414873 CCAAACCATTTCAAGCCTGT AGGAACATGTGCTAGGGGTG 280

Ad04A16790 Aradu.A04 16790 p2 (AT)7 14 104415613 104415626 CCGAAAGCTCAACACTCCTC GGCTGCATGATTTTGTGATG 215

Ad04A16791 Aradu.A04 16791 c (A)11gaaggtttagtaggtgtagttcttgcagaagaaaaaggaaaaacacaacaccatcaataaaggagggtttctgtaacaaat(A)10102 104417442 104417543 ATCAACATCTGGGGTGCTTC TTTCAGAGAGACTTGTCCACATTT 280

Ad04A16798 Aradu.A04 16798 c (T)12gaaaaaaatcataaactatatttttaagtccttgttaagaaaatattcaattttcttttacttgaaaaatttgtttttaattaatatagaaa(T)10114 104434587 104434700 TTGTATTACCTTAAAATCGGGTCAA TGTTGTTCCTATCCAAGTTTTTCA 260

Ad04A16800 Aradu.A04 16800 p2 (AT)7 14 104435987 104436000 AAGTACGGACGGCGATAATG CCTCACTTACCGTGGCTACC 263

Ad04A16801 Aradu.A04 16801 p2 (AC)7 14 104436759 104436772 TGTTGCCGTACCTTAGGGAG CGATAGCTCTGCCATCCAAT 274

Ad04A16802 Aradu.A04 16802 c (TAA)23c(AAT)6 88 104448756 104448843 TTACATAAAATCAACATTCAATCCA CTCATCGGTAGGGACCAAAA 186

Ad04A16803 Aradu.A04 16803 p3 (ATA)15 45 104451173 104451217 TTTGCGTTACAGCACCACAC GCGTGAAAACTGAGAAGTGATG 200

Ad04A16804 Aradu.A04 16804 p3 (TAA)6 18 104453220 104453237 CCAAAATGAATTCACTATTTTCTCTTC TGGGAAGGATTTCGTTTCTG 280

Ad04A16805 Aradu.A04 16805 p3 (TAA)5 15 104455291 104455305 GAGGTGGAGGTGTTGGTGTT CGTGAAAATTGAAACCGTCC 241

Ad04A16806 Aradu.A04 16806 p3 (TAA)6 18 104457347 104457364 CAAGAATACATTTTTCCGCCA CCCTCAATGTTAGGGACCAA 277

Ad04A16812 Aradu.A04 16812 c (A)10tgttgttatatacttaaaataaaataataaaatggtgtaatcttaggtactataaacaccataatcatagagatataagttataaccgaagaaaga(T)11117 104492958 104493074 AAATGATGAATTTGGGGCG CAACCCCCATTGATCAAAAT 252

Ad04A16813 Aradu.A04 16813 p3 (CCT)7 21 104495367 104495387 CACCACCAACAATGCAAGAC TTGCGAAATGTGTGTGGTTT 239

Ad04A16814 Aradu.A04 16814 c (TAG)7atgc(TGA)540 104496784 104496823 ATTGTGGTGAATCTTGGGGA ACACCCTTCCTCCTTGTCCT 276

Ad04A16816 Aradu.A04 16816 p2 (AG)9 18 104497057 104497074 AGGACAAGGAGGAAGGGTGT AACATGCACCCATTTTCACA 114

Ad04A16822 Aradu.A04 16822 p3 (TTC)5 15 104508539 104508553 AGGAGAGAGAGGGATCCGAG CAAATGCAGAAACAGAGGCA 182

Ad04A16825 Aradu.A04 16825 p2 (TC)7 14 104517961 104517974 ATTTTCAGCCCCTCGATCTT TGAAAGCGCTAGAGAGAGTGTG 185

Ad04A16827 Aradu.A04 16827 c (T)10catatcacatcacgtgaactctctgaaataagaagaaagaaaaacaaaattttgaagctaaggcaaaatcaaagat(A)1197 104530746 104530842 TTCATTCACTCAACTTGGCG TCCTTCTGATTTGATTTTGCC 267

Ad04A16830 Aradu.A04 16830 p2 (CT)9 18 104536005 104536022 TGGTCCCACAAATGCTTATT CACCACCATCTTCCTCCAAT 276

Ad04A16838 Aradu.A04 16838 p2 (AT)7 14 104549861 104549874 CCCTCTGCAGCCCTTATTGT AACCTGGAACAAAACAACAGC 272

Ad04A16839 Aradu.A04 16839 p3 (AGA)5 15 104550942 104550956 CAGCAGAGATTGCAGATCCA CCCCCTCTCCTCAAGTTACA 162

Ad04A16841 Aradu.A04 16841 p3 (ACA)5 15 104554699 104554713 GAGAAGAAGGCGAATGATGC AGGAGTCACGCCTATGGTTG 233

Ad04A16842 Aradu.A04 16842 p2 (TG)6 12 104560560 104560571 AGGAAGAAATCTTGCAGAGCA AGAGTGATGCAAGGGTTGGT 264

Ad04A16843 Aradu.A04 16843 p2 (GA)8 16 104560797 104560812 TGTTACCAACCCTTGCATCA CCTGGAGAAAGAAGTTGTCCC 266

Ad04A16844 Aradu.A04 16844 p2 (GA)9 18 104563162 104563179 GGGTTTTTCACATAAAAGCCAT GTCCCATCCAGTTGAACCAC 264

Ad04A16845 Aradu.A04 16845 p2 (AT)8 16 104571812 104571827 CCCATCTTTAATGGGTACAATG CATCGTTGATATATAAAAAGTGCCA 200

Ad04A16846 Aradu.A04 16846 p3 (TAA)9 27 104572061 104572087 TTTTCAAATTAATTATTTACATGGCAC TCCATTTAAGACAAATTCCACAAA 279

Ad04A16847 Aradu.A04 16847 p2 (TC)6 12 104573397 104573408 GCAGGAAAATGAGGAAAGGA TTGGGAATTGGTTCTGCTTC 239

Ad04A16852 Aradu.A04 16852 p4 (AAAT)5 20 104579041 104579060 AATCCCTGGCTGGTTTTGTT GAGGAAGAGGCTGGGTGATA 280

Ad04A16853 Aradu.A04 16853 p3 (ATT)10 30 104586574 104586603 GAGAAACTCGAACAGGCGAC TGATGATAACAAAAACATTAACAGC 253

Ad04A16855 Aradu.A04 16855 p2 (GA)7 14 104590856 104590869 TCTGGTTGTGCTCCTCAATG ATTATGAAAAATGCGCGACC 274

Ad04A16857 Aradu.A04 16857 p3 (ATT)5 15 104600831 104600845 TTGGATGTTGGCTTTGTGAA GGCACTCTTGTTGAAGCTGA 188

Ad04A16858 Aradu.A04 16858 c (A)10tttttg(A)10 26 104601260 104601285 ATGAAGGAGGAGGTTCGGTT TTCCTTATCTTTTTCAAAACCACC 260

Ad04A16860 Aradu.A04 16860 p2 (CT)8 16 104613635 104613650 GGGAGCATTAGAAGGTTGGC CCCTTCCTTGATCCAACAGA 254
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Ad04A16861 Aradu.A04 16861 p3 (TTG)11 33 104617137 104617169 TTGTTCCTGGCACCTATTCC ACCTCGTTGACTCCCATGTC 226

Ad04A16862 Aradu.A04 16862 p2 (AT)6 12 104623387 104623398 CCAAGCACAGCAAAAGCATA CAAAATAATGATCAGAATTACAATGTT 276

Ad04A16863 Aradu.A04 16863 c (T)10caaagataacatttcattgaataaaacttaaagatgggtctacggtgaactccttacaagatttatgatgggctttccctt(A)11102 104623799 104623900 ATGTCAGAGCAAAATGCAGG ATGGAGTTCGAACCAAGCTG 232

Ad04A16870 Aradu.A04 16870 p3 (TTA)21 63 104647487 104647549 TCGTAATTTTACACTACCTCAAAAACA TTTAACGAAAACAACAACAACG 232

Ad04A16871 Aradu.A04 16871 p3 (TAT)6 18 104647704 104647721 TGTTTGTTATTTGGAAGAACTCAA ACAACAAATTTTCGATCGCC 223

Ad04A16872 Aradu.A04 16872 p3 (TTA)6 18 104655406 104655423 GCGAAATTTCTTTGATTGGAA ATCCCTGCATCCAAAATCAC 240

Ad04A16873 Aradu.A04 16873 p3 (TTA)20 60 104658700 104658759 TTGTGCGCCAGTATTGGTTA CAGACGAAAAATCTGTCTGTAAATC 253

Ad04A16875 Aradu.A04 16875 p2 (AT)6 12 104662862 104662873 CAAGGTCGGTGATACTGGCT GGCTCTGGGCACAAGAGTAA 210

Ad04A16876 Aradu.A04 16876 p3 (TTC)7 21 104668391 104668411 TCTCCGAAAATGGAGTGACC TATCAGGCAAGGAAGGGATG 217

Ad04A16880 Aradu.A04 16880 p3 (AAT)6 18 104686016 104686033 AGGGGAATTTTGGAAAGCAT GGGATAACTTTTGTCCCATCTT 210

Ad04A16881 Aradu.A04 16881 p2 (TA)6 12 104686619 104686630 AGCTGTTTCTTTGCTGAGCC GGACTCACCAATTCTCCCAC 211

Ad04A16882 Aradu.A04 16882 p4 (TTTA)6 24 104690664 104690687 TGAACCACTCATTGAACCGA CGAGAGTGGCGTAAAAGAGG 278

Ad04A16886 Aradu.A04 16886 p3 (TCT)5 15 104719211 104719225 CCTACTCCCTCTCCCCTCAC TTGCCTTCCCTTTTCCTTTT 266

Ad04A16888 Aradu.A04 16888 p3 (TGA)6 18 104800179 104800196 TGCCAGATCTCAACCTTTCC GACGAGTCTGAAGAGGCACC 238

Ad04A16889 Aradu.A04 16889 p2 (AG)6 12 104836988 104836999 TGGCCCAGAAAGCACATATT AGCCAATTGGGCAACATAAA 227

Ad04A16890 Aradu.A04 16890 p2 (AT)8 16 104837914 104837929 ATCCTAACGTCAAAATGGCG AAAGCGAGAGGGGTGAGAAT 171

Ad04A16891 Aradu.A04 16891 p4 (AATA)8 32 104839713 104839744 GTGCTAGGTGGGAGACAACC TGCTTTTGCGTGACTCTCTG 254

Ad04A16892 Aradu.A04 16892 p4 (AATA)5 20 104841814 104841833 GAAACTGTGGGAACATGGGT TCACATATGCATTGATTTTTCATT 256

Ad04A16896 Aradu.A04 16896 c (A)10g(A)10 21 104870547 104870567 CCTTATGCATTGATGTTCTTGTG TACTTTGGGGCATTTTGTCC 215

Ad04A16899 Aradu.A04 16899 c (CTT)6ccgtttcgttacattcatcaaaattaaacctccttactcttaatctagccccttattcccaaatcgttcgaagatctattcgc(T)14115 104884143 104884257 AAGGGGTGAGCGTAGAGTGA TGAACTGAGAAGCAAATGGG 277

Ad04A16901 Aradu.A04 16901 c (T)13gacaaatgcaatcaacaatgaaataaaatgccccatccaagcatggcatgtgaatagataccttatgtccagctttcatcggttaagaa(T)10112 104887609 104887720 ACTGTGATCAGGATGCAGGA TGAACAGAAGGATCTTCCTCAA 233

Ad04A16902 Aradu.A04 16902 p3 (AAT)11 33 104890043 104890075 TTGTCCCATTAGGTGCGAAT TCAAGGGAATGGAAGGTGAG 189

Ad04A16904 Aradu.A04 16904 c (T)10ctagaaacagtctattttccaactctaagtcaactactcagctactcttctatttaa(T)1077 104893397 104893473 AATCCGAAATTGAATGGCAG CAAAATTAAATAGAAGAGCAGGTCC 151

Ad04A16907 Aradu.A04 16907 p3 (ATA)18 54 104899068 104899121 TCCTTTGAGGTGATATGGGTG CTTGATTTGGTTTGATTCACCT 256

Ad04A16909 Aradu.A04 16909 p2 (TC)10 20 104902868 104902887 CGGATAAATCCGTCGGTAAA GGTGGACGGGAGAATGTTAG 259

Ad04A16912 Aradu.A04 16912 p2 (AT)8 16 104913602 104913617 TTCGTTCTTAATCTGCGGGT CTTATGCGGATCGGATAGGA 233

Ad04A16913 Aradu.A04 16913 c (A)10caataatataactaaaacgatgaatagtcatattaataataaatatacagttttgtg(TAA)685 104919259 104919343 TTTTGGGATTCTTGACCTCG GACCCTGCAAAAGGTTGTGT 201

Ad04A16915 Aradu.A04 16915 p2 (AG)8 16 104927917 104927932 TGCAGAGTGGGGAATCATTT GAAGGCACAACACAAAAGCA 268

Ad04A16920 Aradu.A04 16920 p2 (AT)7 14 104950145 104950158 TTTGATAAATGTCAATCCAAACA AATTGAAGGCGTGTACGAGG 175

Ad04A16925 Aradu.A04 16925 c (CA)12(TA)12 48 104955429 104955476 GGATTGTACGGATCTGACGG AGGGTCAGGGGCTTTAATGT 222

Ad04A16926 Aradu.A04 16926 p3 (TTA)5 15 104958333 104958347 GAGCCAAGTTAACGATTAAGGG CCGAATCTAGAACACAAAATTGA 203

Ad04A16927 Aradu.A04 16927 p3 (AAT)16 48 104958572 104958619 TTTGTGTTCTAGATTCGGTCTTC TTGCTAGTTTGGACGAATGAAA 280

Ad04A16928 Aradu.A04 16928 c (T)10ctttcttgaatcatgaatatagtcacttcccacatttgtctaaaaagactaattt(A)1075 104960352 104960426 TGGCTTTCTTGCATGTGTTT CGACGGGATTTTTACAGAGG 265

Ad04A16929 Aradu.A04 16929 p3 (AGG)5 15 104964287 104964301 ATGCTTACAATGCGAAAACG TTGGAAGGTGAGAGCAATCC 258
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Ad04A16930 Aradu.A04 16930 p3 (TCT)7 21 104964971 104964991 TATCCCGTTCCAAATTCGAG AAAGTCTTGGTGCCACTGCT 113

Ad04A16932 Aradu.A04 16932 p3 (ATT)6 18 104979479 104979496 AGGCAATAGCTGCCTGAATG GGTATATTCAATGCCGTGGG 172

Ad04A16934 Aradu.A04 16934 p3 (CTC)5 15 104993948 104993962 AGCGCGCTACTCACCATTAT AAACACGCGAAGAAAAAGGA 152

Ad04A16937 Aradu.A04 16937 p2 (AT)14 28 104999150 104999177 AATCAGGAACGGTTGCATGT GCAGCTGTAATGGGGTTAGC 185

Ad04A16938 Aradu.A04 16938 p2 (TA)12 24 105003493 105003516 ACAGGAATTCACCAACAGCC TGTGGCACAAAAATGACAAAA 239

Ad04A16939 Aradu.A04 16939 p2 (AT)9 18 105006397 105006414 GCAACCATGAACTTACCCACA CCGACCACTGAACTGAGGTT 267

Ad04A16940 Aradu.A04 16940 p2 (GC)6 12 105006964 105006975 AGCCAAAGAATTGGAAAACG AAAATTGGTTGCAACTTGGC 185

Ad04A16941 Aradu.A04 16941 p2 (TC)9 18 105011147 105011164 CTCATACCCCCTCTCTTCCC AATAGAGTTGCCGCCTCAGA 220

Ad04A16943 Aradu.A04 16943 c (T)10ctttttctttttttaaaaaaaagccttttttttgttttgtcccttccttttttgtttttttctttcttt(A)1089 105017577 105017665 GACGAGAGTTTTGCAGCCTT TTGACCGTCTATCGTGCTCA 188

Ad04A16945 Aradu.A04 16945 p2 (AT)7 14 105029837 105029850 AAAAGCAAAACGTTGCAAAAA TTTTTGGCGTAAGACGCAAT 125

Ad04A16947 Aradu.A04 16947 p2 (AG)8 16 105032334 105032349 AGGTTAAACGGGAGAAGGGA AAGGAGGAACAACAGCGAGA 219

Ad04A16962 Aradu.A04 16962 p2 (CT)7 14 105091653 105091666 CCCATAAACCCCACCTACCT TTAGAATGTTGCTCGCCCTC 240

Ad04A16963 Aradu.A04 16963 p2 (AT)13 26 105118175 105118200 TCTCCAACCATCATCACATCA TGATGTCTTCTTGGTGTTTGGT 207

Ad04A16965 Aradu.A04 16965 p2 (TA)7 14 105127522 105127535 CCAGCGTGACTCTTTGTTCA AGTGCTTGGTGGGAGACAAC 264

Ad04A16967 Aradu.A04 16967 c (CT)11cctttttttcagacaatctttttctccatctagatctacatccttttatca(CT)10attttgatttgtttcttcctctaaatttatgttttttaatct(TC)7ctttttttcagacaatctttctctccatctagatctacatccttttatcat(TC)6212 105136571 105136782 CCATCAACAACAACAACCCA AAATTTAGAGGAAGAAACAAATCAAAA 277

Ad04A16968 Aradu.A04 16968 p3 (ATG)6 18 105136979 105136996 TAATGGGTGGCGATGGTTAT CCACCGTCAACAACATCATC 244

Ad04A16973 Aradu.A04 16973 p3 (GTG)5 15 105150654 105150668 TCAAATGGTGTCCAGTTCCA ATTGGTTTGGCTACCACGTC 200

Ad04A16974 Aradu.A04 16974 p3 (AAT)6 18 105156186 105156203 TGCACCAGTAGACTGTGAACCT TCTTCTGAGGCAAGCTCGAT 249

Ad04A16977 Aradu.A04 16977 c (T)10(A)10 20 105170927 105170946 TTGCACTGAACAAAACGTCC GAATCAGTCTGCGGATGACA 261

Ad04A16978 Aradu.A04 16978 c (A)10tcaatttttttcattctctctttaaattttagatccaaatcaaataaaatcactccaaaacatttcagaaaccaccagtaacag(CAA)5109 105174897 105175005 CCAATTTCCACTTGGCATCT CCCATCTATCTACTCGTAATCTCCA 263

Ad04A16979 Aradu.A04 16979 c (AAT)5(TAA)9 42 105189112 105189153 TCGTAACTGCGGGCTTCTTA GTGCTCGTTTCTGTGGGATT 252

Ad04A16981 Aradu.A04 16981 p2 (CT)6 12 105194175 105194186 TTTATGGTGGGGTCGAAGTC GGCGTTTGGAAGAGAAACTG 229

Ad04A16982 Aradu.A04 16982 p3 (AAG)7 21 105194625 105194645 AAACAAACCAGAGGTCGGTG GGGTGGGGAGAGAAAGAAAG 174

Ad04A16985 Aradu.A04 16985 p3 (TAT)10 30 105235373 105235402 CGCACGCAACCTCTTAAAAT AAGCTTGATGGAAAACCCAA 189

Ad04A16988 Aradu.A04 16988 c (ATA)5aagacaaaattaaaatcatattatg(AAT)1276 105264987 105265062 TCTCCTTTGAATTTGAAGAGAATC TGCTTTTGTTAGGTTGACCCTT 271

Ad04A16989 Aradu.A04 16989 p3 (AAT)8 24 105268745 105268768 AAGGGCTAGGTTCTTGTTCCA AATTAAAGAGCGGCGACAGA 243

Ad04A16990 Aradu.A04 16990 c (ATT)5ttg(A)10 28 105269192 105269219 CTGAGTGGCATTTTCTGCAA GACCAGGATGAACTGCAACA 243

Ad04A16991 Aradu.A04 16991 c (TC)6ccctctctctccccc(CT)741 105271041 105271081 TCAGGGGAAGCTTATGTCAA TAAAGCGTGGTTGTTGATGC 260

Ad04A16992 Aradu.A04 16992 p2 (AG)6 12 105278915 105278926 TTTTTGGGGAAGAGGTGTTG TGTTAAACGCCAGAAAAGGG 258

Ad04A16993 Aradu.A04 16993 p3 (TTG)6 18 105289347 105289364 TAATTCATGTAGCCGACCCC AATAGCCGAGTGAATTCCGA 175

Ad04A16994 Aradu.A04 16994 p2 (AT)6 12 105296056 105296067 TCTCTCTCCTTTAATTCTTCTCAAAA TGATGGAGACTGGATGTAGGC 240

Ad04A16995 Aradu.A04 16995 c (T)10gttgaagaggg(A)1031 105301890 105301920 TGCCTCTACTGCAACCTCAG CCAAACACAGCACCAACACT 231

Ad04A16999 Aradu.A04 16999 c (AAG)5gtgcagtgaaaacatgcagtaatggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)592 105314227 105314318 TGCAGTGAAAACGTGCAGTA GCACGTTCTTCTTCCTCTTCC 215

Ad04A17002 Aradu.A04 17002 p2 (CA)7 14 105317131 105317144 CATGAAATTACAGACATGTGACCA TTACGGATGACCTTTTTGTGG 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A17010 Aradu.A04 17010 p3 (ACT)5 15 105346201 105346215 GGCTATCCCATAAAACCGTG TTTGCTCACTCCTTTCCTCTTC 251

Ad04A17011 Aradu.A04 17011 p2 (AT)6 12 105366541 105366552 CCACAACATGTGCAACTAACC TTTGTGCATATGGAGCATGA 235

Ad04A17014 Aradu.A04 17014 p3 (TAT)16 48 105379136 105379183 AAGCCTTGCCAAACTTTTCA TCAATAAAATACGACACATCAGCA 211

Ad04A17015 Aradu.A04 17015 p2 (CT)14 28 105380366 105380393 TAGCGGGTGGTCTGAGTTGT ATGAAGAGGGGTGTTTGCAT 275

Ad04A17016 Aradu.A04 17016 p2 (GA)6 12 105381263 105381274 GGTCGGGGTGATTGTTATTG CCCATCAAAGATGGATTTCG 133

Ad04A17023 Aradu.A04 17023 c (CAC)6caacggcgctgctgctgccggaagtggtagtagccctctcaccagtgcttccagcaacatcagcgccagtgaag(AAC)6110 105391589 105391698 CCAGTAACAACACTGCCGAA TGGAAGGGTGAAGTTCCATC 249

Ad04A17024 Aradu.A04 17024 p3 (CAC)5 15 105391817 105391831 GATGGAACTTCACCCTTCCA GAGCGTCACAATGGGGTAAT 277

Ad04A17028 Aradu.A04 17028 p3 (TCT)5 15 105403517 105403531 AAGAGTGGAAACCGTTGTGG AGAAACACGCACAGAGGAGG 193

Ad04A17031 Aradu.A04 17031 p2 (GA)16 32 105405894 105405925 TGGAACATGGATAAGGAGCA TCTTGGTCTCCCCTTCCTTT 202

Ad04A17033 Aradu.A04 17033 p3 (TCT)6 18 105418854 105418871 CCAAACCCCTCTCCCTCTAC GGCCTTAGGTGCCATCAATA 234

Ad04A17034 Aradu.A04 17034 p3 (ATA)18 54 105423172 105423225 TTGACGGCTTAAGGCTATGG CAGTGGACGGGTGTGAATTA 279

Ad04A17036 Aradu.A04 17036 p3 (TAA)6 18 105424962 105424979 ATTTCTCCCGTGCTGCAATA AAACCTTGAGCAATATCCGAGA 251

Ad04A17037 Aradu.A04 17037 p2 (AT)13 26 105430658 105430683 CGGAACTTTATGGGCTCAAG CAAAATTACAGCCCCTCCAA 256

Ad04A17039 Aradu.A04 17039 p3 (AAC)5 15 105443629 105443643 ATCCACCGCTGCATTTTTAG GAGTCTCGTCCAGGTTGAGG 272

Ad04A17041 Aradu.A04 17041 p3 (GAG)5 15 105466970 105466984 GACTTTGCAGTGAAGGAGGC CGTCACTCCAACTGCTCTCA 196

Ad04A17043 Aradu.A04 17043 p2 (TC)6 12 105468814 105468825 GCCAGGTTCCATCATCAGTT GAGGAAGAGTTTGACGTCGG 160

Ad04A17045 Aradu.A04 17045 p2 (TC)6 12 105477261 105477272 GCCAGGTTCCATCATCAGTT AAACACCGCGACAGGAATAC 132

Ad04A17046 Aradu.A04 17046 p3 (TTC)7 21 105479141 105479161 GCTGCACGTTCTTCTTCCTC CGGTTTCAGAGCTTGATGTC 209

Ad04A17049 Aradu.A04 17049 p2 (TA)7 14 105481149 105481162 GGCGCATGTTGATGATGTAG GCATTCTGAAATAGCATTCTAAAAG 263

Ad04A17053 Aradu.A04 17053 p3 (ATA)13 39 105511196 105511234 AGGTTCAATTGGAGTGACGC ATTGATGTGGTGTGCAGGTG 223

Ad04A17056 Aradu.A04 17056 p3 (AAC)5 15 105524503 105524517 GAAGTTTTGGAGGTCAACCG ATCTATATAGCCGACCCCGC 266

Ad04A17057 Aradu.A04 17057 p2 (CT)25 50 105524792 105524841 TTCACCCCTTGTCCATCTTC GTGGCAGAGGTGAAGACGTT 249

Ad04A17060 Aradu.A04 17060 p3 (ATT)5 15 105531422 105531436 GGTCCGATCCGATTTTTACA TGCTTCTCCTTTTCTAGATGGATT 279

Ad04A17061 Aradu.A04 17061 p2 (TA)7 14 105535901 105535914 CCTTATCCTAGCCCATGCAA CCAACTGCTCCACAGATCAA 209

Ad04A17069 Aradu.A04 17069 p2 (AG)11 22 105557546 105557567 TCGGATATGAGCAATTACGAA CCAATAAAACACTTCCCCCA 274

Ad04A17070 Aradu.A04 17070 c (T)10ctttc(T)10 25 105558057 105558081 TTGAGCATACAAGGCCTCAAT GATCAATGATGCATTCAACCA 264

Ad04A17074 Aradu.A04 17074 p2 (AT)6 12 105561785 105561796 GGAATCGAGTCCAAAGGACA AACTGGGTTGACTCGTTTGA 203

Ad04A17083 Aradu.A04 17083 p3 (ATT)19 57 105598180 105598236 AACACGGGTATCATTCGAGG TGTCTCCTCTCAAACCATAATTCA 271

Ad04A17086 Aradu.A04 17086 p3 (AAG)5 15 105614709 105614723 ACAACTACCCAACACTCCCG TGGAGCTATTGCCCATTTTT 233

Ad04A17087 Aradu.A04 17087 p3 (TTC)5 15 105616826 105616840 TCAATCAAGTCCAACCATGC GTGGAGGAGGAAAAGGAAGG 164

Ad04A17094 Aradu.A04 17094 p3 (ATA)20 60 105634721 105634780 ATCATCGTTGGTTCCGGTTA GCATCTCACAGGAGAAGGGA 203

Ad04A17096 Aradu.A04 17096 p4 (TACA)11 44 105640461 105640504 TAGAAGAAAATTGCCCGCAC GGGAGTGACGAAACCTTGAA 202

Ad04A17097 Aradu.A04 17097 p3 (ATT)5 15 105661586 105661600 CATCCGCTTGACATAGAAAACA CCTCTCTTCAATACAAAATGCCA 279

Ad04A17100 Aradu.A04 17100 p2 (AT)13 26 105668737 105668762 AAACTTGGGACATTGGTTGG GGCATTTTGTCCCCTTTTTA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A17102 Aradu.A04 17102 p3 (TTA)11 33 105677133 105677165 TCATAAATTAAACTAACATCCACTTGA CAATTTAATATGCAGTTTTCTTCTCTT 256

Ad04A17104 Aradu.A04 17104 p4 (TTAT)5 20 105711364 105711383 GGGCCATGTACCAATGATTT AACCAAACGCTTTCCAAATG 275

Ad04A17109 Aradu.A04 17109 p2 (TA)6 12 105723122 105723133 AGAGCGATAGCACAGCGAAT TCAGATAAACCAAATTTTAAACCGA 179

Ad04A17115 Aradu.A04 17115 p2 (TC)7 14 105755125 105755138 AGTAGCTTCCTCGACGGTCA ACACGAGCAAGGGAAGAAGA 231

Ad04A17116 Aradu.A04 17116 p2 (TC)7 14 105772123 105772136 AGTAGCTTCCTCGACGGTCA AGTCTCATCTCGTCGCCAGT 138

Ad04A17123 Aradu.A04 17123 p2 (TA)6 12 105797812 105797823 TGATTTGGTTTTACGACGCA CTCGGGATAAGAAGACGACG 275

Ad04A17126 Aradu.A04 17126 c (T)11atttttgtgttttaaataagt(A)1042 105805798 105805839 TCGTGTTTCGGTTTGAAAAA TCCTTTCACTTCCTCAAATGAT 243

Ad04A17134 Aradu.A04 17134 c* (TTCT)10(TTC)26*ttttattatgttgttgatttctgattattattgcttctggttgattacattgtttca(TTG)5186 105835668 105835853 AGAGAAAGGAGGGTGGTTCG AGCAAAAGCAGAAGCAGGAG 272

Ad04A17136 Aradu.A04 17136 p2 (AG)12 24 105849775 105849798 ACTTTCCGCCGTAACTCCTC AACAACCACCACCAACCAAT 268

Ad04A17137 Aradu.A04 17137 c (TA)8gtcaaatggcagaccttgaattgtttctcacc(T)1058 105852725 105852782 GCTTGCCATTTTCAATTTCC CAACACACAAAAGGCACACC 271

Ad04A17141 Aradu.A04 17141 p2 (TC)7 14 105861694 105861707 CTCCAAAGCTGTCCCCATTA TTGCCAAACGTCATGTCAAT 185

Ad04A17143 Aradu.A04 17143 p3 (GAT)8 24 105863386 105863409 CTTCCTTTGCAATCAGTTTCA TCATATTTCAAATTCATCAGTGACA 131

Ad04A17145 Aradu.A04 17145 c (TCA)5(TTA)5 30 105863862 105863891 TCACTGCACTGATCAAACCC AGATGGGTTCGTTGACTTGG 207

Ad04A17146 Aradu.A04 17146 p3 (GAT)5 15 105864153 105864167 CCAAGTCAACGAACCCATCT TTGGTTGCTGCTACACCAGA 279

Ad04A17152 Aradu.A04 17152 p2 (AT)17 34 105894523 105894556 CACCCTTCGGTGATAAAGGA TCCCTGTGGATACCCGTTTA 242

Ad04A17155 Aradu.A04 17155 p2 (AG)31 62 105904219 105904280 GGGACAAACGGACCAAAAAT CCCCAAACCCTTCTCTTCTC 180

Ad04A17156 Aradu.A04 17156 p2 (TA)8 16 105909962 105909977 GGTGAGGTTGTGAGGCAGAT CTCTCAGTTCGGGTCGAAAC 138

Ad04A17157 Aradu.A04 17157 p2 (TA)6 12 105910784 105910795 AGCCACTACTAGCCACCGAA TATCCGCGAGGATTTACCTG 225

Ad04A17160 Aradu.A04 17160 c (TTA)6ttg(TTA)6(TTG)863 105932303 105932365 TGACATGTAAAGCGATATATTAGGTTC TGATGATGAATTATGGTAACTAGAGAG 273

Ad04A17161 Aradu.A04 17161 p3 (TTA)21 63 105935683 105935745 TCCGCTTGACATATAAAACGAT TCGTGCTAGCTGCTAATCAAA 208

Ad04A17163 Aradu.A04 17163 p3 (TTA)11 33 105945359 105945391 TCATAAATTAAACTAACATCCACTTGA CAATTTAATATGCAGTTTTCTTCTCTT 226

Ad04A17164 Aradu.A04 17164 p2 (TA)6 12 105946756 105946767 ACCAGCCCCATTTTCATACA AGGACCGCCACTACCCTTAC 246

Ad04A17165 Aradu.A04 17165 c (A)10tattaaagattaattatttttttattaataattagatatctaatattttaaaaaatagagatcaaattattatt(ATTA)8116 105949762 105949877 GGGAAACCATAGTTCCCATT TCCACATTGATGTTCATTCAGA 266

Ad04A17166 Aradu.A04 17166 p2 (AT)6 12 105951667 105951678 TATCCGCGAGGATTTACCTG AGCCACTACTAGCCACCGAA 226

Ad04A17167 Aradu.A04 17167 p2 (AT)10 20 105952621 105952640 CTCTCAGTTCGGGTCGAAAC ATGAGGCTGATGAGTGGAGG 267

Ad04A17170 Aradu.A04 17170 p3 (ATT)5 15 105976866 105976880 TCCGCTTGACATATAAAACGAT TCCCTCTCTTCAATACAAAATGC 279

Ad04A17171 Aradu.A04 17171 p3 (TTG)11 33 105980290 105980322 TGAGAAACTATTATTCAACCGCT TGCATATGAGAGTACAACAACAACA 111

Ad04A17173 Aradu.A04 17173 p3 (TTA)12 36 105983668 105983703 AACATCCACTTGACATATAAAACGA TCGTGCTAGCTGCTAATCAAA 186

Ad04A17176 Aradu.A04 17176 p2 (AT)6 12 105992227 105992238 AAACTTGGGACATTGGTTGG TATTTTGGGGCATTTTGTCC 233

Ad04A17179 Aradu.A04 17179 p2 (AT)7 14 106004437 106004450 AAACTTGGGACATTGGTTGG TATTTTGGGGCATTTTGTCC 246

Ad04A17182 Aradu.A04 17182 c* (ATT)6(ATTA)9* 51 106013215 106013265 CCAAAACAGAAATTTTGAGGG TCCACATTGATGTTCATTCAGA 262

Ad04A17183 Aradu.A04 17183 p2 (AT)7 14 106014708 106014721 TATCCGCGAGGATTTACCTG AGCCACTACTAGCCACCGAA 226

Ad04A17184 Aradu.A04 17184 p3 (GTT)5 15 106025544 106025558 TGAGGCTGCTTTCCAAACTT AGAAAGGGAGTCAAAGGGGA 145

Ad04A17185 Aradu.A04 17185 c (TC)50ctct(TC)25154 106031616 106031769 CCCCAAACCCTTCTCTTCTC AGTTAACGGGTTAGACCGGG 270
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Ad04A17187 Aradu.A04 17187 c (A)10gaagtaaaaaaaaatattttcg(A)1042 106065140 106065181 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 192

Ad04A17192 Aradu.A04 17192 p3 (TAT)21 63 106092714 106092776 TTAAATGCTTTAAGGGAAATAAAAA TCACTTATCATATTCTTATCAACTCCA 266

Ad04A17193 Aradu.A04 17193 p2 (TA)12 24 106094657 106094680 TTTTGGATTTGACGCTGTGA TGGTCACCTCCATCACACAC 275

Ad04A17195 Aradu.A04 17195 c (T)10ctgtttgtgtgtatatgtagtgatagggatacaa(T)1256 106096002 106096057 ACATTCTCATGGCCCTCTTG AAAGAACACGCAGGGAAAAA 267

Ad04A17197 Aradu.A04 17197 p3 (AAT)6 18 106108314 106108331 GAACAATTACATGGAGGCCAA TCAACACCACATTTGGTATATTTG 251

Ad04A17202 Aradu.A04 17202 c* (A)13(AAAG)6*aaaatgataataaactaagagggtgaaaaaaaagggtgatgatatagctgtgattttgtgtttgtatgtgaaga(AG)7122 106119562 106119683 GAAATAGGCCATAAAGGGGG TTCCTCATCTATTGCTGCCC 230

Ad04A17208 Aradu.A04 17208 p3 (TAA)12 36 106130571 106130606 GAAATGAGACGGTGACGGTT CATGGCTTTCATTTGCTTTC 234

Ad04A17209 Aradu.A04 17209 p2 (TA)7 14 106131353 106131366 AACACATGTCCCTGAAGTGCT AAAATTTGCTGGCCCTAACA 269

Ad04A17210 Aradu.A04 17210 p2 (TA)6 12 106134224 106134235 GAGGCAGGGCTTTGTTTATG AGGAGCCTTGAAAAATGGGT 250

Ad04A17212 Aradu.A04 17212 c (TCA)5ccactcagctc(CTT)541 106138083 106138123 CCACTGCCATTGATTATTGC ATGGCAGCTACTGTTTGGCT 215

Ad04A17213 Aradu.A04 17213 c (AC)9ag(AT)6 32 106140327 106140358 GCCATGAACAAACCCTACCA AAGCCAGCAATTCAATAGAACC 248

Ad04A17217 Aradu.A04 17217 p2 (TC)6 12 106150575 106150586 TCTCTGCTGCGTCTCTGTGT AACACAACTTCGGGCATTTC 166

Ad04A17218 Aradu.A04 17218 p2 (TC)10 20 106157297 106157316 TTAAGCGACCTTCTCCTCCC TAGAGACCGGAGCCAAGAGA 177

Ad04A17219 Aradu.A04 17219 p2 (TA)6 12 106161119 106161130 AGAGCGATAGCACAGCGAAT TCAGATAAACCAAATTTTAAACCGA 177

Ad04A17223 Aradu.A04 17223 p2 (TC)6 12 106172994 106173005 TCTCTGCTGCGTCTCTGTGT AACACAACTTCGGGCATTTC 166

Ad04A17226 Aradu.A04 17226 p4 (AAAT)5 20 106190711 106190730 AACCAAACGCTTTCCAAATG GGGCCATGTACCAATGATTT 275

Ad04A17228 Aradu.A04 17228 p2 (AT)6 12 106194817 106194828 TTGCCTGGGCCTGTTAATAC TAGTCAATTGGCCTGAGCCT 276

Ad04A17229 Aradu.A04 17229 p3 (ATC)10 30 106195009 106195038 CACAAATTTTGCTTCAATTCCA TGCGGAGTAGCATGTGTTATG 258

Ad04A17235 Aradu.A04 17235 c* (CATA)5(AT)6* 29 106209311 106209339 ACGGGAATCAGGTGTAGTGC ATGGTCTATTCCCTCGCCTT 273

Ad04A17236 Aradu.A04 17236 p2 (CA)6 12 106215341 106215352 TCAGTGTACATATAATGTGGTTGAAAA GCATTCTTCAGCATTGAGCA 217

Ad04A17237 Aradu.A04 17237 c (AATT)6aatacttatataattaaaaa(T)1054 106216003 106216056 GAATGTGTTTGGAATTGGAGC AACATGGATCCTGTCAGCAA 264

Ad04A17238 Aradu.A04 17238 p4 (AAAG)7 28 106218383 106218410 CGCCAAAACGAATGCACTAT TGGGTTTGGTTCTAATGCGT 270

Ad04A17239 Aradu.A04 17239 p4 (AAAG)6 24 106219630 106219653 TGTAAAATAAAATTGTCTTTCGCTTG CCACACCAAAATGGAAAAGG 165

Ad04A17240 Aradu.A04 17240 p4 (AAAG)7 28 106220415 106220442 CATGAATCCATTTTCTCGCA CCAAAATGGAAAAGGGTCTG 260

Ad04A17242 Aradu.A04 17242 p2 (TA)7 14 106225324 106225337 CTTCGTGTGAACATTTTGCG CTAAGCCTTACCTCATGCCG 167

Ad04A17243 Aradu.A04 17243 p3 (ACC)5 15 106227006 106227020 TATGTGGCAAACTCGGTCCT ATGTGAGATGATGGATGGCA 234

Ad04A17244 Aradu.A04 17244 p3 (AGA)15 45 106230235 106230279 CGAGAAGGTGAACTTGACCAG ATTGGCCAGACGTGTTCTCT 217

Ad04A17245 Aradu.A04 17245 p3 (CAC)5 15 106237229 106237243 CCCCCATGATAACATTCCTG GCGGTGGTCTGAGACAATTT 166

Ad04A17246 Aradu.A04 17246 c (GA)6agcaaaacatagaagagaagagagagaaagagagaggaaggagttgacagagttgacggactctggtggcggcgacgagctcagaaaatggaag(GA)7120 106237811 106237930 CCCCTGTTCAGTCCACAGTT TCTTTTCTCCTCCTCCACCA 252

Ad04A17247 Aradu.A04 17247 p3 (CTC)5 15 106245552 106245566 CTCAACCGTTTCCAAAGTGC TTGGCAAAATTTGATCCACA 249

Ad04A17251 Aradu.A04 17251 p2 (GC)6 12 106270220 106270231 GATGCAGTTCCAGTTGGGTT ACAAGGCTCCTAAAACCGCT 172

Ad04A17252 Aradu.A04 17252 c (CA)13t(AC)7(AG)1367 106279571 106279637 CCCGCTTAATTTTTCTTCTTCTC CTTCGGGATCAACCTAGGAG 280

Ad04A17253 Aradu.A04 17253 c (A)10ggcatgataggttattcttcgtgttcttcttatta(T)1055 106284098 106284152 ACAAGTTAATATTTCATAAAGTGGCA TCAAAAATCAAATAATAAGATTGGACC 129

Ad04A17254 Aradu.A04 17254 p3 (ATA)5 15 106292204 106292218 ATGGATACTCCTGTGGGCGT ATGTCGCTCAGTCTTGTCCA 270
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Ad04A17255 Aradu.A04 17255 p2 (TA)6 12 106292386 106292397 TTTTGGACAAGACTGAGCGA TCTTCCCCTTTTCCCTCCTA 113

Ad04A17257 Aradu.A04 17257 p2 (CG)6 12 106321638 106321649 AACCAAAGGATGGCAATGAT TGTTGGATGAGGGGTAGGAG 276

Ad04A17258 Aradu.A04 17258 p2 (AT)6 12 106329349 106329360 CCCAACACTTTTGCATTTCA GGCTCAAAACTCACTTGCTTG 237

Ad04A17259 Aradu.A04 17259 p2 (AG)13 26 106338120 106338145 ACAATCAGCAATTTCTGGGC CATTGAACCTGTGATTGAAGGA 239

Ad04A17260 Aradu.A04 17260 p2 (TC)6 12 106343424 106343435 ATCCTTTTCACCCTTGCCTT TGGCTCTTGAAAGAATGAGGA 187

Ad04A17263 Aradu.A04 17263 p2 (CT)6 12 106365757 106365768 GCCAGAATTGGCAGAAAGAG ATAGGTGAGGGGTTTTTGGG 176

Ad04A17266 Aradu.A04 17266 p5 (AATAA)6 30 106374689 106374718 TCCACTTATGTCCATGTTGGAG CCTAACCACTTTCTCTCTCCTCA 203

Ad04A17267 Aradu.A04 17267 p2 (TA)7 14 106383455 106383468 TCTGCATTTTTGGGTGACAA AGGCTCAAAACTCACATGCTT 170

Ad04A17270 Aradu.A04 17270 p2 (TA)7 14 106391754 106391767 TGCAGTCTCAAAAGGTCCAA ACATGAAGCCGAAAGCGATA 276

Ad04A17272 Aradu.A04 17272 p2 (AT)6 12 106406822 106406833 AACTGGGAATATGATTTTTCTCAT AGGTTTGCTCGACTTTTCAA 280

Ad04A17273 Aradu.A04 17273 p3 (ATC)5 15 106410636 106410650 GTGTGTTTCATTGCATTGGC ACATTCACCCTCCATCTTGC 238

Ad04A17277 Aradu.A04 17277 p2 (AT)10 20 106427633 106427652 GCTTTTAGCTGCGCAATTCT TTTTCCCCTTTCAGGATGTG 272

Ad04A17278 Aradu.A04 17278 p2 (AT)11 22 106434605 106434626 AGCTCGGACATTACGACGAC TACCCTCGCCTTTTTCTTGA 261

Ad04A17280 Aradu.A04 17280 p2 (TA)6 12 106446487 106446498 ACCCAAATTTTTGTTGGTGC AGCCACACCCGTATTAGCAT 175

Ad04A17284 Aradu.A04 17284 p2 (TA)9 18 106464335 106464352 GCCAAGTTAACGATTAAGGGC CTTGCCCACAACAATGGTAA 233

Ad04A17286 Aradu.A04 17286 p3 (AGG)6 18 106467632 106467649 GGATTGCTGTGATGTTGTGG CTTACTCGCTCACACTCCCC 122

Ad04A17288 Aradu.A04 17288 p2 (AT)6 12 106469046 106469057 TGTTTGCAATGCGATCAGAG TGTTAAAACATCTTCTCACGAATTT 278

Ad04A17295 Aradu.A04 17295 p2 (AG)6 12 106493626 106493637 TTTTCGTGCATGTGGAGGTA GCAGTTACCGGTATCAGGGA 212

Ad04A17297 Aradu.A04 17297 p3 (CTC)8 24 106496683 106496706 AGGAGGCTAAAGCGAAGTCC GCCGAGACAAAATCGAAGAG 138

Ad04A17303 Aradu.A04 17303 p3 (TCC)7 21 106513116 106513136 TACCAGAGAGTCCAGGAGGC TTTCCGGATAAATGCAGGAG 273

Ad04A17304 Aradu.A04 17304 p2 (TC)7 14 106521877 106521890 TTTGGAACCCCTGAAAAGTG AGCATGATTTCCAAACGGTC 220

Ad04A17307 Aradu.A04 17307 p2 (AG)14 28 106526189 106526216 ACAATGGCAATCACCCAAAT ATAGGTGCAACCAACAAGCC 163

Ad04A17309 Aradu.A04 17309 p3 (GAA)5 15 106529470 106529484 ATTGGCGTCGAATTAAGGTG ATGAGCTTCCTTCAGGGGAT 104

Ad04A17310 Aradu.A04 17310 p3 (TTA)5 15 106538193 106538207 TCGAAAGCGAAGATTCAGAAA TCCATCGTGTAAAAATTCGGA 202

Ad04A17312 Aradu.A04 17312 p2 (TA)7 14 106546295 106546308 TTCATGCTTCAGTGCTACGC TCCATAGCCACCATAGACACC 129

Ad04A17313 Aradu.A04 17313 p2 (AT)6 12 106548930 106548941 AAGGTTTTAATAGCTGAAAACAGCA TGGTGAACCCCAAAATCAAT 268

Ad04A17315 Aradu.A04 17315 p2 (TA)9 18 106554855 106554872 TTTGGTGTCATTTTATTGTTTTTCTC ATTAAATTTTGAATTTTGGAAGTTG 255

Ad04A17316 Aradu.A04 17316 c (T)11agttaaatttgtctttgagggtgtgtttgtttgaggtgaaaataggcac(T)1070 106555938 106556007 TCCAGGTACTGAAAATCAATGG AAAATGAAAATGGCGGTGAC 247

Ad04A17325 Aradu.A04 17325 c (A)10tagaagata(AG)1243 106571190 106571232 AGGGAGATGTGAGTTGGTGG ATCCAAAATGTTCACCCACA 244

Ad04A17329 Aradu.A04 17329 c (TC)8t(TC)21 59 106580830 106580888 CTCTTCGATCTGTTGGTGCC GAAGTGGAGGGAGGAGGAAG 220

Ad04A17331 Aradu.A04 17331 p3 (CTT)5 15 106592272 106592286 TGATCCATCAATGAAAGCCA AAAGGACTGTTGCCGAACAT 234

Ad04A17336 Aradu.A04 17336 p3 (TCT)6 18 106596719 106596736 CACAATTTCACTGCACCGTC CACCCAAAGGACACTTTATGC 270

Ad04A17337 Aradu.A04 17337 c* (GAA)5gaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)8(GAAGAG)7*130 106597452 106597581 CGAAGAAATATCGTTTGGGTG CCTCTACTTCACTCACCGTGG 264

Ad04A17338 Aradu.A04 17338 c (CT)9(CA)6 30 106600720 106600749 AAAAGGCGCAAGGGTAAAAT TCAAGCAGTGGCATTCTCTG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A17342 Aradu.A04 17342 p3 (CAG)5 15 106611034 106611048 ACAGAAAGTTGGGCAGCACT TGCTGGACTTTGCTGCTAGA 214

Ad04A17343 Aradu.A04 17343 p2 (TA)10 20 106611715 106611734 AGCTGGAATTGCTGATTTGG CAAGAGAGGACCACTGAAGGA 239

Ad04A17347 Aradu.A04 17347 p3 (TTC)5 15 106630285 106630299 CGTGCTTGGAGTGGCTTATT CGAGTTCATGCAGAGAACGA 269

Ad04A17349 Aradu.A04 17349 p2 (AT)10 20 106645801 106645820 TTGCGGTAGGAGTTAGGAGC CATGAAAGTACTCTTGGAGTATCG 277

Ad04A17353 Aradu.A04 17353 c (GA)6ccc(GA)7 29 106671910 106671938 AGAGAGAAAGGGGGAAGCTG CTCTCGGCACTACGCTCTGT 204

Ad04A17356 Aradu.A04 17356 p2 (GA)18 36 106680866 106680901 GCCATCCACATACCCACTTC ACGATGATGACGACCAGACA 254

Ad04A17357 Aradu.A04 17357 c (T)10gcttggtgaggtgctgccatggcggaggggacatggaaaggacgcaatggcgtatt(GAA)684 106684088 106684171 ACTAATGTGGCCGTTGGAAG TCACTGCGTTCTTCGTGTTC 248

Ad04A17358 Aradu.A04 17358 p2 (AT)6 12 106689462 106689473 TCCACATAAAAAGGGAGTCCA CAATAACCGGTTCGATTTTCA 270

Ad04A17361 Aradu.A04 17361 p3 (TAT)20 60 106707529 106707588 TGATACATTCCGATACTTGATTTTG GGTTTTTCCGTGGCTAATCA 266

Ad04A17368 Aradu.A04 17368 p2 (GA)12 24 106732221 106732244 TGCACTTGCTTCAGCTTGTT GCACATGAGAAGAAAACTCATCA 122

Ad04A17380 Aradu.A04 17380 p3 (AAT)5 15 106758901 106758915 CATAATAACCACCCCTAGAAGAAAA TTTCGTTTTTCTTGACTGCAAA 180

Ad04A17383 Aradu.A04 17383 p2 (AT)9 18 106761059 106761076 CGAATGATGAGACATTTTACTCTCTT ATGCACTGATGTCCTCCTCC 260

Ad04A17384 Aradu.A04 17384 c (ATT)5aattgcacaataatattataccataattttttttgtacttttttgacaaaaataataataaattt(ATA)9107 106763700 106763806 AACGTTTTTCTCCGTCAGACA AGTTTCAACTTTGAATTTTGTGTAGA 199

Ad04A17385 Aradu.A04 17385 p3 (ATT)18 54 106764186 106764239 TCGTCGTCTACATGCACAAA TTATTCAAATTAGTTTCTAAGTCCCTC 259

Ad04A17386 Aradu.A04 17386 p2 (AG)6 12 106766446 106766457 TGATGAACTTGAGAGGCAGAGA ACGACATGCACACGTGAAAA 273

Ad04A17387 Aradu.A04 17387 p2 (TA)10 20 106783112 106783131 ACCAAGTTGTTAGCGCCATT CCACTCCACTGTGGTTAAGGA 274

Ad04A17389 Aradu.A04 17389 p2 (AT)12 24 106788713 106788736 ACAGCCAATCCGACAAGTCT TACCCCCATTGAGCGATTTA 130

Ad04A17392 Aradu.A04 17392 p3 (TTA)5 15 106796210 106796224 GCGGTGGAATAAATTCGATG CCATTGGTTAAATCTTCCGGT 213

Ad04A17393 Aradu.A04 17393 c* (AAC)14(AC)6* 52 106797384 106797435 TTCATTAAGCAAAGGAGGCAA CATTTGGGGGTTTAGGGTTT 245

Ad04A17394 Aradu.A04 17394 p2 (TG)7 14 106798282 106798295 TAATGCTGTCGTCAAAACGG GCTCACACTCATCAGAAGTTCG 211

Ad04A17401 Aradu.A04 17401 p2 (AT)9 18 106819917 106819934 TTTTATTGGTGGCTGATTTTAGTG TTTGTGTGGATGCAATTATTTTG 108

Ad04A17405 Aradu.A04 17405 p2 (TA)6 12 106862354 106862365 CACATGCATTGAGGTCGAAG AACCCTTGCACCCTGTAGTG 262

Ad04A17413 Aradu.A04 17413 p2 (TA)6 12 106877194 106877205 GAAGCATCCAGAAGGCATGT ACCCAAGCCCCTAACAAAAT 225

Ad04A17415 Aradu.A04 17415 p3 (AGA)6 18 106878609 106878626 TGAGAATTTAGGAATGCGGG CGTTCCTTCTCATCTGCCTC 114

Ad04A17416 Aradu.A04 17416 p3 (GAA)5 15 106878734 106878748 GGGGTTTGAGAGATTGACGA CTCTCTTCCCAGCTTCTCCC 207

Ad04A17419 Aradu.A04 17419 p3 (AGG)8 24 106894855 106894878 AAAGTTGGGCAGAAGGGAGT AGGAGGCTAAGGCAAAGTCC 159

Ad04A17422 Aradu.A04 17422 p2 (AT)6 12 106912484 106912495 AAGAGATCTGACTTTGATGACTTTG TCCTGAATGACGAACCACAC 251

Ad04A17423 Aradu.A04 17423 p2 (AT)8 16 106913365 106913380 TGCGCAAGAGGAGTATGAGA CTTTGATTTCCACGTTCCGT 241

Ad04A17424 Aradu.A04 17424 p2 (TC)7 14 106914197 106914210 CGGCTAGTGGTGAGGAGAAG CGACCTGCCTTGAAGTTACC 131

Ad04A17425 Aradu.A04 17425 c (AT)6tgagtttcttatcctgcgcaccccctccctcccttttctgctactttgtctaatagagacaaaaaacttc(A)1193 106918642 106918734 TACTCCAACACGGTCCACAA CCATTCCCGATTTGATCAGT 267

Ad04A17426 Aradu.A04 17426 p2 (AT)10 20 106921202 106921221 GGATTTTTAACCGTGAGCCA CAGGGAAACTCTCATCTCCG 155

Ad04A17427 Aradu.A04 17427 p2 (TA)6 12 106923346 106923357 AGCCGGATCTTGAGTCTTGA GCCTTTGTAGAAAAAGGGGG 153

Ad04A17431 Aradu.A04 17431 p2 (GA)7 14 106931476 106931489 TCAGAACAAGCATGAAACGA CTCTGAGCCTTCTTTTGACGA 279

Ad04A17433 Aradu.A04 17433 c (TAA)7a(ATT)6 40 106932417 106932456 AAAAAGTTTGAAGGAGAAGGAAAAA TGGCAGTGGAGACTGTTGAG 240
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Ad04A17439 Aradu.A04 17439 c (A)10gaaattgcaaaaattcgaaatattttgtaaa(T)1051 106953569 106953619 TTTTGTAACGAGATGGTGTTTTG ACAAAACAATTGGAGTTTTTGAA 126

Ad04A17442 Aradu.A04 17442 p2 (GA)6 12 106967956 106967967 TCAGAACAAGCATGAAACGAA CTCTGACGCTGAACCTCCTC 280

Ad04A17443 Aradu.A04 17443 c (T)10caaataaacaatcacaaatcggacggtccgatttgtgaatttg(A)1063 106968855 106968917 ACACTATTTTCGCCGCTTGT CGGAGGGTCCGTTTTGTATT 268

Ad04A17445 Aradu.A04 17445 p3 (ATA)7 21 106979213 106979233 GGATGCAAGGAAATAATGAAGA TGCAAGAGACAATTGAACGC 161

Ad04A17446 Aradu.A04 17446 p4 (TTAT)7 28 106979822 106979849 ACCCTTGCTTCTAAGATGAGACT GAAGCGAATTGTTTTTGTTGAA 172

Ad04A17449 Aradu.A04 17449 p2 (TA)6 12 106983298 106983309 TGTTCAATACTTCAATATCCGTGG TGTGCTTGTTGTGTGTTGTGT 230

Ad04A17452 Aradu.A04 17452 p3 (ATA)5 15 106992066 106992080 GAGATTCACACGGTCGATTTT TGATGTTATGATGGAAACAACCA 236

Ad04A17453 Aradu.A04 17453 p3 (AAT)7 21 106992332 106992352 AAGCATTTTTGTTTTCAATGTACG TTCATGAAACATTCTCTCTCTTTG 256

Ad04A17454 Aradu.A04 17454 p2 (AG)8 16 106993223 106993238 GAGGAAAATGGGAAAGGGAG GGCAGCGACGTTTTTCTCTA 228

Ad04A17455 Aradu.A04 17455 p2 (GA)8 16 106993389 106993404 CGAGAGAGGAGATCCGAGAA GTGGTAGGAACCCAGCTCAG 235

Ad04A17459 Aradu.A04 17459 p3 (ATT)5 15 106997319 106997333 AAATGAATGTGTTTGGGCTTG ATGCGGCACCTAAATCAAAT 219

Ad04A17460 Aradu.A04 17460 p2 (AC)9 18 107004146 107004163 GCACTAAAAAGCATGGCAGA GGGGAAGGGAAAGAAAGAAA 227

Ad04A17462 Aradu.A04 17462 p2 (AG)19 38 107004927 107004964 TCGCAGTTTGACATTTCCAC GGTTACCAGAGTCTGCGCTC 267

Ad04A17463 Aradu.A04 17463 p3 (GAA)5 15 107005429 107005443 GAGTAGAGGGTCGGTGATGC GTCATCATGGAAGGCGTTTT 269

Ad04A17473 Aradu.A04 17473 p3 (TCT)6 18 107026739 107026756 CATGCCGTAAAGCAAAGGAT TTCGCGCTTTTGTAAATCTG 150

Ad04A17474 Aradu.A04 17474 c* (GAA)5ggagaagaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)7(GAAGAG)7*gaagatgagttgttcataattcacggtgagt(GAA)5gaggaagatgagttgttcataattcacggtgagt(GAA)7225 107027659 107027883 AAGAGAATAACGAAGAAATATATGGAA CCTCTTCCTCTTCCTCCTCC 280

Ad04A17479 Aradu.A04 17479 p2 (TG)7 14 107051401 107051414 ACTGTGTTTTGGGCCTTTTG GACTCGCGAAGTTAGAACCG 111

Ad04A17480 Aradu.A04 17480 p4 (GTGC)10 40 107051517 107051556 GTGTATATGCTCTGGCCGGT GAAGCTTGGGAAGAAGGCAC 159

Ad04A17483 Aradu.A04 17483 p2 (AT)9 18 107074261 107074278 CAGAAATGGTACCCCCATTG AAACCATTGGACTGTCCTCG 106

Ad04A17485 Aradu.A04 17485 p3 (AGA)5 15 107085641 107085655 TTAAAATTTTGCTCGCCCTC TCCCACATAGCCGAACCTAC 100

Ad04A17493 Aradu.A04 17493 p3 (TAT)6 18 107119007 107119024 TGGGAAAAAGTTGATTGAGACA AGGTTAATATTGAAGTATGAATGGAAG 116

Ad04A17495 Aradu.A04 17495 p3 (GAT)6 18 107121292 107121309 ATCATGAGGCTGATTTTGGG GGTTGCAAACCTTGTCCCTA 239

Ad04A17497 Aradu.A04 17497 p3 (AGA)5 15 107130288 107130302 CGTCCACTAAAAACCCTCCA CATTGGTGGTGACAGAGGTG 224

Ad04A17501 Aradu.A04 17501 p3 (ACA)5 15 107144617 107144631 GCAGCAACAGCAATTGAGAA GCTGTTGGAGGTGCTTCTTC 228

Ad04A17502 Aradu.A04 17502 c (AG)6ataa(AG)7 30 107149247 107149276 GAAACGATGAGTATTGTCTTACAAAAA TTCGAGTACAAACTTGCCTATCA 265

Ad04A17503 Aradu.A04 17503 p2 (AT)8 16 107159473 107159488 TAGCCAATGCACATGGACAC CCTTAGTAGACTTTTTCAGCGCA 271

Ad04A17504 Aradu.A04 17504 p2 (AG)6 12 107168763 107168774 CGATCTCCATGCATCCACTA GGCAATGGAATCGAGGTTT 264

Ad04A17505 Aradu.A04 17505 p3 (TTA)5 15 107172206 107172220 TTGATTTTTAAGAAATTTATGCATGG TTGCGCAATTCTAGACACCA 138

Ad04A17507 Aradu.A04 17507 p2 (TA)9 18 107180350 107180367 CCCGTTAAGCAATGACACAA AGTCGCACAGTGAGGTCAAA 277

Ad04A17509 Aradu.A04 17509 c (TA)6atctcgcgttggtttatccttgttcgttacattatcgatcggagtgttgcgctttcgagttgcga(T)1087 107208342 107208428 TATCTTCGCAGCCGAATTTT GGAGCCTTTATAGAAAAAGGGGTA 168

Ad04A17510 Aradu.A04 17510 p2 (AG)7 14 107210225 107210238 AACATCAGCACTTCCCCAAC AAGTTTTTGAACTCCGGCAA 115

Ad04A17516 Aradu.A04 17516 p2 (AT)10 20 107230245 107230264 TGGTCTTCTGGGGTTACTGG AGCCCAATTCCCGATAATCT 207

Ad04A17519 Aradu.A04 17519 p2 (TC)7 14 107240403 107240416 TGGGTCCGTCATTGTTCATA GCTCATAGCGAAGGCGACTA 231

Ad04A17520 Aradu.A04 17520 c (T)10atatttttttctcattccgatttcgaataaaagtatttaatgcccgattttacttatcctttctttaaaatcttctttttttt(A)11104 107245089 107245192 AAAATGCTGTGTCAAAAATCAAAA TGGAGATTATATTTGTGGTCGC 246
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Ad04A17521 Aradu.A04 17521 p2 (TA)7 14 107245373 107245386 TTGAAGTCGAACAAAAATTAAACAA TTGGAAACGAAAAAGTTTGACA 246

Ad04A17523 Aradu.A04 17523 p2 (AT)7 14 107249717 107249730 TCCACGTAACGACCAAATCA TGGGTAAGGTGAGAATGCAA 226

Ad04A17524 Aradu.A04 17524 p2 (CA)6 12 107261705 107261716 TCACAATTGAAACACGCACA CATGAATGGTGCAACTCACA 122

Ad04A17528 Aradu.A04 17528 p2 (GA)13 26 107311448 107311473 TCCTCAAAATGGGGTTTGTC CTTTGTTTCGTGCAATGGTG 262

Ad04A17529 Aradu.A04 17529 p3 (AAT)7 21 107312581 107312601 ATTGTGATGGATTCAAGCCC AGTGTTTGAAAGAGAAATTTAAAAAGA 270

Ad04A17531 Aradu.A04 17531 p4 (AAAT)8 32 107317706 107317737 CCAATGCTTCTCTTCTCATGG AATGGTGGCATGCCTAAGTC 279

Ad04A17533 Aradu.A04 17533 p2 (AT)9 18 107322599 107322616 CTTCTGGGGTGATTGGAGAG GGGACCCAAAGATGGAGAAT 278

Ad04A17534 Aradu.A04 17534 p2 (TA)7 14 107325154 107325167 ACAAAATGTATCACGCCGGT AGAATGGCAATGGAAAAACG 221

Ad04A17535 Aradu.A04 17535 p3 (TAA)15 45 107326099 107326143 TTGGAGTCCTGCCAAAAA TCTACAAAAGTCTTTCATGTTCAAA 280

Ad04A17536 Aradu.A04 17536 c (A)10gcgtacttcctatgtta(T)1037 107331280 107331316 GGAGTCTCTAACATTAGGATACAATCA ACAAGGTCTTCACTCGCCTG 142

Ad04A17538 Aradu.A04 17538 p2 (AT)7 14 107337480 107337493 TGTCTGAGGTACGAATTTTCTAGATG TCTCCTCTTTTGGCTCTTTCC 244

Ad04A17539 Aradu.A04 17539 c (TTA)8(TCA)17 75 107338192 107338266 TTTTTAAAATATAATGCATGTACCGTG TGCACACATTAATAGTGACCCAT 137

Ad04A17544 Aradu.A04 17544 p4 (AACT)5 20 107373210 107373229 TGAAGATTTCAAAACCAAGTAGCA TCATCCAACACTCCGAAACA 263

Ad04A17546 Aradu.A04 17546 p2 (TC)6 12 107405890 107405901 TGCATGCATCATGAGTTTTG TCGAAAATTAGGAGAGAAATAAGGAA 127

Ad04A17547 Aradu.A04 17547 p3 (TTC)7 21 107410112 107410132 CAACACAACCCCCTCCTCTA AGTGGTCTTGATGGGCTTTG 280

Ad04A17550 Aradu.A04 17550 p3 (TTA)14 42 107448795 107448836 GTTTCGCTCCCAAACCATTA TTTGAAATTGGGGGATTTGA 271

Ad04A17551 Aradu.A04 17551 p3 (TAC)5 15 107449871 107449885 CCGTACGTAGTGTGAATTGGT GTGCCATGCAAATCAGATCA 280

Ad04A17552 Aradu.A04 17552 c (T)11aa(T)10 23 107450578 107450600 TCGTCCCAACAAATAAGTCAAA CATTGACAGTGTGAGGAAGCA 277

Ad04A17557 Aradu.A04 17557 p3 (TCT)5 15 107481155 107481169 CCAATAATATTTTCCCAGCCG ATGATGCTCAAGGGATACCG 226

Ad04A17560 Aradu.A04 17560 p3 (CAT)5 15 107493881 107493895 CATGATAACCCCACACCCTC TGGTGGATGAATATGCCAAA 184

Ad04A17566 Aradu.A04 17566 c (ATA)7(GTA)8 45 107526658 107526702 CGGGTCTTTGAATTTGCCTA AGGGTTGTCATCAAGTCCCA 249

Ad04A17567 Aradu.A04 17567 p3 (TAA)10 30 107526818 107526847 TGGGACTTGATGACAACCCT TTCACCTAAGTCAAATCCATTGAA 174

Ad04A17573 Aradu.A04 17573 p5 (TTTAT)5 25 107550219 107550243 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 259

Ad04A17575 Aradu.A04 17575 p3 (TCC)7 21 107572122 107572142 GGACCAGAGCCAATCTGAAA TTCACATTTGGAGCGATTGA 247

Ad04A17579 Aradu.A04 17579 p2 (TA)6 12 107589128 107589139 TCAAATGCAATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 191

Ad04A17581 Aradu.A04 17581 p2 (AT)7 14 107595061 107595074 TTTTTGTTGTCATAGGGTTAGGA TCGGACAAATCAGTTTAACCAA 165

Ad04A17585 Aradu.A04 17585 p3 (AAT)5 15 107605390 107605404 AGTGGCAAGTTGTTAACCCA CTTCTTGCAACGACACCTCA 234

Ad04A17586 Aradu.A04 17586 p3 (TTA)5 15 107605898 107605912 AAATTTAAGTCATTTACCTATTTGTGG CATTTCATATCACATCCGTTTCA 206

Ad04A17589 Aradu.A04 17589 c (TCA)7ttatcatcatcatcctcatcatcatcatttca(TCC)6ttttttttcttgttttactctgttaaaaaaatcaaaca(AAG)5124 107625916 107626039 AAAACTCCTCCTCCTCCTTCT TTTCTTCTTTTAGGAGCATTACTTCA 278

Ad04A17590 Aradu.A04 17590 c (AG)7at(AG)6 28 107633090 107633117 CCGGTCAATTAAGCAGAACG GACTGGGGATGAGGGAAGTT 275

Ad04A17593 Aradu.A04 17593 p2 (TA)6 12 107638546 107638557 TGCTACCAAAGGAAATACGAA CGCTGGGCAGAAAGAAAGTA 256

Ad04A17594 Aradu.A04 17594 p3 (AAT)5 15 107639402 107639416 CAACTGGAGCACTCTGGTGA AGCCTTTGCGTTCTTCGATA 130

Ad04A17600 Aradu.A04 17600 p2 (AT)7 14 107659332 107659345 CAGCATAGCTAGCCCCTGAC TCCTGGGAAGCGAAGTAATC 212

Ad04A17601 Aradu.A04 17601 p2 (AT)8 16 107665928 107665943 ACTAGCCCCTGACTCAGCCT TTTTCAGATGCAGGTCGAGA 279
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Ad04A17602 Aradu.A04 17602 c (AAT)5aaaatgagtagaacttgcactatctgcaaggcaaatatcttcagaatatgtccttgccatttttcttcaaagaca(AAT)13129 107670204 107670332 TGCGAACTTGCATTATCTGC GGGATGACAAAGGAAAGGAA 277

Ad04A17604 Aradu.A04 17604 p2 (GA)9 18 107672480 107672497 GAGGTACAGTGCCGGAGAAG GCCGGTAAATTTGACGGTAA 229

Ad04A17606 Aradu.A04 17606 p3 (TAC)6 18 107677620 107677637 TCTTCATTGGAATAGCCACTTTT TCCAAAGGTATTTGGCTGGA 250

Ad04A17607 Aradu.A04 17607 p3 (ATA)10 30 107677752 107677781 TCTTCATTGGAGTAACCACCTTT TCCACCTCCAACAATCACAA 244

Ad04A17610 Aradu.A04 17610 p2 (TA)11 22 107685787 107685808 GTGACGCATCACAAAGGATA AAGAAAAGCCTCAATGCCCT 187

Ad04A17611 Aradu.A04 17611 p3 (CAC)6 18 107687460 107687477 CTGCTGCTATCACCACTGGA TTGGTAAGCATAGGGAACCG 280

Ad04A17612 Aradu.A04 17612 p3 (TAA)5 15 107688587 107688601 CCTTGTTTCATGTCTCATTTGC TTAAAGCAGTTGCAATAATAACAATAA 280

Ad04A17616 Aradu.A04 17616 p3 (GCT)5 15 107696020 107696034 GGGGGTAAAAAGCAGAGGAC AATGGCGGTTGACTGACTTC 251

Ad04A17619 Aradu.A04 17619 p2 (AT)10 20 107701201 107701220 TGCAACTTTTTGCACACCAT TGAAGGATTCAGATTTGGAATTT 224

Ad04A17622 Aradu.A04 17622 p2 (AT)8 16 107716289 107716304 TGTGGTGACTGGTGAAAGGA TAAATGGGACGAAGACGAGG 182

Ad04A17623 Aradu.A04 17623 p3 (AGA)9 27 107719016 107719042 AAGAAGTTGGGCCTAACACG GATCGAAGGCCAAGAGAGAA 153

Ad04A17624 Aradu.A04 17624 p3 (AAG)5 15 107719672 107719686 TGCTGCTGCTTCTTCTTCAA CAAGGTACGTTTCTTGCCTTC 184

Ad04A17627 Aradu.A04 17627 p2 (GA)7 14 107727121 107727134 TCCCACCATGATACTGACCA TTACGGTGGGATTCCTGTGT 280

Ad04A17628 Aradu.A04 17628 p2 (TA)6 12 107729239 107729250 GTGTGTTCCACGCACATTTC GCATGCTTTGCCCTTTTATC 279

Ad04A17632 Aradu.A04 17632 p3 (TAA)9 27 107738629 107738655 CCATTCTTTTCTTTTTATGCCA CATCTATAAATCACTGCTTGTTTGC 245

Ad04A17636 Aradu.A04 17636 p2 (AT)9 18 107748867 107748884 TGAAATCGATACCACTTCGG AGGTAGGACGTCGTTCATGC 103

Ad04A17641 Aradu.A04 17641 p2 (AT)7 14 107758710 107758723 TCACCCAACTCACATCCTCA TCTTAGGTCAGATGTAGGGGTTTC 154

Ad04A17644 Aradu.A04 17644 p4 (ATTA)5 20 107764947 107764966 TCAACATCTCCAGTAGAATCTCAAA TCCGTATATCTTGCAACCCA 190

Ad04A17647 Aradu.A04 17647 p2 (AT)8 16 107773742 107773757 GAACTAATACAGCAACAACTCTTGAAA CATTTTCTGGTAGATTGATTTGGA 264

Ad04A17651 Aradu.A04 17651 p2 (AC)6 12 107779926 107779937 TTCAGGTGCATCACATCACA CACAATAAGTGGCATGAAATTGA 273

Ad04A17652 Aradu.A04 17652 p2 (TG)6 12 107783221 107783232 CGACAAATATGGAAGTTCTTGCT GGTGAACGAATTCAATCTGGA 277

Ad04A17657 Aradu.A04 17657 p3 (ACA)5 15 107806833 107806847 AAAAATACCCCTCCCTCCCT TGTTTCTGCTCCTGCTTCTTC 257

Ad04A17658 Aradu.A04 17658 p3 (AAG)5 15 107807020 107807034 GCAGCAGGACAACAACAACA CCGGATTCTGCTTCTACTTCC 237

Ad04A17659 Aradu.A04 17659 c (T)12gagttgtgccatcaaagattcgattaaactgaattaaactggagaatgatgctaggtataacacttattattgtttta(T)12102 107808560 107808661 TCAACACGTCCATGCTTACAA TTCGGCTGAACTTTTAGATCTTG 265

Ad04A17660 Aradu.A04 17660 p3 (TTC)5 15 107811803 107811817 CCCTCTACGCTTTCCTGTTT TGAATTACGAAACTGCGTTGA 227

Ad04A17661 Aradu.A04 17661 p3 (GAA)6 18 107814088 107814105 GCGAAGAAGAAGACACTCCG CCAAGTTGGCTCAACACAAA 190

Ad04A17663 Aradu.A04 17663 c (TCCTCT)7tctctcaccgtgaattatgaacaactcatcttcatcttccttttcctcttcctcttcc(TCT)7121 107816235 107816355 TTTCCAAAGCGCTACACTCA TATGGAAGTAATGCGCGTGT 219

Ad04A17665 Aradu.A04 17665 p3 (AAG)5 15 107817185 107817199 TCCAACTCATCTTCTGCTGC CACAATTTCACTGCACCGTC 225

Ad04A17667 Aradu.A04 17667 c (T)11atcgaagatgacagtaaaaattttcgatacaagatcg(T)1159 107817996 107818054 GGGGATTACCCATAATGTCG TTTGAAAATGAGGAAATGAAGGA 267

Ad04A17669 Aradu.A04 17669 p2 (TA)6 12 107819179 107819190 TGCTTTAACATTTTAGAGACATTTTT TGCATTTTCTTTGGTACCTGAAC 259

Ad04A17670 Aradu.A04 17670 p3 (TTC)5 15 107824262 107824276 ATCCTTGCAAATTCCATTCG CATGGTTAACCCGTTTGTCC 153

Ad04A17673 Aradu.A04 17673 p2 (CT)7 14 107845432 107845445 ATTTCAAGCTGATCCAACGG TGTGAGGCCCAAGTCTAACC 210

Ad04A17678 Aradu.A04 17678 p3 (CTT)5 15 107871060 107871074 GAATTCATGGGTGGTTTTGG GCTGTTCCACCCAATAGGAA 261

Ad04A17687 Aradu.A04 17687 p5 (AACCA)5 25 107906884 107906908 TGTCATAGGAGTGAGCACGG CATAAATCCGAACCAATCCG 115



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A17691 Aradu.A04 17691 p3 (AAC)6 18 107914243 107914260 CTCCCTCACAAGCCAAACAT GGAAGAACACTGTGCGTGAA 191

Ad04A17692 Aradu.A04 17692 p3 (CTT)5 15 107914547 107914561 ACGGGATCATTGATTTCTCG CCAACTGCATCGTCATCATC 105

Ad04A17695 Aradu.A04 17695 p2 (AT)6 12 107919850 107919861 ACAAACGGTTTAAAGATGCAA GAGCTAGACCAAATCAGCCG 263

Ad04A17697 Aradu.A04 17697 p2 (AT)6 12 107920955 107920966 AAATGAGATGATTTTAACGTATTTCG CCTTATGCGACAATTGGGAT 210

Ad04A17698 Aradu.A04 17698 c (A)12tctaggcctgattggtttctgttcc(T)1047 107925612 107925658 TCTTCACAAATTCTAAAAGCAGAAAA AGCGTAGAGCAAACCGAAAA 229

Ad04A17699 Aradu.A04 17699 p3 (ATG)7 21 107928334 107928354 TTGAACCATTCTTTTTCAATGG TTCCTGTACCAGCAAAACCA 235

Ad04A17700 Aradu.A04 17700 p3 (ATT)5 15 107940871 107940885 CAAACCTTGGGGTGATATGG GAGGCTGCGAACTAACATCC 228

Ad04A17701 Aradu.A04 17701 p3 (TCT)5 15 107942817 107942831 CAACATACCCCTTGTTGCCT TGCATTATGAAGAACAACCGA 120

Ad04A17702 Aradu.A04 17702 c (CA)7(TA)6caaatcagacccaccaattagtagtaggcaaattaaataaaatattcatcaaacaactcggaccgtccgagttcaatttcacc(A)10119 107945255 107945373 GGAGTTGGGGGAAGAAGAAG CGAGTTGATTGGAGGGAGAA 245

Ad04A17704 Aradu.A04 17704 p3 (AAT)6 18 107951752 107951769 AAAAATAGAAAACAAGAAATACGGAAA CTGTACCTGAATTTCCACCG 134

Ad04A17707 Aradu.A04 17707 p2 (TA)8 16 107962933 107962948 TTTTCCAATTTTCACATGTACGA AAACCGAGTAACTACTCTATCGAATCA 232

Ad04A17712 Aradu.A04 17712 p2 (AT)7 14 107973585 107973598 CCGACGCATAATCAACAATG TTGACTTCCCGATTGCACTA 269

Ad04A17713 Aradu.A04 17713 c (CA)8tacacgcaca(AC)7atatatcaaagaaaccttcatacaagtaacattctaaacttcatacatatcttattataacttctatccctcattacaagat(ATA)5137 107976165 107976301 CATACATACACTTCAACCACAGC ATCACCCTCGATAGCCCTCT 275

Ad04A17714 Aradu.A04 17714 p3 (TCT)5 15 107982010 107982024 CGTGGGTCCCTAGATTCCTT GGAGAAGAGGAGGGAGGAGA 245

Ad04A17715 Aradu.A04 17715 p2 (CT)8 16 107982261 107982276 GGCACCCTCTTTCCTTCTCT TGGAAAAAGGGACTGGAGTG 216

Ad04A17720 Aradu.A04 17720 c (AT)6gtatgtacatacatatattatataatataatataataaaattattaatattatattata(TATG)591 107993244 107993334 TGCATAGGTTGGACAGCAAA GCGTCGACGTCTAATTCCAG 260

Ad04A17722 Aradu.A04 17722 p3 (TTA)5 15 107997050 107997064 CATCGCGACCAGTAATAGCA AAGCAAAACCAACAATGGAAA 275

Ad04A17723 Aradu.A04 17723 p3 (AAT)5 15 107997410 107997424 ATCATCCCCTCCCTCAAAAC AAAATGGGACATATTTTTAATCACTTT 131

Ad04A17727 Aradu.A04 17727 p3 (TTG)5 15 107999977 107999991 TGCTTTTGCTTTGTGTCGTT TGATCTTCCGGAACCAAGAC 140

Ad04A17729 Aradu.A04 17729 p3 (CAC)5 15 108008157 108008171 ATCCCCTCCTCTTCAAGACC TTCCGTGGCTGCTACTACCT 160

Ad04A17735 Aradu.A04 17735 p2 (TA)10 20 108023578 108023597 TTTTTGTTAAAGGAATCCGAGG TCCATGTTTCCGGTATTTTCA 147

Ad04A17740 Aradu.A04 17740 c (ATA)5taataatagtaatag(TAA)545 108040404 108040448 CCCTTAATGGTTTTCAGGGA TCTTATTGTAAGACCCCAAATTTTTA 212

Ad04A17745 Aradu.A04 17745 p3 (GAA)5 15 108054681 108054695 AAATGACCATCCTAAATTGACCA CACCGATGATACCACAATGC 199

Ad04A17746 Aradu.A04 17746 p3 (ATT)17 51 108062381 108062431 TCTTTCCATGGCCATTCTTC TATATACCTTGGCCTTCGGC 272

Ad04A17748 Aradu.A04 17748 p2 (AG)6 12 108086721 108086732 TTGAATTTGAATGGTGGGGT CAGAATTGGCACAAAGAGCA 250

Ad04A17749 Aradu.A04 17749 p3 (TCT)5 15 108103339 108103353 CTCCCACATAGCCGAACCTA TTTTCCTCTCCCATGACTCG 230

Ad04A17752 Aradu.A04 17752 p2 (GA)15 30 108141903 108141932 CGATTTCCAGAAACCCAAAA GCCGACTCCTGGTCTATCAA 226

Ad04A17753 Aradu.A04 17753 p2 (TC)6 12 108142244 108142255 CGGCCATTGAAGAGAGAGAA GTGGAGGAGCGCGTATTTTA 230

Ad04A17762 Aradu.A04 17762 c (A)11gagaaaaaatgaaaaaaaaggattattttaagtattgtttggataaa(AAAT)578 108169154 108169231 ATTTTCTTTATTTGGATAGACGATG TTTTCTCAAAGATGAGAAGAAAATAAA 270

Ad04A17763 Aradu.A04 17763 p3 (ATA)15 45 108171162 108171206 GCAATTGCAAAATGCAAACT GACAGGGAGCGTCTTCCTAA 269

Ad04A17766 Aradu.A04 17766 c (A)12tcataaaccccatcaaaaattgatgcaaccttgaagaaaggagagaagaaataaac(T)1078 108177485 108177562 GGGTGAGGACACTCCTTGAA ACACACCCCTCAGCAAATTC 202

Ad04A17767 Aradu.A04 17767 c (ATT)5agtattaggattg(TTA)543 108177812 108177854 TCTTCCCTGCTCCTTCTCAA GCAAACAAATATGGATGGGC 159

Ad04A17768 Aradu.A04 17768 p3 (GTG)6 18 108178123 108178140 TGTGAGATTGCACCAGAAGC GGAAGGACAAAAAGGGAAGC 194

Ad04A17769 Aradu.A04 17769 c (AG)9aa(AG)7 34 108178667 108178700 AAAGCCCCAATGTCTAGCAA GGGGTAGGGTTACCATGCTT 244
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Ad04A17772 Aradu.A04 17772 c (CT)10cc(CT)10 42 108189673 108189714 AATAATGAACCCTCACCCCC GGCTATTGCGACAGTGGTTT 226

Ad04A17776 Aradu.A04 17776 p3 (ATA)8 24 108200040 108200063 AAGCATGCAATGAGGAGCTT TCGAAAGCTTCTGGAACAAAA 207

Ad04A17777 Aradu.A04 17777 p3 (ATA)19 57 108200415 108200471 AAATCGAAAACTTTTGGGACAA TCACCGTAATGAGCATCATAGTAAA 194

Ad04A17778 Aradu.A04 17778 p2 (TG)6 12 108202204 108202215 GCATCCCAGAAACCAAAAGA TCAATCAATTAATTTCAGCCAAGA 215

Ad04A17780 Aradu.A04 17780 p3 (ATA)15 45 108204476 108204520 TTCACAATGGTTGTTCCGAT CGATGGTTTAATTTTTGGTACG 184

Ad04A17785 Aradu.A04 17785 p3 (TTG)6 18 108208345 108208362 AACATCCAGTCAGGAGGGTG CATTCTCGTCTCCCTTTTCC 242

Ad04A17790 Aradu.A04 17790 p3 (TTA)5 15 108225627 108225641 TGAAACAAATCTAAAAGTTCTTGATGA TTTCAACCATTTGTTTGACATTA 235

Ad04A17791 Aradu.A04 17791 p2 (AT)9 18 108226122 108226139 TGTCGTCCGTGAAATGAAAA TAATGGACCAAGGGGTTGAA 271

Ad04A17793 Aradu.A04 17793 p3 (ATT)5 15 108236264 108236278 GGGTAGGCATTCCTCAACAA TGTCCTTTTGTGGATAAAGCTG 272

Ad04A17797 Aradu.A04 17797 p3 (ATA)14 42 108249672 108249713 GCGTAAATCAAATGATAAACACCA CATGAGCATTTAGTCGTTTTCTAA 235

Ad04A17808 Aradu.A04 17808 p2 (TA)6 12 108276455 108276466 TCATAAAATAGTAATCCCGTGCAG TTGCTCCCTTTGGTTTAAATG 249

Ad04A17810 Aradu.A04 17810 p3 (CTC)9 27 108279775 108279801 GGCAAGGAAGAATGCTCAAG CTGGCTCGGAGAGTAGTTGG 212

Ad04A17815 Aradu.A04 17815 p2 (AG)23 46 108308282 108308327 ACACCAAAGGCAGGAACAAC GGATGTGAACCGTTTCGTCT 223

Ad04A17817 Aradu.A04 17817 p2 (GA)6 12 108311468 108311479 GGATGCTACAACAGTCACTATTCA TCCACGTATCACCTTGCTCA 233

Ad04A17825 Aradu.A04 17825 p3 (GAT)5 15 108332016 108332030 TGCTGCATTATGTATTTCTTCTTTG AAATTTCTGTGCCACTTTCTGA 211

Ad04A17828 Aradu.A04 17828 p6 (AAGATA)5 30 108333391 108333420 GAGCATTGGCCTATGAAATATAAAA GCTTGCAGGGGCATATTAAA 218

Ad04A17829 Aradu.A04 17829 p6 (AAGATA)5 30 108337211 108337240 AGAGCATTGGCCTATGAAAGA TCTCACGACCCACAAATTCA 144

Ad04A17833 Aradu.A04 17833 p2 (AT)6 12 108355481 108355492 GAGGGGGCGGTGTTATATTT TCCGAAGTAAGATGGCTGATG 259

Ad04A17835 Aradu.A04 17835 p2 (AG)8 16 108363063 108363078 TTGCACCTCAAACTGCAAAC CCCTTTTATCCCCAAAGAGC 218

Ad04A17837 Aradu.A04 17837 p2 (CT)9 18 108369125 108369142 GCAACTAAGATCACTGTGGCT TGGTTGTTGGTGTGGAGCTA 142

Ad04A17838 Aradu.A04 17838 p3 (TAA)5 15 108369539 108369553 GTTTTGGGGTCCTTTGGAAT TGCCCTTCTTCATGTGTGTC 245

Ad04A17843 Aradu.A04 17843 p2 (TA)6 12 108376953 108376964 TGACTAAAACGTATAAAATGACAAAGG TTTTTCGATCAAATTGGCTG 268

Ad04A17857 Aradu.A04 17857 p3 (AAT)6 18 108426296 108426313 TCATGGAAGCTTTCGGATCT TGAAATCTCGTGGACCCATT 182

Ad04A17858 Aradu.A04 17858 c* (ATCCC)6(CAT)7*50 108427499 108427548 CTCCTACACCCACCTCCAAA AAGAAAAAGAAGCGGTGGTG 203

Ad04A17861 Aradu.A04 17861 c (T)11g(TTC)5 27 108429629 108429655 CGCGCATTAATGAGAGTGAA ATCCATAACGAAGAACGCGA 156

Ad04A17862 Aradu.A04 17862 c (GAA)5cctacgagcgcaaatttgaaagaaga(AGG)556 108430048 108430103 AACAACCAATTTCAAGCCCT ATCACAAAGACCACCGAACC 188

Ad04A17863 Aradu.A04 17863 p3 (GAA)6 18 108430455 108430472 CATGCAGCAATCATTCCCTA TCCTCCTCCTCCTTCTCCTC 242

Ad04A17864 Aradu.A04 17864 p3 (AGG)6 18 108430576 108430593 TGAAGAATGCGAGCAGAGAA TGGTGAACCGAAATCACAAA 177

Ad04A17865 Aradu.A04 17865 p3 (GAA)5 15 108430997 108431011 CGAGCAGAGAAGAAAAACGC CACCCCACAGTCGTTTGTTA 147

Ad04A17866 Aradu.A04 17866 c (A)12taaaaaggggcaagaaaattgaagttggttaatg(A)1056 108431405 108431460 TGTGTGCCTCAATCGTTCTC AACCCAGCTACCAGATCATCA 242

Ad04A17867 Aradu.A04 17867 p2 (TA)7 14 108433619 108433632 TGCTTTCAGCTCAACACATGA CATGTTATTTTAGAGGGGGTTGA 271

Ad04A17869 Aradu.A04 17869 p2 (AT)9 18 108435382 108435399 AATGGAGGAGTGGAATGTGC GTCCAAGGTCCGATGAATGT 233

Ad04A17870 Aradu.A04 17870 p3 (ACA)5 15 108439549 108439563 TTGCAGAGAGAATGAACCTCA TGAATTTGGTGCTGTTTTGC 256

Ad04A17875 Aradu.A04 17875 p2 (CA)9 18 108456178 108456195 GAGATGCAGGATTTGAGGGA TGGGACAGGCTTTTCTGAAC 239
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Ad04A17880 Aradu.A04 17880 p2 (CT)6 12 108470051 108470062 CAGATCTCTCCCTCGTCTGC TTTGTTTCCCTTAACCCACG 238

Ad04A17883 Aradu.A04 17883 p2 (CT)6 12 108514451 108514462 AATGACATCTGCCCCTCAAG GAAAAGAATGGTGGGCTGAA 273

Ad04A17884 Aradu.A04 17884 p2 (TC)12 24 108515530 108515553 TGTCTCCATCATTAACCGCA CTCTGGCGGTGATTTTTCAT 267

Ad04A17888 Aradu.A04 17888 p2 (AT)11 22 108534554 108534575 AACGGATTTATATTCACCCAAAA CAACCTATTTTTCATATGAGTTGTGTG 243

Ad04A17891 Aradu.A04 17891 p3 (TCT)9 27 108539645 108539671 GAAGAAGAAGCCGCACACTC CAGAAGTGGCTTTGGTGTGA 159

Ad04A17903 Aradu.A04 17903 p3 (ATC)5 15 108557643 108557657 TGAAGGGTTTGTTGGGAGAG TGCCAAGATGAAAAACACCA 272

Ad04A17906 Aradu.A04 17906 c (T)10atttgaattttttttctttttcttttttcttctcctcct(TCA)667 108566176 108566242 TGCCTGCTGTTATCGTCATC GCACACAAACAAGACTGAATCG 275

Ad04A17907 Aradu.A04 17907 c (T)10cttcttcatcttctcatgcttatttcattttctcaaaattcttcttgatttactcttttgagaggaataaaact(A)1094 108567126 108567219 TCTTTCTCCTCTTCCTCCTTATCA TCGGTTTGAAAACAAGCACA 264

Ad04A17908 Aradu.A04 17908 c (CCA)6acaccaacaccaccgccacaacctccaccaacag(CAC)567 108572825 108572891 CAGAATCGAAATCGTCCCTC GCGTTGGTGGTGGTGTTG 216

Ad04A17912 Aradu.A04 17912 p2 (TA)12 24 108594007 108594030 TTTTAAGCATTAACAAAATTTCTCG AAGGAAAACTCACTTGAAACGAA 228

Ad04A17915 Aradu.A04 17915 p3 (TAA)6 18 108599641 108599658 GGGATGTGGTCCCAACTTTA TGTCACTGCCTTTCTTGCTG 111

Ad04A17916 Aradu.A04 17916 p3 (CTT)6 18 108599871 108599888 CAGCAAGAAAGGCAGTGACA CTGCCATGACTCCCAACTCT 240

Ad04A17921 Aradu.A04 17921 p2 (AT)12 24 108602513 108602536 CCGTGGCTAATGTTAGTGGG TATCGAGCATCCAATGCAAA 206

Ad04A17922 Aradu.A04 17922 p3 (TAT)7 21 108602866 108602886 AAAGATGGGAGCTATTAGTACGTTT GGCTGCAACATATGAAAGACAA 280

Ad04A17925 Aradu.A04 17925 p2 (AG)6 12 108609043 108609054 TTGGATTGCAAGAGCAAATG GCCAAAAGCAGCTAACAAGG 248

Ad04A17926 Aradu.A04 17926 p3 (TCA)6 18 108609998 108610015 CATCAACCTTGGTGCAATGA CAAGCAGCAATATGGGAGGT 196

Ad04A17927 Aradu.A04 17927 p2 (TA)11 22 108611269 108611290 CCTGCATCAAGTGAAGCAATA ATTCACCCGTGGTTGAAAAA 232

Ad04A17931 Aradu.A04 17931 p3 (GAA)5 15 108620609 108620623 AACGGAAACCATAAGGGGAG AATGACCTCAACCAGAACGG 277

Ad04A17932 Aradu.A04 17932 p3 (TTA)7 21 108624885 108624905 ATCTTGTCGAGCTCCATTGC AACACATCGATCAGCACGAG 279

Ad04A17937 Aradu.A04 17937 p2 (AT)6 12 108641243 108641254 CTCCCATGCCCATCTTTCTA TCCAAATCAAACCACTGCAA 238

Ad04A17944 Aradu.A04 17944 p2 (GT)9 18 108666874 108666891 GAGCATTGGTGCTTGTTTGA CCACGACAGTTCTAAAGCTCG 229

Ad04A17945 Aradu.A04 17945 p2 (TG)13 26 108667233 108667258 GAGCATTGGTGCTTGTTTGA CATGCCGTAAAGCAAAGGAT 271

Ad04A17947 Aradu.A04 17947 p3 (ATT)14 42 108671116 108671157 TGGAAAAGGACTTAGCGTAAAA ATGAATGCGAATAAGCGTGG 202

Ad04A17948 Aradu.A04 17948 p2 (TA)10 20 108673381 108673400 AGGGTTCCACGGTTTTCTCT TCAGTGACCAAATTGAATGAACA 217

Ad04A17951 Aradu.A04 17951 p2 (TA)6 12 108681463 108681474 CCGACCAATCATGTACCCTT TTATCCAATTCAATCCGCAA 260

Ad04A17954 Aradu.A04 17954 p3 (TTA)5 15 108687894 108687908 TATGATTGGCTCTCGTGCAA TGACAGTCACAAGTCAAAGAAAA 280

Ad04A17955 Aradu.A04 17955 p2 (TA)6 12 108688901 108688912 TGGAATAGCTCCTAACTGATTCTG TTTGGAATAGATCCTAACTGATTCTG 237

Ad04A17964 Aradu.A04 17964 p2 (TC)8 16 108726536 108726551 CAGGACAAAACTTGGCCATT TGCTGGGAAACATGGTAGAA 248

Ad04A17969 Aradu.A04 17969 p2 (AT)7 14 108734407 108734420 TTTCAATCTCACCTCCAAAAA AATGCAATGGCACGATTTAG 199

Ad04A17971 Aradu.A04 17971 c (A)11cataaatcagagaagaaagaaagaaagga(AAAG)664 108748329 108748392 TGAACGGGGCAAGATAATTC TGGCCACACTACTCCTGTGT 272

Ad04A17973 Aradu.A04 17973 p3 (TGT)5 15 108764786 108764800 TTGATCCATATAGCCGACCC CGGGGAAGAAAATTGTTTGA 234

Ad04A17974 Aradu.A04 17974 c (T)10acaaaagaaactctttttattcataaaaaatagtcaaatgatacttatagatcgtataaaaaacattagtttttagtag(A)1099 108766390 108766488 TCTTTTTGGGAAGGGTCAAA TGCAAATTTGAAAGAAGCTGAA 276

Ad04A17975 Aradu.A04 17975 p3 (GAG)6 18 108767121 108767138 GGAGAGGGATATGCAATGGA TTTCTCACCACCAGGAAACC 209

Ad04A17981 Aradu.A04 17981 p3 (ATT)5 15 108781680 108781694 AATGTCCAAAACCGACATGA GCCTCAAAGGGGCTTTTATT 273
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Ad04A17982 Aradu.A04 17982 c (A)12caatggggctatgaactaatattcattg(A)1050 108786672 108786721 AACCTGGTTGTGGTAGCGTC TTTCAGTCTCTTGTTTCTAACATGG 264

Ad04A17984 Aradu.A04 17984 c (TCT)8cttcttcgtcttcttcttcg(TCTTCC)680 108787895 108787974 AAACTTCATTAACACGCGCA CGTGCAGAAACGAAAGAAAA 277

Ad04A17985 Aradu.A04 17985 p3 (TTC)5 15 108788119 108788133 GCACGTTCTTCTTCCTCGTT CCTCCTCATCTTCTGCTGCT 136

Ad04A17994 Aradu.A04 17994 p4 (AAAT)5 20 108815914 108815933 GTTTGGTGGAGCAGCCTATC CCCCAAATTTTTCCTTCTCC 231

Ad04A17995 Aradu.A04 17995 p2 (AT)6 12 108818372 108818383 GAAAGGCTGCTGTCCTTGAG TTTCAATTAAGCCCCCATTG 280

Ad04A17998 Aradu.A04 17998 p2 (TA)12 24 108822253 108822276 GCAAAAATCTGGTGGTGTGTT TTCCCTTTGGCACGTGTTAT 257

Ad04A18003 Aradu.A04 18003 p2 (CT)7 14 108834855 108834868 ATGGATCCAACGGTTACCAA GAGGATGAGAGGAGACGACG 135

Ad04A18004 Aradu.A04 18004 c (CA)9(CT)9 36 108835020 108835055 CGTCGTCTCCTCTCATCCTC GCCTACCACCTCAACTTCCA 188

Ad04A18013 Aradu.A04 18013 p2 (TA)6 12 108864107 108864118 TTGGATAGACCCACCGAGAG GATGCAAACCGACAAGGATT 241

Ad04A18014 Aradu.A04 18014 p2 (GA)6 12 108865308 108865319 GCAAACGGTGAGGAAGAGAG TGACCGAACTCAAGGGGTAG 210

Ad04A18015 Aradu.A04 18015 p3 (AAG)5 15 108868667 108868681 CGAAAAAGAATGGGTGAGGA CCGTTCCACATTCGAGAAAT 161

Ad04A18020 Aradu.A04 18020 c (T)10ctttcaaaagttctatttatatttggtaaattataataaaaacattttta(AT)876 108881506 108881581 TTAAACCTTTTAGAACAAATTCCTTT TTCAATTTACGTTTGATAAATAAGCA 256

Ad04A18021 Aradu.A04 18021 p3 (CTC)8 24 108884617 108884640 TTTCCGAGTTGTATTTCGCC GTCGAGCCAAACTTGAGGAG 262

Ad04A18029 Aradu.A04 18029 p2 (AT)9 18 108925598 108925615 CGGAAGCCTATTTCAGTGTCA TCAGACCCAGATCAGCATCA 258

Ad04A18031 Aradu.A04 18031 p3 (AGA)13 39 108932924 108932962 TGCCATTGATGGTAGTGGAA TGGCCAAACCTACACCTCTT 169

Ad04A18039 Aradu.A04 18039 p3 (ATT)15 45 108947735 108947779 GCCGATGTTGACTACAGTGC CACACATCCCTTTGACTCCA 278

Ad04A18041 Aradu.A04 18041 p3 (TAA)6 18 108953867 108953884 TTCACCAAAAGATGAACAAAACT TTTGTAGCATGAATGATATGAGACT 220

Ad04A18046 Aradu.A04 18046 p3 (ATT)5 15 108985977 108985991 GCAATGATGCTGCCACTAGA TTCCCCTGAAATTGAGATGTG 249

Ad04A18048 Aradu.A04 18048 p2 (GT)6 12 108988804 108988815 CATCTGTAAGGGGTGGCAGT TCTTCCTCTAAGAAGTGAGGGAAA 255

Ad04A18049 Aradu.A04 18049 c (T)10gggacagataaatatattttaaattacaattttctc(T)15agtgtgtttnnnnnnn(T)1693 108989093 108989185 TACAACAAAATGTTTGGAAAAGTTA TTTCGGTTATGCATTTTGGTT 251

Ad04A18054 Aradu.A04 18054 p2 (TA)9 18 109017583 109017600 TCTCACCGTGCAAGAAAATG AGAAGGGAGAAACGTGGCTT 145

Ad04A18056 Aradu.A04 18056 p2 (TA)7 14 109018929 109018942 CATGAGGCACTGAGCAAGAG CTCTTTCATATGTTGACGAACG 104

Ad04A18057 Aradu.A04 18057 p3 (ATT)14 42 109019348 109019389 TTTTGTCATTATTGTTGAGCTAAAAG CCTCAATCACCAGTTCACCA 275

Ad04A18061 Aradu.A04 18061 c (GA)7tgtaaaacatcataatgaagaataacagattaatcacaatggacataaacccaaggatttcaccaacaagaacactacccc(A)13108 109024910 109025017 TTTCTGCCAGCAGTAAACCA GTTGCCCTATTGCTTTCCCT 226

Ad04A18065 Aradu.A04 18065 p2 (AG)19 38 109031600 109031637 CATTTCACACACATCGCACA GGGAGGGAGTGAGAAAAAGC 274

Ad04A18068 Aradu.A04 18068 p2 (TG)10 20 109040576 109040595 TGCTTCTTATCACTTTTGATTTCG TGGTAACTTCATCCCAGCCT 154

Ad04A18069 Aradu.A04 18069 p2 (TG)7 14 109040944 109040957 AAACAAGCCAATCAACCAGG CACCAAGCAACCCCATTTAT 244

Ad04A18072 Aradu.A04 18072 p3 (TAT)13 39 109045903 109045941 GAAAAACCAGCTGGACCTCA GGATCCTGAAACTGCTGCTC 212

Ad04A18078 Aradu.A04 18078 p4 (AAAT)5 20 109056266 109056285 AGCGCAAGCAACTGGTTATT CCACAATTTTCTCTCTCTTTTCA 268

Ad04A18079 Aradu.A04 18079 p2 (TC)6 12 109059148 109059159 CCCCCTTCCATCTTTCTCTC TCGGTTAACCAAAACCAAAA 167

Ad04A18082 Aradu.A04 18082 c (AAT)6(AGT)5 33 109095341 109095373 TGTGTTGAGGAAAGAAAGAAAAA GCCAAATCATATTCATCACTCATC 269

Ad04A18087 Aradu.A04 18087 p5 (TTTTA)5 25 109138857 109138881 GGGAGGCAACCCAATTTTAT TGCATCTTACTGGCGTTGAA 192

Ad04A18088 Aradu.A04 18088 p3 (TCT)5 15 109139740 109139754 AATTGGCCGAACCTATACCC CCCTTTCCCTTTTCTTGAGG 269

Ad04A18089 Aradu.A04 18089 p2 (TA)6 12 109147484 109147495 GCAACGTGAGTTCACAGCAT TAGGTTAGGCCGAACAAGGA 164
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Ad04A18090 Aradu.A04 18090 p3 (ATA)5 15 109149163 109149177 TTGATGGCTGATTTTAGTGACTG TGATGCCTCATCAGCACTTT 178

Ad04A18092 Aradu.A04 18092 p2 (TC)15 30 109156120 109156149 TTAGCGTCGGATTTACCGTC CAAAGGTTTTGGGCCTTACA 232

Ad04A18093 Aradu.A04 18093 p2 (AC)6 12 109156738 109156749 CTCTTCATGTTGCGTAGCCA CCCTCTTCTTGGATCCCTTC 129

Ad04A18094 Aradu.A04 18094 c (TA)8(TG)15ta(TG)1272 109160112 109160183 TTATTTATTGTGCCCTCGCC ACTATAAACCGCAAAACCGC 259

Ad04A18095 Aradu.A04 18095 c (ATT)22cgagtagagttatttttctatctgaattnatgataataaaagcat(TA)8127 109163789 109163915 AAACTGAGCTCAACTTTGGATAA GTGTGGGCCCATTACAAAAC 206

Ad04A18097 Aradu.A04 18097 p3 (TTA)20 60 109175788 109175847 AACTGTTTAGCACGGGGTGT GGATTGTAAGGCGCTAGGGT 222

Ad04A18098 Aradu.A04 18098 p6 (TCCGGC)5 30 109176624 109176653 TGGCTAGAAAAGGTCGGTTT ATGGAACGGGCGTACAGTAG 200

Ad04A18102 Aradu.A04 18102 p3 (AAT)10 30 109197350 109197379 ACATAATGTGTTTGTGTCAACATTT CGTAAAATTACCACATTTTAAGGATT 280

Ad04A18103 Aradu.A04 18103 p3 (AAT)5 15 109197819 109197833 TTGTCGATAATCTCTTTCAGGGA AATGTGCGTTTGGTGGATTC 209

Ad04A18104 Aradu.A04 18104 p2 (AG)7 14 109202872 109202885 GCTGGAAGTGGAGCAGAATC CCAATTTGGCAACATGAGTC 250

Ad04A18105 Aradu.A04 18105 p2 (GA)8 16 109207346 109207361 CTGGCTAGGGTTCTGCTGTC TAGCTTTGTGCGAAACGATG 278

Ad04A18108 Aradu.A04 18108 p2 (TC)8 16 109237796 109237811 ATTTGGAATCGCACATCCTC CAGAAAGAGGAAGGTGGCAG 242

Ad04A18112 Aradu.A04 18112 p3 (AAT)5 15 109259313 109259327 CTTTCGGAGCCTTTCATCAC GGCAATTTGATCAATGATGG 279

Ad04A18113 Aradu.A04 18113 p4 (AAAT)6 24 109260311 109260334 TCGTTAGAGCTTCGTGCTGA GATCCATCAATTCTCGTGGG 268

Ad04A18115 Aradu.A04 18115 p2 (AT)7 14 109273360 109273373 AAGGAAATTGAAAATGCTTTGTG TTTTGTGTGTTTTTCTCTTTCATCA 266

Ad04A18116 Aradu.A04 18116 p3 (AAT)5 15 109291732 109291746 AAATCGGGCCAAAGAAGTTT TGCAGTTGTGATTTCTTCCCT 227

Ad04A18126 Aradu.A04 18126 p2 (TA)6 12 109323962 109323973 TGTGTCTGCTGTGTTTAATCG ATGGACACAAACACGCGATA 202

Ad04A18127 Aradu.A04 18127 c (A)10cgacttttatttaaattctgattaatttataaaatctatataaaaatagggtgcacaaaagtgattttctttggcacaaatctg(T)10104 109324655 109324758 GAATCTACTCCCGTTACTTTCCC TGCCTCTGTTACTTTCATTAGCC 279

Ad04A18129 Aradu.A04 18129 p2 (AT)9 18 109327788 109327805 GCACAAGCAAGCAATTCAAA ACGTCATAAAGGTGATCGGG 244

Ad04A18130 Aradu.A04 18130 c* (CATA)6(AT)6* 33 109328224 109328256 TCTAACCTCCCACCATCTCG GGTATGAGAAGGAAGGGTGC 161

Ad04A18131 Aradu.A04 18131 c (AT)6(AG)14 40 109332852 109332891 CCAAAGGTCCAAAATCTCCA TGGTGCTTGACTAAGGTGAGAA 184

Ad04A18132 Aradu.A04 18132 p2 (CA)6 12 109334764 109334775 GGATAGGGACGGGGATAAAA GGATGGAGTATGGACAGCGT 131

Ad04A18133 Aradu.A04 18133 p2 (AC)10 20 109334954 109334973 GCTTTCTATTTGCGGCATTC GGATGGAGTATGGACAGCGT 143

Ad04A18135 Aradu.A04 18135 p2 (TA)9 18 109339438 109339455 CGCTAAAATAAAGTATTGGAGATTTTC CGCGAATAAATACCTAATTACAAAA 267

Ad04A18141 Aradu.A04 18141 p2 (CA)7 14 109347647 109347660 GCCAACATTGTGAGAAGCAA TTTAATAAACGAGACGGGGG 248

Ad04A18146 Aradu.A04 18146 p3 (GAA)5 15 109370206 109370220 TTTTGGTCTTGTTCTTGTATGTGA CGTCCTTAATGTTGCATTTCA 280

Ad04A18148 Aradu.A04 18148 p2 (AT)10 20 109376870 109376889 AAAGGACAACATTTGGGGTG TCTCGTGTATCTTGTTTACCGTG 236

Ad04A18150 Aradu.A04 18150 p3 (TCA)6 18 109381490 109381507 GTCGTCATCGTCCTTGGAGT TTTGGCAGTTAGGTCCATCC 211

Ad04A18154 Aradu.A04 18154 p4 (AATG)5 20 109395968 109395987 CAACAAATGGTTGATTAGGCA ACTTTGGACAAATGCAAGGC 247

Ad04A18157 Aradu.A04 18157 p3 (CTC)8 24 109399493 109399516 AGGAGGCTAAAGCGAAGTCC CCGAGACAAAGTCGAAGAGG 137

Ad04A18158 Aradu.A04 18158 c (GA)9ggatgcctgccgctgtccaaccataataacaaatatatgttagcgaaaatgtcatcccaaccacatgtttgaatgaaggcat(GA)19138 109411988 109412125 GCAAAAATGTCATCCCAACC TTTCTCCTTGGCGCACTACT 251

Ad04A18159 Aradu.A04 18159 p4 (TTAA)5 20 109414386 109414405 TCACTTGCTGTTTCGGAGTG TGTCTTCAAACGGGACATGA 241

Ad04A18168 Aradu.A04 18168 p3 (TGT)5 15 109431428 109431442 GTCATTACTTCCACCGCCAC ACCTGGGATCGGATTAGGTC 256

Ad04A18169 Aradu.A04 18169 c (AG)18aaaaagtgtgtgattttcttttc(T)1170 109432131 109432200 AGCAGCGAAGAGTTGAAAGG CAAAGCCCATTTGAAGCCTA 202
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Ad04A18173 Aradu.A04 18173 p3 (TAT)19 57 109443769 109443825 GGAGTCCTTGGAGTGAGCTG GGTCCTCCTCCTATAACCGC 235

Ad04A18174 Aradu.A04 18174 p2 (TC)7 14 109443948 109443961 AAGGCTTTGAGCACCACTGT GGTACTTTGCACCTTGAGCC 180

Ad04A18175 Aradu.A04 18175 p3 (TAT)6 18 109444484 109444501 TATCGCCTAATCCCACAAGC GCCTGCATTTGAAGAAAACC 266

Ad04A18176 Aradu.A04 18176 p3 (ATA)15 45 109450974 109451018 AAAAGGGAATGGGAATGGTC CCTACTATGCAGGGCATTGG 271

Ad04A18177 Aradu.A04 18177 p2 (AG)6 12 109451541 109451552 TTTCCAAACCAAAGTAGCGG CTCATTTTCATTCGGCCATT 253

Ad04A18182 Aradu.A04 18182 p4 (GAAA)5 20 109457519 109457538 ATCTAACCCTAGCCGCCATT TCCCCTTCTCTCGATTAGCA 162

Ad04A18186 Aradu.A04 18186 p2 (TA)9 18 109462420 109462437 TCTCTTGGGTGCCTACCAAC AGTGAGCGATTGAAGAGGGA 267

Ad04A18189 Aradu.A04 18189 p2 (AT)8 16 109467914 109467929 GCCATTTTCTGCAATCTCGT ATTTTAATGCCAAAAGGGGC 279

Ad04A18190 Aradu.A04 18190 p3 (TAA)5 15 109469693 109469707 TGGTAAGCTCAAGCCTTTTGA AATGCTAAGACCAGCGGAGA 237

Ad04A18194 Aradu.A04 18194 p3 (AGA)7 21 109514479 109514499 CGTCCTCGAGCAAAAAGAAA ATGAAGGCAATTTACACGCC 276

Ad04A18195 Aradu.A04 18195 p2 (TC)6 12 109523085 109523096 CCTCTTCTTCTTCCCCCATC ATGGAAAAGGAAATTTGGGG 256

Ad04A18198 Aradu.A04 18198 p2 (AT)8 16 109529692 109529707 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 274

Ad04A18199 Aradu.A04 18199 p2 (CT)8 16 109533547 109533562 GTTGCCGCACTTTGATTTCT GATTAGAGGAATTGGCTTGGC 261

Ad04A18203 Aradu.A04 18203 p2 (TA)6 12 109546641 109546652 GTCGCAGTTGTTGTTGGGAT CCGTGCATTCACAAAATCAC 279

Ad04A18204 Aradu.A04 18204 p2 (TA)6 12 109553718 109553729 CGTGACGTATAACTATTCCAACCA TGCCGTTTAAAAATAAGAACATC 279

Ad04A18205 Aradu.A04 18205 c (CTT)6ggcaccttgaatattcaattctctg(T)14gcatatatatgttgtttctgttttattctttttcccacttcttaattaactgactcttag(T)11128 109556561 109556688 CCCCTTCCCCTTGCTTATTA AAAAATCCCTTTCTTATCATCAACA 277

Ad04A18206 Aradu.A04 18206 p3 (GGT)5 15 109563010 109563024 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 227

Ad04A18209 Aradu.A04 18209 p3 (TAT)6 18 109568946 109568963 TTGAGTAGAAAATAAAAATCCATAAGC TGTCAAATTTGGATGAGACTTTTC 257

Ad04A18212 Aradu.A04 18212 p3 (TAT)17 51 109585787 109585837 TGCACTATCTGCAAGGCAAA CCAAACGTTAGGGACAAAAA 261

Ad04A18218 Aradu.A04 18218 p3 (TAA)5 15 109598780 109598794 TTACAGGGGAAATGGGGATT TGGGAGTAAAACATGGGAATTT 271

Ad04A18222 Aradu.A04 18222 p3 (TTC)5 15 109604318 109604332 AAGCATACGTCGTCGTTTTACA TTTGTGATATTTTGTGGTGTTGG 154

Ad04A18224 Aradu.A04 18224 p2 (AG)19 38 109605696 109605733 CTGGAGGAACTCCTTTGTCCT CTTCTCCTCCGGTAGAGGGT 270

Ad04A18230 Aradu.A04 18230 p2 (TA)6 12 109611959 109611970 TTTTGTCACCAATCATTCAAGG TTATAAGCTGAATCCCACAAAAA 275

Ad04A18231 Aradu.A04 18231 c (T)14aatatgagcactttttgtgttagatgattcatgattgttgttcattgttgactactagtttttttttgtcactttttttttgggtttgac(T)10114 109612167 109612280 TCTGATAATCTTGTGTACTTGTACGG GGCCAGGTGAAATTAAAGCA 230

Ad04A18233 Aradu.A04 18233 p3 (ACA)6 18 109616440 109616457 ATCGTGCTAGCAGGTGGTCT ACATGACAGAGCACAATGGC 190

Ad04A18235 Aradu.A04 18235 p2 (GC)7 14 109623786 109623799 GGAACCTTTAAAACCGAGCC TTTCATGGGTTGACTGTCCTC 273

Ad04A18236 Aradu.A04 18236 c (AT)6tgttgttgttgtttttaatatattaaataataaaattagatttttct(A)1170 109626413 109626482 TGTGACACTCTTCCAAGGACA CCCTATCTCTTATAGCCTTTCTTCTT 247

Ad04A18239 Aradu.A04 18239 p2 (AG)6 12 109646255 109646266 TGTCAAATATATGAGCCTTTTGTTG GGCTTCATAGCCTTACGTACAA 268

Ad04A18240 Aradu.A04 18240 p3 (AAT)6 18 109650179 109650196 ATCTTGCACTATCCGCAAGG AATGATGAAAATTCCACCGC 245

Ad04A18241 Aradu.A04 18241 p2 (AG)6 12 109651423 109651434 TCTCGTGCTGATAACGTGTTG GGCTTCATAGCCTTACGTACAA 264

Ad04A18245 Aradu.A04 18245 p3 (GAA)12 36 109660345 109660380 TAATGCAACATGGGCTTCAA TGCATCACACACACCCTTTT 118

Ad04A18251 Aradu.A04 18251 p5 (ATCTC)6 30 109663853 109663882 TCTCCCTTTCCTTCCAACAA AAGAGGGGTTATTCTGTAAAAGC 274

Ad04A18256 Aradu.A04 18256 p3 (ATT)5 15 109668949 109668963 CTTCATCATCATGTTTGCGG ATCGAATGACTACGCCGTTT 268

Ad04A18257 Aradu.A04 18257 p2 (AT)10 20 109669499 109669518 AACAACATGCCATCCGATCT TTGGCAAATTTTATGGTATTTATGA 280
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Ad04A18258 Aradu.A04 18258 p4 (AATA)5 20 109675957 109675976 TCTCTTTCTTCTTTTTCAAAATCTCC GACTGGGGGATATGTAGGACC 275

Ad04A18260 Aradu.A04 18260 p2 (TG)10 20 109691126 109691145 AACTCGAAAGCGCAACACTC CCTTTGGATTTTCTTGGGGT 205

Ad04A18262 Aradu.A04 18262 p2 (TA)10 20 109700725 109700744 CGCCAATACGTAGAGGAGGA GAAAAGGAACGCCACGAATA 278

Ad04A18264 Aradu.A04 18264 c (A)10tttacattgagtggccaatacttc(A)1044 109704735 109704778 TTTTCCCCTTCTTCAGCAAA AAACATCACCACAAAAACTAGCAA 280

Ad04A18265 Aradu.A04 18265 c (TC)23(TG)7 60 109705498 109705557 TTCGACGATTCAGCCTTCTT AAAGGGACATTGAGTTCGGA 134

Ad04A18267 Aradu.A04 18267 p3 (TAT)6 18 109708979 109708996 TCAATTTGAAACAGAATCAGTTAGG TGGGGTCACATACTAACGAGTG 254

Ad04A18269 Aradu.A04 18269 p2 (AT)6 12 109714189 109714200 GTGCTTTCAAAAGTACCCCG ACGGCTAAATGGAGGGAACT 255

Ad04A18270 Aradu.A04 18270 p3 (ATT)5 15 109733429 109733443 TGCTTCCATTTTGCTTCATTT GAATCAAAATTGTTGAGGCTCC 166

Ad04A18271 Aradu.A04 18271 c (T)12aatgtgagttacaggcatttcttgctccaaaatttgcagctacatatg(T)1171 109735350 109735420 TGCTTGAGAGTGATCAAAGGC CGAGGCTGGAGAACTGAATC 244

Ad04A18275 Aradu.A04 18275 p3 (GTT)5 15 109755016 109755030 GCTGCTGTTTTGTTATGGCA TATACGGCATTGGCACGTAG 201

Ad04A18277 Aradu.A04 18277 p2 (AT)7 14 109756594 109756607 GTTAAGTCCGCTCACGAACC TCACGAGCTGGCTCAAATAA 242

Ad04A18283 Aradu.A04 18283 p2 (TA)8 16 109775937 109775952 GACACAAAACGACATGGCTG GGACTAAAGAGGCGATGTGG 172

Ad04A18285 Aradu.A04 18285 c (T)10ctga(T)10 24 109787118 109787141 TGTGGGATGCTTTTGGTACA CCACACCATCTTTTTCCAATG 170

Ad04A18289 Aradu.A04 18289 p3 (AAT)9 27 109801608 109801634 TTTTCATTCAAGCAAACAAAGC GTCGTGAGGTTGGGGAGTAG 230

Ad04A18293 Aradu.A04 18293 p3 (AAC)6 18 109827118 109827135 GAAGGGTGGAACGAATCAAA AACATCCAGTCAGGAGGGTG 263

Ad04A18295 Aradu.A04 18295 p3 (TCA)13 39 109833711 109833749 TTTCACCCTCTTAACAAGAACC TCCAGAAAAATAGCATCGAAA 270

Ad04A18296 Aradu.A04 18296 p2 (AT)11 22 109838023 109838044 TGAAGCTTTGATTGTGTGTTACTG ATAGCCACAACCCTTGTTCG 227

Ad04A18297 Aradu.A04 18297 p3 (CAA)5 15 109843925 109843939 CTTCTTCTGCACCGACAACA GTTTGGGGTGTACCTGGATG 204

Ad04A18298 Aradu.A04 18298 p2 (CA)7 14 109850490 109850503 TTGTGTGAAGGGATGTGTCAA AACCCCACCCTTGATTCTCT 218

Ad04A18300 Aradu.A04 18300 p2 (AT)6 12 109854828 109854839 CACCGGAGTCTCTTCTTTGC TTGTCATTGCTCACTGATTGC 127

Ad04A18301 Aradu.A04 18301 p3 (AAC)5 15 109860106 109860120 CGTAGCAAATTTCCCTCCTCT TTGTTTGCTGCTGAGGAATG 203

Ad04A18303 Aradu.A04 18303 p3 (TCT)6 18 109870635 109870652 ACCCCATTCACCATTCACAT TAAAATATTGCTCGCCCTCG 141

Ad04A18304 Aradu.A04 18304 p3 (ATA)6 18 109876702 109876719 ATCCTTTTTGCCACATGTCC TGCACACAACAAGAGTTCCG 263

Ad04A18309 Aradu.A04 18309 p2 (AT)8 16 109892717 109892732 ACACGCTCTTACAAGGCCAC TCAATCAAAACACAACACACATTT 220

Ad04A18312 Aradu.A04 18312 p2 (AG)10 20 109899207 109899226 AGAACGGCGAAGATTGAAGA ATTCTCGTCATCGAAATGCC 148

Ad04A18313 Aradu.A04 18313 p3 (AGT)6 18 109900599 109900616 CTCACCCCTTACTTCCCCAT TATACAGAGCGAGGGCAAGG 242

Ad04A18314 Aradu.A04 18314 p2 (AT)6 12 109900829 109900840 AAGCAATGACGTAACCTGGTG GCGCTACTTCACAGCTTTCC 239

Ad04A18315 Aradu.A04 18315 p2 (TA)7 14 109905087 109905100 TCACTGGGTCACTGGTTCAA AACCACTGCGCTACCTGTTT 271

Ad04A18319 Aradu.A04 18319 p2 (CT)6 12 109921324 109921335 TGTGGGTTTTAAAGTCAAAGACAA CCACCAACTTTTAAATGGAATCA 233

Ad04A18320 Aradu.A04 18320 p2 (CT)10 20 109922648 109922667 CATTGAACCTGAATTGGAGGA TTGCAGAGTGGGGGAATTAG 179

Ad04A18321 Aradu.A04 18321 p2 (TA)8 16 109949393 109949408 GTATTTTGCCCTTTGGGGTT AGCCTTTGAAGAAAAAGGGG 250

Ad04A18322 Aradu.A04 18322 p3 (TCC)5 15 109952866 109952880 TCTCACTCGTTTATGCACGG GAAGAAGAAGGAACGCGAAA 100

Ad04A18323 Aradu.A04 18323 p4 (TATG)6 24 109957370 109957393 AAGCAGAGGCAGCGAATAAA TGGAGATGGAGAAGGTGAGAA 251

Ad04A18325 Aradu.A04 18325 p3 (ATA)12 36 109963598 109963633 CCGTGACCATAGGCCTTTTT TGGACACCAATTCATTTTACATTC 230
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Ad04A18326 Aradu.A04 18326 p3 (AAC)9 27 109963805 109963831 TTTTTGCTATTTGCAATACTTGAAT CGCAATAAGAGTCCCGTCAT 259

Ad04A18327 Aradu.A04 18327 p2 (AT)8 16 109975762 109975777 CACAAGAAATTTGATATTGTTTGATGA CAGCGCGTTTTGTGAGTTTA 266

Ad04A18333 Aradu.A04 18333 p3 (TCA)6 18 109998314 109998331 GGCAAGCCACGACACTTAAT TGGAATGAAGGATGATGAGGA 211

Ad04A18334 Aradu.A04 18334 p2 (CT)9 18 110000031 110000048 CCCTGGATCTCCCTCTCTCT CTCACTTTTGCCCTCCTCAC 125

Ad04A18338 Aradu.A04 18338 p2 (AT)6 12 110008452 110008463 TTACAAATTGCTAATGGAGACG AAATCGAAGGTAATAGGTTAAAATCC 100

Ad04A18339 Aradu.A04 18339 c (A)10gaaaaaaaattgaaataactttagcacgaaattgcatgagttctcaacttattccaag(A)10ttaagatcaactgagttaattgtttatcataatatctattatgagtctcgtgagactaatatttt(A)11154 110008844 110008997 CGAGACATTCATTCAAGTAACG TTTCAAGTATTAATTCGTCAATGTAAA 280

Ad04A18342 Aradu.A04 18342 p2 (TA)9 18 110019929 110019946 GGTATTACGTTTCAATACGAACAAAA AATCCTTTCATGAGCGTTGC 280

Ad04A18345 Aradu.A04 18345 p2 (AT)7 14 110022811 110022824 TCTACGAAGCTAAGGCTGGC CCTCCGGTTCTCATTCCATA 168

Ad04A18346 Aradu.A04 18346 c (AT)6tgatttgactaataaaataaaatgttaaaaaattaatttagtattcaaaatttattgaaaattaaaatatctaactgaattt(A)10104 110028067 110028170 TCTTGATCCATTCTCTTCCTTTT AAAAAGAGCAATACCCCCAAA 200

Ad04A18348 Aradu.A04 18348 p3 (GTG)5 15 110031528 110031542 TCGAATGCTTTTGTGGTTTG CTTCAACTTCAGCTCCACCC 266

Ad04A18351 Aradu.A04 18351 p3 (ACA)7 21 110041863 110041883 ACTCCCTCCTTCTCCAAAGC AGGCGACATCGTATTTGAGG 224

Ad04A18353 Aradu.A04 18353 p2 (AG)6 12 110044943 110044954 CCCTCCTTTCTTTCCACACA GTTGGGATGATGCAAGAGGT 273

Ad04A18357 Aradu.A04 18357 c (T)11g(A)10 22 110052108 110052129 CACTTGGGTTTATCCCCTTC TATGGCCACGATCTACGATG 224

Ad04A18358 Aradu.A04 18358 p3 (AAT)15 45 110052351 110052395 AAATCAGCGCAAGAACATCA AGCGATACAAGGGACAATGC 259

Ad04A18360 Aradu.A04 18360 c (ATT)6atcatcatat(TTA)646 110058866 110058911 CAATTAAGGCTTTCCAGCGT GTGGAGTGACGATCCCTGTT 224

Ad04A18361 Aradu.A04 18361 c (CAT)8cactatcatcatcagt(ATC)658 110059033 110059090 AACAGGGATCGTCACTCCAC ATGTATACACCGCGTGCTGA 130

Ad04A18363 Aradu.A04 18363 p2 (AT)6 12 110062849 110062860 AAGATCCCGCTAAATCCCAC CCACTTAGCTAGATCCCAACAAA 241

Ad04A18364 Aradu.A04 18364 p3 (AAT)5 15 110078980 110078994 ACTTTGGAAATGGGCATCAC TTGCTTTCAGTGGAGTCACG 221

Ad04A18367 Aradu.A04 18367 p3 (AAT)5 15 110092367 110092381 TTCTTAACATGACGGCAACG TTGCTTTCAGTGGAGTCACG 153

Ad04A18368 Aradu.A04 18368 p3 (AAT)5 15 110103579 110103593 TCAAATCTTGTTCATGGCTCA TACGGATATCACGTGGCAAA 200

Ad04A18371 Aradu.A04 18371 c (CA)8cg(CA)7cgtg(CA)648 110125676 110125723 ACCGCTACTCACCTAACCCC CCCGTCAGCAATCTCTCTTC 154

Ad04A18372 Aradu.A04 18372 p3 (TTG)5 15 110136813 110136827 ACAATTGTAGCACAAGCCCC AAAGGGCAACTGCTGAGAAA 242

Ad04A18373 Aradu.A04 18373 p2 (TA)6 12 110142935 110142946 CAATTTTGGATGCTCACACG GCACTTCTTTGTGTGTTGCC 273

Ad04A18375 Aradu.A04 18375 p2 (AG)18 36 110153603 110153638 ATAGAAGGGGAAGCCTCCAA ATGAAGCTTGGTGTGAAGGG 182

Ad04A18376 Aradu.A04 18376 p2 (AC)9 18 110165564 110165581 ACCCCACACCCTACACAGAC CTGATTCGTGACGGAGACAA 274

Ad04A18377 Aradu.A04 18377 p2 (GA)6 12 110165790 110165801 TTGTCTCCGTCACGAATCAG TCCTTGAGAGATGACCCGAG 223

Ad04A18379 Aradu.A04 18379 c (AT)10gtattctttatgagttttgtagtttgtattttaaatacggatgaatgtcttgaaaatttgatttaag(T)1097 110175006 110175102 GGACGATGTTCTCACTCCCT ATGCGCCACTCTGATAGCTC 279

Ad04A18381 Aradu.A04 18381 p2 (AG)15 30 110177403 110177432 CCATCGAGAGAGAGATTCGG GCTCGCAGTAGACACGACAC 256

Ad04A18382 Aradu.A04 18382 p2 (AT)6 12 110179306 110179317 TTCCCAGGAATAGTACCCCC TCAAACAACAGCCAATCCAA 269

Ad04A18383 Aradu.A04 18383 c (AG)7tgatataattatccaaacatcaatggatctttgtgctagaagcattttcatgccatgg(CTT)587 110181398 110181484 GTGATTCGAACCCCAACACT ATTTTTGGTGTTATTGCGCC 258

Ad04A18386 Aradu.A04 18386 p2 (TC)6 12 110202263 110202274 TCAATTGGCCAAACTCAAGG AAAGGGGGAGAGAAATGACC 258

Ad04A18387 Aradu.A04 18387 p3 (TAA)12 36 110209985 110210020 CAAACAACTTTCTCCTATCCACG ATCGTTAAAATTGACGGCCA 172

Ad04A18396 Aradu.A04 18396 c (AT)8ttttaattattgatttaattataaaaaatatatata(AT)664 110236346 110236409 TGTGAAAGAGGAGGGAAATGA AATGCTACTGCTACGTACTGCAC 271

Ad04A18397 Aradu.A04 18397 p2 (TA)6 12 110236539 110236550 CGTGCAGTACGTAGCAGTAGC CATCAGAGTTCCAAACCCGT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A18399 Aradu.A04 18399 c (AG)6atttcgcgggttggtgttttagcc(A)1349 110249933 110249981 AGATGGAAGTGGCAGCAAAT TGCTTGCCTAGAACGATTGA 234

Ad04A18400 Aradu.A04 18400 p3 (AGG)8 24 110255714 110255737 GTCGAGCCAAACTTGAGGAG ATGCTCAGGAGGCTTACCAA 165

Ad04A18401 Aradu.A04 18401 p2 (AT)7 14 110259972 110259985 CCAATTGAGAATCCATGCAC TGTCTCTCCTCTCTCCTATTGTTG 278

Ad04A18404 Aradu.A04 18404 p4 (TAAA)6 24 110262201 110262224 GAGGTTGCAGATTTAAGCCTTCT TGGTGGGGAAGCTAAGAGTG 106

Ad04A18406 Aradu.A04 18406 p2 (TA)8 16 110262616 110262631 AAAATGTTTCAGACAATGGCA CTAAACCCCGACCTCCTTTC 232

Ad04A18410 Aradu.A04 18410 p3 (AAT)7 21 110278914 110278934 ATGCATCAGTGCGATGAAAA CCTTCACATATTTGGGCCAG 249

Ad04A18412 Aradu.A04 18412 p3 (CTC)11 33 110280739 110280771 TAAGGCAAAGTCCCGAGCTA CTCAGGAAGAAGTTGGGCAG 169

Ad04A18414 Aradu.A04 18414 p3 (ATC)5 15 110293040 110293054 TTCCCAACTCGCTGACTCTT CATGCTGGTGTCGGTAGATG 246

Ad04A18415 Aradu.A04 18415 p5 (AACCG)5 25 110297327 110297351 TGAAAGTTACCGAACCGGAC GAAAGGGGAAGAGGGTGAAG 269

Ad04A18416 Aradu.A04 18416 p3 (TAT)5 15 110298218 110298232 ATGCTGCCCTTTCATTTTGT TCAAATTGAAGATTGGTGGGA 163

Ad04A18417 Aradu.A04 18417 p3 (TCA)6 18 110298551 110298568 CTTGTTTTGAATGAATGCGTG AAGCAGAACCAAAGCAGCTC 266

Ad04A18420 Aradu.A04 18420 p3 (TTA)6 18 110301901 110301918 TGCAACGAATAGATTGGAACA AGTTCTGAAGCCCAAACCCT 150

Ad04A18421 Aradu.A04 18421 p3 (AAG)6 18 110313661 110313678 TAGAATATTGCTCGCCCTCG GCCATCCCTTCTGTTTTTCA 198

Ad04A18430 Aradu.A04 18430 p3 (TTC)5 15 110377080 110377094 CGCCGATTCAAAAATAAGGA TAGAGGTGGTGGTTATGGGG 121

Ad04A18431 Aradu.A04 18431 p2 (AT)11 22 110387887 110387908 TCCTTTCAGGATATGGGTGC AAACTGCAATACCGATTCAAAAA 278

Ad04A18432 Aradu.A04 18432 p3 (TAA)5 15 110388240 110388254 GAGGCGTGAGCTTTGGTAGT GATCCAATCCATGAACACCTC 268

Ad04A18433 Aradu.A04 18433 p4 (AAAT)5 20 110388525 110388544 CAAATTGGATTGCGGATTTC CGGATCTCGATATATCTGCAAAA 277

Ad04A18438 Aradu.A04 18438 p2 (TA)9 18 110409473 110409490 AAGGCTGGGACATGAAAAAC CAGCGGCTACGAGGAATAAG 272

Ad04A18440 Aradu.A04 18440 p2 (TA)9 18 110428055 110428072 TGTATCCTAGCCGGCCTAAA GCGATATACGGACAAGGCAT 121

Ad04A18442 Aradu.A04 18442 p4 (AAAT)10 40 110432201 110432240 TTGCGGATTTTATGTAGGCA CAGATCAGATTGGATCTCGGA 277

Ad04A18445 Aradu.A04 18445 p3 (AAT)11 33 110438372 110438404 ACCGTTCTCATTCTTGCTGC GCTTCACCAAATACCTTTCACC 263

Ad04A18448 Aradu.A04 18448 p2 (CA)6 12 110447569 110447580 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 271

Ad04A18449 Aradu.A04 18449 p3 (TTG)5 15 110451604 110451618 TACTCCCGGATGGTGACTTC AGGAAGCTCTTTCAGGAGGC 115

Ad04A18450 Aradu.A04 18450 p2 (TA)6 12 110452801 110452812 AAAACCACAACTCGAAAGCG AGCCGGATCTTGAGTCTTGA 123

Ad04A18451 Aradu.A04 18451 p2 (CA)6 12 110455252 110455263 CGAAACCATACCTTAGCCGA GGACCTTGGGTGTGGTAAGA 270

Ad04A18453 Aradu.A04 18453 p2 (AC)9 18 110466500 110466517 ACCCCACACCCTACACAGAC CTGATTCGTGACGGAGACAA 274

Ad04A18454 Aradu.A04 18454 p2 (GA)6 12 110466726 110466737 TTGTCTCCGTCACGAATCAG TCCTTGAGAGATGACCCGAG 223

Ad04A18455 Aradu.A04 18455 p2 (AG)9 18 110469624 110469641 GCTCGTCCCTACTGAACTGC AGGACGACGACCTCCCTAGT 268

Ad04A18456 Aradu.A04 18456 p2 (AG)6 12 110477023 110477034 CCACCACCACTACAAGGGTT CGACTTTCTCTCGGAAGCTG 266

Ad04A18457 Aradu.A04 18457 p3 (AGA)5 15 110483096 110483110 GCAATGCTTTTACCACACCA AACCACTTTCCCTCCCAAAC 239

Ad04A18458 Aradu.A04 18458 p2 (AC)8 16 110491747 110491762 GGAAGCGTGAGCTTTGGTAG GAAGGAGGTGGATGCTGGTA 133

Ad04A18459 Aradu.A04 18459 p2 (GA)7 14 110492257 110492270 TGAGTTGCTGTTGTTGGAGG CGCTTACCGTGACAAAGGAT 225

Ad04A18461 Aradu.A04 18461 p2 (TA)7 14 110515839 110515852 GTTGTGACATTGTGGCACG AAAATTGAATTCACAATATGCCA 199

Ad04A18462 Aradu.A04 18462 p4 (TCTT)5 20 110519789 110519808 TGAATGCTGACAAGGTGTCC TTGTAACACCCCGTATTTTTGA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A18467 Aradu.A04 18467 p2 (GA)25 50 110559630 110559679 AGACGGTGAAAGGAGAGCAA TCGTGCCACAAAACAACATT 224

Ad04A18468 Aradu.A04 18468 p2 (AT)9 18 110561874 110561891 TTTTGCTGTAACAATCCGAGTTT TCAATTTCAATTATACCAAATATCCAA 243

Ad04A18469 Aradu.A04 18469 c (T)10agtaacaatgtaaaaaataaataaattagatgtaactgaattagtaaaatataccgtgataaaataaatatatgtgataagtg(T)10103 110596441 110596543 ATTCGGTGCATACAAGGGAA ATCTGGAACCAACGCTTCAT 178

Ad04A18478 Aradu.A04 18478 p3 (TTA)5 15 110614176 110614190 TTCCTACTTTAAAAACCAAAATCG TCTACGTACACTACGTTTGTATGGAAT 199

Ad04A18479 Aradu.A04 18479 c (TAA)20tatataaacctaacttctgtatacattcatgagtcttgtgctttatttag(CTT)5125 110616123 110616247 CATCTTCATCTCTGTCACACTCAA TTGTTCATCATCACCTGTGAAA 276

Ad04A18481 Aradu.A04 18481 c (T)10ag(A)10 22 110618142 110618163 GCCATTTTTGTGCTTGGATT ACAAGAGGGGCTTCATTCAA 210

Ad04A18482 Aradu.A04 18482 c (ATC)5ataagaagcaacaatagttggggaattacatttttcaagacaaaagtagccattgtttaatttttg(TTA)596 110619947 110620042 CATGTCGGAGGAGGTGTTTT TTGAAAGAATAATCCAAGAAGCAA 251

Ad04A18485 Aradu.A04 18485 p4 (ATTT)7 28 110633369 110633396 GGTTTGTTGGTGAAGGCTGT ACCCGCATCTGAAAAACAAC 259

Ad04A18486 Aradu.A04 18486 p3 (TAA)11 33 110637043 110637075 TGGTTGCAATCAGCTCAAGA TGCACCAGCAAACCAACTTA 252

Ad04A18487 Aradu.A04 18487 p3 (TAA)13 39 110638324 110638362 TTTAGTGGGTTTTTGCTGGG TTTCTTTGCTGCTACACCCC 151

Ad04A18488 Aradu.A04 18488 p3 (AAT)18 54 110639392 110639445 GTGGTTGCAATCAGCTCAAG TTTCTTTGCTGCTACACCCC 236

Ad04A18489 Aradu.A04 18489 p3 (TAA)19 57 110656301 110656357 GTGGTTGCAATCAGCTCAAG TTTCTTTGCTGCTACACCCC 231

Ad04A18490 Aradu.A04 18490 p2 (AC)22 44 110657368 110657411 GCCACTCTGATAGCTCGGAT GTTTCCCTCGCCTTTAGCTT 278

Ad04A18492 Aradu.A04 18492 p2 (AT)6 12 110668813 110668824 ACTACTTTAAATCTCTTATGATTTCGG GCCTTAGGTGTCAACTTTTGG 266

Ad04A18494 Aradu.A04 18494 p3 (TAA)5 15 110683654 110683668 TGGTTAATTGGCCCCTTGTA TATGCAGGTTGACCAGGGTT 254

Ad04A18495 Aradu.A04 18495 p2 (AG)7 14 110688121 110688134 CGATTGATTTAACGCGGAAT AAACACTGCACACCATCCAA 263

Ad04A18497 Aradu.A04 18497 p3 (CTT)6 18 110699461 110699478 AGTGGAGACACGGATAACGG AAAGAAAGAGAACGGGGAGG 240

Ad04A18509 Aradu.A04 18509 p3 (AAT)10 30 110724356 110724385 AAGGATGGAGAGCTCGGATT TTTGTGCCTTGCACTCTCAC 240

Ad04A18516 Aradu.A04 18516 p3 (TCT)8 24 110741845 110741868 GGGTAGCGTGTGAAGGAGAG CAGCAGCAAAAACAAAGCAG 178

Ad04A18519 Aradu.A04 18519 p2 (AT)6 12 110749244 110749255 CAATCCATGACTGGCTTCAA TTGGTGCGATGAATGAAGAG 270

Ad04A18524 Aradu.A04 18524 p2 (GA)6 12 110762397 110762408 CTTTGCAAGAGTATGGAACTGC TCAAAAAGCGTGGGAAAAAC 276

Ad04A18526 Aradu.A04 18526 p2 (TA)6 12 110765347 110765358 TTTGTTTTGGAAGCCACTCA CCCAAAACCTGCTTCTGTGT 210

Ad04A18529 Aradu.A04 18529 p2 (TA)6 12 110769679 110769690 CATGCATCGTGTATGCAAAA TGGCTTTGAGAGTTGGTAGAAA 268

Ad04A18533 Aradu.A04 18533 p2 (AT)6 12 110774483 110774494 TGAAAGAGGAGGGAAATGATG GGCATTTTAAGGTTCATTAATTTTT 280

Ad04A18534 Aradu.A04 18534 c (AT)7acctttc(T)10 31 110774906 110774936 ACGGAACTAAATAAAAATCTCAAAAT CTACTAGAGAACAGTTTTGTTGAATGA 273

Ad04A18537 Aradu.A04 18537 p2 (AG)6 12 110784067 110784078 AGGCACGAAGGTGAAAGAGA AAAAGCAGAATGAAACTGCCA 140

Ad04A18541 Aradu.A04 18541 c (A)12ctcaattgaaaatttttttcgtcac(A)11gaatatgaccaaatcaccaaaaagaaaatccactcttactttaagt(A)13107 110798107 110798213 ATCAACTGACAACGGAACCC TTGCATTTCCTTCTTTCGCT 203

Ad04A18542 Aradu.A04 18542 p2 (TC)6 12 110798370 110798381 AGCGAAAGAAGGAAATGCAA GCTGTATTGGGGGCAAATAA 184

Ad04A18546 Aradu.A04 18546 c (A)11gtaaaaagcaagtaacaatggcacctccagaaccagctcagcaagcaatcaacatcaaaattag(A)1085 110810124 110810208 CTTGTTCCTCCAATTCCCAA AACTGTGAGTTTTGCTGGGG 222

Ad04A18547 Aradu.A04 18547 p2 (GA)7 14 110810538 110810551 TGCTATGAACAATATCGGCG TCAGCCACATGGATCACTTC 216

Ad04A18548 Aradu.A04 18548 p3 (GAA)5 15 110816449 110816463 ACTGCACGTTTTCACTGCAC TTTTCTCCTCCTCATCTTCTGC 234

Ad04A18551 Aradu.A04 18551 c (A)11tttatgatcaagaaaaatagaagagtagccactgactattttag(T)1166 110825003 110825068 AACATGGCAGAAAGCAAACC TGTTTCATCTCTGTTCAAAGTGG 227

Ad04A18557 Aradu.A04 18557 p3 (AAG)5 15 110836214 110836228 TGTTTGATCTAAAGTGTTCTTCCA CAGAGTGGAGACGACACGAA 125

Ad04A18558 Aradu.A04 18558 p3 (TCC)6 18 110837718 110837735 TGTGAATGTTGTGTGTGCGT AAAAACACATCGGACCCAAA 134
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Ad04A18562 Aradu.A04 18562 p3 (TAT)13 39 110844087 110844125 ATGTATCCTACCATGCGGGA AGAATGGCCGAATGAAAATG 254

Ad04A18565 Aradu.A04 18565 p2 (TC)7 14 110853210 110853223 TGAAAAGCCCATTTCCATTC TTTCCAAACCAAAGTAGCGG 268

Ad04A18566 Aradu.A04 18566 p3 (TAT)8 24 110853746 110853769 TATCGCCTAATCCCACAAGC GCCTGCATTTGAAGAAAACC 266

Ad04A18568 Aradu.A04 18568 p2 (AT)8 16 110864156 110864171 TTCTTAACGTGCATGCCATC ATTTTAATGCCAAAAGGGGC 161

Ad04A18576 Aradu.A04 18576 p2 (AT)11 22 110881719 110881740 AGATTTCAGCCATCACATCG CATATCTCCCAAGGGTTGAAA 169

Ad04A18577 Aradu.A04 18577 p2 (TA)11 22 110884997 110885018 CTGAACCTTGGTTCTACGGG ATTAATTCGGGGACCATTCC 235

Ad04A18579 Aradu.A04 18579 p3 (TAT)23 69 110892259 110892327 TGTATTAGCAATTTTAACCATTCATTT TGTTGCTTTCATCACTCCTCA 278

Ad04A18581 Aradu.A04 18581 p3 (ATA)5 15 110898762 110898776 CTTGTTGCTTCCATCACCCT CGAGCATAAGTCGGAAGGAG 172

Ad04A18582 Aradu.A04 18582 p3 (CTC)6 18 110902301 110902318 TAAGGCAAAGTCCCGAGCTA CTCAGGAAGAAGTTGGGCAG 160

Ad04A18586 Aradu.A04 18586 p2 (AT)6 12 110924769 110924780 TGAAGACCTCTCTCATTTTCTGTTT GGAGAAAGGAGAGACTTCATTGAT 192

Ad04A18588 Aradu.A04 18588 p6 (ATCTTT)6 36 110976536 110976571 GCTCAACTCTTTTGAGCTTTTTG CAGCATATGAGCTCCCCATT 219

Ad04A18596 Aradu.A04 18596 p2 (AT)6 12 110985833 110985844 TGATGGCCCTAAACTTTCTCA CACACAACTCAAAGTTTCGTACA 267

Ad04A18599 Aradu.A04 18599 c (T)10caattaaatccttcttagtagtaattggcttaattttatagagatccaact(A)1172 110990532 110990603 CACTTACCTTGTTGGCACTTTG TGAGTCCTTGCACCAATTTTT 270

Ad04A18602 Aradu.A04 18602 c (A)11gatgaattgattaataaacgctaatg(T)1249 110992173 110992221 CACCCTAAACATCATCTCCCA GGTATGTTTAGCTTACGGAAACG 279

Ad04A18604 Aradu.A04 18604 p3 (TAT)10 30 110993285 110993314 GGCTGCAAAAGCAAGAAGAT GCAACTCGTTAGCCAAAAGC 181

Ad04A18605 Aradu.A04 18605 p3 (TTA)7 21 110993463 110993483 GGTCTGCTTTTGGCTAACGA TGGTTTGGTTCATGCATTTG 213

Ad04A18606 Aradu.A04 18606 p2 (TA)6 12 110994033 110994044 TTTGATGATTGATTTTGGTGATT AGCAGCAGATGACCCTTTTG 131

Ad04A18607 Aradu.A04 18607 p3 (TTA)5 15 110997929 110997943 CACCCCTTTCTTCACCTTCA CAAGTGGGGTTCTCCCAATA 231

Ad04A18610 Aradu.A04 18610 p2 (TA)10 20 111009683 111009702 TATCTGCCTTGCCACTACCC CCACCGTTTGAAGTGGATTT 265

Ad04A18612 Aradu.A04 18612 p2 (CT)8 16 111018881 111018896 TGATGACATGGCCACATAGG CCTCATCATTCTTCTCCCCA 230

Ad04A18614 Aradu.A04 18614 p3 (TCT)5 15 111034815 111034829 CTATTTTTCGTCACCGGAGC TGGAAGGGAGTAGGAGACGA 212

Ad04A18619 Aradu.A04 18619 p2 (TA)6 12 111057459 111057470 ATGCATAAACCCTTGTTGGC CCTCACTTGCCATTGTGTGA 110

Ad04A18620 Aradu.A04 18620 c (TCT)5tgctgcacgtttttcttccttttcc(TCT)5tttcttttttttcttgccttctctttctccttcttcatttacgtgcttttctctctg(T)10122 111058144 111058265 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 241

Ad04A18625 Aradu.A04 18625 p2 (AT)7 14 111067800 111067813 TGATACTATGGCTTGGCTTGG ACTGGGTGCTTTTGCTCCTA 262

Ad04A18627 Aradu.A04 18627 p2 (TC)22 44 111075453 111075496 GGCGTGGTTTATGTCCAAAT TGTATTTTTGTTGCATGTGGTG 178

Ad04A18629 Aradu.A04 18629 p3 (TTC)6 18 111079239 111079256 TTCATTGGGTCCATCGAAAT ACCAACAACTCAACCCCAAA 276

Ad04A18634 Aradu.A04 18634 p3 (TTA)15 45 111089437 111089481 GAAATCACCATATTCGCTTTCA TGGTCAAGTCCAAAATGAGC 213

Ad04A18635 Aradu.A04 18635 p3 (ATT)7 21 111090805 111090825 ATCCATAAATTTTGCGGGTT CCAAGTTTGGGTCTTTTGAA 167

Ad04A18639 Aradu.A04 18639 c (GAA)5cgtgcaagaagaagaagaacgagaaagagaaagcaagaaacgaaagagaagaaa(AAG)584 111108226 111108309 AAGAAGGAGAAAGCGAAGGC AAACGCGATGCAAGGTCTAC 199

Ad04A18640 Aradu.A04 18640 p2 (AT)9 18 111108656 111108673 CAAAGAGTATGGAGACACCACTTG AAGTCTTACCCTCATAACCAACAAA 248

Ad04A18647 Aradu.A04 18647 p2 (AT)8 16 111152630 111152645 CAAAACCGCTCCCAAGAATA TTCAGGATATGGACGCAGAA 273

Ad04A18648 Aradu.A04 18648 p2 (TC)7 14 111170106 111170119 CTGCCTCATCACTCCTCTCC GCGAGTCTCCTTGTCATCGT 220

Ad04A18650 Aradu.A04 18650 p2 (TC)7 14 111176811 111176824 AGGATGCACTCTGCCTCATC GTCTCCTTGTCGTCGTGACC 226

Ad04A18657 Aradu.A04 18657 p3 (TTA)20 60 111226541 111226600 CGGGATCGATGTTCTAACTG TTTTTATTGCCTTTTTCTAGGGA 125
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Ad04A18664 Aradu.A04 18664 p2 (AT)6 12 111235585 111235596 TCATTTTAGTTATCAAGAACCGAATC TCAGCCATGGATCTTGAATG 213

Ad04A18666 Aradu.A04 18666 p3 (ACG)6 18 111257700 111257717 TGCGAGAGCATATGTTGGAG CCCCTACAGATCCCGGTAAT 182

Ad04A18667 Aradu.A04 18667 p3 (ACC)5 15 111260575 111260589 TTACAGTTCATCAAGCCCCA TCCATTTTAACAGGGCAAGC 171

Ad04A18668 Aradu.A04 18668 c (A)10ctaatccccaacgtcgttttatatttgtt(A)12caatcctcaattatcttcactaattcttttcttcacactgttgttt(TTC)5112 111260860 111260971 TTCCATCCATCCTTGCTACC TGTGATTTTTGCTGGCTCTG 223

Ad04A18669 Aradu.A04 18669 p3 (TTA)5 15 111262094 111262108 CGGAGTGCAACTTCGAGAAT CGAACTCAAGACCTCCAAGTG 273

Ad04A18678 Aradu.A04 18678 p2 (AT)8 16 111357771 111357786 AGGCTCAAAACTCCCAAGGT GTACCCCCACACACACACAC 224

Ad04A18679 Aradu.A04 18679 p2 (TG)20 40 111357895 111357934 TTGGGATGTCAATGCCCTAT AAGGGAAGCGGAAGAAAGAG 188

Ad04A18680 Aradu.A04 18680 c (T)12gcaaactttattttcgaaaaaaaataaaataaaataatgaaaatac(A)1068 111367321 111367388 TGGACAACTGACGGTTCATC AAACATGCAATTGACACCAAA 241

Ad04A18681 Aradu.A04 18681 p3 (AAT)5 15 111368910 111368924 GAGCAGGAACAGGGAAACTG TTGGATGTTGGCTTTGTGAA 204

Ad04A18682 Aradu.A04 18682 p3 (AAT)6 18 111370923 111370940 CAGGGAAAAAGGCACTCTTG AATGGCAGAAATGGAGATGC 232

Ad04A18683 Aradu.A04 18683 p3 (TCT)7 21 111373727 111373747 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 228

Ad04A18685 Aradu.A04 18685 c (ATT)5ttgaggtggtttacaattgacagcaatgtgttggattcttcaacaaaagatagacccactaccgaaagaaa(AAT)7107 111384903 111385009 GCTTTAACAACCCAAAAACTGC TAGGGCTGGGAAATGAATGA 249

Ad04A18686 Aradu.A04 18686 p3 (TTG)6 18 111386114 111386131 GAAAATGAACAAAGGGCGAA TTAACATGCTGACTCGGTGC 223

Ad04A18689 Aradu.A04 18689 c (ATT)9ttatactataattttttgtattttttagacaaaaaataataaatttatttattagattcttt(TA)6gtcactc(AAT)6126 111387999 111388124 GACATAACAATTCTCCATCCAAAA AGTTTCAACTTTGAATTTTTGTAGAAT 197

Ad04A18692 Aradu.A04 18692 p3 (ATT)7 21 111429147 111429167 AGGGTGAGGCTCAATCCTTT TTTTTCCCGTCAGACATAACAA 257

Ad04A18693 Aradu.A04 18693 p3 (TAA)5 15 111429270 111429284 AGGGTGAGGCTCAATCCTTT TTTTTCCCGTCAGACATAACAA 257

Ad04A18694 Aradu.A04 18694 p2 (CT)6 12 111432781 111432792 GGAGAAGAAATAAAGCTAAGAACCC GGCTATTTTTGGCCCTGTTT 181

Ad04A18697 Aradu.A04 18697 p2 (AG)6 12 111437616 111437627 GTGGAGGAATCAGGGAGACA TGAACCTGAACCAAAGGGAA 141

Ad04A18699 Aradu.A04 18699 p3 (TCT)5 15 111464961 111464975 CCCATATGGCCGAAACATAC TAGAATATTGCTCGCCCTCG 100

Ad04A18700 Aradu.A04 18700 p2 (GA)8 16 111477269 111477284 AGATGATTCGCCTCCCTTTT TTATGAAAAATTCGCGACCC 270

Ad04A18707 Aradu.A04 18707 p2 (CA)9 18 111523393 111523410 AAAAGGAACAAGTCATGCGG CCTCTGGTTCTCACCCCATA 171

Ad04A18708 Aradu.A04 18708 p2 (CA)8 16 111531134 111531149 TCAAACGGAACAAGTCATGC TCTGGCATTCTCAGGACCTT 226

Ad04A18716 Aradu.A04 18716 c (T)10ctttttcatcatta(TCT)5ttttttattcatctttttcttcttgttttaccttctcaagttttttcttgttttagtctcttaacaagagtaaaaac(A)11127 111541378 111541504 CTCTTCTTCTCCCTCTTCCTCA TTTTTCTTTCTTTCTTTTAGTTGAATG 246

Ad04A18717 Aradu.A04 18717 c (T)10agtttcgtctttttcttcttattttaccttcttaagttttttcttattttactcttt(TAA)685 111541800 111541884 TTTTCATGCTCGTCTTGTGC CCTCTTCCAAGTAATTTTGTAGCA 186

Ad04A18721 Aradu.A04 18721 p3 (CAA)5 15 111552328 111552342 AACCACCCTGCCACGTATAA TTCTCACTCCGAATGCTTCA 177

Ad04A18724 Aradu.A04 18724 p5 (ATCTT)5 25 111555254 111555278 TTATACCTAGGAGGCGCCAA AAACCCCACATACCCAACAA 176

Ad04A18725 Aradu.A04 18725 c (AG)10a(AG)8 37 111558511 111558547 GTATTTTTCCGTGCAGAGCA AATGGTCAGGGACGAAAATG 210

Ad04A18728 Aradu.A04 18728 p2 (AG)7 14 111585997 111586010 ATGCCATCAACAACCTAGCC CATAGGGGAATGGAAGTGGA 195

Ad04A18730 Aradu.A04 18730 p2 (GA)13 26 111588779 111588804 CTGCCATAGCATGGACACAT CTTGTCAAACTCTGTGACTTAGCA 237

Ad04A18731 Aradu.A04 18731 p2 (CT)6 12 111606356 111606367 CTCATTCCACACACCATTCG GTGATCACGGAAATGCACAC 108

Ad04A18732 Aradu.A04 18732 p2 (GT)6 12 111615749 111615760 GTCGGTCGACGGTATCAAGT AGACCCACACTTTCCACCTG 141

Ad04A18734 Aradu.A04 18734 p3 (TAT)5 15 111631008 111631022 TGGCATATTAATCAACTAGGCATC AAACGTTTTTGGTGGTTAACTATG 214

Ad04A18735 Aradu.A04 18735 p2 (TA)7 14 111636186 111636199 AGCCGGATTTTGAGTCTTGA GCAACACTCCGATCGGTAAC 108

Ad04A18739 Aradu.A04 18739 p3 (ATA)14 42 111646300 111646341 CTATTGGAGCGCAAAAACCA TGGTGTTTTATTTTTGGGGAA 246
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Ad04A18740 Aradu.A04 18740 p5 (GGAAG)5 25 111650165 111650189 GATTGGAAGGCACCAAAAGA TCAACCTTCCAACCTCAACC 121

Ad04A18742 Aradu.A04 18742 p3 (TAT)15 45 111651122 111651166 TTTCTCTGTTTTCCCCCTCA TTCGATACAGAGGCCAGACC 222

Ad04A18744 Aradu.A04 18744 p2 (TA)6 12 111653245 111653256 TTGGCCTCAGAACTCACAAG ACAAAAATTTGTGGCTGCCT 101

Ad04A18747 Aradu.A04 18747 p3 (AAG)10 30 111661264 111661293 GAAATGGAAGAAAGGAGGGG TGAAATTGCAAATTGGTCCC 235

Ad04A18752 Aradu.A04 18752 p2 (AG)7 14 111686762 111686775 GACGAGGACTTCCGTGTAGC CTCCCTTCGTCACACCATCT 135

Ad04A18757 Aradu.A04 18757 p2 (AT)9 18 111701031 111701048 CGTTCACGTGTCTGAGAGGA GGGCGGAGATAGAAGTACCC 210

Ad04A18765 Aradu.A04 18765 p3 (TCT)5 15 111722109 111722123 AATTCTGGGTGGCTGATTTG TGCAATGGTGAATAAGAAAAAGAA 273

Ad04A18766 Aradu.A04 18766 p3 (TTC)5 15 111722259 111722273 ACCCTTCTTCTCCACTGCAA TTCGTGGGTAGTCTCGATCC 205

Ad04A18771 Aradu.A04 18771 p3 (TAA)5 15 111736663 111736677 ATGGTGCAATGAGCATCTCT CCCCTCCTTTGCTAGCTTTC 267

Ad04A18777 Aradu.A04 18777 p3 (TAA)5 15 111766710 111766724 TGGAGACCGGAGAGTCATTC ACGTGAATCGGATAACAAAGA 236

Ad04A18783 Aradu.A04 18783 p3 (ATA)20 60 111780840 111780899 TTCGCGGGTGTTTAAAATTG TCAGATCGGATGCGGATAAT 251

Ad04A18784 Aradu.A04 18784 p3 (ATA)17 51 111781617 111781667 CAGTGCGGATCGGATAGAAT CCCATTATTGTTATTGCCATTG 219

Ad04A18788 Aradu.A04 18788 c (A)10tttttgagaaaatttttttcttt(A)1043 111785521 111785563 AGTGTTTGTTTGGACGCAAT CATTATGTTTGGATAAAACAAGATAAA 204

Ad04A18790 Aradu.A04 18790 p3 (ATA)5 15 111786453 111786467 TCCAATGATCTTATTAGTGGCAA ACGACGCCTCATAGGAAGAA 241

Ad04A18791 Aradu.A04 18791 p3 (TTA)6 18 111786958 111786975 AAATTTAAGTCATTTACCTGTTTGTGA TGGTACATTTCATATCACATCCG 204

Ad04A18796 Aradu.A04 18796 c (AAT)5aaaaaatgctggtgatcttgctcttccagttcctcacacctctctgcagatcctagatctgcgatcaatttcaccattttcaagcaaatctcaa(AAG)9136 111793586 111793721 GCTAAGCTCAACCGATCTTTTT CAAGAGGGATCACCTGAGGC 269

Ad04A18799 Aradu.A04 18799 p2 (TG)7 14 111798550 111798563 GAGAGCCAGCAAGGTAATGC TTCCCCATTGGCTCTCAATA 192

Ad04A18801 Aradu.A04 18801 p2 (AT)12 24 111802018 111802041 CCCAACAGTCCAAATTTATGGT TTCCAGCAGTGGACAAACAG 221

Ad04A18804 Aradu.A04 18804 p2 (CT)26 52 111803213 111803264 CAGGTTTGGGATTGATGCTT GCCAGATCTGAGCAAGAACC 280

Ad04A18808 Aradu.A04 18808 c (T)11caatttgcagagttctttccttttcagcattgtcaaaatccagcttt(A)1068 111807865 111807932 TCCATGGAGGAGACCTTTTG GGCACCTACACTGACAAATCC 273

Ad04A18809 Aradu.A04 18809 p2 (CA)9 18 111812060 111812077 CAGCAGCTTCCGCTTAGTTT TCTCCCCTGAAGCTCAAGAA 195

Ad04A18812 Aradu.A04 18812 c (T)10aacttctcaatgatagtatactataaaaatttacaagaatataacgataagaagaattactcttcttctttcacaatgaatataaaattttttc(A)13117 111821838 111821954 AGTAGTGTGGAGTTCAGTGTGGT ATTTGACGAACCATTTTGCC 260

Ad04A18816 Aradu.A04 18816 p3 (GAA)5 15 111841098 111841112 TTTTCCTCAATCAAAACCGC TTCCTCCTCTTCATCTTCTGC 181

Ad04A18817 Aradu.A04 18817 c* (TGA)5(A)10*(AAG)5*37 111841478 111841514 GAACCTAAGTTCATCCTCTTCCAA TCTTCCTCTTCTTCCTCCTCA 231

Ad04A18818 Aradu.A04 18818 c (T)10cttatttcttgttttctttttgttgaatgaatgtaagttcatcttcttccaagtaattttgcagtattatgtgt(TTC)599 111841682 111841780 TTGTCTTAATTTTGCACCGAAA TTTCCTTTCTTGTTTTACCTTCTCA 256

Ad04A18819 Aradu.A04 18819 p3 (AAG)5 15 111842221 111842235 TTCTCTTCCAAGAAATTTTGTCA CGCTGATGGTTTGAATTAAATG 220

Ad04A18820 Aradu.A04 18820 p2 (TA)6 12 111842380 111842391 CATTTAATTCAAACCATCAGCG TGCTGTTCCTTGGCTTTTCT 234

Ad04A18822 Aradu.A04 18822 p2 (CT)7 14 111859525 111859538 TCACTTCCTCCTCTCCCTCA AGTGCCAGGAGCAACAGAAG 252

Ad04A18823 Aradu.A04 18823 c (A)11gagtttttttctccccttccattttcttttgcttatcacatttgcatacttctactcttcccattttcatctagtttttgtagcatgttttcg(T)11115 111867348 111867462 GTACGCGTCCTTCAACCAAT CAGGTCACAAAGCACCAAGA 260

Ad04A18825 Aradu.A04 18825 p2 (AT)15 30 111875135 111875164 GGAAATCGCGAAAAACAAAA GCATCCTCGTCACAACAATTT 250

Ad04A18826 Aradu.A04 18826 p2 (CT)9 18 111875349 111875366 CATGTACGAGGCAAATGGAA TTTGTTAGAGCTTCGTGCTGA 171

Ad04A18830 Aradu.A04 18830 p4 (AAAT)9 36 111891743 111891778 TGCTCCCTTTTTACCCTTCC TTGACTTGTTTCTGTCCACCA 264

Ad04A18833 Aradu.A04 18833 p2 (AG)9 18 111899144 111899161 CAACGGTGACAACAAAAACG TTTCGAGGGTAAAACCGATG 191

Ad04A18839 Aradu.A04 18839 c (T)13ggtcggtcctccaaaaaaatgttgaacataacaacagcaacacaataagaaaactcatcagaag(A)10ctaaggaattgg(A)10109 111911256 111911364 CATTGAACAAAATCCCTCCAA GTTGCGGTTGCCATAACTTT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A18840 Aradu.A04 18840 p2 (AG)6 12 111911727 111911738 AGCAACGGAGAAGCACAGAT TCAATGGAAGCTACTGGATGG 273

Ad04A18841 Aradu.A04 18841 p2 (AG)10 20 111913131 111913150 TGCTATCGACATTATGGCAAA GAGGAAAACAAAATCCTAAGGAGA 237

Ad04A18854 Aradu.A04 18854 p3 (AAT)6 18 111941006 111941023 TCCAAAATGCAAAACTCAAAA TTTCTCATTCACCGAACCTCT 270

Ad04A18855 Aradu.A04 18855 c (TA)7tcactttgtttaatattttaacaatttatagttt(ATA)563 111944028 111944090 TTTTAAAGCGTGGCCATAGG TTTATTTTTCATGATACATGTTTGACA 224

Ad04A18866 Aradu.A04 18866 p2 (TA)6 12 111977822 111977833 GGATCCTCGTGTGGGTTATG GGAAAAACGGACAGAATCTCC 269

Ad04A18868 Aradu.A04 18868 p2 (TA)6 12 111984760 111984771 CATTCCACCTGTCCCTCAGT CCAAACATGTCCAAAATACGC 274

Ad04A18871 Aradu.A04 18871 p3 (ATT)5 15 112010321 112010335 CGCGCTTTACTTGGAATGAT GGTGGGATTGAAGCAGAAGA 280

Ad04A18873 Aradu.A04 18873 p2 (TC)20 40 112017644 112017683 CATCAAAAAGAGAGGCCAGC GGAACAGAGCTCAGAAAGCAA 277

Ad04A18874 Aradu.A04 18874 p2 (GA)8 16 112025221 112025236 TGCAACAAAATATTAAATCGGTC AAGCACTACCCATTTTCCCC 226

Ad04A18875 Aradu.A04 18875 p2 (TC)8 16 112033779 112033794 CAAAGAAGCAACTTTCCCTTTC GATCCCCACAATTTCATTGG 236

Ad04A18881 Aradu.A04 18881 p2 (TA)7 14 112044534 112044547 CAACTTGGCACATCAGCACT TTTGTTCATGTTCACGCAGA 183

Ad04A18900 Aradu.A04 18900 p3 (ATT)5 15 112112989 112113003 GAAAATGCCAAATTGGTTCG CGAATACATGCCCACAAATG 154

Ad04A18904 Aradu.A04 18904 p2 (CT)8 16 112154498 112154513 CCCCAAACCCTTTCTTCTTC CGGTGCTTAAAGACGCAAAT 231

Ad04A18906 Aradu.A04 18906 p4 (AAAT)5 20 112159878 112159897 AGCAAATGCCATGACAAAACT CATCCGTCAATTAGAGGTGG 279

Ad04A18907 Aradu.A04 18907 p2 (TA)8 16 112161191 112161206 AATCATAGCCCTTCGTGTGG CTGCTGCTGCATCATCTTTT 167

Ad04A18908 Aradu.A04 18908 c (TC)7cctc(CT)7cctttccctttctctctccccctc(CT)770 112163103 112163172 GCACCAGTTTAAACCAGTTCAT GGGAAGGAGAGAGAGGGAGA 270

Ad04A18910 Aradu.A04 18910 c (TC)6attctctccctctttctccccgtc(CT)648 112163604 112163651 TTCGCTCCCTCTCTCTTAACAT AAAGAGAGGAAAAGGGGAAGG 158

Ad04A18911 Aradu.A04 18911 p2 (TC)6 12 112163779 112163790 TCTTTCTCCCCGTCCTCTC AAAGAGAAAAGGAAAAGGGGG 230

Ad04A18912 Aradu.A04 18912 p2 (TC)7 14 112163992 112164005 TCCCTCCCTTCTCTTTGTCTT GAGGGGGAGAGGGAAGAAG 231

Ad04A18914 Aradu.A04 18914 p2 (GA)16 32 112165311 112165342 GGGATGGGGAGAAAGAGGA CCATAGTTTTTATGAAAAGCAGTTT 169

Ad04A18915 Aradu.A04 18915 p2 (AT)6 12 112165851 112165862 TGCAACTTGTTGGTGCAACT CGGATCTATCTACCATGCCAA 161

Ad04A18920 Aradu.A04 18920 p3 (ATT)6 18 112192587 112192604 ACGCACTTTATTTGCAATGAT AAATGACAAGAAAGTGGAGTAAAAA 255

Ad04A18922 Aradu.A04 18922 p2 (TG)6 12 112200695 112200706 GGCTCTCCGTCTCCTCTTCT ACCCATTCCCTTCCATCTTC 237

Ad04A18926 Aradu.A04 18926 p4 (TAGT)5 20 112209395 112209414 TCCATTCTAGCATCTGCATTG TTCAAAGCTTGGATTCAAAAGA 264

Ad04A18927 Aradu.A04 18927 p2 (AT)6 12 112210355 112210366 TAAATTCCATGTGTTCGCCA GGCACAGAACTTGCCTTGTT 258

Ad04A18930 Aradu.A04 18930 p2 (TA)9 18 112227781 112227798 TTCACCGGCATCATCTATCA TGCACATCTTTAATCAAACAGTCTAA 220

Ad04A18931 Aradu.A04 18931 c (TTC)6tttttgatg(T)10gttttagatttttttttcataactttggaa(T)1077 112229435 112229511 TGGAGGTTCTTCTGCTTCGT TGATGATCATTTTTCGTTGTAGA 272

Ad04A18932 Aradu.A04 18932 c (T)11ccaaatttatttagaataatagtaaaatgtaaaaatagagctagattgggtaaggtggttagatg(T)11gtgttattagactttttaattgcagcctatattataattaatagaattgactcatacttagtcggttagttacttaacaaaattgtttgcc(T)13191 112229754 112229944 CGTATGAAAGAGGAACGGGA CACAAACTAATCTTGGCCCC 273

Ad04A18937 Aradu.A04 18937 p4 (TAAT)6 24 112234176 112234199 TTCCATGAACCAACATCCAA ACTGGCATTGGAGAAGATGC 271

Ad04A18938 Aradu.A04 18938 c (AAG)5gggaaatcagaggtggcaataacagagt(GA)757 112235680 112235736 ATGGTGGTGGTGTTGGATTT TCGGTCATGCTCTATTTCCA 181

Ad04A18946 Aradu.A04 18946 p3 (GAT)10 30 112252530 112252559 AACCTGGTCCACCAGTTGAA CAGGTGCTCAACTGAAAGCA 257

Ad04A18947 Aradu.A04 18947 p2 (CT)6 12 112259515 112259526 TTTAACGCCAGAAATGGCTC AAGGAGGTTGTGTGGTTTGG 261

Ad04A18952 Aradu.A04 18952 c (A)12gaagttgcaaaaattcgaaatattttgtaacaa(T)1055 112283756 112283810 TTTGTAACGATATGGTGTTTTGTT TTGTTACAAAATAATTGGAGTTTTTGA 131

Ad04A18959 Aradu.A04 18959 p2 (GA)9 18 112296107 112296124 CTCCAAAGCCTCAAAGAGTATGA TCTCCTAATCTTTGTTTCCTCTTATG 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A18961 Aradu.A04 18961 p2 (GA)14 28 112308854 112308881 TGGGTAGTTTGATCACATCCTCT ATAGGGAAGGGCTCAGTGGT 242

Ad04A18962 Aradu.A04 18962 p2 (GA)9 18 112310789 112310806 ACCAAACCTTCCACCTCAGA GATCCACCAACTCGGATCAT 280

Ad04A18963 Aradu.A04 18963 p3 (ATT)6 18 112313724 112313741 TCGCATTAAGCCATATGTTCA ATGCCTTTTATGAATGCGGA 236

Ad04A18969 Aradu.A04 18969 p2 (AT)6 12 112319657 112319668 CTCCCACCAAATGACGTAAGA ATCACCAAATGTACGTGCGA 268

Ad04A18970 Aradu.A04 18970 p2 (TA)9 18 112326433 112326450 CACGAAATTGCGTTTTGAGT AAGGATGCAAATGGCTAGAAA 167

Ad04A18971 Aradu.A04 18971 p2 (TA)6 12 112338931 112338942 CCTTATCACCAATGGAAATCAT TCAATGAGTCGAAGCAACCA 183

Ad04A18972 Aradu.A04 18972 p3 (ATT)5 15 112340125 112340139 TCAATGTCAGTTTCTTATTAAGCCAT TGATTTTGTGCACCGGTATT 276

Ad04A18974 Aradu.A04 18974 p2 (AG)8 16 112341953 112341968 CCAACTATTTCGTTACTTTCGG TCCTCCTCATCATCATTTTCG 260

Ad04A18976 Aradu.A04 18976 p2 (TA)8 16 112348344 112348359 AAAACATACCATGTCATAAGGGG TGATTTGGGCAAAGGAAGAG 121

Ad04A18982 Aradu.A04 18982 p2 (TA)7 14 112374249 112374262 CCGAATTAATTGTCGGTTTG TGTGTGTCAAAAATTGATTCAAAA 216

Ad04A18984 Aradu.A04 18984 p2 (AT)6 12 112378284 112378295 TGGTGGGAGTAGCTTAGGCA TCAGATTTAGACCACAATTTCTTTG 271

Ad04A18987 Aradu.A04 18987 c (A)11tccattttcacatccgtctttcactacgactaatcatttttggtcatatttagtgctaaagtaaattatctc(T)1093 112382922 112383014 CACCCTCAAGTCCAGAAAAA TTTTTCATGAATAGAATTCACGTT 264

Ad04A18990 Aradu.A04 18990 c (TA)7g(AC)6 27 112400095 112400121 AAAGCAAAGGCCCTACCAAT AAGTGGGAGCTCTAATTCATTTTT 211

Ad04A18991 Aradu.A04 18991 c (T)10cttttagaaaccgttagatgtgatcagaaaataatgtaaaaaaaattatctctaaatctattatttttatttttctt(A)1097 112401169 112401265 TCCAATGTAAAATACTCGTACGCT TGAAAGCAGAATTTTTGCCA 157

Ad04A18996 Aradu.A04 18996 p3 (CAA)5 15 112415422 112415436 GGAAAGAGAGGTGGGTCACA TATCAGAGCTTCGGTTCGGT 230

Ad04A18997 Aradu.A04 18997 p2 (AT)6 12 112415911 112415922 GCACCTTTTCAGCTTTTAGGA TGCACCTCGCTTTTAGGTTT 271

Ad04A19004 Aradu.A04 19004 p3 (AAC)5 15 112435780 112435794 TGTCCCTCACAAGAGCAATG TTTTTGCTTCCGTTATTGCC 260

Ad04A19012 Aradu.A04 19012 c (A)11tcaaacaaac(A)1031 112460211 112460241 AAAAACTCTTCCTTCTCCTCCTTC GCACATAGGTTCTTCCTTTTCC 201

Ad04A19016 Aradu.A04 19016 p3 (TTG)8 24 112466462 112466485 GGAATCCACAACTGCCCTAA ACAACCCAGGTGAATACCCA 271

Ad04A19018 Aradu.A04 19018 p3 (TAA)6 18 112473235 112473252 TCGATGGAACATGGAATAATCTT ATCTATGCCCTCATTGCCCT 186

Ad04A19020 Aradu.A04 19020 p3 (TTC)5 15 112481540 112481554 CCATCATCTGCAAACACCAC GGCCCGATTAACCAATTTTT 262

Ad04A19022 Aradu.A04 19022 p2 (AT)8 16 112489168 112489183 TTTAAACCGCGAATCCACTC TGTACCCTCGCCTTTATCTTG 205

Ad04A19023 Aradu.A04 19023 c (A)10tttcttgaaccttaacatagcttcaccagtttccaccattaaatttttattctgaactttatcccttgattgagacaaaatattaagaat(TCTA)5120 112496397 112496516 CTTCACTCTTGCATGACCCA TCAAGGCATGTTTAGCTTTCG 198

Ad04A19028 Aradu.A04 19028 p2 (CT)7 14 112525395 112525408 CCGTCGATAATTCTGTCGGT GCCAGGGAGAGAGGAAGAAG 269

Ad04A19029 Aradu.A04 19029 p5 (AATCC)5 25 112533060 112533084 TGTTGGCTTTTAGAGATATTGTTGA TTGTTTGCGGTGCAGTTTAG 205

Ad04A19034 Aradu.A04 19034 p2 (TA)7 14 112550303 112550316 TGAGTTTCCCTGGGTAGACG TATGGTGCATGCCTGTCCTA 253

Ad04A19036 Aradu.A04 19036 c (TAT)7aattattgttgttgttgttcttgttgttcttattatgtaattg(T)1377 112555588 112555664 GGGCTGGTTTATTGCTGTCT TCATAATGCAAACCAACCTGA 229

Ad04A19038 Aradu.A04 19038 p2 (TA)7 14 112559572 112559585 TTGTCAAACAATACAATGGTTCAA TCGATTAGATATACCTGTTATTTCGTT 276

Ad04A19042 Aradu.A04 19042 p2 (TA)7 14 112569755 112569768 CTCAACCTGCGAAGCTAAGG TTGAGCGTCTGGGTATCCTC 232

Ad04A19043 Aradu.A04 19043 p2 (AT)6 12 112570663 112570674 CAACCCGACAAGTCCTGGTA TGATCGGGCACTTTAACTCC 275

Ad04A19044 Aradu.A04 19044 p2 (TA)6 12 112571456 112571467 CAAAAGTGATGCCAACGTGT GCGGATTGCTTTCTTAAGCC 198

Ad04A19047 Aradu.A04 19047 p2 (GT)6 12 112585961 112585972 GGTTGGGAGGACAAGTGAGA CCCAACCCAATCACCTTTTA 259

Ad04A19053 Aradu.A04 19053 p3 (ATG)5 15 112603254 112603268 TGCTGCATTTTTGTTCTTCTTC CTCCTCCTCATCTTCCGTTG 277

Ad04A19054 Aradu.A04 19054 p2 (TA)6 12 112607126 112607137 CCCATGTCGTAAGGGTGATT ACCCTGGACTATTCCCCATC 157
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Ad04A19055 Aradu.A04 19055 p2 (TA)6 12 112607972 112607983 ATGTAAATGTTCTCCGGCCA AAATCGTTATTTTAGTTTTGACACCA 247

Ad04A19061 Aradu.A04 19061 p3 (ATT)9 27 112622917 112622943 GTGGTGGCTGGATGAAGATT CTTCGGCCAAATGAATGAAT 105

Ad04A19062 Aradu.A04 19062 p2 (TG)6 12 112628090 112628101 CCAAGAGTGTGGATGCATGT ATGGCCAATAGCAACAAACC 265

Ad04A19068 Aradu.A04 19068 c (GAG)5gaacgt(GAA)536 112660787 112660822 ACCAGGGAGAGAAGGAGGAA CTCGTTTACACACGAAGCGT 159

Ad04A19070 Aradu.A04 19070 p3 (TAT)5 15 112670807 112670821 CTCTCCCTGCAACTTGTCGT GGGTGGATAACTTGAGTAGGTACAA 274

Ad04A19078 Aradu.A04 19078 p2 (TA)8 16 112689985 112690000 GGATAGCCCAAGTATAATTTATCCAA TTTTACAGAGATTGTTATAAAGGGGA 278

Ad04A19081 Aradu.A04 19081 p2 (TC)11 22 112695424 112695445 ACACCCTTGTTTTCATTCGG TGCAAGAAGATCAAAAAGCAAA 188

Ad04A19086 Aradu.A04 19086 p3 (ATA)5 15 112699820 112699834 TAGCTTTCTTGGGCAGCATT AGGCATGAACCACACATTGA 125

Ad04A19087 Aradu.A04 19087 p3 (ATA)5 15 112700276 112700290 TAGCTTTCTTGGGCAGCATT AGGCATGAACCACACATTGA 125

Ad04A19090 Aradu.A04 19090 p3 (AAT)10 30 112709987 112710016 TGATGTTTGAACAATCTAAGCCA AGTTTAAACCGAACCTCCCG 251

Ad04A19097 Aradu.A04 19097 p3 (TTC)5 15 112738738 112738752 GCATCGGGATTACGTTGTTT AAAAAGAACCAGCAATAGCGT 255

Ad04A19101 Aradu.A04 19101 p3 (GTA)6 18 112761980 112761997 TGGATTGGTAAATGTAAGGCAA TCTTTTTGAGGCACTACGCA 183

Ad04A19102 Aradu.A04 19102 p2 (AT)8 16 112763000 112763015 GCTCCATTTAGGAGGCATGA AAGATCATTAGCCGCGTGAG 240

Ad04A19104 Aradu.A04 19104 p3 (TAT)5 15 112772419 112772433 GGTACCATAGAAGGCACCCT CCATAAGCCAGAAATGAGGC 266

Ad04A19105 Aradu.A04 19105 p2 (TA)9 18 112772853 112772870 TTATCTGTTTCTAATATCATTGTTTGC TTTTTGGAGTTCACCTTTGATAC 213

Ad04A19116 Aradu.A04 19116 p2 (AT)6 12 112794933 112794944 CATATGGTTTTCCCCACCAC GTGGGTCGTGTGAATTGTGA 164

Ad04A19119 Aradu.A04 19119 p2 (TC)14 28 112802617 112802644 TGTCAATTCCACTGAGCTGC GATGAAGAGGTGAGGGTGGA 263

Ad04A19120 Aradu.A04 19120 p3 (CAC)6 18 112803084 112803101 GCCATTGAAGAGTTGCATGA TGGTGTTGCTTCTCTGTTGC 169

Ad04A19121 Aradu.A04 19121 p3 (TGA)6 18 112804290 112804307 TTGCGGAAGAAGAGGCTTTA GGCTGAAAAGGGATCAACAA 221

Ad04A19125 Aradu.A04 19125 p2 (TA)6 12 112816643 112816654 TGTGAAACGTTCACTCGAAA AACTCTGCGGGCTGAGACTA 123

Ad04A19130 Aradu.A04 19130 p3 (AAT)16 48 112831166 112831213 GGTTTCTTTTGAGGCCTTGAG TTTCTGCCAATTAAACAAAGAAA 262

Ad04A19131 Aradu.A04 19131 p3 (ACA)5 15 112833682 112833696 ATAATGGAAAACCAAGGCCC AGGGTTTTGATGAAGCATGG 141

Ad04A19136 Aradu.A04 19136 c (ACT)5gcagcatttttatatccactcccaccggccagtcagattcttccac(T)10caccaca(T)1088 112854675 112854762 CGAGTACGTACCACCAACCA TTTGAAAATATGTGCAAGTTTAGTTT 272

Ad04A19138 Aradu.A04 19138 p3 (TTC)5 15 112858409 112858423 ACCTCAAAACGCGCTACAAT TCGATAGAAAACGAAGCTGGA 244

Ad04A19144 Aradu.A04 19144 p3 (CAA)5 15 112868757 112868771 AGTTCCGAAAACATTGTGGC GTGAACATCGAGGGCAATCT 266

Ad04A19145 Aradu.A04 19145 p3 (CCG)5 15 112868943 112868957 AGATTGCCCTCGATGTTCAC ATGTTACATTGGAAAGCGGC 189

Ad04A19147 Aradu.A04 19147 c (A)12gacagtaaaagctcacaggtcacaactggaaaaagaaaatagtgtcatgaaagtaacataattataatt(A)1293 112876598 112876690 TCAAATTCTTACTCTCTAGCATCCG TTTGTGGCCCCTGAAAATAG 224

Ad04A19148 Aradu.A04 19148 p3 (CGG)5 15 112876987 112877001 AAACACGTTTTTCGGAATCG GGGTTCAAAAATTTCAGCGA 185

Ad04A19149 Aradu.A04 19149 p3 (TAA)5 15 112878081 112878095 AACCGGAGCTTCACATTGTT TCATGAGCACGGTACAGACA 273

Ad04A19153 Aradu.A04 19153 p2 (GA)7 14 112883538 112883551 TGAACAGCTGAATTACTATGACAAA AAGTTCTTGTCTTCCGGAGTT 271

Ad04A19154 Aradu.A04 19154 p2 (AG)17 34 112886318 112886351 TGGAGAGGAGAACGAGGAAA TATCCCCACACGCTCTCTCT 230

Ad04A19158 Aradu.A04 19158 p2 (TC)9 18 112897129 112897146 TCTTCTTTCCCCCATTTGTG GATCCGATGGTCAGTTGGTC 214

Ad04A19163 Aradu.A04 19163 p2 (AT)6 12 112911691 112911702 TCATCATCAAATAAATGTCGTGAA TGCCATGAAGGGACAATACA 253

Ad04A19164 Aradu.A04 19164 p2 (TA)6 12 112926262 112926273 TTGCCCCCACAACAATGTAT CAAACAAAAAGGCATGTTCAAA 229
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Ad04A19166 Aradu.A04 19166 p2 (AT)6 12 112927230 112927241 TCATCATCAAATAAATGTCGTGAA GCCATGAAGGGACAATAGAAA 252

Ad04A19167 Aradu.A04 19167 c (TTA)7atttaaactttagctttaaagtttaaaccaatgccttgagtcctgctttgtttttaatgcaagatttgtgttgaactatttatttcacataag(A)10124 112931098 112931221 TGGCACCAAATGGAATTGTA GCTAAAATTCTAAATCACGTACAAGC 274

Ad04A19169 Aradu.A04 19169 p3 (AAT)5 15 112933791 112933805 TTTTCCGCGTTTTACATTGA CATTGTCAAATGGGGTAGGG 100

Ad04A19171 Aradu.A04 19171 p2 (TA)8 16 112939862 112939877 GACAGAGCAATTGACAAGGAAA AGATGCCCAGAAAAATTTCAA 253

Ad04A19172 Aradu.A04 19172 p3 (TCA)5 15 112940451 112940465 GCGTGAACATGCCTCTTAAA GCAAAGGTACCCTTTTGGTG 276

Ad04A19177 Aradu.A04 19177 p3 (AAT)5 15 112958281 112958295 ACTTCATTTGCCCGTGAAAC GTCAAATGGCATAGGGATGG 221

Ad04A19179 Aradu.A04 19179 p2 (TC)7 14 112976870 112976883 AGAACAAGAAGCAGAAGCAGC AGAGTAAAGACACGCACGCA 129

Ad04A19183 Aradu.A04 19183 p2 (AT)6 12 112989242 112989253 ATTAGGCAGGCTGGTTGATG TGGATCTTATGCTTGGCTTTG 180

Ad04A19193 Aradu.A04 19193 p3 (ATA)11 33 113173763 113173795 TAGTTAATTGTGGTCGGGGC TTGAGGGGAATGTTATGAAACC 178

Ad04A19195 Aradu.A04 19195 p2 (TA)8 16 113178167 113178182 GTACGTTTTGCGCTTGTGAA TCGCGTCATAAAGCAAGATT 125

Ad04A19196 Aradu.A04 19196 p3 (AAT)6 18 113185068 113185085 AATTCCAAGCCAAACACCAC TTGAGTGGCATTTTCTGCTG 181

Ad04A19197 Aradu.A04 19197 p3 (TAT)9 27 113185520 113185546 GCAGCAGAGAGGAGTGTGTG GGCCAATTTTAAGGGCTAGG 210

Ad04A19199 Aradu.A04 19199 p2 (TG)7 14 113188815 113188828 TGCATGGACAAATTATTGGTAA CATACCCACCACTCAACACTTG 226

Ad04A19200 Aradu.A04 19200 p2 (TA)8 16 113189089 113189104 CACAAGTGTTGAGTGGTGGG CCAACATGCTGTGGCCTAGT 210

Ad04A19202 Aradu.A04 19202 p3 (CGC)8 24 113197479 113197502 ACGCGACAGAAGTGACACAC CTCCTCCATTCGTTGGTGTT 154

Ad04A19205 Aradu.A04 19205 p2 (AT)6 12 113205148 113205159 TCAGGGGAGGAAAGACAATG TCCTACCCCCTTCATACCAA 175

Ad04A19208 Aradu.A04 19208 p3 (TTA)6 18 113214704 113214721 TCACCAGCAACCACAGTTTC CGAAATGAAGAACATTTCAATCAA 279

Ad04A19213 Aradu.A04 19213 p2 (AT)12 24 113234256 113234279 AACCCAACACATATAAATAAAATAACG AAAATTCAAATATCCCGCCC 275

Ad04A19223 Aradu.A04 19223 p2 (GA)24 48 113285543 113285590 GAGAGTGAGTGGTGGCGAGT TCCCCTCTCATCCCTCTTCT 228

Ad04A19226 Aradu.A04 19226 p3 (TGC)7 21 113298260 113298280 TATGGACACAACAGGAGGCA CCTCTCCCCCTTGAAGTAGC 238

Ad04A19230 Aradu.A04 19230 c (T)15gctgaaagtttttttttaatnnnnnnnnnnnnnctgaaagtttgtatttaattattcatacttgttctttcctctgattcctattccttag(T)10116 113311298 113311413 GCAAACAAATGTGGCAAACA TGACCCAACAATGAACGAAA 261

Ad04A19232 Aradu.A04 19232 c (AAT)13ttgtacattaa(T)1161 113314461 113314521 AATCCCCGACGTTTCTCTCT CACAAATCACTCCCCAAGGT 229

Ad04A19236 Aradu.A04 19236 p3 (TTA)15 45 113325074 113325118 TTGGCAATAAGTTGGCAGAT TGTGCCAATAGTTTTGTGTTGA 238

Ad04A19237 Aradu.A04 19237 p2 (AC)7 14 113325664 113325677 TGTTGGGTTGATCCATTTCA TCTTCCATGATCAAAACTGTCAA 188

Ad04A19238 Aradu.A04 19238 p2 (TA)6 12 113325996 113326007 ATGGGCGTGGTGTATGAAAT ACACAATTGTCCAACTGCCA 210

Ad04A19240 Aradu.A04 19240 p3 (TCA)5 15 113329910 113329924 AGGGCTTGTTTGGAATGTTG CCCATGGTACCTTTGATGGA 184

Ad04A19242 Aradu.A04 19242 c (GA)10(GT)8 36 113330180 113330215 GCAAAACCCACATGGTAAAAA CCATCATGGCTAATGAAGCA 244

Ad04A19243 Aradu.A04 19243 c (T)12gaaaataggtctcaagaagatatttaacaaagatattaatttatcaaagagaatagttttctcatttaaaaacaagatattttattttatatg(A)11116 113332563 113332678 AGACACTAGCTCTTTTCATATCTTCA TGGGAATAAGGCCAAGAGAA 235

Ad04A19248 Aradu.A04 19248 p4 (AAAG)5 20 113334433 113334452 ATCGTTGTTCCAAGACTCCC TTTCGCCACTGAGTCTGATG 167

Ad04A19250 Aradu.A04 19250 c (A)12cttatgggggccccttcttaccatggcagtggcataaagggccccatcctgtgag(A)1178 113338965 113339042 CTCACAAAGTCGACGACCAA GCTTTCCCAAACTGGTTTTT 279

Ad04A19253 Aradu.A04 19253 c (CAA)5cattaactacatcaacaacaacaataataacaccaacaataaatgataaaatttaattattataaataaaaataataataaaaaca(AG)12125 113340270 113340394 CCCATTTGCACACAACACTC ACACAACGCCACCTCTCTTT 257

Ad04A19254 Aradu.A04 19254 c (TAT)6tg(TTA)9 47 113340507 113340553 AAAACCAAGCAACCAACCAG GACTGAATGACTAAAAAGACAAAATTC 188

Ad04A19255 Aradu.A04 19255 p3 (ATA)5 15 113342771 113342785 AAGCATTGGGTTGAGTTTGG CCGTCTTCCACGAACTTTTT 197

Ad04A19257 Aradu.A04 19257 p2 (TA)7 14 113349402 113349415 TTCCCTTAACAATCCCTTCTCA GTTTTACCTTCAATTTTACCTTCAA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A19259 Aradu.A04 19259 c (AG)6tgaagcaatcgaaggattccttgaagatggtcaattgatgaagaataggattctgatcgattaggactcat(AG)695 113355440 113355534 TTGTGAATTTTGAGGTGGAGAA CCACTCTCCTTGAGTGCCAT 261

Ad04A19261 Aradu.A04 19261 p2 (TA)7 14 113356636 113356649 GACCGTCATACTTACAATTTGGC TCTCTCCACCAAACACTACTTGA 201

Ad04A19262 Aradu.A04 19262 p3 (CTT)5 15 113357596 113357610 ATGAACCGATTTCTTGCTGG AGAAGCGGAAGAACATCACC 262

Ad04A19267 Aradu.A04 19267 c (T)15aga(AAAG)538 113371862 113371899 AGTTCTCTGTTCTTTCTCAATCACT AAAATGCGTTTGTTGAAGGC 261

Ad04A19270 Aradu.A04 19270 c (ACA)5ataatagcaccaacaaatgcaccaccatcatcttca(TCT)566 113374733 113374798 GAAATAGGGTGCCCAACAAA GGTGAGAAGCTCATGGGGTA 174

Ad04A19271 Aradu.A04 19271 p2 (AT)6 12 113375045 113375056 TACCCCATGAGCTTCTCACC CATACAAATACAATCATGACCAACA 278

Ad04A19272 Aradu.A04 19272 p3 (ATT)6 18 113377551 113377568 GCTGTGGGTGAAGAATGGTT CGGTAAAAGAACCGGTCAAA 236

Ad04A19281 Aradu.A04 19281 p2 (AT)13 26 113414275 113414300 AGGCTTCAATTCAATGGTGC TCACACTCGAAAACGTCAAAA 256

Ad04A19285 Aradu.A04 19285 p3 (TTA)6 18 113418682 113418699 TGCACATTTGGTGACATGTTT TGACATTCCAATTAAACTCCCA 256

Ad04A19287 Aradu.A04 19287 p2 (CT)6 12 113429615 113429626 GGGAAAAGAATCAGCCCTTC TCCATTCCACCCAAATTCAT 246

Ad04A19288 Aradu.A04 19288 c (TG)12aagattgtgattgaatttgtttatatatgcata(TC)19(TG)6107 113432327 113432433 GTTTTTCCCTCGCGTTGTTA AAACACACACACAAGACTTCTTATACA 259

Ad04A19289 Aradu.A04 19289 p3 (CAT)7 21 113433361 113433381 CTCCATGAGCATTCCATTTG AATCAAAACTGGTTGTGGGC 239

Ad04A19290 Aradu.A04 19290 p2 (AT)8 16 113438662 113438677 CAGAAAATAATTAGTGCTAGGTGTTG TGTGGCCTATGAATTACACACA 229

Ad04A19291 Aradu.A04 19291 p3 (AAT)6 18 113442728 113442745 GCAGGGCAAACATCTTCACT TCAAAATTACTAAATGTGCCAAGTTC 195

Ad04A19293 Aradu.A04 19293 p3 (TGA)5 15 113445274 113445288 TTGGTGTCTTTTGGGGGATA TCAAAATCAACCACCACCAA 182

Ad04A19297 Aradu.A04 19297 c (GTT)7ggtggtggtgctgttcatgttcttattatctatgttgttacggtggttgtcatcttccatg(T)1193 113450732 113450824 ACTGGAAAAGCCGGAAAGAT TTCTTAATTTTGATTCATACCCACC 268

Ad04A19298 Aradu.A04 19298 p3 (CTT)5 15 113460739 113460753 ACAAGTTGGGAAACTCGACG TGAAGTGAAAACACGCTTGA 252

Ad04A19300 Aradu.A04 19300 p3 (TCC)5 15 113472134 113472148 AACACACCGATCCAGAGTCC AGTCACACCGGATTTGTTCG 266

Ad04A19301 Aradu.A04 19301 p3 (TGG)5 15 113474419 113474433 CCACAGCTTCACCAAACAAA AACCAAATACACCGCCGTAG 214

Ad04A19304 Aradu.A04 19304 p2 (AG)7 14 113483902 113483915 TCCATTCCGTCACAATCTCA TTCGAAGACGAGTCCGTTCT 208

Ad04A19305 Aradu.A04 19305 c (GAA)5gaggctctgagagcga(AAG)7aaagaggagtatgaaagttaggagagaaggaaac(AGA)5101 113484021 113484121 ATAGTTTCACCCATGGCAGC GAGAAGAAGGGGAAAATGGC 254

Ad04A19317 Aradu.A04 19317 p3 (CTT)5 15 113522160 113522174 GACCTTAGTGGCTCCGATTG TGGTGTTGACAAGGTGTGGT 185

Ad04A19319 Aradu.A04 19319 p2 (TG)6 12 113522767 113522778 CCATTGATTGGTTCTGGTGA TTAGGGCCCTTAGAATGCCT 214

Ad04A19322 Aradu.A04 19322 p3 (TAT)9 27 113530883 113530909 TCGATAAATTATATTTTGAATCGGTC GGTTGGGCTCTCATACTCCA 222

Ad04A19324 Aradu.A04 19324 p2 (TA)8 16 113533764 113533779 AAATTAGTTTTTGACCGTTAGAAGAGA TCCCATCCAAGCATTACTCC 213

Ad04A19326 Aradu.A04 19326 p3 (AAC)5 15 113536464 113536478 CTCTTGTCCGGTGAAGGTGT TCATATTAAATGAATGTTTTCTGCAT 170

Ad04A19328 Aradu.A04 19328 p2 (AT)7 14 113538078 113538091 TGTTACGTATGCAATCAAAAACC GGGATCATTATTGTGCCAAA 212

Ad04A19330 Aradu.A04 19330 p2 (TA)12 24 113539897 113539920 TGACCCTAAATCTTAAAGAACAAAA CCATTAAAATTATGTCTTGGCTCA 280

Ad04A19333 Aradu.A04 19333 c (TTC)5ttgctgcacgttcttcttcctcttactcttcttcttctccttttctttcgtttctgaacgttcttcttcctcattttcc(TCT)5109 113564166 113564274 TCAAACGGTTCCTCTTCGTC CCTCCTCATCTTCTGCTGCT 266

Ad04A19334 Aradu.A04 19334 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 113565020 113565074 TTTCTCCTCCTCATCTTCTGC TGGTTTGTTCTTCGTCGTTG 274

Ad04A19335 Aradu.A04 19335 p2 (TA)9 18 113566232 113566249 CAAATTAGCATTTAATGATTTGTTGTA TCCAAAACACGTCAGGTTAGC 248

Ad04A19336 Aradu.A04 19336 p3 (ACC)5 15 113567047 113567061 AACGTTGAGGGTCAGAATCG TTTGGTGTTCTTGGTATTGGTG 187

Ad04A19337 Aradu.A04 19337 p3 (TTA)15 45 113570512 113570556 CGAGAGTGATTGATATTTGGTCA TGTTGAATTTATAACGGTCGGA 276

Ad04A19338 Aradu.A04 19338 p3 (ATT)13 39 113571085 113571123 CGAGCTCTCCCTTCAGGAAT CACAAATGGCCATAACCCTC 279
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Ad04A19342 Aradu.A04 19342 p3 (ATA)7 21 113604408 113604428 CAGGCGTGTAAGCTGCATAA TCGCATTTCTATTGATGTTCTTG 250

Ad04A19343 Aradu.A04 19343 p3 (GAC)6 18 113604929 113604946 TTTCAGGCCAAAATCTTCCT AGCCCCTTTTTGTGATTGAA 185

Ad04A19345 Aradu.A04 19345 p3 (ATT)5 15 113607796 113607810 TGCTGCTTCAACTGCAACTC AACCTTCGAGTGGAACATCG 270

Ad04A19357 Aradu.A04 19357 p4 (TTCT)5 20 113648859 113648878 GGGATGGCATAGCAAGAAAA GCCGGTTATCCATCTTCACA 235

Ad04A19358 Aradu.A04 19358 p2 (TG)6 12 113650842 113650853 GAAAATTTCAGGGCGAAAAA TTGCATCAAAGAATTGGCTG 256

Ad04A19362 Aradu.A04 19362 c (AG)7ttgcagaaatgagaattggtctattactcgtgtaaagtttggaaaagttaaggacaaagttatggtcagtatataactagt(A)10105 113655790 113655894 GGTGACCGGTGAGATGAGAG TGCCAAAAGCGTTTATGTATC 280

Ad04A19367 Aradu.A04 19367 p4 (AAGA)5 20 113668789 113668808 CGTGCAGCAGGAGTAGATCA CTTGCAGCTTCGGAAAGAGT 177

Ad04A19368 Aradu.A04 19368 p2 (AG)6 12 113668996 113669007 GAAGCTGCAAGGAGTGAACC TAATGGGAGCAAATCGGAAC 268

Ad04A19369 Aradu.A04 19369 p3 (GGA)6 18 113669196 113669213 TCCGATTTGCTCCCATTAAC TCGTCGAAATCTTCCCAATC 147

Ad04A19372 Aradu.A04 19372 p3 (ATA)5 15 113674752 113674766 CCCGTGTTTTGCAGATTTTT AAAAACCTCCACCCTACCTCA 254

Ad04A19376 Aradu.A04 19376 p3 (CCT)7 21 113681079 113681099 CAGGGAACACCGACTTTTGT GCTGAGAGGGAGTACCCACA 265

Ad04A19379 Aradu.A04 19379 p2 (AT)8 16 113696421 113696436 TGAAAACCTTTGTTTCTGAATCTTT ATGGGTCAAGGCAAGTGAAG 263

Ad04A19382 Aradu.A04 19382 p3 (AGA)5 15 113702113 113702127 TGCCAACGACGATAAACAAA AGTCCAGTTGGCAATTCAGG 256

Ad04A19384 Aradu.A04 19384 p2 (TG)6 12 113707086 113707097 GAATTGCAGTCAGCTCCTCC CCGAGGTAAAATGCCAATGT 275

Ad04A19386 Aradu.A04 19386 p2 (AT)9 18 113711324 113711341 GACGATTTTTGAATCCCCAG ATATTCGGCAAAACCATATCA 184

Ad04A19389 Aradu.A04 19389 p2 (TA)8 16 113711933 113711948 TCTCTGAGTACCCACACATGCT TGTCCATTTGAGTTGTTTATGACA 143

Ad04A19390 Aradu.A04 19390 p2 (AT)6 12 113713989 113714000 TTTTAACTTGAAGCCATGAAGC TCTCTCTTTACCACGATAAGTGTCA 239

Ad04A19407 Aradu.A04 19407 p3 (TCT)5 15 113744271 113744285 TCAACAGTCTTCACCTCCCC CGTCTTCTATGTGGGGGAAA 114

Ad04A19410 Aradu.A04 19410 p2 (AT)8 16 113753704 113753719 TGCAATATGGGTGACTGACTG CACCACTAAGGTTCATGGCA 278

Ad04A19411 Aradu.A04 19411 p3 (TTA)6 18 113754865 113754882 AAATTTAAGTCATTTACCTGTTTGTGA TTGGTACATTTCATATCACATCTGTTT 210

Ad04A19415 Aradu.A04 19415 c (GA)6(AAT)15 57 113756829 113756885 TTGTAGAAAAGAAATGTAGGGAGAGA TTCACTTCAATTAGTTAGGGAAAAA 175

Ad04A19416 Aradu.A04 19416 p2 (AT)6 12 113759030 113759041 CAACAATCCCACTCGAAACA CCACTGTTTTGTTATATGAAATTGAAA 274

Ad04A19417 Aradu.A04 19417 p3 (TTA)5 15 113762320 113762334 TTATTTGATATACATGAATTGGCTAAC CTCCGTTTTCCCTCCAAAA 276

Ad04A19421 Aradu.A04 19421 c (AT)10nnnnnnnnnnnnnnnnnn(AT)752 113769964 113770015 TGTGTCATCTTTACGTTGTTTTCA AACATATAAACCACATACACGAACAA 257

Ad04A19427 Aradu.A04 19427 p2 (AT)8 16 113792753 113792768 TCTTTATAATTTGAAGCCATAAACC CACGTTTGGTGAAAGATACGA 278

Ad04A19429 Aradu.A04 19429 p2 (AT)6 12 113804895 113804906 TGTAAATGGTACGTTGCCGA CGACAATGAGTTTCATCCAAA 248

Ad04A19434 Aradu.A04 19434 c (A)10caaacaataatttataacataaacagtagattttgaa(AT)1475 113817502 113817576 ATCCCCTGATGCTTTATCCC ATCAAGCCATCAAGGACGTG 275

Ad04A19435 Aradu.A04 19435 c (AGA)5ggaggaggcacggaaa(AAG)649 113820935 113820983 CCTCCTCATCTTCTGCTGCT TTCTTTCTCCATACCTCCTCTTTTT 239

Ad04A19437 Aradu.A04 19437 p3 (AAT)5 15 113821985 113821999 ACCTCAAATGGAGAGCAAGC CTTTGTTGGCACGTTTTGTG 255

Ad04A19439 Aradu.A04 19439 c (A)11gatgtggtacaaccgtacaagaatgaaatagaatattatttgtagatgagtacttgtatagccattaaagagcctacataaatggttggttaa(T)12116 113827210 113827325 CTCAATTAAGAGGTTGCGGG TCGTTCCAAAATCACTTCCA 238

Ad04A19446 Aradu.A04 19446 p2 (TA)6 12 113838800 113838811 CTGAATCCGTTACTGTGCGA TGGTCACCAACAATCACAAT 240

Ad04A19452 Aradu.A04 19452 p3 (TAT)5 15 113869633 113869647 AGGGGCACCATAATTGACAG AGTAGGGTTCGCCAAGTTCA 225

Ad04A19456 Aradu.A04 19456 p3 (AAG)5 15 113876948 113876962 CGGAGAAAGAGAAGGCAAGA GCTTCTTCTTGTGCACGATTT 190

Ad04A19468 Aradu.A04 19468 p3 (TAT)6 18 113896055 113896072 AGCGCAGGACGATTCTTTTA CCAGGGTTCCCATATCTACC 278
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Ad04A19469 Aradu.A04 19469 p3 (TAA)6 18 113897687 113897704 GAGGGGTAGGGTTTGTGGTT ATTTGGGAAGCGGGATTTAT 207

Ad04A19470 Aradu.A04 19470 p5 (AATTT)5 25 113897807 113897831 ATAAATCCCGCTTCCCAAAT CTTTGCCTATGGCCCCTTAT 262

Ad04A19474 Aradu.A04 19474 c (AG)6(TG)7 26 113903234 113903259 AGCTTCAGGGACGACAACAT TTCAAACGCGAACTCTTCCT 101

Ad04A19476 Aradu.A04 19476 p3 (ATG)5 15 113904682 113904696 TGCTGCAAGAGTGGGTATTG AAATGGGTGCTGTTATTGGC 245

Ad04A19477 Aradu.A04 19477 p3 (CAC)5 15 113904897 113904911 GCCAATAACAGCACCCATTT TCATCCTTTGCAACTAGGGG 190

Ad04A19478 Aradu.A04 19478 p3 (TGA)5 15 113905120 113905134 GGGCTTTCTGTGGTTCTCAA ATGGGATCTGTAGAAGCGCC 246

Ad04A19479 Aradu.A04 19479 p3 (TTG)5 15 113907878 113907892 TTCCATTTTCAACTGCTCCC GCTCACAATCTCTCCCGCTA 183

Ad04A19481 Aradu.A04 19481 c (TGA)5gtagtagtagtgtgttcttgaggggagagagagaaacccagcaagttcattgaagccat(AGA)8aaggttagattgctattcgt(GAA)7139 113908680 113908818 CATCTTGTGCAGTGGGATTG AGAGAAGGGGGAACAAAGAA 251

Ad04A19486 Aradu.A04 19486 p3 (TAA)18 54 113917562 113917615 AACATCGCTGAAAAGGCAAC CACGCCATTTTCTTCCATTT 171

Ad04A19489 Aradu.A04 19489 p3 (GAA)5 15 113921197 113921211 GGTAGAAGGTATCGGGCACA TGCTGCTTCTTCTCTTTGCTC 214

Ad04A19491 Aradu.A04 19491 p3 (GAA)6 18 113923270 113923287 AGTGAGGTAGTCCTCGCTGG GCTCTCTTCTTCGGTGTTGC 175

Ad04A19492 Aradu.A04 19492 p3 (GAA)5 15 113924968 113924982 GGCAAGGGATGGGTTAAAAT CGCTCTCTTTTTCAGTGATGC 154

Ad04A19493 Aradu.A04 19493 p3 (GAA)5 15 113926074 113926088 GCTTTGGAGGGAGGTAATCC ACGCTCTCTGCTTCAGTGCT 182

Ad04A19495 Aradu.A04 19495 c (GAA)9tgggagtgagagtgggagtgggagcac(CTT)569 113984988 113985056 CTGCAAAGTGCAAACTCAGC CTTCCTGTAGTTGGGAACCG 266

Ad04A19497 Aradu.A04 19497 p3 (CAT)8 24 113988945 113988968 AGCAGAACACAACGCAACTG ACAGTGTTCCTCGAAGGTGG 185

Ad04A19502 Aradu.A04 19502 p2 (TA)6 12 113999115 113999126 CCCACTTAGTTCATTCGCAAG TTCATATCGTTTGTAATTAGTGTGTG 102

Ad04A19504 Aradu.A04 19504 p3 (AAT)5 15 114008053 114008067 ACATTTGAGAATGGTGTGCG TTTGATCAATGATGGAATAGTTTAAT 276

Ad04A19508 Aradu.A04 19508 p3 (TAT)8 24 114022518 114022541 GGCGATTTTAGACCGTACCA TGTGGCAGTAAAGATGGTGA 270

Ad04A19509 Aradu.A04 19509 p3 (CAT)5 15 114023582 114023596 CAGATTAACTTCCGGAGCGA GTTGCGGATACGGAAAGTGT 231

Ad04A19510 Aradu.A04 19510 p3 (CAT)6 18 114025521 114025538 TGGCAAGATCGGTGACAATA TACCTGCGTCTTGTTGTTGC 115

Ad04A19518 Aradu.A04 19518 p3 (ATC)5 15 114079932 114079946 AGTGAAGCCATTTTGTTGGG AGTCGAGTCGTGAGCCAAAT 138

Ad04A19519 Aradu.A04 19519 p2 (AT)6 12 114080439 114080450 TGGCTAACTTTTGCCTAAATTACT AGCTCGTGAGTTGACTCGAT 280

Ad04A19524 Aradu.A04 19524 p2 (AT)10 20 114097409 114097428 CAAGGGGAGTTCTTTGGTGA TTCTTTTGTTTCCTTCAATTCATTT 214

Ad04A19525 Aradu.A04 19525 p3 (AAT)5 15 114101058 114101072 CATGTAATATATAGGTGAAAGGTTTGG CAATTATCCACTTTGGGCTATAA 227

Ad04A19531 Aradu.A04 19531 p2 (CT)12 24 114115324 114115347 TGTGAATGCCCTTTCGGTAT TTGATGTCGCCACAGCTTTA 253

Ad04A19533 Aradu.A04 19533 p4 (ATTA)7 28 114116753 114116780 CAATCCAACAGCAATGCAAC AAAGACTGGTACCGGCACTG 280

Ad04A19534 Aradu.A04 19534 p2 (GA)6 12 114123702 114123713 CGAAGGACAAGGATGGTGAT ACTTGGTTCGTGAAAATCCG 212

Ad04A19535 Aradu.A04 19535 c (TG)8gacgcaacacgcaat(TTA)546 114127565 114127610 ATTTGTGGAAAGGGAAGGAA GGCTACTATGATTGATTTCATTTTG 137

Ad04A19542 Aradu.A04 19542 p2 (AT)9 18 114153616 114153633 GGGGATAATATGGGCAACAA TAGAGACCCGCTAAATCCCC 273

Ad04A19545 Aradu.A04 19545 p3 (TCT)5 15 114159940 114159954 TCTCCCTTCCAAATGAAGGAT GGAAGAACCACAACGAGGAA 279

Ad04A19546 Aradu.A04 19546 p2 (TA)8 16 114161542 114161557 TCTTGGATTGTCATAAAACTTACCA TTTCAATCAGAATTAAACTCCTAAAA 268

Ad04A19547 Aradu.A04 19547 p3 (GAA)8 24 114169512 114169535 TTGAAGTTCGTTGGAGGAGC TCTCTAACCACCCAAAACGC 161

Ad04A19549 Aradu.A04 19549 p3 (TTA)5 15 114181386 114181400 TTGATATACGTGAATGGGTAACAAA CATTTTCCCTCCAAAACGAA 272

Ad04A19552 Aradu.A04 19552 p2 (AG)6 12 114194118 114194129 CAGCCAAAAGACAAGAAGGAA GGATTAGGACCATTGTATTAGACCA 280
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Ad04A19554 Aradu.A04 19554 c (A)10tgtttcttatatcac(A)1035 114197618 114197652 GCGGTGTATGAACACGTTTG GGTTGAGTTGATGCGGTCTT 201

Ad04A19556 Aradu.A04 19556 p3 (AAT)5 15 114199166 114199180 ACCAAACACATCCGAAGAGG CATCTTTGAACACGGGGTTT 242

Ad04A19563 Aradu.A04 19563 p2 (AT)6 12 114228737 114228748 TTTTTCTCTTTTGTTTGTGTTATCTT GGCTTTGTCCATTTCTGGTT 275

Ad04A19565 Aradu.A04 19565 p2 (TA)6 12 114229101 114229112 CACAATGTGATGGGGAAAAA TACCCACCAGAGACTTGGCT 167

Ad04A19574 Aradu.A04 19574 p2 (TA)12 24 114254675 114254698 TCATTTGTCTTTTATTTATGGCCT GACTTTGGGCAAAGCAAGTT 274

Ad04A19577 Aradu.A04 19577 p2 (TA)8 16 114270706 114270721 ACCAAGGGTTACACATGTTTTT TTTTGCGTCTATAATATGTCACCA 280

Ad04A19579 Aradu.A04 19579 p3 (AAT)18 54 114294813 114294866 TCTGTTGTCTCCTCACACCG TTTTCGATGTTCTTGTTATGGTT 176

Ad04A19580 Aradu.A04 19580 p3 (TAA)8 24 114295572 114295595 ATGACTAGCAGGCACGGTTT TTAAATTGAGTTTGTTTTCTTGTACC 215

Ad04A19581 Aradu.A04 19581 p2 (CT)7 14 114296954 114296967 TTTTCATAAACTGCGGACCC TTGGCCTGATAGTGATGCTG 276

Ad04A19584 Aradu.A04 19584 p3 (ATC)5 15 114310830 114310844 ACAATGCTAATGGGGTGGTC TGCCATGTTCTCTTTTGCTTT 262

Ad04A19585 Aradu.A04 19585 p2 (AC)6 12 114313096 114313107 GGCATGAAATTCACAAGGAAG TGTTGCATGGCGAGTATGTT 158

Ad04A19586 Aradu.A04 19586 p2 (AT)7 14 114313393 114313406 GATGCTAGCTCAGGGACTGC TTGAATCATATGGTGGGGCT 240

Ad04A19588 Aradu.A04 19588 p3 (AAT)6 18 114323583 114323600 AGTCGCAGGTCAAAGGAAAA GGAGATAAGTGTGTATGTCCAACAA 279

Ad04A19592 Aradu.A04 19592 p2 (AT)6 12 114329597 114329608 TGTAAGTCATTTTCATCCCTCAAA TTTTGAGCATATAACTTTGTTTAGGTT 236

Ad04A19593 Aradu.A04 19593 p3 (ATT)14 42 114329853 114329894 TCAAAATTCAAGAAAATCCACAAA TGCACGTATTACACTTAAGAAGCA 148

Ad04A19596 Aradu.A04 19596 p2 (AT)7 14 114332348 114332361 AAAATTATTGTATGCTTGTTTGCTT AAAAATTCATACACCAAATCCAAAA 205

Ad04A19600 Aradu.A04 19600 p2 (TA)6 12 114339881 114339892 AACGCTAAGAAAGGATAAAAGAAA CAAATCGTGCAATATTTTGAGATAA 278

Ad04A19605 Aradu.A04 19605 p2 (GA)11 22 114348609 114348630 TTGAGAAGGATCCAAAACGG TTTGCACGTGGAGTGTTTGT 246

Ad04A19616 Aradu.A04 19616 c (T)10catcatcatcatcgtcatcttcatcttcatcttcttc(T)1057 114399198 114399254 TCCTCCTCATCTTTTGCTGC TCCTCTTCCAAGTAAATTTTTAGCA 214

Ad04A19618 Aradu.A04 19618 p3 (AAG)5 15 114399693 114399707 TCCATCTTTTCCTTTTTGTTTGA CATCTTTCAAATAATTTTGGAGCA 123

Ad04A19619 Aradu.A04 19619 p3 (CAT)5 15 114399979 114399993 TCAAAACTCTTCATCTTCTTCTTCC TGAATGTAGGTTCATCATCTTTCAA 239

Ad04A19622 Aradu.A04 19622 p2 (AT)6 12 114412493 114412504 CCCTACCCTACCCTACCCAC CCTACCTTACCTGCGAATTGA 252

Ad04A19626 Aradu.A04 19626 c (T)10atccagggaatg(GAA)640 114428313 114428352 TTGGATTTCTCGACATCTGG ATCTGGTCGGCCATTAAAGA 271

Ad04A19628 Aradu.A04 19628 c (T)13aatgtaaaataacattctaaaagtctttttattttaa(ATT)874 114431107 114431180 TGCATGGTAGTGACCTGTGA AAGAATGAAAAACTATTATTCAACCAA 242

Ad04A19630 Aradu.A04 19630 c (A)10tttaaaaaaagattttaataaattaaaaataataatgcaaataacaatcaaatagtgaaacagaaaaattttgctaatattaaaattttc(A)10110 114432041 114432150 AAGAGAAATCGCAGTCCAAAA TCATTGATTCTTTGATTAGCAGC 268

Ad04A19631 Aradu.A04 19631 p3 (ATA)12 36 114432280 114432315 GCTGCTAATCAAAGAATCAATGAG AACATTCGCTTAACACGTAAAAT 176

Ad04A19636 Aradu.A04 19636 p2 (TG)6 12 114445688 114445699 TTTTTACGGGTGGAGACCTG TGAGCGACAGAATGACGAAC 212

Ad04A19641 Aradu.A04 19641 p2 (TA)7 14 114472487 114472500 ATGTGGGAAAGGCATACGTC GCCAAACATGCACGATCTTA 268

Ad04A19643 Aradu.A04 19643 p3 (GGA)6 18 114478930 114478947 CGGGAAGAATCAAATAGGAACA CTGCCACTTGCGTCTCATTA 240

Ad04A19644 Aradu.A04 19644 p2 (AT)8 16 114480389 114480404 TGGTACGAGTAATGTGCAAACA TGCTAAAACCAAATTGGCTCA 265

Ad04A19645 Aradu.A04 19645 c (TG)6aaacatgggtataatgcctaggattgggggctgtccaatccattgact(A)1171 114480880 114480950 CGGATTCAAATCCCAGCTAA CCGAAAGGTGTTCTATTCTTGTG 247

Ad04A19646 Aradu.A04 19646 p2 (TA)7 14 114481142 114481155 GCTGTCCAATCCATTGACTAAA TGAACACGTATTATAGCAAACAATTA 275

Ad04A19648 Aradu.A04 19648 p4 (TATT)5 20 114485004 114485023 ATGCGTTGGGAGTTTAGTGC TCATTTCAAGGCCTATTTCCC 115

Ad04A19649 Aradu.A04 19649 p5 (CAAAC)5 25 114488719 114488743 CGAAACCATCCTTACCGAGA GCCTTTGGTGTAGGCTCTGA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A19651 Aradu.A04 19651 p3 (AGA)6 18 114508592 114508609 CTAGAGGATTCTCCGGCCTT ACATCCACTACCCCCTCTCC 251

Ad04A19654 Aradu.A04 19654 p2 (CT)7 14 114532781 114532794 TCAACCCCTGATATTCCTGC AGGCCTACAATGGTATTGCG 245

Ad04A19659 Aradu.A04 19659 p3 (TAA)5 15 114546472 114546486 GAGACTGGTGCTCAAGGAGG TCTGTTCCACAAGTCAATCCA 164

Ad04A19660 Aradu.A04 19660 p3 (ATT)5 15 114546667 114546681 TGGATTGACTTGTGGAACAGA GATAAGGAGTTTGTTGCGCC 270

Ad04A19661 Aradu.A04 19661 p2 (AT)6 12 114549040 114549051 TTCTTTTATTTTTCTATCGTAGGGTT TGAATCAAATCTTGAACTGATCTAAA 156

Ad04A19663 Aradu.A04 19663 p3 (CAT)5 15 114550592 114550606 TAATCAAAGCCACCAATCCC CATTGGGAGGCAAATCAACT 185

Ad04A19665 Aradu.A04 19665 p2 (AG)6 12 114559232 114559243 CTTGCCATTTCTCTCCTTCG CTGCTGTTGGGTAAGGGGTA 234

Ad04A19666 Aradu.A04 19666 p2 (GA)6 12 114559896 114559907 GGGAGAGAGACAGAACACGC TGGACGATCCCTCCTACTTG 232

Ad04A19667 Aradu.A04 19667 p3 (TTA)7 21 114562667 114562687 TTGACTTTTGTTTTGCAGACATTT GGGATGCTTCCATAAAGACG 227

Ad04A19668 Aradu.A04 19668 p2 (AT)8 16 114563520 114563535 GGCAGATCTACTGGTGACTGG GAAACTCACCGAAACAAACCA 152

Ad04A19671 Aradu.A04 19671 p2 (TC)6 12 114564958 114564969 TGTTCATCTTAACACCAGAAACAA TTCCAACTCAAGTGGAACCC 274

Ad04A19677 Aradu.A04 19677 c (T)10aataagtttcaggtaaaagagaaaaaagaaaaaag(A)1156 114578991 114579046 ACGCATCAACAACGTCAAAA TCACCTATCGGTTGGAGTCTG 236

Ad04A19678 Aradu.A04 19678 p3 (AAT)5 15 114580415 114580429 TCATGAACAAAACCACATCCA TCGTCATCGTCATCATCGTT 151

Ad04A19679 Aradu.A04 19679 p3 (AAG)5 15 114580637 114580651 AACGATGATGACGATGACGA CCACGCATATTCTCTTCCTCC 235

Ad04A19681 Aradu.A04 19681 p2 (AT)6 12 114589928 114589939 TATCTGCGGAGATTTACCCG ACTAATTTGGGGTTGAGGGC 219

Ad04A19684 Aradu.A04 19684 p4 (TTAA)5 20 114605740 114605759 TAAAAGGGAGCAGACGCAAG GTGGGCCTGCAATCTAGAAA 279

Ad04A19685 Aradu.A04 19685 p2 (TA)6 12 114606661 114606672 TCATCTACCATAGATAACCCTGTTGA TGGCATAAATTTCACCTAATGG 232

Ad04A19689 Aradu.A04 19689 p2 (AG)8 16 114617545 114617560 AAAAATTGTACCCTAAACACGAGA ATTCGAATCTCACCATTATTATAACTT 280

Ad04A19690 Aradu.A04 19690 p3 (AAT)6 18 114618656 114618673 TCAAACACTCAGGCGTTCAG CCGCCTCAAACGAATAAAAA 249

Ad04A19692 Aradu.A04 19692 p2 (AT)6 12 114639787 114639798 GACCTGAAGAGGTCAGTCGC TTTCTCATTGCATATTTGAACCA 260

Ad04A19697 Aradu.A04 19697 p2 (AT)6 12 114652629 114652640 CAACACGGGTGAGGAAGATT GATAAGAGGAGCGGAGGCTT 143

Ad04A19700 Aradu.A04 19700 p2 (TA)7 14 114670303 114670316 GGCCACACATGTTTGATTTG CGACCCATTCAAGATTCGAG 280

Ad04A19702 Aradu.A04 19702 p5 (TTATC)5 25 114700705 114700729 CCTGGGTGCTCCAGTGTATT CCAATAAAGGGCCCAAAAAT 191

Ad04A19703 Aradu.A04 19703 c (A)10gaacacacaaat(A)1032 114707215 114707246 GGGAATCAAGTGCATTCTAACC GGAAGAAGACCCAATTTGTGC 200

Ad04A19707 Aradu.A04 19707 c (TGA)6taatgatgatgataatgtggtggtggtgggttctggtgttagtggtggttttgttctggtggtttaggtgctgttcttc(TGA)7ccatgatgataat(GTG)5146 114711757 114711902 TGATTTGTTTGTGAAATTTTTGG GTGTTTTCTCCCACCACCAC 257

Ad04A19708 Aradu.A04 19708 p2 (GA)6 12 114712097 114712108 GTGGTGGTGGGAGAAAACAC TTTTGCTCAAAAATGGTCCC 263

Ad04A19710 Aradu.A04 19710 p2 (TA)6 12 114730849 114730860 TGCCACTACCCCTACCTTTG TCCATTTAAACCCCCACTCA 277

Ad04A19715 Aradu.A04 19715 p4 (GAAA)11 44 114747272 114747315 TCCCCAAAACACAACCCTAA CGAGCTCCTCCTTCCTTTCT 209

Ad04A19721 Aradu.A04 19721 p3 (TTC)5 15 114764352 114764366 TCCTCTCACTCCCACACTCA TTTGGGTTGCAGTGGTGTTA 229

Ad04A19722 Aradu.A04 19722 c (ACC)7acaaccacaactacaccaaatgattcaccgtttttcccaaactacccttcaca(ACC)589 114764544 114764632 TAACACCACTGCAACCCAAA AAGGAAGCAAAGCCTGTGAA 189

Ad04A19723 Aradu.A04 19723 p3 (GAA)5 15 114765489 114765503 TGTGCAACACCAGAGAGAGG CTTGGTGATGCAGCTTCGTA 203

Ad04A19731 Aradu.A04 19731 p2 (AT)8 16 114781218 114781233 GCATGCGTTGGTGAACTTTT CATGTGAGTTCAAGATATTAGGTTTTT 224

Ad04A19736 Aradu.A04 19736 c (T)12gagttcttcaaccccttccttgtt(A)1147 114787728 114787774 TGATCTTTCCTTTGGCCTTC AACAATTTGCAAAAGCACCC 268

Ad04A19738 Aradu.A04 19738 p2 (AC)6 12 114807448 114807459 TGAAATTTCTTGGGCTTTGG TATGTGACCTTGTGCTGGGA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A19740 Aradu.A04 19740 c (T)11atgaatagagggattaaagatatacattttaaattaaaaagtatcgtatttgaaattaatagtctaaaaaattattattatcaacctaatat(A)11114 114822514 114822627 ATCTAATATCCCAAAAATCAAAAGAT AAACCCAAAAGCACGTGAAC 279

Ad04A19742 Aradu.A04 19742 c (T)10atattagagtacaagtgtgatttattgattttgtttgggtgttaagattgc(A)1172 114829176 114829247 TGAAGCTTTGTTTGGTTTGAGA TCCCTCGATAAATCCGACTG 188

Ad04A19744 Aradu.A04 19744 p2 (CT)8 16 114844757 114844772 TTCGAATCCGCAGATCTTTT AGGTACTTCTGAGAGTATGAGAAAATG 116

Ad04A19745 Aradu.A04 19745 p2 (AT)6 12 114845218 114845229 TGTATCACCGTTAAATTGTAATGAA TGGTGATCTACACGAGGAGTTT 235

Ad04A19749 Aradu.A04 19749 p3 (AAT)5 15 114856794 114856808 TTCACGTTTTTAATCGAGATCAT TTTAATTTCTCCCGTGCCTG 215

Ad04A19750 Aradu.A04 19750 p2 (TA)6 12 114859229 114859240 TTACGTGTTAGCGTGTTTAGTCTT GACACGGACAGTTATAGAACACG 268

Ad04A19752 Aradu.A04 19752 p2 (TC)8 16 114866269 114866284 CCTCCCGCACCTATGAATTA AGGAAGAACAGTGGGGACCT 204

Ad04A19755 Aradu.A04 19755 p4 (TTAA)6 24 114868653 114868676 GTTTCATCATTAATGTTTGATTCATTT TCTGAAATTTGTTTGAAGACTTGAT 272

Ad04A19756 Aradu.A04 19756 p2 (AT)9 18 114874334 114874351 GGGGAGGCGGTGTTATATTT TTCTTGCAGACAACTTGGTCA 241

Ad04A19761 Aradu.A04 19761 p3 (TTA)6 18 114882124 114882141 AAACTTTATCGACTACACGCGA CGTGTTGTCAATGCTTTCAA 270

Ad04A19765 Aradu.A04 19765 c (T)10atttgtgtgttc(T)1032 114890078 114890109 GGAAGAAGACCCAATTTGTGC AAGGAAATCAAGTGCATTCTAACC 202

Ad04A19766 Aradu.A04 19766 p2 (AT)7 14 114902093 114902106 TGAGCGTCGGAGTTCTTTTT GGTTCCAAATTATGAGTAGATCGG 244

Ad04A19768 Aradu.A04 19768 p2 (AT)12 24 114910744 114910767 GCCTTGACCTGGGAATGATA CATTGTCTACCTAACAAAACGCA 212

Ad04A19774 Aradu.A04 19774 p3 (TAT)9 27 114934565 114934591 CAGTTTCTCTCTATGTTAGTTTCAGCA CTCTCATCCTGCCGCTACTC 226

Ad04A19777 Aradu.A04 19777 p2 (AT)8 16 114944366 114944381 ATCCGGTTATTATTTCGGGC TTGATGCTTCTTTGATCAATTTTT 189

Ad04A19795 Aradu.A04 19795 p2 (GA)9 18 114983357 114983374 TGCGAATAGAAAAACAAAGGG GGTTTCCTAAATAATGATCCAACCT 273

Ad04A19796 Aradu.A04 19796 p2 (TA)7 14 114985227 114985240 TGACTTCTAAGGCGAGGACC CCTACAGAGATTGTAACGCTCG 277

Ad04A19802 Aradu.A04 19802 p3 (TAT)12 36 114995520 114995555 AAGGTTGGATTGATTGATTGAA TGTAAATGGGAGATTGTTGAGAA 137

Ad04A19805 Aradu.A04 19805 p2 (AT)7 14 114998563 114998576 CCCCAGAAATGGTTACATGC GGTTCCTTCCCACAAATCAA 126

Ad04A19807 Aradu.A04 19807 c (GAAA)6gaagaaagaacacaagtgggtttgatcttcc(T)1166 115001840 115001905 TATGGATGATCTGGGGGAAA TGAGAAGGTAGAGAGTTGAAAGGAA 205

Ad04A19808 Aradu.A04 19808 p2 (AG)9 18 115002918 115002935 TCAATGCCAATTGCATATCTTT CGTGTCATCATCTCACACCC 137

Ad04A19809 Aradu.A04 19809 p3 (ATA)16 48 115003794 115003841 TCGGCGTTAAAAACTAAAATTCA TTCAAATACCAACTTTCATTCACA 217

Ad04A19814 Aradu.A04 19814 p2 (TC)8 16 115025421 115025436 TGTAGGCAGCTCGATGATGA TCCACGAGCCTTTTTCTTCT 278

Ad04A19821 Aradu.A04 19821 p2 (AT)9 18 115047361 115047378 TTCGCTCCCAAACAAAATTC GAAAACTGGTCTTGCTTGCC 275

Ad04A19822 Aradu.A04 19822 p3 (AAG)5 15 115048397 115048411 AAAAATAGATTGGTGTCAAGCATTC ATGGTTGGTGGTGGAGAGAG 150

Ad04A19823 Aradu.A04 19823 p3 (TTG)5 15 115049658 115049672 GCATTGAGAAAATGCATGAAAA GTGCCCATCTCCAAAAAGAA 202

Ad04A19824 Aradu.A04 19824 p2 (TA)6 12 115050653 115050664 TGCCTTTTCAGAGTAAAAAGAATG TTCATTGGAGTAGCCACCTTG 149

Ad04A19825 Aradu.A04 19825 p2 (TA)8 16 115051551 115051566 AGGCCAATTCTCCGTTAGGT GCATTTTGGCCAAGAAAAGT 154

Ad04A19826 Aradu.A04 19826 p3 (AAT)12 36 115056023 115056058 TTCCACGTGTAGGTCAAGCA TAAACGTGAATTCCTTGGGG 266

Ad04A19827 Aradu.A04 19827 p2 (AG)13 26 115060219 115060244 GGCACAAGGTTCATGGAAAT TAAACACACACGGCAGCATT 162

Ad04A19832 Aradu.A04 19832 p3 (TTG)5 15 115072000 115072014 CGAACTGAAACACCAATTGAAA CCTGAATTTCAACCTCTGCC 272

Ad04A19839 Aradu.A04 19839 p2 (AT)10 20 115082953 115082972 TTGCAATTTCTTGATTATGGTGTT CCCGCCCCTGTTTTACTTAT 257

Ad04A19840 Aradu.A04 19840 c (TTC)5tgtgcctcttcttcttctctttcgtaatttttctttctcgttatcattgtcatcagtaccacctcttcctcttcctcctccttc(T)11110 115083251 115083360 TTCACGTGCTTTCACGTTTT CGTCAACAACGAAATAACTGATG 233

Ad04A19842 Aradu.A04 19842 p3 (AGG)5 15 115094742 115094756 GAAGAAGCCGAGGAGGAAAT TGGCGAAGAAGAGTTCCAGT 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A19844 Aradu.A04 19844 p3 (TTA)14 42 115112724 115112765 AACTCATTGGTGTCGTACTTAACA TTCAAAAATATCATTTCCTCCTTTG 271

Ad04A19852 Aradu.A04 19852 p3 (TTC)5 15 115130100 115130114 AAACAAGCTCCACCATCACC TGTGGTTTTCAGTCCCAACA 252

Ad04A19854 Aradu.A04 19854 p3 (ATC)5 15 115133125 115133139 TCACGATCACTTCCACCAAA CGGCAGAGCACAAGTTACAG 130

Ad04A19855 Aradu.A04 19855 p3 (TTC)5 15 115136850 115136864 ATCGAGCTTCTCATCCGAAA TGCCTCAACGAACAGTGAAG 188

Ad04A19858 Aradu.A04 19858 p2 (AG)13 26 115145204 115145229 CCAAATGAAACTTAGGGCCA CTCGGCGTCTCTCTCTGTTC 154

Ad04A19862 Aradu.A04 19862 p2 (CT)7 14 115157795 115157808 GCACCTCAGTTATTGCCGTT TCTGGTTTGTTCCACCCTTC 135

Ad04A19867 Aradu.A04 19867 p2 (AT)10 20 115165809 115165828 GGGCAGAAAATCTTGAAGTGA TGATCATACTCCCCTTTCGC 237

Ad04A19868 Aradu.A04 19868 p2 (AG)6 12 115167640 115167651 GAAAAGCTTCTTCCATAAGCCA TTGGTCCCCATGTTTTGATT 253

Ad04A19870 Aradu.A04 19870 p2 (AG)6 12 115176759 115176770 CCAAGCCCGAACTAATTTCA ATGCATGCAAGATGAGATGG 256

Ad04A19878 Aradu.A04 19878 c (TTC)5ttgctgcatgttt(TTC)543 115193166 115193208 CCGTGTGCAGCCCTATTTAT GAGGAAGAAGAACGTGCAGC 128

Ad04A19886 Aradu.A04 19886 p3 (GAA)5 15 115205810 115205824 GAAGAAAACCATAACCGGCA TCCTCCTTGCATATCCCACT 277

Ad04A19889 Aradu.A04 19889 p3 (ATT)7 21 115208849 115208869 AAGGTTGCTGCTGCTGTTTT CATGTGCTGGTGATGCTTCT 276

Ad04A19890 Aradu.A04 19890 p3 (CAT)6 18 115214882 115214899 ATACCCTGCGAAATCCTCCT TCCGTTTCTTGCTCCATTTC 279

Ad04A19892 Aradu.A04 19892 p3 (TTA)6 18 115218626 115218643 TTGGTGAATGGTGATTAAAAAGG TGCAAGCGTTTTAGTGAAGC 194

Ad04A19897 Aradu.A04 19897 p3 (TCT)5 15 115242755 115242769 CACAATTTCACTGCACCGTC CCTCCTCATCTTCTGCTGCT 224

Ad04A19898 Aradu.A04 19898 p3 (GAA)5 15 115242887 115242901 CACAATTTCACTGCACCGTC TCCTCCTCATCTTCTGCTGC 225

Ad04A19901 Aradu.A04 19901 c (A)13gaaatcaattgataagcctcaatgataatcatcaaaataagataccattatatgataattccg(T)1187 115263245 115263331 AACAAGATGGCAGTTGAGCC TGGTAATCCCATGACTAAATAGAGAA 272

Ad04A19903 Aradu.A04 19903 p3 (TAA)6 18 115268599 115268616 GACCATGAGAATGTGCTCCC TTTCTGAATGCTGCACAAGC 171

Ad04A19907 Aradu.A04 19907 p3 (AAT)13 39 115292717 115292755 AAAAGTGTAGAAACCAACCGTG TTTTCCATTGTGCTCTCATCC 253

Ad04A19911 Aradu.A04 19911 p3 (ATT)6 18 115309728 115309745 ATCATAATAGTTGTACGCCAAAAA TCATTGTGATATGGATAATAAGGTGAA 273

Ad04A19913 Aradu.A04 19913 p2 (TA)10 20 115311610 115311629 CAAATTCCACTTTTAATCACCCA GTGCATTGCATGCTCATTGT 276

Ad04A19915 Aradu.A04 19915 p4 (GTAT)5 20 115317699 115317718 CGAGCTCCAGTTATGGCTTC CCCACGACGAGGATCTTCTA 235

Ad04A19918 Aradu.A04 19918 p3 (TTA)17 51 115320542 115320592 AAGGAAAGGCGAACATCTGA CCGATAGTGGCATGAGTGAA 267

Ad04A19920 Aradu.A04 19920 p3 (CTC)5 15 115329489 115329503 CCAGAACAGTGAATCTGCGA TGCCAACATGGAAAACTTCA 274

Ad04A19922 Aradu.A04 19922 p2 (TA)7 14 115330931 115330944 GGTGTGCCTTGGGTCTTTTA TGTAACTCATGGTGCGAGGA 210

Ad04A19927 Aradu.A04 19927 p2 (AG)7 14 115338620 115338633 TGGCAAGCACCCTAAAAATC TTGGTCACTCGGTGTCTCTG 261

Ad04A19931 Aradu.A04 19931 p4 (AAAT)6 24 115340420 115340443 TTCTTGCATGAAAAGCATGG TGTTGGTTACCTTTGGTTTCTTT 207

Ad04A19941 Aradu.A04 19941 p2 (AT)11 22 115369510 115369531 TCCCATCTGTAAACACCCCT CAAAAATCAATAACAAGATTAGGGA 264

Ad04A19942 Aradu.A04 19942 c* (TTAT)8(TTA)5* 43 115369710 115369752 AATTATTTGGTGACATACTTTCTTTTT TTAGGTCTTCGGCAACCAAC 264

Ad04A19945 Aradu.A04 19945 p3 (AAT)15 45 115372780 115372824 CAAGAAACTTGACAATCAACATCA TCCTCGTGTTTGAAACTTGTTC 203

Ad04A19947 Aradu.A04 19947 p2 (TA)7 14 115378070 115378083 ATTTTGACCAGCTCACCTGC TCCAATGGCTCACCTTTCTC 280

Ad04A19955 Aradu.A04 19955 p3 (TTC)5 15 115407768 115407782 TGCAAGTCCTCAATGGTCAA CAGCTTGGGAGGATCTTGAG 136

Ad04A19956 Aradu.A04 19956 p2 (TA)7 14 115410754 115410767 ACACGTAGCAGAATCCTACCTT CTCACTTGAAGCAGCAGCAG 216

Ad04A19959 Aradu.A04 19959 c (A)10gcatacatgaggtatatataatacaagctaaggaccttcacagctgcctacacaccatttaagagggggaaaaaaccgaaaaagt(A)13108 115438167 115438274 ATGGATGGAGACACACGATG CTGCGTTGGAACACATCATT 268
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Ad04A19961 Aradu.A04 19961 p3 (TTA)15 45 115448617 115448661 CCGTCAAAAATCAAATCATCA TGGCAATAATTTGGCCTGTT 219

Ad04A19964 Aradu.A04 19964 p2 (AT)7 14 115463495 115463508 AAGGATGATGTTCTCACCCG CAAGTCTCGACCTGCGAAGT 275

Ad04A19968 Aradu.A04 19968 p2 (AG)7 14 115491236 115491249 CCTGGATCCAAAGTTACTCTCAA ATGCATCCATTCTGGGAGAG 131

Ad04A19970 Aradu.A04 19970 c (T)11gagttcttaccacccacgatcttaccttaactatgaaagattttattctccaaactagacactttatctttttttttcta(T)11102 115503151 115503252 TGAAGTTTCAGATGGAAGCCT TCAATGCATTAACACATGATAAAA 257

Ad04A19972 Aradu.A04 19972 c (T)10g(T)11 22 115503952 115503973 ATGGACCCAACCTTGGTTTA TATACCCGCGTAATGTGCAA 220

Ad04A19975 Aradu.A04 19975 p5 (TTTAT)6 30 115513919 115513948 CCACTACCACCTCCTGCATT GTGGTGCAAAGACAGCAGAA 214

Ad04A19976 Aradu.A04 19976 p3 (GTT)5 15 115516342 115516356 ACTAAGCTCACCGAAAGCCA TCCCTACCTCAGAGTCGCAT 208

Ad04A19978 Aradu.A04 19978 p2 (CT)6 12 115530580 115530591 AACCGGCTCCTTCTCTCTCT CGTCATCCTTGAGTTCACGA 235

Ad04A19979 Aradu.A04 19979 p2 (TC)6 12 115530755 115530766 CGGCTCCTTCTCTCTCTTCA CGTCATCCTTGAGTTCACGA 232

Ad04A19984 Aradu.A04 19984 p4 (TAGA)11 44 115544988 115545031 TTGATGTGGCATCATTAGCAA TGCCAATTCAGCTTTCACTTT 262

Ad04A19990 Aradu.A04 19990 p2 (TC)16 32 115564571 115564602 GCAGTTCTGTTGCTCGATGA GTCGTTGTCATCCAGGGAGT 277

Ad04A19991 Aradu.A04 19991 c (T)10c(T)10 21 115575130 115575150 TGTGCCTCTGTAGAGTTAATCCAA TTTATACCCGCGTAACGTGC 228

Ad04A19994 Aradu.A04 19994 c (AAG)5gtgcagtgaaaacgtgcagtaacggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)592 115586507 115586598 GAAAGAGAAGGCAAGAAACGAA ACTGCACGTTTTCACTGCAC 227

Ad04A19999 Aradu.A04 19999 p3 (TAA)5 15 115598060 115598074 CACTAACCATACGTAGTGATGTCTTTT TCATAGCATTTTTGCCGGAT 275

Ad04A20000 Aradu.A04 20000 p2 (AT)7 14 115611748 115611761 CGAAAAATCAAGAATTCGATCC TGCTTCGTTTATTGGATGGT 254

Ad04A20001 Aradu.A04 20001 c (A)11tgagtgttg(T)1030 115612346 115612375 GTCGTCGAAACTCGTGGATT CATACAGCAGCAAGTTGAGAATTT 255

Ad04A20004 Aradu.A04 20004 p2 (TA)7 14 115624249 115624262 GACTCGGTTCGCGAAGATAA TGGGTTTCTTTTGTGTTTTCC 211

Ad04A20005 Aradu.A04 20005 p2 (TA)6 12 115624381 115624392 GGAAAACACAAAAGAAACCCA ACCATGCTGAAAACCTCTGG 264

Ad04A20010 Aradu.A04 20010 p2 (TA)7 14 115669653 115669666 TTTCAATTCTCGCCTTTGTG TTTCGTCAGTGACTCCAACG 199

Ad04A20012 Aradu.A04 20012 p3 (CAT)6 18 115675807 115675824 TAGTGACGGTCGCAAAATCA TTCGTCAGGTGGCAATGTTA 222

Ad04A20019 Aradu.A04 20019 p3 (TCT)5 15 115696658 115696672 AGCGCTACACTCAAAACGGT ACACCCAAAATTCGTTGCAT 203

Ad04A20020 Aradu.A04 20020 p3 (AAG)9 27 115697280 115697306 CGATGAAGAAGAACGTGCAG TCAAAACACGCTTTCAACCA 178

Ad04A20022 Aradu.A04 20022 p2 (AT)7 14 115698393 115698406 AACAAGTCCTGGCTCCATTG TGCACACGCACACTTTAATTC 259

Ad04A20024 Aradu.A04 20024 p2 (GA)7 14 115701564 115701577 TTTTGGATTCAGGCCAAACT TTCTTAAGCCCTAGTACTCCTCG 269

Ad04A20025 Aradu.A04 20025 p2 (AG)6 12 115710468 115710479 TCCACCTTTGAAGCCAAAAC AAGAGGCAGAGATTGGAGCA 244

Ad04A20026 Aradu.A04 20026 p2 (TG)8 16 115713782 115713797 ATTACTTTGCGCCTCATTGG GCACACAGCACCAAGAAAGA 148

Ad04A20027 Aradu.A04 20027 p2 (TG)8 16 115716375 115716390 TGGATGGCTTCATCCTTCTC GTACACCAGCATGCCTCAGA 259

Ad04A20028 Aradu.A04 20028 p2 (TG)11 22 115717820 115717841 TTTGCGTCTTGCTTCATTTG GGCCCAGCATTCTGAAGTAG 206

Ad04A20034 Aradu.A04 20034 p2 (TA)6 12 115762222 115762233 TGCATAATTCAAGGGACGAA TCGAAGCCATGTCTATGGTG 256

Ad04A20035 Aradu.A04 20035 p2 (AG)9 18 115762367 115762384 CCATAGACATGGCTTCGAGA TCAAAAATGATAACAAGTAGTAGCACA 253

Ad04A20036 Aradu.A04 20036 p3 (TTA)6 18 115763583 115763600 TGACCAAGCTTCAGCAAATG AAATCGGTGGGGAAGGTACT 242

Ad04A20037 Aradu.A04 20037 c (A)11gtataaagacctaattataaatttgatgaaattataaggacaaatagagtaattaaacc(TTA)688 115767158 115767245 CAAAATTAAAAACAATGCAAAAACA CCATACCTCATAGCACTGCG 271

Ad04A20041 Aradu.A04 20041 p2 (TA)6 12 115779277 115779288 AACGCCCAAACATCATTCAT AAATTGAGTAATTGAGCATTGTGC 184

Ad04A20042 Aradu.A04 20042 p3 (AAT)5 15 115779979 115779993 ACATTGACATGCCCCTTTTC AAGGAAGCAGCCAAAGACAG 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A20048 Aradu.A04 20048 p2 (TA)6 12 115806183 115806194 AACGCCCAAACATCATTCAT AACGATACCCAATTATCCACAA 270

Ad04A20049 Aradu.A04 20049 p3 (AAT)5 15 115806896 115806910 ACATTGACATGCCCCTTTTC AAGGAAGCAGCCAAAGACAG 226

Ad04A20052 Aradu.A04 20052 p3 (TAT)10 30 115826146 115826175 CTCCCCCATATGAGAGTCCA CAAAACGTAGCCATAGACCACA 269

Ad04A20053 Aradu.A04 20053 p2 (TA)6 12 115826934 115826945 AACGCCCAAACATCATTCAT AACGATACCCAATTATCCACAA 270

Ad04A20057 Aradu.A04 20057 p2 (TA)8 16 115841513 115841528 GTCACATAATCCCCACCACC CTCCCGGATAAAACATGTGA 207

Ad04A20061 Aradu.A04 20061 p2 (GA)7 14 115855605 115855618 TCATTTTCATCCATTGGGGT GGTGCGAGTAGCTTGAAAGG 126

Ad04A20062 Aradu.A04 20062 c (A)10cttttatggttttttctttttttttacttgaacttttatgtttggtttaattattttattggtccatatagtttcgtaaaattttcaattaagtttc(TA)6119 115859873 115859991 TTGGGTCTCTCTGCCTCTTC AAAAATTGGTGCAAAAACTCAA 227

Ad04A20070 Aradu.A04 20070 c (T)12gtcacatcgtgaaaacttgttatcttttaattgaacaaaaattttttcaatgggattctggtggttaaa(T)1091 115891304 115891394 CCAGCCCAACATTTTTGTTA GTCCTCAAGGTTGGGAAAAA 279

Ad04A20076 Aradu.A04 20076 p3 (CAC)5 15 115908741 115908755 GTGTACCTTTCCCCATTCCC TTCCTGGTTGCTGTCTGTTG 278

Ad04A20078 Aradu.A04 20078 p3 (ATT)12 36 115913231 115913266 TAAGATTCGCAATGAGTGGC AGGGTTTTGGCCCAATTAAA 252

Ad04A20080 Aradu.A04 20080 c (A)10g(A)10 21 115917897 115917917 TCAAATATCCGTCTCACTGCC TGTTCAAGATCCCCATAAAAA 229

Ad04A20087 Aradu.A04 20087 c (A)10tatgaataagaaaaaaaaagaagatgataatgatgatgatgaaa(AAG)569 115926470 115926538 GAGAGTAAAACAAAAAGAAACTTGAGA CCAGCCTTCTCATCTTCTGC 127

Ad04A20092 Aradu.A04 20092 c (GAT)6gtagaaccctccacgattgcttatgatagtgacgatgcatagcgaggagtattccagctaggggtgatgaagcatctagttcagaaactcagcagta(C)12127 115943027 115943153 GGCCGGTACTTCTGTTATGG TCCCGATAACCCCTGTTGTA 252

Ad04A20096 Aradu.A04 20096 p3 (ATT)5 15 115957837 115957851 AACAAACTTCCTCTCTCGTTCTTC AAAAGACAAGCAGTAAAAATTTAAAAC 197

Ad04A20098 Aradu.A04 20098 p6 (CCCTTC)5 30 115963982 115964011 GAGTGAACCGTGAACGTCTG TTTCACCATATCCACCGACC 102

Ad04A20100 Aradu.A04 20100 p3 (GAG)9 27 115971307 115971333 AGAGAGAGTGAGAGCGCCAG CCCTAACCCTAATTCACGCA 246

Ad04A20101 Aradu.A04 20101 p3 (TAT)12 36 115972094 115972129 AAAAAGGCCGCAAAAGTATC ATACATCCGCGCCTTTCATA 263

Ad04A20102 Aradu.A04 20102 p2 (TA)9 18 115977162 115977179 CATGAGGAATGTATGTCCTTTCATA TGTCATGAAATACATTGAAAATGA 266

Ad04A20107 Aradu.A04 20107 p2 (AG)6 12 115988223 115988234 CTGAGCGACATAGAGACGGA CCCGTTTGCCACTCCTAATA 251

Ad04A20109 Aradu.A04 20109 p5 (TGATT)5 25 115990705 115990729 TTTATTTGTGTTAAAATGAATTGCG AAAATAGGCAACTGAGATACTTTCAA 223

Ad04A20111 Aradu.A04 20111 c (A)10ctatttaagggtaaaaaaatcacactttattctctaaagtgaaattcaaactttaaaagatcaaa(AT)687 115996117 115996203 CGTAGGTTAGAGGGCCCAAG TGGGCTCCTATTTTAGGCTTT 266

Ad04A20116 Aradu.A04 20116 p3 (TTA)6 18 116002375 116002392 GCCGGCAAAAGTGTCTAATC CCCTGTCATGCACAAACCTA 147

Ad04A20117 Aradu.A04 20117 p3 (CCA)5 15 116002993 116003007 CATTGTCACCACCACCGTTA GGCAGGAGAGAAAAGTCGTG 170

Ad04A20120 Aradu.A04 20120 p3 (GTG)5 15 116011478 116011492 GAGTGGGTCTTGGTGGAAAG TGGAATGATCATGACGTGCT 156

Ad04A20121 Aradu.A04 20121 p2 (TA)6 12 116019319 116019330 ACATGAACTTCGGCCACTCT TGACCGAAAGCCTAGGAAAA 196

Ad04A20124 Aradu.A04 20124 p5 (TTTAT)7 35 116025381 116025415 TTGTCTGAGGCTTCATCCCT TCGCATTTCAGGGATTGTTT 115

Ad04A20125 Aradu.A04 20125 p3 (GTT)5 15 116025709 116025723 GCATGTTTGGGCACCATTAT TCTTTTTATCAATAAATTATGTTTGGG 272

Ad04A20126 Aradu.A04 20126 c (T)10aaaactaatatattcaaaatataaattctcaaaattaatttgttctttta(T)1070 116032901 116032970 TCTTTTATGAAAACAAACACAAACAA GCGAATGCAATGCTTTGATAA 261

Ad04A20130 Aradu.A04 20130 p2 (GA)6 12 116037515 116037526 AACAATCTTCAAATTATGCCGAC AGTGAGATGTGGTTGTGCCA 250

Ad04A20132 Aradu.A04 20132 p3 (ATT)5 15 116049245 116049259 CCGGTGGTAGATACGCATAA AAGAAGAGCGGCTAAAACGG 179

Ad04A20135 Aradu.A04 20135 p3 (AAC)5 15 116060614 116060628 AGCCAATGACCCAACTCAAC TCTCTCTCGGAGTCTTTGCG 251

Ad04A20139 Aradu.A04 20139 p2 (TA)6 12 116091113 116091124 TTATGCTCGGACCGGTTATC CGAAAGCGTAACACTCCGAT 136

Ad04A20141 Aradu.A04 20141 p3 (ATT)15 45 116094726 116094770 CGATGTAAAACTCCCCCAAA ACATGCCGAACGAGGGATTA 227

Ad04A20145 Aradu.A04 20145 p2 (TC)6 12 116098242 116098253 CACAAACAACAATAAAATTTGTGTCA TGATCCAATTGAGTTGCGAG 176
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Ad04A20146 Aradu.A04 20146 p2 (AT)6 12 116098427 116098438 TCGCAACTCAATTGGATCAG TCTGTTGCAACTGCCAACTC 280

Ad04A20151 Aradu.A04 20151 p2 (AT)6 12 116121585 116121596 TCGGGATAGAAAGAAGAATTGC TGCACATGGAATGTGTTGTG 272

Ad04A20153 Aradu.A04 20153 p4 (TTTA)5 20 116127711 116127730 GCAACGATTGAAATAAAACAACA TGCTTAAAAAGCATGGCAAA 254

Ad04A20155 Aradu.A04 20155 p2 (AT)7 14 116130580 116130593 AGGAGCCTTGAAAAATGGGT TGTTTTTCAGATGCAGGTCG 266

Ad04A20156 Aradu.A04 20156 p2 (AT)6 12 116131433 116131444 TGATGGGTCGCACTACTTCA CAGCTGCGCTTCTCTTCTTT 117

Ad04A20159 Aradu.A04 20159 p2 (TA)6 12 116134831 116134842 TTTTAACCGGTTTTTGCCAG AACTGAGGGTGCTTGGTGAC 241

Ad04A20160 Aradu.A04 20160 c (TA)14atggtcttcattggatgaaaattaatagatctcatttattaaat(TA)684 116135412 116135495 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 260

Ad04A20163 Aradu.A04 20163 p2 (TA)6 12 116143365 116143376 CACTTGTCAGCGTGTCCAAT ACACGAACACGACACGACAT 264

Ad04A20168 Aradu.A04 20168 p2 (AT)7 14 116150841 116150854 AAAAATGTTTGAAGATGAACCAA AAAGTGATCAAGGTGGACGG 260

Ad04A20169 Aradu.A04 20169 c (CT)11(AT)6 34 116151142 116151175 CCGTCCACCTTGATCACTTT GGGTTGCATTTGGCTTTAGA 248

Ad04A20170 Aradu.A04 20170 p2 (AG)6 12 116154280 116154291 AAACTTCTATCGAATGATGGAAAAA GCGTTTCATTGTCAAAATGGT 187

Ad04A20172 Aradu.A04 20172 p3 (AAG)7 21 116155865 116155885 CCTCCTCATCTTCTGCTGCT TTCTTCTTTCTCCGTGCCTC 205

Ad04A20174 Aradu.A04 20174 p2 (TG)6 12 116159841 116159852 TGCTTATATACTGCCACCTCCA TGAAAATAAAGCATGGTAATGTCT 258

Ad04A20177 Aradu.A04 20177 p2 (TA)6 12 116163244 116163255 GGGGTAAACAAAAATCGCAA TTATGCTCGGACCGGTTATC 159

Ad04A20180 Aradu.A04 20180 p3 (CAA)5 15 116176948 116176962 CTGGGAAGCAATCGCTAAAC TCTTATTTGGGACCTGCTGC 222

Ad04A20181 Aradu.A04 20181 p3 (ACC)5 15 116178832 116178846 GAGAGATCGAGACCAGGTGC CGTTTTTCTCCCTTTCCCTC 259

Ad04A20188 Aradu.A04 20188 p3 (TCC)6 18 116191896 116191913 ACGATCCGAAATTTGACCTG GGGGATCATTACAGCACCAC 130

Ad04A20189 Aradu.A04 20189 p3 (TGA)6 18 116192184 116192201 TTCTGAAACGACATCCCCTC GTGTTCACAAATCGACACCG 264

Ad04A20190 Aradu.A04 20190 p3 (GTT)10 30 116192686 116192715 GCGGTTTTCTACGGTTTTGA GGCTCCGCTCTCTCTACCTT 280

Ad04A20191 Aradu.A04 20191 p4 (TATT)5 20 116193521 116193540 ACAAAAATTGGATTGTCCGA TGGTCTAAAGCATCTTCCTATGC 246

Ad04A20192 Aradu.A04 20192 p3 (ATT)7 21 116196040 116196060 CGACTGGGAGTTTTAATTTATCTTTT GGAGGGTGATTTTGTTTGGA 200

Ad04A20197 Aradu.A04 20197 p3 (AAT)5 15 116200081 116200095 CAAAAGCCTAAACACAAGGGA TGCACCACATTTTCTTACCCT 138

Ad04A20199 Aradu.A04 20199 p2 (TA)6 12 116204864 116204875 CGAGGTATCTTTCAGGGACG TGTAATGATTAATGCGGCGA 270

Ad04A20202 Aradu.A04 20202 p2 (TC)13 26 116213362 116213387 CCTCTGAGCAAAACTGACCA GCATGCAACCCTTTTGTTTT 250

Ad04A20203 Aradu.A04 20203 c (T)11caaacaaacaatatattaacagctgggtccatacacaatactaatcatccaatttgctcaattttctaac(A)1192 116213738 116213829 TGCCAAACAGCTAGCAGAGA ACATGTGCCAGCTCATTCTG 272

Ad04A20207 Aradu.A04 20207 c (T)11ccttccattcttcctcctttatatttctaaagttg(T)10atcatcgtaatcgggttaccattataccatcacatttattttctcctcctttttttatttgaattttttcgatctcctcctttcttt(TCC)5158 116222182 116222339 AAATAGGCCTTTGGATAATTTATGT TCGACGATGATAATAATAACGATG 247

Ad04A20208 Aradu.A04 20208 p3 (AAG)8 24 116222630 116222653 TGAAAACGTAAAACAAGAAGGAGA TGCACAATTCAAAACTCTTATTCC 266

Ad04A20209 Aradu.A04 20209 p2 (AT)7 14 116223778 116223791 TTGGATTGGATTGGATTTGC CTAATCCAAACCGCACAATG 252

Ad04A20211 Aradu.A04 20211 p2 (AT)7 14 116225444 116225457 TAAGCCCAAGGATTCACCTG GCTTGAGCTTCAGGATCTGG 259

Ad04A20212 Aradu.A04 20212 p2 (TA)10 20 116227112 116227131 AACCTGGAGTTGCCTTGTTG GCCCATCTTATCTTCTCTTGGA 270

Ad04A20217 Aradu.A04 20217 c (T)10cttattgtaaaccgctatagattggaccgatttctgctggattgagattgtgtgcagcttataacagtttacataattaaaggaatgtcaattg(T)13117 116238585 116238701 GAAAATACTATCCAAACTGGAGAAAAA TCATCAGATTCTTCTAATGGTTCC 237

Ad04A20219 Aradu.A04 20219 p3 (ATT)5 15 116243286 116243300 TCGTGACGACAAATAGCGAG TAATCGGAATCCATGGTGGT 251

Ad04A20220 Aradu.A04 20220 p3 (TCA)6 18 116243965 116243982 AAATTGCGTGGTCAAAAAGC GCTTGGCTCTTATTTTTGGCT 221

Ad04A20223 Aradu.A04 20223 c (T)10cgttttaagtaaatcggagaatccgattagtatgattaaattttttttcaatactacaatacaaatctgatcctcagatttgtatttttt(A)10taaaaattacaaatttgatcatcaaatttgtgatatcaac(A)11161 116254631 116254791 CTGCACAAATTAGAGAGTCCAA TTGATGTGTTTTTAGTTTGTATGGA 248
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Ad04A20224 Aradu.A04 20224 p3 (ATT)8 24 116255028 116255051 GAGGTCACGAGTTCGAGTCA GTAAGGGGATGAAGGCATGA 262

Ad04A20225 Aradu.A04 20225 c (A)10ttctgacttacatatctcggtgctataaatacaactcataatagtaaaaggttcactccactaagagc(A)1088 116255457 116255544 TTGCATCGAACCTTCAAAGA CCATAATGGTGATGGAAGCC 253

Ad04A20226 Aradu.A04 20226 p5 (ATTTT)5 25 116257569 116257593 TTTTGCCTGGTAACTTCGTAATC AATTAGAATGCTCCGGCAGT 238

Ad04A20229 Aradu.A04 20229 p3 (CTT)6 18 116263904 116263921 TGAATCGAATCAAGTGGCTG TGAGAAGGTAAAACAATAAAGAAAAGA 278

Ad04A20230 Aradu.A04 20230 c (A)10gagaaaaaaataaatgctacaaaattatt(A)1049 116265578 116265626 TTTGCGTACTTCAAAACTCTTCA CTTCGCATATTTTCTCCCCA 210

Ad04A20235 Aradu.A04 20235 p3 (CTT)5 15 116279305 116279319 ATGGTGTCACGGTTCTCTCC TCGCAGATTTGCAGTATTCG 159

Ad04A20236 Aradu.A04 20236 p3 (CTT)5 15 116289834 116289848 ATGGTGTCACGGTTCTCTCC TCGCAGATTTGCAGTATTCG 159

Ad04A20240 Aradu.A04 20240 p3 (TCT)5 15 116303465 116303479 ATTTACACGCGCATGTTTCA TGGCACCACAGAAAATCAGA 154

Ad04A20247 Aradu.A04 20247 c* (AAT)6(AATA)6* 39 116329971 116330009 TCATAAGCAAGTCCAAGCCC GCCAAGAAATGGAGGATGAA 225

Ad04A20249 Aradu.A04 20249 p2 (AT)6 12 116331207 116331218 TGAGTCGAGTTTGAGCTTGG ACAAAAGCTCACGAGCAGGT 200

Ad04A20250 Aradu.A04 20250 c (CT)10gctacactctacttcactctt(TC)653 116336347 116336399 GACGCTGTCTCTTTCTCCGT CATTGGAAGGGGTCAGAAGA 120

Ad04A20252 Aradu.A04 20252 p2 (TA)6 12 116342974 116342985 TCAATGTGTCCAACCTCATTTT AAACACAATACAATATAAATATGCCAA 280

Ad04A20253 Aradu.A04 20253 p3 (ATT)15 45 116343196 116343240 GATCCCAAAGAAAGGGCTTC TCGAGTCGGGTTAGATTCCA 179

Ad04A20255 Aradu.A04 20255 c (T)10gaaagatttggagtttagagtttagaatataaaatttagtatttagggtttaaaatttagaatttaaaatt(A)1091 116345604 116345694 TGAAATTGCACATAAGTGATCAAG AAGGGATCAACTTTCTCTGGAA 211

Ad04A20256 Aradu.A04 20256 c (T)11g(A)11 23 116346371 116346393 GAGGGAAAATAATCACGCCA TCCCATAGTTGTGAAAAGTACCA 255

Ad04A20259 Aradu.A04 20259 p3 (TCT)5 15 116359423 116359437 TAACCGGTTGTGGAGGGTAA AGCAATAACGATGACGGGAG 273

Ad04A20260 Aradu.A04 20260 p2 (AT)7 14 116362121 116362134 GTTAAACGCGCGAAACCTAA GGGTTTGAGTTGCTATGCGT 220

Ad04A20261 Aradu.A04 20261 p2 (TC)8 16 116362901 116362916 TTCCTTCACAGCTCATGTCG ATGCCCAAGCTCATAGCAAC 207

Ad04A20262 Aradu.A04 20262 p3 (TAT)5 15 116364754 116364768 CACACATTGGGAATAAAACATCA TGTGACATTTGCTTTGCTCA 232

Ad04A20263 Aradu.A04 20263 p2 (AT)6 12 116366277 116366288 TTAACGCAAAATAACATTACACG TTTCGATTCTCTTTGCACCT 265

Ad04A20265 Aradu.A04 20265 p2 (AC)6 12 116374078 116374089 CTCCAACAGATGCCAACGTA TTTGGAAGAGACAGGACGCT 250

Ad04A20268 Aradu.A04 20268 p4 (TATT)5 20 116378715 116378734 TGACCATTATTTATTTTCATCCTTCC TGAAATAAGAGCTGGAGTGAAGAC 205

Ad04A20269 Aradu.A04 20269 p4 (ATTA)5 20 116378897 116378916 TCTTCACTCCAGCTCTTATTTCAA AACCATCCAAGTGCTGATCC 234

Ad04A20272 Aradu.A04 20272 p2 (TA)11 22 116383464 116383485 TGCTGTTCCACCTGCTGTAG GGAATCTAATTGAAAATTTGGTGAA 249

Ad04A20274 Aradu.A04 20274 p3 (ACC)5 15 116388241 116388255 ACAGGACAAACATTGCCACA CAGTGATGCACAATTCGACA 235

Ad04A20277 Aradu.A04 20277 c (A)11gaaaaacagttnnnnnacaaaagccacccttatgaaccccctccccaacttctgaaaag(A)1383 116396534 116396616 GCTTTCTGTTTTCCCGTGTC TGTATATGGCTGTGTGCGCT 264

Ad04A20278 Aradu.A04 20278 p3 (AGA)5 15 116396770 116396784 AGCGCACACAGCCATATACA TTAGTGGCACGTTGAGCAAG 226

Ad04A20281 Aradu.A04 20281 c (GT)6ttccc(T)11 28 116401391 116401418 TGCGGAGGAAGTTTAGCCT TGCATACAAACTCAGACTGGC 192

Ad04A20287 Aradu.A04 20287 p3 (AAT)5 15 116411953 116411967 ATTTGCGCTGAGTATGGGAC AACTTCTTTCATGCCTGGGA 186

Ad04A20297 Aradu.A04 20297 p3 (ATA)21 63 116443258 116443320 TGAAAAATATTATGGTTGATGCAAT GCTCAAGAACACGCTTGTCA 257

Ad04A20300 Aradu.A04 20300 c (T)10ctttcttttgtttactttatttaggccac(A)1453 116449887 116449939 GCTCCTCTATTTAAACCGTTTTTG CCCAAACAAACCCTAAACCC 227

Ad04A20303 Aradu.A04 20303 p3 (CTT)5 15 116453351 116453365 TCAGCAACCACACACTCTCC TTGTGCCATAAAGCATTGGA 155

Ad04A20304 Aradu.A04 20304 c (T)10cttgaatcagtttcttgagctttttcgatctct(TTC)6(T)11cttttctgttttttctttctttctt(TC)7111 116454168 116454278 GGAGAGGTCAATGGGTTGAA CCTTTTCTTCCTCACCCTCC 270

Ad04A20305 Aradu.A04 20305 p3 (AAT)14 42 116454529 116454570 GGAGGGTGAGGAAGAAAAGG TTTTTAAATATCTTGAAAGAAAAGGAG 279
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Ad04A20307 Aradu.A04 20307 p3 (TAT)23 69 116455987 116456055 AGGTTTGACCATAAATAAATTGAGTAG ATGGTCACATTGCAACATCC 249

Ad04A20308 Aradu.A04 20308 p2 (AT)6 12 116457336 116457347 GATTGGAGATAAGGCCCACA GACAATGAAATCGGACCCAC 255

Ad04A20310 Aradu.A04 20310 p3 (AAT)18 54 116457962 116458015 TCAAATTTAAAATATCTCACAGAAGAA TTTGACTTGCCTCAAAACCC 278

Ad04A20313 Aradu.A04 20313 p3 (GAA)5 15 116468629 116468643 CATATGGTGTGGGGGACAGT TCCGAAGGACACAAACACAA 149

Ad04A20319 Aradu.A04 20319 p2 (TA)6 12 116508308 116508319 GTTGGGGCAGCAGATTAAGA TTTGAAGCTTTGATTATATGTGGG 274

Ad04A20321 Aradu.A04 20321 p3 (GAG)5 15 116516090 116516104 AAAAGATGTGCTTCCGAACG GAAAGTCCAGGATGCCAAGA 166

Ad04A20325 Aradu.A04 20325 p2 (TC)6 12 116534569 116534580 AAAGATGAAGGGCTCGGATT GCCTTCAAGGTTGAAACCAA 167

Ad04A20331 Aradu.A04 20331 c (TCA)6(TCT)18 72 116554882 116554953 TCATTGTTCTCGTCGTCGTC TTGCATATCAAGAAGATGGCA 244

Ad04A20333 Aradu.A04 20333 p2 (TC)8 16 116566154 116566169 CAGACGGAAAAGAGAATCCG CGTCACATCTTCAATGGAGC 278

Ad04A20335 Aradu.A04 20335 p2 (TA)6 12 116577822 116577833 TGAAGCTTTTTGGGTTGGTC TTTCAGCCACATGCTCTTCA 177

Ad04A20337 Aradu.A04 20337 p2 (AT)11 22 116591163 116591184 CACCCAAACTCCACCAAATC TCAGCCTCTCCTTCTCCAAA 275

Ad04A20338 Aradu.A04 20338 p2 (AT)6 12 116595520 116595531 GGTCACTCAAATAAAGACGCC TGTGACTAAATTTTAAGAGGTTTTAGC 237

Ad04A20344 Aradu.A04 20344 p2 (TA)6 12 116632036 116632047 CTTCGGATGATTTAATGTGGG CCATTAAATTTTTCTTCCAACCC 175

Ad04A20345 Aradu.A04 20345 p2 (TA)7 14 116636828 116636841 TGGTTTTGATTTTGCTCTTGC CCTCGGATTGGATGATTTGT 215

Ad04A20346 Aradu.A04 20346 p3 (TTA)5 15 116637639 116637653 CCTTGCTTAAGCCACATGGT CATTTTAGGGGATTTGATCCTTT 251

Ad04A20356 Aradu.A04 20356 c (TA)7catattttcag(A)1136 116653620 116653655 GTACCCATGAATGAGGTCCA AGCCATCAACCTCATATGCC 233

Ad04A20358 Aradu.A04 20358 p2 (AG)7 14 116664624 116664637 TTTTTGGAAAAGTACAAGTAAAGCA GCTTTCCCTTCTCACACACC 280

Ad04A20359 Aradu.A04 20359 p6 (CGCCAC)5 30 116666862 116666891 AACAGAGCTGAGAACCCGAA GGAAGGAGCAGATGAAACGA 220

Ad04A20362 Aradu.A04 20362 p3 (AGG)5 15 116674825 116674839 GATCATGCCGAAATCGAACT CCCTCTCTTTCTCCTCCTTCA 134

Ad04A20364 Aradu.A04 20364 p2 (TA)6 12 116678473 116678484 TGAAGTGCACCAAAAAGTGG CCAAACACAAAGAATGCCCT 269

Ad04A20365 Aradu.A04 20365 p4 (TAAT)6 24 116679372 116679395 AGGTATGAGACTTGGTGCCG TGCCAAGTCAACAATTCAACA 266

Ad04A20366 Aradu.A04 20366 p3 (AAT)16 48 116683932 116683979 CATGTAACATAGCAGCGCGT ACCTGCAAACTGAAAGTCGC 171

Ad04A20368 Aradu.A04 20368 p2 (AC)7 14 116697411 116697424 ATCGACCATTAGTGGCCTTG GTGGGTTTTGGTTGGCTAGA 212

Ad04A20369 Aradu.A04 20369 p3 (TAA)10 30 116698678 116698707 CAGGTGGTGCTTTGGTTTCT ACATTCCCATCACGTCCATT 149

Ad04A20373 Aradu.A04 20373 p5 (AACCG)5 25 116712899 116712923 GAATTTTACCGCAAAACCGA GCAAAACAACAAGGTTAAAGGG 209

Ad04A20374 Aradu.A04 20374 p3 (TAT)11 33 116715937 116715969 TGTTTGTGTGGTTCATCTCATTT CAACCTGAAATCAAAAGGCAA 248

Ad04A20375 Aradu.A04 20375 p2 (AT)6 12 116721360 116721371 TTTGAGAGTGAGTGTGTGAATGAA GCCAGGAGGTTGTTTCTCTG 180

Ad04A20376 Aradu.A04 20376 p2 (AT)6 12 116722425 116722436 TGAACAAAATAAATTCGCAGCA GCCCGTTTTATCACCGTTAC 237

Ad04A20377 Aradu.A04 20377 p2 (CT)6 12 116722938 116722949 CCTCTTCAGTCTTCAAGCCG CGTTGGTGAGCTACGAGACA 227

Ad04A20378 Aradu.A04 20378 c (CT)7cg(CT)10 36 116723069 116723104 AATCACTGTGGCAATGACGA GAGGTAGAGGTTGGCTGCTG 220

Ad04A20387 Aradu.A04 20387 p2 (AT)8 16 116752275 116752290 TAACTGTTCCCGCACCTCTT TGGACAAATGTTTAATTCTTCCAAT 280

Ad04A20388 Aradu.A04 20388 c (A)15tctaaacactaaattctaaatcttaaactctaaatcatatatagtgaattaaacactcaaatctgctc(T)1295 116753127 116753221 TCGAGAAAACAAAACTTCAAACC GGAACTCAACTACAAATAGAATGAAAA 261

Ad04A20392 Aradu.A04 20392 p2 (TA)6 12 116774288 116774299 TCGCAGGTCAAAGGAAACTC ATCTAAATTGTTTTTGGTCATAAGATT 258

Ad04A20393 Aradu.A04 20393 p3 (TTA)5 15 116776135 116776149 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 186
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Ad04A20394 Aradu.A04 20394 p2 (CT)7 14 116777279 116777292 CCACCTAATCGCACCAAAAT CGGGCTTTAAACACATCTCC 120

Ad04A20399 Aradu.A04 20399 p6 (GGAAAG)6 36 116796021 116796056 CCACCGAGAAAGGCAGAATA ATAACCGAACACGACGGGTA 278

Ad04A20406 Aradu.A04 20406 c (T)11ccccaaaaa(AC)734 116831483 116831516 GCATCGCCTGAACCTTAAAA TCCGCATATTGATGAACGAA 228

Ad04A20411 Aradu.A04 20411 p2 (TA)9 18 116842547 116842564 AACATGATTTTAATTATATGGTGCATT TCATCGCTAGCCATTGTGAA 173

Ad04A20412 Aradu.A04 20412 p3 (GAT)6 18 116844286 116844303 CCTAAGGCAGTTTTGGTTGC ACCACTGCCAGCTGGAATAC 267

Ad04A20415 Aradu.A04 20415 p3 (GAA)7 21 116848637 116848657 AATTTGAGGGAAGATGGGGT GGCAACATCCACTCTCATCA 125

Ad04A20416 Aradu.A04 20416 p4 (CTTT)5 20 116852223 116852242 TCCCAAAGTCCAAACCAAAG TGTGGCTTCTTGATGATGGA 268

Ad04A20417 Aradu.A04 20417 p3 (TCA)5 15 116852425 116852439 GCAGCAGCAACAATGACAAT GCACCCTTTTCTCCCATGTA 256

Ad04A20420 Aradu.A04 20420 p2 (AT)6 12 116856061 116856072 TCAAAGCTACTCATGCATTTTCTC AAAACAAAAGAATACCTACATGGTTT 228

Ad04A20421 Aradu.A04 20421 p3 (TTA)9 27 116856787 116856813 GATTAAATGGCGTCGCTCAC AAGCGGTCCAATTCTAACAAAA 279

Ad04A20422 Aradu.A04 20422 p2 (AT)7 14 116860357 116860370 TTTAATATTACCCAAACTTATTATCGC AAGACAATAAAATAATGTTCGATGAAA 203

Ad04A20426 Aradu.A04 20426 p6 (AATCAA)7 42 116872792 116872833 CAGGTGGTGGGCAATCTACT TCCATTCAAAATATGCAACCA 276

Ad04A20427 Aradu.A04 20427 p6 (AATCAA)6 36 116874826 116874861 CAGGTGGTGGGCAATCTACT CCATTCAAAACATGCAACCA 269

Ad04A20428 Aradu.A04 20428 p6 (AATCAA)5 30 116875843 116875872 TGGTGTTGCTGCGTCTTATC TTGCTGGCCATCATTCTGTA 256

Ad04A20429 Aradu.A04 20429 c (T)10ctttttctttttgaaagtaaattattcaaataaataaattaaaatcactatattagtacaaactatacaaagcaactactacccg(A)12107 116876453 116876559 TAGAAAACTGCTGGCCCCTA TTTCCCTTCTAAGTTTTTCACGA 204

Ad04A20431 Aradu.A04 20431 p2 (TA)11 22 116878114 116878135 CGAGGAATCGACACCTCACT TCTGCATTAAAAATTCATACCGTT 111

Ad04A20436 Aradu.A04 20436 p3 (TCT)5 15 116885586 116885600 CACAATTTCACTGCACCGTC ACCCAAAGGACACCTTATGC 269

Ad04A20437 Aradu.A04 20437 c* (GAA)8(GAAGAG)6*gaagatgagttgttcataatccacggtgagtgatgaat(AAGAGG)6131 116886192 116886322 TCAGAAACCATGAAAATCGAAA TTTCCAAAGCGCTACACTCA 276

Ad04A20438 Aradu.A04 20438 p3 (TCT)5 15 116886631 116886645 CACAATTTCACTGCACCGTC AAATACACCCAACGGACACC 275

Ad04A20439 Aradu.A04 20439 c* (GAA)19(GAAGAG)12*gaagatgagttgttcataatccacggtgagtgatgaa(GAAGAG)6199 116887220 116887418 TGAAAAGGCAAAGAGAATAACGA CCAAAGCACTACACTCACCG 279

Ad04A20440 Aradu.A04 20440 p3 (TCT)5 15 116887727 116887741 CACAATTTCACTGCACCGTC ACCCAAAGGACACCTTATGC 269

Ad04A20442 Aradu.A04 20442 p3 (CAT)6 18 116888631 116888648 ACATGTGCACCGTCAGAAAA TGGGAAGAGCTTCATAGGCA 160

Ad04A20443 Aradu.A04 20443 p2 (TG)8 16 116891978 116891993 CCTGGTGCTGTTAGGGATGT TAATCCTTGCAGCTTCCACC 239

Ad04A20444 Aradu.A04 20444 c (A)10cacttctaaaacaaatcccaaacgtaagcatacatttgcaccttttttgccag(A)1073 116892320 116892392 TGCTTCTATAATTCATTGAGAAAAATG ATTATGCCTCTTGGATGGGA 268

Ad04A20449 Aradu.A04 20449 p2 (TG)8 16 116904311 116904326 CCTGGTGCTGTTAGGGATGT TAATCCTTGCAGGCTTCCAC 238

Ad04A20452 Aradu.A04 20452 c (T)10ctcttctcccccgcgca(TCT)5cccgcgcttcttcttctttttcttttcacgctcgtttacgcacggagcgtattcttctttttcgccttcttcttcgcgt(TCC)6139 116913099 116913237 TTTAGGTCACGCGCTTTTTC CAGCAGCAACAACAACAAAAG 270

Ad04A20453 Aradu.A04 20453 p5 (TCAAT)5 25 116914015 116914039 AACACGCACTCATGGTGAAA TCGTCATCACCAACAACACC 240

Ad04A20454 Aradu.A04 20454 p3 (AGG)6 18 116914148 116914165 GAACACCTGCGTCAATTCAA CGCACGCAGATTCTTCTTCT 188

Ad04A20457 Aradu.A04 20457 p3 (TTC)7 21 116928322 116928342 TTCGCACCTGAATTGTATGG AGTGCAGTCAAAGCAGGAGG 184

Ad04A20458 Aradu.A04 20458 p2 (GA)20 40 116928720 116928759 ATTGTATTCATTCCAAATGTGTTTAT TTGATCAAGATTGGATCTCAGAAA 278

Ad04A20459 Aradu.A04 20459 p2 (AT)6 12 116930751 116930762 TTCACGTGTAACGGTAGGGA TGGGCTCCATTTGCAATTAT 206

Ad04A20461 Aradu.A04 20461 p2 (TA)6 12 116940947 116940958 AGGTTTGGGGAGCATTTTCT CGACACGTGAAGGACTGAGA 232

Ad04A20463 Aradu.A04 20463 p4 (CATG)5 20 116945271 116945290 CATGATGGAATGTGTTATGCAA CACCTGCGAAAATGACAATG 244

Ad04A20464 Aradu.A04 20464 c (AAG)5aggaagaggaagaagaatgtgcagc(AAG)555 116947552 116947606 TGAAGAAGGAGAAAGAGAAGACAAA GCACGTTTTCACTGCACCT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A20465 Aradu.A04 20465 p3 (GAA)5 15 116947753 116947767 GCAGCAAGAAGAAGAAGAAGG ACTGCACGTTTTCACTGCAC 212

Ad04A20467 Aradu.A04 20467 p3 (TAT)16 48 116951091 116951138 TGCTTGTGTTATTCGTCATGTG TTCCAAAATGTATTTCAGCGA 270

Ad04A20468 Aradu.A04 20468 p4 (AAAT)7 28 116952353 116952380 CCTGGCTTTTGCTTACTTCAA TGGTCAATGGACTGCTGTATG 232

Ad04A20469 Aradu.A04 20469 p3 (ATT)5 15 116952670 116952684 CATACAGCAGTCCATTGACCA GATTCATCAATGCCCACAGA 262

Ad04A20471 Aradu.A04 20471 c (TAT)18gagaaa(TAT)26138 116953568 116953705 TGCCTACATGTTCACTTTTGATT CAAGCCCTAATCGCTTGTAT 269

Ad04A20472 Aradu.A04 20472 p3 (CTT)5 15 116954121 116954135 CAAGGTACGTTTCTTGCCTTC TCTCCTCTTCATCTTCTCCTGC 203

Ad04A20474 Aradu.A04 20474 p3 (GAA)5 15 116954550 116954564 TTTGGGTGAATTCCTATAACCG GCGCTACTCACCATGCATTA 192

Ad04A20475 Aradu.A04 20475 c* (AAG)7(GAAGAG)6*(GAA)25gac(GAAGAG)6(GAA)7188 116954730 116954917 GAGGAAGAAGAACGTGCAGC ACTCAAACGGTTCCTCTTGG 278

Ad04A20476 Aradu.A04 20476 p3 (AAG)5 15 116955773 116955787 AGGTGAGCTCCAAGAAGCAA TCCAAGAAAGCTTGTCCCAT 278

Ad04A20477 Aradu.A04 20477 p4 (GAAA)5 20 116957118 116957137 CACATTCGAAATTTCAAGACCA CCTCTTGTGTGCCTGCATTA 180

Ad04A20479 Aradu.A04 20479 p2 (CT)6 12 116962667 116962678 CCATTTTTCCACACTTCGCT CGAGAATGATGTCCAGAATGAA 131

Ad04A20485 Aradu.A04 20485 p2 (AG)8 16 117010337 117010352 TTGGGAAAGAGGTGTTGAGG CAGAAAAGGGCAAGAACCTG 225

Ad04A20493 Aradu.A04 20493 p3 (TTG)6 18 117059718 117059735 TTCCCTGTCCCCTCTTTTCT TCAGAAGAACCATCCACCAA 279

Ad04A20497 Aradu.A04 20497 c (A)10gagaaacattagaaacgacgacgtagtcttatttttatt(A)1261 117067104 117067164 AGTCCCTGAACTTGCATTCG GAGTGAGAGAAGGGGAAGGG 241

Ad04A20498 Aradu.A04 20498 c (T)10aataaatataaaatgacgtcgtattggggattagg(T)1358 117067864 117067921 TGTGATTTTTGCTGGCTCTG TGAGCTGGACTGAAACGATG 202

Ad04A20499 Aradu.A04 20499 p2 (AG)16 32 117069065 117069096 TGGCAGAGACGAAGATGTTG CATCTTCCATTTCACCCACC 203

Ad04A20503 Aradu.A04 20503 c (T)12gtggttttttatgttgtata(T)1042 117079077 117079118 GAAAGAAAAACAGAACGCAGAA TCAACAAATGTACAAAAGAAAACTGA 238

Ad04A20505 Aradu.A04 20505 p2 (GA)13 26 117081654 117081679 AGCCGTGTGTGTGAGTGTGT AACACGTTTTGATTTTCGCA 213

Ad04A20509 Aradu.A04 20509 p2 (AT)7 14 117092683 117092696 GCACATCACTCTCAAAAGCG GTTTTAATTTTGCGAGCCCA 131

Ad04A20513 Aradu.A04 20513 c (TTC)5tttt(TCA)6 37 117101269 117101305 CAAAACTCTTCATCTTTCTCCTGC TTCATCATCTTTCAAGTAATTTTGC 230

Ad04A20515 Aradu.A04 20515 p3 (CTT)5 15 117102068 117102082 GAATTTTCGGTGAATTTGCACT TTTTCCCTCAATCAAAACCG 242

Ad04A20518 Aradu.A04 20518 p2 (TC)8 16 117106355 117106370 AAGGAAGCAAAAGTGGAGCA GAACAAAATCGGTTCGGCTA 203

Ad04A20523 Aradu.A04 20523 c (T)11caagcacattaacgaataacagttcatacttatatataatcaaaaggtaggaacgtgtatggatttaggaacaatgtctttctttttttc(T)10111 117159060 117159170 AAGTCTCGGGCAAGTTAGCTC TGGTCAATTCCAAAATAGCG 187

Ad04A20524 Aradu.A04 20524 p2 (TA)9 18 117163054 117163071 CCGCATAATACGCAGGTCTT TGAACCTCAACACTCATTACAACA 253

Ad04A20525 Aradu.A04 20525 p5 (TATTT)5 25 117163907 117163931 GAAATATGGATTTAATGTCTTCGTAA TGCCTTGTCGCTTACTTGAC 201

Ad04A20529 Aradu.A04 20529 p2 (AG)9 18 117179336 117179353 AAGGTGGGTGACGCATTAAA ATTCCATGACCCCACCATAA 275

Ad04A20530 Aradu.A04 20530 p2 (TC)7 14 117207538 117207551 GTCCACTGAAATCGCTCTCC GAATCAAAATGGGGTTGGTG 209

Ad04A20531 Aradu.A04 20531 p3 (TAA)11 33 117210045 117210077 TGTTTGGTGATCAAAAACTGAAA ACCAACTTTGGCTTCAATGG 211

Ad04A20532 Aradu.A04 20532 p3 (TCT)6 18 117210488 117210505 CTGGGAACTTGCAAATGGAT TGAGGTGCTCTGCATGAAAC 207

Ad04A20533 Aradu.A04 20533 c (T)10ccatatggtcaattttgatttttcttgacggggcactttgccaagactacttttttaaaa(AT)988 117210683 117210770 CCTCAGCCTCAGGTTCATCT CCACCAACTGAAGCAAACAA 276

Ad04A20538 Aradu.A04 20538 c (T)10aatttccctcgattaacttcaaataaaaaagag(A)1053 117219729 117219781 GCCATTAATTGGTCATGGCT TCAAGAACTTAAAAGAAAATCCCG 158

Ad04A20541 Aradu.A04 20541 p2 (TG)6 12 117222516 117222527 TCCCAAATTGAGAACCTTCG GTTGGGGAAAACGACTCAGA 194

Ad04A20542 Aradu.A04 20542 p6 (CATTAG)5 30 117222833 117222862 CAAATTGCTGTTTCCAGCTT CGGTTGGTGGGAAATAAAAA 209

Ad04A20543 Aradu.A04 20543 p2 (AT)9 18 117223530 117223547 TCATCATTCAAGGATCAAAAAGAA CATGTAACCAATGTGGTCCAA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A20544 Aradu.A04 20544 c (T)12ctctctctcttatcaatcacttttaatatcaaaagtagcaaatgtaaaaag(A)10tatacacaaaaatggtgcatataacttcttttattactgttaacgttgatgtgttgctgtaactttatcatcatcatc(ATT)7ac(TAT)5189 117224477 117224665 GGTAATGAATATTTTGCACCACCT CCCATCTGCAATACAAACCC 254

Ad04A20549 Aradu.A04 20549 p2 (AC)8 16 117230160 117230175 ATTGCACGGTTCATGCACTA AAAGTTTGAGTTGAAACGCTCC 198

Ad04A20550 Aradu.A04 20550 p4 (AATA)5 20 117231696 117231715 TGGTTCTCAACCACCTACACA TTTACCCAACAAATGTGGCA 139

Ad04A20551 Aradu.A04 20551 p2 (AT)7 14 117235021 117235034 TCAATAAAAACATAAAAACCTTCTCAA TTTGAACTTTGGTGAAATAAATAGTCA 269

Ad04A20553 Aradu.A04 20553 p2 (AT)10 20 117238077 117238096 TTCTTCTTTTTCTTTTTCTACTCTGGA TGAGCTGAAGTTGACAGGGA 223

Ad04A20554 Aradu.A04 20554 c (TG)12a(AT)8 41 117242646 117242686 CGGTTCGGGCTAATTTACAA CTTTCATCCTAACCCACCGA 249

Ad04A20558 Aradu.A04 20558 c (A)11tacaaaatagaattttatatattaattttatg(T)1053 117261086 117261138 TGCGATATCCAAAAGCAATTT AAAGGCCAATTAGATTTGAAAAA 185

Ad04A20559 Aradu.A04 20559 p3 (ACA)5 15 117261762 117261776 CTCCCCTGAGTCCAAATCAA CCCTCTCCTCCTCATTCTCC 209

Ad04A20566 Aradu.A04 20566 p2 (TA)6 12 117295077 117295088 TGTGTTTAACGGAAGTGTCTTTG CCGCGTTATAGTTGTTCTCTCTT 252

Ad04A20567 Aradu.A04 20567 c (CTC)5ttcctcctccttctt(CTC)545 117295828 117295872 AATTTATTTCGTCCCCGACC CCAAAAGAAGAAGGTGGTGC 208

Ad04A20568 Aradu.A04 20568 c (TGG)6gttcttgttcagcttagatttctggttgattctggttgattttgaaaaaagttc(TGA)7ccatgatgatattga(TGG)5123 117296088 117296210 TTGTTGTTGCTGAATTTGTGG TCAACCATCACCAGAACAGAA 234

Ad04A20569 Aradu.A04 20569 c (A)10tagataggtaaatcaagattttaataagtattaggcattctcaaaaatatttattatg(T)1078 117297501 117297578 TTTTTCTCCTTCAACACTTCTTTACTC TTCCAAAATGCACCACACTC 279

Ad04A20570 Aradu.A04 20570 c (T)10cttttaattggtcttgtaacaa(T)10aattaggtccatcttggtagtaattggcttaaatttatagggacttaatt(A)11103 117301464 117301566 CGAGATGAAAGAAATTGCAGC CCTTTTATTTGGTCTCTGCACC 202

Ad04A20571 Aradu.A04 20571 p2 (AT)6 12 117302548 117302559 TTGATTGATTGAATTGTACTGAAGTG GTGACCCACAAATTCATCCC 181

Ad04A20572 Aradu.A04 20572 p2 (AT)7 14 117303238 117303251 TTATCATGAAATGTTTGTAGAATGACT GAATTTTGATACATTAGAGACAAAAGG 116

Ad04A20574 Aradu.A04 20574 p4 (TTAA)9 36 117319827 117319862 ATGCGTGTCGAACAAGTGTC TATTTTACTCTCGCCGGTGG 196

Ad04A20578 Aradu.A04 20578 p2 (TA)6 12 117325829 117325840 AACTTGGATGCCAAAATTGC TTTTATCTCTCTGCAATTTCAAACTA 258

Ad04A20579 Aradu.A04 20579 p2 (AG)6 12 117326058 117326069 TTGAAATTGCAGAGAGATAAAAGAGA AGCAATGCTTTTGTACGCCT 165

Ad04A20582 Aradu.A04 20582 p4 (TTAA)6 24 117348256 117348279 TCCCCTTATGTCTGTCCCTG TGCTGGTGGACCTGAGGTAT 245

Ad04A20584 Aradu.A04 20584 p3 (GAA)6 18 117355500 117355517 ATGTTGTTCGATTTGGTGGC TCCTCTGTTCGCGTTTTTCT 265

Ad04A20586 Aradu.A04 20586 p2 (CT)6 12 117358345 117358356 TTCAGATATGGGGATGGGTC TTGAGTTGATGTAGCCGTGC 248

Ad04A20591 Aradu.A04 20591 p3 (TAA)8 24 117397276 117397299 CTTGATTCCACCCACTTGCT TGCACACCACAACACAAACTT 218

Ad04A20603 Aradu.A04 20603 p3 (TAA)5 15 117440716 117440730 TGTGGGAATATGGTGCCTTT TCAAACAAGTTTGTCGGGTG 204

Ad04A20605 Aradu.A04 20605 p2 (AT)6 12 117443123 117443134 GAAACTGAAAATATGGAACAACACA TCTGCCCTATTCTGTCTCCAC 194

Ad04A20611 Aradu.A04 20611 p3 (ATT)7 21 117461462 117461482 GGAATCCCTTGTGGTCTTGA CTGGAGAGGGTTCATGGAGT 247

Ad04A20612 Aradu.A04 20612 p3 (ATA)5 15 117462613 117462627 TCCAGCATGGAAACATCAAA CATGATGATGAGTGGATGGC 202

Ad04A20615 Aradu.A04 20615 p3 (TGA)7 21 117463853 117463873 TTGGTGTGAACCCATCTTGA CCCTCCAATCTTGTTTGCAT 258

Ad04A20616 Aradu.A04 20616 p3 (ATG)11 33 117464107 117464139 TGGCTCTCACTCTCATGGTG GCAGCAGTCTGAATCAACCA 114

Ad04A20629 Aradu.A04 20629 p2 (TA)9 18 117490673 117490690 AATCCCTCCCCACATTCATT ACCTTGTTTGGCAGTTGAGC 280

Ad04A20633 Aradu.A04 20633 p2 (TA)7 14 117492846 117492859 CATTTTGAAAAAGGACCCGA ACTCGGTCGTCCGATTGC 170

Ad04A20640 Aradu.A04 20640 p2 (CT)12 24 117512228 117512251 AAAACTTTTGCAATTCCCCC TCCCACACGGTTTTTCTTTC 117

Ad04A20641 Aradu.A04 20641 c (A)12caacatt(A)11 30 117512443 117512472 TTGATCAATCCCTCAGCCTC CCACAATTTGTTTGCGTTTG 256

Ad04A20642 Aradu.A04 20642 p3 (TGA)13 39 117513297 117513335 GAACACCACCTGGTGAACCT GCAGGGTTGAGTCTTGCTTC 274

Ad04A20643 Aradu.A04 20643 p2 (TA)6 12 117514881 117514892 GCAGCCTCCTATATTGGATCA AAACTTCTTTGGCCCGATTT 241
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Ad04A20648 Aradu.A04 20648 p2 (TA)6 12 117523825 117523836 TGATAGTGTCAATTTTACCAACAGAA TTGTTCAATCCATCAATGTGGT 276

Ad04A20651 Aradu.A04 20651 p2 (AT)6 12 117528490 117528501 AAAGTGCCCTACCTGCCATA GAGCGTTTGGGTCAGTTGTT 215

Ad04A20653 Aradu.A04 20653 p2 (AT)6 12 117532319 117532330 TCACATTTGCTTTCTTTTCTTCA AGCAAGTGTGTTGGGATGTG 245

Ad04A20654 Aradu.A04 20654 p2 (GA)6 12 117535961 117535972 GCAACAAATTAGTTCTTCGCC TAAACCCCAAATTCGGAACA 174

Ad04A20655 Aradu.A04 20655 c (T)10c(T)11 22 117536240 117536261 TGTTCCGAATTTGGGGTTTA AATTGCAGGCATGATTTTGG 278

Ad04A20656 Aradu.A04 20656 p3 (AAG)5 15 117537618 117537632 TTCAAAAGAATTTCTGTATTTTTCAAC CAAAAATTATTTCAAAATGTGCG 237

Ad04A20664 Aradu.A04 20664 p4 (AAAT)5 20 117543570 117543589 ACCCTCACGAGCGAGAGTTA AAGGGACGTTGTAAGGTATTTCT 218

Ad04A20665 Aradu.A04 20665 p2 (GT)7 14 117543964 117543977 AATGCACGAAACAAGCATGA TGGCCAGCGATAGACCTTTA 279

Ad04A20671 Aradu.A04 20671 p3 (TAA)19 57 117557557 117557613 CATGACTGCAAATTTTTGTGC TGTCATTATTACCCTTAATAGCGAAT 242

Ad04A20672 Aradu.A04 20672 p2 (GT)6 12 117557916 117557927 CGTTACCTGAATAGCCGTCAA TTTCTTCTGCAGCTGTGCAT 230

Ad04A20674 Aradu.A04 20674 p2 (CA)7 14 117561630 117561643 GCGCTTACGATAAGTGAGCC GTTTTGGCAGCCATCATCTT 107

Ad04A20676 Aradu.A04 20676 p3 (CTA)6 18 117570700 117570717 GAAAGGAGAAGGTGGATAGGTC CCACATGCATGAGTTTTCTGTT 280

Ad04A20680 Aradu.A04 20680 p2 (TG)7 14 117577135 117577148 CCCTTAGAAAAAGAAGAGGGGA GCGGTTCCAATTAGTGACCA 235

Ad04A20682 Aradu.A04 20682 c (T)10atctgttcaggcttcaagtgaaagtgatttatttgggaatttattta(T)1269 117577662 117577730 TGCAACACAGAATGCGTACA TGCAAGCATATAAATCCCCA 238

Ad04A20684 Aradu.A04 20684 p2 (AT)8 16 117579009 117579024 AGCCCAATCAAAATGGAACT TGCCAGAGAACCTGTGGAAT 227

Ad04A20690 Aradu.A04 20690 p2 (CA)6 12 117589571 117589582 ACATATGGCTTTCCCAGTGC GAAGGTGCTCCAAGGTCAAA 183

Ad04A20691 Aradu.A04 20691 p3 (GTT)5 15 117590255 117590269 GGAGAGGAAAACGACCGAG CAAGGACCCTTCTTCACACC 226

Ad04A20692 Aradu.A04 20692 p3 (AAT)6 18 117591088 117591105 CGAAAAGAGCCCTCAGTGAA TTCCTCCTCCTGATCCCTTT 276

Ad04A20697 Aradu.A04 20697 p2 (TA)11 22 117607141 117607162 CCACTGCCAAGTATCGGATT CACATGATTCTTTCGGGGAG 238

Ad04A20699 Aradu.A04 20699 p3 (TTG)5 15 117609765 117609779 TTGCATTGTTAGATGAACCCA GGCATAACAATAACAAAAATGTCG 162

Ad04A20709 Aradu.A04 20709 p4 (TTAA)7 28 117646335 117646362 TGCTTAAGATATGCCACCCC TTGTGCAAGTGCTACAAGGG 192

Ad04A20710 Aradu.A04 20710 p3 (ATT)6 18 117646629 117646646 TGCACAAAATTCAAACTGAACC CGATTCAAATTCCTGCATCA 205

Ad04A20711 Aradu.A04 20711 p2 (TA)7 14 117647721 117647734 TGGTTAAGTGCTGACCACAAA TTGTGCAATACTGATTTCTAAGGC 265

Ad04A20720 Aradu.A04 20720 p2 (GT)8 16 117660159 117660174 TCGAAAACAAGGCTGGAAGT CCCTTGGCCCAACTAAACTA 280

Ad04A20731 Aradu.A04 20731 p2 (TA)6 12 117676013 117676024 GAATGTCCAAATAATTCGAAACG CGGACCGAGTTTTCCTCTTA 242

Ad04A20732 Aradu.A04 20732 p3 (AAG)5 15 117679110 117679124 CTGCTGCCATGAAATGAAGA AGAGTAATGGCGCTGCTGTT 200

Ad04A20733 Aradu.A04 20733 c (GTA)5gtgttttgaataatcctagttggtgtttcagtttcatgttcttcagttggtggtgatgattttgttggagtagtgctactattgttga(TGT)5118 117679901 117680018 AAAGCCTTTGATGGTGTTGG AGAGCCATGGACATAGCAGC 188

Ad04A20734 Aradu.A04 20734 p3 (TTC)5 15 117684529 117684543 TTGGTTTTACACTGAAATTTGCT AGAAGAGACACATAATGCTGCAA 164

Ad04A20735 Aradu.A04 20735 p3 (TGA)5 15 117684747 117684761 TTTGCAGCATTATGTGTCTCTTC CCTCTTCCTACTCTCTCATATTTGC 194

Ad04A20736 Aradu.A04 20736 c (AAG)5atggtgctgataatgaaa(AAG)548 117685139 117685186 CATCATCTTCCAAATAATTTTACAACA TTTCATCTTCCTCTTCCCTCA 225

Ad04A20741 Aradu.A04 20741 p2 (TA)6 12 117690058 117690069 TTGATGGCCAATAACAGTGA TTAACGAAATGTTTGGGAGC 229

Ad04A20744 Aradu.A04 20744 p3 (ATT)13 39 117694191 117694229 TTTGAGGTTTTGTCCCCAAC GCTTTTTACTCCGGATTCCC 167

Ad04A20751 Aradu.A04 20751 c (A)10tgcataatttaaaaaatgaataaaaatgaaattacaaattctcttagatggataattatctatcaaaattaatcttga(T)1199 117718790 117718888 CATAGCATTGGGCCAAAAAT CGCCCTTGTAAATAACCTCAA 276

Ad04A20752 Aradu.A04 20752 p2 (GA)8 16 117720001 117720016 ACATTTCAGCCACTCATCCC TCGAAAATGGCTCAAGGTTC 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A20754 Aradu.A04 20754 c (A)10tttgaaagctcccttctcgctattagcgagagaatatttttaaaatt(A)1168 117723578 117723645 CAAAAATGCTTTTCGCTCAA TTATCCACCCCAAACGGATA 280

Ad04A20756 Aradu.A04 20756 p4 (TTAA)5 20 117728856 117728875 TTTTCTTGTGAGCTACTTGGTGA ACAATGGAGGGGATGTTGAG 225

Ad04A20765 Aradu.A04 20765 p3 (TTC)5 15 117748404 117748418 ACATTTTCCTTCGTGCCATT AATCAAACCACACCTCAGCC 277

Ad04A20766 Aradu.A04 20766 p3 (TCT)5 15 117749359 117749373 TCCTCCTCCTCATCTTCTGC TCATTTTTCAAGTAATTTTGCAGC 203

Ad04A20768 Aradu.A04 20768 p3 (TAA)16 48 117753643 117753690 GCTATCTACCCCAAATTTCACAA GAAAACGGTTGAATAACGCA 271

Ad04A20769 Aradu.A04 20769 c (GAA)5gaggaagacgaggaaggagaacgtgcagcaaaaagaagaagaaggagaaagagaaggcaagaaatgaaagaa(AAG)8111 117754170 117754280 TTGCTTCTTCTTCTTCAAAAACG TCGAACCGTTCTTCTTCCTC 280

Ad04A20770 Aradu.A04 20770 p3 (ATT)5 15 117754802 117754816 ACACTTGCTTCAATGGGGTC TCCAGATCAAAAGTAAGGTACCAA 146

Ad04A20773 Aradu.A04 20773 p2 (AG)23 46 117760361 117760406 TATTGGCAGGGACCAAAATC TTTCCTGTTAGTTGGCACAAA 225

Ad04A20776 Aradu.A04 20776 p3 (TAT)5 15 117772921 117772935 TTGAGGATCGGAGTGTCCTT TCTATTTGACTAAAAAGACATTCTTCA 276

Ad04A20783 Aradu.A04 20783 p3 (TTA)10 30 117781438 117781467 TTGTTCGTTCTCTTCTCTCTTTGA GGAACAAAATAGCACGACTTATC 136

Ad04A20786 Aradu.A04 20786 c (TA)6cacatattgtttcttttcatcttatttgttactgtaaaaatttggacatgcttaaattgatatcccaaattttcagagtttcaaatt(A)10109 117789095 117789203 TCAAGGGAACAATGATGATGA TTTCTCCAGCTTCACAGCAA 277

Ad04A20787 Aradu.A04 20787 c (GAG)6aagggaagaaaaagagtctgcacaaatttaaaatttaa(AAG)571 117790383 117790453 GAAGAAAAACTTGCGTGTGC CGCGTTGTTTTCCTTCTCTT 175

Ad04A20790 Aradu.A04 20790 c (A)10ttggtataggaatctaaataaaaag(A)10tgtaaggacccaattaaaaaagattttggtgagttatgtaaggacccaattaaaaaagattttggtgcatggactcaattaaaaa(AT)6142 117800693 117800834 TTTTTAATTGGATCCCTGCAC TTTCTATCGCGAAATTTTCAA 256

Ad04A20791 Aradu.A04 20791 p2 (TA)6 12 117801925 117801936 CATCATGTGTTGTTCTTTTCAATG AAATAACGGGTTAAACGGGC 264

Ad04A20793 Aradu.A04 20793 p2 (GC)6 12 117802878 117802889 ATCAGACCGCTCGATTTCAG GAGACACACCTCAAGGAAGAAGA 242

Ad04A20795 Aradu.A04 20795 c (CCT)6(CTT)7 39 117808123 117808161 CTGCAGCACCTTCTCCTTTC TCTTGAAGCCAAAAACCTCC 200

Ad04A20796 Aradu.A04 20796 p2 (GA)6 12 117808565 117808576 CAGCGTCACCAAAATCGAA CCACCACTGTCGTAGCATTATC 280

Ad04A20801 Aradu.A04 20801 p2 (TA)6 12 117830588 117830599 ACCCGATTTATGTGCATCCT TTGGGTCTAAATCGGATGAAA 255

Ad04A20803 Aradu.A04 20803 p2 (AG)16 32 117850310 117850341 CAGAGAGGATGTCGAGGGAG GCCCGTAAATCCGACAGTAA 249

Ad04A20808 Aradu.A04 20808 p3 (TTC)6 18 117864093 117864110 TGTACCTTGCCCATTGCATA CTCCTGTATCTTGGGGTTCG 113

Ad04A20811 Aradu.A04 20811 p3 (TCA)7 21 117882260 117882280 AGGGCTCCAATCCTAACCAC AAGTACTTGAGAGAGAGAGGACGA 178

Ad04A20813 Aradu.A04 20813 p2 (GA)6 12 117889283 117889294 TCAAAGAATTTAACGGCAAGAA GATAAGCATTACGGGAGCCA 262

Ad04A20818 Aradu.A04 20818 c (T)10aatattttacacttttctcc(T)1040 117896422 117896461 TTTAGCATGCATTTGCCTTT GGGAAGTAAAAAGAAGAGGAGGA 233

Ad04A20822 Aradu.A04 20822 p2 (AG)6 12 117900375 117900386 TTCCAAAGCAACATCCCTCT TGCATGTATGAGGAAATGGG 198

Ad04A20825 Aradu.A04 20825 p3 (CCA)7 21 117906339 117906359 CCAAGGTCTGGAGTCGAAAT TTGCTGTTGATGGTGGTTGT 215

Ad04A20826 Aradu.A04 20826 p3 (TCA)5 15 117906538 117906552 ACCACCACTAGCATCAAGCC TTCTCCATATTGTCGCACCA 270

Ad04A20830 Aradu.A04 20830 p2 (TA)6 12 117911196 117911207 AAGGCTGCTTCCAATTTTCA GAGAATCTGCCCAAAAACCA 241

Ad04A20831 Aradu.A04 20831 p3 (TAG)5 15 117912372 117912386 TTTTCCCACCAAAGGAAGTG TACTCCCTCGCTTACGGCTA 151

Ad04A20832 Aradu.A04 20832 c (ATT)6g(TTA)6 37 117912625 117912661 GTAGTTTGCCCACCACCTGT ACCCAGCTTCTTCTGCAATG 229

Ad04A20834 Aradu.A04 20834 p3 (TGG)6 18 117917463 117917480 CCAGAGACCCTTTGTGGTGT TTGTTCATGGAAAACCAATCA 128

Ad04A20838 Aradu.A04 20838 p4 (GAAA)5 20 117923382 117923401 CCACAGAAAAATATGCCACCA TATTCCCTCACCAATCCCCT 269

Ad04A20841 Aradu.A04 20841 p4 (TTTA)7 28 117927418 117927445 CACTGTCCAATAACCTCCCC TGCATGGCTGTTCTATTCCA 149

Ad04A20842 Aradu.A04 20842 p3 (TAA)7 21 117927639 117927659 TTCGGAACAGATTAGGTGGG TGCACACGCTTCTTTGAATC 195

Ad04A20844 Aradu.A04 20844 p3 (TAT)7 21 117949248 117949268 TGAGGAGCTCGAAGGCTAAA GGTGAGGTTTTCGGTTCAGA 218
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Ad04A20846 Aradu.A04 20846 c (T)11gtatcagaatctctaattttcttaacatgtaatttatagaactcagcctacaatccttgtgac(A)1286 117951990 117952075 TGGACACCTAGGCTTCTGCT CCTAACTAAAGGATTGTAAGCTGTTTT 155

Ad04A20847 Aradu.A04 20847 p2 (AT)8 16 117952725 117952740 CCTTTACCCCGTTAGTTTTGG TCTGGTAGCTGCATAAGGATATGA 276

Ad04A20848 Aradu.A04 20848 p3 (TCT)5 15 117953273 117953287 CACTGCGGTGGCAATAAGTA GGTTTCAAGCGAAACGAAAG 142

Ad04A20850 Aradu.A04 20850 p3 (TGT)5 15 117964763 117964777 AAAAAGATTGTGCCCTTCCC AAGTGTTGAGATTTTGAATCCAATTA 279

Ad04A20854 Aradu.A04 20854 c (AT)7aatcataacaaaaaaataattaatatatgtgacttaaatttttatttatataatta(AT)784 117972219 117972302 AAAAATTATTACTCGCTTGTCGAA TTTTCGTATTTAATGTCATGTATGTG 227

Ad04A20856 Aradu.A04 20856 p2 (TA)6 12 117973594 117973605 TTAATTTTAGACAATATCAGAAGCAAA CTGCAATGCAATGTTAGATCA 268

Ad04A20857 Aradu.A04 20857 c (AT)9acatacagaaaat(A)1041 117986979 117987019 GGCTGCTAATTTATTATGGCAA TGTAGCTTTAGGTCCCTCATTG 240

Ad04A20858 Aradu.A04 20858 p3 (TTA)20 60 117988826 117988885 CCTCTTGATTTGGATTTGGG CCCCCTCACTGGATGGTAAT 244

Ad04A20859 Aradu.A04 20859 p2 (TA)6 12 117989708 117989719 AAAATATGGGACTCCTCTGGC CATTCCGCTTGAAGATGTCA 100

Ad04A20861 Aradu.A04 20861 p2 (AT)6 12 117990755 117990766 TGGCTGGAATCAATCAAAAA AGGTGAATTGCAAGAACATGA 262

Ad04A20866 Aradu.A04 20866 p3 (GAA)8 24 118003626 118003649 GGAACGGCAAGATAGAACCA ACCTTCGCTTTCAGACTCCA 264

Ad04A20867 Aradu.A04 20867 p2 (TA)8 16 118006013 118006028 CCAATCATGAAATTATTCTGAGCA TGATCCCACATCATTGGATTT 195

Ad04A20875 Aradu.A04 20875 p2 (TA)11 22 118025893 118025914 GGTGGTGGGGAGTCTCATAA GGAACCTTGGAAGCTAAGGA 279

Ad04A20878 Aradu.A04 20878 p2 (AT)6 12 118027307 118027318 TTAGGGGGTTCTCTTTCACG TGGACTGAAAGAGGTGTTTGTG 241

Ad04A20880 Aradu.A04 20880 p2 (CT)6 12 118033869 118033880 TTGGATGGTGTGCAGTGTTT GGCCAAAGGTGGATAGTGTG 252

Ad04A20883 Aradu.A04 20883 c (AG)6tgcaatgaatgattagattgaacactggataccatccagtttttttctcactggagaggatccactcttctgcgag(A)12100 118051361 118051460 TCGGAAAAAGATCCTCTCCA GGAGCCAAGCGAAAAAGATT 272

Ad04A20884 Aradu.A04 20884 c (TCA)6tctttttttttattcatc(T)1046 118054943 118054988 CTCCTCTTCATCTTTTGCGG TCTTCCAAGTAATTTTGCACCA 188

Ad04A20885 Aradu.A04 20885 c (A)10t(A)10 21 118055119 118055139 TGGTGCAAAATTACTTGGAAGA GAGACAAGAATGGGGAGCAA 240

Ad04A20887 Aradu.A04 20887 p2 (AG)6 12 118067657 118067668 ATCCAGCTCTGATGCCAATC CAAGCTCCACAAATCTATCTGC 209

Ad04A20888 Aradu.A04 20888 p3 (TTA)19 57 118069192 118069248 GGACCTAGCTTCGGTTTGAA TCATGCAAGTTAAAGGGGAAA 196

Ad04A20890 Aradu.A04 20890 p3 (GAA)5 15 118071429 118071443 TGCAACACAAACATCAAGCA TTGAAGGCTCATCATCACCA 215

Ad04A20892 Aradu.A04 20892 p2 (AC)11 22 118077734 118077755 GCAGATTTCATATGCTGCCA GCAGGATTGGCTACGTTTTC 279

Ad04A20893 Aradu.A04 20893 p2 (AG)8 16 118078140 118078155 GGAAAGAAGGGGAATTGGAG CATCATCTGTCATCAACGCC 213

Ad04A20896 Aradu.A04 20896 p3 (ATT)7 21 118084496 118084516 TTTTTGGGTTCGATTCTCAAT CCGTATGCAGGACCAGAAGT 249

Ad04A20902 Aradu.A04 20902 p2 (AT)9 18 118100054 118100071 TGGTCACGTACGGATCAAAA GTGTGCTGCATGGCTAAAAA 206

Ad04A20903 Aradu.A04 20903 p3 (AAT)7 21 118100737 118100757 TCCTCTCCCTCTCTTGTTGC CCACATCAAAATCTGAGGCA 272

Ad04A20904 Aradu.A04 20904 p2 (AT)6 12 118101208 118101219 TCAAAAGTCAAAACATGATGCC TGATTGGAGGTTGCTTCTAGG 116

Ad04A20906 Aradu.A04 20906 p3 (TTA)5 15 118106138 118106152 TGATTGATCGATAGCTAGGTGA CATTTTAAATTGAGTAATGCTACACAT 246

Ad04A20908 Aradu.A04 20908 p2 (GA)6 12 118111694 118111705 GAAGAACAACGCTCCGAAAG ACCACGACCAGTGGATCTTC 165

Ad04A20910 Aradu.A04 20910 p2 (TA)6 12 118112063 118112074 CATGGACACTGACACGGACT AAATACCATGACGTGCCAGC 256

Ad04A20911 Aradu.A04 20911 p3 (AAG)6 18 118126447 118126464 TCAAAACTCAGCAAAACTCAGC CGCTCCTTAGGGAAAGGAAG 269

Ad04A20912 Aradu.A04 20912 p3 (AGA)6 18 118126680 118126697 ACGATAATGAAGACCGGTGG AAGAAAAACCCCACCTCACC 204

Ad04A20915 Aradu.A04 20915 c (T)10actatatc(T)1028 118137077 118137104 TTTCTTACATTATTACATTTTGCTGGA AAAATTGAAGCAAAAGTTGTGGA 253

Ad04A20916 Aradu.A04 20916 p3 (ATT)10 30 118137227 118137256 TCCACAACTTTTGCTTCAATTTT TTAAGAAGCAATTCGTTTAGCA 113
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Ad04A20917 Aradu.A04 20917 p2 (TA)9 18 118137526 118137543 TTTTGATTTTGAGCATATAACTTTGTT TCACTCTCCTTTAATCTTCTCAAAA 163

Ad04A20920 Aradu.A04 20920 p3 (TTA)8 24 118141417 118141440 CCAAATTATCGATTTTGTTCTTG CCGCCTTTGATTTCCATACT 280

Ad04A20921 Aradu.A04 20921 c (A)10gccaaagacggcttaacagtttactaattaatcattcatgcatatatatgtatatgattagcatatgcgggagagg(A)1096 118141574 118141669 TGGAAATCAAAGGCGGTTTA TGGTGGGATTTACGGTTTGT 210

Ad04A20924 Aradu.A04 20924 p2 (CT)6 12 118144998 118145009 CCTCGAAGAAGTGAATCCCA GGACACGGCAGAGAAGAGAG 246

Ad04A20925 Aradu.A04 20925 p3 (TTG)5 15 118145289 118145303 CTCTCTTCTCTGCCGTGTCC CAGCACAATGACAGCAACAA 197

Ad04A20927 Aradu.A04 20927 p6 (GATTCG)5 30 118153754 118153783 AGCAGGGTTCCAGTTCTTCA GGATGACAGATAGGGCCAGA 263

Ad04A20928 Aradu.A04 20928 p3 (TTA)6 18 118159633 118159650 TAATTCGCCAAGCTGGATTT ACCTGGCCATCTGTCTCTGT 130

Ad04A20929 Aradu.A04 20929 p4 (ATGT)5 20 118160182 118160201 CACATTTCTTTCTCCCGCAC GCATGCAAGCTAGCAAACAC 229

Ad04A20933 Aradu.A04 20933 p3 (ATA)7 21 118169892 118169912 GAAGTGGCAAGAAAGAACGG GGGTTTATAAATAAATTCGTAGTTGTC 200

Ad04A20934 Aradu.A04 20934 p2 (AT)8 16 118170924 118170939 AAATTTGAAGACTGCATTAAATACAAA CATCGGTGTAATTTTAGTCTCCA 165

Ad04A20937 Aradu.A04 20937 p4 (ATAC)6 24 118177107 118177130 GACCCGTTTAACTGAGTCGG AGTAGTGCTGGCTGCCATTT 209

Ad04A20938 Aradu.A04 20938 p3 (TGC)6 18 118177259 118177276 ATGGCAGCCAGCACTACTTT CCGAAGCACACAGAAGACAA 182

Ad04A20939 Aradu.A04 20939 c (T)10ctcccttc(T)1129 118179350 118179378 AGATAGCACACACCCCCTTG GGCAGTACTCTGCACGATTC 238

Ad04A20944 Aradu.A04 20944 p3 (AGG)8 24 118198448 118198471 GTCGAGCCAAACTTGAGGAG CTACCAGAGGGTGCAGGAAG 155

Ad04A20946 Aradu.A04 20946 p2 (TA)9 18 118213267 118213284 TGGGCTTTAAGTCACGATGAA TTCCCGTCAAGAGTTCAAGG 277

Ad04A20947 Aradu.A04 20947 p2 (CT)21 42 118217473 118217514 TTTCGCAAGCAAAATTACCC GGCTGGGCTATGTTGATGTT 241

Ad04A20948 Aradu.A04 20948 p3 (GAA)5 15 118217882 118217896 GAGAAGAGAGCAGCGACACC CTCCATCTTCTCCTCCCCTC 145

Ad04A20949 Aradu.A04 20949 p2 (AG)10 20 118218120 118218139 AAGTGCGAAGATGGAGGAGA TTTCGCAAGCAAAATTACCC 206

Ad04A20951 Aradu.A04 20951 p2 (AT)6 12 118222942 118222953 CAAATATGCCGTAATTGCCA CTCGTGGTTAGGGACGAGAC 259

Ad04A20952 Aradu.A04 20952 p3 (GAG)9 27 118235531 118235557 TAAAAAGCATGGAGGTTGCC CCACCATCACAACACACACC 191

Ad04A20954 Aradu.A04 20954 c (A)11ctc(TA)6gaataataaaaaaaataatgatatcagaaaatgc(A)1070 118238691 118238760 ATTTTATCAACACATTCAAAACTCAT CGTTCCTTTTCGTCTAAGGC 217

Ad04A20955 Aradu.A04 20955 p2 (TC)8 16 118243235 118243250 TCCTCCACTATCCAAGAGCC GGAACTTCTCATGGATCGGA 251

Ad04A20957 Aradu.A04 20957 p3 (TTC)5 15 118253333 118253347 CGTTCCTCCTTCTCCTCCTT GAGAACCAACAGTCCTCGCT 267

Ad04A20964 Aradu.A04 20964 p2 (TA)7 14 118275668 118275681 TTGATTAGACATTCAAATTTCACCA GGAGAGAAGGAGGGAGGAAG 280

Ad04A20967 Aradu.A04 20967 p3 (TTG)5 15 118291344 118291358 GAAGATGGACAAAGGGCAAA TTAAAAACAGTGTAAGGGCTCAA 259

Ad04A20968 Aradu.A04 20968 c (A)10ga(AT)10 32 118292438 118292469 TCACATGTTTTGGGGAACAA GGCAAAAATACCGGGGAATA 228

Ad04A20971 Aradu.A04 20971 p3 (TCC)5 15 118307353 118307367 GATGGCGAAGAAGAATTCCA GAAGGGGTCCCCAAATTTTA 144

Ad04A20972 Aradu.A04 20972 p2 (TA)8 16 118324469 118324484 GCTTTGGTTGCGCTTTATTC TGTTCCACAATTTGGATGATCT 254

Ad04A20973 Aradu.A04 20973 p3 (ATA)23 69 118326498 118326566 TCGTAAGCTAATCACAATCACCA TCATGATCACTCTCCTTTTGTCT 144

Ad04A20974 Aradu.A04 20974 p2 (AG)13 26 118332275 118332300 TTCTCTCCTACCACCCAAACA CCGCCATCACAATCCTTATT 217

Ad04A20976 Aradu.A04 20976 p3 (ATA)5 15 118333245 118333259 CACAGATACGGCGAGATCAA TTGCACAAGAAAAGGGTAACAA 267

Ad04A20982 Aradu.A04 20982 p2 (AG)6 12 118351243 118351254 GGATGGCCAGGTTCATAGTG CATCTTCTTCTCTGCAGCCC 279

Ad04A20983 Aradu.A04 20983 p2 (TA)6 12 118351495 118351506 GAGTCCGGGTCGATTAGTGA CCGCCTATACTTGATCGGAA 156

Ad04A20984 Aradu.A04 20984 p2 (AT)7 14 118357248 118357261 TATGGTCGTTTTTGTCGTCG GGTGGGTAAGGGATTGGATT 234
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Ad04A20986 Aradu.A04 20986 p2 (AT)9 18 118362911 118362928 CTGGGCCGAGTTAGATTTGA TGCTGATTTCCTAACATTGCTC 275

Ad04A20987 Aradu.A04 20987 p3 (ATC)10 30 118365528 118365557 CCCATGGTGCAACCTTCTAT TTGTCCCCTCCTAATGTTGC 238

Ad04A20991 Aradu.A04 20991 p3 (TCT)7 21 118378472 118378492 GGCTGCATGTTCCTGATTTT GGCATTTAAAGTCACATCACCA 204

Ad04A20996 Aradu.A04 20996 p3 (TCT)6 18 118421241 118421258 GTTGTCACGTGTCCAACACA GAGGAAGAAGGATGTGCAGC 247

Ad04A20997 Aradu.A04 20997 p3 (TCT)5 15 118421364 118421378 GCTGCACATCCTTCTTCCTC TCTGCCGCTTCTTCTTCTTC 182

Ad04A20999 Aradu.A04 20999 c (GAA)5tgagaagaagaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)8gaggaagatgagttgttcataattcacggtgagtgaa(GAAGAG)7179 118422112 118422290 TGAAAAGGCAAAGAGAATAACGA TTTCCAAAGCGCTACACTCA 262

Ad04A21007 Aradu.A04 21007 p3 (GAA)5 15 118444676 118444690 GGGTTGATGCATTTGTTGCT TCATCCTCGTCTTCCGAAAT 165

Ad04A21008 Aradu.A04 21008 c (T)10(A)12 22 118446266 118446287 CCATATTTTCCCAAGGCTGA TTGTGGGCTTTCATGTACGA 280

Ad04A21009 Aradu.A04 21009 p2 (TA)15 30 118454834 118454863 ACCCATTTTCCAAAGCTCCT TGTAGGCAGTGATCGTGTCC 208

Ad04A21010 Aradu.A04 21010 p2 (AT)6 12 118456846 118456857 TTCGTCTTCACTGCTTGTGC TTCCAGTTATTCACCTCAATGAAA 267

Ad04A21012 Aradu.A04 21012 c (A)10ctcataaacaccgtagaattggcca(AT)1157 118478077 118478133 TGTGTCCAAGTTAAAGGGCA AAAACAACAAGAACAAGAACGTAGG 272

Ad04A21020 Aradu.A04 21020 p3 (CAT)5 15 118497045 118497059 TGCACATTTCCAATGTCTGG GCCTTTTTCCCCTTCATTTT 228

Ad04A21023 Aradu.A04 21023 p2 (AG)6 12 118502680 118502691 TTCTTCTGGGTTGGGTTCTG TCAATCAACCAGCAAAACGA 165

Ad04A21025 Aradu.A04 21025 p2 (GA)7 14 118511245 118511258 ACGCTATCTCCTTCTTCCCC TGGTGCGTCGTTTCATGTAT 201

Ad04A21026 Aradu.A04 21026 p2 (AG)6 12 118512507 118512518 TTGTGAAACCATTGATTTGTTG ATGCGCTCGTCCTTATGAGT 207

Ad04A21027 Aradu.A04 21027 c (AGG)8ttggtta(TGG)752 118514563 118514614 GAATGATAGTGGGGTGGTGG CACTGAATGGCCTCTCCCTA 241

Ad04A21038 Aradu.A04 21038 p3 (GCT)5 15 118545423 118545437 CGACTGCGAGCTCATGATAA GGTGGATGAGATGACCTGCT 219

Ad04A21039 Aradu.A04 21039 p2 (CT)7 14 118546216 118546229 CCTCATTCTTTGCTTCCCAG CTGCATGGACCACAACAAAC 162

Ad04A21041 Aradu.A04 21041 p2 (AG)9 18 118552873 118552890 TCGAAATCAGAATCAAGGGG CCCTTCTCACACTTCGAACC 227

Ad04A21042 Aradu.A04 21042 c (GA)14gtgcgaaagggtaagacggaaagcgcaaattcggtaaattaacaaatgtacggagaattacttggttaatccaacattaaataa(T)10122 118553106 118553227 CAGAGAGCAATGAAAACCATGA TCAGAAAGTGATTAGTTTAGAAAACG 262

Ad04A21043 Aradu.A04 21043 c (A)10gtgtatggattcaaatcctaactatgattagaaaatagttatatagaagtagaactgat(A)1483 118556003 118556085 AGCCCAGCAAATGCAGTAGT TGCCGTGTGAATCCATAAGA 275

Ad04A21044 Aradu.A04 21044 c* (CT)12(AT)9(TATG)10*79 118558110 118558188 TTGCTGGGTCAAAAATTTCTCT CATGTTATGAATAATAAGGTGATGGG 252

Ad04A21047 Aradu.A04 21047 p6 (ATCACT)5 30 118567095 118567124 CGTCGAGGATCGGAATTTTA CCACTTCTTGTCTTTCCACCA 252

Ad04A21049 Aradu.A04 21049 p3 (ATG)5 15 118569460 118569474 CAACCCAAAGAAAAGGCTTG TTCTCATCTTGAACCCGGAG 260

Ad04A21052 Aradu.A04 21052 p2 (TA)6 12 118575807 118575818 GCTCAGCTTGAGCTTGGAAT TCATTTTGGAACTCACAATTTTT 280

Ad04A21054 Aradu.A04 21054 c (T)10ctcatcttccattttcttttgttcactgcattcgcatacttctactctttccatttttattttgtctctatagcatgttttcag(T)10104 118582656 118582759 CCCTTCGACCAATATACCCA GGCACCAAAATAATGCAAGAA 253

Ad04A21057 Aradu.A04 21057 c (A)11tttccccacaaaacggacccaacgactccatg(A)12ttttcaactctcccagcaaacggacccaacgaatccatgaataat(A)11111 118599941 118600051 GAGGAGTGCATCCGAGTTTC GAAAGTGGAATCGCAGGGTA 260

Ad04A21058 Aradu.A04 21058 p3 (TTA)5 15 118601511 118601525 TCAAGCCCACCTAAACCTTG AAACTTTCCAAACGGACCCT 165

Ad04A21059 Aradu.A04 21059 p3 (TAA)6 18 118603938 118603955 TTGTGACGATCAAAACCAAAA TTGCAGCGAATCAAAAGTGT 116

Ad04A21060 Aradu.A04 21060 p3 (TTG)6 18 118604845 118604862 CAGGTTGTGTCTTCTTGCCA ATCTTGAGCCTGGTGCACTT 127

Ad04A21065 Aradu.A04 21065 p3 (TTG)6 18 118657579 118657596 CAGGTTGTGTCTTCTTGCCA ATCTTGAGCCTGGTGCACTT 127

Ad04A21067 Aradu.A04 21067 c (TTA)11ttgaaaaaatgaatttggctacaccaataatttgtattatcttaaaataataatgttaggaactcgaaatgtc(T)11117 118659473 118659589 TCACGGCATTGTACCTGTGT TGTCTACCTATCAAAACCAATTTCA 274

Ad04A21069 Aradu.A04 21069 p3 (TTG)5 15 118661451 118661465 TGTTGTGTCCTCTTGCCAAA CCCCACCAAGAAACAAGAAA 277

Ad04A21070 Aradu.A04 21070 p3 (TTG)7 21 118663810 118663830 CAACCCAAAGAAAAGGCTTG GCCTATGATCTTGAGCCAGG 265
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Ad04A21072 Aradu.A04 21072 p2 (TA)7 14 118668616 118668629 TTCACAAAATAAGAAATCCCCAA CATTCTGGCAAGAGGACACA 262

Ad04A21073 Aradu.A04 21073 p3 (TTG)6 18 118668810 118668827 TGTGTCCTCTTGCCAGAATG GAAATTCAACTTGCCCCAAA 267

Ad04A21075 Aradu.A04 21075 p3 (GAG)5 15 118672205 118672219 GAGGAGGAGAAACACGACGA GTTTCCAAAACGCGCTACTC 191

Ad04A21079 Aradu.A04 21079 p3 (TAA)5 15 118688156 118688170 TTCACCAAAAGATGAACAAAACT TTAATATGTTTGTGGCACATGAA 230

Ad04A21081 Aradu.A04 21081 p2 (TA)6 12 118690776 118690787 TTCTGGGACCACTGAATCCT AGGGACAACGTCAAACGAAA 212

Ad04A21085 Aradu.A04 21085 p3 (TTG)5 15 118725053 118725067 GCATGTTGTGTCTTCTTGCC AACTTTGCATGGGGTACCAA 225

Ad04A21086 Aradu.A04 21086 p2 (AT)7 14 118726567 118726580 AGGAAAGTGACCTTGCAACC AGCCTCGTGTTTGGACTTTG 278

Ad04A21088 Aradu.A04 21088 c (AT)6gcgccttctgtggtacctattatcttattgtacctatagtgactacaaagaagtttactaattaattgtggacatttggtaattgg(T)13111 118729646 118729756 AAAATTATGAAAACAGTTGAAATGACA GAGCCAAGTTAACGATTAAGGG 247

Ad04A21089 Aradu.A04 21089 p2 (TA)9 18 118736643 118736660 ATAGCCACCAGAGACTTGGC CGAGTTGCAGATCCACTTGA 200

Ad04A21093 Aradu.A04 21093 c (AAC)10(AAT)8 54 118751130 118751183 AACCAACCTTATTAGCCCCA TCACATTTCCTAAGCGACTATGAT 275

Ad04A21094 Aradu.A04 21094 c (GGA)6ggcggcggaggtgcagatggagaagccatgaagaatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagtaagt(GA)17124 118753391 118753514 CTTCACTGTGAGGTGGAGGC CCCTCTTAACGCACTGTTATCAA 233

Ad04A21096 Aradu.A04 21096 p3 (TCA)5 15 118754959 118754973 CTCTTCCTCTTCCTTCTCCTCA TGTAGGTTCATCCTCTTCCAAAA 219

Ad04A21098 Aradu.A04 21098 p4 (ATTT)5 20 118760878 118760897 AAAGAGAGGAAGAGGCTGGG TCTCTGGCTGGTTTTGTTGTT 280

Ad04A21100 Aradu.A04 21100 c (A)16(CA)10 36 118766314 118766349 TTGTTGCATTTTGTTCCTGC ACGACGTGCTCTTCGAGAAT 268

Ad04A21101 Aradu.A04 21101 p3 (TGG)5 15 118768025 118768039 TACCATAACCATATCGCGCA TTCTCCACCTGAACCTCCAC 178

Ad04A21104 Aradu.A04 21104 p3 (ATT)11 33 118777202 118777234 TAGGGAATCCTGCCATCAAG GAGTTTGTGATTTAGGATTTAACATTT 179

Ad04A21107 Aradu.A04 21107 p3 (GGA)6 18 118787564 118787581 TTCTTCTTTTCTGGCTCGGA TCTTTTGCAGACATGGCAAG 233

Ad04A21110 Aradu.A04 21110 p2 (TA)10 20 118798714 118798733 TGAAAGAAAGAAAGCAAGCCA TTCATTTCGGTGATGCTTGA 170

Ad04A21111 Aradu.A04 21111 p3 (TTA)8 24 118801935 118801958 TCAGCCCATTCTATTTTTGC CAATTGGCACTGCATCTTTC 277

Ad04A21117 Aradu.A04 21117 p4 (GAAT)7 28 118827649 118827676 AGGACATGCAACTTGGAAATG TCCCTCACCTCACAATCACA 157

Ad04A21121 Aradu.A04 21121 p2 (AT)11 22 118838380 118838401 CTATGGCACTGCAGGAACAA AAGCCACCAAAGACAACACC 167

Ad04A21124 Aradu.A04 21124 p2 (TC)6 12 118847182 118847193 TTGGTGGATGTGTTCATTAAGTCT TGCTTGACTTGTGGAAGCAG 195

Ad04A21126 Aradu.A04 21126 p2 (TC)8 16 118853146 118853161 AAAGAAATGATGGGTGTGGC ATCACAAGCGGACAAAGGAC 164

Ad04A21127 Aradu.A04 21127 c (A)12g(A)10 23 118853971 118853993 TCGAACAGTCCGATTTTTGTT ATCAGCCACCATGTGTGAAA 275

Ad04A21129 Aradu.A04 21129 p3 (CTT)5 15 118854903 118854917 GCCCCCGTTGTTATATGTTG ATTATTCATGCGCGGTTCTT 225

Ad04A21132 Aradu.A04 21132 p3 (CAT)5 15 118860639 118860653 AGAGATCATTGCATGGCTCC TGAATTGTTGCATAGATGGTGA 231

Ad04A21134 Aradu.A04 21134 p3 (TAA)6 18 118862277 118862294 TTTTCTTCTATATCGCTCTTTGTTTTT TTGTTAATTTTCAAATTTTTCTCCA 278

Ad04A21136 Aradu.A04 21136 p3 (CCA)5 15 118865831 118865845 GGTTGACCAGGAAGTTCCAA TCCCCTCTCCTCCTTAGCAT 164

Ad04A21137 Aradu.A04 21137 p4 (TTTA)5 20 118866105 118866124 ATGCTAAGGAGGAGAGGGGA CCCCCAAAAATAGTAGCAGC 262

Ad04A21141 Aradu.A04 21141 p2 (TA)6 12 118868190 118868201 GCAAGTGGCTCTCATTCACA CAAAACCCAGATTGAAGCAAA 175

Ad04A21143 Aradu.A04 21143 p2 (TA)8 16 118872101 118872116 ATCGAGTGCATGTTGAACCA GGAGTTTTTGATGAATGTGGC 265

Ad04A21148 Aradu.A04 21148 p2 (GT)6 12 118894548 118894559 CGTATTGGCACAATCTGCAC GGACCACCTGAACTCCAAGA 124

Ad04A21156 Aradu.A04 21156 p3 (TGT)5 15 118904459 118904473 CTCTGATGAGGGGCTTTGAG GAACAGCAGAACTCGCATGA 248

Ad04A21157 Aradu.A04 21157 p2 (GA)8 16 118904845 118904860 ACATTCTGTCGCAGTTTCCC ACACTGCCAACACCCTTTTC 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A21161 Aradu.A04 21161 p2 (AT)6 12 118912206 118912217 AGGAGGAACAGAGAAGGGGA TCGGAGGTGAAGTAAAGTTGAA 280

Ad04A21166 Aradu.A04 21166 p4 (ATAA)5 20 118925303 118925322 TGCAAATCAATAATATCACTATCACAA CATCACTCCATATTTCCATTATCA 278

Ad04A21170 Aradu.A04 21170 p2 (TA)10 20 118944621 118944640 TTTCAAGATTTTCGGTCATACA GAATCCCGTTCATGGAACAA 277

Ad04A21178 Aradu.A04 21178 p3 (CCA)5 15 118962165 118962179 CCCACTGTGATCATTACCCC AGGAAGAAGGGGATGGAGAG 233

Ad04A21179 Aradu.A04 21179 p3 (TTG)5 15 118963076 118963090 AAGAAGAATTGGGGTTTGGG CCATCCCTTCCTCCTACTCC 237

Ad04A21180 Aradu.A04 21180 p3 (AAG)5 15 118974042 118974056 CGCAGCATCAGAAAAGAAGA CTCTACATTCAAACGCGCAC 105

Ad04A21181 Aradu.A04 21181 p2 (AC)6 12 118976636 118976647 GGACCACCTGAACTCCAAGA GCAAATGTTGCAAAACAGGA 215

Ad04A21182 Aradu.A04 21182 p2 (TA)8 16 118983455 118983470 GGGATCCGTTTAATCCCATT AGCGTTGTCAGTGAGGGTCT 248

Ad04A21186 Aradu.A04 21186 p3 (ACT)5 15 118996946 118996960 TGGGCAGGTAAACCAACTTC CAACTTGAATACATTATCGTCGATTT 173

Ad04A21187 Aradu.A04 21187 p2 (AT)8 16 118998638 118998653 GTACCGTGTAACACCCTGGC TTTGGAAATGAGTTTGGTTCG 220

Ad04A21188 Aradu.A04 21188 p3 (TCT)5 15 119001576 119001590 ATACCACCTCTCCAACGCAC TGGGAATGGAAAGCAAAAAG 181

Ad04A21192 Aradu.A04 21192 p6 (AGAGAC)6 36 119013055 119013090 TCACGGAAATTTAAAACCGC TCCCACTTTACACCAAACAGAA 203

Ad04A21196 Aradu.A04 21196 p3 (CCA)5 15 119038327 119038341 TTATTGGCTCCGCAAAATTC GCTGGTGGTGGAGAAACTCT 276

Ad04A21197 Aradu.A04 21197 p3 (ACA)5 15 119041411 119041425 GGTGAAGATGAAGAAGAAAAAGATG GCCAACCCTATTTAGTGGGA 200

Ad04A21198 Aradu.A04 21198 p3 (AAG)10 30 119045497 119045526 AACGCGAAGAAAAAGACGAA ATGTGAAATACACGCACCCA 128

Ad04A21201 Aradu.A04 21201 p2 (AT)6 12 119059576 119059587 TCTCTAAATTCTAAATTCCAAATCCT TTGAAGAGCTTATGATCCAAATG 266

Ad04A21205 Aradu.A04 21205 c (CT)7ccacttccttttactttattgttttttttc(T)1155 119075300 119075354 GGCGCTGTTGTGTTTTCTTT GTGGGTCCCCAAACTAAGTG 138

Ad04A21206 Aradu.A04 21206 p3 (TTA)7 21 119076185 119076205 TAGAATCGGCCCGTCATAAA AAAACAACTGCGAGGACGAC 269

Ad04A21209 Aradu.A04 21209 p4 (AAAG)5 20 119085205 119085224 TGCATACCTGAATTGTGGAGA CTTATTCTCCATCCAGCCCA 218

Ad04A21211 Aradu.A04 21211 p3 (TTA)7 21 119086940 119086960 TAGAATCGGCCCGTCATAAA AAAACAACTGCGAGGACGAC 270

Ad04A21214 Aradu.A04 21214 p2 (AT)6 12 119089850 119089861 TTTGCCACATTGCCACTAAA ACACAAAATGTGGGCACTGA 222

Ad04A21217 Aradu.A04 21217 p2 (AT)7 14 119097152 119097165 TGCTATGTTAGTTTTCTCATTTCCA CTGCTGACCACGTAACCAGA 207

Ad04A21220 Aradu.A04 21220 p3 (GAT)5 15 119104930 119104944 AGGTACTTGCATGGACGAGG CATGGCCAGTTACATTGCTG 204

Ad04A21225 Aradu.A04 21225 p3 (CCT)8 24 119121965 119121988 GGTCCAACACCAACAAAAATC AGAAGAAGAATTTGCGTGCG 102

Ad04A21226 Aradu.A04 21226 p3 (TCT)5 15 119123449 119123463 ATGGTGAGTGGGTGGCTAAG AACTACAAGGGTTGCCCTCC 274

Ad04A21227 Aradu.A04 21227 p3 (GTT)5 15 119125765 119125779 CTTCATTGCTCGTTGCTTGA GGGGTACAACACGACAATCC 211

Ad04A21229 Aradu.A04 21229 p2 (AT)6 12 119130010 119130021 AGCTGGTGATGTAGAGAATTTTG TTTTGATGTACACGTAACATAACTCA 137

Ad04A21231 Aradu.A04 21231 p3 (ACA)5 15 119132124 119132138 ACCATTCCAGAAACATTCGG ACATGACAGAGCACAATGGC 239

Ad04A21233 Aradu.A04 21233 p3 (TCA)5 15 119143706 119143720 CCAATTGCTCCATCTTTTTCA GAACAAAAAGGATCGATGAAGC 173

Ad04A21235 Aradu.A04 21235 c (T)10c(T)12 23 119144305 119144327 AATTGGCATCCAACTTTTGC TGGTTGAATGCCCTAGACAA 261

Ad04A21236 Aradu.A04 21236 p2 (TA)7 14 119144779 119144792 ATGGATTGATGAGCCGAACT AACTAGATTTGTCACGTTCTATTTCA 174

Ad04A21237 Aradu.A04 21237 c (CAG)6caaaggcttct(TCA)647 119148533 119148579 CAGCAGCAGCAACAAACAAT GCTGTGCCTGTCTTTTCCTC 254

Ad04A21238 Aradu.A04 21238 p3 (ATC)5 15 119149115 119149129 CAAGGAAGAGGAGGAAGGTG TGTTGATGGAAAAGGCACAA 235

Ad04A21239 Aradu.A04 21239 p3 (ATC)5 15 119149391 119149405 TGTTGTGCCTTTTCCATCAA TGGAGAAGGATTGGAGTGCT 234
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Ad04A21241 Aradu.A04 21241 c (TG)6(T)14 26 119150922 119150947 TTTCCTTGTGTAAGGAATTTTCG CAAAGCAACCAAGTGAAGCA 237

Ad04A21242 Aradu.A04 21242 p2 (TA)6 12 119151079 119151090 TGCTTCACTTGGTTGCTTTG GACATTTGTCACTCCAACTACCAT 219

Ad04A21244 Aradu.A04 21244 p2 (AT)11 22 119153681 119153702 TGGTCCAAGAAAACAACCCT AGGGGGAAAAAGGAGAAACA 159

Ad04A21249 Aradu.A04 21249 p3 (AAT)6 18 119172879 119172896 AAGGGCCTCTTGAATACTGAAA TCCAGAGGGTCTCAAACCTG 278

Ad04A21250 Aradu.A04 21250 p2 (AT)7 14 119176152 119176165 TTGTTGAACAGGATGTTGCC ATGGCCACTGCAATCCTCTA 274

Ad04A21252 Aradu.A04 21252 p2 (AT)9 18 119179457 119179474 TTGGGTGCTCTCATATCAAGG TTTGTTGTTTTGATGTGCCA 269

Ad04A21254 Aradu.A04 21254 p2 (TC)11 22 119186108 119186129 ACTAGGAACCAGCTGCCGTA AGAGGGAAGGAAGGGTATGC 147

Ad04A21255 Aradu.A04 21255 c (T)10ggtg(T)11 25 119186652 119186676 GTTCTTGCAAAACCAGAGCG GCCCAGAAAATCAAACCAGA 279

Ad04A21256 Aradu.A04 21256 p2 (TA)6 12 119188493 119188504 AATGATCATCCTCCCACTGC TCAATTCCAACTCGCATCTG 253

Ad04A21258 Aradu.A04 21258 c (A)12ctaattgtacaaggcagaaaattattcactttgctaactgtatcaattatcc(T)10ctgtcaattgtatcaattatccttaaaatgagtaggatac(T)10124 119191934 119192057 CCCATTGACATCCCTAGGTT AAAAGGCCAGACCCAAGACT 280

Ad04A21262 Aradu.A04 21262 p2 (AT)6 12 119240348 119240359 TTTACAAACACCCCTAACAAAAA TCAAATCGATAATAGGAGGGC 273

Ad04A21263 Aradu.A04 21263 p3 (ATT)20 60 119240526 119240585 GCCCTCCTATTATCGATTTGA AAGGCAATAATTTAGCCCTGTT 231

Ad04A21264 Aradu.A04 21264 c (A)11ggtaaaaaagaaaaggacaaaagaaaaaagaaaacagaatt(A)1264 119245322 119245385 CAAATTTTGTGTTTAGAAGAAAAAGG GGCTCTCACATTTCCCAAAA 180

Ad04A21267 Aradu.A04 21267 p2 (AT)6 12 119247756 119247767 TTATCTTCATGGAGTCGGGC CTACTTTTGTCAAATTTCAAATCTTTT 255

Ad04A21268 Aradu.A04 21268 p3 (AAT)6 18 119249659 119249676 TTTTTCATTTAGTTTGCATGACTG GATTTAATTTACATAAAAAGCCAAATG 219

Ad04A21271 Aradu.A04 21271 p2 (AT)10 20 119261592 119261611 GGACGGCTAGGGTTAGGTTC GGAGCAGGTATGGGGGTAAT 197

Ad04A21274 Aradu.A04 21274 c (AT)7ctaatactcgttaaacttccattgtacacattgtacaaatattccattggctcattggctcctcatactttcc(AT)699 119267822 119267920 TTGAATTAACCTTCTTAGCATCTTCA AAAAATTGCAAAAGCTTAGGTGT 169

Ad04A21275 Aradu.A04 21275 p2 (TA)8 16 119271564 119271579 CACCCCACTTGGTGATGATT CGGCAACCACCAAAAGTAAT 231

Ad04A21278 Aradu.A04 21278 p3 (TAT)21 63 119273720 119273782 TTGTTGGCTAAATACTGACCAAAT TGGATGTGAATGTTCGCTGT 260

Ad04A21280 Aradu.A04 21280 p2 (AT)10 20 119282785 119282804 ATTGGGAACCCTAAAGGACG TAGCCACCACTAGGCACCAT 253

Ad04A21283 Aradu.A04 21283 c (TCT)7cttcttcttcttcgtcttcgtcttcgtcttcgtcttcttcttcttcctcttcctcttcctctttctcttcctcttcctcttcttcttcg(T)10120 119292097 119292216 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 234

Ad04A21287 Aradu.A04 21287 p3 (ATT)14 42 119305897 119305938 GCTCATTGATTGCTGCTTCA TGTACATGCAAAATCACCAACA 274

Ad04A21288 Aradu.A04 21288 p3 (TAT)15 45 119307442 119307486 CTACCTCCAAGCCAAAACCA TCGTGGAATTAGGCCTTTTG 165

Ad04A21289 Aradu.A04 21289 c (ATT)5(AGT)5tattatgataaagtatcaaatttttattccaaatgttttgaagtaagtattaatataatttttaatg(T)10107 119307992 119308098 TAGGCCTCACAAACAAACCC CCGAATTAACAGTGACGACAA 221

Ad04A21290 Aradu.A04 21290 p3 (TAT)9 27 119310688 119310714 TGCTTCTGCATTCATCTCCA GGAATTTTGCTGATCTCCTCC 195

Ad04A21293 Aradu.A04 21293 p2 (TG)10 20 119319834 119319853 GGACAGCCTCCCTCTCTTCT TCTCCTTTTTCCCAAACCAA 173

Ad04A21295 Aradu.A04 21295 c (TA)7tgatgcgtattctggatatatttggttgtggatatgattggagta(TGT)574 119323653 119323726 GGACATCATTTGGTAGCTCGTT AGCAAGCCAAACGACAAAAT 218

Ad04A21296 Aradu.A04 21296 c (AT)10gatgcgtattctggatatatttggttgtggatatgattggagta(TGT)579 119324416 119324494 GTCACAGGCAAGATCCTCGT CAGAAAAACGGACAGAATCTCC 277

Ad04A21297 Aradu.A04 21297 c (TA)7tgatgcgtattctggatatatttggttgtggatatgattggagta(TGT)574 119330866 119330939 GGATCCTCGTGTGGGTTATG CAGAAAAACGGACAGAATCTCC 275

Ad04A21298 Aradu.A04 21298 p3 (ATG)13 39 119334863 119334901 TCTGCGATGACGATGACAAT GGTGAAACATGGATGCTGTG 270

Ad04A21302 Aradu.A04 21302 p4 (TTTA)5 20 119343785 119343804 CTGATGTGACATTATTAGTAAAGGAAA TCTCCCTCACACTAAAATTTGC 279

Ad04A21303 Aradu.A04 21303 p2 (AT)7 14 119345132 119345145 GCAGTACTGGAAAACGAATGC CATAATCACCCACTTTGGGC 202

Ad04A21304 Aradu.A04 21304 p3 (ATC)5 15 119345352 119345366 GCCCAAAGTGGGTGATTATG GTGAACCTAGCCCAGGTGAG 246

Ad04A21308 Aradu.A04 21308 p3 (ATA)5 15 119366172 119366186 TTGGGGAAAGAGCCCTTAAT TCTTTTCCTTTCCATGGTGG 207
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Ad04A21309 Aradu.A04 21309 p3 (CTT)5 15 119369464 119369478 ACTTGAGGCGAACGAGATGT AAACCGAAACAGCAATCGAC 157

Ad04A21316 Aradu.A04 21316 p2 (CT)6 12 119385567 119385578 CAGATTAGGGCAGAAGGCAA ACCCAAAAGCAACGTTCATC 279

Ad04A21319 Aradu.A04 21319 p3 (ATT)6 18 119406800 119406817 TTGATAACTGATTTTAGTGGTTGATG AACTAAGTGCGAATTAATTTTGAAG 247

Ad04A21322 Aradu.A04 21322 p2 (CT)7 14 119412664 119412677 TGGCACAAATTGATACCACA GCGATCGAAAATTAAGACGA 202

Ad04A21324 Aradu.A04 21324 p2 (TA)6 12 119426260 119426271 TTTTTCGGACTGTAAAATAATTGTG ATGGGGAGAAGGAAAAGGAA 279

Ad04A21325 Aradu.A04 21325 c (A)10caaacgcagtaacaacaacagtaataaaagaacgacaataatgaaaaaacacataaagaagaagaaggaaccaaaaaagaaaatac(A)10106 119427857 119427962 TTTTTCTTGTTTTACCTTCTCATCA GAATGTATTTACACGTTCCAATTTTT 268

Ad04A21328 Aradu.A04 21328 p3 (TTA)14 42 119434077 119434118 AGCGTGTGATGGTGAGAGTG TCGATTCAAACCGAAAATTG 266

Ad04A21329 Aradu.A04 21329 p6 (GAAGGG)5 30 119441109 119441138 TTACTGCTGGTTGTTGCTGC ATTCCCTTCTCCTTCCCCTT 215

Ad04A21334 Aradu.A04 21334 p2 (AT)7 14 119456120 119456133 TCGTCGATGGTATATTTGATGC TTTTGATCTTTACGGTTCTCTTCA 246

Ad04A21335 Aradu.A04 21335 c (A)12tagaga(AG)6 30 119458075 119458104 GGTGGTTGATTTGAGGAACAA TGAATGAGCTTCTTGCAAATCT 278

Ad04A21340 Aradu.A04 21340 p2 (TC)21 42 119477211 119477252 CCATTTTGTTTTCCTTTTCCA TGTGGTGTGACTCTGATGCTC 231

Ad04A21344 Aradu.A04 21344 p2 (AG)6 12 119485907 119485918 CCACGCGAGATATCAACAAA TCTTTGCATGAAATGCGTTC 248

Ad04A21351 Aradu.A04 21351 c (TA)6(GA)9 30 119503758 119503787 ATGGTATGGCTGGAAGAACG TTAATCTCGTGCCCGAAAAC 263

Ad04A21352 Aradu.A04 21352 p2 (GA)6 12 119504190 119504201 GGCACAATTTTGTACGCTGA CGCAACTCACCTCCCTTAAC 280

Ad04A21354 Aradu.A04 21354 p3 (AAG)5 15 119507952 119507966 TTCCCCCTGATTCAACTGAG TCCTTCTTCGTTCTCCTTATCG 259

Ad04A21360 Aradu.A04 21360 p3 (AAT)11 33 119514334 119514366 CGAGGTCTCAAAAATAACCTGC TCAATGAGGTTCACTCGTGC 200

Ad04A21362 Aradu.A04 21362 c (T)10gcatataatgatt(AATA)543 119516674 119516716 TGAAGAGGATTTTCAGGGGA ATCTTTCCAACCGACCCTCT 257

Ad04A21365 Aradu.A04 21365 p3 (AAT)5 15 119523057 119523071 TTCACAAGGGTTATGCATGTTT GCGTCTTTATTGGATCACCC 229

Ad04A21366 Aradu.A04 21366 p2 (AC)6 12 119523722 119523733 TGCATGTGTTGTGTTAGGGG ATTCGTCCGTGTGGGTAGAG 143

Ad04A21368 Aradu.A04 21368 c (TTAT)5tgttcttgagc(T)10c(T)1052 119527489 119527540 GGGTTTCGAAGACCAAATGA TCGAACCTTCGAGAACGATAA 165

Ad04A21371 Aradu.A04 21371 c (T)11ggatttgtataaatttttttacatagattttcaa(T)1055 119541440 119541494 CTAGCCAAAAACTGCTTCGG TTCGATCTCCAAAAGAGAAAAA 278

Ad04A21374 Aradu.A04 21374 p2 (AC)6 12 119545499 119545510 TCATCCCGCTTAGGAATAAA TTTGCAAGCGTCTGTACGTT 233

Ad04A21375 Aradu.A04 21375 p2 (TA)7 14 119546490 119546503 ACCTCAGGTTTCATCCAACG CTTGCATGCCAAGTTTCCTT 230

Ad04A21378 Aradu.A04 21378 p2 (AT)7 14 119550130 119550143 GCCCTTCACATAACACCTCC TAGCGGCGATTTTAGGACAT 250

Ad04A21384 Aradu.A04 21384 c (A)10gatactg(A)1027 119560718 119560744 GGCGAAATTTCTTCCACTGA AAACACATTTCTTTCAATTTCTGTC 175

Ad04A21385 Aradu.A04 21385 p3 (ATG)5 15 119562706 119562720 CCTGGAAAAATCCATACTCCTC CCATAAACGTGCCCTCATCT 174

Ad04A21388 Aradu.A04 21388 p2 (AG)8 16 119564812 119564827 CCGTCAGAAAGCTAGAACCG TCTTCGTCGTTCGTCTCCTT 239

Ad04A21389 Aradu.A04 21389 p2 (GT)6 12 119568070 119568081 CGCAAAATCAAATCTCCACC AAATTCCAACGAATCGGCTA 244

Ad04A21392 Aradu.A04 21392 p3 (TTA)17 51 119571218 119571268 TGAGCTTTTTGAGAGGGGAA ATGTTCAATTCTGCCTTGGG 220

Ad04A21393 Aradu.A04 21393 p5 (TTATC)6 30 119576731 119576760 AGACACTCCGACGCTCAAGT GGTCCAAAATCGACCCACTA 249

Ad04A21395 Aradu.A04 21395 c (T)11cagga(T)10 26 119578049 119578074 AATCAGTGGATTTTGGCGAG TCCAAAACAAAATAAATAGTGTCCAA 236

Ad04A21398 Aradu.A04 21398 p4 (TTAT)5 20 119583482 119583501 GACCCATATGATTTTGCATAAAAG TCGCATATCTACGGATCCAA 279

Ad04A21402 Aradu.A04 21402 p2 (TA)10 20 119591815 119591834 GCTAGGTACACCTTTGTCGTGTT GCACCTATCACCTTTTATGCC 242

Ad04A21405 Aradu.A04 21405 p3 (AAG)5 15 119593074 119593088 TGGAATCACTTCACTCACCG TCGTTTGGCATGTCATTTTC 247
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Ad04A21408 Aradu.A04 21408 p2 (TA)6 12 119595346 119595357 CTACCATTGCAGCTCTTCCA TTTGCCACTTCAACTTCAAAGA 209

Ad04A21410 Aradu.A04 21410 p4 (TATT)6 24 119600559 119600582 TCTTGTTTTTAAACATCTCATGTCAA CAAAGCTACGAAACGTCATTCA 270

Ad04A21411 Aradu.A04 21411 p2 (CT)6 12 119601119 119601130 CGAGTTAATGTTCAGAAGCAGC GGTAAACCAAAAATTGTTTGATAATG 180

Ad04A21413 Aradu.A04 21413 p2 (AT)7 14 119602117 119602130 GAAGGTGCAAGGAATTGGTC ATGCATGCTTTGGTTCTTTT 178

Ad04A21415 Aradu.A04 21415 p2 (AT)6 12 119603541 119603552 TCTCAACGTGCATTTACCCA GAATGCATTGTTGATATTTGTCG 188

Ad04A21416 Aradu.A04 21416 p2 (TA)6 12 119606229 119606240 TCCCTCCTCTCTTTCCCAAT TTTTCACACTTAACTGTTGCATGA 185

Ad04A21418 Aradu.A04 21418 p2 (AT)7 14 119607323 119607336 AGCGACCCTGGTTCACATAC CAGCATGGACCCGTATTTTT 120

Ad04A21422 Aradu.A04 21422 p3 (TAA)11 33 119619998 119620030 GGGAAGTGTTTGGATTCCCT TTTGTGTGTATCGATGTACTACCGT 171

Ad04A21427 Aradu.A04 21427 p2 (AG)18 36 119634582 119634617 TGTTGCTGTTGTTGTTTGGAG GGATTTGGCGAAATTCATTC 222

Ad04A21430 Aradu.A04 21430 p2 (TA)10 20 119650500 119650519 TGACCTGCGATCAGGTAATTC CCAGGGACTCCAACACAGAT 204

Ad04A21433 Aradu.A04 21433 p2 (AT)7 14 119658323 119658336 GCTACTCATGCAATCATGCAA CAGTCCAAAGAAGCAGCTCA 265

Ad04A21442 Aradu.A04 21442 p2 (AT)9 18 119691661 119691678 TCCAAACGTCAGATCCAGGT CAAAGCCCTCCATAACCAAA 257

Ad04A21448 Aradu.A04 21448 p3 (TAT)6 18 119705952 119705969 TTGCTAACGGAGGAGGAAGA TCTGAAAACATGATACAATATCAAAA 200

Ad04A21449 Aradu.A04 21449 c (AG)14gtgatgtttccaacaagtgttggatttggttggatcaagaccaactttgtattcggactatg(T)11ctattttac(T)10120 119715357 119715476 AGATGGGCACGTGTTAAAGG TGAGAACAAAATCCCATGCC 270

Ad04A21450 Aradu.A04 21450 p2 (GA)6 12 119718785 119718796 AAAAGGAGTCGGGCTATGGT CTATCATCTCCTCCCCTCCC 163

Ad04A21454 Aradu.A04 21454 p3 (GAA)5 15 119722780 119722794 CCGTTTGTTTTTGGTGGTTT ACCGCAACTTCAAGTCCATC 119

Ad04A21455 Aradu.A04 21455 p2 (TA)10 20 119724182 119724201 TTTATTTGGATTGGTCGAATGA ATGCTAAAACGATTATCAGAAAACTA 277

Ad04A21457 Aradu.A04 21457 p2 (TA)6 12 119726313 119726324 TGTTGTCTTTCTTTGTATCGTTGTC GCCTTTACCTACCCACCGAT 205

Ad04A21458 Aradu.A04 21458 p2 (TA)8 16 119726468 119726483 ATCGGTGGGTAGGTAAAGGC AATCACACCCTTGCTAAGCC 102

Ad04A21459 Aradu.A04 21459 c (TA)10gcaaacttgacttaacaaggatgtgattctaaaataaaatgaaacttgattatactttcattacaagtctttgtctctgttttaa(T)10115 119731482 119731596 AAGTATTCCATTGGCTCCTCA CAGCTCTATGAAAAAGAGCAGTGA 182

Ad04A21460 Aradu.A04 21460 c (T)11(A)11 22 119732321 119732342 GGCCTTGGATTATTTGTAGGG ATGAATGCGCCGTACCTAAG 145

Ad04A21465 Aradu.A04 21465 c (T)11aaattagggtttaaataaatgacataaaactatgttgtc(T)1262 119742505 119742566 TACGCATTGGACATTGGTGT AGTGGAATAGTTGCGAAAGC 187

Ad04A21467 Aradu.A04 21467 p3 (ATT)5 15 119744457 119744471 GCTGCTAGGCCATACCAAGT AAACCAAGTCACAAGCCACC 212

Ad04A21470 Aradu.A04 21470 p2 (TA)8 16 119747141 119747156 AATCATCATGTGTGCCTCCT TGAGTTCCTCAATTTTACTCTCTTGA 156

Ad04A21477 Aradu.A04 21477 p3 (TTG)5 15 119771961 119771975 AGAGCGAGGAAGACAGACCA AAAACTTAAATGAGCACAATGAATAG 232

Ad04A21478 Aradu.A04 21478 p2 (TA)12 24 119774945 119774968 GCCGCTGTTAACCGTACTTC CTCAAAGCTTCAACGTGTGC 251

Ad04A21480 Aradu.A04 21480 p3 (TCA)5 15 119779732 119779746 CCAAAGATTTGTTCCAAGGG TATGCGCCACCTAAGTCACA 259

Ad04A21483 Aradu.A04 21483 p2 (AT)7 14 119788817 119788830 TGTCCATAAATAATTCTACCAACAAAA TGTTTTTAGATTAGACAACAAAACAAA 269

Ad04A21485 Aradu.A04 21485 p2 (TC)18 36 119791394 119791429 GGACTATTGGAAACGAGGCA AGCAAGATTATTGGATGCCG 205

Ad04A21486 Aradu.A04 21486 p2 (AT)12 24 119792342 119792365 GTGGGCATCAGGTAAGCAAT GTGCCACAGAAACAAGGGTT 240

Ad04A21488 Aradu.A04 21488 p2 (TA)8 16 119795855 119795870 TTCATTGCTAGTTCTACTAAGGAAACC ACGAAATCGATTCTGACGCT 206

Ad04A21489 Aradu.A04 21489 p3 (CAC)6 18 119796186 119796203 AACAGCAACACCAACACCAA GATTTGGGAAATGGGGAGAT 276

Ad04A21490 Aradu.A04 21490 p3 (CAT)7 21 119796325 119796345 AACAGCAACACCAACACCAA GATTTGGGAAATGGGGAGAT 276

Ad04A21493 Aradu.A04 21493 p2 (AT)8 16 119799943 119799958 TTTGATAGTTGGGACCCTTGA TCCATGGAGTCACATTCCAA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A21496 Aradu.A04 21496 p2 (AT)13 26 119807890 119807915 CCTTTAATGTCTCTTGCCCA TTCATAGACGTTTCATTCTGTTTCA 268

Ad04A21498 Aradu.A04 21498 p3 (TCA)5 15 119809139 119809153 CCAATGATTTGTTCCAAGGG TATGCGCCACCTAAGTCACA 259

Ad04A21501 Aradu.A04 21501 p2 (TC)6 12 119817863 119817874 CGGGTGAACCAGTTCAGTTT CTGCGAGTTCCTCTGTCCTC 274

Ad04A21507 Aradu.A04 21507 p3 (TCA)5 15 119827397 119827411 CCAAAGATTTGTTCCAAGGG TATGCGCCACCTAAGTCACA 259

Ad04A21509 Aradu.A04 21509 p2 (TA)6 12 119832080 119832091 TCACGTTCACGAAAACTATTTAGG TGGAGGTTTGGTTAAGTGACAA 211

Ad04A21513 Aradu.A04 21513 c (T)10caaagaaaaaactttctttttctagtctttcttctctctttactg(T)1065 119836064 119836128 GAAGAAAGCAGCCTTTGTCCT TCCAACTATTTAAATTTTGCGACA 274

Ad04A21516 Aradu.A04 21516 p3 (TTA)8 24 119838786 119838809 CCAACCCATTACCCTTCATC CCACTGTTTTAAACGACGCT 219

Ad04A21523 Aradu.A04 21523 p2 (TA)9 18 119852548 119852565 TGATCGATTTAATTTTCAGTTCTTT TGGCTGCCTAATTACTTGCC 245

Ad04A21526 Aradu.A04 21526 p2 (CT)14 28 119854330 119854357 AAAAGGTCCAAAACAACCCC GATTTGTTAGGGTTTGGCGA 262

Ad04A21527 Aradu.A04 21527 p3 (ATT)5 15 119855141 119855155 TGTGATGCGAATTGAATGCT TACCTTCCCAGATGACTGGC 138

Ad04A21528 Aradu.A04 21528 p3 (TAT)5 15 119855299 119855313 GCCAGTCATCTGGGAAGGTA AAGTACTTCGAGCCTCAAGGG 252

Ad04A21533 Aradu.A04 21533 p2 (AT)7 14 119867774 119867787 AAGAGGGTCCTTTCGGTCAT TGTGAATTAACTTTTGAAACCATTTT 276

Ad04A21539 Aradu.A04 21539 p2 (AG)15 30 119882047 119882076 TTCAATTCAGTTCGATCCCA TTCTCAGGGCATACCGATTC 271

Ad04A21542 Aradu.A04 21542 p3 (GCT)5 15 119884218 119884232 CCACAGGTTCAGGTTCTGGT TTGTTGTACCTCAGCCTCCC 214

Ad04A21543 Aradu.A04 21543 p2 (AT)6 12 119886971 119886982 ATATAGCTTGCAGGCCCCTT TTCACAAGAACCTTCCCCAC 206

Ad04A21544 Aradu.A04 21544 p3 (TCT)5 15 119890485 119890499 CATCAGCTTCTCTCCCTCCA GGGTCCCCACAATTGTCTAA 274

Ad04A21548 Aradu.A04 21548 c (T)11gaaaatgtatagtatactaaatgaaagagg(A)1152 119901402 119901453 TTTGGCAACAAAAAGAACCC GGGGGAATCGGAGATAGAAA 261

Ad04A21551 Aradu.A04 21551 c (TCT)5tcctcttcc(TCT)5tca(T)1052 119908694 119908745 GTTGCTACACATACGGGCCT ATCGTTTGGGTGAATTCCTG 259

Ad04A21552 Aradu.A04 21552 p3 (AAG)7 21 119909200 119909220 CGAGGAAGAAGAACGTGCAG TTCGCATACAAGCGATTAAGA 245

Ad04A21553 Aradu.A04 21553 p2 (AT)6 12 119912392 119912403 TTTGGTGCGTGTCAGATAGC TTTAATTTGATATTCGTGGAAAAA 216

Ad04A21554 Aradu.A04 21554 p3 (CCT)7 21 119914687 119914707 TTTGTTCGGTCCCAACTAGG AAGAAATCACAATGGGCTGG 276

Ad04A21560 Aradu.A04 21560 c (A)10gaataaaaaaaattggtaggatccacaaatttttttctcaaaacatatctaagaaaaataaaaatgcacttaattttttttc(T)10102 119943568 119943669 GGAAAGAAAAAGGAGAAAAGAAAA CCATTCAGGTAAAGGCACAGA 278

Ad04A21561 Aradu.A04 21561 p3 (ATT)5 15 119944508 119944522 TCATTGTCATCATTCTCTCTGATAA TCCCCACTACTTACCCATTTTT 280

Ad04A21564 Aradu.A04 21564 p3 (TAT)23 69 119947578 119947646 CGACAAATGATCTTAGCAAACC TGGGCCACTAACAAATCACA 268

Ad04A21568 Aradu.A04 21568 p3 (AAG)5 15 119952931 119952945 TTTCACTGATATATATTTGCATTGGTT TTCAATTTTTCTTGACACACGG 150

Ad04A21569 Aradu.A04 21569 p3 (AAC)6 18 119957198 119957215 CCTCCATGATCCAAAATACCA TCCTCCTGTGTTTCCTCTCG 246

Ad04A21570 Aradu.A04 21570 p3 (GAA)5 15 119957521 119957535 CCAAATGCTTTGTGACATGC GGTGTTGGATTGGTTTGAGG 133

Ad04A21574 Aradu.A04 21574 p5 (TGTGC)5 25 119963544 119963568 TGGACTTAATTTGCTTGCCC CAGGCAGAGCAGTATCAGCA 226

Ad04A21576 Aradu.A04 21576 p2 (TA)6 12 119967806 119967817 CAATCAAATGGTGACAGACGA GGACAGAAGATGCAACAGCA 270

Ad04A21577 Aradu.A04 21577 p4 (CATT)7 28 119967940 119967967 GCCTGAAACTTAGCAATGCC GGGTGGTTTGGTTGGTTATG 154

Ad04A21579 Aradu.A04 21579 c (TAA)6aaaagaatagaatagaataagaatactcattttttacttctgttgttgtcaacacgtttcttctcttgtttgcttgaattcttcttcttgcttccatgg(TGA)5tcttgatgtttatctttcttggaaaatg(TGT)6178 119969277 119969454 CAAATTTTGAGGATGCATGG GCTTCAGATGCTTCCTCTGG 269

Ad04A21581 Aradu.A04 21581 c (A)14tggtagatgcatagcactttgctccaaaaggcttaaattcaagggaggaaccaggaaggttccttataaaaagaaaattataaaaaatg(A)10113 119969875 119969987 TTAAAGGCTCCAAAAGGGTG ATGACCAAAGACTGCAAGCC 191

Ad04A21582 Aradu.A04 21582 p4 (AAAT)6 24 119970428 119970451 TGCATGTGTCTATGATTGCAT TGCATTCTTGTTTTTGTGATGA 260

Ad04A21588 Aradu.A04 21588 c (T)11aaattgagtctttggaccaaattctttttttaattgggtctctatacttttttttccttttatttaggtccctatattaattc(T)11105 119979270 119979374 TTTTTCAAATTTTTCAATTAGGTTC TTTTGTGAAATTTTTAATTAGGTCCC 253
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Ad04A21589 Aradu.A04 21589 p3 (TTA)5 15 119980903 119980917 AAAAGGAGAGAGGGTTCCCA AGGTGGTTGGATGAAGCAAA 158

Ad04A21590 Aradu.A04 21590 c (T)11cttgaatgacatgccaatatatacccttttttaataatgcacggactatgttaaacagaatgaaattccatgccatgactcaaagatagcaaatccaaag(A)11gaat(A)10136 119981602 119981737 GGTGGAAATGAAATCAAGTTTAGG AAGCAAGAAGAACAAAGCAACA 269

Ad04A21591 Aradu.A04 21591 p3 (ATA)5 15 119981985 119981999 AAGAACGAACAAGCCGTGAT GGTGACGATTGCGACTGTAA 255

Ad04A21592 Aradu.A04 21592 p3 (TTC)5 15 119982488 119982502 GGCCAGCCATGATAACAAGT GCATTGGTCATCCTTGTTTGT 157

Ad04A21593 Aradu.A04 21593 p3 (TGA)5 15 119982665 119982679 CCACACTTTGATTCCATTGGT CTTGCTTGAAAGCCAAAAGG 229

Ad04A21596 Aradu.A04 21596 p2 (TA)7 14 119988395 119988408 TCATTGTTTAAAGATGATATTTGCTTC AATTTTAATCTGCAACGGCG 250

Ad04A21597 Aradu.A04 21597 p3 (TGA)5 15 119993131 119993145 AGCATGAGTGCTAACCCACC TCTCCATCTTCCATCCCATC 257

Ad04A21602 Aradu.A04 21602 p2 (CA)6 12 120009941 120009952 TCTCACACCACCCTAAACCC TGCGTTCGACCTTTCTCTCT 252

Ad04A21617 Aradu.A04 21617 p2 (AT)6 12 120042276 120042287 TGCAATTGGTGAAAGGACAC TCCTGATTAATTGGTGCTTGC 254

Ad04A21620 Aradu.A04 21620 p3 (AAT)13 39 120049131 120049169 CCAAATTATATTGGTCAAACGG CAAGCATGCTCTCGTTGAAG 241

Ad04A21621 Aradu.A04 21621 p2 (AT)6 12 120049566 120049577 GGCTCAAAAGTGTTGCCAAA CTTCTTCATTTGTGAGGCCC 165

Ad04A21622 Aradu.A04 21622 p3 (CTC)6 18 120055726 120055743 TGGGAGAAAGCAAAGCAGTT CCTTGGAAGCTCCAATTTCA 156

Ad04A21624 Aradu.A04 21624 p3 (TAT)5 15 120058242 120058256 TTTTTCCGATCAATTTGGTTT TGTGGCGCTAACAATCTCTT 249

Ad04A21626 Aradu.A04 21626 p3 (CAT)8 24 120060532 120060555 GCCCAAAGTGGGTGATTATG GAAGGGGAAGACGAAAAAGAA 140

Ad04A21629 Aradu.A04 21629 c (T)10gttaattttttgaaaattagaatataaataaatgacctaaagctatagtctttcttcttttttttt(A)1187 120062836 120062922 TGTCCATTTGTGAAAACCAGT GGTGGAATAGTTGCGAAAGC 235

Ad04A21633 Aradu.A04 21633 p4 (TAAT)5 20 120067719 120067738 CAGATAACGGCGGCTAAGAG AGATCCAACGTTGCAATTGAT 170

Ad04A21642 Aradu.A04 21642 p3 (AGA)7 21 120098398 120098418 CCTCCATCTTCTTCACCAGC TTAACAGCACTAGGCGGAGG 113

Ad04A21646 Aradu.A04 21646 c (A)10catattaaaaaggattttccttttc(T)10cttac(T)1060 120103204 120103263 AAGCCAAGGCCATAAGGTTT ATGAGGGACCAAAAACATCG 168

Ad04A21658 Aradu.A04 21658 p2 (AT)6 12 120136399 120136410 TTAACTGATTGAGCCCCCAT TGTTGTGCCTCTTGCTTTTG 118

Ad04A21667 Aradu.A04 21667 p2 (AG)11 22 120161312 120161333 GGCACTGTGGCAGTGAACTA TTAGGAGCTTTCAACCACCG 175

Ad04A21668 Aradu.A04 21668 p2 (AG)11 22 120162304 120162325 GAGAGACGCAGATACGGAGG ATACCACCTGTTGGGCTCTG 176

Ad04A21669 Aradu.A04 21669 p2 (AG)11 22 120163296 120163317 GATGACGACCAGTCCAGGAT CTTCCAAAATGACAGCCACA 242

Ad04A21670 Aradu.A04 21670 p2 (GA)71 142 120164301 120164442 TGCAAAGTGGGAGACAGAAA CAAAATGACAGCCACCTCCT 271

Ad04A21671 Aradu.A04 21671 p2 (GA)19 38 120165355 120165392 GAGAGACGCAGATACGGAGG ACAATGGCCACTTTTTGAGG 227

Ad04A21673 Aradu.A04 21673 p3 (CCT)6 18 120169375 120169392 TGTCATTGTTTTCATTCTGACG TTTAGGAGGAGGAGCCAACA 203

Ad04A21674 Aradu.A04 21674 p3 (AAG)6 18 120171682 120171699 CAGCAACAACAAGACGTTGAA CGTCACTACGGATGCTGCTA 269

Ad04A21675 Aradu.A04 21675 p3 (GAG)5 15 120171876 120171890 TAGCAGCATCCGTAGTGACG TTAACCACGCACCTTTTTCC 118

Ad04A21676 Aradu.A04 21676 p3 (TAA)15 45 120173078 120173122 TGAATCAAGCACTGTTGAGTGAG CAGACCTCAATTGTTGGTGG 245

Ad04A21678 Aradu.A04 21678 p3 (CTC)5 15 120177668 120177682 GGTCCAATGATCCAACATCC GCACGATCTGCATGAGAGAA 146

Ad04A21680 Aradu.A04 21680 p3 (AAT)9 27 120179978 120180004 TGAAGAACAAAGAGAGCTTTTGAG CCAATGGTTTGTATGATGCAG 216

Ad04A21687 Aradu.A04 21687 p2 (TC)6 12 120199611 120199622 ATCCATGGAAGCCATACTCG TTGCGGAGCTTAAAAAGGAA 258

Ad04A21692 Aradu.A04 21692 c (T)10gtcactcttttttgggtttgac(T)1143 120217276 120217318 TGTTAGATGATTCTTGTTCATTGTTG GGCCAGGTGAAATTAAAGCA 154

Ad04A21701 Aradu.A04 21701 p4 (AAAT)5 20 120241708 120241727 CGAATCTCAACCCTCATGCT CCCATGCACTACTTCTATGACG 242

Ad04A21703 Aradu.A04 21703 p2 (TA)7 14 120244774 120244787 TTTCTGGTAAACTTGCTCATTTC CACGTGTGTTGGAGGTTGTT 250
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Ad04A21706 Aradu.A04 21706 c (A)11gaaaagaaaaattaccccatgtatataatatgagcaaaactcatatacttcctctccatttccttcactcatagtgtgtttctttttatatataaaaata(TC)7125 120247876 120248000 CAAATACCAAACCAACCAAAA ATGGCAAACACTGCAAGAAG 280

Ad04A21707 Aradu.A04 21707 p5 (TTATT)7 35 120249081 120249115 CAGCAAAATCAATGCCGTTA TTTTCCACTCCAAAGAACAAAAA 236

Ad04A21708 Aradu.A04 21708 p4 (AAAT)5 20 120250282 120250301 CCAATTCCATCCACAAAGGT AGTTAAAGGGCATGCTCAGG 255

Ad04A21713 Aradu.A04 21713 p2 (AT)11 22 120254254 120254275 AAACTACCTTGCCCAGCCTT TTCCGAAAATGTTTGTTCCA 197

Ad04A21717 Aradu.A04 21717 p4 (TTAT)5 20 120264266 120264285 TTGTTAGTTGTTTTATTCAGGAACG AAAAAGATAGTGGTCTGTATTTAAGGA 175

Ad04A21718 Aradu.A04 21718 p2 (AT)9 18 120264438 120264455 TCCTTAAATACAGACCACTATCTTTTT TGATTTTTGATAATTTTGGATGAG 247

Ad04A21721 Aradu.A04 21721 p2 (TA)7 14 120291604 120291617 TCGAATTACACTCAGGCAACA ATATACAACCCTGGCTCGCA 208

Ad04A21724 Aradu.A04 21724 p2 (TA)6 12 120304583 120304594 TGGAGAACGGGAGAAGAGAA TTTGCAGGGAACCTAAATCG 203

Ad04A21727 Aradu.A04 21727 c (T)12gttgataaccacaaatctgagggtaagatttgtggttttaaa(T)1064 120314647 120314710 TGAGGGTCAGATTTGTGGTG CCCTCAGATTTGGAGGAGTAGA 225

Ad04A21728 Aradu.A04 21728 c (A)10tccatattcaagaaaaacacaccaatgatccataatgatgaattacacaattttttttcatat(A)1083 120314868 120314950 CCTCCAAATCTGAGGGTCTG TTTGATGCTGGCAACACATT 266

Ad04A21732 Aradu.A04 21732 c (A)11gaagaggggtttaatgagtcacgtgactcacccccctccccaaccccacttattttttttcacccgaaatccttctcccttttctttcaatttcat(TTC)6tta(TTC)6146 120333272 120333417 GGAGATGGAGATGCGAAGAG AAGAAGAGAAGAGAAGGAGAAGGAA 261

Ad04A21733 Aradu.A04 21733 c (AT)11gatgcgtattttggatatatttgattgtggatatgattggaatg(TGT)581 120334863 120334943 GGATCCTCGTGTGGGTTATG TCTTCTGTTTCTAGGACCTTACCAA 265

Ad04A21734 Aradu.A04 21734 c (A)13gaagaggggtttaatgagtcacgtgactcatccccttccccaaccccacttatt(TTC)891 120340271 120340361 TCGGGGACCGAATTTCTTA GCTCCATGATTTAGGGTTGTG 274

Ad04A21735 Aradu.A04 21735 p3 (TGT)5 15 120341892 120341906 ATATGCCACAGGCAGAATCC CCTCTGTTTCTAGGACCTTACCAA 274

Ad04A21738 Aradu.A04 21738 p3 (TTG)5 15 120351297 120351311 TGGGAGTTGGGTCTTAGTGG AGAAGGAGAGGTTGAAGCCA 274

Ad04A21740 Aradu.A04 21740 c (GAA)5gaggaaaacgaagaagaagaacgtgcagaaacgaaagaaaaggagaagaagaagagtaagaggaagaagaacgtgcagc(AAG)5aatttcagaaaccatgaaaatcg(A)11cgaagaagaagaagaggaagaggaagaagaag(AGA)5190 120357118 120357307 TCTTCAAAAACGATTTTACCATGA ACTCAAACGGTTCCTCTTCG 275

Ad04A21741 Aradu.A04 21741 c (ATT)5actattattc(TCG)540 120362884 120362923 AACGTGTACCTTTGTAAACTCATCC GGCCGGTTTACACTGACTTT 276

Ad04A21742 Aradu.A04 21742 p3 (AAT)15 45 120364878 120364922 AAATTTTGAGTGCTAGGGATGAA GGACACCCCTAAACCAATCA 276

Ad04A21744 Aradu.A04 21744 p3 (TAT)5 15 120379269 120379283 TTCAGGGAAATAAAGCTGCTG TCCCCAGAAAATTAAAGCTGTC 268

Ad04A21746 Aradu.A04 21746 p2 (AT)6 12 120380211 120380222 TTCCACCATTTTTATTCTTTTTCTC TTGTTGAGTGGTCTAATGACATAGC 193

Ad04A21747 Aradu.A04 21747 p3 (CTC)5 15 120383633 120383647 CTGTATCACAGGCGCATTTT TGGTTGTTGTTGGTGATTACG 166

Ad04A21748 Aradu.A04 21748 c (GAA)7agagaaagagaagaagaaggatgagaagaacttgcgcgaatttt(GAA)580 120384823 120384902 AATGCTCGCAAAATGTTGGT CTTTTTAAATCACGCGCTCA 226

Ad04A21751 Aradu.A04 21751 p2 (TA)6 12 120387118 120387129 TCCCTCATCAACACTTGCAG GAATCAGTTGGTCGAACCGT 190

Ad04A21753 Aradu.A04 21753 p3 (GAA)5 15 120390947 120390961 GGTTCTGGAATGCTTGGTGT CTTTGCTGTAGCTTCGTCCC 206

Ad04A21754 Aradu.A04 21754 p2 (GA)14 28 120391126 120391153 GCGAGATTGTTGACTCGTGA TCATCTTCGGCTTCCATACC 254

Ad04A21757 Aradu.A04 21757 p2 (AT)6 12 120395480 120395491 GGTCGCTAGGTTAGGGCTTT TTGGGACAGACGTTGAATGA 276

Ad04A21758 Aradu.A04 21758 p2 (AT)7 14 120400899 120400912 AGGAATTCAGTAGCACGGGA CCAACACAAACAGCACCATC 138

Ad04A21759 Aradu.A04 21759 p2 (AT)9 18 120406324 120406341 CCAGCCTCATACACCCAAAT TGACTGGTGTTTTTAGTGGCA 275

Ad04A21762 Aradu.A04 21762 p3 (GAA)6 18 120419841 120419858 ACTGCTGTTTCTGCATCACG GAGCACCAGAGCTTGGAAAC 243

Ad04A21763 Aradu.A04 21763 p3 (GAG)6 18 120430126 120430143 TGAGAGGGAGCTGAAGAGGA TCTCCGACCTTTGTCCAATC 275

Ad04A21764 Aradu.A04 21764 c (T)10c(T)10 21 120441557 120441577 GTAGGGTTGGCAAGTTGGAA TGAAATTTCCAATTTTAAGATGC 133

Ad04A21769 Aradu.A04 21769 p3 (TTA)5 15 120455567 120455581 TTCTTTCTCATGTTCTTCACAAAA AAAGGGAAGGGAAGAAGAAGAA 276

Ad04A21776 Aradu.A04 21776 p3 (ATG)5 15 120481403 120481417 TTGCTTGTGACGACTTGACC AATTTTCCTTATGCATGGCG 248

Ad04A21777 Aradu.A04 21777 p2 (TA)6 12 120482025 120482036 AAAAATTGTGAATGGCCTGT CCTCCTCGTCCTCTGTATGG 207
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Ad04A21779 Aradu.A04 21779 p2 (TA)10 20 120483156 120483175 TTGCTAGCTAGTCGCCAATAA AAAGTGGTCAAATGTGATGGC 178

Ad04A21782 Aradu.A04 21782 p2 (TA)6 12 120489969 120489980 TGTGGAAATTATGTACACCAAAA CAAAGTAAAATTCAGAAGGATAAAGTT 280

Ad04A21783 Aradu.A04 21783 p2 (TG)7 14 120491210 120491223 TTGCTCCCATCAATTCATCA GAGCCAATCTAAGTCCCCCT 216

Ad04A21786 Aradu.A04 21786 c (AT)9(GT)8 34 120499994 120500027 TCAAAGGAATTCAGATGTGATTTTAG CCTTATGGATTGGGCCTTTT 155

Ad04A21790 Aradu.A04 21790 p3 (AAT)5 15 120537408 120537422 CCATTTTCTAGTCTGGAGGGG TGCTTTGCAAGCATCTCTAA 204

Ad04A21791 Aradu.A04 21791 p3 (TCA)5 15 120542663 120542677 ACCCCTCTATGCGCACTATT ATGGTGATGGATCGTGGAAT 188

Ad04A21792 Aradu.A04 21792 p2 (TA)7 14 120542869 120542882 ATTCCACGATCCATCACCAT TTTTTGTGGTTGATTTAAAAGGTT 265

Ad04A21793 Aradu.A04 21793 p2 (TA)6 12 120543153 120543164 TGCACAAGATTTGTAATTTTACTTTG CATGTTTCAACTTTCAACCGA 267

Ad04A21796 Aradu.A04 21796 p3 (GAA)5 15 120551890 120551904 TCACCAAACCCTCACTCTCC CTTCAAATCCTCAATTCGCC 215

Ad04A21797 Aradu.A04 21797 p2 (CT)10 20 120552100 120552119 GGCGAATTGAGGATTTGAAG CCCAGATTACCCTCCCCTTA 251

Ad04A21799 Aradu.A04 21799 p3 (TTA)5 15 120559732 120559746 TCGAAAATCTCAATTGGAGGTAA TCGGAAAAGGAATCTCTATTGTTT 280

Ad04A21804 Aradu.A04 21804 p2 (TA)6 12 120564485 120564496 TGCTAATGCATGTAATGTAACCG AGCATGCAGTGGTACGTCTCT 236

Ad04A21806 Aradu.A04 21806 p2 (AT)6 12 120568307 120568318 TGTTTGCTCCTTAGCTAGGTTGT TGCTCCACAATCCCCTTTAT 175

Ad04A21808 Aradu.A04 21808 c (CTT)5ttactttttatttttta(T)1143 120569240 120569282 GAGATGGGTTAGGTGGGATG GACACCATAGACAAACCAGGG 233

Ad04A21809 Aradu.A04 21809 c (A)11cctacccaatatttcaaaaataaagggtactttttttttgtgactg(A)1067 120570606 120570672 CACATTTTGACCTTGCATCC AATCAAGTGAAAATAGGGTGGTAT 217

Ad04A21811 Aradu.A04 21811 c (GAA)6gacatcaaagattgcttcaactttctccttatcacaatggattcctcaataacattgaaatcatctctggggacttcactact(TCC)7122 120574343 120574464 GCAGAAGCATTAGCTTCCCA TCAGCCTCATCATCTTGCAG 276

Ad04A21812 Aradu.A04 21812 c (CAG)5tgaagtactcttgcttgaacattgcatcagccactgccaaattcgtcatcagtgcactttctgggattgttggagcatgatgatggtaaggaataac(AGT)5127 120575256 120575382 TGGTGATGATGATGGTGTGA CACCATACCCTCCTTTCCCT 277

Ad04A21813 Aradu.A04 21813 p4 (AGAT)6 24 120575785 120575808 AAAACCCTAGCTTTAAGGCATACA TCTGGTTTCTTCACACCATCA 272

Ad04A21816 Aradu.A04 21816 p3 (AAT)5 15 120579336 120579350 ACAAGGATTGACGGATCCAC TGCTGAGATTTTTAGGTTCAGTTG 280

Ad04A21821 Aradu.A04 21821 c (A)14ggtgttgaag(A)1539 120602158 120602196 TTGGGCTGCTAGAAAACGAT ACCAAAAGCAAACAAATGGC 160

Ad04A21822 Aradu.A04 21822 p2 (TA)10 20 120604683 120604702 TGGAACAAAAATAATTGGGTAGC CTGCAGTAGTTGATTCCCCA 272

Ad04A21823 Aradu.A04 21823 p3 (ATC)6 18 120606066 120606083 AACCATAGCCACCTCATTGC TGGTGGCTAGCTGAATTGTTT 275

Ad04A21826 Aradu.A04 21826 p2 (TC)8 16 120610784 120610799 TGCTTTTGCATGTAGGAAAGAA TGTGGTGGTGATGTGTTCCT 255

Ad04A21827 Aradu.A04 21827 p3 (AAT)6 18 120610966 120610983 AGGAACACATCACCACCACA CATGTAGAAGGCTTGGAGGG 219

Ad04A21828 Aradu.A04 21828 p3 (GAA)11 33 120611168 120611200 CCTCCAAGCCTTCTACATGGT CCCCTTTCAATCCTCCATCT 227

Ad04A21829 Aradu.A04 21829 p2 (CT)8 16 120611469 120611484 TATAGAGCAAAGCGTGCGTG GAATTTGGAGTGGGGGAAAT 252

Ad04A21833 Aradu.A04 21833 p3 (ATT)6 18 120628923 120628940 TGTCATACCCAATTTCCGTTT CCTCATGAAAGCAGAGAGCA 112

Ad04A21837 Aradu.A04 21837 p2 (AT)8 16 120639317 120639332 TGATTGATGCATGCAGTGTC CGCATATTGTATTGCGTTCC 266

Ad04A21838 Aradu.A04 21838 p2 (AT)7 14 120640001 120640014 ATTTGATACGCGAATACGGC TGACCCACCAAAGGTTGAAT 259

Ad04A21839 Aradu.A04 21839 p3 (ATC)8 24 120644276 120644299 TCGTTCAATAATAACGCTGCT CAAACTGATCAGGGCAACAA 153

Ad04A21841 Aradu.A04 21841 p2 (TA)9 18 120648049 120648066 TGAACCACTTTAAAAATTTCCTCT CGAAACTATAAGGACCAGCGA 279

Ad04A21843 Aradu.A04 21843 p2 (AT)8 16 120653881 120653896 TCCCCTCATCCCTCTTCTTT GTCATGCGACACATTTGGTT 244

Ad04A21845 Aradu.A04 21845 c (A)11gaagaagaaagagttgtaaatgatcacccttatccaagaaatcttttaatattccctgcataataatacaatgcc(T)1197 120656332 120656428 TTGGCGACCTTTCTTCTTGT TTTGTTTGTAGGCGCGAAAT 222

Ad04A21848 Aradu.A04 21848 p3 (ATT)7 21 120659428 120659448 TTACCGAAAAGAATCTCGCAA CAACGCATTTATGGATTTCG 257
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Ad04A21850 Aradu.A04 21850 p3 (ATT)17 51 120665140 120665190 ATGACGAAAGAGGAGGTGGA TGTGCATTTGTAATTTTGTCACT 265

Ad04A21851 Aradu.A04 21851 c (T)10aaaaatataaattacagtttttcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngatactaaaacc(A)17106 120667694 120667799 CAAAGCACAGTCGATTCCAA TGGATCACACCACTTAGCTTCA 280

Ad04A21852 Aradu.A04 21852 p3 (ATT)14 42 120670037 120670078 GCAGAAGGAGATGACGAAGG TGTGCATTTGTAATTTTGTCACT 266

Ad04A21853 Aradu.A04 21853 p2 (AT)6 12 120692155 120692166 CAATGGATAATCGGGTCCAA TCCAAACATGTTAAACACCAAA 174

Ad04A21859 Aradu.A04 21859 p3 (TTA)6 18 120718535 120718552 AACGAAAACGTTCCCATTTG AGGGAGCCCTACCTCTACTCA 277

Ad04A21863 Aradu.A04 21863 c (T)10cttctttggtgaatacttaggaacgaag(CT)650 120725007 120725056 ATCGGATTGGCAGAAAGTTG ACCAACCCAAGCTTCTCAAG 275

Ad04A21866 Aradu.A04 21866 p2 (AG)8 16 120727333 120727348 AAATGAAGGAAAAAGCATTTCA GCATCAAGAAGGATTCAAACG 262

Ad04A21868 Aradu.A04 21868 p3 (CTT)5 15 120729050 120729064 GCAAAGTGTGGATCGGAAAT TCCCGGGAATTGCTATATGA 260

Ad04A21870 Aradu.A04 21870 p3 (TTA)5 15 120730570 120730584 CAGAAAGCAAAGAGAAGGGAAA TTTGGCAAAAGAATGGAAAAA 278

Ad04A21872 Aradu.A04 21872 p3 (ATT)5 15 120736504 120736518 ATTTTTCCAAATGCAGCCAC CGGGCCTTTTGAGTAATTTG 259

Ad04A21877 Aradu.A04 21877 c (T)11gctttttgggtttgccataatttatttgtaaatacttcaaattaatcgtgttaacaatgaacaaaatt(A)1190 120755113 120755202 TGCCTTAAGAAGCTTTATTACATTC AATAGTTTAAGCATCAAGTTATGCAA 257

Ad04A21883 Aradu.A04 21883 p3 (TTC)5 15 120784753 120784767 AGGAATAATGTGGCGCAAAG TCCAATGATCGTGACGTTGT 246

Ad04A21885 Aradu.A04 21885 p3 (TTA)7 21 120792381 120792401 TGAAAGTTTGAAATGTCGTATTTTTAT TTTCGTCTTATTTTAGTCTTGTGTTCA 245

Ad04A21889 Aradu.A04 21889 p3 (GAA)5 15 120801097 120801111 TTTTCATCATCATCACCATCTTC TCCTCATTTCTTTCTTTCATTGG 206

Ad04A21890 Aradu.A04 21890 p2 (AT)6 12 120803283 120803294 ATGCAAAAACAGGGATCGTG TTAATCCAACCGGGTTCTTT 223

Ad04A21891 Aradu.A04 21891 p3 (ATC)7 21 120803637 120803657 CTTTGGCCTACTGTCCTTGC ATTTCCCAAAGGAACAGCCT 208

Ad04A21892 Aradu.A04 21892 p2 (AT)7 14 120804948 120804961 ACGTGTGCATTCGTGTCAAT AAAGTTCATCTCACATTCATCCA 271

Ad04A21894 Aradu.A04 21894 p2 (AG)7 14 120810159 120810172 AAATTCGTAATCATGCCCAA CGATCCTTGATGAATCCAAAA 222

Ad04A21897 Aradu.A04 21897 p3 (AAC)5 15 120827995 120828009 GTTTTTCTGAATGAACCGGC TGTTGTTGTTAGACGTGTAGTTGAA 240

Ad04A21902 Aradu.A04 21902 p3 (AAG)6 18 120846768 120846785 GCATTGATCGCCCTTTTTAG CATGGGTACAAATGTCAGCG 254

Ad04A21903 Aradu.A04 21903 p2 (CT)8 16 120847113 120847128 ACAAAAGTGCCCTGACTTGG AAAGTGCGGATGAAGGAAGA 280

Ad04A21904 Aradu.A04 21904 p2 (GA)6 12 120848413 120848424 CCACCAGCTTAGAGGTCTCG TGCTCTCCGTGTGACAAAAG 240

Ad04A21906 Aradu.A04 21906 p2 (AG)8 16 120861491 120861506 AAGTGTAGCATGTTGATACGAGGA TCTTGGCATGTCAGCTTCTTT 267

Ad04A21908 Aradu.A04 21908 c (T)10atttggattcctacactatttttttttagttggtccctataaaattaagctaattactgccaagagggacctaatt(A)1096 120862156 120862251 TTCAATTGAGTCCTTGCATCA GGTTTAATTGTTCTGTTGGTCCTT 232

Ad04A21912 Aradu.A04 21912 p3 (CAT)5 15 120874247 120874261 CGTGATGGAAGATGCAGAGA GAGGAGGTAACCCATGCAAA 180

Ad04A21914 Aradu.A04 21914 p2 (AT)9 18 120885889 120885906 GCGCTAATATGTCAATTAATTCAGTC TGGATACAGTGACGAACCCAT 134

Ad04A21917 Aradu.A04 21917 p3 (GCA)5 15 120900022 120900036 AGCAGCCACAACCTTCAATC GTCTTGATTGGTGCTGCTGA 240

Ad04A21920 Aradu.A04 21920 p3 (GAA)6 18 120913144 120913161 ATCCATGGGTGAAGCCAATA TGCCCATCATCCTAGACCTC 100

Ad04A21925 Aradu.A04 21925 p2 (CA)6 12 120929981 120929992 TTTCCCCTTCCTCTCTGTCA TAAGGAAGCCGCAAGTATGC 274

Ad04A21927 Aradu.A04 21927 p4 (TCTA)5 20 120930541 120930560 TCCAATTCTGTTTTGAATTTGC GCTTGATGGTGGGACTTGAT 228

Ad04A21929 Aradu.A04 21929 p5 (AAAAG)5 25 120944908 120944932 TTCTATTGGTGAGTGCCATGA TCAAGCAAAAGTGCATTGTTAAA 254

Ad04A21931 Aradu.A04 21931 p3 (TAT)6 18 120948195 120948212 TCCATTTTGGTTTATATATACTCCTTT CAGTTCAGCCACTTTTCTATTGTT 276

Ad04A21937 Aradu.A04 21937 p2 (AT)6 12 120975456 120975467 TAAGAGGTTGCGGATTCGAG TGCACGGATCCACAAAAATA 196

Ad04A21940 Aradu.A04 21940 p2 (TA)7 14 120980418 120980431 GGAACTTAATGAGCCAATACAGC TGCATTAATAGTTGGCGGAA 195
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Ad04A21944 Aradu.A04 21944 c (A)10caactatgtaatactttttcctc(A)1043 120985264 120985306 CAACAAAAGTACCCCATTCCA CACGTCATATTAGGGAGCATCA 243

Ad04A21946 Aradu.A04 21946 p2 (TA)6 12 120995142 120995153 CACGTCGCTCACGAAAGATA TTCGAGACTCTGTGGAAGCA 263

Ad04A21949 Aradu.A04 21949 p3 (TAT)6 18 121006062 121006079 AGAAAGCAACTTGAAGCGGA TCACCCTCTTCAAGATCAAGG 267

Ad04A21950 Aradu.A04 21950 p3 (ATT)5 15 121006196 121006210 AAAGGGTTTGATTGTGGCAG GGCATGGGAAGCTACCATTA 211

Ad04A21951 Aradu.A04 21951 p2 (AT)6 12 121007795 121007806 TGGCTAAAAGAAAGACACACACA TTTCATTTAACGACTCTCGGC 259

Ad04A21959 Aradu.A04 21959 c (A)11tctaccaatattttgaaagatcatcaagaggataacaaacaacttaaaaattactccttttcttccaccgtttgaaaac(A)10100 121024978 121025077 TGGAAATTCACACGTTTACACA TCTGAAGGTTTGGTTTTGGG 273

Ad04A21967 Aradu.A04 21967 p3 (TTA)6 18 121034231 121034248 CATTTCTCAACCAATGGTGATT TGGTTTTGTTTGCTCCATGA 163

Ad04A21972 Aradu.A04 21972 p2 (TA)6 12 121044302 121044313 TACCCGCTCCACTCATATCC CCGTCCCTATCTTCGGTACA 183

Ad04A21973 Aradu.A04 21973 p3 (CAT)5 15 121046394 121046408 TTTTCAAGGGTGTTTTTGGC ACAACGAACCACAAATGCAA 255

Ad04A21975 Aradu.A04 21975 p2 (GT)6 12 121053691 121053702 TGTCTTTGTGGTTTGTGCAG TCTCATCTCTTTCAACGGGC 270

Ad04A21983 Aradu.A04 21983 p3 (CAG)6 18 121074850 121074867 CCAACCATGAAACTCACACG TCCGTTGTCGTTGTTGTTGT 275

Ad04A21986 Aradu.A04 21986 p3 (TGT)6 18 121077713 121077730 TGACATGATCTGTGGTTGATGA TTGCAGCATGTGAGGGATAA 109

Ad04A21989 Aradu.A04 21989 p3 (AAT)16 48 121081415 121081462 CCTCCTTACCTCAGCCACAA AATGTGAATATGCAGCAATTTTT 209

Ad04A21990 Aradu.A04 21990 p3 (ATT)6 18 121083189 121083206 TCCCTAATAACCAGCTAGCCC TGAGGCACTCAACATTATTCCT 151

Ad04A21994 Aradu.A04 21994 c (TAA)5tggagtacacacacatatttttttcccttgaagtaattagtaattattattattatctttaattgag(T)1395 121086420 121086514 TTGAAATGAGTGAAACTAACCCAA TTTGGTGGTGATGAGTGGAA 254

Ad04A21996 Aradu.A04 21996 p2 (CT)7 14 121087347 121087360 CCGAACTGTCATCCTTCCAT TTGATGAACAGCAATGAGGC 171

Ad04A21997 Aradu.A04 21997 p3 (GAA)5 15 121088153 121088167 TGATGAGGAGGAGGGAAGTG TGCTAATGAATTGGGCATCA 172

Ad04A21998 Aradu.A04 21998 p3 (AAG)5 15 121088343 121088357 TGCCCAATTCATTAGCATCA AAGCAGCTTCAACAATGGCT 225

Ad04A21999 Aradu.A04 21999 p3 (CTT)5 15 121088617 121088631 GTAGCTGCAGCCATTGTTGA ATCTGTCAAGAGCCACCACC 274

Ad04A22000 Aradu.A04 22000 p3 (ATG)5 15 121088910 121088924 TCCATGGATCAAACAAGAAGG CCATCACAACCTTCCAAACA 257

Ad04A22005 Aradu.A04 22005 p4 (TATT)5 20 121092965 121092984 GGCAATTAACATGTTGTCCCT TCCCTTCCACAATGAAGAGAA 223

Ad04A22008 Aradu.A04 22008 p3 (TTC)5 15 121095744 121095758 AGTTGGCGCTGAAAACAACT AGTGACACATGGACGAACCTC 137

Ad04A22010 Aradu.A04 22010 p5 (ATTTT)5 25 121098906 121098930 TGCATGCATGTTTCAGCAAT TGAACAGTTAACAGAAGATTTCCC 259

Ad04A22011 Aradu.A04 22011 p2 (TA)6 12 121100133 121100144 TAGCCTCTTGGGAACAAGGA TGCATGGTTATGACAATACGG 180

Ad04A22012 Aradu.A04 22012 p2 (AT)6 12 121101201 121101212 TGGATGCATGCTGCAAATAA ACAACCCTGCACAGGCTATC 116

Ad04A22013 Aradu.A04 22013 p4 (TAAT)6 24 121101718 121101741 TCAAAGCAAACCCTACACCC TCCCTCCATAAGGACACACC 196

Ad04A22014 Aradu.A04 22014 c (TTTC)5ttttttcatgttattttattatattgtttttcc(T)1063 121103609 121103671 TCTTGGCTGCTTCAACTTCA CAAGCACTTTTTGTCAGCAA 205

Ad04A22017 Aradu.A04 22017 c (TG)8(AG)8 32 121112369 121112400 CCCATTAGCAAGCAGGACAT TGTTGGTTATAGGCCGGTTC 263

Ad04A22019 Aradu.A04 22019 c (A)11ggaaattttacccaacccatctcttcactgtacgagattcagataccaacttctccactgaaacgccg(CCA)7100 121116240 121116339 ACACGAATTCCCCAATTTCA AGAGGAAGATTGGGACCACC 264

Ad04A22020 Aradu.A04 22020 p2 (CT)13 26 121117137 121117162 AAAGGGGAATTTTGGGAATG GGCAGCTTCAGCTCAACATA 252

Ad04A22021 Aradu.A04 22021 p3 (AAG)5 15 121118870 121118884 GGAGAAAAAGAAGGCAGGAAA GAACCGCTACTGCACGTTTT 109

Ad04A22022 Aradu.A04 22022 p4 (AATA)5 20 121120345 121120364 TTGTATTTGTATGAGCGCTATTATTTT ATTTGGGTGAGCTTTTAAGAAA 248

Ad04A22024 Aradu.A04 22024 c (CT)7(TC)7 28 121125533 121125560 CAGCTTTCTCCACCTTCGTC AGCGTGCGTGCTATTTCTCT 122

Ad04A22026 Aradu.A04 22026 p2 (TA)11 22 121133158 121133179 ATGGCAAGTTCCAGTTGACC GATCCACCTCATCAATTGGG 262
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Ad04A22028 Aradu.A04 22028 p3 (TGT)5 15 121135358 121135372 TCGCCACACTTACCAAAACA TGGCAACAACAGCTGAAATC 168

Ad04A22032 Aradu.A04 22032 c (A)13cacaatcacgtaaaacaagttagtccaag(TAAA)666 121141537 121141602 TCAAAATTCATCCAAAGCCC GTCGTCGTCCGAAGAAGAAG 165

Ad04A22033 Aradu.A04 22033 c (T)10ggcttccaagttgcaacgccattttcattttctttgcattctccttttaaatgttaatgtcgtctctgcactgcacttctggaacctcaatttac(T)11116 121141824 121141939 TCCACTCTCTCTGTGCGCTA TCCGCTGCATCTACACACTC 269

Ad04A22034 Aradu.A04 22034 p3 (TTA)20 60 121142393 121142452 TGCAGAAAGCGAAGAATATGAA AAAATCGGCCTACAACAAAA 280

Ad04A22037 Aradu.A04 22037 p4 (TTAT)5 20 121147890 121147909 GTATTGATCCAATGACGGGG TGAGATTCCTCCTTTGCTCC 217

Ad04A22038 Aradu.A04 22038 p2 (TA)9 18 121157851 121157868 AAGGTTTCTGACCCACATCG TTACCCAAGGAAGGTTGACG 261

Ad04A22045 Aradu.A04 22045 p3 (AAT)6 18 121179393 121179410 CACGTGTTGCATACCGTCTC CACAAACAGTGATTTTGACACA 226

Ad04A22051 Aradu.A04 22051 p3 (ATT)7 21 121187723 121187743 CAGGTGCATTAGGGGGATTA GAGGAGGAGGAGCCTGAGAT 163

Ad04A22055 Aradu.A04 22055 p2 (AG)11 22 121191682 121191703 ATTCCAGCAGCAACGTTAGG CCCAAAAGACCAAAACCTGA 262

Ad04A22056 Aradu.A04 22056 p3 (TAA)6 18 121192077 121192094 GGATTATGTTGAGGTTGCTTCA CCAAATTAAAAGCCTGAGTTGG 220

Ad04A22059 Aradu.A04 22059 p2 (TA)6 12 121196174 121196185 TTGCATTTGGTAATCTTAATTTGTC TGGAAAGAAATCATGGGAAAA 233

Ad04A22060 Aradu.A04 22060 p3 (TTC)5 15 121196488 121196502 TTTTCCCATGATTTCTTTCCA GGTGAGAAAAACAAACCGGA 249

Ad04A22061 Aradu.A04 22061 p3 (TCC)8 24 121196810 121196833 TTCAAAACCAATGGTGCAAA GGCCATAACAAGGGTCTGAA 271

Ad04A22062 Aradu.A04 22062 p3 (TAG)5 15 121199169 121199183 GAGCCTGCAACACAACACAC TGCTGAGAGTCACACATTTTCA 277

Ad04A22063 Aradu.A04 22063 p2 (TA)6 12 121201243 121201254 CAATGTGGTTCTCACTTCTCAA TTCTCATGTGTCATGTGTGCAT 264

Ad04A22066 Aradu.A04 22066 p3 (ATT)5 15 121203927 121203941 CCATCTCTCTTCTAAAAGCAGCC AGGAGACTCGAACCTGGAATC 228

Ad04A22070 Aradu.A04 22070 p2 (AT)14 28 121217277 121217304 TTTAAAAGTGAGTGCCAACAAA CCGTTAAGCTTTTGGTTTATGC 250

Ad04A22074 Aradu.A04 22074 p2 (TC)6 12 121223279 121223290 GCAATTGAGCAAGTAAGCTGAT GCCATGGATCAGAACCTGAA 252

Ad04A22076 Aradu.A04 22076 c (T)11gtattattcaaatcggatggtc(T)1750 121231405 121231454 TTGGAAGATTAGGTGTTTTTCTTTG AGAATTCGGAGGATCCGTTT 162

Ad04A22078 Aradu.A04 22078 p2 (AC)7 14 121231991 121232004 GCCATTGCACTTTTGATGTG GGTGATAGATACGCCGGAGA 232

Ad04A22082 Aradu.A04 22082 p3 (TTA)16 48 121251411 121251458 TATTTCCATTGGGATTTGCC TCCAAATGAACATGAGAGATTGA 208

Ad04A22083 Aradu.A04 22083 c (TTA)5c(TAT)11 49 121251825 121251873 TCAAAAACTTAAATATCCACAGACCA GAGTTTCGATCCCCAACAGA 257

Ad04A22085 Aradu.A04 22085 p2 (TA)13 26 121272190 121272215 TTGATTTCTTGGATTCTTGCAT GCACTGAGTAGCTGAACCAGG 253

Ad04A22086 Aradu.A04 22086 p3 (CAT)5 15 121273018 121273032 CCCATCAAACACAACCTCCT TTTTCCTGCTTCGTCTGCTT 243

Ad04A22091 Aradu.A04 22091 p3 (AAT)5 15 121290440 121290454 TGAAGCTGCCATGGTAACAG TAAAGAAACTTGCTCCGCGT 179

Ad04A22092 Aradu.A04 22092 p3 (CTC)6 18 121292973 121292990 GGCAAAGAAAAACGCTCAAG GGACGAAGACAAGAGCATCC 266

Ad04A22094 Aradu.A04 22094 p2 (TA)8 16 121300549 121300564 GGGTTCCAACTTCCAACTCA TTTACAGCAGCATACAAGGGA 244

Ad04A22096 Aradu.A04 22096 c (ATC)5t(TCA)5tctttttcaaa(ATC)866 121303006 121303071 TTAGGGAAATCCCCAGTGGT AACAAATGCATTCCTTGGGA 249

Ad04A22097 Aradu.A04 22097 p2 (AT)7 14 121307346 121307359 TTGATTCATGACCTTGCTGG TTACCTTTTTAGCGTGGCGT 247

Ad04A22108 Aradu.A04 22108 c (TAA)15tatagtaattttttatatattgtacgaatataaattaattattttttttatttgtaaaaattttaagagcttgttt(TA)6133 121328083 121328215 TCTGCAATAAATTAGTCATTAGCCTG GATTTTCTTTCCAAAAACAATAAAA 280

Ad04A22109 Aradu.A04 22109 p3 (ATA)5 15 121329688 121329702 TTGAAACATCAAGTACTAATTAAATGC GGCTACACTTTGTATTTTCTTCCG 267

Ad04A22115 Aradu.A04 22115 p3 (AAC)5 15 121349665 121349679 CTTTTCTTTGGTCGGGTCAA TCATAGGCATGGAATATGGCT 233

Ad04A22116 Aradu.A04 22116 p3 (AAC)5 15 121351532 121351546 CTCTTCTTTGGTCGGGTCAA TCATAGGCATGGAATATGGCT 227

Ad04A22120 Aradu.A04 22120 p3 (AAT)6 18 121367864 121367881 TCGACTTTTCACAAAAAGACAAAA TTGGTAAATGATTTTAATGGCTGA 273
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Ad04A22121 Aradu.A04 22121 c (AT)9aagaattttc(ATT)7ac(TAT)566 121369781 121369846 AAATATAACATCCCGAATTTTTGAA TGATAATATTAGCGTGAAATTAAGTGA 274

Ad04A22122 Aradu.A04 22122 p3 (AAT)5 15 121371910 121371924 ATTTCCCCCTTTTCTTCAGG ACTGCACCTGAGTTTCCACC 272

Ad04A22124 Aradu.A04 22124 p3 (ATG)5 15 121374155 121374169 TCTGCTTCACGGCCACTAAT CAGTGCACGGATGAATCAAT 280

Ad04A22126 Aradu.A04 22126 p2 (TA)6 12 121377693 121377704 CATTGGCTTAGCTTTCACCA TGTTGTGACACATTTAATGATGGTT 249

Ad04A22127 Aradu.A04 22127 p3 (AAT)5 15 121378141 121378155 TTGCTTGGGTAATTTCAGGC TTTTCACCAAATTTCAGGGG 269

Ad04A22128 Aradu.A04 22128 c (T)10ccaccaataccaccaccatcactaaccacat(TC)10cttccattttctgagttcgtcgtcgccgctagagtccgtcaactctgccaactcttt(TC)6130 121382124 121382253 TCCTAAATTACCCTTATCATTATCTGC CACCCGCTCTTCCCTAGTTT 272

Ad04A22129 Aradu.A04 22129 c (TTG)5ctgctttatgtgaagaagatgctaatggagttata(GTG)668 121382786 121382853 GGTTACGCAAAGGAGCAAAG AGTTCAAAGGCACCATCACC 247

Ad04A22130 Aradu.A04 22130 p3 (GAA)5 15 121383822 121383836 TCTTAATGGTTTTTACTGATTCCTCA GGCCAAAAATTTAAGCAAGG 222

Ad04A22134 Aradu.A04 22134 p2 (AT)9 18 121387897 121387914 CAGAAATAAGGGGGAAAAGAGAA TGTCCGAAAAATAAAAATCAAGG 266

Ad04A22136 Aradu.A04 22136 p3 (AAT)7 21 121393470 121393490 TGATTAGCCATTCAAATCTCACA TGCATGTACCATGTAGACCTTTT 269

Ad04A22138 Aradu.A04 22138 c (A)11gtcaaaatctctcctatattcaaatcataataatttaataactgattttaatatatatataatatcatc(ATA)595 121397223 121397317 GGAACAGTTTTGGAACTTACCC TGTAGGCTTGAGAGGAAGGG 269

Ad04A22140 Aradu.A04 22140 p3 (TCT)6 18 121407892 121407909 TGGCGTCATCCTCTCTTTCT CCCTCACTCACGCAACATAC 143

Ad04A22141 Aradu.A04 22141 p2 (AT)8 16 121409858 121409873 GTTGTTAACCCATTTCGCGT GCATGGTATGATGATTTGGCT 265

Ad04A22147 Aradu.A04 22147 p5 (ATCAA)7 35 121439864 121439898 CGCCGTTAACTACGGTTTTC TGTTTTTGAAGCATTGAAGTGG 237

Ad04A22151 Aradu.A04 22151 p2 (CT)7 14 121456721 121456734 CCCATAATGGATGCTTTTCAA ATAGTTTCCCACCCCAGAGC 263

Ad04A22152 Aradu.A04 22152 p4 (AATC)5 20 121472907 121472926 TATGCCTGTCCTTTTGGGAC AAGGAGGAGAGGAGGACGAG 116

Ad04A22154 Aradu.A04 22154 p2 (TA)8 16 121488571 121488586 CCCACTTAGTTCATTCGCAA TTCCATAATTTTTGAAAACCACTGT 212

Ad04A22155 Aradu.A04 22155 p3 (TTA)7 21 121490561 121490581 GCATTTAGCCTATGAATTGGGA CTCCGTTTTCCCTCCAAAA 279

Ad04A22163 Aradu.A04 22163 c (A)12taaataaaaatagaagaacgacgaacagcttcttaaagcttcgttcgaagttccggaaccttcaccattactgtta(ACC)5103 121503114 121503216 CCACAATTTCAGTTTTCAGATCC GAGATTTCGATAACCATGGCA 215

Ad04A22165 Aradu.A04 22165 p2 (CT)7 14 121528221 121528234 CGGCACGATAGCAGACAGTA GCAAAAGATACTCCGACGCT 272

Ad04A22166 Aradu.A04 22166 p2 (AT)7 14 121533153 121533166 CTGATCATGTCGAGGAAGCA ACTGGCTTGGTTCATTCTCC 151

Ad04A22167 Aradu.A04 22167 c (TGA)14(GGA)10 72 121540556 121540627 AATGCTTTCCCGTGAATTTG TTGGGACAGAAGCAGTGACA 206

Ad04A22168 Aradu.A04 22168 p2 (CT)8 16 121542114 121542129 AAAACCTCCTACCGAATCAAGA AGAAAAACGTGTCAGGCAGC 228

Ad04A22173 Aradu.A04 22173 c (ATG)5acgacgaggatgacgaagatgatgattgtt(ATG)663 121561693 121561755 AAACAAATGCATTCCTTGGG TCATCAAAGTCGTGGTCGTC 128

Ad04A22176 Aradu.A04 22176 p3 (TGA)5 15 121579476 121579490 TTCCTTGGGTTGTAACCTGG GATTCACATTGGCAAAAGCA 229

Ad04A22177 Aradu.A04 22177 p2 (TA)6 12 121581104 121581115 TTGATGTTCAAGAGATTAAATTTTGG TGTCAATAGCCTCACCCCAT 277

Ad04A22179 Aradu.A04 22179 p2 (TA)7 14 121589902 121589915 TTGGAATGCATCAATTAAAACTGT ATTAGTCCTTCCCCACCCAT 159

Ad04A22180 Aradu.A04 22180 p3 (TTC)5 15 121590819 121590833 TCCATGGAAGCTCCAATTTC TTGGGAGAAAGCAAAGCAGT 143

Ad04A22183 Aradu.A04 22183 p3 (TAA)12 36 121596779 121596814 GATTTTAGTATCGAATTTGAAGTTCCT AAGAGTGTTACGTCCCGTGC 210

Ad04A22187 Aradu.A04 22187 p2 (GA)6 12 121607555 121607566 TTCTGGGTAATGACCGAAGC TCTCAATCCCAACCATGTGA 247

Ad04A22188 Aradu.A04 22188 p2 (GA)6 12 121616248 121616259 AAGATGGATTTCTGGCCCTT TGCTTTTCTTCCAAAATGCC 267

Ad04A22190 Aradu.A04 22190 p3 (TGA)5 15 121623130 121623144 TATTCGCAGCTCCTCGCTAT TTGCAACTAAAAACATGCAAAGA 203

Ad04A22193 Aradu.A04 22193 p4 (AATA)6 24 121627601 121627624 CCTCCACATCCCACAATTTC TGCTTGTTATTGTTGTGGCAG 197

Ad04A22195 Aradu.A04 22195 p2 (TC)6 12 121629493 121629504 TCGCGGGTAGCAGAGTAGTT TCGCGATATTTTTCAACACAA 274
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Ad04A22196 Aradu.A04 22196 c (T)10ctttgtggtttttaattattgacagtgacggatgaatgagcgagtcagtgcatgtcgctagttttccatcgtatgtacttgtgcga(T)12(A)10118 121631085 121631202 TGGTTACGAGTCCCCATCAG AGGCCAAAAATTTAGTGGGG 276

Ad04A22200 Aradu.A04 22200 c (TA)6agtcatttcttgttgctatctttatataattactttcaataatgg(AAT)572 121644309 121644380 CGTCCCACGAATTCTACACA CACGATTCAAATATGAGAAACACA 272

Ad04A22202 Aradu.A04 22202 p2 (TA)11 22 121647441 121647462 GCATAGGAAATTTCGCCAGA TTCATCTTCTTTGGTTCATGCT 159

Ad04A22204 Aradu.A04 22204 p3 (AAT)6 18 121648544 121648561 GACTATGACAGCAGCAGCGA TCAGCAGCACAGGAAGAAGA 258

Ad04A22207 Aradu.A04 22207 p3 (TAA)8 24 121653361 121653384 TTTGTTTCATCGTGGTCATCA TTGTTGATGAATCTGTTGGGA 269

Ad04A22212 Aradu.A04 22212 p2 (TA)9 18 121657599 121657616 CCATTCTTTCACTTTAATTTATGGC CAAATCCCTAATGAAAAGTTTTTGTC 223

Ad04A22213 Aradu.A04 22213 c (CT)11tctgcaactcttcccacctttgaaaccacacaaaccaagaaaaccgaaaaaaaattcgaaaaag(A)1096 121657885 121657980 CGGAGTGAGGAGGAACAGTC GAGAAGCTTCCCCATTGTTG 271

Ad04A22217 Aradu.A04 22217 p2 (CT)12 24 121666850 121666873 TCTCAAAAGCCAAACAGCAA CGGAACAGAGCACAACAGAA 179

Ad04A22220 Aradu.A04 22220 p3 (ATC)5 15 121668045 121668059 ATCCCGGATTCGAGTCTCTC CATCCATGTTCCATGTTCCA 137

Ad04A22222 Aradu.A04 22222 p2 (GT)8 16 121670464 121670479 ACACCCCAAGAGAGTGGAAC TCCAAAGAGATCAACCACAAA 280

Ad04A22223 Aradu.A04 22223 p2 (TA)6 12 121670744 121670755 AGCTTGGTGAATGTAGTAGGCA CAGGATTGTTAATTTGGGGTG 247

Ad04A22224 Aradu.A04 22224 p2 (CA)7 14 121672481 121672494 CCCTTATTTGTGGCCATCTG TCCGCCTATTGATCTGCTTT 168

Ad04A22225 Aradu.A04 22225 p3 (TCC)10 30 121674445 121674474 CTTGGCCATCATCTTCATCA AGGGTGATGGGGAGAGAGAA 218

Ad04A22233 Aradu.A04 22233 p3 (TTA)5 15 121683189 121683203 CGTCCCTGTTGTGTTCATTG TTTCATTTCCAAGTTTCGCA 257

Ad04A22234 Aradu.A04 22234 c (TAA)7ttctgcattgtagaatcggtaagaatgacaagaattttgttataggcccatgaat(TAA)12112 121683724 121683835 TTGCATGTAAACAAAATAAGACAGG ATCACCATCATCCACCCACT 249

Ad04A22235 Aradu.A04 22235 p2 (TG)7 14 121684369 121684382 TCTTTGGCAGAAAATGATGAGA CCAAACCTTTGGTGAAATGAA 243

Ad04A22239 Aradu.A04 22239 p2 (AG)8 16 121689640 121689655 AACCAACCTGTAATGGTGCC CCCCTCACCACTCCCTATCT 200

Ad04A22245 Aradu.A04 22245 p2 (TA)6 12 121699961 121699972 AAACTGGTGAGCTAAGTTTTACCC TCCGCAAATCAAAAGATCAA 251

Ad04A22246 Aradu.A04 22246 p3 (ATT)22 66 121701321 121701386 GCGCACGTGGCTAGAAATA GGCTGTAACACGTGGATAAAGAT 260

Ad04A22247 Aradu.A04 22247 p4 (TTAA)7 28 121706648 121706675 CCATACTGCATGTATAAATATACCAAA TGCATGTATGCATAAGTTGAATAG 268

Ad04A22252 Aradu.A04 22252 p2 (TC)9 18 121711612 121711629 GTCGGGTCCTATTATGGGCT AAAAACGTCGAACGAATCAT 202

Ad04A22254 Aradu.A04 22254 p2 (AG)7 14 121718070 121718083 GCCTCTATCACCTTTTCCCC CGTTCATGCAGTCGATGTCT 219

Ad04A22255 Aradu.A04 22255 p3 (ATA)16 48 121719010 121719057 TAACTAGTGGTTGTGGCGCA TTCCTTATTCGTCGTCGTCA 190

Ad04A22256 Aradu.A04 22256 p2 (AT)11 22 121719389 121719410 AATATGCAATTTTGTTTGGTCA TTGGTTTCCCACGTTTCTTC 279

Ad04A22259 Aradu.A04 22259 p3 (CAT)5 15 121728652 121728666 TGCGAGAAGTACTGCTGAGTTT CAACCGCAATTGTGACAGAG 249

Ad04A22260 Aradu.A04 22260 c (T)10cta(T)11 24 121730571 121730594 GCACACCTTTTTGTTCGTTTG TATTGTTGGGTTGGGCCTT 273

Ad04A22265 Aradu.A04 22265 c (T)12cagagaagaaaaatattttaccaatgataagaaaagataaaattaagtttaagg(A)1076 121748989 121749064 AAAAATGGGTTGTTTGCTGAG AGGAATCTGGAAGGATGCAG 252

Ad04A22269 Aradu.A04 22269 p3 (AAG)7 21 121756820 121756840 TCATTAAGCGTATCGACGCC CGATAACGGTTTTTGGGAGA 161

Ad04A22271 Aradu.A04 22271 p3 (TGC)5 15 121757789 121757803 AGCTGGACTTGGCATGTAGG ACACCCAGTTTCTTGCCAAC 233

Ad04A22277 Aradu.A04 22277 p6 (TGAAAA)7 42 121775828 121775869 TCAACAAAATTGTGAGGCCA GATTCATGTCATGGGGGTTC 262

Ad04A22278 Aradu.A04 22278 p3 (TTG)7 21 121778798 121778818 AACATCCAGTCAGGAGGGTG TGGCTGTGATGAAGGATCAA 264

Ad04A22279 Aradu.A04 22279 c (T)10atcccaactcttttattatggacaaaacaaacatgttatatcataaaatttggatacaatctttcatttttctt(AATA)5104 121782814 121782917 TTAAGTCTTGATAAAAATAGCACGAT CCCAAATATTGAGAACAAAAACG 279

Ad04A22283 Aradu.A04 22283 p2 (AT)6 12 121786202 121786213 TGGCGTTCTTATATGCCTAGC ATCTCCATGGTTGGTGTGGT 265

Ad04A22287 Aradu.A04 22287 p2 (AT)12 24 121795531 121795554 TTCTTGCCGTTATAGGATTAGGA TGAATCAAATCTTGAATCGGTTT 150
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Ad04A22288 Aradu.A04 22288 p3 (TTC)6 18 121796447 121796464 TCACGCATTTTTGTTTGCTT GCTAATAAGCGCAATCCTCG 215

Ad04A22289 Aradu.A04 22289 p2 (TA)6 12 121802229 121802240 TTTATGACTTTATGTGATTATGTCACG AATTGAGAATGAAAACACACAAAA 271

Ad04A22290 Aradu.A04 22290 c (T)10gttatcccaaatactaaataagtaacatcaataattgaaaataagttaacaaatttacaattcttgagtgggacgagg(A)12100 121805772 121805871 GCTTGTGTTATGGGATCTGGA TGTCTCAATATAAGCCACTTCATTT 250

Ad04A22292 Aradu.A04 22292 p2 (AT)8 16 121807879 121807894 TCAAAAATGGGCAGAAGAGC GATTTCGTAATCATATAGGAGATGGA 272

Ad04A22295 Aradu.A04 22295 p3 (AAT)10 30 121817246 121817275 TGGCATGCCTCTCTTTCTCT GGAGAGGATCCATTTCCCTT 278

Ad04A22296 Aradu.A04 22296 p2 (AG)6 12 121817430 121817441 ACATGCATTATGCTGGCTTT CATCTTGCAGAAGAGGGGAG 267

Ad04A22299 Aradu.A04 22299 p3 (TGA)15 45 121826240 121826284 GCCTCCCTGAAAACAACAGA ATCATCAACAGCCATGCAAA 277

Ad04A22300 Aradu.A04 22300 p3 (TCT)5 15 121826875 121826889 AGATTTGCAGGTACGGAAGC TAAGGGCATGTTTCCCAACT 257

Ad04A22303 Aradu.A04 22303 c (AAT)5aac(AAT)7agagtaaatgatcaaattaattagtctttaaaagatcatatattttttaaattgattttt(A)10109 121844499 121844607 TTGATCATGCACTCATGCTT AATGACAGAAGGACTAACACGAC 280

Ad04A22304 Aradu.A04 22304 c (AAT)15at(TTA)1592 121844954 121845045 TTTTGATGCTGTTAACAAAGAAGTG GATTTCACACAAGCCTCTTCAA 260

Ad04A22305 Aradu.A04 22305 p3 (AAT)5 15 121845746 121845760 TGCCCACAAAAATTAAATCAA TTTCATGGCTGCTTGAACAT 230

Ad04A22306 Aradu.A04 22306 p2 (AT)8 16 121846136 121846151 AATACATATGGAAGAGTTTTGGGT AAACAATTAAAACAATTGAAACACCA 232

Ad04A22312 Aradu.A04 22312 p3 (ATT)13 39 121859497 121859535 TGGTGATGAAGACTCAAGGC GCTTGGAATTTGCAATTGGT 191

Ad04A22313 Aradu.A04 22313 p3 (TTG)5 15 121859677 121859691 GCAAATTCCAAGCCACAAAT AAGCACTTGGAGGGCATAGA 145

Ad04A22314 Aradu.A04 22314 p3 (GTT)6 18 121859812 121859829 AGCTCTATGCCCTCCAAGTG AAAGCATGACCATGGCAAAT 191

Ad04A22315 Aradu.A04 22315 p3 (ATA)6 18 121859963 121859980 ATTTGCCATGGTCATGCTTT CACCCTTTTCTATCTCCCCC 262

Ad04A22316 Aradu.A04 22316 p2 (AT)7 14 121864331 121864344 TGACAGTCGCATGTCAAAGA TGGTCATACGATTATTAAAAAGGACA 250

Ad04A22320 Aradu.A04 22320 p3 (AAT)6 18 121873737 121873754 AAAAAGCATTGTGGCTTTGC CGTCTTTGGACAAGCATGAA 247

Ad04A22324 Aradu.A04 22324 p3 (AAT)9 27 121880514 121880540 AACTTGGTAGCCGATTTTAGTG AAACCATGCAACACACATCAA 173

Ad04A22326 Aradu.A04 22326 p3 (GAA)5 15 121887877 121887891 AAAGGGCAGGATTTTGAAAGA CTTACTCGCTTCGCTTCACC 231

Ad04A22331 Aradu.A04 22331 p2 (TA)10 20 121922003 121922022 AAATTTTTATTACTTAATGCTTGGGA CAAATTATGGTTTATCATATTGGGA 280

Ad04A22332 Aradu.A04 22332 c (TCT)5taaaataaattaaaggagctgtccatattttaaatgttatatttatatcaatgaaataacatttggtatagtaaaaaatgtatgtttactaattac(CA)6123 121922221 121922343 CCCAATATGATAAACCATAATTTGAA GGCCTCAAACCTCTCCTCTT 194

Ad04A22337 Aradu.A04 22337 p3 (ATT)7 21 121940092 121940112 TCTACCAAAGTCTATGCCACACT GATGAAGCCGAATGAGGTGT 232

Ad04A22340 Aradu.A04 22340 p3 (ATT)17 51 121944581 121944631 CTTGTCCTTCCTCCTTGCAG GATTCGTCCCACCATACACC 132

Ad04A22341 Aradu.A04 22341 p3 (AAT)5 15 121945087 121945101 CCAAATGAATCAAGAAAGACGA GGAGGTATCGACCCCAACTT 280

Ad04A22342 Aradu.A04 22342 p4 (AAAT)6 24 121948839 121948862 CTCTTGCTGCTTTTGGGTTC TCGCATTCTCTTCAAAAGGTC 137

Ad04A22343 Aradu.A04 22343 p3 (TTC)5 15 121949304 121949318 GGGTTTTAGTATTAATTTCCCCAAA GCCTCATTACCTCTCCTCTTGA 260

Ad04A22346 Aradu.A04 22346 c (TTC)5g(T)10cgattttcatggtttctaaaatcaagttt(TTCCTC)5ttcttcttcttcg(T)10cgattttcatggtttttgaaatcaagctttgaaatcgtttt(GAA)5164 121955351 121955514 CGGTTCCTCTTCCTCTTCCT ACACCCAAAATTCGTTGCAT 256

Ad04A22349 Aradu.A04 22349 c (TCT)9tt(TTC)5g(T)1055 121959273 121959327 AGCGCTACACTCAGAACGGT ACATCCAAAATTCGTTGCAT 239

Ad04A22350 Aradu.A04 22350 p3 (AAG)5 15 121959922 121959936 CGATGAAGAAGAACGTGCAG AAACACGCTTCCAACCATTC 163

Ad04A22352 Aradu.A04 22352 p2 (AT)6 12 121961747 121961758 TCAAGATTATTGTTTACATGTGACTTT GGTGGGTCTTTATCTTTGTTGG 275

Ad04A22358 Aradu.A04 22358 p2 (TA)7 14 121973067 121973080 CCAGCAGCACCTATTCCATT TCATCTGCCAATTTTGATGG 255

Ad04A22361 Aradu.A04 22361 p3 (AGA)6 18 121973916 121973933 AGCTGCTCCTTCTGGAGTTG GCCATTTGATTGGTTGAGAAA 242

Ad04A22362 Aradu.A04 22362 p2 (AG)10 20 121979328 121979347 TGTTCTCCATGGATCGTTGA TCCAGAAAATTCTCCTCCTTCA 139
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Ad04A22364 Aradu.A04 22364 p2 (TA)7 14 121988186 121988199 CGCGCATGATTGTTCATTAC ATACGCAATGCCTGGATCAT 146

Ad04A22365 Aradu.A04 22365 p2 (AG)6 12 121989336 121989347 AAGCCCAACTTTTTGGAGGT CAACGGTGAACGAATGAGAA 185

Ad04A22367 Aradu.A04 22367 p2 (TA)6 12 122011076 122011087 CCTGTCTTAAAAAGATTTTCTCCC CGAATGAATGAACCGTTGAA 271

Ad04A22369 Aradu.A04 22369 p3 (TTA)5 15 122013412 122013426 GCAAGTCGCAACTGACTCTG GACCAATTGCAATAACAGAAATGA 273

Ad04A22371 Aradu.A04 22371 p3 (TTA)10 30 122019695 122019724 CGCTCCAAACATTCATTGTC GACCACTTGGACCAATTCCA 259

Ad04A22375 Aradu.A04 22375 p3 (GTG)8 24 122037571 122037594 CGTCGGAAGAAAATAGCTCG CTCGCTTTCTTTCCATTTCG 260

Ad04A22376 Aradu.A04 22376 c (TTA)7tcgttattgcgtgtatcgtcgttcttttattattgttattgttgctg(T)1078 122038648 122038725 CCCCTCCTCCTAATCCTCTG CACAAGCACCTCCCTGATTT 213

Ad04A22379 Aradu.A04 22379 p2 (CT)11 22 122040093 122040114 TCAGAAACTTAACCCCCACG AAGGTCGAAACTTCTGGGGT 234

Ad04A22382 Aradu.A04 22382 p2 (AC)9 18 122051512 122051529 GGAAAGGTGGCAGTTTCTTG AAGTTGGCCCTGTGTTCTTG 215

Ad04A22383 Aradu.A04 22383 p2 (AG)17 34 122054606 122054639 TTGAAACAATCGAAGAATCCG CGCATGCCAGCTCATAAGT 276

Ad04A22385 Aradu.A04 22385 p2 (TA)7 14 122056035 122056048 TACAGCGCAGGAAACACAAA TTTCATGCCTTTTGAAATGAGTT 273

Ad04A22388 Aradu.A04 22388 p2 (AG)6 12 122061318 122061329 GGCTCCAACGAATGATGTTT ATCCTCAGAACAGTGTCGGC 158

Ad04A22390 Aradu.A04 22390 p2 (TA)6 12 122062701 122062712 TTTGCTAAATTTTTGGAAGAGGA TGATCATGACCCTCGTATCAG 190

Ad04A22391 Aradu.A04 22391 c (TC)9(TA)10 38 122071213 122071250 CTTTCGTTTCCAGCGAGAAC GAAACCGAAACCAAAACCAA 240

Ad04A22393 Aradu.A04 22393 p3 (ATC)5 15 122081727 122081741 AAGTCGTCACCTCCTCCAAA GCTTGAATGGTGCTGTGGTA 228

Ad04A22401 Aradu.A04 22401 c (TA)8ttctctggtcatcctttgcttcgcaggttgagtctagagcttgctatttatatttttggagctctgatat(TA)698 122114569 122114666 GGTTGACTTGGAGAAAGAGGTG CAAAACAGAAATGCATCACTCA 222

Ad04A22402 Aradu.A04 22402 p2 (GA)9 18 122114946 122114963 TTCACTCTCAGCTTGCACCA TTCAAAAACTTTGATGGACAATG 159

Ad04A22403 Aradu.A04 22403 c (TCTT)5tctgcaactctctcatgtatgttgatgtgattctccacccaaatacacactcaccactccaaagaacccatcaaacttttacaaaagagaaag(CT)6125 122117470 122117594 CACTATACCCCCACAAGGCT TGGAAGAGAAGGGAAGACCA 256

Ad04A22404 Aradu.A04 22404 p3 (ATC)7 21 122118351 122118371 GCGGATGCAGAAGGAATAAG TGCCACTTGCAGAGCTAGAA 150

Ad04A22406 Aradu.A04 22406 p3 (ATT)17 51 122119553 122119603 GCATTGCTACTCTCCCCAAG ATGGCTGCACACGAACATTA 264

Ad04A22410 Aradu.A04 22410 p2 (CT)9 18 122125450 122125467 TCCATGATTCAGTCCCATCA CACAATTCAGAAGGGCAACA 118

Ad04A22412 Aradu.A04 22412 p2 (TG)7 14 122127195 122127208 AACTTGGAAGCTGCATAGGG TGCCAATGAAAGGAAACACA 232

Ad04A22413 Aradu.A04 22413 p3 (ATC)5 15 122127318 122127332 TGTGTTTCCTTTCATTGGCA ATGTGGGGCAGAAGATGAAG 153

Ad04A22414 Aradu.A04 22414 p2 (TA)7 14 122127898 122127911 GAAGTCCCAAACACCCAAAA TACCTGAACCGAACCAATCC 185

Ad04A22418 Aradu.A04 22418 p2 (TA)6 12 122136651 122136662 ATTTGCATGGCACCATTTTT GCTGCAATTTTCTTTGCCTC 149

Ad04A22419 Aradu.A04 22419 p3 (AAT)6 18 122137069 122137086 AATTTGTTGGCATTTGACAGTT CACGCTTTCCAGATACCACA 261

Ad04A22421 Aradu.A04 22421 p2 (AT)7 14 122162109 122162122 CTATTCCCACTGCATGTCCC TCAACCAAAAACAATGCAAAA 273

Ad04A22427 Aradu.A04 22427 p2 (TA)6 12 122174627 122174638 ATGGCTGAAGGCTGATTGAT GTTCAACCGGAAAAACTGGA 266

Ad04A22428 Aradu.A04 22428 c (A)10gaaagccttcaaaaatttaatcaatcttacga(T)1153 122175375 122175427 TTGACCATGAGTTTGATTTTCG TTCTGTGAGTCCGACAAGGA 123

Ad04A22429 Aradu.A04 22429 p2 (TA)7 14 122176576 122176589 TGAACGGTTGACTTGTACATTTTT CAATCCCTATTACAACAAATAAAGCA 273

Ad04A22430 Aradu.A04 22430 p2 (TA)12 24 122179492 122179515 CAAATCAATTTTCTCTCTTTACGAA TGAAACTTTTTGTACTTGCCCA 238

Ad04A22436 Aradu.A04 22436 p2 (AT)6 12 122186326 122186337 CCACGCGCAAAAATAAAAAT TTGTTTGCTGCATGGATTGT 196

Ad04A22438 Aradu.A04 22438 p2 (TG)32 64 122198131 122198194 TGGGATATGAACCAGGGAAG AAACTCCACAAACACACGCA 270

Ad04A22444 Aradu.A04 22444 c (AAT)18ata(ATT)675 122216187 122216261 TCGATTTATCACATCCCTGACTT TGCTACTAAAATAGGAAAACGCAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A22448 Aradu.A04 22448 p2 (TG)6 12 122222261 122222272 GAGCTCTTCACAAGGAACGC AATGTTTGGCTCGAAGTTGG 272

Ad04A22449 Aradu.A04 22449 p3 (AAT)18 54 122230455 122230508 TGGAAAAGAAATGCTGGATCA CCATTAAAAATAATAAGTTTTCTGCC 245

Ad04A22451 Aradu.A04 22451 p3 (AAT)6 18 122234739 122234756 GGGAAAGAAATGCTGAATCG TGCTTGCTACCAGAGGAATG 262

Ad04A22456 Aradu.A04 22456 p4 (TAAC)5 20 122248848 122248867 TGCCAATCAACCTTTTAGCA CCAACCCCTCTAACACCATC 219

Ad04A22457 Aradu.A04 22457 p2 (AT)7 14 122250998 122251011 AAATACAACTCGGACCGTGC AGACCAAATTGTGGGACAGC 222

Ad04A22460 Aradu.A04 22460 p2 (AT)6 12 122254982 122254993 ACCCGAGTTGTAAATGCCAC CCTTATTAATTTGGGGGCGT 280

Ad04A22464 Aradu.A04 22464 p2 (TA)9 18 122273085 122273102 TTTGTTTATCAAATCTTTCGTCC CCATTCCAGCAGGCAATAAT 255

Ad04A22468 Aradu.A04 22468 p2 (TC)13 26 122304453 122304478 AAGAAGCATAGGCCTCACCA TTCCTCAAGCCGATCTCAGT 195

Ad04A22469 Aradu.A04 22469 c (AC)6at(AG)18 50 122307391 122307440 GCATCTGCTTCATCCTCCTC AAGAAGCATAGGCCTCACCA 255

Ad04A22470 Aradu.A04 22470 p4 (ATAG)16 64 122307739 122307802 CATGATTTTGTTTCTGGCTCC CAGGGTATCCTTCACAGTTCAA 253

Ad04A22471 Aradu.A04 22471 p2 (TA)7 14 122331754 122331767 GGGTGTGAGACAAGCGTTTT GCTGGCCTCTAACACTCTTCA 201

Ad04A22475 Aradu.A04 22475 p3 (TAA)6 18 122337726 122337743 AATACGCGCTTGCATTCATT GGACAAGTCAAATCCTATGCC 148

Ad04A22476 Aradu.A04 22476 c (T)12aattgagtcccttcattaaattttttttcaattaagtcctttttattagtaattggcttaattttatagggacctaact(A)10101 122343101 122343201 TTGTTGCAAACCCATAAGGC TTTCTTTTATTGAAGTCCCTATATCAA 230

Ad04A22488 Aradu.A04 22488 c (A)10cacattagaggtgtcatagaaggtgttttc(T)10atccccc(T)1067 122372915 122372981 GGATTCGCGGATTGATAAGA TGAACGATCTTTCTGCCACT 244

Ad04A22489 Aradu.A04 22489 p3 (AGA)9 27 122374713 122374739 GTTTGTGTACCATTGCACCG GCCACCAACTTTCTTGCTCT 193

Ad04A22494 Aradu.A04 22494 p2 (TA)6 12 122400447 122400458 TTTTTGGTGTAGAAGTTACGAAGA TCGGTACATAAACATTAAAATAAATCG 259

Ad04A22495 Aradu.A04 22495 p3 (TAA)6 18 122401718 122401735 TTGGTGGCCATCCATTCTA GGACAAATCAAATCCTATGCC 111

Ad04A22496 Aradu.A04 22496 p3 (AAT)5 15 122407206 122407220 CGCATAGTCCAGAAATTTGGT TGCAGTTGAGGTGTGTGATG 239

Ad04A22497 Aradu.A04 22497 p3 (TAA)5 15 122409166 122409180 ATTTTGTTGGTCGCCATTCT TGTCCCTAACGTTTTCGTCC 228

Ad04A22499 Aradu.A04 22499 p2 (AT)6 12 122415222 122415233 TTTAAGAGGTTACGGATTCGAG TGGGAACAATGGATGGTGTA 215

Ad04A22504 Aradu.A04 22504 p3 (TAA)5 15 122430521 122430535 GTGCCAGCCAAAAAGACAAT TTTCTTTGGAATTTTGGGGA 239

Ad04A22505 Aradu.A04 22505 p3 (TTG)6 18 122431097 122431114 AGGCCAAGTGTTAGGGTGTG TTCTTTCATTCCCACCAACC 157

Ad04A22506 Aradu.A04 22506 c (GA)8tttatttcttgtttgatatcatatcatatcataacaagaacacaatctatggc(T)1180 122431375 122431454 GGGTGTTGGTGTTTTTGCTT CCAATCCACTCTGTTATACCACC 224

Ad04A22508 Aradu.A04 22508 p3 (ATT)14 42 122432995 122433036 TGAAATAACCGAGTGGAATGC ACCGCGCATTTTTACTTCAT 201

Ad04A22514 Aradu.A04 22514 p2 (TA)7 14 122447553 122447566 AGAGATCGAAAAGATGCGTGA TGTTGTCTGTTCGGTGAAGC 221

Ad04A22515 Aradu.A04 22515 p2 (TA)9 18 122448178 122448195 TCTACACACATGAGCAGGGG CAGATTCCAGTAACAGCTTTCTTTT 280

Ad04A22520 Aradu.A04 22520 p3 (ACT)7 21 122455543 122455563 TTATGAGGGTGACGCGTGTA CGCGTTCAATGAAACTCAGA 203

Ad04A22523 Aradu.A04 22523 p2 (AG)6 12 122456644 122456655 CAGCATACAACAATCCGCTG TCGTTCTACCCTTCCCTGTG 115

Ad04A22527 Aradu.A04 22527 p3 (AAT)8 24 122466209 122466232 CCCTGTGCTAACCTAAAGCC GTGGACCTGACTCTTGGTGC 263

Ad04A22528 Aradu.A04 22528 p3 (CCA)7 21 122466428 122466448 TCATAGCCAAATCGTGTTCG CTGGGGACTTTTGATAGCCA 157

Ad04A22531 Aradu.A04 22531 c (T)10gggaggatcta(T)1132 122472213 122472244 TTGCTCCCTTCTTCCTCATT AATAAAGCTCAGATCCGCGA 212

Ad04A22534 Aradu.A04 22534 c (T)11gggtcaggtgttttatttatgtttatgttctaaaagatatcggacgagttttgta(T)1177 122478748 122478824 AAAAAGTGAAAAATGTTTTCTTTGCTA CTTTTGTTTGTTGGGCCAGT 220

Ad04A22540 Aradu.A04 22540 p2 (AT)6 12 122487868 122487879 CAATGTTGCCTCGCACTATG GCGACGGTTCTTTCTCTTCTT 280

Ad04A22543 Aradu.A04 22543 c (TCT)5tccctgcg(CTT)18tcaaatatatgtatacgtcatctttttctttcaaattcacgtata(CCT)10152 122494500 122494651 CGTGTAACCAAGTTAGCCCAA TGTTGGTGATGACGATAACGA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A22544 Aradu.A04 22544 c (AAG)5aacaaaaaaagaaaacactagcagaggaaaacggcgaagcctataatgc(AAG)579 122495476 122495554 CCAGATCCATAACGAAGAACG CGCCTCCTCCAGTCTCTAAA 207

Ad04A22546 Aradu.A04 22546 p3 (AAT)20 60 122502968 122503027 ATATTTGTTGTACACGTGGTATTTTT TTCCCAGTTAATCACCGTCC 207

Ad04A22554 Aradu.A04 22554 p3 (AGA)6 18 122514444 122514461 CAATCAACAGAGCATGACATTG CGTGCTGAATTGTTGCTTGA 272

Ad04A22557 Aradu.A04 22557 c (T)10atgattgcaaaaattgaaggcaagtattgaatatggattcatgtgtgtg(TA)1181 122515981 122516061 TGGATGGACTCCAACACTTG AGGTACCATAGAAGGCACCATA 235

Ad04A22562 Aradu.A04 22562 p3 (ATG)6 18 122542715 122542732 GATGGTGCAATGAGAAAGGC GGTACAGTGTAGCCGGGTGT 160

Ad04A22565 Aradu.A04 22565 p3 (TCT)5 15 122545111 122545125 TCCCTGACCACAGTTGCATA AAGAGGAGGCTCGTGATGAA 208

Ad04A22566 Aradu.A04 22566 c (T)10acgacttatcactagtgattatttagcttgagaaagtagggaaaaaaaataactcgtataaagatatataaaacatc(T)1097 122547371 122547467 GCTTCCACGTTGTCATTTCA CGTTTAAGTTACAGTTAGTTGACTTTG 274

Ad04A22569 Aradu.A04 22569 c* (A)11(AG)8* 26 122549956 122549981 GCCAATATCATTAAGTTGATTCCA TCGACTGCACATAAGTTTCCA 208

Ad04A22570 Aradu.A04 22570 p2 (AT)8 16 122550738 122550753 GAATCAACTTAAAGGAAGGCCA CCCTTGGGATGTGATCTTGA 210

Ad04A22571 Aradu.A04 22571 c (T)10aataaatacgtgatttaattag(T)1042 122551069 122551110 GGAATCGGAATCGGAATCTT TTTCTCCTTCACCTTCACCA 272

Ad04A22574 Aradu.A04 22574 p2 (TA)8 16 122553669 122553684 CAAAAATCACAGGATGCAGG TCATCAATTTGCTGTCACCAG 204

Ad04A22576 Aradu.A04 22576 c (GAA)9aaaagaagaaatcaagaaaaggaactgagtttcttgttcctacgtgga(T)1085 122565358 122565442 TGGTGGAGTTTAGGGTTTGG AGCCTGCCCAACATGTAAGA 256

Ad04A22577 Aradu.A04 22577 c (T)14ggacgggagttatgtagcttcaattcacagtattattctctgaacac(A)1071 122565596 122565666 ACTTGTCCATCACCCACTGA TCCAATTGGTGAACAATGAACT 277

Ad04A22579 Aradu.A04 22579 p3 (TAA)8 24 122571790 122571813 TGAACAAAGAGGAAGCAGCA AGCCATGGATCCTACCCTCT 158

Ad04A22581 Aradu.A04 22581 p2 (TA)10 20 122578372 122578391 CAAATTCTCTTTTGTATTCTCTTTTCC CAAATCCAAACTACAAATGTTCTTG 271

Ad04A22582 Aradu.A04 22582 p3 (TAA)5 15 122579772 122579786 CCATTATATTGATGATGAAGGGAA TGCTTTTAACCTTTGCATTTCA 265

Ad04A22583 Aradu.A04 22583 c (A)10ctaacatgtttgaattaaacaaagctaattttacagaatgtactcaaagtaagacaagatagagttaatgagac(T)1094 122580624 122580717 CAAAGGTACAGGTCAATGCG GCGTTCATGTACTAAGAGTTATCCC 260

Ad04A22585 Aradu.A04 22585 p3 (TAT)7 21 122585018 122585038 CCACCCAACCTTGTTAACCT TCAGCCTCTTATGGTCGGTC 270

Ad04A22587 Aradu.A04 22587 p3 (AAT)6 18 122591071 122591088 TTGCAACAAATAAACAGCATCA GATTCGATTTGATTCCCCCT 206

Ad04A22592 Aradu.A04 22592 p3 (GGT)9 27 122606218 122606244 GGTACTCCTGCCAACCGTTA AATTTAACTATGGGTGGAGCC 108

Ad04A22594 Aradu.A04 22594 p3 (GGT)6 18 122611014 122611031 ACCACCAAGAATTGCAGACC TGGAAACAAACGAAATCATAACA 273

Ad04A22596 Aradu.A04 22596 c (CTT)5gctgcacgttcttcttcc(TCT)754 122612311 122612364 ACTGTTACGGCACGTTTTCA AATTCACCACACCCAAAATCA 279

Ad04A22598 Aradu.A04 22598 p2 (TA)7 14 122615922 122615935 TGCTTGTCATTCTTTCACTGC TTGGACAATGTCAGAACCAAA 145

Ad04A22600 Aradu.A04 22600 p2 (TA)8 16 122628084 122628099 AATGGTGCATTCATTTTGGC TGCATATGAAAAAGGATTGGG 250

Ad04A22601 Aradu.A04 22601 c (TAT)5tac(AT)6 30 122631009 122631038 AAAATCGATAACAAGGTTAGGGAC ATCCCATATGTAAACACCCCT 280

Ad04A22602 Aradu.A04 22602 p3 (GGT)6 18 122635368 122635385 AGAATTGTAGCCCGGGTTCT ATTTAACCATGTGGAGGGGG 115

Ad04A22604 Aradu.A04 22604 p3 (TTA)9 27 122637602 122637628 AGGACCCATTATTAACCGCT CGGGTGGTCTAGGCTGTTAC 246

Ad04A22616 Aradu.A04 22616 p3 (TTA)6 18 122661119 122661136 AATTCACCAAGCTGGATTTCA CGGCACATTCTCAATTTCCT 151

Ad04A22619 Aradu.A04 22619 p2 (AT)8 16 122664499 122664514 CGTTGCTTGTGTAACAACGAT AGCAATTCAATCATCATACCTGT 253

Ad04A22620 Aradu.A04 22620 c (A)10caagagatttgtttcggcatttattagtagtatcatatctctattcatcacttcaataaagtggtcactagctactactagt(A)13105 122664748 122664852 TGAGATACATGAAGGAGAGTTCATT CATTGGCAAGTTAATAATAGTGAAAAA 280

Ad04A22623 Aradu.A04 22623 p2 (AT)6 12 122666697 122666708 ATGCCACGTCCAAAAGAAAA GGCTCTTGGATGTGCTCTGT 277

Ad04A22624 Aradu.A04 22624 p3 (TTG)6 18 122667849 122667866 GAAGATGGACAAAAGGCGAA GCGATGCAACATACAGGAGA 279

Ad04A22627 Aradu.A04 22627 p3 (CTT)5 15 122679542 122679556 AATCGTATGGAGATGACGGTG GTTTCTGCTTCTGCAAAGGG 102

Ad04A22634 Aradu.A04 22634 p3 (CAC)6 18 122692197 122692214 TGCATCACAAATGCCTAACC TGGAGCTGTTGCTGTTGTTC 227
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Ad04A22636 Aradu.A04 22636 p3 (ATT)6 18 122700504 122700521 TAGCATTGGGCCGAAAATAA ATGGAGCCAATGTGCTTTCT 217

Ad04A22638 Aradu.A04 22638 p4 (ATAG)6 24 122722683 122722706 TTGCTAACATAGCATCATTAACACA TTATTCGTTTGGTTTATACGCAC 163

Ad04A22639 Aradu.A04 22639 p2 (AT)7 14 122725152 122725165 TTTTAGCCCTTTATTTATTTTTATCG TGATGAATCAAATCTTGAACTGG 214

Ad04A22640 Aradu.A04 22640 c (TAT)6catcatataacattgttaaatctcattcattttgcactaatttacattctaatctttagattt(A)1192 122725469 122725560 CAATTTGTTTAGCCTAATTTTGACA AAAACGCTTTAGAAGACTTTATGTGA 268

Ad04A22645 Aradu.A04 22645 p3 (GAA)5 15 122730467 122730481 TTGGGTTTTGCATGGGTTAT CAAACCCTGACTGTTCACCC 139

Ad04A22647 Aradu.A04 22647 c (ATT)10aagtagaaggaagtagtatagacataaaaataaacgacaattcttgttttaactc(T)1095 122733336 122733430 GACGATTTTTAGAAGAATAGCCACA AAATCCAAGAATGATATGGAATGA 205

Ad04A22648 Aradu.A04 22648 p3 (CTT)8 24 122737480 122737503 TACACGCGCTATATTCACGC TTCTGGTGATTTTGATGAAGGA 249

Ad04A22649 Aradu.A04 22649 p3 (TTC)5 15 122737651 122737665 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 203

Ad04A22655 Aradu.A04 22655 p3 (TCT)5 15 122758720 122758734 TTTCCGGTGATATTCCTTGC ATGCAGATGAAGGAGAGGGA 277

Ad04A22656 Aradu.A04 22656 p3 (GAT)5 15 122762906 122762920 GAAGGAGGGGAAAGAGGAGA CGCGTTTATTACATTTTCGC 204

Ad04A22659 Aradu.A04 22659 c (A)10tttccaaaaaaaatagtacaattagaaaaaatatagtttcttaattaatgaatattttgagctagtattccg(T)1193 122771416 122771508 GGAGCCAGCTAAACGAATTG CGTTAAGTGTGTGGGCTGGT 268

Ad04A22664 Aradu.A04 22664 c (TTA)11agtagaaggaagtagtatagacataaaataaacgacaattcttattttaactc(T)1298 122782717 122782814 ATATGCGAAAAATGGCGAAC TGAATTGATATTGGCTAATTGGT 232

Ad04A22666 Aradu.A04 22666 p3 (GAG)6 18 122809545 122809562 CGCCTTAACCTCACCAGAAG AAATGGCAAAGACAAATGCC 248

Ad04A22671 Aradu.A04 22671 p2 (TA)6 12 122820248 122820259 GCCTGAATCTAGCTTTAATCACTCA TTGAGTACAGCTTAGCATTAGCAT 268

Ad04A22672 Aradu.A04 22672 p3 (CCT)6 18 122822759 122822776 AAAGGGTCCAGGAGGCTAAG ACAAGGGGTTGAGAGGGAGT 109

Ad04A22673 Aradu.A04 22673 p3 (ATT)15 45 122833647 122833691 TGGATCTTTAGAAGAATAGCCACA TTTTTGGTGAAATTGATATTGGC 221

Ad04A22677 Aradu.A04 22677 p2 (TA)6 12 122839109 122839120 TTAAAAGAGAAGATAACCACTCAAAAA GGACACTTGTCCCCACTCTT 255

Ad04A22678 Aradu.A04 22678 p3 (TCA)5 15 122846556 122846570 CCCATGGCATTCTCCTCTTA ATCGCCAGAAGCATTGAGAT 277

Ad04A22679 Aradu.A04 22679 p3 (AAT)5 15 122847720 122847734 AAAAATGCAACCAATGACGA TGGTGCTGTTCTTGACCTTG 263

Ad04A22692 Aradu.A04 22692 p3 (AAT)7 21 122879142 122879162 TTGCCAAACTTCAAGAACAAAA CAAACGAAAATTTGTGACGC 127

Ad04A22693 Aradu.A04 22693 c (TTA)7(T)14 35 122880869 122880903 ACAGCAGTGAGTGGTGTTGC TCACTGTCACCAGACAAATTCA 263

Ad04A22695 Aradu.A04 22695 p2 (TA)6 12 122881878 122881889 GGCAGGAAGAACAATTGGAG AGACACTGCAATTGAAGCCA 263

Ad04A22697 Aradu.A04 22697 p2 (TA)8 16 122889862 122889877 CATGAAATGTTTCAGGGCAA TCTTCCAAAATTCTTAAAACCACA 189

Ad04A22704 Aradu.A04 22704 c (ACT)5cctcatcaaaaagaacaaccatgtttgatgaatcaatcaccatcaccaccacggaaatctgaacaagataattgttcttttgatgacccttttaataac(TCA)6132 122899188 122899319 CTACCACCCCACCATCTTTG CCAAGTGCTTGTGAATTTGC 268

Ad04A22710 Aradu.A04 22710 p2 (TC)6 12 122913875 122913886 ACTCACAATAATGCACTCGCT TCAAATTGTGAACGAGGTGG 258

Ad04A22711 Aradu.A04 22711 p3 (AAT)5 15 122918236 122918250 TGCAGCGGAATTTTGACTTT TGAGGGAGAAAGAAAGAAAAGG 280

Ad04A22714 Aradu.A04 22714 p2 (TC)6 12 122925411 122925422 CAATGCAACAACAAATGGGA TGCTCTTTGCTATTGTTGCC 254

Ad04A22717 Aradu.A04 22717 p3 (TGA)9 27 122941032 122941058 GAGGCACTCTTCGTTGAAGG TTTGGCCAGAGCAAGAAAGT 108

Ad04A22718 Aradu.A04 22718 p3 (CCA)5 15 122942215 122942229 CCATTGATGGGGATAAAACG TACGCACCTCCCTCTCTCTC 219

Ad04A22719 Aradu.A04 22719 p2 (GA)7 14 122942373 122942386 ATAAAACGACGACGGAGCTG TTGAGTTGACCAATGCTTCG 280

Ad04A22720 Aradu.A04 22720 p2 (AT)6 12 122944233 122944244 CAGTTACTCGATGCTCATACTTTG TCCCTAAGAGAGGGGTCCAC 101

Ad04A22722 Aradu.A04 22722 c (TTTA)6tggccaaggggatgtttgtatataaggacctgcagcataattcttactacccactaggattcttcttagaagatatattcttgttt(A)13123 122950067 122950189 ACGACGTTGTCTCCATTGAA CGACTGCACTTGAGTTTCCA 237

Ad04A22724 Aradu.A04 22724 p3 (AGA)6 18 122951686 122951703 GAAGATTGAGGCCAAACCAA CCAACACCACCAAGAGGAAT 260

Ad04A22726 Aradu.A04 22726 p2 (TA)6 12 122955265 122955276 TGGATACGCATTTTTATTGTGTC ACAAAGGGAAAATGCCACAG 224
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Ad04A22727 Aradu.A04 22727 p4 (TAAT)5 20 122956723 122956742 ATTGAGCGGGCATATGTTTT GGCAAAGAAGGTGCCATTTA 171

Ad04A22728 Aradu.A04 22728 c (A)11gtcctttggaatagtctaagctaagtaaag(A)1051 122956884 122956934 TTTTCATCTCTGGCCACTTG TGGTCCATCTAAATTATTGGCA 167

Ad04A22730 Aradu.A04 22730 p3 (TCT)6 18 122958660 122958677 AATTCCATTGTTCCCACACG AAATTCAAGGTCTTGGCCCT 221

Ad04A22731 Aradu.A04 22731 c (T)10attttaagaaattatgttaacatagagttttttttc(A)1157 122960690 122960746 TCTCCTGCCATTAAACCACC TCAAATTCGTGACCTCTTAACTGA 277

Ad04A22732 Aradu.A04 22732 c (A)12ttagttaatcaaattataaattataaaatatacactaaaaatgtgtaatttacacacatttagtg(T)1087 122960876 122960962 GAGGTCACGAATTTGAGTCTCTT AAGTGAATGAGTGAACCGCC 224

Ad04A22733 Aradu.A04 22733 p3 (CTT)5 15 122961114 122961128 GGCGGTTCACTCATTCACTT CAAACAGAGGCCGATAGAGG 262

Ad04A22734 Aradu.A04 22734 p2 (TC)6 12 122964565 122964576 GCTGCCTTCACCGTTGTTAT ATCGCGCAAATTGCTAAAGT 115

Ad04A22735 Aradu.A04 22735 p2 (AC)7 14 122965268 122965281 TGCCAACTCTGGTCTCTGTC ACGCCCTTCTGTGTTTCTGT 278

Ad04A22740 Aradu.A04 22740 c (T)16gcgcatttggttaaagagttaaaaaaaatacatttcaaaagtagaaccacaagccaaagcaaaag(T)1091 122981521 122981611 TTATTAGTTTGTTTTGAATGAGGCT CATGGACAATTTAGAACTTTACTCCA 207

Ad04A22741 Aradu.A04 22741 p2 (AT)9 18 122983997 122984014 CCTTTGAGGGTTGCAGAAGA TTGACACCGAATTGGATACG 237

Ad04A22744 Aradu.A04 22744 c (T)12gggttcctgtcgggtggatctctttcgattggactcatcatacgattatgggcctctaatgcttcaacttac(T)10ggctcacatattttttgtgtggatcactataaagcatccactcaaatcac(A)11155 122993361 122993515 CCCCTATCAGAACATCTGCAC ATGCCACTTGAGTTGAGGCT 273

Ad04A22746 Aradu.A04 22746 p2 (AT)6 12 122995537 122995548 CATAAACATTGGTGGGTCAAA GCCGACAATAACATGGCTTT 263

Ad04A22747 Aradu.A04 22747 p2 (TA)7 14 122996192 122996205 TTGATTTACACTGATTTTTCGATTTT TTCGCATGCAATTATTTCTACC 211

Ad04A22749 Aradu.A04 22749 p2 (TC)8 16 122998828 122998843 GCGTCAGTTACTGCGAATGA AGTGTTTGTGAGCTTTGGGG 245

Ad04A22750 Aradu.A04 22750 p2 (CT)13 26 122998954 122998979 AATCGCCATTCTCCTCCTTT TTCTCCTTTTGCGACGACTT 154

Ad04A22753 Aradu.A04 22753 p2 (AG)12 24 123008440 123008463 CACATTCTGTGCAAAACCCT AGCCTCTTAGCACAGGTCCA 116

Ad04A22754 Aradu.A04 22754 p3 (TTC)5 15 123008622 123008636 TGGACCTGTGCTAAGAGGCT CGTATCTTCCACGAGCTTCC 212

Ad04A22761 Aradu.A04 22761 p3 (TAA)5 15 123029936 123029950 TGACCAAAATGCAAGCCATA GGCTAAATTTCACTGCCGAA 214

Ad04A22765 Aradu.A04 22765 c (T)11ggtgaaggacttgagtgtatttttcgtttcttaaggataaaaatgtccgagaaaaaaaggttaaagacctatttgttctt(TA)9109 123033963 123034071 CGCCTGAATTAAACGGAAAG TCGGACATATCCATTATTCACA 260

Ad04A22767 Aradu.A04 22767 p3 (AAT)6 18 123040875 123040892 GACTCAGTCAATCGGCTTTTG CGGTGGCTCTTGAGTCATTT 266

Ad04A22770 Aradu.A04 22770 p4 (ATAC)5 20 123046578 123046597 GGGAGCATGTATAGGATCTGC TGTGTGTATGATTTTATTATTAGGTGG 166

Ad04A22772 Aradu.A04 22772 p2 (TA)6 12 123047445 123047456 CCGCCACGTTATTTGAGTCT ATTCCTAACCCCTTTCCCAA 130

Ad04A22773 Aradu.A04 22773 p2 (AT)9 18 123049122 123049139 TCATTGGGCCAACTAGAACC AAATTCAAAATGGAGCGTGC 153

Ad04A22775 Aradu.A04 22775 p2 (AC)6 12 123051685 123051696 GGAATAAGGGAGCACGATGA TGGTTTGATGGGACTGGTTT 158

Ad04A22776 Aradu.A04 22776 p2 (AT)7 14 123052641 123052654 CAACAACTTGCGTATACGTGC GCGTTAGATCCGAAAGGTCA 267

Ad04A22777 Aradu.A04 22777 p2 (AT)6 12 123052979 123052990 TCGAATTCTTGACCTTTCGG TGCATAACACACACATGGCA 264

Ad04A22780 Aradu.A04 22780 p2 (TA)8 16 123056551 123056566 GGGAAAAACAAAAATCGCAA CAGCTCTAATTTCGCAACCTG 143

Ad04A22781 Aradu.A04 22781 p2 (TA)8 16 123056670 123056685 CAGGTTGCGAAATTAGAGCTG CTGGCTCTGGATCGGATTTA 202

Ad04A22782 Aradu.A04 22782 p3 (CAT)6 18 123057065 123057082 GAGAAGGCAAAAAGGTGTGG GATGCAGGAGAAAATCCCAA 238

Ad04A22783 Aradu.A04 22783 p2 (TA)6 12 123057539 123057550 CATATATAGTATGCGTCGTGGTTTTT CCCTACCTATTGCCAACCAA 263

Ad04A22784 Aradu.A04 22784 c (AT)10aaactaattttggtaattaattttagttaatatctagcatgattgatattttttatgtaagtttta(T)11ggatttgaaacataaattctgtttaaa(T)10134 123059422 123059555 CGAGATTAAACTTTGATTTGGATT TTGCTGGTCCATTCTTCTGA 187

Ad04A22785 Aradu.A04 22785 c (T)10cttttaag(A)1028 123064264 123064291 TTGGCTAAAAGTGGAGAATTG GGTGTGATCGGTGAATGTGA 201

Ad04A22794 Aradu.A04 22794 p3 (AAT)5 15 123083453 123083467 CAAGCCGAATTGGATATGGA TCAAATCCAAAATCTTTAAATGAGAA 239

Ad04A22796 Aradu.A04 22796 p2 (TA)7 14 123103841 123103854 CTGGTGAGTTCAGCGTTCAG AAAAGGCGGACAACATTTTT 160
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Ad04A22805 Aradu.A04 22805 p2 (CT)7 14 123112894 123112907 GCAACAGAGCTTTCCACACA GGCGTAGAAGAGCATTACCG 224

Ad04A22807 Aradu.A04 22807 c (GGA)5acggatccaaaacctaattactat(A)1049 123118761 123118809 TGTTGTGGTGCGAGGTAGTG AGCTTGCATGCATTCTTTGT 274

Ad04A22809 Aradu.A04 22809 p2 (TA)7 14 123124725 123124738 CCAAAGCAGAGTTAATCGCA GGGTGCTAATTTCGGTTTAGG 272

Ad04A22812 Aradu.A04 22812 p4 (TTAT)5 20 123127944 123127963 TGGACAACATGTCTGCCTTC GACGTCGAAATCCTCGTCAG 278

Ad04A22816 Aradu.A04 22816 p2 (TC)6 12 123140581 123140592 CAGGAAAGCCCAACCATAAA GTCTTGTCGTAGGTGGGCAT 216

Ad04A22817 Aradu.A04 22817 p3 (AAT)5 15 123141132 123141146 TGCTTGCTGTTGGAGCTAGA TTTGGGATTGGTTTGGACAT 268

Ad04A22818 Aradu.A04 22818 c* (AACAAT)5(AAT)6*45 123143213 123143257 GCCAACAGCTTATCTCTGCC CCAAGTTTGGCACAGTTTCC 272

Ad04A22819 Aradu.A04 22819 p3 (TTG)7 21 123147534 123147554 AACATCCAGTCAGGAGGGTG TGATTACTGCATGTGCCCTC 241

Ad04A22820 Aradu.A04 22820 c (C)16(A)15 31 123148966 123148996 TGGACCCAACCAAGAATCTC TTCTGCTGATATGTTTGGAATGA 279

Ad04A22823 Aradu.A04 22823 p2 (GA)8 16 123168154 123168169 TCCTTCATGAGCCTTGAGGT TCTCTGTCGTTTGGCAGTGT 279

Ad04A22824 Aradu.A04 22824 p2 (GA)7 14 123170749 123170762 TTGTTGGACTTTTCCTTGGC AAGGCTTTGCATAAAAGGCA 225

Ad04A22825 Aradu.A04 22825 p2 (TC)20 40 123173911 123173950 AACGCTTATATGTGGCAGGC CAGTGTAAAAACAAACCCACACA 200

Ad04A22827 Aradu.A04 22827 p2 (TA)6 12 123178817 123178828 CGCCTGTGGTTTGTTTCTTT CTTGAATGCCAGACCCAACT 272

Ad04A22831 Aradu.A04 22831 p2 (TA)6 12 123189760 123189771 AATTGTTGGGCACGACTAGG CCATGCCCTTCTCTATTCACTT 279

Ad04A22832 Aradu.A04 22832 p4 (AATA)5 20 123194021 123194040 TACGCGTATCATTGCTTTGC ATAAAAATAACCGCCCTCCG 223

Ad04A22833 Aradu.A04 22833 c (TC)7tatacctctctcttgctagctaccatctatttacgcaggaaaataatgattatttggaatcaaatataaagattgtgtgctttatatgc(GA)8119 123195084 123195202 CTGCCATCTCAACATCCTCA GAAGCAGCGCAATAAACACA 278

Ad04A22834 Aradu.A04 22834 p3 (TTC)6 18 123197533 123197550 CACTCAACCGTTTCCAAAGC GAAAGAGGAGGAGAAACGCA 127

Ad04A22836 Aradu.A04 22836 c (A)10ggaggaagaggaagaggagaaaaaggtggtgttgatgacgacgataatgagaaagaaaaattat(GAA)5aaagacatgaaaaaagaagaagaaaaaaaagaagaagaaaaataaaaggcatagagaaagaaaaagaaaaaacacac(A)10176 123198436 123198611 GAGAAAGAAGAAAGAGAAAAAGAAAA CCTACAAGCATTTTTCTACGTAAGTT 280

Ad04A22837 Aradu.A04 22837 p2 (TA)7 14 123199448 123199461 AACGCAACACGAGACAAGTG CATGATGATGATATGGTTGTATTTTG 260

Ad04A22839 Aradu.A04 22839 p2 (AT)7 14 123200530 123200543 TGATTTGAATTTAGTTCCGTCAGA TGGGATTTTGATGTAGCCTTTT 156

Ad04A22843 Aradu.A04 22843 p3 (AGA)5 15 123215485 123215499 AAGTTTTGTAAGCGAGGCGA GGAGCTAGGGTTCGAGCTTT 257

Ad04A22845 Aradu.A04 22845 p3 (CAA)7 21 123222432 123222452 TCACTTCACTACCGCACCAC CGCCTCTCTTTTGTTTTTGC 254

Ad04A22847 Aradu.A04 22847 p3 (ATA)13 39 123224189 123224227 AAAAAGTGTGTCTTCAGTCATGTAAAA ATGCATACATCCTTGGCTCA 145

Ad04A22850 Aradu.A04 22850 p2 (AT)8 16 123234299 123234314 ATCGTCTTGGGGGTTAGGAG GCATGCATCTGATCTTTGGA 266

Ad04A22856 Aradu.A04 22856 c (T)10agttgttttccacataagaaaacattttttgataggcaaatcatattac(T)1170 123250653 123250722 TCATAATTCATGTCGAATGGTCA CAGCCTCTTTCTCTGCTTCG 235

Ad04A22859 Aradu.A04 22859 p2 (AT)13 26 123253918 123253943 TTATTAACACGACTATTTCATTTTTGA CACACGTTAAAAATCAATCCCA 275

Ad04A22860 Aradu.A04 22860 p3 (ATA)5 15 123255997 123256011 TCAACACCAGAGACTTTGCG AAGGAGCTGATGGATGGATG 153

Ad04A22862 Aradu.A04 22862 p4 (AGTT)5 20 123259294 123259313 TATTGCGAAATTGGGGGTAA TGAAGTTCAGGAGCCGTCTT 202

Ad04A22863 Aradu.A04 22863 c (ATT)9(GTT)6 45 123259681 123259725 CACTGGATAATGTGTCCCCC CATTTTCATTTAGCAGCATTGG 205

Ad04A22866 Aradu.A04 22866 p3 (ATT)6 18 123263919 123263936 TGCAGACCAAACAAAAACAAA ACTACGACGAGGTGGACGAC 150

Ad04A22867 Aradu.A04 22867 p2 (TC)12 24 123264803 123264826 GCTTCCGTTTCAAAGCTGTC GCTAATCAAAGAGGGGAGGG 246

Ad04A22870 Aradu.A04 22870 p3 (TAA)5 15 123269652 123269666 TGCTGCCTTGTTCATCTTTG ATGCCATTCTTTCTGCCATC 127

Ad04A22871 Aradu.A04 22871 p2 (AT)9 18 123275466 123275483 CAACCCCTCTTAGTGGGACA TTCCGTTATCAGTCAAAGAAAGTG 162

Ad04A22873 Aradu.A04 22873 p2 (TA)6 12 123281773 123281784 CGTGCATGATTCATTTATTTTGA ACCAATTTTAGTCCGCGTTT 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad04A22876 Aradu.A04 22876 p2 (TA)6 12 123283267 123283278 CGCAGGCATGTATCTTAGCA TGCTTTCAATTTCAACCGTTC 253

Ad04A22877 Aradu.A04 22877 p2 (AT)11 22 123283612 123283633 AATTCAGGCCATTCCCTCTT ATGTTCCCTTGCTAGCTCCA 188

Ad04A22878 Aradu.A04 22878 p2 (AC)6 12 123284472 123284483 TATGACGGAGGCCACCTAGT TATTGGAACGGATCCGAGAG 220

Ad04A22879 Aradu.A04 22879 p2 (TA)6 12 123292065 123292076 CTTTCAAAGCTGATTCGTTCA CCGGTGGGTACTTTTCCTTT 193

Ad04A22880 Aradu.A04 22880 p3 (TAT)5 15 123294043 123294057 TTAATATGTTTGTGGCACATGAA TTCACCAAAATATGAACAAAATTACT 230

Ad04A22889 Aradu.A04 22889 p2 (TA)7 14 123326086 123326099 TTTTCTTTAATTTGTTGATGAGTTGC TGCGCTGGTATGTAAGTTGG 269

Ad04A22890 Aradu.A04 22890 p3 (TAT)5 15 123326894 123326908 GGGCCATTTTTGTGTTTCAT CAATCCGATGGGACAAATTC 256

Ad04A22891 Aradu.A04 22891 p3 (TGC)5 15 123330740 123330754 GCAGGGAACTGAGGCTACTG CCTTGTTGGTTGCATATGTCC 268

Ad04A22894 Aradu.A04 22894 p2 (AG)6 12 123344717 123344728 GGATTCGGTTTGGTGAGAGA GGATTGCTGTGTTTGTGTCG 270

Ad04A22896 Aradu.A04 22896 p3 (CTC)8 24 123348077 123348100 AATGCTCAGGAGGCTTACCA CTCGGAGAGTAGTTGGGCAG 195

Ad04A22897 Aradu.A04 22897 p3 (TTA)5 15 123358964 123358978 TGCGATATTAATTTCATCGTGT GACTTCTACAAAAGCCTAAGTCTGA 229

Ad04A22900 Aradu.A04 22900 p2 (TG)7 14 123376221 123376234 TCTTCCCAAGTGAGCATGAA TGCAGCAACAAAGTGGAGAG 278

Ad04A22901 Aradu.A04 22901 p3 (TAC)5 15 123383511 123383525 GAGGAGAGCACTTCTGGTGG TGCGCTAAAGCATTGTCAAC 208

Ad04A22905 Aradu.A04 22905 c (G)11(T)13(G)13 37 123395290 123395326 GAGTGCCCTTCCTAGCCTCT CCCCAAAACCATTTCAGAGA 217

Ad04A22910 Aradu.A04 22910 p2 (TC)8 16 123410522 123410537 CCGGGAAGACACAGGATTTA TCGGAGCTGAGATCGAGATT 161

Ad04A22911 Aradu.A04 22911 p3 (CCA)7 21 123415904 123415924 TAAGGGCCCGTATTTGAATG TGCAGTGTTGAAGGATCTGG 265

Ad04A22912 Aradu.A04 22912 c (CTT)7gctgcacgttcttcttccttttac(TCT)560 123418753 123418812 TCGCATACAAGCGATTAAAGC GAAGAACGTGCAGAAACGAA 215

Ad04A22913 Aradu.A04 22913 c (A)11t(GAA)6gaggaagaggaagaagaaccgttctgaatgtagcgctttgaaaacaggaaaatcgaaaaaaaaa(GAAGAG)6130 123419364 123419493 CGATTTCAAAGCTTAATTTCAGA GTTGCTACACATACGGGCCT 243

Ad04A22916 Aradu.A04 22916 c (CAG)5atggcgttagcctgaaacaactaaagaaatatctgaaaaactcaagggaaactcattttactgccattttaaat(A)11100 123424617 123424716 AATGACATCTTCCGCTCTGG CGTACCCCTTTTGGAGTCAA 260

Ad04A22922 Aradu.A04 22922 p2 (TA)6 12 123435800 123435811 GGAGAAAGTGGATCCCACAA GATGGAGGGTTTGCAGACAT 215

Ad04A22923 Aradu.A04 22923 p4 (ATCC)5 20 123436061 123436080 AGGTTCTGGCCAAGTCTCAA GCAATGCAAACAGGGTCATA 277

Ad04A22924 Aradu.A04 22924 p3 (AAC)5 15 123437053 123437067 CGAACTCCAACCATGTTCCT CCTCCAATGAGCACAAACCT 242

Ad04A22928 Aradu.A04 22928 p2 (AT)7 14 123454527 123454540 TCCAAAATGATAGCCAAGGG GACAACTGCATGTGAGTTTTTACC 276

Ad04A22929 Aradu.A04 22929 p4 (ATCC)5 20 123466292 123466311 CCCTTTGGGATTGCTGTAAA GTCCCCCAAACGGAACTAAT 158

Ad04A22930 Aradu.A04 22930 p3 (CAG)5 15 123466495 123466509 ATTAGTTCCGTTTGGGGGAC AGCTTGATTGGATGGGTGAG 178

Ad04A22933 Aradu.A04 22933 p2 (AT)7 14 123475411 123475424 AGTGCAAAGCTAGGGCTGAG CATGTCCTTAAAGGCGACAA 255

Ad04A22936 Aradu.A04 22936 p3 (TGA)5 15 123485165 123485179 TTGGGTTCTAAGTTTTGGGTTC GCAAAAGCAAAACAGAAGCA 172

Ad04A22938 Aradu.A04 22938 p3 (TTA)14 42 123486242 123486283 GATCGATATGTCTTTTTCTCATTTTT AATGCGTTCACATAAAATGCC 280

Ad04A22941 Aradu.A04 22941 p3 (ATA)9 27 123491246 123491272 GGTGCGATTTTGATCGATTT ACTGCTTGAAATTGGATCGG 133

Ad04A22942 Aradu.A04 22942 p2 (AT)6 12 123491856 123491867 TTTCCGTAATTTTAGGTCAAATGTT CTGTCAGAGACGAATCTACTTGG 253

Ad04A22948 Aradu.A04 22948 c (A)10ttt(A)10 23 123522945 123522967 TTTGAATCATGACCCAATAAGAAA ATTCCCGGCTCAAAAAGTCT 247

Ad04A22949 Aradu.A04 22949 p3 (TAT)13 39 123544421 123544459 AGGGCAAGGAAAAGGAAGAG GCTTGCTTCTTGTCAGACCC 215

Ad04A22950 Aradu.A04 22950 p2 (AT)6 12 123544816 123544827 TCAACCTCCCTTTTGGTTTG CAGGCGAATTGAAAACTGAC 275

Ad05A2 Aradu.A05 2 p3 (TAG)11 33 7729 7761 TTTGAGTCTTCTTCGCCACC ACACCAAGGGCAGTTTTGTC 190
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Ad05A5 Aradu.A05 5 p2 (TA)6 12 14762 14773 TTGAAAATGCTACGTCCACA TCTGAAAGCCTCTGGCTACAA 280

Ad05A10 Aradu.A05 10 p2 (AG)8 16 28512 28527 TGAGGTCACTGGAAACTTCAGA GGAAAAACTGTGCCAACCAT 208

Ad05A11 Aradu.A05 11 p3 (AAG)5 15 28892 28906 CCCGCTAAGCAAGATCAAAG TGATTTTTCCTTCCCTCGTG 210

Ad05A13 Aradu.A05 13 p3 (TAT)5 15 34627 34641 CTTGAACTGGAATGGGTGGT AATAACCAATCAGGAATATGATAGGA 233

Ad05A20 Aradu.A05 20 p3 (TAC)6 18 50995 51012 GCAGCATTCGGTAGATTTCC GCCAAGACTTTTCACGCAGT 268

Ad05A25 Aradu.A05 25 c (A)11gcaaaaatctattaaatgattggtattggaattaataattattgtttgactaatttatcctaatctaacaaagtctc(A)1098 60567 60664 AAATCACAATTAAAGCAAAAATCC AGGATCCTTTTCCAAATAGCTT 276

Ad05A31 Aradu.A05 31 p3 (GGT)5 15 77525 77539 GTGAGGTTGAGGTGGAAGGA ATCTTGGGTCTGTTTGCCAC 259

Ad05A32 Aradu.A05 32 p2 (AT)9 18 79704 79721 ATCGTTTTCCTCAAACAAAATAA TTACTTATTAGGAGGGGTGTGC 279

Ad05A37 Aradu.A05 37 p2 (TA)6 12 82290 82301 TTAAATTTTCTAAAGGAACTGAGGAA TCTCTCTCTTTACGAATACTTTTCTCT 276

Ad05A42 Aradu.A05 42 c (T)12(A)10gagcttcattttgtcgcgtgaaagtactaagctaacattt(A)1779 88530 88608 AAAAATGGGAATGAAATTATCCA GTGGGTCTTGGTCATCCACT 250

Ad05A50 Aradu.A05 50 c (A)11tttctcgcagttaacaatttgatttcttatctaaaaaaattaaaaagtttcttgaatgatgtgagatagcgggtaaaaccctttttcttcacagctttc(T)12122 104917 105038 CTTCTCGCACTTAGCGAACC GAGGCACCAAATCATGTACAAA 276

Ad05A51 Aradu.A05 51 c (A)10tgcatgtatatgtacatctttgcacgtggataaaataattgcgttgtctttgatatcaacgtatg(TAA)9102 108620 108721 CGGGAAAGTGAAGTTTTCAGA ACCAGCGAGTTCAAGACCAA 223

Ad05A55 Aradu.A05 55 p2 (TA)6 12 113309 113320 CTCCAAAGGCGGTGTATTGT TTTCAGAGGGATTGACTCGG 268

Ad05A56 Aradu.A05 56 p3 (ATA)11 33 116502 116534 GCCCGTGATCATCTTTAGGA TTGCTGCATGATAAACCAAAA 248

Ad05A68 Aradu.A05 68 c (CT)10ccccccgatgcaaagttgcaaacgaaaacaaaaccaaagtagagagagaaagtaacactaattagcagagaagaata(AG)6109 150985 151093 TCAAAACCCCTTTCGACAAC GGTCATAACCCGTTCCTCCT 227

Ad05A69 Aradu.A05 69 p3 (AAC)7 21 151254 151274 ATGTTGGTGGTTCAACCCAT ATACGGTCCTCCTCCTCCTG 267

Ad05A71 Aradu.A05 71 p3 (ACA)5 15 154006 154020 CGGTCAAATCACCAACCTCT GACTGACAAGGCTTTGTTGC 256

Ad05A72 Aradu.A05 72 c (A)12gtgataaggacaatttagaccgggaacaataccaaaaaaaatattttctacctctatcatgcattatttgtcattagagag(A)12105 155982 156086 TGGGCACATTTTTAAGCGAT TTGATGACATAAGGTTTTTGGG 268

Ad05A73 Aradu.A05 73 p2 (TA)6 12 157248 157259 CCACTGAGGATTTTTGTCAGC TGTCACATGTCCCATCACAA 259

Ad05A74 Aradu.A05 74 p3 (CAC)5 15 158172 158186 TGTGCGACAAAAATATCCGA AAGGCTAAGGCAGTGGTGAA 265

Ad05A75 Aradu.A05 75 p3 (TCT)7 21 159587 159607 ACTCTTCCCGGCCTAACAGT AGATATCAGTGACGTGGGGG 223

Ad05A76 Aradu.A05 76 p2 (TG)6 12 160133 160144 GCAGCATTTTTCCTTCTCTGA TGACAATGCAAGGATAAGCG 278

Ad05A78 Aradu.A05 78 c (A)11gagaaaagag(A)13ca(C)12(A)1563 167806 167868 TTCCAACAAATGTCAGCCAC GGCCTGTGAATTGTGATCATT 264

Ad05A80 Aradu.A05 80 p3 (CAT)6 18 170429 170446 GCTCTTTTTCCCTTTCCACC TACGGAAGAAGGGTCAATGG 278

Ad05A82 Aradu.A05 82 p3 (TTC)5 15 172102 172116 AAACGCACGTTATTCAACCA CAAGAAACTCGTTTTCATGGAG 104

Ad05A86 Aradu.A05 86 c (T)12aaatcgccgttatgataataatttatccttttgaggaatcg(T)1063 181261 181323 ATCCCCAATCCAAAACCCTA CCTGTCATCAAAACCCAACA 236

Ad05A89 Aradu.A05 89 p3 (TGT)5 15 188054 188068 CTTGATGAGGTCGAGTGGGT GGCCTCCATTCCCATCTTAT 228

Ad05A91 Aradu.A05 91 p3 (ATC)5 15 190502 190516 TTCGGTGTATGCATGCTGAT TTGAGAAGGTAAAACAAAAACAAAGA 160

Ad05A92 Aradu.A05 92 p2 (TA)6 12 191993 192004 GAAGAGCCACATATTCGCAA AGTGACGGAAGCGTGAGATT 269

Ad05A94 Aradu.A05 94 c (TTG)5tatataatatagttgataatcatattagttattagcaactaaatggcagtaaaatttcatat(TA)1097 197188 197284 TCGACCTCACCTAATGGGAC AAAAAGTTGAGACTTCACGCC 275

Ad05A99 Aradu.A05 99 c (T)11c(A)10 22 210696 210717 ATTACTTGATTTGCACCCGC GCCAACAACACTAAGCCACA 150

Ad05A102 Aradu.A05 102 p3 (GGA)5 15 213381 213395 GGAGATGGCGATGATTTTGT TTCTTCGGACCCTAAATCCC 229

Ad05A104 Aradu.A05 104 p3 (ACA)7 21 220201 220221 AGCATAACTCAAGCCAGCGT GAAAAGCACAAGCATCTCCC 265

Ad05A111 Aradu.A05 111 p2 (CT)13 26 241063 241088 GCGGAGGTAGAGAGGAGGAC TTACAGCCCAAGCTAGCACC 269
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Ad05A118 Aradu.A05 118 p2 (CT)11 22 258793 258814 CCGGCAAGCTCTTTGACTAC GGCTCTACAGCCAAAAGAAAGA 235

Ad05A119 Aradu.A05 119 p3 (ATT)5 15 259547 259561 TCAAACGTGACCATCTGTGAG ATCTTGGAGTGAGGGACACG 143

Ad05A121 Aradu.A05 121 p2 (AT)6 12 264944 264955 GCGATTAGTTCAAACCAGGG GAGTAGAGATACAGTAATGCACGATG 279

Ad05A128 Aradu.A05 128 p2 (TA)9 18 285660 285677 AAAATTTTTCATCAAGCCTGTCA TTTCAAAAAGGTTACGTGCAAA 204

Ad05A130 Aradu.A05 130 c (A)12tatctgaaacacttaaattttaacccaaaaacaaatcaagac(A)1266 286380 286445 TGGAGTTCAGATCTGCGATG GCTATTTAAGCTATAATTCGTTAGCAA 203

Ad05A132 Aradu.A05 132 c (TAA)17tacatttcaaacttcaaagggacgctttcagtattagaaatcagcacctttgagttgttatttttag(T)10128 287223 287350 TGTCGCTTTTCCCTATTGGA AACACATTCCCTGCCTTGTT 269

Ad05A135 Aradu.A05 135 p3 (GAA)5 15 291047 291061 TCCTTTCTTCCACTTTCATCC TCCCTCTCTCTCAGTCTCACCT 172

Ad05A139 Aradu.A05 139 p2 (AT)6 12 295716 295727 TTGTTGGCCTTGTAAATTTTTG CAAATTCTTAAATTGAACCGTCA 237

Ad05A141 Aradu.A05 141 c (T)12cttttatttaaattaggccttagctagttagcttcatttcacttttgtttgttatctttgatttttattgtatagttttaa(T)10103 296802 296904 GTTTCCAGATCCGAGGTTCA CGCTAATTTACCTGTTCCACC 277

Ad05A142 Aradu.A05 142 p2 (TA)6 12 301117 301128 TCAGGCTAAGAAGGCCAAAA GAGAGGAGAGAGGGTGGACA 242

Ad05A144 Aradu.A05 144 p2 (TA)8 16 304420 304435 ACATCAGTGGCCAAAAGAGC GATCCATGCAACTCGTCCTT 211

Ad05A147 Aradu.A05 147 p3 (AGG)8 24 322760 322783 GCCGAGACAAGGTTGAAGAG TTCTGCCGACTTGAGTGTTG 236

Ad05A148 Aradu.A05 148 p3 (AAG)5 15 327359 327373 TCAAAAACGATTTCAGAGGTTG TGCTGCACGTTCTTCTTCTTT 263

Ad05A149 Aradu.A05 149 c (AAG)5gagaaagagaaggcaagaaacgaaagaaaagaagaaaaagaagaggaagag(GAA)581 327499 327579 AGGAAGAAGAACGTGAAGCAA AAAAACGCAATACAAGGTCTACG 263

Ad05A153 Aradu.A05 153 p3 (ATA)8 24 332764 332787 GGAAATGTGACTGAGAGTCAGAGA TCAATTACAAAATCAATCACGCA 278

Ad05A165 Aradu.A05 165 p3 (TAT)5 15 364513 364527 TCCTATTCTCGTGGACATTGAA GGGATTTGGCTTGTGATTGA 272

Ad05A167 Aradu.A05 167 p2 (TA)7 14 371054 371067 TGTTATACATTATTCGTGAGCTAATTG TGAATGGGACTGAGATTGGA 218

Ad05A168 Aradu.A05 168 p2 (TA)9 18 373042 373059 TTATTGCACATGAATAAGAATTAGAAC AAATGGAGTTGGGACTGGAG 267

Ad05A173 Aradu.A05 173 p2 (TA)8 16 383673 383688 GGAGAAGGAGAGGGAGGAGA ACTGTTGCTCCAAAGCTTCC 267

Ad05A177 Aradu.A05 177 p3 (TGG)5 15 393332 393346 CAGTCACCATCAATTGCCAC CTGCTCCTCCTCTTCCTCCT 274

Ad05A180 Aradu.A05 180 p3 (TTA)7 21 401396 401416 TTCCCATTGGTTCTGGGTAA ATGTTCACCAGCACAAACCA 263

Ad05A183 Aradu.A05 183 p3 (AAG)5 15 402668 402682 CCTTGAATCCATCTTGCACA TGCCAACCCTTTTCTTTGTT 256

Ad05A184 Aradu.A05 184 p4 (TTAA)5 20 403007 403026 CGAAGAGATGAAGGAGACGG TGTCAAAAGCCATGGAAATG 163

Ad05A185 Aradu.A05 185 p2 (TC)8 16 404071 404086 AGCCCAACCGTAGAGCCTAT AAAAACCTGCGAATTTGGTG 192

Ad05A186 Aradu.A05 186 c (A)10gtatgaaaaaagcaaaggtgtatacatagatgatagagtaaatttgaaataacaaatacc(A)1282 411960 412041 AACAAAGGCGAGAGCAAAAA TGTTTAATTGACCGAAAGCAAA 230

Ad05A192 Aradu.A05 192 p2 (AT)9 18 422663 422680 CATTGTCTTTCCTCTACATTGTCC TTTCTGATTTTAGATTGGAGATTTCA 274

Ad05A201 Aradu.A05 201 p2 (CT)7 14 436379 436392 TTCACCGCAGAGCCTAAAGT TTCGGTTTCAGTTCTCAGGG 220

Ad05A203 Aradu.A05 203 p2 (CT)8 16 438078 438093 TGATTTCAGACACCGATGGA CTCGACCATTAATGCACCCT 275

Ad05A204 Aradu.A05 204 p3 (AGT)5 15 438414 438428 GGACACCTGGGTTTCTTTCA AGACAGGGAAATCAGAGGCA 278

Ad05A206 Aradu.A05 206 c (AG)11aaaagtaagt(A)1143 439400 439442 AGGGTGGGGTACATGGATCT TCCTATGCTTGCCAAAATGC 174

Ad05A209 Aradu.A05 209 p3 (TAA)10 30 447640 447669 TGCATAAATTTGATGTAACAATGG AAGATGGTGGAAATAGTCATGAAA 152

Ad05A210 Aradu.A05 210 p3 (GCT)6 18 448256 448273 TCATTGTCTTCCACTGCTGC ACAGAATCCGACTCCACCAC 151

Ad05A211 Aradu.A05 211 p3 (TAT)11 33 450214 450246 AAATGGAACAAATCAGACCCA TGAAATGAAACAGATTGCCC 270

Ad05A212 Aradu.A05 212 p2 (AT)6 12 459918 459929 CACATAACTTCTACTCATGTTGTCTTT TTCAAAGTACAATAAACATGCAACAA 269
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Ad05A213 Aradu.A05 213 p2 (AT)7 14 460504 460517 CATCATCAACCCAAAAACGA CAAGTTGGGGAGGTTTGCTA 278

Ad05A227 Aradu.A05 227 p3 (TTC)6 18 483679 483696 TTCTCCCTCCTCCGATTCTT TGAGGTTGTGTAGCGTGAGC 158

Ad05A228 Aradu.A05 228 p3 (CTT)6 18 483865 483882 GCTCACGCTACACAACCTCA GGACCTCATTGGAGAAGCAA 279

Ad05A230 Aradu.A05 230 c (CAA)5cag(CAA)5(CAG)754 486092 486145 ATCTGGCTTTTCAGCAGCAT GAGGTGTAGACATTGCCCGT 234

Ad05A233 Aradu.A05 233 p3 (AAT)5 15 492193 492207 TGTGCGAACTTGCACTATCC TTGGCTATTTGATCAATGATGG 183

Ad05A236 Aradu.A05 236 p3 (ACC)6 18 501171 501188 CCATGAAAGCCACAACCTTT CTGGAGAACCTTGAAGACCG 222

Ad05A239 Aradu.A05 239 p2 (AG)6 12 512774 512785 ATTTGAGGACAGTTGCTGGG AAGCAAGCATCGTGACACAC 255

Ad05A242 Aradu.A05 242 p3 (CAA)6 18 519461 519478 CACCCACTTTATTTTATGCCAGA ATGCGAGCCTCACTCTCACT 180

Ad05A246 Aradu.A05 246 p2 (GA)7 14 525579 525592 CAGACAGCACCCAATCACAC ATTGGCCTCTTGTTAGCCCT 129

Ad05A247 Aradu.A05 247 p2 (TC)16 32 525719 525750 TGCGTGTAGTTGCCATTGAT CCACAAGGTGTCTTTGGGAT 244

Ad05A249 Aradu.A05 249 p3 (CCG)6 18 527359 527376 ACTCAGTTGGGGCAATTACG CGGAGATGATGCCAACAATA 155

Ad05A250 Aradu.A05 250 p3 (CAC)5 15 527573 527587 CTTCCAGTGCAAGTCCTGGT CTCCATGGTCTCGCTTCTTC 272

Ad05A254 Aradu.A05 254 p4 (ATGT)6 24 532326 532349 TGACCATATATTGAGTTGAGAAAGAGA CCGTACAATCTTTGGCTGGT 167

Ad05A255 Aradu.A05 255 c (AG)10gtggacactggtggctgactggctggattcccgtgagac(ATT)1295 532471 532565 ACCAGCCAAAGATTGTACGG TGGATGAAACCTGGCCTAAG 170

Ad05A256 Aradu.A05 256 p3 (TAA)8 24 532979 533002 TGGTCTTTGATTTTACGACGG TTCTCATTGTCTACCTATATTTTTCCA 260

Ad05A266 Aradu.A05 266 p3 (TTA)6 18 548948 548965 TTTTAAAATATAATGCATGTGCTGTG GTTCTAATTCTCATTCAAGTGCAA 149

Ad05A271 Aradu.A05 271 p2 (TA)7 14 554445 554458 ACTTTCTCCCTGCCAATCAA CTCGTGCCTCTCATTGGTTT 200

Ad05A276 Aradu.A05 276 p3 (TAA)5 15 567892 567906 TCGGCAAAAACAAAGTGTCC CAGCAACCTGAATTTGAGCA 177

Ad05A281 Aradu.A05 281 p3 (TAA)6 18 577343 577360 GCATGGCTTTATGAGAACCAA TTCCAACAAGCAAACAGGTTC 183

Ad05A283 Aradu.A05 283 c (T)10caaaatatcttttgattttgagaaatcagtcctacataaattaacaag(A)1169 588477 588545 TCCTTCAGCGAATAGAAGCC GATGTTTAATGCAATGCCAAAA 193

Ad05A285 Aradu.A05 285 p2 (AT)7 14 590153 590166 TTCTTGTCGTCATAGGATTAGGA GGTGAATCAAATCTTGAACCG 146

Ad05A290 Aradu.A05 290 p2 (TA)6 12 599219 599230 GACCCTTACGACTTGTCGGTT TTCTGTTGGGGGAAGAACAG 153

Ad05A293 Aradu.A05 293 p2 (TC)6 12 603228 603239 TAAGAAGGGAAAGGGGAGGA CAGACCCACTATAGGGCACA 252

Ad05A297 Aradu.A05 297 c (A)11ttgaataccaaatgaaatggtccgagttgtgagggagagaaaatttgaaatttaaagttaaataatcggaccattcgataaaaa(TTAT)5115 611453 611567 GCCATGTGTGTTATGCATTGA TCGAGAGAGGCTCCATTTTC 251

Ad05A302 Aradu.A05 302 p2 (TA)6 12 619094 619105 TCGTCATTAACGCGTACAACA CCGGCATAATAGTATTGGAGTG 260

Ad05A303 Aradu.A05 303 c (A)10caacaaactaaaaaataagagaaaaaaaactttgat(A)1056 619290 619345 CACTCCAATACTATTATGCCGGT GAATCCAGAAGGTGCAAGGA 244

Ad05A308 Aradu.A05 308 c (AT)7aaatagatatatttctaatatacttctttcatgtaagaatatttttaagttaatataaattttatataa(T)1093 634766 634858 CTGGAGTCAGCAACAAAAGAGA GAATTCACCCGAACATTAGAAA 260

Ad05A309 Aradu.A05 309 p2 (GA)7 14 638123 638136 CGCGATTCAGGTTCGTTTAT TAAAAAGCGTTAGCCAGCCA 172

Ad05A310 Aradu.A05 310 c (T)10g(AT)9 29 649534 649562 AGGTGACGCTTTTCTTTGTGA TCATCATGTTCGGGAGATTTT 254

Ad05A311 Aradu.A05 311 p3 (TGC)5 15 650706 650720 AGGAGGTCTTGCTCTCCCTC CTTCTTGCTGCTTCCCAATC 171

Ad05A312 Aradu.A05 312 p3 (GAA)8 24 650825 650848 GATTGGGAAGCAGCAAGAAG TTACAAGTGCCAAAACGGTG 225

Ad05A314 Aradu.A05 314 p2 (TA)9 18 654100 654117 CCAATGCGAATTAATACTGTACTTTC TGAGAAATATATGGTTTTTGACCA 280

Ad05A316 Aradu.A05 316 p2 (TA)6 12 656617 656628 TGCATAGCCATTTTGTATACCTTT AACAGCCACACGCTCTAACC 275

Ad05A317 Aradu.A05 317 c (ATT)13ac(TAT)1174 658040 658113 CATGCATTGAATGTTGAACCA CCCCCACCTAACCTATGACA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A318 Aradu.A05 318 p2 (AC)9 18 658577 658594 ATCATCAAGAGCCACCAACC CATGGAAGAAGAAAGCCTGC 192

Ad05A320 Aradu.A05 320 p2 (GA)6 12 662798 662809 AATACGCGAAACAATTCCCA GCGCCGTAAAATTTGATTGT 246

Ad05A322 Aradu.A05 322 p3 (TTC)7 21 663882 663902 GCCCCAAACAATTCTCAAAA CTGAGGAGAGTTCGGATTGC 268

Ad05A324 Aradu.A05 324 p2 (TA)7 14 669772 669785 TAGGTGGATATGCTGCTGGA TCTGCAGACAACACCTCAGC 210

Ad05A325 Aradu.A05 325 p3 (ATT)5 15 676835 676849 GGAGTCTTCTTCCGTGCATC CATTCCACCAAAATTGAGCA 160

Ad05A328 Aradu.A05 328 p3 (ATA)5 15 681610 681624 GGGAAGTGTATGTTGATGGCA TTGAAAGTTTAGATGACTTCGGC 276

Ad05A330 Aradu.A05 330 p2 (TA)7 14 685057 685070 CTAACAGTTTTAACTATCAATTTCACG TTGATCCTTACAAAATGGAGAAAA 238

Ad05A332 Aradu.A05 332 p3 (TAT)7 21 692644 692664 GGAAGAGGCACTTGGTATGG AAAATTTTCATTCTTCAACCGC 216

Ad05A334 Aradu.A05 334 p4 (AATA)5 20 694783 694802 AGCACACAAATTTCGAATCAA TTTTAACGGTGAAATGTAGGAAA 212

Ad05A335 Aradu.A05 335 c (A)10ttaatctagtaaataattacataaaaaataacagaaacaaagct(A)1064 695201 695264 CAGTTTTCGTGGATCCCAGT TGTTTGTTTAACCTGTGTTCTTGC 159

Ad05A337 Aradu.A05 337 p2 (GA)7 14 704181 704194 TCATCAGTGCCATCACAAGG TTTCGCTACTCATTTTGTTTTCA 214

Ad05A338 Aradu.A05 338 p2 (AT)10 20 706422 706441 CACGGTCAGAATGCAGCTTA TTGCAGCAGATGGAACACTC 271

Ad05A339 Aradu.A05 339 c (A)10ctatgaaatcga(AAG)537 710634 710670 CTGATTGGCCTTGAAAGGAA CAAAACAGAGGAGAGGAGGG 263

Ad05A341 Aradu.A05 341 p3 (TTG)6 18 712241 712258 TGTGCTTGAATGGGTTTTTG CCCTTCACAAACAAGACACAA 272

Ad05A346 Aradu.A05 346 p2 (TA)6 12 739509 739520 TTGACTGTACCTAAGTTTCCACCA CCTTAGCTTTAAGCCTTCGGT 245

Ad05A352 Aradu.A05 352 c (AT)8aaagattaataattaagagaaaaatatttattatgatgacaaatgaaaagatc(TAA)584 750261 750344 TTGTTCGAATAGTAATCATAAAAAGG GCCCAATATGAATTTAATGTTTTT 245

Ad05A355 Aradu.A05 355 p2 (GA)9 18 755779 755796 CTGGACCTCACGTTCAGACT CTTAGAGGCAGGCTTTTGGA 260

Ad05A357 Aradu.A05 357 p3 (TAA)5 15 756802 756816 AAAAATGAGCAGTCAGGGGT TGAAATGAGGCAACCAGAGA 248

Ad05A358 Aradu.A05 358 p3 (GAA)5 15 757351 757365 CAATCCCACCAGAGCTTCAT CACTACAGCTGGCACCTCAA 206

Ad05A359 Aradu.A05 359 p5 (TAAAC)5 25 757887 757911 TGCAAGAGGAAACAATGGAA TGGTCCCTCCTCTCAACATC 249

Ad05A362 Aradu.A05 362 p2 (AT)9 18 763736 763753 TCATCAAGAAGATCGAGGAGG GGAACTTGTCCATCCGAATC 231

Ad05A364 Aradu.A05 364 p2 (AT)7 14 766747 766760 TTGGATTCTTTGGGAAGTGC TTTGTAATCGCTGCCAAATG 270

Ad05A367 Aradu.A05 367 p2 (TA)6 12 770965 770976 TTGTCCCAATGGTAGCAACA TCAATTTAATTTCCCACACGC 277

Ad05A371 Aradu.A05 371 p2 (AT)10 20 775995 776014 TCGGATATATTCGCATAATTAAACA ACATCCACGTATCCAATCCG 277

Ad05A374 Aradu.A05 374 p3 (TAT)19 57 780591 780647 TCCACTTATTGTGCCGTGAA TGTCAAAATTTATTTTTATGACGAA 199

Ad05A376 Aradu.A05 376 p2 (CT)12 24 785041 785064 TCATTCCCGTTTTCAACACA ACGAAACAAGGTTTGGTTGC 195

Ad05A380 Aradu.A05 380 p2 (TA)7 14 795610 795623 AGATTGCTTATACAAAGGGTTGTT TTGAGTCACCCCCATACACA 127

Ad05A387 Aradu.A05 387 p3 (AAC)5 15 804742 804756 GAAGAGCGTTTTGCACATCA TGAAGTTTAGGGCTGTTGGG 265

Ad05A390 Aradu.A05 390 p2 (TA)6 12 810733 810744 CGAGTTAATCGAGCATGCAA ATAGCATACTTCTCCCATTTGAA 241

Ad05A391 Aradu.A05 391 c (T)16catta(T)12 33 814193 814225 TGTTGCTTTTCACATGCCTC GGATCTTGGGCTCTCTCCTC 212

Ad05A396 Aradu.A05 396 p2 (GA)6 12 821617 821628 GGGAGAGAGGAGAGAGAGCC ACTGAGGTTCCGATGGTGAC 269

Ad05A397 Aradu.A05 397 p2 (AT)6 12 823685 823696 ATGGAGGAAGCAACACATCC TATTTGTTCCATTTGGGGGA 266

Ad05A400 Aradu.A05 400 p2 (TA)7 14 828525 828538 GGGTGATAGAACGGTGAGGA CTGCTGAGACAAACGCAGAG 239

Ad05A402 Aradu.A05 402 p3 (TTC)5 15 831765 831779 GCTTTTTATTCTTCTTCTCTCCCG CACCAAGAAGGAGCAGGAAG 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A406 Aradu.A05 406 p3 (ACC)7 21 839448 839468 AAACTGGACCAAAGGTGGTG CCAGCTGGGGAGAGATTGTA 163

Ad05A407 Aradu.A05 407 p3 (ATG)7 21 842966 842986 CCTTTGGTGTGCTACCACCT ATACCATCCTCAGTGCCAGC 202

Ad05A410 Aradu.A05 410 p2 (AG)7 14 845413 845426 CGATTGCTTCTAAACGAGCC GTGGAAGAACGATTAGGGCA 225

Ad05A416 Aradu.A05 416 p3 (CTC)6 18 867833 867850 AGGCTAAAGCTAAGTCCCGC CGGTTGAGAAGGAGCTGAAG 125

Ad05A420 Aradu.A05 420 p2 (AT)7 14 892777 892790 ACCATACGACACGACACGAA AAATTTTGTCGAACACACATGAA 268

Ad05A427 Aradu.A05 427 c (A)10gaaattggaatacat(A)1035 905475 905509 GCTCAACCTCCAGAAACTCG ACGCTGGTGACTCAGTGATG 227

Ad05A428 Aradu.A05 428 p2 (TA)8 16 907655 907670 CCATAACCCGGTACAACACC CCAAAAAGAAATGTCACTATTATTTCA 262

Ad05A433 Aradu.A05 433 p2 (AT)7 14 922706 922719 CAATAAAAGTCATAATTGTAGTAGCCA TCATTAAGGTCAAAATCAATAAATCA 232

Ad05A436 Aradu.A05 436 p2 (TC)6 12 923799 923810 ACCACCCCATTTGGTCATTA AGCGTTGTCCCTCAGATTGT 175

Ad05A440 Aradu.A05 440 c (TCC)5tcttcctcctcc(TCA)17ttatcattatt(TTC)5104 928526 928629 CAAATGATGTTAAGAAAAGTGCATC TGCTAAAACAAGAATTACGAAAATG 278

Ad05A442 Aradu.A05 442 p3 (ATA)5 15 929245 929259 AAGTGCATGGTTCACGCATA TGGAATCCAGTACTTAAAAGTAAGCTC 256

Ad05A444 Aradu.A05 444 c (A)13cttttttctttaaattattactattcgactaaaccctaattaatttagtcac(A)1277 930834 930910 GGGCTGTAGCCCGTTGTAT ACGTGGCTCACCTTGAGAAT 238

Ad05A445 Aradu.A05 445 p3 (ATT)14 42 931556 931597 TTGATTTATCAACGATCACCAA GGGGGTGTGAAAAACTCTCC 176

Ad05A446 Aradu.A05 446 p4 (AAAT)5 20 931738 931757 TTATTATCCGGCCCCTAACA CCGGGGTTATGAAAAGTTGA 249

Ad05A447 Aradu.A05 447 p2 (AT)9 18 933569 933586 GGCAGCATCTTCTTTGTGGT TGGTCAACTAACTAGCAATTAGCC 274

Ad05A448 Aradu.A05 448 p2 (AG)6 12 941073 941084 AGAGGGAAGAGAGGTCGGAG GCACTCCAAATAAATCCCGA 272

Ad05A452 Aradu.A05 452 p2 (TA)6 12 947918 947929 AATTCATGAGCTGGTGAGCC AGCTCGTGGACTTGCTCAAT 204

Ad05A457 Aradu.A05 457 c (A)11gaattggtataaggacctaaataaaagg(A)10gtgtaaggacccaatt(A)1075 953591 953665 TTTCGTAAAATTTTCAATTAGGTCC TTGGTCCCTATAATTTTGCG 269

Ad05A459 Aradu.A05 459 c (C)101(A)10 111 962833 962943 ATTCAGGGGCCACACTTAGA CACTCCTGTCTTCGCTGGTA 275

Ad05A465 Aradu.A05 465 p3 (GAG)5 15 981739 981753 TTTCAGGAATGGGGTCTGAG TTGGAGCAAGAAAAAGGTGG 233

Ad05A466 Aradu.A05 466 p3 (CCA)5 15 983625 983639 CTCCACCAGCACCATAACCT GGATACGGAGGAGGAGAAGG 250

Ad05A467 Aradu.A05 467 p3 (ACC)5 15 983921 983935 AACCAACAACACCAGCATGA GCTCTTGGGATATGCTCTGC 130

Ad05A470 Aradu.A05 470 p3 (CCA)6 18 1000497 1000514 TCCTCCTCCATAACCACCAC GAGGATATGGCAAAGGTGGA 125

Ad05A473 Aradu.A05 473 p2 (TA)7 14 1008453 1008466 TCAGACAAATCAGTTTAGCCGA TTGATTAAATCGTGTCAATTTTGT 253

Ad05A476 Aradu.A05 476 p4 (GATA)6 24 1012680 1012703 GGTGGTTTAGGCCATCACAC AAACGAAAACCACAAAACGC 267

Ad05A479 Aradu.A05 479 c (A)11cacaattctatatcatcaatcatt(A)12caaatcacttcataccattgag(T)1079 1016863 1016941 GAGCAAGGTTTCAATGGCTC CCATCAGGATTTTTACTGTTGGA 225

Ad05A484 Aradu.A05 484 p2 (TA)7 14 1021689 1021702 CATGAAGTTGCTTTCTTGCG CATGATTGTGGGAGTGGAGA 260

Ad05A485 Aradu.A05 485 p3 (TCT)5 15 1024648 1024662 TTTTCTCTTTCAACGACGATGT TTGAGAAACGAATATCCAAAACTT 278

Ad05A486 Aradu.A05 486 p2 (TA)9 18 1025276 1025293 TGTGATTGTGGCCTCATAAA TGGGGTTGACACATTTTTCT 279

Ad05A488 Aradu.A05 488 p5 (CTTTC)5 25 1032122 1032146 CGCCATTTTCTTTCACCTTC AACTTGTCTCCTCCCCCACT 171

Ad05A494 Aradu.A05 494 p3 (AAT)6 18 1037722 1037739 CCAGCTCAGTCCTCTATGGC GCCATGCCCAATTTACACAT 159

Ad05A495 Aradu.A05 495 p3 (TAA)6 18 1038952 1038969 TTCCATTTGCACTTGATGGA GTCACTGCTGAGCCACAAAA 139

Ad05A503 Aradu.A05 503 c (T)10agtcatcaaaaaagttacgtatttttttcgttttctttctttttcctagcg(CTT)576 1049854 1049929 GCAATTTTATATCCAAATTCATTCAA GAAGGAGGTGAAGGAAGAGAAA 256

Ad05A504 Aradu.A05 504 p3 (AGG)5 15 1050596 1050610 TTTCGGTTCATTCGATCACA TTATTATCGTTATCGCCGCC 218
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Ad05A506 Aradu.A05 506 p2 (TA)6 12 1058754 1058765 AACCGTGGGTGGTTACCATA AGCAAATTCTCCCACCCTCT 196

Ad05A508 Aradu.A05 508 c (A)12tttataagacattatgatattaattaagtatttttttatgatatttttagacttgaattttacttgttgagtttc(T)1097 1072222 1072318 CACGAACGGAGAGTGTGAAG TGAATCTCAATTTCCCAATTTCT 272

Ad05A511 Aradu.A05 511 p2 (AT)6 12 1074992 1075003 TGAACCCTTGGGTGAAAGAG GAATGGTGAGAGTGTGGGCT 231

Ad05A512 Aradu.A05 512 p3 (TAA)17 51 1075519 1075569 TTTATTTTGTGTCATAAGGGCA TGCAAGGGTCAAACAAGAAG 280

Ad05A513 Aradu.A05 513 p3 (ATA)13 39 1076084 1076122 GGGACAACTCTACTGAGCCG AAATCCATAGGTGGGACCAA 225

Ad05A514 Aradu.A05 514 p3 (AAT)18 54 1076793 1076846 CACAATCCGTTGCTGTTGAC GCCTATGCCCCAACACTTTA 216

Ad05A516 Aradu.A05 516 p4 (TTAA)5 20 1077811 1077830 CATTGGCAAACAACTCGCTA TCTTATCATCAATTCTGGCTGC 168

Ad05A517 Aradu.A05 517 p3 (ATT)16 48 1079594 1079641 GTTTGGCCATTCCTACAAGC CCAGTGTGGATCAACTTCCA 264

Ad05A523 Aradu.A05 523 p3 (TTC)5 15 1093541 1093555 ATCTCATGCCCATCTTCTGC TTCTTGGGTTGCCAAGAGAT 233

Ad05A527 Aradu.A05 527 c (ATT)6gttagtcttgttgtggtgggaagcatatttgtttggagcctgagaccaagtgaactgtggatgcacaaagaaatgagaaaaaggggctgatcccatcac(CAT)6135 1100527 1100661 TTTGCATGGGTTTCAATCAA TACATCAAGGAATGGCAGCA 241

Ad05A531 Aradu.A05 531 c (CAT)5ctccttgtaactctcgcagcttctcgagtattggtga(TTC)567 1106255 1106321 ACACGCGAAGAAGAAGAAGG TAGGTTGAGGTTGCAGGAGG 207

Ad05A532 Aradu.A05 532 p6 (CACCAG)5 30 1109795 1109824 AATTAGGCCCATTCCCATTC CGGTCTTACAAGGGTAGGCA 265

Ad05A533 Aradu.A05 533 p3 (GAA)6 18 1110681 1110698 GGAAAACGAGGACAAGCTGA CAATCCATTTTGGGATTTGG 220

Ad05A534 Aradu.A05 534 c (A)10gacaaaacaaccttcaaaagatgtattatttttcttaaatgagtatcaattctcttcaaaagatgta(T)1087 1111787 1111873 AAAATTCTGATTCACCACGGA TATTCTTCGGTTCTTCCCCC 256

Ad05A536 Aradu.A05 536 p3 (TTA)5 15 1113056 1113070 TTTAATTGAGTCTCTGCACCAAA CAATACCCCAGCTAAATGCAG 271

Ad05A537 Aradu.A05 537 p3 (CTT)5 15 1113290 1113304 TTGCAAAGTGTTGAGGCAAG TCTGGAGTGGACCAACACAA 280

Ad05A545 Aradu.A05 545 p2 (TG)6 12 1123745 1123756 CCCACTGATCCAAAAGAGTCA TAAAGTGTTTGGGACTGGGC 257

Ad05A548 Aradu.A05 548 p3 (TAA)7 21 1128383 1128403 TACGCTGCTCCTGATGATTG TCTTCTTCCTCTGCTTCCCA 169

Ad05A549 Aradu.A05 549 p3 (GAG)5 15 1128510 1128524 GGATCCTATGCGCACTTCAT GAGGAGAAGGGTGAAGGGAC 259

Ad05A555 Aradu.A05 555 p2 (TA)6 12 1134513 1134524 TTTTTGAGCTGGCTTTTCCT TTTGGGTGGCAGAAAGAAAC 208

Ad05A556 Aradu.A05 556 p3 (AGA)6 18 1135019 1135036 TTCGGGGAAGAAGAGGAAGT TGTTCCCAACTTTTCCGTTC 209

Ad05A560 Aradu.A05 560 c (A)10ctacagcaaattattaataatcaaggaagttataaatccagcttgaaccgaaattt(A)10ttgtattaaaaaaatgtaggataaaaaaatagtcggtaggtcaaagatttcttttttc(T)12146 1140441 1140586 CCTCAAAGCATTTACCCCAA TTAAACATTTAAACACAGAAGAGAGG 275

Ad05A561 Aradu.A05 561 p2 (AG)6 12 1140990 1141001 GGTCGAAGGAGGGAAAAGAC TTCGTTATACTAGGCTTTTGGGA 209

Ad05A570 Aradu.A05 570 p2 (AT)8 16 1164226 1164241 ATTTGTTGACCCTCTGTCGC CTTGGACTGTTCCCTAACGC 274

Ad05A574 Aradu.A05 574 c (TA)6(TG)10 32 1177661 1177692 AAGGTGGCTCCAAAGAGGTT CAAACACGATACTGGGTCTCA 230

Ad05A580 Aradu.A05 580 p2 (TA)6 12 1196400 1196411 CCTGCATGCTGGGAATTACT GCACAGATTTTATATCATGCCCT 100

Ad05A584 Aradu.A05 584 p2 (TA)7 14 1205786 1205799 TGAAAACTCAGGTGCAGTCG TGTTTCGCCCGGAATAATAG 272

Ad05A585 Aradu.A05 585 p3 (AGA)5 15 1211995 1212009 CTGGGTGGATAGGTGAATGC TGTGTTCATGGTGCCTCTGT 191

Ad05A586 Aradu.A05 586 p3 (ATG)5 15 1212402 1212416 CATTTTTGGCCTCAAAAGGA CACATCCACCACCTCCTACC 253

Ad05A587 Aradu.A05 587 p2 (AT)6 12 1216662 1216673 AATGTTTGTGGACTGGAGGC TTGTCACTCGTTATATGTCAAATTGT 232

Ad05A593 Aradu.A05 593 p4 (AATA)5 20 1239182 1239201 GATGAGCTTCCGATCCAGTC CAAAAGAGCTTGATGCAATGA 210

Ad05A595 Aradu.A05 595 p3 (AAC)6 18 1239829 1239846 TCCTTACCTCCGATCCTGTG GTCATCCACCTCCTTGCTGT 161

Ad05A597 Aradu.A05 597 c (T)10agttgctgtaaaataaaagcatataaataattttatggaaataatgaaaaatgtatttttttaaaactaaattaaatataa(AT)6103 1247306 1247408 TTGTTAAACGTTGAATTACTTTGTTG TGGAGGTGGCATAAAAGGAC 253

Ad05A598 Aradu.A05 598 p4 (AAAT)5 20 1249479 1249498 TTGAAGTTGTTGGCAATTAATTATAGA GCTGCTGACGATATTCCCTC 147
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Ad05A605 Aradu.A05 605 p2 (GA)7 14 1287079 1287092 GATGACGAGAAGAGTTCGGC TCCCTTCTCCCTCACTCTCA 163

Ad05A607 Aradu.A05 607 p5 (AAAAT)5 25 1303196 1303220 ATGCTTTCATTTTACAGCAATTT CAGAAGAGCTAATCAGTCTCATAATCA 267

Ad05A608 Aradu.A05 608 c (AAT)5attaatatcaaaatcggacctattaatttaaatgcttcagaatttaaaatttttttacaccaataaaaaatcaaacaatccgatttttctctataaatt(A)10124 1308350 1308473 AACGAGTAGTTTAGGCGTGAGA AGGGTGTGTTATACGGTGAGG 273

Ad05A616 Aradu.A05 616 p3 (AAG)12 36 1346110 1346145 TGTTCACGGAAAGAACACCA TCCAGCTTCGTTAGGCAGTT 199

Ad05A619 Aradu.A05 619 p2 (TA)8 16 1348134 1348149 AAGCCAAAAGAAGACCGTGA AAAAACCAAGCATGCGATAGA 125

Ad05A620 Aradu.A05 620 c (A)10tgtactcgaactaactaaaatgtaattgtgttagtttaaattggatttagtaattttttaaataaaaaatagcttgatctagttaagagaccca(ATTAT)7139 1349500 1349638 CGCAAACTTAGGAGTGTCATCA AACCAACAAACTAGTACCACCCA 216

Ad05A625 Aradu.A05 625 p3 (ATG)5 15 1356216 1356230 ATTGTTTTCGCCCTCATCAC GCCTTAGAGCTTGTTGGTGC 241

Ad05A626 Aradu.A05 626 p3 (TCG)5 15 1356399 1356413 GCACCAACAAGCTCTAAGGC TGCCGATTATAGGGTTGGAG 275

Ad05A630 Aradu.A05 630 c (T)10accagctctacttgtttctttcttcctcttttcattttctttattgtatattgtttc(T)1077 1361501 1361577 CAAATACAATGCCACACCCA CGTGTAAGAATTCCATGCCA 234

Ad05A632 Aradu.A05 632 p2 (AG)6 12 1364158 1364169 ACGAAAAAGAGGAGGGATGG CCTTCTCGGAGTCAAGTTCG 207

Ad05A634 Aradu.A05 634 p2 (TC)8 16 1374537 1374552 TTCATTCACGCGGATTAGTG GACGACATCGGAAATGATCC 268

Ad05A638 Aradu.A05 638 p3 (GAT)7 21 1380551 1380571 TGAATGAATGTAAGTTCATCATCTTCT TCCCTCCTCCTCATCTTCTG 218

Ad05A640 Aradu.A05 640 p3 (CTC)6 18 1386351 1386368 GGTTTGCCGACTTGTTGTTT AAGAAATCACAATGGGCTGG 198

Ad05A653 Aradu.A05 653 p4 (TCTT)6 24 1418484 1418507 CAGGCGGTGGTAGCTAGAAA TGAAAAAGGCCAAGGAAGAA 163

Ad05A654 Aradu.A05 654 p4 (TTAG)5 20 1421618 1421637 TGCTCACATTGCAAATGGTT TACACCACCACACTCCCTGA 209

Ad05A661 Aradu.A05 661 p3 (TTA)5 15 1429591 1429605 TCCAAATTCGTGTGGAAACA CGTAGACCTGAACTTCATTTTCAA 202

Ad05A666 Aradu.A05 666 p5 (CAAGC)5 25 1436567 1436591 TATTGCGTGTCTCTTGCTCG CGCTTGTGGAATGTGTCAAC 224

Ad05A667 Aradu.A05 667 c (T)10c(T)10 21 1438784 1438804 TCTCGGACATTGTTGTGCTC ATGAATTGTAACGGGGTCCA 176

Ad05A669 Aradu.A05 669 p4 (AAAT)5 20 1445954 1445973 CAATGTGCATTTTGCAGGTC GAGGTGAAATTGGATGAAGGA 266

Ad05A670 Aradu.A05 670 p4 (TTTA)6 24 1446570 1446593 GGATGCACGCCTCAGTAAAT GAGATGTCGTGGTCAGCAAA 240

Ad05A671 Aradu.A05 671 p5 (TATTT)5 25 1447002 1447026 AGGCATCTAACCTTCCCCAC TGGGAGAGAGATGGTTGGTC 215

Ad05A675 Aradu.A05 675 p2 (CT)6 12 1462546 1462557 CCCTGCCAACTGTTTTCACT CCCACTTTAATTGCCCAGAA 257

Ad05A679 Aradu.A05 679 p2 (TA)6 12 1464843 1464854 TGGCCATGAGAAAATGAATG GAACCAAATTGTCCTACTGTTCG 280

Ad05A680 Aradu.A05 680 p2 (AT)7 14 1467676 1467689 CAGATTGGTTCGGTTCAGGT ACTCGCGAACCCGATCATA 265

Ad05A683 Aradu.A05 683 c (ATT)6(A)11 29 1472656 1472684 TGATGGATGGGTCCAAAAAT CTAGGGCTCTCATGCTGCTT 246

Ad05A685 Aradu.A05 685 p2 (TC)11 22 1473646 1473667 CCTCCACCCTTTGTTTCCTT CTTCCAGAACCCCAAATCAA 262

Ad05A686 Aradu.A05 686 p3 (TTC)5 15 1473863 1473877 TTCCAGCACAACCAGACTTG GGGTTTGGGGAGAGAAGAAG 167

Ad05A687 Aradu.A05 687 p4 (CCTT)5 20 1474421 1474440 ACTCTCCATGCTCGCTTTGT CTGATTTTGGTGTAGCCCCT 154

Ad05A688 Aradu.A05 688 p3 (ATA)8 24 1474558 1474581 AGGGGCTACACCAAAATCAG CATTGGAATTTGGAGTGTGTG 233

Ad05A692 Aradu.A05 692 p3 (ATA)6 18 1477896 1477913 TCAGGTTATAGCTGATGGGTCA TGGAAAGGTTTTGGGAATCA 223

Ad05A693 Aradu.A05 693 p3 (ATT)6 18 1478497 1478514 ACGTGTCAGCATCAACAAGC TGATATTCTGAAGAGCAGGTTCC 261

Ad05A694 Aradu.A05 694 c (AG)8aattagaggaacctgctcttcagaatatcagagaaagagaaagccataaaagaaaacaaaaaag(A)10gc(A)10102 1478631 1478732 CATCTTTGAATGAAATCATCATCAC GTTTGCTTTTTCCCCCTACC 256

Ad05A696 Aradu.A05 696 p2 (AT)11 22 1479212 1479233 TCCTTGGAATAGTCACACGCT TTTTTATGAGGGAACGCTACTAAT 175

Ad05A697 Aradu.A05 697 p3 (ACC)5 15 1482526 1482540 AAATTTTACTTTTCGGACATGAA ACGCGTGGCCAAAAATATAG 199
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Ad05A699 Aradu.A05 699 p3 (TAA)5 15 1488062 1488076 CATGCATGGGAACAATTCAC TGCTTTCAAGGACAGGCTTT 248

Ad05A703 Aradu.A05 703 p2 (GA)7 14 1491598 1491611 CACACACACGCATTCATTCA CACAAAAACCCTTCCCTTCA 192

Ad05A708 Aradu.A05 708 p2 (GA)7 14 1495387 1495400 GGAGTGGAAGTGAACAAGGAT CTCGTTCTTTGTGCCCTCTT 277

Ad05A709 Aradu.A05 709 p2 (TC)6 12 1495661 1495672 CTTCTCTGCCCGGCATTC TCAAAACTAGATTTTTGTGTCATTAAC 275

Ad05A710 Aradu.A05 710 p3 (TTA)5 15 1496126 1496140 AAAATTTTTCAAACGGACTAATCTAA GCCCCCTCACTTCTTCTTCT 125

Ad05A713 Aradu.A05 713 p2 (AT)6 12 1496863 1496874 AAAAATTAGCCACAAAAATAGTGTCA TCCTCTCTTTTGGTCAGCCT 239

Ad05A714 Aradu.A05 714 p3 (AGA)5 15 1497021 1497035 CAGGCTGACCAAAAGAGAGG TGAATGATGGGTCATGTTGG 157

Ad05A715 Aradu.A05 715 p2 (TA)7 14 1497714 1497727 CGACAGCACTTGATTTTCCA TTTGCATTCCAAGCATCAAC 145

Ad05A717 Aradu.A05 717 p2 (AG)10 20 1498320 1498339 TTCGCACCGGAATTAGAATC GTGGATCCTGCCATTTCATT 275

Ad05A725 Aradu.A05 725 p3 (TCC)5 15 1515603 1515617 GATGGCGAAGAAGAATTCCA GAAGAAGCCGAGGAGGAAAT 171

Ad05A729 Aradu.A05 729 c (A)11gtgattagtgtaccaataatattt(TA)6(T)1057 1533257 1533313 TCAATGAGTAATAGCTCAAATGGC GAAAACAGGCCACAACCAAT 245

Ad05A734 Aradu.A05 734 p3 (CCT)5 15 1540606 1540620 TGACGAAACGAAACGATGAA AAGAGGCGCAATAGCAAGAA 214

Ad05A739 Aradu.A05 739 p2 (TA)6 12 1552674 1552685 GCCATCTCATTTGATCCTAGC TATTGGAACGAAGGGAAGGA 270

Ad05A743 Aradu.A05 743 c (T)10ccctttattaattcatggtgcaattggtg(T)1049 1555315 1555363 CATTGAATCCACTTTGCATGA GGCCATTGTCAATATTTGTTGTT 195

Ad05A749 Aradu.A05 749 p3 (GAT)5 15 1573293 1573307 TGCATGGGTACTGCTAAGAGC GATGCGGAGTATGTTGTTGAA 259

Ad05A754 Aradu.A05 754 c (TG)7(AG)6 26 1581028 1581053 TTTGATGAGTTACCCTCGTGTG GGTCCAAAAACCCTCAACAA 190

Ad05A759 Aradu.A05 759 p3 (AAT)5 15 1587586 1587600 GAAGCAGATCTTGACATGGACA TTTTAGGAATTTGTATGCCTTTTT 251

Ad05A760 Aradu.A05 760 c (A)11ctacttatagagtttcccaaacgggccctaaatcattaagttagtggtttaagggcttgtttaaaaaattttagaagtaac(T)10102 1589177 1589278 TGGTTTTGAAAATTGCACCA AATTTGATTTCGAAAATTATACCG 218

Ad05A762 Aradu.A05 762 p3 (TTA)11 33 1592926 1592958 TCGAATTTTAGCAACCCATTTT TCCAGGATTATGGGTTATGTCT 137

Ad05A768 Aradu.A05 768 p3 (ATA)5 15 1609014 1609028 CTTGCTTACCCTTTTGCCAC AACACACCCATTCTCAATTTCC 116

Ad05A770 Aradu.A05 770 c (T)10catttc(T)10 26 1622241 1622266 TTATTGACTTCGCTTTGGGG ACATTGGAGGGGATAAAGGG 263

Ad05A773 Aradu.A05 773 p3 (AGA)5 15 1640097 1640111 GAATAGCCATCGTTGAAGGG CTTTACGTCGTTTTGGGGAA 142

Ad05A774 Aradu.A05 774 p3 (TAA)5 15 1641760 1641774 GGATATTCAATAATCACATCAAGTCAA TTATTGGCGTTCACAACAGTG 267

Ad05A778 Aradu.A05 778 p3 (TCC)5 15 1648666 1648680 TTCAATTTCCCAACGCTACC ATGCAGGTTGAGGATTCTGG 276

Ad05A780 Aradu.A05 780 p2 (TA)9 18 1651006 1651023 AAAAATTCCCAAAATATACACTCACC GACAAAGAAAGACAAATGGTCAAA 275

Ad05A783 Aradu.A05 783 p3 (TAA)19 57 1662150 1662206 ACCGCAAACACCCCTAGTTA GCTAATAGCTGATCAGGCCC 265

Ad05A784 Aradu.A05 784 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 1663784 1663838 TTTCTCCTCCTCATCTTCTGC TGGTTTGTTCTTCGTCGTTG 274

Ad05A785 Aradu.A05 785 p3 (ATT)5 15 1664460 1664474 TCATATACCCCAACTCCCCA TGCTATACGTACGTTTTGATGG 173

Ad05A791 Aradu.A05 791 c (CTC)5ctt(CTC)6 36 1688682 1688717 TTCAGGAGGCTAAGGCAAGA GGGAGGGAGTTCCCATAGTC 114

Ad05A792 Aradu.A05 792 c (TA)6cactagcaga(AT)940 1698649 1698688 TGATAGTAATGTACGGGGAGTGG TCCAAAGTCGACCTGCAAAT 280

Ad05A798 Aradu.A05 798 p3 (TGC)5 15 1706544 1706558 CGATGCCGGAAAATACTTGT ATTTCATCCAATGGCTCACC 213

Ad05A802 Aradu.A05 802 p2 (AT)7 14 1718119 1718132 TTTCGGAGAGTTTTTGCGAT GGAGCTGCTAATGGTGGTGT 270

Ad05A805 Aradu.A05 805 c (A)11gtcactctaacatgcatgtcattgtgagttaaaaac(A)12caaaaatattttaagct(A)1490 1722255 1722344 AAGAACCCAATCTTTGCTCATC TTTTTCGCCTTTACAAAATGA 215

Ad05A812 Aradu.A05 812 p3 (CTC)8 24 1743011 1743034 GGCAAAGAAGAATGCTCAGG CCCCACCATCAAAAGAAGAA 263
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Ad05A814 Aradu.A05 814 c (TC)6ttttcatttttgctgacagtattttaaaagaatatg(A)10tttcattttcactagctgcaatagcaaaaacat(A)13104 1761661 1761764 GGGTCACTCAAGGAAATGGA TGCAGCTAAAGACTGCAAAAA 221

Ad05A815 Aradu.A05 815 c* (GA)7(AGT)5* 28 1781712 1781739 TTCTCCTTCGCTTTGGTCAT ACAATCTGATGAGAACCGGC 123

Ad05A816 Aradu.A05 816 p2 (AT)10 20 1785028 1785047 CGACTGCAGCTGAGTTTTCA AGTGAATGGGTGCAAGCAG 280

Ad05A824 Aradu.A05 824 p3 (AAC)6 18 1801712 1801729 TTTTTATCCAACTTCCATTTCTTACA CCGACCTCACCTAATTGAACA 265

Ad05A826 Aradu.A05 826 p2 (CT)7 14 1808621 1808634 CCTCTCTGTATTTTCGTCTCGC TGCTAAGGGGTTTGAAATGG 262

Ad05A829 Aradu.A05 829 p3 (ATA)6 18 1813550 1813567 GTTGGCAGAAGTTGGCAGAT TCGAATCCCGTAATTGGAAG 121

Ad05A830 Aradu.A05 830 p3 (AAT)7 21 1817543 1817563 TGTCTCAGTGCACACCATGT TTTGGTGCATCATGAATCGT 185

Ad05A831 Aradu.A05 831 c (T)10ctttttctttatgt(A)1034 1817761 1817794 ACGATTCATGATGCACCAAA GCAAAAGCAATGCCAAACTT 216

Ad05A832 Aradu.A05 832 p3 (TTA)5 15 1820737 1820751 ATAATTGGCCCATTTTGTGG CTCAAAATGGAGAACCCCAG 253

Ad05A833 Aradu.A05 833 c (T)10ctttttcacatcttgttagaaatttc(T)1046 1820866 1820911 TATGCTGGGGTTCTCCATTT CCCAATAGACAACTATGTGCCA 253

Ad05A836 Aradu.A05 836 p5 (GAGTT)5 25 1824254 1824278 ACAGAACCAGACCCAAAACG CCCCATTGCTAATTGTTGCT 108

Ad05A838 Aradu.A05 838 p2 (AG)12 24 1836003 1836026 GCCATTCTACCTTTGTCCCA ACTTGGCGTTTGATTTGTCC 250

Ad05A839 Aradu.A05 839 p5 (TAAAA)5 25 1836400 1836424 CCAAAAATCAAAAGGATCAACA AGGGCTGGGTTCTTTACGTT 256

Ad05A843 Aradu.A05 843 p3 (AAT)5 15 1841431 1841445 TTTTGAATCAATGGCAGAAAA TGATCGAAAAATGGTGAATCAA 174

Ad05A844 Aradu.A05 844 p2 (AT)6 12 1842250 1842261 GAATCTTAGGGGAAATTACCATGT TTTTCATCCCCATCCATCTT 273

Ad05A846 Aradu.A05 846 p3 (TTA)5 15 1844133 1844147 GTGGCATAGGAAACCTTGGA CAAGGTGACACAAAAATGAAGAA 238

Ad05A848 Aradu.A05 848 p3 (AAG)7 21 1848474 1848494 AGGTGCTGTAGGTTGAGCGT TCTTTTCCCCACACAACACA 118

Ad05A852 Aradu.A05 852 p3 (CAA)9 27 1874110 1874136 GCAATAGGGTTGGTCCTTGA CCTAAGGGTTCACAAACGGA 260

Ad05A854 Aradu.A05 854 p3 (TTG)7 21 1885889 1885909 CTGCAATCTCTTTTTCCCTTG CCACTTAAAATCCGTTCCTTCTT 123

Ad05A857 Aradu.A05 857 p2 (AC)6 12 1898303 1898314 CCATTAAAGGACAGCTCCCA TGGAAACCACACGAGTTGAA 209

Ad05A858 Aradu.A05 858 p3 (CTT)5 15 1900869 1900883 CCATCAACGGATTCAGCTTT AGAAAGCTCGACGAGATCCA 125

Ad05A861 Aradu.A05 861 c (CAT)18cgtt(ATC)985 1902359 1902443 TTCTCCTCTCTTTCCTTTTCCTC ATGGTGATGACAACGACGAC 205

Ad05A862 Aradu.A05 862 c (TCA)6taagaagc(A)1339 1903590 1903628 TTCAAGTAATTTCAATGCTAACTTGTG CGACATGAAATTTAACCACAAAA 240

Ad05A864 Aradu.A05 864 p3 (AAT)6 18 1909915 1909932 TGACTACAGGTGAATTTCTGCC CCTGACAAAATTAAGTCCAACCA 146

Ad05A866 Aradu.A05 866 p3 (AAT)5 15 1912916 1912930 TGAAATTTTGTACTCCTTGCAATTAT GATCAGCATCAGAAGGGCAT 242

Ad05A867 Aradu.A05 867 p2 (AG)7 14 1913409 1913422 TTCGGATTCAATTCCACCTC TGCCATTGTTACTCTTCCCC 189

Ad05A868 Aradu.A05 868 p2 (GA)8 16 1915999 1916014 CCGATGAAAGAGCAATCACA AAGGCATGCACCGATATTGT 280

Ad05A873 Aradu.A05 873 p3 (CAT)7 21 1930425 1930445 CCTCCATTGATGAGTGAGCA GGAGATGAGAGGGTTCATGG 142

Ad05A876 Aradu.A05 876 p2 (AG)6 12 1939169 1939180 CCCTTTTTGCTGAGCGTTAC GCTGCATTGCACTTAGCAAC 225

Ad05A878 Aradu.A05 878 p2 (CT)7 14 1941602 1941615 TGAAAGCATCTAAATTCGAGACA AAGGAGACGGGTGTTGAATG 191

Ad05A880 Aradu.A05 880 c (A)13tattaggttaaagtttttgaactttataaaagatatataagtctttctatcacacttttaaagattta(T)1091 1948296 1948386 AAATCTTGTAGTCTAAATTGCCTGC ATGCTGTCCTGCTTTTGGAT 271

Ad05A882 Aradu.A05 882 p3 (CAT)6 18 1957172 1957189 GATGCATGCCAAACAAACAC CCGGTCCCTGACACTAAAGA 264

Ad05A884 Aradu.A05 884 c (T)12gagaaagcaaaaccccaaaaacaaaaaaattcc(T)1055 1959626 1959680 CCACAATAAGGACACGGCTT TTCAAATGGGTTTGGTGGTT 268

Ad05A885 Aradu.A05 885 c (T)10accaactaaaaattaaattaaaatctacatattgtacttctactagg(A)1370 1959813 1959882 TTTAGATCAAAGACTGCATAACATGA CCTACACTGCTCCCAAAAGG 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A886 Aradu.A05 886 p2 (GT)6 12 1960526 1960537 CATGGTGACCTTCTGCTTCC GCAAGACCCCTTTAAAAGCC 279

Ad05A887 Aradu.A05 887 p4 (AAAT)7 28 1967888 1967915 CAGTCGGATAAAACCCCAGA AATTGTTGAGTCCGTGGGAG 207

Ad05A890 Aradu.A05 890 p4 (TTTA)5 20 1972030 1972049 GCCATTTGGAGGCATAACAT ATGGTTGAAGCTGGTCCAAT 191

Ad05A891 Aradu.A05 891 p3 (AAC)5 15 1975518 1975532 TTTGATGCAGGGGTAGGTGT CGACTCCACTTAATCGGACAA 196

Ad05A894 Aradu.A05 894 p2 (AT)6 12 1993208 1993219 AGCTTAGGCCATTGACTCCC TCAACAACCATCACTGATCACA 100

Ad05A895 Aradu.A05 895 p2 (TA)9 18 1995855 1995872 GCGGTTCCATGAATGAAATAA AACTTTTTGTCTACGACTCCACG 224

Ad05A900 Aradu.A05 900 p3 (CTC)7 21 2014712 2014732 TTCTTCATCATCATCATCCTCTTC GCGAGAACATAGACATGCTCC 180

Ad05A901 Aradu.A05 901 p2 (AT)7 14 2023790 2023803 GTAACCCAGTGACCTAGCCG GGAATTTTCCTTGCCGAAAT 195

Ad05A902 Aradu.A05 902 p4 (TATT)7 28 2036432 2036459 CCTTACCCATTACCACCCCT CGAAAGGATTTGAAGTTGCC 173

Ad05A903 Aradu.A05 903 p3 (TTC)5 15 2036927 2036941 TAATTTTCACTCCATGCCCC AGAAGAAGATGAACGGCGAA 233

Ad05A904 Aradu.A05 904 p3 (AGA)5 15 2038627 2038641 AGAAGGAGAAGGAGGAACGC ACGCGTTCAATACACACGAA 133

Ad05A905 Aradu.A05 905 p3 (CAT)6 18 2040478 2040495 TGGACTCAGTAGCCTCCACC CTCTCCCCTCCAAAATCACA 202

Ad05A906 Aradu.A05 906 c (GA)7agaagaggctgctttgctttctgcatctaagccaatcactgaaggagtaagtaatagaataaacccccttttcta(T)1099 2040598 2040696 TGATGCTGCTGTTGTGATTTT TGCAAGAGGAGCAATAAAGTTG 280

Ad05A907 Aradu.A05 907 p2 (GA)9 18 2047974 2047991 CACTAACCTTCCCAAACCGA ACATCACCCATACGTCAGCA 251

Ad05A909 Aradu.A05 909 p3 (CTT)6 18 2058544 2058561 CGAACTCGTTTACTCCGAGG TGCAGAAGAAGAAGAAAAAGAAAAA 146

Ad05A910 Aradu.A05 910 p3 (TGG)9 27 2059274 2059300 CTCTAAGTACTGCGACCGCC GTGTGCAAAGGGAGTGTGTG 246

Ad05A915 Aradu.A05 915 p3 (AAG)5 15 2068854 2068868 GGTTGTGAAGAGCAGCAACA ATCCTCACTGAACCCCCTCT 274

Ad05A916 Aradu.A05 916 p2 (CA)6 12 2070597 2070608 TTCTTGTCGGTTATCTAACAAAATTA TTTCGGTTAAAACCCATTGC 178

Ad05A917 Aradu.A05 917 c (TC)12g(CT)6 37 2073885 2073921 TCCTTCCCAACCTTATCCTTT GAAAAGGTGGTGGGAGTTGA 154

Ad05A918 Aradu.A05 918 p3 (AAT)5 15 2074167 2074181 CATTTCCAATTTGGGTGATTG GCCCTTCAAGGTTGCATTTA 240

Ad05A921 Aradu.A05 921 p3 (TTA)5 15 2076811 2076825 ATGTGCCAGAAAGTCGCTTC CAAACAGGAATGGACATATGGA 224

Ad05A923 Aradu.A05 923 c (A)10gtagccagcttaatgaacgttttctctttgttcaaaagaaacacacttcttagggac(T)1077 2078574 2078650 CCGGAAAGGAGAACCAAAAT TTCTTCATGATCAGGGTGTGT 207

Ad05A926 Aradu.A05 926 p2 (AG)6 12 2081075 2081086 GGAGGGAATGACTTTGGACA GGACAACAAAACCGTCCAGT 168

Ad05A928 Aradu.A05 928 p4 (AAAT)6 24 2082606 2082629 ACATTGCATCAGCATTCAGC CGTTTGGTCCTGTCAAAGGT 271

Ad05A930 Aradu.A05 930 p2 (TA)7 14 2083498 2083511 TTGGAAATGTCGAATAAAGGG GCCGTATTTAACAAATTCTGTGG 166

Ad05A932 Aradu.A05 932 p3 (TCA)5 15 2084964 2084978 AAACCAAACTTGTTGCAATCG AGAGACTAAAATCGTACTTAACCTTTG 275

Ad05A936 Aradu.A05 936 c (TTC)6tgaatgcgattcaccttccttcaactccaatctgaacctcacacaaggtagtattaatagtagtagtaatggtagcaaaaccattcttctttatccac(T)13129 2087335 2087463 AGAGAAACTCTGCACCTCGC CGAGACTCTAATGTTGGGATCTG 280

Ad05A937 Aradu.A05 937 p2 (AG)9 18 2088222 2088239 TTTGGTGATGGTGTTGGAGA TGAAGCAAAGCAAATGATGC 216

Ad05A938 Aradu.A05 938 p4 (ATTC)5 20 2088695 2088714 CCCGAGCCTAAACATTCAAG AATGGAACTGAAGGAAGGGG 152

Ad05A939 Aradu.A05 939 c (AT)7(AG)6 26 2089176 2089201 TTTCTTTCCAACACCGGAAC GCTTTTGACGGCTTCTTTTG 260

Ad05A942 Aradu.A05 942 p2 (AT)6 12 2094831 2094842 CCATGGGATTTGGAGGTCTA CAGCAACTGTAATGACAAAAGGA 140

Ad05A944 Aradu.A05 944 c (AG)13aagacctgaaaattaagcagcataaccaccgtctcgaaggacgggaagaggcggaatccagagcttcttcctctacgataccccc(T)11122 2104697 2104818 ACCGCGCAGCTAAATCATAA TTGGCACGAATCGCATATAA 276

Ad05A950 Aradu.A05 950 p2 (AT)7 14 2143495 2143508 GATCCTCGTGTGGGTTATGTT TCCAAAGGCAACAACAACAA 189

Ad05A951 Aradu.A05 951 p2 (AT)11 22 2150432 2150453 CAGGATCCTCGTGTGGGTTA TCCAAAGGCAACAACAACAA 200
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Ad05A952 Aradu.A05 952 p3 (TAA)5 15 2160031 2160045 GGCAAAAGATGAAAATCAACC TGGCGTTACATGAAATTCAGA 274

Ad05A957 Aradu.A05 957 p2 (AC)7 14 2187172 2187185 ACCCTCCCACAAAGAAGGAT GATCTGGCTGGGGAACTGTA 190

Ad05A963 Aradu.A05 963 p2 (AT)10 20 2197105 2197124 GCACTTTCTTCACGTATAGTCTCAA TGGAACATCATATTCGGTTTCTT 277

Ad05A967 Aradu.A05 967 p2 (CA)7 14 2205949 2205962 CACTGACCGGTTTTCCAAGT TATATTCATTTCCGAGGGCG 239

Ad05A968 Aradu.A05 968 p2 (GA)10 20 2206762 2206781 GAAACGCCGAAGTTTGGTTA TGCCCAAATGTATGGTCGTA 277

Ad05A978 Aradu.A05 978 p2 (GA)6 12 2227667 2227678 GTGATACCAGGTTTTCGCGT TCTCGCACTCTCTCTCTCCC 277

Ad05A981 Aradu.A05 981 p3 (TCT)5 15 2230529 2230543 ACACTATGCCTCTGCCAACC CAGTGGCTGTCGATGAAGAA 216

Ad05A988 Aradu.A05 988 p2 (AT)9 18 2242215 2242232 TGTACTTTTCTCGTTAAGCAGAGC AACAGATACAAAATTCGACCCA 170

Ad05A992 Aradu.A05 992 c* (CTTCCT)5(TCT)5*ttctctgtgtctctttttcttctcttcctccctctttttttattgaaatttcttctccttttttcgttttctctttctccttcatcaaaattac(A)12150 2245660 2245809 ACACGCCGTTTTACGTTTTT GGCAAGAAACGTACCTTGAAT 238

Ad05A993 Aradu.A05 993 c (CTT)6ctgtaacgcacgtattaggcccaacttcc(TCT)768 2246456 2246523 TCGAAGGCAAAGAGAGAACG CACGCGTGTTACAGAAGAAGA 150

Ad05A997 Aradu.A05 997 p3 (TAA)7 21 2253285 2253305 AATTCTGCATTTCCCAGCAC GCCGTGGAATTGGCTACTTA 276

Ad05A998 Aradu.A05 998 p3 (CAA)5 15 2253458 2253472 TAAGTAGCCAATTCCACGGC TTTTGGCTTTCTGGATTGCT 135

Ad05A1001 Aradu.A05 1001 c (CCA)6ttatcatcatgg(TCA)5aaacttctttaaaatcaaccaaaatcaatcagaagaagaacagaagcccaagctgaaccagaac(CCA)6127 2259518 2259644 CATTCTTCTCCAAAATCAACCAG TCCATTATCATTGTTGTTGTTGTTC 276

Ad05A1002 Aradu.A05 1002 p2 (TC)7 14 2264616 2264629 CAAACCAAACGAAGCCAAAT TTCAACCAATCCTTAACGGC 255

Ad05A1007 Aradu.A05 1007 p3 (TGA)8 24 2286896 2286919 CAAAAGCAGCTGAACCCATT GTAGCCGTCGTCTTAGGCTG 260

Ad05A1008 Aradu.A05 1008 p2 (TC)18 36 2292478 2292513 AGCAGCAGTGTCAATGTCCA TTCCCCTTCCTTAAACCAAAA 241

Ad05A1009 Aradu.A05 1009 c (TCT)7(TCC)6 39 2292896 2292934 AAGGAACCTGGAAAAGGGAA GAGCAGGGAGAGTTACGGTG 272

Ad05A1012 Aradu.A05 1012 p2 (TC)12 24 2313040 2313063 GGCAAGGGGACAAAACTACA TCTGTCGCCCAAAATAATCC 279

Ad05A1013 Aradu.A05 1013 p2 (CT)6 12 2315464 2315475 ACCATGGGTTGATGAAAAGC TCCCCTAACCCACACATAGC 241

Ad05A1015 Aradu.A05 1015 c (TG)14gattttatctagacaagtttttgttttgttttcagacatctttaagtattacttccttcaggtttt(TG)18130 2317513 2317642 ACTTCACCTGTTGCCATTCC GACAAAAGGATGAGAAGCCAA 194

Ad05A1020 Aradu.A05 1020 c (A)19cgaaattttcatcattcccattatttattcctaaaattttccctcgttttcctcctcaagattc(T)1194 2326076 2326169 CCCCTGATGGATTACTCGAA GGTGCAGCTGGTACATTCCT 243

Ad05A1021 Aradu.A05 1021 p3 (CCA)5 15 2327997 2328011 CTCCACCTCCACCAATGTCT GGTGGTGCTGAACCTGTTTT 201

Ad05A1022 Aradu.A05 1022 p3 (CCT)5 15 2328356 2328370 AAAACAGGTTCAGCACCACC GGGTTGAACCTGCTCGTCTA 274

Ad05A1025 Aradu.A05 1025 p3 (TCT)5 15 2340095 2340109 CACAATTTCACTGCACCGTC CGTGCAGTAACGGTTGAAGA 124

Ad05A1026 Aradu.A05 1026 c (GAA)6ggagaagaagaggaagaggaagaggaagaggaagatgagttgttcataatccatggtgagt(GAA)7gaggaagaggaagaggaaaaggaagatgaagatgagttgttcataattcacggtgagt(GAAGAG)8206 2340710 2340915 GGCAAAGAGAATAACGAAGAAA CAAAGCGCTACACTCACCGT 279

Ad05A1031 Aradu.A05 1031 c (TGG)6tgctagggtggccaacactgctgtgattgttgcagctaaccgtttgttctccaccgcgggccgtggcggcgt(GGC)6108 2349750 2349857 GCGCTTCTTGGAATCATTGT GCTCCTTCCTCCATCAATCA 255

Ad05A1033 Aradu.A05 1033 c (AAC)5aataac(AAT)639 2355516 2355554 CTGATTGCGTAAGGTGCTGA GAGAGATGCCTTTGCAGGAT 201

Ad05A1039 Aradu.A05 1039 p3 (GAG)6 18 2379994 2380011 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 159

Ad05A1041 Aradu.A05 1041 p2 (TC)6 12 2385315 2385326 GTTCAGGCTGTCTTCTTCCG GTCGTACCCAGTCGCAGATT 181

Ad05A1042 Aradu.A05 1042 c (T)10gggctaaacatataaatatcaattatcttgc(T)1354 2385723 2385776 TCCGCTATACCCTTCTTGTGA GGATTCTTTTAAGTGGGCAAA 278

Ad05A1051 Aradu.A05 1051 p4 (GTTA)6 24 2411345 2411368 AGGCGCAACAAGAAGAACAT CCATGCTGATGACACATTCC 267

Ad05A1054 Aradu.A05 1054 p2 (TC)7 14 2417266 2417279 AGAGGAACAACCAGCGCTAC CACAATTTTCTTGCACATCCA 278

Ad05A1055 Aradu.A05 1055 p3 (TAA)18 54 2421615 2421668 AAAATTTTTGAGAATTAAAATGGTG TCCAAAATAAAAAGATTATGCCAA 218

Ad05A1056 Aradu.A05 1056 p3 (ATA)5 15 2422050 2422064 AAAAAGACCGTTGCTAAAAAGAA CCCTCACAAGACTGACTATGACC 245
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Ad05A1058 Aradu.A05 1058 p2 (CT)8 16 2426281 2426296 ATGCTGAACAGCCTTGCTTT TTGTGTGGATTCGAGGATGA 111

Ad05A1059 Aradu.A05 1059 p2 (TC)15 30 2432674 2432703 TCTCTTCCAACAGTTTGGGG ATCGCAAACATCACTCTCCC 221

Ad05A1060 Aradu.A05 1060 c (A)11gttatgcttatctag(T)1036 2434352 2434387 CGTGTGTGACTAGGTGGGAA ACCTGTATCCCTTCGCAATG 275

Ad05A1061 Aradu.A05 1061 p3 (TAA)6 18 2435504 2435521 CAACGCATTGAAATTCTTGAG CAGCAAAACCGTTTCTTTGA 216

Ad05A1064 Aradu.A05 1064 c (TAA)8c(AAT)9 52 2438351 2438402 TTTAGTAAAATCGAACATCAATAAACA TTTAAACTTTAGAAGATGCAAATCTGT 249

Ad05A1067 Aradu.A05 1067 p3 (TTA)8 24 2445456 2445479 TTGCTGTGAAAGCGAAAGTG TGCAGATGCAAATGATTATCC 201

Ad05A1071 Aradu.A05 1071 p2 (AT)8 16 2448404 2448419 TGCCCGCCTTAAATTTTATC CAGCTCAGCGGCTATTTTGT 250

Ad05A1072 Aradu.A05 1072 p2 (TA)7 14 2450114 2450127 AGTACCATTTTGTCAGCGCC TGGTTGTTAATATTTGGATTTGATT 256

Ad05A1074 Aradu.A05 1074 p3 (GAA)6 18 2452280 2452297 GGAGGAGAAGAAAGAGGGGA TGGCCACTCTAAATTGATTGC 189

Ad05A1075 Aradu.A05 1075 p2 (TG)7 14 2454730 2454743 AAGTTCACATTAGGCGGCTG CTCAAACAAGCAAAGCGTGA 210

Ad05A1079 Aradu.A05 1079 p2 (TG)7 14 2460896 2460909 TTCGCGATTCTTCCTTCATC CGTGCAAACCCTTATCTCAAA 278

Ad05A1080 Aradu.A05 1080 p2 (TC)6 12 2463732 2463743 CAAGCAGGGTAGCATTGTCA CCAATTGCCTAACCAAATCA 175

Ad05A1081 Aradu.A05 1081 p3 (AAT)5 15 2464896 2464910 TGATCCGATTCGTGTGTAGC CATGGACATAGTGGTTCCTGG 229

Ad05A1083 Aradu.A05 1083 p3 (GTG)5 15 2476175 2476189 GAAGCGAGAAGCATACGGAG TTCTTCCAAATGCAAGTCCC 222

Ad05A1084 Aradu.A05 1084 p3 (GGA)5 15 2476529 2476543 AGTGGGAGAGTGGTCCTCCT CAAGCTTCGTAGCCACCTTC 151

Ad05A1086 Aradu.A05 1086 p3 (TGA)13 39 2478224 2478262 ATATGGTGCAGTGCATGGAA GTGATTCACGTGCCTCATTG 185

Ad05A1089 Aradu.A05 1089 p2 (AT)6 12 2487835 2487846 TATGTGGGAATGGGTTGAGG TATGTGAAGGTTGAAGGCCC 239

Ad05A1090 Aradu.A05 1090 p2 (AT)6 12 2490546 2490557 GAACCTGCTAGATCCCCACA TCCATTATTTGCTGGTTGCT 265

Ad05A1091 Aradu.A05 1091 p3 (ACA)5 15 2497587 2497601 TGCTGAATTTGTAGGTCACGA CCCCGGAATACATCTCAACA 224

Ad05A1092 Aradu.A05 1092 p2 (AT)6 12 2498119 2498130 AAATACGCACGGAATCAAGC CACGTGGAAGCTTGGAGAAT 260

Ad05A1096 Aradu.A05 1096 c (TTC)5ttttcacgctcgtttacgcacggagcg(TCT)660 2502795 2502854 AAATACACGTGCCCAACACA AAGAGGAGAAGGAGGAACGC 127

Ad05A1099 Aradu.A05 1099 c (A)10tctataaatttacatctttatcatataatttaccatctttatatatgaatttgaccatttattattttttgat(TA)6tttttttctcttcccatggacatgtcataggtgagtcatttattggtgaaggcgaagaagaacacatttggtgattg(A)11183 2509307 2509489 TGTGGATCCTAACTTTCTCAATTTC TTGGACTTTTGCTCCATTCC 265

Ad05A1105 Aradu.A05 1105 p2 (TA)9 18 2521594 2521611 CCAATTATAACACCTGCACAAAA TCTGCACCATGCATTTAAGC 280

Ad05A1108 Aradu.A05 1108 p2 (TA)8 16 2530676 2530691 AGTTGTGACTTGCAACTTCATTT TGGATCGAATCCAGAGACAA 276

Ad05A1110 Aradu.A05 1110 c (T)11aagtaaaattttaataaaaagtaacgattatttttttagagctcgtcacgtaatctgtgatatttattagatttttgactcattaagaccg(A)11113 2533901 2534013 TCCGGATTTTGAGAAAGTCAA TGGTTTTAAGAAGAGGTGGTCAA 239

Ad05A1113 Aradu.A05 1113 p2 (TG)6 12 2540588 2540599 GCATGCGTGAGGTATCCTTT GGTGATTCCCAACATTCGTT 224

Ad05A1114 Aradu.A05 1114 c (A)10ggaaaaaacttattttttattatttgattgaaaaaaat(A)1058 2544838 2544895 CCCCAAAATCCTAAATCTTAACC TGGTGGATTAGTGGATTTTATTCA 255

Ad05A1119 Aradu.A05 1119 c (T)10agaattttaaaatacaaactaaaagtactaaattgg(A)1157 2561360 2561416 ATCGAATTTGGGACATGACA AGCTCCCTTCAAATTGGACC 192

Ad05A1121 Aradu.A05 1121 p3 (TTG)5 15 2563194 2563208 ACATGACAGAGCACAATGGC TTTTGAAGAGATGTTTGTGCTTTT 222

Ad05A1124 Aradu.A05 1124 p3 (TTC)5 15 2566441 2566455 TTTGTTATACACGCGCCTCA CGAGCAGAGAAGAAAAACGC 110

Ad05A1125 Aradu.A05 1125 p3 (CTC)5 15 2566823 2566837 TCAAAATCACAAAGGCCACC CGAGCAAAATGTTGGTGTTG 183

Ad05A1126 Aradu.A05 1126 p3 (AGG)5 15 2567501 2567515 GCACGTGAAGAAAAGGAACG AAAACACGCGTTCGAAAATC 270

Ad05A1127 Aradu.A05 1127 p3 (ACT)6 18 2572913 2572930 CCTTGAACTTGAGCAAAGCC TCGCAACATTATGCATGAGAC 220

Ad05A1128 Aradu.A05 1128 p2 (AT)6 12 2574378 2574389 TTGCAATGAGTAAGTTAAAATATCGAG TGACAACTCCTGCAAGTTAACAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A1131 Aradu.A05 1131 p3 (ACT)6 18 2581611 2581628 CCTTGAACTTGAGCAAAGCC CACCATTATGCATGGGACAA 253

Ad05A1134 Aradu.A05 1134 p3 (CTT)5 15 2591818 2591832 TTGCCACATACAGGTTTGGA CCTCCTTCACCAAAATCACTG 279

Ad05A1135 Aradu.A05 1135 p2 (AT)7 14 2592216 2592229 TATGATGGAGGGCAAAGAGG CATATCAAATGGCCCATCAA 210

Ad05A1138 Aradu.A05 1138 p4 (AGAA)5 20 2598699 2598718 CTCATGCAGTTGAAGCCAAA GACATGTAGGTGTGGCATGG 254

Ad05A1143 Aradu.A05 1143 p3 (AAT)7 21 2610329 2610349 TTGCAGGTATCCATCAAACG TCCCGTGATGTAGTGGTTGA 230

Ad05A1145 Aradu.A05 1145 p2 (AG)8 16 2631898 2631913 GCCAGAGGCTTTATATCAGCA TACCGGCTCATCAACTCACA 272

Ad05A1148 Aradu.A05 1148 p3 (AAG)5 15 2648445 2648459 TCATCTTCTTCCAAGTAATTTTGTACC CGGTGTATGTGTGCGGATAA 250

Ad05A1150 Aradu.A05 1150 p3 (GAG)8 24 2658249 2658272 AATCACAATGGGCTGAGAGG TTCAGGAGGCTAAGGCAAAA 119

Ad05A1151 Aradu.A05 1151 p2 (TA)6 12 2668094 2668105 CGGTTGAACACAGCAAACAC TTCTGGGTACGGGTGAGAAC 227

Ad05A1152 Aradu.A05 1152 p4 (TATT)6 24 2671853 2671876 TCTGCAAAATCGATCAGCAC GGATAGTGGATATGGAACTGGG 211

Ad05A1154 Aradu.A05 1154 p3 (ATG)5 15 2674219 2674233 TCCCCTGCTAAAGGCATAGA CAATTCCTGCACCTCCAAAT 229

Ad05A1156 Aradu.A05 1156 p3 (ACA)6 18 2678276 2678293 GATGCCACCAAACTCATCCT CAAAAATAGCCAAGAAGCGG 276

Ad05A1157 Aradu.A05 1157 p2 (TA)6 12 2687613 2687624 CCAAGTTTTATGTTTTCTTTCGC TCTAAGCTGACAAATAAAGACGTTC 271

Ad05A1159 Aradu.A05 1159 p2 (AT)9 18 2689198 2689215 CAAAATTACACCCAAAAGATCAA TCCAAAGCCTTGTTGTAAAGC 278

Ad05A1161 Aradu.A05 1161 p2 (CT)15 30 2703011 2703040 GGTTCCACTACCGGTTTTCA CGTCAATCGAGAGGAAGAGC 179

Ad05A1162 Aradu.A05 1162 p2 (CT)7 14 2712047 2712060 ATACGCTCGGCTAAGGATCA GAAGAGCTTTACGTCGGTCG 170

Ad05A1165 Aradu.A05 1165 p2 (AT)7 14 2717069 2717082 TGCACAATATCTTTATGGAATACAA TTCAGGGACGATACAAAGGG 145

Ad05A1167 Aradu.A05 1167 p3 (CGG)8 24 2719142 2719165 TCCGACGTTGGTGTCTTGTA GGCCTCCCTTAAACACCTTC 219

Ad05A1169 Aradu.A05 1169 p3 (AAG)7 21 2721941 2721961 GGTAATAGAGGTCGGTGGCA GGGTGGGGAGAGAAAGAAAG 171

Ad05A1176 Aradu.A05 1176 c (TG)14(AG)15 58 2731614 2731671 TGCCAGAAATTTGTGTAAAAGG TCAATTGAGGGAGGATGGAA 252

Ad05A1177 Aradu.A05 1177 p2 (AG)6 12 2737342 2737353 TCAATCGTTGCTTCAGCTTG CACTGCGCATTTAATCACAAA 236

Ad05A1180 Aradu.A05 1180 p3 (TTA)11 33 2739887 2739919 TTTGTGTTTTAACTTTTATCGGTCA TGAAAATTCGAACACAGACCC 263

Ad05A1181 Aradu.A05 1181 c (T)10ctcttgacttcttgttcttcttgttcaattttttttattttgcatttttatttgttttttttctttttattcttcttattttgttgta(T)13111 2740212 2740322 TTCTTCCATTGTTGCTGCTG TAGCGACGAATCGGCATTAT 220

Ad05A1188 Aradu.A05 1188 c (T)14aacaaagcaaaacaatatttcacctttaattggtccgaaatagagtttttacattcttatgcataaaaatcg(A)1096 2753125 2753220 CACTACTACACCAACCTTTTCTTCTT GGGGTGTGTTAGTGTTGTCCA 263

Ad05A1191 Aradu.A05 1191 p3 (ATG)5 15 2756800 2756814 GGCAATTGGGTATTGTGGAC TGGATAACCAATGAAGGGGA 267

Ad05A1201 Aradu.A05 1201 p3 (AAT)18 54 2769963 2770016 GCGAAACACGTGCTCTTTT TTCTCGTGTGGACAAATCAA 280

Ad05A1207 Aradu.A05 1207 p2 (AT)6 12 2781559 2781570 TCTGCCGTGATAAGGTTAGGA CAAGACAAATCAGTTTAGCCGA 171

Ad05A1211 Aradu.A05 1211 p2 (TA)9 18 2809542 2809559 CAAAAGTGATGACGGTTGAAA TCATTATCAAGACGGACCCA 229

Ad05A1214 Aradu.A05 1214 c (TTA)15ttttggccttgcggcatggctttggatcaaactagttagttgaattcatcaatacaatctaatgaaattatt(A)10127 2819401 2819527 TGAACCACACAATGCTCTGTT CAGATCCAAAGGGTCATGTCT 277

Ad05A1216 Aradu.A05 1216 p3 (TAA)5 15 2822503 2822517 CAGGTGGGAGTGGCAAGTAT CTCTTTCAAACCGAACCAGC 278

Ad05A1218 Aradu.A05 1218 p2 (TA)7 14 2823678 2823691 TTGGCTTTCGGTCTTTATCTC GCTCTTTCAAGTTCTTTTTGGC 279

Ad05A1219 Aradu.A05 1219 p2 (AT)7 14 2824013 2824026 TGCAACTCATCTTACGGCAC TGAAATCGACTGCACCTGAG 122

Ad05A1221 Aradu.A05 1221 p2 (TA)8 16 2826133 2826148 TTGAGCATAATCACATGAAGTTTT TGCAGCATGTAAATGTGTCAAA 277

Ad05A1235 Aradu.A05 1235 p2 (AG)7 14 2878175 2878188 CTTGCACCTGTCGTTGCTAA ATAAGAACGTTCCCACCACG 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A1237 Aradu.A05 1237 c* (AT)7(T)10* 23 2886323 2886345 TTTGAAAGCAATCGGGTTTT TTTGGTGTACTAAACGGGGC 274

Ad05A1239 Aradu.A05 1239 p3 (GAT)6 18 2890838 2890855 ACAAGGTCGGGTTCACAGAG AAGAACATCACGTCGGAACC 227

Ad05A1241 Aradu.A05 1241 p2 (TC)8 16 2895275 2895290 GTTGAACCTCTTGCTCAGCC CAGAAGAAAGAAACGACGCC 126

Ad05A1248 Aradu.A05 1248 p2 (AT)8 16 2904181 2904196 CCTCAACACTGCACAGCTCA TTGCTCTCTGAAGGCTCTCC 280

Ad05A1249 Aradu.A05 1249 p4 (AGAT)5 20 2905948 2905967 TCCAAAAGGGTAGGTTCAAAA GGTGCATTGCTGCTACCACT 244

Ad05A1250 Aradu.A05 1250 p2 (GA)10 20 2906148 2906167 GGTAGCAGCAATGCACCTATT TGGTGAGTGACCCTGCAGTT 261

Ad05A1251 Aradu.A05 1251 p2 (TA)10 20 2906339 2906358 ACTGCAGGGTCACTCACCA CAGCTTCCAAAAGAAAATGGA 166

Ad05A1252 Aradu.A05 1252 p2 (GA)6 12 2906878 2906889 TGTCTCTGCATGCATTTTTCA TCTCATCCATCCATTCATTCA 238

Ad05A1253 Aradu.A05 1253 c (T)11atgaacgaatattttcactaaatttgtagaaaatatgagtattgttcatga(T)1072 2907064 2907135 TGAATGAATGGATGGATGAGA AAAAACCCCGGATATTGTACC 202

Ad05A1256 Aradu.A05 1256 p2 (TA)7 14 2908452 2908465 CCCATGTGCTTTGGTGTTAG CATGCAGAGGAAGGAGTAGGA 121

Ad05A1259 Aradu.A05 1259 p2 (AT)6 12 2911897 2911908 AAAGGACCACGATTCCATGA TCTGCACTTCCTTCTTTTATCTGA 238

Ad05A1262 Aradu.A05 1262 p3 (AAT)9 27 2918341 2918367 GGGTACCAAATCCTTTTTGC GGAATTTCAACAAGAGGCGA 276

Ad05A1264 Aradu.A05 1264 p3 (AAT)8 24 2920279 2920302 CTCCGCTGATGAGTGTGTGT GGTCACCCCAACATCAACTT 181

Ad05A1265 Aradu.A05 1265 c (T)11aattgggtccctataaaattaagccaattactactaaaagagacttaattg(A)1072 2927198 2927269 TGTTGGTCCCTATAGTCTCGC TTTTTAATTGGGTCCTTGCAC 233

Ad05A1267 Aradu.A05 1267 p2 (TG)6 12 2931032 2931043 TTGAAGTTGATGGGATTAGGA CAGATATTCAAGCCACGCAA 203

Ad05A1271 Aradu.A05 1271 p2 (TA)8 16 2933327 2933342 TGATTTACCATTTCTTCGACCA TGTGAGGAAATGCGTTTGTG 210

Ad05A1272 Aradu.A05 1272 p3 (AAT)5 15 2933982 2933996 TCGCCGTTTCTCTAAATGCT CCTAGCACTTAGCTTCTCCGTC 190

Ad05A1274 Aradu.A05 1274 p3 (ATA)6 18 2936178 2936195 TTTTAAGGAAACTTGTCCATGC CCCTTGAACTTATGAATCCCA 232

Ad05A1275 Aradu.A05 1275 c (T)10atttttattttttttggtaaggcaatttttgttttttcagtcatgacttcaattgtgttttggtctgagactccaa(T)1298 2936577 2936674 TTTTTCGGTGAACTGTCAAGT GGAGTCTCAGACCCAAGTCC 195

Ad05A1277 Aradu.A05 1277 p3 (AGA)5 15 2936993 2937007 ATGCAAAACCAGAAGAACCG ACCTTCTTCAGCTTCCGTGA 146

Ad05A1278 Aradu.A05 1278 c (TTA)5ttg(TTA)1254 2938732 2938785 GGGGGATACTTTGTCCATGA TTTTCCTCGTCTTGATGAGATTC 279

Ad05A1281 Aradu.A05 1281 p3 (CTG)5 15 2955650 2955664 CAAAGTTCGAGGATAGAAGGAAA GAAAAATGCTGAAGCCACAA 121

Ad05A1284 Aradu.A05 1284 c (AAT)6aacaacgtatgtaatgatttttttc(T)1053 2971966 2972018 ATCCGACGCAACGATAAAAG TCTTTTGCCAACACATCTTGA 227

Ad05A1289 Aradu.A05 1289 p2 (GA)6 12 2979906 2979917 CAAAGGAGCAAGGCGTAAAG GCGGTTAATGCAACGATTTT 206

Ad05A1290 Aradu.A05 1290 p3 (AAT)7 21 2980495 2980515 TCTAACTCTCAATCATTATGCAACTT TGTGCATGTGCTGTTTAGACC 280

Ad05A1293 Aradu.A05 1293 p2 (AT)9 18 2982947 2982964 TCCAATTGCGATATTAAAACTTTG TTTGCTCTCGACATTACTCAAAA 229

Ad05A1302 Aradu.A05 1302 p2 (AT)9 18 3009330 3009347 GCAACCCTCAAGGTTCAAAA AGGTTGGATGTAGATTGCGG 193

Ad05A1305 Aradu.A05 1305 p3 (AAT)17 51 3016876 3016926 TCCGATTGGAGAGTGAATCAT TCTTCGGAGGAACTTGCTGT 280

Ad05A1306 Aradu.A05 1306 p3 (TAA)12 36 3017457 3017492 TTGGTTGTGCTTGTTTTCCA GCCATTAATGCATCCCCTTA 112

Ad05A1310 Aradu.A05 1310 p3 (ACC)7 21 3022042 3022062 TATTATGCCTGTGCCACCAA CAAAAGGCAGAGAGAGTGGG 209

Ad05A1312 Aradu.A05 1312 c (A)10caactccaacaataactaaaaat(A)1043 3027577 3027619 TGCCACTACAAAAATGGAACA GAGCTATATCTTTATTTTGTGGTTTTT 217

Ad05A1321 Aradu.A05 1321 p3 (TTG)11 33 3049567 3049599 GGTGAAAAAGAGTCGTCGGA TTCTTCCCCTCTTCCCACTT 275

Ad05A1322 Aradu.A05 1322 c (A)11cataaatactctggactatcggttacaactttgaccagttgtgaaccaactgaatac(A)1179 3050042 3050120 TCATTTCTTCGTTGATGGGC TGTGTCACAAGTCACGGAATC 215

Ad05A1323 Aradu.A05 1323 c (TA)8ttttttgtggcagtacaaaaagttagtttatttttggatatatttcgtttgctcttctcttttttttcgagc(AT)11110 3056823 3056932 GCTTTAAAGAGTGTGCGACG TTCCATGAGGTTGTGTAATTGTG 258
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Ad05A1326 Aradu.A05 1326 p2 (TC)7 14 3060643 3060656 TGCAACCAAATCTACTGCCA TTCTGCAGGTTGAGCAATGA 192

Ad05A1327 Aradu.A05 1327 p3 (CTT)6 18 3060802 3060819 TCATTGCTCAACCTGCAGAA ACCGAGCAATGGAGAATCAA 116

Ad05A1333 Aradu.A05 1333 p3 (GAA)5 15 3114188 3114202 TTGGTGACGTTCAACTCTGC TGGTTTAGGGAATGATTCTGG 267

Ad05A1334 Aradu.A05 1334 p2 (CA)6 12 3116360 3116371 CATTCAGATCGGGAATCGTT CCATTGCCTTCCTTGTCATT 279

Ad05A1335 Aradu.A05 1335 c (T)11acttttattgttgtactatgtgcacaaatttaaatgttatatcataactttttgtaatttttaacaaaaatttatgtattttttattttttatcatca(T)10119 3117150 3117268 TCTCTATTCAATCGCCACCC TTTGGAGTGTACGAAACAAGAAAA 273

Ad05A1342 Aradu.A05 1342 p2 (AT)6 12 3140289 3140300 TGGCGCAGAAAACAAACATA TTTGTTTTGACCTTTTCCCG 149

Ad05A1344 Aradu.A05 1344 p4 (TACA)6 24 3152603 3152626 TATCAATAAGGGGGAAGCCC TGAAAGGAAAGAAATTGGGG 233

Ad05A1351 Aradu.A05 1351 p3 (TTG)5 15 3162507 3162521 GCAAGGATTTAGGATAAGTGTGG TCGACTGCACCTGAATTTCT 279

Ad05A1354 Aradu.A05 1354 c (A)11ttattattaagaaggacctaattg(A)1045 3163979 3164023 TTAGGCCGCTACACCTTTTT TTAATTGGATTCCTGCACCA 236

Ad05A1362 Aradu.A05 1362 p2 (AT)6 12 3176182 3176193 AATACACCAATCACCGCCAT GATATGCGCCTCTCTATTTTTG 176

Ad05A1366 Aradu.A05 1366 c (TA)8ttatattattcactaaagttcgttcctg(TAT)559 3183601 3183659 TTTCCGATTACCTAGTCTACGC ATGCACTTTATGAAAGGGAATTAT 269

Ad05A1368 Aradu.A05 1368 p3 (AAT)14 42 3192995 3193036 CAATCCCACCTGGAAAAGAG GGAAAATGATAATTCCTCTCCCA 277

Ad05A1369 Aradu.A05 1369 p2 (TA)8 16 3197086 3197101 CGAAGCTTTTCGGTTCAAAG TCATGAATATCAAAACCACCCA 260

Ad05A1374 Aradu.A05 1374 p2 (TA)10 20 3206376 3206395 TGAACACGAACACCTCTTTCA GAGTTTTGCTTTTTCTGGCAA 217

Ad05A1376 Aradu.A05 1376 p2 (GA)6 12 3214432 3214443 GATCTCTCCTCCACGCTCAC TTCACTTGCACCTTCCTCCT 158

Ad05A1377 Aradu.A05 1377 p2 (TA)7 14 3214942 3214955 TTAACCTGCAATGCATCACTT AAATTTTTGATCCAATAAGGGATTT 132

Ad05A1378 Aradu.A05 1378 p3 (TAA)16 48 3215482 3215529 TTGGGTGATTTACTCTCGGC TAATACGTTTGAGCCACCCA 224

Ad05A1385 Aradu.A05 1385 p3 (AAC)6 18 3229323 3229340 TTTCATCTGTGCGACTTTGC TTAATCACCATGACAGGGCA 225

Ad05A1387 Aradu.A05 1387 p2 (AT)8 16 3233124 3233139 TCCATAACTAAGCACACCCAA TCCAAAATGACATCTAATCAACA 271

Ad05A1388 Aradu.A05 1388 p2 (TA)6 12 3236004 3236015 TTTAAAAGCACACATACATGTTCA TTTATGATTGAAGGGCTGGC 242

Ad05A1389 Aradu.A05 1389 p3 (TAT)5 15 3236270 3236284 GCCAGCCCTTCAATCATAAA GGGACAAGGGGGAAAAATTA 257

Ad05A1390 Aradu.A05 1390 p3 (ATC)5 15 3236731 3236745 ACCATACCAAACCGTCCAAA GATGATGCTGACGACGAAGA 235

Ad05A1391 Aradu.A05 1391 p3 (TCA)5 15 3237182 3237196 CCATGGACGACCAAATTCAT GCATTACCGATGCCAAAACT 268

Ad05A1393 Aradu.A05 1393 p3 (CTC)8 24 3248872 3248895 TTTGCCGACTTATTTTTGCC TTCTTCTTCTCAGGCTCGGA 275

Ad05A1399 Aradu.A05 1399 c (TTA)12tatatacatac(AT)761 3276916 3276976 CTAAAAGTTTTGCGGCGAAG GGAACATGATGAAGATGAGCAA 252

Ad05A1400 Aradu.A05 1400 p3 (TTA)5 15 3277116 3277130 AATCTTTTCCTGAGCGTTGC TGAAGCTCAATGAAGAAGGAGA 254

Ad05A1402 Aradu.A05 1402 p3 (ATG)7 21 3281385 3281405 GTGAACCTAGCCCAGGTGAG GCCCAAAGTGGGTGATTATG 246

Ad05A1403 Aradu.A05 1403 p2 (TA)6 12 3281786 3281797 GGCTACATTTATTTGGTTACGAGAA GCTAGCCACAGCTACTGCAA 229

Ad05A1405 Aradu.A05 1405 c (AT)12annnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaatatttttatctttaacaaaattttgttatttac(T)13106 3282908 3283013 ACACAACACCATGCACCATC CGCTTCTACTCATAGTTGCTGG 221

Ad05A1407 Aradu.A05 1407 p3 (TCT)6 18 3287418 3287435 GACACGTCGTTTCACGTTTTT TTCTGGTGATTTTGATGAAGGA 187

Ad05A1408 Aradu.A05 1408 p3 (CTT)6 18 3287583 3287600 TCCTTCATCAAAATCACCAGAA CAGGAAGAGGAAGAAGAACGTG 114

Ad05A1413 Aradu.A05 1413 p2 (TC)6 12 3297611 3297622 AATCTCCGACGCCATAAAAA AATGGTTCCGCAATTGAAAG 176

Ad05A1414 Aradu.A05 1414 p2 (AT)11 22 3298257 3298278 GGGAATGGAGGAGAATGGAT CGCAAACCATCTTTAATTTCC 268

Ad05A1419 Aradu.A05 1419 p2 (AT)7 14 3314033 3314046 TAAATTTTTGGTTGGTGGGG ATGGAAGATCGCAAACCATC 274
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Ad05A1420 Aradu.A05 1420 p2 (TA)6 12 3316379 3316390 CAGGATGTTGGGACCTTTTG CGCAGGTCAAAAGAAACTCC 180

Ad05A1428 Aradu.A05 1428 p3 (TAA)5 15 3332604 3332618 AACTAATTAAACGACGACAAACTTTTA GAGCCATTTAAGCTTTGTAGGG 267

Ad05A1429 Aradu.A05 1429 p3 (ATA)7 21 3334475 3334495 ACCCTTCTCAGCTCTTGCAG GCAAGCATCGGATACATCAA 228

Ad05A1430 Aradu.A05 1430 p3 (AGA)5 15 3334899 3334913 TGAATCTTGGAGTTGGAGGG ATCTGCGGGTTTCTCTGCTA 241

Ad05A1434 Aradu.A05 1434 p3 (TTA)15 45 3347994 3348038 ATGGTTGGTTGCCAGAAAAG TCCAAATCGTACCCAGCTTC 217

Ad05A1437 Aradu.A05 1437 p2 (AT)8 16 3356639 3356654 TTTTGGTAAACAAATTTGAAAAGTC TGAATTGTGTTGGTGTTCCG 238

Ad05A1442 Aradu.A05 1442 p2 (TG)6 12 3374617 3374628 TCAGGGTTGCTCTCTGTTGA CCACCTGTTCATGACACCAA 173

Ad05A1447 Aradu.A05 1447 p3 (AGA)6 18 3383511 3383528 AAGGAGGGAGGGTGGTTAAA CCCACTTGCCTCTTCACATT 156

Ad05A1451 Aradu.A05 1451 p3 (AAT)6 18 3390934 3390951 ATGCACCCAAAATGAAAAGC TGCAAAAGGAATGAAGGGTC 242

Ad05A1452 Aradu.A05 1452 p2 (TA)7 14 3392072 3392085 TGCAAATTAAAGCATGTGTGTG TAAGAAGCCATTGCCAACCT 245

Ad05A1454 Aradu.A05 1454 p2 (TA)6 12 3393937 3393948 TGTCTGGAACTGCTGGAAGA CCCCCAACTCCCTATCATTT 151

Ad05A1456 Aradu.A05 1456 p2 (AG)9 18 3395507 3395524 AGAGAAGAGGGAAAGTCGGC AGAAGCAGAATCACTGGCGT 246

Ad05A1458 Aradu.A05 1458 p4 (AGAA)6 24 3409335 3409358 TTTTGGGCCACTAGATTTGC TAACCATGGCCACTGATCCT 275

Ad05A1460 Aradu.A05 1460 p2 (AC)6 12 3411303 3411314 ATGTTGACTCCCTTCGGTGT CATAACACGCAAGCCAAAGA 254

Ad05A1469 Aradu.A05 1469 p4 (AGAT)5 20 3430320 3430339 CATGATATACCCAAAATACTTCTGC CAGCACTCCTTGTATCTTTTGG 279

Ad05A1474 Aradu.A05 1474 p2 (TA)8 16 3447994 3448009 AAATCGAAAACTTTTGGGACAA TCAGTTGTTTTGTGGTGGAAA 226

Ad05A1475 Aradu.A05 1475 p2 (TG)9 18 3452419 3452436 CTTCCACTGGCACCTTTTGT GGACCATTCACCATATCCCA 268

Ad05A1478 Aradu.A05 1478 c (T)11aaaagggggtcttttaggagacaaaacctaatagaatcatagacacc(A)1068 3456110 3456177 AGCCACTGTCTCTTGGCATT TCGTCGTAGACTAAGATGTGATTGA 197

Ad05A1480 Aradu.A05 1480 p3 (ATT)6 18 3457177 3457194 CACAAATCATGAACCGTGGA AAAGTTTTGGAGTTGGACAAAAA 249

Ad05A1481 Aradu.A05 1481 p3 (CAA)6 18 3461622 3461639 TCTGTTCTTCCTCCTTCCGA GATGAGTTTTGGGTGCTGGT 185

Ad05A1483 Aradu.A05 1483 c (T)12acactaatcactattgattgtca(T)1045 3468713 3468757 TCAAGGTGGGAAAGTGAAGG AGCAGACTTGGCTGAATACCA 261

Ad05A1486 Aradu.A05 1486 c (T)10ggctttg(T)10cccttcttctttgttctctctaaggaagagagaaaattggtggtggtggtgtaggagaagaaaatccagggcgtgtgtaatgaaaaccgaagatc(T)12134 3478005 3478138 AGGGAGAAGAGTAAACGGCG TGGAAACATAACCAATCCAAA 256

Ad05A1501 Aradu.A05 1501 p2 (AT)6 12 3518871 3518882 GCTTTGGAGTCTGGAGAGCA TTCGGCGTAGAAAGTGGAAC 221

Ad05A1508 Aradu.A05 1508 p2 (TC)6 12 3533089 3533100 TAATTTGCCCCAGTGCTTTT TGCATAATGAGAGCATGCAG 240

Ad05A1517 Aradu.A05 1517 p2 (AT)8 16 3548323 3548338 CTTATTTAAGCGAACGTGATCC TGGTTATTTTTCTTTTCCCCTTC 265

Ad05A1518 Aradu.A05 1518 p3 (TTA)7 21 3550022 3550042 CATATATATTAAGACCAACAAATCGAA GCAGCTCCATCTTAGTCTCTATCA 258

Ad05A1519 Aradu.A05 1519 p2 (TA)6 12 3555786 3555797 CTGTTTGCAGGTGAATGGTG TGGCATCCTTTCATTCCTTT 271

Ad05A1522 Aradu.A05 1522 p3 (AAT)6 18 3564185 3564202 GCTTTTGCTTGGTATGGAGC TAGGTTGGAAAAGCTGGTGG 239

Ad05A1525 Aradu.A05 1525 c (GA)7gggagggagggagg(GA)742 3568145 3568186 GGCGACGAAGTCAAAGGTAG GGTCGCCACTCTCTTCACTC 115

Ad05A1528 Aradu.A05 1528 p2 (AT)7 14 3571638 3571651 TCTGCACATCTGCCATTTTT AAGAGCCAATTTAAATCCAACC 189

Ad05A1529 Aradu.A05 1529 p3 (TAA)5 15 3572959 3572973 CAACATTTTAGTGACGGAGATGA TACGTTGCATCCCCTTCTTC 255

Ad05A1531 Aradu.A05 1531 c (TC)55(AC)24 158 3591705 3591862 TGCTTCTTGTTTGTATTTTGTTCA CCACTTCCATGGCAATAATTC 244

Ad05A1532 Aradu.A05 1532 p2 (TA)7 14 3593037 3593050 ACTTTTGTGCTGTGGTTCCC GCATTAACGATAACGAACCCTT 242

Ad05A1534 Aradu.A05 1534 p2 (TA)7 14 3594983 3594996 CTCGCCGAAGAATGACAAAT TCTCCCACACATTTTTAATTGTAGA 110
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Ad05A1537 Aradu.A05 1537 p3 (TTG)8 24 3604020 3604043 TGATAGAGCACAATGGCGTC GTTACGGCCCGATTTGATAA 192

Ad05A1539 Aradu.A05 1539 p3 (TAA)5 15 3606327 3606341 ACCAAAGGAAGCATTCTGGA CGACGAAATTTCAGCATTCA 123

Ad05A1542 Aradu.A05 1542 p3 (TTC)6 18 3608973 3608990 GATGATCCGCGTAGTGAACA CGCAACTCAACCAACAAAGA 214

Ad05A1543 Aradu.A05 1543 p3 (ATT)5 15 3612172 3612186 AAGTCTGTCTTGAGAAAAGTTTGTT CATCAATGTTTAAAAGTATGGATTAAA 204

Ad05A1545 Aradu.A05 1545 p3 (TAT)8 24 3614319 3614342 GCAAACAGAATTATCCAATCCA TGTGTCAAGTGCTCTCAGCC 179

Ad05A1547 Aradu.A05 1547 p2 (AT)7 14 3615592 3615605 GGCCGAGGAATACGTTACAA CGTATCAACATGTTCAATTTTATTCA 213

Ad05A1548 Aradu.A05 1548 p2 (TA)6 12 3618525 3618536 CATTATAGAGAGGAAGGGGTCAAA TTTCTTTTCTCCGAACCATACTG 188

Ad05A1550 Aradu.A05 1550 c (CT)12(CA)8 40 3627400 3627439 TGCAAAGTTTGAGCATCGTT CATGTTTCTCCAAAAGAAACTAACA 262

Ad05A1554 Aradu.A05 1554 p5 (GGGTA)5 25 3646154 3646178 AAAGTTGAACCCACAACCTTTC CTACCCACGGGTTGAGAATC 264

Ad05A1555 Aradu.A05 1555 p3 (TTC)5 15 3656136 3656150 CGCCCTTAATGTTGCATTTT GCCGCTAGTGCTAGATATTGA 280

Ad05A1556 Aradu.A05 1556 p3 (AGA)5 15 3657007 3657021 TGGTGGGTGTGGGTCTAAAT CGGCCTCTGTTTCTACTTCG 225

Ad05A1558 Aradu.A05 1558 p2 (AT)9 18 3659894 3659911 GAGTGCCGATTCACCATTTT ATCGAAGCCTCAACCACATC 230

Ad05A1560 Aradu.A05 1560 c (CTA)6(ATA)8(TAA)1072 3661697 3661768 TTTTTAGTCAATTTTGTGAGCATTT GGCACCATGTGTCCTTCAA 197

Ad05A1561 Aradu.A05 1561 p3 (GAG)12 36 3667003 3667038 TCCAAAAGCACCTTTCCAAC TCATGCACCCTTTCTTCTCC 180

Ad05A1562 Aradu.A05 1562 p2 (GT)6 12 3667171 3667182 GGAGGAAGCATTTTTGTCCA AAGGTGTTTATTGGCATCGC 198

Ad05A1563 Aradu.A05 1563 p5 (ATATT)5 25 3667523 3667547 TGCAAAACATACACATATGAAAGG AAAATTATGTTCTTTTAATAACCGTGA 141

Ad05A1564 Aradu.A05 1564 p3 (TTC)5 15 3667906 3667920 CCTTCAAATCAAAATATCATTCTCC TGTTAGTTGAAATTCTGTTGCTACG 149

Ad05A1566 Aradu.A05 1566 p2 (TC)6 12 3668671 3668682 CCGGACCCTTCTTCTTCTTC GGTTAAGTATGATTTTGATTTTTAAGG 253

Ad05A1567 Aradu.A05 1567 p2 (AT)7 14 3673462 3673475 CCACACCACTTCTGTTTTACGA TGGTAGCTGTGAATTTATTGAATTTT 275

Ad05A1572 Aradu.A05 1572 c (T)10catgaaatatgttgattagatttttttcttttgtgttaataactataatggtccactttataattctcttctcatcgaataaaattgtc(T)12111 3698781 3698891 GAAAATGAATGTAAGATGAGCAATTC TCAAAAGATGGATATAACCAATTAGAA 219

Ad05A1574 Aradu.A05 1574 p2 (TA)7 14 3705671 3705684 TTCGCTTCGTTAGCTTCACA TGGCAAATCTAGCCCACTTC 257

Ad05A1580 Aradu.A05 1580 c (AAT)5gtatgcatgaccgagtataaatcgtccctacttcagattcagatctttgccctgacaccaaaaccagtcaccaaacactccataataagccattgatt(A)10123 3717596 3717718 TCTAACCATGAATGCAAACTTGA CCAGAAGGCAGAGAAAAGCA 259

Ad05A1582 Aradu.A05 1582 p2 (CT)10 20 3726106 3726125 CCCCTAACAGCCCCTAAAAT AAGTGTGTTGTGTGCGTGTG 208

Ad05A1585 Aradu.A05 1585 p2 (AC)9 18 3732139 3732156 TTGGAAGATGGCAATGAATG TGAAAAGCCCAATGGTTAGC 233

Ad05A1586 Aradu.A05 1586 p3 (TGG)6 18 3735570 3735587 CGGTACGCAGAAGAAGGAAG CTGGGTCCCTAGTCCTGACA 162

Ad05A1592 Aradu.A05 1592 p2 (TA)7 14 3755795 3755808 CAGAAAGGATCCAAAGAGAACG TGCCTTTGTTAGAGAGTTTGGA 276

Ad05A1594 Aradu.A05 1594 p3 (ATC)5 15 3759830 3759844 TCAAGAACAAAAGGACTCGTGA GCAACAGAAAGAAGGGCTTG 271

Ad05A1596 Aradu.A05 1596 p3 (TAA)9 27 3762184 3762210 TTGCAATGGGAACCTTTCTT TTTTTAATGGTCAGGGGACG 278

Ad05A1605 Aradu.A05 1605 p2 (TG)6 12 3804450 3804461 TTCGTACATCGTCCTTTAGCAA TTATGCAAAGCAATGGCAAA 194

Ad05A1608 Aradu.A05 1608 p3 (AAT)10 30 3809927 3809956 GGTTTGCCTGTGAAGTGTGA TCACAAGCAGAAGGAAGGGT 140

Ad05A1611 Aradu.A05 1611 p2 (TC)10 20 3812862 3812881 CATCGCTGCTCATCCTGTTA AGCAACATTCGGGCTCATAG 184

Ad05A1614 Aradu.A05 1614 p3 (TAA)5 15 3817951 3817965 TCTGAGGTGGAAACCATGAA GAATTCATGGCTCTTGGGAA 175

Ad05A1619 Aradu.A05 1619 p2 (AT)7 14 3825503 3825516 AAAACAAAGATGCTTGGCGT TGATGCTCAAAATATGCTTGTTC 224

Ad05A1621 Aradu.A05 1621 p3 (ATA)6 18 3830468 3830485 ATGTGGCAGCAATACAAGGC ACCAATCATGTGCTTCATGC 185
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Ad05A1623 Aradu.A05 1623 c (AAT)5aaatttgaagttaactaaaataataataagtatgttacattaaaatcaaaatgacatgggtttaatttttagagttaagaa(T)10106 3833265 3833370 CCCTCCAATTAACGTTGTCG TGGGAATATGAGAGAGAAAGTAAAAA 237

Ad05A1624 Aradu.A05 1624 p3 (TGA)5 15 3834874 3834888 GGTGTTGGGAAAGTGCTTGT CAGCAAGGGTTGAAGAGGAG 174

Ad05A1625 Aradu.A05 1625 p2 (TA)6 12 3835098 3835109 CTCCTCTTCAACCCTTGCTG GGATATACCCCACATTTTCTTCA 222

Ad05A1632 Aradu.A05 1632 p3 (GGT)7 21 3857950 3857970 TCGTCGCAGGGTACCTAATC ATGGAAACTAATCCAGCCCC 189

Ad05A1639 Aradu.A05 1639 p2 (TG)8 16 3876907 3876922 CTGTGATGCTCAATCAACCAA GAAACTTGCAAGGGAAAGCA 275

Ad05A1640 Aradu.A05 1640 p2 (AG)20 40 3879146 3879185 GAAGAGGGTGGTGGTGAGAA CAAGTGCCAGCCTTTTCTTT 230

Ad05A1641 Aradu.A05 1641 p3 (TCC)5 15 3879495 3879509 AACCAGACTGTACCGCATCC TTTGTGGGTTTCAGGGAGAG 271

Ad05A1642 Aradu.A05 1642 p3 (TAA)14 42 3881939 3881980 TTCGGTAAAAGATGCCATGA GTTCGGGGATGACTCTGAAA 198

Ad05A1643 Aradu.A05 1643 p3 (TAA)23 69 3885797 3885865 GCTTGCCAACTCAGCTTTCT TGCTTGATTTCTAAACACCAAAT 255

Ad05A1644 Aradu.A05 1644 c (TTC)5atattattgcaca(TTC)646 3886802 3886847 ATTTTTCAATCAACGGGCAT TGGGTTTAGCCCAACTTGAA 173

Ad05A1645 Aradu.A05 1645 p3 (GAG)8 24 3887294 3887317 CGTCGTGTTTCTCCTCCTTC TGGCTTTGGTGGTTGATTTT 280

Ad05A1649 Aradu.A05 1649 p3 (ATT)5 15 3902857 3902871 GTGTAGCGGTTTACGTGCAA CAACTCTGCTAGCCACTTTGA 229

Ad05A1651 Aradu.A05 1651 c (T)11gtggattatatgatacacttgttttgtggattatatgctattcaataactatcttggcattacataaaatatggggtaaaatga(T)10105 3909759 3909863 CCAAATTTCGAGAAACAAAACA ATGCTGATTCCACCTTCCAA 280

Ad05A1653 Aradu.A05 1653 p3 (TTA)6 18 3914282 3914299 AGCCACGTGTTTGCTTCTCT CAAAGCTGTGTCAATTTCTTGTG 263

Ad05A1654 Aradu.A05 1654 p3 (ATC)5 15 3915001 3915015 TCGTAACAAACCTGCAATGG TAAGGAGGGAAGGACGTGAA 263

Ad05A1655 Aradu.A05 1655 c (A)46gagagaagaagag(A)1069 3924894 3924962 TTGGCTGTGGGTTATGTTCA AGGTGTCTTGTCCCTTCCCT 217

Ad05A1662 Aradu.A05 1662 p5 (TTCTC)5 25 3936170 3936194 CATTAAAAGCCCGCGACTAC TTTTCCAGTTGACGAAACCC 195

Ad05A1670 Aradu.A05 1670 p3 (AAT)7 21 3949709 3949729 CCAAACCAATACAAGCCAGG TCCACCACCACTAATCCCTC 180

Ad05A1676 Aradu.A05 1676 p2 (AT)6 12 3959527 3959538 CTGGCTTCTTTTGTTGGCAT TGCACAAAGCAGAATTCAAA 213

Ad05A1679 Aradu.A05 1679 c (TAA)6aaataataataacaacaac(AAT)861 3990939 3990999 TCATGGCATGTTCATCCAAC ACACACCCTCACCACTCTCC 245

Ad05A1686 Aradu.A05 1686 c (TCA)5tcccaaatcctctatttctctctccataaccctcccatcactattaccccaccaccatcatctcctcaccacaacaacacaaacacaa(ACC)5118 4008031 4008148 TCGTCACCTGTCAGACAACTTT GAAGGAATTGCAGTGGTGCT 186

Ad05A1687 Aradu.A05 1687 p3 (GAT)5 15 4008550 4008564 GGTGGTGGTGATGTTGTGAG TCCAATTTTTCCCTTCCAAA 163

Ad05A1693 Aradu.A05 1693 p2 (CT)7 14 4030514 4030527 GGGGAATGTGGAATTTGTTG CCGTGACCCTCCGTCTATAA 257

Ad05A1701 Aradu.A05 1701 p2 (AT)10 20 4042692 4042711 TAACACGTTTTGCGCTCTTG TGATTGTTGATTGTGATAAGAAAAA 150

Ad05A1707 Aradu.A05 1707 p2 (AT)7 14 4064107 4064120 GTTGGTATGGCAAAACCCTG TCATGATCGTGTCCCTTTGA 252

Ad05A1712 Aradu.A05 1712 c (AG)6gatggacggcgacggcgttaggtcttctttctgacctcc(T)10attgc(GT)678 4074283 4074360 GAAAGAAATGGAGACGCCAG CCCCTTCCTACTTCCACACA 254

Ad05A1715 Aradu.A05 1715 p3 (TTC)8 24 4085706 4085729 TTGCGCGTCTTTCATTAACA CGAAGGAACCGAACAGAGAG 274

Ad05A1721 Aradu.A05 1721 p3 (ATG)6 18 4105246 4105263 TGCAGAAATTTCAAGTGCGA TGCATGTCATAACCGAAGGA 157

Ad05A1723 Aradu.A05 1723 p4 (AATT)6 24 4110179 4110202 GATCCACATGAATAACGGCA TTTCCTCCATAGTGGGGTCA 272

Ad05A1724 Aradu.A05 1724 p3 (GGC)5 15 4115594 4115608 CGTCAAAATCAGGGTTTCGT GACATGGGGGAAGACAAGAA 170

Ad05A1730 Aradu.A05 1730 p3 (TAA)6 18 4137548 4137565 TGGTGGAGACTCACAAGACAA TCGTTCTTATTACCGCCGTC 276

Ad05A1732 Aradu.A05 1732 p3 (AAG)5 15 4138533 4138547 TTGATGACGACGATAGCGAG TCCCCACATACAAGCATTTTT 137

Ad05A1733 Aradu.A05 1733 p3 (TTA)9 27 4138756 4138782 AAAATGTGAAAACGGCGTAAA AGACCCAAGTACGTTTTCTTGA 249

Ad05A1735 Aradu.A05 1735 c (T)11cttaaaatgaaaatagactctctattttagatgtttta(T)1160 4149389 4149448 TCGTTGACCACTAATAGAACATCC GGACTGAAATTGGACCGAAA 202
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Ad05A1736 Aradu.A05 1736 c (A)12(TA)9 30 4152920 4152949 GGTGGTCCACATCTCACTCC CGGGCCGAAACAAAGAATA 248

Ad05A1737 Aradu.A05 1737 p3 (TAT)8 24 4158379 4158402 AATTTTTAATGCCAAATTTTTAGTG TGCAAGACTTTTGTAATGGCA 156

Ad05A1740 Aradu.A05 1740 p3 (TCC)6 18 4161643 4161660 AAGCTGAAAACCCTGCTGAA CAGGAGATAAGGGAGAGGGG 230

Ad05A1749 Aradu.A05 1749 p3 (AAG)5 15 4172498 4172512 TGCATGTACAAGGGCTCAAC CACAAAGGTCACTGAACCGA 280

Ad05A1751 Aradu.A05 1751 p2 (AT)6 12 4184132 4184143 TGAGTCCCTTCTCAGTGCCT CTCCAAGCAACTCCTCGAAC 217

Ad05A1757 Aradu.A05 1757 p4 (GCTA)5 20 4203147 4203166 GGCAATACCATGCAACTGAA TTGGAACAAGCACCCTTCAT 193

Ad05A1761 Aradu.A05 1761 c (TAA)11tatgtattctcctattagtttaaatttttaaaataagtaattttatgatataagaattcaattcttattaatttt(A)10tcaacataaaataaataaaaaaaagatatgtaaaatttatgcaaaatct(A)10177 4205448 4205624 TTGCACCCTAAATCACAAACA TCATTTGTGTGGAAAATTTATGCT 279

Ad05A1762 Aradu.A05 1762 p3 (AAT)5 15 4205907 4205921 TCCCGAGGCAAAACTTACAC CCTAATGGGAGGTTCAGCAA 229

Ad05A1763 Aradu.A05 1763 p3 (TTG)5 15 4212361 4212375 TCATGTAACCGACCCCACTT GAGTTTGCAACCGGATGATT 169

Ad05A1765 Aradu.A05 1765 p2 (TA)8 16 4213087 4213102 TCATGAATGTTGAATATCTTGCC ATTGGGTTGCTTTGGTTTCA 258

Ad05A1766 Aradu.A05 1766 c (AAT)17agcaaaaaactttgcactgcaaaagcaaaggaattaaactacacaaataaattct(A)10116 4215732 4215847 TTCTTCCTTCTTTCTAAGTCAAATCC TTTTGACCTCCCCAAGACAC 276

Ad05A1767 Aradu.A05 1767 p2 (GA)6 12 4216477 4216488 CCAAGAAATTTCAGCTTCGG ACGGATTGCCTTTCACTGAT 245

Ad05A1768 Aradu.A05 1768 c (A)11gtgtgatacgaggttgggttatttgtgcagttttaattgtacagtgcaatttagatgagatgattt(A)1087 4219820 4219906 CTTTCCCTTTCGCTTTCCTT TCAAAACTATTTGAAATTGGATCA 154

Ad05A1771 Aradu.A05 1771 p2 (TA)8 16 4227958 4227973 AAGAAGCTAAGGAGCCCACC TACCTTCGTTTCATTTCCCG 213

Ad05A1772 Aradu.A05 1772 p3 (AAT)5 15 4231997 4232011 GCGCAACCCAATTCACTAAC AGGCAACATGCTCTGAATTTT 272

Ad05A1778 Aradu.A05 1778 p2 (AG)6 12 4252019 4252030 TGCCTTTTTCCTTGTTCCTG CTAACATCTCCCCCTCACCC 177

Ad05A1779 Aradu.A05 1779 p2 (AG)8 16 4252257 4252272 TGAGAGAGAAGGAGGATTTTCG TGGTTTTCAAAATTTGGTTCAA 256

Ad05A1780 Aradu.A05 1780 c (TC)7tt(CAC)6 34 4255913 4255946 CCCTGGCGTATCTCTCACTC GGGTAGTGGTGGTATGGTGG 181

Ad05A1783 Aradu.A05 1783 p3 (CAT)5 15 4268759 4268773 TTCTCCATGAACTGCAGACG GTATGAGGAGGGGTCCGATT 216

Ad05A1785 Aradu.A05 1785 c (T)12actacaagaatttcagttatattattaaaataattcgattaaatgtatgatccaatttgactataattctgtgagg(A)1098 4273562 4273659 TGATCAGAGCAACAAACGCT ACCATTGCAATTCCCACAAT 235

Ad05A1788 Aradu.A05 1788 p3 (GAA)5 15 4278412 4278426 ATGACTCCCCGAAAGGTTG TCTCTCCCTTCTTTGTTTCCA 277

Ad05A1790 Aradu.A05 1790 p2 (CT)6 12 4287329 4287340 GTTAGACGGAACCGAAGACG AGCGTGGAACAGAAGGAAGA 155

Ad05A1794 Aradu.A05 1794 p2 (GA)9 18 4296031 4296048 AAATTTCAAAAGAGGGAGGGA TGGAACATTGGAACCAAACA 195

Ad05A1795 Aradu.A05 1795 p2 (CA)7 14 4300313 4300326 GATGCAGAGAAGCCTCAACC CTCACGGATTAGCCCTTCAA 171

Ad05A1797 Aradu.A05 1797 p3 (ATC)6 18 4313307 4313324 ACCAACCCCATGACTCACAT TGGATTCATGAAAAGGCACA 194

Ad05A1801 Aradu.A05 1801 c (TAT)15(GTT)6actgttattataataataatttcttaagataataatagtaataatactgtttagttatcg(TAT)7144 4330004 4330147 TTGTTGTTGTTGTGCCTATGA TGCTAGTGCCTCTGTCGCTA 274

Ad05A1802 Aradu.A05 1802 p3 (TTG)18 54 4330877 4330930 AACGTCGGTATTCCACTTGC TCGTGTATGTCGATGCCAAT 168

Ad05A1809 Aradu.A05 1809 p2 (TA)6 12 4352451 4352462 AAACTCAATACACACACGCAAT CGGTTTATGCACAATTCACG 273

Ad05A1810 Aradu.A05 1810 p2 (AT)6 12 4355112 4355123 TCCATTTTTCATTTTGTGCATT AACATATGCGCACACACACA 262

Ad05A1811 Aradu.A05 1811 c (T)12atttttctagtacttttacttttactactaaaaatttaccaaacacgctaaaaaataaaaaaaagatcttttttcgttgaaaa(T)11106 4360101 4360206 TTGTTTATTTGTTATGTGAAAAACATC TGCTTGTTTGGGCATCATTA 223

Ad05A1812 Aradu.A05 1812 p4 (TAAC)5 20 4368102 4368121 TGTAATGGGTGGTTGCTTCA AGAAAGCTTGTGGATGCAGG 158

Ad05A1814 Aradu.A05 1814 p3 (ATC)6 18 4371119 4371136 TTCTCCAAATCAATTCATCACAA ATCAGTGGGGAAGGAACCTC 201

Ad05A1816 Aradu.A05 1816 p2 (TA)8 16 4377267 4377282 TGACGAATTTGATAAAGTAACAACAA CGCGTTCTTAGCTTGTCCAT 276

Ad05A1818 Aradu.A05 1818 p3 (ATT)7 21 4383362 4383382 TTGGTGTATGAATGTATGACGAAA AACGTTTTTGTCACGATAGGG 233
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Ad05A1819 Aradu.A05 1819 c (A)11gctttcaatttttaatttgtttggaaacattatagctagtacgatgattgtgattaaacgtgactgtgtgtatgcttcttgtcgtttcct(CTAG)5121 4384191 4384311 TCATATATATCATCCAACAAAAGCAAA AATGATGCACGTAACTATATACACCT 228

Ad05A1827 Aradu.A05 1827 c (T)10gtcaaataaaattgag(T)1036 4417777 4417812 TTTTGAAGGAAGAAATTGCATTA GCATAGGGTTGTGTTGGCTT 160

Ad05A1835 Aradu.A05 1835 p2 (GT)6 12 4451891 4451902 CGTGGTGATTGGAAAGTGAG ATTGGTAGTGAGTGTCGGGG 187

Ad05A1838 Aradu.A05 1838 p2 (TC)6 12 4460120 4460131 TTGCACTTAGCAGCTGAACC TTTGGATCCGTCACTGGTTT 188

Ad05A1839 Aradu.A05 1839 p2 (TA)6 12 4461399 4461410 TCGATTTCGAGTGAGAGCAA AAGATGTGGTCATGATGCCT 223

Ad05A1841 Aradu.A05 1841 p2 (AT)6 12 4466462 4466473 AGAAAGAACCGAAGATGCTCA TTGCGTGCCACACTTTTAAT 239

Ad05A1843 Aradu.A05 1843 p2 (TC)7 14 4471913 4471926 AGTAAGGTGGCTCGTGGATG ATGAAGGCGGAGTAATCCCT 108

Ad05A1844 Aradu.A05 1844 p3 (TCC)9 27 4472045 4472071 AAGATTCACCCTCCGCTTCT CTTCTGAACTTTCCTTGCGG 275

Ad05A1845 Aradu.A05 1845 p2 (TC)14 28 4472362 4472389 CGCAAGGAAAGTTCAGAAGG CATTCCTTGGCCTATCAGGA 227

Ad05A1846 Aradu.A05 1846 p3 (ATG)5 15 4479345 4479359 CACGTTCTTTCTCGTCGTCA CAACAGCAACAACAACCACC 244

Ad05A1847 Aradu.A05 1847 p3 (ATA)6 18 4482126 4482143 AATCTTTGCACGTATTACGCTT CACAAATTTTGCTTCAATTCCA 117

Ad05A1851 Aradu.A05 1851 p3 (AAT)5 15 4495655 4495669 AACACCATCAAATTTCGTTCC GTTTGCCACCCCTAGCCTAT 279

Ad05A1852 Aradu.A05 1852 p3 (TAT)5 15 4497534 4497548 AATCACATGCATGAACACGA GGAGAACCAACACGCAAAAT 263

Ad05A1856 Aradu.A05 1856 p4 (AAAT)5 20 4504989 4505008 AGCACGAAAGAATCAAGCAAT CTGATGAAGATGTTTGCATGG 234

Ad05A1859 Aradu.A05 1859 p2 (AT)7 14 4509136 4509149 TTTTTGATAAAAACGCAAACG AGTTTTGACTTTTGTCCTTGAAAA 162

Ad05A1860 Aradu.A05 1860 p3 (CTT)6 18 4510105 4510122 ACGTTTTCACTGCACCTTCC GAAAAGGCAAGAAACGAAAGAA 240

Ad05A1863 Aradu.A05 1863 p2 (AG)7 14 4512817 4512830 TTCATCTCCCTGATTGCTCC TTCCAGTGGGAGTCAGTTCC 199

Ad05A1864 Aradu.A05 1864 p2 (TA)6 12 4515621 4515632 TGGACCGCTAAGGTCATTTT CCCCAAATCAAAGAAACGAG 249

Ad05A1865 Aradu.A05 1865 p2 (AT)8 16 4519996 4520011 TGAAGTGCTAATGGCTTTGG GTGCAGCTTCCCAAAAGAAA 122

Ad05A1867 Aradu.A05 1867 c (TAA)13(TTA)8 63 4532805 4532867 CATCAACATGACAGTTCGCC TATGGGAACCAAAATGGGAA 198

Ad05A1870 Aradu.A05 1870 p2 (TC)8 16 4538767 4538782 ACACATTCTTCGCTGCTCCT CTTTGCTAACCTTCCGTTCG 116

Ad05A1875 Aradu.A05 1875 p2 (AT)9 18 4546931 4546948 GGGGTTAGAATATGCCTTTGC TTTTGGTGTATGTATGGTTGGAA 254

Ad05A1880 Aradu.A05 1880 p5 (CCAAT)5 25 4568868 4568892 CATGGTAACCGCACGATATG CAGCACTCATTGTCCAATTCA 225

Ad05A1887 Aradu.A05 1887 p3 (GAA)5 15 4584402 4584416 CAGAGGAGTTCAAAGCCAGG ACTGGCAAAGAGTGCCTCAC 267

Ad05A1894 Aradu.A05 1894 p2 (TA)6 12 4598964 4598975 TTTGTAAGCAAATCGGAGGG TGGATTTCATCAGCTGTTTACG 225

Ad05A1899 Aradu.A05 1899 p3 (AGA)5 15 4611262 4611276 GATGAGTGCGGTTTGGATCT TAAACTATGGCGAACCCAGC 239

Ad05A1902 Aradu.A05 1902 p3 (TAA)5 15 4624657 4624671 TTTGATTCGATGAACAGATACGA TTTTGGTTCTTTTGGTTTATTTTT 232

Ad05A1903 Aradu.A05 1903 p3 (CAA)5 15 4629492 4629506 AACTCGGGATACCAAAGAAGC CGGCATTGGCAAATACTTTT 273

Ad05A1904 Aradu.A05 1904 c (AAT)8(ATT)19 81 4632745 4632825 ACAAACACCAGAGCCACTGA GCCAGATATTTGTTCCGACG 278

Ad05A1913 Aradu.A05 1913 p3 (AAT)17 51 4651498 4651548 GTTGTGCTGTTCGGATTCAA TTTTTGATCTCTTGGTGCGA 154

Ad05A1914 Aradu.A05 1914 c (TC)6ccccttcactcaa(TC)9cccttcctt(TC)664 4652280 4652343 AAACTGAATTGAAACTGAACTGAAA GAAAGAGAGAGGGAGGGGAG 273

Ad05A1915 Aradu.A05 1915 c (TC)8atttttctctccccctctctccctctcctttcttttctcccacttccttctctctctcactcccattccatcccct(TC)7106 4652864 4652969 TCTCTCCTTCTCCTCTTTCTCC GGAGAGGATAGAAACAAAAGGG 174

Ad05A1916 Aradu.A05 1916 p2 (TC)10 20 4653215 4653234 CCCCTCTCTCCCTCTTTCTC TCCCCTTTTTCTATCTCTCCTTC 278

Ad05A1917 Aradu.A05 1917 p2 (GA)9 18 4653632 4653649 AAGAAAGGCGATGGGAGAAA CCCCTTCCCTCTCTTTGTCT 121
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Ad05A1918 Aradu.A05 1918 c (GA)6agagggggagggaaagaagat(AG)645 4653753 4653797 GGGGGAGAGAGAAAAGGAAA CGCTCCCTCTCTCTCAGCAT 264

Ad05A1919 Aradu.A05 1919 c (GA)8taagggagagagagaatgagagaattgatagagagggagaaatgga(AG)674 4654098 4654171 TTGAGAGAGAGGGACCGAAA TCTCCCCTCTCTTTGTCTTCC 187

Ad05A1920 Aradu.A05 1920 c (GA)8ggagg(GA)6 33 4654300 4654332 TCCATTGGATCCTACCTTGC CGGGGTAATCAAATCGTCAC 120

Ad05A1921 Aradu.A05 1921 p2 (AT)6 12 4655035 4655046 TTGTGGCCACTAGAGACGTG GTTTCGCCATTGTTAGCCAC 212

Ad05A1932 Aradu.A05 1932 c (AAG)8aaaaagcgttgggcaagagcgatttagtgtgtgttggacgcgtgtatttcacgtttcatttaatggtattgga(T)10107 4675723 4675829 GTCGCCCCATCACAACTACT TGATCTGCCTGTGCAAAAGA 226

Ad05A1933 Aradu.A05 1933 p3 (TAT)17 51 4676708 4676758 CCGAACAAATTAGCCTTTGC TAACCGACCAAGGTTTGGAA 262

Ad05A1935 Aradu.A05 1935 p3 (AAT)5 15 4690593 4690607 ACCTCCTTTTACGCCTTGCT TGTGGTGAGCTGACCTTGAT 280

Ad05A1937 Aradu.A05 1937 p2 (GA)7 14 4691249 4691262 GTCAGAACGACGAGACGACA ATGATTTTGGGCTGAATTGG 243

Ad05A1939 Aradu.A05 1939 p2 (AT)6 12 4692336 4692347 GAGGTTAAGCCTCCGTTGATT TTCGTTAGAGTTTCGTGCTGA 260

Ad05A1940 Aradu.A05 1940 p2 (TA)6 12 4697693 4697704 CGAAACTTTTCTCTCTCTCTTTCA TCCGACAACCTTTCATAATCA 279

Ad05A1941 Aradu.A05 1941 p3 (TTA)16 48 4698418 4698465 TCAGCTTTTGTCCAGGGTTC CCCATAGGCCATAGCACACT 254

Ad05A1942 Aradu.A05 1942 p2 (AT)9 18 4701072 4701089 TGCAAATGATTTTGCGAGAG TTTTTCATTGACTTTTTGCTGAA 267

Ad05A1943 Aradu.A05 1943 p2 (AT)7 14 4701615 4701628 CCAGACTCATCAACGTGTCAA TTGTCATTTTTCTTCTTCTCGTTC 276

Ad05A1944 Aradu.A05 1944 p5 (ATTTT)5 25 4702622 4702646 GCACTATATCACTGCCATTGGA GCTACGGTGCCTAAAAGGTG 272

Ad05A1945 Aradu.A05 1945 p2 (AT)8 16 4703966 4703981 GAGCAGAAGAGGTGGCTGAC TGGATTGGAGCAATCACTTG 229

Ad05A1948 Aradu.A05 1948 p2 (TA)7 14 4707343 4707356 GACGGTGGGTGAGAACCTTA TGTATCAGCCTAGGGATGGC 226

Ad05A1949 Aradu.A05 1949 p3 (AAT)16 48 4710069 4710116 TATCTTGTATGCGGTGCCAA CCACTTGCACGATGGTATTG 165

Ad05A1951 Aradu.A05 1951 p2 (TA)6 12 4715221 4715232 TTGTCAGGCCGCTCTTTATT TCACAATAAAAGGAATAAGATGCAA 216

Ad05A1953 Aradu.A05 1953 p2 (AG)8 16 4723363 4723378 CAACGGTAACAACGACAACG CGACCAGTAAATCCGACGAT 252

Ad05A1955 Aradu.A05 1955 p3 (GAG)5 15 4729593 4729607 TCAGAACACATGCGTCAATTC CTGCGCTTCTTCTTCTTCGT 271

Ad05A1957 Aradu.A05 1957 p2 (TG)6 12 4734101 4734112 GAGTATTGACGGCACCCACT TCGAATTACACACACGCACA 167

Ad05A1959 Aradu.A05 1959 c (AC)6(AT)6 24 4749532 4749555 CAAGCATGTCAAAATATGAAATAATG TGTTAGAAACAAGAGAGTAAACTGAAA 272

Ad05A1961 Aradu.A05 1961 c (T)10a(T)11 22 4755442 4755463 TTTCAAGGACTGGCTTTGCT CCACCATTTGTGTTGAGCTG 205

Ad05A1962 Aradu.A05 1962 p3 (CCT)5 15 4756681 4756695 ATAGCAGAAGCGGTGGAGAA TTTGAAGAAGCGTCCCAAGT 206

Ad05A1965 Aradu.A05 1965 p3 (ATA)5 15 4760519 4760533 GATTAGGGTGCCAAGGACAG CCTCTTTTGATATTGATCGTCG 274

Ad05A1967 Aradu.A05 1967 p3 (CCA)5 15 4760918 4760932 ACAAAGAAAGCCGCATCAAT CTGAAGCCTTTTTGTTGGTG 227

Ad05A1968 Aradu.A05 1968 p6 (GGTGAC)5 30 4761488 4761517 TCAACCAAGAAGCACTGCAC CCATGGACTCTCCACCATCT 185

Ad05A1969 Aradu.A05 1969 c (GAA)7aacagagaaacagagacagtgctgttctgttttttgaagtagaacagaggaatgagaatggggttgttattgtgattgatatatagtaaca(AAT)8136 4761859 4761994 TGCCACCAGAATTATGGACA CATTGGTGTTGGACCTCACA 249

Ad05A1970 Aradu.A05 1970 p3 (TAA)21 63 4767441 4767503 AATTCACCGTCCGAAACAAC GGCGAGCCAATATCCATCTA 250

Ad05A1971 Aradu.A05 1971 p3 (TAA)21 63 4771467 4771529 AATTCACCGTCCGAAACAAC GGCGAGCCAATATCCATCTA 250

Ad05A1972 Aradu.A05 1972 p2 (CT)20 40 4773111 4773150 CTTCCTCTTCCCCACTTTCC GCAATTTGCTTGCATAGACG 183

Ad05A1973 Aradu.A05 1973 p2 (AT)11 22 4777860 4777881 CACAGGATCGGGAACAAGAT ACCGCACCTCACACTTCACT 176

Ad05A1977 Aradu.A05 1977 c (ATT)19tgttgtgcatattttttcaggtgaagaattcagccgagagaaatg(AGA)5117 4785479 4785595 AGTGTTTTGGCACTTTTGGG AATTCCATCAAATCCGCTTG 271

Ad05A1980 Aradu.A05 1980 p2 (TA)11 22 4789370 4789391 TTGAGATGAATGAAATTAGAGTAATGA TTCACACATTTCCATCCCATT 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A1982 Aradu.A05 1982 c (T)11(A)11 22 4800004 4800025 TCATTGCATTGAAACATCCAA TCAAATTAGGAGCCACAGCC 195

Ad05A1984 Aradu.A05 1984 p2 (AT)6 12 4812693 4812704 CCCACGTGATCTCTCTCCAT CCTTCCCCTGTTCCGTTTTA 271

Ad05A1991 Aradu.A05 1991 p3 (GGT)5 15 4827756 4827770 CAGCCTCTCACCTTCACCTC CGCCTGGTAGAGAAGACGAC 236

Ad05A1994 Aradu.A05 1994 p2 (GT)9 18 4845643 4845660 AGGAGCATGCATCACCAAA AAATTCTGCTGTGGTCCCAA 280

Ad05A1996 Aradu.A05 1996 p3 (TTA)16 48 4849100 4849147 ACAATGTCTCCCATTCCTCG AAGCCGTAAAACTAGTTATTGATGTAA 212

Ad05A2004 Aradu.A05 2004 p2 (AT)6 12 4864500 4864511 CAAGCCCACCAATTTTTGTT GAGTGAACAGGCTTATTTGTTGAA 235

Ad05A2005 Aradu.A05 2005 p4 (TAAA)6 24 4865383 4865406 GCAAAAGGACCACGACAAAA CATGAGAAATCGATATGTTTAAGTTT 280

Ad05A2009 Aradu.A05 2009 p2 (GA)18 36 4881012 4881047 ATGGAGGAGGACAACGACAG CTTCCTCCATCATCCCTTCA 236

Ad05A2012 Aradu.A05 2012 p3 (AAT)5 15 4890741 4890755 AACGATCTCGCAATCAAACC AACAACGGATCTGGAAGGTG 229

Ad05A2014 Aradu.A05 2014 p3 (AGA)9 27 4894534 4894560 AGCAAAGGAGACCACGAGAA TGCATTTTCCACTTCAACCA 135

Ad05A2027 Aradu.A05 2027 p3 (TTA)5 15 4919832 4919846 TCAAACCCTCTTTTTGCTCA CGACCCACCTACAAGGTTACA 263

Ad05A2028 Aradu.A05 2028 c (CT)6ccactctctggctagctacta(CTT)754 4920537 4920590 TGTGGCGCACACTGTTTATT CGCCACTCTGTTACCGTACAT 257

Ad05A2029 Aradu.A05 2029 p2 (TG)8 16 4923583 4923598 AAATGGTGGTTACAGCTGGC CCATGTCTCTCAAATGCCCT 261

Ad05A2030 Aradu.A05 2030 c (AG)6acagagagaaagatagttatgtac(AG)648 4924966 4925013 CGGCATGATTCAGTGAGAGA TTGCCGGATAAGAGAGAGGA 256

Ad05A2032 Aradu.A05 2032 c (TCG)5(TCC)11acatgttcttcttcatcatcttcaccttgcttcccaggttgttgcccttcttccttttcttgttcttgttcttgttct(TCA)6144 4934701 4934844 CATCCTCCTCCTCCAAATCA AGCACCTCCTTTTTGGGACT 258

Ad05A2034 Aradu.A05 2034 p2 (AT)6 12 4937935 4937946 TTTATGCTCAGTCGCTAAGAAA CGTGTACATCAAAATCAGCCA 258

Ad05A2042 Aradu.A05 2042 p3 (AAC)8 24 4948660 4948683 TGCTTAGCAGAAAATGTTATATTGC CCCCAACTAGTGGGACAAGA 141

Ad05A2044 Aradu.A05 2044 p2 (AT)7 14 4958125 4958138 TCTCTTTTCCGTCACTTTCCTC TGGATGAGATCCTAACTGATTCTG 187

Ad05A2045 Aradu.A05 2045 p3 (TTC)14 42 4959219 4959260 CTCAGAGTGAGTCAGTTCAATGG CGAAAAAGAAGAAGCTCCGA 270

Ad05A2046 Aradu.A05 2046 p3 (TTG)5 15 4959376 4959390 GGAGCTTCTTCTTTTTCGCA TTTGAAACGAGTTTACGTTCTGA 279

Ad05A2047 Aradu.A05 2047 p3 (GAA)6 18 4960188 4960205 TGCGAAAAAGAATGAGGAGG GTAATTTAGAGGCACGCGCT 148

Ad05A2048 Aradu.A05 2048 p2 (TC)6 12 4966566 4966577 AGCAGGTGCAGTAAGTCACG CTGCCATTGAACCCTAGAGC 184

Ad05A2049 Aradu.A05 2049 p2 (TC)6 12 4971022 4971033 GTAGCAGGTGCAGCAAGTCA TGGTATCAGTAACTCAGAGTGTTGTGT 151

Ad05A2053 Aradu.A05 2053 p2 (TA)8 16 4977373 4977388 ATTTCCGTTGAAATGCCTTG ACGTCCTTGACGTTCCATTA 280

Ad05A2055 Aradu.A05 2055 c (A)10gaccaataaaataatgataaaaggtttgacttgtttagcagttagcatcacaaaacttggagtg(TA)6ttgtttgatattaggttcattaattataattattttttaaaaatgatcatattatagcttctagcaataccctaatttttca(T)12180 4979314 4979493 AAAACACAAATCCAAGCCCA TGGTCCAAGAAAAGTTCACCA 254

Ad05A2063 Aradu.A05 2063 p4 (AAAT)5 20 5002495 5002514 ATATCCGCGTATCCGCAA GATATATCCGCAAAACACAAAAA 239

Ad05A2066 Aradu.A05 2066 p3 (TCC)6 18 5015798 5015815 CACCTCATCAACTCTCCCGT TTGGTCTGCTAATTGTTGCG 221

Ad05A2068 Aradu.A05 2068 p3 (AAT)5 15 5020315 5020329 CATAGGCATCATCGCAAGTG GCATGGCAGTGAAAAATGAA 234

Ad05A2069 Aradu.A05 2069 c (A)11gaaaaaaggtaccctaggcctctaaatatatatattgctggctttgggacgtgatattatggaaatgtttgatatctaaaaaattaaataaatttag(T)12120 5021038 5021157 AAACAGGAAACCAAGTCATGC TCATCGCCATTAAAAGTTTGG 221

Ad05A2074 Aradu.A05 2074 c (CAA)5tc(ATA)5 32 5031560 5031591 CAAGTCCAAGTGGGTGGTCT TTGTTTGCTTATTGTTGATTATACCC 169

Ad05A2076 Aradu.A05 2076 p3 (TAA)10 30 5032521 5032550 CCTTGGAGAGAGAGTGACGG AATAAGTCGGATGCTGCCAC 274

Ad05A2083 Aradu.A05 2083 c (A)12gagaaaggtggagtgtggggcccagatacaatttggggaagaaaaggacgaaagaatcgcgg(A)1286 5054812 5054897 AAACCCCTAGAAAATCCCAGA TGATTTTCGAGTATTTTTCAATGAT 192

Ad05A2085 Aradu.A05 2085 p2 (TA)6 12 5059279 5059290 CACATCCTTTTATAGCTGCCA AATAGACTGTTTTGCGGATTTTT 223

Ad05A2086 Aradu.A05 2086 c (T)11catttggtaatttatttatcattgcaaagccgaatgc(T)1260 5061570 5061629 CTTCACCCTAGCTACCATTGC CCGTCTTTGTCTCTTGGAGC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A2089 Aradu.A05 2089 p2 (AG)9 18 5063661 5063678 ACCACCTCGATGCAATTTTT CGCAAGCGTTACAGTACACA 276

Ad05A2092 Aradu.A05 2092 p2 (TG)9 18 5069217 5069234 GTTGGTTCTTTTGCAAGGCT AGGAAAATGGGAGCAAGGAT 275

Ad05A2095 Aradu.A05 2095 c (AG)6aaaaaggggatgataaaataatgtatattcactattttaaccttgtggtcaagttgtttctcacattagagtcgttggataa(T)10104 5079458 5079561 GTTCACCTTCAAATTTCAAAATAGT CCCAAACTAACATGGCACAA 257

Ad05A2096 Aradu.A05 2096 p3 (ATT)6 18 5082397 5082414 AGCCAAGCCCTTTGGTTTAT GGCTCATCATTTGCCTTTGT 251

Ad05A2102 Aradu.A05 2102 p5 (CTTTT)5 25 5098543 5098567 GGGGTTGGCTCCCTATACAT GAATCCCATGAGGGTGAGAT 150

Ad05A2103 Aradu.A05 2103 c (TA)8tg(TA)7 32 5102819 5102850 TCCTTCATCAGCATCAACCA CAAACATCCTTTGCGTGTTG 185

Ad05A2105 Aradu.A05 2105 p2 (TC)6 12 5105293 5105304 TACTGGGCAGGTGCGTTAAT AGCGGAAGATCACCACTCTG 221

Ad05A2110 Aradu.A05 2110 p3 (ATT)5 15 5113613 5113627 GGCTATATGTGTCATGGCGA TGGAGGCAACTCAGCTTCTT 207

Ad05A2111 Aradu.A05 2111 p3 (TGA)6 18 5115211 5115228 GTTTGCTTTCTTCTGGCAGC CCAGAGCTTCAAGGTCATCC 236

Ad05A2112 Aradu.A05 2112 p2 (AC)8 16 5122203 5122218 TCCGTGTATTTGCCTCATCA AGGTGGAGGGGAAGACAGTT 209

Ad05A2113 Aradu.A05 2113 p4 (AAAG)6 24 5126996 5127019 AGACAACCAATCACACTGCC GCCATTATGGACAGGAGGGT 279

Ad05A2115 Aradu.A05 2115 p2 (AG)14 28 5138147 5138174 AGCCCCTCTTCTGTGAGGTT TGGGGGCATTACAGAGGTTA 271

Ad05A2116 Aradu.A05 2116 p2 (AG)10 20 5139148 5139167 ACTAACCGCGAGATGAGAGC AAAGCTAAAGCGAAACGACG 186

Ad05A2119 Aradu.A05 2119 p2 (GA)7 14 5144446 5144459 TTTTCTTTTAGGCGGAAGGG GCTTGCCGCTCAGAATTTAC 203

Ad05A2124 Aradu.A05 2124 p2 (AG)6 12 5152897 5152908 TCATGGGTGTTCAACTGCTC CAGTGGGTCATGTGGTATGC 259

Ad05A2125 Aradu.A05 2125 c (A)11gataatattttgttaaagcaaatattttcagtattatctttcattctatatgtgtatatgactcat(ACA)8101 5154425 5154525 AATCCATGGCCTGAGCTTTA GCAAGAGTCATATACTCCTAGTGGG 232

Ad05A2130 Aradu.A05 2130 p2 (CA)8 16 5181882 5181897 CCTAACCTTGCTTGTTCCTCC ACACCATCAAGGACTACCGC 247

Ad05A2131 Aradu.A05 2131 p3 (GTT)5 15 5182111 5182125 AGAGAGAAAGGCTGGGAAGC CCTCCCTCAACACCACAACT 214

Ad05A2132 Aradu.A05 2132 p2 (TA)6 12 5196350 5196361 TCTCTACGGTGGTTTCCGTC TTCTGATGCAATTTCGAAGG 261

Ad05A2137 Aradu.A05 2137 c (A)11g(A)10 22 5205032 5205053 TCACAACAAAATATACAACACCGA AAAATTTTGCTACAAAAATGCAAA 159

Ad05A2138 Aradu.A05 2138 p3 (TTA)6 18 5205428 5205445 TCCCTTCATTCTTATCATCCTCA AAAATGTGGGTCGTAGCTAAAAA 106

Ad05A2144 Aradu.A05 2144 p3 (TTC)10 30 5226023 5226052 GCGATTTTGATTCTCTTGGC GAGGAGACGGTCATGGTTGT 149

Ad05A2150 Aradu.A05 2150 c (T)10ctattttaagttttaataattc(T)1042 5241508 5241549 CGCCTTTTCTTCCTTTTATGTT TAGGCGACACGTTCTATGCT 253

Ad05A2156 Aradu.A05 2156 p2 (TC)7 14 5253252 5253265 GATTTTGAATAAGCAAACAACCA CGGAAATCAGCCGTTTTAAT 139

Ad05A2165 Aradu.A05 2165 p3 (ATT)5 15 5268736 5268750 CGTTTGAGACGTCCTACCGT ACGAAACGTTCCGCTAAGTG 268

Ad05A2166 Aradu.A05 2166 p3 (TAT)5 15 5269027 5269041 AAATCATACGCAACCCAAGC AAATTAAAGCCAAGTCGCCA 216

Ad05A2169 Aradu.A05 2169 p4 (ATTT)7 28 5272018 5272045 TCCAATTTTCAATAGGGGACA GCTGGGTTCCATATGCTGTT 200

Ad05A2170 Aradu.A05 2170 p3 (GAA)5 15 5274235 5274249 TCCTCTTCATCTTCTGCTGCT ACGCGCTTCGAACTGTTAAT 246

Ad05A2172 Aradu.A05 2172 p2 (AT)6 12 5279733 5279744 GCACCAAGGCTAGCTCCATA CGGTTAAAACAACTGAAACACC 264

Ad05A2174 Aradu.A05 2174 p2 (TA)6 12 5280547 5280558 CCATTTTTGTGGGGTCTTTTT GCCCCAACAAACACAAGAAT 266

Ad05A2175 Aradu.A05 2175 p2 (AT)6 12 5281093 5281104 CGTGGTGAGAGTCTTGCTGT TCACTGACATTCATTTGGTGC 246

Ad05A2184 Aradu.A05 2184 c (T)10ggatatcgaagtgtgtctctttggaagagacaaaaatattttctttttcaaagagttttttta(T)1184 5309167 5309250 TTTTTGGATCTCGAAGTGCAT AAAGAAAGATTTTTAGCAGTTCCAA 234

Ad05A2186 Aradu.A05 2186 p3 (TAA)5 15 5317433 5317447 TGCATTAAAATTACCCATTCAAA AGACTGTGGCGTGGTAAAGAA 252

Ad05A2188 Aradu.A05 2188 p3 (ATA)6 18 5319350 5319367 TTGCAAAGATCAAAATTGACAAA TCTTGAAAAACGGATACCCAG 245
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Ad05A2192 Aradu.A05 2192 c (T)10ctttcccatttttagataacatcgttatgccttaccatgattttctaaatattaattgtactttgagttgacattcatgtttatcacttctattttaa(T)12120 5338490 5338609 TTAAAGCCTGCACAGCACAT GTGAAGGGTCCTCACTCCAG 280

Ad05A2195 Aradu.A05 2195 p2 (TA)9 18 5341600 5341617 ATTTTTGTTTTCATGCCCCA ATCGGTTGGTTGGTTCACAT 183

Ad05A2198 Aradu.A05 2198 p2 (AT)8 16 5353645 5353660 ACGTCAATAACGACGTGTGC GATAGATCGAAGAGGCCGTG 154

Ad05A2203 Aradu.A05 2203 p2 (AT)6 12 5361752 5361763 GGTTCATTCCCCTTACCCTT ATTTGGTTTTGAATGCCAGC 206

Ad05A2207 Aradu.A05 2207 p2 (TA)7 14 5365763 5365776 TTCTCACGCTATCGATCCCT GCACGTAAGTTGTCGTTTCG 240

Ad05A2208 Aradu.A05 2208 c (A)10taatcaaaatctttgctttatcaataataaag(A)1153 5366186 5366238 TGCAAATAATCCAAGTGATTCG CAATATGCAATTTATTTTTCTTGC 266

Ad05A2210 Aradu.A05 2210 p2 (TA)6 12 5369557 5369568 TTTCGCACAAAAATCGATCTAA CGTAGGATTCCACAATTACATTTC 280

Ad05A2215 Aradu.A05 2215 p2 (AG)10 20 5386596 5386615 TGGCAAATCTGCAAAGACAG CGCTACTCAGCTCACACAGC 237

Ad05A2217 Aradu.A05 2217 p3 (TTA)5 15 5389928 5389942 CTTTTGAGAATGGTGTGCGA TTCAAGATTACTAAATGTGCCAAGA 215

Ad05A2222 Aradu.A05 2222 c (T)10ctctatgtttttcttcttctttcaattagagtaaaaaaattaaatttaaaacgtattgaatctttcaatttacataattaaaaatttagaagcaaaa(AAAT)5127 5398534 5398660 AAACTTTTTATCTGTATCGTTGTTTTT TCGCTCATCAAGTCTACCGA 258

Ad05A2224 Aradu.A05 2224 p3 (ATA)5 15 5400940 5400954 AAAGCTAAAGTGATGAAATGAGGG TGAATCCATCCCATCACAAA 278

Ad05A2226 Aradu.A05 2226 p2 (TA)10 20 5404673 5404692 TGGTCCTCTTTTGTATTGATTAAA GCAGCAATCAGTGGATTCAT 261

Ad05A2229 Aradu.A05 2229 p2 (CT)10 20 5415364 5415383 TTCTTTTGCTCCTCCTGCTT GCGCAGAAGATTCTACCCAC 136

Ad05A2232 Aradu.A05 2232 p3 (CCA)5 15 5423980 5423994 CAAAGCGGAGTTTGTCCAAT TCTGGTCAATCAACGGTGTC 248

Ad05A2235 Aradu.A05 2235 p2 (TA)6 12 5428723 5428734 ACCAATAATTTGAACCGCCA CTTGTCTCAAGTGCACCCAA 200

Ad05A2237 Aradu.A05 2237 c (A)10ttacatcattctaatttcattattgtttacgtcttctccctcaccactattatctcctgcatcttcttttcattttttattctcaaaag(A)10109 5442145 5442253 TTTTGACACCACCATTGTTAGC ATTGTCGTCAGCTCCGTCTT 187

Ad05A2240 Aradu.A05 2240 p2 (AT)6 12 5467761 5467772 GCAGGACTCATCAACAAGCA TCAAATCACTCGAGGGAAAAA 229

Ad05A2243 Aradu.A05 2243 p3 (CAC)5 15 5477019 5477033 CTCACTTCTCTCGTTTCCCG GCCATCATGGAGGGAGAGTA 168

Ad05A2244 Aradu.A05 2244 p6 (CACCAG)5 30 5477196 5477225 AGCACCAGCAACAACAACAG GTGGGTGGTAGAGAGTCCCA 275

Ad05A2248 Aradu.A05 2248 p3 (AAG)6 18 5490619 5490636 ACCACAATCGATTCCCTCAA CAGCAAAATCAAATCGTGGA 258

Ad05A2249 Aradu.A05 2249 p3 (TGG)7 21 5490806 5490826 TTGCAAAAATTGCTGGATCA AGCAGTGGATGGGTTTTCAC 122

Ad05A2250 Aradu.A05 2250 p3 (ACC)5 15 5490935 5490949 GTGAAAACCCATCCACTGCT TGATTGTGATCGCTTCTTCG 219

Ad05A2251 Aradu.A05 2251 p3 (TGA)6 18 5491566 5491583 GATGTGTGCTCTGAGCGTGT CAACCTGCATCACAACCATC 265

Ad05A2252 Aradu.A05 2252 p2 (TA)9 18 5505952 5505969 AGCACATTTCAATTGCATCC AAGATCGTCTCGGCTGTACG 156

Ad05A2256 Aradu.A05 2256 p6 (TTTCTT)5 30 5520538 5520567 ATCTGCGACTTCGTCTTCGT TGTGCAAGGTTTTGAGCATT 244

Ad05A2258 Aradu.A05 2258 p3 (GCG)5 15 5526493 5526507 GCAAGGCAGATGGAGAAGAC ACAATGACCAAACCACCCTC 253

Ad05A2264 Aradu.A05 2264 c (A)10tgttctaaaatcattggttaaaaaaagttaaagcaaaacctttcaattcttcaattccgatgtatttaatg(A)10taaaaattttaacttatatttcttagagtaaagtatca(T)10139 5544243 5544381 TGCATTGAAATAACAGAAACACA TGATTTAAACGTTAGGGATACAAA 238

Ad05A2268 Aradu.A05 2268 p2 (AT)6 12 5552849 5552860 GGAAGTGCCAAACTTTAAAACA AAGGAAGCACGTCACCAAAT 245

Ad05A2269 Aradu.A05 2269 p3 (ATT)5 15 5553087 5553101 ATTTGGTGACGTGCTTCCTT TTTGTTCCTTATATTAGAGGAGAATGA 143

Ad05A2273 Aradu.A05 2273 p3 (ATT)5 15 5559067 5559081 GAGGAGATATTTGAACGGCG TCGGGTCATGACAAAACTCA 239

Ad05A2274 Aradu.A05 2274 p3 (CAA)7 21 5559383 5559403 CTGCAGAGATTGGGCTTCTC TCGTCATCTTCTTGGTGCTG 208

Ad05A2275 Aradu.A05 2275 p3 (TCA)5 15 5559754 5559768 ACCACCAACCTCCTCTTCCT AGACGGAGATGGAGTAGCGA 218

Ad05A2278 Aradu.A05 2278 c (A)11caacttttcacttctctaattttttaaattttaaaactaaaaatacaaaagattgattctctacac(T)1188 5562926 5563013 AAAATCAAACAACGCAACACTG TCCAAATCCTGACTTTCGGT 229

Ad05A2280 Aradu.A05 2280 p2 (TA)10 20 5564450 5564469 AGCTTGTTCACCCTTCCCTT GTCGTTTTCCAATCCCAGAA 122
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Ad05A2283 Aradu.A05 2283 c (TA)7tgtatatgatgatcttcatcagc(TA)1261 5567782 5567842 TCTTCATGCATGTGGTCCTC TCATATGCAGTAGTTTGTCAGCAA 264

Ad05A2285 Aradu.A05 2285 p2 (GA)6 12 5579260 5579271 GCGCGGTAGAGAGAAATGAC CTTGCCGGCAGAAAAAGTAG 142

Ad05A2288 Aradu.A05 2288 p3 (TTA)6 18 5583847 5583864 GGAGTTGGTGTCGATGCTCT CCAAAGATCAAACCCTGGAA 224

Ad05A2290 Aradu.A05 2290 c (A)54cc(A)25 81 5589526 5589606 CGGAGCTTCCAAGAAAGATG TCGTAGGCAGCCATTAATCA 276

Ad05A2292 Aradu.A05 2292 p3 (CCT)7 21 5594984 5595004 GCAAAAAGGAATGCTCAGGA GTCGGGACAAACTTGAGGAA 182

Ad05A2299 Aradu.A05 2299 p3 (ATT)19 57 5635611 5635667 GCTTCTTTTGTTTCCAAATGC GTTCAAAAACCACAGGGCTC 249

Ad05A2302 Aradu.A05 2302 p2 (CT)6 12 5642036 5642047 TCACTAGGAAGAAGCCTGCC TGGCCTTCGAGAGATGAACT 276

Ad05A2306 Aradu.A05 2306 p2 (AT)8 16 5648415 5648430 CCCCAAACCTTTCTTTTTCC TCCCAAACACTACATGTCATCA 265

Ad05A2308 Aradu.A05 2308 p2 (TA)7 14 5650270 5650283 TCACGAAACGAATAAGGCAA TGTCACTACCCTCAGCAACG 243

Ad05A2309 Aradu.A05 2309 p3 (ATA)5 15 5651088 5651102 ATTAAACGGATTGGCAACCA TCCTCCTCTTCCTCCTCCTC 248

Ad05A2310 Aradu.A05 2310 p3 (TTC)6 18 5651317 5651334 GGAGGAAGAGGAGGAGGAGA ACTCCCTTGGCTTTGAGGTT 271

Ad05A2313 Aradu.A05 2313 p4 (TATT)6 24 5674385 5674408 TTGTTAAACAGCATTTTCATCG TGTCGATTAGGATTGATGTAGTTGA 129

Ad05A2314 Aradu.A05 2314 c (A)10gaaagtgatttcaattacaatgagagaataacattaggcacattttgttcttaaaattagtaatatataatagata(AT)11108 5683724 5683831 GAGAGATAAAAAGAGTGAAGGAATGA AAAAATCGACGATAAACCAATCTT 232

Ad05A2315 Aradu.A05 2315 p2 (TA)6 12 5684491 5684502 GCATCCGATTCTGGAAGACT ACCGCAAGCTTTCCTCTTTT 276

Ad05A2320 Aradu.A05 2320 c (AAG)6aaacacataatagtataaaattacttgaaagaggatgaacttacattcgttcaactaaaagaaagaaagaaataag(A)12106 5696741 5696846 TGTTTTATCTTCTCAAGTTTCTTCTTG CCAAATATCTTCGTGTTACATCCA 239

Ad05A2322 Aradu.A05 2322 c (A)11tacaccttacgttttgtatctaacactatagccataaaaatttttaaccgtctattttattgcattacaccataattttttctatacg(A)10109 5699626 5699734 CAAGCTGCATTTAAATATTGTCCA GAATTTTGTTTTTAACTAATGGTTCAT 279

Ad05A2326 Aradu.A05 2326 c (TG)7ataaggattgttcaatttatctgaaaaaaaaataaaatctccacatttggaagtgtaa(TCTT)5ttc(T)15gtcataaaattgtaattttcaaaaatcatgtttttttt(TG)6160 5708867 5709026 TGTGGCTTTAAATTTTTCCACAT TTGTTTCTTTGTTTCTGGTTTTT 280

Ad05A2328 Aradu.A05 2328 p2 (AT)8 16 5717942 5717957 TTAGTCCTTGACCTGTCGGG ACTTCATTCTAGTACTTTTGGATCATT 258

Ad05A2331 Aradu.A05 2331 p3 (AAC)6 18 5724499 5724516 GAAGCCGGAACCTGAGAAAT CATTGGTCCTACCAAATCCG 279

Ad05A2332 Aradu.A05 2332 p2 (GA)9 18 5726699 5726716 AAAAAGAACCCCTGGCAACT TTTTGAGCTTTTTGGAGCGT 246

Ad05A2333 Aradu.A05 2333 p2 (AT)7 14 5730454 5730467 CCGAGCCAAAAAGCTCAATA TTTTTCTAGCACTCCCCGAA 185

Ad05A2334 Aradu.A05 2334 p3 (ATA)5 15 5731549 5731563 TGCACGTGCCAATATTAAACA ACCGGAGATTCCAGTGACAG 162

Ad05A2335 Aradu.A05 2335 p2 (TA)6 12 5731860 5731871 AGGACCATTCAGCACGTTTC TTCTCATCGTGCTCCTATGCT 116

Ad05A2337 Aradu.A05 2337 c (TA)10cacggtgctttatttatcaaag(A)1052 5735586 5735637 AACTGCACCTAAATTTCAACCA GAGGGACTGGTTCAGATCACA 248

Ad05A2338 Aradu.A05 2338 p3 (AAT)5 15 5759741 5759755 GAATTGGAGAATCCGCATGT TGGAAACTACCCGCTAATGG 273

Ad05A2342 Aradu.A05 2342 c (T)10agatttgggtgagagatcacactttactctttaaagtgaaattcaaattttagaggatccgaatc(T)1186 5773689 5773774 TGCCTTAGGCTATGTTTGGTTT TCGTAAAACTACGTTGGCGTT 199

Ad05A2344 Aradu.A05 2344 p2 (AG)9 18 5779415 5779432 GAAAAGCGATGCGAAGAAAG CTTTTCCGATGAACTAGCGG 271

Ad05A2345 Aradu.A05 2345 p2 (GA)8 16 5779546 5779561 AGAGAGAGAGAAGCGATGCG ATGACGTAGCGACAGCATTG 249

Ad05A2347 Aradu.A05 2347 p3 (TTC)5 15 5781766 5781780 GGGAAGTACAACTCGGACCA CACGCTTGCATGAAGAAAAA 265

Ad05A2348 Aradu.A05 2348 p2 (AT)7 14 5782664 5782677 ATTGATCAAAGCCGGTCAAA TTTACTAAATCCCATTCAAACAAAAA 274

Ad05A2349 Aradu.A05 2349 p6 (GAGGAT)5 30 5784794 5784823 GAGGGTTGGTATCTGGGGAT ACATGCACCATCACCATCAC 248

Ad05A2350 Aradu.A05 2350 p3 (AGA)5 15 5788524 5788538 AGGGGAGAGAGAGAAACCCA TTTCAAAATTACCCCCACCA 239

Ad05A2352 Aradu.A05 2352 c (T)10aattaatgaagtt(A)1235 5790919 5790953 TTTTCACAGTGCATTTGTTGTTT TTTTCTTTTCTTTTTCTTCTTTTGTTG 241

Ad05A2353 Aradu.A05 2353 p2 (TA)9 18 5794190 5794207 ATCATGCGTTGCAGTGTGTT TGCCTTCTTTGAGAGAGGAAAA 276
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Ad05A2355 Aradu.A05 2355 p4 (TTCT)5 20 5806001 5806020 AATCAGAATCCTGAACCCCC GATGTCACGTGAGGGAGGAG 238

Ad05A2356 Aradu.A05 2356 p4 (ATGT)6 24 5808862 5808885 GTGTTCACATGACCTGCACC CACCATGGATTTGTTGCTGA 271

Ad05A2357 Aradu.A05 2357 p3 (TAT)5 15 5812064 5812078 CTCTCTTTTCTCGCATGCTC AAATACTTGAAAGAAGAGAAATGAAAA 191

Ad05A2359 Aradu.A05 2359 p2 (AT)6 12 5814944 5814955 TTGTTGAAGGTGTGATGTTGG TCCACACCTCCCATTCATTT 214

Ad05A2363 Aradu.A05 2363 p3 (AAT)5 15 5825040 5825054 TTGATGGATCATTTTGTTGAGG TTCACGGGAAGTTGGTAACTG 207

Ad05A2364 Aradu.A05 2364 c (T)10caaattgtgactcaacataaacacgataacaaggatacacaaatt(A)1469 5831215 5831283 ATCTTTCACAACCGTTTCGC AGAAACCGAATGTGGTGGAG 223

Ad05A2365 Aradu.A05 2365 p2 (TC)22 44 5838257 5838300 TCCTTTTCTTCTTCGCGGTA GCCGTCAGAAACAGAACCAT 143

Ad05A2367 Aradu.A05 2367 p2 (TA)8 16 5842809 5842824 AGGGTTAACTGGGAACTCGG TATTCCCCACAATTCCCAAA 201

Ad05A2372 Aradu.A05 2372 p4 (ATGT)6 24 5856710 5856733 CGGAAACACGACCTTTCAAC GATACCATCTCTTGCGCTCC 118

Ad05A2380 Aradu.A05 2380 p2 (AT)6 12 5864846 5864857 TCCTGAGTGGTGTTGAGCTG TCCCATAAAATTAAATATCAAGAATCA 278

Ad05A2388 Aradu.A05 2388 c (TG)7(T)12 26 5881300 5881325 AAGCCCTCAACAAACTGTGC AAGGCGTTGAATTTTCATGTG 258

Ad05A2391 Aradu.A05 2391 p2 (AG)6 12 5885059 5885070 CCCCAAAAGTCTAAGCCTCA TTTGTCACAGCAAGGTGCTC 170

Ad05A2392 Aradu.A05 2392 p2 (TA)6 12 5885208 5885219 GAGCACCTTGCTGTGACAAA TTAGACGACAGCTTTTCCCG 275

Ad05A2393 Aradu.A05 2393 p3 (TTC)7 21 5885597 5885617 CACCAGGCTCAAGAAGAAGC TATTTGGCGGTGGATAAAGG 215

Ad05A2394 Aradu.A05 2394 p3 (CAC)7 21 5885920 5885940 GGCAGCACAACTTCAACAGA CAGCACCCCCTAAAGAAACA 207

Ad05A2395 Aradu.A05 2395 p3 (ATG)5 15 5886337 5886351 ACGACAGCTTTTGTGGCTCT GCACCTTTCAAATTTTCCCA 270

Ad05A2397 Aradu.A05 2397 p2 (TA)6 12 5896948 5896959 TCAATCTCTGTCTTTCGATCTCA CACAAATAGCACTGCAACCAA 248

Ad05A2399 Aradu.A05 2399 p2 (CT)9 18 5918763 5918780 CCATCTGTCTCCCTGCATCT TAAGGATAGTGGGTGGGACG 121

Ad05A2401 Aradu.A05 2401 p3 (CAA)7 21 5931327 5931347 AGCAGCCAAGGAAAAGACAG TTCACATGGGGGATTTGAGT 280

Ad05A2403 Aradu.A05 2403 c (A)10gagaaaaggaaaattaggattgctgaaaagacggtcttgcccttagttagggcttcattggg(T)1082 5934023 5934104 GTTTCCGCCACACTTGATTT AAACAAAAACAGAAATTTTGTCCA 168

Ad05A2405 Aradu.A05 2405 c (AAT)5atcaaaaaatat(A)1037 5938118 5938154 AGCGAGTTCTTGCTTCTTGG TGACTCCAATCCAACTCAGAGA 273

Ad05A2410 Aradu.A05 2410 p2 (GA)6 12 5948428 5948439 GGAGCAAGCAAGAGATGAAGA ACCCACCAATTCATCTTGGA 126

Ad05A2413 Aradu.A05 2413 p3 (AAT)7 21 5950786 5950806 TGGCCAAATTCGATGAATAA ATGCGGAAGAAAATCGATCA 280

Ad05A2418 Aradu.A05 2418 p2 (CA)6 12 5966970 5966981 TCAAACACTTCGTGGACATACA ATTCTCGGTCGTGCTGTTCT 229

Ad05A2420 Aradu.A05 2420 c (ATC)5aagatttcatactcttatgtcc(A)1249 5978854 5978902 TTGACACTTCCTAGGCCCAC ACAAAATCGAATGCAAACCA 124

Ad05A2428 Aradu.A05 2428 p4 (ATTT)5 20 6010215 6010234 AGCGCATGAATAATGAGCAC TTGGGGCCTTCTATGTGTGT 269

Ad05A2429 Aradu.A05 2429 p3 (ATC)6 18 6012267 6012284 GCATTGTGGCAGAGAGACAA CATCAAACACAGTTGCAGGG 234

Ad05A2431 Aradu.A05 2431 p2 (GA)9 18 6014331 6014348 GTGAAATCCGCGTAGCATCT TCCTTAAGGCATCCATGAGC 102

Ad05A2434 Aradu.A05 2434 p2 (TA)7 14 6018496 6018509 GGTACGAGTGCCCGTCTAAT TGTGTGAGGAAGTGAGGCTG 141

Ad05A2436 Aradu.A05 2436 c (A)13catccaactttttcatacgttaaaaaatgagtttatggataccaacac(T)1071 6019916 6019986 AGCACGTATCCTGTGTGCTG TCCAATTTCGACTATTGCACTTT 258

Ad05A2437 Aradu.A05 2437 c (TA)6aataactatttactct(CA)946 6024610 6024655 GCCTCAAATTGCAGACATCA CTATGCGGTAATGGTGCCTT 278

Ad05A2439 Aradu.A05 2439 p2 (AT)6 12 6042362 6042373 CATATATTCCACCCGAACCG TTGTGTATCTCCTCCTTTGTTTTT 277

Ad05A2443 Aradu.A05 2443 c (T)12ataaagaaatgactctacccacgataaaatttaaaattgattcattttatttcaggtaatacaaaacttaacatgataa(T)11102 6070137 6070238 AATTTTACCCCATGACAGAATTT TGCGCTTCCATTCCTAGATT 239

Ad05A2453 Aradu.A05 2453 c (ATT)5c(TTA)18 70 6114223 6114292 CTCCCTTCACTTCCAAATGC CATGAATGAGTTTCAGGCCA 269
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Ad05A2454 Aradu.A05 2454 c (TCT)8tcactcaccgtggattatgaacaactca(TCTTCC)582 6117873 6117954 TTTCCAAAGCGCTACACTCA CGAAGAAATACATGGAGGAGG 166

Ad05A2455 Aradu.A05 2455 p3 (AAG)6 18 6118741 6118758 ACCCAAAGGACACCTTATGC CACAATTTCACTGCACCGTC 272

Ad05A2457 Aradu.A05 2457 p2 (CA)6 12 6139693 6139704 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 277

Ad05A2463 Aradu.A05 2463 p2 (TA)12 24 6160644 6160667 TCAAATAATGGACCCCCAAA TGGTCAACCAAAAATCAGCC 244

Ad05A2464 Aradu.A05 2464 p2 (TA)9 18 6162439 6162456 AATCCAACAACCCAGGTGTC TCTCCTTCAAGTATTGGCACA 184

Ad05A2471 Aradu.A05 2471 p3 (ATG)5 15 6187453 6187467 GAAGTGGTGCCGATGAACTT AAGCCTAGGCCCAGAGTAGC 198

Ad05A2472 Aradu.A05 2472 c (T)10agtctttaattaaaatatttagattattatcgtattctacnnnnnnnnnnnaactctctatttatatgaggttcaggttcgaaaacatctgcactttc(T)10118 6188066 6188183 AAAAATTATTATCATCTATTGCTCCCA TCTACCAGCAATGAGACCCA 278

Ad05A2476 Aradu.A05 2476 p4 (TTCT)8 32 6200835 6200866 GCACTCCTTTTTGTTCCCAA AGGATATGTGACGTAGGGCG 279

Ad05A2478 Aradu.A05 2478 p3 (GCC)5 15 6201466 6201480 AGAAAACAAGATTGACGGCG TTCAATTTCCCGATCCATGT 275

Ad05A2479 Aradu.A05 2479 p3 (TTG)5 15 6203340 6203354 GGTTTACCTGTCCCTGTGTGA AAGGAGCAGACCACAACACA 218

Ad05A2481 Aradu.A05 2481 p3 (TCT)8 24 6210395 6210418 CTTGTTCTCGGAAAGCTTGG TCACTAAATCCATTTCCCGC 230

Ad05A2482 Aradu.A05 2482 p2 (TC)8 16 6210760 6210775 TGTTCGTCTTCATCGTCGAG TAGTAGAGGGCGAAACGACG 221

Ad05A2485 Aradu.A05 2485 c (CAC)5cggcaccggcaccaacaccaccaccgg(CAC)557 6222639 6222695 TCGGATCGGATGACTTTTTC CTTGGTGTTGGTGTTGGTTG 173

Ad05A2486 Aradu.A05 2486 p3 (TGA)5 15 6228781 6228795 ATGGCTGATGATGACGACAA ATCAAGTGATGAGGAAGGCG 211

Ad05A2492 Aradu.A05 2492 c (TC)8ctactccatatcagtttctgttcgaaggagacaaaattgaaaaatatctcttggctggttacgagac(A)1093 6239118 6239210 CCATCATTGTCGTGATGGAG GGGTTGAATCTTAGCCCCTT 270

Ad05A2493 Aradu.A05 2493 p3 (TTA)7 21 6249120 6249140 GGAACTGAGGCCAATCTTCA CAGCACAGTCAATCTCACCG 240

Ad05A2495 Aradu.A05 2495 c (A)10taaaacaaacgcatcgaaatagatttactg(T)1050 6250750 6250799 TCATTGATGGGTCATTTTGA TTTTATTCGGGATTTGTTAGGA 255

Ad05A2501 Aradu.A05 2501 p2 (AC)7 14 6254795 6254808 TTGTTTTGCAATTCAGCCAG ACCTATGAGGAGGGAGGGAA 222

Ad05A2503 Aradu.A05 2503 p6 (CAACGC)5 30 6256783 6256812 CTCCTCAATCATCTTCCCCA GGTTTGTTCCGGTGAAAGAA 233

Ad05A2504 Aradu.A05 2504 p2 (CT)6 12 6256935 6256946 CTCCTCAATCATCTTCCCCA CTTTGTTGGTTTGTTCCGGT 240

Ad05A2506 Aradu.A05 2506 p3 (AAT)7 21 6264151 6264171 CTGTGGGAGTCACATGATCG ATTATTGGGGGTGCACCATA 246

Ad05A2510 Aradu.A05 2510 p2 (AT)10 20 6279911 6279930 TCGGTTCGTCGGTTTAGTTC ACCATTGCAACCTCCTCATC 272

Ad05A2515 Aradu.A05 2515 p3 (AAT)6 18 6289808 6289825 CGATCCCTATCGTAATTATTCGT CGTGCAACGTGTCCATAGTAG 278

Ad05A2519 Aradu.A05 2519 p2 (TA)7 14 6296850 6296863 GGGCAAATAAGTCAGAGCCA ATGTTTGGACGTAAGCACCC 172

Ad05A2521 Aradu.A05 2521 p3 (AGC)5 15 6305849 6305863 GTGCACAGTTTTAAGCACGC TGCAATGCTCTGTAAGGCTG 152

Ad05A2522 Aradu.A05 2522 p2 (TC)6 12 6310190 6310201 GAACACTGTCAACCGGCTCT ACAAGAATGACCCCAACTGC 178

Ad05A2525 Aradu.A05 2525 p3 (ATT)13 39 6316048 6316086 TGACCATCAACAAACCATGC CAAGGCCAATATCCAAGCTC 280

Ad05A2528 Aradu.A05 2528 p3 (ATA)5 15 6327342 6327356 GAGAAGTGTGGCGAGGTAGC TTCCAGCCAAACATCAAATG 245

Ad05A2531 Aradu.A05 2531 p2 (GA)8 16 6340847 6340862 CAGCCCCATTGCTATGATTT ATGCGATAATCAGTGGGGAG 247

Ad05A2534 Aradu.A05 2534 c (A)18cctaaccccatccttgtcctccagctaagga(TC)967 6347080 6347146 GTAGCCTCCGAAACAACCAA GCTGGCGATCATGACTGTAA 272

Ad05A2535 Aradu.A05 2535 p3 (TAA)5 15 6351257 6351271 AAGGTGAGCGAGCTTTTAGA ATTTAATGTGATTTGCAAGAAAAA 200

Ad05A2536 Aradu.A05 2536 c (ATT)7tttctttcggtagtgggtctatcttttgttgaagaatccaacacattgctgtcaattgtaaaccacctcaa(AAT)5107 6353974 6354080 GCAAGCGTTCCCACTACAAT ACAGCACCCAACTCAGGATT 237

Ad05A2540 Aradu.A05 2540 p3 (TAA)5 15 6371970 6371984 TCTGTGGTAATCTTGATATGTGTTG TCTTCAAATATGCGTGATTATTTTT 262

Ad05A2541 Aradu.A05 2541 p3 (ACT)6 18 6374955 6374972 CCAAAATGCACTCCTTCTCC GGAGGCTGAAAACAAAGCAA 241
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Ad05A2542 Aradu.A05 2542 p3 (ATA)7 21 6375700 6375720 CCCTTTGTTCCCCTGATTTT AACCTGTCTGATCCTGTCCG 255

Ad05A2543 Aradu.A05 2543 c (A)11cagatgagacacacttaccgcttaacttggccactttttcttc(T)1266 6376123 6376188 GGTCCATTGTTTTGCTTTCC TTGGTTCCGCTCAACAAAG 265

Ad05A2547 Aradu.A05 2547 c (AAT)5aac(AAT)533 6404367 6404399 AAAACACTTGTTCTTGTCCCAAA TCCTAAATCAAAAAGTCGAACAA 202

Ad05A2548 Aradu.A05 2548 c (TTA)6taaaagattttctttttctttactttttgctatctataatcctcttttttgaattaaaaaaattactcataatacttctaattttgaattt(A)13122 6405158 6405279 AAAAAGTCGAACAATTTGTGATG GCTATTTTTGGTGGGCCTAA 211

Ad05A2552 Aradu.A05 2552 p5 (ACGTG)5 25 6408700 6408724 CCCGTTCTTGTTTTCCTTCA AGATTCGCCCTCAGGATTTT 217

Ad05A2556 Aradu.A05 2556 p2 (GA)20 40 6416461 6416500 TGAGCTTTCACCTTTGGCTT GCTATCATTTCATCGCCACA 220

Ad05A2559 Aradu.A05 2559 p2 (TG)6 12 6432040 6432051 TTGTTGCCTCACAATTCATCA ACCACCATGGTTCAAATTCA 273

Ad05A2560 Aradu.A05 2560 c (A)10ctgttattaggga(AAT)47164 6437805 6437968 CAGTTTCGTCCAAACCCATT TAAAAGCATCCCTACCACGG 272

Ad05A2563 Aradu.A05 2563 p2 (AC)8 16 6457396 6457411 GATCCAAACTCTGCTTTGGC GATTCTCTTCACCCTTCCTGTTT 266

Ad05A2564 Aradu.A05 2564 p3 (ATT)5 15 6457884 6457898 GATACAAGCCTTGAGCCTGC TTTGCGTGGTAGTGAAATGC 238

Ad05A2565 Aradu.A05 2565 p2 (TA)6 12 6458181 6458192 CATAGGCACTGCAAGAGCAC AACATCTGGGTTGCTTGCTT 271

Ad05A2571 Aradu.A05 2571 p2 (AC)20 40 6468420 6468459 GACTTGCAAAGTAAAGGCCG CTCGCTGAATGTGTTGGAGA 254

Ad05A2576 Aradu.A05 2576 p3 (CCA)5 15 6485884 6485898 AACGGATGGCTAGTGTGGAC TAAATAATGCCGCCGTTACC 277

Ad05A2577 Aradu.A05 2577 p2 (GA)6 12 6493027 6493038 TTGTTTCCCCCAATTCATGT AGCGCTTACAGCCAAGAAAA 205

Ad05A2578 Aradu.A05 2578 p2 (TA)6 12 6494036 6494047 TTGAATTCATGGAATTTCATCCT TCGGTAGTATGGGACAAGCA 234

Ad05A2582 Aradu.A05 2582 p3 (AGA)5 15 6505459 6505473 TCGATAGAAAACGAAGCTGGA TTACGTCAGATACACGCGCT 210

Ad05A2586 Aradu.A05 2586 p3 (TCT)5 15 6514108 6514122 TTCCTCCACTGGTAATTCCG GTTTCCGCTGTGGAGAGAAG 137

Ad05A2587 Aradu.A05 2587 p3 (ATT)7 21 6524675 6524695 AATTGAGCCACAGATGTTCG GCACATGCACTTTGGTGGTA 248

Ad05A2590 Aradu.A05 2590 p2 (TC)7 14 6533522 6533535 GACACTTCAGAAAGCCCTGC ATCTCCCGTCACAAGCAATC 241

Ad05A2594 Aradu.A05 2594 p2 (TA)6 12 6538428 6538439 CGGGGTGTAGTTTGCTCATT TGGCACCATCCTCCTTTTTA 179

Ad05A2602 Aradu.A05 2602 p2 (AT)8 16 6550310 6550325 CCTTTGATCATGATTGGTCACT TTTTATCCTGACTTTTGGGCA 181

Ad05A2605 Aradu.A05 2605 p2 (AT)6 12 6557282 6557293 TGGATTTAAATTGGAGGCGA AAACTCAAGGCCATTTGCTG 197

Ad05A2611 Aradu.A05 2611 p3 (AAT)18 54 6574099 6574152 AAAATTTTGGACCCTCCTGC CCAAACCAATCAACCCGTTA 270

Ad05A2613 Aradu.A05 2613 p3 (GGA)6 18 6581284 6581301 CCACTGGACGGTGAGATTTT CTCTCCCCTCCATTTTCCTC 239

Ad05A2616 Aradu.A05 2616 p3 (GGT)5 15 6582644 6582658 CTATCGTGGGTCACCTCGTT TAGACCGCGACCAAGAAGAC 262

Ad05A2617 Aradu.A05 2617 p2 (AG)7 14 6585990 6586003 TAATGTGCTTGATGACCCCA TGTCCTGCAACTCCTTTGTG 198

Ad05A2622 Aradu.A05 2622 p2 (TA)14 28 6610151 6610178 TCCAATCTCAATCTTAGAAATCTTTG TCAGGTTATGGAAAAAGCTGAG 103

Ad05A2633 Aradu.A05 2633 c (T)10cttttgttttttaattttaaaaattactttttcttcttaatttaatccctaattagag(T)1886 6647829 6647914 TGATCGTTGCTTTTTGTTGC TTCTGTGCCCACAAGCTAAC 280

Ad05A2634 Aradu.A05 2634 p3 (AAT)6 18 6648493 6648510 CAGCGCAACTGAGAAAACAC GTGGCATCCTTATCGCTTTC 208

Ad05A2640 Aradu.A05 2640 p2 (AT)6 12 6659223 6659234 GGGGGTAGGATTTGTTTTTGA TCAAAACGGGGCTTATCAGT 262

Ad05A2643 Aradu.A05 2643 p4 (ACTC)6 24 6672752 6672775 CACCCCACTCACCCTCTTTA TAGTTACGCAATTGCCCCTC 224

Ad05A2650 Aradu.A05 2650 p2 (AT)6 12 6694915 6694926 AGGATCTCGGACAATTCAGC TGAGCTTTAAGGCTACTGGGTC 251

Ad05A2658 Aradu.A05 2658 p2 (AT)7 14 6706463 6706476 TTGGGATTATCTTTTGCCCA AATTGGGGGTTGTCCAATTT 248

Ad05A2660 Aradu.A05 2660 p3 (ATT)5 15 6707520 6707534 TTGCCAATACAACCTTGGGT GACAAATGGTAAGGACAACGG 271
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Ad05A2664 Aradu.A05 2664 p2 (AT)9 18 6716096 6716113 CCGTAAAAGTATTAACCCTCTAACAA GCAATTAGTTTGGTGGCTTTC 226

Ad05A2666 Aradu.A05 2666 p2 (GA)8 16 6717663 6717678 TGAAGAATGAAGGACCGGAG AACTTGTTGCCTCACTCGCT 134

Ad05A2668 Aradu.A05 2668 p3 (CTC)6 18 6723120 6723137 AGAGTCCAGGAGGCTAAGGC AAGTTTTGCGCTTCTTTGGA 181

Ad05A2669 Aradu.A05 2669 c (A)10tttaaaccctctatataatcaattcaaaaatattatgtgcatattaaatattaattatcaaatcaattat(TA)692 6727389 6727480 AACCCAGCAATTACGGAGAA GCGTTCCAATAGAGTGCCTT 279

Ad05A2676 Aradu.A05 2676 p2 (GA)16 32 6746598 6746629 GCTATCAGAGTAGCGCAGCC CTTCACAGCTCATATCGCCA 241

Ad05A2678 Aradu.A05 2678 p2 (AT)6 12 6758980 6758991 CAGGATATGGTATGGTCGGG TAAGCTCATAGTGACGGCGA 205

Ad05A2681 Aradu.A05 2681 c (A)10gatatcatgtatgtatgtttgggtgtggtatgtgtaagtgtgtaacctagaattcggaattatttaatttattc(A)1397 6763551 6763647 TTTGAGCTGATTCACACGGA CACTCATACACACTACACTCACACA 279

Ad05A2686 Aradu.A05 2686 p2 (TA)8 16 6775330 6775345 ACCCTTGGCCCAACTAAACT GATAACCGGTCCGAGCATAG 251

Ad05A2691 Aradu.A05 2691 p2 (TC)6 12 6800417 6800428 AGGCTTACAGTGGCAGAGGA CGTCAAAAACAGAACCCCAG 273

Ad05A2692 Aradu.A05 2692 p2 (TC)10 20 6800543 6800562 CCACCGTCGATCTCTCTCTC TGCATCCACTACATGCCATT 250

Ad05A2694 Aradu.A05 2694 p3 (TAA)8 24 6804728 6804751 CATAACAATCCTCCATCCAAAAA TCAATTAGACATAATAGTCATCCGTC 279

Ad05A2696 Aradu.A05 2696 c (T)10cttttcaattacaaccagtcaacccaacaaatagtatattgtgtgttgttgatg(A)1074 6817350 6817423 TGACAGCTTTCAGCATCAACA CAAAGGTCAAGATTTTCAAGTCA 280

Ad05A2697 Aradu.A05 2697 c (AAT)5gattatgagattgctgagcag(GAT)860 6818973 6819032 AATCGAAGTCGTGGATTTGG TGCTTCAGCATTGACCTTTG 238

Ad05A2700 Aradu.A05 2700 p3 (TTA)16 48 6822092 6822139 TGTGTCATGCAATGCGTATG CATCAGTGATCATATTCTTCCACA 113

Ad05A2707 Aradu.A05 2707 p2 (AT)9 18 6843549 6843566 GTTTCAAAGATTGCGACGGT TTGGCATAAGCTGACCAAGA 258

Ad05A2709 Aradu.A05 2709 c (A)11cagagagaaaaacacgtaaatgaagaagaagaacagaaagagtaagaagaacgtgtagc(AAG)894 6846139 6846232 TTTCTCCTCCTCATCTTCTGC CAAGGTACGTTTCTTGCCTTC 179

Ad05A2710 Aradu.A05 2710 c (AAG)6aggaggaagaagaagaggaagcacggagaaagaagaagaagaaaaagaggc(A)1281 6846380 6846460 GAGAAAGAGAAGGCAAGAAACG TACACGCGCTTTATTCATGC 257

Ad05A2717 Aradu.A05 2717 c (TA)6aatgactatgctttgtggtatttatgatacaatgaaactccatatatcaaagactatccaacgtttga(T)1191 6861708 6861798 CCAACCATCTCTTCTCCTTCA ACTGCCACGAACAAGAACAA 277

Ad05A2719 Aradu.A05 2719 p2 (TC)7 14 6865973 6865986 CACCATTCTCTTGCCGAGTT CTCAGATGAAACTGCAACGG 170

Ad05A2720 Aradu.A05 2720 p2 (CT)16 32 6866431 6866462 TGGGATCATCGTAGTTGAAAG GCGCCCTAGGCTCTGATAC 272

Ad05A2721 Aradu.A05 2721 p2 (CT)15 30 6870798 6870827 TGTTCAATGCCTTCGTTTGA GGTTCTTGTGAGAGAGAGCGA 244

Ad05A2727 Aradu.A05 2727 c (T)10gtaaattgtgatattttattatataatac(T)1150 6894521 6894570 GCACCTTTCTTCATAAATGGAT AAAAATGTGCGCATGTGAAT 273

Ad05A2730 Aradu.A05 2730 p3 (TAA)10 30 6916294 6916323 TTTTGTCCGTATGCAAATAAAAAG TCAAGTTATTCTGTTCAAATAGGCA 267

Ad05A2732 Aradu.A05 2732 p3 (TTC)5 15 6919659 6919673 TTAGCAATATAAAACTTCGGACAA CCAGGTGTCACGCATGTAAG 250

Ad05A2734 Aradu.A05 2734 p3 (TTA)13 39 6922840 6922878 AACCGCAGTCTCATTTCCAG TCACATGAATCTGGCCTCAA 263

Ad05A2736 Aradu.A05 2736 p2 (AG)8 16 6923782 6923797 TCTCGTTGTACCAGCCACAG TTATCGCAATCAAGCTGCAC 263

Ad05A2739 Aradu.A05 2739 p2 (AT)6 12 6927861 6927872 TTGATTTTCATGCGTTTTGC CTGTGAGCCAAGCAAAAGTT 110

Ad05A2742 Aradu.A05 2742 p2 (CT)6 12 6932470 6932481 GCTCTCTTTGGAGAGCCCTT GGCTTTGGATTTGTGTCCAT 226

Ad05A2753 Aradu.A05 2753 p3 (ATT)5 15 6996219 6996233 ACCGACAAAAACGAATCTGG ATCCGAGAGTGCAAATGACC 237

Ad05A2757 Aradu.A05 2757 p4 (GAAA)8 32 7009008 7009039 GCCGCTAAAGATTGAAGACG TCGGCCTGCTAGTTTGATTT 254

Ad05A2758 Aradu.A05 2758 p3 (TAA)5 15 7010039 7010053 TTAAGGGCTGTGCCAGAATC GGGGCTCTGGTTCCTTATTT 165

Ad05A2762 Aradu.A05 2762 c (TAA)18(TAG)7 75 7030702 7030776 TCGAAAACCATATCCAATCCA TGCAAGGGAATATCTGTAGCG 219

Ad05A2763 Aradu.A05 2763 p2 (TA)8 16 7031055 7031070 TGTGATTTAAATTTGATCGGGA TGCTTAATGAAAAACTGATGATAAATG 255

Ad05A2768 Aradu.A05 2768 c (T)11ctatctttctttttcttttatttttaaaggtggaaagatttttcattatgagcctcttt(A)2292 7048372 7048463 TCTATCATGCTAGCCTATAAAGTCAAA GGGAAAAATGGGCAGATGAT 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A2770 Aradu.A05 2770 p3 (ATA)5 15 7049280 7049294 ACAGAGTTAAGCCACGACGG TCTCTGTTCATTTCAGCCCA 239

Ad05A2771 Aradu.A05 2771 p2 (TA)8 16 7056949 7056964 TGAAATTTAAGTTTGATATATTGTCCA CGCTAAATGAAAATCCACCA 275

Ad05A2775 Aradu.A05 2775 p4 (TTAT)6 24 7067182 7067205 TCTTCTCTTTTTCAACCATTAAAATTC CAACCTAGCAGATGCCATGA 262

Ad05A2787 Aradu.A05 2787 p2 (AT)11 22 7122231 7122252 TTTCAATGTTAATGGTATCTCCAAAA TCTCAGACAATAGAGACACAACAAT 280

Ad05A2788 Aradu.A05 2788 p2 (TA)6 12 7125084 7125095 AATTTTTCGATATTTAATTGCAAAG GGACAATTGCCCCATTAAAC 215

Ad05A2793 Aradu.A05 2793 p2 (AT)6 12 7139198 7139209 AGTTCACCAAAAGCTCACAAA TGAACCGAGCTTGAGTTTGA 226

Ad05A2797 Aradu.A05 2797 p2 (TA)6 12 7150778 7150789 TTCGAATTACTAGGAAGGACACA CCATCTCCCCTCTTTGTTGA 237

Ad05A2799 Aradu.A05 2799 p2 (AT)6 12 7166485 7166496 TTCAAACACGTTTGGACACA GCTGCGCTTAAAATTGGGT 278

Ad05A2805 Aradu.A05 2805 p3 (TCA)5 15 7177826 7177840 AAACCGAAGCATGACCAAAG GTTCGCTTCTTTTCACTGCC 280

Ad05A2807 Aradu.A05 2807 p2 (TA)6 12 7180456 7180467 CCACAACTAGGCACCAGTCA AACTGCCACACCCTCAAAAT 280

Ad05A2808 Aradu.A05 2808 p2 (TA)6 12 7181397 7181408 CCACCCCTTCACTACGAGTC TGAGAGATGCAAATACGATAGCA 273

Ad05A2811 Aradu.A05 2811 p3 (GAC)5 15 7195185 7195199 TAAGGGTGCGAAGAAAAGGA AGCGACCCTCAGAAGTTTCA 133

Ad05A2816 Aradu.A05 2816 p4 (AAAT)5 20 7210664 7210683 TTTGATACTTGAAGGTCCCCA TCTGTTGTGGTCCAAAATTAAA 271

Ad05A2820 Aradu.A05 2820 p4 (TTTA)5 20 7214292 7214311 GCCTTACGCAATCCCAATAA TGGTAAAAAGAGTAAAAACTAACCAA 144

Ad05A2822 Aradu.A05 2822 p4 (TTTA)5 20 7214809 7214828 ACTTTGGCAGCATTGAAACC ACCACGTGTGTCTGATTTGC 276

Ad05A2823 Aradu.A05 2823 p2 (TA)7 14 7215439 7215452 ATTACCATAACGTGCCTGCC AGTTGAGTGAGCGTGTGTGC 206

Ad05A2825 Aradu.A05 2825 c (TG)6(T)10 22 7216899 7216920 GGACCGTCCGATTTGAATAA TGGACGATCAAGAGAAGTATGAAA 244

Ad05A2826 Aradu.A05 2826 p3 (TTA)10 30 7218280 7218309 TGATCCGTACCATTTCATGC GCAGAGGGATCCATCGTTAC 202

Ad05A2828 Aradu.A05 2828 p2 (TA)6 12 7219416 7219427 TTTTACGACGTCGCTTTTCC TCCTTATGGCTCCATCTTGG 245

Ad05A2829 Aradu.A05 2829 p2 (AT)6 12 7219641 7219652 CCAAGATGGAGCCATAAGGA AAAATTGGGTCGTTTACCACA 251

Ad05A2830 Aradu.A05 2830 p2 (AT)6 12 7219883 7219894 TGTGGTAAACGACCCAATTTT AAACGAGTAAGAGCGGGGAT 135

Ad05A2832 Aradu.A05 2832 p2 (TA)6 12 7220863 7220874 TGAGCAAAGATCATGCCACT CATTCTCCAAACGTGCTTGA 278

Ad05A2835 Aradu.A05 2835 p3 (CTC)5 15 7229401 7229415 TACCAGAGAGTCCAGGAGGC GAATGCAAGAGCATCCGTTT 252

Ad05A2841 Aradu.A05 2841 p4 (AGAA)5 20 7243763 7243782 GCTTCGAACAAGAACTTGGG TGCCAAAATGGAAGAGATCC 155

Ad05A2842 Aradu.A05 2842 p3 (TCT)16 48 7244219 7244266 AGAGGATGTGGTCGTGTTCC TGAACATGCCTCACACACAA 207

Ad05A2843 Aradu.A05 2843 p3 (ATT)5 15 7244636 7244650 CTTTCTTTTTCCCGCTCCTC AGAACATGATTCTTATCAATCCCT 184

Ad05A2846 Aradu.A05 2846 c (A)11cacaaattgtctgaatttactatttttttttccttaacgtaactcaaatagctctcacca(T)1081 7246182 7246262 CAAGTGTGTGGCAAAATGTAAAA CTTCTGGAGGGGTTTTCCTC 160

Ad05A2847 Aradu.A05 2847 p2 (AT)9 18 7248007 7248024 CCGTACGTAGTCTTCCGGTG CATGGTGTTATGAGCCCATTT 280

Ad05A2848 Aradu.A05 2848 p3 (ATA)5 15 7248567 7248581 AAACATTTAATTTGCATGGTTCTG ATTAGGCGCAAAGAGATTGC 140

Ad05A2849 Aradu.A05 2849 p2 (AT)11 22 7248924 7248945 ATGTGAAGAGGGAGCAACCA ACATTTTGCAGCGGTTCTTC 280

Ad05A2854 Aradu.A05 2854 p2 (TG)6 12 7260738 7260749 TTTGGATGCTTTTTCGTGCT TGCGTACAACTTAAGTGGGAGAT 251

Ad05A2857 Aradu.A05 2857 p3 (GGA)5 15 7277498 7277512 TACTTGCCAGACAGTGGCAG ATAAATGGAACCACAGGGCA 203

Ad05A2858 Aradu.A05 2858 p3 (TGG)5 15 7283795 7283809 GAAGGTTGTTGTTGGTGGCT AATTGTGGAAGCGGAAAGTG 232

Ad05A2861 Aradu.A05 2861 p2 (TA)7 14 7291325 7291338 TTCAAATTCAAAGTCCTGTAAACG ATTCGGATTGGTCGAGTGAT 254
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Ad05A2862 Aradu.A05 2862 c (A)10tattagatcatagtttaaagtaaatatttattttaga(T)1158 7296770 7296827 TGTTAGTTGTGCATTTTATTGATGA CAAGAAAAAGTGAAGCTTACAAAA 253

Ad05A2864 Aradu.A05 2864 p3 (CTT)5 15 7298433 7298447 CTTCGTGTTCAGCCATTTGA GGGTTAGGCCCTGTTTCATT 120

Ad05A2875 Aradu.A05 2875 p2 (TA)7 14 7328570 7328583 TATTTATCTCGCACTGGGGC AACCATCATCACATACATAACATAAAT 231

Ad05A2877 Aradu.A05 2877 p4 (GTTT)5 20 7330368 7330387 GCAATGCATGCTCTCAATGT GCTCTGGAGTTGGATTTTGC 255

Ad05A2879 Aradu.A05 2879 p2 (CT)24 48 7332560 7332607 TGGCTAATTTAGGGCCATCTT AAATAACAGGCAGCGAATGG 263

Ad05A2881 Aradu.A05 2881 p3 (TGA)8 24 7335550 7335573 GTGGTGGTTGTGTTTGCATC CACCCCATCCACTACCACTC 222

Ad05A2882 Aradu.A05 2882 p3 (GGT)5 15 7335698 7335712 TGCAGATGGTAATGGAGTGG TTTCAGGTAACCCTCGGAAT 272

Ad05A2884 Aradu.A05 2884 c (GAG)6aaagagaaggaggaaaaattttaaattatgcagaatttattaaaaatagttctgaaaaagaagatgatgataatgaagaaagaggagg(A)10gaggaaaaaagatgaagaaaaagaaaaaaaaaggaggaggaggagaaggaaaaaaaagtagaggaagaagagaaaaaagaggaag(A)10211 7338922 7339132 AAGAAAAATGACGATGATGATGA TTCCACCTCCTTCTCCTTCTC 267

Ad05A2886 Aradu.A05 2886 c (T)10aacgactaaaacgatgttgttttggtgagg(A)1050 7341759 7341808 AGGAGACAGCCAGTGATCGT GAATCGGATTGAATTGTCCG 278

Ad05A2888 Aradu.A05 2888 p2 (AT)6 12 7349827 7349838 TGAGCGTTGTCGTCTTTTTG GCACGACGAGCATGGACTAT 105

Ad05A2891 Aradu.A05 2891 c (CT)10ttctttctctctccgtaac(CTT)760 7358096 7358155 ACCTTAGTGGGCAAAGTCCC TCTTCCTCGTCCCTCTCTCA 183

Ad05A2893 Aradu.A05 2893 p2 (GA)10 20 7373838 7373857 TGCGAGGCATACATTCTGTT CCTCCTCAACTTCCGATTCA 230

Ad05A2896 Aradu.A05 2896 p4 (TCAT)5 20 7387593 7387612 TTGGTCCTTCCTCTGTCTGG GTGCACCAATGATGTTTTGG 239

Ad05A2897 Aradu.A05 2897 p3 (TTA)5 15 7387758 7387772 CCTTCGGAAGAAGCAAAACA GGAGTCTAATGTTTCAAAGCCAA 262

Ad05A2898 Aradu.A05 2898 c (TC)7ttctcattccccctctttca(TC)646 7389085 7389130 ACTGGCCTCGTCTATGCTGT ATGCAAGCCAAGTGAGTGTG 204

Ad05A2899 Aradu.A05 2899 c (GGA)5agc(TCG)533 7389658 7389690 GATATTCGGCTTCTCCGTCA CGGCTCTTCTTCATAGGCTG 234

Ad05A2900 Aradu.A05 2900 p3 (TAT)5 15 7391043 7391057 AGATTGGCACAATGAGGGAG TTTCGTTTGAGAGCGGAAAT 229

Ad05A2901 Aradu.A05 2901 p3 (ATT)12 36 7396076 7396111 TCGGATCTACGAGACACTGC TGACCGTACAGGTGGATTTTT 228

Ad05A2902 Aradu.A05 2902 c (TAA)12agttattagatattattctac(A)1067 7405635 7405701 TCTAGCTTTTCTGAACAAAATGAG TGATCAAATTGAGATTCAACGG 237

Ad05A2906 Aradu.A05 2906 p2 (CA)6 12 7413382 7413393 ACACGTAAACCGCTACTGCC CGCAAATGCATTGTTTCACT 193

Ad05A2907 Aradu.A05 2907 p3 (CCA)5 15 7415353 7415367 TATCCCATTGCCACCACTCT CCCCAACAAGTAGAAGCAGC 276

Ad05A2911 Aradu.A05 2911 p2 (CT)6 12 7429215 7429226 AGAAGGGAAGTATGTGCCCC AGAAAGTGTCGGTTTGGTGG 102

Ad05A2912 Aradu.A05 2912 p2 (AC)6 12 7429589 7429600 ATTTCTGGCGAACCAAACAC TACCGAAGCTAAGGGCACAG 147

Ad05A2914 Aradu.A05 2914 p3 (TCC)9 27 7445378 7445404 AAGTCTTTTTGGCATGCAAGT TACGCGAAGAAGAAGGAGGA 184

Ad05A2915 Aradu.A05 2915 c (ATG)6gttatgatgatgaaa(AAG)857 7446384 7446440 TTGCTTTGTTTGATTTCTTTTGA TTTTCGGTGTATGTGTGCTGA 248

Ad05A2917 Aradu.A05 2917 p2 (GA)7 14 7447677 7447690 TAGTGGGAAGAAATCGGACC TGGCAGAAAACTCTGGGTTC 122

Ad05A2923 Aradu.A05 2923 p3 (TTC)24 72 7462915 7462986 CACGCGCCTCATATAACGTA GCGAAGAGAGGAGAACAACG 199

Ad05A2926 Aradu.A05 2926 p3 (AAT)19 57 7489573 7489629 TCCCATTTTCTTATCATTTCACTT TGTTTTAACGGACAAGAATCAA 273

Ad05A2927 Aradu.A05 2927 p2 (TA)6 12 7491129 7491140 CTCGACCTGCGAAACTAAGG TGAGCGTTTGGATATCCTCC 231

Ad05A2928 Aradu.A05 2928 p2 (AT)6 12 7492014 7492025 CGGTTATATAGCCAACCCGA ATTTGTTGACCCTCTGTCGC 275

Ad05A2929 Aradu.A05 2929 p2 (AT)9 18 7492816 7492833 AAGAAATCGAAACCGGAGGT TGGTCTGGACCACTTGAAAA 140

Ad05A2930 Aradu.A05 2930 p3 (ATA)6 18 7520248 7520265 TCACATTCATCGTGTTTGGAA GGGTAGAATGTAGCGACTCTCA 265

Ad05A2931 Aradu.A05 2931 p2 (TA)6 12 7522847 7522858 CTCAACCTGCGAAGCTAAGG TCAGATGCAGGTCGACAGAC 258

Ad05A2932 Aradu.A05 2932 p2 (AT)14 28 7523697 7523724 GTCGGTTATACAGCCAACCC ATTTGTTGACCCTCTGTCGC 264
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Ad05A2933 Aradu.A05 2933 p2 (TA)7 14 7524516 7524529 AACCCAAAGGAAAGAGGAGC TCATTATGCATTAGGTTACGTGTG 253

Ad05A2941 Aradu.A05 2941 c (A)11gaaag(A)10 26 7548322 7548347 GGCAATGGCTCCAAACTTTA AGGCTGTTCCTTTGGGAAAT 240

Ad05A2942 Aradu.A05 2942 p2 (TA)7 14 7552646 7552659 TTGTTTGCTGCATGGATTGT TCTCAGGAAAAGAGAATGGCA 191

Ad05A2943 Aradu.A05 2943 c (A)10gaaagaaggaggaattggccgaagccacaaagaaaacaaagaaaagaaataagatgcttatatgtgtgtac(AT)693 7558680 7558772 GCTATAAGAGCAGCGCAACC AAACATGCATGGCCGATTAG 272

Ad05A2946 Aradu.A05 2946 p2 (TA)7 14 7579498 7579511 CAATATCTTCGAGTGGCTGCT TTTGTGTTGATTCGTAAACTTTTT 260

Ad05A2957 Aradu.A05 2957 p5 (TATTT)5 25 7657349 7657373 TGATTTAAGCATAAAATTGGAAAA CACAATTAATATTGAGAGATGTTCAGA 279

Ad05A2963 Aradu.A05 2963 p2 (CT)7 14 7663334 7663347 GGCGACGTCTTTCTCTGTTC CCACCTTTGGGTCCTTCTTC 185

Ad05A2967 Aradu.A05 2967 p3 (TGG)5 15 7680717 7680731 ATCCTTACACCAGTTTGGCG TTGAGCAACAGAACCACCAG 244

Ad05A2968 Aradu.A05 2968 p3 (AAC)8 24 7681161 7681184 CAACGCCATGAAACTGCTAA GATGGCCATGGTGGTAAAAC 277

Ad05A2972 Aradu.A05 2972 p2 (AG)8 16 7706107 7706122 TGGCTTTAGCCACGGAATAG AAGTTGGCTTGCCCTTTTCT 169

Ad05A2973 Aradu.A05 2973 p2 (GA)25 50 7712634 7712683 ACAGAGGGAGGGTGAGGAGT TCGATGCCGTTTTTCTTTTC 139

Ad05A2976 Aradu.A05 2976 p3 (TGG)5 15 7719825 7719839 AGTTTGACGGTGATGGTGGT TGCCATAGGTTGAGCAACAG 236

Ad05A2977 Aradu.A05 2977 p3 (AAC)5 15 7720162 7720176 TCATCTTCCAGGGAACAACC TCAAAAACATGTTGCGGGTA 251

Ad05A2978 Aradu.A05 2978 c (CTC)5ct(AAC)7 38 7720280 7720317 TCATCTTCCAGGGAACAACC TCAAAAACATGTTGCGGGTA 251

Ad05A2979 Aradu.A05 2979 p2 (TA)7 14 7727799 7727812 TGTAATGAGTCTATATGCATTTCCC TCATCAAATGACTCTCAATTATCAA 231

Ad05A2980 Aradu.A05 2980 p2 (AT)9 18 7728440 7728457 TTGGTCGACGATTATAACTTGGT CACAAATTAACGGGACGGAG 264

Ad05A2982 Aradu.A05 2982 p2 (AT)6 12 7729714 7729725 TGTCCATCAGATCTCTTATTCGG AAAAATTGTGTTTTGAATGAAAAGT 277

Ad05A2985 Aradu.A05 2985 p3 (AAC)5 15 7732394 7732408 TCATCTTCCAGGGAACAACC AGGAACCATCACCAAGTTGC 244

Ad05A2986 Aradu.A05 2986 c (CTC)8ctagtagtagtaataataacaataataacacaacacttggtattatgcaacttggtgatggttcctttatttacccccaacctgtttttgatagtag(CCA)5136 7732515 7732650 CAATTTCTGAGGTGCAACGA AACGTTGATAGCCTTGGTGG 267

Ad05A2987 Aradu.A05 2987 p3 (TTC)6 18 7732804 7732821 ACTGCTGGCACTTCTCCATT GAGAGACACAGGAACAGCCC 162

Ad05A2990 Aradu.A05 2990 p2 (CT)6 12 7750701 7750712 TTTAACGCCAGAATTGGCTC GGTGAGGTAGGTGGGGTTTT 181

Ad05A2993 Aradu.A05 2993 p2 (AG)6 12 7758478 7758489 CACGCGGACGAGGTATTTAT CAACCATCATACACGGCAAG 175

Ad05A2997 Aradu.A05 2997 p3 (ACA)7 21 7762605 7762625 CCTCACCAAGATTCACCACC CAGAGAGAAAACCAGCAGGG 148

Ad05A2998 Aradu.A05 2998 p3 (TGT)5 15 7767500 7767514 GGCTTTGATATGTTTAGTTTGCG AAGTCCCTCAGCAAGCACAT 175

Ad05A3000 Aradu.A05 3000 p2 (TA)7 14 7773360 7773373 AGTTGCTTCCGGTTATGTGG TTTCCAAACCAATCCAAACC 232

Ad05A3005 Aradu.A05 3005 p3 (ATT)5 15 7777770 7777784 CTGGCATTGAGGATTGAGGT AACTGAATTTGGTTACGGCG 253

Ad05A3008 Aradu.A05 3008 c (CA)7(CT)6 26 7792145 7792170 TGATCCCAAACTAAAGGGAAAA GCAGGTTAGCTGGTGCAAAT 280

Ad05A3009 Aradu.A05 3009 c (TG)8tttgt(TG)6tttgt(TG)12(AG)10g(GA)19121 7793300 7793420 TGGTTTGGTCTTTTGCTTTTC CATTACAGGTATTCCTCCCCC 232

Ad05A3011 Aradu.A05 3011 p3 (TTC)6 18 7797039 7797056 TACTACAAACGCCACCCCTC TGGCACCACCACTTGAATAA 165

Ad05A3012 Aradu.A05 3012 p3 (CAC)6 18 7797315 7797332 TACGCCTCTGGGTTGTTCTT GGGACAGGGATTGAAGATGA 157

Ad05A3016 Aradu.A05 3016 p2 (AC)6 12 7810935 7810946 TTCTTTTGGTCCTGGAATCG TCGTTTTGTCCATATCCTTTGTT 217

Ad05A3026 Aradu.A05 3026 p3 (AAT)5 15 7826195 7826209 CATCGAGTCCTCGCCTAAAG ATCAGGTCGGCGATGTTAGT 261

Ad05A3030 Aradu.A05 3030 p3 (AAT)5 15 7835432 7835446 TGATTTTTGTCGTTGTTATCCAA GGTGCACAAGAAAATCTCACA 250

Ad05A3031 Aradu.A05 3031 p2 (TA)7 14 7840770 7840783 TGGGGTCCTCGGATACAATA GAGAATCATCTCTCAGCGTCAA 265
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Ad05A3032 Aradu.A05 3032 p2 (TA)11 22 7842102 7842123 CCTACAAAGCTAAGGCTGGC ATGCAGGTCGAAAGACACCT 241

Ad05A3034 Aradu.A05 3034 p2 (TG)12 24 7846121 7846144 CACTACAGGCAATGGACCAA CACCTTGCTCATTATCGACAGA 223

Ad05A3036 Aradu.A05 3036 p2 (CT)13 26 7846565 7846590 AAAGCCAACTCAGCCAACTC TGATCGACGAGGGTGATGTA 220

Ad05A3040 Aradu.A05 3040 p2 (AG)7 14 7857481 7857494 TGCAAGCAGAGGCACAGTAG TTGGCTTAGTGAAAACGTGAAA 211

Ad05A3043 Aradu.A05 3043 p3 (TTG)5 15 7860002 7860016 TGATGATGGATCAGCAGTTG GCAAGGGATGTGGAAGTAGG 247

Ad05A3044 Aradu.A05 3044 c (CAC)6ctgtaatcaccaccaacaacgatgatattattacttcttcttttccctac(CCT)686 7860444 7860529 CCACCTACCCATCACAAACC CCGGAATATCATCTCCCTCA 245

Ad05A3045 Aradu.A05 3045 p3 (TGA)6 18 7860992 7861009 AGCAGGAGGAGGGAGAACAT AGTGCAATGACGACGACAAG 239

Ad05A3046 Aradu.A05 3046 c (TCA)6acaatctatctattctcatctctgttttccatttttcttattacaagcaaatctatctcgcgaggaccgagatcatcatcattattac(TA)8122 7861167 7861288 ACTTGTCGTCGTCATTGCAC TGACAAGAGCATAAGCAGCG 261

Ad05A3053 Aradu.A05 3053 p3 (GAG)6 18 7882100 7882117 AGCTGAAGAAGAAATCGCCA AGAGGGTCCAGGAGGCTAAA 125

Ad05A3057 Aradu.A05 3057 p2 (AT)6 12 7890872 7890883 CAAAGCAATCTTATTTTTGTTTATTTG TTTGTGTTAGTTGAGTTCTTTCTTTCA 266

Ad05A3059 Aradu.A05 3059 p2 (TA)6 12 7891401 7891412 GAAGCGTGAAGATTGCAGGT TGGTTCTTACCATTCCAGCA 269

Ad05A3061 Aradu.A05 3061 c (A)16gaaagagaagaaagaac(AG)747 7895185 7895231 ATAATGATGGTGGGTGGTGG AATTCAGAGATCTCGCTCGC 174

Ad05A3062 Aradu.A05 3062 c (A)14cagcgaagcatctcgaaaagctgaaatttgatttggtaaatatgc(TGA)574 7895365 7895438 GGTCAGTGAGCGCCTAATTC GGGGGTGAAATGGAATCTCT 266

Ad05A3067 Aradu.A05 3067 p3 (TGT)7 21 7909409 7909429 TGTGAAAGGTGAACCAACCA TGGGATGATGCTGAGAGATG 246

Ad05A3068 Aradu.A05 3068 p3 (ATT)8 24 7910517 7910540 GCAGTGGGCCGTACTCTAAA AAGCCTCCCATGTGAATTGT 262

Ad05A3074 Aradu.A05 3074 p2 (AT)6 12 7933435 7933446 TCTGGTAATATTGATGGCCAGTT TCAATTCTTTGATTTTTCATCGTT 276

Ad05A3078 Aradu.A05 3078 p2 (TA)6 12 7942911 7942922 GATATGTCACGCCATGTGCT CTTTTCCTTTCTTGCGGTTG 206

Ad05A3079 Aradu.A05 3079 p3 (AGA)6 18 7943839 7943856 GAAGATGGATGGCGATGAGT CATGGCTTCTTTTCGTGACA 211

Ad05A3081 Aradu.A05 3081 p3 (TTC)5 15 7948904 7948918 AATCCCGATAACGCTCAAAA TGGAATGGGAAACAGGATGT 255

Ad05A3084 Aradu.A05 3084 p2 (TA)6 12 7952819 7952830 CTCTGCTGGTTACATGCTGG TAGATGCCATGCCAAAAACA 239

Ad05A3086 Aradu.A05 3086 p3 (GAT)5 15 7958645 7958659 TGTGAAGGTGATAATCCGCA TCCCCGGGGGTATTTAGTAG 270

Ad05A3088 Aradu.A05 3088 p3 (TAT)15 45 7980952 7980996 CACAACTAAAAGTGACAATAAGAGAAA TGCCGACATGATACTTAAATTTTG 268

Ad05A3091 Aradu.A05 3091 c (TAA)14aatttacttttttaaataaatatg(AAT)581 7983899 7983979 CAACGACCAACGTGTCTATCA TGCGTTACTAAAAGAAAGTCAGC 279

Ad05A3094 Aradu.A05 3094 p2 (CT)9 18 7985920 7985937 AAAATTCGAAGCGCGAACTA CGGGAAGAGGAGAGGGTTAG 104

Ad05A3095 Aradu.A05 3095 p2 (GA)6 12 7990430 7990441 AATACGCACAGCGTCAACAC CCCAAAGCATAACATGGGTC 266

Ad05A3096 Aradu.A05 3096 p3 (TAA)16 48 7995737 7995784 CAACAAACACGAAGCAATAGGA TGGATCCATCGATGATGAGG 259

Ad05A3097 Aradu.A05 3097 p4 (TTTC)5 20 7996704 7996723 TCTTTCCTTCTTGCACCGTT AGATCGTTTCACGTTCGTCC 210

Ad05A3099 Aradu.A05 3099 p3 (ATA)5 15 7997512 7997526 CATCTAAAGAGGGCGACCAA GTAAGGGGGCCTTTTCTTTG 202

Ad05A3100 Aradu.A05 3100 p3 (AAC)5 15 8000457 8000471 TCACCTGATTCGAAGAACCC GCGTCTCGTTGTCCTTCTTC 130

Ad05A3101 Aradu.A05 3101 p3 (ATT)8 24 8002200 8002223 GAATCTAAGTTTCGCCCGGT ATAATAGCGCCCAAACATGC 193

Ad05A3105 Aradu.A05 3105 c (TAA)5ggaataataataattata(ATT)1269 8018790 8018858 ACAAGTGTATGGCGTGACCC ATTTTCCTCTTGGTTGCCG 216

Ad05A3107 Aradu.A05 3107 p3 (TAA)5 15 8021977 8021991 ATTTTCAGGCACGCTTCATC GCTGACTGAGAATGTGGCAG 206

Ad05A3108 Aradu.A05 3108 p2 (TC)11 22 8023318 8023339 TACAACAGTGCTTTGCTGCC CAACATCATCATGCCTCTGC 169

Ad05A3109 Aradu.A05 3109 c (A)10ttggtctcagattataaattttacagattgacgtgatatatgtgtgactgattttcttaaaacatttttctttaatttaa(T)10100 8036105 8036204 AAAAATTCTGCGTATGGACTTAAT AAATCACTCGGGATTGAAGG 236
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Ad05A3110 Aradu.A05 3110 p4 (CAAT)5 20 8042105 8042124 CACAAGCAGTTTGAATTTGGAA CTTTCCCAATGCCAGATCAC 254

Ad05A3111 Aradu.A05 3111 p3 (CCA)5 15 8042649 8042663 GCGCATACTTTTGCAGTCAA CATGACATGGATTTGGACACA 209

Ad05A3113 Aradu.A05 3113 p3 (ATT)5 15 8044199 8044213 AAGTCACACTCCCAGGCTGT AATTTTCCCCTTATGCCGAC 121

Ad05A3119 Aradu.A05 3119 p2 (AT)10 20 8046337 8046356 GACCCAAAATAACCCAATTTCA CCCTCACTTCGTCCTACAATG 278

Ad05A3125 Aradu.A05 3125 p2 (TA)6 12 8050817 8050828 TGAAAATATTGTCTAATTATTGCTGTG TCTGGATTCTGAATTTTCTAAATGA 110

Ad05A3126 Aradu.A05 3126 p2 (GA)6 12 8054543 8054554 GGTTTCGTGGATTTTGAGGA CCAAAAGCTTACCAGCCAAA 274

Ad05A3127 Aradu.A05 3127 p2 (AT)6 12 8057223 8057234 CGTATCGTGTCCGACCTCTT TTCCAATTGAAGTTCGAAAAGTT 279

Ad05A3128 Aradu.A05 3128 p3 (TTG)6 18 8061058 8061075 TGTTTCTGCTCCTGCTTCTTC GCACCTCCCTCTCCTCTTCT 194

Ad05A3129 Aradu.A05 3129 p4 (GGGA)5 20 8061238 8061257 GAAGAGGAGAGGGAGGTGCT TTTGCTACAAAATGGTCCCC 152

Ad05A3130 Aradu.A05 3130 p3 (ATA)15 45 8063688 8063732 CGTTTTGCTTTAGGCTCTTCA GCAAATGTAGGAACGAGTGC 260

Ad05A3131 Aradu.A05 3131 p3 (AAG)5 15 8069120 8069134 AAACGAAGCTGAATTTCGGA CAACATGCCACTTTGCTGAC 185

Ad05A3133 Aradu.A05 3133 c (GA)12aggggaaggggaagggaaagtgtta(GT)763 8070759 8070821 CGACCTGAGCAATCTCCATT CGCCACCAAATTACACACAC 234

Ad05A3135 Aradu.A05 3135 p2 (GA)7 14 8077653 8077666 GGGGGAGATTTGTTGGATTT AAGCCGATCCAACAGTGAAC 233

Ad05A3136 Aradu.A05 3136 p3 (ATT)12 36 8079204 8079239 TGCCCAACATTTCCTTTTTA CATTGCAGTGATTCCACGTT 280

Ad05A3144 Aradu.A05 3144 p2 (TA)6 12 8089068 8089079 GCCAAACTTGTGCTTGGATAA TCACGAGTTGACTCAAATAATAGAAA 279

Ad05A3145 Aradu.A05 3145 p3 (ATT)5 15 8090224 8090238 GCCTCCTCTAATCTGGTCCC CCACGTGTTGGAACTTGAAA 275

Ad05A3147 Aradu.A05 3147 p2 (AT)6 12 8097344 8097355 CCATGCAAATATTCCACTGC GGTGGTCTTGTTGCTTCCAT 238

Ad05A3152 Aradu.A05 3152 c (CA)7tac(AT)12 41 8104408 8104448 TTCGCGTATGCGTATCATGT TGTGGCTGAACATTCAAAGC 102

Ad05A3154 Aradu.A05 3154 p2 (CT)8 16 8106669 8106684 GGAGAGATCCATTTCTGCGT CCACCAAGCTAAAAAGACCG 253

Ad05A3155 Aradu.A05 3155 c (GA)8gcccagcatagggaaaagggtaccttggtg(GTT)664 8106850 8106913 CGGCAATTTTGTTTCCATTT AAACCCAGATGGCATTCAAG 253

Ad05A3163 Aradu.A05 3163 p2 (TA)6 12 8151394 8151405 GAAAATCCTCACGAGACCCA AACAATCTCCGCAAATAATTTCA 225

Ad05A3164 Aradu.A05 3164 p2 (AT)7 14 8151679 8151692 TTCGACCGATGTTCAGAATTT TGGGTAAAGGTGAAGTAAGATGAA 204

Ad05A3167 Aradu.A05 3167 c (T)10aacttgttatgtcattaaactacttaataagttggtttttgatagttcatg(T)1071 8156091 8156161 AATCATAATATCAGCCAAAAGTAACA TGGTTAATTAATTCTAGCGATAAACC 182

Ad05A3171 Aradu.A05 3171 p3 (ATT)5 15 8160719 8160733 CACCCAAAATTTATGACACTGG TCCTCATGTGCATAATCACAGTT 200

Ad05A3173 Aradu.A05 3173 p2 (TC)7 14 8176127 8176140 TGGAGATTGGATGTAGGTTGC AACAAAAACAGAAATGGAGTTGAA 106

Ad05A3175 Aradu.A05 3175 p3 (CAC)5 15 8178164 8178178 CTGTCGCTTCTCATGTTGGA GAGGGAGGGAGAAGGATACG 107

Ad05A3178 Aradu.A05 3178 p3 (AAG)17 51 8184614 8184664 TCCTCCTCATCTTCTGTTGCT ATTGCACGTTTTCACTGCAC 221

Ad05A3182 Aradu.A05 3182 c (GT)7tt(GA)19 54 8209038 8209091 TTGAATGATAGAGCGAGCGA ATACGCAAAGCGTTACCGTC 211

Ad05A3183 Aradu.A05 3183 p3 (TTA)5 15 8209640 8209654 TCCATCGTATTGCTAAAATCTGA TCAACAATAATTAACTCAAAAACAACA 280

Ad05A3184 Aradu.A05 3184 p2 (TA)6 12 8212516 8212527 CAAACGTCTTTAAAATCCTTTTTGAT AAAAACTTAGCCATTTATGTCATTCA 238

Ad05A3187 Aradu.A05 3187 p2 (AT)8 16 8222429 8222444 TCACACTTAATGGAATAGCAAAGC TTGCACATGACACACACCTC 157

Ad05A3189 Aradu.A05 3189 p2 (TA)6 12 8225234 8225245 TATCCAAATTTCAAAAGTGAAAAA CGCCTTCATTCTCACTCTCA 217

Ad05A3190 Aradu.A05 3190 c (AT)7gtg(TA)7 31 8227312 8227342 CCATGTCAGTCCACTCCCTT TCATAAAGCGGGAAACTTGG 243

Ad05A3192 Aradu.A05 3192 c (G)14(A)10tcccac(A)1141 8239524 8239564 ATGATCCGTGACTGGACACA TTCCACTTGTCATTATGATGCTT 276
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Ad05A3197 Aradu.A05 3197 c (A)10ttttagacacgcttgaacacatctaaatatcattatatatcagtatgtcgaactttattctcaaaaataattataaaattaattatattt(TA)6112 8244233 8244344 TCCGATAAGCGTGTCTTTTG TCATGCGCCTTTCTTTTCTT 266

Ad05A3200 Aradu.A05 3200 p3 (TCT)5 15 8258203 8258217 GTCATCGTTGTGACCATTGC GATGCTGGTAGAGGAAAGCG 165

Ad05A3205 Aradu.A05 3205 p3 (GAA)6 18 8263254 8263271 CACCCCTGTGCACATAGAGA CTGCATCCTGCAGATTGTGT 226

Ad05A3208 Aradu.A05 3208 p3 (CCT)7 21 8266110 8266130 TCATCACTAACACCACCACCA AATTGAACCACACCTCAGCC 239

Ad05A3209 Aradu.A05 3209 c (CTT)5tt(TCA)6(TCT)550 8266573 8266622 CTCTTCTTCTTCCTCCTCCTCA TTTTGCAACATTATGTGTTTCTTC 205

Ad05A3210 Aradu.A05 3210 p3 (AAG)5 15 8267117 8267131 TCCTCCTCCTCATCTTCTGC TTCATCCTCTTCCAAGTAATTTTG 208

Ad05A3211 Aradu.A05 3211 p3 (CAT)5 15 8278737 8278751 TCTGGCCCTAAATCCAGATG CTATTGCAATGGCCGGTACT 275

Ad05A3212 Aradu.A05 3212 p2 (TA)6 12 8280088 8280099 TCTGAAATTCATTGACATCCAA GCAAATTTTGACACCATTAACAA 235

Ad05A3214 Aradu.A05 3214 p3 (AAG)5 15 8285581 8285595 CATCTTCCAAGTAATTTTGCAGC TTTTCTTCCTCCTCGTCTTCTG 208

Ad05A3215 Aradu.A05 3215 c (A)10gaa(GAT)8aatgatgatgatgataaaa(AAG)571 8285956 8286026 TGAATGTAAGTTCATCCTCTTTCAA TTCTCCCTCTCCTCATCTTCTG 240

Ad05A3216 Aradu.A05 3216 p2 (TA)6 12 8287411 8287422 TGGGTATGATAATGAAGGGAGG ATGCGTTAACCACCATGTCC 279

Ad05A3220 Aradu.A05 3220 c (TC)13(AC)7 40 8297590 8297629 CGCCTTGGGAAATATCAATG TGGGGTAAATTAAGCGCAAC 230

Ad05A3223 Aradu.A05 3223 p3 (CTC)5 15 8304823 8304837 ACATGGTCTGTATGGGGGAA AACCATTTCTGGTCTGCACC 184

Ad05A3225 Aradu.A05 3225 c (A)12cttattcaaaagatgttttttgaaaaatataaagttataaatattttattttatatttgataaattt(A)1190 8307593 8307682 CGTTCCACTGTGATGTGTTG GATGGTAAAAATGGTGAATCTCAA 221

Ad05A3230 Aradu.A05 3230 p3 (TAA)5 15 8313658 8313672 CATCCATGACAAATCGACCA GTTTAGCGGCGGTTATACCA 211

Ad05A3231 Aradu.A05 3231 p2 (CA)9 18 8315674 8315691 GCAACAGCAAATGAGAACCA CCAATTGTCTGAATGGCTCA 133

Ad05A3234 Aradu.A05 3234 c* (AT)8(ATA)5* 29 8335907 8335935 TGGTGAATCAAATCTTAAACTGG AAATGGTGAATCAAATCTTAAATCG 279

Ad05A3236 Aradu.A05 3236 p2 (GA)6 12 8343003 8343014 CGGAAAACGAAAGCAAAAAC GTGAGAACAGGGGAACAGGA 221

Ad05A3237 Aradu.A05 3237 p3 (AGC)5 15 8346866 8346880 CCGGGGATTGAGAACAGTTA CATTGTGATGCACGAGGAAC 278

Ad05A3240 Aradu.A05 3240 p2 (TA)7 14 8352764 8352777 AAGAAACCAATGCAATTCAAAAA TTCGGTGACTTTGATGATCG 253

Ad05A3241 Aradu.A05 3241 p2 (AT)6 12 8352990 8353001 CGATCATCAAAGTCACCGAA CCCATGGCACTGAAGAGAAC 218

Ad05A3242 Aradu.A05 3242 p2 (CT)8 16 8353609 8353624 CTGCGCTACCATTCACACAT TGGAGAAAGGAAACTGGGTG 195

Ad05A3243 Aradu.A05 3243 p3 (TTC)5 15 8353827 8353841 CACCCAGTTTCCTTTCTCCA AGATACCGGTGAAAACGACG 158

Ad05A3244 Aradu.A05 3244 p2 (GA)6 12 8354318 8354329 AGAAAGAGAAAGCAGCGACG CGACGACATTTTCTTCTCCG 170

Ad05A3249 Aradu.A05 3249 p2 (TC)6 12 8362577 8362588 GCAAGACAAGTTGGAAGGCT TGTGCCTTGCACTCTCACTC 237

Ad05A3250 Aradu.A05 3250 p2 (TC)6 12 8364201 8364212 CCGAGTACAAACTCGCCTGT GGAAACGATGAGTATTGTCTTACAAA 242

Ad05A3252 Aradu.A05 3252 c (CAA)7(TAA)5 36 8375955 8375990 CAGAGATTCATTCCCCCTCA CAATGCTGCTTTTGTTTTCTC 218

Ad05A3253 Aradu.A05 3253 p3 (TCA)5 15 8377283 8377297 TGCATCCATGCTTGAGAGTC TTCCCAGTTTCATCTTCAGC 201

Ad05A3254 Aradu.A05 3254 p3 (CTC)5 15 8378148 8378162 AGCATCGCCTTTGTTTCCTA GCCAGAGAACCCAATCAAGA 242

Ad05A3256 Aradu.A05 3256 p3 (CAA)5 15 8387250 8387264 CACGTGTCACGAACAAAACC ATCCCAAGGCATAATGCAAG 172

Ad05A3257 Aradu.A05 3257 p3 (TTA)8 24 8387722 8387745 GATAAGGATTCGCCTCGGAT CCAATGGTTCCGAGTAATGG 206

Ad05A3261 Aradu.A05 3261 p3 (TCT)9 27 8409241 8409267 TCCGAGCATTTTTGGATTTC GGACTTGTTCCTTCAGAGCG 221

Ad05A3263 Aradu.A05 3263 c (CTT)5gctgcgtttttttcttcttctccttcttagaaaaaaatgaacaagaaaaagaagaagatgataatgat(GAA)7104 8411340 8411443 TTCGCGTTTTTCCTCATTCT CAAGAACAGACCAAAAGTTCACC 278

Ad05A3265 Aradu.A05 3265 p2 (GT)8 16 8419318 8419333 ATTTCGTCCGTGACATAGGC CAAACCCTCCGAAAAGAAAA 262
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Ad05A3269 Aradu.A05 3269 c (TC)9ccatatctctctcctttctcctctctttttcct(TC)8cttttcctcctatctctttctctatctcttttttctcttt(TC)6119 8429562 8429680 CTCTCTCCCCCTCCTCCTCT GAGAGAGAGAAAAGAAGAAAAGGAAA 193

Ad05A3271 Aradu.A05 3271 p2 (AT)7 14 8431992 8432005 CTCGAATAGTGTGGGCCATT TCATATCGTGGCTTGCCATA 259

Ad05A3272 Aradu.A05 3272 c (A)12ccaagattatgtttgttttgggtctttatttgttgtttttaaattttgtgatacatattttaacctctta(T)1092 8432993 8433084 GAAACTGATAAACAAGACTATCTTCCA TGTTGTCCTAAAACAAATACAACC 266

Ad05A3275 Aradu.A05 3275 p3 (TTA)7 21 8435990 8436010 GTTCTGTCGGTGCTCCTTTC CCCATGTAAAAATTTCTCAACGA 196

Ad05A3276 Aradu.A05 3276 p2 (TG)6 12 8436847 8436858 CACTCGCTGTGTCTCGTTGT GCAAGTGGAGAAAGAGTGCC 110

Ad05A3277 Aradu.A05 3277 p4 (TGTT)5 20 8437173 8437192 GTCCAAGGCTTGACCTGGTA GGAGGAATGGCACAGTTTGT 239

Ad05A3279 Aradu.A05 3279 c (A)10gaaa(AAG)5 29 8444152 8444180 ACATTGAGTTACATGCGCGA CCCACCTGCACTTGGTCTAT 113

Ad05A3281 Aradu.A05 3281 p3 (AAG)7 21 8445215 8445235 TGGAAACCGAAGATGACTCC TGGATCTGTGCAGCTCTTTG 261

Ad05A3282 Aradu.A05 3282 c (AGA)6aggtggtggtgttggtggtaagagaag(TCC)766 8446026 8446091 ACTAGTTGATGAGGTGGCGG AAAAGACTCACCCGCACAAG 276

Ad05A3284 Aradu.A05 3284 p3 (AAG)5 15 8447790 8447804 TTTTGCAGCATTATGTGTTTTT TTTGGGTGGAACACGAAGAT 279

Ad05A3286 Aradu.A05 3286 p3 (ACA)5 15 8454309 8454323 TTTGGTTAAATTTAGGTCACTCAA TCGTTTGATTCATGTAGCCG 220

Ad05A3287 Aradu.A05 3287 p2 (TC)6 12 8459840 8459851 CACACTGGAAAACGACGCTA GAGAGAGAATTTCAGGAGGAGG 106

Ad05A3288 Aradu.A05 3288 p2 (TA)6 12 8460327 8460338 AAGGGCCAAAATTAATTCCAA TGCATGGAGGAGAAAGACAA 219

Ad05A3289 Aradu.A05 3289 p2 (AG)11 22 8461439 8461460 CATCCACGTTCCACAACAAG GGGTAACGGTAAAGGGGAAA 233

Ad05A3292 Aradu.A05 3292 c (T)10atatattataaaggggcaaaagttgag(A)1047 8464318 8464364 CGTGATAGCAGAGGTTGGGT TGAGATATGCCTCCTCCTGAA 159

Ad05A3294 Aradu.A05 3294 p2 (GA)7 14 8487129 8487142 GGAGAAGGTGCATATTGGTTTT CCTGTGGATAAACTTCATGGAT 237

Ad05A3295 Aradu.A05 3295 p2 (TC)6 12 8488787 8488798 CGTCCTCTCTCTCCATCTCG TAACCCTAACTCACGCACCC 234

Ad05A3296 Aradu.A05 3296 p2 (GT)7 14 8488948 8488961 TAGATACTCATCTCCGCGCC GCAGTTCCAAACTTCTTCGC 194

Ad05A3298 Aradu.A05 3298 p2 (TA)6 12 8507361 8507372 CAAAAGTTGCTGGTCCCCTA TCGAACCGTTTAACCCGATA 160

Ad05A3301 Aradu.A05 3301 p3 (CAC)5 15 8509319 8509333 TGCAGCTCTGTCACCTCACT ATCCGCATCGTGCATACATA 133

Ad05A3302 Aradu.A05 3302 p3 (TAA)5 15 8511764 8511778 ACATGCTCCTCAGTTCACGA CGGGGAGTAATTGACCCTTT 262

Ad05A3303 Aradu.A05 3303 p3 (TGC)8 24 8516122 8516145 ACTCCAATATCCGCTCCCTT AACAGCAGCAGCTCCAACTT 278

Ad05A3310 Aradu.A05 3310 p3 (TTG)9 27 8541917 8541943 GACAGGTGGCAAAACTTAAAAGA TGGCTTCGATTGTACATACCAC 259

Ad05A3315 Aradu.A05 3315 p2 (AT)11 22 8565815 8565836 TTCCCTTACATGGGTTGCTC CAATGCGACTTTAGGTTCGG 194

Ad05A3318 Aradu.A05 3318 p2 (TC)13 26 8577604 8577629 GAGCTGTGAATTCCTCAGGG AGATTTCAGGCCCAATTCCT 208

Ad05A3326 Aradu.A05 3326 p2 (GA)20 40 8603165 8603204 TGGAGGAGTGTGCAGTGAAG AACACGCTGACATATCTACCCA 217

Ad05A3327 Aradu.A05 3327 p3 (CTG)5 15 8614428 8614442 CGCCAACGACGTTAATACCT CCGCCTCATATGGAAGAGAA 244

Ad05A3330 Aradu.A05 3330 p3 (TTG)11 33 8653056 8653088 TGCTCCTCTAAAGGGTACAATGA CCCAATGAAACTCAACGACA 252

Ad05A3331 Aradu.A05 3331 c (ATA)10acaataattattg(TTA)970 8658919 8658988 GGAATGAATAAAAATGTGAGCAAA TTTCACTCATTCTAATAATGGTTCG 214

Ad05A3336 Aradu.A05 3336 c (A)10ggcaccttctcgtaaaaagctaaagtgtaaaggcgccttcataagttcatagcgtgt(A)1077 8678902 8678978 TACATGGTGCCTGAAAGACG CCGATTTATCATGATGGTTGC 223

Ad05A3338 Aradu.A05 3338 p3 (ATA)5 15 8680688 8680702 TGGGGAATTTGATCCAAAGA CGTCTCCTTTTCCATTTCCA 206

Ad05A3343 Aradu.A05 3343 p3 (AAT)5 15 8692634 8692648 CGCTGCTCCTACAGGAACTT AATCCACTAAGGCTCCCACA 277

Ad05A3345 Aradu.A05 3345 p3 (TTA)9 27 8694540 8694566 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 260

Ad05A3348 Aradu.A05 3348 c (T)14ggtcaagacagcccccaatcttaggcattacatcatgttt(CA)666 8700875 8700940 AGAGTTTTCACCACCTCAGCA TTGGTATACCTGTCCGCCTC 260
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Ad05A3349 Aradu.A05 3349 p3 (ATC)5 15 8704009 8704023 TCAATCTCCTTGATGTTATTTTGG TAGGATAAGAGGGCGCTCAA 227

Ad05A3350 Aradu.A05 3350 p2 (CA)7 14 8704385 8704398 GTGCACCCTCTTGCTTGTTT CTCGCTCTGATGTGCCTTC 280

Ad05A3352 Aradu.A05 3352 p2 (TA)10 20 8709762 8709781 GGATGAAGACGGAGAGCAAA GAAAAGGAACGCCACGAATA 226

Ad05A3363 Aradu.A05 3363 c (T)13g(A)11 25 8734763 8734787 GGGTGGCTCTCAATCTCATC CCGACCAAAGAGAAACGAAC 227

Ad05A3364 Aradu.A05 3364 p2 (TA)6 12 8745516 8745527 ATCAATTTTGGCCCAATCAA AAGGTAAATTAAGTTCTACCGCCA 250

Ad05A3365 Aradu.A05 3365 p2 (AT)6 12 8745667 8745678 TTTTTAAAGAAAATAAAATGGCGG ATGGGCTGATTTGGGTAGGT 255

Ad05A3367 Aradu.A05 3367 p3 (CTT)5 15 8746761 8746775 AAAAATCGGCGATGCTACAC AAGAGGAGAAGGAGGAACGC 245

Ad05A3368 Aradu.A05 3368 p5 (TCAAT)5 25 8747275 8747299 TGCAGAATGAACCGAATACAG CAAATCAGGAGAGCAATTTGG 277

Ad05A3369 Aradu.A05 3369 p3 (TAT)12 36 8748270 8748305 CCATAGGCCACCTAGCATGT ATCCATAATGAGCGACCGAA 166

Ad05A3373 Aradu.A05 3373 c (A)10gcacc(T)12 27 8755671 8755697 CATGCTTAGCTTGCTGTCTGTT TGTGTTGCTTGGTTCCAAAA 278

Ad05A3374 Aradu.A05 3374 p3 (TTA)5 15 8755946 8755960 TGGGTCTCGTGGTGTTGTTA TGGTGTGATATGAGGAGCCA 254

Ad05A3375 Aradu.A05 3375 c (T)10ggctcctcatatcacaccaaactcttgagtaaggcttctgcttttcctgtttaatggtgaccagtgttcacagataaacaaaacaaagcaaaaaagtg(T)16124 8756078 8756201 CGTTGGCTCCTCTTCAATCT GCAAAATGGGAGGACGAATA 276

Ad05A3376 Aradu.A05 3376 p3 (AGA)5 15 8758371 8758385 GAATCGCTTGGCTTCAGTTC AGGGTTGACTCCGATTCCTT 138

Ad05A3377 Aradu.A05 3377 p4 (TCTT)8 32 8759311 8759342 GGCCAAGGTAATGATGCAAT CTTGGTTGAAAAACACTCTCCA 252

Ad05A3387 Aradu.A05 3387 p3 (ATA)5 15 8796122 8796136 CAGTTACACAAGGAGGGAGCA CCGACAAAACCCCTTTTTCT 277

Ad05A3388 Aradu.A05 3388 p4 (TGGC)5 20 8799340 8799359 AGCCCCAAACTTTGAACCTT TGTGCAGTGATCCGCTTTAC 183

Ad05A3389 Aradu.A05 3389 p2 (AG)8 16 8800937 8800952 CGGCTTTTTCCCTCTTTTTC CTCCTTTGTCAGCTTCCGAC 264

Ad05A3390 Aradu.A05 3390 p3 (CAT)6 18 8802380 8802397 TGGAAGAGAATGGGTCTTGG AAAGGTGAGGAGGGAGGAGA 104

Ad05A3391 Aradu.A05 3391 p2 (AG)6 12 8802659 8802670 ATCAGCACTCCACAGCAACA ATTCAAGAGAAAAAGGGGGC 256

Ad05A3392 Aradu.A05 3392 p2 (TC)6 12 8802978 8802989 TCCTTCCCTTTCTCTCTCCC GCTTCCCTTTCAAGTGTGGA 267

Ad05A3398 Aradu.A05 3398 p3 (TTC)5 15 8813918 8813932 GCTGCACGCTACTCTAAGGG TTTGGTTTTCTTTTCCGTGC 226

Ad05A3400 Aradu.A05 3400 p3 (TTC)5 15 8823246 8823260 GCTGCACGCTACTCTAAGGG TTTGGTTTTCTTTTCCGTGC 226

Ad05A3403 Aradu.A05 3403 p3 (TAC)6 18 8829092 8829109 TGGACCCATATGGAAAAGGA ATGTTCCTTGCAAAACAGGC 278

Ad05A3411 Aradu.A05 3411 p2 (TC)6 12 8838814 8838825 TGTCTCAAACTCAACTACCCCA GCTTGCTGCTGTGGAGTGTA 159

Ad05A3412 Aradu.A05 3412 p3 (TCC)6 18 8842547 8842564 TCCCAATCTGAGTCCAGAGG CCAACCTGAATCCTTTTCCA 266

Ad05A3413 Aradu.A05 3413 c (T)10atatgaatttttggatgagttaattgcattttttatgcaagggtcttttctggatatttaacaccgagatagcacgaaatt(A)12103 8843320 8843422 CCCAAACATACTCATTGGGAA TTTCTTTTAATTGATCCTTGCAT 191

Ad05A3415 Aradu.A05 3415 c (A)11gaacaaaagcctaatcttagaaacaacgagtttgcatgagagcggtgat(AAC)575 8856303 8856377 AACCAAAGATAGACAGGTTGTGG CATGGTCTCCTTCCCTCTCA 274

Ad05A3416 Aradu.A05 3416 p3 (AAC)5 15 8860659 8860673 TAATCAATGTGCAGGGCAGA TTTTGAAACGGCACAGAGTG 196

Ad05A3417 Aradu.A05 3417 p2 (TC)15 30 8869962 8869991 TGCGTTTTTGGAAATGTGAG ATCTTTGTGCATGGGAGACC 253

Ad05A3421 Aradu.A05 3421 c (T)11gct(A)11 25 8878951 8878975 CATGCATTCCACCATTTCAG TGCGCAAGTAGAAGAAGATGC 279

Ad05A3422 Aradu.A05 3422 p3 (CTT)5 15 8879263 8879277 AAGTGCATCTTCTTCTACTTGCG CGTGCAGTAACGGTTGAAGA 238

Ad05A3423 Aradu.A05 3423 c (CTC)10(CTT)5 45 8879480 8879524 TCTTCAACCGTTACTGCACG TGCAAGAAACGAAAGAGGAG 197

Ad05A3427 Aradu.A05 3427 p3 (AAT)7 21 8887249 8887269 TTGGAGTTTTCAAATGAACATGA CCATGGCCCATTCTATTGTT 268

Ad05A3430 Aradu.A05 3430 c (CTT)5cgcgttcttccttcttattcacgctcctccttcttcttcgtcgtgttccttcttcttgtttgggtgtttttcacaatcattgttctttta(TTG)5120 8897986 8898105 TCCTCCTTCTTCGTCTTTGC TGAACAAGCAATTAAAAAGACTCAA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A3440 Aradu.A05 3440 p3 (AAT)16 48 8938644 8938691 TTTTTATTGTTGCCATGCTTAAT TTTTCCCTTTGAAAACTTCCAT 267

Ad05A3442 Aradu.A05 3442 p3 (ATT)18 54 8940547 8940600 GGGTTTATAAATAAATTCGTAGTTGTC ACTCAAATTGGGCCATGAAT 136

Ad05A3445 Aradu.A05 3445 p2 (TA)6 12 8955466 8955477 CGGAACTTAGAGCATGCAGA TGCTTCTACCACTTGCCTGA 260

Ad05A3456 Aradu.A05 3456 p2 (TA)6 12 8995517 8995528 CGATTTGACCGAAAAATTGA TGATGGCATAAAGAGAAGAGAAGA 173

Ad05A3460 Aradu.A05 3460 p3 (TGA)5 15 9007422 9007436 TGATTTTGCGTTACCCCTTC ATCCTCTCCTCTCCGGTCTC 200

Ad05A3461 Aradu.A05 3461 p2 (AT)7 14 9007776 9007789 AAGCTAACTATACCTAAATTTTCACCA TTTAAGTTGTTAGAACGAGTAATTTCA 225

Ad05A3466 Aradu.A05 3466 p3 (ATT)5 15 9012835 9012849 CCCCCACTTCTTCACTTTCA AACCATTCAACCAATCCAAA 279

Ad05A3473 Aradu.A05 3473 p3 (ATT)14 42 9041685 9041726 CATTCCTTAGTCCATTGCAAAA CAAACGTGGAATGCTCAAGA 113

Ad05A3475 Aradu.A05 3475 p2 (TA)7 14 9048799 9048812 TATGGAGAGGCAGGGTTTTG AGGAGCCTTGAAAAATGGGT 258

Ad05A3476 Aradu.A05 3476 p3 (TAA)11 33 9053231 9053263 ACAGCGACAAACATGGAATG GCAATTGGGAAACAGAAAAAG 259

Ad05A3478 Aradu.A05 3478 p3 (ATG)41 123 9054945 9055067 GAGGTCAGATATTGGAACATGC TGGTCAAAGATTTATTTCTCCTTTTC 251

Ad05A3479 Aradu.A05 3479 p2 (TA)9 18 9056782 9056799 TCTACTGCTCTCTCTTACCCTTTC CAAATCAAAATACATAGGAGAGAAACA 242

Ad05A3484 Aradu.A05 3484 p3 (TGC)5 15 9075217 9075231 CTGTTGAGTGGTGGTGGTTG AAGAGAAGAGGGAGCGGAAG 259

Ad05A3485 Aradu.A05 3485 p2 (TA)6 12 9077498 9077509 TGGAGTTGGCCTTTCTTAGC TTGCCCCTGGCTTAAAAGTT 276

Ad05A3486 Aradu.A05 3486 p2 (TA)11 22 9078358 9078379 AGCCCAAGTAGATCGGAGGT TTGAATAGTGTTGCCACCCC 231

Ad05A3488 Aradu.A05 3488 p3 (TTA)12 36 9094483 9094518 GCTCACTGGATCCCCCTAAT GACGCAATGCAGATAGGGAC 259

Ad05A3492 Aradu.A05 3492 c (T)10gaaattttgaaaacatgttacatgagcaaacaga(T)1155 9101180 9101234 CTGCATCTGAGCCACTTCAG TGGGAAGAAGGGAGAAAGGT 264

Ad05A3495 Aradu.A05 3495 c (A)10gaaaataaattaaattacaatgaacggagggaatatgatttattaaagggaat(AG)675 9106727 9106801 AATTTAGCGTGGATGGTTGC TGATTCTGCTGCTGCTATGG 193

Ad05A3496 Aradu.A05 3496 c (TA)6ttttttatattagtctgaagtggaaatttttaagacttaattgtcac(T)10atcacataagttatgcatgttaaatttttg(A)10109 9108254 9108362 TGCCTCTCCAGATGTTCTGA ATCAGCGGATTGGGCTATTT 221

Ad05A3499 Aradu.A05 3499 p3 (TCT)5 15 9125249 9125263 GCAGTCGCGCACTCTATCTT GGAGAAGAGGAGGGAGGAGA 183

Ad05A3500 Aradu.A05 3500 p2 (CT)9 18 9125500 9125517 CGATTCCTCCCTTCTTCCTC AGAATGGGAAAGGGAAATGG 265

Ad05A3502 Aradu.A05 3502 p2 (TA)6 12 9130272 9130283 ACCGCCTCAATTCACAAATC GCAATTTCAAATGCAAAACTTC 252

Ad05A3504 Aradu.A05 3504 p2 (AG)6 12 9132469 9132480 CGAGGGTTGACTTGGAAGAG AGCCATTTCATTTCGGCTTA 226

Ad05A3506 Aradu.A05 3506 p2 (AT)6 12 9150721 9150732 GGATCAGTGGTGCATTCAGA CCCTAAACCCGAAACCCTAA 202

Ad05A3509 Aradu.A05 3509 c (A)13tcgattgagcagtttctatgtttagattttggaaaagcatttttgttctccctcacctttgtgtacggaacttggtaagtgacaattaac(A)13116 9162491 9162606 GGCCTTTTATTCAGTGCCAA AATGGTTAGGCTGAATTGGG 170

Ad05A3515 Aradu.A05 3515 p3 (TAA)5 15 9184191 9184205 TTGAAGGACATATTAGCCATTTGA TGTCCTTGCCATTTTCTTCG 276

Ad05A3517 Aradu.A05 3517 c (T)10ctctgatggaa(T)1031 9196880 9196910 AGGCAGACTTACCTGCTTGC CAGGAAACCTTTGTGAAGGC 258

Ad05A3520 Aradu.A05 3520 p2 (GA)6 12 9202622 9202633 TTGGGGAAATGGAAGTGTTC CAAATCTCGCATTCCCAGTC 279

Ad05A3524 Aradu.A05 3524 p3 (TTA)10 30 9208205 9208234 GTGTTGAACATACCGCAACG TTTTGGTGCATTTGTTACCG 140

Ad05A3532 Aradu.A05 3532 p2 (AT)9 18 9225683 9225700 GCTTAACTCGACCTGACACAAA GGCGACTTGTGTCTCAACAG 269

Ad05A3535 Aradu.A05 3535 p2 (AT)6 12 9229080 9229091 GATTTTGTACCCACGGGATG GTGACGGCTAGGGTTGAAAA 191

Ad05A3544 Aradu.A05 3544 p3 (TAT)5 15 9265484 9265498 CGATCCAATCCAATCCAAAC AAAAAGTCAACGACAACATAACAA 220

Ad05A3546 Aradu.A05 3546 p3 (TAT)5 15 9279142 9279156 TGATCCGATCGAATTATACCA TCACAAATAATAGGGGGTTTGA 280

Ad05A3547 Aradu.A05 3547 p3 (TTA)5 15 9284567 9284581 GTTGGTCGACCCCCTTATTT TCTCGTTAGCTAGCGCCAAT 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A3552 Aradu.A05 3552 p2 (CT)12 24 9301248 9301271 CATGTCAATGGGTGAATGGT TGGCTTCTTGTCGTTGTTTG 207

Ad05A3553 Aradu.A05 3553 p2 (AT)6 12 9307271 9307282 GGATGTGTTTGATATAGTGTTGGA CTGATCGCTTTTCGAATGTG 207

Ad05A3554 Aradu.A05 3554 p2 (TA)11 22 9309460 9309481 CATGCTGAGAAACGGAGGTT TGGATCAGAATTCCAAGATGC 279

Ad05A3555 Aradu.A05 3555 p2 (GA)7 14 9319495 9319508 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 245

Ad05A3556 Aradu.A05 3556 p2 (AT)7 14 9325609 9325622 TTTAGAGATTTATCATCGTGATAGTGA CTCAAAGTGAGTCAGTTCAATGG 235

Ad05A3557 Aradu.A05 3557 c (T)10aaatattttcaatcaccaaaaaaaagtccacctaaaagatacttcaccaaacactaccctag(A)1183 9335129 9335211 TGGTGTCACTGATTGGTTGG GGCTTAGGCCCCATTACATT 246

Ad05A3562 Aradu.A05 3562 p2 (AG)11 22 9363390 9363411 AAAAGGAATCATGTCCGTGC GGACGAACAAGGTCACCAGT 244

Ad05A3565 Aradu.A05 3565 p2 (TA)7 14 9380751 9380764 AGTTATTCCATGCACCACGC CGTAGCTTCCTGTCGTGTCA 127

Ad05A3568 Aradu.A05 3568 p2 (TA)6 12 9385959 9385970 CAATTTTTATGGCTTGTTTGTTTG TGGATAGGTTGGACAGGATTG 255

Ad05A3569 Aradu.A05 3569 p3 (CAT)15 45 9387966 9388010 TCCTTAACAAGAAGCGATCCA GTGTATGCATCACCAGCAGC 246

Ad05A3573 Aradu.A05 3573 p3 (AAT)6 18 9393647 9393664 TGAGAAAATATTCAAAGGGATGG GGCGTAGCCTTTTAATTTTCA 218

Ad05A3576 Aradu.A05 3576 p2 (CT)9 18 9396478 9396495 TCCCTTTCCTTCCTCCAACT AGGAAGGAGCCAAAGAGGAA 126

Ad05A3577 Aradu.A05 3577 p2 (CT)8 16 9396695 9396710 CCTCATCTTTTCTTCACGCC CGGATTTAGGCGAGAGAGTG 211

Ad05A3586 Aradu.A05 3586 p3 (AGG)7 21 9423594 9423614 CGCTTCCAAACTCTGAGGTC CTCCACGACTCGAGAAGGTC 187

Ad05A3595 Aradu.A05 3595 p3 (GAG)6 18 9436400 9436417 TTGGCAGGCTTCTTCGTAAT CCTCTTCCCTTCTCCTTGCT 195

Ad05A3596 Aradu.A05 3596 c (GAG)5gaagcaaggagaagggaagaagcaaggagagagaaagagaggagaagagaagaggaagaaaggagaag(AGA)598 9436598 9436695 AGAGAGGGAAAGGAAGCGAC CCTCTTGAGCTCTCTCTGCC 209

Ad05A3601 Aradu.A05 3601 p2 (GA)11 22 9446793 9446814 GTTGTGTGTGAGAGCGTGGT TGTGTCCCTGTCGGTTTGTA 268

Ad05A3602 Aradu.A05 3602 c (T)12gtacctatctaatcaatcatgcccctttttctactatagttta(TAC)570 9447693 9447762 AATCCATTAGCCACCGTTGA AAGTGGCTTTCCCCATAGGT 224

Ad05A3604 Aradu.A05 3604 p2 (AT)10 20 9456453 9456472 GGTGAAATACTTGCAGTTAAAGCAG AATGTGGCCCATTGCTAGAT 234

Ad05A3609 Aradu.A05 3609 p3 (TAT)6 18 9483495 9483512 TGGTGTACACAACCGAACTGA AGATGCAATAGAAAGGGGCA 229

Ad05A3612 Aradu.A05 3612 c (CTT)5gttcttcttcttctcgttcttctctccttatttctagatttgtttcgttcttcgttcttctcctcg(TTC)596 9487811 9487906 TTACGTCACATACACGCGCT TCGATAGAAAACGAAGCTGGA 225

Ad05A3613 Aradu.A05 3613 p2 (AC)6 12 9490482 9490493 CGAGGTAAAATGCCAATGCT CAAACCTCTTGCTTCTTGGC 205

Ad05A3616 Aradu.A05 3616 p3 (GGT)6 18 9498833 9498850 CACTCACTGACTCGGACTCG AAGGAAGCTGACCGACTGAA 190

Ad05A3618 Aradu.A05 3618 p3 (TAA)6 18 9503424 9503441 TTTGTTGCTAAGAATTGAGTAATGA TTGCACAGGCATCCAATTTA 209

Ad05A3619 Aradu.A05 3619 p2 (TA)7 14 9514253 9514266 TGCTGACCGTCTAATATTATTGTTCT GAATTAATACCAAATGAATCAAGAAA 260

Ad05A3623 Aradu.A05 3623 c (ATT)7ttg(A)10 34 9524006 9524039 TTTTGAAAATGGGTTTTGTCA AATTCCAAGCCAAACACCAC 152

Ad05A3625 Aradu.A05 3625 p3 (TTA)18 54 9541875 9541928 TGGTGTATTGAGAAGGCCAA CCAAACCCATTGAAGCTGTT 260

Ad05A3627 Aradu.A05 3627 p2 (TC)6 12 9571326 9571337 TGCACAATTTTGGACCTGAC TTGCAGCTGCTTGTTTCATC 270

Ad05A3630 Aradu.A05 3630 p2 (TC)6 12 9577201 9577212 TCTCCTCTTCGTTAACCACTTCA GTTGGCAGACTTTGATGGCT 124

Ad05A3631 Aradu.A05 3631 p3 (TGG)11 33 9577713 9577745 TTTAAACCTGCGGTGTCTCC TCACCTGAGCCAAACTCTGA 268

Ad05A3632 Aradu.A05 3632 c (TA)11(GA)10 42 9579762 9579803 CTGTTGGTAAATCCACCGCT GATACGGTAAAACGCGGAAA 267

Ad05A3633 Aradu.A05 3633 p3 (TCT)5 15 9581420 9581434 CCCCTCTACCTCCAGTCCTC GCTACGGTTTCTGAGGCAAG 249

Ad05A3636 Aradu.A05 3636 p3 (TGA)5 15 9601366 9601380 AGGCTGAAGCTGTCAATGCT TCACGCTTCCTCTTGAGGTT 133

Ad05A3638 Aradu.A05 3638 p2 (TA)9 18 9608078 9608095 TGGCCATTTTCAACTGTTATT TTCGTTGGACTTGCTAGAAACA 149
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Ad05A3639 Aradu.A05 3639 p3 (AAT)14 42 9611287 9611328 GCTTTATCTTTCAGGAACTAATTTGA GGTGAATAATGATGTTTTGAAATCT 270

Ad05A3640 Aradu.A05 3640 c (AC)6tttccattacttttgggctatatgtaaatgtctctacttcacaggtcgaggttagagcttgattatgtatctcttgtggaactctg(CA)9116 9627354 9627469 TTTCTATTCTTCTGCTGCGTG TCAAGCTCTAACCTCGACCTG 257

Ad05A3641 Aradu.A05 3641 p3 (TTC)6 18 9627796 9627813 GGTGTTACTCCACCGCTGTC TCGTTGGTTGGGTGTCAATA 252

Ad05A3644 Aradu.A05 3644 p2 (TG)7 14 9637334 9637347 CTCCATGTCAGTGGTGCAAT AGCGAAAGCAGCAAAGGTT 238

Ad05A3647 Aradu.A05 3647 p5 (TTTAT)5 25 9644334 9644358 AGTCTCCCACTTCCGTCCTT CAGCAACAGCGCAAAAATAA 275

Ad05A3648 Aradu.A05 3648 c (TAC)7(TGC)7 42 9648140 9648181 CATCAAGATCGCACAATGCT GCCTGTGTATTTCCCAATCAA 216

Ad05A3654 Aradu.A05 3654 c (T)10catattcttatttggatagttggatatatatcttatagttgatacaaaagatatttactgtataattttatttttctaa(AT)10109 9654911 9655019 TGAGTTGCCTATATAATGCTACGTT TGGCTATCTAGCAATATTAATCCC 271

Ad05A3658 Aradu.A05 3658 p3 (ATT)18 54 9675939 9675992 CAGACATTTAGTCCCCCAAAA GAATGAGGTGAATTGGTGGG 265

Ad05A3659 Aradu.A05 3659 c (TCT)7ccataccgccgcaccaccacaccgcaccgcaccaccg(CTT)1191 9696057 9696147 GTTTTGTCATCCTGCCGC TCAGCAACAACAAATTTCATCA 215

Ad05A3660 Aradu.A05 3660 c (ATG)5accatgaagaaaggggtatgaggaagggggtgggggttacgagtcggtggttgtggtagtatggtgttgttgctgtttggtggttttggtgt(TGG)6125 9696259 9696383 TGATGAAATTTGTTGTTGCTGAA CATTACCACCACAACCACCA 266

Ad05A3670 Aradu.A05 3670 p3 (TTA)5 15 9717831 9717845 AAGTCATTTGCCTGTTTGTGA TTTGGTACATTTCATATCACATTCG 203

Ad05A3673 Aradu.A05 3673 p2 (TA)7 14 9739582 9739595 TCGTTTTAAGGTGCAACCAA AGGCATGATCTGATGCACAA 265

Ad05A3675 Aradu.A05 3675 p3 (CAC)5 15 9751514 9751528 GCTCATCATCAAACGGGAGT TTGGGGAAGTCAACAAAAGG 229

Ad05A3676 Aradu.A05 3676 p3 (AAT)21 63 9751913 9751975 TCTGGCCTTCTTTGCTCACT AAGTCCTAAGGCGTTGCTTG 141

Ad05A3680 Aradu.A05 3680 c (A)14gagagagatggaggtattgaacaaatgtgcaatatacagaagataacagtccattaatttatgctcataacacatgaaacataaaaatccaatttac(A)10121 9762602 9762722 TTTTTCTCCTTTCCCTCCTTC CCGGATGTTGTTACTTTGGC 276

Ad05A3682 Aradu.A05 3682 p2 (AC)7 14 9767467 9767480 GGCTGGTAACACATTACGACG TTTGGGATTTTCCATTTTGC 278

Ad05A3684 Aradu.A05 3684 p3 (ATT)5 15 9773439 9773453 GCCGTCTATGTATGTTGGGG GGAAAGTTAGGTGCGGTTCA 169

Ad05A3689 Aradu.A05 3689 p3 (AAG)5 15 9779721 9779735 CCTCCTCATCTTCTGCTGCT GCGCTCTTCTTCCTCTTCCT 240

Ad05A3690 Aradu.A05 3690 c (AAG)5aaag(AGA)67220 9779841 9780060 GAACGAGAAAGAAAAAGTAAGAAACG TCCCAAAAATACGATACAAGGTC 280

Ad05A3693 Aradu.A05 3693 p2 (TA)7 14 9782464 9782477 GATGGAGACCCGCAAGATAA TCAAGAGGGACCGAGAAAAA 239

Ad05A3694 Aradu.A05 3694 p2 (TA)7 14 9782994 9783007 GCCGTTGATCACTCTTCCTT CATTAGCTCGTAAGTTGGATCG 254

Ad05A3696 Aradu.A05 3696 c (T)11gttagttactatcatttttatcatcattataatcgaatttcatcttcataattattaccacgataccacggcgtcgaaccaac(T)13107 9785341 9785447 GCAGATTGTCCATGTGACGTA TTTTCCAAAAATGGCACGAT 256

Ad05A3700 Aradu.A05 3700 p3 (ATT)9 27 9790508 9790534 TTACTCCAACACGGTCCACA CCCCTTCCTTCTCTTCTGCT 197

Ad05A3701 Aradu.A05 3701 p3 (TTC)5 15 9791297 9791311 ATCGAGAGGATCAACAGCGT GGTTGATTAGCGGAAGTGGA 185

Ad05A3703 Aradu.A05 3703 p2 (AC)7 14 9791999 9792012 GCAGTCATCCATGTCACCAT GGAAGGCAAGGTCCGTTATT 280

Ad05A3704 Aradu.A05 3704 p2 (AG)8 16 9795976 9795991 AAATACGATGGAGTTGGGGA TTCGAACATTGACAAAAATGACTT 246

Ad05A3706 Aradu.A05 3706 p2 (AG)7 14 9813456 9813469 CTTCATCCCTGTTCCAGCTC CGAATACTCTCTCTCATCTCTTTCTG 227

Ad05A3710 Aradu.A05 3710 p3 (GAG)5 15 9840049 9840063 TACGTGCGCAAATTTAGAGG TTCTCCATTTTCTTTTCTTTCTCTG 126

Ad05A3711 Aradu.A05 3711 p3 (TAA)14 42 9840572 9840613 TGTGAACAAAAGAGATTGTAAGGG TTGCAACAATGCAAGAGTGC 277

Ad05A3712 Aradu.A05 3712 p2 (CT)8 16 9841834 9841849 CAGCTTCCTACTCCATTGGG CTTCACCCTAAGGCAAGCAG 122

Ad05A3715 Aradu.A05 3715 p3 (CTC)6 18 9845493 9845510 CCTTATCCGTTTTCCTTCTCC AACGATGATGACGATGACGA 255

Ad05A3716 Aradu.A05 3716 p3 (CTT)6 18 9846880 9846897 TTCCTCTTCCTCCTCCTCATC CCTCTTCCTGATAATTTTGTAGCA 171

Ad05A3717 Aradu.A05 3717 p3 (GTG)5 15 9855675 9855689 GAACAATAGAGTCTCGGGCG CCCCCACATTCAGATTCACT 157

Ad05A3721 Aradu.A05 3721 p2 (TC)6 12 9859992 9860003 CAATCCAATCCCAATCCAAC CATTCCTCAAAAGCAACAAGA 185
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Ad05A3722 Aradu.A05 3722 c (TC)8aaatgtttttttgaatcttttcatccaatggaaattggatccatcttgcccttgcccttccccttctcctatcattatgtgtagtggggtcctttcactc(T)11127 9862368 9862494 GGTCTCGTCCCGTTTGTCTA AGAACCATAACTCCCAACCG 225

Ad05A3723 Aradu.A05 3723 p2 (CT)6 12 9864409 9864420 CTGTTCCCCCACCTTAGTCA AATACCAGTCAGCAGGGGTG 269

Ad05A3727 Aradu.A05 3727 p3 (CTT)5 15 9873061 9873075 CAAAACACACAGCGCAACTC GGCAGTTGTGTGTGATGGAG 131

Ad05A3732 Aradu.A05 3732 p3 (CTT)6 18 9879595 9879612 CGCCTCCTTCTCAGTTTCCT GGAAGAGGAGAATCTGCGTG 127

Ad05A3736 Aradu.A05 3736 p3 (GTT)5 15 9905039 9905053 CAGTCTGTTGTGCCTTTCCA TCCCACAGAATCGAAGGAAG 276

Ad05A3739 Aradu.A05 3739 p3 (TAA)6 18 9961147 9961164 TATTCGGGAATCGTTCCATC CCGATGATCCACCATCTTTT 105

Ad05A3740 Aradu.A05 3740 p2 (AG)6 12 9978237 9978248 GCCGGTTAAGGACACACATT TTTGCAGAACAACCGACAAG 205

Ad05A3741 Aradu.A05 3741 p3 (CAA)6 18 9979768 9979785 AGTGCCACCGTAACTTCCAC TGAAGATGGTGGTGGTGTGT 146

Ad05A3742 Aradu.A05 3742 p3 (GGA)7 21 9979922 9979942 CACACACCACCACCATCTTC GCTTCTCAGCGAACTCCATC 280

Ad05A3743 Aradu.A05 3743 p3 (CAT)5 15 9980551 9980565 TCAAACTTTCAAAGCAGCCA TTCCAAAAGGGAAGAGGTGA 190

Ad05A3745 Aradu.A05 3745 p3 (ATA)5 15 9982628 9982642 TGGCAACATGATGATCTGGTA CCCAACCAAAGAATAGTGGC 132

Ad05A3747 Aradu.A05 3747 p2 (TC)6 12 9987041 9987052 ACCAGATTCGCAAACCTCAG GTTGGTGAAGCTCAAGGCTC 223

Ad05A3750 Aradu.A05 3750 p3 (ATG)5 15 10013174 10013188 CAGAAAACTTTTTCATGACGCA GGGCATTCTTCTCTTCCTCC 275

Ad05A3753 Aradu.A05 3753 p2 (AT)6 12 10015343 10015354 TGGACGGGGTTATTTCCATA AGCTTAAAGTGGCCCTTGTT 214

Ad05A3754 Aradu.A05 3754 p2 (TG)6 12 10020260 10020271 TCCTAACGGTGACACGATGA CCAAATGCACACACACAACA 182

Ad05A3756 Aradu.A05 3756 c (T)17ggtcaagtgaattggacagccccaattctaggcattagctcaatgttt(CA)677 10027153 10027229 TTTTTGGTCAGGAACCCAAG ATCCCATCTGAAGCTGGTTG 195

Ad05A3765 Aradu.A05 3765 p2 (AT)8 16 10040388 10040403 GCGTGCAAATTGGTTAATTG TTTGAAAATAATGGGAGATGGT 280

Ad05A3768 Aradu.A05 3768 p3 (ATA)5 15 10043795 10043809 AAGAAAAAGGAACACAATTCTTGC AGCAAGCACAATACGAGAAAG 267

Ad05A3769 Aradu.A05 3769 p3 (ATA)6 18 10047511 10047528 GCGAATCCAGTCTTTTCACG CACCCAAACAAGCCCTAAAA 274

Ad05A3773 Aradu.A05 3773 c (A)10taaacatctaattcgatttttatccattttttatttgaaagacaacgcgatcaccgt(A)1077 10063738 10063814 AAGGTGAAATAATAAAAATGATGAGAA GGTAATGGTAATGATGGTAGTTGG 272

Ad05A3776 Aradu.A05 3776 p3 (GAG)8 24 10069735 10069758 GGAAAACAATAATCTTCGGCA GTTAGTAATCCCGCCCCCT 278

Ad05A3777 Aradu.A05 3777 p2 (AG)7 14 10072253 10072266 CTAATCCCCATTTCAGGCAA GATTCGCTGCGTTTTGATCT 159

Ad05A3778 Aradu.A05 3778 p2 (AG)6 12 10072675 10072686 AAGCGCGTTATGCTCAGATT CAAGAGAGAGAAGGGGAGGG 270

Ad05A3783 Aradu.A05 3783 p3 (TAT)19 57 10081076 10081132 TGCATGTTTATATCACCAATTCAT CAATGTCTGGAAATCTTTTTGC 280

Ad05A3793 Aradu.A05 3793 p2 (CT)8 16 10129254 10129269 GTTGAGCATGTGATTGGTCG TTGACACCTTCAAAGGGAGG 277

Ad05A3798 Aradu.A05 3798 p2 (AT)7 14 10144091 10144104 TCACGAGCTGGCTCAAATAA GAGCTGAGCTTGAGCTTGGA 280

Ad05A3799 Aradu.A05 3799 p2 (TA)9 18 10149831 10149848 GGACTGGACTGTGTCCCCTA TCTCTTTCATACAAATTTTGGCA 128

Ad05A3802 Aradu.A05 3802 p3 (TTA)9 27 10151363 10151389 CCCATGCCATATCGTGTTTT TGATTTCGTTTTCCCTCCAA 234

Ad05A3804 Aradu.A05 3804 c (CT)6cctacactcactagcagcaaccgccaacgccgccgtccaccgcggccgccactgttcaccgcctca(CT)690 10157012 10157101 ACCCCCATTTCACCTTCTTC TAGAGGTTCGGCCAAGAGAA 230

Ad05A3809 Aradu.A05 3809 p3 (TGT)5 15 10178356 10178370 TGAAGGCATTTTTGAAAGCA TGTTTTCTTAATCTGTGGTTGGG 209

Ad05A3810 Aradu.A05 3810 p3 (GCA)6 18 10178884 10178901 GCAGAACAGGGAGGTTTCAA CGCGTTAATCAGAGCTTTCC 154

Ad05A3812 Aradu.A05 3812 p3 (GAA)8 24 10185946 10185969 GAAATGCGGTCTCGGAAATA TGCATGCGTTTGTTTTTGTT 213

Ad05A3815 Aradu.A05 3815 p2 (GA)15 30 10188781 10188810 GCATAGGTCCATCGCAAACT AGATGATCCCATGCTGCTTC 258

Ad05A3817 Aradu.A05 3817 p2 (TC)6 12 10204747 10204758 TGCAGAAAACGCTCATAACG TGGATCCAGAGTTACTCCCAA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A3820 Aradu.A05 3820 p2 (TA)9 18 10211938 10211955 TCTTTCCCCATCTCATTTGC GAATGTCATGCAATGCAACC 192

Ad05A3821 Aradu.A05 3821 p2 (TC)6 12 10212816 10212827 TGCAGAAAACGCTCATAACG TGGATCCAGAGTTACTCCCAA 214

Ad05A3824 Aradu.A05 3824 p2 (AT)9 18 10216244 10216261 CAGAGGGAAGAAAACACATGC AACTTCAGGGACTACATTGAAGC 279

Ad05A3826 Aradu.A05 3826 p3 (AAT)10 30 10227708 10227737 TCACGTGTACACACCAAATCAA TCTCTCGCTCACTGGTACACAT 247

Ad05A3829 Aradu.A05 3829 c (AAC)5aagacgtgaagaaggaatggtggcagcggtagcaatgacaacgatggtggtggtgacgacaacgacgatgatgatgttgaagaaga(AGG)5116 10244148 10244263 CATTTGTACCTTTTCAATTCACTCA TGTCCAAGTGTTTTTATTAACCAAG 279

Ad05A3831 Aradu.A05 3831 p2 (TA)6 12 10257441 10257452 AATGGCTCTTCTACGCGAAA TCATGGGACATCTGCAAAAA 131

Ad05A3832 Aradu.A05 3832 p2 (AT)8 16 10258684 10258699 GACTAATTGGTGCCCCTGTG ATCAGTTTGGGGTGGACAAA 208

Ad05A3836 Aradu.A05 3836 c (TAT)6tgagtgac(TA)6ctcatgattaaatttatcattatttttatccaaaacatacaaaaaattatgatatattattattgtgtaat(TAA)5124 10261113 10261236 AATGACGCTACGAAATCCAAA GCAGACAATTTAGTCCCCAAA 278

Ad05A3837 Aradu.A05 3837 p3 (ATA)5 15 10272548 10272562 TTTCGTGGCTAAACCCCTTA ACCTCCTTCGATCCTTCTCC 275

Ad05A3844 Aradu.A05 3844 p3 (GAA)5 15 10308628 10308642 TCTCCTAAACTCGCTCCAACA GCTGCTACTGCCTCGATTCT 132

Ad05A3846 Aradu.A05 3846 p2 (TC)7 14 10316446 10316459 CGAAAAATGAACGAGTGTCTTG TGAATGAACAATGCTCGTGA 256

Ad05A3848 Aradu.A05 3848 p2 (TA)6 12 10319367 10319378 AAAACTGCTGGCTCCGTAAA AATCATATTAAATGGTCAAACAAAGTT 134

Ad05A3857 Aradu.A05 3857 c (A)10ttcgattttagtt(A)1235 10356793 10356827 TTTGTTGCTCCACCTTGTTG CGGAAATTTCGACGGTAAAA 220

Ad05A3860 Aradu.A05 3860 p2 (AT)11 22 10379457 10379478 AAATCAATTTGTGGAACAAAGAAA TCCGCTTTTAAAATCCTTTGA 254

Ad05A3861 Aradu.A05 3861 p3 (TTA)11 33 10385776 10385808 TTACAGCAACGTGGAGCAAG CTGAAGGAATACTGCCCACC 229

Ad05A3862 Aradu.A05 3862 p3 (CCA)5 15 10390142 10390156 TTTGGAGCTTTTCCAGATGC CAAAATCAACCGTTTGTCCC 109

Ad05A3869 Aradu.A05 3869 p4 (AAAG)5 20 10417487 10417506 TTTTGCCATCAACAACTCCA GGGTGCGCCTATTTTAAGGT 263

Ad05A3877 Aradu.A05 3877 p3 (ACA)5 15 10475550 10475564 ACCAGCACCATCCAATTCAT ATTTGGTGCTGCTGTTGATG 248

Ad05A3881 Aradu.A05 3881 p2 (AT)9 18 10502618 10502635 TGTTCCCTTCCCCCATCTAT TGATTCGCATCTCTTTGGTG 280

Ad05A3883 Aradu.A05 3883 c (CTT)5tttcatcatcatcacca(TCT)1062 10506585 10506646 TCTTTCTCTTCCTCCTCGTCA TCATCCTCTTTCAAGTAATTTTGTACC 232

Ad05A3884 Aradu.A05 3884 p2 (TG)9 18 10524020 10524037 TGGAGAAGCAAGCTATGCAA ATCACCTTTCGCTGTATGCC 196

Ad05A3886 Aradu.A05 3886 p2 (AT)14 28 10531106 10531133 TCCTCACCTTCCACCATCTC GCGCACACACCTTATTTTCA 205

Ad05A3887 Aradu.A05 3887 p3 (AAT)11 33 10532408 10532440 CCAATAATGACATAGCAAGTCTTAAC ACCGATCAAATCCAATCCAA 276

Ad05A3896 Aradu.A05 3896 p3 (ATC)5 15 10568824 10568838 TCCACCACACAACTCTGCAT GAAAACGATGGTTAAGAAAAAGGA 264

Ad05A3900 Aradu.A05 3900 p3 (TAT)15 45 10580421 10580465 TCTTCTTCTTCTCTACTTTGTTTGCTC GAAAACTGGTACTCGCACAGAA 253

Ad05A3901 Aradu.A05 3901 p2 (GA)7 14 10590591 10590604 AAAGAATGGTGAGTGGGTGG TCCGGCCAACTCATAAACTC 185

Ad05A3903 Aradu.A05 3903 p3 (CTG)5 15 10628186 10628200 TATGGACACAACAGGAGGCA ACACCATTTCCAGGATCAGC 198

Ad05A3910 Aradu.A05 3910 p2 (AT)7 14 10639565 10639578 AGCAAATCTTTGTCAGCCAAT TAGAGAAAAGGGACTCGGCA 255

Ad05A3918 Aradu.A05 3918 p2 (CT)7 14 10670330 10670343 CCTGACTCGAATATTTGACCG AAGCAATTGGCATGATTTGA 275

Ad05A3919 Aradu.A05 3919 c (TAT)17tggaaggtacctaatgtagccttcaaaggaacaaagaaaggaaatggaacttgatttactatgcacatg(TA)6132 10671073 10671204 GATCATCAACCCAATTTATTCTGA CGACCTCTACGTTAGGGACC 272

Ad05A3920 Aradu.A05 3920 c (ACC)5gttatcatcatgg(TCA)5gaacaacaaaatcaaccatgaactcaagttaaaccagaac(CCA)7ttattatcatggtcg(TCA)20179 10671427 10671605 AAATCAACCACCCTCAGCAG TGCTTGATGTTCTGTTTTTGG 275

Ad05A3923 Aradu.A05 3923 p2 (CT)8 16 10677980 10677995 TTGGGGACCTGTAAAACGAC CGATATTGAGCAACGTGGTG 266

Ad05A3924 Aradu.A05 3924 p3 (ATC)11 33 10696430 10696462 AAGAGTTTCAAGGGGGAAGC AGAGCCTGCTGTGTCGTTTT 276

Ad05A3925 Aradu.A05 3925 p3 (ACT)5 15 10697012 10697026 CAGGGTGACACAAAACATGC AAATCGTCAGAGGGGACCTT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A3926 Aradu.A05 3926 p2 (TC)10 20 10697725 10697744 TTGAGCGGAAGAGGAGAAAA ATGCAAACTAACGCCCCATA 269

Ad05A3931 Aradu.A05 3931 c (CA)20(TA)7 54 10737401 10737454 TGCACATGTGATGATGTGTATG TTGTGACAGCACCCATGTAA 265

Ad05A3932 Aradu.A05 3932 p3 (AAG)5 15 10739594 10739608 GGCAAGAAACGAATGAAAAGA GGTTTTCAGCTCACATGAACATT 241

Ad05A3933 Aradu.A05 3933 p3 (ACA)5 15 10759931 10759945 TTGGAGGAGAAATCGTTTGG GAGCACAATGTCGTTGTTTGA 238

Ad05A3935 Aradu.A05 3935 p2 (AG)6 12 10769933 10769944 CTGCGGTAGGTTTCCATCAT AATCCTCAGTGCCTCCCTTT 174

Ad05A3939 Aradu.A05 3939 p2 (TA)7 14 10789810 10789823 CAAAAACAAAATTAGTTAGCTGCAA AAAAATTAGACAATAAATCAATCCTCA 234

Ad05A3940 Aradu.A05 3940 p2 (TA)7 14 10802258 10802271 TTCATTCACTACAATAATTAATACCCG AAGGCATGCAATGAAATAAATAAA 251

Ad05A3943 Aradu.A05 3943 c (ATTC)8tgtctctatcaatttgccgccttatgttacagtcag(T)1280 10806505 10806584 AACACCCTTTTGTGGTCGAG TGGGACAGTGCTTCTACCAA 188

Ad05A3944 Aradu.A05 3944 p2 (CA)8 16 10807997 10808012 ATCCCAAACAGACCCCTCTC GTCTGGCGTGAGAAACATCA 248

Ad05A3947 Aradu.A05 3947 p2 (AT)6 12 10811881 10811892 GGATCGAAAATTTTTAATTGTGC TCCCCAGCAAATTACACTCC 199

Ad05A3949 Aradu.A05 3949 p2 (TA)6 12 10816574 10816585 GCGTGCATCGGTAACAAGTA GATGCATGTGATGCACCATT 267

Ad05A3951 Aradu.A05 3951 p3 (AGG)11 33 10818164 10818196 GAACAAGAAGGAAAGAAGAAAAACC CACGCTCTCTCCTCCTCTTC 101

Ad05A3952 Aradu.A05 3952 c (T)11aacttttatttc(T)1033 10820991 10821023 GGGCATTTTGTCCCCTTTAT TTGGGAATTGGGTACATGCT 214

Ad05A3954 Aradu.A05 3954 c (AC)7aaaatacaagcgtgttttattttcgttgtgtact(TA)660 10830772 10830831 CGTTTACTTGTGCGGATGAG CGCTTTGCTTGACACCCTAT 249

Ad05A3955 Aradu.A05 3955 p2 (TA)6 12 10835068 10835079 GTTGCCTGCTCATGCTTACA TTTGGACAGATTTTAGGCGG 127

Ad05A3956 Aradu.A05 3956 p3 (ATT)13 39 10836654 10836692 AACCTAAACAAAGTTATATGCTCAAAA ATAGTATGCTTAAGAAGCAATTCGT 278

Ad05A3960 Aradu.A05 3960 p2 (AT)7 14 10844367 10844380 TTTGGAGCTTCCAATCCATA ATTTGCCGAGACCAAGAATG 280

Ad05A3961 Aradu.A05 3961 p2 (TA)7 14 10844816 10844829 CCATTGCAAGCTCATCATGT TTTTCAAAAAGAAATCCCCAA 226

Ad05A3963 Aradu.A05 3963 p4 (TCAT)5 20 10847337 10847356 TCCTTCCCTTTCCTCGATCT CAAATCCATATCCCACTCGC 217

Ad05A3964 Aradu.A05 3964 c (GTA)5gtggtagaggagggagagggaacacaaac(CAA)559 10847609 10847667 CAATGGCAGGTTTGTTCTCA GAGGTCGTGTTCTGGTTGGT 230

Ad05A3965 Aradu.A05 3965 p3 (CAT)5 15 10847773 10847787 GTGGTAGAGGAGGGAGAGGG GAGGTCGTGTTCTGGTTGGT 185

Ad05A3966 Aradu.A05 3966 p3 (GTA)5 15 10848248 10848262 AGCAACTCGCCTCTATCCAA AGCTTGCCTGCAGCTACAAT 262

Ad05A3968 Aradu.A05 3968 p2 (TA)6 12 10851619 10851630 TGGATTTGGATTCAATAGTGAGAG TCGGAGAGTGTCTTTCAGCA 268

Ad05A3969 Aradu.A05 3969 p3 (AGC)6 18 10854495 10854512 AGCATAGCATAGCGCCAAAT CCCCCAACCTACAATCACTG 176

Ad05A3970 Aradu.A05 3970 p6 (AAATCC)5 30 10855027 10855056 AAAGGAAGCGATGGAATGTG CAGCCATTGCTTTGGAGAAT 127

Ad05A3972 Aradu.A05 3972 c (AT)9g(TA)8 35 10859030 10859064 GCCTTTGTGAATACGAACCG CCACTACCGGTCCACAGAGT 280

Ad05A3979 Aradu.A05 3979 p2 (TG)8 16 10881135 10881150 ACACCAGGCTCTGGATCATT CCATGGAGGGATACCTGAAC 146

Ad05A3980 Aradu.A05 3980 p2 (TG)6 12 10881289 10881300 CCTCATTTTGTGTTGCGTTG CCATGGAGAGGGATACCTGA 272

Ad05A3981 Aradu.A05 3981 p2 (CT)8 16 10883672 10883687 GAGCATGAGAATGGCCAAAT AGCTGAGGAAGAAGACGACG 122

Ad05A3988 Aradu.A05 3988 c (TG)7(TA)6 26 10902007 10902032 TTTCATCAGGGAGGGTGAAC GCTGTATGAGCCTGGGAAAA 254

Ad05A3992 Aradu.A05 3992 p3 (AAT)9 27 10908076 10908102 CAGGCTCTGGGATCTCCTAA GCAAACTTAACAAACCCCTTG 214

Ad05A3996 Aradu.A05 3996 p2 (GA)18 36 10920335 10920370 ATCCCCAGAAAACACCACAG TTTTGTGGGAAATGGGGTTA 234

Ad05A3997 Aradu.A05 3997 p3 (TAT)5 15 10922076 10922090 TCCAATATCAAGCAAAAAGAAAG GAGGTGAGAATCCAATGTCCA 280

Ad05A4000 Aradu.A05 4000 p3 (GAA)5 15 10929168 10929182 TTGATATGCGTGAGTGGAGG CCGTTTTAAGCACCCCAATA 225
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Ad05A4003 Aradu.A05 4003 p3 (ATG)5 15 10934462 10934476 TGCCCTAATGAAAAAGAAGCA CTCACCTTCTTGGAAAAGCG 109

Ad05A4004 Aradu.A05 4004 p3 (CTT)6 18 10934632 10934649 TCTGGAACCTTCCCCTTTCT TAACACCTGCATGAACCCAA 213

Ad05A4006 Aradu.A05 4006 p2 (TA)8 16 10950995 10951010 ATTGGCATCCTTTGTTCTGA AACATGGCGAAACACATTCA 218

Ad05A4008 Aradu.A05 4008 p2 (TA)10 20 10953890 10953909 CTCACCCTGCCTTATGCAAT TCCTCTGCATCTCCACTTTG 237

Ad05A4011 Aradu.A05 4011 p3 (TTC)6 18 10959596 10959613 AGCGTCGTCAGCGGTAGTAT CAACCCCCAACGAGATTAGA 273

Ad05A4012 Aradu.A05 4012 p3 (GAA)5 15 10968787 10968801 ATAAGGCATGGGAAAGGGAA ATCATCACCTTGGCCTCTTG 191

Ad05A4019 Aradu.A05 4019 p4 (AAAT)5 20 10995216 10995235 TTGAGTAAATTCGATTTATGTGTGA GGATTCATTTCGGTTTACGC 272

Ad05A4020 Aradu.A05 4020 p3 (ATA)11 33 10996169 10996201 AGTACCCACTACCCATGCTCA TTTTTCATAAAAACGATTAGAGGTGA 279

Ad05A4024 Aradu.A05 4024 p3 (AAT)10 30 10999415 10999444 TTCCTAAATCATATTTTATTGCCACA AAACTTCGATGTATTAAATTTTTGG 243

Ad05A4025 Aradu.A05 4025 p2 (AT)8 16 10999693 10999708 CGAAGTTTATCGAATAAAAATCAAA TTTTGTTTAAAAATAAAGCATTGGT 210

Ad05A4026 Aradu.A05 4026 p2 (TA)13 26 11000116 11000141 TGAATGAAAACTAACTAGAATTGGTCA CCATAAATAAAATGGTGCAAGAAA 264

Ad05A4027 Aradu.A05 4027 p2 (AT)7 14 11002183 11002196 CTTACCTCGCGTCGTAAAGC ATGGCTAGCCGGCTTAAACT 261

Ad05A4028 Aradu.A05 4028 p3 (CGC)5 15 11003266 11003280 CGGGATATTCTTGCCTCAGA TGGTTGAGATGAGTCGGAGA 225

Ad05A4029 Aradu.A05 4029 p3 (CGC)5 15 11011276 11011290 ATAGTGCCCGGATCACTGTC TTTGAGACGCTATGCACCTG 194

Ad05A4030 Aradu.A05 4030 p2 (AC)6 12 11042527 11042538 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad05A4031 Aradu.A05 4031 p2 (AT)6 12 11046813 11046824 CGAATGCCTCTGCCTCTTAC TGATGCTTGCATTACTGTTTTG 268

Ad05A4033 Aradu.A05 4033 p3 (TAT)5 15 11054263 11054277 GGAGTTGCTATCACCCTCCA TTCATTCAGGCCAGGGTAAG 176

Ad05A4035 Aradu.A05 4035 p3 (CCA)5 15 11057303 11057317 GTGCTCTCTGTGTCTGCTGC GGTGGCAGTGGCTATGAGTT 244

Ad05A4046 Aradu.A05 4046 c (CT)6ttctctccctccctccctcc(CT)644 11085384 11085427 AGAGAAACACGACGACCACC TCGCTATTCCTTCTTCTCGTG 187

Ad05A4048 Aradu.A05 4048 p2 (CT)6 12 11086364 11086375 AGAGGAACACGATGACCACC TGCGTGCGTAGAGAGAGAGA 164

Ad05A4049 Aradu.A05 4049 p3 (TTA)5 15 11087220 11087234 ATGGCGGTTTCCTAGGTCTT TCTTTGTTTGCTGGCATGAA 231

Ad05A4050 Aradu.A05 4050 p2 (TC)7 14 11087731 11087744 TCCCTTCTTCGTCATCGACT TGCGGGGATGTGGTATATTT 240

Ad05A4056 Aradu.A05 4056 p2 (AT)8 16 11097702 11097717 CCAAGCCAAATTTTCGAGTC CACCTTGTTCTCCCCATTGT 213

Ad05A4059 Aradu.A05 4059 p3 (TTA)15 45 11102007 11102051 TCATTTCACAACTCACTAGCATTTT TCCTCATCGAAGAATCTGGG 269

Ad05A4062 Aradu.A05 4062 p2 (AG)7 14 11112146 11112159 AGGGCTTCTGGTCCAGTTTT TCAAAAACCTAGAGAGAGGAGAGA 176

Ad05A4068 Aradu.A05 4068 c (T)10caatgcttacatctattgatggaatatgag(T)1454 11140976 11141029 GGCTGCAACCTCAGGGTAT TTTTTCACCCGCTAATTGAA 185

Ad05A4073 Aradu.A05 4073 p3 (GAA)6 18 11151762 11151779 ATGAATGTTGTTCGGTTCGG TTCTCTGCTCGCATTTCTCA 250

Ad05A4074 Aradu.A05 4074 p2 (TA)6 12 11152850 11152861 AAATTGGAATTCAGGGCAAGT GTGTTGCCCTTTGATTCACC 198

Ad05A4077 Aradu.A05 4077 p4 (CATC)6 24 11158907 11158930 AGCAATGCTCCAGCTCTACC AATCGTGAAAAGAACGTGGG 233

Ad05A4079 Aradu.A05 4079 p2 (AT)7 14 11162468 11162481 AAGCACCAAGCAACTTGAAAA TGTTGATTATTGTTGATTGTGTTGA 139

Ad05A4080 Aradu.A05 4080 p3 (AAT)5 15 11162759 11162773 GCAAGCAACTTGAAAAAGAAA TGAATTTGAATTTGTTTGAATTGG 206

Ad05A4084 Aradu.A05 4084 p3 (AAC)5 15 11170465 11170479 GCTTTTTGGAGCTTTCAACG AAGCCAACAACTCATCCACC 218

Ad05A4088 Aradu.A05 4088 p3 (AAT)6 18 11178407 11178424 TTTTGGTAGGGAAGGTGACG CTACCGGTGCCAAAAAGAAA 275

Ad05A4089 Aradu.A05 4089 p6 (AAAATG)5 30 11179928 11179957 CGAAAATGAAATGAGAGACAAATG TTTTCTAGGACCGGTGGATG 136
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Ad05A4091 Aradu.A05 4091 c (CCA)6ctaaccctaaccccatcctctttctctctccttccattttttgagctcgtcgccgccgccagagtctgtcaactctgcgaactccttc(CT)6118 11188348 11188465 CCCTTATCATCATCCGCATC CTACATCACGCAACCATTCG 216

Ad05A4092 Aradu.A05 4092 c (TTG)8ctttatgtgaagaagatgataatggaggtata(GTG)674 11188993 11189066 GAAGAGTGGAAATCGGGTGA TTCTAATCCCAAACCCACCA 268

Ad05A4093 Aradu.A05 4093 p3 (TTA)16 48 11189547 11189594 AATCCGCCAGGTCAATTATC CAAGCATAGATTCAACCCCC 182

Ad05A4095 Aradu.A05 4095 p2 (TA)9 18 11197684 11197701 TGCGCTTTTCTTTTAACGCT AAACAGAGGTAGCGAGACGC 134

Ad05A4099 Aradu.A05 4099 p2 (AT)11 22 11200323 11200344 TGCAAATTGACAACCTCAACA CATGGGTTTAGGGACCATGA 250

Ad05A4101 Aradu.A05 4101 p6 (TATCTT)6 36 11202563 11202598 GTGCAATTTCCATCCATTCC AGACTCAACGTATGAGCGCC 223

Ad05A4107 Aradu.A05 4107 p2 (CT)14 28 11228978 11229005 TAGAAATGCAAACCAAGGGG AAAGAAAGGGTTCGTTCGGT 212

Ad05A4109 Aradu.A05 4109 p2 (TA)9 18 11233618 11233635 AGGCTGGCCGGAGTATAAAT GAGATGTGACTCGGTGAGCA 249

Ad05A4110 Aradu.A05 4110 p2 (AC)14 28 11234955 11234982 TTCGGACTTTGTCACCCTTC AATGTTGTTGATGGGGGTTG 254

Ad05A4111 Aradu.A05 4111 p3 (TTG)6 18 11235928 11235945 GGTTAAATTGCTGAAAGTTGCT GCAGAACCTGAAGCTGAACC 206

Ad05A4117 Aradu.A05 4117 p3 (ATA)5 15 11258087 11258101 AAAGGAGAAGGAGATGATGATGA GGGACATAGGGAGCTTGAGA 167

Ad05A4119 Aradu.A05 4119 p2 (AG)9 18 11261412 11261429 GGCGGAGCTCATCTACTGTC AATGCTGGTTGAGAACCCTG 274

Ad05A4121 Aradu.A05 4121 c (AG)7aagaa(AG)6 31 11262854 11262884 CACATGGAAATGCAAATGGA AGCGTGTCGTGCTTTCTTCT 174

Ad05A4130 Aradu.A05 4130 p3 (ATT)5 15 11306657 11306671 AAAAGGGTTTGATATTCCAGTG TCACGCGCTCATGTCATTAT 252

Ad05A4134 Aradu.A05 4134 p3 (TGA)6 18 11313042 11313059 CTCTGACCCGACTCTCCAAG ACAGCAGCAGAGGAACCATT 237

Ad05A4135 Aradu.A05 4135 p3 (CCA)6 18 11313288 11313305 CATCTGCAAAACTGAGGCAA AAGCATTCATCGGTGAGACC 216

Ad05A4138 Aradu.A05 4138 p2 (AG)9 18 11318769 11318786 AAGGCCTCGTCTCGCTTAAT GGTTTCACCGTTTCAGCATT 154

Ad05A4140 Aradu.A05 4140 p2 (CT)10 20 11319665 11319684 GTCGGTCTGGTGAGGTGAGT AAAACAACCACGGGTGAGAG 266

Ad05A4142 Aradu.A05 4142 p2 (AT)6 12 11326065 11326076 TCACTCTGTTTGCTCTTCTCTGA AAAGTACGAGGGTAAAAATGGG 240

Ad05A4143 Aradu.A05 4143 p5 (TTATC)5 25 11331912 11331936 GATGGTGCTGATCCTTCGTC CCAATCTAAAGGCAGCCAAA 267

Ad05A4144 Aradu.A05 4144 p2 (TA)8 16 11332733 11332748 CGATCCGTAGATCTGCACAA TCCGCATAATTGAACCTTCTC 243

Ad05A4146 Aradu.A05 4146 p3 (TAA)6 18 11336196 11336213 TTGGCCAATTCCTTTCTTTTT TGTGAATCATGTAACACCCTTAATTT 280

Ad05A4150 Aradu.A05 4150 p3 (AGA)6 18 11379172 11379189 CAGAACACGTGTGTCCATCC CTTTTGCTTCTTCTCCCCCT 165

Ad05A4154 Aradu.A05 4154 c (TAAT)10aatagcaacaacaaaaacaagaatatatatatt(A)1184 11386227 11386310 CAAAGCGTTCGCATAATTGA TAGCCACATGGATTTCGTGA 259

Ad05A4159 Aradu.A05 4159 p4 (TAAT)6 24 11393395 11393418 TGCATCATTAAACTAATTATCAATCAA TGGATCCTATCAAACTCGGC 212

Ad05A4160 Aradu.A05 4160 p2 (CT)6 12 11394375 11394386 TCTGTGCACCCCTATTCAAA GGGAGGGAGGGAGAGAAAAT 268

Ad05A4173 Aradu.A05 4173 p2 (AT)11 22 11436754 11436775 TTTTTACAAGGTTTGGAAGTTCTC AATCAGAATATGATGCGGGAA 102

Ad05A4177 Aradu.A05 4177 p2 (TC)9 18 11453535 11453552 CCCATGAGAAATGCACACAG GCAGCGCTATGCTACTCTCC 267

Ad05A4178 Aradu.A05 4178 p4 (TTAT)5 20 11458557 11458576 CATGTGCAAGATGGGAGCTA GTGTTGGAAGGGGCAAATTA 125

Ad05A4179 Aradu.A05 4179 p2 (TA)6 12 11466788 11466799 GAAGCCCAACAACTTCAACG GAGGATGTAAACAGCGGGAA 159

Ad05A4180 Aradu.A05 4180 p2 (AT)8 16 11467395 11467410 AACTTTGCGTTGCCTTCAGT TTGACGTACCATAAGAAGAGGGA 258

Ad05A4185 Aradu.A05 4185 c (T)17ctttctgtcatttg(T)1546 11472720 11472765 TCATGCTTGCATTGTCCATT TTCATCATCGTAGAAATAGGAATTTT 278

Ad05A4186 Aradu.A05 4186 p3 (TGA)6 18 11473337 11473354 GCCACCAAAATGCCAATATC ACACATTGCCATCCTTGTCA 135

Ad05A4188 Aradu.A05 4188 p3 (ATA)7 21 11473965 11473985 GCAAAATTTCTTTAAGCAAACCA GAAGTTGCACGCACTTCTGA 215
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Ad05A4189 Aradu.A05 4189 p3 (AGG)8 24 11489263 11489286 AGAAGGGAGTGGTCGAGACA TATGGCAAAGAAGAATGCCC 190

Ad05A4191 Aradu.A05 4191 c* (GT)7(T)10* 23 11495492 11495514 CAGGAAGGTCATGAGGAAGC CCCTCTGTTAGGCCAGTCAA 263

Ad05A4195 Aradu.A05 4195 p2 (TA)7 14 11513054 11513067 CTCGACTCATAGCTCGATTCA AAATTTAAAATAAACGCAACCATT 279

Ad05A4198 Aradu.A05 4198 p3 (ATA)5 15 11515708 11515722 CGTCGCTGGATTATTCACCT TAGAGCCACGGTGATGATGA 227

Ad05A4199 Aradu.A05 4199 p3 (TCA)5 15 11515867 11515881 CGTCGCTGGATTATTCACCT TCAAACTCAACTTAGAGCCACG 239

Ad05A4200 Aradu.A05 4200 p3 (AAT)5 15 11517388 11517402 AGAAGGCCTCATTGGCATTA GCGAATGCAAGAAGAGGAAG 173

Ad05A4202 Aradu.A05 4202 p3 (TCA)7 21 11522504 11522524 GGGCAAACGAAGACTATGGA TAACTAGCGGCAAACTTGGG 247

Ad05A4203 Aradu.A05 4203 p3 (CAA)5 15 11522638 11522652 CCCAAGTTTGCCGCTAGTTA TCCATAAAGCTTGGGAGCAC 228

Ad05A4204 Aradu.A05 4204 p3 (AGT)5 15 11522901 11522915 CATCTCGGACATGTCATTGC TTTTCGAAGACGCATATCCC 150

Ad05A4205 Aradu.A05 4205 c (AT)6tac(TTA)6 33 11523286 11523318 AATGGGCCTTTTAATTTCCC TGCGAGCAAAGACCTAGTCA 260

Ad05A4209 Aradu.A05 4209 p3 (TAT)5 15 11545090 11545104 CATAAGGGCTACTTACAAGGGC TGCTCCTCTCTCCTCCTTTG 267

Ad05A4210 Aradu.A05 4210 c (TAT)5tttgtaattccatattatattaacgataatgttag(A)1060 11545982 11546041 TCTTTGCGACACTTTGCCTA GAAAAATAATTAGCCAAAAATACTCAG 182

Ad05A4211 Aradu.A05 4211 c (T)10ggtatccccatttatcatatttctgaaaacataagcctctagnnnnnnnnnnnnnnnnnnnnnagcctctagac(T)1498 11547095 11547192 TCATCCATAGGGGTCTCGAA CCTCATTTGGGGTTGAAAAC 269

Ad05A4212 Aradu.A05 4212 p3 (ATT)6 18 11550204 11550221 TTTCATTCATAGTTATCACACCCAA TTTTCAACGTTTTTCTTTATTAGACA 233

Ad05A4216 Aradu.A05 4216 p2 (AG)7 14 11561831 11561844 TGGACGACATTGATGGAGAA TGTTTTGTTTTGGTTTGCCA 279

Ad05A4224 Aradu.A05 4224 p3 (AAG)5 15 11597970 11597984 TTGATCTGGGACTGGAAAGC CACATGATGTACCAGCAGCC 215

Ad05A4229 Aradu.A05 4229 p3 (TTA)6 18 11614790 11614807 TCTATTCGACTGCTACCAAATCA ACTCATCAAATCTTCTAACAAATTTTC 161

Ad05A4232 Aradu.A05 4232 p2 (CT)7 14 11625074 11625087 TCACGTGTCACCTTGTAGCC CCGACACGAAAAATCATGTG 150

Ad05A4236 Aradu.A05 4236 p2 (CT)6 12 11635431 11635442 AAATCGAACAGGGTTTCGTG GAATTGGCGTAGAACCCTGA 180

Ad05A4238 Aradu.A05 4238 p3 (AAT)10 30 11635814 11635843 TGTGAATTTGGTACAATGAACTTT TTACAAAATTGCCACCGACA 254

Ad05A4241 Aradu.A05 4241 p3 (TAA)5 15 11640871 11640885 TTTCAGGACTTATGTTTGGTAAAA AAACACTTCATTTCGTCTTTGAT 280

Ad05A4242 Aradu.A05 4242 p3 (AAT)6 18 11644718 11644735 TGACCCGTCAAACTAGGGAG TAAAATAAATTCATCATCATGTCTCTC 109

Ad05A4256 Aradu.A05 4256 p3 (ATG)5 15 11697589 11697603 AGTGTGCGCTGTACTCATGC AAGCTTATTGGCGTTGTTGG 274

Ad05A4258 Aradu.A05 4258 c (A)10ttaaaatttatttatag(AT)639 11699525 11699563 TTTTATATGGCGGTGGCCTA CATCAAAAATTATGCCGATGC 190

Ad05A4264 Aradu.A05 4264 p2 (AT)11 22 11702083 11702104 TGAATCCGTTTCAATTGAGTT TGAGATTTTGAACAGCGGAA 194

Ad05A4266 Aradu.A05 4266 p2 (AT)6 12 11739911 11739922 CCAAAGACTACGCTTTTCAGC TGTGCGGTTTCATGCATATT 265

Ad05A4267 Aradu.A05 4267 p2 (GA)17 34 11745491 11745524 TCCAACCAACAGAAGAAACAAA ACCATTTTTCCATTGCTTCG 221

Ad05A4269 Aradu.A05 4269 p4 (TCTT)5 20 11749657 11749676 CCGAAGTAGGTGATGGTTCAA AGCGCGTGAGAGTGTGACTA 250

Ad05A4270 Aradu.A05 4270 p2 (TC)9 18 11750375 11750392 GAATGTTTTGGGGAGATGGA TCAACATTGTCCTCTTCTGCTC 181

Ad05A4271 Aradu.A05 4271 p3 (AAG)5 15 11750698 11750712 CTCCAAGGAAGCACGAGAAC AGGCCTGAGATTGAAACCCT 225

Ad05A4272 Aradu.A05 4272 p2 (AT)6 12 11751231 11751242 TGGTTCAGTAGGCTTGGCTT ATAGCTGCAGGTTTGCTTGC 252

Ad05A4273 Aradu.A05 4273 p3 (AGA)6 18 11751602 11751619 CACAGCCATAATTCCCCATC TCCAACAATATGCCATCATCA 183

Ad05A4274 Aradu.A05 4274 p3 (GTA)5 15 11751764 11751778 ACCATCCCAGCAGAAGAAGA TCTTCCACTTCCAACCATGC 275

Ad05A4278 Aradu.A05 4278 p2 (AT)6 12 11756666 11756677 TTGCATGCCACTTAGCTTCA CCCCAACTCAGTTTTGGGTA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A4280 Aradu.A05 4280 p3 (ATA)5 15 11760784 11760798 GGCCAAATGGTCACATTCTT CATAGTTCGCATAACGGCAG 171

Ad05A4283 Aradu.A05 4283 p3 (ATC)6 18 11761692 11761709 CCCCTTTCCCTTTCTCTCAC GCAACATATTACGTGGGGGT 207

Ad05A4285 Aradu.A05 4285 c (A)10cttgcggatcagaaatacagactgaacacaccattaattatgtgttccaatttctcaactaataataaatcacaatagactagcctttgtaggcgtg(TA)9125 11762426 11762550 CAAGTTAAATCCGCTCCACC GAAAATTGTTTTAACATTATTGATCCC 253

Ad05A4289 Aradu.A05 4289 p2 (TC)6 12 11779364 11779375 AAAAAGAAAGTGGATGAATTTAGGA CGTAGGAAGGAAGGGAGCTT 270

Ad05A4290 Aradu.A05 4290 p2 (AG)10 20 11779572 11779591 AAGCTCCCTTCCTTCCTACG AAGCTTGAAGATCGAGCGAG 256

Ad05A4292 Aradu.A05 4292 p2 (AT)6 12 11783650 11783661 GAGGTGGCGAGGTATTACGA TACTCTGGCCGAGGTTGAGT 256

Ad05A4293 Aradu.A05 4293 p2 (TA)6 12 11783969 11783980 ACTCAACCTCGGCCAGAGTA TATGCAGGTCGAAAGGAACC 242

Ad05A4298 Aradu.A05 4298 c (CAA)5cttcccccggtgggattccaatgccgaaccgtttcgccgacgaaacttcaacagaagaaccgaacctgatg(AAC)5101 11801456 11801556 TCCTTCACCACTGTCACACC TCCTTCGTCAATATCGGGAG 278

Ad05A4306 Aradu.A05 4306 p3 (AAT)12 36 11817987 11818022 TTCTTAACCCATTGGCAAGC TTTTTCGATGCTAAAGCTTTTTAC 243

Ad05A4308 Aradu.A05 4308 p3 (TTC)11 33 11826653 11826685 CAAGAACGCAAAAGAGGAGG TGAGAGCAACGGAGATTGTG 180

Ad05A4312 Aradu.A05 4312 p3 (AAC)7 21 11840412 11840432 TGGGTACGTCCATTACCCAC ACATGACAGAGCACAATGGC 137

Ad05A4314 Aradu.A05 4314 p3 (GAA)5 15 11853614 11853628 AGATGCTTTCCTTTTGGGGT CGGAAGAAGAGGAGGAGGAG 268

Ad05A4316 Aradu.A05 4316 p2 (TC)14 28 11860183 11860210 GGGAAGAGAAGGGAACAACA GGGACGTGATGCGATTTATT 278

Ad05A4317 Aradu.A05 4317 p3 (GTG)5 15 11860543 11860557 GCAATTTGCTGGTTTTCGTT CTTCTTCGAGAAATCGCACC 207

Ad05A4319 Aradu.A05 4319 p2 (AT)6 12 11870045 11870056 GCATCAATACAAAGAAATCAATGAA TTTCTAATTAACCAAAAAGATGTGTCA 276

Ad05A4320 Aradu.A05 4320 p2 (GA)7 14 11870296 11870309 AAAAAGTATGCGCCTAATAATAAGTAA TCTCCCTCTCTTCCTCCCTC 166

Ad05A4322 Aradu.A05 4322 p3 (AAT)20 60 11873439 11873498 TTATGTTATGGTAATAATTTGGCCT ATTTGGTGACGTGCTTCCTT 149

Ad05A4323 Aradu.A05 4323 p2 (TA)6 12 11875513 11875524 GGAAATCGTGGTTAGTTCCC AGAAAACTTTACTTTAAAACAGTTGGA 264

Ad05A4324 Aradu.A05 4324 p3 (CTC)6 18 11879934 11879951 AGGCTAAAGCTAAGTCCCGC ATGGCTGAGAGGGAGTTGAA 126

Ad05A4325 Aradu.A05 4325 p2 (AG)9 18 11891404 11891421 TGGTGGTGCAGAGTCAGAAG ACGGAAAAAGTCATCAACCG 217

Ad05A4328 Aradu.A05 4328 p2 (AT)9 18 11895756 11895773 TGAGGATCAGCACCAAGAGA AGGGAAAAGTTCCCGTAGGA 196

Ad05A4331 Aradu.A05 4331 p4 (AAAG)5 20 11921378 11921397 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 219

Ad05A4332 Aradu.A05 4332 p3 (TAA)11 33 11921551 11921583 CGAAATAGAAACAAAATAGCACGA TTTATTTGCACGTTCCCCTC 190

Ad05A4335 Aradu.A05 4335 p2 (AT)15 30 11930571 11930600 GGGGAAATTAGGAACATTGG TTCACTTTGGGGCATTTTGT 280

Ad05A4339 Aradu.A05 4339 c (T)16gacattaac(T)1237 11954570 11954606 ATTGCTCCAAGGATGTCACC CCATTATCAAGAACAGTTGCCA 229

Ad05A4340 Aradu.A05 4340 c (T)13g(A)10 24 11960028 11960051 ATTCTGTGCTTCAGCGGATT TTTCTTCTTCTTTACCCGGTG 101

Ad05A4341 Aradu.A05 4341 p2 (TA)6 12 11962272 11962283 CTGTTGAAGCGGATCTCAAT CCTCCCTTAATGCCTTACTCC 280

Ad05A4345 Aradu.A05 4345 p3 (TTC)5 15 11968316 11968330 AACGCTGAGGATCAGAATCG TTGAAGATGAATTTGGGTATTTTT 272

Ad05A4348 Aradu.A05 4348 p4 (TATG)10 40 11982109 11982148 TTGCCCAATAATCATCAGCA TTTCCATCCATTCGAAATCA 220

Ad05A4352 Aradu.A05 4352 p2 (CT)7 14 11991431 11991444 GAGGCTTTTGCCTCAGAGAA AAAGAGAGAGAGATTTGCATTTGA 261

Ad05A4353 Aradu.A05 4353 c (TA)6cacattacaacatataatat(TA)848 11997108 11997155 CACACAACAATAATAAAACAAAAGCA CCAATTACATTGAGAGTGTTGTGA 278

Ad05A4355 Aradu.A05 4355 p2 (TA)6 12 12000476 12000487 AAACAGCCGAAAGAGAAGCA CCATATAATCCACCGGCAAC 214

Ad05A4358 Aradu.A05 4358 p3 (ATG)5 15 12003684 12003698 TCCGACCATTGAAGATGTCA CTTCTCCTCAGCCTCCCTTT 256

Ad05A4359 Aradu.A05 4359 p3 (ACT)5 15 12008786 12008800 TTCAGCCATCACTACCACCA AAACAAGGGTCATGGCAAAG 112
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Ad05A4360 Aradu.A05 4360 p3 (ACA)6 18 12009747 12009764 CACCTTCACCCTTCCTTGAA AACATCATCGGAAGAATCGC 182

Ad05A4361 Aradu.A05 4361 p2 (TC)6 12 12012847 12012858 AAATGGTGCATACAAAAACTGC CCTTTCCAATTCCTTTGCAC 130

Ad05A4365 Aradu.A05 4365 p4 (ACTA)6 24 12054917 12054940 GATCACCAATCCCGGAACTA GATATTGCCCTCGGTTTGAA 269

Ad05A4366 Aradu.A05 4366 p2 (GT)6 12 12057422 12057433 TACGGTTTTTCTTCCAACGG GGTTTTCCTTTTCCTCCTCG 250

Ad05A4370 Aradu.A05 4370 p2 (GT)7 14 12081227 12081240 CGACGGCGGTGATTATATCT GGTTCTCCTCCTCCTCCTTG 224

Ad05A4371 Aradu.A05 4371 p4 (CTAA)7 28 12084003 12084030 AAAGATCACCAATCCTGGAA GATATTGCCCTCGGTTTGAA 280

Ad05A4372 Aradu.A05 4372 p2 (GT)7 14 12084480 12084493 TCAATAATCAAAATGAATTTGTCCA TCATTCATAATAGAAGAATGGGGAA 277

Ad05A4373 Aradu.A05 4373 p2 (AG)6 12 12087690 12087701 TCCTAAAAATTGATCAGAGTCTCG TCACATTGTTCACACATTGTTCA 268

Ad05A4374 Aradu.A05 4374 c (TTAT)5ttagttatttcacagtaaatttgacattttgatcatctaatcatttatattatcataaatactagatagtcacc(A)11105 12088150 12088254 GAGCCACCGATAGTCATTCA CTTAAATCATCATAACCAAAACCTT 280

Ad05A4379 Aradu.A05 4379 p3 (TAT)6 18 12108275 12108292 GGGCCAACATGGAACTTAGA TTTTTCATGGGTGCAAATAGT 233

Ad05A4380 Aradu.A05 4380 p3 (TTA)6 18 12108525 12108542 TCGTGTGCCAAAAGTATTCG ACCGATTTGAAATTCAGGGA 201

Ad05A4383 Aradu.A05 4383 p2 (GA)9 18 12116867 12116884 GGGGCTTTTGTGTTGTTGTT TTAAACCCAACCTTGCTTGC 213

Ad05A4384 Aradu.A05 4384 c* (AAG)5a(AAG)6(AGAAGG)6*65 12121779 12121843 TGAGGAGAAACACAACGATGA TTCACATACAAGCGTTTTCTCA 176

Ad05A4386 Aradu.A05 4386 c (A)19caacaacacttgaatgccctcatattcgtttatgctcaaaatata(ATT)579 12123936 12124014 TCCGTTTGCACTAAGCCAAT AAACCCGTGTTCTTCCATGT 263

Ad05A4388 Aradu.A05 4388 p2 (AG)6 12 12131354 12131365 ACCGGAGATTTCGTCCTCTT ATTTTGATTCGGAGCCCTCT 129

Ad05A4389 Aradu.A05 4389 p3 (ATT)13 39 12136253 12136291 TGTGATTGTGGGCACTTGTT CCTCAAAACAAAAGCAGTTTATATC 279

Ad05A4391 Aradu.A05 4391 p2 (TA)6 12 12154012 12154023 TGAATCAGTTCAATGGTCATATCTC GGTCATTGGTTAAATTTAGGGATTT 238

Ad05A4396 Aradu.A05 4396 p3 (GAG)6 18 12168526 12168543 TGAAGATGAAACACGCGAAG TCAAAGTGCGCTACTCACCA 161

Ad05A4403 Aradu.A05 4403 p3 (TTC)5 15 12210021 12210035 TCAAATTTCAGGACGATCCA TGAAAGTGAAAGAGAACAGCCA 130

Ad05A4404 Aradu.A05 4404 p3 (AAG)5 15 12211830 12211844 ACTCTACTTGCTCCTGCGCC GGGTCCCAATCCCACTAACT 152

Ad05A4405 Aradu.A05 4405 p2 (GA)6 12 12237805 12237816 TGAACACAAAAGAGAAGAGAGGG TTTCGAAAATTCCTTCCTTTTT 222

Ad05A4406 Aradu.A05 4406 p2 (AT)11 22 12254682 12254703 TGGGCAACAAATGATCAAAA CATTTCAAGTGCCATTTCCA 242

Ad05A4410 Aradu.A05 4410 p3 (TTC)5 15 12355167 12355181 TTTCCATTGGGTTTGAGAGC CCCCAACCTAATCCAATGTG 229

Ad05A4411 Aradu.A05 4411 p2 (GA)6 12 12380304 12380315 CGGTTTTGATGTGTGAGGTG AACCCTTCATGAGCACCAAC 195

Ad05A4412 Aradu.A05 4412 p5 (AAGAT)5 25 12394261 12394285 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ad05A4424 Aradu.A05 4424 c (T)10aaattggttattcttgtaccattgaaaattaccttttaaaataatcgttaagaagattctttctt(A)1186 12444796 12444881 TTTTTGAAAGCGTTTTTCCG TCCCCCTTGTTCAAACAGAA 279

Ad05A4428 Aradu.A05 4428 p2 (AT)7 14 12448486 12448499 TCCTTCAAAACCATTTCCCA ATTCAATCCCATTCAAGCCA 168

Ad05A4433 Aradu.A05 4433 c (AC)8tt(GA)7 32 12473473 12473504 TTCTCTCTTCCCAACTCTAACCC TTCTTCATCCTCCGTGAACC 247

Ad05A4434 Aradu.A05 4434 p2 (TA)6 12 12474502 12474513 CCTTTTGGTTTATGCTATTCCG TGCGAACAAATACTTCAATGC 236

Ad05A4435 Aradu.A05 4435 c (T)10atga(T)10 24 12500640 12500663 ACAATGATGGACACGGGAAT CATGGAGAAGAAAGAGCATGG 169

Ad05A4441 Aradu.A05 4441 p3 (CAC)5 15 12521785 12521799 TTGCCAGCTCTACGTTTCCT GTGGGGCAACAATGTCAGAT 235

Ad05A4442 Aradu.A05 4442 p2 (GA)6 12 12523860 12523871 TTGCTGAAGCTGCTCTTTGA AGTTGCAACGCCAATAGACC 266

Ad05A4443 Aradu.A05 4443 p2 (GT)7 14 12524405 12524418 AAAAGCTGTGTAATTGAGGACCA TGTTCCCATCAGAAGTGGTG 263

Ad05A4448 Aradu.A05 4448 c (T)10cttttagtccttttgtaaatgagattttgtgtcttaagcttaactc(T)1672 12540493 12540564 AGAAAAATATAGATTGCGGAAAAA TGGTTACGACATACAGCCCA 279
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Ad05A4449 Aradu.A05 4449 p4 (CTTC)5 20 12541803 12541822 CGGATCTCCATTTTTCCTCA GGTTTCCCGGGTGTTTATCT 231

Ad05A4450 Aradu.A05 4450 p3 (TAT)5 15 12544725 12544739 GGCCCCAGTTTGTTTTGTAA AGTTTGCTTCTCCCAGCCTT 131

Ad05A4451 Aradu.A05 4451 c (AGA)5tggagaaggaggaacagtattcgaatggtccattgaggaagggaagatggtggaatcgaacca(CTT)593 12549114 12549206 ACGCGATGAGAGGAAAAAGA AACAGCTCACAACCCAAACC 156

Ad05A4454 Aradu.A05 4454 p3 (TTC)5 15 12559483 12559497 TTCCTCCAATTTCATCGTCC AGATGCTTTTGCGGTCTTGT 204

Ad05A4457 Aradu.A05 4457 p3 (GAA)6 18 12561125 12561142 AGAAAGGCGTGAGTAGCAGC CTAGCTGTGCTGTGGCGTTA 165

Ad05A4461 Aradu.A05 4461 p3 (TTA)5 15 12568289 12568303 TAGGCGCTCCACACAATGTA TGACTGTACCCTCCACTCAAA 128

Ad05A4462 Aradu.A05 4462 p2 (TA)7 14 12572525 12572538 AGTTGTCGAACCGTTGAAGG CGATGTCGCTCATCCCTAGT 279

Ad05A4464 Aradu.A05 4464 p2 (AC)6 12 12573235 12573246 TGCATCACGTGAGACATTTG CTCCTCCAGACCAGAAACGA 232

Ad05A4466 Aradu.A05 4466 p5 (AAAAG)5 25 12602654 12602678 TTGGATGGGATAAAAGGGGT CTTTGGGGTATTTTGTCCCC 270

Ad05A4468 Aradu.A05 4468 p2 (TC)7 14 12613487 12613500 GAACAGAGAGTTGTGCGTGC TGCTTGTCCTCAAGCAAAGA 278

Ad05A4470 Aradu.A05 4470 p3 (TCC)9 27 12624689 12624715 CCAAGAAAAGATCTCGAGCC AGAGGAGCTCCCCAAATTGT 101

Ad05A4476 Aradu.A05 4476 p4 (TTTA)5 20 12642569 12642588 GATCTTGCCCATTTTGGACT CACCCACTAACCAAACGGAG 146

Ad05A4477 Aradu.A05 4477 p3 (ACA)18 54 12646230 12646283 CGCCCTCAAGCTTATCAAAG TCTGGTTTGTCAATGGTGGA 189

Ad05A4478 Aradu.A05 4478 c (TC)8taacccatcgc(CT)1251 12649143 12649193 ATTGAGAGCGCAAACCTTGT ACTGTGGTGACATTGGTGGA 165

Ad05A4480 Aradu.A05 4480 p2 (AT)6 12 12672489 12672500 CCTTTGAGACAGTGATGAGGG TTCATCCCTTTATGCCTCCA 268

Ad05A4487 Aradu.A05 4487 p2 (AT)6 12 12685939 12685950 GGATCCCACAGAACCCCTTA ATGTGGCAAGGTAAACCACC 148

Ad05A4491 Aradu.A05 4491 p3 (TCC)5 15 12693693 12693707 ATGCGTTGGAAGAAAGAGGA GATGATGATGACCACCACGA 235

Ad05A4493 Aradu.A05 4493 p3 (CCA)6 18 12698280 12698297 GCAATGAGCCATGAGAGTGA GGGCAAGACTTGGACATGAT 194

Ad05A4498 Aradu.A05 4498 p2 (TA)10 20 12718576 12718595 GCTATTGTCTCCTCATACTTTCCC AATTTCTTCGCACGCAAGTT 261

Ad05A4500 Aradu.A05 4500 p3 (GAA)5 15 12731264 12731278 GAGGCTAGGTGGTGGTTTGA CACCAGTGCTACTTCGTCCA 103

Ad05A4501 Aradu.A05 4501 p4 (AAGA)5 20 12732231 12732250 GCAATGAGGGAAAGCAAATG GGTGCTGACGTGGCTAAAAT 261

Ad05A4502 Aradu.A05 4502 p3 (AGT)5 15 12744084 12744098 CCACTTCCCAAAACACAGGT CAAAAAGTATTGCCACCCCA 275

Ad05A4503 Aradu.A05 4503 p4 (TAAA)7 28 12749325 12749352 CGTGACACATTACTACATGAGCG GAACTGATTTTGCTGATTCTGG 188

Ad05A4504 Aradu.A05 4504 p3 (AGA)5 15 12752274 12752288 CAAAGCAGACCTTTCAGCAA ATGGTGGTTTCAATCCAAGC 222

Ad05A4511 Aradu.A05 4511 p2 (AC)6 12 12769677 12769688 CCCCTTTTCTAAACCATATCCC GACGTCGACAGTCTCGATCA 247

Ad05A4512 Aradu.A05 4512 p2 (AC)6 12 12775582 12775593 CCTAAACTGCCCTTTACCCC TCCTTCTCCCCCTCTTCTTC 134

Ad05A4514 Aradu.A05 4514 p2 (GT)9 18 12787683 12787700 CAAGGACCACCATCCTTCTG TTCCAGGAACTTCACCCAAC 156

Ad05A4515 Aradu.A05 4515 p3 (TAA)6 18 12797625 12797642 TTCCACTAGCTTGAGTTCGGA CCTGGTCGCTCTCCTTATTG 215

Ad05A4516 Aradu.A05 4516 p3 (TCC)6 18 12798387 12798404 CTTTAGGGCATTGGCACTGT CCATTCCACACAGCAAGAGA 202

Ad05A4517 Aradu.A05 4517 p2 (GT)6 12 12798869 12798880 TAGGGTTGGATTGGATTGGA GAGTATAGTGCCGAGGTGGG 112

Ad05A4518 Aradu.A05 4518 p2 (TA)7 14 12800484 12800497 TCGGGTCTATTCCTGTGACC GTTGTGCCATGAACCATGAG 175

Ad05A4519 Aradu.A05 4519 p2 (TA)9 18 12801114 12801131 CACTCATCACATGCACCACA AGTCCACCAAGCACACCTTC 259

Ad05A4520 Aradu.A05 4520 p2 (AT)6 12 12803433 12803444 TTCTGTCTTCCTTCATGGGA CCCTCTACCTTCTGTGGCAA 269

Ad05A4522 Aradu.A05 4522 p3 (CTC)6 18 12808071 12808088 TCTCACCTCCTCCTCCTTCC CGCAACATTGGAGAAGAAAA 104
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Ad05A4527 Aradu.A05 4527 p2 (TA)7 14 12825167 12825180 TTCAGGATATTTGCTTTTCAACA CCGTGGCTAATGTTAGTGGG 217

Ad05A4533 Aradu.A05 4533 p3 (TAT)5 15 12851342 12851356 GGTGTCGAATGAGAGCCAAT CAAAATGAATAATTATGCCAACGA 227

Ad05A4534 Aradu.A05 4534 p2 (CT)6 12 12861476 12861487 AACACCCAACGAATCAACCT GAAAGGGGACAACGTTTGAA 265

Ad05A4538 Aradu.A05 4538 p2 (AT)12 24 12879065 12879088 TCCACGTGATAATGTGGTCG GAAGATAAGCTCGGCCTCCT 181

Ad05A4539 Aradu.A05 4539 p2 (AT)6 12 12881981 12881992 CGCATGAGTTATCAATGCGA AGCTAACAAAATGCAGCACG 263

Ad05A4541 Aradu.A05 4541 c (AG)6annnnnnnnnnnggga(AG)2068 12899144 12899211 ATAACGGTGGCCCAATTTTT TGAGGCCAAATTAAATTCAAGG 278

Ad05A4542 Aradu.A05 4542 p2 (CT)6 12 12908440 12908451 TTGTCTCTCTCCTTTAATTCTTCTCA CATACATAAATTTTGATTTCGAGCA 170

Ad05A4543 Aradu.A05 4543 p2 (TA)7 14 12915800 12915813 TGACTTAAGGAGGAATCGGC TTCTCAAATCCAAACCCGAC 250

Ad05A4544 Aradu.A05 4544 p3 (AAT)5 15 12934292 12934306 GAAAAATTGATGGTGATTGCC TTTGTGCATTGGAAATTTTTG 278

Ad05A4547 Aradu.A05 4547 p3 (TTG)5 15 12937861 12937875 GACAATGGGCGAAAGGTAGA TGTTGCATCTCGATCTACGG 220

Ad05A4548 Aradu.A05 4548 p2 (TA)12 24 12940370 12940393 AGCCACTGAGGTAAGCAAGC AACAATTGACATGTCGTATTACTGTT 248

Ad05A4554 Aradu.A05 4554 p2 (TA)6 12 12982396 12982407 TGCAATGCATTTCGATTCTA CGTGAGGCCACTTCTTCTTC 269

Ad05A4558 Aradu.A05 4558 p3 (GCA)5 15 12995050 12995064 AGGGGTGAACTACCATGCTG CGTCTGCTGCGTACTTCTTG 173

Ad05A4560 Aradu.A05 4560 p2 (GA)15 30 13035242 13035271 AGGACTTGACACCGATCCAC GCACCTTCCAAGAAGTTTCG 189

Ad05A4564 Aradu.A05 4564 p3 (AAT)5 15 13042561 13042575 TGTGCCAAATTTAAAACCTCTTC TCGGACCAACTTCATATCATT 168

Ad05A4565 Aradu.A05 4565 p3 (ATA)5 15 13069022 13069036 TCCAATGATTTTATTAATGACAAGTT AGAGTAATCGAAGCCAACTTCA 102

Ad05A4566 Aradu.A05 4566 p2 (TA)9 18 13069578 13069595 CTGAGCAAGTATCTCCATTGAA TGTTGATAGAATCGTAGGCCA 263

Ad05A4567 Aradu.A05 4567 p2 (TA)7 14 13070539 13070552 ACGTGCATAGCACGGGTAAT CCAAAATTACATTTGTAACATCCTG 134

Ad05A4571 Aradu.A05 4571 p3 (AAG)5 15 13124284 13124298 TTTTCTCTCATGCTGCATTTTT TCCTCCTCCTCTTCATCTTCTG 254

Ad05A4572 Aradu.A05 4572 p3 (AAG)5 15 13124859 13124873 TTTTCCAAGTAATTTTGGAGCA CTTCTCCTCATCTTCTGCTGG 192

Ad05A4575 Aradu.A05 4575 p2 (TA)6 12 13130476 13130487 CAACCTTCTTATGGATGCCG AGTGTACCGTACCCGCTTTG 205

Ad05A4576 Aradu.A05 4576 p2 (TA)6 12 13130965 13130976 GGTCCCCATCATCAATGTTC TATCTGAGTGGCTTCTCGGC 239

Ad05A4578 Aradu.A05 4578 p4 (GTTA)7 28 13137709 13137736 ACTGCTTTTCTTGCCGTGTT CCCAATGTACCGGAAATGTT 171

Ad05A4579 Aradu.A05 4579 p3 (CTT)12 36 13139743 13139778 ATAGGGGTGGCAGGAGTACC AACAACAAGGAGGCAGAGGA 262

Ad05A4581 Aradu.A05 4581 c (TTG)5(AT)9taaacctactcataaataaatagatttggttattaataaattgaacttaatttttataagttaaacttaaatttgag(T)10120 13157420 13157539 TGGCGTTGTTTGATTCATGT TCAGTTATCAAAACAATTGAACTCG 269

Ad05A4582 Aradu.A05 4582 c (TAC)8(TAA)14 66 13158085 13158150 GCATTTTAATTTTTACCAAAACAAAG CAGTCTTGCATTTCATGCTCA 280

Ad05A4584 Aradu.A05 4584 p3 (CTC)8 24 13173251 13173274 CGAGTTGTTTCTGCCGACTT TTCTCTGGCTCGGAGAGAAG 276

Ad05A4586 Aradu.A05 4586 p2 (AT)9 18 13187616 13187633 TTCAGATGTATTGGCAAACGA CTCTCGCTTCTCTCACCACC 172

Ad05A4588 Aradu.A05 4588 p2 (AC)7 14 13189078 13189091 GCAAGGCCTTAACAAAGCTG TCTTTGGAACAGCCAAGATTC 265

Ad05A4589 Aradu.A05 4589 p2 (TA)6 12 13189779 13189790 TTCATGCAGGGACAAGCTAA AGCCAAGACTTTTGGGTTCA 236

Ad05A4591 Aradu.A05 4591 p2 (TA)9 18 13192826 13192843 GGACCAAAATATACTCGGGTCTTA TTTGAGTTAAAATGCATGGATGA 267

Ad05A4593 Aradu.A05 4593 p3 (AAG)5 15 13202821 13202835 CTAGAGGTTTCTCCGGCCTT ATATGGCCGAACCTTAACCC 260

Ad05A4597 Aradu.A05 4597 c (AAC)6aat(AAC)536 13212090 13212125 CTTCCCCTTATTCCCCAAAA TTTTGCTTCTGCCTGGTTCT 181

Ad05A4599 Aradu.A05 4599 p2 (GA)11 22 13223007 13223028 CAGGTGGTACCCCATCTTTG GCCATGTGTCATGATTTGCT 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A4600 Aradu.A05 4600 p3 (AAG)5 15 13225838 13225852 GAGCATTGGGCAAACAAAAT TCAGACAATCACACGGAGGA 258

Ad05A4601 Aradu.A05 4601 p3 (TCT)6 18 13228930 13228947 AAAAGGCAATCATGTCCTGC TTCAGCAACTCCATTCCAAA 265

Ad05A4603 Aradu.A05 4603 p3 (AAG)5 15 13234257 13234271 AACATACACGCACCCAAACA GCCAACTAAGCCAAATCCAA 242

Ad05A4607 Aradu.A05 4607 p2 (AG)6 12 13254825 13254836 TCCCTATTTGGCCAAGAACA TTGCCTTCATGGTCTTGATTC 191

Ad05A4608 Aradu.A05 4608 p2 (GA)7 14 13256814 13256827 GAACGTGCGATTCTGAGTGA AAGCCTCTGAGGATGTTCCA 143

Ad05A4610 Aradu.A05 4610 p3 (TCT)6 18 13257433 13257450 AAAAAGAAATTGTGGCGGTG ATCGTGGGAACTGGAAACAG 263

Ad05A4611 Aradu.A05 4611 p2 (TA)6 12 13263490 13263501 TGGTGCACATTTGCATTTCT GTCAAAGGGGGTAGGTCCAT 208

Ad05A4614 Aradu.A05 4614 p2 (AG)6 12 13265958 13265969 CAAATCGCGAGTGTGAGAGA GTCGCTCAGATCCTTACCCA 147

Ad05A4618 Aradu.A05 4618 p3 (AAG)8 24 13273478 13273501 GAAGCTGCCATGTTCGATTA TCCCTCTACGAAGAACCCTG 224

Ad05A4620 Aradu.A05 4620 p3 (AAT)5 15 13277222 13277236 TGCTTTTAAGATTACCAGTGGTTT TAACTGGCAAGGGTGTGTTC 203

Ad05A4625 Aradu.A05 4625 p3 (TAT)5 15 13300677 13300691 GGCGTCTAGCAACACTCCTC AAGGAATCCGTCAACTCTCG 280

Ad05A4626 Aradu.A05 4626 p3 (TCT)5 15 13302083 13302097 AGGATTGATTTGTTGGTCCC GCAATGGTGAATAAGAAGAAGGA 265

Ad05A4627 Aradu.A05 4627 p3 (TTC)5 15 13302249 13302263 TTTGCAGATGGGACCTTTTC ACGACGTCGATGACCATACA 243

Ad05A4638 Aradu.A05 4638 p2 (TA)7 14 13343775 13343788 GCTGCAACCATTGGAAAAAG TCCGGTTTAATGATAAGGGATCT 277

Ad05A4644 Aradu.A05 4644 p2 (AT)11 22 13349462 13349483 CAAGAGCCCTGCTACTGCTT TGTATCTTGCCCATGCCTTT 277

Ad05A4646 Aradu.A05 4646 p4 (ATTT)5 20 13354708 13354727 TTCTCCGTTCCTCAACCATC GGGCCTGTTATACGGACTCA 234

Ad05A4650 Aradu.A05 4650 p3 (TAT)28 84 13367919 13368002 TCAAATTCAATGCATGTACCG TTTAAATTTGGTCTTTAATATTTGTGC 151

Ad05A4652 Aradu.A05 4652 p2 (AT)6 12 13376118 13376129 TGACGACAGAAAAGAAAAGAGC TCATGTTATTTTTGTTAAAATTAGGC 207

Ad05A4659 Aradu.A05 4659 p3 (ATG)5 15 13414994 13415008 GTGGTTGAACACCAACAACG TCCAGACGAATGAACCAACC 240

Ad05A4663 Aradu.A05 4663 c (T)10caattaggaccttcttggtagtatatggcttaattgtatagggacccaact(A)1172 13422653 13422724 TTGCTCTGATGGTCCTTATAGTTTC TTTTTCCTTCAATTGGTCCC 235

Ad05A4664 Aradu.A05 4664 p3 (ATG)6 18 13427287 13427304 TGAACAACAACAATGACAACGA GCAAATGAACCAACCACTCA 219

Ad05A4665 Aradu.A05 4665 p2 (GA)6 12 13432801 13432812 CCCCAATCTCAACAGCATCT CGTCCTCTCTCTTCCCCTCT 108

Ad05A4667 Aradu.A05 4667 p2 (AG)6 12 13441966 13441977 TGCGCTCTCACACCTGTAGT ACACCTGGAACTTCATTGGC 266

Ad05A4673 Aradu.A05 4673 p2 (TA)7 14 13451654 13451667 GGCCCCACTCTGATTTGATA TGAGTGACGGCTAGAATTTGA 215

Ad05A4678 Aradu.A05 4678 p2 (AG)10 20 13466576 13466595 CATCCTTCACCACCTCCTGT TTGTCGTCTCTGATGTTGCTG 269

Ad05A4680 Aradu.A05 4680 p2 (CT)7 14 13468964 13468977 CCCTCTGAAACGTTAACACCA GTTGGTTCGTTCAGGGAATG 276

Ad05A4684 Aradu.A05 4684 p3 (AAG)7 21 13476030 13476050 GAAGACAGCCTGTGGAAAGC GTTGCTGAAGTGCAAATCCA 109

Ad05A4685 Aradu.A05 4685 p3 (CAT)5 15 13485370 13485384 GGCTCAGAATCGAAATCGTC TGGTAGTGTTGGTGGTGGTG 241

Ad05A4686 Aradu.A05 4686 p3 (TTG)5 15 13492647 13492661 CCTGGCATTCTGGTTCAAAT CAAGGGAGATGGAAAGGACA 202

Ad05A4687 Aradu.A05 4687 p3 (ATA)14 42 13499255 13499296 GGACGAAAATATCCGCAAGA AAAGCCTCAAGCATCGTTGT 196

Ad05A4688 Aradu.A05 4688 p3 (TAG)5 15 13500312 13500326 CACCTCTTCAACAGGCCATT AGGAGAGTGTTGTGGGGTTG 238

Ad05A4692 Aradu.A05 4692 p2 (AT)11 22 13513791 13513812 CGGTTATACGTGGGGACTTG AGGGAGCTTTTGAGACACCA 275

Ad05A4694 Aradu.A05 4694 c (AG)6gaagagcaaattcgaatagtgtgggaatgaggggtgccaaacgtgtatttataaagtggggaggagagatttcg(A)1096 13559583 13559678 CGGAAAAGCACACCAAACTT CCCTTCTCTCAATTTCTTTCCA 205

Ad05A4695 Aradu.A05 4695 c (T)12ggtataaaataggggctcaagcccttgtagaagaaaactttatatgagatatcttgtgtttccc(T)1187 13569853 13569939 TTTCCTTTTGATCTCCCACA ATATCTCATGCTCGTGACGG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A4697 Aradu.A05 4697 p3 (TGA)5 15 13574556 13574570 TCCATTGGCCCCATTATTTA CTTGCTTGATGGACTGCAAA 209

Ad05A4698 Aradu.A05 4698 p2 (TA)6 12 13575197 13575208 AGAGGAGCAAGCAAGCAATC ATCTGAAGTTTGACCCAGGC 180

Ad05A4700 Aradu.A05 4700 p2 (AT)6 12 13575994 13576005 TGTATGTGAATTCGTGCGCT TCATTTCCCTCCTCTGCCTA 263

Ad05A4701 Aradu.A05 4701 p2 (AT)8 16 13576506 13576521 GGGATTGTCAAATCATTGCC TCATTGGTTCATTCCATTCTTC 187

Ad05A4704 Aradu.A05 4704 p2 (GA)7 14 13578126 13578139 AATGAATTTGAGCTGCTTGAGT TTTTTCGTCTCATCATCGTCA 268

Ad05A4709 Aradu.A05 4709 p2 (GA)7 14 13604389 13604402 TTGGGAGGGAAAAGTGTTTG GATTGCACACTAAGGGCGTT 267

Ad05A4712 Aradu.A05 4712 p2 (AT)9 18 13628478 13628495 ATCCGCAGATCCGCATAATA TCGCATAATTGACCATTCTTCTT 251

Ad05A4713 Aradu.A05 4713 p3 (TTC)5 15 13632525 13632539 CAATGGCGAGAAAACCAAAC ACAGCACCCTTGCAGAAACT 216

Ad05A4717 Aradu.A05 4717 p3 (TCA)7 21 13646113 13646133 CCGTCCTCCTCATATTCTGC CCTCTAATGCTGCATGTTTTTC 277

Ad05A4719 Aradu.A05 4719 p3 (GAT)5 15 13648857 13648871 GTTCCCACAGTCCTAGCAGC TTTCCTCATACCGAAGTGGC 257

Ad05A4720 Aradu.A05 4720 p5 (AATTT)5 25 13649236 13649260 GTCACACGGAACCCATCTTT GTGCGCTGTTAGCTCCTACA 268

Ad05A4721 Aradu.A05 4721 p3 (ACA)5 15 13653514 13653528 CTGCTCTTTTTCCTGCCAAT CAATATGACCATTTTGCCCC 242

Ad05A4722 Aradu.A05 4722 c (T)10aagagattg(ATGT)539 13653964 13654002 GCCACCTTGAGGAATCTTTG AAAAGCACTGCAGGATACGC 248

Ad05A4723 Aradu.A05 4723 p2 (CT)6 12 13657117 13657128 TCTCTGAGCTGAGATGCTGC AAGTGTGGGACGACACGAAT 258

Ad05A4724 Aradu.A05 4724 p3 (ATT)5 15 13657975 13657989 ATGTTTGCGAGAAAGTTGGG TCAATGGCACAACCCACTAA 165

Ad05A4728 Aradu.A05 4728 p2 (TC)6 12 13672084 13672095 GATTAAAGCTACCCTGCCCC AAAATCTGACTCTGTGGTGTGTG 204

Ad05A4729 Aradu.A05 4729 p4 (GAAA)5 20 13673233 13673252 TACCGTTGCTTGAACAGCAG TATTGCGGTGAATTTGGTGA 276

Ad05A4730 Aradu.A05 4730 p3 (TTA)5 15 13673801 13673815 AGCACCCTTGTAGTTGGTGG GGGTTAATTAAAGGGCAGGG 255

Ad05A4741 Aradu.A05 4741 p2 (AT)6 12 13694537 13694548 TGGTTCGAATTATGTGGCAA TTAAAATTAGATCGGACAAATCAA 223

Ad05A4742 Aradu.A05 4742 p2 (GA)13 26 13706208 13706233 AGGCCAAAATCAGAGAAGCA TGAAATGAGCAAGATGAACGA 253

Ad05A4744 Aradu.A05 4744 p2 (TA)7 14 13719972 13719985 TGTAAGTTATAGGCCGCAAAGA CGCACTTGAAACCACATTCA 193

Ad05A4746 Aradu.A05 4746 p3 (AGA)5 15 13738661 13738675 TAAACCTGGACGGTGGAGAC CAAGGAAAGGGGCCATAAAT 137

Ad05A4747 Aradu.A05 4747 p2 (GA)17 34 13739985 13740018 AGATCTCGTGGTGGAACCAA AAGCAGTGATCACCAGGAGC 157

Ad05A4751 Aradu.A05 4751 p2 (AT)6 12 13749752 13749763 CGTTAGGCTAGCAACACCCT CTTTGGAATTGTGAAATGTGTTT 269

Ad05A4754 Aradu.A05 4754 c (AAC)5aattcatttcaactagcagcaacagcagaagagaagc(A)1062 13759547 13759608 TCGTCATCACAAAATCAGGAA TGGAGAAAAGAAATGAGAATGC 206

Ad05A4757 Aradu.A05 4757 p2 (TA)6 12 13767273 13767284 TTAGCGTCTCGGCTCATTTC TTTTGACCTCACTGTGGGACT 252

Ad05A4760 Aradu.A05 4760 p3 (AAG)5 15 13776454 13776468 TTCTCCTCCTCGTCTTCTGC CCACATACTGTTACGGCACG 241

Ad05A4761 Aradu.A05 4761 c (A)11g(A)10 22 13780595 13780616 ATAACACATCAAATGACGAAACA CGTTGAGGGTGTAGGGTGTC 266

Ad05A4764 Aradu.A05 4764 p2 (AG)7 14 13784472 13784485 CCTGAAAGCAGAAGGCCTAA GCTGCATCCAAAAGTCCAAT 249

Ad05A4765 Aradu.A05 4765 p2 (AT)12 24 13785305 13785328 CCCCGATTATAAGCCCAAAA CCCGGAACAACATCAAATTA 280

Ad05A4766 Aradu.A05 4766 c (CTC)5(TCC)7 36 13787498 13787533 TTCAGGAGGCTAAGGCAAGA TGAACGAATGCAAGAGCATC 264

Ad05A4769 Aradu.A05 4769 p2 (AG)11 22 13802567 13802588 CATCGGAAGCTTCTGGAGAC GCACCTTGCAATTTATGCCT 216

Ad05A4772 Aradu.A05 4772 p3 (TAT)5 15 13809421 13809435 GAACTTGAAATTGCTAATGCTTCA GCTCGGCCAAGAGAAAAATA 216

Ad05A4773 Aradu.A05 4773 p2 (AG)12 24 13817573 13817596 GGGCAGCAGAGCTAAACAAC TGGTACAGGGTGATTGACGA 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A4776 Aradu.A05 4776 p2 (AT)6 12 13834199 13834210 TCGTCAACGATTGATGATATAAAAA TCAACGATTAATGATACGACACA 266

Ad05A4778 Aradu.A05 4778 c (TTG)5ctgctgctttatgtgaagaagatgataaatagaggtata(GTG)569 13840393 13840461 ACACCAGCGACTGTTGAGTG CCACCACCTCATGTCCTTCT 249

Ad05A4779 Aradu.A05 4779 p2 (TA)6 12 13848848 13848859 TCACGAGCTGGCTCAAATAA AGCCCAGTTCATTAGCTCGT 254

Ad05A4782 Aradu.A05 4782 c (A)10gacgaaaacaaaagttcaagacaaaaaatcc(A)1152 13856635 13856686 AAAACTAGGGCCGCAAAAAT TCCCTCCGATTGAGTACAGG 238

Ad05A4784 Aradu.A05 4784 p2 (CT)16 32 13864631 13864662 GCCCAAAGCACTCTGTCTTC TCTTGAAGCAAGAAAAAGCAG 277

Ad05A4785 Aradu.A05 4785 p3 (TAG)5 15 13874795 13874809 AGCTGAAGCGCCAGAAATTA CATGCCTGATGATGATGAGAA 239

Ad05A4791 Aradu.A05 4791 p3 (TCT)5 15 13902389 13902403 ACAATGGCTTGTCTCTCGCT TATTGGTCCCACCCAAGTGT 183

Ad05A4792 Aradu.A05 4792 p3 (AGA)6 18 13910800 13910817 TGCATTTATGCATCGGAGAG TGTTCAAAGGTTTTCGGGTC 197

Ad05A4793 Aradu.A05 4793 p3 (GAT)7 21 13911000 13911020 CGAAACGTTTTCCCACACTT CAATAGCAACAGAGGCAGCA 223

Ad05A4794 Aradu.A05 4794 p4 (TATC)5 20 13911699 13911718 AAGGGAATGGAATTGGGAAC CTTAATTTTTGCCAGCGGAA 188

Ad05A4795 Aradu.A05 4795 c (T)10aatttatatttactgctttctgttg(CT)1259 13911832 13911890 CCGCTGGCAAAAATTAAGAA GCATACGCAAATGCTTGTTT 178

Ad05A4797 Aradu.A05 4797 p5 (CTTCC)5 25 13913067 13913091 AATGACAAGCTGTCGCAGTG AAGCCATTGCCATGCATAAT 267

Ad05A4800 Aradu.A05 4800 p2 (TC)18 36 13935829 13935864 TGTAGGTGCAATGCTTCCAA TGAAAGGAACCCAAACCAAG 168

Ad05A4801 Aradu.A05 4801 p3 (AAT)5 15 13939570 13939584 GAATTTATTGATCCCATTAGGTAAAA AGATAATTACTTAAAAGGACGTGACAT 213

Ad05A4806 Aradu.A05 4806 p2 (CG)6 12 13973840 13973851 AAGCGTTTTTGACCATCCAC GGAGGGGAGAAGAAAGGAGA 277

Ad05A4810 Aradu.A05 4810 p3 (TCT)5 15 14009976 14009990 CACCTCAAATCCTCTTCCCA CTCCCAAGACTCAGAGGTGG 274

Ad05A4812 Aradu.A05 4812 p3 (ATA)5 15 14027260 14027274 GAACCTGGTTGGGTTGAAGA TTTTTGCGTGCTTTCGTCTA 149

Ad05A4814 Aradu.A05 4814 c (A)10ggctgacagcccataaaacgccgttttggctcttctataaaaaaaagttgatacaaaaacgtaaaacacaacatgcattttgttacttc(A)12111 14034905 14035015 AAATGGAGTGAGGCAAGCTG CCTTTAAGCCCAATCATAGCC 263

Ad05A4817 Aradu.A05 4817 p2 (GA)9 18 14059523 14059540 TTCCGATCCATCTCTCAACC ATGCCTACGGAGACTTGGTG 196

Ad05A4819 Aradu.A05 4819 p2 (GT)8 16 14070653 14070668 TGAATCAGCAGTTCTGGCAC TACAGTCAAGGCACAGCACC 261

Ad05A4825 Aradu.A05 4825 c (A)12gactcagccatatcggtggcgagactttgtaccaatggtctatttgttggcctcgattctcagctgtcccttttatttagaaaaaaaagagc(ATA)18158 14094424 14094581 GGGATACTTAGGATTGGGGG AGCCTTCATCTGTGCCAAGT 259

Ad05A4826 Aradu.A05 4826 c (TA)12(CA)6 36 14098190 14098225 AGCGGATAACTCTTTGGGTG CCCTAAACCAACGAAACGAC 198

Ad05A4828 Aradu.A05 4828 p2 (GT)6 12 14118960 14118971 CTTTGTATGGGGGTTGTTGG CCCACCGTCCATATAGCATT 104

Ad05A4831 Aradu.A05 4831 p2 (TA)9 18 14120744 14120761 AGGAGGAGCGATAACAATCAA AAGATGGATGGTGCTTCTGG 254

Ad05A4833 Aradu.A05 4833 p3 (GTC)5 15 14122963 14122977 TCTGACGGCAATGTCATTTT GCCTCAGTAGGACCACGAGA 280

Ad05A4834 Aradu.A05 4834 c (AG)7atagagagagaa(AG)740 14126031 14126070 CAGAGTGGCAAAGAGGGAGA GTCGGATTTTTCGACGGTAA 155

Ad05A4835 Aradu.A05 4835 c (T)11gggtatttcctattgggtccggagtatttaatttc(T)1056 14127225 14127280 TGGCCACATAACAGCTTCAG CGGAGTACCTCCTTAGTGCTG 275

Ad05A4838 Aradu.A05 4838 c (A)10tgaaaaaaatgctacccacttatcctaaatccctatttggctcagtgactccgtcttacctcactctctgatgt(TC)9102 14130485 14130586 GTTTGCATTAGGTGCCCATT AGCTGAGCAGACAAAGGAGC 238

Ad05A4840 Aradu.A05 4840 p2 (GC)6 12 14169306 14169317 TTCCCTCTTCTTCCTTGGCT CCAGTTGGGTTGGAAAGCTA 216

Ad05A4842 Aradu.A05 4842 p2 (GT)6 12 14180846 14180857 TTTGCTTCTTATTACGATGATGATG AAACATGTTCATTCAAGTAATTTCG 230

Ad05A4843 Aradu.A05 4843 p2 (TA)11 22 14189858 14189879 TCCTTTAATGAAAACGAGGCA CAAAGGTCTGGGACCCTACA 252

Ad05A4844 Aradu.A05 4844 c (T)12gtcaaagaccaaggtaattgttaaggactaaataatacagagcatgac(A)1070 14202372 14202441 TGCGGATATTTACCGCAGAT GTTTGTCCATGCCCTTCTGT 160

Ad05A4848 Aradu.A05 4848 p2 (TA)9 18 14219464 14219481 TGGAGCTATTCCAACCACTCA TCTCAGAGTATTATGATTTCACGAGC 196

Ad05A4850 Aradu.A05 4850 p4 (AATT)5 20 14221518 14221537 TCAAACTTTATTATGTTTTGTCGAGT GGGCCAATAACTGATTGTTCA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A4851 Aradu.A05 4851 p5 (TTATT)5 25 14230522 14230546 TTTCGAAAATCCTTACCCTTGA CCATGATGGAGAAAGGGAGA 181

Ad05A4853 Aradu.A05 4853 p2 (TA)10 20 14255703 14255722 CAAATTGGACCATGAATTGC TCGTCGGAAATATCCCTCTG 165

Ad05A4854 Aradu.A05 4854 p2 (TA)13 26 14260934 14260959 TTCCGACGGGACTTTTACAG TGGAAAAAGGTGATTGAAACG 189

Ad05A4855 Aradu.A05 4855 p2 (AT)9 18 14261799 14261816 TTTTCAATTTATATGGAAGAAGGTGA AATTCAAATTGGGCCATGAA 191

Ad05A4859 Aradu.A05 4859 p3 (ATA)6 18 14266001 14266018 CCTATTTTGTTCTCCCCTCCA GGCACCCTTAGTTGAATTGG 216

Ad05A4861 Aradu.A05 4861 p2 (AG)6 12 14267598 14267609 ATCACCGATGAGCTCGTTCT GCGGGTTCTTTATCTTTTTGG 209

Ad05A4865 Aradu.A05 4865 c* (A)11(AC)6* 22 14290555 14290576 TGGCTCCTGAAAGAATGAGG ATCCATTGATGCTCAAAGCC 176

Ad05A4872 Aradu.A05 4872 p3 (GAA)5 15 14335979 14335993 CACAAGCCCAACAAAACACA TCGAACCGTTACTGCATGTT 188

Ad05A4876 Aradu.A05 4876 p2 (GA)6 12 14351730 14351741 ATCGCCATCATGAAGTCCTC TGGAATTTCGTCGGTTATGA 192

Ad05A4878 Aradu.A05 4878 p3 (TTA)13 39 14365537 14365575 TTGAATCATTCTCAATGGATAAAC GGACGATTTAAACGTTAGGGA 245

Ad05A4880 Aradu.A05 4880 p2 (TA)6 12 14372910 14372921 TTGCTTTCAGCTCTTGGGAT GATTTGTGGATATTGATTTTGGA 227

Ad05A4882 Aradu.A05 4882 c (TAT)10tgc(TAT)548 14376838 14376885 CGCTGCAACAAATTGAATGA CAACGGCCTAACTGGTGATT 232

Ad05A4885 Aradu.A05 4885 p2 (AT)11 22 14381926 14381947 CTGGCTCCATTGTGAGGATT GCCTACAACCAACCGAAAAA 126

Ad05A4894 Aradu.A05 4894 p3 (TTA)10 30 14404370 14404399 GCCGTTTTTAATGGGAGGAT TTGGGAAAACAAATTTTGGG 279

Ad05A4896 Aradu.A05 4896 p2 (AC)6 12 14407077 14407088 TATCCTAATAGCCGCCCCTT GCCTTTGTTGTGAGGGGTTA 178

Ad05A4898 Aradu.A05 4898 p2 (GA)6 12 14419087 14419098 GCGGTAATAAAGCGACCAAC TATCCGCCGATAAATTCGAC 217

Ad05A4901 Aradu.A05 4901 c (A)11cactttgcaccattatttataacagcaaatatattgccctaatgtcaagtggcacttcaaaacatatcatgcaagctacacttagt(A)11108 14430852 14430959 TTGCAAATTAAATTAAGAAGAGCAAA GGATCATTTTAGATTGATGTATGCC 262

Ad05A4902 Aradu.A05 4902 p3 (AAG)5 15 14437262 14437276 TTTTGTTACTTGCATACCTCTTGA TCAAAACTCTTCTTCTCCCTCC 252

Ad05A4903 Aradu.A05 4903 p3 (AAG)5 15 14437762 14437776 AGGAGGAAGTGGTGGTGTTG GAACCAAGGTGTGGCTTGTT 214

Ad05A4904 Aradu.A05 4904 p5 (TATGG)5 25 14441026 14441050 GGCACTCTTCAAAATAAAGGCA CATCACCAACACCAAGCATC 192

Ad05A4908 Aradu.A05 4908 p3 (CTC)5 15 14447186 14447200 GCTTGAGCAAAGCCAAGTTC GGTCAGCTTCGAATCCATGT 239

Ad05A4910 Aradu.A05 4910 p3 (CTT)5 15 14448969 14448983 CTCAACCTCAACCTCAAGGC AGCGAGTGCCATTGGTAAAG 216

Ad05A4911 Aradu.A05 4911 p2 (AT)6 12 14450724 14450735 TGATCGTTTCGCAAGATTGA AACCACTCATCCCAAAAGCA 190

Ad05A4912 Aradu.A05 4912 p2 (TA)6 12 14450997 14451008 TGCTTTTGGGATGAGTGGTT TTTGAAGACCTTTTGTGCCA 235

Ad05A4913 Aradu.A05 4913 p3 (TAT)16 48 14452172 14452219 ATAATGCCCATAGGTCCCCT CTAAACATGCAGGAAGCAGC 196

Ad05A4915 Aradu.A05 4915 p3 (TTA)21 63 14452658 14452720 TTTCATTTTCATGCATTTGTTTC TCTTCGCTTCCAACCTCAGT 260

Ad05A4917 Aradu.A05 4917 p3 (TGT)5 15 14457506 14457520 GCCTAACTTGGGGGTTCATT GGACGTGATTTTAGTGGCGT 199

Ad05A4919 Aradu.A05 4919 c (A)10g(A)10 21 14458542 14458562 TACCAGGACCGCTAATCACC CCGACAAGAGCCTCTACCAC 240

Ad05A4920 Aradu.A05 4920 p2 (TC)6 12 14467492 14467503 ACTCTCATTGCCCAATGTCC TGGATGGATCCCTGCTATTC 262

Ad05A4921 Aradu.A05 4921 p3 (CTC)5 15 14467755 14467769 TTAGGGGGCCCCATTACTAC GGACTGCATGCAACACAATC 234

Ad05A4923 Aradu.A05 4923 p3 (TTG)5 15 14472775 14472789 TCTGGTTGCTTCTGCTTCTG AATGCCCCTTCTCCTTCTTC 247

Ad05A4934 Aradu.A05 4934 p3 (ATA)6 18 14510383 14510400 TGAGGAACTTGATGATTAGCAGA ATGCAAGTTGCTGTGTGAGC 242

Ad05A4937 Aradu.A05 4937 p3 (TTA)14 42 14538202 14538243 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 264

Ad05A4940 Aradu.A05 4940 p3 (ACC)9 27 14545479 14545505 CGGAGCCAGGAGATGAATTA ACCAGAGCCTCAGCATCCTA 212
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Ad05A4941 Aradu.A05 4941 p3 (CCT)10 30 14545687 14545716 TAGGATGCTGAGGCTCTGGT TGTGGTAAATGCATGGATGG 244

Ad05A4942 Aradu.A05 4942 p3 (TTA)7 21 14546473 14546493 GGAAAAGGGAAAAAGCAAGG ATCCCTTTCACACGCACTCT 230

Ad05A4945 Aradu.A05 4945 p3 (AAT)12 36 14555865 14555900 TCCTTCTTCTGCTTTGTTTTTG CACATGGATTTCCAAGAGATGA 246

Ad05A4946 Aradu.A05 4946 c (A)10catcaaaag(ACA)534 14559096 14559129 TTCCCAGGAGCCAAAATTAG TCTTCAGGCTGCACATTGAG 251

Ad05A4954 Aradu.A05 4954 p3 (AAT)5 15 14577594 14577608 AAGAGTAGGGTGATGCGTGG TTCCAAATTCCAAACCATGA 252

Ad05A4955 Aradu.A05 4955 p2 (TC)6 12 14583136 14583147 CAGCATTATCAGCCTCCTGTC ATTAATGATGGCCCATTGGA 270

Ad05A4957 Aradu.A05 4957 p2 (GT)6 12 14587227 14587238 GGCGGGAATACTCACCACTA CCGTCAAAGTTCAAAGCACA 237

Ad05A4959 Aradu.A05 4959 p2 (AT)6 12 14589842 14589853 GGGCAATAATGTGCGATCTAA GCGGCAAATTAGTCCTTGAC 243

Ad05A4961 Aradu.A05 4961 c (TC)6(CT)9 30 14602949 14602978 CATTATTCCAAGACACGGCA CAATGACAGAAGGAGCGTGA 192

Ad05A4964 Aradu.A05 4964 p3 (AAT)5 15 14612025 14612039 CAGTTTTTGGTTTTGAATTTTTAGG TTCAGAAATACAGAGAGCGGC 250

Ad05A4965 Aradu.A05 4965 p2 (CT)9 18 14613574 14613591 GCGCTTTTCTCCTTTGATTG GAGACTCAAAATCGGATGGC 198

Ad05A4966 Aradu.A05 4966 p2 (GT)6 12 14616283 14616294 TCGCATGTGTGCGTATTTTT CCACCTCCTTGTTCTGCTGT 280

Ad05A4967 Aradu.A05 4967 p2 (GT)8 16 14617985 14618000 CGCTACTTTTGCACGTGTGT CGTGTGAAATGAGCGAAAGA 120

Ad05A4968 Aradu.A05 4968 c (TG)10ctttttttgtgtttttcgctcgtatcgcacgtgtgcatgtttttttcgctcgtttcgtacgtgtatattttttgtga(TTATT)5122 14618264 14618385 TCGCACGTGTCTGAGATTTT CACGTTGGAAACGAGTGAAA 216

Ad05A4969 Aradu.A05 4969 p2 (GT)8 16 14618768 14618783 TTTTTCTCTCGTTTCGCACA AACACGCACACATGCAAAAT 266

Ad05A4970 Aradu.A05 4970 p2 (TG)8 16 14619586 14619601 CGTTTCGCACGTGTGTCTAT GCGCGAAATAAGAGCAAAAC 256

Ad05A4972 Aradu.A05 4972 p2 (TG)6 12 14619951 14619962 TCGCTCGTTTTGTACGTCTG ATGTGAAGCGAGCGAAAAAC 255

Ad05A4973 Aradu.A05 4973 p2 (GT)6 12 14621137 14621148 CATGTGCGTGTTTTCCACTC ACTCACACGTGCGAAATGAG 135

Ad05A4974 Aradu.A05 4974 c (GT)9tttttttgtgttttttgctggtttcacacatgtgtattttttgctcgtttcgcatgtttgtgggtgtg(T)1197 14621394 14621490 CGTTTCGCATGTGTGTTGTT GTGCAAAACGAGCGAAAAAT 261

Ad05A4975 Aradu.A05 4975 p2 (GA)6 12 14622918 14622929 TTGTCCCAAGTAAATTTCAACAAA TGCATACGAACATGAGGCTT 224

Ad05A4979 Aradu.A05 4979 p3 (TTA)15 45 14634972 14635016 AAGCCCATTAAAGGAGGGAA TCACCAGATGGGAAACATGA 197

Ad05A4988 Aradu.A05 4988 p2 (TG)9 18 14651253 14651270 TGTTTCGCAAGCGTATGTGT CGAAACCAGGGAAAAACAAA 199

Ad05A4989 Aradu.A05 4989 p2 (GT)6 12 14651841 14651852 TCGCTCGTTTCGTACTTGTG CGTGTGAAAACAGCGAAAAA 276

Ad05A4990 Aradu.A05 4990 p2 (GT)6 12 14653054 14653065 CTCGTTTCATACGTGTGCGT GCGAAACGAGCGAAAAATAG 189

Ad05A4991 Aradu.A05 4991 p2 (TG)6 12 14653968 14653979 ATTTTTCGCTCATTTCGCAC GTGAAAAACACACACGAGCG 250

Ad05A4992 Aradu.A05 4992 p2 (AC)6 12 14660931 14660942 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad05A4993 Aradu.A05 4993 p2 (TG)6 12 14663369 14663380 TTGACAGCTTTCCGGTTCTT ACACACACGAGCGAAATGAG 265

Ad05A4994 Aradu.A05 4994 p2 (AC)6 12 14665262 14665273 TTTCCCAAACTCAATCGGAG TCCTTAGACCTTGGGTGTGG 255

Ad05A4995 Aradu.A05 4995 p2 (AC)6 12 14666161 14666172 CGTGCGAAACGAGAGAAAAT TTTGCACCTGTGCGTGTATT 254

Ad05A4996 Aradu.A05 4996 p2 (AC)6 12 14666894 14666905 TCACACACACATGCAAAACG TTCTGTTCGTTTCGTGCTTG 159

Ad05A4997 Aradu.A05 4997 p2 (AC)7 14 14668519 14668532 CAAAACGAGCGAAATACACG GGGGCTGTGTGTTTGTTTTT 229

Ad05A4998 Aradu.A05 4998 p2 (AC)6 12 14669030 14669041 AAAACACGCACACGTACGAA CGTGTATTTCGCTCGTTTCA 222

Ad05A5000 Aradu.A05 5000 p2 (AC)12 24 14670249 14670272 CGTGCAGAACGAGTGAAAAA CGCTCGTATTGCAAGTGTGT 267

Ad05A5001 Aradu.A05 5001 p2 (TA)7 14 14672110 14672123 CCTTAGCTTTGCAGGTCGAG ATCGAGTCAACGCAGAAAGG 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5004 Aradu.A05 5004 p3 (CTC)5 15 14679041 14679055 CCAGAACAGTGAATCTGCGA TGCCAACATGGAAAACTTCA 274

Ad05A5013 Aradu.A05 5013 p2 (AT)9 18 14716666 14716683 TTTCAGATGCAGGACGTGAG GGAGAACCCAAAAGAAACCC 247

Ad05A5014 Aradu.A05 5014 p2 (CT)7 14 14722986 14722999 ATTACCGCAATTTCTGGCAC GTCAAGGGGTGATTGAAGGA 192

Ad05A5017 Aradu.A05 5017 c (A)11gaaggaaaaggtgtttgcagtgctcagtgtaattagtgttag(GAA)671 14727332 14727402 GCTTTTTGATTGACGCACAA GATGGGGTACGAACAGAGGA 232

Ad05A5019 Aradu.A05 5019 p3 (GAA)6 18 14731733 14731750 CAAAACAAGGAGCAGAAGCC GAAACTTGGAGCTACCGTCG 242

Ad05A5020 Aradu.A05 5020 p4 (ACAT)5 20 14734634 14734653 CAAAACACATCAACCAACGC TTAATGGATGATGCCCCAAT 210

Ad05A5024 Aradu.A05 5024 p3 (AAT)18 54 14747701 14747754 TTTCAGCAACAAATAGCCACA CACCCACTCCTAATCCTAATAAAAA 276

Ad05A5025 Aradu.A05 5025 p2 (GA)10 20 14756871 14756890 AGTTGATTCGCCTCCCTTTT ATTATGAAGAATGCGCGACC 271

Ad05A5027 Aradu.A05 5027 p2 (TA)7 14 14779527 14779540 CCTCCAATCGTTAAAGGTGC TGGTCCATGCATCTTCTTCA 256

Ad05A5028 Aradu.A05 5028 c (AG)9aaagaaaagggggagggaggcacacacatatgaa(ATG)876 14782759 14782834 ATTGGTGCATTGACCCACTT TGGTACGACCATGAAAACCA 180

Ad05A5029 Aradu.A05 5029 p3 (TAA)5 15 14783724 14783738 TCACCCTCAGTCTCAGCCTT GAGGAATCGTGATCTTCCCA 225

Ad05A5030 Aradu.A05 5030 p3 (GCA)6 18 14785491 14785508 GGATCAGAAGCCAAGCGTAG AAGAAACCCCATTGAAACCC 218

Ad05A5035 Aradu.A05 5035 p3 (ATG)8 24 14806970 14806993 TAGCATGGGCAAAAATGTCA AACGAAAATGACCCAAGTGC 119

Ad05A5036 Aradu.A05 5036 p3 (GTT)6 18 14809121 14809138 CAACCCATCCTCTCCTACCA AGCAGCATGCAGAAACAGAA 190

Ad05A5037 Aradu.A05 5037 p2 (TC)8 16 14810050 14810065 CAGCCATAATAAGCCCCGTA AAGTATCCAAGCGATGACCG 230

Ad05A5038 Aradu.A05 5038 p3 (GAA)5 15 14812986 14813000 GACTGTCAAAGGCATCAGCA TAATATTACGGGGGTTCGCA 275

Ad05A5039 Aradu.A05 5039 p5 (TTATC)5 25 14820718 14820742 GTGCTGCTGATCCTTTGTCA CCCAGAAAAATAAAGGCGGT 244

Ad05A5040 Aradu.A05 5040 c (GA)13aatctagctataactgaaggaggagagaaagtgggaggacttcagtgatgatccacagtgacaatg(GAA)7gggaaaggagagaggggtcgccagtggcggtggctgaggaagatggtggtcgaaaatggcaagaagaagaaa(AAG)7206 14837039 14837244 GCCTCTCGCCAGATCCTAT CTCTCATTGTCACGTCGTTCA 269

Ad05A5045 Aradu.A05 5045 p2 (TA)8 16 14849828 14849843 TCGTTTAATTTTAACCCCACTTTT TTGGAATTAGTCCCGGATCA 229

Ad05A5048 Aradu.A05 5048 p3 (ATA)7 21 14857597 14857617 TGATCTCCCAAGGGAAAATG ATGCTTCACAAGCAAAAGGC 244

Ad05A5049 Aradu.A05 5049 p2 (GA)6 12 14859550 14859561 AGAAATCAAGCTGAGGCGAG GACGTCGTTTTGGTGGTTTT 230

Ad05A5051 Aradu.A05 5051 p2 (AG)6 12 14905389 14905400 ATCAGGGAAAAGCACACCAA TACACGTTTGGCTCCCTCTT 121

Ad05A5056 Aradu.A05 5056 p3 (CAA)5 15 14924878 14924892 ATCATTCCCACAGAACCGAG TCTGCTTCTCCGGACAACTT 251

Ad05A5057 Aradu.A05 5057 p3 (AGA)6 18 14943314 14943331 GGTCTTGATGGCTCTTGGAG CACAACACAAACCCCCTTCT 275

Ad05A5059 Aradu.A05 5059 p2 (TA)7 14 14953755 14953768 TATTACCGTGTGTGCGTGTG CAAATTTGGATGGGACTTTCC 255

Ad05A5060 Aradu.A05 5060 p2 (GA)6 12 14967439 14967450 CTTCATCTCAGTCACCGCAA CATCATTGTTGCTGCTTGCT 252

Ad05A5064 Aradu.A05 5064 p3 (TTA)6 18 14988702 14988719 TGTGAAGGATGTAAGATCTCGG AGGTTTCCTTAAGGCTTCGG 276

Ad05A5065 Aradu.A05 5065 p3 (TCT)6 18 14996221 14996238 TCACACAACACAACCCCTTC TACCTTTTCCGGCCTTAGGT 203

Ad05A5071 Aradu.A05 5071 c (AT)6(A)10 22 15007288 15007309 TGACAACACCAGGACTCTGC GGGAATGTATACCCCCATCC 222

Ad05A5072 Aradu.A05 5072 p2 (AG)15 30 15009118 15009147 TAGCCAGCGAAGGACTCAAT ATCCCAGCAACCCTCTTCTT 231

Ad05A5077 Aradu.A05 5077 p2 (AT)12 24 15015419 15015442 CACGTGACACTAGCACCCAC AAGCCCAACTATTGCACACC 229

Ad05A5078 Aradu.A05 5078 p3 (AAG)6 18 15017660 15017677 AATGGAAATCGCGAATAACG ACGCGCTTCGAATTGTTACT 171

Ad05A5083 Aradu.A05 5083 p2 (AT)9 18 15053956 15053973 TTAGGGCGAGACTGAGCAAC ACCCTCTTCAAGGGACCTGT 228

Ad05A5086 Aradu.A05 5086 p2 (TC)10 20 15074929 15074948 TGGGAATCGATGACTGTGAA CGTTGAAACCGAGGGTAGAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5087 Aradu.A05 5087 p2 (TA)8 16 15076941 15076956 TTGCCAACATGGACATGAAT CTAGGCCATTTTGTGCGTTT 266

Ad05A5095 Aradu.A05 5095 p2 (TA)9 18 15132042 15132059 AATATGCTTTACTTGACTGGTCATC AAACGAAAGATTTGATTTTAATTGC 213

Ad05A5100 Aradu.A05 5100 p2 (TA)7 14 15162788 15162801 TCGTGAATGTGACTTTGTCCA TTTTTCTCTGTCGTCATAGGATT 267

Ad05A5102 Aradu.A05 5102 p3 (CAC)5 15 15171046 15171060 TCGGTGACTCTCGAATTGTG TATCATTAAACGGGTGCGTG 237

Ad05A5106 Aradu.A05 5106 p2 (TA)7 14 15174954 15174967 GCCGAAGAATATGCAGCTCT CCCTTTATTTGAAAAGGAGTTAGA 163

Ad05A5107 Aradu.A05 5107 p2 (AT)6 12 15177731 15177742 CGGTCTTGGAATAGGAGCAA CACGAAGCCCTTTTTGGTAA 211

Ad05A5109 Aradu.A05 5109 p2 (AT)10 20 15182669 15182688 CCTAGTGTGATAAGGGGGCA TGATGGCTAGAATTTGAAAATGAA 224

Ad05A5110 Aradu.A05 5110 p2 (TA)6 12 15184153 15184164 TCCGAGAATAGAATCACGAACA TGTGTTCTACTGTTGATCCAGAA 167

Ad05A5114 Aradu.A05 5114 p3 (CGT)6 18 15194095 15194112 CGGGAACAGCGAACTCTAAG AAAGCAAGCCCAGAAACAGA 208

Ad05A5120 Aradu.A05 5120 p3 (GAG)6 18 15210639 15210656 ACCTCACCAGAAGAGCCAGA GTCTTGCCAGAGAGTCCAGG 225

Ad05A5122 Aradu.A05 5122 p4 (AAAT)8 32 15218490 15218521 TGATTTCGAATAAGACAAAACG CGGAATTCGAATGAAAAGACA 243

Ad05A5124 Aradu.A05 5124 p3 (GAA)5 15 15226057 15226071 GGTGTGTGTTGTGTGAAGGG CTGAGTGTTGGGGTTGGAGT 225

Ad05A5125 Aradu.A05 5125 c* (CATA)12(AT)7* 59 15233634 15233692 TGCTTGTCCTATGGCTGATG GTACCCCATTGAGCGATTTG 227

Ad05A5126 Aradu.A05 5126 p2 (TC)6 12 15240501 15240512 TATTTCGGATCGGGTCTGAG CAGTCGTTGTCATCGTCCTC 221

Ad05A5127 Aradu.A05 5127 p2 (AT)7 14 15243917 15243930 TCATGTCAGCAACATCGCTT AACGGTAAGATATACTAAATACCCGA 133

Ad05A5129 Aradu.A05 5129 p2 (TA)7 14 15246874 15246887 TTGGCCATAGCTGTTGTTCA CTGTATCACCCTGAACCCGT 261

Ad05A5130 Aradu.A05 5130 p4 (TTAT)5 20 15253971 15253990 AGCATCAACCAACTCCCAAC CCTGCTTCCCGATAATACCA 263

Ad05A5133 Aradu.A05 5133 p3 (TAA)20 60 15267495 15267554 TGCTAACACTTCCCAATTCTAGT CGTTGTTCACGTGACTGGAT 230

Ad05A5137 Aradu.A05 5137 c (A)13ttgctaatgcaagatgtttggggactggagagcttattttgaactttgaaacaagtcatcgca(GTTC)596 15285762 15285857 GGCCCAATTATAAGCCCATT CGGAGCTATCTCAGAACCGA 215

Ad05A5138 Aradu.A05 5138 c (GA)21(G)12 54 15288126 15288179 AGAAAGCAGCCAGACCGAT CCAGGCGAGGTAAGAACAAA 279

Ad05A5139 Aradu.A05 5139 p3 (ACA)5 15 15291546 15291560 TCTCAATGACACCCATGACAA CCATCCAGAGGTGGTCAAAT 191

Ad05A5140 Aradu.A05 5140 p3 (TAT)5 15 15297517 15297531 AGGGCTGGAAACTCTGGACT CTCGGTCCACCTAAACATGG 229

Ad05A5141 Aradu.A05 5141 c (T)13gtgactaaac(A)11cagaaaaacacaaaagaaacaaaaagaaagagaaaggcctcctaaaaaccaatagctaagtccc(T)10108 15299125 15299232 TGATTTGTTACAGCCACATTCA CAAGGATGGATCAAGACACG 258

Ad05A5142 Aradu.A05 5142 p2 (TA)6 12 15299646 15299657 TGATGGCCCATGAAAAATAGA TGTTGTTGATTAATGGGTTGATG 206

Ad05A5143 Aradu.A05 5143 p2 (AT)6 12 15300332 15300343 CAGTACGCACATCGACCTTG CAGACAAATAAATCAATCAAGGAA 120

Ad05A5145 Aradu.A05 5145 p2 (GT)6 12 15302860 15302871 CTGCGCTATTATGCCGCTAT GTGCATGCATAGACACGTCC 216

Ad05A5146 Aradu.A05 5146 p2 (TA)6 12 15303282 15303293 TGGCTCAATGCAATGAAGTT GGTTCCCAGTTTTGGAGTCA 230

Ad05A5147 Aradu.A05 5147 p4 (CTCA)5 20 15313586 15313605 TTCTTTTAGCCCCACACAGG TTTGGGACAAGACAGGAAGC 262

Ad05A5148 Aradu.A05 5148 p3 (TCA)11 33 15314488 15314520 AATAAAACGGCAGCACCAAC ATTATTCTCCGACACGCTCG 240

Ad05A5152 Aradu.A05 5152 p3 (TCT)5 15 15335323 15335337 TAGCCGAACCCACTTCTCTC GAAGCTTTTGTCCCTTTCCC 193

Ad05A5153 Aradu.A05 5153 p3 (AAT)6 18 15347883 15347900 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad05A5154 Aradu.A05 5154 p2 (CA)6 12 15361682 15361693 ACATTAACACCGCCATCCAC AACGATGGCTACCCAGTGAC 265

Ad05A5155 Aradu.A05 5155 p3 (TAT)14 42 15379990 15380031 TTCCATTCAAATTACATGCCA CCAATTTTATTAACGTGACACAATG 268

Ad05A5157 Aradu.A05 5157 p2 (AT)6 12 15385285 15385296 GCCTCGACAAGAACAGAACC GCCTAGCTGCCTGAAGTTGA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5158 Aradu.A05 5158 p3 (AGG)9 27 15385641 15385667 AATAACGACGATGGACGCTC GTTGGTGTCGTCCTCCATCT 107

Ad05A5159 Aradu.A05 5159 p2 (AG)6 12 15386500 15386511 TGACGATGCCTTCACGACTA TACTCTCTCATCCCCTTCGC 275

Ad05A5161 Aradu.A05 5161 p3 (CTC)8 24 15398380 15398403 GCCGACTTGAATTTTACCGA AGAAGGGAGTGGTCGAGACA 243

Ad05A5162 Aradu.A05 5162 p3 (CTT)5 15 15406718 15406732 ATTCGCGGGAAACATAACTG GGAGACAGGTGTGGACAGGT 190

Ad05A5164 Aradu.A05 5164 c (TAG)5tattgcggttattg(TTA)544 15411078 15411121 GAGTTTGAGGGAGGAAGAAAAA TGGCTAACAATAATAACAATGTCAC 249

Ad05A5166 Aradu.A05 5166 c (T)10acacaaaacaaaacgcaacctacgttttatgttttc(A)1056 15413395 15413450 GGAGTGAGGCAAGTTGAACG AGGCTGCGTTTATGAGCTGT 138

Ad05A5170 Aradu.A05 5170 p2 (AT)7 14 15431439 15431452 TTTAATCCAGACGGGTCCAT AAATTTTGGCTGCTGCAATC 163

Ad05A5172 Aradu.A05 5172 c (T)11cgaaaatg(T)1029 15444669 15444697 GCCTCGTTTAAGAGAATGCTT TGTGGTGGAGGAGCCATAAT 225

Ad05A5174 Aradu.A05 5174 c (A)12cttggtaaaaagagagttttcgtgaatcctttagaggtaagaaagagacaaataggtctaaaaacaaaaag(A)1093 15454593 15454685 TGTGTCCACATTTGTTATCGTG TTCCTTTGAAAATGACGTTGG 279

Ad05A5175 Aradu.A05 5175 p3 (ATT)6 18 15462947 15462964 TGCCACATATCAAATAATGTGTTC TTCCTTTATTGACTTGGGCG 280

Ad05A5176 Aradu.A05 5176 c (TCTTCC)6tccgtatctttttttcttctttttcataatttttctctctcgttatcatcgttatcaacacacctcttcctccctc(T)10122 15476041 15476162 TTCACGCTGTTTCACGTTATTT TGAAGGAGAAAGAGAAAACGAAA 213

Ad05A5177 Aradu.A05 5177 p3 (TCT)6 18 15476660 15476677 ACAGAAGGAGATCGAAGGCA TCATCTTCGCGTGTTTCATC 215

Ad05A5180 Aradu.A05 5180 p2 (TC)8 16 15480818 15480833 CTTTTCTCTCAGGCACCCAC TGAAGAGGACAGTGGTTGGG 169

Ad05A5182 Aradu.A05 5182 p3 (AAC)6 18 15530094 15530111 TAAACTGCTTCGCTCGGTTT TTCGAGTATTTCTCCGGCAC 132

Ad05A5183 Aradu.A05 5183 p3 (CTT)5 15 15531594 15531608 CACATTCTTCCTCCTGCTCC AAGAACCACAATGAGGATGAAAA 119

Ad05A5184 Aradu.A05 5184 p3 (ATA)16 48 15533654 15533701 TTCCATCCCATATCCTTTCG ACGAAGACGGCATAAATTGG 136

Ad05A5193 Aradu.A05 5193 p3 (GTT)5 15 15571264 15571278 TACGGGGAGAAAATCACGAG GATGATGCATGAACAGGTGG 171

Ad05A5195 Aradu.A05 5195 p2 (TG)8 16 15572893 15572908 CCTCTTGCTCGCTCATTTCT ATTTGCTCTGTTGTGGGCTC 253

Ad05A5198 Aradu.A05 5198 p3 (TAA)6 18 15584626 15584643 TGTGCATGCATTTATGAGATAAT CCAAAAAGTCAGGTATCGATTTA 280

Ad05A5201 Aradu.A05 5201 c (GA)7gtgagtgaggaaagagcgggaggggaaagagaaagatgggctgccagcggtgaagacggggtggcggcggagggatcggttgcggtgtgggaggagt(GA)6123 15591160 15591282 GAAGGATGAGTGGTTGCGAT ACTATCAACCTCCGTCACCG 246

Ad05A5204 Aradu.A05 5204 c (GGT)8ga(AG)8aaagagaggtgattgatgcgtagatgatgaagatgcagggagacagagggaaggggttagtgtcgaaggaggggaagag(T)10131 15604715 15604845 GGCTGTTGAAATTGTGTTGG ATCCCCAATGTTACAAAACG 263

Ad05A5207 Aradu.A05 5207 p2 (AT)6 12 15642147 15642158 CCAAGGTTGTAATGGGGCTA TTTTGGTAGCAAGGCATGAA 146

Ad05A5208 Aradu.A05 5208 p2 (AG)6 12 15643048 15643059 CAAGCAGAGCATACATGCAA TGCTAGTACCCACCCACCTC 278

Ad05A5211 Aradu.A05 5211 p5 (TTATC)6 30 15704857 15704886 TTGTTCTGGCGATGCTACTG AGGGCAGTTCCCTTGAAGAT 248

Ad05A5216 Aradu.A05 5216 p3 (ATT)5 15 15771584 15771598 GCTCAAAAACTTGCGGATTC TTAACATGGCCCTGGATAGG 143

Ad05A5217 Aradu.A05 5217 p2 (AT)6 12 15772990 15773001 CAGCCAAACCAAAAATCGTT CCTGGTTCGAATTACCTCCA 229

Ad05A5218 Aradu.A05 5218 p2 (CT)6 12 15781684 15781695 ATTTTTGCATGCCATTTGGT GGGAGGAGGTGTTGAAGTGA 137

Ad05A5219 Aradu.A05 5219 c (A)10ggaaaagtcg(A)1030 15783743 15783772 TGTGGTTCATGAATGTTGGC CCAATTAGAGGTGTCCAGGG 245

Ad05A5220 Aradu.A05 5220 p3 (CAT)5 15 15786874 15786888 GTCATGACGACGGACATCTG ATCCGAGAGCCGTTCCTATT 263

Ad05A5221 Aradu.A05 5221 p2 (AT)6 12 15792183 15792194 CTTTCGCGATTCCTCACTTC CAAGTTTATTTGTAGTGGGGTCA 147

Ad05A5223 Aradu.A05 5223 p5 (TTATC)5 25 15809809 15809833 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAAATAGAGGAA 186

Ad05A5224 Aradu.A05 5224 p5 (TTATC)5 25 15819573 15819597 CCTGGGTGCTCCAGTGTATT TCTTCAGGTCAGGACAACCC 251

Ad05A5226 Aradu.A05 5226 p3 (GAA)5 15 15881843 15881857 CATAGGTTCCCAGCCACACT AAACAGGGTCAACAACAGGC 206

Ad05A5227 Aradu.A05 5227 c (AG)7aaagag(A)1131 15884506 15884536 TGTTGAAATGCCGAGAAGAG TCTAACCCCCACTTTGATGG 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5230 Aradu.A05 5230 p3 (TTG)6 18 15887915 15887932 AACATCCAGTCAGGAGGGTG TGCAGAAACACTCCTACCATTG 241

Ad05A5231 Aradu.A05 5231 p2 (GA)9 18 15890090 15890107 CCTCTCAAATAGAAGTTTTGCCA CCTTATCAAGCACATTCGGC 257

Ad05A5233 Aradu.A05 5233 p3 (GAG)5 15 15897530 15897544 GCTGAACGTCCAACTCTCAA AGCGTAACAGACGAACAGCC 190

Ad05A5237 Aradu.A05 5237 c (A)11ttacactatatttggtttaagaaaaaataaaaagaaagaaaaagaatgaaataaaaataaatgaattttttttgtttagatgttaaag(A)10109 15914091 15914199 TCCACCTTCCCACAAATCTT TGAAAACAATTTTTGATGAGATCC 182

Ad05A5239 Aradu.A05 5239 c (CT)9ttctctctccctctctcttcctttctctatctctatctctcttcca(CT)6ccttttcctcttttg(CT)7105 15916693 15916797 GCACCAGTTTAAACCAGTTCAT GAGAAGGAGAGAGGGAGGGA 241

Ad05A5240 Aradu.A05 5240 p2 (CT)6 12 15916921 15916932 TCCTTTTCCTCTTTTGCTCTC GACAAAGAGAGGGTAGGGGAG 233

Ad05A5243 Aradu.A05 5243 p2 (GA)6 12 15917912 15917923 AAGGATAGAGAAAGAAGGGAATGA TCTGTCCTCTCTCCACCTCC 142

Ad05A5245 Aradu.A05 5245 c (GA)13aaggg(GA)745 15918727 15918771 GAGGGGGAGAGAAGGAGAGA AAAACCAGTTTTTATGGTTCAGTTT 206

Ad05A5247 Aradu.A05 5247 p3 (ATT)7 21 15932482 15932502 TGCTTGTAAATTTGTAAGATAAGTGG TTCTGCACCTAAAAGTTTTCTTTC 278

Ad05A5253 Aradu.A05 5253 p2 (AG)6 12 15977514 15977525 AGGTGTGGAGTTGGTTGGAG TGCAGTGGATCTCACCAAAG 273

Ad05A5257 Aradu.A05 5257 p2 (AG)7 14 16007697 16007710 GGCAAGGGTCAAACACACTT TGCAGTGGATCTCACCAAAG 165

Ad05A5258 Aradu.A05 5258 p2 (TA)6 12 16011148 16011159 AGAAATTTTGTGTGAAAAATAAAAGAG TGGGCTAAAAAGCCTAAATCAA 272

Ad05A5264 Aradu.A05 5264 p2 (AG)7 14 16027745 16027758 TCACCACCTATGATCTTCATCC TCTTAATAAGTTTCCATCCCCC 215

Ad05A5265 Aradu.A05 5265 p2 (AT)8 16 16033626 16033641 TTTGAAATATAGTGGTTATTCGCA GAGTGATTTTATGACGGATCACA 148

Ad05A5269 Aradu.A05 5269 p3 (TAA)5 15 16051393 16051407 TTTTATCTCACCCTCCTATCAATC TCTCCATTGAATGATGATAAATGAC 280

Ad05A5271 Aradu.A05 5271 p3 (GTG)7 21 16069492 16069512 CTCTGCCTTGCCGTCTCTAC ACCCTCACCACTACCAGCAC 242

Ad05A5273 Aradu.A05 5273 c (AT)9acttttcaatgtttaaattatgcattatatttttc(A)1063 16071801 16071863 ACTTCCTCAGTCGGAGGTCA ACCTTGACAAGCAGAGGCAT 225

Ad05A5275 Aradu.A05 5275 p2 (AG)15 30 16077221 16077250 TGGCTATCAACGTCACATGAA GATGAATTTTGACGCAGCCT 193

Ad05A5278 Aradu.A05 5278 p2 (AT)7 14 16086049 16086062 TTTGCAAATCAATAATATCACTGTCA AGCAACTAGTCTTTGGTCTTTCA 257

Ad05A5283 Aradu.A05 5283 p3 (AAG)6 18 16103772 16103789 ACCTTCATCTTGGCCACAAC TACACCTCTCCCCCTCTCCT 272

Ad05A5284 Aradu.A05 5284 p4 (TAAA)5 20 16108618 16108637 CAAGGGTGAGGATAGAGGCA CGTTAGGGACAACTTTGGGA 236

Ad05A5286 Aradu.A05 5286 p2 (AT)11 22 16115456 16115477 AAAATAAGTTTCGATAATGAGAGCA TTCCATTAATACCATCATATGCG 254

Ad05A5287 Aradu.A05 5287 p2 (AT)9 18 16116304 16116321 CCTCACATTTATTAAAAATTTCTTTTC AAAGCATACAAGCCCAGAGG 270

Ad05A5291 Aradu.A05 5291 p3 (ATT)6 18 16125576 16125593 ACCCCGCAATATTATTCCCT ACAACGAAGTCACCGGATTC 275

Ad05A5293 Aradu.A05 5293 p3 (AGG)8 24 16135395 16135418 CCGGTATCCCCAACACTAGA GGGGCTTCCATTACTCCTTC 194

Ad05A5297 Aradu.A05 5297 p3 (AAT)11 33 16146124 16146156 ACGAAAGGAAAAAGGGAAGC GCATTATTTGCGACGGAGTT 278

Ad05A5299 Aradu.A05 5299 c (CAA)5cttccaccatttgcgg(CAA)546 16147256 16147301 TTAACGCACACTCCCCTTTC GATGGTCCTTGATGGTGCTT 140

Ad05A5305 Aradu.A05 5305 p2 (AT)8 16 16162643 16162658 GAGAGGGTCTGAGCGTTGTC GATCCGTTTAATCCCCGTTT 258

Ad05A5307 Aradu.A05 5307 p2 (TG)6 12 16168394 16168405 AGAGGAGGAGGAGGAACCAA GCTGTCATGGTCTGACTCCA 230

Ad05A5310 Aradu.A05 5310 p3 (ATA)25 75 16171106 16171180 ATGATGCCAGTATGCAGCAG TTTGAATCATCCTCAATGGG 273

Ad05A5311 Aradu.A05 5311 c (GAAAA)5ctactactaataagaagagaggg(GAAT)568 16177971 16178038 CAGCAAAACAGGCCTACCAT TCCAGTAGGTACGATTCCCG 246

Ad05A5312 Aradu.A05 5312 p4 (TTAG)10 40 16183537 16183576 GAGCATTGTTGGCAAGGATT CAGCGTACTCTTTGCTTCCC 229

Ad05A5314 Aradu.A05 5314 p2 (AG)7 14 16196178 16196191 GCTCCATCTACCTCGCAGAC TAAACCCACCTACCCCCTTC 125

Ad05A5324 Aradu.A05 5324 p3 (AAG)5 15 16212057 16212071 AACTTGGGCTCAAAATGACG GAGAGTGCACATTGCCAAAA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5330 Aradu.A05 5330 p2 (AT)7 14 16240826 16240839 CCTGTCCCACCTGAAGAAAA CGATGATGATGACGATGAGG 268

Ad05A5332 Aradu.A05 5332 p2 (TA)6 12 16247181 16247192 CGCCCTACAATAACCTGCAT GTAAATTATTCGCTCCCGCA 246

Ad05A5333 Aradu.A05 5333 p2 (AG)9 18 16253482 16253499 TGGAACGTTTTATTTTTGTTCTGA TTTCTTCTCTTCCAATAGCTACCC 279

Ad05A5338 Aradu.A05 5338 p3 (TTA)5 15 16275433 16275447 CGATGTTGGTGTTCCACTTG TCGAATCCTCGCCTAAAATG 205

Ad05A5341 Aradu.A05 5341 p3 (AAT)6 18 16295001 16295018 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad05A5344 Aradu.A05 5344 p2 (GA)15 30 16331147 16331176 TCCTGGGAGAAGTAGAGCCA ACGTTGGGGACAACTTTGAG 234

Ad05A5345 Aradu.A05 5345 p2 (CT)10 20 16339144 16339163 CAACGTCCGTCTCAGCAGTA AACGGGGAAGGAGAAGAGAG 219

Ad05A5346 Aradu.A05 5346 c (A)10gaaagagacataaaagtgaaaatgagaaaaac(A)1052 16342494 16342545 TTGGATGGGATAAAAGGGGT CTTTGGGGTATTTTGTCCCC 262

Ad05A5351 Aradu.A05 5351 p3 (TTA)11 33 16358647 16358679 CCTTTTATTTTTCGTTTCAATTTCA AAAACTCCTCACTACTCCTATTTTCTT 279

Ad05A5354 Aradu.A05 5354 c (C)17(A)14 31 16362620 16362650 AGCCTGAAAGACATGTGCAA GCTCATGGGAAAACTTGGTC 280

Ad05A5356 Aradu.A05 5356 p2 (GA)6 12 16364455 16364466 CAAAAACTCTGCACCGATGA CCGTGACAAATCCGAGAAAT 272

Ad05A5357 Aradu.A05 5357 c (CT)9caatcacactc(T)1039 16364703 16364741 TCACGGTATCTCTTTTGCCA TTTGCATGTTAGTCCCACCA 275

Ad05A5359 Aradu.A05 5359 p2 (AT)19 38 16365873 16365910 AAGTCACCAAAACGAAAGCAA TGTATAAATTGGAAATCACATGCT 261

Ad05A5360 Aradu.A05 5360 p2 (TA)7 14 16366509 16366522 GCGGACCATGAGTTCAAAAT AACAGACATGGTTGGCAAAA 236

Ad05A5368 Aradu.A05 5368 p3 (TGA)6 18 16390454 16390471 TGCAAAGAGCCTAACCCTTG TCTGCAGCTTCCAGACTTCA 219

Ad05A5369 Aradu.A05 5369 p3 (GCG)6 18 16392798 16392815 AGGCATTTTCAGGCTCAATG TCCGCAGCTTATTCACATCA 215

Ad05A5372 Aradu.A05 5372 p4 (AAAT)5 20 16395394 16395413 GCCACATATAACAAGTCTCAACATC CCAAACCGCACAATGTGTTA 279

Ad05A5375 Aradu.A05 5375 c (A)10ggtattgctaagatccaacacttttgtacagattatagaaatgtagataatattcccgttttt(A)1184 16406822 16406905 GCTTGAATATTAGAAGGGCTGC TTTTAGGACGGGGGATTCTT 275

Ad05A5381 Aradu.A05 5381 p3 (ATA)10 30 16431272 16431301 TCTCAAACATATGAAACACACAAAAA TGCTTCAATTTCAAACTTTACAAAA 156

Ad05A5382 Aradu.A05 5382 p2 (TA)9 18 16431548 16431565 TTTTGTAAAGTTTGAAATTGAAGCA TTTTCTTACATTATTACATTTTGCTGG 269

Ad05A5383 Aradu.A05 5383 p2 (AG)6 12 16433722 16433733 CCATGGACCCTTCCAAGTAA CAGTTCCAGCACGACACAAT 269

Ad05A5384 Aradu.A05 5384 p2 (AC)8 16 16447167 16447182 CATCAACGGTCCTGAGCAGT TGGTCATCAAGAACCCATGA 278

Ad05A5386 Aradu.A05 5386 p2 (AG)7 14 16450345 16450358 GGATGAAGAAAGGGCATGAA TGTCATTTGCATGCTTGCTC 252

Ad05A5387 Aradu.A05 5387 p3 (CTT)7 21 16452624 16452644 CAAAGATCTCAGCCACACCA ATGGGGAGTGGGGAATTAAC 243

Ad05A5388 Aradu.A05 5388 p3 (TCT)5 15 16455234 16455248 AATGGCCCTTGTTGAACTTG ATCTTCATCCCCTTCTTCCC 278

Ad05A5389 Aradu.A05 5389 p3 (CTT)6 18 16462171 16462188 CAAAGATCTCAGCCACACCA ACACGTTACTAGGCATGGGG 254

Ad05A5390 Aradu.A05 5390 p2 (TA)9 18 16464150 16464167 TGAACCATTTTCTCATGCGT AGAAAAAGATCATTTCTTTTGTTAGAA 265

Ad05A5392 Aradu.A05 5392 p2 (AT)7 14 16486348 16486361 TTCAACTCGTCAAAATTCATCG CGCCTCAAATTCTCAAAGTACA 228

Ad05A5396 Aradu.A05 5396 p3 (TCT)5 15 16500576 16500590 CATCGTTCCTCCCTCACATT TGCATCATAAATCCCAAAACA 246

Ad05A5400 Aradu.A05 5400 p2 (AT)6 12 16542480 16542491 TGTGCCACAACATGATACTCG GGCATTGGACAATGTGTGTT 260

Ad05A5403 Aradu.A05 5403 p2 (TA)7 14 16546723 16546736 GGCTTAAGCTTTTGAACACACA TTTGATCAGAGTCTCGTGCTG 278

Ad05A5404 Aradu.A05 5404 p2 (TA)6 12 16547747 16547758 TACCTGTCGTACCCCAAAGC CAAACTTGCACTATCCGCAA 278

Ad05A5407 Aradu.A05 5407 c (AGA)5aaccacccactgtgcacactgccactggcgtcgcgagaagagaaatgaaattaggggattg(GA)892 16561473 16561564 ATTCTCGGAAATGAGAGCGA TGTCATACGCCAAATACTCCC 279

Ad05A5409 Aradu.A05 5409 c (CTT)5ctcacactcgtttacgcacggagcg(TCT)658 16580229 16580286 ATACGAAACCGCTTTTGCC GAATGAGAAGGAATGCGGAA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5414 Aradu.A05 5414 p3 (TAT)8 24 16597857 16597880 TTCGTCTCACTTTCAGCCCT AGACTCTTTACGTCAAATACGGTT 235

Ad05A5416 Aradu.A05 5416 c (TA)9g(AC)6 31 16602030 16602060 CTGGCCATTCAGCTTTGTTT GGCAATGGTCTTATGCTCGT 168

Ad05A5418 Aradu.A05 5418 p3 (ACA)5 15 16604049 16604063 GAAATCTTCAGATGCTGCCC TTGAATTCATCCATACCCGAA 258

Ad05A5420 Aradu.A05 5420 p3 (TTG)5 15 16608999 16609013 TTCCCGGGCTTAACTTCAAT TTGAATTGGACACCGTTTGA 264

Ad05A5421 Aradu.A05 5421 p2 (TA)7 14 16609611 16609624 TGCCGAACTAGTAGGGTTGG CCGAGCTTGAGCTTGGATAA 256

Ad05A5423 Aradu.A05 5423 c* (A)11(AT)8* 26 16612588 16612613 TGAAGGTGACCGGAATATCTG CAAATAGGCACGAGTGTTTTTC 132

Ad05A5426 Aradu.A05 5426 p3 (TAA)7 21 16615477 16615497 TCGCAATTCACAATAAACAAAGA TTCACTAATTAATGGTGGTTACAGTG 241

Ad05A5427 Aradu.A05 5427 c (AGG)5gaggcgatagtggtagtaataagaaga(AGG)557 16624412 16624468 AAGCCACCATGGTCGAGTAG TGTGATCCCTAGAACCCGAA 225

Ad05A5428 Aradu.A05 5428 p2 (TA)6 12 16627810 16627821 CAGCCATCTTTAGAAGCCCA AACATTTGAGAATGGACACCG 254

Ad05A5431 Aradu.A05 5431 c (AT)10acttagcttatacatacgatctccgcgtttaccttggaattttctttgaccacttgac(TAT)593 16635305 16635397 GAAAACAGCTGGATCATGCTAA GAGGCACATGTGTGTGTGAA 245

Ad05A5433 Aradu.A05 5433 c (ACC)6agaacagaagcccaactagag(CCA)6gtatcattatggtcataatcatcatcagaacttttctcaaaatcaaccaaaattaatcaaaagctcaagctgaacaagaac(CCA)7159 16636635 16636793 TATCCTTCTCCCTTCACCCC CATGTTGCTTGATTTTGATTTTTC 240

Ad05A5434 Aradu.A05 5434 c (GAA)5gatgtatcccccctttctttc(T)1046 16637013 16637058 AGAAATGGTAGTGGTGCGGT ATTTCATCCTTCGCCTTTTT 256

Ad05A5435 Aradu.A05 5435 p2 (TC)6 12 16642550 16642561 GAGAAATCAAAGAGGCGCAG TTCCTTCATCTATGGCCTCAA 132

Ad05A5441 Aradu.A05 5441 p3 (TTC)6 18 16660791 16660808 CCCCCATCCTTCTTTGTTTT TTGAGGTTCCTCTGGCCTTA 224

Ad05A5442 Aradu.A05 5442 p2 (CT)7 14 16666636 16666649 CATGAAGAGTTCATAAGCCAATTT CTGGCCCAATTTTTGACCTA 280

Ad05A5443 Aradu.A05 5443 p2 (AT)13 26 16677704 16677729 TGTAATCAAGTTCGAGGGGC AAGGACGTGGTCATGGAAAG 213

Ad05A5444 Aradu.A05 5444 p2 (AT)8 16 16679261 16679276 GGAGCAATTTTGGTTGAGACA CCAAAATGTCAGCGTTTGAA 239

Ad05A5447 Aradu.A05 5447 p2 (TA)6 12 16698138 16698149 GGCACAGAAGAGAAGAACGC GCCACTGACCAAAGGGAATA 181

Ad05A5448 Aradu.A05 5448 p3 (TAA)6 18 16700772 16700789 GAACCGGACACGACAAAAAT GAAATTGTGCTCATTGGCCT 277

Ad05A5449 Aradu.A05 5449 p2 (AG)6 12 16704066 16704077 CTCCAAGGAACTCCTGCAAC ACGGCCTCCCTCAAATAAGT 153

Ad05A5450 Aradu.A05 5450 p2 (CT)6 12 16704207 16704218 ACTTATTTGAGGGAGGCCGT GGCGAAGTGAAAGCACATTT 229

Ad05A5452 Aradu.A05 5452 p3 (TCA)30 90 16706080 16706169 TTGAGGATCGAAGTGTTCCC TTTTTGGGTCCGTCACTGAT 259

Ad05A5453 Aradu.A05 5453 p3 (ATT)12 36 16706690 16706725 TGTTGGTTGGTGTTGATGGT CAGAATTGAAACCGTCCCTC 190

Ad05A5456 Aradu.A05 5456 p3 (TAT)8 24 16722057 16722080 ATAAGGCCCATGCAGTGCTA AAAACAACTGCGAGGACGAC 260

Ad05A5457 Aradu.A05 5457 p2 (CT)6 12 16723172 16723183 TAAATCCGACGGTAACGAGC TTTACAATGACGTCGGCAAG 196

Ad05A5460 Aradu.A05 5460 p3 (AAT)10 30 16728477 16728506 GCCTTCCTTCTCTGCTCCTT AACGAAAACAGTCAAACGTAAAAA 278

Ad05A5462 Aradu.A05 5462 p2 (AC)6 12 16738492 16738503 GGGATTTTCTTTGCTTGCCT TGGCTTCCTCTGATTGTTTG 242

Ad05A5463 Aradu.A05 5463 p4 (AAAG)5 20 16740430 16740449 GCAACCTCTTGCAATTTTAGC CTTATTCTCCATCCAGCCCA 133

Ad05A5470 Aradu.A05 5470 c* (TTA)5(TGA)7(ATCATT)5*attattattataatgataatgataatgataatg(ATC)9125 16762246 16762370 CCGAGGCTTTTCGATTGTTA TGGGTTCCAGTGAGGACATA 280

Ad05A5471 Aradu.A05 5471 c (A)12ttaccaactagtcatcaagtataaaactatatattgttgta(AAAT)573 16767618 16767690 GATCACATTATAATTTTGTCCCAA TGTTCGTTCCAACATACGAAA 272

Ad05A5474 Aradu.A05 5474 p2 (CT)14 28 16782533 16782560 TTGACGTTAATCACATGCCC TTGCATACAAACCTTGCAGC 127

Ad05A5476 Aradu.A05 5476 p3 (ACA)10 30 16792357 16792386 AGGATCCACCGAATGATGTC GTGCCTGTTGCGATGATATG 279

Ad05A5477 Aradu.A05 5477 p2 (GA)20 40 16794271 16794310 GCAGGAGAAGCACACTCACA GTCACCTCGCCTTCACTGTT 249

Ad05A5481 Aradu.A05 5481 p2 (AT)9 18 16801947 16801964 TCACCCAACTCACATCCTCA TCTTAGGTCAGATGTAGGGGTTTC 158



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5484 Aradu.A05 5484 p3 (TTC)6 18 16816575 16816592 TCCCACATAGCCGAACCTAC CGGTCTTAGGTGCCATTGAT 164

Ad05A5485 Aradu.A05 5485 p3 (TCT)6 18 16820947 16820964 CCCCCATAGCCGAAACTACT GCTTTTGTCTTCCCTTTCCC 199

Ad05A5486 Aradu.A05 5486 p2 (CT)8 16 16834386 16834401 TCCGGCCAACTCATAAACTC AAAGAATGGTGAGTGGGTGG 166

Ad05A5487 Aradu.A05 5487 p3 (CCA)7 21 16847565 16847585 AAGCACATATGCACAAACGC GCTTCTGCTGTTCTTTCGCT 203

Ad05A5488 Aradu.A05 5488 p3 (GAA)12 36 16848137 16848172 CCTACGGTGAGCTCTGGTTC AAAATGGTCCCCAAGGTTTC 160

Ad05A5489 Aradu.A05 5489 p3 (ACA)5 15 16850598 16850612 CCAGAATGAAACCCCCACTT GAGGAACGTTCGCGTTTTAC 250

Ad05A5490 Aradu.A05 5490 p2 (TA)6 12 16853606 16853617 GAATTTTGAATGCACCTGCC CCAATGTGCTCTCTTTGTGG 199

Ad05A5494 Aradu.A05 5494 p2 (CG)6 12 16889519 16889530 CCTTCACTGTGCGAATGTTG CTAACGCGTAGATGGGGGTA 270

Ad05A5495 Aradu.A05 5495 p2 (CG)6 12 16889789 16889800 AACTCTGGGCCAACATTGAG GGATTGGAGGAGGGAAGAAG 255

Ad05A5497 Aradu.A05 5497 p2 (AT)12 24 16909270 16909293 TGTCAAGCAGAAGGAATATACGA TTTCAAACCAATCTTCAAGGTACT 255

Ad05A5503 Aradu.A05 5503 p3 (GAT)18 54 16935752 16935805 GCATGTAAGTTCATCCTTTTTCAA TCGGTGTTTGTGTGCTGATAA 280

Ad05A5506 Aradu.A05 5506 c (TTC)13(TTA)21102 16983491 16983592 CAAAGCCTTGGATCCTTTTG TGAAGCAAGAAAAAGCAGTGAA 276

Ad05A5516 Aradu.A05 5516 p5 (TAAAA)5 25 17020033 17020057 CGCAACCACAGCTATCAAAA TCAAGGCGTTAATCCAGAGAA 231

Ad05A5517 Aradu.A05 5517 c (TAT)6tgttgttgc(TAT)645 17024007 17024051 TGTCATCTGCACCGATATTCA TGCTTCCATTTTGCTTCTTTT 178

Ad05A5519 Aradu.A05 5519 p3 (TTC)6 18 17026244 17026261 ATCAACCACCAAAGTCAGCC TGCTGCAAAATTACTTGGAAGA 269

Ad05A5522 Aradu.A05 5522 c (TA)8tttata(TG)7 36 17030434 17030469 GCTGTTGATGGGAGTTGATG AGTCCCAACCAAACCACCTT 221

Ad05A5523 Aradu.A05 5523 p2 (TA)6 12 17031108 17031119 TCCGGTTCTCGTTCCATATC GCCGGCCAGAGCATATAAT 272

Ad05A5525 Aradu.A05 5525 c (T)11cctttacctataaggctgtaagtctgtaacattgtgaaaccaaaaacaaaataaaaggacaatggg(A)1087 17043423 17043509 GTATTTTCCCGTGCCACAAC TCCTCCCTTCATCATGGACT 276

Ad05A5526 Aradu.A05 5526 p3 (GAA)6 18 17044270 17044287 GCAACAGATTCCATGAACGA CACAAACCGGATCTGGAACT 145

Ad05A5527 Aradu.A05 5527 p2 (AT)6 12 17055812 17055823 CGTAGTTAGATGCACGTGTAAAA TTTATGAAAGCAAGCACCCC 210

Ad05A5528 Aradu.A05 5528 p4 (TTTA)5 20 17056521 17056540 TCTTGATGTCATGCTTAATGGAA ACCTGCACGATGTCGTTTTT 240

Ad05A5530 Aradu.A05 5530 p2 (TA)7 14 17075468 17075481 CAAGTTTGCGGAGAGAAACC GCAGGTTTAGAGGCGTCTTG 116

Ad05A5532 Aradu.A05 5532 p2 (TC)6 12 17091097 17091108 TCCTAACCCCATAACCACCA AAAGGGGAGAAGGAAGTGGA 269

Ad05A5538 Aradu.A05 5538 p3 (ACT)6 18 17111138 17111155 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 168

Ad05A5542 Aradu.A05 5542 p2 (TA)9 18 17163476 17163493 CGATTCGAATAATTAGGTCCCA CTGCAAACCCGATTACCCTA 249

Ad05A5544 Aradu.A05 5544 p2 (CT)11 22 17169301 17169322 GCGCTCTGATTTCTCCATTC TGATTAGAGGAATTGGCTTGG 252

Ad05A5548 Aradu.A05 5548 p3 (TTC)5 15 17180413 17180427 CAACCCCATGTTTGATCCTC ATTGAAATCCCCACTGTTGC 280

Ad05A5550 Aradu.A05 5550 p2 (CT)7 14 17184843 17184856 ACACCCAAAATTCGTTGAAG AGCAGCAGAAGATGAGGAGG 266

Ad05A5551 Aradu.A05 5551 p3 (AAG)5 15 17185017 17185031 CCTCCTCATCTTCTGCTGCT TTTTCCTTCATCAAAATCACCA 244

Ad05A5552 Aradu.A05 5552 p3 (AAG)8 24 17185178 17185201 TTCTGGTGATTTTGATGAAGGA TACACGCGCTATATTCACGC 206

Ad05A5553 Aradu.A05 5553 c (T)12cttttaagaaaaaatacttcatcatgagttaactttattttaaaaataataataaaaaaactcaatttaat(A)1093 17191821 17191913 AATCACCGATACCACCGTGT AAGATGAATTGTTGTTTGTAGGGA 181

Ad05A5554 Aradu.A05 5554 p3 (TGG)7 21 17193941 17193961 CCGTTCTGCTTTCTTGCTTT CACCACCATCAAACAACAGC 191

Ad05A5556 Aradu.A05 5556 p2 (AG)6 12 17199186 17199197 TGGACCCTCCAGTGTTATCC TCCCTTTTCCCTTCCATTCT 233

Ad05A5558 Aradu.A05 5558 p2 (AG)27 54 17211259 17211312 TTTAGGAAACCCGTGTGAGG GGGAAGGAGATGGTTTGTTG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5559 Aradu.A05 5559 p2 (GA)6 12 17212781 17212792 CACAGAGAGGGTGAGAGGGT TCGAAAATCACCTTCCTCTTTT 243

Ad05A5560 Aradu.A05 5560 p3 (CTT)6 18 17216327 17216344 GGATAAGAGAAACCACCGCA AAACAAAGCAGCAGCAGGAC 269

Ad05A5561 Aradu.A05 5561 p2 (AG)24 48 17219734 17219781 GACGCTATGCGCAACAAATA AGATTAAGTGGGGGCATGTG 199

Ad05A5562 Aradu.A05 5562 p2 (TA)9 18 17221362 17221379 TCCATATGTCACAGGCAGGA ATGACTGGTGCTCAAGGGAC 263

Ad05A5563 Aradu.A05 5563 p3 (ACC)5 15 17223939 17223953 TGCAAGAGACCAAAAATTCG GCACTCGTGACAGATTACGC 227

Ad05A5564 Aradu.A05 5564 p3 (TGG)5 15 17225275 17225289 CCTTTGTCATGGAGTCCAAA TTCTTTGTGTGCAGGGATTG 154

Ad05A5566 Aradu.A05 5566 p4 (AAAT)5 20 17229602 17229621 TGCACCTCATCAACCTCTCA ATTATTGGGCTTGTTGCTGG 163

Ad05A5572 Aradu.A05 5572 p3 (CTT)6 18 17274171 17274188 TGGTGCATGCGGATTTATTA AGATGGCAACGACAGAGGAC 267

Ad05A5576 Aradu.A05 5576 p3 (CTT)6 18 17277671 17277688 CCCTCAAAACCACAGAAAGC ACCTCAGCACCGAAAGCTAA 274

Ad05A5577 Aradu.A05 5577 p2 (TC)6 12 17277905 17277916 TTAGCTTTCGGTGCTGAGGT AGATCCGAAGCCGGACTACT 256

Ad05A5583 Aradu.A05 5583 p2 (TA)9 18 17282450 17282467 ATCGAATGCGAGTCACAATG GGGCGTAGAGTGAAAGTTGC 244

Ad05A5584 Aradu.A05 5584 c (AGA)9agtgcgggagaagaagaaa(AAG)561 17284950 17285010 AACACGAAGAAAAAGGCGAA AAATACACGTGCCCAACACA 162

Ad05A5586 Aradu.A05 5586 p3 (ACA)5 15 17290045 17290059 TGGTACCCTTTCAACTATTCCG ATGGATAAGGGACGAAAGGC 279

Ad05A5587 Aradu.A05 5587 p2 (AT)9 18 17291773 17291790 CAAATGAATTTTGGATGTGTTTT TCGAAGGTTAGCGACGAGTT 259

Ad05A5588 Aradu.A05 5588 p3 (AGA)5 15 17301207 17301221 TCGATAGAAAACGAAGCTGGA TAAACCCTTAAAACGCGCTG 248

Ad05A5589 Aradu.A05 5589 p2 (TA)6 12 17301440 17301451 CAGCGCGTTTTAAGGGTTTA TCTCTTTTCATTCAAAAAGCGAT 276

Ad05A5594 Aradu.A05 5594 p4 (ATTA)5 20 17327638 17327657 AACTGTGAGGACATCCAGCC TCCGTCCTTCTATCCGACTG 222

Ad05A5595 Aradu.A05 5595 c (GA)12a(AG)7 39 17327969 17328007 ACCAAGCCCAATATCAACCA CTCAAAATGGTGTTGCAGAGAG 252

Ad05A5596 Aradu.A05 5596 c (GA)7tt(GA)9 34 17328463 17328496 CTGCTAGCCCAAAGTCCAAG TGCATTGAACCCAACTTCTG 223

Ad05A5598 Aradu.A05 5598 p3 (CGC)5 15 17333150 17333164 GGGGAGAGAGAGAGGCTGTT GCAGACCTAGGCTTCAATGG 157

Ad05A5601 Aradu.A05 5601 p2 (AT)7 14 17348880 17348893 ACTTGCCGGTTAGTTTGTGG GCATATGATGCATGCCTGTC 214

Ad05A5602 Aradu.A05 5602 p3 (GAT)5 15 17361101 17361115 TTGTGGTTGTTGATGAACGG TCAACCTGGAACAAGTGGTG 266

Ad05A5604 Aradu.A05 5604 p2 (CT)10 20 17388520 17388539 CTAAAATTCGAAGCGCGAAC AGCAGAAGCGATGCAGATTT 200

Ad05A5607 Aradu.A05 5607 p3 (CAT)6 18 17416436 17416453 CCCAGCTGGAATACTCCTTG GGTCGTAATACCTTGCCACCT 180

Ad05A5608 Aradu.A05 5608 p2 (AG)22 44 17420453 17420496 CCCACCATGGTATGATCGTT GGTTGCCTGAAATCGTAAGC 219

Ad05A5609 Aradu.A05 5609 p2 (AG)7 14 17428869 17428882 CCTCCTTTCACCTTCGTCAA TTAACGGGAGTTCCTGATCG 275

Ad05A5614 Aradu.A05 5614 c (A)10c(A)10 21 17444562 17444582 ACGGTACCTGCACACCATTT GCAGTTGAAGATTTTCGCGT 237

Ad05A5616 Aradu.A05 5616 p3 (CTC)5 15 17447694 17447708 AGCATGAATACACGCTCCAA AATGCGAAGAAGATGGAGGA 108

Ad05A5617 Aradu.A05 5617 p2 (TC)6 12 17480705 17480716 TACACTTGGCAGCTGAACCA GGGAGGTTGAATCTTAGCCC 235

Ad05A5618 Aradu.A05 5618 c (AGA)25(ATG)6 93 17480986 17481078 GGGCTAAGATTCAACCTCCC TCCAGAATGCACTGAACTCAA 248

Ad05A5619 Aradu.A05 5619 p3 (GAG)6 18 17481248 17481265 TGTGATTTCAGCACATTTTGG AAAGCACGTACCAAAAGTACACC 133

Ad05A5620 Aradu.A05 5620 c (A)10gaaaaaagaaaaaaatatggaaaagaaaagg(A)1051 17491346 17491396 TGTGGGAATCTTGGGACATT TACACTTTGCTTTGGGGCAT 250

Ad05A5622 Aradu.A05 5622 p2 (TC)9 18 17496132 17496149 GATCATTACCAAACACGGGC TTTCTGCTGGAAGTGGTCCT 213

Ad05A5624 Aradu.A05 5624 p3 (AAG)5 15 17507831 17507845 TTTGCCAGCTTCATGTGGTA CCCAACACGATGTTGATTTG 137



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5627 Aradu.A05 5627 p5 (ATAAA)5 25 17517538 17517562 CACAAATGTTTCTCGGCCAT ACCGGTGAAGGTCTTGAATG 212

Ad05A5628 Aradu.A05 5628 p2 (GA)9 18 17523315 17523332 GAAGAAGAAGGAGGGGTTGG TGCGTTTTGATGATCCGTAA 221

Ad05A5631 Aradu.A05 5631 p5 (ATTCA)5 25 17537709 17537733 TCAAATTCAAACAGCTTTGCC TCGAACTGAATGGAATGCAA 128

Ad05A5632 Aradu.A05 5632 c (AC)13(AT)6 38 17551449 17551486 GCGAAGTCAGGGCTAGTCAG TGTTTTTCAGATGCAGGTCG 267

Ad05A5637 Aradu.A05 5637 p2 (TC)10 20 17611149 17611168 TTTCATTCCCTTTCTTAATTTTCG GAGAGAGAAGAGAAGAGGGTTCG 186

Ad05A5640 Aradu.A05 5640 c (GAT)15g(TGA)6 64 17624477 17624540 AGATGCCATTTGCCTATGCT AGCTCCAGCTTTTTGCAGAG 146

Ad05A5641 Aradu.A05 5641 p3 (CAG)5 15 17625524 17625538 TAACCAGCAAAATGCACAGC CAGGGACTAGCACTGGAAGC 243

Ad05A5642 Aradu.A05 5642 p2 (AC)6 12 17628102 17628113 GGGAATCAAATCAGCCACAC TAGGGCTCACTGTAATGGGG 251

Ad05A5645 Aradu.A05 5645 p5 (TGAAT)6 30 17631260 17631289 AATCAAGCGGATGAGGTTTG CACCTGGTCTGCAGAATGAA 258

Ad05A5646 Aradu.A05 5646 p2 (CT)6 12 17634133 17634144 CCCTTCCTACGACGTTTTCA CCACCGTTGCACACTAGAGA 247

Ad05A5647 Aradu.A05 5647 p2 (TC)6 12 17634320 17634331 TCTCTAGTGTGCAACGGTGG GAGAAGAGAGAGGCAGTGCG 261

Ad05A5650 Aradu.A05 5650 p3 (TCA)5 15 17646042 17646056 TGATGCCTTCTTCTTGGAGG AGGAAGACGCAGTGTGGAGT 245

Ad05A5653 Aradu.A05 5653 p2 (AT)6 12 17657679 17657690 CCTCCACTAGGGGTGTCAAA TCATCGTAAGGGTCTGGAGG 173

Ad05A5658 Aradu.A05 5658 p2 (TC)7 14 17672670 17672683 TTTGTCGTTCCCCAAATAGC GCTCAGTTGAAGAACCAGGC 231

Ad05A5667 Aradu.A05 5667 p3 (AAT)6 18 17697494 17697511 CCGTTTGCCACATCACTATG TTCTTTCTTCCAATTCCATGC 260

Ad05A5668 Aradu.A05 5668 c (A)10cttaattttaacccaataatttcaacctatatttctgatatca(T)1063 17697882 17697944 CCAGAGCAACTTAATAGTAGGTCTAAA TTCTTAGGCCAATCCTCCAA 173

Ad05A5671 Aradu.A05 5671 p3 (CAT)5 15 17699402 17699416 TCCCATTTATACCGCAAACC ATTTCCCAGTCCATTTGCAG 237

Ad05A5675 Aradu.A05 5675 c (TTG)8ctgaccaaaaatgata(ATG)1688 17717522 17717609 GCTGCTGCTGCTAACAAGTG CTCCATGGTTCGGTGTTCTT 248

Ad05A5676 Aradu.A05 5676 c (CCA)6ctaaccccat(TC)640 17718109 17718148 AAAGTTGAAAACGCTGGCAC GGCGACGAACTCAGAAAATG 219

Ad05A5677 Aradu.A05 5677 p3 (TTG)6 18 17718808 17718825 TAGTGACTGTTGAGTGCCGC CACCACCACCTCATTTCCTT 261

Ad05A5678 Aradu.A05 5678 c (AAG)6gtgcagaagatgaggaggaagatgaaaaacgtgcagtcaagaagaacgaggagaaacacgacgatgaagatgaaacacttcaaaaac(GAA)5aag(GAA)5138 17720050 17720187 TGAAGGAAAAAGAGAAGGCAA CCACATACAAGCGTTTTCCC 278

Ad05A5679 Aradu.A05 5679 p2 (TC)7 14 17726276 17726289 CAGTTGAAAGCTTGGTGGGT CAGTTTTGTCTCCTACGCAGC 260

Ad05A5680 Aradu.A05 5680 p3 (AAT)5 15 17728045 17728059 TCTTTAAATCATTGCAAATCCAAA CGTACAGCTGTGTGACCAAG 263

Ad05A5681 Aradu.A05 5681 p2 (TA)6 12 17742508 17742519 GGGGCCTCTATAGGTTGAGC GGACCAGAGGGACAAAGACA 279

Ad05A5682 Aradu.A05 5682 p3 (TGA)6 18 17746134 17746151 GATGTCCCTCTTCCGACAAA TTGAAAGCCCTCCAGAAAAA 190

Ad05A5684 Aradu.A05 5684 p3 (TAA)10 30 17750558 17750587 AATCGAAGTTCCTTCGTCCA ACGTTTTTCAACGGTCAAGG 246

Ad05A5689 Aradu.A05 5689 p3 (ATT)5 15 17759632 17759646 AAGAGGCGAGTTATTTGGAGG TTGATCAGATAAAACCGAATCTAA 272

Ad05A5691 Aradu.A05 5691 c (ACC)7atcatcatcatcagaactcaaaatcagaaca(ACC)773 17766561 17766633 AACCAAAATGCCCTTATCCC TGTTTTGGTTGGTGTGATGG 195

Ad05A5692 Aradu.A05 5692 c (ATC)5aagaacccagaatcag(GAA)7gcggcgggcgacgggcaacggctcgacggtggtatcggcgg(GAA)14135 17766764 17766898 CGTCATCCTCATCAAAAGCC CATTTTTACCAATCCGAGCC 249

Ad05A5696 Aradu.A05 5696 c (AT)8c(TA)9 35 17769800 17769834 TGTACACTTAGGTCATTGACTCCC GCTGATCCCACATCATCATC 101

Ad05A5703 Aradu.A05 5703 p4 (AAGA)5 20 17778094 17778113 CGAAAGCCATGTCAGTACCC CCAAATTGGTGGTTCATTCC 217

Ad05A5705 Aradu.A05 5705 c (A)11ggttcgatccttccatctctttctctctctttctcaaaactaaaataaacat(A)1174 17782591 17782664 CTCCAAGAGCTCAACCCAAC AGGGTTCAGCAAAAGCAGAG 216

Ad05A5706 Aradu.A05 5706 p2 (AC)6 12 17784340 17784351 CGACTCCAAGTGTTTGACCG TGCTGTGTGTTGCTGTATGG 220

Ad05A5707 Aradu.A05 5707 p2 (AC)6 12 17789332 17789343 ACCGCAAGTTGGGACTATTG TGCTGTGTGTTGCTGTATGG 111



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5709 Aradu.A05 5709 p3 (ATT)17 51 17794372 17794422 TGCGCATTCACTTACATTCA ATTGTATCCGGGTCAAGGTG 239

Ad05A5710 Aradu.A05 5710 p3 (TAA)5 15 17795908 17795922 TGGAGGCCCAATTAAATAAAA TCCGACGTAACTCACTAACAAAAA 238

Ad05A5713 Aradu.A05 5713 p3 (TTG)10 30 17816444 17816473 TGATAAAGCACAATGGCGTC GCCATTTCTCAAACCCCATA 143

Ad05A5716 Aradu.A05 5716 c (TA)7g(AC)7 29 17827025 17827053 TCCAAAATAACGTTGGAGACG AAAAATTTTCTGGGTTCGTCA 248

Ad05A5718 Aradu.A05 5718 c (A)14g(A)11 26 17828777 17828802 CGGAACCAGCAATCTGAAAT ATCAGGTGGGGGACATGATA 231

Ad05A5724 Aradu.A05 5724 p3 (CTT)6 18 17895693 17895710 TTGTTGTTCATCGTTGATGG GCAGATGGTGATGATGATGG 243

Ad05A5725 Aradu.A05 5725 p3 (AAG)5 15 17895947 17895961 CCATCATCATCACCATCTGC AAATTGGTTCCTTTAATGCTGC 274

Ad05A5726 Aradu.A05 5726 p2 (TA)7 14 17900992 17901005 GGGTGTTCAATGCGTCTTCT GGAGATAATGAAATTCAGAAGGGA 202

Ad05A5729 Aradu.A05 5729 p2 (GA)6 12 17914844 17914855 AGAGGGAGAGAGAGGGTTCG TTTCTTATCTTTTTCAAAACTGCC 197

Ad05A5731 Aradu.A05 5731 p3 (TCT)5 15 17932085 17932099 ATGGCCATGCTTGTTTCTTC GAAGGAATCGGAGTTGGTGA 186

Ad05A5735 Aradu.A05 5735 p2 (AT)9 18 17958877 17958894 CAACTAGAAGCAACCAAAATGC TCACAATATCAGGAGGACACAA 273

Ad05A5738 Aradu.A05 5738 p2 (AT)6 12 17966789 17966800 ATGGAGGGGCCAAATTTTA TGGCACAAGACATCATTTTGA 278

Ad05A5739 Aradu.A05 5739 c (T)10ggttgttttttcttttcatacacaaaaataaaatattaaataaaatattaatttt(CA)677 17973587 17973663 GACTATCTTTTGTCTTCTTTGTCCC AAAACACATTCTTTTTGTGTTGTTA 263

Ad05A5742 Aradu.A05 5742 p5 (TTTAT)5 25 17981540 17981564 AAACACAATTTGCCACTCCC TTAATTTGGGAGTTGGGTGG 179

Ad05A5743 Aradu.A05 5743 p3 (CTT)5 15 17987712 17987726 TGCTTACTTGCTCCCCTACC TATGCAGCAGGTTTAGGGGT 270

Ad05A5744 Aradu.A05 5744 p2 (AT)8 16 17994406 17994421 TTGGTTGGTTTATTTGCTACTTGA AGGGGAGCAACATTCTCTCA 274

Ad05A5745 Aradu.A05 5745 p4 (TTTA)5 20 17994579 17994598 TGAGAGAATGTTGCTCCCCT CACTTTGGGCATCTTTTGGT 155

Ad05A5746 Aradu.A05 5746 p2 (TC)6 12 18000720 18000731 GCAGAAAGGTGGTGAGGAAG CCATGAAAGGCTGGATCTGT 219

Ad05A5748 Aradu.A05 5748 p2 (TC)15 30 18003253 18003282 CAAAGAAGACTCCATCCCCA GGCGGGTGTCTCATCTTAAA 210

Ad05A5749 Aradu.A05 5749 p2 (TC)9 18 18016458 18016475 GCTCCACGATCTCCATTCAT AACTCCCACAACCCAATCAA 273

Ad05A5751 Aradu.A05 5751 p2 (TG)14 28 18026188 18026215 TATCACGTCGGTTCAACTGC CGGTGGTTAATCCTGCTTGT 277

Ad05A5757 Aradu.A05 5757 p2 (CA)6 12 18060926 18060937 CCCATGATGGATTCGTTAGG TCCACGTGTCAACCTCACAT 246

Ad05A5758 Aradu.A05 5758 p3 (AAT)6 18 18062244 18062261 GAATTTAATTTTCCATGCACCAA TGCCATTTAGAGAATCTGCG 219

Ad05A5759 Aradu.A05 5759 c (CTA)5cagtcacaccatcaagttcacttccaaatctggtttcagtttcagcctcacctgaacgttcttcttcttctccaaccaag(AAT)7116 18063126 18063241 CGATGATGAATGGTAGCAGAAA CCCAGATTTCAAAGGTGGAA 234

Ad05A5766 Aradu.A05 5766 p3 (TTC)7 21 18078044 18078064 CGGAAGATGGCAAAGAACTC AGAAGAAGAAGCGTCCCCTC 188

Ad05A5767 Aradu.A05 5767 p3 (CTT)5 15 18078181 18078195 CCTTTCCGGTCCTTTTCTTC CTTCAACACACCATTGCGTC 245

Ad05A5769 Aradu.A05 5769 p2 (TG)6 12 18081640 18081651 ACGATGATGCCAAAGTGTTG AGACGATTGGAGCTGCTGAT 181

Ad05A5776 Aradu.A05 5776 p2 (GA)24 48 18119959 18120006 GAACACTTGGAGCAGCACAA TGACCATTGCATGAATTGAA 225

Ad05A5777 Aradu.A05 5777 p2 (AG)6 12 18126812 18126823 AAACGCTTGAAACACAACTTCA TCTTCTTAAAAATATGACCGTTGC 278

Ad05A5780 Aradu.A05 5780 p3 (ATC)5 15 18143773 18143787 ATTCTGTTTCTGCCACTGCC GCACGTTGTTTTGTTTCCCT 194

Ad05A5782 Aradu.A05 5782 p3 (AAT)5 15 18151083 18151097 TGTGCGAACTTGCACTATCC GGATGACAAAGAAAAGGAAACAA 277

Ad05A5786 Aradu.A05 5786 p2 (AG)15 30 18196141 18196170 AAGAATGGCGCGAAAGAAG GCAAAGATTACCTCAACAGCC 274

Ad05A5789 Aradu.A05 5789 p3 (TAG)5 15 18199245 18199259 TAAGGCGAAAACACAGCACA GAGAGAATTGAAGCCGGTCA 154

Ad05A5793 Aradu.A05 5793 p3 (TTA)5 15 18217101 18217115 GCCAACATTCATGAACCACA TGTCCTATGAATCCACCACCT 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5797 Aradu.A05 5797 p2 (AT)6 12 18231082 18231093 CGACATTGCTTGAAGATCCA TTGCAGCAGATTTTGATTGC 209

Ad05A5798 Aradu.A05 5798 p4 (AATA)12 48 18234070 18234117 TTTCCCAGATGCATTTTGATT TGACCAAACTCAAGGAGCTG 149

Ad05A5799 Aradu.A05 5799 p3 (ACC)7 21 18239054 18239074 TTCCTGCCACTGAGACACTG TGATTTTTGGTCTGGAAGCC 155

Ad05A5800 Aradu.A05 5800 c (AT)6aaaagaaagtgcggtgtgagaaggtgtacttgttacttgtgttaggg(AGGGA)6aaggaaggattagtgtttaggcaatgcaatacaaaagctatttgc(TATG)5tgttggtccaagaacc(AAG)5185 18239189 18239373 TCCAACTCTGTCTTGTCGGA GGACAAAGCAAAAACAAAACTTG 260

Ad05A5801 Aradu.A05 5801 p4 (TTAT)5 20 18239992 18240011 CATTGGTTCCTTCCATGTGTC TTGCTGTCAGCTAAAGGGGT 274

Ad05A5802 Aradu.A05 5802 p4 (ATGT)9 36 18240115 18240150 CATTGGTTCCTTCCATGTGTC TTGCTGTCAGCTAAAGGGGT 274

Ad05A5806 Aradu.A05 5806 p2 (TA)8 16 18260138 18260153 TCGGCATTTATATGCAAAATGT CAAAAAGTAAAAATGTTCGATAAGGG 257

Ad05A5810 Aradu.A05 5810 p3 (GTG)8 24 18298930 18298953 TGGTGTGGTTTGGTGTTGTT GTCCCCAACGTAATTTCCAA 273

Ad05A5812 Aradu.A05 5812 p3 (ATT)6 18 18307717 18307734 AAAGGAATAAAAATAAAGTCGGC TGAGTGTAAATTCTAGAGCCAAAA 179

Ad05A5820 Aradu.A05 5820 p2 (TC)9 18 18365898 18365915 CCACCTGATGCAAAAGTGC TTTAGGATGGAACAACAGATGAA 276

Ad05A5821 Aradu.A05 5821 p2 (AG)8 16 18370215 18370230 GCTGAAATCCTGAAACCGAA TTGCAGAAAAGGCAGAGACA 261

Ad05A5827 Aradu.A05 5827 p2 (TA)9 18 18375965 18375982 CCTCAAGCAATACACACAACAA AATGAGAGAGCTTTGACATAATAAAAA 278

Ad05A5828 Aradu.A05 5828 p3 (AAT)5 15 18377277 18377291 CAATGTATTTAAATTTCAAGTGTGATG TGCATTATTCGCAGAGGAAA 280

Ad05A5831 Aradu.A05 5831 p3 (ATT)12 36 18391504 18391539 TTGTTGATGAAGGTGGCAAG TCCCAAAGACGCAAATTAGG 183

Ad05A5832 Aradu.A05 5832 p2 (TA)8 16 18395670 18395685 ACCCCAGTTATCAGATTGCG TCATCACGGACCATAAGCTCT 232

Ad05A5833 Aradu.A05 5833 p2 (AT)6 12 18402026 18402037 ACATCGGCAGAATATTGACAG TGCAATTGGGAAATGACAAA 276

Ad05A5835 Aradu.A05 5835 p2 (GA)8 16 18415536 18415551 TTCTAAGCGAAGCGTCAACA TAAGAAAATTCGCGACCCAC 241

Ad05A5836 Aradu.A05 5836 p2 (TA)12 24 18425457 18425480 TGAAAATCAAGTCCGGAACA CTGCATTTTCGTTTCTTGTTG 169

Ad05A5837 Aradu.A05 5837 p3 (CCT)5 15 18426747 18426761 AAGGACCAAAGGCAATTGAA GCAAGAGCACGATAAGGAGC 266

Ad05A5838 Aradu.A05 5838 c (A)10ggattgtactc(CT)7tagtcggactttcaataagttgttgccgttgcacatcccaaagtaattaataatcatcagaccgaaatac(A)14119 18428921 18429039 ACCGACAAAAAGCAAAGGAA AAAAATGGTCAAACAAGAAAACA 238

Ad05A5839 Aradu.A05 5839 p3 (TTC)5 15 18429456 18429470 CTTCGCCAATTCTCTTCTTCA TGCAGCTGTCATGGTTGATT 260

Ad05A5841 Aradu.A05 5841 p2 (TA)6 12 18430617 18430628 CTCGAGTGCAATTTTAGGGA TTGCTGTTCCCACTTTACCA 189

Ad05A5842 Aradu.A05 5842 p3 (TCA)6 18 18431990 18432007 CCTTCTGCTTCACCTGCTTC GGGAGGGGAGTGGTTGTTAT 209

Ad05A5843 Aradu.A05 5843 p2 (AT)6 12 18433261 18433272 CGTTTATTGCTGAACCACCA TGCATGTCCTAAATAATCATCCA 207

Ad05A5844 Aradu.A05 5844 p3 (TCC)5 15 18433470 18433484 GCAGTTCAATGCTATTAAATGTTCA AATGCTCATACCACCGGAAG 155

Ad05A5846 Aradu.A05 5846 p2 (TA)15 30 18437404 18437433 TGGGTTGTTGGTGTATCGTG TGTGAGAAGGAAAGAAAATCAGA 256

Ad05A5849 Aradu.A05 5849 p3 (TCC)6 18 18442669 18442686 TCGAGGATGCTCAAGATTCA TCTTTCTGCAGTTGGTGACG 214

Ad05A5850 Aradu.A05 5850 p2 (GA)10 20 18443166 18443185 GTCCTCCGTTTTGGTTTTGA CAAGGTTGGCTTTTTCTCCA 198

Ad05A5856 Aradu.A05 5856 p2 (AC)8 16 18463205 18463220 AAAAAGGCAGAATAGCAACATT TTGAGTTGTTTCTCTTAGAATCGG 266

Ad05A5859 Aradu.A05 5859 p4 (AAAG)6 24 18488024 18488047 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 224

Ad05A5860 Aradu.A05 5860 p3 (AAT)6 18 18488209 18488226 CGAAATAGAAACAAAATAGCACGA TATTTATTTGCACGTCCCCC 200

Ad05A5868 Aradu.A05 5868 p2 (TA)11 22 18523059 18523080 GCAAGTTGAGCTAGGAGCGT GGGAACGAACACCTCTGAAA 259

Ad05A5869 Aradu.A05 5869 p2 (TG)7 14 18524482 18524495 TTCTGGCTGTTTTGTTGTGC ATGACGACAGTCACCATCCA 171

Ad05A5872 Aradu.A05 5872 p3 (GCA)5 15 18533066 18533080 AAACGTCTTAGGGCTGCTGA GGGTGCCTTTACATGCAGTT 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5875 Aradu.A05 5875 c* (ATA)5(AATAAC)9*65 18542520 18542584 GCTCGCCTAAAATGCTCAAG GGCGATGTTGGTATTCCACT 178

Ad05A5876 Aradu.A05 5876 p3 (AAT)17 51 18543395 18543445 TTCCAGATAGCCTGCAAAAA TTGTTGTTGTTGTTGTTGTTATACG 258

Ad05A5877 Aradu.A05 5877 c (TAT)6ctactgctacgtat(AAC)6(AAT)977 18543569 18543645 TCCAATACTTGTTCTCCTAAAACAGA TTGTTGTTGTTGTTTAATAAATTATCG 249

Ad05A5878 Aradu.A05 5878 p3 (AAT)7 21 18543778 18543798 TTCATGAACCGTGACATTTTT ACTCTCAGCTGCCTCACCAT 223

Ad05A5879 Aradu.A05 5879 p3 (ATT)5 15 18544314 18544328 TTTCTCCCTGCGTACACCTC TGGATCACCAATCACACCAA 259

Ad05A5880 Aradu.A05 5880 p3 (ATA)6 18 18552562 18552579 AAACTTTGATAAGGGTAACAGGTG TTTAAAAAGTATGATATTTGTGTTGGA 225

Ad05A5884 Aradu.A05 5884 p3 (AAT)17 51 18568997 18569047 TCCCACTTTTTCTTGTAACGAT TTAAACTCCCTAACACATTAGTTTCA 246

Ad05A5885 Aradu.A05 5885 c (T)10ctagcatcactaattgaaaataaaaagacaattattctctacaaacaaaattatc(TA)881 18578265 18578345 TTCAAAATATACAATTACCTCATCACC GCTTGCTTTTACCAAATCCG 148

Ad05A5892 Aradu.A05 5892 p3 (CTC)5 15 18602274 18602288 TTTTCAAATTACGGGCCTTC TGTTGGTGTTATTGGTGATGA 110

Ad05A5896 Aradu.A05 5896 c (A)10tagaaaagaaaggccaaacgaacgtaaacaagctgaatcaaaagaaaggccccaatccccaccccacccctttctgtt(TC)7102 18608806 18608907 GGTTAACCGGTGAATCGAAA GGTGGTGGCTATTCTTGGAA 248

Ad05A5897 Aradu.A05 5897 p3 (TTA)10 30 18611227 18611256 TCTTTATCACCCACAAGGTGAA TTTTTCACCATCACCCACAA 174

Ad05A5907 Aradu.A05 5907 p2 (TA)9 18 18647291 18647308 TCAACTAAGGCGGCTATTGG ATTTGCGAGACCCACTACCA 267

Ad05A5909 Aradu.A05 5909 p3 (GAA)6 18 18653764 18653781 AGGAGGAGAACCTACATGCG GCCTCCTTCTCCTTTTCCTT 128

Ad05A5916 Aradu.A05 5916 p3 (ATT)5 15 18675102 18675116 GCTTCTTGGAAATGTTTGTGC TTCGTGCAGAACTCAGCAGT 239

Ad05A5919 Aradu.A05 5919 p3 (TGC)5 15 18681853 18681867 GGAGCACTCTAGGTTGCAGG CCCACCACCTTGTCTTGTCT 226

Ad05A5923 Aradu.A05 5923 p2 (CA)11 22 18748020 18748041 GTTTTGGGCTCGCTACTCTG TGACGATATTCTCACCCCCT 252

Ad05A5929 Aradu.A05 5929 p4 (AGAT)6 24 18771138 18771161 GAGCTTGAAATCCGCTCGTA GGAGAGGCAGGCATGTATGT 275

Ad05A5931 Aradu.A05 5931 p3 (GAA)7 21 18778124 18778144 CAACGCAGGGATGAAATTCT TTGCGAACCGTTTTTAATTG 215

Ad05A5932 Aradu.A05 5932 p3 (CAT)6 18 18781203 18781220 TTTATGAGCATTTCATTTGTTGC CAAAACTGGTTGTGAGCAGC 235

Ad05A5934 Aradu.A05 5934 p2 (AT)6 12 18790973 18790984 CGATGAATTGATAAAAATGTTGTAA CATCATGTTCGAAGATTGCATTA 248

Ad05A5935 Aradu.A05 5935 p3 (TGA)5 15 18793006 18793020 CTGATGGTTGCAATAATGTGAA TGGATCAAAAATCAGCCTCC 210

Ad05A5937 Aradu.A05 5937 p3 (AAT)18 54 18801477 18801530 CTTGCACTATCCGCAAGACA TGCGCATATACTTCTACTCATTTT 139

Ad05A5938 Aradu.A05 5938 c (T)14cg(T)12gtttcgtc(T)1046 18803661 18803706 TCTGGATGGTCCTTTGCTTC TGCTCCATTAATGCCAATGA 179

Ad05A5943 Aradu.A05 5943 c (AAG)5aaaaagtagtac(TA)7tgatatgattccaagcagaagcagaagcacatgcaataacataacgttgaacggaa(AG)8aaagagcgaggaaatcattgcgtgtgaattttgttcttc(TTG)5167 18822808 18822974 CCTCTCAACTCCCCAACTCA TCCGTTTCCCAACCTACAAG 267

Ad05A5947 Aradu.A05 5947 p3 (TTA)12 36 18834368 18834403 AACTCAATCAAAGATCAATAGGCA CCGCCTTTTACTTTCATGCT 262

Ad05A5948 Aradu.A05 5948 c (AT)6cataaggcttatataataataaagaaagccaaggcgatggcttataggcttccttaagt(CA)6tattgtgtgaatatcgaaagagaacgataaaag(A)10126 18834540 18834665 AGCATGAAAGTAAAAGGCGG CGAAGCCAGAAGTTTAGTAGGG 271

Ad05A5954 Aradu.A05 5954 p2 (TC)6 12 18879521 18879532 GAATTCCATAATGCACGGCT TGGCACCATAACAGGCATAA 111

Ad05A5959 Aradu.A05 5959 p3 (TAT)5 15 18885892 18885906 TTTGACTCCTAACTGAATACGACTTTT TGTTGGTGATGTTGATAGTTTTGTT 260

Ad05A5961 Aradu.A05 5961 p2 (AG)7 14 18892925 18892938 CGTTAAGAAAAGGTGTCGGG CGCATGCAAAATATCGAGAA 132

Ad05A5962 Aradu.A05 5962 p2 (TC)8 16 18893114 18893129 GCCGTTACATACCGTCGTTT CGCCAACACAAATTAAAGCA 139

Ad05A5964 Aradu.A05 5964 p2 (CT)19 38 18918503 18918540 CCTCTGTCAGCTGTGAACCA TCCAGTGTCTCCAAATCGAA 277

Ad05A5965 Aradu.A05 5965 c (T)14gtgttggacttaggctccattagattacc(A)1053 18920856 18920908 AGCAGGATTGGAGGGTCTTT CATTCCCCTCAATGAAGCAT 264

Ad05A5966 Aradu.A05 5966 p2 (TA)8 16 18957998 18958013 GCAACGTGAGTTCACAGCAT TGGTACATCACAGAGGGTCG 154

Ad05A5967 Aradu.A05 5967 p2 (TA)8 16 18958198 18958213 GCAACGTGAGTTCACAGCAT GGCTGAACGTGCACATAATTC 162



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A5968 Aradu.A05 5968 p2 (CT)8 16 18960950 18960965 CCATTCCTTGTAATTCATGCG ACGATGCTGCAAAACAACAA 266

Ad05A5969 Aradu.A05 5969 p2 (TA)10 20 18961774 18961793 TGCAATCCAAATATCCAACAA CACACATGAAGAGAGGCAATG 275

Ad05A5972 Aradu.A05 5972 p2 (CT)7 14 18969090 18969103 TGTTTCCTAATTGCCCATCC GCATGATGGTCAAACCAAAA 279

Ad05A5976 Aradu.A05 5976 c (GT)8(AT)13 42 18986898 18986939 AATGACACGCTTTTTCAGCC AACAAATCTTTACAGTAGTACTTCCCA 278

Ad05A5981 Aradu.A05 5981 p2 (TC)27 54 19008648 19008701 CTTCGAGGCCAAGATCACTC TGCGTGTAAGATGGGTTGAA 246

Ad05A5986 Aradu.A05 5986 p4 (ATAA)5 20 19021704 19021723 TGCATCTCCACTCATTCCTG TGTTAGCCGAGTTTAGCATGG 206

Ad05A5992 Aradu.A05 5992 p2 (TA)6 12 19043541 19043552 GGAGATGCTGTGAGGTTTTTG GCATGCACCATCAAATTTCT 256

Ad05A5995 Aradu.A05 5995 p2 (CA)7 14 19048699 19048712 TCACCATTTGCTGTTCTCCA ATTGTTGTCCATCCCACCAT 150

Ad05A5996 Aradu.A05 5996 p2 (TC)21 42 19049314 19049355 CATCTTTAAATGTGCTTCAAGAGC AAGCATATGCAGTTCCCTGG 203

Ad05A5999 Aradu.A05 5999 p3 (TTA)17 51 19055011 19055061 CACGAGAAGTAGTGACTTTATTCTTCA CCTAGTGATCGAAGTAAAATCTTAGAG 280

Ad05A6000 Aradu.A05 6000 p3 (TCT)6 18 19071432 19071449 CAATCTTCTCCCCCTTAGCC TCCAAAGATTTTGAGGTGGC 272

Ad05A6001 Aradu.A05 6001 p2 (TC)14 28 19076439 19076466 CAACTACCCTTCTCTCCACCA ATGTGGTCGATGTTGGGATT 113

Ad05A6002 Aradu.A05 6002 p2 (GA)6 12 19082394 19082405 CTACCGTGTCGATGTTCCCT ACTACCATCGTCTCTGCCCC 218

Ad05A6005 Aradu.A05 6005 p3 (TCC)5 15 19086781 19086795 GGAGGAGGAGAGCACTCAAA GGAGGGAGAAGAGAGGAGGA 254

Ad05A6006 Aradu.A05 6006 c (CCT)5ctgccgccgcccgcgactccaccggcagcaccaccagcaccaa(CTC)676 19086941 19087016 ATTCTACAAGGGCCAGCTCC TTGGAAGGGTTATGGAGACG 252

Ad05A6007 Aradu.A05 6007 p3 (CAC)6 18 19087200 19087217 CGTCTCCATAACCCTTCCAA TCACGGAGGAGGAAGAAGAA 187

Ad05A6009 Aradu.A05 6009 p3 (GAA)7 21 19098697 19098717 ATGAAGAAGAAGGAACGCGA AAATACACACGCCCAACACA 180

Ad05A6010 Aradu.A05 6010 p3 (TCA)13 39 19102158 19102196 CCTCATATTCTGCTGCTTGTTC CTCTTCCAAGTAATTTTGCAGC 211

Ad05A6013 Aradu.A05 6013 p3 (TTC)12 36 19115717 19115752 GCCGAAACCAAACACTTCTC GCTTTTGTCTTCCCTTTCCC 203

Ad05A6014 Aradu.A05 6014 p3 (TTA)6 18 19119090 19119107 CATTGACAACAGTGATGCCC CACGGAGGTTGTTGGTATGA 274

Ad05A6015 Aradu.A05 6015 p2 (GA)7 14 19132307 19132320 TGCAACAACGATGGGACTAA CGACGTTTAGACAACGACGA 229

Ad05A6019 Aradu.A05 6019 p2 (TC)19 38 19137388 19137425 CTGCCAAACGTGACAGCTTA AGAAGCGCCAAGAACAAAGA 226

Ad05A6022 Aradu.A05 6022 p2 (GA)10 20 19144142 19144161 TCTTTCCCGATTGATTTTGC AAGCTTGTTGCTTCCATTCC 239

Ad05A6025 Aradu.A05 6025 p2 (TC)16 32 19145599 19145630 AAAATGCAAACCTTTTCCCC TACCAACAACGGCAAAGACA 238

Ad05A6027 Aradu.A05 6027 p3 (TGA)17 51 19147914 19147964 TCTATCTTCCCCATGGTTGC ATCCGTCTCCTTCTGTCCCT 223

Ad05A6028 Aradu.A05 6028 p2 (TA)11 22 19148456 19148477 ATGGTGGATTTTGAACGGAA TGAGCATTCTGGCGACTCTA 196

Ad05A6029 Aradu.A05 6029 p2 (AG)18 36 19149226 19149261 GGGGAAATAAATCAGGCGAT CCGATGTTTTCCCTCACATT 153

Ad05A6032 Aradu.A05 6032 p2 (AC)8 16 19166018 19166033 CAGCTTCCTCAATTTCAGCC CCCTTTTCTTTCAAGGCTCC 261

Ad05A6033 Aradu.A05 6033 p2 (AC)6 12 19166143 19166154 AAATTACCCCCAAAAAGCGT CTAGCTAGCCTTTGCTTCGC 272

Ad05A6034 Aradu.A05 6034 p3 (GAT)6 18 19169992 19170009 CGAGCTCGACCTGACTCTCT CTCCTCAGTAGCAGCATCCC 271

Ad05A6035 Aradu.A05 6035 p3 (TTC)6 18 19215814 19215831 TACACCTCTCCCCCTCTCCT AGTGGTCTTGATGGGCTTTG 244

Ad05A6036 Aradu.A05 6036 p2 (CT)8 16 19224148 19224163 TTGACGAGAGCTTCACATGG TATAACGAGTTGGATCGGGC 230

Ad05A6037 Aradu.A05 6037 p2 (TA)6 12 19228090 19228101 CCAGCGACCAAGGAAAATC ATCGGCATATCCTAAGCCAG 272

Ad05A6039 Aradu.A05 6039 p2 (TC)17 34 19231632 19231665 TCAATTGAAACCTTGAGGGC TCAGCGCCTACATCTCCTCT 265
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Ad05A6040 Aradu.A05 6040 p4 (AAAT)5 20 19238281 19238300 TCACTTGTATAGCAAAGCACTGAA TGGATAACAGGTTTGGTTTCG 133

Ad05A6043 Aradu.A05 6043 p3 (ATT)13 39 19249725 19249763 CGTTCTTTGACCAAATGTCTCA GCTATTTTCATTCCGTTGGG 192

Ad05A6045 Aradu.A05 6045 p4 (TTAA)5 20 19254184 19254203 TCTGTGGGATAAAATTCGTCG TCCACATCAACTTTTGCGTC 225

Ad05A6046 Aradu.A05 6046 p3 (TAA)5 15 19256649 19256663 TTTCGATTCTCTTACCACCAA AAATAAACAAAGTTAACACACAACAAA 261

Ad05A6047 Aradu.A05 6047 p3 (TAT)5 15 19257020 19257034 TGGCCAAAGACGAAGGTTAG AAGAAACGAAATTTGTATTAAAGAATG 120

Ad05A6049 Aradu.A05 6049 p2 (AG)7 14 19266657 19266670 TGCTTGGAGTTGAACTGTGA CAACAGCCTCGTCCCTTACT 219

Ad05A6050 Aradu.A05 6050 p2 (AG)6 12 19271504 19271515 ATAGCGACGGCGACTAAGTG TTTGGGTGCGTTACTGTTCA 181

Ad05A6053 Aradu.A05 6053 p2 (TC)6 12 19277550 19277561 TCATTTAATATGGGCGGCTC TTTCGTTAGAGCTTTGTGTTGA 264

Ad05A6054 Aradu.A05 6054 p3 (TTA)13 39 19278616 19278654 TTGGCTATTTGATCAATGATGG CATGATATCCATTTCGGCAA 230

Ad05A6058 Aradu.A05 6058 p3 (ACA)5 15 19290047 19290061 CCATACCATGTGGTAGGTGTTG CGATAGGAAGATATGAGGTGGTC 246

Ad05A6059 Aradu.A05 6059 p3 (TCT)5 15 19292010 19292024 GGCGCGTAATCTCTCTTCAG GGTGCACAGCTTCTTCTTCC 235

Ad05A6061 Aradu.A05 6061 p2 (AT)11 22 19298969 19298990 AAGGGTGGGACCAAGCTACT GGTCCTCCATTGCCTTATGA 263

Ad05A6062 Aradu.A05 6062 p2 (TA)7 14 19308769 19308782 CTCGAAAAGTGCAACACACTG TGCTCGGACCGATTATCTTC 141

Ad05A6069 Aradu.A05 6069 p2 (TC)24 48 19429304 19429351 TGATGGAGACTGGATGTAGGC TCTTAGCCCCTTTTTGCTGA 262

Ad05A6071 Aradu.A05 6071 p2 (TA)6 12 19450914 19450925 CTCTCCATGCCGGGTATTT TCCACGACTCCATTTTCCTC 236

Ad05A6074 Aradu.A05 6074 c (TA)6ttaccttagaagtcgtaatacatcaccacctctattttatgatttaagtataaagctctatatagtagagtattacactgaaggctagaa(T)13115 19467678 19467792 TACGTGTGTGATGCGCTTTT GACTCTTGCCCAAGCCTAAA 246

Ad05A6076 Aradu.A05 6076 p3 (TTA)5 15 19473137 19473151 GCCACCGAGTCAGGTATGTAA TCCAGAACCTCCAAGACTTGAT 280

Ad05A6079 Aradu.A05 6079 p2 (CT)7 14 19506275 19506288 AGCCAATTGGGCAACATAAA GGCCCAAAAAGCACAGATTA 263

Ad05A6080 Aradu.A05 6080 p2 (CT)9 18 19510396 19510413 GGGATACAGGCTCTCCCAAT TCGCGTATAGCTGCATCATC 159

Ad05A6083 Aradu.A05 6083 p3 (TTC)27 81 19512930 19513010 CACTCAAATATCTTCGTGTTACACCT AAAGAAGAAGAAGAAACACATAATGG 265

Ad05A6084 Aradu.A05 6084 c (AAG)10(ATG)7aaa(AAG)569 19513172 19513240 CCATTATGTGTTTCTTCTTCTTCTTT TCCCTCCTCCTCATCTTCTG 191

Ad05A6085 Aradu.A05 6085 c (CTT)5gctgcacgttcttcttcttcctctatc(TCT)6tttctttcgtttcttgccttctctttctccttcttcaaccgttactgcatgttttcagtgcac(CTT)5gctgcacgttcttcttcctcttcttg(TTC)5179 19515038 19515216 CAAGTCATTTATATTAACGTGTACTGC GAAGGAGAAAGAGAAGGCAAGA 255

Ad05A6087 Aradu.A05 6087 p2 (CT)9 18 19517873 19517890 ATCCCTGATCCCTCCATTTC CGATTCGGTCCAATTCTGAT 103

Ad05A6088 Aradu.A05 6088 p5 (AATAT)6 30 19521736 19521765 TTTAGTAAGACGCGGCCAAG TGTGTGAAGGGTACATTTGGA 230

Ad05A6089 Aradu.A05 6089 p2 (AT)8 16 19527621 19527636 GTGTGGACGAAGCTCAACAA TTGTGATGCTTTCTTTTCGATT 264

Ad05A6090 Aradu.A05 6090 p6 (GAAGGT)5 30 19560198 19560227 GAAACACCCGAATGCAAGTT AAAAGGACCTCAAGCCACCT 190

Ad05A6092 Aradu.A05 6092 p3 (GAA)5 15 19571678 19571692 AAAAAGACACATTCGAAGCCT TGTTCTTTTTCCAATAATTTTGAATG 247

Ad05A6096 Aradu.A05 6096 p2 (AG)20 40 19587338 19587377 GAAAGAGGAGCAAATCGTGC ACACGTGTTTCACCCTCCTC 154

Ad05A6097 Aradu.A05 6097 p3 (TTC)5 15 19588435 19588449 TTGCATATCCTCGTCAACCA TCCAAAATCCAAAAACAAAAA 174

Ad05A6098 Aradu.A05 6098 p2 (AG)9 18 19589944 19589961 CACAGTTTGAGTGTCGCCAT ATCTATTGCAGTGGGGTCCA 205

Ad05A6109 Aradu.A05 6109 p3 (AAT)17 51 19617765 19617815 TTTGGGAATTCTCCACCTTTT TGGATAAATTAAAACACGACACG 267

Ad05A6114 Aradu.A05 6114 p2 (AT)6 12 19633151 19633162 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTATTAAAAAGGACA 242

Ad05A6116 Aradu.A05 6116 p3 (TCA)5 15 19644279 19644293 GGGGAATGAATTGTGAAAGTT TTTGCTTGCATTTGTTGTCA 267

Ad05A6119 Aradu.A05 6119 p2 (AG)6 12 19667758 19667769 GTTTCAAGCCCGAAAATGAA CAAGAACAATAGGTTGCAAGGA 224
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Ad05A6123 Aradu.A05 6123 p2 (AC)9 18 19684643 19684660 TATTTGGGTCGCAACTTCCT TTTGGGCACCAATTTCATTT 230

Ad05A6125 Aradu.A05 6125 p3 (TAT)6 18 19687182 19687199 TTCTGAACATGTGCCATAAATTG TGGATCGCAATATCGCATAA 263

Ad05A6129 Aradu.A05 6129 p2 (TA)8 16 19692722 19692737 TGTTTCATGGAAGTGTGTTCG ACTCCATGCGCAACATTTTA 276

Ad05A6132 Aradu.A05 6132 p2 (TA)14 28 19709086 19709113 AAGTGTAGCCTTAAATCTCGTTTTT CCATTAACTTCATTCTAGTATTTTTGG 255

Ad05A6133 Aradu.A05 6133 p3 (AAT)21 63 19710442 19710504 TGGCATGCATTCAAATCAA TGATTGTCAGCGTGTTTTGC 243

Ad05A6135 Aradu.A05 6135 p4 (ATTA)5 20 19719078 19719097 TGTTTCGTCACCCATGCTTA TGTGGCTTTGTTGTTGTGGT 233

Ad05A6136 Aradu.A05 6136 p2 (CT)11 22 19719646 19719667 CAGCAGCACAAGAAAATGGA GGTTTAGTCTCCTTTGCCCC 256

Ad05A6140 Aradu.A05 6140 c (AT)8gtgtgtgtgta(TG)2781 19735432 19735512 TATGGGGAAGCAGGATTTTG TCGGAAATGGAATAACTCGC 264

Ad05A6141 Aradu.A05 6141 p2 (AT)8 16 19753972 19753987 TGCCAAGAGTTCATGTACGG CCCTGGACTGCTGCAATTAT 174

Ad05A6143 Aradu.A05 6143 p3 (ATA)19 57 19762757 19762813 TTGCCAGCAAACTTCATGTC GGTCCGAATCGAACACATTT 192

Ad05A6144 Aradu.A05 6144 p3 (AAG)5 15 19768775 19768789 TGCCCTTTTTCTCCTTCTCA ATGCAACTGTGGTTGTTGGA 246

Ad05A6154 Aradu.A05 6154 p3 (TAT)9 27 19789206 19789232 TTCGGCTGATGGAAAAATGT CACCATAACTTAAGCATCATAGCA 222

Ad05A6155 Aradu.A05 6155 c (GA)7atgagt(GA)632 19799567 19799598 TAGGGGGTGAGGCAGAAGTA TCTCATCCCCTCTCACCATC 186

Ad05A6156 Aradu.A05 6156 p2 (TA)7 14 19814477 19814490 AGCTTCCCTTGGCTTCTGTT CCCTTAAACTCCACCAAAATAA 225

Ad05A6157 Aradu.A05 6157 c (TAA)6tagtggtgttgaatcttctttttctccttctccttctcctaacaaggagaagaaaagtgga(CAT)594 19815671 19815764 GATATTCCAATTGGGCCCTT GAATGTGGCCTTGGTGACTT 194

Ad05A6158 Aradu.A05 6158 p3 (ATG)5 15 19827358 19827372 TCCATCGGCTCTAGTTCTGG TGAGTGTGGGACAGAGTTATGC 275

Ad05A6159 Aradu.A05 6159 p3 (TGA)7 21 19829533 19829553 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 272

Ad05A6160 Aradu.A05 6160 p3 (ATT)6 18 19830104 19830121 TCTAAATGGGTGGACAAGCG AAGGAGATGTGTCAAAGGGC 237

Ad05A6161 Aradu.A05 6161 p3 (AAT)5 15 19835626 19835640 TCAAGACCTGAAATGCGTTG TACCGCGAGAGAGAATGGAT 175

Ad05A6163 Aradu.A05 6163 p3 (TCT)5 15 19861547 19861561 TACCCCCTCTCCTCTCCCTA GCTTTTGTCTTCCCTTTCCC 271

Ad05A6164 Aradu.A05 6164 p3 (TTC)6 18 19871497 19871514 CCCCTTCAACAATGGTATGC TGCAAATTAGAGCGAAGAAGAA 215

Ad05A6167 Aradu.A05 6167 c (TAT)10tg(TTA)6attttttctttcaacctctaa(TAT)7tcataaaacagca(TAT)16153 19875166 19875318 AACCAGAATAATTTCACGACTGA TTAGGAAATTAGTATGCTGTGTTATGA 245

Ad05A6171 Aradu.A05 6171 p3 (TTA)17 51 19883117 19883167 ACTGCTTGCTCTCTTCCTCG GGTTCCACCTATAAAATCAATGG 266

Ad05A6172 Aradu.A05 6172 p3 (TGG)5 15 19883525 19883539 TTGATTTTATAGGTGGAACCAAAA GGGTTTTTGAGTTTACGGCA 280

Ad05A6178 Aradu.A05 6178 p3 (ATT)5 15 19890266 19890280 TGGTTATTAAAAATGCTTGTTGGA CGTCAAATCTGATTCGCACAT 273

Ad05A6180 Aradu.A05 6180 p2 (AT)6 12 19893188 19893199 ACGGCTGCGATTTGAGAATA GAGGAAGCTCTGGCAATGAC 270

Ad05A6181 Aradu.A05 6181 c (TG)7tctatatatatac(AT)10gtatgta(TATG)782 19895945 19896026 AGATTTCTGCGCTTTTGGTT AAGTGGAAATACTTTCTCTTTCTTTTT 280

Ad05A6183 Aradu.A05 6183 p3 (TGG)5 15 19908628 19908642 CTTCCAACGGTGATGGAGTT GACTAAAAACCCCTCCCTGC 280

Ad05A6184 Aradu.A05 6184 c (ATA)5atcatcatcaaattaattgtttcattttcttaattaattagtagtagatgagtg(TA)681 19911711 19911791 CTCTGCTTGGAACAAGAGGC AAGTGCTTTCAACCGGAGTG 181

Ad05A6185 Aradu.A05 6185 p3 (TAT)5 15 19914420 19914434 AAAACAACGAACTTGTGGTGAA TTATGCGCCAATTTCTTTCC 210

Ad05A6187 Aradu.A05 6187 p2 (TA)8 16 19916459 19916474 AATTAGGATGTTGGGATTAGGTT TCAAGAAGATGCCACTAAGCAA 198

Ad05A6188 Aradu.A05 6188 p3 (TCT)7 21 19935982 19936002 ACCCCTCCATCCTTCTTCAT CCGGTCTTAGGTGCCATAAA 212

Ad05A6190 Aradu.A05 6190 p2 (AT)8 16 19942336 19942351 GAAAAATTACTACGGGAACACCA GCCAGGGATTGACTGTGATT 183

Ad05A6191 Aradu.A05 6191 p3 (ACC)5 15 19942938 19942952 GGACCAGAAAAAGCAAGTGG GATTTTTGGGTGACGGAAGA 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A6192 Aradu.A05 6192 p2 (CT)8 16 19947836 19947851 TATTGCCAGCTGGAAGTGGT TTAAAGGGTGAGGGAAGCTG 176

Ad05A6193 Aradu.A05 6193 c (T)11acagctcaatattattcttgcagtgtaattattttaatatttcaaaattacgtttttttttc(T)1184 19954796 19954879 TTCGATTTTTGTGATGTGTTACC TAGGCCAACGAGTTCAAACC 242

Ad05A6195 Aradu.A05 6195 c (T)18gtcaacaaagaattcacacatttcatttg(ATA)665 19956377 19956441 ACGTTGAAAAATCAGGTGCC CCTTCTGAGAGTGGACCCAG 172

Ad05A6196 Aradu.A05 6196 p3 (AAT)17 51 19957499 19957549 GAAAATGGGGATCCATTCAA CCGAATTACTCGCTTAACAACC 255

Ad05A6202 Aradu.A05 6202 p4 (TTAT)6 24 19977651 19977674 TGGAAAGATTATGAATTTATTTGAGTT TTGTTTGGGTACCATTATTTTGA 277

Ad05A6205 Aradu.A05 6205 p3 (AAT)19 57 19983491 19983547 TGTTTGTTTGTTTTGCTCCA TGTTGGAAACAAGCAATGTGA 280

Ad05A6206 Aradu.A05 6206 p3 (TAT)5 15 19984339 19984353 ATACAAGTACACGCCGAGCC CAAGAGTATCAATGCAAAGGAAAA 210

Ad05A6208 Aradu.A05 6208 p3 (TTC)6 18 20002583 20002600 ACACCATAGTGGTCCTTGGG AACCCCAAGAAATTGAACCC 273

Ad05A6210 Aradu.A05 6210 p2 (AG)19 38 20012849 20012886 GGGCAACATCAATCGAACAT GCCCAGAGAACACGGATTAG 274

Ad05A6211 Aradu.A05 6211 p3 (AGA)6 18 20018253 20018270 TATCTCCCATGACTCGGAGG ACTCCCCCTTCTCCTCCATA 205

Ad05A6212 Aradu.A05 6212 p2 (GA)8 16 20025306 20025321 TGCAACAATCCACAAGCATT TTCCTTCTCCCTTCTTCCTTC 246

Ad05A6213 Aradu.A05 6213 p2 (AG)8 16 20028319 20028334 GGGCAACATCAATCGAACAT TTTCGGCCCAGAGAACATAG 263

Ad05A6215 Aradu.A05 6215 p2 (TA)6 12 20036199 20036210 GGAGGAGAAGGAGGTGGTTC ACTGCGAAGCAAGCAAAGAT 201

Ad05A6216 Aradu.A05 6216 c* (TTTA)5(TTA)5* 32 20041935 20041966 GCAAATGCAATAAAAGAAAATGG CCTGCTTTTCTCCTTCCTCC 231

Ad05A6217 Aradu.A05 6217 p2 (CG)6 12 20042111 20042122 GAGGAAGGAGAAAAGCAGGG GGGAGCACAACCTCATTCAC 125

Ad05A6218 Aradu.A05 6218 p2 (CG)6 12 20042276 20042287 GCGCACAACTCTTTGGTTTT GGGAGCTCTTGAGCATTTTT 128

Ad05A6219 Aradu.A05 6219 c (T)10gaaaatttttcgaaaaaaaattgaaattaaaatctgaaatttatataaaaatttcgaaaaagtggttcaaaattagttagaaaatac(A)11108 20051661 20051768 TGATCATTCCCATTTAATTCCA TTGTGTCTTTTGTGTGTTTTTCTC 274

Ad05A6224 Aradu.A05 6224 p2 (TA)7 14 20065005 20065018 GCTCTCTTCAAAGTTGGCCTT TGAGCTGTTCCAGAAGTGTCAT 227

Ad05A6225 Aradu.A05 6225 p6 (AATTTG)5 30 20066008 20066037 ACTAACGTGGCAAGCAGAGG CCTCGGTAAGCATTTTCTCG 258

Ad05A6226 Aradu.A05 6226 p3 (TTC)5 15 20066447 20066461 CAATGTGGTCCCTCCCTCTA GGCCACTGCACAGTGAACTA 189

Ad05A6227 Aradu.A05 6227 p3 (CTT)30 90 20069920 20070009 CAGCAGATTTGGCAGATTCA CAACCAAGGTTCTCAAACCAA 268

Ad05A6228 Aradu.A05 6228 p2 (TA)6 12 20072108 20072119 CAGAAAGTGGTGAGTTGCACA TCAATCTTGGCAAACTGCAA 124

Ad05A6230 Aradu.A05 6230 p3 (AAT)22 66 20094126 20094191 AATGTTGGACCCTGCAAAAG AAGGCCCTTGACATGAACAC 254

Ad05A6239 Aradu.A05 6239 p3 (GTT)6 18 20112952 20112969 GGGTTGCCCAAATTACAATG TGCCTACAGTCTGCACCAAG 103

Ad05A6241 Aradu.A05 6241 p2 (AT)8 16 20133499 20133514 ATCGCGTTTTCACCTTTGTC GGCACGCCTGTAACCTAAAA 278

Ad05A6243 Aradu.A05 6243 p3 (AGA)6 18 20140504 20140521 TTCCATCTCCCATAACTCGG CACCTTGACCGAAACACCTT 226

Ad05A6245 Aradu.A05 6245 p3 (ATC)6 18 20179998 20180015 GGACGAGTCTGAAGAGGCAC GTGCCAGATCTCGACCTTTC 242

Ad05A6246 Aradu.A05 6246 p2 (AG)6 12 20196307 20196318 ATGCATACACGTGACCAGGA CCCTAAAACCCAGAGAGAGGA 274

Ad05A6249 Aradu.A05 6249 p2 (AG)7 14 20213658 20213671 TGAGCGACGTAGTGACGAAC GATGGTAAGCTTTTGGCGAG 184

Ad05A6250 Aradu.A05 6250 p2 (CT)9 18 20220147 20220164 GCTCCACGATCTCCATTCAT AACTCCCACAACCCAATCAA 276

Ad05A6254 Aradu.A05 6254 p2 (AG)6 12 20231500 20231511 AGAGGTTTCGCTTGTCCTCA TTTTCAAAAACTCCCCTCCC 208

Ad05A6255 Aradu.A05 6255 p3 (AGA)6 18 20251180 20251197 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTTTCCCTA 170

Ad05A6260 Aradu.A05 6260 p2 (GT)6 12 20304057 20304068 TCGGTGGATGTGAGAATGAA TTGAAACTGGCCCAAGAAAC 254

Ad05A6262 Aradu.A05 6262 p3 (TAT)8 24 20308193 20308216 TGTGTTTGAATTGTGGTATGTGA TGATTTATTGATTCCACTAGGTAAAG 188
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Ad05A6266 Aradu.A05 6266 p2 (AG)7 14 20318635 20318648 GGAGCAAAATCAAAGGGACA GCCAGATAAAAATCTGAATTGGA 149

Ad05A6270 Aradu.A05 6270 c (T)10cgttttcttttcttccctctttttttcgtttttctctctc(T)1060 20358710 20358769 GCCAAAACGAAAATTGCTTC TCATAAATTCACCAACGCACA 277

Ad05A6273 Aradu.A05 6273 p3 (AGC)5 15 20392048 20392062 AATACCCTGGAGCAACAACG TTGGTTCTGCCATTTGAACA 196

Ad05A6286 Aradu.A05 6286 p2 (TA)8 16 20453028 20453043 AAAGAGATTGCGTGAGAGGC TGATTTGGGCAAAGGAAGAG 253

Ad05A6288 Aradu.A05 6288 p2 (AT)7 14 20466996 20467009 ACGGACGGATTTACGCACTA TGCGTTTTGGTTTTAATTTGC 264

Ad05A6290 Aradu.A05 6290 p2 (AT)10 20 20468090 20468109 TGTTACTTTTCCACCATCACTTTT ATAACGCATAACGCCGAACT 150

Ad05A6291 Aradu.A05 6291 p3 (TTC)9 27 20468899 20468925 TGGCAATCAAGTCCACTCAA CACGACGAAGAAGAAAGAGGA 223

Ad05A6292 Aradu.A05 6292 p2 (GA)6 12 20470319 20470330 AAAGGAGGAGAGGGTGCAAT TAATAACGGGGAGGGTGATG 215

Ad05A6294 Aradu.A05 6294 c (A)12ccgttagttaacctttagttattttgtactttgattttttccttgctttattttttttctttcagttctgggtcttttgaccccattcctcacc(A)10116 20482021 20482136 TGGTCTGACAATCCATCCTCT TCTCTCTCAATATATATCATGCCAA 243

Ad05A6300 Aradu.A05 6300 p2 (CT)6 12 20531731 20531742 ACCATGAAATGAAGCCAAGC ATAGTGTGGAGTTGGCGGAC 257

Ad05A6303 Aradu.A05 6303 p2 (GA)6 12 20540494 20540505 AGATGATTCGCCTCCCTTTT ACGCGTCATGATGAAGAATG 277

Ad05A6306 Aradu.A05 6306 p2 (TA)7 14 20573433 20573446 CATCTATTCTCCCACTGAATAGAAAA TTTGTGTACGGTGACTCTTATAGTG 200

Ad05A6308 Aradu.A05 6308 p2 (AT)12 24 20576080 20576103 TTTTTCTTTTCAATTGCATTTCT AAAGAATACTAAAGAGCAACGAGAGT 153

Ad05A6313 Aradu.A05 6313 p4 (TATT)5 20 20590656 20590675 TCGAAAACTCCTCCCTTTCA AAAAAGGAGGGAACCGAAAA 212

Ad05A6315 Aradu.A05 6315 c (TCTTCC)6(TCT)5tcg(T)1064 20617963 20618026 TCAAACGGTTCCTCTTCGTC GCGCGTGTTAATGAAGTTTG 212

Ad05A6316 Aradu.A05 6316 c (TCT)6ct(TCTTCC)6(TCT)6tcg(T)10cgattttcatggtttctgaaattcttcttattcttcttgctgcacgttcttcttcctcttac(TCT)5ccttttctttcgtttctgcacgttcttcttcctcgtttttc(TCT)6223 20618196 20618418 GCCCCACTCAAACAGTTCC AAAGAGAAAACAGAGAGAAAAGACG 280

Ad05A6317 Aradu.A05 6317 c* (A)10(AAG)5*ag(GAA)5cgtgcagc(AAG)563 20618918 20618980 TTCTCCTCCTCGTCTTCTGC CCACATACTGTTACGGCACG 241

Ad05A6321 Aradu.A05 6321 p2 (TA)6 12 20641196 20641207 GCTCGACTCAGAAAGATTGGA TGGATACAAGTTGTGCCTGC 250

Ad05A6322 Aradu.A05 6322 p3 (ATT)6 18 20646102 20646119 TCAATTGGCTGCACATTCAT TATCCACGGGGAGTCTTCAC 263

Ad05A6323 Aradu.A05 6323 p2 (GA)7 14 20647135 20647148 TGGAATATATTGTGGCGGGT TATCATAATCTTGCCCCGCT 271

Ad05A6325 Aradu.A05 6325 c (A)11c(A)19 31 20651592 20651622 GAAGGAGCAAAACCAACCAA TGCAAGGTACCCACTTTTCC 257

Ad05A6331 Aradu.A05 6331 p3 (AAT)9 27 20687908 20687934 GCAACGGAATGATCTGAATTG CGGATAAAACGAAAACCGAA 102

Ad05A6332 Aradu.A05 6332 p3 (CAT)5 15 20689631 20689645 TTCACACCATAACGAGCTGC CACCTTTGTTTGGTGGGTTC 156

Ad05A6333 Aradu.A05 6333 p2 (TC)6 12 20693229 20693240 TCCTTGCAGTGTTTGAGGTG GAGGTTCGATGTGAGTGGGT 234

Ad05A6336 Aradu.A05 6336 p2 (AG)6 12 20715145 20715156 AACACGCAGAAGAGAGGCAT AGCAACAGCAACAGTAGCGA 226

Ad05A6344 Aradu.A05 6344 p3 (AAT)5 15 20754100 20754114 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad05A6345 Aradu.A05 6345 p3 (TCT)7 21 20756146 20756166 AATCCATCTCCCCTCACTCA ACCACTGAGCTATGACGGCT 238

Ad05A6354 Aradu.A05 6354 p3 (TCT)5 15 20800810 20800824 CCCATCACCTCTTCACCACT TTAGAGGTTTCTCCGGCCTT 230

Ad05A6355 Aradu.A05 6355 p2 (AG)6 12 20807268 20807279 ACACCTCAACAAGCCTCGTC TTGGACAGAACTCCCATTCC 188

Ad05A6356 Aradu.A05 6356 p5 (TGTTT)5 25 20807926 20807950 GCTCGATTTAGTCGCACCTC CCAGTAGAGGCAAAGGTCCA 261

Ad05A6357 Aradu.A05 6357 p3 (AGA)6 18 20818165 20818182 GAGGATTCTCCGGCTTTAGG AATGGCCGAACATACACTCC 252

Ad05A6365 Aradu.A05 6365 p2 (TC)9 18 20842250 20842267 CTGCCTAGTCCCTCAACGAG AGTTCATTGCAGCTTCAGCA 273

Ad05A6367 Aradu.A05 6367 p3 (TAA)11 33 20850314 20850346 AAACTACTTATCAATTATCAATCGGAA GGGGCCAACTTCATATCATT 271

Ad05A6368 Aradu.A05 6368 p3 (AAT)6 18 20850488 20850505 AAACTACTTATCAATTATCAATCGGAA GGGGCCAACTTCATATCATT 271
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Ad05A6369 Aradu.A05 6369 p4 (GTTA)6 24 20875516 20875539 GAACAGAGAGATGGGGTTGC GTTGTTTTGCACCCTGTTCA 277

Ad05A6371 Aradu.A05 6371 p3 (TAG)5 15 20885326 20885340 TCCCATAACACAGGTTGTTGAG AACAAAAAGTATTGCCACCACA 272

Ad05A6373 Aradu.A05 6373 p2 (AG)6 12 20890830 20890841 TTTTATCACGTGTATGGTACGAGT CAGAAGCCTTAACCACATCCA 261

Ad05A6376 Aradu.A05 6376 c (T)10caattaggtccctcttagtagtaattggcttaattatatagggacccaact(A)10ttggtgcagggactcaaataaaaggaaaaaaaagtatagggactcaattg(A)10131 20907935 20908065 TGTTGGTCCCTATAGTTTCGTG CCTTTTAATTGGGTCCCCTC 234

Ad05A6377 Aradu.A05 6377 p2 (AC)7 14 20916460 20916473 GGGCTGTTCTGCACATTTCT TGCAATCACACAGCAAACAA 218

Ad05A6380 Aradu.A05 6380 p2 (GA)6 12 20924347 20924358 AGGTTCGTTGTCCCTGATTG AGCCTCAGATCCCTCCAAAT 238

Ad05A6381 Aradu.A05 6381 p2 (AT)6 12 20926110 20926121 TCCTTGAAAGTCCAGAGGTAAGTC CATACATAAATTTTGATTTTGACCA 268

Ad05A6382 Aradu.A05 6382 p2 (AT)7 14 20933401 20933414 TTGCGCCGTTAGTTACAATG TGGAGATCATGTAGCCCTCC 256

Ad05A6383 Aradu.A05 6383 p3 (TAT)24 72 20939089 20939160 CCTTTAATTCTTCTCGAAATCTCTG GCTTAAGAAGCAATTCGTTAGCA 208

Ad05A6384 Aradu.A05 6384 p2 (TA)6 12 20939425 20939436 TTTTTGTGTGTTTCATATGTTTGAG TTTACATTATTATTACATTTTGCTGGA 253

Ad05A6386 Aradu.A05 6386 p2 (GT)7 14 20945983 20945996 GTCTCGAATCTGCCTCCAAA TGGGGCATATAGAGACCTGC 181

Ad05A6391 Aradu.A05 6391 p2 (CA)7 14 20961322 20961335 TCCGATCCCAAAAGTAAACG AAAAGACAATGAAGCGTGGG 247

Ad05A6393 Aradu.A05 6393 p3 (GAA)5 15 20968294 20968308 CAAATGAACCACCACGACTG CGCCGTTAAGTTTCTTCGTC 151

Ad05A6394 Aradu.A05 6394 c (T)10cagcaatttaaataaacgcaggctgcgttttattgttttaaaggttttcaa(T)1071 20973094 20973164 GGGGTAGTGCAATGAAATGG TCCCTCACTAAACGCAGGTT 195

Ad05A6395 Aradu.A05 6395 p3 (AAC)10 30 20977883 20977912 GTCATCGATTCCTCGCCTAA ATGACCCCTATACCGCACAA 242

Ad05A6398 Aradu.A05 6398 p3 (CAT)11 33 20980466 20980498 TTGCCATGGTGGCATTAGTA GGATGCGTTTTAGTCCCTGA 272

Ad05A6401 Aradu.A05 6401 p2 (AG)6 12 21002904 21002915 GGAGCAGAATCAAGGATGGA TGGCAACATGAAGTAATCAACA 222

Ad05A6402 Aradu.A05 6402 p3 (AAG)5 15 21010520 21010534 TTTTTCGCGTGTTTTCTCCT TCAAAACTCTTCTTGCTCTTCTTTT 262

Ad05A6404 Aradu.A05 6404 p5 (TTCGG)6 30 21014942 21014971 GGTTTGGTTCGATCGGTTT TTCGGTTGGCTCAGTAAAAA 280

Ad05A6405 Aradu.A05 6405 p5 (TAGAA)5 25 21018254 21018278 TTGTTACCTCCGCCAAGACT GAGGATCCAAATCCTATGTCAAA 257

Ad05A6406 Aradu.A05 6406 p3 (CCA)5 15 21020727 21020741 TGTGGTGCAAGAGAACCAAG TGGCTCAATGTAGCATGTGG 129

Ad05A6409 Aradu.A05 6409 p3 (ATA)7 21 21028442 21028462 GCAAAGCTAAGTTCACCGAA CCATCTTGTATCAATTTTCGAGG 276

Ad05A6430 Aradu.A05 6430 p3 (AAC)6 18 21125875 21125892 AAACCACACCACTTCTTGCC AACAGGAACAGGGATTCACG 220

Ad05A6433 Aradu.A05 6433 p2 (AT)6 12 21139953 21139964 TTGACACTTCCTAAACGGGC TTTAGAAACCAACGGGCAAC 196

Ad05A6434 Aradu.A05 6434 p3 (AAC)5 15 21141146 21141160 AGAAGCAAGAGCAGGAGCAG TGGCTCGTTGGCTTCTACTT 186

Ad05A6436 Aradu.A05 6436 p3 (AAT)23 69 21155492 21155560 TTGGGAACCGTTTTCGATAG TCGTCATAATCTTGCCGTTG 195

Ad05A6437 Aradu.A05 6437 p2 (AT)6 12 21157294 21157305 TGTATTCCGAGCAGCAGATG AACAACGCCAACCAGAAAAC 262

Ad05A6440 Aradu.A05 6440 p3 (TTA)15 45 21161440 21161484 AGAGTGGTGGTAAACCTTGAGA CGAATAACAAAGCAAAGCCA 277

Ad05A6441 Aradu.A05 6441 p2 (TA)7 14 21176833 21176846 GACCACAATTTTTGCTGGGT AAAAGCAAAGGGACGGCTAT 160

Ad05A6452 Aradu.A05 6452 p2 (AT)7 14 21240052 21240065 GGGGTCTCATCAAAAGTTCG ATTGAACCATTTTCCGACCA 235

Ad05A6453 Aradu.A05 6453 p2 (CT)6 12 21243037 21243048 ATCCTCTTCATTTTCGACGG TACTCACTCACCCTCACCCC 219

Ad05A6457 Aradu.A05 6457 c (TTA)11ttg(TTA)1787 21269703 21269789 CCGATGACAGCTGAAGCAT CAACCAACCTGAAATCAAAATG 260

Ad05A6458 Aradu.A05 6458 p2 (CT)6 12 21270512 21270523 TGAGAGGGCGGTTGAAAGTA AGTTTCTAGGGCCCGTTGTT 219

Ad05A6465 Aradu.A05 6465 c (AG)7aa(AG)6 28 21303437 21303464 TGCAACGATTTCCATAGCTG TTCATGCGGAAAAGAGATCC 280
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Ad05A6467 Aradu.A05 6467 p2 (AT)7 14 21305145 21305158 GGCTCGAGCTCACGAACTA TGGATAAGCTCAGCACATTAGC 265

Ad05A6468 Aradu.A05 6468 p3 (TCT)5 15 21305354 21305368 TCAAGCTTGGCTCACTAGTTCA TGAAGACGACGAAAACGATG 221

Ad05A6471 Aradu.A05 6471 p2 (AG)9 18 21336185 21336202 AGGCAACGTTCCTCTCCTCT TTCCCTTCACAGCCATTTTC 260

Ad05A6475 Aradu.A05 6475 c (T)13aaatttagatctactttgtttttattatctataagtatcgtatgattatttctataaatgaaatg(T)1189 21347459 21347547 TCATGGACACCAAGTTTTACG TGAATTCGGTTTATTTTATTTGACA 280

Ad05A6476 Aradu.A05 6476 p3 (GAA)10 30 21351526 21351555 TCCAAAGAATATTCGGCCAG CATCTTCCGAATCCACCACT 182

Ad05A6479 Aradu.A05 6479 c (T)10aaattcttatgacttgaattattttcttgccttgtatgtttatcatttattttaaaaaattaataaagttttg(T)1396 21354367 21354462 TTTCAATTCTTATCATTATTGTACCG AAAGTTTCCTAACTCCTTGCACC 250

Ad05A6481 Aradu.A05 6481 p2 (GC)6 12 21358664 21358675 AGTTGGATTGGACCCACAAG CCAGTTGGGTTGGAAAGCTA 178

Ad05A6485 Aradu.A05 6485 p2 (GC)6 12 21364837 21364848 AGTTGGATTGGACCCACAAG TGGAAAGCTAACATCTGGGG 168

Ad05A6489 Aradu.A05 6489 p2 (AT)10 20 21388690 21388709 TTCCTTTATGGCTTCGACCA TGAGCTTAGAGTTGCTAATACTTCATT 279

Ad05A6490 Aradu.A05 6490 p3 (AAT)6 18 21389844 21389861 CCTACCTATCCAGCGAACCA CGCGTAATGTGAAAAACGGT 238

Ad05A6491 Aradu.A05 6491 p3 (CTT)5 15 21389990 21390004 TTTGCAAGAATGCAAATGAAA TGAGAGAAAAGGAGGAGTCTTGA 269

Ad05A6492 Aradu.A05 6492 p3 (TCT)5 15 21390120 21390134 TTCACATTACGCGCTTCTTC AAAAACAGGAAGAATCATGAGAAA 190

Ad05A6495 Aradu.A05 6495 p2 (TC)6 12 21420931 21420942 GCCAGCCTCTCCTTCTCTCT GTTGAGGTTTGACCGAGGAG 191

Ad05A6499 Aradu.A05 6499 p3 (ATC)7 21 21433087 21433107 TATCCGGACTTGGGACTGAC AGCCATTGAGCATGGCTATT 172

Ad05A6501 Aradu.A05 6501 p2 (AG)13 26 21441915 21441940 GACAAAGCATCAACGAGCAA ACACTGCGCTTTCCAATTCT 206

Ad05A6502 Aradu.A05 6502 p2 (AT)7 14 21457108 21457121 TCTTTTATTTTTCTTATCGTAGGGTT GACAAATTGATTTAACCGAAAAA 180

Ad05A6504 Aradu.A05 6504 p2 (TA)6 12 21458397 21458408 TTGACGTATTCACCCTGACAA TGAATGGAAACCATGTTCGT 187

Ad05A6506 Aradu.A05 6506 p2 (TC)8 16 21468484 21468499 TGGGAAAATACTTTGTTGTTGTTG GACCTTTGGCCCCTTTGTAT 280

Ad05A6508 Aradu.A05 6508 p2 (GA)7 14 21481409 21481422 TGCTGTGAAGGTGAGAAACG CAACCAACCCCACTCATTCT 237

Ad05A6514 Aradu.A05 6514 p2 (AC)7 14 21520929 21520942 TCAATGGCTGAGATGATGACA TCCTGAGTGTTGGGTGTGTG 236

Ad05A6520 Aradu.A05 6520 p3 (GGT)5 15 21549862 21549876 TGCATTTGCATTTGGATTTG TAGAAGCAGAACCACCACCC 260

Ad05A6521 Aradu.A05 6521 c (T)10ctttttc(AT)8 33 21550406 21550438 TCAACAGGGTCGATTATGGG TTTTTGTGCGCTTTTTATTAATTT 270

Ad05A6524 Aradu.A05 6524 p4 (ATTT)5 20 21578325 21578344 CGGAGACACCAAACTTAATTTCA TTTCGTTAATACCCCCTCCC 131

Ad05A6527 Aradu.A05 6527 c (AT)6(AG)10 32 21629923 21629954 TATATCAAAGGTGGCGAGGC ATTCTAGCCGGTCTTGGCTT 269

Ad05A6532 Aradu.A05 6532 p2 (AC)6 12 21653674 21653685 TCTACCACGGCCTCTACCAC CTGTAGAGCCTGAGGGATGG 242

Ad05A6534 Aradu.A05 6534 p2 (TA)7 14 21659804 21659817 TGATGCAGATGACTGTTAGCG GAACGACGCCTGATTCAAGT 274

Ad05A6535 Aradu.A05 6535 p3 (TGG)7 21 21662499 21662519 TGGTCCCAATTGGTGATTTT TTCAGAACCCCTCAACAAGG 225

Ad05A6537 Aradu.A05 6537 p2 (CA)6 12 21668485 21668496 CGGCAGAACCTGAAGAATAAG GGTTTTGGGACTTCAATGCT 280

Ad05A6542 Aradu.A05 6542 p2 (AT)9 18 21706207 21706224 GCAATTGGGCATCTTCTTTT TTTGAGGAGAGAGAAAGGGG 271

Ad05A6544 Aradu.A05 6544 c (A)10cagtgaaaaaaaaagaaaaaaatatttttcc(A)1051 21724202 21724252 TGAATGAATGCCTGAACAGTG TTGGCTTTTTCTGCTTGCTT 215

Ad05A6545 Aradu.A05 6545 p3 (AAT)24 72 21731271 21731342 GAAAAATGGGTGCACATTCA CCATGCATCTTTTTCATCCA 245

Ad05A6546 Aradu.A05 6546 c (T)10ctctctc(T)10 27 21735115 21735141 ACGAAACACAGCCTAACACG CGGTCCCTTATAAGCCCATT 189

Ad05A6547 Aradu.A05 6547 p3 (ATT)5 15 21735952 21735966 TAACAGAGGTTATTGCCGCC AATCCCATATCCTGCACCAC 279

Ad05A6550 Aradu.A05 6550 p3 (TCT)8 24 21740721 21740744 CGCTGAGCTTCTCCCACTAC GTGGTGACGATGACGATGAC 220
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Ad05A6551 Aradu.A05 6551 p3 (TGA)5 15 21741312 21741326 GAAACACCTGCGTCTCGAAT CTCTTCCTCCTCCTCCCACT 237

Ad05A6552 Aradu.A05 6552 p3 (AGA)5 15 21741444 21741458 GTGTTGTTGGTGACAACGGT GCGCTTAGACACCACGTGTA 279

Ad05A6554 Aradu.A05 6554 c (ATA)12ttt(A)11 50 21742679 21742728 TTTTGAGAACCCAGCAAAGTC AGAAGCACCTTCTCCCTTCA 263

Ad05A6555 Aradu.A05 6555 p3 (ATA)7 21 21744492 21744512 GGTCAGATCAAATTGTCCAAAA CAAGAAACCACCTTCTCCCA 222

Ad05A6557 Aradu.A05 6557 p2 (AT)6 12 21769289 21769300 TTCAAAAGCTCTCAAAACAACC TGTTAAACGAGAGTTCTCCTATCTTT 273

Ad05A6558 Aradu.A05 6558 p3 (TTA)5 15 21770192 21770206 AGTCGAGTGGCTGAGAAGGA ATCGGAAAAAGAAGAACCCG 242

Ad05A6565 Aradu.A05 6565 p3 (CTT)5 15 21778849 21778863 CCACGGTTGAAACTGTTGAA GGGCTAGGAATCCTTCTTGG 194

Ad05A6566 Aradu.A05 6566 c (AC)8tctctctctttttctttctt(TC)1362 21780196 21780257 TCAAACGCAAAACCCTTCTC TGGAGGCTTCCACAGAGACT 280

Ad05A6568 Aradu.A05 6568 p2 (TA)9 18 21789170 21789187 ATAACTCGCATACGCGAACC TCCCCTCATCGTTTATTGTTTT 238

Ad05A6571 Aradu.A05 6571 p4 (ATAA)5 20 21814277 21814296 TTTGAATCAAGGGATGTTGATG TCCGACCTCCCTAGTCATTG 187

Ad05A6573 Aradu.A05 6573 p3 (TTA)6 18 21819511 21819528 TTGGTCCTTTTGAAGATGTGG CCCTCAAAGTTAGGGACCAA 257

Ad05A6574 Aradu.A05 6574 p3 (TCA)26 78 21820739 21820816 TTGGGGACGATTTTGATTCT CAGTGTCAAAATTATTCGTGTGC 173

Ad05A6575 Aradu.A05 6575 c (TTA)14tgtattttttatgatttactc(TTA)24135 21821221 21821355 TTGCATCAAAATCCAATCTCT TCTGCAGCAACAGCAGAAAC 239

Ad05A6578 Aradu.A05 6578 p2 (TG)7 14 21830635 21830648 GCCATCTCTAGACGTGAGGC CGCACTCGAAATGTTGAGAA 271

Ad05A6581 Aradu.A05 6581 p2 (TA)6 12 21862163 21862174 CCCCTCTTTGTTGAGAGCAA GCAACAAATGAATGAAGTTCG 278

Ad05A6582 Aradu.A05 6582 c (ATTA)6actttattaaatcttgtcatttttatttatgttattaattaattaattaattgttgtttaatttgc(AT)7104 21863366 21863469 CCCCCAATTCATTTGACACT TCGGAATGAATGCAGCAGTA 169

Ad05A6584 Aradu.A05 6584 c (TTC)5attatttttctttttcgttatcgtcgtcaccaatactat(CTC)569 21866706 21866774 TCGTTATCGTCGTCACCAAA AATCGAACAACACCTCAGCC 270

Ad05A6585 Aradu.A05 6585 p3 (AAG)6 18 21867581 21867598 TTTTCCTCTTTCTCCTCCTCA TGCTTGCTCCCTAGCATTTT 229

Ad05A6586 Aradu.A05 6586 p3 (AGG)10 30 21868227 21868256 GAAAAAGGAGGAGAAACGCA CCTAACGGCAGGACAACATT 280

Ad05A6588 Aradu.A05 6588 p3 (TCT)5 15 21879850 21879864 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 199

Ad05A6590 Aradu.A05 6590 p2 (AT)6 12 21889889 21889900 GGCACTTTTACCGTACTGGG CGGACAAGGCATAAAGGAGA 238

Ad05A6591 Aradu.A05 6591 p2 (AG)16 32 21891498 21891529 AAGGTGCTTCAGGATCCAAAT CTTCCGTTGCTCCATCTCTC 212

Ad05A6595 Aradu.A05 6595 p3 (ATT)15 45 21899539 21899583 AAACCTCTGTTTATAACACCCG TGCACATGCATATAAAAATTCACA 272

Ad05A6596 Aradu.A05 6596 p3 (ATT)6 18 21899692 21899709 TGCAACTAGTTAAAATGGAACAAA CTCATGATAAGGCCAGGTGA 139

Ad05A6599 Aradu.A05 6599 p2 (TG)18 36 21916204 21916239 AAACGCATATCGGCGTTAGT GGTGAGGTATTACGACGCCT 276

Ad05A6600 Aradu.A05 6600 c (A)12ccaacactgnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncttgacc(A)1172 21935145 21935216 AAAATTGGGGGTTGTCCAAT CAAATTCGTGGAGGCAGTCT 276

Ad05A6603 Aradu.A05 6603 p3 (ATT)7 21 21938037 21938057 CAGATCAATCCCCAATGTTTTT ATTGTCCACATGCACAAAGC 235

Ad05A6604 Aradu.A05 6604 p3 (TTC)11 33 21941129 21941161 CGGATCCACGCTCACTCTAT CCATTGGAGAGGGTTAGCAA 228

Ad05A6612 Aradu.A05 6612 c (ATA)7(GTA)8 45 21972361 21972405 CGGGTCTTTGAATTTGCCTA AGGGTTGTCATCAAGTCCCA 249

Ad05A6613 Aradu.A05 6613 c (ATA)7(GTA)8 45 21974011 21974055 TTTTGGTTCACCACTGCGTA ATAATTGTGGCCCGAAAGTG 254

Ad05A6614 Aradu.A05 6614 p2 (AT)12 24 21981576 21981599 TAGGGAGCCAAATTGTTTCG TGAAAACTCAGGTGCAGTCG 274

Ad05A6618 Aradu.A05 6618 p3 (CCA)5 15 22001480 22001494 TCAGCACAGAGGCGATAGAA TCTCTTGGTGATGCTGTTGC 259

Ad05A6623 Aradu.A05 6623 p3 (GAG)5 15 22044091 22044105 AGGAAGAGGAGAAGCCGAAG TATCAGATGGTCCAGGAGGC 148

Ad05A6624 Aradu.A05 6624 p3 (ATA)8 24 22048120 22048143 TTGCAGGAGCAGACACAAAC CATGTTCCAAATATCATGCCA 266
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Ad05A6627 Aradu.A05 6627 p2 (AT)8 16 22049095 22049110 TGACGCAAATCTGAACCTCA TTTTTGGCCTTTTGGTTTTG 246

Ad05A6630 Aradu.A05 6630 p2 (AC)7 14 22060218 22060231 ATCGTCCGTCTATGTTGGCT AGAAGTGAGGGAGACGGGTT 234

Ad05A6633 Aradu.A05 6633 p2 (AT)6 12 22069153 22069164 CACCCAAGAGATTCTTCCCA TCCGAAAACAAACGCTACCT 250

Ad05A6634 Aradu.A05 6634 p3 (TTA)7 21 22071373 22071393 TCTACCCCTCCTCCTCCTTC ACCATTATACCATTCCCGGC 273

Ad05A6635 Aradu.A05 6635 p2 (TC)7 14 22071519 22071532 TCTACCCCTCCTCCTCCTTC ACCATTATACCATTCCCGGC 273

Ad05A6637 Aradu.A05 6637 p2 (GA)26 52 22073411 22073462 GAAAATGGTTCTGATACGCCA GGATAGACGGGAAGGGACAT 276

Ad05A6638 Aradu.A05 6638 p3 (TTG)8 24 22077928 22077951 CTATCCAAGAGGTGGCCAAA TCCATTATCAGTACTAATCGCATGA 252

Ad05A6640 Aradu.A05 6640 p2 (TA)8 16 22078695 22078710 TCCCCTAAAAATTCCAATATGC CCGTCATGTCGTCGATAAAA 252

Ad05A6644 Aradu.A05 6644 p3 (AGA)5 15 22086449 22086463 TTTCCCACCTCGAAAGAGAA GCTTCTCGATCTCTGTTGATCC 223

Ad05A6648 Aradu.A05 6648 p3 (GAT)5 15 22092546 22092560 TGGGTTGAGATAGCGAATTG CCACTGTCCTTGCCAAACTT 239

Ad05A6649 Aradu.A05 6649 c (TG)7cgcgcgtgtgtgt(TG)741 22093704 22093744 ACCGTTTAAGTGTGATGCGA ATGGCCTAATCAGTTGTGCC 280

Ad05A6650 Aradu.A05 6650 p3 (TCT)5 15 22094941 22094955 CCTCTAACCCCCTTCGACTC GCTTTGGCCCATGTAGTCAT 244

Ad05A6655 Aradu.A05 6655 c (T)10aaaaaaaccgaaaaaaaatttttttttacaaacatac(AT)1373 22110488 22110560 TGAGAATATTACGACGACCTCA TTTCCTTTTCAGGATGAACGA 273

Ad05A6664 Aradu.A05 6664 p3 (ACA)6 18 22142283 22142300 TTCGGCTTTCACTTCAGACA CTTAAAATCAGCCGGCTCTG 225

Ad05A6665 Aradu.A05 6665 p2 (TC)10 20 22148315 22148334 TCATCCATAATCGACCACGA ATTGGAATTGCGCATAGAGG 264

Ad05A6666 Aradu.A05 6666 p3 (AGA)5 15 22150965 22150979 AAGATTACAAAAAGGAAAAGAAAGATT CAATGTACATCTGCCCCTGA 192

Ad05A6672 Aradu.A05 6672 p3 (GAA)5 15 22193998 22194012 TCAACAGTCAGCATTCAGCA CATCGCACAATATCCACCAC 257

Ad05A6673 Aradu.A05 6673 p3 (AAT)20 60 22198977 22199036 CGAAAAATTCAGGCATCGAC TGATGGATGTTGTTGTTATCCTG 277

Ad05A6675 Aradu.A05 6675 c (CTC)8(ATC)9 51 22206034 22206084 TTTGCACCCAAAATATGATGT GAAGAAGACAACGACAATAACGA 269

Ad05A6676 Aradu.A05 6676 c (TC)6(TG)10 32 22209232 22209263 GAGTCAGATAGCAGATGCATGA GAGAAGGGTTTCACTGATTTGG 243

Ad05A6680 Aradu.A05 6680 p2 (TA)10 20 22214506 22214525 TGAATTGAAAATTGTTTAGCAGGA TTTCCGTGGCTAATCATAAAAGA 265

Ad05A6682 Aradu.A05 6682 p3 (TAT)5 15 22226306 22226320 GACAACGCAGTCACGAAGAA GCTGGTATTAACCTGCACCA 257

Ad05A6691 Aradu.A05 6691 p2 (AT)10 20 22255244 22255263 GAAGCAGCCTTCAGAACCAC CATGCATGGACCTTACCTTG 180

Ad05A6692 Aradu.A05 6692 p2 (AT)11 22 22257477 22257498 GGATCGGACCGGTTAGTACA ATGCTGATAATGGTGGAGGC 181

Ad05A6694 Aradu.A05 6694 c* (ATA)5(GTA)16(TA)8*77 22281675 22281751 TTGAGGTGGCAAGGTATTACG TGGGTCATTTTGGGATTCTC 135

Ad05A6696 Aradu.A05 6696 p3 (TTC)5 15 22292655 22292669 GCAGCAGCAGAAGATGATGA CAAATTACTTGGAAGGGGATGA 269

Ad05A6697 Aradu.A05 6697 p3 (AAG)7 21 22292855 22292875 AAGTTCATCCCCTTCCAAGT TGTGTGCCGATAAGTTCTGC 263

Ad05A6698 Aradu.A05 6698 p3 (AAG)5 15 22293390 22293404 AGGAGGAGGTGGTGTTGTTG TAATAGTCCGTGCATTCGCA 225

Ad05A6699 Aradu.A05 6699 p6 (TATATG)5 30 22293558 22293587 TGCGAATGCACGGACTATTA AGCCACGTTTTGGCTTTCT 254

Ad05A6700 Aradu.A05 6700 c (ATT)8actattattac(TAT)550 22297245 22297294 TCCTGAAATAATTAAGAGTGAAGTTGA TCGGCCAAAGGGAAATAAAT 269

Ad05A6704 Aradu.A05 6704 c (TAAAT)5atggtcaagaatttatttg(T)1256 22308432 22308487 TTTCATGTTCTGTACCAACAATCT GTTCCCGCATTGGGTTAGTA 182

Ad05A6705 Aradu.A05 6705 p3 (AAT)5 15 22310421 22310435 AACACCTCTGGATCACCTCTG AGCCTCTTATCACCCCGTCT 260

Ad05A6706 Aradu.A05 6706 p2 (AT)6 12 22310762 22310773 AGACGGGGTGATAAGAGGCT CATGCATGGACCTTACCTTG 237

Ad05A6708 Aradu.A05 6708 p2 (TG)6 12 22328291 22328302 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 129



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A6709 Aradu.A05 6709 p2 (TA)9 18 22336031 22336048 TCATTTTGGAAACTCACAATTTTT TGATCTGGTGAGCTGGTGAG 280

Ad05A6710 Aradu.A05 6710 p3 (TAA)16 48 22339973 22340020 AAGTGATACCTCATAGCATTCAACT GCTCTTCTTTTAGGTACATCAGCA 260

Ad05A6712 Aradu.A05 6712 p2 (AT)7 14 22343565 22343578 AAAGGTCCAATGGCGAATAA AGGTTGAGCCTGGAACTTGA 159

Ad05A6714 Aradu.A05 6714 p3 (AAG)5 15 22352208 22352222 AATGGGAGGAGGAGGAAGAA AACAATAAATTTTGACGGCCC 248

Ad05A6715 Aradu.A05 6715 p2 (AT)8 16 22352564 22352579 TGTTTCTGGTCATCACTTAACCA GATGTGGATTTAAAACGTGATTG 278

Ad05A6718 Aradu.A05 6718 p3 (GAA)5 15 22358516 22358530 GCTCACAAACAGTTCCACCA TGTTGCTTCCAGAGAGCCTT 195

Ad05A6720 Aradu.A05 6720 p3 (TTA)5 15 22359396 22359410 GCTGTAGCAAAGCTGGAAGG ATTATTTTCGGGAAGGGGTG 169

Ad05A6726 Aradu.A05 6726 p3 (TAA)5 15 22368741 22368755 TTTCGTTCCAAAAGTAAAACATGA ATTCGAAGAAGGCATCGAGA 185

Ad05A6728 Aradu.A05 6728 p3 (ATA)6 18 22395823 22395840 TGCAATTTTTATTTGGTCTTTTT AATTCTAACCGCAAAATGTGA 216

Ad05A6729 Aradu.A05 6729 p2 (AG)19 38 22397149 22397186 AGAAGAGTTTGGAAACCGCA ATCCCTCCTCGCTCTCTCTC 152

Ad05A6738 Aradu.A05 6738 p3 (TTG)16 48 22430409 22430456 AGATTGCGGCCTCTTACAAA TTCACACATTAAAATTAACCATCAAAA 233

Ad05A6741 Aradu.A05 6741 p2 (TA)6 12 22437639 22437650 CTTTGTGTGTTTGGGGCTTT ATTTCAAGATGTGGCGGAAA 100

Ad05A6745 Aradu.A05 6745 p3 (TTA)23 69 22446382 22446450 GAATATTTGGATCATTTTCAATGG TCGAAGCCAACTATGAAATCG 246

Ad05A6747 Aradu.A05 6747 p2 (TA)7 14 22447584 22447597 AAAAATTAGCCATGTAACCAGTAAA ACAAAAATTCTGATCTTTTTAGTCAAT 205

Ad05A6749 Aradu.A05 6749 p2 (TC)8 16 22452621 22452636 TCATGAGGAACACTGCTGGT GGCCCCTTAAGCTCCTTAGA 224

Ad05A6754 Aradu.A05 6754 c (A)10cttgaaataagagctatcttatgg(T)1347 22472870 22472916 AAGAATAAAATTGTGAGAAATTCAATG GGGAGTAGGGACTTCCAGTTG 232

Ad05A6755 Aradu.A05 6755 p3 (GAA)5 15 22473027 22473041 CCAACTGGAAGTCCCTACTCC AGTTTATAGCACGCCGATGG 124

Ad05A6756 Aradu.A05 6756 p3 (AAT)12 36 22480494 22480529 TTTGGACACCATTCCCAACT GGCAGCAATTTGTTGAGACA 248

Ad05A6757 Aradu.A05 6757 p3 (AAC)7 21 22480819 22480839 GGAATCCAACCAACCACAAC TATGGAGGAGATGGCTACCG 227

Ad05A6759 Aradu.A05 6759 p2 (AG)25 50 22492113 22492162 ACCATTCACTAACCCATCGC CCTCTGTTCCCAGTCTCTGC 170

Ad05A6765 Aradu.A05 6765 p3 (CTT)5 15 22502878 22502892 TGCATTCCATGCAACTAACA TGCATGGTAACAACAAAGCAA 261

Ad05A6771 Aradu.A05 6771 c (AAC)8aataatgaaacaccaatgaaacaacaatggaatcaagtaaaaacagaagaagtaagagcagaaacag(AAC)5106 22530574 22530679 CAGAAGCACCAGCAAAAACA CGCTGCTTCTTCTTCTTCCA 273

Ad05A6772 Aradu.A05 6772 p5 (AAAAT)5 25 22532713 22532737 CGCACACTTTTCTCTCCCTC GTCCCCTCTGTGTCTGGTGT 260

Ad05A6777 Aradu.A05 6777 p4 (AGTT)5 20 22555070 22555089 AATTTGGCGAAAACGACAAC CGCATTGCTCCTGTCTATGA 276

Ad05A6778 Aradu.A05 6778 p2 (TC)6 12 22555276 22555287 GGTCGGAAGTTTGAACTGGA TCCGAGTTCACCATGCATTA 264

Ad05A6781 Aradu.A05 6781 c (T)10ccgttttcttttctcctttttttttcgtttttctc(T)1055 22563132 22563186 TTTTGCCTTGGATCACAACA TGTGGTTCATGAATGTTGGC 220

Ad05A6782 Aradu.A05 6782 p2 (CT)6 12 22586151 22586162 CATTTGGATCCCTCTTTCCA CGGAAAAGCACACCAAACTT 113

Ad05A6784 Aradu.A05 6784 c (A)10tattttttcg(A)1030 22587533 22587562 TGGCTCTTGAAAGAATGAGGA GCACACTCTTTTTGCCTTGG 184

Ad05A6786 Aradu.A05 6786 p2 (TA)12 24 22605748 22605771 TGGGCTATTTCTTTTGATGATG CGGGTATAAGTTGCATTGCC 222

Ad05A6787 Aradu.A05 6787 p2 (AG)8 16 22608291 22608306 CCACTCAATCCGACAAGGAT GCGGGTTAGGTCTGGTTGTA 256

Ad05A6788 Aradu.A05 6788 p4 (AGAA)5 20 22608497 22608516 CAGTGAGCATAGTCCGCAAA TGAACGCTCAATTGCCTATG 274

Ad05A6791 Aradu.A05 6791 p5 (AAAAT)5 25 22614022 22614046 AAAGCTCAATGGGACAGTGG ACCATGATGCAAGAACAGGG 255

Ad05A6793 Aradu.A05 6793 p2 (AG)6 12 22614727 22614738 AAAGGTGAACATTCAAAACCTTG CAGTTCACCGGTTTATTGCC 277

Ad05A6796 Aradu.A05 6796 p2 (AT)8 16 22622654 22622669 ATTGCATGACAAATGGCAAA TCTCATCTTCTCCTCGCGTT 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A6800 Aradu.A05 6800 c (A)11ttgacaatggcatgattttgtagaaata(T)11aaaaaatgaatacctactatttaggg(A)1086 22670535 22670620 TTGGTTGGTGATGGTGAATG TTGAAGCAAGTTAAGAATTTCAGA 220

Ad05A6803 Aradu.A05 6803 p2 (CT)20 40 22684898 22684937 ATCATCTACCCAGCACCAGC GCTTCATGGTTTCGGTGATT 166

Ad05A6804 Aradu.A05 6804 c (GA)22tggtaatggtgataataaagatggaatggttggtggatgaaagat(AG)7103 22685475 22685577 CACCACCTTGTTGTCGTCAC CTTTCATCCACTAACCATTCCA 269

Ad05A6810 Aradu.A05 6810 p2 (CT)25 50 22711299 22711348 TTGAACAACGGATGGACTCA AAACGTATGAATGTTATGTGTATGAAC 188

Ad05A6813 Aradu.A05 6813 c (ACC)5agaacagaagcccaaccaga(ACC)6agtatcatcatgg(TCA)5gaacattttccaaaatcaaccaaaagctcaagctgaacaagaac(CCA)6143 22757512 22757654 AAAATGGTCCCCAAGGTTTC CATGTTGCTTGATTTTGATTTTTC 279

Ad05A6814 Aradu.A05 6814 p3 (GAA)38 114 22757877 22757990 TCACAGAAATGGTGGTGGTG AAAATCGTCCTTTTTACCAATTT 277

Ad05A6818 Aradu.A05 6818 p3 (TAT)6 18 22767060 22767077 GAGGGGAGTTTGACACGAAT AGGTTGTAACATTCACCCCC 258

Ad05A6821 Aradu.A05 6821 p3 (GGA)5 15 22778508 22778522 GCAAGGTATACACGTGGCTG GGACACACTGCCATGATTTG 143

Ad05A6822 Aradu.A05 6822 p2 (TA)7 14 22782197 22782210 GAGGCTGATTTGGAGAAAACC GGACGTAAATCAAAAGTGGCA 244

Ad05A6827 Aradu.A05 6827 p2 (CT)7 14 22786043 22786056 CGCACTGCGTTACCATTAGA GTGGCAGAAGAAGCAGAAGC 270

Ad05A6828 Aradu.A05 6828 p3 (AGA)7 21 22788456 22788476 TAGAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 247

Ad05A6829 Aradu.A05 6829 c (TA)6tttctataaatcagt(A)1138 22796046 22796083 AAAACCAACCGGGAAGAGAT TTGTTTCCAATACCTCGCCT 175

Ad05A6830 Aradu.A05 6830 c (TA)6tttctataaatcagt(A)1239 22802471 22802509 AAAACCAACCGGGAAGAGAT TTGTTTCCAATACCTCGCCT 176

Ad05A6833 Aradu.A05 6833 p2 (GA)8 16 22816803 22816818 GGAGGGTTGAGTGCGTGTAT CCCCACCAACTTCAACTCAT 175

Ad05A6836 Aradu.A05 6836 c (AT)7acgtgtgtg(TGTA)1271 22827537 22827607 CGGTTTTCTGTATCGACGCT TAGGGGTATGGTGCCATTGT 220

Ad05A6837 Aradu.A05 6837 p3 (TAT)6 18 22831697 22831714 TTCAAAAATTTGGGAATCGG GATCCAAACCAAAAACCGAA 212

Ad05A6838 Aradu.A05 6838 p4 (TAAA)5 20 22838638 22838657 AGGGGCAGTGATTTGAGATG CTCTCCCCTCTCTAATTTTCG 231

Ad05A6840 Aradu.A05 6840 p3 (GAA)6 18 22849172 22849189 TTGTTGTTTCACCCCTCACA CTTCTTGTGACTTGCCGGTT 211

Ad05A6841 Aradu.A05 6841 c (TTA)5acagaagtcacgtttgattcacc(AGA)656 22854761 22854816 AAAACGACCCTCCATCTTCA GAAGTGCAACAGTTTCCGCT 264

Ad05A6842 Aradu.A05 6842 p3 (GAA)5 15 22855157 22855171 GGGATGTTTGGTTCTGATGG TTCTCCGAACCCTTCATGTC 216

Ad05A6843 Aradu.A05 6843 p3 (ATT)6 18 22857752 22857769 TAGCGTTCGTTGCAATGTGT TTTGTGCATTGAATTGTCCTTT 238

Ad05A6844 Aradu.A05 6844 c (TAT)21taaagagtttaatcttgtataatatctttaca(T)10105 22858560 22858664 TTGATTCATTGGTTTCTCCAAA TTGGATTAGGGAAACTGGTTTAG 267

Ad05A6848 Aradu.A05 6848 c (A)11catgtggagttaggccaatggatgagcttcgaactgttggg(T)1062 22863205 22863266 CCACTTAAGCAAGTGTCGGG CTCCACATAAGAAGGGAGCC 224

Ad05A6852 Aradu.A05 6852 p2 (CT)7 14 22870983 22870996 CCACCCTCTCTCTCATCACC AAGTTGCTGTAGCGGCAGAT 178

Ad05A6853 Aradu.A05 6853 p2 (TA)7 14 22880311 22880324 GGAGTTGGCAAGAGAGAACG GTCCTCGAAAATCCGAATCA 164

Ad05A6857 Aradu.A05 6857 p2 (TC)6 12 22909646 22909657 TGACTGAGGTGGGAGCTTTT GTTGAGGAAAAGAGGAGGGG 169

Ad05A6859 Aradu.A05 6859 p2 (GA)6 12 22914027 22914038 GAATGATACGGCCTCTCCAA TTACTCATGGAAACTCGTCTACAG 250

Ad05A6861 Aradu.A05 6861 p2 (AT)6 12 22916586 22916597 GCAATCTGGCTAGATGGGAA AATCCAACAAGTCAGGACGC 210

Ad05A6863 Aradu.A05 6863 p3 (AGA)5 15 22924275 22924289 TGATAGAGTGAAGAGAAGATGGAAA CTCTTTGCTGCATACTATTCTTTTT 156

Ad05A6864 Aradu.A05 6864 c (TA)6ca(TG)9tt(TG)1054 22926163 22926216 TGTAACGATGCGGTGAGAAG ATCTCCGTTAATCCCCGAAG 266

Ad05A6865 Aradu.A05 6865 c (CT)8gcgctcgcatagaagaaaccctatcagc(CT)656 22926469 22926524 GTCTCTCGTTCCCATTTCCA TCGCGAAGATGGGACTTAAC 268

Ad05A6866 Aradu.A05 6866 p2 (CT)9 18 22926701 22926718 GAGCATCTTCTCGGAGTTGG GGATCGAAGACAGAGGCTTG 135

Ad05A6867 Aradu.A05 6867 p3 (AAT)24 72 22936513 22936584 AAACAGCCGAATAATCTTAAAACTG TGCGTCTAATCTCCTCCTCC 275

Ad05A6877 Aradu.A05 6877 p3 (TTA)5 15 22975022 22975036 TGATATACGTGAATCGGGTAACA CGTTTTTCCTCCAAAACGAA 270
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Ad05A6878 Aradu.A05 6878 p3 (ATA)17 51 22975335 22975385 TGAGAGATCGACACGTCACC CCTATCAACCAAAAATCTGCAT 141

Ad05A6886 Aradu.A05 6886 p3 (TCT)5 15 22990881 22990895 GCCTTGTCGTTGTTGGTTTT TGAGTGTGTTTCATGCTCCC 136

Ad05A6888 Aradu.A05 6888 p3 (CCT)8 24 22996818 22996841 TTCATCTCTTCCGCGTTTCT TGTTGGTGATGACGATAACGA 120

Ad05A6889 Aradu.A05 6889 p2 (AT)8 16 22997903 22997918 TTGTTAATACGTCAAATTGAGAGG TCGTTATACAAAAACATCTTACCCA 229

Ad05A6890 Aradu.A05 6890 p2 (CT)13 26 22998524 22998549 GTTGGAGAAATCCGACGGTA CAGCTACAGCAGCAGAATCG 228

Ad05A6891 Aradu.A05 6891 p2 (CT)6 12 23014940 23014951 TCTCCTCTCCCCCACCTTAT CGGAAAAGCACACCAAACTT 140

Ad05A6893 Aradu.A05 6893 p5 (AAGAT)5 25 23050710 23050734 CCGACCACTTCTCAAAGAGC CCTGGGTGCTCCAGTGTATT 228

Ad05A6900 Aradu.A05 6900 p2 (AT)7 14 23109481 23109494 GCAACACCCTACCACACAGA GGTTTATCTTCGCAAACCGA 277

Ad05A6901 Aradu.A05 6901 p3 (TTC)5 15 23112804 23112818 GTCTTATTTGGCCCGTTTGA TTTTCATTGCCACCGTAACA 273

Ad05A6902 Aradu.A05 6902 p2 (AT)8 16 23123876 23123891 ATCTGCTCTGCACTCAACCC CGGGTATCCAATCCTATCCA 228

Ad05A6912 Aradu.A05 6912 p3 (CTC)5 15 23137104 23137118 TGCCTGTGATGGAGAGTACG ATAGCGATGAGGAGCAGAGC 193

Ad05A6918 Aradu.A05 6918 p2 (GC)6 12 23163300 23163311 CCAACTCTAAGCCGTCCTTG GGATGGGTAGTGGAGGGAAT 216

Ad05A6919 Aradu.A05 6919 p2 (AT)7 14 23171582 23171595 TTCCTTCATCGGGCTTTTAG GATGGAGCAACATACCAACG 263

Ad05A6924 Aradu.A05 6924 p2 (GA)7 14 23196114 23196127 TAGAAGAAGGACCGCCATTG ACGAAGATGGTCATGGCTCT 275

Ad05A6925 Aradu.A05 6925 p5 (AAGAT)5 25 23206313 23206337 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 166

Ad05A6926 Aradu.A05 6926 c (T)11atcaaaaaggttatgattcatctctattgaaaatacaaaaaatttgatt(A)1070 23220812 23220881 TGGTCTCCATACATTAAAGTCGC CCTACGGTTACGGTTGGAAA 201

Ad05A6931 Aradu.A05 6931 p5 (AAACT)5 25 23236609 23236633 TGGAAGAACAAAAATGCATCA GCCAAGAATTGAAGGAAAATCA 280

Ad05A6932 Aradu.A05 6932 c (AG)6attggagtcggcatggc(AG)947 23244806 23244852 GTGCTACTGCGTCACCATTG CCACCGAAACAAAGCAAAAT 253

Ad05A6934 Aradu.A05 6934 p3 (TAC)5 15 23247727 23247741 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 277

Ad05A6935 Aradu.A05 6935 p2 (TA)7 14 23255187 23255200 TGAGGAGAGAGAAAGTGGTTAGG CTTGGTGTTTTCCCTCCAAA 172

Ad05A6938 Aradu.A05 6938 p2 (GA)7 14 23270957 23270970 GTGCTACTGCGTCACCATTG CCACCGAAACAAAGCAAAAT 249

Ad05A6942 Aradu.A05 6942 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 23277820 23277873 TCCACATACTGTTATGGCACG CCCAAAATCATGCCTAATTCA 276

Ad05A6948 Aradu.A05 6948 p3 (ATA)6 18 23305532 23305549 AATGGGACTGGAAGCAACAC CGGTTACACAAAAGATTATTAAAGTTG 277

Ad05A6950 Aradu.A05 6950 p3 (AGA)5 15 23309104 23309118 TGAGCAGCAGAGAAGACCAA CGGATCTTACAGACCCCCTC 200

Ad05A6951 Aradu.A05 6951 p2 (AC)7 14 23309429 23309442 CCCTTGGCCCAATAAACTAA ATGGCTTACCTCAAACGGTG 214

Ad05A6953 Aradu.A05 6953 c (AG)18atat(AG)8 56 23330220 23330275 TAGTGCTTATCGGCAGCAAA TCCGGTTTTTAGAACCATGC 246

Ad05A6957 Aradu.A05 6957 p2 (CT)22 44 23339386 23339429 CGACACGGTGAGTTCCTCTT CTTTCCCCCTTTCCTCAAAC 273

Ad05A6958 Aradu.A05 6958 p2 (TA)6 12 23365987 23365998 ATCTTCACAGCCGGATTTTG AAAAATCGCAACTCGAAAGC 135

Ad05A6959 Aradu.A05 6959 p2 (AC)15 30 23367331 23367360 ACCAGCATGACCAGTTGAAA CCTCCGTACAGGTATTCAGCA 151

Ad05A6961 Aradu.A05 6961 p2 (AT)6 12 23375015 23375026 TTTGTGTGGGGTTTCCTATTG TTCGTTTTTGCCTTGTCCTC 176

Ad05A6966 Aradu.A05 6966 p2 (AT)6 12 23402179 23402190 GCAATTGACCGTTGTACAGG GCACGGGTCATCATGCTAGT 210

Ad05A6969 Aradu.A05 6969 p3 (TTG)5 15 23411182 23411196 GGTGGTCAAACGAGACCTACA CCACCCTATCCCTACGTTCA 248

Ad05A6971 Aradu.A05 6971 p5 (AAAAT)5 25 23415245 23415269 GTTGTTTGTATTAAAAATTGTTCTCG GCCAACCAACCAAACTTTCA 261

Ad05A6973 Aradu.A05 6973 p3 (CAC)5 15 23418335 23418349 TCGTGGTGGTAGGTCACAAA GGGGCTGCTATGTATGCTGT 279
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Ad05A6978 Aradu.A05 6978 p2 (GA)7 14 23451393 23451406 TTGCTATGAAGAAAGAACACGAA GGCTTTTTGGGATTCAGGAT 231

Ad05A6979 Aradu.A05 6979 p2 (TC)8 16 23451716 23451731 ATGCAATAGCCGTTATTCGG TTTCATTGCGCAACGTTTA 278

Ad05A6981 Aradu.A05 6981 p2 (CT)6 12 23457683 23457694 TTTGAGAGAGGATGCAACTTGA AGCCAGAGAGAAGGGAGGAA 261

Ad05A6983 Aradu.A05 6983 p4 (TAAA)5 20 23478168 23478187 TAAATCCGCCAGTAAATCCG CAGTCATTTGCCCTAATTTTGA 226

Ad05A6987 Aradu.A05 6987 p3 (GAT)8 24 23496435 23496458 TCCAATGTGGATTCTGCACT GTCACCACCATTGACATGCT 151

Ad05A6988 Aradu.A05 6988 p3 (TCA)5 15 23496591 23496605 ACAGTGAGATGCGGACACTG CGATGTTGTTGTTTGCATCC 139

Ad05A6989 Aradu.A05 6989 p3 (TTA)13 39 23497053 23497091 AAAACCCTGAAATGGCACAC AAAAATTCACCCAAACAAGTCC 127

Ad05A6994 Aradu.A05 6994 p3 (ATC)6 18 23515363 23515380 AAAGAACAACAACGGGAAGC TGTTTCTGCTCCTCCTCCTC 251

Ad05A6995 Aradu.A05 6995 p4 (AAAT)5 20 23535237 23535256 TTTAGCCCTGATGCTTTGGA TTCACTTTGAATTTTGGATGTCA 223

Ad05A7003 Aradu.A05 7003 p4 (AACT)7 28 23550424 23550451 CCCCTTTTTAATACTCAGCAGC ATCCAACACTTCCAAGCACC 173

Ad05A7009 Aradu.A05 7009 p3 (ATA)5 15 23591486 23591500 TGAAAATGCACTCAGAAGTGAAA CCCTACTTTTAAGAGTTTAGTGGC 178

Ad05A7011 Aradu.A05 7011 p4 (TTTA)5 20 23608501 23608520 ATTTTTGAATTCTCTCCCTCTTC TGCCTTTTTCCTTGTTCCTG 247

Ad05A7012 Aradu.A05 7012 p3 (TTC)6 18 23631706 23631723 CAAATTTCTTTCCCACCCAA CTAGAGGATTCTCCGGCCTT 277

Ad05A7013 Aradu.A05 7013 p3 (ATC)5 15 23656894 23656908 TTGCAATTACAAGGATGGAATG GACGATCCTATGCGAGAAGC 180

Ad05A7016 Aradu.A05 7016 p3 (CTC)6 18 23662736 23662753 TCCGACTTTTATCCAGGTGC GCTGAGAAGGAGTCCCTGTG 252

Ad05A7028 Aradu.A05 7028 p2 (AT)10 20 23724022 23724041 GCAAGACCGCTCTCAAAAAT GATATGGGCGCTGAAGTCAC 268

Ad05A7029 Aradu.A05 7029 p2 (TA)6 12 23727922 23727933 AAAAAGGGCCAGGAATGAAT TCCTTAGTCGGTTTTGTCTGG 257

Ad05A7030 Aradu.A05 7030 p2 (TA)10 20 23728677 23728696 TTGAGTTGATGCAAGAAATTACAA GATGATGCCAAAATTGTCCA 276

Ad05A7031 Aradu.A05 7031 p2 (TA)7 14 23730062 23730075 TGCAAAGCAAAGGTCAGCTA TGTTTTTCAGATGCAGGTCG 259

Ad05A7032 Aradu.A05 7032 p3 (ATC)7 21 23732556 23732576 CATCAGCAATCTTGACGGG TTGGTTGCCTCCTATCGTTC 219

Ad05A7038 Aradu.A05 7038 c (ACCAAC)5accaccaca(ACC)966 23744982 23745047 TTACCTCCTCCACCAACACC CCAAATTTCTGCTTTCCAGG 149

Ad05A7039 Aradu.A05 7039 p3 (ATA)6 18 23746602 23746619 CCACCAACCGCAATTTATTC TTGTTCTTTTCTGCTCCAATG 102

Ad05A7040 Aradu.A05 7040 p5 (ATTTT)6 30 23748757 23748786 GCCGTTCACGAGACGATTTA CTCTGCTCCAGCTATGGTGA 235

Ad05A7044 Aradu.A05 7044 p5 (ATTCA)5 25 23750555 23750579 AAAGCTGCAGAATCTGTGGG AATATGCCATGAGCCCACTC 261

Ad05A7045 Aradu.A05 7045 p2 (TC)10 20 23751966 23751985 TTGTGTTTGCCTGCATTTTC TCCAATGCTTGCCTCTTCTT 280

Ad05A7046 Aradu.A05 7046 p3 (CCA)8 24 23752327 23752350 TCACCACCTAATCCTCCACC TCCAAAATCCAGCACATTGA 159

Ad05A7049 Aradu.A05 7049 p3 (AGA)5 15 23759200 23759214 ACACACAGGAAAAGCTGCCT GAACCTGAATTGGGGGATTT 240

Ad05A7055 Aradu.A05 7055 p3 (AAC)5 15 23769328 23769342 GAACAAGACACCAAGGCGAT CGTTTGATTCATGTAGCCGA 271

Ad05A7057 Aradu.A05 7057 p3 (TGA)5 15 23787662 23787676 GAAATCATGGAGATGACGCC AGCACCAAGACATGGAACAA 279

Ad05A7059 Aradu.A05 7059 p2 (TC)6 12 23795189 23795200 TGCTTGGAGCATTGTTTTGT TTCAGAATTAAGAGGCCAGGA 176

Ad05A7061 Aradu.A05 7061 p2 (TC)6 12 23804676 23804687 TCTTGCTTCTTTGGTGAGCA TAGGCCAAGGAAATCAAACG 180

Ad05A7063 Aradu.A05 7063 p2 (GA)6 12 23811592 23811603 TGACGGCTGATGGTAGTGAC TACGGCTACATTCACATGCC 243

Ad05A7064 Aradu.A05 7064 p2 (TA)9 18 23812867 23812884 GCAGGTCCCCATACGAATTA TTGCCGAGGATATCGGTAAG 219

Ad05A7068 Aradu.A05 7068 p2 (TA)8 16 23837666 23837681 TTCGACCTGCGAAGTTAAGG CTGAGCGTCTGGAGTTTCCT 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A7070 Aradu.A05 7070 p3 (TCC)5 15 23845203 23845217 AATGGGAACCCCTTTTTGTC AAATTTGGAGGCACAAGTGG 213

Ad05A7073 Aradu.A05 7073 p3 (CTC)5 15 23869177 23869191 ATAACGCCACCAGATTCCTG ACTCGGACTCTACCACCCCT 236

Ad05A7074 Aradu.A05 7074 p2 (TA)8 16 23869602 23869617 TGAACGGAATGGAAAGAAGG GCATATGATGCATGCCTGTC 214

Ad05A7075 Aradu.A05 7075 p3 (TGA)5 15 23871711 23871725 AAACATGTAAGCCTAATTTGGAGC AACCAATTAAGCCGTTAGGTCTC 275

Ad05A7076 Aradu.A05 7076 p3 (ATA)13 39 23871836 23871874 TGGAGCTAAGTTGACTGATGATG AACCAATTAAGCCGTTAGGTCTC 257

Ad05A7079 Aradu.A05 7079 c (ATT)5t(TTA)6acagaagtcacgtttgattcacc(AGA)572 23874593 23874664 AAAACGACCCTCCATCTTCA TGAAGTGCAACAGTTTTCGC 262

Ad05A7082 Aradu.A05 7082 p3 (TCC)8 24 23876681 23876704 AACACTCGCCTCCTCAAAAA GCGTAGTAGGGTGGTTTGGA 224

Ad05A7083 Aradu.A05 7083 p3 (TCC)6 18 23882114 23882131 TTCATATCAGCAGCAGCACC CTGAAACATTCCAAGCAGCA 227

Ad05A7084 Aradu.A05 7084 p2 (TC)11 22 23882884 23882905 TTTGTAAAGGGAGCAGAGGG GTCAGCGAGAACACTCCTCC 210

Ad05A7087 Aradu.A05 7087 c (AC)23atataagtacaacataagagcaaagaac(AT)686 23898961 23899046 CCAGCAAAGCATTTAGACCA TGTCGAGGAATAATCAGAAAAGAA 278

Ad05A7092 Aradu.A05 7092 p3 (CAA)13 39 23908239 23908277 ATTTGGAAGACCACCATCCA ATCTTGCTGTGGAACAAGGG 211

Ad05A7094 Aradu.A05 7094 p2 (TA)6 12 23922768 23922779 GGCAGTCAGTATCGCCTCAT GCTTCGATCCACATTGTCCT 198

Ad05A7095 Aradu.A05 7095 p2 (TA)9 18 23924885 23924902 TCCGAAGTAAGATGGCTGATG CTATTTAGGAGGGGCGGTGT 271

Ad05A7096 Aradu.A05 7096 p2 (CT)8 16 23927726 23927741 TCGTCGTTCTTCTCCTTCGT GGTCTTCACCATCGCATCTT 131

Ad05A7098 Aradu.A05 7098 p2 (TA)7 14 23942408 23942421 CAAGGAGAAACGAGCAGACC AATTGGTGAGCCGTCAGAAC 237

Ad05A7102 Aradu.A05 7102 p3 (TCT)5 15 23976828 23976842 GGATCCTGTCTGTGTACGGC CATCAAAGAAGGATCGCCTG 253

Ad05A7104 Aradu.A05 7104 c (AG)17atagagagagtgtgtgac(TG)664 23982482 23982545 TTCAAAACCGTGCTCAGATG TCAAATTGTGCAGCCAAGAG 226

Ad05A7105 Aradu.A05 7105 c (T)11aattccaactctgaatagtgctatgtttttcccattcca(AAT)565 23989207 23989271 ACAATTTTCGCCACCAAGTC AGCACTTGTGCAACATCTGG 265

Ad05A7106 Aradu.A05 7106 p2 (AG)19 38 23991537 23991574 TACCGTTGGGAAATGAGAGC TCGTTGACGGGTCTCTCTCT 140

Ad05A7108 Aradu.A05 7108 p3 (ATT)5 15 23998608 23998622 AAAAAGAACAAAATCATGGGACA CATTACTTATTTGATCGTCAGAGTCA 256

Ad05A7110 Aradu.A05 7110 p2 (TA)6 12 24008851 24008862 AACCTCCATGGTCTCCCTCT TTCCGTGAAGGTTTTGAACA 209

Ad05A7111 Aradu.A05 7111 p3 (AAT)6 18 24011228 24011245 GGCTTTCGCCAAATATGATG TGCAATATTCTCATTTTCGAGG 245

Ad05A7112 Aradu.A05 7112 c (TA)6ggcttatacataagccacctttcttcctttagttttctttggttttccttaatggctttcgcggaatatgatgaaaccacagg(AAT)5110 24013876 24013985 AAAAATGAATGGACGAAGCC CCCCAGCAGACTACACATCC 271

Ad05A7114 Aradu.A05 7114 p2 (AT)7 14 24032508 24032521 TGGGAAAAAGTTGGTTTGGA TACTTTGGGGCATTTTGTCC 187

Ad05A7115 Aradu.A05 7115 p2 (TA)10 20 24037926 24037945 TTGATATTTTCTTATTTGCTCCCA AAGACAACAAAAATCAGTTATGGC 237

Ad05A7117 Aradu.A05 7117 p3 (AAT)5 15 24042971 24042985 AGCAACGGTCACAATACTGAAG TCCAATGGCTCACCTTTCTC 208

Ad05A7118 Aradu.A05 7118 p2 (TA)6 12 24053949 24053960 TATTATTGTCCCCCAAGCCA TGGTGCCTAAAACCCTATGC 236

Ad05A7123 Aradu.A05 7123 p2 (GA)7 14 24079412 24079425 AATTGGGTGGGTTTAGGAGG GACCCTTCAGGATCTGTGGA 225

Ad05A7124 Aradu.A05 7124 p4 (AGTT)5 20 24102291 24102310 AAATTCGATGCTGACCCAAG TGGCAACAATGCTGCTACTC 274

Ad05A7125 Aradu.A05 7125 p3 (GAA)9 27 24102441 24102467 TCATAGACAGGAGCAATGCG TGGCAACAATGCTGCTACTC 148

Ad05A7128 Aradu.A05 7128 p3 (AAT)6 18 24109336 24109353 GTGTGGGAAAATTGGGTTTG CCACATATTCATGCATCCCA 266

Ad05A7129 Aradu.A05 7129 c (A)11ttttcttc(A)10 29 24136333 24136361 TGCATGCATCATGTGTTTTG TCGAAAATGATGAAAAGATGGA 176

Ad05A7133 Aradu.A05 7133 p3 (AGA)6 18 24141905 24141922 AGTGGTCTTGATGGGCTTTG TTGGCTGAATACACCTTCCC 254

Ad05A7135 Aradu.A05 7135 c (AT)12aaagaaactatcccaaaaccaaacccaaaagacaatatacagaacctgtttctccaaaagaatctctaagaggagttaatatag(TA)6120 24156057 24156176 AAAGGATAAGCTACCGCGAA TTTCAGATGCAGGACGTGAG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A7136 Aradu.A05 7136 p2 (TA)6 12 24162546 24162557 GCAACTCGAAAGCACAACAC AGCCGGATCTTGAGTCTTGA 117

Ad05A7137 Aradu.A05 7137 p3 (TTG)5 15 24169048 24169062 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 208

Ad05A7140 Aradu.A05 7140 p2 (AT)6 12 24180036 24180047 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCAA 275

Ad05A7141 Aradu.A05 7141 p2 (CT)6 12 24184682 24184693 CACCTCCAGCCTTGCTTTAG TCGTTCCTTCTCCATTTTGC 210

Ad05A7142 Aradu.A05 7142 p2 (TA)8 16 24191370 24191385 CAAAATCCAGTGAGGGTTCAA TGGAATTTTATGCAATGCAGTC 273

Ad05A7143 Aradu.A05 7143 c (T)10g(T)10 21 24211309 24211329 GCCTTTTGGTTTAAAGGGCT TGATGTGGTGGCAATACTTTG 255

Ad05A7146 Aradu.A05 7146 c (TA)6ctatattaactcctcttagagattcttttggagaaacaggttctgtatattgtcttttgggtttggttttgggatagtttctt(TA)13121 24289675 24289795 TTTCAGATGCAGGACGTGAG CTCAGAACTCGGTTTTGGGA 278

Ad05A7150 Aradu.A05 7150 p2 (AT)12 24 24304101 24304124 GATTAACGGATAAACCGCCA GCAATCAAAGAGAGAAACAACG 275

Ad05A7152 Aradu.A05 7152 p3 (ATA)8 24 24326072 24326095 GGATCCTGAAGGAAATATTGGTC TGCACAGTTAAATTGAATTCTTGAT 259

Ad05A7154 Aradu.A05 7154 p2 (TA)6 12 24355774 24355785 TGCACTTTGGGCTATGAGAA CACGGGTTGTGTGTTCTTTG 248

Ad05A7155 Aradu.A05 7155 p2 (TA)8 16 24358897 24358912 CATTGCTACGACGCAAGGTA GAAGTTCCTTCTGCGCATCT 244

Ad05A7156 Aradu.A05 7156 c (CT)8cgtttctgcacc(A)1240 24371307 24371346 TGTCCATCTTTGCCTTTTCC CCTTCCATTTCCCTTTCTCC 140

Ad05A7158 Aradu.A05 7158 c (TCTT)6tccctgttgtctccgcgtgc(GT)962 24383354 24383415 GGTGGAACCATACCAGCAGT CCCTAACCCGACTTGTTTCA 215

Ad05A7160 Aradu.A05 7160 p4 (TCTT)7 28 24399964 24399991 CGGTAACGACTCCACAGGAT CCACACCCAATTCCCTAATG 221

Ad05A7161 Aradu.A05 7161 p2 (AG)7 14 24414532 24414545 TTCCTAACCACTTTCTCTCTTTTCA TCATTTCCACTTGGGTCCAT 261

Ad05A7162 Aradu.A05 7162 p2 (CT)6 12 24417876 24417887 AAAGGAACATTGAACCTGGAAA TTGCAGTGACGAAAATCAGC 271

Ad05A7166 Aradu.A05 7166 p5 (TTTTA)5 25 24500517 24500541 TTTCGAAAATCTTCACAAAACA TACTGGCAACTTTGCTGCAC 246

Ad05A7168 Aradu.A05 7168 p3 (TCT)5 15 24516933 24516947 CTTGGCCAAAACTCACACCT GAATGGGCTCTCTTGTTTGC 279

Ad05A7169 Aradu.A05 7169 p2 (AT)6 12 24533483 24533494 AGCCAATCTTGGGTGAAAAA CACACATTAAGGCTCAAAACTCA 280

Ad05A7170 Aradu.A05 7170 p2 (AT)8 16 24536675 24536690 TCCACACCATAGACTCTCCCTT GGTTTAAAACTCCCACAAAATACAA 259

Ad05A7174 Aradu.A05 7174 p4 (TTTC)5 20 24563753 24563772 TCAACATTATTGTTCTCCGGC TCCCACTATAATCCGTGCCT 153

Ad05A7175 Aradu.A05 7175 p2 (TA)7 14 24564093 24564106 TCCCAAATCATAGTAAGCAAAAA GAAATTTCAATTTGCGACAGA 241

Ad05A7179 Aradu.A05 7179 p3 (ATT)6 18 24574258 24574275 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad05A7180 Aradu.A05 7180 c (T)11atgattttctaa(T)1033 24575777 24575809 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 238

Ad05A7181 Aradu.A05 7181 p3 (ATA)21 63 24585346 24585408 AAGAGTCCTACCTTCTCTTTCATTC GTGATGCCACATGCATTCTC 263

Ad05A7187 Aradu.A05 7187 p2 (AC)6 12 24605453 24605464 TGTTGATAAAATTGGAGGCCA CTGAGCAAGTATCTCCATTGAA 261

Ad05A7190 Aradu.A05 7190 p2 (TC)7 14 24609193 24609206 TGTCACTTGCAAAACACAAGG GTTTGTGAAAAACGCAGCAA 218

Ad05A7195 Aradu.A05 7195 p3 (ACA)6 18 24620903 24620920 TTTAGGTGTGAGCAACAAAACA CCATGTAGTGGGACAAGGCT 116

Ad05A7197 Aradu.A05 7197 p2 (TC)6 12 24630047 24630058 ATTTGTTACCGCGTTATGGC AAGAAGGGAAGGGGTTTGTG 225

Ad05A7198 Aradu.A05 7198 p3 (ATT)8 24 24633084 24633107 TGCTAAGAAAGTTTAGCAGGAAAA CTTGCTCCATTCATTGCCTC 262

Ad05A7199 Aradu.A05 7199 c (TAA)6c(AAT)12 55 24633620 24633674 CGAGACAGCTATTCTTGCCC CGAATTAGTATGTAAACATCCAGTCA 197

Ad05A7201 Aradu.A05 7201 p3 (TTC)6 18 24642442 24642459 AAAGTGAAGGGAGAGGGAGC TTGGAATAACCGGAAACTGG 230

Ad05A7202 Aradu.A05 7202 c (A)10tttc(A)11 25 24665574 24665598 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 230

Ad05A7203 Aradu.A05 7203 p2 (CA)6 12 24688264 24688275 ACCCTAACTCACCTTGGCCT CGGAACAGCCTCATTCTCTC 252
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Ad05A7204 Aradu.A05 7204 p2 (CT)7 14 24688601 24688614 TGTCCTCACTTTCGGCTTCT CCTGAAGAAGAGATCTGCGG 207

Ad05A7205 Aradu.A05 7205 p2 (TA)7 14 24691982 24691995 GCATGATGAATTCTTGGCTTT GCCTTAAGTCCCTTATTGTTTTT 232

Ad05A7211 Aradu.A05 7211 p2 (TC)21 42 24709454 24709495 GCAAAATTTTTCTTCCCATTGA TCTATCCTGACCACGAAGCC 261

Ad05A7212 Aradu.A05 7212 p2 (TA)6 12 24714910 24714921 ACGTTGAGCATCTGGAGACC ACTCGACCTGCGAAGCTAAG 235

Ad05A7216 Aradu.A05 7216 p3 (AGT)6 18 24768255 24768272 ACCAGCAACCGTTCTGAAGT TTCATGTCTGATGATGATGAAAA 241

Ad05A7218 Aradu.A05 7218 p3 (ATC)6 18 24791245 24791262 CAATTTACAATAGTTGCTGCCAA TTACAATAGTGTGCAGCCTGA 247

Ad05A7219 Aradu.A05 7219 c (CAA)5c(ATA)16 64 24791836 24791899 TGACTTGGCCTTCTTCCAGT TTGTATCATCATCATCGTCATTCTT 279

Ad05A7229 Aradu.A05 7229 p3 (TTC)5 15 24825706 24825720 GCTGCACGCTACTCTAAGGG TTTGGTTTTCTTTTCCGTGC 226

Ad05A7230 Aradu.A05 7230 p3 (TTC)6 18 24835071 24835088 GCTGCACGCTACTCTAAGGG TTGGTTTTCTTTTCCATGCC 228

Ad05A7236 Aradu.A05 7236 c (AT)7(AG)7 28 24849255 24849282 CAGCACATATGATGTTACGTTTTTC TGAAAAAGAGGAAAACAGTAGATTTAG 280

Ad05A7239 Aradu.A05 7239 p3 (ATT)7 21 24852468 24852488 TTTGTTTACAACACTGGTTATTATGA CAAAGCAGAAAACTGTCGCA 273

Ad05A7240 Aradu.A05 7240 p2 (GC)6 12 24857047 24857058 TTTCAGTTGGGTTGGAAAGC ACAAGGCTCCTAAAACCGCT 165

Ad05A7241 Aradu.A05 7241 p2 (CT)6 12 24867332 24867343 CAAGGGACGGATTTGACAAC AACGCAACATACACAGCAGC 261

Ad05A7244 Aradu.A05 7244 c (ATT)5gttagaaatttaagaatatatgtttaaatgatatatattacaga(ATT)677 24868900 24868976 CAATGCCAAAGAAGCAAAAA TTATTGCCGGAGCAAAAATA 261

Ad05A7245 Aradu.A05 7245 p3 (TGG)5 15 24877038 24877052 TGTAGGCACTCCTGAGCCTT ACCAACCGAACTCCTCACAC 268

Ad05A7246 Aradu.A05 7246 p3 (GTT)6 18 24878549 24878566 AAGCATTGGAAACAGGGTTG TTGAAGCGGTGTTCATCAAA 237

Ad05A7247 Aradu.A05 7247 p3 (TAT)5 15 24882393 24882407 GCGTGATTTTGAAGGTGCTT TTCACGAAAATAACATATTCCATACC 266

Ad05A7249 Aradu.A05 7249 p2 (CT)8 16 24892471 24892486 TCCACCGTTACCGTAGAAGC AAAAACACAACGGCGACAC 145

Ad05A7254 Aradu.A05 7254 p2 (AT)8 16 24918995 24919010 TTCACTCTTGGACGCCAAAT CATGGTTGCAGGTTTCTCTG 192

Ad05A7259 Aradu.A05 7259 p3 (TTA)15 45 24926126 24926170 GTTGCAGCACACGATCACAT GGTTGTTATGACTTATGCATCTTTG 200

Ad05A7260 Aradu.A05 7260 p3 (TCT)5 15 24927091 24927105 TTTGTTATACACGCGCCTCA AAAACGCGAACAGAGGAGAA 100

Ad05A7261 Aradu.A05 7261 p3 (TCC)5 15 24927911 24927925 CCACCAAACCGAACAATGTA GGTCACCAAACCGAACAATG 280

Ad05A7264 Aradu.A05 7264 p2 (AT)6 12 24940399 24940410 TGATTGCTTAGATTAGGCGTTTT CCTGCGCATAAACAAACAGA 273

Ad05A7265 Aradu.A05 7265 p2 (TC)6 12 24946687 24946698 ACGCGTCATGATGAAGAATG AGATGATTCGCCTCCCTTTT 260

Ad05A7266 Aradu.A05 7266 p2 (TG)8 16 24962461 24962476 GGCAAATTTTTGAGTGTAGATTGA TTCAACATGATTTTCGCTGC 148

Ad05A7268 Aradu.A05 7268 p2 (TA)8 16 24963747 24963762 TCCCTCCAAAAAGGTGAAAA AATCCTCTGCTCCAAAGCAA 279

Ad05A7271 Aradu.A05 7271 p2 (AT)7 14 25005804 25005817 CGTGCATCGCATACAATGTT TCACATATACATATAAATGCCTGCG 229

Ad05A7272 Aradu.A05 7272 c* (AT)9(TATG)7*(TG)7*55 25008241 25008295 ATGACCGCATGGCTAAAAAC TAGGCCATTCATAACCCCAC 209

Ad05A7275 Aradu.A05 7275 p4 (TTTA)8 32 25029677 25029708 CGTCTAACAGAAGTCATAAAGTGAAAA TTCTCACATGAACCACAAGAAGA 280

Ad05A7281 Aradu.A05 7281 c (CT)6tcccttct(TC)632 25049512 25049543 AAACACGGCATTTAGGCAAC AATATGGCTTATCGATGGCG 233

Ad05A7287 Aradu.A05 7287 p2 (AG)7 14 25068493 25068506 CGAAGCCATAAGGGAATCAA TCGAAGCTGGAAATCTTGGT 231

Ad05A7290 Aradu.A05 7290 p2 (CA)6 12 25091524 25091535 GCGCACATACCAATGAGAAG CCACTTTTGCCATCCATTCT 280

Ad05A7291 Aradu.A05 7291 p2 (AT)6 12 25097953 25097964 CGCTATGGAACTATGCAACG AAGCCCCAAATTCTCTCTCC 240

Ad05A7292 Aradu.A05 7292 p2 (GA)6 12 25100508 25100519 AAAATCGGGGTTTATCAGGC TTGGAAAATGGTTACCGACG 181
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Ad05A7295 Aradu.A05 7295 c (TA)9gtagac(T)11 35 25112026 25112060 TGGATCCATTTCGGGTTTTA TTTTCCCAACTGCATACGCT 157

Ad05A7298 Aradu.A05 7298 c (TCA)7tt(ATC)5 38 25118650 25118687 TGCATGTCTTCGTCCTCATC TTTTGCACCTCATCCAACAA 280

Ad05A7299 Aradu.A05 7299 p2 (AT)6 12 25119565 25119576 TGGCGTATGAAGTCCACAAA CTGGTGAATGCCAAACTCGT 214

Ad05A7307 Aradu.A05 7307 c (A)10tagcagccagacagttacaacgg(TA)645 25161166 25161210 TGGTTAATTTGTGTTTTTGGGA CCCTATCCAGCCCTTTTTCT 235

Ad05A7309 Aradu.A05 7309 p5 (CTTTT)5 25 25167602 25167626 AAAAGTTGTTTCAGCCGCAT ATTTGTGGGTTGTGGGTTGT 186

Ad05A7317 Aradu.A05 7317 p3 (AAT)6 18 25177011 25177028 GACAAATCAAGTTAGGTCAACCG AGAGGGGAAGGGAGTGACAT 269

Ad05A7324 Aradu.A05 7324 p3 (TCT)5 15 25192708 25192722 TGCACTAAGTTATCGAATCAGGA CCCAAAGTAAATTGAGAAGGGA 204

Ad05A7330 Aradu.A05 7330 p3 (AAG)5 15 25204673 25204687 GGAGATGATGATGAAGAAGAAGAAA ATGAGAAACAATGCTCCTAAAAA 260

Ad05A7332 Aradu.A05 7332 p4 (TTCT)5 20 25205580 25205599 TGGGTTCATTTGTCAGCATC CACTACAAACATGTTCATTCAAATC 267

Ad05A7336 Aradu.A05 7336 p3 (ATC)6 18 25219975 25219992 TTCCCAACTCGCTGACTCTT GTGGATGTTGAGGGCTGTTC 236

Ad05A7337 Aradu.A05 7337 p2 (TC)11 22 25223644 25223665 CTTCCAACCATATTCGCTCC GGAACAAGGAAGGGGATTCT 258

Ad05A7340 Aradu.A05 7340 c (T)10atttttcttc(T)1030 25258200 25258229 TCCCCAATTAGAGGTGTCCA TCATGAGTGTTGGCTCTTGAA 223

Ad05A7341 Aradu.A05 7341 p2 (GA)6 12 25269258 25269269 AGGTGAGTGGTGTTTTGGGT TGTTAAACGCCAGGAAAGGT 235

Ad05A7342 Aradu.A05 7342 p3 (CAA)6 18 25282543 25282560 TGCACCTAGAGGTCCGTCTT GCACCTTGTTTCTGCCTCTC 256

Ad05A7343 Aradu.A05 7343 p3 (TAA)9 27 25291006 25291032 AAGTTTTTGTGGGGCAACTG TTTAATAGGTGAAAGAAGCATAAACG 268

Ad05A7345 Aradu.A05 7345 p3 (CTT)5 15 25296136 25296150 CGCATACAAGCGATTAAGGC GAGGAAGAAGAACGTGCAGC 169

Ad05A7348 Aradu.A05 7348 p2 (TC)6 12 25298063 25298074 TGGTGGAGAAATGAAGTGTAAGAA TGAAGGAGGGGAATTGAGTG 201

Ad05A7351 Aradu.A05 7351 p2 (TA)6 12 25299965 25299976 CTATCCCTGCCGGGTATTTT TCCACGACTCCATTTTCCTC 231

Ad05A7352 Aradu.A05 7352 p2 (TC)11 22 25300555 25300576 TGCTTAGCCTTGTCCTCTGC TTGAAATGGAAGGCGTAACA 261

Ad05A7353 Aradu.A05 7353 p2 (TA)12 24 25318513 25318536 GGGGTAAACAAAAATCGCAA TGCTCGGACCGATTATCTTC 171

Ad05A7355 Aradu.A05 7355 c (T)10ctctttcctttctttctttctctttctc(T)1149 25338619 25338667 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 249

Ad05A7356 Aradu.A05 7356 p2 (TC)6 12 25361376 25361387 GTCATCTCACGTGTGCATCC CGTGTTCAGCTGTCATTTTG 178

Ad05A7357 Aradu.A05 7357 p2 (AT)7 14 25364122 25364135 GCCGCTCTGATAGTGAGGAC AGATGTTTTTCCTCGCCTTT 276

Ad05A7358 Aradu.A05 7358 p2 (TC)25 50 25367309 25367358 TTCCTCTTTCTCCCCCTCAT TGGTCTAGCTCGGCTCAACT 258

Ad05A7359 Aradu.A05 7359 c (TC)6tt(TC)12cctctttttcctctctctccctttttgtttctctccctcctctctctt(TC)7100 25368114 25368213 GGCTCATAAGCTGGCTTGAC AAAGAGGAAGAGAGAAGGGAGG 215

Ad05A7360 Aradu.A05 7360 c* (TC)6tttctcttttctcaaaaataagagagagaaggagagaaagaaaaaagggaaaaaagaggggataaggagagatagagaaaagaga(GAG)5(GA)6*aagagagagaatgaagagggagaaagagtgcaag(GA)13181 25368411 25368591 TCCGCTTCTTTTCTCTCTTTC TTGTCTCTCTCACTTTCTCTCCC 277

Ad05A7361 Aradu.A05 7361 p2 (AG)7 14 25368918 25368931 GGGGGAGAAAGAGCAGTAGG CCATCTCTCCCCCTCCTTT 210

Ad05A7362 Aradu.A05 7362 c (AG)6gagggagagagagggaaagaaagataatataaaatctaattttatatatgtta(AG)677 25369044 25369120 GGGGGAGAGATGGACAGAA TCTATCTGCCTCCCTATCTCCTT 187

Ad05A7363 Aradu.A05 7363 c (AG)6aaagagaagg(GA)6caa(AG)7gggaagagaagg(GA)6ggaagaaggagagatg(GA)6103 25369227 25369329 AGAGAAGGAGATAGGGAGGCA CTCTCACCCTCTCTCTCCCA 249

Ad05A7364 Aradu.A05 7364 p2 (TC)9 18 25370001 25370018 CAGAAAAGTAGGTCCAGCGG GCCGTTCCTCAGTCATTGTT 264

Ad05A7365 Aradu.A05 7365 p3 (CTT)5 15 25370266 25370280 CTTTTAGTGGCAACGACGGT TCATTACCCCCTCTTTTCCC 232

Ad05A7367 Aradu.A05 7367 p2 (GA)7 14 25410554 25410567 AGGAAGGAGGGAAGAAGACAA GATTACGTCGCACAGCTCAA 178

Ad05A7368 Aradu.A05 7368 p3 (AAG)5 15 25430545 25430559 ACTCGGAGGTGGAAGCTTTT TTCTTCACCTTGGCCAAAAC 168

Ad05A7371 Aradu.A05 7371 p2 (TA)6 12 25440697 25440708 TGCTCGGATCGGTTATCTTC AACCAATCGCAACTCAAAGC 148
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Ad05A7372 Aradu.A05 7372 p2 (TC)6 12 25451304 25451315 CCCTCCAACAATGGAGAGAA TGTTTGGTTGGAAGGAAAGAA 251

Ad05A7373 Aradu.A05 7373 c (T)10gaaaattacttttttggaaaaatgaagataaaataaaaaaaaattttgaaagatttttgaaaactttttg(A)1090 25458706 25458795 AAAAACATGCAATTGACACCA TTTGGACAACTGACGGTTCA 233

Ad05A7374 Aradu.A05 7374 p2 (TA)8 16 25485545 25485560 CCTCCTTGAGGTTGACTTGG TCCATGAACATCAGCAGAGC 171

Ad05A7378 Aradu.A05 7378 p2 (GT)6 12 25519005 25519016 TAGGGTTTCAGCTTTGGGTG TTCCACATTGTTGGATTTGG 199

Ad05A7379 Aradu.A05 7379 p2 (AT)10 20 25526929 25526948 AATTGCAGCTTCGTTTTTGG GCTGCACTTCCATTTGACAG 269

Ad05A7380 Aradu.A05 7380 p2 (CT)6 12 25529371 25529382 TTTCAGCCCAGAACACACAG GGAACGTAAAAACCTGGATCG 200

Ad05A7382 Aradu.A05 7382 p3 (CTT)5 15 25555767 25555781 AGGTGGTGGTGTTCCTGCTA GAATCGGATGCGAGATCAAT 218

Ad05A7383 Aradu.A05 7383 c (TC)11tgttttatgtttttagctcttgccttcttaggaagatttcttgtcttaccatctt(A)1188 25558012 25558099 GGCATTCATGCCTTTATTGTG TTTGACAGGAATGAGAAAAATGA 279

Ad05A7384 Aradu.A05 7384 c (TTA)5(T)10 25 25565888 25565912 CTGAGTATTGCCTGTCTGCG TTGATTTGGCCTTCTTCCAG 225

Ad05A7385 Aradu.A05 7385 c (AT)13agtgtgtgtgaatgactgggtgtatgtttgacaa(AT)774 25566719 25566792 TGTGTGTGAATGACTGGGTG CAGCAAATGGATCATCGCTA 276

Ad05A7387 Aradu.A05 7387 p3 (CAT)5 15 25570744 25570758 CGGTCTTTAGTGCGGTTCTC TCTACGCTTTGGAGCCATCT 252

Ad05A7392 Aradu.A05 7392 p4 (TTTA)5 20 25607073 25607092 CGTGGGGTTAGCATATGACC CCTTCAACGTGTTCTTGGTG 243

Ad05A7396 Aradu.A05 7396 p3 (CTT)5 15 25643770 25643784 TCAAATCCACCAGAGCAATG TGCCCAAGATGAAGAACACA 188

Ad05A7400 Aradu.A05 7400 p3 (TAT)6 18 25653631 25653648 CATGAGGAGTATTAATAGCAAATGAGA TGTTTCTAACGAGGTGAAAGAGC 277

Ad05A7401 Aradu.A05 7401 c (TTATA)6atgactatgtgtgaatacatctttgataaaaaggtgtaaaaattaataaacttcagaataaaactatatatag(AC)6115 25666333 25666447 ACGCATGCTGCTATTTTCAA TGGGTTCACTTGTGTTGCTG 275

Ad05A7403 Aradu.A05 7403 p3 (TTA)6 18 25667947 25667964 GTTGCAAGATTCGGTGTGTG TTTTGTTATTGTTGATGATGATGG 255

Ad05A7404 Aradu.A05 7404 c (ATT)10gttattattatgatgatggaaatggtgttgttgt(TGA)682 25668161 25668242 TGCATTATTATTATTGGCTCCAC GGAGTTGATGGGGATTCAGA 226

Ad05A7405 Aradu.A05 7405 p3 (ATG)5 15 25668554 25668568 TCAGCTGTTGTTGGTGGTGT CCACACCCTTCATCTTCTGC 152

Ad05A7406 Aradu.A05 7406 c (AGA)7acc(ATT)848 25669382 25669429 TTCAATTCCACCCATCACAA CAGCAGCAGCACCTGAAATA 257

Ad05A7409 Aradu.A05 7409 c (A)12ggttcaacctatcattagaccaaccataaactttccataaaatatctcactcatcaagaataaaaaacagaaaataaatagaaaattcaggat(A)10tcagaattaaagtaaacaaagcaaacaagaattatcgactaacatatatacattgccaaaaaaat(A)10190 25675887 25676076 CAGAAACCTTCACACACATAATTTC TGCTCAGAGGTTAGTGACGA 280

Ad05A7411 Aradu.A05 7411 c (ATA)21(ATG)7 84 25678902 25678985 CAAATAACACATCCAAAACTCACA TTCGGAGGCTAAAATGGAGA 234

Ad05A7419 Aradu.A05 7419 p2 (AT)6 12 25713160 25713171 ATGCCTTTGGTTGAGGACAA GCATCATGACTAACCAGGCA 247

Ad05A7421 Aradu.A05 7421 c (A)10gaaaagaaaaagaaagaccttgttcctccgtatagttaaatatatacaaaaatgcatcaggtccatcaatgaataataatgt(ATG)5107 25714591 25714697 TTTACAGGATGGATGGCACA GTCAACACAAGTCCCCATCA 253

Ad05A7422 Aradu.A05 7422 p3 (TAA)6 18 25715966 25715983 CAACACAAAATTTCAAGCAACAA TGGTGGATGGTTTAGAAGGG 278

Ad05A7423 Aradu.A05 7423 p3 (ATA)20 60 25716227 25716286 CCATCACTATATCATGGATTTGTATTT TGGCATCCAAAACTTTCTGTT 276

Ad05A7424 Aradu.A05 7424 p3 (ATG)6 18 25722092 25722109 GCGCGCATATTCCAAAGTAG TGCACTGTTCTTTGTCTGCC 117

Ad05A7428 Aradu.A05 7428 p2 (CT)8 16 25738086 25738101 GTGACCCGCAATGGTTTACT ATATGGTGGTGTTGGGGAGA 179

Ad05A7434 Aradu.A05 7434 p3 (TAA)6 18 25752227 25752244 CGGTGTCGTGAAAGCAACTA TGAGCTCGTTTTAGACATATCCAT 227

Ad05A7436 Aradu.A05 7436 c (G)10aagtagaggcctgggccccaactttttt(A)1048 25773636 25773683 ACTATTTGGCATGACCAGGG AGCGTGCTCCAAGAGAAGAG 246

Ad05A7437 Aradu.A05 7437 p2 (AG)9 18 25781354 25781371 TAAGGGGCGTAAAAACGAGA CCTCTTGCTTGTTTCCCAAG 166

Ad05A7438 Aradu.A05 7438 p2 (GT)6 12 25818004 25818015 TGCTGCGTAGTTGAAGCAGT TGCAGGCGGAGCTAGTTAAT 257

Ad05A7441 Aradu.A05 7441 c (T)12cctttgctttcacttctccatctttttc(T)10ctttttatttgcgtttttcttgttgttggatgaactaattaaagtaagtgattacaataattatctactttgataaatcctctttc(T)10146 25840745 25840890 AAGAAAATCGTGACCCAAAAA TTTTAAAAACATATTAGCCGAATCC 235

Ad05A7443 Aradu.A05 7443 p3 (CCT)5 15 25854508 25854522 GTTCTTGGAGGTGGGATTGA GAGAGGACAGAGGTGGGGAT 174

Ad05A7446 Aradu.A05 7446 p2 (TA)6 12 25857589 25857600 GGGCCAGTGTATGTAGCCAT ATTGCAACAGCACCAATCAC 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A7450 Aradu.A05 7450 p2 (AG)8 16 25885114 25885129 AGAAGGAAAAGCCTCCAAGG ATTGGTGACAAGGGAAGACG 155

Ad05A7457 Aradu.A05 7457 p2 (TC)11 22 25908523 25908544 CAACCTTCTCTTCCTCGCAC CCTTGCCTCACACACACACT 230

Ad05A7458 Aradu.A05 7458 p2 (TC)6 12 25910972 25910983 ACCAAAACACAGCAAGGGAG TTGCATGCACAAAACGAAAT 278

Ad05A7459 Aradu.A05 7459 c (CTT)5cactaaaactccctcctctgttca(TC)753 25916205 25916257 GCCAGCTAGCAAAGTTGGTT GTCCAAAGGTGAAGGGTGAA 246

Ad05A7460 Aradu.A05 7460 p2 (TA)6 12 25922988 25922999 TCCGCAACCTCATTAACACA GCGATAATTAGGGCTGTGATG 227

Ad05A7461 Aradu.A05 7461 p2 (AG)7 14 25935761 25935774 ATGGAGACACGATTTCAGGG ACCACTCAGCCCCTCTCTTT 263

Ad05A7465 Aradu.A05 7465 p3 (TTA)18 54 25939714 25939767 TGGCAGAAAGAAATCCAACA AAATCAACATCCAGGGCATC 191

Ad05A7468 Aradu.A05 7468 p3 (TTC)5 15 25945804 25945818 CAAGACAGCCCCTACAATCAG TGGGTAGTCATTGATGATGGC 245

Ad05A7470 Aradu.A05 7470 p2 (AT)7 14 25950845 25950858 AAACTTGTGGCCACCATAGAC TGGAAACTACTTGGTTCTGGA 275

Ad05A7473 Aradu.A05 7473 p3 (ATA)9 27 25967277 25967303 GTTACTTGCCCATGCCACTT ACCTTGGCTTAAGCGAGTCA 273

Ad05A7474 Aradu.A05 7474 p3 (TTA)9 27 25978724 25978750 TGTCCTAATTCAACGGTTCG AAACCAAGTTTGGTAGCCGA 237

Ad05A7475 Aradu.A05 7475 p2 (TA)7 14 25980103 25980116 GACCCTGCTCAACGATTCAT GCCTTAGTCACCAAAACTAAAGTCA 224

Ad05A7480 Aradu.A05 7480 p2 (CT)6 12 25991491 25991502 AGCTTCCCTCTCTCTCCTCG CCTCTTCCTCACAGCACACA 272

Ad05A7481 Aradu.A05 7481 p3 (AAG)5 15 26005644 26005658 TTTCCAAGGCTCAGAGGAGA CCTTTCATTGGTTAGGGAGC 175

Ad05A7488 Aradu.A05 7488 p3 (TTG)8 24 26038283 26038306 GCTTCTGCATCTTTTGGGTC ACAGCATCCAGAAGCACTCC 270

Ad05A7489 Aradu.A05 7489 p3 (TTG)5 15 26038486 26038500 TGTGGTTGTTGTGGTTGGAT TTTTTCTTCTCCACCAGGTCA 199

Ad05A7491 Aradu.A05 7491 p3 (ATT)6 18 26043394 26043411 GGCTTGATTTCGCACAGTCT CTTTTGGTTAAAATCAAATACAAATCA 263

Ad05A7494 Aradu.A05 7494 p2 (TA)8 16 26050852 26050867 ACGGGATTGGTGTCTGGATA CGGAATGAAGGTGACCAGAT 221

Ad05A7495 Aradu.A05 7495 p2 (AG)12 24 26055777 26055800 TGCAATACAAGCAACAACACA CATGTTCCCATAGCAATTTCC 235

Ad05A7496 Aradu.A05 7496 c (T)10atttcttcattggtatgataatc(T)1043 26056059 26056101 AAATGATTAAGCAATTTGCGG TTCATGTTAGGGAAACCAAAAA 173

Ad05A7498 Aradu.A05 7498 p2 (CA)6 12 26058645 26058656 GCAGTGCAAATGAATCCAAG TCAATTGTTGATTGATACCACG 260

Ad05A7501 Aradu.A05 7501 p3 (AAG)5 15 26071344 26071358 GCATTGAAGAGGGGTTGTGT CCCATTTCATTCCTGCAACT 167

Ad05A7503 Aradu.A05 7503 p3 (TCT)6 18 26084160 26084177 TGGCTGAACATAAACTCCCC CTAGAGGATTCTCCGGCCTT 256

Ad05A7507 Aradu.A05 7507 p2 (TA)7 14 26117414 26117427 CGAAAAACGTAAAAGTGGGC AGTCCTTAGCCAGCGTTCAA 223

Ad05A7508 Aradu.A05 7508 p2 (TA)7 14 26121333 26121346 TCCTTGCAAAATTCACCACA AGATGTCCCTCTCACATTCCA 217

Ad05A7512 Aradu.A05 7512 p3 (TAT)12 36 26130163 26130198 ACATGCTCTAAATATCATGCCA ATTGCAGGAGGAGACACAAA 250

Ad05A7513 Aradu.A05 7513 p2 (AT)8 16 26131397 26131412 TCCTTGCTAATGATAACCAAATATAA TGAATCAGAAAGCCAAAGCA 277

Ad05A7519 Aradu.A05 7519 p3 (AAT)5 15 26170942 26170956 CCCACGGAGATTGTTGGTAT ACAACGGTGATGCCCTACAT 268

Ad05A7527 Aradu.A05 7527 p2 (GA)8 16 26244584 26244599 TCCAAAAGGTGAAAAATGGG TGCACTCATGCTTAGGTGGT 155

Ad05A7528 Aradu.A05 7528 p2 (AG)19 38 26247440 26247477 ACATGACAGAGCACAATGGC TGAGAGGAAAGAAAATGAAAAGAAA 202

Ad05A7530 Aradu.A05 7530 p2 (AT)10 20 26274256 26274275 CCATCCTTGATGGAAATGCT CGTTGAGGCCCTATTTGAAC 252

Ad05A7531 Aradu.A05 7531 p3 (ATT)13 39 26275746 26275784 CGCTAAACATGGAAAGTTGG TTTCTAAGCTACTCGAAGTACCCA 275

Ad05A7532 Aradu.A05 7532 p3 (AAG)5 15 26277351 26277365 GCAGGATTCTTTGTCTCCTCTC AACCTGGCGGAGTAGGACTT 148

Ad05A7536 Aradu.A05 7536 p3 (ATT)6 18 26288794 26288811 TAAATGCGTGTGCTGGTCTC AATTCAAGGTGAGGCAGGTG 110



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A7537 Aradu.A05 7537 p3 (ACA)5 15 26290293 26290307 TTGCACCCTCCTTTCAAGAC GGGTTTAATGAGGTCGGATG 231

Ad05A7538 Aradu.A05 7538 p3 (TAG)5 15 26290800 26290814 GGGCACCACCATGATAATTT GGGGAACCTTTGTTTTGTGA 174

Ad05A7539 Aradu.A05 7539 p2 (TC)6 12 26293607 26293618 TGCTTTGGTCCTTTGTTTTTG TGCACAGAAAAACCAACCTG 200

Ad05A7543 Aradu.A05 7543 p2 (TA)6 12 26307028 26307039 GCGTCTGAATCCTGAAAAGC CTAGCCCCTGACTCAACCTG 245

Ad05A7544 Aradu.A05 7544 c (TTA)19ttgttattt(TA)780 26307245 26307324 CCCGTTTTTCAAGGTTCCTA AAAGTCCCAAATGCATGCTC 267

Ad05A7545 Aradu.A05 7545 p2 (AT)8 16 26311597 26311612 TAGCTTCCGAAACTTGTGGG AAACGTGCGAAACGTAAACC 223

Ad05A7546 Aradu.A05 7546 p2 (TA)10 20 26314067 26314086 GCACGCAAGTAATCCTTTCC CAAGGTTATAACTCGGCCATC 229

Ad05A7548 Aradu.A05 7548 p2 (TA)13 26 26317475 26317500 CAATAAATAGATTGTTGAGTGTTGACT ATTGCCTTTAATTCTTGAAAACA 252

Ad05A7550 Aradu.A05 7550 p3 (TAA)14 42 26336049 26336090 TTCAAGTAACCCTCGGAACAA TGGGTGTTGTTGCTGTAACG 272

Ad05A7553 Aradu.A05 7553 p2 (TA)6 12 26341222 26341233 CCAATTTTGTAAGAGGGATAGGAA TGTCACGCTTTCGACTATGC 243

Ad05A7555 Aradu.A05 7555 p2 (AT)6 12 26386144 26386155 CATGCAATTCGTTTAATCTCTTC TCTTCTCTCATTTACAGATTTTGCAT 167

Ad05A7557 Aradu.A05 7557 p2 (TC)6 12 26387442 26387453 AGAGATCTCAGCGCCTTCTG CCATCCTGAAGAAAAGGCAA 138

Ad05A7558 Aradu.A05 7558 c (A)10tttgtgtgactac(A)1033 26390583 26390615 TTTTTAACTTGATCTTTTGTGTGTCT CAGGAGATAATGTGAAATGACACC 153

Ad05A7560 Aradu.A05 7560 p3 (CTC)5 15 26392929 26392943 GGTTGCAGGGTAAGCAGAAG GTGGATCTGGCCACTCAAAT 229

Ad05A7562 Aradu.A05 7562 p4 (TTCT)5 20 26399497 26399516 GGAGTTGCAGTAGCTCCCAT AACCTGCTCCTCTGCTGTTC 194

Ad05A7565 Aradu.A05 7565 p2 (AC)15 30 26402611 26402640 AAAATCGCGAAATAAAAGCG TTTCAGATGCAGGTGTCTGG 266

Ad05A7566 Aradu.A05 7566 p2 (TA)7 14 26410923 26410936 AGCGTAATGCTCAAGGAACG ATGGAGAGGCAGGATTGTGT 171

Ad05A7572 Aradu.A05 7572 p2 (AT)6 12 26439640 26439651 AGCCGGAGGTTCAGAAGAAT ATAAAGGAAGCTAAGGCGGC 131

Ad05A7573 Aradu.A05 7573 c (AT)8aatgattgaaatattaggttaaatagtg(AAT)765 26439837 26439901 GCCGCCTTAGCTTCCTTTAT TTCACCAAAGTTCGTTCCTG 258

Ad05A7576 Aradu.A05 7576 p5 (GGGTA)5 25 26463303 26463327 TGGACTTCGAGAGAAGGGAA GTTTGGGTATGCCTGCAGTT 195

Ad05A7578 Aradu.A05 7578 p2 (TA)6 12 26466802 26466813 GAGGAACTGCTAATACAAATCGTG AATCAGCCAAAAACAGCCAT 218

Ad05A7580 Aradu.A05 7580 p3 (AGG)5 15 26469224 26469238 TTTTTGCTGGTTAAATATTGGC CCTCCTCCTCCGCTATATCC 255

Ad05A7581 Aradu.A05 7581 p3 (GGA)5 15 26469345 26469359 TGACGGAGGAGGAAAAGAAA CCTCTTCTACTGACACCGCC 114

Ad05A7584 Aradu.A05 7584 c (T)12g(T)10 23 26481459 26481481 GGTAGATTGGGAGGGACGAT GGTCTGAAACGGCATTGTTT 230

Ad05A7586 Aradu.A05 7586 p5 (ATAAA)8 40 26483378 26483417 CCATTTGCCATCGGAGTAGT TTGATGATTGTTTCTGGCAAA 250

Ad05A7587 Aradu.A05 7587 c (A)10g(A)10 21 26484180 26484200 GAATGAGGGGACCAATTCAA AGTTCATCACTGCGGCTACC 279

Ad05A7590 Aradu.A05 7590 p3 (TTA)5 15 26495085 26495099 TGCGAAATCTTTTCCATTCC CCAAATGCGCCACCTATTAT 268

Ad05A7593 Aradu.A05 7593 p3 (ATT)14 42 26498800 26498841 ACATATTTGGCGGTGCCTAC CAACTTTGTGACATAATGGACCT 190

Ad05A7597 Aradu.A05 7597 c (CA)9(TA)8 34 26523333 26523366 TCCTATTGACAAATATGCGGC GGACATTAATAATTCGAAAAGACCA 197

Ad05A7599 Aradu.A05 7599 p2 (AT)8 16 26538039 26538054 TGGCCTTAAACGACTATGGG GGGACTGAGACCCTATGCAA 172

Ad05A7600 Aradu.A05 7600 p3 (ACA)5 15 26544334 26544348 GGACGTGATTTTAGTGGCGT TGAGTTGTCATGCGCCTTAG 220

Ad05A7603 Aradu.A05 7603 p3 (ACA)10 30 26552401 26552430 TTTTTCCTGCAAAATGAGAAGA TTTGATCCATGTAGCCGACC 277

Ad05A7604 Aradu.A05 7604 p2 (CT)23 46 26552700 26552745 CACCTGAGACGCAATTCTACC AGACCGGCTATGCTTTATGG 233

Ad05A7605 Aradu.A05 7605 p2 (AT)7 14 26564919 26564932 ACTGCATGTGTCATCCTCCA CGATATTTGACATTCATATGCACAC 173
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Ad05A7606 Aradu.A05 7606 c (T)11caaattaaccaaatac(A)1037 26568358 26568394 CCAACAAACTTAATAAAGCCCC TGCATTGGAAACTCAACGTG 269

Ad05A7607 Aradu.A05 7607 p3 (AGA)6 18 26568696 26568713 CCATGCATAAACATTGCACA CTCTCCTTCCCACTGCTTTG 216

Ad05A7608 Aradu.A05 7608 p2 (TC)16 32 26571576 26571607 GTGACATTGACGAGGCACC ACTACTCATTGCCGATCGCT 192

Ad05A7615 Aradu.A05 7615 p2 (AT)6 12 26619735 26619746 TTGGGCTTTTACAAATTCCTG CCATCTAACTCATGATTTGCTTTT 245

Ad05A7616 Aradu.A05 7616 p2 (AG)6 12 26621432 26621443 GCTGTCGAAAAGCCAGAATC TCGTCGTTCTTCTCCTTCGT 229

Ad05A7617 Aradu.A05 7617 c (TA)7c(AT)6 27 26637539 26637565 ATTTAGCTTTTCGCCCCAAT AAAGAAAAGATTCTTGGTTCGAG 128

Ad05A7619 Aradu.A05 7619 p2 (TA)11 22 26643014 26643035 CCATTGGCCCTAACGAAATA ATTGCCAAATCTTCCAACCA 265

Ad05A7620 Aradu.A05 7620 p2 (CT)9 18 26649434 26649451 CAAAGGGTCAGGCAAAAGAA TTGGAAGCATGAGCCTTTTT 162

Ad05A7622 Aradu.A05 7622 c (CTT)5tttt(ATC)1873 26661948 26662020 AAAACTCTTCTTCTTCTTTCTCCTCA TGAATGTAGGTTCATTCTCTTCCA 275

Ad05A7624 Aradu.A05 7624 p3 (TTC)5 15 26662786 26662800 CTCTTCCTCTTCCTCCTTCTCA CGCACTTCACCAACTCTTGA 238

Ad05A7627 Aradu.A05 7627 p3 (GAT)5 15 26670121 26670135 TCCCGTCAAAGATCAACTCC CATTTCCTCCTCCCATTTGA 261

Ad05A7630 Aradu.A05 7630 c (AAT)6aac(AAT)948 26679399 26679446 ACCAAGAGCGACGAATTCAA CTGGGCCGCAACAATATAAC 215

Ad05A7631 Aradu.A05 7631 p3 (CAA)5 15 26686732 26686746 AGTGTCTGCACCACAAGCTG GTCCTCCGTTTGGTTGGTAA 213

Ad05A7638 Aradu.A05 7638 c (T)14ctaaaacagaaagtgtgcatgtgtgtgaaggagaaggaccctccccaagaagagtacaaaccttggtatgtgca(CT)8104 26694153 26694256 TGGCGATATGGCCTTCTCTA GAAGGAAGCCATGGATGGTA 224

Ad05A7650 Aradu.A05 7650 p2 (GT)9 18 26834015 26834032 TGGGATGAAAAAGTGGGAAA AGGTTGTGATGGGGCTAAGA 168

Ad05A7653 Aradu.A05 7653 p3 (GAA)5 15 26871109 26871123 TGGAGTTAATGGGGGAAGAA AGGCAAAGCAAAAACCATTG 173

Ad05A7654 Aradu.A05 7654 p2 (CA)6 12 26874409 26874420 CTTATGACGCTGCACGAAAG ATTGTCTGCGAAAACTTGGC 239

Ad05A7655 Aradu.A05 7655 p2 (CT)9 18 26876208 26876225 TGACGCAAACCTGTTGAAGT CTAACCCGCTTTCGAATCTG 193

Ad05A7657 Aradu.A05 7657 c (T)11gtgtaagtttgtgttttcaattgtttgctgattactttaattaga(T)10attctgaatttttgttgcttatgtgatgagtttctgggtaagtttgtgtttgtcatttatatgcgttttga(T)13150 26878769 26878918 TTCTTGATGCTTGTTGCCAG GCTATTTACTCCAAATTCAAATATCA 231

Ad05A7659 Aradu.A05 7659 p3 (ATA)5 15 26889949 26889963 GATGCAAGTCAGTTCTGGCA AACCTGAGGCCATTTTCCTT 159

Ad05A7662 Aradu.A05 7662 p3 (AAG)5 15 26905672 26905686 CCTCGGGGATTACCTTCTTC ACCTCCCCTACTCTCCTCCA 279

Ad05A7664 Aradu.A05 7664 p2 (CT)6 12 26927339 26927350 GATCAGCCTCCCTCACTGTC CAGAACCAAACTGACTCGCA 252

Ad05A7665 Aradu.A05 7665 p2 (AT)6 12 26930897 26930908 TGTTACCCCAGCCATTTTGT GCCTGAACTGCTGCTAACATT 148

Ad05A7666 Aradu.A05 7666 p3 (TTA)5 15 26931976 26931990 TGAGCAATTGAGCATCATTGTA TCCTTCACGGGTTTCTTCTTT 280

Ad05A7668 Aradu.A05 7668 p3 (CTT)7 21 26933562 26933582 TGCGAAGATACTCCAACCAA CCAACCCAACTTGACTCGTT 217

Ad05A7670 Aradu.A05 7670 c (T)11atattttctaactactttttcgaaatttttttaaatttttagattttaatttcatctttttcgaaaaattttctg(A)1096 26946934 26947029 TTGTGTGTTTTTCTCTTTCATCA AGCATATGACCCCAGAGTCC 280

Ad05A7673 Aradu.A05 7673 p3 (AGA)6 18 26997952 26997969 CTAGAGGATTCTCCGGCCTT ACAACCCCCTCTTCTTCACC 190

Ad05A7674 Aradu.A05 7674 p2 (AG)6 12 27008639 27008650 CGGAAAAGCACACCAAACTT TTCAAAATCTCTCCTCCCCA 147

Ad05A7675 Aradu.A05 7675 p2 (AT)6 12 27029590 27029601 CCCTGCCACATACTAGGCAT GTGCCTTTATGCGTTTGGTT 258

Ad05A7680 Aradu.A05 7680 c (AGA)7aaatatggtg(GA)847 27098419 27098465 CTAGAGGATTCTCCGGCCTT AACACAACCCCCTCTTCCTT 200

Ad05A7681 Aradu.A05 7681 p5 (AAAAT)5 25 27099334 27099358 GCCAGCCAGATGCTTTTTAC GGGAGGCAACCCAATTTTAT 200

Ad05A7682 Aradu.A05 7682 p3 (AGA)7 21 27112644 27112664 TTTCCATCTCCCATGACTCC AACACAACCCCCTCTTCCTT 249

Ad05A7689 Aradu.A05 7689 p2 (TA)10 20 27145026 27145045 TTATTGCTTGAGTTGGCGTG ACCTTTCAAGGGTTCCATCC 272

Ad05A7692 Aradu.A05 7692 p2 (TA)7 14 27155646 27155659 TGGGTACGGTAAGAAGCACC CAAGGCAGCCACAGTAGTCA 175
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Ad05A7693 Aradu.A05 7693 p2 (TA)9 18 27177465 27177482 ATCCGCTCATCACTTGCTCT ACGGGTAAACAAAAATCGCA 279

Ad05A7694 Aradu.A05 7694 p2 (TA)9 18 27180912 27180929 AGGAAGACCTCTCACCCTCTT AGGCTGACTGGTGACACCTT 272

Ad05A7695 Aradu.A05 7695 p3 (AAT)5 15 27186567 27186581 TGCGAACTTGCACTATCTGC TTCCTATGCATCTGAATTTCAAGTA 254

Ad05A7696 Aradu.A05 7696 p4 (AAAT)5 20 27187847 27187866 AAATTTGATAGAGTCTCGTGCTGA CACAGCAAAAATAATTCTCTCTCTTTC 240

Ad05A7697 Aradu.A05 7697 p2 (AT)11 22 27189111 27189132 TGTGTCCGTTCTTTGCACAT TGTCCGTCAAAATTCTCGTG 269

Ad05A7707 Aradu.A05 7707 c* (A)13(AAT)6* 29 27203301 27203329 GAAAAATGCAGTTGAATCTGAAAA AAAATCTGGTCGGTTATGTGC 278

Ad05A7708 Aradu.A05 7708 p2 (AT)6 12 27206072 27206083 GCTTAATTTGGCACCCCATA TTGTTCAAACATGACCCCTG 268

Ad05A7710 Aradu.A05 7710 p3 (AAC)5 15 27210140 27210154 GTGGCATTTCCACCATTCTT AGGGTAGAGAGGGGCATGAT 210

Ad05A7711 Aradu.A05 7711 p4 (CTTC)5 20 27210384 27210403 TCATTGTGGGGTGCTACTAGG ATCTTCCCACAAGGGTGTTG 250

Ad05A7712 Aradu.A05 7712 p3 (TAA)7 21 27210692 27210712 GGATGCTGCAGTTCTTGTGA ACAGTCTTGTGGTGCTGCTG 231

Ad05A7713 Aradu.A05 7713 p2 (AT)6 12 27210846 27210857 CATGCCTACAGGCTCATCAC ACTGCCTCAACCTGTTGCTT 246

Ad05A7717 Aradu.A05 7717 p3 (TCA)6 18 27223387 27223404 TGTGGCCAGTAGAAGCTGAA CAGCAGAAAAAGGGACCAAC 121

Ad05A7718 Aradu.A05 7718 p3 (TTC)21 63 27255775 27255837 CAACTTCTCTTTCCCACCCA TCTCTGGCTTTAGGTGCCAT 236

Ad05A7722 Aradu.A05 7722 p3 (ATT)6 18 27270810 27270827 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad05A7725 Aradu.A05 7725 c (A)10caaaaatcaaatcataaaaaaggggacaaaagttttccgaaagtgaaaagaactgaataaggaatgatgaatgcatatgtaatgtgaatg(A)11111 27287440 27287550 TTTTGGAAAATGGGAGCACT ATGCAACCTAACCTCCCATC 220

Ad05A7728 Aradu.A05 7728 p3 (TTA)5 15 27297662 27297676 CGCTTTGCCACCCCTATTA GTGCTTAAGTTGGGCTACGG 261

Ad05A7730 Aradu.A05 7730 p2 (AT)6 12 27299124 27299135 CCAAATCAGTTGATCACCAATAA AAGAGCCCTAACACCTTCCG 116

Ad05A7731 Aradu.A05 7731 c (AT)9aatgtaaaattagtcctatctatgcattttcgttgtactttctcaactctatatgctcttttcaattcatct(TTA)18144 27299391 27299534 TGAAAGAGTAAAGGGAGAGATCAGA ACCGAAAGATTGTAGCCGAA 234

Ad05A7733 Aradu.A05 7733 p4 (ATTA)6 24 27301563 27301586 TGGGACTTGTGACCATGAGA TCATTGTCCCCATTCTACAGC 215

Ad05A7737 Aradu.A05 7737 p4 (AAAT)6 24 27315628 27315651 AAGGCTTTGAGCACCACTGT GGTGCTTTGCACCTTGATCT 177

Ad05A7739 Aradu.A05 7739 p2 (GA)14 28 27357089 27357116 CCGGTGGTGAAGAAAGAAGA ACGACTCGTTCTGGGCAATA 225

Ad05A7741 Aradu.A05 7741 p2 (TC)7 14 27369412 27369425 GCTGTGACAGAGCATTTGGA AGGTAGGTGGGGTTTATGGG 279

Ad05A7748 Aradu.A05 7748 p2 (AG)9 18 27392357 27392374 TGTCTTGGATGCGCTTATTG TGGAACCAAGAAGTTACCAGC 273

Ad05A7753 Aradu.A05 7753 p2 (AG)17 34 27449245 27449278 TCTTCCGAATCAAAATTGGC CTTCCTTCCTCACATCTGCC 206

Ad05A7754 Aradu.A05 7754 p2 (TA)6 12 27453582 27453593 TTTGTGTCCCTTTGGGTTTC GGGGTAAACAAAAATCGCAA 218

Ad05A7755 Aradu.A05 7755 p2 (TA)9 18 27461387 27461404 AGCCGGATTTTGAGTCTTGA AAAGCGCAATATTCCAATCG 117

Ad05A7756 Aradu.A05 7756 p2 (AC)6 12 27492209 27492220 GCAACGCGATATTTTTGTGA TGTTGGGTATTGAATTGTGGG 233

Ad05A7757 Aradu.A05 7757 p3 (GAA)5 15 27492618 27492632 GTGATTGCAAACAGTGCGTC CCCAAAATTGAACTGAACGG 229

Ad05A7762 Aradu.A05 7762 p3 (TGT)7 21 27515017 27515037 TGCAGATTTTATGGAGCCTG AAACAATGGCCTGTTTCGTC 149

Ad05A7763 Aradu.A05 7763 p3 (AGA)10 30 27516177 27516206 TCTGTAGGGGATCAGGTTGC TCATCAATGAAAGCAGTGGC 209

Ad05A7767 Aradu.A05 7767 p3 (GAT)5 15 27532875 27532889 CGAGTGCTTGGGTGTCACTA CAAAGTGGTCGGTTGATGTG 271

Ad05A7768 Aradu.A05 7768 p2 (TA)7 14 27537735 27537748 AAAATGTCAACGCTGATCCA TCAAACAATACGTTTGATTCACTTT 165

Ad05A7769 Aradu.A05 7769 p2 (TG)7 14 27540831 27540844 GTTTTCCATTCTGTTGCCGT TGGTTCTTCCAGAGCTGGTT 240

Ad05A7772 Aradu.A05 7772 p2 (AC)8 16 27547085 27547100 CTAGCAAGCTACAGGCCCAG GCTGTAAATTGGGAGTTGAGC 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A7773 Aradu.A05 7773 c (AC)6tct(A)12 27 27547211 27547237 GCTCAACTCCCAATTTACAGC GCGAAGAGGTAATGTCTGCAT 206

Ad05A7774 Aradu.A05 7774 p4 (AAAT)8 32 27550113 27550144 TGCAGCAAGCATCATTAACC TGCATATTCGAAGGACCAAG 261

Ad05A7776 Aradu.A05 7776 p2 (TC)6 12 27554270 27554281 CCCTGAACTTCTCGTGGGTA GAGAAGCACACAAAGGAGCC 229

Ad05A7777 Aradu.A05 7777 c (T)10agaaataattgagaggatctattctccatctt(TAA)1175 27564242 27564316 GAAGAACGCGACCAGAGAAG TGCCGTAAGCCTTTTTCTGT 215

Ad05A7781 Aradu.A05 7781 p2 (CT)8 16 27584387 27584402 CCGTCGTAGGAAGCTGAGTC GAGGCGACGACAGAGGATAC 165

Ad05A7782 Aradu.A05 7782 p2 (TC)17 34 27585835 27585868 AGTTCCCGAGGAGTTGCTCT TCCATATCCCTGGTGTTGGT 187

Ad05A7783 Aradu.A05 7783 p3 (ACC)5 15 27589143 27589157 GGTACTGTTGCTGTTCCGGT GGTGGCATCTGGCTATAGGA 279

Ad05A7787 Aradu.A05 7787 p3 (TAA)15 45 27595323 27595367 CCACTTCTCTTTCAAGTCCCA ACTAATCAGATCGAGCCGGA 166

Ad05A7789 Aradu.A05 7789 p3 (TCT)9 27 27600328 27600354 TTACTGTCGTGTCGTCTGCC CGAGGATTTAAGGCTTGCAG 205

Ad05A7790 Aradu.A05 7790 p4 (TATT)5 20 27604721 27604740 TGGAAGAAGTTGTTTATGCTTGC TGGCTTTTCAGGTTTTGATTG 272

Ad05A7792 Aradu.A05 7792 p2 (AG)12 24 27606118 27606141 CTGCATTGATGACAGGAGGA TTCCTTTCTCTTCACCACCG 279

Ad05A7794 Aradu.A05 7794 p2 (TG)8 16 27608908 27608923 CTTAATCTTTGCGGGTCGAG GTTTGGTGCTACGACACACG 226

Ad05A7798 Aradu.A05 7798 p2 (TA)9 18 27688966 27688983 GGGTACAAAAGAATTCGCCA GGCTGAGGTAAAGGTAGGGA 231

Ad05A7801 Aradu.A05 7801 p5 (AAGAT)5 25 27700286 27700310 TCAGGTCAAACTACCCGACC CCTGGGTGCTCCAGTGTATT 224

Ad05A7802 Aradu.A05 7802 p5 (AAGAT)5 25 27711114 27711138 GCCCAATAAAGGGACCAAAT CTTTGGCCGAACTCTTTGAG 244

Ad05A7805 Aradu.A05 7805 c (AT)8ttgaaatgaagcagaaagacatcccaaatgtaaaggataattaaat(A)1072 27769299 27769370 AATAGAGGTTCAAAAAGTTACTCACAT TGCTTCAAGTTGTTTTGCAACTA 251

Ad05A7810 Aradu.A05 7810 p3 (ACA)8 24 27787409 27787432 GTCTCATGTCATCGGGTCCT GCGCGACGGTATTGTATTTT 169

Ad05A7811 Aradu.A05 7811 c (AAC)17aatgatgctatgg(CTA)10ataataataataaccgtaataataatacc(AAT)6141 27788211 27788351 TGATCGTCTGCAAAAAGAAAGA TGGATCATTTTTAATGGATAAGTTTTT 276

Ad05A7816 Aradu.A05 7816 p2 (TG)6 12 27811624 27811635 GGTTGGATGGAGTATGGACAG TGAACCCGTTTTGCTACCTC 280

Ad05A7823 Aradu.A05 7823 p2 (TA)9 18 27822323 27822340 GCGAAGATCCTTTGTTCTCG TGCAATTGAGCGTACCATGT 271

Ad05A7824 Aradu.A05 7824 p2 (TG)6 12 27837617 27837628 TCCTTGGACCTTAGGTGTCG TTTTCCAAGTTCAACCGGAG 256

Ad05A7825 Aradu.A05 7825 p2 (TA)8 16 27839812 27839827 GTGAGGCTTCTCGCTGAAAC ACGGGAGTGTCAAAAACAGG 268

Ad05A7827 Aradu.A05 7827 p2 (TC)11 22 27872490 27872511 GCTACTCTGTGCTCGCTGTG AGAACGGCGAAGATTGAAGA 209

Ad05A7828 Aradu.A05 7828 p4 (GTGC)6 24 27890579 27890602 TCCGAATCAAAGGAGGTCAG CAAAAATGGCGAGAAGCAGT 244

Ad05A7829 Aradu.A05 7829 c (A)14tattatgtacgtttggcttttgactttagaactaatgatctttctattaattttattattagaaccgtaacatttactgtca(T)10106 27893395 27893500 TGCAATTTACTGATGTGGATGA ATTGGTTCCTTTTTCCTCGG 253

Ad05A7832 Aradu.A05 7832 p3 (CAT)5 15 27900678 27900692 GCAGGACAGGACTTGCAAAA AAGGGTGGCATGTGTTAATG 213

Ad05A7835 Aradu.A05 7835 p2 (AG)6 12 27906864 27906875 ATCGGAAGCAGTGTGAGCTT CACTGCGTCGAATCTATGCT 261

Ad05A7836 Aradu.A05 7836 p2 (AT)6 12 27926738 27926749 AATTAGGATTCAAGTGGCCG TTGACTTGACTTCACTTGCCTC 222

Ad05A7848 Aradu.A05 7848 p2 (GA)20 40 27987255 27987294 TGAAGAAAAACATAACAACGCC ATCCTCCCCACATGTACTCG 189

Ad05A7849 Aradu.A05 7849 p2 (GA)15 30 27990065 27990094 GATGAGATCCAGAAACCCCA GCACGGGTCTTCTGCTATTG 243

Ad05A7853 Aradu.A05 7853 p2 (AT)9 18 28005813 28005830 CCAAGTCCTCCCATGTGACT CAACAGGCGGGATTAACCTA 264

Ad05A7855 Aradu.A05 7855 c (A)10gtgacaaaagaaac(A)1034 28010729 28010762 GCGACGAATCTGGATTTGAA ACTCCATCCTCCTCCTCTTC 206

Ad05A7856 Aradu.A05 7856 p3 (TTG)8 24 28014367 28014390 ACATGACAGAGCACAATGGC GGGGAAAAGTTTGAAAAAGGA 233

Ad05A7864 Aradu.A05 7864 p3 (AGA)5 15 28029218 28029232 TTCCCTTCCGAGTCTCACAT AGCGAAAATCCATTAACCCC 186
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Ad05A7865 Aradu.A05 7865 p2 (AT)6 12 28037944 28037955 AGCAAATGCAGAGCCTTCTT GAAGCATTTCAGGATTTTCAGTTT 257

Ad05A7866 Aradu.A05 7866 p2 (TC)6 12 28039005 28039016 CACTTTCATCGGTTGACCCT TTGGACTGAGTTTGTAGCGG 270

Ad05A7868 Aradu.A05 7868 p2 (AT)16 32 28075295 28075326 AGAGTTGACGGAGCAAAGGA GGGTATGTCGTGTCATTTTCC 252

Ad05A7871 Aradu.A05 7871 p3 (AAT)8 24 28077864 28077887 AGTTGGCACTAGGCAAGGAC ACTTCGCATTCTGTCCCAAA 149

Ad05A7872 Aradu.A05 7872 p2 (TA)9 18 28079015 28079032 TATTATTCGCATGCAAACGG CCCTTTCTCGCTCCTTTCTT 175

Ad05A7876 Aradu.A05 7876 c (CTA)5(TTA)14 57 28089550 28089606 TCAGACTCCATTTGTCAAGAAGTT CAGTGGTACATCTGTCTGGCA 268

Ad05A7878 Aradu.A05 7878 p2 (TC)21 42 28116413 28116454 TGAACTGAACCCAACAACAGA CCAAGACGTTGACTCTGAAGG 250

Ad05A7881 Aradu.A05 7881 p2 (TA)7 14 28125671 28125684 CAATGGAACGCCCTAAGAGA TGTGGAGGAGGATCCACAAT 195

Ad05A7882 Aradu.A05 7882 p3 (ATA)7 21 28133054 28133074 TTTTTCAAGAGAAAGTTGTGTATCAA TGGCCATTACTATTGCCACTAA 227

Ad05A7884 Aradu.A05 7884 p2 (TA)6 12 28148948 28148959 TGTCCCTTTGGATTTCCTTG AACTCGAAAGCGCAACACTT 194

Ad05A7888 Aradu.A05 7888 p2 (CT)7 14 28156503 28156516 CCCAAACGGTGTTCCTTCTA CCGGTTGAACCAGTAATCCA 133

Ad05A7891 Aradu.A05 7891 p2 (AT)8 16 28168552 28168567 GGTTCAAAAATTTCGGTTGG AAAAAGAAAAACAATGGCGTC 237

Ad05A7895 Aradu.A05 7895 p3 (TAT)5 15 28172030 28172044 TGCAAGGCTTGAAGATGTTG TTGATCGAAAAAGCATCCAA 160

Ad05A7899 Aradu.A05 7899 p2 (AC)6 12 28179894 28179905 TTTGGGGTTTTGAACCTTTG ATGTCCTGCACCCCTTTATG 215

Ad05A7904 Aradu.A05 7904 c (GT)6c(TA)8 29 28197563 28197591 CATGATATTCGAACACTACTTGTGC CACAGTACGCTCCAACCCTT 200

Ad05A7905 Aradu.A05 7905 p3 (TAA)12 36 28198233 28198268 TTCACCAAATGGGAACATGA TGCTGGACTGTTGGTTATTGA 243

Ad05A7908 Aradu.A05 7908 p3 (GAA)6 18 28201987 28202004 TTTTTATGCTTCTGATTCTGCTT CAAACGTTGGGGACAAAAAT 217

Ad05A7914 Aradu.A05 7914 p3 (ATG)5 15 28208912 28208926 GGGTAAGAGATGCGGTGAGA ATTACAGCGATGATGTGGCA 112

Ad05A7915 Aradu.A05 7915 p2 (GA)11 22 28210998 28211019 CAGAATATTTGTCATTTTTCAATCA TCCTCCCTAAGTTTTCGTAACAA 275

Ad05A7918 Aradu.A05 7918 p2 (TA)6 12 28220335 28220346 TCATGGGTGGTACGAGTCAA TTGGACGTTAATTTCCTAAAGCA 119

Ad05A7919 Aradu.A05 7919 p3 (TAT)6 18 28220529 28220546 GGAAATTAACGTCCAACTCAAA CCTGAATCATATGCTTTTGTTCTAA 233

Ad05A7920 Aradu.A05 7920 c (TGG)6ttggtggtggttgtggttgtggttgtggttgtgattgtggttgtggttggtgttagtggtggtgctggtggtggtgctggtggtggttgtggtggtagtt(GTG)6136 28222833 28222968 GCCTTGCTTCTGCTTTCTTG GCATAATTACCTCCTCCACCA 248

Ad05A7922 Aradu.A05 7922 p2 (AT)10 20 28254733 28254752 TGTGTTGGCCGAAGTTACAA TATGCAGGTCAAGAGGGACC 271

Ad05A7923 Aradu.A05 7923 p2 (TA)7 14 28269776 28269789 TGCTACAAAGAGGAATCACTAACAA TCTCCTTTTTGCTACCGTAATGA 278

Ad05A7924 Aradu.A05 7924 p2 (AT)10 20 28273361 28273380 GCCCAATTCTGAAGCCAATA TCATCAAAATCACCAACAAGAAG 270

Ad05A7927 Aradu.A05 7927 p2 (TA)7 14 28281427 28281440 CCTTTACTTCGCAGGTCGAG TTTACACTTTCAGAGGCGGC 257

Ad05A7931 Aradu.A05 7931 p2 (AT)7 14 28293823 28293836 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 273

Ad05A7933 Aradu.A05 7933 c (TC)12cctcccttcctccttcctcttt(TC)862 28299589 28299650 AATTCGTGCCTCATCTCCAC CCAAACCCAAACATAAACGG 274

Ad05A7941 Aradu.A05 7941 p4 (AAGA)6 24 28325836 28325859 TTGAGGAAGGTCGGAGGTAA TCCCAAATCATGAGACACGA 263

Ad05A7942 Aradu.A05 7942 p4 (TTCT)5 20 28326363 28326382 CCTCAACCCCCTTCTTTTTC GAGGCAAGAGGCAGAAGAGA 225

Ad05A7946 Aradu.A05 7946 p2 (AT)6 12 28359799 28359810 TTTTCATCCACCGTCAAAAT CGTTTTGTGTTTCGTTTGTCA 245

Ad05A7955 Aradu.A05 7955 p2 (GC)6 12 28419154 28419165 TCATTAAAGTGGGCCACAGA GCAAAGATTGGATCAAGGGA 279

Ad05A7956 Aradu.A05 7956 p3 (ATT)5 15 28422646 28422660 TCCTATGCTTTGTCGAACCC TGCGTCTCAGTTCGTTACTGTT 186

Ad05A7961 Aradu.A05 7961 p3 (AGA)6 18 28441410 28441427 TTAGAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 161
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Ad05A7962 Aradu.A05 7962 p3 (AGA)11 33 28453403 28453435 CTCGAAGGTGGAAGCTTTTG TACACCTCTCCCCCTCTCCT 213

Ad05A7963 Aradu.A05 7963 c (T)10cgtttaattc(A)1030 28457021 28457050 GATTCAGTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 261

Ad05A7967 Aradu.A05 7967 p2 (CT)10 20 28498814 28498833 TGCTCTTTTCTCCCCTTTTC AGTGAGGCCCACACAACTTT 169

Ad05A7971 Aradu.A05 7971 c (T)10ggtatcttcttttc(A)1135 28516068 28516102 TCAGTTGGTTAGAGCGTTGG AAAACACCAAAGAACACCAAA 280

Ad05A7974 Aradu.A05 7974 p3 (AAT)6 18 28526194 28526211 CAATCCAGAAGCAACCTTTCA GCTCCAATGGCAGGAATAGA 152

Ad05A7975 Aradu.A05 7975 p3 (TAA)5 15 28545744 28545758 AATAAAAAGGAGACAAAATACCCTAAA GAATGGGGGCTAGGGTAAAG 233

Ad05A7976 Aradu.A05 7976 p2 (AT)6 12 28576991 28577002 AAGGGTGGACCAAGTTGATG CCTTCTCACTCATACGAAATCTTG 276

Ad05A7978 Aradu.A05 7978 p2 (AG)6 12 28590217 28590228 TGTGCCTTGCACTCTCACTC CATCAAGGGCTAGGAGTCCA 266

Ad05A7979 Aradu.A05 7979 p2 (AT)6 12 28594210 28594221 TTGGTCATGTGTAATGCCCT TGCACATGAACACCTGCATA 215

Ad05A7984 Aradu.A05 7984 p3 (ATA)12 36 28610624 28610659 AAATGCACGGATTATTCGAT AACTCATCAAGAAATGACACCTCA 154

Ad05A7985 Aradu.A05 7985 c* (ATTA)6(TAA)6* 40 28611336 28611375 ACATACATTAATGGTGACAAATTGA TGTGCATGTGCTGTTTAGACC 100

Ad05A7990 Aradu.A05 7990 p2 (AG)26 52 28631481 28631532 CGGCACAAAGAGGTGGTT ATTTCTAGTAGCCCCCTCCG 268

Ad05A7991 Aradu.A05 7991 p2 (AG)8 16 28631754 28631769 ATGACGTCGAGGGAAAGATG TAAATTCAAACGGCGAATCC 113

Ad05A7992 Aradu.A05 7992 p2 (AG)7 14 28633852 28633865 TGACGCTGAAGCTTTATCCA TTTGCTTGCACAAGAATGGT 170

Ad05A7993 Aradu.A05 7993 p2 (TC)7 14 28635107 28635120 AAAACAATGCCAAAAAGCGT CGAAGAAAGAAGAAAGGGGG 209

Ad05A7995 Aradu.A05 7995 p3 (GAA)5 15 28637289 28637303 CAAGAAGGTAGGGTTGGGGT TCAAAATCCACCAGATGCAA 191

Ad05A7996 Aradu.A05 7996 p2 (CT)9 18 28639123 28639140 ACTCTCTCCCATGGCTCCTT AGAGAGAGAGGGGGATCTGG 149

Ad05A7998 Aradu.A05 7998 p2 (TC)7 14 28647362 28647375 AAAACAATGCCAAAAAGCGT CGAAGAAAGAAGAAAGGGGG 209

Ad05A8006 Aradu.A05 8006 p2 (TA)7 14 28662383 28662396 TCGTTTTTCGAGCGTTTTGT GAGTTGGCATCCCCTTTGTA 198

Ad05A8007 Aradu.A05 8007 p2 (TA)7 14 28673400 28673413 TGTGTCAATTCGGAGCAAAG TCCTATCCCTAGCATGCAACT 279

Ad05A8010 Aradu.A05 8010 p3 (AAT)5 15 28694970 28694984 GCGAACTTGCACTATCCACA TCCTTGAAAAGGGATGACAAA 280

Ad05A8012 Aradu.A05 8012 p2 (AG)6 12 28725725 28725736 TTTTTGGGGAAGAGGTGTTG AACGCCAGAATTGGCTAAAA 167

Ad05A8014 Aradu.A05 8014 p3 (TTC)5 15 28741236 28741250 TCCCAATCACCTCTCTCACC TAAAATATTGCTCGCCCTCG 279

Ad05A8016 Aradu.A05 8016 c (A)12ctaataacaattacctattcacaaaaaaatacctattctt(A)1062 28746085 28746146 GGGGATGTAACAACTAATAACCA TCACCTTCAATCACGTATATTTCA 279

Ad05A8018 Aradu.A05 8018 p3 (ACA)5 15 28747690 28747704 CCATGGGAGTGGCAGTTAAT TGGCTTAGTTAGGCAAACAGAA 273

Ad05A8019 Aradu.A05 8019 p5 (AATAA)6 30 28748237 28748266 TTCGAATTTTATATTCATGTTTGCTT CACACCAGGTGGTAAACAGG 230

Ad05A8020 Aradu.A05 8020 p3 (AAC)5 15 28753918 28753932 TGACAACGAGAGTGGCAGTT AATCCCACGAGGATTGATGT 268

Ad05A8021 Aradu.A05 8021 p2 (AG)6 12 28754898 28754909 AAGGAGAGAAGGAAGGCAGC GGGATTTACCGTTGGAACAA 278

Ad05A8024 Aradu.A05 8024 p3 (TAC)5 15 28804232 28804246 AACAAAAAGTATTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 272

Ad05A8025 Aradu.A05 8025 c (A)10taattggc(A)1129 28815546 28815574 TGTTGGCTCCTGAAAGAATG ATCCATTGATGCTCAAAGCC 231

Ad05A8027 Aradu.A05 8027 p3 (GAT)5 15 28855178 28855192 GTTGGAATCTATTCAGGCCG TCAACTGCTGAGGTTGAGGA 258

Ad05A8031 Aradu.A05 8031 p2 (TG)6 12 28911300 28911311 CACACAGTGAAGTGTGCGTG GTGCGTACACACAGGTGCTT 125

Ad05A8034 Aradu.A05 8034 p2 (AT)7 14 28932412 28932425 GGGAACAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 262

Ad05A8039 Aradu.A05 8039 c (A)11taataataac(AAT)948 28967986 28968033 TTTTAATCACAAGTGAGCCACC CCCTCGACGATGAACCTTTA 190
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Ad05A8040 Aradu.A05 8040 p3 (AAT)14 42 28991582 28991623 GGGAGAGATTTGTTGGTGGA CCGGTTCAATCGGATAAAAA 255

Ad05A8044 Aradu.A05 8044 p2 (TC)6 12 29019547 29019558 ATGGAGAGTTCAATGGTGGC AGAGACTGGGAAAGGGGAAA 240

Ad05A8045 Aradu.A05 8045 c (TC)11tgttgtggccttttgagtccaaattcacttagccttttgagtttcaaaaattataaatattaaaagtttttaaataataat(TAA)5118 29021015 29021132 AATGCATGCCATGTCTGTGT CCAGAAAAATCCACCAAAACA 209

Ad05A8046 Aradu.A05 8046 p3 (TTA)5 15 29021274 29021288 TGTTTTGGTGGATTTTTCTGG AAGGTCGAACATTGGGTGAA 261

Ad05A8048 Aradu.A05 8048 p2 (TA)8 16 29024926 29024941 TGTTGCTCATCAGGCTGTTC TCCCTCCCTACTAACACTCACC 213

Ad05A8050 Aradu.A05 8050 p2 (TA)6 12 29026930 29026941 GCCAAAACATGGTAAATTGGA AAGTTGCATTTGTTGTTGCAT 179

Ad05A8059 Aradu.A05 8059 p3 (TTC)6 18 29084467 29084484 TGGCCGAACCTACATCTTTC CCTATGACTCGGAGGTGGAA 213

Ad05A8062 Aradu.A05 8062 c (A)10tatattaagtaattaaataaggggatac(A)1048 29113549 29113596 TGGGGAATTTTATGGGAACA TTTTGTCCCATTTGCATTGA 234

Ad05A8063 Aradu.A05 8063 p2 (CT)6 12 29114976 29114987 CAGAAAGCGCTGGAAGTGAT AGAACTGGAGGTCCTATCCCA 276

Ad05A8064 Aradu.A05 8064 p5 (TAAAA)5 25 29118586 29118610 GTGCTAGGTGGGAGACAACC TCGCGTGACTCTCTATTCGAT 266

Ad05A8065 Aradu.A05 8065 p2 (AG)6 12 29171848 29171859 TAAATTGGGGAATCCATCCA TTCATAAGCCAATTTGACAACA 248

Ad05A8067 Aradu.A05 8067 c (AT)9tc(AATA)5 40 29178777 29178816 TGGGAATTTGGACACCTACTC TGCATTGTAATTTTGTCCCC 173

Ad05A8068 Aradu.A05 8068 p2 (CT)6 12 29186559 29186570 ATCGCCAAGCTAATGACGTT GTGCAACAAGTTTGGGGAAT 250

Ad05A8069 Aradu.A05 8069 p2 (AG)8 16 29195939 29195954 GTGCTAGGTGGGAGACAACC TCGGCATGACTCTCTGTTCA 252

Ad05A8070 Aradu.A05 8070 p2 (AG)6 12 29204391 29204402 GTGCTAGGTGGGAGACAACC GCGTGGAATAATTTGTGCCT 276

Ad05A8072 Aradu.A05 8072 p2 (TA)6 12 29234656 29234667 TGCTTTAATATGGTTTGGCCTT TGATCAACCTCCCCACACTT 242

Ad05A8073 Aradu.A05 8073 p2 (AG)6 12 29235505 29235516 TAAATTGGGGAATCCATCCA TGAAAAGGTCAAAAGCCAATTT 249

Ad05A8076 Aradu.A05 8076 p2 (AC)6 12 29334798 29334809 TTTCAAGGTTGTAATGGGGC GGGGAATAAATTCACCCCAA 256

Ad05A8078 Aradu.A05 8078 c (GA)6gt(AAG)7 35 29379480 29379514 GTGGGAGGAGGGTAAGAGGA CACCGTGCACCTTCAATTC 182

Ad05A8081 Aradu.A05 8081 p3 (TTC)6 18 29408649 29408666 CTCTTCCCAATTACCCCCAT CCCTCGAGCAAGAGAAGAAA 271

Ad05A8082 Aradu.A05 8082 p2 (CT)6 12 29437569 29437580 ATAAGCCAATTGGGCAACAC GGGAGTGGAGCAGAATCAGA 248

Ad05A8083 Aradu.A05 8083 p2 (TG)6 12 29484158 29484169 ACCCCCTCTCACTCTCTGGT TTTCATAAACCCTCGTTGCC 200

Ad05A8084 Aradu.A05 8084 p3 (TTC)6 18 29516046 29516063 TACACCTCTCCCCCTCTCCT CTCGGAAGTGGAAGCTTTTG 198

Ad05A8086 Aradu.A05 8086 p2 (GA)7 14 29519990 29520003 CATTAATGGAGGATGCCGTC CAGCAACATGCCGTGACTAT 261

Ad05A8087 Aradu.A05 8087 p3 (ATG)5 15 29522293 29522307 CACCACGTGCTCTAGGTTGA CCATTGGACTGTCCCTCTGT 201

Ad05A8088 Aradu.A05 8088 p2 (TA)7 14 29523018 29523031 GTGGGAACCCTTTCGAGAAT AAAACTTTAAACCGCAACGC 226

Ad05A8092 Aradu.A05 8092 p2 (AG)20 40 29535242 29535281 TCACTTTACCAACCTCCTCAAAA TCATTGGATCTTCGTGGGAT 277

Ad05A8093 Aradu.A05 8093 p3 (TTG)6 18 29537485 29537502 CTAACATGGGACATGGGGTC ACCAACTTCCCAAACCTCAA 268

Ad05A8094 Aradu.A05 8094 p2 (CT)7 14 29537621 29537634 GAGGTTTGGGAAGTTGGTTG TTGCGTCAGCACTTAGCAGT 115

Ad05A8096 Aradu.A05 8096 p2 (TC)6 12 29548633 29548644 AACCTATCACAACCCCTCCC CACCAGAGATGTCGGCACTA 205

Ad05A8098 Aradu.A05 8098 p3 (ATA)5 15 29569796 29569810 TCTTAATGCAAACCAACCTGAA TCTGGCCAGTTTTAGCCAAC 218

Ad05A8099 Aradu.A05 8099 p5 (CGGTT)5 25 29571409 29571433 GTCTGGGGAAGGAGAAGGAC CCGAAAACCGAATTAACCAA 247

Ad05A8102 Aradu.A05 8102 p2 (AC)6 12 29672421 29672432 GGGCTAAGGTAAGGGTGAGG TGGGAATTATGGGTAGCTGG 140

Ad05A8105 Aradu.A05 8105 p2 (AG)10 20 29722431 29722450 CCGAACGAACCAAAAACACT TGGGCTAGGGCAGAAAACTA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A8106 Aradu.A05 8106 p2 (AT)7 14 29724470 29724483 CATGAGTGTGCAGAGCCAAT TAGCATTCGCCAACCTAACC 203

Ad05A8108 Aradu.A05 8108 p4 (TATT)5 20 29736383 29736402 TTTCGAAAATACCTCCCTTTTT GGGTTAATGGAAGGAGATGGA 253

Ad05A8111 Aradu.A05 8111 p2 (TC)6 12 29740701 29740712 AAAATCACTTCCCTCTTTTTCG GGAGAATCCAAACACAAGGGT 220

Ad05A8112 Aradu.A05 8112 p3 (TTC)6 18 29744084 29744101 TACACCTCTCCCCCTCTCCT AGGTTTCTCCGGCATTAGGT 158

Ad05A8113 Aradu.A05 8113 c (AGA)5tatagag(GA)634 29748012 29748045 TTAGAATGTTGCTCGCCCTT CACGGTCATCCCTTCTGTTT 200

Ad05A8115 Aradu.A05 8115 p2 (AG)7 14 29779950 29779963 TAAACCTGGGATCGGTCACT ACGGACCAGAAAGCGTTAGA 261

Ad05A8117 Aradu.A05 8117 p3 (TCT)6 18 29819060 29819077 AATGGCCGAACATACACTCC TTGCCTTCCCTTTTCCTTTT 278

Ad05A8120 Aradu.A05 8120 p4 (AGAA)5 20 29829147 29829166 ACCCTAATTTCCCCTCCCTT TCGCTCTCTCCCTCAACATT 155

Ad05A8121 Aradu.A05 8121 p3 (AGA)6 18 29836382 29836399 CTAGAGGATTCTCCGGCCTT CCGAAACAACATCCCTCACT 166

Ad05A8125 Aradu.A05 8125 p3 (AGA)5 15 29863582 29863596 AGTGGTCTTGATGGGCTTTG ACCTCCCCTTCTCCTCCATA 236

Ad05A8127 Aradu.A05 8127 c (AT)11tagggagtgggggacgttagtttggagagtgtcatgggttggacaagggaaggattatatatg(TA)697 29883396 29883492 GCACGGATGAGTCAAAACAA CTTTCCTTCCCCAATCAACA 209

Ad05A8129 Aradu.A05 8129 p3 (AGA)6 18 29919034 29919051 AAGCAGAGCTTTTTCCCACA ATTTCCTTCCCAAACCCATC 239

Ad05A8130 Aradu.A05 8130 p2 (AG)6 12 29922367 29922378 CACGTTCAGGATCAGCTTCA TCTCTTCTACTCATAATTCGAACCC 208

Ad05A8133 Aradu.A05 8133 p2 (AG)7 14 29938182 29938195 AATGCTGAGGGCGATTTCTA CATTGAACCTGTGATTTGAAGAA 256

Ad05A8142 Aradu.A05 8142 p2 (TA)9 18 30012343 30012360 CTCAAATCAATTGGTGCCCT TAACCGGTTGACCTACCAGC 236

Ad05A8146 Aradu.A05 8146 p2 (GA)6 12 30048122 30048133 AGGACTGGGTAGCGGAGAAT AACCCTAATACGCGATGCAC 252

Ad05A8148 Aradu.A05 8148 p2 (TA)6 12 30065601 30065612 AACTCGAAAGCGCAACACTC TTATGCTCGGACCGGTTATC 140

Ad05A8155 Aradu.A05 8155 p3 (AGA)7 21 30124543 30124563 CCCTTTCCTCCTTCTTGAGG AAACCCACACCTCTCTCCCT 179

Ad05A8156 Aradu.A05 8156 p3 (TCT)6 18 30133684 30133701 ACACACTACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 223

Ad05A8157 Aradu.A05 8157 p4 (CATT)5 20 30140166 30140185 ATCTCTGGCATACTCGCCAT TTGGTCCTTGGGTAGTGGAG 197

Ad05A8165 Aradu.A05 8165 p2 (AT)6 12 30255857 30255868 TTCGAAAATTTGGAGGGAAA TGTTCTTGCATGCATTCTTTG 142

Ad05A8166 Aradu.A05 8166 p3 (TTC)6 18 30282984 30283001 CCCATAAACCCCACCTACCT ATATTGCTCGCCCTTAAGCA 237

Ad05A8168 Aradu.A05 8168 p2 (GA)6 12 30299955 30299966 TTTGAAGGTGAGTGGGGAAG CATGCTTTACATGGGCATTG 244

Ad05A8169 Aradu.A05 8169 p2 (CT)8 16 30309465 30309480 GGAACATTAAACCTGGAAATTGA TTTAGGCCATGTTTTGACCC 230

Ad05A8173 Aradu.A05 8173 p2 (TA)7 14 30359221 30359234 GCGAGTATAATTGAAAAAGGTGAAA TGGTCACAAAACAAGTTCACAA 234

Ad05A8174 Aradu.A05 8174 p2 (TA)6 12 30362414 30362425 GTGGTGAGGCGTTATGACCT CGAGTGTGATGCGTGTTTCT 163

Ad05A8175 Aradu.A05 8175 p3 (ATT)6 18 30379531 30379548 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad05A8176 Aradu.A05 8176 p2 (TA)7 14 30396033 30396046 CTTCATTCGAAGGAGTGAATTT AGGAATCACAATCAAATCGTCA 166

Ad05A8177 Aradu.A05 8177 p2 (AT)7 14 30399193 30399206 AGTCCCAAACTCGACCTGTG TGCGAAGAACTCTTGGGACT 204

Ad05A8178 Aradu.A05 8178 p2 (GA)23 46 30445109 30445154 ATTGAGGACATACAACGGGC GTCGGTTTAGGGTGTCTCCA 221

Ad05A8180 Aradu.A05 8180 p2 (GA)6 12 30457274 30457285 AATTCCGGTGGAAAATAGGG CTTCCTTCTTCTTCGCCCTT 227

Ad05A8185 Aradu.A05 8185 p2 (AG)8 16 30479617 30479632 GGTTATGCTCGGAGTTGAGC GACCAACAGCCTCATTCGTT 230

Ad05A8188 Aradu.A05 8188 p2 (TA)6 12 30518321 30518332 AACATAGACCAACGCTCTAGCC TTTTCCAAAGCATTAGTCTTCCA 101

Ad05A8193 Aradu.A05 8193 p2 (AT)8 16 30641985 30642000 CAACCCAAACTAAACCGATGA ATGATGCAAGGGGATAGTGC 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A8194 Aradu.A05 8194 p3 (AGA)5 15 30643002 30643016 ACCGCCACCATCTTCATAAC CATCCTCATCAGTTCCCACC 273

Ad05A8197 Aradu.A05 8197 c (GAA)6gagagagaggaacttacatgaagaggatggcgcggcagcgggttcggcg(GAA)7gcgggttcggcg(GAA)10130 30650890 30651019 CTTACACGAAGAGGATGGCG CTTCTCCTCCAATGCCTGAG 243

Ad05A8200 Aradu.A05 8200 p2 (TA)6 12 30675857 30675868 GCCAGCTTAGGGACTTCTTG GCGTAGTTAATTTGCGAGGTG 278

Ad05A8204 Aradu.A05 8204 p3 (TAC)6 18 30750632 30750649 ATCACAATTTCACGCACCAG CCCAAAACACAGGTTGTTGA 280

Ad05A8206 Aradu.A05 8206 p3 (AAT)6 18 30780627 30780644 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 182

Ad05A8207 Aradu.A05 8207 p3 (TCT)5 15 30783788 30783802 TCCCACATAGCCGAACCTAC TTTCCTTCTCCCATGACTCG 227

Ad05A8208 Aradu.A05 8208 p5 (TTATC)7 35 30816153 30816187 TTGTGGGACTGAAAGTGCTG AGATAAAGGCGGTTCCCCTA 262

Ad05A8209 Aradu.A05 8209 p2 (AG)8 16 30818279 30818294 CACAGCAAGCTCAATTGGAA TTAGGGAGCATTAGGACGGA 254

Ad05A8215 Aradu.A05 8215 c (T)10ctttttctatataatttttttttcttttcttttctctttttttttccacttttatctcttttgcttttcattttttttcttc(T)10102 30868245 30868346 GGGCAATTTGTCCCCTTTAT GGTCGGGATAAAAGGGTGTT 251

Ad05A8216 Aradu.A05 8216 p2 (GC)6 12 30871254 30871265 GAAGAAGAATGAAAGGGGGC TTATGCTACCAGCACAAGCG 160

Ad05A8219 Aradu.A05 8219 p2 (GA)6 12 30880948 30880959 TGAATTTTGAAGGGGAGTGG CCACAGGATCACCTCAGGAT 145

Ad05A8220 Aradu.A05 8220 p3 (CAT)9 27 30920664 30920690 GCAGGAGTTGGAGAAGTTGG TGAAGGCTCAGGTTCGAGTT 184

Ad05A8222 Aradu.A05 8222 p4 (TAAA)5 20 30934740 30934759 GCTCCTTAACAGCTTCCCAA TGAGCATCAGTTGGAGCATT 257

Ad05A8223 Aradu.A05 8223 p3 (ATT)5 15 30935770 30935784 TGAACTTCAATTAGCACGCTTT CTTCCCATCCAATTTCAATCA 221

Ad05A8224 Aradu.A05 8224 p3 (ATT)5 15 30938494 30938508 GGCCTCAAAGAACCAACAAA TCATGGGCTTAACGAACACA 230

Ad05A8225 Aradu.A05 8225 p2 (GA)6 12 30939610 30939621 TACAAGAAACTGCAATGGCG TTGTCGCTCCTTTTCATGTG 194

Ad05A8227 Aradu.A05 8227 p3 (ACA)7 21 30950524 30950544 GATTTTGTTTAGTTTTTGGCTGG TGATAGAGCACAATGGCGTC 256

Ad05A8229 Aradu.A05 8229 c (A)13tatcattccaggcatgtaggatacccactctagtctccaaatccaaaag(A)1072 30994202 30994273 GAGTGGAAACGTGTGTGTGG TTGGAGAGGGTATCCTGCAT 147

Ad05A8232 Aradu.A05 8232 p2 (TA)6 12 30997281 30997292 TCTCAAACCTCGTATAGATTCGG CGCCAGAAAGAAGGACCATA 247

Ad05A8233 Aradu.A05 8233 p5 (CTTTT)5 25 30998144 30998168 GTCCCCACATACAATTTGGC AAATGGTAAAAGGACAAGTTTTTCTAA 232

Ad05A8235 Aradu.A05 8235 p2 (CT)7 14 31058752 31058765 AAACCTGGAACTCAGAAGAAATTG CTATAAAGTGGGGGAACGCA 189

Ad05A8236 Aradu.A05 8236 p2 (GC)6 12 31091334 31091345 TGGAAAGCTAACATCTGGGG TTCATCTTTAGTGGGCCGAG 123

Ad05A8240 Aradu.A05 8240 p2 (AT)8 16 31121058 31121073 TGAGAATTTTGGGAATTGGG TTCACTTTGGGGCATTTTGT 195

Ad05A8241 Aradu.A05 8241 p2 (AG)6 12 31130632 31130643 CGTTTTAACCCAGTTTTCGG GGAACATTGAACCTGTGATGAA 203

Ad05A8245 Aradu.A05 8245 p3 (TAC)5 15 31163899 31163913 GGACAAAAAGTATTGCCACCA CCACTTCCCAAAATAGAGGTTG 279

Ad05A8247 Aradu.A05 8247 p2 (AG)6 12 31187821 31187832 GAAGGGTTTTTGGGGAAGAG GAATTGGCTCAAAACGCAAT 198

Ad05A8251 Aradu.A05 8251 p2 (AG)6 12 31212400 31212411 AAACCTGGGATCGAGAGTCA TTTCAGCCCAGAACACACAG 189

Ad05A8253 Aradu.A05 8253 p2 (AG)6 12 31218460 31218471 AAACCTGGGATCGAGAGTCA TAACAGAAATCACTGGGGGC 235

Ad05A8254 Aradu.A05 8254 c (TC)6ttccctcg(CT)632 31226519 31226550 GAAAAGTTAGGGTGTGCAAAAA AGAGAGAGGGAGAAGAGGGG 276

Ad05A8255 Aradu.A05 8255 p2 (CT)7 14 31226673 31226686 TCCTCGCTCTCCCCTTTT GAGGGGAGGGAAAGAAAGAG 105

Ad05A8256 Aradu.A05 8256 c (TC)7cccccttcccccttctctctttccccatctttttcctctctcttcccttttgtttctctctctcctctccctactctcttcctctt(TC)6112 31226793 31226904 TCCTTTTCCTCTTGCTCTCTC AGAAAGAAGGGAAGGGGGAG 248

Ad05A8257 Aradu.A05 8257 p2 (TC)8 16 31227053 31227068 ATCTCTCTCCCCCTTCCCTT CCCTCTCTTCGTCCTCCTCT 230

Ad05A8258 Aradu.A05 8258 c (AG)6ggagaaaagtgagagagacagagagaaagagagagg(GA)660 31227206 31227265 TCTCTCAACCTTCTCTCGCTC TCCCTCTCTCTCCTTCCCTC 274

Ad05A8260 Aradu.A05 8260 p2 (GA)15 30 31227743 31227772 GGAGGGAGAGAGGAAAGGAA CTCTCGCTCCCCCTCTTTC 270
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Ad05A8261 Aradu.A05 8261 p2 (AG)11 22 31227931 31227952 GGAGGGAGAGAGGAAAGGAA CTCTCGCTCCCCCTCTTTC 270

Ad05A8270 Aradu.A05 8270 p2 (AT)6 12 31263634 31263645 TTTCAGATGCAGGACGTGAG GCTGCGAAGATAACCAGTCC 270

Ad05A8271 Aradu.A05 8271 p3 (CAA)5 15 31264960 31264974 CCGAGAAAGGGATTCACAAA TCCTGGATGGAGACTTCCAC 191

Ad05A8272 Aradu.A05 8272 p2 (GA)6 12 31274281 31274292 ACAGCAACAGCAGCAATGTC TCCTTTCCATTTCAGCAACC 261

Ad05A8276 Aradu.A05 8276 c (AG)8aaagcgcgagagagaggaacttacatgaagaggatggcgcggcagcaggctcggcggggg(AGA)8100 31286746 31286845 TTGCAACAATGAATCTGTGGA AGAGGCCAGAGATGGAGTCA 234

Ad05A8279 Aradu.A05 8279 p2 (AG)7 14 31312149 31312162 GCGGGATGTTACAATGGGTA GACGGTTCAGCCCTATTCAA 143

Ad05A8281 Aradu.A05 8281 p3 (ATA)5 15 31321338 31321352 CCAGTGGCATGCACTAAAAA ATAACCCACCGACTGATGGA 269

Ad05A8287 Aradu.A05 8287 p2 (AT)7 14 31367894 31367907 TCTCCTCCTCCTTCTCCTCC TGGTATCTGAAATCCCGGTG 208

Ad05A8288 Aradu.A05 8288 p3 (ATT)5 15 31368018 31368032 CTTTGCCTCATTGCCAAAAC TGCTCCTTTCCATGTTCTCA 280

Ad05A8289 Aradu.A05 8289 p3 (TAC)5 15 31368199 31368213 GCAACACTTTCAGGTTTCTCTTT TGTGAATGGGTTCAATCTGC 259

Ad05A8290 Aradu.A05 8290 p2 (AT)8 16 31370254 31370269 TTTTGTCGGTAACTAAAAATCCG AAACACGATGTCCAAAATCAGA 263

Ad05A8292 Aradu.A05 8292 c (TTAT)13(TTGT)676 31375128 31375203 AATGGTGGCATGCCTAAGTC TTGTAAAATGGAAGTGGGGC 196

Ad05A8295 Aradu.A05 8295 p2 (AT)6 12 31385588 31385599 CCCCTCTTTGTTGAGAGCAA CAACAAATCAATGAAGTTCGGA 277

Ad05A8297 Aradu.A05 8297 p3 (ATA)6 18 31387368 31387385 AGTACGCTTAAAAAGCAATTCG TCAAAATTCAAGAAGATCCACAAA 124

Ad05A8298 Aradu.A05 8298 c (TCT)7cttcctcttccacttcctcttcctcttcctcttcc(TCT)6tcg(T)13cgattttcatgatttctaaaa(TTC)5126 31390644 31390769 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 212

Ad05A8299 Aradu.A05 8299 c (AAG)5aggaagaggaagaagaacgtgtagc(AAG)555 31391728 31391782 TTTTTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 242

Ad05A8304 Aradu.A05 8304 p2 (AG)8 16 31451187 31451202 CGTTTTGACCCAGTTTTTGG GCAACATAAAGTAATCAACAAGGG 258

Ad05A8306 Aradu.A05 8306 p3 (TTC)18 54 31454593 31454646 TGCCGCCACTTTTCTTATCT TGATGGAGGATGTGAGATTGA 157

Ad05A8308 Aradu.A05 8308 p3 (AAG)5 15 31500699 31500713 TCCTTCTCATCTTCTGCTGCT TCTCGTTCTTCGTCTTCTTGC 247

Ad05A8309 Aradu.A05 8309 c (AAG)19aggaagaagaacgtgcagc(AAG)5gagaaagagaaggcaagaaacgaaagaaaagaagaaaaggaggaagag(GAA)5154 31500819 31500972 TGCAAGAAGACGAAGAACGA AAAAACGCGATGCAAAGTCT 223

Ad05A8310 Aradu.A05 8310 p2 (AG)6 12 31504077 31504088 TCCAAGCTGATCCCTCTCAT AAGATGGATTGGATTGGCAG 273

Ad05A8311 Aradu.A05 8311 p2 (AG)7 14 31513764 31513777 ATCAAACGGGTTGCATGAAT TTTCCATGTATCCCAAGATGG 271

Ad05A8313 Aradu.A05 8313 p3 (AGG)9 27 31533055 31533081 CTCAGGAAGAAGTTGGGCAG AGGAGGCTAAGGCAAAGTCC 170

Ad05A8315 Aradu.A05 8315 p3 (AGA)6 18 31568594 31568611 GGTCTTGATGGCTTTTGGAG CACCTTGACCGAAACACCTT 254

Ad05A8316 Aradu.A05 8316 p2 (AG)22 44 31592759 31592802 TGGGCTAAGGAAATCAAACG TTTCTTGCTTCTTTGGTGAACA 212

Ad05A8317 Aradu.A05 8317 p2 (AT)9 18 31596187 31596204 AAACAATATTGATGCACGTCG CAGACCTTATAAAACTTTTGTTGTTG 253

Ad05A8320 Aradu.A05 8320 p3 (TTA)5 15 31608182 31608196 TTGGCTATTTGATCAATGATGG GCGAACTTGCACTATCCACA 183

Ad05A8321 Aradu.A05 8321 p2 (GA)11 22 31609472 31609493 TGGTAAAGACATCAACGGAGA TCTGTTTTTGGCCCAGTTTT 226

Ad05A8322 Aradu.A05 8322 p2 (CT)6 12 31614410 31614421 ATGCATCCATTGAGGGAGTC CAATTGGGCAACATCAATCA 230

Ad05A8323 Aradu.A05 8323 p2 (AT)8 16 31615325 31615340 AAATCCCAACGTCAAAATGG ATCTTGGAGGGTGTTGTTGC 268

Ad05A8324 Aradu.A05 8324 p3 (AGA)5 15 31666277 31666291 AAAATGTTTGCTCGTCCTCG ACACCACTTCTCCCCCTCTT 110

Ad05A8326 Aradu.A05 8326 p3 (TTA)5 15 31682744 31682758 TGCTCCAACTTTCTGTGGAA TGCACCGATGTTTCATCAAT 196

Ad05A8334 Aradu.A05 8334 p3 (TTA)5 15 31736201 31736215 TTTTTCCGTTTTGAGCTTGA ATTACCTTGACTCCTGGCCC 191

Ad05A8337 Aradu.A05 8337 p2 (AT)6 12 31750085 31750096 GGATGATCATTTATGAAAATGCAA GCCTATATGGAAGTAAGTGTTTTCG 266
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Ad05A8338 Aradu.A05 8338 p3 (GAG)9 27 31755365 31755391 TGAAGAAAAAGGAGAAGAAGCA AACACATGCGCTACTCAACG 103

Ad05A8339 Aradu.A05 8339 p3 (TAT)25 75 31757751 31757825 CAATGTTTGGCAATTATTTTAGCA CCCATCCAACAACAAAATCC 230

Ad05A8342 Aradu.A05 8342 p3 (TAA)6 18 31767702 31767719 ATGTCCGGTTGACTCATCGT GGGGCATTCACCTCAGATAA 249

Ad05A8344 Aradu.A05 8344 p3 (AAT)7 21 31794852 31794872 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 195

Ad05A8347 Aradu.A05 8347 p3 (GAT)5 15 31836310 31836324 ATTTGTTGATGGAATTGGGC TTGCAAATATCTTGTGAACCCT 161

Ad05A8348 Aradu.A05 8348 p2 (AT)6 12 31839853 31839864 CAAACCAGTCACATTCACAACA TTTTTCCGGAACTTTTGTCG 184

Ad05A8349 Aradu.A05 8349 p3 (AAT)10 30 31854158 31854187 TTGCAAAAGCATAATTGCCA CGCCATATGAAAGAGTTCACAA 273

Ad05A8351 Aradu.A05 8351 c (A)10tgataacaatttttgttaagagaacaatatataaattcacacaaagaatgtggagtatatgtcaatcatacaaaggcaagtatagtctgtgtataccagc(A)12122 31857465 31857586 TTGGGTATACAGTGGGGAGC GGTAGGTGTAGCCGTGTAGGG 241

Ad05A8354 Aradu.A05 8354 c (GA)24gtatatgat(A)1067 31860877 31860943 GGGGTCTCAAAACAAAACCA GCACACAATCCTTATCAAAAACC 256

Ad05A8356 Aradu.A05 8356 p3 (TCT)5 15 31896276 31896290 CACCCACCTCAACTCACCTT CCCTCGAGCAAAAGAAGAAA 202

Ad05A8358 Aradu.A05 8358 p2 (AT)6 12 31931435 31931446 CATTGAGCTCCTTCCACACA GAAGGATTTAAATGTGTGATCCAA 280

Ad05A8362 Aradu.A05 8362 p2 (TA)7 14 31952265 31952278 GTTTTCTCAATGGACTGGGC TGCGTATCACTAAATTCAGCC 187

Ad05A8363 Aradu.A05 8363 p3 (TAT)13 39 31954536 31954574 AGGTTCCAAAATCCAAACCA CCAAAATGCACATAATGACAAAA 205

Ad05A8365 Aradu.A05 8365 c (TTTA)5ttattatgaaaatttg(T)1349 31958165 31958213 TCGAGTCTTTCAATCTTTGGC ATGGCATCCCATTACCTCAA 181

Ad05A8367 Aradu.A05 8367 p2 (AT)16 32 31963228 31963259 AAAACCCACGAGCTCATTTC TCATTCTAAAGTTGATTTTTGTTCA 265

Ad05A8368 Aradu.A05 8368 p2 (CA)6 12 31963590 31963601 TAGGGGGTAAGAATTGGGGA GGTCGAAACCGACAAATGAG 249

Ad05A8369 Aradu.A05 8369 p4 (TTAT)5 20 31966579 31966598 CAAATACCTGTTTCAATCAATCAA TCAAGGATAATGGCGAAGTTG 107

Ad05A8370 Aradu.A05 8370 p2 (GA)9 18 31967712 31967729 CACAGCAATAGGTTGCCTGA GTCCCAGCCGTTTTTACTGA 230

Ad05A8373 Aradu.A05 8373 c (A)10taaagtattcggtggaaattcttttgtttttccccctccctttagaccactttacaaaaggtaatagtgttgctaattgttat(TA)7107 32005283 32005389 GGAGATGCCAAATCTTGAGTG CCGACCAACCGAACCTACTA 226

Ad05A8377 Aradu.A05 8377 c (TTA)17(TTG)5 66 32010996 32011061 CGATGTTGGTGTTCCACTTG CTCCCATGTCATCGAGTCCT 274

Ad05A8379 Aradu.A05 8379 c (TTG)8(TTC)7 45 32023469 32023513 TGGCCAGATGATGTGGAATA GACATCCACATCTGCACCAC 233

Ad05A8380 Aradu.A05 8380 p3 (AGA)5 15 32028827 32028841 CTTCTCCTGCCAACGAACTC CTTGTAGGGGGAATGAAGCA 197

Ad05A8382 Aradu.A05 8382 p3 (ATA)5 15 32049756 32049770 AGTTCCGGCAGCTAGATTGA TTCAACCCTTCCTCCCTTCT 243

Ad05A8385 Aradu.A05 8385 p3 (ATG)5 15 32052800 32052814 TGCAGTAGTTGGTGAGGCTG GTGGTGTCTCATCGTCGCTA 179

Ad05A8386 Aradu.A05 8386 p2 (AT)9 18 32056816 32056833 TTGATCATAGGATTATTAAAAAGGACA TTTTGGTCTTTCCGGATTATT 230

Ad05A8387 Aradu.A05 8387 p2 (AT)12 24 32056996 32057019 TCTTGATCATAGGATTATTAAAAAGGA TGACAGTCGCAGGTCAAAAG 267

Ad05A8388 Aradu.A05 8388 p3 (ATG)7 21 32058526 32058546 ATGATGGTTCCAGTTTTCGG AGCCAACAAGTACACTGGGG 270

Ad05A8391 Aradu.A05 8391 c (AAT)8acctccccctgtcacaataaattccttactttttttt(A)1273 32062607 32062679 TGAGAAGAGTGAATCAGGCAGA TGACTAATTTTTGCATCTCAATTC 245

Ad05A8393 Aradu.A05 8393 c* (AT)9(ATA)5* 31 32063964 32063994 AAAAATCAGGTGCACATTTGATAG CGAAAGCCATGGAATTATTGA 210

Ad05A8394 Aradu.A05 8394 p2 (TA)6 12 32116726 32116737 GCCCCAAATTCTTGTGAAAC GCGTACAAATTATCCGCTCA 229

Ad05A8399 Aradu.A05 8399 p2 (AT)7 14 32146154 32146167 TCTCACCTGTTGTTGGATTTT CCTGCAAAATAGAGGTTGTCG 280

Ad05A8403 Aradu.A05 8403 p3 (ATA)6 18 32149063 32149080 TGCATTTAAATTTCAAGTATGATGT GGTTGTAATACCTCGCCACC 223

Ad05A8405 Aradu.A05 8405 p2 (TC)6 12 32161205 32161216 ATCCAACCCATTTCTGATGC TTGGCAACATAAAGGAATTAACAA 255

Ad05A8406 Aradu.A05 8406 p2 (AT)7 14 32168309 32168322 GCGCATATTCATGCATTCAG GGATTGAATTTGGTCAAGTGG 262
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Ad05A8407 Aradu.A05 8407 p2 (CA)6 12 32173624 32173635 TAAGCTCCTAACTCAGCCCG CTCCCTGTTCCTGTTTTTCG 192

Ad05A8408 Aradu.A05 8408 c (CA)9cgcg(CA)19(TA)774 32173861 32173934 ATACACACGCCCACACACAC CTCGTTAGGCGTTTGGACTC 280

Ad05A8410 Aradu.A05 8410 c (T)11catttctcttggcagggtttaaaggtagatctaattatcacagactattgcatgcctggaatgtctggttatgatttgctcaaaaaaatcaaggtac(A)11119 32178040 32178158 CTGGGGCTAGACGAACAGAG TTTGTTGGGATTGTGTTTAATTTG 279

Ad05A8412 Aradu.A05 8412 p2 (TA)6 12 32204978 32204989 GCAGCTCAAATACCTCGGAC AATGACCTGTCGCGGTTTAC 259

Ad05A8421 Aradu.A05 8421 p2 (AT)6 12 32283633 32283644 TTTTCAAGATTGTAATGGGGC AGGGGAGAAAATTACCCCAA 259

Ad05A8425 Aradu.A05 8425 p3 (AGA)9 27 32336438 32336464 TGTTGGTCATTGCATGGTTT CACAGCATTCTTCAGAGCCA 277

Ad05A8428 Aradu.A05 8428 p2 (AC)9 18 32351534 32351551 CTAACTCATCCCGCGAAGTC TTAGCTCTCTCCCCGCATAA 158

Ad05A8429 Aradu.A05 8429 c (A)10gagaaaaagaaaaagaaaaaatatat(A)1046 32404498 32404543 GGGAAAGTGGGTTTGGAAAT ATTCATGCATCCTGATTCGG 267

Ad05A8432 Aradu.A05 8432 p2 (AT)7 14 32422522 32422535 GCAACGCTCAAGAAACGAGT TTAGCTCTCTCCCCGCATAA 245

Ad05A8434 Aradu.A05 8434 p2 (AT)7 14 32446058 32446071 AAGCCAGAACAAGAAGCCAT ATTTTCTTCAACACGCGTCC 268

Ad05A8436 Aradu.A05 8436 p2 (GA)11 22 32448885 32448906 GGTTCTTGTGTGGAAGGGAA TCTCCACATCCACCTCCTTC 238

Ad05A8440 Aradu.A05 8440 p3 (CCT)6 18 32455039 32455056 TACTCACGCGCTTCGTACTG AATTGAACCACACCTCAGCC 261

Ad05A8441 Aradu.A05 8441 p3 (GAG)5 15 32455988 32456002 TGAAACACGTGAAGAAAAAGGA GCCAAATCCAACAAAAAGGA 158

Ad05A8448 Aradu.A05 8448 p2 (TA)7 14 32476819 32476832 GCTGTGAGGCTTTCTTCGTC ATTCTTCACCAACCGCAAAA 212

Ad05A8452 Aradu.A05 8452 p2 (TA)6 12 32485432 32485443 GGGGGACAATGATTTTGTTG AAATTCCGGCTTGAAATGTT 257

Ad05A8455 Aradu.A05 8455 p2 (AT)11 22 32505659 32505680 ACGGACACATTACGAGGGAC AATTGAGCTGTGTCGGAAAAA 178

Ad05A8457 Aradu.A05 8457 c (AAT)5(TAA)5 30 32510813 32510842 TGTCCACATACCAAAAGGTTAATG GGATATATGCTAGTTGCTAGGGTAA 271

Ad05A8458 Aradu.A05 8458 c* (TGT)5(T)25* 39 32511765 32511803 TCGAATGTGATGAGAAGAGGC TGGTTTTGAGCGCTTGAGTA 222

Ad05A8459 Aradu.A05 8459 c (AT)7agtcactc(AAT)743 32512537 32512579 AAAAACGGACATTTTAGTCCCA TGGTTTTAACCTTGAATTTCTTGA 273

Ad05A8460 Aradu.A05 8460 p3 (TAT)10 30 32512854 32512883 ATTGGGTGAAGGAGGTTGTG AAGAGACCTCCGTCCAAAAA 227

Ad05A8464 Aradu.A05 8464 p5 (TTATC)5 25 32527458 32527482 CTGGTGTGTCCGACTTGTTG AGATAAAGGCGGTTCCCCTA 269

Ad05A8476 Aradu.A05 8476 p2 (GA)15 30 32663114 32663143 TAGGGGTCACGGATTTCAAG AAAAATTACCCTCGCTGGCT 275

Ad05A8479 Aradu.A05 8479 p2 (CT)7 14 32666657 32666670 CATTGAACCTGAAATTTGAAAAGA ACGAACCAAAAATCACTGGG 250

Ad05A8480 Aradu.A05 8480 p3 (TTA)7 21 32682083 32682103 TTGATTAGCTCAAATGCCCC AAAAATGGGTGCACATTCA 280

Ad05A8481 Aradu.A05 8481 p3 (ATT)13 39 32682449 32682487 GGATTAACAAGGATAGATGCAAAAG ATGCATAAAAGCCACGTTTT 278

Ad05A8485 Aradu.A05 8485 c (TATG)6tatatatgtatattacata(TG)655 32709122 32709176 CTAGCCGACCTGTTCTTTGC TCAAACCACGTTAACGCAAG 161

Ad05A8486 Aradu.A05 8486 p2 (TA)6 12 32725052 32725063 CACAACCCATATGCATTGATTA CTTGGGACATTGGTTGAGGT 215

Ad05A8487 Aradu.A05 8487 p2 (TA)8 16 32725721 32725736 TCAAATCAATTGGAGTGCCC TTAAGTGTGGGGAGGTCGTC 206

Ad05A8490 Aradu.A05 8490 p3 (TCC)11 33 32738590 32738622 TTGAGTTATCGGCCATCAAA TGCTCTTCGGTTGTCCTTTT 273

Ad05A8494 Aradu.A05 8494 p2 (AC)6 12 32745040 32745051 TTCATGCCATCATCCCTACA GGATTCCTTGCTGGTGTCAT 270

Ad05A8495 Aradu.A05 8495 c* (TTTA)7(TTA)12*61 32751114 32751174 TGCAAATAAGAAACTTTGACTGAA AAAGCGTTTACTGGCCTCAA 267

Ad05A8497 Aradu.A05 8497 p2 (GA)7 14 32764568 32764581 GCCTTTTTGCACCATTGATT CCTTCTCTTCCTCAAGCCCT 194

Ad05A8498 Aradu.A05 8498 c (TC)6ctcttctcattct(TC)943 32766317 32766359 CTTTCTCCCCCTCCCTTCT AGGGGAGAGAGAGATGATGG 252

Ad05A8499 Aradu.A05 8499 c (GA)6tagttagtgagagagcagagagaaggagagagagacagagagagaaggagagaa(AG)678 32767041 32767118 AGGAAGGGAGGGAATGGAG CCTTCCCTCTTTCTCTCTCTGAT 139



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A8500 Aradu.A05 8500 p2 (AG)6 12 32767329 32767340 GAGGAGAGAGAAGGGAGGGA AATTTCGTGCACCAATCTCC 203

Ad05A8501 Aradu.A05 8501 p2 (AG)7 14 32770655 32770668 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 112

Ad05A8502 Aradu.A05 8502 c (GA)9ggagggggagagagaaaaggagaggacaaagaggaggagaaaaaagaggaaaat(GA)8ggagggagagaagggaaaaagagagatagaaggagagagagaaggaagagaaagaggagagagaagaagagaaagaagggagg(GA)21213 32778635 32778847 GGGGAGAGAGAATAGAGAGAGAA TCAAAACCTAATTTCAAAACCAAA 280

Ad05A8505 Aradu.A05 8505 p3 (TAT)16 48 32800502 32800549 AAACCCCACCAAAAACAACA CTTGATATCAGAGCGGAGGC 274

Ad05A8511 Aradu.A05 8511 p4 (TAAT)5 20 32814682 32814701 TATAGGCGTCTGGCTCGTTT GAACCGTTCTGAGTGTAGCG 224

Ad05A8512 Aradu.A05 8512 c (TTC)6ctcttcctcttcctcttcctcttcttcttctttt(TCTTCC)582 32814820 32814901 CGTTTTCTGTTTTCAAAGCG ACACCCAAAATTCGTTGCAT 248

Ad05A8513 Aradu.A05 8513 p3 (AAG)5 15 32815474 32815488 AGGAAGAACGTGCAGAAACG TCAAAACACGTTTCCAACCA 164

Ad05A8517 Aradu.A05 8517 p2 (AT)7 14 32853092 32853105 TCTTTAATAATGAATGCCAGAACAA TGAACCTCTAATCTGCAACGAA 247

Ad05A8519 Aradu.A05 8519 p2 (CT)7 14 32862152 32862165 GCTTCCGAGCCAGATAGATG CCGGACGTTTTAGAGAGATGA 243

Ad05A8520 Aradu.A05 8520 p5 (TCGGA)5 25 32864212 32864236 TAGGTTGCATTTGGTAGGGG TACCAACACAAAATCCGCAA 177

Ad05A8522 Aradu.A05 8522 p2 (TA)9 18 32868328 32868345 TGCCACTCTGATAGCTCAGG TCCTCGCCTTTATCTTTACGA 271

Ad05A8523 Aradu.A05 8523 p2 (TC)6 12 32871017 32871028 GTGACGACGATGATGCAGAC TTCCCTTTACCTTCACCACG 259

Ad05A8526 Aradu.A05 8526 p2 (AT)8 16 32917905 32917920 GCAGAGAACGGGATATGAGG TTCGCGAGTCGTGACTAATG 276

Ad05A8531 Aradu.A05 8531 p2 (CT)8 16 32957533 32957548 TACCGGCTCATCAACTCACA GATTAGAGGAATTGGCTTGGC 181

Ad05A8532 Aradu.A05 8532 p3 (AAT)6 18 32975636 32975653 GCCGTCGATTTTAACGATGT TCTAATAAATCGTGTATGTGAAATCAA 191

Ad05A8540 Aradu.A05 8540 p3 (TAT)12 36 33014124 33014159 ACATATCACGAAAAACATGTAGTACC TTAAATACAACTTTGTGGTATGCTTT 103

Ad05A8543 Aradu.A05 8543 c (ATA)13aataactcaatgccattatca(AC)6(AT)786 33022193 33022278 CCTGACGAGGGAAATAACCA GCCTTTCCAAAGCCATATCA 264

Ad05A8545 Aradu.A05 8545 p3 (ATT)5 15 33025793 33025807 TTGTTGTAGCTGAGGTTTTAATAAGT CTAACGCTAATTTAATAACTGGCA 280

Ad05A8547 Aradu.A05 8547 p2 (TA)7 14 33041038 33041051 GCACCCTGCAACTCCATAAT AAGCGTTTGGTTCAGACTTCA 256

Ad05A8548 Aradu.A05 8548 p2 (TC)21 42 33042308 33042349 GGCACACTTTTGAAGCATGA GCCTGAGATTGCATGAGTGA 227

Ad05A8549 Aradu.A05 8549 c (TA)7tgtataattc(T)1034 33044859 33044892 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAATGAA 242

Ad05A8551 Aradu.A05 8551 p2 (AT)6 12 33055797 33055808 CCAAAAATTCCTCAACACACC GTGGAATGGCTGAGTTGGTT 187

Ad05A8553 Aradu.A05 8553 c (AG)10ctaactagctatagctatcagatacaaccttctccattcctcctttctttc(T)1081 33061328 33061408 GAGGGCAAGTTTAACCCACA TAATGCGTTAATGGGGGAAA 211

Ad05A8554 Aradu.A05 8554 p2 (TC)12 24 33061524 33061547 ACGCATTAACCACACACCAA CTCCCTCGCTTCCTCTTTCT 152

Ad05A8556 Aradu.A05 8556 p2 (AT)9 18 33071936 33071953 GTGCAATTACACGGGATTCA CGCATAATTTATAAAATTGAACACGA 252

Ad05A8557 Aradu.A05 8557 c (A)10t(A)10 21 33081840 33081860 TGTTTGGAGGATTGAAAGGC GCCTCAGGTCTAATGTTCGC 230

Ad05A8559 Aradu.A05 8559 p2 (TA)12 24 33088142 33088165 ATCAATGCACATGGGACAAA TTAGGGTTGTAATGGGGCTG 231

Ad05A8561 Aradu.A05 8561 p2 (TA)7 14 33138189 33138202 TATTCCCAAATGCCAAAAGC ACACCCGCATTTGAATAAGC 268

Ad05A8562 Aradu.A05 8562 c (T)11aactttcaaaatatcttatcttaagaacatactaaaaaaaggattggataaaatgaaacagaaataatagta(AT)695 33138884 33138978 TCCCTATTCAATGATTCTACAACAA TTTTTGGGGATAATTTTGACA 235

Ad05A8563 Aradu.A05 8563 p3 (AGT)5 15 33149087 33149101 GAGGAACACCACTTCCCAAA TGTCTGATGATGATGAGAAAAATAA 181

Ad05A8566 Aradu.A05 8566 p3 (TCT)5 15 33158851 33158865 CATCAACCTCCTCTTTCCCA CTCCCAAGACTCAGAGGTGG 233

Ad05A8569 Aradu.A05 8569 p2 (AG)6 12 33206910 33206921 GCCACATTTTGACCCAGTTT GCAACATAAAGTAATCAACAAGGG 260

Ad05A8571 Aradu.A05 8571 p3 (AAT)5 15 33216678 33216692 GTCGATCCCACGAAGATTGT CAGGGACAAAGCATCTCCAT 190

Ad05A8573 Aradu.A05 8573 c (ATA)19attgttctttnnnnnnnnnnnnnnnnnnnn(TAA)6105 33251207 33251311 ATTCTCCACCATCCCCTTCT TGTCAGCGTGTTAATGGTGA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A8574 Aradu.A05 8574 p3 (TTG)5 15 33251757 33251771 CATCACCTACCAAAGAGTCCG GCATATAATTTTCACTTTCACTCCC 151

Ad05A8577 Aradu.A05 8577 p3 (AAT)5 15 33253496 33253510 GCTCGTTGTTGTTTATGAGATTC CACATGTGATGGGTCTTACAATG 278

Ad05A8578 Aradu.A05 8578 p3 (AGA)5 15 33267881 33267895 AGTTTAGGTCCGCAATGGTG TAGCAAGCCATCAAAATCCC 165

Ad05A8579 Aradu.A05 8579 p2 (AT)9 18 33269054 33269071 AACTTAATTTACCGTGGGGC TTAAACATCTCCTCAATACGTGAA 198

Ad05A8584 Aradu.A05 8584 p2 (GA)8 16 33281530 33281545 TGAATATTGGGCACGTGAAA AGGAACGAGAGAATCCAGCA 264

Ad05A8587 Aradu.A05 8587 c (GA)6cagaaaggggtggggtggggattggggcctttttggctggcctttc(T)10caccttcaaaaatcaaaatgacgtcgttcaatagtttagttttc(A)11123 33284350 33284472 GGGTTTTCATGGTGGGTATG CGGGTAAGGTCATAAACCGT 253

Ad05A8593 Aradu.A05 8593 p3 (ACC)5 15 33292360 33292374 TGCAGATTTGCGTCATTGAT GGTTGTTGAAAAAGAGCCTGA 264

Ad05A8596 Aradu.A05 8596 p3 (AGA)6 18 33304783 33304800 TGCCATTGATGGTAGTGGAA TACCTTGGCCGAACCTACAC 151

Ad05A8597 Aradu.A05 8597 p4 (AAAG)6 24 33318283 33318306 TGAGGCAAACAGGGTATTTGT CCCGCCTCTTTCTTTCTTTT 107

Ad05A8599 Aradu.A05 8599 p2 (AG)6 12 33326188 33326199 GGCTCAAAATCTCACTGGTTT TGTGGAAAGGTTGGAATGACT 277

Ad05A8601 Aradu.A05 8601 p3 (TTC)6 18 33350772 33350789 TACACCTCTCCCCCTCTCCT CTCGAAGGTGGAAGCTTTTG 170

Ad05A8607 Aradu.A05 8607 p3 (ACA)6 18 33375698 33375715 GTGCAGGGTGTTTTTCCCTA GGCATGTTTGACAAGTTGGA 192

Ad05A8613 Aradu.A05 8613 p2 (TC)8 16 33391365 33391380 CAAACCGTAACGGGACACTT CGGTCAGCTTAACCCTCAAA 259

Ad05A8614 Aradu.A05 8614 c (T)10cttcttcgtgtcgcag(TTA)747 33391646 33391692 GGCCCCTCAATCATTTCATA TCCGCGTTACTTTCTTCCAT 261

Ad05A8618 Aradu.A05 8618 c (AT)6aattttaagctttcttcttaaaagacactttaatttctaaaagatactaaagcaatcttgaatgaattttgat(A)1095 33410847 33410941 AACTTGTGATTGTAAAATAGCTCAAA TCAAAATTCACAAATTCATACAGGA 222

Ad05A8622 Aradu.A05 8622 p3 (TGT)5 15 33442631 33442645 GAGGCCAGATGAGCTAGACG AACAATGCCCAGTTCGGTAG 129

Ad05A8623 Aradu.A05 8623 p2 (TA)7 14 33448512 33448525 CGTGTCAGTGTGTCCAGCTT ACACAATACAAGACACGCGG 277

Ad05A8626 Aradu.A05 8626 p3 (TCA)6 18 33470559 33470576 CGTCCTTAACAACCCCAAAA CAGAAAAAGGGACCCACTCA 150

Ad05A8627 Aradu.A05 8627 c (T)10cgttttcttttctccctttttttcgtttttctccttc(T)1057 33493192 33493248 CTCCTTTTGCCTTGGATCAC TGTGGTTCATGAATGTTGGC 229

Ad05A8631 Aradu.A05 8631 p2 (TA)6 12 33508937 33508948 AATTAGATGAGCGGGGCTTT CGTAACCCGCAAAGTTTAGG 270

Ad05A8632 Aradu.A05 8632 p2 (AG)7 14 33510583 33510596 TGGGGGAATCCATTCATTTA CATAAGCCAGTTTGGCAACA 243

Ad05A8633 Aradu.A05 8633 p2 (TA)7 14 33520928 33520941 TGACTCGAGCATAAGGATTTGA TGTTCTTCCTTGATGAAATGTTG 274

Ad05A8634 Aradu.A05 8634 p2 (AG)6 12 33523012 33523023 CCAAATCCAGGTCCAGAAAA CATAAGCCAGTTTGGCAACA 279

Ad05A8635 Aradu.A05 8635 c (GAT)5gg(TGA)8 41 33543562 33543602 GGGTTTTACAGTTTGGTTCTCA TCCATTCTAGTTGGCTCTTAACG 271

Ad05A8636 Aradu.A05 8636 p3 (TAA)5 15 33544016 33544030 TTATCAGGAGTTGGGATGGA GGCCTTGATAGTTATCCCAAAA 274

Ad05A8637 Aradu.A05 8637 p3 (AAT)5 15 33544569 33544583 TGGTGGGAAGGATATTCACC CAAGGCTAATCAGTCTCACAAAA 162

Ad05A8638 Aradu.A05 8638 p3 (TAA)6 18 33545576 33545593 CAGGGCCTCATAATCCTTTG CGGATAAATCAACCGTTTAACA 246

Ad05A8639 Aradu.A05 8639 p3 (ATA)12 36 33546069 33546104 TCACAAAGTTAAATATCAAAAGTCGAA GGTCCCATGTGCACTCCTAC 278

Ad05A8644 Aradu.A05 8644 p3 (CTT)6 18 33555451 33555468 GTTGAAATCGGCGACTTGTT GGGCTTGTTTGTCTTGTGGT 159

Ad05A8645 Aradu.A05 8645 c (GA)9(GT)6 30 33555875 33555904 TATGGGGTGTGGTTGGTTTT ACCTCACACCCCCTTAGCTT 176

Ad05A8646 Aradu.A05 8646 p3 (ACT)5 15 33556089 33556103 TTCTGCCTTTAGGGGATTAACA GAACTGATGGGATGGGAGAA 152

Ad05A8652 Aradu.A05 8652 p3 (TTC)5 15 33572530 33572544 AAAATCATACGGAAGTGGCG TGTTTCTGCAAAGAAGAAAAGAAA 113

Ad05A8654 Aradu.A05 8654 c (T)12gccaaaaatttataattcaattttttatctacaa(T)10gttcaccaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnataagcc(A)13159 33575820 33575978 TACGCGACTGCCATGTAAAA TGTGAAAGCATAGCATTTTTGG 267

Ad05A8655 Aradu.A05 8655 p3 (AAC)5 15 33576665 33576679 TACTTGCTGCCCACTCTCCT TGTGGTACGTCATCGGAGAA 216
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Ad05A8658 Aradu.A05 8658 p2 (TA)9 18 33597417 33597434 AAAAATTGTGGGATGAAAATCG CGAGAAAAACTTTTGTTTGAAGG 274

Ad05A8659 Aradu.A05 8659 p3 (AAT)5 15 33598333 33598347 TTGACAATTTTAGAGCAAGGAGG GCAAATTAGGCAAATATTCAATCA 235

Ad05A8661 Aradu.A05 8661 p3 (TTC)8 24 33614657 33614680 TTCTTCTCCCACTTAGCCGA ACTCGGAGGTGGAAGCTTTT 226

Ad05A8662 Aradu.A05 8662 p3 (TTC)6 18 33623541 33623558 TATACTCACGCGCTTCATGC GAAGGAGGAAGATGAGGAGGA 101

Ad05A8665 Aradu.A05 8665 p2 (CT)11 22 33628297 33628318 ATCAGAGATGTTGGCCTTGG TGTCACCCTTATTGAAGCCC 276

Ad05A8668 Aradu.A05 8668 p2 (AG)7 14 33638964 33638977 CGAGCTAAAAACGCTAACGG TGGCCATAAACAGCTCATCA 226

Ad05A8669 Aradu.A05 8669 p3 (AAT)5 15 33639626 33639640 GGTGGTGGTGTTGTATGGAA TCCAACCTCCAACCTCATTT 220

Ad05A8670 Aradu.A05 8670 p2 (AT)6 12 33643621 33643632 GCCATTGCTGGAGATTGACT AACGCACCATGTGGTAAACA 268

Ad05A8672 Aradu.A05 8672 p2 (TA)10 20 33663541 33663560 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 199

Ad05A8674 Aradu.A05 8674 p2 (TC)6 12 33669237 33669248 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 252

Ad05A8675 Aradu.A05 8675 p3 (TCT)5 15 33674012 33674026 AAGAAATGGTTGTTGGGAGG GTTGAGAACATTGGGCGTCT 268

Ad05A8677 Aradu.A05 8677 p2 (AT)6 12 33685235 33685246 ACTTGGCGGACAAACCTATG TGAATTGTGTGTGTGGCCTT 185

Ad05A8679 Aradu.A05 8679 p2 (TA)6 12 33690092 33690103 CGCAGATGCTGACTATTGGA TCTATTTCTAACAAGGGCGG 180

Ad05A8682 Aradu.A05 8682 c (CTC)6t(TTC)5gtcgtcgtcgttttcttcttcttctat(TTC)576 33695780 33695855 AAATCACACGCTTCTTTTTCA TTTCTTTATCACAAATGAACCGAA 236

Ad05A8685 Aradu.A05 8685 p3 (TAA)12 36 33713735 33713770 TTGACGACATAGTCGCGAAG TTGCTAAAGTCATCAGAGAGTGC 198

Ad05A8686 Aradu.A05 8686 p4 (TATT)5 20 33729413 33729432 TTCGAATTTCTCTTCTCTCTCATC AGGATCGGCTTCAACAAGAA 270

Ad05A8687 Aradu.A05 8687 p3 (CAT)5 15 33739139 33739153 TAGCTTCAACTGCCGAGGTT GGTTGGAGTCTGTTCAAGCC 264

Ad05A8692 Aradu.A05 8692 p3 (TTC)6 18 33785683 33785700 TCCATCATCTCTTTCCCACC TTAGAATGTTGCTCGCCCTC 127

Ad05A8697 Aradu.A05 8697 p2 (AT)8 16 33816596 33816611 GAACAAGTTGTGCGGAGAGA CGTCTGGACTCTTAAAGCGG 199

Ad05A8699 Aradu.A05 8699 p3 (ACC)5 15 33820695 33820709 TGTGATGAGTTTCTTAATTTCTACTCC TTGTATCCCCGAATTCATTTT 273

Ad05A8700 Aradu.A05 8700 p2 (TA)8 16 33820883 33820898 AGTAAACCACCACCACCACC TTGTATCCCCGAATTCATTTT 241

Ad05A8709 Aradu.A05 8709 c (AAC)5(AAT)5 30 33852362 33852391 GGTTGGGATAATTTTGACATGAA TCAGTCCATGACGTGAAAAGA 215

Ad05A8713 Aradu.A05 8713 p3 (AAG)6 18 33867502 33867519 TTGAGTGAGCTGGCCATTTA TTCCGTACAAACACTTGCCA 280

Ad05A8714 Aradu.A05 8714 p3 (GAA)5 15 33868095 33868109 GTGGATCACAGGTGGTGTTG GCTGCTACCAATGGCTTCTC 273

Ad05A8715 Aradu.A05 8715 p2 (CT)6 12 33873101 33873112 TATATGCGCCTTCTCCGAAC GGATGAGTGGGCTCGTTAGA 116

Ad05A8720 Aradu.A05 8720 c (AGA)8acgc(GAA)543 33884919 33884961 CAGCTGAGAATCTGACGTTGA TACGTCCAATACACGCGCTA 250

Ad05A8722 Aradu.A05 8722 p2 (AT)6 12 33905753 33905764 TCGGCCAAGATATGGTTTTG TCTTTAACACCAACACCCAACA 256

Ad05A8723 Aradu.A05 8723 p2 (AG)7 14 33908062 33908075 AGCTTCGACGTGTACGTGTG CCCTAAAACCTAGCGAGAGGA 240

Ad05A8729 Aradu.A05 8729 p2 (TA)9 18 33961064 33961081 ACTCGACCTGCGAAGCTAAG TCGACTTGGAGATACAGGGG 110

Ad05A8730 Aradu.A05 8730 p3 (TCT)7 21 33963914 33963934 CACTCAACACAACCCCCTCT CCTATGACTCGGAGGTGGAA 245

Ad05A8735 Aradu.A05 8735 c (A)10gagaaaaagaaggaaaggaaa(AAG)546 33997027 33997072 TGGTCAATACTTATCAGCAGCA CTCCTTCTCCTCCTCCTCGT 280

Ad05A8736 Aradu.A05 8736 p4 (AAAT)5 20 33997324 33997343 GAGAAAGAGAAGGAGCGCAT TTTGAGTAATAATCTTTCAAGAGCAA 263

Ad05A8737 Aradu.A05 8737 p3 (GTT)5 15 33999026 33999040 GTGTTTGCCAGAATGGTGTG CCATCACATGTTACCGCATC 251

Ad05A8739 Aradu.A05 8739 p2 (TA)11 22 34004005 34004026 TGTCAAATTTGGATGAGACTTTTC CCATGTAATCGTGTATAATTAGTGTGT 262
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Ad05A8743 Aradu.A05 8743 p2 (AC)7 14 34008573 34008586 AATCCTCCTCCCCTCACAAC GTCTTCTTCCTCGGTTTCCC 147

Ad05A8744 Aradu.A05 8744 c (GT)6ttgtgcgtcagggtgttgtgaggggaggaggatttcggcggctgctgagggaaaaggaa(GGGTGT)5101 34010189 34010289 GTCTTCTTCCTCGGTTTCCC CCCTCGTCTTTTTCTCCAAA 256

Ad05A8748 Aradu.A05 8748 p2 (AT)7 14 34015849 34015862 TGAATCAAATTCCAAAAATTTCTCT TGTCTGAAGTACGAATTTTCTAGATG 132

Ad05A8749 Aradu.A05 8749 p3 (AAC)5 15 34020829 34020843 CCATCACATGTTACCGCATC AATCCAGGGAGACCGTTTCT 187

Ad05A8751 Aradu.A05 8751 p3 (CTT)5 15 34022457 34022471 CTCCTTCTCCTCCTCCTCGT GCATCAAGTGAATAAACCGACA 259

Ad05A8761 Aradu.A05 8761 p2 (AT)6 12 34044526 34044537 GGGTTTATAGAAGAGTATAAGCAGGA TGGACAAATAACAAAATGCCA 190

Ad05A8762 Aradu.A05 8762 p3 (TTA)5 15 34054640 34054654 AATAGGTGAAGGAGGCAGCA TAAATATGACAGCCCCCACC 230

Ad05A8764 Aradu.A05 8764 c (TAT)5attattattc(TTA)849 34068247 34068295 TCAGGTTGCGTATATTATTACAACA TGCATGTATATTTTGGTGTTGAG 224

Ad05A8765 Aradu.A05 8765 c (T)11gaaataaattataataactttattttccaaaacaaataaaaatatctttaaatacacaa(T)1181 34070621 34070701 GAGTCGAAGGAAAATGGTGG GGCAAATTATATCCCAGCCC 173

Ad05A8772 Aradu.A05 8772 c (CT)16a(TC)6 45 34080108 34080152 CTTCTCCTTCTCCCATGCAC AAGAGAGAGGGAGACCGCAT 268

Ad05A8773 Aradu.A05 8773 p2 (TG)27 54 34082300 34082353 TTGTTAACCCGACACATCCC GGTTGGTTAATCCCGCCTAT 213

Ad05A8777 Aradu.A05 8777 p3 (TTG)5 15 34091433 34091447 ATGCTTTGAATCTGGATGCC GTAGCTACAACAGCTGGGGC 255

Ad05A8787 Aradu.A05 8787 p2 (TG)6 12 34150748 34150759 TGACGACACGTAAATCGGAG AACCGGTTGAAAACAGTCCA 279

Ad05A8789 Aradu.A05 8789 p4 (TTTA)5 20 34172823 34172842 AAAAAGGAGTGGACACCGAT TCTTCTTTTTACAAATCAATCACG 160

Ad05A8790 Aradu.A05 8790 c (TAT)10c(ATT)7 52 34175683 34175734 TTTTTAAAGATCATATTTGGCTTCATT TGCCATCAAAATGTTTGACTAAA 246

Ad05A8793 Aradu.A05 8793 p3 (GAA)5 15 34177502 34177516 CAGTGGTTTGTTGTGGGATG GAGCTGAAACACAAGCTCCC 118

Ad05A8798 Aradu.A05 8798 p3 (TAA)20 60 34184141 34184200 ATCGGCTCAATGTTACCTGC GTGTGGAAAGCCTCTTGCTC 181

Ad05A8800 Aradu.A05 8800 p3 (GAG)7 21 34205910 34205930 AGCAGAGGCAGAGGATACCA GAAAGTCCAGGATGCCAAGA 139

Ad05A8803 Aradu.A05 8803 p2 (AT)9 18 34258448 34258465 GCCATGCAATGCAATTCTAA CAAAATCCAGTGAGGGTTCA 275

Ad05A8814 Aradu.A05 8814 p3 (GAT)5 15 34360719 34360733 GGTGTAGTGGTGATGATGACG TTTCCTCCTCCTCTTCCTCC 188

Ad05A8815 Aradu.A05 8815 c (A)10gaaggaggaggaggtggtggtgaaggcaatgataataatgaaagagaaagatgagaaaaaaggaggaggaaaagaagaagtagcagccacatg(GGA)7124 34360836 34360959 GGAGGAAGAGGAGGAGGAAA CCCTCGATAACCATATGCAG 276

Ad05A8816 Aradu.A05 8816 c (T)11agttggatccctatacaattaagccaattactatcaaaagggacctaattg(A)1072 34382176 34382247 GAGCATCTTTTTGGCGGTTA TCTTTTTAATTGGGTCTCTGCAC 278

Ad05A8821 Aradu.A05 8821 p3 (ATT)5 15 34395125 34395139 TTCCAACCTCTTCAGCGTCT GATTGAGCTGAGCCTTGGTC 264

Ad05A8822 Aradu.A05 8822 p3 (GAA)5 15 34395641 34395655 CCATGCAGTGAGTGAAAACG ACATGACGTGGCAATCAAAA 140

Ad05A8825 Aradu.A05 8825 p2 (GT)6 12 34400860 34400871 AATTTGCTTCAGCTTGCGTT TCACATTCAAGACAAGGATCAAA 226

Ad05A8828 Aradu.A05 8828 p2 (GA)6 12 34417940 34417951 CTGCACCCAAAAGACCATCT ACCCTATTTTGCAAGGGGAC 214

Ad05A8834 Aradu.A05 8834 p3 (TTC)8 24 34436072 34436095 TTCTTCACCTTGGCCAAAAC CTCCGGCCTTAGGTGTCATA 180

Ad05A8840 Aradu.A05 8840 p3 (TTA)6 18 34474406 34474423 TGAAAAAGAATTTGGGCCAT ACGACGCCGTCAGAAGTAGT 262

Ad05A8845 Aradu.A05 8845 p2 (AT)6 12 34481841 34481852 TCTGCCGTGATAAGGTTAGGA CAAGACAAATCAGTTTAGCCGA 171

Ad05A8848 Aradu.A05 8848 p2 (AC)15 30 34513178 34513207 AATGAAACCCTAGCCTTCCC CCCTTTCTGCCTCTTTTCCT 128

Ad05A8849 Aradu.A05 8849 p3 (TCT)6 18 34516230 34516247 ATTTCTTTCCCACCCAAACC CTCGAAGGTGGAAGCTTTTG 236

Ad05A8850 Aradu.A05 8850 p2 (TC)6 12 34520792 34520803 CCTCCCTCTTTTTCAAAATTCTTT AGAGGAAGAGGGGGTTTGAA 204

Ad05A8851 Aradu.A05 8851 c (TCT)6attctttcttcctttgctcgagggtgagcaacattctaagtttggtgtggtaaaagcatagc(T)1090 34524094 34524183 ATTTCTTTCCCACCCAAACC CCTTAGGTGCCACAGATGGT 186

Ad05A8854 Aradu.A05 8854 p3 (TTC)6 18 34531899 34531916 CCATCCACTCTTCCCCATAA CCCTCGAGCAAGAGAAGAAA 276
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Ad05A8856 Aradu.A05 8856 p3 (TAT)19 57 34546164 34546220 TGATACATTCCGATACTTGATTTTG GGTTTTTCCGTGGCTAATCA 262

Ad05A8859 Aradu.A05 8859 p3 (AGA)7 21 34570446 34570466 CTAGAGGTTTCTCCGGCCTT CCCTTAGTCGAAACCCACAA 178

Ad05A8860 Aradu.A05 8860 p4 (TTAG)5 20 34581534 34581553 CCCAAACACCATCGATAACC GGCAATAAGAGGCAACAATG 185

Ad05A8861 Aradu.A05 8861 p3 (AGA)6 18 34585507 34585524 TCCAACTTTCGGTGTCATCA CAAAATCTCTTTCCCACCCA 280

Ad05A8862 Aradu.A05 8862 p4 (AAAT)5 20 34606939 34606958 AAAAAGCCAACGATAACATAACAA TTGTTTTGCAAACCGCTAGA 267

Ad05A8864 Aradu.A05 8864 p3 (TAA)6 18 34608591 34608608 AAACCTCAAAGTGTGGGTGC GCGCACCGAAGGAAAATTA 267

Ad05A8865 Aradu.A05 8865 p2 (AT)14 28 34608843 34608870 CGTGAAAACCGGAAACAATTA CAGGGATTGCTTGGTTGATT 238

Ad05A8869 Aradu.A05 8869 p2 (AT)6 12 34613320 34613331 TGAATCACTTTTATGTAAACTATGGCA GCAATAACTTTTATTTTGTTAAATTGC 215

Ad05A8872 Aradu.A05 8872 p3 (CTT)5 15 34627834 34627848 ATAGAAGGGGAAGCCTCCAA GTCAAGATGGAAGGATCGGA 183

Ad05A8876 Aradu.A05 8876 c (T)11caaaata(T)10 28 34644186 34644213 GGATCCTTTTTACCCTTGCC AGAAAAAGCAGTGAATGGCG 138

Ad05A8877 Aradu.A05 8877 p3 (AAT)9 27 34651627 34651653 GGAGGAAGGGAGATGATGTG TTGATTGAAAAATTTTAAGTTTGGTG 262

Ad05A8878 Aradu.A05 8878 p3 (TCT)5 15 34657177 34657191 ACATAAGTTGAACCTGGCCG GATTGGAAAGGGAAAGGAGC 232

Ad05A8879 Aradu.A05 8879 p3 (CAT)5 15 34659722 34659736 CATTTTTGGGCAGACAGGTT TGATCCAAAGTCCTATGAGGG 247

Ad05A8882 Aradu.A05 8882 c (T)12aatttcagaagggcgttgttttagaggtaccactgaaccgaaaat(A)1067 34671471 34671537 GAAAGTGGTGGGATGGCTTA TTCTGAAAATCGAACCGGAC 264

Ad05A8883 Aradu.A05 8883 p2 (AG)6 12 34674492 34674503 CAGTGGGGGAAAACCAAATA TTGTCTCTCCGTCACACTCG 130

Ad05A8887 Aradu.A05 8887 p3 (AAT)6 18 34717664 34717681 TAAAATCATGCAATTTGCCG CATCTGAGAAATCATCAGCTATCAA 278

Ad05A8888 Aradu.A05 8888 p2 (AT)6 12 34720358 34720369 TTTGTTGCCTGAATATGAATAAAAA CTTTCCGCCGTTAAATCAAT 263

Ad05A8890 Aradu.A05 8890 c (TG)19(T)12 50 34761548 34761597 TGGTTTTCAGATGCAGGTTG CCGGGTCGGAGAATAACATA 271

Ad05A8892 Aradu.A05 8892 p6 (CTCCAC)6 36 34766950 34766985 AGGATGTTGAGGGTGACCAG TGCTGATGTATTGGGAACGA 187

Ad05A8893 Aradu.A05 8893 p2 (AT)8 16 34769543 34769558 TCAAGGTTGTAATGAGGCTGAG GGAAGCATGCTCATGTGAAA 155

Ad05A8896 Aradu.A05 8896 p3 (ATT)11 33 34788437 34788469 TTGCTACGTTCTGGGTTTCC TCAAATATCATGCGCGTACC 132

Ad05A8897 Aradu.A05 8897 p3 (TCA)6 18 34789006 34789023 TCTGAAGGTTTTGATAAATCAATGTT TCCATGAATCCAAGATACTCACA 188

Ad05A8901 Aradu.A05 8901 p2 (TC)19 38 34800249 34800286 TGGAGCAAGTTTATTGGTTCAA TCTCAAGTGGGTCCACACAA 236

Ad05A8902 Aradu.A05 8902 p2 (AT)6 12 34807140 34807151 TGACTCAGCCTGTGAAACCA GTGGCACATTTACCATGCTG 242

Ad05A8903 Aradu.A05 8903 p4 (AAAT)5 20 34809877 34809896 AGCTTCATTCTGGGTTTGGA CCCTTTTTGGACCTGACAAA 250

Ad05A8905 Aradu.A05 8905 p4 (AAAT)5 20 34814707 34814726 GCCATGACAAAACCAATCAA TGAACCATCCATCAATTAGAGGT 275

Ad05A8908 Aradu.A05 8908 p3 (CTT)5 15 34818711 34818725 TCCTCTTCCTCCTCCTCCTC TCATCTTTCAAGTAATTTTGCAGC 213

Ad05A8909 Aradu.A05 8909 p3 (CTT)5 15 34819111 34819125 TCCTCTTCCTCCTCCTCCTC TTTGCAGCATTATGTGTTTCTTC 197

Ad05A8910 Aradu.A05 8910 p3 (CTT)5 15 34819511 34819525 TCCTCTTCCTCCTCCTCCTC TTCTTTGTTTGATTTGTTTTTCG 179

Ad05A8914 Aradu.A05 8914 p3 (ATT)10 30 34826112 34826141 TCCATGCGTATTTGAGGAAA CACCACTTTGTGACTCATATCACC 276

Ad05A8923 Aradu.A05 8923 p2 (CA)20 40 34848285 34848324 GCAACCACCACCCATAATTT CTTCCTCGCATTCTGACTCC 197

Ad05A8925 Aradu.A05 8925 p3 (ATT)5 15 34865574 34865588 TTTATGTTTATGAGCACTCTTGTCA TTACCCAATTTCCCAACCAA 234

Ad05A8928 Aradu.A05 8928 p2 (TC)6 12 34872447 34872458 TCAATCGTGAAACCTCTCCC AGGGAGGTGGTGACATAACG 145

Ad05A8930 Aradu.A05 8930 p3 (TTC)12 36 34882886 34882921 CCAAAAACCCCACCTACCTT TAAAATATTGCTCGCCCTCG 259
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Ad05A8932 Aradu.A05 8932 p3 (TTC)6 18 34889894 34889911 AAATCTTTCCCACCCAAACC AAATATTGCTTGCCCTCGAA 205

Ad05A8933 Aradu.A05 8933 p2 (GA)6 12 34897363 34897374 AATTTGCAACAATCCACAAGC CCCTTCTTCCTTCTATCGCA 238

Ad05A8934 Aradu.A05 8934 c (A)10ggagaaaaagaaaacg(A)1036 34908956 34908991 TGGCTCTTGAAAGAATGATGAA TCAGCTTTGCTAGAGTCCCC 278

Ad05A8935 Aradu.A05 8935 c (A)10gaagaaaaaaaagaagaagaaaaag(A)1045 34925726 34925770 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 244

Ad05A8938 Aradu.A05 8938 p3 (ACC)6 18 34959930 34959947 TCCGGCTTCTCTCTCCTACA CTTGTTCACAACGCTCAGGA 262

Ad05A8939 Aradu.A05 8939 p2 (GA)6 12 34961551 34961562 GCTGGTAGGCTGTGTTTTGG TTGCTTCTCTCCCATGACAA 274

Ad05A8944 Aradu.A05 8944 p4 (TTAT)7 28 34970003 34970030 GTAAACGCCGCTTGAAAGTC CCCCTCCCCTATTTCGTTT 277

Ad05A8945 Aradu.A05 8945 p2 (GA)7 14 34972959 34972972 AAGATGATTCGCCTCCCTTT TATGAAAAATGCACGACCCA 262

Ad05A8952 Aradu.A05 8952 p3 (AGA)6 18 35036869 35036886 AACGCCAACCTCACATTTTC TCTTCTCCCACTTAGCCGAA 276

Ad05A8953 Aradu.A05 8953 p2 (AC)22 44 35047551 35047594 TCGTAAATCAAAGGTTTTGAGG GCATTCCTTTTGGCATCCTA 229

Ad05A8957 Aradu.A05 8957 p4 (TTAG)7 28 35064105 35064132 CATCCAACACGTCCAAACAC AAGCATGAAAAACTCAAAACCAA 270

Ad05A8959 Aradu.A05 8959 c (T)11ctcttgcatatacttgtaggtttttatatgtatattatgacctttgtgcag(T)1274 35070475 35070548 GATTGCAATTTGTTGAGCCA TCCATAAAAAGGCACACAACA 203

Ad05A8962 Aradu.A05 8962 p3 (ATC)5 15 35101313 35101327 TTTTGAAAATATGGCTCTTTGGA ATTTGTTTGATGGGCCACTT 268

Ad05A8963 Aradu.A05 8963 p2 (TG)6 12 35106977 35106988 GGAGTTGAGGGTCTGGGATT TAGAGCATGGTGGATATGCG 263

Ad05A8966 Aradu.A05 8966 c (TG)18(AG)11 58 35130151 35130208 TGCGATCTTTTGCTTATCCTT GTGGTGAGGCGTTATGACCT 233

Ad05A8967 Aradu.A05 8967 p2 (GA)6 12 35130547 35130558 CGACGCAAGGAGTTTACACA CGTCAGATTTATCGGCACCT 274

Ad05A8970 Aradu.A05 8970 c (ATT)6taatttttaatatagaaca(AT)955 35134227 35134281 TAGAATTGCGGCCATTTTTC CGGCGAACTTGCCTAAAATA 266

Ad05A8980 Aradu.A05 8980 p4 (AAAT)5 20 35173403 35173422 GGAGGCAAGAATCTTAGCAGAA AGAGGTTGGATACGCCTGTG 267

Ad05A8981 Aradu.A05 8981 p2 (AT)6 12 35174186 35174197 TCCTTTAAGTCTTCTCAAAATCTCTCT TTTTTGTGTGTTTTATATGTTTGAGA 210

Ad05A8982 Aradu.A05 8982 p2 (TA)8 16 35174669 35174684 CAGCCCAACAAGGTAGTCAAG CCTTTTTCTTACATTATCACATTTTTC 273

Ad05A8985 Aradu.A05 8985 p2 (AT)6 12 35182687 35182698 CTTCTGGAATATCATGGTGCAT GGTCCCAACACATTCCCA 280

Ad05A8986 Aradu.A05 8986 p2 (TG)6 12 35184055 35184066 AAGGAGGAGCTGCAAAGGAT GGAGAAGAATTGCGAAACCA 125

Ad05A8989 Aradu.A05 8989 p3 (TCT)7 21 35198110 35198130 CCTACCCATTCCCACCCTAT CTAGAGGATTCTCCGGCCTT 279

Ad05A8990 Aradu.A05 8990 c (A)11cgaaaaaaaagaagaaaaacgaaaaaaaagggagag(A)1158 35211102 35211159 TGAGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 230

Ad05A8993 Aradu.A05 8993 p2 (TC)11 22 35251696 35251717 CGGAAGGCAGAGGTGAATAG GTACCGGCTCTAGTGGGTCA 198

Ad05A8994 Aradu.A05 8994 c (AT)6(AC)7 26 35254113 35254138 CGGCAACTAAACGCATTTTT TCCGTAGGCAGTGGCTAGTT 102

Ad05A8995 Aradu.A05 8995 p4 (ATAA)6 24 35254540 35254563 ACGCTGAAGGCAATCCTAGA CTGGTGCTGAGGAGGTTAGG 219

Ad05A8996 Aradu.A05 8996 p2 (TC)6 12 35257405 35257416 ATCTTCGCGTGACCGTAAAC CCAAACGGACCAAAAACATT 236

Ad05A8997 Aradu.A05 8997 p2 (AT)12 24 35262022 35262045 TTGCCATTCACATCATTGGT CTTTGATTTCAGAGGTGCCC 251

Ad05A8998 Aradu.A05 8998 p3 (AAT)5 15 35271349 35271363 GGCACTCTTGTTGAAGCTGA TGAAGTCACCAAGCATTCTCC 169

Ad05A9006 Aradu.A05 9006 p2 (CT)6 12 35332908 35332919 CCTCTTCCCATCACACCATT TCACGAAAAAGCACACCAAA 106

Ad05A9008 Aradu.A05 9008 p3 (TCT)5 15 35343047 35343061 CATCAACCTCCTCTTTCCCA TAAAATATTGCTCGCCCTCG 122

Ad05A9009 Aradu.A05 9009 c (A)10gtagcg(A)10 26 35343851 35343876 TTGTTGGCTCTTGAAAGAATGA TTGGATCCTTGCTACCCTTG 199

Ad05A9011 Aradu.A05 9011 p2 (GC)6 12 35354942 35354953 GAGGAGGCACAACTCTCTGG CGTCCATACACCACCAACAC 222
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Ad05A9015 Aradu.A05 9015 p3 (GAT)6 18 35442582 35442599 CCGAGCTCGATCTTACCCTT CCGTCGTCTTGGTTCAAAAT 211

Ad05A9017 Aradu.A05 9017 c (TC)17accaccacccaacacctcttcgctt(TC)671 35454671 35454741 TTCTCCTCCTTCAACTCCCA CGTTCGGAGGAGTGAGAGAC 190

Ad05A9018 Aradu.A05 9018 c (A)10gaaaaatgaaaagaaaaagaaaaaaaagtgaaaaagaaaaaaaagagaaacgaaaagaaaagaaaaaaataaaaaaggtgaaaaat(A)11107 35458202 35458308 GCTTGGGAACATTGGATGAA ACTTCACCTTGGGGCATTTT 280

Ad05A9019 Aradu.A05 9019 c (T)10cgaaag(T)10 26 35471106 35471131 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 170

Ad05A9022 Aradu.A05 9022 p2 (AT)10 20 35506621 35506640 CCTAACGTCAAAATGGCACC CCATCCATCCTTGATTGGTC 254

Ad05A9023 Aradu.A05 9023 p2 (TA)6 12 35514869 35514880 CCCATCTCAATTGTAAAAGTGCT TGGGTTTATCTACCTCCCCA 261

Ad05A9026 Aradu.A05 9026 p2 (CA)8 16 35553369 35553384 TACCTCCCTGCAATTCCTTG GTCCGAAGACTCACTCCCAG 232

Ad05A9029 Aradu.A05 9029 c (T)10attttctaactactttttcgaaattttttttaaaaaaaaattattttagattttaatttcaattctttttcg(A)1193 35594149 35594241 TTTTGTGCGTTTTTCTCTTTCA TGTTCATTCCTACTTGCTTCCA 243

Ad05A9035 Aradu.A05 9035 p4 (TATT)6 24 35627824 35627847 TTGAATATGATAAAAAGATGGAAAAGA TGCATGCATCATGTGTTTTG 188

Ad05A9039 Aradu.A05 9039 p3 (TCT)8 24 35661689 35661712 AAAAACAATGCCAAAAAGCG TGCCATTGATGGTAGTGGAA 175

Ad05A9044 Aradu.A05 9044 p2 (CT)6 12 35744432 35744443 ACACAATAAGGGCGTTTTGC TGATTGGTGAGTGGTGGTGT 164

Ad05A9047 Aradu.A05 9047 c (T)13gaaaatatagtttaaaattagttagaaaagaaa(T)1157 35784947 35785003 GGGGAGAGAGAGAAAGTGGTT TCTTTTATGTGTTTTTCTCTTTCATCA 259

Ad05A9050 Aradu.A05 9050 p4 (TAAC)5 20 35829648 35829667 CCAGCAGCAACGTCTCAATA TTCACCGCTATCATTCACCA 170

Ad05A9051 Aradu.A05 9051 p3 (TTC)7 21 35836723 35836743 TTCTACACCTTGGCCGAAAC CTTGAAATGGACCTCAGGGA 250

Ad05A9053 Aradu.A05 9053 c (A)10g(A)11 22 35880618 35880639 TGCTGGACACCACTATCCAA GCACATGACCCTTGAACCAT 261

Ad05A9055 Aradu.A05 9055 p2 (AT)6 12 35890169 35890180 CGCAACACTCAAGAAACGAG TCTCGTTAGGCGTCTGGACT 252

Ad05A9058 Aradu.A05 9058 p2 (CT)6 12 35974934 35974945 CCATTCCCCACACCATTCTA TCTTTTCCTTTAGGGGCCAT 154

Ad05A9061 Aradu.A05 9061 p3 (TTA)5 15 35995651 35995665 TTGGATGTTGGCTTTGTGAA GGAAAAGGGCACTCTTGTTG 195

Ad05A9066 Aradu.A05 9066 p2 (TA)7 14 36016762 36016775 GGAGAAAAATACATTTACCAATCTAGG CAATATGATCAACGTTGTTACCG 261

Ad05A9067 Aradu.A05 9067 p2 (CT)9 18 36020349 36020366 ACTCTGACGCGTCCTCACTT TTCACCACGAAGAGAAGCAA 153

Ad05A9072 Aradu.A05 9072 c (T)11gtttacttgatattgctggactttattttatttttttatttaaaaaaaatttaatcttataatttaaaaattagaaattaagaaatttag(T)11112 36040873 36040984 TTGCTGGACTTTATTTTATTTTTCT GTCAACTGTCGGGTGTAGCA 280

Ad05A9077 Aradu.A05 9077 p2 (AG)7 14 36109698 36109711 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 265

Ad05A9078 Aradu.A05 9078 p3 (TCT)5 15 36111223 36111237 CTGCGGAGGTTTAGCATCTC TTGCAACCCTTCATCAACTG 242

Ad05A9079 Aradu.A05 9079 p3 (TGT)5 15 36116861 36116875 CATCACAGTGCGAAGCATCT AGGGATAATTCCAACCAGGG 228

Ad05A9084 Aradu.A05 9084 p3 (TTA)5 15 36213686 36213700 GGTGTTCCTTGGTGTTTTCC CCATGATGGAGAAAGGGAGA 248

Ad05A9087 Aradu.A05 9087 p2 (AT)6 12 36243674 36243685 ATTTTCGCAGCAACCATAGC CACTCACCGTCACCATCATC 218

Ad05A9090 Aradu.A05 9090 p3 (AAC)5 15 36310200 36310214 CAAGGCGGTAATCCTAACCA TATGGTGGTCGGTTTTGTGA 185

Ad05A9094 Aradu.A05 9094 p2 (GC)6 12 36343363 36343374 TACGCACGCTTGAACAAATC GAAGTGGCCTAGAGGAGGGT 256

Ad05A9101 Aradu.A05 9101 p2 (AC)6 12 36421575 36421586 AATGCTAACGAATTGGACCG GCTTGGGAAGATTGAGGTGA 158

Ad05A9102 Aradu.A05 9102 p2 (TA)9 18 36429142 36429159 TGCTCCCTATCACTCTGCAA CAAAGGGAGCATTGGGTAAA 252

Ad05A9103 Aradu.A05 9103 p2 (TA)6 12 36443935 36443946 CAGATGCAGGTTGAGAAGCA CCGGCCAAAGCAAATACATA 234

Ad05A9104 Aradu.A05 9104 c (TA)6atatatatttctt(TC)2065 36446421 36446485 TTCTGCGCTTTAGCTCCTTC AAAAAGCCGCAAGTTCAAAA 239

Ad05A9109 Aradu.A05 9109 p2 (AG)9 18 36478869 36478886 TACACAGGGATGGCCAATTA GGTTTGGGCTGTGTTACAAAA 247

Ad05A9112 Aradu.A05 9112 p3 (TTC)5 15 36494080 36494094 ATTTTCCTCAACATACGCGG CGAAGGGAGGAGGAGAGAGT 258
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Ad05A9114 Aradu.A05 9114 p3 (AAG)5 15 36512373 36512387 GAGAATGACCGCAGTGACAA TATCCGCATGCCACTTCTCT 117

Ad05A9116 Aradu.A05 9116 p3 (AAT)6 18 36518047 36518064 CAATCCTCAGCTTCCAAAGG GGCAAGAGACTTTGAGGCAC 156

Ad05A9117 Aradu.A05 9117 p3 (CTC)5 15 36519716 36519730 ACTTGGCGTGCTTACGAGAT TTCATGTTCGTCACTCTCCG 171

Ad05A9119 Aradu.A05 9119 p3 (TTG)6 18 36527088 36527105 ACATGACAGAGCACAATGGC TTGATTGCGATATGGTTGGA 200

Ad05A9124 Aradu.A05 9124 c (A)11taaaaaaatctcacaaaaaataaagggg(TA)753 36543776 36543828 AATGACTTTTACAAAGGTGAATAATTG CAGCTATATTTAAATTGGTTTGGC 217

Ad05A9125 Aradu.A05 9125 p3 (AAT)12 36 36544077 36544112 AAAAATATACACTCATGCACAACAA ACATGCCACAAAGAACATACAG 251

Ad05A9127 Aradu.A05 9127 p2 (TA)12 24 36548334 36548357 TGCATTGATTGACTTGGCAT TGAGCCTTTAAATCCCATTTG 260

Ad05A9128 Aradu.A05 9128 p2 (TA)6 12 36588712 36588723 ATCGGTTATCTTTGCAACCG CAAAAAGTGCAACACTCCGA 126

Ad05A9133 Aradu.A05 9133 p2 (AT)6 12 36619619 36619630 GGTTTGTTGTATCATTATTGTGTCA CCTGGTCTCCCAAAATCCTT 266

Ad05A9135 Aradu.A05 9135 c (A)11tatatcatattttgaaaattcacgcatacgtcccaattatgaa(T)1064 36620973 36621036 CACAAATCGACTTCGATGATTTT AACTAGCATGCATCCCAAGG 270

Ad05A9137 Aradu.A05 9137 p2 (CT)7 14 36631537 36631550 GGAGGTGAATAGTGCTCCCA CCAAACAGACAAAAACCGCT 170

Ad05A9139 Aradu.A05 9139 p2 (TA)6 12 36636355 36636366 TTGGTGAAGCATTCCAGACA AATTTCTCATACGCAACGGG 278

Ad05A9140 Aradu.A05 9140 p2 (TA)6 12 36636636 36636647 AAAAAGGGCATTAGGATTCACA AAATGATGGCCTCAATCACA 267

Ad05A9144 Aradu.A05 9144 p2 (AT)8 16 36648211 36648226 GCACACTTTCCATATGCCCT GAACTTCTGAACCTGGCTCG 208

Ad05A9153 Aradu.A05 9153 p3 (ACA)6 18 36729933 36729950 ATCGTCTCAAGGTGCTTGCT CAACAACACGGACACAGTGA 279

Ad05A9158 Aradu.A05 9158 p3 (TTC)7 21 36769229 36769249 TTCACCTTGGCCGAAACTAC AGTGGTCTTGATGGGCTTTG 260

Ad05A9160 Aradu.A05 9160 p2 (AG)6 12 36820960 36820971 TAAAGTGGGGAAATGCATCC GGAACATTGAACCTGGAATGA 150

Ad05A9162 Aradu.A05 9162 p2 (AG)10 20 36826411 36826430 CCAATTTCAAGCCCAGAAAA AGCCAATTGGGCAACATAAA 280

Ad05A9164 Aradu.A05 9164 c (AT)8taccccaaatgc(A)1139 36831315 36831353 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 171

Ad05A9166 Aradu.A05 9166 c (A)11ccacggaaaaatgggataatgaacaaagttggaaattaaagaaaaaaaagggacaaaatt(A)1081 36865924 36866004 TGCAGGACAAAACAATAAAAATG TGGCAAGACACACACATGAA 248

Ad05A9167 Aradu.A05 9167 p3 (AAG)5 15 36871934 36871948 CCATCGATGAGCAATACCCT TCTTCCTCGAGGCGAATCTA 123

Ad05A9169 Aradu.A05 9169 p3 (TAT)5 15 36877386 36877400 CGAGACTCAAATCGCGAGAG CCAGTAGACTTTGAGCCTCATT 150

Ad05A9170 Aradu.A05 9170 c (TA)10ttgacaccgtgagaccaaccaatgtctacatcccatttatttacgagcttta(AT)684 36879977 36880060 CCCCTTCAAATGGAGGTAGG CACGGAGCAACTCATTGGTA 203

Ad05A9172 Aradu.A05 9172 p2 (AT)6 12 36888685 36888696 ACGGTGGTACGACTCTCAGG TGTATCCTAGCCGGCCTAAA 272

Ad05A9174 Aradu.A05 9174 c (GA)7c(AG)10 35 36925485 36925519 GATCGAAAGGGAGGAAGAGC GTGACAGCAGCGACAGGTTA 279

Ad05A9176 Aradu.A05 9176 p2 (CT)7 14 36934452 36934465 TTGAACCTGGAAATCGAGAAG TTTTTGACCCAGTTTTTGGC 211

Ad05A9177 Aradu.A05 9177 p2 (AC)6 12 36953271 36953282 AAAGTCCCAAATGCATGCTC AGAGCCTGAGAGACGGACTG 122

Ad05A9179 Aradu.A05 9179 p3 (AAT)9 27 36971926 36971952 GGGGAACTTTTGGGAAACAT TGGGATGACTTTTGTCCCAT 207

Ad05A9188 Aradu.A05 9188 p2 (TG)6 12 37031363 37031374 GGCAGGAAAGGAATCTTGGT AAACAACGAATCAGGGGGTT 266

Ad05A9189 Aradu.A05 9189 p3 (AAT)16 48 37031555 37031602 GAGAGCATAGATTAGGTAATCGAAAA TCGAGTTCGATATCTGCCAA 229

Ad05A9190 Aradu.A05 9190 p2 (AT)6 12 37035217 37035228 CCATTGGACAGTCCCTCTGT ATTTGTTGACCCTCTGTCGC 275

Ad05A9191 Aradu.A05 9191 p2 (TA)10 20 37036401 37036420 TTGACCTGCGAAACTAAGGC ACCCGTTGAGCATACTGGAG 225

Ad05A9199 Aradu.A05 9199 p3 (TAC)5 15 37054750 37054764 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 235

Ad05A9201 Aradu.A05 9201 p2 (TA)7 14 37069416 37069429 GCAGTAGCGGGGTTAGCATA TTGGTGTTCTTTGGTGTTTCC 279
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Ad05A9202 Aradu.A05 9202 c (CA)8(TA)6 28 37081377 37081404 GGTGGCGAAGTACTGGAGAG CAGGGTTGGGGGTATCTTTT 279

Ad05A9204 Aradu.A05 9204 p5 (TATTT)5 25 37089662 37089686 AGAGCATCGAGGACATTGCT CCAAAGTGCAAAATGCAGAA 225

Ad05A9205 Aradu.A05 9205 p2 (TA)6 12 37089957 37089968 TTCTGCATTTTGCACTTTGG TCAACTGACCAACATGTATTGC 234

Ad05A9208 Aradu.A05 9208 p3 (TTG)5 15 37176199 37176213 GGATGGTGACTTCCACACCT AGAGGGGAAGCTCTTTCAGG 111

Ad05A9209 Aradu.A05 9209 p2 (AC)9 18 37177218 37177235 CCAGTGCACGAGCGTTAGTA TTCCTGTAGAGCCTGAGGGA 267

Ad05A9210 Aradu.A05 9210 p2 (GT)25 50 37181556 37181605 TGCAGGTAAGCCAATGAACA AACCAACTTATCATCCTGGCA 270

Ad05A9212 Aradu.A05 9212 p3 (AAT)12 36 37190992 37191027 TAACTCGCGGAGTTTAAGCC TTGTCTGGTTGGTGACAGGA 152

Ad05A9213 Aradu.A05 9213 p2 (GT)6 12 37193340 37193351 GAGCTCTTCACAAGGAACGC GGTTTGGCCTATAGTTGGGC 246

Ad05A9214 Aradu.A05 9214 p2 (CT)6 12 37199945 37199956 CAAAAGGGAGCAATGTTGAA GCAGAGTGGAGGAATCAAGG 264

Ad05A9218 Aradu.A05 9218 p2 (GT)6 12 37217491 37217502 AATCCTTCACAAGGAATGCG CGGGCTAAAAACGCTAATGA 222

Ad05A9219 Aradu.A05 9219 p4 (TCTT)5 20 37217927 37217946 AAACACATTTTCTGGCTCGG CCTGATCCTGGTCAAAAACAA 220

Ad05A9220 Aradu.A05 9220 p3 (TTC)17 51 37227125 37227175 TCACACAACACAACCCCTTC TACCTTTTCCGGCCTTAGGT 230

Ad05A9224 Aradu.A05 9224 p3 (AAT)11 33 37274449 37274481 GCATCATTAGAGACCCCCAC TGGTGGCCTATCTACCAGTTTT 229

Ad05A9226 Aradu.A05 9226 p2 (TA)12 24 37283205 37283228 AAACGTTACCTTGCGTCGTT CGTTCTGCGCTTTTAAATCCT 146

Ad05A9227 Aradu.A05 9227 p3 (AAT)16 48 37283403 37283450 CTAGAGGAAAGCAAAGAATGAATTA GGGTAGAATGTAGCGATCCTT 280

Ad05A9228 Aradu.A05 9228 p2 (AT)6 12 37289214 37289225 ACGCCGCCTTATTAGCTTTC AAAAGGTGATTTATACTTTGCATTAGG 247

Ad05A9230 Aradu.A05 9230 p2 (AT)12 24 37331327 37331350 TTAAGTGTGGGGAGGTCGTC TCAAATCAATTGAGGTGCCC 216

Ad05A9232 Aradu.A05 9232 c (A)10gaaaaagaaaaaaatataatatggaaaaatatagaaaaagac(A)1062 37335290 37335351 CCAGCTGAAGGTAGCAATCC TAAGCTTCACTTTGGGGCAT 266

Ad05A9236 Aradu.A05 9236 c (T)14agattttcgaaaaaaatagtttaaaattagttaggaagaata(T)1066 37401493 37401558 CCTGGACTGTTCATTCCCAC TTTGCATATTTTTCTCTTTCACCA 274

Ad05A9241 Aradu.A05 9241 p3 (AAT)5 15 37488542 37488556 GGGGGAAGTTATGGGAACAT TCTTTGGGGCAACCTATGTC 206

Ad05A9250 Aradu.A05 9250 p2 (CT)7 14 37544767 37544780 CTGGGCTCTTTCTGACCAAG AACATGAAAGGTTCATAAGCCAA 241

Ad05A9257 Aradu.A05 9257 c (AAT)6gcactcttttc(T)1140 37641658 37641697 TTGATCCAGAACCTGAAAGGA TGGCTCTTGAAAGAATGAGGA 260

Ad05A9259 Aradu.A05 9259 p2 (CT)17 34 37663496 37663529 GTCTGGTGCCAACTACTCCC TTTCAATGTTGGGCACTTCA 184

Ad05A9260 Aradu.A05 9260 p2 (TA)9 18 37665436 37665453 TTGGTCGGCTGAACTTTTCT AAAAAGATTTGGTTCGTTTTCTT 245

Ad05A9265 Aradu.A05 9265 p2 (GA)6 12 37723377 37723388 CAGCTGGGGGTAGTTGTTGT CGCGTCACCCATCTTTTACT 242

Ad05A9266 Aradu.A05 9266 p3 (ATG)5 15 37731978 37731992 TGATTTGTTGAGGCATGATGA TCAATCCAACAACCCATGTTT 203

Ad05A9267 Aradu.A05 9267 p2 (TA)6 12 37734111 37734122 CAAGAGGATTTGTTTTGGGG AACAAGCTCCTGACTCAGCC 216

Ad05A9268 Aradu.A05 9268 p3 (ATA)16 48 37739808 37739855 GTGGTGGTGGTTGTTGTTGA CTCAACCTCCCTCCTTTTCC 276

Ad05A9271 Aradu.A05 9271 p2 (TA)7 14 37763545 37763558 CCAAGAACACAAGCACAACG TTTGGTGTCAATTGCATGTTT 216

Ad05A9272 Aradu.A05 9272 p2 (AC)9 18 37766841 37766858 TGACCCAGTACTCGTTTCCC TCCCGATTCTACCTTCCCTT 116

Ad05A9274 Aradu.A05 9274 p3 (GTT)5 15 37782203 37782217 CAGTCTGTTGTGCTTTCCCA AAAGCTCTTTCAGGAAGCCC 221

Ad05A9275 Aradu.A05 9275 p3 (GTT)5 15 37796134 37796148 CAGTCTGTTGTGCTTTCCCA CCATCTTTCAAGAGGCGAAG 238

Ad05A9279 Aradu.A05 9279 p2 (GA)6 12 37840106 37840117 GCACTTGGATTCGGAGGTAA GGATGGCGCTGACAAATACT 111

Ad05A9294 Aradu.A05 9294 c (A)13gaagaagaagaggaagaggaagaagaacgtgcagc(AAG)563 37872324 37872386 AAGCACGTGAATGAAGAAGGA CCACATACTGTTACGGCACG 135
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Ad05A9295 Aradu.A05 9295 p3 (TGG)5 15 37873076 37873090 TTATCATCGTCATCCTGCGA TGCAAATTCAGCGAAAAGTG 156

Ad05A9298 Aradu.A05 9298 p2 (AG)20 40 37875206 37875245 GTTTTGGAGCAGAAGGGACA CCTCATCACCTGCTTCTTCC 217

Ad05A9299 Aradu.A05 9299 p3 (ATA)14 42 37876549 37876590 TGAAATATTAGCGGTTGAGGG CAGACAATTGATAAATGAACCCAA 263

Ad05A9301 Aradu.A05 9301 p2 (CT)12 24 37885137 37885160 AAAAAGAACATTGAACCTGGAAA AATTCAGAAAACGCTGTGGG 269

Ad05A9302 Aradu.A05 9302 p2 (AC)7 14 37886313 37886326 AATGGGGCTGAGGTAAAGGT TGGGAATTATGGGTAGCTAGG 146

Ad05A9303 Aradu.A05 9303 p2 (AG)11 22 37890649 37890670 TTTCGCCCCAGAAAACATAG GGAACATTGAACCTGGAATGA 208

Ad05A9304 Aradu.A05 9304 p3 (AAG)5 15 37892816 37892830 CCTCTCCCATTGGACTTGAC CCCACTTGAACGTTGTGTTG 243

Ad05A9305 Aradu.A05 9305 p3 (AAT)14 42 37897529 37897570 AATGGTGGCCAAGATTCAAC ACACGAACACTTTAACCGGG 184

Ad05A9306 Aradu.A05 9306 p2 (TG)6 12 37899119 37899130 TTGCGCATACTTCTCTGTGG TAGGCGATAAGAACTCGGGA 241

Ad05A9309 Aradu.A05 9309 p2 (AT)8 16 37935092 37935107 TCGGCCCAATAATAAACTGC TAAATTCGGCCATTCCTGTG 194

Ad05A9311 Aradu.A05 9311 p3 (TAT)15 45 37936441 37936485 TGTGTATGATGGGTCGCTGT GTTAAACCATTTGGTTCGATTC 267

Ad05A9313 Aradu.A05 9313 p2 (TC)8 16 37938840 37938855 CTCCTTCTCTCCCTCTCCGT TTGGATTGTTCAATGCATCC 243

Ad05A9314 Aradu.A05 9314 p3 (TTG)5 15 37952548 37952562 TGGCATCGTTTGATTCATGT TTCCATAAAATGTAGGCAGGTTC 169

Ad05A9317 Aradu.A05 9317 p3 (TAC)5 15 37962560 37962574 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 232

Ad05A9321 Aradu.A05 9321 p2 (TA)9 18 37996619 37996636 GTGATGGTTCGTCACTGTGG AAAGCCCAAAACCTGCATTA 246

Ad05A9324 Aradu.A05 9324 c (A)14tgagtaatcacatatcattaccattaaaaacactaataataactaattgatggctataaattacaaaatctactgtctcctaacactttttatat(A)10119 38010570 38010688 AAAAGAGAAAGTTTAGGAGGTTAGCA TTCTTGTTTCATTAAGCTCGC 275

Ad05A9329 Aradu.A05 9329 p3 (TTA)6 18 38034035 38034052 TGGAAAGAATATTTTGTGTTGGG ATGCTACCCCTCCATGTCAG 221

Ad05A9331 Aradu.A05 9331 p3 (TTA)5 15 38036632 38036646 GACATAATTGTCGGCCGTTT GGACCACCGCTAGGTACAAA 242

Ad05A9332 Aradu.A05 9332 c (A)11gaaaaagaaaaaatagcttggattttaagcctcaataactcgtttatgctattctctcttttttgtattttttgtctccc(TA)7105 38037680 38037784 TCCACATATACAATGCAGCC GCGAGTAACGCAATAAAGAACT 280

Ad05A9335 Aradu.A05 9335 c (TTATT)5ttgtttttaatttcagatttc(A)1056 38079619 38079674 TTTCTCTCTCCTCACCTTTTCG GGGGTTAGCATATGATCCCA 216

Ad05A9338 Aradu.A05 9338 p6 (AATAAA)6 36 38098521 38098556 CATGTTGCCACCACATAAAAA CCATCTCCCAAAATAAAGGTTG 280

Ad05A9341 Aradu.A05 9341 p2 (CG)6 12 38125877 38125888 TGAAGAGGAAAGCATGCAAA TAAACCAACACCGACGCATA 158

Ad05A9342 Aradu.A05 9342 p5 (AAGAT)8 40 38150281 38150320 GAAAGATAAAGGCGGTTCCC AAAGGAATCAGCACCACCAC 237

Ad05A9345 Aradu.A05 9345 p4 (AAAT)6 24 38188957 38188980 CCTTGAAGCAAAAGAAACAGC ACTCCCAGACAGTGGTGCTC 249

Ad05A9349 Aradu.A05 9349 c (T)11aaaaatcgtgaccataggtactttttggtaaaactgtgaccataggtactatttttaggtcacgatttttgaccttgac(A)10100 38216644 38216743 CCAAAATCGTGACCACAAAC TTTTGCAAGCCTACAAGATTTTT 273

Ad05A9353 Aradu.A05 9353 p2 (AT)8 16 38253943 38253958 ACCGATGTGGGACCTTACAA GCTTAATCCTTCATCGGGCT 234

Ad05A9354 Aradu.A05 9354 p3 (TTC)6 18 38260862 38260879 TCCACTCTTCCCCATACACC CTCCCAAGACTCAGAGGTGG 277

Ad05A9355 Aradu.A05 9355 p2 (GA)7 14 38279902 38279915 CATAAAATCATGCCACACGC CTGCCTTTGCTGCTGACTC 253

Ad05A9357 Aradu.A05 9357 p2 (TA)8 16 38290397 38290412 GCAGCATGACTTTGAGAAGG CAAAATCACTTTCGCATTCAGA 213

Ad05A9358 Aradu.A05 9358 p2 (CA)9 18 38290562 38290579 TCTGAATGCGAAAGTGATTTTG CCAACCTTGTCTTTGCAGGT 205

Ad05A9372 Aradu.A05 9372 p3 (TTC)6 18 38376325 38376342 CAAAATCTCTTTCCCACCCA CCTTAGGTGCCATCAGTGGT 274

Ad05A9374 Aradu.A05 9374 p2 (AT)8 16 38383093 38383108 CGAAGCGACAACACCAAACT TACATTATCCCCCTCCCCC 280

Ad05A9381 Aradu.A05 9381 p3 (TTC)6 18 38452212 38452229 CGAACATTCACTCTCCCCTC CTAGAGGATTCTCCGGCCTT 251

Ad05A9383 Aradu.A05 9383 p2 (TA)6 12 38471165 38471176 AGTGTGGGGAGGTCACTGTC TCCCTTTTTCAATCAAACCAA 260
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Ad05A9386 Aradu.A05 9386 p3 (TTC)5 15 38486810 38486824 CACAAAACACAACCCCCTCT CTAGAGGATTCTCCGGCCTT 198

Ad05A9387 Aradu.A05 9387 p3 (TCT)6 18 38504697 38504714 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 200

Ad05A9389 Aradu.A05 9389 p3 (TCT)6 18 38510968 38510985 CAAACCCACCCTACATGACC CTAGAGGTTTCTCCGGCCTT 269

Ad05A9390 Aradu.A05 9390 p3 (TTG)7 21 38515000 38515020 CTAGGAGCTGTGGTTGCTCC CCAAGAAGATGGCCAAAGTG 128

Ad05A9391 Aradu.A05 9391 p4 (AATA)5 20 38531219 38531238 AAGTGTGGGAAAACTGTGGG TTGGGGTAATTTTGTCCCCT 223

Ad05A9392 Aradu.A05 9392 p3 (AGA)6 18 38542180 38542197 CTCGGAAGTGGAAGCTTTTG GCCAAAACCCACACATCTCT 201

Ad05A9393 Aradu.A05 9393 c (A)13tatatgtcaagtattagaaca(T)1145 38612724 38612768 TTGTCCAACTTTTGGGTACG AGCCAACGAATACAAGCAGC 215

Ad05A9394 Aradu.A05 9394 p2 (AG)8 16 38614581 38614596 TTTGTAGAACAGAAAGGTAGAGAAAAA TGACAAAACAAAATGTGTCCG 159

Ad05A9396 Aradu.A05 9396 p3 (TAT)5 15 38632332 38632346 TCTAATCCAATCTAAGCCGCA CAACAATATTTTAAAAAGCCAACG 231

Ad05A9400 Aradu.A05 9400 p3 (AGA)6 18 38674431 38674448 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 195

Ad05A9405 Aradu.A05 9405 p5 (TTATC)5 25 38740817 38740841 CCTGGGTGGTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ad05A9407 Aradu.A05 9407 c (TTC)5tccttctccttctccttctc(CTT)859 38795670 38795728 CGCACCCAAAGCCTATTAAA CACAGCAAAGCATCAGGAAA 174

Ad05A9408 Aradu.A05 9408 p3 (ACC)6 18 38800460 38800477 AAAACCATCTCCACCTTCCC GAAGAGGTTCATCAGCGAGG 273

Ad05A9410 Aradu.A05 9410 p2 (AT)9 18 38824177 38824194 TTTGGTGTCTTGCATGTCTTTC CGCCAGTGAGCTCTTTTTCT 254

Ad05A9413 Aradu.A05 9413 p4 (AAAG)5 20 38842606 38842625 GGTTGAGTTCACCGGAAAAA CTACCCTGTTGAGAGGCAGC 214

Ad05A9416 Aradu.A05 9416 p2 (TC)6 12 38853908 38853919 GCGCACATTTCTTCTTCTCC GTGCTCAGAAGAGACGAGGG 196

Ad05A9417 Aradu.A05 9417 c (A)10gagaaaaaaaagagaagagaag(A)1042 38857014 38857055 AGCCCACATACCCAAATAGC TTTTGAACTTCACCTTGGGG 246

Ad05A9419 Aradu.A05 9419 p3 (TTC)6 18 38868123 38868140 TGGCTGAACCTACATCCCTC GCTTTTGTCTTCCCTTTCCC 190

Ad05A9420 Aradu.A05 9420 c (A)10ggaaaagcttgc(A)1133 38869395 38869427 TGGCTCTTGAAAGAATGATGAA CCTTGGGTCCTCCTATCCAT 240

Ad05A9421 Aradu.A05 9421 p4 (AAAT)7 28 38872123 38872150 AATTGTGCTCGAATTTTGCC TGCAAATGCAATAAACAAAGAAA 263

Ad05A9422 Aradu.A05 9422 p2 (TA)6 12 38875203 38875214 ACGCAAGAAGCAACTACGGT AAAGTGGGCTTTTTGGGATT 178

Ad05A9424 Aradu.A05 9424 p2 (AG)6 12 38882515 38882526 GGATGGGATAGGTGAAGGGT TGCAGGGATGACTTTTCCTT 142

Ad05A9426 Aradu.A05 9426 p3 (TCT)5 15 38897634 38897648 CCATCTCTTCTCCACCCAAA TTAGAATGTTGCTCGCCCTC 120

Ad05A9428 Aradu.A05 9428 p2 (CT)7 14 38916272 38916285 ATTAAGGGCATTTTTGCACG AGGATTTTTCGGGGAAGAGA 224

Ad05A9435 Aradu.A05 9435 p2 (CA)6 12 39002534 39002545 GTCACCACTCATCACATGGC GTCGTCCTCTCCTTCCTTCC 205

Ad05A9438 Aradu.A05 9438 p2 (CT)6 12 39016725 39016736 TTTAACGCCAGAAATGGCTC TTTGGGAAGAGGTGTTGAGG 223

Ad05A9441 Aradu.A05 9441 p3 (GAA)6 18 39046121 39046138 CTCCCAAGACTCAGAGGTGG AAGCTGAATCCATCTCCCCT 207

Ad05A9442 Aradu.A05 9442 p3 (TAT)6 18 39048863 39048880 CAGGAATGGAGATGCTTCGT CAAGAGAAGGAGATGGCAGC 112

Ad05A9444 Aradu.A05 9444 p3 (TTC)5 15 39053463 39053477 CTGAACCTACCCCCTCTTCC CCTTAGGTGCCATCAGTGGT 237

Ad05A9445 Aradu.A05 9445 p3 (TTA)5 15 39066166 39066180 CATTGACAACAGTGATGCCC TGTAAATCTCAGTCAGGCGG 232

Ad05A9450 Aradu.A05 9450 p2 (AC)8 16 39096026 39096041 CAACCAATGTCCCAAATTCC AGCCAACTTTGAGCCTACGA 159

Ad05A9454 Aradu.A05 9454 c (T)11gccatttttttcggatgcatata(T)1044 39171768 39171811 GCCTTTTGGTTTAAAGGGCT GGTGGCATTGCTTTTGTTTT 274

Ad05A9455 Aradu.A05 9455 p4 (ATTT)5 20 39210114 39210133 TGCAAATGCAACAAACAAAGA TACGCGTGGATCTTCTTCCT 204

Ad05A9460 Aradu.A05 9460 p2 (TA)10 20 39239419 39239438 AAAAGAAATTCCCCCAATGAA GGGCCAAGGTAAAGGTAAGG 210
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Ad05A9461 Aradu.A05 9461 p2 (TA)6 12 39239891 39239902 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 270

Ad05A9462 Aradu.A05 9462 p2 (TC)6 12 39240764 39240775 TGGCCCAAATCTAAGTCCAG CAATTCAAATGCCGGAATAAA 237

Ad05A9464 Aradu.A05 9464 p2 (TC)6 12 39244696 39244707 TTCACTGATTCCAATTTTTGCTT CAATTCAAATGCCGGAATAAA 242

Ad05A9465 Aradu.A05 9465 c (TTC)5tctc(T)12 31 39260826 39260856 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 258

Ad05A9467 Aradu.A05 9467 p2 (AT)6 12 39273383 39273394 CCACGGATCTCCATTCCTTA TTGCAAGAGATATGTTTAAATAGCAA 151

Ad05A9471 Aradu.A05 9471 p2 (TA)9 18 39281785 39281802 CAAATGGAGATTTTGGTTTGG TCTTCATCGGCTTTTTCGTC 249

Ad05A9472 Aradu.A05 9472 p3 (GTT)5 15 39283156 39283170 GAACCAGCAGGACGAGAAAG AGCAGCCTCTTGCATGGTAT 198

Ad05A9473 Aradu.A05 9473 p4 (TCTT)5 20 39284246 39284265 GAGATCCCACATCGAGAAGC TGCCTAAAGCCCTAAACGAA 104

Ad05A9476 Aradu.A05 9476 p2 (AT)8 16 39312977 39312992 GACAAATGGCACGAAAGGTT TTCCCTTTATGCTCCAATTCA 159

Ad05A9479 Aradu.A05 9479 p2 (AT)8 16 39376607 39376622 GGCAAGTGCATCGAATCATA TGGGTTCTTAGAGGGGTAGGA 241

Ad05A9480 Aradu.A05 9480 p2 (CA)6 12 39377010 39377021 TTCATAGTAGGGTCGGGGTG TCATGGCCTGCATAGGGTAT 254

Ad05A9483 Aradu.A05 9483 p3 (TTC)6 18 39401194 39401211 TGGCCGAAACCTACACTACC CGGCCTTAGGTGTCATTGAT 157

Ad05A9484 Aradu.A05 9484 p2 (AG)15 30 39431913 39431942 CCGGTGGTGAAGAAAGAAAA TTCTCCATCGATGCTCCTCT 109

Ad05A9485 Aradu.A05 9485 p2 (AT)7 14 39436982 39436995 CATTCCGTGATCCAACCTTT GCCAGCTTAGGGACTTCTTG 143

Ad05A9487 Aradu.A05 9487 p5 (AAATA)5 25 39493138 39493162 TGGGAACATGGAATGATAGGA TTTTGAATTTTGTCCCATGTGT 248

Ad05A9488 Aradu.A05 9488 p3 (AAT)5 15 39500949 39500963 TAAGGAAAAGTGGAAGGGGG TGCTGTTTTGGAAAATGAAGAA 274

Ad05A9490 Aradu.A05 9490 p2 (TA)6 12 39503921 39503932 ATGCCGTGATTGCAATTCTT AAATTAAATGTCAAGTCGGTCTCA 146

Ad05A9491 Aradu.A05 9491 p2 (AG)8 16 39510632 39510647 ACAGCACCACCACATTCAAA GTAGAAGAGGCACGGAGTCG 249

Ad05A9492 Aradu.A05 9492 p3 (TAA)5 15 39512504 39512518 CGAATAATGATGCTATGAAATCCA TTCGACAGATAAATCAGTCTCCAA 253

Ad05A9493 Aradu.A05 9493 p3 (ATG)10 30 39513001 39513030 GCGCCAACAAGAAGAAGAGT TCAAGTACTGAATGAAGCCGAA 280

Ad05A9494 Aradu.A05 9494 c (T)12catctctgttacatacatttttctcttttttattgatta(T)1061 39513539 39513599 CTAGGCTGAGCTTTTGGGAA GAGAAAATGATGGCGGTGAT 251

Ad05A9495 Aradu.A05 9495 p3 (CAC)8 24 39513741 39513764 ATCACCGCCATCATTTTCTC GACGACAAAAAGAAAATACGCA 159

Ad05A9496 Aradu.A05 9496 p3 (AGG)5 15 39514007 39514021 TCGCCATCATCATTGTTATTTT AATAATGACGACGCACAATCA 275

Ad05A9497 Aradu.A05 9497 p2 (AC)9 18 39517824 39517841 CTTTGGGAGGAAATGATGGA TTATGCCTACCACCCCACTC 213

Ad05A9498 Aradu.A05 9498 c (AT)11(AG)10 42 39536029 39536070 AGCGATAAAGCAGACGAAGC GAAGCTTCTGATGTTGCGAA 262

Ad05A9500 Aradu.A05 9500 p3 (GAA)5 15 39543851 39543865 GGAGAATAAAGATGTGAAGGGG AGACTTGCAGGGGAATTGTG 229

Ad05A9501 Aradu.A05 9501 p2 (CT)6 12 39547211 39547222 TGGCAACATAAGGAAATCAACA TGGAGCTGGAAGGAGGACTA 223

Ad05A9505 Aradu.A05 9505 p3 (TCA)8 24 39567285 39567308 TCAATGCCACTGCATCTACC CTTGGGATGAAGTAAGGGGA 249

Ad05A9506 Aradu.A05 9506 p3 (AAT)6 18 39573627 39573644 ATGAGCAGGAACAGGGAAAA AAATTTGGACGTTGGCTTTG 238

Ad05A9517 Aradu.A05 9517 p3 (ATT)7 21 39659581 39659601 ACTTGGAGGTTGGCTTTGTG GGAAAAGGGCACTCTTGTTG 200

Ad05A9520 Aradu.A05 9520 p2 (AG)6 12 39709476 39709487 CCATGATGGAGAAAGGGAGA CATCTTTTTCAAAACTTCCTAACCA 249

Ad05A9522 Aradu.A05 9522 p2 (TA)9 18 39750052 39750069 CCCTCTTTCACCAATTTTTCA CACAGCCTATGCGTGAGAGA 223

Ad05A9524 Aradu.A05 9524 p3 (TTC)6 18 39759617 39759634 AAATCTTTCCCACCCAAACC ACCCTCGAGCAACAGAAGAA 195

Ad05A9526 Aradu.A05 9526 p2 (AG)9 18 39766689 39766706 ACCCAAAGTGGACCAAACAG AGTGTCACCCCCTTCCTTCT 177
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Ad05A9527 Aradu.A05 9527 p2 (AT)6 12 39769382 39769393 GCTGCGGCTAGTTCCTTATG TCCCCAAATCAGTAGTAACGTG 252

Ad05A9529 Aradu.A05 9529 p2 (AT)9 18 39769689 39769706 TGGGAATATATCAAGAACGAGAAA AAAAATTACCAATTTCACATAACATCT 273

Ad05A9532 Aradu.A05 9532 p3 (TTC)6 18 39802561 39802578 TACCCTCTCCCCTCTCCCTA TAAAATATTGCTCGCCCTCG 168

Ad05A9534 Aradu.A05 9534 p2 (AT)10 20 39868209 39868228 GCCAGCTTAGGGGTTTTCTA GCCGAAGGAAAATTTGTTGA 280

Ad05A9535 Aradu.A05 9535 p2 (AG)6 12 39873627 39873638 GGTGTGCTTTGAACACCAAA AAGAGGGGAGGACTTCAAGC 239

Ad05A9536 Aradu.A05 9536 p3 (TTA)20 60 39881090 39881149 TCAAGTCCGATGTTTACCGA TTCACATTTCTATCCCTTCTTTTG 237

Ad05A9537 Aradu.A05 9537 p2 (AT)11 22 39923485 39923506 GGGTTAGCATATGACCCCAA TTCAGATCTTACTTTCAAATTTTTCG 236

Ad05A9538 Aradu.A05 9538 p2 (AG)7 14 39939226 39939239 CGGAAAAGCACACCAAACTT TCTTTCCACCACACCATTCA 110

Ad05A9540 Aradu.A05 9540 p3 (TTA)20 60 39956711 39956770 TCAAGTCCGATGTTTACCGA TCACGTTTCTATCCCTTCTTTTG 236

Ad05A9547 Aradu.A05 9547 p2 (AT)6 12 40031301 40031312 TTTTCCAAAGCATTAATCTTCCA CATAGACCAACGCTCTAGCCA 100

Ad05A9548 Aradu.A05 9548 p3 (AAT)5 15 40031833 40031847 CCTTGGTGTTTTTCCTCCAA GAGAGAAAGTGGTTAGGATATTTTTGA 277

Ad05A9549 Aradu.A05 9549 p5 (TTATT)5 25 40031980 40032004 TCCTAACCACTTTCTCTCTACTCAA AGCATATGACCCCAGAGTGC 244

Ad05A9552 Aradu.A05 9552 c (GA)6gttgcagaggtt(AG)840 40049877 40049916 GAAAAGAGAGAAGGGGGTGG GCGTGGACTCACGATCACTA 196

Ad05A9560 Aradu.A05 9560 p2 (TA)12 24 40071498 40071521 TATCAACTTGTGGGCGTCAA CGATGCAGAATTTAATCCCC 110

Ad05A9562 Aradu.A05 9562 p2 (TA)7 14 40073883 40073896 TGTCCTGTTTGCTGAACCTG CTCAAGACCCGAATTGGAAA 255

Ad05A9563 Aradu.A05 9563 p2 (TA)7 14 40077445 40077458 CTGGTTTGTTGTTTCACGGA CAGTTTGCAAGTGGGTTCAA 254

Ad05A9565 Aradu.A05 9565 p2 (GT)6 12 40103621 40103632 CCAAACCACAATTCAGTAGCAA TGGAAAATGGAAGGAGATGG 156

Ad05A9566 Aradu.A05 9566 p2 (CT)6 12 40126588 40126599 TCGCAAGTGACGAAAATCAG AAGAACCTGGGATTGAGAGTCA 260

Ad05A9567 Aradu.A05 9567 p2 (AT)7 14 40159211 40159224 GGGTGCATGCTCATGTATTG TTCACTTTGGGGCATTTTGT 224

Ad05A9576 Aradu.A05 9576 p2 (AT)14 28 40238378 40238405 GCTTTTGAACACGAGCAGTG GTATTTCTGCCTCTGCCTGC 271

Ad05A9578 Aradu.A05 9578 p2 (CT)12 24 40272037 40272060 GGCATCTCTTCTCTCAACGG AAGAAAAGGGAAATCGGGAA 269

Ad05A9583 Aradu.A05 9583 c (T)10actatttttcgaaaatttttaaattgaattttaaaaatctttttcttatctttatttc(A)1179 40371745 40371823 TTCTTACAAGTCAAGTCAAATTTTCAA TTCTTAACAAGAAAGTAACAAACTTCA 224

Ad05A9584 Aradu.A05 9584 p2 (GC)6 12 40373483 40373494 CCAATTGGGTTGGAAAGCTA CGCTGGGGACAATTTCATTA 147

Ad05A9585 Aradu.A05 9585 c (A)10taaataaataaaaaagaagaaaaaaaataaaaaaataataaaaaaaaacggccatcggcgcgctagcacgctgt(GC)696 40376680 40376775 ATAGGGAGCTCTTGGGCATT GCTTATGCGTGGATGAGGTT 279

Ad05A9586 Aradu.A05 9586 p3 (TCT)5 15 40382724 40382738 ACAACCCCCTCTTATCCACC AGTGGTCTTGATGGGCTTTG 274

Ad05A9587 Aradu.A05 9587 p3 (TTA)5 15 40396637 40396651 GAAGGAACACAGGACCTCCA CAACTCCGCACAACTAACCA 265

Ad05A9591 Aradu.A05 9591 p3 (TAT)12 36 40417878 40417913 TTTGATTTGGTTGCATCATTTT GTGTCTTGCAAAGAGCATGA 149

Ad05A9593 Aradu.A05 9593 p4 (AAAT)5 20 40418784 40418803 TTCGCCAGATACGCTAGGTT TTGAATCACATGGGACATGG 258

Ad05A9594 Aradu.A05 9594 p2 (TA)6 12 40419535 40419546 TTTGTTAGCTCTGCCCCTGT GGTTTGGGTCCCTGAAAAAT 192

Ad05A9597 Aradu.A05 9597 p2 (TC)11 22 40421035 40421056 TTGCCGGTAATACTTGGAGG AAGAGGAGGCGGCTAAAAAG 279

Ad05A9599 Aradu.A05 9599 p2 (AG)6 12 40428698 40428709 ATTCTGGGCCACATTTCAAC CAATTGGGCAACATCAATCA 274

Ad05A9600 Aradu.A05 9600 p2 (TA)7 14 40443271 40443284 AAAGTGGTGATCCTTGTGGC ATTGGATTGGACGGGTGTAA 141

Ad05A9602 Aradu.A05 9602 p2 (TA)10 20 40462407 40462426 GGGGCATTTTTGTTCCTTTT TTTGGGTATGGGAAACTTGG 227

Ad05A9608 Aradu.A05 9608 p2 (AT)6 12 40526987 40526998 CTGAAACACGTACACTACTTGAAAA AATGCTTGGAAAAACCCCAT 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A9613 Aradu.A05 9613 p5 (ATTTT)5 25 40545185 40545209 CCTACATGCATTGACCCTTG CCCCAATTTGAATCTTTGGTT 268

Ad05A9615 Aradu.A05 9615 p2 (AT)7 14 40572856 40572869 TCTCATCCAAGCCAACCAAT CGAAGTTCGGCCAAAAATTA 208

Ad05A9616 Aradu.A05 9616 p3 (TAT)6 18 40574438 40574455 CGGTTCTAGCTTTGCGAGTC GCCACAGTTAGGAGAGGCTG 280

Ad05A9620 Aradu.A05 9620 p2 (TA)9 18 40596480 40596497 ATTTCGGGAAATGTGTCGAG ATTCGAAATCCAACTGGCAC 212

Ad05A9622 Aradu.A05 9622 c* (A)10(AG)6* 21 40612521 40612541 TGGCTCTTGAAAGAATGATGG AGGCCCTCCTATCCACTGAT 258

Ad05A9627 Aradu.A05 9627 p2 (TG)7 14 40648116 40648129 TCCAACTTCCCCCTTTCTTT CCTTAACCCTAGCCGTCACA 128

Ad05A9629 Aradu.A05 9629 p2 (TA)6 12 40775468 40775479 AAACCCCATACCTAACACCGT TTTTGGGTTTAGGATTTTGGA 274

Ad05A9632 Aradu.A05 9632 p4 (TAAA)5 20 40840291 40840310 GAAAGGGGATAATGGAAGGA TTCGAAAATCCCTCTCTCACA 136

Ad05A9634 Aradu.A05 9634 c (AT)6ttttctaactattttttaaagcaagtatttcaa(T)1055 40843919 40843973 TTTCGAAAACAGGGAGCATT TGGGAAAAACAAAGAGAATTTGA 279

Ad05A9635 Aradu.A05 9635 p3 (ATT)5 15 40865376 40865390 TGCTTCCATTTTGCTTCATTT TCCTTTGAGGTGATATGGGTG 221

Ad05A9636 Aradu.A05 9636 p2 (TA)6 12 40867293 40867304 GGCACATGCAACATGAACTC TAGTTTGAGGGTGAGGGGTG 277

Ad05A9637 Aradu.A05 9637 p3 (ATA)6 18 40906440 40906457 CTTGCTTGAACCTCGGAAAC ATTGGCCCCCTAAAATTGAT 234

Ad05A9638 Aradu.A05 9638 p2 (AC)20 40 40944996 40945035 ACATCCTTAGATTTCGGCCC TTGCATCTTGCTTCATTTGC 234

Ad05A9639 Aradu.A05 9639 p2 (AT)8 16 40946942 40946957 TTCACAAAATTGCTTGTTTCG CAGGCTTGGTTGTTGACAGA 276

Ad05A9640 Aradu.A05 9640 p2 (TG)6 12 40948155 40948166 GTAAGCAAATGCGACGATGA GCTCACCATTCACAAGCTCA 243

Ad05A9644 Aradu.A05 9644 c (A)10gcagtgaatac(A)1334 41365109 41365142 TGATGTGGTGGCAATACTTTG CCCCAATTAGAGGTGTCCAG 251

Ad05A9645 Aradu.A05 9645 p3 (TCA)5 15 41371031 41371045 GCAAGTGCATCACAATTTGG TAGAACCGGTGGAATTGAGG 270

Ad05A9648 Aradu.A05 9648 p3 (AAT)7 21 41400838 41400858 CCAAATCCGACCCAAAAATA CCAGCCCTAATGGCTTGTAT 279

Ad05A9651 Aradu.A05 9651 p3 (GAA)6 18 41417242 41417259 ACCACTGAGCTATGACGGCT TTCCCTCACTCACCTCCATT 226

Ad05A9655 Aradu.A05 9655 p3 (ATT)17 51 41437914 41437964 TGGAACCACTACATAACCAAGA GAGAATTCGTAACAGTTCGCC 280

Ad05A9657 Aradu.A05 9657 p2 (AC)6 12 41440412 41440423 AACCAAACCAGCCACAACTC AAGCCCTAGAAAACCCGAAA 254

Ad05A9659 Aradu.A05 9659 p3 (TAG)5 15 41480267 41480281 GAGCAAGGGCGTGATTTAAG CATGTCTGATGATGATGAGAAAAAT 259

Ad05A9663 Aradu.A05 9663 c (A)10gaagaagaaaatgaaaatgaagaaaaaaaatggaaagaaaagaaaaaataataataataaaaagggacaaaatgccccaaagtgaagttc(A)10110 41551479 41551588 CCTTATGCAATTGATGCCCT TTCATAACACATATGCTTTGATTCC 174

Ad05A9665 Aradu.A05 9665 p2 (CT)6 12 41567067 41567078 CTTTGAGAGAAAACACCGCC GACGAGGAGGAGACGATGAG 188

Ad05A9668 Aradu.A05 9668 c (T)11acgataaacaattttaaaaagaaacacatgaagaaaagctaga(T)10caccaaaatacataatttttttctacccgaacacagacattttttctttcttttggcttaatacttcacttatcttcatcgctaatcataaaaaaata(T)10172 41571907 41572078 TTTTAAGAGAAACACAAGAAGAGTACA TCGTTCCATCAAACCAATGA 250

Ad05A9676 Aradu.A05 9676 p3 (AGA)6 18 41638789 41638806 GATCTCTGGGGTGGTCTTGA TTCTACACCTTGGCCGAAAC 271

Ad05A9677 Aradu.A05 9677 p2 (AG)6 12 41654728 41654739 AGTCAGGGAACATGCAGAGG GGGAAAAGCAATCCTGAGTTT 272

Ad05A9679 Aradu.A05 9679 p3 (TTC)8 24 41667091 41667114 CAAATTCTCTTTCCCACCCA CCTTAGGTGCCATCACTGGT 280

Ad05A9680 Aradu.A05 9680 p2 (AC)76 152 41680335 41680486 CACTGAAAGGTTTATGACCAAGG GGGCCTTGTTGGTGAGTTAC 270

Ad05A9681 Aradu.A05 9681 p4 (AAAT)5 20 41682106 41682125 CCCCCTTCGTAAGATCAACA GGTTTTGCAGGGCTATTTGA 255

Ad05A9682 Aradu.A05 9682 p2 (TC)24 48 41683409 41683456 TGATTGACGACGATCTCAGG GGCAACGGAGCTAAACAACT 273

Ad05A9683 Aradu.A05 9683 p3 (TTA)5 15 41686097 41686111 TCCTTAATTTTCTTTCTTTCTCTTTCC TGTGGCTGTAATAATGGCTTTG 273

Ad05A9684 Aradu.A05 9684 p2 (GA)6 12 41686474 41686485 CAAAGCCATTATTACAGCCACA CGTGTTTCGTGATTTTCCAA 278

Ad05A9685 Aradu.A05 9685 c (TA)11tgtagagtggaa(GTG)652 41689913 41689964 TCTCCACCACAAACCTGAAA TCTTAAAACTGCCATGTACCACA 222
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Ad05A9687 Aradu.A05 9687 p4 (TAAA)5 20 41698152 41698171 TGGATTGGATTCCAGTTCTGT AGGCTCAAAATTTCATTGCC 209

Ad05A9689 Aradu.A05 9689 c (A)10catcacattatatccaacccaaacataatgctggtaaattatgcttatacaaattaac(A)1280 41715231 41715310 TGTAACGACCTTTCCTAGCCA CCGATTGTTTCCGTTCAGTT 277

Ad05A9690 Aradu.A05 9690 p2 (TA)6 12 41716334 41716345 GGTAGAGTTGGCGACGTGAT AGCAACCTAAACCACCAGTGT 263

Ad05A9691 Aradu.A05 9691 c (AAT)6agtaataacaataatag(TAA)756 41717985 41718040 TGTCAGCATTGTCAAATTCCA TTAAATGCCAATGGTCTCCC 231

Ad05A9692 Aradu.A05 9692 p3 (AAC)10 30 41718796 41718825 AATTTTCATAGCGTGCCTGC GGCTGGTCTTTGCTCCTTTA 274

Ad05A9696 Aradu.A05 9696 c (T)10gaaaaaataagataagatatttttgaaaaaaaaataagacaagata(T)1066 41743130 41743195 CATAGCCAAAGGGGTGAGAG ATCCTAACGTCAAAATGGCG 230

Ad05A9706 Aradu.A05 9706 p3 (AGA)7 21 41876990 41877010 GGTCTTGATGGCTTTTGGAG CCCCTCTTCTTTACCTTGGC 269

Ad05A9707 Aradu.A05 9707 p3 (CAA)5 15 41896131 41896145 CACAGAACCGAGGAAAGAGC AGGCTGCTTCCCATACCTTT 116

Ad05A9709 Aradu.A05 9709 p3 (AGA)6 18 41926848 41926865 TTGCCTTCCCTTTCCTCTTT ACCGAACCCATACCCCTATC 273

Ad05A9710 Aradu.A05 9710 c (A)10(GAT)20 70 41945969 41946038 TGTTTCTTTTTCTTCTTTGTCTGG TCCTCCTCATTTTCTGGTGC 189

Ad05A9711 Aradu.A05 9711 c (AGG)10tggtggtggtgatgataacgaaagaa(AAG)1086 41946427 41946512 GGAGAAAAAGGAAGGAGGAGA TCAAACCCTTGAGTAAAAGACCA 277

Ad05A9712 Aradu.A05 9712 c (T)10ctcctttaatttaaacatagtagataataaaggaatagatcccttaattaaaaatatcactctatgcatttcaaaatattagactttcatgattgtac(A)12120 41946821 41946940 TGGGGAGACTATACCATTTGAA GGACATTTAGTTGCCCACTTG 277

Ad05A9713 Aradu.A05 9713 c (T)10at(A)10 22 41947134 41947155 AAGTGGGCAACTAAATGTCCTT AACTGTTCGTTGCCTACAGC 246

Ad05A9714 Aradu.A05 9714 p3 (TCA)5 15 41951315 41951329 GAATGTGCCCTTGTGTCAAA ATATGCCACACATGCAAAGC 267

Ad05A9726 Aradu.A05 9726 c (AT)6aataatctattgatccactattattaattttttat(A)1057 41990228 41990284 GAAACGCCGTGATAAAAATAAT CGAATTCATAAAGAAAATCTAAGATGG 280

Ad05A9728 Aradu.A05 9728 p2 (AG)6 12 41996226 41996237 CCAGTTATTGGCCTGGAAAA AGCCAATTGGGCAACATAAA 274

Ad05A9729 Aradu.A05 9729 p2 (AT)6 12 42002137 42002148 TTTGCATATGATTGAGGCCA TCAATGCACATGGATTTTCC 192

Ad05A9730 Aradu.A05 9730 p3 (AGA)5 15 42012652 42012666 CTGCCACTGGTGTTGTTCAC GACGTACGCGACTAAGGGAG 273

Ad05A9731 Aradu.A05 9731 p4 (AAAT)8 32 42016545 42016576 GCACACCATTAGAAATGCTCA TGTGTGTCCAAAACACATAGATT 135

Ad05A9733 Aradu.A05 9733 p2 (AT)10 20 42025898 42025917 ATTCCTCCGAGACAGACGTG GTGTTGTGGAGAGGAGGGAA 215

Ad05A9734 Aradu.A05 9734 p5 (TCTCT)5 25 42030867 42030891 TGATGTGCCTTCTTTCATCG TTTCCCCAAGAACACACACA 242

Ad05A9735 Aradu.A05 9735 p2 (AT)7 14 42033061 42033074 TTCGGCTATCATCCCTATCG ATGTGAAGCTCCTCGCTGAT 267

Ad05A9736 Aradu.A05 9736 p3 (ATC)5 15 42054975 42054989 CCATGAGTATTCCATTTGTTGC AATCAAAACTGGTTGTGGGC 237

Ad05A9737 Aradu.A05 9737 p3 (TGA)6 18 42082519 42082536 GATGATGGAGCTCAGGGGTA GGTAGCAGGCAGTGAAGGAC 235

Ad05A9738 Aradu.A05 9738 p3 (AGA)5 15 42143279 42143293 CAGAAGTGGAAGCTTTTGCC CTTCTTCTCCCACATAGCCG 220

Ad05A9739 Aradu.A05 9739 p3 (TCT)8 24 42163553 42163576 CCCCTTCACCACTCACATCT TCGTCCTCGAGCAATAGAAGA 267

Ad05A9740 Aradu.A05 9740 p2 (CT)6 12 42194206 42194217 GGAACATTAAACCTGGAAATTGA TGATTTCTGGACCCTTTTCG 242

Ad05A9746 Aradu.A05 9746 p2 (CT)9 18 42280595 42280612 TAAGCGGAAAAGTAGCCCAA TCCTTCTGTGCCTTCCATTT 240

Ad05A9749 Aradu.A05 9749 c* (GT)6(T)14* 25 42288252 42288276 AAAATTGATGACTTTTGCCTTTT TTCCCAAACTGTGACTTCCA 212

Ad05A9751 Aradu.A05 9751 p2 (AT)12 24 42303645 42303668 GGAAAAACTTGGGACATTGG GGAGCATTTTTGTCCCCTTT 227

Ad05A9752 Aradu.A05 9752 p5 (TTTAT)8 40 42308008 42308047 TCTTCTCTCCGTCGAAGCTC TGGAGCAGCCTATCTCCACT 224

Ad05A9753 Aradu.A05 9753 p5 (TTTTA)5 25 42313079 42313103 TCGAATTCATTAGGTTGATTTGG TCGAAAATTGAGGAGAGATAAAGTG 212

Ad05A9754 Aradu.A05 9754 p3 (TAA)8 24 42313233 42313256 TCCTAACCACTTTATCTCTCCTCAA CCCCATATGAAGCAGTAGTGG 224

Ad05A9755 Aradu.A05 9755 p2 (AT)12 24 42319140 42319163 TGGACAACTGACGGTTCATC TAGGTGGAGAGGGGTGAAGA 270
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Ad05A9756 Aradu.A05 9756 p3 (TCT)6 18 42322544 42322561 CCTAAATGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 263

Ad05A9759 Aradu.A05 9759 p5 (TTATT)5 25 42353263 42353287 TCAAAGCTCTCTGCTTCCTTTC GGATTTTTGAATTTTGTGCGA 256

Ad05A9761 Aradu.A05 9761 p3 (ATT)18 54 42356810 42356863 TGGTAGTGTACACGCCCTTG CTTTCGCCACGGTACGTTAT 273

Ad05A9764 Aradu.A05 9764 p2 (AT)7 14 42372147 42372160 TTTTAATTTCAATCGAGGGCA TTGGACAAATTTGACACCGA 168

Ad05A9765 Aradu.A05 9765 p2 (TA)6 12 42373423 42373434 CTGCTCCACATTGCTGGTAA TGTTAGTCACAAAAGGCATGG 212

Ad05A9767 Aradu.A05 9767 p2 (AC)6 12 42375510 42375521 CCATCCCCAAACTAGAAGCA TGATTCGCAAAAGACCAAAA 162

Ad05A9768 Aradu.A05 9768 c (T)10(A)12 22 42377381 42377402 TCGCATTTCATGTTTAGGTTG CCTTGGTGTTGATGATGCAG 267

Ad05A9769 Aradu.A05 9769 p2 (CT)12 24 42389614 42389637 TTTTTGAAAATCACCCACCA GAGAGAAGAGAGAGGGGTTCG 252

Ad05A9770 Aradu.A05 9770 p3 (AAT)5 15 42390965 42390979 TGGAAGGATCAACAAAAGCC GCCTCCAAATTTCTGATGGA 218

Ad05A9774 Aradu.A05 9774 p3 (ATT)6 18 42433378 42433395 AAGGAAGTGTGGTACTATGCATCTC TTGTTATCACATATTTCAAAGAGAAGA 278

Ad05A9775 Aradu.A05 9775 p2 (TC)6 12 42450568 42450579 CCTTCAGACCCTCAGCCATA AACTGCTGTGGTTTGCTCCT 221

Ad05A9776 Aradu.A05 9776 c (AGG)9agtagaaatagagttttccaagacaggccaagaagaagaggtacccaaaccagaccc(AGG)599 42450945 42451043 AAGCCAGCATCTCCAACACT CTAAGAGGAATGCTCGTGCC 247

Ad05A9777 Aradu.A05 9777 p2 (TA)9 18 42454306 42454323 GGCATTTTTGTCCCCTTTTT GGAGATCTTGGGAATTGGGT 197

Ad05A9778 Aradu.A05 9778 p2 (TC)12 24 42457697 42457720 TGGTGCGTTGATGCATAGTT GGCAACCCGATAATTTCGTA 235

Ad05A9779 Aradu.A05 9779 p4 (TATT)5 20 42461041 42461060 TGCAATGAATAAAAGTATGCAAGTG TCGCGCCTTATTTATTTTCC 223

Ad05A9780 Aradu.A05 9780 p2 (AT)12 24 42465812 42465835 GGGCATTTTTGTCCCTTTTT CATTCAAGTGCGGGGTAACT 184

Ad05A9781 Aradu.A05 9781 p6 (CTATAT)6 36 42468849 42468884 CCCAAACTGAACGTATGAACG TTCCGTCAAGCACATGAAAA 129

Ad05A9782 Aradu.A05 9782 p4 (TATC)9 36 42470484 42470519 CATTCACATGCCTAGCAAAAA TGCAAAGTGCCAGATATCCA 252

Ad05A9783 Aradu.A05 9783 p3 (AAT)6 18 42472464 42472481 TCCGAATCACTAATGTCCCA CACTAAGGCGCTTGGATCA 253

Ad05A9785 Aradu.A05 9785 p3 (AAT)14 42 42478577 42478618 TCCGAATCACTAATGTCCCA GGAGATAAGTGTGTATGTCCAACAA 244

Ad05A9786 Aradu.A05 9786 p4 (TAAA)5 20 42488285 42488304 CACCAGCTTGTACCCATCCT GCGCTTTTACGCAGAAAACT 278

Ad05A9787 Aradu.A05 9787 p3 (TAA)24 72 42492417 42492488 AAATAGAGGTGGCAAGGTGC CGTGAGCGTTACGACTTTTG 195

Ad05A9788 Aradu.A05 9788 p3 (AAG)10 30 42505911 42505940 AGGATGCCTCAAGGAAGTTG TAGGCAAAACCCAAATCAGC 244

Ad05A9789 Aradu.A05 9789 p3 (GAA)5 15 42507482 42507496 ATAAGATGCAAGCATTCCCG CAAAGCCATCGAGAGAAGGA 149

Ad05A9790 Aradu.A05 9790 p3 (TAT)5 15 42510028 42510042 TTTTACCCGAACGTAGCCG AATCAAGTTCATTGCTAAAAAGTAAA 280

Ad05A9795 Aradu.A05 9795 p2 (AT)10 20 42533356 42533375 CCCTGCTTTCACGAGCTATC GGGACATGTAAGACCCATGC 193

Ad05A9799 Aradu.A05 9799 p2 (AT)8 16 42553701 42553716 AACAGTGAGTTTTGGTACGCATT GGTGGGGTAGACTCCAGACA 230

Ad05A9800 Aradu.A05 9800 c (T)11cgaatttcttgccaaatttgttggatctccttcttgcttcg(T)1163 42557924 42557986 TTCAAATCAATTAACGCGCA TCCTTTCTGTAACCGTTGGG 246

Ad05A9809 Aradu.A05 9809 p4 (TTAT)5 20 42578359 42578378 CACAGGCACATAACTGGGTG TTGTTGGCTCTTGAAAGAATGA 240

Ad05A9812 Aradu.A05 9812 p2 (AT)6 12 42632792 42632803 ATTCGCATCATCCAATCACA ACAAGCTGAAGGTGGAGGAA 187

Ad05A9814 Aradu.A05 9814 c (A)12c(A)18(CA)745 42639668 42639712 GAAAACGATGGAAAGAAACGTC TGTTTGGATTCTGTCAAGGCT 227

Ad05A9821 Aradu.A05 9821 p2 (AT)6 12 42712189 42712200 TTGACAAAATATTGGGAATTTGG CGCTTTTGCATGACATACTCA 272

Ad05A9822 Aradu.A05 9822 p2 (AG)6 12 42715122 42715133 TTTTTGACCCAGTTTTTGGC TGGAAATTGAATCTAACATCAAAA 232

Ad05A9823 Aradu.A05 9823 p2 (GC)6 12 42729661 42729672 TAAGTGAGTCACGTGCGAGC AAGACGCACATGCGTACAAG 155
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Ad05A9825 Aradu.A05 9825 p3 (AGG)6 18 42736661 42736678 GAAGGAAGTGACGGCAAGAG ACGAAACCTTGGCATCTTTG 258

Ad05A9827 Aradu.A05 9827 p2 (TC)6 12 42760673 42760684 TCCCGATCCATCTCTCAAAC TTCAGCAACAGTCGGACAAG 239

Ad05A9832 Aradu.A05 9832 p3 (TTA)6 18 42767331 42767348 TGTTCCATTTCTTCGATCAGC CAAGATCCAGAACCTCCAACA 194

Ad05A9834 Aradu.A05 9834 p2 (CT)6 12 42768819 42768830 CTTTCGTAGCTTCGACCCAG GCCATGGTTACGACTTACGG 106

Ad05A9835 Aradu.A05 9835 c* (TAT)7(T)10* 30 42769101 42769130 TTTCCGATTTAATTGGCGAG GCGATCATTCGAAACCCTAA 254

Ad05A9839 Aradu.A05 9839 p2 (TA)6 12 42776016 42776027 TGTTTTTAAGATTGTGACTAAACGAGA TGGCTCTTACTATTTAGCAACATTT 261

Ad05A9844 Aradu.A05 9844 p2 (GA)21 42 42832438 42832479 GAATGGAGGAGATGGAGGGT GAACGCCAAATTAGAGCAGG 222

Ad05A9847 Aradu.A05 9847 p2 (CT)7 14 42866824 42866837 TATCTCCCCAACTTGTCGCT GAGAGAGGGGGAAGAGAGAGA 200

Ad05A9855 Aradu.A05 9855 p2 (CT)7 14 42945708 42945721 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 127

Ad05A9857 Aradu.A05 9857 p2 (GT)6 12 42954964 42954975 CGAGGACAGTGCAATCTTCA CCCTTTTATTCCCCCAATGT 222

Ad05A9864 Aradu.A05 9864 c (T)11actgtattttctaatttaatagataaaaaattaatttaaaaatatattattaaccaataaattat(TA)892 43075876 43075967 GGCTTGAACATATACTGCACG TGGGTCCTCTCACTCTCTTGA 256

Ad05A9866 Aradu.A05 9866 p3 (GAA)6 18 43086520 43086537 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 155

Ad05A9867 Aradu.A05 9867 p3 (ATT)6 18 43091861 43091878 AATTATTGGCTCCAATGGCA CAAGAGAAGGAGATGGCAGC 130

Ad05A9868 Aradu.A05 9868 p2 (AG)7 14 43094889 43094902 AAGCCAACCTAAGCCCAAAT TGCATGCAAAAGGAAATGAA 251

Ad05A9870 Aradu.A05 9870 p3 (TAC)5 15 43100386 43100400 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 277

Ad05A9871 Aradu.A05 9871 p2 (AT)14 28 43107678 43107705 TGAGGAGAGAGAAAGTGGTTAGG TCCTTGGTATTTTCCCTCCA 177

Ad05A9875 Aradu.A05 9875 p2 (CT)7 14 43204137 43204150 ATTTCCACAAAACCCCACAA ATGTTGCAGTGGCACAGAAG 192

Ad05A9877 Aradu.A05 9877 p4 (ATAG)14 56 43208157 43208212 GGCAATACTCCTGCTTGGAA CATGCTAAACCAACAAGGGAA 199

Ad05A9878 Aradu.A05 9878 p2 (TA)8 16 43218470 43218485 TCCGCAATTTGAATCTTGTG TTTAGGCCCATGGTAAATCG 208

Ad05A9879 Aradu.A05 9879 p3 (TAT)6 18 43230685 43230702 GGCTAAAACCACTTGAATACTCG CCATGCACTCTTATTCCCGT 270

Ad05A9882 Aradu.A05 9882 c (GA)6tagaaaatgggcaatggagaatacataaaagggtactataagggttcatgggtttcgatcaaaatctatttttccgaaaccc(GA)8c(AG)9129 43236637 43236765 CACTCAAGTTAGGAGAGACCCAA ATCACCACCACCTTTTCTGC 229

Ad05A9884 Aradu.A05 9884 p2 (AG)16 32 43237028 43237059 CTCTGCTATATTCTGGGCGG CGAGAAAACAGTTTGGGAGG 196

Ad05A9886 Aradu.A05 9886 p2 (TA)10 20 43239540 43239559 GGACATCAATTCAAATCCTGG TGATGGAAGGGTTTAGTGGG 183

Ad05A9887 Aradu.A05 9887 p2 (AT)6 12 43240263 43240274 AGATGGCCACCTCATTGTTC TTGAAATTCAGGTAAAATCCATCTC 247

Ad05A9894 Aradu.A05 9894 p3 (ATA)5 15 43270084 43270098 TTGAAATTTGCAGGCCTAGAT ATACTTATCATGGTGGCGGG 170

Ad05A9895 Aradu.A05 9895 p2 (AT)6 12 43270508 43270519 GTTGGGGCCTAATAGCAGAA GCAGTTGTGGCCTAAGGGTA 234

Ad05A9897 Aradu.A05 9897 c (TAA)5aaactgcaacaaaattaaaggcaaatagtagcaccctgttgagattctggtataaggtaacgatagaatataattggaattaaggggaaag(AT)7120 43274854 43274973 CGGTAAAACTATTGGGATCTGC TCAATTCTTTTGCTTTCATTGC 272

Ad05A9898 Aradu.A05 9898 p5 (ATAAA)5 25 43278148 43278172 CCGACGGATTTTTCATCTGT CTTTGATTCCTTATGATGGCA 265

Ad05A9899 Aradu.A05 9899 p6 (TGTTGA)5 30 43288620 43288649 TGCAATCTTGTTGTTCTGCC CCCGTAGAAGGTGGAATCAG 231

Ad05A9900 Aradu.A05 9900 p2 (AG)6 12 43290846 43290857 TTGAACTTGGAATTGAAGGGA TTTCGCATACCAAAGGGTTC 271

Ad05A9902 Aradu.A05 9902 p2 (CT)7 14 43299364 43299377 TCTCCTTCACTCTTTGCCGT GAGACTGCATCAGCTCACCA 189

Ad05A9906 Aradu.A05 9906 p4 (AATA)5 20 43334603 43334622 TTGGAAATTTGGGTGCCTAC AACACTGGGGTATTTTGTCCC 182

Ad05A9907 Aradu.A05 9907 p3 (ATA)23 69 43337179 43337247 CCCTATTTCCATAAATCACACCA CACAATGAAAGATGCTTGGG 224

Ad05A9908 Aradu.A05 9908 p3 (TAA)13 39 43339542 43339580 TCTTTTCGGATTATTAATGTCCTTTT TCTCTCTGGCTTTTTCCCTTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A9910 Aradu.A05 9910 c (A)10gctatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaagagag(GAA)694 43351741 43351834 CTCCCAAGACTCAGAGGTGG CAACTTCTCTTTCCCACCCA 247

Ad05A9912 Aradu.A05 9912 p2 (TC)6 12 43366971 43366982 CCTCCCTTGCTAGCATTGTC ACCGAGAGGTTGTCATTGGA 272

Ad05A9914 Aradu.A05 9914 p3 (TTG)5 15 43406236 43406250 ACCAGTCTGTTGTGCCTTCC AGAGGGGAAGCTCTTTCAGG 230

Ad05A9915 Aradu.A05 9915 p3 (AGA)6 18 43414064 43414081 TGCCATTGATGGTAGTGGAA TACCCTCTCCCCTCTCCCTA 222

Ad05A9917 Aradu.A05 9917 p2 (TA)7 14 43434190 43434203 TCCTCGCTAGGTGTCTGGAT ACTAGCCCCTGACTCAGCCT 250

Ad05A9920 Aradu.A05 9920 p3 (AGA)5 15 43456673 43456687 AATGTTGCTCGTCCTTGAGC TCCCCTTAAACCCCACCTAC 236

Ad05A9921 Aradu.A05 9921 p4 (AAAT)6 24 43467177 43467200 TGTGGTGGCAATACTTTTTGTT TTGCTCTTGCCTTTTGGTTT 279

Ad05A9922 Aradu.A05 9922 p3 (AGA)5 15 43488315 43488329 AAGCTTTTGCCTTCCCTTTC TATTACCGAACCCCCTCCTC 199

Ad05A9927 Aradu.A05 9927 p4 (TTTA)5 20 43531874 43531893 TTCGAAATTCTCTCCCTCTCA TTCAGGTTCAGGGTCTGCTT 261

Ad05A9928 Aradu.A05 9928 p3 (TCT)6 18 43538547 43538564 CCTCTTGGCCGAATACACAT TTAGAATGTTGCTCGCCCTC 100

Ad05A9930 Aradu.A05 9930 p4 (TATT)5 20 43575422 43575441 TTCGAAAATTCCTCCCTCTTT AAGAATCCAAACACAAGGGG 233

Ad05A9931 Aradu.A05 9931 p3 (TTC)5 15 43586827 43586841 CCGAACCTTAACCCCTCTTC TTCTCACCCTCGAGCAAGAT 178

Ad05A9933 Aradu.A05 9933 p5 (AAGAT)6 30 43614821 43614850 AGGGCGGTACCCTTAAAAGA TGGTGCTGATCCTTTGTCAC 237

Ad05A9934 Aradu.A05 9934 p5 (AAAAT)5 25 43627375 43627399 CCATGATGGAGAAAGGGAGA CGAAACTTCCATTTAATTTTTCA 131

Ad05A9935 Aradu.A05 9935 p2 (CT)6 12 43633440 43633451 CCAATTACTCAACCAAAGCCA TGGGGAAATCCATTCATTCA 277

Ad05A9943 Aradu.A05 9943 p2 (TA)6 12 43723077 43723088 GGGCGCAGAAGTTATGAAGA TAAACCGCAATACCATTCCC 266

Ad05A9945 Aradu.A05 9945 p3 (TTC)5 15 43740038 43740052 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 169

Ad05A9946 Aradu.A05 9946 p3 (AGG)6 18 43757249 43757266 TGTATGACCCGATGCAGTTG ACAGGTGGCCAAGAGAAATG 224

Ad05A9947 Aradu.A05 9947 p3 (CAT)7 21 43767707 43767727 TATTTCAAATTCACGCACGC TGGGATAAAATCCGTTGGAA 230

Ad05A9948 Aradu.A05 9948 c (GGA)7cgaacgt(GAA)1470 43796121 43796190 AAGGTGCATTTGGACTCATTG ATTACACGCGCACACATCAT 255

Ad05A9952 Aradu.A05 9952 p3 (AAT)13 39 43816960 43816998 TGTTTTCTTAATGGCTCTTGCC TGAACCAGAGGCCTCAAAAT 238

Ad05A9954 Aradu.A05 9954 p4 (AAAG)7 28 43822430 43822457 CTATCGCAGGAGAGCAGAGG CAGCTCATTCTCAATGGCAA 160

Ad05A9956 Aradu.A05 9956 c (ATAC)13(AT)12 76 43828960 43829035 TCCATACTAAAAATCAACTTAAAGCA GCTCAGTGATGCGTTCAGAG 232

Ad05A9958 Aradu.A05 9958 c (CAA)5(TAA)5 30 43835301 43835330 CTCCCATGTCATCGAGTCCT AACTTTTTGTTTGGGCATGG 208

Ad05A9961 Aradu.A05 9961 p2 (AT)8 16 43837495 43837510 CTGACTGATGGCACTGAGGA TGGACATCTAGGATGGAGCA 227

Ad05A9962 Aradu.A05 9962 p3 (AAT)13 39 43837998 43838036 GAAAAAGTGGGAACATGGCT TGGGGTAATTTTGTCCCCTT 232

Ad05A9963 Aradu.A05 9963 p3 (AAT)19 57 43850279 43850335 AGTGTGGGAAAAAGTGGGAA TTTGTTCTTCACCTAACCAATCAA 272

Ad05A9964 Aradu.A05 9964 p3 (GAA)9 27 43858372 43858398 TATGGCATTCCATGAGAGCA TCGTTTTCAAGACTGGGATTG 275

Ad05A9966 Aradu.A05 9966 p2 (TA)6 12 43862501 43862512 TTTAGTCGCTTAGGCCAGGA GAAAAAGGAAAAGCTTGCAAAA 177

Ad05A9967 Aradu.A05 9967 p2 (GA)6 12 43863316 43863327 GGGGGAGAAGAAGAAAATGG GCACCAGACTGGCGTTTAAT 274

Ad05A9970 Aradu.A05 9970 c (GAA)10agggtagagggaggcgatggaggggaggggtggtgctgtcgctaggtcacagtcgtgact(GA)6102 43891725 43891826 GGGCACGAAAAGAAAGAAGA GACGAGCTCAACCTCCTCTG 204

Ad05A9973 Aradu.A05 9973 p2 (TA)11 22 43895065 43895086 CAGCATTTCCTGGTCTTTCC GGTTTGTTCCACTAAAACTGCC 144

Ad05A9974 Aradu.A05 9974 p3 (TAT)5 15 43897355 43897369 CCTATTTCTATCCTTGCCATCAA GAGAAGGTCCATGTTTAGGACA 136

Ad05A9976 Aradu.A05 9976 p3 (AGA)5 15 43929629 43929643 CACAAGGTTTTGCCTGGAGT TGCACATATCTTCTCCACCG 261
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Ad05A9979 Aradu.A05 9979 p3 (TTC)9 27 43948394 43948420 CCAATGTGATGAGTTGTGGC GGAAGGCTGTTGTTGGAGAA 228

Ad05A9982 Aradu.A05 9982 p2 (CT)7 14 43974015 43974028 CCACTTTCCACTTCCAATTTTC CAGAGGAAGAGAGAGGGTTTGA 172

Ad05A9983 Aradu.A05 9983 c (TC)14ctatctctctttttcccttttctccctcctctctttttcctctttgtcctctcctattctctctcccctc(CT)9116 43976689 43976804 CCAAAACCATAACCAAAACCA GAGAGGGAGAGGGGAGAGAA 237

Ad05A9984 Aradu.A05 9984 p2 (TC)7 14 43976970 43976983 CTCTCTCTCCCCTCTCCCTC GGGAAGAAATAGGGCAAGGA 212

Ad05A9985 Aradu.A05 9985 c (TC)6ccctcctatctctctctcctcttctttcattctctctcccatatctctctcttttctcctctctttttccttctctctcttta(TC)16127 43977213 43977339 TCTCTGCTCTCTCACTGCCTC AGAAAGAGAGGGGAGGAAAAG 271

Ad05A9986 Aradu.A05 9986 p2 (GA)6 12 43977979 43977990 GGAGAAAAAGGGGAAAGGG TCATTTTCTCTCCCCCTCCT 195

Ad05A9987 Aradu.A05 9987 p2 (CT)6 12 43979140 43979151 GAATGGTACACAGAGGGCGT GAGAAGTGGGAGATGGATGC 280

Ad05A9991 Aradu.A05 9991 p2 (AC)18 36 44011763 44011798 CAATGTTTCCCACAAATCCC CCATATGGCCAACCCTTACA 217

Ad05A9993 Aradu.A05 9993 c (GA)6gttttcgaaaatt(A)1035 44024484 44024518 CAAAAAGAGGAGAGGGTTCG TCTTTTTCAAAACCACCTAACCA 228

Ad05A9995 Aradu.A05 9995 p2 (GT)6 12 44054835 44054846 GATGATGAGCTTTGGAGGGA AAAGCGTAGCCGTAGGTTGA 238

Ad05A9996 Aradu.A05 9996 p4 (ATAA)5 20 44065182 44065201 CCTTGAAGCAAAAGAAACAGC CGCACATGGTCTCGACTCTA 211

Ad05A9997 Aradu.A05 9997 p6 (TATATG)9 54 44077050 44077103 TGAAAATCCAAACCATGCCT TCGCTCTTTTCTTTGAAAAACTG 276

Ad05A9998 Aradu.A05 9998 p3 (GGT)5 15 44078555 44078569 TTTGGTTCCACTTTTGAGCC TGGTGCATAGATTCAAGCCA 157

Ad05A9999 Aradu.A05 9999 c (AT)11aatggtcttcattggatgaaaattaatagatctcatttattaaat(TA)679 44081092 44081170 TTGATCACAGAATTATTAAAAAGGACA TCGCAGGTCAAATGAAACTCT 256

Ad05A10000 Aradu.A05 10000 p2 (TA)6 12 44082125 44082136 TGGATGAGATCCTAATTGATTCTG TGGTTTCCTCTACTCTTGGCA 174

Ad05A10002 Aradu.A05 10002 p3 (TTG)5 15 44097897 44097911 GCAGGCATATTCTGAGGAGG TTGAAAGAACATTGAGGTGGTG 178

Ad05A10007 Aradu.A05 10007 p3 (CAA)5 15 44198640 44198654 CAAGGCGGTAATCCTAACCA AGTTGAGGGGCTTGTGATTG 263

Ad05A10008 Aradu.A05 10008 p2 (GC)6 12 44203521 44203532 TGGATTGCAAGAATTACCCC TACTAGGAGTGCACAGGGGC 191

Ad05A10010 Aradu.A05 10010 p3 (TCA)5 15 44240277 44240291 AGAGGCTGAAGCTGCAAAAG CGAACTCTTGGAGACGAAGG 262

Ad05A10011 Aradu.A05 10011 p4 (TTAG)5 20 44246711 44246730 CTGCCATGCAGAAATGTTGA TTTGTTGGTTGGTGCAAGTC 236

Ad05A10013 Aradu.A05 10013 p3 (ATT)6 18 44254338 44254355 ACTGATCATCCATGGCAACA GCCCGAGATTCATCTTCATC 110

Ad05A10014 Aradu.A05 10014 p3 (GTT)8 24 44254483 44254506 GGCCTAGTGGAGGATGATGA GAGCGATGGGTGCAGATATT 233

Ad05A10016 Aradu.A05 10016 c (AGA)5aggaggtggaaagtgtttgaatctatagtttctacacatcaacttccatatatatcactc(T)1085 44256145 44256229 TGAATTGGAGCTGAATGATGA TTCCAACAAATCCTTGACTAATTG 269

Ad05A10017 Aradu.A05 10017 p2 (TA)6 12 44258503 44258514 CCTTTCCTCAACTTTCAACCC GGGGCTAGGAAACGAATAGA 249

Ad05A10018 Aradu.A05 10018 p3 (GAA)5 15 44278571 44278585 GTGGACGATGAGGAGTAGCC CAAACTCAACGGAAAAGGGA 145

Ad05A10020 Aradu.A05 10020 p4 (AATA)5 20 44282336 44282355 CACCCTGCTTTTCTCTCTGC CAAAGAATAAAAGCATGCAAATG 253

Ad05A10023 Aradu.A05 10023 p3 (GAA)5 15 44355428 44355442 TCCTCAAGCTCTGGTGGACT TTGGTTGGGCTACTTCTGCT 217

Ad05A10024 Aradu.A05 10024 c (AT)7cctcattaaagaccaattcagcacacaacactctcaaa(AC)6attcagctat(A)1084 44375964 44376047 GGGCCAAACGGACTAAAAAT TCGGAGCTCCCTAGTTCAAG 218

Ad05A10025 Aradu.A05 10025 p2 (GT)6 12 44379470 44379481 TCTTTTGCACATCAACCAATG GAATTTCAAGTTGCGCACAG 232

Ad05A10026 Aradu.A05 10026 p2 (AT)6 12 44383390 44383401 TGCACTCAAAAGAATGCTTCC CATGATGAAAAATTAGACGCGA 271

Ad05A10029 Aradu.A05 10029 p3 (TAA)17 51 44386398 44386448 GTTAAAAAGGAGGATGGGGG GGACTTAGTTGCCAAAACGG 256

Ad05A10030 Aradu.A05 10030 p3 (GCT)5 15 44391609 44391623 CTGGTGGTGGTGCTAAAGGT CATGGGTGAATGAAAAGCCT 141

Ad05A10033 Aradu.A05 10033 p2 (AT)10 20 44415909 44415928 TAGGCATCTGGGCTCCTAAA CTGGCAATTTTGCTGCACTA 275

Ad05A10034 Aradu.A05 10034 p2 (AG)9 18 44452406 44452423 GTTATGGGGCTGATGGATTG GCAAATTGTAGCGTGGGACT 260
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Ad05A10035 Aradu.A05 10035 p2 (GT)8 16 44457356 44457371 CTCTCTCCTCTTCGCGCTTA TACCTCACTCTCAGCTGCCG 145

Ad05A10036 Aradu.A05 10036 p3 (ATA)5 15 44459857 44459871 CTGGCTGTGCCACTCTGATA CATTTCTGGCTATTTCAAACAAAA 116

Ad05A10037 Aradu.A05 10037 p3 (CAT)6 18 44461259 44461276 GGGACAAAAACCCACTTCCT TTGTTGATGGTCGTGTTGGT 277

Ad05A10038 Aradu.A05 10038 p2 (AC)7 14 44471685 44471698 TGCAATTGTGACATCGCTTT CCTTCAGCTGGTGGATCAAT 273

Ad05A10039 Aradu.A05 10039 p2 (GC)6 12 44488959 44488970 CGCACGTACGCACTAATGAT ACCGGAGACAGTGGTGGTAG 215

Ad05A10040 Aradu.A05 10040 p3 (AGA)5 15 44495075 44495089 TAGCCACATACCCATCCACA ACCCCTTTCATTGGGTTAGG 247

Ad05A10044 Aradu.A05 10044 c (T)10ctc(T)10 23 44528521 44528543 AGCTGCTTGCTTTAATGGGA GATTCAGTTTTCAATTTGCTTTGA 277

Ad05A10050 Aradu.A05 10050 p3 (AAG)5 15 44567671 44567685 CCGTTCATTACGGAGGACAT GGATGAAATCAATGCAGCAA 206

Ad05A10053 Aradu.A05 10053 p2 (AT)15 30 44570570 44570599 TCTAAAGGAACAATATATTAGGGAACA TCAATTCTTAGATAACCAAAGTCCAA 276

Ad05A10054 Aradu.A05 10054 p2 (TA)8 16 44572524 44572539 TGGGAGAAAAATACATTTACGAA TGATCAACGTTGTTATCGGTT 241

Ad05A10057 Aradu.A05 10057 p3 (TTA)5 15 44602438 44602452 CCAACACTTACTTTGGGGCA GTGTGGGGAAGTTGGATTTG 223

Ad05A10059 Aradu.A05 10059 p2 (CT)7 14 44607265 44607278 GCTCATAAGCCAAATAGGCAA GCAGAGACTCAGGGGATGAC 243

Ad05A10060 Aradu.A05 10060 p3 (GAA)5 15 44627694 44627708 CAATCCAACCTCTACCCCAA TACGAATTTATCGGGTTGCC 222

Ad05A10065 Aradu.A05 10065 p2 (AG)6 12 44671898 44671909 GGTAGAGGGTGGGGTATGGT AACCACCTCCAACAACCAAG 213

Ad05A10072 Aradu.A05 10072 p2 (AG)17 34 44735116 44735149 ATAGAGAGGGAGGGAGTCCG CATCTTTTTCAAAACCACCCA 231

Ad05A10073 Aradu.A05 10073 p2 (AT)6 12 44739403 44739414 TTGGAAACATTGGTTGGGAT CATGCTTTACTTGGGGCATT 261

Ad05A10075 Aradu.A05 10075 p2 (TA)7 14 44771166 44771179 ATGTGCCTTCAACTGCAATG CCCTTGCCAAACAAACAAAA 273

Ad05A10077 Aradu.A05 10077 p2 (AG)9 18 44776906 44776923 ACGAGATCGGTGATTTGAGC CACACACATTCTCTCGCGTC 272

Ad05A10078 Aradu.A05 10078 p2 (AG)7 14 44777053 44777066 CGCGAGAGAATGTGTGTGTT GTTGATCCGCTTGGAGGTAA 196

Ad05A10085 Aradu.A05 10085 p3 (CTA)10 30 44814843 44814872 TGTAAAAGTGTTTGCAAGAGCC AGAGCCCATTGACACCACTC 248

Ad05A10086 Aradu.A05 10086 p2 (AG)7 14 44820967 44820980 AAACAAAGCTCCAACCGATG CTGATGCCCTGATCTTTGGT 143

Ad05A10087 Aradu.A05 10087 p2 (CT)19 38 44823429 44823466 ACGCGCAATATTTTACCGTC ACCAACGCGACATAAGGAGT 263

Ad05A10089 Aradu.A05 10089 p2 (GA)6 12 44826997 44827008 GCGACGAGTTATGGGTTGTT TTCATTCAACCCTCGTAGCC 269

Ad05A10100 Aradu.A05 10100 c (T)10g(T)11 22 44851757 44851778 CTTTAACTGCTCAGGCCCAG GAAAAAGCATGTTGCAAAAGAA 245

Ad05A10101 Aradu.A05 10101 p3 (AGA)5 15 44853435 44853449 CAAGATTCAGAGGGATTGGC ACCCTTACACACCCCACAAG 227

Ad05A10103 Aradu.A05 10103 p3 (TTC)6 18 44868417 44868434 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241

Ad05A10105 Aradu.A05 10105 p2 (GA)6 12 44875717 44875728 GAGGAAGAAGTTTTTGAAAATTAAGA AAAACCTCCTAACTAACTCTTCTCTCC 123

Ad05A10108 Aradu.A05 10108 p3 (ATT)13 39 44890127 44890165 TCAAAAGGGTTATACAACAACTCG GGCTTCGGCCAAATAAAAA 270

Ad05A10109 Aradu.A05 10109 p2 (GA)6 12 44893908 44893919 AAGGGTGATGTGGATTGAGC AACCCAAATCACTCGCAAAC 152

Ad05A10110 Aradu.A05 10110 p3 (TCT)5 15 44905396 44905410 ATCCCTACGCCACCTCTTTT GGGATGATGGAGAATGTGAGA 166

Ad05A10111 Aradu.A05 10111 p2 (TG)6 12 44908240 44908251 ATAGGGGAATGAAAGCACCC TATGGCCAAGTGAGCTGAAA 217

Ad05A10113 Aradu.A05 10113 p3 (AGA)5 15 44935515 44935529 AAGCTCCATCTACCCCACCT TCCTCCTTGAGGATCCAATG 239

Ad05A10114 Aradu.A05 10114 c (T)10ctttttttttcttttttttaccttgtttgttttcttcttcattattccttttttc(T)1075 44939937 44940011 AATCTTACTTCGGGGCATCC GCTAGCGCGTGTGTCATCTA 276

Ad05A10116 Aradu.A05 10116 c (T)10ctattttttctttcttttttctattttttcttttcttttcttttctttttcacatttattttc(T)1083 44948225 44948307 TTCACTTTGGGGCATTTTGT GTTTGGGGAGATTTGGGAAT 258
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Ad05A10117 Aradu.A05 10117 p3 (GAG)5 15 44951888 44951902 GTAGTGGCAGTGAATCCGGT ATCACCCCCATCCTCTCTCT 272

Ad05A10119 Aradu.A05 10119 p6 (AGAAAA)7 42 44996038 44996079 TGATGTGGTGGTCTTGCATT AATCCTCCTAACCATTGATGC 278

Ad05A10120 Aradu.A05 10120 p4 (AAGA)5 20 45006334 45006353 CTCTTCTCCTCACCGTCACA CGTTGCTCCCTCTTTCTACG 188

Ad05A10123 Aradu.A05 10123 p2 (AT)6 12 45032618 45032629 AAGCATTGAACCCTCACTGG TCAAGGATTCACTTTGTTAGCTC 235

Ad05A10127 Aradu.A05 10127 p3 (TTC)6 18 45064840 45064857 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCCGCCTT 174

Ad05A10129 Aradu.A05 10129 c* (A)10(AAT)5* 23 45075470 45075492 TGCAAGCTACTGCAGTGTGA TGAACGGTTGACTAATTTTATCATGT 246

Ad05A10134 Aradu.A05 10134 p2 (CT)6 12 45138538 45138549 AAGCCAAATAAGCAACATCAA TTTCTGGGCTGTTTCTGACC 280

Ad05A10137 Aradu.A05 10137 p3 (TTC)6 18 45172198 45172215 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 274

Ad05A10145 Aradu.A05 10145 p2 (TA)10 20 45239129 45239148 GCCAATTGGGCAATAAAGGT TCTTGTTCTGAGTTTGGTGTCAA 235

Ad05A10146 Aradu.A05 10146 c* (TA)8(ATAC)5* 33 45241436 45241468 CGCCTGGAGATTATCCATACA ACTCGACCTGCGAAGCTAAG 245

Ad05A10149 Aradu.A05 10149 p2 (TG)17 34 45260831 45260864 TCCTAAAGATGCCACCAACA TCCAGACTCGACTTGGGAAG 190

Ad05A10151 Aradu.A05 10151 p3 (ATA)8 24 45264883 45264906 AGTGCGGAGTAGCCTGTGTT TCAAAATTCAAAAAGATCCACAAA 265

Ad05A10153 Aradu.A05 10153 p2 (AG)6 12 45266668 45266679 AAGAAGCAGCGAGTGTGGTT TCCGTCAATAACATCCTTCG 244

Ad05A10155 Aradu.A05 10155 c (T)10cgaaa(T)10 25 45270320 45270344 CCCCAATTAGAGGTGTCCAA TGTGGTTCATGAATGTTGGC 225

Ad05A10156 Aradu.A05 10156 p3 (TTA)5 15 45281022 45281036 AATCCTTTTCTGAGCGTTGC ACCATCGGATTTACCAGCAG 254

Ad05A10158 Aradu.A05 10158 c (TTA)18tgctaaggagtagcaagtgttctgattcatgtgggtgatatactttggtcaccatacctc(T)10124 45335163 45335286 TTTCTTCAGAATTTGATTGCG GGCGAACTGAAGAAGGAAAA 223

Ad05A10162 Aradu.A05 10162 c (CT)6ca(CT)7 28 45391009 45391036 GAGAAGGAGGCTATTCCGCT CCTCCACTTCCCTCTCTTCC 273

Ad05A10164 Aradu.A05 10164 p2 (CA)18 36 45407714 45407749 AACCATTGATGCTCAAAGCC TGTGGTGGAATTGCTTTTGT 264

Ad05A10167 Aradu.A05 10167 p5 (TTTAT)5 25 45445688 45445712 CCCTTGGGTTGACTTGGTAA CCATGATGGAGAAAGGGAGA 228

Ad05A10168 Aradu.A05 10168 p2 (AT)6 12 45457427 45457438 GCATCTAAAGGGCTAGATTTGAA GGGTTTGCTTATGAGGCATCT 280

Ad05A10171 Aradu.A05 10171 p2 (AT)7 14 45503915 45503928 CATGTGACCCCTATTTTCGG GAAACCACAATCCTTGCGAT 278

Ad05A10172 Aradu.A05 10172 p2 (AT)9 18 45505090 45505107 CGTGAGGCATTTGGAGTTTT AACGCTCGGGAATAAGGATT 270

Ad05A10174 Aradu.A05 10174 p3 (GAA)5 15 45525466 45525480 GATGGGTTTTGAAAAAGATTTGA TAAACGCCCAGGAGAAGCTA 261

Ad05A10177 Aradu.A05 10177 p2 (AT)6 12 45557215 45557226 GCACCTTGCTAGGAGTCTGG GTCTGCAAAGCTAAGGCTGG 232

Ad05A10178 Aradu.A05 10178 c (TA)6(TG)14 40 45557399 45557438 CCAGCCTTAGCTTTGCAGAC GCAACGCTCAGGAATAAGGA 167

Ad05A10179 Aradu.A05 10179 c (AC)15(AT)9 48 45557566 45557613 ATTCCTGAGCGTTGCACTTT ACATGCAACTGTGGGGTGTA 228

Ad05A10180 Aradu.A05 10180 p3 (ATC)6 18 45572145 45572162 GACGAGTCTGAAGAGGCACC CGACCTTTCCCTTTTTAGCC 230

Ad05A10182 Aradu.A05 10182 p2 (TC)6 12 45585670 45585681 AGTGCATGGAGGTCAGATCC CGCTTTTTGGCATTATTTTCA 230

Ad05A10184 Aradu.A05 10184 p2 (CT)6 12 45602984 45602995 CATTGAACCTCAGATGAAGAAGAA TTTTTGACCCAGTTCTTGGC 208

Ad05A10186 Aradu.A05 10186 p2 (TA)13 26 45612152 45612177 GAGGGATACGGATTGTATTGG GCGACTCTGATAGCTCGGAC 267

Ad05A10187 Aradu.A05 10187 c (T)10gaaaaagatttgaattttaaaaaataagatatgataagataaaaattttaaaataaaaatctgaa(T)1085 45631011 45631095 TTGAAAAAGGATAAGATAAGATTTTGA TTGCAAACGTGTGCCTTATT 166

Ad05A10188 Aradu.A05 10188 p2 (CT)6 12 45631910 45631921 AAGAACATTGAACTTGGGATGAA TTTTTGACCCAGTTCTTGGC 213

Ad05A10196 Aradu.A05 10196 c (TA)6(T)11 23 45693052 45693074 CTGGACCGTTCATTTCCACT GGTGTTCCTTGGTGTTTTCC 257

Ad05A10199 Aradu.A05 10199 c* (A)10(AT)8* 25 45747715 45747739 CAAAACTCAAAGCGAGAGGG CCTAACGTCAAAATGGCACC 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A10203 Aradu.A05 10203 p2 (AT)6 12 45800496 45800507 CGTGTGAATGTCTCACGCTT GACAAACTGCTCTGATGCCA 191

Ad05A10209 Aradu.A05 10209 p5 (TAATA)5 25 45828812 45828836 AGGCTCTTTCATCGAGGTCA ATTACGGCACCAATGAATGC 199

Ad05A10210 Aradu.A05 10210 p2 (TA)6 12 45836345 45836356 GGGCGCAGAAGTTATGAAGA TAAACCGCAATACCATTCCC 266

Ad05A10211 Aradu.A05 10211 p2 (AT)6 12 45843602 45843613 AGCTCCTTACTCAGCTTGCG AAGCGGAGTAGTCCCTGGAT 220

Ad05A10218 Aradu.A05 10218 p3 (TCT)18 54 45891740 45891793 TGGTGGTGGTTGAAGTGCTA TGACAACACAAGGTTGGCAT 272

Ad05A10220 Aradu.A05 10220 p2 (GA)7 14 45949883 45949896 AGTGGTGAAGAGGTGATGGG TTGAATGCCAGGATTGCATA 232

Ad05A10221 Aradu.A05 10221 c (A)11ttttttcg(A)10 29 45985860 45985888 TGTGGTTCATGAATGTTGGC GAGCTCGGTCAGGGTATGAA 274

Ad05A10225 Aradu.A05 10225 p3 (AGA)6 18 46028034 46028051 AAAATATTGCTCGCCCTTGA CACCTATCCACTCTTCCCCA 201

Ad05A10227 Aradu.A05 10227 c (A)10tttcagattttaaaatttttatcttatcttatcttatttttcaaaattcaaatc(T)11caaaaaaaaatcatatctttttcaaaatcttatcttatc(T)11125 46080129 46080253 CGTGTGCCTTATTATTGGTTATTG GGGTGAGAGTTCATGGTAGTAAGA 280

Ad05A10228 Aradu.A05 10228 p2 (AT)8 16 46082538 46082553 AACCCACCATGGTATGATCG ATATTTGCCAAAGACACGCC 273

Ad05A10229 Aradu.A05 10229 p2 (AG)6 12 46083448 46083459 AGGAACATTGAACCTGAATCG AATTACAGAACACGCCCCAG 269

Ad05A10232 Aradu.A05 10232 p3 (CTT)5 15 46087556 46087570 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad05A10233 Aradu.A05 10233 p2 (AG)6 12 46089115 46089126 AGGAACATTGAACCTGAATCG AATTACTGAACACGCCCCAG 268

Ad05A10236 Aradu.A05 10236 c (TG)33(TA)7 80 46113898 46113977 CAAAGCTAAGACTGGGCAGAG TTTACCTGCGAAGCTAAGGC 277

Ad05A10237 Aradu.A05 10237 p2 (GT)19 38 46115217 46115254 CCCTTTGATCCATTTTGGAG GGGTTTGAGTTAGACTTTTGGG 269

Ad05A10240 Aradu.A05 10240 p2 (GT)6 12 46140562 46140573 GTAGCCACTAACAGCACGCA GAAATGGAAAACCGGGAGTT 278

Ad05A10244 Aradu.A05 10244 p2 (TA)6 12 46182077 46182088 TCGACCTGTCAAGTACCCAA CAACCTGGGAAACTGAAATGA 276

Ad05A10249 Aradu.A05 10249 p3 (TAA)9 27 46189805 46189831 ATTTTGTCTCGTATTGCGGC AACGCATGAACACCTTTCAA 259

Ad05A10252 Aradu.A05 10252 p3 (TTC)6 18 46233258 46233275 CATCCACTCTTCCCCAAAAA TAAAATATTGCTCGCCCTCG 253

Ad05A10253 Aradu.A05 10253 p3 (TTC)5 15 46245657 46245671 TGAAACCACTCACCTCTCCC CTCGAAGGTGGAAGCTTTTG 189

Ad05A10254 Aradu.A05 10254 c (CT)8cata(CT)6g(TC)849 46285768 46285816 CTCCATTGCTGCTCCTTCTC CCGATGGTGAGGAAAGAAAA 185

Ad05A10255 Aradu.A05 10255 p2 (GT)6 12 46286813 46286824 GGGAAGCATTGAGCTTTGAG AAAAACAATGCCAAAAAGCG 217

Ad05A10258 Aradu.A05 10258 p4 (TTTA)6 24 46316430 46316453 TGAGACAAAAGGATTATATACGATCAA AAAATTTTATTAGAGTCTCGTGCTGA 270

Ad05A10259 Aradu.A05 10259 p3 (AAT)5 15 46317651 46317665 TCCCTATGTATTTCAATTTCAAGTATG ACACTATCCGCAAGGCAAAC 278

Ad05A10261 Aradu.A05 10261 p2 (AT)6 12 46362025 46362036 CCAGCATTCTAGCGAGTAATCA AAGTGAGTCAGTTCAACGGTCA 279

Ad05A10262 Aradu.A05 10262 c (TTC)18tttc(TCT)676 46363011 46363086 TCTCTTGTTGCGTTTTCGTTT TAATCGCATTCATTCAACGG 275

Ad05A10264 Aradu.A05 10264 p3 (ATG)7 21 46369187 46369207 TACCAAGCCCACAGAACTGA AATGTGCGGATTTTCGTTTC 265

Ad05A10266 Aradu.A05 10266 p3 (AAT)17 51 46372449 46372499 TTGGGCCAACTTGGTTACAT TCCTTCAAATTTCATGAATCATATC 254

Ad05A10269 Aradu.A05 10269 c (AG)9atagagagac(AG)1048 46384410 46384457 GGCGACAACAGCAACTACAA AAACGCATCATTTAGGCCAC 223

Ad05A10271 Aradu.A05 10271 p3 (TTC)7 21 46394663 46394683 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 188

Ad05A10278 Aradu.A05 10278 p3 (TCT)8 24 46420012 46420035 TAAGGGCATGGAAGTGAAGG GACACCAAAAACGAAACCAGA 255

Ad05A10280 Aradu.A05 10280 p3 (TGA)10 30 46421758 46421787 CATCCGAGGATGAGAATCGT TCTTCATGTTCACCCTGCTG 280

Ad05A10281 Aradu.A05 10281 p3 (TGA)6 18 46425966 46425983 TCTGATAACAAGGAAGCGGG AGGGAAATCAATGCCATCAA 111

Ad05A10282 Aradu.A05 10282 p3 (TTC)10 30 46431813 46431842 CGCGTTTTTCATGTTTTTCTC GGAGGAAGAGGTGGTGTTGA 121



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A10285 Aradu.A05 10285 p2 (TA)8 16 46434194 46434209 TCGATATTGTCACGTCAAGCA TGTGCACACAATTAAAACGAGA 101

Ad05A10287 Aradu.A05 10287 c (A)11c(ATA)16 60 46444301 46444360 CCACCAAATCAAGTGAGCCT CAATGACTGATAAAGCTAAGTTTTTG 250

Ad05A10289 Aradu.A05 10289 p3 (TCG)5 15 46445621 46445635 TCCCTCCCTCTTTCTCTTCC ACGACAACGACGACAATGAT 153

Ad05A10292 Aradu.A05 10292 p2 (AT)13 26 46454052 46454077 AAAACCCTAAACCCTTAAACCC GCATCAGTGGTGCATTCAAA 274

Ad05A10295 Aradu.A05 10295 p2 (GA)9 18 46482905 46482922 TATTTGCCTCCCTTTTGTGC TACGTCGCCCAGTTTTCTTT 205

Ad05A10300 Aradu.A05 10300 c (A)10gagagaacac(A)1434 46531521 46531554 GGCTCAAGAAATCTAAAGCACAA AAGCACCCCTCGGATTTACT 157

Ad05A10301 Aradu.A05 10301 p2 (TG)10 20 46535082 46535101 GCGTATCACCTCATCCCTGT TCAAAGCTCATACTTCCGGC 276

Ad05A10303 Aradu.A05 10303 c (T)10ctttttctttttctttttttcgaaa(T)1045 46553194 46553238 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 169

Ad05A10304 Aradu.A05 10304 p2 (TA)9 18 46564716 46564733 TTTCCCTCGTCTCATCCTTG CGGCTGCGTGATTATGATAG 242

Ad05A10305 Aradu.A05 10305 p2 (CT)6 12 46571975 46571986 GGTTGTTGGACTCCCAACTC ATATAGTGCCGCCGACTTTG 265

Ad05A10306 Aradu.A05 10306 c (GAA)7attgtgtgcgcgaatttga(AAG)1070 46573862 46573931 TGTTGGTGATGACGATAACGA CCTAACCAACAAGTCCAACCA 164

Ad05A10307 Aradu.A05 10307 p4 (AGAA)5 20 46578401 46578420 TCCAAAATCACACAGACCCA TCCCCCTCTCCTCTCTTCTC 139

Ad05A10312 Aradu.A05 10312 p2 (AG)10 20 46614922 46614941 GCCAAACAGGCTAAAAATGC GCATGGCTACAAACAGCTCA 226

Ad05A10316 Aradu.A05 10316 p2 (GT)7 14 46659740 46659753 CCCTCCCTTCATTCTTCTCC ATCCCCATACCCTCATCCTC 129

Ad05A10317 Aradu.A05 10317 p2 (AT)7 14 46662189 46662202 GGGCCAAATTGAATATTAACTCA GCGCTTATACATCCGTTTTCA 276

Ad05A10319 Aradu.A05 10319 p3 (GAT)5 15 46667559 46667573 ATATATGGATCCGCCCTTGA TCATAAATTAAAAAGCAGCCAGC 151

Ad05A10321 Aradu.A05 10321 p2 (TC)25 50 46668671 46668720 GCGGTTAATGCAATGGTTTT GAGCTGATGGAGGTTGAAGG 245

Ad05A10322 Aradu.A05 10322 p3 (AGA)11 33 46676793 46676825 TACCTTTTCCGGCCTTAGGT AATGGCCGAGCAAACACTAC 271

Ad05A10325 Aradu.A05 10325 p2 (CT)7 14 46691173 46691186 TTCTGACCCATTTTTCAGCC CAATTGGGCAACATCAATCA 278

Ad05A10326 Aradu.A05 10326 p3 (AAG)5 15 46692750 46692764 TGAAGAGCGTAGCATGAAGG TCTTGACTTTCCCATGGAGG 156

Ad05A10329 Aradu.A05 10329 p2 (AT)6 12 46695494 46695505 TGGGAAACCTATTGGGAACA AATTTCGTCCCATGTGCATT 230

Ad05A10330 Aradu.A05 10330 p3 (AGA)6 18 46701761 46701778 CTAGAGGATTCTCCGGCCTT CACCTTGACCGAAACACCTT 177

Ad05A10331 Aradu.A05 10331 p4 (AATA)5 20 46705213 46705232 GAATGCGTAAGGATAGAGGTGG CCACCTAACTACTTTTCCCCC 251

Ad05A10334 Aradu.A05 10334 p2 (CA)7 14 46709295 46709308 TTCCTACTCTACCAAACTCCAAAA TCTCCTTGACAACGACAACG 178

Ad05A10336 Aradu.A05 10336 p2 (CT)11 22 46730723 46730744 AAGCACCGAATTGGAAAATG AAAATTAGCAACGGCGTCAT 212

Ad05A10343 Aradu.A05 10343 p3 (AAT)18 54 46764330 46764383 TGGGAGAGAAATGGGACAAC TCCTAGGACCAAGTAAGTTGTGG 257

Ad05A10346 Aradu.A05 10346 p2 (AT)6 12 46768479 46768490 CCAAACGTTGGGGATAAAAA AGGATGGATGATTCGAGTTTG 253

Ad05A10348 Aradu.A05 10348 p2 (TA)9 18 46769113 46769130 GGGTGTTTCCCAATTTCAGA ACCCTGTAAGAGTGGCGTGT 209

Ad05A10352 Aradu.A05 10352 c (AAT)5aaaataaaaaaaatattaccccaaat(A)1051 46812871 46812921 TCCCAAGTTGAATCCTTGGT AATTTTGTCCCGTGTGCATT 262

Ad05A10354 Aradu.A05 10354 p3 (TTA)17 51 46830650 46830700 GCGGATTAGACAGGCATTGT GACAAATGTGCCACAAATCG 146

Ad05A10355 Aradu.A05 10355 p2 (TA)12 24 46835520 46835543 GGGGGCTGTAGAGAACCATT CGAATCATGTGGAAAGTTGG 251

Ad05A10356 Aradu.A05 10356 c (TAA)9ctatatacggttgaacccgattactacatatgtgatctgaattcttcaatcttcagtatctagattctagaagaagatgggaaaaatgtcctcttc(ATT)21186 46835750 46835935 TTTTTGGTCGAAAACCACG GATGAGTGCCGGGAAGTAAA 234

Ad05A10364 Aradu.A05 10364 c (AAT)7(ATT)8 45 46847449 46847493 TGGTTCGTCATTGTCCGATA TTGGAAAAACGGTGAGAAAA 235

Ad05A10366 Aradu.A05 10366 p2 (AT)8 16 46866108 46866123 GCATGCAATTGACACCAAAC TGCTGGTTAGTTGTGCGAAG 280
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Ad05A10367 Aradu.A05 10367 p3 (AGA)6 18 46872590 46872607 AATGGTCTTGATGGGCTTTG ACCTCCCCTTCTCCTCCATA 239

Ad05A10368 Aradu.A05 10368 p2 (AT)9 18 46882263 46882280 GTCTGACCACTCGGCATTTT AACCACGCAATTAAGGCTCA 276

Ad05A10370 Aradu.A05 10370 p4 (AAAT)5 20 46917425 46917444 TCTGAATGCATGACATGAACAA AGAGCCTTGGACCTTGCTTT 187

Ad05A10372 Aradu.A05 10372 c (T)10cgatttttctctctctc(T)1037 46929418 46929454 CCAATTAGAGGTGTCCAGGG TGTGGTTCATGAATGTTGGC 235

Ad05A10374 Aradu.A05 10374 p3 (AAG)5 15 46948397 46948411 CACCAATGCATTCCAACAAG TAGCACTTCCGGGAGGATAC 220

Ad05A10375 Aradu.A05 10375 p2 (GA)8 16 46971720 46971735 TTGAAAAGTGAGGGAGGTGG CATTTTGCACACCTGAATGG 259

Ad05A10378 Aradu.A05 10378 p3 (TTC)5 15 46990353 46990367 TGTTGTGGGTTATTGTTGGC GGAAGGCTGTTGTTGGAGAA 100

Ad05A10379 Aradu.A05 10379 p2 (AG)6 12 46997966 46997977 TCTCAAAACAAGAAGAAATCCTAAA CCAGATCCAAGCACAGACAA 161

Ad05A10381 Aradu.A05 10381 p5 (AAGAT)5 25 47015055 47015079 CAGTAAAGGGCCCAAATGAA ACCTGCAAGGGACTCTGATG 264

Ad05A10387 Aradu.A05 10387 p2 (AT)11 22 47094413 47094434 CTCGTGAGCTGGCTCAATTA TTTCGTAAGCTCAAGCTCGG 210

Ad05A10388 Aradu.A05 10388 p2 (GA)10 20 47101412 47101431 TGAAAGTGAGGTAGGTGGGG GCATGCCTAAAAGAAGCAGG 229

Ad05A10389 Aradu.A05 10389 p2 (TC)6 12 47110062 47110073 CGCATAAAAATGGGGCTAGA TGACTTTGCTGTTTGCTTTGA 166

Ad05A10390 Aradu.A05 10390 p2 (CT)8 16 47111340 47111355 TGAGAAGCTCGAGGAGGCTA TCTGGAGGGCCAAAGTGATA 265

Ad05A10391 Aradu.A05 10391 p3 (TGA)5 15 47117906 47117920 AGGGTGACTGATCGTTGGAC TTTTCCTCGTACCGAAGTGG 152

Ad05A10393 Aradu.A05 10393 p3 (AAC)6 18 47119862 47119879 TGAAATGTCGGCTAGGTTTCTT TCGTTTGATTCATGTAGCCG 218

Ad05A10394 Aradu.A05 10394 p3 (AAT)5 15 47135008 47135022 TGGTGTCTTCTTTGTGTTTTCC CCATGATGGAAGAAGGGAGA 212

Ad05A10395 Aradu.A05 10395 p2 (CT)7 14 47138405 47138418 TGAAATCCCTCTCCCTCCTT CCATGGTCTTGATGAGCCTT 180

Ad05A10396 Aradu.A05 10396 p3 (TGT)5 15 47155280 47155294 TGTGTTGCGCCTAACTCAAG CACACTTCTCTCCCACCGAT 217

Ad05A10400 Aradu.A05 10400 p2 (AG)6 12 47226532 47226543 CGGAAAAGCACACCAAACTT TTTTCGAAATCTCCTTCCCC 148

Ad05A10402 Aradu.A05 10402 p3 (CAA)5 15 47255652 47255666 AAAGGGCAACTGCTGAGAAA ACAATTGTAGCACAAGCCCC 242

Ad05A10404 Aradu.A05 10404 p2 (CT)6 12 47271190 47271201 GGGGCCAACTGACAAAAGTA TCAGGCACTAAGATCCCCAC 113

Ad05A10408 Aradu.A05 10408 c (AT)8(AC)7 30 47277368 47277397 CAAATGCCCTTAAGACCACTATACA TTTTCGTCACCATTCACCAC 154

Ad05A10409 Aradu.A05 10409 p2 (TA)6 12 47280478 47280489 TGGCTTTGTGTCTCTCAACG ACAACTTCGAGAACCGGATG 169

Ad05A10410 Aradu.A05 10410 c (T)10aaaatttttcttttcttttttcgtttttccaaactttattttcaaaaaatataataaaaatcc(A)1386 47283518 47283603 TCACAATTTCGTCCACCAAG AAAGCATGTAATTGACACCAAA 280

Ad05A10411 Aradu.A05 10411 p3 (TCT)5 15 47288094 47288108 CCGAACCTACACTTCCCCTT CTAGAGGATTCTCCGGCCTT 168

Ad05A10412 Aradu.A05 10412 p3 (AGA)5 15 47289428 47289442 CCCTTTCCCTTTTCTTGAGG CCTCCTTCTCCCCCTCTCTA 174

Ad05A10413 Aradu.A05 10413 p3 (ATG)5 15 47301850 47301864 CACCGAGCCTCCTATCAGTC GCTTCCTAAATTTCAGAAAAGGG 262

Ad05A10414 Aradu.A05 10414 p3 (TGA)6 18 47304061 47304078 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 269

Ad05A10415 Aradu.A05 10415 p3 (ATT)7 21 47304630 47304650 AGCGCTCTCAAGACACTCGT TAAGGAGATGTGCCAAAGGG 225

Ad05A10417 Aradu.A05 10417 p3 (AGA)5 15 47308642 47308656 TGCAGAATCAAGTAGCAAGCA TTAGTGTGGTTGTGGGATGC 217

Ad05A10421 Aradu.A05 10421 p2 (AT)11 22 47349620 47349641 TCAAATCAATTGAGGTGCCC CACCGAGGACGGTGTAAACT 240

Ad05A10423 Aradu.A05 10423 p2 (CT)7 14 47381192 47381205 CAAGAAATCGAAGCCGAAAA CCGAAGCCATAAGGAAACAA 212

Ad05A10425 Aradu.A05 10425 p3 (AAT)5 15 47382305 47382319 TAAAGTTCTGGATCAGCCCG TAAAAGCAGCCATGCATCTG 192

Ad05A10427 Aradu.A05 10427 c (AC)7gaaagaataagaagaaacagaaaacgagagagggctcgagagaatgcaag(GAA)15gagaggggagagggaagggacagcgccggcaaggttgggagccgccgtagtcgttgttgtcatagggaagag(GA)7195 47384527 47384721 TGGTTACACCCTCACTTTTCC GGGCAAGACAGTGCCTCTT 259
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Ad05A10428 Aradu.A05 10428 c (GAA)15gagaggggagagggaagggacagcgccggcaaggttaggagccgccgtagtcgttgttgtcatagggaagag(GA)7131 47385002 47385132 GTAGGAAAAAGGATGCGACG AGATTGGTGGTGACAGAGGC 267

Ad05A10430 Aradu.A05 10430 p3 (TAC)5 15 47451080 47451094 CATGCCTGATGATGATGAGAA AAGAGCAAGGGCGTGACTTA 261

Ad05A10434 Aradu.A05 10434 p4 (TATT)5 20 47575662 47575681 ATCCATTGATGCTCAAAGCC GTGAAAAAGGAAGCTTGCGA 138

Ad05A10435 Aradu.A05 10435 p2 (CT)8 16 47588016 47588031 CCCATAAACCCCACCTACCT CCCTTCCCTCTTTCTTGAGG 248

Ad05A10436 Aradu.A05 10436 p2 (AT)6 12 47588906 47588917 AATTGCAAAAGCTTGCAAAAA ATGCCACAAGCACATGGTTA 218

Ad05A10438 Aradu.A05 10438 c (T)10cgaaaata(T)1028 47610375 47610402 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 251

Ad05A10443 Aradu.A05 10443 p3 (TAC)6 18 47664167 47664184 CATGTCTGATGATGATGAGAAAAAT GAGCAAGGGCGTGATCTAAG 255

Ad05A10444 Aradu.A05 10444 p3 (TAG)5 15 47683938 47683952 AAGAGCAAGGGCGTGATTTA GCTTAGTTGGACATAAAACCAGAA 231

Ad05A10445 Aradu.A05 10445 p2 (AC)6 12 47691449 47691460 CAGAAAGTTCTGTGGCAGCA TGCAGGCTCAAGTTTGATTG 211

Ad05A10446 Aradu.A05 10446 p3 (CCG)6 18 47692132 47692149 TAAACTCCACCACCACTCCC AGGTTTCCGTTTCACACCAG 211

Ad05A10447 Aradu.A05 10447 p2 (GA)12 24 47693584 47693607 GACCCGCAAGTAGGATGTGT GCTTAAAGCTTGCCCTCCTT 214

Ad05A10449 Aradu.A05 10449 c (A)10ggtttgagttgaataaacgggaaattaaattggagaatttg(AAT)566 47703006 47703071 CAGATCGTCTCCCAACGAGT TCCAACAATAGCGGGACTTC 174

Ad05A10450 Aradu.A05 10450 p2 (AT)6 12 47704760 47704771 GAAAGCAGGGAACATGGAAA AGGTTGGGTTAAAGCTGGGT 280

Ad05A10451 Aradu.A05 10451 p2 (GA)7 14 47707629 47707642 TGATAGAAAAAGGGAGGGGG CTGCACAGCTCAACCAAAAT 182

Ad05A10460 Aradu.A05 10460 p2 (AT)6 12 47749472 47749483 GCCTCAAAACTCACTTGCTTG GGCAATTTTGGGTGACAAAT 259

Ad05A10461 Aradu.A05 10461 p2 (TA)9 18 47756284 47756301 TTACTTGGGACATTTTGCCC GTTTGGGAGAGTTGGGAACA 208

Ad05A10462 Aradu.A05 10462 p2 (CT)6 12 47765031 47765042 ATTAGAGCTCGGAAGGGAGG GCCCTTCCTTGATTCAACAG 250

Ad05A10463 Aradu.A05 10463 p2 (CT)6 12 47769813 47769824 ATTAGAGCTCGGAAGGGAGG ATCTCAAGCCCTTCCCTGAT 257

Ad05A10464 Aradu.A05 10464 p3 (GAA)5 15 47770903 47770917 GGAACAAAGGGTTAGGAGCC TTTATCATCCTCCTCCCGTG 255

Ad05A10465 Aradu.A05 10465 p3 (GAA)5 15 47777113 47777127 CTCGTTCGAAAATGGTGGTT TTTATCATCCTCCTCCCGTG 215

Ad05A10467 Aradu.A05 10467 p3 (AAT)10 30 47787283 47787312 GGTCCCTAACATAGAGGCCA AACACCATCCTCTCCTCCCT 126

Ad05A10468 Aradu.A05 10468 p3 (AAT)12 36 47792646 47792681 CAATGTGTTGTGAGGGTTTCTT GGACTGTCCATTGTCCAACC 145

Ad05A10471 Aradu.A05 10471 c (A)10tttttttattatttttttttatttttttttatatttttttagtat(TTTA)6ttgttatattttttc(T)10104 47802720 47802823 TGCAAAGAATAAAAGTATGCAAATG CCTCCTTTCTCCTTCTTTCCTC 278

Ad05A10472 Aradu.A05 10472 c (CG)6cacagcgcgcttacgcgtggatgaggttgtgacgatc(CG)661 47802970 47803030 GGAGAGAGAAAAGCAGGGTG TGACAACCGATTGAGGAACA 274

Ad05A10473 Aradu.A05 10473 p3 (TAT)7 21 47809993 47810013 CGCAATGCACGAATTGAATA ACGTGCCATGCTTCAATCTT 278

Ad05A10476 Aradu.A05 10476 p2 (TA)7 14 47812721 47812734 ACAATAAAAGAACACGACTTCAGA AAGGCCATAATGGTGGTATCTT 226

Ad05A10478 Aradu.A05 10478 p3 (ATT)5 15 47840983 47840997 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 189

Ad05A10484 Aradu.A05 10484 p2 (CT)9 18 47898680 47898697 TCCTTTAAGAGGAATCCTAATCC TGACTTTGCAGCGACCTGTA 242

Ad05A10492 Aradu.A05 10492 p2 (TA)6 12 48002154 48002165 GTACCCTAGCCGGCCTAAAC GTACGACTCACGGGTGGATT 266

Ad05A10493 Aradu.A05 10493 p3 (TTC)6 18 48026460 48026477 CACAACACAAACCCCCTCTT CTTGGAGGTGGAAGCTTTTG 235

Ad05A10495 Aradu.A05 10495 p2 (AG)20 40 48034505 48034544 AAAAACAATGCCAAAAAGCG GCTCCCCTAGGAGCTTCATT 155

Ad05A10498 Aradu.A05 10498 p3 (AGA)5 15 48046777 48046791 CCCTTTCCCTTTTCTTGAGG CTCCCATATAGCCGAAACCA 189

Ad05A10500 Aradu.A05 10500 p3 (ATT)5 15 48049778 48049792 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 196

Ad05A10501 Aradu.A05 10501 p2 (AG)6 12 48057514 48057525 TTGGGAGGAGAGATTGATGG GAGAGCGATGGGTTTTTGAG 229
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Ad05A10503 Aradu.A05 10503 p2 (AT)7 14 48073763 48073776 GCTGAGCGTGCTGAATATGT GTTTATTTGCGCGATTATTTTT 238

Ad05A10504 Aradu.A05 10504 p3 (TTC)5 15 48076764 48076778 TTGCTTGTATGTGTAGCGGG GCGAAGAAGAAGCAGAAGGA 270

Ad05A10505 Aradu.A05 10505 c (AAG)5atggtgatgatgatg(A)1040 48077372 48077411 TTTGCAGCATTATGTGTTTCTTC TCTTCTTTGTCCTCATCTTCTGC 190

Ad05A10508 Aradu.A05 10508 p2 (AT)7 14 48078854 48078867 TCATACCCACCTTTCTATGGC TGTTTTGTCCGGCTCTCTTT 245

Ad05A10509 Aradu.A05 10509 c (T)10cgtttcatc(TGT)637 48087708 48087744 CCAATGGAGAAGTGGATCGT TGGAACCAAAGCAGCAAGTA 234

Ad05A10510 Aradu.A05 10510 p3 (GAA)5 15 48089571 48089585 CACATCTCACCATTTTGCATTT TCCTCTGTCACACCACTGCT 269

Ad05A10516 Aradu.A05 10516 c (T)10caattaggtccctaagggtataaaagtaatttcacaattgactaacatttttttgacgtttaacgttaatagggaccaaattg(A)10103 48107599 48107701 TCACCGAATTTTCAATTAAGTCC TTCGCGAAATTTTCAATTAGG 195

Ad05A10526 Aradu.A05 10526 p2 (TC)7 14 48121248 48121261 TTGGTCACTCGGTGTCTCTG TGGCAAGCACCCTAAAAATC 261

Ad05A10532 Aradu.A05 10532 c (ACC)6(ATC)9 45 48135585 48135629 ATGCCCATATCCCTTCTTCC TTGGTTGGTGTGATGCAGAT 240

Ad05A10533 Aradu.A05 10533 c (ATC)5aagaacccaaaactcaaactcaaaaaaacaagaactctactaaaaaa(ATC)577 48135822 48135898 TCCTCATCAGAACCCAGAACTT TGACGATGATGATGACGATG 259

Ad05A10535 Aradu.A05 10535 c (ACC)6(ATC)9 45 48147177 48147221 ATGCCCATATCCCTTCTTCC TTGGTTGGTGTGATGCAGAT 240

Ad05A10536 Aradu.A05 10536 c (ATC)5aagaacccaaaactcaaactcaaaaaaacaagaactctactaaaaaa(ATC)577 48147414 48147490 TCCTCATCAGAACCCAGAACTT TGACGATGATGATGACGATG 259

Ad05A10538 Aradu.A05 10538 p3 (TTG)5 15 48194459 48194473 TGAGTTGTGGTTTCAGCTCG GGAAAGGCATTGTTGGAGAA 228

Ad05A10541 Aradu.A05 10541 p2 (TA)9 18 48241924 48241941 AGAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 205

Ad05A10542 Aradu.A05 10542 p3 (AAT)7 21 48246109 48246129 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 198

Ad05A10546 Aradu.A05 10546 p2 (AC)7 14 48294584 48294597 TGAGGGATTTGGGTACCTTTT ATGCAGCCAATTTAAGCCAC 272

Ad05A10547 Aradu.A05 10547 p2 (TA)6 12 48300980 48300991 TCGTTAGTACGTTTTGCGCTT TAACCTACGAGGACGAACCG 208

Ad05A10552 Aradu.A05 10552 p3 (TTC)6 18 48376764 48376781 TTCTACACCTTGGCCGAAAC TAAAATATTGCTCGCCCTCG 102

Ad05A10558 Aradu.A05 10558 p2 (AT)10 20 48401545 48401564 ACGCGGGTTCTTACACCTTT AAATAAGTGAGGGTTCGAATATAATTT 279

Ad05A10559 Aradu.A05 10559 p2 (TC)6 12 48402403 48402414 TTGGTGTGGGTTACGGTTTT TCAAGCTGAACCACTTCCCT 120

Ad05A10560 Aradu.A05 10560 p3 (ATA)6 18 48402534 48402551 TTCGGTCTCTCTCTCTCCGT AATGTTGAAACTATGTAATGTTTTGTG 278

Ad05A10562 Aradu.A05 10562 p4 (TTCT)5 20 48404643 48404662 GGCCGATGTATCTCTGGAAA CACTTAGGGAAGGGTGAGGA 157

Ad05A10563 Aradu.A05 10563 p2 (AT)9 18 48404900 48404917 TCACCCTTCCCTAAGTGTCTT AAAAACTTCGTGGTTTAAAAAGTAAT 280

Ad05A10564 Aradu.A05 10564 p2 (TA)9 18 48406742 48406759 TCTCGTGCTGATAACGTGTTG GGAGGCTAAAGCCTAAGAAGACA 180

Ad05A10566 Aradu.A05 10566 p3 (TTA)7 21 48408303 48408323 GTCTTTTTATGAAACGGCGG AACTCCATTCCAACGACGAA 260

Ad05A10570 Aradu.A05 10570 c (T)11attggtattgatgttgcgttttatttttgt(TTC)659 48416402 48416460 AAGTTAGCACATGAGCCTTTCA AACTGCAATATCACATGAGAAAAA 277

Ad05A10571 Aradu.A05 10571 p3 (GAA)6 18 48417020 48417037 TTTCTTTTTCGACTGATTTTGC TGCACTGAAATTGAATCCAGA 236

Ad05A10573 Aradu.A05 10573 c (TTG)7(TTA)6 39 48420112 48420150 TGCAACGGTTATTATTATTATTATGTG CGAATTCACCGTCTACGACA 224

Ad05A10575 Aradu.A05 10575 p2 (AT)6 12 48427639 48427650 GGGGTGATTTTTATCTGCGA TTAAATAGGGATGGCAACGG 265

Ad05A10578 Aradu.A05 10578 p3 (GAA)5 15 48429357 48429371 TTTCTTTTTCGATTGATTTTGC CAAGCTCAAACCAAGTACACCTT 271

Ad05A10581 Aradu.A05 10581 c (ATA)6(AG)8 34 48433347 48433380 AGAGCGTTGAAGCACTGGAT GGTGCCATTGGATCACTCTT 273

Ad05A10582 Aradu.A05 10582 p3 (TAA)7 21 48437094 48437114 GACGGCAGCACCTATATCGT TTCCATTTCGGCAACAAAA 280

Ad05A10586 Aradu.A05 10586 p3 (TAT)5 15 48440921 48440935 TTCCTTTTCTGGGAACGAAG ACATCAAATTGGGTGAAGGC 253

Ad05A10588 Aradu.A05 10588 p2 (AT)7 14 48453887 48453900 CGAGCCATATGTATAAAATACACG CAATAATAAATGTACATCAAAAGCAGC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A10589 Aradu.A05 10589 p2 (AT)6 12 48454132 48454143 AGTTGTTACTTTGCATCTCAACAC TGCATGGTTAAATTGGTGGT 109

Ad05A10593 Aradu.A05 10593 p3 (TCT)14 42 48470163 48470204 TCACACAACACAACCCCTTC TGCCATTGATGGTAGTGGAA 202

Ad05A10595 Aradu.A05 10595 p3 (AAC)8 24 48491865 48491888 CCAATTTGTTAACCCAAGCC ACATGACAGAGCACAATGGC 250

Ad05A10597 Aradu.A05 10597 c (T)10gtttaatttttttgtttttattcctgtaatagaataaaaataaaaagaaaaaaaatgaataagaa(AAG)899 48497525 48497623 AATTTTGGTTCGATTCTGCG TTCCTCCTCGTCTTCTATTGC 261

Ad05A10599 Aradu.A05 10599 p3 (GAT)5 15 48498025 48498039 GAATGTAGGCTTACCATCTTCCA CCTCATCTTTTGCTGCTGCT 212

Ad05A10600 Aradu.A05 10600 p3 (AAG)5 15 48498787 48498801 TTTTTCTTCTTCTTTGCTTGATTG CAACAAATTTCGGCGTAAAA 280

Ad05A10601 Aradu.A05 10601 p2 (CT)6 12 48499793 48499804 CACGAAAGTTGAAAACGTTGA GTGGTTTGTGGTTGATGCTG 223

Ad05A10603 Aradu.A05 10603 p2 (GT)6 12 48506249 48506260 TTTGTAGAGCTCTTCGCGGT GCCCTTGACCCAACATAACT 215

Ad05A10611 Aradu.A05 10611 p2 (CT)6 12 48561777 48561788 TTTTCAAAACCACCTAACCACC GAAGAGAGAGGAGGTGAGTTCAA 226

Ad05A10612 Aradu.A05 10612 p3 (AGA)5 15 48592459 48592473 CTCGGAAGTGGAAGCTTTTG TATAGCCAAACCCCCTCCTC 211

Ad05A10614 Aradu.A05 10614 p3 (TTC)6 18 48607163 48607180 CATCCACTCTTCCCCGTAAA TCGCCCTAGAGCAAGAGAAG 242

Ad05A10617 Aradu.A05 10617 p3 (AGA)9 27 48671319 48671345 TACCTTTTCCGGCCTTAGGT AAAATAGCCGAACACCCCTC 278

Ad05A10620 Aradu.A05 10620 p3 (TTC)6 18 48688531 48688548 ACCGCCCAGATTTCCTATCT GAGGAGAGGGAGAAGAAGAAGA 127

Ad05A10621 Aradu.A05 10621 p3 (AGA)6 18 48692221 48692238 GCTTTTGTCTTCCCTTTCCC TACCTTGGCCGAACCTACAC 198

Ad05A10622 Aradu.A05 10622 p2 (TC)6 12 48693522 48693533 AAGATAACCCTAGTGCGCGA CGGAAGAGTGAGAGACAGGG 225

Ad05A10624 Aradu.A05 10624 p2 (CT)6 12 48701320 48701331 TTTCAGCCCAGAACACACAG AGCCAATTGGGCAACATAAA 271

Ad05A10625 Aradu.A05 10625 p2 (CT)6 12 48713176 48713187 TTTCAGCCCAGAACACACAG AGCCAATTGGGCAACATAAA 273

Ad05A10626 Aradu.A05 10626 p2 (AT)10 20 48714040 48714059 AATTCCAACGTCAAAATGGC TCACTTGTGGATGCAAGAGC 212

Ad05A10627 Aradu.A05 10627 p2 (CT)7 14 48725117 48725130 TTTCTGCCCAGAACACACAG AGCCAATTGGGCAACATAAA 273

Ad05A10628 Aradu.A05 10628 p4 (TATG)6 24 48733891 48733914 TGAGGATGAAGATTAGGAATTGTG CCAAAAACCTTACTCAGCCC 254

Ad05A10629 Aradu.A05 10629 p3 (CAT)6 18 48735242 48735259 ACCCAAGTCTCATCGTCGTC CGACGGAAAAACTCACCTTC 113

Ad05A10631 Aradu.A05 10631 p3 (AGG)5 15 48753396 48753410 TGAATCGGAAAATGGGGTAG ATCATGAGGCTCGTCCATCT 184

Ad05A10632 Aradu.A05 10632 p4 (TATT)8 32 48762717 48762748 CGCACCATGTGGTAAACAAG TGAAATTAAGTTTGGTGTCTCCG 130

Ad05A10633 Aradu.A05 10633 p2 (TC)19 38 48767612 48767649 TCCCTTCATCACATTCACTCA GGAGGAATTTGTGGGAAACA 193

Ad05A10634 Aradu.A05 10634 p2 (TA)8 16 48773698 48773713 AATCACGCCAAAAACCTCAG CACATGCAGCAAGTACAGGG 214

Ad05A10638 Aradu.A05 10638 p2 (AG)7 14 48782708 48782721 CGGAAGGAGCTTCAAGTCTG GAGACGCCATCTCCAGAGTC 196

Ad05A10639 Aradu.A05 10639 p3 (AAT)17 51 48794731 48794781 AGAAAAATTTGTTTGCTTACCACT AAGAAATTTTGGGGGTTAAAACA 256

Ad05A10640 Aradu.A05 10640 p2 (TC)6 12 48795589 48795600 TTCCTTCCATGAAAAGTGGC AAAAGCTGAACCACCCCTCT 182

Ad05A10641 Aradu.A05 10641 p2 (CT)6 12 48797468 48797479 TTGGTTAATTGTCAACACCATCA ACACGGTTCTCCATCTACCG 252

Ad05A10642 Aradu.A05 10642 p2 (TC)6 12 48799008 48799019 TGTTGTTCCCCCATCTTCTC TGGAGGTGCTTCAAGATGGT 243

Ad05A10644 Aradu.A05 10644 p5 (AAAGG)5 25 48808982 48809006 TGGCCTTCTTGGTAATCCAC CCAGCTTTGTTGCACTGTGT 279

Ad05A10645 Aradu.A05 10645 p2 (AT)7 14 48812836 48812849 CTTACCTCGCGTCGTAAAGC ATGGCTAGCCGGCTTAAACT 261

Ad05A10646 Aradu.A05 10646 p3 (AGC)5 15 48826021 48826035 AGAGCAGCAAACCCCTCTTT CCTGCTCTGCCTTCTCTGTT 150

Ad05A10647 Aradu.A05 10647 p3 (ACA)7 21 48827150 48827170 TGGAATTAGGGTTTTATTTGGAA CGTTTGATTCATGTAGCCGA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A10650 Aradu.A05 10650 p2 (CT)6 12 48886660 48886671 TCTGACTCAGTTTTCGGCCT AAGAACCTGGGATTGAGAGTCA 222

Ad05A10652 Aradu.A05 10652 p3 (TCT)5 15 48928458 48928472 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 199

Ad05A10655 Aradu.A05 10655 p2 (AT)7 14 48965712 48965725 ATTTTCGATTTCAGTTGGTCA TGTAACGGAAAATCCTACAATAAA 280

Ad05A10656 Aradu.A05 10656 p3 (TAA)5 15 48965847 48965861 TGTCTTTTTCCACTTCAAGTAGTCTT TCCTACTTTTCGCCACTCAGA 174

Ad05A10657 Aradu.A05 10657 p3 (TTC)8 24 48967229 48967252 TGGTACCTGTTGTTTGAGCG CAATCATACAAACCCACGCA 155

Ad05A10658 Aradu.A05 10658 p4 (TAAA)5 20 48973885 48973904 AAATGTTGCCTTCGACCAAA TTTATTCATTTTCCGCACCC 267

Ad05A10660 Aradu.A05 10660 p3 (TTC)5 15 49022570 49022584 TCCCTAATTCCCAAAAACCC CTGCCTTCCCTTTCCTCTTT 270

Ad05A10663 Aradu.A05 10663 p2 (AT)8 16 49055537 49055552 CAATTGCCCCATCAATTACC TGTCAATTTGGGCTGAGAATC 273

Ad05A10667 Aradu.A05 10667 c* (A)10(AT)6* 21 49145821 49145841 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 226

Ad05A10668 Aradu.A05 10668 p3 (TTC)5 15 49150382 49150396 CAAATTTTTGCTACAAATGCACA TGCTTCTTCTTTTTCGTCACC 277

Ad05A10670 Aradu.A05 10670 c (AAAG)5aagttaaagaaaagataaatgatgat(AG)1576 49159104 49159179 TTAGGAGAATCCCGCAGCTA CTCTCCACCTCTCTCCTCCA 269

Ad05A10671 Aradu.A05 10671 p2 (TA)6 12 49177518 49177529 CTCACGCATCAGTTGCTGTT CTTCCCTGCAATTCCTTGAG 269

Ad05A10672 Aradu.A05 10672 p2 (AG)7 14 49190418 49190431 GAAGGGTTTTTGGGGAAGAG CAGAAAAGGGCAAGAAGCTG 270

Ad05A10673 Aradu.A05 10673 p2 (TA)7 14 49237058 49237071 CTTCGCTGAGCGTGCTAAAT AGCTCTAAACTCGACCTGCG 252

Ad05A10675 Aradu.A05 10675 p2 (TC)6 12 49264322 49264333 CAAAGTGTTCTTGGCGTTCA TTTGACTTGACTCATCAGAAACAA 232

Ad05A10676 Aradu.A05 10676 p4 (TATT)5 20 49265140 49265159 CAAAACCACCTAACTACTTCTCCC CAAGGGTGAGGATAGAGGCA 263

Ad05A10677 Aradu.A05 10677 p3 (TCT)5 15 49268442 49268456 CACGGTCATCCCTTCTGTTT CCTTAGGTGCCACAATGGTT 258

Ad05A10679 Aradu.A05 10679 p2 (TG)9 18 49273656 49273673 AGAACTCCACTCGAAAGGCA GGGGTGGTCATATTTCAGTTTT 149

Ad05A10680 Aradu.A05 10680 p3 (TTG)5 15 49277988 49278002 AGCACAATGGTGTCGTTTGA CAGAACACTCGTTGAGCTGC 236

Ad05A10681 Aradu.A05 10681 p3 (AGA)5 15 49278501 49278515 ATGCCAGCCAGGTATGTTTC TGACCTTCATTATTGCCAGC 254

Ad05A10685 Aradu.A05 10685 p2 (CT)6 12 49307974 49307985 CCTTCCATTGCTTTTGTTCC GAGGAGGGGGAGAGAGAAAA 275

Ad05A10686 Aradu.A05 10686 p2 (CT)6 12 49308144 49308155 CTCCTCCTCCCCTTTCTTT GAGGAGGGGAGAGAGAATGA 101

Ad05A10687 Aradu.A05 10687 c (GA)6ggagaggagag(GA)635 49308729 49308763 GAGACAGAAAGAGGAGGGGC TCTCCGTTCTTTCACTGCCT 239

Ad05A10688 Aradu.A05 10688 c (AG)9aaagagaaagaggggagagagagaaagagaggaagaaagggaagtagagagacaagggagagagcagaggagagaaagagggaaaaaga(AG)11129 49309041 49309169 GGGAGAGAGAAAGAAAGCCG GCTTAGGTCATTGGCTCCCT 209

Ad05A10689 Aradu.A05 10689 c (GA)7ggggggaaggaagggggagagagggagaggggagagaaataggggaaaaagaagagagataagggaag(GA)13108 49309560 49309667 TGGCTCCCTAGCACTACTCAA GGTTAACCAAAACCAAAACCAA 206

Ad05A10690 Aradu.A05 10690 p2 (TC)18 36 49311182 49311217 TCTTTTGACAATGACGGTCG GACGATATCGGTGGAGGCTA 219

Ad05A10695 Aradu.A05 10695 p3 (TCT)6 18 49370146 49370163 CCTTGGCCGAATACACATCT ACTCGGAGGTGGAAGCTTTT 210

Ad05A10701 Aradu.A05 10701 c (A)10gccacctggaaattaaaacgaaaaataagattttattatttttataa(T)10acaaaatttcaaaaacaaaagatactaaaataaaagaagaaaatat(A)11124 49413279 49413402 CCTGAAAAGGCTTGATGAATG GAAACTTAAAGGGTGCGTTTG 273

Ad05A10703 Aradu.A05 10703 p2 (CT)7 14 49424579 49424592 CCCTTCATTCCTCACACCAT CGGAAAAGCACACCAAACTT 113

Ad05A10708 Aradu.A05 10708 p3 (AGA)6 18 49470686 49470703 GGTCTTGATGGCTCTTGGAG TGGCCGAACCTACATCTCTC 250

Ad05A10710 Aradu.A05 10710 p2 (TC)6 12 49487302 49487313 TTATGAAGAATTCGCGACCC AGATGATTCGCCTCCCTTTT 253

Ad05A10711 Aradu.A05 10711 p2 (TG)6 12 49493140 49493151 CTTGTCTCCTTGGACCTTGG TTCACCACCAAACCTTTTCC 182

Ad05A10712 Aradu.A05 10712 p3 (CAA)5 15 49503359 49503373 ATTCTCACAGAACCGAGGGA GCACCTTGTTTCTGCCTCTC 258

Ad05A10714 Aradu.A05 10714 p2 (CT)6 12 49539294 49539305 CCTCTCTCCTTCCCCTCTTCC GAGAGAAAAATGAGAGAAAGGGAT 280
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Ad05A10715 Aradu.A05 10715 p2 (CT)6 12 49539441 49539452 CCCCTCCCTCTCTTTGTCTT GAAGGGGAGGGGAAGAAAG 134

Ad05A10716 Aradu.A05 10716 p3 (CTC)6 18 49539665 49539682 GTGCTCTTTTCCCCCTCTCT TCATTCCCTTCTTTCTCTGTCC 225

Ad05A10717 Aradu.A05 10717 p2 (GA)8 16 49539860 49539875 TCCCCCTCTCTTCCTCTCTC TGTTCTTCTCTCTCTCCTTCCC 269

Ad05A10718 Aradu.A05 10718 c (AG)6aagggggatgggagggggagagagagggagaggggagaaaaggaa(AG)9atgagagggagaaagaggagaag(GA)6110 49540025 49540134 GAGGGCAGAGAGCAGAGAAA ATATCTCCCTCCCCCTTCCT 257

Ad05A10720 Aradu.A05 10720 c (A)10ccagcatgtggagtcatatataattgtttttttttgtaagagtcgtttataattttttctctg(T)1386 49577882 49577967 AAGATGGCCAGTCATTGAGC GCTGTCCAATCCACTTGACC 267

Ad05A10723 Aradu.A05 10723 p2 (AG)6 12 49597382 49597393 CTCACCTCTTCCTGCCACTC GTGTGGTGACCTTGACGATG 209

Ad05A10726 Aradu.A05 10726 p2 (GA)6 12 49631189 49631200 GAGGAGTGCGGATGAGAGTC AGTAACATTCGGCAGCAAGG 209

Ad05A10731 Aradu.A05 10731 c (CA)12cg(CA)19 64 49687390 49687453 AGCGATAACGTAAGAAACGTCA GGCCTTTTCTTTGTAAGTCGAG 161

Ad05A10732 Aradu.A05 10732 p2 (TC)18 36 49690045 49690080 CATAGCGACAAACGGGTCTT GAGCGAAAGGACAAAAATGC 206

Ad05A10737 Aradu.A05 10737 p2 (GA)7 14 49760256 49760269 GGAAGGAGGGAAGGAGAAAA ACAGCTCAACCAAAACTGCC 168

Ad05A10746 Aradu.A05 10746 c (AT)9(GT)6 30 49860166 49860195 TCCACTCAAATCAAACCAAAA GTCCCTCAATTTCAGCCAGA 261

Ad05A10748 Aradu.A05 10748 p3 (AAT)6 18 49889001 49889018 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192

Ad05A10749 Aradu.A05 10749 p3 (TTC)5 15 49902602 49902616 ACAACTCGTTGGGAGACGAC CGTCCTCGAGCAAAAGAAAG 265

Ad05A10750 Aradu.A05 10750 c (AT)10gttggc(A)1036 49904228 49904263 TTATTTTGATGTGGTGGCAA TGGCTTTTTCTGCTTGCTTT 204

Ad05A10753 Aradu.A05 10753 p2 (TA)6 12 49927976 49927987 GCCAAGGGGTGGAAATTTAT CGCACAAGTCCCTGTTCATA 255

Ad05A10754 Aradu.A05 10754 p2 (TA)9 18 49929865 49929882 TGCTGAGCATGCTGAAAACT AAAATCAACAACGCGTCACA 270

Ad05A10758 Aradu.A05 10758 p2 (TG)6 12 49956213 49956224 TCATAGGGTCACGTTCACCA TGGTTCCAAAAATTGAACTGG 105

Ad05A10759 Aradu.A05 10759 p3 (AAT)7 21 49957714 49957734 GTGCCGGTGCGTTAAATATG AGCCACATGAGCAACACAAG 256

Ad05A10761 Aradu.A05 10761 p2 (AC)17 34 49972615 49972648 GGTGGTACGACTCAAGGTGG ACAGGTCGTGACTAGTGGCT 267

Ad05A10762 Aradu.A05 10762 p2 (AT)7 14 49979909 49979922 TGCTTCTGTCACCAACCAAA TCGCGTGGAGGATAGGTTAG 252

Ad05A10763 Aradu.A05 10763 p2 (AT)9 18 49986546 49986563 ACCAACCAAAAGAGTCACCG AAGGCTGTGGGATAGTGGTG 229

Ad05A10764 Aradu.A05 10764 p2 (CA)6 12 50019618 50019629 GCATATTTTGAATCATTGCCA CCCCGTCTCTACCAACCATA 244

Ad05A10765 Aradu.A05 10765 p3 (AGA)6 18 50026398 50026415 TGGGGATCACCTTCTTCTTG TACACCTCTCCCCCTCTCCT 280

Ad05A10766 Aradu.A05 10766 p3 (TTC)6 18 50034476 50034493 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad05A10769 Aradu.A05 10769 p5 (TTTAT)5 25 50060592 50060616 CCTAACCACTTTCTCTCTCCTCA ACCCCAGAGTCCTTCTGGAT 212

Ad05A10771 Aradu.A05 10771 p5 (AAGAT)6 30 50082158 50082187 AAGATAAAGGCGGTTCCGTT GTCCGACTTGTTGGACTGGT 268

Ad05A10772 Aradu.A05 10772 p2 (TC)6 12 50091323 50091334 CACTTGCGCCACACTAGTTC AGCGGTCGCTTTATTCTTCA 249

Ad05A10776 Aradu.A05 10776 p3 (AGA)6 18 50126862 50126879 GCCTTAGGTGCCATTGATGT CACAACACAAACCCCCTCTT 181

Ad05A10779 Aradu.A05 10779 p3 (TCT)5 15 50138556 50138570 AAGGATCGTCGTATGCTGCT TTCCTCGCTTGCTATTCCAT 274

Ad05A10783 Aradu.A05 10783 p2 (GA)17 34 50142108 50142141 CATGCATCCTGTGATAACGC GGGTGCTTTATGCCATTCTC 218

Ad05A10784 Aradu.A05 10784 p2 (GA)17 34 50142538 50142571 AGGATCTGGGGGAAGGAGT TTAAGGGGTGCTTTATGCCA 221

Ad05A10785 Aradu.A05 10785 p2 (GA)8 16 50142986 50143001 TGCATTATACGCAGCCTAACC TTAAGGGGTGCTTTATGCCA 174

Ad05A10786 Aradu.A05 10786 p2 (AG)19 38 50144026 50144063 GACGAATTGAGTTGTGACGG GACAAGGCAGCCGTAGAAAA 207

Ad05A10790 Aradu.A05 10790 p3 (AAG)5 15 50185783 50185797 AGTGGTCTTGATGGGCTTTG CTGAATACACCTCCCCCTCA 249
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Ad05A10791 Aradu.A05 10791 p2 (GA)7 14 50188978 50188991 GGAGAATCCAAACACAAGGG TCATCCCTTTTTCAAAATTCTTT 225

Ad05A10793 Aradu.A05 10793 c (GT)9c(AG)7 33 50197431 50197463 AAAATGCCGAATCCAGTGAC GCTCTCTTCTTCACGTTGCC 210

Ad05A10794 Aradu.A05 10794 p2 (TA)6 12 50198665 50198676 CATGGTCTGAAGTGATCTTGG GGAGTTTTGGAATGAGTCTTGAA 197

Ad05A10802 Aradu.A05 10802 p5 (TCTTA)5 25 50251991 50252015 GGTACCTGCAAGGGACTCTG GCCCAAATAGAGGAACACGA 263

Ad05A10803 Aradu.A05 10803 p2 (AT)13 26 50257625 50257650 AACGCCCACAATGATACCTT TCGAAATTTTGAGTTGACTTGG 214

Ad05A10807 Aradu.A05 10807 p2 (CT)18 36 50262429 50262464 ACCAGCACAATAGGCCAAAC TGCGCTATTTTGCTTGCTTA 165

Ad05A10810 Aradu.A05 10810 p2 (GA)7 14 50345149 50345162 CACAAGTTCTAGCAGAAAGCCA TCCTCTGTTTGAGCTCGGTT 215

Ad05A10811 Aradu.A05 10811 p2 (TA)9 18 50352197 50352214 ATTTCTAGCCGGCTTTGCTT CCTGAAAGGAAGGTTGGACA 181

Ad05A10813 Aradu.A05 10813 p3 (TTC)6 18 50366009 50366026 CACGAACCCCCTCTTCTACA ACTCGGAGGTGGAAGCTTTT 231

Ad05A10816 Aradu.A05 10816 p3 (AAG)8 24 50382490 50382513 GATGGGGAAATTGGATTCCT CCCGATTTCCATTCATTCAC 179

Ad05A10821 Aradu.A05 10821 p2 (AT)7 14 50412280 50412293 TGATAATGAGACCAAAAGGCAA AAACCGTCGCAAAATACTGG 169

Ad05A10824 Aradu.A05 10824 p2 (TA)7 14 50432927 50432940 ATCGAAGCCAGAAGCTCAAA ATTATTCCTTGCCGAAGCCT 259

Ad05A10825 Aradu.A05 10825 p2 (GA)6 12 50440545 50440556 TGAAAGTGAGGTAGGTGGGG CCTAATTGGAGCAGGGATGA 181

Ad05A10828 Aradu.A05 10828 c (T)10gattttttttc(T)1031 50488499 50488529 TCCCCAATTAGAGGTGTCCA TTTGTGGCTCTTGAAAGAATGA 232

Ad05A10830 Aradu.A05 10830 p5 (AAGAT)5 25 50521721 50521745 CCAATCGAAAGGTAGCCAAA CCTGGGTGCTCCAGTGTATT 160

Ad05A10834 Aradu.A05 10834 p2 (AG)8 16 50531226 50531241 AGGGTCTTTCGGACCTGAGT CTTCCCAAACAATGGCAACT 198

Ad05A10835 Aradu.A05 10835 p4 (ATTT)5 20 50532084 50532103 TTTTTATTAGCGACTGAGGTACAAAA CAGTTTCGCAGGCTCTTGTT 167

Ad05A10836 Aradu.A05 10836 c (T)10atatttttaattttttttagtattttatttag(TTAT)666 50556722 50556787 TGCAAAGAATAAAAGTATGCAAATG CCTGCTTTTCTCCTTCCTCC 268

Ad05A10837 Aradu.A05 10837 c (GC)6acagcgtgctagcgcgccgatggccg(T)1149 50557105 50557153 GAGGAAGGAGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 278

Ad05A10838 Aradu.A05 10838 p2 (TA)7 14 50578671 50578684 TTTGATCTCATTTATTACATCTTACCA CTCAAGGAGGATTAAGGGGC 272

Ad05A10841 Aradu.A05 10841 p2 (AT)6 12 50593239 50593250 GCAATTTGGAAGCCATTGAT TGCACACCATGTGTTTGTTC 205

Ad05A10844 Aradu.A05 10844 p2 (AG)8 16 50595466 50595481 TCCATCCCACAAAGCTTCTC ATGCATGCAAGATGAGATGG 266

Ad05A10846 Aradu.A05 10846 p2 (AG)9 18 50606212 50606229 GCTCTCACCACAGCAACGTA CTTGAATGCCATTTTCGGAT 270

Ad05A10847 Aradu.A05 10847 c (ATT)10aaaattattatg(ATT)660 50607437 50607496 AAGGCATAGATTCAACCCCC TGACCAGTTACTCAACAAACAAA 274

Ad05A10849 Aradu.A05 10849 p3 (TAA)8 24 50611570 50611593 CATGACTCTGTTTTCCCTCCA CACGACCGGTGCAATTATC 273

Ad05A10855 Aradu.A05 10855 p2 (AT)13 26 50620267 50620292 GCTCTTTCCTAAAAATATTGGCA TCTACCACACCATAGGTAACACTG 240

Ad05A10857 Aradu.A05 10857 p2 (AT)6 12 50622370 50622381 GGCTTATTGTTGGCTAGACCC TCGTAGTTTTTGGAGACCCG 235

Ad05A10859 Aradu.A05 10859 p4 (TTTA)5 20 50626877 50626896 GGCATTAACGACGTTGGAGT TGTATCTGGCCAAACATTGAA 233

Ad05A10860 Aradu.A05 10860 p4 (TTTC)5 20 50631158 50631177 GACCACTCTCTCCTTGCGAC CACGCAGAAACACCAGAAAA 231

Ad05A10863 Aradu.A05 10863 p2 (TC)7 14 50643003 50643016 TGTCACGTCTTTTATTTGCCC TGAACCTGGCCATGATGTTA 209

Ad05A10864 Aradu.A05 10864 p2 (TA)9 18 50647211 50647228 ATACATTGCCCAACAGCACA AAACAAAGAGGCAGGAAGCA 181

Ad05A10867 Aradu.A05 10867 p3 (AAG)11 33 50659435 50659467 CTAGAGGTTTCTCCGGCCTT ACGCCCTCTCCCTTCACTAT 257

Ad05A10868 Aradu.A05 10868 p2 (AG)6 12 50659758 50659769 AGTGGTGAAGAGGTGATGGG GGCGTTTTACATGCCTCATT 219

Ad05A10869 Aradu.A05 10869 c (TAAA)5agaaga(AG)1046 50673287 50673332 AAGAATCCAAACACAAGGGG CGAAAATTACTTCCCTCTTTCTCA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A10878 Aradu.A05 10878 p2 (GC)6 12 50705157 50705168 ACGCATAAAGGAAAGGAGCA CATGAGGATCATGGCCTAGC 159

Ad05A10879 Aradu.A05 10879 p3 (AAT)6 18 50753303 50753320 TTTCGAAAATAAGGAGCATTAGA ATGATGGAGCAAGGGAGATG 270

Ad05A10882 Aradu.A05 10882 p3 (TAA)13 39 50793542 50793580 CATGAATTCGTTTTTCCTCCA CATGATTAGAGTAATTGGTGCCAT 252

Ad05A10883 Aradu.A05 10883 p3 (ATA)17 51 50796689 50796739 AATCTGGTGCACTTGTCGGT AATAACCCGGCCCAACTC 279

Ad05A10892 Aradu.A05 10892 c (T)11cctgcaaaggagtggcgtcattattgatgatttgctaaaaattcattcgtttatttttcttaaaagaaaaaattataaagttgtgagga(T)10110 50853619 50853728 GTTCCCAACCCCATTAGCTT TTTCGGAGAAACAAAGAGCA 239

Ad05A10893 Aradu.A05 10893 c (AAT)12(GAT)7gg(TGA)574 50854948 50855021 ACTATCTTTTGTCCAATCAATCCT ACCGGAGGTGGAAATACTCC 266

Ad05A10897 Aradu.A05 10897 p5 (TTATC)5 25 50863217 50863241 CCTGGGTGCTCCAGTGTATT TATCAATGCCCGACCTCTTC 236

Ad05A10899 Aradu.A05 10899 p2 (GC)6 12 50868373 50868384 AGAGTTGTGCACGCTTTGTG TGGATGCAGCAGAGACAATC 101

Ad05A10901 Aradu.A05 10901 p2 (AT)10 20 50872359 50872378 AGTGGTCTTGATGGGCTTTG AACCACATCTCCCTCTCCCT 248

Ad05A10902 Aradu.A05 10902 p2 (TA)6 12 50873321 50873332 TGGAGAATTTTTGTATCCCCTTT GGGAAGCATGCTCATCAAAA 267

Ad05A10904 Aradu.A05 10904 c (TC)6taggcagagaaaagtagcttttgtgtcttgggtttttaatgaaattagaaaagaaacaaacacatgcagatataattactagtacaa(AT)9117 50876046 50876162 ACTACCATTTGCCGCTTCTC GCCATGGATATGGAAATTGG 274

Ad05A10908 Aradu.A05 10908 c (T)10gttgaaaatattaggaattaggtacatactcatgtgttaattaaatgtgtaaaacatatgcattgatacctttgtatataagtacatc(A)12110 50889662 50889771 ACTTGGGACATTGGTTGAGG GGGCATTTTATCCCCTTTTT 250

Ad05A10909 Aradu.A05 10909 p3 (ATT)5 15 50897707 50897721 AAATTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 200

Ad05A10912 Aradu.A05 10912 p3 (ATC)6 18 50930592 50930609 GGACGAGTCTGAAGAGGCAC GCTTGGACAATGTTTGGGAT 211

Ad05A10917 Aradu.A05 10917 p3 (TTC)5 15 50994967 50994981 GATTGGAAAAGTGGCTCTCG CGTTGAAAACTGAAGCCCAT 178

Ad05A10918 Aradu.A05 10918 p3 (GAA)6 18 51009053 51009070 CCCTCGAGCAAGAGAAGAAA CCTCACAGGATTCCCACCTA 229

Ad05A10919 Aradu.A05 10919 p2 (AT)6 12 51012823 51012834 TTTTTGACCAAGTCAACCCA TGCATGCATTCATTGTTTTG 151

Ad05A10921 Aradu.A05 10921 p2 (AG)6 12 51046392 51046403 AAAACCTGGATCGAGAGTCA TTTACAAAATACGCCCCAGC 227

Ad05A10922 Aradu.A05 10922 p2 (CT)9 18 51052511 51052528 GCTGCACAGCATAACCAAAA GGGGGAGGGAAGAAGAAAAT 175

Ad05A10924 Aradu.A05 10924 p2 (AT)7 14 51055405 51055418 GGGGGCAAAATTACCTCAAT AGGGCCAAGGTAAGGATAGG 215

Ad05A10928 Aradu.A05 10928 p2 (CT)6 12 51131009 51131020 TTGGCAGAAGGAGCATTTTT GGAGAAACAAAAAGCAACGC 187

Ad05A10936 Aradu.A05 10936 c (TTC)5tctttcgttatcgtcatcaccaacaacactaacattttgctaatggattatttttttaatcgatttgaatggaatgcaattgtta(AATTG)5125 51189024 51189148 GCGCTTCAAATACACGCATA TCAATTCCATTTAGAATACCTGCAT 251

Ad05A10942 Aradu.A05 10942 p2 (AT)6 12 51248514 51248525 TGCACTCCCTACTTTATCTGGA ATTGGGCCTTGATGACTGAG 260

Ad05A10949 Aradu.A05 10949 p2 (AG)6 12 51258577 51258588 CATCATTCTGCTGCTGTCGT CATTAGAGGCGGCAAAAGAG 121

Ad05A10952 Aradu.A05 10952 p2 (AT)11 22 51264019 51264040 TTGATTTTTGTTAAGTGAATTATATCG TTGTCAAATAGTCAGCTCATTCG 232

Ad05A10955 Aradu.A05 10955 p2 (AC)6 12 51280670 51280681 CCCATCATGCATTAGGGATT TTTTGGCCAACTTGATTGAA 255

Ad05A10956 Aradu.A05 10956 p2 (AG)6 12 51299615 51299626 TCAGCGATTTCTAGCCCATT TCAGGTCAAGGGAACATGAA 254

Ad05A10959 Aradu.A05 10959 p2 (TC)7 14 51307824 51307837 CGGTTACTCGATCCTTCCAA TCCTTTCTAATTCAGCCGTGA 270

Ad05A10960 Aradu.A05 10960 p2 (AT)10 20 51308003 51308022 TGTGGTGAGTTTAGGGCAAA CGTAGCACTCCCCATAAATAAA 248

Ad05A10964 Aradu.A05 10964 p2 (TC)6 12 51320752 51320763 ATACACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 124

Ad05A10965 Aradu.A05 10965 p2 (TC)8 16 51366989 51367004 TTTCGAAAATCACTAACCCTTTTT TTCTTGTCCTTGCTCCTGCT 274

Ad05A10969 Aradu.A05 10969 p2 (AT)6 12 51403669 51403680 CATTGTGTTCGAATTGTTCTTGA GCAAAGATTTTCGAAAGATAAAGAT 226

Ad05A10971 Aradu.A05 10971 p3 (TTC)5 15 51426663 51426677 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 269

Ad05A10972 Aradu.A05 10972 c (AG)18aaaaaaa(AG)655 51432914 51432968 CAAGCCCGAAAAACACAGAT CCAAGAGAAGAGAAACTAAAGTGC 277
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Ad05A10975 Aradu.A05 10975 p2 (AT)7 14 51446566 51446579 GAACTTCTGAACCTGGCTCG CAGTGGTTGCCTTACGGATT 116

Ad05A10977 Aradu.A05 10977 c (A)10tctttctattactctatttattcatcaaacatatcatcagccact(TCC)570 51454036 51454105 GTGGAGGTCACCGGTAGAAA AAATCCGTTCGTCAACCATC 186

Ad05A10978 Aradu.A05 10978 c (A)10tctttctattactctatttattcatcaaacatatcatcagccact(TCC)570 51455348 51455417 CCAACAACAGCACATCAAAAG TCCAATTGGCAATGTGTTGT 236

Ad05A10981 Aradu.A05 10981 p3 (ATA)13 39 51462813 51462851 TTTTGTTGCAAAAATAAATGAATG ATGGGAAAAGCGTAATGTGG 245

Ad05A10984 Aradu.A05 10984 p4 (AATA)5 20 51470679 51470698 CGAGCAAGTTGTAACTTCAATAAC AAGGTTTGTTTGGGTGAATTT 280

Ad05A10986 Aradu.A05 10986 p3 (AAG)5 15 51472742 51472756 CATCCTCTTCCAAGTAATTTTGC TCCTTCTCCTCATCTTTTACTGC 204

Ad05A10987 Aradu.A05 10987 p3 (GAA)19 57 51473079 51473135 GGAGGAGAAGGAAGAGGTGG GCTTCGTGACGTTATTGCAT 117

Ad05A10989 Aradu.A05 10989 p2 (GA)8 16 51495513 51495528 GAAAAGGAAGAAGGGAAGAAGAA AATCACGCTAACGTATGCCC 219

Ad05A10991 Aradu.A05 10991 p3 (AGA)6 18 51507570 51507587 TTTTCTTGGCCACAACATCA TACACCTCTCCCCCTCTCCT 268

Ad05A10992 Aradu.A05 10992 p2 (TA)17 34 51538661 51538694 AAGAGTTTGTGGACTTTGTTAAGGA TTCTGTGGTGTGTGGATGGT 223

Ad05A10993 Aradu.A05 10993 p2 (TA)6 12 51540233 51540244 TGGTTTTGTTATGGCTATGCTT ATATAAGTGTAGCCTTTGGTCTTTTT 280

Ad05A10996 Aradu.A05 10996 p2 (AT)6 12 51549374 51549385 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ad05A10998 Aradu.A05 10998 p3 (AGA)9 27 51581807 51581833 TGCCATTGATGGTAGTGGAA TAGCCGAACATACACTCCCC 240

Ad05A11001 Aradu.A05 11001 p2 (AG)6 12 51607575 51607586 CCAATTGGGCAATACCAATC AGGGTGTGCGAATTTTTCTG 235

Ad05A11002 Aradu.A05 11002 p2 (AG)7 14 51615709 51615722 AAGCCAATTGGACAATACCAA AGGGTGTGCGAATTTTTCTG 240

Ad05A11007 Aradu.A05 11007 p3 (TCT)6 18 51639454 51639471 ACCCACACCTCTCTCCCTTT TCCATCTCCCATGACACAGA 211

Ad05A11008 Aradu.A05 11008 p3 (TTC)5 15 51649026 51649040 CATTAACTCGGCAGGTCCTC TCAGCAACTGCCATCAGAAC 274

Ad05A11010 Aradu.A05 11010 p3 (TTC)5 15 51663693 51663707 CCCTCTCTTCTCCCTTTTGG GCTTTTGTCTTCCCTTTCCC 213

Ad05A11011 Aradu.A05 11011 p3 (AAT)5 15 51679757 51679771 TCACAATTTCGTGCACAGGT GGGAAATTGCAAGTTTAGGGA 271

Ad05A11017 Aradu.A05 11017 p2 (AT)9 18 51795888 51795905 AACAGTGCAAATGATTACAAGCTC TTGGGCTAGACACTGGAACC 242

Ad05A11023 Aradu.A05 11023 p2 (TG)66 132 51834834 51834965 TGTGGTCTTCATGGATAAGCA CATATTACATGCTAAAACTGATCACA 235

Ad05A11024 Aradu.A05 11024 c (CT)6attgctcagtcg(CT)1962 51836118 51836179 TTCTCCTCAAATTTTGTCCCA TGAAATGGTGGCTTGCAATA 248

Ad05A11026 Aradu.A05 11026 p4 (AAGG)5 20 51880815 51880834 GAGGAGGGAGAGGGTGATGT TTATCTCCGCCCACTACCAC 138

Ad05A11028 Aradu.A05 11028 p2 (GA)7 14 51892485 51892498 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 246

Ad05A11034 Aradu.A05 11034 p2 (TC)6 12 51961482 51961493 CGCCATACTAGTTTGCCACC TAAGTGCAGCGTCCAACAAC 184

Ad05A11035 Aradu.A05 11035 p2 (TG)7 14 51972878 51972891 TCGTGAAACCCTTGCTCTCT GAATTGAAAATTGGGCGCTA 204

Ad05A11036 Aradu.A05 11036 p3 (GAT)5 15 51973313 51973327 TTTTGAACCTATTTCGGGCA CCTGAAATCACCACAAAGCA 227

Ad05A11040 Aradu.A05 11040 p3 (ATA)24 72 51994619 51994690 TTGGTAACAATTAATGCTTTTCG TCCAAACTCTAATTAAGTCTCGTTTTT 277

Ad05A11041 Aradu.A05 11041 p2 (AT)9 18 51995217 51995234 TCCTTTAAATACGGTTACATCAGTG CCGTTCTTTTGGATGCACTT 275

Ad05A11042 Aradu.A05 11042 p6 (TTTTTC)5 30 52007600 52007629 TCCCGACCTAATTGGTTCAA GAAGCAGCAACCAAAAGAAAA 229

Ad05A11044 Aradu.A05 11044 p2 (AT)13 26 52038198 52038223 TTTGGGTATGGGAAACTTGG GGGGATATTTTTGTCCCCTT 243

Ad05A11045 Aradu.A05 11045 p2 (GC)6 12 52042464 52042475 GAAAGGGAAAGGAGGAAGGA AGTTGTGCCCACTTTATGCC 207

Ad05A11048 Aradu.A05 11048 p3 (TTA)13 39 52058579 52058617 CCCCTACACTTTTCCCATGA TCCCTTATTATTAGGCATTCTTGT 205

Ad05A11051 Aradu.A05 11051 p2 (AG)9 18 52062861 52062878 CGCTTCAAAAACGTGTCAAA AAGAGCGTGGCAAAAAGCTA 238
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Ad05A11053 Aradu.A05 11053 p3 (AGA)5 15 52087064 52087078 CTAGAGGTTTCTCCGGCCTT CCGAAACCCACACATCTCTT 164

Ad05A11054 Aradu.A05 11054 p2 (AG)6 12 52110263 52110274 GGTGTGCTTTGAACACGAAA AAGTTCACTGCAAGAGGGGA 250

Ad05A11056 Aradu.A05 11056 p2 (CT)6 12 52124091 52124102 GCTCAGCTTTTGAGGAGGAA GCTCATGCTTTTCCCTTTTG 136

Ad05A11059 Aradu.A05 11059 p4 (ATAA)5 20 52164147 52164166 TCTGAATATTGGGAAATTTGGG AACATTGGGGTAATTTTGTCC 168

Ad05A11061 Aradu.A05 11061 p2 (CT)6 12 52175141 52175152 TTGAACCTGAATTTGAGAAGAAA CAGAGTGGGGGAATGAAGAA 124

Ad05A11067 Aradu.A05 11067 p2 (AT)16 32 52219059 52219090 CAGCCAACCCGATATGTCTT ATGTGACCGGGCACTTTAAC 196

Ad05A11068 Aradu.A05 11068 c (CT)7caaacgca(TC)634 52220747 52220780 ACGGTTTGTGAGGAGTTTGG GAGCTAACCGCACTACCAGC 148

Ad05A11069 Aradu.A05 11069 p2 (CT)7 14 52221747 52221760 TGACAGATCTAGTGGCGACG ATAGATCCCGTCACAGCCAC 222

Ad05A11071 Aradu.A05 11071 c (ATA)5gttttttattatggttatgaaatctggtttctgattttctagtcttctgaaaga(TG)10tatgtgtgc(GT)6110 52254760 52254869 CCCCGTACTGGGTATTTCAA CACCAAGCAACCCCATTTAT 262

Ad05A11075 Aradu.A05 11075 p2 (GA)6 12 52291321 52291332 GGAACAGCCTATCCCCATTT TCTTCGTCGATTTCACCTCC 219

Ad05A11078 Aradu.A05 11078 p2 (AG)6 12 52301464 52301475 GAAAAGCTTCTTCCATAAGCCA TGAAGGCCATTTTCGGATAG 187

Ad05A11079 Aradu.A05 11079 p2 (AG)6 12 52310831 52310842 AAATCGGGCCATGCATATTA TTCTGTGCTTCTGTGCTTCAA 222

Ad05A11083 Aradu.A05 11083 p3 (ATA)6 18 52324032 52324049 CAAAAATCACATTTTGGGCTT TGAAATCTATTCCTCCAAAATCAA 272

Ad05A11086 Aradu.A05 11086 p3 (TTA)6 18 52345059 52345076 TCATTCCTCCCTTTGAATGC ACACGTTCCATCGGTTTTGT 252

Ad05A11088 Aradu.A05 11088 p3 (TTC)5 15 52348206 52348220 GCCGAATTCTTCCTCTCTTTT GCCATGCCTTTAGCTTCTTG 275

Ad05A11095 Aradu.A05 11095 p3 (TAA)5 15 52392474 52392488 TGATTGCAAGAATCACGGTT GCCGAATTATAATGTCTTAATCGAA 212

Ad05A11099 Aradu.A05 11099 c* (A)11(AT)6*cttttccaaccaattttaaaactacattttcgaaatttttttttatataaattttaaattttaagttcaaatttttcgaaaaaatttc(A)11121 52417134 52417254 TTGTGCCTTTTGTGTGTTTTTC TGTTCATTCCTACTTGCTTCCA 278

Ad05A11102 Aradu.A05 11102 p2 (TG)7 14 52464017 52464030 TTTGGTTGTGAAGGCAAACA TGGTTGCAACAAGGAAATGA 232

Ad05A11104 Aradu.A05 11104 p2 (AT)10 20 52528053 52528072 CCTGCATCTGAAAACCACAA TCGCGTGGAGGATAGGTTAG 210

Ad05A11105 Aradu.A05 11105 p2 (GT)6 12 52530386 52530397 GCAATCGGAGCTCCATAACT TTTAATGAACCCACTTCGGC 137

Ad05A11106 Aradu.A05 11106 p3 (TTC)5 15 52543503 52543517 CCGAAACCTAACCCTCCCTA TTGGCTACTGCCTTTCGTTT 279

Ad05A11108 Aradu.A05 11108 p2 (TG)7 14 52566530 52566543 ACAATTTCGGTTGTGAAGGC CCCTAGCTCATCCCAAGTCA 216

Ad05A11109 Aradu.A05 11109 c (TC)6ccta(CT)6 28 52570788 52570815 CAGTGCACCACTTTAAACCAG AAGAGAAAGAGCGAGAGGGC 232

Ad05A11110 Aradu.A05 11110 p2 (CT)7 14 52570948 52570961 TCTCTCCTTCTCTACGCCTCC AAAAAGGAAAGGAGAGGGGA 205

Ad05A11111 Aradu.A05 11111 p2 (TC)6 12 52571166 52571177 TCTCCCGCTCTCTCTTCTTATC AGGGAAAGGGAAAAGAGCAA 250

Ad05A11112 Aradu.A05 11112 p2 (TC)6 12 52571343 52571354 CTCTCTCCCCTGCCTCTCTT GGGAAAGGGAAAAGAGCAAA 205

Ad05A11114 Aradu.A05 11114 c (AG)6ggaaag(GA)12aaaagagagagaagggagagaggagggggagaaaga(AG)690 52571981 52572070 GGAGAGGGGGAGAGAGAGAA AAAACCAGTTTTTATGGTTAAGTTCA 255

Ad05A11117 Aradu.A05 11117 p3 (TTC)6 18 52582165 52582182 CAAAACCCTCTCTTCTCCCC CTCGAAGGTGGAAGCTTTTG 241

Ad05A11120 Aradu.A05 11120 p2 (AT)7 14 52596516 52596529 GTGGGGTGATGACAACTCCT CTCAAATCAATTGGGGTTCC 280

Ad05A11121 Aradu.A05 11121 p2 (TC)15 30 52600126 52600155 TTCAAAACTTCCTAACTAATTCCTTTC AGGGCTTCCAGTGAGATGTG 279

Ad05A11122 Aradu.A05 11122 p2 (AG)6 12 52632689 52632700 TCTCAAAACAAGAAGAAATCCTAAA ATGCATCCATTCAGGGAGAG 112

Ad05A11124 Aradu.A05 11124 p3 (TTC)5 15 52679794 52679808 ACCCCTTTCATTGGGTTAGG CAAGGATCCGAAGAGATCCA 172

Ad05A11125 Aradu.A05 11125 p3 (TTC)5 15 52681178 52681192 CGAACCTACTCCCTCTCCCT CCTATGACTCGGAGGTGGAA 269

Ad05A11127 Aradu.A05 11127 p3 (AGA)5 15 52733290 52733304 TAGCCACATACCCATCCACA TGGGTTAGGGAGCTCTGTTG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A11131 Aradu.A05 11131 p3 (AGA)5 15 52760860 52760874 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 172

Ad05A11132 Aradu.A05 11132 p2 (AT)12 24 52765620 52765643 CCCAAGCTCTACGAGGATGA CCTTCAAAGGCTCCTTGCTA 178

Ad05A11133 Aradu.A05 11133 p2 (AT)6 12 52765963 52765974 AAGATAAATCGGCCAGAGCA TTTCAGATGCAGGACGTGAG 245

Ad05A11136 Aradu.A05 11136 p3 (TAC)6 18 52815219 52815236 TTCATGTCTGATGATGATGAAAA CAAGGGCATGATTTAAGGGA 257

Ad05A11144 Aradu.A05 11144 p2 (CT)7 14 52846370 52846383 CGTTGGAAAGAAGGGATGAA CCCTCTCACTTGCTCTCACC 248

Ad05A11153 Aradu.A05 11153 c (AG)6gggtggtcgcagg(GAA)540 52886308 52886347 AAAGAGAGAAGGGGGCGTT CGCGTCCTTCGTTATCTACC 270

Ad05A11154 Aradu.A05 11154 p2 (GT)7 14 52901695 52901708 CACGAAAATTGGGAAAGGAA ATTCAACCCAACACACCCAT 224

Ad05A11155 Aradu.A05 11155 p2 (AT)8 16 52902161 52902176 TTTCGTGAAAAGTCCGGTTC CTTTGGCAACTTGTTGGGTT 169

Ad05A11156 Aradu.A05 11156 c (TA)7(T)10 24 52912953 52912976 CCCAAAGCTCTGTCTTCCAG TGAAGCAAGAAAAAGCAGTGAA 239

Ad05A11157 Aradu.A05 11157 p3 (TTC)6 18 52945475 52945492 CTTGGTCCCAATGCTTTTGT ATTGGCTGTCAACCCACTTC 272

Ad05A11163 Aradu.A05 11163 p3 (CTT)5 15 53071990 53072004 TCAAACTCCTCTCCATCGCT CCTGTGGGATCAACCTCACT 201

Ad05A11165 Aradu.A05 11165 p4 (TATT)7 28 53098130 53098157 TTGAAATTTTGGTGGGAAGA CAAGTTTGGTGTTCAAGGCA 250

Ad05A11169 Aradu.A05 11169 p2 (GC)6 12 53122572 53122583 TTGAACACCTGCCAAAAATG TTGGCCCAGGAGTAAAAATG 141

Ad05A11170 Aradu.A05 11170 p3 (TTC)5 15 53123087 53123101 CAACTCTCACCGACGTGCTA GAGAAAGAAGTGGTCGCTGG 204

Ad05A11171 Aradu.A05 11171 c (AT)10(GT)14 48 53125691 53125738 TGCATTTACATGATCGAGGC TTTTTGTCCCCTTTCATTGC 208

Ad05A11172 Aradu.A05 11172 p2 (AT)7 14 53186602 53186615 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 207

Ad05A11173 Aradu.A05 11173 p2 (CA)6 12 53196600 53196611 CCCTTCCCTAGCACACTCAC CGTCCTCTCTCTCCATCTCG 279

Ad05A11174 Aradu.A05 11174 p2 (TC)6 12 53196926 53196937 CTTACCATGCTCCTGTCCGT CAGGCACAGAAATTCAGCAA 199

Ad05A11175 Aradu.A05 11175 p3 (TGC)5 15 53199525 53199539 ATCCGGTTCTGCCCTAATTT CACAACACTGCTACCAGCTCA 266

Ad05A11177 Aradu.A05 11177 p2 (CT)6 12 53227919 53227930 TTTCTTACCCCTCATTCCCC CGGAAAAGCACACCAAACTT 180

Ad05A11179 Aradu.A05 11179 p2 (CT)6 12 53241253 53241264 CAAGCAGCAGTATGGCGTTA AAGGTAGGTGGGGTTTTTGG 267

Ad05A11181 Aradu.A05 11181 p2 (TC)6 12 53254421 53254432 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 251

Ad05A11182 Aradu.A05 11182 p2 (AT)10 20 53268216 53268235 GGCCCAATGCTTATGATCC ACGTGTTTTGAGGCATTGGT 275

Ad05A11183 Aradu.A05 11183 p2 (AG)10 20 53269008 53269027 CAGCAGCAACGATGACAAAT GGGTCAGATTTACCGTCGAA 269

Ad05A11188 Aradu.A05 11188 p4 (TATT)5 20 53337302 53337321 GTCCCATGTGCATTGCTTTA CAAAGGGTGGGAAGTTGAAA 192

Ad05A11189 Aradu.A05 11189 p2 (GA)6 12 53353833 53353844 AGAGGGAGAGAGAGGGTTCG TCTTTTTCAAAACCACCTAACCA 174

Ad05A11191 Aradu.A05 11191 p3 (AAT)5 15 53382196 53382210 TCAAGTCACAAGTTTGGTGTCA AACGCAAAAATGCACATGAA 187

Ad05A11192 Aradu.A05 11192 p3 (GAA)5 15 53387618 53387632 CAAAAACAACGCTGGACAGA TTCAACCACCTCGTTCTTCA 228

Ad05A11193 Aradu.A05 11193 p3 (TCT)5 15 53392442 53392456 CCCATCACCTCTTCACCACT AATTGCTCGCCCTCAAGTAA 277

Ad05A11195 Aradu.A05 11195 p3 (ATT)5 15 53402303 53402317 TCAACCACATATGCATCCCTT GTGGGAGAGAATTTGTGGGA 133

Ad05A11198 Aradu.A05 11198 p2 (CT)6 12 53411286 53411297 CGAAAATCATTAACTTCTTTTTCAA AGAGAAGAGCAGAGGGTTCG 243

Ad05A11201 Aradu.A05 11201 p2 (AG)6 12 53452601 53452612 TAAATTGGGGAATCCATCCA CAATTGGGCAACATCAATCA 254

Ad05A11203 Aradu.A05 11203 p2 (AT)6 12 53459671 53459682 GGAAGCATGCTCATGTGAAA TGAGGTCTTTTCCCAGGTTG 153

Ad05A11204 Aradu.A05 11204 p2 (TA)6 12 53473523 53473534 AAAAATCGCAACTCGAAAGC TTTCCTTTGGGGTTTTCCTT 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A11205 Aradu.A05 11205 p2 (AT)8 16 53477876 53477891 AGGCTGTTGAGTCAGCGATT GACATTGGTACTCTTTGGTGAACTT 180

Ad05A11207 Aradu.A05 11207 p3 (AAT)5 15 53493756 53493770 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad05A11208 Aradu.A05 11208 p2 (CT)6 12 53514246 53514257 ATGGGCAGTTGTAGCCAAAT GAGGAATTGCATCCATTCAGA 262

Ad05A11210 Aradu.A05 11210 p2 (AG)6 12 53528735 53528746 GGGCAACAGGAAAATTCAAA GCTATAAAGTGGGGGAATGC 280

Ad05A11211 Aradu.A05 11211 p2 (TA)6 12 53530132 53530143 TGGGGTAATTTTGTCCCCTT GCCCCTTGAGCTTTTAATCC 151

Ad05A11212 Aradu.A05 11212 p3 (CTT)5 15 53532890 53532904 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad05A11216 Aradu.A05 11216 c (A)11gatacag(A)1028 53550193 53550220 TGACCCAGCTTCACTTGTCA AATAGTTGACGTTGGTGGGG 195

Ad05A11217 Aradu.A05 11217 p3 (AGC)6 18 53550662 53550679 TGGCAATGAAAAATTCCACA AAGAGCCACAAGCTCCTTCA 208

Ad05A11221 Aradu.A05 11221 p2 (AG)9 18 53561425 53561442 GGCTTAAAATTGGGTCAACG GAGGATGAGGAGAGCGACAC 262

Ad05A11222 Aradu.A05 11222 p2 (TA)6 12 53565089 53565100 TTCACCACTTACTTTGGGGC GTGGGGAAGTGAGTTTGGAA 212

Ad05A11223 Aradu.A05 11223 p2 (TA)6 12 53599703 53599714 GCCATGCAATGCAATTCTAA CAAAATCCAGTGAGGGTTCA 263

Ad05A11224 Aradu.A05 11224 p2 (AT)7 14 53600300 53600313 TGTGCATTTGCTTTAATTTGC TGTGGGGAAACTTTATGGGA 199

Ad05A11225 Aradu.A05 11225 p2 (AT)8 16 53605957 53605972 AAAGCGAGAGGGGTGAGAAT CCTTGAGAAGACGATCCGAG 265

Ad05A11226 Aradu.A05 11226 p3 (AGA)6 18 53617852 53617869 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad05A11227 Aradu.A05 11227 p3 (ATT)5 15 53620750 53620764 AAATGGCAGGAATGGAGATG CAAGAGAAGGACATGGCAGC 115

Ad05A11228 Aradu.A05 11228 c (A)10ctattgccacgttttaaaagcgtggctatatccttatcaaattaaaaaaattagtatatgcttttttacatgcactctaatacact(A)10catcaacaaaaatatgtaaacaggtcactacaagataagattatcatcataagataattgaaaaatgagaaggattcatattctaaaaatag(A)10208 53641406 53641613 AAAAGCGTGGCTATATCATTG TGTTCATCCTTTAGGATTGAGTGA 263

Ad05A11230 Aradu.A05 11230 p2 (AT)12 24 53645032 53645055 TGATGCCTTGTGTTCCTTGA CAGTTTTCCCAAACAACTATGATG 268

Ad05A11239 Aradu.A05 11239 p2 (AT)10 20 53755874 53755893 AAATTAAGTTTGGTGTCCCCG TGCACCATGTGGTAAACAGG 219

Ad05A11241 Aradu.A05 11241 p2 (AT)6 12 53782113 53782124 GCCCAATCTGTAATGCCCTA CCCCCTAGAGGTAGACCTGG 277

Ad05A11243 Aradu.A05 11243 p2 (CG)6 12 53823775 53823786 TGCCAAAATGGACTTCACAA AAATCCATCAATACACGCGG 228

Ad05A11247 Aradu.A05 11247 p5 (TTATC)5 25 53879216 53879240 TGTAAGGGACTCCGATGCTT CAAAAAGGGCTCAACAGAGG 256

Ad05A11248 Aradu.A05 11248 p3 (AGA)5 15 53883997 53884011 AAACGCAGCATGAAGGAGAT AAGGAAACACGTGTCTTGGG 267

Ad05A11252 Aradu.A05 11252 p2 (GC)6 12 53940137 53940148 GCAAAGATTGGATCAAGGGA AAGTGGCCATGGACAGAATC 271

Ad05A11253 Aradu.A05 11253 p2 (GT)6 12 53963486 53963497 TAGTGCTCATGGGGGTTTCT CCGGTTCAAGTCTGTTTGGT 277

Ad05A11254 Aradu.A05 11254 p2 (AT)6 12 53964087 53964098 CAGCACCCGTTACACTTGAA TTCAAGTGAATTCATATTTGGGTG 220

Ad05A11260 Aradu.A05 11260 p3 (TTC)5 15 53991679 53991693 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 206

Ad05A11264 Aradu.A05 11264 c (A)10(T)10 20 54019024 54019043 CGCAGTTACTGGGGAATTGT GCAAAAGGGGTGAGAGTTCA 249

Ad05A11268 Aradu.A05 11268 p3 (CAT)5 15 54082853 54082867 GGTGCAACAGAGGTTTTGGT GTGCTGGAGCTTGACCTTTC 134

Ad05A11269 Aradu.A05 11269 c (CT)6ccctccctctatatctctctctattc(CT)956 54093757 54093812 TCTTTTCCATAGGGGTGTGC GGGGAGAAAGGGAGAGAAGA 278

Ad05A11271 Aradu.A05 11271 p2 (GA)6 12 54094836 54094847 CCTTTCCCCCATCTCTTCTC TCCTTCCCTTATTTCTCTCTCC 263

Ad05A11272 Aradu.A05 11272 c (AG)6aaggggaagggagg(GA)7agggggatgggagggggagagagagggagaggggagaaaaggaaagagagagagcgatagaaaaa(AG)7atgagagggagaaagaggagaag(GA)13168 54094997 54095164 GGCAGAGAGCAGAGAAACAAA ATCTCTCCTCCTCCCCTCTT 231

Ad05A11275 Aradu.A05 11275 p2 (GA)8 16 54121838 54121853 TTGGGAGGGAAAAGTGTTTG AAACGCCTGGATAGCACACT 247

Ad05A11276 Aradu.A05 11276 p4 (TAAA)5 20 54124585 54124604 ATCCTTGCTCCTGCTCATGT TTTCGAAAACCCTCTCTCTCA 233

Ad05A11277 Aradu.A05 11277 p3 (AGA)6 18 54140801 54140818 GCCTTAGGTGCCATAAGTGG ATATGGCCGAACCTTAACCC 245
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Ad05A11282 Aradu.A05 11282 c (T)10ctattgttt(A)1029 54173781 54173809 TCAGTTTCGCAATCTGCATC GAGGCCTAACAATCTGCTGC 210

Ad05A11284 Aradu.A05 11284 p2 (AG)9 18 54183844 54183861 GCAGTGCTTACTGGTGACGA AAGGTGCCATCCTTGTTGTC 189

Ad05A11285 Aradu.A05 11285 p2 (GA)24 48 54184125 54184172 TCCAAGCAGGTTTAGGGTTG GAACCGGCTGAATCTGTCAT 240

Ad05A11286 Aradu.A05 11286 p3 (AAG)6 18 54185313 54185330 GGCCTAATGCCTTGATTGAT TGGTCTTGGTTGGTAGTAGCC 209

Ad05A11287 Aradu.A05 11287 p2 (AG)9 18 54187576 54187593 AGGTTTTACCCCCAAAGTGG ATGGCTCCCAGAAGATGATG 201

Ad05A11288 Aradu.A05 11288 p2 (AC)7 14 54191763 54191776 TTCAATGAACACCCAAAGCA TTGCAAATCACTTTTGAGCC 194

Ad05A11289 Aradu.A05 11289 c* (AT)11(ATGT)6* 44 54195694 54195737 GCTTATTTTCTTCATCGGGC TGTTGTCTCCTCAGCGTCAC 270

Ad05A11290 Aradu.A05 11290 p2 (TG)13 26 54198941 54198966 CACCATTTGGGCTTTGTTCT TCGAATTGGTTGTGTGATTTG 236

Ad05A11291 Aradu.A05 11291 p2 (TA)11 22 54207092 54207113 GGCTCTTGTGTTTCCTTTGG TAAAACGTGAAGCCGAAAGC 204

Ad05A11293 Aradu.A05 11293 p2 (TG)11 22 54223609 54223630 GATTTGGATATGGACCACCG TTAATTGAAACAGGCCCAGG 223

Ad05A11294 Aradu.A05 11294 p3 (ATA)6 18 54227923 54227940 CGAAGTGACAAAATCAACTTGAAA TGCACTCTCAAAATCCAACAA 192

Ad05A11297 Aradu.A05 11297 c (T)11gtctgaaacgtaccaagcacaggt(TG)6c(T)1159 54234592 54234650 TCTTGGGATGACATTTGTGG CCTAACACGTAAGATGCGTTTTC 247

Ad05A11300 Aradu.A05 11300 c (AT)9aaactttgtaggctatctctagtcctctttttggtatttcatac(AT)878 54265163 54265240 TTGACTAGCCAGCCTAAACTTTG AACGTGAAGCGTTCACACAC 195

Ad05A11302 Aradu.A05 11302 c (ATT)7ac(TAT)7 44 54270405 54270448 GAAGGAGGAAGTGGGGAAAG CGGTGATGCATTAGGGAAAA 247

Ad05A11315 Aradu.A05 11315 c (A)13ctaaaatttttttgttaaatttgaattttggttgatttagagtatttataggttaaaagagtgccctgtttctgttttctatgtttcttt(A)10113 54341380 54341492 TTTCCTTGAAGTGCAAGTTTTG TCGGGTTTTTGTACCAGGAG 230

Ad05A11316 Aradu.A05 11316 c* (AAT)6(AATA)5* 35 54341779 54341813 GCCCTGTTCCTTCTCCTCTC AAACAAAACCAAAATGCAATGA 255

Ad05A11321 Aradu.A05 11321 p2 (AT)8 16 54413824 54413839 CCAATTTCGAATTTTGAGGC TGCGTTTAGTTACCGTGTGC 250

Ad05A11324 Aradu.A05 11324 p2 (GA)6 12 54462922 54462933 TTGGGAGGGAAAAGTGTTTG ACTCTAAGGGCGTTTTGCAC 266

Ad05A11325 Aradu.A05 11325 p3 (GAA)5 15 54467523 54467537 CGTCCTCGAGCAAAGAAAAG ATTTCTTTCCCACCCAAACC 200

Ad05A11327 Aradu.A05 11327 p5 (ATAAA)5 25 54491397 54491421 GGGTTAGCATATGACCCCAG AACCACTTCCCCTCTCTTCA 220

Ad05A11328 Aradu.A05 11328 p3 (TCT)5 15 54496972 54496986 AAGCATGTGGACTTTGGACC TTTCAGCTGGTTTGGGTTTC 201

Ad05A11335 Aradu.A05 11335 c (A)10gctatgcttttaccataccaaacttagaatattgctcgccctcgagcaagagataaaagaag(AGA)690 54605109 54605198 TCTCCCATTACTCGGAGGTG TACACCTCTCCCCCTCTCCT 212

Ad05A11336 Aradu.A05 11336 p3 (TTC)6 18 54612347 54612364 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ad05A11340 Aradu.A05 11340 p2 (TA)6 12 54673894 54673905 TTACCATCCGATTCGCATTT AAGTCCTGCACTTGAATCCG 243

Ad05A11343 Aradu.A05 11343 p3 (TCT)6 18 54729348 54729365 CTTGGCCGAACCTACACTTC TCGAGGATTCTCTGGCCTTA 170

Ad05A11347 Aradu.A05 11347 p2 (CT)10 20 54780613 54780632 TCAAAAATCACCTTCCTCTTTTTC AACACAGAGAAGGGAGGGGT 244

Ad05A11348 Aradu.A05 11348 p3 (TTC)6 18 54783599 54783616 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 277

Ad05A11350 Aradu.A05 11350 p3 (AAC)7 21 54811340 54811360 CTCTGTGGGATGGACCCTTA GAAGTGCCAGGAAATGTGGT 234

Ad05A11357 Aradu.A05 11357 p3 (AAT)5 15 54842326 54842340 TTGGTGTGGCAACTCTTCTG TGCTTGCATTGAGTTAAAGATTG 265

Ad05A11358 Aradu.A05 11358 p3 (ATT)12 36 54844089 54844124 TGCCATATCAATTGGACTGC TTTCAATAAATCATGCTCCCTC 185

Ad05A11364 Aradu.A05 11364 p2 (GA)14 28 54902455 54902482 GAGGGGTTCGAATTATGGGT AAATCACCCATCGCTTTTCA 236

Ad05A11370 Aradu.A05 11370 p2 (TA)7 14 54928368 54928381 CTGTGCAAGCGAAGATTTCA GACTTGAGAAGCTAAGGCCG 199

Ad05A11371 Aradu.A05 11371 p3 (AAT)5 15 54933817 54933831 TGTCGATATTGCGTTTCAGC GAGTCCCCTCGTTCTTGTTG 198

Ad05A11374 Aradu.A05 11374 p2 (GC)6 12 54981926 54981937 ATGGGCAGCTCAGAAATCAC GCAAAGTGGAGAATGCATGA 238
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Ad05A11375 Aradu.A05 11375 p3 (TTC)5 15 54984013 54984027 GAAGAGGGGTCTTCGGACTC ACCCAATTGGATGAAGATCG 229

Ad05A11382 Aradu.A05 11382 p2 (GA)21 42 55027294 55027335 GAATTGGGTGGCTGAGAAAA CCCACAGAAGTTGAAAACGC 265

Ad05A11383 Aradu.A05 11383 p2 (TA)6 12 55027640 55027651 CAACTTCTGTGGGTACAAATGG GGGAAAGGAACTAAGCAATGAA 280

Ad05A11384 Aradu.A05 11384 p3 (TCT)5 15 55061707 55061721 TGGTGGTGGTTGAAGTGCTA TGACAACACAAGGTTGGCAT 256

Ad05A11397 Aradu.A05 11397 p3 (TTC)10 30 55130191 55130220 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 240

Ad05A11399 Aradu.A05 11399 p3 (ATT)5 15 55155692 55155706 AGCTCAAAGTTGTTGGCTCC CAAGAGAAGGAGATGGCAGC 134

Ad05A11401 Aradu.A05 11401 c (T)10gaatttaacgaaattgaaaataaagtaaataaataaaaggatgcaaatttcaaaaataataaataaat(AAAATA)5108 55164630 55164737 CCATGATGGAGAAAGGGAGA TTTTGAAAATCTTCACCCAAAAA 242

Ad05A11403 Aradu.A05 11403 p2 (TC)13 26 55193741 55193766 CGCTTTGTCCTCGTCTAACC TCTGTTGCTTTGATTGCCTG 216

Ad05A11404 Aradu.A05 11404 c (T)10cttttctttttctctttcttttcttttcgtttttttttctctctctc(T)1067 55202104 55202170 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 223

Ad05A11406 Aradu.A05 11406 p2 (GC)6 12 55228161 55228172 ATGAAGCATTTTCGACCACC TCGCCCAACTCTCTGGAATA 262

Ad05A11408 Aradu.A05 11408 p2 (GT)6 12 55237133 55237144 CGCTCCTTCTCTCTTCCCTT CTGTGCAGCCCTATGTGAAA 109

Ad05A11410 Aradu.A05 11410 p2 (AT)7 14 55270201 55270214 TGATTCAGTTCTCAATTTTCTTTGA CTTGCTTTGATGGGAGGTGT 265

Ad05A11412 Aradu.A05 11412 p3 (TTC)11 33 55290307 55290339 AATGGCCGAACATACACTCC TCGTCCTCGAGCAATAGAAGA 182

Ad05A11413 Aradu.A05 11413 p2 (CA)7 14 55294270 55294283 GGACAAAGCCCAAATTGCTA AGTGGTGTGTGCCAATGAAG 156

Ad05A11415 Aradu.A05 11415 p2 (AG)19 38 55353986 55354023 GTGCTAGGTGGGAGACAACC TCCCGCATAACTTGCTGTAA 268

Ad05A11416 Aradu.A05 11416 c (TTA)12(TTG)10 66 55359707 55359772 CGGGTAATTGAAATAGTTTATATACGG TGCACCGGTCATAGTAATCA 263

Ad05A11417 Aradu.A05 11417 c (TTAT)5attg(T)10 34 55381941 55381974 CCAAATTTTGTTTAATTTCGCC CCTGGGTTAATGGGAATGTG 228

Ad05A11418 Aradu.A05 11418 p2 (AC)6 12 55388885 55388896 TTTCAAGGTTGTAATGGGGC CAAAAAGTGGGAATTTTGGG 158

Ad05A11420 Aradu.A05 11420 p2 (TA)10 20 55405037 55405056 CACACATGCATTCTGTTTTTGA AATTTGGGAACATTGGGTGA 238

Ad05A11422 Aradu.A05 11422 p3 (AGA)5 15 55440970 55440984 TTGAGGAAATTCCGGTCTTG AATTGGCCGAACCTATACCC 257

Ad05A11423 Aradu.A05 11423 p2 (AT)11 22 55453555 55453576 CAATGCAATTCAATGCAACC GTCCCTCAATTTCAGCCAGA 266

Ad05A11425 Aradu.A05 11425 c (A)13gaaaaaaattcgaaaaaaaaggagaaagagaaagaaagaaaagaaaaag(A)1072 55486434 55486505 TCACTAAGGTGGACCCGTTC TCAGCTTTGCTAGAGTCCCC 272

Ad05A11427 Aradu.A05 11427 c (A)10gaaataaaagtt(A)1032 55490219 55490250 GACTTTGGGACATTGGTTGG GGGCATTTTGTCCCCTTTAT 260

Ad05A11428 Aradu.A05 11428 p2 (CT)7 14 55499660 55499673 TTGCACTCTAAGGCGTTGTG GTTTGGGAGGGAAATGGTTT 263

Ad05A11429 Aradu.A05 11429 p2 (AT)6 12 55535862 55535873 TTCAACGTTGTAATGGGGCT CAAAAGTGGGAAATTTTGGG 158

Ad05A11430 Aradu.A05 11430 p2 (GA)6 12 55545072 55545083 CGGAAAAGCACACCAAACTT TTTTCGAAATCTCTCCCCCT 148

Ad05A11431 Aradu.A05 11431 p3 (ATT)6 18 55550913 55550930 CCATGATGGAGAAAGGGAGA TCTCTTTCCTCAGTTCAAAAATCA 261

Ad05A11434 Aradu.A05 11434 p2 (CT)7 14 55589873 55589886 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 247

Ad05A11436 Aradu.A05 11436 p3 (ATG)6 18 55604229 55604246 TGGAAGGTGTTTGGGAAAAT CCCTGTACCAGCAAAACCAT 279

Ad05A11438 Aradu.A05 11438 p3 (AGA)6 18 55617345 55617362 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 187

Ad05A11441 Aradu.A05 11441 p3 (TCT)6 18 55667443 55667460 CCCGTAAACCCCATCTACCT TGCTTTGACCACACCAAACT 260

Ad05A11444 Aradu.A05 11444 p3 (TTA)7 21 55679798 55679818 TGAAAACTTCCTAACCACCTTCTC GGAGAAAGGGAGGTGATGTG 156

Ad05A11445 Aradu.A05 11445 p2 (AT)8 16 55685780 55685795 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAAATTTTGGG 164

Ad05A11446 Aradu.A05 11446 c (T)10c(T)10 21 55697355 55697375 GACTTCACTTTGGGGCCAT ATTGGATGGGATAAAAGGGG 260
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Ad05A11448 Aradu.A05 11448 p4 (AATG)5 20 55704008 55704027 TCACCAAGGAATGGTTGAGA CCCGCACGTGATTCTTTTAT 268

Ad05A11451 Aradu.A05 11451 p3 (GAA)5 15 55729540 55729554 GCTTTTGTCTTCCCTTTCCC TTATTCACCTTGGCCGAAAC 202

Ad05A11456 Aradu.A05 11456 p2 (CT)8 16 55776283 55776298 TGAAGGTTGGCTCCACTAGG CCTTCCTTGATCCAGCAGAA 244

Ad05A11458 Aradu.A05 11458 p4 (TTTA)5 20 55792832 55792851 GGTGGTTTTGAAAAAGATAAGAAA TCTTGTGATTTCTTGTGAATCAA 247

Ad05A11464 Aradu.A05 11464 p2 (CT)6 12 55833352 55833363 GAAACTGGCCCAAAATCAAA GGGATTAATCACGTGGGTTG 154

Ad05A11465 Aradu.A05 11465 p2 (TA)10 20 55833938 55833957 TTGACTCAAAATCGTATCGTTG TGAGGAAGTTTGCGGAGTTT 266

Ad05A11467 Aradu.A05 11467 c (A)10tattttcgaac(A)1031 55873843 55873873 TGCTTTCTGAATGAATGCTTG ACACTCTTGCTGCCTTGGAT 269

Ad05A11472 Aradu.A05 11472 p3 (AAT)6 18 55938412 55938429 CAGGGAAAAAGGCACTCTTG CTTTGACGTTGGCTTTGTGA 199

Ad05A11473 Aradu.A05 11473 p3 (TCT)5 15 55949964 55949978 ATAGCCGAACCCACCTCTCT ACCACTGAGCTATGACGGCT 239

Ad05A11475 Aradu.A05 11475 p2 (TC)23 46 55954961 55955006 GTATGGGGGTGATTGACGAC AAACACGAAAAATCCGAACC 253

Ad05A11477 Aradu.A05 11477 p3 (AAT)10 30 55959145 55959174 TTTTGTGCAAAGTTCAAAACAAA TTTACGTTTTGGGCTCAGTT 250

Ad05A11478 Aradu.A05 11478 p2 (GA)8 16 55959972 55959987 GCCACTGTTACAGCCACAAA TCCGTGTTCCGTAATTTTCC 280

Ad05A11482 Aradu.A05 11482 c (CAT)5ttgaatattaaaacagaaaagaagatcactgtttggtcccccagaaaatatatataagcctccaagatttatcac(TG)7104 56011613 56011716 TTGCTGCTAATTGCTGATGG CGGGAGCAATATTTGGAAGA 280

Ad05A11483 Aradu.A05 11483 p2 (TA)6 12 56016789 56016800 TGCAACCTTCGGACTTTCTC AATCTGCTGGCCCCTAAACT 151

Ad05A11487 Aradu.A05 11487 c (AAG)22(ATG)14108 56111959 56112066 GAAACAACGGAGGATTTTGC TCTTCGTCTTCATCCCCAAG 245

Ad05A11488 Aradu.A05 11488 p2 (AG)8 16 56121507 56121522 AACGCTAATGGATTGGAACG TTATGGCTCCTGGAAGATGG 166

Ad05A11490 Aradu.A05 11490 c (ATA)6ac(AAT)7 41 56127267 56127307 TGAAATTGACGGTATTGGTGTT TCACTCCAAAAAGCGTAGCC 273

Ad05A11494 Aradu.A05 11494 p2 (GC)6 12 56173545 56173556 ATGGCAACCTGCGAATAGAC TAGTGAAGGAAGGGCATCCA 230

Ad05A11496 Aradu.A05 11496 p2 (AT)7 14 56184941 56184954 AATGGGGCTAAGGTAAGGGT GGGGACAAAATTACCCCAAT 241

Ad05A11497 Aradu.A05 11497 p2 (AT)7 14 56186096 56186109 AATGGGGCTAAGGTAAGGGT GGGGACAAAATTACCCCAAT 241

Ad05A11499 Aradu.A05 11499 p2 (TA)9 18 56194781 56194798 CGTTGTCGAATTGGTGTCAG ATTTGTCTCCGTTCAGGAGC 226

Ad05A11500 Aradu.A05 11500 c (TAA)6c(AAT)7 40 56204660 56204699 CTCCTCAAGTATCCACCCGA GCAAATTTCTCAAGCCAAGC 226

Ad05A11501 Aradu.A05 11501 p2 (TA)7 14 56205120 56205133 TTGACATTTCCGTTGTTCCA TGGAAATGGCTTAATTGGCT 261

Ad05A11507 Aradu.A05 11507 p2 (AG)18 36 56276104 56276139 TCCCATCAAGGAAATTGAGG CAGTGAGCAATACATGAGGCA 247

Ad05A11509 Aradu.A05 11509 p3 (AGA)5 15 56279732 56279746 TGAAGGATGTGAGTGGGAAA TTCGCACAAACTGAGAGCAC 260

Ad05A11516 Aradu.A05 11516 p2 (TC)6 12 56350414 56350425 GCTCAACCCAATAAGCCAAA AAGGTAAAACCTTGTTAATGGTGG 156

Ad05A11517 Aradu.A05 11517 p3 (TTC)6 18 56357123 56357140 CATCCACTCTTCCCCAGAAA TAAAATATTGCTCGCCCTCG 252

Ad05A11519 Aradu.A05 11519 p2 (AT)8 16 56374310 56374325 TTCAAAACCCATAAGCCTCG CGTTTTGCTGACCCTGTTTT 220

Ad05A11520 Aradu.A05 11520 p2 (AT)9 18 56377392 56377409 GCACACAAACAATAAACAAATGAA AGTTCTGGCGACGGAAGATA 263

Ad05A11521 Aradu.A05 11521 p2 (TA)6 12 56382412 56382423 TTGCCTCTGAGAGAAATACAAGC CTTTATTCTCCGAAGCTAGAAAAA 257

Ad05A11522 Aradu.A05 11522 p3 (GAA)13 39 56389827 56389865 CGAAAGGTAGGCGTTCTCTG CCACTCTGCGTTTCAGACAG 255

Ad05A11527 Aradu.A05 11527 p2 (AC)6 12 56403148 56403159 ACGAACCAAAAATAGCACGC AATGATGGGCTTGGTGAAAG 254

Ad05A11528 Aradu.A05 11528 p2 (GC)6 12 56432917 56432928 GGTGGCACAACTCTCTGGAC CTTCTACCAAGCCACAAGCC 274

Ad05A11529 Aradu.A05 11529 p3 (GTT)6 18 56437963 56437980 GATTGGGGCGATCATAGAAA CTTGAGCGAGATGACATCCA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A11533 Aradu.A05 11533 p3 (TAT)6 18 56485286 56485303 TTTGCTTCGTCCTAAGTTGAAA AACTCAATGTATGACCGCCA 191

Ad05A11536 Aradu.A05 11536 p2 (AT)12 24 56491573 56491596 GCGCCGTAAAGTGAAGGATA AGCGGGGGATCTTTTATTGT 276

Ad05A11538 Aradu.A05 11538 p2 (TG)7 14 56511421 56511434 TTTGGTGAAGACACAAGCTCA TCATGTTAATTGGCTCTGTCG 260

Ad05A11539 Aradu.A05 11539 p2 (TC)8 16 56531481 56531496 GCATCTCTTCCTCCATCGTC GTGTTTGAAGGTGAGCGACA 259

Ad05A11540 Aradu.A05 11540 p3 (AAT)21 63 56533930 56533992 TTCACTTTGCATCCTCGTTT TGTTAATAAACCATGAACTCTCCG 239

Ad05A11542 Aradu.A05 11542 p3 (TCC)5 15 56551884 56551898 AGCTCATGAATGGCAGAAGG AGTGGGCCAGCTGAGTAAGA 272

Ad05A11546 Aradu.A05 11546 p2 (GA)7 14 56622119 56622132 CAAAAGGGGAAGAGAGGGTT CGAAAATCAATAACCATTTTTCAA 132

Ad05A11550 Aradu.A05 11550 p2 (TC)6 12 56655621 56655632 TTTTTCATTTGTGACATTTTCTGA AGGTGGTCGGCATTGATAAG 223

Ad05A11553 Aradu.A05 11553 p2 (AT)10 20 56679321 56679340 CGTCTTCAATTTTGGGTACGA CGTTTTCACTTTTCACGCAA 267

Ad05A11558 Aradu.A05 11558 p2 (TG)10 20 56692751 56692770 CAGCAACCAGGTGTGAAAGA AAACTCACCCTCCCTCCTACA 250

Ad05A11561 Aradu.A05 11561 c (T)10gtgacctacgcttgaaacgacgtcgtttcattaaaaatt(A)1261 56706111 56706171 TATAACCGGTCCGAGTGAGC TGGAGGCTAGGGTTTGAGTG 234

Ad05A11564 Aradu.A05 11564 p2 (AG)25 50 56710798 56710847 AAGTGAGGAGCTGCAAAATG CAACGTTCACGTGTTCTTGC 267

Ad05A11565 Aradu.A05 11565 p2 (CT)8 16 56713671 56713686 GGAATCCAGTCTCCACCTCA ATCCAAATTGAAGCAAACCG 154

Ad05A11567 Aradu.A05 11567 p3 (AAG)7 21 56719584 56719604 ACCAAAAACACGCGTAGCTC TGTCGTCCCCTCATTCTTTC 137

Ad05A11568 Aradu.A05 11568 p3 (TTG)5 15 56720160 56720174 TTTGTTTGAAGCCATTGGTG CTCACACGCATTCAACCATT 241

Ad05A11569 Aradu.A05 11569 p2 (AT)6 12 56720700 56720711 AGGAAACCTTTAAGGGGTGG TGGACTTGATTCCCATTTGC 241

Ad05A11570 Aradu.A05 11570 p2 (TC)8 16 56721589 56721604 TCCTAACCCTAACCCTCACAA CTCCCCTTGCTCTTCTTCCT 129

Ad05A11571 Aradu.A05 11571 p4 (GCAC)6 24 56721794 56721817 GCTGACGGATCTGAGAGGAG GCGCAAAGAACAAGGAAGAC 269

Ad05A11575 Aradu.A05 11575 p3 (TAA)12 36 56783964 56783999 ACAAAATGAGGCAAGAAGGC GAAGTCATGCAGGCTGTTCA 159

Ad05A11578 Aradu.A05 11578 p2 (AG)6 12 56805788 56805799 GCGGATGGAGAATGAAAACA AAAGCAAGCTAAAGCCCACA 275

Ad05A11579 Aradu.A05 11579 p2 (AG)6 12 56815037 56815048 GGGTTAAGTGGTTCAGCCAA CCTCTACCACACTTCCCCAA 184

Ad05A11586 Aradu.A05 11586 c (TAA)12(GAA)5 51 56864386 56864436 ACAAAATGAGGCAAGAAGGC GAAGTCATGCAGGCTGTTCA 162

Ad05A11587 Aradu.A05 11587 p2 (AG)8 16 56864848 56864863 AGTTGTGTAGAGTGAACGGGG CTTGGACCCCAATTTTCTCA 180

Ad05A11589 Aradu.A05 11589 p3 (TCT)5 15 56891181 56891195 CCCCTTCACCACTCACATCT AACTTAGAATGCTGCTCGCC 144

Ad05A11595 Aradu.A05 11595 p5 (AAAAT)6 30 57045469 57045498 CCTCCCTCCAGGGTATGATT GGGAGGCAACCCAATTTTAT 158

Ad05A11599 Aradu.A05 11599 p3 (TCT)5 15 57093381 57093395 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 242

Ad05A11602 Aradu.A05 11602 p5 (ATAAA)5 25 57132143 57132167 GGGTTAGCATATGACCCCAA TCCAAAATCCTCACCCAAAA 198

Ad05A11608 Aradu.A05 11608 p3 (AGA)6 18 57171960 57171977 ATATTTCTCGCCCTCAAGCA AAATCTTTCCCACCCAAACC 207

Ad05A11610 Aradu.A05 11610 p2 (AG)8 16 57185376 57185391 CAATTGGGCAACATCAATCA TTCTGACCCAGTTTTCGTCC 279

Ad05A11612 Aradu.A05 11612 p2 (GA)7 14 57192049 57192062 TCTTAATCAGAACCAAAAGGAAAAA GCTATAAAGTGGGGGAATGC 275

Ad05A11614 Aradu.A05 11614 p2 (AT)12 24 57243478 57243501 GGCCAAGGTATGGTTTCGAT CAACCCTCATTAGCAATTTTCC 279

Ad05A11617 Aradu.A05 11617 p2 (AG)7 14 57289493 57289506 GGTTAGGTTTGGGAGGGAAA CAGGATCCCCACCTATCTCA 202

Ad05A11619 Aradu.A05 11619 p2 (CT)6 12 57314381 57314392 TGAACCTGATGAAGAGTCGAAA AGATCCAAGTCCAAGAGGCA 195

Ad05A11620 Aradu.A05 11620 p2 (AG)6 12 57319010 57319021 AGGCAAAGGATTGAAGGGTT AAGGCAAAAGGTAAACCCAAA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A11622 Aradu.A05 11622 p2 (AT)7 14 57325657 57325670 CCCAAAGCAAAGTGAAGCTC GGTTGTAATGGGGCTAGGGT 225

Ad05A11623 Aradu.A05 11623 p2 (TC)6 12 57347236 57347247 CACTGCAGTTCCTCCTTTGC TTTTGTCCAGCAACGAGACT 274

Ad05A11625 Aradu.A05 11625 p3 (ATT)5 15 57350025 57350039 CTTGGGTTGTGGATTTTGGT TTGACCCGGATTGGTTTCTA 225

Ad05A11626 Aradu.A05 11626 p3 (CAT)5 15 57351103 57351117 TCATTGCTCCACCCTTTCTC CGGAGTCGGAGTCATCTAGC 280

Ad05A11627 Aradu.A05 11627 p3 (TAT)5 15 57355819 57355833 GGTTTGAGGTTAACTTTGAGATGTG TTTGTCGCGAAGAACAAAAA 198

Ad05A11628 Aradu.A05 11628 p2 (GA)6 12 57361029 57361040 TGAACTCGAACAGAGAGCGA CTCTTCTTCTCCGGTGGATG 254

Ad05A11634 Aradu.A05 11634 c (T)10aaataaaaatgaactacatccagagtaaattgtatttttaatttattttctatgttttaaaaataaaattttcttagggtgacattcgctctttttt(A)12119 57372752 57372870 TGACTTGTGAAAATATGGATGGA GATTTTCCAGTTTGATCCGC 276

Ad05A11635 Aradu.A05 11635 p2 (TA)7 14 57373422 57373435 TGGTCTAGAAACCAACCCCA AATGGGGGCTTTACTTGGTT 267

Ad05A11636 Aradu.A05 11636 c (A)11g(A)10 22 57380567 57380588 TTCAGCCTTGCCAAAGAAGT GATGATTTGTCTCGGGAGGA 215

Ad05A11637 Aradu.A05 11637 p3 (TCT)5 15 57394468 57394482 ACCAAACCCATACCCTCTCC TCCCTCGAGCAAAAGAAGAA 167

Ad05A11639 Aradu.A05 11639 c (T)10gggaagagatatggaggtgattggtgaagagaatatagggaagaggatatgatttgattggtgagta(AG)689 57398109 57398197 GGGTTTCGGTCATTAGGGTT TAAACGCCAGAATTGCACAG 272

Ad05A11645 Aradu.A05 11645 p2 (CT)7 14 57447014 57447027 GAGCCATTACCGGGGATTAT CTAGAGGTTTCTCCGGCCTT 249

Ad05A11650 Aradu.A05 11650 p2 (AG)7 14 57478842 57478855 TCCCTTCCTTGATCCAACAG AAAAGGCTAGCACACTAGGGAA 234

Ad05A11653 Aradu.A05 11653 p2 (AG)6 12 57483419 57483430 TGAAGATCTCAGGGGTGGAG AAAAGGCTAGCACACTAGGGAA 280

Ad05A11654 Aradu.A05 11654 p3 (CAT)5 15 57488446 57488460 CTGTTGAGGTTGAGGAAGGC GGGTCTTAGGGAGGAGTTGG 269

Ad05A11659 Aradu.A05 11659 p3 (AGT)5 15 57560617 57560631 AGCAACCCACAGATCAAAGG TTGGAAATAAAACCAGAATAGATATG 161

Ad05A11662 Aradu.A05 11662 p3 (AAT)5 15 57600249 57600263 GAACAAGAGAAGGAGATGGCA GCAACTAGCTGGGGTTTCAG 155

Ad05A11663 Aradu.A05 11663 p3 (TTC)6 18 57602930 57602947 ATAACCGAATCCATCTCCCC CCACCTCTAGTGGCGTCTTC 278

Ad05A11666 Aradu.A05 11666 p2 (CT)6 12 57630647 57630658 TTAACGCCTAGTCTGGCACC TGATAGGTGAGGGGCTTTTG 274

Ad05A11670 Aradu.A05 11670 p2 (TC)6 12 57654991 57655002 TCGAAAATTCCTCACCCTTTT AGAGAAGAAGAGGGGGTTCG 217

Ad05A11672 Aradu.A05 11672 p2 (AT)6 12 57672079 57672090 TCCATTCACAATCAATGCCT ACCACCCACCACTGCTAGAC 239

Ad05A11673 Aradu.A05 11673 p2 (TG)6 12 57684518 57684529 TGATGTGCCCCATTTTAGTG TGCAATATGCAGCTAAGCCA 226

Ad05A11674 Aradu.A05 11674 p2 (TC)15 30 57684752 57684781 AAGGGATTCATGTGCTTTGG CAAGGTGTTTGGTGCCTTTT 147

Ad05A11676 Aradu.A05 11676 p2 (TA)10 20 57689888 57689907 GGGGCATTTTTGTCTCCTTT TGGGTATGGAAAACTTGGGA 255

Ad05A11679 Aradu.A05 11679 p2 (GA)7 14 57692737 57692750 AGGGGAAACTGGGAAAGAGA GCGACGACGACTCCTCTAAC 193

Ad05A11680 Aradu.A05 11680 p3 (TCT)6 18 57703796 57703813 ACAGGATCCCCACCTACCTC CTGGCCTTAGGTGCCATAAA 241

Ad05A11681 Aradu.A05 11681 p3 (CTT)5 15 57733050 57733064 TCTTGACTTTCCCATGGAGG CGAAGATACCAGAAACCCCA 139

Ad05A11683 Aradu.A05 11683 c (T)10cgaa(T)10 24 57747449 57747472 CCAATTAGAGGTGTCCAGGG TCCGAATGAATGCTTGAACA 269

Ad05A11687 Aradu.A05 11687 p3 (GTA)5 15 57814999 57815013 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 236

Ad05A11690 Aradu.A05 11690 p3 (AGA)6 18 57865977 57865994 AATGTTGCTCACCCTCAAGC CCACAGGATCACCTCAGGAT 250

Ad05A11691 Aradu.A05 11691 p2 (GA)16 32 57866106 57866137 AGGAGATGGAGGGATGTGTG TCATTGGTGCAGGGATGTAA 241

Ad05A11694 Aradu.A05 11694 p3 (TCT)6 18 57878987 57879004 CCCATAAACCCCACCTACCT TTATGCTTTTGCCACACCAA 240

Ad05A11699 Aradu.A05 11699 c (T)12ctctaaatatatacatctatatctttgtcattgctccgtaagcctcaacaacaaatttgattttttc(T)1291 57915465 57915555 TGTTGTTGTTGTTGTTGTACGG GACCTTGAAGCCCACACCT 272

Ad05A11700 Aradu.A05 11700 c (T)29ctc(A)14 46 57916362 57916407 AATTGACCACTCGACCAACC ATGAAAAATCGTTCACCCCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A11702 Aradu.A05 11702 p2 (TC)7 14 57920368 57920381 CCATATTTCAACCCAAACCC CCATCACCACTGCTCTCGTA 214

Ad05A11703 Aradu.A05 11703 c (TTG)8ctac(TGT)14c(GTT)689 57926060 57926148 TGGCATCGTTTGATTCATGT CTACCATTCGGACAAGCCAT 253

Ad05A11705 Aradu.A05 11705 p2 (TA)7 14 57930737 57930750 ATGATTTGCATGCCCAATTT CAAACAAATGTGTGCAATTCCT 141

Ad05A11708 Aradu.A05 11708 p3 (GTT)6 18 57932742 57932759 GTGAATGTCATCGTTGCTGC TGGGGTTTCTAGAGGGGTCT 241

Ad05A11709 Aradu.A05 11709 p3 (TGG)6 18 57932971 57932988 AGACCCCTCTAGAAACCCCA TCCCAACATGCTCTTATCCC 239

Ad05A11710 Aradu.A05 11710 p3 (AGA)6 18 57943531 57943548 GCTTTTGCCTTTCCTTTCCT GGCCGAAACCTACACCACTA 191

Ad05A11711 Aradu.A05 11711 p4 (TTTA)5 20 57952696 57952715 GGGTTTACAACTGCAATCCTG AAAGTCACGGCTAGGCTCAA 227

Ad05A11712 Aradu.A05 11712 p2 (GA)6 12 57953735 57953746 AACCTTTAAGCGAAGCGTCA TGCTTACGCGTCATTATGGA 247

Ad05A11713 Aradu.A05 11713 p3 (TTA)8 24 57956021 57956044 AACGCACCATGTGGTAAACA CCCCTTCCCCTGTTTCTTT 272

Ad05A11714 Aradu.A05 11714 p3 (TTC)6 18 57963831 57963848 CGAAACCCACACTTCACCTT GCTTTTGTCTTCCCTTTCCC 191

Ad05A11716 Aradu.A05 11716 p2 (CT)6 12 57980763 57980774 CCACAGGATCACCTCAGGAT GGGGTTCGATCATTTAGGGT 236

Ad05A11718 Aradu.A05 11718 p2 (TA)11 22 58026963 58026984 CCATGATGGAGAAAGGGAGA TGGTGTTCTTTGGTGTTTTCC 218

Ad05A11723 Aradu.A05 11723 p3 (TTC)6 18 58137536 58137553 CCAAAAACCCCACCTACCTT TAAAATATTGCTCGCCCTCG 244

Ad05A11727 Aradu.A05 11727 p2 (GA)11 22 58212943 58212964 TGCTTTCTGAATGAATGCTTG TTTTTACCCTTGCCTTTTGG 278

Ad05A11729 Aradu.A05 11729 p3 (AGA)6 18 58257516 58257533 CGTCCTCGAGCAAGAAAGAA CCTCTTCCCAATTACCCCAT 279

Ad05A11730 Aradu.A05 11730 p3 (ATT)6 18 58260569 58260586 TTTGTGAAGTCACCAAGCATTC CAGGGAAAAAGGCACTCTTG 186

Ad05A11732 Aradu.A05 11732 p3 (TAG)5 15 58266097 58266111 CAAGGGCATGATTTAAGGGA CATGCCTGATGATGATGAGAA 256

Ad05A11735 Aradu.A05 11735 p3 (TCT)5 15 58280704 58280718 TCATTGGTGCAGGGATGTAA TTAGAATGTTGCTCGCCCTC 279

Ad05A11738 Aradu.A05 11738 p2 (AT)6 12 58292614 58292625 ATGCAGCAATGGAAACATCA GGGGACAAAATTACCCCAAT 279

Ad05A11739 Aradu.A05 11739 c (T)11atttt(TA)6 28 58292857 58292884 TGGGGTAATTTTGTCCCCTT TCGTGGGAACATGGGTTAAT 209

Ad05A11740 Aradu.A05 11740 p2 (AG)7 14 58296458 58296471 GCATTTCAACCCAGTTTTGG AAGCCAATTGGGCAACATAG 258

Ad05A11742 Aradu.A05 11742 p3 (TTC)6 18 58327042 58327059 TTCAAATTCTCCTTCCCACG TCCGCTCATCACTTTTACCA 245

Ad05A11744 Aradu.A05 11744 p5 (TTTAT)5 25 58329715 58329739 TTCGAAAATATCCTAACGACTTTC GGGTTAGCATATGACCCCAA 257

Ad05A11745 Aradu.A05 11745 p3 (AAT)10 30 58347557 58347586 GAGAAAGCACTTCCTCTCAGC CCATGGTTATGGTCTCTACTTGG 266

Ad05A11746 Aradu.A05 11746 p2 (AG)7 14 58367773 58367786 TCCTTCAATTCTCCACCCAA GCATTGGTAGGGGGCTCTAT 112

Ad05A11747 Aradu.A05 11747 p2 (AG)6 12 58376059 58376070 CGGAAAAGCACACCAAACTT TAAACGTTTTCCACCCCTCA 117

Ad05A11750 Aradu.A05 11750 p2 (AT)7 14 58410693 58410706 CTGCTTCTCACGTTCCATGA CATAAATCGTGCTAGGGTGTGA 253

Ad05A11753 Aradu.A05 11753 c (A)10ttttgaaaaagtagcttaaaaatagttagaaaagata(T)1057 58438606 58438662 TGAAAAATTTTGAAATTGAAATCTG CCTTGGTGTTTTTCCTCCAA 198

Ad05A11757 Aradu.A05 11757 p2 (AT)14 28 58472004 58472031 TGTAGATGAACTTTTCATTATTTCAGA TCCAAAGAATTTTAATGTGTAGGG 266

Ad05A11761 Aradu.A05 11761 p2 (AT)7 14 58511103 58511116 CCACTACACTAACCCGTTTCTTT CGGTTGACTCGGTATTATGC 279

Ad05A11763 Aradu.A05 11763 p2 (AT)10 20 58522216 58522235 GTTTTCAATTTGCTTTGATCCT CTCCCATATGCGGCTGTAAT 228

Ad05A11764 Aradu.A05 11764 p2 (TA)6 12 58562659 58562670 AAGGGGTAAACAAAAACCGC TTATGCTCGGACCGGTTATC 162

Ad05A11765 Aradu.A05 11765 p2 (GA)6 12 58577777 58577788 GGCGGTTATGGCAGATTAGA TCCGGCCAACTCATAAACTC 249

Ad05A11774 Aradu.A05 11774 p2 (TA)8 16 58619366 58619381 ATGCCACAAGCACATGGTTA TAGCAAAAGCTTGCGAAAAA 214
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Ad05A11776 Aradu.A05 11776 p3 (AAT)5 15 58626556 58626570 TGAAGCGAGCTATGGTCATCT TGAGAGGATGGGATGTAGCC 273

Ad05A11785 Aradu.A05 11785 p3 (CTC)6 18 58643738 58643755 TGGCAAAGACAAATGCTCAG GGCTGAGAGGAAGCTGAAGA 166

Ad05A11789 Aradu.A05 11789 c (TA)9gtacatgtgacatattttttcgctaatttcaagtcgctaatt(A)1070 58654713 58654782 GTTACCGCTACTTTGTGGCA TGGGATGACAACTTAGCAACA 233

Ad05A11793 Aradu.A05 11793 p3 (AAT)5 15 58686610 58686624 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 279

Ad05A11794 Aradu.A05 11794 p3 (AGA)6 18 58689443 58689460 TTAGAATGTTGCTCGCCCTC TCATTGGTGCAGGGATGTTA 266

Ad05A11796 Aradu.A05 11796 p3 (TCA)23 69 58715557 58715625 AACCCAGAGCAAGTGAAACG TGAGATGATGATGAATGAGTTTGA 215

Ad05A11798 Aradu.A05 11798 c (TTC)10ttttctctctatctat(AC)7g(CA)1591 58721091 58721181 TCCAAAACCAACCAAATTCC TTGTGTGAGAAGCTATGGCA 275

Ad05A11801 Aradu.A05 11801 p2 (AG)6 12 58743887 58743898 TGGGCAGTTGTAGCCAAATA CGGCCCAAAAACACAGATTA 280

Ad05A11802 Aradu.A05 11802 c (AGT)5aataataataac(AAT)10(GAT)20117 58745969 58746085 TGAGGTGGCAAGGTATTACG CACATTTTCTGAAGGTTGCG 230

Ad05A11803 Aradu.A05 11803 p3 (ATA)6 18 58749488 58749505 ATGTAACACCCTGCCACACA TTCTCACGCAAGTAACCACG 201

Ad05A11804 Aradu.A05 11804 p2 (CA)26 52 58749718 58749769 CTCAGCCTGCGAAGTTAAGG CATATCCTCCCCTTTCAGCA 171

Ad05A11805 Aradu.A05 11805 c (AG)6gctagc(CT)732 58762661 58762692 TTGAACCTGGAATTGGGAAG TTCTGGGCTGTTTTTGATCC 202

Ad05A11811 Aradu.A05 11811 c (T)10atttgcattcggggta(AT)11tatattttttttgtatctccttatttaattacttaataatatatatttttctttttc(T)10115 58795124 58795238 TCATTGCAAGACACAGGAGAA TGAGTGGAAAGATGTGGGAG 207

Ad05A11813 Aradu.A05 11813 p2 (AC)17 34 58803283 58803316 GAGAGTCACCTCGTTAGGCG ACACACAAACCTGCCTCTCC 182

Ad05A11814 Aradu.A05 11814 p2 (TA)13 26 58819871 58819896 CACATGCAATTGACACCAAA TTTGGACAACTGACGGTTCA 228

Ad05A11815 Aradu.A05 11815 p2 (TC)6 12 58848578 58848589 GAATTGCATTCTGAGGGCAT TTGGGAGGGAAAAGTGTTTG 270

Ad05A11819 Aradu.A05 11819 p2 (CT)6 12 58864302 58864313 GGAACATTGAACCTTTGATTGA AGAGGCTCTAAAGTGGGGGA 186

Ad05A11820 Aradu.A05 11820 p2 (CT)8 16 58866547 58866562 GGAACATTGAACTTGTGATTGAA CATTGACGAAAATCAGCGTG 277

Ad05A11822 Aradu.A05 11822 p3 (AGA)8 24 58909970 58909993 GTTTCTCCGGCCTTAGGTTC CCTTGGCCGAATACACATCT 168

Ad05A11824 Aradu.A05 11824 p2 (TA)7 14 58940997 58941010 CGGGCTATGGCTAGTGTTCT TAACCGTATCCCAAAAAGCG 279

Ad05A11825 Aradu.A05 11825 c (TG)8attgatatgtatgtatgtac(GTAT)764 58954537 58954600 AAGAGGGTTAGGAGCTATGATGG AAAATGTCACGCTTCCGACT 265

Ad05A11826 Aradu.A05 11826 p3 (TTA)14 42 58959638 58959679 TTGCATCAATTAAAGCGCAG AGGGACTAGGAGACCAGGGA 126

Ad05A11828 Aradu.A05 11828 p2 (CT)7 14 59010894 59010907 TCAAAACCACCTAACCACCA CATAGGGAGAGAGAGGGTTCG 176

Ad05A11829 Aradu.A05 11829 p2 (GA)6 12 59034505 59034516 GAGAGAAGAGAGGAGGGTTCG TTTTCAAAAATCACCCACCA 237

Ad05A11830 Aradu.A05 11830 c (AC)10(AT)9 38 59035627 59035664 CGTTAAACGCCCAGAATGAT TTTTGAAATTTTGAGTTGACTTGG 262

Ad05A11841 Aradu.A05 11841 p3 (TTA)6 18 59207913 59207930 CTTGTGAATCAAGTCATTAATTGTG GAAATTTTGAAAAAGAGGGAAGA 280

Ad05A11842 Aradu.A05 11842 p2 (TG)19 38 59218395 59218432 GTTTCCATTTGGGGTTTCCT CTAAGGTTGGCCGGAGAAAT 214

Ad05A11843 Aradu.A05 11843 p2 (AG)6 12 59226202 59226213 GTACGGGACCGAGCTAAACA AGGAGGACACTTCCTGAGCA 209

Ad05A11846 Aradu.A05 11846 p2 (CA)6 12 59231201 59231212 ACCAATTCACAACCCCAAAC CCCTAACTCTGCCTTGTTCG 213

Ad05A11849 Aradu.A05 11849 c (T)10cgattttctttttcctttttttttcgg(T)1148 59253501 59253548 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 231

Ad05A11853 Aradu.A05 11853 p2 (TA)9 18 59282982 59282999 ATTGAGCTTCACAATTGCCC TTTGGGAATATTGGTTGGGA 271

Ad05A11857 Aradu.A05 11857 p3 (ACA)7 21 59330330 59330350 ATATCCTTCCCTCCCTCCCT TGTTTCTGCTCCTGCTTCTTC 201

Ad05A11858 Aradu.A05 11858 c (AAG)5cggtggcggtgagggcgaggaggaagagcagtggcgg(AGA)670 59330752 59330821 CCCGATCCAACAATATTCCA CTTCTTCGGCCGCTTCTTAT 184

Ad05A11859 Aradu.A05 11859 c (A)10gtaggggacgaaatcaatttttgacctctacgttggggactaaaatcgaacttaacccttaaattttt(A)1391 59331021 59331111 TCCCTTTCTTTGCTTTCTTTTT ACTTGATCTCCAAGGCTCGT 276
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Ad05A11862 Aradu.A05 11862 p4 (AAAT)5 20 59333430 59333449 TTCGGCTTTCCCTGATTCTA TCTCTTCAGCCTGTGCCATA 239

Ad05A11863 Aradu.A05 11863 p2 (AG)6 12 59339695 59339706 GGGGGAATCCATTGAATCAT GATCAAAGGAGAGCAATCTTGAA 279

Ad05A11865 Aradu.A05 11865 p4 (TTAT)7 28 59345605 59345632 GCAAATGCAATAAAAGAAAATGG TTTCGTGCACCAGTAAGCAC 278

Ad05A11866 Aradu.A05 11866 p2 (AT)13 26 59368682 59368707 TTGGTGATGAGGGAAGAGAAA TTTTTGTAAGGTGGGTGGGA 280

Ad05A11867 Aradu.A05 11867 p2 (TA)8 16 59368965 59368980 TCCCACCCACCTTACAAAAA GCATCGAACCTCCCTTGTTA 219

Ad05A11870 Aradu.A05 11870 c (A)10ttggttacgtaacatttttcacaaaaatagctaatagctatagccctgctttctttaaaag(A)1384 59378889 59378972 CAACATTCTTAGCGGGGAAA AGCCAAACAGAATGTTCCAA 230

Ad05A11875 Aradu.A05 11875 p2 (AT)6 12 59461147 59461158 GCCACCACTTGTTCCAGATT CCGCAAGTCCAAAAACCTTA 187

Ad05A11876 Aradu.A05 11876 c (TA)6catatg(TA)8 34 59476275 59476308 TTCATCATTCATCCCTGCAA TGCTGATTTAAGCCATCCAA 223

Ad05A11877 Aradu.A05 11877 p3 (AGA)6 18 59515054 59515071 TTAGAATGTTGCTCGCCCTC CCCATAAACCCCACCTACCT 240

Ad05A11879 Aradu.A05 11879 p3 (CTT)5 15 59527019 59527033 TAATGTTGGCACCTTCCTCC GTGGCCAAGTTAGCCCACTA 179

Ad05A11884 Aradu.A05 11884 p2 (AG)6 12 59590795 59590806 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 103

Ad05A11886 Aradu.A05 11886 p2 (GA)7 14 59629117 59629130 GTTGGATTTGGGAGGGAAAT CCTAAATGGAGCAGGGATGA 245

Ad05A11888 Aradu.A05 11888 p2 (CT)8 16 59648446 59648461 TCGAAAACTCCTCACCCTTTT GAATTCGAACACAGAGAGGGA 255

Ad05A11890 Aradu.A05 11890 c (A)10cattcagaaaagggggcttcgagcgattgcgagaa(AG)861 59657837 59657897 GCTGGGCATTGAACACTACA TCACAGAGGTGCCTCTCCC 276

Ad05A11891 Aradu.A05 11891 p3 (ATA)15 45 59659648 59659692 CCATGATTTCAGGCAGGAAC TCTTGCGAGTTTCCTCTATCG 237

Ad05A11893 Aradu.A05 11893 p3 (TTC)5 15 59679118 59679132 CTTCTTGAGCATTTCCTCCG TAGTGGCAAGAGGCAAAAGG 270

Ad05A11895 Aradu.A05 11895 p3 (AGT)5 15 59689935 59689949 TTTTGAGTATAGGCCACCGC CCAAGCTGCTCATCAACAAA 216

Ad05A11901 Aradu.A05 11901 p2 (AT)8 16 59738404 59738419 GTTTGGGAGAGTTGGGAACA TTACTTGGGGCATTTTGTCC 234

Ad05A11902 Aradu.A05 11902 p2 (AG)6 12 59741636 59741647 CGCGATCTGCAGAATTACAA AAATCCTAAGGGAGAGAAGAGAGC 201

Ad05A11903 Aradu.A05 11903 p2 (CT)7 14 59744699 59744712 GCATAAGCCAAATAGGCAACA AGAATTCGCAAACAGCGACT 269

Ad05A11904 Aradu.A05 11904 p4 (TATT)5 20 59746121 59746140 TGGGGAATTCTTTTGTATCCC CAAAGGGTGGGAAGTTGAAA 162

Ad05A11906 Aradu.A05 11906 p3 (AAG)6 18 59749978 59749995 ACCCAATTGGATGAAGATCG CCCCCTCACACACTTTTCTT 259

Ad05A11908 Aradu.A05 11908 p2 (CT)6 12 59758880 59758891 ATAAGCCAATTGGGCAACAC ATTCAAGCCCAGAAAACACG 278

Ad05A11911 Aradu.A05 11911 p2 (AG)10 20 59780904 59780923 CGCGATCTGCAAAGTTACAA CCATTGAACCTGAGATGAAGAA 268

Ad05A11913 Aradu.A05 11913 c (ATT)16gagtgactatg(TA)875 59790807 59790881 CCCGTCATCTCCGATCAGTA AAATCAATCCCCAACGTTTTT 250

Ad05A11914 Aradu.A05 11914 p2 (AG)7 14 59805006 59805019 CATATCAAAAATCGCTGGGG GAAACATTGAACCTGGAATGAA 250

Ad05A11919 Aradu.A05 11919 p2 (TC)6 12 59815805 59815816 TCGAAAATATCTCATCCCTTTTTC GGTGAGGACAGGGGTATTGA 221

Ad05A11920 Aradu.A05 11920 c (A)10gagagaacataataag(A)1036 59821419 59821454 TGGGTCTCAACTCAAATAGGATG CACCCATTCTTCTCTTCTCCC 156

Ad05A11923 Aradu.A05 11923 p3 (GTT)5 15 59831885 59831899 GTGTAGCACAAACCCCATCC AGAGGGCAACTGCTGAGAAA 238

Ad05A11929 Aradu.A05 11929 p2 (AG)7 14 59873612 59873625 AAAAACCTGGGATTGAGAGTCA ACTTTTCCGCGACCTGTATG 245

Ad05A11930 Aradu.A05 11930 p2 (TA)10 20 59875013 59875032 TTCACCACTTACTTTGGGGC GTGGGTTTGGAAACATTTGG 217

Ad05A11931 Aradu.A05 11931 p2 (AG)11 22 59880069 59880090 AAGAACCTGGGATTGAGAGTCA TTTCTGACCCAGTTTTTGGC 214

Ad05A11933 Aradu.A05 11933 p3 (CTT)6 18 59884429 59884446 GTGGCCAGCGATTTTAGAAG TGCTACAACGACAAGAAAACAA 265

Ad05A11935 Aradu.A05 11935 c (AAAAT)5attttttaaaat(A)1047 59934627 59934673 TACGCGTCACTCTCCAAAAA TGCAATAAAAGAAAATGGAGGAA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A11936 Aradu.A05 11936 p2 (AG)11 22 59945260 59945281 CCATGATGGAGGAAGGAAAA TCTTTTTCAAAACCTCCTAACCA 273

Ad05A11937 Aradu.A05 11937 p2 (TA)7 14 59963350 59963363 CTTGAACAGGTTAGGGCCTG GCGTAGTTAATTTGCGAGGTG 247

Ad05A11940 Aradu.A05 11940 p4 (TGTT)5 20 59989747 59989766 CGGCTGAAAAGGGTCATTTA AGCACGCACAATTTCCTACA 268

Ad05A11942 Aradu.A05 11942 p2 (GA)8 16 60025775 60025790 GTTCGATCGAGTGCTACCCT GCTCACCCCTAGATGGACAG 262

Ad05A11944 Aradu.A05 11944 p2 (GA)8 16 60049476 60049491 CACAACACACACCCTCATCC GAGCACCCCTTTTTCTCTCC 223

Ad05A11946 Aradu.A05 11946 p3 (TCT)25 75 60057234 60057308 TTTAAAGGCAATCACCATTCC AGAGGGATCAAGTGTGGACG 259

Ad05A11948 Aradu.A05 11948 p3 (AGA)7 21 60083856 60083876 TTAGAATGTTGCTCGCCCTC CCCATCACCTCTTCACCACT 280

Ad05A11953 Aradu.A05 11953 p2 (TC)18 36 60170327 60170362 TCGTGTGGATCAAATTGTGC GATCGTTCCCCTTCTTCTCC 267

Ad05A11960 Aradu.A05 11960 p3 (TTC)6 18 60235243 60235260 TACACCTCTCCCCCTCTCCT TATCTCCCATGACTCGGAGG 210

Ad05A11962 Aradu.A05 11962 p2 (TA)6 12 60294669 60294680 AGCCGGATCTTGAGTCTTGA AAGGGTAAACAAAAACCGCA 136

Ad05A11965 Aradu.A05 11965 c (T)10caaattttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntttggg(T)1681 60322018 60322098 TAAATGACGCTATCCCGAGG ACTTGCCGAAGATGAGGCTA 240

Ad05A11967 Aradu.A05 11967 p2 (AT)9 18 60323679 60323696 CTTACCTCGCGTCGTAAAGC TCGGGCTTCTAGATTGTGCT 109

Ad05A11969 Aradu.A05 11969 p3 (TTC)6 18 60342114 60342131 TAGCCGAACATACACCCTCC GCTTTTGTCTTCCCTTTCCC 280

Ad05A11970 Aradu.A05 11970 p3 (GAA)5 15 60355439 60355453 CAGAAGTGGAAGCTTTTGCC ACACACTTCCCCCTTTCCTT 192

Ad05A11971 Aradu.A05 11971 p2 (TA)7 14 60367847 60367860 TTGTTATTTTTCCATCGCCTTT CTGCGCCACTTTGATAGCTC 266

Ad05A11973 Aradu.A05 11973 p3 (AGA)6 18 60392196 60392213 CCTCTTTCCATCTCCCATGA CCCCTCTTCTTTACCTTGGC 232

Ad05A11975 Aradu.A05 11975 p5 (AAGAT)5 25 60415423 60415447 CAGAGGAACACGACCCAAAT GTCACCGGAGGGTGGTAGTA 243

Ad05A11979 Aradu.A05 11979 p3 (ATT)5 15 60493111 60493125 CAGGCATGTGTCCTAGGGTC GCTTGCTGTCATAAAGGTTCC 175

Ad05A11980 Aradu.A05 11980 p2 (AT)12 24 60508864 60508887 TCCTGTGTTCCATGCTTTCA CCAACCTCCCCACACTTAAA 275

Ad05A11981 Aradu.A05 11981 p3 (TTC)5 15 60521034 60521048 TAGCACTTCCGGGAGGATAC CCCCTAATGAAAGTGGGGTT 191

Ad05A11982 Aradu.A05 11982 c (TTC)7a(TCT)5 37 60538702 60538738 TACCGGCGAGAGCTATTTTG CCCCTAATGAAAGTGGGGTT 191

Ad05A11986 Aradu.A05 11986 p2 (TA)8 16 60626287 60626302 TTGATTTTGGGAGAGTTGGG TCCCTTTTGATCACCACACA 180

Ad05A11990 Aradu.A05 11990 p2 (AT)6 12 60657470 60657481 TGTGTCTTTTATGTGTTTTCCTCC ATGATGGAGCAAGGGAGATG 255

Ad05A11991 Aradu.A05 11991 p2 (AT)6 12 60686436 60686447 CACCTGCATTTGATTGAGGA TGCAAAACCAAATTATGCCA 270

Ad05A11994 Aradu.A05 11994 p2 (GT)8 16 60701297 60701312 TTGTAGCAAGTTTCTCCATTGAA TAAAAGGGGTTCGAGCTTTG 273

Ad05A11997 Aradu.A05 11997 c (AGG)11agaagaagaagaaggagaagcggaagcagaaggaggagaagcagaagaagaaggagaagaaggagaagaagaagaatg(AGA)5126 60705572 60705697 AAGAGCAGGAGGAGGAGGAG TCACGCGCTTTCTTCTTCTT 214

Ad05A11998 Aradu.A05 11998 p2 (AT)6 12 60711695 60711706 ATGTTTAGCCAGCTCACCGA AACTCGCTCCATTGTCATCC 275

Ad05A11999 Aradu.A05 11999 p2 (TA)6 12 60711906 60711917 GGATGACAATGGAGCGAGTT TTTTGGACACAATAAGAAATTGGA 176

Ad05A12000 Aradu.A05 12000 c (T)15ctggttgaatannnnnnnnnnnnnnnnnnnnnnnnnnnatagaatagcc(CTTT)584 60716280 60716363 TGGGATGGAAAAGAGAGTCG AAGTTCACAACCAAGCTCGAA 253

Ad05A12004 Aradu.A05 12004 p2 (GA)6 12 60730734 60730745 TAGAGGTGATTGGTGAGGGG GTTAAACGCCAGGATTGCAT 214

Ad05A12005 Aradu.A05 12005 p2 (AT)6 12 60738502 60738513 TGCATTGGGGAGATTTTTGT TGTGGGGAATTTTATGGGAA 181

Ad05A12008 Aradu.A05 12008 p3 (TCT)6 18 60781725 60781742 CGAACCCTAACCTCTCTCCC CTAGAGGTCTCTCCGGCCTT 253

Ad05A12014 Aradu.A05 12014 p3 (AGA)6 18 60930069 60930086 AGAATTGTTGCTCGTCCTCG ACATCCATCTACCCTTCCCC 259

Ad05A12017 Aradu.A05 12017 p2 (GA)19 38 60944922 60944959 ATGGCCAAGTTCATAGCGAC TCGTCGCTGCTCAGTTTTTA 186
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Ad05A12018 Aradu.A05 12018 p3 (AAT)17 51 60945441 60945491 GCACACCAATTCTTTCACGA TCCAAAATAACGTTGGGGAC 185

Ad05A12019 Aradu.A05 12019 p3 (AAT)17 51 60946513 60946563 GCACACCAATTCTTTCACGA TCCAAAATAACGTTGGGGAC 185

Ad05A12020 Aradu.A05 12020 p3 (ATA)5 15 60947391 60947405 TCCAAAATAACATTGGGAACAA TCCTTTTGATAATGTCAGCCA 261

Ad05A12023 Aradu.A05 12023 p2 (GC)6 12 60978580 60978591 AGACAAGTCCGCAGATCGAC CTAGAGGTTGCTGCCTGACC 237

Ad05A12024 Aradu.A05 12024 p2 (TA)6 12 60986738 60986749 CAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 265

Ad05A12025 Aradu.A05 12025 c (A)10ttttgaaaaacagaacaccatcca(CG)646 60994110 60994155 TGTTTGGAGGATTGAAAGGC AACTCTCGCGTATTTGGCTG 197

Ad05A12027 Aradu.A05 12027 p2 (GA)23 46 61001648 61001693 ACGAAGGTGGTTAGAGCAGC CCCTAGATTGAAACCGCAAA 159

Ad05A12029 Aradu.A05 12029 p3 (TTA)8 24 61002263 61002286 GCACGCAAAATGAAGCGTTA GACGGCGATTACGGTTTTTA 266

Ad05A12030 Aradu.A05 12030 c (TCA)10(TCT)6a(CTT)564 61004214 61004277 ATCACCTTTTGCTGCTGCTT TGAATGAATGTAGGTTCATCCTCT 255

Ad05A12031 Aradu.A05 12031 p3 (CAT)13 39 61004665 61004703 TTCCTCCTCCTCCTCTTCATC CAGAACATGCGAGGTTTGATT 208

Ad05A12035 Aradu.A05 12035 p2 (TA)10 20 61025676 61025695 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 276

Ad05A12036 Aradu.A05 12036 p3 (TTC)6 18 61050267 61050284 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 239

Ad05A12037 Aradu.A05 12037 p3 (TCA)11 33 61056246 61056278 CCTCCTCGTCATCTTCTGCT TGTGAGTTCATCCTCTTCCAA 184

Ad05A12038 Aradu.A05 12038 c (A)10gaatgaaat(A)1029 61056800 61056828 TGCAAAATTACTTGAAAGTGGATG GCAGGAGAAGATGAGGAGGA 239

Ad05A12039 Aradu.A05 12039 p3 (CTT)5 15 61057393 61057407 TTCCCTTCTTCCTCTTCATCTC TGAATGTGGGTTCATCCTCTT 235

Ad05A12041 Aradu.A05 12041 p3 (AAT)8 24 61060576 61060599 TTATGTGGCTCTTGCCTCCT GCCGGTGAAGTGAAAAGAAA 280

Ad05A12042 Aradu.A05 12042 p2 (TC)7 14 61062662 61062675 CTTGTAGCCGTGGTGACAGA GCTATTGCCACCTTCAGAGC 246

Ad05A12043 Aradu.A05 12043 c* (T)10(TCA)7* 30 61065001 61065030 AAAAAGTGTGGCTGAATGGG TGCGAAGGTAAAATAAGAAGGAA 248

Ad05A12044 Aradu.A05 12044 p3 (ATC)5 15 61065409 61065423 TCTCATCCCATCTTGTGCAG CAAGAAGAAACTTGAGAAGGCAA 110

Ad05A12045 Aradu.A05 12045 p3 (TCA)5 15 61065797 61065811 TTCTTTCCCTTCTTCCTCTTCA TGTGGGTTCATCCTCTTTCA 230

Ad05A12046 Aradu.A05 12046 p2 (AT)8 16 61068727 61068742 TATAACGCATTCGTGAGGCA AGGCATTGGTGTATTTTGGG 180

Ad05A12050 Aradu.A05 12050 p2 (AT)6 12 61111157 61111168 TGATTTAGTTTTCAATTTGCTTTGA CTCCCATATGCAGCCGTAAT 237

Ad05A12056 Aradu.A05 12056 p2 (CG)6 12 61163473 61163484 TCAAGCTTTTTCGACCATCC TGGTGAAGGAAGGAAATCCA 233

Ad05A12059 Aradu.A05 12059 p2 (GA)6 12 61201933 61201944 CATGCAAGCAATCCCTTAAA CCCCTTCTACCTCACCTTTCA 280

Ad05A12062 Aradu.A05 12062 p2 (AT)10 20 61215302 61215321 TGCATTAATCGTTCAAGGAATC GATGTGCAAGGTGTTTGGAA 233

Ad05A12064 Aradu.A05 12064 p2 (AG)7 14 61227784 61227797 TCACCAAGAAAAGCCTCTGC ATTACAATGTCCCCATCGGA 211

Ad05A12066 Aradu.A05 12066 p2 (AG)6 12 61236630 61236641 CAATTGGGCAACAGGAAAAT GGGGAATGCAACCATTCATA 275

Ad05A12069 Aradu.A05 12069 p3 (CTT)5 15 61240961 61240975 TCTTGACTTTCCCATGGAGG CAACCACTCAAAAACTGGGG 250

Ad05A12070 Aradu.A05 12070 p2 (AG)6 12 61242186 61242197 AAGAACCTGGGATTGAGAGTCA AATTACAGAACACGCCCCAG 233

Ad05A12071 Aradu.A05 12071 p3 (AGA)22 66 61244158 61244223 GTGCCATCAATGGTTATGGA TGGCCAAAACACACACATCT 195

Ad05A12076 Aradu.A05 12076 c (A)10c(A)10caaaaaaaacaaaaaaaatcgaaaaaaaggag(A)1063 61265270 61265332 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 264

Ad05A12077 Aradu.A05 12077 p2 (CT)6 12 61266181 61266192 CAGAAAAGGGCAAGAAGCTG TTTTTGGGGAAGAGGTGTTG 224

Ad05A12078 Aradu.A05 12078 c (T)11gcaagcttttc(T)1032 61272977 61273008 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 186

Ad05A12079 Aradu.A05 12079 p2 (TC)7 14 61299801 61299814 TCCCTCAAATCCAAAGCAAG CTCCAACCTCAATCCGAAAT 277
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Ad05A12081 Aradu.A05 12081 p3 (GAA)5 15 61325689 61325703 CCTTAGGTGCCATCAGTGGT ATATGGCCGAACCTTAACCC 247

Ad05A12082 Aradu.A05 12082 p4 (TAAA)7 28 61328943 61328970 TGCCTTTTTCCTTGTTCCTG TTTTCGAACTCTCTCCCCCT 186

Ad05A12084 Aradu.A05 12084 p3 (TCT)5 15 61354433 61354447 TAAATAGCCGAACCCCCTCT TCTCCTTTTCCCATGATTCG 225

Ad05A12088 Aradu.A05 12088 p2 (TA)10 20 61368517 61368536 TTTTCCTCCCTGATGTATGAGTC GGAACTGGAAGCAGGAAAAA 278

Ad05A12089 Aradu.A05 12089 p2 (AT)6 12 61372960 61372971 TCTCATGCATGCTTCCATTC CTTGTCACACAAAATGCGCT 233

Ad05A12090 Aradu.A05 12090 p2 (TA)6 12 61378576 61378587 TAAGGCATAGCGAAGCATGT TCTGCTATTGTTGTTATGGATTGA 235

Ad05A12092 Aradu.A05 12092 p3 (TTC)5 15 61400168 61400182 ATAAATGGCCGAACCTACCC CCTTAGGTGCCATCAGTGGT 244

Ad05A12095 Aradu.A05 12095 p2 (TA)6 12 61415623 61415634 CTATGCTTTTTGCTTTGGGG AAATCCTGGGAAATTGGAGG 272

Ad05A12098 Aradu.A05 12098 p3 (TCT)6 18 61427464 61427481 CCCATAAACCCCACCTACCT TTAGAATGTTGCTCGCCCTT 240

Ad05A12099 Aradu.A05 12099 p2 (TA)7 14 61449708 61449721 GACTGGTTATCTTCGCTGCC AAAAGCGCAACACTCCAATC 131

Ad05A12103 Aradu.A05 12103 p2 (GA)6 12 61508181 61508192 ATTTTGCGGTAATGGTCTGC CCACCATTCGAATTTGCTCT 240

Ad05A12104 Aradu.A05 12104 p3 (TCT)6 18 61521494 61521511 GCCGAACATACACACCTCCT CTCGGAGATGGAAGCTTTTG 242

Ad05A12105 Aradu.A05 12105 p3 (AAG)7 21 61547201 61547221 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 187

Ad05A12109 Aradu.A05 12109 p4 (TTAT)7 28 61651503 61651530 ACGGGGCTAAGGTAAGGGTA TTTGAATATTGGGAAATTTGGG 279

Ad05A12114 Aradu.A05 12114 p3 (AGA)6 18 61693159 61693176 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 240

Ad05A12115 Aradu.A05 12115 p5 (TTATC)5 25 61701323 61701347 GTGGGTCGGAGCTATTGTGT CAGCCCAAGCCTACAGAGAG 276

Ad05A12122 Aradu.A05 12122 p2 (CT)11 22 61786985 61787006 GTGGTGGTGGTGACAGGAT CCACCATCGAGCTAGGGTTA 133

Ad05A12124 Aradu.A05 12124 p2 (GA)8 16 61793354 61793369 TGCTGGTTAGTTGTGCGAAG TGGAGCAGGGATGAAAAATC 223

Ad05A12125 Aradu.A05 12125 p5 (ATTTT)5 25 61796321 61796345 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCACTGAA 170

Ad05A12126 Aradu.A05 12126 p3 (AGA)6 18 61798087 61798104 GGAAACGCAAAAAGCTATGC CCCATAAACCCCACCTACCT 278

Ad05A12129 Aradu.A05 12129 p2 (CT)8 16 61824328 61824343 GCCAGAAACAAGTAGCAGCC AGGATTTGATAGGTGCGTGG 211

Ad05A12130 Aradu.A05 12130 p2 (AT)6 12 61829255 61829266 TGGATTTTGCTAGCCTCCAT CAAACACTTGGTGGGCATAA 267

Ad05A12131 Aradu.A05 12131 p2 (CA)6 12 61829757 61829768 CTAGCTCATCCCAAGCCAAG TGCCAATGAGTGTGCAATTT 225

Ad05A12132 Aradu.A05 12132 p3 (AGA)6 18 61855238 61855255 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad05A12135 Aradu.A05 12135 p2 (AG)7 14 61891489 61891502 CATTTCAACCCAGTTTTCGG AGCCAATTGGGCAACATAAA 278

Ad05A12137 Aradu.A05 12137 p3 (AGA)7 21 61895962 61895982 CTAGAGGATTCTCCGGCCTT CGAACCCACATCTCTCCCTA 166

Ad05A12139 Aradu.A05 12139 c (TC)6(T)11 23 61916465 61916487 AGATTGTGACCCAGCTTTGC GCCTCTTGAAAGAATGAGGG 214

Ad05A12141 Aradu.A05 12141 p2 (CT)6 12 61932991 61933002 TGTAAAGGGGGCTTGCTCTA AAGCCCTTCCTTGATCCAAC 245

Ad05A12142 Aradu.A05 12142 p3 (TAT)5 15 61935236 61935250 CGTTACAAGAGCCAACATAATTT TCTTGCTTTCTTTCTTAATCGGA 280

Ad05A12143 Aradu.A05 12143 p2 (AT)6 12 61936519 61936530 GCCAATGGCAATCCTAGAAC CAAGTGTTATCACGAGCCGA 276

Ad05A12147 Aradu.A05 12147 p3 (TTC)5 15 61995903 61995917 TTCTGCCATTTTCCATTTCC TTTCCAAGGCTCAGAGGAGA 214

Ad05A12148 Aradu.A05 12148 p3 (AGA)6 18 61998583 61998600 CCTTAGGTGCCATCAGTGGT AACCTACCCCTTCTCCCCTT 237

Ad05A12153 Aradu.A05 12153 p3 (TTC)5 15 62100184 62100198 CACCTTGACCGAAACACCTT CAGCCTTAGGTGCCATTGAT 158

Ad05A12155 Aradu.A05 12155 p5 (AATAA)5 25 62143192 62143216 CAGGCATTAGTTCCTGAGGC AGACCCTGCCACAATCAATC 268
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Ad05A12163 Aradu.A05 12163 p3 (AGA)5 15 62179365 62179379 CTAGAGGATTCTCCGGCCTT AATTGGCCGAACCTATACCC 259

Ad05A12164 Aradu.A05 12164 p5 (TTATT)5 25 62184286 62184310 ATCCTGGCACGTTCAAATTC TGGTTGGGATAGTTTTGTTCTG 131

Ad05A12168 Aradu.A05 12168 p3 (TTC)5 15 62204608 62204622 CGAATAAACCTCTCCCCCTC CCTTAGGTGCCATCAGTGGT 147

Ad05A12170 Aradu.A05 12170 p3 (TCT)7 21 62221523 62221543 CACGGTCATCCCTTCTGTTT TCTCTGGCTTTAGGTGCCAT 231

Ad05A12171 Aradu.A05 12171 p3 (GAA)6 18 62226084 62226101 AGTTCCTTCTTCCACCCGAT CAACCGTCCAATATCCCAAC 147

Ad05A12174 Aradu.A05 12174 p2 (TA)6 12 62229092 62229103 TATCCTTGTCCCGTCTCGTC TGTCGTCGCCTACCTTTTCT 224

Ad05A12175 Aradu.A05 12175 p2 (TC)6 12 62229275 62229286 AGAAAAGGTAGGCGACGACA AAGGGAGAATAGGGAGGCAA 213

Ad05A12177 Aradu.A05 12177 p2 (GA)6 12 62251502 62251513 CATGCAAGCAATCCCTTAAA CCCTTCTACCTCCCCTTTCA 279

Ad05A12179 Aradu.A05 12179 p3 (TCT)5 15 62266481 62266495 ACACACTACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 220

Ad05A12181 Aradu.A05 12181 c (GA)10ggtgagtggaggaaagagagaatgagtggggttgagagtgtttagtggttggccggaggtggtggccgacgctgctactgcgacgggcgttggaggag(AGA)5133 62276945 62277077 CTGGAATGGTGGGAAACG GGGATAACCCTAATGCGTGA 222

Ad05A12182 Aradu.A05 12182 c (T)11aatctttttccaaaacggcgtcgttttggtttatttaaaac(A)1062 62292179 62292240 ATAAAAATCGGAAAACCGGC GAACTGCAAGTGCAAAATGG 173

Ad05A12183 Aradu.A05 12183 p2 (AT)6 12 62302116 62302127 CGCAGAGGCACAAGATACAA CTTGCTGGTTAGTTGTGCGA 261

Ad05A12187 Aradu.A05 12187 p2 (TA)6 12 62321874 62321885 CATTAAAGACGTTTGATACATTAGAAA GGACAAAAATGTTAGGGTCAAAA 244

Ad05A12188 Aradu.A05 12188 p2 (AT)7 14 62322674 62322687 CATTACATCCGAATGGGCTT CACCCCTTAGATTGGCAAAA 257

Ad05A12189 Aradu.A05 12189 p3 (ATA)5 15 62326068 62326082 CCCAATCCAAAAGCAGGATA AGGGTTTCACATGGATCTCG 221

Ad05A12192 Aradu.A05 12192 p2 (TA)7 14 62346447 62346460 TGTCTTGTGTCTTTTGTGTGCTT ATGATGGAGCAAGGGAGATG 278

Ad05A12193 Aradu.A05 12193 p4 (TTTA)5 20 62423685 62423704 TGCAATGAATGAAAATAAGCAAA GGATTTGCACCCTGCTTTT 252

Ad05A12194 Aradu.A05 12194 p2 (CG)6 12 62423862 62423873 GAGGAAGGAGAAAAGCAGGG GGGAGCTCTTGGGAATTTTT 276

Ad05A12198 Aradu.A05 12198 p3 (TTC)6 18 62449161 62449178 CCCATAAACCCCACCTACCT CCCTCGAGCAAAAGAAGAAA 269

Ad05A12199 Aradu.A05 12199 p2 (CT)7 14 62457057 62457070 AGCCAATTGGGCAACATAAA AGATCCAAATCCAAGAGGCA 280

Ad05A12201 Aradu.A05 12201 p3 (AGA)6 18 62479808 62479825 CAAGGGAATTACAAGAGAAGAAGAA TAAGCCAAAGATTGAACGGG 227

Ad05A12202 Aradu.A05 12202 p4 (TTTA)5 20 62482773 62482792 TGCAATAGACAAAAGAAAATGGA GTGGATTTGCACCCTGTTTT 213

Ad05A12203 Aradu.A05 12203 p3 (TTC)5 15 62490597 62490611 CCCATGTCACAATTCCCAAT CCCTCGAGCAAGAAAGAAAA 273

Ad05A12205 Aradu.A05 12205 p3 (AGA)7 21 62525609 62525629 GAGAACAATTAAAGATGGAAGAGGA GTGGCCAGCGATTTTAGAAG 249

Ad05A12210 Aradu.A05 12210 c (TC)6ttctcttctttcttttcttcccacaccattcgaatttcctcttc(CT)770 62614784 62614853 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 183

Ad05A12211 Aradu.A05 12211 p3 (AGA)7 21 62624816 62624836 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 107

Ad05A12212 Aradu.A05 12212 p3 (AGA)6 18 62646719 62646736 CCTCTCTCATGACTCGGAGG TTCTACACCTTGGCCGAAAC 228

Ad05A12221 Aradu.A05 12221 p3 (AAT)21 63 62723474 62723536 TGCCCACTGCATGTTTTATC AAAAACTTGAATTCACCGAAATAA 129

Ad05A12224 Aradu.A05 12224 c (TA)8(GA)6 28 62729524 62729551 TGAAGATATTTGTTAATTATTACCGTG CCATGCACGTGAGAAGATTG 278

Ad05A12225 Aradu.A05 12225 p2 (AT)7 14 62731865 62731878 TCCGATCTACGAACACTCCT TGTGATAAAATCTGTTCAATTCAAGT 279

Ad05A12229 Aradu.A05 12229 p3 (TAT)13 39 62742694 62742732 TCAATTTTCTCGATCATGCTG TTGGGAATCGTTTTCCTTGA 278

Ad05A12234 Aradu.A05 12234 p2 (AG)6 12 62769835 62769846 AAACATTGAACCTGAATCGAGA GTTTCTGACCCAGTTTTCGG 242

Ad05A12238 Aradu.A05 12238 p2 (CT)7 14 62790632 62790645 ATTCGTGTTTGGCTTCCTCA CGGAAAAGCACACCAAACTT 127

Ad05A12239 Aradu.A05 12239 p2 (CT)6 12 62794691 62794702 TTGAGATCCAACAAGTGTTTCAA TGAAGAGGGGATGAACCAAG 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A12249 Aradu.A05 12249 p2 (TA)7 14 62857054 62857067 TTGAAGCAGAAAGCCAACCT TTTTTAAGAAGAATATTGTGCCACTT 218

Ad05A12254 Aradu.A05 12254 p2 (AG)6 12 62880033 62880044 AGGGTGTGGCCGAACATA CCAAAAAGGTGGGAGACAGA 280

Ad05A12257 Aradu.A05 12257 p2 (TC)6 12 62885877 62885888 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 251

Ad05A12260 Aradu.A05 12260 p5 (TTTAT)5 25 62894830 62894854 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 239

Ad05A12264 Aradu.A05 12264 p3 (TTC)15 45 62920441 62920485 AAGCACCAATAACCGAGGTG GGCTAAAGCGGCTGAGAGTA 235

Ad05A12266 Aradu.A05 12266 p3 (TAC)5 15 62926488 62926502 CATGTCTGATGATGATGAGAAAAAT GAGGAACATCCACTTCCCAA 186

Ad05A12268 Aradu.A05 12268 p2 (AT)6 12 62941255 62941266 TTGCACGAAGGGATTTCTGT AACTCAAAGCGAGAGGGTGA 257

Ad05A12270 Aradu.A05 12270 p2 (GT)6 12 62963832 62963843 CTCCTCTCCTCCCTCTGGTT TATCTAGGCCAAATGCACCC 279

Ad05A12271 Aradu.A05 12271 p2 (GA)6 12 62969692 62969703 GCCAACAATTTGCAACAATC TTCCTTCTCCCTTCTTCCTTC 252

Ad05A12275 Aradu.A05 12275 p3 (TTG)5 15 63055526 63055540 GGTATTTCGGTGCGCTATGT GCACAACGGTGTTCTGCTTA 261

Ad05A12276 Aradu.A05 12276 p2 (GT)8 16 63060712 63060727 TCCCAAACTTAAATCCCAACA TTTCCTCTTTCCCCTCCTTC 257

Ad05A12278 Aradu.A05 12278 p2 (AT)11 22 63062216 63062237 TGCACTCAATCATGTGCAGG GCTCGGGCATGAAGTACCTA 148

Ad05A12282 Aradu.A05 12282 p4 (ATTT)6 24 63094375 63094398 TGAGCGGGACTTGTAGCTTT GAAAAAGCAGTGAATGGCAA 139

Ad05A12287 Aradu.A05 12287 p2 (AC)6 12 63121947 63121958 AGCCTTAAAGCGGAAAACAA CCAATGTTCCAAGATTTCCC 112

Ad05A12289 Aradu.A05 12289 p2 (TA)6 12 63132286 63132297 TGACGGCAATAATAATGACAATG ATTCACAAAATCAGCAAAAAGTT 187

Ad05A12290 Aradu.A05 12290 p3 (CAA)5 15 63132806 63132820 AAATTTTCCCAAAGCCATCC TGTCTTTCAAGCTTAATTTTTGC 275

Ad05A12297 Aradu.A05 12297 c (A)11gg(A)10 23 63192868 63192890 CATGGTGTATGCAAGGCACT TCCAAAGATAGCCACCTCAAA 230

Ad05A12299 Aradu.A05 12299 c (TA)7(T)10 24 63206728 63206751 CCTAGCTACCCATGATTCCC TTGGAAATTGGGTACATGCT 273

Ad05A12302 Aradu.A05 12302 p2 (TC)6 12 63213586 63213597 TCATTCCCTTCTGAAGCCAC TAAGCACAGCGTCCAACAAC 227

Ad05A12304 Aradu.A05 12304 p2 (TA)7 14 63218400 63218413 TGGGGTATTTTTGTCCCCTT TGGGAATTGGGTACATGCTT 173

Ad05A12306 Aradu.A05 12306 c (TA)7(T)10 24 63224649 63224672 CCCATGATTCCCACTTTTTC TGGGAATTGGGTACATGCTT 266

Ad05A12308 Aradu.A05 12308 p3 (TTC)5 15 63231768 63231782 TTTCTTTTCGGTTGGACTTGA AGAAGAACAAAAATGGCGCT 148

Ad05A12313 Aradu.A05 12313 p3 (AGA)5 15 63366963 63366977 CTAGAGGTTTCTCCGGCCTT CCACAGGATCACCTCAGGAT 231

Ad05A12318 Aradu.A05 12318 p2 (AT)12 24 63433581 63433604 TTGAACCTTCGCGAATATGA CAGAAAGCGTAGCCATAGCC 251

Ad05A12319 Aradu.A05 12319 p2 (TA)6 12 63434079 63434090 AGTGTAGCCTTAGGTCCCTCAT TTCATTCTAGTACTTTTGGATCATCA 280

Ad05A12320 Aradu.A05 12320 p2 (AT)8 16 63435889 63435904 CTTTGCCTTTGCCTCAGTCT AACCAACGTTTCTGTTTGGC 268

Ad05A12321 Aradu.A05 12321 c (TCTG)5(TC)14 48 63436514 63436561 TAGCAATGGCGACAGATCAA GCTGCAACTATTGCCACCTT 274

Ad05A12323 Aradu.A05 12323 c (T)10cgtttttcttcttc(T)1034 63442914 63442947 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 253

Ad05A12325 Aradu.A05 12325 p3 (ATG)5 15 63452395 63452409 TCATTTTGTGGGTTTGCGTA AACCAATCAAGTTGCAAGGG 230

Ad05A12326 Aradu.A05 12326 p3 (AGA)7 21 63465002 63465022 CCAACTGAGCTATTCCAGCC TCCATCTCCCCTCACTCAAC 233

Ad05A12328 Aradu.A05 12328 p2 (TA)6 12 63500411 63500422 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 208

Ad05A12330 Aradu.A05 12330 p3 (TTC)6 18 63509853 63509870 TCTATACGTTGGCCGAAACC GCTTTTGTCTTCCCTTTCCC 203

Ad05A12331 Aradu.A05 12331 p3 (TTG)6 18 63520011 63520028 CATATAGCCGACCCCACCTA ATGTGCTCAGTATTTGGCGA 170

Ad05A12333 Aradu.A05 12333 p3 (AAT)6 18 63536622 63536639 GCTTGAGAATTGGAGGAGAGAA AAACTTGGACGTTGGCTTTG 260
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Ad05A12334 Aradu.A05 12334 p3 (TCT)5 15 63539755 63539769 CTCCCATATAGCCGAAACCA CGGTCTTAGGTGCCATTGAT 163

Ad05A12339 Aradu.A05 12339 p3 (AAT)16 48 63619304 63619351 GGTAAAATGCAGGTTGCGAT ATACAAAGCGTGGCACATTG 236

Ad05A12340 Aradu.A05 12340 p2 (TG)9 18 63620217 63620234 ACGACGTTTAGCTTGGCCT AAAGCATAGTTATTTTGCCGGA 274

Ad05A12344 Aradu.A05 12344 p2 (AT)6 12 63663106 63663117 GCGAAAATGCAATACGCAAT GGGGGAGGATTCATCAATTT 178

Ad05A12351 Aradu.A05 12351 p2 (TA)6 12 63725050 63725061 TCTCTCTCGATTCGCTTTCC GCATTGACACCCAACCCTTA 278

Ad05A12352 Aradu.A05 12352 p3 (TTG)14 42 63729043 63729084 CCATTTAATTTGATTTAATTTTGCC CTCCCAAAAACCGAGTTACG 222

Ad05A12353 Aradu.A05 12353 p3 (CAA)5 15 63739605 63739619 AAGAGGGGAGGCTCTTTCAG GCACCTTGTTTCTGCCTCTC 209

Ad05A12357 Aradu.A05 12357 p2 (CT)13 26 63787467 63787492 GTAGGTTTGCCCCTTCTTCC CTTAAAGGAGATGGCAAGCG 226

Ad05A12360 Aradu.A05 12360 p3 (TAT)15 45 63825130 63825174 GCTGAGGATTCAACTCAAAGC ATGTGTTTTTCCCTTTCATCA 276

Ad05A12361 Aradu.A05 12361 p2 (CT)6 12 63856084 63856095 GCCAGAAGCACAATATGGGT AAGGAAGGAGGGAAGAAGAAAA 280

Ad05A12363 Aradu.A05 12363 c (A)12c(A)11 24 63910986 63911009 GGGGAAATTTTGGGAAACAT TGCAATCCTAACCTTCCATCA 258

Ad05A12366 Aradu.A05 12366 p2 (AG)6 12 63948671 63948682 AGATCCAAATCCAAGAGGCA AGCCAATTGGGCAACATAAA 278

Ad05A12368 Aradu.A05 12368 p3 (AGA)5 15 63960842 63960856 TAGAATATTGCTCGCCCTCG CATTCATCCTCTCTTCCCCA 254

Ad05A12369 Aradu.A05 12369 c (A)10gag(T)10 23 63966268 63966290 ATACCCATCGACGCGTAAAC AAAGCGCCAAGATAAAGCAA 231

Ad05A12371 Aradu.A05 12371 p3 (TTC)5 15 63989384 63989398 ACACCACTTCTCCCCCTCTT CTAGAGGTTTCTCCGGCCTT 190

Ad05A12372 Aradu.A05 12372 p2 (TC)6 12 63994786 63994797 TCGAAAATATCTCATCCCTTTTTC GGAGAATCCAAACACAAGGG 243

Ad05A12377 Aradu.A05 12377 p2 (AG)10 20 64038889 64038908 ACCAAAAACACTTAGCGGGA CTCCCTTCTCTCAAACCGTG 139

Ad05A12380 Aradu.A05 12380 p5 (AAGAT)5 25 64057965 64057989 AACACGACCCAAATCCAGAG GGTGGTGCTGATTCCTTTGT 280

Ad05A12381 Aradu.A05 12381 p3 (CAT)5 15 64074346 64074360 ACTGCATCTACCGTCCCATC TTTGAAGGATCGGGTTCAAG 252

Ad05A12382 Aradu.A05 12382 p5 (AAGAT)5 25 64077343 64077367 AACACGACCCAAATCCAGAG GGTGGTGCTGATTCCTTTGT 280

Ad05A12386 Aradu.A05 12386 p3 (TTC)6 18 64106524 64106541 CCACAGGATCACCTCAGGAT CCCTCGAGCAAAAGAAGAAA 277

Ad05A12387 Aradu.A05 12387 p2 (CG)6 12 64115556 64115567 TGGTGTTTGGAAGTGTTGGA GAGTTATGCCTATGCCACGC 235

Ad05A12390 Aradu.A05 12390 p3 (TTC)5 15 64177351 64177365 CTAAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 272

Ad05A12391 Aradu.A05 12391 p3 (AGA)5 15 64199507 64199521 CCCCTTTCCTTTTCTTGAGG AAAATGGCCGAAACCTAACC 272

Ad05A12394 Aradu.A05 12394 p2 (CT)7 14 64243215 64243228 AGGCTGGCTCCATTAGGATT CTCCCTTCCTTGATCCAACC 233

Ad05A12395 Aradu.A05 12395 p3 (TTC)9 27 64252464 64252490 CAACTTCTCTTTCCCACCCA CTCCCAAGACTCAGAGGTGG 246

Ad05A12397 Aradu.A05 12397 p3 (TAC)5 15 64297396 64297410 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 232

Ad05A12398 Aradu.A05 12398 p3 (AAT)5 15 64310683 64310697 GATCCCATGGAGATTGTTGG AGCTTGCCATGGAAATGAGT 252

Ad05A12400 Aradu.A05 12400 p3 (CAA)5 15 64321020 64321034 GGAAAGGCATTGTTGGAGAA TGAGTTGTGGTTTCAGCTCG 228

Ad05A12402 Aradu.A05 12402 p3 (AAT)6 18 64339466 64339483 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 122

Ad05A12413 Aradu.A05 12413 p3 (AGA)5 15 64437295 64437309 TCTGGCCTTAGGTTCCATTG CACACAACAAAACCCCCTCT 184

Ad05A12416 Aradu.A05 12416 c (A)10gatatgataagattttgaaaaagatatgaattttg(A)1055 64469727 64469781 AAGCCAGAGGGGTGAGAGTT TTGCAAACGTGTGCCTTATT 274

Ad05A12417 Aradu.A05 12417 p2 (CT)6 12 64470684 64470695 CAAAGCAATCATGTGTGTGAAA CATCCAAACACAAGAGAGCAGA 264

Ad05A12418 Aradu.A05 12418 c (A)10gatatgataagattatgaaaacgatatgatttttgaaaaaaagattttatttttgaaaaataagataagataagataaaaattttaaaatctgaa(T)10115 64473706 64473820 AAGCCAGAGGGGTGAGAGTT GGGAATTACAAACGTGTGCC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A12419 Aradu.A05 12419 p3 (TTC)5 15 64491494 64491508 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 279

Ad05A12421 Aradu.A05 12421 p3 (AAT)25 75 64507703 64507777 TTGGTTGACGCAAACGAATA GTCCACCACCTAGCTACCCA 254

Ad05A12422 Aradu.A05 12422 p3 (AGA)7 21 64511733 64511753 CTAGAGGATTCTCCGGCCTT CTATTCTTCACCTTGGGCGA 184

Ad05A12424 Aradu.A05 12424 p3 (AGA)6 18 64564719 64564736 TCGAGGTTTCTCTGGCCTTA AAACCCACACCTCTCTCCCT 162

Ad05A12427 Aradu.A05 12427 p2 (AC)7 14 64595531 64595544 TCACAATTTTGTCCACCAGG TTGGAATTTTGGGTAGCTAGG 275

Ad05A12431 Aradu.A05 12431 p2 (TA)7 14 64623642 64623655 CGTGGATAGTGTGTTCGCAG GAAGCTCCTCCAATGTCCAA 280

Ad05A12437 Aradu.A05 12437 p3 (AGA)6 18 64693447 64693464 TCGGAGGTGAAAGCTTTTGT CACAACACAAACCCCCTCTT 233

Ad05A12441 Aradu.A05 12441 p3 (TAC)5 15 64720703 64720717 CATGTTTGATGATGATGAGAAAAA GAGGAACATCCACTTCCCAA 184

Ad05A12443 Aradu.A05 12443 p3 (CAT)5 15 64741573 64741587 TAAGGCCATCAGCATCATTG GGCTGATTTCATGCCTTGTT 189

Ad05A12444 Aradu.A05 12444 p5 (TTATC)7 35 64762119 64762153 TACTGCTGGTCCTTCATCCC GAAAGATAAAGGCGGTTCCC 254

Ad05A12445 Aradu.A05 12445 p5 (TTATC)6 30 64784110 64784139 GTGTCTGACCTGTTGGGCTT GATAAATGCGGTTCCCTTGA 268

Ad05A12447 Aradu.A05 12447 c (A)10gtatcttttttaactaattttaaaactacattttcgaaattttttatataaatttcatatttcaatttcaaaatttttcg(A)11101 64801820 64801920 TTGTGCCTTTTGTGTGTTTTTC TCCTGGACTGATCATTCTCATTT 279

Ad05A12448 Aradu.A05 12448 c (T)10(A)10 20 64810815 64810834 GGAGGCCAAATGTGGATTTA TCTCTTTCAAATTTTTCAAAACTCA 222

Ad05A12449 Aradu.A05 12449 p5 (AAAAT)5 25 64825847 64825871 CCATGATGGAGAAAAGGGAG CGAAAATCTTCATAAAATATTTCCAA 178

Ad05A12450 Aradu.A05 12450 p2 (GA)7 14 64837824 64837837 ATTAGGGTTGGGTTTGGGAG CAAGCAGCAATCTGGCATTA 235

Ad05A12452 Aradu.A05 12452 c (A)10gaagaagaaaaaaaacgaaaaaaacg(A)1046 64842168 64842213 TGGCTCTTGAAAGAATGATGAA TCAGCTTTGCTAGAGTCCCC 244

Ad05A12454 Aradu.A05 12454 p5 (AAATA)5 25 64859961 64859985 CCGACAGAAATCCCTTCGTA CGGTCTGGACTTCCAATTTC 259

Ad05A12456 Aradu.A05 12456 p3 (TAT)7 21 64874918 64874938 GGGAAATGATATGGATGGCA AAGCTTGGTGTCATTTGGTTG 280

Ad05A12459 Aradu.A05 12459 p5 (TTATC)5 25 64890741 64890765 TTGTGGAGCTGAGAATGCTG AGCCTACGGAGAGAAGGGAG 264

Ad05A12462 Aradu.A05 12462 p5 (TTATC)5 25 64907506 64907530 TTGTCCAACTTGTGGAGCTG GGGCGGTTCCCTAGAAGATA 258

Ad05A12464 Aradu.A05 12464 p2 (AT)6 12 64943126 64943137 GCACATGGGACAAAATTCAA GGGCTGAGGTAAAGGTAAGG 277

Ad05A12468 Aradu.A05 12468 p2 (GC)6 12 65014595 65014606 CTACACTGCGCCAACACAAT CAGGCACAGAATAGGCACAA 190

Ad05A12470 Aradu.A05 12470 p2 (AT)11 22 65016201 65016222 CTTGGGACATTGGTTGAGGT GGGCATTTTTGTTCCCTTTT 238

Ad05A12473 Aradu.A05 12473 p2 (AG)6 12 65034525 65034536 GATTTGGGAGGGAAAATGGT ACACCTCAGGGTCTGTGGAC 212

Ad05A12475 Aradu.A05 12475 p3 (AGA)5 15 65040847 65040861 CCCTTTTCCTTTTCTGGAGG CACCTTTGCCGAACCTACAT 182

Ad05A12476 Aradu.A05 12476 c (A)10tg(A)10 22 65069638 65069659 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 280

Ad05A12482 Aradu.A05 12482 p2 (TA)6 12 65156150 65156161 GGCTGCGGCTAGTTTCTTTT CAGACGATAACCAAAGCACG 108

Ad05A12483 Aradu.A05 12483 p2 (TC)6 12 65196655 65196666 TCTCACCCTTCTTTCAAAATTC CCATACACATGGGTGAGGAT 213

Ad05A12484 Aradu.A05 12484 p3 (TTC)6 18 65199756 65199773 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 184

Ad05A12486 Aradu.A05 12486 p3 (TAG)5 15 65209971 65209985 AATCCTTGAAAAGCACCCAA GAACAAAAAGTATTGCCACCA 273

Ad05A12489 Aradu.A05 12489 c (A)10gaaatgaaaag(A)1031 65237694 65237724 ATTGGATGGGATAAAAGGGG TTCACTTTGGGGCATTTTGT 252

Ad05A12492 Aradu.A05 12492 p3 (TCT)5 15 65259900 65259914 CCACCTAAATAATTTTCCCTCTCA CCAAACACAAGGGTGAGGAT 246

Ad05A12493 Aradu.A05 12493 p3 (TTC)6 18 65275850 65275867 AGCCAAGTGGAGCAAAGATG ATTTCCTCTCCTCTCCCCAA 243

Ad05A12496 Aradu.A05 12496 c (TC)6cttctctctgtctctctcaatttttctccctctctcttcctccttctctcttttcttgcgctctttttccccctctcttctctctcttcctct(CTC)10135 65287134 65287268 CCCCTTTCTTTTGCTCTCCT TCTTTCTCTTCCTCTTTTCTCCAA 276
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Ad05A12497 Aradu.A05 12497 c (GA)7agg(GA)13 43 65288283 65288325 GGAGAAGGGGAAAGGAGAGA AAAACCAGTTTTTATGGTTCAGTTT 185

Ad05A12498 Aradu.A05 12498 p2 (TC)6 12 65291664 65291675 ACCAACTCTGCAGACATCCC TAGCTTCAGGAAGGCACCAT 145

Ad05A12500 Aradu.A05 12500 c (T)11ctctttaatttctgtaaattcacgttagagtcc(A)1256 65296051 65296106 ACGTTCCATGGGTCTTGTTT ATGGCACAAACTGGTTCCTC 210

Ad05A12502 Aradu.A05 12502 p4 (TTTA)5 20 65308305 65308324 GTGATGATGGCAAGGAAGGT CCACAAATTCATCAGCATCG 273

Ad05A12506 Aradu.A05 12506 c (AGA)5acaagaaagaaaacgcgagcagaagagaacgacaaagccgataacgcgagcag(AGA)583 65329457 65329539 CAAAGAAGAAGAAGAACGACGAA TTTTTCGTTATACGCGCCTC 280

Ad05A12508 Aradu.A05 12508 p2 (TC)7 14 65381404 65381417 AAACATTTCCCTCCCAAACC AAGCAGAGCTTTTTCCCACA 239

Ad05A12511 Aradu.A05 12511 p2 (AG)6 12 65447179 65447190 AGCGTCAATGAGCATGAGTG CAATTTTTGTTCGGTTCGGT 209

Ad05A12517 Aradu.A05 12517 p5 (TTTTG)8 40 65461474 65461513 TGAAGAGGACACCAAAAGGC CCTCGGGATAGCGTCATTTA 199

Ad05A12524 Aradu.A05 12524 c (T)10cagtttttttactaacccttgttctttagatgacgttatcccgaggaggacacctaaaggggagccgtaacggcctcatctttggcaggcatctcctg(T)10118 65465261 65465378 GCAAGCCGTAATGTCCTCAT CCTCGGGATAGCGTCATTTA 234

Ad05A12532 Aradu.A05 12532 c (T)10catttttttttcaagttttttgtttttgtttctgctttttttg(T)1063 65470613 65470675 TAAATGACGCTATCCCGAGG GCCATTACGGCTCACCTTTA 205

Ad05A12535 Aradu.A05 12535 c (T)11acgttgtgctgacccttgttctttaaatgacgctatcccgaggaggacatctaaaggcgagccgtaatggcctcatcttctgcaggctcctccag(T)10116 65472060 65472175 AATGTCCTCATCTTCGGCAG CCTCGGGATAGCGTCATTTA 269

Ad05A12560 Aradu.A05 12560 c (T)10catttttttttctagttttttgtttttgtttttgcttttttttg(T)1165 65483728 65483792 AATGGCCTCATATTTGGCAG CCTCGGGTTAGCGTCATTTA 265

Ad05A12572 Aradu.A05 12572 c (T)10cattttttttcaagttttttgtttttgtttttgc(T)1559 65503174 65503232 AATGGCCTCATATTTGGCAG AAGAAAAACCGGATGAGCCT 191

Ad05A12584 Aradu.A05 12584 p2 (TA)7 14 65589049 65589062 GAATCTCTTGATTGCCCCAA TTATTCGCCTCCCTTTGTTG 254

Ad05A12585 Aradu.A05 12585 p4 (AACT)5 20 65628909 65628928 TGCTTGAAGGCAATTCAAAA ATCACCATCCACCATCACCT 264

Ad05A12588 Aradu.A05 12588 p3 (AGG)7 21 65659958 65659978 CAAACCCCAGCAGTACGAAT TTTGGCCAGGTTGGTAACTC 269

Ad05A12590 Aradu.A05 12590 p4 (TTTA)5 20 65672659 65672678 TCTCTCCCTTGAAAATTCGC AGCCCCAAGACCATTTTTCT 178

Ad05A12592 Aradu.A05 12592 p2 (AG)6 12 65715834 65715845 TTTTTGGGGAAGAGGTGTTG GAATTGGCTCAAAACGCAAT 160

Ad05A12594 Aradu.A05 12594 p3 (TAC)5 15 65733479 65733493 CATGTCTGATGATGATGAGAAAAAT AGCTGAAGCGCCAGAAATTA 230

Ad05A12597 Aradu.A05 12597 c (AC)9ag(AT)9 38 65752720 65752757 CTCCTAACTCAGCCTGCGAA CCATGCTGAGATCCCTGATT 239

Ad05A12599 Aradu.A05 12599 c (A)10gataagataagattttgaaaaagatatga(T)1352 65781032 65781083 TGAAAAAGGATAAGATAAGCTTTTGA AGTTCTTCAAAATGACGCCG 251

Ad05A12600 Aradu.A05 12600 p3 (GAA)5 15 65785086 65785100 CACCAATGCATTCCAACAAG TCCGGAGAGCTATTTTGGTTT 199

Ad05A12601 Aradu.A05 12601 p2 (AG)7 14 65810811 65810824 CCAATTGCATTGAAGAAGAAA AGGGATTGAAGGGGAAACAC 279

Ad05A12602 Aradu.A05 12602 p2 (AT)6 12 65814368 65814379 CCTCAGGCTCTACAGGAACG ACGCAAGCCATAGTAGGGAA 199

Ad05A12603 Aradu.A05 12603 p3 (AGA)6 18 65819488 65819505 GCTTTTGTCTTCCCTTTCCC CCCTTAGCCGAACCTACCTC 198

Ad05A12606 Aradu.A05 12606 p2 (TG)6 12 65835768 65835779 CAATGAGTGTGCAATTTCGG CTAGCTCATCCCAAGCCAAG 221

Ad05A12612 Aradu.A05 12612 p3 (AAT)5 15 65896377 65896391 CAGGAACAAGGAAAAAGGCA TTGGACGTTGGTTTTGTGAA 201

Ad05A12613 Aradu.A05 12613 p3 (TTC)7 21 65899438 65899458 CTAAATGGCCGAACCTACCA CTAGAGGATTCTCCGGCCTT 179

Ad05A12616 Aradu.A05 12616 p5 (AAAAT)5 25 65944049 65944073 ATTTTGGGATCGAAACCTGA TCCTGCATCTATTTTTCATTGC 275

Ad05A12618 Aradu.A05 12618 p4 (AAAT)5 20 65985174 65985193 TGAAGCAAGAAAAAGCAGTGG CACACTCTTGTTGCCTTGGA 123

Ad05A12620 Aradu.A05 12620 p5 (TATTT)6 30 66064476 66064505 ACCCAGCTTGATTGAGCATC TCCAAAGTGCAAAATGCAAA 242

Ad05A12621 Aradu.A05 12621 p2 (AG)8 16 66081372 66081387 TGGAGAAAGGGAGATGATGTG AAGACACATCTTTTTCAAAACTTCCT 250

Ad05A12624 Aradu.A05 12624 p3 (AGA)5 15 66119609 66119623 CTCAACAGACTCCCATGGCT TATTCCCGTGGAGATTCAGC 187

Ad05A12625 Aradu.A05 12625 p3 (AAT)5 15 66120730 66120744 CATGGTATGCTCGTCCCTTT TCTTGTTTTCTTCCCAACGC 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A12629 Aradu.A05 12629 p3 (ATT)6 18 66147778 66147795 GGACGTTGGCTTTGTGAAGT CAGGAACAAGGAAAAAGGCA 250

Ad05A12633 Aradu.A05 12633 p2 (AG)6 12 66171550 66171561 CAGCTCTTGGAATGAGGAGG TGAGACTCAAGTGGCACGTC 177

Ad05A12634 Aradu.A05 12634 p3 (TAG)5 15 66172167 66172181 GCCAGCCACTAGAGTTCACG ACAACTCGACCCAGGGTATG 210

Ad05A12639 Aradu.A05 12639 p2 (GA)6 12 66231537 66231548 CTTTGAGGCTGAGGACCTTG CATCTCCCTCCCACTTCAAA 270

Ad05A12641 Aradu.A05 12641 p3 (AAT)5 15 66284285 66284299 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 198

Ad05A12642 Aradu.A05 12642 p2 (AT)7 14 66302054 66302067 ACCATGTGCATTAAAAGGGG GGGGCCAAGGTAGAGGTAAG 274

Ad05A12643 Aradu.A05 12643 c (T)10aaaaaattttcgaaaat(A)1037 66320554 66320590 TCAAATTTTTGAATCAATCACATTA AAAATCTTACCTTTTCAAAGCTTTTTC 163

Ad05A12648 Aradu.A05 12648 p3 (AGT)5 15 66383936 66383950 CCACTTCCCAAAACACAGGT AACAAAAAGTATTGCCACCACA 277

Ad05A12649 Aradu.A05 12649 p2 (CT)6 12 66398153 66398164 TCAACAACAAGGACTGCTCG ACTCCACTCCCTCGAAACAA 241

Ad05A12650 Aradu.A05 12650 p2 (CT)9 18 66400370 66400387 AGCAGTCCACCATTTGAAGC GCCCCAACACAAAAGAAAAA 264

Ad05A12653 Aradu.A05 12653 p3 (ATT)5 15 66437450 66437464 GATTTTCGTCCTCCTCCTCC CAAGAGAAGGAGATGGCAGC 234

Ad05A12656 Aradu.A05 12656 c (A)10ttttggcg(A)1028 66455623 66455650 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 171

Ad05A12659 Aradu.A05 12659 p3 (AGA)6 18 66468578 66468595 GGTCTTGATGGCTCTTGGAG TGGCCGAACCTACATCTCTC 238

Ad05A12660 Aradu.A05 12660 p3 (ATT)5 15 66471591 66471605 GGACGTTGGCTTTGTGAAAT ACAACAATCCAGAGGCAACC 112

Ad05A12661 Aradu.A05 12661 p2 (TA)8 16 66493634 66493649 TGAGCATATTTGTGCTGGAAA CGAGCCAGGCTGTAACAAGT 190

Ad05A12662 Aradu.A05 12662 p2 (TC)12 24 66499305 66499328 ATTCCAGCGCAACTCTCTGT GCTAGGTGGGAGACAATCCA 246

Ad05A12663 Aradu.A05 12663 c (A)10(T)10 20 66516625 66516644 CCATAATGGAATACAAGAGGGA TTTTGTGTGTTTTTCTCTTTCATCA 249

Ad05A12665 Aradu.A05 12665 p3 (TTC)5 15 66520978 66520992 TACTCCCTCCCCTCTCCCTA CTTCCCTTTCCCTTTTCTGG 264

Ad05A12666 Aradu.A05 12666 p2 (CT)8 16 66540248 66540263 GGACCAGAAAGCACTGGAAG AAGAACCTGGGATTGAGAGTCA 236

Ad05A12668 Aradu.A05 12668 p3 (AAT)14 42 66548965 66549006 TGCTTCCTGATTGCAGTTTG TTGTGTGCACAAAGTATATTGAAA 279

Ad05A12670 Aradu.A05 12670 p3 (CAA)6 18 66550498 66550515 TTTATGGGAGGTCAAGCTGC ACATGACAGAGCACAATGGC 275

Ad05A12675 Aradu.A05 12675 p3 (AGA)7 21 66596873 66596893 GCTTTTGTCTTCCCTTTCCC ACCTCCCCTTCTCCTCCATA 183

Ad05A12678 Aradu.A05 12678 p2 (TA)7 14 66624569 66624582 TTTTTGACCTTTTCCATCCAA TGAAGTAATGGCCTCAATCACA 261

Ad05A12679 Aradu.A05 12679 p2 (AT)6 12 66625385 66625396 GGTTGTGTATGTGTTAGGCGAA GGGTTGTAATAGGGCTAAGGG 108

Ad05A12680 Aradu.A05 12680 p3 (AAG)5 15 66633720 66633734 TTAGAATGTTGCTCGCCCTC ATCTCTTTCCCACCCAAACC 121

Ad05A12681 Aradu.A05 12681 p3 (AGA)6 18 66650864 66650881 TACCTTTTCCGGCCTTAGGT GCCAAACCTACCTCTCTCCC 164

Ad05A12684 Aradu.A05 12684 p2 (AG)6 12 66695174 66695185 TGAAAATAAAAGAACATTAAACCTGG ATGCATCCATTCAGGGAGAG 150

Ad05A12685 Aradu.A05 12685 p2 (AG)6 12 66700783 66700794 TGAAAATAAAAGAACATTAAACCTGG ATGCATCCATTCAGGGAGAG 150

Ad05A12687 Aradu.A05 12687 p2 (GA)9 18 66727446 66727463 AAAATGTTTGCTCGTCCTCG ACGCCTAAATGGAGCAGAGA 238

Ad05A12688 Aradu.A05 12688 p2 (TC)6 12 66746068 66746079 CTTACCCAGTTTTCGACCCA TGATCAATTCAAATGCCAGAA 244

Ad05A12690 Aradu.A05 12690 p2 (TC)6 12 66751915 66751926 TTCTGACCCAGTTTTCGTCC TGATCAATTCAAATGCCAGAA 246

Ad05A12691 Aradu.A05 12691 p3 (TTC)6 18 66753008 66753025 TCAAAAACACTTTCCGACCC TAAAATATTGCTCGCCCTCG 214

Ad05A12692 Aradu.A05 12692 p2 (GA)8 16 66759123 66759138 CAGAGAGGAAGAGAGGGTTCG TTTTCCCTCTTCTCTTAATTTTCG 184

Ad05A12695 Aradu.A05 12695 p3 (TTC)5 15 66829114 66829128 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A12698 Aradu.A05 12698 p2 (GA)6 12 66851913 66851924 CCAAGGGACAGGCATACATT GAAACCAGGAAGAGGAAGGG 241

Ad05A12703 Aradu.A05 12703 p2 (TG)6 12 66884799 66884810 TGATTGAGGCCATTTTTGAA AAATTCCCCACACACTTGATT 214

Ad05A12707 Aradu.A05 12707 p3 (TTC)5 15 66973143 66973157 ACCCCTTTCATTGGGTTAGG GGTCCAGCATGAGAAAGCAT 219

Ad05A12708 Aradu.A05 12708 p5 (TTATC)5 25 66981095 66981119 AGGGACTCCGATGCTTAGGT AACACGACCCAAATCCAGAG 235

Ad05A12709 Aradu.A05 12709 c (A)10cgaaaacatgctacaaaaactaaatgaaaatgggaagagtagaagtatgcgaatgtgatatgcaaaagaaaatggaagaggagaaaaaaaactc(T)13117 66986036 66986152 TTGAGTGGGAAGATGCAACA ACTATGCCTCCGGCCTAACT 267

Ad05A12716 Aradu.A05 12716 p2 (GT)6 12 67115376 67115387 TTTGTTTAAGCCACTCGCCT CCTGAACCAATGTCCCAAGT 211

Ad05A12723 Aradu.A05 12723 p3 (TTC)6 18 67194979 67194996 AAATCTTTCCCACCCAAACC ATATTGCTTGCCCTCGAGAA 204

Ad05A12725 Aradu.A05 12725 c (A)11gaaagaaaagaaaaaaaatataat(ATAA)555 67200641 67200695 CAGCTAAGTGTGGGGAAACTG AACATTGGGGTAATTTTGTCC 245

Ad05A12726 Aradu.A05 12726 p2 (CT)7 14 67213322 67213335 TAAATTCGTGTTTGGCTCCC CGGAAAAGCACACCAAACTT 130

Ad05A12727 Aradu.A05 12727 p3 (AAG)5 15 67222026 67222040 AGAGGCAGTGGCAAGAGGTA GAGCATGGTTGCCCACTACT 119

Ad05A12728 Aradu.A05 12728 p3 (TGA)5 15 67253414 67253428 CCTTTCCCTTTTTAGCCTGG CAAAACGATCGATCTCAGCA 155

Ad05A12731 Aradu.A05 12731 p2 (CT)6 12 67276709 67276720 CCCCCTCTCCTTCTATTTATTTT TGGGATCCTCTTTACCCAGA 173

Ad05A12732 Aradu.A05 12732 p2 (CT)6 12 67279631 67279642 GAAACAAGTAGCAGTCTGGCG AAGGGGGTAGGAGAGGGTTT 244

Ad05A12738 Aradu.A05 12738 p3 (ATT)5 15 67429231 67429245 GGAAGGGAAAAGCACAGACA AAGGGGTCATACTCCCGTTC 217

Ad05A12740 Aradu.A05 12740 p3 (ATG)7 21 67461385 67461405 GCTTTCACGACGCCTAGTTC AAGCCAACAGGTACACTGGG 272

Ad05A12745 Aradu.A05 12745 p3 (AGA)5 15 67475168 67475182 TCTCCTTTTCCCATGATTCG CTAAGCCGAACCCCTCTTCT 222

Ad05A12746 Aradu.A05 12746 p3 (TCT)6 18 67511278 67511295 ATTTCTTTCCCACCCAAACC CGTCCTTAGGTGCCATCAAT 275

Ad05A12751 Aradu.A05 12751 p3 (AGA)5 15 67599104 67599118 CCCTCGAGCAAGAAAGAAAA CCTCTTCCCAATTACCCCAT 276

Ad05A12758 Aradu.A05 12758 p2 (GA)6 12 67676906 67676917 CCAAACACAAGGGTGAGGAT CAAAACCACCTAACTACTTTTCCC 256

Ad05A12767 Aradu.A05 12767 p2 (AG)7 14 67792940 67792953 GAGTGCTTGAACGGTGCATA TGGCTTTTTCTGCTTGCTTT 230

Ad05A12768 Aradu.A05 12768 p3 (AAT)5 15 67802705 67802719 CAGGGAAAAAGGCACTCTTG AGACGGTGGCTTTGTGAAGT 190

Ad05A12775 Aradu.A05 12775 p3 (TGT)11 33 67884188 67884220 GGCCGAATCCATTAGAGTGA ATTACCCTCGAAGGAGGCAT 185

Ad05A12778 Aradu.A05 12778 p2 (AC)7 14 67887869 67887882 CAACGATAAAAACCGAGTCTCA GAAGCTTCTTTGAATCGCCA 243

Ad05A12783 Aradu.A05 12783 p2 (AG)6 12 67895382 67895393 GGAGTAGGAATGGGTTGGGT TCCATTGCCATTGACAGAAA 177

Ad05A12784 Aradu.A05 12784 c (T)10gccaaa(T)10 26 67899370 67899395 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 164

Ad05A12787 Aradu.A05 12787 p2 (AG)6 12 67966040 67966051 GCAACATCGTACGGAGGACT CTCCCCAGTTCTTACCCCTT 228

Ad05A12788 Aradu.A05 12788 p3 (AAG)6 18 67993502 67993519 AGCTCCTCCCCCTAATGAAA CGGAAAGCTCATCTTTGGTT 175

Ad05A12789 Aradu.A05 12789 p2 (GC)6 12 68000542 68000553 GTGGGCCTAACTCTCTGTGG AATCTACAGATCGACGCGCT 258

Ad05A12793 Aradu.A05 12793 p4 (AACT)6 24 68082046 68082069 TGCACCAAGCTTACAATCCA CCAATAACCATCCACCATCA 260

Ad05A12794 Aradu.A05 12794 c (A)11caggaaggagataatagatcctcactggtaagtgttattgtatagatg(A)1574 68088971 68089044 TCGAAATTGTCGTTGCAAAA GCTCTGAGAGAGGCCAGAAA 247

Ad05A12797 Aradu.A05 12797 c (TA)6tttt(TG)31 78 68104783 68104860 TGTTGCTTTTCAGATGCAGG GTGGCGAGGTATCACGATCT 215

Ad05A12798 Aradu.A05 12798 p3 (TTC)8 24 68119731 68119754 TCTCTTTCCCACACAATCCC ACATAAAATGTTGCTCGCCC 131

Ad05A12799 Aradu.A05 12799 p3 (AGA)6 18 68133930 68133947 CGACCTTAGGTGCCATTGAT GCCGACTACACATTCACCCT 154

Ad05A12801 Aradu.A05 12801 p2 (AT)7 14 68178518 68178531 ATAGCAAAAGCTTGCGGAAA ATGCCACAAGCACATGGTTA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A12808 Aradu.A05 12808 p4 (AAGA)5 20 68240764 68240783 ACCACGAAGATTGAAACCCA CCTGCTTCTTTCATGGGAAC 213

Ad05A12809 Aradu.A05 12809 p2 (AG)7 14 68241035 68241048 TAACCTGAGAGATGGGGTGG TCACGCTACTCCCTCCACTT 128

Ad05A12810 Aradu.A05 12810 p2 (GA)6 12 68247251 68247262 GTGCCGTAGGAATAAACGGA TCATTATGAAAAATGCGCGA 247

Ad05A12820 Aradu.A05 12820 p3 (TTC)6 18 68323253 68323270 CCAAACCTACTCCCTCTCCC TCTAGAGGTTTTTCCGGCCT 257

Ad05A12822 Aradu.A05 12822 p3 (AGA)6 18 68362099 68362116 CTTGGAGGTGGAAGCTTTTG ACTTCACTCTCCCCTCTCCC 270

Ad05A12825 Aradu.A05 12825 p3 (TAT)18 54 68390837 68390890 AAGGGACATCAAATCTTGCG AACTGGCAAGAAGGGTTCCT 269

Ad05A12826 Aradu.A05 12826 p3 (AAT)5 15 68391589 68391603 ACGATGACCTGCCCTAATCA CGTCGGTAACCAAAAATTCG 131

Ad05A12827 Aradu.A05 12827 c (T)10gatatatcatctgacaaa(AT)1354 68392776 68392829 CAGCAAGCAAAAGTGCAAAA TTCTGGTGATTTTTGTGGCA 247

Ad05A12828 Aradu.A05 12828 p2 (TA)6 12 68394348 68394359 TCACCAACATTTGAAAGCCA GACCAAATTGGAAAGAGGGA 259

Ad05A12829 Aradu.A05 12829 c (T)14gcacgttgaaaagagaaatagaaatttatttaatatcttcatttttaaaaacaaatttgtctgacataatattttttagagactaagttatcactttatt(A)13127 68397567 68397693 TTTACAAATTTTAATCCAACTACACAG GCATGCCCATCCTTTCTTAT 231

Ad05A12835 Aradu.A05 12835 p2 (AT)8 16 68519465 68519480 GCAATGAAAAGCTTGCAAAA GCCCAAAGCACTCTGTCTTC 227

Ad05A12838 Aradu.A05 12838 p3 (TTA)5 15 68534057 68534071 GAGCCAATATTCATGAACCACA TGTCCTATGAATCCATCACCTC 201

Ad05A12839 Aradu.A05 12839 c (T)10ggttttttataattttgtaaa(T)1142 68539285 68539326 CACCAAACTTAAAATGAGACACTAGA GGCTGTGAAGCCATGTCTAA 206

Ad05A12842 Aradu.A05 12842 p2 (AG)6 12 68583305 68583316 CGGAAAAGCACACCAAACTT TTCAAAAACGCACCCTTTTC 225

Ad05A12843 Aradu.A05 12843 p2 (TG)7 14 68605125 68605138 TGTGCTAGTGCCCTCAACAG ACGCACACCCCTGAAAAAT 204

Ad05A12845 Aradu.A05 12845 p3 (AAG)5 15 68642305 68642319 TTGATCCATACAAAAACAACGA AAAGGTAACCAATTGCTCTTTCA 259

Ad05A12847 Aradu.A05 12847 p2 (AT)11 22 68644637 68644658 ATTCTCGTCGGAGATGTGCT AGGGACTTAACCCTCCCTCA 194

Ad05A12848 Aradu.A05 12848 p2 (CA)19 38 68662508 68662545 CAATCTCCACATCCTACCACAA TGATTGATGATGGTGATGAAAA 206

Ad05A12849 Aradu.A05 12849 p2 (AT)6 12 68695769 68695780 TGAAACAGTGGCCTCAATCA GCAACCCAATTGATTTGAAAAA 250

Ad05A12851 Aradu.A05 12851 p2 (AC)6 12 68766744 68766755 TCCCAAATGCATGCTCATTA GAGGTCGTAAAACCTTGCCA 213

Ad05A12852 Aradu.A05 12852 p3 (AGA)5 15 68810019 68810033 TCTCCTTTTCCCATGATTCG TCCCACATAGCCGAACCTAC 229

Ad05A12854 Aradu.A05 12854 p2 (CT)6 12 68821194 68821205 CACGTTTGACACCCCTCTTT CGGAAAAGCACACCAAACTT 115

Ad05A12855 Aradu.A05 12855 c (A)10tcattagattgattcttgaagcaagaaaaagcagtg(A)10ctttcg(A)1072 68822819 68822890 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 163

Ad05A12856 Aradu.A05 12856 p2 (CT)6 12 68864423 68864434 CAGAAAAGGGCAAGAAGCTG GGATGGGATAGGTGAAGGGT 245

Ad05A12863 Aradu.A05 12863 p2 (GA)6 12 68943606 68943617 GAGGGTGTCCTTAATGGGGT ACAAAAGTGCCCTGATTTGG 260

Ad05A12865 Aradu.A05 12865 p4 (ATCT)5 20 68948341 68948360 TTGCCAATTCAGCTTTCACTT TGGCTTAAACTCATTGTGGAGA 221

Ad05A12867 Aradu.A05 12867 p3 (ATA)11 33 68948936 68948968 TGCAATAAACATGCATACATTAAA CATTAATGGCTACACTTTGTCTTTTT 277

Ad05A12868 Aradu.A05 12868 p2 (AT)7 14 68953257 68953270 GCCAAGCTCAGCCTAAACAC TCCAAAGGTTCCAAAAGCTC 158

Ad05A12870 Aradu.A05 12870 p2 (TC)12 24 68955079 68955102 CAAAAATCAAATCTCTTTCAAATCA TGTGTCAGAGTATAGAGGTCCTTTG 256

Ad05A12871 Aradu.A05 12871 p3 (TTC)6 18 68962932 68962949 CGAAACCTACACCTCCCCTT CTAGAGGATTCTCCGGCCTT 166

Ad05A12873 Aradu.A05 12873 p4 (ATAC)11 44 68974437 68974480 GCGTAGTTAAAACTGGCCAAA GGAGCTTCAGAAAGCGAAGA 255

Ad05A12877 Aradu.A05 12877 p3 (AAT)5 15 69034290 69034304 GTAAATTCCAGTCAGGCGGA GAGAGGATGGGATGTAGCCA 260

Ad05A12878 Aradu.A05 12878 p3 (TTA)5 15 69047549 69047563 CCATTAACGGTGTTTACCGC GTGGGTTTGGAAACATTTGG 228

Ad05A12879 Aradu.A05 12879 p3 (AGA)7 21 69069202 69069222 TGACTCAGAGGTGGAGGCTT CCATGTAGCCGAATCCATCT 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A12882 Aradu.A05 12882 p3 (AAG)5 15 69082811 69082825 TTTCCAAGGCTCAGAGGAGA CCCCTTTTCATTAGGTTAGGG 176

Ad05A12883 Aradu.A05 12883 p2 (AT)6 12 69092198 69092209 GCAATTTCGGGTGACAAGTT AGGCTCAAAAACTCACAAGC 265

Ad05A12888 Aradu.A05 12888 p2 (AG)8 16 69119219 69119234 CGGAAAAGCACACCAAACTT GTTCAGCCTCCCTATTTCCC 116

Ad05A12889 Aradu.A05 12889 p3 (AGA)6 18 69128782 69128799 TGGTGCCATTGATGGTAATG ATTCCCTCCCCTCTCCCTAT 225

Ad05A12891 Aradu.A05 12891 p2 (TA)7 14 69233439 69233452 TTTTGCTTTTCGCGTTTTCT CAAAAGGGCACTTATGTCAAA 213

Ad05A12899 Aradu.A05 12899 p2 (TA)6 12 69245721 69245732 CCGAGTTTGCAATGTTTTCA TGGTTGGTTAGCCATGATGA 253

Ad05A12902 Aradu.A05 12902 p2 (AT)6 12 69251968 69251979 AGATTGGATCGGGCCTAAGT TGGCATAAGGAAGATGGAGG 164

Ad05A12909 Aradu.A05 12909 p5 (TTTTA)5 25 69324912 69324936 TGCTAAGTGGGAGACAACCC CGCTCTCACGTGACTTTCTG 269

Ad05A12911 Aradu.A05 12911 p3 (TTC)6 18 69366920 69366937 CCACATACACCCCACCTACC CGTCCTCGAGCAAGAGAAGA 143

Ad05A12913 Aradu.A05 12913 p3 (TTC)6 18 69374498 69374515 ACCCCACAGGATCATCTCAG CGTCCTCGAGCAAGAGAAGA 265

Ad05A12914 Aradu.A05 12914 p2 (TA)7 14 69382243 69382256 CTTTTGGTGACGTTCCACCT CCACACATAAATACATCTCAAGCA 213

Ad05A12924 Aradu.A05 12924 p2 (TA)6 12 69516414 69516425 GTGCCACAGAAACAAGGGTT GTGGGCATCAGGTAAGCAAT 234

Ad05A12925 Aradu.A05 12925 p3 (AGA)5 15 69526741 69526755 ACTCGGAGGTGGAAGCTTTT ACTTCTTCCCCTTTCTCCCA 196

Ad05A12928 Aradu.A05 12928 c (T)10aagaaaataatatatatgcaattatttttg(T)1050 69593657 69593706 TTTGTGAGACTTGGAACAAAAA TGAAGCTGAATTTTGTTCATCATA 259

Ad05A12929 Aradu.A05 12929 p3 (TTG)5 15 69597084 69597098 TTTGATCCATGTAGCCGACC GGGAAAAATGCATAGACCCA 233

Ad05A12930 Aradu.A05 12930 p3 (AAT)15 45 69599718 69599762 TGTCAATTGGTCAGGGTCAA TGGGACAATCACACCACCTA 199

Ad05A12931 Aradu.A05 12931 c (A)16nnnnnnnnnctcacactttaat(A)1452 69601773 69601824 GTTCCCTGGCATTGTTGTTT ATTTCCCAGCATTGGAGTTG 280

Ad05A12932 Aradu.A05 12932 p3 (TCT)5 15 69603211 69603225 CCTCCTCATCTTCTCCTGCTT CGTCTTCCAAATAATTTTGCATC 190

Ad05A12936 Aradu.A05 12936 p3 (GAA)5 15 69625779 69625793 CAACCACAAGAAGGCCAAAT AATGAGTGCACGCTGAAGTG 228

Ad05A12937 Aradu.A05 12937 p2 (GA)6 12 69626086 69626097 AGGACCACGTTGATGCATTT CACTGACCATGGTTAACTTTATTTTT 269

Ad05A12938 Aradu.A05 12938 p3 (GAA)5 15 69653949 69653963 TTTCCAAGGCTCAAAGGAGA ACCCCTTTCATTGGGTTAGG 177

Ad05A12941 Aradu.A05 12941 p3 (TCT)6 18 69700166 69700183 AGATCTGTGAACCCCACAGG CCCTCGAGCAAAAGAAGAAA 194

Ad05A12942 Aradu.A05 12942 p4 (AAAT)6 24 69717759 69717782 TGAGTATGGGAAAATTGTGGG TCATTGGGGTGATTTTGTCC 199

Ad05A12943 Aradu.A05 12943 p3 (TTA)6 18 69723817 69723834 CCGGTGAAGAAGGAATTGAA AGTGCTGGGGATGAAGATGA 264

Ad05A12946 Aradu.A05 12946 p3 (AAC)6 18 69726247 69726264 CATTGACTGCTGACCAAAGC TCCGAGGCCAGGATAGTAAA 191

Ad05A12949 Aradu.A05 12949 p2 (AT)7 14 69739634 69739647 GCTCGACCTGTAAAGCCAAG TCTGGAGTTCTGAGCAAGCA 243

Ad05A12953 Aradu.A05 12953 p3 (TTA)10 30 69765872 69765901 TCAAAAACTCACGGGTTGTG CCATAATCACAACATTTCCTTCA 218

Ad05A12954 Aradu.A05 12954 p2 (TC)9 18 69784085 69784102 AAACGGCTCGTCAATCAAAG TACCCCATTTCAGCAAAAGC 169

Ad05A12956 Aradu.A05 12956 p2 (AT)6 12 69826696 69826707 GGAGAGTTTTAGGAGAAAGAGCA TGGTCTTGTCGGTGGTCAAT 276

Ad05A12958 Aradu.A05 12958 c (A)12taatataataataataaatcaataaataaataaataaacaaataaaatact(A)10ccaaaaaaaaatatttctttttctcttttcatccattttcttttattgcatttgcttattttcattcattgcattttaattttg(T)10167 69833285 69833451 TTTCTTTTCTTCTTCCTCTCTTAGAA TGGAAAACTGAGAAAATAAAATGAG 265

Ad05A12961 Aradu.A05 12961 p2 (TC)8 16 69840651 69840666 CTGTCGTTGTTTTTACGCCA AGATGGTGGTGGTTGAAAGC 150

Ad05A12965 Aradu.A05 12965 p2 (CT)6 12 69851950 69851961 AGTGATTCGGTACACGGGAG GCGGATTTTCGCAAATTACT 245

Ad05A12969 Aradu.A05 12969 c (A)10taaaaaaagaaaaaattaa(AAT)544 69857680 69857723 TTTTTATTTTGTGTTTCTTTCCACT TGTGGTTCTCATTACAGTCATAGTCA 253

Ad05A12975 Aradu.A05 12975 p2 (TA)7 14 69887757 69887770 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 217
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Ad05A12980 Aradu.A05 12980 p3 (GGT)7 21 69926900 69926920 GAAGCAGCGGTGAGTTAAGG AATCATACCTTCCCAACCCC 173

Ad05A12981 Aradu.A05 12981 c (T)10gata(T)10 24 69938335 69938358 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 222

Ad05A12982 Aradu.A05 12982 p2 (GA)6 12 69951480 69951491 CAAAGAGGAAGAGAGGGTTCAA TTTCGAAAATTCCTCACCCTT 236

Ad05A12984 Aradu.A05 12984 p3 (AAG)5 15 69960255 69960269 ACAACTACCCAACACTCCCG CATGGAGCTGGTTGTTGATG 251

Ad05A12985 Aradu.A05 12985 p2 (GT)7 14 69961358 69961371 TTTTGTGGCCAATAGACACG TTTCAAGGTTGTAATGGGGC 251

Ad05A12986 Aradu.A05 12986 p2 (AG)6 12 69973482 69973493 TTGAGTTGGCTTGTTTTCCC CCTTACCCCTCCTTCCTCAC 178

Ad05A12990 Aradu.A05 12990 p4 (ACAT)7 28 70019571 70019598 ACCGCTTAAGTGTGGGAGTG TCAATTCAATAGAATGCCCTTGT 213

Ad05A12991 Aradu.A05 12991 p2 (AT)7 14 70020246 70020259 TGGAAACTTGGTGCACATTC AGCTCACGTGTCCAACTCAA 269

Ad05A12993 Aradu.A05 12993 p2 (AT)11 22 70032344 70032365 TGAGCTTGAGCGTGAAATTG GGTTGGCCTTCCTAAAGCAT 275

Ad05A12995 Aradu.A05 12995 p2 (AC)6 12 70051608 70051619 CCGTCCACCATTGAGTTCTT TTTGCCTCTTGGAGCTTGAT 194

Ad05A12997 Aradu.A05 12997 p2 (CT)8 16 70071270 70071285 GCTCAAGTTATGGCTCTCGG AAAAACGCTAACGGCTTTGA 185

Ad05A12998 Aradu.A05 12998 p2 (GC)6 12 70082389 70082400 GCCTGTGGCATAACCACTTT GTAGCGCAAGGATGGCTTAG 122

Ad05A13002 Aradu.A05 13002 p3 (ATA)5 15 70122277 70122291 CCTCAATTCCAAGCCAAGAG TCTCTCAATTTCGCCACTTTT 230

Ad05A13006 Aradu.A05 13006 c (AT)8g(TA)7 31 70132510 70132540 TTTGGTGTCTTGCATGTCATT TTGAAATTTTGACTTGACTAACAAGAA 271

Ad05A13008 Aradu.A05 13008 p3 (TTC)6 18 70153885 70153902 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 198

Ad05A13009 Aradu.A05 13009 p2 (TA)10 20 70165637 70165656 TTTAAACCGCAATACCGCTC AGGACATGGACGCAGAAGTC 273

Ad05A13011 Aradu.A05 13011 p2 (AG)6 12 70193647 70193658 TTTTTGGGGAAGAGGTGTTG CAGAATTGGCACAAAGAGCA 208

Ad05A13016 Aradu.A05 13016 p3 (TTC)5 15 70306148 70306162 TTTCCCTCCAAAACACAACC AGGTTTCTCCGGCCTTATGT 278

Ad05A13022 Aradu.A05 13022 c* (A)10(AT)7* 23 70327440 70327462 GGATACAATAATGTTTCTAAACGGC AACTATATTTATCATTGCCGAAAAA 225

Ad05A13023 Aradu.A05 13023 c (AT)6(GT)12 36 70336309 70336344 AGACTGTCCGAACTCGAAGG TTCGGACTAATGCGTCTTGA 263

Ad05A13025 Aradu.A05 13025 p4 (AAAT)6 24 70349797 70349820 ATTTGCACCCTGTTTTCCTC TGCAAATGCAATAGACAAAAGAA 217

Ad05A13026 Aradu.A05 13026 p5 (AAGAT)5 25 70355735 70355759 GAGACGACCGACCTCTTCAG CCTGGGTGCTCCAGTGTATT 240

Ad05A13028 Aradu.A05 13028 p2 (GT)13 26 70361806 70361831 TCAGGTCATGAACGACGAAG TGCGCCACTCTGATAGCTTA 274

Ad05A13029 Aradu.A05 13029 p3 (AGA)6 18 70366888 70366905 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 231

Ad05A13032 Aradu.A05 13032 p3 (TTC)5 15 70425490 70425504 TCCCTATTGGCCGAATACAC CCAGCCTTAGGTGCCATAAA 164

Ad05A13036 Aradu.A05 13036 c (AAAAAC)6(A)1046 70448307 70448352 GCGGGAATTGAACAAATGAG TGAAGTGCCACGAAATTCAG 167

Ad05A13039 Aradu.A05 13039 p5 (ATCTA)8 40 70449270 70449309 CATTAACCTCGGCTTCCTTG TGCATTGGACTTGGTTTTGA 249

Ad05A13040 Aradu.A05 13040 p2 (GA)21 42 70453467 70453508 CGCACTGCATTTCACATTTT ACTGCACTCACAAGCTTCCC 273

Ad05A13042 Aradu.A05 13042 p2 (AG)6 12 70454055 70454066 GGAACTTCTCATGGATCGGA CCTCCACTACCCAAGAGCCT 246

Ad05A13044 Aradu.A05 13044 p2 (TA)6 12 70474080 70474091 TCAGAATGTCACGCTTTTGG TGTTTCCCTCGCCTTTATCTT 274

Ad05A13047 Aradu.A05 13047 p2 (AG)6 12 70523443 70523454 GCTTGAGCGAGATAGGGATG TAATTCGAAAAGGGGAAGGG 253

Ad05A13057 Aradu.A05 13057 p2 (GA)7 14 70697858 70697871 GAGGAGGCCATTGAAATTGA AACCCTTCATGAGCACCAAC 279

Ad05A13059 Aradu.A05 13059 p3 (TTG)5 15 70701242 70701256 TGAGTTGTGGTTTCAGCTCG GGAAAGGCATTGTTGGAGAA 228

Ad05A13060 Aradu.A05 13060 p3 (TTC)6 18 70705517 70705534 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 278
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Ad05A13064 Aradu.A05 13064 p2 (CT)6 12 70735012 70735023 TGCATACGCATAGAGGGTTG GGTTTCGTAGAGCTTGTCGC 272

Ad05A13070 Aradu.A05 13070 p2 (TA)8 16 70891324 70891339 CCGGATACATACATGCCACA TGAAGCAAGAAGAAGCAGTGA 201

Ad05A13071 Aradu.A05 13071 p3 (AAT)12 36 70892995 70893030 GAGAAAGCACTTCCTCTCAGC CCATGGTTATGGTCTCTACTTGG 272

Ad05A13076 Aradu.A05 13076 p2 (TA)8 16 70940810 70940825 GCGCCTTGAATTTCATGATT TCAGTCTGTCCCTCAAGCTCT 221

Ad05A13078 Aradu.A05 13078 p3 (ATG)5 15 70950309 70950323 GGATTGTATCTGAAGGGGCA CTACGAGCCAAGCAAACCAT 157

Ad05A13081 Aradu.A05 13081 p2 (TC)9 18 71026086 71026103 GCTATAAAGTGGGGGAAGGC GCCAATTGGACAATATCAATCA 279

Ad05A13082 Aradu.A05 13082 p2 (TC)8 16 71053083 71053098 GCTATAAAGTGGGGGAAGGC AGCCAATTGGGCAATATCAA 278

Ad05A13084 Aradu.A05 13084 p2 (TC)6 12 71067201 71067212 CAAAACCACCTAACTACTTCTCCC AACCCAAACACAAGGGTGAG 273

Ad05A13088 Aradu.A05 13088 p2 (TA)6 12 71089852 71089863 TTCTTGGCACAATGGTGAAG ACACCCGCATTTGAATAAGC 227

Ad05A13090 Aradu.A05 13090 c (GC)6acagcgtgctagcgcgccgatggccg(T)1250 71122342 71122391 AGAGAAGAGCAGGGTGCAAA ATAGGGAGCTCTTGGGCATT 226

Ad05A13092 Aradu.A05 13092 p3 (TTC)6 18 71151511 71151528 ATGGCCGAATAAAAACTCCC TGCCATTGATGGTAGTGGAA 233

Ad05A13097 Aradu.A05 13097 p2 (AC)6 12 71241635 71241646 TTACCTCAATCAATTCCCCC ACATTACAAGCCAAAAGCGG 120

Ad05A13101 Aradu.A05 13101 p3 (ACA)5 15 71267615 71267629 TGTTTTGTTATGTGCCCTGC ACCCCACGTAGTGGAACAAG 243

Ad05A13104 Aradu.A05 13104 p2 (AT)8 16 71285058 71285073 GCAAAGGCTTGATAAAAACCA AAAAACCATCAAAAGCCTCG 256

Ad05A13109 Aradu.A05 13109 p3 (ATA)5 15 71313443 71313457 TCTTTGTTCTGGGTCGGTTC TGAGTCCTTATGTGACCCCC 192

Ad05A13110 Aradu.A05 13110 p3 (TTC)7 21 71314081 71314101 CCATCGCTTAAGGCTCTCTG TTCTTGCTCCTGCTCAACCT 276

Ad05A13111 Aradu.A05 13111 p3 (TAT)10 30 71315365 71315394 TCAGAACCAACAACCACCTTT CAATACCCATGATTCCCGAC 187

Ad05A13113 Aradu.A05 13113 p2 (AG)6 12 71315774 71315785 CACTATGGTCAAAGGCCCTC AGTAATTTTCCCATGGTGCG 232

Ad05A13115 Aradu.A05 13115 p2 (CT)9 18 71354149 71354166 ATAAACGTTTGCCACCCCTC CGGAAAAGCACACCAAACTT 130

Ad05A13117 Aradu.A05 13117 p2 (CT)6 12 71362443 71362454 TTGAACCTGGAAATGGGAAG AGGCGATTTTTGGGCTATTT 226

Ad05A13124 Aradu.A05 13124 p3 (GTA)5 15 71409702 71409716 AGCAAGGATTGTGGTTCGTC ACCCCATTGCTACTACACGC 180

Ad05A13126 Aradu.A05 13126 p2 (GA)6 12 71429475 71429486 GGCGGTTATGGCAGATTAGA TCCGGCCAACTCATAAACTC 249

Ad05A13128 Aradu.A05 13128 p3 (AGT)5 15 71456176 71456190 GCTCGGAGACAGAGAGGCT GTGGGGTTAATGGATCATCG 274

Ad05A13129 Aradu.A05 13129 p5 (TTTTA)7 35 71476267 71476301 ACACATTTCGACCACAAGCA GCAGGGCGTAGAGTTCAAAG 212

Ad05A13130 Aradu.A05 13130 p3 (AGC)5 15 71501461 71501475 TCACTGAGATGGTCCAGCAG GCTGCAGCTGATGAAGAAGA 187

Ad05A13134 Aradu.A05 13134 p2 (AG)6 12 71583875 71583886 TCATAAGCCAATTGGACAACA TGCATCCATTCATAGGAGGG 234

Ad05A13136 Aradu.A05 13136 p3 (AAT)12 36 71608992 71609027 CGGAGTTTAAGCCGACTAGC TATTCAGATGCAGGTCGCAA 183

Ad05A13141 Aradu.A05 13141 p2 (AT)11 22 71674872 71674893 GGCCAAGTCTCTAAGTTCGG CCCATGGTTGCATTTTTCTT 172

Ad05A13146 Aradu.A05 13146 p2 (AC)12 24 71722691 71722714 CCCTTTTTCCAATCAAACCA TTGCATTTGGCATCTTTTGT 198

Ad05A13148 Aradu.A05 13148 p2 (TA)11 22 71736232 71736253 CCTTTTGATGACGTTCCACC TCCGTGAACCAGCCTTTATT 243

Ad05A13149 Aradu.A05 13149 p2 (TA)6 12 71741512 71741523 GACGACCTTCCACCTTTTGA TCAAGCAGTTGATAACATTCCG 278

Ad05A13152 Aradu.A05 13152 c (A)10ttattttccttatttctctcataattttgaaatcttgggttgacatagtcaagaatttttttt(A)1083 71758916 71758998 TTTTGTGTGTTTTTCTCTTTCATCA TTGAAATCTTAACTGGACTTACAAGAA 274

Ad05A13153 Aradu.A05 13153 p2 (GC)6 12 71765064 71765075 AAAGAAGCACTTTCTGGGCA GAGTTATGCCTATGCCACGC 232

Ad05A13157 Aradu.A05 13157 c (T)10ctcttctcttttttttcgaaa(T)1041 71830263 71830303 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 242
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Ad05A13158 Aradu.A05 13158 p2 (AG)7 14 71831743 71831756 TTGTTTTCCCTTAGGAGCCA TACACGTTTGGCTCCCTCTT 169

Ad05A13162 Aradu.A05 13162 p3 (TTC)6 18 71856576 71856593 ATCTAAATTGTTCTTGGTCATAAGATT TCGCAGGTCAAAGGAAACTC 261

Ad05A13166 Aradu.A05 13166 p3 (AGA)6 18 71887972 71887989 TGCTTTGACCACACCAAACT TTGGCCGAAGCTACATCTCT 113

Ad05A13168 Aradu.A05 13168 p3 (AGA)5 15 71933792 71933806 CCCTTTCCCTTTTCTTGAGG CAAACCCCTTCTTCTCCCAT 201

Ad05A13169 Aradu.A05 13169 c (A)10gggaatat(A)12gaagaggagcatcaagaatttcgagcttaattg(A)1578 71988530 71988607 CCAACTGGTTTGGGATTGTT GCACATGATCCTTGAACCAA 200

Ad05A13170 Aradu.A05 13170 p3 (ATT)5 15 72002933 72002947 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad05A13173 Aradu.A05 13173 p2 (AG)18 36 72010845 72010880 TTTAAAACCGCCACAAATCT CCAGGTGGAATCATTGCTCT 260

Ad05A13174 Aradu.A05 13174 p2 (TG)8 16 72011404 72011419 CCTCATACCGGGTTGAAATG GGCAAGACCCAGAGTCAAAA 258

Ad05A13177 Aradu.A05 13177 c (A)10(T)10 20 72018186 72018205 AATGGTGAGTATTTTTAATGAAGATTT TTCTTGTCTCTGATTATGTTTGTGA 279

Ad05A13179 Aradu.A05 13179 c (A)14ttaaagttgtaaaaagctaagaaaatcagaagggaaattt(A)1165 72023671 72023735 GACAACCAAACATTCCAAACTG CATCAAGAGAGCTGCACCAA 277

Ad05A13180 Aradu.A05 13180 p3 (CTT)5 15 72024406 72024420 CTTTGTTGGGGTTTGAGCAT TCATGATGAGTTCCCTGCTG 160

Ad05A13188 Aradu.A05 13188 p2 (TA)6 12 72043301 72043312 TGGCACCATTTTTGTTTGAA GTAGGTCTTCTGGAGCGAGC 275

Ad05A13189 Aradu.A05 13189 p2 (GA)22 44 72053002 72053045 ATGGCACATGAACAGCAAAA TCCTCTTGCAAGCAAAATCC 143

Ad05A13190 Aradu.A05 13190 p2 (TA)8 16 72059160 72059175 GGACATTTTGTCCCCTTCTT CAAGTTTGGGAGAGTTGGGA 259

Ad05A13191 Aradu.A05 13191 c (AT)6tttctttattttatattattta(T)1044 72061946 72061989 TTGAGCTTTACTTGGGACATTTT TTGGAAACATTGGTTGGGAT 261

Ad05A13198 Aradu.A05 13198 p3 (TAG)6 18 72117257 72117274 AGCTGAAGCGCCAGAAATTA AACTTAATTGGGAATAAAACCAGAA 208

Ad05A13200 Aradu.A05 13200 p2 (TC)15 30 72124212 72124241 AGTCCTTGACCCCTCAGGAT ATTGGTGAAGGGTATTTGCG 127

Ad05A13201 Aradu.A05 13201 p4 (AAAT)5 20 72141388 72141407 TCCTCTTTCCTTTCTCCTTCC TGCAAATGCAATAAACAAAAGAA 194

Ad05A13202 Aradu.A05 13202 p3 (AGA)6 18 72155402 72155419 GCTCACCCTTGAGCAAAAGA CAACTTCTCTTTCCCACCCA 114

Ad05A13203 Aradu.A05 13203 p3 (ATT)6 18 72170872 72170889 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad05A13205 Aradu.A05 13205 c (T)12cagtcttggtaccaaaatattttcatcatgaaatgtaatagagagaaaatatcaaaattaagag(A)1086 72185094 72185179 TTCTACATCCCAGTCGAGCA TCCGTTTTGCAAATGGTAGA 260

Ad05A13207 Aradu.A05 13207 p2 (TC)13 26 72187813 72187838 CAGAAACGGACCCAACTCAT TAGAGAAATCGTGCTGCGAA 187

Ad05A13208 Aradu.A05 13208 p2 (TA)6 12 72189165 72189176 TGACCGATAATGAAAACTCGG GGGTTCCACGGTTTTCTCTC 259

Ad05A13210 Aradu.A05 13210 p2 (TC)6 12 72196671 72196682 CCAAATCTTTTTAGTTAGCTGTTTG GGGCTTCTGTATCCCTAATCCT 280

Ad05A13211 Aradu.A05 13211 p2 (CT)6 12 72202115 72202126 AATTACAGAACACGCCCCAG GAACCTGGATCGAGAGTCACA 227

Ad05A13213 Aradu.A05 13213 p3 (ATG)6 18 72207937 72207954 TCAATATGGTGGTGGTGCAG CCACAAGCTTCCTGAGGAGT 120

Ad05A13214 Aradu.A05 13214 p2 (TC)6 12 72208833 72208844 GTGTCTCTCTCTCGACGCCT GAAAGAAAGGGAATGGGGAG 211

Ad05A13216 Aradu.A05 13216 p2 (CT)6 12 72212114 72212125 AATTACAGAACACGCCCCAG GAACCTGGATCGAGAGTCACA 227

Ad05A13217 Aradu.A05 13217 p3 (AGA)9 27 72221559 72221585 CAGCCTTAGGTGCCATTGAT CAAACCCACCCTACATGACC 268

Ad05A13219 Aradu.A05 13219 c (T)10caaaagtctttttg(A)1034 72226016 72226049 AAAGCATGCAATTGACACCA CCGGGGATTGTTTGAGTATG 258

Ad05A13220 Aradu.A05 13220 c (T)14agaaattaactatgaatgcatatgtcttcattaatgaaatgcatgagcattacctagccaaacaa(T)1089 72233730 72233818 TCACCTTGCTCATGCATTTT AAGTATGGGGGAATTTTGGG 225

Ad05A13222 Aradu.A05 13222 p2 (TA)9 18 72237933 72237950 GGTACGCTTTTTGTCCCTCA TCATCCCAATATTTTTGGTTCAT 264

Ad05A13223 Aradu.A05 13223 p2 (TG)6 12 72239872 72239883 GCAGATAAGGGAAAGGGGTC TTTTTCACCTTCATTTGGGC 143

Ad05A13224 Aradu.A05 13224 p2 (CT)7 14 72242508 72242521 AAGCAAAAGGTTGGAAGGGT TGCTGGTTAGTTGTGCGAAG 249
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Ad05A13225 Aradu.A05 13225 p4 (TTTA)5 20 72249425 72249444 CGAAAATCACTAACCACTTTTTCA GAGGGAAGGGAAGAAGAGTGA 160

Ad05A13226 Aradu.A05 13226 p3 (ATC)6 18 72253922 72253939 CCCTGCAGTAGAAATCGGAG ATGGAGCTCAGGGGTAGGTT 273

Ad05A13228 Aradu.A05 13228 p2 (AC)6 12 72265219 72265230 CACGCACAGGTCAGAGAAAA TGAAGGATTTGGGGTTGGTA 196

Ad05A13229 Aradu.A05 13229 p2 (AT)7 14 72274983 72274996 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 220

Ad05A13230 Aradu.A05 13230 p3 (TTC)5 15 72279038 72279052 AAATGATCGAACCTACCCCC CGTCCTCGAGCAAAAGAAGA 166

Ad05A13231 Aradu.A05 13231 p4 (TAAA)5 20 72285019 72285038 TGTCCTTGCTCCTGCTCATA TTTCGAATTTCCCCCTCTCT 224

Ad05A13235 Aradu.A05 13235 p2 (AT)6 12 72356161 72356172 TGTTGCCTAAAGGGTTGGTC GGAATTGCAATCATGTGCCT 259

Ad05A13236 Aradu.A05 13236 p2 (TA)7 14 72360250 72360263 GGGGGAAAATTGAAGGAGAA CAATTCAACCACATATGCATCC 218

Ad05A13237 Aradu.A05 13237 p5 (TTATT)5 25 72363531 72363555 ATCCTGGCACGTTCAAATTC TGGTTGGGATAGTTTTGTTCTG 131

Ad05A13238 Aradu.A05 13238 p2 (GC)6 12 72367670 72367681 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 274

Ad05A13239 Aradu.A05 13239 p4 (AATA)5 20 72367897 72367916 GGATTTGCACCCTGCTTTT TGCAATGAATGAAAATAAGCAAA 273

Ad05A13240 Aradu.A05 13240 p2 (GA)6 12 72382861 72382872 GAAAAGGAAGGAGGGAAGAAGA CGACCGCATCAACTGAATTA 242

Ad05A13242 Aradu.A05 13242 p2 (TC)9 18 72397619 72397636 TCTCGTTCCCTAATTTCAAGG CCAACCAAAACTAAATGGGTTC 259

Ad05A13244 Aradu.A05 13244 p2 (CT)9 18 72412442 72412459 AAGAACCTGGGATTGAGAGTCA ACCTGTACGGACCAGAAAGC 230

Ad05A13245 Aradu.A05 13245 p3 (AGA)5 15 72418376 72418390 GGTCTTGATGGCTCTTGGAG TCCCACATAGCCGAACCTAC 253

Ad05A13247 Aradu.A05 13247 p3 (TAA)17 51 72442104 72442154 ACCTTCACACACGACTCACG AAATTTGGATATAGCCTTAAATCG 150

Ad05A13251 Aradu.A05 13251 p2 (AG)7 14 72479677 72479690 TGGTTCTCCTCCCTTTTGTG CGCTAACGCGTCATTAAAAA 262

Ad05A13253 Aradu.A05 13253 p2 (AG)6 12 72495253 72495264 TCAGCCTCATCCTTAGCCAG AAGAAGGAGAAGAGGGTGGC 275

Ad05A13256 Aradu.A05 13256 p2 (CG)6 12 72538052 72538063 TCTCGGAATAAGCCATCGAC TGGTGTTTGGAAGTGTTGGA 204

Ad05A13257 Aradu.A05 13257 p3 (TCT)5 15 72565397 72565411 CACAACACAATCCCCCTTCT CGGAAGTGGAAGCTTTTGTC 230

Ad05A13265 Aradu.A05 13265 p3 (TCT)5 15 72685461 72685475 TTCTCTCATATGGCCGAACC CCCTTTCCCTTTTCTTGAGG 191

Ad05A13268 Aradu.A05 13268 p3 (TGA)5 15 72713995 72714009 CCAAGTCCGAGTTCTTGCTC ATCTTTGGGAGAAGGAGGGA 280

Ad05A13272 Aradu.A05 13272 p3 (TTC)9 27 72774100 72774126 ATGGCCGAACAAACACTACC CGACCTTAGGTGCCATTGAT 255

Ad05A13273 Aradu.A05 13273 c (T)10ctatattcc(T)1029 72784929 72784957 TGCATTGATTCCCTTTTATTGA GGGAACATTGGAGGGGATAA 258

Ad05A13274 Aradu.A05 13274 c (A)12gctatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaagagag(GAA)593 72789292 72789384 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 276

Ad05A13279 Aradu.A05 13279 p3 (AAT)5 15 72840486 72840500 CAGGGAAAAAGGCACTCTTG GGGATGCTTCTTCCATCAAA 219

Ad05A13280 Aradu.A05 13280 p3 (TTC)6 18 72856625 72856642 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad05A13289 Aradu.A05 13289 p3 (TTC)6 18 72963867 72963884 TACCTTGGCCGAATTCATCT ACTCGGAGGTGGAAGCTTTT 212

Ad05A13291 Aradu.A05 13291 p2 (AG)7 14 72976607 72976620 CGGAAAAGCACACCAAACTT AAACTCCCTTCCCCACCTTA 143

Ad05A13295 Aradu.A05 13295 p2 (CT)6 12 73009783 73009794 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 112

Ad05A13297 Aradu.A05 13297 p2 (TA)8 16 73019309 73019324 GACTTCTGATGCGGAGTGGT TGGGAATAGAAGGCCACAAG 263

Ad05A13300 Aradu.A05 13300 p2 (CG)6 12 73047931 73047942 TGGTGTTTGGAAGTGTTGGA GAGTTATGCCTATGCCACGC 235

Ad05A13302 Aradu.A05 13302 c (T)11cgtttttctccttttttctc(T)1142 73075556 73075597 ATTAGAGGTGTCCGGGGTTC GCTCGAACGGTGCATAAATC 252

Ad05A13309 Aradu.A05 13309 p2 (AT)11 22 73165200 73165221 CGGTTTACTATGACTACATGTTCCA AAGTGTAGCCTTAGTCTCGTTTTT 269
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Ad05A13317 Aradu.A05 13317 p3 (ATT)5 15 73250471 73250485 TTTGTGAAGTCACCAAGCATTC CAGGGAAAAAGGCACTCTTG 183

Ad05A13318 Aradu.A05 13318 c (A)10gggttagtaatttttgaaaattaaagataagataagttcaaaattaaaatttaaaacaaaaagaa(T)1388 73250852 73250939 AAGAGAAGAGAAGGGAATTTTCG CAAAACCACCTAACTACTTTTCCC 181

Ad05A13321 Aradu.A05 13321 p3 (TTC)6 18 73286162 73286179 TACCCTCTCCCCTCTCCCTA CTAGAGGATTCTCCGGCCTT 244

Ad05A13322 Aradu.A05 13322 c (ATAC)5(AT)10(GT)13t(TG)1087 73302240 73302326 CCACACCATTAGGCTCAAAA CTTGCATTTTCTTATTTTTGCAT 277

Ad05A13327 Aradu.A05 13327 p2 (GA)6 12 73340783 73340794 AGCACCTAAATGCAAGCAACT AACCCCACTTTGCTCATCAC 174

Ad05A13328 Aradu.A05 13328 p2 (AG)6 12 73348356 73348367 AGGTGAGGGGTTTATTTGGG GTGTTTAACGCCAGAAAGGG 244

Ad05A13329 Aradu.A05 13329 p3 (TTC)5 15 73390819 73390833 AACACCACTTCTCCCCCTCT CCGGCGTTAGGTGCTATAAA 179

Ad05A13339 Aradu.A05 13339 p6 (TTTTTA)5 30 73499501 73499530 TCCTAACCACTTTTTCTCTCTCAA ATGATGGAGCAAGGGAGATG 202

Ad05A13342 Aradu.A05 13342 p2 (GC)6 12 73537407 73537418 TTTGGGAGTGTTAGATGGGG CGTCAATCTCGAAATAAGCCA 153

Ad05A13343 Aradu.A05 13343 p2 (TA)6 12 73540936 73540947 GGGGTAAACAAAAATCGCAA TGCTCGGACCGATTATCTTC 157

Ad05A13344 Aradu.A05 13344 p2 (GT)7 14 73543959 73543972 AGCTGGAAATTCGAAGAGCA CCCTTGGCCCAACTAAACTA 273

Ad05A13348 Aradu.A05 13348 p2 (GA)7 14 73632695 73632708 GCGAAAGAGATGGAGAGTGG CAAATCCTTGACCCCTCAGA 264

Ad05A13349 Aradu.A05 13349 p2 (GA)6 12 73637492 73637503 CAGAGAGAGGGAGAGGGTTTG CCTTCCTCCTTTTCAAAAATCT 233

Ad05A13354 Aradu.A05 13354 c (T)10cttttgtttccttttatttttctcattttcacttttatttctc(T)1063 73674549 73674611 TTCACTTTCGGGCATTTTGT GCTTGGGAACATTGGATGAG 254

Ad05A13356 Aradu.A05 13356 p3 (AGA)7 21 73696006 73696026 CTAGAGGATTCTCCGGCCTT CTACTCCCTCTCCCCCTCAC 250

Ad05A13357 Aradu.A05 13357 p2 (TG)12 24 73716866 73716889 CAAAACGCGAAGAATTCACA TCTAAACTCCGCAGGCTGTT 206

Ad05A13359 Aradu.A05 13359 c* (TTAT)7(TTA)17*75 73726970 73727044 CGTGAATTATCCGGGTCTGT AACCCTTAAAATTCAATTCAGCA 172

Ad05A13360 Aradu.A05 13360 p2 (TA)8 16 73730891 73730906 GCATTCTGCATGTTTGGTCA TGACAGCCATCCATCAAAAA 188

Ad05A13362 Aradu.A05 13362 c (CT)10(TC)8 36 73732936 73732971 CGCTGGGAGTGAAGTCAAGT TTTGGAGTTCACCAAGAATCG 256

Ad05A13367 Aradu.A05 13367 p3 (AAT)6 18 73756350 73756367 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 195

Ad05A13368 Aradu.A05 13368 p3 (AGA)5 15 73775344 73775358 GTGGTCTTGATGGGTTTTGG CACCCTACATGGCTGAACCT 270

Ad05A13369 Aradu.A05 13369 p2 (GC)6 12 73785753 73785764 ATTTGATCACCACAGCCTCC TGAGAGGTTCCAACATGGGT 267

Ad05A13372 Aradu.A05 13372 p2 (CT)6 12 73806416 73806427 GCCAGAAATGGCTAAAAACG GAAGGGTTTTTGGGGAAGAG 170

Ad05A13373 Aradu.A05 13373 c (A)11gcattcgaaaaaagaaaaaaaatcgaaaaaaaagagaaaaagaaagcaat(A)12gaaaacg(A)1090 73808606 73808695 TGGCATTACTTTTGCCTTCTG TTGCCTTGGATCACAACTTT 280

Ad05A13375 Aradu.A05 13375 c (AT)7gcttatatatatgcttgc(A)1042 73834303 73834344 TGAAGCAAGAAAAAGCAGCA ACAATTTCGTGCACCATTGA 229

Ad05A13376 Aradu.A05 13376 p4 (TTTC)5 20 73842702 73842721 TCTGCCCAGTCCCTCTCTTA GTTGGGTTCGCCGTAAAGTA 188

Ad05A13377 Aradu.A05 13377 c (TC)11tttctctctcttctcttctct(TTTC)563 73844636 73844698 AGCCTACCCTGTTTGGAGGT CCCGGTGGTGAATAGAGAAA 232

Ad05A13382 Aradu.A05 13382 p2 (TA)6 12 73896908 73896919 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 227

Ad05A13385 Aradu.A05 13385 p2 (TG)11 22 73953211 73953232 TAGGGGAAAAGAAGCACCCT GGGCTTAGGTAAGGGTGAGG 249

Ad05A13389 Aradu.A05 13389 p2 (GA)14 28 73966489 73966516 TTTCCATTCACAACGATCCA CAAGCAAGCAGCACAAACAT 209

Ad05A13392 Aradu.A05 13392 p2 (CT)6 12 73970677 73970688 TTTCGAAAATCACCTTCCTCT CAGAGGAAAAGAGGGGGTTC 249

Ad05A13397 Aradu.A05 13397 c (TTC)7tattctttcttctcttgctcgagggcgagcaatattttaagtttggtgtggtaaaagcataag(T)1094 74010033 74010126 CCACACTCCACCTTCTCCTC CTAGAGGATTCTCCGGCCTT 167

Ad05A13399 Aradu.A05 13399 c (T)10aaattttaaaaggataagatttgaaaaattttgaaattgaaatctgaatttttat(A)1075 74061030 74061104 TGAGTTGAAAAGATTTTAAGAAGGAA GTGTTCCTTGGTGTTTTCCC 266

Ad05A13400 Aradu.A05 13400 p3 (TTG)6 18 74108247 74108264 AAGTTGTTTGCTCCAATGGC GCAGGAGCAAAGACAAAAGC 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A13401 Aradu.A05 13401 p2 (AT)11 22 74117464 74117485 CGAGCTGACTCAAATAATAGAAACAT CATTAGCTCGTGAGCTGGC 280

Ad05A13403 Aradu.A05 13403 p5 (AAGAT)5 25 74151423 74151447 CCGACCTCTTCTCAAACAGC CCTGGGTGCTCCAGTGTATT 227

Ad05A13408 Aradu.A05 13408 p3 (ATT)16 48 74261908 74261955 TCTTCCTCTTAAAGTTGTCTCCAA TTGAAGGATGATTAATTTACGGTG 211

Ad05A13411 Aradu.A05 13411 p3 (AAC)5 15 74264847 74264861 ATGGCAACCAAGGAGTCAAC CCTTTCTTATGGAAGCTTGGG 237

Ad05A13412 Aradu.A05 13412 p3 (CTT)5 15 74266168 74266182 AAATCTCAGGGCTTACGGGT TGATGGTGGCTCTCAAACAG 223

Ad05A13419 Aradu.A05 13419 p2 (AC)40 80 74295694 74295773 TGCAATTGTGACATCGCTTT AAGGAAGCATGGATTGTTGG 216

Ad05A13421 Aradu.A05 13421 c (ATTTT)6tttcgtttaattc(A)1255 74339490 74339544 GATTCAGTTCTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 258

Ad05A13423 Aradu.A05 13423 p2 (AG)6 12 74368252 74368263 TTTTTGACCCAGTTTTTGGC CATTGAACTTGGAATTGAGAAGAA 192

Ad05A13424 Aradu.A05 13424 p2 (TA)6 12 74373934 74373945 TCGCCATTTTGGGAGTAAAC TGTGATGGATGCAATTTTCAA 230

Ad05A13425 Aradu.A05 13425 p3 (TAC)5 15 74383156 74383170 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 232

Ad05A13429 Aradu.A05 13429 p2 (AG)15 30 74403172 74403201 TGGTCATACGCGATTGGATA CTGCCTTGTCCATTTTCCAT 200

Ad05A13433 Aradu.A05 13433 c (T)12atgttttctct(TTA)1259 74416211 74416269 ATGATCCCTTCGCTCGTAGA TGAAAGTAACCCGGCAATTC 248

Ad05A13437 Aradu.A05 13437 p6 (TATTTT)5 30 74423722 74423751 CCAAAGTTGATCAAGGTGCAT CTTGGCTTCTCCAGATGAGG 171

Ad05A13439 Aradu.A05 13439 p2 (AG)6 12 74428823 74428834 TTGTTTTCCCTTAGGAGCCA TTTCGAAATCTCTCCTCCCC 197

Ad05A13445 Aradu.A05 13445 p2 (CG)6 12 74480850 74480861 AAGTGGCAAGGCACTACGAC TCTGGGGCTTGATATCCGTA 272

Ad05A13446 Aradu.A05 13446 p4 (TTAG)5 20 74481013 74481032 TCCAACACTTCCAAACACCA CATTTAGGCAATAAGGGGCA 209

Ad05A13447 Aradu.A05 13447 p2 (CA)8 16 74482055 74482070 TAGGGCGCTTCAATTGATTT AAGCGTAGGCTCAAAGTTGG 230

Ad05A13448 Aradu.A05 13448 p4 (AAAT)6 24 74488929 74488952 CGGTTCATCTTGTTGCTCAG GTGGAAGCCTCAATCCAAAA 207

Ad05A13449 Aradu.A05 13449 p2 (CT)7 14 74490287 74490300 TTTCTTATCTTTTTCAAAACCACC TCCAAACACAAGGGTGAAGA 274

Ad05A13450 Aradu.A05 13450 p3 (TAC)5 15 74496061 74496075 AACAAAAAGTATTGCCACCACA TCAAAACAAAGGTTGTTGAGTTC 272

Ad05A13453 Aradu.A05 13453 p3 (TTC)6 18 74506337 74506354 AGCCGAACCTACTCCCTCTC GCTTTTGTCTTCCCTTTCCC 275

Ad05A13454 Aradu.A05 13454 p3 (TTC)6 18 74523865 74523882 CCAAAAACCCCACCTACCTT TAAAATATTGCTCGCCCTCG 240

Ad05A13456 Aradu.A05 13456 p2 (TA)8 16 74529918 74529933 AAGGATGAATGGCCTTGTTG TGGTCCGATCGAACTTTCA 255

Ad05A13461 Aradu.A05 13461 p3 (ATA)16 48 74571282 74571329 CCAGCACCACATGCATAATC CCTTGAAGAAAATAAAAAGGTAGCA 200

Ad05A13464 Aradu.A05 13464 p3 (AGA)6 18 74589530 74589547 TGCCATTGATGGTAGTGGAA TTCAAAAATCTTTCCCACGC 267

Ad05A13466 Aradu.A05 13466 p3 (AGA)5 15 74594344 74594358 CTTAAAATTTGCTCGTCCCG CCATAAACCCCACCTACCCT 241

Ad05A13473 Aradu.A05 13473 c (A)10gctgaaaaaaatccgg(A)1036 74619412 74619447 GTGTCCTCCTCTGGATAGCG GGCCTCTTCCTCAGTAGGCT 256

Ad05A13481 Aradu.A05 13481 c (A)13ctggnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaaaaaaagttgaacaaaatctag(A)1486 74624606 74624691 TGTCCTCCTCTGGATAGCGT GGACACCTAAAGGCAAGCTG 191

Ad05A13483 Aradu.A05 13483 c (A)10ccggaggagcctcccgaagatgaggcaattacggctccgctttaggtgtcctcctcgggatagcgtcatttaaagaacaagggtcatcagaacgt(A)11116 74625071 74625186 TCCTCGTCTGAATAGCGTCA ACCTAAAGGCGAGCCGTAAT 258

Ad05A13485 Aradu.A05 13485 c (A)15ctggataaaaaaagctagaaaataaatcc(A)1155 74626862 74626916 AAGATGAGGCCTTTACGGCT ATTATCCCGAGGAGGACACC 230

Ad05A13487 Aradu.A05 13487 c (A)11ctggataaaaaaagctagaaaataaatccgg(A)1052 74627775 74627826 ATTACGGCTCGCCTTTAGGT GCAAGTCGTAATGGCCTCAT 277

Ad05A13497 Aradu.A05 13497 p2 (GC)6 12 74646332 74646343 TCTCGGAATAAGCCATCGAC TGGTGTTTGGAAGTGTTGGA 204

Ad05A13510 Aradu.A05 13510 p3 (ATT)5 15 74655770 74655784 TGTCCTCCTCTGGATAGCGT CAGGGAAAAAGGCACTCTTG 272

Ad05A13519 Aradu.A05 13519 p3 (CAA)5 15 74667749 74667763 ATTCAACCAATCCACCAGGA CTTCAAGTGGTCCTCCTCCA 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A13521 Aradu.A05 13521 c (A)13tcggaggagcctgccgaagatgaggccatgacggctcgcctttaggtgtcctcttctggatagtgtcatttaaagaacaagggtcagcacaatgtaaat(A)10122 74673464 74673585 ATGAGACCATTACGGCTTGC GCTATGCAGAGGAGGACACC 272

Ad05A13530 Aradu.A05 13530 c (A)10cggaggagcctgccgtagatgaggccattacggcacccctttaggtgtcctcctctggatagcgtcatttaaagaacaagggtcagcacaacgt(A)10114 74678949 74679062 TCTTTAGGTGTCCTCCGCTG ACCTAAAGGCGAGCCGTAAT 274

Ad05A13533 Aradu.A05 13533 c (A)11ggaaaaaaactgaaaaaaatcgg(A)1145 74680104 74680148 CCTCGGGATAGCGTCATTTA AGCAGGTTCCTTCGGTTTTT 235

Ad05A13540 Aradu.A05 13540 c (A)10tcagagtagcctgccgaagatgaggccattacggctcccattttggtgtcctcctctggatagcgttatttaaagaacaagggtgagcacaatgtt(A)10116 74686184 74686299 ATTACCGCTCGCCTTTAGGT CAGCATGATCCTCCGATTTT 273

Ad05A13547 Aradu.A05 13547 c (A)10taaaaaaactggaaaaaaatcc(A)1042 74688196 74688237 CAAGGGTCAGCACAACGTAA TAAATGACGCTATCCCGAGG 147

Ad05A13554 Aradu.A05 13554 c (A)10gccaaaaaaaatccg(A)1035 74690798 74690832 TATGGCTCGCCTTTAGGTGT TCATCTTTGGGAGGCTCATC 263

Ad05A13572 Aradu.A05 13572 c (A)11ctggaaaaaaaaagctggaaaaaaaatttgg(A)1052 74698743 74698794 AGAACCAGGGTCAGCACAAC TTAATGACGCTATCCCGAGG 266

Ad05A13573 Aradu.A05 13573 c (A)13ctggaaaaaaaatttgggtaaaaattcg(A)1051 74698986 74699036 TAACAAGGGTCAGCACAACG GGAGGACACCTAAAGGGGAG 221

Ad05A13574 Aradu.A05 13574 c (A)14ctggaaaaaaaatccgg(A)1041 74699285 74699325 CCTCGGGATAGCGTCATTTA TGCCGTAAAGGCTTCATCTT 237

Ad05A13579 Aradu.A05 13579 c (A)10tcggaggagcctgccgaagatgaggccattatggctcgcctttaggtgtcctcttggatagcgtcatttaaagaacaagggtcagcacaacgt(A)13116 74708401 74708516 TGTCCTCCTCTGGATAGCGT ACCTAAAGGCCAGCCGTAAT 240

Ad05A13585 Aradu.A05 13585 c (A)10gaaaaaaaactgaataaaaat(A)1041 74711380 74711420 CCCCTTTAGGTGTCCTCCTC TGGCAGGCTCTTCTGATTTT 234

Ad05A13593 Aradu.A05 13593 c (A)12gaaaaaagagagctggaaaaaaatccg(A)1049 74715961 74716009 ATTACGGCTCGCCTTTAGGT ACGCTATCCAGAGGAGGACA 182

Ad05A13603 Aradu.A05 13603 c (A)12cggaggagcctaccgaagatgaggccattacggctcgcctttaggtgtcctcctctggatagagtcatttaatgatcaagggtcatcacaacgt(A)10116 74732871 74732986 TAAAGAACAAGGGTCGGCAC ACGCTATCCCGAGTAGGACA 274

Ad05A13605 Aradu.A05 13605 c (A)10gctggaaaaaaattcg(A)1137 74733266 74733302 TGTCCTACTCGGGATAGCGT CGTAATGGCCTCATCTTTGG 273

Ad05A13606 Aradu.A05 13606 c (A)10gctgggaaaaaatcccg(A)10ccggaggagcctaccgaagatgaggccattacggcttgcctttgggtgtcctcctctggatagcgtcatttaaagatcaagggtcagcacaacgt(A)10g(A)10153 74733539 74733691 ATGGCTCCCCTTTAGGTGTT CCTCTTCTTCGGTAGGCTCC 275

Ad05A13622 Aradu.A05 13622 c (A)11ctggaaaaaaaacacaacgtt(A)1143 74749561 74749603 CCCCTTTAGGTGTCCTCCTC GACTCATCTTTGGCAGGCTC 279

Ad05A13637 Aradu.A05 13637 c (A)10ctgg(A)10 24 74754495 74754518 CGTCATTCAACGAACAATGG ACCTAAAGGCGAGCCGTAAT 271

Ad05A13641 Aradu.A05 13641 c (A)10taggaggagcctaccgaagatgaggccattacggctcgcctttaggtgtcctcctttggatagcgtcgtttaaagaacaagggtgagcacaatgtaaat(A)10119 74755272 74755390 TGTCCTCCTCTGGATAGCGT TCGGTAGGCTCCTCTGATTT 277

Ad05A13644 Aradu.A05 13644 c (A)10ctag(A)10 24 74756405 74756428 CCTCGGGATAGCGTCATTTA GTTGTGCCGACCCTTGTACT 160

Ad05A13648 Aradu.A05 13648 c (A)16ctggtcagcacaacgtaaaaaaaataaaaaaataataaaaaaaccagtcagcacaacgtaaaaaaaaccagttagcacaacgt(A)10109 74759002 74759110 CCAAAGATGAGGCCATTACG TGTTGTGCTGACCCTTGTTC 248

Ad05A13651 Aradu.A05 13651 c (A)11ctag(A)10 25 74761436 74761460 CCTCGGGATAGCGTCATTTA CCCGAGGAGGACACATAAAA 253

Ad05A13654 Aradu.A05 13654 c (A)13ctt(A)10cggaggagcctgccgaagatgaggccattacgactcacctttaggtgtcctcctcgagatagtgtcatttaaagaacaagggtcagcacaacgt(A)12132 74762852 74762983 TGTCCTCCTCGAGATAGCGT AGCCGTAGTGGCCTAATCCT 233

Ad05A13674 Aradu.A05 13674 c (A)10tcggaggagcctgtcgaagatgaggccattacggctcgcctttagatgtcctcctcgggttagcatcatttaaagaacaacggacagcacaacgt(A)10115 74773687 74773801 GCCATTACGACTCGCCTTTA GAAGCTATCCCGAGGAGGAC 264

Ad05A13675 Aradu.A05 13675 c (A)10ctgg(A)10 24 74774173 74774196 GCCATTACGGCTCACCTTTA AATGACGCAATCCCAAGAAG 165

Ad05A13679 Aradu.A05 13679 c (A)10ctgg(A)11cctgaggagcctgccgaagatgaggccattacagctcaccttttggtgtccttcttgggattgcgtcatttaaataacaagggtcagcacaatgt(A)10130 74776518 74776647 GCCATTACGGCTCACCTTTA CTATCCCGACGAGGACACAT 275

Ad05A13693 Aradu.A05 13693 c (A)11ctt(A)10 24 74788233 74788256 GCCATTACGGCTCACCTTTA GCTCCTCCGGTTTATTCTCC 233

Ad05A13694 Aradu.A05 13694 p5 (TTTTA)6 30 74793836 74793865 GATCACCTTTGTGGCTCCAT CAGATGCTCCTTACTGGCGT 268

Ad05A13695 Aradu.A05 13695 p3 (TTC)5 15 74794672 74794686 CCAAAAACCCCACCTACCTT CGCCCTAGAGCAAGAGAAGA 225

Ad05A13714 Aradu.A05 13714 c (A)10ctggaaaaaaaaccggaggagcctaccgaagttgaggccattacggctaaaaaaaataaaaaaattggaggagcct(A)1298 74809121 74809218 GATGAGGCCATTACGGCTAA TAAATGACGCTATCCCGAGG 247

Ad05A13726 Aradu.A05 13726 c (A)11gaaaaaaccggaggagcctgccgaagatgaggccattacggctcacctttaggtgtcctccttgggatag(A)1899 74813448 74813546 CCTCGGGATAGCGTCATTTA TTACGTTGTGCTGACCCTTG 260

Ad05A13735 Aradu.A05 13735 c (A)10tcggaggagactgccgaagatgaggccattacggctcacctttatgtgtcctcctcgggatagcgttatttaaaaaaaaaggggtcagcacaacgt(A)10116 74826915 74827030 CTCCTCTGCATTGCGTCTTT TCCCAAGGAGGACACCTAAA 257

Ad05A13738 Aradu.A05 13738 p4 (TATG)7 28 74829108 74829135 TGTATCGATGAGAAGCATTCG AACTTTGTGATGTTTCGGGG 195

Ad05A13741 Aradu.A05 13741 p2 (TG)6 12 74847959 74847970 CTCCCGTTCTCTCCTTCCTT TTCCTCTTTCAGCTTCGCAT 192

Ad05A13744 Aradu.A05 13744 p2 (TC)6 12 74864142 74864153 GCCAATTGGACAACATAAGTCA TTCTCGACCCAGAAAACACA 276
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Ad05A13748 Aradu.A05 13748 p2 (CA)9 18 74879141 74879158 TTTAGGAGCCTTTGAAGGAAA GCCTCGCTGAGGTATACTGG 215

Ad05A13749 Aradu.A05 13749 p2 (AT)7 14 74883349 74883362 TCTTACGTGAGTGATGCGCT CAGTTCGTCCTTCAGGCTCT 247

Ad05A13750 Aradu.A05 13750 p3 (CAA)5 15 74888176 74888190 CAATACCAACACCACAACCAA AGGGAGCTGAAAATCCGTTT 272

Ad05A13751 Aradu.A05 13751 p3 (ATT)5 15 74892057 74892071 GGTTGTAATGGGGCTAGGGT GGACAAAATGCCCCAAAGTA 218

Ad05A13752 Aradu.A05 13752 p2 (AT)9 18 74901210 74901227 TCCCAAGTTGAATCCTTGGT TCCCATGTGCATTGATTCTT 280

Ad05A13753 Aradu.A05 13753 p3 (AAT)6 18 74913625 74913642 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 169

Ad05A13754 Aradu.A05 13754 p2 (AT)6 12 74927039 74927050 AGTGTGGGAAAAACTGTGGG TGGGGTAAGTTTGTCCCCTT 242

Ad05A13757 Aradu.A05 13757 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 74936285 74936338 CCACATACTGTTACGGCACG TTCTCCTCCTCGTCTTCTGC 241

Ad05A13758 Aradu.A05 13758 p3 (GAA)7 21 74937091 74937111 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCGTT 142

Ad05A13760 Aradu.A05 13760 c (AT)6agccaaccttagatagtgataaagcacttttacaattgagatg(A)1166 74939118 74939183 TTTGAAGTGGTTGAATGCCA CCAGTGAGGGTTCACTAACTCA 280

Ad05A13763 Aradu.A05 13763 p2 (AT)10 20 74945672 74945691 GGCCTTGATGCATATTCGTT ATCCTAACGTCAAAATGGCG 279

Ad05A13764 Aradu.A05 13764 p2 (TC)17 34 74947248 74947281 TCACTCCACCCTCTCCTCAC GAAGGAGAGGTTTACACGTTGG 193

Ad05A13768 Aradu.A05 13768 p2 (TA)7 14 74958602 74958615 CGGCTCTGAAGTCACGAGAT CCTTCTCACGAGAAACTCGG 239

Ad05A13770 Aradu.A05 13770 p2 (AC)6 12 74972690 74972701 TCAAAGGCCAACAATTCCTC TGAGAGGAAGGGTCCAAAGA 223

Ad05A13775 Aradu.A05 13775 p2 (AT)7 14 75011294 75011307 GTTTGGGAGAGTTGGGAACA ACTTTGGGGCATTTTATCCC 225

Ad05A13776 Aradu.A05 13776 p3 (AGA)6 18 75027272 75027289 GCTTTTGTCTTCCCTTTCCC TAAGCCATCTTCTCCCCCTT 212

Ad05A13779 Aradu.A05 13779 p2 (GC)6 12 75058465 75058476 CACAAACCGGGCATAACTCT TAACTGTGCTTGATGCCTGC 124

Ad05A13781 Aradu.A05 13781 p3 (TTC)5 15 75064993 75065007 TAGCACAAATCGAGTCACGC GCAATGAATGAAAGTTTGCG 271

Ad05A13785 Aradu.A05 13785 p2 (GC)6 12 75098537 75098548 ACAATGTGAGCACAAGACGC GGTGGCACAACTCTCTGGAC 248

Ad05A13788 Aradu.A05 13788 p2 (AT)10 20 75145425 75145444 TAAGGACCATTGTCATGCGA TGATTCGACTCTGTTCCCAA 258

Ad05A13789 Aradu.A05 13789 p2 (AT)6 12 75146961 75146972 TCGGTTATAAAGCCAATCCG TTGATGACGTTGGTTGTGGT 280

Ad05A13790 Aradu.A05 13790 p2 (TA)7 14 75149750 75149763 CTGAATCGAATCAACCGGAC TCAAATTCGAACAACAGTCTGC 223

Ad05A13795 Aradu.A05 13795 p2 (AT)12 24 75188642 75188665 CACCATGCATGAGTTTTCAA TCCTGGAACGGAGCTTTAGA 154

Ad05A13797 Aradu.A05 13797 p2 (TC)8 16 75192204 75192219 GCTTGCACTTCCCTGAACTT TTTGGATTGGGATGAGAAGC 255

Ad05A13798 Aradu.A05 13798 p4 (AAAT)5 20 75195441 75195460 TGCCAAAGGTTAGCACACAC CCCCATTTTGTGACTTTGCT 154

Ad05A13799 Aradu.A05 13799 p5 (TTATC)5 25 75197465 75197489 GGTGGTGCTGATTCCTTTGT GATAAAGGCGGTTTCGTTGA 233

Ad05A13800 Aradu.A05 13800 p5 (TTATC)7 35 75206891 75206925 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 177

Ad05A13801 Aradu.A05 13801 p3 (AGA)5 15 75211614 75211628 CTCGGAGGTTGAAGCTTTTG TCACCTAGGCCGAACCTACA 200

Ad05A13802 Aradu.A05 13802 p2 (TC)15 30 75219560 75219589 CCCTTTCCTTTTGGCTTTTT TGATGTGGTGGCAATACTTTG 243

Ad05A13810 Aradu.A05 13810 c (T)11gcacataatctctc(T)1136 75268394 75268429 TTGGCTTTTTCTGCTTGCTT TTGTTGTTCATGAATGTTGGC 184

Ad05A13811 Aradu.A05 13811 p2 (AT)6 12 75341335 75341346 ATGATCGTTCCTTCCCCTCT ATGCCTTAACACCCCCTTTT 133

Ad05A13815 Aradu.A05 13815 p2 (AT)9 18 75379654 75379671 CGCAAAGTGTTCACACATGA AGCCGGCTTAAACTTCACAA 182

Ad05A13817 Aradu.A05 13817 p3 (CAC)6 18 75439303 75439320 CTAAGACACCCTCCTTCCCC GGATCAGAGAGATGGTGGGA 199

Ad05A13819 Aradu.A05 13819 p2 (TC)21 42 75488533 75488574 GACACCCCTTTTCTTCTCCC AAGGTTTTGGCCCAAGAGAG 104



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A13821 Aradu.A05 13821 p2 (GA)28 56 75493630 75493685 GCAAAAGCAAAATCCACACA CTCTGCTTGCAGATGCTTTG 250

Ad05A13823 Aradu.A05 13823 p2 (TG)8 16 75501198 75501213 TCTTCTCCCCTCTCCTCTCA TATCTGCCTGGTACTGTGCG 247

Ad05A13824 Aradu.A05 13824 p2 (TA)8 16 75519036 75519051 AAGGTTGTAGTGGGGCTAAGG ATGGGTTGCTAGGCATGATT 151

Ad05A13826 Aradu.A05 13826 c (T)10gtttttatgattttgtaaa(T)1039 75534566 75534604 GCATGCAATTGACACCAAAC CTAACATTGCATGATTCCTGG 179

Ad05A13828 Aradu.A05 13828 p3 (AGA)21 63 75550383 75550445 GCTCGTCCTCGAGCAATAAA CCCCACCTAACATATTCCCA 278

Ad05A13833 Aradu.A05 13833 p3 (TTA)15 45 75577758 75577802 TTTTGATTCATTAAATAATAAGGAGCA TGATTTGATATTGGCTCATTGC 280

Ad05A13834 Aradu.A05 13834 p2 (AG)9 18 75579708 75579725 CCAAAGCCTTGGAATCTTTTT GTGTGGCTTTTCAATCCCAT 262

Ad05A13835 Aradu.A05 13835 p3 (ACC)6 18 75583034 75583051 GGTCAAAATCAAATTCGTCTCC GGTATTTGGTGGGAGTAAGGG 165

Ad05A13837 Aradu.A05 13837 c (TCA)26(TTA)5 93 75583807 75583899 GCTAGAGACTAAGAGACTAAACCAACA TGGTTTCCTTTTTCATATCTTATTATT 280

Ad05A13838 Aradu.A05 13838 p2 (TA)6 12 75589986 75589997 TCACCAGGATAGTTGCTTGATG AAGGATTGCAGATAAAGGTTCC 157

Ad05A13839 Aradu.A05 13839 p2 (TC)10 20 75596549 75596568 CAAAACTAGAAGAACCGGCG GTTATCATCGTCGCAGGTCA 163

Ad05A13840 Aradu.A05 13840 p2 (AT)11 22 75596915 75596936 CGTCTTTCTTCACCGCCTTA ATAACCCTAGCCGGCCTAAA 102

Ad05A13844 Aradu.A05 13844 p2 (AT)7 14 75618000 75618013 TTTGATGTTGGGTTATTCGGA AGGGGTAGGCGACCTAAGAA 266

Ad05A13845 Aradu.A05 13845 p2 (TA)6 12 75618799 75618810 TTTACCCGTTTTCAAGGCTC GGGAGATCGTAAGGATGGTG 229

Ad05A13846 Aradu.A05 13846 p2 (TA)6 12 75620977 75620988 CGGTTTCAAAACCCAAGTCA CTCCACTACCCTTCTTCCCC 238

Ad05A13848 Aradu.A05 13848 p2 (TA)11 22 75628551 75628572 CTACCGCCGCATCTAACTTC GTGAGGGAGCCCATAAGGAT 241

Ad05A13849 Aradu.A05 13849 p3 (ATT)5 15 75659306 75659320 GGGATGGAGATGCTTCTTTC CAGGAACAAGGATAAGGGCA 228

Ad05A13855 Aradu.A05 13855 p6 (AGAAAA)5 30 75722557 75722586 TTGTTGGCTCTTGAAAGAATGA GGACCTTCATGCCACACTCT 160

Ad05A13857 Aradu.A05 13857 p2 (GA)9 18 75736259 75736276 AGAAGGGTGACGTTAGGGGT TGAAAATATCTCATCCCTTTTTCA 231

Ad05A13867 Aradu.A05 13867 p2 (AT)8 16 75874631 75874646 ATCCCAACACCTTTGCATTT TTGGGATGTCAATGCCCTAT 139

Ad05A13868 Aradu.A05 13868 p3 (TCT)5 15 75885019 75885033 CCACAGGATCACCTCAGGAT ACATAGAATGTTGCTCGCCC 245

Ad05A13871 Aradu.A05 13871 c (T)10ggtatccactgc(T)12gcttcaagaatcaatctaatgatttttagatcctcaataacaattctctttttcctcattctttcaagagccaacaa(T)10121 75904150 75904270 CACACTCTTGTTGCCTTGGA TGAATGTATGCTTGAACAGTGC 249

Ad05A13872 Aradu.A05 13872 c (AG)6gaagaggaaattcgaatggtgtggtgggaagagggagccaaacgtgtatttataaggtggggagggggcttttcg(A)1198 75905465 75905562 CGGAAAAGCACACCAAACTT TCATCCCCAAATTTTGTTCA 234

Ad05A13873 Aradu.A05 13873 p2 (TA)9 18 75968385 75968402 CTTGCACATTTTCTTTTGCTG TGGTGGATGGATTGTTGTGA 246

Ad05A13874 Aradu.A05 13874 p2 (AG)6 12 75969238 75969249 TAAGTTTGAGGAACCGTGGG TGGGGTAATTTTGTCCCCTT 194

Ad05A13878 Aradu.A05 13878 p2 (TA)7 14 76052490 76052503 TTTGTGTGTGGGTGTGTGTG GCTCATGAGGACGAACCACT 239

Ad05A13879 Aradu.A05 13879 p2 (AG)6 12 76065516 76065527 TTTCAACCCAGTTTTCGGTC CCAAATTGGCAACATCAAAT 257

Ad05A13885 Aradu.A05 13885 c (A)10gaaaagaagagt(AGA)537 76089415 76089451 CCCTTTCCCTTTTCTTGAGG CCCCCTCCTCTCCTTCTCTA 179

Ad05A13886 Aradu.A05 13886 p2 (GA)6 12 76101522 76101533 TGAAAGTGAGGTAGGTGGGG TGCTGGTTAGTTGTGCGAAG 242

Ad05A13887 Aradu.A05 13887 c (AT)6gcagacaataatacctaagtatttaaggggaggg(A)1056 76108657 76108712 GATCTCGGTGCCATCTTGTT TCAGAGTCCTCAGTGCCAGA 267

Ad05A13890 Aradu.A05 13890 p3 (TGC)7 21 76122111 76122131 CAACAGGGAAAGGAAGACCA TGAAGACACTTCCACAGCCA 242

Ad05A13895 Aradu.A05 13895 p3 (TAA)6 18 76140156 76140173 AAAAAGCAAGAGAGAATTATCAAGA TCAAGGGAGAAAAAGTGTGGA 242

Ad05A13899 Aradu.A05 13899 p3 (AAT)6 18 76183800 76183817 ATCCTGCAATGGAAGAGGTG TGCCAAACCTATTTCTCCCA 162

Ad05A13901 Aradu.A05 13901 p3 (AGA)6 18 76192888 76192905 ACATAGAATGTTGCTCGCCC CTTTCCCATAAACCCCACCT 253
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Ad05A13902 Aradu.A05 13902 p3 (AGA)5 15 76203843 76203857 CTCCCAAGACTCAGAGGTGG CCTCTTCCCAATTACCCCAT 264

Ad05A13903 Aradu.A05 13903 p3 (ATT)6 18 76206631 76206648 GGACGTTGGCTTTGTGAAGT CAGGGAAAAAGGCACTCTTG 196

Ad05A13906 Aradu.A05 13906 p4 (TAAA)5 20 76234952 76234971 TCTCTATGCCGTTTTGGGTC TGGGCTAACCAATATTCGCA 272

Ad05A13907 Aradu.A05 13907 p3 (ATA)7 21 76240022 76240042 TGATCGTTGCATGTAATACGC AAAATCCACAAATTTTGCTTCAA 129

Ad05A13918 Aradu.A05 13918 p3 (TCT)6 18 76331677 76331694 TTCACCTTGGCCAAACCTAC CTAGAGGATTCTCCGGCCTT 175

Ad05A13919 Aradu.A05 13919 p3 (AGA)6 18 76342446 76342463 TAAAATATTGCTCGCCCTCG AATGGCCGAATCTACCCTCT 182

Ad05A13920 Aradu.A05 13920 p3 (GAA)6 18 76380870 76380887 CGTTAGGGACAACTTTGGGA TACCGGGGATTGTTGAGTTT 279

Ad05A13921 Aradu.A05 13921 c (T)10ctcaatgcacatggtaatttaattattttaatttcacatgagcatgcttcccaaattttcaaataacttattcaatttaattccctac(T)10108 76387360 76387467 CCCATGTGCATTGGTTCTTT TTACGGGAACATGGGATGAT 218

Ad05A13923 Aradu.A05 13923 p3 (TGT)5 15 76402788 76402802 CACAAAATCCGGAAGGAAAA CACATAGGTGTGTTGCGACC 195

Ad05A13924 Aradu.A05 13924 p2 (TG)6 12 76403944 76403955 GCAGAAACTCCTCCCTCCTT AACTACACCCAAAATCCCCC 168

Ad05A13925 Aradu.A05 13925 p3 (AAG)9 27 76411542 76411568 TTGTCCTCCCTTTCCCTTTT TCCTTCTTGGCCGAATACAC 202

Ad05A13929 Aradu.A05 13929 p3 (AGA)6 18 76471517 76471534 TTCCTCGCCACAACATCATA CTATACCTTGGCCGAATCCA 280

Ad05A13934 Aradu.A05 13934 p4 (ATTT)5 20 76496328 76496347 TTTCCTCGGACAGCTTTTTC TCCTTTTGTCCCAGTGGAAG 269

Ad05A13935 Aradu.A05 13935 p2 (TA)12 24 76496854 76496877 CGATGACATGTTTTGCTGTTTT TCATTCACAAAATCAATTACTACAAA 263

Ad05A13936 Aradu.A05 13936 p3 (GTA)6 18 76498374 76498391 CCCAAAACGTGTCTCACAAA TGCCCTCTGATCTCTTGTCTC 193

Ad05A13941 Aradu.A05 13941 p2 (TA)9 18 76508378 76508395 TCGATTAAATCATGTTATTTTTGTCA TCGTAGAATTAGGATTTTGAATTTTT 210

Ad05A13949 Aradu.A05 13949 p3 (TCT)7 21 76557186 76557206 AAATGGCCGAACCTATACCC TGGTGCCATTGATGGTAATG 239

Ad05A13952 Aradu.A05 13952 p3 (AGA)7 21 76597459 76597479 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 277

Ad05A13953 Aradu.A05 13953 p3 (ATT)5 15 76600102 76600116 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad05A13954 Aradu.A05 13954 p2 (AT)6 12 76615003 76615014 AAACATGCAATTGACACCAAA TTGTGCGGAGTTGTGAAAAG 260

Ad05A13956 Aradu.A05 13956 p2 (TA)6 12 76616948 76616959 TATTTGTCCGTTTTGGAGGC TCTTTTTGTTGGGGTCCTTG 259

Ad05A13957 Aradu.A05 13957 p2 (AT)6 12 76617945 76617956 CCGGAGGTGAGTTCATCAGT CGGTAATGTTCGACGGTATTG 238

Ad05A13960 Aradu.A05 13960 p3 (TCT)6 18 76663914 76663931 CATCAATCTCCTCTTCCCCA TCGGAGGTGGAAACTTTTTG 270

Ad05A13961 Aradu.A05 13961 c (A)10tatggc(A)10 26 76664777 76664802 TTGTTGGCTCTTGAAAGAATGA TTGGATCCTTGCTACCCTTG 207

Ad05A13965 Aradu.A05 13965 p2 (TC)6 12 76715223 76715234 TCGAAAATCACCTTCCTCTTTT GAAAAATTCGAACACAGAGAGAGA 265

Ad05A13966 Aradu.A05 13966 p2 (AT)6 12 76721202 76721213 GGGAACATGGAAATTCAAGC AGGTTGGGTTAAAGCTGGGT 273

Ad05A13968 Aradu.A05 13968 p3 (AGG)5 15 76732102 76732116 CCAAAAAGAGAGTGCAAGGC CAGAGGATGTCCCATGAGGT 105

Ad05A13973 Aradu.A05 13973 p2 (CT)6 12 76801027 76801038 TCCAAGTCCAGAAGGCATAGA GCATAGGCCAAATAGGCAAT 278

Ad05A13977 Aradu.A05 13977 p3 (AGA)5 15 76832515 76832529 CTCCCAAGACTCAGAGGTGG CATCTACCCACTCTTCCCCA 273

Ad05A13978 Aradu.A05 13978 p3 (ATT)6 18 76835288 76835305 GGGATGCTTCTTCCATCAAA CAGGGAAAAAGGCACTCTTG 219

Ad05A13979 Aradu.A05 13979 c (AT)6(GT)22 56 76842325 76842380 GGCTCAAAACTCACTTGCTTG CCCAACACTTTTGCATTTCA 277

Ad05A13981 Aradu.A05 13981 p2 (AG)19 38 76858832 76858869 TGAGTCTGTGGAAGAAGACGAG GCATTGCCATTGCAGTTTTA 190

Ad05A13982 Aradu.A05 13982 p2 (AG)21 42 76859045 76859086 TGAGTCTGTGGAAGAAGACGAG TCGTCATCGTCGTTGCTAAG 239

Ad05A13985 Aradu.A05 13985 p2 (TA)6 12 76870842 76870853 TTTTAACATTAACGCTAAGCAATG TGGGTTTTGTAATTTGGGACC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A13987 Aradu.A05 13987 p3 (ATT)5 15 76878843 76878857 GCCATAAATCAAAGGACTCAGC GCAAAGAAACGGTGGAACTT 279

Ad05A13995 Aradu.A05 13995 p2 (TC)8 16 76910487 76910502 CGGAAGCTCAGTGACAGTTG CTTCAGAGCTGCGGAAAGTC 271

Ad05A14000 Aradu.A05 14000 p4 (TATT)5 20 76949957 76949976 TCGAAAATTCCTCACCCTTTT CAGAGGAGAAGAGAGGGTTCG 247

Ad05A14001 Aradu.A05 14001 p3 (TTC)5 15 76953200 76953214 AAACCCACACCTCTCTCCCT CTGGCCTTAGGTACCACCAA 154

Ad05A14009 Aradu.A05 14009 p2 (AT)8 16 77087281 77087296 TCCGTGATCCAGCCTTTATT TCCGTACGACGTTGCTGTTA 265

Ad05A14010 Aradu.A05 14010 p2 (TA)8 16 77087537 77087552 CGTCGTACGGAGGACTTAGG TTAACTAATAACCCCGGCCC 256

Ad05A14012 Aradu.A05 14012 c (GA)17gg(GA)7 50 77152526 77152575 AATTTTGGAGGTAGGTGGGG ATTTTTGCACGCCTAAATGG 226

Ad05A14014 Aradu.A05 14014 c (A)10tattcttcctaactaattttaaactatttttttcgaaaattttat(A)1065 77182364 77182428 GTCTTGTGTCTTTTGTGTGTTTTT CCAGAGTCCTCCTGGACTGA 279

Ad05A14015 Aradu.A05 14015 p2 (AG)6 12 77192455 77192466 TGTGGTTCATGAATGTTGGC CAGGTTTGCTAGAGTCCCCA 247

Ad05A14016 Aradu.A05 14016 p3 (AGA)7 21 77220669 77220689 ATGATTCTCCGGCCTTAGGT TACCCTCTCCCCTTTCCCTA 247

Ad05A14018 Aradu.A05 14018 c (T)10gaattatttttaattgttgtgtacttcacaaatgttaggcataacccggtttaaacgatagtctcta(T)1087 77258490 77258576 TTGAGTGATAAACACACTTGTTAATTG CATCCAACATTAAAAGAATGCAA 274

Ad05A14023 Aradu.A05 14023 p2 (AG)15 30 77331351 77331380 TGATTGGTTTCTTGTGAAGCA AGTGTTTCCACAAGGTTGGC 280

Ad05A14024 Aradu.A05 14024 p2 (AT)12 24 77357841 77357864 TGTTCTTCTTGGTATTCAAACTGTTC CCAACAAGAAAACACCAAACTT 280

Ad05A14026 Aradu.A05 14026 p3 (AAT)5 15 77364175 77364189 TATGGGGAAATTGGGTTTGA ATTCACTTTGGGGCATTTTG 228

Ad05A14027 Aradu.A05 14027 p2 (GA)7 14 77366462 77366475 CCTTTCACACACACACCCAG GCGGAATAGCCTCCTTCTCT 249

Ad05A14028 Aradu.A05 14028 p2 (CT)7 14 77366663 77366676 AGAGAAGGAGGCTATTCCGC GGAATCGAAAACGGAACTGA 229

Ad05A14029 Aradu.A05 14029 p2 (TA)6 12 77370032 77370043 CATGCTTATTTTGATATAGCTATGCTT TGTAGCCTTAGGCCTCATTTTT 269

Ad05A14033 Aradu.A05 14033 c (T)10cgaatttttctc(T)1133 77449875 77449907 TTGCCTTGGATCACAACTTT TGTGGTTCATGAATGTTGGC 195

Ad05A14034 Aradu.A05 14034 p5 (ATTTT)5 25 77492598 77492622 CCTAACCAATTTCTCTCTCCTCA ATGGAGCAAGGGAGATGATG 200

Ad05A14036 Aradu.A05 14036 p3 (GAT)5 15 77531270 77531284 CTCCTGATGCCCATTTGACT ACGGGAGAAATTGAGGAGGT 142

Ad05A14042 Aradu.A05 14042 c (T)10caatttctttccatatcttctcaaatctcctttcaaatttctcttctttttcgaaaatt(C)10accttataaatacacgtttggctccctctttcctccacaccattcgaatttcctcttc(CT)6149 77572297 77572445 CAAATCTCTCAAATCATTCCCA AGTGATCACGGAAAAGCACA 259

Ad05A14043 Aradu.A05 14043 c (AT)6tttc(A)10 26 77573902 77573927 TGGCTCTTGAAAGAATGAGGA GTTGCCTGGGATCACAACTT 175

Ad05A14045 Aradu.A05 14045 p2 (AT)8 16 77631125 77631140 GTGGTTGGTGAAGCTCAGG TTGTCATGCCACTTCTTTGC 226

Ad05A14047 Aradu.A05 14047 p3 (GTA)5 15 77662644 77662658 TGGGTAAGTGGAAGAGGTGG TAACGCATAGCAACAAACGG 149

Ad05A14051 Aradu.A05 14051 p3 (TAA)5 15 77718334 77718348 AGGGAGATGATGTGGATTGG ATCCCTTGGGTTGACTTGGT 277

Ad05A14052 Aradu.A05 14052 p2 (CT)8 16 77720869 77720884 TTTCGAAAATTCCCTCTCTCA TCAGCTTCAACAAGAATGCC 245

Ad05A14053 Aradu.A05 14053 c (TA)6atgtc(TA)6 29 77745845 77745873 TTCAAAGAAAAATCTCCACTCAAA AGTTGTGATTGGATCATGCG 245

Ad05A14055 Aradu.A05 14055 p2 (AT)7 14 77748986 77748999 GACGCCACCATCACTAAGGT TGGCTTTTTCTGCTTGCTTT 235

Ad05A14058 Aradu.A05 14058 p2 (AT)6 12 77761000 77761011 TTTGGGTAGCTAGGCATGATTT TGCAAACATCATGAGGTCATTT 165

Ad05A14059 Aradu.A05 14059 p4 (TTAG)9 36 77770408 77770443 TCCGACACTACCAATCACCA GGCAACAATAAACGGAAAACA 163

Ad05A14061 Aradu.A05 14061 p2 (AG)6 12 77775080 77775091 AAATAGGGTCCAAGCCCAAC TGCGTGGCTACAAATGACTC 193

Ad05A14065 Aradu.A05 14065 c (AAAT)5aaaatataaaaataaaaaaatat(AATAA)673 77806859 77806931 GAAACATGTTGGAATTGGGC TGCAATAAAAGAGGATGGAAGAA 258

Ad05A14067 Aradu.A05 14067 p3 (AGA)5 15 77855932 77855946 TAGCCACATACCCATCCACA ACCCCTTTCATTGGGTTAGG 247

Ad05A14071 Aradu.A05 14071 p2 (CT)7 14 77956225 77956238 TCTCCTCAAATCCCCTTTCA TGCTTGTCCTCAAGCAAAAA 165
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Ad05A14072 Aradu.A05 14072 c (TTTA)5tat(TA)6(T)1247 77961726 77961772 GCCTAGCTACCCATAATTCCC GGGAACCTACTCATGAAAAACC 269

Ad05A14073 Aradu.A05 14073 c (T)10cgttttcttttcttttctcttttttttgaa(T)1050 77964706 77964755 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 228

Ad05A14074 Aradu.A05 14074 p3 (CTT)5 15 77990838 77990852 TCTTGACTTTCCCATGGAGG TCAGGCAACCACTCAACAAC 255

Ad05A14077 Aradu.A05 14077 p2 (AG)6 12 78029940 78029951 GGAGGATGGGAGAATCAACC CATGAGCTAACATCGGCAAA 233

Ad05A14078 Aradu.A05 14078 c (AT)6(GT)20ttgtgtt(TG)8tc(TG)689 78031239 78031327 CTTGCCTCTTTGGTTCTTGG TTTGGTATACTTGCCGAGGG 264

Ad05A14080 Aradu.A05 14080 p5 (AAAAT)5 25 78053628 78053652 ATTCTTTTCTTCCCAACGCA GAGCTCACCAAAGGTCCAAC 279

Ad05A14085 Aradu.A05 14085 p3 (GAA)5 15 78102268 78102282 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad05A14087 Aradu.A05 14087 c (AC)7a(TG)21 57 78122848 78122904 CTCTGGCAGACCTTGGCTT CCAAGGAAACCGGTCACTAA 269

Ad05A14089 Aradu.A05 14089 p3 (AGA)5 15 78140016 78140030 CCCAAGACTCAAAGGTGGAA CCTCTTCCCAATTACCCCAT 262

Ad05A14090 Aradu.A05 14090 p3 (AGA)7 21 78155857 78155877 ACCACTGAGCTATGACGGCT CATCTCCCCTCACTCACCTC 231

Ad05A14092 Aradu.A05 14092 p3 (AGA)5 15 78164538 78164552 TGGGAATGGAAAGCAAAAAG AACTTTCCCACCCATAACCC 262

Ad05A14099 Aradu.A05 14099 p4 (TATT)6 24 78226154 78226177 CGAAAACCACTAACAACTTTTTCA TCGAACACAGAGAGGGAGAGA 252

Ad05A14100 Aradu.A05 14100 p2 (AT)7 14 78226988 78227001 CTTGGGACAAGCTGGTCAAT ATCCACCAGCAAAATGATCC 253

Ad05A14101 Aradu.A05 14101 c (AAAT)6atggc(A)1039 78230172 78230210 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTCTTTACCC 163

Ad05A14102 Aradu.A05 14102 p2 (TA)9 18 78233494 78233511 GTGGATTCACCATTTCTGGG CCATGGTAAAGATGCAAAATG 174

Ad05A14105 Aradu.A05 14105 p2 (CT)6 12 78272823 78272834 TCACATCCAACATGGGAAGA TTTTTGGTCCAGATCCAAGC 268

Ad05A14108 Aradu.A05 14108 p2 (AT)8 16 78319205 78319220 CTGGCTGTGCGACTTTGATA GCTTATTGTTCCCTCGCCTT 270

Ad05A14110 Aradu.A05 14110 p3 (AGA)6 18 78329985 78330002 CTGGCCTTAGGTGCCATAAA TTACATGGCCGAAACACAAA 162

Ad05A14114 Aradu.A05 14114 p3 (AAT)5 15 78349613 78349627 TGCCGTGGTTGAATGTATTG GAAATCAAGTCCGAGGTCCA 222

Ad05A14122 Aradu.A05 14122 c (T)11aataccatagctactatatataagtgtagccttaggtccctcattgttatttttttattttcttg(TA)790 78432751 78432840 TCACCTGTAAAGCGTAGCCA GAAAGATAACCACTTCGCCTTG 271

Ad05A14123 Aradu.A05 14123 p2 (CA)8 16 78448926 78448941 AAAATATGCCAGCATGCCTC AATGGATGGCTTCATCGTTC 261

Ad05A14124 Aradu.A05 14124 c (T)10g(T)10ctttcttatctttttctttcatttatttcaatttc(T)1066 78460868 78460933 CTTACTTTTTGGCCGCTCTG AAGGCATCGTAAAGAAGGCA 229

Ad05A14125 Aradu.A05 14125 c (A)10ttcg(A)10 24 78464720 78464743 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 234

Ad05A14126 Aradu.A05 14126 p2 (CT)6 12 78467483 78467494 TCCTCACCCTTTTTCAAAATTC AGAGAGGGAGAGAGGGTTCG 236

Ad05A14127 Aradu.A05 14127 p2 (TC)6 12 78470509 78470520 AGAATCGCACTCTAAGGGCA TTGGGAGGGAAAAGTGTTTG 271

Ad05A14136 Aradu.A05 14136 p2 (TG)22 44 78515580 78515623 TATTTTTGGCAGATTTGGGG CGAAAAGCACAACACTCACG 237

Ad05A14137 Aradu.A05 14137 p2 (AC)6 12 78539800 78539811 GATCAATCGGTTGCTGTGTG TGTGACCTAGCTTTCCATGCT 252

Ad05A14140 Aradu.A05 14140 p3 (TAC)5 15 78566284 78566298 CATGCCTGATGATGATGAGAA AGGAAGAGCAAGGGCGTAAT 263

Ad05A14143 Aradu.A05 14143 p3 (AGA)6 18 78580955 78580972 CCATAGGTGCCATAGGTGGT CCCTAAATGGCCAAAACTCA 161

Ad05A14144 Aradu.A05 14144 p4 (TAAA)5 20 78584159 78584178 TTCTTGTCCTTGCTCCTGCT CGAAAATCACTAACCCTTTTTCA 270

Ad05A14149 Aradu.A05 14149 p2 (GA)7 14 78682797 78682810 CCCTCTTACTCACCCAACCA GGTGTTGGGGCAAAACTTTA 238

Ad05A14151 Aradu.A05 14151 p4 (AACT)5 20 78715921 78715940 TCAGCAGCAATTAATGGTAAACA TCATCCAACACTCCCAAACA 153

Ad05A14153 Aradu.A05 14153 p2 (AT)6 12 78717393 78717404 GAAGCGGAAAATGGCTGTAA CATTCCTGTTTGTGCATTGG 161

Ad05A14154 Aradu.A05 14154 p3 (TCT)6 18 78727671 78727688 TTTTCAAAAATGCGGGATGT TGGGAGAAGAGGTTTCGTTG 166
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Ad05A14156 Aradu.A05 14156 p2 (TA)6 12 78735756 78735767 GGGAATTGGAATGGAAAGGT TCCACCAACCATTGGATTTT 103

Ad05A14158 Aradu.A05 14158 c (T)10attatgcagtatgcggagtgtaatgcttaatatgaatgctatgcatgatttcaggttcaataaaaactcaaaaacagactaaaatttaaactg(A)10113 78779659 78779771 TTTTGTTTTCTTCCCAACGC TACCAGCACAAGCCACCATA 280

Ad05A14160 Aradu.A05 14160 p3 (TTC)5 15 78826044 78826058 TAGCATCCCACATTCACCCT GGGAAGAGGCATTCAAAACA 273

Ad05A14163 Aradu.A05 14163 p3 (TTG)5 15 78875418 78875432 CGAGGATTGTTGGATTGAGC GCCTTGCCATTGAATGAATC 234

Ad05A14165 Aradu.A05 14165 p2 (CT)20 40 78916134 78916173 CCTTAGCCCCCAATCTTTTC CGGAGGAAGTGGTTGTTGTT 145

Ad05A14167 Aradu.A05 14167 p2 (AT)7 14 78920480 78920493 ACCCGTCTATTAAATGGGGC TAGGTCAAGGTGAGGCTGCT 220

Ad05A14169 Aradu.A05 14169 p4 (AAAT)5 20 78924696 78924715 GGGAACTGTGAAAACTTGGG TGGGGTAATTTTGTCCCCTT 269

Ad05A14172 Aradu.A05 14172 c (TTA)17aaactaaaacactaatgaacccaataacaactatcgacattatt(TA)6107 78939965 78940071 TGCACCCAAATCTTGTTCAG CGCTGATGCTTCTTTCAAAAT 280

Ad05A14174 Aradu.A05 14174 p2 (AG)6 12 78970039 78970050 TTGTTTTCCCTTAGGAGCCA AAACACGTTCAGCCTCCCTA 168

Ad05A14175 Aradu.A05 14175 p3 (TTA)5 15 78977464 78977478 GAGGTGCTCTGTAAGGCTGG CACCTTGGCAGCTACTCACA 215

Ad05A14176 Aradu.A05 14176 p3 (TTA)5 15 78980650 78980664 GGCCATTTGATTAATGATGGA CCGGAGCGTTCTATCACATT 212

Ad05A14177 Aradu.A05 14177 p2 (TC)9 18 78995126 78995143 AAAAACAATGCCAAAAAGCG CGTCAACAATTGAACCAAACA 175

Ad05A14178 Aradu.A05 14178 p2 (TA)6 12 79019916 79019927 GACCTGTTATCTTCGCAGCC GGGGTAAACAAAAATCGCAA 152

Ad05A14179 Aradu.A05 14179 c (ATG)5(ATA)10 45 79028155 79028199 AAAGTTCACCGAAAAGTACCGA TTTAATTTTCTACTTTTCTTGGCTCA 235

Ad05A14185 Aradu.A05 14185 p4 (AATA)5 20 79049415 79049434 GATTGAGAAATTTGGGAACCT CCCATAATTTTTCCACTTTTGC 254

Ad05A14188 Aradu.A05 14188 p2 (CT)6 12 79068357 79068368 TTTCGAAAATCTCTTCCCCC ACGGAAAAGCACACGAAACT 157

Ad05A14191 Aradu.A05 14191 p3 (TTC)5 15 79103948 79103962 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 261

Ad05A14192 Aradu.A05 14192 p2 (TC)6 12 79137848 79137859 ATTTTTGCACGCCTAAATGG GTTCGTGTATTTGGGGTTGG 274

Ad05A14194 Aradu.A05 14194 p5 (TTTAT)7 35 79145095 79145129 CCTAACCATTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 248

Ad05A14197 Aradu.A05 14197 c (AT)12cc(TAA)7 47 79155549 79155595 CCTGACAGGAGAGTTTCCTACAA AGTTGAGGGTATCCATGTGACTT 257

Ad05A14199 Aradu.A05 14199 c (T)10cattttttacaaacatgcatataccgatcacatcgcttcagatgaac(AT)669 79192200 79192268 TTCCAGCTGTGCCACTCTAA AGTTTTTCCCTCGCCTTTGT 278

Ad05A14201 Aradu.A05 14201 p2 (GA)7 14 79219271 79219284 AGAGGGAGAGAGAGGGTTCG AAACCACCTAACCACTTTTCCA 183

Ad05A14205 Aradu.A05 14205 p3 (AGA)5 15 79235513 79235527 CGTCCTCGAGCAAAAGAAGA CACCATCAAACCCCACCTAC 196

Ad05A14209 Aradu.A05 14209 p2 (AG)7 14 79265876 79265889 TTGTTTTCCCTTAGGAGCCA CCACACCATTCGAATTTCCT 152

Ad05A14212 Aradu.A05 14212 p3 (GGA)8 24 79289244 79289267 TGTTTGTGTTTCGCCATCAT CACCACCTCCATCTGATCCT 202

Ad05A14213 Aradu.A05 14213 p2 (AT)11 22 79293868 79293889 TCGCTCTCGAAAGGTTGAAT CCGTTGTCGAATTTCGTTTT 259

Ad05A14214 Aradu.A05 14214 p3 (TAT)5 15 79303830 79303844 TCCTTACTTTTTGTAACGACCCA CGAAGCTAAGCTCACCGAAG 255

Ad05A14216 Aradu.A05 14216 p3 (TAT)6 18 79318205 79318222 GGGTAGGATGTAACGACCCA AGCGAAGCTAAGCTCACCAA 191

Ad05A14217 Aradu.A05 14217 p2 (GA)6 12 79320036 79320047 CTCACCCACGGTACACACAC TGCAGTAATTCGTGGTGAGG 258

Ad05A14218 Aradu.A05 14218 p3 (TCA)5 15 79326397 79326411 TCCAAAATTCACATTCACGC GGAATGGTTGAGGTTGTGCT 280

Ad05A14223 Aradu.A05 14223 p2 (TA)9 18 79337585 79337602 TTGCCATAGCACCTTTACGTT CATTTACGTGTCTGCGCATT 274

Ad05A14225 Aradu.A05 14225 p2 (TA)8 16 79358221 79358236 GCTGAGCGTCTGGAGTTTCT CTCACGTGAACGGAAACTTG 171

Ad05A14228 Aradu.A05 14228 p2 (AT)7 14 79401304 79401317 ACATGCACACACAGGAGCAT AAGGGGATCCTTACCTTCCA 266

Ad05A14229 Aradu.A05 14229 p3 (AGG)5 15 79410090 79410104 CGTGCACGATTTGAAAGAAA GCTCAAACGTAAGGGACCAA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A14231 Aradu.A05 14231 p2 (TA)6 12 79413047 79413058 TTTTAGGGCGAGATTGAACG ACGGTCTCCCTGTTTACGTG 180

Ad05A14232 Aradu.A05 14232 p2 (AT)7 14 79415349 79415362 TGGTTAGAATTTTTGACCCCTT TTTGAAGTGTCATCGCTATTTCT 212

Ad05A14233 Aradu.A05 14233 p2 (CA)6 12 79428826 79428837 ACCAAGCCCTTTCCAAACTT GGACCTTGGGTGTGGTAAGA 164

Ad05A14238 Aradu.A05 14238 p3 (TCT)5 15 79504603 79504617 CATCAACCTCCTCTTTCCCA TAAAATATTGCTCGCCCTCG 121

Ad05A14240 Aradu.A05 14240 p2 (AT)6 12 79525050 79525061 GTTGAAACCGGCTAGCCATA TGTTTTTCAGATGCAGGTCG 230

Ad05A14242 Aradu.A05 14242 p2 (AT)7 14 79544809 79544822 AGACACTAGCCACGACTCGC GACTGGTGATAGGAGCGGAG 212

Ad05A14243 Aradu.A05 14243 p3 (TTC)6 18 79554037 79554054 CCACAGGATCACCTCAGGAT TAAAATATTGCTCGCCCTCG 184

Ad05A14247 Aradu.A05 14247 p2 (TA)8 16 79573339 79573354 GTCGCTTTGATGCTTGTGAA TTTCCGTTTCCCAATTGCT 278

Ad05A14248 Aradu.A05 14248 c (TAT)21tagtctcttgagcattccacgtttgtcgctgttta(TAT)5113 79573707 79573819 TCATTCCTCAGTTCACTGCAA ATTTTGCTACCATGAGGCCA 252

Ad05A14249 Aradu.A05 14249 p2 (TA)8 16 79581192 79581207 AAGGTACACGTAATGTGTGAATTTT TGACCGTTGGAATAAAATAGTTC 229

Ad05A14250 Aradu.A05 14250 p3 (AAT)17 51 79590174 79590224 GCATATGGCAGCAATTAAATAGG CTTCTGCCTCTTGGTCTTGG 217

Ad05A14252 Aradu.A05 14252 p2 (GA)6 12 79597677 79597688 GGGGCAGCAGATAGTATGGA CTTTTCCCTTCTCCTCCCAC 223

Ad05A14253 Aradu.A05 14253 p3 (AAT)6 18 79598359 79598376 GGGTCGATCCTACGGAGATT ACAGCTTGCCTTGGAAAAGA 260

Ad05A14254 Aradu.A05 14254 p3 (AAG)5 15 79602096 79602110 AGTGGTCTTGATGGGCTTTG CTTGGCCGAAACCATACACT 259

Ad05A14258 Aradu.A05 14258 p3 (AGA)5 15 79644229 79644243 ACTCGGAGGTGGAAGCTTTT CCTTGGCCGAATACACATCT 193

Ad05A14260 Aradu.A05 14260 p3 (TTC)10 30 79659178 79659207 ATTTCTTTCCCACCCAAACC CGACCTTAGGTGCCATCAAT 279

Ad05A14261 Aradu.A05 14261 c (CA)23(TA)8 62 79677173 79677234 TGTAACACCTTACCACACAGAGC AGCTTCTTTCTGAAGGCTCC 179

Ad05A14262 Aradu.A05 14262 p3 (ATT)6 18 79687007 79687024 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad05A14264 Aradu.A05 14264 p3 (TGA)5 15 79776475 79776489 TGATGAATCGCAAAAATGATG CATCCCAGAGCAAGTGGAAT 232

Ad05A14272 Aradu.A05 14272 p2 (TA)7 14 79803704 79803717 GCCCAAAGCACTCTGTCTTC TTGTTGGCTCTTGAAAGAATGA 278

Ad05A14273 Aradu.A05 14273 p2 (AG)6 12 79819169 79819180 TCAAAAACCCTAACCCTCCC GTGACTAGCCTCAACGGAGC 251

Ad05A14278 Aradu.A05 14278 p5 (AGAAA)5 25 79918498 79918522 AGGTTGGGAAACATTGGTTG GGGGCATTTTGTCTCCTTTT 269

Ad05A14280 Aradu.A05 14280 p2 (AG)6 12 79943440 79943451 CCTGATCACCATCACCACTG GTGACTAGCCTCAACGGAGC 257

Ad05A14282 Aradu.A05 14282 c* (AT)7(T)10* 23 79971650 79971672 TCATTCCTACTTGCTTCCATGA TGTCTTGTGTCTTTTATGTGTTTTTC 280

Ad05A14284 Aradu.A05 14284 p2 (AT)8 16 79989735 79989750 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 249

Ad05A14287 Aradu.A05 14287 c (T)10cgtttttctccttc(T)1034 80011394 80011427 TCCCCAATTAGAGGTGTCCA TTGTTGGCTCTTGAAAGAATGA 228

Ad05A14288 Aradu.A05 14288 p3 (TTC)6 18 80023237 80023254 AAATCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 195

Ad05A14291 Aradu.A05 14291 c (ATG)5attatgagattgttagcgagag(TGA)552 80058000 80058051 GGACGGTGATTTAAGCTTGG CAAGAGGAATCAATGCCACC 278

Ad05A14292 Aradu.A05 14292 p2 (TA)10 20 80059486 80059505 GCAGGTGGTGACTAGTGGCT GGTGGTAAGACTTTCAAGGTGG 224

Ad05A14293 Aradu.A05 14293 c* (CATA)5(AT)9* 35 80061119 80061153 ACACCCAGAGTATGCCCAAA AGCTTCTTTCTGAAGGCTCC 229

Ad05A14297 Aradu.A05 14297 p3 (TTC)13 39 80078861 80078899 CCAAACCTACTCCCTCTCCC CTAGAGGTTTCTCCGGCCTT 278

Ad05A14300 Aradu.A05 14300 p3 (TTA)6 18 80092338 80092355 CATTGACAACGGTGATGCTC CCCACGGAGATTGTTGGTAT 276

Ad05A14301 Aradu.A05 14301 p3 (AGA)6 18 80096148 80096165 TGCCATTGATGGTAGTGGAA GCCGAACCTAAATCTCTCCC 144

Ad05A14309 Aradu.A05 14309 c (T)15ggtcagatggattagacagcctctaatcctaggcattactcatgtattacacacccacaca(AC)688 80143166 80143253 AATGACTCGTTCTTCCATAAAAA TCCTAGGAGAGGAATTATGAACCTT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A14311 Aradu.A05 14311 p2 (TA)11 22 80157574 80157595 TACACACATGCAGCGTCTGA AGTCAACCTAATCTTCGCCG 125

Ad05A14313 Aradu.A05 14313 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)5tttcttttgtttcttgccttttctttctccttcttcatttacgtgcttttctctctgttttcttttttcgttattctcgatttcta(T)10150 80170806 80170955 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 243

Ad05A14314 Aradu.A05 14314 c (A)11gagaaaccagagagaaaagatgtaaat(GAA)1068 80171690 80171757 TTTCCTCCTTATCTTCTGCTGC GCTGCACGTTCTTCTTCCTC 207

Ad05A14315 Aradu.A05 14315 c* (GAA)5(GAAGAG)8*gaagaagaagaagacgaagacgaagac(GAA)5g(AGA)8127 80171884 80172010 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 258

Ad05A14318 Aradu.A05 14318 p3 (TAG)7 21 80183398 80183418 CAAGGGCATGATCTAAGGGA GCCTGATGATGATGAGAGCA 256

Ad05A14320 Aradu.A05 14320 p2 (TA)8 16 80191841 80191856 GTTCGGGTGCTTCAACTTGT GATGCACTCAAACCATCCCT 273

Ad05A14325 Aradu.A05 14325 c (TTA)10ttg(TTA)548 80206270 80206317 GAACGATTAACACCAATGGTAAAA CATGGCCAACTCAGTTTTCA 280

Ad05A14326 Aradu.A05 14326 p3 (AAT)11 33 80206970 80207002 CCATTTGAAAAGAAAATAAAATGAA TTACTTTCAATATGTGTTGTGTAATGA 274

Ad05A14327 Aradu.A05 14327 p3 (ATT)6 18 80207497 80207514 ACGACGCCTCATAGGAAGAA CCAATGATTTTATCAGTGCCAA 244

Ad05A14328 Aradu.A05 14328 p5 (ATAAG)7 35 80217267 80217301 AACCGGCCCACTAGAGTTTT CAAAGACACTCCGATGCTCA 210

Ad05A14334 Aradu.A05 14334 c (T)12cgttattcttcttgttcggtatcgtcgtcattaacaccatctctttctcattctctttttc(T)1184 80267025 80267108 CGTCGGAAATAAGCAGCATT TGATGATGGAAGAGAAAGAGAAAA 273

Ad05A14336 Aradu.A05 14336 p3 (CAA)5 15 80268284 80268298 CCTTCTCAGCTTCTGCTGCT ATAGTGCGCTTCGCATTTCT 272

Ad05A14338 Aradu.A05 14338 c (A)10taaaaaatatctttcccttattttcctcataaatttcgaaatctttgggttgacttagtcaa(T)1082 80277408 80277489 TTGCATGCATCATTGGTTTT TTTTGAAATTGAAATCTTGACTTGAC 212

Ad05A14339 Aradu.A05 14339 p2 (GC)6 12 80281447 80281458 GCAAAGATTGGATCAAGGGA ATAATAGTGGGCCACGGACA 277

Ad05A14343 Aradu.A05 14343 p3 (TTC)5 15 80325867 80325881 CTTTCCCATAAACCCCACCT TAAAATATTGCTCGCCCTCG 226

Ad05A14344 Aradu.A05 14344 p3 (AAG)7 21 80343512 80343532 GCTTTTGTCTTCCCTTTCCC CCAAACCTACTCCCTCTCCC 277

Ad05A14350 Aradu.A05 14350 c (T)10acattgtgctcacccttgttctttaaaagacgcaatgcagaggaggacacctaaagacgagccgtaatggcctcatcttcggcaggcttatccgata(T)10117 80374418 80374534 AGCCGTAATGGCCTCATCTT CAAGGGTCAGCACAACGTAA 182

Ad05A14361 Aradu.A05 14361 c (T)11acgttgtgcttaccctttttctttaaatgacgctatcccgaggaggacatctaaaggggagccgtaatgacctcatcttcggcaggctcctccgg(T)12ctggattttttttcctgc(T)11147 80401600 80401746 ACCTAAAGGCGAGCCGTAAT GAACAAGGGTCAGCACAACA 235

Ad05A14368 Aradu.A05 14368 c (T)10ccgaattttttttccaggtctttttttctaa(T)1051 80403616 80403666 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 245

Ad05A14388 Aradu.A05 14388 c (T)12ggttgtgctgacccttgttctttaaatgacgctatcccgaggaggacgcctaaaggtgagccgtaatggcctcatcttcggcatgctccagcag(T)10cggatttattttccagc(T)10143 80420615 80420757 GGCAGGCTTATCCGATTTTT TGTCCTCCTCTGGATAGCGT 257

Ad05A14397 Aradu.A05 14397 c (T)10cggatttattttcgaggttttttttcaa(T)10a(T)1059 80423871 80423929 GTAATGACCTCATCTCCGGC TGTCCTCCTCTGGATAGCGT 269

Ad05A14400 Aradu.A05 14400 c (T)11attttg(T)12ggttgtgctgacccttgttctttaaatgacgctatcccgaggaggacacctaaaggggagtcgtaatggcctcatctccggcaggctcctccgg(T)10133 80426102 80426234 GGCAGGGTCATCCAATTTTT GCTCGCCTTTATGTGTCCTC 268

Ad05A14401 Aradu.A05 14401 c (T)10ccagattttttttccagctttttattctgtttttttc(T)1158 80426857 80426914 TCGACAGGCTCCTCTGATTT GCCATTACGGCTCTCCTTTA 270

Ad05A14405 Aradu.A05 14405 c (T)11acgttgtgctgacccttgttctttaaatgacgctatcccaaggaggacacctaaaggggagccgtaatggcctcatcttatgcaggctcctccag(T)10ccaaattttttttccagctttttattcagttttttttc(T)10164 80430057 80430220 TCGACAGGCTCCTCTGATTT TGTCCTACTTCGGAAAGCGT 250

Ad05A14406 Aradu.A05 14406 c (T)10gatttttttcctgc(T)1034 80431315 80431348 TAAATGACGCTATCCCGAGG AAGATGAGGCCTTTACGGCT 197

Ad05A14411 Aradu.A05 14411 c (T)10acgttgtgctgacccttgttctttaaatgacgctttccagagtaagacacctaaaggagagccgtaatggcctcatcttcgtccggctcctatg(T)10114 80433756 80433869 GTTATCCCGAGGAGGACACA GAACAAGGGTCAGCACAACA 245

Ad05A14425 Aradu.A05 14425 p2 (AC)6 12 80475468 80475479 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad05A14428 Aradu.A05 14428 p3 (AAG)5 15 80499860 80499874 GCTTTTGTCTTCCCTTTCCC CACACAACTCAACCCCCTCT 221

Ad05A14429 Aradu.A05 14429 p2 (GA)7 14 80504687 80504700 GGAGAATCCAAACACAAGGG CAAAACCACCTAACTACTTTTCCC 276

Ad05A14433 Aradu.A05 14433 p3 (ATT)7 21 80543042 80543062 CTCCGTCTAAGAATCCGTGC TGACCCTGTCGATCATGAAA 258

Ad05A14435 Aradu.A05 14435 c (TA)7ttaaaatatat(ATA)540 80549092 80549131 TTTGAATTTTATACTCCTTTTTGCTT TTTTCCTTAGTGCAAAACACCA 272

Ad05A14439 Aradu.A05 14439 p2 (AG)6 12 80566198 80566209 CCACAGAGGTTGTTGAAGCA TGTCACCCTTTGGCTTTTTC 140

Ad05A14443 Aradu.A05 14443 p3 (TTC)7 21 80608679 80608699 AATACACCCCTCGTCTCCCT TCTAAAGGATTCTCCGGCCT 251

Ad05A14444 Aradu.A05 14444 p2 (GT)6 12 80615146 80615157 GCCCAAGAAATTCGAAATCA TTCAGCACACTCTCTCCCCT 253
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Ad05A14446 Aradu.A05 14446 p3 (TGA)6 18 80636480 80636497 GCTCTTCCTTATGGCATGTTC TACCCGAGGCAGATAGAGGA 214

Ad05A14447 Aradu.A05 14447 p2 (AG)6 12 80638293 80638304 TGGTAGCACACAGCTCAAGG TCAGCCTTTTGCCACTCTTT 269

Ad05A14448 Aradu.A05 14448 c (TA)6cacttaagaagtcagaaacttgttatctgtatctttggaactcttttcctatgtgtgtgtg(TA)889 80644643 80644731 TTTTGGGTACCTTGGGACTT TAAACGTAAACCCGACGAGG 151

Ad05A14449 Aradu.A05 14449 p3 (TAT)8 24 80644853 80644876 CCTCGTCGGGTTTACGTTTA GCCATAAAGCTGAGGTAGCAA 173

Ad05A14452 Aradu.A05 14452 p2 (AT)8 16 80661073 80661088 GTTCAATTCGGTGGTGAAGG GAAAGAAAGAAAGTGGCCGA 104

Ad05A14453 Aradu.A05 14453 p2 (AT)6 12 80663347 80663358 AGCTCATGAAAGCAGGGAAC GGGAATTATAGGGTAGCTAGGCA 276

Ad05A14454 Aradu.A05 14454 c (T)11cttttaattttttcttttg(T)1040 80674091 80674130 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 229

Ad05A14455 Aradu.A05 14455 p3 (AGA)6 18 80675021 80675038 CTTGGAGGTGGAAGCTTTTG AAACCCACACCTCTCTCCCT 199

Ad05A14456 Aradu.A05 14456 c (T)11c(T)10 22 80683492 80683513 CTCCCATGACTCAGAGGTGG CAAATTTCTTTCCCACCCAA 261

Ad05A14458 Aradu.A05 14458 p2 (AG)6 12 80694803 80694814 TTGAACCTAGAATTGAGAAGAAACAA CAAAATTCACTCCCGGTGAT 248

Ad05A14459 Aradu.A05 14459 p3 (AGA)6 18 80722603 80722620 TTAAAATTTTGCTCGCCCTC CCCCACCTAACATATTCCCA 262

Ad05A14462 Aradu.A05 14462 p3 (AGA)6 18 80730938 80730955 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad05A14464 Aradu.A05 14464 p3 (TGA)6 18 80743307 80743324 GTGCCAGATCTCGACCTTTC TCTCAACAGCATCAACTCGG 270

Ad05A14487 Aradu.A05 14487 c (A)14ccggtcagcacaacccaaaaaatggaaaaaaaaccggtcagcacaac(A)2081 80778239 80778319 GCTCGCCTTTAGGTGTCATC GCAAGCTGTAATGGCCTCAT 181

Ad05A14489 Aradu.A05 14489 c (A)10gaaaaaaaaccgatcagcacaacat(A)1247 80778802 80778848 TTACGGCTCCCCTTTATGTG TTCTTTAAATGGCGCAATCC 191

Ad05A14496 Aradu.A05 14496 c (A)10ccggaggaacctgccgaagatgaggccatgacgactcacctttaggtgtcctcctcgggatagcgtcatttaatgaacaagggtcaggccaacg(A)11115 80787024 80787138 CTCCTCAGGATTGCGTCATT GACACCTAAAGGTGAGCCGT 242

Ad05A14503 Aradu.A05 14503 c (A)10cgaagtagcctgccgaagatgaggccattacggctagcctttaggtgtcctcctcgggatagcgtcatttaaagaacaagggtcagcacaacgt(A)13117 80788977 80789093 CTCCTCGGGATTGTGTCATT TCATCTTTGGCAGGTTCCTC 216

Ad05A14508 Aradu.A05 14508 c (A)11gaaaaaaatggaaaaaaaattcggtgt(A)1250 80790618 80790667 GCCATTACGGCTCACCTTTA TAAATGACGCTATCCCGAGG 201

Ad05A14523 Aradu.A05 14523 c (A)11gct(A)11 25 80807906 80807930 GTAGGAGCTTGCCGAAGATG TAAATGACGCTATCCCGAGG 189

Ad05A14524 Aradu.A05 14524 c (A)10gaaaaaaactg(A)1031 80808279 80808309 CCTCGGGATAGCGTCATTTA ACAACTAAAGGCGAGCCGTA 123

Ad05A14525 Aradu.A05 14525 c (A)10gaaaaaacg(A)10ccagaggagcctgccgaagttgaagccattacggctcgcctttagttgtcctcctcgggatatcgtcatttaaagaacaagggtcagcagaacgt(A)10gaactgg(A)10151 80808936 80809086 AGTTGTCCCCCTTGGGATAG CCGAGGAGGACACATAAAGG 273

Ad05A14536 Aradu.A05 14536 c (A)10gct(A)10 23 80812533 80812555 GTAGGAGCTTGCCGAAGATG TAAATGACGCTATCCCGAGG 187

Ad05A14544 Aradu.A05 14544 c (A)10gaaaaaaactg(A)10ccagaggagcctgccgaagttgaagccattacggctcgcctttagttgtcctcttcgggatatcgtcatttaaagaacaagggtcagcagaacgt(A)10gaactgg(A)10153 80816194 80816346 CCTCGGGATAGCGTCATTTA CCCGAGGAGGACACATAAAG 267

Ad05A14563 Aradu.A05 14563 c (A)12caaaaaaactggaaaaaaaaagccaaacctgg(A)1054 80825089 80825142 CCTCGGGATAGCGTCATTTA ACAACTAAAGGCGAGCCGTA 146

Ad05A14573 Aradu.A05 14573 c (A)10gaaaaaaaacgg(A)1032 80844414 80844445 AAAAGGATCCTGCCGAAGAT ACCTAAAGGCGAGCCGTAAT 173

Ad05A14593 Aradu.A05 14593 c (A)10cggaggagcctgccgaagatggggctattacggctcatctttaggtgtcctcctcgggatagcgtcaattaaagaacaagggtcagcacaacgt(A)13117 80859813 80859929 ACAGCTCGCCTTTAGGTGTC TGGACTCATCTTCGGTAGGC 279

Ad05A14595 Aradu.A05 14595 c (A)10ctagaaaaaacc(A)1335 80860316 80860350 TGTCCTCCTCGAGATAGCGT AACGAGACCTAATGGCCTCA 249

Ad05A14596 Aradu.A05 14596 c (A)12ct(A)10ccagaggagcctgccgaagatgtggccattacggctcgcctttaggtgtcctcctcggaatagcgtcatttaaagaacaagggttagcacaacgt(A)10129 80860853 80860981 TGTCCTCCTCAGGATAGCGT AGCCGTAAAGGCCTCATCTT 222

Ad05A14600 Aradu.A05 14600 c (A)11ctagaaaaaaccag(A)1035 80862597 80862631 GCCATTACGACCTGCCTTTA ATGACACAATCCCGAGGAAG 278

Ad05A14610 Aradu.A05 14610 c (A)10cggaggagcctgcccaagatgaggacattacgactcacctttaggtgtcctcctcgggatagcgtcatttaaagaacaagggtcagcacaaagt(A)11115 80865463 80865577 CAAGGGTCAGCACAACGTAA TAAATGACGCTATCCCGAGG 238

Ad05A14614 Aradu.A05 14614 c (A)10cgaaggagcaagccgaagataaggccattacgactcccctttagctgtcttcctcgggatagcatcattttaagaacaagggtcagcacaacgt(A)11115 80866555 80866669 CGCCTTTAGGTGTCTTCCAC TAATTGACGCTATCCCGAGG 271

Ad05A14617 Aradu.A05 14617 c (A)10tcggagaaggctgccattaaggctcgcctttaggtgtcctcctctggatatcgtcatttaaagaacaagggaaagcacaacgt(A)11104 80867879 80867982 TCCTCCTAGGGATAGCGTCA TAAAGGCGAGTCGTAATGGC 229

Ad05A14629 Aradu.A05 14629 c (A)10cggaggagtctgccgaagatgaggccattacggctcgcctttaggtgtcctcctcgagatagcctcatttaaagaacaagggtaagtacaacgt(A)10114 80877267 80877380 CCTCGGGATAGCGTCATTTA TAAAGGCGAGTCGTAATGGC 238

Ad05A14643 Aradu.A05 14643 c (A)10tcgaatgagcctgctgaagatgaggccattacggctcacctttatgtatcctcctcgggatagcgtcatttaaagaacaagggtcagcacaacgt(A)11116 80884230 80884345 TCTTCGGGATAGCGTCATTT ACCTAAAGGCGAGCCGTAAT 240
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Ad05A14655 Aradu.A05 14655 p2 (AT)10 20 80912499 80912518 GGGGCAAAACTTTCTTTTCC GGATCAAAATGGAACTAGGCA 212

Ad05A14656 Aradu.A05 14656 p3 (TTA)5 15 80921500 80921514 TTCTTCAATCTCATCTTGAACCTC TGCGATTGGGATAAATAGAGAAA 186

Ad05A14657 Aradu.A05 14657 p3 (TCT)6 18 80934613 80934630 TGGCCGAACCTACATCTCTC CTAGAGGATTCTCCGGCCTT 169

Ad05A14662 Aradu.A05 14662 c (T)10aactttgtgatagtgttattatggaaatttaccttaggagatatatagtg(GTA)575 80979381 80979455 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 235

Ad05A14664 Aradu.A05 14664 p2 (AC)7 14 80982361 80982374 TGCCTTTATTTTCCAAACTTTTTC TCTCCGTTGAGAATATTGCCT 243

Ad05A14666 Aradu.A05 14666 p2 (TA)6 12 80987980 80987991 TGCTGATGTTGTTGTGGTTG GCATCGCACTGACTATCCCT 217

Ad05A14668 Aradu.A05 14668 c (T)11cgaaatctctcctttcccccctttataaatacacgttcatccccctcattcccccacaccattcgaatttgctcttc(CT)6100 81017445 81017544 TCCTTCCCAAATCTTGTTCA CGGAAAAGCACACCAAACTT 237

Ad05A14671 Aradu.A05 14671 p2 (AG)6 12 81063139 81063150 CGGAAAAGCACACCAAACTT TTTTCGAAATCTCCTTCCCC 147

Ad05A14672 Aradu.A05 14672 p3 (AAT)5 15 81116359 81116373 TAAGGGTCGATCCCACAGAG TGCCATGGAAAGGAATAAGAA 252

Ad05A14677 Aradu.A05 14677 c (T)10cgaaaaaaaatgaaattaaaatctaaaaaat(A)1051 81190309 81190359 AGCATATGACCCCAGAGTCC TTTTGCGTGTTTTTCTCTTTCA 273

Ad05A14679 Aradu.A05 14679 p2 (CT)7 14 81243527 81243540 AAGCTTGGAAGTTTGGTGGA TCATCATACACGCATGGCTT 115

Ad05A14680 Aradu.A05 14680 p3 (TAA)8 24 81243750 81243773 CATGAAAAAGCCACGTTTCA TGAATGGAATATAACACCCCG 279

Ad05A14681 Aradu.A05 14681 p2 (CT)7 14 81246694 81246707 AGCTGCTGAAGAAGAAAGCG CAAAGTGCCGAGGAAGAGAG 271

Ad05A14682 Aradu.A05 14682 p3 (TAA)8 24 81246917 81246940 CATGAAAAAGCCACGTTTCA GTGGGATATAACACCCCGAA 276

Ad05A14683 Aradu.A05 14683 p3 (AGA)18 54 81251466 81251519 GTGCTTTGACCACACACCAA ACACACTACCCCCTCTCCCT 229

Ad05A14685 Aradu.A05 14685 p5 (AAAAG)6 30 81285319 81285348 CTGCATTTTCACTTGGATTCAT TGAAAATTTCTCTTTCTTCTGCTTC 205

Ad05A14690 Aradu.A05 14690 c (TAA)13(TTA)14 81 81322053 81322133 AACACCAAGTCGGACGTTTT GGGTTATTAAATTCGATGGACG 272

Ad05A14693 Aradu.A05 14693 c (TTC)16tactttgtcacctctgatactttgtc(CTT)7cgtcacccctgatacttcg(TCT)6ctttctttttcattatctttctcttttgttatcgtcgtcaccaaca(CCT)5193 81326299 81326491 TCATGACTCATACGCACACG TGATGAAGATGATAGAGAAGAAGGA 274

Ad05A14695 Aradu.A05 14695 p2 (AT)12 24 81328437 81328460 TCCATATGTCACAGGCAGGA TCCACAGACAACAACAACAGC 229

Ad05A14696 Aradu.A05 14696 p2 (AT)8 16 81335205 81335220 GGATCCTCGTGTGGGTTATG TGAAAAACGGACAGAATCTCC 265

Ad05A14697 Aradu.A05 14697 p3 (TAT)7 21 81345685 81345705 AAGTTGCACCCACTCGTGAT TCATAATGCAAACCAACCTGA 183

Ad05A14698 Aradu.A05 14698 p3 (AAG)6 18 81353758 81353775 TTTGATCTAAGGCAACGGCT TGTATCCCGTGTTCCTCCTC 205

Ad05A14699 Aradu.A05 14699 p2 (AT)8 16 81353887 81353902 ATACGAAGAAAAACGGCGTG AATTGAGGTCCCACCATGAA 255

Ad05A14700 Aradu.A05 14700 p3 (ATA)5 15 81354938 81354952 AGCAAATCTAAGCTCATCAAAAA GTTTTCGAACCCCAAAACAA 172

Ad05A14701 Aradu.A05 14701 p3 (TGA)6 18 81389942 81389959 TTAAGCTCATTGGGAGTGGG CAGGTTGTTCATCAAACACGA 164

Ad05A14705 Aradu.A05 14705 c (A)10gagaaaaacg(A)1030 81401461 81401490 TTCTTGAAGCAACAAAAAGCA GCACACTCTTTTTGCCTTGG 156

Ad05A14707 Aradu.A05 14707 p3 (CTT)5 15 81405272 81405286 TTTGTATCCGTGAACAAAAATTG AAGGAAGAAGAAAGGGGAAGG 258

Ad05A14708 Aradu.A05 14708 p2 (AT)10 20 81409891 81409910 CAGCATGTATGTACAAGGAGAAAAA TGAATTTAATTTTAACGTATGGGTCA 229

Ad05A14709 Aradu.A05 14709 p3 (AAT)17 51 81410346 81410396 GAGTTGGTTGAGCAATTGTCTTATT AGTCAAAGAGCATGATCCACA 260

Ad05A14710 Aradu.A05 14710 p2 (TA)6 12 81414393 81414404 TGAAAATGTAAGTCCCCGAA TGTTAAGGTGACACATGGAAGA 250

Ad05A14711 Aradu.A05 14711 p3 (TTA)5 15 81416093 81416107 TCACCCTTGTTGCTTTAGGG GGTCGATATCGCGTTTCAGT 170

Ad05A14712 Aradu.A05 14712 p2 (TA)8 16 81416305 81416320 CGATCATGACGTGCTAAAGG TTTGAATCACAAAGTTAGCCTAAAA 248

Ad05A14714 Aradu.A05 14714 p3 (TAT)13 39 81418390 81418428 TTCGGTGGCTATTTGGTTTC GTTAAATTCAAGGATAATGATGTTTTT 264

Ad05A14715 Aradu.A05 14715 p2 (CT)6 12 81422811 81422822 CCGCCCCATGAAACTTATTA TGACGCACTTGATGAAAGGT 200
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Ad05A14716 Aradu.A05 14716 p2 (TG)13 26 81426750 81426775 CATCTGGACACTTGAAGCGA TAACTCAGCCTGCGAAATCA 207

Ad05A14718 Aradu.A05 14718 p2 (TA)10 20 81430847 81430866 GTGTGCCATATTTGTGGCTT TGTGGCTAAATAAACAAATCACAC 178

Ad05A14723 Aradu.A05 14723 p3 (ATT)5 15 81439618 81439632 GTTCCCCTCTTGAGTCGTTG GCCCATACTCACCTCCGTAA 254

Ad05A14725 Aradu.A05 14725 p2 (CT)8 16 81463562 81463577 AGTACGCCACCCAGATTTCA TGCAAGAGAAAAGCATGAAAAA 253

Ad05A14727 Aradu.A05 14727 p3 (AAG)5 15 81472113 81472127 TGATGCAACAACAAATCCGT AGGGGGTAGCCTGCAGTAGT 276

Ad05A14728 Aradu.A05 14728 p2 (AT)7 14 81472557 81472570 CACTGGTGGAACTGAAAGCA TTTAGACACCACAACGATAAGCA 106

Ad05A14730 Aradu.A05 14730 p3 (TCT)5 15 81479152 81479166 TAATGGGTGGACGAGCTTTC ACTCCACCATCACCACTTCC 261

Ad05A14734 Aradu.A05 14734 p3 (TGG)5 15 81500415 81500429 GACACAGGTTTTTGTTAAAAGAGTGA ACTCTTTCATTACCACCGCC 274

Ad05A14736 Aradu.A05 14736 p3 (CTT)18 54 81523952 81524005 CTCCATCACGCTTCTTCTCC GACACTCCGTGCATAAACGA 117

Ad05A14739 Aradu.A05 14739 p2 (GA)7 14 81552027 81552040 CACCCCACCCCTTATCACTA CACTCTTCCCTACCGTCAGC 260

Ad05A14740 Aradu.A05 14740 p2 (TC)6 12 81555379 81555390 ACGAGGAACAAGACCACCAC AGAAACTCAGAGCAGAGAGACTCA 236

Ad05A14741 Aradu.A05 14741 p4 (AATC)5 20 81557362 81557381 AACAATTGGCATCGTTTGTG TTTCGGATTAGTTGAAAGTCGAG 276

Ad05A14742 Aradu.A05 14742 c (T)10gctatctctattcttatctatatttttacaagacaatactcatcgttttctatttctattactaaaaattattgattcttgtgtctttattt(A)10112 81557656 81557767 GCATACTTTTGTATTTAAATTTTGTGC GATGCATGCAAAATGAATGG 280

Ad05A14743 Aradu.A05 14743 c (T)10cttt(GAGGA)749 81560772 81560820 GCCTCACAAACTTTAATTCCAA TCCACGTCAGTGATGTTTCC 242

Ad05A14746 Aradu.A05 14746 p3 (TGA)7 21 81574469 81574489 CGTCTCTCTCTCCATCACCC TCCTCATGCCCTCTTTTCAT 239

Ad05A14747 Aradu.A05 14747 c (GGT)8aggagaatgatgatgatgagagtattttggtccaaaaatttgggaaaggataattttaaagcgtttttaaacgttgagaatgattttaat(A)11125 81574779 81574903 TACAGTGGAGAGGGAGTGGG GTCTCGGGTCGAAATCAAAA 210

Ad05A14748 Aradu.A05 14748 p2 (AC)6 12 81576057 81576068 CACGACACAAAAGCACAAGAA ACGAGATCGGAGAGGGAAAT 267

Ad05A14749 Aradu.A05 14749 p2 (AT)6 12 81579502 81579513 TCCTCAAAAGATTTTCTTTCCAA GACTAAATTTTAAGAGATTTGAGCTTG 123

Ad05A14750 Aradu.A05 14750 p3 (ATA)5 15 81580695 81580709 TGAAAAGAATTTTGTTTCCTCCA ATTGGTGACGTGCTTCCTTT 153

Ad05A14757 Aradu.A05 14757 p2 (GA)6 12 81589101 81589112 CATGTCCAACTTGGCCTTCT TCCTTCGAAGCAGGAGAAAA 269

Ad05A14761 Aradu.A05 14761 p2 (TA)9 18 81591652 81591669 AAGTCTCGTGGCTAGGGACA GAAATAAATTTGAGCATTAACCCA 209

Ad05A14765 Aradu.A05 14765 p3 (TAT)5 15 81601654 81601668 TGGAATGGGATGGCTACAAT TGATGAGAGAGAAATACAAAACTAAAA 209

Ad05A14767 Aradu.A05 14767 p3 (AGG)6 18 81603445 81603462 TGATTGCACAAATGGTTTGAA CCTCCTCCACCTCCACATTA 182

Ad05A14769 Aradu.A05 14769 p2 (CA)7 14 81605289 81605302 AAGAGAAAACCTGGTTGCCA GGGTTTTCATGGAACCCAAT 244

Ad05A14771 Aradu.A05 14771 p2 (GA)6 12 81614210 81614221 AAGAAGACCTGGGAAGCACA TTCTTCTCACCCTCCTTCCA 159

Ad05A14773 Aradu.A05 14773 c (T)10ggacggggggaagggtcatatatgatcatttatattattgaatatatctaattg(T)1074 81619365 81619438 TTCAGGTCCTCTTTTTAGGGG GAAAATTGCTATCGGAGGCA 279

Ad05A14774 Aradu.A05 14774 p2 (CT)12 24 81620460 81620483 AGGTGTCTGCGCTCTCTCTC CGTCGTTCCCAGAAGAAGAA 200

Ad05A14775 Aradu.A05 14775 c (TC)24(AC)17 82 81620796 81620877 CCGAAAATACCACACCGAAC GCTCATTGAAGCTTTTGCCT 181

Ad05A14777 Aradu.A05 14777 p3 (GTA)5 15 81626718 81626732 AAAAAGCCACATCACCCAAC TGAGGGCACAAAGACACAAG 108

Ad05A14778 Aradu.A05 14778 c (AAT)5aac(GAAT)5aaaattgaattgaattgaattgaatgggagg(GA)681 81628672 81628752 AACCTCAACGAATAAGGGGG AAAGAGAGAGAAGCGGGGAC 217

Ad05A14779 Aradu.A05 14779 p3 (ATT)12 36 81630202 81630237 GATCGATGATCATGTGTGTGC CACGCCCACATATTTCCTTT 270

Ad05A14786 Aradu.A05 14786 p2 (AT)7 14 81655964 81655977 TTGTGAAATGCAGATCAGGG ACACCATGTGACCAAGTGGA 185

Ad05A14790 Aradu.A05 14790 p3 (ATT)5 15 81664503 81664517 GCATGCTATGTGAGGTCAGC AAAGTGCCACATTTTCATGG 151

Ad05A14791 Aradu.A05 14791 p3 (ATA)6 18 81664642 81664659 GAAAATGTGGCACTTTGACCT TGTGTGGATGTCTCAAGCAA 147
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Ad05A14794 Aradu.A05 14794 p2 (AT)6 12 81667258 81667269 ATCTCACGCGCGACATTATT GATTGTCATTGTCCAAATTTGTCT 262

Ad05A14797 Aradu.A05 14797 p2 (GA)10 20 81671563 81671582 GTTACTTGATGTGGGGTGGC GGCCTGTGCAGAAAGTGAGT 130

Ad05A14799 Aradu.A05 14799 c (T)11acagaggtccaaaacaacttgaaatag(A)1149 81674194 81674242 GCTATGAACACACCCATTATGC TAAGATGGTGCATGGCTTCA 266

Ad05A14800 Aradu.A05 14800 p2 (GA)21 42 81674469 81674510 CCTTCAGTTGTCCTGCAGAGT GAACTTCCTGGTTGCAAAGG 274

Ad05A14806 Aradu.A05 14806 p2 (GA)10 20 81685004 81685023 ATTGTTGTTGTTGGTGGGGT TCCGAAACCTCCTCCTTTTT 172

Ad05A14809 Aradu.A05 14809 c (A)10tgaatgaatgaacgaagaaaaaactaaatcaaatgcacactgtccctctcatattaaacggctacat(TC)18113 81733819 81733931 TCAATAATAAAAGAAAATGCATACCAA TGCAAAATTCAGCGTTGTTC 238

Ad05A14812 Aradu.A05 14812 p2 (TG)7 14 81735780 81735793 CGCTCCACCCGTTATAGATG CGCTCTGCATGAAATGAAAA 218

Ad05A14813 Aradu.A05 14813 p3 (TCC)6 18 81743958 81743975 TGCATCAGGTTGTTGTTGGT GTTCAGAGAACATTGGCCGT 254

Ad05A14814 Aradu.A05 14814 p3 (TTC)5 15 81744322 81744336 CCGATATTTTGAAACGGAGG CCAGAAACACCTCAAGCACA 273

Ad05A14817 Aradu.A05 14817 p2 (AC)6 12 81746147 81746158 TTGAAGCTGCTTGAGTGACG TCACACCACACCTCATCACA 276

Ad05A14820 Aradu.A05 14820 p2 (TA)6 12 81750836 81750847 CCCTATCATCCATGAGAACCA TCTTTCGAGGACCAAAATGAA 222

Ad05A14821 Aradu.A05 14821 p4 (AAAT)5 20 81755456 81755475 CGAATATCACATGGGTCATAACA TGTCATGTGTGCTTCAATTCAT 257

Ad05A14822 Aradu.A05 14822 c (AT)7aactaatttaatattaataacgataattacgttattattc(AAT)18108 81760977 81761084 AAATATTATTGCACGATTATAGAAGCA ATTCAATTGTATTATCTTTCAAACCA 240

Ad05A14824 Aradu.A05 14824 p3 (TTA)15 45 81765901 81765945 ATTTTGGCACGGGTAATTGA TGCACCGGTCGTATTAGTCA 251

Ad05A14825 Aradu.A05 14825 p3 (TAT)12 36 81766126 81766161 ACGACCGGTGCAATTATCA TTTTTCCTACAAAATGAACTTTCC 280

Ad05A14831 Aradu.A05 14831 c (A)14tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)10gagaggaacaattaacataaaaatgggaag(A)1098 81773294 81773391 CTAGAATTGGGGGTTGTCCA TAATCGATCGGAATTGGGAG 279

Ad05A14832 Aradu.A05 14832 p3 (CTT)6 18 81773734 81773751 CAACTCCATCCCTTCCTTCA AAAAACACGCCACTTACGCT 152

Ad05A14835 Aradu.A05 14835 c (TC)7gcttttttaa(TATT)648 81779844 81779891 CCTCCAATCTTTTAAAACTCGC GATTCGAAAGGCAGGCAATA 260

Ad05A14836 Aradu.A05 14836 c (T)10ataataagaataagtggnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagagtgtatatatatagaacataaaattaaatgcatggtctccaacaataaaa(AAT)6127 81782409 81782535 CTTGCACAAAGTAGATGCTAGTG GAAATAATTCGGAATATGCATGG 234

Ad05A14841 Aradu.A05 14841 c (A)11gatgttgaatg(A)1032 81790407 81790438 TGGATTTCCCATAGAAGATCACT CAAATTCATGACAAAAGAAATCACA 179

Ad05A14844 Aradu.A05 14844 p3 (TTA)5 15 81800219 81800233 CGATCGGATCAAACCAAAAC ATGGAAGGGCAGTGATATGG 247

Ad05A14845 Aradu.A05 14845 p3 (ATT)7 21 81801374 81801394 GAAGATTGCAAGGGTTGGAG GAAATTTCAGCATTCATCACCA 188

Ad05A14850 Aradu.A05 14850 p2 (TA)6 12 81814512 81814523 AAAACTGTTACAAATTTCTCATTTCTT TGTCATCATCACAACGCTACTACT 278

Ad05A14851 Aradu.A05 14851 p2 (AT)7 14 81814722 81814735 TGTGATGATGACAATAATTACGCA CCTAGCTAAAACCCAAGCCC 159

Ad05A14852 Aradu.A05 14852 p2 (AT)12 24 81816143 81816166 TTCCAATAAACTCCCATCATCA TCCTTTCCCAACAAACCATC 211

Ad05A14853 Aradu.A05 14853 p4 (AAAT)6 24 81818331 81818354 AGCTCCCACTTAATGCCCTT GCCATAGATTGGTGGGAGAA 160

Ad05A14855 Aradu.A05 14855 p2 (AT)13 26 81825900 81825925 TTGAGGGTTCTGAAGCTCGT CACTTCTTCAACCCTCTCGC 277

Ad05A14857 Aradu.A05 14857 p3 (CTT)5 15 81827108 81827122 TCTTCTTCTCCTTCCTCGCA GAGAAGGGGGAGGAGGTATG 127

Ad05A14858 Aradu.A05 14858 p3 (TAT)17 51 81828588 81828638 TGTGTCAATTGGGTCTGAGG TTATTGGGCGGTCGTAATGT 270

Ad05A14861 Aradu.A05 14861 p2 (TA)9 18 81837144 81837161 ACTTGCGAAGTTAAAGCCGA TTGTTTTCAGATGCAGGTCG 266

Ad05A14863 Aradu.A05 14863 p5 (CGGTT)5 25 81852358 81852382 GGGGAGGGTTTGTTTTGTTT TTTTAATTGCGGTTCGGTTC 107

Ad05A14864 Aradu.A05 14864 p2 (AT)6 12 81857368 81857379 CGAATTTGGGTTTCAGACCT AGCAGCCATTCCTTTCCTTC 163

Ad05A14868 Aradu.A05 14868 p2 (TA)6 12 81867490 81867501 TGCATCCAAAAACTCCTCAA AACAGTTTAAAGGCAGTAAAGCA 279

Ad05A14870 Aradu.A05 14870 p3 (ATT)5 15 81869682 81869696 TTCCAAATTCTAAACTCTCCAAAAA TCCCTAATTTGGCAAGATGC 240
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Ad05A14872 Aradu.A05 14872 p3 (CAA)5 15 81871755 81871769 CCCTCTCCAATGCACATTTT GCTTCGATGGTAGTGGTGGT 237

Ad05A14873 Aradu.A05 14873 p2 (CT)6 12 81872542 81872553 AGCGAACTCGGAACACACTT AATGGGAATGAGTGAAAACCA 267

Ad05A14874 Aradu.A05 14874 c (TCT)5tcatttacgttcttttctctctgttttctcgttttttttcgatttttcatggtgaaatcgttttt(GAA)595 81873503 81873597 GCTGCACGTTCTTCTTCCTC TCCTCCTCATCTTCTGCTGC 192

Ad05A14875 Aradu.A05 14875 c (A)10t(GAA)6gaggaagaggaagag(GAA)5ccgttctgagtgtagcactttgaaaacaggaaaatcg(A)10cgaagaagaagaagaggaagaggaagagggagaggaagag(GAA)5161 81874024 81874184 TTTCTCCTCATCTTCTGCTGC CGTTTCCTGTTTTCAAAGTGC 270

Ad05A14878 Aradu.A05 14878 p3 (ATA)16 48 81878552 81878599 TGATCCATTGATGAGTCCCA TGAAAAGTTTGATTTTTCCCAA 275

Ad05A14879 Aradu.A05 14879 p4 (AAAG)6 24 81880148 81880171 TTTAACAAACGCACCAAGCA CACCAGGCTGTCCTACCATT 269

Ad05A14880 Aradu.A05 14880 p2 (GA)7 14 81884736 81884749 CCACAAGGCAAAGGAGAGAG ATGCACACCATGAACACCAC 147

Ad05A14881 Aradu.A05 14881 p2 (AT)6 12 81887227 81887238 CAGCTCCACCGTAACACCTT GGTCCCTTAGATAAATATTTTGGTG 252

Ad05A14885 Aradu.A05 14885 p2 (TA)6 12 81892390 81892401 TTTTTGAGTCAAGTGAGGACAGA ATCGTACCCGCCCCTATAAT 225

Ad05A14886 Aradu.A05 14886 p2 (TA)6 12 81892898 81892909 CGGCTTAGGAGTTATCCAATTT GTGCACGCTATCGAGGTGTA 273

Ad05A14893 Aradu.A05 14893 p2 (AG)7 14 81914695 81914708 ATGGGAATAAATCGAAGGGC CACGATCATGAACAACGGAG 267

Ad05A14896 Aradu.A05 14896 p3 (ACC)6 18 81930822 81930839 CAGCCAAACCATTCACATTG GGCTTCATTGTGGGACACTT 119

Ad05A14897 Aradu.A05 14897 c (AG)7aatgaagggagaggattgagcaataagatagagttgaggagtgtttctcggtgaagcgaaagaaatggtgtgtgaaaaatgaa(AG)7111 81931821 81931931 TTGCAGCTTTGGATCTATGC GCATCACCCACTTACCCTCA 252

Ad05A14902 Aradu.A05 14902 p2 (TA)7 14 81935637 81935650 TTTATCGGCATAAGTTCGGG TGAAAACAACCAAACTATGAAAGA 271

Ad05A14906 Aradu.A05 14906 c* (ACAT)8(AT)12* 54 81944531 81944584 CGCTATCCATAAAGGAAAGAACA TCCTCACCTTTAACTTTGCCA 249

Ad05A14907 Aradu.A05 14907 c (TA)7aagataaaaagaaatattaaaaat(A)1452 81955809 81955860 CAGAATCTTGTGCTGATAACGTG TGAGGTACAGCAACACAGACG 236

Ad05A14908 Aradu.A05 14908 p2 (GA)9 18 81957879 81957896 TCCTGGAAAGTCTCATTGGTG GGATAACTGCGCCAAACAAT 235

Ad05A14909 Aradu.A05 14909 p2 (TA)7 14 81962537 81962550 CCCACTTAGTTCATTCGCAA CGTATGGCATAATACATATGTTAAAAA 243

Ad05A14913 Aradu.A05 14913 p3 (CAT)5 15 81987246 81987260 CAAAGGCTTCCCAGTAGCAG GATGGTAAGATTGTCCCCGA 233

Ad05A14914 Aradu.A05 14914 p2 (TC)7 14 81990635 81990648 TGATGGAGACTGGATGTAGGC TCCTAGCCCCTTTTTGTTGA 252

Ad05A14915 Aradu.A05 14915 p3 (AGA)5 15 81994907 81994921 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 182

Ad05A14916 Aradu.A05 14916 p3 (AGA)5 15 81999717 81999731 GTGCCATTGATGGTGAATGA ATATGGCCGAAACCTAACCC 236

Ad05A14919 Aradu.A05 14919 c (TA)6ataatattatatgttgtaatgtg(TA)647 82055113 82055159 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTATTGTT 191

Ad05A14921 Aradu.A05 14921 p2 (GT)7 14 82065018 82065031 TGGGGTGGGATTAATTCTGA ATGCAGACATTAGGTTGCCC 140

Ad05A14924 Aradu.A05 14924 c (TAA)5tatttggattcaaacagacattacacagatcaactgaatacaagcatatttatttatggggaatcaataattgatcccaatttttcacac(ATA)18159 82070096 82070254 TCAGAAACGCCTAAAGAGCA CCTGTGTAATGTTTGTTTGAATCC 271

Ad05A14926 Aradu.A05 14926 p3 (ATA)8 24 82072200 82072223 GGTTTTTCCGTGGCTAATCA TGCAGGTATTCCAATGAAGATG 267

Ad05A14932 Aradu.A05 14932 c (AAG)7gagaagagaggtggtggtgaagctatgcggtg(GA)1889 82083068 82083156 TTTGTAGGCACAAAAGAAACG GACCATCATCCCCAAAACAC 249

Ad05A14935 Aradu.A05 14935 c (A)12ct(A)16 30 82100546 82100575 CGGCAAACCTTTAAATGGAG CGGTTTGTTAAATGTCGGACT 234

Ad05A14936 Aradu.A05 14936 p3 (AAG)6 18 82101312 82101329 TGCGTTTCTCCTCCTTTTTC TTTTCGGTGTATGTGTGCTGA 268

Ad05A14937 Aradu.A05 14937 p3 (CCT)5 15 82101786 82101800 AATTTCTTCCACACGCGTTC AACGATGAATGCAATGCAGA 179

Ad05A14938 Aradu.A05 14938 c (AGA)6cgctccatgcgtaaacgaatgtgaaaaaagaagaaaaaaaagaaaaaaaaatacgagagaagaagaag(A)1096 82102504 82102599 CACGTGAAGAAGAAGAAACGC GCCAGAAGCTACGTTTGGAG 267

Ad05A14939 Aradu.A05 14939 p4 (TTTA)6 24 82107211 82107234 TGGCATCTCACTCTCCTTTG AAAGTCACGGCTAGGCTCAA 202

Ad05A14951 Aradu.A05 14951 p2 (CT)7 14 82126978 82126991 GAGTTAAATGGGGGTCGGTT TCCCATGCAAAAAGGGTTTA 194

Ad05A14952 Aradu.A05 14952 p3 (AAT)5 15 82127304 82127318 TTTGTCCTTTTTCTTTTGCCTC GATGAACTCCGTGTCCGTCT 197
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Ad05A14960 Aradu.A05 14960 p2 (TA)9 18 82143913 82143930 TCATCCTCAAGTTTATTATTCGGA TTCTTTTCAAAATCTAAGAAAACCATT 278

Ad05A14961 Aradu.A05 14961 c (A)12gttttatttcatac(A)1036 82144103 82144138 TTTTTACTTTCTTTTGTTGGAAGTG TTGATGCATGCTATGAGATGA 104

Ad05A14963 Aradu.A05 14963 p2 (AG)6 12 82144540 82144551 CCAAAAGCAGGTTTCAGAAGA TGCTGCTGAGCTGTACTTGC 254

Ad05A14964 Aradu.A05 14964 c (A)13cagcaagtagaataac(A)1443 82150316 82150358 AGCCGCAAGTTACAGAGAGG GTAGCAAGCAAAGGGCTCAC 273

Ad05A14966 Aradu.A05 14966 p2 (CA)8 16 82151849 82151864 TCCTGTTAATTTTGTAACACACTTTT TCGCTAAGTGTGCTGTCTTGA 263

Ad05A14974 Aradu.A05 14974 p3 (ATT)6 18 82172557 82172574 TCACAATTACCACCTTCTACATCA TTGTCAGTGATGTCAAACAAAAA 244

Ad05A14975 Aradu.A05 14975 p3 (ATT)7 21 82173575 82173595 TGATGACGACGATGATGATG ACCAAAATAGCCAGGAAGCC 189

Ad05A14976 Aradu.A05 14976 p2 (CT)6 12 82176439 82176450 TTTGAACAATTTTTCCGCTG TCTAGCTTTGAAGGCTCCCA 220

Ad05A14978 Aradu.A05 14978 p2 (AT)9 18 82179781 82179798 TTTGTCATACCTTTTTGCATCG CTTAAATCGTCCATCTTGCAG 101

Ad05A14983 Aradu.A05 14983 p2 (TA)10 20 82214845 82214864 TTTGTTGAATTTAGCTATGGTTTCA GATACTACATCACCTCCGGCA 232

Ad05A14984 Aradu.A05 14984 p3 (ATT)11 33 82216212 82216244 ATTGAGGGTCGTTGAAGTCG ACCAAAATAGCCAGGAAGCC 253

Ad05A14985 Aradu.A05 14985 p2 (AT)7 14 82216690 82216703 TAGAAATGGCAGCATGTGGA TTTTCACAGTTGGTTTCTCTGTG 267

Ad05A14987 Aradu.A05 14987 c (T)11gtatacaaggatactgtatta(T)1345 82218398 82218442 TCTTTTGGGATTTGTGTACGTC GTTGTTCTCGTTTGCAGGGT 170

Ad05A14988 Aradu.A05 14988 p2 (CT)22 44 82220053 82220096 GCGAGGCTGAAAATTACATGA TGTGCCCTAGGCTCTGGATA 277

Ad05A14989 Aradu.A05 14989 p2 (CT)6 12 82224391 82224402 CTTCGTTTGAGGGGAGATGA CTTGTGAGAGAGAGCGAGGG 222

Ad05A14991 Aradu.A05 14991 p3 (GTC)5 15 82226373 82226387 TCACCATCTCGCACTCAGTC TTGGGTGAAGGAATCTGAGG 259

Ad05A14995 Aradu.A05 14995 p3 (TTC)5 15 82247268 82247282 CCGTAATGGCAATGACTCTG AAGCCCTGCGACTACGATAC 280

Ad05A14998 Aradu.A05 14998 c (T)14aaaagaagattgtaacatatgctttatat(TA)961 82257011 82257071 TGAGACTGCTAATAATGGAACTAATTT AAGGGACATGCCAAACTCAT 247

Ad05A15002 Aradu.A05 15002 p2 (CT)6 12 82265025 82265036 CAAGGCCAGTTCGGATAGAG GGAAAGGAAGGAGCTGTCAA 186

Ad05A15003 Aradu.A05 15003 p2 (AT)6 12 82276996 82277007 AGGAGGAGCAACTCTGTCCA AAGTAACTTGCACCGGCATC 203

Ad05A15005 Aradu.A05 15005 p3 (AGA)22 66 82284470 82284535 TGCAACGTAACCAGATCGAA CATCCCTCACTCGTTTGTCA 256

Ad05A15007 Aradu.A05 15007 c (AT)6aatgattgaagtattagattaaatagtgaataataatcataataataatacaggagcgaactttagtgaataataacaatg(TA)7107 82293083 82293189 CTAGGGAAAAGCTAAGAAGCAA TTTGACTTCCCTATTTCCGA 249

Ad05A15008 Aradu.A05 15008 p2 (TC)6 12 82298114 82298125 TGGCTTTTTCTGCTTGCTTT ATGGGGGTGGCAATACTTTT 272

Ad05A15009 Aradu.A05 15009 p4 (TAAT)7 28 82304102 82304129 TGTTCCTTGGTGTTTCCCTC TGAATTTTAAAGGCAATTTTCG 175

Ad05A15013 Aradu.A05 15013 p2 (AC)15 30 82311348 82311377 AGTCCGTGAAGTCAAGGCTG CCTCCGGTTCTCATTCCATA 241

Ad05A15020 Aradu.A05 15020 c (A)11tttg(T)10 25 82318348 82318372 GGTGGTTGGATCCCAAGATA CTCCTGAAGACATGCAAACG 176

Ad05A15022 Aradu.A05 15022 p3 (TAT)5 15 82321526 82321540 ATGGCTGCATGCGTTTAATA TGGCCAACACATCAATCCTA 234

Ad05A15029 Aradu.A05 15029 p2 (TA)7 14 82329835 82329848 TGCGAGTCTTATGCCACAAC TCATTTGTCGCTGTCCTTTG 218

Ad05A15030 Aradu.A05 15030 p3 (AAT)5 15 82330006 82330020 CAAAGGACAGCGACAAATGA AAAATCTCTCGCAGTAGTACTCGTT 230

Ad05A15035 Aradu.A05 15035 c (T)11g(A)10 22 82332001 82332022 CTACCAAGGCATGGTTGATT TCCAGCCTGTTTTTCCTCTG 195

Ad05A15039 Aradu.A05 15039 c (TA)6(CA)7 26 82334807 82334832 CGAAAATATGAAACTAAAAGCACAA CTCGCCACCCTTAATTTCAC 174

Ad05A15042 Aradu.A05 15042 p2 (TC)6 12 82363233 82363244 TCTTCTTTCTCCCTTTCCCC TGGGAATGATGACTCAAAAGG 225

Ad05A15043 Aradu.A05 15043 p3 (TTG)5 15 82373556 82373570 TGCTTCTCCGGATAACTTGC AGAGGGGAAGCTCTTTCAGG 196

Ad05A15044 Aradu.A05 15044 p2 (AT)7 14 82385239 82385252 GACAACTGAGTCCTGGGAGC AAGCATGCAGGTACTGTCGT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A15045 Aradu.A05 15045 c (TTA)23taagttaatctt(TTA)22147 82387280 82387426 AAACTATTTTGATAGGCAAAAATTAAG CCTTAAGGCCTTCGGCTACT 215

Ad05A15046 Aradu.A05 15046 p2 (AT)8 16 82389595 82389610 GGTGCCAGTTTAGGGGTTTT GCCTGTAATCGGGTTAGCGT 219

Ad05A15052 Aradu.A05 15052 p3 (GAT)5 15 82412606 82412620 GATGGATGTTGAGGGCTGTT TAGGCATCTGTCGTAAGGGG 280

Ad05A15053 Aradu.A05 15053 p2 (TA)6 12 82413266 82413277 GTACCCTAGCCGGCCTAAAC AACTATGAAGCCGAAAGCGA 134

Ad05A15055 Aradu.A05 15055 p3 (ATT)9 27 82417466 82417492 CCCTCTTGACACCGACAAAA AAACAAATGCAATGGATGAAGA 226

Ad05A15056 Aradu.A05 15056 p2 (CA)6 12 82420466 82420477 TTTGCTACGATTTGTTTGCC GGAGCTCAGGATGAAAGCAT 162

Ad05A15058 Aradu.A05 15058 p3 (CAC)5 15 82439833 82439847 TCTCACCCCTCATCATCACA CTTTGCCGTGAATGGAGATT 280

Ad05A15059 Aradu.A05 15059 p2 (GA)6 12 82440539 82440550 GGGAGGTTTGATGGGAATTT TTCCTCACCCATCATCATCA 227

Ad05A15060 Aradu.A05 15060 p2 (GA)18 36 82441458 82441493 AGCCCAAGGTCCAAGAAGTT AACATTGTTCTTCATCTTGGCA 233

Ad05A15063 Aradu.A05 15063 p3 (TTC)7 21 82471085 82471105 CCCATAAACCCCACCTACCT CTAGAGGATTCTCCGGCCTT 230

Ad05A15064 Aradu.A05 15064 c (TTC)6ctcttcctcttcctcttcttcctcttt(CTCTTC)575 82481251 82481325 AACGTTTCCTGTTTTTAAAGCG ACACCCAAAATTCGTTGCAT 243

Ad05A15065 Aradu.A05 15065 p3 (AAG)6 18 82481898 82481915 CGTGCAGAAACGAAAGAAAA CGCTCAAAATACGCTTTCAA 159

Ad05A15066 Aradu.A05 15066 p3 (TTC)6 18 82483437 82483454 CATGTTTTGCAGCCTCAATG AGCAGCTGGATGAGCAAGAT 275

Ad05A15068 Aradu.A05 15068 p3 (TTA)18 54 82490239 82490292 TGGTCATATTCTTGGGCCTC CAAATTTATTTTGGGCCTATTCA 256

Ad05A15071 Aradu.A05 15071 c (T)11aaaaaataggtttagtttcacctcaaaatgttaaagaaaaaaaagtaaatcgagaaacattaacacatcggtaatgttttttttg(T)11ggacttgacacatcggtaatgtttgaatgaagcttcatgtcaacagg(T)13167 82513128 82513294 AAACCTCGTATTTTTGTATGCGA TCTGTTCATGTGTCAAAAGGAAA 280

Ad05A15073 Aradu.A05 15073 p2 (CT)6 12 82520315 82520326 GTTTGGAAGAAATCACCCGA ACAGTTCAGCCGCCTAAGAA 259

Ad05A15074 Aradu.A05 15074 p3 (TAT)17 51 82527022 82527072 ACCCGTTTTGCCATTTCTAA TATCTTGCGTGAAGTCTCGG 275

Ad05A15075 Aradu.A05 15075 p4 (TTTG)5 20 82527952 82527971 TGCAAAGTGGTTATCAGCAAA AATTGGCAATCAAATCCAGG 279

Ad05A15078 Aradu.A05 15078 p2 (TA)6 12 82534703 82534714 GCCCAAACATGCACAAACTA GCGACATCGTGGTAATATGATAA 257

Ad05A15081 Aradu.A05 15081 p3 (ATT)12 36 82536870 82536905 CAACAAGCGTGACCGTTATG CGAACACACTTCCATGAAACA 235

Ad05A15083 Aradu.A05 15083 c (T)10atc(T)10 23 82542597 82542619 GGTTTTGCATGAGCGATACA AATCAAATGCCGGAAAGCTA 258

Ad05A15088 Aradu.A05 15088 p2 (GT)6 12 82578685 82578696 TGACAAAATTTCGGACACCA TGCAATGCAGTATCATTTGCT 200

Ad05A15092 Aradu.A05 15092 p2 (GT)6 12 82582256 82582267 ATGGGGTTTTGATTGCATGT GGGCTTAGAAGGCGAGCTAT 229

Ad05A15104 Aradu.A05 15104 p2 (TA)6 12 82628402 82628413 TGTTGTTCCCGGATTCTCTC ACTGTGGGACTCTTTCACGG 180

Ad05A15111 Aradu.A05 15111 p2 (AT)7 14 82656341 82656354 TGTTCAAACCATCTGCTCCA TTGTTCTGCCAGCTTTTTCC 230

Ad05A15112 Aradu.A05 15112 p2 (AG)13 26 82657093 82657118 GGAACACTAATTAAGGGTTGACA TGAATGGCAGCCAGCTATAA 136

Ad05A15116 Aradu.A05 15116 p3 (CTT)5 15 82676180 82676194 TGATGTCAAGAATGGGATGC AACGGCGGTAACAGTGATTG 262

Ad05A15119 Aradu.A05 15119 p2 (TA)6 12 82681605 82681616 TTTGTTTTGGGGCATTTTGT AACTTGGGACATTGGGTGAA 251

Ad05A15122 Aradu.A05 15122 p3 (TAA)5 15 82703709 82703723 GCATATATAGTTCCTTTGGTATGTTCA ATTAGGGTAGCAGATTTTGTATTTTT 279

Ad05A15123 Aradu.A05 15123 c (CTA)7(ATA)14 63 82705248 82705310 CCTAGCATCACCCTTTCTGTTT TCTCATTTGTTTTAGCTCATTTAGGA 248

Ad05A15124 Aradu.A05 15124 p3 (CTT)5 15 82710432 82710446 GGCAGAGATCCCAAATTGAA ATGCCTTTCCCCTTCTTTGT 238

Ad05A15128 Aradu.A05 15128 p2 (CT)6 12 82755418 82755429 CTCTTCCCACCACACCATTC CGGAAAAGCACACCAAACTT 102

Ad05A15129 Aradu.A05 15129 c (T)11cattaacgaaaag(A)1034 82764441 82764474 TTGAACCCCTTATTTTTGTTGG TCGTTTGGGATATGGTATGGA 214

Ad05A15130 Aradu.A05 15130 p2 (CT)13 26 82765093 82765118 TGACCAAATCTCGTAAAACGAA GAGAGAGGGCCATCAAGACA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A15134 Aradu.A05 15134 p2 (TA)6 12 82769281 82769292 CAAGCTTGAACTTGGAATTGA AAACTCAGGTCACCGAGAGC 270

Ad05A15138 Aradu.A05 15138 p2 (AT)7 14 82783593 82783606 GAAAAACTTTTCATTATATTCCCCC AACGAGACTTGCTGCCATTT 191

Ad05A15139 Aradu.A05 15139 p3 (TCG)6 18 82785481 82785498 AAGATCTGGTTTGGAAATTGGA GCACTTACAGGGCTTTGTCC 267

Ad05A15140 Aradu.A05 15140 p2 (TA)7 14 82787669 82787682 TGATGGCGGAACGAATTAAC TAAGCACAAATGCTCAACGG 276

Ad05A15141 Aradu.A05 15141 p3 (TCA)27 81 82788038 82788118 TTTTTCTTTTTCTTTTCTCCACC AAAGAAGGATAAGAACGAGGAGG 151

Ad05A15142 Aradu.A05 15142 p2 (AT)17 34 82792357 82792390 ATGATGGGTTGGTGTTTGTT TCCAATGAGCCATAACCACA 182

Ad05A15143 Aradu.A05 15143 p3 (AAG)6 18 82795114 82795131 AGCAGAAATTTGGTTCGACG TGAACATGCCAGAAGGAGAG 280

Ad05A15144 Aradu.A05 15144 p2 (GA)6 12 82804581 82804592 CCTTTTTGGTGCCATAGGAA TTATGGAAATATCGCGACCC 264

Ad05A15147 Aradu.A05 15147 p4 (GTGA)5 20 82810005 82810024 CCCTCTTCCCCATCTCTTTC TCCTAACCCTATCCACACGC 208

Ad05A15149 Aradu.A05 15149 p3 (AAT)22 66 82814301 82814366 CAAGAAGCACCAGCGTATCA TGAAAAGTCCGAATTGCCTC 216

Ad05A15151 Aradu.A05 15151 p2 (AT)6 12 82817310 82817321 GCAATTTGGAAGCCATTGAT TGCACACCATGTGTTTGTTC 205

Ad05A15154 Aradu.A05 15154 p3 (TTA)5 15 82832586 82832600 GGTCCTTATGAACAGTCATGTGC TGTACTCAACAGGTTTCAAAATAACT 235

Ad05A15157 Aradu.A05 15157 p3 (AAT)14 42 82834132 82834173 CCGTATAACTCGTTGGACTGC TGGACACTTTGTAGTTCTCCCA 243

Ad05A15158 Aradu.A05 15158 p3 (TAT)13 39 82848514 82848552 AATAGTGGGGGATTGAAGGG TTGTGCCCCTTTGGCTAATA 145

Ad05A15163 Aradu.A05 15163 p2 (AG)6 12 82888162 82888173 TGTTATTTCTTGCGCCACTG ATGCTCCGCGAGGTGTAATA 204

Ad05A15164 Aradu.A05 15164 p3 (TAA)5 15 82891406 82891420 GCAAGCATAGACCTCTTCAACA CAAGGAGGACAAGCAAGGAG 190

Ad05A15171 Aradu.A05 15171 p2 (TA)10 20 82912117 82912136 TGATGAGCCAAAATCTGGAA GCCATCCAACCCACATATTC 150

Ad05A15175 Aradu.A05 15175 p2 (TA)7 14 82928299 82928312 TGTGCATAATTTTAGTTTTCAATCAA GCAAAGTAGTTAATGAGTCCTTCAAA 147

Ad05A15182 Aradu.A05 15182 p3 (CTT)10 30 82972208 82972237 AACGCAAAATGAGAAACGGT CACGATGAGGATGAAACACG 174

Ad05A15185 Aradu.A05 15185 p3 (TAT)5 15 83005964 83005978 AGCCTCCACAGTTTTTGTGA GAAAGAAAGATCAAAGCCTTTTT 280

Ad05A15186 Aradu.A05 15186 p3 (ATT)8 24 83007582 83007605 AACTCATGCCAAGGAAATCG TTTCTATTTTTCACACAACAACAACA 107

Ad05A15195 Aradu.A05 15195 p3 (TTG)6 18 83045080 83045097 GCTTAAAAGGCATTCATTCATTG GATACGCGAGCCCTTGATAA 152

Ad05A15198 Aradu.A05 15198 p2 (AT)10 20 83065522 83065541 TTTTACCGCAATATCGCTCC TGGACGCAGATGTCAGAAAG 252

Ad05A15200 Aradu.A05 15200 c (A)10gataaaaaaaatcctcaatcattgttctccaactatttctaacacctgagaaaaagattgatctttcatagtttaataaaactttacttt(TA)13126 83082156 83082281 GCCTGAATGCCACATGTATT ATAATATAAGCCCAAAAAGAGAGGT 280

Ad05A15202 Aradu.A05 15202 p3 (ATA)8 24 83115994 83116017 CCGCCGTTGATTTTGTACTT TGTCTGTGCAGTGAAATTCTTTT 238

Ad05A15205 Aradu.A05 15205 p3 (AGC)5 15 83121083 83121097 GGAGGTTGACTTGGCAGTGT ACCTGGACAACATCTTTGGG 212

Ad05A15207 Aradu.A05 15207 p3 (CTT)6 18 83125973 83125990 ATAGCGCGAAATGAGAAACG TGAGGATGAAACATGCGAAA 159

Ad05A15208 Aradu.A05 15208 p3 (AAG)5 15 83126563 83126577 TTTGCAGCATTATGTGTTTTCTC TCTTCCTCTTCCTCCATCTCA 195

Ad05A15209 Aradu.A05 15209 c (ATT)6(GTT)8 42 83128838 83128879 GAATGCAGCCTTCACATCAA CAAGCATATTTATTTTTAGGAACCA 266

Ad05A15210 Aradu.A05 15210 p3 (TAT)17 51 83129004 83129054 TTGTTGTTGTTGTTGTTGTTGTG TCACAAAGCATTGTCCAAAAA 233

Ad05A15215 Aradu.A05 15215 p2 (TA)7 14 83139126 83139139 ATCAAAGCCGAAAACTCGAA TAGGTACCACAGAACGCACC 165

Ad05A15217 Aradu.A05 15217 p3 (TTG)5 15 83162305 83162319 GCATTCATTCATTGTCTGCAA GATACGCGAGCCCTTGATAA 155

Ad05A15219 Aradu.A05 15219 p2 (GT)6 12 83172921 83172932 GCTGGAATTTCGAAGAGCAA CCCTTGGCCCAACATAACTA 268

Ad05A15226 Aradu.A05 15226 p3 (AAT)5 15 83256286 83256300 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 185
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Ad05A15227 Aradu.A05 15227 p3 (TCT)5 15 83259321 83259335 CCCCCTCCTCTCCTTCTCTA CTCGGAAGTGGAAGCTTTTG 199

Ad05A15230 Aradu.A05 15230 p2 (AC)7 14 83266621 83266634 GGAGGTTGACAAACCCCAAT GTGAGAGCTTCTCTCTCTAGAAAACTA 276

Ad05A15232 Aradu.A05 15232 p3 (ATA)11 33 83279126 83279158 GTCGATTTGACCGTCGATTT TCCTTTGTAAAATACGTTTTGCTTT 216

Ad05A15235 Aradu.A05 15235 c (A)10taatac(A)10 26 83284004 83284029 TCCTTTGATATTGTATCATTCTAAACA TGTGGCAGTTTCATCTGTGA 155

Ad05A15236 Aradu.A05 15236 p2 (AG)8 16 83287531 83287546 AAGAGAAGAGCTCGGCAATG CGAAAACCGGTCATTTGTCT 278

Ad05A15241 Aradu.A05 15241 p2 (AT)6 12 83289834 83289845 TGCGATAAACAACTCAAACTAGGA TGTGAAAATAGTGGTCTTATTCTGC 207

Ad05A15242 Aradu.A05 15242 p2 (TA)7 14 83290494 83290507 GGAGAAAAATACATTTACCAATCTAGG TGACATGATTTTCAAGTTTTCAA 251

Ad05A15243 Aradu.A05 15243 p3 (TTA)9 27 83291074 83291100 TCGAGAACTAATCCACCACAGA CAAATCTTTCTTTGTTTCTTACCAA 277

Ad05A15244 Aradu.A05 15244 p2 (GA)6 12 83294557 83294568 CACAAACTCACAACTTCACCAAG TGTCGCTGTCTTCCTCCTTT 122

Ad05A15246 Aradu.A05 15246 p3 (CTT)7 21 83307196 83307216 ATAGCGCGAAATGAGAAACG TGAGGATGAAACATGCGAAA 162

Ad05A15247 Aradu.A05 15247 p3 (TAT)5 15 83335354 83335368 AGCCTCCACAGTTTTTGTGA GAAAGAAAGATCAAAGCCTTTTT 280

Ad05A15249 Aradu.A05 15249 p3 (AGA)9 27 83342365 83342391 CCTTTCCCCGAGGAGTAGAG ATTGTTCCTCCTCCTCACCC 151

Ad05A15257 Aradu.A05 15257 p3 (TTG)7 21 83371632 83371652 GCTTAAAAGGCATTCATTCATTG GATACGCGAGCCCTTGATAA 152

Ad05A15260 Aradu.A05 15260 p2 (AT)10 20 83398094 83398113 TTTTACCGCAATATCGCTCC AAAGGCTAATTTGGTTCAGCA 279

Ad05A15261 Aradu.A05 15261 p2 (AT)9 18 83406044 83406061 TTTTACGGCAATATCGCTCC TTATTTATTGCACCCTCGCC 204

Ad05A15262 Aradu.A05 15262 p2 (TA)7 14 83412953 83412966 TCACAAATCATTGTTCTCCGA TTTGCTTCTTGGGTAATACATTCA 278

Ad05A15264 Aradu.A05 15264 p3 (TCT)6 18 83433891 83433908 CCGAACATATACCCTCCCCT GCTTTTGTCTTCCCTTTCCC 277

Ad05A15266 Aradu.A05 15266 p3 (ATA)21 63 83486949 83487011 TTAATAGCGACCACTTCCGC TGTCTGTGCAGTGAAATTCTTTT 273

Ad05A15268 Aradu.A05 15268 p2 (TG)6 12 83495154 83495165 TGTTCGAAATCTCAGCCCTT AAGCCCTTTCCAAGCTTTTC 276

Ad05A15270 Aradu.A05 15270 p3 (TTG)5 15 83532366 83532380 CTTGTGTCCCAGTGGAAGGT GAAGGACAAGATCCATTCCG 263

Ad05A15272 Aradu.A05 15272 p3 (ATA)20 60 83536084 83536143 AGATCATGAAATCCGTGAAAA TGTGCTACGTTGTTGGGAAA 271

Ad05A15275 Aradu.A05 15275 c (A)11gaaaacacaaaacaaaac(A)1039 83572229 83572267 AAGCTTGGCTGACCATGTCT GCATGCAATTGACACCAAAC 234

Ad05A15277 Aradu.A05 15277 p2 (CT)6 12 83584280 83584291 ACGCCAGAAATGGCTAAAAA GGGAAGAGGTGTTGAGGTGA 160

Ad05A15279 Aradu.A05 15279 c (A)12ctataaat(TAA)20tagagagaaaagaaattaggcaagttcctcttcttcttctttttc(T)10ataataatcaatgtccctctgtattctatatatgatttaatatgtatgtaagtgtttcccta(ATG)5212 83607635 83607846 ATTAAGCTGCTGGCTTGGTG AAGGGCACAAATAAAGCACA 278

Ad05A15281 Aradu.A05 15281 p3 (GAT)7 21 83610516 83610536 TTGCACTTGAGGCAGTTTTG CGCTACCATCAACAATCGTG 237

Ad05A15282 Aradu.A05 15282 c (TA)6aaagataaaacgagaatttttaattttcacgtttttaattcatattctaccaa(T)1075 83612630 83612704 AACACAAACAAGACAGCCACA ACCGGTGGAGAGGACAAAAG 224

Ad05A15287 Aradu.A05 15287 p2 (TA)7 14 83617165 83617178 ACCAAAAATCAACCGGTCAG CCCCATTTAGTGGGACAAGA 224

Ad05A15291 Aradu.A05 15291 p2 (AT)6 12 83633262 83633273 AATCATTGTTTCTCTAACACTTCTTTT AAAATTCGTCGTCTTGTGCC 211

Ad05A15295 Aradu.A05 15295 p3 (CTC)11 33 83636794 83636826 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 180

Ad05A15296 Aradu.A05 15296 p2 (AT)6 12 83639637 83639648 AATCATTGTTTCTCTAACACTTCTTTT AAAATTCGTCGTCTTGTGCC 218

Ad05A15300 Aradu.A05 15300 p3 (CCT)5 15 83643507 83643521 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 168

Ad05A15302 Aradu.A05 15302 p2 (AT)10 20 83672322 83672341 GGCTTTAGGGTTTAACGGGT TCTTGTTTGTTGAGCGTTGC 138

Ad05A15303 Aradu.A05 15303 p2 (AT)9 18 83672552 83672569 CATCCAGCAAAAGTAAGGCTG TTGTTGCTTTTTCAGATGCG 247

Ad05A15306 Aradu.A05 15306 p2 (TA)8 16 83692810 83692825 ATGATGGAGCAAGGGAGATG TCTTTAAGCTACTTTTTCGAATTTTT 232
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Ad05A15307 Aradu.A05 15307 p2 (AT)15 30 83700361 83700390 TGAAGCAAGAGAAAGCACCA AACCATTGATGCTCAAAGCC 214

Ad05A15310 Aradu.A05 15310 p2 (CT)8 16 83745095 83745110 GGGCGTTTTACATGCCTAAA ATTAGGGTTGGGTTTGGGAG 235

Ad05A15314 Aradu.A05 15314 c (ATA)12(TTA)7(TTG)1190 83765739 83765828 AACATGCAATAGTTATTTTTGGTCA AAAAATTTGCTTCTGATCTTGTTATT 280

Ad05A15315 Aradu.A05 15315 p2 (CT)8 16 83767965 83767980 TCGCAGAATGGTTACAGACG TGCTTGAGAGAGGGGGTAGA 206

Ad05A15318 Aradu.A05 15318 p5 (ATAAT)10 50 83789910 83789959 TAATCGGTGTCGTGCTCAAA AGTTTTCTTCGCACGCAAGT 267

Ad05A15319 Aradu.A05 15319 c (AC)8(AT)7 30 83790202 83790231 CAGCGAAACTAAGGCTGGTC GCAGAGTGGTTCCTGGGTTA 240

Ad05A15320 Aradu.A05 15320 p2 (AT)7 14 83798549 83798562 TGGCTCTTGAAAGAATGACG TTTGCTCTTGCCTTTTGGTT 135

Ad05A15326 Aradu.A05 15326 p2 (AT)11 22 83828024 83828045 GCCTGTAATCGGGTTAGCGT GGTGCCAGTTTAGGGGTTTT 225

Ad05A15328 Aradu.A05 15328 p3 (ATA)6 18 83829422 83829439 AGGTTTCCTTAAGGCTTCGG TCACAAGTATAACAACTCGGATTTT 279

Ad05A15330 Aradu.A05 15330 p3 (GAG)5 15 83835548 83835562 TCCTCCTAGCACTCTCCCAA CTGATCATTGGACGTTCCCT 150

Ad05A15335 Aradu.A05 15335 p4 (TTAT)5 20 83884982 83885001 CGCCACAGACACATAATTGG TGGCTCTTGAAAGAATGATGG 278

Ad05A15336 Aradu.A05 15336 p2 (TA)6 12 83895370 83895381 TGGAGAAAGGGAGATGATGTG TGGTGTGTTTTTCTCTTTCATCA 239

Ad05A15338 Aradu.A05 15338 p3 (AGA)7 21 83900786 83900806 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 203

Ad05A15340 Aradu.A05 15340 p2 (AT)7 14 83918145 83918158 CCTTTTCCTTCCATTCGTCA TGCGTCGTAAAACCAAATCA 260

Ad05A15342 Aradu.A05 15342 p2 (TC)6 12 83924308 83924319 TTCTTTCACCCTTTCCCCTT CACATGGCATGCATGGTAAC 270

Ad05A15343 Aradu.A05 15343 p2 (GA)6 12 83930374 83930385 TTTGCAATAATCCACAAGCA TCACCCTTTCCCTTCTACCTC 245

Ad05A15346 Aradu.A05 15346 p2 (CT)6 12 83959633 83959644 CACCTCAGGATCTGTGGACC GGTGAGGTAGGTGGGGATTT 174

Ad05A15348 Aradu.A05 15348 p3 (TTC)5 15 83993502 83993516 TTCTACACCTTGGCCGAATC CTAGAGGATTCTCCGGCCTT 180

Ad05A15350 Aradu.A05 15350 c (T)10caaatatcacttctacaccttcatacaatccatataatactaaaaaaataaagtatccattc(T)1082 84023487 84023568 TCCTTCTTTTCCATTGCACC ATGGTGGCAAACGTTGTGTT 237

Ad05A15351 Aradu.A05 15351 p3 (TTG)11 33 84024705 84024737 AGCAATGGAAAAAGACATGGA CCTCTCTTTGTGCACGTGTAAT 256

Ad05A15353 Aradu.A05 15353 p3 (AAT)19 57 84051725 84051781 TTGAAGCATCCTGTTTTCTCC AGGAAGTGTAAGGGGAAAATGT 236

Ad05A15354 Aradu.A05 15354 c (TAA)8tttac(TAT)544 84053097 84053140 TCACCTTCTTTCCTTGAACTCC GGCCCTTGATAAGACCACAA 213

Ad05A15356 Aradu.A05 15356 c (T)10aattgggtccctgtactaaa(T)1040 84053971 84054010 CAGGTCCAGCATAAGAAGCC GGATCGCTATAAAATTAAGCCAATTA 275

Ad05A15357 Aradu.A05 15357 p2 (TA)6 12 84055292 84055303 TCATTCTTGGGTACCTGATTCAT CAAAAACATTTGCTTCTTGGG 263

Ad05A15359 Aradu.A05 15359 p3 (ATA)24 72 84055974 84056045 GGTTCAATTCTCCCCAACAA TCAACGGGTCTTTCTGCTTT 212

Ad05A15360 Aradu.A05 15360 p2 (AT)7 14 84056857 84056870 TTTGGCAGTCAAAGTGATTCC TGGTTCTATATTACTTTCATTTTTCCA 141

Ad05A15365 Aradu.A05 15365 c (ATA)6ttcaacttgcttggaagacactgctattcactattcagtgttcaagcaataatgatggaaagcagagagctaaaggcctaaatcccatgtatc(TA)6123 84059472 84059594 GGTGGGAAATATCGAAAGACTG CCCACCATAAGCATGGTAAA 239

Ad05A15367 Aradu.A05 15367 p3 (ATA)13 39 84061222 84061260 TTGCCAGAGACTTAAATAAGACAA TGTGGTGAGGATGTCGGATA 199

Ad05A15369 Aradu.A05 15369 p3 (AAG)5 15 84070151 84070165 TGAATGAATGTAGGTTCATCATTTTC TCTGCGTAATTCAAAACTCTTCA 247

Ad05A15374 Aradu.A05 15374 p2 (TA)6 12 84092883 84092894 GGAGCGATTAGAAGTGGTGC TTTGTTCTACTTTGTATGTTGTGGTC 240

Ad05A15382 Aradu.A05 15382 p2 (AC)6 12 84101982 84101993 GGAAAAAGAGTACCTGGGACAA TGGCATATCATCCAAAAGCA 155

Ad05A15384 Aradu.A05 15384 p2 (TA)6 12 84106087 84106098 CCGAACACTACATGACACGC CAGCATATCAAACCTTATTCTTAACAT 280

Ad05A15385 Aradu.A05 15385 p3 (AAT)14 42 84114111 84114152 TGAAAGCATGCATATCATCAGA TTGTTAGTGCGCAAAACTCTTT 260

Ad05A15389 Aradu.A05 15389 p2 (TA)10 20 84128365 84128384 GCATATGACCCCAGAGTCCTT TCATGCATATGAAAAGAGATGAAAA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A15390 Aradu.A05 15390 p3 (ATT)5 15 84131419 84131433 GAATGATGAGCACGGGAGTT TGATTTTATTAGTGGCAAGTTGTT 280

Ad05A15392 Aradu.A05 15392 p3 (TTA)5 15 84131984 84131998 CACCCCACTTTCATTAGTTGAG TGTTTTCCCTCTAAAATGTATTCTC 280

Ad05A15394 Aradu.A05 15394 p3 (TCT)5 15 84133240 84133254 CGTTTCCTGTTTTCAAAGCG ACACCCAAAATTCGTTGCAT 162

Ad05A15396 Aradu.A05 15396 p2 (TG)6 12 84137514 84137525 AGTGACGTTGAAGGCCAAGT ATATGACCATCCGCACGACT 267

Ad05A15407 Aradu.A05 15407 p3 (AAT)20 60 84168756 84168815 TTTTTATTACATGTCCTTGCTATTTTT TCGGGAGAAAACCCTATTTT 267

Ad05A15408 Aradu.A05 15408 p3 (TTA)11 33 84168918 84168950 TGGAACAATTTATCTAAGTAACACCG TTTGGAGAGAAAACAGAGGCA 174

Ad05A15418 Aradu.A05 15418 p2 (TA)6 12 84222620 84222631 CCCTCCTTACAAGCGAAGAA GACTTGCGAAGTTAAGGCCA 212

Ad05A15419 Aradu.A05 15419 p3 (AGA)6 18 84230326 84230343 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad05A15423 Aradu.A05 15423 p2 (TG)7 14 84243558 84243571 TGCAAATGGAAACAAAGCAG TTGGCCATATTCATGTGGATT 277

Ad05A15424 Aradu.A05 15424 p3 (AAT)8 24 84244914 84244937 TGGGGACTAAAGTGTCTGGTTT CAATGTTGGCAATTATTTTTAGCA 228

Ad05A15425 Aradu.A05 15425 p3 (CAC)7 21 84246250 84246270 TTCATCTTTCTCACCCCACC CTTGGTGTTGGTGTTGGTTG 228

Ad05A15427 Aradu.A05 15427 p2 (GT)6 12 84247776 84247787 CTGAGCAAATATCTCCATTGAA AGATTGAATTGGATGAGCGG 197

Ad05A15428 Aradu.A05 15428 p2 (TA)9 18 84248358 84248375 TGACTCAAAACCGATCCAAA CTACCGCCGCATCTAACTTC 161

Ad05A15430 Aradu.A05 15430 p2 (AT)6 12 84261434 84261445 TCAATCCTTTTGATTTGGCA TTCACGTTGTGTCCGAATGT 239

Ad05A15431 Aradu.A05 15431 p3 (AGG)6 18 84268337 84268354 TGGACCAAAATTGATTCACAAA TTGGCAACCAAGTCTAATCAAA 267

Ad05A15432 Aradu.A05 15432 p2 (TC)6 12 84269539 84269550 GTGGATGCCCATTTCCTATG TGAAAGAAAGAAAGAGGGGAA 181

Ad05A15436 Aradu.A05 15436 p3 (AAG)5 15 84280068 84280082 GGCTTTTCTCAATGACCCAA GCAGCTGATTCCTCTCCATC 236

Ad05A15438 Aradu.A05 15438 c (TAA)5aataataatatgtccagagcttaccaaccttctcttttgatctgaccagagctta(CTT)585 84283507 84283591 TCAGTTATATAAAAGCTTACGTGCAAA TGAGGGTTTGGTGATGATGA 212

Ad05A15440 Aradu.A05 15440 p2 (AT)8 16 84285541 84285556 GTTGACCCGAGTTCCTACCA CGAAAGAAAAATCTGCTCCG 226

Ad05A15447 Aradu.A05 15447 p2 (TA)10 20 84306105 84306124 TCGGACAAATCAATTTAGCAA TCATTTTCTTCTCTATTGTTATAGGGT 189

Ad05A15450 Aradu.A05 15450 c (A)11cataaagtgcaaaaaaaagaaagagaaaaaac(AT)961 84311035 84311095 TCTTGTGTTCGTTTGCGTTT GCACGTATCATTCTCCTCGTC 202

Ad05A15452 Aradu.A05 15452 p3 (TGG)5 15 84318945 84318959 TAAGCACACATTTGTTGCCC TGACATTCTAATGCCCTTAAATCA 250

Ad05A15454 Aradu.A05 15454 p2 (TA)10 20 84323457 84323476 TGGATAGGAATTCAATGTTTTTG TGTCATTTTAGCAACATCGCTT 161

Ad05A15456 Aradu.A05 15456 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatacgcatc(AT)1080 84332452 84332531 CCTCTGTTTCTAGGACCTTACCAA TTGAATCTTGAACTGTTTAGGTGG 271

Ad05A15464 Aradu.A05 15464 c (T)10c(A)12cacttttccattagaacaatttccagacctgcaataatttcattccctttgaatttctcacttc(A)1198 84351956 84352053 GCTTGGATTGAAAAGGCAAA CCATCTACTTGCTCTGGTTGC 251

Ad05A15467 Aradu.A05 15467 c (AAT)5aaattattaatatcgtatatatttaaattag(TA)862 84354902 84354963 ACCTGCATGCTTCATTTCCT AAGATTGACGGTTTACGTGTGA 252

Ad05A15468 Aradu.A05 15468 p2 (AT)7 14 84355739 84355752 GGAACCATTTTTAACCAGCC CCATCCCAATGAAATGGAAC 206

Ad05A15475 Aradu.A05 15475 p2 (TG)6 12 84378942 84378953 TCTTCAACACTGGGCTCCTT TAACCTCCCTCCACTCTCCA 274

Ad05A15479 Aradu.A05 15479 p2 (AG)8 16 84445814 84445829 GCTCCAAACTGTGGCTGTTC GGCCAGAAATTCATCTTGGA 241

Ad05A15485 Aradu.A05 15485 p3 (AGC)5 15 84490803 84490817 AATGGTGGTTGACTGGCTTC TGCTGAAAGAGAGCTGCTGA 161

Ad05A15497 Aradu.A05 15497 c (TTC)5tat(TAC)5(TAA)14a(ATT)591 84526408 84526498 CTTTCGAAGGCCAAAACTTG TTGAAATTCGACATCTCTAACATAGC 251

Ad05A15498 Aradu.A05 15498 p3 (TTA)19 57 84526708 84526764 TGTGCTTAGTTTTGAAGTTAGTCG TGATAGTGAAAAACAATATCCCACA 173

Ad05A15504 Aradu.A05 15504 c (TCT)7tcactcagaattatgaacaactcatcttcatcttccttttcctctttctcttcc(TCT)5ttttcttcttcactcaccgtggattataaacaactcatcttcctcttcctattcctcttcctcttcttctc(CTT)5176 84536346 84536521 CCAAAGTGCTACACTCACCG CGAAGAAATACATGGAAGAGGA 268

Ad05A15505 Aradu.A05 15505 p3 (AAG)5 15 84536919 84536933 CACCCAAAGGACACTTTATGC CACAATTTCACTGCACCGTC 270
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Ad05A15507 Aradu.A05 15507 p2 (AG)8 16 84553774 84553789 ACCAAATCAAACATTGGGGA AACCCCCTTCTCTTAGCCAC 280

Ad05A15509 Aradu.A05 15509 p3 (ACA)6 18 84570778 84570795 GGAGTTGAACGCCAAGTTGT AGCAGAACACACAGCCGAC 136

Ad05A15516 Aradu.A05 15516 p3 (TAA)23 69 84591286 84591354 TGAAACTAAGGGAGGCCCAT CTTTCGGCTATTTTGCTTGG 280

Ad05A15518 Aradu.A05 15518 p3 (TCT)5 15 84596895 84596909 CGACCAAGTCCAACCAAGTT GAAAAAGAAGGAGGGGGATG 174

Ad05A15519 Aradu.A05 15519 p3 (CAT)6 18 84597012 84597029 CCCCTCCTTCTTTTTCTCCTT CGAATGAACCGAAATTCCTT 280

Ad05A15520 Aradu.A05 15520 p3 (TAT)5 15 84623180 84623194 TGGCATATTAATCAACTAGGCATC AAACGTTTTTGGTGGTTAACTATG 214

Ad05A15521 Aradu.A05 15521 c (TAA)15(TAT)7 66 84624151 84624216 CCAATTTTATTAACGTGACACAATG CATTCAAATTACATGTTATGATTGTCA 276

Ad05A15529 Aradu.A05 15529 p2 (AC)23 46 84686921 84686966 TTTAAACCGCAATACCGCTC GGTTATTGTATGCTCGCCGT 234

Ad05A15532 Aradu.A05 15532 p2 (TA)6 12 84710468 84710479 CTTGGGTTGCATTGATTCCT TTTTGAAAATTCGGCCTTTTT 277

Ad05A15533 Aradu.A05 15533 c (T)10gagtaaattattgtttgtattcacgaaagttgaaaacgttaatacatttattcgtag(A)1077 84710748 84710824 CGAATTTATTGTCCTTGCTCC TGTGCAAAATTTATGTTTCAAGG 259

Ad05A15542 Aradu.A05 15542 c (AT)6ctcataaaaataaaaattaaaaactgaaaagagta(T)1057 84727107 84727163 TCCCGTTTGACCTTGACAAT GTGGAGCTTAGGCGAGAATG 184

Ad05A15543 Aradu.A05 15543 p2 (CT)7 14 84737374 84737387 TAAATTCGTGTTTGGCTCCC CGGAAAAGCACACCAAACTT 130

Ad05A15546 Aradu.A05 15546 p3 (TCT)5 15 84756881 84756895 CTCCCACATAGCCGAACCTA TAAAATTTTTCTCGCCCTCG 100

Ad05A15547 Aradu.A05 15547 p3 (AAT)6 18 84761937 84761954 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad05A15548 Aradu.A05 15548 p3 (TTC)7 21 84764961 84764981 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 276

Ad05A15550 Aradu.A05 15550 p3 (AAT)5 15 84771518 84771532 CAGGGAAAAAGGCACTCTTG TCACCAAGCATTCTCCTTGC 174

Ad05A15551 Aradu.A05 15551 p2 (TA)6 12 84798363 84798374 CCCACTTAGTTCATTCGCAA CCATTGTTTTGTTATATGGAATTGA 189

Ad05A15553 Aradu.A05 15553 p2 (TC)8 16 84814085 84814100 TGATGGAGACTGGATGTAGGC TCAGTGGCTAAGAGAAGGGG 280

Ad05A15554 Aradu.A05 15554 c (TC)7atatccattaacaaggttttattttcttcttccctcctccctttttctattattcttcttattttatatgttattttc(T)10102 84832488 84832589 TCCCTTCTTCCTTCTATCTCCC TTGCAACAATCCACAAGCAT 234

Ad05A15555 Aradu.A05 15555 p2 (TG)6 12 84858830 84858841 GCTCAAGGCAAGGAGAAAGA TTCATGGCCAATTGTTTGAG 219

Ad05A15560 Aradu.A05 15560 p3 (GAG)5 15 84875194 84875208 CTTTCGGATGAAGGCAAGAG TCAGAGGGTCCAGAAGGCTA 238

Ad05A15561 Aradu.A05 15561 p2 (TA)8 16 84885324 84885339 GCCCCAATTTTAGATTAGGTCT ATGGACACCATAGACGCACC 260

Ad05A15564 Aradu.A05 15564 p2 (CA)6 12 84896108 84896119 CAAAGCAAGGGGATCAAAAA CTCTTGGTGATGACCCGATT 265

Ad05A15565 Aradu.A05 15565 p3 (AGG)12 36 84897228 84897263 AGGTGGAGGAGGAGGAGAAG TCCTCCTACCAGAAGGTCCA 204

Ad05A15568 Aradu.A05 15568 c (AG)7at(AG)6 28 84904265 84904292 CACCAGCGCCAAAATAAAAT GAAATCGAGTGCTCCACACA 222

Ad05A15573 Aradu.A05 15573 p2 (TA)8 16 84917675 84917690 ATGACAGCAGTACCCGCAC TCTTTGGGGCTGAAGAGAAA 257

Ad05A15575 Aradu.A05 15575 p3 (TCT)5 15 84973185 84973199 TCCCACATAGCCGAACCTAC ACTCGGAGGTGGAAGCTTTT 214

Ad05A15577 Aradu.A05 15577 c (TAC)7tag(TAC)1466 84990446 84990511 AACACGAGAATGGATAAGGAACA GGACAACCGGCACTTCTCTA 166

Ad05A15578 Aradu.A05 15578 p2 (AT)7 14 84993992 84994005 GGACTTGGAATGCGATTGTT AGCCACATACACCCAAATCC 258

Ad05A15579 Aradu.A05 15579 p3 (AAT)13 39 85001756 85001794 CAAATGTTCCTTTTTGTAGTGATTC CCATCTAGAATTTTCGCTCCG 232

Ad05A15580 Aradu.A05 15580 p2 (AG)6 12 85004305 85004316 GGGGCGATTTCTGGACTATT TCCTGGAAATTGAGAAGAAGAAA 233

Ad05A15582 Aradu.A05 15582 p2 (GA)11 22 85025640 85025661 GAAGTCATCGTCGTCGTCAA CGGTGACCTCTTCTACCTGC 195

Ad05A15583 Aradu.A05 15583 p2 (TA)11 22 85047579 85047600 TTTTGCTTCTGTGATGTCCG TTGACCAAACCATGCATACAC 205

Ad05A15585 Aradu.A05 15585 p3 (ATT)5 15 85048979 85048993 CCAGCTCTTTCCAACAAATCTC TCGTAGCACTCACACAGATCCT 280
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Ad05A15586 Aradu.A05 15586 c (A)12cgagtaaaaaaaaataagatgaatttacattaaaatt(A)1059 85052906 85052964 TCATCGAAAAGGACAAGCAA AGACGCTAAATTATTCTCATATCCTC 270

Ad05A15587 Aradu.A05 15587 c (CAC)5caactgccactccaccaccattatcaacatcatcatcact(ATC)570 85053875 85053944 AACGTTGAGGGTCAAAATCG GTTGGTGGTGGTGGTGTTG 264

Ad05A15592 Aradu.A05 15592 p2 (TA)8 16 85065623 85065638 TCGGTTAATTATCGGCCAAA TTGAAATCACTAAGAAGGGACGA 169

Ad05A15593 Aradu.A05 15593 p3 (CTT)5 15 85068690 85068704 GTTGTTGCTCCTCGCTGTC AAACCAAAACCCCATCATCA 275

Ad05A15594 Aradu.A05 15594 p3 (TGA)6 18 85068834 85068851 CGCCGCTTCTTCTTCTTCTT TGAACCAGAACTCACCACCA 273

Ad05A15595 Aradu.A05 15595 p3 (TGA)7 21 85068991 85069011 TGGTGGTGAGTTCTGGTTCA GGTTTCCAATGTAGAGGCCA 276

Ad05A15596 Aradu.A05 15596 p2 (TA)8 16 85073339 85073354 GGCAGATCCTCCTTACTTGG CAACCAGCTCAAGGTTTTCA 275

Ad05A15597 Aradu.A05 15597 p2 (TA)9 18 85073488 85073505 GGCAGATCCTCCTTACTTGG CAACCAGCTCAAGGTTTTCA 275

Ad05A15600 Aradu.A05 15600 p4 (AAAG)5 20 85081149 85081168 TGTTCCTACGATTGGTGCTG ACAATGGCAGAGACCAGCTT 252

Ad05A15601 Aradu.A05 15601 p3 (ATT)6 18 85084983 85085000 AAGTTATTGAAAAGAGCAGCTTTG TGGAATATCGGAAAGCCTCTT 169

Ad05A15609 Aradu.A05 15609 p3 (ATT)10 30 85108312 85108341 ATAGGGCGAAAAGGAAGGAA CATGATAAGGCCAGGTGACA 236

Ad05A15610 Aradu.A05 15610 p3 (ATT)7 21 85108449 85108469 ATAGGGCGAAAAGGAAGGAA GCTCATGATAAGGCCAGGTG 239

Ad05A15612 Aradu.A05 15612 p3 (ATT)10 30 85112262 85112291 TGGATGAGATATAACAACCCGA TTTTTCTTTTCTTTGTTCCATTTT 231

Ad05A15613 Aradu.A05 15613 p3 (ATT)9 27 85112401 85112427 TGCAACTAGTTAAAATGGAACAAA ACTTCCCTTATTGGAACCGC 168

Ad05A15615 Aradu.A05 15615 p2 (TG)6 12 85116389 85116400 GAGTTGATCGGTTCGGTTGT GGCTGAAAATACGCAAGCAT 200

Ad05A15616 Aradu.A05 15616 p2 (TA)7 14 85118512 85118525 TTAACTGGTGTGCGTGCATT TTTGTCGTCTTCTTCTCCTCC 268

Ad05A15618 Aradu.A05 15618 p3 (TTC)5 15 85125443 85125457 GGTTTCTCCTTTCCTGCACA TTTCATCCTCATGCAAGCAC 248

Ad05A15620 Aradu.A05 15620 c (A)13cagctgtatatcacatgaaacttgcaaagtttcattacctttagaaccaactccattaaaattca(AT)792 85145655 85145746 CCTGCCAAGTAAATGCATGA TTTGATCAGGCAAACATTCG 183

Ad05A15621 Aradu.A05 15621 p4 (GGAG)5 20 85148107 85148126 CTTGGCCCAGCAATATCAGT TGCCAAAATTCCAAATACATCTT 152

Ad05A15622 Aradu.A05 15622 p3 (ATC)5 15 85153106 85153120 TGAAGGGGGCATGATAATCT GACCAATTGGACATGGATGA 162

Ad05A15631 Aradu.A05 15631 p2 (TC)7 14 85178536 85178549 TGCAAGATGAAGACTGAAGTGG AATGATGGCGATGATGATGA 260

Ad05A15633 Aradu.A05 15633 p3 (TCA)10 30 85178902 85178931 GCAGCCATGTGTATCAGGAA TGAACCTCTCCCTCTCATGC 219

Ad05A15640 Aradu.A05 15640 p2 (TA)12 24 85197360 85197383 TTCATCGCCTGTGTGACATT ACCAAAAATCCGAACCAAAA 265

Ad05A15642 Aradu.A05 15642 p3 (GAA)5 15 85207488 85207502 GGAATTGCGCCTAAAGATGA TGTGGAATAAAGTCAAATCCCC 265

Ad05A15644 Aradu.A05 15644 c (T)13aaagtaagctattaggataatacaaaaacaaaaattccgttaccctttatttttttttctatttttctttcttc(T)1097 85210637 85210733 TGAAATCCTGTTTTACCAAATCAA CATCGCTTTCACTCCCAGTT 242

Ad05A15646 Aradu.A05 15646 p2 (AT)6 12 85227446 85227457 GGATTGCAGAGGCATGAGAT CAACGTTTGTGCCAAAGAAA 269

Ad05A15647 Aradu.A05 15647 p3 (GAA)11 33 85232698 85232730 AAGAAGTTGGGCCTAACACG AACGAGAGAACGCTTTTCCA 110

Ad05A15648 Aradu.A05 15648 p3 (AAG)5 15 85233323 85233337 TGCTGCTGCTTCTTCTTCAA CAAGGTACGTTTCTTGCCTTC 184

Ad05A15654 Aradu.A05 15654 p3 (GAA)6 18 85257647 85257664 GAGGTTGCCAGTGAAACCAT CTTCTCCTCCTTTTCCACCC 118

Ad05A15655 Aradu.A05 15655 p3 (GAA)6 18 85267961 85267978 ATGATGGCAATCCTGGACTC TGCAATCTTCCATCTCCTCC 247

Ad05A15656 Aradu.A05 15656 p2 (AT)9 18 85270811 85270828 CGTGTTCGATCCATGTTCAC AAAGAACCAAAATTCAAGCTTTT 219

Ad05A15661 Aradu.A05 15661 c (T)11atcttaattggttaaaaatgtactttattggaaag(A)1056 85280131 85280186 CACAGCAAAATGGACGATTG TCGTTCAGCTTGAAGTGAGG 177

Ad05A15665 Aradu.A05 15665 p6 (AACAAG)6 36 85300610 85300645 CGAAAGCATGGGTCAAAACT AATGACATGGCTCCTTCTGTG 155

Ad05A15666 Aradu.A05 15666 p3 (ATC)5 15 85300816 85300830 TTACTGCACAGAAGGAGCCA AATTGAAGGACGTGGCAAAG 265
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Ad05A15667 Aradu.A05 15667 p3 (CCA)5 15 85307789 85307803 CCAAAACAAGCTTCCCAGAG ACAAGTCCCCAGTCGTGTTC 222

Ad05A15671 Aradu.A05 15671 p2 (AT)6 12 85329075 85329086 CGTCATCAAGCCATGTCATC TCCATGGAGTCAAATTCCAA 198

Ad05A15681 Aradu.A05 15681 p2 (GT)6 12 85350262 85350273 GTGTGGCAACTGCTTCAAGA AACCCTTCCCAGATTCACAG 206

Ad05A15683 Aradu.A05 15683 p2 (TC)6 12 85355902 85355913 AAGCTCTTCAAACAATGGCG CATTTGCACATCTTCCATGC 269

Ad05A15685 Aradu.A05 15685 p3 (CTG)5 15 85357737 85357751 GGGAAGTTTGGCAAATTGAG ATTCCACCATAGCATCAGCC 234

Ad05A15687 Aradu.A05 15687 c (T)10catatagagatcacaaatttaatcctctaatttgtaaagttta(T)1063 85360046 85360108 TGTGGAGTTTTTAATTTTGATATTGAG CAAATCGAATGAATAAGTTTTGTATTT 166

Ad05A15688 Aradu.A05 15688 p2 (TC)7 14 85360759 85360772 ATCCAACGGTCCAGATTCAC CGAAAACGACAACGGTTTTT 229

Ad05A15697 Aradu.A05 15697 p2 (AG)8 16 85375465 85375480 ACGAAGAAAAACAGCGATGG TAGGCGTGTGTTGCATTCAT 181

Ad05A15701 Aradu.A05 15701 p2 (AT)10 20 85384723 85384742 ACAATTGAACGGTTTGGAGC CCTCGTTGTTGTCGTTGTTG 251

Ad05A15702 Aradu.A05 15702 p2 (AT)6 12 85391772 85391783 TCCTGTTAGGCTGCATTAAAAA AATCGGCTCTGTGCACTTTC 279

Ad05A15703 Aradu.A05 15703 p3 (CTT)5 15 85401313 85401327 TGCGCAGGTTCTTCTTCTTT ACGCGTAGCGCGAGTTATAC 119

Ad05A15705 Aradu.A05 15705 p3 (AGA)5 15 85423406 85423420 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 172

Ad05A15706 Aradu.A05 15706 p3 (TTG)7 21 85437719 85437739 CAGAGCACAATGGTGTCGTT GAATTGGTCCAACCCACAAC 156

Ad05A15707 Aradu.A05 15707 p2 (TA)9 18 85440229 85440246 AAGGCAGGCACAGTGTTTTT TGTTCAAAATGTAAATCCTAACTCC 173

Ad05A15711 Aradu.A05 15711 p3 (ACA)6 18 85441878 85441895 TCGTGGTATAATTACGGTGCTTT CGTTTGATTCATGTAGCCGA 280

Ad05A15712 Aradu.A05 15712 p2 (AT)8 16 85443339 85443354 TCCCTTCTGCATAATCGACC GTTGCCTCCATGTTCCAACT 139

Ad05A15718 Aradu.A05 15718 c (A)10caaaacatatgtttatcataatcgtaattataataataatctaaggtaaattagaaattagaaaaaaaattgtcacattatgtattcatctt(A)10112 85458327 85458438 ATGGCTTTCACTTGTTCCGT CCAAATCTAAAACATAGTCAGCAAAA 251

Ad05A15721 Aradu.A05 15721 p3 (TCT)5 15 85459577 85459591 TTCTTCTTCCTCCTTCTCATCTTC CCTCTTCCAAGTAATTTTGTAGCA 204

Ad05A15723 Aradu.A05 15723 p2 (GT)22 44 85464899 85464942 CCCTTCCCTCTTCTCCAATC CAAAGAAACCCTAGCCCCTT 134

Ad05A15724 Aradu.A05 15724 c (T)10atattaccttttgattttcatctaataaagtttaataatctatataaatatagcacattcaataaata(TAT)593 85477113 85477205 TTGCCATTGAAAAATTTGTGT GGATGTTTGCCCATCCTAAA 276

Ad05A15727 Aradu.A05 15727 p2 (CT)6 12 85487869 85487880 CTTGGTGCAGGGATGACTTT TTGGGAGGGAAAGTGTTTTG 219

Ad05A15730 Aradu.A05 15730 p5 (ATTTT)5 25 85496391 85496415 TGAAAAATTGGACGTGATTCC TCGAACTAATCAAAGAATCAAAAGAA 172

Ad05A15733 Aradu.A05 15733 p2 (TA)8 16 85509183 85509198 CATACATAAATTTTGATTTTGAGCA CGTAAGTCATTTTCATCCCTCA 253

Ad05A15736 Aradu.A05 15736 p2 (AT)7 14 85530036 85530049 TTTAATCAAAATTGTTCTTGGTCA TCGCAGGTCAAAGGAAACTC 264

Ad05A15737 Aradu.A05 15737 p3 (ATT)18 54 85538036 85538089 CCATGAGCTTTAACCATCGAA TGCATGTGCATGTGCATAAC 164

Ad05A15744 Aradu.A05 15744 p3 (TAT)22 66 85543589 85543654 TGGTTTTGACGCCATCAGTA TTCTTCTGTTTTGTGGCATGA 156

Ad05A15745 Aradu.A05 15745 p3 (TTA)15 45 85545631 85545675 GCCATTAAAAATGTGGTGTAGG TCGTATATGTGGCCAAACGA 222

Ad05A15750 Aradu.A05 15750 p2 (CT)8 16 85568930 85568945 TCCCTCTTTCCCAAAAATCC AAAGGTTTGCTCGTCCTTGA 259

Ad05A15754 Aradu.A05 15754 p2 (AC)6 12 85578413 85578424 ATTTTCACCAACGCAACCAT TCCTCTCTCTTTCAATCTCCCA 243

Ad05A15756 Aradu.A05 15756 p2 (TC)11 22 85583300 85583321 CGACCTCCTCCTTCCTCTCT AAGAAGACCTGGGAAGCACA 245

Ad05A15758 Aradu.A05 15758 p2 (AT)6 12 85590498 85590509 TTTCAATCAATCCGAGCACA TTTGAATGTTTGCATGTGTTTTT 261

Ad05A15759 Aradu.A05 15759 c (TCT)7cttcttcttctttttcgccttcgtcttcttct(TCTTCC)5(TCT)6101 85594819 85594919 TGGAGCGTAACTACACGCAC GAGGAAGAAGAACGTGCAGC 214

Ad05A15760 Aradu.A05 15760 p3 (TCT)13 39 85595047 85595085 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 209

Ad05A15761 Aradu.A05 15761 c (AAG)6aggaagaggaagaagaacgtgcagc(AAG)558 85595795 85595852 TTCTCCTCCTCGTCTTCTGC CCACATACTGTTACGGCACG 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A15762 Aradu.A05 15762 p2 (TA)6 12 85601015 85601026 ATTGGGGGAAATGAAAATCT TTTGTCTATATGTTTAAGAGCCAATG 245

Ad05A15763 Aradu.A05 15763 p3 (ATA)5 15 85601909 85601923 CACAGATCAATCCCCAATGTT CCCCAATTTATTTTCCGACA 224

Ad05A15764 Aradu.A05 15764 p2 (TA)8 16 85603864 85603879 TTCAATTGTTTGGGTTTGATTT AAATGATACAATCGTGTCCCAA 243

Ad05A15767 Aradu.A05 15767 p2 (TA)6 12 85606142 85606153 TAATGCCAAAACATGGGGTT TGGTTAAACACTTGTTGGCTTC 245

Ad05A15768 Aradu.A05 15768 p3 (TGA)5 15 85606612 85606626 AGAAAGCAAATAACGGGGCT TGCAGAGTTCATATCTGGCG 248

Ad05A15769 Aradu.A05 15769 p2 (TA)6 12 85606879 85606890 ATCGGACGCCAGATATGAAC GCTGGTTTCATGGAAAATGG 255

Ad05A15770 Aradu.A05 15770 p2 (AT)12 24 85608228 85608251 AGAAAGCCAACATGCGATCT TTTGGGTGAATTCAAAATCTCT 277

Ad05A15772 Aradu.A05 15772 p3 (GCA)6 18 85619119 85619136 ATGTCCGAGTCGGTGTTTTC CTTCAGCTGCCTCTGTCTCC 191

Ad05A15775 Aradu.A05 15775 p2 (TG)8 16 85628864 85628879 GTCATCCCGTTGTCGCTATT TTTTCAAAGAATCTGGGTCTTACA 253

Ad05A15776 Aradu.A05 15776 p2 (GA)9 18 85629409 85629426 TTCAAACAACCACACCCTCA CGTCTTCTCCCTCCTCCTCT 256

Ad05A15778 Aradu.A05 15778 p3 (TGA)6 18 85637001 85637018 TGAGTGTCCTGAGGAAGAGGA AAAAAGTGGAGGATTGGACAAA 238

Ad05A15781 Aradu.A05 15781 p3 (AGA)8 24 85648053 85648076 ACTCTGGGAAGCAACCATTG AGAGGGATCGGCGAAGTATT 275

Ad05A15782 Aradu.A05 15782 p3 (AAT)5 15 85649085 85649099 CTTGCATGCTTGATGATGCT GGGTCCCAAATCAGTGAATG 140

Ad05A15785 Aradu.A05 15785 p4 (TTTA)5 20 85664940 85664959 TGAAGGGAGTCGTCGATCTT TCATAATGAACCCCGTCAAAA 122

Ad05A15786 Aradu.A05 15786 p3 (CTT)5 15 85666363 85666377 GCAGCAAATTTCGGTGTAAAA AAAAAGATGGTGATGATGATGAAA 144

Ad05A15787 Aradu.A05 15787 p2 (TA)6 12 85668631 85668642 AATTTATACCAACTTTAATCACCAAAA TAGGGGCGTGTCAAATTTTC 110

Ad05A15790 Aradu.A05 15790 p2 (TA)8 16 85672197 85672212 TCAATCATCCCCAACATTTTT TTTGAATCAACCAAATAATTATCACT 265

Ad05A15791 Aradu.A05 15791 c (ATT)8g(TTA)6 43 85674324 85674366 TATTCACTTCCCATGGCCTC TTTCCACACGACCAAAAGAA 135

Ad05A15792 Aradu.A05 15792 c (T)11atctatggattagacaatttttaattttagattatacactcacacatacataata(T)1076 85674699 85674774 TTGAGTCATAACATGGCCTCC GCCTTGCGTTCACCTTTTT 279

Ad05A15800 Aradu.A05 15800 p3 (TAA)5 15 85691356 85691370 CCCCAAGTAGATCATTCCGA AGCAAAAGTTGCCTTGCATT 208

Ad05A15802 Aradu.A05 15802 p2 (TC)6 12 85693314 85693325 TTGAAGGTCTGCTCGGTTCT AGGGATGGAGGCTTACCAAT 254

Ad05A15803 Aradu.A05 15803 c (TCT)5tgtgcacgttcttcttcctcttcc(TCT)7cttctttcgtttcttactttctctttctccttcttcaatcattactgcacg(TCT)5tcc(TCT)6147 85696550 85696696 CCAAATCAATTGGATTATCGGA GAGAAGGCAAGAAATGAAAGAAA 275

Ad05A15804 Aradu.A05 15804 p2 (TA)7 14 85699023 85699036 CAAAATTCACCTGATTCAAGAAGA ATATTCCGTTGCTGCCACAT 147

Ad05A15805 Aradu.A05 15805 p4 (TATT)6 24 85700111 85700134 AAGTTCGTTGATTTCGTCGG CAAGGGAGAATCCAAAGCAA 141

Ad05A15813 Aradu.A05 15813 p4 (ATAG)5 20 85712517 85712536 TTGTCGTACAAATAAAGTGCCA CATTCTAACCGGATAGCACAGA 276

Ad05A15818 Aradu.A05 15818 p2 (AT)7 14 85731340 85731353 TGTTGCAAAGATTCAATTATTACCTT CCATCTTCTATGGGTACGTCG 252

Ad05A15819 Aradu.A05 15819 c (T)12aaatttgagggctttctttatttgaaggaattggtgaaaaaaatgggaaagagctcatcatactaaatttatctgccaggaatcggtcaaagtcctct(ACC)5125 85731864 85731988 TGCAGCGCTGAGATTAACAA TCCTATAATAGACCAGGCTGAAA 250

Ad05A15823 Aradu.A05 15823 p5 (AAAAT)5 25 85736931 85736955 TCCATGAGGTAAAACATCAAACAC TCGCATATTTTTCTTTTCCCC 205

Ad05A15827 Aradu.A05 15827 p2 (TG)6 12 85749101 85749112 TTGGTCAAATCTCCTTTGGC ATCGGTTGGTTGATCGAGAC 199

Ad05A15829 Aradu.A05 15829 c (A)12tcaaattaacagtttgttatggaaaattaatacaatagtatatatgatgcatgcagatgacatgaaaaagagag(A)10gagatgaataattttctgttt(A)10127 85761849 85761975 GCTGAATCTCTTGGACGAGG CCCTCCTCTTAGTTATTTTTAATTCCA 277

Ad05A15833 Aradu.A05 15833 p3 (AGA)5 15 85765707 85765721 TGAAATTATGAGAGAAAAGAGGGAA TCTTGCATGCATCACATGTTT 130

Ad05A15837 Aradu.A05 15837 p2 (GT)10 20 85772642 85772661 TTAGCTTCCGGAACTTGTGAG TGCAATACCACCACAACACA 210

Ad05A15843 Aradu.A05 15843 p3 (TGT)14 42 85784598 85784639 GCGCCATTCTTTCTCTTTCTT ATTGCATTTGAAACCTTCGC 199

Ad05A15844 Aradu.A05 15844 p3 (CTT)5 15 85785607 85785621 ATGGTGTCACGGTTCTCTCC GGCGTTCTCTGCTGAAGTCT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A15845 Aradu.A05 15845 p2 (TA)7 14 85790207 85790220 TGGAATGCAACTATAAGCATAACG GCGACAACACTACCGTTGATT 278

Ad05A15852 Aradu.A05 15852 p2 (TA)7 14 85829615 85829628 TAGAAAAGCGGCTGAACTCG AAATGTGGCAAGATAAGAACTATGG 171

Ad05A15856 Aradu.A05 15856 p3 (GAG)6 18 85837904 85837921 GAAACGCAAAGAAGAAGGAGAA AAATCCACTCACATAGCGCA 109

Ad05A15863 Aradu.A05 15863 c (TA)6cacataataggctcatatc(TAA)1473 85852714 85852786 TCCGTTGGTGATGATGATTC GGCAAAACTTTTTGTAAAATCG 211

Ad05A15864 Aradu.A05 15864 c (TA)6cacataataggctcatatc(TAA)1370 85855460 85855529 TCCGTTGGTGATGATGATTC CCTGTTTTGGTTATAACACCCG 192

Ad05A15865 Aradu.A05 15865 p2 (AG)21 42 85856570 85856611 AAGAAAAGACTACGGCGTAATGA CCTCAGCATTGATTTTGCAT 127

Ad05A15866 Aradu.A05 15866 p2 (TA)7 14 85871920 85871933 TGCAAGACATGAGGCACTTC TGCAACACTCTCGAAACGAT 270

Ad05A15870 Aradu.A05 15870 p2 (TA)6 12 85882696 85882707 CTTTGGCTGGAATGAACCAT ACCATCCACGTTCACAACAA 259

Ad05A15872 Aradu.A05 15872 p3 (TCA)5 15 85886747 85886761 CCGTATTTAGTGGAAGTGTCTTTG TGTGCACTATGTTCCTGAATTT 272

Ad05A15878 Aradu.A05 15878 p2 (TA)7 14 85924991 85925004 CGCATGCAAAAATTCACATT GAAGCACATCCGTGTAGGGT 265

Ad05A15881 Aradu.A05 15881 p2 (AT)6 12 85943957 85943968 CCAAGTTGAATTGGCAGAAT TCAATGCCTGACTGAAAGAGAA 208

Ad05A15882 Aradu.A05 15882 p5 (TTATC)5 25 85958272 85958296 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 192

Ad05A15886 Aradu.A05 15886 p3 (AGA)6 18 85967293 85967310 CGACCTTAGGTGCCATTGAT CCCCTCTTCTTTACCTTGGC 172

Ad05A15888 Aradu.A05 15888 p5 (TTATC)5 25 85974299 85974323 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 167

Ad05A15890 Aradu.A05 15890 c (TA)8ttcactgtttaaacttttattttgttaaaagaaattaatttttatattaaattatttattc(TA)1097 85977120 85977216 CAAACGAATTAAACACTTTGGGA CACGATGGAGTTCGAGTTGA 277

Ad05A15893 Aradu.A05 15893 p2 (TA)6 12 85980567 85980578 GCATTGCACGAGTCATTCAT CATGTAATAAAAGGTCAGGTGCC 261

Ad05A15896 Aradu.A05 15896 p2 (AC)7 14 85986573 85986586 GTTGAACCGAGCCCAATTTA ACAAGGAACACGTAGCCGTC 207

Ad05A15900 Aradu.A05 15900 p3 (GAT)5 15 86009202 86009216 TGAGAATGGGAATGGAGGAG CTTCACGGCTTCACTTGTCA 159

Ad05A15902 Aradu.A05 15902 p3 (ATC)15 45 86014407 86014451 CGAAAAACAATAATCCAATCCC GCGTTACCGCGTTGTTTAAT 108

Ad05A15903 Aradu.A05 15903 p4 (TCTT)5 20 86015017 86015036 TGAGAGAGATTGTGTTGCCG GCCACCTCAGCTTTCCATT 228

Ad05A15905 Aradu.A05 15905 c (T)10ggtgcaaagcataaacatggaatgagctaagagaatgcgtcgtgtttgaaattatttcataacaactgaattttataa(T)14102 86025356 86025457 TTAGGATAATCATTCGCACACTT GAGATCGCAAATTCAAATCTCTT 265

Ad05A15906 Aradu.A05 15906 p3 (TTA)11 33 86028846 86028878 TCCAACATAATTGCATTTCAAAC AGATTAGGAAATTATGCTGTGTTATG 274

Ad05A15909 Aradu.A05 15909 c (T)10cgttggcttaagaaatcggagggtccgagttgatggaggggaaa(T)1266 86035691 86035756 ATCGGTAGGTCCGATTTGTG CAGATCCGGTTTCACCAACT 272

Ad05A15921 Aradu.A05 15921 p3 (TAT)7 21 86092031 86092051 TGGCTCTTGAAAGAATGGTG AGGCCCTCCTATCCACTGAT 192

Ad05A15922 Aradu.A05 15922 c (TTA)14ggtaaattatatggtaaagatataagtttacag(TAT)17126 86092910 86093035 CCCAAATGTTAGAGACAAAAACG TTGGAATTGTTGCGCTTAAA 277

Ad05A15924 Aradu.A05 15924 c (T)10ccattgccagcagaaccaaaaccgtgcatgcccattaatccagacaaatatataatcaaaggaaag(A)1086 86096790 86096875 GGAAGTGGGCAAGATGAGAA TTCTCGTTCTGTCTGGTCTTCA 274

Ad05A15925 Aradu.A05 15925 p3 (AAC)5 15 86097051 86097065 GCAGTAACATCACCGCAGAA CCCTTGGAAACACACCACTT 274

Ad05A15930 Aradu.A05 15930 p2 (TA)6 12 86123983 86123994 AAATTGAGTCAGTTCAATGGTCA CCATCTTTGCAATTTGCCTC 278

Ad05A15934 Aradu.A05 15934 p3 (TAT)15 45 86140140 86140184 TGCAAAGAGCTTACCTGTTTTGT GCACTTTTCAACACTTGGCA 231

Ad05A15936 Aradu.A05 15936 p3 (GAT)6 18 86144945 86144962 GCTAGATTGCTCGAGTTGGG AACACCAGCAAGAAACAGGG 260

Ad05A15939 Aradu.A05 15939 p3 (AAG)5 15 86148797 86148811 TCAGGATTCATTTCAATATGCACT GGATTGGAGCATAGCGAGAG 237

Ad05A15940 Aradu.A05 15940 c (AC)15(AT)7 44 86149038 86149081 CTCTCGCTATGCTCCAATCC GGTCCTTTTGAGTTGCCAAA 194

Ad05A15943 Aradu.A05 15943 p4 (TAAT)5 20 86150739 86150758 AAGATCAATCTCGTTAGGTCTATTTTT TGAGTGATCAAGCTTTGCAAGT 249

Ad05A15946 Aradu.A05 15946 p2 (AT)7 14 86152997 86153010 TGAGAGATTTCAATCCAAGGG CGCAAGCTTAACCTCGTAAAA 280
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Ad05A15950 Aradu.A05 15950 p3 (GAG)5 15 86157261 86157275 TCAGCAGCATCAACTGAACTT TTCGCACATGCAGATTTTTC 102

Ad05A15951 Aradu.A05 15951 p2 (AT)6 12 86157708 86157719 TAACCTTCAGGGGAAGCAGA TGCTTTAATTTCTGGCCACC 226

Ad05A15952 Aradu.A05 15952 c (ATA)7(GTA)8 45 86158459 86158503 TAAGTTAGACTTTCATTCCTAGTGACA AGGGTTGTCATCAAGTCCCA 276

Ad05A15960 Aradu.A05 15960 p2 (AT)7 14 86177941 86177954 ATCCCATCTGTAAACACCCC TTTTTGGCATTTTAAAACTAAGGG 276

Ad05A15962 Aradu.A05 15962 c (A)10ttgac(AT)6 27 86183447 86183473 GTGGACTCCATGAATTGCCT TGTGTTTTGATGAGTTGGTTG 157

Ad05A15964 Aradu.A05 15964 p2 (TA)9 18 86189607 86189624 GTGATGGTTCGTCACTGTGG AAAGCCCAAAACCTGCATTA 223

Ad05A15966 Aradu.A05 15966 p5 (ATTTT)5 25 86200774 86200798 TGCTTGTTTTGATGTATGATCTATTT AACTTGACGTGAAAGTTACAAAGA 279

Ad05A15971 Aradu.A05 15971 p2 (AT)9 18 86220676 86220693 GCCCAAACAAAATCTGCATC TGGAACAAAACAGCAGTCAGA 280

Ad05A15972 Aradu.A05 15972 p3 (AGA)5 15 86221872 86221886 CGACGAACAACAGAGATTGC ACACGTGTGTTCCCCTCTTC 146

Ad05A15974 Aradu.A05 15974 p2 (TC)7 14 86227828 86227841 TCCTTTCTCCTTTCCTTCCG CAGCAACCCTCCAATACGTT 109

Ad05A15975 Aradu.A05 15975 c (T)10caaaaatcggaagatggatgaatgcactcataactaataatattaaaaactaaattggttatcgacc(A)1087 86227963 86228049 CGTATTGGAGGGTTGCTGTT TTAAGGGTTTGTCGTTTGCC 262

Ad05A15976 Aradu.A05 15976 p3 (TAT)11 33 86228376 86228408 AACCTGCTGGGTTAAGGGAT GTTTGGGCCATGATGATTTT 243

Ad05A15977 Aradu.A05 15977 p3 (ATG)5 15 86233218 86233232 TGGAAGCAACCATACACACA ACCAGAGCTTCTGCGTCTGT 272

Ad05A15978 Aradu.A05 15978 p2 (TC)26 52 86233543 86233594 AGTGACGACTTCACCCTTCG CGCCGTCTATCGTCGTATTT 152

Ad05A15979 Aradu.A05 15979 p2 (GA)22 44 86235194 86235237 CGTGATTAGCGTAACTGCCA TCATTCCCACGTTACCATCA 272

Ad05A15981 Aradu.A05 15981 p3 (ATA)13 39 86237439 86237477 TGGTTGGATCATTGCTTTTG AAGCTCCATGAAAGCCGTAA 233

Ad05A15984 Aradu.A05 15984 p2 (TA)7 14 86250393 86250406 AACAAGAATTTGTTAACTTTTGTCAAT TCCATGTATCATCTAGCATCTTAAGTC 278

Ad05A15986 Aradu.A05 15986 p2 (TA)7 14 86262041 86262054 ATGAAGCATGGCTTGAAGGT GGGCTGGTAAAATTCACCTC 276

Ad05A15988 Aradu.A05 15988 p2 (TA)6 12 86263676 86263687 TTGTGTGTTTATGTGGTGGGA ACACATGCATTTTCCGCATA 204

Ad05A15991 Aradu.A05 15991 p2 (TA)6 12 86286124 86286135 TCCAAAGAATAATTTCAAGGTCTAAA CCACTGCGCTACCTATTTCTTT 279

Ad05A15997 Aradu.A05 15997 p2 (TA)6 12 86297604 86297615 ATTGTAACACCCGCCTTGAG TCAGGCCAGTTTATCTTCGC 190

Ad05A15998 Aradu.A05 15998 p2 (GA)19 38 86320079 86320116 GTGAAGCTTCCAGGGTTTGA TGAAGTCAATGGTGCTCTGC 273

Ad05A15999 Aradu.A05 15999 p2 (TC)22 44 86321535 86321578 GGCTCTTTTCGTGCTCAAAC CGCACTCCTGTCACCATCTA 257

Ad05A16001 Aradu.A05 16001 p2 (TA)9 18 86335760 86335777 AGTGCAACGCTCAGAAACAA GGCACCTAACTAGGCGTCTG 272

Ad05A16002 Aradu.A05 16002 p2 (AT)7 14 86337000 86337013 AGGGAATCCTCACCTTCCAC TCAGTAATGCACTCCCATGC 250

Ad05A16003 Aradu.A05 16003 p2 (CT)8 16 86347165 86347180 CGGCTACTTTCACTCCCAAA GGTGGTCATGCTTAATGGCT 224

Ad05A16004 Aradu.A05 16004 p2 (AT)7 14 86364504 86364517 GCACCGAAAACTTTCTTTCAA TCCAAACTATCAGAGAACTCACCA 253

Ad05A16007 Aradu.A05 16007 p3 (ATG)5 15 86381506 86381520 AATGGAAAGTGTTTGGGAAAA CCCTGTACCAGCAAAACCAT 278

Ad05A16015 Aradu.A05 16015 c (TTC)5tcatatctccatcattc(CTT)1268 86412767 86412834 TGCCTCACCACTGTACCTCA TTGGAAGAGATTCGAGCGAT 166

Ad05A16017 Aradu.A05 16017 p2 (AT)12 24 86423794 86423817 GACGCGCGCTAATACATACA TCGACAAACGTTTTTAAATTGC 254

Ad05A16020 Aradu.A05 16020 p3 (GAA)5 15 86426277 86426291 CTTCGCGTGTTTCATTTTCA TCTTCCTCATCTTTTACTGCTGC 189

Ad05A16021 Aradu.A05 16021 c (GAA)5gcagaagat(GAG)539 86426708 86426746 AGACGGTACGATGATGATGATG TGCAACAAATTTGGATGTAACAC 194

Ad05A16022 Aradu.A05 16022 p3 (AGG)5 15 86427174 86427188 GAATCGAATCACATCTCAACCA TTGTGCCATTACTGCACGTT 274

Ad05A16023 Aradu.A05 16023 p2 (AT)9 18 86427509 86427526 TGAGTAACAAAATTATCCAATTGTCC TGGCACCTTTTTGGGTTTTA 208
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Ad05A16027 Aradu.A05 16027 p3 (AAT)5 15 86433308 86433322 TCTTTATCAACACACATCCACG ACCACCTCCCTCTTCCTCAT 278

Ad05A16041 Aradu.A05 16041 c (T)17atattgctctcatttcgtttaatgggtaaacaa(T)1363 86457964 86458026 GCATGAAGATGAATGATGCAA TCGTTAGACTTGGTTGCAGTTC 237

Ad05A16044 Aradu.A05 16044 p2 (AT)10 20 86477786 86477805 AGGGGGAAAAAGGAGAAACA ATCCTAACGTCAAAATGGCG 144

Ad05A16045 Aradu.A05 16045 p2 (AT)6 12 86484552 86484563 CCATCCATCCTTGATTGGTC ATCCTAACGTCAAAATGGCG 257

Ad05A16046 Aradu.A05 16046 p3 (AAT)18 54 86490312 86490365 AAACAAGCCCAACCACTGTC CATTTTGAGGGTGTTCAGCA 237

Ad05A16053 Aradu.A05 16053 c (ACTA)5tgcaactcacactgatcgcattgttatcaggcttgtatgttcttgttggtgtatgcatgtgtttcatttttttttctttttc(T)10112 86514255 86514366 AAGCTGCTGTATATGCATGATTG GAAGCTGCATGGAGTTGGTT 268

Ad05A16060 Aradu.A05 16060 p2 (AT)6 12 86531336 86531347 CCTTGATGCTATCCATGCAC TGTCAAGAGTTTGAATTTCATTTTG 273

Ad05A16061 Aradu.A05 16061 p2 (TA)14 28 86532596 86532623 TTGATGATGTTTTTGGTTTAGATTTT TCAGAGTTAGAGACCCAGCAAA 270

Ad05A16063 Aradu.A05 16063 p3 (TTA)6 18 86535427 86535444 GCAGCAATAGCATAATGACCA TCAGTTTTAACCTCCATTTATTTTG 232

Ad05A16064 Aradu.A05 16064 c* (ATT)7(TA)11* 42 86536032 86536073 AGCTAACTAATTCGGCCGGT TGTGTGCTTCAACCATGAGG 221

Ad05A16066 Aradu.A05 16066 c (TGA)6ccatgatgataa(TGG)8gttctggttcagtttggacttcttgttgatttttgttgattttgggagaagttctgatgatgatgatggtgatgaccatgatgataa(TGG)6159 86543505 86543663 TTGGGCTTCTGGTTGATTTT AAAATACCCTTCCCCCTTCA 263

Ad05A16068 Aradu.A05 16068 p2 (AG)8 16 86546580 86546595 AAGAGAGGGATGCAAAGGGT TCTGATTTTCGTTTTCCCCA 236

Ad05A16070 Aradu.A05 16070 p2 (TA)13 26 86551464 86551489 AGGAAGAATGCAAAGAGGCT TGGTTGATGATGAAAGCATGT 276

Ad05A16074 Aradu.A05 16074 p3 (TCT)8 24 86559626 86559649 TTTTTATTTTCCCGCCATTG GAGTGATGGAAACCTCGGAA 240

Ad05A16075 Aradu.A05 16075 c (TTA)20tcatcatc(ATT)6atc(ATT)5104 86562139 86562242 GGCTATCTGCGGGGTTAAAT AAAGACCACTTTCATCTTGGGA 275

Ad05A16080 Aradu.A05 16080 p2 (TA)10 20 86581764 86581783 TCGAACCGATTTTCATAGCA AACCATACACGATTAGAACAAATGA 269

Ad05A16081 Aradu.A05 16081 p2 (TA)6 12 86586345 86586356 CGCGAGTGTTTGATTGATGA GCCAAATCTAAACAAAAAGATTCG 280

Ad05A16086 Aradu.A05 16086 p2 (TA)7 14 86589776 86589789 AAGCCCCTAATTCTCCGAAA GAGGTTTCTATGGCAAGCGA 140

Ad05A16089 Aradu.A05 16089 p2 (CT)11 22 86596566 86596587 CGGTCGATGAAAATTAAACTCA CCGCAAATACAGTGACAGCA 246

Ad05A16092 Aradu.A05 16092 c (CTT)5cagcttggaacaatgatgatacttgtggtggtggggatggctaccatagaggttgatttgattcatatatatctatctagg(TA)6108 86598955 86599062 TGAAGGAGGTGGTGGTTCTT CTTCACATAAAGACAATTATACGTGAG 209

Ad05A16093 Aradu.A05 16093 p3 (TCT)5 15 86601476 86601490 CTCGTACGTGATGGTGTTGC CAACCCCCTTTCAAGAATCC 148

Ad05A16094 Aradu.A05 16094 p2 (TA)7 14 86601632 86601645 GGATTCTTGAAAGGGGGTTG TATATCCGCAGCACCATGAA 170

Ad05A16097 Aradu.A05 16097 p2 (TA)10 20 86608680 86608699 TTTTATTTGTCTTCAAATTCGCC AGGCATGATGCAAGATCACTT 277

Ad05A16108 Aradu.A05 16108 p2 (TC)6 12 86638841 86638852 CCTCACCTACCGTGGCTATC GCTGTGATGGTGTGGTTCAG 229

Ad05A16110 Aradu.A05 16110 p2 (CT)8 16 86644183 86644198 TCACTGGCACTTATTGCTCG GATGGCAGCATTTCCAAGAT 152

Ad05A16116 Aradu.A05 16116 p3 (TCA)5 15 86663876 86663890 TTACGTTTTCTGAACGGCCT AGCTGGTCATACCTCGTTGG 262

Ad05A16117 Aradu.A05 16117 p3 (TCT)5 15 86665431 86665445 CACCTTAATCATATGTTTTCCTCA TCAAATATCCGTGCCCTAGC 233

Ad05A16119 Aradu.A05 16119 p2 (AG)7 14 86667372 86667385 GAGGTCTTTGCCCTAATCCC CTTCACGCCAAGATCACAGA 141

Ad05A16121 Aradu.A05 16121 p3 (AGA)6 18 86676683 86676700 ACTCGGAGGTGGAAGCTTTT ACTCCCCCTTCTCCTCCATA 195

Ad05A16123 Aradu.A05 16123 c (ATCT)8gtctg(TCTA)765 86715133 86715197 CAGGGTATCCTTCACAGTTCAA TCTGGCTCCTAAAAGTTGGG 241

Ad05A16124 Aradu.A05 16124 p2 (TC)21 42 86715496 86715537 GCATAGGCCTCACCATTTGT TCTGGTCGAACAATCACAGC 234

Ad05A16125 Aradu.A05 16125 p2 (AG)9 18 86718446 86718463 TTCCTCAAGCCGATCTCAGT AAGAAGCATAGGCCTCACCA 193

Ad05A16126 Aradu.A05 16126 p4 (ATAG)6 24 86718763 86718786 TCTGGCTCCTAAAAGTTGGG GGGACTTCAAAAACACCACG 256

Ad05A16136 Aradu.A05 16136 p4 (AATA)6 24 86755900 86755923 ATACAAATTACAAAGCAATCACAAA TCCAAATGTCTCCTATGCAGG 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A16137 Aradu.A05 16137 p2 (AG)8 16 86769540 86769555 GGTCCACAAAGAAGGGTTCA ATAGGCGAAGGACAAGCATC 215

Ad05A16145 Aradu.A05 16145 p3 (AAT)13 39 86798201 86798239 GCAAGCCTGATTTGAGGTTC AGCTCGTGAGATTTCGGAGA 208

Ad05A16147 Aradu.A05 16147 p2 (GT)10 20 86802573 86802592 AGGTGATGAGATGACGAGGG TAGAGTGGCTTCTGCGCTTT 277

Ad05A16148 Aradu.A05 16148 p2 (CT)6 12 86808683 86808694 TGTGACCAAGTGACAGTTTTCC AATTGTCGATAGCGTCCCTG 246

Ad05A16149 Aradu.A05 16149 p3 (ATA)14 42 86809222 86809263 TTTCGTTATGTTCTCCGAGTCA AAGAGATTCGAACTTCCGTCA 165

Ad05A16155 Aradu.A05 16155 p3 (TTA)8 24 86827666 86827689 TCCAAGATTTTGAGTGTGTTTTT TCTTCAACGGGCTTTCATTT 101

Ad05A16156 Aradu.A05 16156 p3 (TTA)5 15 86828058 86828072 TGAACTCTGCATTGAAATCCC AAATACAACTTTATGGTATGCTTCAA 269

Ad05A16161 Aradu.A05 16161 p3 (GAA)26 78 86845716 86845793 TACCGTTTGTTTTTGGTGGC CCACAGCTTCAAGTCCATCA 231

Ad05A16164 Aradu.A05 16164 c (ATC)8(ATT)5 39 86873353 86873391 AAGAATGCGAAAGCACCAAC GGGATTTGAGAACTCCTTTGC 196

Ad05A16168 Aradu.A05 16168 p2 (AT)6 12 86879632 86879643 TCGGTGGGTGGGTTACTAAA TCAAATTTTCAATCAGGTCCC 259

Ad05A16183 Aradu.A05 16183 p2 (AG)6 12 86911154 86911165 TTGAGTCCCGAGAAAGGAAC GTGATGACTGGGCACACAAC 221

Ad05A16190 Aradu.A05 16190 p3 (TTG)5 15 86930360 86930374 TTCATGAGGTGGTCAAACGA TTTCAATTTTGAACCAAAGCAA 258

Ad05A16192 Aradu.A05 16192 p2 (AC)8 16 86931858 86931873 CATGCATGCAATCAAGTTCC ACGCAAAGGTGAATTGGTTC 171

Ad05A16193 Aradu.A05 16193 p3 (TGA)6 18 86933630 86933647 AATATCCTTTGCAGGCCCTAA AACAATGGTGAAGGCTCACA 266

Ad05A16198 Aradu.A05 16198 p3 (AAT)5 15 86943712 86943726 ATGTGGTTGGGAATTAAGGG GAGCCATAATGGGGTTCCTT 268

Ad05A16203 Aradu.A05 16203 p2 (CT)8 16 86962866 86962881 CCTCCAACACCCCATTAAGA TCTTCCACTGTCCAAGGTCC 176

Ad05A16206 Aradu.A05 16206 c (AT)9aagtagtagacctccataaatatgacaagtggatggagaggttttagatctatcaagaacatgaggcatcaaatttttttgatgctttcttc(T)10120 86963998 86964117 TTTTCCTTTTTGTTCCATTCAA CAAAAGCATGCACATGGAAA 252

Ad05A16207 Aradu.A05 16207 p3 (AAT)6 18 86965029 86965046 GCCTCAACTTCATTCTTTCCC TTGCCACGTGTACCAACTACA 213

Ad05A16209 Aradu.A05 16209 p4 (TAAT)5 20 86966138 86966157 AGAATTTTCAGAAATCTTAAGACTGAG CTGGATCCTTGTCCTCCAGA 208

Ad05A16210 Aradu.A05 16210 p3 (CAT)6 18 86966376 86966393 CTGGAGGACAAGGATCCAGA GTTCCTTGGTATGTGGGTGG 207

Ad05A16211 Aradu.A05 16211 c (CAA)6(CAT)6 36 86966517 86966552 CCACCCACATACCAAGGAAC ATTGCATGGACCAGAGATCC 190

Ad05A16213 Aradu.A05 16213 p2 (TA)8 16 86969215 86969230 AGCACAATTGGTGAGGATTATG GCCCTAGATTTTGATTTTGCAT 279

Ad05A16214 Aradu.A05 16214 c (A)10ttaataattcttttgtaaaacaattgaaaatatatttg(T)1058 86970175 86970232 AAAGGGGATATTTTACTCTTTTCAA CAACAATACGTTCCGATTTGAC 275

Ad05A16215 Aradu.A05 16215 p2 (TA)7 14 86970449 86970462 GCAGATAATACGATCCATGCG AACTTACTGTAGGGGTAAAAATACCA 142

Ad05A16217 Aradu.A05 16217 p2 (TA)8 16 86976467 86976482 GAAAAAGAATTTTAGACACCAAACC AATAAAAACAGCCGTCCGTG 225

Ad05A16218 Aradu.A05 16218 p2 (TA)6 12 86977380 86977391 TTCTTATATGAGATTGAAGCCATGTT TCCAATTTTCGTTCACACTGA 280

Ad05A16222 Aradu.A05 16222 p4 (AAAT)5 20 86979263 86979282 GGTGAGATGATACGGACGGT TGGCAATAACCTGTGTCAGC 235

Ad05A16229 Aradu.A05 16229 p3 (AGT)7 21 86999425 86999445 TTTTGGACGATGTGGACAAA TGCTGAATGAAAGCCCTACC 137

Ad05A16231 Aradu.A05 16231 p4 (CTCA)6 24 87001954 87001977 CTTTGCTGCTTATCGAAGGG CCCAAATAATTCGAGACCGA 230

Ad05A16232 Aradu.A05 16232 p2 (AT)8 16 87003044 87003059 CATCTCAATCTCTCAAATTAGCCA GGCATTCTCGTCTTGGTAGG 186

Ad05A16237 Aradu.A05 16237 c (CT)6t(TC)6 25 87015322 87015346 TTTTCTCTTTCCGTGGCAGT ACCGAAGCAGTTTTAGGGGT 248

Ad05A16239 Aradu.A05 16239 p2 (AT)8 16 87020718 87020733 CTGCGTGCTAAGAAAACCGT GCGGAGTGGTTACAGGGTTA 274

Ad05A16240 Aradu.A05 16240 p2 (AT)12 24 87027988 87028011 AGTCAAGACTGGCCGAAGAA GAAGCGGAATGGTTACAAGG 204

Ad05A16244 Aradu.A05 16244 p3 (ATA)7 21 87035867 87035887 CTTTGGGTCTTCCCAAATGA GAGGGACGATGAACTGGAGA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A16245 Aradu.A05 16245 p3 (TTC)5 15 87036585 87036599 GGCACCTGCAAAAACCTTTA TAAGAGGGGGTAAAAGGGGA 212

Ad05A16249 Aradu.A05 16249 c (A)10gaagaagagagataataaaatggaatgtaggtattttaagactcctctttgaatttcccaatgatgtgtttataagttttacttttggag(A)10tatattgtttataaagtttagtgcattaaaaca(AT)7157 87040562 87040718 TGCTCTTCACGTGCATTCTT TTTTAATCGGGCACACATGA 226

Ad05A16252 Aradu.A05 16252 p4 (TAAT)5 20 87042993 87043012 TCTCTTTCTCTCACTCACGCTC GTCACGTGCCTGAACACATT 279

Ad05A16261 Aradu.A05 16261 p5 (TTTTA)5 25 87055981 87056005 CCTTTCTTGTTCCCTCCTCC TGGCATACAAAATCGACCCT 175

Ad05A16263 Aradu.A05 16263 p3 (TTA)6 18 87056761 87056778 CTTGCATCGGTTTCAAAGTG TCGTCTGTTGTTGTTGTTTGAA 248

Ad05A16271 Aradu.A05 16271 p3 (TAA)13 39 87093449 87093487 TTGGTGGGTAGAGAGGATGG AACACACCTGAGGGATGAGG 244

Ad05A16274 Aradu.A05 16274 p3 (ATA)13 39 87097348 87097386 GAACAAGATGCACCCCAGAT CCCACACTGGACAAAGAGGT 197

Ad05A16275 Aradu.A05 16275 c (GAA)6aaaacagcgac(A)1140 87102876 87102915 TGTCCACTTTTGGGAGAACC TGCAGAAAATTTCCTCTCCC 226

Ad05A16277 Aradu.A05 16277 p2 (CT)14 28 87105488 87105515 TACTCAGAAACGAAGGCGGT GGCACAGAAACACAAGCTCA 178

Ad05A16280 Aradu.A05 16280 p2 (TA)9 18 87109866 87109883 AAAATCTCTCAAATGCGAACAA CGTGTCGTGTCCCTACAGTG 263

Ad05A16286 Aradu.A05 16286 p3 (TTA)7 21 87118750 87118770 GGGGCCCGTGAACTAAGTA GCATCCAAACATGAGAGGGT 195

Ad05A16289 Aradu.A05 16289 c (ATT)8(GTT)15 69 87122476 87122544 AATTCATTTGAAAAAGGGGG AAGACTTTTGAATTAGAAAATGTTAGG 206

Ad05A16291 Aradu.A05 16291 p3 (ATT)15 45 87127655 87127699 CCATGATTAACCAGCTTTTCTG GGTTCTGCGCTACTGGTTTT 142

Ad05A16292 Aradu.A05 16292 c* (CTT)5(T)10* 23 87127950 87127972 CGTGTCAACATGCGCTACTC TCAATAGAAAGAGAAGGAGGGAAA 190

Ad05A16293 Aradu.A05 16293 c (A)10gattaataagaaaaaaaatgatgacgatgatgatgaaa(AAG)666 87128478 87128543 CCATTATGTGTTTCTTCTTTTTCTTT TCTTCTTCTCCCTCTTTCTCATC 184

Ad05A16298 Aradu.A05 16298 p2 (TA)14 28 87149076 87149103 AATAAAATCACTCTCTCTTTCTTCGT TTCAAACCCAAAAACAACCC 257

Ad05A16302 Aradu.A05 16302 p2 (AT)7 14 87151530 87151543 TGAATGTGATTGTACGACTGTG TAGATACGCCTCCACCCTTG 177

Ad05A16306 Aradu.A05 16306 p4 (TTTA)5 20 87167622 87167641 TGTCCTTTCAATTAAGAGGGTAAAA ATGAAGCCCAGACACAAGTT 244

Ad05A16307 Aradu.A05 16307 p3 (ATT)10 30 87168306 87168335 GAGGCTTTCTAGCCCCATTT TCCTAGAGAGAAGTGAGAGCTTCC 150

Ad05A16311 Aradu.A05 16311 p2 (AT)6 12 87175989 87176000 GTTTCTGTGCTTCCTGCCAT CAAATCCCGCATTCTCTCAT 243

Ad05A16314 Aradu.A05 16314 c (TA)7aacagtaatttctaataatatttttatttaaatctaatatttgaga(AT)672 87192398 87192469 AAGTGTAGCCTTTTGCCCCT TGTGCGGTTTCATGCATATT 267

Ad05A16317 Aradu.A05 16317 p3 (ATA)17 51 87211262 87211312 TTCCGAGCGAATTTTACCAT TCGGTGACTGTCTTTTGCTG 128

Ad05A16320 Aradu.A05 16320 p3 (CTT)5 15 87220722 87220736 GGAGCGGATAAGCAGAATCA AGGGTTAATGGGAGCGAAGT 235

Ad05A16323 Aradu.A05 16323 p3 (ACA)5 15 87229769 87229783 ATGCACAAGAAGCCTCCATT CGAGCTGTTTTACCTTTCGC 170

Ad05A16326 Aradu.A05 16326 p3 (ATT)14 42 87242078 87242119 CATGCACAGTCAAATTGAATTCTT TGGTCATTTGATGAATGATGG 268

Ad05A16331 Aradu.A05 16331 p3 (AAC)7 21 87250586 87250606 CAAAATTGACGAGAGCAGCA AGCTGTTTCACCTTTCGCAT 172

Ad05A16332 Aradu.A05 16332 p3 (GAA)5 15 87251074 87251088 ACACGAAGAGACGTCAACCC ATTTGGTCCAGTCTTCGGTG 237

Ad05A16338 Aradu.A05 16338 p3 (GAT)6 18 87266763 87266780 CAGGCCGATTACACCAAACT CCCAGCAGTAGAAGTCGGAG 243

Ad05A16342 Aradu.A05 16342 p3 (TAT)8 24 87284071 87284094 TCCTAACGGAGGTTGGAGTG CCAAAAACCGCCATAACTTG 164

Ad05A16345 Aradu.A05 16345 p3 (TTA)5 15 87297015 87297029 CATGCTTCACGCACACTTTT CCAACAATATTTGCATTGCC 166

Ad05A16346 Aradu.A05 16346 p2 (AT)7 14 87297351 87297364 TAAAAACGCAATACCGCTCC GTTCCCTCGCCTTTTTCTTT 134

Ad05A16348 Aradu.A05 16348 p2 (GC)6 12 87310265 87310276 GCCATATGTTTCTTCGCGTT ACAAGGCTCCTAAAACCGCT 111

Ad05A16349 Aradu.A05 16349 p2 (GA)19 38 87319441 87319478 CTTCCTGTGCCGTCTTTCAC CACAGACAGTGGCAGTAGCG 280

Ad05A16350 Aradu.A05 16350 p2 (TA)11 22 87322862 87322883 TTGCTTATTGTTCCCTTGCC AGCTCGAACATTACAACGCC 253
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Ad05A16354 Aradu.A05 16354 p3 (GAT)5 15 87344728 87344742 TTTGGTGATTAAATTAAGATTCAAGTG TTTCTGTTAATGACTCCAAGTCAGA 271

Ad05A16358 Aradu.A05 16358 p4 (TTAT)5 20 87362936 87362955 TGATGGCCTGAATGACTCAA ACATGAGGGACCAAGTGTCG 235

Ad05A16361 Aradu.A05 16361 c (AAC)7(AAT)8 45 87370149 87370193 GCTTCATAATGCAAACCAACC AAGTTGCACCCACTCGTGAT 203

Ad05A16365 Aradu.A05 16365 p3 (TTA)20 60 87396628 87396687 GGTCACAGCACAATGTTTGG CCATATATTCTTACCCATGCAACA 265

Ad05A16369 Aradu.A05 16369 p2 (AG)7 14 87425187 87425200 GGGCGTGAAGAAAAGAGAAA TCGTGACTCCAACTACAGCG 280

Ad05A16370 Aradu.A05 16370 p3 (AGA)6 18 87432344 87432361 CAGCCTTAGGTGCCATTGAT TCCATCTCCCATCACTCTCC 147

Ad05A16371 Aradu.A05 16371 p3 (ATT)5 15 87435255 87435269 AAATTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 196

Ad05A16373 Aradu.A05 16373 p2 (TA)10 20 87444447 87444466 GTACCCTAGCCGGCCTAAAC GCGATATACGGACAAGGCAT 124

Ad05A16384 Aradu.A05 16384 p3 (ATT)7 21 87485822 87485842 CTGATGATAGTGGTGAGATGGG TGCTCAAGCTACTGTCCTTTCA 274

Ad05A16388 Aradu.A05 16388 c (A)10gtgtagttttggtaaataggcgactttgccaatcgccgaatttgcctatgaattgcacaacttcctccctcttttagaatcaatcctcgaatg(A)10ttaaatttatg(A)10134 87499363 87499496 GCATTAAGCGAGATTTTCTTATTTCT AAATCCCATTCGAGGATTGA 234

Ad05A16389 Aradu.A05 16389 p5 (TTATT)5 25 87504855 87504879 CATACTTGGGCCAACATCAA TTGAGCACGTTCTTCTGGTG 234

Ad05A16397 Aradu.A05 16397 c (AAC)5aataacaatgtaacaatataatcaatcaagcaaccagaattaacaacataattaaagcaaaagcagactagg(AGA)5102 87518253 87518354 CAGAAGCACCAGCAAAAACA GTCTCTGATCCCTCCACTGC 275

Ad05A16403 Aradu.A05 16403 p2 (TA)9 18 87530407 87530424 AGAAGAGAAGTATCCGCCCC AGACGGAAAGGGTGAGACCT 177

Ad05A16405 Aradu.A05 16405 p3 (GAA)22 66 87534895 87534960 GGCATTTTTGTCCCCTTTTT CAAGTGTGGGAAAATTTGGG 256

Ad05A16406 Aradu.A05 16406 p3 (ATA)5 15 87541124 87541138 TTCAAGTGTGGGGAGAATTT CAACCCACTTCCCATTCATT 279

Ad05A16410 Aradu.A05 16410 p2 (TG)6 12 87552416 87552427 TGGATGGAGTATGGACAGCA GACAAAATTTCTCCGAGGCA 226

Ad05A16415 Aradu.A05 16415 p2 (AT)10 20 87559611 87559630 CAAATTTTGTGTTCCATATTTATTGTG GCTCACGTTAGTGAACATCAAGA 264

Ad05A16416 Aradu.A05 16416 p2 (TA)8 16 87560980 87560995 TTGTTAGCTTCTCGCGATCTT AAGAATGAGTCGTCAATAAAAATGC 248

Ad05A16419 Aradu.A05 16419 p2 (TA)6 12 87586204 87586215 GGTCTCATCTCTCAGCGTCA ACGTGATGAAGAAATCCCCA 165

Ad05A16420 Aradu.A05 16420 p4 (ATTA)7 28 87587123 87587150 AGGCTTCACAGGTACGACCA GTGCAATCAGAGACTTGCCA 223

Ad05A16423 Aradu.A05 16423 p2 (AT)6 12 87598326 87598337 GGTTGTCCAATCCATTGAGG AGTTGGATGAAACCTTGATCG 255

Ad05A16426 Aradu.A05 16426 p6 (CTCTTT)5 30 87604416 87604445 TCATCGTCATCGTCGTCTTC TCATTCTCCTGCACAATTCAA 241

Ad05A16427 Aradu.A05 16427 p3 (AAG)5 15 87605442 87605456 TTTTGGATCAAACAACGTCA AAGGTGCATTTGGACTCGTT 242

Ad05A16428 Aradu.A05 16428 c (AT)8taaagaatatataaaatataccatttttaaaataatatatttaaatcaaataattaaagataatta(AT)9100 87606034 87606133 GGAAGACGCCATCCTCACTA AAGGATGAATTCGAAACCATGTA 243

Ad05A16430 Aradu.A05 16430 p3 (TTA)5 15 87625930 87625944 AAAAGGATTGGATGAAGGCA TAAGGGTCGATCCCACAGAG 235

Ad05A16431 Aradu.A05 16431 p4 (AAAT)8 32 87626330 87626361 TCGAGTTTGGACAACTGACG GTGGAAGCCTCAATCCAAAA 236

Ad05A16432 Aradu.A05 16432 p2 (CT)19 38 87630970 87631007 TCATTGGTGCAGGGATGTAA AGTGGTGAAGAGGTGATGGG 229

Ad05A16433 Aradu.A05 16433 p3 (TTC)11 33 87631295 87631327 CCTCCCTAAATAGCCGAACC CTAGAGGTTTCTCCGGCCTT 279

Ad05A16434 Aradu.A05 16434 p3 (ACG)5 15 87637934 87637948 AAGAAGAGGGAGACCAAGCA TCGTCTTGTGACTCTCGCAC 179

Ad05A16440 Aradu.A05 16440 p3 (TAT)5 15 87653148 87653162 TCAATGTCATCGTGAGCAAA TTGAATTATGCAGTCTTAAAATAATGA 278

Ad05A16445 Aradu.A05 16445 p2 (AC)8 16 87662690 87662705 ACAAGGTTCCACCAAGAACA GTTCGAACCTAACCCATTCG 224

Ad05A16451 Aradu.A05 16451 p4 (ATGT)5 20 87691662 87691681 TACCACATTCTTCTGGCACG AGGACCACTAACCGACCTCA 258

Ad05A16452 Aradu.A05 16452 c (A)10tttattctttactttactatgcaacc(AT)1260 87692972 87693031 TTCGCGTGACTTTCTGTTCA AAGCAAAGTGCTAGGTGGGA 259

Ad05A16454 Aradu.A05 16454 p2 (TA)7 14 87703020 87703033 TTTGCATCGGAGTTGTTGAG GAATGCCTCTGAATTTGGCT 258
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Ad05A16455 Aradu.A05 16455 p3 (CTT)5 15 87709418 87709432 CTGACTCATGAGCTGGCTTG ATGCGCAAATTTGGAAGAAT 229

Ad05A16456 Aradu.A05 16456 c (GAG)5gg(GGA)5 32 87710425 87710456 AACGAGAAGAAGAACCTGCG CCAAATTGGTCCAAACTCATC 129

Ad05A16464 Aradu.A05 16464 p2 (GA)7 14 87748023 87748036 ACTTGCCGGTTAGTTTGTGG TCGCGGTGAGAGTAACAATG 280

Ad05A16465 Aradu.A05 16465 p2 (AT)17 34 87749077 87749110 CTTTGGTGGTATTTCCACGG GCACACAGCCCATATTGTAAGA 280

Ad05A16467 Aradu.A05 16467 p3 (CTT)6 18 87757192 87757209 CGCGCTTTATCTTCTTTTCC AGAAGGAGGAGCAGGAGGAG 119

Ad05A16468 Aradu.A05 16468 p2 (TC)6 12 87763467 87763478 AAAATCAGGCTCGGAAGGAT CATTCACTTGGCCAAAAGGT 260

Ad05A16469 Aradu.A05 16469 p2 (CT)18 36 87764219 87764254 CTTTGACGCCTGAGAAAACC GCAATGACGAGTTTGTGGAA 192

Ad05A16472 Aradu.A05 16472 p3 (CAA)5 15 87771890 87771904 CAACAGAACCGAGGGAAGAG GGCTTCATGGGTAGCATTGT 265

Ad05A16473 Aradu.A05 16473 p2 (TG)6 12 87775807 87775818 TTGTCTCCTTGGATCTTGGG CAAGGCCTCAATACCTCCAA 212

Ad05A16474 Aradu.A05 16474 p2 (TA)6 12 87779575 87779586 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 137

Ad05A16480 Aradu.A05 16480 p3 (TTC)5 15 87792016 87792030 ACCAAACGTTGAGTTGCCTC AAGGGGATTGTGACCAAAAA 280

Ad05A16484 Aradu.A05 16484 p3 (TTA)13 39 87804718 87804756 CACTATTCTTTTGACAACACAAACA TGATTTGCCTAAACTTTCACAATG 173

Ad05A16486 Aradu.A05 16486 p5 (TCTCT)6 30 87806567 87806596 TGTTGCTAAATTCGTGACGG AATGGACCAAAGGGGAAGAG 280

Ad05A16488 Aradu.A05 16488 c (T)11acaccataaaatttacttttctattataaaaaaataactaaaatactc(TTA)1398 87808686 87808783 CTGCAGATGACAAACTGCACTA TGATTTGCCTAAACTTTCACAATG 260

Ad05A16489 Aradu.A05 16489 p5 (TCTCT)6 30 87810549 87810578 AATGCGAAATCCTTCTCCCT GACAAGGTAACGACCTCCGA 267

Ad05A16492 Aradu.A05 16492 p2 (TA)8 16 87814806 87814821 CCTTCCATAATTTTGGTCGAA CCATCACAAAACCGGTCTCTA 273

Ad05A16493 Aradu.A05 16493 p2 (TG)7 14 87818054 87818067 TTCAGGTTAATAATTCCACATTTCT GAAACCAGGTTCTTCCCTCC 154

Ad05A16494 Aradu.A05 16494 p4 (TTAT)9 36 87820994 87821029 GGTCACAGCACAATGTTTGG TCTCTCGGAACCACAACAAA 274

Ad05A16496 Aradu.A05 16496 p2 (TC)9 18 87832747 87832764 ACGCCGGTTTTAGATCTCCT GTTGGGTCACTGGAGAGAGG 181

Ad05A16498 Aradu.A05 16498 c (A)15gattttagagtaaaatcaaaggcaacaaaatatttcatcctcaactttatgcttgagtggcaatcacagcataaccatacaaattgctgctaaagt(TA)6123 87836543 87836665 TCAATAGTTACTCAAAATTTTCAACC GAAAATATGATACATTGAAAACGATAA 264

Ad05A16499 Aradu.A05 16499 p3 (TAT)7 21 87839751 87839771 ACATGGCACGCCAAAAGTAT ACAGCAAACCATGTGCCATA 202

Ad05A16500 Aradu.A05 16500 p2 (AT)6 12 87842407 87842418 TGGGCTCTTGGAGAGTATCG TTTCCTTTCAACTATTGTAACACCA 250

Ad05A16502 Aradu.A05 16502 p3 (TAT)6 18 87847262 87847279 CCAAACCGCATAATGTGCTA GCCAACGATAACATAACAATTGAA 206

Ad05A16504 Aradu.A05 16504 c (T)10caaatctcataatatatgtacactacatataatgtccacatttagtttttggtgtcatataatgttcacatttgctattgaatttgtcatcctatttt(TA)6120 87866900 87867019 TCTCTGATTGCATAGCGGAA TTCCATTTTTACCCCAACCA 253

Ad05A16505 Aradu.A05 16505 p3 (GAG)5 15 87874581 87874595 CAGTTCAAGAGAAGGTCGGG CAGTGCCTCCTACCAAAAGC 190

Ad05A16506 Aradu.A05 16506 p2 (AT)6 12 87889730 87889741 TTTGAGAGCGTTCTCGTTGA TGAAATCGACTGCACCTGAG 270

Ad05A16510 Aradu.A05 16510 p5 (TTTAT)5 25 87900001 87900025 CACCTATAGATCGCAGGTTCG GAGTATTTTTGTCGCCGTTTG 267

Ad05A16512 Aradu.A05 16512 c (T)10gtttaattactctgttagtgtctatagttttgcaaaattttcaattagatccctatatttttttttaattggatctttgcactaa(T)12caattaggtctttcttagtagtaattggcttaattttatagggaccaaactaaaaagaaaaaaattagttcaaggacccaaataaaagg(A)10206 87934002 87934207 TTGTTTTGTAAATCGGATGTTGA AATTGAGTCCTTGTACCAATTTTT 280

Ad05A16517 Aradu.A05 16517 p2 (TA)6 12 87939428 87939439 TTGATTGAGTGAATGGTCATCT CATCCCACATTTGACTACCG 159

Ad05A16519 Aradu.A05 16519 p3 (TAT)10 30 87942223 87942252 ACATGGCACGCCAAAAGTAT ACAGCAAACCATGTGCCATA 211

Ad05A16523 Aradu.A05 16523 p3 (TAG)7 21 87964554 87964574 AAGAGCAAGGGCGTGATTTA CATGCCTGATGATGATGAGAA 265

Ad05A16530 Aradu.A05 16530 p3 (TAT)8 24 88010496 88010519 CACGACCGGTGCAATTATC GTGACTCCGTTTTTCCTCCA 262

Ad05A16531 Aradu.A05 16531 p3 (TTG)5 15 88017634 88017648 AGATCTCCCTGCAGTGCTGT AAGCAGAAGCAACCAGAAGC 182

Ad05A16532 Aradu.A05 16532 p3 (TTG)5 15 88017781 88017795 GCTTCTGGTTGCTTCTGCTT CCTCTCCTCTCTTCTTCCCC 201
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Ad05A16536 Aradu.A05 16536 c (A)11tcttcactctaaacccaacttcataaattcaccataacattacccata(TG)671 88023949 88024019 TGATCAATAATAAAATCGGATGAAAA CTCCAAATTCCCACCTCAAA 253

Ad05A16537 Aradu.A05 16537 c (TTTC)5ttttttatc(T)1544 88028658 88028701 TACACGCTAACAACGCTTGC TACGGCACACCTGCAAATTA 269

Ad05A16538 Aradu.A05 16538 p4 (AAAT)5 20 88029397 88029416 CGAAAATCCACATCTGAGCA TGGAGGTTCATCAGGTGTCA 274

Ad05A16539 Aradu.A05 16539 p3 (CTT)5 15 88031066 88031080 CTTTCCAACGCTGACAGTGA AACGGTGCGTTTCTATGTCC 243

Ad05A16540 Aradu.A05 16540 p2 (AT)9 18 88031412 88031429 CGAAACACCAGTGTTCCAAT TGAACTTCGTGAAGAATCGG 214

Ad05A16543 Aradu.A05 16543 p3 (TAC)5 15 88039800 88039814 GCAAATAAAATCCAGGCCAA CTCCCTTGATGACAAAAGAGG 180

Ad05A16544 Aradu.A05 16544 p2 (TA)7 14 88043958 88043971 TCTCTCTCCTTTAATTCTTCTCAAAA TTTTCCTAGACCGCAACCAT 274

Ad05A16545 Aradu.A05 16545 p2 (CT)9 18 88046664 88046681 GAGTGTTGGGGAAGGAGTGA CCTTCCAATGCACTTCACAA 227

Ad05A16551 Aradu.A05 16551 p3 (AAT)17 51 88075733 88075783 GCCAATGCCTAATGCAATTT CTCATGCTATGCCAGGTCAA 265

Ad05A16554 Aradu.A05 16554 p3 (ACA)5 15 88087012 88087026 CAAGCTATGGTGTCCAAATGA CCTGGGAAAGTTTGCTGTGT 274

Ad05A16555 Aradu.A05 16555 p3 (GGT)7 21 88088266 88088286 TCCGACAGCTCCTCGTTTAT TCTTGAATAGGGGTGGATGG 243

Ad05A16559 Aradu.A05 16559 c (A)12gaaaaaaaacacttttcttttcgcaaaagccttagaggaaaatataagaacaacatcattatcgaaataatatgaaagaaataagaccaaaaattgaaag(A)10122 88093158 88093279 CACGTGTCCACCATTCAGTT CGTACCTAACCCCGAAGGTC 253

Ad05A16560 Aradu.A05 16560 p3 (TTA)7 21 88093451 88093471 GCGTCTTCATCGGAGATAGC AAGCAAACACCAAAACCGTC 279

Ad05A16561 Aradu.A05 16561 c (GA)9ggttgcaaaaaagaggaagaagaggagagttttgacttt(AG)7acggttttggtgtttgcttaggaggagaagga(GGT)6121 88093585 88093705 TGCAGAAGAGGAATGTGCAG TGCATTGTAGCAAGGCAAAG 262

Ad05A16564 Aradu.A05 16564 p4 (TTTA)6 24 88097885 88097908 CTTTTGCATTCGCACAAAAA CCGTCCTTGTTTAAGCCTCA 239

Ad05A16565 Aradu.A05 16565 p2 (AG)8 16 88099853 88099868 GGCACGCAAAGACATTATGA GTTGCATCTACCATGTGCGT 136

Ad05A16573 Aradu.A05 16573 p3 (TAA)14 42 88139443 88139484 TTCACTTTGGGGCATTTTGT ATGGGATAAAAAGGGGCAAT 241

Ad05A16578 Aradu.A05 16578 p2 (TA)6 12 88142431 88142442 GAGCTTCTTCCATCCACACC TTGCACGACTGTATAAAACGC 162

Ad05A16580 Aradu.A05 16580 p3 (AAT)6 18 88145081 88145098 AAAGGTGTCGTCAAACCGAC TTGCTGCCCCCTAACATTAC 244

Ad05A16582 Aradu.A05 16582 p3 (CAA)5 15 88150185 88150199 CCAAAGGATCCAGAAACAGC TCTTTGAGGGTTTGAATGGC 262

Ad05A16584 Aradu.A05 16584 p2 (AG)14 28 88150813 88150840 TTGGCCGAAGAGAACAAAAC GCTCCTTCATCTTCCTTCTCC 109

Ad05A16587 Aradu.A05 16587 p3 (TAT)12 36 88158586 88158621 GCATCTCTAAATGATGCTGTTTTT TACCACTGCTTTGGGTGACA 153

Ad05A16590 Aradu.A05 16590 p5 (AGAGA)6 30 88167667 88167696 ACAAGTTGGTCTTGATGGGC GCCATTTTCGCTTAACTTCG 176

Ad05A16591 Aradu.A05 16591 c (TAT)17tcccaacatacggcaacttggttcttgttgcttttctacatgttttga(T)10109 88171732 88171840 TGGTAGCCAAGATCACTTTCG TCAAAAGGGTGAGTTCGAGG 278

Ad05A16594 Aradu.A05 16594 p3 (GAT)7 21 88177182 88177202 CCTTGCAAAGTTGTTGTGGA TGGCTAAGTCCGCCAATAAA 265

Ad05A16595 Aradu.A05 16595 p2 (GT)6 12 88192203 88192214 CTTTCCCAAATGCAGAGGAA GGAGGAACTCTCTTGGTGGA 278

Ad05A16596 Aradu.A05 16596 p2 (GT)6 12 88197004 88197015 TTCCCAAATGCAGAGGAAAT GGAGGAGGAACTCTCTTGGC 279

Ad05A16598 Aradu.A05 16598 p2 (TC)11 22 88202314 88202335 ACGAATCAAACGCGAAAAAG TGATGCTTTGAGGTGAATGG 234

Ad05A16601 Aradu.A05 16601 p2 (AT)11 22 88213629 88213650 AACCAAATTGATCAAACCCTTT CTTGGGTTATTTTGTGGTGG 211

Ad05A16602 Aradu.A05 16602 p3 (TTC)5 15 88214099 88214113 GTCCATTCAAGTAGGCCCAA GAGGAGAAACGCGAAGAAGA 226

Ad05A16603 Aradu.A05 16603 p3 (GAG)6 18 88214689 88214706 TGCGACACAAACTCAATTAAAAA TCAACACCTGTGCTCGTTTC 217

Ad05A16604 Aradu.A05 16604 p3 (AAG)5 15 88229995 88230009 TGATTATCATCAACGGGGAAA GGCCCAATTCCACTCCTATT 219

Ad05A16605 Aradu.A05 16605 c (A)11ttttaaataaatttgaaattcttttattgtataaatttatagtgctatccattccaaaaaatccatttgtacctttta(T)11100 88232953 88233052 TTCAGTGTCCCGTTTGAACA GATTGGCACTGCTAGGGAAA 274

Ad05A16607 Aradu.A05 16607 c (T)14acaagagaagttttgtggg(A)1043 88238031 88238073 GCTGAGTAGAAAAATCATACATGC AGTTGCACAGCGTCAGATTC 172
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Ad05A16608 Aradu.A05 16608 p3 (TTA)7 21 88240813 88240833 TCTGCATAGGGAAGAAAGGG TCATGTTTCAGAGGGAAAACA 234

Ad05A16612 Aradu.A05 16612 p3 (TCT)5 15 88250709 88250723 GATGAGGAATTGCCAAAGGA CAAAGAGTGAATTATTGCTGACAAA 140

Ad05A16613 Aradu.A05 16613 p4 (TTAT)5 20 88262865 88262884 TGAGGTTTCAATCTTCTCTGTTCA TGTTTTCTTTTTCCATGGCCT 247

Ad05A16614 Aradu.A05 16614 p2 (CT)8 16 88288463 88288478 GGATTGGTGAAGCTTGGTGT GCTTCAAGCCCTGACTGTTC 201

Ad05A16615 Aradu.A05 16615 p2 (AT)13 26 88290594 88290619 TGAGGACAGTTTAGTTTGTAAATTGG GCCACATGGAAGCTTATTTGA 278

Ad05A16616 Aradu.A05 16616 c (T)12aagacaatggttgagacatcagtaggtaagtccataatttattcaaggtccccaacggcccttttatcc(A)1091 88290810 88290900 ATTGGCACCATTAACGTGGT TGTCTGTGCTTTTTATTTTGTTTTG 233

Ad05A16617 Aradu.A05 16617 p3 (AAT)5 15 88291024 88291038 TTTATTCAAGGTCCCCAACG TCAATTTAAAGGATGGTTTTCCTC 272

Ad05A16620 Aradu.A05 16620 p2 (AT)16 32 88297350 88297381 TCTAATTGGTTCTAATTAATTGTTCG TGCGGAATTACTTTTGAGGTTT 272

Ad05A16628 Aradu.A05 16628 p2 (TA)10 20 88313711 88313730 TCAGTCCAAGGAGCAAGTGA TTGAAAGAAAAACGGATGGG 274

Ad05A16633 Aradu.A05 16633 c (CTT)5cacta(T)11 31 88324894 88324924 TTCTCATGTGCCCAATTCAA AGCTGCAGAGGCAAGAGAAG 270

Ad05A16637 Aradu.A05 16637 p3 (AAG)6 18 88339704 88339721 AAATTTCTTGGACTGGCCG TTTCTCTCTCCCTCCCCTTC 184

Ad05A16639 Aradu.A05 16639 p2 (GC)6 12 88352068 88352079 CCAGTTGGGTTGGAAAGCTA GCTGGGGACGATTTCACTAA 144

Ad05A16641 Aradu.A05 16641 p3 (AAG)5 15 88359377 88359391 CTAGAACTGGCCGGAACTCA TTTTCCTTTCTGTGCCCTTC 186

Ad05A16642 Aradu.A05 16642 p3 (AAG)5 15 88360489 88360503 CCGGAAAGGACAATACGAAA TTGCACACAAAAATAAACGCA 275

Ad05A16643 Aradu.A05 16643 p3 (AAG)5 15 88361670 88361684 CAGGCAAGAAATTTTTCGGA CCCTCTCTTTTTCTTTCCGC 202

Ad05A16646 Aradu.A05 16646 p3 (AAT)15 45 88368511 88368555 TGCAATTCATTAAACAAGATTGTAA ATAATGTGTGTTTAAAATTGAAGTCAG 263

Ad05A16648 Aradu.A05 16648 c (A)11ccataaattccgtataaataatagaacacttaaatgtgtaacaagatt(A)1271 88372727 88372797 TTTTTGTAATCAGGTCTTACTGAAGC TGTTCGGTTTAGTCTTTGCAC 261

Ad05A16649 Aradu.A05 16649 c (TAA)11tg(ATA)550 88386303 88386352 TGCCACCTGTATCCATTGAC GAGCACACCGATGCAGGTAT 277

Ad05A16652 Aradu.A05 16652 p3 (GAT)5 15 88398985 88398999 GGTTCTATGCGGGTTGTTGT CAAGAAGTGCAAGGCGAAAT 187

Ad05A16657 Aradu.A05 16657 p2 (TA)6 12 88416399 88416410 TGATGAAAATTTTAAGAACATGGC TGAATCCACCCTCAAAATGG 266

Ad05A16658 Aradu.A05 16658 p2 (TA)9 18 88418474 88418491 GGATCTGATCTATACGTGCAGC GTCGCATTCTCCACTGATGA 269

Ad05A16659 Aradu.A05 16659 p3 (ATT)6 18 88418750 88418767 ACGGCATTTAATTTTTCCCC TGTTTCCTAAACTTTCTCGCA 108

Ad05A16660 Aradu.A05 16660 p3 (TGT)5 15 88420473 88420487 CATGCAATGAAACATGACCC TTCACATGATAATTTTGTGGATGA 232

Ad05A16662 Aradu.A05 16662 p3 (AAT)6 18 88426608 88426625 TGACATAGCAAAGCACTTCACA AGGGAGATATGCACCCTTTT 247

Ad05A16664 Aradu.A05 16664 p3 (AAT)6 18 88427942 88427959 CCTCTCCAGTCACCCTTTCC TGAAATGGTTTAGGAAGTATGGA 250

Ad05A16665 Aradu.A05 16665 p3 (TCA)5 15 88428890 88428904 AGTTGAACCCCAAAGAGCCT GAATGGGGAGGAAGTGTTCA 142

Ad05A16667 Aradu.A05 16667 c (T)10cttttcctgctctggtgcatcttttcttccttctgtgttttcttttag(T)1169 88430502 88430570 CCTCAAATACTCCATTGACTCC GTTTCTCTTGTTTATTTTTGTTCTTTT 280

Ad05A16673 Aradu.A05 16673 p2 (TA)10 20 88441241 88441260 GGTCCAAATCAAACAATTCTCA TGTTCATCCCAATGCTCTCA 277

Ad05A16674 Aradu.A05 16674 p2 (AG)9 18 88441622 88441639 CTCCTCCTCTGCAAAACCTG TAAACTCACCGCTCTCAGCA 232

Ad05A16679 Aradu.A05 16679 p2 (TA)8 16 88457889 88457904 CCTGATTCCAACTGAATTTGAT CCCCATTCCCTCATACACAC 238

Ad05A16680 Aradu.A05 16680 p2 (TA)6 12 88459433 88459444 AAACAAATGTGATTCTCTCTCTCTTT ATGTTAACCCACCTGCGTGT 239

Ad05A16683 Aradu.A05 16683 p4 (AAAT)5 20 88473491 88473510 CCTTGAAGCAAAAGAAACAGC TCCCATACAGTGGTGCTCAA 252

Ad05A16688 Aradu.A05 16688 p3 (TAA)5 15 88484949 88484963 CGTGGGTTCCAAGTCACTCT CGCAAAGGAAAGTTTGATGG 200

Ad05A16690 Aradu.A05 16690 p2 (TA)10 20 88486088 88486107 AACAATCTTAATGCACAGGGAGA GGGAGAAGGAATATTACTCTATTTGA 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A16692 Aradu.A05 16692 c (TAT)14tccaatttccattgattgaaccatcagctacatatatacacactcggagaatcaattggtggaagcttgcctgactcattcactca(TTC)10158 88487689 88487846 AGAATCAAAGCCAGGAACCA TCAGACATAGGTGGTGGTGAA 263

Ad05A16697 Aradu.A05 16697 p2 (TA)6 12 88527591 88527602 ATGCCCATAGCACTTGCTTC CCATGCCAACTTGGAAAATC 276

Ad05A16699 Aradu.A05 16699 c (TCT)5cttctcctccgcg(CTT)543 88528292 88528334 TCCAACCAATTTTGGCATCT ACGAACGTAAGAAACGTGGG 149

Ad05A16700 Aradu.A05 16700 c (AGA)5(AGG)6(AGA)6atatgagtgcgcgaaga(AGG)892 88529127 88529218 TGTTGGTGATGACGATAACGA CACGCGCTTCTTCTTCTTCT 221

Ad05A16712 Aradu.A05 16712 p3 (TAA)5 15 88569329 88569343 CAAATGGGCCTAGCAGAAAA AAGCTTGCCATTGCTGATCT 258

Ad05A16716 Aradu.A05 16716 p2 (GA)6 12 88583345 88583356 TGGTGCCCTACTACCTGGAC CAAACAAAATTATCCAAACCCT 113

Ad05A16717 Aradu.A05 16717 p2 (TA)6 12 88592013 88592024 CTTAGCCTGAGCGTTGTGCT GAACCTATGCTTGGAGCAGG 255

Ad05A16719 Aradu.A05 16719 p3 (ATT)5 15 88597592 88597606 CGAGATGATGAAACTTCACGG AAGTTCTTGTATAGACGATTGGCTC 255

Ad05A16723 Aradu.A05 16723 c (T)10ctttacaataacaaggaaaatcatattagctaattaaaatgattctttg(T)1271 88619512 88619582 AGGAAGGACCGGATGGTAAC AAACGATAGTGGCTTTGCGT 248

Ad05A16724 Aradu.A05 16724 p6 (CTCTCA)5 30 88619811 88619840 CTGCGAACCTCCACAAACTT AGGAGAGAGGGCATTACCGT 146

Ad05A16726 Aradu.A05 16726 p3 (ATA)6 18 88625788 88625805 TTGCCTAATCCATTGACATTT ATTGCAAGTCACTATTGCCG 249

Ad05A16728 Aradu.A05 16728 p3 (CTT)5 15 88626639 88626653 CCGTTCAAGAAGTGGCATCT CTGATTTCTTTTGGGACGGA 261

Ad05A16731 Aradu.A05 16731 p3 (GAG)6 18 88634993 88635010 CGCCTCTTCTTCTTTCTATTGG CCTCCTCCTCATTTTCTGCT 280

Ad05A16733 Aradu.A05 16733 p3 (CTT)5 15 88637339 88637353 TCTTTTCCTACCGATTTTGCAT TTTAAACAAGATCAAACCAAGTGC 260

Ad05A16737 Aradu.A05 16737 c (AATA)5agggaccaaaattttatttaagcctaaaattttctattatatattaacaaaatggtttaatatgtctaa(T)16105 88652152 88652256 CACCCAAACACCACTTTGTCT TCATTTTCGCGAGGGTAAAC 277

Ad05A16738 Aradu.A05 16738 p3 (TTA)13 39 88653931 88653969 AGAGCAAGCAAACGACTTGA AGCATCAATGAAGGCGAAGT 228

Ad05A16744 Aradu.A05 16744 p2 (TA)7 14 88676516 88676529 GCTTGAACCTGGAATTGAGC GCTCACCGAAAGCTCACAAG 279

Ad05A16749 Aradu.A05 16749 p3 (AGA)6 18 88701183 88701200 GATGACGAGCAAACACCAGA CCCACCTCTAAGACCCCTTC 159

Ad05A16752 Aradu.A05 16752 p2 (TA)8 16 88707040 88707055 TGGTGACCACTAATCATGCG AGGAATAAAGGCACATTAACTCA 238

Ad05A16753 Aradu.A05 16753 p2 (AG)6 12 88707494 88707505 GGCCTTAGCCATGTGAAGAA GTGGCCAAGTGTACCGTTTT 213

Ad05A16755 Aradu.A05 16755 p3 (ATA)16 48 88714267 88714314 TGATGGAGAAGAAGAACTGGG CTCATGTAACATATCATGAAAAGAAAT 259

Ad05A16756 Aradu.A05 16756 p4 (ATAC)6 24 88714552 88714575 TTTTATGAAAAGTTTGTTATCATTCG CGACAGTCACGAACACATGC 134

Ad05A16758 Aradu.A05 16758 p4 (AAGA)7 28 88716311 88716338 TGTGACAAGAAACCAAAAGGG CCAAATTAGGGCGCAAGTTA 209

Ad05A16764 Aradu.A05 16764 c (T)10attatttagagaagaattcaag(A)1042 88734002 88734043 AAAGCAGAATCAGGGCATGT GCGATCAACTTCTACAAAAACAA 174

Ad05A16765 Aradu.A05 16765 p3 (TAA)5 15 88734713 88734727 TAAACAAACCTCCCCCACAA AGAAAAGGAGATCCGTCCAA 121

Ad05A16767 Aradu.A05 16767 p3 (ATT)5 15 88739826 88739840 TTGACATGCCAACCTTGAAA GTTCTGTGGGTCTTGTGGCT 274

Ad05A16768 Aradu.A05 16768 p3 (TTA)15 45 88740508 88740552 TTGCGAGTCACTAATTCATCG TAAACCGTCACAAAATGCCA 258

Ad05A16774 Aradu.A05 16774 p2 (TG)8 16 88755161 88755176 CATGGCCCTCCAATATATGC ACACCCTCTTTCAATGCACC 244

Ad05A16777 Aradu.A05 16777 p2 (AT)6 12 88780796 88780807 AACCCCTTACCCCCTAACCT GCATTCAAATTCCAGCCAAT 266

Ad05A16780 Aradu.A05 16780 c (TC)8(TA)8 32 88798507 88798538 ATGGCAACCGTTGGTATGAT TGGAATTGCAACCTGAATGA 265

Ad05A16781 Aradu.A05 16781 c (A)11tatatcaaaataatttttttcatattttttaatcaattatattgcac(T)1068 88799740 88799807 TCATGGGGTCATGACGATTA TTGCCAAACAAACCTGCATA 181

Ad05A16786 Aradu.A05 16786 p4 (ATAC)8 32 88806467 88806498 CGCACTCGAAACATTGAAAA ATGCAGGACATAGAGGCACC 200

Ad05A16787 Aradu.A05 16787 p3 (ATA)6 18 88819434 88819451 TTTTTATTAGCGATGGAAAAATAAC AACCGATGTTGTCCCAAAAA 210

Ad05A16790 Aradu.A05 16790 c (AT)6ttttgtttaggtcaaaa(T)12(A)1051 88823520 88823570 GACTCAAAAATTTGATCAACCCA TGGATTGTTTATGAATATAGCGGA 196
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Ad05A16791 Aradu.A05 16791 p2 (AT)10 20 88824735 88824754 TCAATGGGCAGTAGTTGGTG AAAGCACAGCCAAGAGGAAA 235

Ad05A16798 Aradu.A05 16798 p3 (GAG)11 33 88852076 88852108 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 174

Ad05A16799 Aradu.A05 16799 p2 (TA)7 14 88854391 88854404 GTTCGTGGAGGGTAAGGTGA TCCTCCTACTCCTGCTTTGG 210

Ad05A16800 Aradu.A05 16800 p3 (ATT)5 15 88855577 88855591 CAGCACGATAAGAATGTGCAA GACCTGTCCCTGTCTATGCC 117

Ad05A16806 Aradu.A05 16806 p3 (GAA)5 15 88870621 88870635 AAAAGGTGAAACAGAGCGGA AGTTTACGGCACTGCAGGTT 180

Ad05A16811 Aradu.A05 16811 p2 (AT)6 12 88873519 88873530 TCTACAGGCGTCTAATTGGCT TGTTGGGTTCAAATTTTTGCT 183

Ad05A16814 Aradu.A05 16814 p2 (CT)6 12 88895900 88895911 AAGATCAAATTGGATGCCCA AGAATGAGAGAGAAGAATATTCAAAAA 217

Ad05A16818 Aradu.A05 16818 p3 (CAA)5 15 88941811 88941825 AAAGGGCAACTGCTGAGAAA GTGTAGCACAAACCCCATCC 238

Ad05A16819 Aradu.A05 16819 p2 (TG)6 12 88957613 88957624 CTTGTCTCCTTGGACCTTGG AAGCCCTTTCCAAGCTTTTC 173

Ad05A16821 Aradu.A05 16821 p3 (TCT)5 15 88985258 88985272 TCCTTGACGGAATTCTCCAC TTTCATGCAACCCTTCATCA 278

Ad05A16824 Aradu.A05 16824 p3 (ATT)5 15 89001568 89001582 TGTTGCTGCATAGTGTTGGA ACCATCATGGCATGTTCATC 198

Ad05A16835 Aradu.A05 16835 p2 (AC)7 14 89010828 89010841 TGTTAGGGAGAAAATTTGATTGG ATCATGGGGTGCACTTCTTC 194

Ad05A16836 Aradu.A05 16836 c (TGT)5tgctgccatgccatgtgtatccatatcatagttccattttcaaagggtcaatataacaatcaagatttcaaaacacacttctcaatcataatgttca(AC)6124 89011034 89011157 GAAGAAGTGCACCCCATGAT TGCTTGCTAAAACACAAGCATT 271

Ad05A16838 Aradu.A05 16838 p2 (AG)6 12 89011825 89011836 GCATCATGCTAAGGGATAATAAAAA AGCAGTATTTCATCAACAACTATTTC 273

Ad05A16839 Aradu.A05 16839 c (TGA)5(TGT)5 30 89012100 89012129 GATGTGTGGTGAAGTGGTGG GGAGAGGCTTCAACAGCAAG 179

Ad05A16840 Aradu.A05 16840 p2 (AT)6 12 89012514 89012525 GATCACACGCCATGTCCATA AAGGGGGTTAAGGTAGGTGC 130

Ad05A16841 Aradu.A05 16841 p3 (AAT)6 18 89013870 89013887 TGGAAGTTTCTCAGGATGGG TTTCTCTACTCCTTCTTTTGCTTTC 265

Ad05A16842 Aradu.A05 16842 c (AT)8aataaattgcagttatagagagagggagagaggaaccaacctaccttagtagttgttagaagaagcagcagttcaagtcgctgtctc(TG)6agaaagaga(GT)6gagagagagat(GA)12171 89014523 89014693 TTGAGAATTATAACCATTCAGATCAA GGGGTTAGATTTTCTTGAGTGC 252

Ad05A16844 Aradu.A05 16844 p3 (AAG)7 21 89015634 89015654 GAAAAAGGAGAAGGAAGCACA CAAGGGTCTCTCAAAAGAAAGG 237

Ad05A16845 Aradu.A05 16845 p2 (AG)7 14 89017154 89017167 TGGATGGAGTGCTGAAAATG TTGTTTATCAAGCAACCCCC 122

Ad05A16850 Aradu.A05 16850 c (A)12(GA)6 24 89022420 89022443 GGGGCAAGGGATTTGTAGAT TATGAGTTGGGGATGGGAAA 229

Ad05A16854 Aradu.A05 16854 c (AT)18c(TG)8 53 89055752 89055804 GAAGCGAAGTGGTTACTGGG ATTGGCCGGAGAACATACAC 227

Ad05A16855 Aradu.A05 16855 p3 (TTA)5 15 89061646 89061660 TGCTTTTCTCACGTTGAATGA ATCTGCTGTTTCCCTCGGTA 279

Ad05A16856 Aradu.A05 16856 p3 (AAG)7 21 89077664 89077684 TGCCGGAAGAACTACCTACG GAAGTGAATCGTCGGAGAGC 241

Ad05A16858 Aradu.A05 16858 p3 (ATA)6 18 89092534 89092551 TTATTTGTTTGGGCCTTTGG ACGTACGCCTCCATTATTGC 221

Ad05A16859 Aradu.A05 16859 p3 (ATT)11 33 89092756 89092788 GAGGCGTACGTTCACATCAA AAGGGTGAGGGGAACTAAACA 278

Ad05A16860 Aradu.A05 16860 p2 (TC)14 28 89093097 89093124 GCCACCGTTATGTTCTGACA AAGGTTGCTTGCAGCATTG 263

Ad05A16863 Aradu.A05 16863 p3 (ATA)6 18 89106337 89106354 ATCCGGATTGGTTGCATAAG TCTAGAATCTCAATTATTTGTGCCA 275

Ad05A16864 Aradu.A05 16864 p3 (ATT)15 45 89110337 89110381 CAAACTTGCACTATCCGCAA TGCATTTTAAATTTCAAGTATGATGTC 255

Ad05A16865 Aradu.A05 16865 p2 (AC)8 16 89116213 89116228 GAGATGGTTCATGTAACACCCTA TTTTGATTTTGACCCAAGACG 221

Ad05A16868 Aradu.A05 16868 p2 (GT)6 12 89126207 89126218 TGTCTGTTTGACCAACCCTG CCAACTCTGGAAAACTCCCC 262

Ad05A16870 Aradu.A05 16870 p3 (TTA)10 30 89129858 89129887 AATCACTTTCAAGGGGCATC CTGAATGCAATGTTGAACGG 237

Ad05A16872 Aradu.A05 16872 p2 (AT)6 12 89133241 89133252 ATTGGGGAAAAAGGATTTGC CTTCACCAACAATCCGAGGT 197

Ad05A16875 Aradu.A05 16875 p2 (TA)11 22 89137056 89137077 CCTACCCCATTGACATCCCT CATCATGAACTCTGCATGTGAA 231
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Ad05A16878 Aradu.A05 16878 p2 (TC)6 12 89137913 89137924 CCACGAAAGTTAAAAACGTTGA GGAAGGAGTTGGCAGAGTTG 257

Ad05A16879 Aradu.A05 16879 c (TTG)15gtttatgtgaagaagatgataatggaggcata(GTG)592 89138488 89138579 GGTTACGCAGAGGAGCAGAG AGTTCAAAAGCACCACCACC 273

Ad05A16880 Aradu.A05 16880 p2 (TA)8 16 89143861 89143876 TGAAGGCACCGTAGCTTGTA TGCGTGCGTCAGTTATTTGT 234

Ad05A16884 Aradu.A05 16884 c* (T)11(TA)6* 22 89155625 89155646 GCTGCGTGTCTTTACGTTGA TGCCGGAGCTATTAAGGAGA 195

Ad05A16885 Aradu.A05 16885 p3 (TAA)7 21 89156378 89156398 GCATTGCTCATATTCTAATTCAACTT TTGAAAACATAATGCCAATTTTT 217

Ad05A16891 Aradu.A05 16891 c (A)11ca(AAG)6aggaagag(GAA)5gaggaagaggaaaaacttgatttcagaaatcatgaaaat(A)11104 89166297 89166400 ACACCCAAAATTCGTTGCAT TGCTAACGGGCCTTTTAATG 269

Ad05A16895 Aradu.A05 16895 p3 (TAA)8 24 89179086 89179109 GAAGGCACTTTGGTGTTGGT GAGACAATGAGACAAGGACCG 122

Ad05A16902 Aradu.A05 16902 p3 (ATT)6 18 89190169 89190186 AAGACCTAACCAAATCAAATCAAGA TCATTCTCCACCCAAAGAGC 259

Ad05A16903 Aradu.A05 16903 p2 (GA)6 12 89191884 89191895 GTTGCAGGGGAGATAGTGGA AAATATTGGGTTTGGGCCTC 153

Ad05A16906 Aradu.A05 16906 p3 (TCT)48 144 89199896 89200039 TTGAAGGCCTTTTGCATTTC TTCTTGTGCCTTATTCCCCA 240

Ad05A16907 Aradu.A05 16907 p3 (CAT)5 15 89200254 89200268 TGGGGAATAAGGCACAAGAA GGTCCATCTTTTGAATGTGATG 244

Ad05A16908 Aradu.A05 16908 p3 (ATA)5 15 89200781 89200795 TTTGATGAAATGTGGCAGGA GACCCTCTTGTGGATGGAGA 252

Ad05A16914 Aradu.A05 16914 p3 (ATT)5 15 89223574 89223588 TCTATATTAGTCAAAGCGTGTGAAA CATGGCAATAGATAGTAACCATTCA 208

Ad05A16915 Aradu.A05 16915 p4 (ATAG)7 28 89223804 89223831 TGAATGGTTACTATCTATTGCCATGT GGGCATGGCTCTCACTCTTA 246

Ad05A16916 Aradu.A05 16916 p2 (AC)6 12 89223960 89223971 TAAGAGTGAGAGCCATGCCC GATGCTGTGAGAGTGGCAAA 213

Ad05A16917 Aradu.A05 16917 p2 (TA)14 28 89224382 89224409 GGGAGAAATGCATGTTTGGT ACAAAGGCCAGGTGAACATT 237

Ad05A16919 Aradu.A05 16919 p2 (AC)19 38 89233012 89233049 GAAACCAACAGCAGGGGATA ACCCTAAACCCCTAAACCCC 255

Ad05A16923 Aradu.A05 16923 p2 (GA)6 12 89241396 89241407 GAGTGTCATGTGACATATTTTGATTG TTCTCTCCTCTTTTCTCTCCTTTT 211

Ad05A16924 Aradu.A05 16924 p2 (AT)6 12 89241519 89241530 TGACATATGACACATTTTGCG CACGCTTTTCTTCTTTATTTTTCTTC 218

Ad05A16926 Aradu.A05 16926 p2 (AT)9 18 89242971 89242988 AATTTGGTTCCTATTTCTATTCAGTT TTTGCAATGCTCCTCACAAG 245

Ad05A16930 Aradu.A05 16930 p2 (GA)16 32 89280942 89280973 AATCTTGCAAACTTGACCCG GCGATTTTTGCTCCATGAAT 226

Ad05A16935 Aradu.A05 16935 p3 (TTA)13 39 89290917 89290955 AATCTTTGATGTATCCGCCG GGTCACGGGTGCTTCTTCTA 273

Ad05A16938 Aradu.A05 16938 c (A)10tacaataaaggtttatatatactaggtcagaataccatgagttttgcta(T)1069 89295149 89295217 TGAGTTGGTCGAGTGGTCAG GATCCAAAAAGGCGTGTAGG 260

Ad05A16939 Aradu.A05 16939 c (A)18cctaaaaacggagggtccgttttgttttaaaggaaaaattaaaaaaaacacaaatggaaaacggagggtccgttttcagtttttt(A)18121 89301484 89301604 TGTGCTGATTACCTTGCTCG TACGCTTGTGGATCCCTTTT 257

Ad05A16942 Aradu.A05 16942 p3 (GTG)5 15 89306732 89306746 TGTTTGTTGAGATTATTGATGCTG CGGGATAAAAGGTCAGGGAC 265

Ad05A16944 Aradu.A05 16944 p3 (GAA)5 15 89317868 89317882 GTGGCTCTCCCCATTGTAAA GGCAAGAGGCCTAAATTGTG 161

Ad05A16947 Aradu.A05 16947 p3 (AAG)5 15 89319287 89319301 CTTGCCACTCTTCCACCAAT AGGGTTTCACGAGTGGTGTC 183

Ad05A16951 Aradu.A05 16951 c (T)11cagaaatggcaaagacaaacgctcaagaatcttttcagagggtccaggaggctaaagctaagtctcgcgctcggtctggtggtgccagggttatct(CTC)6125 89327163 89327287 AATTTCTCCAAGGGTCTCCG ATGGGATTGGAAAGAGTCCC 269

Ad05A16952 Aradu.A05 16952 p3 (AAT)6 18 89334938 89334955 AACTATGTGTGGCATGTGGC GGGCAGTGATCTGATAGACCC 274

Ad05A16953 Aradu.A05 16953 p3 (AAT)16 48 89338153 89338200 CCACTTCGATGTTAAGCTTTTTC TCCATACAAAAGGAATGAAGGTG 280

Ad05A16954 Aradu.A05 16954 p2 (TA)8 16 89343590 89343605 TTGGATTCTCTCCTCTCATGC TGGCTCTTTGCATTGTTTACC 192

Ad05A16960 Aradu.A05 16960 c (TAT)7ccacatttaatttataaaacaaattgaattaatacactagtggataataaaatagctatctttttagtagtcccatttttgaagagccaatcatag(T)13130 89349777 89349906 TTCATGATCTTTTGATTTTAGCC CTTCCCCATCCATCATTCAT 266

Ad05A16962 Aradu.A05 16962 c (T)12gg(A)10 24 89351971 89351994 TGATTTTAATAGTGGTTGAAGTGAAAA GCCAAGTACACAACGAAAAGC 237

Ad05A16963 Aradu.A05 16963 p3 (AAT)12 36 89352386 89352421 CTTTCAAACAGTTAGCGGCA AAACACCTTTACCACGCACC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A16966 Aradu.A05 16966 c (AT)7ac(AT)11 38 89371513 89371550 CCCAAAGGCATCCATTTTTA CATTGCATCAAACAATGCCT 270

Ad05A16974 Aradu.A05 16974 p4 (TTAT)5 20 89380221 89380240 CCAAAGGGACAGGGTTGATA GGTTGAATTGACGTGGCTTT 278

Ad05A16977 Aradu.A05 16977 p2 (AT)8 16 89382778 89382793 TGCTAGCATATATGTGGCCCT TTGCTGCTGCAAAAGGAAAT 260

Ad05A16978 Aradu.A05 16978 p2 (AT)12 24 89383975 89383998 GGATTCACGTTAAAAATGCACA TCGTGAGCTGAGCTTAAACTTG 266

Ad05A16988 Aradu.A05 16988 c (A)10ttttataaatgatggttaattaagtggagaaggatcattattaaaagtgatgttacaag(A)1079 89445478 89445556 AAAAACACCGCCAATCCTAA TTTTGTGCGACACGATTTTT 279

Ad05A16989 Aradu.A05 16989 p3 (ATC)5 15 89445984 89445998 TCAATGCCATCCAGAAATCC GGTCGTGTTCTGTGTTTTGTG 258

Ad05A16990 Aradu.A05 16990 c (A)11gataaagagcaaatttaatgtttactcaattataagaaacatttttttaatactatatagaagttattgttaac(T)1095 89446945 89447039 ACCCCCATAATTCTAATTTCAGT AAACTCTTGTTTTTCTTTTGCTG 280

Ad05A16994 Aradu.A05 16994 p2 (AT)6 12 89474748 89474759 GCCTCTCACGAGCTCTGTTC ATTTGGGGGTCATTTTCTCC 187

Ad05A16995 Aradu.A05 16995 p2 (TA)11 22 89476614 89476635 AGACTCTTGCATTAAAATAATTAGCTC CCCATGCATGTATAAATAGGGG 271

Ad05A16998 Aradu.A05 16998 c (A)10ttttgagaagctgtaatttatattttttttaaaaa(T)1156 89496494 89496549 TTTTATCGTGTTTGGTAAATTTTTAGT TGTTTGGATATCTCATGTAAAAAGA 220

Ad05A16999 Aradu.A05 16999 p3 (TAC)5 15 89496892 89496906 TCCCTTTTCTAGAATTTCACCG CGTCGCCATCTTTATATTGGA 199

Ad05A17000 Aradu.A05 17000 p2 (GC)6 12 89512642 89512653 GCAAAGATTGGATCAAGGGA AGTGGGCCACAGACAGAATC 271

Ad05A17002 Aradu.A05 17002 p2 (TA)6 12 89519533 89519544 AACCATGGATAACCGCAAAG GATGGCTTGAATGATTGAATTG 262

Ad05A17004 Aradu.A05 17004 c (T)10gaactttaaaac(A)1032 89530807 89530838 TTACCGCTGCTAAAAAGGGA TCCTTTTAAAGTTTTTCAAACAGACA 200

Ad05A17008 Aradu.A05 17008 p2 (GC)6 12 89542409 89542420 CCTGTTTGCCATCCCTAAGA GGCGGGTTAGGGTTTAACAT 208

Ad05A17009 Aradu.A05 17009 p2 (AT)8 16 89542922 89542937 GGTTCGGGTAGTATTGCCAC AAAGCAAAAAGGTGAGGGAA 201

Ad05A17010 Aradu.A05 17010 p3 (GAG)7 21 89546873 89546893 GTTTGGTTGAGATTGGCGTT ACCCTCACGTGACCAATTTC 261

Ad05A17016 Aradu.A05 17016 p2 (TA)6 12 89578346 89578357 AATGGGCACCTGAAGTTTCTT GTTTCGATTGGTGGCTTGTT 191

Ad05A17020 Aradu.A05 17020 c (A)10gaatttaaaaaatt(A)1034 89587780 89587813 CACCCTATGGCATTGTTTGG TGAGAAGAAAATTAATGAAAAATATGC 255

Ad05A17022 Aradu.A05 17022 c (T)11cttcttttttcccctcctgtttaga(T)1046 89597166 89597211 ATGAAGAAGGACCTGATGCG AAATGAGCCAGATTTGGGAA 278

Ad05A17024 Aradu.A05 17024 p2 (CT)24 48 89600751 89600798 TGCCTCTCTCCTGGTTCTGT TTCCAACTGACACTAGTGGGG 227

Ad05A17029 Aradu.A05 17029 p2 (AT)8 16 89611860 89611875 TTGCACTAAAATACATCATAAATAGGC TTTGATATCTTGGCACTAAAATACACT 151

Ad05A17032 Aradu.A05 17032 p4 (TTAT)5 20 89617449 89617468 TTTCTTTCAATTCTCCCATTTGA AAATATGCATCGCTGACGTG 258

Ad05A17033 Aradu.A05 17033 p2 (TA)6 12 89628171 89628182 AAAAATTTTCGTGTGTAAATATGAATC TATTTTATGACCGCTCGGGA 260

Ad05A17034 Aradu.A05 17034 c (A)10g(A)10 21 89640452 89640472 ATCCTCTTTTGTGTTTGGCG TCGAGGTTAGGGGTAATGACA 250

Ad05A17040 Aradu.A05 17040 c (T)17aatggtcaagcatatcttc(T)1147 89647556 89647602 TTGATGCGTGGTTATCGTGT GCATCAATCTTTCCGCATCT 196

Ad05A17041 Aradu.A05 17041 p3 (GAG)6 18 89657648 89657665 TGAATCCCCAAAAGATGAGC GAGGCCAAGAAGAGGTCTCA 214

Ad05A17051 Aradu.A05 17051 p2 (TA)8 16 89681808 89681823 GGGACAGATATGGGGACGAT CAAGAGGCTGAGGTTTGAGG 258

Ad05A17059 Aradu.A05 17059 c (T)12aattgtgtcaatagtcattgtatagagagtagagacaataataaccacttatttgggg(T)1080 89701929 89702008 CTTCTTTCACGCTACCCAGC TGGAATCATTGGGTCAATTT 238

Ad05A17060 Aradu.A05 17060 p3 (TAA)7 21 89702140 89702160 CACGCTACCCAGCTTTTCAG GCTGGTTTCTCTAAGTGGCG 280

Ad05A17065 Aradu.A05 17065 p3 (GGT)5 15 89742601 89742615 GATTTTTGGGTGACGGAAGA GCGTCATTGATTTCATCACCT 276

Ad05A17066 Aradu.A05 17066 p3 (TCA)5 15 89745073 89745087 CCATCCTCCTCATCTTCTGC TCTTGTTAAAAGAGTGAAACAAGAAAA 130

Ad05A17068 Aradu.A05 17068 p3 (TTC)5 15 89745587 89745601 CCAACACCACCTCCTCATCT GAACCACACCTCAGCCACTT 163

Ad05A17069 Aradu.A05 17069 c (CTT)5tt(TCA)6 35 89745975 89746009 TTCTTCCTCAGCTTTTCCTCA TTGAACGAATGTAAGTTCATCCT 233
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Ad05A17070 Aradu.A05 17070 p3 (GAG)5 15 89746588 89746602 GAAAAAGGAGGAGAAACGCA TCACCCATACGAGCGTGTTA 122

Ad05A17072 Aradu.A05 17072 p3 (CAA)6 18 89748106 89748123 TGGCATGTCCACAAACATTC CAGCATCACTGCTAGTCCCA 278

Ad05A17079 Aradu.A05 17079 p3 (CTC)6 18 89777892 89777909 AGGCTAAAGCTAAGTCCCGC CCAGACTCTAGGAGCTTGCG 181

Ad05A17082 Aradu.A05 17082 p2 (AT)6 12 89794295 89794306 GCCGCGACTAATTCACAGAG GCCTTTACGAATACGAACCG 254

Ad05A17083 Aradu.A05 17083 p3 (ATT)5 15 89796902 89796916 TGTAAATCATTGTTGCAGATTTTT CCAACCACAATCAATTATCACC 280

Ad05A17084 Aradu.A05 17084 p3 (ATA)5 15 89797740 89797754 CCTATTGAGCCGCTGATGTT AAAAATTTCCATCCATTTTAAACAGT 249

Ad05A17097 Aradu.A05 17097 p5 (AATAA)6 30 89824453 89824482 ATGCATACGCACACATGGTC CACACACTCGCAAAATCTGG 157

Ad05A17098 Aradu.A05 17098 p5 (AAAAT)5 25 89828859 89828883 TTTGAATCAAGGGATGTTGATG TCCGACCTCCCTAGTCATTG 176

Ad05A17102 Aradu.A05 17102 c* (TAT)11(TTAC)7*60 89856889 89856948 TGCACTTCAGCAATCACAAA GCAGATGTGACAAACGCACT 275

Ad05A17105 Aradu.A05 17105 p2 (TA)8 16 89867473 89867488 CCAAGGTAGCTCCAACAAGC AACACATTTGTACACCAATTTCTCA 158

Ad05A17106 Aradu.A05 17106 c (A)11ttatatctcaatatttttttggtctaatctca(AT)1369 89868677 89868745 TGGTAGGGTGGAATTGGCTA TGGTAATTGATTCTGTCGTTTTT 212

Ad05A17107 Aradu.A05 17107 p3 (CTT)9 27 89869207 89869233 GCTATTGAGAAGCTGCCACC TTCTGCGCTTGAAAGTCTGA 176

Ad05A17109 Aradu.A05 17109 c (A)11gttatatctcaaca(T)1035 89872185 89872219 TTGGTAGGGTGAAATTGGCT TTCTCCTTTTATTTCATGTCTCCA 280

Ad05A17112 Aradu.A05 17112 p3 (AAT)5 15 89878844 89878858 CCTAATTCCCAATGACAAGGG TGGCCTGCACTTAATCACCT 250

Ad05A17113 Aradu.A05 17113 p3 (GAA)8 24 89881711 89881734 TGCAGATGCGCTCTAGAAGA TCTTCGGTGTCCTCACTCCT 182

Ad05A17116 Aradu.A05 17116 c (T)11atagatttattgttctctggattaaggggataattgttgttgtttataaatttttgttgctggttgttttggag(GT)9103 89883519 89883621 TGACTCTGCTGCTGGTGTTT GCAGCAGCCTTACACCAATA 260

Ad05A17117 Aradu.A05 17117 p2 (TA)10 20 89888998 89889017 TGCCTAGGGCACAATACCTC GGAGACAATGGTGGTGGTTT 247

Ad05A17118 Aradu.A05 17118 p2 (AG)6 12 89894709 89894720 TGCATCCTGATCCATTCAAA GGCTGAGGCCTTTAAACACA 178

Ad05A17119 Aradu.A05 17119 p3 (AAT)5 15 89898405 89898419 TGCACTATTCGCAAGGCATA TCAAGCATCTTTGAAAAGGGA 269

Ad05A17120 Aradu.A05 17120 p2 (AG)6 12 89899464 89899475 TCGTTAAAGCTTCGTGCTGA GGCTGAGGCCTTTAAACACA 171

Ad05A17124 Aradu.A05 17124 p3 (AAG)5 15 89912923 89912937 CTCCACAGTGGTGTTGATGG TGCTTCCATTCAACATTTCAAC 266

Ad05A17126 Aradu.A05 17126 p3 (GAC)5 15 89916417 89916431 GCTTCTGGTTAAACAACGGG GTCTGGCACGTAAAATGCAA 246

Ad05A17127 Aradu.A05 17127 c (AT)8gagagatatatatattatagaaagagagagatatcattcaataa(AG)672 89930271 89930342 TTTGATCAGAGTCTCGTGCTG GAGAACCTCTATTGATGTTATACAAGC 279

Ad05A17131 Aradu.A05 17131 c (TCTT)5ttttaagggtaaattaaagtattgagctttccaaatgtgcaggtgtccatagatacaagtgtg(TA)899 89934254 89934352 AATTAAACCCTTTAGGATACCGTT TGGTAATGGGATAAAATAATGGA 249

Ad05A17134 Aradu.A05 17134 p2 (AT)8 16 89937467 89937482 ACGTATAGGAGGCGGGTGTA CACTCACAACACACAAATTCTCC 277

Ad05A17139 Aradu.A05 17139 p3 (AAT)7 21 89951776 89951796 TTTTCAGCCATAATTAACCAAAA TGTATATTATCATTACCGTCCATTCTT 249

Ad05A17140 Aradu.A05 17140 p2 (AT)12 24 89953465 89953488 CACATGGAGCAAAAGGATCA TTGTGAAATGAACAAGAACTGGA 238

Ad05A17145 Aradu.A05 17145 p3 (ATT)13 39 89958110 89958148 AAATGATATCAAGTGTCAAACCTCA CCATCCTATCAATCCAATAATGA 191

Ad05A17149 Aradu.A05 17149 p3 (TAA)5 15 89963857 89963871 AAAACCAACCACCATGTATTTGT CGGGGGATAATTTTGGTTTT 228

Ad05A17151 Aradu.A05 17151 c (T)10ataaagatgctaatacttggtgtttggaatgtgcttcaaatggaaattgtacaacatcaacaacacttgttttatctttaaagtgtattat(ACA)8125 89967803 89967927 TAGCGTGGGAATGGGACTAC TCGTTTGATTCATGTAGCCG 260

Ad05A17154 Aradu.A05 17154 c (AC)7(AG)16 46 89981719 89981764 AGAGGAGACGAAGAGGAGGC GTCCTAGGAAGCTGTGTCGC 199

Ad05A17155 Aradu.A05 17155 p3 (CCG)6 18 89987238 89987255 CAGCAATTCTCAACAAGGCA TAGCAAGGTGAAGAAGGCGT 176

Ad05A17156 Aradu.A05 17156 p5 (ATTTT)6 30 89991857 89991886 TGTTATATGTTTGAGTGATGCCC CGAAGGGAATTGAGAAAGAGAA 278

Ad05A17157 Aradu.A05 17157 p2 (TA)12 24 89992587 89992610 AAAATGTGTCTCCGTTTAGTGTCTC GAATTATCAAAACGTGGCCG 186
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Ad05A17160 Aradu.A05 17160 p3 (CAG)5 15 90032206 90032220 GAAGGGATTCATCTTGCTGC GACACGGAGAGAGGAGGGTT 250

Ad05A17166 Aradu.A05 17166 c (ACA)5tattccaaccatatccacaactaaatatatccaaaatacgcatc(AT)671 90049193 90049263 CGGACAGAACCTCCTCTGTT GGATCCTCGTGTGGGTTATG 264

Ad05A17170 Aradu.A05 17170 p3 (ATG)6 18 90061123 90061140 TTGCTTGCCTGTATTGCTTG GCGTCTACCCAGGAAGATCA 163

Ad05A17171 Aradu.A05 17171 p3 (ATC)5 15 90071090 90071104 TGCTACAAAATGGTCCCAAA CTGCTCCTCGCCAGTTTCTA 246

Ad05A17173 Aradu.A05 17173 p2 (AT)11 22 90087228 90087249 TGTTTTGCCATTTCATATTTTCA AGTTTCCGAATGAAGCCAAA 209

Ad05A17179 Aradu.A05 17179 p3 (TTA)7 21 90150923 90150943 TCATGCAGTTGACACCAAACT ATGTTGAATCTTGGCTGGCT 269

Ad05A17181 Aradu.A05 17181 p2 (AG)22 44 90165619 90165662 TGGCAGCATATTCAAACCTG TTCAACAAGATTGTGCGCTT 238

Ad05A17182 Aradu.A05 17182 p3 (GAA)5 15 90167931 90167945 TTGACCAGCCATACACCTGA ACGCTGTGAAGAAGGGAAAA 174

Ad05A17183 Aradu.A05 17183 p2 (AT)10 20 90170530 90170549 TGAAGTGAATAGTTGTGCTTGAATC TTTTTCTGCGGTTGGATCAT 184

Ad05A17184 Aradu.A05 17184 c (TTA)6ctata(ATT)847 90172358 90172404 CGGATAATTGAAATAGTTTATATACGG TGATAATTGCACTGGTCGTG 252

Ad05A17185 Aradu.A05 17185 p3 (ATT)5 15 90172580 90172594 TGATTAACACGACCAGTGCAA CGATCCCTCGTGATTCTGTT 278

Ad05A17186 Aradu.A05 17186 p2 (GA)7 14 90174271 90174284 CACTAACAAATCGAGCAGCG AGCACCATCACTATCCCACC 260

Ad05A17187 Aradu.A05 17187 p2 (TA)6 12 90177503 90177514 CGGTGGTTGTAGGGACTAGC TTTGATTGGGTGCATTATGA 277

Ad05A17190 Aradu.A05 17190 p2 (AT)10 20 90180588 90180607 CCGGCTAATTTAATCAACGGTA TGGTTTGAGTTTGCTGCATT 244

Ad05A17192 Aradu.A05 17192 p3 (AGA)5 15 90195244 90195258 TCTTGTTTTGTGCGATCCAT GGGTCCAACAATGCACCTAC 209

Ad05A17194 Aradu.A05 17194 p2 (AT)7 14 90198771 90198784 TGCACGTACTCTCTTTAATCAACT TGGCTCATGTGTGTACATTTATTTT 234

Ad05A17195 Aradu.A05 17195 p3 (TTC)5 15 90204811 90204825 CAAATGGTTAGGGATCGGAA AAATTTTGAATCCGCTGGTG 280

Ad05A17197 Aradu.A05 17197 p3 (AAT)9 27 90219454 90219480 AAATGCAAGGTGTATGTTGGC AACGGCATCTGTATGTCACG 226

Ad05A17198 Aradu.A05 17198 c (AT)6(A)13 25 90219939 90219963 TTGGTAGGTCATCCCTCTCG AATCCCTGGGCACCTTTAGT 200

Ad05A17200 Aradu.A05 17200 p2 (TA)6 12 90223139 90223150 AACATTCGATATATCTTCACATTGTTT TGGCTAATTCACTCCAGCCT 196

Ad05A17201 Aradu.A05 17201 p2 (GA)6 12 90223639 90223650 TCAAGAATTGCAATGTGTTATGAA GGCCAGTCCAACTGAACAAT 250

Ad05A17204 Aradu.A05 17204 c (AC)6aaaa(AAT)6 34 90241363 90241396 TTCCTTGCCTTGGATATGGA AAAACATGCTCGCCAAGTCT 202

Ad05A17210 Aradu.A05 17210 c (A)10gttttagggtgttttt(A)1137 90255293 90255329 GGCAGAAGAGACAATCGGAG CCTTAATGTTTTCAATTTGCATCA 214

Ad05A17212 Aradu.A05 17212 p2 (TA)10 20 90256340 90256359 CGTTCTCTTACCATTGAGACG CCGCGCCGTAAGAGTAATAA 255

Ad05A17213 Aradu.A05 17213 c (CT)6aataa(T)10 27 90256913 90256939 TGTTAGTTAATATTGCACGCCA AAAATTTAAAGTTGATTCCTTGTTAGA 217

Ad05A17217 Aradu.A05 17217 p2 (AG)9 18 90261474 90261491 CGAATAAAATGTGCCTCCAA GCACACTCACTCACGCCTAC 204

Ad05A17230 Aradu.A05 17230 p2 (TA)9 18 90288697 90288714 CCTTTCGATATCGCATGATTG CTCAAAGTGAGTCAGTTCAATGG 229

Ad05A17231 Aradu.A05 17231 p3 (AAT)6 18 90290447 90290464 GAGAGTGAAGATGGCATTTGAA TGCTTTGCTCATCACCATTC 176

Ad05A17233 Aradu.A05 17233 p2 (AT)6 12 90293105 90293116 ATCGCAGCAAAAGAATTGGT GAAGAATTTCAGGCATTCCAA 274

Ad05A17234 Aradu.A05 17234 c (A)10gagagagaggaggg(A)1135 90294053 90294087 CAACGGCAAAGAAAAGCAAT TTTGCTAGTTGCTTTGATAGGG 265

Ad05A17235 Aradu.A05 17235 p2 (TA)6 12 90294264 90294275 CAAAGCAACTAGCAAATAGCCA GTGGGGATTTGAATGGAAGA 195

Ad05A17236 Aradu.A05 17236 p2 (AT)7 14 90294681 90294694 TTGCAATGACCAAAGGAAAA ACCTTAAACATGGGGCTTCC 270

Ad05A17237 Aradu.A05 17237 p3 (CAT)5 15 90295102 90295116 ATATCATGCAAGCCCGTCTG CGGTCAAAGTTTGGGTCAAT 116

Ad05A17238 Aradu.A05 17238 c (A)12gaaaaaagaaaaagatgatgagactgcaataacattattagtgttgccagagagaacattgaagggaagaagaaa(AAG)5102 90295635 90295736 AAAACACAATTCCACCAGAAAAA GCTGCTCGAGTCAGATTCTGTT 275
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Ad05A17239 Aradu.A05 17239 p3 (GTG)5 15 90296039 90296053 AGTTACCGTCAAACGGATCG TCCCCCTCCTCCTACTCCTA 221

Ad05A17240 Aradu.A05 17240 c (TTC)6ttagtgtttattgcggtgtgttattgttgt(TA)7(GA)7c(AG)893 90296584 90296676 TTCAGAGCTTGGTGTTCGTG CGGGTCCTCCCAAATAAAAT 278

Ad05A17241 Aradu.A05 17241 p2 (AG)7 14 90298819 90298832 AAGAGAAATTCGAACGCCAA TTTTTGAAAATCCCTTCCCTC 258

Ad05A17244 Aradu.A05 17244 p2 (TC)6 12 90300455 90300466 GAAACGCTGGGTTTTGGTTA GCGGCAGGAACAGAGTAGAG 253

Ad05A17245 Aradu.A05 17245 p2 (AT)8 16 90304073 90304088 TCAATGAACTTCAAAAAGGGAAA CGTTGGCTTCGCTATCCTTA 240

Ad05A17247 Aradu.A05 17247 p2 (GA)11 22 90312106 90312127 AAACACACACGCACGCTTAG CGGTCCCTCTCATCTCTGTC 240

Ad05A17250 Aradu.A05 17250 p2 (TA)6 12 90326497 90326508 GGAGTGGTGTCGTTTGAGGT GATAATGAAAAGCGTTGGGG 219

Ad05A17253 Aradu.A05 17253 p3 (AAG)5 15 90328122 90328136 TGCTATTACCAAAATTTTTATGCTG CCGTTGTCGTTGTTATCATCA 252

Ad05A17255 Aradu.A05 17255 p2 (AT)6 12 90332707 90332718 GAGGGTGTGCGTACGTGTAA GGGGTAGGACTTGCATTTGA 261

Ad05A17257 Aradu.A05 17257 p2 (AT)8 16 90338962 90338977 TCGCGAATACGAACCAAAAT GGGGTAGGACTTGCATTTGA 150

Ad05A17261 Aradu.A05 17261 p3 (TTA)6 18 90360370 90360387 TTTGAGTTTGACTCTGAATTTTGC AGTTTTCTCATCCCCTCCGT 270

Ad05A17270 Aradu.A05 17270 p3 (AAT)14 42 90394227 90394268 TCCGTTCCCTAGTAAGCCCT CACCTGCACATCCTGATGAC 207

Ad05A17275 Aradu.A05 17275 p3 (CCA)6 18 90402185 90402202 TCACATGCCCTTTTCTTCCT CGGTGGTAGTGGTAGCAGTG 101

Ad05A17277 Aradu.A05 17277 p2 (TA)7 14 90415903 90415916 AGCATGTGATGCAGTTATTTCC TTAGCATTAAAAATGATCAAATCAA 265

Ad05A17278 Aradu.A05 17278 p3 (TAA)25 75 90416890 90416964 CGGGTTCTATGCGAATTGTT TCATTATTTTATTGTCTTCATCCTTGA 235

Ad05A17280 Aradu.A05 17280 c (CTC)12(ATC)13(TTC)10105 90419102 90419206 TCCATCGAGGAATCACTCAAG GCGCTTGATTTTTAGCATGA 175

Ad05A17282 Aradu.A05 17282 p2 (TC)6 12 90428334 90428345 CGAAACAAAAAGTCAGAGACCT GGACCAAAATAGAATTACGCCA 264

Ad05A17285 Aradu.A05 17285 p2 (TA)7 14 90436883 90436896 CGAATAAGGTACGAATTTTGTAGATG TTTCAAAATAATCGCAGTGTCTT 259

Ad05A17289 Aradu.A05 17289 p2 (TC)8 16 90443764 90443779 TGCATAGCGAAAGAAACGTG GAGAAGAAGGGAAGTGCGTG 190

Ad05A17290 Aradu.A05 17290 p3 (CCG)5 15 90444245 90444259 TACTCTCGTGTTTGCATCGG TCGCCACTTTACAACCTTCC 262

Ad05A17292 Aradu.A05 17292 p2 (TC)6 12 90450295 90450306 TTCTCAGGAGGATCGCAAGT GAGGATCTCATTCCCAATGC 255

Ad05A17293 Aradu.A05 17293 p2 (CT)14 28 90454601 90454628 ACCACCTGAGATGCGATTTT CCGGATATGCTTTATGGTGC 210

Ad05A17294 Aradu.A05 17294 p2 (TC)6 12 90461724 90461735 CTCACCATATGGCCAACCAC GCGGCAAAACCAAACTTAAA 239

Ad05A17295 Aradu.A05 17295 p2 (TC)6 12 90466227 90466238 CTCACCATATGGCCAACCAC AAAATCTACAAGCGAAGCGG 255

Ad05A17296 Aradu.A05 17296 p3 (CAA)5 15 90473585 90473599 AACACGGGAACACGACAAAT CGGTTTCAGCAAGGAAGAAG 169

Ad05A17297 Aradu.A05 17297 p2 (TA)6 12 90474463 90474474 CAATCCAAGTTTAGCCGGAA TCCCATGTGCATTGCTTTTA 277

Ad05A17299 Aradu.A05 17299 p3 (AGA)6 18 90478628 90478645 CAAAGCTGCCTCATCCTTTC TGAGAGCAAAATTGGTGCAA 261

Ad05A17302 Aradu.A05 17302 c (AC)10(A)15 35 90482067 90482101 TGACATCCTTTTCGTGGTGA TCATTAAAACATCTTACAAGGCCA 276

Ad05A17304 Aradu.A05 17304 c (A)14tcaataacaagagggtgataaaattagaaaaagcagtttcacaaaaagaaagaaataaaatatagac(A)1091 90488871 90488961 TCCGCTTGATTTTAAAGAGATT TTGGTTCTTGGACGCTTTCT 275

Ad05A17305 Aradu.A05 17305 p3 (CTC)10 30 90493401 90493430 ATTTTGCAGATATGGCCAGG AATCACAATGGGCTGAGAGG 170

Ad05A17312 Aradu.A05 17312 c (A)11tctcatgcatgctatatttttcaatggattgctatacatgagtgtgtatatactacttttaactttctttttaattatgttttttca(T)13111 90528078 90528188 TGGACCTTATTCATTCAAGGTTT TTTTGGAAATCTTTTGGACGA 211

Ad05A17315 Aradu.A05 17315 p2 (TC)6 12 90554499 90554510 AAAGCATGATGTATCGCCTG TCAATGGGAATGGATCTTTTT 257

Ad05A17318 Aradu.A05 17318 p3 (GAA)5 15 90568351 90568365 ATAATGCAAGGCCTGAGGGT ACCATTGCAGCCAATTCTTC 235

Ad05A17321 Aradu.A05 17321 p2 (AG)10 20 90577761 90577780 GCAGGTTAATCGTCCAGCAT TATTTCCATACCCCAACCCA 255
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Ad05A17323 Aradu.A05 17323 p2 (TA)8 16 90578538 90578553 TGTTTTTCAGATGCAGGTCG TGAAGTCAAGACTGGTCGGA 267

Ad05A17328 Aradu.A05 17328 p2 (TA)6 12 90583457 90583468 GGATGCTGCTGCCATATGTA ACTAGGCTGCGTGCTCTCAT 268

Ad05A17329 Aradu.A05 17329 p2 (AT)7 14 90583737 90583750 CGAAAATTCAATCATTCGTATAAAA TCAGACATCAAATTGTGACATACA 249

Ad05A17330 Aradu.A05 17330 p4 (AATA)5 20 90584932 90584951 ACCGCCGTTGAAAGCTAAT CTGTTGGTCCCTAGCACTCC 267

Ad05A17331 Aradu.A05 17331 p3 (ATA)8 24 90585814 90585837 GTCCAACATGCCCAATCTCT TGGTATCATTTCTCCCTCGAA 278

Ad05A17333 Aradu.A05 17333 p3 (ATT)14 42 90589526 90589567 TTTTTAATCAATGTTGTTAGGACACA GAATTTTCATTGCGCCAACT 120

Ad05A17335 Aradu.A05 17335 c (CTT)7ttc(CTT)5 39 90595680 90595718 CCTATCAGGAACATCTTGGGA GGAAGAGGAGGAAGAGGAGG 253

Ad05A17339 Aradu.A05 17339 c (T)11attgttaaaagctacttgaatctagatgctaggccttattttttagttcatgaaattgatcccc(A)1186 90605579 90605664 CCGTAGATTTTGTTCGGTTTG TGGGTAACTTGGACTAGCCTG 186

Ad05A17344 Aradu.A05 17344 c (ATG)5gcactgatgagtagtatggtgtttgcactcttggatcttcctgcatgttcatcataaaattattgccacaaaataatataatccaattaaatcaaatt(A)10123 90610098 90610220 TGGGTTGGAATCCATAGGAG CACCCTCCTCTTCATCATCA 259

Ad05A17345 Aradu.A05 17345 p3 (AAT)9 27 90610611 90610637 AAATCCCGGAAGAAGTGGTT GCTGGGGTTCTCATCATAGC 154

Ad05A17346 Aradu.A05 17346 p2 (TA)6 12 90611282 90611293 TTGTCCAGTGGAAGAGATTCAA AAAAGGAAAACGTATGTCTCCAA 197

Ad05A17351 Aradu.A05 17351 p2 (AT)6 12 90615552 90615563 TGTTCTGCCACTCTTTGGCT GCTTTGTCCCCTGCATCTT 276

Ad05A17356 Aradu.A05 17356 p3 (ATT)9 27 90630293 90630319 CAATTGGGCCTCCTTGTCTA GGTGGAAACTCAGATACAGTCG 271

Ad05A17357 Aradu.A05 17357 p2 (TA)9 18 90631260 90631277 TTGAGATCCCTTTGACCCAG AACAAACTCACCCAAGTCCG 133

Ad05A17358 Aradu.A05 17358 c (A)12g(A)10 23 90634306 90634328 CTTGACTCACGAAGCATCCA TTCACCGTTAAAGGAAATGACA 238

Ad05A17361 Aradu.A05 17361 p2 (TA)7 14 90657468 90657481 CGTTGGTTTAAATAATCAATGTGAA GGAAAAATCAACGCCATTAAA 280

Ad05A17362 Aradu.A05 17362 p3 (TTC)5 15 90665037 90665051 GCGCACACTCTTCTTCACCT GGAGGAAGACGTGGTAGTGG 173

Ad05A17363 Aradu.A05 17363 p3 (ATC)5 15 90665174 90665188 ACTACCACGTCTTCCTCCCC AAGAAGACAACGATGATGGTCA 107

Ad05A17364 Aradu.A05 17364 p3 (TCA)7 21 90666349 90666369 TTGAGAAACTTCTGACTCACGC TTTTTCTTTCTGATGATTTTGCAG 250

Ad05A17365 Aradu.A05 17365 p3 (AAT)19 57 90668537 90668593 GCGATGTCCAAATCATGAGA GAATTAGCCACGTATTGACAAAAA 216

Ad05A17366 Aradu.A05 17366 p2 (AT)6 12 90669392 90669403 CGTAATCCGTGCAATTGTTG GAGGTTACGAATTCGAGTCTCTCT 175

Ad05A17371 Aradu.A05 17371 p2 (GA)6 12 90688134 90688145 TTCTAAGCGAAGCGTCAACA AGTCGCACAATATTCAGGGC 271

Ad05A17375 Aradu.A05 17375 p2 (CT)6 12 90716373 90716384 CCAGATCTCCTTTTCCTCCC AAGAAGGAAGAGTTGGCCGT 180

Ad05A17379 Aradu.A05 17379 c (AT)7tgtgtatgtggatgtggtgtgtgtgaatgtgattaatactaaagactgcgaattatccaattcatggac(A)1093 90726077 90726169 GCAGCTGAATGAAATTTGGG CAATGGCAACAAACATTCCA 279

Ad05A17381 Aradu.A05 17381 p4 (TAGA)5 20 90728461 90728480 AAGGGCATGTGTGTTCAAGA AGCATGCTTTTTCGCATGTA 100

Ad05A17383 Aradu.A05 17383 c (A)10tgctactcttgcatatgaaacagtaacaatcttgtagagcatt(A)1063 90730908 90730970 AGCATTTAATTGGGCCAACA TTGGTGTATAAAGCTAATGCAATG 270

Ad05A17386 Aradu.A05 17386 p3 (TAT)6 18 90734621 90734638 TTTGATAGTTAAATACACATGAGCGA CCCTACTAAAGGAATGAAAACGG 272

Ad05A17388 Aradu.A05 17388 p3 (TAT)21 63 90740003 90740065 CGAATTGATCCCTTGATTCAC ATGGACACGCTGACACGTAA 264

Ad05A17393 Aradu.A05 17393 p2 (AT)6 12 90749239 90749250 AAAACTTCGTCAGTAAAATTAGCCA CGCAAGCAAATAAGAAAAGGA 213

Ad05A17394 Aradu.A05 17394 p2 (TC)21 42 90749737 90749778 GCATGCCATAAAGGAAAGGA TTTGGTGTTTGTTGGCTGAA 278

Ad05A17395 Aradu.A05 17395 c (TA)9ccggttttcagaacattgctctc(TA)1061 90750481 90750541 CCGTAAAAACATTCGGTTCG TTGTTGCCGTAGCAGAACTC 174

Ad05A17396 Aradu.A05 17396 p2 (TA)6 12 90751280 90751291 GCGGTCCACGCTCATAAGTA TGATGATCCCAAGACGGATT 276

Ad05A17402 Aradu.A05 17402 p2 (TA)8 16 90766138 90766153 CCAACAGCAGGCATGACTTA GGAAGCACGGAAAAAGAAGA 259

Ad05A17403 Aradu.A05 17403 p3 (CTT)5 15 90766539 90766553 TTCTCCTTCATCAAAATCACCA CTGCTGCTGCTTCTTCTCCT 232
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Ad05A17404 Aradu.A05 17404 p3 (CTT)5 15 90767148 90767162 TCGTTCGGGTGTATTTCTGA TTACAAGTTGGGCCTAACACA 220

Ad05A17407 Aradu.A05 17407 c (A)10gaaaggaaaaatttattttgttcctttctaagacgaa(T)1461 90770122 90770182 GGGGCAAGAACATCAAGAAA GAGCTTGTGGAAGAGGTGGA 269

Ad05A17408 Aradu.A05 17408 p3 (TTA)5 15 90770684 90770698 CATGGCAGGCCTAACAATTA CCTTTCAACCCAAAACTCCA 243

Ad05A17409 Aradu.A05 17409 c (CCA)5gatcgatcatctgaggtacccatattagtcaacattaattacaaagtatttg(T)1077 90771104 90771180 TCACAAGCTTCAGCAGCAAC AGCTCAATTCAATCAAGAATCC 280

Ad05A17411 Aradu.A05 17411 p4 (GTAT)6 24 90771789 90771812 TGGGGCAGTGAAGAAAGCTA GCCTGAAAGAAAATTCAAGGG 149

Ad05A17414 Aradu.A05 17414 c (AT)8(GT)6atatagcacgctgttaaaggttcactttac(T)1169 90773277 90773345 CAGTTTTCCCAAACAACTATGATG GTTGATGCCTTGTGTTCCCT 251

Ad05A17416 Aradu.A05 17416 p2 (AT)7 14 90775010 90775023 GTTGTGTTTGGTTCCGGTTT TGATGCCATGCATGTACAAA 193

Ad05A17419 Aradu.A05 17419 c (T)10aattctattgcgaatcacaaaatcttctctgtacataatccttaattataggttgtcaaagctttttgtc(T)10gttttttg(T)12110 90779252 90779361 AAACTGCCAATGTGTTGGGT AACAATGGTTCTTTTCCCCC 258

Ad05A17421 Aradu.A05 17421 p2 (GC)6 12 90792863 90792874 GCAAAGTGGAGAATGCATGA TGCTGGTTAGTTGTGCGAAG 234

Ad05A17423 Aradu.A05 17423 p2 (TA)10 20 90800572 90800591 TTTCCATAACCAAAGGCCAC TTCATTTTCAACTGTTAACGATTCT 180

Ad05A17428 Aradu.A05 17428 p4 (TATT)5 20 90828183 90828202 CCGAAAATCAACCTCCCTCT AAGGAGAAGAGAAAAATTCGAACA 246

Ad05A17429 Aradu.A05 17429 p3 (TCT)6 18 90831407 90831424 CCCATAAACCCCACCTACCT TGGCCTTAGGATATTGCTCG 278

Ad05A17432 Aradu.A05 17432 p2 (AT)6 12 90846493 90846504 TTGAATCACGCTTTTTCAATATAA TGGATTTCTATTTTTATTCGTTTTGA 278

Ad05A17436 Aradu.A05 17436 p2 (TA)9 18 90854882 90854899 TTCTTGCCTTTATTTTCCAAACTT AAGTATTTCCATTAAAAATATTGGCT 240

Ad05A17439 Aradu.A05 17439 p3 (TTA)5 15 90860500 90860514 TCCATCCAATATAATTTCACGGT AGTGCACATGCTAATGGTCG 134

Ad05A17441 Aradu.A05 17441 p2 (TA)7 14 90862447 90862460 CTTGTCAAATTTGGATGGGA CGTGTGCAATTAGTGTGCGT 249

Ad05A17442 Aradu.A05 17442 p3 (TAT)19 57 90862613 90862669 GCACACGGAAATAATTAGCCA CGGTGTACACATTAACGGTGA 231

Ad05A17445 Aradu.A05 17445 p2 (GT)7 14 90866312 90866325 GACCTCAAGGTGAAGGTTGC AACAGGCACCATAGGTCCAA 220

Ad05A17448 Aradu.A05 17448 c (T)10actatgtagtctttctcttaaatttttaa(T)1150 90875374 90875423 GACCAATCATCATCCAGTCTCA TTTGTTCAATAGGAAAGAATCGAG 269

Ad05A17450 Aradu.A05 17450 p3 (ATT)20 60 90878088 90878147 TGAGTTATCCATAAGGAGGTGAA TAACAACCCAAAACCTCCCA 267

Ad05A17453 Aradu.A05 17453 p2 (TA)6 12 90880573 90880584 CGAGTAAACCAACGAATTGTGA TGCAAAGAAAGCTTAACAGATTTT 247

Ad05A17454 Aradu.A05 17454 p6 (AATCAA)5 30 90882122 90882151 TGCTCATTTGCTACACCAGC AGTTCCACCACCTACCCAGA 168

Ad05A17457 Aradu.A05 17457 p2 (TA)6 12 90886118 90886129 TCATGTTCCCCATGATTGAA TGCCAATAATACGAGCATATCAA 254

Ad05A17458 Aradu.A05 17458 p2 (AG)6 12 90887032 90887043 ACCGGAATCCAAGAAAGAAT AGGTTCACAGAGAGGAACAACA 253

Ad05A17461 Aradu.A05 17461 p3 (TTA)6 18 90894196 90894213 TGAAAGGAGGAGAAGGACCA TGGAAGTTTCAAGCCATGTG 155

Ad05A17464 Aradu.A05 17464 p2 (AC)7 14 90907387 90907400 TGGCTTTTTCTGCTTGCTTT TTGATGTGGTGACAATGCTTC 265

Ad05A17465 Aradu.A05 17465 c (A)10taataaataaaataatttactgagtttttttt(A)1254 90910069 90910122 AACCACCATCACCATCGTCT AGGTGACGAAGAAGAAGGCA 208

Ad05A17468 Aradu.A05 17468 p2 (AT)6 12 90923636 90923647 AACGGGTTAAACCGAATGAA GTTTCACACAAGAATGGGGG 108

Ad05A17469 Aradu.A05 17469 p3 (TGA)5 15 90925502 90925516 GGGTATTGAATCAAGGGAGAGA CATTCTCATCCGCAATCTCAT 258

Ad05A17472 Aradu.A05 17472 c (T)12atattctagtttcttttccaccgaaggttgcaattttagatacttttgtagctacaag(T)1080 90929987 90930066 TCATTGTGGGGATCTGTGAA AGCAACAATTCTCACTGCCA 234

Ad05A17475 Aradu.A05 17475 p2 (AG)8 16 90936537 90936552 AAACCTCCATTAACGCATCG CTTCGATCGGAGCTCTCTGT 269

Ad05A17476 Aradu.A05 17476 c (ATA)5g(TAA)5 31 90942390 90942420 CCTTTGGCTTCGGTCAAATA CCGAATTTTTGAAAATCAAATG 278

Ad05A17477 Aradu.A05 17477 p2 (AT)8 16 90944965 90944980 TGCTCTAACTGGGTTTGCCT GAAATAAAAGCGCAACGCTC 263

Ad05A17479 Aradu.A05 17479 p2 (TC)8 16 90946922 90946937 TGAACTGAATTGAAACTGAACTGA ATGGGGAGAAAGAGAGAGGG 271
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Ad05A17480 Aradu.A05 17480 c (TC)14ttcctcttttctttctctctcatttgtttctctcctctccctc(CT)683 90947661 90947743 TCTCCCACTCCCATCCCA GGGAGAAAGAGAGGGAAAGG 133

Ad05A17481 Aradu.A05 17481 p2 (GA)9 18 90948053 90948070 TCTTCCCCTCTTTTCTCCAAA TCCCTCTCCCTCTTCCTCTC 268

Ad05A17482 Aradu.A05 17482 p2 (AG)6 12 90948186 90948197 TCTTCCCCTCTTTTCTCCAAA TCTCTCCTTCCCTCTCCCTC 276

Ad05A17483 Aradu.A05 17483 p2 (GA)55 110 90948353 90948462 AGGGGGAGAAAAGGGAGAGA CGCTCCCTCTCTCTCAACATA 254

Ad05A17484 Aradu.A05 17484 c (GA)6aagagggataaggggagagagagaatgagagaattgatagagagggagaaaagga(AG)1087 90948599 90948685 ATGTTGAGAGAGAGGGAGCG TCCCCTCTCTTTGTCTTCCT 218

Ad05A17485 Aradu.A05 17485 c (AG)9ggagaa(AG)738 90948904 90948941 GAGAAAGGAGAGGGAGAGAGG TGAACCAAACTGCTTTGTCAT 280

Ad05A17491 Aradu.A05 17491 p3 (AGA)5 15 90960431 90960445 GTTCCGTCCTGGATTCTTGA TCTGCTTCCACCTTCTTCCA 280

Ad05A17492 Aradu.A05 17492 p3 (GAA)6 18 90966848 90966865 CGCTAATGCCTGTTTCTTCC TTCTGCTTCCACCTTCTTCG 163

Ad05A17494 Aradu.A05 17494 p2 (GA)6 12 90971260 90971271 CACACAAAGGAGCGAGATCA GATGATTTTGTTGCACACGG 174

Ad05A17495 Aradu.A05 17495 p4 (AAAT)7 28 90978032 90978059 ATTTCTCCGCAGTCACCATC AAGTCCCCAATTACTTGCACA 276

Ad05A17497 Aradu.A05 17497 p2 (TG)7 14 90980108 90980121 AGAAAAAGCAAGACGGGGAT TTGCCTTTGCCTTTGCTATT 172

Ad05A17499 Aradu.A05 17499 p4 (AAAT)5 20 90984716 90984735 CAATGGTTTCAGCACGAGAA TGTTTGATGGCAAAGGTTTT 269

Ad05A17501 Aradu.A05 17501 p3 (CAA)12 36 90987687 90987722 GCATCCTCAACGGGAGTAAA CCACTTGCGACATTTGTTGT 251

Ad05A17503 Aradu.A05 17503 p2 (AG)6 12 90992003 90992014 AAAGGGAGTGACAGCGAAAA GAAGCTGTGTCACCGTCGTA 139

Ad05A17505 Aradu.A05 17505 p3 (AGC)5 15 90999435 90999449 TGAGATCAGCATCAGGCAAG TGCAAAGGCTTGTTTGTGAA 263

Ad05A17508 Aradu.A05 17508 p2 (AT)7 14 91002270 91002283 AAAAAGGACATTAATAATCCGAAA TCGCAGGTCAAAAGAAACTCT 230

Ad05A17511 Aradu.A05 17511 c (T)10acttcggaatggatagtggcttttcaggtaattggtcatgttgctccgccaaagtcatcaagc(T)1689 91007286 91007374 TAATGTGCTCGCTCCATCAA AGGAGCTAGGGCCAGATTTC 259

Ad05A17512 Aradu.A05 17512 c (A)10gcaacagcaccattacttataagttcagtaacaagtagcatgaaatgaataatg(A)1074 91014940 91015013 TCCAAAATTGTTTGGTTGATGA TGCTGTTATAAGTAACGGTGCTG 180

Ad05A17515 Aradu.A05 17515 p2 (TG)15 30 91028810 91028839 CATGCTCCACCTTGAGGG GCCTTTTCGGTGAGTGCTAC 279

Ad05A17517 Aradu.A05 17517 c (CTC)5(CTT)5 30 91045361 91045390 AAAGCTTCGGAGAGAGAGGG GCAGCTCCAAACAGAAGTCC 238

Ad05A17518 Aradu.A05 17518 p2 (CT)10 20 91047469 91047488 GCTCAAGCTACATGTTTTGGC AAAAAGCTTTCATAGGACCATCC 232

Ad05A17531 Aradu.A05 17531 p2 (TA)8 16 91077432 91077447 CCACCCTTTTCAGCTACTGG CGTACCAAAAATTCAGGCGT 266

Ad05A17535 Aradu.A05 17535 c (TTTA)7tttttatactaccccatatg(A)1058 91085188 91085245 GCATTACTCGCACCACTTCA CGATCCAATGCTACCCAACT 244

Ad05A17538 Aradu.A05 17538 p2 (TA)8 16 91093747 91093762 AGGTGGCTTTGATTACGTGC AGGAGTTCAAATTTTGTTTTGTG 276

Ad05A17539 Aradu.A05 17539 p2 (AT)7 14 91099469 91099482 TGTCACCAGAAAGGCAAAAA CCAAGAAACACAAAGGACCAA 178

Ad05A17540 Aradu.A05 17540 p2 (AT)6 12 91099606 91099617 TGGTCCTTTGTGTTTCTTGGA GACCAGCGACCCAGATAAGA 276

Ad05A17541 Aradu.A05 17541 p2 (TA)9 18 91101099 91101116 GAAGTGAGCCAAGTTGAGCC ATTAGCTCGTGAGCTGGCTT 280

Ad05A17543 Aradu.A05 17543 p3 (TTA)5 15 91107001 91107015 TTTAGTTTTATTGAGACAATTGTGGA TTTGCAAAAGAAAATTCAAGCA 269

Ad05A17547 Aradu.A05 17547 c (T)10acttttaaaaagtttttattattacacactttttcaacataattcagctcaaaatatcttctcatcttcatattatttttc(T)10101 91122942 91123042 CACTTCAACCCACTCAACCA AAAAACTGTATAAAAGATACGCCGA 271

Ad05A17548 Aradu.A05 17548 p2 (AT)6 12 91124552 91124563 GGTATTTCATTATTTGGTGGGG CTTTTGGTCTTTGGGGGAAT 129

Ad05A17550 Aradu.A05 17550 p2 (TC)7 14 91125070 91125083 TTTGCACCACTTCCCTTTTC CGTTCATGAGATCGTGTGTG 126

Ad05A17553 Aradu.A05 17553 p2 (TC)17 34 91125899 91125932 TTCCAGCTTCTTCTTTCCCTT CATGTTGTTTGTCCTCTTGGA 263

Ad05A17554 Aradu.A05 17554 c (A)10tcacataccatcttatgaaatcaatttgaaaaaaggca(AAT)563 91129950 91130012 AAGTTCCTGGTGAATGGCTG TGTGTTTGTTGGTTGATTCTGA 202

Ad05A17556 Aradu.A05 17556 p2 (GA)6 12 91132525 91132536 GGCATTGGTGTGTTGTTTTG AGGAAGGCTTGGAGGATGTT 277
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Ad05A17558 Aradu.A05 17558 p2 (TA)6 12 91134102 91134113 TGCCTGTTTTGAAAAGATAAGG GGCAACCATGAAGCAGAAAT 222

Ad05A17559 Aradu.A05 17559 c (T)10(A)11 21 91136339 91136359 AAAAACATCTTTTATGAGAAGCTACAA TTAAGGGCTTGTTTGGGTTG 250

Ad05A17563 Aradu.A05 17563 p3 (TTA)5 15 91162060 91162074 TCTCCGTGCCTATCAAATCC CCATTAAGGTCCCAACGAAA 254

Ad05A17565 Aradu.A05 17565 p3 (ATA)6 18 91169729 91169746 GGGCACTAACTTTTTGTTTTGG TCAAAATAAACAACCATATAGCGTAAA 265

Ad05A17570 Aradu.A05 17570 p2 (TA)10 20 91184399 91184418 CACATATGTCAGCGTGTCCA TCGTCGATACTATATGCGAATTTT 278

Ad05A17573 Aradu.A05 17573 p3 (ATA)5 15 91196473 91196487 TCATGCGCGTGATATTGTTT TGATTTGTGGCCACTACCAG 239

Ad05A17578 Aradu.A05 17578 p2 (AT)6 12 91208987 91208998 CAGCATACAAGGTCAAGCACA TGTTCTTCAAGGTTTTTCCCA 276

Ad05A17583 Aradu.A05 17583 c (T)12(G)17 29 91216632 91216660 TGCAAAAAGGGCATTTCTAA TCAAATCTGAGCTCCGAAGAA 264

Ad05A17584 Aradu.A05 17584 p3 (TTG)10 30 91219106 91219135 AACATCCAGTCAGGAGGGTG ATTGCATTTACATGGGAGGC 259

Ad05A17588 Aradu.A05 17588 p3 (ACT)11 33 91223976 91224008 CCTTAACCACCCAAGTTCCA GAGGAAGTTGATCTCGCAGG 246

Ad05A17591 Aradu.A05 17591 p2 (TA)6 12 91226633 91226644 CAAATGCGGCCTAACAAACT TCATGAGCTCCACTTTGAAGAA 277

Ad05A17593 Aradu.A05 17593 p3 (GAC)5 15 91230427 91230441 GCATATGCAAAGAACGCTCA ACACCTTCGTCCAAGTCACC 147

Ad05A17594 Aradu.A05 17594 p2 (AG)8 16 91230805 91230820 TCGGAAATGAAGATTGAACAGA TCAGCTTCAAAGCTTACCCAA 145

Ad05A17608 Aradu.A05 17608 p4 (TCTT)5 20 91291361 91291380 AGGAACGCGAAGAAGAAACA GTGAGAGCTGCTCATTGCTG 225

Ad05A17610 Aradu.A05 17610 p3 (AAT)5 15 91295076 91295090 TCATGCGCAGGACATGTAATA GGGTTTGCTTGTGGGTTAGA 277

Ad05A17613 Aradu.A05 17613 p2 (TA)6 12 91308874 91308885 GGCAGTTAAGGCTTCTGCTG TTCTGTTAATGATTCATCATACTTGC 198

Ad05A17617 Aradu.A05 17617 p3 (AAT)6 18 91316079 91316096 TTCCATTGAATGATCCACTACTTT TTCTTGGTGCTGGAAATTGA 258

Ad05A17618 Aradu.A05 17618 p3 (ATC)5 15 91316303 91316317 CCCCTTCTCTTATCCCTTGG TTCCCTCAGCTTCTCTTCCA 265

Ad05A17624 Aradu.A05 17624 p2 (AT)10 20 91325087 91325106 GCCTAGCCAGCTATGGAGG CAGGGTACAAAACAGCGACA 142

Ad05A17625 Aradu.A05 17625 p2 (TA)6 12 91325234 91325245 TGTCGCTGTTTTGTACCCTG TAACAATCTTTATGGCCGGG 174

Ad05A17626 Aradu.A05 17626 p3 (AAT)7 21 91327164 91327184 GTTGTGTCACGTGCCATCTT CACCATGAATTGAGGGTAGGA 172

Ad05A17634 Aradu.A05 17634 p3 (CTC)10 30 91348478 91348507 CGCGCTTTCTTCTTCTTGTT TGTTGGTGTTGTTGGTGAAGA 123

Ad05A17638 Aradu.A05 17638 p2 (AG)6 12 91353318 91353329 TCGGAAATGGTGATGTCAAA TTTCATCCTCATCCTCCACC 140

Ad05A17639 Aradu.A05 17639 p2 (TA)7 14 91356458 91356471 TCAAGCCCATCCAATTCAAG TTTTTCTTACATACATTTTGCTGGA 107

Ad05A17641 Aradu.A05 17641 c (AT)6caatt(A)10 27 91365599 91365625 ATGAAGATGGAAATGGCCTG GAAAACGTTGGAAAAAGGCA 264

Ad05A17643 Aradu.A05 17643 c (A)10gttaaaaagataaaacaaaatagaggtaaaaaaaacat(A)1159 91371370 91371428 AAAAGTTCATGTAAAGCTAAATTTCAA ACCTCCGTCCCGTTCTCTAT 201

Ad05A17652 Aradu.A05 17652 p2 (AT)9 18 91392628 91392645 AGAGGACAGAAGGGAGGAGC GGGATCCGTTTAATCCCAAT 137

Ad05A17655 Aradu.A05 17655 p2 (AT)7 14 91394324 91394337 AAAGGAATGAGTGCGAGAAA TGGGACAAAATTGAAATAAAATAAA 280

Ad05A17656 Aradu.A05 17656 p2 (AT)7 14 91394992 91395005 AGTTCATAAAAAGACTTGGATGTGT TCTTAGAAATTAACTCGAAAGAGTGAT 229

Ad05A17669 Aradu.A05 17669 p3 (AAT)7 21 91445595 91445615 CCACTCTGTTTTTCCTCCCA GACCAGGAAGTAGAAAAGCCA 186

Ad05A17670 Aradu.A05 17670 c (T)10catgaataagataataaattcacctctaactaac(AAT)559 91446724 91446782 AAGGAATCTTCTGCTGTCGC TCAATCATTGCGTTGGAAAA 260

Ad05A17671 Aradu.A05 17671 p3 (ATT)5 15 91447797 91447811 TGATACAAAGCCAATTGCAGA GGAAGTGTGCACGATTTGAA 266

Ad05A17674 Aradu.A05 17674 c (A)10ggtaaatgttaaa(AT)737 91450391 91450427 TTAGGGAGACAAAACCGAAAA TAGTCCACGGCCACCTTATC 231

Ad05A17676 Aradu.A05 17676 p2 (AT)6 12 91471115 91471126 TTTTTGCTCAATACATATACCATCTT TGATTATTTACTACACCAAAGTGACCA 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A17678 Aradu.A05 17678 p3 (AAG)5 15 91479218 91479232 AAATGAATGTAGTTCATCATCTTCC TTCTTCCTCTTTCTCCTCCTCA 222

Ad05A17680 Aradu.A05 17680 c (A)11gagaaaaaagagatggaggtgatggtagtaacgatgatacaataaaaaaggaaaatg(A)1078 91479524 91479601 TGATGGAGGAGGAGAAAGAGG TTCATCGTCATCTATTTTATCTCCTTT 164

Ad05A17681 Aradu.A05 17681 p3 (TTC)8 24 91482755 91482778 CGTTACTCCCACGGTCAAGT AATGCAAAGAAGAAGGCGAA 236

Ad05A17682 Aradu.A05 17682 p3 (GAA)11 33 91484587 91484619 AACGCGAAAGAGGAGAACAA AATTTTCACTCCACACCCCA 237

Ad05A17683 Aradu.A05 17683 p3 (ATA)5 15 91485825 91485839 TGCAAAAATACCGTGAGAAAAA CCTGCCTATCCTTTTGGCTT 280

Ad05A17685 Aradu.A05 17685 c (T)12c(T)11 24 91488793 91488816 AGGGAAATTGATATGCACGG GTACCGTCAAGCAAAGGGAA 111

Ad05A17689 Aradu.A05 17689 p5 (TAATT)5 25 91494952 91494976 TCATGTAACCCCTCTCAGCC AAATCATACCCTTTTCCTGCAA 263

Ad05A17700 Aradu.A05 17700 p3 (TAT)5 15 91557745 91557759 AAGGAGTTTTTGTCGGAGAATTT TAATGTTGAGTCTGCAGCGG 257

Ad05A17702 Aradu.A05 17702 p2 (CT)15 30 91565697 91565726 TTAGCGCCGAATTTACCATC GTGGTAGCAATGCACCCTTT 230

Ad05A17704 Aradu.A05 17704 p2 (TA)6 12 91573242 91573253 AGCAATCATGCGATTTTGTG TGACAATTCTCGATCACCCA 277

Ad05A17706 Aradu.A05 17706 c (A)11ccggcaaatttgtgtgctctgagtatcgttgtagtcaaaagtcagaacttttaactactgctagtctg(CTA)594 91577837 91577930 TTTTCAAAACCCACGACTTG TCCTAGGGAAGGGTAAAGGC 244

Ad05A17707 Aradu.A05 17707 p3 (CAC)7 21 91578321 91578341 GATGATCATGGGAGCAACCT TCTTCTGCCATGCAAACAAG 258

Ad05A17708 Aradu.A05 17708 p3 (TCA)7 21 91578597 91578617 GGCAGAAGAACCAAATCCAA TACACAAGGTGCTGCTCTGG 216

Ad05A17709 Aradu.A05 17709 p3 (ATG)5 15 91578773 91578787 AACAACACCCTCCTCCTCCT AAGAAGCCTCTTCAGGGAGC 252

Ad05A17712 Aradu.A05 17712 p2 (CT)6 12 91585093 91585104 AATGGAATCCAAGCAATCAA GTTTTTGACCCAGTTTTCGG 271

Ad05A17718 Aradu.A05 17718 p3 (TAA)13 39 91621388 91621426 GCCGGTTAGTCTGTGGTTGT TGCCTTAAGGGAAACAAAGAA 263

Ad05A17725 Aradu.A05 17725 p2 (GA)7 14 91644294 91644307 AGCGGGAGAAGAACTGTGAA TTCCTCTCTCATCACCACCC 193

Ad05A17728 Aradu.A05 17728 c (TCA)7tgttcttcttc(T)1244 91658703 91658746 TCTCCTTCCTCCTCATCTTCTG GATTCATCATCTTTCAAGTAATTTTG 217

Ad05A17730 Aradu.A05 17730 p2 (TA)6 12 91662549 91662560 TCGCTCGTTCAGCTTCTACC GGACTTTCTGAACCCAAAACTT 272

Ad05A17732 Aradu.A05 17732 p3 (TCA)5 15 91663413 91663427 CCTGTTACCTCGATTTGCGT CGGTGATGTTGTGGAAACTG 186

Ad05A17733 Aradu.A05 17733 p3 (AAT)7 21 91664962 91664982 TTTGGATGAGTTTTGAAAGGC TTGTTTTAAGGGGTGGCTTG 166

Ad05A17737 Aradu.A05 17737 p3 (CCG)5 15 91678209 91678223 CAAACCCTAATCCCATCCCT GGTAGATGAAGAAGACGGCG 186

Ad05A17741 Aradu.A05 17741 p2 (AG)7 14 91694097 91694110 TGGGCCAAATAAGTCGAAAA AACTAACGAGCTTGGCGAGA 265

Ad05A17743 Aradu.A05 17743 p3 (GGT)7 21 91698511 91698531 TGGTAAAGGTGCTGGTAGTGG AGGGTCAGAATCGAAATCGT 161

Ad05A17746 Aradu.A05 17746 p3 (ATA)18 54 91705203 91705256 AATAAAAAGCACACGATGCG CACGCAACGATTAAAGCAAA 271

Ad05A17748 Aradu.A05 17748 c (A)10caaagcagc(A)1231 91707529 91707559 GGGTTCGAATCCTCAGTGAA AAAATGTTGGGTGGGTTGTT 241

Ad05A17749 Aradu.A05 17749 p3 (CAT)5 15 91709240 91709254 CTCAGCAATTGGATCAAGCA AGCAAAGCGAGCAGAGAAAG 208

Ad05A17752 Aradu.A05 17752 p3 (ATA)12 36 91713263 91713298 GCTCAAAGTTAGATTCAAATCCC TATTGCTGTGAAGGCAGCAC 275

Ad05A17762 Aradu.A05 17762 p3 (ATA)5 15 91732278 91732292 TCGGCCAGAGTTACACATTG TTTATATGATTCCCACTTTTTCCTT 255

Ad05A17763 Aradu.A05 17763 p3 (GAT)5 15 91734502 91734516 ATGCTGCCATTGGAGGTATC CATCCTCATCATCGTCATCG 174

Ad05A17764 Aradu.A05 17764 p3 (GAA)5 15 91738426 91738440 GAAGAATGAAAGCTGGTGCC GGGGACTTAAATCGGATGGT 252

Ad05A17766 Aradu.A05 17766 p3 (CTC)6 18 91749589 91749606 AGAGGGTCCAGGAGGCTAAA GCTGAGAGGGAGCTGAAGAA 135

Ad05A17768 Aradu.A05 17768 p3 (TAA)10 30 91767773 91767802 CACTTTATGACGACGAGGGC AAAATTCAGTTGGCAGTTTTATCT 276

Ad05A17770 Aradu.A05 17770 p2 (AT)8 16 91775258 91775273 AGGGCCTTTCCATTTATGCT CCTGTAGAAAGAATGTTGAAACGA 276
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Ad05A17776 Aradu.A05 17776 p3 (AAT)14 42 91789825 91789866 TCCAACACAACATGGACAAAA CCAATAAACCCAACACAACAG 272

Ad05A17783 Aradu.A05 17783 p2 (AG)10 20 91807586 91807605 CACCTTTCTCACCCCACTGT CGCATCGCTTCTCTCTCTCT 246

Ad05A17784 Aradu.A05 17784 p3 (TCT)5 15 91807959 91807973 GAAAGAGAAGCGATGCGAAG CACCTCCACTGCCCTAACAT 122

Ad05A17785 Aradu.A05 17785 c (TCT)7(CTT)5cgccttcgtcttcttct(TCTTCC)5(TCT)8107 91809363 91809469 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 240

Ad05A17786 Aradu.A05 17786 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 91810556 91810610 TTCTCCTCCTCGTCTTCTGC CCACATACTGTTACGGCACG 241

Ad05A17788 Aradu.A05 17788 p2 (TA)9 18 91813851 91813868 GCAAAATTTGTGGATCTTCTTG TTTCTTACATTACTACATTTTGCTGGA 201

Ad05A17790 Aradu.A05 17790 p2 (TC)6 12 91822580 91822591 GCTTCCGTTCTGCTTACCTG GCAGTGGTGGCGGATATACT 125

Ad05A17791 Aradu.A05 17791 p2 (TA)8 16 91827570 91827585 CGAAAGCTCTAATTTATGTGCTCC GGGCGATGTGACATGGTAAT 270

Ad05A17794 Aradu.A05 17794 p3 (AAG)6 18 91844283 91844300 CCTCCTCATCTTCTGCTGCT TGCACGTTCTTCTTCCTCTTC 227

Ad05A17795 Aradu.A05 17795 c (AAG)7aacgtgcagcaagaagaagaagaacgagaaagagaaggtaagaaacgaaagaaaagaagaagaagaggaagag(GAA)5109 91844428 91844536 CGTGCAAGAAGAAGAAGAACG AATAAATCCCCCAAAAACGC 217

Ad05A17798 Aradu.A05 17798 p2 (AT)8 16 91854064 91854079 TTCAAAATGAACCGGGTTTT GTTTGCGTTGTAGTGCCAAA 280

Ad05A17799 Aradu.A05 17799 c (TG)7aggttttccaagcggccgctttggttttattttaaagtgtgccactgcttagaatttcaatactctttaagttggagaattacagtgtggctatcttc(T)14126 91857791 91857916 GCAGTGAGGCTCTGCTCTTT CTATGCCTCAAGCACAAGGT 197

Ad05A17800 Aradu.A05 17800 p3 (GAT)5 15 91861246 91861260 TTTGGGTCTGTCCCTTGTTC TCCCATAGCCAGTCACTTCC 170

Ad05A17803 Aradu.A05 17803 p3 (CTC)5 15 91867853 91867867 AACTCCATCATCTGCTGCCT GAGTGGTGTTGGTGGTGATG 135

Ad05A17805 Aradu.A05 17805 p3 (ATT)13 39 91875152 91875190 TTGGTGGTGTTGGAGGTTTT GCAAGCACTTATATGAAGTAAAATCAA 226

Ad05A17807 Aradu.A05 17807 p2 (AT)7 14 91879396 91879409 CCCCTTGTCTTACCAAGTTCC ATCGTCACCTCCTCCCTCTT 255

Ad05A17808 Aradu.A05 17808 c (TC)8ct(TC)14 46 91906588 91906633 TTAGCAAGTAGAGTGCGCGA CATGCCGCAACAGATCTAAA 249

Ad05A17811 Aradu.A05 17811 p3 (ATT)5 15 91919176 91919190 GAATTGCCGTTAGCATGGAT TTTATTCGGATAGCCAAGCC 229

Ad05A17812 Aradu.A05 17812 p2 (AT)7 14 91926356 91926369 ATCCCTTGGGTTGATTTGGT AGGGAGGTGATGTGAATTGTG 279

Ad05A17814 Aradu.A05 17814 c (A)10caaaagcttgtaaaaacaaaaagtggcg(A)1048 91951366 91951413 TCTTGCTTTCTGAATGAATGCT TTGGCTTTTTCTGCTTGCTT 231

Ad05A17816 Aradu.A05 17816 p3 (AGA)10 30 91966234 91966263 AGCTTTTGTCAGGTGCCATT CAACACAACCCCGTCTTCTT 199

Ad05A17827 Aradu.A05 17827 p2 (AT)6 12 92065684 92065695 CCAGCCATATGTTTCTCCGT CAAACATAAAATTCGACCTAATTGA 222

Ad05A17828 Aradu.A05 17828 p2 (TA)7 14 92066593 92066606 TCCACTTTTATTTGGTCGGG AGTTTGGCTGTGGTTTTTGG 181

Ad05A17831 Aradu.A05 17831 p2 (TA)6 12 92080468 92080479 TTAAAGACGCGAAAGACCGT GACTCATGGGCATGGCTACT 231

Ad05A17836 Aradu.A05 17836 p3 (TTA)11 33 92088674 92088706 AAATCTATAATGTAAGGGGAAATGC CAATGACAACAGAGAGAGACAGC 166

Ad05A17841 Aradu.A05 17841 p4 (ATTA)5 20 92099417 92099436 GCAATATAGCATAGGTCTTTGTCA GGCACGTTGGAACAAAAACT 259

Ad05A17842 Aradu.A05 17842 p2 (GA)12 24 92103927 92103950 CAAACGCATCAGAGGTAGCA CAAAGCATTACCGTCGGATT 226

Ad05A17849 Aradu.A05 17849 p4 (TTTC)6 24 92127344 92127367 CTCCGTTTCTCCCTCTCTCC CCAGCACATAGCAGCAGAAA 101

Ad05A17851 Aradu.A05 17851 c (TTA)11ttgttattattattatttatattac(TAT)1191 92132500 92132590 TTCACGTGGCTAGATACATCG ACAAATAGCTCCCATTACTAATAAAAA 277

Ad05A17854 Aradu.A05 17854 c (TA)15(GA)13 56 92144439 92144494 CTTACCTCGCGTCGTAAAGC TTTGCGCTTTTTGAATTCTG 173

Ad05A17855 Aradu.A05 17855 p2 (GT)7 14 92146180 92146193 CACGCACAAAAGGATTTTCA CTGTTGGGAGCACTAGCACA 225

Ad05A17856 Aradu.A05 17856 c (CT)9t(TC)14 47 92147453 92147499 ATGGAGTTTTGAAGGGGGAG AAACGCTACATGGTTGGACC 202

Ad05A17859 Aradu.A05 17859 p2 (TA)6 12 92161300 92161311 GCGTTTCGTATATTGCGGAT TGATGAACCTTCTTAACAAAGGAA 163

Ad05A17862 Aradu.A05 17862 p5 (TAAAT)5 25 92164492 92164516 GCTAGGTGGGAGACAATCCA TCGCGTGACTTTCTATTCGTT 247
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Ad05A17864 Aradu.A05 17864 c (AGA)5aacaattcagaaaattg(A)1143 92168165 92168207 TTGACCCATAACAATTTGCATT AAAGCCCACCCAGATTCTCT 248

Ad05A17866 Aradu.A05 17866 p3 (CAC)5 15 92170574 92170588 ACACCCTGCACCTTACCATC AGCGACGAGAATCGCATAAT 280

Ad05A17867 Aradu.A05 17867 p3 (AGA)5 15 92170851 92170865 ATTATGCGATTCTCGTCGCT CCTCTTACCTCAATTCCACCA 181

Ad05A17870 Aradu.A05 17870 p2 (AT)6 12 92173478 92173489 GTAGCCATCGTAGCGCAATC TTGTATTGAAATTACTTCGACATTAGC 279

Ad05A17877 Aradu.A05 17877 p3 (ATT)7 21 92186462 92186482 TGTGACTAGTCTTTTTCTCCTTGAA TTGAGCCTTGGCAGAGTCTT 267

Ad05A17879 Aradu.A05 17879 p3 (AAT)5 15 92190986 92191000 CTTGCACTATCTGCAAGGCA CCTTGAAAAAGGATGACAAAGG 280

Ad05A17881 Aradu.A05 17881 c (A)11caaaaatggcaaaacatcatgatgaatttagtaaaaag(A)1059 92197083 92197141 TTATTTTGGAGCCCTCCTTG CCGCCGAATAATGAAGGATA 228

Ad05A17883 Aradu.A05 17883 c (T)12gggctcaaattcactattatg(T)1043 92205574 92205616 CACAACCATCTTGCCTCCTT CACTCCAGCAAAGGAACACA 237

Ad05A17888 Aradu.A05 17888 c (A)11gaaaatagaaagaagaaaagagatcgcaaatacaaattagatat(GA)871 92217777 92217847 GGAGAACTCACCGGAATTGA TGAGCTGTACAAAGCCGTCA 193

Ad05A17890 Aradu.A05 17890 p3 (ATT)14 42 92221948 92221989 CAACCATGATCAAGCTCCCT CGAAGAAGGATGGGTTGTGT 257

Ad05A17891 Aradu.A05 17891 c (T)11gaaggtgtctctatttgggcgctatcgtgaccacgctcttctccttctctgacgatttttttgtctgcagttaatgtcgcggcgatcacttctatgagt(GA)7124 92223051 92223174 TCCCCCAATTTAAAGAACCA CCTCACCTTCACTCCCACAT 267

Ad05A17892 Aradu.A05 17892 p3 (AGA)5 15 92226402 92226416 CAGCGTTGGAGGTAGCAGTA TGACATTGTGGCTCTTTACGA 182

Ad05A17896 Aradu.A05 17896 p4 (AAAT)11 44 92232724 92232767 TTTGACAAAATACACACACCGA ACCACGTTTTCTGAGGGTTG 246

Ad05A17899 Aradu.A05 17899 p2 (AT)6 12 92240244 92240255 ATCAGCTTTGCGGAATATCG TCAGCATCACAAGGATAAGCA 247

Ad05A17903 Aradu.A05 17903 p4 (CAAC)5 20 92247821 92247840 ATGGTCTGGCAAATGAGGAC TTTAAACGGTTTTTCGGACG 224

Ad05A17906 Aradu.A05 17906 p2 (AT)11 22 92258954 92258975 ATGTTTTGGACCCATTCGAG TGAAAGAATCCAAATCCCTTG 145

Ad05A17909 Aradu.A05 17909 p3 (TTC)10 30 92262327 92262356 CCCTCCTCTGTATGAGAGGCT CAATGTCTGTTTTCCAGCGA 273

Ad05A17910 Aradu.A05 17910 c (A)10ttaataaaactgttaggctttgttttacacttttctt(TC)863 92262885 92262947 ATTCGTGGCAGATCGAATTT TGAAACTTTGAAAAACACACCAA 197

Ad05A17911 Aradu.A05 17911 p3 (ATT)14 42 92263587 92263628 TTTTGAGGGTGTTTTTATGGC ATGCATGGACAATGGTTTCA 159

Ad05A17912 Aradu.A05 17912 p2 (AT)6 12 92265213 92265224 TGGTTTGTGTTTATTAAATGCCAC TTTTAGCAGGAATAAGACGATTG 174

Ad05A17914 Aradu.A05 17914 p3 (AAG)5 15 92270384 92270398 GGGATCCAAAACAAGATCCA TCCATCAGCACTTGATCGTC 137

Ad05A17915 Aradu.A05 17915 p2 (TA)10 20 92275022 92275041 CTCACTTTGGGGCATTTTGT ATTGGATGGGATAAAAGGGG 251

Ad05A17919 Aradu.A05 17919 c (GA)6atagccaccaagtgagagagaagagg(A)1149 92291597 92291645 TTTTGGGGGTGTATTCTTGC CCAACGGTGAACAACTGAGA 175

Ad05A17920 Aradu.A05 17920 p2 (AT)7 14 92298787 92298800 GAGAGGATGCATTTTATTTTATGG TCATGAGACGTGTAAATTTCGTTT 273

Ad05A17923 Aradu.A05 17923 p2 (TA)11 22 92303168 92303189 TTCACACGACAAATGTGCAA CGTTGCATCGGTTTTGTAGA 182

Ad05A17924 Aradu.A05 17924 p2 (GA)15 30 92309176 92309205 GCAAAATACGTGCACCTTCA TTCTCAGTCGTCATTGTGCC 247

Ad05A17927 Aradu.A05 17927 p3 (AAC)5 15 92329315 92329329 AAACTTCCACCTCCTCCCTC ATGGTGAATGGGGAAATCAA 266

Ad05A17938 Aradu.A05 17938 p2 (AT)8 16 92358500 92358515 GGGATAGGTTGGTTCTTGCC CCATTCATCGCTACCAGGAT 199

Ad05A17940 Aradu.A05 17940 c (GC)6ac(AT)6 26 92362199 92362224 GGTATCCGACCTACCGAACA TTTGGATTGATTTAAACTGATTTTT 274

Ad05A17944 Aradu.A05 17944 p2 (AT)9 18 92374970 92374987 TGCAAGAATTACCTACCGGG GCAGTGGCTGACAGTGAAAA 247

Ad05A17945 Aradu.A05 17945 p3 (TCC)5 15 92380141 92380155 TTCTTGCTTTTTCTTCGCCT TCTCATCCTCCTCCTCTTCTTG 216

Ad05A17947 Aradu.A05 17947 c (A)10gttgaggaagcaaataaacaacttaatgtcattattcattatgtttgtccattgtgtaactcttacttttatgaagataaatagaacaacttctttttc(T)10119 92391851 92391969 TCCGCAGCTATGCACTAGAA TGTTGTGCAACTCTACCCTGA 272

Ad05A17950 Aradu.A05 17950 p2 (TA)6 12 92399471 92399482 GGGTTCTAGGCTTTGGCTTC CGCGATTCGAATAACTGACA 194

Ad05A17955 Aradu.A05 17955 p3 (TTC)5 15 92403560 92403574 TGCTTACAGAGCCACGATTG TCCCTCCACTTTCCTTCCTT 209
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Ad05A17957 Aradu.A05 17957 p2 (TG)6 12 92418541 92418552 AATGATTGTCCTTTTGTTTTCAAT CTCATTTGGGATCAAAGAGC 265

Ad05A17961 Aradu.A05 17961 p3 (AAC)7 21 92421892 92421912 CCTTCGGACGAAAATACCCT TTGATGAAAGTTGCTGCTGAA 254

Ad05A17962 Aradu.A05 17962 c (CT)9(AT)9 36 92424444 92424479 CATGGTCACAGAGAGAGGCA GTTGCAACGACGAATCTGTG 239

Ad05A17963 Aradu.A05 17963 p2 (AC)7 14 92431548 92431561 TGACAATGCCTGTGAAGGAG TGATGCCAGGTATGGTGAAA 274

Ad05A17964 Aradu.A05 17964 p3 (CTC)6 18 92440487 92440504 AGATGGCGAAGACAAATGCT AAGAAATCATGATGGGCTGG 153

Ad05A17973 Aradu.A05 17973 p3 (TTA)10 30 92464501 92464530 GGAGAGCAATCTTTGAACGC AAGTGTTGGTCAACTGTGTTGTTT 276

Ad05A17975 Aradu.A05 17975 p3 (TCA)6 18 92466156 92466173 TGCAAGCAGAAGTGCATGAT TGGTGGTGCTATTGCTGAAG 248

Ad05A17976 Aradu.A05 17976 c* (AT)6(T)10* 21 92468485 92468505 AGAATATGCCGATGATGCACT TGATACGTGATGAGATGGCAA 274

Ad05A17978 Aradu.A05 17978 p2 (TA)6 12 92469878 92469889 TCATGCATTTATCCGATCCA GGTGAAATTCATATGTTCAGGGA 143

Ad05A17985 Aradu.A05 17985 p2 (TA)11 22 92502763 92502784 TCTTGGCAGTTGGCACTATG TCTGATTGCTTAGCTGCCCT 146

Ad05A17986 Aradu.A05 17986 p2 (TA)9 18 92519353 92519370 TAGACTTGACCTGCGAAGCA TGCTGAGGACCTCTCGTTCT 277

Ad05A17993 Aradu.A05 17993 c (CTA)5(ATA)12 51 92553797 92553847 TCTTCTCAGACGGGTTTGCT GTGCCCCATGCGTATAAAAC 219

Ad05A17997 Aradu.A05 17997 c (TC)7cccctcctctccccccttttctccctttctatccctttctttcat(TC)6ctatccctcttcctctctttctctctctccttcttctccttttctctcccctcctctctctctttctctacctctt(TC)9165 92559388 92559552 TTCTCTCCCCCTCTCTCCTT GAGAGAGGATAAGAAAGAGAATGTAAA 278

Ad05A17998 Aradu.A05 17998 c (TC)20cccccccctctctctcc(CT)10cccc(CT)897 92559723 92559819 TCTCTCTCCTTCCCCTCTCA GAGAACGATCCCCACATGAT 179

Ad05A17999 Aradu.A05 17999 p2 (TC)6 12 92560162 92560173 TCCCCCTCTCTCTTCCTCTC TCCCTCTTCTCTCTCTCCCTC 186

Ad05A18004 Aradu.A05 18004 c (GA)6ttcgagcgaaatcaaaggagg(GA)645 92570365 92570409 TCACCATTGTTGGGTGAAGA GGAGGGGACAACAACTTTCA 167

Ad05A18007 Aradu.A05 18007 p3 (ACC)5 15 92578467 92578481 AAAATGCGGGCATATGTTTC CAAGGTTTCAAGAGTGCGGT 260

Ad05A18012 Aradu.A05 18012 c (T)10ggaaaaataattctcttatatttatctatactcattttttttaaagtgcatcacacatataaagttattaacaagttttactttaaaaattaac(A)10114 92585884 92585997 CGGCAACCTAAGAAATTAAAGG AAGTCACAGGCTCACAGCTT 278

Ad05A18015 Aradu.A05 18015 c (ATAAA)5aaataaataacatatatataattcgaaagttataaatcgtaagctatgggcacattt(A)1092 92589647 92589738 AACCACTAACATCGTCAATATAAAAA TCAACGATACTCAACTCTTTTCTTGT 273

Ad05A18018 Aradu.A05 18018 p2 (TA)10 20 92603927 92603946 TCGTTGGATAAGTTCCGACC CCCATATAACCAAAATCCAAGC 264

Ad05A18019 Aradu.A05 18019 p3 (CAT)5 15 92605498 92605512 TTGTGCCCTTTCTTTGATCC ATGAGTCACATCGCAAACCA 214

Ad05A18020 Aradu.A05 18020 p2 (AG)25 50 92613038 92613087 GGCATCTACAAGCCAGGAAA GAAGCTTTGATAAAGGCATTCTT 273

Ad05A18023 Aradu.A05 18023 p3 (TTA)5 15 92620948 92620962 CGGGTTCATCTCATCTACGC TGCATCTGCTGAAATTGGAA 106

Ad05A18029 Aradu.A05 18029 p2 (TA)7 14 92644205 92644218 TCCCGGAAATTTATACGTGC GTAAACGCAAGGGTTGTGGT 269

Ad05A18030 Aradu.A05 18030 p2 (TA)7 14 92645068 92645081 AGCTTCGCAGGCTGAGTTAG AAATTAAAAGCGCAACGCTC 166

Ad05A18032 Aradu.A05 18032 p2 (TC)8 16 92650880 92650895 TCACATTCAGGAAGAAGCCA GCGCAATAGTACACCATGCTT 280

Ad05A18035 Aradu.A05 18035 p2 (TA)11 22 92661308 92661329 TTTTACCGCAATATCGCTCC TTGTACCCTCGCCTTTATCC 185

Ad05A18036 Aradu.A05 18036 p3 (TCT)5 15 92666019 92666033 TCCTCTACGGTAGGGTGTCG AAGCTAAGTTTGGGGAGGGA 262

Ad05A18037 Aradu.A05 18037 p3 (AAT)6 18 92670898 92670915 TGCTTCTTCTTTGACCATTTTG GCTGCTCCTCCAACTACCAG 241

Ad05A18039 Aradu.A05 18039 p2 (AC)13 26 92675485 92675510 CGCAATACCGATCCAAAAAT CTGCCCTACAATTTTCCCCT 280

Ad05A18041 Aradu.A05 18041 c (A)13ttcaaagcaaaatttgatctctaga(T)1048 92683300 92683347 TCATTTGATCCGAATTTTTGTG AGTGCGAATGACCACATTTTT 125

Ad05A18042 Aradu.A05 18042 p2 (AT)11 22 92690485 92690506 TTCAGGATATGAGCGCAGAA TTTAAACCGCAATACCGCTC 259

Ad05A18043 Aradu.A05 18043 p2 (CT)24 48 92691314 92691361 TCTTTCACCCCTTGTCCATC CCAAAGGGAAGCACAAACAT 279

Ad05A18045 Aradu.A05 18045 c (T)11gtattagaaaattgggatagttagtgcccaatagtttgtttattta(T)1067 92698715 92698781 TGATTTTGTTCTCCGCTCAG TGGTAATCCAACGACACGAA 135



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A18046 Aradu.A05 18046 p2 (TA)6 12 92699131 92699142 CCCTACGAGACATGTGATTCC CCAAGATTCATCACTCGGAAG 145

Ad05A18047 Aradu.A05 18047 p2 (AC)6 12 92704940 92704951 AAAATCGTCCATACGCCTTG CGGAGGTGATAAAAGAGCCA 111

Ad05A18049 Aradu.A05 18049 p3 (AAT)12 36 92707709 92707744 TCTGCGGATACCCGTTCTAC CCGGCATTCTCTTTAGCATC 129

Ad05A18051 Aradu.A05 18051 p3 (ATT)7 21 92714114 92714134 ACCTTCAAATATTCTTAATGACCG TGACTCCGTTTTCTCTCCAAA 280

Ad05A18054 Aradu.A05 18054 c (CT)9ccctaccacatccacaagtcttcggttctatagagatcttcggaagttgtaatcaaggtcattaagtcactgccacacaagagttcttcga(TCT)5124 92729103 92729226 TCTCCTCCTTCCCAAGAACA GTGTGGCAGTGACTTGATGG 260

Ad05A18055 Aradu.A05 18055 c (T)10gttttttg(T)11 29 92732115 92732143 GGTTGGCATGTCTTGTGATG CGAGAAAAAGAATAAACACCATTC 225

Ad05A18056 Aradu.A05 18056 p2 (TA)12 24 92732989 92733012 GAGTCTATCGTGCACCAGCA GACGTTTTTCTTTGTGAAAGGC 225

Ad05A18060 Aradu.A05 18060 c* (TTA)6tttttttttcaaattcatgcaggatcttctcttc(CTT)5(T)11*76 92760099 92760174 GCCTTTTCCTCCATTTCCTT GAAGAAGATGCAACATTGGGA 207

Ad05A18061 Aradu.A05 18061 p3 (TTA)6 18 92761680 92761697 TCTCTCCATTTTCTTTCTAATGTCG GCGCTACTGTTCAAGGTTCC 255

Ad05A18065 Aradu.A05 18065 p3 (CAT)8 24 92775217 92775240 TCATCGTCACTAACATCGGC GTGACTCGTCAGCTATGCCA 255

Ad05A18066 Aradu.A05 18066 p2 (TA)6 12 92775947 92775958 TCCTGATCGCGTTTTCTTCT ATTCGATTCAGGCCCAATAA 237

Ad05A18067 Aradu.A05 18067 p4 (TATT)5 20 92790297 92790316 TCGTTGCAATAACTTTGCATTC TGATGTTAGCCATAAAGTGTGGTT 267

Ad05A18069 Aradu.A05 18069 c (A)10gaaaaaacgagtccatagtggaataataacc(A)1152 92794764 92794815 ATCCCATTCTCCCTCCTCAC CCTAAACCTCCATTGTACGCA 240

Ad05A18071 Aradu.A05 18071 p3 (GAT)5 15 92798505 92798519 GAAAGCCAATTAACGAGGCA ATCCATGGGTTGATCCAAAA 134

Ad05A18077 Aradu.A05 18077 p2 (AG)6 12 92813788 92813799 TCCATGACGGAGGAGTTTTC TAAGTGAACGAATCGACCCC 261

Ad05A18078 Aradu.A05 18078 p2 (AG)6 12 92815424 92815435 GAAAGTGGGGAGAAGGGAAG ATGAACGGCGACGGTTATAG 144

Ad05A18084 Aradu.A05 18084 p2 (GA)16 32 92841824 92841855 AATTAAGCGAGGTCTCAGCG AATGGTGATTTTCCAGCCAA 267

Ad05A18086 Aradu.A05 18086 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 92843807 92843861 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 242

Ad05A18088 Aradu.A05 18088 p3 (ACT)6 18 92859390 92859407 TCTCATTTTCCCCCTCTTCC GATGCCAAATGTTGTTGTGC 109

Ad05A18092 Aradu.A05 18092 p4 (GATA)6 24 92868751 92868774 AGCAGTTAGCAGTTAGCGCC TCTTGTGCACGATAAAAACCA 204

Ad05A18093 Aradu.A05 18093 p3 (TAA)15 45 92872889 92872933 TCTGCAGAACGGAAATCACA AAATATAGCAATGACCACAACATTT 278

Ad05A18099 Aradu.A05 18099 p2 (CT)6 12 92900024 92900035 GGAAACCAAAAGCAAAACCA AGGAAGCAAAAGTGGAGCAA 160

Ad05A18100 Aradu.A05 18100 p3 (TTA)6 18 92906204 92906221 AAATGAGATTCGACAACTTTTTAGG TCTAAGTTGTTTTATTTGAAAAGGAAT 238

Ad05A18111 Aradu.A05 18111 p2 (AT)6 12 92929368 92929379 AAAAATAAAAAGAACAACGATCAAA TGGTTGAAGAAGATGGTGAAAA 256

Ad05A18112 Aradu.A05 18112 p2 (TA)8 16 92936613 92936628 CCGAGGCTATGATCTTGGAG GGCGAGTTTGAACCTGACTC 258

Ad05A18118 Aradu.A05 18118 c (T)10atcttttaatatgtttagtaaatttctaaccgtataagatattt(A)1064 92959020 92959083 AACTCGAGGAAATTGCATCTTTA AAAGGGTTTGTTTGGGTGAG 233

Ad05A18125 Aradu.A05 18125 p3 (ATT)5 15 92980563 92980577 TTGATGTAATTGATACGGACAAAA AAAAATCCCACCATACACCA 206

Ad05A18134 Aradu.A05 18134 p3 (TTA)19 57 93006908 93006964 AAAAACGAGGGCATTCAACA AAATATTGTCCAAATTGCATGA 241

Ad05A18137 Aradu.A05 18137 c (A)10gaaaaataaaagaagaatatttctactcctgcgaagtacgaagggaagaagggggaagg(GAA)584 93011388 93011471 GGGGTAGGTGTGATTTTGGTT GAGGCAGGGTAGATCATGGA 279

Ad05A18138 Aradu.A05 18138 p2 (AT)9 18 93011708 93011725 ACGGACGATTTTGAAACCAA AAAATTGTCATGGTTACACCAAA 237

Ad05A18139 Aradu.A05 18139 p2 (TC)25 50 93012273 93012322 AGTATGCTCGGCTAAAGGCA CACTGGGTAGGCCGAGTTTA 256

Ad05A18140 Aradu.A05 18140 p2 (TC)11 22 93020807 93020828 AGTATGCTCGGCTAAAGGCA ATTCGTCCGAACACTGGGTA 235

Ad05A18145 Aradu.A05 18145 c (A)10gaattgaagatgctacaataagatcaaaactaaagtgtcagagagcttacttcatgttcaatactatctcgctccttttcagccc(A)14109 93036583 93036691 CAACAAAGCAGGACCAGTCA AAAGCTGCACTGAAGACGGT 262

Ad05A18148 Aradu.A05 18148 p2 (TA)8 16 93040040 93040055 TGAGGGCTACAGCATCACTTT CCAAAGGCTACGCTTTTCAG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A18149 Aradu.A05 18149 p2 (TC)8 16 93043329 93043344 CTTGTAGCCGTGGTGACAGA TGCAACTATTGCCACCTTCA 248

Ad05A18152 Aradu.A05 18152 p3 (TTA)5 15 93055037 93055051 TGCTTGAAAGTTATGGCGAA TGTTCAGCCCATGACAAAAA 142

Ad05A18154 Aradu.A05 18154 p3 (TTG)5 15 93071811 93071825 CGTTTGATTCATGTAGCCGA GGAAGATGAAATGAACCGGA 121

Ad05A18156 Aradu.A05 18156 p3 (CTT)5 15 93077386 93077400 AAAGAAACCTCAGGGGAGGA TGTTAGGTGGAGTTTTGGGG 275

Ad05A18158 Aradu.A05 18158 p2 (AT)8 16 93080504 93080519 CACGTTAAATTTAGGGGCAGA CAGTTTATCCAACGTTTAGTGGG 106

Ad05A18162 Aradu.A05 18162 p2 (AT)6 12 93082508 93082519 TGTGCGTTAATTTATGCTCATT TGCCTTGAGAATAAACACATGA 207

Ad05A18164 Aradu.A05 18164 p2 (TC)6 12 93085460 93085471 TTACCGTCGAATTTATCCGC GCTAACGTTGGGTTGCAAAT 233

Ad05A18165 Aradu.A05 18165 p2 (TC)17 34 93098551 93098584 TGGATATCGATTTACAAACCCC CAATTTCATACCCGGGCTTA 252

Ad05A18166 Aradu.A05 18166 p2 (AT)6 12 93100670 93100681 CCAAATGCTAACCTTGGCTC TTGGGCTTTTAGTCCCTTTG 240

Ad05A18171 Aradu.A05 18171 p3 (TTA)6 18 93115735 93115752 ATGGGCCTAATATGCGAATG TGATCATGTTTGGGACGAGA 177

Ad05A18173 Aradu.A05 18173 c (TCT)7(CTT)6cgtcttcgtcttcgtct(TCTTCC)5tcttcttcttcg(T)10108 93122484 93122591 CGCGCATTAATTCATTTTGA GAGGAAGAAGAACGTGCAGC 230

Ad05A18174 Aradu.A05 18174 c (TCT)8tcatttacgtcttttctctctgttttctcg(T)1064 93122707 93122770 GCTGCACGTTCTTCTTCCTC TTTCTCCTCCTCATCTTCTGC 203

Ad05A18175 Aradu.A05 18175 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 93123353 93123407 GAAGGAGAAAGAGAAGGCAAGA ATCGTTTGGGTGAATTCCTG 279

Ad05A18176 Aradu.A05 18176 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 93123821 93123875 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 240

Ad05A18178 Aradu.A05 18178 p3 (TTA)7 21 93128990 93129010 TTTGATATACGTGAATCGGGT CGTTTTCCCTCCAAAATGAA 276

Ad05A18180 Aradu.A05 18180 p3 (TAA)6 18 93152882 93152899 TAATCCACCGATCAATTGCC CCCATTCCAAATTAAACAGCA 262

Ad05A18182 Aradu.A05 18182 p2 (TA)6 12 93154517 93154528 TAGAATGCCCGAACCTCTTG AATGCCCCATTTGAGTGTGT 249

Ad05A18185 Aradu.A05 18185 p2 (CA)7 14 93175289 93175302 TTTTGACCTCATTTTGAGTTGC AGCGAATTTGCAGAAGATGG 230

Ad05A18194 Aradu.A05 18194 p2 (GA)13 26 93205487 93205512 CAAATGTGGTAGGGTGAGGG AGGTGCATGAATGAAGGAGG 166

Ad05A18199 Aradu.A05 18199 p2 (TA)16 32 93212809 93212840 TTTGATTTTGGCCATACAACTTT TCTCTCTCCTTTAATTCTTCTCAAAA 176

Ad05A18202 Aradu.A05 18202 p2 (AT)7 14 93222365 93222378 TGGCTCACGACTCAACTCAT AAGGCTTGGACGAACTTCAA 272

Ad05A18207 Aradu.A05 18207 p3 (TAT)13 39 93231544 93231582 GTGAACTTGCACTATCCGCA GCTTTGAAATTATTAAATGTGTCAAGT 262

Ad05A18208 Aradu.A05 18208 p2 (AG)7 14 93232891 93232904 CGTGCTGATAACGTGTTGTG TGAAAAAGAGAATTTTGGGCA 279

Ad05A18209 Aradu.A05 18209 p4 (TTAA)5 20 93238523 93238542 AACGAGTTCGTTTTTCAAGGA TCTCTCCTTGGCTTGTTTACG 259

Ad05A18210 Aradu.A05 18210 p2 (CT)6 12 93245280 93245291 AGCCATTTTCGGATAGAGCA AAGCAACGCTCTTCTTCCTTC 238

Ad05A18211 Aradu.A05 18211 p2 (CT)6 12 93254222 93254233 ATGCATGCAAGATGAGATGG CTAATACCCGATCCAAGCCC 268

Ad05A18212 Aradu.A05 18212 p3 (TAA)7 21 93256232 93256252 TTTCTTTTTGTCCATACGTTTCAA TGTGTTGCTTTGCTTGTGAA 254

Ad05A18213 Aradu.A05 18213 p2 (CT)6 12 93262456 93262467 CAAACGGCTTGTCAATCAGA ATCACCCCACCCTTTTGTTT 163

Ad05A18214 Aradu.A05 18214 p2 (TA)7 14 93266068 93266081 TCAGAGTATGCCCAGAAGCA TCCCCATTTATTTTTGCGAC 213

Ad05A18215 Aradu.A05 18215 p3 (TAA)6 18 93269841 93269858 TGGCAGAGCAATAACAATAAACA TTTTCTGCTAAAGCATCTCATTTG 223

Ad05A18216 Aradu.A05 18216 p4 (TTAT)5 20 93270738 93270757 CCATATCCATTGCGACCTCT TTCCATCCGCAAATTAGGTC 239

Ad05A18217 Aradu.A05 18217 p2 (AC)6 12 93271409 93271420 ATCAGCCGCTAAAGTCCTCA CTCCCTCTCTCTCAACGACG 211

Ad05A18218 Aradu.A05 18218 p2 (GA)7 14 93271534 93271547 ATCAGCCGCTAAAGTCCTCA CTCCCTCTCTCTCAACGACG 211

Ad05A18220 Aradu.A05 18220 p2 (AT)8 16 93286586 93286601 CCTGTGCAGACCCGTTAAAT TCAATCTTCCTTTCATCCCG 221
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Ad05A18221 Aradu.A05 18221 p2 (AT)6 12 93289241 93289252 GCTTCAGCTCACCATTTTCC CACAGAGAATGCACAGAAGCA 258

Ad05A18225 Aradu.A05 18225 p3 (AAT)5 15 93298325 93298339 CAACAATATCTTTAAAAGCCAACG TCGGATTGGATTTTGGATCT 265

Ad05A18226 Aradu.A05 18226 p2 (AT)12 24 93300181 93300204 TTGGCAATTTTAGAGCAAGGA TGCGATAAAAACTGTAAAAGCA 137

Ad05A18228 Aradu.A05 18228 p3 (TTG)7 21 93306164 93306184 GCCTAAAGACACAATTTGGCA GCCACCCTTATTACCTGCAA 239

Ad05A18229 Aradu.A05 18229 p3 (TGA)7 21 93307326 93307346 CATGTTGAAAAGGTTGGGGT GTGGGGTGAGGGGTTACTTT 261

Ad05A18233 Aradu.A05 18233 p2 (TC)17 34 93318764 93318797 TTGGACCTCGTTGTTCTTCA GCTCGGTGATCCAAAATAGC 208

Ad05A18235 Aradu.A05 18235 c (TA)7tgcaggaagaaaatataattcttaagcatataattcgatattatgttgtattttgaatctattactttgacatagtctagtatctgttaactatc(T)10119 93327408 93327526 GTGCCCAAAATCATTGTTCC ATGTACCCATGCACAACCAA 275

Ad05A18236 Aradu.A05 18236 p2 (TC)15 30 93329194 93329223 TTTGTTTCGTGCGTTTGTTC CAGGGCGGAAGACAATCTAA 265

Ad05A18245 Aradu.A05 18245 p3 (ATT)6 18 93350071 93350088 GGTTTCTCCTCCACCAATGA TTGCAGGGATCAGCAGTATG 157

Ad05A18247 Aradu.A05 18247 p3 (AAT)14 42 93351716 93351757 CACGTGCAATTGATCAGGAC TTCCCTCAGCTAGGGTTCTTT 122

Ad05A18249 Aradu.A05 18249 p2 (TC)7 14 93353834 93353847 AAAGGGGGTACCCGTACTGA ATGAAAAGCAAGAGAGGGCA 265

Ad05A18250 Aradu.A05 18250 p2 (TC)7 14 93358571 93358584 TTGCAAGTGCAAGCTGTCAT TATGAGCCCATCACTTTCCC 278

Ad05A18253 Aradu.A05 18253 p3 (AAT)5 15 93367861 93367875 AACGTGAAAGGTTTTGGTGG CGAGGGGGTTGAGTCTATGT 143

Ad05A18255 Aradu.A05 18255 p2 (AT)8 16 93369624 93369639 CATGCATGGTGATCTTTTCAA TGCACATTGGGAAATGTTGT 256

Ad05A18257 Aradu.A05 18257 p3 (TAA)5 15 93371311 93371325 TCATCCTCCCAACCTGAATC ATCACTTGATGGTGGCCAAT 264

Ad05A18258 Aradu.A05 18258 p3 (CAA)5 15 93371771 93371785 AAGGCATTGCAGCTTAGGAA CCAAAGGGAGTCCAAATTGA 261

Ad05A18260 Aradu.A05 18260 p2 (TC)8 16 93378315 93378330 CAACATCTATTTTTACTTCCACCA TGAAAAGAGAAGAAGAGGGTGA 103

Ad05A18262 Aradu.A05 18262 c (A)10ttaaaaataatagtacataaatatcaattaagttatactaacttagttggataattaacttggttacagaatattattcc(A)10100 93389148 93389247 AAAAACCGTCAAAAGACAGACA GGCCAGGTTTCCTTTTCAGT 280

Ad05A18265 Aradu.A05 18265 c (T)11aaatcatattgtttttcgtataaataactagagaccaaattattagatatttacaagtaaaattttctgctactcattatggttaatatcaaacacg(A)10118 93394202 93394319 TGTTACAAGGTGGACCACTAAA TGCAACACCCAAAATCAATA 280

Ad05A18269 Aradu.A05 18269 p2 (AT)6 12 93424694 93424705 CAGATGAAGGCCCTTGGTAA TCATGTTTTGGTGGGTTTCA 279

Ad05A18270 Aradu.A05 18270 p3 (ATC)5 15 93425757 93425771 GCCTAACCCATTCCCTTCTC AGGGTCACCGAATCTCACAC 256

Ad05A18271 Aradu.A05 18271 c (AAG)5aa(ATG)6 35 93426310 93426344 GAGCGTTGAGGAGGAAGATG CCTTATCGCCTTTTGTTGCT 279

Ad05A18274 Aradu.A05 18274 p2 (AG)8 16 93437488 93437503 CCAATTGGGAAATGGAATTG GCTCTTCCCACTTTTTGTGG 140

Ad05A18275 Aradu.A05 18275 p3 (TAT)8 24 93438851 93438874 CATCCAAATTTCTCACCTGCT TTGTGGGTCAACTCGGGTAT 258

Ad05A18277 Aradu.A05 18277 p3 (CAT)5 15 93445698 93445712 GCCGGTGAACTCTTACTTGG CGATTGAAACCGGAGAAAAA 222

Ad05A18284 Aradu.A05 18284 c (T)12gttatatttttagattgatgttttttttatatttttagagcgatg(T)10gttttctactgtgtcttctttctcagaacgatgttaataagagaaaagatactttcggctgattaagtccg(T)10148 93478598 93478745 CATTGATTCGGTCAAATTATGG TTCTGTTGTTTGGGCTGTTG 244

Ad05A18287 Aradu.A05 18287 p3 (TCT)5 15 93482168 93482182 CCACATTGCCCATTCTCTTT ATGGAACCCACTTGGCATTA 254

Ad05A18288 Aradu.A05 18288 p2 (TA)13 26 93484405 93484430 GGGAGACAGACAGGGATTTTT TCTGCAAAAATGCAAAGGC 238

Ad05A18289 Aradu.A05 18289 p2 (AT)6 12 93484691 93484702 CCACACCATTCCAATGAACA GCTACAAGCACAAGTGGACAA 168

Ad05A18290 Aradu.A05 18290 p5 (ATTAA)6 30 93485843 93485872 GAACAATGTTTTGCAGGCAC GCAAGAAGAGGTCAAGCCAC 211

Ad05A18291 Aradu.A05 18291 p3 (AAT)5 15 93486026 93486040 TCACTCTCTTACCTTTTCCACCA TCAACTCCTGCAGCTTCTCA 264

Ad05A18292 Aradu.A05 18292 c (TGA)8gatccaaacaagttgtcacacatgttcatatg(TGT)777 93486439 93486515 TGATGATGCATTGTTGTTGTTG TCCAAGCATGGATCTCATCA 196

Ad05A18294 Aradu.A05 18294 p2 (GA)8 16 93489992 93490007 AGGACGGAAAAGGACACAGA TTTCTCCTCATCACCGAACC 247

Ad05A18297 Aradu.A05 18297 c (T)10catcacagtaacaacaatggaatcagaagcagaaacaataatgtaataaac(A)1273 93494348 93494420 CCTTCTCTAACAAATCTTTTTCAACA TTGGTATTGGTTTCTGCTTCTG 239
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Ad05A18304 Aradu.A05 18304 p3 (TAA)5 15 93506846 93506860 TCATGTCTCCGTTTTCCCTC ACGTGAATGGGTAACAAAGATT 270

Ad05A18305 Aradu.A05 18305 p2 (TA)6 12 93508481 93508492 TTTCCATTAAAAATTCATATCGTTTG TTTCCACAACCACCTTGACC 222

Ad05A18317 Aradu.A05 18317 p2 (AT)7 14 93527578 93527591 CAGTAAGTAGATTGCATCCGAAA AGCGTGGAAGAAAATTGAGC 208

Ad05A18320 Aradu.A05 18320 p2 (TA)10 20 93532341 93532360 ACCGTATAAACAAAACGAGATATACA TGCATATCAATTAAAAACATTTCG 276

Ad05A18322 Aradu.A05 18322 c (A)10caaaaaggaatattagtttagtttataggactatttctagc(AT)867 93536529 93536595 AAATCATTTGAGAAAGTGAAAGGA CCACCATAATTTAAGCCACCA 137

Ad05A18328 Aradu.A05 18328 c (A)12ttaaattttatataattatttaattatgaccgcataaatcgattcaatttataatttaattattcaataatctgattaatttgattatcgg(T)11114 93567549 93567662 CACTCGGTTATTAACTTGAATTGG TGATGGATACCTGGTGCAAA 277

Ad05A18329 Aradu.A05 18329 c (A)11tgtatctgatagcacttcacctgac(TTA)551 93568056 93568106 TTCCAAATACACAATGATCGAAA TCTCTGCTTGACTTGCTCTTT 264

Ad05A18332 Aradu.A05 18332 p3 (AAT)14 42 93572702 93572743 TGAGACATTGGTCCAAAAACA TTATCATAATAGTTACACGGGAAAAA 266

Ad05A18334 Aradu.A05 18334 c (TTC)7g(T)11cgattttcctattttcaaagcgttacactcagaacggttcttcttcctctttctcttcctctttctcttcttgttcttcg(T)10123 93577419 93577541 GTTGCTACACATACGGGCCT TTTCTCCTCATCTTCTGCTGC 270

Ad05A18335 Aradu.A05 18335 c (A)11cgagaaaacagagagaaaagaacgtaaat(GAA)6gaggaagacgaagaagaagaacgtgcagaaacgaaagaa(AAG)6115 93577983 93578097 TTCTTCAAAAACGATTTCACCA GCGTTTCGAACCATTTCTCT 242

Ad05A18337 Aradu.A05 18337 p3 (TTC)5 15 93583591 93583605 CTCGAGATTGAACTCCGAGC CACCACCCATCATTTGTCAC 264

Ad05A18344 Aradu.A05 18344 c (TAT)11gtttttcttc(T)1053 93597000 93597052 TTCTTGGGCCACTTAACACA TCAAAGATCAAAGAGCCACTCA 216

Ad05A18347 Aradu.A05 18347 c (T)10cgaatttacaaatcggaccgtccgatttgtgattgtttgtttg(A)1063 93607979 93608041 GGTCCGATTTGTTTGGAGAA TGGATGCACCGATTTATTTG 200

Ad05A18354 Aradu.A05 18354 c (A)10gattttttatgtctttatatatattatttaatagttaaaagt(A)1163 93625578 93625640 ATGTTTTGGATAAAAATTTGGTTT CGATCCCAGAATCTAACCCC 266

Ad05A18356 Aradu.A05 18356 p4 (TTAA)5 20 93633418 93633437 GCACATGAACCGTGAGTGAC CATGAACTGCATGTGTACAAAGA 190

Ad05A18360 Aradu.A05 18360 c (GAA)7gatgtgaatttgcagaatggagaaaaagggtgttagaatgatagcaacagagttagaaacagaggctttgc(GA)20(GT)7146 93640397 93640542 TGGCTCTTGAAAGAATGATGG AGCACATGGTTAGGGACAGC 271

Ad05A18369 Aradu.A05 18369 c (A)10caaataaaaagag(A)1134 93661846 93661879 GGAACAAACTAAGGAACCGC TGGATGTGCAAGGCCTTAAT 217

Ad05A18372 Aradu.A05 18372 p2 (GA)12 24 93664301 93664324 TGCAATATCTGCTTGGTTGC TCCCAGAATTACCTTCAACTCA 279

Ad05A18373 Aradu.A05 18373 p2 (TA)10 20 93671943 93671962 GGGTTTTGGAACAAGCGTAT GAACAATTTTGCTGCCATGA 268

Ad05A18375 Aradu.A05 18375 p4 (AAAT)5 20 93679350 93679369 GGCCATGTAACCTTTTTGCT GAGCGTCCAAGATGATGTGTT 207

Ad05A18376 Aradu.A05 18376 p4 (AAAT)5 20 93684792 93684811 CAGATGCCATGACAAAACCA TGAACCATCCATCAATTAGAGGT 280

Ad05A18377 Aradu.A05 18377 p5 (AATAT)5 25 93686168 93686192 TGGTGCCTTTGTTATGGTGT AAACAAAAGCCCAATGCAAC 252

Ad05A18383 Aradu.A05 18383 p3 (ATT)7 21 93704280 93704300 TTGAAATAAGGAGATGTGCCG TCACAATGCAACACGCCTAT 258

Ad05A18384 Aradu.A05 18384 p3 (AAC)5 15 93704534 93704548 TTGCCAAATGACAATGATGAA AGCCAAAGCCAAAGACAAGA 128

Ad05A18385 Aradu.A05 18385 p3 (TCC)5 15 93704715 93704729 TCTTGTCTTTGGCTTTGGCT TTGGTGCCTTCAAGAACTCC 245

Ad05A18386 Aradu.A05 18386 p3 (TTA)13 39 93705657 93705695 TTGGCAGAAATGTTGTTGGT ACGCCAAAGGAGTGCTAAAA 204

Ad05A18387 Aradu.A05 18387 p2 (AT)8 16 93706229 93706244 CAGTTTCAGCCACATATTCACA TTGTTGGCATTCATTTTGAAG 255

Ad05A18388 Aradu.A05 18388 c (A)13tcctaaatttccaatataattttagcaaatagttttggacttatggtccatggtcaattgggaccaacgcaccgtcaaggcacagtgaaaataata(TAT)5124 93707223 93707346 CATTGAACACAAACCCAGCTT TGGAGATGGGGAATAATGGA 278

Ad05A18393 Aradu.A05 18393 p3 (AAG)5 15 93719797 93719811 TGCTTCTAAAAGAAGAAATAAGAGCA GGGGTAGAAGATGAGGAGGAA 211

Ad05A18399 Aradu.A05 18399 p3 (ATA)6 18 93751216 93751233 AATAGTATTTACCATGAATGACCAAA CAATTACGATCACTCTCAACCAA 267

Ad05A18403 Aradu.A05 18403 p3 (TAA)5 15 93763724 93763738 CCTTCCATCCTGCCCTATTT GCCACAGTACATGCTCAAATG 181

Ad05A18404 Aradu.A05 18404 p2 (TC)6 12 93770428 93770439 CGTGCATCCTTTCTCCTCAT ACACTGGGAGAGTGGGAGTG 194

Ad05A18407 Aradu.A05 18407 p2 (TA)7 14 93778574 93778587 CACCAAGATAACACAAGGTGGA CCATTACCTTCAACTTGCCA 248

Ad05A18410 Aradu.A05 18410 p3 (TAA)6 18 93788915 93788932 TGCTTGGCTGATGTCAAAAA CCGATTCAAATTACACCGAAA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A18411 Aradu.A05 18411 p3 (AAT)7 21 93792886 93792906 AAAAGTTCGTCATTGGGCAC GCCTGAGAAGAGCAGAAGCA 202

Ad05A18414 Aradu.A05 18414 p4 (AAAT)5 20 93804598 93804617 TCAAATTTTAAATAACCAACAATGTC TCAAAATCAATCCAATCCAATC 260

Ad05A18415 Aradu.A05 18415 p2 (AT)13 26 93805426 93805451 TGTTCAAGGCTCTCCGAAGT CGCAGGATAAAAGGTCAAGG 194

Ad05A18417 Aradu.A05 18417 p2 (AC)7 14 93807466 93807479 TGATATTTCGAGTATTTCTTTCAAGG TGCATATTCTTTTCGTCTTATTAATTC 258

Ad05A18421 Aradu.A05 18421 p4 (AAAT)5 20 93854544 93854563 TCATCATCAAATTTTAAATAACCAACA TCAAAATCAATCCAATCCAATC 266

Ad05A18422 Aradu.A05 18422 p3 (TAA)5 15 93856830 93856844 GGATTGCAGGATTCAGGTGT CATATGCAGGGTAAGCCACA 215

Ad05A18423 Aradu.A05 18423 p2 (AC)6 12 93857390 93857401 TTTTTCAAGGAAGAATTAACTTTTAGA AAGTGCATTCCATATGCCGT 280

Ad05A18425 Aradu.A05 18425 p2 (GA)19 38 93861994 93862031 AATGATGGCAACAACGTCAA ACCAGTGGATTTAGCGATGG 279

Ad05A18426 Aradu.A05 18426 p2 (TC)10 20 93864049 93864068 CTTGGCGGTCATTCTCTCTC CAACGAGGGAACCAAAAGAA 198

Ad05A18430 Aradu.A05 18430 p2 (GA)16 32 93880668 93880699 AACGAGGGAACCGAAAGAAT GGTCATTCTCTCTCGCGAAC 205

Ad05A18433 Aradu.A05 18433 p2 (TA)6 12 93885755 93885766 TGTGATGATGATTAAAGGCATTG CCATTTGGTTAACATTACACGC 273

Ad05A18436 Aradu.A05 18436 p2 (TA)14 28 93903032 93903059 TTGCCATTTTCCAAATACGA ATGTGGCGTTATGTGATTGG 259

Ad05A18437 Aradu.A05 18437 c (AT)9tcacactgaattgataatgcagttgcaaaaatcattttttcccaacactctttactggttctagcatggta(TCT)5104 93909855 93909958 GGATTAGGGTTGGGAAAAGG GCAATGTTTGGGTGATCAAA 249

Ad05A18442 Aradu.A05 18442 p2 (TA)6 12 93949675 93949686 AAGTTGCCGCGTATTTTCAC GAAAGCTTTTGACATGGTGATG 246

Ad05A18443 Aradu.A05 18443 p2 (TA)9 18 93950554 93950571 TGGAACTGCTAGGCAAACCT TCATGCGAAGCTAAACAAAAA 147

Ad05A18447 Aradu.A05 18447 p2 (CT)6 12 93967449 93967460 GCTCGAAACGTACCCATGAT GCAAGTGTCGAGGAAGAAGG 227

Ad05A18450 Aradu.A05 18450 p4 (ATCT)7 28 93974133 93974160 AAAATCCTTTTACGGTGGGG GGAAGACATGAGTTTGTAGCCA 236

Ad05A18453 Aradu.A05 18453 c (TA)6aagatagaaaatagtataaaaagtaaagagagagagaattgcataa(AT)670 94001178 94001247 GACCATTATGATAAAATTTTGCACC AAACAAATGCAATTTTCTCTCTTC 275

Ad05A18456 Aradu.A05 18456 p3 (ATT)5 15 94009900 94009914 TCAGTGCTCACATCTGCTCC GTCTGCAGGGTGGAAACAAC 195

Ad05A18458 Aradu.A05 18458 p3 (ACA)6 18 94014618 94014635 TTGGATTTGCTTGATTTTTGC CGTTTGATTCATGTAGCCGA 277

Ad05A18460 Aradu.A05 18460 p3 (AAT)5 15 94019209 94019223 GGATACTCGGAAAGGGAAGC ATGGGACAAGGTTTTGATGG 271

Ad05A18463 Aradu.A05 18463 p2 (TA)8 16 94039485 94039500 GGTGAACCGAGCTTGAGATT CTCCATCCGGTCTGATTGTC 274

Ad05A18464 Aradu.A05 18464 p2 (AT)7 14 94044892 94044905 ACCATACAGAGTCAAGGCCG GCCTCATAGCCCTTTTCCTC 277

Ad05A18465 Aradu.A05 18465 p3 (AAG)6 18 94046103 94046120 GTATGCGGTGCACAAATTCA GTTGAATCCTCGGGACGTTA 276

Ad05A18472 Aradu.A05 18472 p2 (AT)7 14 94082457 94082470 GGTTGGTTTATTATCGTGGTCA CAAATCCAAAACACCATTCG 271

Ad05A18474 Aradu.A05 18474 c (A)10gagaaaacatagagaaaagacgtaaat(GAA)552 94087326 94087377 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 191

Ad05A18475 Aradu.A05 18475 c (A)10cgaa(GAAGAG)6gaagaagaagacgaagaag(AGA)790 94087498 94087587 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 211

Ad05A18481 Aradu.A05 18481 p2 (AT)8 16 94133080 94133095 GGACTTCTGAAGCGAAGTGG TGCAATGCTCAGAAAACGAG 255

Ad05A18487 Aradu.A05 18487 c (A)10tctaaaaattaattaaaaaataaaaatgtctcgtatttataaactttataaacaccgtacttgatagaagcacaaattgcgataattgttt(A)13114 94149368 94149481 TGGGACTAAAGACTAATTTTTGGAG GCCTTTAACTCATGCACAGC 268

Ad05A18492 Aradu.A05 18492 p2 (AT)11 22 94157831 94157852 TTTTCCAACCCGTTCTCATC TTTCTTGAGTTTGCGTGCAG 266

Ad05A18493 Aradu.A05 18493 p2 (TC)11 22 94158618 94158639 TTACGGCTCTGCTCCTCAAT AAGGGATGAGGAAGGAGGAA 207

Ad05A18499 Aradu.A05 18499 c (A)10tcggatggtatcaattg(T)10gttgtgaccggatagtgtcaattgtttaatttcacccttcatta(CT)795 94178425 94178519 TTGAACAAATGTAAAATGGGAGT CCTTGATCTGCGATGGACTT 280

Ad05A18500 Aradu.A05 18500 p2 (CT)20 40 94180230 94180269 GCAGACCTTCGGATTGAAAA TCAGGCATGATTGGCTGTAA 262

Ad05A18501 Aradu.A05 18501 p2 (TC)9 18 94183674 94183691 AAAAATTGGTCAAACCAGCG CGACGTTGGCTTAGGAGAAG 265
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Ad05A18503 Aradu.A05 18503 p2 (AC)8 16 94195949 94195964 AGCTTCAGGATGACCAGCAG TGATAGTGCTCCAGCGAATG 278

Ad05A18505 Aradu.A05 18505 p3 (ATC)7 21 94200593 94200613 ATACCTGGCTTTCGGTGATG TGCTCTCTCAATTGGCTTGA 244

Ad05A18508 Aradu.A05 18508 p3 (TTA)5 15 94209295 94209309 TGATATACGTGAATCGGGTAACA CATTTTCCCTCCAAAACGAA 276

Ad05A18509 Aradu.A05 18509 p2 (TA)6 12 94219656 94219667 CCCGATCAATTTTAATATGCC AACAAATGCAATTCTCTCTCTCTTT 254

Ad05A18510 Aradu.A05 18510 p2 (TA)6 12 94224061 94224072 TGTGCGAACTTGCACTATCC TCAAATGCAATTCTCTCTCTCTTT 274

Ad05A18511 Aradu.A05 18511 p2 (AT)8 16 94229645 94229660 TTGGCATGCACCTTATGTGT TTTGGATGCAATGTTAAACCA 248

Ad05A18513 Aradu.A05 18513 p2 (TA)6 12 94234866 94234877 GATGAAAAGAGGGGACATGC TCATGCCAAGCAAAACTAAAAA 280

Ad05A18520 Aradu.A05 18520 c (T)10ctatatataaaatggtattttgagacaatgataat(A)1156 94291199 94291254 TCATCGGATTAACAAAAAGAACAA AATCGAGGAGTTCCCAGTGA 275

Ad05A18521 Aradu.A05 18521 p3 (TTA)15 45 94292134 94292178 TTTTTCAAAGAAAGTCCCGA AAATTTCTTATGACGATGGCTT 168

Ad05A18523 Aradu.A05 18523 c (ATT)6aagacaaaagccatgtttgtttatttcatggatcaacaaaaactctaagcccc(A)1081 94292776 94292856 AGTGGGTGGGCACAGTAAAC ATGACGCCCAATTTTTGGTA 138

Ad05A18525 Aradu.A05 18525 p2 (TA)9 18 94306112 94306129 CAAGACATTCGTTGACCCCT TGTGATGTATGCCTGCCCTA 271

Ad05A18526 Aradu.A05 18526 p2 (AT)7 14 94323108 94323121 CGATTTTGGCTATTTTCTCTTATTC TCAAAATCGTCCCTGAAAGA 278

Ad05A18530 Aradu.A05 18530 p3 (GAA)5 15 94326559 94326573 AAGAAGTTGGGCCTAACACG ACAGAAGGAAATCGAAGGCA 117

Ad05A18531 Aradu.A05 18531 p3 (AAG)6 18 94327191 94327208 CCTCCTCATCTTCTGCTGCT CAAGGTACGTTTCTTGCCTTC 200

Ad05A18532 Aradu.A05 18532 p4 (AAAT)5 20 94327816 94327835 GGTCGATTTGGCTAGGGAAT AAATGCTGTTGAAAGTAAACACCT 215

Ad05A18535 Aradu.A05 18535 p2 (AT)6 12 94330387 94330398 CATTTTGCAAGTTGTGAAGAAAA TTCAATAAAATTGCTGGCCC 271

Ad05A18536 Aradu.A05 18536 p2 (AT)7 14 94330573 94330586 GGGCCAGCAATTTTATTGAA ACGAGAAATGTTAGGGCCAA 264

Ad05A18537 Aradu.A05 18537 c (TA)10ttgttatatgtggttgtttttttattttttacaaagttgcgaaaaacaga(T)10catcttttttatattactccagacaaccattttaataaattacaccgactaaaaagccatttaaaaattagtttccgactttagcggtgtatttatt(A)14191 94330760 94330950 AAGTTATAAAAATTGTTGGCCCT GCAACAAAGTCAATGTTTTAAATAAG 275

Ad05A18538 Aradu.A05 18538 p3 (TTA)8 24 94331930 94331953 CCCCTTCTCCTCTCTCGTGT TCGAAGTAAAAACAAAATAGCACG 175

Ad05A18543 Aradu.A05 18543 p3 (AAT)20 60 94342428 94342487 TGTTCATTGCTTGTTGACTGC GGAGGTTTGCGTTTGAGAAG 278

Ad05A18544 Aradu.A05 18544 p3 (ATA)7 21 94343589 94343609 CGAGTGTTCTAATTTTTGCTGTAGA TCAAATCCGAATCCTTCAAA 280

Ad05A18545 Aradu.A05 18545 p2 (GA)6 12 94365355 94365366 TGATGAGGATGCGGTGAGTA CGGTGCCGTTTTTGAGTTAT 204

Ad05A18546 Aradu.A05 18546 c (TTA)5agcttattca(TAT)1158 94367109 94367166 GTCGATGGCCCACTGATACT TCGTATATCGGCACCAATGA 262

Ad05A18548 Aradu.A05 18548 p2 (AT)7 14 94372551 94372564 TGGTTTTCGACGAAGATAGGA TTGGACAAAGTTGTGAAGCG 121

Ad05A18551 Aradu.A05 18551 c (A)11ttagttaaataattttta(T)1039 94382925 94382963 CCAACCCCAACTATTTGACC GGAAAAAGAAAATTATAACTTCTCAAA 227

Ad05A18552 Aradu.A05 18552 p3 (CAC)5 15 94391055 94391069 AGAAAGGCATTACACCACGC GCTCATCTCATCACTTTTCATCA 210

Ad05A18553 Aradu.A05 18553 p2 (AT)9 18 94393514 94393531 CAAAACAAAAACAAAAAGACCAAA TTTTATTGATGCGATTAAAATTCA 275

Ad05A18554 Aradu.A05 18554 p3 (CAC)5 15 94402815 94402829 TAGCAGCATTGAGGAAAGGC CAGTTTGACCGGATTTTACACA 239

Ad05A18556 Aradu.A05 18556 p2 (TA)6 12 94417562 94417573 TTGAATCATATGCAATACGTAACA CATGCAACAATCAAAATATCAAAA 277

Ad05A18558 Aradu.A05 18558 c (TCT)5tttcttttgtttcttgccttccctttctccttcttctccttcttgctgcacgttcttcttcctcttcc(TCT)8107 94419684 94419790 TTCAAAGACGCGATGTAAGG TGCGTGCAAGAAGAAGAAGA 203

Ad05A18559 Aradu.A05 18559 p3 (CTT)5 15 94419899 94419913 TGTTTCTTGCCTTCCCTTTC GAGGAAGAAGAACGTGCAGC 228

Ad05A18560 Aradu.A05 18560 c (TAA)5c(AAT)12 52 94421930 94421981 TCAAAATAACGTTTTCACATTTCA GCATATAGCCCCATCATACCA 263

Ad05A18562 Aradu.A05 18562 c (CTT)6ctatatagcatactctatggttataagcttacacggttacagtactatattata(TTG)793 94432630 94432722 TGTGAACAGCTTCTTTGGCA CCTCAGCACCTTCTAGCACC 251

Ad05A18563 Aradu.A05 18563 p2 (TG)8 16 94434950 94434965 TGTGAAAAGCCTTGAAGCAA AAAACACGTACACGCACACC 239
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Ad05A18567 Aradu.A05 18567 p2 (AT)12 24 94440402 94440425 TCCCTCCTTTCCGGATATTT TCAAAAAGATTTTAATGAGGCCA 262

Ad05A18569 Aradu.A05 18569 p3 (TAT)14 42 94449213 94449254 AAGAAGCGGATAACTTCGTTTG CGAAATAATGCTCTGTTGTTGTG 188

Ad05A18570 Aradu.A05 18570 c (CTT)7ttccttcttctc(CTT)1372 94451471 94451542 GAAATACACGCGCCCAATAC AACGCGAAGAAGAAGACGAA 186

Ad05A18571 Aradu.A05 18571 p5 (TCAAT)5 25 94452061 94452085 TCTGCAGAATGAACTGAACACA TCGAATTGAGTGGAATGCAA 240

Ad05A18573 Aradu.A05 18573 p4 (TTAT)7 28 94463865 94463892 CGGTAAATTTGACAGTAATCAACG TCCAAAATTCATTGCGTTCTT 279

Ad05A18575 Aradu.A05 18575 p2 (AT)6 12 94477122 94477133 ACTCGAAAGCGCAACACTCT TTGTGTCCTTTTGGGTTTCC 197

Ad05A18576 Aradu.A05 18576 p2 (TA)10 20 94481576 94481595 TTGGACAAAGTTGTGAAGCG TGGTTTTCGACGAAGATAGGA 127

Ad05A18579 Aradu.A05 18579 p2 (TA)6 12 94484564 94484575 CTTCGAGGCCGTAATACGAA TTGATCTGGTAATGAAATATTAAACAA 242

Ad05A18580 Aradu.A05 18580 p3 (CTT)6 18 94486941 94486958 TCGAGTTTGGACAACTGACG AAAAGATGCAATTGACACCAAA 252

Ad05A18584 Aradu.A05 18584 p2 (AG)9 18 94507063 94507080 TGGAGGTTATGCTTGGAGTTG TCTCGGTCATTCGTTCAACA 257

Ad05A18585 Aradu.A05 18585 p2 (AT)8 16 94513668 94513683 CCGGTCCGAGCATAGAAGTA TTTGTGATTTTCGGATGCAG 271

Ad05A18587 Aradu.A05 18587 p2 (TA)6 12 94521727 94521738 AAAAATCGCAACTCGAAAGC TATCTTCGCAACCGGATCTT 136

Ad05A18590 Aradu.A05 18590 p3 (AAT)6 18 94544979 94544996 TCGAGTTTGGACAACTGACG TGACTCAAGGCTCAAACAAAAA 205

Ad05A18591 Aradu.A05 18591 p2 (CT)9 18 94546099 94546116 TGAAAATTCCTCACCCTTTTTC GGGTTCGAATTTTGAGATGAA 206

Ad05A18592 Aradu.A05 18592 p3 (TCT)5 15 94549421 94549435 ACCCCTCCATCCTTCTTCAT TGACTCAGAGGTGGAAGCAA 258

Ad05A18594 Aradu.A05 18594 p2 (AG)6 12 94577509 94577520 AGTCTTCACCATCGCGTCTT CCCTGCGTTCATCATCTTCT 163

Ad05A18595 Aradu.A05 18595 p2 (AG)9 18 94582402 94582419 GCTCTCACCACAGCAACGTA TTTGAATGCCATTTTCGGAT 270

Ad05A18596 Aradu.A05 18596 p2 (AG)9 18 94591807 94591824 CAAAGCAACGTTCCTCTCCT TGAATGCGATATTGCAGAGC 256

Ad05A18599 Aradu.A05 18599 p3 (ATA)5 15 94599686 94599700 TGTGCATGTGGACGATAACA TTAGAGATAACAGTCTTCTGTCAAAAA 207

Ad05A18602 Aradu.A05 18602 p3 (CTT)6 18 94606957 94606974 TCAGTTCCTGCTGTGATTCG ATTCTTCCTTGCCACCACAC 216

Ad05A18606 Aradu.A05 18606 p2 (TA)8 16 94610724 94610739 TCTGTAATTGCCGGGATCA CTGCAAAAGTTTGGACAGAAT 234

Ad05A18607 Aradu.A05 18607 c (AC)8(AT)8 32 94611277 94611308 AAATATGAGGACCGGGGAAC TACATGCAGATACCGCGAAG 273

Ad05A18608 Aradu.A05 18608 p4 (AAAT)5 20 94612764 94612783 GGAGGATAAACATCATGCCAG TTACAGGGTGCCAAAAGTCC 263

Ad05A18610 Aradu.A05 18610 p2 (TA)8 16 94615841 94615856 CGCCAACGTGGTTAAGAATC GAGGTACGTAAACTTTCACTTATCATT 277

Ad05A18614 Aradu.A05 18614 p2 (TA)6 12 94626423 94626434 TGTGTTAAGTCTGTTGCACAAAT TACCGGGAAGACTTTCGATG 254

Ad05A18616 Aradu.A05 18616 p2 (TC)13 26 94634339 94634364 AAATCACCAATCCCTTTCCC GCGGAAAGCAACAAAGAAAG 273

Ad05A18617 Aradu.A05 18617 p3 (ATA)16 48 94642960 94643007 TTTGGATGAGACTTTTCATAACCTT TTGAGTAGAAAATAAAAATCCATAAGC 278

Ad05A18618 Aradu.A05 18618 p3 (TAA)5 15 94644675 94644689 CGTTTTCCCTCCAAAACAAA CGTGAATCGGGTAACAAAGA 264

Ad05A18619 Aradu.A05 18619 p2 (TA)6 12 94648054 94648065 TCACTGTTTTGTTATATGAAATTGAAA TCCTTGTCTTTATTTTCCAAACC 256

Ad05A18620 Aradu.A05 18620 p3 (TAT)15 45 94648735 94648779 GATTGGAGAATCAAGCGGAA TTTTCTTTGAAGCCTGACCG 274

Ad05A18622 Aradu.A05 18622 p3 (GTG)5 15 94668490 94668504 ACCACCTCCACCACTACCAG CTAGGCCAAATACCCAACCA 167

Ad05A18625 Aradu.A05 18625 p2 (TA)6 12 94675183 94675194 TTTAGAATGTGTCAATTCAATAATCA TCTGTGGTTAAAATGGGTAAGGA 279

Ad05A18631 Aradu.A05 18631 p2 (AT)6 12 94697984 94697995 TTTTGGAAATTAAACTATTTTCGTGA TGTGCAAAACTTCCGTGAAT 255

Ad05A18632 Aradu.A05 18632 c (T)10ccatatgaaacttcttctgtttggctattgttttgggtttgaaatgcaagagcgaacaatgaatatccctagttttaaat(A)10100 94699247 94699346 TGGCAGCTGCTTACTCAATC GCTGGTCATGACTGAATTATTTTG 238
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Ad05A18633 Aradu.A05 18633 p3 (ATT)12 36 94703603 94703638 AAAAATGACAGGGCGAAATA TTTGGGCTTAGTCCCAGTCT 280

Ad05A18644 Aradu.A05 18644 p2 (CT)7 14 94729450 94729463 CTTGAATGCCATTTTCGGAT CCCTCTCACTTGCTCTCACC 277

Ad05A18648 Aradu.A05 18648 p3 (GAG)5 15 94733670 94733684 GTGGACGGTAAGGAGTCCAA TTCTTGTACATCGCGTCCAG 205

Ad05A18650 Aradu.A05 18650 p3 (AAT)12 36 94739949 94739984 AGTGGCCCAACAAAAACATT CTTTGCACAATGTACAGCCC 143

Ad05A18651 Aradu.A05 18651 p3 (ATA)20 60 94740266 94740325 TTCACATGGAGTTAATCTTCAGAAA CCGCTACCCATACAACACCT 229

Ad05A18652 Aradu.A05 18652 c (TA)6ccatgccaattcaattctctctctcaa(TC)753 94740726 94740778 GAAACAAGGCGTTGACCATT TCTGTGTTACTTTTGGGGTGT 244

Ad05A18655 Aradu.A05 18655 p2 (TA)9 18 94747360 94747377 GTTATAAATATCCACAAACACAGTGAA AAGAAAAATAACCCAAAAACACC 269

Ad05A18656 Aradu.A05 18656 p2 (CT)9 18 94748986 94749003 CCCTCTCCTCCCTTGTTTTC TCCGTTGGTAAATTCGAAGG 114

Ad05A18658 Aradu.A05 18658 p2 (CT)23 46 94759044 94759089 TTGTCCATAAATCCGTCGGT AGTCGACGCTGAAAGAGGAG 237

Ad05A18661 Aradu.A05 18661 p2 (AT)6 12 94762020 94762031 CCCTTTCCCTAATTCCCAAA CCAACGCTAAAAAGCTAGAAAA 175

Ad05A18670 Aradu.A05 18670 p6 (AAAGAA)6 36 94791708 94791743 CTCAGCAAGAAGTTTTGCCC CACAGACGACAACCACCATC 226

Ad05A18671 Aradu.A05 18671 p2 (TA)7 14 94792175 94792188 GCCCCTAGCATTCCTCGTAT CGTGAAACCATACAAGATGGA 181

Ad05A18672 Aradu.A05 18672 p2 (TA)6 12 94792455 94792466 AGGCATGCACGTACACTTGA AATGACTTGATCTGATCTTGTAGCA 101

Ad05A18674 Aradu.A05 18674 c (T)11ggtgacttttgattttttggtgac(T)1045 94805998 94806042 TGAAATACTCATTCTTGTGTTTTGG AAATGCTATTGTGATATGGGGTG 204

Ad05A18687 Aradu.A05 18687 c (A)10ttatgtattgataagattatacaaacttatctattcttgtcttctta(T)1067 94849528 94849594 TCCTTCTGGCCCCTTTTATT CGCATCTTCAACAAGAAAGC 240

Ad05A18689 Aradu.A05 18689 p2 (TC)6 12 94860454 94860465 TCATTCGGCAGATTGTTGAC GGTGGGACTAAAAGAAAATAGGAA 276

Ad05A18694 Aradu.A05 18694 c (T)11atttcctttttcctttttagttttttttcaac(T)1053 94870002 94870054 GCAACGACTCTTTGTTTTTGC CATCCACAAAGACACTTCCA 275

Ad05A18695 Aradu.A05 18695 p3 (TTA)19 57 94870404 94870460 TCATTGTTGGTAATAAGTTGGCA CAAATGCAATTCAACCGAGA 249

Ad05A18697 Aradu.A05 18697 p3 (TTG)7 21 94875368 94875388 ACATGACAGAGCACAATGGC AGCAAATTATCGGGTATGCG 215

Ad05A18699 Aradu.A05 18699 c (T)16gttccttcttatcttttaacacaag(A)1051 94877282 94877332 TTGCAACGGAACTACTCCCT ATATCCGGTGTGGGTATGGA 109

Ad05A18713 Aradu.A05 18713 c (AT)6aaggaaaaataagttgcatagcagaataacagagaacaaac(A)1063 94905686 94905748 GCAATTCCTGGAGGATTCAA TCATGCCAAGCAAAACTAAAAA 169

Ad05A18714 Aradu.A05 18714 c (A)13gaacatgcaataaatattagtttaaacatgttcaaataatagttgttaagaaaactctagttgttgttattgttataagatacttcaactaaaaat(A)11120 94909442 94909561 TTCTCTTATTTCTCCACCGAAGA TCTTCATATCCCAAATTCACAAGA 275

Ad05A18715 Aradu.A05 18715 p2 (TA)6 12 94914201 94914212 TGAAGTTCTATACGAAAAGGATAAAAT TTAAAATATAAAACGTCTCTCACCTTT 250

Ad05A18716 Aradu.A05 18716 p2 (TC)10 20 94915169 94915188 TCTGCTCTGAATGGAAGCAA TCACATTTCCAGCACCAAAA 252

Ad05A18717 Aradu.A05 18717 p2 (TA)6 12 94918723 94918734 AAGCCTTGGTTTGCAGTGAT TCTTCCAATTTTCCTGCCAT 252

Ad05A18723 Aradu.A05 18723 c (AAC)5(AAT)6 33 94940994 94941026 CCACCGGATACATAAATGCC GCACCAACTTGGCGTTAAAT 238

Ad05A18727 Aradu.A05 18727 p3 (ATT)15 45 94954249 94954293 AGTTGTTGATGGCTTTTGCC TGAATTGTTGACCATTTTTGGA 273

Ad05A18728 Aradu.A05 18728 c (TAA)6cattgataataataataacaataatactaataataacaacaat(AAC)6(AAT)7100 94954745 94954844 GAGGTTGGAACGGTTTACGA TGGAGTCATGGAAGACGAAA 249

Ad05A18734 Aradu.A05 18734 p2 (GA)13 26 94976871 94976896 TTGAGACTTCACGCAAGTGG AAGGTTGTGGGCTTCTATGG 215

Ad05A18738 Aradu.A05 18738 c (TTA)5ttg(TTA)5 33 94987518 94987550 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 222

Ad05A18742 Aradu.A05 18742 c (TG)17(AG)12 58 95001994 95002051 GCCCAACACGAGGAAAAACT TGGAATGGTCGAAAGAAAGG 265

Ad05A18747 Aradu.A05 18747 p2 (AT)11 22 95017604 95017625 GCAGGGTTGACAAACAGGAC AACACACAAACCCCATATCCA 191

Ad05A18751 Aradu.A05 18751 c* (A)11(AAC)7*aaa(AAT)26111 95032207 95032317 AAAAATTGAGACGCGGGAAT GAATGAAAAGTGTCCAATGTGC 257

Ad05A18752 Aradu.A05 18752 p2 (AT)6 12 95034080 95034091 AAATTTGCCTCATGCACACA GGCTCGAATGCATGTGATTA 133



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A18753 Aradu.A05 18753 p2 (AT)6 12 95034227 95034238 TAATCACATGCATTCGAGCC CAAACTGCACCCAAAAACCT 218

Ad05A18754 Aradu.A05 18754 p2 (TC)20 40 95042943 95042982 GCATTTTAGTGACCCGCAAT GGCCGTATTGTTGCTCTGTT 247

Ad05A18755 Aradu.A05 18755 p6 (GTGGTC)5 30 95044427 95044456 CACGACAGATAGAGTTGTTGCG GACGCAGGGACGTAGTTAGG 201

Ad05A18760 Aradu.A05 18760 p4 (TTCT)9 36 95050745 95050780 AATCAGCCACCAAAGTCAGC TGCAAAATTATTTGGAAGAGGA 250

Ad05A18761 Aradu.A05 18761 p3 (AAG)5 15 95050973 95050987 TGCAGCTTTATGTGTTTCTTCTTC CGAAGATATTTGGGTGCAAAA 269

Ad05A18762 Aradu.A05 18762 p3 (GAT)5 15 95051515 95051529 GCAAAACAAAAACAAACTTGAGAA CCTTTTTCCCTTCCTCATCC 126

Ad05A18763 Aradu.A05 18763 p2 (AT)6 12 95053244 95053255 CTGTACACACACTGGCCACC GAAGGCTTTGGCTTTTACCC 273

Ad05A18765 Aradu.A05 18765 c (A)10ttagtacgagttcacatacataagtaattacgatggctgaatataagga(T)1069 95055033 95055101 TTTTAAGCTTCAATGAAAGCAAT GGAGTCCAACGAACTTGCTC 248

Ad05A18766 Aradu.A05 18766 p2 (TA)7 14 95057681 95057694 GAGCTCCTGACTCAACCTGC GGATACCTGAAGCGAAGTGG 237

Ad05A18770 Aradu.A05 18770 p3 (AAT)5 15 95066018 95066032 CAATGTTAATGGTGTTAGTGTTAATGG CAGCCACTTTGATTTCCAAC 145

Ad05A18771 Aradu.A05 18771 p2 (AT)6 12 95077232 95077243 GGGGCTGAAAGAAGAAAAAGA CCATCCAATTTGTTTGTTGGA 134

Ad05A18773 Aradu.A05 18773 p2 (TA)6 12 95097301 95097312 TGCGAGAAAAATTCCATTCC TTCGAAGAAGAGCAAATCGAA 260

Ad05A18780 Aradu.A05 18780 c (AT)6(AG)6 24 95103054 95103077 TGAAGAAGAGAGAAAAGGACCG TCTATACCCCATATTCGCCG 164

Ad05A18783 Aradu.A05 18783 p4 (AAAG)5 20 95120872 95120891 AAGCACATTCATCCACCACA ATGACAATGGCTTCTTTGCC 237

Ad05A18785 Aradu.A05 18785 p2 (TA)12 24 95121707 95121730 CATGAGATCCACGTCCTCCT GTGGCTGGTAAACTTGGCAT 263

Ad05A18787 Aradu.A05 18787 c (T)10cccc(T)14ggtactaatcgtttatctcctttaatttttcctt(A)1173 95124513 95124585 CATATCGCAATCAGGGTGTG TCTCAACTCAATACCCATCAACA 232

Ad05A18789 Aradu.A05 18789 p2 (TA)12 24 95127105 95127128 CATCACCAAAGATTTAAACCCAA TCATCAAAGCCCTTATTTCCA 199

Ad05A18792 Aradu.A05 18792 c (T)11cttaaggccaattttcttttgttttttcggcgg(TTA)559 95145050 95145108 CATACATTTGCCAGCCTTCA AGGTCAGCTGGACCAAACC 247

Ad05A18797 Aradu.A05 18797 p3 (ACC)5 15 95159897 95159911 TGTGGGTATGGCTATGGGTT TGCATTCCCTGAACAATCTG 203

Ad05A18799 Aradu.A05 18799 c (ATG)5gaggagaaagatgaaaagaaaagaggataaaaaatttcaat(A)1066 95165426 95165491 ATGGCAAAAATTCGATGATG TGGCTTCTACTTCTCCTCCTCA 225

Ad05A18801 Aradu.A05 18801 c (GGT)5gctggttgtgt(TGG)541 95173478 95173518 GTGCTGTTGGTGGAGGAAGT AGTTTTTCGCCAGAATCGAA 167

Ad05A18814 Aradu.A05 18814 p2 (CT)9 18 95204294 95204311 CAATGGTGTGGTGGTGAGAG GAGGGAGGAAATGGTAGAGACC 195

Ad05A18820 Aradu.A05 18820 p3 (TTA)8 24 95212728 95212751 CAGCAATTAGTTTTAGAAGATGATGG TCTAACAGTGAGAATAAACGATTGG 277

Ad05A18822 Aradu.A05 18822 c (T)10gtgaggatgagccctcaacaacttgtttcc(T)1050 95218854 95218903 GAGCTTTCGTGGAGTGAAGC GCTTGAGAATTGTTCACTTTTGC 263

Ad05A18825 Aradu.A05 18825 p3 (CAG)5 15 95230536 95230550 GCTACCGACCCTAACCCTTC CCTGGTGCAACCTCATTCTT 278

Ad05A18829 Aradu.A05 18829 c (T)13aactttgagttattgacttattgttatgtgtcttatgc(T)10cg(T)1073 95235637 95235709 TCCCGAGGACTTTTTCTTTT GCCTAGGCCAGGTAACAATAA 207

Ad05A18830 Aradu.A05 18830 p3 (CAC)5 15 95236825 95236839 TTGCAGCACTCCAAGAATTG GGCAGGTTAAACTGGTGGAA 220

Ad05A18831 Aradu.A05 18831 p3 (TAT)12 36 95237351 95237386 CCCTCCCACTTTCTTTCTCC CCATGCCATAAAATAAATTGGA 200

Ad05A18835 Aradu.A05 18835 p3 (CTT)5 15 95256554 95256568 GGGGTTAAGTACGATTTTGGTC ACTCCTACGAAGGGGGAAGG 216

Ad05A18837 Aradu.A05 18837 p3 (ATT)7 21 95268629 95268649 TGCATATGATCCCAAACCAA GACCATTGGTTTTCATTGGC 275

Ad05A18843 Aradu.A05 18843 p2 (AT)12 24 95276067 95276090 TCTGCATATGTGTGCGGATT TGTCGTGCATTTGATTTGTG 117

Ad05A18845 Aradu.A05 18845 p2 (CT)12 24 95284691 95284714 CAATTGTGGTCCCCTCCTTA AGAATCAGTGAGCACACCCC 202

Ad05A18846 Aradu.A05 18846 p3 (GGT)5 15 95284891 95284905 GGGGTGTGCTCACTGATTCT GCATGTGCAGCCTCAAACTA 120

Ad05A18852 Aradu.A05 18852 p2 (TA)6 12 95309631 95309642 TCTCGTGCTGATAACGTGTTG CAAATGCAATTCTCTCTCTTTTTG 192
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Ad05A18854 Aradu.A05 18854 p2 (TG)6 12 95315833 95315844 ATGGGTATGATGGTTGTGGC CAAGGCCTCAATACCTCCAA 123

Ad05A18855 Aradu.A05 18855 p2 (TA)6 12 95318607 95318618 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 135

Ad05A18860 Aradu.A05 18860 p3 (CCA)5 15 95336974 95336988 GAGCAATCGTGCTGCATTTA GCTCTTACAATCAGGTCCGC 263

Ad05A18861 Aradu.A05 18861 p3 (TTG)5 15 95337125 95337139 GCGGACCTGATTGTAAGAGC AATGGTTAGGGATTGGGGAG 190

Ad05A18862 Aradu.A05 18862 p2 (TC)7 14 95340551 95340564 TACCACATGTCACTCTTTTATTGTAA ATTAAGTGCCGAATTGCCTG 188

Ad05A18863 Aradu.A05 18863 p3 (CAC)6 18 95358111 95358128 GAGCAATCGTGCTGCATTTA CTCGTCTCTGCCTTTGCTTC 234

Ad05A18867 Aradu.A05 18867 p2 (AG)6 12 95367014 95367025 ATGGCCAATTAGCTCTCCCT CCAGCTGGCTGATAGGTTGT 159

Ad05A18870 Aradu.A05 18870 p2 (TC)6 12 95388390 95388401 TTTGCCCAGTCAAAAACCTC ATCAGAATAGCGTCGGCTTG 236

Ad05A18877 Aradu.A05 18877 p2 (AG)9 18 95413587 95413604 GCTCATAGCGAAGGCGACTA ATCGTTGCTCATCCCGTTAC 180

Ad05A18880 Aradu.A05 18880 p3 (GAA)6 18 95422441 95422458 TCTCAGCTGCTCGTGAAATC GGGGCCCATACTGCTATGTA 147

Ad05A18883 Aradu.A05 18883 p3 (TAT)8 24 95429648 95429671 TTGTGCTGTTTATAAAACTTGAGC TTGGATATGAATAAATGTGTAATTGAA 216

Ad05A18885 Aradu.A05 18885 p3 (AAG)6 18 95448626 95448643 TGCCAACGACGATAAACAAA TCTTTCCACCAACTGCTCCT 273

Ad05A18887 Aradu.A05 18887 c (A)10gggattaggggaagtcatttaac(A)1245 95455729 95455773 AGCTCAGTACCGTGGCAGAT TGAATTTGAAGTTTTGGTTTTTGA 226

Ad05A18890 Aradu.A05 18890 p3 (TCT)5 15 95459277 95459291 CCACATACTGTTACGGCACG TTCTCCTCCTCGTCTTCTGC 241

Ad05A18896 Aradu.A05 18896 p3 (TAT)16 48 95466139 95466186 ATTTTGTCCCACGTGAAAGG TTGGATATGAATAAATGTGTAATTGAA 278

Ad05A18898 Aradu.A05 18898 p2 (TC)6 12 95480989 95481000 AAGCCGATCCAACAGTGAAC GGGGGAGATTTGTTGGATTT 232

Ad05A18904 Aradu.A05 18904 p2 (AT)8 16 95517385 95517400 TCGTGGTTTGACTGTGATTGA CGCATCATGTGGTAAACAGG 278

Ad05A18908 Aradu.A05 18908 p3 (ATA)6 18 95539114 95539131 TGGCCAGAATGAATAGGGAC GGACTCTTGTTTGCTTTTCCA 184

Ad05A18909 Aradu.A05 18909 p2 (TA)6 12 95543441 95543452 TCCCTTTCAGGATATGAGTGC CCGCTCCCAAAATACTTTCA 267

Ad05A18912 Aradu.A05 18912 p3 (CCA)6 18 95558610 95558627 GAGTCCATTTTGGAAGGCAA GTGGTGTTGGTGGAGGTTGT 258

Ad05A18914 Aradu.A05 18914 p3 (GAT)6 18 95572872 95572889 TGTAGCACCTTCCTCTGCCT CACCCACAGTCACCATCATC 256

Ad05A18916 Aradu.A05 18916 p2 (AT)11 22 95589949 95589970 TGCCGAATTGAGGAGTAACA GAACATAAAGGGCCACCAGA 104

Ad05A18918 Aradu.A05 18918 p2 (TA)7 14 95595344 95595357 CTGTGGATCTCCCTCAGAGC ACTCAACTCTAAGACGCCGC 272

Ad05A18921 Aradu.A05 18921 c (T)10gtgaataatcatttttttgagttagtatgtgatacataattacataaatcagctaatttatctgttaagtgctagctaagattgacag(T)12110 95611050 95611159 TCATTTTCAACTCTTGATCTTTAATTC TCAATTCTCACACAACAAATTTAGG 265

Ad05A18923 Aradu.A05 18923 p3 (TTA)5 15 95613561 95613575 TCATCATTGCTGCTGCTACC CAAGAAGACGCTGAAGAAGGA 137

Ad05A18924 Aradu.A05 18924 c (TG)6(TA)8 28 95613890 95613917 TTGACAAATTAATGTGAGTTACCAAA CATAGCACACAAATTCGCACA 181

Ad05A18929 Aradu.A05 18929 c (T)11gaaaattcgtagcaaatactttggtcgcacataaaacttcctccttctctttc(T)1175 95624064 95624138 CATTGGTAGTTCGGTACGCAT TGTGAAAGAGTAGGAGGTGTTTACC 250

Ad05A18932 Aradu.A05 18932 p2 (AT)7 14 95630418 95630431 ACGAAGTCTTCAATGCCCAC TCCGTGGGTACGGTAATGAT 150

Ad05A18935 Aradu.A05 18935 c (T)14gttgacaatttcaacattttgttatttttcaaaatctgatgacagctgaagaaacctgtatactaagtatatgattacacttgtttcc(A)11113 95637752 95637864 AATGCATGGTCCCACTTTTC AAATTCCTTCTTGCACAGCC 219

Ad05A18937 Aradu.A05 18937 p2 (AT)14 28 95641272 95641299 AATCCGTAGCAAACACCTTG TATTGGTAAAAATTCGGGCG 245

Ad05A18938 Aradu.A05 18938 p2 (AT)8 16 95641442 95641457 CACATTAAGTCGACTGCGCC GGAAGTTTTATGTGCGACCG 106

Ad05A18943 Aradu.A05 18943 c (T)10atttgagagaataaagtgtgatctcttatcttaaattaataagaaaaagaaaataataaatggtaaaatcaaacaccggatactattcaa(T)10110 95649710 95649819 TCACCTCTACATTCAATCCGA GGGAAAAGAAAAAGGGCAAC 255

Ad05A18944 Aradu.A05 18944 p2 (CT)14 28 95656166 95656193 TGGGATTGCTTTTACTTCCC ATCATTTGCCTTGTGCCTTC 185

Ad05A18947 Aradu.A05 18947 p2 (CT)7 14 95676378 95676391 GTTGCTGGGTAAAGACCGAA ATCATTTGCCTTGTGCCTTC 262
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Ad05A18949 Aradu.A05 18949 p2 (CT)7 14 95680313 95680326 TTGTCAAAAAGGTAGTGTGACAAG TGGGGAGAGAAAGTGGACAT 273

Ad05A18961 Aradu.A05 18961 p3 (ATT)9 27 95710113 95710139 TGCTGTTGGACTCAAAGGTG TGGTAGGAGGGGACAGAAGA 213

Ad05A18964 Aradu.A05 18964 p2 (TC)6 12 95712335 95712346 GTTCATGTCGCACACACACA TGGCAGAGAGAATGATGCAC 224

Ad05A18965 Aradu.A05 18965 p3 (GAA)5 15 95713521 95713535 AACGACAATGACGACGAACA AAGCTTCCATCAACGACACC 177

Ad05A18968 Aradu.A05 18968 p2 (GA)7 14 95718808 95718821 CACTTGAGAAAATGCAATGTGA ACTTGATGAGCTGGACGGTT 212

Ad05A18970 Aradu.A05 18970 p2 (AT)11 22 95725698 95725719 GAGAAGAAGTTAGAAAGGGGTGG CATCTCCTGGGGTCACACTT 178

Ad05A18971 Aradu.A05 18971 p2 (TA)7 14 95726986 95726999 GCGTCTGGAGTTTTCTGCAT TCGTAAAACAAAGATGGTGTGG 254

Ad05A18976 Aradu.A05 18976 p3 (ACA)8 24 95742950 95742973 ACTACGGTCTTGTCCGATGA CCATCCAGAGGTGGTCAAAT 228

Ad05A18977 Aradu.A05 18977 c (A)10cagagtagtccaataattagagagtataaagtatagtttaaagggattgagaggaacgtcc(A)1182 95744627 95744708 TTCTTCTTTCCCGGCTCTTT TGTCATGCTGGCTAAGATGC 238

Ad05A18978 Aradu.A05 18978 p2 (AT)7 14 95745016 95745029 AAGAATATGCGTTTGGGGAA TTTGCGTGCATGCTTTATGT 117

Ad05A18982 Aradu.A05 18982 p3 (TCT)5 15 95747665 95747679 TGCGTATTTGCTGTAACTTTCAA TCCTCTTTCAAGTAATTTTGTAGCA 280

Ad05A18983 Aradu.A05 18983 p3 (TCA)5 15 95748070 95748084 CCTCTTCATCTTCTGCTGCTT TCATCTTTCAAATAATTTTGCAGC 202

Ad05A18987 Aradu.A05 18987 p2 (AT)6 12 95752916 95752927 TGAAAAGGGATACTTCATTTTATTTTT CAAATGGTAGAACCAAGGGC 246

Ad05A18989 Aradu.A05 18989 c (TTC)7tcgccgacaccactgccgagtcattgcccgccg(CTT)7gctgattctgggttct(TGA)5106 95762848 95762953 CGATCACCGCTTCTTTTTCT CATCCATCACACCAACCAAA 273

Ad05A18990 Aradu.A05 18990 c (GGT)6tctgattctaagttctt(ATG)653 95763098 95763150 TGGATGGTGATAGAGTGGCA GGTCCCTAAAGTAGGGGCTG 269

Ad05A18991 Aradu.A05 18991 p2 (CT)10 20 95763616 95763635 TAGCAACTCGAATGGCAGTG GCAAAATTGGTCCGGTTAGA 221

Ad05A18992 Aradu.A05 18992 p2 (GA)9 18 95764361 95764378 TGTGCGAAGAAAATACGCAG TAGGGCAATAGAAACGTGGG 188

Ad05A18993 Aradu.A05 18993 p2 (CT)8 16 95768400 95768415 AAACCAGTTGAACCCTGGTC GATTGGCAGGGAGAGAGAGA 167

Ad05A18996 Aradu.A05 18996 c (AAT)5caaagctatttatgaaaaaagatagaatatgacaacaactttagttttaat(A)1480 95795679 95795758 TCCCGATTAATGCCAATTATAC GGTCTCCTTCCAATTCTTTCG 206

Ad05A19006 Aradu.A05 19006 p2 (AT)8 16 95829254 95829269 TCCCTCTAGTATTTCTCGTTCTGA GAAACGGTGGAAGAAGCAAG 253

Ad05A19010 Aradu.A05 19010 p3 (AAG)9 27 95843377 95843403 CTTCCACCATGGCAGTACCT GAAGGAGACGTAGCGACGAG 256

Ad05A19011 Aradu.A05 19011 p2 (CT)21 42 95847944 95847985 AGAGCCAGTGACCAGTGCTT ATGATTTTGCCTTCCAGTGC 204

Ad05A19016 Aradu.A05 19016 p3 (TTA)6 18 95864894 95864911 TCACCTAGTGAATTGAACATCCA TGCAAATCGAGAACTTTTAGGA 252

Ad05A19019 Aradu.A05 19019 p2 (CT)11 22 95873437 95873458 TAATTCCTTGTTTGTGGCCG GGAAAGAGCTTTGGCATTTG 246

Ad05A19025 Aradu.A05 19025 p2 (GA)7 14 95896165 95896178 TTTGAAGCCCGTAAAACAGC CCGGCCAAAAACTAAACAAA 279

Ad05A19029 Aradu.A05 19029 p2 (TA)7 14 95900582 95900595 AACTGCACCCCTAGTTGGTT ATGTGGCGTGACGTAATTGA 124

Ad05A19034 Aradu.A05 19034 p3 (AAG)5 15 95903069 95903083 ATTGCATTCAGAGCTCCGTC CAAGAAAATCTCCGAGCGAC 205

Ad05A19037 Aradu.A05 19037 c (TA)10g(AC)6 33 95912486 95912518 CCTAATTGGCATGAACAAACAA TCGAAGCATGGTTATTGAGAAA 210

Ad05A19041 Aradu.A05 19041 p2 (AT)11 22 95942193 95942214 AAAATCAATCACATGCTGGC TTCGTCTGATGTTTTGGCTG 278

Ad05A19043 Aradu.A05 19043 c (A)10ctcaaaaagacaatgataaatgccattttttcaaaatttttaatgtca(T)1068 95949481 95949548 CTTTCTGCTACTGCTTGCCC CTTGTAGGCTGATGGCTTGA 251

Ad05A19047 Aradu.A05 19047 p2 (AT)18 36 95958163 95958198 AACACCCCCATCACAAACAC TTGTTTTGTTGTTTGTTCTCTGC 231

Ad05A19049 Aradu.A05 19049 p2 (AT)11 22 95966237 95966258 GGTCAACAGTGGTCAAACCC TGATATTCAGGTGAATCCATGC 244

Ad05A19053 Aradu.A05 19053 p3 (TTG)6 18 95992235 95992252 CGTTTGATTCATGTAGCCGA TAAAAGAAGAACATTCATTGACTCTAA 195

Ad05A19058 Aradu.A05 19058 p2 (TA)6 12 96004485 96004496 TTCACATAAAATCTCTGATTTCTAACA CGAACACAAATTAGTATTAGCGTGA 240
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Ad05A19062 Aradu.A05 19062 p4 (TTGA)5 20 96014907 96014926 ACTGCTGTAGGGATGGTTGG TCAGCCAACTATTTCAGGACA 277

Ad05A19063 Aradu.A05 19063 p3 (ATA)5 15 96023147 96023161 CAACACAACAGATGGTACATGC ATGAAGCCTTTTGTTCCCCT 135

Ad05A19065 Aradu.A05 19065 c (TC)8ttcccacatgctttcaatagtgagtgatcaatccccatctctgaatgtctgaggcaca(AC)788 96028450 96028537 CGTCACTTTGTCCCATGTTG GGAAGAGGGACCATGAAAAA 268

Ad05A19068 Aradu.A05 19068 p4 (TTCT)5 20 96029103 96029122 TTGCATCACAACTACACAAAAGAA CTTGGCATGAGAGGCCTTAG 262

Ad05A19069 Aradu.A05 19069 p3 (AAC)8 24 96029352 96029375 CTAAGGCCTCTCATGCCAAG CCCTGATGATGAACAAGGCT 125

Ad05A19070 Aradu.A05 19070 p2 (TC)7 14 96030136 96030149 GTGCAGCAGCAAGTAGGACA TCCCAAGTTGAAAAGAACAAAA 193

Ad05A19071 Aradu.A05 19071 p2 (AG)6 12 96030306 96030317 TTTTGTTCTTTTCAACTTGGGA CAGAAAGGAAGGAATGCAGC 272

Ad05A19072 Aradu.A05 19072 c (T)10cttttaaaca(TAT)535 96031100 96031134 AAATGTTCCCTCTCCCTACCA GGACCCATCCATCTGCTCTA 217

Ad05A19073 Aradu.A05 19073 c (CCT)5acttcttcttcctctcttcctcttcttcttcctcttcaaccatcaaagctcat(TAA)686 96031433 96031518 CACCACCTGTCACACACCTC TCTTCATTGCTATGAGTGGTGG 196

Ad05A19074 Aradu.A05 19074 p3 (TCA)6 18 96031639 96031656 TTGTCACAAATGCCAATGCT TGGAGTTGTTGGGACTAGGG 228

Ad05A19075 Aradu.A05 19075 p3 (TAG)6 18 96031896 96031913 CCCAAACCACCATCACTTCT TCAACCAACATAGTCCAAATGC 257

Ad05A19077 Aradu.A05 19077 p2 (AT)10 20 96036095 96036114 TGTGATTTCGAAAAATAAAAGAAACA TATGTACAAAACCCCACCCG 280

Ad05A19078 Aradu.A05 19078 c (A)10tattttgtttttgttgtgaaaatattcttgttcaaaacagacaaaaaaatcaagtaaaaactaaaaattagtatttacc(A)11100 96038569 96038668 CGGTACAATGAGAAAACTTTAAATGA TTTGGTTTATCACCGGGTCT 279

Ad05A19080 Aradu.A05 19080 p3 (ATT)10 30 96041845 96041874 ACTGCTGGCCAAGAAAGGTA GGCAAAAAGAAAACAAAAGGG 259

Ad05A19083 Aradu.A05 19083 p4 (TTTA)5 20 96043771 96043790 AGGAACTGGGATCTCACTGG CATATCTTGGACCCGGCTTA 247

Ad05A19085 Aradu.A05 19085 p2 (AT)7 14 96049000 96049013 TGAGGAACTCTTTTAGCTCACCA AGCAATCACTTTTGGCCTTG 185

Ad05A19088 Aradu.A05 19088 p2 (GA)6 12 96060604 96060615 ACGAGAGAGAGGGGGAGAGA TTTGATTAGACATCTAAATTTCACCA 278

Ad05A19089 Aradu.A05 19089 p3 (CTT)5 15 96069150 96069164 TAGCGGGGTTTACACAGGTC AGGATGAAAACGCGAAGAAA 240

Ad05A19091 Aradu.A05 19091 p2 (AT)6 12 96071802 96071813 TTGGAATCGTTTAAACAAAAGG TTCAGCCTTCATAATTATTTTTCTCTC 196

Ad05A19092 Aradu.A05 19092 p2 (AT)14 28 96074841 96074868 TGTTGTGCAACTTATTTTTCCG CAGGCATTTTAGAAGGTGGG 241

Ad05A19093 Aradu.A05 19093 p4 (ATTT)5 20 96075413 96075432 GGTGCTTGAGATGGGAATGT ATGGCAACAGTGGATGGAGT 272

Ad05A19094 Aradu.A05 19094 p3 (AAT)7 21 96079528 96079548 TTCTCATCGAAGCAAGCAAG GGCTCATTCGATTTGGTGTT 169

Ad05A19096 Aradu.A05 19096 p3 (AAT)21 63 96082262 96082324 TTTGGTTGCAATTGATGACG GCCTCATTCGTTTTGGTGTT 242

Ad05A19100 Aradu.A05 19100 p2 (AT)6 12 96095957 96095968 GAGACAATTTCTCCGAGGCA AGAAGGGAGAGTGGAGAGGG 269

Ad05A19101 Aradu.A05 19101 p4 (TAGA)7 28 96097336 96097363 GTTGGGGGAAAAATCCAGTT CGTTTTTGGTGATTAACCCCT 236

Ad05A19111 Aradu.A05 19111 p2 (AT)6 12 96112362 96112373 GTTGGGTCAGAGGACTTTGG TGCATTTTTGAAGGTGGGTT 276

Ad05A19114 Aradu.A05 19114 p3 (AAT)7 21 96117514 96117534 TTCTCATCGAAGCAAGCAAG GGCTCATTCGATTTGGTGTT 169

Ad05A19116 Aradu.A05 19116 c (GAA)6gaggaagaggaagaggaagagaaagaggaagaggaaaaacttgatttcagaaaccatgaaaatcgaaaaaaaat(GAA)7113 96119587 96119699 ACACCAAAAATTCGTTGCAT CGGTTCCTCTTCCTCTTCCT 261

Ad05A19121 Aradu.A05 19121 p3 (TAA)5 15 96130272 96130286 CGATTTTCAATTATCAACTTCACA AAGGAAAGGAAAGGGACAAGA 141

Ad05A19122 Aradu.A05 19122 p2 (TA)7 14 96130509 96130522 CAATTTGCAATGGAATCGTT TCAATGTGTCAAGCCTTATTCTT 280

Ad05A19124 Aradu.A05 19124 p2 (AT)9 18 96132749 96132766 ACGACACGAAATACGTCGAT TTGGACATGACATTCATCCG 271

Ad05A19128 Aradu.A05 19128 p2 (TA)6 12 96138913 96138924 CCATCCATTTTCTTTCTCAGC TTGGATTTAGGGGATTCAGG 174

Ad05A19129 Aradu.A05 19129 p3 (AAT)15 45 96140655 96140699 AGGTAGAGTTAAATTGAAGAATAACGA GGCTATTTGGTTTTTCAAGGC 268

Ad05A19131 Aradu.A05 19131 p4 (TAAA)5 20 96144233 96144252 TGTGAGTCCTACATTTATCAATTTCTC TGAATAAAAGCACACAGCAACA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A19133 Aradu.A05 19133 p2 (AT)7 14 96151451 96151464 TTTGTTTCGTTGTTTGTTGTTTG TTTACAACAATTCCCGGAGG 172

Ad05A19134 Aradu.A05 19134 c (A)11gacattatgataaatgtgtg(T)1142 96153636 96153677 CGCTGAAGAGAGGAGGAGAA GGTTAAATTGCACCACTAATTTTT 203

Ad05A19136 Aradu.A05 19136 p2 (AT)7 14 96157266 96157279 GCAACTTATTTTTCCGCACC TTTACAACAATTCCCGGAGG 128

Ad05A19137 Aradu.A05 19137 p3 (ATA)13 39 96159832 96159870 AATTGCACACACGTCGACAC TGTGCGCTTTCTTCAACAAC 196

Ad05A19138 Aradu.A05 19138 p2 (AT)6 12 96168242 96168253 TGTGAACCAGAACATAGCGG AAAAATCGAGGAAATGCGTG 245

Ad05A19142 Aradu.A05 19142 p3 (AAT)16 48 96175495 96175542 ACGCCCGAGTTGATCTTCTA CATCCATAAAGCAAGCCGAT 204

Ad05A19149 Aradu.A05 19149 p4 (AAAT)7 28 96197292 96197319 CCTTGAAGCAAAAGAAACAGC ACGCACTTGGTCTCGACTCT 211

Ad05A19150 Aradu.A05 19150 p2 (GA)19 38 96204163 96204200 ATTGTTGCTGGAAAATTGGC AAATCAGTTTCCGTTCACCC 260

Ad05A19151 Aradu.A05 19151 p3 (ATA)17 51 96207345 96207395 TGTGAATTCCCCTTCCCTTA GGATTCTCTAATTATCAAACCTCACC 222

Ad05A19152 Aradu.A05 19152 p2 (AG)9 18 96208897 96208914 CGCTAATCCCCGAAATTCTA AAGACAGGAGAATGGCGAGA 222

Ad05A19154 Aradu.A05 19154 p2 (AT)7 14 96213939 96213952 ACCGAAATCATAGCCACCAG TTGACAATGATACATTAGCAAAAAT 222

Ad05A19155 Aradu.A05 19155 p2 (TA)7 14 96217772 96217785 TCAAGAAAACAAAAATTAATCATCACA GCCACTTGTGATCCAACAAC 274

Ad05A19157 Aradu.A05 19157 p3 (ACA)5 15 96222850 96222864 ATGATTGGCACTCAAGGGAC TGCGCCTTTTGATATGTTTG 200

Ad05A19158 Aradu.A05 19158 p2 (AT)8 16 96223669 96223684 TCCCAAATCAATTCAAACCAA TTGTTGTGATTTTTGAATAATTGGA 247

Ad05A19160 Aradu.A05 19160 c (A)10gaaatgagagatagagaatggtagagagctcgagagaaaaattatatttgagtgggggccacacgtgcttctctctctttta(T)10102 96224423 96224524 AAAAGAAAGGAGAGGGTTTGA TCAATCCAATTATTCACAACCAA 238

Ad05A19163 Aradu.A05 19163 p2 (AT)7 14 96230842 96230855 GGGTAAAACAAAATCGCCAA ACACCTGAAGCGAAGTGGTT 278

Ad05A19165 Aradu.A05 19165 p2 (AC)6 12 96232268 96232279 AAGAAATCGAAGCCGGAAGT ATAAAGAAAGCCTACGGCGG 174

Ad05A19166 Aradu.A05 19166 p2 (AT)14 28 96232450 96232477 CCGCCGTAGGCTTTCTTTAT CGAAAATTTTTGTAAGGTGGG 204

Ad05A19167 Aradu.A05 19167 p2 (AT)6 12 96234388 96234399 AGGAGCCTTGAAAAATGGGT TATGGAGAGGCAGGGTTTTG 257

Ad05A19170 Aradu.A05 19170 c (AGA)5tgaagaagaaagaaaatatgaaaagaagaagatgaaagatggaaac(TGA)19118 96241659 96241776 TGATTGATGATGGATTGTTGC CTCTGATCTTCCACCCCAAA 263

Ad05A19174 Aradu.A05 19174 p2 (GA)7 14 96245018 96245031 CGTCTTCTGCTTCTTCTGGG TGCATCACACCAACCAAACT 241

Ad05A19176 Aradu.A05 19176 p4 (TATT)5 20 96252758 96252777 CAAAACGGGAGTACTCTTGGTAA CCATGCTCACTGAGAGGTCA 131

Ad05A19180 Aradu.A05 19180 p3 (CCG)5 15 96268553 96268567 CCTTCCAGATCCGACAAGAA CCTTCCTTCCCCTTAACTGC 134

Ad05A19181 Aradu.A05 19181 p3 (TTA)14 42 96269259 96269300 ACCTTCTAGGGAGCAGAGCC CAATCCCAATGGAAAAGGAA 239

Ad05A19182 Aradu.A05 19182 p2 (TA)10 20 96270265 96270284 TTTTCAAGGGGATCAAGTTCA ATAAGTCCCAATCCCCAACC 159

Ad05A19186 Aradu.A05 19186 c (AGA)6gtggttatgctttt(GAA)1062 96284130 96284191 GAGCGTAGGTTGAGGAGTGC ACCCAAACAAAACCAGCAAG 223

Ad05A19188 Aradu.A05 19188 p3 (TTA)5 15 96293571 96293585 TCAGCAAGCAACAGAAGCAT TTATAATCTCGCTGGGGTGG 150

Ad05A19189 Aradu.A05 19189 c (T)10attttgttcatttttctcttcttctattatcgtcgtcttcgtcattatcatcatgatcatcatcatcatt(TTC)595 96293805 96293899 TTCAAACGTATGCATATACTCATTAAA GGAGAAGATGATGATGAAAACG 239

Ad05A19190 Aradu.A05 19190 p2 (AT)8 16 96296154 96296169 GCATTGGCATTGAAGTGAGA AATAACGTTAATGGGCGATCA 277

Ad05A19193 Aradu.A05 19193 p3 (AAG)7 21 96302568 96302588 CCCAACATGCACTTTGAACA CCCTGGCTCTCTCTTCCTCT 273

Ad05A19194 Aradu.A05 19194 p2 (GA)6 12 96302728 96302739 AGAGGAAGAGAGAGCCAGGG GGAGATCGTGGAAGCCATTA 218

Ad05A19203 Aradu.A05 19203 p4 (TTTA)8 32 96325626 96325657 CGGACACTTTTGCCCTTTTA ACGGATCTCTCACCATGTCC 272

Ad05A19204 Aradu.A05 19204 p2 (GT)6 12 96339213 96339224 TCGCAGCTCTGTTCCTTTTT CCCTCAACATACTCAGCCGT 142

Ad05A19208 Aradu.A05 19208 p2 (TA)8 16 96346426 96346441 TACTTCTTTGAATTTGGCGAC TGGCTAATTTTAATGTGCGAA 169
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Ad05A19209 Aradu.A05 19209 p3 (CTT)5 15 96348949 96348963 CGTCTCTGTCAGAACCACCA GGTGAGACAGAGAAGGCAGG 121

Ad05A19212 Aradu.A05 19212 p3 (CTT)6 18 96356750 96356767 TGCAACGTTTCTCAACGTAAA AACGCGAAAAAGGAAAACAA 116

Ad05A19217 Aradu.A05 19217 p2 (CA)7 14 96376422 96376435 TTGGCCAATTGCAGACAATA GGAGCTGGTGATGGATTTTC 247

Ad05A19220 Aradu.A05 19220 p2 (TA)6 12 96386734 96386745 TGCCTCTAACTTTTTCGGGA TACGAAACTAAGGCCGGCTA 212

Ad05A19223 Aradu.A05 19223 p4 (TTAT)5 20 96399278 96399297 AACTTGTGTGGTTCGTGCTG CCATTGCAGATTGCATAACG 256

Ad05A19225 Aradu.A05 19225 c (T)13cagaaaaaaaatgacaataaaaattttgaaaaatggcaattatcattgtctttcaa(T)37106 96406105 96406210 TGCTGGCTGTACCATAAATCA TTCTGCTACTGCTTGCCCTT 238

Ad05A19227 Aradu.A05 19227 c (ACA)8ataaagccttgaccccacttagtgggcaaggct(TTG)778 96417902 96417979 TGATTTTAGTCGCTTTACATGGG TTTTGGTCTATTATCGGAATGG 231

Ad05A19230 Aradu.A05 19230 c (A)13catttaaaagctccagcaattttttatattttgtgtggactaaagctgtaaagttcaatagaataaggattgactcaagaagatattgcattgaagaccg(A)10123 96436997 96437119 TCCTTAACTTGTCGGGTTGG ACCATGCACACCCCTAAAAA 207

Ad05A19232 Aradu.A05 19232 p2 (GT)6 12 96447117 96447128 GAGAAAGGAGAAAGTGGGGG TAGATGATGCGTGGGCATAG 110

Ad05A19233 Aradu.A05 19233 c (TTA)7(TTG)5 36 96447391 96447426 CGTGAGAAAATCAGTTACCAAAA CCATATTTTTAAATTTTTCGAGAGTT 195

Ad05A19234 Aradu.A05 19234 p2 (AT)6 12 96449889 96449900 TTTTAAAACCCACAATCTTAAATGTT AGAGTGAGTTGTGCCAATCG 232

Ad05A19239 Aradu.A05 19239 p2 (TA)8 16 96460701 96460716 CCATCTCCCCTCTTTGTTGA TCGAATTATGTGCATGTAACGA 269

Ad05A19244 Aradu.A05 19244 p3 (TTA)6 18 96479128 96479145 CACAGGGCAAAAGAAAAAGG GCCAACTCTCATTGACACCA 267

Ad05A19245 Aradu.A05 19245 c (T)10cttctgtctatcaacaagtcactatcactggttaactaatggtttgaggagataacaaataccattatttctcc(A)1296 96479364 96479459 TGGTGTCAATGAGAGTTGGC GCTTCATTGTTCTGTGTTTTGC 241

Ad05A19246 Aradu.A05 19246 p2 (TA)7 14 96479795 96479808 TGATCATCACTAGCTACAAGCCT TCGTCCGTTTAAATTAATGTCG 210

Ad05A19248 Aradu.A05 19248 p3 (TAT)10 30 96484629 96484658 TCATCCTATCTACTTACACCAAAGTGA TCCGATCCGTCCATTATCTT 279

Ad05A19250 Aradu.A05 19250 c (CTC)5(TTA)6 33 96497275 96497307 TGTGGTTTATTTTTGCTTTCCTC CATCTAGACATCACCTTTGCAG 280

Ad05A19252 Aradu.A05 19252 c (T)10accattttggactttttgg(A)1039 96504763 96504801 TTCGTCCCGAAACAATATCC TGGCAAAGGAAATACCGAAA 234

Ad05A19255 Aradu.A05 19255 p2 (AT)6 12 96507317 96507328 CCCTATCTGCGGGTTGTAAA TTAGGTTGAACCCGTCCCTA 175

Ad05A19259 Aradu.A05 19259 p3 (AAC)10 30 96509711 96509740 ATGATAACAATTGTGAGACAGAATG ACATGACAGAGCACAATGGC 256

Ad05A19260 Aradu.A05 19260 p2 (TA)6 12 96519056 96519067 AAGGAGTTTCTTCTCCGCATC TCACTTTTCTTTGAAAAATCGAAA 220

Ad05A19274 Aradu.A05 19274 p3 (TTC)8 24 96536625 96536648 AAATCATCCTCACACGCACA GAACCACACCTCAGCCACTT 139

Ad05A19275 Aradu.A05 19275 p3 (TCA)6 18 96537024 96537041 TGCAAATGTCGTAGCAGGAG TCATCATCGTCCAAGTAATTTTG 280

Ad05A19277 Aradu.A05 19277 p3 (TTA)10 30 96540342 96540371 TGTATAAGACGGAATTCAAAAACC TTTTTGCGAGGCGTTAGTTT 176

Ad05A19284 Aradu.A05 19284 p2 (TC)6 12 96550586 96550597 TTGCTTCTTGTTAGTCAAGCCA TTGAACCTTTCTCAACAGGAAA 180

Ad05A19287 Aradu.A05 19287 c (T)10ccatcttctctctcacttggtggctat(TC)649 96555237 96555285 CCAACGGTGAACAACTGAGA GGTGGGTGTTAGTGTTGGGT 230

Ad05A19289 Aradu.A05 19289 p6 (CGAGAC)5 30 96555812 96555841 CTGGTGGGAAGGGTGACTAA TGACACCAAAATATAACTTCGTTTAAT 215

Ad05A19294 Aradu.A05 19294 p2 (AG)9 18 96563258 96563275 GATCAGAAAGAAGCCGTTGC CAGATTTGACGGTGACGAGA 239

Ad05A19295 Aradu.A05 19295 p6 (CTCCCT)7 42 96563511 96563552 AGAGGCAACGGTAGCAACAC TGGAGCATCAACAACAACAA 258

Ad05A19296 Aradu.A05 19296 p3 (TGT)5 15 96563713 96563727 AGAGGCAACGGTAGCAACAC AAGAAGCAATTAATGGAGCATCA 271

Ad05A19297 Aradu.A05 19297 p2 (CG)6 12 96569116 96569127 CCTTTCATACCTTGACCCGA TGGTGTTTGGAAGTGTTGGA 255

Ad05A19301 Aradu.A05 19301 p2 (AT)6 12 96587124 96587135 AGGGAGAATCCCAAGCAGAT CGAATCTCAATTATCAACTTCAGG 223

Ad05A19302 Aradu.A05 19302 p2 (TC)6 12 96587407 96587418 CAACCTCCATTAGTTATTGATTCAT CGGTCTGGTTGTCGCTCTAC 231

Ad05A19305 Aradu.A05 19305 p2 (TA)6 12 96595537 96595548 ATCCGGTATGGGGTGAATTT TCGCCTTATTTTTACCCATTTC 251
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Ad05A19306 Aradu.A05 19306 p3 (TTC)48 144 96596063 96596206 ACTCCCGCTTGTTTTACACG CGTGAAAGAGGAGAACAACGA 246

Ad05A19307 Aradu.A05 19307 p3 (CTT)5 15 96596369 96596383 TCGTTGTTCTCCTCTTTCACG TGCGTTGAATCAATCCAAAT 267

Ad05A19308 Aradu.A05 19308 p3 (AAG)27 81 96598237 96598317 CAGCAGCAATAAGCCAACAA GCTTCTTTTCCCCTACGCTT 238

Ad05A19312 Aradu.A05 19312 p4 (AAAG)5 20 96601570 96601589 CAGGTGAGGAAATAATGCGAA CTCTGGAAAGCAAATCTCGG 132

Ad05A19313 Aradu.A05 19313 p2 (TA)8 16 96603245 96603260 CGCTATTTATTTGAAAACTTTCGTG TAAAGGGAATGACATTATTTTGGG 100

Ad05A19314 Aradu.A05 19314 p3 (TAA)5 15 96614008 96614022 GAATCAACCAAAATAAATAATCAAAAC GCTTGTAGCCTAAGTCCCTTCA 186

Ad05A19315 Aradu.A05 19315 p2 (TC)7 14 96617462 96617475 AACCGTCTTAACAGCTTGCG TGACGTTACGAGCTACTGCG 122

Ad05A19317 Aradu.A05 19317 c (A)12gaaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnctgtttat(A)14ttgtactaattctgtagcatta(T)11149 96618442 96618590 AATCTGTGGTGTTTGGATTTCT TGAAATTTGGACCCCTTTTT 242

Ad05A19320 Aradu.A05 19320 c (A)10taacaatataaagaaattaagtttttc(T)1148 96621497 96621544 ATCGGAGGTTTGAATCTTGC GGCTTTAGCCCCGATCTAAT 216

Ad05A19322 Aradu.A05 19322 p2 (AG)8 16 96657438 96657453 GCGTTTTATCACCCCACTTC CAGGGGTAAGCCATTTTGAC 199

Ad05A19323 Aradu.A05 19323 c (T)11attttctacggtataaagaaatatattttgtaattattttaacgatggttaatgatattcct(A)1184 96660386 96660469 ATTGCAGCTAATTGCAACGG GCGGAGACAAAATCTGTTCA 214

Ad05A19324 Aradu.A05 19324 p2 (AC)6 12 96661095 96661106 TGTGGAAAAGAGGGTGAACA TTGGAGGAAGTTTCTAAAACGAA 156

Ad05A19326 Aradu.A05 19326 c (A)17gannnnnnnnnnnnnnnnnnnnnnnnnnactaaaatgatgggattaaacacaacatttatgggggttttatata(TGG)5106 96663636 96663741 CACACACATGGTGCACAAAA CTTTGAGGACAGAAGGCCAG 244

Ad05A19327 Aradu.A05 19327 p3 (AAT)6 18 96665737 96665754 TACACCCTTGGGGTGCTTAG GGTCGTGACATTGTTGATGC 264

Ad05A19335 Aradu.A05 19335 c (A)10gtggaaaagaagacgacgacattgaaaaagtagtgtgcagtagaagaagcttaaagttgttaaagataatgacgatgttattg(A)11104 96684372 96684475 CGTTGGTGAAAGAAGATGAGAA CCAATAAAATTACGCGATCAAA 232

Ad05A19345 Aradu.A05 19345 p2 (AT)10 20 96710235 96710254 CGCAGATCCGCACAATAAT TCGCATAATTGAACCTTCTCTTT 243

Ad05A19346 Aradu.A05 19346 c (A)10tgtgatataataaaagattattgttatgctaatgaaacc(T)1059 96724378 96724436 TGATTGAGAAGCCAATTCAAA CGAAGCAGAAAAGCTGTCTCA 256

Ad05A19347 Aradu.A05 19347 p2 (AT)11 22 96724728 96724749 GGAGATGTGGACAGTGGGTT TGCCACGTAAGCACATCTTT 278

Ad05A19349 Aradu.A05 19349 p3 (GTG)5 15 96732909 96732923 GGGTGGCGTATAGGTTGCTA CGCCCTTCTCTTCCTTATCC 264

Ad05A19350 Aradu.A05 19350 p4 (TTTC)5 20 96736740 96736759 AGGTACGGCGACAATTTCTG AGCCACCAAATCCCTTTTCT 247

Ad05A19356 Aradu.A05 19356 p6 (TATTCT)5 30 96758808 96758837 CAGCCATTCCAAAGCAAAAT CCCAAGAAATGAGGATATTGATG 247

Ad05A19357 Aradu.A05 19357 p2 (TA)9 18 96761429 96761446 AACATGTTTTATAAGGGAGTCATAGAT TTCATGAACCAAATTTTAAACCAG 233

Ad05A19362 Aradu.A05 19362 p3 (GAA)6 18 96765145 96765162 TTTGTTGGTGTTGGTGTTGG AGCAAATTCAACAGCACCCT 102

Ad05A19363 Aradu.A05 19363 c (GGT)5gagggaaaggggagacggtatttttgtcaaaaaaaatgacgattttaatacg(A)1077 96765309 96765385 TTGCTGTTGAATTTTGCTGC AGTGCCAGAATCGAAATCGT 198

Ad05A19364 Aradu.A05 19364 p3 (GAA)7 21 96766877 96766897 GGTTTGTTCTCATCCCCTCA TCCAAGTGAGCTTCAACCAA 259

Ad05A19365 Aradu.A05 19365 p2 (TC)8 16 96767005 96767020 TTGGTTGAAGCTCACTTGGA TCATGGGAAAGATTTGGTCC 212

Ad05A19366 Aradu.A05 19366 p2 (AG)7 14 96767246 96767259 GGACCAAATCTTTCCCATGA CCCAAAGTGAGATGGGTTTT 182

Ad05A19369 Aradu.A05 19369 p3 (ATA)9 27 96773799 96773825 GCAGGCGATAACCCAATAAA ATTGGCCTGTTTGTTTTTGC 160

Ad05A19370 Aradu.A05 19370 c (T)11ggtattttgttctctacatttattattctctttaatatatacaagaactttatattctaggtttagtcacc(A)1092 96774848 96774939 TCACAGCCATTATCATAGTCATCA CACGGTGTGAAATTAAACTAGGG 247

Ad05A19377 Aradu.A05 19377 c (A)13ttcccgatgatatatattagtttgggaccactattccatcaaccattaacttaataagtttaacattactttatatcaatcggg(A)10107 96816099 96816205 CTGCCTCCTTCACCATCATT GAACATGCCCCTCCACTAAA 242

Ad05A19378 Aradu.A05 19378 c (T)10gtcaaacataatattttatttgatctcaaagaagattaccattagttcaacaaatgaacaaacacaatcgattagaaaagggaacactcaatactaagc(AG)6121 96818086 96818206 TGATGCAATGTTTAGGCCTTT GCTAATGGATCCGGTGATTT 216

Ad05A19381 Aradu.A05 19381 p2 (TC)8 16 96821767 96821782 CCGACGATAACGAACCCTAA GAGCGACGGAAAGACAAGAG 137

Ad05A19382 Aradu.A05 19382 p2 (CT)6 12 96821939 96821950 CCGACGATAACGAACCCTAA GATGGCGAGACACAAACAGA 273

Ad05A19383 Aradu.A05 19383 p2 (AT)7 14 96822302 96822315 TAGTTTTGACGTGCGAAGCA CAGATGTAGGACGTGAGGCA 239
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Ad05A19385 Aradu.A05 19385 p3 (TAA)9 27 96841733 96841759 TGCGTCCAAAACAGCTACAC GATTGTTCGGGACATCGAAT 238

Ad05A19386 Aradu.A05 19386 p3 (TTC)5 15 96845216 96845230 TGAAACCGCTTTTACCCAAC TGCGAAAAAGAAGGAGGAGA 132

Ad05A19393 Aradu.A05 19393 p3 (TAA)5 15 96858314 96858328 CCAAAATGATTCCAGAGATGG ATATGGAAGGATGAAGGCCC 211

Ad05A19394 Aradu.A05 19394 p3 (TTG)6 18 96861594 96861611 CATGAGGTGGTCAGACGAGA TCATCTTTCAGGTTTGGTGATG 260

Ad05A19398 Aradu.A05 19398 p2 (CA)6 12 96868392 96868403 AACGACAAAGAGAAGCCTCC TACATGCATTCTTGGTGGGA 133

Ad05A19399 Aradu.A05 19399 c (TC)8ttc(CT)7 33 96869203 96869235 AGCTCAGAGGCAACCAACTC TGAACTATTCTGCTGCCTGG 260

Ad05A19402 Aradu.A05 19402 p2 (TC)12 24 96885233 96885256 GCAGTAATCGTGCCCAAAAT TTAGAGAAGGTGGCGTTTCG 244

Ad05A19405 Aradu.A05 19405 p3 (AGA)5 15 96892314 96892328 CTCTCTTCTCCTCCAACCCC GGAGCTCCAGACGATTAACA 140

Ad05A19406 Aradu.A05 19406 c (AAT)7aac(AAT)539 96892663 96892701 GAAGGAAGGATTATGGTACATTATGA CGTTGGTATCTATTAGTGCCG 230

Ad05A19407 Aradu.A05 19407 p2 (TA)9 18 96896450 96896467 ATGGATTGCTCAACTTGGGT TTTTTGGGCGGACTGTTTAG 145

Ad05A19412 Aradu.A05 19412 p3 (AAT)14 42 96908738 96908779 GTTTGCATGGCTCGGTATTT AAAAGTCTAGGAGGCCAGCA 253

Ad05A19413 Aradu.A05 19413 p3 (ATA)5 15 96908953 96908967 TAACAAATTTGCTGGCCTCC CATTCAAACACATTTAACATTTCCA 250

Ad05A19414 Aradu.A05 19414 p2 (GA)6 12 96909604 96909615 CGAGGACGTTTCTTCATTGC TGGTGGTTACCATGGATCAG 171

Ad05A19415 Aradu.A05 19415 p2 (TG)6 12 96914484 96914495 TCAAATTGAAGAAGAGTAAGACACA TTCAATGGTCAATATTCAAAATCA 265

Ad05A19422 Aradu.A05 19422 p3 (AGT)5 15 96939528 96939542 GACCGGCTCATTCTTACTGC AAACCACGAGGAAGGAGGAT 161

Ad05A19424 Aradu.A05 19424 p2 (TA)6 12 96948208 96948219 CAGAACCCTTGTTAGGGAGG ATTGGTGGCATGAAAGAAGC 241

Ad05A19426 Aradu.A05 19426 c (AG)10aagtgacagagtctgtgatttgtgcactgcgtt(TG)869 96953859 96953927 GGTACACCCTCAAAGGGGAT TGCCAACTGAAGCATCTGAC 140

Ad05A19427 Aradu.A05 19427 p2 (TA)7 14 96959383 96959396 GCTGTTCGAATTACGAGGGA TGAACTTCACACCAGAGCGT 211

Ad05A19428 Aradu.A05 19428 p2 (GT)7 14 96965535 96965548 GGTTTTCGAAACATGGTGCT CCAGGAGGACGTTTCTATGC 244

Ad05A19435 Aradu.A05 19435 p2 (GA)10 20 96986490 96986509 CAGCAGCTCCAAGAAGACCT AACCTTGCATAAACCCTCCA 255

Ad05A19437 Aradu.A05 19437 c (A)12gagaaaagaaggccaataaattttgatataa(T)1154 96990599 96990652 CACGTTCCATGGGTCTTGT GCTTCAGGATTATCCCTCCC 265

Ad05A19442 Aradu.A05 19442 c (AG)10atggttacccttgaaagcacggtaaagttgcatggcgtcatctcttggggaaggaggaattgggggtacaatcaaagtagacatg(TTC)5120 97035137 97035256 GAGCAGTTTGAGACAAGAAGCA TGTGTGGTGTATTCACTTTCCA 242

Ad05A19443 Aradu.A05 19443 p2 (AT)7 14 97036573 97036586 GCACAAGAATAAATTGGACCG GGAGGGACCGAGAGAAGAAG 155

Ad05A19445 Aradu.A05 19445 p3 (ACC)7 21 97039445 97039465 GCCCCATTGAGATTCCTGTA GTTGGGCGTATGCTTCTGTT 263

Ad05A19446 Aradu.A05 19446 c (CCA)6ttatcatcatggcc(TCA)1989 97039598 97039686 CCAAAATCAACCAGAAGTCCA CGCCAGCTTCTTCTTCTGTG 261

Ad05A19447 Aradu.A05 19447 p3 (AAG)11 33 97039929 97039961 CGGCGAAAAAGAAGAAGAAG CTACGAAATGGTCCCCAAAA 177

Ad05A19449 Aradu.A05 19449 p3 (ATT)9 27 97041807 97041833 TTTGGACCCTACAACGGTTT CAATTGCAGAGTACGCCAAA 266

Ad05A19450 Aradu.A05 19450 p3 (TAA)13 39 97042330 97042368 TCATGTACTCCTCATCATACTTGTAA AAGAGAAGGAAGCTATTAGCACTTTT 250

Ad05A19452 Aradu.A05 19452 p2 (TG)7 14 97046804 97046817 GGCACAGTGAGGTGTAACGA ACCCCATCCCCACTATTCTC 249

Ad05A19453 Aradu.A05 19453 c (TG)7(AG)7 28 97052504 97052531 GCATTCAGAAAGTTCCTCGG TGGCTACCTTGGTTGTACCC 269

Ad05A19467 Aradu.A05 19467 p2 (TG)6 12 97103729 97103740 GGACCTTGGGTGTGGTAAGA CAAGGCCTCAATACCTCCAA 200

Ad05A19468 Aradu.A05 19468 p3 (ACA)5 15 97107555 97107569 GCTTTGCACCTAGAGTTCCG GTGTAGCACAAACCCCATCC 178

Ad05A19470 Aradu.A05 19470 c (AC)8(AT)6 28 97122459 97122486 GCGAGGCGTTACGAACTTTA TGTTTGGGACACTTTTGGGT 246

Ad05A19471 Aradu.A05 19471 p2 (AG)7 14 97123360 97123373 TGCCCTACCACCTTCTCTTG ATCCATGTCCCTCCTTTTCC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A19473 Aradu.A05 19473 p2 (TA)6 12 97131688 97131699 ATTCGCCTTGAGAAAAGCAT CACAATGCAACAGAACGAAGA 180

Ad05A19476 Aradu.A05 19476 p3 (TAA)7 21 97138534 97138554 TTTCCTGGGAATTTGTTTGA TGCAGCAAATGAATGAAAGG 258

Ad05A19478 Aradu.A05 19478 p3 (TTG)7 21 97139267 97139287 CAAGGAGTTGAACAGCGTGA CTTCTTCGCCACTTTCAAGG 270

Ad05A19479 Aradu.A05 19479 p3 (TGT)5 15 97139441 97139455 ACCCCCAATAACCCCAAATA TTAGCAGCACCTACAACCCC 219

Ad05A19487 Aradu.A05 19487 p2 (AG)19 38 97154625 97154662 ATGTTGCAAACATGCCAAAA AACCACACTCTCTCTCCCCA 194

Ad05A19488 Aradu.A05 19488 p3 (TGT)9 27 97159873 97159899 GATAAGCGCAACAAAGCGAT TTGACAAATGAGAATTGCAACC 171

Ad05A19491 Aradu.A05 19491 p3 (TAA)19 57 97171590 97171646 TGTTTGACCAGATTTTACAGAGACA CAGGAATATGGAAAAGAATTGG 280

Ad05A19492 Aradu.A05 19492 p2 (AT)7 14 97172013 97172026 GCACATATCTAAATACGAGCACA CTTGCGTCTTCCTAAAATTTAATC 264

Ad05A19495 Aradu.A05 19495 p2 (TA)7 14 97177948 97177961 GTGTTGGTTGTGGGGAAAAA CCCAATTTCTCTTTTCACCGT 263

Ad05A19507 Aradu.A05 19507 p2 (GA)6 12 97198741 97198752 AAATTGGTGCAGGGAATCAA TTGACATGGTTCTGCACCTC 247

Ad05A19509 Aradu.A05 19509 p3 (AAT)5 15 97202682 97202696 AAGCATAATGGGCAGGTCAC CATGTTTGAAGCAAAAGGCA 262

Ad05A19512 Aradu.A05 19512 p3 (TAA)7 21 97208620 97208640 TGCAGCACACCACTTACTTGT TTGTCCGGACCTAAGTGACTG 240

Ad05A19514 Aradu.A05 19514 p3 (TAA)8 24 97214643 97214666 GCATGCTAAGAAAAAGGAAGTGA GGCTTGGATGATAGGTTGGA 229

Ad05A19515 Aradu.A05 19515 p2 (AG)6 12 97221158 97221169 TCACCAAATATGATATAAGAACACAAA TTTTAGGATCGGACCACGTT 218

Ad05A19518 Aradu.A05 19518 p2 (CA)8 16 97234627 97234642 CTGCAAAATAAAGGTCGGCT TTGTTTTCAGATGCAGGACG 237

Ad05A19519 Aradu.A05 19519 p3 (TTA)6 18 97239299 97239316 ACTTGCCGGTTAGTTTGTGG GAGGGGGAACGAAAGAAAAA 237

Ad05A19521 Aradu.A05 19521 p2 (TA)6 12 97247080 97247091 GCGCGGTGTGACTCTAAATA AAATACCCACCGTCAAATGC 132

Ad05A19523 Aradu.A05 19523 p2 (TA)6 12 97249075 97249086 GTGCGTGTGCTTGATTGATT TCATTGCCATGGAGATCAGA 134

Ad05A19525 Aradu.A05 19525 p3 (ATT)7 21 97250068 97250088 TTCGACTTTTGTGCTCAACG GCTTTTGGAGTATGTACCGTTTTT 200

Ad05A19527 Aradu.A05 19527 p2 (AG)6 12 97258562 97258573 TTTGTCCTGCATCTGTCTGC GTCCTAGGAAGCTGTGTCGC 207

Ad05A19529 Aradu.A05 19529 p2 (CA)12 24 97262191 97262214 ATGTCTGCCCAACACACTCA GGATAGATGGTGGTGCGTCT 263

Ad05A19533 Aradu.A05 19533 p2 (AG)9 18 97270981 97270998 TGGAAAGCCAACACATTCAA AAGCTGCAGCAACAACAATG 211

Ad05A19534 Aradu.A05 19534 p2 (AT)6 12 97271519 97271530 AGGGGCAATTTTGATTTTGA GGATTTGGATGGCAAAAAGA 156

Ad05A19536 Aradu.A05 19536 c (A)10g(A)11 22 97278125 97278146 GACAGCGTCATCCATAGCAA GCGAGTCATGAATTGTCAGC 227

Ad05A19537 Aradu.A05 19537 c (T)10cttccttgggccttggcttctcaccag(A)1350 97281282 97281331 TTTGGATGACACTGCTTGGA CATTGCAACTCTGCTTCTGC 232

Ad05A19540 Aradu.A05 19540 c (CAA)6ctcttcttccctttctttctctttctctctctttctctttctctctcattcgctctctttttccaactgtttcatgcaaagccatttctaggg(T)15126 97283118 97283243 AAAGAGCCACACCACCAAAC GAGCTTCTTGGCTTGGAATG 236

Ad05A19542 Aradu.A05 19542 p3 (TAT)6 18 97291496 97291513 GGGCAATTTAAATGAGAGGC CCGCTTGATCGAACATAGAA 217

Ad05A19545 Aradu.A05 19545 p2 (CT)7 14 97312846 97312859 CGATTCGTTTCTCCTGTCGT GAGGAATGGGAAGTGACAGC 176

Ad05A19548 Aradu.A05 19548 p2 (TA)8 16 97345800 97345815 TTTGTGACTAAATTTTAAGAGGTTTGA AAAATTTGATGCGTAGATTCTTTT 269

Ad05A19551 Aradu.A05 19551 p4 (AAAG)6 24 97355811 97355834 AAATGAGTTTGGTTGTCGCC ATCTCGATGGACTCACCACC 277

Ad05A19554 Aradu.A05 19554 p3 (ATA)5 15 97357836 97357850 GAGTGAGAATGAAAATACAAAGAAAA GGGATTAAGAAATTTGGTGTGC 222

Ad05A19557 Aradu.A05 19557 p2 (CT)8 16 97358485 97358500 AACGTCGAATTTTTCCGTTG GGAGATTTGATGCTGGGAGA 219

Ad05A19562 Aradu.A05 19562 c (A)11gaaaaaacaaataaacaagcttatctgacaatgcaatgaggaagataatataagttactaaggttacatacaaccaagcaccgaaagaagggaaat(A)13120 97365643 97365762 TCAATTTTAATTTGTGAGGCCA CCATTGCTTTAATTTGTGTCTTTTT 271

Ad05A19564 Aradu.A05 19564 c (T)10gaataaatcaggttttagcttaaaaaaaaagtgcgtgcgtgcattgagtttattttgtaaag(A)1183 97370585 97370667 AAACTTTGTGCACTGATCGCT GTCCTAAGCGCACGCAAATA 208
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Ad05A19568 Aradu.A05 19568 p2 (CT)6 12 97377645 97377656 TCCCTCTCTCTCCTTCCCTC AAGGGGGAGAAAGAGCACAA 113

Ad05A19569 Aradu.A05 19569 p2 (GA)6 12 97377849 97377860 TTCTCCCCCTTCCTTCTCTC TCTCTCTCCCCCTTTCCTTC 280

Ad05A19570 Aradu.A05 19570 c (GA)9aaggggaagg(GA)946 97378108 97378153 ACAAAAGGGGAAAGAAAGGG TTTTCTTTTTCTCCCTCTCCC 117

Ad05A19571 Aradu.A05 19571 p2 (AG)10 20 97378307 97378326 GAGGGGAGGAAAAGGAAAGA CCCTCTCCCATCTCTCTTCG 276

Ad05A19572 Aradu.A05 19572 c (GA)7aagaaagacgaagagagatgggagagggagagagaggagggagagaggagagagaaaaaaaggagaaaagagagggaaaagagg(GA)9aaggggaagg(GA)9144 97378461 97378604 GAATGGGGAGAGAGAGGGAG AAAACCAGTTTTTATGGTTCAGTTT 249

Ad05A19573 Aradu.A05 19573 p4 (TATT)5 20 97387616 97387635 AAAGGACTTGGACCCCATCT TGTACGTTTCTCAAAAACAGCG 249

Ad05A19574 Aradu.A05 19574 p2 (AC)15 30 97389390 97389419 CCTGCAAAGCTAAGACTGGC TTTCTGTTGCAGCGAAGTTG 166

Ad05A19577 Aradu.A05 19577 p3 (AAT)5 15 97400014 97400028 TCCTGGTGTATGTTTTTCCTTG CCCTATCAATTTCCAACCCA 269

Ad05A19583 Aradu.A05 19583 p2 (AT)6 12 97409349 97409360 TCCTGATTGTCAGGTTGTTCC GCGATTTGACAACTAGGAGTTT 229

Ad05A19586 Aradu.A05 19586 p4 (TAAT)5 20 97415292 97415311 GCCATTGTCCAAGTCACCTT TTTGACCTTTTTAACAAGAGAAAGT 265

Ad05A19588 Aradu.A05 19588 p2 (TA)9 18 97417643 97417660 ACAAGCAACGATGCATGAAA ATCGACGTGTCCTGTGTCAA 145

Ad05A19592 Aradu.A05 19592 p4 (ATAA)5 20 97424630 97424649 TTTCGATGTCATTTCTTTTTCTTTC TGTTGTCGTCGTTATTATCAGCA 218

Ad05A19594 Aradu.A05 19594 p3 (ATA)7 21 97426783 97426803 TTTTCAAAAACCAGTTTTAACTTTC AAATTTCTTCGGTATGCATTTTA 156

Ad05A19595 Aradu.A05 19595 p3 (CAA)6 18 97434592 97434609 CTAATCTGCAGCAACCACCA CATGAGGTGGTCAGACGAGA 253

Ad05A19601 Aradu.A05 19601 p2 (AT)21 42 97449694 97449735 GCCTTTGTGAATACGAACCA GGTGCGAAGACTTAGTACGGA 280

Ad05A19606 Aradu.A05 19606 p3 (ATT)6 18 97466616 97466633 TCCTTGGTGAGGTCCCTATAAA TCTTTTCCAACACCAATGAATG 273

Ad05A19609 Aradu.A05 19609 p3 (ATG)5 15 97470262 97470276 GCTGGTTCTTGGTTCTGCTC GCCACTGTTGAAAGGGGTTA 217

Ad05A19611 Aradu.A05 19611 p3 (CTT)5 15 97471291 97471305 TACTTTTCTCTCCCCCTCCC TCGTCATCTTCATCCACATCA 200

Ad05A19612 Aradu.A05 19612 c (TCT)7ttcttgttctaagagttagtagctgtagatgctttcttccc(ATT)5atcagtaa(TAG)5100 97471415 97471514 CATCGCAATTGTTACGAGGTT GCTCGTTGATAGCAAAAGTTACAA 280

Ad05A19613 Aradu.A05 19613 p3 (TGG)8 24 97472148 97472171 CTGTGTTGAATGCTGCTGGT AGCAACAAACTCCATCACCC 171

Ad05A19614 Aradu.A05 19614 p3 (TGT)9 27 97472338 97472364 GGGTGATGGAGTTTGTTGCT ACCAATTTCAGCACTGCTCC 212

Ad05A19615 Aradu.A05 19615 p3 (ATT)5 15 97472860 97472874 TGGGAAAAGGTATCGAGTGG TCCGTTGGTTTCGCTTAACT 265

Ad05A19617 Aradu.A05 19617 p3 (AAG)6 18 97473222 97473239 AATAGAGCTGGGCAAGGTCA CTGCTGGCTCCTTAGCACTT 250

Ad05A19618 Aradu.A05 19618 c (T)11acttc(CT)8atctatct(CA)7taagcaatagcagctttgtttttctttggttt(TC)17120 97474230 97474349 TTTCGGTTTCCTCAGCTTTC GAAGATGAGGGTTGGAAGCA 241

Ad05A19619 Aradu.A05 19619 p3 (ATA)5 15 97475048 97475062 CCCGTACTTTCAATCTAATCAATG GCGTGTGATGTTGGAGAGAG 218

Ad05A19623 Aradu.A05 19623 p2 (AT)6 12 97478950 97478961 CCGTATATATATGAAGTGCTAATTGTG TTGTGGTACAAACAAGACTAGAATAAC 280

Ad05A19627 Aradu.A05 19627 p3 (ATA)5 15 97484447 97484461 CAAAGTTAACAACCAACGCAA TCACAACCTTGAGAGCAAGC 142

Ad05A19629 Aradu.A05 19629 p2 (CA)6 12 97490639 97490650 TTTCCAAATCAAAACCCTAATTTT ACCCCCTCCCCTCTTATCTT 173

Ad05A19633 Aradu.A05 19633 c (A)11tccttcaattccgcaataatgttatatcaattttttaacactcaaaattagtcaaaata(T)1080 97493142 97493221 CGAGGAGACGAAGATCACCT ATCAAGATGACCATGTGGGA 258

Ad05A19635 Aradu.A05 19635 p6 (TATATT)6 36 97497075 97497110 TTTACAATTGAATAATCATACTTTTCG TTGACCTCAATTCACCTTTATTCA 208

Ad05A19643 Aradu.A05 19643 p3 (ATT)13 39 97519675 97519713 TCAACGCCAAATTTGATAAAGA TCGATCCTTATTATAGACTCAATCTCA 234

Ad05A19644 Aradu.A05 19644 p4 (ATGT)5 20 97520496 97520515 TTTTATGGTATTTTATGTAGAGGGAAG GATTTCCATGTCGGTATCGC 110

Ad05A19648 Aradu.A05 19648 c (A)10ttatgagaatatgaagtaagaagat(GAA)550 97534976 97535025 CCTCTGCTTCCTCCTCCTCT TTTCTCTTCCTCCTCCCCAT 260

Ad05A19649 Aradu.A05 19649 p3 (AAG)5 15 97535419 97535433 GAGAAGAAGATGATGACGATGATG TGTTCATCGTTGATGGTTTGA 236
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Ad05A19655 Aradu.A05 19655 p3 (AAT)6 18 97547066 97547083 GCCATATTGAATTTTGCATCA TTTCTTGGAAGCAATGACAGA 231

Ad05A19658 Aradu.A05 19658 p2 (AT)6 12 97548337 97548348 AATCCCTTTTGGGGCACTAT TTTTGAGTTGCGTTTCTCTAACA 269

Ad05A19660 Aradu.A05 19660 c (A)15tttaatgagttataattcaaatagcatataacatagtttttctatactcatctaaaaagttgggtttgaatcttcttattttcgat(A)10111 97549762 97549872 TTATAATTCGTCAACATCCAAGG CATGGGGAAAAGAAAAACCA 206

Ad05A19663 Aradu.A05 19663 p2 (TA)8 16 97550637 97550652 AATGAAATTCTTGTGCTGCCT ATATTTGGGGTTACAGGCCC 163

Ad05A19665 Aradu.A05 19665 p2 (TA)11 22 97559550 97559571 GATCAATGCATGGAGGACAA TCCTCAGCCCAAGCATAACT 230

Ad05A19667 Aradu.A05 19667 p3 (ATA)5 15 97561522 97561536 TTTGGGTCCGTCACTGTGTA GGATATGTCGTGGAGGGAGA 143

Ad05A19668 Aradu.A05 19668 p2 (AT)7 14 97561761 97561774 TCTCCCTCCACGACATATCC GATAACTCAAGGATTTAACCAAAAA 200

Ad05A19671 Aradu.A05 19671 c (CA)9(CT)11 40 97565357 97565396 AGTGGCACTCCCTCCCTTAT AGGAAGCGAGTGTTGAGGAA 179

Ad05A19672 Aradu.A05 19672 c (GA)6(GT)7gagtaagagagagaa(AG)2285 97566381 97566465 GTCAGAGTGGGGTTTGGAGA ATAGATGCCCTCCGTGTGAC 256

Ad05A19673 Aradu.A05 19673 p3 (ATT)7 21 97571178 97571198 TTTTGATTTTTATTAGACTTTTGCCA TGTCAGAAAATAAACTGGAGACTGA 264

Ad05A19674 Aradu.A05 19674 c (TA)7gttactc(AAT)1051 97571558 97571608 AACAGTCCTCCGTCCAAAAA CAAATCAATTTTCAACGCTTTTC 264

Ad05A19675 Aradu.A05 19675 p3 (AAG)6 18 97572870 97572887 TGTTTTTGCTCTTGGAAAGGA AATTGTATGGAGGTGACGGC 116

Ad05A19681 Aradu.A05 19681 p3 (TAT)13 39 97588810 97588848 CATTTTTGTACTTGCAGGTTGAC TATAAGTCGCCAAGTCGGGT 143

Ad05A19682 Aradu.A05 19682 c (A)11tcaatctttaaattaattatagt(TG)646 97590422 97590467 CCCTCAGATTCCTGCTCAAG TTTTCACTTTTCAAATGCATGA 279

Ad05A19688 Aradu.A05 19688 c (T)10aaattatatatacacttttttttcataacttttttagggaaaaagctaaattttaattatacacatttgaatgtaagag(T)1099 97611512 97611610 TTTTCTGCCCCAAAAATCAA CGCCAAATTTTTCTTCAAGC 269

Ad05A19692 Aradu.A05 19692 p2 (TA)12 24 97620924 97620947 CGTAAGCAGCGGCTAGATTT CACCCCAATTACCCTAAGCC 272

Ad05A19694 Aradu.A05 19694 p3 (ATT)5 15 97632792 97632806 CAGTCAATAGATGAAGAAGGGGA AGCGACTGTTTTCAAGTGCT 217

Ad05A19697 Aradu.A05 19697 p3 (AAC)5 15 97643637 97643651 ACAGGCTGCAGAATACACCA TTTATAGCAGACGCTCGGGT 187

Ad05A19700 Aradu.A05 19700 p3 (ATA)14 42 97647192 97647233 TGGCAATAATTTGGCCTGTT ATTTGGTGACGTGCTTCCTT 117

Ad05A19706 Aradu.A05 19706 p3 (CAC)5 15 97653892 97653906 GTGATCACTGCAGCCTCTGA CGTCCAGGAACAGAGAGGAG 139

Ad05A19707 Aradu.A05 19707 p2 (AG)6 12 97659455 97659466 GAGAGAAGGAGTTGCGGTTG CCAATGGTAACGAGCCCTAA 227

Ad05A19710 Aradu.A05 19710 p2 (AT)9 18 97663702 97663719 GGTTTCAACCTCACTGGCAT TCCAGCACTCAAGACCACAC 172

Ad05A19715 Aradu.A05 19715 p3 (ATA)7 21 97674888 97674908 TTTTTCCAAACATTGATCAGGA AAAGCCACATTTTACGAGCA 201

Ad05A19717 Aradu.A05 19717 p4 (AAAT)5 20 97678323 97678342 AAGTTTCATTTTATGGATGTGTGG GCCACAAATTGGAGGAAGAC 262

Ad05A19720 Aradu.A05 19720 c (T)13cctttctttttggtgtagaaagaaaagcatgttaaactagactttgacagataaatgtgtattaatttttgaattccccaatgttttagttaaaag(A)10119 97685864 97685982 CCATTTATACCAAATGAAAACATGA CAATGCACTTGTAAATTGTAATAATGA 252

Ad05A19722 Aradu.A05 19722 p3 (AAG)5 15 97688451 97688465 TTCACAGATTTCAACAAAAATTTCA ACCGCATCAACCCACCAC 107

Ad05A19725 Aradu.A05 19725 p3 (CTT)5 15 97693189 97693203 GAGCATCTTCATGCTTAGTTTTAATTC TGGTGACAACAACGACAACA 280

Ad05A19729 Aradu.A05 19729 c (AT)6actcaaaattgaaatgtatgtatttattaaactaaacaaagttatatgctc(A)1073 97698238 97698310 CCTTTAATTCTTCTCAAAATCTCTCTT GGATTTTCTTGAATTTTGACTCTAAG 280

Ad05A19730 Aradu.A05 19730 p3 (ATT)14 42 97698494 97698535 TTGGTTCAATTTCAAACTTCACA TGTGGAGTAGCCTGTGTTATGC 255

Ad05A19731 Aradu.A05 19731 p2 (GA)8 16 97699933 97699948 ATCGATACGCCATGTTCTCC GCCATGAACCCCTACTTCCT 249

Ad05A19737 Aradu.A05 19737 p2 (TC)6 12 97720806 97720817 GATGACAAATGCTTAGGCGA GCAACATGAAAGAGAGGAAGAGA 124

Ad05A19738 Aradu.A05 19738 p2 (GA)6 12 97725185 97725196 TGACGATGGAGAGACATGGA AATGTTGAGCCGAGCTGAGT 262

Ad05A19739 Aradu.A05 19739 p3 (GAG)10 30 97731096 97731125 ACCTACCGTTACGTCGTTCG TTGGTTTTCTCGGGTAATGC 146

Ad05A19741 Aradu.A05 19741 p2 (TA)7 14 97733828 97733841 TGTCCCATCTTTTTCCATCA ATAAAAGCCCAGGAGGAGGA 275
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Ad05A19743 Aradu.A05 19743 p2 (AG)8 16 97738068 97738083 TTGCGAAGTTGGGATTTTTC ACCATCACCAACGAATAGGC 216

Ad05A19744 Aradu.A05 19744 p4 (TTAT)5 20 97738445 97738464 TGCTCTGGATCAAAGGTTTTC TGGATTGCAACTACCTACCCA 277

Ad05A19746 Aradu.A05 19746 c (A)10tgattcacagt(A)1031 97754404 97754434 AACTACCATAATTTGGTGAGGCA GGCATATAGGACGCTACGGA 175

Ad05A19747 Aradu.A05 19747 c (TC)9tgacccttctcttcgtaaatcgaagaggtg(GAA)666 97755051 97755116 GTGTCACCTCACTCACCCCT GCAACAGAAGAGGAAGCAGG 248

Ad05A19748 Aradu.A05 19748 p2 (TC)14 28 97757731 97757758 TGAAATCACTGTCCTTCCCC AGCGATGGCAAGAGAGAAAG 115

Ad05A19752 Aradu.A05 19752 p3 (AAG)5 15 97764809 97764823 TGAAGACGACGAAGACGATG TCTTTTGCACGCCTCTTTCT 172

Ad05A19753 Aradu.A05 19753 p2 (GA)6 12 97765965 97765976 TCCATCACACCTTCAGAAGAGA GCTAGACTGCTGGAGGATGC 242

Ad05A19755 Aradu.A05 19755 p3 (TGA)7 21 97766743 97766763 TGGTTCTTTGGTTTTGGTGA CACTCCATCACCATCTGCAC 271

Ad05A19756 Aradu.A05 19756 p3 (GGT)6 18 97766937 97766954 GTGCAGATGGTGATGGAGTG CTGAGAGATATCGTCGGGCT 257

Ad05A19758 Aradu.A05 19758 p3 (TTG)5 15 97785818 97785832 GCATAAGTGAGACAAGCAGGG GCTGTGAAGAATCATTGGCA 233

Ad05A19760 Aradu.A05 19760 p2 (AG)6 12 97787299 97787310 TTCATTAATCTCCCCCTCCC TCCTCCCACTCTCTAACGGA 263

Ad05A19762 Aradu.A05 19762 p2 (AT)9 18 97789449 97789466 CGTAAATTTCGTCGCACTCA CCCAAAACCTTTAGCTTCTTGTT 118

Ad05A19764 Aradu.A05 19764 p3 (TAA)10 30 97790160 97790189 GGGTGAGCAAAAATTGATTGA TGCAACTGAATTTCCACCTTT 280

Ad05A19765 Aradu.A05 19765 p2 (AT)6 12 97794933 97794944 TTTCTTTGTTTTCGTGTGAGTAAA TGGAAAGAGAGGGTAATAATCAGA 280

Ad05A19766 Aradu.A05 19766 p3 (ATT)6 18 97796055 97796072 GCTACCAACTAACGCCACCA AATCAAAACTCCACAACCGC 245

Ad05A19769 Aradu.A05 19769 p2 (GA)15 30 97800229 97800258 GCGGAAGATAATAGTCTTTTCAGGT TGTTAGGAGAGACTAACACAATTGAA 263

Ad05A19770 Aradu.A05 19770 p2 (AT)6 12 97800566 97800577 CAAATGGGATAGCACACCCT AAAGAATTCACCAAACGGTCA 204

Ad05A19771 Aradu.A05 19771 c (T)10accggattaagttaagtgaaggg(A)1043 97800854 97800896 GCTTGGAGATAGTTCTTATTAGTTTTG GTGCGTGGTGACTGTATCAA 280

Ad05A19772 Aradu.A05 19772 p2 (TA)12 24 97801256 97801279 CTGCAATGTCTGATGGCCTA TGTCCTGTACCTAATGCCCA 206

Ad05A19774 Aradu.A05 19774 p3 (GGT)6 18 97805071 97805088 GAAGAAATTCTCGCTGTCGC ATGCTGAAAATGCGAGGAAC 217

Ad05A19775 Aradu.A05 19775 p3 (TGT)5 15 97805463 97805477 TTGAGGCTGAAGGAGGTCAT CAGCATCCAAAAGCAATTCA 244

Ad05A19778 Aradu.A05 19778 p3 (TTA)5 15 97811727 97811741 GCTGGACGCTAAGAATTTGC TGAACAGAAGCAAACGATGC 270

Ad05A19780 Aradu.A05 19780 p2 (CT)8 16 97817976 97817991 TTCTTCCTCGTCGAAGCACT CCAGGCCCAGGTCATTACTA 259

Ad05A19782 Aradu.A05 19782 p2 (AC)6 12 97821926 97821937 TCAACGCATTGAACAGGAAG AGTGGAGCTTCAAATGGTCG 137

Ad05A19783 Aradu.A05 19783 p2 (AT)6 12 97824805 97824816 ACAGGTTGAACCGACTGACC CTGTTGCTGCAGTGTGATTG 263

Ad05A19785 Aradu.A05 19785 c (G)10ngaggggggtgggttagcttaggttagtggtg(T)1254 97826579 97826632 AGATCTTCGAGTGGCGAGAA TCATATACCCCCAGAAACGG 252

Ad05A19786 Aradu.A05 19786 p2 (AT)8 16 97831713 97831728 TGAACCGGTAGGTCCAATTC TGAATTTTCATAATGTGATTCCAC 252

Ad05A19787 Aradu.A05 19787 p3 (TTC)5 15 97832880 97832894 GTGTTTCCAATGTGGGCTTT CCTCCCCTTTCGTTTCTTTC 277

Ad05A19794 Aradu.A05 19794 p3 (CAT)7 21 97861144 97861164 GCTCCTTCGTTTTCCTCCTC TCAAGTTGATTGGATTCGGA 187

Ad05A19795 Aradu.A05 19795 p3 (GAA)5 15 97863035 97863049 TGAAGAAGAAGAAGCAGCAAAA TTGGGTGTAATATGAAGACATTTGA 129

Ad05A19796 Aradu.A05 19796 c (T)10attaattctggtttaggattgattctatgcttttgacttcttcaatga(T)1169 97864286 97864354 TGGTTGGGTTGTTCTGGATT ACTGGAGAGTTGCCACGACT 280

Ad05A19798 Aradu.A05 19798 p2 (TA)9 18 97873466 97873483 TGCATTATTGTTTGCATGGAT ATTTCTTGCAGGCATCTCGT 143

Ad05A19805 Aradu.A05 19805 p2 (GA)6 12 97901270 97901281 AAATAAGGCTAGGCACTGCG CAGCCCATCTCACTCTCTCC 157

Ad05A19806 Aradu.A05 19806 p2 (GA)7 14 97901397 97901410 GGAGAGAGTGAGATGGGCTG ACCCCCAACCTTCATCTTCT 233
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Ad05A19809 Aradu.A05 19809 p3 (TAT)7 21 97913974 97913994 AATTTCGTGCTGCCTGATTC TCTGAAACAAACACAACCCG 172

Ad05A19812 Aradu.A05 19812 c (C)48(TC)8 64 97918635 97918698 TCAGCCTGACCAAACATCAA TGTTCAGGCAGTCAATGGAT 260

Ad05A19823 Aradu.A05 19823 p2 (TA)8 16 97947598 97947613 TGGAAGATGAAAATATCGGAAGA TGCTTATGGTGGTTATAGTGGC 211

Ad05A19826 Aradu.A05 19826 p3 (AGG)8 24 97958771 97958794 TTGGTTGAGAGGGAGTACCG CAGGGAACACCGACTTTTGT 267

Ad05A19828 Aradu.A05 19828 p3 (TTA)5 15 97967790 97967804 CCCAAGGATTTTAAAAGCGAA CATTGTCCACATGCACAAAAC 166

Ad05A19829 Aradu.A05 19829 p3 (TAA)5 15 97968043 97968057 TTTGTGCATGTGGACAATGA AACAGTCCTTCGTAAAAACAAAGT 279

Ad05A19834 Aradu.A05 19834 p2 (AG)8 16 97979665 97979680 TGCAGAGGAATCAGAAACTGAA TTCTTGCTGCACCAATTCAA 111

Ad05A19835 Aradu.A05 19835 p2 (AT)9 18 97979924 97979941 GGTGCAGCAAGAAAGCAAAT TTCATGTTGCAGTTTAGGTTGG 270

Ad05A19836 Aradu.A05 19836 p2 (AT)7 14 97980687 97980700 TGAGGATACGGAACCTGGAC TGGTTCGGTTCTAATAATTGGG 276

Ad05A19841 Aradu.A05 19841 c (TCT)5cttcttc(TCT)537 97985960 97985996 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 166

Ad05A19842 Aradu.A05 19842 p3 (AAG)5 15 97986767 97986781 TTTCTCCTCCTCATCTTCTGC CCACATATTGTTACGGCACG 238

Ad05A19843 Aradu.A05 19843 p3 (ATT)5 15 97987498 97987512 TTTCTGACCGCATCAAATCA GGCCAAAACCACCACTTTTT 232

Ad05A19846 Aradu.A05 19846 p3 (TAA)9 27 97990662 97990688 TGTGCGTAAACTCAAGTTGCT GTGCCAAGTGACGAGACAAA 261

Ad05A19848 Aradu.A05 19848 p2 (TA)6 12 98002545 98002556 AAAAACAAATGGCCGAAGG ATTTCACGGTTCTGCTCACC 236

Ad05A19849 Aradu.A05 19849 p2 (TC)6 12 98004252 98004263 CCCTCTCTCTCCCACACACA AAGACAAAGAGAGGGGAGGG 265

Ad05A19850 Aradu.A05 19850 p2 (TC)8 16 98004387 98004402 CCCTCTCTCTCCCACACACA AAGACAAAGAGAGGGGAGGG 265

Ad05A19853 Aradu.A05 19853 p3 (TAA)12 36 98007236 98007271 ACGATCATGACGTGCTGAGA AAACACATCACACCTGCCAA 221

Ad05A19857 Aradu.A05 19857 p2 (TA)6 12 98015577 98015588 GCTGTGCTATTCTTGTTCTTCC TTTGTTCAAAAGGATTTGATTCAT 211

Ad05A19865 Aradu.A05 19865 p2 (AT)8 16 98039154 98039169 TGTTGTCTGCTGTTGAAACAAA TCGGACTACATACAACAGTGGA 248

Ad05A19866 Aradu.A05 19866 p3 (TCA)5 15 98039313 98039327 TCCACTGTTGTATGTAGTCCGA GAAAACCAAAATCAGCAAAACA 275

Ad05A19867 Aradu.A05 19867 c (T)11gcaaaagaaggcacgttgtacattggagagtgaacaagtgaaaattagtg(T)10aacattaagtgaaaattagtgttgagttggttggttgcaattgaaatgaatgaacatagggcctaaatattagtctaaaacc(A)13166 98040384 98040549 TTGTACATGCAAACGTTGAAG CCACGCTACCCTAACTCGTG 243

Ad05A19868 Aradu.A05 19868 p3 (CAG)5 15 98046935 98046949 TGCCATACAATTGAGGACCA TTTCTCCTGGACGGAATCAC 253

Ad05A19874 Aradu.A05 19874 p4 (AAAT)5 20 98066856 98066875 CGAAAATTAAAGACAAAAATCAAATG AAATAACAAAACAAACAAACGTTCA 264

Ad05A19876 Aradu.A05 19876 p3 (TTG)5 15 98074847 98074861 CAAAGGCAGTTGAAGGAAGC CAACATCACAGCAACGAACC 160

Ad05A19878 Aradu.A05 19878 p2 (TC)6 12 98079603 98079614 GCGAAGCCAATTTCTCTCAC TGGGGATGTATTCTTGCACC 271

Ad05A19880 Aradu.A05 19880 p2 (CT)6 12 98092581 98092592 ATTCTGCCACCATCCTCATC GCAACGACGGAGTGAGAGAC 235

Ad05A19886 Aradu.A05 19886 p2 (GA)7 14 98112620 98112633 CTTTGGACGCATAGGTGGTT TGCCGAAATTATCGTTGGAT 256

Ad05A19889 Aradu.A05 19889 c (ATG)10ataaccttgatgataatgtggtggtggtgggttctggtggtagtggtggttttgttctggtggtttaggtgctgttcta(ATG)11142 98114017 98114158 TGTTGTTGAAATTTGTTGTGGA CTGTGTTTTCTCCCACCACC 229

Ad05A19891 Aradu.A05 19891 p2 (AT)11 22 98116221 98116242 CAAAAATCAATAACAAGATTAGGGA TCCCATCTGTAAACACCCCT 264

Ad05A19893 Aradu.A05 19893 p2 (AG)7 14 98123083 98123096 TGAAGCGTAAATACCTCCACA CTTCGGCGATGATGACAAG 277

Ad05A19899 Aradu.A05 19899 p4 (AAAT)5 20 98169169 98169188 CTGCGCACTTATATGATTGGA TCAGATATATCCACAAAACACAAAAA 278

Ad05A19900 Aradu.A05 19900 p2 (TA)6 12 98169806 98169817 TTGAGCCAACTTTCCTCTTGA GTTCAGAAGCGAAAAAGGGA 280

Ad05A19902 Aradu.A05 19902 p3 (ATT)16 48 98181339 98181386 ATCCGTCCATGCGAGTAAAC TGTCACCGTGTTTCGTTGAT 209

Ad05A19903 Aradu.A05 19903 p2 (TA)6 12 98181533 98181544 TCAACGAAACACGGTGACAT CAAAAGAAAGGCCTGTTTGC 280
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Ad05A19905 Aradu.A05 19905 p2 (AG)10 20 98194837 98194856 CGAAAAGCTTGTGAAATTCTTG AGAGTCAACGTTTGGTGCCT 236

Ad05A19907 Aradu.A05 19907 p4 (AAAT)6 24 98201016 98201039 CGAATTTTGTGTAGGTATCCGC AGATCGGATCGGATATTGG 274

Ad05A19911 Aradu.A05 19911 p3 (TTA)21 63 98204337 98204399 TACCGTGCTTAAATCCGTCC AGAGCCACGTTCCTCTAACG 146

Ad05A19912 Aradu.A05 19912 c (TA)6aggcagaatttaatacttatttaaatagataattgaattaattattcgatcagcttcaattgg(TTA)17126 98205970 98206095 CAGCCAAACATTGTGATATGC GGATATTGCCTTGTTATGAACG 278

Ad05A19915 Aradu.A05 19915 p3 (AAG)5 15 98209228 98209242 CAAGACTCATGCATGTCACAAA GGCTTATTCCGATGTACGTG 156

Ad05A19920 Aradu.A05 19920 c (TCT)8cttcttct(TCTTCC)774 98227667 98227740 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 207

Ad05A19921 Aradu.A05 19921 c (AAG)6aggaagaggaagaagaacatgcagc(AAG)558 98228568 98228625 TCTTTCTCCTCCTCGTCTTCTG CCACATACTGTTACGGCACG 247

Ad05A19923 Aradu.A05 19923 p2 (AG)6 12 98236214 98236225 GAAATGGATCTTGGTTCCGA TTGTTCAAAACCTTACCGCC 225

Ad05A19927 Aradu.A05 19927 p3 (TCA)6 18 98245235 98245252 GCCATTTGTGGGTTGTATCC CGTGCTTTGGTGTTGTGTCT 275

Ad05A19928 Aradu.A05 19928 p2 (TG)6 12 98247980 98247991 CCAGGCCTTGTCACAACATA ACCCTCCTGCTCCCAAAA 279

Ad05A19935 Aradu.A05 19935 p3 (GAT)5 15 98260607 98260621 TCCTCTTCAAGTAATTTTGCAGC TCCTTCTTCTCATCTTCTGTTGC 204

Ad05A19936 Aradu.A05 19936 p3 (GAT)5 15 98261067 98261081 TGAATGAATGTAGGTTCATCCTCT CCTCCTCTTCTTCCTCCTCTTC 212

Ad05A19937 Aradu.A05 19937 p2 (TA)8 16 98261935 98261950 TGTTTCACTTCGAGCAACAAA CGTAGCATAGTCGATCTTTAACC 270

Ad05A19938 Aradu.A05 19938 p2 (AT)6 12 98266442 98266453 TTGCTTCGTGGAAAGTTTGA TCTGCCTAAAAGGCTAGCTCA 262

Ad05A19939 Aradu.A05 19939 c (A)10tatcataattagtatttattgaa(T)1043 98267101 98267143 CAAATGTTAACGAAATACTGATATGAA ATGCTGGATCACTTGCTTTG 144

Ad05A19940 Aradu.A05 19940 p3 (TAT)7 21 98267473 98267493 AAGCTTCACATTTTGTATTGGATAAA GCAACCATCACTTGCGTATG 155

Ad05A19941 Aradu.A05 19941 p3 (CAA)5 15 98268737 98268751 GCAACCTAGTGGAATCAATGG GATGGACAAGGGGTGAAAGA 247

Ad05A19944 Aradu.A05 19944 p2 (AG)10 20 98282660 98282679 GCGATGATATTTCCAGCGAT CTCACACCACATTACCGTCG 241

Ad05A19949 Aradu.A05 19949 p3 (AAT)5 15 98289134 98289148 TTTTAGAAGAATTATGGGACATTATGA TTCTTGAGAAAGTTCAAGACTCCA 247

Ad05A19951 Aradu.A05 19951 p3 (ACA)5 15 98298628 98298642 GTCGTGGTGCACAAAAGTTG TCGACCTTCCATAGTGGGAC 209

Ad05A19953 Aradu.A05 19953 c (TGT)5gttctttgaatggttgagagggtacaatcagagttgggtgaggagtgagttctgtcatcatgcaattgattggtatgtttgaa(T)10108 98307262 98307369 CACCACATACAACCTTTGGG TCACGTCAATCCTTCTCAGTG 231

Ad05A19956 Aradu.A05 19956 c (T)13gaaagcgccaattattgtattagacctcttgattttc(T)1262 98313844 98313905 ATGCGGCTGTGGTATTTTGT GCTCGTTTCTAGCAGTTGCC 181

Ad05A19958 Aradu.A05 19958 p2 (TA)10 20 98328316 98328335 TTTTGAAACCTTAATTGGCTCC GTCGAGGGCACAGATTAGGA 206

Ad05A19960 Aradu.A05 19960 p2 (CT)8 16 98340833 98340848 CGTCGAAAATATTCGCCAGT GAGGTATAATGGCGGCAGAA 242

Ad05A19962 Aradu.A05 19962 p3 (GAA)5 15 98351058 98351072 GAATTAACCGGTTTGCCTCA CCTTTGGTTCGTCATTCTCC 254

Ad05A19963 Aradu.A05 19963 c (A)10t(A)11 22 98361489 98361510 CGTCGGGAAGAAGTCAAAAA TTTTATTACTTTGATTCATCTAGCAGC 233

Ad05A19973 Aradu.A05 19973 c (TTG)5(T)10 25 98383225 98383249 CGCATTCTTTTCTTTCCTCG TCTCTTTCTTGTTTCACCTTCTCA 227

Ad05A19974 Aradu.A05 19974 p3 (GAT)6 18 98383434 98383451 TGAGAAGGTGAAACAAGAAAGAGA CCTCGTTGTTATCGTTGTCG 267

Ad05A19975 Aradu.A05 19975 p3 (GAG)6 18 98383651 98383668 CCATGACACCGAAAGTTTCTT CGGGAACGACTTAGGGTACA 267

Ad05A19976 Aradu.A05 19976 p3 (GAG)8 24 98385913 98385936 TGCTCCTTTAAAGAGGTCTTGTG GTCGTCATCGTCGTTGTCAT 275

Ad05A19977 Aradu.A05 19977 c (T)10aaaaaaagctgtttctgatgagttttgaaattcttttatgg(A)1061 98387659 98387719 ACGTGGCAAATTTTACAGCA TTGGATTTCAATTTCTTTTCATTC 229

Ad05A19979 Aradu.A05 19979 p2 (AT)6 12 98392557 98392568 GGAATTCGTGCCGATTAAAA CCCCGAAAAGAATATACGTGA 145

Ad05A19981 Aradu.A05 19981 p3 (TTA)5 15 98397882 98397896 ACGTGTGCGCGTCTATGTTA ACTTGCCATGAAATCACCAA 224

Ad05A19983 Aradu.A05 19983 p3 (TTA)5 15 98400371 98400385 CGTAAGATGATGATAATAATGCCAA TTCATTAAGCTCCTCTCAATTTTT 262
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Ad05A19984 Aradu.A05 19984 p2 (AG)9 18 98401133 98401150 CAGAAACCAGCGAGGTCATT GCATTTAGAACGCGGAAAAG 175

Ad05A19985 Aradu.A05 19985 c (T)10ccctttgtgattctcattcattcatccatg(GAT)658 98401480 98401537 CAAGAGAGTATTACTGCCGGTG AGGTTTTGTGGAGGCAAATG 277

Ad05A19986 Aradu.A05 19986 p4 (CTCC)5 20 98401858 98401877 CATTTGCCTCCACAAAACCT GCTGACACCAGAAACCCATT 246

Ad05A19989 Aradu.A05 19989 c (T)10aacccctt(TAC)636 98405313 98405348 CTTCCTGATAGATGCACCCC TCCCTCAACTAACCCCTCCT 257

Ad05A19991 Aradu.A05 19991 p3 (ATT)6 18 98405867 98405884 AAGAGGGAGTCAAGAACGCA ATGCCCGAACCATACAACAT 132

Ad05A19992 Aradu.A05 19992 c (CTA)6caacacggtatcaatatcattcattcatcgtttttgttgagcgaattaaatatgcttcatgacatgcacctatatttacacacacatattaatcag(T)11125 98407131 98407255 TTTGCCAAAAAGAAAGAATTG TCCTTGCTAAAGCTATAAACCAAAA 261

Ad05A19996 Aradu.A05 19996 p2 (AT)15 30 98419003 98419032 CAAGGAATTGCAGGGAGGTA AGGATGGGATTTCCAGTTCTC 156

Ad05A19999 Aradu.A05 19999 p2 (AT)9 18 98425589 98425606 CACCAACATTGGTCATTTGC TCTCACACCAATTTCACATCA 149

Ad05A20000 Aradu.A05 20000 p2 (AT)10 20 98425763 98425782 CAAAATCACATTTCCACACCA CTAAATAGTATTATTGATTGGGGAGAA 249

Ad05A20001 Aradu.A05 20001 c (A)10tcttttaagatagaaaaaaaagcaatacaaaacaaaaaactaaaaattttcagcacatctacttctagggttttgaat(TA)6100 98428053 98428152 TTTGGTCTAATATAAAAATGTGATTTG AATTGACAATAGGCATCGGC 249

Ad05A20002 Aradu.A05 20002 p3 (TTA)6 18 98429522 98429539 CATCCATCCAGAGAGCCTTC AATTTTTAATTGCCGCAAGC 261

Ad05A20004 Aradu.A05 20004 p2 (CT)7 14 98456145 98456158 TCAAAAGTTCACAAATTAAATGGG GCAGAGTGGAGGAATCAAGG 253

Ad05A20009 Aradu.A05 20009 p2 (TC)9 18 98468858 98468875 AAAGAGGAACAACAGCGAGC CGTACTGGGTTTGTCGTCG 168

Ad05A20010 Aradu.A05 20010 p2 (TC)10 20 98470364 98470383 ATGGGGTTGTGTGTCCAAGT GGATCTTGGATGTGCCCTTA 133

Ad05A20012 Aradu.A05 20012 p2 (AT)8 16 98478371 98478386 GAGAGTCTGAGAGGGCATCG TTATCCGTCCAAACCCAAAC 155

Ad05A20015 Aradu.A05 20015 c (A)10gaaattaggactctaagcaaaaatcacatccaaagactacattagaaaaag(T)1273 98481727 98481799 GCTTAAGCAAGTGTCGGGAG TGCATGCAGAGAGGAAGTTTT 259

Ad05A20016 Aradu.A05 20016 p2 (AG)6 12 98498843 98498854 CGGAAAAGCACACCAAACTT TTTTTCGAAATCTCCTCCCC 148

Ad05A20018 Aradu.A05 20018 c (TGA)5atcagaagcatgtggttgagggagacacgccaacacatagcaacaacacttgctgctgaacggtgat(GAA)7103 98526409 98526511 GGAGGAGCAGCAGAAGAAGA GTTGCAGCACAACTTCCTCA 278

Ad05A20022 Aradu.A05 20022 c (CG)7(CA)11 36 98541014 98541049 CCATTCAGAACCAAAACCAA GGCTTACAGAGGAACCAACC 278

Ad05A20026 Aradu.A05 20026 p2 (AT)6 12 98563783 98563794 TTTGAAGACACTCACCATAGCC TCAGAGAACTATTAGACACAAACACTT 243

Ad05A20027 Aradu.A05 20027 p3 (TCA)5 15 98565420 98565434 AAGTGGGCCACCAGAGACTA TGTCCTAACAATTTCCGGGT 224

Ad05A20028 Aradu.A05 20028 p3 (TAT)6 18 98567071 98567088 GGTTCTTGACATTGAAGAGCTG TTTCATTTTTGATATCTTGCCAAA 184

Ad05A20030 Aradu.A05 20030 p4 (TTAA)5 20 98568260 98568279 GAAAGCCAAGCTAGCCACTG AGCACGCGACAGTGTAAAGA 273

Ad05A20032 Aradu.A05 20032 c (T)10atttgaatgtgtgtgagagagc(A)1143 98574184 98574226 AATCCTGCCAGTACCGTGTC CACAATTCCATCTTCATCTCCA 199

Ad05A20034 Aradu.A05 20034 c (T)13ccttccctctttcttttttctttctcttttttgcctccttgtgcgtttgttgtcgttgttag(T)1287 98576668 98576754 TTCCTCAGCAATATTTTGCACT CCAGATATATGGGGATCATTGC 260

Ad05A20039 Aradu.A05 20039 p2 (AG)15 30 98590823 98590852 TCTCGCTGTCACAACTCACC CAACGTAGGGAGGAGAGCAG 222

Ad05A20042 Aradu.A05 20042 p3 (ATG)5 15 98597044 98597058 TTCATCCCAAATTATCAAATGTTTA TGCATGTAACAATGTTGAAATAAAA 260

Ad05A20043 Aradu.A05 20043 p3 (GAT)9 27 98599066 98599092 TCATGAGAAGGTAAAACAAGAAGAAA TCAAAACAATCACAGGCCAA 192

Ad05A20046 Aradu.A05 20046 p2 (TA)7 14 98606143 98606156 TGATAGAACTGCCGATCCAG TCGGACGGTTCGATTTTTAT 274

Ad05A20052 Aradu.A05 20052 p3 (ATT)5 15 98620364 98620378 AAAATTCTTGCCGAACTTCAA CGGTCAATCTAACGACTCCTTT 150

Ad05A20058 Aradu.A05 20058 p2 (TA)7 14 98634223 98634236 ATCAAGCTCCAGATGCAACC TTGGGGTTGTCTGTCACGTA 113

Ad05A20059 Aradu.A05 20059 p4 (AAAT)5 20 98635745 98635764 CCTCAGGTGAGTGAGGATCG CATCCGGAAAGACAAAGCAT 216

Ad05A20062 Aradu.A05 20062 p2 (TA)6 12 98641388 98641399 CATGAAACTCAGTAGAGCCCC CTCAGCCCAAACACTCATCA 232

Ad05A20066 Aradu.A05 20066 p3 (ATT)6 18 98651978 98651995 GCCTCTTTCCTATCTTCACCC TGCAAGTGAATTGTTGAATGC 237
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Ad05A20067 Aradu.A05 20067 p2 (GA)21 42 98671006 98671047 CTGAGTCAAGGCTTAGCGTG CCAACCTAAGAACTTTGGATCTTG 123

Ad05A20070 Aradu.A05 20070 p3 (GGT)6 18 98686262 98686279 ACGTGGTGGTTATGGAGGAG CACAGCCGCTTGATACTGAA 262

Ad05A20071 Aradu.A05 20071 p2 (GA)6 12 98688603 98688614 CCTCCACCCTGGGTATTTTT CATATTCCACTGGCCAACCT 223

Ad05A20075 Aradu.A05 20075 p3 (ACC)5 15 98705743 98705757 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ad05A20076 Aradu.A05 20076 c (T)10cataattttttataaaaataatattttttgtctaacacc(TA)661 98709860 98709920 TTTTTGCACTCCTCGTTTGA TTGTCCCTCTAAGGTAACGTTCT 262

Ad05A20077 Aradu.A05 20077 c (A)14ttgatggaatggttataactagcaaagga(T)1356 98711128 98711183 GGTCCAAATTACCAAATACACG TTTCCCTCTTGCAACAAACC 197

Ad05A20080 Aradu.A05 20080 p2 (GA)7 14 98722709 98722722 ACAACCGAGTGGAGTTGGAG AGGGGGAAATCAGTTTTTGG 141

Ad05A20083 Aradu.A05 20083 p2 (AT)11 22 98737532 98737553 AGTTGATTTATGAATTCACCTTTTAGT CAAAATCTCAAACTCCAGATTCAA 242

Ad05A20084 Aradu.A05 20084 p3 (ATA)8 24 98738228 98738251 GGTGCATGGTAAAATGGCTT CGACCCTATGTGTACGATGG 194

Ad05A20089 Aradu.A05 20089 p2 (TG)10 20 98795119 98795138 GGATGGTCCGAGTTGATTGT CGAAAGGAGAGAAATACAAGAGC 167

Ad05A20091 Aradu.A05 20091 c (T)11gaatttac(A)1029 98814428 98814456 GCAGCTGTAATGGGGTTAGC CATTGATTCAGTTTTCAATTTGC 224

Ad05A20098 Aradu.A05 20098 c (ATT)7tttctttcggtagtgggtctatcttttgttgaagaatccaacacattgctgtcaattgtaaaccacctcaa(AAT)5107 98836382 98836488 TAGGGCTGGGAAATGAATGA TGCTTTAACTACCCAAAAACTGC 250

Ad05A20099 Aradu.A05 20099 p2 (CT)8 16 98849715 98849730 GACACTTGTGGCAGCTTGAA GAGGGAGAGGAAAATCGGAG 242

Ad05A20101 Aradu.A05 20101 p2 (TA)6 12 98860700 98860711 CCAATTCATGCTCAAACCAA GTGACATTCCGGGTTTTACG 192

Ad05A20102 Aradu.A05 20102 p2 (CA)6 12 98864701 98864712 AAGCCCTTTCCAAGCTTTTC TGTTCGAAATCTCAGCCCTT 277

Ad05A20103 Aradu.A05 20103 p3 (TTG)5 15 98868900 98868914 GCACCTTGTTTCTGCCTCTC TGCACCTAGAGGTCCGTCTT 231

Ad05A20106 Aradu.A05 20106 p2 (AT)6 12 98896363 98896374 CGAAGTTGGTTATTTCGGGA TAAAGCTGAGGTGGCAAGGT 252

Ad05A20107 Aradu.A05 20107 p3 (AGA)5 15 98902122 98902136 TTTTCGTGACCCATGCATTA GGCCGAATTACTCTTCTCCC 245

Ad05A20109 Aradu.A05 20109 p3 (AAT)6 18 98910711 98910728 CAGGGAAAAAGGCACTCTTG CTTTGTGAAGTTGCCAAGCA 187

Ad05A20110 Aradu.A05 20110 p3 (TCT)6 18 98913829 98913846 CATCAACCTCCTCTTTCCCA CTCCCAAGACTCAGAGGTGG 236

Ad05A20112 Aradu.A05 20112 c (AT)9acatatacatatg(TA)847 98930390 98930436 GGTTTCGCGCATTTAACATT CAACCATGTCTTTACATTGCCA 277

Ad05A20113 Aradu.A05 20113 p5 (TTATC)5 25 98958538 98958562 GTCACTGGAGGGTGGAGGTA CCCAACAGAGGAACATGACC 248

Ad05A20116 Aradu.A05 20116 p2 (AT)8 16 98993934 98993949 AGGAGCCTTGAAAAATGGGT CTCCGGTTCTCATCCCATAC 265

Ad05A20117 Aradu.A05 20117 p2 (AT)15 30 98995416 98995445 GATTGCAAGAAATCGAAGCC AGCATGAAAGTAAAAGGCGG 197

Ad05A20118 Aradu.A05 20118 p3 (TAA)19 57 98995582 98995638 CCGCCTTTTACTTTCATGCT GGTGGATAGAATGTAGCGATCC 170

Ad05A20119 Aradu.A05 20119 p2 (CA)6 12 98997157 98997168 GGATCCACGAGACGACATTT GCGTGAGGTTCTGTGTGGTA 263

Ad05A20120 Aradu.A05 20120 c (AT)11(GT)6ggcttaaggaagcctataagccaccgccttggctttctttattattatataagccttatg(AT)6106 98999109 98999214 TGGTGGGGTTTAGGTTCCTT AGCATGAAAGTAAAAGGCGG 275

Ad05A20121 Aradu.A05 20121 p3 (TAA)12 36 98999351 98999386 CCGCCTTTTACTTTCATGCT AGTGCAACTTGTAGCGACCC 240

Ad05A20122 Aradu.A05 20122 p2 (AT)6 12 99001485 99001496 TATGGTTTAGGCTTCACGCA CATCATGAAATCCTTCAACCC 278

Ad05A20123 Aradu.A05 20123 p3 (TCC)5 15 99013978 99013992 CTACTACGCGAGTGATGCCA AAACATCCGCAAAACGAAAG 210

Ad05A20125 Aradu.A05 20125 p2 (GA)9 18 99015905 99015922 GAGTGAGAAATGGGCAAAGG TCCAGCAACATAAATTCACAGC 258

Ad05A20126 Aradu.A05 20126 p3 (AAC)5 15 99017361 99017375 TTGAAACTTATTGAAAACGTTAAGGA TCACATGCAATTGCCTTCAT 204

Ad05A20127 Aradu.A05 20127 c (A)11caaaattctacatctgcatgcattcaatgtgtaaagtttgtctagatttgtcc(A)1175 99019029 99019103 CATCCATCTAGCCCAACAAAA AAATTTGGCAAGATCCATCG 201

Ad05A20130 Aradu.A05 20130 p2 (GA)20 40 99023872 99023911 TGAAGCACGACGATAGCAAC ATCACGGCTACCATGACCTC 220
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Ad05A20133 Aradu.A05 20133 p2 (TA)6 12 99031843 99031854 ACTCCGGAACGAGTTTTCCT CGGTTCGAATTAGTGGGAGA 152

Ad05A20134 Aradu.A05 20134 p3 (GGT)6 18 99035918 99035935 TACAGTGGAGAGGGAGTGGG GTCTGGGGTCGAAATCAAAA 202

Ad05A20135 Aradu.A05 20135 p3 (TTC)5 15 99037422 99037436 GCTAATGTGGCATCCTCTCC ACTGGTCGACTTCCACAACC 279

Ad05A20137 Aradu.A05 20137 c (TA)13catg(TA)8catg(TA)9catgtatatatac(AT)693 99041013 99041105 GGAATGTTTTGGTTTGCTGC TATTGACAAGCACAACCCCC 269

Ad05A20139 Aradu.A05 20139 p3 (TTC)5 15 99049493 99049507 GCTAATGTGGCATACTCTCCAA ACTGGTCGACTTCCACAACC 279

Ad05A20141 Aradu.A05 20141 c (TA)13catg(TA)8catg(TA)9catgtatatatac(AT)693 99053011 99053103 TTGTTTGGTGCCCTTGATAA TCCAATACACCAGCAAACCA 209

Ad05A20143 Aradu.A05 20143 p3 (ATG)5 15 99103095 99103109 TTGATGACGGTGGAAAGATG TCCGTCAACTTTTCAATCCA 166

Ad05A20144 Aradu.A05 20144 p2 (TA)6 12 99107990 99108001 AGATGCTCACGCATCAAGAA AGGAGCCTTGAAGAATGGGT 269

Ad05A20147 Aradu.A05 20147 p3 (CAA)6 18 99115381 99115398 GGATCATTCCCACATAACCG CTTGATCATTCTGGGGCTGT 142

Ad05A20149 Aradu.A05 20149 p3 (ATA)5 15 99131221 99131235 CAGCCTTCCCCACATACCT TGGCTTTTCTTCCCCCTAAT 227

Ad05A20150 Aradu.A05 20150 p2 (TA)11 22 99131421 99131442 CACGTTGGTGTTTGGTGAAG GTCATTTGCATCACCCTCCT 219

Ad05A20152 Aradu.A05 20152 c (T)10ataaataatgtttatttttggtttggtcaaataacattttgtactcattctttttccc(T)1078 99137635 99137712 AAAGCAATACTTCCGTTGACTTTT ATGGATCCAACCTTCGACAC 181

Ad05A20155 Aradu.A05 20155 p2 (TA)9 18 99154376 99154393 AAATGGAGTTCTAATCCGCAA AATGGAAATTCACCGCAAAA 240

Ad05A20156 Aradu.A05 20156 p3 (AAT)13 39 99154883 99154921 GCAAGGAGCTAGGTCAACGA AAAATTTACGCATGAATCAATAAAA 137

Ad05A20166 Aradu.A05 20166 p4 (CATA)5 20 99188061 99188080 TCCACCCTCATTTGAGATCC TGAAGTTCAGATTTGCGACG 255

Ad05A20169 Aradu.A05 20169 c (A)10ttgtatcca(AT)835 99198741 99198775 CTCTCTCAACTCCCGTGGAC TGCATGCACAATATTCTTGAAA 150

Ad05A20171 Aradu.A05 20171 p2 (CT)7 14 99202187 99202200 TGGATTGGTCTTGTTGTGGA ATCTTGGGGAGAGGGAGAGA 241

Ad05A20175 Aradu.A05 20175 p2 (CT)15 30 99215571 99215600 AGGGTTTGCACATACAAGGG TTTTTGAATAAAAATTCGAGCTG 265

Ad05A20182 Aradu.A05 20182 p2 (TA)6 12 99240371 99240382 GATCAGACATGCCGAAAGGT TCCAACATCTAAACCCCAAAA 238

Ad05A20185 Aradu.A05 20185 c (ATCT)7g(TCTA)653 99246452 99246504 CAGGGTATCCTTCACAGTTCAA CATGATTTTGTTTCTGGCTCC 241

Ad05A20189 Aradu.A05 20189 p3 (GAT)5 15 99259805 99259819 GCTTCATGGGAAGATTTGGA AGATCACAAGCAGTTTCGGC 275

Ad05A20190 Aradu.A05 20190 p2 (AT)6 12 99270374 99270385 TCAATAAATTCATCACGTGGAAA TGATCGTGCAAGTTTTTCAGA 204

Ad05A20201 Aradu.A05 20201 p2 (AT)7 14 99292503 99292516 CTCGAGGACGAGCAAAATTC CTTGGAGGTGGAAGCTTTTG 152

Ad05A20202 Aradu.A05 20202 p2 (TA)8 16 99292989 99293004 GTGCTAGGTGGGAGACAACC CCATGCTTTCGCGTAACTTT 262

Ad05A20204 Aradu.A05 20204 c (CAA)17(TAA)7 72 99300676 99300747 AAGCCACACAACACAACACAA CTCAGCGGTCAATAATGCAA 257

Ad05A20210 Aradu.A05 20210 p2 (TA)7 14 99329290 99329303 TAAGACAACAGACCCCAGCC TCTAACCCGACCCTAAACCC 267

Ad05A20211 Aradu.A05 20211 p3 (TAA)6 18 99330636 99330653 AATCTGCGTAACAAAATCTTTCA GTGTGGAGCATTGCAACAAG 243

Ad05A20212 Aradu.A05 20212 p4 (TTTA)6 24 99331118 99331141 TCATTGCCTCACATCTCATCA GCACCACTCACCACATCATC 278

Ad05A20213 Aradu.A05 20213 p3 (GAA)5 15 99333529 99333543 CCACCACTGTTTCAGACCCT CACTTTTCCAATGATGGGCT 214

Ad05A20214 Aradu.A05 20214 p3 (AAT)7 21 99334961 99334981 GCATTGGGCTTGTAACACCT CACATCAAGTCCTGCCAATG 250

Ad05A20216 Aradu.A05 20216 c (A)16g(A)14 31 99337657 99337687 ACCAGACAGTGCATGGAACA ACTGGACAGAGCGAGGAAAA 274

Ad05A20221 Aradu.A05 20221 c (A)10tcaaattggagatgtataaactg(A)1043 99357455 99357497 TAAAAGGGGAGCTAGGGGAA TTGCAGAGGATCTTGCAGTG 194

Ad05A20222 Aradu.A05 20222 p3 (ATT)17 51 99357818 99357868 TTGTCCAGCTTGTAGGAGTTGA TTCAGATCCCCTCAGGTTTG 252

Ad05A20224 Aradu.A05 20224 p3 (GAG)6 18 99371834 99371851 GCAAGAGCATCCGCTTTAAC TCAGAGGGTCAAGGAGGCTA 228
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Ad05A20225 Aradu.A05 20225 p2 (AT)9 18 99373934 99373951 TACCACCCCCTCTCTCTCCT CGTGCCTTACATTTCACAAGC 275

Ad05A20238 Aradu.A05 20238 c (T)10c(T)12 23 99405400 99405422 TCTCTCCCACTCCCCTATCA CACACTTTCTCTTCATTTGCTCC 232

Ad05A20243 Aradu.A05 20243 p3 (ATC)6 18 99419066 99419083 ATGATTCATCAGGCTTTGGC CGTTGGTGATGTGATGGTGT 222

Ad05A20244 Aradu.A05 20244 p3 (GTT)6 18 99427771 99427788 AGAGTGTGAGAGAGAGCGCC CTCGCTTCACAAACACCAAA 246

Ad05A20248 Aradu.A05 20248 p2 (GA)7 14 99441737 99441750 TTGCAGAAAAGGAAAAACGAA CGCGGGTGTGATTTAAACTT 253

Ad05A20253 Aradu.A05 20253 p3 (TAT)17 51 99449036 99449086 GCCTCGGGAATTTAGATCAC GAAATTTCACTTGAGAGTTGAGAGA 246

Ad05A20254 Aradu.A05 20254 p4 (CATT)5 20 99449645 99449664 CAAAGTCTTCTTAGCCGCCA TGAGAGAGCGTGTGATGGAG 262

Ad05A20257 Aradu.A05 20257 p2 (CT)6 12 99482029 99482040 CCTACCCACCTCCAACAATC CCTCTTCCTCGTGTTGAAGC 133

Ad05A20258 Aradu.A05 20258 c (A)10gaaaaactaaactctag(A)1037 99483196 99483232 AGACAAGAAACCGCGAAAAA GGACACCAAATGGATAAATTGAA 219

Ad05A20259 Aradu.A05 20259 p2 (TA)12 24 99492268 99492291 TGATTGAAAAACGGAATTTGG CAACTCAATCCCAACCGAAC 223

Ad05A20262 Aradu.A05 20262 p2 (AT)11 22 99503915 99503936 CTGCAAAGAGCCAAGGTTGT GGGTTCGAACATTGGTGAAT 272

Ad05A20268 Aradu.A05 20268 c (AAT)5ac(TAA)6 35 99517473 99517507 TGGCCAAATTCAAAGAGAAGA ACAAAACAAGCCAAACGTGG 229

Ad05A20270 Aradu.A05 20270 p3 (ATT)5 15 99520772 99520786 TTTCACAATGAACACACACATCA ATATTCAGGGGAAGCCAACC 245

Ad05A20276 Aradu.A05 20276 p3 (TAT)20 60 99533306 99533365 TTTGCTTGTGAATTTTGCATT AAAGACAAATTTGGTATTATTCGTAAA 276

Ad05A20281 Aradu.A05 20281 p2 (AT)7 14 99563742 99563755 AGGGCATATTTCCACTTCCC GTCTAATGGCGAGTTAGCGG 219

Ad05A20287 Aradu.A05 20287 c (A)10gaaaaaaatagaag(A)1034 99572690 99572723 CCTCGAGACATTGGGTGAAT TTTGATTTGGGGCATTTTGT 237

Ad05A20290 Aradu.A05 20290 c (TTC)5g(TCT)5 31 99581951 99581981 CGCATACAAGCGATTAAGGC AGGAAGAAGAACGTGCACCA 171

Ad05A20291 Aradu.A05 20291 p3 (AGA)5 15 99582582 99582596 ATCGTTTGGGTGAATTCCTG CCGTTTCCTGTTTTTAAAGCG 248

Ad05A20293 Aradu.A05 20293 p2 (TA)8 16 99583660 99583675 TGATTAGCAGCAGGGAAAGC CCAAACCTAGCCGCCTCTAT 258

Ad05A20300 Aradu.A05 20300 p2 (CA)6 12 99599577 99599588 CCACCACTTCGAATGGATTT ATGGTGCAGTGTTGGACAAA 251

Ad05A20301 Aradu.A05 20301 p2 (GA)20 40 99601617 99601656 TCGGGTTAAGTACGATTTTGG CCGACGACAACGAAGCAC 250

Ad05A20302 Aradu.A05 20302 p3 (AAT)5 15 99603920 99603934 TTCAAGTATATGCATCAAAACTCTTC TAAGAGGGCCCTTGGACTTT 103

Ad05A20304 Aradu.A05 20304 p3 (TTA)5 15 99604814 99604828 TCAAATGATTGCAAACCAAAA GCAGTAGCATCTCCCTTTCG 251

Ad05A20307 Aradu.A05 20307 p2 (GA)6 12 99607772 99607783 ATCATTTGCCTTGTGCCTTC GTTGCTGGGTAAAGACCGAA 261

Ad05A20308 Aradu.A05 20308 p2 (TA)9 18 99613231 99613248 CACCACTCAAGCTCAAACCA TGGGCATGTGTTGAGGAATA 174

Ad05A20309 Aradu.A05 20309 p2 (AT)6 12 99613600 99613611 AGCCCCACAAGTTTCAAAAA CCATTTTGACGGCCCTACTA 120

Ad05A20312 Aradu.A05 20312 p2 (TC)12 24 99625358 99625381 ACAACCCACCATGCAAAAAT ACGGACTTGAGAGGCAAGAA 255

Ad05A20314 Aradu.A05 20314 p2 (CT)6 12 99639579 99639590 TGAATCATGGACATTTTTCTTTTT TTGACATGTTTGTCGAATGAA 267

Ad05A20316 Aradu.A05 20316 p2 (TA)7 14 99652354 99652367 CATGGCATGCATATTATCATCA AGACTTAACTCATTATCTCGTGAGC 277

Ad05A20317 Aradu.A05 20317 p3 (TAA)20 60 99653939 99653998 TCTTTCTATCACAAAAACTAACATGC TGTGATCATATGAATTTTTACTTGAA 257

Ad05A20323 Aradu.A05 20323 p3 (GAG)5 15 99659883 99659897 GCACAAGTCAGCATCGAAAA TTTCCTTAGCTTCTTCTCCCA 101

Ad05A20327 Aradu.A05 20327 p2 (CT)6 12 99698482 99698493 AAATTCGGTTCATCCCTTCC GCCATCTTGCTCTTTGCTCT 268

Ad05A20330 Aradu.A05 20330 p2 (TA)12 24 99705890 99705913 CGGTAACAAGGCCTCAAAAA TGAGTTTTGAGTGTGCGTCC 236

Ad05A20333 Aradu.A05 20333 p2 (TC)6 12 99717583 99717594 AACCGAAGCGAAGAAACAAA TGGGAAAGAGAGAGTGTGGC 130
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Ad05A20336 Aradu.A05 20336 p3 (ATG)9 27 99727541 99727567 TCTTAAGGGGAAAGGGGAGA TGGCATTGATAGAAGAGTTGGTT 148

Ad05A20339 Aradu.A05 20339 p2 (GA)11 22 99732867 99732888 TGGGTCAGAAAACACACGTC GCAGTGTTTCCTTGTTGGGT 251

Ad05A20340 Aradu.A05 20340 p3 (GCT)8 24 99733332 99733355 CGGGTGTGTTGTGATTCTTG GGAAGGGTCAATCTCCCATT 275

Ad05A20342 Aradu.A05 20342 c (TAA)5c(AAT)5 31 99734569 99734599 TTGTTTGTTTCTGATATGCACC GGCCATTACCATCCACAAGT 122

Ad05A20343 Aradu.A05 20343 p3 (AGA)6 18 99737313 99737330 CTATCGACACCTCGAAAGGC GATGCAATGAGGAGAGCACA 280

Ad05A20344 Aradu.A05 20344 p3 (TTA)10 30 99738525 99738554 TTTTTGTCTGCTTTAGACCGA CGGAAGTTAAAAGGCCCAAT 267

Ad05A20349 Aradu.A05 20349 p2 (AT)11 22 99784298 99784319 TTTGGCTGATTCCTGAAACC TCCTTCACAAATTTCGGAGC 258

Ad05A20355 Aradu.A05 20355 p2 (TA)6 12 99796158 99796169 CGCTCACCATCCTTCTTCTT TTCAATTTCAGTGGATGATCG 258

Ad05A20362 Aradu.A05 20362 p3 (ATT)14 42 99813266 99813307 TGCATGAAAGAGAAAGGAAAA GGTTTGTTTCCCCATGAAAG 235

Ad05A20363 Aradu.A05 20363 p2 (GA)7 14 99815350 99815363 GAGAGTTTTACGCCGGTGAG GAGAAGATGGTAAGCGCTGC 213

Ad05A20364 Aradu.A05 20364 p3 (GAG)9 27 99822932 99822958 AATCACAATGGGCTGAGAGG TTCAGGAGGCTAAGGCAAAA 122

Ad05A20365 Aradu.A05 20365 p5 (AAATA)6 30 99831889 99831918 TGCCAGAAAGGAATTGATCC TGCTTTGTGTTGCATAACTGG 193

Ad05A20369 Aradu.A05 20369 p2 (TC)9 18 99838768 99838785 CGGATGGTACACAAATCGG GACCGGATCGACTAGGTGAC 252

Ad05A20371 Aradu.A05 20371 p3 (TTC)5 15 99839795 99839809 CGCTCCTTCACCGTTACTTT GAAACACGCGAAGAAAAAGG 108

Ad05A20374 Aradu.A05 20374 p3 (TTA)5 15 99854852 99854866 AGAAAATGAATTTAGGCATAGACTG CAACAAAAAGCAAATTACGATCA 276

Ad05A20381 Aradu.A05 20381 p2 (TA)6 12 99866568 99866579 GTAACCACACGTCCCCTGTC GGACTCGTAGTGGCCATTTG 236

Ad05A20387 Aradu.A05 20387 p3 (ACT)5 15 99872349 99872363 GCGTGGGTTGAAAGTCCTAA TGACTGAGGGAATACGGAGG 203

Ad05A20394 Aradu.A05 20394 p2 (AT)7 14 99887781 99887794 CAGGAACGAACTGCTTTGGT AATCACGTTTCCTGAGCGTT 210

Ad05A20396 Aradu.A05 20396 c (TC)10ta(TC)15 52 99898866 99898917 GCCGTGGCATTCATTTTATT TGGTTATTTTGGATAGTATGAGCG 248

Ad05A20400 Aradu.A05 20400 c (T)15agcaacgtagttgttagttttaaaagtatgtagagttgttttcttttggtcacatggatgtagagaagtg(T)1297 99901780 99901876 CTTTTGACTTCCGAAGCAGG CAATTCTACATCCATTAACCCG 233

Ad05A20402 Aradu.A05 20402 p2 (AT)6 12 99904319 99904330 AAGTATAAAAATCCCTCCCCC GATTAATTAGAAGAGTTTTGTTAGGCA 199

Ad05A20403 Aradu.A05 20403 p3 (ATT)7 21 99909880 99909900 TGAGTGTTTTGCAGAGAATGAAA TCCGAATCACTATTGTCCCA 253

Ad05A20405 Aradu.A05 20405 p3 (TTA)6 18 99914008 99914025 TGCAAATCTAATATCTTCACCGA TGGTGAAATATGGGCAAACA 253

Ad05A20407 Aradu.A05 20407 p2 (AG)15 30 99915947 99915976 CGGTACTGCGTGTGAGAAAA TCGAAGAGGAGGACGAGGTA 229

Ad05A20408 Aradu.A05 20408 p3 (AGA)5 15 99920942 99920956 CGGGATTAGCACACCTATCG CTTGCCGGTAAGTTGTGGAT 279

Ad05A20412 Aradu.A05 20412 p3 (CAA)5 15 99942362 99942376 CCTCCCTCAACACCACAACT AGAGAGAAAGGCTGGGAAGC 214

Ad05A20413 Aradu.A05 20413 p2 (TG)8 16 99942591 99942606 ACACCATCAAGGACTACCGC CCTAACCTTGCTTGTTCCTCC 247

Ad05A20414 Aradu.A05 20414 p2 (TC)6 12 99947088 99947099 CTAGACTCGGCTTGCGAAAC CTTATCGATGGAGGAGCCAA 247

Ad05A20418 Aradu.A05 20418 p2 (AT)8 16 99951992 99952007 TTCAATTCACTAAGTATGCAGATGG TTTGACATCCATTACCTAAACGG 252

Ad05A20419 Aradu.A05 20419 p3 (ATA)5 15 99953435 99953449 AGGTCTGATGGGTTCAATGG TTGTGTTTCTTATTTTTCTTCCCTC 263

Ad05A20421 Aradu.A05 20421 c (ACT)5attactaccttgaattcttagttacttgctactactaagttgctaagataataagcaaactcttaa(AC)795 99957978 99958072 AGGTTGCTTTGGACAACCAG GGATCAAAGAAAAGCCTCCC 274

Ad05A20422 Aradu.A05 20422 p3 (CAG)7 21 99961750 99961770 GGTAAATGCCACTTCTCGCT AGCTGACCTGCTAACCCAGA 178

Ad05A20424 Aradu.A05 20424 p2 (AG)7 14 99973187 99973200 CCGGAATCTGTGAGTTCCAT TGATACGGATACGGTCCCAT 233

Ad05A20427 Aradu.A05 20427 p2 (TA)7 14 99979890 99979903 TCAACTCCTCTCGCACATGA CGCCATTTTCATTCTCCTTC 155
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Ad05A20428 Aradu.A05 20428 p2 (TA)7 14 99994490 99994503 GAGATTCTTTCTTTGATTTTTCCAA ATGCAATCCCCATTTCATGT 259

Ad05A20431 Aradu.A05 20431 c (TAT)8(TGT)8 48 99999972 100000019 TGAAATTGTTTGTTATGTTAAAAGTGT TCCGAGAACCCTACAAAACG 234

Ad05A20432 Aradu.A05 20432 p2 (TC)6 12 100003384 100003395 TATACGGCGTCGTTTAAGCC AGAATTCAATGGCGTTGTCC 280

Ad05A20433 Aradu.A05 20433 p2 (CT)9 18 100003518 100003535 TATACGGCGTCGTTTAAGCC AGAATTCAATGGCGTTGTCC 280

Ad05A20434 Aradu.A05 20434 p3 (ATT)6 18 100007572 100007589 TTCATCTGATTGACCCACCA TCTCAATATCCCGTGCTTGT 271

Ad05A20436 Aradu.A05 20436 p3 (AAT)14 42 100014533 100014574 TTTCGAAATGACTAAATGTGTCAAG ACTATCCGCAAAGCAAGCAT 233

Ad05A20437 Aradu.A05 20437 p2 (TA)6 12 100017589 100017600 CATTGGTCCCGAAGTACCAT TGGATCAGACAAGTATGCCG 253

Ad05A20438 Aradu.A05 20438 p3 (GCA)5 15 100022317 100022331 ACCTGCTATTATTGGTGGCG CGACTTGTTCCTCTGCTTCC 151

Ad05A20440 Aradu.A05 20440 p4 (TAAT)5 20 100025799 100025818 TTAACCTTTGTGTAAAACTCCGA GATGAAGCCCGGTTCAATTA 200

Ad05A20441 Aradu.A05 20441 c* (AT)8(T)10* 25 100031680 100031704 GAAGATCCAGGCATTTAAGAGG TTGGCATCAGCAAATACAGTG 279

Ad05A20442 Aradu.A05 20442 c (T)11gtttaatt(A)10 29 100033963 100033991 AATTTCCACACAGCCCATTC GTGCCTATGAAATCGCCACT 233

Ad05A20444 Aradu.A05 20444 p2 (AG)6 12 100036767 100036778 AAATGGGACCACAAATTCAGA TGAAGGGATGGCTCAAATTC 233

Ad05A20454 Aradu.A05 20454 p3 (AAG)5 15 100069430 100069444 GAAAAAGGATCTTGCGTTGAA TTGAGATCCTCACATGACGC 270

Ad05A20456 Aradu.A05 20456 p2 (GA)22 44 100078247 100078290 CACACAAACACACCCACACA GCTTTTTCTTCGTTTTCCCC 251

Ad05A20457 Aradu.A05 20457 p2 (GA)14 28 100078652 100078679 GGAAAACGAAGAAAAAGCCC ATTGTTGAGCGGCTACTCGT 277

Ad05A20458 Aradu.A05 20458 c (T)12gaaatttcaacaatctaaaaagtgaaaacaaaaacaaagtagc(A)1065 100078870 100078934 GCGTCAACATTAGGGTACGG AGAGTGGAGAGGGACCGATT 280

Ad05A20461 Aradu.A05 20461 p2 (AG)7 14 100083751 100083764 CATCCACCTCCATGAGATCC AGCGTAGTGGCTACGAAGGA 225

Ad05A20462 Aradu.A05 20462 p2 (AT)8 16 100085814 100085829 GCTCCTAACCCAACCTGTGA AGTTCTGCAGCGAAGTGGAT 164

Ad05A20464 Aradu.A05 20464 p2 (TC)13 26 100100060 100100085 ACCATTTTAAAAGCGCGACA GCAAAGCAAAACAATGCAGA 168

Ad05A20472 Aradu.A05 20472 p2 (GA)8 16 100132057 100132072 GGTTCCATCACACTCACACG TGCCAAGTATGCAGGACAGA 216

Ad05A20478 Aradu.A05 20478 c (TTAA)5aataattaaaattaa(TAT)550 100146628 100146677 CCGGTGTGTGCTCTCTCTTT ACAATTGCATTCAACCCCAT 269

Ad05A20494 Aradu.A05 20494 c (T)10aaatttttcctggtccctacaaatttgatttgtaattttgaggttcttaaagatagta(T)1179 100184392 100184470 CAATAAAAATAGGGAGGGAAGG GGTGATTCATTCTGGCGTCT 269

Ad05A20495 Aradu.A05 20495 p3 (ATT)7 21 100187040 100187060 GGGGATCCCAAGTACAGTCA GGACTTGTGTCTCCCTTTCG 237

Ad05A20498 Aradu.A05 20498 c (CCT)5tctccttcttttttaattggaatttcttttcatc(T)1059 100194421 100194479 CGTCATCTTTTTCTCTTCCTTTTT TGATGATCATGATGACGAAGG 153

Ad05A20499 Aradu.A05 20499 p3 (AGG)8 24 100196163 100196186 ACCAAGGAGAGGAGGAGGAA CGCGGGGCTTTACATTATT 179

Ad05A20506 Aradu.A05 20506 p3 (ATA)5 15 100215948 100215962 TGAATCCATGCCATCTTCAA AAAGCTGCAAGCTCGTTAGG 225

Ad05A20508 Aradu.A05 20508 p3 (GTG)6 18 100219511 100219528 TGACTCAAGATGGTGTGGGA AGATGGCAATCCGGTAGATG 200

Ad05A20509 Aradu.A05 20509 p2 (GA)24 48 100221309 100221356 ACGAGGAGCTGAGCAACAAT CCCTACCTTAGCCAAACCCT 269

Ad05A20510 Aradu.A05 20510 p3 (TTA)5 15 100227408 100227422 TCTGCGTGATGTTTGTTTGT GCGTCATATTGGCAAGGACT 215

Ad05A20511 Aradu.A05 20511 p3 (ATT)10 30 100228169 100228198 AAAATACCTGTGCGATATTTGC GAGTTATCCTTGCGCCCAT 239

Ad05A20512 Aradu.A05 20512 p3 (ATT)5 15 100231202 100231216 AAATATTCGCGTGATGTTTGC GTTATCCCTGCGCTCACATT 221

Ad05A20517 Aradu.A05 20517 p4 (ATAA)5 20 100236479 100236498 AACTGCTGGTTGCACTTTAGAA CACATCACCATCAAAATCCA 279

Ad05A20518 Aradu.A05 20518 p3 (CCT)5 15 100237286 100237300 TTCCTCTTCCTCATCTTCTGC CAAAAATGTTTCCTTTAATGCTG 274

Ad05A20521 Aradu.A05 20521 p3 (AAT)17 51 100254193 100254243 AAAACTGTCTTGAAATTGATTTTGTT CCCAATTCATTGTTTTTCTGG 204
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Ad05A20526 Aradu.A05 20526 p2 (AG)6 12 100266792 100266803 CACACGCAATAGCTCCTTGA GTTGCACCACGGTATCACAG 121

Ad05A20527 Aradu.A05 20527 p3 (TTA)6 18 100269727 100269744 TGCACTAAGTTTTAATTTCGCTTC TCGCTGTAAGAATTATATCCATGA 213

Ad05A20530 Aradu.A05 20530 p3 (TTA)8 24 100276496 100276519 GCTCAAGTATCCCATCCAACC GGTGCACATTCATGTATCCGT 249

Ad05A20531 Aradu.A05 20531 p2 (AT)7 14 100277279 100277292 AGTGAGCAAGGGAAACAAATG AAGCAGCATGATTTTGACACA 123

Ad05A20532 Aradu.A05 20532 p2 (TA)7 14 100277892 100277905 GGCCTTCATCCTTTTTCACA GGCCAAAAGGAGTGGTGATA 251

Ad05A20533 Aradu.A05 20533 p3 (GAT)5 15 100279312 100279326 CGGGTAATTTGTTGACTGGG TACCGCCACTGTCGTTATCA 272

Ad05A20534 Aradu.A05 20534 p3 (CTC)6 18 100280129 100280146 AAAATTTTTCTTAAGGGCCAAAA CAAGTGAACCAAAATTAACACACA 279

Ad05A20535 Aradu.A05 20535 p3 (AAG)5 15 100280441 100280455 CCGAAATTATTTAATGATGGCA TTCCAACGAAGCACACGTAG 144

Ad05A20549 Aradu.A05 20549 c (AC)10a(AT)9 39 100299892 100299930 CAATTCAATTTCTCCAATAACCA TTTCCCCTCTTGTTTGAGGT 280

Ad05A20552 Aradu.A05 20552 p3 (CAA)5 15 100308564 100308578 CCAGAACCATAATCAAGCCAA TCATGTAGCCAACCCCATTT 268

Ad05A20556 Aradu.A05 20556 c (T)11aatattgatcaaagatgtgcactatgttatttggtttcagctaagttttactctactataa(T)1082 100314126 100314207 AAAGCAGCACATGAAAAAGTATT AATCGATTGGTAATGGTACATAAAA 280

Ad05A20558 Aradu.A05 20558 p3 (ATT)7 21 100316590 100316610 AAACATTAACTCCCTCTTCCTCC GGTGCCAAATCCCTAACTTG 277

Ad05A20560 Aradu.A05 20560 p2 (GA)14 28 100323417 100323444 AACACCCACTTTTCCTCACG GGGTAACGAGGTGCTCAAAA 160

Ad05A20568 Aradu.A05 20568 p3 (ATT)12 36 100340859 100340894 CCACTCCTGGACCCAATAAA CTTGGTGCCCCATTGATACT 268

Ad05A20570 Aradu.A05 20570 p3 (AAT)18 54 100343797 100343850 TGCCAAAAACTCCTTTCGTT AAGCCAGGTAGCACCCTCTT 146

Ad05A20571 Aradu.A05 20571 p2 (GC)6 12 100352718 100352729 ATAGGGAGCTCTTGGGCATT GGGGATGAGGTTAGGACGAT 227

Ad05A20572 Aradu.A05 20572 c (GC)6ggatcgtcctaacctcatccccacgtaagcgcgctgt(GC)6agattgtccctgctgcatccacgcgtaagcgcgctgt(GC)6110 100352834 100352943 GCGCGCACATTGTACTTCT AGAGAAAAGCAGGGTGCAAA 243

Ad05A20577 Aradu.A05 20577 p2 (AT)8 16 100359388 100359403 GATTCGGTTCGGGTAATTGA ATATCGATTCTGGAGGTGCG 280

Ad05A20581 Aradu.A05 20581 p3 (ATA)5 15 100362260 100362274 TTCTCACCCCCTAAATTCCC AATCAGCGAATGAATCCAGG 254

Ad05A20585 Aradu.A05 20585 p2 (TA)9 18 100378859 100378876 CATGTTATTTTAGAAGGAGTTTGGT TCATCATTCGTCACGGAAAA 279

Ad05A20586 Aradu.A05 20586 p2 (GA)8 16 100379167 100379182 TTTTCCGTGACGAATGATGA CCGAACCGGACCATATACAC 274

Ad05A20590 Aradu.A05 20590 p2 (TA)6 12 100385684 100385695 CTCTCCATCAAACGCTACCC CGTATCCACGAGTTCCCACT 105

Ad05A20591 Aradu.A05 20591 c (AT)7agttcaaatcaacaatgacatagaa(T)1049 100386444 100386492 TGTTCGTTGCGACACAAGAT ATGGAGCTTGTTTGTTTGGG 188

Ad05A20592 Aradu.A05 20592 p2 (AT)10 20 100386903 100386922 GGTCGAGAAATGATAGGATAACCA TGAGTCTCAATCTCCAAATCTCT 238

Ad05A20593 Aradu.A05 20593 p2 (TA)6 12 100387420 100387431 TCTACCAAACGCTACCCAATG TGAAAAGTGGTGCTTTGCAG 273

Ad05A20594 Aradu.A05 20594 p3 (TCA)6 18 100390150 100390167 TGCATAGACCCTTGAAATCCA ATGCACAATTGTTGCTGAGG 275

Ad05A20598 Aradu.A05 20598 p2 (AT)8 16 100404014 100404029 CATACACTTCCAAGCCAGTCAA CCGAGCCGAACCATATACAC 265

Ad05A20601 Aradu.A05 20601 p2 (AT)6 12 100408938 100408949 TTCGTTGTTTGATTGCTTAGATT GCAGAGAAGTCCCTGTGAGG 275

Ad05A20602 Aradu.A05 20602 c (AT)7agttcaaatcaacaatgacatagaa(T)1049 100411036 100411084 TGTTCGTTGCGACACAAGAT ATGGAGCTTGTTTGTTTGGG 188

Ad05A20603 Aradu.A05 20603 p2 (AT)10 20 100411495 100411514 GGTCGAGAAATGATAGGATAACCA TGAGTCTCAATCTCCAAATCTCT 238

Ad05A20604 Aradu.A05 20604 p2 (TA)6 12 100412012 100412023 TCTACCAAACGCTACCCAATG TGAAAAGTGGTGCTTTGCAG 273

Ad05A20605 Aradu.A05 20605 p3 (ATA)5 15 100413815 100413829 AACGTTTCGTTCACACTCCC CATGCATGGCTAAAGGCTAA 228

Ad05A20606 Aradu.A05 20606 p3 (CTC)5 15 100419744 100419758 TCAAGGTTCCTGTGAGTCCC TTGCCTGCAAAATTTCTTGA 274

Ad05A20614 Aradu.A05 20614 p3 (GAG)5 15 100447565 100447579 ACCAAGGAAAGGAGGAGGAA GTTCCCAGTTAATCCGGTCA 216
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Ad05A20617 Aradu.A05 20617 p3 (TAT)11 33 100451047 100451079 TTCCAACACCAATTCATCCA GTGCCTCCTAATCCCCAGAT 280

Ad05A20619 Aradu.A05 20619 c (ATT)9(TAT)5 42 100456887 100456928 ACTCCTGGCCCCAATAAATC CTTGGTGCCCCATTGATACT 260

Ad05A20622 Aradu.A05 20622 p3 (AAG)5 15 100462687 100462701 GAGGTGAGGGAGAAAGAGGC CCTTACCCTCTCTGCGTTGT 135

Ad05A20623 Aradu.A05 20623 p2 (AG)29 58 100467379 100467436 ACAGAGAGCTCCGCATTGTT TATTACCATCCTGCCTTCGG 273

Ad05A20624 Aradu.A05 20624 p2 (AC)6 12 100470102 100470113 CGATGGCGTAACCGTATTCT CCGGGATCTGAAGAAATGAA 238

Ad05A20627 Aradu.A05 20627 p3 (TTA)5 15 100476939 100476953 ATGGCCATAGCAGCTCAAAC TGATTTGAATAACACAAATGCTGA 273

Ad05A20630 Aradu.A05 20630 p2 (AG)16 32 100480052 100480083 TGATTTCTTGGGAAATGCGT TTTCTCGCTTGCACTTCCTT 137

Ad05A20637 Aradu.A05 20637 c (AG)6aaagaa(AG)834 100505886 100505919 TTTAATCGGAATAATCGGCG AAGCGCATCGAGTCTCTCTC 208

Ad05A20639 Aradu.A05 20639 p2 (GT)7 14 100507695 100507708 GGCTCAAGATCTCAGCAAGC AATCGAATTCCGTCTTGTGC 162

Ad05A20643 Aradu.A05 20643 p2 (AG)28 56 100516682 100516737 TGCATTCAACAGCAAGGAAC ACAGGTTAGCCGTCATGGTC 194

Ad05A20646 Aradu.A05 20646 c (AG)6tgtctgtgagattaataatgataatatttaataac(A)1158 100524382 100524439 CGACGATGAGAGAGAAAGGG GAAAAAGCAAACGGTGTCGT 257

Ad05A20648 Aradu.A05 20648 p3 (TCT)6 18 100526481 100526498 TTCGTCGTTGATGGTTTGAA ACGGAAGCGGGATAAGACTA 248

Ad05A20649 Aradu.A05 20649 p3 (ACA)8 24 100531727 100531750 CAAGATAAACCTCTTGGTCGG TAGCGTCGTTTGATCCATGT 192

Ad05A20650 Aradu.A05 20650 p3 (ATT)26 78 100538453 100538530 TTGCCCCTATATTCCTGCTC AAGGTGGTGTGGGATTACGA 259

Ad05A20653 Aradu.A05 20653 p3 (TAT)5 15 100553322 100553336 CCGCCATCTCGATGTTAGAT CCTCAGACCTTAGGGACGAA 273

Ad05A20655 Aradu.A05 20655 p3 (ATT)19 57 100560029 100560085 TCGTTAGAAACAAGCAAAATGAA CACACACGAGTCGTAAGTCCA 278

Ad05A20656 Aradu.A05 20656 p2 (CA)10 20 100560207 100560226 CTGATGGGTCTGCTTCCAAT ATTCTTGGACGGTTCCCTCT 209

Ad05A20659 Aradu.A05 20659 c (A)12ttgtcttgacaaa(AT)637 100561762 100561798 AGCTCAGTACCGCAGCAGAT GTCACAGCATTGCGTTTAGC 232

Ad05A20660 Aradu.A05 20660 c (T)10ggaatttagcaggaatttaaggacgaatatagaataaagtgaaatcgttaaaaaccatttgtaatt(A)10tattaaaaagtaaaatcgccaagacgatttg(T)14131 100562199 100562329 CTAGTCGATTAATAGGGCTACTTTTT TTTTCAACCAAGCGATTTAACA 231

Ad05A20661 Aradu.A05 20661 p2 (AG)7 14 100569631 100569644 TCTGTGAATTTGTCCCACCA TTTCGCTTTCAAACACCTCC 237

Ad05A20670 Aradu.A05 20670 p2 (TC)6 12 100595099 100595110 AGTGAAAATGGAAAGCCCCT AAACGGTCAATCCCACTGAA 201

Ad05A20675 Aradu.A05 20675 c (TC)8(TA)9 34 100616059 100616092 TAATAACGACGACGGCTTCA TCACTAACGACTAATAAAAGTGTGGG 266

Ad05A20677 Aradu.A05 20677 p3 (TTA)18 54 100625606 100625659 TTTGGTCATTGTCAAAATCCTT TGCTGTCAGTCATTTTACAGGAA 176

Ad05A20694 Aradu.A05 20694 p3 (TTC)6 18 100669515 100669532 AGTGCCCAGTGGCAAATAAC GTTGTTGGTGTTGTTGCAGG 226

Ad05A20699 Aradu.A05 20699 p2 (AT)6 12 100699839 100699850 TGACTCACAAATTATGATCCGAAC TTTATTATTTTTATTCGAGTAATTGCC 220

Ad05A20700 Aradu.A05 20700 p2 (TA)6 12 100700320 100700331 TCCGTCTTCTCTGGAAATGG AATGCACAAGAACCAAGAACA 171

Ad05A20701 Aradu.A05 20701 p2 (TC)15 30 100700649 100700678 TCCTGTGTGGTGTTAATACGCT GCAAAGGAAATTCGGTGAAA 259

Ad05A20704 Aradu.A05 20704 p2 (TC)8 16 100710658 100710673 GAGCACTGTGGGTACAGCAA GGGAGACACACAAGGAAGGA 233

Ad05A20709 Aradu.A05 20709 p2 (AT)7 14 100726088 100726101 CGTCGATTTGTGGCTCTTG GTGAGGTGTTGGTGGTGATG 278

Ad05A20710 Aradu.A05 20710 p3 (TGA)5 15 100730679 100730693 TGACCCACTATCTCTCCCTCA AGCATCAACCATGCACCATA 206

Ad05A20711 Aradu.A05 20711 p3 (TTA)5 15 100738429 100738443 TGGTTGAGAGATAAAAACTTGCT GGCGCTAGATGAGGAGTACG 171

Ad05A20715 Aradu.A05 20715 p3 (AAT)7 21 100756211 100756231 CGATCCCTATCGTAATTATTCGT TATGGGACATGGAAAAAGGG 197

Ad05A20716 Aradu.A05 20716 p3 (AAT)6 18 100758226 100758243 CGAATCTTCTGGTTGTCAGG GGCATGGGATGCTATTATCAA 176

Ad05A20717 Aradu.A05 20717 p2 (AT)6 12 100758750 100758761 TCCTTGCACTAGCAATTCTTCA CCTATGGGGTCATACACTAACGA 255
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Ad05A20718 Aradu.A05 20718 p2 (TA)6 12 100759500 100759511 CCATAGGGTGTTAGGTGTCCA TCGTAGAATCACTAAAAATGGGA 233

Ad05A20719 Aradu.A05 20719 p3 (AAT)6 18 100759687 100759704 TCCCATTTTTAGTGATTCTACGA CCAACATCCATGGGAGTTTAGT 236

Ad05A20720 Aradu.A05 20720 c (T)12gtctttaacaaagattataatattctgacaaaatgtgaaa(T)1264 100763279 100763342 TCTCTTGATTTCATCCTCCACA ATTGATCGATCTCCATTGCC 255

Ad05A20721 Aradu.A05 20721 p3 (TTG)5 15 100771286 100771300 AGAAGAGAGGAACGAAGCCC CAGAAACAGCAGCAACCAAA 273

Ad05A20723 Aradu.A05 20723 p2 (AT)10 20 100774678 100774697 TGCTGGAGGTGTAGATGCAG TGGGAGGTTTGAGCCAATAG 196

Ad05A20724 Aradu.A05 20724 c* (TA)6(A)14* 25 100776851 100776875 CGCCCAATTCCATTACTTGT AGAGAGATGGGGAATGGAGC 205

Ad05A20728 Aradu.A05 20728 p3 (GAG)6 18 100792689 100792706 AAGAAATCACAATGGGCTGG AGATGGCGAAGACAAATGCT 153

Ad05A20729 Aradu.A05 20729 p3 (TTG)5 15 100801819 100801833 TCCATGAGGTGGTCAAACAA CCTGTCAAAAATAAAAACCTCG 190

Ad05A20733 Aradu.A05 20733 p2 (AG)6 12 100810654 100810665 AAAGGTATGAGGCAAGAACTCAA CACGCCTTAGTTTGAGGGAA 274

Ad05A20734 Aradu.A05 20734 p2 (AG)29 58 100815130 100815187 GCAGTACTGAGTGATGCGGA AAGGAGGTTAGCGTGTGGTG 249

Ad05A20744 Aradu.A05 20744 c (AT)6(GT)30 72 100846337 100846408 GATCTGCTACAATCTTCTCAAGACA CATGCAATCAAAACAGAGGC 262

Ad05A20745 Aradu.A05 20745 p2 (AC)18 36 100850723 100850758 AATTTTGTTGAGTTGGCGCT ATGGCCAATCAGAGAGAACG 126

Ad05A20750 Aradu.A05 20750 c (A)11gcttaaacttgattggatctatg(TAA)549 100853450 100853498 TCTGTCGTCCAAACGCTAAG TGTTGATGAGGTGATTGATGC 237

Ad05A20753 Aradu.A05 20753 p2 (AT)8 16 100860260 100860275 TTTTTCCTTCATCGGGTTTC TGCAGTTTTGCAGCCACTTA 262

Ad05A20754 Aradu.A05 20754 p2 (AT)7 14 100862102 100862115 TGTCATTCTTAAATTATGGGTTTTT GCAACAAGGGTTGCAAACAA 280

Ad05A20755 Aradu.A05 20755 p2 (TA)6 12 100868457 100868468 CGACCCTCTGTGATGTACCA GGTTGAATGTCCACATAATTCG 224

Ad05A20756 Aradu.A05 20756 p3 (TAT)5 15 100869456 100869470 TTGAAAGTGAAGTACCAAAAATTGA TATGTGTGTGATTGTGGGGG 155

Ad05A20757 Aradu.A05 20757 p3 (ATA)6 18 100871700 100871717 TGGTTGATTCTAAAATTGTGCC TATTGATGCCGTGTGTCCAT 162

Ad05A20763 Aradu.A05 20763 p2 (TA)6 12 100922406 100922417 GTCAGCAAACGAGAAGGAGG AATTGATTTGGGTGGAGCAC 246

Ad05A20767 Aradu.A05 20767 p3 (ATA)13 39 100935607 100935645 GGGATCGTCTTCAACATTGC TCATGAAAAGTGAAACCGGG 279

Ad05A20769 Aradu.A05 20769 p3 (AAT)12 36 100945292 100945327 AGTCCCTGTCACCAAAATCG CCGCTCTCTTCACTCCTCAC 262

Ad05A20777 Aradu.A05 20777 p3 (TTG)5 15 100976576 100976590 TGGCAACAATTAGTTGACCTTT TGTCATTTCCCCCAACTATCA 280

Ad05A20778 Aradu.A05 20778 p3 (TTA)17 51 100978831 100978881 CCTTTTAAAATATAATGCATGTACCG TGAAATCAATATTCAATGCGTTA 260

Ad05A20781 Aradu.A05 20781 p3 (ATA)5 15 100992474 100992488 CCTTCGGGCTCTTCTTTTCT TGAAGAACGAAAACAATTCCTG 185

Ad05A20782 Aradu.A05 20782 p2 (AT)6 12 100995011 100995022 CCATGTACTTATGTATGTCGGATCT TGAGCAATTAAATCTCCACTGTT 260

Ad05A20785 Aradu.A05 20785 p3 (AAT)22 66 101001213 101001278 CCACACAATGCGTGTTTTCT GTTGTGAGTGTTGCAGTGGG 213

Ad05A20787 Aradu.A05 20787 p3 (ATT)14 42 101005914 101005955 TTTCGTTAGAAACAAGTAATAAGGTGA TTTCAACATTTTTCTTCATCAGACA 279

Ad05A20789 Aradu.A05 20789 p2 (TA)7 14 101010707 101010720 AACCGAAAAATTAGTGAATCAAA TTCTAACATTTTACTTCTCTGCCA 176

Ad05A20793 Aradu.A05 20793 p2 (AT)6 12 101016116 101016127 GTCCCTCAATTTCAGCCAGA TCATTAAAGAGTTTAGATAAAGGCTCC 280

Ad05A20794 Aradu.A05 20794 p3 (ATC)5 15 101016346 101016360 TTCCTCAAATTTTCGATTTGC ATGGTGGTGATGGAGATGGT 242

Ad05A20796 Aradu.A05 20796 p3 (AAT)7 21 101022170 101022190 TGTGTTTGGATGGAAAGAAAA TTTTATCAAATTAGAACACGCTAACT 279

Ad05A20801 Aradu.A05 20801 p2 (CT)11 22 101039817 101039838 GCCCTCTTCCCCTTATTTTG TTTGGCAAACAGTGATAGCG 243

Ad05A20806 Aradu.A05 20806 c (A)10(GAT)5gaaaaagaagaagatgcagcaaaagat(GAG)567 101055740 101055806 TGTAGGTTCATCCTCTTCCAA GAATTTTCGGTGCATGTGTG 262

Ad05A20807 Aradu.A05 20807 c (A)10gaaaaagaagatggtgatgatgatg(A)1045 101056277 101056321 GGAGGAGTAGGTGGTGTTGG TGCAGCATCAGAGGAAACAT 265
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Ad05A20816 Aradu.A05 20816 c (T)10accaagttccacaaattccaggaaaaagaataag(A)1054 101097598 101097651 GCATTCCATGATTCCATCAA GCAAGTCTTTAATTTTCGGGC 280

Ad05A20823 Aradu.A05 20823 p5 (AAACG)5 25 101118206 101118230 ATTGAAAAGGAAGCTGGTGC AGTTCCAAGCGGTGCTTTTA 107

Ad05A20830 Aradu.A05 20830 p3 (TAT)11 33 101125151 101125183 TGGCACTCTTCTTTTCTTTTACG AAATTTGAGTCTTCCTATCTTCGG 266

Ad05A20835 Aradu.A05 20835 p2 (TA)7 14 101157814 101157827 CATGTAAGAGATCGCGGGTT TCACCGTTTTCCTCTGCTCT 202

Ad05A20839 Aradu.A05 20839 p3 (ACT)5 15 101161001 101161015 TTTGCACTTTGCACCATTACA GGCATGTTTGAGCTTTGTGA 254

Ad05A20851 Aradu.A05 20851 c (T)11aatttggtccttgcatcaa(T)1040 101186024 101186063 TTTGTTGGTCCCTATAGTTTTGC TTGGTCCCTATAGTTTCGCA 276

Ad05A20854 Aradu.A05 20854 p2 (TG)6 12 101192615 101192626 GGACCTTGGGTGTGGTAAGA GGGAAACCGAAACCATACCT 277

Ad05A20856 Aradu.A05 20856 p3 (AGA)5 15 101219712 101219726 TACCGATGCAATGATGGAAA TTATCATCAGGGCGAAGAGG 274

Ad05A20858 Aradu.A05 20858 c (TTA)18tgttattgttgttgttg(T)1081 101229012 101229092 GTGAGGGCAAATTTTGGAGA TTATGCCAAAACATAAAAGATCAA 230

Ad05A20863 Aradu.A05 20863 p3 (TAT)19 57 101239357 101239413 CCTTTTTAAAATATAATGCATGTACCG TGCACACATTAATAGTGACCCAT 137

Ad05A20869 Aradu.A05 20869 c (AG)7g(GA)6 27 101259696 101259722 ACAGGGAGTTTGCTGTAGCG ATCCCTCCTCCTTCATTTCG 270

Ad05A20873 Aradu.A05 20873 p2 (TC)7 14 101289456 101289469 AGCATGAACAGTTGGAAAGGA CACAGAACGCCAGAAAACAA 280

Ad05A20875 Aradu.A05 20875 c (TA)7(GA)6 26 101290587 101290612 CAAGTTCATGCATATTCAAGGC AATTTCATTGATGCCGTGGT 279

Ad05A20877 Aradu.A05 20877 p2 (TA)8 16 101294965 101294980 AGAGGTGGGGTGGAGTTAGG AACCGTAGTCGCTGCAATTT 217

Ad05A20879 Aradu.A05 20879 p2 (AT)7 14 101299223 101299236 TATTCTATCCATGGGGCCTG GGATGATTATGAATTTAACACTCACTT 154

Ad05A20881 Aradu.A05 20881 p3 (AAT)6 18 101306840 101306857 AGCTTCGTGCTGATAACGTG AAATAGAAGGGGTTTGAGGCA 252

Ad05A20886 Aradu.A05 20886 c (TAA)12caaaaataataataaaacggtaagtaaatag(TAT)582 101321237 101321318 TCGAAAAATATCGACGGAAGA TGCGTAGGATAATAATAATAAATCGTT 234

Ad05A20887 Aradu.A05 20887 p3 (TAA)18 54 101321472 101321525 TTTTTCAACAGACTTAATAAGCATCA ATTTGGATCATCCTCAATGG 257

Ad05A20889 Aradu.A05 20889 c (A)12tgattaacctcatttgtttgtattcctagaat(A)1054 101325893 101325946 GCTCCAAGAGGTTTTAATCCAA GCCCTTTCAAAAATTCTCTTCA 265

Ad05A20891 Aradu.A05 20891 p3 (AAG)5 15 101327367 101327381 CATCTTCCAAGTAATTTTGCAGG TGCGTGCTGATAAGTTCTGC 240

Ad05A20892 Aradu.A05 20892 p3 (AAG)5 15 101327764 101327778 CAAGAAGAAACTTGAGAAGATAAAACA TCGCAACAAATTTGGGTGTA 238

Ad05A20893 Aradu.A05 20893 c (GAAGAG)5gaagaagaagaggaagaggaagag(GAA)878 101328311 101328388 GAGGAAGAAAAGCAGCAGGA TATTCATGCACGCACGTTTT 221

Ad05A20898 Aradu.A05 20898 p3 (TAA)5 15 101358857 101358871 CCATGAGAAGCAAAGAGGTTG TGATGGTGCATGTTTATTGTTT 231

Ad05A20899 Aradu.A05 20899 p3 (AAT)8 24 101359306 101359329 GAGCAATGTTAGGGGACAGC GGCATTTATTGGGGTCAATG 250

Ad05A20902 Aradu.A05 20902 p2 (CT)7 14 101367257 101367270 CAGCAAGTCTCCAGCACTCA CCAAGTGTTTTCTTGTGGGG 279

Ad05A20907 Aradu.A05 20907 p2 (AT)7 14 101386203 101386216 GCCAAAGGATACGTGCAAAT AACGAGGATGCACTTCTGAG 279

Ad05A20908 Aradu.A05 20908 p3 (CAA)7 21 101392714 101392734 CTTCCCCAAAATCAACCAGA TTGCTAAAAGTTGCTGCTGAA 234

Ad05A20913 Aradu.A05 20913 p2 (AG)6 12 101416100 101416111 GGACAATTGGCACTCAATCA TGCCGCAGAATGATACAAAA 274

Ad05A20916 Aradu.A05 20916 c (ATA)11atttttttgttgattcaatccttttgtaatagtactaataataatata(AAT)7102 101423270 101423371 CAGCAACAATAGCAGAGATTGC TTTTGCAACACAAAAATGGC 277

Ad05A20917 Aradu.A05 20917 c (T)12ggtgactaggtctcctctcatgtttaagtctgctgctaatatgatatgatataaaaatgttgttagcttatctaattactaattacattaacggtagc(T)14124 101423756 101423879 CACATGTGTGAATTGGGAGG TCATCTCACATGAATTAACTACCG 218

Ad05A20921 Aradu.A05 20921 p3 (TGG)5 15 101438644 101438658 ACCAATGTGTCAGGCTCCTC TTCCAGCCATTTATTAGGCG 227

Ad05A20924 Aradu.A05 20924 p2 (AT)9 18 101459824 101459841 CACACTCGCATGGTTAATCG TGTTTGTCCTTCCTAGTGGTTG 204

Ad05A20930 Aradu.A05 20930 c (TG)8c(GT)6 29 101481449 101481477 CCTTTTATTCGCAGGTCGAG GAGGTGGGGAGGTATTACGA 241

Ad05A20931 Aradu.A05 20931 p2 (TA)9 18 101483592 101483609 TCTGACAATCATAACATGCAACA TGCTTGTTTCCTTTATTTCGTTT 265
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Ad05A20933 Aradu.A05 20933 p2 (AC)7 14 101504652 101504665 CGTCCCAGCATTTCTTCATT CTCGGAGATTACTTCAGCCG 237

Ad05A20935 Aradu.A05 20935 p3 (TTG)6 18 101507071 101507088 AAGGGTCAATTTCCCACTCC AAGCAGAAGCAAGGTGGAGA 136

Ad05A20937 Aradu.A05 20937 p2 (AT)6 12 101514378 101514389 TCAACTCCACTCAATGCCAC TATTGTTGGCTTGGGCCTTA 279

Ad05A20941 Aradu.A05 20941 p2 (TC)19 38 101537006 101537043 ATGGCCATTATCTTTTCGGT ACGATTTTGGGAACCTTGTG 265

Ad05A20952 Aradu.A05 20952 p3 (TAT)14 42 101562781 101562822 TGAAATGGATTTGGATTTTCTAAAG TCAACGAGTTGAAAAGTTGCAT 272

Ad05A20956 Aradu.A05 20956 p2 (AT)8 16 101583684 101583699 CAACGGCAAACCCTTAAATG ACCAGGTCACCTAATCGTGC 257

Ad05A20961 Aradu.A05 20961 p2 (TA)8 16 101593596 101593611 CACCCAACTCAAGCGTGTTA GAGCGTTGCGCTTTTATTTC 198

Ad05A20962 Aradu.A05 20962 p3 (TAT)5 15 101600106 101600120 AAGGAGTTTTTGTCGGAGAATTT TGGTTCTGTGTCGAGTCTGC 272

Ad05A20963 Aradu.A05 20963 p3 (TCT)5 15 101601299 101601313 CCGTTTCCAAAGCGTGTTAT TGCTTGTTGATTTCGTCGAG 148

Ad05A20964 Aradu.A05 20964 p2 (TA)10 20 101602134 101602153 AAATGCTTTGCTGGTTTTAACTG TGCTTCGAAATAGAGGGTTAGTG 188

Ad05A20965 Aradu.A05 20965 p4 (TATT)6 24 101604215 101604238 TTCGGGACTTCAATCAAAAA TGGTATCAAAGACAATTTTACGTC 280

Ad05A20967 Aradu.A05 20967 p2 (TA)6 12 101606177 101606188 TCTTGCAAGGAAGTTGCTTCT TTTTCCCTATTGCCGACTTG 266

Ad05A20968 Aradu.A05 20968 p2 (CT)7 14 101614733 101614746 TCACTATGTTTATTTGACCCCAA AAGGCTGGCACTACCTTGAA 126

Ad05A20969 Aradu.A05 20969 c (T)10ctaatatgtacatatgtgttactattgttg(CTT)555 101616390 101616444 CCAAGGCTTAAACCTAATCCAA GATTGTGGCAACAACGACAA 265

Ad05A20971 Aradu.A05 20971 p2 (AT)6 12 101620635 101620646 TGCAGGTATTGGGTTCATCA AACACCTTTGCAGATGGTCC 179

Ad05A20977 Aradu.A05 20977 p3 (TAT)6 18 101628772 101628789 GCAGCAATGCACTAGCTTGA TCCCGGAATAAAGGGATAAAA 278

Ad05A20981 Aradu.A05 20981 p2 (TA)6 12 101663634 101663645 TGTTGCTTTTCAGATGCAGG GTAAAACAGAGGTGGCGAGG 270

Ad05A20982 Aradu.A05 20982 p3 (ATT)5 15 101669793 101669807 ATACGGATTGATCCGACGAG CGTGTTTCACCAAAGTCCAA 262

Ad05A20991 Aradu.A05 20991 p3 (TGG)5 15 101706160 101706174 TGATGCTGTTATTCTTGGAGG TCCACCAACACCACTACCAA 274

Ad05A20994 Aradu.A05 20994 p2 (TA)6 12 101718342 101718353 TCGACCCAATCGAACCAT CGGCAGTCGTAAGTTAAAAACA 280

Ad05A20997 Aradu.A05 20997 p3 (AAG)5 15 101729888 101729902 TGCATTTCTTCTTCTTTGTTTGA TTCAAAATTCTTCCTCCTCACC 228

Ad05A20999 Aradu.A05 20999 p3 (GAT)5 15 101730419 101730433 AACGGGACCAAATGAATCTT TCCTCCTCTTTCTTTTCCTCA 190

Ad05A21001 Aradu.A05 21001 p3 (AGG)8 24 101733981 101734004 GGTCGCTCTCTCAGATTTGG AACTGATCCTTGGGTGGATG 106

Ad05A21004 Aradu.A05 21004 p4 (TTTG)5 20 101736517 101736536 CGCTCTAGCTGGGTTACCTG GCCCGCATTATTCTCTTGAA 267

Ad05A21007 Aradu.A05 21007 c (A)12cttcacataggagattatcttttcagaacctt(A)1458 101750934 101750991 TTGTTACGCTTTAAAGAATATTAAGGA TTGAAAGAACAAAATTCAAAGAAAA 225

Ad05A21008 Aradu.A05 21008 p2 (AT)8 16 101751608 101751623 GCAATAGGAAATTTTAAGAACGAT TTTGTCAAATCGTGTATCGTAAA 266

Ad05A21009 Aradu.A05 21009 c (CAA)5ccaagctcactgacaagagtag(CAA)552 101752664 101752715 CCTTGTTGTCTCCACCACCT TGGCCAAGAAGGAGCATATC 162

Ad05A21011 Aradu.A05 21011 c (T)10gaaagaaagagttcaacccaataaaataaagtttattacaatagctaaaaataacaacagccagttgagcaattagtataagg(A)12105 101754487 101754591 ATGTGCTTTTCATTTTGCCC GCATCCCTGAAGCAGAATTT 207

Ad05A21013 Aradu.A05 21013 p2 (TA)13 26 101771087 101771112 TTCGGCTTTTCCAAGACATT CTCGGTTTGCGAAGATAACC 270

Ad05A21014 Aradu.A05 21014 p3 (TCA)5 15 101775319 101775333 AAAAACTTCCTGTGTCACGATT GGAGAAGGAAGAAAAAGAGGAGA 194

Ad05A21015 Aradu.A05 21015 p3 (ATT)5 15 101776733 101776747 ACTAAACCTGGTACGCCCCT CTCACCTTGAGCATTTTCCA 253

Ad05A21016 Aradu.A05 21016 p3 (TTA)5 15 101778869 101778883 TGGTGTTTGGGCTAAATATCG ATATTTGGTGCTGGTGGAGC 266

Ad05A21017 Aradu.A05 21017 p4 (TTAT)6 24 101779895 101779918 CAGAGATGCGAGTAGTTTGAGAAA AGCGGCTGACTCAAGAAAAA 276

Ad05A21018 Aradu.A05 21018 p2 (TA)9 18 101785114 101785131 GCAATGACGCTATTTCAAGTTTT TTGGCAAATCGAATGAAACA 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21020 Aradu.A05 21020 p3 (GAA)5 15 101789773 101789787 TGATTGGTCTTTTCTGATTAATGCT GCGTAGAAAAACGTGGTCGT 153

Ad05A21022 Aradu.A05 21022 c (TCA)7(TCT)5 36 101803671 101803706 CCTCCTCATCTTCTGCTGCT TTCCAAGTAATTTTGCAGCC 202

Ad05A21026 Aradu.A05 21026 p3 (CTT)6 18 101811578 101811595 ATTACCCTTCCTCCACACCC TTCAGGTGCATGTGACAGGT 211

Ad05A21027 Aradu.A05 21027 p2 (TA)6 12 101813338 101813349 GTGGAAGGGTGATAATGGGA GGCCACACGTTGTTGTTACTT 251

Ad05A21029 Aradu.A05 21029 p3 (ATA)8 24 101814624 101814647 AGTCACAAGGGAGTGTTGGG ACACTACTTTCCAATGGGCG 166

Ad05A21034 Aradu.A05 21034 p3 (AAG)5 15 101830516 101830530 GAAGGTAAATTCATCCTCTTCCAA CCTCCTTTTCATCTTCTGCTG 206

Ad05A21035 Aradu.A05 21035 p3 (AAG)5 15 101830854 101830868 CGAAATTGGCTGCAAATACA TCCTCCTCATCTTCTGCTGAT 280

Ad05A21036 Aradu.A05 21036 p3 (GAT)5 15 101831269 101831283 TGCTTTCTTCTTTTTCTTCTTTG CCCTGTTCCTCATCTTCTGC 186

Ad05A21038 Aradu.A05 21038 p3 (CTC)6 18 101834929 101834946 AGATGGCGAAGACAAATGCT ACCTCACCAGAAGAGCCAGA 250

Ad05A21042 Aradu.A05 21042 p2 (GA)16 32 101853426 101853457 GGACATTAGGAGGAAGGGGA TAAACCGATCTAACCGGCAA 145

Ad05A21045 Aradu.A05 21045 c (A)10tatttgaagagatattaaaagtaaataaaaaagtaaagaagaggaacacc(A)1070 101858907 101858976 GGTGCAGTAGTTGATACCCGA ATGGTGGTGGACACCTTAGC 214

Ad05A21048 Aradu.A05 21048 p2 (AG)14 28 101870277 101870304 ACCAATCCCTAAGAAGGCGT AGGAGTGATGGAACTGGGTG 265

Ad05A21049 Aradu.A05 21049 c (C)14aac(A)10 27 101885642 101885668 TTGATTAGCATGGGTCACCA GTTGCCATTGGTCAATTGTG 229

Ad05A21050 Aradu.A05 21050 p2 (AG)7 14 101887466 101887479 GAATCAAACAGGGTTTCGGA CCATCGGGTTAGGGTTTGTA 212

Ad05A21053 Aradu.A05 21053 p2 (AC)13 26 101902019 101902044 TCGTAAAATCGGAAGTGGTG CTTTACTTCGCAAGTCGGGA 265

Ad05A21054 Aradu.A05 21054 c (TG)7tc(TG)13 42 101906316 101906357 ACAGATAGTGGCACGCTCCT TCATGCCAAACTAAGTCCCA 246

Ad05A21060 Aradu.A05 21060 p2 (CT)8 16 101923395 101923410 CCATCCAATTATCCAAAGCG GCAAGTGACACAGAAGGCAA 226

Ad05A21062 Aradu.A05 21062 p2 (AT)8 16 101928083 101928098 AGCCAAAACCTTTCCGTCTT AGGCGTGCTTTAAGGAATGA 245

Ad05A21064 Aradu.A05 21064 p3 (CTC)8 24 101935459 101935482 GGAAGCTAAGGCAAAGTCCC CTCGGAGAGTAGTTGGGCAG 169

Ad05A21068 Aradu.A05 21068 p2 (TC)11 22 101955585 101955606 CAACGACAACCACGATGAAC GGTTTAGAAATGCGACGGAA 158

Ad05A21069 Aradu.A05 21069 p2 (AG)6 12 101955815 101955826 TTCCGTCGCATTTCTAAACC AATGCTTTGACGATTTTGCC 263

Ad05A21070 Aradu.A05 21070 p3 (GTT)5 15 101961278 101961292 TATCAGAGCTTGGGTTCGGT AGAGAGGTGGGTCACAATGG 226

Ad05A21072 Aradu.A05 21072 c (AT)11aatattcagtaggagttacattttactttggtccttgaagttataccaatttaattcttgagattttaattgc(TA)8111 101963948 101964058 CGGTGATGATCCATGAATTG TTGGTATAACTTCAAGGACCAAAG 230

Ad05A21075 Aradu.A05 21075 p2 (TC)10 20 101968634 101968653 TAAATCGATGCCACTCACCA AGTTCCAATGGCTTGTTTGG 237

Ad05A21076 Aradu.A05 21076 c (T)10cccttaagaaaaaggggaaaaaaaaggaaagaaaaaacaaaaccaaacaa(AAAC)788 101971362 101971449 ATGGTTAGCTGGTTTGCAGG TGCCCATGATTACCAAAGAA 271

Ad05A21078 Aradu.A05 21078 p2 (AT)6 12 101972710 101972721 TCTCTGCATTCCCTAAAACGA AGCAGGTTCATGATTGGGAG 243

Ad05A21079 Aradu.A05 21079 p2 (TG)6 12 101973817 101973828 AGCCAACTCTAAACACTAAGGACT TTGTCCTCCATGAATCTAATCG 273

Ad05A21087 Aradu.A05 21087 p2 (AT)8 16 102009192 102009207 AACCAGACTTGTTGGGTTGG CTTCTCCTTCGCTCCTCCAT 191

Ad05A21095 Aradu.A05 21095 c (AT)6ttatatataaatataaagtaacagatttgataagtgatttcttttacacataatatttttataacagttatcttaacaaaa(T)13106 102033463 102033568 GCCATTATACGATGACAACGG AGGAGGATAGCCACAACAACA 243

Ad05A21103 Aradu.A05 21103 p3 (AAT)17 51 102062395 102062445 ATAACACACGGTCACACGGA GAAATTGCCTACTTAAGGTTCTTTT 215

Ad05A21106 Aradu.A05 21106 p2 (TA)6 12 102067469 102067480 CACAAATCAAAGGGTTCGAG GGAGATGACTTTGTCACCCAA 269

Ad05A21107 Aradu.A05 21107 p2 (AT)6 12 102069977 102069988 TCAACCATGCTATGTGTACCAA TTTTTAGGCCAATTTCATGC 242

Ad05A21116 Aradu.A05 21116 p3 (TTC)5 15 102091701 102091715 GTCGAAGTCCTCCGGTAAAA TGAAAGAAGAAGAACAAGAGAATTTG 278

Ad05A21118 Aradu.A05 21118 c (T)11attgaataaaatgaaaatgaaggttggggaagcaataaaacagtacaaatgaaaatttttaattatatatatctat(AG)699 102101516 102101614 ATGCACATCACCCTCCCTTA GCTTCATAGTGATCACCACGTTC 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21121 Aradu.A05 21121 p3 (TTA)5 15 102106147 102106161 CCAGCCTGAGTTCACTCCTC TGCCACTATACGCTTGATTCAT 271

Ad05A21123 Aradu.A05 21123 p3 (ATG)5 15 102110487 102110501 TTCTCTTTCACCATGTGCCA TGTCCCTAACATTTTCAACGAA 258

Ad05A21125 Aradu.A05 21125 p3 (GTT)6 18 102121763 102121780 TCAGTCTTCGGCTCCTTGTT CCAATGACGCTTCCAATTCT 193

Ad05A21126 Aradu.A05 21126 p3 (TTA)12 36 102122943 102122978 TCAAATGTCAAAATTTATCTTGATTC TCACATTGCTTGAGCCAATAA 254

Ad05A21127 Aradu.A05 21127 p2 (AT)13 26 102123638 102123663 TGTTGTGCTGCATGTTCTCA AAACGCTAGGTTGCGAGAAG 219

Ad05A21131 Aradu.A05 21131 c (CAA)25(TAA)11108 102133670 102133777 CGGAATGGAATTTGGCTCTA GCGCGACGGTATTGTACTTT 211

Ad05A21132 Aradu.A05 21132 p3 (TAA)8 24 102135190 102135213 TTTTATTGCCCACACGTTCA TTGGATCATCCTCAATGGGT 228

Ad05A21134 Aradu.A05 21134 p2 (AT)9 18 102136102 102136119 TGTGTAAGTTCACAAATCAAAAGG TTTTCAATAAGGTGTGAAATTTGG 177

Ad05A21136 Aradu.A05 21136 p3 (GAA)25 75 102138265 102138339 CGTTGAAGTCAATCCAGATCC CACTCCACGCATTTTCTCCT 278

Ad05A21138 Aradu.A05 21138 p3 (ATT)21 63 102139870 102139932 TGTCAAATTTCGAGGACAAAAA GGATATCGAATGAATTTCAGCA 278

Ad05A21141 Aradu.A05 21141 p2 (TA)9 18 102148082 102148099 TCTTGCCATGGTTGCATTTA AGGACCAAGGTAACGAAGCA 243

Ad05A21143 Aradu.A05 21143 p3 (AAT)14 42 102157222 102157263 TCGCAACGTGAATCCAAATA TTGAATTTTGTTCCCTCTCACA 278

Ad05A21144 Aradu.A05 21144 c (A)12tttctgactatatatttttttaataagcctaaaaaggaaag(A)1063 102157728 102157790 CACACCAATAAAGAAAAATCTGTATCA TCATCTTGCTCAAGTCGGAA 278

Ad05A21145 Aradu.A05 21145 p2 (GA)18 36 102159620 102159655 CATCACAGATATCACCAACCAAA CATGCGATGTGTGCTTTCTT 275

Ad05A21146 Aradu.A05 21146 p3 (TAT)5 15 102170030 102170044 AAAAGCACACATACATGGATCA TTATTCCGATTGGACCGACT 141

Ad05A21147 Aradu.A05 21147 p3 (TAA)5 15 102172173 102172187 GCCAATTCAATCCGATTTTC CCGAAAGTTGTTAAGAAATAATTGA 261

Ad05A21154 Aradu.A05 21154 p2 (TA)6 12 102196673 102196684 TCAGGACGGACGAAGAGTTT TGTTTCCTTTGAAAAATCGGA 270

Ad05A21155 Aradu.A05 21155 p2 (TA)8 16 102202031 102202046 TTTGAAGAGTTACCTCACCACG CACCAACAGAATTATGACCCG 100

Ad05A21158 Aradu.A05 21158 p2 (TA)8 16 102205027 102205042 TGAGATTCTAGTCAATTTTGTTTCAA GCACACCATAAAATTCTTGTCC 279

Ad05A21159 Aradu.A05 21159 p2 (TA)6 12 102223427 102223438 CCCCACCTACTCACAAGGAA AAAAATTCGTGTGTACTTTTGCC 273

Ad05A21160 Aradu.A05 21160 p3 (TAT)9 27 102225657 102225683 AGTCATTAACCGCGACCAAG CGGGGGCAATATTTAAGACA 236

Ad05A21164 Aradu.A05 21164 p2 (AT)8 16 102236915 102236930 TCCGCATAATTGAAACTTCTCT GATCCGTAGATCCGCACAAT 241

Ad05A21168 Aradu.A05 21168 p2 (TA)8 16 102255991 102256006 TGTCACACTTCTGGTTGTGCT TTTTCTTTTCGGAATGGACG 280

Ad05A21170 Aradu.A05 21170 c (A)12tcctttaaataggagtcacatattttccccccataaaaagagacagtgacacaagaagctgaggacaaaagatccttctcacgagcaaaaataaaaaaat(A)10122 102261905 102262026 TTGGGAGAAGTGATCCTCCTTA TCCTTGGTAACTACATGCATCC 254

Ad05A21173 Aradu.A05 21173 p3 (GGT)5 15 102267582 102267596 TAATGACTGGAGCCAGAGCC CTTGCCACAATCCCTTCACT 277

Ad05A21176 Aradu.A05 21176 p2 (AC)8 16 102275415 102275430 TTCCTTCCTTCAACTGCCAC GGCAGCAGATCTTCCATTTC 128

Ad05A21179 Aradu.A05 21179 p3 (TTG)5 15 102284945 102284959 TGCTTTTGTTGTTGCTGTGA TGAAAATTGTTTTCGTCCCC 219

Ad05A21182 Aradu.A05 21182 p3 (CTT)5 15 102295162 102295176 TCTGCAAGAGCCATCATCAC TGCCTTGGTCACATGAGAGA 255

Ad05A21185 Aradu.A05 21185 p2 (TC)13 26 102300219 102300244 GTGTCAATGTTGCTGGAGGA ATGAAAGAGGGCTCCCGTAT 261

Ad05A21192 Aradu.A05 21192 p2 (TA)6 12 102336837 102336848 AAATAAAGCTTCCAACTCGTGC TCTGCGTCGTTCATGTTACC 175

Ad05A21193 Aradu.A05 21193 p2 (AG)16 32 102340511 102340542 ATGGCAAACTTCACACCACA ACAAGGCAAAGTTCACCCAG 179

Ad05A21194 Aradu.A05 21194 p3 (AAT)5 15 102347908 102347922 GTCACACTTTTTCCCCCTCA AGGACGAGTTATAACGGCCA 250

Ad05A21199 Aradu.A05 21199 p3 (AAT)6 18 102365776 102365793 TTCTTCCAAACAAGCTTCGG TTTGTTGGAAATGTCCGAGTT 250

Ad05A21209 Aradu.A05 21209 p2 (CT)6 12 102387776 102387787 CAATTTGGCCAACAACACAC TGGTGTGAAGAGAATCAGGG 262
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Ad05A21210 Aradu.A05 21210 p3 (TTA)5 15 102389722 102389736 ATAAAACTGCTGCCTCCTGG AAGCAAATGTGCTAATGTGGC 128

Ad05A21215 Aradu.A05 21215 c (T)14aaatttccatgaggccaattttgtctagtcacataattttttactgttaccgagtc(T)1080 102436892 102436971 TCGTTTATTCCCTTTGTTTCA GAACACTGCTCCCTCTGCTC 277

Ad05A21217 Aradu.A05 21217 p2 (TG)7 14 102445979 102445992 CGAGGTTTTATCACGCGAAT GCTCGATTGAACCCGTGTAT 179

Ad05A21220 Aradu.A05 21220 p3 (TTC)5 15 102461219 102461233 GGCTCCAGGCACCATAGTAG TCCTACGGTAGCGACATTGA 278

Ad05A21223 Aradu.A05 21223 p3 (CGT)5 15 102463381 102463395 GCATACGATGTTCTCAGCGA ATCTCGGCGTAAATGTCGTC 254

Ad05A21224 Aradu.A05 21224 p2 (GA)14 28 102467022 102467049 TCCAATTATGTACTGCCGTGTT GCAGAGGGGCTGAATGATAC 276

Ad05A21229 Aradu.A05 21229 p3 (AAC)10 30 102474598 102474627 GGTGGTCAATTTTTATGTTTTGG ACATGACAGAGCACAATGGC 217

Ad05A21230 Aradu.A05 21230 p2 (AC)21 42 102475183 102475224 ACCATACAGCATAGCCGGTC TTTTCTTACCCCCACCCTTC 261

Ad05A21239 Aradu.A05 21239 c (TA)6ttttaagc(AT)1142 102500946 102500987 TGCACTCATTGTGATTTTTGAA GGGATTTAAATTTTTGTCACACG 267

Ad05A21245 Aradu.A05 21245 p2 (AT)6 12 102537663 102537674 ACACGTGGGACTCACACAAA CTAAAGTGAGATCGAGTCCCG 254

Ad05A21246 Aradu.A05 21246 p2 (GA)6 12 102540314 102540325 ATTCTTATTGCGTTGAGGGC TTGGAAAAGTTACCAGCCAAA 264

Ad05A21247 Aradu.A05 21247 p2 (TC)7 14 102540736 102540749 CTACGCACCTCCAACAATCA CAGGCTCATCTTTTGAAGCC 145

Ad05A21249 Aradu.A05 21249 p2 (TA)8 16 102545059 102545074 CATTGCATGGTTTCACACCT TCCGGATCCATAGCGATTAG 279

Ad05A21252 Aradu.A05 21252 c (GA)16gg(GA)9 52 102557200 102557251 TGAGGTGCAATTGGTGTTGT CGAAAGGGAAGATGAAGGAA 246

Ad05A21258 Aradu.A05 21258 p3 (TTA)5 15 102576889 102576903 TCACTGTGCCCACATGTTTT TTTCATCTTGGAGCCACCTT 151

Ad05A21261 Aradu.A05 21261 p2 (AT)6 12 102589420 102589431 TAAGGAGATCAAATTGCGGC TCCACTTCTTGGGTCGTAGC 242

Ad05A21264 Aradu.A05 21264 p3 (AAT)5 15 102591854 102591868 TTAAAATCGTACTATGGGCAAAA TTGAATGTGCTGTTGGTCTTT 232

Ad05A21266 Aradu.A05 21266 c (A)16g(GAA)5 32 102592530 102592561 GTTCCGCTGAAATTTGGCTA GAGAGCGTTTGCTTGAGTCC 190

Ad05A21272 Aradu.A05 21272 p2 (GA)7 14 102613502 102613515 GAGTGGAAGTGGAGCCAGAG TGATCTCTAATCCTTCATTGCG 160

Ad05A21281 Aradu.A05 21281 p2 (TA)6 12 102650261 102650272 TGCAATTCTCTCTCTCTTTATTTTT TGAAAATTGGAGCCAAAACA 207

Ad05A21284 Aradu.A05 21284 p2 (TA)6 12 102656950 102656961 TGCTGCCGAACATGCTAAAT AAAATTTGGTTTTACTCCTTTAACTG 280

Ad05A21285 Aradu.A05 21285 p2 (AT)7 14 102657111 102657124 AGAGACTCCCGATACTGCCA AGTGGTTGAAACGAGTTCGG 105

Ad05A21286 Aradu.A05 21286 p3 (ATA)5 15 102659022 102659036 GGAGCCATCTGAATTTCCAC ATCGTAATCAGTAATCACCATAACATA 280

Ad05A21287 Aradu.A05 21287 p2 (GA)7 14 102662295 102662308 TGAAGGAAAGAAGGAAAAAGCA AACTCTCTTCTCTCCCTTTGCTC 109

Ad05A21288 Aradu.A05 21288 p2 (AT)7 14 102665045 102665058 CCCAAAAAGAAAACACACACA AAGGCCAGGACATGATAAATG 245

Ad05A21289 Aradu.A05 21289 p3 (TAT)6 18 102665177 102665194 CCCAAAAAGAAAACACACACA AAGGCCAGGACATGATAAATG 245

Ad05A21290 Aradu.A05 21290 c (ATA)15c(TAA)6tg(ATA)684 102666167 102666250 TGCACATAATTTGGTATTTTGAGG GCGTTACACGTGCCAAGATA 258

Ad05A21291 Aradu.A05 21291 p2 (TA)6 12 102672193 102672204 GCACCACTACCATGCTGAGA GGACGACTTTGGTGCAATTT 250

Ad05A21295 Aradu.A05 21295 p2 (TA)6 12 102686255 102686266 TTGGGGATTGATTTGGGTAA TCGCAAAAGTTGAGGACAAG 258

Ad05A21297 Aradu.A05 21297 p2 (GA)15 30 102697947 102697976 GCAGGGACAACTCTCTCCAA GCTGACCCTCTCAATTTTCAA 259

Ad05A21299 Aradu.A05 21299 p3 (CAA)5 15 102701427 102701441 CAGCAACAGCAGCTCCACTA GCTTTGTTGAATGGAAGGGA 235

Ad05A21302 Aradu.A05 21302 p3 (TAA)5 15 102705014 102705028 TTTATGTGGCTCGCTCAAAA TTTTCTCCGTCCCTTGTCAG 168

Ad05A21312 Aradu.A05 21312 p3 (ATT)7 21 102727133 102727153 CACAACCTCCTTCACCCAAT TCCACCGTCCAAAAATAAAA 280

Ad05A21313 Aradu.A05 21313 p2 (TA)8 16 102730042 102730057 TTTTCAGATGCAGAACGTGG TCCAAACTCGACCTGTGATG 273
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Ad05A21315 Aradu.A05 21315 p2 (AG)6 12 102732076 102732087 TGGCATATGCATTGGAAGAA TCAGTGCTTCATGCTTTGGA 250

Ad05A21317 Aradu.A05 21317 p2 (TA)12 24 102735015 102735038 GTTAATTAAAGAGGGCGGGG AATTTTGAAGGATTAGAATTGAGTAAA 260

Ad05A21318 Aradu.A05 21318 p2 (AC)6 12 102736110 102736121 CCGAGTCAACTCGATTCCAT GAGGGACGGAGAACATCAAA 221

Ad05A21319 Aradu.A05 21319 p3 (GAA)5 15 102737224 102737238 TGGAACCCATTAAAACCCAA CACAATATCAGTGCGGAGCA 227

Ad05A21320 Aradu.A05 21320 c (T)10atc(A)13 26 102744252 102744277 GCGTAGAAGAGTTTGGTGGG CTCTTGAAAGCGCATCCATT 182

Ad05A21322 Aradu.A05 21322 p3 (TTA)13 39 102747340 102747378 TGGAGATCGGGTGATCTTTT GATGATGATACACGAGGGGAA 252

Ad05A21324 Aradu.A05 21324 c (T)11atgtgtgagtaaataatatatgagtttgtgatgtcatattttggattggagactgctcaatctgtctcgc(A)1192 102752726 102752817 TGCATTATTTTTGCAGTTGAGA TATCCATCCGGGACTAGCAC 215

Ad05A21339 Aradu.A05 21339 c (T)10c(T)10 21 102776487 102776507 ATGTTGCTTAATTGGTGGGC CAAGAAGCTTTCCACAAGCA 141

Ad05A21340 Aradu.A05 21340 p2 (TA)6 12 102781734 102781745 GGCAAATTTTTGTCAGCGAT TCAAGAAAGACGTGGTGAGC 165

Ad05A21341 Aradu.A05 21341 p2 (AT)6 12 102781963 102781974 TTTATCCAAAGCTTCCATTGC TCAAGAAAGACGTGGTGAGC 159

Ad05A21345 Aradu.A05 21345 p3 (CTT)7 21 102786547 102786567 CGCAGGTATTGATGCCTTTT CACAAACTTGCAAAGTCCCA 242

Ad05A21347 Aradu.A05 21347 c (AT)7(AG)10 34 102818020 102818053 GCTGCCGTGTAACTCTCTCC CCTGATTCTCACTCCCCTCA 274

Ad05A21350 Aradu.A05 21350 c (GGA)8gaacctgcgtgtacgaatttg(GAA)766 102837522 102837587 TTCAAACCTCGTCCACTTGA CTCCTTCTCCTCCTCCTCGT 225

Ad05A21360 Aradu.A05 21360 p2 (AT)9 18 102875111 102875128 GGTAGGAGCGTGTAACGTGG TCCACTCAGCCATTTGTCTCT 200

Ad05A21361 Aradu.A05 21361 p2 (GA)8 16 102879910 102879925 GCACACAAACAAACCCACAG CACTTCTTCCCTGCGAACTC 218

Ad05A21362 Aradu.A05 21362 p2 (TA)10 20 102895040 102895059 TTTTTAGATGCAGCAGATATGATTT TTTCAATTGTTTATTGGTGTCCA 213

Ad05A21363 Aradu.A05 21363 p2 (TA)6 12 102898952 102898963 CTGACGGACCTTTCTGCTGT GGTCTGATCGGTCTTTTCCA 279

Ad05A21364 Aradu.A05 21364 p2 (TC)11 22 102904273 102904294 TGTTATTTGGTGGCCCATTT ATGGCATGAAGTTTGGGTTG 235

Ad05A21365 Aradu.A05 21365 p2 (TC)11 22 102906883 102906904 TACTGCATGAACGGTATGGC AGATAGGTACGCGCCTTCTG 164

Ad05A21366 Aradu.A05 21366 p3 (ATT)5 15 102907188 102907202 CCAGAAGGCGCGTACCTAT ATTCTATATTTCCCTCATACGTTCA 273

Ad05A21368 Aradu.A05 21368 p3 (AAG)5 15 102912357 102912371 AATCGCAACCCTTGAGTGAC ATGGTTCCCGTGTTTGGATA 126

Ad05A21369 Aradu.A05 21369 p3 (GAT)5 15 102914926 102914940 AAAATTTTTGTGCAGCGCAT TGTTTCTTCCTCATCCTCCG 252

Ad05A21379 Aradu.A05 21379 p2 (AG)7 14 102946458 102946471 CGACGACGATAGACGAACAA CTGACGGTAACGAGCCCTAA 236

Ad05A21385 Aradu.A05 21385 p2 (GA)13 26 102968018 102968043 AATGTCTACACGACCCGGAG GCCAACTCCCAACCAAGATA 251

Ad05A21388 Aradu.A05 21388 p4 (AAAT)7 28 102985073 102985100 AAAATTTGATCAGAGTCTCGTGC CAGCAATAAAATCTTCTCTTTCTCTTT 249

Ad05A21389 Aradu.A05 21389 p4 (ATGT)9 36 102999838 102999873 CCACAAGAATCAGTCAAGCAA CATGAATGGTTGGTGCTTTG 258

Ad05A21390 Aradu.A05 21390 c (A)10tagccaacctatgacatcattttcttgattatgaa(T)1055 103004842 103004896 GCATGTAAATATTTGCCAACCC TCGTTCGAGAATTTGTTTTTCA 173

Ad05A21395 Aradu.A05 21395 p2 (AT)6 12 103011393 103011404 TAAATTGGGCCAGAAGTCGT GCCCATCGAAGTTGGTTAAA 262

Ad05A21398 Aradu.A05 21398 p2 (AT)7 14 103015529 103015542 CAGAATGTTCCCCCAAAAGA CCGAGTTAATTACCAGATTTTCA 191

Ad05A21401 Aradu.A05 21401 p3 (TCT)5 15 103023695 103023709 GGTGTTACGTGATGGGTTGA GGAGTCCATACCCCAGTGAA 214

Ad05A21405 Aradu.A05 21405 p2 (TA)7 14 103052207 103052220 TGCAATTCTCTCTCTCTTTACTTTTT TCTCGTGCTGATAACGTGTTG 236

Ad05A21406 Aradu.A05 21406 p2 (TA)9 18 103057724 103057741 AAGCAAATGCAATTCTCTCTCTTT TGGTTGAAAAGATCATGGCT 280

Ad05A21409 Aradu.A05 21409 c (T)10ctttttgttatgcttgtatttaatctacctcaggaaagatatgcggaataaagtcaccaaaag(A)1184 103064416 103064499 TTGTTCGATTAGTGCCTAAAGAT CCGTGACAATTAGCCTACGTT 184

Ad05A21411 Aradu.A05 21411 p2 (TA)7 14 103074204 103074217 TGTTGTTTCAAGCTTTTGTGAAA AATCAGAGTCTCTCAAACCAATTT 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21415 Aradu.A05 21415 p3 (AGA)5 15 103077003 103077017 CATCCACCAACATCAGCTTG AAGCCTTTGCAAATTGTTGG 259

Ad05A21418 Aradu.A05 21418 p2 (AT)6 12 103092876 103092887 GCTGAGCGATGTGCTAAACA AAGCATAATAATCACATCCCAAAT 280

Ad05A21419 Aradu.A05 21419 p2 (AC)6 12 103093819 103093830 AGACCTATGGCCACGAGAGA CCTTATGAGCTCAGGTCCCA 231

Ad05A21423 Aradu.A05 21423 p3 (CTC)5 15 103108846 103108860 CCGTGATGGAGTTCATGTTG TATAGGCGCGCTACCACTCT 139

Ad05A21427 Aradu.A05 21427 p2 (TA)6 12 103116387 103116398 TCTTTAATGCAAATTCTCAAGTAGACA TCCTCATAAAGTCAAAGGAAAGC 252

Ad05A21432 Aradu.A05 21432 p2 (AG)7 14 103128330 103128343 GCCTCATTGTTTTTGCGAAT CCCATGCCTAATGTACCGAA 183

Ad05A21434 Aradu.A05 21434 p2 (TC)6 12 103144445 103144456 CGAAGTTCACTAGCTCGCCT CAAAAGGCATGGCACAGTAA 273

Ad05A21441 Aradu.A05 21441 p2 (AC)6 12 103168774 103168785 TCGATTTAGTGTTTTGTTGAAGGA TCCAATTCCATCTTTAATTTAATTCT 280

Ad05A21442 Aradu.A05 21442 p4 (TTCC)5 20 103169180 103169199 TGGTGCAGAGTGAACCAAAC ATGGAACCGTATCAGCCAAG 154

Ad05A21448 Aradu.A05 21448 p3 (TAT)18 54 103178754 103178807 TGTGGCTCGTGCATATTTGT GCCTATTTGACCAAAATATCTATCA 279

Ad05A21450 Aradu.A05 21450 p2 (TA)11 22 103186024 103186045 GCACAGCAAGAATTGAAGTTG AAGGCAAAGGACAAATTGACA 256

Ad05A21452 Aradu.A05 21452 p2 (GA)7 14 103186759 103186772 TTTACCGACGGCAAGAAAAG GCAGACGGGAATAGCAAGAG 262

Ad05A21456 Aradu.A05 21456 c (CA)6a(AC)21 55 103192739 103192793 CAACATTCAGATATCCAGCCTTT CGTACTTTCCCTCGCTTTGT 242

Ad05A21463 Aradu.A05 21463 p3 (TAA)6 18 103210611 103210628 TTCAAAGCAATTGATCCTTCG TTTACGATAGAAGCGGCCTT 100

Ad05A21465 Aradu.A05 21465 p2 (AT)6 12 103226932 103226943 GCCGTCTTCATTTTCTTTGC AGCCACTGCATTACCAAAAA 209

Ad05A21468 Aradu.A05 21468 p3 (TAA)7 21 103231355 103231375 GGATTTGATTTCAGTATAACTCACAAA CGAGGACAAAGGTGGTGTCT 189

Ad05A21470 Aradu.A05 21470 p3 (ATT)14 42 103241690 103241731 GACGAAATTCGAACTCCCAA GTGCTCCCTTCAAATACCCA 127

Ad05A21473 Aradu.A05 21473 c (T)11attatttttctctttcgtgatcatcatcat(CTC)659 103247976 103248034 CACTTTTGCTGCACGTTCTT GATGGAGGAAGAGGAGGAGG 179

Ad05A21474 Aradu.A05 21474 p3 (GAG)6 18 103250269 103250286 CACAAACAAAAAGGAGGAGGA CGTAAAATCACGCCGTTTCT 141

Ad05A21475 Aradu.A05 21475 p2 (AT)6 12 103250595 103250606 AAATGTTTGTATGGGTAGCAGGA GGTTGAACCAATAAAACTAATCTTTC 265

Ad05A21477 Aradu.A05 21477 p2 (TA)6 12 103266683 103266694 TTTCCCTCGCCTTTATCCTT ATCAAAATGTCATGCTTCCG 277

Ad05A21480 Aradu.A05 21480 p3 (AAC)5 15 103289804 103289818 CCAAGGGGTCAAAACTTCAA TATTCTAAGGTTGTCGCCCG 124

Ad05A21486 Aradu.A05 21486 p3 (AAT)14 42 103324548 103324589 CGGCTTTTATGCTGTGGAGT AGAGCAAACACCATTTTGACA 175

Ad05A21491 Aradu.A05 21491 p3 (TTA)12 36 103333748 103333783 TCCAGCATAATTGCATTCCA GGAAATTATTATTATGATGCCGTG 264

Ad05A21493 Aradu.A05 21493 c (TC)7(AC)8(AT)1254 103341141 103341194 CCCTTCGCAATAAGCGATAA TTGTTATTTTGGGGATGACGA 224

Ad05A21499 Aradu.A05 21499 p3 (AGA)5 15 103357798 103357812 GTGCCAAACTTTCCCACACT TGGTTTCTCCCAATCCTTCA 277

Ad05A21500 Aradu.A05 21500 p3 (CTT)5 15 103360207 103360221 CGAGGTCACGTCCAGGTTAT AAGAAGAAGAAGCGGGGAAG 213

Ad05A21502 Aradu.A05 21502 p2 (TA)6 12 103363579 103363590 AATGGGGTGAATTGTGCATT CTTAAAATGTAAGCCACCGAA 211

Ad05A21511 Aradu.A05 21511 p3 (AAT)6 18 103386266 103386283 TTTGGAATGGGCCAGATTAG CGCCGCTTGTTCAAAATATAG 272

Ad05A21515 Aradu.A05 21515 p3 (CAA)5 15 103400461 103400475 TCTACTGCCTTGGCCCTTTA TTTCAGCCAAATTTCTATTCCA 202

Ad05A21516 Aradu.A05 21516 p2 (GA)10 20 103400912 103400931 CTCACGCATGGAGCACTAAA CGTGCCGAAGAATATTGAGG 276

Ad05A21517 Aradu.A05 21517 p2 (TA)7 14 103404655 103404668 CTGATCGACAGCGGATAGGT CCATCTTTGTTGACTCTACCCA 237

Ad05A21523 Aradu.A05 21523 c (T)10catcatttttctgattacaata(T)1042 103423623 103423664 AGAAATGGGCCTTCTTTTGG AACAAACATGGTTCTGGCTTG 246

Ad05A21527 Aradu.A05 21527 p2 (TA)7 14 103441184 103441197 TTTGCAAGTGTTTGCTACCG GCTTTGTTAGTCCTGGGGTT 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21528 Aradu.A05 21528 p2 (AT)6 12 103446609 103446620 GCCAGCTCCAAGAAAAATCA CATTTCTCTAGCACAAATAAGCCA 272

Ad05A21532 Aradu.A05 21532 p3 (AAT)16 48 103459209 103459256 CAATTTTATGGTCTCTATAAGTTGGTG GGTGAGGTAAAAGTGTAAAACCG 270

Ad05A21533 Aradu.A05 21533 p4 (ATAA)5 20 103459371 103459390 TGAAAGCATTTAAGGTTTTACGG CTGGAAACACGCAAACTTGA 224

Ad05A21541 Aradu.A05 21541 p2 (AT)7 14 103485726 103485739 CAATTGAAAAAGCAAAATTGG TGGCTACCAATCACAAATGC 275

Ad05A21544 Aradu.A05 21544 p2 (AT)7 14 103490420 103490433 GGCCCCTAGCACTCCTCATA AATGGATAAACTTTTGGTTAAATTGT 272

Ad05A21546 Aradu.A05 21546 c (A)10ctgcacataataaatcttgcactctaacctttttttgtaggtacctgtcctgcctatgcatatttttgtaatctctaaaattcaacat(A)10caatttttaaaatttatgaaacaatgat(A)10146 103493662 103493807 TGTTCACATTGTTTAGTATTTTCATTG CAAATTAACACAAAATTTAAAGGCG 273

Ad05A21550 Aradu.A05 21550 p3 (TAT)14 42 103501884 103501925 ATTTTGTCCCACGTGAAAGG GCCTGTTCCATGCATTAGAGA 276

Ad05A21551 Aradu.A05 21551 p2 (CT)8 16 103503046 103503061 TGACGGATTTATCCACCGAT GCATCGTTTGGAGGAGAGAG 182

Ad05A21552 Aradu.A05 21552 p4 (TATT)7 28 103504068 103504095 ACCCGATCTGATCCGTAAAA TCCGCATATTAACAAATTCGC 247

Ad05A21556 Aradu.A05 21556 p3 (TTG)7 21 103517040 103517060 TGGCATCGTTTGATTCATGT ACTGCCGGCTAATTTACCAA 264

Ad05A21559 Aradu.A05 21559 p3 (TTA)7 21 103534039 103534059 TCACTCGCTCTCGCTCTACA CGAAAGCTATTGCCAGTTCC 280

Ad05A21561 Aradu.A05 21561 p3 (TTA)5 15 103540178 103540192 TGTCTCGTCGTTTCTCCTCA CACACCTTCACACCATCCAT 268

Ad05A21562 Aradu.A05 21562 p3 (TTG)6 18 103546406 103546423 GCAGAAGGAATCAGAGCCAC TGGAAGAACAGCAGAAGCAA 274

Ad05A21563 Aradu.A05 21563 c (TGG)9ta(GTG)5 44 103546789 103546832 TTGGTTGGTGTGATGCAGAT CGAAACCGTCCCTCATCTAA 270

Ad05A21566 Aradu.A05 21566 p2 (TA)9 18 103551905 103551922 ATGCAGGTCAGGTAGCCACT TCGCGAAGTTAAAATCGGATA 207

Ad05A21577 Aradu.A05 21577 p3 (AAT)11 33 103583145 103583177 CTCCGGTCTCCAATAGCAAG CCCCAAAACATTTCCACTGT 276

Ad05A21578 Aradu.A05 21578 p2 (AT)13 26 103592777 103592802 TGCGTCACTCTGATAGCTCG TGTTCCCTCGCCTTTATCTTT 266

Ad05A21580 Aradu.A05 21580 p2 (TA)8 16 103602405 103602420 ATGGACGGTAGTTGGAGTCG TATGGCCCAAAAAGGAGTTG 176

Ad05A21582 Aradu.A05 21582 p2 (CT)7 14 103605492 103605505 TGTTCATCGTGGACAACACA GCAGAAAGCTGATTTCATTCG 156

Ad05A21583 Aradu.A05 21583 p2 (TC)6 12 103606848 103606859 ATCACCAAGATCCAACAGCA CCAAACATCGTTTCTTCATCG 259

Ad05A21584 Aradu.A05 21584 p2 (AT)9 18 103609846 103609863 GCTCCGGACAATATTCCAAA ATTTTTGGTGATAAGAAAATGTAAACT 270

Ad05A21586 Aradu.A05 21586 p2 (TA)6 12 103611179 103611190 CGCCATCCATAATTGGAAGA TCCGGAATCAAACACACACT 160

Ad05A21587 Aradu.A05 21587 c (A)10catcgaataagaagt(A)1035 103616159 103616193 TCAATGAAAATGATGTCACAAAAA TCTCCTCTACCGTCATCATCA 142

Ad05A21589 Aradu.A05 21589 p2 (GA)10 20 103628391 103628410 CCGAATTCGATAATACCGTAAAA TGATTGTGGTGATGCTTTCA 233

Ad05A21597 Aradu.A05 21597 p2 (AT)9 18 103654880 103654897 GGCAGACATGGTTTCCAGTT CGCAGCACAGAAAGTCACAT 279

Ad05A21601 Aradu.A05 21601 p3 (TTG)6 18 103691545 103691562 TCCTTCTTCTTCGCGTGTTT CCGAATTTGGTTCATTTGTG 196

Ad05A21603 Aradu.A05 21603 p3 (CAT)7 21 103695553 103695573 TTTTCTTCTCTTCATCTTCTCTTTTT TGCGACACGCAAATTTAGTT 248

Ad05A21604 Aradu.A05 21604 c (TCA)5ttttc(T)10 30 103696048 103696077 CTACAGCCCGATCAAAAAGC GGTAAAACAAGAAGGAAAAGATGAA 219

Ad05A21606 Aradu.A05 21606 p3 (TAA)6 18 103698000 103698017 TTGTGTTTAATATTTTTGCTGAATGA TCATTTTCGTTGCCATCACT 141

Ad05A21607 Aradu.A05 21607 p5 (CGGTT)5 25 103702386 103702410 AGGGCTCGAGGGAGTTAGAG ACCGAACAAACCAAAAACCA 208

Ad05A21608 Aradu.A05 21608 p2 (AG)6 12 103708300 103708311 AACGGCAGTTCCTAGTGGTG TAGGCAACGACGAACACCTT 204

Ad05A21611 Aradu.A05 21611 p3 (ATG)5 15 103715571 103715585 CTGCTTCCTCTGACCCTGTC GTGGTGCTTTTCAGCCATTT 197

Ad05A21613 Aradu.A05 21613 c (T)10ctctttccttttttgtttgcgtgaggggggaactcttaaaactgtttgaagaagagggtgagaaggaatatatataaggaaatggcgttttgtacaagc(AG)12133 103716590 103716722 TCTGGGGTTGGATTTTCTCA TTCTTCATTGTTGGATCCGT 251

Ad05A21615 Aradu.A05 21615 p2 (CT)18 36 103720493 103720528 GCAAAGCTGCATTTTTGTCA GACTGTCGGAGGTGGTTTGT 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21616 Aradu.A05 21616 c (T)10aatttagaaaagatattttaggttttagaaaatatattttacatttattaggattagatataaaagaaaaagatatattggcctag(TTC)5111 103724117 103724227 GCGCCAGACTCCTAATAACG TGGAGGTTTAGTTGCTCATGG 247

Ad05A21617 Aradu.A05 21617 c (CT)8t(TC)7 31 103725467 103725497 TCCCTAAGGTATTGGGTCAAAA TTTCCTTCAACTCCTCCGTG 257

Ad05A21619 Aradu.A05 21619 p2 (AT)11 22 103735439 103735460 CAACTCAGCAGAGGGGTCTC GCAATGGTCGATGTAGCAAA 211

Ad05A21622 Aradu.A05 21622 p3 (AAC)5 15 103746123 103746137 TCGGAAAGGCAGTAGTTTGC TTCTCATTCAGTATTTTTGCATGT 198

Ad05A21624 Aradu.A05 21624 c (TGA)5tggtgataatgatgctgataatggtggtggagtggcagt(TGG)569 103747666 103747734 GTGGTGGTGGAGTGGCAG TTTGGACAAAAATACCCTCACC 140

Ad05A21625 Aradu.A05 21625 c (A)10gatatttgaaagaaattaaatttgatgcggtagcttttactgcagtcagtcatatcaggactttacag(A)1391 103750569 103750659 AAGACGGGGACATGAAATTG GGTTGCTAGCTTTTGGCAGT 175

Ad05A21630 Aradu.A05 21630 p3 (TAT)17 51 103769688 103769738 TGCTGATTGTGGAAAGAAACC CGTACGTGAGCAACTTCGAC 127

Ad05A21632 Aradu.A05 21632 p2 (AT)9 18 103773219 103773236 TTGGATGATGATTGAACTTTGG TGCGTAAATAATTGCTGCCA 254

Ad05A21634 Aradu.A05 21634 p2 (GA)14 28 103779454 103779481 AAGGAGTGCGAGAAGATGGA TCTGTGACTGCCCTTGTCTG 246

Ad05A21639 Aradu.A05 21639 p2 (CA)7 14 103784069 103784082 ATCGACCGAATCAAATCAGA TGAACGATGGTGAAATGGAA 144

Ad05A21643 Aradu.A05 21643 p2 (AT)7 14 103793292 103793305 AGGATCCGTAAAATCCCTGC TGTCGAGAGGGTTATTCTCG 278

Ad05A21645 Aradu.A05 21645 c (T)13aatttaaagtagtaaaattagagggtatgatttgtttgatagaaaaaattttaaatttcgcagtactaaaatcgataaatctaatttaggccttttaa(T)10aatttcagaaacatccaaatcaataggctcgatttgtaat(A)10171 103795771 103795941 TTGATAAGGAAGAGGGGTTTTT TGGCAAAGACGCCATTTAT 280

Ad05A21647 Aradu.A05 21647 c (T)11cttacactacacagacacacacccgttagacactactatgccttatattccaca(T)1176 103798631 103798706 GGGAGTATGGATGGACAAGC TGTGTTGACCGTTGAGTGTG 264

Ad05A21650 Aradu.A05 21650 p3 (ACA)5 15 103801368 103801382 CATCCATGTTCATGTCATCCA ACACCCAGTCAGGAAGATGG 254

Ad05A21651 Aradu.A05 21651 p2 (TG)10 20 103811255 103811274 CAAACGAGGTCATGAGCAAA CCCTTATCCCCCAATTTGTA 280

Ad05A21653 Aradu.A05 21653 p3 (TTA)5 15 103818864 103818878 GGAAGCCAAACTCATATGCTG TTCTCCGGGTCATTTCAGAC 221

Ad05A21655 Aradu.A05 21655 p3 (ATA)8 24 103819859 103819882 TGCCATAAACGATTCCACAA GTACATTGCCCCATCCATCT 186

Ad05A21657 Aradu.A05 21657 p2 (AT)6 12 103824073 103824084 TCCATTTACCTGTTTAGGTGGG AAACCAAATGGCGAACTAATG 139

Ad05A21659 Aradu.A05 21659 p3 (ACA)6 18 103830317 103830334 TCGCAAGAATCAACACTATCAGA TCTCCACCAAGTTTGAAGACAG 232

Ad05A21660 Aradu.A05 21660 c (A)11catttattaaaaccaaaataagaaaagaatatttcaactcatgatgactatggacttcattccaaaaagg(A)1091 103838007 103838097 TGCAACCAATCTGTTTCTGTG AACCGCTAACCATTACCCAC 242

Ad05A21662 Aradu.A05 21662 c (CTC)6gcacacgcagttcttcttctgcttctacttctcctccttc(TCT)882 103848602 103848683 CACGCGCTTCTTCTTCTTTT TCAGAATACCTGCGTCCATTC 271

Ad05A21663 Aradu.A05 21663 p3 (GAG)5 15 103849516 103849530 GAATTGAATGGACGCAGGTT CTCCTTCTCCCTCTCCTCGT 222

Ad05A21664 Aradu.A05 21664 p2 (AT)8 16 103851378 103851393 TGTGGGCTCAGTATCATCCA ATGGTAAGGAATCAATGCAAA 126

Ad05A21666 Aradu.A05 21666 p4 (AAAT)5 20 103855239 103855258 ACTTCACACGACGCAACAAA TCCACGTCGCTAAGGGTATC 201

Ad05A21668 Aradu.A05 21668 p3 (ACA)5 15 103862789 103862803 CCAGCAACAAAATTCAACCC CCTTCGACCCAGTTCTTTCA 222

Ad05A21669 Aradu.A05 21669 p3 (TAT)17 51 103873269 103873319 GGTGCATGTGCAGTAAAATTG GGGTTTCAAAATCACTAAATGTGTC 173

Ad05A21670 Aradu.A05 21670 p3 (GAA)5 15 103879996 103880010 CAACACCACTGAACCGAACA TCACCAACAGCACCAACATT 228

Ad05A21671 Aradu.A05 21671 p3 (GAA)5 15 103880310 103880324 TGCAGCAATCATTTCCTAGC GTTCTCTTTTCGCGTTTTCG 254

Ad05A21673 Aradu.A05 21673 p2 (TC)10 20 103884868 103884887 GGTTTGGCCCAATTAATAGAGAT TTCTAACCGGATTTGTTTGGTT 267

Ad05A21677 Aradu.A05 21677 c (GA)6gtag(GA)6aacaaacttacatgaagaggatgctacagcagcgggctcggcaaagg(AGA)693 103890802 103890894 GCAAAGACGAGTCTGTGGAA GAACGGAGTCACGGAGAGAG 251

Ad05A21685 Aradu.A05 21685 p2 (AG)6 12 103918831 103918842 TCCTTTTGGCGGACAAATAC CAGCCAATCACCCTCTTCAT 218

Ad05A21688 Aradu.A05 21688 p3 (AGG)8 24 103922722 103922745 GTGGAGGGAGATGCATGTTT TAAACGCCCACACTCATTCA 193

Ad05A21690 Aradu.A05 21690 p2 (TC)24 48 103936131 103936178 CTGGGATATCACCATGCTCC GGCTGTTGGATTTACCGAGA 247

Ad05A21691 Aradu.A05 21691 p2 (TC)14 28 103938012 103938039 GGCAAGCTTTCCTGTTTGTC TGACGTAGTGACGGACCTGA 239
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Ad05A21695 Aradu.A05 21695 c (A)10tcaacccaaaaaatactgtaataaaagtttgaagcgttgtttgagaaacgcacacatgttcgacaaatatattccatgtgtgaaagtctaagagagt(GA)6119 103945590 103945708 TGTGCAAATTAAATCAACCCA CTGACTCTGCCATCTCTCCC 174

Ad05A21696 Aradu.A05 21696 p2 (TA)6 12 103946355 103946366 TGTCGAGGAAACTTAATAATTGGA AGGTTCGATCTCAATTTGCAC 257

Ad05A21699 Aradu.A05 21699 p3 (CTT)5 15 103961541 103961555 CCAAATGCTTTTCCTTCGTC GGCACCAAAACCGTAAATCA 243

Ad05A21700 Aradu.A05 21700 p3 (CCA)5 15 103966662 103966676 ATCACAGTGCAAGGGAGACC GCAAACAAAGCAAAGCACAA 203

Ad05A21701 Aradu.A05 21701 c (TAC)5tattactactactac(TAT)545 103968163 103968207 TGGACTAGAGAGGATGTTGGG CCCCGGAACAAATAGCAATA 231

Ad05A21702 Aradu.A05 21702 p3 (TAT)5 15 103968706 103968720 GTCTGCTGACGTTGACTCCA CAACTTTAAGTGTTCAAGACGCC 191

Ad05A21704 Aradu.A05 21704 p2 (CA)6 12 103972910 103972921 TCCCAATCACCAGACTCCTC CGTAATGAGTGGCAATTTTGTG 238

Ad05A21706 Aradu.A05 21706 c (ATT)5g(TTA)9gaaactctgatggaaaagcttaattcttgtgaattgttttccccgatattaatgattgtggattttgtca(C)10123 103979903 103980025 GTTGCAATTTCTGCCCAAAG GCTGCATGCTTAACTGTGCT 278

Ad05A21707 Aradu.A05 21707 p2 (AT)13 26 103981847 103981872 CGCCAAAAATGAAGAAAGGA CGCCTGATTGTCTCTATTTCAG 255

Ad05A21709 Aradu.A05 21709 p3 (CCG)5 15 103987398 103987412 TCAAATGCAAACCCCTTCTC CATGGTGGTGACAGGAACTG 268

Ad05A21713 Aradu.A05 21713 c (T)10gtaaataaataaaagttatattacataactgtatttatacaaaaaaaattaaattgttctaacatatatatgcttatattatattttagtc(T)10111 103998249 103998359 TTTCCAGGAGCTTATGTGGC AAAAAGTTGTTGAGAGGAGTACCA 280

Ad05A21716 Aradu.A05 21716 p3 (ATT)12 36 104002351 104002386 TGTGACAAAGGCGAGTCTTG CATGCATGTCCTGAATTTGG 226

Ad05A21717 Aradu.A05 21717 p3 (TAT)8 24 104004929 104004952 TGGCCACTCATCCATATCAA TTTTGAGGAACCAACAACAAA 224

Ad05A21720 Aradu.A05 21720 p2 (TA)9 18 104006301 104006318 CTTTGCTTTTCAATGGTGGG TTCAATACAAAAGATGCATTAAAAA 269

Ad05A21721 Aradu.A05 21721 p2 (GT)7 14 104007314 104007327 TTTGTGTTTAGCTAACGTGGTTG CTCAAAGCAATCCTCCAAGC 274

Ad05A21725 Aradu.A05 21725 p2 (TA)7 14 104015179 104015192 AAGTGCGGGGACAAATAAAT TTGTCACGGCCAGATCTACA 128

Ad05A21727 Aradu.A05 21727 p2 (TA)12 24 104041180 104041203 GGTGAACGTTATGCGCTTTT TCACGTCGTAAAGCAAAGGTT 149

Ad05A21728 Aradu.A05 21728 c (T)10gtttttattcttcttagagtgtgaaaataagaattatgaaagtgtgaaataagaaaaactatgaaaat(AAG)593 104043366 104043458 TCAATGAATCAACCTTCGAAAA GCCCCTTTTCTCTTAGCCAC 217

Ad05A21730 Aradu.A05 21730 p2 (AG)6 12 104048833 104048844 GGGTTCTTGGGTATTGGGTT CTAGCACTGAGCAAGGGGAG 279

Ad05A21732 Aradu.A05 21732 p3 (ATG)25 75 104075070 104075144 AAGCCATAGATTCAACCCCC TCTTCTGCCGCTTCTTCTTC 265

Ad05A21735 Aradu.A05 21735 p3 (ATT)8 24 104080156 104080179 CATCATTGATCCCAAAAGTGAA TCATTTTATGAGATTTACGCGA 259

Ad05A21736 Aradu.A05 21736 p2 (AT)7 14 104080319 104080332 TCGCGTAAATCTCATAAAATGAA CACCAAAATGCCATGTGAAC 260

Ad05A21737 Aradu.A05 21737 p4 (AGAT)7 28 104080669 104080696 CACCATGCACAAGATGATGA AAAGAGAAACCAAAGCGCAG 265

Ad05A21740 Aradu.A05 21740 p4 (TAAT)5 20 104083590 104083609 ACCGACCAAAGACCACAAAG CTTTTCAACCTAAACAATCTTCG 162

Ad05A21742 Aradu.A05 21742 p2 (TA)8 16 104087044 104087059 TTTCATACCTCGGTCAAGCC TCAATTGCTGGTAATCTTAACCT 276

Ad05A21744 Aradu.A05 21744 p2 (TA)7 14 104088131 104088144 GGCTCACGTACATTACCCTG TTGCAGTGTTCCACATCAAA 257

Ad05A21745 Aradu.A05 21745 p2 (AT)10 20 104088758 104088777 CGGAAATTGATGCATACACG ACACATGGTTATGGGCCTGT 170

Ad05A21748 Aradu.A05 21748 p3 (AGA)5 15 104107152 104107166 TGAAGCACAAAAGCTTTCCC GAGGGATCGATCATCTGGAA 249

Ad05A21749 Aradu.A05 21749 c (T)10c(T)10 21 104114458 104114478 TGGTCCCATATTGGCATTTT TCATGACAAGGTGGGATTGA 254

Ad05A21758 Aradu.A05 21758 p2 (TG)7 14 104149226 104149239 TGTGGGTCGAAACTGACAAA ACCTGTAGCTGAAAGGGGGT 280

Ad05A21760 Aradu.A05 21760 p4 (TCAA)5 20 104162868 104162887 CATCAGCCAACTATTTCAGAACA TTGGAGCTAAGGTTGCGACT 263

Ad05A21762 Aradu.A05 21762 p2 (AT)6 12 104171757 104171768 AGGTAGGATTGGGTGTCACAG TCGAGTTCAAAATCTGTCGAT 237

Ad05A21768 Aradu.A05 21768 c (T)10gtgtagcagacgctgacgtaattggagaatcaaaatttaaagatgaattttcg(T)14actttttttacatctttttttatattttttttatagaccttgactttaagatataataattacagaaatgcaaaactaaataagaaaattcg(T)10179 104194055 104194233 AATTTGGAAAGGTAAAACATCG TTCTCTGGGTCTTGTTTAATATCTTT 280

Ad05A21771 Aradu.A05 21771 p3 (TAA)13 39 104208597 104208635 CCCAAGTCCACATCACATTG TCCCACACACACGAATCCTA 208
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Ad05A21775 Aradu.A05 21775 p2 (AG)6 12 104220328 104220339 GTACCGATGAGGTGGAGGAA CTGCTTCTTACGACCCTTGC 211

Ad05A21777 Aradu.A05 21777 c (GAG)8a(AGG)8 49 104222924 104222972 TATTTTGGGCATGTGGTCCT CCATCATCACTGCTGCTTCA 207

Ad05A21779 Aradu.A05 21779 p2 (TA)10 20 104227995 104228014 TTTGGTTTTCGTTGTTAATTAGTTTG TTCCCTTAATATTTGCACCACA 268

Ad05A21781 Aradu.A05 21781 p2 (CT)6 12 104228827 104228838 TCCCATCGTTCCTCTTTTTG CGACGGAGGAGTGGAAACTA 137

Ad05A21788 Aradu.A05 21788 c (CTT)6t(TTC)5 34 104248720 104248753 TTCTCCACATATAAGTCCATACAAGTT AAAAGAAGGAGGAAGCGGAG 257

Ad05A21789 Aradu.A05 21789 p2 (TA)6 12 104250188 104250199 AGGAACACATGTGAAGGTTGG AAACCTTTGTTGGATTAGCGTT 234

Ad05A21791 Aradu.A05 21791 p2 (AT)7 14 104263671 104263684 TCGAGTTTGGACAACTGACG GCCACTTGGGCAGTAAATGT 180

Ad05A21792 Aradu.A05 21792 p2 (AT)6 12 104263786 104263797 GTCGAAGCTTGCCTCTTGTC GATGGTTTCCCCGTCAACTA 247

Ad05A21793 Aradu.A05 21793 p2 (AT)6 12 104264898 104264909 AAGATGCTCGTCAAGAACGAA ACCTTGCATCATCATGGCTT 256

Ad05A21796 Aradu.A05 21796 p3 (CCG)5 15 104278037 104278051 ATCTACGTTCACGCCTCACC TGCAAGAGTGCTTCATGGTC 249

Ad05A21798 Aradu.A05 21798 p3 (GAG)6 18 104285580 104285597 AGGTGGAAGCACAAACCTTG GTTGCTTCATAGCTGCTTGC 273

Ad05A21799 Aradu.A05 21799 c (A)10ccttattcggagattcgtacttcattaatgggagtcatcggtttttgtcaagttagttatg(T)1182 104290053 104290134 TGTCAATATGAATGGGTCAAGC AGAACAGTTTGATGATCGGTTT 238

Ad05A21802 Aradu.A05 21802 p2 (GA)6 12 104305957 104305968 GGTATTCATTGGATGCGAGG GATTCCTCATCCTCGTCGAA 261

Ad05A21804 Aradu.A05 21804 p2 (TA)6 12 104309932 104309943 GAAGAACGAAACAGGAAGCG ATGGCTGAGGTGGAAGAGAA 265

Ad05A21805 Aradu.A05 21805 c (AT)7ttccttc(A)12 33 104310364 104310396 TCCGAGTTCTTCTCCCAAAA TTGGAGGTTTTGAAAGTGGC 270

Ad05A21808 Aradu.A05 21808 c (T)10ccatgccattcttctttctcttttgcctttgatgctttttcacctcaccgactagcctatttttttttcttg(T)1092 104323058 104323149 TGTTGTTTTTCTTGCGGTGA CAGATGAAACTGCCACGAGA 224

Ad05A21811 Aradu.A05 21811 p3 (TAT)8 24 104327780 104327803 AAATGACGCTCTTTTTCACTCT TTTTTGTTTAAACGGACAAGTAAA 251

Ad05A21812 Aradu.A05 21812 c (A)10tgtacacacacgcaattaatctctaatctattaagttggaaaacacctaataagaaac(A)1179 104328028 104328106 CTCAAGTCAGCAACGACGAA ATTCATTAATCGCTGTGTGTGT 225

Ad05A21814 Aradu.A05 21814 p3 (CCT)5 15 104342376 104342390 CAAACCCGTCCCTGATCTAA TAGGCAAAGCAGCTGTGAGA 247

Ad05A21826 Aradu.A05 21826 p3 (TTG)13 39 104382121 104382159 CGTTTGATTCATGTAGCCGA CCTTGTAGTGACAGCAACTGAAA 266

Ad05A21830 Aradu.A05 21830 p3 (ATA)10 30 104393515 104393544 TTGTTTTATTCTTTTGTCCAAATTATC ACTGAAGGATCTCTTGCCCC 261

Ad05A21835 Aradu.A05 21835 p2 (TC)8 16 104406116 104406131 TCGAACTCACCATCCAACAA GGAATGAGTTGCCCTTCAAA 123

Ad05A21838 Aradu.A05 21838 p3 (TAT)7 21 104411113 104411133 GTCCCTTCAGGTTTTCATGC TTTTCCCTCGTGCAGTATCC 253

Ad05A21840 Aradu.A05 21840 p2 (TA)6 12 104413452 104413463 GAGATTGGGGTTTGCTTCAA GAGAGGAGGAGGAGGCTGAT 141

Ad05A21842 Aradu.A05 21842 p2 (TA)7 14 104414555 104414568 GAGAGGGGAGGAGAGAGGAA ACTTCTCCCCCATTTTCACC 269

Ad05A21844 Aradu.A05 21844 c (AAG)5aggaggaggaggaagaagaacgtgcagc(AAG)558 104416592 104416649 AAGAAAAAGAAGGCAAGAAACG ACTGCACGTTTTCACTGCAC 217

Ad05A21848 Aradu.A05 21848 p2 (AG)7 14 104434604 104434617 GTGAGACCCTCAACCGTGAT GTGTTGTGTGCTTTTGCCAC 236

Ad05A21851 Aradu.A05 21851 p3 (TAT)6 18 104445642 104445659 AGTTGCTGCCCCTAGCATT TTTGCCCTTCAACCAAGACT 280

Ad05A21863 Aradu.A05 21863 p2 (AT)7 14 104468790 104468803 CACGCTTCCTCTTTTTGGAA TCTTCCCAAATGGAGACTGAA 277

Ad05A21865 Aradu.A05 21865 c (TTGTTA)6ttgctattgttatt(GTTATG)792 104478369 104478460 GACTGTGCAAGGCAAATCAA TTTGCAATCCCTAGTTCATCA 277

Ad05A21867 Aradu.A05 21867 p2 (TA)8 16 104481732 104481747 TCATTTTAACAGTCACGAATAACAAA AATTTTGGTGATGGTCATGGA 254

Ad05A21870 Aradu.A05 21870 c (T)10cttttgaaaataatgtcatgatttgtttaaatctcagatttgtcattattatcaaactattcacatacatcattcaactattagtgttacag(A)10112 104483343 104483454 TGCAGTGTTTTGGGAGTATCA TGATTACAGAAAGAAGAAATAGCCT 278

Ad05A21879 Aradu.A05 21879 p3 (TTA)5 15 104494720 104494734 TGGCTGTTCACAGTTTTTGC CTAGAGGCATTTTGCCAACC 186

Ad05A21883 Aradu.A05 21883 p2 (TA)6 12 104517056 104517067 CCCCTTAGCCCTTTTGACTT TCTCTTTAGGGCCCTTGGAT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21884 Aradu.A05 21884 p2 (AG)6 12 104518214 104518225 CTCTGTCAGCTTGGCACAGT GAATTTTTGAGGGACAGGCA 278

Ad05A21885 Aradu.A05 21885 c (A)10tttatttgagtagaaataaaattgccaaaagctttccttgtaaaaaatcacaatactaatatggataaaatta(T)1093 104523942 104524034 GAAAAATGTAAGACTTGCAAATGG CGAGATAAATTCTTAAAAAGACGAAA 269

Ad05A21887 Aradu.A05 21887 p3 (GGA)5 15 104532554 104532568 TGATAGCCACTATTGCAGCG TCCTTCGACTTCCACGTCTC 245

Ad05A21890 Aradu.A05 21890 p2 (TG)10 20 104543181 104543200 CGTTTGGTTTGAGAATTGGG GCTCATCTGGGAAGGTTTCA 277

Ad05A21895 Aradu.A05 21895 c* (TTA)8(ATTA)6* 44 104563967 104564010 TTTATGGCAATTAGTAGAACAAAAAG CATACATTCATGGTGACAAATTGA 280

Ad05A21898 Aradu.A05 21898 p2 (TA)6 12 104570237 104570248 CGTTTGACAGCCCTACTTCC CAATTCGCTATTACTCCTTCTCTC 276

Ad05A21902 Aradu.A05 21902 p3 (GAA)7 21 104584402 104584422 GGCCCTGGACAAAACCTAGT AAATCTTGCACTGTTTGGGC 260

Ad05A21904 Aradu.A05 21904 p3 (GCG)5 15 104585159 104585173 GAGGCGTTGGAGAATACAGC GAGCACATTGCTCTTCCCTC 148

Ad05A21906 Aradu.A05 21906 p2 (TG)6 12 104588411 104588422 CAAATATTGGAAAGCCCTGG TGATTTGTCGAGGCTTATTGG 241

Ad05A21907 Aradu.A05 21907 p2 (TA)6 12 104599281 104599292 GACTAGCCGGCCTAAACTCC AACCGCTCGATGACAGTTCT 275

Ad05A21908 Aradu.A05 21908 p2 (AG)6 12 104600940 104600951 AAACGGACCTGAAACGCTAA AGTTATGGCTCCCGAAAGGT 189

Ad05A21912 Aradu.A05 21912 p2 (TG)7 14 104605919 104605932 GATCCATGTAGCCAACACCA GAAGTTCAAAGCCAAAGGCA 253

Ad05A21913 Aradu.A05 21913 p3 (GAA)5 15 104609926 104609940 CGAACCGATAAGAGCCTGAG GAAGAGTGCCTCCAATTTCG 211

Ad05A21914 Aradu.A05 21914 p2 (GA)11 22 104610069 104610090 CGAAATTGGAGGCACTCTTC CCGACCTACTATCCAACCCA 206

Ad05A21915 Aradu.A05 21915 p2 (TA)6 12 104618914 104618925 TTTTTCGATCCTTTCTGGGA AGATTTGTTGCTTGGATGCC 269

Ad05A21916 Aradu.A05 21916 p3 (CAT)5 15 104620580 104620594 CAACATAATCCTCATCATCCGA TGATTCATGTGGAAGGAAAGG 102

Ad05A21917 Aradu.A05 21917 p2 (GA)7 14 104638966 104638979 GGGTGCCTGCAGTAGTGATT CGCTGCTTAGGGCTTCTTCT 280

Ad05A21919 Aradu.A05 21919 p3 (TCG)5 15 104640648 104640662 TGTGATTTGTTTTGTTACGTCAAT ACCGAAATTGTTGGGTTGTC 278

Ad05A21920 Aradu.A05 21920 p2 (AT)9 18 104646286 104646303 AGGCTCAAATCTCACATGCTT TGGTTTGGTTGAAAATAGGGA 238

Ad05A21924 Aradu.A05 21924 p2 (TC)7 14 104669569 104669582 CCGTCCTCCCTCTTCTTCTT AACAAATTTTTGGCGTTTCG 271

Ad05A21925 Aradu.A05 21925 c (AG)6tctcttctttc(T)1336 104674776 104674811 GAAGATACACACGCACGCAC ACCATACCTCTCCATGCGAC 245

Ad05A21926 Aradu.A05 21926 p3 (AAT)5 15 104676029 104676043 ACGTTCCTTTTGTCCATGCT GGGTGCTCCTCTTGTTGAAG 182

Ad05A21927 Aradu.A05 21927 p2 (AG)6 12 104677956 104677967 TCGATAACAAATGATAATCGAGGA CAAAAATAAGGCCAGATGCC 240

Ad05A21932 Aradu.A05 21932 c (A)10caaatgaagaataaaattgagttaagatt(A)1150 104685212 104685261 GTGGTTCCATGGTTCCAAAG AAGAAGTGCATAACGCACCC 183

Ad05A21933 Aradu.A05 21933 p2 (TA)8 16 104698229 104698244 ATCCGATCTGATCTGCGTTC CATTGTAACGAGATACCTGAAAAA 255

Ad05A21934 Aradu.A05 21934 p3 (ATT)15 45 104699060 104699104 TTCATTTTTCTTCACTCAAAGTTTTT GAAAATTAAAGCACAACTATACTGCAT 159

Ad05A21935 Aradu.A05 21935 p5 (TAATA)8 40 104701198 104701237 GAGGAAAATTTTTGGACGTCAT GGCAAGCATAGAGGGTAAGC 266

Ad05A21937 Aradu.A05 21937 p3 (ATA)5 15 104711140 104711154 TCCCTATTGTGGTCCCACTT TCACAATGCTTGTCGTCAACT 247

Ad05A21938 Aradu.A05 21938 p3 (CAC)7 21 104722300 104722320 CCCCTGTTTGTTGAATTGCT TACTCATCCGAATCAAGGGC 233

Ad05A21947 Aradu.A05 21947 p3 (TTG)9 27 104764379 104764405 CGAACAACTGTGGTGTCAGG TCAGAAAAACATGGCACACC 176

Ad05A21949 Aradu.A05 21949 c (TAT)5ttg(A)10 28 104784260 104784287 AAACCAGCAAGAATCGGAAA TTATTGTCTTCCACACGCCA 132

Ad05A21951 Aradu.A05 21951 p3 (TCT)5 15 104790083 104790097 AATGACGGGCTAAGTTGGTG AGAAAGTCCTGGGAAAGGGA 251

Ad05A21955 Aradu.A05 21955 p2 (TA)6 12 104799517 104799528 TTATGGGACTTCGGGTGGTA GAAGTGCACAAGAATGGAGGA 254

Ad05A21958 Aradu.A05 21958 p3 (ACA)5 15 104805261 104805275 CAGGCAAAACGCATAATCAA CGACCCCACCTAGTAGGACA 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A21972 Aradu.A05 21972 p3 (TTA)6 18 104845065 104845082 CCACGCATTCCTGTCTTTTT TTGACCTTTCGGATCTAGCG 256

Ad05A21977 Aradu.A05 21977 p3 (TTC)5 15 104864411 104864425 TTCGAAAATATCTTCTCTCTTGCTC TGCTCTGATCTTCATTCCCA 216

Ad05A21978 Aradu.A05 21978 p3 (ATA)5 15 104872907 104872921 GCAGAAAAAGGGGCCTACTC AACCAGAAGTCCTTGAGGCA 107

Ad05A21979 Aradu.A05 21979 p3 (TAC)6 18 104879320 104879337 TCAGGAGGGGTATCAGGATG TGGAGTCAAAAGGTGGGAAG 278

Ad05A21980 Aradu.A05 21980 p3 (TTA)5 15 104884951 104884965 CAAACTTGCACTATCCGCAA TTTTCTATGCATCCGAATAATGT 244

Ad05A21981 Aradu.A05 21981 p2 (TA)7 14 104886259 104886272 CAGAGTCTCGTGTTGATAACGTG CGAAATTTTAACTTTTGTACGCC 278

Ad05A21982 Aradu.A05 21982 c (T)10ctcttctgttgtaggaggaggaggatgagtgaatttat(A)1058 104887761 104887818 CCTGTTTGCAGAATATGAGGG TCCCCTAATAAATTCGACCG 280

Ad05A21983 Aradu.A05 21983 p2 (AT)12 24 104901438 104901461 TCCAAATATAAAAGGCGGCA TCCTTCTCGGTGACTCTTCC 220

Ad05A21986 Aradu.A05 21986 p4 (TTTC)5 20 104915871 104915890 TTTGCAACATTTTTCCCTCC AATCCCTTTAACCCTAGCCG 109

Ad05A21987 Aradu.A05 21987 p2 (TA)8 16 104917264 104917279 AAACCATACCAAACATAACGTACAA GGGTTGCTACAATAATTATCCGC 240

Ad05A21991 Aradu.A05 21991 p2 (TA)7 14 104938723 104938736 TGACCTCCCCATTACTGAGC ATTCCCCGAATTTGTTCCTC 126

Ad05A21992 Aradu.A05 21992 p2 (CT)8 16 104947134 104947149 CTCCACCACTAAGAGCTCCG TGAGGGAGAATGAAACTGGG 239

Ad05A21998 Aradu.A05 21998 c (T)10aaatccatatctaaaatctggtttttttaattcaaatctaaaatctgg(T)1270 104961576 104961645 CCAGAACTGGATTGAAGAGAGAA TCTGGTTTTAAAGCTGGATTTT 241

Ad05A22000 Aradu.A05 22000 c (T)12atcttttaaatcaccgacaagctcaatcattattagagtctaattattaattagacattttgaggg(A)1088 104971666 104971753 ATTGGGGAGGATAGCCAAAG TCTCTTTTAGAAAATAGCGGTTACG 277

Ad05A22006 Aradu.A05 22006 p3 (ATC)5 15 104982693 104982707 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 263

Ad05A22008 Aradu.A05 22008 p2 (AT)6 12 104989115 104989126 CCCAATTTTCATCCGATTTTT CCGCATGAGCTGGATTAGTA 275

Ad05A22010 Aradu.A05 22010 p3 (TGA)14 42 104992447 104992488 CAACCGTCATCGTGAGAAGA TTACTGGCCTTCTCTGGAGC 224

Ad05A22011 Aradu.A05 22011 p2 (AT)7 14 104992882 104992895 AATTGATACGATAAAATTTGCCAT TCACGCTCTTCAAGTGGAAA 280

Ad05A22012 Aradu.A05 22012 p2 (AT)6 12 105000281 105000292 CGTTGGCAAGGACTATGGTT GGTCGGACGATTATGGAAAA 258

Ad05A22013 Aradu.A05 22013 c (A)11tatatacatgttattttagagagaatagagtagtatttacc(A)1062 105005874 105005935 TGAATCCAAATCAATTTCTCATTTT AACGATATGTGGTTGGTAAAAACA 236

Ad05A22015 Aradu.A05 22015 p3 (TAA)6 18 105006879 105006896 TTGCCAATTCATCACTTCCA ACAACATTTCTGCCCTTTGG 271

Ad05A22019 Aradu.A05 22019 p3 (TGT)15 45 105018095 105018139 CTCATGGTCGTGTTACTGCG AAAAATCAAGGCACAAAACG 211

Ad05A22021 Aradu.A05 22021 c (TTA)5tcaagtctgacttttgttgatataaataattatcagtatttcttgatgagcttaaaattacta(AT)690 105021617 105021706 GTCAATTTCAAATCGCGAAG TGGGTGTCGCATTTATGTGT 275

Ad05A22024 Aradu.A05 22024 p3 (TAA)7 21 105040957 105040977 CGTTCTTCAAATATTGCTTGTG CGTTTGCCAATCTTCAACAA 181

Ad05A22025 Aradu.A05 22025 p3 (GTC)5 15 105045631 105045645 ACTCACTCGCGTACAGCTCC TTGTGCTGTCAGAGGTTTCG 279

Ad05A22026 Aradu.A05 22026 p3 (TTA)7 21 105046133 105046153 TCATGGAAGGTTGGGATTTC CCTTCCCCAGTTCTCCTTTC 237

Ad05A22030 Aradu.A05 22030 p3 (TAA)8 24 105059598 105059621 TGATGCTCGCAAAAGAAAAA ATAAGTGGCAATGGCTTCGT 212

Ad05A22033 Aradu.A05 22033 c (T)10aatatataaaattgtatttacttgatgatttaatattttttgaaaatacgg(A)1071 105069001 105069071 CGCTTAAAATAATTCGATTTTGTG TGGCATTCAAAATGTCCAAA 221

Ad05A22038 Aradu.A05 22038 c (T)10cgaaaataag(A)1030 105075501 105075530 TCGAAAATTTAACCAAGAACAAAA TGGATGACCCAATGCACTTA 279

Ad05A22039 Aradu.A05 22039 p3 (ATA)5 15 105082684 105082698 CCCTTCTAATTCTTATTCATTATCCAA GAATGATGAGCACGGGAGTT 267

Ad05A22043 Aradu.A05 22043 p2 (AT)6 12 105103869 105103880 GTCGGGCAAAAAGGGTAAAC AGCTAGGGCACTGTTAAGGC 201

Ad05A22044 Aradu.A05 22044 p2 (AG)8 16 105110317 105110332 GAGGTGAGCAGTGACGAACA CGGTTCATCTCATCTTGTTGC 148

Ad05A22047 Aradu.A05 22047 p3 (ATT)6 18 105122019 105122036 CAAACTAAATGAAAATTGGTGAGAA TCTTTTTCCTAACAACAACAACAA 272

Ad05A22049 Aradu.A05 22049 p2 (AT)8 16 105128512 105128527 CACCTCACATGTGCATTGATT TGCATCAATTTGTGACCATATTC 165
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Ad05A22050 Aradu.A05 22050 p2 (TC)6 12 105133073 105133084 GAGCACCACCATCACAAGAA CACCTTCATGCAAAATCTCG 275

Ad05A22063 Aradu.A05 22063 c (TA)13tttctctaaatgtgttttaa(AT)658 105159401 105159458 CCGAGAAGGTTAACCCCATT GCGCATTCCCATGAGTTTAT 138

Ad05A22064 Aradu.A05 22064 p2 (TG)8 16 105160436 105160451 TTTCGCGTTTTTGCTTTACC GCTCCCGTTGTAACACCCTA 169

Ad05A22067 Aradu.A05 22067 p2 (TA)6 12 105176942 105176953 TTGTTTTCTTTCGCCATCATT CGCCGCTCTGATAACAAGAA 199

Ad05A22068 Aradu.A05 22068 p3 (ATT)19 57 105181801 105181857 TTTGTTGCATGGAGGACAGA ACTCAAATGGCAAATGTCCG 203

Ad05A22072 Aradu.A05 22072 p3 (TAA)14 42 105191850 105191891 GGTTCTGCGTTTGAGAGGAC CGGTGAAACTATAGGGCCTG 132

Ad05A22073 Aradu.A05 22073 p3 (AAG)5 15 105193787 105193801 AGCGAGTGCCGATTAACAGT GCTTGACATCATTGACGGTG 183

Ad05A22075 Aradu.A05 22075 p2 (AG)22 44 105205325 105205368 CGGAGATTGCACACATCACT TGTCACGTACCAAACCAAGAA 243

Ad05A22081 Aradu.A05 22081 p3 (CTT)5 15 105225462 105225476 ATGAGTTGTCGTCGGGAAAG CAAAAACAAACGCAGAAGCA 227

Ad05A22083 Aradu.A05 22083 p3 (TAA)14 42 105230454 105230495 CCAGCTGTTGCTCATTCACT GGGGTGAAAACGGTTTGTAAT 277

Ad05A22085 Aradu.A05 22085 p2 (AC)8 16 105236902 105236917 CCAAGTTTCATAAAGCCGGA GACGCACTGTTTTCATTGGA 124

Ad05A22090 Aradu.A05 22090 p5 (ATTTT)5 25 105247132 105247156 TTCTTTTCTTTTGACGCTGGA ATTTCAAGAGGCCAGGGTTT 118

Ad05A22094 Aradu.A05 22094 p2 (CT)12 24 105256520 105256543 CCTTTGCGTTCCTCTCACTC ACCTCACTTCCTCGTGCAGT 275

Ad05A22095 Aradu.A05 22095 p2 (TG)7 14 105256652 105256665 CCTTTGCGTTCCTCTCACTC ACCTCACTTCCTCGTGCAGT 275

Ad05A22097 Aradu.A05 22097 p3 (TCT)5 15 105259119 105259133 CACAATTTCACTGCACCGTC ACACCCAAAGGGACACCTTA 272

Ad05A22099 Aradu.A05 22099 c (A)10cgaagcaagaataccagtaataaatgcaagtaaaacaactaatgaaaagacaaagagaataacgaagaaatacatg(GAGGAA)7128 105259816 105259943 TGGGTGTATTTCTGAAGTTCCA TCACCGTGGATTATGAACGA 225

Ad05A22101 Aradu.A05 22101 p3 (TGA)5 15 105262110 105262124 TTTGGCCAGGGAATTTGTTA ATCATATTTTCGGCGCAATC 260

Ad05A22103 Aradu.A05 22103 c (T)11gagaaaaaagtattacataattg(T)1044 105273537 105273580 CACGTCATATTAGGGAGCATCA CAACAAAAGTACCCCATTCCA 244

Ad05A22106 Aradu.A05 22106 p3 (GAA)5 15 105284449 105284463 GCAGAACTAGAGGCACCCTG CCTTCGGTGTCTGGTTTTGT 174

Ad05A22110 Aradu.A05 22110 p2 (AT)7 14 105297172 105297185 CCTTGTTTCAATAGTAAAATGCAA CGTAGTAACACAATTATTTGTAGGGAA 240

Ad05A22111 Aradu.A05 22111 p3 (ATG)15 45 105299666 105299710 GGTGCATTTCTTTGTGTATGC GACACTTACCATCGTCGTCGT 113

Ad05A22112 Aradu.A05 22112 p3 (ATT)16 48 105309997 105310044 CCAAGTAGGACGATCCATGC AAGGTCAATTAACCAAAACCAAA 144

Ad05A22119 Aradu.A05 22119 p2 (AT)7 14 105322506 105322519 GCATAGACGGTTGAGGAAGAA AAAAGGGATGCAAAAATTCA 277

Ad05A22121 Aradu.A05 22121 p2 (CA)8 16 105331184 105331199 AGATGTGACCAATGGAGCAT CATAGGCATAGCGCTGGAAT 239

Ad05A22123 Aradu.A05 22123 c (T)14gctataggaatcttt(A)1645 105332661 105332705 AAACGAATGTTCCGGTCAAA ACGAGAGCAAGTTCTAGCCG 238

Ad05A22126 Aradu.A05 22126 p2 (AT)9 18 105340574 105340591 CCGGAGCTACAGGAGCATAG GCGAACACGAACCAAAACTT 231

Ad05A22127 Aradu.A05 22127 p2 (AT)9 18 105347287 105347304 TTGCTTGTTGTCAGAAGCTAATAA AACTCCCACTCATCACCTGC 268

Ad05A22128 Aradu.A05 22128 c (A)10ttgaataaatttttattttttttagatgtgtttggataaaaaaaaat(A)1067 105347595 105347661 AAGGTTATGTTTGGTTGGACAG AAAACGGGTGAGATTTACTAATTTTT 253

Ad05A22129 Aradu.A05 22129 p3 (AAC)7 21 105348433 105348453 CCATTCCTTCCACCATCAAC TGGTCGACAAATTGAACACG 270

Ad05A22130 Aradu.A05 22130 p2 (AG)6 12 105350220 105350231 TGATCAATGGATAATCTTTCCG CGCTCAAAACTCGTCAAGAA 235

Ad05A22131 Aradu.A05 22131 p3 (GGT)5 15 105351453 105351467 AATCACAGAAGCTTGCGTCC AAGCGTCGGAGATGCTCTTA 191

Ad05A22134 Aradu.A05 22134 c (A)11tataccatcagtagctcgccgccaacgtatttttctgttttatttagtgac(A)1072 105362973 105363044 AATGGTCAGCTCACTCGTCC AAAGGGGATATTTTTGTCTTCAA 178

Ad05A22137 Aradu.A05 22137 p4 (AAAT)5 20 105373623 105373642 GCTTTCCCTCATGATAGCCA GTGGTCATCTTTGCCTCCAC 275

Ad05A22139 Aradu.A05 22139 p2 (TG)8 16 105376707 105376722 CCTCGCCTTGTCATTGAGAT GCTCGAGTGCAACTTTAGGG 178
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Ad05A22140 Aradu.A05 22140 c (TTC)6aatttcatagtagcaacaagaacaacatcatcagaattaacaaaaatcacagtgttaagaaaactaacaattacaaaaaaatcac(A)10113 105377003 105377115 AAAAACTAATCCCCAATATGACG TTGCTATTTAGGTTGATTGATGC 261

Ad05A22144 Aradu.A05 22144 c (TAT)5cattatgcattaggttacgtgtgtgtatatatatatcatagagaaacccaaggcggtttagacataataataaagaaagtcaaggcattc(AT)6117 105382505 105382621 AAATCATAGAAAACAAAAGGTGGTT AAAAATCGAAGCCGGAAGTT 254

Ad05A22145 Aradu.A05 22145 p3 (ATC)5 15 105392520 105392534 CTTGCTAGAACAACAACGTCACT CCTCTCCGTGTTCTGTGCTT 276

Ad05A22146 Aradu.A05 22146 p3 (AAT)6 18 105392677 105392694 CTTGCTAGAACAACAACGTCACT CCTCTCCGTGTTCTGTGCTT 276

Ad05A22147 Aradu.A05 22147 p3 (CAA)5 15 105393944 105393958 TCGCATAATAAATAGGCCCTT TGGTGAATGATCAATACAATAGAGTT 279

Ad05A22148 Aradu.A05 22148 p3 (TAT)9 27 105397243 105397269 TTTTTGGGTAGAGGTGCAAA AGGGTAGATCGGTTTAATAACATTT 277

Ad05A22150 Aradu.A05 22150 p2 (AG)7 14 105400860 105400873 TGAAAATGATCATGCTTGTTGG TCACCTTCAGCGTTCAAAGA 244

Ad05A22155 Aradu.A05 22155 c (TC)6agc(CAG)5 30 105411145 105411174 CGGAGCCTTCTCCCTCTATC TGTCTTTCACTGCTGATGGC 159

Ad05A22158 Aradu.A05 22158 p3 (CAC)5 15 105414736 105414750 TCCTTTTGACTTTTTCGGACA TGCAGGGACTTCTCTGGTTT 237

Ad05A22160 Aradu.A05 22160 p3 (AAT)5 15 105419431 105419445 TTGAGTCTCTAATAATTTTGCTGTCAA TCCTATCCGTCCATAGTTTTCG 259

Ad05A22169 Aradu.A05 22169 c (TTA)5(T)11 26 105448781 105448806 GTTGTACTGGGCAAGCCAAT TGGGCATGAGCTCTTTCTTT 168

Ad05A22171 Aradu.A05 22171 p2 (AT)8 16 105452168 105452183 TTCTCTTTTTCCACCATGCC TGAGACACATTTTGGGGTTG 174

Ad05A22173 Aradu.A05 22173 p3 (TCC)7 21 105455942 105455962 AAACAGAGCTCCCAACCCTT GGAACGCGAAGAAAAAGGTA 191

Ad05A22174 Aradu.A05 22174 c (GAT)5aatgatgatgatgaaa(AAG)546 105456574 105456619 CATCTTCCAAGTAATTTTGCAGC TTCCTCATCCTCATCTTCAGC 212

Ad05A22175 Aradu.A05 22175 p3 (AGA)5 15 105457070 105457084 GAAGGAGGAGGAGGAGCTGT CACTCATATGCGCACGTTCT 118

Ad05A22178 Aradu.A05 22178 p2 (TA)6 12 105459796 105459807 TCAGGCTTTCAGCAATGGTT ATGCAGCATGTGTGTAAGGG 219

Ad05A22179 Aradu.A05 22179 p3 (TTA)6 18 105460008 105460025 GCATGACGTTCCTTTCACCT AAAACCCGGAAGCTGAGTCT 244

Ad05A22188 Aradu.A05 22188 c (AT)13(GT)9 44 105475287 105475330 GCACACAAGTGGCAAAAATG TCGGTATCATCATGTCGTTGA 277

Ad05A22191 Aradu.A05 22191 p3 (TAG)5 15 105476167 105476181 AAACACCAAGGTCAAGTGGG ATCAAGTAAAATGGCGTGGC 170

Ad05A22192 Aradu.A05 22192 p4 (ATTA)5 20 105477125 105477144 CTCTCACTTTTCCAAAGAGATCC CACCTCTCTCTTTCACTCTGCC 179

Ad05A22193 Aradu.A05 22193 p3 (AAG)6 18 105479457 105479474 CGAGAGAGTGGTGGAAGGAG CGAGTTCTCCATAAGTCGCC 238

Ad05A22196 Aradu.A05 22196 p3 (TGC)5 15 105484509 105484523 GATGGAGGAGAATGAGGAAGG TCACAAATTTGGGTTGTTTTGA 193

Ad05A22199 Aradu.A05 22199 c (A)17gaaagtgattccaaatatgatattatttattatctgctggtaattcccgcctcgtaaacc(A)1693 105503279 105503371 TGCATGCTTCACTAATGCAAA TCCTCATCATCTTCTGCTGC 280

Ad05A22200 Aradu.A05 22200 c (TTC)5cttttccccttcctcttcg(TCT)8tttcttcttcctcttcgtcttcgtcttcgtcttcgtcttcttcttcttcctcttcctcttcctcttcctcttcttcg(T)10145 105505865 105506009 TTGAGAAGATAAAACAAGAAGGAAAA TTTTGTGCTTTTACAAAATTTAGGTG 221

Ad05A22201 Aradu.A05 22201 c (A)10cgagaaaacagagagaaaagacgtaaat(GAA)5gatgaaaacgaggaagaagaacgtgcagaaacgaaagaaaaggagaagagtaagaggaagaagaatgtgcagc(AAG)7147 105506449 105506595 CCTCCTCATCTTCTGCTGCT TTGTTTCTTGCCTTCTCTTTTTC 227

Ad05A22204 Aradu.A05 22204 p3 (CGG)5 15 105521878 105521892 CTTCAACCAGTAGCCCCAGA CACATGAACGAGGCAGTGAA 277

Ad05A22205 Aradu.A05 22205 p3 (CTT)5 15 105522011 105522025 CTTCAACCAGTAGCCCCAGA CACATGAACGAGGCAGTGAA 277

Ad05A22206 Aradu.A05 22206 p2 (AT)7 14 105522160 105522173 TTGAACGCTTTCCCTAAACA TCCCTTCTTCCTCTTCAGTTCA 277

Ad05A22207 Aradu.A05 22207 p3 (GTT)9 27 105522491 105522517 TTTCCTCCTTTGCCTCTCAA CCACCAACACAAAATCTCCC 241

Ad05A22208 Aradu.A05 22208 p3 (CCT)5 15 105523393 105523407 TTCACGCACGTGAGTTCTTC TTGTTCTGGTTCAATTGGCA 199

Ad05A22209 Aradu.A05 22209 p3 (GAG)5 15 105524828 105524842 CGCGAAGAAAAAGAAGGAGA CGCGTAAAATCACGTTGTTC 104

Ad05A22218 Aradu.A05 22218 c (TA)6ctacggg(TA)835 105547212 105547246 TGTTTAAAGGAGCCGAAAGG CCATGTCATGAACCCACTCA 245

Ad05A22219 Aradu.A05 22219 p2 (AT)6 12 105548031 105548042 TTACGATCTACTCGGGTCGG TCCAATTATATTAAGCAGTGCATC 274

Ad05A22220 Aradu.A05 22220 p2 (TA)6 12 105549482 105549493 TCGTTTAACGCAAGTTTGGC GCTGGAATATCAACGGCTTC 279
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Ad05A22221 Aradu.A05 22221 p2 (TA)6 12 105551464 105551475 TTTCTTTTGTTGGGTGTAGTTTTG CCATCTCTCTTAACCACCCAA 279

Ad05A22223 Aradu.A05 22223 p2 (TA)7 14 105555980 105555993 AGTGCACACTAAAATTATTCACTAAAA TTGAAGAATGATGACGACGG 236

Ad05A22227 Aradu.A05 22227 p2 (GA)9 18 105561593 105561610 CGGCCTAAGAAGGGTAGGTC CCCAATCCCTTCACTTTTTG 239

Ad05A22235 Aradu.A05 22235 p2 (AT)6 12 105579541 105579552 GGCGATGGTGTGCTAATTAAA GGGAGCACACTTTACAAACCA 215

Ad05A22240 Aradu.A05 22240 p2 (CT)10 20 105583380 105583399 TTGTTTAGAGCCGCGTTTTT ATTTGAATGAAGGCACCAGC 189

Ad05A22242 Aradu.A05 22242 p3 (ATA)15 45 105585268 105585312 AGGCCTTTCAAGGATGATGA TCATTCCATAAAAGGGAACAAAA 279

Ad05A22243 Aradu.A05 22243 p2 (TA)6 12 105588624 105588635 CCGCTCATTTGATGTGATTC GGCGAATTCTTGCGACTACA 268

Ad05A22244 Aradu.A05 22244 p3 (TGC)5 15 105589769 105589783 TGGAGAGAGAGGGGATGAGA ACCCTTCTGCTGCTGCTCTA 134

Ad05A22249 Aradu.A05 22249 p2 (AT)10 20 105607514 105607533 CAAAAAGCCTCTATGAGGTTCAA AACCCGGTTCTCATTCCATA 185

Ad05A22256 Aradu.A05 22256 c (A)11ttcaaatgaacagatttagaagatggaattct(A)12c(A)1167 105626465 105626531 GCCAACTTAGCCAAACCAAG TCTTTTAAGCGTTACAAAAGCC 205

Ad05A22260 Aradu.A05 22260 p3 (ATT)23 69 105628378 105628446 TGAGTTAACCACTTAACCAATCTAAG TGTGGATATGGATCGGTACAA 225

Ad05A22262 Aradu.A05 22262 p2 (TA)6 12 105632525 105632536 ATGCTGAGTCCAAGTTGCCT TGCCTTTACCGATTGGATTC 249

Ad05A22263 Aradu.A05 22263 p2 (TC)10 20 105634265 105634284 TTTGTGAGAGGGGATGAAGG TGTTTGTATGGAAGTGGTGCTT 179

Ad05A22267 Aradu.A05 22267 p3 (GGT)5 15 105639785 105639799 GGGCACTCGTTGAATTTGAT ACCGTCCCCAACGTAATTTT 210

Ad05A22270 Aradu.A05 22270 p3 (ATT)13 39 105642065 105642103 AGTGCACGGCAAAAAGTTCT TTTGTCCGTCTCTCATTTGATTT 221

Ad05A22275 Aradu.A05 22275 p5 (TATTT)5 25 105649793 105649817 CCCATCTCAATTGTAAAGGCA GGTTAAAGTGGTGGAATGGC 215

Ad05A22276 Aradu.A05 22276 p4 (ATAA)5 20 105673391 105673410 GGTGGTAACTTGGGGATGAA GGATCCTAACCTCCCACCAT 255

Ad05A22277 Aradu.A05 22277 p2 (AT)10 20 105674808 105674827 CTTCGCAGGCTGAGTTAGGA ATAAAAGCGCAATGCTCAGG 144

Ad05A22278 Aradu.A05 22278 p2 (CT)7 14 105677278 105677291 AGAGTGGGACGACACCATGT GTACCGTTCTCCCAGGGACT 277

Ad05A22279 Aradu.A05 22279 p4 (AATA)5 20 105684994 105685013 ACATTATCCCTGGGGGCTAC CTCGACGTGGCATGAAACTA 209

Ad05A22282 Aradu.A05 22282 p3 (TTA)13 39 105698337 105698375 AGAGGTATCGCCAATGTCGT TCCTGGTACAAGCTCTGCAA 236

Ad05A22286 Aradu.A05 22286 c (GAA)5aagtgaaaaggggaaaaggaaaataaaaacgtagtaagaaactgtgtgctttggctggctggctcattgttgttgaattccatttccattctgtcac(CT)16144 105703457 105703600 AAAATTCGAACTTCCGATACTGA AAACTAATAAAACGCACTCTCGC 275

Ad05A22288 Aradu.A05 22288 p2 (AT)6 12 105706343 105706354 ACAACTTGGCTTCTGACCCA CGGTGTTCACACCTTGTTTG 278

Ad05A22293 Aradu.A05 22293 p3 (AAT)19 57 105709878 105709934 CTTTGTTCCAAAAGAAGTTCCA GGATTTGGGGTGGGTTTAAT 189

Ad05A22297 Aradu.A05 22297 p3 (GGT)7 21 105717023 105717043 TGAATGGCTCCTCTTGCTTT AACAACAGCCATAAGCCACC 226

Ad05A22298 Aradu.A05 22298 p3 (AAT)7 21 105725177 105725197 GCCATCAGCTCTTAGATAGGG TGTTTTGATTATGGTTGTTATAATTCA 234

Ad05A22301 Aradu.A05 22301 p2 (TG)6 12 105729128 105729139 TTGCAGAGGTCATGTTCAGC AGAGGTCAATCAGTCACGCA 243

Ad05A22302 Aradu.A05 22302 p2 (TA)7 14 105730239 105730252 GGGTAGAATATAACGACCCACAA CTGGGTTGGTGAGGCTAAAA 201

Ad05A22303 Aradu.A05 22303 p2 (TA)7 14 105730589 105730602 ACATTGGGGTGCTTTCATTC ACCCCAATTGAATCTTTGGC 244

Ad05A22304 Aradu.A05 22304 p2 (TA)7 14 105731473 105731486 CTCCACCCCTTTCAGCTACA TTGAGTCTTCGCGAGTACGA 217

Ad05A22309 Aradu.A05 22309 p3 (ATA)12 36 105737672 105737707 GAATGTCATGCTTCCGATTG TCGGACGGTAAACGTATGCT 207

Ad05A22310 Aradu.A05 22310 p2 (AG)24 48 105738114 105738161 GCTTCAAGGGTTGCCAAAGT ATGCCGCGTTTATTATTTGC 280

Ad05A22311 Aradu.A05 22311 p2 (AT)8 16 105738362 105738377 AGGGAGGGAATCAAAACAGA CGAAATTCTCTCAGAACCGC 251

Ad05A22315 Aradu.A05 22315 p2 (CT)6 12 105746405 105746416 ACAAACCCCCACAAAACAAA TCCGATCCTGTGTGAAAGAA 263
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Ad05A22317 Aradu.A05 22317 p2 (CT)6 12 105747264 105747275 TCCGAGAGAATGTGATCAACTG AATAACGCGTCAACGAAACC 237

Ad05A22319 Aradu.A05 22319 c (TCT)5ttctctgtgtc(T)1036 105751282 105751317 TACACGCGCTTTATTCATGC AAGAAAGAGAAGGCAAGAAACG 276

Ad05A22320 Aradu.A05 22320 p3 (TTC)6 18 105751439 105751456 CCTCTCCCTCTTCCTCTTCC AAAGAGTAAGAAGAACGTGTAGCAA 220

Ad05A22321 Aradu.A05 22321 p3 (GAA)5 15 105752214 105752228 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCGTT 129

Ad05A22322 Aradu.A05 22322 c (GAA)16gaggaagaggaagaggacgaagac(GAA)5gagaagaa(GAAGAG)5125 105752345 105752469 CGTGCAGAAACGAAAGAAAA TCCCACTCAAACGGTTCTTC 261

Ad05A22325 Aradu.A05 22325 p2 (CT)6 12 105754393 105754404 TCCAAACAGTCACGAACACC TTTGGACGTTGCAATTCTGA 141

Ad05A22332 Aradu.A05 22332 p3 (TTC)6 18 105771941 105771958 GATTGCGCCTCTTCTTCATC GCTATTTCGAGCATGGAAGC 239

Ad05A22334 Aradu.A05 22334 p2 (TA)9 18 105790551 105790568 TTTGGTTTGACGGATTTGTG TCCTGTTCACCTCATCATGC 271

Ad05A22335 Aradu.A05 22335 c (TG)6tctctgtttcattgttactttcatgcttaaattataaatgccattgagtatgaagatt(GAA)585 105793604 105793688 AAGGCTGTGGTTCTTGTTCG CACTCTTCCTATGGGCTTCC 212

Ad05A22336 Aradu.A05 22336 p3 (TTA)5 15 105797135 105797149 GGGAGATTCACCGGATACAA CGTTCAGGAACGCTAAATCA 277

Ad05A22338 Aradu.A05 22338 c (AT)7gaattatgatgagagtatttattgttctgtgggcccgcgggaaggggataatagaaagagagaggctttaagtttt(GA)7104 105800474 105800577 CCGCTGTGGATTTTCTTGAT GTCAGTTAAGTTACCCGCCA 228

Ad05A22339 Aradu.A05 22339 p3 (ATT)5 15 105802724 105802738 CAAAATGGATGGTCAAATTGTCT GGGTAGGGTTTGGTGGTTTT 246

Ad05A22340 Aradu.A05 22340 p3 (AGA)5 15 105803450 105803464 AAGGAGGAGGGAAAGTGGAA GCAGCAAATTCAACAGCAAA 134

Ad05A22341 Aradu.A05 22341 c (GGT)10a(GTG)6 49 105803589 105803637 AAGGAGGAGGGAAAGTGGAA TCTACCAGCACCAACACCAA 242

Ad05A22345 Aradu.A05 22345 p2 (AT)6 12 105807751 105807762 TGACTTCGTTTTTGCCTCCT TGTTTTCTTGATTCTTGCACTGA 265

Ad05A22346 Aradu.A05 22346 p4 (TTTA)5 20 105808295 105808314 CAACCATCAAAGTAGAAATAGAAGATT TTTCTTTGGCATATCGTCCAC 186

Ad05A22348 Aradu.A05 22348 p2 (AT)7 14 105810415 105810428 AGGATGCACCACCTGAAAAC CTCACGGTTCTCTTGCCAAT 203

Ad05A22349 Aradu.A05 22349 p3 (TTA)5 15 105812281 105812295 AAATTAAAAATGCTGAGAAGTTCATT GAGACCTCTTCTGCCACAGG 162

Ad05A22350 Aradu.A05 22350 p4 (ACAT)15 60 105812737 105812796 AAAGGACCCCATGATGTTAGA CATTGGTCAAGTCATTCAGCA 230

Ad05A22352 Aradu.A05 22352 p2 (GA)14 28 105817742 105817769 CATGGAATACTGCCTCACGA AAACTCTCATCGCAGCACAG 249

Ad05A22355 Aradu.A05 22355 p3 (TGT)6 18 105823063 105823080 TAGGTGTTGGCATCGTTGAG TGTGTGAGGATTGGGACAGA 144

Ad05A22358 Aradu.A05 22358 p3 (ATA)7 21 105830704 105830724 TCCCAATCCATGTTAGGAGG TCAATCGTGGCAAAACAAAA 226

Ad05A22363 Aradu.A05 22363 c (T)10c(T)10 21 105850094 105850114 GGGCATTTTGTCCCCTTTAT GGGAATTGGGTACATGCTCA 195

Ad05A22365 Aradu.A05 22365 c (A)10tttttttgatatttttaatttttttttattttttagtattttatttatttatttattactatatattttttttatta(T)10attaatgttatcaccatcgtcac(T)10130 105851686 105851815 TGCAAAGAATAAAAGTATGCAAATG TGAAAGAAATGGAGGAGGAGA 233

Ad05A22369 Aradu.A05 22369 p2 (AT)7 14 105876447 105876460 CGTATAAATGGGGCTGGGAT CAACTTTGGATGAGACTTTCCAT 237

Ad05A22372 Aradu.A05 22372 c (GA)6gcgccatggaatttggaacaagaagc(GAA)656 105883230 105883285 CGAGCTTCGGTTTGAGAGAA AAAAGTTGTTGGCAAGGAGAA 271

Ad05A22377 Aradu.A05 22377 p3 (ATA)5 15 105902268 105902282 TTCCCGTGCAGAAGGTTATT TGATTCAAATGCAAAGTAAATCTCA 228

Ad05A22379 Aradu.A05 22379 p3 (ATA)6 18 105903688 105903705 TATGTGGATCCGTTCCTTGG CGGTTTGAGGGGAACTACAA 273

Ad05A22384 Aradu.A05 22384 p2 (AC)18 36 105939624 105939659 CCTATCCTTCAAGGCTTCTCG CGGACTTGTAACACCCTACCA 162

Ad05A22385 Aradu.A05 22385 p2 (AT)9 18 105942161 105942178 GGTGCAAAGGTTTAGTGCAGA CGAGCATTCGCAAATACAAA 257

Ad05A22392 Aradu.A05 22392 p4 (TAAT)5 20 105951803 105951822 GCACATTCGAGGGTTGATTT GCAATTAGTGATGTGTTGTGTGC 199

Ad05A22394 Aradu.A05 22394 p2 (CT)8 16 105955167 105955182 ACGGTAAGAGGATGCACGAC CACCGGAGAGAGAGATCTGG 203

Ad05A22396 Aradu.A05 22396 p3 (TAA)6 18 105956962 105956979 AAGATTCGCTGCTGAGCTTC TGACTTGGTTCAAGGCTGTG 200

Ad05A22397 Aradu.A05 22397 c (AT)6gatgtataaaaaaatagtaaatgatcatattatcctaca(AT)1377 105958371 105958447 TTTTGGATGATTATTTACACGGA GGGGAATTGTGATTATTGCAT 268
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Ad05A22399 Aradu.A05 22399 p4 (AAAT)7 28 105962617 105962644 AAATATTGTCTATTTTAGGGGAAAAA TTAAAATTGATCTAATAAAAACTGCG 255

Ad05A22401 Aradu.A05 22401 p2 (TA)6 12 105967955 105967966 CGCTAGATTCAAAAGGTCAAAA CATGGCATCCCATATTAACG 262

Ad05A22403 Aradu.A05 22403 p3 (TAA)13 39 105977964 105978002 TGGCATAATAATGAGCACCA TGTGGAGTTCTTCATCACCTTC 275

Ad05A22409 Aradu.A05 22409 c (A)10cttagaccaaacaaaagaagaagaagatataagcaattcatatacatgaccaaaaac(A)1077 105990096 105990172 TTCAAGTCTTAGTCCGCCCA TTTAGTTGCTGCATTTTCTTGC 239

Ad05A22410 Aradu.A05 22410 p2 (AT)8 16 105990334 105990349 CTGCAAGAAAATGCAGCAAC TCCTTCCAGTTTGGTGTTCC 184

Ad05A22411 Aradu.A05 22411 p2 (TA)7 14 105991095 105991108 TGCCTTGTGATCAATTCTTG TTTCTGCACGATAACGCAAC 216

Ad05A22412 Aradu.A05 22412 p2 (TG)7 14 105993436 105993449 TTGTGGAGAGGAGAACGGAC CGTCCCATCCTGCTAATTTT 153

Ad05A22417 Aradu.A05 22417 p2 (TC)6 12 106004895 106004906 CGAATTAGTTATGGCATTCAACA GAAAACGTGATCGAGTGAAGAA 160

Ad05A22425 Aradu.A05 22425 c (A)10gaaagaggaaga(AGG)537 106018085 106018121 ACTTTTGGTGGGCATGATGT CAGAATCTGCTTCACCCCAT 268

Ad05A22428 Aradu.A05 22428 p2 (TA)9 18 106020913 106020930 AAATGCCTTTTTATTTCACCAA AGCTGCATGCCCAGTCTAAT 143

Ad05A22431 Aradu.A05 22431 p2 (TA)6 12 106023442 106023453 CAAATGCAGCCTACCTTTAACA TCTTTCAAGGTAATTGTGAGGGA 171

Ad05A22433 Aradu.A05 22433 p3 (TAT)6 18 106027217 106027234 GGGATTTGCTTGCCTCATAA GAACGGCATGAAACCTTGAT 214

Ad05A22442 Aradu.A05 22442 p2 (AT)7 14 106047313 106047326 GGTTGACATCCTCCCTCAGA AGAAGATGGCCAAAGTGGTG 252

Ad05A22443 Aradu.A05 22443 p3 (TAT)19 57 106048888 106048944 TGAATTTAATTTTGATGCAGGG GGCTGATCATGACTAACTAGTGGA 269

Ad05A22445 Aradu.A05 22445 p4 (ATAA)5 20 106051408 106051427 AACGTTTATTACCGGGTTTTTC TCAAACATGTGCATTCCCTC 264

Ad05A22447 Aradu.A05 22447 p2 (AG)6 12 106057602 106057613 GAAGAACAGCACCAACCCAT CTTGCCATTGATTTTGCTCC 201

Ad05A22448 Aradu.A05 22448 c (GA)8ggaaagaaaaaaattgaag(A)1045 106057733 106057777 GAAGGAGCAAAATCAATGGC AGAAGGTCACAAGGTGCCAG 188

Ad05A22453 Aradu.A05 22453 p2 (AT)6 12 106065063 106065074 TAGAGCACCATGAAATCGCA GGCAATGGAAGCTGAAAGAG 245

Ad05A22454 Aradu.A05 22454 p5 (TTTAT)6 30 106065408 106065437 TTGCATCCTTAGCTTCATGC TGTCAATTGGGTCTACACAACC 277

Ad05A22456 Aradu.A05 22456 c (T)10agaacctggaatctctacttaacc(A)1145 106067709 106067753 GGTTGGTTGCCTTAATTTTCC TCATCAATGCCCTTTAACCA 263

Ad05A22457 Aradu.A05 22457 p2 (AC)7 14 106068833 106068846 ACACAACACACGAGTTCGGA GGAAGCCATCTCAAACACCT 261

Ad05A22459 Aradu.A05 22459 p2 (AG)6 12 106071731 106071742 GAGCACCCTACGAATTTCCA TCCAAAACCACTCAATGCAA 205

Ad05A22462 Aradu.A05 22462 p2 (TG)6 12 106084965 106084976 GGGAGTTTATGGGGTTTGGT GCGTCAGGGGAGATTACAAA 268

Ad05A22466 Aradu.A05 22466 c (CAG)5(CAA)5 30 106094523 106094552 CAGCAGCAGCAAAGACTGAG CTCCATTAACGCTGCTGTCA 193

Ad05A22467 Aradu.A05 22467 p3 (ATT)6 18 106101819 106101836 CCCAGAACCCTGTTTTTGAC CCTCATTTTAGGGCACGGTA 249

Ad05A22472 Aradu.A05 22472 p2 (TA)6 12 106109589 106109600 GAACAAAAGGTTCAAGAGAATGAAA TGTTTATGCTTTGCCGTTCA 236

Ad05A22474 Aradu.A05 22474 c (T)10aaatataatacctggcaatgaatcattaatga(T)1153 106111853 106111905 ATCAATTACAACCGGCCAAC GCCCCATGTCTTTGTCACTT 247

Ad05A22475 Aradu.A05 22475 p2 (TA)8 16 106113946 106113961 CGAGTCTGAGATGTGAGAGAGG CACCTTCGGGAACATGAACT 276

Ad05A22477 Aradu.A05 22477 c (A)11gaacaataaatgttaaaaaaaagaaaataatataattaatataatgaact(A)1172 106115166 106115237 AAGTGAATCAAAGCACTAGAATAAAAA CACAATAAAAGATCATCCAGCA 193

Ad05A22479 Aradu.A05 22479 p3 (TAT)8 24 106117123 106117146 GCGCGTCTGATATCAAATTAAA TGAGCAATGTTAGGGCCAAT 238

Ad05A22480 Aradu.A05 22480 p3 (ACC)5 15 106118341 106118355 CGCTCATTTCTTCTCTTGCC AACAAGTCATGGCTGCTGTG 280

Ad05A22481 Aradu.A05 22481 p2 (CT)7 14 106118760 106118773 GGAACCACCTGTGCCTTTTA CATTCCGCGTGGAGTATTTT 222

Ad05A22482 Aradu.A05 22482 c (A)11ttccattgc(A)1434 106121180 106121213 TGAGAATATTCAGGGACGAAGC CCGCCATTTGAGTTTTCAGT 240

Ad05A22487 Aradu.A05 22487 p3 (ACT)6 18 106124497 106124514 TCTCATTTTCCCCCTCTTCC GATGCCAAATGTTGTTGTGC 109
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Ad05A22494 Aradu.A05 22494 p3 (AAT)6 18 106140829 106140846 ACGCTCGCTTTTACGACATC ACAAAACTTCACAGTGGCCC 204

Ad05A22498 Aradu.A05 22498 p2 (TA)6 12 106161224 106161235 GAAAATTTATGTCCGAGGTACGA AGCTCTTTTCTAAAAATATTGGCA 265

Ad05A22501 Aradu.A05 22501 p3 (AAC)5 15 106172237 106172251 CAAACGATACTAATCAAGCCACA TTCATGAGGTGGTCAAACGA 245

Ad05A22503 Aradu.A05 22503 c (TTA)5gtagatcaac(ATT)1055 106179880 106179934 GAGCCAAGTTAACGATTAAGGG TGAATGGAATTCCCCTGCTA 224

Ad05A22504 Aradu.A05 22504 p5 (AAAAT)6 30 106184574 106184603 TCTTTACTTGAGCGGTGCCT GCATTGCAATTGGACAGGTT 188

Ad05A22505 Aradu.A05 22505 p2 (TA)7 14 106185600 106185613 CGTTGCAGAGAGTTGTGGAA TTTTCGTCCTCGAAAATTGA 276

Ad05A22509 Aradu.A05 22509 p3 (TAT)7 21 106187060 106187080 ACGACAAAAGACAATCACACTG TGTGTACCAAATTCTTTGTCCAAT 261

Ad05A22512 Aradu.A05 22512 c (T)14gcgttatttctaacaggtcaagcaaatgttgattgcgcttctcagtgaatctgaaatgaagctagcagatgaggtgatcggg(T)10106 106191730 106191835 CAACGTCTCCACTTAAGCCC GCGTCTCGGAGAGTTTTGAC 267

Ad05A22513 Aradu.A05 22513 p2 (TA)7 14 106193243 106193256 GGGACCAATGAAGTAATTAAGCC TTTAGTCAAAATAGTCGCTGAAAA 264

Ad05A22515 Aradu.A05 22515 p3 (TCA)5 15 106198262 106198276 TCTTCAGCAACAACACCCAC TCACTCTCACGACCTCATCG 269

Ad05A22516 Aradu.A05 22516 p2 (TA)7 14 106199068 106199081 TTCGATACACCCTCATTTGATTT CGTAGATGTCCCTATGCATGTT 264

Ad05A22523 Aradu.A05 22523 p2 (AT)9 18 106220562 106220579 ACTTTGAGCTACCGTGACTCTG TGAAGATATTTGCTAATTATTACCGTG 100

Ad05A22527 Aradu.A05 22527 p3 (TAA)6 18 106247120 106247137 TTTCACTCTTGCCCCTTTTC GCTCATTAATATTTTTCATGTTTTTGA 194

Ad05A22532 Aradu.A05 22532 c (TAAA)5tgatcgatgttattattggtcggttttgtaagtgttaccggttcggccattacgctaaaaaagacgccgttttaatgtttatagagagg(A)10119 106274258 106274376 TGGGAAGGAGTTACATAGCCA GACTGCGAGAGAATTGAGGC 273

Ad05A22533 Aradu.A05 22533 p3 (GAA)5 15 106278307 106278321 TAACATCCGTAGCAGGAGGG GGGTCTTGTTGATGCTGGTT 119

Ad05A22534 Aradu.A05 22534 p2 (AT)11 22 106281993 106282014 CGGCTAAAGTTTTTGGGATG TTGCAATTACTCGATTAAATTCTTCA 234

Ad05A22537 Aradu.A05 22537 c (T)11ggtgtctaattcaaagagactttttgaattcttaaatacccttcctcagttgctaattgcgttttcttttttccccgtaattaata(T)10107 106286618 106286724 GACGGAGGTGTCCTTCTCAA TTTTTAAACCCAAGGCATTTTT 279

Ad05A22542 Aradu.A05 22542 p3 (TTC)6 18 106299043 106299060 TCAACCTTGGTCTCTTTGGG TTTTCTTTCGCGCTGTTTTT 112

Ad05A22545 Aradu.A05 22545 p3 (AAT)19 57 106304954 106305010 ATAAGCCCCATGAATTGAGA ATGGCTGAGCAAAAGATTGT 269

Ad05A22546 Aradu.A05 22546 p4 (TTTC)5 20 106310195 106310214 CGTCTATGAAAAGTTGGCTCA ATGATTGAGGCATGGAGAGG 119

Ad05A22547 Aradu.A05 22547 p3 (ATT)5 15 106312070 106312084 TCACCTGAAAGAAACCCCAC TCCCACGCATGTTCTATTCA 186

Ad05A22554 Aradu.A05 22554 c (T)12ggaggtttctcataatatcctttaatttgcaagggtggtccgtaaaaagatatctatcagttgaatat(A)1090 106334194 106334283 GGCTTTCTTTGAGGCATACG CCTTGAAAAATTCGCCTTCA 279

Ad05A22556 Aradu.A05 22556 c (CAC)5ctgcaagaagaccaacctctacaccctcgtagcactcctctgcatcatctcctacctcttcggctcataccaacaaaacccctcctcctcct(CCA)8131 106335593 106335723 TACCACCCAACCTCAAAACC GTTGTGGTGGGAGGTGAAGT 240

Ad05A22560 Aradu.A05 22560 p3 (ATT)5 15 106345788 106345802 AATGGAAGATGCTTGGGTTG ATGTGCACACCTGAAAACCA 269

Ad05A22564 Aradu.A05 22564 p3 (ATT)5 15 106363039 106363053 AATGGAAGATGCTTGGGTTG ATGTGCACACCTGAAAACCA 269

Ad05A22568 Aradu.A05 22568 p2 (TC)9 18 106368431 106368448 TCCCAAATCCAAATCTCTGC TGGTGGTGGTTCTTCTTTCC 270

Ad05A22569 Aradu.A05 22569 p3 (TTA)6 18 106368813 106368830 TGTCCTCGGAATCATGAACA GTCGCGCTAAGAACACAGAA 146

Ad05A22571 Aradu.A05 22571 p3 (TTA)6 18 106369508 106369525 TGTTGATGCTTGGATTCTGG TGTGGTCCCTTTTGAGAAAGA 253

Ad05A22573 Aradu.A05 22573 c (A)10tcctcaaaaatgaacaaataac(T)1042 106372787 106372828 GAGGCATTGTTTTGTTTTGC TGGCAATCATCAAGAAAGCA 177

Ad05A22575 Aradu.A05 22575 p2 (AG)7 14 106377196 106377209 GAAAATCCAAACAGAAGCAAGC TAGGAAGCTGTGTCGTCGTG 128

Ad05A22579 Aradu.A05 22579 p5 (TATTA)8 40 106384864 106384903 ATTGGTCAAATACGCTCTTTTT TCTTTCATATTGGCTTCCGC 219

Ad05A22580 Aradu.A05 22580 p3 (GAA)6 18 106389413 106389430 GAAGATGAGGAGGAGGAGGG TTCAGCCATGCTACACATCC 208

Ad05A22582 Aradu.A05 22582 c (AATA)5attggatgattatatataatgcttatctaatttctctgtctgttcctcttccgcagacatc(AG)795 106397162 106397256 TTTGTTCAATTGTGGTTGAATTG CTTCTCCACAGTGAAAGCGA 278

Ad05A22583 Aradu.A05 22583 p3 (CTT)8 24 106397560 106397583 ACTTTTGGCCTTTGGGTTTT AAAGAGGAACCGGACAACAA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A22586 Aradu.A05 22586 p2 (GT)7 14 106410557 106410570 GAGAGGGGAAGCATGAAAGA GAAGAAGCAGCATGGAAAGC 202

Ad05A22588 Aradu.A05 22588 p3 (GGT)5 15 106419631 106419645 ATTCCTCGCTGTTTCTGCTC ACTGTTGGAGGATGCGAAGA 198

Ad05A22594 Aradu.A05 22594 p2 (AT)6 12 106426859 106426870 CCGGTCTGAACAGGTGAAGT TTTAAATATGAATATCAAGTTTTCGC 119

Ad05A22595 Aradu.A05 22595 p3 (TGG)5 15 106428835 106428849 GATATTGACGCATGTCGGTG AGCATAGTGCAATGGTCGTG 280

Ad05A22596 Aradu.A05 22596 c (CCT)7t(CAC)5 37 106432749 106432785 TATCCTCCTCCCCTGCTCTT GTGGAGGAGATGAATCCGAA 136

Ad05A22598 Aradu.A05 22598 p2 (TA)6 12 106435558 106435569 CGGGAGAGAAAGAGAAGGCT GAAACCCGCTGCTTTAGGTT 278

Ad05A22599 Aradu.A05 22599 p2 (AT)6 12 106437268 106437279 GGACATGTTTGTATTGCGGA CACGTGAAATTGACTGCACC 220

Ad05A22605 Aradu.A05 22605 p3 (TTC)7 21 106446558 106446578 TCTTTGACGCCATCACTCAG GAAAGGCCCACTATGACGAA 163

Ad05A22609 Aradu.A05 22609 p2 (TA)7 14 106450040 106450053 TGTATGGCCAGTGTGGGATA ATGTGCAAAAAGCCAAAACC 225

Ad05A22610 Aradu.A05 22610 p3 (TAA)20 60 106455910 106455969 ATCTCATGATTCTGGCTGGG TTCAAAAGAAGGTGGTTGGC 276

Ad05A22611 Aradu.A05 22611 c (TTA)6tttttttggtcatgaaactcttattatttaaaagtattattttacatgaaaattataaagtacattaa(T)1399 106456562 106456660 ACCAGTCAACCCATCAAAGC TACTGCGGCGGATTAGTTCT 208

Ad05A22615 Aradu.A05 22615 p3 (TTA)6 18 106467078 106467095 TGTTGACCATTCAGTAAGTGTGTG TTGGTCTTAGCTCAAGAGGTTG 277

Ad05A22616 Aradu.A05 22616 c (A)14ctgaaaagtgcttggctaacaggctaaggttaaccgttctttccattctccacaaggc(CT)15102 106473117 106473218 CAAAACACGCTGCTTTTTCA AGAGTCAAAAAGAGAAACGGG 260

Ad05A22617 Aradu.A05 22617 p3 (TGG)6 18 106474206 106474223 CCAATTTAGCACTCCCCAAA CTCCTCGCTCTTCACTTGCT 244

Ad05A22620 Aradu.A05 22620 p2 (TA)6 12 106481204 106481215 AGTCATGGAAACCTGGTTGG AGGCCCTCTTCTTCCCTTTT 253

Ad05A22621 Aradu.A05 22621 p2 (TA)8 16 106485660 106485675 GTTTGAACTTGTTGCTGCGA TGGCCACTACTTGGCTTTTT 279

Ad05A22622 Aradu.A05 22622 p2 (TA)8 16 106492473 106492488 GCAATGGCTTTCCATTGAGT AAAGGCGGTGTTGATTATGC 129

Ad05A22624 Aradu.A05 22624 c* (A)10(AT)6* 21 106502056 106502076 GTGACCCCCACTGGCTACTA AAACCAAGTTGCAAAATGCC 252

Ad05A22633 Aradu.A05 22633 p2 (GA)15 30 106514880 106514909 GCAAGGAAGAGTGCCAAAAG GAGTTTGATGCTGTTCTGTTCC 211

Ad05A22636 Aradu.A05 22636 p4 (ACTA)5 20 106521807 106521826 CCATTCCCTTTCTTGCCTCT CCAAGGCTTTAGCCTCCTTT 162

Ad05A22637 Aradu.A05 22637 p2 (TA)6 12 106527268 106527279 TCGAATTACACTCAGGCAACA ACAAGCCATTTCCCCTCTTT 270

Ad05A22638 Aradu.A05 22638 p3 (AAT)5 15 106535446 106535460 GCACAGAAATTGAAGACACCAA TTTGGGAGTTAGAAGAAGTCGTTT 124

Ad05A22639 Aradu.A05 22639 c (AT)7actagatatgtatctgtatttagttgttattcttc(AT)967 106543017 106543083 TGAAACCAAACAAATCTCAGCA AAAGGATCGTTGTCAATGCC 192

Ad05A22640 Aradu.A05 22640 p4 (TGAA)5 20 106544874 106544893 ATGGCATGCTTGGAAACAG TCAGTTGCGTGTTCCAAAAG 267

Ad05A22641 Aradu.A05 22641 p2 (AT)8 16 106545865 106545880 TTATTGGACAAAAGGAATGGAA TGCCTCTCATTCAAGCAAAA 278

Ad05A22643 Aradu.A05 22643 p2 (AG)6 12 106548120 106548131 TTTGAGGTTGCTCTTCTGTCA TGTGCCAACTCATTCTGAGG 255

Ad05A22651 Aradu.A05 22651 p3 (GAG)7 21 106584542 106584562 GTTCCTGGAAGCTCAACTGG CTCTTCATTTCCACTCCCCA 279

Ad05A22653 Aradu.A05 22653 p2 (AT)6 12 106594062 106594073 CGGGTCACAATTATATCGGG CATTATTTCATGCCGGGTTC 271

Ad05A22660 Aradu.A05 22660 p2 (AT)6 12 106610119 106610130 CCTGGCCGAAAGTTAATTGAT ATCTCTTCAGCTGGGTTGGA 196

Ad05A22662 Aradu.A05 22662 p2 (TA)7 14 106615957 106615970 CCTGAGCCATTTGAAGAGGA TCTCTCACAGTCACACCCCA 192

Ad05A22668 Aradu.A05 22668 c (TA)9ttcttcataatatcctcattcatcagtgtgcagcagcaacaatatattctggcatgcatgtgatgaaaaagagcaaagtacaca(CAT)5117 106623412 106623528 GAAAAGGCAATTCTTGCAAAC TCCATCTGCTGATAAATTGGTG 257

Ad05A22669 Aradu.A05 22669 p3 (TTA)6 18 106625780 106625797 TCAACGTGAAATCCTCCAAA AAGCCAACATTTCTCGCAGT 259

Ad05A22671 Aradu.A05 22671 p2 (TA)6 12 106631759 106631770 AATTTGCCAAACCCACAAAA GGTCTCAATTTTTCAGCCCA 264

Ad05A22677 Aradu.A05 22677 p2 (AG)8 16 106644115 106644130 ATAGAGAGCCACGAGGACCA CGCGGGTCTCATTCTAGTTC 159
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Ad05A22678 Aradu.A05 22678 p4 (AATG)5 20 106644879 106644898 CGCTTACAGACCCCAGAATG TACCTTTGTATGGTTCCGGG 114

Ad05A22680 Aradu.A05 22680 p2 (TA)6 12 106650415 106650426 TTTTTGTAACTCTTTTTGCATATCAC CCAATAGGTCACACAGCAACA 238

Ad05A22681 Aradu.A05 22681 c (A)11ttaacttgttac(TAT)538 106650822 106650859 TTTTTAAGAATCCGAGAAGAACAAA TGACCAAAGAGATGGAAGAATG 207

Ad05A22687 Aradu.A05 22687 p4 (CTAT)6 24 106663102 106663125 TGCAGAGGAACCACTGGATA GGCTCCGTGAGTGTTGTTCT 263

Ad05A22688 Aradu.A05 22688 p3 (TTA)5 15 106672481 106672495 AGCCATGGGAGATTTTGTCA TCTGTCCTGAAACACTTTCCTG 260

Ad05A22691 Aradu.A05 22691 p3 (AAT)5 15 106679205 106679219 TTTTGTTGGGTGAGTGAGTTAAA TCATGGTTAAGAAATTTCGGTG 278

Ad05A22692 Aradu.A05 22692 p3 (AAT)11 33 106679986 106680018 TTTTGATCTATTTTACCAAAATTCCA AATCTCACCGGTTCGATCAC 185

Ad05A22694 Aradu.A05 22694 p3 (CTA)5 15 106689420 106689434 CCAAGAGAAAATGAATGGCAA ACAGTTGGATTTAGTAGCAGATCA 185

Ad05A22702 Aradu.A05 22702 p2 (GA)8 16 106704897 106704912 TGATGCTTGCGTTTCAAATC TAGCGCCAAATTCAAAATCC 209

Ad05A22707 Aradu.A05 22707 p2 (GT)6 12 106719864 106719875 TGCTGGTCTAGGAATGGGTT AAGCATCAGGGGTCATATCG 221

Ad05A22710 Aradu.A05 22710 p2 (CT)15 30 106723618 106723647 ACAACAACAGGTGCTCCCTC CCTTTAGCACACTTACCCGC 227

Ad05A22712 Aradu.A05 22712 p2 (AG)15 30 106727239 106727268 GCAAGCATTGGGAATGATCT ATGCAAAGGGCAGACGTTTA 270

Ad05A22713 Aradu.A05 22713 c (T)12(A)14 26 106732594 106732619 CACGAGAGTGGCATTTGATG TCCTGTTGGACTTAGTTAGGCA 270

Ad05A22715 Aradu.A05 22715 p3 (ACA)11 33 106738716 106738748 AACTTCCTGGGCACTTCAGA CCTAGAAAGGCCATCCATGA 255

Ad05A22718 Aradu.A05 22718 p2 (AT)6 12 106749729 106749740 GCCTTTACGAATACGAACCG CTGTTTGGCTTTTCAGAGGG 146

Ad05A22721 Aradu.A05 22721 p4 (AAAG)5 20 106758162 106758181 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 219

Ad05A22722 Aradu.A05 22722 c (AAT)6aaaatgttaaatatgaaataataaatttacctgtagagaaataatactcttctatgaaaatttttgtaaagaacagtgagagagaag(A)10115 106758345 106758459 CGAAATAGAAACAAAATAGCACGA TATTTATTTGCACGTCCCCC 196

Ad05A22735 Aradu.A05 22735 p3 (ATA)5 15 106777131 106777145 ACCCGCGACCTCTTAATTTT GAGCTTTTGCATTGGGGTTA 196

Ad05A22736 Aradu.A05 22736 p2 (TA)9 18 106777352 106777369 TAACCCCAATGCAAAAGCTC TCAATTCACTCCACCCACAA 279

Ad05A22742 Aradu.A05 22742 c (ACC)7(ATC)5 36 106794585 106794620 AAAATGCCCATATCCCCTTC GGATAGTGGTGCTGGTGCTT 151

Ad05A22744 Aradu.A05 22744 c (A)10ttgtgggccttcgacaatgtagacaaaaaatgggaaaagctaaattat(A)1169 106795597 106795665 GTGGCCAAGAGTGACCAAAG GGTTTTTCATTTTTATTAACTGCACA 276

Ad05A22746 Aradu.A05 22746 p2 (CT)6 12 106812114 106812125 TCGCGAGACTCTCCTCTCTC GAAGGGGAGCTTTGTTGTTG 114

Ad05A22747 Aradu.A05 22747 c (T)11gtagaatctcaattatttgtgccaacag(TTA)554 106813218 106813271 CATTTTCTTCGAAGCAGCG TGGGATTGGTTTATAGCCTAACTT 280

Ad05A22752 Aradu.A05 22752 p3 (CCT)6 18 106833511 106833528 AGGAGGTTAAGGCGAAGTCC ACAAGGGGTTGAGAGGGAGT 100

Ad05A22753 Aradu.A05 22753 p3 (AAT)18 54 106841385 106841438 GTAGTGCCTCGGGGATTACA CGAAGTGTTCTTTTTCTTCCG 197

Ad05A22754 Aradu.A05 22754 c (AT)6aatgctacatactaaggaggttcatagtcgttcaattcttctgaaatccaggtttttg(T)1181 106846059 106846139 TTAGCATGCACAACGAAAGC TTTTGAACTTTCTGTTTATTTGAGGA 273

Ad05A22763 Aradu.A05 22763 p3 (CTT)6 18 106866575 106866592 AGATGACAGATCCATGATTTCAA AATTTGCCAAGAACAGGTGC 108

Ad05A22765 Aradu.A05 22765 p3 (TTC)5 15 106874692 106874706 CTCTCCTCTAACCACGTCGC CCTCACCATGTTTGCCTTTT 262

Ad05A22776 Aradu.A05 22776 p3 (AAT)5 15 106895121 106895135 AAAAAGCCAACGATAACATAACAA CGATCCAATCCAATCCAAAC 222

Ad05A22778 Aradu.A05 22778 p2 (AT)9 18 106897161 106897178 TGATGTCACCAACCATGTTACC AAGTCAAGAAGTCGGTGTCCA 234

Ad05A22783 Aradu.A05 22783 p3 (ATA)15 45 106908855 106908899 TCTCATCATCTATTTGTTGGGTG AGCCCATTTTATTGTCCCAA 258

Ad05A22785 Aradu.A05 22785 p2 (AT)7 14 106912936 106912949 TGTGAATCGTAAAATGTGAATTCTAAC AAGAACGACATGTCACAGAGGA 232

Ad05A22786 Aradu.A05 22786 p3 (ACC)5 15 106918869 106918883 ATGGTGGATTTCACCCTTCA GAATTTTGCCACCGAGAAAA 213

Ad05A22788 Aradu.A05 22788 c (A)11catcac(A)10 27 106926296 106926322 GCGACGCTTTTATCGATAGTTT CCATGGCATGTTATGTTGTTG 222
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Ad05A22791 Aradu.A05 22791 c (A)11gatttgaagagcgttgatgttggactcaagcgcagcatttgaagagcgtttaattttcaaattctgac(T)1190 106932499 106932588 GGGAGGATCAAGATGGGTTT ATCTTCGTCAATGTCTGCCC 235

Ad05A22793 Aradu.A05 22793 c (T)10(A)10 20 106934962 106934981 CTATGCTATCTGTGTGGCCG TTTTTGTATCGATGATTAATTGGTT 147

Ad05A22799 Aradu.A05 22799 p2 (AT)10 20 106952483 106952502 CCAGGGTACACATGGATATGG AGCTCATGAAACGGACTCAA 232

Ad05A22801 Aradu.A05 22801 p2 (AT)10 20 106955415 106955434 TGGTGCCAAGTTCTGTTTCA AAATGGCACCCCTGTAATGA 267

Ad05A22804 Aradu.A05 22804 c (A)13ctctttgatacatattccaatttctctgtcttcttctgaagttttcatatagccatatttctctctactttgctgttcccacccct(TC)6111 106960469 106960579 CATGAATGCAAACAAATGGC GTGGCTTTGACTTGGAAGGA 280

Ad05A22809 Aradu.A05 22809 p2 (GA)16 32 106971222 106971253 CAAACACTGCAACCTCATGG GTGCCAAATGCCAATATCAA 208

Ad05A22812 Aradu.A05 22812 p3 (TCT)5 15 106986533 106986547 TTCAATAATATGATCTTCGGAACG ATGGCGATTTCCTTGTTGAC 233

Ad05A22815 Aradu.A05 22815 p2 (AT)6 12 106995254 106995265 GTTTCGTTGATTTGGCAGGT CATGCGTGTGAGTTTGCTTT 274

Ad05A22816 Aradu.A05 22816 p4 (TTTA)5 20 106997447 106997466 TGGCAATGGTTCAAGAAGGT TTTGACCTGTGATGGCAAAA 135

Ad05A22817 Aradu.A05 22817 p3 (GGA)5 15 107006575 107006589 CAGCTGCAATTGTCTTCCCT GTAACAAGGGCGTAGCTTGG 216

Ad05A22819 Aradu.A05 22819 p2 (AT)7 14 107010502 107010515 CGGTCATATCTTCGTAAGTATCCA GCTGGCTTGTCCCTCTTACA 280

Ad05A22820 Aradu.A05 22820 p2 (AG)10 20 107011322 107011341 TGCTGAACGATCGTGTTGTT TCGCTTTTGCTTTTGCTTTT 213

Ad05A22823 Aradu.A05 22823 p2 (TA)9 18 107022507 107022524 GGTTGGCCTCACTGCTATTG TTAGACAATAGGGGCAGGGT 221

Ad05A22825 Aradu.A05 22825 p3 (ATT)7 21 107025132 107025152 TGGCATTTGGTTGTTCATGT GCAAGCTCATTGGCATGTAA 273

Ad05A22835 Aradu.A05 22835 p3 (AAT)12 36 107045951 107045986 TGGAACAAAATATTTGCCAGA TTTGTTATGATGCATGTAAGATCAAT 218

Ad05A22837 Aradu.A05 22837 p3 (AAT)12 36 107046931 107046966 TGGAACAAAATATTTGCCAGA ACGATGCATGTAAGATCAATATGT 212

Ad05A22838 Aradu.A05 22838 c (CT)6ttc(TA)9 33 107047786 107047818 TTGTTCTCATAAACAAACGCC GCATGCATGTACGCAAGTTT 161

Ad05A22845 Aradu.A05 22845 p2 (AG)12 24 107063014 107063037 AAACAGAGCATCGAAAAGCG CTCTCCGTCGTCACTTCTCC 267

Ad05A22846 Aradu.A05 22846 c (GA)16aagagaattagaa(ATT)663 107063267 107063329 GGAGCTGGAGAAGTGACGAC TTGATCAACAGAATCGCAAAA 225

Ad05A22851 Aradu.A05 22851 p2 (AT)6 12 107072832 107072843 GTGGGGCGATCTTATTGAAA TGATTGTGGGTTTTTCGTTCT 238

Ad05A22856 Aradu.A05 22856 p2 (AT)9 18 107090250 107090267 CGAGCTTGTTTGAACTCACG AGCTCGTGAACTGGTTCGAT 264

Ad05A22858 Aradu.A05 22858 p3 (AGG)9 27 107102791 107102817 CCCCACCATCAAAAGAAGAA AAAGGGTCCAGGAGGCTAAG 237

Ad05A22872 Aradu.A05 22872 p2 (AC)6 12 107126332 107126343 GACCAAAACAAAGAAAAATGAACA TGGTGGGGAAATATGACTTTG 238

Ad05A22875 Aradu.A05 22875 c (CCA)6tt(ATC)9 47 107132151 107132197 TTCGCTACAAAATTGTCCCC GGCTTCTGGTTGATTTTGGA 211

Ad05A22876 Aradu.A05 22876 p3 (AGA)8 24 107132419 107132442 AACCCACTACCACCATCACC TATCAATTTTACCTCGCCGC 278

Ad05A22877 Aradu.A05 22877 c (AAAT)6aaaaggttgcatgactcaaatgaacc(A)1060 107133192 107133251 TGGGAGCATCATGATTGAAA TCCCAAAATTTAGTCCAGCG 233

Ad05A22880 Aradu.A05 22880 p3 (AAT)6 18 107140999 107141016 CCTGCAATTTTTCCATCAAA GGAGAGGATGAAAAATCCCC 278

Ad05A22882 Aradu.A05 22882 p3 (ACT)5 15 107142454 107142468 TCTCATTTTCCCCCTTTTCC GATGCCAAATGTTGTTGTGC 106

Ad05A22883 Aradu.A05 22883 p3 (ACT)5 15 107143773 107143787 CTCAATTAAGAGGTTGCGGG CCCAGAGATACTCGGCAAGA 280

Ad05A22886 Aradu.A05 22886 p3 (TTA)6 18 107157425 107157442 TGCATTTTGGTAATTAATTTTTAAGC ATTCAATAAACCTTTCATATTCTCATT 209

Ad05A22893 Aradu.A05 22893 c (A)13nnnnnnnnnnngggtttttgag(A)1045 107169847 107169891 CTTATTTGTCCTCATTTGGCA AATGGGACAACCCAATACCA 206

Ad05A22900 Aradu.A05 22900 p2 (TA)6 12 107181032 107181043 CTCCATGTTCACAAGGACCC GCTTCAGTCGACTTGCCAAT 212

Ad05A22905 Aradu.A05 22905 c (T)10cttc(T)13 27 107187585 107187611 GGTTTAAGAAGAACGAACCATGA TGGAAGAGTTGGATTGGGTC 266

Ad05A22906 Aradu.A05 22906 c (A)11g(A)10 22 107188263 107188284 GGCCTTAAAGGAGATTGGAAA CGAAGAAATTGAAACCCACC 253
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Ad05A22910 Aradu.A05 22910 p2 (AT)6 12 107200926 107200937 CGCTTCTGCTTGGCTCTAAC ATGACTGGTGGGTACCTTGG 280

Ad05A22913 Aradu.A05 22913 p3 (ATA)5 15 107202682 107202696 TGAACGATGGGCACATAGAA TGTAGCAAATGCAGTGCAAA 159

Ad05A22919 Aradu.A05 22919 p4 (TATC)5 20 107211286 107211305 TCCTTCTTCGCAGTGGAACT AAACCATGTCCTTTTGCCAG 226

Ad05A22926 Aradu.A05 22926 p3 (CAA)5 15 107241525 107241539 CATCACCACCACTACCACCA GGTTACGCAAAGGAGCAGAG 211

Ad05A22927 Aradu.A05 22927 c (T)10cggtcaggcatcaacatattctagaacaaaaata(T)1054 107242990 107243043 TGCCACCCCTACTCATAAGG CTGACCGCTTTTTCGTCTCT 160

Ad05A22934 Aradu.A05 22934 p3 (TAA)5 15 107254658 107254672 AATGGAATACACCACCCAAGA CAACTTGATATTTCTGTTCATGGC 233

Ad05A22939 Aradu.A05 22939 c (TA)7tgatggagggaaatggctaaactttgcctcaaagaatcatgtgtagtaagtaactgttactcaaacaaacacacttgcatttcctttaaaagag(A)16124 107268754 107268877 AAAAATCTCAAGAATGCACACA TGTATTTGCATGTGTTTTATCCC 230

Ad05A22941 Aradu.A05 22941 p3 (ACC)5 15 107273814 107273828 AAATCCGCCATAACTTGCTG AAACGGTTTTGAGAGGGACC 278

Ad05A22942 Aradu.A05 22942 p4 (TTTC)5 20 107274274 107274293 GCTTGCGAGACTTGTTTGTG TTTTCATTTCATTGCAAGCG 221

Ad05A22948 Aradu.A05 22948 p3 (AAG)8 24 107298780 107298803 TTGTTGGGGTTTGTTGTGAA AGCCACCGACAAAAAGAAGA 216

Ad05A22951 Aradu.A05 22951 p2 (GT)8 16 107300842 107300857 TTACCACTGGTGCAAAACCA CACAGCTATTGCTTTGAGCCT 168

Ad05A22952 Aradu.A05 22952 c (T)10attgatttttgttttactttgggctaaatccagtagtatttcaatattgggtcatcaaaacac(T)1083 107303912 107303994 CACATGCCTCACCACAATTT AGCTGACCACTCGACCAACT 238

Ad05A22954 Aradu.A05 22954 p2 (TA)6 12 107305571 107305582 GGAAGAAATCTGTTTCGCCA TTCGCAGGCTGAGTTAGGAG 240

Ad05A22962 Aradu.A05 22962 p3 (TGG)6 18 107320901 107320918 GGGAATGGCATAGAGAGCAA CCCGTCTCACCTCACGTTAT 272

Ad05A22965 Aradu.A05 22965 p2 (CA)7 14 107334934 107334947 TTGGGTGCATACAACACACA ACTTCGGCCCAAAATTATCC 250

Ad05A22966 Aradu.A05 22966 p3 (ATA)5 15 107340866 107340880 AAGAGCCAAAATTGAAGGCA TCAAACGTTGACCAGAAAAGC 260

Ad05A22967 Aradu.A05 22967 p4 (AAAT)6 24 107341289 107341312 TATGGCACCCCATTGAATTT GGGAGGAAACACATGTTGATG 153

Ad05A22968 Aradu.A05 22968 p5 (AAATT)6 30 107342463 107342492 TTTCGGAAAGCTTCATTTGG AGAGCTCTCTGGCATGCTTC 112

Ad05A22969 Aradu.A05 22969 p3 (GTG)5 15 107343316 107343330 GTTTTCTTGGGGTCCTCCAT CCCCTCTCCTTCCTTCATTC 274

Ad05A22970 Aradu.A05 22970 c (TTA)5ttcgaaaatactatctatac(A)1146 107344352 107344397 GAAATGAAAGGCACTTTTACTCAA TCACAATCAAGGTATCAAGTTTTC 280

Ad05A22973 Aradu.A05 22973 p3 (ATA)5 15 107346912 107346926 CAAACCACATCAGCATCACA TTATTGTGAAGCACCGGTTT 223

Ad05A22977 Aradu.A05 22977 c (A)10ttaacctcactgtatgtccgatattattc(T)1049 107357415 107357463 ACCACATGGAAAATCGGAAA TTCTGCCGGAATAACAGCTT 246

Ad05A22982 Aradu.A05 22982 p3 (TCT)5 15 107371160 107371174 ACGCGCTTGAACGTTACTGT GACGGTGCAGTGAAATTGTG 118

Ad05A22983 Aradu.A05 22983 c (GAA)5ggagaagaagaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)5gaggaagaggaagaggaaaaggaagatgaagatgagttgttcataattcacggtgagt(GAA)6gat(GAA)7191 107371927 107372117 TGAAAAGGCAAAGAGAATAACGA CGACTCATCTTCCTCTTCCTC 279

Ad05A22986 Aradu.A05 22986 p2 (GA)29 58 107381952 107382009 CTTGAGTGAAATCGGGAAGC TTCCACTTTGCTCAACATGC 251

Ad05A22995 Aradu.A05 22995 c (T)12gttaaatccatttttaattagaccctttcccttcaacaactcgtcttttttattattttttttgttggtcttgttaattga(T)11104 107399621 107399724 CCAAACAAAGTTTCACCCAAA TGGATTTTTCACCACTTCTGC 277

Ad05A22998 Aradu.A05 22998 p2 (TC)7 14 107406645 107406658 GGGCTTGACTTGTGTGTTGA TAAGGCTTCCCTTTGAGGGT 125

Ad05A23000 Aradu.A05 23000 p2 (AT)6 12 107407556 107407567 CCAGCCAAAGAGGAGAAGAA TCTTTTCCCACCATGTCCTC 278

Ad05A23004 Aradu.A05 23004 p3 (TTA)18 54 107410907 107410960 TCTGCACACGAAAGTGGTTT CCAGATTACGCGTACGGTTC 209

Ad05A23005 Aradu.A05 23005 p3 (TTA)8 24 107411183 107411206 ATTCCGGGCCAAGATTTTAT CAAGACGGATCAAATCCCAT 213

Ad05A23008 Aradu.A05 23008 c (A)12ttaataacacaagaaa(AT)640 107412138 107412177 TTTGTCACTTTGGACACATTCC TGTTGACCTCATAGCACTCCTC 210

Ad05A23014 Aradu.A05 23014 p2 (TA)6 12 107425367 107425378 CCATGCAACGTGTATACCAAA GCCCTTTTACTTTTTCTTTCGG 280

Ad05A23019 Aradu.A05 23019 p2 (AG)9 18 107446941 107446958 ACCTACACACGCATGCCATA CCTCTTCGGAGCTGAACAAC 263

Ad05A23020 Aradu.A05 23020 p2 (AT)6 12 107447910 107447921 ACCATTTGAATCACCAACTCA GAAACATACACTAGTTGAGGACAAAA 262
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Ad05A23021 Aradu.A05 23021 c (AG)6aaaatgcgtgttgtgtgtgtaaagagagagtacgaaatc(CGG)566 107452991 107453056 TCGCAGTCCGAATGATACAA GCAAAGAGCACCTCATCCTC 279

Ad05A23022 Aradu.A05 23022 p3 (ATT)12 36 107453656 107453691 TTCACCAATCAGGGATGGAT GCATTCCTTTGTGGCTTTGT 279

Ad05A23026 Aradu.A05 23026 p2 (AC)6 12 107459627 107459638 GCATGCATGAGCTCGTTAAA GCGTGAGATCCATTTGGTTT 222

Ad05A23033 Aradu.A05 23033 p3 (ACA)5 15 107471821 107471835 CAACTTCGTTCTATTGGCCC GGCAAAGAGATCCCAATCCT 156

Ad05A23034 Aradu.A05 23034 p3 (CAC)5 15 107472157 107472171 CAGGACCAATGGTTTCCAAG TCAAAACCAGAAGTGGAGGC 171

Ad05A23040 Aradu.A05 23040 c (AG)15c(GA)9 49 107476299 107476347 TTTTAGAACACCCGACCCAC GCTCTCCTCCGATCACTCAC 174

Ad05A23041 Aradu.A05 23041 p2 (TC)6 12 107486789 107486800 CAATTCTGAGGTCAATCGCA GCACAAGAAGCAAACGAACA 155

Ad05A23053 Aradu.A05 23053 c (AT)7gatgcgcattttggatatatttggttgtggatataatttggagta(TGT)574 107515510 107515583 GCAGGATCCTCGTGTGTGTT CGGACAGAATCTCCTCTGTTTC 269

Ad05A23059 Aradu.A05 23059 p3 (TAA)10 30 107542094 107542123 CAGAAAGAAGAGGAGAATTAGGATTT GCCACTCATCCCTTAAAACG 277

Ad05A23060 Aradu.A05 23060 p3 (TAT)8 24 107542580 107542603 CCCTTCTTCACATTTCACCA GCGTGGAGGAAAGGGATAAT 271

Ad05A23065 Aradu.A05 23065 p3 (GAG)6 18 107559357 107559374 CCAGAGTGCTAAGGTGCCTC AGATGGCGAAGACAAATGCT 279

Ad05A23073 Aradu.A05 23073 c (A)11catgtgcccgtgatattcgacaaaattaaatcaagtttcatcgatttctctattatttccttttatttttcccctttgtagaaac(T)11107 107586345 107586451 TTAGTCCTTGACCTGTCGGG GTTAGGTCGCGGAAAAATTG 278

Ad05A23077 Aradu.A05 23077 p3 (CAA)6 18 107600109 107600126 TGGAATTGACAAAGAAGCACA AATAAGCCCTGGTCGTCAAA 198

Ad05A23079 Aradu.A05 23079 p2 (TA)6 12 107603664 107603675 GAGGTGATTGAGCATCAAGTAATTT GGCTCTGACGTAAAAGCAAGA 219

Ad05A23082 Aradu.A05 23082 p2 (AG)7 14 107608861 107608874 AAAGTGAGTGTGTGCATGGC TGCAGCCAATGAAGAGTGAC 167

Ad05A23083 Aradu.A05 23083 p3 (ATC)5 15 107609752 107609766 AATGCCATCCAGAAATTCCA GGTCGTGTTCTGTGTTTTGTG 253

Ad05A23088 Aradu.A05 23088 p2 (AG)6 12 107621769 107621780 AGAACCGACAAACAGGGTGT TTAAAACAAAGCCAGTCGGC 121

Ad05A23090 Aradu.A05 23090 p2 (AT)10 20 107623153 107623172 CGGTCGGATTACTATGCATTAAA GCAAAGAAAAGGGGGAAAAG 268

Ad05A23096 Aradu.A05 23096 p3 (TAT)17 51 107629497 107629547 TCAAAATACAGTGATAAAGTGCCT CAATCCGTAGCTAATTTGTGC 257

Ad05A23097 Aradu.A05 23097 p3 (ATA)6 18 107630053 107630070 TGAAGAAATCATGAAACTCCGA TGTGCCATTCAATTGGAACTC 171

Ad05A23100 Aradu.A05 23100 p4 (ATTA)10 40 107639252 107639291 AGGGTCAATATTGGTTGCTTG TGCACATTTTCATTGGTTTTG 247

Ad05A23102 Aradu.A05 23102 p3 (AAC)5 15 107642512 107642526 GGAGCAGAAATTCCAAACCA TTTTGGATGTGGAAGAAGGC 280

Ad05A23103 Aradu.A05 23103 p2 (AT)6 12 107644142 107644153 ATTTTGCAGGCTGTACGGAT ATAGGCCCACCATGAAAGTG 166

Ad05A23104 Aradu.A05 23104 p3 (CAT)5 15 107644418 107644432 ATGTTGCGTGCATTTGTGTT TGCCCAAGATGAAACCATTT 119

Ad05A23109 Aradu.A05 23109 c (TA)6tgaattagtt(TA)634 107665930 107665963 CGATTGATTGTTTGTTTAAAACTCTT ACACACATGGGTTTTGGGTT 253

Ad05A23111 Aradu.A05 23111 c (T)11aaaaaaaacatcttactattttttgttacagctagcacatatatgtgattttttac(T)1279 107668359 107668437 TTCTGAGGGTTTATTTATTCCCA TTTCCACCATGGCTTTTAGC 211

Ad05A23114 Aradu.A05 23114 p3 (CTT)5 15 107673446 107673460 GGTTGTGAAGAATGTGAATGTGA TCTTGCCAGACAGCCACATA 233

Ad05A23115 Aradu.A05 23115 c (T)10attttttactaaaaggaggagttggttgggttctagaacttgaaatagtttatgatatcacattctaactataactagagtataattttgaggctaa(T)10117 107673785 107673901 TGAGCCCTCACTATAGGTCCA TCCATTTTCAACAAAAACACCA 238

Ad05A23119 Aradu.A05 23119 c (TCT)6attcataacatcaacgcat(TC)1771 107683820 107683890 CCGTCAAATTTGGCTTTGAT GGCACTTGTTGATCCCATTT 279

Ad05A23122 Aradu.A05 23122 p3 (CCA)5 15 107689831 107689845 GCTTCAAAACCACCACCACT TGTAGTTGTTTGTGGCGCAT 157

Ad05A23123 Aradu.A05 23123 p3 (TAT)18 54 107691510 107691563 ATGTGGTAGAGAAAGGTTTTTAATTT TTGGATTTGATTAAATTTGCGA 279

Ad05A23124 Aradu.A05 23124 c (T)12cctgtgatttcagttgagagtacttttaccctccatttttcaatgcagctggttagttatccaacaggaacatgagcacttt(A)12106 107693467 107693572 CAATCACATACAGCCTGCCA GGTTGACTCGGAGAAACAGG 247

Ad05A23126 Aradu.A05 23126 p2 (TA)6 12 107700578 107700589 CTCTGCAAAGACCTTTTCAATAA TGTTTGCCCGAAATTAAAGC 280

Ad05A23129 Aradu.A05 23129 p3 (TTC)5 15 107704544 107704558 ATGCGTCCAACATCACAAAA ACGAACAAGAAGGCGAAGAA 157
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Ad05A23132 Aradu.A05 23132 p3 (AAT)15 45 107713028 107713072 CCCAAAAATTCAGTCCATTCT CAAATGCATGGTAGGAAGGG 201

Ad05A23133 Aradu.A05 23133 c (AAG)5gagaaagagaagacaagaaacgaaagaaaagaagaagaagaggaagaggaagaagaacgtgt(AAG)695 107714006 107714100 CCTCCTCATCTTCTGCTGCT TTCGTTTCTTGCCTTCTCTTTC 270

Ad05A23135 Aradu.A05 23135 p3 (GAG)5 15 107722873 107722887 CGCCTTAACCTCACCAGAAG AGAGGGTCCAGGAGGCTAAA 215

Ad05A23138 Aradu.A05 23138 p2 (TA)6 12 107744633 107744644 TGGGTTCAAATCACAGAAGG CCCTACAATAAATTATGCCCG 206

Ad05A23139 Aradu.A05 23139 p2 (TC)8 16 107746595 107746610 AGGCCCTGTTCCACTAGGTT TGTTTCCAAAGAAATGGGGA 106

Ad05A23151 Aradu.A05 23151 c (T)10ccttcacactttaaacga(T)1038 107787179 107787216 TGGCAAAACACAAGGATTCA TCATGTTAGTTTTTGGTAAGGCA 263

Ad05A23154 Aradu.A05 23154 c (T)13aattttagtttttatataatacgcagtgccgtttttttgtttagaccattaaaaaaattttaaacacatccgttttgtgtgttcc(A)10108 107796065 107796172 CGCATGTTAACACAAAACGG TGGGTGAGTTTGACATTGCT 176

Ad05A23155 Aradu.A05 23155 p3 (AAT)5 15 107797947 107797961 CCTTGAGATTGGAGGACAGG GCAGTGGGATGTCAAGGTTT 196

Ad05A23156 Aradu.A05 23156 p4 (TTAT)5 20 107801331 107801350 GGTCTTTTTGGTTCGGTTGA CGGGCAGCTCAAGGTAGTAG 251

Ad05A23157 Aradu.A05 23157 p2 (AT)7 14 107802094 107802107 CGAATTTCTGGGCTGATTGT CAAGGAACGGAGAACCGTAA 171

Ad05A23159 Aradu.A05 23159 p2 (AT)7 14 107806601 107806614 ATGGGAAAAGTGGGAAAAGC CTCTAGAAGACCAAGCCCCC 244

Ad05A23161 Aradu.A05 23161 p2 (AT)6 12 107813765 107813776 CTCACATTCACACATACCATTCA TCTAAAGCACAAATTCTTACATTGTT 280

Ad05A23163 Aradu.A05 23163 p4 (AAAT)6 24 107815306 107815329 CATTAATTTTCATAGTGGACAATGCT GCAACCTTTGCTTCTCTTGG 218

Ad05A23166 Aradu.A05 23166 p2 (AT)9 18 107817539 107817556 GCATGGGCATCTCAAAAAGT TCCAATTGAATGCATATATGGTAA 270

Ad05A23168 Aradu.A05 23168 c (T)12aaatttgttttatacataagcaacctttactttataaaatttttttatctatcataaagactaaaagaaaaccctaaacattccttg(A)14113 107818542 107818654 TTCCTGGACTGGAGCTTTAGA AACTTGAAGATCATGAAGAACACC 270

Ad05A23171 Aradu.A05 23171 p2 (AT)7 14 107822407 107822420 TCAAGTATTCCCCATTATGAAAAA TGGTGGCATTGAAGATGTGT 270

Ad05A23172 Aradu.A05 23172 p3 (ATT)5 15 107828511 107828525 GCAGTGGGATGTCAAGGTTT CCTTGAGATTGGAGGACAGG 196

Ad05A23175 Aradu.A05 23175 p2 (GA)8 16 107844568 107844583 TGTTTCCAAAGAAATGGGGA AGGCCCTGTTCCACTAGGTT 106

Ad05A23176 Aradu.A05 23176 p2 (AT)6 12 107845994 107846005 TTGCTCTCTTGGGAAACTCC TTAAGAGCGAGAATGCGACA 216

Ad05A23182 Aradu.A05 23182 p3 (TAA)13 39 107866348 107866386 CGAGACAAAAGATTACGCAGG TCCATGATACTCTTTTTAAATACGC 272

Ad05A23193 Aradu.A05 23193 p2 (AT)8 16 107894235 107894250 CAATGCATCTAATCCTCCGAA CATCAAAGGGTCGAATCTGG 219

Ad05A23195 Aradu.A05 23195 p3 (TCC)5 15 107900339 107900353 GTGGACGCAATAAGACCGAT CGTCTTTCTTCGACTCCTCG 264

Ad05A23198 Aradu.A05 23198 c (TGG)6ttggtggtggttgtggttgtggttgtggttgtggtggtgttggtgttggtgt(TGG)585 107902859 107902943 CACGCATTGCTTATGCTTTC CACCAGCACCACCATCAATA 198

Ad05A23203 Aradu.A05 23203 p3 (ATA)6 18 107907508 107907525 ATTGTGCGCTAAAATCGGTC TTCGTCCACAAATTATTCGTTA 135

Ad05A23206 Aradu.A05 23206 p5 (GGGTA)5 25 107911093 107911117 TGGGTTCAAGTCTCACTTCCTT ATCCAATCCGTAGGGTAGGG 162

Ad05A23208 Aradu.A05 23208 p6 (TTTTGT)6 36 107912109 107912144 TTCACTTTCATTCTTTCTTGCAT TGAAAATAAGAGTGGAAGACACCA 220

Ad05A23217 Aradu.A05 23217 c (AT)6aacacccaacggggataaataattaatttatcaactaattttt(TA)667 107939599 107939665 AAAGAGATAAGGACAAGTGGCG TGCGTCAAATTATGAAAGGAT 254

Ad05A23225 Aradu.A05 23225 c (A)12ccagaaaaaaggataagatcataagaattaaattatg(ATT)667 107952472 107952538 TGCTCCAATAGGCCAAAATC GTCTACGCCAGCTTCAGAGC 276

Ad05A23228 Aradu.A05 23228 p2 (AT)7 14 107962938 107962951 CGGGCAAAAAGTCGAAAAT ACTATATTACCTCAAATCCTCAATCAT 220

Ad05A23232 Aradu.A05 23232 p2 (AT)7 14 107968951 107968964 ACCACTTGCCCCTTAAATCC CCAAATAATGCCGGTGACTT 233

Ad05A23234 Aradu.A05 23234 p3 (TAA)6 18 107969925 107969942 CAGAGGGGGAAAATGACAAA GCAGTCACCAACGAACCATA 167

Ad05A23236 Aradu.A05 23236 p3 (CCA)5 15 107971754 107971768 GGGTCCCTAATGGCCTCTAC TAGTATGGTGGAGGTGGGGA 176

Ad05A23239 Aradu.A05 23239 p3 (ATA)5 15 107986312 107986326 CAGCCCTAGTTAGGGAATGGT TCCATGCTTGGAGTTACTGAA 277

Ad05A23240 Aradu.A05 23240 p5 (AAATA)5 25 107988751 107988775 AACATCCTGTGCTTATCAAATCA TTTTCTATCTCCTCAGTTTTTCTTACA 251
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Ad05A23244 Aradu.A05 23244 p2 (TA)6 12 107995983 107995994 TGTGGCTCCATTCAATGTTC TGGATGGGTTTCTCATTGGT 247

Ad05A23252 Aradu.A05 23252 p2 (CA)6 12 108027620 108027631 CCTGACGTCGTAGTTGCTGA CTCATCGGAATCCTCTTCCA 192

Ad05A23254 Aradu.A05 23254 p3 (ATT)5 15 108028543 108028557 GTGGACAGTGAGGTGGGATT TTTGTTTGTTTTGGTTATGTAAAAA 241

Ad05A23260 Aradu.A05 23260 p2 (TA)6 12 108051418 108051429 TGCAATGATTCAATTAAAAGGAAA GCAATGCGCATATTAAAGTCC 274

Ad05A23261 Aradu.A05 23261 c (T)10ctttttatatgtagtagttgaggtatatagca(T)1052 108053538 108053589 CTTCAAATAAATTGTGTTTTCAAGAAT CAGAAACAAACCCCTCTGGA 253

Ad05A23262 Aradu.A05 23262 p3 (TCA)5 15 108055011 108055025 CAGAGCAACATCAGCGAAAA GCTGTACCGAGGTTTCGTGT 210

Ad05A23263 Aradu.A05 23263 p2 (TA)6 12 108057394 108057405 TCTCAAGTGCTGGGTATATTGC AAAAATACAAAAACGTTCCCATTT 274

Ad05A23266 Aradu.A05 23266 p3 (TAA)6 18 108065306 108065323 AAGGCGAGCACAATTAGCAT CGATGATGGATGGTGTGAAG 263

Ad05A23271 Aradu.A05 23271 p2 (AT)6 12 108068870 108068881 AATACCAATAATACTGATCAAGGCA CGAATGGCCGTATTTAGACA 165

Ad05A23273 Aradu.A05 23273 p2 (TA)12 24 108071959 108071982 CGCAAATATTTATCCATGTCTTCA TGATTTCATTGACATTTTGCAC 190

Ad05A23274 Aradu.A05 23274 p3 (TGT)5 15 108074581 108074595 CCATTCACTCCCATTTCTTCA GCTGTGGTGTAAGGATGCAA 272

Ad05A23278 Aradu.A05 23278 p3 (TTA)6 18 108083177 108083194 CTGTGCGCACCACAAATTAT GTGGGACAAACCCACTCATC 198

Ad05A23279 Aradu.A05 23279 p3 (TCT)5 15 108083365 108083379 GAGTGGGTTTGTCCCACATT TTGTTGCTTGTTGCTCAAGG 274

Ad05A23280 Aradu.A05 23280 p3 (GAA)5 15 108083566 108083580 CCTTGAGCAACAAGCAACAA TGCTCCAACACCCATCATTA 178

Ad05A23281 Aradu.A05 23281 p3 (GAA)6 18 108083857 108083874 GCATGGCCATAGGTGAGTTT TGCACCAATAGAAAATGCCA 185

Ad05A23282 Aradu.A05 23282 p2 (AC)10 20 108089152 108089171 CGTTACTCCAAGGATCCCAT CGTTTTGACATCCAGTCTTCC 251

Ad05A23286 Aradu.A05 23286 c (TTC)11ctcttcctcttcc(TCT)6tcctcttcctcttcc(TCT)697 108099687 108099783 CGTTTCCTGTTTTCAAAGCG TTTCTCCTCATCTTCTGCTGC 221

Ad05A23288 Aradu.A05 23288 p3 (AAG)6 18 108100371 108100388 TGGAGAAGAACGTGCAGAAA AAACACGCTTCCAACCATTC 163

Ad05A23291 Aradu.A05 23291 p3 (TAA)10 30 108104761 108104790 CAGTACGCCTTGTCGTCTGA TTTGGGACCATTATTGGAATG 231

Ad05A23292 Aradu.A05 23292 p2 (CT)11 22 108105621 108105642 AGTAGGGCACGCAAAGAAGA AGTAATGGTCCTCCCTCGCT 273

Ad05A23297 Aradu.A05 23297 p3 (TAA)18 54 108120093 108120146 AAAAGGTAGTGGGGGACTGG CAATGTGGGCCCTAAGAAAA 267

Ad05A23301 Aradu.A05 23301 p3 (TCT)5 15 108125513 108125527 TGTTCATGTGAGGGGACAAA GCTGGCAGAGCTTCTTGTCT 187

Ad05A23304 Aradu.A05 23304 p2 (GA)8 16 108131288 108131303 TGCTCCCCTCTGTAATTGCT CTCCTCCTGTTCCCAAAACA 131

Ad05A23305 Aradu.A05 23305 p3 (TCT)5 15 108131742 108131756 GCCGAGACAAGAGACTTTGG CAAGGAGATGGAATCACAAGAA 229

Ad05A23306 Aradu.A05 23306 p3 (TAA)8 24 108132822 108132845 ATGCCTCAAATTCAACCCAA TCTTCCTCTTGTTCCGCCTA 214

Ad05A23307 Aradu.A05 23307 p3 (AAC)5 15 108133432 108133446 GCCACCACAACAAACACAAC CTCAGGTTTATCAGCGCCTC 219

Ad05A23310 Aradu.A05 23310 p2 (TC)7 14 108138386 108138399 CACATGGAATGTTTTGTGCTC AAATCATCATGAGAAATTTGCATAGTA 150

Ad05A23311 Aradu.A05 23311 p2 (TA)9 18 108139676 108139693 TTTAGGCCGATTTACGATGG TGTTTGATCCCAAACCATATTTC 196

Ad05A23316 Aradu.A05 23316 p2 (TA)6 12 108148731 108148742 GTGGTTTGAGTGGCATCTCC AGTCACATGCAGGCCAGTTA 274

Ad05A23318 Aradu.A05 23318 c (TCT)7tcaacaccatcatcatcatac(TCT)557 108150111 108150167 ATGCCTCCACCATTCAGAAA TGAACCCAACAAGGACAACA 222

Ad05A23319 Aradu.A05 23319 p3 (TGT)5 15 108150274 108150288 TGTTGTCCTTGTTGGGTTCA ACAAGCAAAGGCGTGAAGAT 183

Ad05A23321 Aradu.A05 23321 p3 (AAT)10 30 108152376 108152405 TACCAACCACCACTTCACCA ACTCCATGGGCATAAAAAGC 250

Ad05A23323 Aradu.A05 23323 p2 (AT)6 12 108153328 108153339 ACCGCGACGAATTAGTTGTT TGCCACTTGAATTATTACTGTTTGA 279

Ad05A23329 Aradu.A05 23329 p2 (TA)6 12 108156688 108156699 AGTGGTAGCTAGAAGATGTTAGGAGT CAATTAACAATAAAATAACTGCCATGT 256
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Ad05A23330 Aradu.A05 23330 p3 (ATT)5 15 108157355 108157369 CTTCGGTTATGCGAATGCC CAAAAATTGCGTGTGATTGG 212

Ad05A23333 Aradu.A05 23333 c (T)10aaataaaatattatttcaagaaccaac(A)1148 108160104 108160151 TGGCGATTGATATTTCTGTTTC CACTTCCACATATTTCCTTCCA 214

Ad05A23334 Aradu.A05 23334 p2 (AT)10 20 108163098 108163117 TGTGCATGCCCTCTTTCATA TTGAGAATATTTATTGTGAGGTGAGG 256

Ad05A23335 Aradu.A05 23335 p4 (AATA)5 20 108163301 108163320 AAGAATATGGGACCGTTACTTG TCTACGTGTCAATGAGGCCA 251

Ad05A23337 Aradu.A05 23337 p3 (ATT)10 30 108165158 108165187 TGTGATGGCCAGAAGATGAA TTGAAAAATTAGCCGCAAAAA 253

Ad05A23338 Aradu.A05 23338 p3 (TAT)14 42 108165496 108165537 TTTTTGCGGCTAATTTTTCAA TGAGAGTTGGAGTTGACGCA 251

Ad05A23341 Aradu.A05 23341 c (T)10cttttttc(T)10 28 108174160 108174187 TTTTATCCATTCATTGCCCC CCATCAATATTTTTGGCACC 240

Ad05A23342 Aradu.A05 23342 c (T)10gtgactagctatattactatttgaactaactacatatttttactataaatagattattttaaatataaaaaattatatgattgtttaaatatcagatga(T)11120 108174541 108174660 AACATGTCCAATAGCAAGGAAA AAAATTAGGTTGTTTGCTCCCA 217

Ad05A23344 Aradu.A05 23344 p3 (ATA)6 18 108179460 108179477 TCGATACCATTCTAATTATCATTCAT CAATGTTTGTCAATTATGTTAGCATTT 134

Ad05A23346 Aradu.A05 23346 p3 (ATG)5 15 108183854 108183868 GTGAACCTAGCCCAGGTGAG GCCCAAAGTGGGTGATTATG 246

Ad05A23347 Aradu.A05 23347 p2 (TA)6 12 108186820 108186831 AACAATCACGCATTTACGCA TCCCCATAAAATAAATAAATTTGACC 278

Ad05A23349 Aradu.A05 23349 p3 (ATT)5 15 108187914 108187928 AAGCCTTTGCATCAGTTTCC AACTTGCATGACAAGGGAGC 178

Ad05A23350 Aradu.A05 23350 p3 (TCA)6 18 108188499 108188516 AAAGGACCTGCCCTTGATTT CCAAGCAATGTTTGCTGAGA 141

Ad05A23356 Aradu.A05 23356 p2 (TA)9 18 108193466 108193483 TGCCATGTATTATCACTTTCTTTGA ACTTCAAGGGCCAGCCTAAT 173

Ad05A23358 Aradu.A05 23358 p3 (CTT)6 18 108197005 108197022 GCGTTTTCTGCGTGTCTTTT CAGCACAAAGTGGAAGTGGA 203

Ad05A23360 Aradu.A05 23360 c (T)25(A)30 55 108201787 108201841 AAATTGCTTGATGCATATTCG ATGTTCACATGGCTTGATGC 219

Ad05A23361 Aradu.A05 23361 c (T)10ccataaacagaattacattggtaaattcctttaaaattaaagtagttcttgctttgttggcacgtggagaattcattaattgt(A)10103 108203007 108203109 TTCCATATGTAAATAGTTCACACTTCA AAACATTGGTCCCAACTCCA 248

Ad05A23363 Aradu.A05 23363 p3 (TGG)5 15 108204352 108204366 GCTTCTTGTTGCTGATGCTG ACTGCTACTGGTGGTGGAGG 256

Ad05A23364 Aradu.A05 23364 p2 (TC)6 12 108204498 108204509 CCTCCACCACCAGTAGCAGT ATATACACACCCCACCCCAA 152

Ad05A23365 Aradu.A05 23365 p2 (AT)7 14 108210843 108210856 ATTTCACCCAACCACCACAT CCTCAATTAAATGCTCCAACTTT 245

Ad05A23368 Aradu.A05 23368 c (GAC)5(GCC)5 30 108222955 108222984 ACAGAGTAGTGCAGCGCAGA GTTGGTGACGTCCTCCATCT 118

Ad05A23374 Aradu.A05 23374 p3 (TAT)6 18 108259748 108259765 GGCAAAACTTCTTTGTCCGA AATTGGGATGAGCTTGTTGC 271

Ad05A23375 Aradu.A05 23375 c (ATT)7tctaaatataagagtacttcatccagt(CA)7aacacacccacacatacacagagatggatta(AG)6105 108266095 108266199 AACAGCCTTCTTGCACCATT ACGTGGTTCTGTTTTCTGGC 189

Ad05A23386 Aradu.A05 23386 c (TA)6ttaccaatatatagtagcgtatataaaagagagagaagagtatgttagcagtata(AG)781 108296929 108297009 GGTAAATTGAGTTTATTTTGTTGTGAA CTGAGGAACAAAAGACACGAAC 232

Ad05A23387 Aradu.A05 23387 p3 (CTT)5 15 108297527 108297541 GGTGACTCACGGTTGTCCTT TGCTGCTTTGGTTGAAGATG 254

Ad05A23390 Aradu.A05 23390 p2 (TA)6 12 108305027 108305038 ATAGTGGAGTGCTTGCCCC TGATGACTATGTGGGTCATGAAA 109

Ad05A23392 Aradu.A05 23392 p3 (CAC)5 15 108316415 108316429 AATTATTGAACCGCGTGACC GCTTGTGGTGCTTTTCTTCC 256

Ad05A23393 Aradu.A05 23393 p3 (CAC)6 18 108322238 108322255 AAACCGCGTGACCTAAATTG GCTTGTGGTGCTTTTCTTCC 255

Ad05A23397 Aradu.A05 23397 p3 (ATA)13 39 108328349 108328387 GGACATGTTGGCAAAGTCCT TTGGGACAAAATTGAAACAAAA 216

Ad05A23399 Aradu.A05 23399 p2 (AT)9 18 108331557 108331574 TTCATGCAGCTTCAGAAGGA TCATGTGAAACAAAACAAAGCA 230

Ad05A23408 Aradu.A05 23408 p2 (CT)6 12 108356243 108356254 AAAGGTCACCATGAACCCAA GCATGGCCTTTCACGAATTA 252

Ad05A23412 Aradu.A05 23412 p3 (TTC)7 21 108369962 108369982 TCTCTGAATCTCGCACCCTT ATGTGATTGAAAAACCCCCA 132

Ad05A23413 Aradu.A05 23413 p3 (CTT)5 15 108370173 108370187 TGGGGGTTTTTCAATCACAT GCTGCCATGAAGAAAAAGGA 179

Ad05A23419 Aradu.A05 23419 p3 (GTA)5 15 108379426 108379440 TGATTGGGTTGGTCCTCATT AAAGGAGAAGGAAAATGGCAA 253
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Ad05A23428 Aradu.A05 23428 c (A)10ctcttaataaccttataataatcccatctcatatttttttcaataaattaaaaat(A)1277 108394160 108394236 TGTAAAAGGTGGCAAACAACA CCTTGAACAATTGCTTTTAGGTTT 148

Ad05A23432 Aradu.A05 23432 p2 (AG)6 12 108397129 108397140 TCTCCTAGAGCATTGTCGGC TTGAAACTACACATGCCGGA 277

Ad05A23433 Aradu.A05 23433 p3 (ATT)5 15 108397382 108397396 TAAGATTAATGGGTCCGGCA GATTCCAAGCCTAACCCACA 171

Ad05A23434 Aradu.A05 23434 p3 (TAT)7 21 108397693 108397713 TGGGTTAGGCTTGGAATCAT CAGAGACGTGCTTTGACCAT 280

Ad05A23436 Aradu.A05 23436 p2 (AT)12 24 108399638 108399661 TCTTGTGATCCAAGCTTCTGAC ATCCCCAAGCAGCAAGTAAC 133

Ad05A23438 Aradu.A05 23438 c (T)10acgaaaaaattaaacaagaaagaaagaaagaaatt(A)10tcaaggtaaagagaatcaatatgattgcctgaaaatg(T)11103 108405089 108405191 ATGCGATTTTATTTCCGCTG CATGCTAGATTGGGAATACCG 237

Ad05A23441 Aradu.A05 23441 p2 (AT)10 20 108407806 108407825 CATGCAATATCTTTTTCAGTTGTCA GAAAGGATTCTTATTCGCTAACCA 223

Ad05A23443 Aradu.A05 23443 p3 (ATC)6 18 108408568 108408585 GCCCAAAGTGGGTGATTATG CGTGAAATCGATTATGATGGC 183

Ad05A23444 Aradu.A05 23444 p2 (TA)9 18 108410478 108410495 TGGCTACACTTGGTACATCCA TTTTCGATTTTCTCTACTTTAGATGC 261

Ad05A23445 Aradu.A05 23445 p2 (AT)7 14 108410727 108410740 GAGCCTCAGCCCTCAAGTAA TCTCCACCACCACATGAGAA 244

Ad05A23447 Aradu.A05 23447 p3 (TTG)5 15 108415178 108415192 GGACTTGATGCATCGTTTGA TGGACAGCCGTCAATAAGAA 250

Ad05A23450 Aradu.A05 23450 p2 (AG)21 42 108425365 108425406 TGATCATGTTACAAAACAATGGAA ACCTTCCAAGGTCATTCACG 154

Ad05A23453 Aradu.A05 23453 p3 (CGT)6 18 108428708 108428725 TTCTCAAAACACCCGAAACC CGATAACGACAGCGACAGAA 255

Ad05A23454 Aradu.A05 23454 p2 (TC)11 22 108429537 108429558 AGTGTCCCGCTCATCTCATC ACAGGGCCATAGACGAGAAA 273

Ad05A23455 Aradu.A05 23455 p2 (TA)7 14 108431287 108431300 TTGTGGTGGTTAGTGGTCACA TGAGACTGATGATTTATTTTTGGAA 201

Ad05A23458 Aradu.A05 23458 c (T)10cc(A)12t(AC)637 108436412 108436448 TGGCTTTTGCAAGTGATTGA TTGGAATCGATTTTGGACAAG 155

Ad05A23462 Aradu.A05 23462 p3 (AAT)5 15 108451183 108451197 ATTTTTGGGGCCAATTAAGC TCCATGCACAAGAACCTTCA 276

Ad05A23463 Aradu.A05 23463 p2 (TA)9 18 108457388 108457405 AAAACTGTTTCACGAAGAAAATAATC TGTTCTTTGGGCTGAAAAGC 151

Ad05A23470 Aradu.A05 23470 c* (TGTTT)6(T)12*gtgattggctttacttggagatggaagtttctaaaaaaaattatttgtgactttcattctcccgacatctcctaagaaatgcaaagaacatttagc(T)10145 108476138 108476282 TTAAAAGATTTTCCAAGTCACTTACAT CACCATCCATGACTTAAGATGC 276

Ad05A23480 Aradu.A05 23480 c (T)10ctcttaaaaaattattgccacctaccactttgtttagatgtaagatt(A)1168 108502454 108502521 CCACTTGATATTAGGTGCTCCA TGGTTGATGATGTGGATGAAA 279

Ad05A23481 Aradu.A05 23481 p2 (TA)7 14 108503384 108503397 CGCTCAATTCCTACATGCGT TTAAGTAATACCCGCCTCGG 279

Ad05A23484 Aradu.A05 23484 p2 (AT)8 16 108505938 108505953 GCACACTCTGCCTTAGTATAGACTTG ATGATGCAAACCATGATCCA 280

Ad05A23488 Aradu.A05 23488 p2 (AT)7 14 108518298 108518311 TCGATACGTTTTAGTAAATTTTGACA TTCCGTTAGAGGAAACGTGC 193

Ad05A23489 Aradu.A05 23489 c (A)10tctatcaccacgtttcttaccctaacaaaactttcatttgcataaacaatcacgtgtgttttg(A)1083 108519459 108519541 GCAATTAAATTCGAGCAACTAACA CCTTCTCCCCTAGATCACCA 259

Ad05A23493 Aradu.A05 23493 p2 (TA)6 12 108522852 108522863 TTTCCCTTCTGGATTGGTTG TGTGTTCTTGGTTTATTAATGATGG 200

Ad05A23495 Aradu.A05 23495 p2 (AT)9 18 108529915 108529932 GGTACGCTTCCGCATTATGT ATATGCCTTGTGGATCGGAA 273

Ad05A23496 Aradu.A05 23496 p2 (AT)6 12 108530144 108530155 GGCCATTTGGATTGCTTTTA AACACAGGAGGGCATATCCA 206

Ad05A23497 Aradu.A05 23497 p3 (TAT)5 15 108530479 108530493 CCATACCGTTTTGGATTGCT AACTAAAACGTGCTCGGCAT 167

Ad05A23498 Aradu.A05 23498 p2 (TA)6 12 108534969 108534980 TATAACCTGGTCTGCCGGTC TAAGAGATTGCGGGTTCGAG 225

Ad05A23499 Aradu.A05 23499 p3 (CCA)7 21 108536629 108536649 CCTCATCCACCTTTCCGTTA GGAGGGATAGGCCTGGTAAG 258

Ad05A23502 Aradu.A05 23502 p2 (CT)18 36 108544530 108544565 ACCGTCAACCCAAAAGTCTG TCTTCGTTTTCTTCGCCAGT 260

Ad05A23507 Aradu.A05 23507 p3 (TAA)5 15 108557781 108557795 ACGTGTAACTTCACCCCTGG AAGATGTAAACTATGGCGGTCC 123

Ad05A23514 Aradu.A05 23514 p3 (TCT)9 27 108565140 108565166 CAGCTCCAACTGCCACTTTT TACCTGCTGATGGTGAGGTG 231

Ad05A23515 Aradu.A05 23515 p3 (GAT)6 18 108565550 108565567 AACATGGGAACCAACGAGTC AACCCCCTTTTCCAAATGAA 167
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Ad05A23523 Aradu.A05 23523 p3 (AGA)5 15 108581979 108581993 TTGCAAGACAGCAGGAACAC TCCTCCTCGAGAAGCTCAGA 263

Ad05A23525 Aradu.A05 23525 p3 (GGA)6 18 108585030 108585047 TCCCTGAAGTTGGAAACCAC CCACGTGCATCTTCTTTTCA 275

Ad05A23526 Aradu.A05 23526 p2 (AT)8 16 108589908 108589923 TATCGGTTTTGGGAGTGCAG TGGATACCCGATGACTTTGA 270

Ad05A23528 Aradu.A05 23528 p3 (ATA)6 18 108607238 108607255 GAACTCTTCTCACACGCCAA ACTCTGGCCATGTTCGTTTT 211

Ad05A23537 Aradu.A05 23537 p3 (AAT)6 18 108625775 108625792 CAGGTTGTGGAAACATGCAG GCCTAAGCAATTTCTTTCTGCT 239

Ad05A23538 Aradu.A05 23538 p3 (AGA)9 27 108627856 108627882 TGACAATGGGGTGTTCTTCA GTAAACAGACGCCGTTCCAT 162

Ad05A23539 Aradu.A05 23539 p4 (TTTC)5 20 108628202 108628221 TCCAAACTTCCCCTTCCTCT GCCCAAACCAAAGTCTTGTC 227

Ad05A23540 Aradu.A05 23540 p2 (AT)8 16 108630449 108630464 AACACAAGACCAGCGGCTAT GAGGCTTGTAGATCCAACGG 273

Ad05A23541 Aradu.A05 23541 p2 (TA)6 12 108632242 108632253 TGTTATTAAATTCTTTGGGTTCCA TGTGAAGATATCCTTTATCTACGGG 199

Ad05A23544 Aradu.A05 23544 p2 (AT)6 12 108645449 108645460 TAGGATTCGAACCCAAATGC AGGTGTCCTCACATTCACACA 159

Ad05A23548 Aradu.A05 23548 p2 (TA)7 14 108652949 108652962 CCTATTCCAACAACATCGGG CCCTTTTTCCAGATCCCACT 243

Ad05A23551 Aradu.A05 23551 p3 (AAT)9 27 108660621 108660647 CCAACCAATTCTTTAGGCTTTT AAAGCAGCTCATCACTGCATAA 259

Ad05A23552 Aradu.A05 23552 p2 (AG)10 20 108660819 108660838 TGCAGTGATGAGCTGCTTTC CCACCCTAGGACCACTCAAA 247

Ad05A23553 Aradu.A05 23553 p2 (AT)6 12 108661460 108661471 TTTATGCCACAACATGTTTCAA CCACCCCATGCTAAGGTCT 272

Ad05A23555 Aradu.A05 23555 p2 (AT)10 20 108663695 108663714 GGTGTCCCGAGAAGCAAATA TTCAGCGTGTCCATTAAACG 269

Ad05A23560 Aradu.A05 23560 p3 (TCA)5 15 108671390 108671404 TCTTCCTCATCTTCTGCTGCT TTGAGAATGTAAAACAAAAAGGAAAA 100

Ad05A23561 Aradu.A05 23561 p3 (TCT)5 15 108671990 108672004 CTCCTTCTCATCTTCTGCTGG CAGCCATTATGTGTTTCTTCTTC 136

Ad05A23563 Aradu.A05 23563 c (AT)8(GT)6 28 108675847 108675874 CTCTCCATTCCCATTCTCCA CTCGAGCTAGGTGCTTGGAC 239

Ad05A23566 Aradu.A05 23566 p4 (TTAT)5 20 108678195 108678214 AGTTCCGCCGATTTTTCTTT GTTGCAAAATTTGGGGAAGA 217

Ad05A23567 Aradu.A05 23567 c (A)10tctaataatacttttctgtctattttacttttctacagcataacttgattaacttctgtattgcctctctctctt(TC)15115 108686717 108686831 TTCAATTCAATGTCTATAAAATTTCC TTAACGGAGATCGGTGACCT 187

Ad05A23568 Aradu.A05 23568 p3 (TTG)5 15 108687331 108687345 CCATCAAGGCCGATTACATT TGACAATTGCACAACAACCA 278

Ad05A23571 Aradu.A05 23571 c (T)10agtatataaataatcaaattctaaaactataaacgttttggactaatgtaactaactatacacatgttcagtactctactagctaact(TC)8114 108699516 108699629 CCAAAGCTAGCCGAAGAAAA GCAAACGCGATAAACCAAAT 253

Ad05A23573 Aradu.A05 23573 c (TAA)6tgataataataatgtttatttataaatatttaaattgcgtattgttatggtctact(TA)686 108705409 108705494 AAGTAATGGTTAAATGCAACTAACTTC TTTGCTGAATGATGCTCTGTG 264

Ad05A23574 Aradu.A05 23574 p2 (AT)6 12 108705854 108705865 TTCATGTGATTGTGCCAAAAA CACAATGCGCGAAAACTAAT 244

Ad05A23578 Aradu.A05 23578 p2 (AT)8 16 108713863 108713878 TCCATCAGAGTAACATGCGG ATCTGACGAGCGGATGTCTC 267

Ad05A23579 Aradu.A05 23579 p2 (AT)11 22 108717138 108717159 AAGCAAAAATTGCAACAAGAAT CAATTACACACGTATTTGCTTTTT 280

Ad05A23592 Aradu.A05 23592 p5 (AAAAT)5 25 108744519 108744543 AATGATAGATGGGGTAGAATTGAA AAAAATGATGTAGGACTCATGAAAA 227

Ad05A23594 Aradu.A05 23594 p3 (CCA)5 15 108745519 108745533 CTCCATCTCCATTCTGCCAT TCGGTGAACTCCATGTTTGA 198

Ad05A23595 Aradu.A05 23595 p3 (AGA)7 21 108748687 108748707 ATCCACGTCAATCACCCTTC TGACGCGTTCACAATTTCAT 158

Ad05A23597 Aradu.A05 23597 p2 (AT)8 16 108750119 108750134 GCACTCTTCACACTTGCAACA TCCTGCTATTTTGGGGATGA 190

Ad05A23599 Aradu.A05 23599 c (T)12cagtcagaactcccatttgagtgtgtatttatgaagacttcaagaatcaagaaatagagatctaggagataagaattaataattacgttaagtgtgc(A)10119 108752197 108752315 GCTTTTTCATTCAAAACGAGAAC TGATTGACTCAAAATTTATTAGGAAC 265

Ad05A23601 Aradu.A05 23601 p2 (AT)9 18 108754722 108754739 TGTGACCACTAACCACCACAA GATATTTCATGGCCAGTGCC 158

Ad05A23603 Aradu.A05 23603 c (AT)6cacatttaattcctttcatatctcatgatggtgaaaaatgtgtgttaagtgtatatatatatgaaacaaaatt(TA)697 108757714 108757810 TGTGACCACTAACCACCACAA GCAACAAATCAATGTAAAGGCA 274

Ad05A23611 Aradu.A05 23611 p2 (AT)6 12 108771232 108771243 ATTTTTGCCGCGTATTTGTC GCAGTGCTGCGCACTAACTA 258
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Ad05A23613 Aradu.A05 23613 p3 (GGA)8 24 108777187 108777210 AAGTCTCTCTCTGCCCGTCA CGTTTTCTGAAGTCTGAACTACCA 224

Ad05A23616 Aradu.A05 23616 c (T)10cttttttagaacagatttcctgttttctcaactaattggttttagttgactacactcttagttggttctctagtaaaatagtataaaaatgagtg(T)10115 108784687 108784801 GCCAATTCAAGCCAATTCTT TTGATGGCTAAGAACCACAAAA 256

Ad05A23618 Aradu.A05 23618 p3 (ATC)6 18 108785971 108785988 AAGAGATGGTGATAATTGGCG AACCTTGGATTCTGCTTCCC 201

Ad05A23619 Aradu.A05 23619 c (AAT)5ctcacctcatataattaataatc(TAT)1686 108789067 108789152 CCCACTTAACACATGGGATG AGCGCTTTAATTTGCACTCG 277

Ad05A23620 Aradu.A05 23620 c (TAT)6taggtttaattactttgttagtctctataattttacaaaatttttagttaggtctctata(T)1088 108789834 108789921 ACCGAAGGAAGTATTAGTAAACATAAA AAAAATTGAGTGCAAAGATTCAAA 218

Ad05A23621 Aradu.A05 23621 p3 (AAT)5 15 108790448 108790462 CATACAGCATTGCATCCACC TGTTTTTGACTGATTTTCTTTGG 278

Ad05A23622 Aradu.A05 23622 p2 (AG)11 22 108791173 108791194 AGAGGGAACATGGTGATTGG TTTGCCTAATGCCTAATGCC 271

Ad05A23626 Aradu.A05 23626 p2 (TC)10 20 108794245 108794264 CCATGTCCTCCAAGCACTCT CCTGAATTGAAGCCAAGGTC 265

Ad05A23627 Aradu.A05 23627 p2 (TA)6 12 108797007 108797018 ATGGATTGTAGCGATGGTGA CTATGGCCCCATGAGTGAGT 280

Ad05A23628 Aradu.A05 23628 p3 (TGT)6 18 108817703 108817720 CAACGTCCTTCGCCATTACT CACACTCCACCACCACCATA 171

Ad05A23631 Aradu.A05 23631 p3 (TTG)5 15 108827652 108827666 CGTTTGATTCAACCCCACTT TCATTAACACGAACGCTGGA 270

Ad05A23632 Aradu.A05 23632 p2 (TA)11 22 108828874 108828895 CATTTGACTGGCAATCATGG ACGAGGATTTGCCTCTTTGA 240

Ad05A23640 Aradu.A05 23640 p3 (TGA)6 18 108841604 108841621 GTGCTGGAATGGGAGGTTTA CTACAACTGGGGGATTCCAA 192

Ad05A23642 Aradu.A05 23642 p3 (GAG)6 18 108857197 108857214 CGGGTAGATGTTCTTTCGGA AGATGGCGAAGACAAATGCT 265

Ad05A23643 Aradu.A05 23643 p2 (AT)6 12 108862320 108862331 CGGAGGAAAGGTGGATAGGT GGAGTCTCTCGACCTGCATC 186

Ad05A23644 Aradu.A05 23644 p2 (TA)7 14 108862594 108862607 GATGCAGGTCGAGAGACTCC TTAGCCTGCAAAGCTAAGGC 255

Ad05A23645 Aradu.A05 23645 p3 (ATT)9 27 108864138 108864164 GGTCAGTGAATTTCCGAGACA CGGCAAGTTACTAAGGTCGG 184

Ad05A23648 Aradu.A05 23648 p3 (TTA)5 15 108865725 108865739 TGCTTCCCTTTTGTTTGACC AAAGGAACCACATGCTCACA 255

Ad05A23649 Aradu.A05 23649 p2 (CT)8 16 108866735 108866750 TTGAAACCTTAGACGCGTGA TGGCATTAAAATGAAGCAAGG 157

Ad05A23650 Aradu.A05 23650 p2 (TA)7 14 108867586 108867599 TGTTCATGGAAATTGCTGGA CCTTCTTGGCCCTCCTTATC 260

Ad05A23651 Aradu.A05 23651 p6 (ATCACA)6 36 108868950 108868985 CCAGGATTTCCCAGCAATTA GTCCCACAATAAGGGGGACT 251

Ad05A23653 Aradu.A05 23653 c (CT)7gtgctaatttctattcgttgctgtgtgctttagggtttacaatatgtgagaagacataatcataattctgaaaaataaaatggttaaaaag(A)10115 108873114 108873228 TCCCTACCGTCACTGCTTTC AGCTGAAACCATACGAATCCT 230

Ad05A23654 Aradu.A05 23654 p3 (ATA)5 15 108874964 108874978 TTGTGGGTCAAGAAGTCAACC TGCAAGCATTGTTTTTCCTTT 174

Ad05A23656 Aradu.A05 23656 p2 (AT)7 14 108879584 108879597 ACCATTGTTGGAAGCCTCAG TTGCAATTACAACTTACAAGCCTC 236

Ad05A23657 Aradu.A05 23657 p2 (TA)6 12 108879839 108879850 AGAGAGGGAAGATGATTGAAAA GAGTAAGTCCGAGTGTCGGC 280

Ad05A23661 Aradu.A05 23661 c (TTC)5ctcttcctcttcttcttcctcttcctcttcttcttcttattttctttcgtttcttgccttctctttctc(CTT)5gctgcgcgttcttcttcctctttc(TCT)5138 108901803 108901940 AAATCCCAAAAACGTGATGC CGTGCAAGAAGAAGAAGAACG 217

Ad05A23662 Aradu.A05 23662 p3 (CTT)5 15 108902047 108902061 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTTTGCTGCT 228

Ad05A23663 Aradu.A05 23663 p3 (TCT)8 24 108903464 108903487 AGCAAAAATGAATGGACTTTGA GAGGCCGAATCTGAATGTGT 265

Ad05A23666 Aradu.A05 23666 p3 (ATT)6 18 108908465 108908482 CTTCACAATCACCACCATGC AATGGACTTGTTGTGGGAGG 208

Ad05A23674 Aradu.A05 23674 p3 (TTG)6 18 108930514 108930531 TTGCTGTCTTCATCAATGGC CCTCCAACTCAGGGAAAACA 147

Ad05A23682 Aradu.A05 23682 c (GA)7ggagggagagaag(GA)6agggagagagaatataaaatctaattttatatatgtta(AG)791 108970369 108970459 GAAGGGGATAGAGGGAGCAA CCTTCTCTCTTTCTTTCGCTCA 163

Ad05A23685 Aradu.A05 23685 p2 (AG)13 26 108975276 108975301 CTGGATGGATTTGTTATTGGC AAGCAGAGAGAGAAGCGTCG 274

Ad05A23688 Aradu.A05 23688 p3 (ATT)7 21 108980887 108980907 GGCACTATTTCCACACGTCC TGCTGCTGATTGGAGACTTG 173

Ad05A23690 Aradu.A05 23690 p5 (TAATT)5 25 108983827 108983851 TGACGATCATCATTTCATTCA CCTGGTTGCCTACCACATCT 228
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Ad05A23698 Aradu.A05 23698 p2 (GA)6 12 108997756 108997767 CACCCCTGTCATAAGGCACT TTGGGGAAAAGGCTTGTAAA 132

Ad05A23700 Aradu.A05 23700 p3 (TCT)13 39 109005817 109005855 AAGCCATTGAAAGGTTCCCT TCAAGCAAGCAAGAAGAGCA 190

Ad05A23701 Aradu.A05 23701 c (A)10gaaaattattatatgaagtgatatattaatataggtcagtcacc(A)1165 109019043 109019107 CGTGCCAAATTTTACCAAAC TTGATAACCTGAGAAACGAACG 266

Ad05A23704 Aradu.A05 23704 c (TTTAT)5tttccattgaaacacagttagtaccttatctccctgcttctactcaggtttcaactctcaacctcttcaatttcaata(CT)9121 109027175 109027295 TCCACACACGCCATTCTCTA GGAGGGAGGATGAATCTGTG 259

Ad05A23706 Aradu.A05 23706 p2 (AC)6 12 109036525 109036536 TCAAACACAGACACTTTGTTGAAT TTGGATATGCTAACTTGTGATGG 138

Ad05A23708 Aradu.A05 23708 p3 (GTT)5 15 109042406 109042420 CACCAATGAGTTGGCCTTTT CTGAAATTACGTGGGGGAGA 181

Ad05A23711 Aradu.A05 23711 p3 (AAC)5 15 109050020 109050034 TTCTCCAGTCAGGCTGCTTT TGTTTGGGTTCGGTGTGTTA 238

Ad05A23712 Aradu.A05 23712 p3 (GAT)5 15 109052256 109052270 GTAGCCGGAGCTGCTAATTG CTGATTCATCTCCTTCCCCA 232

Ad05A23713 Aradu.A05 23713 p2 (AT)8 16 109053351 109053366 GTGAACCAAATGTGGAGCCT AAATGTATGCCTGCGCATTA 216

Ad05A23714 Aradu.A05 23714 p3 (ATA)10 30 109053656 109053685 TTCAAAATCATTTGACAAAAACA TCAGAAACGGGTTCATCCTC 175

Ad05A23715 Aradu.A05 23715 p2 (TC)15 30 109055148 109055177 ACTATGTGGCCTATGCTCGG TTTGAAAAGCATATTCGTGTGTC 244

Ad05A23719 Aradu.A05 23719 p2 (TC)7 14 109063225 109063238 GCAGTGGAAGGAAGCAAAAG AGGAGAAGGGGATCAGCCTA 256

Ad05A23721 Aradu.A05 23721 p2 (CT)11 22 109071295 109071316 GCCCTTGATATGATGGTGCT CCTGCACGTTAGATTCCCTG 153

Ad05A23722 Aradu.A05 23722 p3 (CAA)5 15 109072249 109072263 ACCTTTCAACATGTTTGGGG CGTTTGATTCATGTAGCCGA 132

Ad05A23724 Aradu.A05 23724 p3 (TTA)7 21 109077211 109077231 AGCAGTGGCACATGGTATGA GGGCATGGAAACCCTAAAAT 250

Ad05A23726 Aradu.A05 23726 p3 (TTA)6 18 109081952 109081969 TGCCTAGGATTAGGGACTGTCT AATCAAATTATGACAACAAAATCAGTT 260

Ad05A23728 Aradu.A05 23728 p2 (TC)9 18 109083621 109083638 TGGTCTCTCCAGTTTCGTCC CAAAATCAACCAACAAGATCTCA 247

Ad05A23734 Aradu.A05 23734 p2 (AT)9 18 109115106 109115123 CCAACTCTCGATGCACTTCA AAATGACCGGCATATTTGGA 256

Ad05A23739 Aradu.A05 23739 p4 (AAAT)5 20 109129295 109129314 TCGGATTGCGGATTTTATGT GCACATTTGCGGATTGGATA 280

Ad05A23740 Aradu.A05 23740 c (C)23ttttt(TC)10 48 109131553 109131600 TCACACGCTAGCTGATGCTT CAGGAAATTCGGAAGGAAAA 255

Ad05A23741 Aradu.A05 23741 p3 (ATT)6 18 109136450 109136467 AGAAACGAAAGAGGGGTGGT ATGCCAAGTGAACTGAACCC 267

Ad05A23743 Aradu.A05 23743 c (TA)7(GA)9 32 109137471 109137502 CGTTGTTCCTATAAATTAAACGACATT GCAGATTCAACTTCACTTGCC 279

Ad05A23745 Aradu.A05 23745 p3 (AGA)8 24 109144453 109144476 GAAGGAAGGAAAGGGTTTGC AATAATTGCACCGACGAAGG 247

Ad05A23747 Aradu.A05 23747 p2 (CT)7 14 109158441 109158454 AGTCCGGTCCAATTTTCAGA CCGGTTTGGTTTGGTTCTTA 273

Ad05A23750 Aradu.A05 23750 p2 (AG)7 14 109164244 109164257 CGAAGAGGTGTGAGCATTGA AAATGTTTCCGCCATTACCA 254

Ad05A23751 Aradu.A05 23751 c (TC)8tgtctatatcattttttaatgttatttatatttatatacttccattctgctcctgccgctttt(CA)793 109164740 109164832 AGGGGCTGGTCCTACCTTTA AGAAATGAAAGCAAAGTGCG 269

Ad05A23752 Aradu.A05 23752 p2 (AG)20 40 109169677 109169716 AGAGCGCAACAGAGCCTAAG CATTTGGGAATCCCCTTTTT 248

Ad05A23757 Aradu.A05 23757 p3 (AAT)5 15 109194445 109194459 TTCGATCCGATTTTTACAACTATG CGGAGGAATTGAACAAGAGAA 278

Ad05A23758 Aradu.A05 23758 p3 (AAT)5 15 109196704 109196718 TGAGCTAAGTTTTCATGCCA CGGTAATAATGTCTGAATTACATTTTC 262

Ad05A23761 Aradu.A05 23761 p3 (TTC)6 18 109200778 109200795 TGACGCGTTCACAATTTCAT CAATTTGCCATTTGATGACG 228

Ad05A23765 Aradu.A05 23765 p2 (AC)6 12 109212849 109212860 TCGTTAACAATTATATACGAAGCCA TTCTATTGAGCCTCGATCTGC 206

Ad05A23766 Aradu.A05 23766 p3 (CTT)10 30 109214234 109214263 GTTAGCTTCCCAACTGCTGC GAAAGTGTTTTTGCGGTGGT 191

Ad05A23767 Aradu.A05 23767 p2 (TA)9 18 109219315 109219332 GGGTTTTGCACCATGTTCTT AACTCGACCTGCGAAGCTAA 204

Ad05A23769 Aradu.A05 23769 p3 (GAG)5 15 109224873 109224887 CCCGATAATAACGACTCGGA TGAACACCTCCAAAGGAACC 157
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Ad05A23770 Aradu.A05 23770 p2 (TC)7 14 109226577 109226590 TTTCATGTCCTGTCCTGCCT CCAAACCCCAGATTCTCGTA 107

Ad05A23777 Aradu.A05 23777 p2 (AT)11 22 109248283 109248304 CGTGGATGCAAGTCAAAGAA AATTGTTGCCACCAGCACTC 280

Ad05A23778 Aradu.A05 23778 p2 (TA)6 12 109248651 109248662 TTTAAACTTTCACGTGGCGT TGATCTCGCTGTTGATCTCG 280

Ad05A23779 Aradu.A05 23779 p3 (TAT)5 15 109255175 109255189 AAATCAGTTACAAAAGTCAGCTATCAA CAATAGCAAACAGGTATGCGG 244

Ad05A23782 Aradu.A05 23782 p3 (AAT)5 15 109257950 109257964 GTCTCAACATCAAATTTTAAATAATCA TAACCGATCCAATCCAAACC 279

Ad05A23783 Aradu.A05 23783 p2 (GA)7 14 109258510 109258523 AGAAGAGAATGGGATTCGGC GTGTGCATGCCCTATGTGTC 117

Ad05A23785 Aradu.A05 23785 p3 (TTC)8 24 109262417 109262440 TTTCGGAGAATGGGAGACAC TGAAACGTCACTTAGAAAGCACA 214

Ad05A23786 Aradu.A05 23786 p3 (GAA)5 15 109262975 109262989 TTTGGCAAGAAGCTCGTTTT AACAAAAAGCACGTTGACCC 144

Ad05A23787 Aradu.A05 23787 p3 (TTG)8 24 109266168 109266191 TGTCCTTTTACCCTTTCTTAGGG TCGTAGCGAAAGCGAATACA 278

Ad05A23789 Aradu.A05 23789 p3 (TAT)11 33 109274409 109274441 GGAGGCTAAGCTCATCCCTT CCATCAAGCTTGGTTTGGAT 260

Ad05A23791 Aradu.A05 23791 p4 (CAGC)5 20 109278454 109278473 TGGATTGTTGTTCTCTGCGA ATTAGGATTGGCTGCTCGAA 277

Ad05A23793 Aradu.A05 23793 c (TG)6atttttttctc(TA)1451 109281930 109281980 TTCCACAATGTGACTGCCAT ATCGATCAAATCTCCTCCCC 276

Ad05A23797 Aradu.A05 23797 p2 (TA)6 12 109290800 109290811 CAGAATCCAACTCCAGACCG GCCCCCGGTGACTATATTTT 207

Ad05A23800 Aradu.A05 23800 c (T)11ggttc(T)11 27 109296797 109296823 ACCTCCACGGTGTCATTTTC GTTCCCATGATGATTTGACG 213

Ad05A23804 Aradu.A05 23804 p3 (TTC)5 15 109302922 109302936 TTTCTGTTAGTTGATTTTAGGTGGG CCCTCCACTTCTTCTCCAAA 270

Ad05A23809 Aradu.A05 23809 c (T)10aacttccaaaataccttatcttaagaacatcc(A)1052 109323218 109323269 TGTCACCATCATCCTTTTGC GTCTTGCGGTGGTCTATGGT 273

Ad05A23810 Aradu.A05 23810 p2 (TA)7 14 109325871 109325884 GTTGTGGGTTCGAGTCTCCT TTTTAAAAAGCGCAATTTGG 183

Ad05A23811 Aradu.A05 23811 p2 (CT)12 24 109326146 109326169 ATCTCCCCGACTCCAAATCT TTAGGAATTGCTTTGCCCTG 246

Ad05A23814 Aradu.A05 23814 p3 (TTC)5 15 109348629 109348643 GCCAAGACCACTAACCCAAA CCTGTGAGGAATCCATGCTT 239

Ad05A23819 Aradu.A05 23819 p3 (AAT)17 51 109400060 109400110 ATGCCTCAACAACTCCTTCC GCAAGTAAAACGATTCCCCA 197

Ad05A23820 Aradu.A05 23820 p3 (AAC)8 24 109403621 109403644 TATTTGCCTTTTGCCGTTCT CGTTTGATTCATGTAGCCGA 272

Ad05A23822 Aradu.A05 23822 p3 (TTA)19 57 109404738 109404794 TGACTTGTGTAAGCTTCGGG TGTACCTGTCATGTGATGCTAAAA 280

Ad05A23823 Aradu.A05 23823 p3 (CCA)5 15 109426309 109426323 TCGAATTCGTCCCTCTTGTT GTTGGTGGTGGTGCTGGT 187

Ad05A23825 Aradu.A05 23825 p3 (TTA)6 18 109431871 109431888 TTGGTATCTGGAGAGAACATGG TTTAGTCAACATGCATAACGTGT 262

Ad05A23828 Aradu.A05 23828 c (T)10aaagtcgtttgttttgtcacctcatgtgttccatggagggagggttccatccgta(ATT)683 109445680 109445762 AGGTACTGCCCCTTCCTTCT GATTCTAGAGGCTAGACGGTGTC 267

Ad05A23829 Aradu.A05 23829 p2 (CA)7 14 109449074 109449087 TGTGAATGCGTTTGGTTCAT TCCCGTTGTTTTCCTTTCAG 255

Ad05A23838 Aradu.A05 23838 p2 (AT)7 14 109550740 109550753 AATTTTCCTTGTGGGGATGG GGATGGAGTATGGACAGCGT 261

Ad05A23842 Aradu.A05 23842 p2 (TA)6 12 109555022 109555033 TGTTCACAAGAGAGATAAATAGCACA CGAATTTTTCATTTCCAGGG 245

Ad05A23844 Aradu.A05 23844 c (CT)8attctgttttcgttcctttcttccatggaaagggaaaaagaaaaatcgtg(TGC)5tttggggaaaaggggatgaaaggggtaagggtctgctgctgcggctgtatgggtttgaggggctagggttttc(T)12166 109561512 109561677 TCTCCCTCTCTTAATCCGCA TGTTGGATTTAAATTGGGTTTCA 279

Ad05A23853 Aradu.A05 23853 p2 (CT)6 12 109614577 109614588 GTTTAACGCCAGAAAGGTGC TTTTTGGGGAAGAGGTGTTG 263

Ad05A23855 Aradu.A05 23855 p2 (GC)6 12 109660277 109660288 ACAAGTTGGATTTGGGCTTG CGCAAAAGTGGTTTTTCACA 178

Ad05A23858 Aradu.A05 23858 c (A)11gtggcg(A)10 27 109669813 109669839 TGAATGAATGCCTGAACAGTG TTGGCTTTTTCTGCTTGCTT 229

Ad05A23860 Aradu.A05 23860 p3 (AGA)6 18 109677860 109677877 CGGTCTTAGGTGCCATCAAT AAACCAATTTCCCTCCCATC 272

Ad05A23861 Aradu.A05 23861 p3 (ATT)5 15 109681000 109681014 GGAGATGCTCCTTCCATCAA ACCTGAAAGGACGCTGAAGA 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad05A23863 Aradu.A05 23863 p2 (GC)6 12 109685338 109685349 ACAAGTTGGATTTGGGCTTG CGCAAAAGTGGTTTTTCACA 178

Ad05A23866 Aradu.A05 23866 c (T)12agagaaacagggcactcttctaatctataaacattctagagcaaccacaaatcaaatttaacaacaaatatttttag(T)1099 109705573 109705671 ATGATGAAGGGCTCGAATTG CCTTGAATCAAACCCTGACTG 211

Ad05A23867 Aradu.A05 23867 p3 (TTC)5 15 109710457 109710471 ACATCATTAGGGGGAGGAGC GTAGATCCAAACCCCCTTCC 143

Ad05A23868 Aradu.A05 23868 c (T)11(A)13 24 109720662 109720685 AGAGGGTTGCTTGTCCTCAA TGTTTCAAAATGTCATCCTTCA 246

Ad05A23870 Aradu.A05 23870 p2 (AC)26 52 109769487 109769538 TGGATCTTGTGGTGCTGAAA TTGGAAAGATGCTCGCATTA 280

Ad05A23876 Aradu.A05 23876 p2 (GA)6 12 109788284 109788295 GTTCGTGTATTTGGGGTTGG CCTAAATGGAGCAGGGATGA 259

Ad05A23882 Aradu.A05 23882 p3 (AAT)5 15 109820629 109820643 AGTCGCCCAAAGGCTAAATC CCAGGGGCACTAAATGCTAA 233

Ad05A23884 Aradu.A05 23884 c (C)10tcctgggaggcatgatcctccggaggaaggaagtcccttatttataataaaaactctaagactaaacctaaaagatattgtttttaattaaaaattac(A)11119 109823988 109824106 ATCCATGGGAATGAGCAGAG CGAAGCACATGACCAAAGTG 267

Ad05A23886 Aradu.A05 23886 c (TG)8tt(TG)12 42 109832521 109832562 GTTCCGCCTTTTGATGATGT TCTTAGTTGGAACACCCCTTG 236

Ad05A23888 Aradu.A05 23888 p2 (TA)6 12 109843401 109843412 ACAAACATGCCAAGGCAAAG GCATAGCAAGAAGCTGTGAGG 232

Ad05A23892 Aradu.A05 23892 p3 (TTC)7 21 109871312 109871332 TGCTGCATTTTTCTTCTTCTTTT TGCTGCTTCTTCTTTTTCATCA 253

Ad05A23893 Aradu.A05 23893 p3 (AGG)9 27 109871865 109871891 GAACCACACCTCAGCCACTT CACCAACACCACCTCCTTCT 186

Ad05A23896 Aradu.A05 23896 p2 (GA)8 16 109875544 109875559 CAAGCACAAACTCTTGTCCG TTACCATCATCTCCCCCTTTC 249

Ad05A23901 Aradu.A05 23901 p3 (ATT)5 15 109898928 109898942 TCAAAATTGTTTGCCCCAAT AAAAGGAGATGGCAGCTGAA 127

Ad05A23902 Aradu.A05 23902 p2 (AG)6 12 109904555 109904566 TTAAACCTGGATCGAGAGTCAC GACCCAGTTTTCAGCCCATA 192

Ad05A23903 Aradu.A05 23903 p2 (AT)8 16 109911039 109911054 TGCGAGTATCTCTTTGCTTTGA GCATTTGCGAATACAACCAG 226

Ad05A23906 Aradu.A05 23906 p2 (GA)8 16 109934886 109934901 TTGCAACAATCCACAAGCAT TTTCTTCCTTCTCCCTTCTCA 253

Ad05A23908 Aradu.A05 23908 c (T)10cg(T)10 22 109940059 109940080 CAGCTTTGCTAAAGTCCCCA TGTGGTTCATGAATGTTGGC 226

Ad05A23910 Aradu.A05 23910 p3 (GAA)6 18 109952168 109952185 CGGTCTTAGGTGCCATCAAT AAACCAATTTCCCTCCCATC 274

Ad05A23911 Aradu.A05 23911 p2 (AG)6 12 109955776 109955787 TGAATTTTGAAAAAGGGGAAGA TCTTGTGGTTTCTTGTGAATCAA 210

Ad05A23921 Aradu.A05 23921 p2 (TC)8 16 109984963 109984978 TGTCATTATGCGTTCAGTCCA TGATGAGTACACAGGGTGGG 263

Ad05A23922 Aradu.A05 23922 p2 (AC)7 14 109985496 109985509 TGACATGAAAAGTGCAACCAA CGAAAGTCCCACCAATGTGT 274

Ad05A23923 Aradu.A05 23923 p2 (TC)6 12 109991535 109991546 AATAGCCAGAAGCTCCGACA ATGGCAGAGCCAGAAAGAGA 256

Ad05A23925 Aradu.A05 23925 p2 (TC)6 12 109998650 109998661 CCGGAAGTCACAGAACCACT ATGGCAGAGCCAGAAAGAGA 230

Ad06A1 Aradu.A06 1 p2 (TC)24 48 3411 3458 CCCTAGAAAAACCCTCGAAAA AACCAACACAGTGCGAAGAA 260

Ad06A6 Aradu.A06 6 c (AAG)10at(GAA)7gaggaagagaaaaaagaacgtgcagc(AAG)594 22924 23017 TTCCTCATCTTCTGCTGCTTC ACTGCACGTTTTCACTGCAC 261

Ad06A7 Aradu.A06 7 p3 (AAG)5 15 23120 23134 TGCAGTAACGGTTGAAGAAGG ACTGCACGTTTTCACTGCAC 123

Ad06A8 Aradu.A06 8 p5 (TAATC)6 30 46365 46394 TCAAAGGCATGCACAGGTAA TGAAGTTCGTGGACAACCTG 219

Ad06A9 Aradu.A06 9 p3 (TTA)12 36 47721 47756 ATGACAAGCCGTCGAAAAAT AAATCGAGCCGCCACTTTAT 274

Ad06A10 Aradu.A06 10 p2 (AT)11 22 53495 53516 TGCAGGTTTGTAGTTGCGAG AAATCGCGCTCACAGTTTTT 153

Ad06A11 Aradu.A06 11 c (ATT)16a(TGT)5tattgttgttaagggtgtttagaatttacccaatc(T)10109 53902 54010 CGTTATTAATTGTTGATGCATTCT AAGGTTGAATGGATTTTTGGG 260

Ad06A13 Aradu.A06 13 p6 (TCACTT)5 30 56842 56871 TCTCCGACGAATTTCACCTC TTGCCTGAAACTAACAAACCG 229

Ad06A14 Aradu.A06 14 p3 (GAG)7 21 59363 59383 GTTTGATGAGGAGCATGGGT ACTGCCACTTGAATCCTTGG 238

Ad06A17 Aradu.A06 17 p2 (AG)9 18 79360 79377 AACGGTGGTGACAGTGTGAG CCGTGGAATCTCTACTCGGA 181
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Ad06A25 Aradu.A06 25 p3 (TGG)5 15 92115 92129 TTTGGTTGGTGTGATGGAGA TTTTTCGCTCCAAAATGGTC 180

Ad06A26 Aradu.A06 26 p3 (AAG)5 15 100725 100739 CTCCGCCAGAACAACCTTAC TGGTTTGCATCATGGTGAGT 268

Ad06A32 Aradu.A06 32 p3 (TAT)8 24 120188 120211 TTTTTCAAATCTCAACCAATTTC CCAATTGCCGAGGAAAGTAA 221

Ad06A36 Aradu.A06 36 p2 (AT)7 14 127058 127071 TGTACTAGGAACAGGGACGGA TGATCATTTTTAACTAAACACGCAA 267

Ad06A40 Aradu.A06 40 p3 (GTT)5 15 153563 153577 TAATCCAGGGAGACCATTCG TCTGCACCCAAGAAAGTGAA 112

Ad06A42 Aradu.A06 42 c (CCA)6acaccaacaccaccgccacaacctccaccaacag(CAC)567 162507 162573 AGTGCCAGAATCGAAATCGT GCGTTGGTGGTGGTGTTG 220

Ad06A45 Aradu.A06 45 p3 (TGG)5 15 169371 169385 GGTCGTGCATGGAACTTTCT TGAATCCATTCGACCAAACA 155

Ad06A47 Aradu.A06 47 p2 (TA)7 14 171400 171413 TGAGGAGAAGAGAGCAGAATTT GCTACCCTCTTTGTCAAAATCA 112

Ad06A52 Aradu.A06 52 p3 (ATA)5 15 202752 202766 TGACAGTTGCAGGTCAAAGAA GACAAGCAAATAGCCTAACACA 262

Ad06A54 Aradu.A06 54 c (GA)6gtaatg(TGA)533 217225 217257 TGGGATGAATGGGGATTAGA TTCGAACGCTGACAAAACTG 212

Ad06A55 Aradu.A06 55 p2 (TC)6 12 218084 218095 CGTTCGACAGATTTATCCCA AACGGCTTCGTTTGGTATTG 230

Ad06A60 Aradu.A06 60 p3 (ATA)22 66 234747 234812 TGAACCGTTGAATAGATGCG TGCAGAATTCCTATCGTGGTT 261

Ad06A61 Aradu.A06 61 p3 (AAC)13 39 238266 238304 ACGGATTACGTGCATTCGTA TGTGAACCACGATTTTACGG 271

Ad06A62 Aradu.A06 62 c (A)10gaaaagatggtagtgactaccaagacgacgataac(A)10gatggccaaaaagatgaaaaaaatgaaaaaaacaaaacaataacagtttacgtatt(A)11122 239816 239937 TGGTGATCATAAAGGAAGGAGAA TTTTAACCAAGTTCATATAGCGCA 187

Ad06A63 Aradu.A06 63 p2 (TA)7 14 241197 241210 ATGGTTGCCATCACCTTCAT TCGAACTTTTGAATTTTCTTTCA 214

Ad06A65 Aradu.A06 65 p3 (TCG)5 15 244130 244144 TCCCTTGATAAATCCGATAGAAA CTACATCCTCAAAGCCACGG 279

Ad06A66 Aradu.A06 66 p3 (AAT)5 15 245584 245598 TCAATAACCAGGCACTTTCAA TGGATTTAGGGTTGATTGCTG 265

Ad06A67 Aradu.A06 67 p3 (ACC)5 15 250131 250145 AAATACCCTCCACCACCACC TTCTGCTTCCGATTTTGCTT 280

Ad06A72 Aradu.A06 72 p3 (ATA)14 42 261757 261798 GCCAGGGATCCTCAGTTGTA AAAAGGAAGACACCGAATGTG 202

Ad06A74 Aradu.A06 74 c (T)17gtgtattttatctttctcatcgtttttctattgctgtatgttgttattgtgc(T)1079 262741 262819 CATGCCAGTGTGACCAGTTT TCCAATAATAGCATCAGAAGTAGGA 275

Ad06A79 Aradu.A06 79 p3 (GAG)7 21 276192 276212 GTCGAGCCAAACTTGAGGAG TTTGCCGACTTATTTTTGCC 232

Ad06A89 Aradu.A06 89 c (A)10gtataaagtatgaaatatgaatcactattatatttctataccggtttttttccag(A)1075 298464 298538 AAAAACCAAAAATGGGGCTT ATCATCAACGGCTTTGGTTC 262

Ad06A95 Aradu.A06 95 p3 (TCT)6 18 308750 308767 TCACAACTACCCCTTTTGGC TCCCGGAATAACCACCAATA 251

Ad06A96 Aradu.A06 96 c (TGG)7ccttcccaccgggatgggtggatttggtggactcggcggtactatg(GGT)582 308951 309032 CGGTATTGGTGGTTATTCCG AACAACACCGGTGCCAGTA 238

Ad06A99 Aradu.A06 99 p2 (AT)7 14 312021 312034 GAGACAATAAATCGGTCAAAGAA GCTTTTGAAAACGGAATTGG 233

Ad06A100 Aradu.A06 100 p2 (AT)8 16 321263 321278 GGTCCAAAACTTGTGAGGGA CAAGGATGGCTGATCCATTT 203

Ad06A101 Aradu.A06 101 p2 (TA)6 12 322040 322051 GGAGACGCATTTTCCAGGTA AGCCCCTGAAAACTCATCCT 235

Ad06A102 Aradu.A06 102 p2 (AT)14 28 325674 325701 TTACCGCATATATTTTGAGAGAAA CATTTGGGTCGGTTTGGTTA 244

Ad06A103 Aradu.A06 103 p2 (TA)8 16 332758 332773 TCACTCAAGTGTTCAGGTATTCG AAAAAGAGTTTATTCAATGAGAGTGC 269

Ad06A107 Aradu.A06 107 c (T)12aaagatgtttacctagcagtggtaactaggttagtgtgtgtgagtgtgtttgtaatgacc(A)1486 336207 336292 GGCTGGCCTATTTTTGTTCA GAGTTCAGGACGTGGATGCT 225

Ad06A109 Aradu.A06 109 c (A)10gattttgttcaaaatctcatatctaacaaagtgtaattagtttttccaaaatgggttgattctaatcttaaataaacttttagggca(T)14111 340032 340142 TCTCCAAATCCAATAGACAATACG TGTTAAAGAAAACGAAAGCGAA 268

Ad06A112 Aradu.A06 112 p2 (CA)6 12 344429 344440 TAAAGCAGTGAAGCACCGAA GAAGGGAGAGAGAGGGAGAGA 189

Ad06A113 Aradu.A06 113 c (A)11ga(AAG)5 28 345983 346010 TTTTTCCCCCTTATTTTGCAT TCCTCAATTGTCACATCAGCTT 242

Ad06A117 Aradu.A06 117 p2 (TA)7 14 353888 353901 CGTGGAGAAATGAGGAAGATG CCCCATTTTTGGAAAACAAA 260
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Ad06A119 Aradu.A06 119 p2 (TC)8 16 354898 354913 TCCAATCAGATCCCACAATTT AACGCATGTGAATATGCTGC 118

Ad06A121 Aradu.A06 121 p3 (ATA)5 15 365477 365491 TCCGAATTACGGTTTTCAGAT CGTTACGGCGTCAATCACTA 203

Ad06A122 Aradu.A06 122 p2 (GA)7 14 368176 368189 AAAAAGAGGCGCAAAGTGAA ATCGTCGTCGTCTGCTTCTT 238

Ad06A125 Aradu.A06 125 p3 (AAT)9 27 381065 381091 GGTGATAATTGATAAAGATAGAGAAGG TTTTCTTTCTCAGCTCCACTTTTT 147

Ad06A129 Aradu.A06 129 p2 (TA)6 12 385913 385924 CTCGAATCCGCAACCTCTTA CATGCAATACTCAACCACGG 263

Ad06A130 Aradu.A06 130 p2 (GT)6 12 388596 388607 TCCGAAAAACCAGATGAACC TGCTGACAATTACCTTGGGA 225

Ad06A131 Aradu.A06 131 p3 (TCG)6 18 393642 393659 CCTCTTCTATTGCTTCTTTGCC GCTGGATCAGTAGCAGGGAG 265

Ad06A133 Aradu.A06 133 p2 (TA)7 14 396103 396116 TTTGGACAACTGACGGTTCA GCTTGCTCTTGTGATGATGG 272

Ad06A134 Aradu.A06 134 p2 (TA)6 12 398230 398241 TGCCCTAAAATTAATCAAACAACA ATTGCTGGCCCCTAGACTTT 196

Ad06A135 Aradu.A06 135 p3 (ATA)5 15 398961 398975 CCAATCCCATTGTATCGACC CCCAAGTTGGTTCTGACGTT 216

Ad06A138 Aradu.A06 138 p2 (TC)15 30 412003 412032 GGCGGTGAGTATCGAAGCTA AGCCAGCCCAATAACTCAAA 190

Ad06A139 Aradu.A06 139 p3 (TCT)5 15 412138 412152 TCTCTGGTGTGTGGGTTTGA GGCCGTTAATCCAAAAACCT 163

Ad06A140 Aradu.A06 140 p2 (AT)8 16 412440 412455 TCAGTCAAGTGGTTTGTGATG GGACTTTATTTATTTTGGGACTGTTT 280

Ad06A145 Aradu.A06 145 p2 (AT)6 12 422519 422530 CGTTAACAGGAACTAAATTGAAACAA CAATTTAGGAACAAATTGACGC 272

Ad06A150 Aradu.A06 150 p2 (AG)7 14 431025 431038 GCCTCTCAATCTTTGTTCGC TGCAGCTGAAGCCATGTTAC 151

Ad06A153 Aradu.A06 153 p2 (GA)6 12 434392 434403 TGCTTTATGAAGGATTGTGTTTG TGTGGACGTTCTTTGGATGT 193

Ad06A156 Aradu.A06 156 c (A)10tcaatgttattttttttgacacaggagctaatcagtcccaaaaaaaattatcaggggccggattgggtg(T)1089 437020 437108 TCGTGAACAATGACCTCGAA ATCCGTCCCTGACAATCATC 176

Ad06A162 Aradu.A06 162 p3 (GGT)5 15 450243 450257 AGTCTCAGGTCACTCTTCCAGTT TCCTGAAATGGCTAAATGGC 156

Ad06A163 Aradu.A06 163 p3 (ATA)13 39 452888 452926 GTATAAATTGTTGATCTTTTTGGACA ATTTGCATGGACTTTTGGCT 185

Ad06A165 Aradu.A06 165 p3 (AAT)5 15 455079 455093 GAACGTCGATTTCCCAAGAA TCAGGGGAAAGTTTTAGGGG 259

Ad06A167 Aradu.A06 167 p2 (TA)7 14 466047 466060 TGATAGCTAGTAGGCGCTGGA TCATTCATATGCAAGAAGGCA 134

Ad06A168 Aradu.A06 168 p2 (AT)6 12 473955 473966 GCAAGTTTTCCGAAACCAAA TAATGGGACACACCGTTCAA 269

Ad06A170 Aradu.A06 170 p3 (AAG)7 21 481825 481845 TCAAACAACAAAGAAGAAAAATACA GGCAGAAAATGAGGAGGAGA 277

Ad06A171 Aradu.A06 171 p4 (TTTA)6 24 483512 483535 CTTGCACGTGGCAACTCTTA TGGCATTTTTGCTATGACCA 180

Ad06A174 Aradu.A06 174 p3 (ATA)6 18 487109 487126 TGAATTGTTGATCTTTTTGGACA CGATTTGCATGTACTTTGACTATAA 280

Ad06A177 Aradu.A06 177 p2 (AG)7 14 497972 497985 AATTGCTCAAACACAATACATCAA AGGAATTCCCTCCCCCTATT 228

Ad06A179 Aradu.A06 179 p3 (ATA)5 15 499872 499886 AACAGAATCTGAACGTGACCG AACTCGTTGATGAGCTGAAAA 170

Ad06A184 Aradu.A06 184 p2 (CA)13 26 513939 513964 TACCGATAACTTGGGCTTGC CCTGGTGGCATTATTGCTCT 230

Ad06A185 Aradu.A06 185 p3 (AGT)19 57 516759 516815 TCTGTTTTACCAGCTCCGCT TAAGTCCACATCCCTTTGCC 243

Ad06A195 Aradu.A06 195 p2 (AG)20 40 548851 548890 GCCATTCAACCATAGAAAGCA CATCATCATGGCTGGTTGGT 143

Ad06A196 Aradu.A06 196 c (AAT)6aac(AAT)639 549599 549637 AAAGTAATATGAGCCGATTAAACC TGATCATTTTATCATGTCAGATTGTG 262

Ad06A199 Aradu.A06 199 c (T)10attttttaaaatagaaatcggacggtctgatttcaacattaaaa(T)11cgaattcacaaatcggaccgtccgatttgtgattgtttgtttg(A)10118 551651 551768 ACGGTCCGATTTGTTTGAAG ATCGAATGCACCGATTTGTT 251

Ad06A201 Aradu.A06 201 p2 (AT)6 12 552334 552345 TTGAACAGTTCGATTTATGTACCTC GGAGTGCAAACAATTAGGGC 212

Ad06A203 Aradu.A06 203 p3 (AAT)6 18 553208 553225 GCTGGAGATGAAACTATCTCTAAATG TCAGATGAAAATGGTTGATGTTG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A204 Aradu.A06 204 c (TC)6atgt(GA)10 36 553678 553713 CCTCTTGACCTGACCTGACC AAAGGCAACCATTCAACCAA 254

Ad06A206 Aradu.A06 206 p3 (AAT)14 42 555233 555274 CCAGTGAGGAAGTGTGAGCA GGCGTTGTCGACACCTATTT 146

Ad06A211 Aradu.A06 211 p2 (TC)6 12 563058 563069 TCATTCCGTAACCGATCACA ACTCGCCTACTCGGTCACAC 279

Ad06A217 Aradu.A06 217 p3 (TGA)5 15 575606 575620 ATGCAGTGAAAATGATGGCA ATCCAAGTCCAAAACATCGC 198

Ad06A219 Aradu.A06 219 p2 (AG)7 14 577712 577725 GCGTGAAGATTGAATCCGTT TGATGAAGCATCGACGTAGC 230

Ad06A232 Aradu.A06 232 p3 (GAA)5 15 614244 614258 GGGGCCATAAAACTAACAAACA TTGGGATGTTTCTGTTGCAG 240

Ad06A233 Aradu.A06 233 c (A)10g(A)10 21 614761 614781 ACATGCAGGGTGGGATTTTA GGCATTTAGCGGACAGAAAA 274

Ad06A234 Aradu.A06 234 c (A)11ttaatacacagatcaatcctccaatatttttcttcattagacataacaattttctataaaaaaagagtaaaataaa(ATT)11aattacacaataatgctgtaccataattttttatattttttagacaaaaaaaataataaatttatttattagagtct(TA)6209 622030 622238 TTCCCAAAAATTTTAAAAGCAGAC ATTCTTGTTGTTGTTCTTCTTCTTC 269

Ad06A236 Aradu.A06 236 c (TCA)5acgttctctctgactgtgcagtctcagtctccatggcaactcaaggtcaagtcattacttgcaaaggtactacaattca(CT)6106 623570 623675 ATTTCCACTCATTTTCCCCT ACGTCTTCGATGGACAAAGG 239

Ad06A237 Aradu.A06 237 c (T)10cctgttaaatattaaatgctcatttatccaaatcatgctttgcaggatcctgaaggtctcttcccttgtatccttggccatgaagctgctgggtgagtaa(T)10120 623937 624056 TTTCCCATTCTCGTTTTCCA CATCAGATTTTAGCGCAGCA 230

Ad06A240 Aradu.A06 240 c (AAT)6aacatggctgtaaattctaggattatgctatggtaaagagtgttttccaataaaaaatgatcattctttttataatag(A)10106 627865 627970 ATAGCTGCAAGCCCAACAAC CCCCTTCAATGGTTCAAATG 253

Ad06A242 Aradu.A06 242 p3 (ACA)7 21 631348 631368 TCAAAACCATTCGCAACAAC GGGATGGCTTCTTAATCGAA 197

Ad06A244 Aradu.A06 244 p3 (CAG)5 15 632048 632062 TTGCAGGAGATTGAGAGCAA TGTTGAGTGCCCAGAGACAG 200

Ad06A245 Aradu.A06 245 c (AAG)5gacccaaagaacacgcggggcgttgtagtaggaaacaaaatgagaaaaaaggaatgttactacctttgttgttgttgccaaagatttgggggttgacc(AG)9131 636184 636314 CAGGGAATTCAAAAGGCAAA CACCTTCCTCCTCTTTCTTCC 207

Ad06A246 Aradu.A06 246 p3 (ATA)10 30 637826 637855 CATCGTTTGTCCATTCAAACA GTTTAACGAAAATTTCTTCACATAAAA 184

Ad06A251 Aradu.A06 251 p3 (CTT)7 21 646983 647003 TGCAGGTTTTTCTTCTTCCC TGAACCGAAATTAACACACACA 260

Ad06A257 Aradu.A06 257 c (AT)7ttatatataaatatattagtgactgattttaatagctaattttaatgtataaataataattttgt(A)1190 661602 661691 GCTGAGAATAAGGTTAGATACAATGA TAACGAATTAACGACGCGCA 252

Ad06A258 Aradu.A06 258 c (GAA)7(GGA)8 45 667117 667161 GCCATCGTCGTTATCATCCT CAAGTCTCAGACCCCTCTCG 277

Ad06A272 Aradu.A06 272 p4 (TTTA)5 20 684933 684952 GAATGAAATAAGCGCTGATGAA GTCAATACAAACGCCCCCTA 164

Ad06A273 Aradu.A06 273 c (TC)6(TA)6 24 686738 686761 TTGAATACATCGCCGACATC ATCCACCAAAACTTGCCAAC 275

Ad06A282 Aradu.A06 282 p2 (CA)6 12 712688 712699 ATGGTGCATTCCAAGTTTCC TGGCTGATTTTGATGGACAA 196

Ad06A283 Aradu.A06 283 p2 (TC)20 40 713602 713641 CTGCATCAGCAATTCAGCAT AGAGATGCAGCGTGACAATG 207

Ad06A284 Aradu.A06 284 p3 (CTT)5 15 714185 714199 TGTGCAATGTGTCCACAGAA CCAAAACTGGCAAAGAAAGG 251

Ad06A285 Aradu.A06 285 p3 (TGG)5 15 719105 719119 CGGAAGATGGGGTTTGTATG CTGCTAGGAATCGGTCGAAG 233

Ad06A286 Aradu.A06 286 p2 (AT)9 18 724891 724908 TGATCAAATATGGACCCAAAAA CGTGTCAACATGTGTAACCTTATTC 280

Ad06A288 Aradu.A06 288 p2 (AT)7 14 725915 725928 TTCATTTATTTTGGCGATGAA TATATTTCGGGTCGGGTCTG 257

Ad06A291 Aradu.A06 291 p3 (GAG)5 15 739754 739768 GAAGAAGCCGAGGAGGAAAT GATGGCGAAGAAGAATTCCA 171

Ad06A292 Aradu.A06 292 p3 (TAG)5 15 752527 752541 AAGGGCATTTGACTTGGTTG GCTCAAAAACAAACAATGGCT 123

Ad06A294 Aradu.A06 294 p2 (TA)6 12 761807 761818 TGAGATGCAACAAGGGAAGA ATGCATGCACACATGGTCTA 254

Ad06A295 Aradu.A06 295 p3 (CAA)7 21 767547 767567 GAGAGACCAACCATGAGGGA TCCTTCCTACACAAGGCCAA 174

Ad06A298 Aradu.A06 298 p2 (AG)6 12 768260 768271 CAAGGTTGCTTGTGCTTGAA AAGGAGTGATTCTCCCCACC 245

Ad06A302 Aradu.A06 302 p3 (GTG)6 18 774425 774442 GCAGGGTAGGTTTTGCTGAG CCACCCCAGATCTATCTCCA 195

Ad06A304 Aradu.A06 304 p3 (ATA)13 39 777715 777753 GCCAAATAGGTCTTATGGAACA TTGATGCTTGCAGGAAATTG 205

Ad06A305 Aradu.A06 305 p3 (ACA)7 21 781191 781211 ACAGGAAGCTCAGCGAGAAG GCCTCCATCTTCGTTTCAAG 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A307 Aradu.A06 307 p3 (TGA)9 27 784623 784649 AGAGGTATGGCCGGTAATGA AAATCCTTCCCCTATCTCCA 150

Ad06A308 Aradu.A06 308 p3 (TTA)10 30 784894 784923 GAAGGGGATAGATAGAAGTTTGTTG AAAATTAACCCCATATCAAAGAGAAA 262

Ad06A309 Aradu.A06 309 c (TTG)5ttttatattctaaaaaaaaagtaacaatccccttcttcgtcaactcttcaactctgttcttcttcttactcaactcta(TTC)6111 789585 789695 CGACTCCACCTCGTTTGATT TTTAGGTTGATTGATTCCTGCT 266

Ad06A313 Aradu.A06 313 p3 (TAA)5 15 794566 794580 CAGCCAAAAATTGTAACCACC GAACATTCCCAAACATTGCC 269

Ad06A314 Aradu.A06 314 p2 (GA)7 14 799337 799350 ACGACAAAACCTGGCTTAGG CCTGCAACCACAACTCAATG 246

Ad06A317 Aradu.A06 317 p4 (TATT)9 36 817028 817063 AAACGATTAAGATCCATTTTGTCA CGGTGTATGATGGATGGATG 263

Ad06A318 Aradu.A06 318 p3 (ATC)7 21 817680 817700 CGCTCCCTATTCCAATCAAA TTTATTTAAAAACTGATGGCAGAA 224

Ad06A319 Aradu.A06 319 p3 (GAA)6 18 818226 818243 CTTTCCGAAAAATCGACTGC TTGTATTGCGAGTGCTGAGG 262

Ad06A326 Aradu.A06 326 c (T)10cctatttcgttgttttcgttttcgttttca(T)1050 828691 828740 GCGGAAGCTTTGACTTTCAC CAAAACCTAAAAGCGACCGA 105

Ad06A332 Aradu.A06 332 c (A)13caaagaagaagaagaggaagag(GAA)7gac(GAA)5g(AGA)796 848796 848891 CGAGGAAGAAGAACGTACCG TTCATTAACACGCGGCATTA 280

Ad06A334 Aradu.A06 334 c (AGG)6aa(GAG)5gtggtgggggtggtgatggtggtggtgatgacgataacgaaagagaaaaataacgaaaaagaaag(AGA)5115 851764 851878 TGATAATGGTGGTGGTGCTG CGCGCTTGTCCTTCTTTATC 252

Ad06A339 Aradu.A06 339 p2 (TA)7 14 859109 859122 GCACAAATCTATTTGCACCA TTTCTCGTATAATCAAAAATAGCTGC 192

Ad06A340 Aradu.A06 340 p2 (AT)6 12 861789 861800 ATTGGACTTCCGACCTGATG AGACAGGGAGACAATGGTGG 232

Ad06A341 Aradu.A06 341 p3 (ATA)19 57 864559 864615 AACAAAGGAGATTGATTTGAAAAA CCCATAGTTTGTTTGGCTGC 277

Ad06A342 Aradu.A06 342 p3 (TAA)9 27 866269 866295 TTCTTTCACCTTGGGAGGAA CGAAGCCGTTCCTCATCTAC 251

Ad06A343 Aradu.A06 343 p2 (TA)7 14 875144 875157 TCCAAATCATCCTAACTTGTTTCA ACGAGGCCAAAAACACAGAT 196

Ad06A345 Aradu.A06 345 p2 (TA)6 12 876324 876335 TTTCCTGCTTAATTCTTGCATC TTTGTGTAATTTTGAGCTCCCAT 270

Ad06A348 Aradu.A06 348 p3 (GAA)8 24 897113 897136 AAATTGATGCGTTTCGGAAG TTGTTCTCTTCTCGTGTTTTCG 275

Ad06A351 Aradu.A06 351 p2 (TA)7 14 905058 905071 AAGTGTCGGCCAGAAAACAC TCGTAGGGTTAGGATTTAGAATTTTT 269

Ad06A353 Aradu.A06 353 p3 (TAT)5 15 906449 906463 TGGTACATTGCGATCTGGTT TGCAGAATACGTTGTCGTTTG 235

Ad06A354 Aradu.A06 354 p3 (TCA)6 18 909716 909733 TATTCTTCTCCCATGCCACC CAAGCCAGAAAAGGTCTTGC 190

Ad06A355 Aradu.A06 355 p2 (GA)8 16 910476 910491 ACCGAAACAACCAATGAAGC TCCTAACGGTCACTTCCCAC 185

Ad06A356 Aradu.A06 356 p3 (TTC)5 15 929633 929647 CCGTCCTTCGAACCAAAATA TGGGCCCAGAAATGATAGAG 241

Ad06A357 Aradu.A06 357 p3 (TGA)5 15 930761 930775 GGGACCAACTCGAACTGAAA ATTCCTGCACCACATCCTTC 155

Ad06A359 Aradu.A06 359 p4 (AAAT)7 28 945002 945029 TCGGAACCAGATGTTGTGAA ATGCATGCAGTTTGAGCTTG 210

Ad06A360 Aradu.A06 360 p3 (ACA)7 21 946413 946433 TGTAGGCCATAAGTAAATCGTGAA AACATCCAGTCAGGAGGGTG 260

Ad06A362 Aradu.A06 362 c (T)10cttctttttgataatactgttgttgtttaatttcttcttctttttttatcctcacatcttatt(TTA)794 949603 949696 TCAGTCGCTGTCATTGGTACT TTTCATTGGTTCGGTGTCAA 278

Ad06A363 Aradu.A06 363 p2 (TC)7 14 951272 951285 ATGCGACTGCCAACTCTTCT TGTAGTCAAGCTCCCCTTCG 222

Ad06A364 Aradu.A06 364 p2 (CT)20 40 951541 951580 TCAACCCTCTCGATTTGGTC CGGAAATGGAATGCTGAAAT 257

Ad06A370 Aradu.A06 370 p3 (TGT)7 21 972507 972527 ACCACAGGTGCAGGGTAGTT GGGAAATGGAACCTCATCAA 267

Ad06A371 Aradu.A06 371 p2 (TC)19 38 975208 975245 AAGGACTGCTTCGTCGTCAT TGGTGCTCAACACACACAGA 137

Ad06A378 Aradu.A06 378 p3 (ATT)5 15 991845 991859 GCAATAGGGCCTCACAGAAG ACCAAGCGTTGTTTTGTTCC 269

Ad06A381 Aradu.A06 381 p3 (TTG)5 15 996558 996572 CGGTTTCAGCAAGGAAGAAG AACACGGGAACACGACAAAT 169

Ad06A384 Aradu.A06 384 c (CTC)5ttcttttctcattgaaatttcttctcctccttccttttcatcattctcctc(CAT)684 999235 999318 ACTGCCGTTACCAACACCTC TGAATCGATAACGATAACAATGA 170
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Ad06A386 Aradu.A06 386 p3 (ACT)5 15 1000535 1000549 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 162

Ad06A388 Aradu.A06 388 c (CTT)5tttcattttttttcttcttcatcttcttatttcattttgttataatttttcttgtttcactctattgagagaaataaaatcatg(A)10109 1004371 1004479 TTCAAAACTTTTCGTCCTAACCTT CTTCTTGATGATTTTGCACCA 174

Ad06A389 Aradu.A06 389 c (TA)6aaag(A)10 26 1005677 1005702 GCATGAGATGGCAAAAATCA GAAGATTCGGAATGCAGGAA 206

Ad06A391 Aradu.A06 391 p2 (AT)6 12 1017166 1017177 CCTTGCCTTCTATCCATAGTTGT TGACATAAATGACTCAAACCAACA 250

Ad06A397 Aradu.A06 397 p2 (AG)8 16 1024802 1024817 TGAACCCTTTTCTCATCATCC TGCAACACTGAATGAGACCC 226

Ad06A401 Aradu.A06 401 p4 (AAAT)5 20 1032360 1032379 TCCCGGTTTAAAACATGTCC ACGGTACGGTCTCAGTTTCG 168

Ad06A402 Aradu.A06 402 p4 (ATTA)6 24 1032744 1032767 CGCGAAATGACAACTGCTAC AACCGCTTCACATACTTCCAA 270

Ad06A412 Aradu.A06 412 p3 (CTT)8 24 1056335 1056358 TTGAGAAGGAGAAAAGCCCA GCAGATGGCTTAGATCCCTG 208

Ad06A413 Aradu.A06 413 p3 (TTG)7 21 1062978 1062998 TCTGGCTTTCATTGGGTTTC GGCAGAAGATGGCTTACAGG 217

Ad06A419 Aradu.A06 419 p3 (TTG)5 15 1079024 1079038 TAAGAACTCAGCTGACCCCG CCTAAGTGCAGATCGAAATGG 257

Ad06A424 Aradu.A06 424 p2 (TA)6 12 1089587 1089598 GACATGCATACGCTCCTTGA GACCTTTAGTTCCCATGTCGTT 254

Ad06A430 Aradu.A06 430 p2 (AT)11 22 1110865 1110886 GTTGAACCCACAAACAGGCT GAGTTAGAACCCGTGACCCC 133

Ad06A432 Aradu.A06 432 p2 (AT)6 12 1111201 1111212 TTGTCACGTAAGTTTTTCGAATG GGTAAGATTCTGTTATTGTTATTGTCA 250

Ad06A436 Aradu.A06 436 p2 (CA)7 14 1131350 1131363 TATCACGTGACTTGGCCACT TGGGATCACATGGATCTTGA 234

Ad06A437 Aradu.A06 437 c (TAT)7tgtcgacctggaagtctgatgagggcacactatgatcttcaagatccatgtgatcccatatgaagccatatccatcataacccttgggac(TAT)6129 1131479 1131607 AACGAATTCTTCACACTTTCCA CATCACTTCTCATCATCAAGGG 270

Ad06A445 Aradu.A06 445 p2 (AT)6 12 1141247 1141258 GATCGAACTCTTGTGATGAGTCTT TCCCAACTGAGTTTGAGTTTGA 257

Ad06A454 Aradu.A06 454 p2 (TA)7 14 1163526 1163539 TGAATGATTGTTCTAAGGAAGTTCT TCTATGCCCTGAACTCCCAA 112

Ad06A456 Aradu.A06 456 p2 (AT)6 12 1164509 1164520 CCATTAATCACGAAATATATAAGAACA AAGTACCTACTCTTTTCTCTTGCAAAT 254

Ad06A457 Aradu.A06 457 p2 (TA)14 28 1165061 1165088 CAACGAGCATGTAAGTAAAAGGC CATTCTCCCACTCCTTAACCC 274

Ad06A458 Aradu.A06 458 p2 (TA)10 20 1166514 1166533 TAAAAATGGCGCATCATCAA CCCCACCACCAATCAATAAT 274

Ad06A462 Aradu.A06 462 p2 (GA)6 12 1182529 1182540 GGCGGAGAGAAGCACATAAC TAACGACCCATTCGGTTTTC 253

Ad06A469 Aradu.A06 469 p2 (TA)6 12 1204520 1204531 CATGTTTACACATTTCAAATTTTTCTT CAAAATCGCGTGAAACCATA 158

Ad06A471 Aradu.A06 471 p3 (CTT)5 15 1205378 1205392 GAATTTCGGGTGTATGTATGCTT CCTCTTCCAAGTAATTTTGTAGCA 221

Ad06A472 Aradu.A06 472 p3 (GAG)9 27 1206364 1206390 CCTCCTCATCTTCTGCTGCT TCTTTTTGTATCCCGCGTTC 261

Ad06A478 Aradu.A06 478 p3 (TAA)7 21 1216190 1216210 TCTTAATATGATTAGCAGACGCTCA TTGTTGACTAATTGACGATCCC 253

Ad06A479 Aradu.A06 479 p2 (AT)9 18 1219777 1219794 TTGGAGGGGACATTAAGCAG TTTAGGGTTAAGAGTTTATGATTTGAA 269

Ad06A480 Aradu.A06 480 p3 (ATA)15 45 1220265 1220309 GATCATCAAATTAAAGGCCCC CACCAAAACCCATATCCCAT 154

Ad06A482 Aradu.A06 482 c (TA)7gaccgaggggagaaagatgaagatca(AG)958 1220965 1221022 AGCTAGCACCTTCCACCAAA CCAGGTGCAAGAACAACTCA 269

Ad06A483 Aradu.A06 483 p2 (GA)6 12 1221721 1221732 TCGCAATCTCTTGCGAGTT TCTCCGGTATGCAACACAAA 181

Ad06A484 Aradu.A06 484 c (TGT)6(TGG)5 33 1221954 1221986 AGGAGGACGGTGATTCTTCA CCAAAGCCTGAGATCGAGAC 254

Ad06A485 Aradu.A06 485 c (A)10gtgagaggagaatgaaacaaaatctctgattatagggattgatattacatagtacatatatacttataatattatta(T)11att(A)10111 1222336 1222446 TGGAAACAACAAACCTTCAAA CAGTCCCTTCACACTCCCAT 274

Ad06A491 Aradu.A06 491 c (A)10ctgaagaaaataagagt(GATA)547 1237236 1237282 CTCAAACAACCTCCGAAACA AAACGAATCAAATCGAATCCA 264

Ad06A496 Aradu.A06 496 p3 (TTA)19 57 1243247 1243303 GAGGTGTGGATGGAAATTGG AAATTTGGAGATAAATTTGTGCATT 269

Ad06A499 Aradu.A06 499 c (TTA)7(T)13 34 1251070 1251103 CCCTTTAGAGGCACTTGCTG CCCCCAAAAGAAACATCAAA 172
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Ad06A501 Aradu.A06 501 p4 (ATGT)6 24 1260528 1260551 CAATATGAGCAAGCAAGGCA AGTTGTGGCAAAAAGTGGGT 180

Ad06A502 Aradu.A06 502 p2 (TA)11 22 1260981 1261002 TGTGCAGCAAGTGCTTGAAT TGATTTTTCACACACACACACA 261

Ad06A513 Aradu.A06 513 p3 (AAT)6 18 1291935 1291952 CACCACACCTTTGTGTTTGTT TCAAGTGCTGCGTTTGATTC 265

Ad06A515 Aradu.A06 515 p2 (TC)19 38 1299406 1299443 AAAGCCCATCCTGTATCCAA TATGGGTGCAATCATAGCCA 208

Ad06A519 Aradu.A06 519 p2 (TA)6 12 1311831 1311842 TCAAATGCAAATCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 186

Ad06A527 Aradu.A06 527 p2 (AT)9 18 1334739 1334756 TTCTTCCTCCAACTTGCGTT GTTGCAGAGTCGATGGGAAT 195

Ad06A529 Aradu.A06 529 p3 (GAT)5 15 1342571 1342585 TTTGTTGGTTGGGTGAGACA CCTCCTCCTCATCCTCCTTC 217

Ad06A530 Aradu.A06 530 p3 (GAG)8 24 1342689 1342712 AGGAGGATGAGGAGGAGGAA ACAATGTCGTCATCGTCGCT 144

Ad06A531 Aradu.A06 531 p3 (CAA)5 15 1344136 1344150 AGGCCAAACCAAGTCTGATG GGCGGTTGAATTTGAATGTT 231

Ad06A535 Aradu.A06 535 p2 (TA)7 14 1369404 1369417 AACCTCCCCTCTTTTCTTAGC CTTGTGGGATGGGTAGAGGA 254

Ad06A536 Aradu.A06 536 p2 (GA)6 12 1374949 1374960 GGGGTTAGGTGACCCTCATT TGAAAAATCATCTCCCACCTG 264

Ad06A538 Aradu.A06 538 p3 (ATT)7 21 1400426 1400446 CAATTCCAATGGGCTTCATC CGTCCTTTCTACGGGATTCA 156

Ad06A539 Aradu.A06 539 p3 (CGG)5 15 1400675 1400689 CGTTCAACCAAAGGAAAAGC CTGCCTTTCTTCAGGTCAGG 218

Ad06A540 Aradu.A06 540 c (T)10caataacttattattctattgaattcatattatttttaaaatttctgtctaataattttctgatctgtgctc(T)1496 1400994 1401089 CATTGACGACGATGAGGATG TCCGGCGCTAATTATCAACT 277

Ad06A548 Aradu.A06 548 p2 (CT)9 18 1421572 1421589 GGCCGAACAACTTACCACAT TCCCAATACACTCTCACGCA 127

Ad06A549 Aradu.A06 549 p3 (ATT)5 15 1422025 1422039 GCAAATGCAGGTGACCTTTT CATGCAGAGAACTTCACGGA 189

Ad06A550 Aradu.A06 550 p3 (TTA)14 42 1427062 1427103 TAGCCGCAGGGGTATATTTG AAAGGGACTCGGAAATCAGG 278

Ad06A553 Aradu.A06 553 p3 (CCT)5 15 1429194 1429208 GTAGAGTTGCGGAGGCTGTC ATGAGACCTCGGGATTGTTG 187

Ad06A554 Aradu.A06 554 p3 (ATG)5 15 1429395 1429409 CAACAATCCCGAGGTCTCAT CGTATCTTTAGGGGCAGCAG 241

Ad06A555 Aradu.A06 555 p3 (TTA)7 21 1436267 1436287 TTTTTCGATTTAACAAAAAGATGC TCCACACCATGCTTAAAAAGG 203

Ad06A560 Aradu.A06 560 c (TC)9(TA)9 36 1460386 1460421 ACTAGCGGCAAAGCCTTTTT GCATCATTGGATTGTCTTAGTCC 261

Ad06A563 Aradu.A06 563 p3 (ATT)5 15 1469423 1469437 TCTTAACATGGAAGAGCACGC ACCCCTATTTGAAGTGCCAT 221

Ad06A564 Aradu.A06 564 p2 (TA)6 12 1471591 1471602 TTCGTTCCTTGGTAACCAGC TTGAAGTCAACATCGCCGT 255

Ad06A565 Aradu.A06 565 p2 (AC)8 16 1474875 1474890 CTGCCTTGGGATTACATGCT ACAGGTGGGGTAACAACTCG 274

Ad06A568 Aradu.A06 568 p3 (ATA)20 60 1491254 1491313 TCTCAAACATATGAAACACACAAAAA AGATCCACAACTTTTGCTTCAA 201

Ad06A571 Aradu.A06 571 p2 (TC)6 12 1492763 1492774 TTAAACCGCAAACCCACTTC TGGTGGTCAACGTTAGTGGA 137

Ad06A573 Aradu.A06 573 p3 (ACT)5 15 1505112 1505126 GGATCGATCAAAGTGGAGGA CCCTCTTCATCCAAAGACCA 222

Ad06A575 Aradu.A06 575 p4 (AAGG)6 24 1507355 1507378 CATGAACAGAATGCCACAGG CCCACTCTCCACTCTTCTGC 201

Ad06A578 Aradu.A06 578 p3 (AAC)5 15 1518874 1518888 TTTCCATAAATCCGCGAAAG GGAATCGATCTTTCGTTCCA 277

Ad06A579 Aradu.A06 579 p4 (AATA)5 20 1528140 1528159 TGCACAAGTTGATTGTATGTTGA CATCTCCCCAACTTCTCCAA 221

Ad06A583 Aradu.A06 583 c (A)13ttataaatcacaaatttgacctttagatttgta(T)10aaattttaaaatcacaaatttgatagtcagatttgtaatatc(A)11109 1534351 1534459 GCCTCAGATTTGTGTGAGTTGA GGATGATCACAAATCAAAAGCA 207

Ad06A585 Aradu.A06 585 c (TTG)6c(T)10 29 1536463 1536491 CGACAATGGTTTGGCAAAGT AAACATACCCTACGCGCATC 202

Ad06A587 Aradu.A06 587 p2 (AT)6 12 1543912 1543923 GGATTGCCCCAGTGAAGTTA CCATACCAGCTTCCTCCAAA 165

Ad06A594 Aradu.A06 594 p2 (TA)10 20 1568256 1568275 TGCTTCCTATCACTCTGCGA TCCACCAGATCCTTAGAATGC 239
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Ad06A596 Aradu.A06 596 p2 (TA)6 12 1570964 1570975 CGCTTGAAGAAGTTGCAAAA GATGACTCCCTGCTATTGCG 271

Ad06A599 Aradu.A06 599 p3 (TAT)8 24 1584923 1584946 TGCATTTAACAAGGCACCAT CCTTGGTGGTCCGGTAATAA 226

Ad06A600 Aradu.A06 600 p2 (TA)6 12 1585825 1585836 TTGTACTGAAGCAGTTCAGCAAT ATCATCAGCTCCATCCTTGC 261

Ad06A601 Aradu.A06 601 p2 (TA)6 12 1588566 1588577 CGATGTTTTTAACACACAACAAA CCGACTTTATTTTCTCTTCATTCA 169

Ad06A603 Aradu.A06 603 p3 (AAT)15 45 1590426 1590470 AAGGCAACCAATTCAATATGAGA CCAGAAATAGGGAAAACAAGAA 214

Ad06A604 Aradu.A06 604 p2 (GA)10 20 1591084 1591103 TGGACTTTCCTCTTTGACTGC TGGCAATCTTGATTCGGATA 234

Ad06A605 Aradu.A06 605 c (AGT)6atcccctctctgatccccaaacctgcttgacgatggtaatgaactagacattgccaaatgcgagtgatcttcagctggg(GAA)6115 1593173 1593287 GCAAAGAGGGATCCAAATCA CTGAGGCTATTTGGGGTCAA 178

Ad06A606 Aradu.A06 606 p3 (TGA)5 15 1593393 1593407 TCAGCTGGGGAAGAAGAAGA GCATCAGGAGAGAGGGACTG 204

Ad06A607 Aradu.A06 607 p3 (TCC)7 21 1594181 1594201 GAAAGTACTTCTCCGCGTGC GCAGCAGCAAGATACAGCAG 269

Ad06A608 Aradu.A06 608 p3 (TCC)6 18 1594476 1594493 TACTGTTTCCGCTGCTGTTG GGTGGGGTTTAGTGATGGAA 141

Ad06A609 Aradu.A06 609 p4 (CATA)5 20 1594618 1594637 CTAGCTCCCTCCCTCTGGAT CTGACCTCTGCTCATCGTCA 269

Ad06A610 Aradu.A06 610 p3 (GGA)7 21 1594861 1594881 TGACGATGAGCAGAGGTCAG TCACCCCTTCGTTCTTCAAC 120

Ad06A611 Aradu.A06 611 p2 (GA)12 24 1595110 1595133 CCTCAGAAGACGAAGGAAGG ACAACTGGCCTTTTGGTCAC 273

Ad06A612 Aradu.A06 612 p2 (TA)6 12 1599857 1599868 TTTCATGCCAAAAACAATGAG TCCCCAATGCAATCACAGTA 279

Ad06A615 Aradu.A06 615 c (TA)10(GA)7 34 1610772 1610805 ATTTTTGGAGGCTGTTGGTG TCGGATTTATCCACCGGTAA 214

Ad06A616 Aradu.A06 616 c* (ATT)5(GTT)6(T)13*44 1616009 1616052 TGCACTTGTCGGTATCTGTGA GCCACTATTCAATCAAGGCA 241

Ad06A617 Aradu.A06 617 p3 (ATA)15 45 1616336 1616380 TGCAATGATATTTGGACTCTCG CACTAGCAAGCCAACATCCA 217

Ad06A626 Aradu.A06 626 p3 (TCC)5 15 1648207 1648221 ATGTGATGTGCTTGGTGGAA AAAATGAACATCAAAGCGCC 269

Ad06A629 Aradu.A06 629 p2 (TC)9 18 1654517 1654534 AAAATGCAGTAACTCTCATTGCTC GGTGCCTTAGCACCTGTTTC 183

Ad06A631 Aradu.A06 631 p3 (AGT)5 15 1659020 1659034 TTAGCTCAGAGGCGTGGATT CACCCTAAACTGGAACCCAA 273

Ad06A636 Aradu.A06 636 p3 (AAG)6 18 1673352 1673369 TGCATGCATGGTATTTGATG TGAAAGAGGCGAGGTATGCT 253

Ad06A638 Aradu.A06 638 c (TCA)6ttaattatcattttc(T)1043 1676259 1676301 CCATTCTCCTCATCTTCTACTGC TGACAAGGTAAAACAAGCAGAAA 115

Ad06A639 Aradu.A06 639 p3 (GTG)5 15 1678054 1678068 CGAGAACGAGACAGGAAAGG GCCTTTTTCCACCCCTACTT 239

Ad06A645 Aradu.A06 645 p2 (AG)9 18 1691422 1691439 CCGTCTCTGTTTGGAATCAA TTCCACGTTTGGAAGGTTTC 234

Ad06A646 Aradu.A06 646 p3 (AGA)8 24 1691966 1691989 CGGAAACCAAACCAAAAAGA CTTCCAAGCTTCCTCCTCCT 161

Ad06A647 Aradu.A06 647 p3 (AAG)5 15 1693677 1693691 TTTGCAGCATTATGTGTTTCTTC CCTCCTCATCTTCTGCTGCT 184

Ad06A649 Aradu.A06 649 p2 (AG)7 14 1705965 1705978 AACTGTGGCCAGAAGCGTAG GCCAATTGGGAACATTTCAA 229

Ad06A650 Aradu.A06 650 p2 (GT)6 12 1709937 1709948 CTCCTCCGTTCTTCCTTCCT TGTCAACAGAACAGGACTTGC 244

Ad06A654 Aradu.A06 654 p3 (CAG)5 15 1716562 1716576 ATTATTCGTCGGGTTAGGGG CACCAGTTTATACGGGCTGAA 187

Ad06A656 Aradu.A06 656 c (GA)12gttcaacacaacacagttagagtggacgagacaccacagcgttggtttagcaccgcgaaaatcacaacaaatatctttcc(T)11115 1720345 1720459 TCTGAAAAGTCCGCCAAATC ATGGTGGAGAATAAGGCACG 254

Ad06A657 Aradu.A06 657 p5 (TTATT)8 40 1720696 1720735 CCCAATTTACCAAGCTTCCA TTACGTGGCATTCTTACCCC 239

Ad06A660 Aradu.A06 660 p5 (ATATA)5 25 1724198 1724222 ATTATTGTTGGGCAAGCAGC TTTGCAACTAATTTGCGTGG 170

Ad06A662 Aradu.A06 662 p2 (AG)16 32 1732971 1733002 TGAACCAATTCTGTCCGTGA ATATTGAACCGTTCCCGTTG 277

Ad06A664 Aradu.A06 664 p3 (CAC)5 15 1742339 1742353 CGCCACTACCACCACAAATA TCCTTGTTGAAAAGTGCCAA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A666 Aradu.A06 666 p3 (GAA)5 15 1755898 1755912 CAATGAAGCACGACTCCTCA TGAAGGTTTGCATTTTGCTG 236

Ad06A667 Aradu.A06 667 p3 (TCT)5 15 1758500 1758514 AATTTTAGGTCACGCGTTTTT ATACCGCAGCAACAACAACA 221

Ad06A668 Aradu.A06 668 p3 (GAG)7 21 1759370 1759390 AGAACACCTGCTTCCATTCAA CCCCTGCGTTTCTTCTTCTT 254

Ad06A669 Aradu.A06 669 p2 (AT)7 14 1761152 1761165 CCCTTTTACCCAGTAGGTAGGG TTTTGCGTGCATACTTGGAG 161

Ad06A670 Aradu.A06 670 p2 (AT)7 14 1761314 1761327 TCAATATTCAACTCCGCAAATC TTTTGCGTGCATACTTGGAG 245

Ad06A671 Aradu.A06 671 p2 (AT)6 12 1761610 1761621 TCGGCATTTCAAACAAACAA TTGGCCTATTTTAATGCTTTCAC 182

Ad06A672 Aradu.A06 672 p2 (TA)6 12 1763272 1763283 TCCATTCCTTTATCCGTTGC CAAGAGTTGACAGAAAAATTGACA 277

Ad06A673 Aradu.A06 673 c (T)10aaaggtaa(T)1028 1764283 1764310 AAAAATAAAACGGCAATGTGG AATTGCCAGTTCATGGCTAAA 248

Ad06A675 Aradu.A06 675 p2 (GT)7 14 1782247 1782260 AAAAACAACGCAAGACAGCC AGAGGCAACAAAGAAGCCAA 181

Ad06A680 Aradu.A06 680 p3 (TTC)5 15 1796418 1796432 TCTCTCCTCACACTTCTTCTTTCA AGGGTGGTGGTGACAACAAT 132

Ad06A686 Aradu.A06 686 p2 (AT)9 18 1808670 1808687 TTCCAAACTCTCTTCATACCCA TGGCACTTTCATATAAAGAAATGGT 261

Ad06A689 Aradu.A06 689 p2 (GA)6 12 1817499 1817510 TCCAATTATGGGGGACAGAA TCTTGTTCCACTCCCATTCC 209

Ad06A695 Aradu.A06 695 c (TC)8g(CT)6 29 1827622 1827650 GTCACGCGGGTTCATTATTT ATATGAAAAACACGACGGGC 280

Ad06A705 Aradu.A06 705 p3 (TTC)11 33 1852390 1852422 ACTTGACCCTCCTCCTCCAT CTGCATTGGTGATCCCTTTT 248

Ad06A706 Aradu.A06 706 p2 (AG)6 12 1852567 1852578 TTGGATCGAAAGAGCCTTGT CAACCACGAACCTTTGGAGT 204

Ad06A707 Aradu.A06 707 p2 (TA)6 12 1853402 1853413 ACTTCATTGCTCCCTAACGC TCTGTGATGTCACGAGTCCC 103

Ad06A708 Aradu.A06 708 c (CT)6ttcacaacccctataacatcctattaccctaaatcttatctatagcaataaagcaaaggacaataacacattaggacagttctaaaattcaaac(TA)6118 1855200 1855317 TCACTTTGGCCTCTTCTCAAA TCTTTCAAAGTTTAAGTTCCATCG 225

Ad06A709 Aradu.A06 709 p2 (TA)6 12 1855463 1855474 TCTAATCAGCCGAAACTCCG GCACGAAGTGTTCACACACA 187

Ad06A710 Aradu.A06 710 p3 (TGA)5 15 1856188 1856202 AGATGAGAGGTTGGCCAGTG CGAACGCAGCCTAAGTCAC 280

Ad06A715 Aradu.A06 715 p2 (AC)7 14 1864234 1864247 GGTGTAGCGGCTTTGTTTGT ATCTAACTGCGGGAAAACGA 172

Ad06A716 Aradu.A06 716 p2 (AT)10 20 1868127 1868146 TTCCTCCCGTGAATAAGCAT CAACGTGAAGGGGAAAAGAA 258

Ad06A717 Aradu.A06 717 p2 (TG)6 12 1868368 1868379 TGCGAGTCTCGTTTTGATTG GACCAATTGACCACGACCTT 159

Ad06A719 Aradu.A06 719 c (A)12ggtcgtc(GA)835 1871092 1871126 GGGGGAAGGCCATTCTATTA GCATGCATAAGTCTCCTCCC 170

Ad06A721 Aradu.A06 721 p2 (AT)6 12 1876914 1876925 CTAAACTCGACCTGCGAAGC TGTTTTCAGATGCAAGACGC 257

Ad06A723 Aradu.A06 723 p2 (TA)7 14 1879374 1879387 CACTCACAACCAAATCCAACAT ATTGATTTGGGGTCTTGGAA 208

Ad06A724 Aradu.A06 724 p2 (TA)6 12 1885982 1885993 ATCATGAAGCTCGAGGCAGT CTCCACCTTGGATGGTGTTT 221

Ad06A728 Aradu.A06 728 p2 (AT)10 20 1895277 1895296 TGTGAAATTACTTGTATACCCTTGAAA CAAACTATATTCCATGAATCTACACAA 250

Ad06A729 Aradu.A06 729 p2 (AG)6 12 1897076 1897087 CCCGTCTTGGTTCTTCACAT CTCCCCCTCTTTTTCCTTTG 119

Ad06A731 Aradu.A06 731 p2 (GT)8 16 1901312 1901327 AATGGGTTTGCAGAACGAAG ACCAAGCAATGGGCTACATC 144

Ad06A732 Aradu.A06 732 p2 (AG)22 44 1903286 1903329 GATGCTAGAGGCGTAGTGGC GTCCGATGATAAATCCGACG 254

Ad06A734 Aradu.A06 734 p3 (TCT)5 15 1913288 1913302 TCTGCTGGTAGCGTCAATTTT CTGGACGACGACAATCTTCA 276

Ad06A735 Aradu.A06 735 p2 (AT)6 12 1918242 1918253 TGTTTAGAGTGACTTCAAATCTTCA TGTTTTCAGTCGTTGTGGGA 184

Ad06A736 Aradu.A06 736 p3 (TGA)6 18 1919902 1919919 AGTTGGGTTGTGGAGTCAGG GGCAAACCGTAATTCAAGGA 179

Ad06A739 Aradu.A06 739 p5 (AAAAG)5 25 1922865 1922889 GAGGGTGTCCAAGTCCAAGA TGGAGAGATCACGATGCAAG 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A740 Aradu.A06 740 p2 (TA)6 12 1924570 1924581 ATTCTGGAGTTTCACGTGCC GGCAGCATGCTACTGTTAAAGA 208

Ad06A741 Aradu.A06 741 c* (CT)6(CA)7(CACT)7*52 1932417 1932468 AGATACACCACGCTCCCAAG CACCAACACCTTCTGTGGAA 232

Ad06A744 Aradu.A06 744 p2 (AT)11 22 1939808 1939829 TTGGGAGACATTTTCTTCAAAC CACACCAAGTCACCAACCAT 279

Ad06A747 Aradu.A06 747 p3 (AAG)6 18 1945150 1945167 AGGAGGAAGTGGTGGTGTTG TTATATTCACGCGCTTCGAG 142

Ad06A750 Aradu.A06 750 p3 (AGA)6 18 1955983 1956000 CGAAATGACCAACACCACTG GCGCACGTAGGTTCTTCTTC 258

Ad06A755 Aradu.A06 755 p2 (AT)6 12 1972162 1972173 CAACAAATTAAAATCCATCAAGCA GGAAAAAGATGACAAATCCACC 274

Ad06A756 Aradu.A06 756 p2 (AG)6 12 1974877 1974888 AGCAGATCCGATTTCTCGTC CAATTGCTTGCTGGAATTGA 218

Ad06A758 Aradu.A06 758 p2 (GA)21 42 1981045 1981086 ACCATTGGGGATTTTGTTTG CACCTCCCTTCGTGGTGTAT 254

Ad06A759 Aradu.A06 759 p3 (ACA)9 27 1983402 1983428 GGTTGGAGTTGCAAGGTTTC TCATCCGCTGTGGTATGTGT 275

Ad06A761 Aradu.A06 761 p2 (AT)6 12 1993155 1993166 TTCACTAGGAATGCGACGAA TCTAAGATTTGAATGACTAAACACAAA 269

Ad06A763 Aradu.A06 763 p2 (TA)7 14 1994377 1994390 AGCATCTTTTTAGAACAAAAACTCA TTCATGACAAATGGCTGAAACT 143

Ad06A777 Aradu.A06 777 p4 (ATAC)5 20 2036953 2036972 CATTCATGGTGGACATGAGC ATCAACCTTGTAACCGCTGC 183

Ad06A778 Aradu.A06 778 c (T)10cgtttatttatcttatgctattttttcactttttgaaatttatcaagaattgaactttaaatctttcggacaaagagtggatgaatga(T)10108 2040471 2040578 CATTCTCCCTCAAGCAAAAA CATTCGCCTACAAGCAATCA 259

Ad06A779 Aradu.A06 779 c (A)11caagaaaaagtac(A)1034 2043664 2043697 GTGGGGAAAAAGAACAGCAA CGCTTCAATGTGTTTTGCAT 245

Ad06A783 Aradu.A06 783 p2 (TC)24 48 2061893 2061940 AGTGCGAGTGAGAGATGGGT AATCAAATGCATGGGTAGGG 267

Ad06A784 Aradu.A06 784 p3 (GAG)9 27 2063322 2063348 GGCTGCAATGCTTTCTTCTC CGGATGAATAAATGGCCAAA 260

Ad06A785 Aradu.A06 785 p2 (AG)9 18 2064323 2064340 AAATTGAATCCGCAACCAAC ACCACTCCGTGTTCCTGTTC 133

Ad06A786 Aradu.A06 786 p4 (TGAT)6 24 2064580 2064603 ATCATCTTCTTCGCATGGCT CCACGTCAGCTGGTTGTAGA 247

Ad06A788 Aradu.A06 788 p3 (ATA)10 30 2070274 2070303 TTTAATTAGCCGTTCAAATCTCA TGCATGTACCATGTAGACCTTT 280

Ad06A790 Aradu.A06 790 p2 (TA)6 12 2071480 2071491 AGCTCTTTTCTAAAAATATTGGCA GAAAATTTATGTCCGAGGTACGA 265

Ad06A794 Aradu.A06 794 p3 (AAT)5 15 2077070 2077084 AGCTAGCGCACAAACCACTC CATGCTTTAATTTGCCCCAG 211

Ad06A795 Aradu.A06 795 c (CAG)6tagaagaagatccatca(CCT)653 2077832 2077884 TGGCATCAATGAAGAATGGA GAACCCACCACAAAACCCTA 271

Ad06A796 Aradu.A06 796 p3 (AGA)6 18 2078055 2078072 TAGGGTTTTGTGGTGGGTTC AAGAAAGCAAGGCCACAAGA 280

Ad06A797 Aradu.A06 797 p2 (AG)6 12 2078617 2078628 GAGCAAAGGAAAAAGAAAAGCA CCACCAGCTTCAAGGTCACT 249

Ad06A800 Aradu.A06 800 p3 (TTA)5 15 2081569 2081583 TGGCTGGTATGTGATGAACG GGGTAGGGCTACATGCACAC 156

Ad06A801 Aradu.A06 801 p3 (TTC)5 15 2087348 2087362 TTTGCCACACTGGATGATGT CTAGTGCTTCCACCACCCAT 212

Ad06A806 Aradu.A06 806 p3 (TCT)5 15 2095375 2095389 ATAAGGAGGTGGCGACAGAA TTGGAATACAAAATCGTCTCTAAGG 201

Ad06A811 Aradu.A06 811 p2 (AT)14 28 2103010 2103037 TGAGTCATGTTGTTTGAAATTCTTT GGTGCACCTGGTGTTCTTGT 277

Ad06A812 Aradu.A06 812 p2 (TA)8 16 2104768 2104783 TCAGTTACAATTAAAATTACGTTCAGA CATGGGAAGGGACCATTAAA 193

Ad06A819 Aradu.A06 819 p3 (AAT)5 15 2115286 2115300 CTGGAAGGAAGAGCAACCTG TCTGAGTCTCTTGTTTCTAACATGG 280

Ad06A823 Aradu.A06 823 c (A)10gaagaagagaaaaaggaacaaaatttattaaatattattattggtgaagacca(AAT)17114 2119196 2119309 TTGGTTGGTTTTAAAATGAGTTGA ACGTGTTTTTCTTCTTGTAATTGTT 273

Ad06A825 Aradu.A06 825 p3 (CTT)7 21 2121383 2121403 CTCTTCCCCAAAAACCCTTC TAGAATATTGCTCGCCCTCG 272

Ad06A828 Aradu.A06 828 p3 (AGG)8 24 2161711 2161734 AGAAGGGAGTGGTCGAGTCA TTACCAAAGGGTGCAGGAAG 163

Ad06A832 Aradu.A06 832 p2 (TA)6 12 2179730 2179741 TGGTGAGGACCTCCAAGTTT CCACAAAATAATAAAGCTCGAGAAA 158
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Ad06A833 Aradu.A06 833 p2 (AT)7 14 2179987 2180000 TTGTGGGGATAAGTGCTCCT GAAGTGTTGGGAAAGAACGG 266

Ad06A839 Aradu.A06 839 p3 (AAG)6 18 2189330 2189347 GCACACAAACAAGACTGAATCAT GTGCATTTGGATTTGTTGTCC 273

Ad06A842 Aradu.A06 842 p3 (AAG)14 42 2196125 2196166 ACTCCAGATTCGCCATTCAC CCTCTTGACGCTCTTGCTCT 103

Ad06A843 Aradu.A06 843 p3 (AGA)10 30 2196367 2196396 AGAGCAAGAGCGTCAAGAGG AGCTGTCACGAACCACCTTT 251

Ad06A847 Aradu.A06 847 p2 (CT)6 12 2199863 2199874 AACGCACCATGTGGTAAACA CGTTGCCGGAGATTGATAGT 266

Ad06A852 Aradu.A06 852 p2 (TA)7 14 2210387 2210400 AAACTCCTCAAATCGCCGTA TTGACCACAAACAAACAATAAAAA 169

Ad06A857 Aradu.A06 857 c (T)12ccaggtcatgactttgctgtgaccatgaagaactttgactcccaagttttgatattcatg(T)1082 2227734 2227815 TAGCCTTGCCATGGAGAATC TGGGTGCAAAATTTGAGAAA 174

Ad06A863 Aradu.A06 863 p2 (CT)6 12 2246565 2246576 TTTCCATTTTCATTCCAACCA CACACCCATTTACATGTTGCTT 165

Ad06A864 Aradu.A06 864 c (A)11caaaatacatactgcgtgtttgtttatgat(A)1152 2248986 2249037 CATGCATGGAATAAGGATTTC AACCTGGTTTCCCATGCTC 266

Ad06A866 Aradu.A06 866 p2 (AT)9 18 2254092 2254109 TTCTTTCTTCCACCGATGCT CGACGGTAAATCCAGAGACAA 155

Ad06A867 Aradu.A06 867 p2 (TA)6 12 2257265 2257276 GGTCCTTCCTCTTGCAATTTT ATTCACCAGTAACTCGGCCA 153

Ad06A875 Aradu.A06 875 p4 (TTTA)5 20 2281789 2281808 GGGGATGAATGGAATTGTGT GGGGGCCTGTTAGTTTTGAT 172

Ad06A880 Aradu.A06 880 c (TA)7(TG)6 26 2294481 2294506 GTAAGAGGGTGGCTGCAGAG GAGGATTTCCACCCCATTCT 225

Ad06A881 Aradu.A06 881 p2 (TA)6 12 2298084 2298095 CCTCTCAATTGTCGTCACCTT GCAAGCAGCACACACACATA 279

Ad06A883 Aradu.A06 883 p6 (AATGCC)5 30 2306533 2306562 AGGGAGTGCCAAAGGTTTTT ATGAAGACCATTGCGAGGAG 194

Ad06A884 Aradu.A06 884 p4 (AAAG)6 24 2314179 2314202 CATAACCACCATTCAACCCC CCCTCTCCTTCTTCTCCGTT 149

Ad06A885 Aradu.A06 885 p2 (GA)7 14 2314380 2314393 GCAGGAAGAAAGAAAAGGGG GCTCGCTCTCTCGTCTCAGT 234

Ad06A889 Aradu.A06 889 p3 (TTA)8 24 2326208 2326231 CCTTTTTAAAATATAATGCATGTACCG TTGATGCACACAATAATAGTGACCT 120

Ad06A891 Aradu.A06 891 p3 (TAA)7 21 2329771 2329791 GGAAACAAGAGAACGTAAAATGTG TTTTTAACGGTTATGATTTTTGATG 263

Ad06A892 Aradu.A06 892 c* (T)10(TTC)5*tttcaacactgcaccagttaattatatattgaatgtttattttttt(A)1180 2331361 2331440 TGAGCGTGCAACAACCTTAG GGGAAATAACCAGCCACAAA 275

Ad06A894 Aradu.A06 894 p2 (AT)8 16 2363278 2363293 GATCGGACAAATAAATTTAGCAA TTTTCTTCTCTGTCGTTATTGGG 184

Ad06A896 Aradu.A06 896 p2 (TA)7 14 2378074 2378087 GGGGAAGCGAAAGAGAAAGA ATGTAACCGGAGCAGAATCG 209

Ad06A903 Aradu.A06 903 p3 (GAT)6 18 2405733 2405750 TGACCCCAACAGAATACATAGG GCCTCAGTAAATAGGGATGCT 202

Ad06A904 Aradu.A06 904 p3 (GTG)5 15 2407404 2407418 TGTGTGTAGCCCATCAAGGA CGATGAGTGCGTCCAAAATA 246

Ad06A912 Aradu.A06 912 p2 (TA)7 14 2435177 2435190 TGAAAAGAGAGGTCTTAAAAGTTATGG CGCATATTTTTGGGGTGAAA 155

Ad06A920 Aradu.A06 920 p2 (TC)6 12 2456809 2456820 TGGATCGGATTGGAGTCTTC ACTACAGCGTTTGAGGGCAT 170

Ad06A924 Aradu.A06 924 p2 (AG)29 58 2463746 2463803 CCTGCAAAGTTCCTCCACAT TTGTTCACCATTCATTTGGC 261

Ad06A925 Aradu.A06 925 p3 (CTC)5 15 2465213 2465227 TCACAGACTCTGCAACCTCG ACCTCAACGATGAAGGATCG 201

Ad06A937 Aradu.A06 937 p2 (GA)23 46 2495151 2495196 GCCAGGTTTAGAAAACTCGAA GGACTCGTTCTCCAATCGTC 259

Ad06A938 Aradu.A06 938 c (AAT)10(TAT)13 69 2501666 2501734 TCGTCAGACATAACAGTTCTTCG TTCGGAGGCATTTTTGGTAG 179

Ad06A939 Aradu.A06 939 p2 (AG)7 14 2505035 2505048 CACCACCAGTGTGACCTTTG GCAACTCCATTCTCTTCCCA 244

Ad06A941 Aradu.A06 941 p3 (CAA)5 15 2510394 2510408 CAGAAGCAACCAAAGCATCA CTACCATTGTCGCAACCCTT 168

Ad06A944 Aradu.A06 944 c (AG)8g(GA)18(GT)971 2522696 2522766 ACACCTCGCAGGGTGAATAC GTTTGTCCCGCTTGCATATT 269

Ad06A949 Aradu.A06 949 p3 (TCG)5 15 2535054 2535068 GCCAGATGCTGTCTTGCATA CAAGACGATGACTGGAGCAA 239
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Ad06A950 Aradu.A06 950 c (TTC)6gtgtcctccgtcattgccgtggtcgtttaccgcttgagagaa(TCT)1090 2537070 2537159 AATTCAGCTCCTGATGGCAG TGGGCGAAAAGGATACTCAC 218

Ad06A958 Aradu.A06 958 p2 (TC)15 30 2575198 2575227 TTACCGTCAGAATTACCGGC TGCAAGAAGTCCATGCAGTC 263

Ad06A959 Aradu.A06 959 c (TAT)17ttttagaggtcgtaacaccttaccacttcagttcttttatttaagcataagactctgtgtggtaggatgttataacaaccgttgc(A)11147 2578713 2578859 TTTTTCAAAGGCTTCTCGGT CTGGATAGGCAACGGCTTTA 260

Ad06A964 Aradu.A06 964 p3 (TTC)5 15 2586771 2586785 TCCACCATTCCCAATCTCAT CCATTTGGGCATAGTCTTCC 223

Ad06A969 Aradu.A06 969 p2 (AT)7 14 2598623 2598636 ACGTACATGGATCGGATGAG TGGATTCAAATGCAGGAAAA 248

Ad06A970 Aradu.A06 970 c (TA)6aact(A)10 26 2599263 2599288 ATAGCCAGCGTCTAAGCGAG TGAGACCCTCTCACGATTTG 265

Ad06A973 Aradu.A06 973 p2 (AG)6 12 2624655 2624666 CGGAAAAGCACACCAAACTT TTTTTCGAAATCTCCCCTCC 152

Ad06A977 Aradu.A06 977 p2 (CT)7 14 2635697 2635710 TCTTGCCCACTCATTAAAACG GATGTCCCAAATCCTTGCAT 266

Ad06A979 Aradu.A06 979 c (T)10gtctcttaataattttattttgtctggttaaagatatttgttagaattctttactttaa(T)1079 2640366 2640444 CCAGGTTTTGTTTTTGCACC AAAACCCGGAAAATAATCGC 185

Ad06A981 Aradu.A06 981 p3 (AAT)8 24 2646931 2646954 TTTTTCCCGTTGAAACTCGT GTTGAAACCCTTGTGTGGCT 240

Ad06A982 Aradu.A06 982 c (T)13ggtgacttgactcctttaaatttaatggttgataggatagaatatatatttggaatt(A)1080 2650348 2650427 TTGGTGCGAGATAGTGCTTG CCCCTCTCGACAAAGTACCA 258

Ad06A984 Aradu.A06 984 p3 (TTA)5 15 2653122 2653136 TTTAAGTCATTTACCTGTTTGTGG TGGTATATTTTATATCACATCCGTTTC 203

Ad06A988 Aradu.A06 988 p2 (TC)7 14 2659529 2659542 CGTTGCTGAGTCTCTTGCTG ACGCGCTCAGAGAAAAAGAG 240

Ad06A990 Aradu.A06 990 p3 (GAA)5 15 2673539 2673553 AATCAACTGGGGCACTCAAC TGATTCCACCTTCACACCAA 245

Ad06A996 Aradu.A06 996 p2 (AT)6 12 2687310 2687321 ACATAAAATGAGCCAACCCG CACTGAAATGCTTGTCGAGG 261

Ad06A997 Aradu.A06 997 p2 (AG)10 20 2688174 2688193 ATCGCCAGCCATTGATTACT TGGCAATTTTGCAAGCTAAC 272

Ad06A998 Aradu.A06 998 p3 (ATT)5 15 2688314 2688328 CCAAGTTTTGTCTCCAACCTTT AGGCCCTACAAACTCCACTG 274

Ad06A999 Aradu.A06 999 p2 (GA)10 20 2691941 2691960 AGAGAGGGAGGAGGTTGGAT CACGAATACACACACGAGGC 262

Ad06A1003 Aradu.A06 1003 p2 (TA)7 14 2704585 2704598 GCTGACATCCAAATTCTCTCG TTCTAACCCTTTTATTCTCTATCGTT 231

Ad06A1004 Aradu.A06 1004 p2 (AT)8 16 2705916 2705931 AGTTTGCAGTTGGGACTTGG TGCTACATCACGCTGCAGTT 261

Ad06A1006 Aradu.A06 1006 p2 (GC)6 12 2717845 2717856 CGTCCATACACTGCGAACAC CACAGGGGTGGCATAACTCT 236

Ad06A1011 Aradu.A06 1011 p2 (TA)8 16 2727223 2727238 ATGACACCGTCAAACAGGCT GCGTGTTGGAGGTTTGAATC 202

Ad06A1024 Aradu.A06 1024 p2 (AT)7 14 2764487 2764500 AACAAACGCAGCCGTAGAGT GTGGGTTTATGATTGGGCAC 205

Ad06A1028 Aradu.A06 1028 p3 (AAT)6 18 2784256 2784273 GAGATCGCGTGTTCGAATCT TGTGTCAAATGTTGCAAGAAA 280

Ad06A1031 Aradu.A06 1031 p2 (GT)7 14 2788925 2788938 GCTGAGCATTCTGGAGACCT CTCGACTTGCGAAGCTAAGG 225

Ad06A1032 Aradu.A06 1032 p2 (TA)6 12 2790555 2790566 CAGGACGGATGAAGAAATTGA CTCTAATATCGGATCGTTGTTTTT 252

Ad06A1035 Aradu.A06 1035 p3 (AAG)5 15 2792702 2792716 TGCTTTACGGTTCCTCCAAC CTGTTCTTCCCTCCCTTTCC 227

Ad06A1041 Aradu.A06 1041 p2 (GA)10 20 2812261 2812280 AACAAGAGAATCGGGGTGTG AAAACCGCCTTCTCACTTCA 271

Ad06A1044 Aradu.A06 1044 c (TC)6t(TA)8ttaactacattcttttttaaatatctc(T)1066 2817389 2817454 TCTTTCATGGCTAACAACAATCT TGATACCAAAAATGCGTCACA 239

Ad06A1045 Aradu.A06 1045 p2 (TA)11 22 2820210 2820231 AGTTGAACTTATTCATTTTGAATGTC CGTAAATCATTTTCATCCCTCA 228

Ad06A1051 Aradu.A06 1051 c (T)10attgcaaagacaaaatttcccagtcttccttttttataag(T)1262 2845391 2845452 CCCATGATTACAATAACCAACC AGCGGCACAAGGTCATAATC 264

Ad06A1057 Aradu.A06 1057 p5 (AAATA)5 25 2865552 2865576 CTGCAGGATAATGTGGCCTT TAGAGCGTCGAAGTGTGTCG 255

Ad06A1059 Aradu.A06 1059 c (ACA)5atgaatcaacaatggaatcaagaagaagcaggagcaggagcaggagcaggagcgaaaacagaagcaggaataa(AAC)6106 2869023 2869128 CCTTCCCCTTCTTCTCCAAA GCTTCTGGTTGCTTCTGCTT 273

Ad06A1063 Aradu.A06 1063 c (T)10cagcatctaatttcaccattctctctactagcttcttatagggtttgagatc(AT)674 2876500 2876573 TGAGATGGTTTAAAGATGTTATCTCA TGAACATTGAGATAAAAATAGACGAAG 275
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Ad06A1064 Aradu.A06 1064 p3 (ATT)7 21 2878775 2878795 AGATCCGCTTGTGGTGAGTT TTTTTGCCTTCCAATCATTTC 206

Ad06A1066 Aradu.A06 1066 p3 (AAG)5 15 2882056 2882070 TTTCATCCCATTCCATTCAA CAAATTTTCGGTTCATTTGG 270

Ad06A1070 Aradu.A06 1070 p3 (AAC)5 15 2895887 2895901 CGGTCTTTTTCCCTCTTCAC GTTTCCGGTTTCTCCCATCT 248

Ad06A1072 Aradu.A06 1072 p3 (AAG)5 15 2912473 2912487 CTGCCCAAATCGAGTCAAAT TGGACCGAGACCAAGTTAGG 235

Ad06A1074 Aradu.A06 1074 p2 (AG)7 14 2916990 2917003 CCCATGGGTTTGTGTTGATA TGGAGTAGTTGTTGAGGGGG 231

Ad06A1078 Aradu.A06 1078 p3 (TTA)6 18 2922706 2922723 AAGGTGGTGTGCAATGTCAA AAGCAAACAGAGGAGGATGG 238

Ad06A1080 Aradu.A06 1080 p2 (TG)6 12 2923356 2923367 GGGCCATATATTCCATTCCA CATGGCCACCATTAAAAACC 244

Ad06A1081 Aradu.A06 1081 p3 (AAT)7 21 2924269 2924289 AATATTCGGGACTGTCGGTG TTTGAAGAGTGTCGGCAGTG 262

Ad06A1089 Aradu.A06 1089 p3 (AAG)5 15 2944094 2944108 AAGAAACACATAATGCTGCAAAA CCACCAAAGTTAGCCACCAG 269

Ad06A1098 Aradu.A06 1098 p3 (ATT)51 153 2990978 2991130 TCATTCTTTGATGAACAGCACC CTCACCCAATCAAGCCCTTA 210

Ad06A1099 Aradu.A06 1099 c (TG)6aaaacttatcatcaaatgttg(T)1043 2991684 2991726 TAATCACAAACCCGTGCCTT CAACTTGGAATTTGAACCCC 233

Ad06A1100 Aradu.A06 1100 p2 (AT)9 18 2992011 2992028 TTTGTAGGGGTTCAAATTCCA CTCCAATGTCCCTCGATGTC 268

Ad06A1102 Aradu.A06 1102 p3 (TAT)5 15 2999343 2999357 AAAGAGGATTGAAGATGAGGTTTTT GCAAGCAAATATGAAACAGTGC 149

Ad06A1103 Aradu.A06 1103 c (A)10gaattttgattataaaaataattttgcaaaatagcaagaatggaaggaaaaaaaaagcaagaggcgtgggattatataggaaaagat(A)10107 3006184 3006290 CCCTATCAATCAACACAATTAGACA GCGATGCACAAATCTCATTC 280

Ad06A1104 Aradu.A06 1104 p4 (TATC)10 40 3010409 3010448 TGCGAAGCCAAAACACAATA AACGTCCCCAACATTTCAAG 252

Ad06A1105 Aradu.A06 1105 p2 (AG)15 30 3013185 3013214 ACGACTGCAAACATGGACAG CACCATGTTTTGTTGGCTTG 277

Ad06A1106 Aradu.A06 1106 p4 (GAGG)5 20 3022971 3022990 CTAGGCTTTTTGGAATTGCG TAGCATTTGTGTTGGGGTTG 246

Ad06A1107 Aradu.A06 1107 c (T)11ggtgacttgatagaactttacatttaaacatcacagaaaattttcagacc(A)1071 3030244 3030314 TGCCCTGATTTTGTGAATGA CTGCCTTTTGATGGAGGTGT 242

Ad06A1108 Aradu.A06 1108 p2 (AG)9 18 3035558 3035575 GAAAACCATGGCCACTCAAT GACTTTCCACGCCCAAAATA 280

Ad06A1114 Aradu.A06 1114 p3 (TTA)5 15 3047950 3047964 AAAAATCAATCAAGTGCGGG ACCAGCCAATGAAGAAGCAG 248

Ad06A1123 Aradu.A06 1123 c (GGT)5tctggttctaagttcttatgattccatgatgatgatggtggtggtgttaggtggtgggtggtggttggt(GTG)7105 3063593 3063697 ATGATGCAGATGGTGATGGA AACCGTCCTTCAGACCAAAA 220

Ad06A1129 Aradu.A06 1129 p2 (TA)7 14 3066939 3066952 CATTGACTATTCCTTCATGCCA AAGATTCGAATAACTATGGTTCAAAA 236

Ad06A1130 Aradu.A06 1130 p3 (AAT)5 15 3067132 3067146 CCATTTGACCAAAATATCATTCA CTGCCCTTGACATCCTATCA 233

Ad06A1131 Aradu.A06 1131 p2 (TA)12 24 3073504 3073527 TTAACCTCCGGCCCTAAGAT TGTCAAAATTCTTCGTCGGTT 173

Ad06A1132 Aradu.A06 1132 p2 (AT)6 12 3077201 3077212 TCTTGCTCCTTCTTCTCCGA GGGAAAATATCGAAAATGAAAACA 197

Ad06A1135 Aradu.A06 1135 p3 (TAA)13 39 3082305 3082343 CGTCCCTAAGGTTCGAGTTG GGAAGACCGTGAACTCTCCA 220

Ad06A1143 Aradu.A06 1143 p2 (TG)13 26 3114256 3114281 GCATTAGCAAAACACTTGGC AACCTTCGGATCATCCTGTG 150

Ad06A1146 Aradu.A06 1146 p2 (TA)6 12 3138751 3138762 TCTAATCGACACAACCAGTTAGAAA TATGGAAAGTTCCGCCTCTG 277

Ad06A1147 Aradu.A06 1147 p3 (TAA)19 57 3146624 3146680 CCACTGGAGGACAAGTTGGT GCAATATCCAAATTGTGAGCG 253

Ad06A1149 Aradu.A06 1149 p4 (TTCC)5 20 3148462 3148481 CACCACCTTCTCCTCACCAT ATGGGGATTTCCATTTAGCA 177

Ad06A1150 Aradu.A06 1150 p2 (TC)7 14 3148646 3148659 TGGAAATCCCCATGAAACTC CTGCTCTTAACCTTCACCGC 188

Ad06A1153 Aradu.A06 1153 p4 (TATG)5 20 3154794 3154813 CAATTGAAAAAGTCTATTCCCTGA CTTAGCGTTTAGAGTATCGACCA 258

Ad06A1154 Aradu.A06 1154 c (AT)8tctttttaagcgtgctgacatcagttatgcaaattaaactgtaaaataatggctcagcagcttgaacatgcatgcatgtag(ATA)14139 3155946 3156084 CCCTTAAAGACGCACATTCA TGTTCCACCTTGCCATTCTT 220

Ad06A1157 Aradu.A06 1157 c (TAT)6ttttatcgaagataggaagattcaaaaccggaacctcttagatgaatatagatgtcatttgagttatagctcattggcatactac(GAT)5gacgacgacgacaacgacaattattgttgttattgttattgttactgaaat(A)10179 3159002 3159180 GCTGGCCCCTTAGACTTTCT CGTCAACAATAATGTTATAATGCC 277
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Ad06A1163 Aradu.A06 1163 p2 (GA)7 14 3179911 3179924 GAGATAGAGAGCACCACGCC CCGATGATGATTCTCCTTCC 164

Ad06A1164 Aradu.A06 1164 c (TCT)5cctcctttttttattattttttaattttgctatcattgtcaccaacaacacctcttcctcttcctct(TCC)6tattggaattttgtctcctccttccttttcacccttctcctcctccatcatcataatt(ATC)9185 3185929 3186113 TGCTGCTTCTTCTTCTCTTCAC CGATGATAACGATAACGACGA 277

Ad06A1165 Aradu.A06 1165 p3 (TAT)5 15 3187674 3187688 TGTTGTCTGATTTGTTGGTCG CGGTCATGAAGCTAGATGCT 254

Ad06A1167 Aradu.A06 1167 p2 (GA)21 42 3199076 3199117 TTACATGCATCGGAAGGAAA AAGATGACGTCCAAACCCTG 262

Ad06A1170 Aradu.A06 1170 c (A)10gaaaaaagaaaaaact(A)1137 3203930 3203966 ACCCACGTTTCTCCCTTCTT GGGTACAACATGTGCGAGTG 267

Ad06A1172 Aradu.A06 1172 p3 (TTA)7 21 3208975 3208995 TTGCAATCTTGCATGTTGTTC CTTGTATGGTTTCCACGCCT 227

Ad06A1177 Aradu.A06 1177 p3 (TTA)6 18 3224277 3224294 GCCTTAAGGAAAACAAAGAATCAA CTCACTCTCTTATCATTTCATTTATCA 237

Ad06A1179 Aradu.A06 1179 p4 (TTAT)5 20 3228242 3228261 CGTTTTCAGCGTCTTTAGCTG ACGTCAGGCTGTCAAGATCC 246

Ad06A1182 Aradu.A06 1182 p2 (TA)6 12 3241119 3241130 GGCTCATCACAACAATAGCCT GGATTTTGGGCAGACTTGTT 264

Ad06A1185 Aradu.A06 1185 p3 (TAA)6 18 3249394 3249411 GGTGAATAATGATGTTTTGAAATCC GGAAGGCATTTTAGCCCCTA 260

Ad06A1191 Aradu.A06 1191 c (A)10gaatttctgcattgctataaaaaatgtgaaa(T)1152 3266219 3266270 GTGTATGGCACGGCTGTAGA AGTCAAGTCATCAATGGGCA 267

Ad06A1192 Aradu.A06 1192 p3 (TAT)20 60 3271268 3271327 AAAAACTAGCTCCACTGTTATACCATA TCAATTAAAATTGTTTGTAGCAGAA 271

Ad06A1194 Aradu.A06 1194 p2 (TA)6 12 3277953 3277964 GAATTTGAATTCCACCTTATGC ATGGGTTTGTTTGTGATAAATATG 258

Ad06A1195 Aradu.A06 1195 p3 (ATT)5 15 3279027 3279041 GCAACTTGCATTGCATTCAT TGCATATGGTGGTGGAACAG 249

Ad06A1202 Aradu.A06 1202 p3 (TTG)5 15 3296166 3296180 CGCATTCCTTCTTCTTCACG TCCTCCTCTTCCTTATTGTTCG 265

Ad06A1204 Aradu.A06 1204 p2 (TA)9 18 3298219 3298236 ATACGTGAAAATGGCAAGCA ACGAGTCATGGGTTGTTTGA 209

Ad06A1208 Aradu.A06 1208 c (TG)14(AG)18 64 3306821 3306884 CATGGACTCATTCACAGGCA CTTGCCTTCAGCAGTCTTCA 199

Ad06A1209 Aradu.A06 1209 p4 (AATA)7 28 3309627 3309654 GTTTAAGGGAGCACCGGACT TCCACAATGTTTTTGAAAGGG 278

Ad06A1212 Aradu.A06 1212 p3 (TAT)5 15 3321694 3321708 CTTGGACTGCCCTTCTTACG TGCTGCAGCTTTTATCCCTT 231

Ad06A1214 Aradu.A06 1214 p3 (TAT)6 18 3326534 3326551 TACCTAGCATTTGGCCTGCT TTTTCCACGTTGATGGATGA 275

Ad06A1218 Aradu.A06 1218 c (ATC)5attagtcaagctcttgtcgctttaaagcttaaataaacaaaca(T)1068 3336635 3336702 TTTCATGTAGGAGCATCATTACG ACCCTTGGTTTCTGATGCAA 253

Ad06A1219 Aradu.A06 1219 p3 (CAA)5 15 3337394 3337408 TCTCCTTTGGTACAAATTAAAAATACT CATGTAGGGTGGCAAGTTTAATA 280

Ad06A1220 Aradu.A06 1220 p2 (TA)6 12 3337900 3337911 CACGCATTGTTGATGATTTG TCATGAATCAATCTGCTGCTG 167

Ad06A1221 Aradu.A06 1221 c (AT)6gatcagtgcaaatg(GAA)747 3338808 3338854 CGGTTACCAAATCCATTGCT TCCCCAACACACTCATCTCA 247

Ad06A1235 Aradu.A06 1235 p2 (AG)6 12 3393619 3393630 AAACTTACCCGGGAAGCAGT CTCCAATCCTGACGGTGACT 236

Ad06A1236 Aradu.A06 1236 p2 (AT)7 14 3395425 3395438 CGAAGCCTACAACTCTTGCC GATATGGCCATGGAAACTGG 229

Ad06A1239 Aradu.A06 1239 p2 (AT)6 12 3398785 3398796 AGTGAGACGACGCAGTGCTA AGGTAGATGCGAATTGGGAA 267

Ad06A1241 Aradu.A06 1241 c (CCATA)6(TACCA)5taactggtggagcttattacaagtgaagacttaaaaaagaaaaagg(A)10gaacctaacgcaactgaatcgtttgaactccctcc(A)13159 3404128 3404286 TTCACACAGTTCCTGAAAGCA CCACCAAAAGAATCCGAAGA 280

Ad06A1248 Aradu.A06 1248 c (GGT)6tttgataatgaaggcataggtgatgcttttggaattttttttcttgaaggagaaggtggtggtggt(GGA)6102 3431293 3431394 CACGGGTGAAGTTACAGCAG TGTTGCTCCATGCAAAACAT 272

Ad06A1257 Aradu.A06 1257 p4 (TTAA)5 20 3472861 3472880 CACAACAACCACCACCACAT CAAAAGGAAAGAGAGGGGGA 261

Ad06A1260 Aradu.A06 1260 p4 (ATTT)6 24 3473515 3473538 CCCCCTGTCAATTTCTCAAA GTCGAGAACCACCGAACAGT 227

Ad06A1261 Aradu.A06 1261 p3 (AAG)5 15 3475580 3475594 TCGAAGTTTGGCTCAGAAGG GCAAAAGCTCATCCGTTTTC 232

Ad06A1262 Aradu.A06 1262 p3 (GTA)7 21 3477644 3477664 ATTCATCCTGTCTTGGCGTC CAACAACATTTGGCTCTCCA 210

Ad06A1264 Aradu.A06 1264 p3 (GGA)5 15 3485420 3485434 GGGATTCCCTCTTTCGCTAC CCCCGACAGTATATCCTCCA 261
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Ad06A1266 Aradu.A06 1266 c (A)10tcagaatttcacccacacccacacccca(AC)854 3496646 3496699 ATGCGTGGCAATTATGTGAA TGCTTATTGTTTTTGGGTTGG 274

Ad06A1267 Aradu.A06 1267 p2 (TC)6 12 3497155 3497166 AACCCAAACTCGGTCCTTTT TGCAAAGTGCAAATAGCAGG 268

Ad06A1269 Aradu.A06 1269 p3 (AGA)5 15 3499402 3499416 CAGCAGTGATGAGAGTTTGGA TATTTAGGCCAGTGCCAACC 141

Ad06A1273 Aradu.A06 1273 p3 (ATC)6 18 3517360 3517377 TCTGGGCTTGCTATCTTGCT TCATGCTCGAGAAAGACCAA 190

Ad06A1274 Aradu.A06 1274 p3 (ATA)7 21 3519073 3519093 CGCTAACCTGCCAATGAAAT TCAGATGACATTTACTCACCTTGAA 216

Ad06A1275 Aradu.A06 1275 p2 (GA)12 24 3519646 3519669 GAGTGGTGTTGGTGATGGTG TCAAGCCGTCACAGACTCAC 210

Ad06A1278 Aradu.A06 1278 p2 (TA)6 12 3538960 3538971 TCTCGTGCTGATAACGTGTTG GCCTTACGTACAAGACACAAGC 234

Ad06A1279 Aradu.A06 1279 p2 (GA)6 12 3542509 3542520 TGGCTTCTGAACCCTAGCTT GGCCTAAGGAAATGGTTGCT 222

Ad06A1280 Aradu.A06 1280 p2 (TA)6 12 3546885 3546896 TTGGATTTTGAAGAATTAACGGA GCGAACATTTTGAAAAGTGAA 258

Ad06A1281 Aradu.A06 1281 c (A)11cataagactaaaacaaaacaaaaaaaattattgatcatctagcacttttattttcaaacagactacataaattttcttacaagattcg(A)13112 3549962 3550073 AACATGCTAATCAGGCGAACT GAAAGTGTGGTGACAATAATAAAGATT 280

Ad06A1290 Aradu.A06 1290 p3 (GAA)8 24 3573939 3573962 GTAATTCGGGCATCCAAAGA GTGCAGCACTTCTTCGTCAG 280

Ad06A1295 Aradu.A06 1295 c (ATA)9(TAA)14 69 3577671 3577739 TTTGTGATTGCCAGCATTGT AAATATAATGCATGTACCATGTAGACC 264

Ad06A1296 Aradu.A06 1296 p2 (TA)6 12 3578973 3578984 GCTCTTTTCTAAAAATATTGGCATA TGTCCGAGGTACGAATTTTT 272

Ad06A1300 Aradu.A06 1300 c (T)12aattatgaggtgatgtttgatttactttgttaatatatttatttttttaaatgatgatttaaactgttaatataaaaaacag(T)12106 3592043 3592148 CTACGTGGCCGGATTACATT GAGATGCCATGGGTTTGAGT 254

Ad06A1303 Aradu.A06 1303 p2 (TA)8 16 3599209 3599224 ATAGGTCGAGACGCACCTTG TGACCTATGAAACTAAGGCCG 241

Ad06A1307 Aradu.A06 1307 p4 (AGAA)5 20 3612407 3612426 GCATGCATGGTTGTGGTTAG GGGTTGAAGATCCAGACGAA 163

Ad06A1308 Aradu.A06 1308 p4 (CATG)7 28 3612591 3612618 TTCGTCTGGATCTTCAACCC TATTTGCCCTTCCCACTTTG 181

Ad06A1309 Aradu.A06 1309 p3 (ATA)6 18 3613350 3613367 TTTGACTTTTATGTTTTATGTTGCTG TGCATTTACATTAAAGGGTAGCTG 260

Ad06A1318 Aradu.A06 1318 p3 (CTA)7 21 3638437 3638457 TTGGCTTTTTCCAACCTAGC ATGATCATGGAGTGATGGCA 155

Ad06A1319 Aradu.A06 1319 c (TGC)5ttccaattatgctcctgccctccgcaccggagcctctcacgaagtcagggtac(CCT)5cccatgtttccgctgctggcttcgccgtgtagcatgtgtag(ACC)5139 3638669 3638807 CTAGAGCTTCCACCACCACC ACGCTCCTCCCTCTTGTATG 279

Ad06A1320 Aradu.A06 1320 p2 (TA)7 14 3640706 3640719 TTTGAGTGGTGGGGAGGTAG TCCCTGTGCTTCTTCTGCTT 259

Ad06A1321 Aradu.A06 1321 p3 (ATT)6 18 3643287 3643304 CCCCTCTCACTCTCATTCCA GAAGAACCGAAACACCTTGC 225

Ad06A1322 Aradu.A06 1322 p2 (AC)7 14 3646055 3646068 GGACAAAATTCCCCCAAGAT TGACAATGCAGTGAGAAGGG 276

Ad06A1325 Aradu.A06 1325 p2 (GA)11 22 3657146 3657167 AACGTAAATCCACGCACACA TCAATGTTTTTCCGGGGTAG 151

Ad06A1326 Aradu.A06 1326 c (T)10gggtgggcggtggggccagaagaaacataattacgcaacaacac(ATA)1187 3659768 3659854 TGTCACAGCCTAACCAAGGA TTCTTGGAGCAGGTTCTCGT 234

Ad06A1327 Aradu.A06 1327 p3 (TGC)5 15 3662183 3662197 CCTTCTGCGCAGGAACTAAC ACGTGGAGCATGAGGAAAAC 198

Ad06A1329 Aradu.A06 1329 c (TCTTCC)6tcttcg(TCT)10(CTT)5cgtcttcgtcttcttct(TCTTCC)9(TCT)6176 3671000 3671175 TCAAACGGTTCCTCTTCGTC AGGAAGAAGAACGTGCAACAA 270

Ad06A1330 Aradu.A06 1330 p3 (AAG)8 24 3672046 3672069 TTTCTCCTCCTCATCTTCTGC CAAGGTACGTTTCTTGCCTTC 211

Ad06A1331 Aradu.A06 1331 p3 (AAG)7 21 3672218 3672238 AAAAGAGGGAGGAAGAGGAAAA TACACGCGCTTTATTCATGC 148

Ad06A1333 Aradu.A06 1333 p3 (GTT)5 15 3685213 3685227 CTTTCCCATCATCTCCTCCA CTCACCACATTAACCATGCG 268

Ad06A1334 Aradu.A06 1334 c (TA)10(TG)9 38 3691841 3691878 CAAAGAAATAAAACCTTCTGGTTGA TTTTTCCGCAATGAAATAAAAA 241

Ad06A1337 Aradu.A06 1337 p2 (AT)10 20 3694099 3694118 AAGCGGTTGCTTGTTCTGTT GGGACTCCCTCTTCCTTCTG 239

Ad06A1338 Aradu.A06 1338 p2 (TA)7 14 3694748 3694761 GCAGGCCGCAGTATTTAGTT TTTTGCATGCAGTTCGTTTC 265

Ad06A1339 Aradu.A06 1339 p2 (CA)6 12 3695443 3695454 GTAGGTGCAGGGACTCAAGC GCAGTGAGAAGGGAGAGTGG 189
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Ad06A1340 Aradu.A06 1340 p3 (ACT)5 15 3698793 3698807 CGGGTTACGTCGTTGCTTAT ATCGATGACCAGCCGTAGTT 220

Ad06A1342 Aradu.A06 1342 c (A)10cagaagatgagagag(A)1035 3715230 3715264 TCCACACATCACTCACACCC TCTTTTTGCCCTTCATCCTC 129

Ad06A1347 Aradu.A06 1347 c* (TATG)6(TG)9* 40 3733525 3733564 CCAATTTGGGGTTTTCCTTT TCAAAAGTGTTCAGCAGCAAA 248

Ad06A1348 Aradu.A06 1348 c* (TATG)5(TG)9* 36 3734482 3734517 CCAATTTGGGGTTTTCCTTT GGCCAACTGTGTTTACTGGAA 272

Ad06A1352 Aradu.A06 1352 p3 (TTG)8 24 3742619 3742642 TGTAGTCTGGGTCATCTTTCAA GGAGTCGAGTTGATTTCGTTG 216

Ad06A1354 Aradu.A06 1354 c* (TATG)6(TG)9* 40 3746422 3746461 CCAATTTGGGGTTTTCCTTT GGCCAACTGTGTTTACTGGAA 276

Ad06A1356 Aradu.A06 1356 p2 (AG)8 16 3757485 3757500 TTACGGGATTCCAACGAAAC GCAGCCATGTCTGTCTCTCA 259

Ad06A1357 Aradu.A06 1357 c* (TATG)6(TG)9* 40 3759521 3759560 CCAATTTGGGGTTTTCCTTT TCAAAAGTGTTCAGCAGCAAA 248

Ad06A1362 Aradu.A06 1362 p3 (AGA)6 18 3771018 3771035 TGTTACCCTGGTCAAAGCAA CTTCGGCAGTATCAGCAACA 248

Ad06A1363 Aradu.A06 1363 p2 (CT)10 20 3771332 3771351 CTGTTGCTGATACTGCCGAA TCTGCCTTTTATTAGTTACCCCA 249

Ad06A1367 Aradu.A06 1367 p2 (CT)7 14 3780940 3780953 ACGAGATCATAGGTGGCTGG TAACAATCGGTGGCTAGCGT 280

Ad06A1369 Aradu.A06 1369 p2 (TA)7 14 3785312 3785325 TGGACAAATCAGTTTAGCACAAA TTTTTCTTTGTCGTTATAGGGTTAGAA 175

Ad06A1371 Aradu.A06 1371 p2 (CT)7 14 3788928 3788941 AGAATGCGTCTTTTGCGACT TGACCATCACAATTCACAAGC 179

Ad06A1374 Aradu.A06 1374 p2 (TA)6 12 3793291 3793302 GTTGTGAAACGATGAAACGG ACCAACTTGATTCAACCCCC 268

Ad06A1377 Aradu.A06 1377 p2 (CT)6 12 3805439 3805450 GCACCTCCCAATGCTACAAT AAAAAGATTCGGGACGAAAAA 267

Ad06A1381 Aradu.A06 1381 p2 (AT)8 16 3812873 3812888 ATCTTGCCACCACACACAAA GGGAAAATTATAAGGAACAAGTGG 264

Ad06A1385 Aradu.A06 1385 p4 (ATTT)5 20 3816506 3816525 GGCCGGATAAGGAATCATGT TGATCAATGTTGGGCAGAAA 273

Ad06A1386 Aradu.A06 1386 p2 (AT)6 12 3817663 3817674 TGTTGAGCTCATTTTAAACATACCA GTTCGCGAAAATGTCTATTACA 279

Ad06A1388 Aradu.A06 1388 p2 (TA)7 14 3827216 3827229 TTCATGAATGGAACCAGCAA CGCTAGCGGTAAATCGAATC 235

Ad06A1391 Aradu.A06 1391 p2 (TA)8 16 3835514 3835529 GACTGGACAAATCAGTTTAACAAAAA TTTTTCTTTGTCGTTATAGGGTTAGAA 180

Ad06A1394 Aradu.A06 1394 p3 (CCT)5 15 3847106 3847120 CGCGCACGTTCTTCTAATTT TGGGGAGAAGAAGAAAAAGGA 152

Ad06A1395 Aradu.A06 1395 p3 (CTT)5 15 3847468 3847482 TCTTCCTCTTCCTCCTCCTCA TGCAAGTTCATCCTCTTCCAA 220

Ad06A1397 Aradu.A06 1397 p3 (GAG)5 15 3848485 3848499 GGAGGAGAAACGCAAAGAAG GCTACTGGCAGTGGTGGTTT 269

Ad06A1399 Aradu.A06 1399 p3 (CTC)6 18 3854852 3854869 CTTTTCAAATCATGCGCCTT AGTGATGGTGATGGTGACGA 210

Ad06A1400 Aradu.A06 1400 p3 (CTT)5 15 3855535 3855549 CTACAACCCGACCAAAAAGC GAACGTAGGTTCATTGTTTTTATTCTT 264

Ad06A1401 Aradu.A06 1401 p3 (TTG)5 15 3859052 3859066 CGTTTGATTCATGTAGCCGA GGTGATTGTAAGAGCAACTCCA 276

Ad06A1404 Aradu.A06 1404 p3 (TTC)5 15 3863129 3863143 TGCAGCGAAATTCTTCATTG ACAGAGCATGAAAACAGGGG 239

Ad06A1411 Aradu.A06 1411 p3 (CAA)5 15 3881378 3881392 TCCCTCTCCCTTTCCTCATT TTTTGTGGATGTTGCTGTTGA 237

Ad06A1418 Aradu.A06 1418 p2 (AT)8 16 3902796 3902811 TCCTAAAAATGTTTCAAGGTGTGA GCACTTGTGTGGCCAATTTA 164

Ad06A1421 Aradu.A06 1421 c (TTA)5(TTG)5 30 3914361 3914390 AGGTCGTCAATTCCAAAGGA TTTGGCCCGCTAATAGAATG 138

Ad06A1422 Aradu.A06 1422 p2 (AT)7 14 3916280 3916293 GGTACTGATGGTGGTGGAGG TTTTGTTATGATCTAAGCCATCTAAG 278

Ad06A1424 Aradu.A06 1424 p2 (TA)7 14 3924062 3924075 ATGCATCTTGACCCATGTGA TTCCATCTTTCGCTACAGCA 258

Ad06A1428 Aradu.A06 1428 p4 (TAAA)6 24 3956068 3956091 GCACCTTTTCCAATTTGCTC TGAGCAGTTGGGGTTATTGA 273

Ad06A1430 Aradu.A06 1430 p3 (AAT)8 24 3982699 3982722 ATCCCTGCAGCGCTTTACTA AAAAGCCACTGAAAAAGGGC 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A1431 Aradu.A06 1431 c (AGA)5agcagcggaggtagaattcgatgttctttcggcattgcggttt(AG)1180 3985077 3985156 AAGGCAGAATGCACCTGAGT TAGCAAAATTGCTTGCGATG 272

Ad06A1435 Aradu.A06 1435 p3 (CCA)6 18 3999737 3999754 CGGTCTTAGGTGCCATCAAT CGAACCTTAACCCCTTCCTC 242

Ad06A1436 Aradu.A06 1436 p3 (TCT)7 21 4000938 4000958 AACGCCTCTTCCTCTTCCTC TTTGAACACCCAATGAATGC 178

Ad06A1437 Aradu.A06 1437 p2 (TC)12 24 4001361 4001384 TATTTTGATTTGCACTGCGG CACACACGTGCACATTCTCA 188

Ad06A1438 Aradu.A06 1438 p3 (AAG)6 18 4001585 4001602 TGAGAATGTGCACGTGTGTG CCTGGAGCAACGATGAAGTT 259

Ad06A1439 Aradu.A06 1439 c (GAT)6ggtgataag(TGA)851 4001928 4001978 TGGCATTTGGTTGTTGTTGT ATGGATTGCCATCATCATCA 246

Ad06A1442 Aradu.A06 1442 p2 (TA)7 14 4023043 4023056 ATGTTTGGAGCTGGATCTCG TGTTGTTCCATTCTTGGCTG 276

Ad06A1446 Aradu.A06 1446 c (T)10aaatcacttaatataatatata(T)1042 4033685 4033726 TGCAACACACATTCTCTCTTCTC TCATGATTGACACAACTTCACTT 157

Ad06A1447 Aradu.A06 1447 c (T)10aaatcacttaatataatatata(T)1042 4034648 4034689 TGCAACACACATTCTCTCTTCTC TTTCAACCGTATTGAATTGAATTTT 237

Ad06A1449 Aradu.A06 1449 c (T)12gcattcttaaattttttgttatttttttctgcattttctgcatttttta(T)1172 4035260 4035331 GCGATGCCAATTATCATTCA ATTTCAGATCGACGAAAACG 269

Ad06A1450 Aradu.A06 1450 c (T)10ggcaaggatttaactatgatttttatcc(T)1048 4036897 4036944 AAAAACTTGTTTTGGGTGTTTTT GGACCAAAGTGGGTTTTGAC 205

Ad06A1453 Aradu.A06 1453 p2 (AT)6 12 4039650 4039661 TGTGCCGTCATTGTTTGAGT TGTGACCGAAACACCAAATC 177

Ad06A1454 Aradu.A06 1454 p2 (TA)10 20 4043917 4043936 CCGTTTCCCTCTCTGTGTGT GATTCGAAGTGGTGGTGGAT 279

Ad06A1458 Aradu.A06 1458 p3 (TAA)5 15 4049069 4049083 AATCTTAAAACACCTAAAAGATTCTCA AATTTAATTTCCAGCTGAGATAGG 267

Ad06A1459 Aradu.A06 1459 p2 (TG)6 12 4050586 4050597 TTGCTCTTTGCTGTGGAAGA TATTGGCGATAACCCCAGAG 243

Ad06A1460 Aradu.A06 1460 p3 (GAA)5 15 4054978 4054992 AATGAAGGCAACGAAACCAG CTAATGTACGACCCCAACGC 273

Ad06A1461 Aradu.A06 1461 p3 (GCT)7 21 4056077 4056097 AGAAACCCTGTGTTGTTGCC GGAGCCTGTTCGTCATGAAT 164

Ad06A1462 Aradu.A06 1462 c (T)10gtatttagatgttaatattaatatactaggtgactagaatagtgca(T)1066 4056364 4056429 CGTTTCCAAGGTGCTTTGTT CAACTCGGCCTTCATACCAT 153

Ad06A1464 Aradu.A06 1464 c (T)11aaagattggtacgatcattaccaatatttttaacaatttaaatataaaaacaataaatatatgtatagattaatataaaaaaaatt(A)10107 4061139 4061245 TCAGTAACTTTATATTCACTGTTCCCA ACCACCATCACTCCTTGGAT 204

Ad06A1467 Aradu.A06 1467 p3 (TAA)6 18 4068814 4068831 GTACCCACCCACGGTTTATG TTGTTTCCTCCCATGGCTTA 248

Ad06A1472 Aradu.A06 1472 p3 (CGC)6 18 4082744 4082761 TCAACAAGCCTAAACCCCAC TGTCGAAGCTCTCGGATTCT 255

Ad06A1477 Aradu.A06 1477 c (T)11aaataatttgattattcttttgatttgtataattttatcaaatttttaattaagtcgt(TA)681 4112500 4112580 GACAGACGCCTTAGGAGTGG TTGTCTTTCACCCCCTTGTC 217

Ad06A1478 Aradu.A06 1478 p2 (TA)6 12 4112819 4112830 TTCATGTAGTCGATCCCACCT AATGCATGGTCATTGCTTCA 262

Ad06A1479 Aradu.A06 1479 c (A)10ttcaattcatacatgtccatgattaggaata(T)1051 4115280 4115330 TTTGAATCTTCTAATACAAAGGGACA TCATGCCCCGTTTAAATACC 103

Ad06A1480 Aradu.A06 1480 p3 (TGG)6 18 4117251 4117268 GCTGTGGTGTTGGTGTTGAT TCGAATTCGTCCCTCTTGTT 171

Ad06A1486 Aradu.A06 1486 c (GA)7a(AG)6gaacttacatgaagaggatggcgcggaggcggactcggcggagg(AGA)689 4150825 4150913 GGGATCACAACGACGAGTCT ACGCCCAAGAGTAGAGACGA 280

Ad06A1491 Aradu.A06 1491 p3 (AAT)21 63 4159638 4159700 CGATCCCTATCGTAATTATTCGT TGGAAATAGCTCACAATCACCA 253

Ad06A1492 Aradu.A06 1492 p2 (AT)12 24 4161438 4161461 GCCACCCCTATGTGAAACTG CGACGCAACAAAAAGGATTA 280

Ad06A1493 Aradu.A06 1493 p3 (GAG)6 18 4171794 4171811 GGCTGAGAAGGAGCTGAAGA AGAGGGTCCAGGAGGCTAAA 136

Ad06A1494 Aradu.A06 1494 c (AAT)10(TTA)11 63 4173865 4173927 GCTTCATTTTGAAACTCATTTAAGG AAACCACACACAAACCAACG 165

Ad06A1497 Aradu.A06 1497 p3 (AAT)5 15 4208008 4208022 TCCACATCCCCTATGAATGG ACTAGCGAGCCAACATCCAC 262

Ad06A1502 Aradu.A06 1502 p3 (CTG)7 21 4223445 4223465 TTTGAAAATTGAGTTGTTGATGG TTCATAAATGCGGATGATAATG 244

Ad06A1507 Aradu.A06 1507 c (A)10ttgatgttacttaaaatt(A)1139 4239406 4239444 GATGCAACATATTAAGAGGCGA TCAATGGCTGTAAGAATTGAAA 240

Ad06A1508 Aradu.A06 1508 p3 (ATA)7 21 4240171 4240191 AAGCAAATGCTATGATATTTCGG TTTGCATTTAGTTTTTGGTTGC 139



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A1511 Aradu.A06 1511 p3 (GAG)9 27 4248578 4248604 AAGGAGGAGAAACACGACGA AAACCCACCACGAGCTACAC 251

Ad06A1513 Aradu.A06 1513 p3 (ATT)5 15 4250987 4251001 AAATCCAATCAGCAGGGTTG GTCACATGTTTGGTGTTCGG 235

Ad06A1516 Aradu.A06 1516 p2 (AT)6 12 4270917 4270928 TATTTTGGGGCATTTTGTCC AAACTTGGGACATTGGTTGG 233

Ad06A1517 Aradu.A06 1517 c (A)10ttagaacgaagaacatacacaaagaactactaaaaaagttatatggttacttgcatcctttttataaaagaaaatgaagggtaaggttggt(A)10111 4273196 4273306 TTTTATCTGGGCCGTGATTG TGTTTGGCAATCTTTTGGAA 280

Ad06A1518 Aradu.A06 1518 p3 (TGA)5 15 4274655 4274669 GTGCGGCGGACACTATATCT GTGCTCGACACACTCTTGGA 257

Ad06A1519 Aradu.A06 1519 p2 (TG)8 16 4276530 4276545 TTTTGCGCTTTTGGTTATGC CGAAACCGTATCGCTGTTTT 263

Ad06A1522 Aradu.A06 1522 p3 (TTG)5 15 4282014 4282028 GTAGCCGACCGCTTCTAGTG TTGCTTGCAGCCCTTATTCT 157

Ad06A1523 Aradu.A06 1523 c (TCT)8cttcgtcttcgtcttcttctttttcctcttcctctttctcttcctcttcctcttcctcttcg(T)1197 4283297 4283393 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 216

Ad06A1524 Aradu.A06 1524 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 4284021 4284075 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 242

Ad06A1529 Aradu.A06 1529 p4 (TATC)5 20 4301733 4301752 GGAGAGGAAATATGCCACCA TCATCAGAAGTGAGGGGGTC 264

Ad06A1530 Aradu.A06 1530 c (AAAT)6aaaaactgaaacctcccttattaacattcagctcaaatacacccaacattggcaaccaagaagaaacctc(T)10104 4302783 4302886 GAAAACACACCCAAAATGCC ATGAGGGAGGTTTCAGGGTT 259

Ad06A1532 Aradu.A06 1532 p3 (AAT)20 60 4306101 4306160 CAAATGTAACCAACCCCACC TGCATGTGGGAAGAAATGAA 233

Ad06A1535 Aradu.A06 1535 p4 (AATT)5 20 4317487 4317506 CCACAGCCTTCACCATTTTT GAATTCCGTCGCTTGTGTTT 262

Ad06A1542 Aradu.A06 1542 p2 (GA)19 38 4335523 4335560 GAAAGCGTTGATTCCTGCTC GCAACTCTCTGCAACTTCCC 144

Ad06A1546 Aradu.A06 1546 p3 (TAA)5 15 4346425 4346439 CGTCGGGTTTTTGCTTTTTA CGTGGCCCGAAAGTGTATAG 275

Ad06A1547 Aradu.A06 1547 p2 (AT)6 12 4348672 4348683 TTGAAGCATTGAATGTTGGC TTGTACCATTGCACTCTGCAT 277

Ad06A1551 Aradu.A06 1551 p3 (TAC)10 30 4362125 4362154 TCGTTGTTATCTTTGTTGCCA TGTGCAAGATTTATCCAAGACTG 258

Ad06A1558 Aradu.A06 1558 c (T)10aaaaatcaaataaatcaatttaatccaaatgacctgacttcttgttttaaacaagatatacatatgtcac(A)1292 4387911 4388002 TTGATGCGCTCAGAGAATAAAG AAATGCCATAAATGAATTGTGA 270

Ad06A1559 Aradu.A06 1559 p5 (TTTCT)5 25 4390356 4390380 GTACCACCCATGCTTGCTTT TTTTCATGACCTGATTGACCT 213

Ad06A1560 Aradu.A06 1560 p2 (TA)11 22 4392857 4392878 GAGGAAAAGGTATGGGCAAA TGTGAGGGAAGAGAGGGATG 262

Ad06A1563 Aradu.A06 1563 c (TAT)5ta(CAT)5 32 4396349 4396380 TCGAGCTGGTAGTTTATCCAAA TGCATTGATAAAGACGATGATG 268

Ad06A1564 Aradu.A06 1564 p3 (TAA)5 15 4397077 4397091 AAGAAAATTATGCAGCGCGT TCACATCAGCACTTCGTCAG 242

Ad06A1566 Aradu.A06 1566 p2 (GA)10 20 4407690 4407709 GAGCTTCTCACCGAGTCACC CTCGCTGCCCTTCTATTGTC 241

Ad06A1567 Aradu.A06 1567 p2 (AG)7 14 4413978 4413991 TGGGACAGTTTCTTTTTGGC TTGAATTCCAAAGGGCAAAG 219

Ad06A1575 Aradu.A06 1575 p3 (ATA)5 15 4424997 4425011 AAGCAAGTTTAGACTTTTGCTTTTA AAGAATTTAATTGAAGTTTAGGAATCA 260

Ad06A1577 Aradu.A06 1577 p4 (GATA)5 20 4427619 4427638 TCGACTACCCTCACCTACCG GTTCTAGCGGATGGAAGTGC 279

Ad06A1580 Aradu.A06 1580 p2 (TA)7 14 4447122 4447135 GTTTGGCTCACCAAAAGCTC TTCGTGAGCTTGCTCGATTA 273

Ad06A1581 Aradu.A06 1581 p3 (TTA)6 18 4447949 4447966 TGACACTATTTTTATGTACAATGCTTC CAAACATACACCATCCGCAA 170

Ad06A1583 Aradu.A06 1583 p4 (TATT)5 20 4454386 4454405 AAGGCCAGGGACGAATTTAT TGACTTAATTTTCTACCGAATTTCAA 225

Ad06A1584 Aradu.A06 1584 p2 (TA)6 12 4455210 4455221 AGGTCACACGGATTGGATCT TCAAATGCAATTCTCTCTCTCTTT 221

Ad06A1585 Aradu.A06 1585 p2 (TA)6 12 4460756 4460767 CCGCACTGCTAAACCTCAAT AAACCTTGTTAATGGGGGAGA 150

Ad06A1590 Aradu.A06 1590 p2 (TA)7 14 4467182 4467195 CCGGTTAAAATCTCCAGCAA TTGGACTTGCAAAGTGGTTG 244

Ad06A1592 Aradu.A06 1592 p3 (GGA)5 15 4468453 4468467 ATTGTTGGTTGCATGTCGAA TAGGCCCTCTCCTCCTTCTC 154

Ad06A1594 Aradu.A06 1594 p4 (TTAA)5 20 4470984 4471003 GAAACCCAGAAAAACATCGG TTTTCGTTTTGGCAGTGTTG 140
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Ad06A1597 Aradu.A06 1597 c (GA)6gggagaaaatgaacacttctcatttcttgaaattttacagaatg(A)1167 4479524 4479590 GATTGGGCGATGCATAAGAC TGGGTACATAAAGTGTAACCATCTAA 256

Ad06A1601 Aradu.A06 1601 p3 (ATT)8 24 4491800 4491823 TGCGTACCGAAACTCAAAAA TCCAAACATACACATAGTCTTTCAA 272

Ad06A1605 Aradu.A06 1605 p2 (AG)23 46 4506294 4506339 AGCATCTTTGATTGGGTTGG CTGGGTTTTATTGTGCGTCA 266

Ad06A1607 Aradu.A06 1607 p4 (TAAA)5 20 4517604 4517623 GTGAATGGAAACGAGTGCCT TGATCACTTGAGGATTGTTATGG 143

Ad06A1609 Aradu.A06 1609 c (CT)12(CA)15 54 4534560 4534613 CATCCTCCATGACCTGATCC AGAGCAAAACTCATGGTGCC 161

Ad06A1610 Aradu.A06 1610 p4 (AAAG)5 20 4535979 4535998 TCGTTACAATTGGCACCTCA TCCGTTTCTTTTGGATCTGG 211

Ad06A1611 Aradu.A06 1611 p3 (AAG)17 51 4539455 4539505 ACGCTTGCTTCCAATGAATC TCTCTTGTTTGGGCCTCACT 238

Ad06A1612 Aradu.A06 1612 p2 (AT)7 14 4550756 4550769 AACTTAGCACGGTTTCCACC TGAAACTCATACCGTGGTGC 244

Ad06A1615 Aradu.A06 1615 p2 (TA)11 22 4555437 4555458 TCCATAGGGACAGAGATCCG CCTTGATTGATGATGATAGTTCG 228

Ad06A1618 Aradu.A06 1618 c (T)12cttttgaaaatgatcagaacactaaagaagttatttat(A)1060 4558442 4558501 ATGGAATTCGCAATTGAACC TCCCCCTTTTGGAGAACTTT 210

Ad06A1621 Aradu.A06 1621 p3 (TTA)11 33 4574858 4574890 AAAAACAGGATAGGAACTTAATTGAAA TCTTCCTTCCTGGACCAAAA 233

Ad06A1625 Aradu.A06 1625 p2 (AG)10 20 4583145 4583164 CTCGCAAATCCAACTTCAAA AGGTAGCTGATGAAGGTGCAA 185

Ad06A1626 Aradu.A06 1626 p3 (TTA)12 36 4583327 4583362 TGGTATGCTACTGCTGGTGG CATGGAAGCACATGCCTAAA 268

Ad06A1627 Aradu.A06 1627 p3 (TTA)13 39 4585022 4585060 CATAAAGCAAGCAACCCACA TGCCTTCTGTTTTTCTTGGG 121

Ad06A1628 Aradu.A06 1628 p2 (TA)6 12 4585224 4585235 CCCAAGAAAAACAGAAGGCA GCTATGTGGAAACCTTGGACA 196

Ad06A1629 Aradu.A06 1629 p3 (AGA)6 18 4586612 4586629 CCTTGTTGTTGGTGTCGTTG TGAAAAAGGCAGTCCAATCC 249

Ad06A1632 Aradu.A06 1632 p2 (AT)6 12 4599768 4599779 CGAAGCCAGAGATTAAAAGTCAA GTTGGATTCCTTTTGGGTCC 194

Ad06A1635 Aradu.A06 1635 p2 (TA)12 24 4602613 4602636 AATCCGCTTCCTCCAAGTTC CAATCTGTGGCTAATTTGTGC 220

Ad06A1640 Aradu.A06 1640 p3 (CAA)7 21 4621732 4621752 CCTTGCATCCCGTTAGTTGT CCGTATAGCATTATTCGAAATTCTT 275

Ad06A1641 Aradu.A06 1641 c (A)10c(A)10 21 4623758 4623778 TGTGAGTTTTGGTGTTTGGG TTGCAAAAGGATATTGCTCC 251

Ad06A1642 Aradu.A06 1642 p2 (TA)10 20 4629071 4629090 GGGCCAAAGGTACAACAAAA TGCAACTAGGTTTTATCCGGT 248

Ad06A1643 Aradu.A06 1643 p2 (TG)6 12 4640083 4640094 TGAATGATATTCAATTATTTAGCAAGC GGCAACTAGATGGGGACAAA 269

Ad06A1645 Aradu.A06 1645 p2 (TA)7 14 4640832 4640845 GCGTCCAAAATGTTTGAATTT TTTCTGCATTTAATTACACAATCTCA 225

Ad06A1646 Aradu.A06 1646 p2 (AT)9 18 4651125 4651142 TGGGCTTCGTGCTCTAATCT ACATCTCTTTCGCCTGCACT 217

Ad06A1647 Aradu.A06 1647 p3 (ATA)6 18 4652734 4652751 GGTGTTCGACCTGGTGAAGT TATTAACAACGCGAGATGCG 219

Ad06A1652 Aradu.A06 1652 c (T)13aattttatatagcagattgtggccgtttcaaactagctcaattttttttaaaccaacgtacaggatagcggcggttaaaaactgccacaattt(A)10116 4658087 4658202 TGCTAGTGCATGTAGATATTTCACC CGGCGATTTACAAGAACCTC 272

Ad06A1654 Aradu.A06 1654 p2 (CT)9 18 4661145 4661162 ACAACCTCAACTCCCCCTCT AAAAACAGCAAAACCGTTGG 227

Ad06A1658 Aradu.A06 1658 c (T)13gaactaaagaccaaattgggtctttactcaagaatataacttccgcctttgaaagacttttttttccgaaaaaaagtagatgatgagaatgagtt(A)10118 4673001 4673118 TCTTAAATAAAAATGTTGAGAATCGAA TTTTTCCATTGCTAGATCCCA 208

Ad06A1663 Aradu.A06 1663 p2 (AT)8 16 4680202 4680217 TTTGTTGGAGGATCTGTCGAT TCGACTGTACCCAAATTTCCA 263

Ad06A1668 Aradu.A06 1668 p3 (CTT)14 42 4684013 4684054 TTCGTTCCAAAGGGAACATC CACAGGAACCTGAAAAGGGA 266

Ad06A1673 Aradu.A06 1673 p3 (TGA)5 15 4702909 4702923 TCTTCCGGTCAAAGGAAAAA CAACTCCACTTTTGGCACAC 207

Ad06A1677 Aradu.A06 1677 p2 (TA)8 16 4716128 4716143 GACAATTTGATTTGACCGAAAA TGTTAAATCATGTTTAGGCACTCA 248

Ad06A1681 Aradu.A06 1681 p2 (TC)14 28 4727192 4727219 CTACTTCCCCCACTTCACCA GGATCAGGCACCACTTTGTT 222

Ad06A1683 Aradu.A06 1683 p2 (TA)7 14 4739803 4739816 GGTGCGTACGCGTCCTTT TGCCAAACAAGTCACAAAGC 262
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Ad06A1684 Aradu.A06 1684 p2 (AG)6 12 4741655 4741666 GAAGAACGAGAGACGTTGGC TTGACGTTATTCCATTCGCA 105

Ad06A1691 Aradu.A06 1691 p3 (AAG)5 15 4766415 4766429 ACACAAAAGCTTCCACCACC GTGGGTAAGCTGAGGAACCA 266

Ad06A1697 Aradu.A06 1697 p2 (GA)19 38 4786176 4786213 GGAGAGGGAAGCAAAAGGTT TTGGTGACCTGCAATGGTTA 155

Ad06A1701 Aradu.A06 1701 p2 (TG)7 14 4792005 4792018 GGTGTGATGTCTGGATTTGCT TGCACGAGACGATAAACAGC 134

Ad06A1702 Aradu.A06 1702 c (CTT)5tt(TCA)6 35 4800548 4800582 TGCAGCAAATTTGGGTGTAAT AAAACAAGAAGGAACTTGAAAAGA 218

Ad06A1706 Aradu.A06 1706 c (TA)13ttggaacatgtaa(AT)651 4828665 4828715 GAAATTCGGGGACTACACTACTC ATGGCCGGTATCTAACCATT 279

Ad06A1708 Aradu.A06 1708 c (CT)9(CA)15 48 4835524 4835571 AGCGGCCAAAGAGACAGTTA CCATCAATATGGTCGCCTCT 128

Ad06A1709 Aradu.A06 1709 p3 (TGA)5 15 4836526 4836540 CAACCAGAAAAGAAAGGGCA CACCATAATCATCCCGGAAC 272

Ad06A1712 Aradu.A06 1712 p2 (TA)6 12 4856784 4856795 AGGTCAGGAGGCTTATCGGT CTCCTAACTCAGCCTGCGAA 241

Ad06A1715 Aradu.A06 1715 p3 (ATA)6 18 4865067 4865084 GCCTTTGATTTCCATGCTTC CGCCGACATCATTGCTATCT 269

Ad06A1716 Aradu.A06 1716 p2 (AT)7 14 4871557 4871570 CTGTTGAAATGGTGGAGGCT GGAAAAGGGGAGGAAAAACA 198

Ad06A1717 Aradu.A06 1717 c* (ATA)5(ATAC)6* 36 4871893 4871928 GCCCCTCCTCAGACAAGTT TTCAGTGGCACATAAAAACGA 279

Ad06A1728 Aradu.A06 1728 c (ATA)7attttattc(A)1040 4888406 4888445 CACCCCTTCAGACCCACTAA CTAGATTGCTTTCGGACCCA 199

Ad06A1729 Aradu.A06 1729 c (GA)15atgagactggaaaaatggatgaagcagcgtag(GA)776 4888624 4888699 GAAATTGGCATTTGAGGGAG TTTGGCCTTTGTTTTGTGTG 247

Ad06A1730 Aradu.A06 1730 p2 (AT)6 12 4893595 4893606 TCCATATGTCACAGGCAGGA TCCAACCATATCCACAACCA 180

Ad06A1731 Aradu.A06 1731 p2 (TA)6 12 4897258 4897269 TCTTCGTGCTCAAGTTTTCG CCGTATCACTCACGAAGCAA 224

Ad06A1736 Aradu.A06 1736 p2 (AG)10 20 4900277 4900296 ATTGAAGGCATCATTTTCGG GAGATGTTGGACCCGTGAGT 237

Ad06A1737 Aradu.A06 1737 p2 (CA)8 16 4903152 4903167 TGCTACCGTCTTTAGGGGTG TTGTGAAGATGAATTAAGGCTTTC 185

Ad06A1739 Aradu.A06 1739 c (T)10caacgtcgttgtcgctatcg(TCT)5aaaaaagaataagaaaaaattgcatcattatgttttatgtttttgcgcaattattcttcaatgtcgtcatcatcatcg(TCT)5138 4904840 4904977 ACCACCATCACCATCACTCA CATTGAAATTTCTTAATCGTTACATGA 280

Ad06A1740 Aradu.A06 1740 p2 (CT)6 12 4906053 4906064 ATCTGACGGTAAATCCGACG TCTCCAACCGTGACAGACAG 150

Ad06A1743 Aradu.A06 1743 p2 (GA)6 12 4915927 4915938 TGACATCCAAAAATTAACAACAAAA TTCGTTGCTCCAAACACTTG 208

Ad06A1749 Aradu.A06 1749 p3 (TAA)12 36 4925886 4925921 TCTGCAAATTAAGAGATACCATAAAAA TCACATTCTTTACAAAAATCATTGTCT 181

Ad06A1750 Aradu.A06 1750 c (AGG)5agatgcatcactattgttacttaataaaaataaacagcaatcagagtcagagatact(TGG)690 4926526 4926615 AGTGGGAGCTTCTCCACAGA GTGGTTGTGAATTTGCGTTG 217

Ad06A1751 Aradu.A06 1751 p3 (CAC)5 15 4928966 4928980 CGCACTGGCTGATGAGAATA GGGCAGTGATGAAGGGTTTA 277

Ad06A1757 Aradu.A06 1757 c (T)14gaaagaaaacgcaaatcacgatcccggcgtttgtcgcagtccaatcgcatatcctctctcgca(CT)791 4952030 4952120 AAAACTGTAATCCGGAAGCG TACAGCCTCATTGGGAAAGG 250

Ad06A1759 Aradu.A06 1759 p5 (AAAAT)5 25 4964340 4964364 TAACAGCGAGAGCAGCATGT ACCAGTCAATGCTCGACACA 123

Ad06A1760 Aradu.A06 1760 p3 (ATA)6 18 4965132 4965149 TGATCGGTGATTTTTAAATTTGTG AAGAAATAACTGCAAAGAAGAAAAA 235

Ad06A1766 Aradu.A06 1766 p4 (TTAT)5 20 4979511 4979530 TTTGGCACGTGATTGAATGT TTCTTGATCAATCTTGTGCTCTG 185

Ad06A1767 Aradu.A06 1767 p2 (TA)8 16 4979791 4979806 TTTTATCATTCGAATTTTGGCA CCGATTGCCTTTCTCTACCA 122

Ad06A1769 Aradu.A06 1769 p4 (GTAT)6 24 5001284 5001307 GAGTTTAGGGTTCACTGCTGC GATCCATCAATCCAGCAACC 225

Ad06A1770 Aradu.A06 1770 p3 (TAT)6 18 5001623 5001640 AGTTGATCCATTGATTCGGG TCAACAAACACAAATACACAATAGC 259

Ad06A1771 Aradu.A06 1771 p3 (AGA)5 15 5007420 5007434 ATATGGTGGTGGCGGATTTA TGCCTAGAGGCTTTATTTTAGGTG 253

Ad06A1776 Aradu.A06 1776 p3 (GAA)8 24 5020476 5020499 TGATCGCAAAGAACTTCCCT CCAATGTTGTCCCTGATTCC 209

Ad06A1778 Aradu.A06 1778 p2 (TA)10 20 5032345 5032364 TGAGAAAGACACGTAAAGAAATCAA GGAACGTAAATCGAAACCACTT 269
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Ad06A1780 Aradu.A06 1780 p2 (CT)9 18 5034894 5034911 TTTACGCGTTAGTGTGTGGC GAAGCCATCACCACCAAGAT 253

Ad06A1781 Aradu.A06 1781 p4 (ATTT)5 20 5037731 5037750 CCAATTTTGCCATTCAATCTC TGAACATACAAAAGTTCTGAACAAA 207

Ad06A1782 Aradu.A06 1782 p2 (CT)7 14 5038627 5038640 TCCATTCATCCATCAAGCAG AACAATGGAGGTTTAGTTGCTCA 263

Ad06A1788 Aradu.A06 1788 p2 (CT)13 26 5050716 5050741 AAAAGAAAGCCAGAGGCTCC TGATGATTGGTTGTGTATGAAGAA 213

Ad06A1790 Aradu.A06 1790 p2 (GA)6 12 5052824 5052835 AGAACAATGCCTCCCAGCTA TCCTCTCCAGCGAAGAAAAA 205

Ad06A1791 Aradu.A06 1791 p2 (AT)8 16 5058388 5058403 GGGTTTTGCTAACTTGTGCC TGTGGTAATGAGTGAATGACCTG 155

Ad06A1795 Aradu.A06 1795 p2 (TC)6 12 5070677 5070688 CGCACGATTCCTAACCACTT GAGGAGAAGTAACCCTGGGC 246

Ad06A1797 Aradu.A06 1797 p2 (TC)7 14 5075094 5075107 TCCTTCTCAATTCTCCCCCT TCATCGAACAAAACGTCGTC 167

Ad06A1802 Aradu.A06 1802 c (A)10g(A)10 21 5085016 5085036 TGGTGAATTAAGTATGATGGTTGTT TGATTTTTGGGTCATGGACA 256

Ad06A1803 Aradu.A06 1803 p2 (TA)7 14 5087822 5087835 AAGTTTCGGCTAGCTTGGGT CACTCAGTTATCCAGCTCTTCG 137

Ad06A1807 Aradu.A06 1807 p2 (GA)8 16 5095298 5095313 AGAGCGACGACGATTTGAGT CTCAGCGTTCTTAAGCGACC 161

Ad06A1812 Aradu.A06 1812 p3 (AAT)5 15 5103449 5103463 GAAAAGGAAGGACCAGTTTCAA AAGCTAACCACTAGACTAACCCAA 109

Ad06A1816 Aradu.A06 1816 p5 (TTTAT)5 25 5119666 5119690 TGCTTCTTACTTCGCTGGTG CAAAATCCCCCAACCCTAAT 250

Ad06A1819 Aradu.A06 1819 p2 (GA)9 18 5123913 5123930 TTCTCCAACAAGACCAACCC ATTACAGGGGCCGGGTAGTA 277

Ad06A1821 Aradu.A06 1821 p2 (CT)22 44 5134412 5134455 ATTGGGCCATACAAAATCCA ACCTGGCTGAGATCCATGAC 238

Ad06A1822 Aradu.A06 1822 p3 (TTG)6 18 5135728 5135745 TCGCAATGCACTGCTTTAAT CAGCTTCAAACCTTATGAGCG 250

Ad06A1823 Aradu.A06 1823 p2 (TC)6 12 5139931 5139942 AGCAAGGACAAGGACAAGGA TGGGCTAAGCAACAGAGATG 274

Ad06A1825 Aradu.A06 1825 p3 (TGG)6 18 5145155 5145172 TCGCTTAAGACATCGCCTTT ATGACCGAGCTCGAAAGAGA 236

Ad06A1826 Aradu.A06 1826 p3 (TCA)6 18 5145384 5145401 TCTCTTTCGAGCTCGGTCAT GCTGGAAGTGAGTCCAGAGG 263

Ad06A1834 Aradu.A06 1834 c (A)10ggggtggatgggggggactgtcatttgtttaacaaaaatgcatttctagctccaaaccc(T)1079 5170288 5170366 ATGCTTCAATTCAAAGGCCC AGGGCAGTCCTGTCAGAAAA 134

Ad06A1836 Aradu.A06 1836 p2 (TA)7 14 5173105 5173118 TGGCAAAAATAATGAACAAGACA GAAATTTTCAAACACGCTAAAAA 224

Ad06A1837 Aradu.A06 1837 p3 (ATT)5 15 5174637 5174651 TCGTATTTTTATAATTGGCACATAGC TTTTATCATCTTTTGGACTAAATGC 246

Ad06A1839 Aradu.A06 1839 p2 (TA)9 18 5176218 5176235 CAACCCCATCAAATCCTCTT ACGAATCCATGCTTTTTCGT 213

Ad06A1842 Aradu.A06 1842 p2 (AG)8 16 5180998 5181013 TTGGAATTGGAACTCGAAGG TGTGAGTAAAGCAACGACGC 115

Ad06A1850 Aradu.A06 1850 c (AT)7tgtgaaggaaagataaacaaaaacgacaaacattgtcaaacacgaaacattaaaataagaagcgtcgaatacaagagc(TA)6104 5220166 5220269 CGACAAACATTGTCAAACACAA GGTTTGTAATATTCTAGCTGGCCT 230

Ad06A1853 Aradu.A06 1853 p2 (CT)6 12 5229529 5229540 TTGGCCCCTGAAATGATAAC TTTTGTCAGCGTCAAACTCG 174

Ad06A1854 Aradu.A06 1854 p3 (ACT)5 15 5235374 5235388 TCAGCATAGCAAACCACAGC GGGGCATTATGGTCTTTTGA 262

Ad06A1855 Aradu.A06 1855 p3 (CTT)6 18 5238012 5238029 CACAACACTGACACAGTCACG GAAAGAAAAGCCAACCGAAA 261

Ad06A1857 Aradu.A06 1857 p3 (TCA)7 21 5245039 5245059 GGCTTCCTCTTCAATTTCCC CGTTTTATTTGCCACTGCTG 234

Ad06A1859 Aradu.A06 1859 p2 (AT)6 12 5251748 5251759 ACGTTGGGACATTTTGTTGC TCACGTTTCAATGTATCTAACCTT 243

Ad06A1861 Aradu.A06 1861 p2 (CT)6 12 5264907 5264918 TTACCACCGTCACAAAACCA TGAATTTAATGAACAATGCGG 226

Ad06A1869 Aradu.A06 1869 p2 (TA)8 16 5295894 5295909 TTGGTTGTTTCTCCAGTGCT TCATATAGGTCATTAACCATTTAACCA 187

Ad06A1870 Aradu.A06 1870 p3 (TAA)5 15 5297035 5297049 AGTGCCAAGATGAGCATTGA CTTCTTCCGCAAAAGACGAC 264

Ad06A1877 Aradu.A06 1877 p2 (TA)9 18 5316836 5316853 AGACAAATTGATTTGACCAAAAA TCCTTTATTTTTCTACGATAGAGTTGG 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A1878 Aradu.A06 1878 p2 (TA)6 12 5317994 5318005 GAAATAGCTGTTGTCATCACCTTG CGAATATGATTGAACGACTGTG 267

Ad06A1879 Aradu.A06 1879 p2 (TC)21 42 5324494 5324535 ATGGCTCCTCCATCATTCAC TGGACAAATGGTTTTAGTGGC 129

Ad06A1881 Aradu.A06 1881 p2 (TA)9 18 5329956 5329973 GAAGGTCCCAAAATATCTTAGAAGG TTACAAATGATTCGCACCCA 271

Ad06A1885 Aradu.A06 1885 p3 (AAT)5 15 5336855 5336869 GCCTCTCTTAAAATAATAGGTTTGTCC CCGTCTCATTTTTATTTGAGAAA 224

Ad06A1888 Aradu.A06 1888 p2 (TA)9 18 5341658 5341675 ACGCGCATAGAAGGGAATAA GAATAAAGTTATCCGGCCCA 252

Ad06A1889 Aradu.A06 1889 p3 (AAT)5 15 5342381 5342395 GCCTCCTAACACTTCTCTTTTTAAT TTGAATTAGTCTCCAAAAAGACAAAA 279

Ad06A1893 Aradu.A06 1893 p3 (AAC)12 36 5386838 5386873 TCGGTGTAAGAAGGATTGGG TGAAGGGTTAGGGTTGGAAA 250

Ad06A1900 Aradu.A06 1900 p2 (TC)7 14 5395845 5395858 AGGGAAAGACAAAACAGGGG CGAGAGAAGGTGTGATTGGA 149

Ad06A1904 Aradu.A06 1904 p2 (CT)17 34 5404842 5404875 GTGGACGTGATCTCTCCGAT CAACGATGCCAATGCTCTAA 244

Ad06A1905 Aradu.A06 1905 p3 (GCT)5 15 5405086 5405100 CAACATCCGGTGTTCCTTTT TTCTGATGCCGAATTCAGTG 158

Ad06A1908 Aradu.A06 1908 p2 (AT)10 20 5406721 5406740 TATTTGGCTCAGCATCCACA AACGGGTAGGGTAGGGTACG 103

Ad06A1909 Aradu.A06 1909 c (T)11gcattagttacttgaatatctcttatagttgataattattacaatattaatatatttaattaaactatagtcacc(A)1096 5412447 5412542 TTTTAGGATTTCATGTTTGACTGG AAAAATATTTGTTAATGGCTTAATGCT 196

Ad06A1913 Aradu.A06 1913 p3 (TCT)5 15 5434946 5434960 GGCAGAAGCTACGGGAAGAG AGAAGATGGAGGTGGTGGTG 276

Ad06A1914 Aradu.A06 1914 p3 (TCC)6 18 5435068 5435085 CACCACCACCTCCATCTTCT TGGGTTTATTTGTAGGTCGTCA 212

Ad06A1919 Aradu.A06 1919 p3 (TTA)7 21 5462327 5462347 CAGAGGGCAATTTCACCATT AAGGCTCCTCTGTGACAAGC 193

Ad06A1920 Aradu.A06 1920 p2 (AG)6 12 5465396 5465407 AAATCAGAACCAAACCGCAC GCATCGAAGATAGCGAGACC 216

Ad06A1923 Aradu.A06 1923 p2 (AT)8 16 5475613 5475628 TGAAAGAATCTTGTTCCAGTCG TTGCCACTACGGGTAAGGTC 182

Ad06A1937 Aradu.A06 1937 p4 (AATA)6 24 5502627 5502650 TTCTGCGAGATGCACAATTT TTTAATGAGCACGCGTTTTG 236

Ad06A1938 Aradu.A06 1938 p2 (TA)12 24 5504121 5504144 TGTTTAATGGAAGTGTCTTTGTAGATG TCATTTGCTCTATTTAAAGTTTGTTG 275

Ad06A1952 Aradu.A06 1952 p2 (GA)12 24 5541534 5541557 GGTGCGACATGAAGAAATCA AACAATTGGATAAGACATGCTGAA 256

Ad06A1956 Aradu.A06 1956 p3 (ATA)6 18 5545761 5545778 TGTGTTGCATACATAAAATTGATGAG CGGCCCTCAATATCAACTTC 191

Ad06A1958 Aradu.A06 1958 p2 (AT)7 14 5547329 5547342 GGGGCACAATTTGCTAACTA GTGTGAGGAAGATGCCTGCT 237

Ad06A1961 Aradu.A06 1961 c (A)10gaagaatccacttcaacccatatgccttaagcacgaccatagataacatagaaattatcctac(A)1184 5554409 5554492 GCTCATGTGTCGATCCTGAA ATGGAAATTTAGTCGCACGG 249

Ad06A1962 Aradu.A06 1962 p4 (GTTA)6 24 5556468 5556491 TATTGGGTTAGCCAGGATCG ATGTCATGGCCAAACACCTT 193

Ad06A1963 Aradu.A06 1963 p5 (AAAAT)6 30 5560369 5560398 GCTCGAGTTTTTACGCGACT TTATACAAGGCCGTGGCTTC 252

Ad06A1964 Aradu.A06 1964 p2 (TA)6 12 5563477 5563488 GCGTGAAGAACAAGGCAAAT TGCGATTCTCTCTCTCTTTATTTTT 243

Ad06A1965 Aradu.A06 1965 p2 (TA)6 12 5568738 5568749 TCTCGTGCTGATAACGTGTTG AAACATATGCGATTCTCTCTCTCT 196

Ad06A1966 Aradu.A06 1966 p3 (TCC)5 15 5571661 5571675 CAGAGAGTTCAGGAGGCCAG GGGGACAAATGTGTTTCCAG 274

Ad06A1968 Aradu.A06 1968 p2 (TA)7 14 5590822 5590835 TTCAATATTCACATACAGCTACAAAAA AATCACCAGTTAAATAAGCTATTCG 197

Ad06A1969 Aradu.A06 1969 p3 (GAG)5 15 5596578 5596592 TTCTCTGGCTCGGAGAGAAG AGGAGGCTAAAGCGAAGTCC 175

Ad06A1973 Aradu.A06 1973 p2 (AT)11 22 5605762 5605783 TGATGCACAACTTTTGTGTTTTT GAGCGAAGTGCGCTTATGAT 280

Ad06A1979 Aradu.A06 1979 p3 (AAG)6 18 5638816 5638833 AGCCCTACTCCTCTTCCGAG GTTGAATCCTCGGGACGTTA 244

Ad06A1982 Aradu.A06 1982 p2 (TG)6 12 5650018 5650029 TGTTCATCGTTGATGGTTTGA AGCAGCAGCAGAAAATGAGG 195

Ad06A1984 Aradu.A06 1984 c (TA)6ttaatacacatatcctatatgtatttaatctatatttttaatat(TA)974 5652323 5652396 TGAGTCGAGCTTGAGTTTGG TCCCTTGGCTTATTTCTGGA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A1988 Aradu.A06 1988 p2 (GT)8 16 5678811 5678826 CTGAGACCTTGCCTTCTTGG GAATTTCACCGGCACCTTTA 248

Ad06A1994 Aradu.A06 1994 p2 (AT)6 12 5690001 5690012 AGCGAGCCAATGGAAATATG CCATCGGATATTGGAAGCAA 252

Ad06A2002 Aradu.A06 2002 c (A)15ttgagactggctagttgtaaataaataatacaaaataaaagaattatgtgttaaatcccatattccacagtcacc(A)11101 5704582 5704682 CATGTTATCTTTGGAATGTGCC CTTCCTTAGCAAGCGACCAG 263

Ad06A2003 Aradu.A06 2003 p6 (TTCCTC)5 30 5705858 5705887 TGCTAACGGGCCTTTTAATG ACACCCAAAATTCGTTGCAT 244

Ad06A2004 Aradu.A06 2004 c (A)10cgaaaaaacagagagaagagcacataaata(AAG)658 5706345 5706402 ACACCCAAAATTCGTTGAAA TGCACGTTCTTCTTTCTCGTT 198

Ad06A2005 Aradu.A06 2005 p2 (AT)7 14 5707510 5707523 AATCAAACCCAGTTTGCCAT GAGGTAAAGAACACTGAACACAAAAA 279

Ad06A2007 Aradu.A06 2007 p3 (TTA)5 15 5722919 5722933 AAATATGATTTGATTCCATGAACTT CCCTCCAAAATGAACTTTCTTA 280

Ad06A2008 Aradu.A06 2008 p4 (TAGA)5 20 5729666 5729685 CATAGTCATCATGGAAATCCAAA GTATCCCTTGTTCTGTCGCC 280

Ad06A2012 Aradu.A06 2012 p2 (AT)15 30 5731233 5731262 CCTATTAAAGTATGCCCCTCTGA TGACAATTTACACGGCCATC 188

Ad06A2015 Aradu.A06 2015 p3 (TAT)7 21 5744496 5744516 TGTTGTTTCTCCAGCACCAC CGCGTGATCTCCTCTTCAAT 262

Ad06A2016 Aradu.A06 2016 p2 (CT)11 22 5751449 5751470 GACTGGTCGGTGAGACCTTC TGGCAATATTTAACCCCCAA 243

Ad06A2017 Aradu.A06 2017 p2 (CT)6 12 5757467 5757478 CCAAACCACTTGAGTCGTGA ATAGCAAAGAGTGTTGGGCG 188

Ad06A2018 Aradu.A06 2018 c (AT)6ttttttctcattctttaatgcctaaggactggtaaagactctcatatgctcttgttcttgcttcgcttacagccacttttg(T)10103 5759830 5759932 TGAGCTAACACCTCCCCATC AAAGAGTGGTCTTTGTGCCG 241

Ad06A2019 Aradu.A06 2019 p4 (AAAT)7 28 5767400 5767427 TGTCTGAAGCTCCCGATTCT TGGATCATTTGGGGTTGTCT 240

Ad06A2021 Aradu.A06 2021 p3 (TAT)5 15 5772166 5772180 CACGTCTAAGACTGAGATCCAGAA CGCCAAAATTATGGTGACACT 274

Ad06A2023 Aradu.A06 2023 c (T)10ggtttcgg(GA)834 5776330 5776363 GTGGTCAAAATGGAGGGATG TTATGATGTTTTGCCCACCC 213

Ad06A2025 Aradu.A06 2025 p2 (GA)6 12 5780650 5780661 GCAGCAGAAGCTGTAGGACA TCTGTCTCTGCCTCTCCGAT 225

Ad06A2028 Aradu.A06 2028 p2 (TG)8 16 5784432 5784447 GGATAGAATGGATTGCCAACA GGCTTTTGGTGACAAAACGTA 188

Ad06A2033 Aradu.A06 2033 c (CG)6cacac(AT)1139 5798484 5798522 TGGTTTCCAGTATGCAGCAG GCTGCGGGTAGGTGAATAAA 244

Ad06A2037 Aradu.A06 2037 p5 (TTTAT)7 35 5807596 5807630 TCTTCTGGGCTTCTGGCTAA ACTGGGAATGGATGCCAATA 277

Ad06A2038 Aradu.A06 2038 c (CT)9atctaccatt(TC)640 5812625 5812664 CCTTGCCACTGAAACCCTAA ACTCGTTTGTTGGGATCAGC 263

Ad06A2039 Aradu.A06 2039 p3 (ACA)7 21 5829643 5829663 CCAATTTGCCGAAACTGATT AACATCCAGTCAGGAGGGTG 245

Ad06A2043 Aradu.A06 2043 p3 (TCT)5 15 5856564 5856578 ACAAGTTATAACGCGCTTCG GAGAAGGCAAGAAACGAAAGAA 268

Ad06A2044 Aradu.A06 2044 c (CTT)6gctgcaag(TTC)541 5856692 5856732 ACAAGTTATAACGCGCTTCG GAGAAGGCAAGAAACGAAAGAA 268

Ad06A2048 Aradu.A06 2048 p3 (TGA)6 18 5864810 5864827 CCACGAAGCTCCTTCAACTC TTGCCATGTCAATTTTGGAA 145

Ad06A2050 Aradu.A06 2050 p2 (CT)7 14 5865505 5865518 AGCATACGATTTCGAGCGTT CGTCAGTGGTGATTCATTGC 174

Ad06A2053 Aradu.A06 2053 p2 (TA)6 12 5870990 5871001 ATGATCGGTGAAAAGTGCAA CCTTTCTCTCCTGGCACGTA 274

Ad06A2058 Aradu.A06 2058 p2 (GT)9 18 5910631 5910648 CTGCCCAAACTTAAATCCCA TTTCCTTTTCCTCTTTTCCCTC 250

Ad06A2063 Aradu.A06 2063 c (T)14aatcaaagtttcttttcatcgtatattaattaaaaaacatgatgcttttttctttttcctttttttctttttcc(T)1199 5925782 5925880 TTTGCTTGCTCTTCTCGGAT TTGGATGAGCTTATTTTGCTTTC 259

Ad06A2065 Aradu.A06 2065 p3 (TTG)7 21 5933216 5933236 TCGTTTGATTCATGTAGCCG TTTGAGCGTCAAAATCAAAA 269

Ad06A2067 Aradu.A06 2067 p5 (TCTAC)5 25 5944665 5944689 TGCACCAGCAATAATAAGAGTGA AGGCACATTTTCTGTGGTCC 223

Ad06A2070 Aradu.A06 2070 p2 (GT)6 12 5947813 5947824 ACACAATGCATGAAAGGCAC TTGACAGAATGGATCCCAAA 278

Ad06A2073 Aradu.A06 2073 p2 (TA)7 14 5954071 5954084 TGACAGTGAACCGAGGTGAG CTCTAAAATCTGTGCCCCCA 159

Ad06A2077 Aradu.A06 2077 p3 (GAG)6 18 5973143 5973160 AAATTTCGAAAATGACATCATCA ACAGATGGAAGAGGGGGTTC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A2080 Aradu.A06 2080 c (GA)7gcgagagagcgctatcatcaacc(A)2461 5975450 5975510 AAAAATCTGCCAATCAACGA GACAATGTTCTGCCACCAAA 181

Ad06A2083 Aradu.A06 2083 p4 (AAGG)5 20 5991932 5991951 CCGGCCAATTAAATGTGTTC CCAATTCCTCCATTCTCGAC 256

Ad06A2084 Aradu.A06 2084 p4 (TAAT)5 20 5992313 5992332 TATTACTCGGCATGGTGCAA ACAGGCTACTGGCTACCCCT 268

Ad06A2088 Aradu.A06 2088 p2 (TC)10 20 6007298 6007317 AACCCCACTTCCCAGTTCTC GGGCTTGGCTTTGTTAATGA 159

Ad06A2089 Aradu.A06 2089 p3 (TTG)8 24 6009499 6009522 AACATCCAGTCAGGAGGGTG AATCCATCCGGAAAGTGTTG 266

Ad06A2090 Aradu.A06 2090 p3 (TAA)6 18 6011076 6011093 CCCACCATTTTTCATTTTGC AAATAAGCTGCTGAGCTGGC 216

Ad06A2092 Aradu.A06 2092 p2 (TC)7 14 6015959 6015972 TAGCAGTCTCCATTCACCCC GACCTGCTAGTTTGGGGACA 185

Ad06A2093 Aradu.A06 2093 p3 (CTA)7 21 6016497 6016517 TCATCCATCGACAACAAGGA AAGGAGAGGTAGCCCACGAT 104

Ad06A2096 Aradu.A06 2096 p2 (AG)6 12 6032936 6032947 GACAAAATTCTAAAGCCATTGGT ATTCTGAACATATTGCCCGC 280

Ad06A2099 Aradu.A06 2099 p4 (TAAT)5 20 6042505 6042524 GCGCTCGAAATACCAATCTC GAGAGGCAGGACACATGGTT 164

Ad06A2102 Aradu.A06 2102 p3 (TCA)5 15 6053151 6053165 TTTTCGGTGTATGTGTGCTGA TCATCCTCTTTCAAGTAATTTTGTACC 273

Ad06A2103 Aradu.A06 2103 p3 (TCA)5 15 6053542 6053556 TTTCTCGTCTTCTGCTGCTTC TTTTGCAGCATTAAGTGTTTCTTC 186

Ad06A2104 Aradu.A06 2104 p3 (CTT)5 15 6053943 6053957 TTCGGTGTATGTGTGCTGGT CGCGTGTTTCATCTTTATCG 247

Ad06A2107 Aradu.A06 2107 p3 (AGG)5 15 6057682 6057696 GACACACAGATAGTGCCGGA TCTGGGCCTCAAGGTACAAG 251

Ad06A2113 Aradu.A06 2113 p3 (TCG)6 18 6079606 6079623 CCTCTTCTTCTTGCTGGTGC ACACCCAACCTCACGCTATC 228

Ad06A2114 Aradu.A06 2114 p3 (GGA)5 15 6081201 6081215 TGGTGATGACAACAACGAAAA CTCCTTCTCCTTTTCCTCCG 273

Ad06A2115 Aradu.A06 2115 p3 (TAT)8 24 6082486 6082509 GAGTTGGAGGACGTGGACAT TCCTCGTGTGCAAACTCTTTT 224

Ad06A2116 Aradu.A06 2116 p2 (TA)7 14 6086941 6086954 GTGAGACACCTCGCTAAGGC AACCGACCTGCAAATCAAAG 239

Ad06A2118 Aradu.A06 2118 c (AC)41(AT)9gctctcatcggttttaacttcgctaaccaagtaagaaactttgctatccgtatccttg(TA)7172 6090935 6091106 TATGTTGGGCATTTTGGGTT GAGGAGCCTTTGAAGGAAAGA 273

Ad06A2122 Aradu.A06 2122 p2 (TA)6 12 6104353 6104364 GCGACTTACATTTAAAATATGGAAAAG TCAAATGCAATTCTCTCTCTCTT 225

Ad06A2125 Aradu.A06 2125 p3 (TGA)6 18 6118772 6118789 CAGAAAACGAAAACCAGCAA AATTTTCACCACACCCGAAG 256

Ad06A2126 Aradu.A06 2126 p3 (TTG)6 18 6119296 6119313 TAATGGCCAAAAGATTCCGT CTATGTTAGCCTGTGTGGCG 268

Ad06A2129 Aradu.A06 2129 p3 (CTT)5 15 6129375 6129389 ACAAACACCTGGAGACCCTG GCATTGCAAGGAAAGAGAGG 157

Ad06A2130 Aradu.A06 2130 p4 (TTAT)5 20 6131104 6131123 TGCGAACTTATGGTATCGTTCA TCCCACCCTTAGCATAAACC 273

Ad06A2132 Aradu.A06 2132 p2 (TA)7 14 6134683 6134696 TTTTAACCCAAAATTTTATTTTCGAC TCATCGTTTATCACGGTTCA 254

Ad06A2133 Aradu.A06 2133 p2 (TA)8 16 6134885 6134900 TGAACCGTGATAAACGATGA CTTGGCTGCAAACAAAAACC 175

Ad06A2141 Aradu.A06 2141 p2 (CG)6 12 6164180 6164191 CCTTCCATACCTTGACCCAA GGGAAGAAGAACGGAGAAGG 272

Ad06A2142 Aradu.A06 2142 p2 (AT)7 14 6165769 6165782 TGGAAATATTGGGAATTGGG TTTGATTTGGGGCACTTTGT 216

Ad06A2145 Aradu.A06 2145 p3 (TTC)5 15 6183596 6183610 TATAAACACGCCGTTTCACG TGTTTCTTCGTTTTTCTGGTGA 186

Ad06A2146 Aradu.A06 2146 p3 (CTT)5 15 6183758 6183772 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 200

Ad06A2147 Aradu.A06 2147 p3 (CTT)5 15 6184352 6184366 CGAAAGCAAAGAGAGAACGC TACGCGCGTTACAGAAGAAG 122

Ad06A2149 Aradu.A06 2149 p3 (GTT)5 15 6185959 6185973 GATCAACGAAAACCCAGAGG CAGGCGCTTAAATTCTCCAA 175

Ad06A2150 Aradu.A06 2150 p3 (TAT)14 42 6200599 6200640 AACATTTGGAGTTTGGGTGC TTATTCGGTTTCGGTCATGC 271

Ad06A2152 Aradu.A06 2152 p3 (TTC)6 18 6209069 6209086 CGAGCAGGTGATGAAGATGA GGAATCAGCCTGCAAGAAAG 225
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Ad06A2153 Aradu.A06 2153 p6 (ATTCAT)5 30 6209305 6209334 TTCTCTGGATTAGCCTTCGC CACAAGCTGATTTCCAATGC 266

Ad06A2157 Aradu.A06 2157 p4 (ATGG)5 20 6222844 6222863 TGCAAGAAGGTGACAGACCA CTCCCAGCCATTTTGATGAT 201

Ad06A2159 Aradu.A06 2159 c (AAT)6aaaactaaaatttaaagtattggcaattaacacactaggatcaattataataactactttctttc(T)1093 6227484 6227576 CCAAGGCCAAAATTCACCTA AAATTCTTTTGCTATGTGCTTTGA 278

Ad06A2164 Aradu.A06 2164 p2 (TA)8 16 6234918 6234933 TACCTCAGTTTGAGGGGAGG AAGGCAAAAGAAAACTCTGCAT 175

Ad06A2166 Aradu.A06 2166 p3 (ATA)8 24 6239369 6239392 GCGCGTGAGGTATATATCATTG CCCGTTTATTTTGATATCGTCA 278

Ad06A2172 Aradu.A06 2172 c (A)10gaagaaa(ATG)532 6248334 6248365 GGAGGAGGAGAAGAAATGCC TCCTCATCTTTTGCTGTTGC 176

Ad06A2173 Aradu.A06 2173 c (A)10gaa(GAT)5 28 6248720 6248747 TTCTTCTGCTTCTTTGTTTGATTG TTTGCGGTAAATTTGGGTGT 269

Ad06A2177 Aradu.A06 2177 p3 (AAG)5 15 6259581 6259595 AAAAAGAAGATGATGACGATGATG TGTTCATCGTTGATGGTTTGA 234

Ad06A2178 Aradu.A06 2178 p3 (AAG)5 15 6261887 6261901 GGAAGAGGAGGAGGTGATGG ATGCGCGTACGTTTTTCTTT 111

Ad06A2180 Aradu.A06 2180 p3 (ACT)5 15 6267644 6267658 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 165

Ad06A2183 Aradu.A06 2183 p3 (ACC)6 18 6276871 6276888 GGTTCTTTCATGCGCTTTTT GAAAGATGAGGAGGAGGAGGA 177

Ad06A2189 Aradu.A06 2189 p3 (TAA)5 15 6302358 6302372 GAGGCGCTACGACCTCTAAA TTTGCGATTTTGCTTTACCC 102

Ad06A2201 Aradu.A06 2201 p3 (CCA)5 15 6374699 6374713 TGTCTCCCCTCCTTTCCTTT GGACAAACAAACCTTCCCAA 210

Ad06A2202 Aradu.A06 2202 c (TCC)5aggtcttgcatccaagagtgacatgtagacatgatgagtgagtgagagaagtgaa(GT)988 6377380 6377467 GTGGTACAAACGGACAGCCT GTGCTCCATCCAACCTGATT 249

Ad06A2204 Aradu.A06 2204 c (AGA)5ggaagaagaacatgcaat(AAG)548 6385898 6385945 AAAAACGATTTCAGAGTTTGAGG ACTGCACGTTTTCACTGCAC 205

Ad06A2205 Aradu.A06 2205 p3 (GAA)6 18 6386136 6386153 AAGATGCAATGAAAACATGCAG TGAAAAATTCTCCACATACAAACG 187

Ad06A2213 Aradu.A06 2213 c (GTG)5ttgttactgtggtggttgaaggaagaggctttatctcattgcataaagaagcttg(GTT)7ctgaacagctgcaagcatcaacatttgattgtgaagatagtcagaccactttgcctcttctgcttcttccatgctgcaatctgtgatcaatccccat(GAA)6206 6409451 6409656 TTCTTGGAATGAGGTAACATGA CTCTCAAGAACACCAACATGC 280

Ad06A2214 Aradu.A06 2214 p3 (TTG)7 21 6409926 6409946 TGAGCAAGTGTTAGCCATGAA GCTGAGGCAAAGAGGCATAG 280

Ad06A2215 Aradu.A06 2215 c (GGT)5tctgctttcagtggattttggggaagaaggaggaagggtattttcgtctgaatgacaattttaaaactaagttaaatttttgggactattttgtagc(A)12124 6415312 6415435 TGTGCGTTAATTTTGTTGTTGA TTGGTCCCTAACGTAGAGGCT 257

Ad06A2218 Aradu.A06 2218 p2 (TA)9 18 6425506 6425523 TGAAATCCAATCCGATCCAT AAGTCTTTGGTTCAACACCCA 212

Ad06A2219 Aradu.A06 2219 c (A)13gagtgcaagcacaaataaaataactcatggccatttattttggtgtttccatcctatttattttacggataagatagataacc(A)11107 6427001 6427107 ATCATGACTGGCGGCATATT CAATGGTGACTAGTGGTGAAAA 279

Ad06A2226 Aradu.A06 2226 p2 (AT)6 12 6437423 6437434 GGACTTTGAAAAGTGGGATGG CCCGCTTTAAGAAGGGAAAA 114

Ad06A2229 Aradu.A06 2229 p3 (ATT)12 36 6452663 6452698 TGGGAAGTTCACCATTCCTC CAGGTTCAGCACAAGCAAAA 131

Ad06A2230 Aradu.A06 2230 c (T)10cgtttgttacaattggcagaaacgtatgcttctattagtgag(A)1062 6454051 6454112 ATCGTCATAACATGCACCCA AGTGACGCACAAACAAGCAC 227

Ad06A2238 Aradu.A06 2238 p2 (CA)6 12 6485694 6485705 CCGTTAGTTTCTTTCTTGAGTTGG CCACTTCCACAAGGGACATT 276

Ad06A2239 Aradu.A06 2239 p3 (TCA)7 21 6490719 6490739 TATGGTTGGGGATGTTCCTT CCTCAGTGGTGTCTCTGAAGC 240

Ad06A2240 Aradu.A06 2240 p4 (TAAT)5 20 6491094 6491113 CTACATGCATAGCTTGCTCACT AAATTTAGGTGAACTTGGCCC 266

Ad06A2243 Aradu.A06 2243 p2 (AT)7 14 6497773 6497786 TCAAAACTGCCTTCATAGCTC AGTGGGCCAATTACAAAGACT 271

Ad06A2245 Aradu.A06 2245 c (A)10gttaaagagcaaaaaggaaaagagttaaatgagaaacagaagcttggagaaattggaattattcaaattgatta(TAT)599 6499995 6500093 CAACATTCGGGAAAGAAACG TGGTCACAGGATTCAGAGCA 280

Ad06A2249 Aradu.A06 2249 c (TA)6gcaatagagaaagtttaagaagtcaatatttttattaaaatttgatcaatacttaatcagt(A)1083 6509674 6509756 CCGATTAAAGAAAAGGAAAAACC TTGCTAATTTGCTACCAGGAGA 258

Ad06A2250 Aradu.A06 2250 p3 (TTC)5 15 6510724 6510738 AAGGAGTGCGTGTGTGTACG GAGGGAAGGATGAAGCATGA 280

Ad06A2251 Aradu.A06 2251 p3 (TCA)5 15 6510862 6510876 CTTCTTCTTCGTCGTCGTCC TACAGGGTGATGAGGGAAGG 211

Ad06A2252 Aradu.A06 2252 p2 (TC)8 16 6511447 6511462 GGCTTTGCAGAAACAAAAGC AAAAATGGGCGTGAATGAAG 260

Ad06A2253 Aradu.A06 2253 c (A)10taaaaataaaaaactgaaaataaactgacaaatagaagttatgtggtgctgatgatgactaatgtgctttaa(T)1092 6515698 6515789 TTCATAAGCAGAGATCATTAAGCC TTTGATGTTGGAGAATTTGCAC 272
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Ad06A2254 Aradu.A06 2254 c (C)14annnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)11118 6516069 6516186 CCAAACACATTCTTTTCCTTCA CCAATCACCTGCAAAGTTCA 280

Ad06A2255 Aradu.A06 2255 c (AG)34gaagatgagaggaatggtaggtttattgaattagcaaggtgtgaaattgattgggtgggtcattgagaa(AG)6149 6518810 6518958 CCAAATTCCAAAATGCTGCT TATTGTTTTGGCGGGCAGTA 276

Ad06A2256 Aradu.A06 2256 p3 (GAA)6 18 6519504 6519521 GTTAGAGCCATGTGGTGTGG TTTGTCTGTCCCAATCCTCC 113

Ad06A2258 Aradu.A06 2258 p2 (TA)6 12 6520467 6520478 TATCCTATGCCCCAAAACCA ATGGCCTCTCTTGAATGCAC 264

Ad06A2260 Aradu.A06 2260 p3 (TTA)8 24 6532624 6532647 TGTGAGTAATTCGGAAGGGG ATCCGAGGTTGAGGAGGTTT 146

Ad06A2262 Aradu.A06 2262 p3 (CTT)5 15 6533290 6533304 GTTGCTACACATACGGGCCT GAGGAAGAGGAAGAGGAAGAGG 123

Ad06A2263 Aradu.A06 2263 p3 (GAA)5 15 6533863 6533877 TCTCCTCCTCATCTTCTGCTG AACCGTTACCGCACAATTTC 239

Ad06A2269 Aradu.A06 2269 p3 (CCT)5 15 6552007 6552021 CAGCAGAGCAGCAGACTTCA TTTGCTTGTGGTGCTTTGAC 224

Ad06A2270 Aradu.A06 2270 p2 (TA)8 16 6552251 6552266 TGGTCCATGGAGAGAAAAGC ATTGCCTGCCCAAGAATGTA 255

Ad06A2271 Aradu.A06 2271 p2 (AT)6 12 6556986 6556997 GAGTAAGCTCCTTCGGGGTC GTGCAAGAGGCCCTAGACAG 263

Ad06A2273 Aradu.A06 2273 p3 (AAG)5 15 6563722 6563736 AGAATGAGGAACGCGAAGAA GGTTGCTTGTTGCCTTGTTT 280

Ad06A2275 Aradu.A06 2275 p3 (ATA)5 15 6567297 6567311 TTCATGGGATCACGTAAACA CAAGCATAATCCCCGTAGGA 238

Ad06A2277 Aradu.A06 2277 p3 (ATC)6 18 6579555 6579572 CCTTGTTTTTCCTCGTGTCC GAGGAGGAACATAGTGGAGCA 280

Ad06A2278 Aradu.A06 2278 p2 (AT)6 12 6591612 6591623 TTAAAGCTACAAAATTATGGATTCG GGAGTCGCAATATCACTCTAAAAA 249

Ad06A2279 Aradu.A06 2279 p3 (TAA)5 15 6592602 6592616 GGCCGTAACAATTAGGAAGC TGCATTTTAGTGCAAAGATATCAAA 276

Ad06A2280 Aradu.A06 2280 c (T)10atagaaaatgactaaaatacttct(TA)952 6593298 6593349 GCCCAAAAATCGATAAACCA CAGATAAATTGATTTGACCAAAAA 269

Ad06A2281 Aradu.A06 2281 c (A)14caacaacttcaacatcaacaacaacagcaacaatctcaaccatcaaag(ACC)577 6594784 6594860 GCGACAAACCCTTAAATGGA TTGCTTCCGCTAACGATTTT 269

Ad06A2282 Aradu.A06 2282 p2 (AT)8 16 6595512 6595527 CGCCAAAATCTTTCGGATAC TGATTGTTTCGTTCCTGCG 248

Ad06A2283 Aradu.A06 2283 c (T)11atttct(TC)20 57 6596248 6596304 AATTTTCTCCGCACACCAAC GTCAGGGTTACCACATCGCT 224

Ad06A2292 Aradu.A06 2292 p2 (TC)13 26 6631830 6631855 CGTGCATGGATTTGTACCAC GTGAAGGGGTTTACCGGTTT 144

Ad06A2297 Aradu.A06 2297 p2 (GA)13 26 6644631 6644656 ACTGACACTGTGGGCATCAA TTGTAAGTTTGCGCTTGCAC 270

Ad06A2299 Aradu.A06 2299 p2 (AT)6 12 6655548 6655559 GAGGAAATCAATCGGAACCA TTCGATTCCAGGTTCTCACC 242

Ad06A2301 Aradu.A06 2301 p3 (CAC)5 15 6658291 6658305 CCCTCACCACTACCAACACC GCCCTTTTCAATCTGAAATCAC 279

Ad06A2307 Aradu.A06 2307 c (A)10ttagtgaagggactcaatt(A)1039 6696746 6696784 GGCAATTACGGCTAAAAATGA TTCACCAGCTCAAGTGTTCG 227

Ad06A2308 Aradu.A06 2308 p3 (CAT)5 15 6700845 6700859 AACCAAACCGCATTCACATT GTTGAGAATTGGCGGTAGGA 132

Ad06A2309 Aradu.A06 2309 p3 (GAA)5 15 6701047 6701061 TCCTACCGCCAATTCTCAAC CTGCAAACCAAAGAGCAAGA 192

Ad06A2317 Aradu.A06 2317 p2 (TA)6 12 6716144 6716155 GGGAGAGAGATGCATGTTTGA TTTGGATAAGAGAGGCGCAC 157

Ad06A2318 Aradu.A06 2318 p2 (TC)12 24 6716274 6716297 GTGCGCCTCTCTTATCCAAA ATTATCTTGCGGTGCGTTTT 176

Ad06A2319 Aradu.A06 2319 c (T)13actgaaataaactaaacaaagaaa(T)1249 6726735 6726783 TGTAAGGTGGCTCCGGTTAC CAAGTATGTGCACCCAAACA 105

Ad06A2321 Aradu.A06 2321 p3 (AAT)7 21 6733729 6733749 TACACCAATTTTATCGCGCA CATTCAATCAAATTAAAAAGCAAAA 229

Ad06A2323 Aradu.A06 2323 p2 (TC)6 12 6741010 6741021 AAAGCATGATCTGAGACAAGAGAA TTGAACGCAAATCAAAATGTC 261

Ad06A2324 Aradu.A06 2324 c (T)10cctttcattcaatttatgataaaaacagaacaacagaaatattcgccactttagaagttaaaatacaatacgtaattctgtttttgttc(T)13112 6744734 6744845 TTCGACCTTATAAATGGTGATTGA CATGTCCAAAGAGATGGACG 271

Ad06A2334 Aradu.A06 2334 p2 (GA)6 12 6758399 6758410 GACAAATCATGCGTGACCAG TAGCTTTCAAGCCGACATCA 216

Ad06A2335 Aradu.A06 2335 p2 (AC)7 14 6761416 6761429 TTTGATTAACACCCCCTCCC GCTGTATGGTTATTGCCGAAA 223
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Ad06A2336 Aradu.A06 2336 c (A)12gacccaattttagaagaggaaagacccaaaaatcgagaattgaaacttactaccttgaagagtgatgaatatagtttgaggaattt(A)11109 6764629 6764737 AGCAACAAAGCTGAAATGGG TGGTTTTTGATGTCCTGGCT 249

Ad06A2337 Aradu.A06 2337 p3 (ACA)8 24 6765013 6765036 TGCATCAACGAAGAAAGACG AATGGGTCAAGGACTGCAAC 242

Ad06A2339 Aradu.A06 2339 p2 (TA)10 20 6776417 6776436 CAAAATTTGTTTTCACCGAACA TTGACGGAGGTTTGTTAGCC 119

Ad06A2342 Aradu.A06 2342 p2 (AT)6 12 6785867 6785878 TTGCTTACCCTTAACATTCCTCTT TCAATTTCAAAGTCTTAAACCGAA 226

Ad06A2346 Aradu.A06 2346 p2 (AT)6 12 6798741 6798752 ATGGAACTTGCAAGGAGGTG CAAGTTCCTTCGTCATCGCT 277

Ad06A2356 Aradu.A06 2356 p2 (CT)6 12 6815902 6815913 TGATTGGAAAAGCAGAAGGG GAAAGAAGGGGAAGTGGGAG 272

Ad06A2358 Aradu.A06 2358 p3 (TCA)5 15 6824216 6824230 GTTGGAAATTATGCCAGGGA GAAAGCATGTATCTCATCGCA 153

Ad06A2359 Aradu.A06 2359 c (A)20gaaaaat(A)12gtaggcccatattgcc(T)1065 6825003 6825067 GGAGGACTTAGAAGCCAGCA CCACTTGACCAATTCAGGTTG 234

Ad06A2362 Aradu.A06 2362 p2 (AT)9 18 6828795 6828812 TGCCAACTAAATAATTGCCTAAGA CCAAAATTTTATTAAAGATGACCCA 255

Ad06A2363 Aradu.A06 2363 p2 (TA)11 22 6830185 6830206 TGTCTGAGATACGAATTTTCTAGATG GCTCTTTCCTAAAAATATTGGCA 189

Ad06A2364 Aradu.A06 2364 p3 (TTA)12 36 6830837 6830872 CCTTTTAAAATATAATGCATGTACCG TGCACACATTAATAGTGACCCAT 116

Ad06A2366 Aradu.A06 2366 p3 (TTC)8 24 6832062 6832085 CCCGTCCCTGATCTAATTTTC TCCAGAAATTCACAGAATTCACA 245

Ad06A2367 Aradu.A06 2367 p3 (TGG)5 15 6832386 6832400 GGTGTTGGTGATGATGATGC CTCACGTTGAGGGTCGAAAT 203

Ad06A2369 Aradu.A06 2369 p3 (AGG)6 18 6835458 6835475 TTGATTATTCCGGCCAAAAC CTTCCACTACCACCGCATTT 173

Ad06A2370 Aradu.A06 2370 c (T)13gtgactatagttataatttaaatgatataattttttcatatttatttaaaaattgtaaattcgagtctttttatttttagt(A)10104 6845971 6846074 GACATAGGCGTTGCGTTAGG GAAAGAACACAATTTATCCAATACG 217

Ad06A2371 Aradu.A06 2371 p3 (AGG)5 15 6846675 6846689 TTGTGCTAGAACTCATGCTGTAG TGCGTCTGTCAAAAATTGCT 263

Ad06A2372 Aradu.A06 2372 p3 (CAT)6 18 6854922 6854939 TTGATTCAAATTCGACAATGC GCTTTGTTTATTGCATGACCC 265

Ad06A2373 Aradu.A06 2373 c (AATA)5aattctgtgaattccaccacttttaaataaattatttgactccta(T)1075 6857726 6857800 TGAAATAAAAGTGTGCAGACAATAC GAAATTTTCGTCATCCTTTACTGAA 223

Ad06A2375 Aradu.A06 2375 p2 (CA)6 12 6861716 6861727 TGAGGCGATGTGATTATGGA TTGGAATGAATGGCTCTGTG 279

Ad06A2382 Aradu.A06 2382 p3 (TCC)6 18 6879305 6879322 TTTTCAATCAATGCGCACAC GGAAGAAAAGGAAGAAGGGG 105

Ad06A2383 Aradu.A06 2383 p3 (CTT)5 15 6879725 6879739 TTCTCCGTCCTCCTCGTCT TTGCTGCAAATACAGAAAAATG 278

Ad06A2384 Aradu.A06 2384 p3 (CCT)5 15 6880207 6880221 TTTTCGGTGTATGTGTGCTGA TGGAGGAGAATGAGAAAAAGGA 266

Ad06A2390 Aradu.A06 2390 p5 (TATTA)5 25 6891671 6891695 CGGATTCTCAGTCACCAACC TCACCGCCATATGCATAAAA 194

Ad06A2398 Aradu.A06 2398 p3 (AGA)7 21 6916710 6916730 GGCTGACTTTCTCAGCCAAC CTGTAACCTGCAAAACGCAA 276

Ad06A2411 Aradu.A06 2411 c* (AT)8(T)11* 26 6950425 6950450 TCGGATAATTGGGTACTTGATG ATGTGGAACCCGAACCAAC 280

Ad06A2413 Aradu.A06 2413 p2 (GA)12 24 6957952 6957975 GCTGCTGTCGGAAGTGAGTA TAGCAAAATGTTGCGCTTTG 187

Ad06A2414 Aradu.A06 2414 p2 (AT)9 18 6968862 6968879 AACTTGATGCTTTCTACCTGGA AGGTGTTCAAGAACATGGGA 174

Ad06A2416 Aradu.A06 2416 p3 (AGA)5 15 6970840 6970854 TTTCCACACACTAGACCCCC CGTCTTCTTCAACGCTCCAT 211

Ad06A2421 Aradu.A06 2421 p2 (AT)9 18 7025229 7025246 TGTAGCCAAACCATAACGGC AAATTTCGCCTTGTGCATGT 191

Ad06A2426 Aradu.A06 2426 p2 (AG)10 20 7039398 7039417 TTTCTGCCGACAACCTTCTT GATTGCACGAAACGCCTAAT 236

Ad06A2428 Aradu.A06 2428 p2 (AG)12 24 7043273 7043296 GAACCGAAAACCTTTCACCA TTATTGCAGGAACCACCACA 181

Ad06A2429 Aradu.A06 2429 p2 (AT)7 14 7044084 7044097 TTTACCATTCATATTTTTATCATGTGG TCATCTTATCCACTTTTATCTTAGGTG 275

Ad06A2435 Aradu.A06 2435 c (GT)11t(TG)6 35 7065306 7065340 GCCTTCCCTTTATCAGCACA AGTCATCAAGTGCATCAGCG 116

Ad06A2436 Aradu.A06 2436 c (T)11acatatttctttcttcaatgtcgttattattgctgtcgc(T)1060 7069392 7069451 GCGCTGCGATCACAACTAAT TTTGGAAAAGATTCGTAAAAGACA 246
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Ad06A2438 Aradu.A06 2438 p3 (TTA)11 33 7070946 7070978 TGGGGGAGGAGCTTCTATTT CATCATCCAATCACAATCCA 271

Ad06A2439 Aradu.A06 2439 p3 (TAA)7 21 7073007 7073027 CCTTGGATTGCATCCTTGAT TTTTCTCACAACACCTCGCA 277

Ad06A2442 Aradu.A06 2442 p3 (GAG)5 15 7083708 7083722 GAAGAAGCCGAGGAGGAAAT GATGGCGAAGAAGAATTCCA 171

Ad06A2443 Aradu.A06 2443 p2 (AT)6 12 7096617 7096628 AACATCTCGTAAGGGAGGGG AAACGTTTCATTTTTAAGAGTTTGA 236

Ad06A2445 Aradu.A06 2445 p3 (AAC)8 24 7107862 7107885 ATTCGCACACAAAACACAGC CCACCAGGTTCCAATTTCAC 242

Ad06A2446 Aradu.A06 2446 p3 (ATA)14 42 7109974 7110015 ACCAAGCCTAACATTCACGC AAACCGGGGTTCATCAATTT 217

Ad06A2448 Aradu.A06 2448 p3 (TTA)5 15 7120539 7120553 AACAGAAAATGTTGAGTTGGCA TCACCATTCACATGCACAAA 233

Ad06A2449 Aradu.A06 2449 p2 (TA)7 14 7131900 7131913 AAGGGAGAAGATGATATGGGA GGCTGGAATTTGAGAATGGA 221

Ad06A2450 Aradu.A06 2450 p2 (GT)6 12 7133421 7133432 GCATGCGAAAACACTTCAAA TCAAACAACCACACACACCA 266

Ad06A2459 Aradu.A06 2459 c (AGG)6aaaatcaagagaagggaatgtattaaataagagttgttgatgatgtgggtgtagatagtgttggtgggagaagtaggtttgaggcat(TGA)6123 7146524 7146646 CCATGGTCGCTTAGAGGAAA CCACTTCTAATGCCTCGCTC 200

Ad06A2460 Aradu.A06 2460 p3 (CAC)6 18 7147209 7147226 TGGACACGGATGATGAAAGA CCATTATGGAGCGTGTTTGA 164

Ad06A2466 Aradu.A06 2466 p3 (TAA)6 18 7153245 7153262 AAGAGAAGGTTCCCTTTGGC CACACATGCAGAACAAAGCC 181

Ad06A2467 Aradu.A06 2467 p3 (GAA)5 15 7161291 7161305 ACAGTGGTTCGCAGCTTCTT GCTTGACGGTGGGCTTATTA 265

Ad06A2468 Aradu.A06 2468 p2 (TA)6 12 7164969 7164980 GGGGAGCCATTGTTATTGAA TGATTCACTCAAGCTTGCCA 217

Ad06A2472 Aradu.A06 2472 p3 (TAA)10 30 7166419 7166448 GTAGCACTTCACGGACCCAT ATTCCGCATGGCTCATAATC 155

Ad06A2475 Aradu.A06 2475 p3 (TAA)18 54 7185844 7185897 TGCTCTCACACTCAAACTCAA TGACAAAAATTATGCGCTTTCA 227

Ad06A2476 Aradu.A06 2476 p5 (AAAAT)5 25 7186241 7186265 GTGCGAAGAGCCAATGAAAT AAGGTGGTGGATGAAACCAG 215

Ad06A2478 Aradu.A06 2478 p2 (TA)6 12 7195246 7195257 GGAAGTCACTTGAATAAAGATGTCA TGTCATAGGGTTAAGATTTAGAGTTTT 274

Ad06A2479 Aradu.A06 2479 p3 (GAA)5 15 7197395 7197409 GTGGTGAGCAAAACGTGAGA CATCACAGCCCTCTCTGTCA 272

Ad06A2483 Aradu.A06 2483 p2 (TA)8 16 7201234 7201249 GACAAAGAAGGCTGGATTGC TTTGTTACGTGGCTGCATGT 248

Ad06A2484 Aradu.A06 2484 c (TCC)5accaaaacttccacctccacctccacctacaccaccacctccacctccactaaatccacctcctcctcctccaccaaattgaccaccacca(CCT)5121 7203187 7203307 ACCACCTCCTGCACCTACAC GAAGCGCGGAATATCCAATA 279

Ad06A2488 Aradu.A06 2488 p2 (AC)8 16 7212770 7212785 TCCTTTTTGGCTTCAATGCT GGAAATGAAATGGGAGTGGA 207

Ad06A2492 Aradu.A06 2492 p3 (TAT)12 36 7232899 7232934 TGGATTATGTTTGGCCACCT AGCCAGCAGGCATATCATTT 268

Ad06A2493 Aradu.A06 2493 p2 (AT)6 12 7233496 7233507 GAGGTTGAGATGCTTAGCCG AGCGCAATCTTCATTCTGGT 245

Ad06A2495 Aradu.A06 2495 c (AGG)5tgcacatggtagcc(AT)641 7237135 7237175 TATTCCCAAGGAGGCTGTTG TGTTGTATTTCGTTGGTGAAAGA 239

Ad06A2506 Aradu.A06 2506 c (T)13gaaaaaaaagcaagaagagaaaggaaataatccaccccaataaaaacttttcaaatttatc(A)1286 7281452 7281537 GGCTCACGACCAAAAACAAC AGTTGGTGCAAGGCGATATT 181

Ad06A2507 Aradu.A06 2507 p2 (AT)11 22 7284618 7284639 GTGTGAGTAAATTTGTGATGTTGTAA CACCTGTGGGTAAAGAAGATTG 268

Ad06A2509 Aradu.A06 2509 p6 (TCAGAA)5 30 7291902 7291931 TCAACAAAGAAACCGGAAGG AGGCAGTTTCTGATGGCACT 158

Ad06A2515 Aradu.A06 2515 p3 (AGA)5 15 7314326 7314340 GGTTGTATTTAGGAGAGAGGCTG GAAGAATTAGCATGACAAGTAGAATTT 266

Ad06A2517 Aradu.A06 2517 p3 (TGA)5 15 7316510 7316524 TCTTTTTACTGCCAACCCCA CATCCTCATCAGAACCCAGAA 264

Ad06A2518 Aradu.A06 2518 p3 (ATG)7 21 7316709 7316729 TGTTGGTGGTTTGGTTCTGA TTGGTCCCTAACGTAGAGGCT 203

Ad06A2519 Aradu.A06 2519 p3 (ATA)18 54 7323929 7323982 TGCAAATGCAGGACAAACAT GGTGAATAGTTTTATGCCCCC 253

Ad06A2520 Aradu.A06 2520 p2 (TC)6 12 7326279 7326290 AGGAAGAGAAGAAGGGAGCG TATTTCACCTGGCAACTGGC 235

Ad06A2521 Aradu.A06 2521 c (TTC)5ttgctacacgttcttcttcttcttac(TCT)5tttctttcgtttctgcacgttcttcttcctcgtcttcc(TCT)6tcatttacgttcttttttctctgttttctcg(T)11154 7328797 7328950 CGAACCATTCTTCTTCCTCTTC CCTCCTCATTTTCTGCTGCT 279
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Ad06A2522 Aradu.A06 2522 c* (A)10c(GAA)6(GAAGAG)5*(GAA)5ccgttctgagtgtagcgctttgaaaacagaaaaatcg(A)11119 7329394 7329512 ACACCCAAAATTCGTTGCAT CAAAGCGCTACGCTCAGAAC 278

Ad06A2525 Aradu.A06 2525 p3 (GAA)6 18 7334009 7334026 CCGAAGCAAAGCAAAATCTC CGGAGGATGGGTTCGTAGTA 262

Ad06A2529 Aradu.A06 2529 p2 (TC)7 14 7339108 7339121 TGCCATCCTAAACCTTCTCC CGGTCATGCTAGAAACACGA 230

Ad06A2530 Aradu.A06 2530 p2 (TC)8 16 7342537 7342552 CCAGGAGGGTAGACCAGTCA CGTCATTCCCTCGCATATTT 234

Ad06A2535 Aradu.A06 2535 p2 (CA)7 14 7346296 7346309 GACAAAATTTCTCCGAGGCA ACGATGTGGTGAGAAGGGAG 278

Ad06A2536 Aradu.A06 2536 p3 (GAA)6 18 7347897 7347914 AGGAGGAAGGTTGAATGGCT TCAGAATCGAAATCGTCCCT 266

Ad06A2542 Aradu.A06 2542 c (CT)9cc(CT)8 36 7369681 7369716 CCAAGCTTGCACTCTAAGGG AAGTCACTGGCCAAAACTGC 222

Ad06A2544 Aradu.A06 2544 p2 (AT)6 12 7373671 7373682 GCATTCGACAAGAAGAAGCC AAGCGCCTGTCAAGAAATTG 274

Ad06A2547 Aradu.A06 2547 p2 (TA)7 14 7382345 7382358 ATCGACAAGAACGGCTTCAT CATAACATCTGGTCCCCACA 257

Ad06A2551 Aradu.A06 2551 p2 (AT)8 16 7387169 7387184 CCCACTTGTATATATTGGCTCATC TGAAATGTAAAGAGGTTGACTTGG 196

Ad06A2553 Aradu.A06 2553 c (ACA)14ataataac(AAT)1080 7397403 7397482 TGATCCTATTCCCCAACAACA ATCCGGTTTTGACGTAATGG 279

Ad06A2554 Aradu.A06 2554 p3 (TAA)5 15 7397647 7397661 CCGGATAGAGAAGCTCACCC AAAGTTACCACTTACCACCGTGT 172

Ad06A2555 Aradu.A06 2555 p3 (AAG)7 21 7397975 7397995 TGAAAACAACGCTATCACCAA CAGAGATGGTGCAACGAGAA 136

Ad06A2556 Aradu.A06 2556 p2 (TC)6 12 7398441 7398452 ATGGTGCTTCCAAGGTTGTT AGGGCATTTTGGTAACTCCA 267

Ad06A2560 Aradu.A06 2560 p3 (ATA)7 21 7407221 7407241 GTCACAAGATGGAGCCGTTT GACTTCTCTCCTTCATGGCG 210

Ad06A2561 Aradu.A06 2561 p3 (AAC)6 18 7409682 7409699 ATGAAGTGTCTGTACCCCCG TCTCCTTCGAACACTCTCCC 179

Ad06A2565 Aradu.A06 2565 p2 (CA)13 26 7413541 7413566 CCGCAGTGTCTTCTCCTTTC CCGTTCCTTCTCCCTCTTTC 246

Ad06A2566 Aradu.A06 2566 p2 (TC)6 12 7451668 7451679 TTTAAGCTCGATCCAACGGT GGGGGAGATTTGTTGGTTTT 244

Ad06A2567 Aradu.A06 2567 p2 (CT)6 12 7456396 7456407 TCCAAATTTGAGCTCGATCC CTGGCCATAGATTGTTGGGT 253

Ad06A2572 Aradu.A06 2572 p2 (GA)6 12 7535928 7535939 TGGGTGGGAAAGAGAATTTG CCACAGGATCACCTCAGGAT 170

Ad06A2573 Aradu.A06 2573 p3 (TCT)5 15 7547642 7547656 TTCTACACCTTGGCCGAAAC GCTTTTGTTTTCCCCTTTCC 203

Ad06A2575 Aradu.A06 2575 p2 (GT)6 12 7575753 7575764 AGCCAAATTTGAGCCTACGA CCAAGGTTCCCACACTTGAA 147

Ad06A2576 Aradu.A06 2576 p2 (TC)18 36 7579907 7579942 AATGGGGTTTATCACACGGA AGGTGCTAGGTGGGAGACAA 224

Ad06A2578 Aradu.A06 2578 c (T)10ctttttctttctttcttttccctttttttttcgaaa(T)10cactttttttttcga(T)1081 7603886 7603966 CCCCAATTAGAGGTGTCCAA TGTGGTTCATGAATGTTGGC 262

Ad06A2580 Aradu.A06 2580 p2 (GC)6 12 7621263 7621274 TTTTCAAGGAAGCACCATCC ACAATTCGGGCACAACTCTC 104

Ad06A2581 Aradu.A06 2581 p2 (TA)8 16 7623265 7623280 ATATCGCTTTCGGTTTCACG GTACGACTCACGGGTGGATT 160

Ad06A2583 Aradu.A06 2583 p2 (GA)6 12 7628908 7628919 CAAAGAACCCAGAACCCAGA CTCGGTCGATCGTTGTCTCT 257

Ad06A2584 Aradu.A06 2584 c (T)10agttttattccatttcagttgaaaaatgcagtcagatgtttggggtactataagc(A)1176 7629708 7629783 GTTGAAGATCACAGGGCGTT CTGCATCCAATCTCCAAAAA 161

Ad06A2585 Aradu.A06 2585 p3 (TAT)16 48 7636210 7636257 TGAAAAATTGACACCTCACTTCA ACGGATGAAAACAATGCTCC 189

Ad06A2586 Aradu.A06 2586 p3 (AGT)8 24 7636688 7636711 TTTCAACTCTCAATTCTTGGGAA TATGTCGGTGGTGGTTGTCA 176

Ad06A2587 Aradu.A06 2587 p2 (TA)6 12 7640102 7640113 CACTTTTGCCATGCTGAGAA CTCAGCCTGCGAAGTTAAGG 227

Ad06A2591 Aradu.A06 2591 p2 (AT)9 18 7648312 7648329 AAAGATAGTGCCACCACATCAA TTTCTGCCGTTTTGTTTGAG 263

Ad06A2599 Aradu.A06 2599 p2 (AT)8 16 7666877 7666892 TCAACGAATTTTCTTTCGTTAAAA CAAAAAGGACAATCTTTTGTGAC 212

Ad06A2601 Aradu.A06 2601 p3 (AAT)9 27 7670059 7670085 ATAATGCACCAGCAGTCAGC ACAACCTGCGCAACCATTAC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A2602 Aradu.A06 2602 c (A)10cattcaacccac(T)1032 7676633 7676664 TTGGTTTCACCCAACTCCTG TGATTAGTCCATGCGCAAAA 147

Ad06A2605 Aradu.A06 2605 c (T)10gcaatcttttatttatttattattagtcatc(T)1253 7690344 7690396 CAGAGGGAATCTCTGGTTCG CAAGTTTGAATGCAGACCCA 254

Ad06A2607 Aradu.A06 2607 p3 (TAT)5 15 7694887 7694901 TATTGGTGGGAAAGAGGGAA CCTCGTGAGATGCACCTTTT 257

Ad06A2613 Aradu.A06 2613 p3 (CTT)8 24 7701577 7701600 TGAGAGCTCAAACGAAGGGT AGAGAAGAACGTCGCGAAAA 247

Ad06A2619 Aradu.A06 2619 p3 (ATA)13 39 7714055 7714093 TATTTTCGTCGATTCCACCC TCCAACCAACAAAATTCAAGG 270

Ad06A2620 Aradu.A06 2620 p3 (TTC)6 18 7715387 7715404 TGATTGAGGAGACGTTGGAA GCTCTACTTCGATCATCGGG 225

Ad06A2621 Aradu.A06 2621 p3 (TAC)5 15 7715553 7715567 TGCTTCTTTTGGCAACAGGT GTGCTTTTCCGCAGATGAAT 280

Ad06A2632 Aradu.A06 2632 p3 (TGC)5 15 7756764 7756778 ATCTTGTGACTGGTCCCACC AGAGGAGGAGGCTGCTAAGG 103

Ad06A2633 Aradu.A06 2633 p2 (GT)7 14 7760367 7760380 TTTCCAGCAACAAATTCAACA GCCACAAATTTATCTTTTGGGA 237

Ad06A2634 Aradu.A06 2634 p3 (AAT)5 15 7761232 7761246 GCAAGTAGCAAGCCAAGACC TGTGTCTAATCAGGCAATCACA 248

Ad06A2641 Aradu.A06 2641 p3 (ATT)7 21 7782242 7782262 TTGGGATGGTGATCCATCTT TCCATGGTATGCATGCTTGT 261

Ad06A2644 Aradu.A06 2644 p3 (TAT)9 27 7787938 7787964 GGTGGTTATTTGGTTTTTCAAAG TGGTAGAGTTAAATTGAAGAATAACGA 256

Ad06A2646 Aradu.A06 2646 p2 (CT)6 12 7790733 7790744 CCGCCCCATGAAACTTATTA CTGAGCGACATAATGACGGA 218

Ad06A2648 Aradu.A06 2648 p3 (TTA)6 18 7798211 7798228 GCATCCCTAAGAGGTGTTGG TTGGTCTTTTCGGATTATTAATGT 242

Ad06A2649 Aradu.A06 2649 p3 (TTA)6 18 7800223 7800240 ATAAAACCTCCGTCCCCATC AGGTGTTGGTAACGTCGAATG 262

Ad06A2650 Aradu.A06 2650 p3 (GAA)5 15 7804411 7804425 GGGTGGTCCACTGGAAATAA GAGAACGATAATGGCGGAAA 262

Ad06A2652 Aradu.A06 2652 p2 (TA)11 22 7813398 7813419 ATCATGTGAGCAGGGGAAAG TCTACGCCATCGTTTCATCA 279

Ad06A2653 Aradu.A06 2653 p2 (TA)8 16 7813667 7813682 TGATGAAACGATGGCGTAGA AGGAAACCAAAGCAACCAAA 232

Ad06A2659 Aradu.A06 2659 p3 (GTA)5 15 7839440 7839454 CAAGGGAACCCAGTTGAATG TCCCCCTGTATTGTCGTTTC 259

Ad06A2663 Aradu.A06 2663 p2 (GA)7 14 7849893 7849906 TGTGATTTGTGATGGCTGGT ACACCAAGGGGAGGAAGAGT 163

Ad06A2666 Aradu.A06 2666 p3 (AGA)13 39 7859194 7859232 GTCCTATGCTTCTGCTTCCG GCTCCCACTTTCTCCTCCTT 268

Ad06A2669 Aradu.A06 2669 p2 (CT)6 12 7866756 7866767 GCGCCATGGAACCTATTAAA TGGAACGATATTGAGCAACG 221

Ad06A2671 Aradu.A06 2671 p2 (AT)8 16 7875858 7875873 GGTTTGGGTTACTTTGGGGT TACAAGCAGAACAACGCAGC 202

Ad06A2674 Aradu.A06 2674 c (CT)11atataactcactcacttacacacacaaacacatagacgtctacttcatt(TTC)11104 7884477 7884580 TCCTCCCCCTTCTCATTTCT GGAACTGGAACAACCACCAC 152

Ad06A2686 Aradu.A06 2686 p2 (TA)8 16 7911099 7911114 AAATCGAAAACTTTTGGGACAA ATTAAGGTTTTGGAGGGCCA 235

Ad06A2689 Aradu.A06 2689 p2 (TA)9 18 7918074 7918091 AAATGTGGCAAGATAAGAACTATGG TTGGACACCAAAATCATAGTCAA 196

Ad06A2690 Aradu.A06 2690 p2 (TA)10 20 7919751 7919770 TGTCTAACTCATGAGCCATGTAA AAACGGAAGATCATTAGACCCTT 170

Ad06A2692 Aradu.A06 2692 c* (TCT)5(TC)7* 26 7921648 7921673 GAGAGACACACCACAACCCA CCAACATTGCAGAAGCAAGA 143

Ad06A2696 Aradu.A06 2696 p4 (GGTT)5 20 7933658 7933677 TGGACAGTAACCTTTCAACCG TGCAATGCAAAACTGATCTTG 204

Ad06A2697 Aradu.A06 2697 p3 (GAA)12 36 7937111 7937146 TGCAAGCAGTTGAGGAACAG GTTTTCCTTGTTGGATGCGT 242

Ad06A2701 Aradu.A06 2701 c (AT)6aattaactaatttttatatgatttgctcatcaatttttcaagatatacactcacatatctttacaga(TAT)15124 7939795 7939918 GCCCACCAACTCCTTCTGTA CGGCTAATTTAACGGTAACAGC 212

Ad06A2710 Aradu.A06 2710 p4 (TTAA)5 20 7961216 7961235 TCGTTGCAGTTGCCTAGTTG TTGGGAAGGAAATTGATTGG 174

Ad06A2713 Aradu.A06 2713 p2 (TC)15 30 7961981 7962010 GAAGTGAGCCAAGTTGGGAG CCATTTGATTAGGCGGACAC 249

Ad06A2714 Aradu.A06 2714 p4 (AAAT)5 20 7962112 7962131 GAAGTGAGCCAAGTTGGGAG CCATTTGATTAGGCGGACAC 249
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Ad06A2716 Aradu.A06 2716 p3 (AAT)9 27 7969537 7969563 ATTTCTCACCCGATACACGC TTTCCATTAGGTGACGCTTTTT 269

Ad06A2717 Aradu.A06 2717 p2 (TA)7 14 7976299 7976312 GGTAAATTATGAAAGGGATTGGA TGAGTGATAAGTAGATGATAAACATGC 279

Ad06A2719 Aradu.A06 2719 p3 (TAT)9 27 7980775 7980801 TCCTTTTTCACTTTGGAGGA CACACGAAATGAACAATGGTG 176

Ad06A2721 Aradu.A06 2721 p3 (GTT)5 15 7983794 7983808 AGATAATCAACGGGGCTGTG TGCCCTTCTATGATGCACAA 173

Ad06A2727 Aradu.A06 2727 p3 (GAT)5 15 7998581 7998595 TCTTCCAATGACAATGGGGT CCTTGAAATCTTCCTCCGGT 277

Ad06A2728 Aradu.A06 2728 p2 (AG)9 18 8006327 8006344 AAGGAGGCGAAGGAAAGAAG GGAAATGAAGGGGAGGAGAG 156

Ad06A2733 Aradu.A06 2733 p3 (AAT)18 54 8011262 8011315 TTGCACAAGATGGGAATCAA CGCTAAGAGTACACTCGTTATGGAA 255

Ad06A2734 Aradu.A06 2734 p3 (TAA)6 18 8011525 8011542 TCTTCGTTTCTTTCCTAAACTCTTTC TGGTGCGTGATTATACTAAACCAG 275

Ad06A2735 Aradu.A06 2735 p3 (TAA)14 42 8013526 8013567 TTGAATTATCAATCTCGAAAGGAA GCACCCATACAAAGGAGTTGA 218

Ad06A2740 Aradu.A06 2740 c (T)12aaatgcactgaaagtttctgtaatttaattgctgttgtgataatgac(T)1069 8024554 8024622 AGCCATAGTTTTGCCTCCCT GCTCCAGCACAAAATTATCG 280

Ad06A2741 Aradu.A06 2741 p2 (CT)19 38 8024834 8024871 CCCTTGCTTGAATTCCTACG GGCCAGAGCAGATTGAAGTT 251

Ad06A2744 Aradu.A06 2744 p2 (CA)6 12 8029798 8029809 CAATGCACCGATACCAACAG ATTTGGCCAACTCTGACCAC 263

Ad06A2747 Aradu.A06 2747 p3 (ATT)5 15 8041049 8041063 TGGTTGATCATTCAACATAATAGATG ATAACAAGGCCATGGCTCAC 255

Ad06A2748 Aradu.A06 2748 p3 (AAG)6 18 8042461 8042478 CCTCATTGCCGATAGTAATGC TGCGTTGGACACGTTGTATT 277

Ad06A2757 Aradu.A06 2757 p2 (AT)6 12 8059021 8059032 CACACGCTCTTGCTACAAACA GGGTCAACAATTGGCTATGC 102

Ad06A2765 Aradu.A06 2765 p3 (TAT)5 15 8076240 8076254 AGGGACAGGTCTTGCAATGT AATTTTTGTGCAGTGGTTGC 263

Ad06A2766 Aradu.A06 2766 p3 (TTA)5 15 8076656 8076670 ATTGGTAAATTATCCCCGCT TCGACACTCCTCACACTTGC 125

Ad06A2768 Aradu.A06 2768 c (AT)6aaaagttaatttgggtgaattacatttctatttg(A)1056 8079420 8079475 CAGGTTTGACATCTTTTTGTGG CCTGTCTCCGAAAACAAACG 257

Ad06A2777 Aradu.A06 2777 c (TA)6gtactataattatgaggctactgtataagg(ATT)557 8122234 8122290 CAATATCTGGGTCCAATGCC TGTGCCAGATAAGCATTCCA 274

Ad06A2779 Aradu.A06 2779 p3 (CTA)5 15 8122826 8122840 TCATTTTCATGAGAAAAGGCG CGCCCTAGTGACCAGTGAGT 279

Ad06A2785 Aradu.A06 2785 c (A)10tccttgacc(A)1029 8129559 8129587 TGGACTTCACCTGAATTTTCATC GAATGCGTTACTTTCGGCTC 197

Ad06A2789 Aradu.A06 2789 p2 (CT)6 12 8138017 8138028 TATCTTCTCTCACGCACGCA GGCAAAAGGAGAAATCACCA 227

Ad06A2790 Aradu.A06 2790 p3 (TTC)5 15 8138214 8138228 TGGTGATTTCTCCTTTTGCC ATGAGGAGAAGAGAGCAGCG 214

Ad06A2791 Aradu.A06 2791 p2 (AT)6 12 8138894 8138905 AGTGAGTGAGGGTGGGTACG ATGGCTAATTCCCCTTTTGG 224

Ad06A2795 Aradu.A06 2795 p3 (GAA)5 15 8154362 8154376 TCGAGCTCCTAGCTGTGTGA AATCTGGCACAGCCACTCTC 246

Ad06A2796 Aradu.A06 2796 c (A)11gcatttgcgaactaagcatgggtaacaccttactttatac(A)1061 8160165 8160225 GGAGCAGCTTTAACATTCTCCT AGCATGCCTTTGACCAGTTT 256

Ad06A2803 Aradu.A06 2803 p3 (GAT)12 36 8179971 8180006 TGGTGATTGACAGATTGGTGA CTTCAAAAGCCTCACTTGGC 270

Ad06A2806 Aradu.A06 2806 c (T)10ccaataagcataattttcaatatactaaatt(A)1152 8186007 8186058 CGCGTGAGATATTGCTTTCA AGGTGTAAAATGGTGGTACGC 244

Ad06A2812 Aradu.A06 2812 p3 (AAT)6 18 8193609 8193626 GAGGGCATGATAGAGTTCACC TCCTTGCTTACACAATCCACC 276

Ad06A2815 Aradu.A06 2815 p2 (TA)6 12 8201563 8201574 TTTTTAAAAGTTGGGGCCG TTTCTTGGGAAGCAAACTCG 240

Ad06A2819 Aradu.A06 2819 p3 (ATT)6 18 8215984 8216001 TGCAGCAACTTGATCTGCTT AACCGATGAAAACACTTGCC 105

Ad06A2820 Aradu.A06 2820 c (A)10ttctg(AATA)535 8228764 8228798 TGTGTAGCACTTCCCTTCCC CCTTCTTCAGTTCTTCCCCC 237

Ad06A2828 Aradu.A06 2828 c (ATT)5ttggaaggagtggtgagtaagtaattccctcaatctgtgaattaagggggaaacaaacgataaatacaagctgactttttgtat(AG)13125 8263159 8263283 CGACTTCGTCAAAAGTCAAAAC TGACACTTTGCTTTTGCTCC 267

Ad06A2829 Aradu.A06 2829 p3 (GAA)5 15 8263481 8263495 GCGCTTTCACCTTCACTTTC GAAGCTTCTTCTCCTGGCCT 163
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Ad06A2830 Aradu.A06 2830 c (TCA)5tctcgatcatcttcttctcttccactcaacacctgcccagatcaatgcccaggtcacttttctattcaaaatctctc(T)10102 8263616 8263717 ACCAGGAGTACATGCAAGGC TGAAGGCAAAAGTTAAGGGG 226

Ad06A2831 Aradu.A06 2831 p3 (AAT)5 15 8274412 8274426 GGCTCAAAAGTGCTGCAAAT TTTTTGGTTCTGTCGTGCAG 228

Ad06A2839 Aradu.A06 2839 p2 (AG)15 30 8290634 8290663 AACCGGCTTACCGCTTTAAT AGTTATGGCTCCCGAAAGGT 276

Ad06A2843 Aradu.A06 2843 p4 (AAAT)5 20 8297931 8297950 GATGAGATTTTGCCCAAGGA ATTTGATTGGGGGAAAAAGG 249

Ad06A2844 Aradu.A06 2844 p3 (AAG)6 18 8306638 8306655 TGGGAAGGATGTTGAAGAGG CAAGGTTCCTTCTTCCTCCC 273

Ad06A2848 Aradu.A06 2848 p3 (AAC)6 18 8315222 8315239 AACGCAAAAGATGAACCACC TGTTTTGTGCAAGTTGAGCC 264

Ad06A2849 Aradu.A06 2849 p2 (GA)6 12 8315696 8315707 AAAGTCCACATCCCAGTTGC AGGGCACTTCGATATCATGG 224

Ad06A2850 Aradu.A06 2850 p4 (AAAT)8 32 8317529 8317560 TGAATGTGAAGCAATGAGCA AGGTTTTCACACAACGCTCC 134

Ad06A2853 Aradu.A06 2853 p3 (TTC)5 15 8323474 8323488 CGTGCTTCGCGTTCTTACTT ACGCACGAAGGAGATCAAAC 133

Ad06A2854 Aradu.A06 2854 p3 (TTC)5 15 8323853 8323867 ACAGAAATACACCCAAACGG TCATCGTCGTATTTCTCCTCG 279

Ad06A2856 Aradu.A06 2856 p5 (TAAAA)5 25 8329047 8329071 AATACTTGGAAAAACAAATTGCAC CCCTGAATGAATGAAACCCT 242

Ad06A2857 Aradu.A06 2857 c (GTT)6cctcctcctgctttggtgtctgcatcgtgtgtgacccggtgtttgagttcttgggaagccatgggaatggag(GAA)6108 8330034 8330141 CAGGAGTGACCTAAGACCGC TAACCAAAACCAATCGCTCC 216

Ad06A2858 Aradu.A06 2858 p3 (AGG)8 24 8338447 8338470 GTCGAGCCAAACTTGAGGAG TTTGCCGACTTATTTTTGCC 232

Ad06A2861 Aradu.A06 2861 p3 (TAT)14 42 8345102 8345143 TTGAAAGATCATGCAGCACAG CCCCTCTCTCACGAACTCAC 247

Ad06A2862 Aradu.A06 2862 p2 (TC)6 12 8345375 8345386 GTGAGTTCGTGAGAGAGGGG GCACATTGATGAGCGCTTTA 243

Ad06A2863 Aradu.A06 2863 p2 (AT)8 16 8348014 8348029 ATCCAATCCGCACAATTCTC CTGATCGTATCGGATTGCG 264

Ad06A2864 Aradu.A06 2864 p2 (GT)6 12 8351923 8351934 TTTCCCTACCTTCTCCCCAT TGTTCAGCTACGGGACACAG 265

Ad06A2865 Aradu.A06 2865 p3 (GAA)9 27 8353397 8353423 GAAGTGAACTTTGGGGACCA ACCAGCTCCATCCTCATACG 254

Ad06A2874 Aradu.A06 2874 p3 (CAC)7 21 8366337 8366357 CACCTTCACCACCAGCAGTA CTTTTGCCAGAAAAACAGCC 253

Ad06A2875 Aradu.A06 2875 p3 (GTT)8 24 8366570 8366593 CAGGTGGTGGCTGTTTTTCT TTCTCCAGGGAATTGATGGT 271

Ad06A2877 Aradu.A06 2877 p3 (AGA)20 60 8370739 8370798 GAGGATTTCCTCCCCAAAAG GTCGTCGCTCGTGTACGTTA 230

Ad06A2881 Aradu.A06 2881 p3 (TAA)5 15 8380608 8380622 CTGGCTCATCTACGTCGTCA CAGATCAAAGCATTTCCGGT 130

Ad06A2883 Aradu.A06 2883 p2 (CT)8 16 8385215 8385230 AACCCAGCAACAACAACCTC TGTTGCCGCTAGTTCATCAG 275

Ad06A2884 Aradu.A06 2884 p2 (TC)17 34 8385399 8385432 AACCCAGCAACAACAACCTC CTGTTGCCGCTAGTTCATCA 276

Ad06A2887 Aradu.A06 2887 c (TA)7ttaggagtattttag(T)1039 8395523 8395561 AAAACATTCTAATCAGCTTTGAGTTC AATTAGATAAACCAATTCAGTCAAAAA 272

Ad06A2890 Aradu.A06 2890 p3 (ATT)13 39 8403384 8403422 GTTCCACCGTTCTTTTTCCA GGGGGATAACAATATCATTTTTCTAA 232

Ad06A2893 Aradu.A06 2893 c (T)10caaaatatg(AT)937 8408209 8408245 TTTTATATGTATGCATGTTCCAATATC GAGTGAGAGGACCAAGAAAACAA 257

Ad06A2894 Aradu.A06 2894 c (CT)6ttctttctttctttctctcgt(TC)7tt(TC)763 8408384 8408446 CCCACTATAAAACCTTTTGCTTTG TGGAAGGACGTGGTTTAAGG 273

Ad06A2898 Aradu.A06 2898 p2 (AT)8 16 8418641 8418656 AAGTTTGACTCACTAAAAACTCACG AACTCGTGAGTTGACTCGATTTT 268

Ad06A2899 Aradu.A06 2899 p3 (AGC)5 15 8421191 8421205 TGGAAGCTTCTCCTCTGGAA AGCCAAGTGCGGACTAAAAA 218

Ad06A2900 Aradu.A06 2900 c (TAA)5tgggttgatgaagattagtagtgatgtggaacaagagattagtgatgatg(ATA)786 8423088 8423173 TGGTCAAATGTTCATGGGAA ATCATCCCTTCCACTCCCTC 172

Ad06A2902 Aradu.A06 2902 p2 (CT)20 40 8431776 8431815 ACATCCACTTCCAACCGAAG CAGAAAGTGGCATGACGAGA 241

Ad06A2906 Aradu.A06 2906 p2 (TA)8 16 8450771 8450786 CAAACTGGTGAACGGTGATG CAGAAAGATTTTGAAGGCGG 199

Ad06A2907 Aradu.A06 2907 c (CT)9t(TC)6 31 8452201 8452231 GCTCAAAAACAGCTCGGAAC CACCAAAAACAGAGACACGG 234
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Ad06A2908 Aradu.A06 2908 p2 (AG)6 12 8452380 8452391 TTTTTGGTGAATACAGCAGCC AAACGAGGAGCCAACAAAGA 228

Ad06A2911 Aradu.A06 2911 p2 (TA)12 24 8464674 8464697 CTATTAATTCGAAAGCGGCG TTTCCACAATCCCCAAATGT 159

Ad06A2913 Aradu.A06 2913 p2 (AT)8 16 8467157 8467172 TGATAAAAGTGAAGATAGGGACAAAA AAGAGGGAATGAAGGCAACA 253

Ad06A2930 Aradu.A06 2930 c (A)12gaaagaaaaaagaaaaaag(A)1142 8510116 8510157 CACCCATCATTATTACCCCG TGTAACGGAGCGTGTGTTTC 260

Ad06A2932 Aradu.A06 2932 p2 (CT)13 26 8513937 8513962 AGGACATGCTGTTTTTGCTTC CAGGATTAAAAGGAACAGGCA 223

Ad06A2933 Aradu.A06 2933 p3 (TAA)9 27 8519265 8519291 TTTTCGTCCAAGTTCAAGCA GAACCCTCCATCATTCATTCA 176

Ad06A2939 Aradu.A06 2939 p3 (ATT)5 15 8533175 8533189 AACAGTTGCATTTGCACCAA ACCCCTCACACACCACCTTA 227

Ad06A2942 Aradu.A06 2942 c (T)10acgtattacttactatttg(TTTA)653 8534544 8534596 GCGTGAAGATCCTTCGATTT CGTGAGGCTCCATGATTTCT 279

Ad06A2948 Aradu.A06 2948 c (TA)7tgcaattctctttctatttactttttatactcttttctatctt(TA)669 8541631 8541699 CAAATGCAATTCTCTCTCTTTTCA TCTCGTGCTGATAACGTGTTG 246

Ad06A2949 Aradu.A06 2949 p2 (TA)6 12 8546822 8546833 TTGAAAATAAAGACCCCATGC TGATAATGAATGAAAGTGTTGTGAAA 255

Ad06A2962 Aradu.A06 2962 p3 (TTA)5 15 8598788 8598802 TTTTGGTTCCAAATAAATAGGATGA TTTCAATTACACTATGCATCCCC 233

Ad06A2979 Aradu.A06 2979 p2 (AT)7 14 8652965 8652978 TGTTTTGAATGGGTCTGATTTG ACAAAGCAGTTTGTCATGGTT 189

Ad06A2981 Aradu.A06 2981 c (AG)10caacacaaagagcaagcactaggccagaaaaaacaacacacataccgaccctgcatatacttcacctttgc(A)10101 8664479 8664579 AGAAGGTTCCATGATCCGTG TTTTTGCTCATTGCAAGCAC 169

Ad06A2982 Aradu.A06 2982 c (AG)6taactgaacgacagagcggcggcgacgggggaacgagttaatatgagtggggtaattttttggtgac(T)1190 8665724 8665813 GGCAGCAACAGAAATGTCAA CACGGTCACGATGTTGATTT 279

Ad06A2984 Aradu.A06 2984 c (CT)8t(TC)11 39 8674698 8674736 TCATGTTTTCATCGCTGCTC ACTCTCATAGCGACGGCAAC 203

Ad06A2986 Aradu.A06 2986 p3 (ATT)7 21 8682209 8682229 GCTTTTAAATGTGTGGACAAAGC GCCTCATATGCAGAAACAGGA 227

Ad06A2987 Aradu.A06 2987 p2 (AG)9 18 8682593 8682610 TGGGAAGTTGTAGCATTTTGG TCAAGCCATACCAAACTTCATT 280

Ad06A2988 Aradu.A06 2988 p2 (TA)6 12 8683116 8683127 ATGCCAACCTTGTCACCTTC CCTTTATCAGCCCAGGACAA 253

Ad06A2989 Aradu.A06 2989 c (TGA)5atgatccctattcggttttgagcaagttgggaagacatattaacacgcatatgccttcaataat(TA)691 8683458 8683548 GCAATAAGAGCAATGGCACA CATTTCATTCGTCCATGCTG 249

Ad06A2990 Aradu.A06 2990 c (AAT)6aaaaatgagacataaagttctagatgtagaataa(TC)766 8684261 8684326 TGCACTTCACGTAGTGCTCA ATGGGATAAAAAGCATGCCA 276

Ad06A2993 Aradu.A06 2993 p2 (TA)9 18 8692218 8692235 CAGACCCCACACCCTAAGAA TAGTCGCATGGTTCGAGTTG 236

Ad06A2994 Aradu.A06 2994 p2 (AT)9 18 8693774 8693791 AAACACGTATGTTGCATTTCATC TTGGTTTAATCATCTTTGACGA 190

Ad06A2996 Aradu.A06 2996 p2 (TA)6 12 8696699 8696710 AAATCACATAAACCTTTTGATTTTCA AGGGAGACTCGAATCCACAA 259

Ad06A3003 Aradu.A06 3003 c (A)10tgtaccactagtaggttcaacttcctcc(T)1048 8733063 8733110 CAAGTGAAATCTCATTCTCACGA TGGCAATTTTGACATTTTGC 231

Ad06A3005 Aradu.A06 3005 p3 (TCT)5 15 8734036 8734050 AATTCGGTGCGATCTGTAGG TGCACACGGTATCAACATGA 261

Ad06A3007 Aradu.A06 3007 p2 (TC)9 18 8738317 8738334 AACGACAGTAGCAGCAACCC ATGCGAACAGAGAGAGGGAA 207

Ad06A3008 Aradu.A06 3008 p2 (TC)7 14 8738458 8738471 CTCTCTCTCTTCCTCCCCGT GTTGGGTCGCTGCTGTTATT 138

Ad06A3009 Aradu.A06 3009 p3 (ATT)6 18 8742070 8742087 TAGGGGAAGCAGTGGTGAAC TCTGCACCATGAACACGATT 236

Ad06A3014 Aradu.A06 3014 p3 (TTC)12 36 8744542 8744577 ACACTTTGGGAAATTGCAGC GACGGCAAGAGAAGATCTGG 166

Ad06A3015 Aradu.A06 3015 c (CT)7caatctccggg(T)10atttattatta(T)1056 8744710 8744765 GAAATTGCAGCACGGGTATT CCTTGGGATCGCTAAGTGAA 273

Ad06A3022 Aradu.A06 3022 p3 (TGG)5 15 8755980 8755994 TCCCCTTGAAGGATTCACTG GCAGAATTCTTTTCCCCTCC 141

Ad06A3023 Aradu.A06 3023 p3 (ATA)5 15 8757579 8757593 GGGCACAAAGCAGGATAAGA GCTGCACAATTTCCTAAATGC 226

Ad06A3025 Aradu.A06 3025 p2 (AT)7 14 8772708 8772721 AAGTGGCAGCAGAAGAGGAA GATTTGCTCTCACCACCACC 247

Ad06A3029 Aradu.A06 3029 p3 (ACC)5 15 8780657 8780671 AGAATCGAAATCGTCCCTCA TGGTGTTGGCAAAGGTTGTA 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A3030 Aradu.A06 3030 c (GA)6aagagagagaa(AG)839 8784571 8784609 AAATTGTAACGGCAACGTCC TGCCGAGTCCCTCTTCTCTA 161

Ad06A3032 Aradu.A06 3032 p2 (GA)10 20 8786491 8786510 AAATTACAACGGCAACGTCC CATCTTTCTCCTGCCGAGTC 154

Ad06A3037 Aradu.A06 3037 p3 (GAG)11 33 8799555 8799587 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 174

Ad06A3039 Aradu.A06 3039 p3 (AGA)6 18 8804528 8804545 ATCGGTTCGAGAAGTTGCTG GATCCTTCTGTGCCTTGGTC 243

Ad06A3048 Aradu.A06 3048 p2 (TC)6 12 8825729 8825740 GGTAGATATCAGATGCTCATGCAC ACCCAACAACCCCCTTAGTC 251

Ad06A3050 Aradu.A06 3050 c (T)13gaataagagagctcaatacaataagtggagtaagaataacaataaacaaataaaaaaataaaaaaaat(A)1091 8833386 8833476 TCTCTTTTGTTGTGTGGGTCA TTTACATGCCGATCTTGCAG 276

Ad06A3051 Aradu.A06 3051 c (T)11gaagtttttgaccatgttcaaatttttatcacccctcaacctcttcgtcactacctagc(T)1080 8834008 8834087 CGACCCAACAAATTTCCAAC TTCTCCAAGCGTAGAATGGAA 243

Ad06A3052 Aradu.A06 3052 c (A)10tcacatggatccc(T)1033 8837199 8837231 TGGAACAATACAAAGACACGG AGGTAATCATCCCCCTACGC 279

Ad06A3054 Aradu.A06 3054 c (TC)8actcactttatacgtgttctgttacaactgctccacccgcgtgcgtgtactcgaatgcactgcatccttcatcggtaacc(GA)9114 8839934 8840047 CGCTTTGCATTTTTCAGTTG CGTTTCTTCACCACGACAAG 263

Ad06A3055 Aradu.A06 3055 p2 (AT)10 20 8841355 8841374 CACGCGTTATGAACAAATGAA TTGATTCCTTAAAAAGAAAAACACAA 278

Ad06A3058 Aradu.A06 3058 p3 (ATT)5 15 8852236 8852250 GACCCCGTTGGTTAAACCTT GGAATACTTGGATTGATTAAGGGA 175

Ad06A3062 Aradu.A06 3062 c* (T)10(TTA)5* 23 8863181 8863203 GGGTGAAATGTTTGTTTGGTG ACGGCTGGAAAGTGGAAAC 229

Ad06A3064 Aradu.A06 3064 p2 (AT)7 14 8863612 8863625 AACCCCATGAGATTTCATTCC AACTAGAGCCATCGACCCAA 272

Ad06A3070 Aradu.A06 3070 p2 (AG)9 18 8878145 8878162 CGACGACTCCAAATCCAAAT CGCCATTAATGCCTCAGATT 169

Ad06A3073 Aradu.A06 3073 p2 (GA)6 12 8883819 8883830 TGATGTCGATACCCTGCACT TGGAGGAAGCTCACATCTTG 233

Ad06A3081 Aradu.A06 3081 p2 (AT)8 16 8898428 8898443 CGCGTTCACCCCTAGAAAAT TTGCTAACCTTCAATTTGGATT 243

Ad06A3083 Aradu.A06 3083 c (AT)7aaatgatggatggaaatggctaaacttggccacaaaaaatcatgtgttggaagtaaatgttactcaaacaaacacacttacatctccttcagaag(A)11gggataaaacacatacaaatac(AT)7156 8900359 8900514 CATTACAACACAATAAAATGGTTTCA TGGAATTGCTTTGGTTTCATC 280

Ad06A3091 Aradu.A06 3091 c (T)10ctttttttttgtgtgtgtgttgtttttagttaaacaaaagt(A)1061 8915134 8915194 TCCTTATATGGAACGGCTGC CGGAAAGATAATTTCTGGGC 222

Ad06A3092 Aradu.A06 3092 p3 (AAT)5 15 8916579 8916593 TTCGGATCGGAAAGCTAGAA GAGAGGTAGACACGACGATTTTT 216

Ad06A3100 Aradu.A06 3100 p3 (GGC)5 15 8948173 8948187 TCACAGAAGAAGAAGCAGCG CCCCAACCCCAATTTTAACT 139

Ad06A3101 Aradu.A06 3101 p3 (TTA)7 21 8948456 8948476 CTTGAAGAGAGGGGCATGAG TCAAAATGGAGGTTGCGTTT 273

Ad06A3102 Aradu.A06 3102 p2 (TA)7 14 8951312 8951325 CTTGTCCCACTTTTGGAGGA CCATATTATAGAAGTCCCAGTCCC 278

Ad06A3103 Aradu.A06 3103 p2 (CA)6 12 8956098 8956109 GAGAGAGAGCGAGCCTTCAA TGTTCGTCGTCATCTTGCTC 260

Ad06A3109 Aradu.A06 3109 p3 (ATT)17 51 8969928 8969978 GAGCTGCAGATTTACAGTCCTACA TAGCAACGACGAGATTGCAC 167

Ad06A3110 Aradu.A06 3110 p3 (TTA)12 36 8976549 8976584 TGTTGAAGAAATAAGCTTGCCA CAAAAACAGTGAACAGTCATAACAA 263

Ad06A3111 Aradu.A06 3111 p3 (TTA)6 18 8976758 8976775 TTGTTATGACTGTTCACTGTTTTTG AATTAAAATGCAGGTTGCGT 200

Ad06A3112 Aradu.A06 3112 c (CTT)5gctacacgttcttcttactctttctg(TTC)556 8989596 8989651 TTCCTCTTCCTCTTCCTCTTCC AGAAAACAGAGAGAAAAGCACG 268

Ad06A3113 Aradu.A06 3113 c* (AAG)7aggaagaggaagaggaagaggaagaagaagaagacgaagac(GAA)5g(AGA)5aggagaagaagaagacgaagacgaaa(AGGAAG)6(GAA)6*169 8990421 8990589 GAGGAAGAAGAACGTGCAGC CCCACTCAAACGGTTTCTCT 261

Ad06A3136 Aradu.A06 3136 p2 (CT)17 34 9110601 9110634 AGCGGCGAAGATACGAAGTA CGTTCTGAGCTGTTTCGTCA 193

Ad06A3138 Aradu.A06 3138 p3 (TTA)14 42 9111350 9111391 CTGCAAACTAGGAGGGTTGC AAAGTGTTTGCTTGCCGAAT 196

Ad06A3139 Aradu.A06 3139 p2 (CT)6 12 9120251 9120262 CCGAACAGCATTACCCAACT GCAAAAGATACTCCGACGCT 262

Ad06A3140 Aradu.A06 3140 p2 (TA)6 12 9120918 9120929 CCATCAATCCTGACTCCACC TGAGTTTGGCTCATGGCTC 280

Ad06A3141 Aradu.A06 3141 p3 (TTA)5 15 9121205 9121219 AATGGCTGTTCACCAGTTTTG CGAAATGGAGGTTGCGTTT 142

Ad06A3144 Aradu.A06 3144 p2 (GA)6 12 9125719 9125730 GACGAGAAGAGTTCGGCAAC TCCCTTCTCCCTCACTCTCA 158
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Ad06A3147 Aradu.A06 3147 c (A)10cgaaagttacgttttaacataaaaaaagaaaaaaaatcccctgcaaactaggagggttgccttggaatactacta(TAT)15130 9133370 9133499 GGGACCAAAATGGGGATTTA AACAATCTATTGGCCAGCAA 273

Ad06A3149 Aradu.A06 3149 p3 (TCT)6 18 9137586 9137603 ATTTTCCCACCCTAAATGGC GCTTTGACCACCACCAAACT 227

Ad06A3153 Aradu.A06 3153 p3 (TAA)10 30 9154148 9154177 TTGTGAATTTGTCAAAGGAAAAGA CCAAATCTCCATGTCCTTGC 261

Ad06A3155 Aradu.A06 3155 p2 (TG)6 12 9156904 9156915 TGTTCGTCGTCATCTTGCTC GAGAGAGAGCGAGCCTTCAA 260

Ad06A3157 Aradu.A06 3157 p4 (TTTA)5 20 9160864 9160883 GATTTGATTTGTGGGGATCG TGTGTTTGGGTCAGTTTGGA 167

Ad06A3159 Aradu.A06 3159 c (A)10cgaaagttaaaaag(A)1034 9172067 9172100 GCTTTTGTTTAAGAAATAAACTTGC CTCTCCTAGTTTGCAGGGGA 260

Ad06A3160 Aradu.A06 3160 p2 (AT)6 12 9172527 9172538 CAAGGAAAATGTCGTGGGTT GGTATGTGCAACCCTAGTGC 280

Ad06A3167 Aradu.A06 3167 c (AC)12(AT)6 36 9200792 9200827 TGTGCGAACTTGCACTATCC TGATCAATGATGGAATGGTTTG 192

Ad06A3169 Aradu.A06 3169 c (CT)9t(TC)23 65 9206209 9206273 AGCAATACCACACCAAAGCC AGCCAAGTTCCAAGTGATCG 250

Ad06A3171 Aradu.A06 3171 c (AAT)6aaggcaggtagctcatgtt(A)1047 9211357 9211403 TCTAATACATTGCCCTGCGA CCGCTAACGCACACAAACTA 258

Ad06A3174 Aradu.A06 3174 p3 (TTC)5 15 9216310 9216324 TGGGCACACAAAATTATAAAAGTC AACAATCAATAAAACATTCATCCG 151

Ad06A3177 Aradu.A06 3177 p2 (TA)7 14 9222891 9222904 CCACTGTTTTGTTATACGAAATTGA CACGAGGAATCAACACCTCA 181

Ad06A3178 Aradu.A06 3178 p5 (TCTAT)5 25 9223380 9223404 GCATCGGCCATTAATAATCA CATGCCACATCAGTTCCATC 222

Ad06A3179 Aradu.A06 3179 p2 (TC)8 16 9223848 9223863 TCATTCGCTCTCTTCTCTCTTC TGGGTCACAACATACACTCTAAA 193

Ad06A3180 Aradu.A06 3180 p2 (TA)7 14 9228064 9228077 TCTCTCTTCCACCGTCTTCC TTGATGTACCATAAAAAGAGGGA 178

Ad06A3181 Aradu.A06 3181 p4 (ATTA)8 32 9229236 9229267 TCAATTTAATTTGGGAGTGTTTTT AAATATCTCGAGAAGCTATTTTATTCA 189

Ad06A3183 Aradu.A06 3183 p2 (TA)6 12 9235414 9235425 GGGGTAGACAAAAATCGCAA TTGTGTCCCTTTGGGTCTTC 217

Ad06A3184 Aradu.A06 3184 p2 (TA)6 12 9259617 9259628 CGGGTACCAGTTTAGGGATTT ACGGAATCGCGTATGTTAGC 276

Ad06A3185 Aradu.A06 3185 p2 (TA)7 14 9264635 9264648 TTGGTTTAATCATCTTTGACGAA ACGTAACAAACGACATCGCA 269

Ad06A3188 Aradu.A06 3188 c (AT)10gta(TG)26 75 9295750 9295824 GCATATGATGCATGCCTGTC TTTCCTTGGGTAGACGCAGT 248

Ad06A3189 Aradu.A06 3189 p2 (AT)10 20 9299442 9299461 ACGGGGGCTTAATTGTCTCT GCGGATTTGTAAACGGTAGC 262

Ad06A3190 Aradu.A06 3190 p3 (ATT)14 42 9301720 9301761 TTTTTAGGAGAATTTGCTGTCATTT TCTTTCTTTTTCGATTCTGCAA 271

Ad06A3192 Aradu.A06 3192 p3 (TAA)5 15 9307474 9307488 AAATTGCATTTGCTTCTCGC CAAACTCCCTCTCTCAATCTTCA 219

Ad06A3194 Aradu.A06 3194 p2 (TA)8 16 9311316 9311331 GCCTGTAATCGGGTTAGCAT GGTCCAGAGTGTTGGGTTGT 190

Ad06A3195 Aradu.A06 3195 p2 (TA)6 12 9313869 9313880 ATGCAAGCCACGTTCTTTTC CGAAAATTTTTGTAAGGTGGG 265

Ad06A3196 Aradu.A06 3196 p2 (TA)8 16 9315936 9315951 AACGACCCAATTCCCAGTAA GGGCTCGGAGTGTTGATTTA 263

Ad06A3200 Aradu.A06 3200 p3 (AAT)6 18 9330665 9330682 TGAATGCATGACATGAACATTG ATTGATGCTCAGAGCCTTGG 188

Ad06A3206 Aradu.A06 3206 p2 (TA)7 14 9378527 9378540 TAAGAAATTGCGGGTTCGAG CACCAAGTCCTCCTCCACAT 260

Ad06A3211 Aradu.A06 3211 p2 (AT)13 26 9400647 9400672 TGAGTAAATCAATAATTTTGCACCTT AAGCACAGACAACTGATGCAA 218

Ad06A3215 Aradu.A06 3215 p2 (GA)20 40 9415335 9415374 AATGAACCATCCTGCAGACC GGCAGCACTGATGTTAGCAA 192

Ad06A3216 Aradu.A06 3216 p2 (GA)7 14 9417123 9417136 ATGCCGGACTTGAAGATGAG CTTGACGAGACGCAGAACAA 108

Ad06A3218 Aradu.A06 3218 c (A)10gta(ATT)7 34 9429984 9430017 CGATGGAAGATGACTCAGCC GCATTGCTGCAAAGACTCAC 231

Ad06A3230 Aradu.A06 3230 c (AAG)5atgatgatgggtcggctcgcaactctctcagaagtggaaccaatcaacgaccaagttgaccaccaaacc(TCT)11117 9448376 9448492 TCTAGCAAGGTGTGTGTGGG GCTTCAGATCAGGGTGCTTC 272

Ad06A3231 Aradu.A06 3231 p3 (AAT)8 24 9458911 9458934 TATTTGCAGCACCGGTTTTT GGTGAGAAACCCAAGGTTGA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A3235 Aradu.A06 3235 p3 (TTA)8 24 9466656 9466679 AAAGATTGATTCAGCGGTGG TTCCCTCGTTATAACCGCAA 241

Ad06A3237 Aradu.A06 3237 p2 (AT)7 14 9470629 9470642 GCACCACTTGCACTCATGTC GCTGAAAATTCAGGTGTAGTTGA 256

Ad06A3238 Aradu.A06 3238 p2 (TA)6 12 9471889 9471900 GCAGTCACTAATCAATTTGGGTT TCGTGAATTGACCTAAGGAAAAA 266

Ad06A3240 Aradu.A06 3240 c (T)10cctattaaaaatgctgtccctaagattttcctttttatataaattgttc(T)1069 9473002 9473070 AAATGCATTGCAAATATACTGAAAA TCTCTCCATTCACCGAGGTT 220

Ad06A3241 Aradu.A06 3241 p3 (TTG)7 21 9476021 9476041 ACATGACAGAGCACAATGGC CGTGTGAATTTTTGGCTCCT 204

Ad06A3245 Aradu.A06 3245 p2 (GA)14 28 9484796 9484823 TGGAGTTGAGCAAATGAGACC AGGCTTCATATTGGGGTGTG 280

Ad06A3246 Aradu.A06 3246 p2 (GA)7 14 9486106 9486119 TCACCGCAAACAAACAAAAG AGGACCGTCTTCGTATCCCT 261

Ad06A3250 Aradu.A06 3250 c (T)10ctgcaattcttttacattataattttgagatgttaaaaac(AAT)565 9496932 9496996 GCAACTTCGGTAAAGATCGC CTACGACCAGAACCAATGCC 149

Ad06A3252 Aradu.A06 3252 p3 (TAT)6 18 9502997 9503014 GAGTCGGAAGGATCATGGAA GATTTGGGATTTAAACAATGAATTT 274

Ad06A3253 Aradu.A06 3253 p2 (AT)7 14 9505549 9505562 AAGTATGTCACATCAGCTTCGTT TTTCCTAACAATCTTTCACTTGGA 183

Ad06A3256 Aradu.A06 3256 p3 (TAA)5 15 9508148 9508162 AATTGTCCTTTGCACATCTTATTT GCAGCAATATCATTTTTCAGCA 275

Ad06A3260 Aradu.A06 3260 p3 (CAG)5 15 9513857 9513871 CCCACCACCTTGTCTTGTCT GTTATCCATCCTTGCCGAGA 181

Ad06A3265 Aradu.A06 3265 p3 (GCT)8 24 9525091 9525114 CGCCTCCTTCTCCTCAAGTT GAGAATGGAGGACCTGGACA 220

Ad06A3267 Aradu.A06 3267 p2 (TA)8 16 9531660 9531675 AGGATTTAAAGCAGCTGGCA CCAATTTGACATAGCCCCAA 261

Ad06A3270 Aradu.A06 3270 p2 (TC)21 42 9542500 9542541 TCCTCCGACATCGTCTTCTT AGGGGTCGAACCTACGACTT 255

Ad06A3271 Aradu.A06 3271 p3 (GAA)7 21 9549450 9549470 TTCCGTGCCTCTTCTTTTTC TTTCTCCTCCTCATCTTCTGC 196

Ad06A3276 Aradu.A06 3276 p2 (TA)6 12 9555698 9555709 CCGCAAGTGGATCAGGTATT TTACATGGCTTTTGGGGAAG 240

Ad06A3279 Aradu.A06 3279 p2 (AT)6 12 9559370 9559381 AAGCCTTTGCCTCCAAAAAT GCCTAACGTGGTTACGTGAT 274

Ad06A3282 Aradu.A06 3282 p3 (TCT)7 21 9565588 9565608 AAATTCGGGTGCTTGTTCAC ACAAAAATTGCAGACCTGGG 235

Ad06A3287 Aradu.A06 3287 p2 (CT)7 14 9576123 9576136 GGAATTAGCCACTTGCGTTT TCGATCTGGACACAACTTGC 198

Ad06A3288 Aradu.A06 3288 c (ATT)5tcatatatgaaaatgtataataatacattgatagaaattaaaataatttatccgtcaatttctaga(AT)897 9577425 9577521 TGATCATATTGCGTTACTTCTACTGA TCAGATAACACTCCATTTTCTAACA 263

Ad06A3289 Aradu.A06 3289 p3 (TCT)5 15 9579790 9579804 CGCGCATTAACTCATTTTGA GGAGAAGAAGAACGTGCAGC 199

Ad06A3290 Aradu.A06 3290 p3 (TCT)6 18 9579964 9579981 GCTGCACGTTCTTCTTCTCC CCTCCTCATCTTCTGCTGCT 172

Ad06A3291 Aradu.A06 3291 p3 (AAG)5 15 9580686 9580700 GAAGGAGAAAGAGAAGGCAAGA ATCAAATTACGCGCTGCTCT 240

Ad06A3292 Aradu.A06 3292 c (A)10tgaaagcgagtttttag(ATA)542 9583630 9583671 CTTTGACAACGACGCTTTGA CATTCCGGGTTTGGATAATG 260

Ad06A3293 Aradu.A06 3293 p2 (TA)11 22 9587279 9587300 TGGCAAAACTGGTATAGCTTGA GCAAATAATGATGTGCATTCC 248

Ad06A3295 Aradu.A06 3295 p3 (AAT)5 15 9591084 9591098 TGCGTCTACAGACGTTTCCA CATGCATGGGACACAAAGTG 167

Ad06A3296 Aradu.A06 3296 p3 (ATG)8 24 9596240 9596263 GAGACTGGACCATTGGGAGA AACTAGATGATCCCCCACCC 211

Ad06A3297 Aradu.A06 3297 p2 (GA)10 20 9597576 9597595 AAGCTGAGAAGAAGAGGGGG ATAGACGTCGATGAGGGTGG 264

Ad06A3311 Aradu.A06 3311 c (A)10c(GAA)5gaggaagagn(AAG)2199 9627413 9627511 ACACCCAAAATTCGTTGCAT AGCGCTACACTCAGAACGGT 271

Ad06A3317 Aradu.A06 3317 p2 (AG)9 18 9654987 9655004 CCACGGTTGAAACTGTTGAA TGGAGTGCAAGTCAAGATGG 181

Ad06A3324 Aradu.A06 3324 p2 (AT)10 20 9683503 9683522 CGAAACAACCTTGGTCGAAT AGGGATGCATTCCATTGTTT 139

Ad06A3325 Aradu.A06 3325 p3 (TAT)5 15 9687167 9687181 TCCTTTCCTGATTGAATGTGC AGCCTGAAATCAAAAGGCAA 244

Ad06A3327 Aradu.A06 3327 p2 (TA)8 16 9690402 9690417 TAGGTGCCTGTCCTCCACAT AATACGTGAATCACCCAGGC 256
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Ad06A3330 Aradu.A06 3330 p3 (ATT)7 21 9696397 9696417 AGATCTCTTCCAGCGCACAT TTTTGATCCTTCCAGATGGG 212

Ad06A3331 Aradu.A06 3331 p2 (GA)6 12 9696871 9696882 AAGCCAGTTTGGTTATTGCTTT GGCGACTGCTGATGTGAATA 181

Ad06A3336 Aradu.A06 3336 p3 (AAT)5 15 9703667 9703681 GTCTCCCTACTTTGCCACCA AAATTTGGACGTTGGCTTTG 169

Ad06A3337 Aradu.A06 3337 p5 (AAATT)5 25 9704275 9704299 ATAAGGGTGGTGATGATGGG TTCATTTTTAAATTAATCGTCACTACA 275

Ad06A3338 Aradu.A06 3338 p3 (TCC)9 27 9708621 9708647 TCACTTTAAGCGCCTTCTCC TGGCAAAAATTCTGCGATAA 276

Ad06A3340 Aradu.A06 3340 p2 (AT)8 16 9710511 9710526 ATCGGTCACAACATTTCACG ATTGGGTAGGGACCCAAAAA 280

Ad06A3341 Aradu.A06 3341 p2 (TA)6 12 9712247 9712258 TTGGAACCACTGCAAACATT CCCGGTGACCATATTGAGAT 280

Ad06A3342 Aradu.A06 3342 c (AAT)21tgtatagg(TA)785 9712738 9712822 AACCACCCATTTGTTGCCTA CTTTCAAGCAAGGTAAGGGC 242

Ad06A3343 Aradu.A06 3343 p2 (AT)11 22 9713903 9713924 GAGCAAGATACCGCAACGAC TGAAGCCTTGAAGGTTACGAA 163

Ad06A3344 Aradu.A06 3344 c (T)12gttta(T)10 27 9714474 9714500 TTTCGTGTTACACCTAAATTTGTTA TCTTCTTCTTTTTCATCATCATCATC 280

Ad06A3345 Aradu.A06 3345 p3 (GAT)6 18 9715553 9715570 TCTTTCTTCTTCTTTGTTTGATTTTT TTTTTGTCCCTCCTCCTCAA 189

Ad06A3346 Aradu.A06 3346 p3 (AAG)5 15 9716039 9716053 AGGAGGAAGAGGAGGAGGTG TTAAATCACCCTCACGCACA 166

Ad06A3348 Aradu.A06 3348 c (T)11aaatttcctttaactcaatcgtagcccacgttttgttgttgatataa(T)1169 9717568 9717636 GAGAAAAGGACAAACGCAGC ACTGACAGCCCATAAAACGC 195

Ad06A3350 Aradu.A06 3350 p3 (ATT)7 21 9725861 9725881 AGTGAGTTCAAGTGCAAATTAAAA TTCGTGATGATGATTTCCGT 252

Ad06A3352 Aradu.A06 3352 p3 (ATC)5 15 9727086 9727100 TGATTCCATGTGGCCAATAA TAAAACCGGGTGATCACGTT 220

Ad06A3355 Aradu.A06 3355 p3 (GCG)5 15 9732337 9732351 AGAATGTAATGGGCGACGAC CCTTGCCTTAATCCCAATGA 154

Ad06A3364 Aradu.A06 3364 p2 (AT)7 14 9747564 9747577 ATGCTTGCTGCCTGAGATTT TATGCTTTTTCATGTGGGCA 262

Ad06A3365 Aradu.A06 3365 p2 (AT)8 16 9748231 9748246 TAGCCCAGATTTCACTCGCT TGTGACCCATTGATGCTTTG 221

Ad06A3366 Aradu.A06 3366 p2 (TA)6 12 9753585 9753596 GAATGGCCTGCACCAAATAC GCACGAGATCGGCTTTGTTA 258

Ad06A3367 Aradu.A06 3367 p2 (AT)6 12 9754283 9754294 GAGGGATAAAAATGCCGGTT TTGTTCTGTTTGGTTCTGACCT 280

Ad06A3370 Aradu.A06 3370 p3 (GAG)6 18 9758933 9758950 CAGAAGAATGGGGAAGTGGA CCTTGGTCCAAACTCCAAAA 198

Ad06A3371 Aradu.A06 3371 p3 (GCG)5 15 9764753 9764767 TGCATGAACCGAATACTGGA AGATCTGTGAGCTGCGTGTG 223

Ad06A3373 Aradu.A06 3373 c (T)10cagatgc(T)1027 9766138 9766164 CTCAACCCAAACATAGTGCG CGGCTCTGAAATATCAACTTCAC 224

Ad06A3375 Aradu.A06 3375 p2 (GA)12 24 9768381 9768404 TCAAAGCCACATGAAAACCA CCGACCAAGGGAATGAAGTA 224

Ad06A3376 Aradu.A06 3376 p2 (CT)9 18 9774348 9774365 TCTTTGCACGAACTCAGTGG TGCCATTTCCATTCATTCAA 229

Ad06A3381 Aradu.A06 3381 p3 (AAG)5 15 9806077 9806091 CGATGGCAACAATGATGAAG TTCGTGCGACACTTCTCTCT 105

Ad06A3383 Aradu.A06 3383 p3 (TTC)5 15 9811588 9811602 TGCTTCAAATTCTGCTTGTGTT TTGCAATTCACATCATCAACAA 148

Ad06A3385 Aradu.A06 3385 p4 (TAAT)5 20 9812675 9812694 TTTTTGAGCAATCAAGTGCAA TTGTCACTGCCAATTGTCCT 212

Ad06A3386 Aradu.A06 3386 p3 (AAT)5 15 9812884 9812898 AAAGGACAATTGGCAGTGAC TTGGCACTAGAACTTGGCAC 248

Ad06A3387 Aradu.A06 3387 p3 (TCT)7 21 9814314 9814334 GGACCAGACAGGGTGCTATG GGCAAGGCAAAGGACAAATA 142

Ad06A3390 Aradu.A06 3390 p4 (AAAT)5 20 9823025 9823044 TTGATTTTGTTTATTCGGTGTTT TGAATTATCCACTTTTCAACAATTACA 251

Ad06A3391 Aradu.A06 3391 p3 (AAT)5 15 9824701 9824715 GGTGAAGACTAGTGCCTCCG TTGCCGACAATTTTTCCTTC 276

Ad06A3394 Aradu.A06 3394 p2 (AT)7 14 9827336 9827349 GCCAAACATGGAAAAAGGTG TGATATTCTCGTGGGAATGCT 172

Ad06A3395 Aradu.A06 3395 p3 (ATT)17 51 9827532 9827582 TTGATTAAGCATTCCCACGA GAAGTAATTGCTTGAAGAGACAGC 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A3403 Aradu.A06 3403 c (AT)11gcattcccaaagtacaccaaaataccaaagtaaactcctatctttccctcaact(TA)892 9841032 9841123 CCTGCGAAGCTAATGCTGAT CGTCTGGATCTTGAAGCGA 278

Ad06A3404 Aradu.A06 3404 c (TA)8ttgttctgtttacttgtttagggaaatttatttgctggtttactaatcattgtcacctcttaatttaagcagattttgaa(T)10106 9842411 9842516 TTGTGTGCTGATGTAATTGCC AACTCCATCAATGGAACTGTCA 190

Ad06A3405 Aradu.A06 3405 p2 (AT)7 14 9843485 9843498 TGGTTATGTTAGCATAGTGTATTGTGG GCACGGTGAGGGTTTATCTT 269

Ad06A3412 Aradu.A06 3412 p3 (TGC)6 18 9865232 9865249 CAATGTCCCTCCGAAGTTGT CCACCTTCTTTGCCAATCAT 233

Ad06A3414 Aradu.A06 3414 p2 (TC)8 16 9868430 9868445 TCTGACCATCCTCCTAACTGG TAAGGCACTGCACACACACA 231

Ad06A3415 Aradu.A06 3415 c (GT)15(GA)11 52 9870261 9870312 AAGAGCTGCTCAGCCAAAAG TTCCTGCTTCAAGATGGGAG 120

Ad06A3421 Aradu.A06 3421 p3 (ATA)11 33 9881845 9881877 GGAGGGACTAATGCAACCAA GCATTTCGGTATTCAATTTGC 266

Ad06A3422 Aradu.A06 3422 c (GA)7ggagggggtgggtcttgtgtgtgagtaagatagagaaaatgggggagggtaaagggtttatatattttttttc(T)1299 9884733 9884831 TGTTGGCTAGGAGGGAGAAA GTTCGGTTGAGGTGCAAAAT 259

Ad06A3423 Aradu.A06 3423 p3 (TTA)5 15 9888292 9888306 GAGTCATGAGCGAGTGGTGA GCTGAGAAACAGAAGGCACC 210

Ad06A3427 Aradu.A06 3427 p2 (CT)12 24 9899517 9899540 TTACACTCCCATCTTTGAGCA TTCAGAAAATGCCTTCACCC 262

Ad06A3429 Aradu.A06 3429 p2 (GA)6 12 9909235 9909246 TAAAGCACCAGCTTTCTGGG TGACCCTGAAATGATCTCCC 265

Ad06A3430 Aradu.A06 3430 p2 (CT)8 16 9909838 9909853 TGCCACACCCCTGTAGTGTA ATTGCAGAATGGTAGCCAGG 193

Ad06A3432 Aradu.A06 3432 p2 (AT)6 12 9911259 9911270 TTCGACAGATTTGTCCGTCA AACCGGTTCAACCTGACTTG 108

Ad06A3433 Aradu.A06 3433 c (A)11ttaatttttcgaaaaattaattcatagcttttttaagaagtaaaaatatataac(T)10ataagttattctatcattttcgtaaaaaaaaagacctcaaaataaaaaaaatctactttcattcgtagttttgt(A)10159 9915533 9915691 CCGTTGGGAAGTAGCAGAAG TGGAGGACCAGTATTTTCGG 231

Ad06A3438 Aradu.A06 3438 p2 (GA)7 14 9922071 9922084 GGCCATTGGCTACACACTCT TCCTTTTGCCTTTTACTTGCTC 151

Ad06A3439 Aradu.A06 3439 p3 (CAT)5 15 9923415 9923429 GCCTTTCCTTGAAACGTCAG GTAGTTGCATTGGTGGGAGG 151

Ad06A3444 Aradu.A06 3444 p3 (TTA)5 15 9931498 9931512 CACAAACAAACGAAAATCCG TGAACACTTTCATGGAGGAGAA 201

Ad06A3446 Aradu.A06 3446 p5 (TTAAT)5 25 9936050 9936074 GTCACCCAAAACCCACAATC CCGTCATCCTAAAGATCACCA 272

Ad06A3451 Aradu.A06 3451 p2 (TA)6 12 9946515 9946526 TGCAAGAAACCTTGTCCCTT TCAATCACCGTCTTTTCCTTC 236

Ad06A3453 Aradu.A06 3453 p2 (TG)6 12 9947374 9947385 TTGACTGGCGGTAAATAGATGA TCATTACACGCTTGGCTTCA 164

Ad06A3455 Aradu.A06 3455 p2 (TC)10 20 9956024 9956043 AGAATAGCCACCCAAATTGC GGCTGGTGTTGTTGGAGATT 114

Ad06A3458 Aradu.A06 3458 p3 (GGT)5 15 9958564 9958578 TGGCGGCAACAATAACAATA TCATCACCATCCAACCTTGA 135

Ad06A3459 Aradu.A06 3459 c (TCA)6ctttctataatcccaatacat(TTC)554 9959155 9959208 TGTATTCACTCATCCGCAGC TGCAGCATGGTCTAACATTG 280

Ad06A3462 Aradu.A06 3462 p2 (TA)6 12 9960226 9960237 AACCCATTTGAGAAATCCCC TGAGAGAATAAATTGAAGCATACCTG 264

Ad06A3464 Aradu.A06 3464 p2 (TA)10 20 9961666 9961685 TGCATGTCTTTTTCACCCTTT AACCCTAAATCAAATGCACCC 263

Ad06A3466 Aradu.A06 3466 c (T)10cttagctcttacttt(A)1338 9965594 9965631 TCCCACACACGCTTTGATAA CCTTTCCTTAGTTCGGAGGG 176

Ad06A3468 Aradu.A06 3468 c (AAG)6aacgtgcagcaagaagaagaaggagaaagagaaggcaagaaacgaaagaaaaaaagaataaaaagaggaagag(GAA)7112 9968367 9968478 GAGGAAAAAGAACGTGCAGC AAACGCGATGCAAGGTTTAC 258

Ad06A3471 Aradu.A06 3471 c (T)10atattacagtgacaatggtg(T)1040 9973016 9973055 GAAGAGAGGCGAAGGGAGAT CGCCCTAACAATCCACATTT 174

Ad06A3474 Aradu.A06 3474 p3 (GGT)6 18 9991908 9991925 TTGCACCCACTACACGGTTA CACAGCACCCTTTGAGGAAT 228

Ad06A3475 Aradu.A06 3475 p3 (AAG)5 15 9995897 9995911 GCGACGAATTAGGAAAGCAG CACACACACCCAGAGAATGG 280

Ad06A3477 Aradu.A06 3477 p3 (GAA)5 15 9996837 9996851 AAAATCGCAACGCTCAAAGT CCTCCTCCTCATTTTCTATTGC 165

Ad06A3478 Aradu.A06 3478 p2 (AT)7 14 10005647 10005660 ATGTGATGCCCCATTTTTGT TTGGCTTATTGCTGAAACGA 223

Ad06A3482 Aradu.A06 3482 p2 (AG)6 12 10044996 10045007 GCACCAAAAATACTCCCACC CGCTTCCCTTGTTAACCTCA 174

Ad06A3488 Aradu.A06 3488 p3 (GAA)6 18 10058111 10058128 GGTTCTGAGCGTAGAGACGG TCAAGGTATTCCCGCTTTTG 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A3494 Aradu.A06 3494 p2 (TA)6 12 10078971 10078982 CGTTTTCCAAATTGATCCTCT CGACAGTTTTTACATTGCTTATCA 280

Ad06A3502 Aradu.A06 3502 p3 (TTG)6 18 10099585 10099602 GCTCCATGCTCTTCCTCTTG TCAAAAGCAGCATCAACCAC 134

Ad06A3505 Aradu.A06 3505 p3 (AAG)5 15 10101045 10101059 ACGGCTTTTGTGTTTATGGG TTTTGCATTGTTTGCCATGT 199

Ad06A3506 Aradu.A06 3506 p3 (CAT)9 27 10101704 10101730 ATATCTTAGGCAGGTGGGGG AAATGGCCTAGGGATGAAAAA 190

Ad06A3510 Aradu.A06 3510 p3 (TAT)5 15 10119403 10119417 TCAATGTTTCGTATACTCCCCTT CCACCATTTTGACCAACCTA 274

Ad06A3514 Aradu.A06 3514 p2 (AT)7 14 10121497 10121510 CGACGTGCTTAAGAACTTTTATTG CGCGTGTCGGTTTGATACTT 179

Ad06A3519 Aradu.A06 3519 p3 (TAT)7 21 10126456 10126476 CAATCTTTCCCACTACTCCATTG GCAGTTGACTCAAAATTTCAAAAC 278

Ad06A3521 Aradu.A06 3521 p4 (TTTA)5 20 10130332 10130351 CGTAACGGAAGCTGAAGGTC TGGGGAATGCTTAGTTCAGTG 264

Ad06A3524 Aradu.A06 3524 p2 (TC)8 16 10133669 10133684 CGAGAGAGTGGTAGTGCAGC GTCGAAAGCAAAACTCTCCG 250

Ad06A3527 Aradu.A06 3527 p3 (ATT)16 48 10138595 10138642 CACAAATTTTGCTTCAATTCCA AGTGCGGAGTAGCCTGTGTT 271

Ad06A3528 Aradu.A06 3528 c (A)14caaaacctttt(A)18caaaaag(A)1565 10140107 10140171 TGTAATGCCTAGGATTGGGG CACCATGATTGATGTGGGAA 264

Ad06A3533 Aradu.A06 3533 p2 (AT)6 12 10149617 10149628 GCTGAAACTTTTGAAATGAGTGG ATGCCCCTCTCCCTTCTCTA 271

Ad06A3534 Aradu.A06 3534 p4 (TTCT)6 24 10150131 10150154 TGCTGTTGGCACTCTTGTTC AAGGAAGCAACCTGAGACGA 241

Ad06A3536 Aradu.A06 3536 p3 (GAG)8 24 10155281 10155304 AGTCTCGTTGCTCTGCACAA CGTCATCGTCATCGTCATCT 240

Ad06A3538 Aradu.A06 3538 p3 (AAT)7 21 10162495 10162515 TCAAGCGGCATAATCAACAA TTGGTTTGGGAACTGGAGAG 278

Ad06A3543 Aradu.A06 3543 p3 (GCA)5 15 10167449 10167463 TGCAACAACAGGTGGAAGAA GCATTTAGCAGTTGAAGGGC 280

Ad06A3545 Aradu.A06 3545 p2 (TA)6 12 10172189 10172200 CGAAGTTGGACCTTGGGATA TCCCCAACGTTTCTCTTTGT 219

Ad06A3547 Aradu.A06 3547 c (CTC)6cttttaaattcgcacatacttcttt(TTC)661 10173632 10173692 TATTCTTCTTCGCACACGCA CAGCAGCATAAAGTGAACCTCA 250

Ad06A3548 Aradu.A06 3548 p2 (GA)7 14 10174522 10174535 AAACATCGTCCGCTTGATTC GCCACCTGGAAGTGGTTAGT 250

Ad06A3549 Aradu.A06 3549 p2 (GA)9 18 10179514 10179531 CGCACCGTGTTAAAGAGTGA AGAACCTTGTGCAGACCCAT 277

Ad06A3550 Aradu.A06 3550 c (A)10gaaaaagaaaaac(A)1033 10182748 10182780 AGGGCAGAAATGGAAGAACA GTGGGTTGTTTCCTTGTTGG 276

Ad06A3553 Aradu.A06 3553 c (A)10gtaagagtacatttgtatcaacattattaaacattttatcattattcccaattacaaagtaggagtacacctat(A)1195 10202110 10202204 TGGTCATCAGGGCAACATTA AACTATGGGACTAACAAAAGTTGGA 253

Ad06A3555 Aradu.A06 3555 p4 (AGAA)5 20 10211437 10211456 CTTAAAATTGTGTCTAATTCGGG TCTTTAATAGTCTGAACGATTTGGA 235

Ad06A3568 Aradu.A06 3568 p3 (TTA)6 18 10231785 10231802 CTCTTCTTTGGCCCACAGTT CTTTCACCAACCCCAAAGAA 119

Ad06A3569 Aradu.A06 3569 p2 (TA)6 12 10232881 10232892 TGAAGGAGGAACAGCCTCAT ACTGTTGCCCTTCGAATGTT 261

Ad06A3572 Aradu.A06 3572 c (T)10aatttaccgtttagtttttgaactgatcagtacatg(T)1056 10236056 10236111 TTTTTGTTTAAGCAGATGAATGAA GCTTCGTCGGTGACAGATTC 183

Ad06A3575 Aradu.A06 3575 p3 (GGT)5 15 10250053 10250067 GATTTTTGGGTGACGGAAGA GGACCAGAAAAAGCAAGTGG 239

Ad06A3581 Aradu.A06 3581 p3 (GAA)8 24 10260126 10260149 GAGCTTCATTGGTGGTTGGT TGATACCCGAGGAAACTTCG 164

Ad06A3582 Aradu.A06 3582 p5 (GACCC)5 25 10264197 10264221 TTGTGTATGATGACCGGACC TGCAATTGTCTTCTGCTTGG 260

Ad06A3587 Aradu.A06 3587 p2 (TA)8 16 10270189 10270204 TCCGCTTAAGTAGGTGTCGG CAGGCAACTTGTTCACCTCA 270

Ad06A3590 Aradu.A06 3590 c (AT)8aacacttttaaatatctaattnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaatattgttaa(AAT)5101 10279614 10279714 TTTCGATTACCAAAATCATTAAAAA CGGATCTAAATGGATCGGAC 276

Ad06A3594 Aradu.A06 3594 c (T)10cacttttatttctttttcttttcattctttttc(T)1053 10300004 10300056 GGGCATTTTGTCCCCTTTAT TTCAAGTGTGGGAACCTTGG 260

Ad06A3596 Aradu.A06 3596 c (A)10cgaaaacatgctacaaaaactaaatgaaaatgggaagagtagaagtatgcgaatgtgataagcaaaagaaaatggaaggggagaaaaaaaactc(T)11115 10301363 10301477 CAAACAAGTCAAGAAGCACCA TATACCCATCGACGCATGAA 245

Ad06A3598 Aradu.A06 3598 p2 (AT)7 14 10307485 10307498 TGGTAAGTATGACTGGGACGTG CGTTGTCGCCATTTCTCATA 268
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Ad06A3599 Aradu.A06 3599 c (A)10tcttttgacaatttcaattccaattcctagacgtaaatctcaagagccatagc(T)1073 10317936 10318008 CTCCAATGTCCCCATTTCAC AATGGTCTGGCACCTATTCG 264

Ad06A3600 Aradu.A06 3600 p5 (ATTTT)5 25 10324466 10324490 CCAATTTTATTATCCTTCTTCTCCTC CGGAAATACGAGTTAGGGTGG 235

Ad06A3602 Aradu.A06 3602 p2 (AT)6 12 10326673 10326684 ACTCGCTTTCAAGGTTTCCA TGTGACCCATTGATGCTTTG 262

Ad06A3603 Aradu.A06 3603 c (T)11aattttgaaaaag(A)1034 10327717 10327750 GGTGGTCACACGGTTGTCT CACGCAAGTTCAACACCATT 262

Ad06A3605 Aradu.A06 3605 p3 (TCA)5 15 10333092 10333106 AAAGAGTGACACCCACCCAC GTGAGCCTCTTCGCCATTC 258

Ad06A3613 Aradu.A06 3613 c (AAC)8caattcttgtcgacaacaaattcaagaacaccccactttcttggatggattggatcgatcaagaagagggatcagaaggtttttgaa(T)10121 10352637 10352757 AGCTTGGTCAAGGCTACCCC TGGAAGAAGACAACAACCTCC 278

Ad06A3614 Aradu.A06 3614 p3 (AAT)7 21 10353729 10353749 CTTTGCAGCTCATGCTTCAC TTCATGTTTTGATAAGCGCA 267

Ad06A3617 Aradu.A06 3617 p2 (TG)6 12 10359405 10359416 GCAGCCTGTCGGACTAAGAG CTCACGAGAGCAATCCAACA 165

Ad06A3619 Aradu.A06 3619 p3 (GGA)6 18 10381898 10381915 CTCACAAAACTTCACCCCGT CGAGTCGCTCAATCACAAGA 249

Ad06A3621 Aradu.A06 3621 p2 (TA)6 12 10391366 10391377 TGCAAGTAGTTTATGACTTTGTAGTTT AAGTTAAGGACGGAAGCACG 274

Ad06A3622 Aradu.A06 3622 p3 (TGA)5 15 10392006 10392020 CATCCTCTTCCAAGTAATTTTGC CCTCCTCATCTTCTGCTGCT 200

Ad06A3623 Aradu.A06 3623 p3 (TTC)5 15 10392216 10392230 AGCAGCAGAAGATGAGGAGG TGGTACAAAATTACTTGGAAGATGA 273

Ad06A3624 Aradu.A06 3624 p3 (GAT)6 18 10392427 10392444 AAGGGAAACAAGATGACTAAGAAA TGTTCATCGTTGATGGTTTGA 262

Ad06A3625 Aradu.A06 3625 c (A)12ctgtattatccacaattaaataacaagaaccatag(A)1057 10394194 10394250 CCTTGAGTTGTCACCCTCGT CCATTTTCCTCGTTTTTGTTG 280

Ad06A3628 Aradu.A06 3628 p3 (CAT)5 15 10399182 10399196 CCACTCGTCAGAATCCCAAT GAGGACCCTAACCTTCCTGG 216

Ad06A3629 Aradu.A06 3629 c (C)11(A)15 26 10400203 10400228 TGAGTGTTGGACCTAAAAACTGTC CTGCTCCAGAGAGGTGAACA 177

Ad06A3630 Aradu.A06 3630 p2 (TG)6 12 10403866 10403877 TGAGGGAAATCTACCAACGG GCAATCAAAGAAATGCCCAG 155

Ad06A3631 Aradu.A06 3631 c (T)12ctgaaaataatagttgctttcaaaaacaaatcc(T)1055 10406381 10406435 GTGGCCACCAAATCTCAGTT TGAACCGAAGGAGTTTAGCA 239

Ad06A3632 Aradu.A06 3632 p3 (CCT)5 15 10407426 10407440 CGCTGAAAGTGCTAAAACCC CCCATTTTCAAAAACTAGGTTGA 204

Ad06A3636 Aradu.A06 3636 p3 (GAA)6 18 10422409 10422426 TATGGATCGTAGGGCTGAGG AGGCCAATCAATCACGAAAC 119

Ad06A3639 Aradu.A06 3639 p2 (CT)7 14 10425514 10425527 CGCACGACTCAAATTCAAGA ATGCAGCAATGGCATTCATA 118

Ad06A3642 Aradu.A06 3642 p2 (TA)6 12 10428923 10428934 AATTTTGTACCCCCAGGGAC CGAGAGGCTGAGGTTTGAAG 239

Ad06A3643 Aradu.A06 3643 p2 (AC)7 14 10433264 10433277 TGACGTTTCACGTATCTCGTTT TGCTCGTCGCTGTAATAAGTAA 280

Ad06A3644 Aradu.A06 3644 p2 (TA)6 12 10445699 10445710 TTCTTGCCTTTGTTTTCCAA TTGCCTAATTATTGCCGTGT 219

Ad06A3645 Aradu.A06 3645 p2 (TA)6 12 10447178 10447189 TATATGGGCGGCTCAGTTTC AAAAAGTAAAGAGAGAAAGAATTGCAT 257

Ad06A3646 Aradu.A06 3646 p2 (TA)7 14 10452637 10452650 GCCTCTGAGGACACACATGA GACCCTAGCATTAAAATAATTAGCTC 252

Ad06A3647 Aradu.A06 3647 p3 (TAA)5 15 10454099 10454113 CCCACGGAGATTGTTGGTAT ATCCAACAGGGACAAAGCAC 191

Ad06A3648 Aradu.A06 3648 p3 (AAG)7 21 10457840 10457860 AGTGGTCTTGATGGGCTTTG CCACAACCCTTTCTTCTCCA 276

Ad06A3652 Aradu.A06 3652 p3 (AAT)5 15 10473835 10473849 CCCACGGAGATTGTTGGTAT CATTGACAACGGTGATGTCC 270

Ad06A3653 Aradu.A06 3653 c (T)10gcatatcttgattgtcatgtcaatcttttctaacatctatcaatgcaagcac(T)1072 10485069 10485140 GAGATGGGCTTTATTGCCTT AAAAAGTGTTCCAAGTTTTTGTAAAG 236

Ad06A3654 Aradu.A06 3654 p4 (AATA)5 20 10485317 10485336 ATCCGAAAGCGAAGATTCAG TTCGTGTGTGCAAATGACTC 247

Ad06A3658 Aradu.A06 3658 c (TCT)5tccttcttct(TCTTCC)5(TCT)776 10493294 10493369 CTCAAAACGAGGGCTGCTAC CGAAGAAATACATGGAGGAAGA 231

Ad06A3659 Aradu.A06 3659 p3 (AAG)6 18 10493839 10493856 CCTCATCTTCTGCTGCTTCC TGCTGCACCTTCTTCTTCCT 187

Ad06A3661 Aradu.A06 3661 p4 (AAAT)5 20 10498595 10498614 AAACATTGGCCCATTTACGA GAAAAGACGTCCAAAATTGGTAT 172
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Ad06A3662 Aradu.A06 3662 p3 (TAT)17 51 10499269 10499319 TGTTGTCTTTTCTCATCCCTTTC TGTGCATTGCTAATTTCTCTACAA 239

Ad06A3664 Aradu.A06 3664 p2 (AT)10 20 10505927 10505946 ATGTGGCGAAAAGTCGTAGG CCCATCAAAGGATGTAAAGTTAGC 233

Ad06A3667 Aradu.A06 3667 p2 (TA)6 12 10507278 10507289 GGTCTTGGTACCGTGGCTTA AAATTTGGGATTCCAACCAA 209

Ad06A3668 Aradu.A06 3668 p3 (CTT)6 18 10508647 10508664 AAAAACCAACGACAAAACGG AGCCTCGAGAATAGGTGGGT 244

Ad06A3673 Aradu.A06 3673 p2 (AG)22 44 10516524 10516567 GGTGGTGGAATAATGGGTTG GGCAATCACACCACCTCTCT 252

Ad06A3674 Aradu.A06 3674 p3 (TAA)7 21 10530679 10530699 AATCGATAGATAATTCTTTTATAGCCA TCCATCAAATTTATTTTCTTCTCTCA 184

Ad06A3676 Aradu.A06 3676 p3 (AAT)21 63 10540129 10540191 TGCGAACTTGCACTATCCAC CGATCAAGTATTCAATTTAACTGTGC 170

Ad06A3678 Aradu.A06 3678 p4 (AAAT)5 20 10551921 10551940 TGAATGGATTGGGGATGAAC ACACCCACTAATGCCACCAT 275

Ad06A3681 Aradu.A06 3681 p3 (TCA)6 18 10563854 10563871 GGCTTGCTGCTAATGCTTCT AGGTGGTGGAGGTGGTGTTA 279

Ad06A3687 Aradu.A06 3687 p2 (AT)7 14 10577358 10577371 TAACAGGGCATATGGCATCA CACTTTCCTAGAACGGGGGT 191

Ad06A3688 Aradu.A06 3688 p2 (TC)7 14 10578057 10578070 CACGTGTTGTCTCCCTTGTG GAGAGGCGTGAGGTGAAGAC 226

Ad06A3689 Aradu.A06 3689 p3 (TTG)5 15 10578671 10578685 TGTTGAAGTCGTTAATTGTGGG GCAATACCAGGAAGTGCCAT 256

Ad06A3691 Aradu.A06 3691 p2 (CT)14 28 10581290 10581317 ACCTTCCATCTCCTTCCGTT AGCTATGATTTCGGGAAGCC 269

Ad06A3693 Aradu.A06 3693 p3 (TAA)12 36 10590602 10590637 TTTTCAGCCATAATTAGCCAAA TTTTTCGTATTTCCATTGATTGAT 260

Ad06A3694 Aradu.A06 3694 p2 (AC)6 12 10594750 10594761 TGCTATGATGACTATCGTTACAGTG GCCTTATCTTTGTCATGAATCAAT 252

Ad06A3695 Aradu.A06 3695 p3 (TAA)14 42 10594963 10595004 GTTATCTGGGGCATGCAGTT CCCCACCTCAAAACCCTTAT 186

Ad06A3696 Aradu.A06 3696 p2 (AT)6 12 10595150 10595161 ATAAGGGTTTTGAGGTGGGG GAGGGTGTGGAAGACAAACC 264

Ad06A3697 Aradu.A06 3697 p2 (AT)6 12 10599234 10599245 TAGGCTGCCCCGATTAATTT TCCCTCTTAAATTTTTGGTCATT 259

Ad06A3699 Aradu.A06 3699 p2 (TG)6 12 10600218 10600229 TGTGCACACAACTACGGTCA AGGTGCAGGTAGGGTAGGGT 238

Ad06A3700 Aradu.A06 3700 p2 (TA)10 20 10600843 10600862 TCCATTGCCAGCCCTATATC CCATACAATCAATTTATGATGGAATAA 215

Ad06A3702 Aradu.A06 3702 p4 (GTAT)9 36 10607817 10607852 TGACAGATTGGCCATAAATAAAAA TCCCTACCATCCATCTCAGG 218

Ad06A3709 Aradu.A06 3709 p2 (TC)13 26 10624806 10624831 ATGTGGCTGCTGCATATCCT GATGCAATAAGAAGTTCGCCT 261

Ad06A3711 Aradu.A06 3711 c (T)11gcgctccttcttcttattccctcttcttttctccatgcagttactgcgatatga(T)1075 10641087 10641161 GCGTGGCTCTGTTTTCTTTC AAATGCCAAATTCCCATCAA 244

Ad06A3712 Aradu.A06 3712 p5 (TTATC)5 25 10645951 10645975 CCTCCAGCTTATGAGAGCGT TTGACCTATGAAAGATAAAAGCAAA 185

Ad06A3713 Aradu.A06 3713 c (ATG)14atagtagaa(ATG)25(AGG)8150 10646525 10646674 CAAAAACACAAAAGAGGCACT TCGTCGTCACCACCACTATC 241

Ad06A3716 Aradu.A06 3716 p2 (TA)6 12 10660139 10660150 GCCGTAAAGCATAGGTCAATC GCTTAAACTCCGCAAGCTGT 248

Ad06A3720 Aradu.A06 3720 p2 (AT)10 20 10675353 10675372 TTTTGTATGCCATGATTGTTGA TCAATTCGATGTGGAATGAGTT 198

Ad06A3733 Aradu.A06 3733 p2 (CT)16 32 10707262 10707293 TTTGATTGTGATTGCCTCCA TCAATTCCAGAAGCCAGGAC 275

Ad06A3734 Aradu.A06 3734 p3 (GAA)5 15 10711605 10711619 AAGAGAATAACGCCCAGCCT CTATGGGTGGACATGGTGCT 266

Ad06A3735 Aradu.A06 3735 p3 (CAA)6 18 10712432 10712449 AGGCACAGCTGCAACTTTTT GCTGTGTTCTGTGTTCCGAG 210

Ad06A3736 Aradu.A06 3736 p3 (AAT)5 15 10712618 10712632 ATGCGCAGAAAAGAACCCTA GGAATCCATCCTTGCGTTTA 231

Ad06A3737 Aradu.A06 3737 p3 (GAA)5 15 10713072 10713086 TCGCTATTCCAATTCCGAAG TTCCACGTGTACTTCCCTCC 101

Ad06A3738 Aradu.A06 3738 p4 (AATT)5 20 10716024 10716043 GTTCCCAGCACGAAAGTTTG TCCAGAATTTTCCGACCAAC 259

Ad06A3739 Aradu.A06 3739 p3 (TCT)8 24 10717960 10717983 ACTAAGCCCTGACATGGGTG GAATGCTTCCACTGCAGACA 180
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Ad06A3741 Aradu.A06 3741 c (T)10aattaaaaaaatc(T)1033 10725660 10725692 AAACAACGGAGGGACACAAG TAAATGTGCGGATCGAATCA 242

Ad06A3742 Aradu.A06 3742 c (CTT)21ctcagattctcattatgttcttctctgatct(GA)6106 10739350 10739455 CGGTGGTGAGGAGAGAGAAG TTCCATCCTTTCAAAGCAACT 242

Ad06A3745 Aradu.A06 3745 c (TTA)18ttctgttttttgttaggtggagtcattggcgccgacataca(AT)7109 10742691 10742799 ACTCGGCGATGTTGGTATTC CATCGTCAACTTCCATGTCG 201

Ad06A3762 Aradu.A06 3762 p2 (AC)9 18 10808072 10808089 TGTCCATTCACATGCTCAGAA GAAGTGGATTGCATGGTGTG 214

Ad06A3763 Aradu.A06 3763 c (A)10ccac(CA)11cccatccacc(A)1157 10808724 10808780 GAGCAGCTTTGACAGCTTGA CTGGGTTTGGAGAAAGGTCA 280

Ad06A3764 Aradu.A06 3764 p2 (TC)9 18 10810804 10810821 AGTGGGACTCGAGAACGAGA CCAACACCGAAAACCCTAGA 203

Ad06A3766 Aradu.A06 3766 p3 (TTA)12 36 10823718 10823753 TGCGTGTGTGAAAGTTCAAAAT TGCTGCCACCCCTACATAAC 280

Ad06A3767 Aradu.A06 3767 p2 (AG)7 14 10824017 10824030 CACCTGCGAGTACCCAATTT TCTTGCAGTCTTCACGATGG 219

Ad06A3768 Aradu.A06 3768 p3 (ATT)8 24 10824237 10824260 GGAGGTTATGTCTGCGTATGTG GGCCACCCCTACATAACACTT 270

Ad06A3769 Aradu.A06 3769 p3 (TTA)13 39 10824747 10824785 TGAATGGTCAAAAGTCTAAAATTCC CTTGTTGAGTCGCAGATTGG 269

Ad06A3775 Aradu.A06 3775 c (T)10aattaatttagacagggcatgaatcacgcagaactttcctcttaaattgctcttcaatttccctatgtaaattag(A)15100 10851712 10851811 TTTTCCAATCGCCACAAAAT GGCAAGCTGAATTGCTCTTT 255

Ad06A3778 Aradu.A06 3778 c (T)10ctaaaataataaatttaccaactaagtaggtgtaatcataccaaggtgtgtattttttctctaaaattgat(A)1091 10862014 10862104 TGTTAAAAATCAAAACACAGTCAAAA TGGTTTGGTTCGATAAAGACG 261

Ad06A3781 Aradu.A06 3781 p3 (TCT)7 21 10865512 10865532 CCTTCATTCCACGCTTTCTC ATCAAAGGAGGGAGGGAAAA 151

Ad06A3782 Aradu.A06 3782 p2 (TA)9 18 10876579 10876596 CAACTGATCCTACGGTTGGG TTTTATAAGAGGGAAAGGGAAAAA 232

Ad06A3786 Aradu.A06 3786 p3 (TTA)5 15 10888767 10888781 TGATATACGTGAATCGGGTAACA CATTTTCCCTCCAAAACGAA 271

Ad06A3788 Aradu.A06 3788 p2 (AT)8 16 10906148 10906163 CCCATCAACTTTATCAACCACA TAGCGTACGTCTGGCCTTCT 216

Ad06A3789 Aradu.A06 3789 p2 (TA)9 18 10908689 10908706 TGGAGATGCTGCTCTCACAT CCTGGGCCTTAGTGTTGAGT 279

Ad06A3790 Aradu.A06 3790 p2 (AT)6 12 10921639 10921650 CAATGCTTGTTAGGTTCTTGTCA CCGAATCTACGAGATTACAAACA 197

Ad06A3792 Aradu.A06 3792 p2 (AT)7 14 10922774 10922787 GCCTGAATTTCCACCTCATT TGTAATAAGAGTGTGATGGATTACAAA 257

Ad06A3794 Aradu.A06 3794 p2 (TA)9 18 10927098 10927115 CTCAAATACCCTCACCTCACA GACAATTTATGTGTAGAATTCCAAGTT 279

Ad06A3796 Aradu.A06 3796 p3 (TTC)5 15 10933031 10933045 GTCTTTTCGACGGTGATGGT ACAAAAGAGAAGTGGCCGAA 248

Ad06A3797 Aradu.A06 3797 p3 (ATA)17 51 10940577 10940627 AGACCTAAGAGCACGCCAAA AAAATTCAAACATCATGTAACAGACA 269

Ad06A3800 Aradu.A06 3800 p2 (TA)8 16 10950609 10950624 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTGTTAAAGAGGA 249

Ad06A3801 Aradu.A06 3801 p3 (TTC)5 15 10952010 10952024 CTGCATACAAGCGCTAACCA AACGCGAAAAAGAAGAACGA 264

Ad06A3805 Aradu.A06 3805 p4 (GAAA)6 24 10969903 10969926 TCGGACCCAGAGTTTCTTTC TGGAACGACGACAAATCGTA 228

Ad06A3806 Aradu.A06 3806 p4 (AATA)5 20 10972233 10972252 ATTAACGGAAAGACCAACGC CGCGCATCTAAGAATCATTG 276

Ad06A3809 Aradu.A06 3809 p2 (AT)7 14 10975154 10975167 GCCTTAAATTTCATGGCGTT TTGATTTGACTTAGTTTCAGCCA 265

Ad06A3810 Aradu.A06 3810 p2 (TA)7 14 10975773 10975786 GAGCCGTAAGCCAACTCAAT ACAATAAACATTAACTAATAAGGGCAC 228

Ad06A3811 Aradu.A06 3811 p2 (AT)8 16 10977145 10977160 AAATATTTCCGAAAGCTGGACA CGAGAGTGTTTCCGATTGTG 211

Ad06A3814 Aradu.A06 3814 p2 (TA)7 14 10978210 10978223 GCCACATAGCGGATAATTAAGG TGCTCGTGTGCATGTAATTG 259

Ad06A3815 Aradu.A06 3815 p2 (AG)9 18 10981721 10981738 TGTGCATGGCAGAAGAAAAA CCAACACGACACCACAGTTC 170

Ad06A3817 Aradu.A06 3817 p3 (ATT)5 15 10983411 10983425 GGCAGCCATTTATTTAACGC AACACAACCAACAAATTCCG 214

Ad06A3824 Aradu.A06 3824 p3 (AAG)6 18 11006894 11006911 TTCTTGCGGAGCATAACCTT TCACACTCGTAACCCACCAA 217

Ad06A3825 Aradu.A06 3825 p3 (ATA)5 15 11008285 11008299 TGCTCCAAAAATTAAGCAAATC CGTCTTTCTTTTTCTCTTCTTCG 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A3844 Aradu.A06 3844 p4 (AATA)5 20 11033479 11033498 TTGATTAGGGCATGTGCTTG AATAAGCACGTTTTGGTGCC 171

Ad06A3845 Aradu.A06 3845 p2 (CT)7 14 11034761 11034774 AAACCACCTGAGATGCAATTCT GGACAAAGAGGAGCACGAAC 168

Ad06A3847 Aradu.A06 3847 p3 (TAA)8 24 11035872 11035895 TGAACTTTAGTTTCTCTCACCTCG GCCATCTGGCTAATTTGGAA 188

Ad06A3849 Aradu.A06 3849 p4 (AAAT)5 20 11047273 11047292 AACTTTTCCCCAATATGAACGA GGAAGCGTCGCTAATACATGA 176

Ad06A3852 Aradu.A06 3852 c (AG)13aattgacgaggacgacaaagctgcagagctggcagaaaagggagagagagtgtgcgtgttggaaacaacg(A)10106 11089077 11089182 CTGGCTCCGAGGAGAGTATG ACTCCATAACCCCCGTTCTC 270

Ad06A3854 Aradu.A06 3854 c (CA)8aagaaattggtctatttgaattaccttttggatgtttgacaattacacataaaatcactaatccaagacttatagactagg(A)11108 11092239 11092346 GGAATCTGCTAATGAAAGAACCTT TTTGTAGACTCGAGTAGAACTGTGA 280

Ad06A3857 Aradu.A06 3857 p2 (TA)6 12 11094497 11094508 TCACCTGATTTTTCACCATTTG TGGATGGTAGCTGAATTTGTTG 121

Ad06A3858 Aradu.A06 3858 p2 (TA)7 14 11095076 11095089 TGATCATTATTGAAAATTGGACAAA TTTTCAATCTGTATTTGTATTCCAAC 276

Ad06A3864 Aradu.A06 3864 p3 (ATA)5 15 11107365 11107379 TCATTCAGTAGTGACCATCAGGA CATTGGGATCCAAGTCATCA 261

Ad06A3865 Aradu.A06 3865 p2 (AC)11 22 11112922 11112943 CAAACCTTCACAGTGGCTGA GGTTTGATTCTGAACGCCAT 231

Ad06A3869 Aradu.A06 3869 p4 (AAAT)5 20 11126518 11126537 GAAGACAAATCCCAGCCAAA GTGCATCGCCATTAGGGTAT 198

Ad06A3870 Aradu.A06 3870 p2 (CA)8 16 11135239 11135254 GGTTCGGTTCGGATAATTGA AACCAACACGTGAACCCAAT 269

Ad06A3883 Aradu.A06 3883 p2 (GA)8 16 11195495 11195510 CTTGGACGAATTGCAGCATA TTTGGTACAACTCTAGAAACCCA 201

Ad06A3885 Aradu.A06 3885 p2 (GA)8 16 11196239 11196254 TGGCCAATTCTATGGTTTTGT TGAAAAAGTGTGTGTCCGGT 273

Ad06A3886 Aradu.A06 3886 p2 (AT)7 14 11198113 11198126 GTCTTGTATTTTTCTATCGTAGGGTT GCTAGACAAATTGATTTAACCGAAA 190

Ad06A3893 Aradu.A06 3893 c (A)10gagagtaaattccagttttgtgttaactaattaataaatttac(T)1063 11226002 11226064 CCGATGAAATTTGGTCACTTC TTGTTGCCACCCATAAGACA 197

Ad06A3894 Aradu.A06 3894 p2 (AG)8 16 11226238 11226253 GGGTTGGGGAACCTAAGAAA GGGTGTGGGAGAAAGTGATG 227

Ad06A3897 Aradu.A06 3897 p2 (AT)7 14 11227967 11227980 TCTCCCTTTGCCTTTTGATG ACCATTGGCCTGCAAATAAA 131

Ad06A3901 Aradu.A06 3901 p2 (TC)20 40 11231779 11231818 AACGCCATTTTTACACTGCC GAGCAGGTGTTTCTGCTTCC 101

Ad06A3903 Aradu.A06 3903 p3 (TTG)5 15 11232424 11232438 CAAGCGGTTTTTGATGGTTT TTCTCAACAGCGTTCTTCCA 167

Ad06A3906 Aradu.A06 3906 p2 (TA)11 22 11251993 11252014 ATTGCAACATCACGGTTTGA TTTTGCACATCACACGAATACA 113

Ad06A3909 Aradu.A06 3909 p3 (TTA)5 15 11255113 11255127 TTCCTCCCTCATTAGACCCA TGGGCCCTTTTGTAATTTTG 188

Ad06A3910 Aradu.A06 3910 p3 (CTT)7 21 11255341 11255361 GGGCCCACTTGTTGAGAGTA TAGAAGAAGCATCCCCTCCA 203

Ad06A3914 Aradu.A06 3914 p3 (GTT)5 15 11262797 11262811 AGCGCAGTGACAGCAACTAA CCTCCACCACCTCAAGAAGA 273

Ad06A3920 Aradu.A06 3920 p6 (TGGGAG)5 30 11284992 11285021 AGCTGCCTTGTTTGAGAAGC TCACCAAATTCCCATTGTCA 242

Ad06A3922 Aradu.A06 3922 p4 (ATTT)6 24 11288957 11288980 TCCAAATCCCAAATAAGAGTGAA ACGATCGCACCTTAGCTTGT 200

Ad06A3925 Aradu.A06 3925 p3 (TTA)10 30 11294677 11294706 TCCTACACTAAATTCTAAATCAAGCAA TTTTGCATTTTAAATCATCTTTCA 279

Ad06A3926 Aradu.A06 3926 p3 (TGC)6 18 11296090 11296107 CTTGAACTCGGTTTTGGCTC TCAACACTGGAGGAGCTGTG 236

Ad06A3932 Aradu.A06 3932 c (A)10g(A)10 21 11310286 11310306 TCAACCAACCCATAACATGC CATTCGCACACAACTCTCGT 279

Ad06A3936 Aradu.A06 3936 c (TTC)5ctcctcttcttcttctccctctttttttccctctctttctctctcttattaattaagattttttctttttcg(T)1097 11315949 11316045 GTTTCGCAGAGACTTCGTCC CAGCGTCATTAAGCTTCCAA 173

Ad06A3944 Aradu.A06 3944 p3 (AAT)14 42 11338268 11338309 GCAGAAAAATTGGGAATGTGA TCTGATACTTGGCATTGGAATC 261

Ad06A3945 Aradu.A06 3945 c (TC)7(T)11 25 11340231 11340255 ATGTGCATGTCACCACCACT AGCCCCTTTTCCTTTTTCAA 212

Ad06A3947 Aradu.A06 3947 p3 (TTG)5 15 11342627 11342641 GGTGATGGAAGAGGATCCAA ACTGGCCATGACAACACTGA 167

Ad06A3950 Aradu.A06 3950 p3 (ATA)6 18 11345435 11345452 GCCCATTATTCACGTCACCT CCTCCTATCTTTTTCACACTCCA 263
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Ad06A3955 Aradu.A06 3955 p3 (AAT)14 42 11348536 11348577 TTCGTAGCATGGTCCTTTGG TTCGTCAAATTTTAAAAGGTCAAA 251

Ad06A3956 Aradu.A06 3956 c (T)12aattctgctattgcgagttttgagttttaactattcttagtttctatagaaagatactttacattctttttaaaatatgcgcg(A)10105 11360443 11360547 TCTCAATTGAATGAACACCATCA TCTTAAAGGAGTGACTTTTTCTCC 168

Ad06A3958 Aradu.A06 3958 p2 (TA)6 12 11366169 11366180 TTCGAATTACAAGGAACGCC TATATAGCCCTGGCTCGCAC 220

Ad06A3960 Aradu.A06 3960 c (A)11caatgaagaacaagaacaatgaatcaaaagttaaaataatgaagccatctc(T)1375 11372415 11372489 TCCCTTAGGTTCGAGTTGATTT CTTCTGTTGCTTCTGCTTTCA 273

Ad06A3963 Aradu.A06 3963 p2 (TC)7 14 11380557 11380570 AGAAAACGAAAGCAAAGCCA GAGGGATGAAGGGTTGTTCA 153

Ad06A3964 Aradu.A06 3964 p2 (AC)8 16 11380681 11380696 CCCTTCATCCCTCTCCTCTC CAGCTTGTAGGCGTGTTGAA 172

Ad06A3965 Aradu.A06 3965 p2 (CT)6 12 11381214 11381225 TCTCATTGGGATCTTCTGGC CCCTTCCAATCCTCAATCAA 245

Ad06A3966 Aradu.A06 3966 p3 (ATT)6 18 11382497 11382514 CCAGTGTTGAGGCTGTTGAA GAAATGCAATCTTAGGAGGATGA 239

Ad06A3969 Aradu.A06 3969 p2 (AG)6 12 11388904 11388915 AAGAAGAACCCGATCCAAGC CCGAGTTGCATGTATGAGGA 269

Ad06A3970 Aradu.A06 3970 p2 (AG)6 12 11398246 11398257 AAGAAGAACCCGATCCAACC CCGAGTTGCATGTATGAGGA 269

Ad06A3971 Aradu.A06 3971 p5 (TTTTA)5 25 11405162 11405186 TCCAAGCCAAACCCAAATAA TCTTCCCTATTGCCAACATAAAA 146

Ad06A3972 Aradu.A06 3972 p3 (AAT)8 24 11406263 11406286 CTCGCATTTTAAAAAGTAAGAGATATT TTTGACTTCATCATCGTCAGTG 263

Ad06A3973 Aradu.A06 3973 p3 (GAT)7 21 11406984 11407004 TTCTTCTTTGGAGGTGGTGG GCATGAGAGAAGAAAGTTGGC 253

Ad06A3977 Aradu.A06 3977 p4 (AAAT)5 20 11410429 11410448 TTCAGCAAAGTGCAAAGTGAA ACTGGTGGAGATTCACCGTC 277

Ad06A3979 Aradu.A06 3979 c (AG)12aagaactgggttttgtgaaatgta(GT)9taatgtgaatgcgtgtgtgtgaagtggaagaaggataagaataccagaaaatgaggaacaagaggaagaggaagaagaacaa(T)10158 11414505 11414662 GAGCTTGGATTTGTGGGTTC GCTTCACTCTTCATGTTCTTCG 277

Ad06A3981 Aradu.A06 3981 c (ACA)5attggataatgaaatcaacagaaagataacaacaaaagcaagaacccagaagataatgaaatcag(AAC)5aaaaacccagaaaaagagaagaaaaagaacccagaaacatcattattaaaagaaataccagaaa(ATC)5174 11416908 11417081 AGACGTTGGAGCAGAAGCAT TTCTGCATTTGGGTTCTTGTT 278

Ad06A3982 Aradu.A06 3982 p3 (TTA)6 18 11417905 11417922 GGGACCATTTTATAAGCAAAAA TGCGATTCACATCTAACCCT 167

Ad06A3985 Aradu.A06 3985 p3 (TTA)12 36 11425295 11425330 CATGTCGCTCTCGGTGACTA GCTGGGGTGGCTTAATCAAT 276

Ad06A3986 Aradu.A06 3986 p2 (TA)7 14 11426102 11426115 CCCGCAACAGCATTATTTTT TTTGTGAATTATTGTCCTCCTTGA 105

Ad06A3991 Aradu.A06 3991 p2 (CT)6 12 11446798 11446809 GGCCAAAATTTCCATCTCAC CGTTTTGCCACCCCTATAAA 247

Ad06A3994 Aradu.A06 3994 p2 (CT)10 20 11451718 11451737 GGTGGATCCGTGGTTTTCTA TTGAAGAGGGTCAATGTGGC 129

Ad06A3998 Aradu.A06 3998 p3 (TGG)5 15 11457821 11457835 ACAAATCCGGAAGCATCATC GCTCCCTCCTCCTCTGTCTT 253

Ad06A4001 Aradu.A06 4001 c (A)10g(A)10 21 11462407 11462427 CCCAGTGCTCTTTTGTGTGT TGGATTCCGAGAAAATCTGG 209

Ad06A4010 Aradu.A06 4010 c (C)16(A)13 29 11482549 11482577 CTTTCAATGACCTCAATTCGTC AGCCTGAATCTGCCAAAGAA 243

Ad06A4011 Aradu.A06 4011 p3 (ATC)5 15 11483035 11483049 CTTCAGGGCATTTGGTGATT GACCAGTCATTCTGGGCAAT 227

Ad06A4012 Aradu.A06 4012 p4 (TAAA)5 20 11486459 11486478 TCGCTCTCTCATTCTCTCTCAA TGCAATCCAATAGTCATAGACG 279

Ad06A4013 Aradu.A06 4013 c (A)11ttgagtgcaaaataagatacaaatttctcacaagaaaggtggttaaaatgaaataaaagaccaacacataccagtgtttagctgcatttac(CT)9120 11488562 11488681 GTGCACAAAAATTTGAAAAATTAAA AGTCGCTCCTTTCTCCATTG 278

Ad06A4018 Aradu.A06 4018 c (A)10gtgaataaaatcgagtaatttt(A)1042 11501661 11501702 ACAGATTGAATGGCCCAAAG CACCACTTAAACCTCCGCAT 273

Ad06A4022 Aradu.A06 4022 c (A)11gttaataaaatcgagtaattt(A)1143 11509456 11509498 GAAACCCAGTCCTCAACGAA CACCACTTAAACCTCCGCAT 139

Ad06A4026 Aradu.A06 4026 p4 (ATTA)5 20 11512158 11512177 CCCCATCATATAAAACGTTAATCA TTTCGAACACTTAACCATGTGA 255

Ad06A4027 Aradu.A06 4027 p2 (TA)6 12 11512946 11512957 GAGCAGTGTGGTTCGAACATT TCAAATGCAAATTTCTCTCTCTTT 275

Ad06A4030 Aradu.A06 4030 p2 (TA)7 14 11518579 11518592 GGTCTTTCGAACGGAATCAA TCAAATGCAAATCTCTCTCTCTTT 208

Ad06A4036 Aradu.A06 4036 p4 (TATT)5 20 11551585 11551604 GGTAAAGAGGACATGCTGCC CGCGTGTTTATTCCGCTTAT 235

Ad06A4043 Aradu.A06 4043 p2 (TA)6 12 11587932 11587943 AACACATGGTTTGGCTCGTA TAATGTTGAGGTGCGTGCAT 104
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Ad06A4044 Aradu.A06 4044 p3 (TAT)5 15 11589641 11589655 TCTTCATTCTGTTTAGGATTAAGTGTG TCTGTACGCTCAACAGTGCC 165

Ad06A4046 Aradu.A06 4046 p2 (TC)8 16 11595694 11595709 TCCCAGTTTGTCCCGTTTAG TTGCAGGAGAGGAGAAGGAA 272

Ad06A4047 Aradu.A06 4047 p4 (TATG)8 32 11596682 11596713 CCTTTGCCCTCAATCCATAA TGGAGGGAATTGAAGAAGGA 132

Ad06A4048 Aradu.A06 4048 p2 (TA)6 12 11597555 11597566 GCAAGATCATGAATCCACCC TCTGAAATTGGAAGGCATCA 135

Ad06A4055 Aradu.A06 4055 p2 (TA)7 14 11619263 11619276 TAGCTCCCTCCTTGGTCCAT AGCCTATTTCCAAAGCTACCA 177

Ad06A4056 Aradu.A06 4056 c (TAT)6tagagtgaataccccatccggcccctgataattatctcgaaaggacaacgaggcctct(A)1389 11620141 11620229 CTGACACAGAGTCCCCACAA TATTCCATTCGACCCCTGAC 268

Ad06A4061 Aradu.A06 4061 p2 (TC)6 12 11639738 11639749 CCCTCTTTGAGTGGGATGAA TAAGGAGGGAGGGGAGAAAA 196

Ad06A4063 Aradu.A06 4063 p4 (ATTA)6 24 11640563 11640586 CAGTGGGGATGTCTAGGGAA TTGGTTTTAGGCCACAGTCC 249

Ad06A4074 Aradu.A06 4074 p2 (TA)6 12 11662049 11662060 CCATCTCCCCTCTTTGTTGA TTCGAATTACTAGGAAGGACACA 218

Ad06A4075 Aradu.A06 4075 p3 (TGA)5 15 11667598 11667612 GCAACAGCTCAACAAGAACG TAGACATGTTTCCGTGCAGC 228

Ad06A4076 Aradu.A06 4076 c (T)12aattaatctttacttgttggtttggtgggaatttgtggtaatagtgaaagctcac(T)1885 11679082 11679166 TGCTTCCCTGCTTTGGTAGT CCTTTGCCAACCATTGTTTT 155

Ad06A4078 Aradu.A06 4078 p3 (TAT)5 15 11691038 11691052 TCACAATGCTTGTCGTCAACT AGTTCCTATTGTGGTCCCACTT 250

Ad06A4079 Aradu.A06 4079 p3 (ATT)6 18 11692252 11692269 GCTGGTGTTGGGGATAAATG CGACCTTACCAGAGGACGAG 214

Ad06A4080 Aradu.A06 4080 p3 (ATT)6 18 11698910 11698927 GTGCAAGTGGGAGATTGTTG ACAGTTAGCAAGCGCACCTT 270

Ad06A4082 Aradu.A06 4082 p3 (TTA)7 21 11725561 11725581 TGAGAAATAAGGTTTGACTTTGGA TCGGTTAAATATAACAGTCTTCTATCC 242

Ad06A4083 Aradu.A06 4083 c (T)12aattaatctttacttgttggtttggtgggaatttgtggtaatagtgaaagctcac(T)1885 11734430 11734514 TGCTTCCCTGCTTTGGTAGT CCTTTGCCAACCATTGTTTT 155

Ad06A4084 Aradu.A06 4084 p2 (TA)7 14 11742537 11742550 GAATGCGGATCGGATTCTTA TTTAAATGAAGAGATAATGGGCA 259

Ad06A4087 Aradu.A06 4087 p3 (TAT)12 36 11754685 11754720 TTCCTTCGATCTCATGCAAA TTCAACATGTTTAGAAGCGGTG 250

Ad06A4088 Aradu.A06 4088 p3 (AAG)5 15 11756335 11756349 GAAGGCAAGAAACGAAAGAAAA TCGTTCTTCTTGACTGCACG 124

Ad06A4092 Aradu.A06 4092 c (CCA)5ccggcaccagaaccggaaccgaaaccggtagccgtacct(CCA)569 11778449 11778517 GCATTGGTACCGAGAAGCAT CTGTTGTTGTGACGGGACTG 244

Ad06A4093 Aradu.A06 4093 p6 (GAGGAT)5 30 11778974 11779003 CCAGCTAGGAGGTCATTGGA CCTCATCATCACCCTCATCC 280

Ad06A4097 Aradu.A06 4097 p2 (AG)6 12 11790540 11790551 TGCTCCACCAGATTCTTTCA AAGGGTAGCCCCCTCTTTTT 277

Ad06A4099 Aradu.A06 4099 p2 (AT)9 18 11791734 11791751 AGTTTGAATCCCGCTTTGTG TGTGTGTCTTGGTGCCTAAAA 230

Ad06A4100 Aradu.A06 4100 p3 (TAA)21 63 11794819 11794881 TGGGACCATTTGCTTCAATTA CATGAACGGTGAACCCTATAA 280

Ad06A4101 Aradu.A06 4101 p2 (TA)10 20 11795434 11795453 AAAGGAAACAAAATAATTAGGCG GGGAAACAACCTCAGACCTGT 187

Ad06A4105 Aradu.A06 4105 c (T)10ctccaacgtctttaaacttttctcatgttgatcataatgccatatgtcttgggtttaag(T)1079 11820551 11820629 TGCTGCTAAGATGATTGGCT CCTCAGCAAAATCAAGGGAA 243

Ad06A4108 Aradu.A06 4108 p3 (TCT)5 15 11827254 11827268 AAACTTTTTGGCTTGAAGTGC GCTTGGTTTCTTCCTAGGGC 144

Ad06A4111 Aradu.A06 4111 p2 (TC)6 12 11838452 11838463 AGTTGGCAGAAGTTAGCGGA AGAAGAAAAGAAGCACGGGG 179

Ad06A4112 Aradu.A06 4112 p3 (TAC)6 18 11838674 11838691 CTGCGTTTTTGGAACCATTT CCAAATCCATAAGTCCAACCA 218

Ad06A4114 Aradu.A06 4114 p3 (AGA)5 15 11847721 11847735 CCTTGAAGGACAGAAGGGTG CACATTCCCTGGCTTTTGAT 255

Ad06A4117 Aradu.A06 4117 c (T)10ctttctttttttatgattttcgttctaatcttac(T)1054 11861790 11861843 CGCACTTATTTGTGGACCCT AGACGGAACGCAGATGAAAC 174

Ad06A4118 Aradu.A06 4118 p2 (TA)6 12 11862125 11862136 CTGCGTTCCGTCTTAGCAAT ATCGGTATTTCAGTAATTTTTAACTGT 275

Ad06A4119 Aradu.A06 4119 c (T)10ctctttctttaaataatttcac(T)1042 11864425 11864466 AACAGAAATGAATCAATGGCAA GGAGTGGTTCTGCTGGAAAG 241

Ad06A4122 Aradu.A06 4122 p3 (GAA)5 15 11866120 11866134 ATTTGCTGTGGAAGTTTGGC TGTGAATCAATTTGGACACCA 205
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Ad06A4126 Aradu.A06 4126 c (A)18gtgagctttcactattaccacaaattcccaccaaaccaacaagtaaagattaatt(A)1285 11877768 11877852 CCATACCTGGCGTCAATCTA TGCTTCCCTGCTTTGGTAGT 280

Ad06A4132 Aradu.A06 4132 p3 (TGA)7 21 11905098 11905118 CCCTAGCATTTTCATCGGTC AGGATGGATGATTGCCTCTG 253

Ad06A4133 Aradu.A06 4133 p3 (AGA)12 36 11914905 11914940 AAGCAGAAGAAGATGGGCCT TCGAAGGCAAAGAGAGAACG 130

Ad06A4134 Aradu.A06 4134 p3 (AAG)6 18 11915669 11915686 TCATCTTCTGCTGCTGCTTC CAAGGTACGTTTCTTGCCTTC 198

Ad06A4135 Aradu.A06 4135 c (AAG)14(AGGAAG)8cacggagaaagaagaagaagaaaaagaggcac(A)10132 11915833 11915964 TTCTGGTGATTTTGATGAAGGA TACACGCGCTATATTCACGC 258

Ad06A4138 Aradu.A06 4138 p2 (AT)8 16 11920068 11920083 TGAAGACCTGTCCGTGTGAA TAGAGCGAGACTGAGCGACA 270

Ad06A4141 Aradu.A06 4141 p2 (TC)6 12 11940757 11940768 GGTGGAACCCACCAATTTTT TTGCATGTATGTGTAGCGGG 216

Ad06A4142 Aradu.A06 4142 p3 (AGA)22 66 11942509 11942574 AAGCAGAAGAAGATGGGCCT ACAGAAGGAGATCGAAGGCA 171

Ad06A4143 Aradu.A06 4143 p2 (CT)6 12 11943067 11943078 ACACCCAAAATTCGTTGAAG TTCGTTATCCTCGGTTTCCA 147

Ad06A4144 Aradu.A06 4144 p3 (AAG)6 18 11943239 11943256 TCTCCTCGTCTTCTGCTGCT CAAGGTACGTTTCTTGCCTTC 203

Ad06A4145 Aradu.A06 4145 p6 (GAAGAG)7 42 11943405 11943446 GAGAAAGAGAAGGCAAGAAACG TACACGCGCTATATTCACGC 264

Ad06A4147 Aradu.A06 4147 p2 (AT)8 16 11952992 11953007 GTCTGCAAGCAGAAAAGGCT TTTTAAAAATGTGTCCTCTCTCTCT 270

Ad06A4148 Aradu.A06 4148 p3 (GTC)5 15 11953992 11954006 ATCGTCGTCATCAGCATCAG GAAAGTGATGGCGGTTTTGT 186

Ad06A4152 Aradu.A06 4152 c (A)10t(A)12 23 11961911 11961933 ACTGTAGGCCCCTCTTGGAT GCCAAAAGTTGGAGAGATGG 204

Ad06A4153 Aradu.A06 4153 c (T)10cttggttgaagataagtgtgaaaaaattatattaaattcttgttaatttatctcaaaaagactacttgtata(T)1092 11964358 11964449 TGGATATTTACAACGACCCTGA CATGTGCCGATTTTCATTTG 264

Ad06A4156 Aradu.A06 4156 p2 (AT)9 18 11973276 11973293 CGCAAATACACAAATTTTACGA TTCAATGCTTGATTTGCCTG 272

Ad06A4158 Aradu.A06 4158 p2 (AT)6 12 11979608 11979619 TTAATGCAGTCCAAAAGCAAA CTCCCCATTTTGTCATCGTT 233

Ad06A4159 Aradu.A06 4159 p2 (AT)9 18 11980241 11980258 CGACGAAAGAGTGGAGAAGG CGAGGAACCTTCAAAATGGT 198

Ad06A4162 Aradu.A06 4162 p2 (TC)9 18 11987103 11987120 CAATAACCCCCAATTCCCTT ACCCCAATTCCATCATCATC 271

Ad06A4170 Aradu.A06 4170 p2 (TA)7 14 12004311 12004324 TCAAGGCCTTCATCTTGGTAA CTTGCCTTGCTCTCTCCATC 207

Ad06A4171 Aradu.A06 4171 p2 (TA)6 12 12005897 12005908 TTTGGCTACATCCCATCTGA GATGGTAGAAACTGCGCAAA 238

Ad06A4175 Aradu.A06 4175 p3 (CTT)6 18 12017236 12017253 TTCTCCTTCATCAAAATCACCA CTGCTGCTGCTTCTTCTTCA 231

Ad06A4177 Aradu.A06 4177 p2 (AG)6 12 12023407 12023418 TTGTGTGGTTCGGTCAAAAA TGCAGGGATGACTTTTCCTT 209

Ad06A4179 Aradu.A06 4179 p3 (TAT)7 21 12032613 12032633 CATGTCACAGAGAACATGCAG AAAAATACACACTCATGCATAACAA 248

Ad06A4184 Aradu.A06 4184 p2 (AT)6 12 12054886 12054897 AGCATAATTCAAGTTCACGACA TTGCCCACAAATAAGTTAGGAAA 226

Ad06A4185 Aradu.A06 4185 p3 (TAT)5 15 12055716 12055730 CCATACCGTTTTGGATTGCT AACTAAAACGTGCTCGGCAT 167

Ad06A4187 Aradu.A06 4187 p2 (AT)6 12 12062892 12062903 AACTATGTGCATTTTGGCAATG GGGCCAGCAGTTTTATTGAA 230

Ad06A4192 Aradu.A06 4192 c (T)11aatcctgcgactgttttgtaatttgtgtttttatgcttctaactggttgtttttgagaggtggtaatagtttagac(T)1097 12080023 12080119 TAGGAAATCCCCTTGTGGTG AACCTTTCCAACCCCAAAAC 222

Ad06A4196 Aradu.A06 4196 c (TTA)14tagtgggtatcataacgagaataatttattaatattttttaataataatattgtg(TAA)5112 12101070 12101181 CCCAATATAAAGGCCCAGGT AAAAACTCCGTTTGCTGAACA 169

Ad06A4202 Aradu.A06 4202 p2 (AT)8 16 12143754 12143769 ATGCCCAACCATGTTTTCAT TTCACGCTCTAGATCATCACTCA 280

Ad06A4204 Aradu.A06 4204 p3 (TGA)6 18 12148710 12148727 TCATCCCGAAAGAGATTTGG GGAAGAAAGAGAAGGCGGTT 219

Ad06A4208 Aradu.A06 4208 p2 (AG)6 12 12154457 12154468 TTCCAAAAAGGGTGATCTTGA TCACTGCTCAATCACATTCCA 182

Ad06A4213 Aradu.A06 4213 c (A)10cgaaacacaactagagtactgatttctcgagaaaccttccacaattgatcagtgattcaatagttcttggct(TC)796 12184074 12184169 TGCGGCTAATTTGTTTGGTT ATAGAGGGAGCCATGTGCC 254

Ad06A4216 Aradu.A06 4216 p2 (AT)9 18 12195652 12195669 TGGCAAATTGCTAACCTAGACA TCCCTATTAAATGAAAGTTCAAGGA 133



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A4217 Aradu.A06 4217 p2 (AG)12 24 12196532 12196555 CCACCCTGTACAGCAACAGA GGGTGAGTGAGAGTGAGGGA 121

Ad06A4218 Aradu.A06 4218 p2 (CT)13 26 12196791 12196816 CCACCCCAAAGACAAGAGAG CGGAGATTGAAATGGAAGGA 210

Ad06A4221 Aradu.A06 4221 p2 (TA)10 20 12203473 12203492 GCAATTGCATGGAATGACAC CTCCTTCAACCCCAGGACTT 277

Ad06A4223 Aradu.A06 4223 p3 (TTA)13 39 12208799 12208837 TTAAGCCTTGTCCGTTGACC GAGGATTGGTAGCAAGTGGG 273

Ad06A4224 Aradu.A06 4224 p2 (TA)6 12 12210859 12210870 GCAACTCAGAGACATCACAAGG TTGAAGTCGGATCAGGAAGAA 210

Ad06A4226 Aradu.A06 4226 p2 (TC)12 24 12222071 12222094 GGGCAAATTCCTGATTCAAA GTGAAGAAACACCGTGCTCA 197

Ad06A4228 Aradu.A06 4228 p3 (TTA)5 15 12225065 12225079 TTTGCGATATGCCACTGTGT GGAAGGGGTGTCTCACAGAA 224

Ad06A4231 Aradu.A06 4231 p4 (AAAT)5 20 12230503 12230522 CCAGTGATCAACAATGCAGG TCCATGGAGAAGTTGGGTTC 222

Ad06A4232 Aradu.A06 4232 p2 (CT)8 16 12230850 12230865 GAGGCATAGAAAGAAGGCCC CCATTGGGTAGGGTGTGTTC 106

Ad06A4233 Aradu.A06 4233 p2 (TA)7 14 12231267 12231280 CGGTTGCTTCTCGTACTTGAC AAAAACATGGACAAGGCAAA 273

Ad06A4234 Aradu.A06 4234 p3 (GTG)5 15 12237824 12237838 TACCGCCTGGATGGAGATAG TTCCTTAGCATCGAAACGCT 102

Ad06A4237 Aradu.A06 4237 p3 (GAA)5 15 12245481 12245495 AAAGATGCGGAAACCAGCTA GTGGCGTTAGCTCCTCACTC 174

Ad06A4238 Aradu.A06 4238 p2 (AT)6 12 12246560 12246571 TTGCGAGAATGATACAAGCG GTTTGGAGCAGATGGTGGAT 239

Ad06A4241 Aradu.A06 4241 p3 (AGA)5 15 12250589 12250603 GCCAAACCCTGAGAAATCAA ATTGCACCCTTCCACTTACG 221

Ad06A4243 Aradu.A06 4243 p3 (AAT)7 21 12253112 12253132 ACACTGCACCCAAAACAGAA TCTCTCTTTGGAAGGTGACTCT 134

Ad06A4244 Aradu.A06 4244 p6 (AGCAGA)5 30 12253841 12253870 ACTGTGGAGGAAGGTGGTTG AGCACTCTCCAGATTCTGCC 236

Ad06A4245 Aradu.A06 4245 p2 (TA)6 12 12256320 12256331 CGGACCAAATTAGGATTCGAT TTTGCCTGTAAGGAGCAGTG 276

Ad06A4247 Aradu.A06 4247 p2 (AT)10 20 12266220 12266239 CTGTCTGAAGCCCCATTCAT TTGCCATTCATGGTTTCTGA 251

Ad06A4251 Aradu.A06 4251 p3 (GAG)7 21 12272584 12272604 AAGGAGGAGAAACACGACGA AGCGCGCTACTCACCATTAT 186

Ad06A4252 Aradu.A06 4252 p3 (TCT)5 15 12286834 12286848 GCGCTACTCACCATGCATTA TTTTTCCTTCTTCATTTACGTGC 234

Ad06A4254 Aradu.A06 4254 p2 (AT)12 24 12288481 12288504 CAAGCGAACTAATCATTGCAT TAGCTTGTTCGGCAGGATTT 278

Ad06A4257 Aradu.A06 4257 p3 (TCA)7 21 12289680 12289700 ATACAGCCTTTGGTGTTGCC GCCTTGGTGGTGCTGATAGT 140

Ad06A4258 Aradu.A06 4258 p3 (ATT)5 15 12291413 12291427 TTTTGTGCTTTTGCAAGCTG TCATATTTTTGATAGACATGAAATTGT 277

Ad06A4259 Aradu.A06 4259 p2 (AT)6 12 12292171 12292182 TGACTTTTATCGAAAATGGCTG CCCTACCCATTACCAGTCCC 179

Ad06A4260 Aradu.A06 4260 p2 (AT)9 18 12292828 12292845 GCATATACAAAACATGATTGCTCA AACTCCGGATTTTTCCAAGT 218

Ad06A4262 Aradu.A06 4262 p3 (CAT)5 15 12310715 12310729 TTGCTCAACCACCACAGAAG CATCAATCCGAGCTTTCCAT 151

Ad06A4266 Aradu.A06 4266 p3 (TCA)5 15 12343266 12343280 TACTTTTGTTGCCACCACCA GCAGCAATAAGAATGGCAGA 247

Ad06A4267 Aradu.A06 4267 c (T)11(A)10 21 12343395 12343415 GGATATCCCCTCTCTCCACC TCCAAGAAAATACAAGGTGATTGA 278

Ad06A4268 Aradu.A06 4268 p2 (TA)7 14 12344996 12345009 ATTTGCGTGACTTGAAATAAAAT TCTTATTCATGAAATCTTCCTTGG 262

Ad06A4274 Aradu.A06 4274 c (A)10tcaacccaaaaaatactgtaataaaagtttgaagcgttgtttgagaaacgcacacatgttcgacaaatatattccatgtgtgaaagtctaagagagt(GA)6119 12354643 12354761 TGTGCAAATTAAATCAACCCA CTGACTCTGCCATCTCTCCC 174

Ad06A4275 Aradu.A06 4275 c (A)10tcaacccaaaaaatactgtaataaaagtttgaagcgttgtttgagaaacgcacacatgttcgacaaatatattccatgtgtgaaagtctaagagagt(GA)6119 12360302 12360420 TGTGCAAATTAAATCAACCCA CTGACTCTGCCATCTCTCCC 174

Ad06A4278 Aradu.A06 4278 p3 (CAT)5 15 12365302 12365316 TTGCTCAACCACCACAGAAG CATCAATCCGAGCTTTCCAT 151

Ad06A4281 Aradu.A06 4281 c (A)13tacagcaataataacaacaataaaaaaaagacgatgaaaatgaaatacacaaagaaaaaagaacacaaaaaaaagaaaaaaaatat(A)11tacagaatacaaatatttgagaaagaacgc(A)10150 12388983 12389132 TTAGAGATACAATCAAACAAAGAAAAA TCACTTATATAGTGCGCTTGTAAAAT 232

Ad06A4282 Aradu.A06 4282 p6 (AAGAGA)5 30 12391082 12391111 ATTGGTGCTCTTCCAAATCG TTCGCAATGAACATTTCAGC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A4284 Aradu.A06 4284 p3 (TAT)6 18 12392313 12392330 TTAGTGCATGCTTGGTTGCT GCAATCAGCATGAGATACGG 269

Ad06A4290 Aradu.A06 4290 c (T)10gtcatattacaaataatgaaaccatattttaacacgtgtta(T)1162 12402045 12402106 GCAAGAATTGACAGGAGTTGG CCCTCCGTTTAAGAGGGTCT 212

Ad06A4291 Aradu.A06 4291 p2 (TC)7 14 12404350 12404363 CTAAAATGCAATCACGCGAA AGATGATTCGCCTCCCTTTT 262

Ad06A4292 Aradu.A06 4292 c (TTG)5tta(T)11 29 12412540 12412568 TGCTTTCTATCAGTTTATCACCCA TCACTTCTCTTGGACCTCCG 189

Ad06A4295 Aradu.A06 4295 p6 (TTTTTC)5 30 12420772 12420801 CGGAAATGTTTTGCTGTTGA TGTTTGAATTACCCCATTGC 253

Ad06A4297 Aradu.A06 4297 c (TC)6tactttttaccttttattaaacttcacacgtatta(TAT)665 12429703 12429767 TTGGCACACAAGACTCGAAC TGGAACCGGTGGTTCATACT 230

Ad06A4309 Aradu.A06 4309 p2 (TC)14 28 12466489 12466516 GACCAAAAGCAGAAGCCAAG TATCCTCTGCACCAGTTCCC 280

Ad06A4310 Aradu.A06 4310 c (TTTG)5(T)13 33 12469815 12469847 TTGGGTTTAAGGATGAAGCG CACTGCACCAAACAAAGCAT 249

Ad06A4313 Aradu.A06 4313 p2 (GA)6 12 12479440 12479451 TGGGGAATGTATGTGTTTGTG TTACGCGACATGGAATTTGA 202

Ad06A4314 Aradu.A06 4314 p3 (CCA)5 15 12484068 12484082 CGTTTTCAACTTTCGTGGGT GCCTTGGATGTGACCAAGTT 230

Ad06A4315 Aradu.A06 4315 p3 (ATT)5 15 12484520 12484534 TTGAGATTGTGATGATGCCA CAGGAAGAGTTGGCTGGAGT 193

Ad06A4322 Aradu.A06 4322 p3 (TTA)6 18 12501912 12501929 AATTAGCACAGCCATGTGGA CCAGAGTTTTCAAACTTGCGT 242

Ad06A4325 Aradu.A06 4325 c (AGA)5tgaagg(ATT)5accatgatcatgagga(TGT)979 12508046 12508124 CGCAATGGGTGTGTTAGTTG CTTGGGCAAAGGAAGACTCA 280

Ad06A4326 Aradu.A06 4326 p3 (CTT)5 15 12508304 12508318 CCTCCAACCTCTTCCATTCA GGTGTGAGGAAGAGAAAGCG 233

Ad06A4330 Aradu.A06 4330 p2 (TC)6 12 12509766 12509777 ATTCCATGGCTTTGGATTTG GGTCCAGTGAATGGCAGTCT 170

Ad06A4331 Aradu.A06 4331 c (TC)16gcttcctctctctctttctctttcttttccttctttctttctctgcgtttcatcgtcaaaacc(CT)7109 12533894 12534002 AGATGAGATTAAGGGCCGTG GTTCGACCATTGTCTTCGGT 268

Ad06A4334 Aradu.A06 4334 c (AAT)11gagaagg(TAGA)560 12543750 12543809 GAAAAGAAATGAGTGATCACATGG TGTGAGGGGCAGTGATGATA 222

Ad06A4336 Aradu.A06 4336 p3 (TAA)5 15 12545888 12545902 TGTTGTCATGGACTAAGATAAAAGA CCCCAAATTGTGGTCTCTTC 205

Ad06A4337 Aradu.A06 4337 p2 (AG)6 12 12549465 12549476 AAAAATTAAAGCGCCACCG CGTGAATTATTGGGTGGGAC 209

Ad06A4339 Aradu.A06 4339 p2 (AT)9 18 12552661 12552678 TGCATTCAATTAAATAATATCTCATCA TTGTTCCCTCCCCCTAATTC 279

Ad06A4341 Aradu.A06 4341 p2 (AT)10 20 12554707 12554726 CAAATTGCTTCATCACACCG TGGTGGTGCCAGTTATTTCA 157

Ad06A4343 Aradu.A06 4343 p3 (ATC)5 15 12556115 12556129 GATTGCTTCCGCTTTGTCTC AATGAGGGGGAGGAAGCTAA 167

Ad06A4349 Aradu.A06 4349 p2 (AT)6 12 12579403 12579414 ATTGTAACACCTCCTCCCCC AATTTAAGGTGGGGATTGGC 128

Ad06A4351 Aradu.A06 4351 p2 (TA)6 12 12589480 12589491 TTTCTGCATCTCGATTGGTT TGCAGCTACACGTGACTTGA 175

Ad06A4352 Aradu.A06 4352 p3 (TTC)5 15 12593937 12593951 TGAAACCCTTCCACCTGTTC CTCGAGACCAAGAAGCCAAC 238

Ad06A4354 Aradu.A06 4354 p3 (ATT)6 18 12597327 12597344 TGCATGCTTTGAATCTTGATG TTAAATTCCATTCCAACGGC 246

Ad06A4356 Aradu.A06 4356 p3 (AAT)14 42 12602681 12602722 TGCATTTAAGTTTCAAATATGATGT CAGTTAAATTGAATACTTGATCGAAA 225

Ad06A4357 Aradu.A06 4357 p3 (TTA)5 15 12602829 12602843 CGATCAAGTATTCAATTTAACTGTGC TAACTCTTCCGGAGCCTTCA 229

Ad06A4358 Aradu.A06 4358 p2 (AT)13 26 12605095 12605120 ATTTGGTCAGTTTATCCGCA TTCTTGAATCCGTTTTTGGC 256

Ad06A4360 Aradu.A06 4360 p2 (AG)9 18 12611703 12611720 TTCAGCCAGAAAGATACGGG CCTAGATCAACGATTGTAAAGCC 251

Ad06A4364 Aradu.A06 4364 p3 (TTC)5 15 12617906 12617920 TCCACGTTCAAACAATTTTAGG AATGCAAAGAAGAAGGCGAA 136

Ad06A4367 Aradu.A06 4367 c* (AAT)11(AATA)8*62 12626269 12626330 TTGGAATTGAAATTCACAGGG TGTGCACGCATGACTCATTA 275

Ad06A4375 Aradu.A06 4375 p3 (TAT)5 15 12649543 12649557 TAATGGCTCCAAACATGCAC ACATCAAGACGGGGTGTGTT 121

Ad06A4379 Aradu.A06 4379 p2 (AT)6 12 12657209 12657220 AAGGTGGTGAGACGTTACGC GAAGTTCACCCAAACAAGCC 247
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Ad06A4380 Aradu.A06 4380 p2 (TC)6 12 12659012 12659023 TGCATGTTGGATTTTGCATT ATAGAAGGGGAAGCCTCCAA 127

Ad06A4381 Aradu.A06 4381 c (TC)20tatcactctgtcacattgtgattt(TTC)5tccgtcgccgcgccatcctcttcatgtaagttcccccctct(TC)6132 12664350 12664481 GAGTAGAGGCCAGAGACGGA GACGAGCTCATAGCGATGGT 277

Ad06A4382 Aradu.A06 4382 p3 (ATT)5 15 12700763 12700777 GAAATCCGCATGAAAAAGGA ACCAAGCCCATTGCTGTAAC 262

Ad06A4383 Aradu.A06 4383 p2 (TC)6 12 12701056 12701067 GCACACAGCTCCAAATCTCA GATGGCGAAGATGAAAGAGC 142

Ad06A4386 Aradu.A06 4386 c (A)12cacttttttttctttctctgcactcttaaaatat(A)1056 12714982 12715037 TAAGGCCGCTCTATCGAAAA AATTGCATAAGTTTGACTTACTCGT 168

Ad06A4387 Aradu.A06 4387 c (T)10cttgtatttgactttatgttaaaatcaacatttctc(T)1157 12715487 12715543 TGATGTGTGTCACAACGTGAA CCCTTAATGCTAATGGAAAATG 258

Ad06A4389 Aradu.A06 4389 p2 (AT)6 12 12735712 12735723 CCCAAAATGCAAAACACAAC AAAAATGTCTTTACCATCATCAAAA 277

Ad06A4390 Aradu.A06 4390 c (T)10aaaaatatttggatttcagtttttcac(A)1552 12736657 12736708 GCAGGCAAAAATAAATCTAAAAGC TTGAAATTTCTTGATTTTACACCA 224

Ad06A4392 Aradu.A06 4392 c (TA)7actttttttttcttttaacaatttatatttttaatattatttagtttt(TA)1082 12738207 12738288 GTTGATTGTGTGATTTTCATTTTT ACGGTGATTCTAGCTGCGAT 252

Ad06A4395 Aradu.A06 4395 p2 (TA)10 20 12740634 12740653 TGGGATATAATTGTGACGGGA TCAAGTGCCATGCGTCTTAC 274

Ad06A4397 Aradu.A06 4397 p2 (AT)9 18 12742834 12742851 AAATCCACATTCTCGTCCCA CAAACTGATGAGAAAACACGG 256

Ad06A4398 Aradu.A06 4398 p2 (TA)6 12 12749146 12749157 TTCATTTTTCTTCCTTACACCGA GATCATCATCATGGCTTTGC 240

Ad06A4406 Aradu.A06 4406 p3 (ATT)5 15 12789373 12789387 AAAGAATCAGGGACGCATTG CCTGCTTTTACCACTCATTCG 234

Ad06A4411 Aradu.A06 4411 p2 (AT)9 18 12801846 12801863 TCATTAGAATTTGTGATAATGCGA TTAAGGGAGAAGGCAATCCA 272

Ad06A4413 Aradu.A06 4413 p2 (AG)10 20 12802845 12802864 CACCTGAAGGGGAGATCTGA ATGGTGCATGCGTGTAATGT 117

Ad06A4414 Aradu.A06 4414 p2 (TA)8 16 12808251 12808266 CGTGTTGTTCGAAAACTCTTCTT CCAGAGGAAGATCAAGCCAG 276

Ad06A4418 Aradu.A06 4418 p3 (TTG)5 15 12817324 12817338 GTGCTAGGTGGGAGACAACC TGCGTGACTCTCTGTTCGAT 251

Ad06A4422 Aradu.A06 4422 p2 (AT)6 12 12828364 12828375 TTGTCAATGTTTACACGAGCA GCCCACCAAATAATGCAGAT 233

Ad06A4424 Aradu.A06 4424 p3 (AAT)8 24 12835731 12835754 AACCGAATAAAATCTATGCTCTAAAA TGACATTATGTAATTAGATGCACGTAT 151

Ad06A4425 Aradu.A06 4425 c (T)10atatttttttc(T)1132 12837301 12837332 TTTTTGTCAGATCTGCTACGGA GCAGCAACAAAAGAATGACAA 247

Ad06A4426 Aradu.A06 4426 p2 (AT)13 26 12840455 12840480 CCAATGGCATGTTGAAGAAA GGCCAAGGAAATGTCACTGT 212

Ad06A4427 Aradu.A06 4427 p2 (TA)8 16 12840891 12840906 CATGAAACCAGTACCATTTCAGA AAAATTTTAATTGGCTGCAAAAA 241

Ad06A4428 Aradu.A06 4428 p2 (TA)6 12 12841185 12841196 AACGATAAAAGCATAATTAAAACAGC CCAATGATAAAGAGAATGAAGGC 140

Ad06A4429 Aradu.A06 4429 p2 (AT)7 14 12844047 12844060 ACTTGCTCTTCACTCCACCG CATAATGACCTAATTGAAAATTTGATA 263

Ad06A4433 Aradu.A06 4433 p3 (TTC)6 18 12865668 12865685 TAAACCCCAAAAACGCGATA GAGAAGGCAAGAAACGAAAGAA 233

Ad06A4434 Aradu.A06 4434 p3 (TTC)5 15 12865899 12865913 TTCGTTTCTTGCCTTCTCTTTC TCTTCCTCATCTTCGGCTGT 198

Ad06A4435 Aradu.A06 4435 p2 (GA)10 20 12868603 12868622 ATGCAATAAGGACATGCACA CAACCTTACATTGGCACACG 243

Ad06A4437 Aradu.A06 4437 p3 (AAC)6 18 12874180 12874197 TCCAAGAGTCTGAATCCGCT TAAACTTGGTGGTGGCCTTC 256

Ad06A4439 Aradu.A06 4439 p3 (AAT)6 18 12876178 12876195 TTGATTGATCGTATGACTCATTTTT CAGATGCTCTCACAACATGACA 222

Ad06A4442 Aradu.A06 4442 p4 (TATT)5 20 12883453 12883472 GGAGGCCAAAATAATTGTTCA GCCCTTCCACACTACCAAAA 260

Ad06A4444 Aradu.A06 4444 p3 (ATA)6 18 12886378 12886395 TGGTTCGATAGAAGCGAGGT CAAATCACAAGTCACACCCA 171

Ad06A4447 Aradu.A06 4447 p2 (TA)9 18 12891883 12891900 TCGGTGAACTAATTTATCGATTTTC AAGTTAACAAAAATCACTCAAAGACG 177

Ad06A4450 Aradu.A06 4450 c (CTT)5gctgcacgttcttattcctcttcc(TCT)554 12898210 12898263 CTTACACGCGCTACATCCCT GAAGGAGAAAGAGAAGGCAAGA 218

Ad06A4451 Aradu.A06 4451 c (AAG)5aatttcagaaaccatgaaaatcgaaaaaaaaat(GAA)5gag(GAGGAA)5gaagacgaagacgaagaagaagaag(AGA)5136 12898974 12899109 CGTGCAGAAACGAAAGAAAA AACGTAACTACACGTGCCCC 240
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Ad06A4452 Aradu.A06 4452 p2 (AT)6 12 12910257 12910268 GCCGATGTTGACTACAGTGC AAGGGCACGAATTTTTAAATGA 237

Ad06A4457 Aradu.A06 4457 c (TTA)6aat(TA)10 41 12931961 12932001 TTGGTGAACCAAACTTTAAATTAGTC TGAGACCCAATCTAACTCAAACA 228

Ad06A4463 Aradu.A06 4463 p2 (AT)9 18 12949288 12949305 TCAGAGACGATTTTGATTTTGA ACCGTGGATTATACGTAAACAAA 216

Ad06A4466 Aradu.A06 4466 p2 (TA)9 18 12958569 12958586 GCCCCCAACAGAAACAAGT CGTGACTCATTAGTACAAAAAGCAA 279

Ad06A4468 Aradu.A06 4468 p2 (AC)8 16 12959435 12959450 AAATTCGCCCATTTCAACAC AACTGCGACGGTTGCTAAAT 209

Ad06A4469 Aradu.A06 4469 p3 (TTA)5 15 12960227 12960241 TAATCCCTCCCTGTCACACC ATTACGAAATAGGGCCAGGG 218

Ad06A4471 Aradu.A06 4471 c (AT)6aatg(TAA)6 34 12967645 12967678 AAGAGGAAGTGCCAAAAGAAG TGTGGTAGGGTGTTACATTAGGG 224

Ad06A4477 Aradu.A06 4477 c (T)10aatggtcgatcttttgtatgaattttggtaattcgttcttcatgtttttaagcatgatacttgacttattaaaaaat(A)1097 12976618 12976714 TGATGCTGCCTACCATGAAA TGTAGAAGGGATCAACCCCA 270

Ad06A4478 Aradu.A06 4478 p3 (AAT)5 15 12977105 12977119 TTTTAGCTGTTTTTCTGTTTTTCAA TTCCTTGTATCTATCCGGCTTC 208

Ad06A4480 Aradu.A06 4480 p2 (AT)8 16 12979044 12979059 CGGATTGGTTCCTTGGTAGA TAACCAATTTCGGTTGATCG 263

Ad06A4484 Aradu.A06 4484 p2 (TA)6 12 12984127 12984138 CGTTTTAATAGCATTGATGAGTGG TCGAACACAACTATGCAAATCAC 177

Ad06A4490 Aradu.A06 4490 p2 (AG)6 12 12996452 12996463 CCCGGACACTCTTACTCGTC AGGTCGTAGCACTCGTTCGT 256

Ad06A4492 Aradu.A06 4492 p3 (GGA)6 18 13002381 13002398 AGAGGAGGTCCCCAAGTTGT AAGACGCTAGGAAGAGGGCT 110

Ad06A4495 Aradu.A06 4495 c (TC)6(T)10 22 13013089 13013110 TCCAATGTTACGTGGTATGCTC TTGGCTTGAGGTGGGTAATC 279

Ad06A4497 Aradu.A06 4497 p2 (TA)12 24 13019228 13019251 TTGTTTCTACATCTCTGTTTCCTCC CAATCATTTAGGCTTCTTTTGC 255

Ad06A4500 Aradu.A06 4500 c (T)10gggattaattaatattagaagtaaaagactaaatcg(A)1056 13024125 13024180 ATCCGGGACGGATTACATTT TTGTATCTTTGGTGACACACTCA 280

Ad06A4503 Aradu.A06 4503 p2 (AG)6 12 13052921 13052932 TTGGGATGATACTGAACGGC CGTAAAATCTCCATGACCCG 242

Ad06A4505 Aradu.A06 4505 p4 (TTAT)5 20 13071487 13071506 CCCATATGGTGGACACATGA CCTAATAAAATTCTCTATCTTTGGCA 233

Ad06A4507 Aradu.A06 4507 p2 (TA)6 12 13085078 13085089 GGGTGTAAGGAAGTTGCCTG GCTTCGGAATTGATGAGAGG 209

Ad06A4513 Aradu.A06 4513 c (T)10gcactgtatgcttttttg(T)1038 13112769 13112806 TGTCCTCGAATCTGGTAGGTG TCCAGTATTTGTCACGTCTTTCTT 233

Ad06A4517 Aradu.A06 4517 p2 (AT)6 12 13131522 13131533 GCTTAGATATGGCACAGGGC AATGATTAATTTTGACGTGCG 259

Ad06A4518 Aradu.A06 4518 p2 (TA)6 12 13137763 13137774 CCTGGTTGTTATCATTATCGTCA TGCTTTGAATGTATTTTGTTGGA 133

Ad06A4520 Aradu.A06 4520 p2 (TG)6 12 13138977 13138988 AAAGGTCCATCCTCCTTGCT GGATTCTTTGTAGCCGTGGA 272

Ad06A4521 Aradu.A06 4521 p2 (TA)10 20 13142645 13142664 CTCAATGGAAGGAGGGAACA TTCAAATTGGTTATTGACACAAAGA 279

Ad06A4523 Aradu.A06 4523 c (GAT)7(GAG)8 45 13144037 13144081 AGCTGAGGATGTGAGGGCTA CTTTGTTTCGACCACACCCT 262

Ad06A4524 Aradu.A06 4524 p3 (GAT)5 15 13144649 13144663 AAGCCCAAGCAAAGTTGATG TGCCTCTCACCAGAACTCAG 146

Ad06A4525 Aradu.A06 4525 c (T)11agttaggtccctataaaattaagccgattattgctaagagggacctaattg(A)1072 13146926 13146997 TTTCTTTTATTTGGGTCCCG TCTTTTAAGTGAGTCCCTACACCA 126

Ad06A4526 Aradu.A06 4526 p2 (AT)8 16 13155061 13155076 GAAGAGGGTTGATGTTCGCT TTCAGAAATGACAATTTTATGGGA 203

Ad06A4528 Aradu.A06 4528 p3 (TTA)7 21 13156955 13156975 AGCAACCAGCATTTCAGTCA GGCATTGCCTACTAATTCACTTTT 246

Ad06A4529 Aradu.A06 4529 p3 (TTA)5 15 13164756 13164770 CGTTTCATAATTTTAATGGGAGG CCACATAGGATTTGGTGGCT 147

Ad06A4530 Aradu.A06 4530 p2 (AT)7 14 13165112 13165125 CGCACTGTAGCATTCTTCCA ATTAGCCTGAGCAGCCTTCA 117

Ad06A4532 Aradu.A06 4532 p2 (AT)10 20 13165572 13165591 AAACTAATAGAAAGAGCCACATCAG ACATGTAAGCACGGATGCAA 220

Ad06A4534 Aradu.A06 4534 p3 (TAA)5 15 13168995 13169009 TTTTAGGGTCCAAGTGCCAA TTCTCAAACGAACACCCCTT 249

Ad06A4536 Aradu.A06 4536 p2 (AT)10 20 13183722 13183741 TGGCATCATGATAGAAACTAAAAA TTGTATGTTGGCTTACTCCCTACA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A4537 Aradu.A06 4537 p2 (AT)11 22 13184165 13184186 TTAACAAAAAGAACCACGTTTG GATAACCAACCGGTTCATCG 245

Ad06A4538 Aradu.A06 4538 p3 (GGT)5 15 13186232 13186246 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 227

Ad06A4539 Aradu.A06 4539 c (AAG)5aaaaagaaaaagaagaagaagcacggcaaaaaaagaaaaagaaaaagaggcgc(A)1078 13187447 13187524 AGTGGTGTTGGTAACGACGA CACGTACAAGCACTTTTTCATACA 213

Ad06A4540 Aradu.A06 4540 p3 (AGA)5 15 13196959 13196973 CAAATTTTGAAGACATAAGTGGAAA TATGTCCATGTCCGTTTTGC 250

Ad06A4543 Aradu.A06 4543 c (TAT)6agttag(TAT)642 13215851 13215892 TGTCATTGTATTGTACTGGAAGTTAGT CATTCCCAAAACCAGGCTAA 232

Ad06A4544 Aradu.A06 4544 p3 (TGG)11 33 13229222 13229254 AGCTGAGGATGTGAGGGCTA CTTTGTTTCGACCACACCCT 222

Ad06A4545 Aradu.A06 4545 p3 (GAT)5 15 13229827 13229841 AAAAGAAGACAAGTCCGCCA GCCTCACCAGAACTCAGATCA 171

Ad06A4549 Aradu.A06 4549 p3 (AAT)7 21 13236844 13236864 GAAAGTTTCATGATTTCGTCCC TGCAAATTCATTCGTTGTTTTC 155

Ad06A4552 Aradu.A06 4552 p4 (ATTT)5 20 13239352 13239371 TCACACACATAGAATGGTGCC GGGTGTTTTGGTGGACAAAT 253

Ad06A4553 Aradu.A06 4553 p3 (AAT)5 15 13239665 13239679 TGGAATTTGGTTGACAGGGT CCAATTCTAACTAGCTGGGCA 271

Ad06A4554 Aradu.A06 4554 p2 (CT)6 12 13239908 13239919 TCAGGAGCAAACCCTTCTTG GGATGAGGCTGAAGAAGCAG 271

Ad06A4555 Aradu.A06 4555 p3 (ATA)12 36 13244537 13244572 GGGGCTCAATTAATCACAGG CATCTGATCTCGGGAATGGT 252

Ad06A4556 Aradu.A06 4556 c (A)11tctaagaaccagtatttttattaaaatttattaacatttaatcagt(A)1168 13253581 13253648 TTGCATTGCATAATGGATCG TGCAGAAGAATGCTAAGAAACG 221

Ad06A4557 Aradu.A06 4557 p3 (TCT)6 18 13255132 13255149 AATTAAGGTTCAAATGGGCA TGACCGTGACAGCAAGTAGC 266

Ad06A4558 Aradu.A06 4558 p3 (TTA)5 15 13255354 13255368 GCTACTTGCTGTCACGGTCA TGGGTGTCAATATTCTCGGC 214

Ad06A4559 Aradu.A06 4559 p3 (ATT)6 18 13257995 13258012 GCTGCATTTGTTTTCGGAAT TGCTTTTGCATGATTGCTTC 251

Ad06A4561 Aradu.A06 4561 c (A)10tacccaactcggcctctgatc(T)1041 13276147 13276187 TCTCGAAAGGACAACGAGGT AAAGCCAAAACGGTCTCTGA 230

Ad06A4563 Aradu.A06 4563 p2 (AG)6 12 13299741 13299752 CGGAAAAGCACACCAAACTT TACACGTTTGACCCTCCCTC 119

Ad06A4570 Aradu.A06 4570 p3 (GAA)5 15 13328144 13328158 GCAGGGTAGCTTGAAAGTGC TCCACACACAAAAATCATTGC 147

Ad06A4573 Aradu.A06 4573 p2 (GT)6 12 13351712 13351723 ACGTGAAAGTGGGTATTCAAA ATAAACAAACCCCGAGTCCC 178

Ad06A4574 Aradu.A06 4574 p3 (TGA)6 18 13354745 13354762 CGCTTTCCAAAAACACGAAT TGAGTTACCCAGGTTCGGTC 207

Ad06A4576 Aradu.A06 4576 c (T)10cgaatttccttaacattttcgatctacgttctcttctatatttgtgtttctcttggttcgttttctgtg(T)1190 13359300 13359389 AACCAACATTTCAATAAATGCG CAATAATCCACTTTACTCTGGTTCAA 276

Ad06A4577 Aradu.A06 4577 p3 (TTA)5 15 13361134 13361148 TTTCAGCCAAGCCAGTTTTT TGCTTCATCTCATATCATAACATCG 225

Ad06A4578 Aradu.A06 4578 p2 (CA)15 30 13361813 13361842 CCCGCTAAAACAATCTCCAA TTTGCATTTCGAGCTGATTG 280

Ad06A4579 Aradu.A06 4579 p3 (ATT)13 39 13367150 13367188 TACTTCGGCAATGGTTGTGA TTTTTCATTTATTTCACTTCATCTCA 243

Ad06A4580 Aradu.A06 4580 p3 (ATT)8 24 13369657 13369680 TTTCACCTCGTGTACTTCGG TCATTTATTTGACTTCATCTCGTTTC 236

Ad06A4581 Aradu.A06 4581 p3 (ATT)18 54 13372147 13372200 TTTCACCTCGTGTACTTCGG TTCGCTTCATCTCGTTTCTTT 258

Ad06A4582 Aradu.A06 4582 p2 (AT)7 14 13372806 13372819 TAAATCATTTGGTGCCTCCC TTCTTTTACCCCAGCACCAG 212

Ad06A4583 Aradu.A06 4583 p4 (AAAT)5 20 13374713 13374732 GCACCTAAACAAAACACTAAACTGTC AGGACAATGCCTCCTGTGTC 249

Ad06A4584 Aradu.A06 4584 p3 (TAA)5 15 13375710 13375724 AAAATTCAAATTCTCCCCGC GATTCAAAGGGTGATTAAAGGATG 100

Ad06A4586 Aradu.A06 4586 p2 (CT)6 12 13387112 13387123 TTCCAACAAGCCCAATCTTC CCGATTTCGTGGGAGAGTAA 267

Ad06A4587 Aradu.A06 4587 p2 (TA)6 12 13387532 13387543 CGAAATCGGTTGTTTCGTTT ACAACAACCCCAGCAAACTT 266

Ad06A4593 Aradu.A06 4593 p3 (GAA)6 18 13432089 13432106 TCCTTGTGGTTGATCGCATA TCAGAAGTAGCGCAGCACAT 133

Ad06A4594 Aradu.A06 4594 c (TTC)7tctctacttccgattttctcatctctgtga(T)1061 13432714 13432774 CTTGAGTGCTTGGTTCCCAT ATGGCCAAATCGTTCTTGAG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A4599 Aradu.A06 4599 p2 (TC)6 12 13444800 13444811 CAGGGCATAGAAAGCATTGA AAGCTTCCATCAAATCCATGA 228

Ad06A4600 Aradu.A06 4600 p4 (GAGT)7 28 13452273 13452300 TCGCCATAGAAGCAGTTCCT CCACACACATACCATCCCTTT 237

Ad06A4604 Aradu.A06 4604 p3 (TAT)5 15 13464073 13464087 CAGAATCAGTTAGGATCTCATCCA TTGAATCAATGGAGTCACACACT 252

Ad06A4605 Aradu.A06 4605 p2 (AT)8 16 13466394 13466409 GGTATTAGGTGTCCGGAATCA TGACATCAATTTGAAGCATCG 275

Ad06A4607 Aradu.A06 4607 c (A)12tggaggcagacaccatcagcaatgaacactaagatcagaaatggaggtagacctccttacaaatgaaaactgaaaaaatgg(A)11104 13481946 13482049 CGTTCGCCATTAAGAACCAT GCTAATGGAATGGCAACTGG 240

Ad06A4608 Aradu.A06 4608 p6 (CCTCCA)5 30 13484915 13484944 CTTCTTCCTCCTCCACCTCC TGCAAATATGAGCCCAATCA 265

Ad06A4609 Aradu.A06 4609 p3 (CCA)6 18 13485443 13485460 CGGTACCAGAGCCTTCATGT AGTGATGCCTATGGGAGTGG 222

Ad06A4611 Aradu.A06 4611 p2 (TA)8 16 13495449 13495464 TTTTCTCCATTGACATTGGTATG CGTCTCAAAACATCAATTTTCGT 268

Ad06A4620 Aradu.A06 4620 p2 (AT)8 16 13508972 13508987 TTCATTTGATCTTTTCGCCC CGTGAAGTTGATTACACTTGAATTT 212

Ad06A4622 Aradu.A06 4622 p2 (AT)6 12 13513723 13513734 TTGCCACAAACGGTACAAAA AATCACAGAAGGGTGCAAGG 161

Ad06A4627 Aradu.A06 4627 p2 (TA)7 14 13524338 13524351 GAACATTTTATATCCGTTAATCAGAA TCGGTCAAAATCGGTTAAAA 280

Ad06A4632 Aradu.A06 4632 p3 (TTA)6 18 13536251 13536268 CTTAGAAGAACCTGGCACGC CAAGTGCGAGATTAGTGGCA 105

Ad06A4635 Aradu.A06 4635 p3 (ATT)16 48 13554030 13554077 AGTGTGTATGCCCAGCAAAA TCCGAATCACTAATGTCCCA 249

Ad06A4640 Aradu.A06 4640 p3 (TGA)6 18 13582134 13582151 CGATGTGCCCTAGCGTTTAT TGATTTCCTCTGACGAGCCT 258

Ad06A4647 Aradu.A06 4647 p2 (AT)17 34 13593194 13593227 TTCTCATCTTCTTCTCATTGTTCC AAATTTGGATGAGATTCTAACTGATT 216

Ad06A4648 Aradu.A06 4648 p3 (AAT)6 18 13599162 13599179 CTTCTTCCCTCTCCTTCGCT TGTTGGCAACTTTGAATGGA 202

Ad06A4649 Aradu.A06 4649 p2 (CT)9 18 13611450 13611467 AGACAGCGCTGGAAGTGATT AAACCTGGGATCGAGAGTCA 260

Ad06A4653 Aradu.A06 4653 p2 (CT)10 20 13627458 13627477 AAAATTGTGAAAGAATGGGAAAA TCTCACGGTCCACAAATTCA 249

Ad06A4654 Aradu.A06 4654 p2 (AT)6 12 13629149 13629160 CCGAACTTGAATTTGGAGGA CCGTGCTTCTTGTAGTGACG 275

Ad06A4655 Aradu.A06 4655 p2 (CT)6 12 13640866 13640877 TATCCCTTCCTCCCTCCATC TGCAAGCAACCCTAAAAGAAA 272

Ad06A4657 Aradu.A06 4657 p2 (AT)8 16 13651583 13651598 CCAACGGTGAACAAATGAGA AAGTGGGTGAGAGAGAGGCA 277

Ad06A4659 Aradu.A06 4659 c* (A)10cgaagaagaaa(AAG)7(GAAGAG)6*(GAA)6gacgaagac(GAA)5g(AGA)6135 13655521 13655655 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATCTTGA 257

Ad06A4660 Aradu.A06 4660 c (AC)6(AT)9 30 13655862 13655891 GTAGCAGGCCCAAACAAAAA TGACCATAAATGCAATAGTTTTAAATG 212

Ad06A4661 Aradu.A06 4661 c (CAC)6catcaccactaccaccaccaacaccaacacaaacacaaacacaaa(CAC)5taaccaacaccaacaccaagaacaccaaacaacagcaacaacaccat(ACC)10155 13656396 13656550 TCCTCTTCACCTTCCTCACC TGGTGTTTTCGGTGTTGGTA 240

Ad06A4666 Aradu.A06 4666 p6 (CTCTTG)7 42 13673382 13673423 TTCCCAGAAGCCTTCATCAT GATGCCATGACCAGGAAGAT 270

Ad06A4669 Aradu.A06 4669 p2 (TA)8 16 13725229 13725244 AATTCTGGTGCGATTTTTCG CACACAAAAAGGATAAACATTTGA 182

Ad06A4670 Aradu.A06 4670 p5 (TTATC)5 25 13729981 13730005 AAATAGGCCCGGACAAAAAC CGCTGATTAGTTGGTTGACG 173

Ad06A4674 Aradu.A06 4674 c (TTATC)9ttatttcttagataagataagttag(TTATC)6100 13759409 13759508 CTGGTTAGTTGTGCGGGATT GGGACACAGCCCAATCTAAA 258

Ad06A4676 Aradu.A06 4676 p3 (TTC)7 21 13766795 13766815 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 279

Ad06A4678 Aradu.A06 4678 p2 (AG)6 12 13769671 13769682 CTGGCCTTAGGTGCCATAAA CAGGATTCCCACCTACTCCA 136

Ad06A4682 Aradu.A06 4682 p3 (TCT)22 66 13825746 13825811 TCCCCCAATTATCTTCACCA TTATTGTTGCCGCTGCTATG 256

Ad06A4687 Aradu.A06 4687 p3 (GAT)6 18 13844807 13844824 GGATCACAATTTCGTCCACC CCTGGCAGTAGAAGTCGGAG 153

Ad06A4688 Aradu.A06 4688 p5 (TTATC)5 25 13856542 13856566 TGTTGGACTGGCTGCACTAC AAGGTGGTTCCCCAGAAGAT 249

Ad06A4689 Aradu.A06 4689 p5 (AAGAT)5 25 13858518 13858542 ACACAGTCCAATCCAAAGGC CTGCTGATCCTTCTTCCTCG 274
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Ad06A4690 Aradu.A06 4690 p5 (AAGAT)5 25 13898611 13898635 CAGAGAGAAGGACGGTTCCA GAAGCTGGTGTGTCCGATTT 277

Ad06A4691 Aradu.A06 4691 p5 (AAGAT)5 25 13902406 13902430 AAGGTGGTTCCCCTGAAAAT TTTGTTGGACTTGGTGATGG 249

Ad06A4696 Aradu.A06 4696 p2 (AT)8 16 13946371 13946386 TGGGGTATTTTGTCCCCTTT TGGGAACATTGGGAGGAATA 223

Ad06A4700 Aradu.A06 4700 p3 (GAA)5 15 13998969 13998983 CGGGTCATGTTCCTCTGTTT TATGGTTGGGTTACCTCCCA 243

Ad06A4701 Aradu.A06 4701 p5 (TTATC)6 30 14009148 14009177 CCTGGGTGCTCCAGTGTATT CCAATCTAAAGGCAGCCAAA 159

Ad06A4702 Aradu.A06 4702 p4 (TTTA)5 20 14010418 14010437 GCTCTTATCTTTTCTTAATCTTTCCTT CCCCAAGGTTCTTCTTGGTT 280

Ad06A4704 Aradu.A06 4704 c (A)11gag(T)10 24 14035956 14035979 GTACGCGTCCTTCAACCAAT GCAAAAGAAAATGGAAGGGG 109

Ad06A4705 Aradu.A06 4705 p3 (CAT)5 15 14040415 14040429 CGACTCAGGATGTTCGACCT TCATTTGGTGGGCAGTGTAA 244

Ad06A4706 Aradu.A06 4706 p3 (AAT)7 21 14044423 14044443 AAGGCTTTGAGCACCACTGT TTGAGCCTAGCCGTGACTTT 160

Ad06A4707 Aradu.A06 4707 p5 (AAGAT)6 30 14046163 14046192 AAACAGAGGAACACATCCCG CCTGGGTGCTCCAGTGTATT 183

Ad06A4708 Aradu.A06 4708 p5 (GATAA)5 25 14048630 14048654 GAAGAGGTAAAGGCGGTTCC ATGGTGCTGATCCTTTGTCC 242

Ad06A4709 Aradu.A06 4709 p2 (CT)8 16 14058025 14058040 AGCAAGTTGGTCTCGAAGGA GATAGCATGGCTGATTGGGT 277

Ad06A4711 Aradu.A06 4711 p3 (GGA)5 15 14075897 14075911 CCAAAAAGAGAGTGCAAGGC TTCCTTTGGCTCCTCAAATG 141

Ad06A4716 Aradu.A06 4716 p2 (AT)10 20 14128508 14128527 AAAGGAAGATTTATGCAAATAATGA AAAACCCTGGTCATGTCAAAA 233

Ad06A4720 Aradu.A06 4720 p3 (AAT)5 15 14162335 14162349 TTGATCCAGAACCTGAAAGGA TTGGATGTTGGCTTTGTGAA 166

Ad06A4721 Aradu.A06 4721 c (T)10c(T)10 21 14181463 14181483 GCAGACATGGCAAGTTGAGA TGCAAACCACCTTTAACATGA 256

Ad06A4732 Aradu.A06 4732 c (T)10aattgggtctctgcaccaa(T)1039 14209385 14209423 TCGGTTGGCAAATAAAAGATT TTTTTATTGGGTCCCTGCAC 280

Ad06A4737 Aradu.A06 4737 p2 (TC)7 14 14218566 14218579 CAGTTTTCGGAAGCTTGGTT GAGCAACACCAACAGCAAAA 122

Ad06A4739 Aradu.A06 4739 p2 (TA)8 16 14251551 14251566 TGCATGTGAGTTTTCACCAAA TGTGCTGGTTTTGTAGAATTGC 151

Ad06A4741 Aradu.A06 4741 p4 (TATC)5 20 14253362 14253381 AACTTGGCAAATGCGATACC CGATGAATTTGTATGATGTTCATGT 267

Ad06A4742 Aradu.A06 4742 p2 (AT)9 18 14254970 14254987 AAATTTTTGAGAGACATGATTTTATGA TGAGAAGACCTTGGGGAATG 266

Ad06A4743 Aradu.A06 4743 p2 (TA)6 12 14255390 14255401 AAGCTGGTGCAACTCAAGGT CCCCCTCTCTCCTTCTAAGAT 148

Ad06A4744 Aradu.A06 4744 p2 (TA)6 12 14255873 14255884 TCTTCCACGTAAGATCGCAA GAGCATAGAGGCAATGGTGG 247

Ad06A4746 Aradu.A06 4746 p2 (TA)7 14 14257628 14257641 ACTGAGGACTGCCGGAGTAA TCATGATGGAGATGGAACGA 263

Ad06A4754 Aradu.A06 4754 c (TC)10ttttggtctctccactttctccttcttacagtggtcggttatcagcattcagtagccccatattcaccactaccctct(TTC)6116 14295126 14295241 GGGGACCAAAAATTGTAGGAA TGAAGAACCCTCGGAGTCAG 251

Ad06A4756 Aradu.A06 4756 p2 (TA)6 12 14299650 14299661 TGATAGGTTTGAAAGGAAAAGAAAA GCAGTGTGTAAAACTGCATTGA 228

Ad06A4757 Aradu.A06 4757 p2 (TA)8 16 14304314 14304329 AAGCAATAGGCTCTTGATACCAT CTGCATTGCTGTCTTTCTTGA 276

Ad06A4758 Aradu.A06 4758 c (T)11gaaaaaactcaaatactacataaaaataaaaattaaataataaaatatgacactg(A)1076 14304636 14304711 TTTTTAATTGACAACATAAATGCAA TGCCAAATTTTTGGGTCATC 241

Ad06A4759 Aradu.A06 4759 c (A)10tttagtcccctttcacccaaataaaaaaagttttaggctcttataatttgtaaactagttg(A)1081 14305351 14305431 TGAACCCAACATATGAGCCC TTCACTGTATCTCCTCCTTGCAT 245

Ad06A4760 Aradu.A06 4760 p3 (TAG)5 15 14307402 14307416 TCATTTATTCACATTATGATTTCGG TCCATTGAACAGTTTCGCAC 227

Ad06A4761 Aradu.A06 4761 p3 (ATA)13 39 14309079 14309117 CCCAGATGTTAACGGTGAAA CCATGCTTATGATTATTTGGAGG 270

Ad06A4762 Aradu.A06 4762 p2 (TA)6 12 14310199 14310210 TCAATCATTACTCACACATCATAATCA CGTCGAGTCCACTCATGAAA 193

Ad06A4764 Aradu.A06 4764 c (TAC)9(TAA)17 78 14313672 14313749 TTTTTCAAACCAATATGCATGAC TTCATCCAATGCAAGAACTACTAA 267

Ad06A4765 Aradu.A06 4765 c (AAT)5aaacgagataagagatgagtatttattttaataaatattattcaatc(T)1072 14319352 14319423 GCTACTGACGAAGAAGGACAAGA ACAACAAAAATTAGCTACAATAAACAA 273
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Ad06A4767 Aradu.A06 4767 p2 (GA)7 14 14324372 14324385 AGAAGAGAGGAAAGGCCTGC CTTGTAGCCGTGGTGACAGA 280

Ad06A4772 Aradu.A06 4772 p3 (ATA)9 27 14357778 14357804 TCTTTGTCGTCACTCTTCTTTATACG CTACGCAATGCAACCAAGAA 136

Ad06A4774 Aradu.A06 4774 p3 (AAT)5 15 14359310 14359324 CGTTGAAGGAGGTGGGAATA CCTTCTTCACTTCCATGATGC 165

Ad06A4775 Aradu.A06 4775 p2 (AT)6 12 14359677 14359688 TGCAGACTATAGCTACTAGGAGTGAAT GCATGGAAACAGGGAAATTG 280

Ad06A4784 Aradu.A06 4784 p2 (TA)6 12 14381200 14381211 TGTGAATGGAGAGAATCATGGA TCCATCTTCCGGACATAACC 254

Ad06A4785 Aradu.A06 4785 c (T)10ggattttatgctctgttgtttattaaaaaaattaaaaattaaaaattgttatggcaagttatgaattattacgttgaaataatatttttaagct(TA)8120 14383394 14383513 AGGACGAGCAAATGAGCAGT CCTCATTTTAGAAGGTCGTGC 246

Ad06A4789 Aradu.A06 4789 p2 (TA)8 16 14388820 14388835 CCTTGACACACGCTTAACGA ACCACAAGGTAGGTTCACCG 205

Ad06A4790 Aradu.A06 4790 c (T)11atttatctttgtttaggagtgacaaataaaacgaagttctactagaccgattcgtttaacttgtaaaaaagatgaagcatgcataaaatttgggattg(A)10119 14390261 14390379 CTTTTGGAGTTCGCTTGCTT CCAAAGTAAGTTCAAAGGCCC 203

Ad06A4793 Aradu.A06 4793 c (A)12gttataaaaacttaattaaaaattttacaaaactataaagaccaatagaataattaaacctt(A)1185 14405643 14405727 CACAAATCCTTTCTCCAATTTAATC TGTGATTGAGGGTAAGGGAA 164

Ad06A4799 Aradu.A06 4799 p2 (GA)7 14 14418137 14418150 TGAGTTGTGCTGGATTGCAT CCTTTGCCCTTCTTGAAATG 240

Ad06A4800 Aradu.A06 4800 c (T)15acaaacagaaaatg(A)11c(A)1152 14421353 14421404 TCAAGACGACAAAATATAGCACG AGTTGACCACTCGACCAACC 221

Ad06A4807 Aradu.A06 4807 p3 (TTA)12 36 14450189 14450224 ATATACCCTCTGGCCAGCCT TTGGTTCGAATTTGACCAGTA 272

Ad06A4808 Aradu.A06 4808 c (A)13cccaataccattaaatgaaatgtgaaatacatgcgcccaatacacacgaaatcgcccaacgcttcttttccccacg(CTT)10119 14450486 14450604 TTTAAATCCATCCAAGTTGACC CATGTGAAGAAGAAGGAACCG 169

Ad06A4809 Aradu.A06 4809 p5 (TCAAT)5 25 14451253 14451277 GAACGCCTCCTCATGGTAAA TTGAATTGAATGGACAGAGGTG 152

Ad06A4810 Aradu.A06 4810 p2 (AT)7 14 14456171 14456184 CTGCAATACATGAACGAAGCA CCGATTACGCTCACAATATGAA 159

Ad06A4812 Aradu.A06 4812 p3 (AAG)6 18 14458124 14458141 AAAAACTTGAATTGTCGGCG TGAGCAGTGAAAAATGGCTG 153

Ad06A4814 Aradu.A06 4814 p2 (TC)6 12 14459533 14459544 AAGTCAAACCCCGTACCAAG CAGCACATGCATTCACTCAA 271

Ad06A4817 Aradu.A06 4817 c (A)11cagttttactctacttggttatagaa(T)1451 14471183 14471233 GAGCATTTGTTATGTATAGCAATTTTA ACCGTACACCGTCCTTTGAG 201

Ad06A4819 Aradu.A06 4819 p2 (TA)6 12 14482927 14482938 GTAGACGCAGTGGCTTGTCA TTTGCTAAACCTTTGGACCG 198

Ad06A4820 Aradu.A06 4820 p2 (AT)9 18 14484722 14484739 TGGTCCCTAACGTAGAAGTCG CTCTTCTTCCCTGAAACCCC 220

Ad06A4821 Aradu.A06 4821 p3 (TTG)7 21 14485474 14485494 GCTTCTGGTTGCTTCTGCTT TTCCCCTTCTTCCCAAAAAT 238

Ad06A4824 Aradu.A06 4824 c (T)10c(T)10 21 14490792 14490812 TTTTTGAAATGACTGCGTGAA TGTGTGGTGTAACACAAAAATTACA 100

Ad06A4825 Aradu.A06 4825 p3 (AAT)5 15 14493270 14493284 TTGCACCTCCTGAACTCTGA CCAGAAATGGCTGCGTTAAT 174

Ad06A4826 Aradu.A06 4826 p3 (TTA)5 15 14495641 14495655 TCGGACACTAGCACTTGCAC AGCAGTTACCTAAGCTGGCG 188

Ad06A4827 Aradu.A06 4827 c (T)10ccctattttttcttttactttttactttttttcggccacgtctttttag(T)1069 14496362 14496430 TGACAAACAAAACAGGGAGG GCAGCAACTATCTTTTGGGC 262

Ad06A4829 Aradu.A06 4829 p4 (TTCT)8 32 14506087 14506118 CGCGAGCTCTCTCTCATCTT CACAACTATTGCTGCTGGGA 256

Ad06A4832 Aradu.A06 4832 c (A)10tcaattttatagaatttgatttaattaaataatag(TAA)663 14517899 14517961 CGGGATAAGATCTTTCAGTTGT TACACGCAGGACGGACATAA 271

Ad06A4837 Aradu.A06 4837 p2 (AT)8 16 14523374 14523389 TGGAACCATTTTGACTATTTTTCA GCCAACCAACTACCTCGTGT 198

Ad06A4838 Aradu.A06 4838 p2 (GA)8 16 14526036 14526051 TAGGGAAGCGAAGTTGTGGT GTGCTATGCGAAGTGTCCAA 169

Ad06A4839 Aradu.A06 4839 c* (ATTT)5(TTA)5* 33 14528225 14528257 AGCCAGGCAAACATATCGAG CCGCTATCGACAAAGACACA 227

Ad06A4840 Aradu.A06 4840 p2 (AT)6 12 14535569 14535580 CTCTGTCAAGGTCCTCCTGC GAGTGAGACATTTCCATATTACACAA 182

Ad06A4841 Aradu.A06 4841 p3 (GAG)5 15 14542859 14542873 TACGGTCCGAAGAGAAGAGG TTTTCTCAGACCCAACCACC 181

Ad06A4845 Aradu.A06 4845 p3 (ATT)16 48 14561612 14561659 GCTAATTTAAGCTAGGTAGACCATGT ACTCAATTTACCAAAATTTGCTTT 246

Ad06A4846 Aradu.A06 4846 p2 (AG)9 18 14562507 14562524 GAAACGGGAAGAGAAGAGGG CTTCCTCTCACGTGCATCAA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A4847 Aradu.A06 4847 p3 (TCT)5 15 14569236 14569250 CAAGCCCAACAGATCAGCTC ATGGTGGACGGAAGTGAAAG 136

Ad06A4851 Aradu.A06 4851 p2 (AT)7 14 14609436 14609449 CAAGTCCGGTCGCTAAACTC ACGACATAAGAGTGACCGGG 147

Ad06A4854 Aradu.A06 4854 p3 (CAT)5 15 14651398 14651412 GAGACAACAGAGGCTTTGCC GAACAGGTCCGAGTTCTTGC 152

Ad06A4856 Aradu.A06 4856 c (AC)17aa(AC)14 64 14668436 14668499 AACCGTGTAATCGCTCCAAG GATGACAAGGTTCGAAAGGG 209

Ad06A4857 Aradu.A06 4857 p2 (CT)6 12 14671325 14671336 GAATGGTGGTGAGAAACGGT CTCTACGTCGTTGTTGTCGC 264

Ad06A4862 Aradu.A06 4862 p3 (ATT)5 15 14685878 14685892 AACAAGCCGCTAAGTTAACCA GCCACCCTCCAATGTTTCTA 274

Ad06A4863 Aradu.A06 4863 p2 (AT)6 12 14690096 14690107 TCTGCATGACCCCAATTTTT GCATGCAAAATCTTTGGTTAAA 255

Ad06A4867 Aradu.A06 4867 c (AAT)5aagaatgcatggcagacaagaccacgtttggacacgtgacaaagtgggcggagc(TA)885 14693026 14693110 CATTGACCCATGTTGAAAGC CAAATAATAATGTAGCTAGGATTCGG 277

Ad06A4870 Aradu.A06 4870 p3 (CAT)5 15 14699031 14699045 ATGGATGATTCCCTCTGACG TGCCCTAGCGTTTATATCGG 251

Ad06A4874 Aradu.A06 4874 c (T)13catgtccttcacttagtctagttccattcgcgttactcttgtgtttgatactctcaagtctcatgtaccc(A)1093 14715586 14715678 CGACCATAAAAATGTTAGAAATGA AAAGTTTGCGATCAAAAGAAGAA 221

Ad06A4875 Aradu.A06 4875 p3 (AAT)5 15 14716188 14716202 TGCCAAAATGCCAATCACTA TCCAGTGACTGAGATGGTTTGT 277

Ad06A4877 Aradu.A06 4877 p2 (AG)19 38 14719437 14719474 TAACCCATGATTCGGTTTCC TTTGCCTCCGTCAACCTAGA 235

Ad06A4878 Aradu.A06 4878 p3 (TTA)5 15 14724618 14724632 GCGCGTACACGAAGATATGA GGGGTGGAGGTGTATGTGAG 207

Ad06A4879 Aradu.A06 4879 c (T)11caattttatccttcatgtcatcatcattgaagactaacataata(T)1065 14728861 14728925 CATCAATTTTATTTCCGTATTCAA GTCAGCGGCAGATCCTTAAA 199

Ad06A4886 Aradu.A06 4886 p2 (AT)9 18 14756872 14756889 TGGAAGAAGTTAAAATGCTCTTGA TTGCAACAGCTGATGACTGA 197

Ad06A4888 Aradu.A06 4888 c (AGA)6agcgtggg(AGA)644 14768367 14768410 AGAAAGAGGAGGAGGAACGC AAATCGTCCTTGCATAACGC 156

Ad06A4890 Aradu.A06 4890 c (TCT)7tttctttcgtttcttgccttctctttctcctca(TTC)5ttgctgcatgttcttcttcttctcattttctttcattttttgccttctctttcttcttcttcttgctgcacgttcttcttcctcgtcttcctt(TTC)5177 14778673 14778849 GCTTCGAACCGTTCTTCTTC TGGAAATCGAGAATAACAAAGAAA 254

Ad06A4891 Aradu.A06 4891 c (A)10t(GAA)7 32 14779262 14779293 TCGTTTGGGTGAATTTCTGT AAAGCGCTACACTCACCATGT 264

Ad06A4893 Aradu.A06 4893 p3 (AGA)6 18 14787018 14787035 ACTCACCCTCGAGCAAAGAA CCCATCACCTCTTCACCACT 236

Ad06A4894 Aradu.A06 4894 p3 (ATA)14 42 14802782 14802823 TTTCGATTAGAAAGTTTTACTGGC CCTAAACCAATTCAAGTCAATCA 235

Ad06A4898 Aradu.A06 4898 p2 (CT)6 12 14817379 14817390 CCGCCCCATGAAACTTATTA CTGAGCGACGTAGTGATGGA 217

Ad06A4900 Aradu.A06 4900 p3 (GAA)5 15 14830861 14830875 CGTGACGACAACGCTTCTAA TCGATCCCAATTTCTCAACC 221

Ad06A4902 Aradu.A06 4902 p2 (CA)8 16 14836208 14836223 AGCCTGCAAAGCTAAGGTTG ACCTCGCAAGACGTCTGAAC 229

Ad06A4907 Aradu.A06 4907 p3 (GAA)5 15 14851050 14851064 CTTTCATGTCGGTGAGAGCA TCTTCCTTTGCGCTCTTCAT 253

Ad06A4908 Aradu.A06 4908 p2 (AT)7 14 14857290 14857303 CAAATCTCTCAACGCAACCA TGCGATTGAACTTTGACCTG 160

Ad06A4909 Aradu.A06 4909 c (AAT)5gaaaattaagccttctcagtttcatattaattaattagttcattctactaacttgacaaacattattatc(T)1297 14857719 14857815 ACCCGTGGTATGTATAGGCG AACCCAAACACTGAAACCCA 277

Ad06A4910 Aradu.A06 4910 p3 (TTA)5 15 14858068 14858082 TTTGGGTTTGAACCCTTTGA TGGAGATGATAGCTGAAACGTA 280

Ad06A4912 Aradu.A06 4912 p3 (AAT)6 18 14861368 14861385 AGGCTTCACATCGCAGTTCT ATGCACTCCCTTCACCAATC 151

Ad06A4917 Aradu.A06 4917 p2 (AT)7 14 14867845 14867858 TCACTTGTGAGTTTTCACCGTT CAATCTGTGGAAGGCCAAAT 250

Ad06A4919 Aradu.A06 4919 p3 (GAG)10 30 14875205 14875234 ATGGGAGGAGGAAGAGGAGA TGCTTCCGACTTGTAGCCTT 264

Ad06A4922 Aradu.A06 4922 p3 (TCT)9 27 14880649 14880675 GCAATTTGGCAAACACTGAA GTTTTGTTGGAGCTGGTCGT 198

Ad06A4923 Aradu.A06 4923 p2 (TC)14 28 14880830 14880857 ACGACCAGCTCCAACAAAAC CCGGAAATGATTTAATCGGA 199

Ad06A4924 Aradu.A06 4924 p2 (CT)22 44 14882676 14882719 TCGAGCTTGCAGAAATCCTT GGATCAGTAGGCAGGGGAAT 256

Ad06A4925 Aradu.A06 4925 p4 (TTAT)5 20 14885005 14885024 TGACATAAGACAAGGGAACGG TGGTAATGTTAATTAGAGCCGC 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A4927 Aradu.A06 4927 c (T)11atgtgtgagtaaataatatatgagtttgtgatgtcatattttggattggagactgctcaatctgtctcgc(A)1192 14885723 14885814 TGCATTATTTTTGCAGTTGAGA TATCCATCCGGGACTAGCAC 215

Ad06A4929 Aradu.A06 4929 p2 (TC)7 14 14887852 14887865 AAGTCGATCCAACGGTGAAC GGGGAGATTTGTTGGGTTTT 230

Ad06A4939 Aradu.A06 4939 p3 (ATA)7 21 14918241 14918261 TCAGCTACACGGCGTAAGAA ATTTCATCAACGAACGGTGG 262

Ad06A4941 Aradu.A06 4941 c (AC)8catgcgc(AT)635 14925036 14925070 CTTCCATGGCACGTTTATCA TTTCAGCCGACCAGAGACTT 274

Ad06A4952 Aradu.A06 4952 p3 (GAG)5 15 14953417 14953431 AGATGGGTTCGGACAAACTG CAAGAAAAGATCTCGGGCAC 247

Ad06A4957 Aradu.A06 4957 p2 (AG)17 34 14968239 14968272 GAACCACAGAAACGCAACAA TCGCACCTACGAGGAGACTT 105

Ad06A4958 Aradu.A06 4958 p2 (AG)6 12 14968524 14968535 ACCAAAGCGATATGGACGAC TCGCACCTACGAGGAGACTT 124

Ad06A4962 Aradu.A06 4962 p2 (AT)7 14 14976690 14976703 TGATCCAGTGGGACTTTTCC GATGATCAGGATTTTGACAAAGG 268

Ad06A4963 Aradu.A06 4963 p2 (AC)9 18 14981451 14981468 CCCGAGCAATTTCAACACTT GGTGCACCTTGATTACCTGG 259

Ad06A4964 Aradu.A06 4964 c (ATA)5ac(AAT)2592 14993959 14994050 GGGGATAGTGTTAACGGGCT ACATTTCTTGAGGCCACCTG 237

Ad06A4966 Aradu.A06 4966 c (A)10ccaaagtattactcattttct(A)1142 15005770 15005811 ATTTACGCCCACTGTAACCG TAGGGTTTGTCATCAACGGG 278

Ad06A4974 Aradu.A06 4974 p3 (ATT)5 15 15034635 15034649 GGTTGTTAAAGCAAGCAATCG CTGCAATGGTGAGTCATTGG 229

Ad06A4975 Aradu.A06 4975 p3 (TAT)6 18 15034765 15034782 CCAATGACTCACCATTGCAG TGTACCAAACGTTGTTGCGT 245

Ad06A4977 Aradu.A06 4977 p3 (TTA)5 15 15044877 15044891 TGAAGTGTGCCAAAATCCAA TCCTTAATTCCAATTGCTTAAATTC 277

Ad06A4979 Aradu.A06 4979 c (A)10tacaaaccatgaaagaattaac(A)1143 15047999 15048041 TTCATTTTTGGAGATTGGTGC ATGGTCCACTGGAGGATTGA 236

Ad06A4982 Aradu.A06 4982 p2 (TA)6 12 15057337 15057348 TGCATTATACTCACGTTGGTCC CCATCCATCATCGACATGAG 152

Ad06A4983 Aradu.A06 4983 c (TA)7cgtaccacttgtgtacattaaaaatatgatac(T)1056 15057883 15057938 TGTTGTGTGATGCTATGCCC GGACAGATGCACAAAGGAGG 277

Ad06A4985 Aradu.A06 4985 p4 (ATTA)5 20 15068649 15068668 TATGTAGAAAAGGGTGGCGT CCAGTTGCAACAAACATGGA 268

Ad06A4988 Aradu.A06 4988 c (T)11aaactt(A)12 29 15070819 15070847 ATTTCAACGATTGGATTCGC TGCATGCACCTGACCCTAT 256

Ad06A4991 Aradu.A06 4991 p6 (CCATCA)7 42 15076200 15076241 AGAGCATCAATTCCACCACC GCTTTGTCCACAACCTGGAT 257

Ad06A4993 Aradu.A06 4993 p4 (GCAT)5 20 15076941 15076960 TCTTGGTTGTTGATTTGGCA TGAGACTGCAGATTCTCCGA 273

Ad06A4995 Aradu.A06 4995 p2 (AT)7 14 15080026 15080039 GTCCACTACTTGCCTCCCCT CGATCAAATTGTGTTATTTTTGTCA 206

Ad06A4998 Aradu.A06 4998 p4 (AAGA)5 20 15087580 15087599 GAGTCCAATGGCGAAAGAAA TACATCGTTCTGCTCATCGC 211

Ad06A4999 Aradu.A06 4999 p4 (AAGA)7 28 15087920 15087947 TCCAGCATCATCGGATACAA TTACCCTTTTCCCTCCCTTG 194

Ad06A5000 Aradu.A06 5000 p4 (TTAA)5 20 15088637 15088656 TTGGTTGCAATCAGCTCAAG CTTTCTTTGCTGCAACACCC 252

Ad06A5003 Aradu.A06 5003 p2 (TC)6 12 15112827 15112838 ATGAAAAATTTGCGACCCAC GCCTCCCTCTTTGGTGCTAT 253

Ad06A5004 Aradu.A06 5004 p4 (AATA)6 24 15113500 15113523 CCTTGAAGCAAAAGAAACAGC ACGCACTTGGTCTCGACTCT 211

Ad06A5008 Aradu.A06 5008 p2 (TG)13 26 15121716 15121741 AGGGAAACTTCCCAAGCTGT GTGGCTGTGGAACCTTGATT 210

Ad06A5012 Aradu.A06 5012 p2 (TA)11 22 15139365 15139386 GGGAAATAATGAACCCCCAC GCGCCATGTTTATGTTTGAA 246

Ad06A5016 Aradu.A06 5016 p2 (TA)6 12 15147744 15147755 TGTTGCTGTTGGAGAAGATGA TGTGCACCAACAACATCAAA 266

Ad06A5018 Aradu.A06 5018 p3 (ATA)5 15 15166673 15166687 CAGCGAGCAAAAGGAGTGTT CATTTTACGGTGCTTTGGGT 270

Ad06A5019 Aradu.A06 5019 p2 (TA)7 14 15168219 15168232 TTTGTATGATTGAAGATCTAAAGTTCG GCATCGATCCGGCTATACCT 263

Ad06A5021 Aradu.A06 5021 p2 (CT)7 14 15170256 15170269 CTTGACCTCGCATGCCTAAT GAAGCTGTCACATGATCCGA 235

Ad06A5024 Aradu.A06 5024 p3 (TTA)5 15 15171713 15171727 AGTGGCCGATCAAGAATTTG GCGCCAGTCATAACTCATTTT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5025 Aradu.A06 5025 c (T)10acacgtgtagcttcaatttaaaaag(A)1146 15173521 15173566 GGACACAATGAAGTCGTGGA TTATTTGCATTTTGGGGCAT 221

Ad06A5029 Aradu.A06 5029 p3 (TAA)5 15 15179674 15179688 TGAATTGTTGATCTTTTTGGACA GATTCGATTTGCGTGGACTT 180

Ad06A5030 Aradu.A06 5030 p2 (AG)6 12 15180339 15180350 TTGTGGTTTTCCTCCTTCCA ACGATTCATGAGGCGTGATT 233

Ad06A5033 Aradu.A06 5033 p3 (CTC)7 21 15188327 15188347 GGAGGCTAAAGCAAAGTCCC AATCACAATGGGCTGAGAGG 109

Ad06A5036 Aradu.A06 5036 p2 (AT)8 16 15206764 15206779 ACAAGGACACAGGACACGAA TCGACACTCGTTCGATATGC 257

Ad06A5039 Aradu.A06 5039 p3 (ATG)7 21 15218169 15218189 CTGATCCACTTCTTCCCGAG CTTCAAACCATCGATCCCAT 159

Ad06A5040 Aradu.A06 5040 p3 (AGG)7 21 15226027 15226047 CTCAGGAAGAAGTTGGGCAG GGAGGCTAAAGCAAAGTCCC 163

Ad06A5041 Aradu.A06 5041 p3 (AAT)10 30 15230275 15230304 TACTCTTCGGTTGCTTGCAG AGAGCATACCCTGACTCCGA 280

Ad06A5042 Aradu.A06 5042 p2 (AT)6 12 15230433 15230444 AGGGGAAAGTGATTGTGCTG GGCAATTATTCAAATAAAGATGGC 277

Ad06A5043 Aradu.A06 5043 c (AG)6gctaattaattaaagggtcggaggtgagggggagcagaaacgtcgctttctaattgatgaataggtgggtatgtatatgtaacagttagcaatat(ATG)6125 15233595 15233719 CAACTGCACCTGAGTTTCCA TCGGGGGAGTTATTTCACTG 194

Ad06A5044 Aradu.A06 5044 p3 (GGA)5 15 15239114 15239128 TGATCTTCGACACAGTTCGC GTCCTTTCTAAGCACACCGC 194

Ad06A5045 Aradu.A06 5045 c (T)13gtcttttatacaacacacatactcatgagagtttgagtcttagtcttcttactttaccatattgttacatgaagatgacaataatg(A)10109 15245465 15245573 GCGGGTTTTTCTGAGATTTG GGGGATTCGGTTCGAGAGTA 280

Ad06A5049 Aradu.A06 5049 p3 (TTA)5 15 15250888 15250902 AAGAGGCAAAAATTAGAGATAAAATTG AAAAATGAGTTTAAGACCAGATAAAAA 226

Ad06A5053 Aradu.A06 5053 c (T)10cttttttgtttcaactatgagcattcagaactttctcttttgacttataggtattgatttgttgagttaaaattttagagttgtg(TAT)6113 15254648 15254760 GCTTTGGTGTAATGGTATTTTCTTT TTGAACCAATTTTTCAGCAATG 241

Ad06A5059 Aradu.A06 5059 p3 (AAT)5 15 15262116 15262130 TTTAACTCGTGGCAGTTGGG CTGAAGAGGGGTGTTTACGG 221

Ad06A5062 Aradu.A06 5062 c (T)11acttttaaattaggaaaagtcaaaat(A)1047 15264542 15264588 AATGCGAGCGGACTATTGAT TGTGCATGATATGGTAGGTGAA 218

Ad06A5068 Aradu.A06 5068 p3 (TTA)6 18 15295591 15295608 TTTGATATACGTGAATCGGGT CATTTTCCCTCCAAAACGAA 274

Ad06A5075 Aradu.A06 5075 c (TA)8(T)15 31 15314815 15314845 TGAACTGCTTTGCTTCAAGG CCATATGCTCATCAACACCG 260

Ad06A5077 Aradu.A06 5077 p3 (ATC)5 15 15319425 15319439 TCGTCATCACCAACAACACC TCGAATTCAAAAACCCTTGC 270

Ad06A5080 Aradu.A06 5080 p3 (ATT)5 15 15323923 15323937 TGGCTTTACTATGGAGACGGA GCAGATGGTGTGATTGTTGG 279

Ad06A5082 Aradu.A06 5082 c (CT)7cgctttgcgtaacagaaaattagctcaaatgcattcacaatttg(T)1068 15331817 15331884 CAGCAGCAGGAGTAGGCTTC GAACTCAAAACCCTGCCTTG 200

Ad06A5086 Aradu.A06 5086 p2 (TC)11 22 15336272 15336293 TACGAAACAGGGACAGGGAC GTGAATCGTTTGGGCAAGTT 176

Ad06A5088 Aradu.A06 5088 p3 (ATA)6 18 15350220 15350237 AAAAATGGGATGCTGATTGC TTGCAATGCCAGTCTTTGAC 208

Ad06A5091 Aradu.A06 5091 p2 (TA)6 12 15352763 15352774 AACCTGTTCTTCCGGTGTTG AAAGCTATTCTATCAAACGTAATTGTT 264

Ad06A5092 Aradu.A06 5092 p3 (AAT)5 15 15369672 15369686 GTGATAGGAATGGGACGTGG ATGACCAACCATCATCACGA 228

Ad06A5095 Aradu.A06 5095 p2 (AT)10 20 15377601 15377620 TTCCTTGTCCTTGTCCCTTG TTGCACCTATTTGCCATTCA 260

Ad06A5099 Aradu.A06 5099 p2 (AC)6 12 15395288 15395299 TTTGAAGGTTTGGCCTGAAG TTGGGTGGGTTTTGTAGAGC 280

Ad06A5101 Aradu.A06 5101 p3 (AGA)6 18 15414864 15414881 TTAGAATGTTGCTCGCCCTC AGATCTGTGAACCCCACAGG 201

Ad06A5105 Aradu.A06 5105 p4 (TAAT)5 20 15427584 15427603 TGCGCATCATGAAAGAAAAA TATGGCTCTTGGTGCTGATG 242

Ad06A5106 Aradu.A06 5106 p2 (TC)6 12 15433785 15433796 TTTCTCGAGGCATGCTTTTT CACAACCGCAGAGAAACAAA 248

Ad06A5107 Aradu.A06 5107 p2 (TA)8 16 15443500 15443515 TTGCTCCATGGTCTTGAGTG TGTATACCCAAAAACCGTTTCA 169

Ad06A5110 Aradu.A06 5110 p3 (CAA)7 21 15449334 15449354 CTTTTGGCAAAGGGCAATTA GCAGCACCAGATCACTCTCA 266

Ad06A5112 Aradu.A06 5112 p3 (GAA)9 27 15450194 15450220 TATCCACCACCACGACATTG AGATTGGGTTATGCCATCCA 276

Ad06A5114 Aradu.A06 5114 c (A)11ctcaacatttttatgtattttatgcctaatcccaaagtgaaagtgaatggtataac(A)1178 15452363 15452440 CGGCAACCAGTGTGATTTTT ATCATATGTATTTTCTGTTTCCTTTTT 268
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Ad06A5116 Aradu.A06 5116 p3 (TTA)6 18 15457699 15457716 TGGTAGTGGGTTGGTGAGGT TTGATATTTTCCTGATTTTGTTTCC 142

Ad06A5122 Aradu.A06 5122 p3 (AGA)5 15 15483195 15483209 GGCTCAGAAGTGGAAGCAAC TGGCCGAATACAAACCTCTC 207

Ad06A5123 Aradu.A06 5123 p2 (AG)6 12 15486572 15486583 GTTCTTGTCCTTGCTCCTGC TCTCTTCATCCTAAAATTCGAACC 184

Ad06A5124 Aradu.A06 5124 p2 (AT)6 12 15487486 15487497 CCAAAGATTTCGAAAATTATGAGAG TTCTTGCATGCATTCATTGTT 143

Ad06A5125 Aradu.A06 5125 p2 (AC)7 14 15494048 15494061 TTTCAAGGTTGTAATGGGGC ATCAAATCCATCCGAATGCT 263

Ad06A5127 Aradu.A06 5127 p5 (AAAAT)5 25 15495801 15495825 TTTTCCCTTTCGTTCCTGC TGGTTGACAAGCAAGCAAAG 219

Ad06A5128 Aradu.A06 5128 p2 (TC)6 12 15498053 15498064 ATTATGAAAAATGCGCGACC CCTTTAAGCGAAGCGTCAAC 236

Ad06A5129 Aradu.A06 5129 p5 (AAATA)6 30 15501683 15501712 TTTTCCTTTCGTTCCTGCC CCATGTGGTTGACAAGCAAG 225

Ad06A5131 Aradu.A06 5131 p2 (TC)8 16 15507258 15507273 ATTATGAAAAATGCGCGACC ATGGGGAATAAAACCAACCC 262

Ad06A5132 Aradu.A06 5132 p2 (AT)11 22 15507432 15507453 TCCACACTAGTTCGCCACAC TCATGTGAAATCAGGGAAACC 271

Ad06A5133 Aradu.A06 5133 p2 (TA)7 14 15515134 15515147 AGCCGGATTTTGAGTCTTGA CGCAACACTCCGATCAATAA 109

Ad06A5134 Aradu.A06 5134 p2 (AG)6 12 15519224 15519235 TTTTTGGGGAAGAGGTGTTG GGCACCATTCTAGGCGTTTA 279

Ad06A5136 Aradu.A06 5136 p2 (TA)6 12 15529919 15529930 AGCCGGATTTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 135

Ad06A5137 Aradu.A06 5137 p2 (AG)7 14 15576597 15576610 TATCGAAATTGGTAAAATGAAAAA TGATGAATCTCAGCATGAATTTG 274

Ad06A5138 Aradu.A06 5138 p3 (TCA)8 24 15576834 15576857 AAGTGTTCTTGAACAAATTCATGC GGTTGGAAAAAGGTTGTGGA 224

Ad06A5140 Aradu.A06 5140 c (A)10gaaaaagaaaacttaccaactcatgccgaaagttaagaacaagaactttaaagaaacctctttcatgtaaaggcattgtgagtagtt(AAG)5112 15578452 15578563 CCAAAGCAAGCATGTAAATAATAA TCCAATCTCATGTAATTTTTGGT 280

Ad06A5143 Aradu.A06 5143 p2 (AG)6 12 15598198 15598209 GGTGAATTAGTGACCCACCG AACAAAACTTAAGTGACTCTTCTGTGA 277

Ad06A5144 Aradu.A06 5144 p3 (TCA)8 24 15598433 15598456 TGTGTTGGTCTTCTTTCTCTTGA TGGAACAAGGTTGGGAAAAG 254

Ad06A5146 Aradu.A06 5146 c (GAA)5ggagaaggagaagg(AGA)647 15600180 15600226 CCTCTTTCATGTAAAGGCATTG TCCAATCTCATGTAATTTTTGGTTT 201

Ad06A5149 Aradu.A06 5149 p2 (AT)10 20 15610810 15610829 GGGAGGGTGTGCCTTTATTT GGCAATGAAGTTGCACAAAA 256

Ad06A5157 Aradu.A06 5157 p3 (TTC)6 18 15639595 15639612 GTTTGTGTACACGCGCCTAA CGACGAAGGAAATTACGTTGA 213

Ad06A5159 Aradu.A06 5159 p3 (ACA)6 18 15654538 15654555 AGCTGCCAACTTGTCTGGAT AACAAGGTCAGCATCATCCC 241

Ad06A5167 Aradu.A06 5167 p2 (AC)6 12 15699305 15699316 AAAAACAATGCCAAAAAGCG CTCGTCCTCCGATGTGATTT 266

Ad06A5169 Aradu.A06 5169 p3 (TGA)5 15 15708126 15708140 TTTTTGCACTGAACTTTGCG CGCTTTGCTTGATCTGTGAA 204

Ad06A5170 Aradu.A06 5170 p2 (TC)7 14 15709533 15709546 GGGGTCTTGAAACGCATAGA TTGTCAATTGCTCCAATCAAA 186

Ad06A5172 Aradu.A06 5172 p2 (AT)7 14 15710409 15710422 CACTCGAAAGAGGTGCAATG GAGAATTGGGAGCTTGAAACA 238

Ad06A5174 Aradu.A06 5174 p2 (AT)11 22 15724230 15724251 AGAATACGAATTTGCCTGCG CTAAACCCTACCCTACCCGC 276

Ad06A5185 Aradu.A06 5185 p3 (AAT)5 15 15767750 15767764 TTGTTTTCGTAAAACCTTGGTAAA TCTATGTTTCTAAAGGGCAATTTTT 280

Ad06A5189 Aradu.A06 5189 p3 (ACC)5 15 15799138 15799152 CTGCTAGGAATCGGTCGAAG CGGAAGATGGGGTTTGTATG 233

Ad06A5197 Aradu.A06 5197 c (ATGA)5ataaatg(GAAT)755 15827065 15827119 TGGATTTAACCGTTGAGTTGG TGTATACATCTCATTCTCCTTCCTC 158

Ad06A5199 Aradu.A06 5199 p3 (TTC)6 18 15831423 15831440 AACCTAACATTCTGCACGGC TGCTAAAGCACAAACGTCCA 262

Ad06A5202 Aradu.A06 5202 p2 (AG)9 18 15840993 15841010 CTCCCAGTCCATCTCGAAAA TAGGGGGAGGTTGTCTTTCC 277

Ad06A5203 Aradu.A06 5203 p3 (AGG)5 15 15846737 15846751 TGTGCTTTTTCTTCTCGGGT TCCAGCTCCTCCTACCAGAA 214

Ad06A5205 Aradu.A06 5205 p2 (TC)6 12 15851163 15851174 CGCCTTTCCTCTTCCTTTCT CCTAACCTTCTACCCCCACC 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5210 Aradu.A06 5210 p4 (TATT)5 20 15856623 15856642 AATGAAAACATGGCTAGGGC ACGAGATTTTGCCGTGAATC 112

Ad06A5213 Aradu.A06 5213 p3 (TTC)6 18 15859637 15859654 AGCCAAAAATACGACGATGG GGTGCTGAAACCCTGTGAGT 243

Ad06A5214 Aradu.A06 5214 p2 (TA)9 18 15861703 15861720 TGAGAGACAAATCTGTTGGATTG TGCTTGTTTTGTTTTTGCTCA 229

Ad06A5220 Aradu.A06 5220 p3 (ATA)7 21 15898124 15898144 CCCAGTTTGTATCTCCCCAA GACTGGAAAAGCAGAGCCAC 272

Ad06A5221 Aradu.A06 5221 p2 (CT)7 14 15899718 15899731 AGTCACGCAACTCTGATCCC AACAACATAACAAAAGAATTTTCAGA 230

Ad06A5222 Aradu.A06 5222 p2 (AT)7 14 15902066 15902079 TGTCAGATACATACACGCAGAGA TCAAACCTAAGTGCTTCAAAAATG 277

Ad06A5223 Aradu.A06 5223 p3 (GAG)10 30 15910527 15910556 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 171

Ad06A5226 Aradu.A06 5226 p3 (CAA)5 15 15922974 15922988 GAGGGACAAGGCATTGGTAA TTCTTGCTATCTTCCCGCAT 240

Ad06A5229 Aradu.A06 5229 p2 (GA)6 12 15926971 15926982 AATAAGACGACGACGACCCA CAAGCTTCATTATGCTCCCA 223

Ad06A5230 Aradu.A06 5230 p3 (ATC)6 18 15927837 15927854 GTTTGAAATGGAGGAGCAGC TTTCAGGATGCTGCTAGGGT 232

Ad06A5231 Aradu.A06 5231 p2 (TA)7 14 15928795 15928808 TGGGGGATTCTTCATCACAT TTGATTGTTTGTCAGAGGCG 269

Ad06A5232 Aradu.A06 5232 p2 (TA)6 12 15929226 15929237 GCTGAATTTGAAAAGCTCCG TGAATGTCCCTCCTGAGTCC 177

Ad06A5233 Aradu.A06 5233 p2 (TA)9 18 15930676 15930693 TCATTCCTCTTGGACCTTGG GTCTTGATGCATGTGGTCGT 268

Ad06A5237 Aradu.A06 5237 p2 (CT)10 20 15938358 15938377 ATGCCTATGCCCTTTGTTTG CCACCTAAGGCTTGTGCAGT 212

Ad06A5238 Aradu.A06 5238 c (AAC)6aatatctatgaggttcattctgattgttcttcttccaatcaaggttattttcctccacccaaggagagaaacttgagtttttgc(AAT)5c(CAT)5133 15938639 15938771 CGATCATCATCTCGGCTTCT CGCCACCTTCATCACTGTTA 236

Ad06A5242 Aradu.A06 5242 p2 (TA)7 14 15949976 15949989 GGAAAGTACCAACAGACATAGGC AGAACACTGCCGGAAGAAGA 259

Ad06A5243 Aradu.A06 5243 c (T)10aactt(TAA)1354 15954464 15954517 TTTCTCTAAATGGCTTCGGC TGTGCTTGAGCGAGCAGTTA 280

Ad06A5246 Aradu.A06 5246 p3 (TAT)5 15 15965638 15965652 GATGGGGTCTCCTTGTCTGA GGCCAAAAGGCAAGTAAATG 266

Ad06A5247 Aradu.A06 5247 p3 (TTA)12 36 15970182 15970217 CCACTTTTCATAATTCAAAAACTCAA CACACACACACGATCCTTCC 218

Ad06A5250 Aradu.A06 5250 p2 (AT)6 12 15982277 15982288 CTCTTTCCCAATCCCTCTCC GAACCTGATCCACCACTGCT 134

Ad06A5251 Aradu.A06 5251 p2 (AT)6 12 15982753 15982764 TTGCGTCTCTCACATTTTCG TTTGACTGGCTCTTGAAGCA 278

Ad06A5252 Aradu.A06 5252 c (CAA)9gcttcttctaagagaagatcatat(AAC)566 15983224 15983289 ATCATCACAGCAGCAGCATC AACTCTTGCAGCTCACCCAG 154

Ad06A5254 Aradu.A06 5254 c (CT)6c(AT)7 27 15985255 15985281 TTCCATCGTCCACCACATTA TTCTGAGAGTCGATAGTCTTTATTGG 212

Ad06A5256 Aradu.A06 5256 p3 (CAC)5 15 15986592 15986606 CGTCTGTATCATCCACCCCT CGTCATCGATGCTGTTCAGT 226

Ad06A5260 Aradu.A06 5260 p3 (CAT)5 15 15998679 15998693 TGAGCCGAAACTAGCCAAAT TTGAAAATGAAAGGGCTTGG 181

Ad06A5261 Aradu.A06 5261 p2 (AG)7 14 16006319 16006332 TCTGTGCCTTGCACTCTCAC ATGGAAGGCTTGGATTGATG 237

Ad06A5262 Aradu.A06 5262 p2 (CT)7 14 16009501 16009514 CCTCAAGAATTTGCAGGCTC GAGTGTAGGCCATTGAGGGA 269

Ad06A5264 Aradu.A06 5264 p3 (ATT)6 18 16013712 16013729 CCTTTAAAAGTTGTACAATAGTCAGCC TGATTTGATTTTTAGATGTGCATT 257

Ad06A5265 Aradu.A06 5265 p2 (TA)7 14 16018719 16018732 ACCAAATTCGATGCCAACTC GGAGCCAACAGATCGAAAAC 252

Ad06A5267 Aradu.A06 5267 p2 (TA)7 14 16020845 16020858 CAAACTTAAACCGGCACCAT AAATGAAGCCTTTTGCAGATGT 257

Ad06A5272 Aradu.A06 5272 p2 (TC)12 24 16031929 16031952 GGGTGCAGTCTCAAGTTGGT GATGAGTGCAGAAAGGAGCA 254

Ad06A5275 Aradu.A06 5275 p2 (AT)8 16 16055886 16055901 TAAATTCCGCACCATTAGGC TGGTACCCCCATTGAGTGAT 234

Ad06A5279 Aradu.A06 5279 p2 (GA)6 12 16081591 16081602 CATCATCGCCGTTTACCTTC AAATTCGTTTGGGTCGTTCA 248

Ad06A5280 Aradu.A06 5280 p3 (GAA)5 15 16084874 16084888 CTAGCATCTTGCCCCTGAAG GAGCCATTCTCAATTTCCCA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5282 Aradu.A06 5282 p3 (TTC)5 15 16094520 16094534 GCTTCCAGTTTTGGCGAGTA AAAACAATCAGCCCAGCATC 265

Ad06A5283 Aradu.A06 5283 p2 (TA)8 16 16097144 16097159 ATGTGGAGCTTCGCAGAGTT CAAATAACAAAATGAAAGCGCA 200

Ad06A5285 Aradu.A06 5285 p2 (TG)17 34 16113643 16113676 AACCAACAAGGACGGTGTTC AGGGCCCTCTAACCAAAACT 190

Ad06A5286 Aradu.A06 5286 p3 (TAA)18 54 16127221 16127274 CACCCGATCCATAAACAACC TCGCATAAATCAAGCACTGG 230

Ad06A5287 Aradu.A06 5287 p3 (ATA)14 42 16129734 16129775 TTGGTCGTTGACCCAATACA AAACTGAATCAAATTGCACCG 272

Ad06A5288 Aradu.A06 5288 c (ACA)5(ATA)6 33 16130238 16130270 AACGCAAACCAACCTGAAAT CTCGATCAATCTCGAGGAGG 275

Ad06A5289 Aradu.A06 5289 c (T)10cag(T)10 23 16146675 16146697 ACCAACAACTGAACCGAACC CGATTAACCGAACCGAAAAA 111

Ad06A5293 Aradu.A06 5293 p2 (AT)6 12 16169378 16169389 TTGTCGCGATATTTTGTATTGC TGCGCCACTCTGATAACTTG 242

Ad06A5295 Aradu.A06 5295 c (CAT)8aagaactcagaatcaga(ACC)556 16174814 16174869 TTTTTCGCTCCAAAATGGTC GGTGTGATGGATGGTGATGA 243

Ad06A5296 Aradu.A06 5296 p3 (AGA)8 24 16175035 16175058 TCATCACCATCCATCACACC AAAGAAAGGGGGATACAGCC 201

Ad06A5300 Aradu.A06 5300 p3 (TTA)7 21 16180415 16180435 TCAAACCTGATCAAACCAAACA TTGACTCGAACTACCGGATTG 264

Ad06A5302 Aradu.A06 5302 p4 (TTTC)5 20 16188245 16188264 CACAAGCACCACTTTTGCAT GCCTTCTTTGATTTGTGCTTG 269

Ad06A5303 Aradu.A06 5303 p3 (TTC)5 15 16208509 16208523 CTATACCTTGGCCGAATCCA CTAGAGGATTCTCCGGCCTT 176

Ad06A5304 Aradu.A06 5304 p3 (AAT)13 39 16234690 16234728 TTTCTTCTTTAAAGGTTTCGGC CGGCTGGTACTAGCGGTTTA 186

Ad06A5306 Aradu.A06 5306 p2 (AT)8 16 16243223 16243238 AAGGAACTCAAAAGTGCCCA TTGTGCTGCTGACTCTTGTTG 230

Ad06A5312 Aradu.A06 5312 p2 (AT)8 16 16258154 16258169 AGCTGCTGCGATTGTCTTCT GCTGCCACAACTCAACGTAA 272

Ad06A5313 Aradu.A06 5313 c* (A)10(AT)7* 23 16285565 16285587 CAATTGCAGAGTACGCCAAA TTGAGCCTAGCCGTGACTTT 202

Ad06A5315 Aradu.A06 5315 p2 (TC)8 16 16297117 16297132 TTCCTCCAAAGCAAGCTACC TGTTCATGACTTCAAAATTGGG 279

Ad06A5319 Aradu.A06 5319 p3 (ATT)5 15 16303184 16303198 TTGAAGAGCGAGCAAGAACA TTCTTCTGCCGACACCTTCT 219

Ad06A5320 Aradu.A06 5320 p2 (AG)6 12 16304606 16304617 TGCGGTGACGATACTGTAGG AGCCATTTCATTTCGGCTTA 248

Ad06A5321 Aradu.A06 5321 c (T)10ctgtg(T)10 25 16306807 16306831 TAGTTGGCACGCCAGTTAGG CCAGGTCAATAAATTTTTGTACATTCT 277

Ad06A5322 Aradu.A06 5322 p2 (TG)7 14 16311838 16311851 CGGTGTTTTGAGTCACACTGA TTGCTTTGCTTTCAGCCTTT 276

Ad06A5325 Aradu.A06 5325 p3 (TAT)6 18 16320398 16320415 TGGTCCATGCTCCTTAAAAA GAAAGGGACAGTGTTGGACG 264

Ad06A5332 Aradu.A06 5332 p3 (TTA)5 15 16348957 16348971 TGACTCAAAAATTAGAGAGGCTTT TGAACACACTCCTTTTAAACAAAAA 277

Ad06A5336 Aradu.A06 5336 p3 (TTA)5 15 16352218 16352232 TGATGGAAACAAATCTAAAAGTTCT TGATCCCAGTAAAGTAAATTAAACAAA 147

Ad06A5340 Aradu.A06 5340 p3 (TTA)9 27 16357549 16357575 TGTTGAACCAATTTCACACCA TGCATTCCCTCCCTAAAATG 266

Ad06A5341 Aradu.A06 5341 p3 (TTA)6 18 16358341 16358358 GGAAAGCAACCAAAGATGGA GCCGATCAAAGTTGATTACCA 171

Ad06A5342 Aradu.A06 5342 c (AT)8ttt(A)10 29 16362264 16362292 ACTAAAAACAGGCTGAGCGG TGTGGAGACAGGGAACTGTG 227

Ad06A5345 Aradu.A06 5345 p3 (TAA)6 18 16365611 16365628 AATTGGCTCAGACGGCTAAA GGCAGTGTTTGGTTAGGGAG 170

Ad06A5346 Aradu.A06 5346 p5 (TCTCT)6 30 16370545 16370574 CGTTGAGAAAGCACGAACAA GAAAACGTGGCAAAACAACA 199

Ad06A5347 Aradu.A06 5347 p2 (TA)7 14 16371313 16371326 TGGACCTAGCATCACTTGAAAA AATCGGTAACATAGAGTTTAACAAAAT 260

Ad06A5349 Aradu.A06 5349 p3 (ATT)6 18 16382450 16382467 AAAAGTATGCTATGTCAACTTCATCG CATTAACGGTGAAAAATTAATATCG 117

Ad06A5353 Aradu.A06 5353 p2 (AT)7 14 16388343 16388356 GCATGCATGGCTTTAATTTTT TGGTTCATCCCTTTCTTTATGT 117

Ad06A5358 Aradu.A06 5358 c (A)10gcatattttattatcttaatataaaagttacaaattctaagagaaattccccctttagttctaaaatttggatacatattttttgtcactt(A)11112 16411827 16411938 AACGTTTATGAGTAATTTTGACATGA TCAAACTTTCTATTCTTGTCCACC 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5362 Aradu.A06 5362 p4 (TTAA)8 32 16420996 16421027 TTCCCTTCTTGTGCCTTTTG AAAACCGGAACGAAGGATTT 259

Ad06A5365 Aradu.A06 5365 p2 (AT)6 12 16426317 16426328 TTGACAACGACTCAATGAGAAA TTTGAACTTTGAAGCGAGCA 279

Ad06A5371 Aradu.A06 5371 p3 (TAA)5 15 16443087 16443101 CCGTCCCCCTTTTTAACCTA GCTGCTGCATGTTTTATTGC 227

Ad06A5373 Aradu.A06 5373 p2 (TA)7 14 16446536 16446549 TTTTCCAAAATTTTTCATCACA TTCCCGATCCATCTCTCAAC 209

Ad06A5374 Aradu.A06 5374 p2 (TA)9 18 16456161 16456178 CGAATTTGGATGGACTTTTCA CGTATGAATAGGGCTAGAATTGA 278

Ad06A5387 Aradu.A06 5387 p3 (ATT)7 21 16513104 16513124 TGTGCAATCATGTACCAAACAA GACACAAAGTGTTGTGGCAG 146

Ad06A5392 Aradu.A06 5392 p3 (GGT)7 21 16532572 16532592 CAAAACTGATGGTGTGACGG ACCGAGAGGCATATGGTGAC 205

Ad06A5393 Aradu.A06 5393 c (TTA)16ttcaaacagcaaacatactaatttctctactattatgattattattattg(TTA)5ttcttataaaaaaagcatactaat(TTA)6155 16534135 16534289 CCCAGCATAAAACCAATTCAA TGTATGTATGCTGCTGTCTGAA 237

Ad06A5394 Aradu.A06 5394 p3 (TAT)13 39 16534622 16534660 GCAACAGCAAAAACAGCAAA CTGAATTGCTCCGTCCATTT 225

Ad06A5401 Aradu.A06 5401 c (AT)7tatctttctaaaatattaagatacaaatttctaatttaaaatactaa(T)1071 16543433 16543503 CATCGGAGTACACGAAAGTACG AACGTTGTATTTGGTTGTTTCAA 263

Ad06A5404 Aradu.A06 5404 p3 (CTT)5 15 16555765 16555779 TCCCGTGCTTCTTCTTCTTC AGGAGGATGAGGTATGCGTG 101

Ad06A5406 Aradu.A06 5406 p3 (TAA)6 18 16568766 16568783 TTGCAAGTGACATCCATTCC TGTTGGTTGATTGGTTTGCT 206

Ad06A5408 Aradu.A06 5408 p2 (AT)6 12 16571537 16571548 CAAAATTTACGACTTGTCTTATCTCG TCATATTTTATTGGTTAGGTAATGAGG 267

Ad06A5413 Aradu.A06 5413 p2 (TA)7 14 16582991 16583004 GCAACACTGGTGTTAGTGCG CACTTGTTTAAATGTGTTAACGTGC 273

Ad06A5415 Aradu.A06 5415 p2 (AT)7 14 16590408 16590421 ACAAACTCTCACGTCCCCAC AAGGACATACATTGGCTCCG 275

Ad06A5417 Aradu.A06 5417 p2 (CT)6 12 16594427 16594438 CGACGACGATGACGACTAGA AACCCACTTACCCTTGACCC 222

Ad06A5419 Aradu.A06 5419 p2 (TA)9 18 16597827 16597844 TCAATTATGGTATTAAGACTTTGAACA TCCAAAATTAAATTGGAATTATGTCT 139

Ad06A5420 Aradu.A06 5420 p4 (TATT)5 20 16598736 16598755 TTTGAGTTTGTTTGGGTAAGTTTTT TATTTGGGTATTAGCGGCCA 276

Ad06A5424 Aradu.A06 5424 p2 (GA)6 12 16621941 16621952 AGATGATTCGCCTCCCTTTT GTGCTATACGCAAACGCATC 234

Ad06A5425 Aradu.A06 5425 p2 (AT)7 14 16622397 16622410 TCTATTCTGGCACCACTCCC GATAAAAGAGCGCTTGTCGG 260

Ad06A5426 Aradu.A06 5426 c (A)10gagaaaaataccgtaaa(T)1239 16625818 16625856 AAAGAAACGATCAGGGGAGG GCCGGAGATTGACTGTGATT 218

Ad06A5428 Aradu.A06 5428 p2 (TA)6 12 16635790 16635801 TTTGATTTGGGGCATTTTGT GAATCTTGGGACATTGGGTG 257

Ad06A5432 Aradu.A06 5432 p3 (TTA)5 15 16647932 16647946 TTTCAAACGGTTTTATGACGG TTCAATATATTCCGTCCGCTTT 225

Ad06A5433 Aradu.A06 5433 p3 (TAT)22 66 16650978 16651043 TCCATTTTAAACAACAACTCCC AAAAACCTTTCTTTAGGAGCAATA 278

Ad06A5434 Aradu.A06 5434 p2 (TA)8 16 16656056 16656071 GCGTGCACACGATTAAAATG CAAAGTTTTAATTGAACAATGGTCT 249

Ad06A5437 Aradu.A06 5437 p3 (TCT)5 15 16657257 16657271 TTCAAACTGCAAAACGAACAA TCAACTGATGAAGCTGGTGG 194

Ad06A5438 Aradu.A06 5438 c (ATAA)5aggtagttggtgttgggaagtaatcaatttctttcactaataaataaacatatttttccttccattggttgttac(TAT)5110 16658205 16658314 CACACAAATTACAAAACCACACAA ACAAGTGGCAATCCCAAGAT 280

Ad06A5441 Aradu.A06 5441 p4 (TATT)7 28 16666070 16666097 CGCATATTTGTGGATCGGA CGAATTGGATTGCGAATTTT 276

Ad06A5442 Aradu.A06 5442 p3 (TTA)6 18 16666507 16666524 TGTCAACGTTTATATATTTCATGGG CCAATTTGATTGGTTTGTTTGA 251

Ad06A5444 Aradu.A06 5444 p2 (CT)6 12 16668820 16668831 TCTTTTCCCCTTCATCATGC TGTCCTTGGGTTTGGAGAAG 229

Ad06A5445 Aradu.A06 5445 p2 (TA)6 12 16669299 16669310 GTGGGGACGTGAGAGTTTGT CTCCTACTTGCCAAAGCTGG 166

Ad06A5450 Aradu.A06 5450 p2 (GT)6 12 16691097 16691108 TTCCATTCTGCTCCATTTCC CTCATAGCACCGATCAGCAA 230

Ad06A5451 Aradu.A06 5451 p3 (TTA)5 15 16693392 16693406 CACCTCACTTTCATTACTTGGG TGATATTAGTAACGCACATTCATTTT 278

Ad06A5455 Aradu.A06 5455 p2 (GA)6 12 16702476 16702487 CATCACTTACAGCCAGCCAA TTGCACTGACCCCTAAGACC 182
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Ad06A5460 Aradu.A06 5460 c (T)10aattctaatactaaaccattgttctaaataatctgttccatttaaaccattgttctaaattctaatacttca(T)10cttttcaacaagttaaccgaaacaggggag(A)10132 16710311 16710442 TGCGTCCAAAATAAAAATCAA TGATCATTCTGTGTTCCCTCA 274

Ad06A5462 Aradu.A06 5462 p2 (GA)7 14 16714169 16714182 ACAAGGAGCCCAGGGAAG CAACATCTGCAGTCAATTTCG 272

Ad06A5464 Aradu.A06 5464 p2 (AT)6 12 16719144 16719155 TCTTAAATTTCTCCCCCGCT GGACCAAGAGACAAGGAGGC 265

Ad06A5469 Aradu.A06 5469 p2 (AT)8 16 16724884 16724899 CCACCACTGGTATAGCCACC TGCATGCATCCAATTAACTTT 244

Ad06A5471 Aradu.A06 5471 p2 (AT)6 12 16733164 16733175 TTTTGCCCATATTCTACTTAAAACAA AAGGGTTATCCATATCCATGTAGG 272

Ad06A5474 Aradu.A06 5474 p4 (ATTT)5 20 16734684 16734703 TGGAAATTTTCGCTTTAATCC CCGATCCATAGACACCCCTA 265

Ad06A5478 Aradu.A06 5478 c* (A)10(AAT)5* 23 16737566 16737588 TTTGTTCAAGAAAGAACCAGACAG TTTGTTTTGATGTTTGGTTTGG 274

Ad06A5485 Aradu.A06 5485 p2 (TA)7 14 16750516 16750529 TTGTTTGCTCTTAATCGATATGTTG CGTTTAGAGGTGTTTAATCGCA 240

Ad06A5486 Aradu.A06 5486 p3 (CAA)6 18 16754190 16754207 AATCAGCACAACATTGGCAC TCCATAGGCTTTGTTGGGTT 227

Ad06A5487 Aradu.A06 5487 p3 (AAT)6 18 16754784 16754801 TTCCCAATTTACACTTCAAGTTC CACCAAAACCAATGTCACCA 245

Ad06A5492 Aradu.A06 5492 p3 (TTA)7 21 16772021 16772041 TTTGATCCAAATGAAAAATATCAGA TCGAGCCTGAAAATCCCATA 236

Ad06A5493 Aradu.A06 5493 c (A)10ggaaaataaaataaaacaaaaaccaaaatggagaggaaggatg(A)11ccacgaaacacacacaaacttcttgacataattaaggtgctagctagtaatgtataactagca(TCT)7148 16772331 16772478 TCAAGTGACATGCTCCATTACA CCACAACATTTTCTTGGAACC 266

Ad06A5494 Aradu.A06 5494 p4 (TTTA)5 20 16773425 16773444 AATTCCTGATGCCACCACTC TGTGTACAATGTATTTGCACTGAAAG 184

Ad06A5497 Aradu.A06 5497 p2 (TG)12 24 16776583 16776606 TGGTATATTGCGGCAGTTTG TGAGAATTGAGCGTATTTGATGA 274

Ad06A5499 Aradu.A06 5499 p2 (AC)7 14 16781112 16781125 TATGGCCAAGTGAGCTGAAA ATGGAAGCACCCCAATGATA 201

Ad06A5500 Aradu.A06 5500 p3 (TTG)5 15 16791953 16791967 TAAGTGATTTGAGGGGCCTG GCCCGAATTAGGGATACCAT 280

Ad06A5502 Aradu.A06 5502 c (A)11caaaacgcaggctgtgtttgttttgtttcctg(A)1154 16808123 16808176 CCCATCACAAAACGTAGGCT TGGTGTTGTTCAATGAAATGG 213

Ad06A5505 Aradu.A06 5505 p2 (TC)8 16 16814299 16814314 AAAAGTCAATTCTCTCTCACAAGTC CAATGAACATGCTGGATTGC 188

Ad06A5506 Aradu.A06 5506 p3 (GTC)7 21 16816849 16816869 ACCCTTGACATTTTGTCCCA CAGAGCAGTGCAGCGTAGAC 168

Ad06A5507 Aradu.A06 5507 c (A)10ttaacgtatagg(AT)838 16819052 16819089 TCATGTCTTAGAATCATTGAATAGGG CGCTTTGAGGTAGCACGTTT 277

Ad06A5509 Aradu.A06 5509 p5 (TTTTA)5 25 16831595 16831619 AACAGGGAGCTCACCAAATG GGTCGTGTGGTTCACCTTTT 234

Ad06A5514 Aradu.A06 5514 c (ATA)6(GTA)5 33 16861283 16861315 TCAGACCTAATGACTTGAGAAAGAGA TGCCATTTTTATTGTTCGGC 234

Ad06A5515 Aradu.A06 5515 p3 (AAT)7 21 16861559 16861579 TTTCTCGGGCCCCTAATAAT AATTCACCCAACCAATGTCAA 155

Ad06A5517 Aradu.A06 5517 p2 (TA)9 18 16863149 16863166 GCTGCATTTACTTCTAGAAATTCTCAC GGTCTTCCATGGTCATAGTTCC 257

Ad06A5518 Aradu.A06 5518 p3 (TTA)5 15 16863391 16863405 ATGGCAGCTAAGCTCTTGGT GTGGGTTGGCACATTTCATC 235

Ad06A5519 Aradu.A06 5519 p3 (TAT)6 18 16863560 16863577 GATGAAATGTGCCAACCCAC AAACAGAATTAGCTTTAACCGTTTTT 186

Ad06A5520 Aradu.A06 5520 p4 (TTAA)6 24 16864071 16864094 TCCACATTGGAAGGCCTAAA ACCAACCAGCTACCACGTAA 238

Ad06A5521 Aradu.A06 5521 p3 (TTA)5 15 16864646 16864660 TTTTTGAAATAATTATCAGGACCATTT CCAACAAATTATAGCGCGAA 279

Ad06A5522 Aradu.A06 5522 c (A)11gagcgacattggaaaaaaaattttattcaaaacttttgatgtatatatacaacagactttctgaattcttgtgttttctaacaaggt(A)12110 16865676 16865785 AATGGTTGATGTGCATCTTGA TTTGATACAACAATGCATAAAGGAA 222

Ad06A5523 Aradu.A06 5523 p3 (ATT)5 15 16866810 16866824 AGTTCTATGGCGGCGAAAC ACTTGAGTTGGGCTGGACAT 280

Ad06A5525 Aradu.A06 5525 p3 (AAC)5 15 16867477 16867491 TTTGGTGCAACCTAACATGG CTAGATGGACCCAAACCGAA 234

Ad06A5527 Aradu.A06 5527 p2 (TA)6 12 16873590 16873601 CCAAAATTAAGGTGAAAGGAATTT AAAGGCAAAAATAAAATCTATGCAA 256

Ad06A5528 Aradu.A06 5528 c (T)10gagtttatgtaaatcttgcatagattttatttttgcctttttatttatcttatgctaaaattc(T)1285 16873720 16873804 TTTTAAAAAGGTTAAACCGATATGAT TTTCTTTCTTTCTTCCTCGCA 274

Ad06A5533 Aradu.A06 5533 p3 (CTC)5 15 16882007 16882021 GAAGGGCCTATGTGTTCTGC TGATGCTGCTGAAGAAGTCG 269
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Ad06A5534 Aradu.A06 5534 p2 (AT)6 12 16882423 16882434 TTGGACACTTCGACAGCAAC TTCCATCAATTTCACCGTCA 163

Ad06A5535 Aradu.A06 5535 p3 (CCA)5 15 16882576 16882590 TGACGGTGAAATTGATGGAA TTATCATCCCCCAACCTTGA 186

Ad06A5540 Aradu.A06 5540 p3 (CAA)5 15 16887677 16887691 ACCATCCCACATCCTTACGA CCCACCTAGTGGGACAAGAC 185

Ad06A5542 Aradu.A06 5542 p2 (AT)9 18 16921617 16921634 GCCACGTGTCACAAGATGAT TTTGATTTTGAGCATATAACTTTGTTT 250

Ad06A5544 Aradu.A06 5544 p2 (AT)6 12 16931272 16931283 ATGAATGCTTGAACAGTGCG TCCCCAATTAGAGGTGTCCA 279

Ad06A5545 Aradu.A06 5545 p3 (TTA)5 15 16948818 16948832 GCTGCGGGTGATTATTGACT GCATTTCGTTCGATATCATGTTT 261

Ad06A5546 Aradu.A06 5546 c (A)12gtaaaaagagcaagcc(A)1543 16951001 16951043 TGCATTGATGAAGAAAAATGAAA TGCCACCATATGTGTAAGCC 252

Ad06A5547 Aradu.A06 5547 c (CCA)7(CCT)5 36 16953130 16953165 TTTGCATCTTGTTCTTGCCA CTCAAGCAAAGGAGGAGGTG 157

Ad06A5551 Aradu.A06 5551 p2 (TA)7 14 16971297 16971310 CGAGATATGGAGGCCAAGAA AAAAAGAAGCCATTATTCGGA 259

Ad06A5555 Aradu.A06 5555 p2 (AT)6 12 16986385 16986396 CGCAGATCCGCACAATAATA TCCGCATAATTGAACATTTTCTT 248

Ad06A5556 Aradu.A06 5556 p3 (TAT)5 15 16988005 16988019 AGAGATTTATAAACACTTTTGGGG TTTTGCAGACAATATTCCATCG 275

Ad06A5561 Aradu.A06 5561 p3 (AGA)5 15 17007316 17007330 AACGAAAAGGAAGAATCGCA CAGAAGCAAGCACACGGATA 260

Ad06A5562 Aradu.A06 5562 p3 (AAT)21 63 17007829 17007891 GAGGCTTTTTGTGAAATTCAACT CAAACTCCATTTATTACCGCTCA 229

Ad06A5566 Aradu.A06 5566 c (CCA)5tcacctcaaaaaaacagaac(A)1348 17019953 17020000 ACATCTTTAACACGCAGCCC TGTTGGATCTTGATGGGTTTT 233

Ad06A5567 Aradu.A06 5567 p3 (TGA)6 18 17021925 17021942 TGCCCTAGCGTTTATATCGG TAACCAGGTCCGGTCAAAAG 192

Ad06A5569 Aradu.A06 5569 p4 (AAAT)6 24 17055631 17055654 TGGCGCCAGCTAACTTATTC CGGAGAAGATGGCTTTGGTA 244

Ad06A5571 Aradu.A06 5571 p3 (ATC)5 15 17057992 17058006 TTCTTCTAATTCCAAGTTCTTACAACA TGCGGATAGGGTAGGATACG 246

Ad06A5572 Aradu.A06 5572 p3 (TTG)5 15 17060503 17060517 ATCTTGCCGTTGAAGTTGCT CCCTACCCAATGCACACTCT 242

Ad06A5573 Aradu.A06 5573 p2 (GA)8 16 17060666 17060681 AGAGTGTGCATTGGGTAGGG GCATACTCCCCCTTCCTCTC 188

Ad06A5574 Aradu.A06 5574 p3 (ACA)5 15 17062202 17062216 CAGCAAGCCAAAAGACCAA GGTTGTGGATACGGTTGGAA 152

Ad06A5575 Aradu.A06 5575 c (AGA)7aaaagaaga(AAG)648 17063730 17063777 GCTCCATGATTTAGGGTTGTG CTCCCCAACCCCACTTATTT 253

Ad06A5578 Aradu.A06 5578 p3 (TAT)7 21 17097888 17097908 CGCATGACAATTCTAGAAGAGAA AAGTCTCACCCTATGCCCCT 245

Ad06A5579 Aradu.A06 5579 p2 (CT)6 12 17098078 17098089 AGGGGCATAGGGTGAGACTT TCGTTAGAGCTTCGTGCTGA 177

Ad06A5593 Aradu.A06 5593 p2 (AG)7 14 17139902 17139915 GCGACCTAGGCACTCTCACT ACAATAGTCGCCACGAATCC 214

Ad06A5595 Aradu.A06 5595 p3 (TTA)8 24 17151043 17151066 AGCCAATTGCTGCTGTTTTT ACGCTTTGTTCCCTTCTCCT 266

Ad06A5596 Aradu.A06 5596 c (TCTT)6tctctctcttccaacaataacaataatattatacggtaactagtaacaaagcaaaccaagtgcttcttcttct(TCG)5tcttctcattgttttccttttaaacactctcacagtcacgcaga(AG)9174 17151216 17151389 CCCTTTCAAATCCGTGTTTC TCTCCAGAATCAGGACCACC 277

Ad06A5597 Aradu.A06 5597 p2 (AT)6 12 17152972 17152983 CGATGTGTTCAAGCCATTGT ATTGTTCACTGGTGGAAGGC 237

Ad06A5602 Aradu.A06 5602 c (T)10ctttcttaatttttattaatttatttaattttagttcttatgattcacatt(ATA)576 17159512 17159587 TTTTTGCATCACAAGGAGGA TCTTGTTGGCACATAACCCA 269

Ad06A5603 Aradu.A06 5603 p4 (ATTA)6 24 17160629 17160652 ATGGTCACCGGAGAGATGTT GCAAGCTGATTTTCCACCAT 183

Ad06A5604 Aradu.A06 5604 p2 (TA)7 14 17161164 17161177 AGTGCTCCTCAGCTTTTGGA TGAGCTGAACATCCTTCTTGG 221

Ad06A5605 Aradu.A06 5605 p4 (TAAT)6 24 17161601 17161624 AGTGCCACAGTTGGCTTACC TCTTCACCACCTCATCACCA 212

Ad06A5612 Aradu.A06 5612 p3 (AAT)22 66 17184154 17184219 TGTGCGAACTTGCACTATCC GGCCTTGAAGGGAATATTGG 239

Ad06A5615 Aradu.A06 5615 p2 (AT)7 14 17186756 17186769 TTTTGGGACAATTGGAAAGC CCAGAGGGAGTAACTAGGAGCA 144

Ad06A5622 Aradu.A06 5622 p2 (AT)9 18 17195662 17195679 CAAATGCGCATACTTGCATAA AATATTGCATGTAATGCTTGGA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5623 Aradu.A06 5623 c (T)14atcttcattttcaggtatgggaggtgtga(TATC)563 17195991 17196053 GCCATTGCGGTTACCTTTT AATGAGAGGAGGGAGGGTGT 141

Ad06A5628 Aradu.A06 5628 p3 (ATT)11 33 17203159 17203191 TTGGTCGAAAAATTCATCGTT AGGCTCGTTTTGTTTTGGAG 211

Ad06A5629 Aradu.A06 5629 c (TA)8(GA)6 28 17203583 17203610 CACAAATCCCTCGAACCCTA AAGAAAACAAAATGGATGGTATGAA 213

Ad06A5630 Aradu.A06 5630 c (T)10ctaagaaaacaaaaaagaacatgggcatctacgtatattgtagaaattgatatagcctatgatgatgattatgatgattatattagcggcaaaattaag(A)11120 17204208 17204327 CAATGAACAACTGCAGTGCC CCAGAGTCCTTGAGAGACCG 209

Ad06A5632 Aradu.A06 5632 c (A)11gctaaagccaaaaattagaaag(A)1043 17225585 17225627 TGGACTAGGCTGTCAAGCAG CAGGGGCCAATTATCAGAAA 169

Ad06A5633 Aradu.A06 5633 p3 (ATT)5 15 17229767 17229781 TCCATATATGAGTGACATGAGTTCC GTTATGCACCGAGTTGCCTT 270

Ad06A5634 Aradu.A06 5634 p2 (TA)6 12 17232342 17232353 TCAGCTTCTTTGGGAGTGGT TCTGTTATTCAGCCTGGCCT 273

Ad06A5635 Aradu.A06 5635 p2 (TA)10 20 17232614 17232633 GGCCTGACATGACCTGTTTT GGCGTCAAGCGTTCTAAAAG 156

Ad06A5640 Aradu.A06 5640 p2 (TA)6 12 17247959 17247970 TTTGATCAGAGTCTCGTGTTGAT TTTGGACGGCTCAGTTTTTC 229

Ad06A5642 Aradu.A06 5642 p2 (AT)6 12 17254172 17254183 CGAGTCACACTCGCATGG GGCCTTAGCTTCACAGGTTG 129

Ad06A5643 Aradu.A06 5643 p2 (AT)8 16 17255174 17255189 GATAGTCCCTTTGTGCGTGC ATTTGTTGACCCTCTGTCGC 273

Ad06A5644 Aradu.A06 5644 p2 (TA)6 12 17256638 17256649 TCAAACAGGTTGATGACCTTTG ATAGCGGTTCATCACCGAAC 126

Ad06A5646 Aradu.A06 5646 p2 (GA)6 12 17267315 17267326 TGCTTGTCCTCAAGCAAAGA CAAATTGCACACAAACCAGG 235

Ad06A5647 Aradu.A06 5647 p2 (AT)7 14 17269698 17269711 GGAGACACCAAACTTAATTTCAGA AAAACTTACGTCCCTTTTTCTTTTT 219

Ad06A5649 Aradu.A06 5649 p2 (GA)6 12 17281193 17281204 GAGAACAGAAATTTGGGGCA TCCGGCCAACTCATAAACTC 279

Ad06A5651 Aradu.A06 5651 p2 (TA)7 14 17300868 17300881 TGGGATCGACCCTTACTCAC ACGTAACCACGCAATTAGGC 229

Ad06A5654 Aradu.A06 5654 p2 (TA)6 12 17316828 17316839 AAAAATTATTGCGGAAGAAAAA TGAATCTTTCAATCGAATCGG 152

Ad06A5660 Aradu.A06 5660 c (T)10acattattagtatattaaaattaaaatcatattacaatattttgaaatcttaacattg(T)1179 17332282 17332360 GGAGCGAATTAGATTTATGTGTC GCCAAAACCAAATAATAAGAAAGA 187

Ad06A5661 Aradu.A06 5661 c (ATT)5aatacaaaattttaaactaataagc(AT)958 17333301 17333358 TGCAAGCCCACATGTATAGC CAATTAGGGTCACTACGCTTCA 226

Ad06A5662 Aradu.A06 5662 p2 (AT)9 18 17333970 17333987 TTTGCAAACAAACCAATGGA TCTTTCACCCTCCTTTTTGA 265

Ad06A5663 Aradu.A06 5663 p4 (CTTT)5 20 17334694 17334713 TCTTTGCTTCTCCATTATCGG GTGGATTGAGAAATGGTGGG 109

Ad06A5664 Aradu.A06 5664 c* (CT)17(TCT)6* 49 17335411 17335459 TGGTGTTTGGGTTAAAAGGC TGTTGGAGTGAGAATGCAGG 247

Ad06A5665 Aradu.A06 5665 p3 (CTT)5 15 17335587 17335601 CACCTCCATTCTCCTCTGGT GACGGTGAATGGAAACGAAT 237

Ad06A5666 Aradu.A06 5666 c (A)10gaaagaaaaggcttcattttgatgtgctatgttgacactttttttccctaatcaatttc(GT)987 17336396 17336482 AGGAAGTTGCAGCGGTTAGA CGGTAGTGAAGGCTCACACA 261

Ad06A5667 Aradu.A06 5667 p3 (AGG)7 21 17341194 17341214 CAGAGAAACATGCAAGGGGT CACCCTCACATTCATGACCA 279

Ad06A5670 Aradu.A06 5670 c (A)13ggagggtagaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagaccaaactat(A)10tagatagtaaaaaaag(A)10112 17345150 17345261 TCAACTTGAGAAAAGAGAAAAGGAA CAGTCGTCTTGATTGCCGTA 221

Ad06A5671 Aradu.A06 5671 p2 (AT)6 12 17346052 17346063 AGAACCACATCCACACGTCA AACCAAAATTGCTCGGAAGA 118

Ad06A5673 Aradu.A06 5673 p3 (AAT)7 21 17357373 17357393 AAAGCACCCAATCCTTTCCT CCCCAAATATTGAGGACAAAAA 201

Ad06A5674 Aradu.A06 5674 c (T)11attttagaagtctgttgaatccatcttttaaaaaagataaaaataataggaaaatttgcaaaaataattacttatttaaagc(T)10103 17359852 17359954 TTGATGCTTAAGTTAGCAATGACTTT TGAAGAGGTCCGACACTGC 262

Ad06A5675 Aradu.A06 5675 c (AC)6(AT)7 26 17364331 17364356 GGTAGTCCTGGTGATCGTCG ATTTTGGCCTCAGAACATGG 212

Ad06A5676 Aradu.A06 5676 p2 (AT)6 12 17364578 17364589 AAAATAAAGCCGCACCAAGA TTGTGTGGCGATTACCCATA 272

Ad06A5679 Aradu.A06 5679 p4 (AAAT)5 20 17366477 17366496 AACTTGTGGAGCCTGGTTCA TCGTAGCACCGATAAGATGC 279

Ad06A5685 Aradu.A06 5685 c (AT)6agtttatgtattgttagaaatagatatcttacaagtggctctgaatcc(T)1070 17374709 17374778 GGTCAAATTCTGCCCAAAAA TTCTTTCTGCTTGTCGCTGA 252

Ad06A5687 Aradu.A06 5687 p4 (TATT)5 20 17381637 17381656 TCAGCCACCCACGTATTTTT TGTGCGTCTCTCATTCCTTTT 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5688 Aradu.A06 5688 c* (A)10(AC)10* 29 17382284 17382312 TTCGAATTCCCTCACTTTGC GCGGAAGAATTCTGAGGACA 161

Ad06A5690 Aradu.A06 5690 p2 (AT)7 14 17386654 17386667 CACCTGGGCTCAATTAGGAA TGCCAATTCAAATAAATCCGA 239

Ad06A5691 Aradu.A06 5691 c (T)10ggtgataatttggttgcttcgctatttacgttattggtagaaccaacaatttcgatcaacaaatctt(A)1390 17388231 17388320 TCCTTCAAGCTTTCATCACTTC AACGACCGGTTAATCCATGA 175

Ad06A5693 Aradu.A06 5693 p3 (TTC)7 21 17390942 17390962 AGAAGAATGCAGAGGCAAGC GAAACTTGGTATGGGCCTGA 215

Ad06A5695 Aradu.A06 5695 p3 (TTC)5 15 17399613 17399627 ACGGTGGATGTGGAAATAGC CCAGTTCCTGGTTGAAGAGG 223

Ad06A5699 Aradu.A06 5699 c (TCT)5ctcctgcg(CTT)744 17409489 17409532 GCGCATTAATGACGAGTGAA ACGAAAACGCGAGAAGAGAA 119

Ad06A5700 Aradu.A06 5700 p3 (AGG)9 27 17411061 17411087 AAGAACTTACGTGCGCGAAT AAAATCACCAAGGCTACCGA 140

Ad06A5703 Aradu.A06 5703 p2 (CA)9 18 17414095 17414112 AATGTATCCACCCGCAAGAA TGGTCCAAAGAAAAGAGGAAAA 272

Ad06A5704 Aradu.A06 5704 c (TTA)5agttagttaattaatta(AAG)753 17415620 17415672 CCGATTAACGGTTGGAGAGA AGAGTGACGTGGGAAGGATG 213

Ad06A5705 Aradu.A06 5705 p2 (CA)6 12 17424771 17424782 CCGATCATCTTGCACTCAAT GGCATTTGAATATGGAAGCA 277

Ad06A5706 Aradu.A06 5706 p2 (AC)9 18 17428277 17428294 TGAACCTGGAACAAAACAACA GCCATTTGTTACCCTCTCCA 269

Ad06A5707 Aradu.A06 5707 p3 (ATT)5 15 17430675 17430689 TCTGCAATAATTGGAAGGGG CCAAAGGCAAAGGGACAGTA 279

Ad06A5708 Aradu.A06 5708 p4 (AAAG)5 20 17431999 17432018 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 219

Ad06A5709 Aradu.A06 5709 c (AAT)6aaaatgttaaatatgaaataataaatttacctgtagagaaataatactcttctatgaaaatttttgtaaagaacagtgagagagaag(A)10115 17432182 17432296 CGAAATAGAAACAAAATAGCACGA TATTTATTTGCACGTCCCCC 196

Ad06A5714 Aradu.A06 5714 p3 (TCT)5 15 17484650 17484664 CAAGAACCAAACGACATCCA GGAAGAGCTTCATGGCTGAG 278

Ad06A5715 Aradu.A06 5715 p2 (AT)11 22 17485247 17485268 CTTAGCTTCTTGCCCAATGC GGCTTTCATGCCACTTCAAA 172

Ad06A5717 Aradu.A06 5717 p3 (TTC)5 15 17485715 17485729 CTCCAAAACCAATGAGTGGAA CCACAACCGCTTACACTTGA 112

Ad06A5718 Aradu.A06 5718 p3 (CTT)6 18 17485932 17485949 CCAAATGAATGGTGCCTCTT GGCAAGCATCATCCCATAAT 236

Ad06A5721 Aradu.A06 5721 p3 (TTG)5 15 17493873 17493887 GTTGATCAAAATGGCGGAGT GTTGCGGATTTGAGTCTCCT 274

Ad06A5728 Aradu.A06 5728 p2 (TA)7 14 17519856 17519869 TTTTAATATATTTTGCATGCTCTACAA TTGTCTCAGACCCCATAGTTAAA 250

Ad06A5729 Aradu.A06 5729 p3 (TAT)5 15 17520319 17520333 GCCATCGCCACCTACTACAC GCAACTCAGATTCTCAAATCAAA 280

Ad06A5731 Aradu.A06 5731 p2 (TG)13 26 17521740 17521765 TGCACGAGGATTATATTGCG TCATTGCTTTTCGAATTCCC 147

Ad06A5732 Aradu.A06 5732 p4 (AATG)5 20 17522700 17522719 CTGAAGGAAGGCGAAGAACA TGAGTTGTGCACATTGGGTT 275

Ad06A5734 Aradu.A06 5734 c (CTA)5(ATA)15 60 17526674 17526733 TTCGACAATGATGATGAATGAG TTTGTACGTTTCCCACCCTC 262

Ad06A5736 Aradu.A06 5736 p2 (AT)6 12 17529964 17529975 TTTTTATACCACAAAACAAAAGGTAAA GAAAATTTGGATGCAATGACTTT 223

Ad06A5744 Aradu.A06 5744 p2 (GA)10 20 17548735 17548754 TGACCACTACCAAGTACTGAGGC AAGCCCAATCTCAAGTGGAA 275

Ad06A5746 Aradu.A06 5746 p3 (AGA)6 18 17553144 17553161 CAATAATGGGGTCGGTTTGT TGCACGTGATGCAGTAGGAT 260

Ad06A5747 Aradu.A06 5747 p3 (TTC)6 18 17553600 17553617 CACCAACAATTCGTTGCTTCT TGCAGTGAGGATATTTGTTTGG 280

Ad06A5748 Aradu.A06 5748 p2 (AT)7 14 17554679 17554692 TCTTCTTTCGGTGCAGGAAT TCCCCTATAATTGTGGTCCAA 250

Ad06A5749 Aradu.A06 5749 p3 (ATT)5 15 17554862 17554876 CTGGTCCAGAAATTTGGAGG GCATAAGGGAAACGATGGTG 109

Ad06A5750 Aradu.A06 5750 p4 (AATA)5 20 17571863 17571882 AAAAGAGGGGAGATTTGATTCTTT CAATCATAAGCCTCCATGCC 155

Ad06A5752 Aradu.A06 5752 p2 (CA)7 14 17575634 17575647 TGGCTACAATGGGTTTTCGT CCCTTTCTCAATTAAAAGCATCA 170

Ad06A5756 Aradu.A06 5756 c (TA)6aatacgcacatgtagatgaccgagaaatttgattgacactagaaagaac(AT)673 17584613 17584685 ACTTGAGTCTGGCGCCTTAG AAATCATCTTACGGCGGTTG 259

Ad06A5758 Aradu.A06 5758 p2 (CA)9 18 17589562 17589579 GAGATCCCTGCCCTATCTCC ATGGCTATGCGATGAAAAGG 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5765 Aradu.A06 5765 p2 (GA)7 14 17609800 17609813 CATGGGGCTCATACAAGAGAA GTGAAAGGGTCCTGTTCCAA 246

Ad06A5766 Aradu.A06 5766 p2 (TA)6 12 17626569 17626580 TGGCCAAAGATGTTTCAATG TTTGAATTAACAAGTACATGGAGTAGG 267

Ad06A5768 Aradu.A06 5768 p3 (TTA)6 18 17641551 17641568 TAGTGGTGCACAGGAGATGC AATAAAGAGAAACAACTCAAAAACAAA 136

Ad06A5770 Aradu.A06 5770 p4 (CTTT)11 44 17645419 17645462 ATGGTATCAGCTTGGATGGG CATCCAGAATGCAACACCTG 177

Ad06A5771 Aradu.A06 5771 p4 (TCTT)6 24 17646432 17646455 TATTGTTTTGTGCTTGGGCA CCCTTTAGCAATGGAACCAA 257

Ad06A5773 Aradu.A06 5773 p2 (TG)8 16 17651613 17651628 CATAAACTGCTCGGCACTGA CTCATAAGGCCACAGGGGTA 262

Ad06A5775 Aradu.A06 5775 c (TC)11(AC)11 44 17658910 17658953 TTTGGCGATTGGATGAATTT CCAGCTCATGCAAACAAACA 277

Ad06A5776 Aradu.A06 5776 p2 (TA)10 20 17659765 17659784 CTATGACGACGACGAAGCAA CCCGAACTCCATAGCTACCTT 225

Ad06A5779 Aradu.A06 5779 c (T)10cactggaatgaatctacttcccaaaatt(A)1149 17662200 17662248 GAGAGAGCAATGAAGGGTGAA TCCACTCTTTGCTACCATAAAGAA 135

Ad06A5780 Aradu.A06 5780 p2 (TA)6 12 17666380 17666391 CGCTGAAACGTTCTATGCAA ACGGAGGAACAAACAACCAC 175

Ad06A5781 Aradu.A06 5781 p3 (CAA)7 21 17668163 17668183 GCACCACCACCTCATTTTCT TAGAGGTTGGGTGGGACTTG 275

Ad06A5782 Aradu.A06 5782 c (AG)6aaaagagttggcagagttgacggactctagcggcggcgacgagctcagaaaatggaag(GA)682 17668714 17668795 GCCCTCCATCTCTCACTGAC CAGTCCACCACCACCACTAA 277

Ad06A5784 Aradu.A06 5784 p3 (AAC)5 15 17674039 17674053 TTTCCTTCACCACCTGGTTC TCCAGTAGGCATTCCTCCAC 231

Ad06A5788 Aradu.A06 5788 p3 (TAA)5 15 17701849 17701863 AAGCTTGCATAACTAAATAAGAATGG ATTATCCATGGTGGTGGTGG 277

Ad06A5792 Aradu.A06 5792 p2 (TA)7 14 17715848 17715861 AACGTAACAATTTATATCTGCTTCCTA AGCACTCGCAGACCATCTTT 259

Ad06A5793 Aradu.A06 5793 p3 (ATT)5 15 17722766 17722780 TAATCGCAATTCCCCCAATA TAGATTCCCTGTCCCACAGC 204

Ad06A5795 Aradu.A06 5795 p3 (TTA)6 18 17736650 17736667 TTGACTCCTTAACATTTTTCATTCT TGTGCCATGTTAGAATGCTTG 183

Ad06A5801 Aradu.A06 5801 p2 (TA)7 14 17752599 17752612 CAATTCAAGGCCCAGAAGAA TCACCACTCTCTCACGCAAC 279

Ad06A5802 Aradu.A06 5802 p4 (AAAT)5 20 17755681 17755700 AACTTTGGAAATTGCTATAGAGTAACA TTGCTTTTAGTCAAGTCAAGATAATTG 192

Ad06A5803 Aradu.A06 5803 p3 (TAA)5 15 17755944 17755958 GACAGCAGGTCGTAGAAGGAA GGTGGATATCAAAAGACGGTTC 100

Ad06A5807 Aradu.A06 5807 p2 (GA)7 14 17760098 17760111 TGGCGTATCAGAAATTGTTCC CAAGCACGCACGTGTATGTA 277

Ad06A5813 Aradu.A06 5813 p3 (AGG)6 18 17775003 17775020 CCAACCCTGTTCATCCATGT CCTTCCACTCCTCTTCCTCC 266

Ad06A5814 Aradu.A06 5814 p3 (GGA)6 18 17776519 17776536 CTATCGGGAGGAGCTGTCAC CTGAATCCGACAGCCCTAAG 265

Ad06A5823 Aradu.A06 5823 p3 (ATA)7 21 17811249 17811269 ATTGTAGGAATGTGGGTGGC TCCTAGTGTTTCCCGCTCTG 236

Ad06A5824 Aradu.A06 5824 p3 (AAT)18 54 17818569 17818622 CGACGATCCCTTTTGTTGTT TTTTTGGTGTCAAATTGAAATG 248

Ad06A5826 Aradu.A06 5826 p3 (TAA)5 15 17824012 17824026 GGGCTGGGGTGTATAAGGAT GCTGCGTGTAAAAGGTCAAA 267

Ad06A5827 Aradu.A06 5827 p3 (TTA)5 15 17824855 17824869 CAATTGGGAACCATGAGAGG TGTGTGTGTCTACACTTCTCAACC 138

Ad06A5828 Aradu.A06 5828 p3 (TAA)10 30 17826411 17826440 TTTTCATAGCATGCCTGCAC AGCCTTGGGGTATGACATTG 202

Ad06A5831 Aradu.A06 5831 p2 (AT)8 16 17859603 17859618 AGCTCACGAGCTGACTCAAA GAGCCTGAAATTGAGCTCATAAA 272

Ad06A5834 Aradu.A06 5834 p2 (TA)6 12 17873169 17873180 TGCTTGCAAGTGATCGTACA TTCATTTTACTAGGTGTGTGAATGG 278

Ad06A5836 Aradu.A06 5836 c (AAAT)5ttattcttttttgagttagttaaattgg(A)1058 17874300 17874357 AAGTATATTAGAGTCCACCGTACCAA TGTCACTTTTTGCTTGGGCT 143

Ad06A5840 Aradu.A06 5840 p3 (TAT)5 15 17889914 17889928 CTGTCTCTCCACCAACGCTA AACCACCTTAACAAGTAATCTGAAA 111

Ad06A5845 Aradu.A06 5845 p3 (ATA)6 18 17897993 17898010 GAAAACCCATGGCAGAGAAC TGCATTGAAGGCACTCACAG 280

Ad06A5846 Aradu.A06 5846 p2 (TA)6 12 17904972 17904983 CCAGACCCGGTAGACAAAAA AGTATGGATCACAACCCCCA 154
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Ad06A5852 Aradu.A06 5852 p2 (CT)7 14 17924731 17924744 TGGCCCAATTTGACTTTAGG GCAGCAGTGAAAGCTTGTTG 269

Ad06A5853 Aradu.A06 5853 p2 (AT)7 14 17927702 17927715 CCGTTTTCATTGAGCAAGGT TTTGGTCAGACGGTCAATCA 135

Ad06A5854 Aradu.A06 5854 c (TC)10(TA)6 32 17933934 17933965 TGCACTTATTTTGAATACTTTCGG GAAACAGCCAAATCTACCTTATGA 194

Ad06A5855 Aradu.A06 5855 c (TAT)7atattactaa(T)1041 17937285 17937325 AATACTCTTTCGAGTCAATCTTAAAAA CTGAATTCATGGACGCAGAC 274

Ad06A5856 Aradu.A06 5856 p2 (CT)6 12 17954084 17954095 TTACACATGTGAACGGTCCAA TCGATTCCTTATTGCCTTCG 224

Ad06A5857 Aradu.A06 5857 p2 (AC)7 14 17954947 17954960 ATGAACCCATGCAGTCACAA TCATCACAAGGAACGCGTAG 172

Ad06A5858 Aradu.A06 5858 p2 (TC)8 16 17996106 17996121 CACCACCCTAGCTCTGAAGC ATGGCAGCAATGTGACTGAG 258

Ad06A5861 Aradu.A06 5861 p3 (GAA)6 18 18019144 18019161 ACCACTGAGCTATGACGGCT TCCATCTTCCCTCACTCACC 240

Ad06A5862 Aradu.A06 5862 p3 (ATT)5 15 18022170 18022184 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad06A5864 Aradu.A06 5864 p4 (CTAA)6 24 18030381 18030404 CATTTAGGCAATAAGGGGCA CTTCTTCCCTCCTCCAATCC 198

Ad06A5867 Aradu.A06 5867 p3 (TTA)14 42 18043540 18043581 CCACTGTTTGAAACGATAAGGA TGCTTGACAATTCGTCGTTC 223

Ad06A5870 Aradu.A06 5870 p2 (TA)8 16 18057171 18057186 TCTTCCTCTCTTCAACCCCA TAACCCAAAGGTCCAAGCTG 244

Ad06A5873 Aradu.A06 5873 p3 (CGA)5 15 18073019 18073033 GATCAGCTTCTGAGTTGGGC CCATCTCGTACTCAGTCGCA 270

Ad06A5876 Aradu.A06 5876 p2 (CT)10 20 18081849 18081868 TTACACATGTGAACGGTCCAA TCTGCCATCGTGTCACCTTA 201

Ad06A5877 Aradu.A06 5877 p2 (TA)7 14 18084780 18084793 CAGTTTGCAAGTGGGTTCAA TTTACTGGTTTGTTGTTTCACGA 258

Ad06A5878 Aradu.A06 5878 p3 (AGA)5 15 18085644 18085658 GATGGTGTGGAGCGTGATAA TCCTTTCCACCTGAACCAAC 266

Ad06A5879 Aradu.A06 5879 p2 (TA)7 14 18088253 18088266 CTCAAGACCCGAATTGGAAA TGTCCTGTTTGCTGAACCTG 257

Ad06A5880 Aradu.A06 5880 c (TCT)5tttctttcgtgtatgtcttgccttctctttctccttcatcaaccattactgcacgttttcactgcacctc(CTT)5gctgcacgttcttcttcctcttcctcttcttcttcttttctttcgtttcttgccttctctttctccttcttcaaccgttactgcacgttttcactgcac(CTT)5214 18092715 18092928 TGTATATCCTTCTTCTTTTTGCG GAGGAAGAAGAACGTGCAGC 277

Ad06A5882 Aradu.A06 5882 p3 (AAG)5 15 18100865 18100879 ACCGCTTGGGTGTATTTCTG ACACGCATTACATTCCCACA 204

Ad06A5885 Aradu.A06 5885 c (TA)8(GA)6 28 18103999 18104026 TCACCTTTTAAATACCATAACAAAAA CGTTGACAGATTATTAGATTAAAGCAA 223

Ad06A5886 Aradu.A06 5886 p2 (AT)7 14 18107490 18107503 TTGATCCTTACAGGTGAATTTTATT TCCCTTGAAATTTGTATTTGACA 271

Ad06A5890 Aradu.A06 5890 p2 (TG)6 12 18124555 18124566 GAAACTGACCAATCCACCTCA CAGCACATACAAAAATGGTTCA 206

Ad06A5895 Aradu.A06 5895 p2 (AT)10 20 18139891 18139910 GGACAAATAGGTCCTTGAGAATTT CGGTTACCCACCGTAACAAT 279

Ad06A5897 Aradu.A06 5897 p2 (CT)6 12 18163595 18163606 TCGAGGGATTAAGGAGCTGA GAGTTGCTGGAGTAGCAGGG 233

Ad06A5898 Aradu.A06 5898 p3 (GAA)5 15 18164954 18164968 TACCTTCCCTGGCAACACTC GCAACAGAACTCAGTTGGCA 222

Ad06A5901 Aradu.A06 5901 p2 (CT)6 12 18190589 18190600 CACGTGCTGTTTCTCTCCAA TTGCTGATGTCGTGTTGTCA 277

Ad06A5902 Aradu.A06 5902 p3 (TTC)7 21 18194610 18194630 ACAGGGTGACCCCCTATCTC GACTTTTTGCCCACTGAAGC 243

Ad06A5903 Aradu.A06 5903 p2 (AG)15 30 18201097 18201126 TCACCAAGACTCACGCTCAC TGTATGTGTGTGTCCACCCC 236

Ad06A5908 Aradu.A06 5908 p3 (ACA)16 48 18221329 18221376 GGGCTTATGGTTCGAATGAA TAATTCATGTAGCCGACCCC 248

Ad06A5909 Aradu.A06 5909 p2 (AT)11 22 18229585 18229606 AATGCATGCAGCAAAACAAC TTACCTGCTTCAGGTGGCTT 246

Ad06A5910 Aradu.A06 5910 p4 (TTTA)5 20 18232082 18232101 AACCCAAGAAAATGAGGGCT ACCCGATACTCCTCCCAAAC 161

Ad06A5913 Aradu.A06 5913 p3 (GGA)5 15 18239524 18239538 AGTAGGAGTGTGCGGATTGG CAACCAAAGCACTACCCGTT 151

Ad06A5914 Aradu.A06 5914 p3 (AGA)5 15 18241527 18241541 CGTCTTTATTTGAGTGACTCCC TCTTGGTACTCCTTGCCACC 122

Ad06A5918 Aradu.A06 5918 p2 (AG)6 12 18263315 18263326 TGAAGGGTGAAGTAGGTGGG GAATTGGCTCAAAACGCAAT 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A5922 Aradu.A06 5922 c (T)10caattatatcattctgtttcttgtgtttatatatgatgcaactctca(AGC)572 18288160 18288231 ATCTCGGACCCCTTCAGATT GCTGTCTTCTTGACGCTTCC 245

Ad06A5923 Aradu.A06 5923 p2 (AG)6 12 18292067 18292078 AGCCTCTGCCATGAGAAAAA ATGAGCAGAGAGGTGGAGGA 251

Ad06A5924 Aradu.A06 5924 p2 (CT)9 18 18292666 18292683 AGAGAACCAGAAGAGCAGCG GAGCAACTGAGGAAGCCAAG 149

Ad06A5925 Aradu.A06 5925 p2 (CT)9 18 18293393 18293410 TATGCTTTCCTTCCCCCTTT TCGATTGCACATAGTTTTCACC 241

Ad06A5928 Aradu.A06 5928 p3 (GCG)5 15 18299620 18299634 TGCTTGCCATAACACTCTGC CTGTGTTCGCGTTTGTGAGT 218

Ad06A5929 Aradu.A06 5929 p2 (CT)8 16 18300548 18300563 TTGCTTCCTTTCTTGACGCT GACGGTGTCTAGCTCATTTTCC 246

Ad06A5930 Aradu.A06 5930 p2 (GA)17 34 18300881 18300914 TGACGGGACTATGTTGATGC TCTCCATTCCCCCTTCTCTT 195

Ad06A5936 Aradu.A06 5936 p3 (AGA)6 18 18361933 18361950 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 170

Ad06A5938 Aradu.A06 5938 p2 (AT)8 16 18377545 18377560 GCTCGGACATTACGACAACA GTGGTTGATTGTACCCTCGC 262

Ad06A5939 Aradu.A06 5939 p2 (CT)9 18 18380878 18380895 ATATTGGTGGAAGCTCGACG CCTTCCCACTTAACCAAGCA 259

Ad06A5942 Aradu.A06 5942 p3 (ATT)11 33 18427871 18427903 CTTGTGGGTATAAAAATTGCG CGTAAAAACCGAGCTACCGA 132

Ad06A5943 Aradu.A06 5943 p2 (AC)7 14 18429830 18429843 CCTTGCTGAAGCATATTACTGAGA TTTTGTTAGACTAGGCTCAGATGC 251

Ad06A5944 Aradu.A06 5944 c (TAT)7(CGT)6 39 18430048 18430086 GCATCAAAGCTATATCCAATAACA TGAAATCCAACCGCTTTTCT 264

Ad06A5946 Aradu.A06 5946 p3 (TAA)14 42 18436200 18436241 CACAAAGCTGTTGATGCCAG TGATGCTACCAAGCAACCAA 190

Ad06A5950 Aradu.A06 5950 p3 (TTA)10 30 18444434 18444463 TGACACTCGTAGTAATCTTGCATGT AAATGAAATCCAGCAACTTTTC 226

Ad06A5953 Aradu.A06 5953 c (TTA)14(T)12 54 18463302 18463355 GGGCCAAGGTAAAGGTAAGG GCGACTCAATTACCATGTGC 239

Ad06A5956 Aradu.A06 5956 p3 (ATT)7 21 18485668 18485688 GCAGTTATGGAAAATGCTCCT GGGATGAGTAGACCTTTTCTTCAG 223

Ad06A5958 Aradu.A06 5958 p2 (AT)8 16 18492935 18492950 AGATTTGGAAACTCGGATGG TTCTTGCAAAATGCAAATCG 145

Ad06A5962 Aradu.A06 5962 p2 (AT)7 14 18500421 18500434 AGTCTTTTATTTTTCTAATCGTAGGG GACAAATTGATTTAACCGAAAAA 182

Ad06A5965 Aradu.A06 5965 p2 (TC)8 16 18521822 18521837 TTTCGAAAATTCCTCACCCTT GAGAGAGAAGAGAAGAGGGTTCG 250

Ad06A5966 Aradu.A06 5966 p2 (AT)8 16 18551275 18551290 TTCGTTGGTGCTGGTTGTAG ATGCATAAGTGGGTGAAGGG 267

Ad06A5967 Aradu.A06 5967 p2 (TA)13 26 18576444 18576469 CCCTCGCCTTTATCTTGATTT GCGACTCTGATAGCTCGGAC 280

Ad06A5968 Aradu.A06 5968 p2 (TC)6 12 18596623 18596634 CTGTGTCCTGCGAATCACTG GTCCCTGGGGGTAGAGACAT 274

Ad06A5971 Aradu.A06 5971 p2 (AT)7 14 18603497 18603510 TGCCTGTCTTATGGCTGATG CCACCACGTGTTTCAGTTTG 245

Ad06A5972 Aradu.A06 5972 c (TC)6acactctcttctgctttacccatggctgacggcagcgcgacgag(GAC)571 18605406 18605476 TGACAGAACTGGCTTCTCCC CGAGGAAGTTCAGAACCGAG 174

Ad06A5973 Aradu.A06 5973 p2 (CG)6 12 18616155 18616166 TATGCTTTTGGCATAACCCC TGGTGTTTGGAAGTGTTGGA 209

Ad06A5980 Aradu.A06 5980 p3 (AGG)9 27 18639887 18639913 CTCGGAAAGTAGTTGGGCAG GGCAAAGAAGAATGCTCAGG 208

Ad06A5983 Aradu.A06 5983 p2 (TC)17 34 18686197 18686230 CTCGCTCTGTACACCTTCCC TTGAAATTGAAGGTTGCACG 254

Ad06A5987 Aradu.A06 5987 p2 (GC)6 12 18711941 18711952 ATGAGAGGGGCCTAGAGGAG CGTAAGCGTACTGTGTGCGT 259

Ad06A5989 Aradu.A06 5989 c (T)11aaataaaccaaaacgacgtcattttggaaaaggagaaaaaaaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttagaaaaaaagt(A)12119 18739554 18739672 TGGTAGTGGTAGGGTTTCGC TTAACCGACCGGTTTAGGAA 257

Ad06A5995 Aradu.A06 5995 p3 (ACC)5 15 18760072 18760086 CTTTGCATTTCCACCTCCAT GGTTAGAAAAGGGGACTGGC 216

Ad06A5996 Aradu.A06 5996 p2 (CT)28 56 18762834 18762889 TTTCAGCTTCGGTCAGTCCT TGATAAACATAGATGCGCCG 206

Ad06A5997 Aradu.A06 5997 p2 (TA)9 18 18763422 18763439 TCTGGAAATTCAAACCTGGG TCCATTTCAAAATTCTCATCCA 185

Ad06A5999 Aradu.A06 5999 p3 (CTC)5 15 18768851 18768865 CCGTAAAATCACGTTGTTTCTCT TGGAAGGAAAACATCGAACA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A6000 Aradu.A06 6000 p3 (AAG)5 15 18769441 18769455 CCTCTTCCAAGTAATTTTGTAGCA TCCTCCTCCTTATTTTCTGCTG 202

Ad06A6004 Aradu.A06 6004 p2 (TA)8 16 18793068 18793083 TGAAGGGACGATTAGCAAAAA TTGATTGTTGATTGATTGAAATTG 237

Ad06A6007 Aradu.A06 6007 c (GA)7ttcttg(A)12 32 18800544 18800575 ATTGAAATTTTGTGCCCTGG TCATCCAATTGCATTCTCCA 268

Ad06A6012 Aradu.A06 6012 p2 (GA)6 12 18833265 18833276 TGCCTTTATAAGCAATGCCC ATTTGCGAGTCCAGTTTGGT 242

Ad06A6014 Aradu.A06 6014 p2 (CT)12 24 18925838 18925861 ACACACCCCTACACGCTTTC TGAGCTACGCCTGAACAGAA 211

Ad06A6018 Aradu.A06 6018 c (A)10catcaaaaaacaaagcaataaacatctaaaactatt(A)1056 18955676 18955731 TCAAAATCTAATAAAATGAAACATCCA GAAACGATGTGATGAGAAAAGG 275

Ad06A6019 Aradu.A06 6019 p3 (GTT)5 15 18958432 18958446 CTTCGATTCGGTGGGATTTA AGAGAGGTGGGTCACAATGG 218

Ad06A6020 Aradu.A06 6020 p2 (TA)7 14 18959351 18959364 GAAAACCTTCGAATTCACGC AAAGCATCATCAGGTGGAGG 122

Ad06A6021 Aradu.A06 6021 p3 (TTC)5 15 18967624 18967638 CCTTTCTTTGTTCTCCTTCTCG TTCATAATCCACTTCGCCCT 252

Ad06A6025 Aradu.A06 6025 c (TCC)8tttgcgtgttttctcctcacgctacgttatcgtcgtcatcattgt(CTC)687 18988692 18988778 ATACAAGTTGGGCAAAACGC AAAGAAGAAACACGTGATGAAAAA 223

Ad06A6026 Aradu.A06 6026 p3 (AAG)5 15 18989753 18989767 CGAGGAGGAAGATGTGGTGT CGGTTTGTATTGTTATTGCACG 133

Ad06A6027 Aradu.A06 6027 p4 (AAAT)5 20 18990392 18990411 GATGGCCATGTCGAAAGATT GGGATCCGTCCCTTTACAAT 185

Ad06A6033 Aradu.A06 6033 p3 (GGA)6 18 19011203 19011220 CCAGCGTTTACCAATGGTTT GAAAGGGGAAAGGTTGAAGC 195

Ad06A6034 Aradu.A06 6034 p3 (TAA)6 18 19013418 19013435 TCGAGAGTAAGAAGCGCGAG ACTTGACGGCCATTTTTCAC 280

Ad06A6058 Aradu.A06 6058 p2 (CA)6 12 19043310 19043321 CTCCACCCAAACCGTAATTC GCAACCCTCTCTTCTCTCCC 206

Ad06A6059 Aradu.A06 6059 p3 (AAT)6 18 19050923 19050940 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad06A6061 Aradu.A06 6061 p3 (TTC)9 27 19059170 19059196 CAAAATTGTCCCTAAAATTCAATG TCACTTCCCCATATTCTGCC 205

Ad06A6063 Aradu.A06 6063 p3 (ATC)6 18 19081691 19081708 GCCCAAAGTGGGTGATTATG GTGAACCTAGCCCAGGTGAG 249

Ad06A6064 Aradu.A06 6064 c (T)10aagaaaataatatatatgcaattatttttg(T)1050 19082808 19082857 TTTGTGAGACTTGGAACAAAAA TGAAGCTGAATTTTGTTCATCATA 259

Ad06A6067 Aradu.A06 6067 p3 (TCA)5 15 19111190 19111204 TGGCAGAAACAAAGGAGAAAA TTACTTTTTGGCTTTTCGGG 212

Ad06A6068 Aradu.A06 6068 p2 (AT)6 12 19115769 19115780 GATGCTTTATCCCTAAACCCC CAGCCAATATCAAGGACGTG 280

Ad06A6070 Aradu.A06 6070 p2 (TA)7 14 19119541 19119554 TCCTTTTCAGCCAGTGTTTTT GTGTGTGCAAACGAAATTGG 280

Ad06A6072 Aradu.A06 6072 p2 (TG)8 16 19134792 19134807 AAAACAATCTTATGGATCAACATGTAA TTTCATCCATTTTCTTCTTCAACA 238

Ad06A6073 Aradu.A06 6073 p3 (GTT)5 15 19139119 19139133 TTCGCCATCCTTCCAGTATC GAGGTTGCAAGGAGAGTTGC 178

Ad06A6074 Aradu.A06 6074 p3 (ATT)6 18 19141297 19141314 GGAAAATGTGAAGGGTGGTG AAAGTGAGTCAGTTCAATGGTCA 197

Ad06A6075 Aradu.A06 6075 p2 (GA)6 12 19171782 19171793 CTAGAGGTTTCTCCGGCCTT TAAACCCCTCATCCCTCCTT 226

Ad06A6076 Aradu.A06 6076 p4 (AGTG)12 48 19178252 19178299 CTCATTAGACGGCTGGAAGG TTTTACCCTAACTCTACCCACACC 101

Ad06A6078 Aradu.A06 6078 p3 (ATC)6 18 19204194 19204211 GCAAGCATGGATGTCTTTCA CCTTCATTCAAGTGGGGTTC 176

Ad06A6079 Aradu.A06 6079 p3 (TAA)11 33 19204362 19204394 TTGGCCTAAAAGCTTCCTGA GGGGCTGGCTTCTTGTAAT 226

Ad06A6080 Aradu.A06 6080 p3 (GTT)5 15 19207079 19207093 TCTGATAGCAGTGGCAGTGG CAACCCCTTTCTTCTCCCTC 269

Ad06A6081 Aradu.A06 6081 p2 (AC)6 12 19210082 19210093 AAGATGGGGACAAAATTCCC GAGAGGGTGGCTGCAGATAG 255

Ad06A6083 Aradu.A06 6083 c (AAT)13g(ATA)9 67 19218770 19218836 TTGTTAATGTTGAAAAATGGAGAAA AACTTGACGGTGCATCAAAA 137

Ad06A6085 Aradu.A06 6085 p2 (TC)9 18 19228422 19228439 CGCGTCAACTAACTAAAACGC TCAGGTTGTGCTCCTCAGTG 280

Ad06A6089 Aradu.A06 6089 p3 (GTT)5 15 19245136 19245150 ATTCTTGGCCACAAATGGAG ACTTGGCGAATTGCCTTATG 246
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Ad06A6090 Aradu.A06 6090 p3 (TTA)15 45 19247015 19247059 GTAACCTATTAAATGTAATCAATGCG TAATGGAGATGCTTCCCCTG 186

Ad06A6092 Aradu.A06 6092 p2 (CT)10 20 19265093 19265112 TGAACTAAAGCGCAATCACG GGGAGGAGGGAAGAAGAAAA 225

Ad06A6096 Aradu.A06 6096 c (T)10gtatgg(AT)7 30 19287001 19287030 CCTTGGGGCATTTTATCTCC TTGCTTCATACCAACAATCTCTG 280

Ad06A6098 Aradu.A06 6098 p2 (AT)8 16 19293848 19293863 CGGGGATTGATTGTGATTG GCAGAGAATTCCCAGTGAGG 262

Ad06A6099 Aradu.A06 6099 p2 (TC)6 12 19311039 19311050 CTAAAACGCAATCATGCGAA GCGGTCGCTTTATTCTTCAG 280

Ad06A6102 Aradu.A06 6102 p3 (AGA)5 15 19313685 19313699 GTTGCCTTCGAGCAAAAGAA CATTCATCCTCTCTTCCCCA 168

Ad06A6103 Aradu.A06 6103 p2 (AG)6 12 19332134 19332145 AAAAACAATGCCAAAAAGCG GCTGCCTGTTCTTCATCCTC 199

Ad06A6104 Aradu.A06 6104 p3 (TGA)5 15 19347404 19347418 AGGGATAAGGGTGTTGATGG GAGCAAGTGGGATGAACCAC 279

Ad06A6105 Aradu.A06 6105 p3 (AAT)6 18 19362013 19362030 GAACAGGGAAAAGGGCACTC GTCACCAAGCCTTCTCCTTG 181

Ad06A6106 Aradu.A06 6106 p2 (AC)6 12 19393549 19393560 CCCTTGGCCCAACATAACTA GGGCTTGGATTTCAAACAGA 270

Ad06A6107 Aradu.A06 6107 p3 (CAA)5 15 19397855 19397869 ATCATTCCCACAGAACCGAG GTGTAGCACAAACCCCATCC 204

Ad06A6110 Aradu.A06 6110 p3 (TTA)15 45 19436690 19436734 AATGCTTTACCTCTAAACACCAAA CTCAAGAAGACGACGTTCCA 195

Ad06A6111 Aradu.A06 6111 p2 (AT)6 12 19437443 19437454 TGATGGATGTGATTAGTACCAAAA TGAATTAAGATATGAACAGCAGTCAA 250

Ad06A6116 Aradu.A06 6116 c (CT)6cga(T)10 25 19457067 19457091 CAAAATCGCCTGTGCCTATT AGGGCATCTTCATTCAGTCG 274

Ad06A6117 Aradu.A06 6117 p3 (AAT)5 15 19457383 19457397 CCTAGGGGCAAACAAATTGA GATGGGGATATGAGAAATTTGG 213

Ad06A6119 Aradu.A06 6119 p2 (AT)7 14 19460345 19460358 ACATGAAGCTTAGGCGAGGA GCGCTTATACATCCGTTTTCA 260

Ad06A6120 Aradu.A06 6120 c (AT)7(AC)8 30 19466149 19466178 CCATCATTTTGAATGTCCCC AATTTTCTACCCGTGCGTTG 222

Ad06A6121 Aradu.A06 6121 p2 (TA)11 22 19467153 19467174 CAGACACAATTTCAGCACCAA TGAAGCATCTCACATTCTTTTGA 260

Ad06A6123 Aradu.A06 6123 c (A)10ctaaatctaaaacaaaatctagttacaaaaacccacaag(A)1059 19473568 19473626 TGCATCAAATAACAAACCAAAAA CATTTTGGCTGAATTGCATCT 279

Ad06A6124 Aradu.A06 6124 p2 (AG)6 12 19475472 19475483 CATGAACCGTAATCGCACAG TCTTTTCAGGCGTCTTCGTT 157

Ad06A6125 Aradu.A06 6125 p2 (AT)6 12 19477795 19477806 CATGCTTTATGCATTCGACC TTTTGGATGCCAAACAATTT 239

Ad06A6129 Aradu.A06 6129 p3 (TTG)6 18 19493914 19493931 TGAAAGGTGACGAGGTTTGA TTCGATCCGTTAGTCCAATTTT 254

Ad06A6130 Aradu.A06 6130 p3 (ATT)5 15 19497293 19497307 CGTAGCACCTCGCTACCTCT TCCAAGTGCATTGAAGCAAC 248

Ad06A6131 Aradu.A06 6131 p2 (TA)7 14 19497574 19497587 GCTTCAATGCACTTGGACAT TTTTATATGGGCCAAACTTCG 232

Ad06A6135 Aradu.A06 6135 c (TAA)6aatattaagtatgaactagtaaatttacctgtagaggagtagtattcttctataaaattttttgtgaagaacag(GA)6104 19504612 19504715 TGATGAATGAGTTTTGAGTTAGGA TTTTTCATTCTCTCTCGTACATTCTT 214

Ad06A6136 Aradu.A06 6136 p3 (AAG)7 21 19505177 19505197 TAAACACGCGAGGAAAAAGG ATACGCACGTCACTCAACCA 142

Ad06A6138 Aradu.A06 6138 c (A)10tcgaaattcatataccttacttatagagagatgtgttattaaaaaat(A)1067 19509362 19509428 GCTAGCAACTAGCCAACTAGCA TTTTTCAACTCTCATCCTCTCTGA 272

Ad06A6139 Aradu.A06 6139 c (T)10ggg(T)10 23 19510773 19510795 ATGCCATTCCACCCAACTAC TTAGGATTGGGGGTTGTTCA 228

Ad06A6141 Aradu.A06 6141 p3 (GAA)7 21 19529226 19529246 TCCGAAGCAAAAGGAAGAAA CCCCCTTCTATAAATCCCCA 220

Ad06A6148 Aradu.A06 6148 c (A)10tatcatttccttgttttactcataattttcgaaattttgcattaattttcaaaatcatatc(T)1081 19553011 19553091 CACTTGGTTGTTTTTCTCTTTCC TGATTGAAAGGATATGATCGAAGA 218

Ad06A6149 Aradu.A06 6149 p3 (GAA)5 15 19562830 19562844 GAGAAGAAAAACGCGAACAAA CACGTGTTTTCTCTCACCCA 241

Ad06A6151 Aradu.A06 6151 p2 (TC)14 28 19566630 19566657 TATTGGGCTTTTATGGGCTG ACGTCCGGATCAGAAAACAC 275

Ad06A6161 Aradu.A06 6161 p2 (AT)6 12 19606135 19606146 CTTCTTTTCCCCTTTTTCGG GGTGGAGGTAATAACGGGCT 201

Ad06A6163 Aradu.A06 6163 p2 (TA)13 26 19620118 19620143 TGTCAATGGACATCTTCCCA TCCCTTTGTGAGTTTGGAGG 263
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Ad06A6164 Aradu.A06 6164 p2 (TC)6 12 19621009 19621020 CACGACTCCTCTCTTCTCGG CCGATATCCTCCATGTCGTT 179

Ad06A6166 Aradu.A06 6166 p3 (AAT)5 15 19628822 19628836 TTTAAACACTCTTTTGGCTCTATTTTT TTCACTTTGTATAATTTTTATGGTGTG 213

Ad06A6169 Aradu.A06 6169 c (AC)11atacgaagataaccggtccgagcataatagt(AC)1889 19631383 19631471 TACGAAGATAACCGGTCCGA ATCCTGGTTCTCGGGACTCT 276

Ad06A6170 Aradu.A06 6170 p2 (TA)7 14 19639525 19639538 ACACCCCGATTGAAAACGTA TTAAAAATGGATTCGACCGC 248

Ad06A6172 Aradu.A06 6172 p2 (TA)10 20 19672584 19672603 TCTTGTCCCAATTTTCCGTT TCCCGAGACAACCCACTTAG 238

Ad06A6176 Aradu.A06 6176 p2 (AG)6 12 19712557 19712568 TCATGGAAAAGCACACCAAA CTTATTCCCCACACCATTCG 112

Ad06A6181 Aradu.A06 6181 c (T)10catcatcatcacca(TCT)642 19778964 19779005 AACACGATGACATTTGGGTG TGTGTTTCTTCTTCTTTGTTTGATTT 260

Ad06A6193 Aradu.A06 6193 p2 (AT)8 16 19830429 19830444 TAATCACAGCCATCCGAACA GTCGTTGTTGTTGCCATGAG 255

Ad06A6194 Aradu.A06 6194 p2 (TC)14 28 19830829 19830856 ACTGTACCATTAGCGGTGGC CAAGGGAGAAGAACTCACGC 235

Ad06A6195 Aradu.A06 6195 p2 (TC)13 26 19841358 19841383 TTTCGAAAATCACCCTCCTC CGAACACAGGGGAGAAGAGA 245

Ad06A6196 Aradu.A06 6196 p3 (TCT)7 21 19844666 19844686 CCAAACCCCTCTCCCTCTAC TTGCCTTCCCTTTCCTCTTT 271

Ad06A6199 Aradu.A06 6199 c (TCT)7tcctcttcctcttcc(TCT)10cttcttcttcttcgtcttcgtct(TCTTCC)5(TCT)13158 19858354 19858511 CCCACTCAAACGGTTCCTCT GAGGAAGAAGAACGTGCAGC 255

Ad06A6200 Aradu.A06 6200 p3 (AAG)8 24 19859427 19859450 TTTTTCCTCCTCATCTTCTGC CGTTTCTTGCCTTCTCTTTCTC 204

Ad06A6201 Aradu.A06 6201 p3 (GAA)5 15 19859591 19859605 GAGAAAGAGAAGGCAAGAAACG TACACGCGCTTTATTCATGC 248

Ad06A6209 Aradu.A06 6209 p3 (GAC)5 15 19874405 19874419 TGTGAAAGGATGTGAGTTTTGAA CCACCTCCTCCTCATCTTTG 257

Ad06A6213 Aradu.A06 6213 p2 (TC)17 34 19894907 19894940 TGAATCCTCTGCATTACCCC TTTTCGGGTCATTTCGAATC 214

Ad06A6214 Aradu.A06 6214 p3 (TTA)5 15 19896601 19896615 AATGCTCAGGGACGAAAATG TTCTCTCCTGCAAAACAGCC 136

Ad06A6218 Aradu.A06 6218 c (TAA)6aattaaattagttgtcaatgaattatagctcaaatgtcataatttttccatactcatctaaaaagtcgcgagtttaagtctctctttggt(A)14122 19901830 19901951 TAACTTTTCTCCGAGCCTGG AGACCAACCCAACTTGATTTT 261

Ad06A6219 Aradu.A06 6219 p3 (AAT)5 15 19902210 19902224 TTAGTCATTGGCTTGTCGGA CAACATAGGTTAGGATTTATCAAAGTT 258

Ad06A6220 Aradu.A06 6220 p3 (ATA)5 15 19902660 19902674 TCCAAATTCAGAATGCATCAA GAAGGAATGGGGAAGAGGAA 120

Ad06A6221 Aradu.A06 6221 p4 (TATT)6 24 19905772 19905795 TTCACTTTGGGGCATTTTGT AAAAATTTGGGAATTGGGTACA 212

Ad06A6223 Aradu.A06 6223 p2 (TA)6 12 19945852 19945863 CATACCTTGGCCGATCACTT GGTTGCACTCCAATCATCAA 270

Ad06A6225 Aradu.A06 6225 c (A)10ccgaaaaaaaaggggaagaaaacg(A)1145 19982917 19982961 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 228

Ad06A6226 Aradu.A06 6226 p2 (CT)6 12 19986402 19986413 CGTCTGGACTCTTAAAGCGG GTTATGCGGAGAGAAAGCCA 102

Ad06A6229 Aradu.A06 6229 p2 (TA)6 12 20023265 20023276 CCCCATCTTCCCTGGTTTAT CGGTTGAGTTTTTGGGTTTG 274

Ad06A6235 Aradu.A06 6235 p3 (AGA)6 18 20078645 20078662 ATGAACCAGCAGGAGTGACC AGACTTCACTCTCCCACCGA 260

Ad06A6236 Aradu.A06 6236 c (GAA)5gaggaggcttgttccatggcatgagatatggctgttgaggattgtgaagcacagaagatatcaatgcctttcatctttg(GAT)5109 20078844 20078952 ATCCATGATGATGGGGTTGT TCCACATCTTGAATTCGTTCAC 236

Ad06A6237 Aradu.A06 6237 p3 (TTA)8 24 20082279 20082302 AATACACACATACAAAAATTTTACCAA TTGCAATTTTTCGCTTAGTCA 279

Ad06A6243 Aradu.A06 6243 p3 (TTG)6 18 20098911 20098928 GTTGTTTGAGAACGTGCAGC GTCGCTTTAAGCCTTCCCTT 228

Ad06A6245 Aradu.A06 6245 p3 (ATT)5 15 20099728 20099742 GATGCCAATACGAAATTAGGG CCGTTTTTCTAATGTGACCG 196

Ad06A6247 Aradu.A06 6247 p3 (TAT)7 21 20103981 20104001 TTTTTCAATAAATGATATCACGGG TTTTCCCTCTAAAATGAACTTTCC 275

Ad06A6248 Aradu.A06 6248 p2 (AT)7 14 20112370 20112383 TGGGTTGAGGGTTCTCATTC GCGTTCGAAAACAACAACAA 260

Ad06A6251 Aradu.A06 6251 c (TTTTA)7tttttaatttttttatgaaaaccaggtaataaaag(A)1080 20141334 20141413 GGAGACACCAAACTTAATTTCAGA CCCTCCCCTTATTTCGTTTT 154

Ad06A6252 Aradu.A06 6252 p4 (TTTA)7 28 20146457 20146484 CTTGTTGGGAGGTAATCCGA GTCCGAATCCAACTCTTCCA 210
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Ad06A6253 Aradu.A06 6253 p2 (AT)13 26 20146968 20146993 GGTGCCTAACTCCAACTCCA GAACACAAAAAGTGCACGGA 258

Ad06A6255 Aradu.A06 6255 p2 (TA)9 18 20160422 20160439 CAAGTGCAATTTCCATTTTGA TCCATAAATACTTGGTGGGCA 212

Ad06A6256 Aradu.A06 6256 p4 (AAAT)5 20 20165171 20165190 GCTTCAGGATCAGCACATGA AAGTTGCTCTTCTGCATGGC 169

Ad06A6258 Aradu.A06 6258 p2 (GA)13 26 20169347 20169372 AAATCAAAGGAACCAATGCG TTGCCCTAAATTTGAATCGC 253

Ad06A6259 Aradu.A06 6259 c* (AC)16atatatac(CGCA)36(CA)16*214 20171007 20171220 TGGATATACACAAGATAGAAAAGAAGG TCGTATTTTGGGTTTTATATGTATGT 278

Ad06A6261 Aradu.A06 6261 p3 (TAA)14 42 20188481 20188522 TCGACAAATAGATATTTCAAAAGGTT ACGCAAATCTCGTTCCTCAT 274

Ad06A6263 Aradu.A06 6263 p2 (AT)6 12 20189972 20189983 TTGTTCTCGATACCTCGGTTG CTAGCCATGCGGACTGTTTT 225

Ad06A6264 Aradu.A06 6264 p2 (AT)10 20 20192167 20192186 CCAGGTTTCCGTTATCCCTT AGCCCTCATACCACATTGCT 250

Ad06A6265 Aradu.A06 6265 p3 (TCA)6 18 20196247 20196264 TGGAAGGAGGAGGAGAGTCA TCTTTTGCCTATTTGATGGC 269

Ad06A6267 Aradu.A06 6267 p3 (CTT)6 18 20207383 20207400 ATGGTGTTCTTCGCGTTACC ACTGAATCACACTCGGTCCC 134

Ad06A6273 Aradu.A06 6273 p3 (TAA)20 60 20218706 20218765 GTGTCGATCCCTCATGACAA TCTTTTTGGTTTCCTAGCATTG 164

Ad06A6275 Aradu.A06 6275 c (TAA)7a(AAT)5attactat(TAA)5tc(TGT)5tggagtagcagtagtagtactagtactagtgattgtttctgtgagagaaagcgatctatatgga(AG)21183 20221117 20221299 AAAATTCTTTTCAATGCACGA TCTTTCCACACTCCTTCCC 256

Ad06A6276 Aradu.A06 6276 p2 (TA)6 12 20222603 20222614 AGCTCTTTTCTAAAAATATTGGCA GAAAATTTATGTCCGAGGTACGA 265

Ad06A6277 Aradu.A06 6277 p2 (AT)11 22 20224521 20224542 TGAGGTCAATTTAATTTTGGACA ATTTGCTCCCGACATTACCC 204

Ad06A6279 Aradu.A06 6279 p3 (CCA)5 15 20228030 20228044 TACTTTTCCACCACCCCAAC ACGGCGTTGTTTCTGAAAGT 191

Ad06A6284 Aradu.A06 6284 p2 (TC)24 48 20246658 20246705 GTGGTGGGCTCATGAGGTAT TTAAGAGCCAGTGGAAAGCC 243

Ad06A6290 Aradu.A06 6290 c (TATT)5gttttagacctgaaagtattcattgcaagccatgccatccttttctaaaaaaatatattcatcgaacaatatt(A)11104 20268879 20268982 TTTGTTTGCCATACTTGAAACC GAGTGAGACCAAGGATTCGG 260

Ad06A6291 Aradu.A06 6291 p3 (GAA)12 36 20270323 20270358 GCCTTCTTCCAAACCAAACA GAGCAGCAATGGAAGAAAGG 276

Ad06A6292 Aradu.A06 6292 p3 (TTC)6 18 20270504 20270521 TCTCACAAACTCTGCATCCG TGCAATCCAAGCTTTCTCCT 191

Ad06A6299 Aradu.A06 6299 p3 (CAC)6 18 20305887 20305904 CTGCTACCCCATTGGAACAT AGCCACCTGTGATGTTGATG 108

Ad06A6300 Aradu.A06 6300 p2 (CT)13 26 20310428 20310453 AAATATTTGAGATGCACCGAA GGTTCCAAAAGAGTTGGGAG 225

Ad06A6303 Aradu.A06 6303 p3 (TCA)5 15 20313270 20313284 TTGGAACACAGCCCTTTCTC ACTTCCATGTCTTTCGTGGC 244

Ad06A6304 Aradu.A06 6304 p2 (TC)10 20 20319870 20319889 GGTGAAACATATACGCTGCAAT TGGCAATAGATTCCAAAAGAGTT 267

Ad06A6313 Aradu.A06 6313 p2 (CT)6 12 20394633 20394644 TCGTTCCGGGCAGTAATATC TTCCATCGATCCAATCCCTA 257

Ad06A6314 Aradu.A06 6314 p2 (TA)12 24 20439761 20439784 CCTCTGTGCAAGCGAAGATT ACACTGGGCAAACGTAAAAA 276

Ad06A6315 Aradu.A06 6315 p2 (AT)7 14 20441005 20441018 CAGATCCCCAAGCTCAAAAA TTGGGTAGATGTAGCGGGTC 167

Ad06A6317 Aradu.A06 6317 p2 (AC)6 12 20453810 20453821 TTTTTGGGGGAGTAGGATTATAG AGGAATACCTAATGCAGCCG 279

Ad06A6319 Aradu.A06 6319 c (TA)7ttcatat(AC)6 33 20466962 20466994 GCTTGAACCTGTGAGGGTGT TAGCCAGCCTAAACTCCACG 279

Ad06A6326 Aradu.A06 6326 c (A)10gaaaaaaatagaaaaagaaagaaaaagaagaaaaagaaagaaag(A)1064 20521210 20521273 ATCTTGGGACATTGGGTGAA CTACACTTTGCCTTGGGGAA 222

Ad06A6327 Aradu.A06 6327 p3 (TCT)6 18 20535429 20535446 CTCACATCCATCCGCTCTTT TTAGAATGTTGCTCGCCCTC 222

Ad06A6331 Aradu.A06 6331 p2 (AG)6 12 20586812 20586823 TTCAATTGCCGGAATAAATAA AATTACAGAACACGCCCCAG 273

Ad06A6332 Aradu.A06 6332 p2 (TA)6 12 20587688 20587699 GGTTTATCAACCTCCCCACA TTTCTTTCCCATCTCATTTGC 269

Ad06A6337 Aradu.A06 6337 p2 (GA)6 12 20614946 20614957 CCTTGTCCTTGCTCCTACTCA TCTCCTCTCAATTTTTGAAAATCAC 278

Ad06A6345 Aradu.A06 6345 c (G)11catggttgcccacaacctcctcttgatgattgtgtgcttcaccctccatgttttgggttggattctcc(TCT)697 20696923 20697019 TCAAAATTCTGCTCCCACAA GACAGGCAGAAAAGGAGCTG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A6346 Aradu.A06 6346 p2 (AG)6 12 20699023 20699034 GGAGTCCATCCATTCGTTGA TTGAACCTGATGAAGAGTTGAAA 162

Ad06A6348 Aradu.A06 6348 p3 (ATT)5 15 20709982 20709996 CTCTCCCACCTCCATTACCA GAAGGTGAACATGCAAGCAA 261

Ad06A6350 Aradu.A06 6350 c (A)10tttg(A)10 24 20719411 20719434 TGTGGTTCATGAATGTTGGC TTTTGCCTTGGATCACAACA 206

Ad06A6351 Aradu.A06 6351 p4 (ATAA)5 20 20723455 20723474 GGGAAATTGTGGGAACAAAA TTCTGAATTCAACATTGGGG 204

Ad06A6353 Aradu.A06 6353 p2 (GA)11 22 20742734 20742755 GCAGAGCGAGAGTGGGTTAC ACACCACCAACCTCCATCAT 273

Ad06A6360 Aradu.A06 6360 p3 (AAT)5 15 20784565 20784579 GCAGTAGCGGGGTTAGCATA GGTGTTCCTTGGTGTTTTCC 220

Ad06A6361 Aradu.A06 6361 p2 (TG)6 12 20793537 20793548 ATGCTACGAGCATAAGGGGA AACACACCCTCTGTTCCCAG 240

Ad06A6362 Aradu.A06 6362 p3 (AGA)5 15 20821011 20821025 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 200

Ad06A6367 Aradu.A06 6367 p2 (TA)8 16 20850368 20850383 AATGAGGCGTCAAGATTGAGA ATCGCGTTTTCACCTTTGTC 234

Ad06A6369 Aradu.A06 6369 p3 (TTG)5 15 20870615 20870629 AAGTTGTTTGCTCCAATGGC GAAGCCAAGGCACAACTCTC 179

Ad06A6370 Aradu.A06 6370 p2 (AT)7 14 20893117 20893130 ATCGAGCGATGAATTTTTGC GACGAGAATTCCCAAGGTCA 211

Ad06A6372 Aradu.A06 6372 p2 (TA)7 14 20917454 20917467 CAACAGAGCTCCCTAACCCA AAAGCTGAGCCCACTGAAGA 276

Ad06A6374 Aradu.A06 6374 c (TC)34tt(TC)11 92 20964307 20964398 TTAAAGAGTTTCCTCCTCCTCC TGTGGCACATTTTGGTTGTAA 264

Ad06A6375 Aradu.A06 6375 c (TC)6ta(TC)8 30 20964617 20964646 TCCAAAATTAAAGAGTTCTCTCTTCC AAAGGAGGAGGAGGAGGATG 248

Ad06A6376 Aradu.A06 6376 p3 (TCC)5 15 20964811 20964825 AAAGAGTTCTCTCTTCCTCTTCCA TGAGTGAAGGAATTAGAGAGATAAAAA 277

Ad06A6380 Aradu.A06 6380 c (AG)14at(AG)14 58 20993618 20993675 TTGCCCACCATTTTTACCAT ACTCCCTCTGTGCCACATCT 205

Ad06A6382 Aradu.A06 6382 p3 (ACC)5 15 21000347 21000361 CCACATTCAACAACCACCAA GGCGTCACTCTGGTTCTCTC 214

Ad06A6383 Aradu.A06 6383 p2 (TA)7 14 21011800 21011813 ATCTGCCACTTCTTAGGCGA AACCGGAGTTACCATGAAGAGA 257

Ad06A6386 Aradu.A06 6386 p2 (AC)7 14 21032672 21032685 GTGCTATTGAACATGGCTGG GCACCGTGTTTCCTTTTTGT 258

Ad06A6387 Aradu.A06 6387 p4 (TTAT)5 20 21033662 21033681 TCTTTGAAATGCCGTTTAATTACT TTTTTCAAAATGTTAAACACGC 230

Ad06A6395 Aradu.A06 6395 p3 (ACC)5 15 21051597 21051611 AACTGGAGGTCACCTGGTTG CGCTCTCTCGGTCTCTCACT 126

Ad06A6398 Aradu.A06 6398 c (GAA)10gaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagtgaagaa(GAAGAG)5gaagatgagttgttcataatccacggtgagt(GAA)6167 21054848 21055014 TGAAAAGGCAAAGAGAATAACGA CGCTCACCGTGAATTATGAA 269

Ad06A6400 Aradu.A06 6400 c (T)10aagaacttcaaacgatgtcgtttaaagcaaaagatttttcttttt(A)1065 21055624 21055688 GGACTTTGTTTCTTTTTCGTTGA AATTGGTCGAAAACCAGTCG 142

Ad06A6402 Aradu.A06 6402 p2 (TG)6 12 21063149 21063160 CAGAGCACCGTAGCTCAAGA CAAACGGGCTAAAAACGCTA 188

Ad06A6403 Aradu.A06 6403 p3 (TTG)7 21 21064551 21064571 AACATCCAGTCAGGAGGGTG CCCAAAAATTTTCGATTTGC 262

Ad06A6408 Aradu.A06 6408 c (AAC)12(AGC)9(AAC)681 21083695 21083775 GCTAAACTTCTTAACATAAACCAACC GCAGCAGTGAGTAATGCCAA 274

Ad06A6409 Aradu.A06 6409 p2 (TA)8 16 21085416 21085431 AACTGAGGGATTTAATGATGGAA CATTACGCCTTCTTCCCCTT 247

Ad06A6411 Aradu.A06 6411 p2 (CT)7 14 21097009 21097022 TGGAGATTAACAAATGGACATGA AATCTAGTTGCCTTCAGTTTACATC 278

Ad06A6413 Aradu.A06 6413 p6 (TATTTT)5 30 21121053 21121082 TCACACCCTGCTTGACTGAG GAATTGCAACTAAAACTAAATGGC 247

Ad06A6414 Aradu.A06 6414 p2 (TA)10 20 21122549 21122568 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 274

Ad06A6416 Aradu.A06 6416 c* (A)10(AT)6* 21 21149029 21149049 TAGCAAAAGCTTGCGAAAAA ATCCATTGATGCTCAAAGCC 141

Ad06A6418 Aradu.A06 6418 p3 (GAA)7 21 21199779 21199799 GCTTTTGTCTTCCCTTTCCC AGCCGAACCTACTCCCTCTC 279

Ad06A6423 Aradu.A06 6423 p3 (AAT)5 15 21213305 21213319 GAGGCAAAAGTCCACAAATGA TTTCTGACCATGTGGCTTTG 274

Ad06A6424 Aradu.A06 6424 p2 (CT)7 14 21213584 21213597 CAAAGCCACATGGTCAGAAA GAGAAGCGTTTTGGTTTGGA 208
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Ad06A6429 Aradu.A06 6429 p2 (AT)13 26 21224777 21224802 TTAGGGCGAGACTGAACGAT GGTACCCTCTTCAAGGAGCC 243

Ad06A6436 Aradu.A06 6436 p3 (AAT)23 69 21256156 21256224 TCTGTTAATTTAAATCGATGGTCA ACGAATTCAAATGCACCGAG 254

Ad06A6441 Aradu.A06 6441 p2 (TA)6 12 21300723 21300734 TGTCTTTTATGTGTTTTTCTCTTTCA TTTGAGGAGAGAGAAAGGGG 214

Ad06A6446 Aradu.A06 6446 p2 (TA)6 12 21363510 21363521 TTGCTATCCTGGAGGATCAAAT TCAATCCTAATCCTACACAGTCTCA 223

Ad06A6447 Aradu.A06 6447 c (AT)9aaactaaagattgaaatttcatttacatgttattggaaccaaaattagggtattgtatttacacaaaatgaatctattaagg(A)11caagaaaacataaatgtaattgagtttga(T)10150 21364246 21364395 TTTGATCCTTTTCCATTCCTTT GGGGGATACCATTTGGGTAA 274

Ad06A6451 Aradu.A06 6451 p5 (TACCC)5 25 21371600 21371624 GTAGGGTACGGTCCGGGTAT TACCCTATCCTACCCGCAGA 267

Ad06A6453 Aradu.A06 6453 p2 (TC)8 16 21377492 21377507 ATCCTAGGTGGCACTCCCTT CAGAATCAGGGAGGGAACAA 210

Ad06A6454 Aradu.A06 6454 c (AG)8(TG)11 38 21378521 21378558 TCGAATCCCTAAACCCACTG TTCGATCCTAGGTGGCACTC 253

Ad06A6461 Aradu.A06 6461 p2 (GC)6 12 21455350 21455361 CCTTTGATCCTGCACTCCTC CAGGGGTGGCACAACTATCT 171

Ad06A6462 Aradu.A06 6462 c (TC)8ccttcctctcccccttcctctctctttctctctccctccct(TC)669 21471478 21471546 CCAAAACCAAAACCAAAACC GGAGAGGGGGAGAGAGAAAA 268

Ad06A6464 Aradu.A06 6464 c (TC)6tttctctctctccttc(CT)742 21472260 21472301 TCTCTCTCTCTTTCTTTGCCC AAAGAGAGGGGAGGAAAAGG 195

Ad06A6465 Aradu.A06 6465 p2 (GA)6 12 21472607 21472618 TTTCTCTTCTTCTCCTCTTTCTTTTC TTCCCTCTTTCTCTCTCCCC 275

Ad06A6466 Aradu.A06 6466 c (AG)9aa(AG)6 32 21472743 21472774 AGGGAGAAAGAGAGAAAGCAGA TTCTCCCCCTCCCCTCTC 156

Ad06A6467 Aradu.A06 6467 p2 (AG)6 12 21486286 21486297 CCCAGCTCATGTTTTTGGTT CTGATTTTGTTGCACACGGT 275

Ad06A6468 Aradu.A06 6468 p2 (AT)10 20 21487668 21487687 GAACCTGGAATAAAACAGCAGC CATCTGCTACCCTCTCCAGC 273

Ad06A6470 Aradu.A06 6470 p2 (TG)9 18 21514031 21514048 ACACCCAGGTTCAATTCTCG AAGACTCCGGTTTTGGGTTT 229

Ad06A6472 Aradu.A06 6472 p3 (GTG)6 18 21526361 21526378 TTGTTGCCATTGTTGGTGTT CAAAATCAAAATCGTGTGCG 271

Ad06A6473 Aradu.A06 6473 p3 (GAA)5 15 21528125 21528139 TTGCCTTTTTCCGCTCTATG AGAAGTCGGTTTGGGTGTTG 262

Ad06A6476 Aradu.A06 6476 p3 (GTT)5 15 21541302 21541316 TGGAGGGAGATGCAAATAGG CAAGCCTCGTAGCAACAACA 119

Ad06A6477 Aradu.A06 6477 p2 (CT)6 12 21546016 21546027 CCTCCTTCGTTTCATTTCCA AAGAAATCGCAAATTGGTGG 234

Ad06A6479 Aradu.A06 6479 p3 (AAT)21 63 21555513 21555575 TGAACAATTGCGATTTGGAC CAATGACGATTGACGACGAC 204

Ad06A6480 Aradu.A06 6480 c (T)10agt(A)10 23 21557209 21557231 GCAGCATTATTTTTGGGTAATG TAGGCAATGTCCACCTGATG 273

Ad06A6481 Aradu.A06 6481 p3 (ATT)21 63 21557551 21557613 CACTGCTGGAAGGCCTAAAC CCTCCTGCAAAAAGAAAAAGAA 188

Ad06A6483 Aradu.A06 6483 c (T)10cgttttttgtcttctctttctc(CTT)547 21559275 21559321 CGCTTCGAACCATTCTTCTT CCTCCTCATCTTCTGCTGCT 276

Ad06A6485 Aradu.A06 6485 c (A)10cgaagaagaagaagaggaagaggaagag(GAA)553 21559989 21560041 TGTAGCGCTTTGAAAACAGG AAGTTGTTACACATCCGGGC 155

Ad06A6492 Aradu.A06 6492 p3 (AGT)5 15 21575167 21575181 TGCAAAATGACATGAATCACAA CCTCTTCCAACAAAGCAAGC 201

Ad06A6497 Aradu.A06 6497 c (AAAT)5aaaattgggtcattctataatatatagaccaaggggg(TA)771 21592518 21592588 AACGAATTTAAACGATGTGCG GGCAACATTTAGACAAAAACTCA 188

Ad06A6500 Aradu.A06 6500 p4 (TTAT)6 24 21604076 21604099 TTTATTATATGGGTGGCTGTTTTT TCGTTAGAGCTTCGTGCTGA 279

Ad06A6501 Aradu.A06 6501 p4 (TTTA)5 20 21621036 21621055 AACTCCCAAGCCAAACTCAA GAAGCAAATTCGATTCAGAGA 241

Ad06A6502 Aradu.A06 6502 p2 (TC)10 20 21623276 21623295 TCCCACTGAACTTGCGGTAT CAGCAAGCTCAACAACCTCA 163

Ad06A6505 Aradu.A06 6505 p2 (AT)10 20 21636506 21636525 ACTAACGCACACAGACGCAC CGAAAGAACCACAAGATCCAA 229

Ad06A6508 Aradu.A06 6508 p3 (TTC)12 36 21645598 21645633 AGACGCCCCTCTTCTAGCAT GGAGGAAGAGGTGGTGTTGA 145

Ad06A6509 Aradu.A06 6509 c (TCC)5tcttcctcatcttctgctgcttc(T)1048 21646602 21646649 TGGCTGACTTTGGTAGCTGA AAGACGGTGGTGATGACGAT 265

Ad06A6511 Aradu.A06 6511 c (AAG)5aataaagaa(GAG)539 21647986 21648024 TGAAGATGAAACACGCGAAG CTACCCTCAGCCACAGAAGC 203
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Ad06A6514 Aradu.A06 6514 p2 (AT)6 12 21679927 21679938 TGCAATTGATACCAAACTTCAAA TCGAGTCTGGACAACTGACG 221

Ad06A6517 Aradu.A06 6517 p2 (TA)9 18 21705337 21705354 ATCCATTGATGCTCAAAGCC TGGCTCCTGAAAGAATGAGG 216

Ad06A6519 Aradu.A06 6519 p3 (AAG)10 30 21718103 21718132 GTTGACTCGAAGGTGGAAGC TGGCCAAAACCAAAAACTTC 223

Ad06A6520 Aradu.A06 6520 p3 (ATT)9 27 21730062 21730088 TTTAATTCCATTTCGGTGGG TTCCTTTTTCCGTTCTTTTTCA 147

Ad06A6521 Aradu.A06 6521 p2 (TA)7 14 21741315 21741328 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 264

Ad06A6522 Aradu.A06 6522 p2 (CT)6 12 21746346 21746357 CCAATTTGGCAACATAAGTCA GTCCCAGTTTTTGTCCCAGA 279

Ad06A6523 Aradu.A06 6523 c (A)11ccccgcaaattagcgtattttttatagtggtgcggcatattcttcgagtaactcggaaatatgattagaaagggttaacaatgggagaaaaggcc(A)10116 21763745 21763860 CAATTTGCCGGGATTAAAAA CGTGTTTGTAGGAGCGTAGG 215

Ad06A6527 Aradu.A06 6527 p2 (AG)6 12 21781500 21781511 GCTTCAGTGGGTACTCCAGG TAGCGCCTCACCACCTCTAT 207

Ad06A6533 Aradu.A06 6533 p2 (CT)7 14 21804273 21804286 GCATTGAACCTGTGATTGAAGA GCAGATTTCACAATCAGCGA 238

Ad06A6534 Aradu.A06 6534 p2 (CT)7 14 21813224 21813237 GCCTCTCACGAAAGACACAA GGAAGAGGTAACAAATATAAAATATGG 194

Ad06A6536 Aradu.A06 6536 c (TA)8ataaaatttttagaaaaaaattgatgtcntatatgagtaactaatttggtatacatatagtatatgactatataaattattcaatc(AT)6114 21818377 21818490 ATCACGATTTCGTGTACCACT CGTCGTAATACCTGAGTTATCAGAAT 278

Ad06A6537 Aradu.A06 6537 p3 (ATT)10 30 21823311 21823340 GTGGTCTTGAACAGTGCGG AAAAGCCACGTTTGACTTTTATT 275

Ad06A6538 Aradu.A06 6538 p2 (TA)6 12 21825497 21825508 CCCCTTCATTTCCACACATT TTCGAGCGCTACTTACCTCC 249

Ad06A6541 Aradu.A06 6541 p3 (AAG)5 15 21841630 21841644 AACACACACATTTGGGGGAC TGATTCGGACCCAGTTTCTC 265

Ad06A6547 Aradu.A06 6547 p2 (GA)6 12 21866311 21866322 TGGGTGGGAAAGAGATTTTG CAGGATCCCCACCTATCTCA 138

Ad06A6549 Aradu.A06 6549 p2 (AT)7 14 21894253 21894266 TCCTTTTCCTGCATTTTTGG TGATGATGTGGTGTCATTTGC 247

Ad06A6552 Aradu.A06 6552 p2 (GC)6 12 21944666 21944677 ATGGGGTAATTCGCAAGGTA GGCTAGGGAAGGATCAAAGG 135

Ad06A6556 Aradu.A06 6556 p3 (GAA)5 15 21958129 21958143 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad06A6560 Aradu.A06 6560 p4 (TTTA)6 24 22015432 22015455 TGCAAAGAATAAAAGTATGCAAATG TCCTTTCCCCTTCTTTCCTC 268

Ad06A6561 Aradu.A06 6561 p2 (CG)6 12 22015626 22015637 AAGGAGGAAGGAAAAGCAGG ATAGGGAGCTCTTGGGCATT 279

Ad06A6562 Aradu.A06 6562 p3 (TCT)5 15 22021413 22021427 TTTCTCGATGTACGCAGACG AATGGACGAGAGAAGGGGTT 200

Ad06A6563 Aradu.A06 6563 p2 (CT)7 14 22035488 22035501 GGAACATTGAACATGGAATGAA CGCATTTTGACCCAGTTTTT 213

Ad06A6566 Aradu.A06 6566 p2 (TC)21 42 22083636 22083677 TTTCTTATCTTTTTCAAAACCACC GGAGGGGGTCCGAATTATTA 197

Ad06A6567 Aradu.A06 6567 p2 (TA)6 12 22096419 22096430 CATCCCAATATTTTTGTTTCATTG GCCTTTTGTCCCTCATTTTT 254

Ad06A6568 Aradu.A06 6568 p3 (TTA)6 18 22108130 22108147 TGTTTATATGGTAACAACCCATATTTT AATTTACTCATACCGTCAATTAATCTT 279

Ad06A6569 Aradu.A06 6569 p2 (CT)6 12 22112374 22112385 CATTGAACCTGTGATTGACGA CCGTGTTTTGACCCAGATTT 211

Ad06A6571 Aradu.A06 6571 p2 (CT)6 12 22147526 22147537 CGGTGTTTAACGCCAGAAAT TTGAATTTGAATGGTGGGGT 261

Ad06A6572 Aradu.A06 6572 p3 (AGA)6 18 22165989 22166006 CGTCCTCGAGCAAGAGAAGA CCCATAAACCCCACCTACCT 229

Ad06A6574 Aradu.A06 6574 p2 (AT)6 12 22180705 22180716 TGAAATTCGAAATCTGAACCC CATGAAAGAAAAAGGCGGTT 280

Ad06A6576 Aradu.A06 6576 p2 (TC)20 40 22181797 22181836 AAGGAAACGCAAACACAAGC TGGCAGAGAAATTGTGCAAC 176

Ad06A6578 Aradu.A06 6578 p2 (CT)14 28 22187310 22187337 GTCACTCTCATTTCCGCCAT TTCAACACTTCGCTTCCAGA 216

Ad06A6581 Aradu.A06 6581 p2 (TG)6 12 22229467 22229478 GCATCTGAAGTTCCCTCTGC ACTAGAATCGCCCAAAGCAA 227

Ad06A6582 Aradu.A06 6582 p5 (TTATC)6 30 22230359 22230388 GCACTGCTGATCCTTTGTCA CCAATCTAAAGGCAGCCAAA 270

Ad06A6583 Aradu.A06 6583 p3 (AAG)6 18 22269710 22269727 TGCATCATCACCTGCATTTT TTCCGGCGTAACTCTCTGTT 132



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A6585 Aradu.A06 6585 p2 (AC)14 28 22275044 22275071 TTGTGTTTTCAGGCCATCTTT AGTGGTGGTGGTGGTTGATT 260

Ad06A6586 Aradu.A06 6586 c (ACC)6agtatcatcatggtcatcatcatcatcgcagaaaaatcaagcaacatgcactttaaacaataatcaacaaccaaaaatttcacaaaaaatccagtttaa(AAG)5132 22275278 22275409 AATCAACCACCACCACCACT TTTCTGATGATGATGCCCTG 236

Ad06A6589 Aradu.A06 6589 p2 (TC)8 16 22280760 22280775 CGATAGAATCGAAGGGCTCA AACGGGCTAAAACAAGCAAA 245

Ad06A6591 Aradu.A06 6591 p3 (GAT)6 18 22292127 22292144 GGCCTTAGTTTGCACAGGAG TCTGCCAAGGGAAACAAATTA 235

Ad06A6594 Aradu.A06 6594 p2 (TG)6 12 22300043 22300054 GTCTGCTAAAGCACTTCGCC TGGACACCCTCTTTCAATGC 246

Ad06A6598 Aradu.A06 6598 p2 (GA)6 12 22328887 22328898 CTCGGAACAAGACCCTTGAG GATCTGTGGACCCCATAGGA 279

Ad06A6600 Aradu.A06 6600 c (TC)6cttcata(TCT)637 22377558 22377594 ATTTCTTTCCCACCCAAACC CTGGCCTTAGGTGCCATAAA 273

Ad06A6601 Aradu.A06 6601 p2 (TG)7 14 22385306 22385319 GAGAATGAAAGCACCCCAAA GTTGTAATGGGGCTTAGGCA 252

Ad06A6602 Aradu.A06 6602 p2 (GC)6 12 22386142 22386153 TGGCTGAAAACTTGCTTCCT ATGTGAATGCGCTAATGTGC 236

Ad06A6603 Aradu.A06 6603 p2 (TA)6 12 22388043 22388054 TGGAGGGTTTGGTTCTCAAG CCCTGCTGCTTGAATTTGAT 255

Ad06A6605 Aradu.A06 6605 p4 (TTTA)9 36 22421575 22421610 ATATTGGTGGACGAGCCAAC TGCAAATACGGTGACGGATA 258

Ad06A6606 Aradu.A06 6606 p2 (TA)6 12 22428138 22428149 TGCTAGGCGTCTGGATCTTT TGACTCAGTCTGCAAAGCCA 221

Ad06A6609 Aradu.A06 6609 p4 (AACT)6 24 22461623 22461646 TTTTCTCAGCAAAGTCAGCAAA ACCTTCGGTGACTCACATCC 272

Ad06A6611 Aradu.A06 6611 p2 (AG)6 12 22481974 22481985 AGGAGGAGAGTTAGAGGCGG TCACCATTCCCTTCGTCTTC 163

Ad06A6616 Aradu.A06 6616 p3 (TTC)6 18 22505890 22505907 AGTTGGTCCAAACCCAACAA CGAAGCAGAAGGAGAAATGC 153

Ad06A6617 Aradu.A06 6617 p3 (AAG)6 18 22514505 22514522 TGAGAGGATTCATTGTTGGG CCTCTTCTTCCTTTTCATCTTCTG 257

Ad06A6618 Aradu.A06 6618 p3 (ATG)5 15 22515422 22515436 TCATGAACAAAAACACATTCAAA CCATCACTACCTTTTCCTTCTCA 230

Ad06A6619 Aradu.A06 6619 p3 (AAG)5 15 22515602 22515616 TGAGAAGGAAAAGGTAGTGATGG AAAATTGAGGCCGTCAAAAA 273

Ad06A6622 Aradu.A06 6622 p3 (CCA)7 21 22519282 22519302 TGTCTGTCAATCGAGAACGC CGAAGGCAATAGCCAAGAAG 204

Ad06A6623 Aradu.A06 6623 p2 (TC)10 20 22519573 22519592 TTTGTTTCCTTTCTGCACCC ACACAAGATGCAAGGGAACA 189

Ad06A6624 Aradu.A06 6624 c* (A)12(AAG)5* 25 22519953 22519977 TGGAGCCAGATAATCCGTTC TTAATTACGGGCACACACCA 257

Ad06A6629 Aradu.A06 6629 p2 (TA)6 12 22533994 22534005 TCAGCATCTTCTGTGGTTGG ATTGAGCCTTCGCAAATACG 216

Ad06A6630 Aradu.A06 6630 p3 (GAA)7 21 22537668 22537688 GCAGTTAAAGAACCAAGGAACAA TCTGCTCATCCTAGCAGCAA 254

Ad06A6633 Aradu.A06 6633 p3 (TCC)5 15 22560871 22560885 GCCTCGGATTCCTTAGGTTC CCAAAAAGAAAGTGCAAGGC 149

Ad06A6634 Aradu.A06 6634 p2 (AG)7 14 22562368 22562381 ACACAGAGAAGGGAGGGGTT TTCTTTTCTTCTAATTTTTGAATTTCC 108

Ad06A6635 Aradu.A06 6635 p3 (TGA)5 15 22577703 22577717 ACATGGGCAGTGGTGTTCTT CACCCCATCACCATTTGTTT 274

Ad06A6639 Aradu.A06 6639 p3 (TTC)5 15 22582953 22582967 CCCTCTCCATCCTATCAACG CGACAAGCAACAAAAATTGC 134

Ad06A6640 Aradu.A06 6640 p2 (AT)12 24 22587987 22588010 TGGTTCAACCGATAGATCACTG GACTGCCACCAGGCTATCAT 262

Ad06A6643 Aradu.A06 6643 p2 (TA)6 12 22599759 22599770 TCCCACCTAACCTATGACAACC GGAACATTGGCTGGGATAAA 265

Ad06A6644 Aradu.A06 6644 p2 (TA)6 12 22615788 22615799 AACGTTTCATGCATTTGGGT TGTCCTATGGACATTGCTTAAAAA 280

Ad06A6648 Aradu.A06 6648 p2 (AG)8 16 22659838 22659853 TCCGATTGATTCGGTCATAA GAGGGAAGGGAAGAGAATGAA 267

Ad06A6649 Aradu.A06 6649 c (A)11tcattgataattttatgattgttgtaaaataaataaaagatatacataaa(AG)1489 22661495 22661583 TGATTCATGTGCTCTGGGAC TTTCTTTACGTTGCAATTTTACCA 195

Ad06A6651 Aradu.A06 6651 p3 (AAT)5 15 22667582 22667596 CTTTTGAGAATGGTGTGCGA CAATTTAACTGTGCATGCTACTCA 125

Ad06A6656 Aradu.A06 6656 p3 (ATA)7 21 22740467 22740487 TCTGAACCTCCACAGTCCAA TGCGATTTGTTTTGTTGTTTTT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A6659 Aradu.A06 6659 p2 (CT)6 12 22751455 22751466 GCGCAGTTAACTTCAAGGGT AGCACTTATATCCCGCATGG 279

Ad06A6660 Aradu.A06 6660 p4 (GAAA)12 48 22763872 22763919 TCATCCAACCAAGCAAAGAA GGGTGCGCCTATTTTAAGGT 197

Ad06A6662 Aradu.A06 6662 p3 (TCT)5 15 22794417 22794431 GCACTCTCCTTTCTTGTGGG TACCCACCCTTCTTCCAATG 272

Ad06A6663 Aradu.A06 6663 p3 (AAT)5 15 22799500 22799514 TGGAAGGATCAACAGAAGCC GCCTCCAAATTTCTGATGGA 218

Ad06A6666 Aradu.A06 6666 p2 (TC)8 16 22826331 22826346 GCCCTGAATTAGAATCGCAA CAGTGGCAACAGAAGCAAAA 221

Ad06A6667 Aradu.A06 6667 p2 (AT)7 14 22828768 22828781 GCCGTGTGTAACACCCTACC CTCTTACGCGAGTGATGCAA 184

Ad06A6668 Aradu.A06 6668 p2 (AT)7 14 22828962 22828975 AAGCTTCTGACTCGGCTCAC TTTCCTTTGCAAGCGAAGTT 238

Ad06A6676 Aradu.A06 6676 p2 (CT)8 16 22865595 22865610 CATCTTCCTCTTCACCGCTC TTGGAATCAAAGGAAATCGC 228

Ad06A6682 Aradu.A06 6682 p2 (CT)9 18 22882872 22882889 TGATCCGATTCACCTTTCCT CCGGGATGAGAAGTACACAAA 280

Ad06A6683 Aradu.A06 6683 p2 (TG)12 24 22888984 22889007 TGAATGGTTGGATTTGATGG ATGGCCTGTCAAAGTTGGTC 258

Ad06A6685 Aradu.A06 6685 p3 (TTC)5 15 22893401 22893415 ACCTACCACCACCTATCCCC ATTCAAGCATCAACAACCCA 246

Ad06A6686 Aradu.A06 6686 p2 (TG)9 18 22894053 22894070 ACTCTGTTGACCCTCCATCG TCCCTGTCGATTATCCAACC 201

Ad06A6688 Aradu.A06 6688 p2 (AG)8 16 22895824 22895839 CCTGGATAGGAAGGGGCTAC CATTGGATTTTTCCGATGCT 165

Ad06A6692 Aradu.A06 6692 p3 (AAT)5 15 22905205 22905219 GCAAACCAACCTGAAATCAA AATACCGCACCCGATTCTTA 256

Ad06A6693 Aradu.A06 6693 p2 (GC)6 12 22927111 22927122 GGCTTGAAATAAGGGAATCCA TAGTGCCACCTACCCTCCTG 234

Ad06A6694 Aradu.A06 6694 p3 (AGA)5 15 22931328 22931342 CTGGCCTTAGGTGCCATAAA ATTTCTTTCCCACCCAAACC 271

Ad06A6698 Aradu.A06 6698 p2 (AG)7 14 22959731 22959744 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 101

Ad06A6701 Aradu.A06 6701 c (GA)6aagagtgagtga(GT)942 23020747 23020788 GTGGTGTAGTGGCAGGAGGT CCATTCTTCCTGCTGCTTTC 154

Ad06A6702 Aradu.A06 6702 p2 (GA)8 16 23020908 23020923 GTGGTGTAGTGGCAGGAGGT AGGTGATGGCTTCCTTCCTT 274

Ad06A6703 Aradu.A06 6703 p2 (AG)6 12 23035968 23035979 CTGCTACTGTGCATGGAGGA CAAAACCCCTCTCCCTTCTC 210

Ad06A6704 Aradu.A06 6704 p2 (TC)10 20 23041762 23041781 TCCTCTGCATGTATTTTGCG AACCCTAACACCACACGGAG 269

Ad06A6707 Aradu.A06 6707 c (TTA)7gtagtagtagtagtcatcgtccat(TA)1167 23058866 23058932 AACGCAGCTAACACTCGGTT GCTAAGCCATGTTTCTTTTCC 251

Ad06A6711 Aradu.A06 6711 p2 (GA)6 12 23082653 23082664 ATTAGCCCATTCATTGGCAG GGCCACCAGTTACCCTCTTT 202

Ad06A6712 Aradu.A06 6712 p2 (CT)6 12 23082931 23082942 GCTTTTTGATGCTGGCTCAT ACTGGGTAGGTCTCGTCCCT 196

Ad06A6716 Aradu.A06 6716 p3 (TTA)16 48 23087548 23087595 AGTGGGTGAATGAGAGGGTG AGCTTAATGAATGCCCGATG 222

Ad06A6717 Aradu.A06 6717 c (TCT)6tcatttttttttcgattttcctgttttcaaagcgctacactcagaacgg(TCT)685 23088083 23088167 AAGCGCTACACTCAGAACGA ACACCCAAAATTCGTTGCAT 266

Ad06A6718 Aradu.A06 6718 c (A)10gagaaaacagagagaaaagaacgtaaat(GAA)5gaggaagaagaacgtgcagaaacgaaagaaat(GAA)5gagtaagaggaagaaaaacgtgtagc(AAG)5141 23088645 23088785 GCTCCTCATCTTCTGCTGCT GCGTTTCGAACCATTCTTCT 268

Ad06A6720 Aradu.A06 6720 p2 (GA)6 12 23102301 23102312 TACGAAGAGGAAACCGATGG CGATGACGAAGATCTGACGA 163

Ad06A6721 Aradu.A06 6721 p3 (AGA)5 15 23107689 23107703 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 180

Ad06A6729 Aradu.A06 6729 p3 (TCT)5 15 23228594 23228608 TCCACCCCAAATCTCATCTC CGATAGTGAACGGGCTTGAT 220

Ad06A6732 Aradu.A06 6732 p2 (TC)6 12 23238751 23238762 CAAAATTAAGCCAACCCCAA TCCTTCAATGCTCCATAGCC 248

Ad06A6733 Aradu.A06 6733 p3 (AAT)5 15 23248259 23248273 TGCTCTGCACTAAACCCTGA CTTTTGGCACCTTTGTTGGT 203

Ad06A6734 Aradu.A06 6734 p2 (AT)14 28 23248489 23248516 AGGAGCCTTGAAAAATGGGT GCTTCCTTGGCTTTCCTTTC 278

Ad06A6735 Aradu.A06 6735 p2 (AT)7 14 23248621 23248634 CCTACAAAGCTAAGGCTGGC CCTCCGGTTCTCATTCCATA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A6737 Aradu.A06 6737 p2 (AT)12 24 23281697 23281720 AGGCCCCTTACCTTTAAGCA CCAGAAGAGACGAAGAATACGAA 234

Ad06A6738 Aradu.A06 6738 p3 (TTC)8 24 23296405 23296428 CCAGCTCTCTCTGGATTTGG GCTGTGGGAATAGTTGAGGC 177

Ad06A6742 Aradu.A06 6742 p3 (CTT)5 15 23298347 23298361 AAAGCGGAGACAGAAGTGGA TTCGTTTCCAACCTTCTTTTG 221

Ad06A6743 Aradu.A06 6743 p2 (TA)7 14 23299489 23299502 CGATTTTTAACACAAGCAAATCA TTTTCTTGGCCGTTATGTCC 208

Ad06A6748 Aradu.A06 6748 p3 (ATT)6 18 23334400 23334417 TTTTTAGATGTGTAATGGTTGGG TTTCCCTCAAATTTTGCTGC 233

Ad06A6749 Aradu.A06 6749 p2 (GA)6 12 23337296 23337307 CAGACCAATCCCATAGACGG AACATTCTTTGCCATTTCGC 218

Ad06A6751 Aradu.A06 6751 p4 (AATA)6 24 23346028 23346051 CCTCCACAGGCTTACTCTGC TTTGAGTTCGTTGATTCCTTCA 224

Ad06A6755 Aradu.A06 6755 p3 (GAG)5 15 23348012 23348026 AGAAGGCATCATCAAGGGTG TTCCTCTGTTTTTCTCTCTCACG 124

Ad06A6756 Aradu.A06 6756 c (T)14c(T)11 26 23348245 23348270 CGTGAGAGAGAAAAACAGAGGAA TCGGGGAGTTTCAACATTTC 272

Ad06A6759 Aradu.A06 6759 p2 (GA)17 34 23351937 23351970 CGCAACAGCTTACTGATCCA TGATCTTGTGATGTGATGCAA 249

Ad06A6765 Aradu.A06 6765 p2 (AG)10 20 23381472 23381491 AAAGCGATGCAAAGAAAGGA CTCTTCTCCGATGAACCAGC 159

Ad06A6767 Aradu.A06 6767 p2 (TA)7 14 23388412 23388425 TTGATAGAATTGTAATTAGCAGCCA TTTCCATTGAATTAATCATAAAGGTT 242

Ad06A6769 Aradu.A06 6769 p3 (TTC)6 18 23420436 23420453 TTCTACACCTTGGCCGAAAC GCTCATGATGTTCCACCCTT 240

Ad06A6770 Aradu.A06 6770 p3 (TCT)5 15 23427345 23427359 GACCCTCTCAGTTCCAACCA GTTTCGTTGGGAGTCCCTTT 227

Ad06A6778 Aradu.A06 6778 p2 (AT)6 12 23452159 23452170 GAAGCAAGAAAAAGCAGTGGA CACACTCTTGTTGCCTTGGA 119

Ad06A6779 Aradu.A06 6779 p2 (TA)6 12 23458016 23458027 CGACGCCGATACTCTTCAGT TGTGTGGAAGAGATACGAAATGA 277

Ad06A6781 Aradu.A06 6781 p3 (AAG)5 15 23474949 23474963 TGCTCATGGCTCAGAGAAAA ACGTGTCCAAGTTCTCCACC 222

Ad06A6782 Aradu.A06 6782 p2 (TA)7 14 23522780 23522793 CCAGAGACTGAGAAGCGTTG CAGAAATGTTCAGGCACCAA 235

Ad06A6783 Aradu.A06 6783 c (TG)7tactatcaaatagaagtatctaactttactttgagaga(GC)664 23523217 23523280 TGTGATTTGGTGATGCAATTC GCAACTAAGCAAATAAGCAATATCA 236

Ad06A6786 Aradu.A06 6786 p2 (AT)10 20 23556721 23556740 GTTTGGGAGAGTTGGGAACA TACTTTGGGGCATTTTGTCC 238

Ad06A6789 Aradu.A06 6789 p4 (AAAT)5 20 23589028 23589047 TAGTGTTTTTCTCTCTCATCATAAAAA TCTTAACAAGAAAGTAACAAACTTGAA 265

Ad06A6793 Aradu.A06 6793 c (T)10cctatttttttcgttctcttttttttcga(T)1150 23644588 23644637 TCCCCAATTAGAGGTGTCCA TGTTGGCTCTTGACAGAATGA 191

Ad06A6797 Aradu.A06 6797 p3 (AAG)5 15 23739070 23739084 CTTCCCTTTCCCTTTTCTGG ATTTCTTTCCCACCCAAACC 250

Ad06A6799 Aradu.A06 6799 p5 (AAAAT)6 30 23751836 23751865 CAGACTCATAGCCAAAGGGG TCTTTGCTAATCTTTAAAACAAATCTT 151

Ad06A6802 Aradu.A06 6802 p3 (ATA)21 63 23766706 23766768 CCATCAGCTTTGAAAATTCG AGGAGATGGTGGATTAAGCG 126

Ad06A6804 Aradu.A06 6804 p3 (ATT)19 57 23783168 23783224 TCATCATCGATCATCCTCGT CAAACGTTAGGGACAAAAACG 196

Ad06A6805 Aradu.A06 6805 c (TAT)12tg(TTA)6 56 23783759 23783814 ACGTTTGGGGACAAAAATGA TTATGGAACATGTAAAACACACAA 110

Ad06A6807 Aradu.A06 6807 p2 (AT)6 12 23788543 23788554 CCCAGTGACATTCCCTCCTA TACTTCGGATTCGAGCGTTT 169

Ad06A6808 Aradu.A06 6808 c (AT)7tattttttttcttttgtattagaagaagatatattatttttagctacttttgaatagtataataaaaaaaatcttaattagagagagtgag(TC)6117 23789289 23789405 TTGCTATGATGTGTAAAAGTTGTGTC TACATATTCTTTCACTCTGTGTGTGT 273

Ad06A6812 Aradu.A06 6812 p2 (CT)7 14 23810604 23810617 TTTTCACTCTTTACACGCGCT AAAGAAGTTCACGCTTGGGA 251

Ad06A6813 Aradu.A06 6813 p2 (TA)9 18 23816559 23816576 CAGCCTAAACTTCGTGGGTC GTACGACGCTCAGGTGGATT 257

Ad06A6814 Aradu.A06 6814 p3 (AGA)7 21 23835768 23835788 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 244

Ad06A6819 Aradu.A06 6819 c (T)10gttaaa(AT)6 28 23865851 23865878 TGTGGTTGTTTTTAGGAATGGA AGTGTAAAGCCCGCACAAAG 181

Ad06A6820 Aradu.A06 6820 c (T)11aaataagaaaattatttccaaaaacaaatgatttgaattttaatttgagatatg(T)1075 23868900 23868974 AACAAATAGGTGAAATGCTCAAAA CTGAATAGCCCCACGGTTTA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A6821 Aradu.A06 6821 c (CCA)5ctaacaccaacaccaccaccacaaccagcaccaacaccaccaccagaaccaccaccaacaccaacaccaacaccaa(CAC)5106 23877355 23877460 TTGGGCTTCAGAATAATGGT TTTGCTGTTAAATTTGCTTCTTTTT 279

Ad06A6828 Aradu.A06 6828 p3 (TCT)6 18 23950467 23950484 CCTAAATGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 260

Ad06A6835 Aradu.A06 6835 p2 (GA)6 12 23987537 23987548 AGAAAACCAGTAAGCGCAGC ATTATGAAGAATGCGCGACC 231

Ad06A6838 Aradu.A06 6838 p3 (TCT)5 15 23994786 23994800 TGCACCATTCACATCAACCT CTTAAAATTTGCTCGCCCTC 270

Ad06A6840 Aradu.A06 6840 p3 (AAT)5 15 24016616 24016630 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad06A6841 Aradu.A06 6841 p3 (TTC)6 18 24028585 24028602 CATTTTCGCACAACACAACC CTAGAGGATTCTCCGGCCTT 204

Ad06A6848 Aradu.A06 6848 p2 (TC)6 12 24122576 24122587 TGCTAGAGCCCCCAATTAGA TTGTTGGCTCTTGAAAGAATGA 258

Ad06A6849 Aradu.A06 6849 p5 (TTATC)5 25 24146760 24146784 AGGTGCTGCTGGTCTTTGAT CTAGAGGTCCAAAGAGGCCC 279

Ad06A6853 Aradu.A06 6853 p3 (TCT)6 18 24190507 24190524 CCCCACCTACCCTCAAAAAT ACTCGGAGGTGGAAGCTTTT 260

Ad06A6854 Aradu.A06 6854 p2 (AT)10 20 24197048 24197067 TCTTTGATTGGGTTGTTGAGTG TGCTTAATGCTGTAATTTGGTTG 270

Ad06A6856 Aradu.A06 6856 p3 (TTC)6 18 24204995 24205012 CCAACTAACTCTTTTCATTGGG CCAAACCCAATTTGATCCAG 241

Ad06A6857 Aradu.A06 6857 p3 (TTA)6 18 24208019 24208036 TCTTGTGTCTTGGCAATTCG CCCTTCCTTCTCTTTCCCAA 273

Ad06A6860 Aradu.A06 6860 p3 (TCC)5 15 24218200 24218214 AAGGATGTCCCAGGAGGTCT AGTGGGCCAGCTGAGTAAGA 176

Ad06A6863 Aradu.A06 6863 p2 (TA)6 12 24227278 24227289 AGCATCAGCAACCACAAGC TGGTTGCATTATTAAAAGAGGGA 200

Ad06A6867 Aradu.A06 6867 p3 (AGA)6 18 24252000 24252017 AGTGGTCTTGATGGGCTTTG CCGAATACACCTATCCCCCT 249

Ad06A6871 Aradu.A06 6871 p2 (TA)8 16 24287702 24287717 ATGGGATCACATTGCTTTGA ATTTTAGCACGCCCATTTTT 251

Ad06A6874 Aradu.A06 6874 p3 (AGA)6 18 24321143 24321160 TAAAATATTGCTCGCCCTCG ACAACCCCCTCTTCCATACC 113

Ad06A6876 Aradu.A06 6876 p2 (AC)6 12 24340169 24340180 ACGAAAAGTGTGGGGTTTTG TCCATTTCACAATTGCTCGT 222

Ad06A6880 Aradu.A06 6880 p5 (AAATA)5 25 24404265 24404289 GGCTTGCATTTGTTCCATTT GTTGCGGGGATTAACTGAGA 251

Ad06A6886 Aradu.A06 6886 p2 (GC)6 12 24465062 24465073 ATGCGGTTCTAGTTGGGTTG AGTGGGCCACAGACAGAATC 134

Ad06A6889 Aradu.A06 6889 p2 (GA)6 12 24491966 24491977 GAAAAGGAAGGAGGGGAGAA ACAGCTCAACCTGAATTGCC 180

Ad06A6891 Aradu.A06 6891 p2 (TG)40 80 24515049 24515128 ATGGAAGCACCCCAATGATA GCAAACATCATGAGGCCTTT 262

Ad06A6892 Aradu.A06 6892 p2 (AT)6 12 24519016 24519027 TCCAAATTGTTCTTGGTCATAGG TCGCAGGTCAAAGGAAACTC 255

Ad06A6893 Aradu.A06 6893 p2 (AT)9 18 24544804 24544821 TTGAACTTTACTTTGGGGCA TGAAGATTTTGGGAATTGGG 208

Ad06A6895 Aradu.A06 6895 p3 (AGA)6 18 24555179 24555196 ACTCGGAGGTGGAAGCTTTT TCTTCTCCCACTTAGCCGAA 196

Ad06A6896 Aradu.A06 6896 p3 (CAG)5 15 24568527 24568541 ACCCTGAAAACCCTACCTGG TCCCATCTTCCCTGATTCTG 157

Ad06A6897 Aradu.A06 6897 p2 (AT)7 14 24571677 24571690 GTTATGGCTGCGTTCTCCTC CAGCCAGTATGCTCACTCCA 172

Ad06A6898 Aradu.A06 6898 p3 (TCT)7 21 24580544 24580564 ACAAACCCACCTCTCTCCCT GCTTTTGTCTTCCCTTTCCC 193

Ad06A6899 Aradu.A06 6899 p4 (ATAA)7 28 24600534 24600561 GGCCAAGGAGAACCTTACCT TGCAAAGTGTTCCTTGCTTG 191

Ad06A6900 Aradu.A06 6900 p3 (AAG)6 18 24601274 24601291 CTGCAGACTCAAACCGAACA GCGCAGTCTTCTTTGAGCTT 156

Ad06A6901 Aradu.A06 6901 p3 (GAA)13 39 24601619 24601657 GCCGAAGAATGCTTTGTTGT TTCAAAAACCCCAACTTTGC 243

Ad06A6902 Aradu.A06 6902 p3 (GAA)5 15 24602199 24602213 ACTTCTCAGCCACAGCCAAT AAAGGAAACTCAGGGCTCGT 232

Ad06A6903 Aradu.A06 6903 p2 (AT)7 14 24602523 24602536 CAATAAAACCGGCCATCAAT TGGTCATATCATGCCTTAAAGA 227

Ad06A6904 Aradu.A06 6904 p2 (AG)11 22 24612710 24612731 AAACCTGGGATCGAGAGTCA AGCGCTGGAAGTGATTTTTG 261
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Ad06A6906 Aradu.A06 6906 p2 (AG)7 14 24618678 24618691 AAACCTGGGATCGAGAGTCA CGACATGTACGGACCAGAAA 274

Ad06A6908 Aradu.A06 6908 p6 (TTTTAT)5 30 24637509 24637538 AATCGTTTTTGAAATCAATTTTCT GGTGGTTTTGAAAAAGATGAGA 238

Ad06A6912 Aradu.A06 6912 p3 (ATA)5 15 24648786 24648800 CAAGTCCCCTTGAGCAGGTA GGAAATGATCTCAGCCTTTGA 250

Ad06A6913 Aradu.A06 6913 p2 (AC)8 16 24652594 24652609 TGCGACATAGCATTCCTCAA AGAAGGGAAGAGGCATGTCA 149

Ad06A6917 Aradu.A06 6917 p2 (AG)19 38 24667309 24667346 TTCCCAAGTGACCAAACAAA TTATGGATTGGGGTTTTGGA 271

Ad06A6919 Aradu.A06 6919 p2 (AG)6 12 24703801 24703812 AAGGAACCCCTAGCCAGTGT TCCTCCCCTCAACCTAGGAG 279

Ad06A6921 Aradu.A06 6921 p2 (TA)7 14 24709283 24709296 TTGCTGTCGCTTTCACAGTT AAAAACGGTTGCTGTTTTCC 139

Ad06A6924 Aradu.A06 6924 p5 (TTATC)5 25 24754630 24754654 CGGTACTGGTCGGAGTTGAT AGGGCAGTTCCCTTGAAGAT 279

Ad06A6929 Aradu.A06 6929 p2 (GA)6 12 24804432 24804443 CCCAAGTGACCGAACAAAAT GGGTTACGAATCGCAAGAAA 239

Ad06A6934 Aradu.A06 6934 p2 (AG)8 16 24840242 24840257 CGCTGCTAATTTATTATGGCAA AGCCTTTGGTCCCACTTTTT 172

Ad06A6945 Aradu.A06 6945 p3 (GAA)5 15 24883810 24883824 CGTCCTCGAGCAAAGAAAAG TTAAAATCCCTTTCCCACCC 200

Ad06A6947 Aradu.A06 6947 p2 (TA)8 16 24901667 24901682 AAATTGGTGAACGAGCTTGG TTCACCTCCCAACTTTGACC 239

Ad06A6949 Aradu.A06 6949 p2 (CT)9 18 24927892 24927909 TTCTGACCCAGTTTTCGACC AAGAACCTGGGATTCAGAGTCA 199

Ad06A6950 Aradu.A06 6950 p2 (AT)6 12 24932110 24932121 GGAATATGGGGAAATTTGGG TGGGATAATTTTGTCCCCTTT 166

Ad06A6953 Aradu.A06 6953 p2 (TA)7 14 24950218 24950231 GAAAGATGAATGAGGATTGGG GCTGAGGCACTGAGTTTTCTT 280

Ad06A6954 Aradu.A06 6954 c (AAT)7aaaagt(TA)639 24950649 24950687 AAAGAGAACCACGTGAGGGA GGAGTTGCATGCTCATCTCA 279

Ad06A6955 Aradu.A06 6955 p2 (AT)14 28 24962272 24962299 TTATTCATTGCACCGTTTCG GCATCACACGAAATCCCTCT 221

Ad06A6956 Aradu.A06 6956 c (TTC)6gtta(T)10 32 24963396 24963427 TCAAAAACGCATTTCAACCA GAGGAAGAGGTGTTGTTGATGA 211

Ad06A6957 Aradu.A06 6957 p3 (TCT)5 15 24963821 24963835 GTGGTTGAGGTGTGGTTCAA GAACAAGAAGAAGCTTGAGAAGG 269

Ad06A6958 Aradu.A06 6958 p3 (AGA)6 18 24964425 24964442 GCGAAGAAAAAGGAGGAGGA GGGCTAAGATTCAACCCCTC 250

Ad06A6959 Aradu.A06 6959 p3 (TCT)5 15 24979011 24979025 GAGAGGGCGGTATGGATGT CCCTCAATTTCAGCCAAAAA 279

Ad06A6960 Aradu.A06 6960 c (CT)6cctccatatt(TTC)640 24985227 24985266 TCTTTCCCACTCAAACCCAC TAGAATATTGCTCGCCCTCG 209

Ad06A6961 Aradu.A06 6961 p2 (AT)6 12 25010680 25010691 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 148

Ad06A6962 Aradu.A06 6962 p3 (AGA)5 15 25011567 25011581 CTAGAGGTTTCTCCGGCCTT AAACCCCTCTCCCTCCACTA 246

Ad06A6964 Aradu.A06 6964 p4 (TAAA)9 36 25035143 25035178 AAGATGTTGTAGGTTCAAGTCTCC CCAAGCCGATCAATACCTTC 199

Ad06A6966 Aradu.A06 6966 p2 (TA)6 12 25044866 25044877 AGAGATACAAAGCGCGAAGC GTCGGCCTAAACTCCAAAGG 178

Ad06A6967 Aradu.A06 6967 c (AT)6agagagagagaa(AG)636 25049404 25049439 TCCTGTTCCTGTCTCGTCCT TAGCCATCCTGCCCAATTAC 246

Ad06A6970 Aradu.A06 6970 c (T)12acattaaactac(A)1034 25100718 25100751 TCATCAGGCCCTCAAAAATC ATGCACAAAATCCATCCCTC 194

Ad06A6971 Aradu.A06 6971 c (AG)10ggagagat(TG)2884 25100856 25100939 GAGGGATGGATTTTGTGCAT TGTTTGGTGATCAGAAACTGCT 259

Ad06A6975 Aradu.A06 6975 p2 (GA)13 26 25116557 25116582 ACAACGGCAGAGCGACTAAT AGTGCAACACTGTGCTTTGG 253

Ad06A6978 Aradu.A06 6978 p3 (AAG)5 15 25154004 25154018 GCAGAGTGTGGTGGTGAAGA TACTTTGGACGAAGGGGATG 228

Ad06A6981 Aradu.A06 6981 p3 (TTC)5 15 25167890 25167904 CCAAAAATCTCCCTTCTCCC ACTGCACAGAGATTCGCCTT 132

Ad06A6985 Aradu.A06 6985 c (TA)14(TG)15 58 25172333 25172390 AGTGGCTGCAGATAGGTTGG CATCCCCGCTAATCTCTGAA 236

Ad06A6986 Aradu.A06 6986 p2 (GA)6 12 25174135 25174146 TCAAGTTCAATTTCCCCTTCA GGAAGCACTTTAGGCAATCC 280
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Ad06A6988 Aradu.A06 6988 p3 (ACA)8 24 25183682 25183705 AACCCATGTATTTGCCAAGC GGGTGGGTTGGATTTGTGTA 271

Ad06A6992 Aradu.A06 6992 p2 (GA)7 14 25202972 25202985 GGGTGGGCTGACAATAGAAA TGTGGGTGATTAGACTTCAACC 251

Ad06A6993 Aradu.A06 6993 c (A)11tcaaatctttttcataaa(T)1039 25217551 25217589 TGGTGTCATTTTGTGGTTTTTC AAGGGAGATTGATATGGATTGC 280

Ad06A6994 Aradu.A06 6994 p2 (AT)8 16 25217745 25217760 TGGTGTCATTTTGTGGTTTTTC AAGGGAGATTGATATGGATTGC 280

Ad06A6995 Aradu.A06 6995 p3 (AGA)8 24 25227587 25227610 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 240

Ad06A7002 Aradu.A06 7002 p2 (TC)6 12 25307889 25307900 TCATTTAAGGGCTTTCCACG TAATGGTGGTGGGAGAGAGG 180

Ad06A7003 Aradu.A06 7003 p2 (AG)6 12 25316375 25316386 TTGTTGCCTGGAGTCTTCCT TTTGCTCTGAAGGAATAGATACACA 280

Ad06A7010 Aradu.A06 7010 p2 (AC)6 12 25357445 25357456 CAATTTAGCGCGAATGAACA GGCCCCATAAGTGGATTTCT 277

Ad06A7012 Aradu.A06 7012 p2 (GA)7 14 25389621 25389634 TCGTGATTCCATCGACAAAA TTTAATGTGCCACGTGTCGT 278

Ad06A7013 Aradu.A06 7013 p2 (AT)6 12 25397122 25397133 TGAAAAACCGTCCTTAAAGAAAA TATGGGACAGACCCCAGAGA 190

Ad06A7015 Aradu.A06 7015 p2 (CT)7 14 25414775 25414788 GATCTGTGGACCCCAAAAGA ATCTAGGGTTGGGTTGGGAG 224

Ad06A7016 Aradu.A06 7016 p2 (TA)9 18 25483210 25483227 TTACGGACTCAAAAATCCGC TCTGATTGATCTGGGACACG 228

Ad06A7020 Aradu.A06 7020 p2 (AG)16 32 25501585 25501616 TGAAATGCCATAAAATAGTGTCTTG AGCCTTAAGTGTGGGGAGGT 207

Ad06A7022 Aradu.A06 7022 p2 (TC)6 12 25505460 25505471 TCTCATCCCTTTTTCAAAATTC TCCAAACAGAAGGGTGAGGA 223

Ad06A7023 Aradu.A06 7023 p3 (AAG)5 15 25513047 25513061 GGGAGGAGAAGGGAGAAAGA TATGCGCCGTGTCACTTATT 252

Ad06A7024 Aradu.A06 7024 p2 (TA)6 12 25513671 25513682 CTACTGATGCATACGCGTGG GGCAACCCACCATGGTATTA 267

Ad06A7026 Aradu.A06 7026 p3 (CAA)5 15 25540769 25540783 ATTCAACCAATCCACCAGGA GCTTCCACAATGTCTGGGAT 104

Ad06A7029 Aradu.A06 7029 p3 (TCT)6 18 25575903 25575920 ACACACTACCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 224

Ad06A7036 Aradu.A06 7036 c (T)10ctattttctaattaattttgaactactctttcgaa(T)1358 25660236 25660293 CTTGGTGTTTTCCCTCCAAA CGAAACAAAAGCAATTGAAAAA 226

Ad06A7037 Aradu.A06 7037 c (T)10(A)10 20 25665559 25665578 GCTTTCCAATCCAATCCATC AATGGTGATGATGAGGAGGG 266

Ad06A7040 Aradu.A06 7040 p3 (ATA)12 36 25682489 25682524 ACAAGATTAAATGAAATCTAGCAGC TCCTTGTTTGACACTCGCAG 226

Ad06A7044 Aradu.A06 7044 p3 (TCT)5 15 25702646 25702660 CACATCACAAACCCACATCC TAGGTGCCATTGATGGTGAA 179

Ad06A7047 Aradu.A06 7047 c (T)10gttttcttttctccctttttttcttttttttc(T)1153 25721385 25721437 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 239

Ad06A7048 Aradu.A06 7048 p2 (TA)6 12 25745089 25745100 TGTGTTCTCCTGCATCGTGT AAAAATATTATCAAAAGTCTTGGTTCA 195

Ad06A7050 Aradu.A06 7050 p3 (TAA)18 54 25763657 25763710 GGAAAATAGAGGATGTGTTGCAT TGAAAACCCTAATTTTCTACTTTCTCA 270

Ad06A7052 Aradu.A06 7052 p3 (TTA)7 21 25768835 25768855 TCGCATTCATGGTTAATATTTGA AAAATTCGTTAAATATTCGAAGAAACA 201

Ad06A7059 Aradu.A06 7059 p2 (AC)6 12 25795382 25795393 CGGACTCAAAGTGGACCCTA TCGAAGAGAAAAACGTGGCT 273

Ad06A7060 Aradu.A06 7060 p2 (AT)6 12 25801441 25801452 TGTTAATTCTTGAATGAATGGATGA ACTGGAGCAACACAATGCTT 254

Ad06A7062 Aradu.A06 7062 p3 (AAT)6 18 25803174 25803191 TGGTGCTTATATGAATTACCCCTT TCGTCCTGCTTAGCCTTTTT 180

Ad06A7063 Aradu.A06 7063 p2 (TA)10 20 25817659 25817678 TTTCAGATGCTGGACGTGAG CAAAATCCGATTGCGAAGAT 268

Ad06A7064 Aradu.A06 7064 c (CT)8tcattag(AC)635 25825079 25825113 CCCTTGGCCCAACTAAACTA AATGTGTTCTTCCCTTCCCC 112

Ad06A7065 Aradu.A06 7065 p2 (TA)9 18 25828036 25828053 TTTCAGATGCTGGACGTGAG GCGAAGATAACTGGTCCGAG 280

Ad06A7072 Aradu.A06 7072 p3 (GTT)6 18 25851598 25851615 GACCCACTGCATGTTTGAGA GTTGACGCGAGAAACCTAGC 248

Ad06A7075 Aradu.A06 7075 p4 (TTAT)5 20 25876215 25876234 ATCCATTGATGCTCAAAGCC GAATGAATGCTTGAACAGTGC 280
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Ad06A7076 Aradu.A06 7076 p2 (GA)7 14 25884803 25884816 TGTCCTTGCTCCTGCTCATA CGAAAATCACTAACCATTTTTCAA 262

Ad06A7077 Aradu.A06 7077 p2 (AT)7 14 25890827 25890840 AATGGGACAAGTCATGGCAG GCACAGCCTTTGTGTTGATG 225

Ad06A7080 Aradu.A06 7080 p2 (CT)6 12 25900102 25900113 CCTTTGAATGCCATTTTTGG CAAAGCAACGTTCCTCTCCT 262

Ad06A7083 Aradu.A06 7083 p3 (TTC)5 15 25942004 25942018 CAAAGCACATTCCGTTTCCT CAGCTTGGGAGGATCTTGAG 272

Ad06A7084 Aradu.A06 7084 p2 (CT)7 14 25944467 25944480 TTTGAATGCCATTTTCGGAT CAAAGCAACGTTCCTCTCCT 262

Ad06A7085 Aradu.A06 7085 p2 (AT)6 12 25946970 25946981 TTTCGTACCATTTTCAGCCC GATACTGGGCAAGGTGGAAA 237

Ad06A7086 Aradu.A06 7086 p3 (ATA)6 18 25956436 25956453 TTGGTGTCAATTGCATGCTT CCATGATGGAGAAAGGGAGA 260

Ad06A7088 Aradu.A06 7088 p3 (CCA)6 18 26044824 26044841 GAGTGAATCGGTTGAGGTCC CCAATCTACACCAACCCTCG 110

Ad06A7089 Aradu.A06 7089 p3 (TCT)5 15 26061349 26061363 AAAATGGCCGAAACCTAACC CGGTCTTAGGTGCCATTGAT 249

Ad06A7091 Aradu.A06 7091 p3 (ATT)5 15 26077437 26077451 AAACTTGGACGTTGGCTTTG TCTTGGGAGCCATTACCTTG 191

Ad06A7095 Aradu.A06 7095 p3 (TTC)5 15 26125070 26125084 CATTGGGTTAGGGAGCTCTG CATCCAAACCCAAATTGGTC 232

Ad06A7097 Aradu.A06 7097 p3 (TGA)5 15 26158691 26158705 TACGCCAGAGCTTGACCTTT GACGAGTCTGAAGAGGCACC 239

Ad06A7098 Aradu.A06 7098 p2 (CT)9 18 26200842 26200859 CTTGAATCGGTGCAAATTGA TCTATGCGTCAGAGTGGCTG 174

Ad06A7099 Aradu.A06 7099 p2 (TC)8 16 26206570 26206585 TTACAGGTGCAACATGCCAC GCATGCACTTCAATTATTAGAGGA 263

Ad06A7100 Aradu.A06 7100 p5 (TTATC)5 25 26208577 26208601 GCTGGAGCACCCAGGTATAA AGGGTGGTTCCCTTGAAGAT 275

Ad06A7101 Aradu.A06 7101 p5 (TTATC)5 25 26218186 26218210 ATCCGACTTGTTGGACTTGG AGGGTGGTTCCCTTGAAGAT 259

Ad06A7102 Aradu.A06 7102 p2 (CT)9 18 26219999 26220016 CGCGATCTGCAGAATTACAA AAAGAACCTAGGATCGAGAGTCA 248

Ad06A7104 Aradu.A06 7104 p3 (GAA)6 18 26271813 26271830 TAAAATATTGCTCGCCCTCG TCCATTCATGGTCATCCCTT 211

Ad06A7108 Aradu.A06 7108 p2 (GT)7 14 26291174 26291187 GAAGTGGATCATTGGGCTTG GAAGGCCTCTTCCCACCTTA 229

Ad06A7109 Aradu.A06 7109 c (A)11g(A)11 23 26291380 26291402 AGGAAGAATTGCTTCGGGAC GGCACCTGCATCTTTTTACC 152

Ad06A7112 Aradu.A06 7112 p6 (TTTATT)5 30 26354141 26354170 TTTTAAGTGTGGGGAGGTCG TGAACTAAAGTGCAAAATGCAGA 196

Ad06A7113 Aradu.A06 7113 p2 (TA)6 12 26359941 26359952 TGATGCATGCTGGAGACTTC TGCGAGGTTTAAAGTGTCGAT 259

Ad06A7114 Aradu.A06 7114 p2 (AC)7 14 26362444 26362457 CTCAACCAATGTCCCACCTC TGAACAACCTTTGCAACCAA 179

Ad06A7117 Aradu.A06 7117 p4 (TAAA)5 20 26369402 26369421 AGGGGCAGTGATTTGAGATG TCGAAAATATCTCATCCTTTTTCA 212

Ad06A7119 Aradu.A06 7119 p3 (AGA)6 18 26375648 26375665 CTAGAGGATTCTCCGGCCTT CACCTTGACCGAAACACCTT 174

Ad06A7123 Aradu.A06 7123 p2 (CT)6 12 26398895 26398906 CAGAAAAGGGCAGTAGCCTG ATAGGTGAGGGGTTTTTGGG 202

Ad06A7128 Aradu.A06 7128 p2 (TC)6 12 26456500 26456511 TCCTGCGAATCACTGGATCT AAAGTTCTTCGTCCGTGTCG 276

Ad06A7130 Aradu.A06 7130 p2 (TC)6 12 26473238 26473249 CCGCAGGTAAATCTGACGAT AAAAACAATGCCAAAAAGCG 152

Ad06A7132 Aradu.A06 7132 p3 (AGA)6 18 26493322 26493339 CCTATGACCCAGAGGTGGAA CAAAATCTCTTTCCCACCCA 244

Ad06A7134 Aradu.A06 7134 p2 (AG)6 12 26529541 26529552 TTCAGGGTCAGCTTCAACAA TTCGAATACTCCATCTCTCATCTC 258

Ad06A7136 Aradu.A06 7136 p3 (AGA)5 15 26538511 26538525 TTTTCATGGCCACAACTTCA CCACAAAACCACCTCCATCT 270

Ad06A7138 Aradu.A06 7138 c (T)10cgatttttctctcttttttttcgg(T)1145 26565105 26565149 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 227

Ad06A7139 Aradu.A06 7139 p2 (AC)6 12 26573949 26573960 CAGGGTTGTTCCCTGTCAGT TGAAGAGCCTAAGGGATGGA 279

Ad06A7140 Aradu.A06 7140 c (TCT)8attctttcttcttttgctcgaggacgagcaaaccttttaagtttggtgtggtaaaagcatagc(T)1097 26595256 26595352 CCTACCCCTTCTTCCTCCAC CTAGAGGTTTCTCCGGCCTT 252
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Ad06A7142 Aradu.A06 7142 p2 (CT)6 12 26604946 26604957 CGACGTTTAACGCCAAAAAT TTTGGGGAAGAGGTGTTGAG 173

Ad06A7146 Aradu.A06 7146 p3 (AGA)5 15 26643265 26643279 TTTAAGTCCCCCAATTCGTTT CTTAAAACAAGCCCCCATGA 241

Ad06A7148 Aradu.A06 7148 p2 (TG)7 14 26663833 26663846 TTAACTGATGATAGTGCCATTTTT GAAATTTTCAGTTTTGCGCC 269

Ad06A7149 Aradu.A06 7149 p2 (TC)8 16 26668262 26668277 ATATTCTTTGTTGCGCCTGG CACACACACCCCCATATGAA 177

Ad06A7150 Aradu.A06 7150 p2 (GT)7 14 26668385 26668398 CCCTTTGCATTCGTTCTCTC TCACTCTCTCGGCACAACAC 190

Ad06A7153 Aradu.A06 7153 p2 (AG)6 12 26687707 26687718 CCGAGACCTACTCCATCCAA TTGAAGCTTGTATCGGCCTT 246

Ad06A7154 Aradu.A06 7154 p2 (CT)6 12 26694193 26694204 TTTTTAAGGAAGTGGGGTCC CACTCACTGTCCTGCAATGAA 214

Ad06A7155 Aradu.A06 7155 c (T)10ctgttattgtatttaacagtttattgaatagtgtcagaagttagttttgattcttcagttctctagtgttcaa(CT)695 26698503 26698597 TCAAAGTCATTAGTGGCCTCAG CACTCACTGTCCTGCAATGAA 267

Ad06A7156 Aradu.A06 7156 c (AG)6atgaagagaatatggaattagaaatggttggagacaagtggcaactaagattgaagcagacattttcaac(T)12aatttctggtgttaaacattttaaagtttgatgcctcaaagtcaaaaagtt(A)13158 26701683 26701840 AATGTTGATGCAGATCGTGG GCAAGAATGCTTGAAGGATATG 245

Ad06A7159 Aradu.A06 7159 c (A)10cctgaaaagagaaaaagaaaaaagttagaaccaacaatgatataaagttctattcaacttgcaataaatcc(A)1192 26717845 26717936 TGAAAACTCGAGCACTAAGCA TGTGATTCAGGCATTCGTCT 199

Ad06A7160 Aradu.A06 7160 p6 (CAATAA)5 30 26719279 26719308 TGCATTTGGTCTTCAATCCA TGCCTTCTCTTGCTTATTTGC 244

Ad06A7162 Aradu.A06 7162 p3 (ATA)5 15 26723011 26723025 TGGAATTTGTGTGTTTGCGT AGCTTCACGCCTTCAGTGTT 161

Ad06A7163 Aradu.A06 7163 p3 (TGG)5 15 26724034 26724048 AAATGGTCGAGTGATCAGGG TGTAAACATGAACAGGGGCA 175

Ad06A7166 Aradu.A06 7166 p2 (AC)6 12 26777195 26777206 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 234

Ad06A7167 Aradu.A06 7167 p3 (AGA)5 15 26789463 26789477 CCCTCGAGCAAGAAAGAAAA CCCATAAACCCCACCTACCT 228

Ad06A7169 Aradu.A06 7169 p3 (AGA)5 15 26805427 26805441 GGTCTTGATGGGCTTTTGAG GAAACCCAAACCTCTCTCCC 241

Ad06A7173 Aradu.A06 7173 p2 (TC)6 12 26844250 26844261 CGCAGCTTTTAATACGCCAT TGTCACCACATTGAGGAGGA 193

Ad06A7179 Aradu.A06 7179 p2 (AT)8 16 26875509 26875524 GAAAAAGCAAAAGCTTGCGA ATGCCACAAGCACATGGTTA 229

Ad06A7180 Aradu.A06 7180 p2 (CT)6 12 26880628 26880639 AGCGGAAATTCCTTTCCTTC CCCTAACCTCCCTTCCTCAC 159

Ad06A7181 Aradu.A06 7181 p3 (TCT)11 33 26884682 26884714 CCCTCTTGGCCGAATATACA CCGGTCTTAGGTGCCATAAA 176

Ad06A7182 Aradu.A06 7182 c (T)10cttctttgtacagttcttttaa(T)1042 26909489 26909530 AGATTGGAAAAGATTGACAATGA GGTGGGTGATATCCCAGAAA 260

Ad06A7185 Aradu.A06 7185 p3 (GAT)5 15 26929344 26929358 GCACTCCCTTATGGCATGTT TACCCTCAGTGGAAGGAGGA 213

Ad06A7187 Aradu.A06 7187 p3 (AAT)22 66 26934659 26934724 AACTTGACCGGTTCGATCAC TGGTATCCATAAAATTTCCACCA 254

Ad06A7188 Aradu.A06 7188 p3 (CGC)5 15 26941276 26941290 GTGAGCGTGAAGATCGAACA AATTGACGACGACGATAGGG 133

Ad06A7198 Aradu.A06 7198 p2 (TG)6 12 26968662 26968673 GCTTGGTGGAGGATTGATGT CTTGGCTGATTTCCACGTTT 106

Ad06A7199 Aradu.A06 7199 p2 (AT)11 22 26969058 26969079 TTGAATTGGCAAGTGGAGTG TGGACTGCCAAAGTTCGTAA 171

Ad06A7200 Aradu.A06 7200 p2 (CT)30 60 26972597 26972656 TAGGGTGTGAAGACAAGCCC TGGAGCTAGGGACAATACCG 188

Ad06A7205 Aradu.A06 7205 p3 (CTT)5 15 27020429 27020443 CTCCCTTTTTCTCACCACCA TGAACATGCAAGCAACCCTA 266

Ad06A7206 Aradu.A06 7206 p2 (CT)6 12 27028843 27028854 TGGATTGGTAGAGAGTCGGG CAAGTGCTTGGCTCCAAAGT 243

Ad06A7208 Aradu.A06 7208 p3 (TTC)5 15 27031623 27031637 GAAATACGCCCAAAGGATGA TTCATCGTCGTGTTTTTCCA 256

Ad06A7209 Aradu.A06 7209 p3 (GAA)15 45 27031773 27031817 TGGAAAAACACGACGATGAA GGAGGAATTCTCCGCATACA 174

Ad06A7210 Aradu.A06 7210 p3 (TTA)5 15 27033125 27033139 GCGAATGAGTAGAGCAAGAATC GCACTTCATTTACATCACTTAATAACA 280

Ad06A7222 Aradu.A06 7222 p3 (TTA)18 54 27183948 27184001 CCATTGCCAAGAAAAGGAGA CCATACCCATCGAAGCTGTT 218

Ad06A7223 Aradu.A06 7223 c (AT)7ag(AC)6 28 27190970 27190997 ACACTTCCGGCTGTACCACT TTCCCTCGCCTTTAATTTTG 258
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Ad06A7224 Aradu.A06 7224 p2 (CT)20 40 27195125 27195164 CCCTTTTTCAAAAGTTCTGGG GGGAAATCATGGCATAGTGG 217

Ad06A7225 Aradu.A06 7225 p2 (TA)10 20 27196576 27196595 CGATATGCATCCACTGAACCT CGCGGCTAGTTCCCTATGAT 265

Ad06A7227 Aradu.A06 7227 p2 (TC)6 12 27199777 27199788 TTGTTGAGAGCTTTGCATGG ATGCTAATGGGTTGGACCAG 233

Ad06A7228 Aradu.A06 7228 p2 (TC)8 16 27216970 27216985 ACCGGGTCTTCCATCAAAGT TAGGGCCAAAGGGCTAAAAT 202

Ad06A7229 Aradu.A06 7229 c (TTA)6ctcttcttctcatcctcaacgtattgctcgttattcatcacttcaccgccatcatc(ATT)589 27218718 27218806 CGCCTCTGGTTGTTGTTCTT CTGATGAAGATGATCCCGCT 220

Ad06A7234 Aradu.A06 7234 p3 (AAT)8 24 27329393 27329416 TATGGGGGAACTTTTTGGAA TCATGCATCCTTTTCATCCA 271

Ad06A7238 Aradu.A06 7238 p2 (TA)6 12 27363736 27363747 CAAGTTTGAAGATGAATATGGACC ATCATATGCATGGTTCGGGT 280

Ad06A7240 Aradu.A06 7240 p5 (TTATC)5 25 27415833 27415857 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ad06A7241 Aradu.A06 7241 p3 (TGA)6 18 27418745 27418762 GGGCCGATTATACCGAACTT TTGGCACAACAGAGGTCTTG 219

Ad06A7242 Aradu.A06 7242 p3 (AGA)6 18 27431098 27431115 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 241

Ad06A7245 Aradu.A06 7245 p2 (CT)7 14 27456761 27456774 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 105

Ad06A7249 Aradu.A06 7249 p3 (AGA)6 18 27523221 27523238 TTAGAATGTTGCTCGCCCTC ACCCTACATGGCCAAAACAC 101

Ad06A7250 Aradu.A06 7250 c (TAT)5tagtctcttgagtgttccatgtttgtcattgttta(TAT)565 27532759 27532823 GCTACATTCATTCCTCAGTCCA AGAGCGGAAGAACCAATCAA 227

Ad06A7251 Aradu.A06 7251 p3 (TAC)6 18 27547737 27547754 CATGTCTGATGATGATGAGAAAAAT CAAGGGCATGATTTAAGGGA 259

Ad06A7254 Aradu.A06 7254 p2 (TA)6 12 27558751 27558762 CAAAAGCAAATGCTATTCTAACTCTC GGAAATTAAAGAGAGCGTTGTTG 256

Ad06A7255 Aradu.A06 7255 p2 (AT)13 26 27560889 27560914 TGGTCCCAATGTTGGATTTT TAAGCAAGAGCAGCAAGCAA 143

Ad06A7258 Aradu.A06 7258 p4 (TTAT)6 24 27576381 27576404 TGCATGCTTGGATTCTCTTG AGAAAGCACAGCGATTACGA 216

Ad06A7259 Aradu.A06 7259 p2 (AG)6 12 27581210 27581221 TATGCAATTCCCTGGTGTCA TGTGCATGACCATGATTGAA 230

Ad06A7260 Aradu.A06 7260 c (GA)6gggggtagattaggttagagttatttgtgaaaggtgctc(GA)663 27584746 27584808 TCGTCTTCCTAAGGCACGAT TCGCAGAATGGTTACAGACG 266

Ad06A7265 Aradu.A06 7265 p2 (AG)6 12 27593625 27593636 TTTTTCTGTAGCATAGAAAGGTAGAAA TCCTTCAAAATTAATAAACTCCCTTC 260

Ad06A7266 Aradu.A06 7266 p3 (TTC)18 54 27594177 27594230 ATTTGTTTTACACGCGCCTC GCAGAGAAGAAAAACGCGAA 210

Ad06A7267 Aradu.A06 7267 p3 (AGG)5 15 27596011 27596025 TTTTCGGTTCGCCATAACTT TTCTTTGCCTTCTTCTTCGC 241

Ad06A7269 Aradu.A06 7269 p2 (GC)6 12 27602768 27602779 CAAGGGTGGCTTAGAGTTGG ACAGAGAGTTAGGCCCACCC 150

Ad06A7270 Aradu.A06 7270 p2 (GC)6 12 27603054 27603065 AGTGCAGGCCTGAGAGTAGC TACGCACGCTCTCACAAATC 121

Ad06A7271 Aradu.A06 7271 p2 (CG)6 12 27615635 27615646 CCATGCATTAACCCGAGAGT TGTTGGATGAGGGGTAGGAG 238

Ad06A7272 Aradu.A06 7272 p2 (AT)6 12 27616790 27616801 GCGATTTTGGGTGACAAGTT GGCTCAAAACTCACTTGCTTG 260

Ad06A7274 Aradu.A06 7274 p2 (GA)7 14 27628797 27628810 TCCACCCAAATCTTCAACAA AGCAGCAACACCACCTCTTT 249

Ad06A7276 Aradu.A06 7276 p2 (TA)6 12 27631543 27631554 TCTGACTGATTTTTGTTAATTCTTTTT AGAAAGGCCATTTTGGGATT 244

Ad06A7280 Aradu.A06 7280 p2 (AG)31 62 27650499 27650560 ATCACCACTTCTGGGACAGG AGGATTTTGTTGCACACGGT 251

Ad06A7281 Aradu.A06 7281 c (TA)7(TG)22 58 27662769 27662826 GGGATAGGAATTGCATTGGA TGCAACTCTGATAGCTCGGA 266

Ad06A7282 Aradu.A06 7282 p2 (GC)6 12 27664314 27664325 AGCCAAAGAATTGGAAAACG GGTGATAATGCCTTCCCCTT 237

Ad06A7283 Aradu.A06 7283 p2 (CT)6 12 27668247 27668258 CTAACTACGCGAGACCAGCC CAGGAAGCAGAAGAACAGGG 260

Ad06A7284 Aradu.A06 7284 p2 (AC)6 12 27701766 27701777 CCCTTGGCCCAACTAAACTA GAGAGTGTTCTTCCCCTCCC 109

Ad06A7287 Aradu.A06 7287 p5 (TTTAT)5 25 27727284 27727308 CGGATTACTTGGGTTGACTTG CCATGATGGAAAAAGGGAGA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A7289 Aradu.A06 7289 p3 (TGG)5 15 27743102 27743116 CCTTTGTCATGGAGTCCAAA TTCTTTGTGTGCAGGGATTG 153

Ad06A7295 Aradu.A06 7295 c (GGT)5gttgtgcatccttgcattatgttttgtttaagaaaaaaagcc(A)1168 27784649 27784716 ACTTGCAGGGGTTTGTTCAC TTTTGGTATCGAAACAAAGAAAAA 200

Ad06A7302 Aradu.A06 7302 p3 (TCT)11 33 27826213 27826245 TCCATCATCTCTTTCCCACC TTAGAATGTTGCTCGCCCTC 142

Ad06A7306 Aradu.A06 7306 p3 (AGA)6 18 27852670 27852687 AAAGATTGTGCTTTGACCGC CCATCCACTCTTCCCCATAA 280

Ad06A7308 Aradu.A06 7308 c (TTTA)11ttttc(T)1059 27874237 27874295 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 211

Ad06A7309 Aradu.A06 7309 p2 (AG)6 12 27905204 27905215 GTTTTTGGGGAGGAGGTGTT CTTGGTGCAGGGATGACTTT 130

Ad06A7310 Aradu.A06 7310 p5 (ATAAA)5 25 27960280 27960304 CCATGATGGAGAAAGGGAGA TCGAAAATCCTCACCCAAAA 144

Ad06A7312 Aradu.A06 7312 p2 (TA)14 28 28030060 28030087 TTTCAGATGCAGGACGTGAG CTTCCCAAAAGACAACCCAA 230

Ad06A7315 Aradu.A06 7315 p2 (AC)6 12 28069259 28069270 GTTGTAATGGGACCAAGGCA GGGGACAAAATTACCCCAAT 251

Ad06A7317 Aradu.A06 7317 c (A)10gaaaaaaaagggagaaaaacg(A)1041 28079051 28079091 TTGTTGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 242

Ad06A7320 Aradu.A06 7320 p2 (TA)10 20 28103543 28103562 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 246

Ad06A7322 Aradu.A06 7322 p2 (CA)6 12 28135542 28135553 GCTCTCAAGGCTTCAACACC GGGTATGATGGTTGTGGCTT 126

Ad06A7323 Aradu.A06 7323 c (A)10(T)10 20 28147881 28147900 CCAGAGTCCTCCTGGACTGA TTTTTGTGTTTTTCTCTTTCATCA 280

Ad06A7326 Aradu.A06 7326 c (T)10actc(T)10 24 28181343 28181366 AATTTTGCCCAAAACAGCAC ACCTATTTGCACACGCACAC 202

Ad06A7329 Aradu.A06 7329 p3 (TCT)6 18 28188509 28188526 ACCCCACAGGATCATCTCAG GAATGTTGCTCACCCTCGAT 188

Ad06A7331 Aradu.A06 7331 p3 (AGA)8 24 28200594 28200617 ACAGGGAGAGATTTGGGGTT GTTGTTGGAAACTGCTGCAA 205

Ad06A7333 Aradu.A06 7333 p3 (GAA)20 60 28221674 28221733 GGATTTTTGCGATGGTTGTT TCAGGTTTCCCGTCAAAATC 127

Ad06A7334 Aradu.A06 7334 p3 (AGA)13 39 28221998 28222036 GCTCTACCAACCACCGCTAA CGTCGTCTCACTTTTACGCTC 220

Ad06A7336 Aradu.A06 7336 p2 (CT)15 30 28224774 28224803 GCCCTAAATTCAAACCACGA TATTAGTGGCGGTTCGGTTC 176

Ad06A7337 Aradu.A06 7337 p2 (GA)7 14 28226348 28226361 TTGTCATCCTTGTCGCTGAG TCTCCTCTGCTCCTGTGCTT 159

Ad06A7338 Aradu.A06 7338 c (T)12aatttaacttaaatattgtcacttggaggagttttagtgactttaaaagaagttgggtttcgattgacaaatctca(T)1098 28227513 28227610 TGCTTTAAGGCTGTTTCAAAGG CCAAAACCAATTTCAACCCA 250

Ad06A7341 Aradu.A06 7341 p2 (TC)6 12 28281767 28281778 TGCCAAAGGTCAAAAGTTCC ATGACACATAGCCCCACCAT 152

Ad06A7343 Aradu.A06 7343 p2 (AT)7 14 28283553 28283566 TCCGGCTATGCGACTCTAAT TCTAGTTGTTGTCGCGATGC 247

Ad06A7344 Aradu.A06 7344 p2 (TA)6 12 28289886 28289897 GGGGATAGGACTTGTATTTTGAGA GAACCCTGGGGAAACAAAAT 279

Ad06A7349 Aradu.A06 7349 p2 (GT)7 14 28300956 28300969 CTTCTCTCGGAGGCACTGAC CAAAATTCACAACAACACAAAACA 257

Ad06A7350 Aradu.A06 7350 c (CTC)6t(TCC)5taaattcacacatgtagtttttttttctttccttcttcttctcttcctct(TTC)599 28301839 28301937 GCGCTTTTCTCCTTTTCCTT AAGAAGAATCTGTGTGTGCGAA 196

Ad06A7353 Aradu.A06 7353 p3 (AGG)7 21 28318340 28318360 TGCTAACACGATTACAGGCG CGTTTCCTCCTTCTCCTCCT 218

Ad06A7354 Aradu.A06 7354 p2 (TA)10 20 28338295 28338314 CCCCCTCCCCTATTCTTTCT GGGAACACCAAACTTAATTTCA 262

Ad06A7355 Aradu.A06 7355 p4 (AAAT)5 20 28350028 28350047 TTTGATCAGAATTTTATGCTAATAACG AACAACACACAATACGAATATAAAACA 220

Ad06A7356 Aradu.A06 7356 p2 (TC)11 22 28351439 28351460 CCCTTCACTCTTCCTCCTCC GCCGTTGGTAATGGTGATTT 213

Ad06A7357 Aradu.A06 7357 p2 (AT)8 16 28352442 28352457 TGTCAAAACTCTGCCGCTAA TGGTGATAACTAAATGAATGGCA 253

Ad06A7358 Aradu.A06 7358 p2 (AT)9 18 28354332 28354349 TAGGAAAGTGCCAACAGCAA ATTTTGGTAGGTGTGGAGCG 108

Ad06A7363 Aradu.A06 7363 p3 (TCT)6 18 28383228 28383245 CCTACCTCGCCCTCTCTCTT CTCGTCCTCGAGCAAGAAAA 215

Ad06A7365 Aradu.A06 7365 p3 (CTT)5 15 28387774 28387788 TCTTGACTTTCCCATGGAGG ACGGAGATACCAAAAACCCC 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A7367 Aradu.A06 7367 p2 (TA)7 14 28394072 28394085 TTTCAGCCAGAAAATACTTGAAA TCAAAAGCCAAAATGCAACA 280

Ad06A7368 Aradu.A06 7368 p2 (TG)9 18 28401751 28401768 CGATGGGGTGGTTGTAGAGA GGGGATCCAACTGTGAGAAA 234

Ad06A7370 Aradu.A06 7370 p2 (AT)6 12 28410118 28410129 GGGTTGTAATGGGGTTAGGG AAGTGAGGGGAAATTGGGTT 273

Ad06A7374 Aradu.A06 7374 p3 (AGA)6 18 28499451 28499468 GTTCGCTCTGGAATCACGTT ATCCATAAGCGGCAGAGAGA 265

Ad06A7375 Aradu.A06 7375 p3 (TTG)5 15 28503098 28503112 TCTTCCCAAGATGCAAGTGA TCGGTGTTGAGGTTGAGAGA 278

Ad06A7376 Aradu.A06 7376 p3 (ATT)5 15 28504447 28504461 TTGCTGTAACGCTTAGGAGATG AGCATGATCAGCAACCATCA 131

Ad06A7377 Aradu.A06 7377 p2 (TA)6 12 28505401 28505412 TTTCTCCAAGCATGCAAATG TGTCCGCAGAAAAGCTAAAAA 246

Ad06A7379 Aradu.A06 7379 p3 (TTC)18 54 28522804 28522857 TTCACCTTGGCCGAAACTAC CTAGAGGTTTCTCCGGCCTT 209

Ad06A7380 Aradu.A06 7380 p4 (TATT)5 20 28528855 28528874 ATCAAGTTTTTGACGCCGTT TGGGGTTTATCAGTAACCTGTG 276

Ad06A7381 Aradu.A06 7381 p2 (AG)6 12 28529590 28529601 GGCGGGAAAAGCTTAAAAAG TGAACCCTAATGAGAGCTTGG 140

Ad06A7382 Aradu.A06 7382 p2 (GC)6 12 28537152 28537163 CCTAGTCCTGCAGCAACCTC AGGAAAGCGGGATAGGGTAA 254

Ad06A7384 Aradu.A06 7384 p2 (TC)6 12 28548492 28548503 ACACGTGCCTGACACTAACG AGATGATTCGCCTCCCTTTT 279

Ad06A7387 Aradu.A06 7387 p2 (AT)9 18 28577543 28577560 ATCGTAAAGCTGGCTGGCTA TGACCCAAGACTCAAACAAGAA 223

Ad06A7389 Aradu.A06 7389 p3 (TAT)14 42 28592132 28592173 ACCCAAGCAAAAGAGTGTGC GAACTTGGAAGAAAGGCTTCAA 277

Ad06A7390 Aradu.A06 7390 p2 (AT)6 12 28594043 28594054 CTCAGGATGGGATTTGCTGT AGCCGGAGGTTCAGAAGAAT 201

Ad06A7391 Aradu.A06 7391 p2 (TA)7 14 28595924 28595937 AGTTTCGCAGGTCGAGTTTG CACCCGACTACACAGAACCTT 278

Ad06A7393 Aradu.A06 7393 c (AT)9(GT)18 54 28647775 28647828 GAAGCTTGGGTAAGGTGAGG CAGCTTCCTCCAAGTTCCAG 201

Ad06A7394 Aradu.A06 7394 p2 (TA)8 16 28649551 28649566 TAGGCGTCTAGGCTCCTGAA AGTAAAGACTGGCCGGAGAA 210

Ad06A7395 Aradu.A06 7395 c (T)10ctttccttatggcattcggttc(T)1042 28651308 28651349 CTGATGGTGATTTGTGGTGC CCAAAACTTGACACCTCACC 203

Ad06A7396 Aradu.A06 7396 p2 (AT)8 16 28694977 28694992 CATGGAAGATTCACTGCTTAGG TTTCGAAAACAAGGAGCATT 277

Ad06A7403 Aradu.A06 7403 p3 (AAC)6 18 28732793 28732810 CAGAAACATGAGCAGGAGCA AAGAAAAGCGAAAGGTGGGT 189

Ad06A7404 Aradu.A06 7404 p2 (TA)10 20 28733378 28733397 TGTTCCTCAGTCCCTTGACC GGCTTTCTTTTCTGATCTTGAGC 246

Ad06A7408 Aradu.A06 7408 p3 (AGA)5 15 28761662 28761676 TTAGAATGTTGCTCGCCCTC CAAAATCTCTTTCCCACCCA 214

Ad06A7411 Aradu.A06 7411 p2 (CA)6 12 28776881 28776892 CCCACTACTGGCCCTTCTTT TTAATCGTGTCATTTGCCCC 257

Ad06A7415 Aradu.A06 7415 p2 (AT)6 12 28788545 28788556 GGGGGTGAAGCTTATGTGAA ATTGCGGCATAAAGACCACT 253

Ad06A7416 Aradu.A06 7416 p2 (TG)7 14 28798504 28798517 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 131

Ad06A7417 Aradu.A06 7417 p3 (CAA)6 18 28799492 28799509 GGTTCATTCCCACATAACCG GTTGTGCTTTCCCAACACCT 280

Ad06A7418 Aradu.A06 7418 p2 (GC)6 12 28804835 28804846 GATTGGGGGTTGAATCTGTG ACGCGTGGGTACTTTTGTTC 240

Ad06A7422 Aradu.A06 7422 p3 (AAT)13 39 28819075 28819113 TGGTTCGGTTTGTTCGATTT TCCATTCCTCTTGACTCATGATA 279

Ad06A7424 Aradu.A06 7424 p3 (TTC)7 21 28846044 28846064 TACCCTCTCCCCTCTCCCTA CTAGAGGATTCTCCGGCCTT 248

Ad06A7425 Aradu.A06 7425 p2 (TA)7 14 28864259 28864272 CTATGGGTGGGATTCTGGAC ATAACTGAGCCCCTATGGCA 196

Ad06A7426 Aradu.A06 7426 c (T)12agttggatccttatacaattaagccaattactaccaagagggatctaatt(A)1072 28868073 28868144 TGGAGTCCTTGCACCAATTT TCTTTTGATTGGGTCCTTGC 171

Ad06A7431 Aradu.A06 7431 p3 (CTT)5 15 28882687 28882701 TCCAATCAAGCAAGTCCAAA AACACGAAGAAGGAATGCAAA 172

Ad06A7432 Aradu.A06 7432 p2 (AT)8 16 28889107 28889122 ATCAGAGAAGCTGGTTGCGT TGATTGGTTCGGGTATTGGT 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A7433 Aradu.A06 7433 p3 (AAG)5 15 28899437 28899451 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad06A7436 Aradu.A06 7436 p2 (AG)8 16 28932876 28932891 AGGGGCAATGATTTGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ad06A7438 Aradu.A06 7438 p3 (TCT)6 18 28937518 28937535 GACTGCTGATGCTGTTGGAA CCCTCGAGCAAGAAAAGAAA 112

Ad06A7439 Aradu.A06 7439 p3 (AAT)6 18 28941912 28941929 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad06A7441 Aradu.A06 7441 p3 (TCT)6 18 28945590 28945607 CATCTACCCACTCTTCCCCA AAAATATTGCTCGCCCTTGA 166

Ad06A7442 Aradu.A06 7442 p3 (AGA)5 15 28953279 28953293 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 195

Ad06A7443 Aradu.A06 7443 p3 (TTC)5 15 28961136 28961150 ACACCACTTCTCCCCCTTTT CTAGAGGTTTCTCCGGCCTT 187

Ad06A7447 Aradu.A06 7447 c (T)10gcttttccataaccattgatggcacctaaggccagagaaacctc(A)1064 28972978 28973041 GAGGGCGAGCAACATTCTAA TGACTCAGAGGTGGAAGCAA 151

Ad06A7451 Aradu.A06 7451 p2 (TA)6 12 29015911 29015922 TGGAGTTGGTTTTCTGTTCG TAGTTGGCTTTCAATGCCCT 266

Ad06A7454 Aradu.A06 7454 p2 (CT)7 14 29038664 29038677 CCTTATTCCCCCACACCATT GGATCACTGACCTCAGACCC 271

Ad06A7458 Aradu.A06 7458 c (A)10(T)10 20 29070149 29070168 ATATAAAGGGATGGGGGTGG CCCAAAAGAACAAATGGCTT 252

Ad06A7459 Aradu.A06 7459 p2 (AT)9 18 29075716 29075733 GGGTTAGCATATGACCCCAA TTGCATGTTTTTCTCTTTCATCA 244

Ad06A7460 Aradu.A06 7460 c (TA)6ggtttaattactttgcaggtccttatacttttcttcttttcaattgggttcctatacatta(T)1083 29082466 29082548 AATGGAGTTGGTTTTCTGTTCA TTGCTGTATCAATCACAACAAGAA 271

Ad06A7461 Aradu.A06 7461 p3 (TCT)5 15 29091917 29091931 CCGAACCTACCTCTCTCCCT TGCCATTGATGGTAGTGGAA 146

Ad06A7464 Aradu.A06 7464 c (TA)10g(AC)6 33 29124987 29125019 TTTGCTTAACACAGCCATCG GGAAATTGAAGCTCTTGCCA 275

Ad06A7466 Aradu.A06 7466 c (A)15ctttagaaaaacgctaatgaaattatgattatacggtgtactcccccaactctcgccatcgtccacgaagcttcataaaatttcgcaccc(A)13118 29135433 29135550 AATCCGTTGCTATAAAAGGCA AGATAAACGGTGAACTGAATCG 220

Ad06A7468 Aradu.A06 7468 p2 (AT)6 12 29138109 29138120 GGATAAATCAATTCTTAACATGTCG GCGAAGTACTGAAAAGGGTGC 278

Ad06A7469 Aradu.A06 7469 p2 (TA)6 12 29140372 29140383 TGCCCGTGGATTAACATACC TGTGCAGACAGAGAGGATGG 269

Ad06A7470 Aradu.A06 7470 p2 (AG)7 14 29156289 29156302 CAATTGGGCAACATCAATCA TTCTGACCCAGTTTTCAGCC 280

Ad06A7472 Aradu.A06 7472 p2 (AG)7 14 29162253 29162266 CAATTGGGCAACATCAATCA TTCTGACCGAGTTTTCAGCC 279

Ad06A7473 Aradu.A06 7473 p5 (AAAAT)5 25 29175044 29175068 ATGCTTGCCCTGTTTGTTCT TTTTTCTTTCTTTCCCTTGGC 246

Ad06A7475 Aradu.A06 7475 p2 (TA)6 12 29236266 29236277 GCCTTTGTAGAAAAAGGGGG ATCCCTTTGGGTTTCCTTTG 205

Ad06A7478 Aradu.A06 7478 p3 (TTG)5 15 29254930 29254944 CTTCCTGAGGTTGTTTCCCA TGCACCTAGAGGTCCGTCTT 101

Ad06A7479 Aradu.A06 7479 p3 (AAG)5 15 29265091 29265105 AAGCCAAATTGGACTGATGG TCAAGCTTGGAATCCACCTC 136

Ad06A7482 Aradu.A06 7482 p3 (AAT)5 15 29299142 29299156 AGTTTGCACTACAACAGTCACAA TTTGAGAAATCTTCAAATATTGGTG 280

Ad06A7483 Aradu.A06 7483 p2 (TA)9 18 29300496 29300513 TGAAACCAACATTGTCAAAAACA ATGGGACAGACTTGTCCAGC 196

Ad06A7485 Aradu.A06 7485 c (AG)6gaagaggaaattcgaatggtctggtggaaagagggagccaaacgtgtatttataaggttgggaggggagatttcg(A)10gagaaatttgaaaggagatttgagaagatatggaaagaaattg(A)10150 29314629 29314778 AGTGATCACGGAAAAGCACA CAAATCTCTCAATTCATTCCCA 261

Ad06A7491 Aradu.A06 7491 p3 (ATA)8 24 29375562 29375585 ACGGCCGACATATAAACTGC CAGCTCAGCGATGTTGGTAA 211

Ad06A7492 Aradu.A06 7492 c (AAT)13(AGT)5 54 29386128 29386181 CTAGCCCATTAACCTCCGGT TTGGATCATCCTCAATGGGT 252

Ad06A7495 Aradu.A06 7495 p3 (TCA)5 15 29393101 29393115 ATGCCAATCATATGCAGGCT TGACATGAGTCAGCAGCACA 268

Ad06A7497 Aradu.A06 7497 c (TAA)6(TTA)10 48 29394916 29394963 TCATGTTGATCCATTGCAGC CCAAACGTAGGAGACCGATT 254

Ad06A7498 Aradu.A06 7498 p2 (TC)7 14 29407246 29407259 GGAAATCATCTTTCTGGGCA TCTTGGCGCAGTTTTCTTTT 200

Ad06A7499 Aradu.A06 7499 p3 (CAT)8 24 29415861 29415884 AGTTAAAGAAGTCGGCGCAA CCTTTCCCTTTTTAGCCTGG 142

Ad06A7501 Aradu.A06 7501 p3 (GAA)6 18 29436090 29436107 GGCTCTTGGCTTCAATTCAG TTAAAAGGACGCTTGTTGGG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A7502 Aradu.A06 7502 p3 (TCT)5 15 29445058 29445072 CCTCTTCCCAATTACCCCAT CCCTCGAGCAAGAAAGAAAA 275

Ad06A7503 Aradu.A06 7503 p2 (AC)13 26 29459094 29459119 CATTGCTGCCAACTCTTGAA TTCAAGGCTCCTCGTTATGG 243

Ad06A7506 Aradu.A06 7506 p3 (TCT)6 18 29468794 29468811 TACCCCATACACCCCACCTA ATCTCCCAAGACCCAGAGGT 270

Ad06A7509 Aradu.A06 7509 p2 (GA)17 34 29492411 29492444 TGATCAATTGCCAATGTCTTG GGTGGTTTGAATCTGGGTTG 246

Ad06A7510 Aradu.A06 7510 p3 (TGA)6 18 29494308 29494325 CCGTGATCGGGTAAGTATGG CAATCCTTTCAATCCAAGCC 195

Ad06A7520 Aradu.A06 7520 p2 (TA)7 14 29510580 29510593 CAACAATCAATACGTGAATAATTACAA CAATGATAATCTCGTTTGATCCG 171

Ad06A7521 Aradu.A06 7521 p2 (AT)7 14 29512119 29512132 CTACCCCAATTCAAATCCGA AAAAGTTTTATTGCATTAATTTTGG 196

Ad06A7523 Aradu.A06 7523 p3 (GCA)5 15 29517304 29517318 CACCAGAGCTGGGAAGAAAA GCAGCTGCCGAATTCTAAAC 132

Ad06A7524 Aradu.A06 7524 p2 (GA)13 26 29517500 29517525 AGCTCGTTTAGAATTCGGCA ACGAACCTTCTTCCCCCTTA 179

Ad06A7525 Aradu.A06 7525 p2 (AT)8 16 29521402 29521417 GCTGGAGACTTCTTGTTGGC GTGAAGATAACCGGTCCGAA 203

Ad06A7530 Aradu.A06 7530 c (A)10g(A)10 21 29530419 29530439 AGAGGCGAAGAAAAGCTACA GGAAAGAGGCCTATCCCTTG 173

Ad06A7531 Aradu.A06 7531 p2 (CT)6 12 29530792 29530803 CCAACACTGTCCCCTTCAAT TTTCCTCAAAACCCAAACAAA 230

Ad06A7532 Aradu.A06 7532 c (T)13gaaagtcaaaataagctcattaacacattagatggagctac(A)1266 29532259 29532324 CGCAAGCTAAAGAAGATCCG AACATAAAAGTTGCAATGTGGG 130

Ad06A7537 Aradu.A06 7537 p3 (AAT)7 21 29556244 29556264 TTCGAAAGCCCAATATGCTC CCATTTACCATGCTCCCATT 276

Ad06A7538 Aradu.A06 7538 p2 (AG)11 22 29556503 29556524 TTGGGAGTTTGGGACCATTA TCTCTCTCGCCCTCTCTCTCT 246

Ad06A7541 Aradu.A06 7541 p3 (TCT)5 15 29577218 29577232 GAACTCCCACCCTCCCTATC TTGCCTTCCCTTTTCCTTTT 272

Ad06A7544 Aradu.A06 7544 p2 (TC)11 22 29592902 29592923 CAATCTCAGGTCTTCTTTCGC CAGATCAATGGCAACAGAGC 249

Ad06A7545 Aradu.A06 7545 p3 (AAT)5 15 29593789 29593803 TTTTATCCTTTCACCACCAAAAA TATCATCACCATCGTCCGAA 160

Ad06A7546 Aradu.A06 7546 p2 (TC)6 12 29595425 29595436 CGTGGACTCTCTTCAAAGCA TGCACCAACTGTATTATAAAAAGAGAA 223

Ad06A7547 Aradu.A06 7547 p3 (TTA)5 15 29595556 29595570 TGTGTCAGAAATGGTGCTCA GGACATGTATTAAGGACTGATAAAAA 238

Ad06A7548 Aradu.A06 7548 p2 (GA)6 12 29595951 29595962 CCATTGTCACAGCCACAAAA CGATTGACATGACTAAGAGGGA 241

Ad06A7549 Aradu.A06 7549 p3 (TCT)5 15 29617588 29617602 CCCTCTCTTCTCCTCCTTGG TATCTCCCATGACTCGGAGG 237

Ad06A7554 Aradu.A06 7554 p2 (TG)6 12 29707940 29707951 AGGAAGGTTAACCCCCATTG CAAGTTCGGCTGCTAAATCC 130

Ad06A7555 Aradu.A06 7555 p5 (AAGAT)5 25 29721076 29721100 ATTGCCTCTGACATTCCCAG CTTGCGAAGCTAAGGCTGAC 102

Ad06A7556 Aradu.A06 7556 p3 (ATT)5 15 29725158 29725172 GGGCCGAAAAGAAAAGAAAA AAGGAGATCCGTTGAAAGCA 225

Ad06A7559 Aradu.A06 7559 p3 (AAC)10 30 29727709 29727738 TCAATGAATATAAAAGATGAAAGACAA ATGTAGCCGACCCCACTTAG 280

Ad06A7564 Aradu.A06 7564 p2 (AT)7 14 29739305 29739318 GAAGGCCGATGAAGGAGTAA ACTCCGCAGGCTATGACTTG 225

Ad06A7567 Aradu.A06 7567 p2 (CT)6 12 29817753 29817764 CTTGGTGCAGGGATGACTTT TTTTTGGGGAAGAGGTGTTG 129

Ad06A7575 Aradu.A06 7575 p2 (TA)6 12 29914021 29914032 TGACCCCAGAGTCCTTCTGT CCTAACCACTTTCTCTCTCCTCA 219

Ad06A7577 Aradu.A06 7577 p3 (AGA)6 18 29941949 29941966 CTAGAGGATTCTCCGGCCTT CGAAACCTACACCTCCCCTT 166

Ad06A7580 Aradu.A06 7580 p3 (AAT)6 18 30044501 30044518 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 188

Ad06A7581 Aradu.A06 7581 p3 (TCT)6 18 30047269 30047286 CATCAACCTCCTCTTTCCCA TAAAATATTGCTCGCCCTCG 127

Ad06A7582 Aradu.A06 7582 p3 (TCT)6 18 30065290 30065307 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 228

Ad06A7584 Aradu.A06 7584 c (TA)6(T)10 22 30097474 30097495 GGCATTTTTGTCCCCTTTTT GGGGCATTGGTTGAGATAAA 222
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Ad06A7585 Aradu.A06 7585 p2 (GC)6 12 30105005 30105016 ATAATTGCTCCCCCTTTGCT ACCGCTTCTACACGGATGAG 193

Ad06A7588 Aradu.A06 7588 p2 (AT)9 18 30131552 30131569 TGTGTGTTTTCCTCCTTCATCA GAGAAAGTGGTTAGGATATTTTTGAA 240

Ad06A7591 Aradu.A06 7591 p3 (AGA)5 15 30163732 30163746 CTCGGAGGTGGAAACTTTTG AACCCTCTCTTCTCCCCCTT 222

Ad06A7592 Aradu.A06 7592 c (GT)8(GA)7 30 30164023 30164052 AGTGGTGAAGAGGTGATGGG CCACAGGATCACCTCAGGAT 155

Ad06A7594 Aradu.A06 7594 p2 (TA)6 12 30190816 30190827 CTTTTGGTGACGTTCCACCT CAACATTCAGTGATCCAGCC 250

Ad06A7597 Aradu.A06 7597 p2 (CT)6 12 30202393 30202404 GACCCTTCAGGATCTGTGGA TTGGAAGGTGAGGTAGGTGG 177

Ad06A7600 Aradu.A06 7600 p2 (AT)6 12 30212683 30212694 CCTTGGTGTTTTTCCTCCAG CCATGATGGAGAAAGGGAGA 271

Ad06A7602 Aradu.A06 7602 p3 (TCC)5 15 30220133 30220147 ACGTCCCCTGAAGTCTTCCT AAATTTGGAGGCACAAGTGG 187

Ad06A7605 Aradu.A06 7605 p3 (AGA)6 18 30242728 30242745 CTAGAGGATTCTCCGGCCTT TAGCCGAACATACACTCCCC 256

Ad06A7609 Aradu.A06 7609 p2 (TA)9 18 30306453 30306470 GCTATGATTTATGCCCAGACC AAAGATAAATTCATGAGAAGTTTGTG 252

Ad06A7612 Aradu.A06 7612 c (T)10cgtgaaagtttttg(T)1135 30311146 30311180 TCCCACTTTACACCAAACACA TTTTGTCAGCCACGCAATAC 194

Ad06A7614 Aradu.A06 7614 p2 (TC)6 12 30323116 30323127 GATTTGCTTATTGGGCCAGA GGCGTGTAGCATTGATGATG 233

Ad06A7620 Aradu.A06 7620 c (T)10cgttttctttttattta(T)1037 30434062 30434098 TCAGCTTTGCTAGAGTCCCC TGTGGTTCATGAATGTTGGC 246

Ad06A7624 Aradu.A06 7624 p4 (TTAG)5 20 30484146 30484165 CTTCTTTCCCTCCTCCAACC CCAATCAACTCAATCATCCG 147

Ad06A7628 Aradu.A06 7628 p2 (AT)6 12 30502313 30502324 GTAACCGGTCCGAGCACATA TTTCAGATGCAGGACGTGAG 268

Ad06A7629 Aradu.A06 7629 p2 (AT)8 16 30518269 30518284 TGTGAGGATGATTGTGATGATG AACCAAACCCAGAGCAAATG 226

Ad06A7630 Aradu.A06 7630 p3 (AGA)6 18 30534203 30534220 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 181

Ad06A7637 Aradu.A06 7637 p2 (AT)6 12 30589746 30589757 AAAGGCCAGAGTGGAGTTCA GAACACCACAGACACATGCC 265

Ad06A7638 Aradu.A06 7638 p2 (TC)7 14 30593298 30593311 CCCTCCCCTTTCATTCTCTC AAGGGGAAGAAAAAGGCAAA 212

Ad06A7639 Aradu.A06 7639 c (TC)6tttggttagaagaggagaaaagagagaagagagtgagagcaggcgaagagagaaagaaaaaagagagaagaggagagagaaaga(AG)6gaggagaaggagagagaggagat(GA)7145 30593504 30593648 CCCCTTCCTTCTCTCTCTTCC GCTCCTCTCTGTCCCCTTTT 273

Ad06A7640 Aradu.A06 7640 c (GA)9aaaaaagagagagatgaagagagagaagggagggagagagagaaaaggg(GA)883 30593812 30593894 CGAGAGGGGAGAGAAAGGAT TGGTTCAGTTTAGTTTTAACCCA 248

Ad06A7641 Aradu.A06 7641 p2 (AT)10 20 30597209 30597228 TAACAACCCTCCCTTTCCCT GAACTCACATGCCATTGTCG 250

Ad06A7642 Aradu.A06 7642 p3 (TAT)19 57 30597513 30597569 GCGTTTTTCTGAGAGCGTTT CTTCCCCAGTTTTCCATCAA 268

Ad06A7648 Aradu.A06 7648 c (AT)14(AC)7 42 30601331 30601372 GGAGCCTTGAACTGAAAACTT TCCTCTGGTGAGACTGTCTGG 266

Ad06A7649 Aradu.A06 7649 p2 (TC)7 14 30602048 30602061 CCCTGTTCTCCCTCCTTACC TACACACACACGTGCGAAAA 104

Ad06A7652 Aradu.A06 7652 c (A)10caaattttaataataataaaaaataatataataat(AATA)773 30618621 30618693 CACGGATTTGTCCTCTGCTT GCAAATGCAATAAAAGAAAATGG 245

Ad06A7653 Aradu.A06 7653 p2 (GT)6 12 30619928 30619939 GCCTTACCCCTTATCATCCA CAATGTCCCAAGTTTCCCAC 180

Ad06A7654 Aradu.A06 7654 p2 (CT)6 12 30622817 30622828 CCAATTTGGCAACATAAATCAA TAAGTTGGGGAATCCATCCA 242

Ad06A7657 Aradu.A06 7657 c (TC)8caccatatt(TTC)643 30676881 30676923 AACACAACCCCCTCTTCCTT CTAGAGGATTCTCCGGCCTT 197

Ad06A7659 Aradu.A06 7659 p2 (AT)6 12 30712629 30712640 GTCCATAAGTTGGGATTTTGTAA TGTTGAAACAACAATCAAACACA 253

Ad06A7660 Aradu.A06 7660 p2 (TC)21 42 30715369 30715410 CTCTCTCTCTCCCTCCCTCC GAAACCTGCCACAATCAGGT 257

Ad06A7661 Aradu.A06 7661 c (CT)10atctctctcgcg(CT)644 30715888 30715931 TCGTTGCTCAGTCCCTCTCT CGATCCAGTGCAGACTCAAA 131

Ad06A7662 Aradu.A06 7662 p3 (ACA)5 15 30732984 30732998 CTGCCGAGAGAGGAAGTCAC TCTGCTTCTCCGGACAGTTT 272

Ad06A7664 Aradu.A06 7664 p2 (TC)16 32 30736438 30736469 TCCTTTGGGTTGACTTGGTC CCCAGAGTCCTTCTCGACTG 147



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A7666 Aradu.A06 7666 p3 (ATA)5 15 30763757 30763771 TGGAGGCAAACTTCCACTAA AATTGGTTTTCCTGTGCTGG 276

Ad06A7667 Aradu.A06 7667 p2 (TC)6 12 30764748 30764759 ACGGACACGAGCTCAGCTAT ACCCATTCTTTGTCACAGCC 216

Ad06A7671 Aradu.A06 7671 c (AGA)5tatggag(GA)736 30793160 30793195 TTAGAATGTTGCTCGCCCTC CCCATAAACCCCACCTACCT 240

Ad06A7672 Aradu.A06 7672 p2 (TA)9 18 30798138 30798155 TGGGGTAATTTTGTCCCCTT ACATAGCAGCCCAAGTCACC 255

Ad06A7675 Aradu.A06 7675 p2 (GC)6 12 30862468 30862479 GGATCACGGGAATGAAGAAA CACGTTTTGCTTCAAGTGGA 277

Ad06A7676 Aradu.A06 7676 c (GC)6cgattcaaaaatagggataaccctaatacgcgatgcacactgcgcagtcgtgcatttcccccccaacctccatttccgt(TTC)5106 30867684 30867789 CACGCGTCCCTTCCTATTTA GAGCGGAGGTGGTGGTTAT 226

Ad06A7678 Aradu.A06 7678 p2 (TA)7 14 30888838 30888851 AAGCTCGGACCGGTTATCTT TCCGATCGAAAACGTAATGA 127

Ad06A7679 Aradu.A06 7679 c (T)10caatcaaagatcccatattaccatggccagagtgacattatattgattcaaccctatcttagtgtttc(T)1088 30897776 30897863 TCTTCTCTCCCTCCGAAAGA TGGACATCGATGGACAGAAA 258

Ad06A7680 Aradu.A06 7680 p3 (TCA)5 15 30900712 30900726 ACAAGGCATCATCAACAGCA GCTTCAGTTTTCATGTTTGGG 268

Ad06A7683 Aradu.A06 7683 p2 (AT)6 12 30914053 30914064 TGCAAGCCATTCACAACAAT AGGATGAAGTAGGCCTGGTG 228

Ad06A7684 Aradu.A06 7684 p3 (AAC)5 15 30916245 30916259 AAGCGGTTAGATCAGGTCCA GCGAATCAGAGCACCGTAAC 276

Ad06A7686 Aradu.A06 7686 p3 (TGA)5 15 30927022 30927036 GGATCTCAGGAACAGCTTGG TGAGCGAATTTAGCCGAAGT 279

Ad06A7687 Aradu.A06 7687 c (TC)6caccatatt(TTC)639 30944204 30944242 CAACACAACCCCATCTTCCT GCCAAGGTTGGAAAAACAAA 164

Ad06A7688 Aradu.A06 7688 p3 (TTC)6 18 30944359 30944376 CAACACAACCCCATCTTCCT TAAAATATTGCTCGCCCTCG 251

Ad06A7689 Aradu.A06 7689 c (AGA)7tagaaaagat(AGA)855 30971954 30972008 ATGGAGGATGTGAGTGGGAA GAACGCCACCAGATTTCACT 136

Ad06A7692 Aradu.A06 7692 p3 (AAT)18 54 31025312 31025365 CCCCTTCCTTTTGTGTGAAA TGGTGTCTCATCCTATCATCTTAAA 178

Ad06A7694 Aradu.A06 7694 p2 (GA)7 14 31048556 31048569 CTGAGAGGAAGAGGGGGTTC ATCCCTCACCCCTTTTTCAA 249

Ad06A7695 Aradu.A06 7695 p2 (GA)17 34 31068015 31068048 GAATTCGAACACAGGGAGGA TGAAAATCCCTTACCCCTTTTT 277

Ad06A7697 Aradu.A06 7697 p3 (AGA)6 18 31074783 31074800 AAGCTTTTGCCTTCCCTTTC CCTACCTCTCTCTCCACCCC 276

Ad06A7701 Aradu.A06 7701 p4 (AAAG)5 20 31107262 31107281 GCTTGGGAAGTCACCAAAAA TCACTGGAAGCTCTTTAGTCCA 264

Ad06A7703 Aradu.A06 7703 p2 (CT)10 20 31110059 31110078 CCCCTTCTCCTCTCCTCTGT GTCTTATCGCAGGAGGCAAC 109

Ad06A7704 Aradu.A06 7704 c (TC)7tt(TC)18 52 31110249 31110300 CAAAGCCCTCCTCCTCTTCT AGCCGTTGTCACTGTTGTTG 192

Ad06A7705 Aradu.A06 7705 p3 (CTT)6 18 31110412 31110429 CAACAACAGTGACAACGGCT TGCGAACACATTAAGAACACG 200

Ad06A7707 Aradu.A06 7707 p2 (AC)9 18 31142675 31142692 GTCCAAGGGGGTGATGTTTA ACTGCTTTGGCCTCAGTCAT 197

Ad06A7708 Aradu.A06 7708 p2 (AT)10 20 31143224 31143243 CCACACATGTGCTAGCTGAAA GCTCCACTCATCACACCAAA 207

Ad06A7710 Aradu.A06 7710 p5 (AAAAT)5 25 31147783 31147807 GCAAAGGAGAAAAATAGCCAAA TGCACAGGAGATTGGTTGAA 164

Ad06A7711 Aradu.A06 7711 c (TCA)6tg(ATC)11 53 31150102 31150154 TCATCCTTGTCCTCGTCCTC TGAGGGTGATGATTCAATGC 263

Ad06A7713 Aradu.A06 7713 p2 (AT)6 12 31162355 31162366 ACAAGGATAACCAACGCGAG GAGTTTCCCTTGGGGTTTTC 148

Ad06A7718 Aradu.A06 7718 p3 (AAT)5 15 31197246 31197260 CTGCCACCTCCGTATGATTT AATTCATTTGCATTTTCCATGT 254

Ad06A7726 Aradu.A06 7726 p2 (TA)6 12 31266962 31266973 CAAAATCCAGTGAGGGTTCAA GCCATGCAATGCAATTCTAA 250

Ad06A7727 Aradu.A06 7727 p3 (TTC)6 18 31282328 31282345 CCCATAAACCCCACCTACCT GCCCTCAAGCAAGAGAAGAA 229

Ad06A7730 Aradu.A06 7730 c (A)10gataagataagatttttgaaatagatatgatttttg(A)1056 31311269 31311324 CATAGCCAAAGGGGTGAGAG TGCAAACGTGTGCCTTATTT 270

Ad06A7731 Aradu.A06 7731 p2 (TC)6 12 31312225 31312236 GGAACATTGAACCTGTAATTTGAA TTCTAGCGAATCCTGGGCTA 238

Ad06A7732 Aradu.A06 7732 p3 (AGA)6 18 31323927 31323944 TATCTCCCATGACTCGGAGG TACACCTCTCCCCCTCTCCT 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A7736 Aradu.A06 7736 p2 (AG)8 16 31361138 31361153 TTGTTTTCCCTTAGGAGCCA CCACACCATTCGAATTTCCT 147

Ad06A7739 Aradu.A06 7739 p3 (AGA)5 15 31409881 31409895 AGGATGGGGGATGAAAAAGA GAACGCATGACTGACGCTTA 240

Ad06A7747 Aradu.A06 7747 p2 (AG)19 38 31485368 31485405 GAGAGAAGAGAGATGGGTTCAAA TTCGAAAATCACCCATCACTT 261

Ad06A7750 Aradu.A06 7750 c (A)11tatatcttttctaaccatttttaagctactttttcgaa(T)10aaaaaaattcagatttcaatttcaaaatttttcaaatcttatccttttaacatttc(A)11126 31575574 31575699 TTTCGAAAACAACGAGCATT TGAGTTGAAAAGATTTTAAGAAGGAA 271

Ad06A7754 Aradu.A06 7754 p3 (TTC)5 15 31630971 31630985 AAAAAGAGTAATGCCGACGA GAAGACTCGAACCTGCAACC 223

Ad06A7756 Aradu.A06 7756 p2 (AG)6 12 31666865 31666876 ACGCCGATGAGAAAGAGAGA GAACAGTGGATCTGATGGCA 182

Ad06A7757 Aradu.A06 7757 p2 (AT)11 22 31669141 31669162 CTAAGCCTTACCTCGCGTTG ATGGCTAGCCGGCTTAAACT 276

Ad06A7760 Aradu.A06 7760 p3 (ATT)5 15 31719886 31719900 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad06A7764 Aradu.A06 7764 p2 (CT)7 14 31773956 31773969 TTTCTTCTCGTGTCGAAGGC CCCATAGCAGGAGACTGAGC 190

Ad06A7765 Aradu.A06 7765 p3 (TGA)6 18 31808697 31808714 CCTTTCCCTTTTTAGCCTGG GAGGTCTTGGCTACAGGCAG 111

Ad06A7767 Aradu.A06 7767 p4 (TAAC)5 20 31842618 31842637 TGTTCACAAGGTGAAGCATGA ACCTTTCACCCATCATCCAA 259

Ad06A7769 Aradu.A06 7769 p2 (CT)6 12 31855930 31855941 CTCTTCCCACCACACCATTC CGGAAAAGCACACCAAACTT 102

Ad06A7770 Aradu.A06 7770 p3 (TCC)7 21 31864375 31864395 AAGGCTCAACCATCTCCTCA TGAACCGATCCCTGACTTTC 218

Ad06A7772 Aradu.A06 7772 p3 (TTC)6 18 31918834 31918851 ACAACCCCCTCTTCCATACC GGTCTTGATGGCTTTTGGAA 272

Ad06A7773 Aradu.A06 7773 c (T)10attaaaggtgaccgaaaaatttaaaataaaataaaataaaatttcgaaaacaaaaaaaaataagatcaaaacaaattgaaaactaaatcaattagttaat(A)10120 31924102 31924221 CCATGATGGAGAAAGGGAAT TTGGTGTCATTTTGTTGTTTTTC 272

Ad06A7774 Aradu.A06 7774 p2 (AT)8 16 31944024 31944039 TAGGCTCACGAGGACAAACC CTTAAACTCTGCGAGCCGTG 258

Ad06A7775 Aradu.A06 7775 p3 (AGA)6 18 31946617 31946634 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad06A7776 Aradu.A06 7776 c (T)10catttttctccttc(T)1034 31959839 31959872 CCGGTTACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 230

Ad06A7779 Aradu.A06 7779 p3 (AGA)6 18 32030172 32030189 TAAAATATTGCTCGCCCTCG TTACCCCCTTCACCACTCAC 276

Ad06A7781 Aradu.A06 7781 p2 (TA)7 14 32054844 32054857 TTGAAAAGTGCAACACTCCG GCATGCTGGAAGCTTTTGAT 222

Ad06A7784 Aradu.A06 7784 p2 (GC)6 12 32066955 32066966 AAAAACGAAAAAGCAAGCCA CTGGATGATGCTAAGACGCA 262

Ad06A7785 Aradu.A06 7785 p2 (CT)6 12 32069952 32069963 TTTTTGCTCGTCACTTGGTG GAGGGATTTTGGGAAAGAGG 147

Ad06A7786 Aradu.A06 7786 p3 (TCT)5 15 32076196 32076210 GGCCAAAACACACACCTCTT TTGCCTTCCCTTTCCTCTTT 185

Ad06A7788 Aradu.A06 7788 p2 (AC)9 18 32084226 32084243 TAAACGCACCCCATTGGTAT ACGAACTTCGGTGGACCATA 262

Ad06A7791 Aradu.A06 7791 p2 (GA)8 16 32119730 32119745 GCAAAGGGCTTCACTAAATTG TTTTCCGTTTCATGTCTCCA 265

Ad06A7792 Aradu.A06 7792 p2 (AT)6 12 32120148 32120159 TTCTTTTAAACACTACTTGCTGCTG AGAAAGGCACAAGGTAGCCA 128

Ad06A7794 Aradu.A06 7794 p3 (ATG)5 15 32125471 32125485 TGGAAAGGTGAAACAAGAAGAA CGTGGTTTAGAAATTTCAGTGG 255

Ad06A7797 Aradu.A06 7797 p3 (TAA)12 36 32128386 32128421 TGAAGGTGAAGGAAAATCGG ATTGCCGGGAATATGGTG 275

Ad06A7798 Aradu.A06 7798 c (T)10caaattcaacacaatatttttcataaacaagaaagaaaatagt(A)1164 32128730 32128793 CCCCGACTCACACAGTAGGT GCTCTCATCTTTCGCCATTC 202

Ad06A7800 Aradu.A06 7800 p2 (AT)6 12 32129047 32129058 GAATGGCGAAAGATGAGAGC TGGAAAGTTTTCAAGAATATTGG 272

Ad06A7801 Aradu.A06 7801 p3 (ATT)5 15 32129547 32129561 CTGCTGCAGGAGGAAATTGT TGACACAATTTTTGTGGGGA 149

Ad06A7805 Aradu.A06 7805 p2 (CT)9 18 32146576 32146593 TCGAAAATCACCTTCCTCTTTT TGGAGAGAGAGGGTTCGAATTA 245

Ad06A7806 Aradu.A06 7806 c (TC)18ta(TC)6 50 32153787 32153836 GGGGTTAACATTTGTCCCCT AAGCTTGGGAACATTGGTTG 213

Ad06A7807 Aradu.A06 7807 p4 (TAAC)7 28 32155579 32155606 CCAACACGTATCACCTAAAGCA CCTCCTCCAACCACCATCTA 156
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Ad06A7811 Aradu.A06 7811 p3 (GAA)6 18 32164515 32164532 AATGATCGCCTTTGAGGTTG ACGTAAACCTTCTGCTGCGT 221

Ad06A7812 Aradu.A06 7812 p2 (AG)13 26 32179258 32179283 TGGTGTGGGAGGAGACTTTC TTGTGCCCTAATTTCGAACC 154

Ad06A7814 Aradu.A06 7814 p2 (AG)6 12 32195722 32195733 GAGAGAGAGCGAAGAGGGGT CCTAAGACGCGAAGAGCATT 200

Ad06A7815 Aradu.A06 7815 p2 (GA)6 12 32204294 32204305 GGGTTTTTGGGGAAGAGGTA CAGCAGTCTGGCGTTAAACA 213

Ad06A7817 Aradu.A06 7817 p2 (TA)12 24 32214488 32214511 GCTCTAGCCAATTGGACAGTAAA TGCTGGGGATTGTTTGAGTT 279

Ad06A7818 Aradu.A06 7818 p3 (CGA)5 15 32231512 32231526 CAAATCGCAGGGGAGAAATA TATATGGTGGTCCCCGAAAA 230

Ad06A7821 Aradu.A06 7821 c (AAT)20(AAC)7 81 32246619 32246699 TTGGTTTGAGAATTAGGCATTGT TTCATGCATCCCAAATTCAA 275

Ad06A7822 Aradu.A06 7822 p2 (AC)25 50 32248906 32248955 AATCCGTTCATCACCACTCC CCTTTCAGGATATGGGCGTA 248

Ad06A7828 Aradu.A06 7828 p2 (AT)8 16 32316335 32316350 GGAAATTGTGGGAACAAAGG GGCCAAGGTAAGGGTAAGGA 279

Ad06A7830 Aradu.A06 7830 p2 (AG)18 36 32342742 32342777 TGAAAGAATGATGGTAAAGGAGAA CCAATTAGAGGTGTCCAGGG 245

Ad06A7831 Aradu.A06 7831 p3 (TCT)6 18 32350554 32350571 TTCGAAAATTCTCCCCCTCT TGCCTTTTTCCTTGTTCCTG 242

Ad06A7833 Aradu.A06 7833 p3 (TCT)5 15 32360625 32360639 AATTCCTTTCCCACCCAAAC CTCGAAGGTGGAAGCTTTTG 274

Ad06A7834 Aradu.A06 7834 p3 (TTA)5 15 32364235 32364249 CCAACAGGGACAAAGCATCT CTTCGCATCACTAACCAGCA 258

Ad06A7841 Aradu.A06 7841 c (CT)17t(TC)6 47 32389988 32390034 TTCTCGTCGAAGCTCTCTCC TGCAAAGAGAAGGTGGGTTT 263

Ad06A7846 Aradu.A06 7846 p3 (AGA)6 18 32432651 32432668 TGGAAACAATTGCCTTTCCT TCAACATCTCTTTCCCACCC 231

Ad06A7847 Aradu.A06 7847 p3 (AGA)6 18 32435657 32435674 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 185

Ad06A7849 Aradu.A06 7849 p2 (TA)6 12 32451545 32451556 CGAAATGCCCTTGTCATTCT TACTCATGCATCCACTCCCA 193

Ad06A7851 Aradu.A06 7851 c (A)10gaaaaaa(AAG)532 32460930 32460961 AGGGGAGAAACCAGCAATTT TCTCTGGTGTTTGGTTCGTG 133

Ad06A7853 Aradu.A06 7853 p2 (AT)6 12 32484818 32484829 TGAAGCAAGAAAAAGCAGTGAA GCCCAAAGCACTCTGTCTTC 253

Ad06A7855 Aradu.A06 7855 p4 (TTAT)9 36 32494890 32494925 TCCCATGTGCATTTATTCTTTTT TTTTATGGGAACATGGGATGA 236

Ad06A7860 Aradu.A06 7860 c (CT)6tccc(CT)7 30 32524230 32524259 TCCTACCTTTTCCCTTTCCTTT TGGTGGTGCACTTTTCTTGA 248

Ad06A7862 Aradu.A06 7862 p3 (TAA)14 42 32527619 32527660 AAAAATTAAAAAGATCCATTCTCAAG TTTGGTTTTGTTCCTCCCAA 278

Ad06A7864 Aradu.A06 7864 p2 (AT)10 20 32529923 32529942 CCGCATAACATGAATGATGG TGTGCATGTAGCAACCCATT 262

Ad06A7869 Aradu.A06 7869 p2 (AT)10 20 32552036 32552055 GCATTTCCCGAGATTTTGAA GGTGACAAGGGTTCATCTCC 233

Ad06A7872 Aradu.A06 7872 p2 (TC)6 12 32566014 32566025 CTACTATCCTCTCCTTCCTCCC ATGGTTTACCCATCCCAACA 255

Ad06A7873 Aradu.A06 7873 p3 (TAG)5 15 32573355 32573369 AGCAGACGAAGGAGCATCAT CAACACTCGAGCAGTGGAAA 176

Ad06A7874 Aradu.A06 7874 p2 (CA)7 14 32577870 32577883 CAAAATGTCACGCTTTCGATT AAGAGGGATAGGAGTCATGATTGT 274

Ad06A7875 Aradu.A06 7875 p2 (TA)6 12 32578508 32578519 CATAAATCAATCACGGCATCC GTCAGGTTTCAGGTTGCGTT 216

Ad06A7881 Aradu.A06 7881 p3 (TAT)5 15 32582192 32582206 TCCTTCTAGCTTTTGGTGCTTT AATGTTAGGGTGCCAATATTTTT 277

Ad06A7883 Aradu.A06 7883 p3 (AAT)5 15 32583427 32583441 CTGTGATACGAAACAAGCCG AAACAAACAATTTAATGCGGAGA 168

Ad06A7885 Aradu.A06 7885 c (AT)9(GT)10 38 32583819 32583856 CAGTTTTCAATCGTCGCTGA TGCCGAACAGAATCACAAAG 270

Ad06A7887 Aradu.A06 7887 p2 (AT)8 16 32590664 32590679 GCTTTCCCATTTCTTGAGCA TCAATTGCTAACAGATAAAACTTGG 275

Ad06A7888 Aradu.A06 7888 c (A)13ttctttttgttttaaattttaattttgaacttatcttatctttaattttcaaaaattactaaccc(T)1088 32599259 32599346 TCAAAACCAACTAACTACCTATCCC AAGAGAAGAGAAGGGAATTTTCG 182

Ad06A7889 Aradu.A06 7889 p3 (AAT)5 15 32599713 32599727 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 179
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Ad06A7890 Aradu.A06 7890 p2 (AT)7 14 32607764 32607777 GCACATCAAGATGGCATGAA TCCAATCCCCTCTTTTCATTT 275

Ad06A7891 Aradu.A06 7891 p4 (AAAT)6 24 32632332 32632355 TCACACCAAGTATTTGGCACA GGGACTTAGCACAATCCGAA 256

Ad06A7894 Aradu.A06 7894 p2 (GA)8 16 32664651 32664666 GAGGCAGTGATTTGAGATGAAG TCGAAAATACCTCCCTCTTTTTC 219

Ad06A7895 Aradu.A06 7895 p3 (AAG)6 18 32668743 32668760 GCTTTTGTCTTCCCTTTCCC ACCTCCCCTACTCTCCTCCA 183

Ad06A7896 Aradu.A06 7896 p2 (AT)8 16 32673652 32673667 TAAACACATCCGATGAGGGG TGGATTCATCAATTCTCCCA 275

Ad06A7897 Aradu.A06 7897 p3 (CCA)5 15 32679811 32679825 ATCATCCTCAGCATTCCAGG TGTGGTGGTAGAGGAGGAGG 247

Ad06A7899 Aradu.A06 7899 p2 (CA)6 12 32691126 32691137 TTGAACCTTCCATGCTCTTCT CGAAGCACTTCAAATCGTGA 200

Ad06A7900 Aradu.A06 7900 p3 (CCA)6 18 32692190 32692207 CCCTCACCACTACCAACACA GCCTTCTGCATCTGCTTCTT 232

Ad06A7901 Aradu.A06 7901 p2 (TC)13 26 32720565 32720590 CTTTGGAACCGAAAAGCTCA CATTCCTGAACCCAAAACCA 236

Ad06A7902 Aradu.A06 7902 p2 (TC)6 12 32765978 32765989 CTCACGCGTCGCTATGATAA TAAACAGAAAACCCGAAGCG 265

Ad06A7904 Aradu.A06 7904 p2 (AT)9 18 32768143 32768160 TTGGCTTCCTTTCCTTTCCT AGGAGGCAAGGGTTACTGGT 192

Ad06A7909 Aradu.A06 7909 p2 (CT)6 12 32833982 32833993 TGAACTTGGAATTGGAGGAGA AATGGGGGAATCAAAGGAAC 153

Ad06A7910 Aradu.A06 7910 p2 (AT)8 16 32853823 32853838 TTTTTGAATCCCTTGGGTTG CCATGATGGAGTAAGGGAGA 266

Ad06A7911 Aradu.A06 7911 p3 (GAA)5 15 32867267 32867281 GGGGTTTAGTTGTTCATGGC CTTGCGAAGGTTGGCATATT 131

Ad06A7917 Aradu.A06 7917 p3 (AGA)6 18 32932781 32932798 CAGCCTTAGGTGCCATTGAT TTCTACACCTTGGCCGAAAC 166

Ad06A7918 Aradu.A06 7918 p2 (AC)6 12 32939819 32939830 CGAACGGGCTAAAAATGCTA GAATCGAAGCACCGTAGCTC 204

Ad06A7919 Aradu.A06 7919 p2 (TA)6 12 32946996 32947007 CTTTGGCAACTTGTTGGGTT TTTTCGCCCTCAAAAATCTG 104

Ad06A7923 Aradu.A06 7923 p2 (CT)27 54 32964914 32964967 ACGAACCCTTCTCCCTCATT GAGGAAAGGACCATGACGAC 263

Ad06A7926 Aradu.A06 7926 c (T)13gtcttcttcacttgttgtcgcttctttattattctttcttc(T)1064 32968751 32968814 GCGCGCCTAGGATATTTAAG CGTAAAGAAAAAGCACAGACAAAA 221

Ad06A7928 Aradu.A06 7928 p2 (CT)22 44 32975172 32975215 GTCGTTTATGCGTCCAATCC CCAAAGAGGAACACGAGCAT 275

Ad06A7929 Aradu.A06 7929 p2 (TA)6 12 32981878 32981889 TCCAAGATCCATTGAATCAAGA AACAAATGCAATTCTCTCTCTCTTT 275

Ad06A7930 Aradu.A06 7930 p2 (CT)7 14 32984154 32984167 GCTGCTCATCCCATTATCGT CTCAGATGAAACTGCAACGG 208

Ad06A7931 Aradu.A06 7931 p3 (CAA)6 18 32989473 32989490 TTCCAATTTTCAAGGGCAAG ATGCCATAATCCTCCACCAA 237

Ad06A7935 Aradu.A06 7935 p3 (AAT)12 36 33007703 33007738 TTTCTTTTGGAGAACAGGCG GCCTTTTTGTCGTTTATGCC 135

Ad06A7936 Aradu.A06 7936 c (AGA)6acgatgtgtggttctcagaaggaatgaagtactgaaacagtagtttgtat(GAA)16116 33013262 33013377 CAGCACTAGCTTGTCCGAGA CCCTCTGAGAACCACACACC 244

Ad06A7940 Aradu.A06 7940 p2 (TA)6 12 33023457 33023468 AAAAAGTTGGAACGAAAGTAGAGTAA AATGAATTGGGGAAGGGAAG 230

Ad06A7943 Aradu.A06 7943 p3 (TCT)6 18 33054497 33054514 TGGCTGAATAAACACTCCCC CTAGAGGATTCTCCGGCCTT 255

Ad06A7947 Aradu.A06 7947 p3 (TTA)9 27 33118269 33118295 GTTGGGGACAGTTTCGATTC AGAGATGGTTGTTTGGGCAC 233

Ad06A7952 Aradu.A06 7952 p3 (ACC)7 21 33137277 33137297 TATGATGGCAGTAACGGTGG CTCTGGTTTCTCGTCGTCGT 165

Ad06A7955 Aradu.A06 7955 p3 (GAA)6 18 33168824 33168841 CAACAATTGCCATGAACAAAA GGGCCAGAAACATGATGAAT 278

Ad06A7956 Aradu.A06 7956 p2 (AT)9 18 33188345 33188362 CGGGTCTTGATTTTGGGTAA CCTCTGGCCCAAATTTTCAT 275

Ad06A7957 Aradu.A06 7957 p3 (TAT)12 36 33191704 33191739 TGAGATTGCATACTTGATGAGGA TCGAGAATAGAATGCCAATTAGT 179

Ad06A7958 Aradu.A06 7958 p4 (TAAA)5 20 33198228 33198247 AAAAGGGCCTTGTTCTTGC TTGAACCGTTTTATGTGGCA 234

Ad06A7960 Aradu.A06 7960 p4 (AAAG)5 20 33203683 33203702 TGATGGAGAATGTGAGGTGAA GCGTCGCCAAATTTCTTATC 160
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Ad06A7961 Aradu.A06 7961 p2 (AG)7 14 33210970 33210983 TGCAGAAATTGCAGAAATCG TGGAAAACCAATCTAATCATCAA 263

Ad06A7963 Aradu.A06 7963 p3 (TCT)5 15 33223060 33223074 CTGAACCCTAACCCCTCTCC ATGCTTTTACCACGCCAAAC 196

Ad06A7969 Aradu.A06 7969 p2 (AT)6 12 33296106 33296117 TGATTTATTGACAAAGGTGGAAA TTTTCAGGGCTACTGCATCA 277

Ad06A7971 Aradu.A06 7971 c (GA)9gg(GA)6 32 33303218 33303249 TTTGCTTCGAATGTTTTCCC TGATGCAGACAAAGAGTGGC 237

Ad06A7980 Aradu.A06 7980 p2 (CT)8 16 33360910 33360925 AACCTGGAATTAAACAGACGGA CGCGATTTGCAGAATTAACA 252

Ad06A7991 Aradu.A06 7991 p2 (AG)6 12 33483272 33483283 ATATGGAGATGGCCTTGTGG AGGATCCCCACCTACCCTAC 222

Ad06A7993 Aradu.A06 7993 p2 (AG)6 12 33492552 33492563 TTTTTGGGGAAGAGGTGTTG CAGAATTGGCACAAAGAGCA 164

Ad06A7999 Aradu.A06 7999 p2 (AT)7 14 33574543 33574556 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 256

Ad06A8001 Aradu.A06 8001 p2 (AG)6 12 33600006 33600017 ATAAGCCAATTGGGCAACAG CATCCATTCATAATCGGGCT 273

Ad06A8002 Aradu.A06 8002 p2 (AG)6 12 33604933 33604944 ATAAGCCAATTGGGCAACAG TGCATCCATTCATAATCAGGC 275

Ad06A8005 Aradu.A06 8005 p2 (GC)6 12 33659501 33659512 TTGGCCCAGGAGTAAGAATG TTGAACACCTGCCAAAAATG 130

Ad06A8007 Aradu.A06 8007 p2 (AG)8 16 33719269 33719284 CTGGACCCTTTTTCAGTCCA CGTAAACCAATTTGGCAACA 280

Ad06A8008 Aradu.A06 8008 p2 (AG)6 12 33724695 33724706 ATTGGATGGGTTTAGGAGGG CCTAAATGGAGCAGGGATGA 253

Ad06A8009 Aradu.A06 8009 p3 (TCC)5 15 33726135 33726149 CAAAGCTGATGAATGGCAGA CCAAAAAGAGAGTGCAAGGC 205

Ad06A8010 Aradu.A06 8010 p2 (CT)6 12 33745035 33745046 CAGAATTGGCACAAAGAGCA TTGAATTTGAATGGTGGGGT 248

Ad06A8012 Aradu.A06 8012 p3 (TTC)5 15 33778180 33778194 CTCCCAAACCCAACCCTAAT CTAGAGGTTTCTCCGGCCTT 276

Ad06A8017 Aradu.A06 8017 p2 (CA)6 12 33886910 33886921 CACCCTCACTCATCCTCACC TTGCTCTTTGATTTCGGCTT 167

Ad06A8027 Aradu.A06 8027 p3 (TCT)5 15 33974139 33974153 TGTGGACCCCACAGGATTAT ACATAAAATGTTGCTCGCCC 240

Ad06A8032 Aradu.A06 8032 p4 (TTTA)5 20 34009202 34009221 TGAAAATATCTCATCCCTTTTGC GGGAAGGGAAGAAGAGTGAAG 247

Ad06A8033 Aradu.A06 8033 p3 (TTC)5 15 34012509 34012523 CACCTTGGCTGAAACACCTT CTCGGAGTTGGAAGCTTTTG 208

Ad06A8035 Aradu.A06 8035 p3 (AGA)5 15 34037792 34037806 TGCCATTGATGGTAGTGGAA TGAACCTACCCTCTCCCCTT 219

Ad06A8040 Aradu.A06 8040 p4 (AAAT)5 20 34192517 34192536 TCTGAAATTTGAACTAAAACACAAAAA TCAAAATAATTAGACTCGATTTACACA 243

Ad06A8042 Aradu.A06 8042 p3 (TTA)21 63 34221006 34221068 TAATTCGATTCCTCGAGCGT CCGTGCAATACTATCTAAAGGACA 192

Ad06A8046 Aradu.A06 8046 p2 (GA)7 14 34231476 34231489 TGTAGAGGAAGGGAGAGCCA GCAACAGTGTCGGTCTCAAA 237

Ad06A8047 Aradu.A06 8047 p2 (AG)6 12 34231645 34231656 TTTGAGACCGACACTGTTGC TCTTTTCTCCATCACGTCCC 101

Ad06A8052 Aradu.A06 8052 p2 (AT)6 12 34272561 34272572 CACACATAAACGGAAAGCCA TTTGTTTTGGGACTTCTGGG 147

Ad06A8053 Aradu.A06 8053 p4 (AAAT)5 20 34276655 34276674 CACCCTGTTTTCCTCCTTTC TGCAAAGAATAAAAGTATGCAAATG 229

Ad06A8054 Aradu.A06 8054 p2 (AT)8 16 34288091 34288106 CAAAGTTGGGCCAAATGAAC TACCACCGTCCCTCTCACTC 143

Ad06A8055 Aradu.A06 8055 p3 (GGT)5 15 34293415 34293429 TACAGTGGAGAGGGAGTGGG GTCTCGGGTCGAAATCAAAA 196

Ad06A8059 Aradu.A06 8059 p2 (AC)30 60 34338482 34338541 TGGTGACAGAGCAGAGGATG CGAAGCATCCACACACGATA 253

Ad06A8060 Aradu.A06 8060 c (TTA)20cattcttgtaaaaggaaaatgagtcgggattgcaatgatatgtatgtatataatatttgtaagttacttatttaagaagttttg(TA)6156 34342064 34342219 TCGATTCTACTGAGTATTTGGACG GAAAATCGAAAGTTCTTTTTCACA 258

Ad06A8068 Aradu.A06 8068 p3 (TTA)17 51 34433961 34434011 GACCTCACCAATCCCGAATA AGGAGGGGCAAAGAGAGAAG 185

Ad06A8073 Aradu.A06 8073 p3 (TTC)6 18 34457137 34457154 TACACCTCTCCCCCTCTCCT TTTTCTTGGCCACAACATCA 270

Ad06A8076 Aradu.A06 8076 p4 (AAAT)5 20 34463108 34463127 TCAAAAGAACTTTGAAAAGGAAAAA ATCGGCGAGAAGATCGAGTA 232
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Ad06A8077 Aradu.A06 8077 p2 (AT)7 14 34489689 34489702 AGGACGAGAAGGAGGAGGAG GGAACAATTGGCAAGGTCAT 233

Ad06A8078 Aradu.A06 8078 p2 (AT)10 20 34500029 34500048 TAAAACTTGTTGCCCCTCCA TCTCGAACCACTCTCGATTTG 140

Ad06A8080 Aradu.A06 8080 p3 (TTC)5 15 34505526 34505540 GGACTGTCGTGCTTCACAGA CAGGGTGCAGCACAGAGATA 231

Ad06A8083 Aradu.A06 8083 p2 (AT)9 18 34533314 34533331 TCGAAATTTTGAGTTGACTTGG CGTTAAACGCCCAAAATGAT 266

Ad06A8087 Aradu.A06 8087 p3 (TTA)5 15 34598208 34598222 CAGGGACAAAGCATCTCCAT TCGCATCACTAACCAGCAAG 252

Ad06A8089 Aradu.A06 8089 p2 (TC)7 14 34600155 34600168 TTTCGAAAATCATTCCCCTC CAAGGGGGAGGATAGTGTCA 218

Ad06A8091 Aradu.A06 8091 p3 (AAC)5 15 34637027 34637041 GCAGCTGTAATGGGGTTAGC AACCCCATCTAGTGGGACAA 273

Ad06A8093 Aradu.A06 8093 p3 (CAA)5 15 34659736 34659750 ATCATTCCCACAGAACCGAG TGAGGCTGCTTCCCATACTT 126

Ad06A8095 Aradu.A06 8095 p3 (ATT)22 66 34668816 34668881 AACACACTCCTTATAACACCCGA TGATTTGGTGGCATTGGTTA 231

Ad06A8097 Aradu.A06 8097 c (ATT)5gttgttgttgttgtggtta(TTG)18ttattataat(ATC)6116 34671005 34671120 GGTGGATAAGATATAACACCCGA CGGCCACTTTCTTTTCCTTT 279

Ad06A8099 Aradu.A06 8099 p3 (ATC)5 15 34673050 34673064 ATCAATTTTTGAGGGCGAAA TTTCTCTAAATGGCTTCGGC 231

Ad06A8100 Aradu.A06 8100 p2 (GT)6 12 34680064 34680075 TTTGGCGGCTAGGTCAATAG TTTGCAAAAATGGATGATCAAG 164

Ad06A8104 Aradu.A06 8104 c (T)11ggcggctaggtcaatagtttggtagg(GT)649 34696833 34696881 GGGTGGGAGGGAAATAGGTA TTTGCAAAAATGGATGATCAAG 224

Ad06A8109 Aradu.A06 8109 p3 (CAA)5 15 34702879 34702893 ACTTTTCCAATCCCAAACCC GAAGAGTGGAAATCGGGTGA 251

Ad06A8110 Aradu.A06 8110 c (T)10gccagtttttttgcaagcttttc(T)1043 34705050 34705092 TTTAGCCGCTTAGACCTGGA TTGTTGGCTCTTGAAAGAATGA 274

Ad06A8115 Aradu.A06 8115 p3 (TCT)5 15 34731758 34731772 AATCCCTTTCCCATCCAAAC TCCTCGAGCAAAGAAAGGAA 192

Ad06A8120 Aradu.A06 8120 c (T)10aaaaaatcaagtgtagtttcaaaaaattaaaataaattaaataaaatgataaaaccgagttcttgatcgagattttgggagaagaattgaaaa(AG)6115 34758185 34758299 TGGACAACTGTATTTCTCCAATG GGCAATCTGTAACTTATTCTACTCAA 264

Ad06A8121 Aradu.A06 8121 p3 (TCT)6 18 34775645 34775662 CCCATTTAGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 175

Ad06A8122 Aradu.A06 8122 p2 (AG)6 12 34780954 34780965 CTCCGCACCATGATAAAACC TGTTGCTGAGTCAGGGTATCA 217

Ad06A8125 Aradu.A06 8125 p3 (TAT)11 33 34795469 34795501 GGTGCTGCTTCTTCATCCAT AGCCGGCCTTATTACCCTTA 208

Ad06A8127 Aradu.A06 8127 p3 (TTC)5 15 34797107 34797121 GATAAACCTTTTGCTGCAACG ATCCAAATCGTTCCCATTCA 235

Ad06A8128 Aradu.A06 8128 p3 (TCT)5 15 34809476 34809490 AGGCTAAAGCTCGGTGTCAA CTTGGGATTAGGGGCTTTCT 257

Ad06A8130 Aradu.A06 8130 p2 (AG)6 12 34815426 34815437 TCTCGTGCTGATAACGTGTTG AAAGAGGTTAAGCATCCGTCAA 250

Ad06A8131 Aradu.A06 8131 p2 (TC)6 12 34820437 34820448 TCTTCCCTTTGCTGCTGAGT GGAGACGTAGGGATGAACCA 231

Ad06A8132 Aradu.A06 8132 p2 (TC)6 12 34822213 34822224 TCTTCCCTTTGCTGCTGAGT ACTTATGCAACCGCTGATCC 161

Ad06A8135 Aradu.A06 8135 p3 (TCC)6 18 34848270 34848287 TAGATACTGCCAGGGCTGCT CTGGTTAGTTGTGCGGGATT 149

Ad06A8138 Aradu.A06 8138 p3 (TCT)5 15 34902456 34902470 GCCGAATACACCTTTCTCCA CTAGAGGTTTCTCCGGCCTT 165

Ad06A8139 Aradu.A06 8139 p2 (CT)6 12 34906199 34906210 TTTGGAGCCATTGTTGATGA GAAAGAAGAGAGGGTTGGGG 200

Ad06A8140 Aradu.A06 8140 c (TCC)5c(CCT)5 31 34946025 34946055 CCAGGATGCCAAGTCAAGAT GGAAGATCGAGGAGGAGGAG 172

Ad06A8142 Aradu.A06 8142 p3 (ATT)7 21 34985668 34985688 TTGCATCCAGCTTAGCCTTT AGCAACTAGCTGGTCGGACA 256

Ad06A8143 Aradu.A06 8143 c (A)11caaaaag(A)1129 34988610 34988638 TGGTGATTGGTAAAGAATGGTG TCAATCTCAGTTTGCATCGC 203

Ad06A8144 Aradu.A06 8144 p3 (AGA)5 15 34996839 34996853 CGGTCTTAGGTGCCATTGAT CAAACCCCTTCTTTTCCCAT 176

Ad06A8145 Aradu.A06 8145 c (T)10cctttttgccatttttttcttttttgcatgc(AT)1163 35016823 35016885 TCAATCTGCCCTCATTTTCC TGAAGCAAGAAAAAGCAGCA 167

Ad06A8147 Aradu.A06 8147 p2 (GA)6 12 35027528 35027539 GCAGCGTCTAACAACACCAA AAATCGCACAAAAATCCAGG 253
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Ad06A8149 Aradu.A06 8149 p5 (AAAAC)6 30 35043009 35043038 GGCCGGTCTGGTTAATTTTT AGGGTTGAGGGAGGCTATGT 260

Ad06A8150 Aradu.A06 8150 p3 (AAC)5 15 35046652 35046666 CACTACCATCACCACCACCA TAGAGGTTGGGTGGGACTTG 257

Ad06A8151 Aradu.A06 8151 p2 (GA)7 14 35047230 35047243 CCCCAGTCTACAAACCCAGA TCACCACTACCAGTCCACCA 222

Ad06A8155 Aradu.A06 8155 p6 (AATAAA)5 30 35090027 35090056 TGAAAACTTGAAATAATTGCCTCC CCCACAGATTGAAGGAGCAT 254

Ad06A8157 Aradu.A06 8157 p5 (ATAAA)5 25 35099855 35099879 AGGGAGATGATGTGGATTGG TCGAAAATCCTCACCCAAAA 130

Ad06A8159 Aradu.A06 8159 p3 (ACA)6 18 35115551 35115568 CAAGGCGGTAATCCTAACCA GTTGAGGGGTTTGTGATTGG 265

Ad06A8160 Aradu.A06 8160 c (A)11ttttatattttctaactaattttgaactactttttcggaa(T)1162 35124327 35124388 TTTTGTGTGTTTTTCTCTTTCATCA GACCCCAGAGTCCTCTTGTC 275

Ad06A8161 Aradu.A06 8161 p2 (TA)6 12 35169695 35169706 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAGAGTGGG 219

Ad06A8163 Aradu.A06 8163 c* (TA)9(TATG)5* 36 35176860 35176895 CGTTAAACGCCCATGTTTCT CTACGAAGCAGAGGCCAACT 182

Ad06A8166 Aradu.A06 8166 p4 (TTTA)5 20 35196360 35196379 TTAGCGGGGTATTGATGCTC CCATGAAGCAAAAGAATCAGC 104

Ad06A8172 Aradu.A06 8172 p4 (AAAT)5 20 35248481 35248500 CTCCCCTCAAGAATCAGCAG GCAGAATCTTGTGTTCGTGC 146

Ad06A8173 Aradu.A06 8173 p2 (TC)8 16 35248639 35248654 GCACGAACACAAGATTCTGC GGGTTGGTTTTATTGTTGCG 229

Ad06A8174 Aradu.A06 8174 p2 (GA)11 22 35249334 35249355 TGGGAGAGGGAGAGAAAGGT AAATTCTCCACATTCGACCG 163

Ad06A8184 Aradu.A06 8184 p2 (AC)6 12 35316055 35316066 AATGTTTCCCACAAATTTCCC AAATTGAACCCACAAACCCA 206

Ad06A8185 Aradu.A06 8185 c (CA)33(TA)7tgtagaaggtcataatagaaggtcaagggtacag(A)10124 35337353 35337476 CCTCATGCTCTACAGGAACGA TCGCAGGCTTAGATAGGAGC 278

Ad06A8187 Aradu.A06 8187 p2 (AT)10 20 35339978 35339997 TTGGTGTTTTTCTTTTTAATTTTCG AAAAAGGAACAAGATTTTTGGAA 159

Ad06A8188 Aradu.A06 8188 p5 (AAGAT)5 25 35429753 35429777 AGGCAGTCCAAGCCTACAGA AAAAACAATGCCAAAAAGCG 180

Ad06A8189 Aradu.A06 8189 c (T)10caaaaatttatccctattt(A)1039 35431593 35431631 GTCGGGGATTGTTCGAGTTA TAGCCAACCAGGCTTCAACT 191

Ad06A8190 Aradu.A06 8190 p3 (CAT)5 15 35454346 35454360 AGGAGTTGAAGAAGCCGACA ATTATTCCGAGCTCCAGGGT 224

Ad06A8196 Aradu.A06 8196 p2 (TC)7 14 35530320 35530333 TCTTCTTTTTCAAATCCTCCTAAC TGAAGATGGAAGAAGGGGAA 260

Ad06A8197 Aradu.A06 8197 c (A)10gag(A)10 23 35544416 35544438 GGTGTTCCACCAAAATTTCA CTTAGTGCCTTGCCAATGGT 191

Ad06A8198 Aradu.A06 8198 p5 (TTATC)6 30 35547106 35547135 CTGGGTGCTCCAACGTATTT AAAGGGCCCAAATAGAGGAA 187

Ad06A8205 Aradu.A06 8205 p2 (TC)6 12 35633154 35633165 ATTATGAAGAATGCGCGACC AGATGATTCGCCTCCCTTTT 251

Ad06A8207 Aradu.A06 8207 p3 (AAG)5 15 35641314 35641328 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 197

Ad06A8208 Aradu.A06 8208 p3 (TGA)5 15 35661722 35661736 AGGGAAAACGACTCGAGGTT TTGATTGAGCCAACACAAGC 274

Ad06A8209 Aradu.A06 8209 p2 (CT)6 12 35678622 35678633 CTTTCTCTCTTCGCGATTGG CCTGCAAACCAACAATTTCC 236

Ad06A8214 Aradu.A06 8214 p2 (AT)7 14 35714930 35714943 TTAAGCTCAAACTCGACTCGC CCGATTTATGGAGGTGCAGT 266

Ad06A8216 Aradu.A06 8216 p2 (AT)7 14 35728695 35728708 TGCTTTAGCCCTTGATTGTG TTCATCACATCCCCACACTT 213

Ad06A8222 Aradu.A06 8222 c (TTG)5ttt(TTG)5 33 35751296 35751328 AGAGCATAATGGCGTCGTTT TCAAAACCGCAGAGTTTGAAT 172

Ad06A8223 Aradu.A06 8223 p2 (TA)6 12 35755562 35755573 GGGCATTTTTGTCCCTTTTT GTTTGGGAGAGTTGGGAACA 219

Ad06A8224 Aradu.A06 8224 p3 (CGG)5 15 35770056 35770070 GTGTAGGGGGCACAGTAGGA ATCCTCCCATAACCACCCTC 215

Ad06A8225 Aradu.A06 8225 c (T)10gaaa(T)10 24 35789944 35789967 CAGCTTTGCTAGAGTCCCCA TCCGAATGAATGCTTGAACA 276

Ad06A8226 Aradu.A06 8226 p3 (AAT)5 15 35798607 35798621 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 279

Ad06A8232 Aradu.A06 8232 p3 (ATC)5 15 35839026 35839040 AGAAGCGATTGTTGGGAGAA GTCAGTTGAGGACGGTAGGC 270
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Ad06A8233 Aradu.A06 8233 c (T)11acttatcttgtttattcttgcttttctaatttatgacctcctttggcaagatataacattatttattgttgagtttgtcaccttta(T)10107 35847661 35847767 AGGTGGCCTATGTTTATGCG TCCTAGTGCAAACAACAAAGAAA 270

Ad06A8234 Aradu.A06 8234 p2 (AG)12 24 35850487 35850510 CCAACAGGCTAAAATGGTTGA CCCAAGACAAATGTGTGGC 178

Ad06A8235 Aradu.A06 8235 p2 (CT)6 12 35861563 35861574 CTCAGTTGCCCCCAGTGTAT TGGTTGTCAAAATTGATCTGAAA 265

Ad06A8236 Aradu.A06 8236 p2 (CT)6 12 35870421 35870432 TATGGAAGGCAACCCATGTT TGTGGGATCGACCCTTACTC 277

Ad06A8237 Aradu.A06 8237 c (T)10ccgaatttttttc(T)1033 35872410 35872442 GGGGCTTTAAACTTTTTGCC TGAAGCAAGAAAAAGCAGTGAA 192

Ad06A8238 Aradu.A06 8238 p2 (AG)7 14 35874167 35874180 GAAGGGTTTTTGGGGAAGAG CAGAATTGGCACAAAGAGCA 170

Ad06A8243 Aradu.A06 8243 p3 (TTC)6 18 35979361 35979378 GCATAGCATAACCTGCTCCC AAAAAGGGAGATGATGGAGAA 191

Ad06A8245 Aradu.A06 8245 p4 (TAAT)8 32 35998603 35998634 TGGGGAACTATGGGAACTCA TGGGGTAATTTTGTCCCCTT 193

Ad06A8246 Aradu.A06 8246 p2 (GT)7 14 35998779 35998792 GGGGACAAAATTACCCCAAT CCCAGTGCACTTGCTGTTTA 261

Ad06A8248 Aradu.A06 8248 p2 (AG)6 12 36015675 36015686 TCATGGAAAAGCACACCAAA CCACACCATTCGAATTTCCT 101

Ad06A8249 Aradu.A06 8249 p2 (AG)6 12 36075312 36075323 CATGTATGGGAAGGTTTGGG ACGCCAGAAGTGGCTAAAAA 247

Ad06A8253 Aradu.A06 8253 p2 (TG)28 56 36148912 36148967 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 171

Ad06A8254 Aradu.A06 8254 p2 (AG)8 16 36158637 36158652 GGGCATCAAATGGAATTAAAA AAGTTTTCTCTTCCTCTTCCCC 280

Ad06A8255 Aradu.A06 8255 p2 (AG)17 34 36158833 36158866 GAGAGAGAGGGGGAAGAGGA TGAAATTAAATCTTTTCCTCCAAAA 272

Ad06A8257 Aradu.A06 8257 p3 (TTA)7 21 36177603 36177623 TTTTATGCATGTTTAATTCTTTTGA TAACTGGCGTTCAACCATTG 279

Ad06A8259 Aradu.A06 8259 p3 (GTG)5 15 36189306 36189320 AGACGGAACCAACATCTGCT AAAACTGGGTCAAAGGGAGC 109

Ad06A8260 Aradu.A06 8260 c (TTG)5ttattatta(TTG)539 36189469 36189507 AGCTCCCTTTGACCCAGTTT CCAGCAACAAAATTCAACCC 255

Ad06A8261 Aradu.A06 8261 c* (T)10(TAA)9*(CAA)5(TAA)1184 36198177 36198260 TTGCTTTCTTTTCTTTTGCC ACAAAAGAAGGGATCAAATCAAA 238

Ad06A8266 Aradu.A06 8266 p4 (TAAA)7 28 36235783 36235810 CAAACACAAGGGGGAAAAGA CGAAAATCACTAACCCTTTTTCA 147

Ad06A8270 Aradu.A06 8270 p3 (TTC)7 21 36280706 36280726 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 246

Ad06A8271 Aradu.A06 8271 p2 (TA)6 12 36287752 36287763 TGATGAATTGATTGCCATGC GAGATTAGGAGATTGGTTGTTGG 239

Ad06A8273 Aradu.A06 8273 p2 (AT)12 24 36328894 36328917 TGTTGTTTTTCTCTTCCCCC AGCTGCTTGCTTTAATGGGA 226

Ad06A8274 Aradu.A06 8274 c (A)10gaaaaa(AG)730 36336274 36336303 TGGATCTTGAAAGAATGATGGA CCGGATACATACATGCCACA 256

Ad06A8275 Aradu.A06 8275 p4 (AAAT)7 28 36362575 36362602 ATGGATTGCACCCTGTTTTT TGCAATGAATGAAAATAAGCAAA 201

Ad06A8278 Aradu.A06 8278 p2 (GA)6 12 36431462 36431473 GCGGCAGTGAGTAGTGAACA TCCCATCTCCTCCCTTCTTT 182

Ad06A8281 Aradu.A06 8281 p3 (ACT)5 15 36471618 36471632 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 237

Ad06A8282 Aradu.A06 8282 p3 (TTG)5 15 36483846 36483860 GAGCTTGTGATTGGATGGGT CAACCAAGGAAGTGGACACA 236

Ad06A8284 Aradu.A06 8284 p5 (AAATA)5 25 36510854 36510878 TGGTTTTGAAGCCTCAGTCC GGGGATTGTTCGAGTATGGA 226

Ad06A8285 Aradu.A06 8285 p3 (AGA)6 18 36527540 36527557 CTAGAGGATTCTCCGGCCTT CACCTTGACCGAAACACCTT 174

Ad06A8286 Aradu.A06 8286 p2 (GT)7 14 36576081 36576094 TCAGATAGATGGTGGTGCGA GGAGCTAGTCTGCCCAACAC 213

Ad06A8287 Aradu.A06 8287 p2 (GT)8 16 36580519 36580534 TCAGATAGATGGTGGTGCGA GGAGCTAGTCTGCCCAACAC 215

Ad06A8289 Aradu.A06 8289 p2 (AT)7 14 36632599 36632612 CAAATTTTGGGAATTGGGTG TTACTTGGGGCATTTTGTCC 186

Ad06A8294 Aradu.A06 8294 p2 (TC)6 12 36688151 36688162 GACCCCTCAGGATCTGTGAA ATTAGGGTTGGGTTTGGGAG 190

Ad06A8296 Aradu.A06 8296 p2 (CT)6 12 36691198 36691209 TGAAATCCTTGACCCCTCAG AGAGGTGTGGAGGTGATTGG 115



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A8297 Aradu.A06 8297 p3 (AAT)5 15 36705876 36705890 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad06A8298 Aradu.A06 8298 p3 (TCT)5 15 36708573 36708587 CATCAACCTCCTCTTTCCCA CTCCCAAGACTCAGAGGTGG 233

Ad06A8300 Aradu.A06 8300 p2 (TC)6 12 36714048 36714059 TCTCCTCCTTCTCCGTCAGA TTTCTACTCGGGGTTGTTGC 101

Ad06A8303 Aradu.A06 8303 p3 (TTC)5 15 36743469 36743483 CCAAACCCACCCAATAACAC CCTATGACTCGGAGGTGGAA 279

Ad06A8306 Aradu.A06 8306 p2 (TA)6 12 36775113 36775124 AATCCCAAAGATAGCCACCTC GGTGTGGCCAATCTTGAAGT 202

Ad06A8307 Aradu.A06 8307 p2 (AC)6 12 36790560 36790571 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 260

Ad06A8309 Aradu.A06 8309 p2 (CT)6 12 36826856 36826867 CCACAGGAACACCTCAGGAT AGGAGAGGGGGAGAGGTGTA 238

Ad06A8311 Aradu.A06 8311 p2 (AG)6 12 36849573 36849584 CCAGTTCAAAGCCCAAAAAC GCTCATAAACATGAAAATGGCA 278

Ad06A8314 Aradu.A06 8314 p3 (TAA)7 21 36900955 36900975 TTTCTATTTTTATTGCATTTGTTGA AATAACCGGTGCCATTATCA 129

Ad06A8315 Aradu.A06 8315 p2 (TC)8 16 36901382 36901397 TCTTTATTATCAAATCTCCCCATTT GGAAAGGGAGGGAGGGAG 276

Ad06A8316 Aradu.A06 8316 p2 (TA)7 14 36901694 36901707 TTCTGATTAACAAAAATGATGTGTCA GAGTAACAAAGAGACACACACAAAAA 255

Ad06A8319 Aradu.A06 8319 p4 (AGAT)11 44 36911753 36911796 TGAAAAATTGCATTGATTGCT AGCAATAGCATGTCCTCGTG 233

Ad06A8320 Aradu.A06 8320 p3 (TTC)5 15 36950787 36950801 GCCGAATACACATTCACCCT TGGCTTTTGGAGATGAATCC 239

Ad06A8321 Aradu.A06 8321 p4 (TTTA)5 20 36963611 36963630 TTTCGAATTCTCTCCCTCTCA TTCTTGTCCTTGCTCCTGCT 238

Ad06A8322 Aradu.A06 8322 p3 (TTC)6 18 36966827 36966844 CACCTTGGCCGAAACTACAT GCTTTTGTCTTCCCTTTCCC 197

Ad06A8323 Aradu.A06 8323 c (T)10cgcacataatctctctc(T)1138 36975496 36975533 TTGGCTTTTTCTGCTTGCTT TGCTTGAACAGTGCATGTCTT 204

Ad06A8327 Aradu.A06 8327 p5 (AAAAT)5 25 37064976 37065000 AGGCTACCCTTACTGGCGTT CAACCCAGCCATTCACAAA 227

Ad06A8332 Aradu.A06 8332 p3 (AAG)5 15 37148941 37148955 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad06A8335 Aradu.A06 8335 p2 (AG)6 12 37199625 37199636 CGGAAAAGCACACCAAACTT CTCTTCCCACCACACCATTC 102

Ad06A8338 Aradu.A06 8338 p3 (TTC)6 18 37224185 37224202 ACCCTGCTTCTCTCACCCTC GGAGACAGTGGTGGTGGAGT 107

Ad06A8340 Aradu.A06 8340 c* (A)10(AT)9* 27 37236483 37236509 GAACCCCAAGAAATAGGGGA TTGCACATTCATGCATTCCT 221

Ad06A8341 Aradu.A06 8341 p3 (TTC)5 15 37245566 37245580 AATTATACTCGCGTGGGTGC GGAGACAGTGGTGGTGGAGT 222

Ad06A8342 Aradu.A06 8342 c (A)10gaaagagaagaatttcatatgtgtatatatgagaatgtatgaaaaagaaaagaaaagaaaaaa(AT)16105 37248372 37248476 TTGAACCATGTGCATTGAAA TGCACACTCATGCATTCCTT 260

Ad06A8344 Aradu.A06 8344 p2 (TC)10 20 37300177 37300196 CATTCCAACCCAGTTTTTGG CAATTGGGCAACATCAATCA 272

Ad06A8345 Aradu.A06 8345 p2 (TG)6 12 37305855 37305866 GACCCCTCTGTTCATTGCAT CCACTGGTTGTCTGGTTCTG 112

Ad06A8348 Aradu.A06 8348 p3 (TAA)5 15 37321040 37321054 TGTGGAGCCCTGTCTAAATG TGCAGAAACGCAGAAAACAC 246

Ad06A8350 Aradu.A06 8350 p3 (TCC)5 15 37325888 37325902 AGCTCATGAACGGCAGAAGT CCAAAAAGAGAGTGCAAGGC 202

Ad06A8352 Aradu.A06 8352 p2 (AT)7 14 37333274 37333287 GCACAAGCCACCATGATAGA TTTCTTCCCAACGCACATTT 276

Ad06A8354 Aradu.A06 8354 p2 (AC)8 16 37356828 37356843 AATGGGGTTAAGGCAAAGGT AGGGGACAAAATTACCCCAG 242

Ad06A8358 Aradu.A06 8358 c (T)11gctttttctttttcttttctctttttttttccgcaagcttcctttttcactgctttctcttgcttcaagaatcaatttcatga(T)10104 37435579 37435682 GCCTTGGATCCTTTTTACCC TTGTTGGCTCTTGAAAGAATGA 204

Ad06A8363 Aradu.A06 8363 p3 (GTT)5 15 37513853 37513867 TGCTGGTTAGTTGTGCGAAG ACCAGGGATGGAGGGATAAC 276

Ad06A8364 Aradu.A06 8364 p2 (TC)7 14 37529102 37529115 CAAAACCACCTAACCACTTTTCA AGAGAGGGAGAGAGGGTTCG 277

Ad06A8366 Aradu.A06 8366 p2 (CA)6 12 37538037 37538048 GGAAAAGGAGTAGCGTGTGC TTGGAGTGTGAAGATGCTGC 236

Ad06A8372 Aradu.A06 8372 p2 (AG)6 12 37619951 37619962 CCAGCGAATTCTGGATTGTT ACGTTGAACCTGGGATTGAG 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A8376 Aradu.A06 8376 c (A)11tttcg(A)10 26 37686368 37686393 TCCGAATGAATGCTTGAACA CCAATTAGAGGTGTCCAGGG 256

Ad06A8377 Aradu.A06 8377 p5 (TTTAT)5 25 37691051 37691075 AGATTGTGACCCAGCTTTGC GTTGGCTCTTGAAGGGATGA 272

Ad06A8380 Aradu.A06 8380 p2 (AG)6 12 37703150 37703161 AAAACCTGGATCGAGAGTCA CTGTACGGACCAAAAAGCGT 246

Ad06A8383 Aradu.A06 8383 p2 (AT)9 18 37728409 37728426 TGAGGAGAGAGAAAATTGTTAGGA TTGGTGTTTTCCCTCCAAAA 278

Ad06A8385 Aradu.A06 8385 p5 (AAGAT)5 25 37736601 37736625 CGACCGACCTCTTCTCAAAG CCTGGGTGCTCCAGTGTATT 235

Ad06A8386 Aradu.A06 8386 p3 (AGA)5 15 37757518 37757532 GCTTTTGTCTTCCCTTTCCC CCTTGGCCGAATACACATCT 196

Ad06A8388 Aradu.A06 8388 p3 (AGA)6 18 37790297 37790314 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad06A8389 Aradu.A06 8389 p4 (TAAA)5 20 37793677 37793696 AACCCAAACACAAGGGTGAG TTCGAATTCTCCCTCTCTTTTC 113

Ad06A8394 Aradu.A06 8394 p2 (AG)18 36 37815380 37815415 TTATGGTGCAATGTGTTGGG TCCTGACTGGGTCCTTTGTC 253

Ad06A8395 Aradu.A06 8395 p3 (TTG)5 15 37815688 37815702 TCTATGTAGCCGATCCCACC TCTTTGCCGCCTGTAATACC 140

Ad06A8396 Aradu.A06 8396 p2 (TA)9 18 37818115 37818132 AGTTACTGCCCAACTGGCTG GGGGAGAGAAAGGGGTTAGA 276

Ad06A8399 Aradu.A06 8399 p3 (TCT)5 15 37838864 37838878 TTGGGTGGGTTTTGTAGAGC CGAGCTAAAAACGCTAACGG 260

Ad06A8400 Aradu.A06 8400 c (AT)6(GT)18 48 37864840 37864887 GGGTTTATCAAACCTCCCCA TTATTTTGGCCCTTGATCGT 250

Ad06A8402 Aradu.A06 8402 p2 (AT)8 16 37866363 37866378 TCCTTAGTTTATGTGCCATTTTCA TTTGGGTGAACCATTCCATT 218

Ad06A8403 Aradu.A06 8403 p2 (GA)7 14 37871101 37871114 GCTAGTGGCAAGGGTGGTTA AACCACTTCTACCGTCACCG 164

Ad06A8404 Aradu.A06 8404 p2 (AT)6 12 37871891 37871902 TTAAGTGTGGGGAGGTCGTC TTTTCCAAATCAATTGGGGT 135

Ad06A8408 Aradu.A06 8408 p3 (TTC)6 18 37958497 37958514 TCCTCTTCCCCATATACCCC CTTAAAAGTTGCTCGTCCCG 254

Ad06A8415 Aradu.A06 8415 p3 (ACA)5 15 37990943 37990957 GCACCTCTCTCCCCTCTTCT TTTTGTTTCTGCTCCTGCTTC 202

Ad06A8419 Aradu.A06 8419 p3 (TCT)7 21 38019388 38019408 CTTCCCCATTACCCCTTCAT CTAGAGGTTTCTCCGGCCTT 272

Ad06A8420 Aradu.A06 8420 p2 (CT)6 12 38042321 38042332 ACGCCAGAAATGGCTAAAAA TTGAAGGGTGAGGTAGGTGG 246

Ad06A8422 Aradu.A06 8422 c (TTAA)5attagttttcaatttgctttgactttatattctcttggttttcgaatttttattttatttttcgtttattttattttattattttcggttactttt(A)10126 38050274 38050399 TGTTTGGTGTCATTTTGTTGTTT TGGACTGCTCAATTCCACTT 274

Ad06A8424 Aradu.A06 8424 p2 (CT)7 14 38112454 38112467 TGAACATTGAACCTGTGATGAA GGGCCACATTTTGACCTAGA 229

Ad06A8428 Aradu.A06 8428 p2 (TC)6 12 38129966 38129977 TCCTAAGAGAGAGGAGAGAGCC GGCAGTGTTTTGACCCAGAT 168

Ad06A8432 Aradu.A06 8432 p3 (TTC)5 15 38188075 38188089 CTTTTTGCCAGTTCTGAGCC CGGTGAGTAGCCGGAGATAG 262

Ad06A8433 Aradu.A06 8433 c (TA)6(TG)10 32 38190843 38190874 TTGCTAACCAACATTGAGCC TTTTTGTCCCCTTTCATTGC 277

Ad06A8437 Aradu.A06 8437 c* (TTA)5(TA)9* 31 38243341 38243371 CCGGATACATACATGCCACA TTTTGAAAAATGGGTGCTCA 259

Ad06A8439 Aradu.A06 8439 p4 (TAAA)5 20 38269924 38269943 TTCCTTTTCGTTACTCCCCC GCAGAGAAGTCCCTGTGAGG 235

Ad06A8440 Aradu.A06 8440 p4 (TTTA)6 24 38289479 38289502 AGCTTTCATGTGTCCAGCAA CGGCCCACTTTCTTTTGTT 274

Ad06A8443 Aradu.A06 8443 p3 (AGA)5 15 38298782 38298796 CCAATTCCAAAACCCAAATC TTCCATCGGAAAAGAGTGCT 236

Ad06A8449 Aradu.A06 8449 p3 (ATT)5 15 38335681 38335695 CAGGGACAAAGCATCTCCAT TCGCATCACTAACCAGCAAG 249

Ad06A8450 Aradu.A06 8450 p2 (TA)6 12 38336024 38336035 CTTGCTGGTTAGTGATGCGA CATTCAATTGACACCAAACTTGA 263

Ad06A8452 Aradu.A06 8452 p2 (TC)19 38 38337118 38337155 TCGAAAACTTCTCCCTCCTCT GGGAAAAGGGTCAAGAATCC 237

Ad06A8458 Aradu.A06 8458 p3 (ATT)5 15 38401558 38401572 CAGGGACAAAGCATCTCCAT TCGCATCACTAACCAGCAAG 249

Ad06A8459 Aradu.A06 8459 p3 (AGA)6 18 38405885 38405902 CGGCCTTAGGTGACATCAAT CCTACTCCCTCTCCCCTCAC 235
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Ad06A8462 Aradu.A06 8462 c (T)11caaa(T)10 25 38433168 38433192 GCACACTCTTTTTGCCTTGG CGTCTTTTGAATTTGTGGTTCA 224

Ad06A8463 Aradu.A06 8463 c* (AT)7(ATA)5*(AATA)5*43 38449788 38449830 TCCTTTAATTCCCCATAAATTCAA CCATGATGGAGAAAGGGAGA 250

Ad06A8464 Aradu.A06 8464 p2 (GA)6 12 38471536 38471547 AAATTGCAATAATCCACAAGCA TCTTCTTTCTCCCTTTCCCC 253

Ad06A8466 Aradu.A06 8466 p2 (TA)8 16 38494589 38494604 CAAGGAAGAGGAGGAAGGTG TATTGTTCCCACCGGTTGAT 263

Ad06A8469 Aradu.A06 8469 p2 (GA)6 12 38512007 38512018 CGATGAAACACCTGCAGAGA CCTCACTTTCGGCTTCTACG 118

Ad06A8470 Aradu.A06 8470 c (A)10tattatgcatatgttctaaaaataatcccc(T)1050 38523113 38523162 GGCTTAACAATGCAAACCGT TACCCTAAGGCACACCCAAG 237

Ad06A8473 Aradu.A06 8473 p3 (TCT)6 18 38551629 38551646 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 206

Ad06A8476 Aradu.A06 8476 p3 (AAT)5 15 38562888 38562902 AGCAGGAACAGAGAAAACGG AACTTGGACGTTGGCATTGT 206

Ad06A8478 Aradu.A06 8478 p3 (GAA)5 15 38582317 38582331 GGAGGTTTATCCGGCCTTAG ACCCCTCCATCCTTCTTCAT 218

Ad06A8479 Aradu.A06 8479 p3 (TCT)5 15 38600540 38600554 ACCCCTCCATCCTTCTTCAT TATCTCCCATGACTCGGAGG 270

Ad06A8484 Aradu.A06 8484 p3 (AGA)5 15 38697035 38697049 GACAAAGACCTTGCAGCGAT CTTCTCCTTCAACGACCGAG 201

Ad06A8497 Aradu.A06 8497 c (A)11taaaaaaaaatcataaaatcc(A)1244 38763619 38763662 GCTCTTGAATGCAATGTCCT GCATGCAATTGACACCAAAC 239

Ad06A8502 Aradu.A06 8502 p2 (CT)6 12 38826259 38826270 ACGCCAGAAATGGCTAAAAA TAGGTGATTGGTGGATGGGT 147

Ad06A8505 Aradu.A06 8505 p2 (TA)7 14 38836917 38836930 AAAGGGGAGTACCTTGGGAA ATTGGATTGGACGGGTGTAA 220

Ad06A8507 Aradu.A06 8507 p2 (TA)8 16 38842924 38842939 GTCCCATGTGCATTGCTTTA TGGGAAACCTATTGGGAACA 216

Ad06A8512 Aradu.A06 8512 p2 (CT)7 14 38888749 38888762 GAACCTGGAATTGCGAAGAC GCAGAAAGTTGGAGAAAGCG 238

Ad06A8513 Aradu.A06 8513 p3 (AGA)5 15 38892090 38892104 TGCCTTCCCTTTCCTCTTTT TCTCAAACCACCCATTCACA 199

Ad06A8515 Aradu.A06 8515 p2 (GA)7 14 38913018 38913031 GAGAGAGAAGAAAAGAGGGTTCAA TTCGAAAATTCCTCACCCTTT 249

Ad06A8517 Aradu.A06 8517 p2 (AG)6 12 38975734 38975745 TTTCAACCCAGTTTTCAGCC TGAAAGAACATTGAACCTGTAATGA 214

Ad06A8518 Aradu.A06 8518 p3 (TTC)6 18 38984325 38984342 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad06A8523 Aradu.A06 8523 p3 (ATT)5 15 39050113 39050127 TAAGTGCCGCATCAATTTTT TGAGACAACGTAGTCCTTTTGTG 273

Ad06A8526 Aradu.A06 8526 p3 (GTG)6 18 39057227 39057244 GAAGCACCACCTGTTCCTGT AACTACCCAGTTTCCACCCC 174

Ad06A8528 Aradu.A06 8528 c (A)10tttcaaaatt(A)1636 39068154 39068189 CCTTGATGTTTTCCCTCCAA CACATGCATGAATTCGAAAAA 228

Ad06A8530 Aradu.A06 8530 p2 (AG)6 12 39099633 39099644 AACCTGGATCGAGAGTCACC CCAGTTTTCGTCCCAAAGAA 209

Ad06A8533 Aradu.A06 8533 c (A)10tttcgc(A)10 26 39111954 39111979 TTCCGAATGAATGATTGAACAG TCCCCAATTAGAGGTGTCCA 279

Ad06A8534 Aradu.A06 8534 p2 (AG)6 12 39116533 39116544 CAATTGGGCAACATCAATCA AAAGTGGGAAAAATGCATCC 258

Ad06A8538 Aradu.A06 8538 p2 (GC)6 12 39216886 39216897 TTGAACACCTGCCAAAAATG GCCTAGCACGAAATAGGCAC 177

Ad06A8539 Aradu.A06 8539 p5 (TTATC)5 25 39218603 39218627 GTACCTGCAAGGGACTCCAA TCCTAAGGTACCCCAAGCCT 229

Ad06A8540 Aradu.A06 8540 p2 (GA)11 22 39231374 39231395 ACTGTTGGGCTTCGAAGAGA GATGGTGCACAGAGAGGACA 140

Ad06A8544 Aradu.A06 8544 p2 (TC)6 12 39252373 39252384 TCATGCTTTGATTCAATTTTCC CATCAAACACTTGGAAGGCA 271

Ad06A8547 Aradu.A06 8547 p3 (TCT)6 18 39362338 39362355 TTGGCCGAAACCTACATCTC CCTATGACTCGGAGGTGGAA 214

Ad06A8550 Aradu.A06 8550 p2 (TC)6 12 39382424 39382435 AAGCCATGCGAACAGAAAGT TGCTTGTCCTCAAGCAAAGA 279

Ad06A8553 Aradu.A06 8553 p2 (AT)8 16 39401549 39401564 GCTTTTGAAATGTTAGGAACTTAAA TTTTTCTTTTCCGCAAGTTTAT 280

Ad06A8560 Aradu.A06 8560 p2 (TA)7 14 39436311 39436324 GGTCACGTCTAGCGGCTATC AAGCGTGAAGTCGAAAGCAT 105
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Ad06A8565 Aradu.A06 8565 p5 (TTATT)5 25 39452664 39452688 AAACCAGCAATGTTTCTGCC GTGCGGAAGTGAGAAGATCC 277

Ad06A8566 Aradu.A06 8566 p3 (AAG)7 21 39491920 39491940 CTAGAGGTTTCTCCGGCCTT AGCCGAACCTACTCCCTCTC 254

Ad06A8567 Aradu.A06 8567 p4 (AAAT)6 24 39504488 39504511 TGGCTCTTGAAAGAATGATGG GCCCAAAGCACTCTGTCTTC 264

Ad06A8577 Aradu.A06 8577 p3 (AGA)6 18 39608787 39608804 CATGACTCGGAGGTGGAAGT ACTCCCCCTTCTCCTCCATA 198

Ad06A8586 Aradu.A06 8586 p4 (TTAT)7 28 39649568 39649595 CATAGCCAAAGGGGTGAGAG GAGCTGAGGGAATTGCAAAC 269

Ad06A8588 Aradu.A06 8588 c (A)10gagagaaaattttttttaataataaaaaaatatat(AATA)565 39686747 39686811 TGCAACCTGCTTTTCTCCTT CGCATGAAAGCATTTGATTCTA 228

Ad06A8594 Aradu.A06 8594 p2 (TG)31 62 39743449 39743510 CGGGCCTATCTCATGTCTTC TCCTCGAAAATTAAAGTAAGGCA 238

Ad06A8595 Aradu.A06 8595 c (CAT)6c(GA)15t(AG)662 39744174 39744235 TTCATCAGCAGCTTCCCTTT GCATGACGTGAACAACAACC 196

Ad06A8597 Aradu.A06 8597 p3 (AAT)5 15 39808246 39808260 GGCAGCCGCAAATAATAATG AAACTTGGACGTTGGCTTTG 118

Ad06A8599 Aradu.A06 8599 p3 (CAA)5 15 39816976 39816990 TGCACCTAGAGGTCCGTCTT GTTGTGCCTTTCCAACACCT 245

Ad06A8600 Aradu.A06 8600 p2 (TA)6 12 39834059 39834070 AAAGGAGATGAATGGAGGGG TCTTTGTCTTGGCCCTAAGC 175

Ad06A8602 Aradu.A06 8602 p3 (AAT)6 18 39847500 39847517 GGAATTGTTTGTTTTTGCCA GCTGCTGCCTGCTCTTATCT 266

Ad06A8603 Aradu.A06 8603 p5 (AGAAA)8 40 39848983 39849022 AGGGGGATTTGTGGAGAAAC CCCACACATATGCATTCTTCA 259

Ad06A8604 Aradu.A06 8604 p2 (AC)22 44 39855992 39856035 CAGAATTGACCTGCGAAACA CATCTATGCGAAACTTGCGA 208

Ad06A8605 Aradu.A06 8605 p2 (AT)8 16 39867288 39867303 ACAGCCCGTGAGTTTTGAGT TTTTGTCCCATGTGGATTGA 192

Ad06A8606 Aradu.A06 8606 p3 (TAA)5 15 39873296 39873310 TCTCTCATGCCTCCGTTTTC CGTGAATCGGGTAACAAAGA 277

Ad06A8608 Aradu.A06 8608 p3 (TCT)5 15 39912765 39912779 CCCATAAACCCCACCTACCT CCCTCGAGCAAGAAAGAAAA 228

Ad06A8610 Aradu.A06 8610 c (TC)6(T)13 25 39922064 39922088 TGATAGTTGCCCAAAGGAGG AGGGGAGCACCTAGCAATTT 156

Ad06A8611 Aradu.A06 8611 p2 (AT)8 16 39932021 39932036 TTGGAAAAAGTAACCAACTCAAA ACCTCCATGATCATCCCAAA 265

Ad06A8612 Aradu.A06 8612 p3 (AGA)6 18 39955061 39955078 TAAAATATTGCTCGCCCTCG CATCCACTCTTCCCCAAAAA 252

Ad06A8614 Aradu.A06 8614 p3 (CAT)5 15 39980328 39980342 ACGAATAACTGCAGGGGTTG AATTGTCCCTGATGACCCTG 106

Ad06A8618 Aradu.A06 8618 p2 (GA)6 12 40060388 40060399 TGAGGAATGATGACTCAAAAGG CCCTACTTTTTCTTTCCCCC 251

Ad06A8621 Aradu.A06 8621 p3 (AGA)5 15 40076755 40076769 GGTCTTGATGGCTTTTGGAG CACCTTGGCTGAATCCATCT 252

Ad06A8623 Aradu.A06 8623 p3 (TTC)5 15 40109508 40109522 TCCGGAGAGCTATTTTGGTTT CACCAATGCATTCCAACAAG 199

Ad06A8624 Aradu.A06 8624 p3 (ATT)6 18 40134120 40134137 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad06A8625 Aradu.A06 8625 p2 (CT)6 12 40142075 40142086 CGTTTAACGCCAGAATTGGT TTTTTGGGGAAGAGGTGTTG 172

Ad06A8632 Aradu.A06 8632 p2 (AT)6 12 40208923 40208934 AATGCGTCTTGGGAATTTGT TGGGACGCCTGTAACCTAAG 206

Ad06A8633 Aradu.A06 8633 c (T)10cgttttctttttctcttttttttcgtttttcttcttctc(T)1160 40216086 40216145 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 237

Ad06A8635 Aradu.A06 8635 p5 (TTATC)5 25 40225625 40225649 CCTGGGTGCTCCAGTGTATT AGAAGGGCCCAAATAGAGGA 186

Ad06A8641 Aradu.A06 8641 c (T)11gtttttttttgttttttttagtattttatttgtttatttatttatttattgatttattatta(TAT)6tctta(T)10106 40296239 40296344 TGCAATAAAAGAAAATGGAGGAA TGCACCCTGCTCTTCTCTCT 271

Ad06A8642 Aradu.A06 8642 p2 (CG)6 12 40296529 40296540 AGAGAAGAGCAGGGTGCAAA ATAGGGAGCTCTTGGGCATT 269

Ad06A8645 Aradu.A06 8645 p2 (TA)6 12 40356752 40356763 CAATTCAATAGAATGCCCATGA TGTGGGTAAGGATTCGTCAA 214

Ad06A8646 Aradu.A06 8646 p2 (CT)6 12 40371865 40371876 ACTCAAAGGGAAAAGGCTCA ACACTCATGCAATGAAGGCA 267

Ad06A8650 Aradu.A06 8650 c (AT)12gtatatatac(AT)646 40473425 40473470 TGGGGTAATTTTTGTCCCCT CCCCAATTTGAATCTTTGGTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A8651 Aradu.A06 8651 p3 (AGA)6 18 40477748 40477765 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 239

Ad06A8654 Aradu.A06 8654 p3 (AAT)6 18 40507546 40507563 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad06A8655 Aradu.A06 8655 p3 (TCT)5 15 40510334 40510348 GACTACCCACCCTCCCTCTC GCTTTTGTCTTCCCTTTCCC 274

Ad06A8656 Aradu.A06 8656 p2 (GA)8 16 40520298 40520313 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 247

Ad06A8659 Aradu.A06 8659 p2 (AG)6 12 40551900 40551911 AAGAACCTGGGATCAAGAGTCA CACGCACCAGAAATTGAAGA 248

Ad06A8660 Aradu.A06 8660 p2 (AT)6 12 40552779 40552790 GCCATGCAATGCAATTCTAA CAAAATCCAGTGAGGGTTCA 269

Ad06A8661 Aradu.A06 8661 p3 (TCT)5 15 40560912 40560926 CCAACACCACCCATATAGCC TAAAATATTGCTCGCCCTCG 100

Ad06A8662 Aradu.A06 8662 p3 (TCT)5 15 40561083 40561097 CGAGGGCGAGCAATATTTTA TTGAGGAAACTCCGGTCTTG 268

Ad06A8665 Aradu.A06 8665 p3 (TTC)5 15 40572873 40572887 GGGTGGAAAATTAAAGCCAA TGCCCAACACATACACATGG 265

Ad06A8671 Aradu.A06 8671 p3 (ATA)7 21 40685019 40685039 TTTGATGAAGCATTAGCAACTCT TGCCAGCATGATATTTTTCG 250

Ad06A8674 Aradu.A06 8674 p5 (TATTT)5 25 40721041 40721065 AGTGTGGGGATTCGTGCTAC TGAAAAAGGTTTTTGGAAAAATTG 188

Ad06A8676 Aradu.A06 8676 p3 (TTC)6 18 40741626 40741643 TCTTCCCAATTACCCCCTTC GCCCTCAAGCAAGAGAAGAA 272

Ad06A8678 Aradu.A06 8678 p2 (CT)8 16 40766957 40766972 ATTGCCGTGCTCTGATCTCT GATTAGAGGAATTGGCTTGGC 258

Ad06A8680 Aradu.A06 8680 c (A)11caaaaaaaac(A)1132 40790806 40790837 TTGTGAAAACTTGCATGGGA GAGCCTTTTGCCATGTTCTT 148

Ad06A8683 Aradu.A06 8683 p2 (AG)6 12 40800477 40800488 TTTCTGGGCTGTTTTTGACC GAACATTGAACCTGTGATGAAGA 217

Ad06A8684 Aradu.A06 8684 p3 (TTC)5 15 40804051 40804065 CCCTCTATCTCAGCCCAACA CGATGAGGATGAAGGATTGG 163

Ad06A8686 Aradu.A06 8686 p3 (AGA)6 18 40851316 40851333 TAGAATATTGCTCGCCCTCG ACCATCCACATCCATCCACT 264

Ad06A8689 Aradu.A06 8689 p3 (AGA)5 15 40861915 40861929 TAAAATATTGCTCGCCCTCG CATCAACCTCCTCTTTCCCA 154

Ad06A8690 Aradu.A06 8690 c (A)10gagaaggcgaaaaagaaagaaaaaaaatttaaaagcaagc(A)1060 40869942 40870001 TGAAGCAAGAAAAAGCAGCA TACCCTTGCCTTTTGGTTTG 139

Ad06A8693 Aradu.A06 8693 p2 (AT)12 24 40901461 40901484 TCCAGAAGTGAGGAATTGGG AAAGTGGTGATCCTTGTGCC 165

Ad06A8698 Aradu.A06 8698 c (AG)11aa(AG)7 38 40977718 40977755 GGAGGAAGGGAAGTGAGCTT TCCGGTAGAGGGTACTGTCG 237

Ad06A8699 Aradu.A06 8699 p2 (CT)7 14 40980353 40980366 CATAAGCCTTTCCACCATGC GGTCGTCCACCGTCTACACT 152

Ad06A8705 Aradu.A06 8705 p2 (CT)6 12 41071150 41071161 CAGAAAAGGGCAAGAAGCTG TTTTTGGGGAAGAGGTGTTG 224

Ad06A8708 Aradu.A06 8708 p3 (AAG)5 15 41083799 41083813 CCTCCTTCCAAGGTGTTTGA CACCTCCTTGCAAGCTTCTT 279

Ad06A8710 Aradu.A06 8710 p2 (AG)8 16 41092958 41092973 GGTTATTTGGTTGGAGCGAA TGCTCTCTCAGTCGTCCTTG 262

Ad06A8713 Aradu.A06 8713 p2 (GA)7 14 41133147 41133160 GGAGAAGGAGAAGAGAAAAATCTG TTTCGAAAATCACCTTCATCTTT 280

Ad06A8714 Aradu.A06 8714 p2 (AT)6 12 41167408 41167419 TGAATCCCTTGGGTTGACAT CGTTTTCAACTTTCGTGGGT 243

Ad06A8722 Aradu.A06 8722 p2 (TA)7 14 41248750 41248763 TGTATTAGCGCGTGATCAAA GCCAGCTTAAGGGCTTCCTA 214

Ad06A8723 Aradu.A06 8723 p2 (TA)7 14 41258719 41258732 TTCTCAAGTTCATTCGGTGATG CCTACTTGGGGAGGTTTGGT 154

Ad06A8724 Aradu.A06 8724 p6 (CTTTTT)7 42 41264926 41264967 ATTCACTTTGGGGCATTTTG GGTTGGGATAAAAGGGTGCT 277

Ad06A8725 Aradu.A06 8725 p2 (CG)6 12 41276401 41276412 AAGAAGAGAAAGCACGCGAC TTCCAGCCCTACTCCATCAC 274

Ad06A8726 Aradu.A06 8726 p2 (AG)6 12 41279564 41279575 AGCGATTTTTGGACCCTTTT GGAACATTAAACCTGGAAATTGA 246

Ad06A8729 Aradu.A06 8729 p2 (TC)6 12 41296270 41296281 TAAGTGTGGGGGAGGATCTG ATCAATGGAATGCCCAAAAA 258

Ad06A8730 Aradu.A06 8730 c (T)10ctatctcacctcactcatgcattttcttttcaaacatggcatatgcgtcctttatttaactctttattttatactttgttatgcacaag(T)13112 41311935 41312046 AGAGGGAGGTAATGGGGCTA GCATTCATTCCAAATTTTGCT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A8731 Aradu.A06 8731 p3 (AAG)5 15 41374257 41374271 TTTCCAAGGCTCAAAGGAGA ACCCCTTTCATTGGGTTAGG 177

Ad06A8732 Aradu.A06 8732 p4 (TAAA)6 24 41401688 41401711 TGCCTTTTTCCTTGTTCCTG CGAAATTTCTTCCCTCTCCC 235

Ad06A8737 Aradu.A06 8737 c (T)10gtatactatagctactgtatataagtgtagccttaggtccctcattgtttttttttattttc(TA)684 41430405 41430488 GATTCGTAGCTTATGACCATGC CCATTTTGTCTCATACACCAAAGA 168

Ad06A8739 Aradu.A06 8739 p2 (AG)6 12 41444251 41444262 TTGAAGGGTGAGGTAGGTGG CTTGGTGCAGGGATGACTTT 207

Ad06A8751 Aradu.A06 8751 p3 (GAA)5 15 41558552 41558566 CTAGAGGTTTCTCCGGCCTT AACCCCTAATGACCGAAACC 266

Ad06A8752 Aradu.A06 8752 p2 (TA)7 14 41599518 41599531 CCATGATGGAAAAAGGGAGA TTGGTGTCATTTTGTTGTTTTTC 270

Ad06A8758 Aradu.A06 8758 p3 (GAA)5 15 41656402 41656416 CCATTACTCGGAGGTGGAAA ATCTCTTTCCCACCCAAACC 247

Ad06A8759 Aradu.A06 8759 p3 (AGA)6 18 41682261 41682278 TCCCAAGACTCAGAGGAGGA AACCCCTTCTTCTCCCACAT 224

Ad06A8767 Aradu.A06 8767 c (T)10gttttttg(T)16 34 41788930 41788963 CTGCTGTTTGTTTGGGATGA TGCAATACAAGCAACAACACA 204

Ad06A8778 Aradu.A06 8778 c (T)10ag(T)10 22 41840713 41840734 CACCCTTGCCTTTTGGTTTA TGAATGAATGCCTGAACAGTG 239

Ad06A8781 Aradu.A06 8781 p3 (ATT)5 15 41884646 41884660 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad06A8785 Aradu.A06 8785 p3 (TTC)6 18 41951901 41951918 TGGTCGAATACACCTCTCCC AGTGGTTTTCATGGGCTTTG 252

Ad06A8787 Aradu.A06 8787 p4 (TATT)5 20 41957554 41957573 TCAAATTCTCCCTCTCTTCCC AGAACCCAAACACAAGGGTG 114

Ad06A8788 Aradu.A06 8788 p3 (TTC)5 15 41960764 41960778 TTCAGTTCTTGACTTATTACGAGGG AGGCACACACACTCACGAAG 259

Ad06A8792 Aradu.A06 8792 c (A)10gggaaattttcgaaaaaaagagagaaggaaaaagaaaacg(A)1060 42032799 42032858 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 251

Ad06A8793 Aradu.A06 8793 p2 (CT)29 58 42054969 42055026 TGTAGAGCATAGCCTCCAACAC AGAAAGGGAACAGGAGGCAT 252

Ad06A8795 Aradu.A06 8795 p3 (ATA)19 57 42064469 42064525 ACTGTTGGGTATTATTGTTGTATTTTT TTTTAACCCAAATTAATGCACTC 251

Ad06A8796 Aradu.A06 8796 p3 (GAA)5 15 42077992 42078006 GAATTGAACCACACCTCAGC TGCGTTTTCTCCACATAGGA 230

Ad06A8797 Aradu.A06 8797 p2 (AG)8 16 42078417 42078432 TCCCTCCTCATTATCTCCCA CGTCCTTCCCCTTCTTCTCT 280

Ad06A8798 Aradu.A06 8798 c (GA)6a(AG)18 49 42078561 42078609 GGTGCCACAAAGAAGAGGAA GGTCAGACCCAAAAATGGTG 268

Ad06A8800 Aradu.A06 8800 p2 (AT)9 18 42094925 42094942 GGGATTTGGCAGTTATGGAA CACACTGGTCAAGATCCCCT 234

Ad06A8805 Aradu.A06 8805 p3 (TAC)5 15 42161080 42161094 AACAAAAAGTATTGCCACCACA CCCAAAACACAGGTTGTTGA 267

Ad06A8806 Aradu.A06 8806 p2 (CG)6 12 42171983 42171994 ACATTTACCCGAGAGTTGCG TGCTCGTAGTGTATGGACGC 273

Ad06A8807 Aradu.A06 8807 p2 (GC)6 12 42172202 42172213 GCGTCCATACACTACGAGCA CACAGGGGTGGCATAACTCT 228

Ad06A8808 Aradu.A06 8808 p2 (GC)7 14 42172334 42172347 GCGTCCATACACTACGAGCA CACAGGGGTGGCATAACTCT 228

Ad06A8810 Aradu.A06 8810 p2 (AC)10 20 42191307 42191326 GTTGTAATGGGGCTTAGGCA TAGGGGAATTAAAGCACCCC 258

Ad06A8815 Aradu.A06 8815 p2 (TC)6 12 42251709 42251720 TTTCGAAAACTTCTCCCTCC CAAGAATCCAAATGCAAGGG 232

Ad06A8818 Aradu.A06 8818 p3 (AGA)5 15 42287111 42287125 TCGTCCTCGAGCAATAGAAGA CCCATAAACCCCACCTACCT 226

Ad06A8819 Aradu.A06 8819 p3 (TCT)7 21 42291696 42291716 CCCACTTAGCCGAACCTACA TGCCATTGATGGTAGTGGAA 155

Ad06A8822 Aradu.A06 8822 p3 (AGA)5 15 42330716 42330730 GCTTTTGTCTTCCCTTTCCC ACTTCTTCCCCTTTCTCCCA 182

Ad06A8823 Aradu.A06 8823 p3 (ATT)6 18 42333601 42333618 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 199

Ad06A8825 Aradu.A06 8825 p4 (TTAT)5 20 42337761 42337780 TTAGCGCATACACATACGGC ACCATGACAAGGAGCTCACC 239

Ad06A8826 Aradu.A06 8826 p2 (AG)6 12 42344469 42344480 GGACCAGAAAGTGCTGGAAG TCCTTTAGGAGGAATCCTAATCC 211

Ad06A8827 Aradu.A06 8827 p2 (AT)8 16 42347933 42347948 GTGGGTTTGGAAACATCTGG TTCACCACTTAGTTTGGGGC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A8830 Aradu.A06 8830 p3 (AGA)5 15 42355153 42355167 TGCCATTGATGGTAATCGAA TTCTACACCTTGGCCGAAAC 153

Ad06A8831 Aradu.A06 8831 p4 (TAAA)5 20 42358570 42358589 TCAGCTTCAACAAGAGTGCC CGAAAATCACTAACCACTTTTTCA 278

Ad06A8834 Aradu.A06 8834 c (ATA)9nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TAA)5110 42369001 42369110 AAAATTTGGAAAATGGGTGC TTCTTTTGGGGAGACCTTTG 242

Ad06A8835 Aradu.A06 8835 p2 (AT)12 24 42369573 42369596 TTGCAAGTTGCTTCATTTTGA CCTCATGCTAAACCAACAAGG 190

Ad06A8837 Aradu.A06 8837 p3 (GAA)5 15 42376528 42376542 GCCAGAGATGGTGGTGAAGT TTTTAAACCTGGCACGCTCT 127

Ad06A8838 Aradu.A06 8838 c (A)10gtcagtccatcactacaaaattaaattgagatgtacttcatttt(A)1064 42392052 42392115 GAAATCCGCTTTCACTTCAA TTTTTGGGTTCATTTTGTCAAT 266

Ad06A8840 Aradu.A06 8840 p2 (AT)6 12 42395211 42395222 TGAATTTGGGAACTTCTGCC TGCTGCAAATCGTTTTATTTTG 260

Ad06A8841 Aradu.A06 8841 p3 (TCT)6 18 42397935 42397952 TGATCACCACATCGTCCTGT TGAAGCCGAAGTGAGAGACA 245

Ad06A8842 Aradu.A06 8842 p2 (CT)6 12 42427678 42427689 AGCCAATTGGGCAACATAAA GATTAGAGGCTGGGAGTGGA 236

Ad06A8845 Aradu.A06 8845 p2 (GA)7 14 42459247 42459260 CATATGGACCCGTTACCCAC GGGTTAAACTTTATTTTACGTCATTTT 271

Ad06A8847 Aradu.A06 8847 p3 (TGT)6 18 42470982 42470999 TAAGTGATTTGAGGGGCCTG ATCAACAAGGCGGCAACTAC 264

Ad06A8848 Aradu.A06 8848 p3 (AGA)6 18 42478838 42478855 TAAAATATTGCTCGCCCTCG CTTCCCAATAAACCCCACCT 246

Ad06A8849 Aradu.A06 8849 p2 (CA)25 50 42493265 42493314 CTTCCCATCATCACGCTTTT GTGTGGGAGAAATTTTGGGA 267

Ad06A8850 Aradu.A06 8850 p3 (GAA)5 15 42499467 42499481 CCCCTAATGAAAGTGGGGTT GAACTCTCTTGAATTTCCGGG 187

Ad06A8852 Aradu.A06 8852 p3 (AAG)6 18 42537174 42537191 TGAAAATGCAAGTATCCCAAAA CCTCCCACCCTCCATTACTT 217

Ad06A8853 Aradu.A06 8853 p3 (TCT)8 24 42547540 42547563 GAAACCCACACCTCTCTCCA TATCTCCCATGTCTCGGAGG 218

Ad06A8855 Aradu.A06 8855 p3 (TTA)5 15 42555760 42555774 AGAGGATGGGAGGTAGCCAT AGGCGGATAACAAATGGTGA 236

Ad06A8858 Aradu.A06 8858 p3 (TGT)5 15 42611408 42611422 GCTGCTGGTTATTCTGAGGC ACAACCACAACAAAGGAGGC 138

Ad06A8862 Aradu.A06 8862 p2 (CT)7 14 42633843 42633856 GCACCCATTCATAAGGAAGC ATAAGCCAATTGGGCAACAG 279

Ad06A8870 Aradu.A06 8870 p2 (TA)6 12 42677762 42677773 ATGGGTTTATCAACCTCCCC TTTCTTTCCGATCTCATTTGC 266

Ad06A8871 Aradu.A06 8871 c (AT)9cccatgtgcattgttttcattggggaatttctttttgtataccattttatttagatgctgaaatttatttttttc(T)10103 42678189 42678291 GGGGCCAAGGTAAAGGTAAG GCATGCTCATGAGAAAATCAA 273

Ad06A8872 Aradu.A06 8872 p2 (AG)7 14 42696044 42696057 CAATTCAAATGCCGGAATAAA ATTCAAGAGAGCGGGCATAA 178

Ad06A8874 Aradu.A06 8874 p5 (AAGAT)5 25 42734961 42734985 GGCGAAAGTCATCAAAGGAG TGTCCGACTTGTTGGACTTG 277

Ad06A8875 Aradu.A06 8875 p3 (GAT)5 15 42738484 42738498 GCGGCCTATGAGAATCTGAA GAGGCTTTGGCAGAAGTGAC 164

Ad06A8876 Aradu.A06 8876 p5 (AAATC)5 25 42759919 42759943 TTGTTACGTGATGTCCCTGG TAGCTTGCATGCCAAAATTC 254

Ad06A8877 Aradu.A06 8877 p2 (AT)8 16 42761474 42761489 CTACCAAAGCTCACGCTTCC TGAGAACCCTTTCGAGGATG 235

Ad06A8878 Aradu.A06 8878 p2 (TG)6 12 42764873 42764884 GCCTTCCCTTGCTTTCTCTT CCACACCCAATTCCCTAATG 115

Ad06A8879 Aradu.A06 8879 p2 (TA)9 18 42776078 42776095 GTACCCTAGCCGGCCTAAAC GCGAGACGTATCACTCACGA 178

Ad06A8882 Aradu.A06 8882 p2 (AT)6 12 42783266 42783277 CATATGCAGGTCACAACCCA CATCAAAAGGGCTCCAAAAA 136

Ad06A8883 Aradu.A06 8883 p2 (TC)7 14 42790675 42790688 CATGCATGCAACATTGAACA TCAAGCCTTCCAACAAAACC 182

Ad06A8885 Aradu.A06 8885 c (T)10cctttttttcgccata(T)1137 42811884 42811920 TTGGCTTTTTCTGCTTGCTT TGCTCTCTGAATGAATGCTTG 224

Ad06A8887 Aradu.A06 8887 p2 (TA)7 14 42828524 42828537 TGTTGTTTTTCAGACGCAGG AATTTGAAAAGCGCAAAACG 280

Ad06A8891 Aradu.A06 8891 p2 (GT)6 12 42891092 42891103 GGGGACAAAATTACCCCAAT AAGGTTGTAATGGGGCCAAG 247

Ad06A8892 Aradu.A06 8892 p3 (AAG)6 18 42923744 42923761 GCTGGACTCTCATGCCAAGT GCAGGGATGCATCTTCCTTA 180
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Ad06A8896 Aradu.A06 8896 p3 (AGA)9 27 42954252 42954278 CTCCATCTCCCATGACTCGT TCTTCTCCCACTTAGCCGAA 242

Ad06A8899 Aradu.A06 8899 c (A)10tttcg(A)10 25 42981497 42981521 ATGAATGCTTGAACAGTGCG TCCCCAATTAGAGGTGTCCA 256

Ad06A8904 Aradu.A06 8904 c (TA)6(GA)9aagaaaatagtatac(A)1156 43050582 43050637 CGAGGTTCCTTATGGTTGGA GCGTAGCCTTAGGTCCCTCT 262

Ad06A8906 Aradu.A06 8906 c (T)10cagatttcaaaatcaaattttagatttcaaatcttttttc(A)1060 43051430 43051489 GGAAATTGTAAACGTGTGCCT CATAGCCAAAGGGGTGAGAG 280

Ad06A8907 Aradu.A06 8907 p2 (GA)7 14 43059100 43059113 GAAAAGGAATGAGGGAAGAAGAA CTAAAGCACAATCACGCGAA 227

Ad06A8910 Aradu.A06 8910 p2 (AT)6 12 43074939 43074950 CGATAACCGTACCATACCGC GCAATTGCATGGATCTTCAC 111

Ad06A8912 Aradu.A06 8912 p3 (ATA)5 15 43080899 43080913 AAACAAGTATACACAGGGTCACCA TCAATAAAAGTGTCTCAAATTTGGTT 276

Ad06A8914 Aradu.A06 8914 p2 (TG)6 12 43082433 43082444 TTGTCTCCTTGGATCTTGGG GCTCTCAAGGCTTCAACACC 215

Ad06A8916 Aradu.A06 8916 p3 (AGA)5 15 43088719 43088733 TTGAAGGGGAATTGTTGGAG AAGAGCCCAACGAAGGAAAT 224

Ad06A8926 Aradu.A06 8926 p3 (TCT)6 18 43131348 43131365 CTCACATAGCCGAACCCACT TCTCCTTTTCCCATGATTCG 229

Ad06A8927 Aradu.A06 8927 p3 (TGA)5 15 43146632 43146646 TACCTCCGAAGAAGCCAGAA GGCCATTCAATATTTCCACG 236

Ad06A8929 Aradu.A06 8929 p3 (AGA)6 18 43155669 43155686 TGCCATTGATGGTAGTGGAA CACAAAACACAACCCCCTCT 176

Ad06A8931 Aradu.A06 8931 p2 (AG)7 14 43190315 43190328 CTGTAGAAATCGCTGAGGGC AAGCCTAAGAGAGAGGAGAGAGG 186

Ad06A8933 Aradu.A06 8933 p2 (TC)8 16 43210250 43210265 CAGAGGTTATGAAGTGGGGG TGATCAATTCAAATGTCGGAA 213

Ad06A8935 Aradu.A06 8935 p2 (TC)8 16 43218415 43218430 AATTACAGAACACGCCCCAG CAATTCAAATGCCGGAATAAA 279

Ad06A8936 Aradu.A06 8936 p3 (TCT)5 15 43236200 43236214 TTTCACACAACACAAACCCC CTCGGAAGTGGAAGCTTTTG 240

Ad06A8937 Aradu.A06 8937 p2 (AT)7 14 43240653 43240666 GCACCAATTGATTTGAGTGAA AAGGCCATTTGGGTAAGTGA 280

Ad06A8941 Aradu.A06 8941 c (A)10gag(A)10 23 43300039 43300061 TGTTCCACCAAAATCCCATT GGTGTGGGAACACCAAACTT 227

Ad06A8942 Aradu.A06 8942 p2 (GC)6 12 43320572 43320583 TGTTTGGGAGTGTTGGATGA GAGAGTTGTGCCTACGCCAT 234

Ad06A8943 Aradu.A06 8943 p3 (TTC)5 15 43325575 43325589 ACCTTGGTTAGCCTGGTGTG CTATTATGGGCGTGCCACTT 249

Ad06A8945 Aradu.A06 8945 p2 (GC)6 12 43339861 43339872 GGGAAGGAGAGAGGTGGAAG GCACTGAGCCCACTTTAAGC 278

Ad06A8948 Aradu.A06 8948 p3 (TAC)5 15 43370743 43370757 GAACAAAAAGTATTGCCACCA CCCAAAACACAGGTTGTTGA 277

Ad06A8955 Aradu.A06 8955 p2 (TA)7 14 43413439 43413452 GTACACTTGCCGAAGGGAGA TGCTGTGAATGTGGTTGGTT 246

Ad06A8963 Aradu.A06 8963 p2 (TG)7 14 43448617 43448630 CGGGTCTTGTTCAGCAGTCT AGTGGAGAGCTTTGGCTGAA 185

Ad06A8965 Aradu.A06 8965 p3 (ATT)5 15 43453176 43453190 CAAGACTCAAAGGGAACCCA GAGATTCGAAAATCCTCCCC 275

Ad06A8967 Aradu.A06 8967 p2 (TC)7 14 43466722 43466735 ACCGCGTGAATAATGAGACC AAAAAGGGAGGGAAGAAGAAAA 256

Ad06A8968 Aradu.A06 8968 p2 (CT)8 16 43477696 43477711 AGTTGTGTAGGTGCGAGGCT AAAAAGGGAGGGAAGAAGAAAA 280

Ad06A8969 Aradu.A06 8969 p3 (TTA)5 15 43497684 43497698 GGCATAGCATCCCAACTTGT TGAATCCCATATCGTCTCCC 270

Ad06A8980 Aradu.A06 8980 p2 (GT)9 18 43624511 43624528 AGTATGAGGAGAGGGGTCCG ATCAAGGCCACACGAATCAT 216

Ad06A8982 Aradu.A06 8982 p3 (TTC)6 18 43633695 43633712 TAAATGGCCGAATCCACACT TGCCATTGATGGTAGTGGAA 235

Ad06A8986 Aradu.A06 8986 p2 (AT)6 12 43732265 43732276 AGAATGTCACGCTTCCGTCT TTTCCCTCGCCTCTATTCCT 267

Ad06A8988 Aradu.A06 8988 p2 (TG)15 30 43752143 43752172 GGGCTTTGGAATGTTGATGT AATCATCAATCCCCCAATTCT 278

Ad06A8989 Aradu.A06 8989 p2 (AT)6 12 43753469 43753480 ACCACGTGCTTTAGGTGGAG CCATTGGACTGTCCCTCTGT 118

Ad06A8990 Aradu.A06 8990 p2 (TA)11 22 43758018 43758039 TGGATTCTAGCTTGCTTCCATT TTTCACAAACACTTGGTGGG 279
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Ad06A8991 Aradu.A06 8991 p2 (TA)6 12 43762782 43762793 CATGACGCACTGAAAATTGG TGGGGACTTAGGGTCTGATG 142

Ad06A8992 Aradu.A06 8992 p2 (CT)8 16 43763139 43763154 CGCCTTCACTGTTCATCTCA TCTGCATAGACAGAGGGGCT 249

Ad06A8993 Aradu.A06 8993 p2 (TA)10 20 43763964 43763983 TTGAATTGTGGACAAGAATTTG GGCATAAATAAAATATAATGGCCC 280

Ad06A8995 Aradu.A06 8995 p2 (TG)9 18 43768275 43768292 GGGTACCAGTTTTGGGGTTT GCAGCAACCAAAACATCATC 234

Ad06A8999 Aradu.A06 8999 p2 (TA)6 12 43790974 43790985 GTGGAAAAATTGGGCAGCTA GAATGGGGCTAAGGTAAGGG 149

Ad06A9002 Aradu.A06 9002 p3 (TCT)16 48 43837838 43837885 ATGGCCGAACCTACCTCTCT TGCCATTGATGGTAGTGGAA 179

Ad06A9004 Aradu.A06 9004 p2 (CT)6 12 43848113 43848124 TTCGAAAACTCTCTCTCTCATCTTC TGTCCTTGCTCCTGCTCATA 229

Ad06A9009 Aradu.A06 9009 p3 (TCT)6 18 43927220 43927237 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 183

Ad06A9012 Aradu.A06 9012 p3 (TCT)6 18 43935562 43935579 AAACCCACACCTCTCTCCCT TCTCGCATGACTCAGAGGTG 210

Ad06A9016 Aradu.A06 9016 p2 (GA)6 12 43984554 43984565 AGGAGATGGAGGGATGTGTG CCTAATTGGTGCAGGGATGT 233

Ad06A9018 Aradu.A06 9018 c* (AT)9(T)11* 28 43995946 43995973 TGGAGAATTTTTCTTGGCCT CAAATGCGATTCTCTCTCTCTTT 244

Ad06A9019 Aradu.A06 9019 p2 (AT)9 18 43998201 43998218 CGAGTTTTGATTGAACCTGGA AGGCCAAAGTTCCACATGAC 268

Ad06A9020 Aradu.A06 9020 p3 (ACA)6 18 44002639 44002656 GCACCAATGACAACACAAGG AAAAACAATGCCAAAAAGCG 222

Ad06A9022 Aradu.A06 9022 p3 (AGA)5 15 44121465 44121479 GGAAGGCTGTTGTTGGAGAA CCAATGTGATGAGTTGTGGC 216

Ad06A9024 Aradu.A06 9024 p2 (AT)8 16 44130741 44130756 ACACCTTCACACCACAAGCA GCAAGAAAAAGCAGCAAAAA 230

Ad06A9025 Aradu.A06 9025 p3 (AAT)5 15 44147013 44147027 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad06A9026 Aradu.A06 9026 p3 (TCT)5 15 44149691 44149705 CAAAACTCTTTCCCACCCAA GCCTTCGAGCAAGAGAAGAA 112

Ad06A9028 Aradu.A06 9028 c (T)10gtga(T)10 24 44172540 44172563 GAAACATGCAATTGACACCAA TGTTCTGCTGAAGCTTGGCT 228

Ad06A9029 Aradu.A06 9029 p3 (AGA)6 18 44174577 44174594 CTCGAAGGTGGAAGCTTTTG CTATACCTTGGCCGAATCCA 213

Ad06A9031 Aradu.A06 9031 p2 (GC)6 12 44259204 44259215 TTATTTGAAGCAGGGCAACC GACTCCACATATCCCCATCG 226

Ad06A9032 Aradu.A06 9032 p2 (GC)6 12 44259360 44259371 AGTCAGGCCAACTCTGTGCT GACTCCACATATCCCCATCG 138

Ad06A9033 Aradu.A06 9033 p2 (GC)6 12 44259681 44259692 TGGGGCAAAACTTCTCTCAC GGTGAGTGGTCGGAGACAAT 251

Ad06A9037 Aradu.A06 9037 p3 (AGA)26 78 44358344 44358421 ATCCAATCATCAAAATGGCG AGAGAGGCACAGAGCAGAGG 174

Ad06A9038 Aradu.A06 9038 p3 (AGA)6 18 44385422 44385439 TAAAATATTGCTCGCCCTCG AACACTTTCCCACACAAGCC 209

Ad06A9042 Aradu.A06 9042 c* (TTAT)8(TTA)8* 52 44410389 44410440 TGCCCTACTTTTACCCCAAA AATTTGAATCGGTGTGATTCG 268

Ad06A9052 Aradu.A06 9052 p2 (AG)6 12 44565363 44565374 TGATCAATTCAAATGCCAGAA AATTACAGAACACGCCCCAG 280

Ad06A9053 Aradu.A06 9053 p2 (TA)7 14 44566237 44566250 ATGGGTTTATCAACCTCCCC CAATGTTTTCTTTCCCATCTCA 278

Ad06A9056 Aradu.A06 9056 p6 (TTTTTC)5 30 44605723 44605752 GCTCAAAGCCTTGGATCCTT TGTCTTGATGTGGTGGCATT 257

Ad06A9057 Aradu.A06 9057 c (T)10cgttttcttttctttttctttcgaa(T)1045 44608648 44608692 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 238

Ad06A9058 Aradu.A06 9058 p2 (GA)7 14 44628703 44628716 CATTGCTGTCTCCGCTGTTA GTCACGCGAACATAACCCTT 240

Ad06A9059 Aradu.A06 9059 c (AGA)13tgatgatgatgaagaaa(AAG)571 44633406 44633476 TTCGAAAAAGACGAGAGACAGA TCAAATCTTTTCAAAATCAAATCTT 244

Ad06A9062 Aradu.A06 9062 p2 (AT)10 20 44657981 44658000 GCGTGCTTCTTTTCGATTCT TGTCTGGATTGTTCGCTCTG 243

Ad06A9063 Aradu.A06 9063 p2 (AT)13 26 44678779 44678804 TGATTTAGTTTTCAATTTGCTTTGA GGGTTAGCATATGACCCCAG 221

Ad06A9066 Aradu.A06 9066 p3 (TCT)7 21 44744885 44744905 TTCTACACCTTGGCCGAAAC TATCTCCCATGACTCGGAGG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9067 Aradu.A06 9067 p2 (GT)7 14 44756251 44756264 GATTTGAGCCCACTTACCCA TTCATCAACCAAAGTTCCCA 218

Ad06A9071 Aradu.A06 9071 p5 (TTATC)7 35 44809849 44809883 GTCCGATTTGTTGGACTTGG GATGAGGCAGTTCCCTTGAA 271

Ad06A9080 Aradu.A06 9080 p3 (AGA)6 18 44869382 44869399 GCTTTTGTCTTCCCTTTCCC ACCTCCCCTTCTCCTCCATA 180

Ad06A9081 Aradu.A06 9081 p3 (CAG)5 15 44877453 44877467 GCCTTCAACCTTAACCACGA GCTGGATCACTCTTTGGCTT 273

Ad06A9085 Aradu.A06 9085 c (T)10aagatgaagaatgcacatcttgtcacaaattcagcaggtagctatccaagagc(A)1275 44914721 44914795 AAGCTAGCTCAGTGTTCGCC TGAATGGTAGAAAACACCCCA 223

Ad06A9086 Aradu.A06 9086 p2 (AG)7 14 44924650 44924663 TGAATGCTTGAACAGTGCATA TCCCCAATTAGAGGTGTCCA 264

Ad06A9087 Aradu.A06 9087 p2 (GC)6 12 44932874 44932885 GGATCATAGTCCAGCCGCTA AAGGATGATTTGGAGGGGAG 185

Ad06A9090 Aradu.A06 9090 p2 (CT)6 12 44957750 44957761 CCAATTAATCAACCAAAGCCA ATGCAGAGACTCCGGAGAGA 262

Ad06A9092 Aradu.A06 9092 p2 (CT)6 12 44996862 44996873 TCAACCAAAGCCAAGAATGT TGCAGAGACTCAGGAGAGATGA 279

Ad06A9096 Aradu.A06 9096 p2 (CT)6 12 45067288 45067299 GTTCAACGCCAGAAAGAAGC TGACATTCATTGCATTTTGC 252

Ad06A9097 Aradu.A06 9097 p2 (CT)7 14 45071508 45071521 CCATAAGCCAATTTGGAAACA CATCCATTCATGAGGGAGAGA 235

Ad06A9100 Aradu.A06 9100 p2 (AT)9 18 45077871 45077888 CAAGCTCACTGCCATTACCA ACTCAGCATTGCTTGAAGGG 262

Ad06A9104 Aradu.A06 9104 p3 (CGA)5 15 45117577 45117591 CTACTTCTGCCGCTGGAAAC CAGTCGTCACCATCTTGCAC 178

Ad06A9106 Aradu.A06 9106 p3 (AAG)5 15 45163307 45163321 AGAAGTGGTCTTGATGCGCT GCCGAATACACCTTTCTCCA 254

Ad06A9111 Aradu.A06 9111 p3 (AAG)5 15 45199738 45199752 TAGTGGACCAAAACAAGCCC GGATATGGTGGTGGTGGAAG 178

Ad06A9113 Aradu.A06 9113 p3 (AAG)6 18 45220540 45220557 TCTCCCTCGAGCAAGAGAAG CCAAAAACCCCACCTACCTT 229

Ad06A9114 Aradu.A06 9114 p3 (TAG)5 15 45243170 45243184 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 242

Ad06A9115 Aradu.A06 9115 p2 (TA)6 12 45260085 45260096 GGTGTGGCCAATCTTGAAGT TCCCAAAGATAGACACCTCAAAC 200

Ad06A9119 Aradu.A06 9119 p2 (CT)9 18 45324559 45324576 CCCAAATCCAAGTCCAGAAA CAATTGGGCAACATCAATCA 275

Ad06A9120 Aradu.A06 9120 p2 (CT)7 14 45330421 45330434 CCAGAGCTTATAAAGTGGGGG CAATTGGGCAACATCAATCA 278

Ad06A9122 Aradu.A06 9122 p3 (TTC)6 18 45347665 45347682 ATTTCTTTCCCACCCAAACC ACCCTCGAGCAAGAGATGAA 195

Ad06A9124 Aradu.A06 9124 p3 (CTA)6 18 45350374 45350391 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 244

Ad06A9126 Aradu.A06 9126 c (AT)9g(T)10 29 45357528 45357556 CGAAAAATTTTGAAATTGAAATCTG TCCGCTCATCAGTGTTCTTG 278

Ad06A9128 Aradu.A06 9128 p2 (CG)6 12 45393310 45393321 TCAGTGCCTCCCTCTCTGTT TGGTGTTTGGAAGTGTTGGA 165

Ad06A9129 Aradu.A06 9129 p2 (AT)9 18 45400377 45400394 GGGCTCAAATCTCACAAGGT GGCATTTTTGGGTGACAAGT 271

Ad06A9130 Aradu.A06 9130 p2 (TC)6 12 45426462 45426473 GCACTCTAAGGGCATTTTGC AGTTAGGTGGGGTTTTTGGG 235

Ad06A9131 Aradu.A06 9131 p2 (CT)8 16 45436902 45436917 GTCCTAGGAAGCTGTGTCGC TTTGTCCTGCATCTGTCTGC 243

Ad06A9134 Aradu.A06 9134 c* (TCT)7(TCTTCC)6*54 45443184 45443237 AGCCCTAGGCGATGAATCTT TGTTGGCTGGTTAGTTTCCC 259

Ad06A9138 Aradu.A06 9138 c (GC)6ggattgtcccaacctcatccacgcgtaagcgcgctgt(GC)661 45462668 45462728 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 192

Ad06A9139 Aradu.A06 9139 p4 (AAAT)6 24 45462888 45462911 CCTGCTTTTCTCCTTCCTCC TGCAAAGAATAAAAGTATGCAAATG 272

Ad06A9141 Aradu.A06 9141 p3 (CAA)5 15 45490292 45490306 GACTGCCCGAATCAAGGATA TTTGAGAGCACCAAGCCTTT 272

Ad06A9142 Aradu.A06 9142 p3 (AGA)6 18 45493515 45493532 CTTAGGTGCCAGCAATGGTT CACGGTCATCCCTTCTGTTT 177

Ad06A9144 Aradu.A06 9144 p3 (AGA)5 15 45514756 45514770 AGCCATAAGCAAGCCATTTG GCTCCTTGCCCTTTCTTCTT 224

Ad06A9145 Aradu.A06 9145 p4 (TTTA)5 20 45571569 45571588 GGAAAAAGAGAAAATGGATAGGA TTTTGTGTGTTTTCCTCCTTCA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9147 Aradu.A06 9147 p3 (TCT)6 18 45584983 45585000 CACCACCTGCTTCTACCCAT CTCCCAAGACTCAGAGGTGG 269

Ad06A9149 Aradu.A06 9149 p5 (CAGGC)6 30 45595566 45595595 TTTTAACAGGTCCAGGCAGG GTCTTGCATAGGGGTGGAAA 210

Ad06A9154 Aradu.A06 9154 p3 (GAA)5 15 45704805 45704819 AGTGGGGATAGGAAGGGTTG CCTCACTCCCGTGAGTTTTT 244

Ad06A9157 Aradu.A06 9157 p3 (ATC)5 15 45728068 45728082 CCCCCACATCTCATTCAAAC ATTGGAGTTACGGATCGCAC 170

Ad06A9160 Aradu.A06 9160 p4 (TTTA)5 20 45795058 45795077 CCAATACAGGATGGATCGGA TTCATCATTATTCTTTTATTGCTGC 272

Ad06A9162 Aradu.A06 9162 p3 (TCT)5 15 45822226 45822240 AGCCAAACCAATTCTCTCCC CAGAAGTGGAAGCTTTTGCC 203

Ad06A9164 Aradu.A06 9164 p3 (TCT)5 15 45832512 45832526 TCTTCCTCACCTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 207

Ad06A9165 Aradu.A06 9165 c (A)10tttatattttctaactaattttgaactactttttcgaaatttttttgatataaatttcagattttaatttcaattttttcgaaaaattttc(A)14115 45842857 45842971 TTGTGCCTTTTGTGTGTTTTTC TGCTTCCATATTGGATTACAAGAG 275

Ad06A9169 Aradu.A06 9169 p2 (AG)7 14 45875508 45875521 GGGTTTTGGGGAAGAATGTT AACGCCCAAAACAAGCATAG 228

Ad06A9171 Aradu.A06 9171 p3 (GAT)5 15 45915099 45915113 ATGGAGCTCAGGGGTAGGTT GTAGCAGGCAGTGAGGGAAG 227

Ad06A9174 Aradu.A06 9174 p3 (TTA)5 15 45970386 45970400 AAGCAGAGATCCAACAGGGA TCCCACGGAGATTTTTGGTA 200

Ad06A9181 Aradu.A06 9181 p2 (AG)7 14 46016634 46016647 AAACCTGGGATCGAGAGTCA TGGGCTATTTCTGACCCAGT 235

Ad06A9184 Aradu.A06 9184 p2 (AG)9 18 46031928 46031945 AAACCTGGGATCGAGAGTCA GGACCAGAAAGCACTGGAAG 265

Ad06A9185 Aradu.A06 9185 p2 (TC)7 14 46039911 46039924 CGCCGTGCAGTTTTTAAGTT GAAAAACCATAAGCGAAGCG 183

Ad06A9187 Aradu.A06 9187 p4 (TATT)5 20 46043031 46043050 TGGCCCAAAGCACTCTATCT TGAAAGCAAGAAAAAGCAGTGA 209

Ad06A9192 Aradu.A06 9192 p2 (TA)14 28 46097137 46097164 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTATCCCCTTA 209

Ad06A9193 Aradu.A06 9193 c (CACG)5cacacgcgcgcacacatgtgtgtatgtatgcatattaagtcacgtttggcatgcttgctttccttttttac(TA)6103 46101181 46101283 TCCTTATGGTTTGGTGACGA GAGGAAGCAGAAAGTGAGGG 277

Ad06A9194 Aradu.A06 9194 p2 (GA)7 14 46107434 46107447 AGAGAGGGCACATGGAGAGA CCATCTTGACGACAGCAGTG 260

Ad06A9197 Aradu.A06 9197 p2 (TA)8 16 46130632 46130647 CCATCCATGCAGATTTTGTG TCCACATCTCTGACAACCCA 181

Ad06A9199 Aradu.A06 9199 p2 (AG)6 12 46174027 46174038 GCCCTTCCTTGATTCAACAG GCTGGCTCCATTAGGGAGTA 237

Ad06A9200 Aradu.A06 9200 p3 (CTA)5 15 46178639 46178653 GCCCTTCCTTGATTCAACAG GAGGAGGCTGGCTCCATTAG 244

Ad06A9201 Aradu.A06 9201 p2 (CT)6 12 46237123 46237134 CACCTCAGGATCTGTGGACC TTTTTGGGGAAGAGGTGTTG 102

Ad06A9212 Aradu.A06 9212 c (T)10g(T)10 21 46407487 46407507 TTACCTTGGGGCATTTTGTC GGGAAGTTGGGTTTGGAAAT 217

Ad06A9220 Aradu.A06 9220 p2 (AG)6 12 46508594 46508605 GGAAGGTTGTTGCCTGTCAT CGACGATAATGGACACATGG 254

Ad06A9223 Aradu.A06 9223 p2 (TA)7 14 46519292 46519305 TGGGCACAGAAGTCACAAAG TTTAAACCGCAATACCGCTC 271

Ad06A9226 Aradu.A06 9226 p4 (TTCT)5 20 46524537 46524556 CGAAATTTGTTGCAACTACACA CATCGTCACCATCTTTTTCTTC 276

Ad06A9227 Aradu.A06 9227 p3 (AAG)6 18 46525107 46525124 TGAGAAGGTAAAACAAGAATGGAA AGTTGCAGCAAATTTTGGAGT 211

Ad06A9232 Aradu.A06 9232 p3 (ACT)5 15 46632151 46632165 CCTTTAATTGGGAATAAAACCA AGCTGAAGCGCCAGAAATTA 202

Ad06A9233 Aradu.A06 9233 p2 (TA)6 12 46636139 46636150 TGCGTTTTGAAAGTAATCTTGA TAAGCGTGGCCCAATAACTC 224

Ad06A9236 Aradu.A06 9236 p2 (TA)12 24 46664376 46664399 CGTTTTGGGTTCTGTGATGTT GGAACCTCTATCTCGAAACCG 275

Ad06A9237 Aradu.A06 9237 p3 (TTC)7 21 46666797 46666817 TCTCCTCCTCCTCCTTCTCC CACCACTCCGTCACCTTTTT 178

Ad06A9240 Aradu.A06 9240 p2 (TC)6 12 46697369 46697380 GCAACAAGGTAAGAAGAAAGCAA GATTTCTGGCCCAGTTTTGA 266

Ad06A9241 Aradu.A06 9241 c (A)10tttg(A)10 24 46705298 46705321 TGGCTCTTGAAAGAATGATGAA CCGGATACATACATGCCACA 271

Ad06A9242 Aradu.A06 9242 p3 (TTA)7 21 46714524 46714544 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9243 Aradu.A06 9243 p2 (TA)9 18 46717921 46717938 CTTGCGTGACTCTCTGTTCG GTGCTAGGTGGGAAACAACC 261

Ad06A9245 Aradu.A06 9245 c (T)10cgttttcttttcttc(T)1136 46767995 46768030 CCGGATACATACATGCCACA ACGGATCTGAAAAATCATTACAA 241

Ad06A9246 Aradu.A06 9246 p2 (TA)10 20 46798313 46798332 CAAGATTCAGTGATCCAGCCT TCGTGCAGAGGAATAGCAGA 279

Ad06A9248 Aradu.A06 9248 p2 (TC)7 14 46830980 46830993 AAAGGAACATTGAACCTGGAAA TAAAGTGGGGAATCCATCCA 188

Ad06A9249 Aradu.A06 9249 p2 (CT)6 12 46837663 46837674 GGAACATTGAACTTGGAAATTG TCAGCGATTTCTGGGCTATT 240

Ad06A9253 Aradu.A06 9253 p3 (AGA)5 15 46873255 46873269 TAAAATATTGCTCGCCCTCG CATCAACCTCCTCTTTCCCA 121

Ad06A9255 Aradu.A06 9255 p3 (TTC)5 15 46883161 46883175 CACACAACAAAACCCCCTCT CAGCCTTAGGTGCCATTGAT 183

Ad06A9259 Aradu.A06 9259 p3 (AGA)9 27 46922424 46922450 TTAGAATGTTGCTCGCCCTT CACGGTCATCCCTTCTGTTT 173

Ad06A9261 Aradu.A06 9261 p3 (TTC)5 15 46956313 46956327 GAACTTCCGGGTACTCTCCC GCTCCTCCCCCTAATGAAAG 191

Ad06A9264 Aradu.A06 9264 p2 (TG)6 12 46991920 46991931 CAATGAGTGCACAATTTCGG AAAGGATCCCTAGCTCGTCC 227

Ad06A9265 Aradu.A06 9265 p2 (CT)6 12 46996253 46996264 TCTCTCTCCTCTTTTTCAAAACTACC AGAAGAAGGAGAAGAAGAAAGAAGA 269

Ad06A9269 Aradu.A06 9269 p2 (TA)7 14 47045465 47045478 CTTCCAACTTCCTAGCCGTG TGCATTGTTAAGCCATTCCC 264

Ad06A9270 Aradu.A06 9270 c (TA)9(TG)7 32 47055577 47055608 CGAGGACGATGTTCGATTCT CAATCAAAGCCAAGATGCAA 278

Ad06A9273 Aradu.A06 9273 p2 (GC)6 12 47072518 47072529 AAGAAGCGGAAATGGAGGTT GTCCTCTCCCATTTTGCTCA 187

Ad06A9275 Aradu.A06 9275 p3 (CAT)5 15 47119872 47119886 TTGTAAAATCATCCTTTATCAGTTTTG GCCTTTTAGCCTCTACCTCC 262

Ad06A9277 Aradu.A06 9277 p3 (AAG)5 15 47138711 47138725 TGAAGAGCATAGCATGACGG TCTTGACTTTCCCATGGAGG 156

Ad06A9279 Aradu.A06 9279 p2 (AG)6 12 47145143 47145154 GGTGTGCTTTGAACACCAAA ACAAGGGACATTCGTCAAGC 221

Ad06A9281 Aradu.A06 9281 p2 (TC)8 16 47164253 47164268 CCCTCCCCTCTTTTTGTCTT TGAGAGAGCGGAGAGAGAGA 231

Ad06A9282 Aradu.A06 9282 c (TC)7cttgtcctctttttcccctcccttctctctcttcttctctcccatt(TC)672 47164399 47164470 CCTCTTTCTCCACCTCGTCTT GGGAAAAATAGCGCAAAGAA 280

Ad06A9283 Aradu.A06 9283 c (AG)6aaggggaagggagggagagagagaagggggatgggaggaggagaggggagaagaggaaagagagagggagagatatgaggaggagagagaggagaag(GA)9127 47164935 47165061 GGGCAGAGAGGAGAGAAACA TCTCCATCCCCTTCCTTCTT 264

Ad06A9285 Aradu.A06 9285 c (GA)10aaa(AG)8 39 47165525 47165563 GGAGAGAGAGGGATAGGGGA TGAACTGAATTGAAACTGAACTGA 279

Ad06A9286 Aradu.A06 9286 c (AC)25(AG)7 64 47168819 47168882 CTGAAGAACTCACAGCGACG TCTGTGCTTGTCATGAAGCC 169

Ad06A9287 Aradu.A06 9287 p2 (TC)7 14 47172150 47172163 CTGCAAGCATAACCCTGTGA CATTGAACCTGAGATGAAGAAGAA 177

Ad06A9288 Aradu.A06 9288 p2 (AT)7 14 47186477 47186490 TTCCCAATTGGATTCATGGT TTTGAATCCTAGGTTATCTTGATCTTT 270

Ad06A9291 Aradu.A06 9291 c (A)11tttagattttaatttcattttttcgaaaaattttct(A)1259 47192856 47192914 TTTTGTGTGTTTTTCTCTTTCATCA TGATCATTCCCATTTAATTCCA 268

Ad06A9292 Aradu.A06 9292 p4 (TTAT)5 20 47207697 47207716 ACCCGAAATCCTTCATTTTG GGGAACATGGGTTAATAAGGG 276

Ad06A9293 Aradu.A06 9293 c (T)10cgaaaatctcttctttttttttc(T)1144 47298273 47298316 CCTTGGATCACAACTTTATTTCTT GGCTCTTGAAAGAATGAGGG 185

Ad06A9295 Aradu.A06 9295 p3 (TTC)5 15 47324299 47324313 AACCACTTTCCCTCCCAAAC TCTTCAGCCTTAGGTGCCAT 280

Ad06A9297 Aradu.A06 9297 p3 (ATG)5 15 47335622 47335636 TTGCTTGCCTGTATTGCTTG AGTGAAACCACATCACTGCG 177

Ad06A9298 Aradu.A06 9298 p2 (TC)21 42 47337766 47337807 CCTTAGCAGCGACTTCAACC TTGTGTTGGATCGTTTTCCA 260

Ad06A9299 Aradu.A06 9299 p2 (TC)6 12 47340457 47340468 GGGACATTGAACCTGTAATTGAA TTTTTGGTCCAGATCCAAGC 255

Ad06A9300 Aradu.A06 9300 p2 (TG)11 22 47345354 47345375 GGGTGAGTGTGTGAGTGTGG CGTTTTGAACCCTAATCCCA 125

Ad06A9301 Aradu.A06 9301 p4 (TACA)8 32 47346638 47346669 TTAGCCTGCGAAGTTAAGGC CCCTGTTCTCATCCCATACG 181

Ad06A9303 Aradu.A06 9303 p4 (TTCT)6 24 47357356 47357379 AGTCATGGTGCCCCTCAGTA TGAAGAACAACACAAGGAGGG 123
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Ad06A9308 Aradu.A06 9308 p5 (TTTTA)6 30 47389286 47389315 CCTAACCACTTTCTCTCTCCTCA CTACTGACTCCGATGGAGGG 267

Ad06A9311 Aradu.A06 9311 p3 (TAT)8 24 47407217 47407240 ACATTTCTTGAGGCCACCTG CACGCTGTGTTCTCCCACTA 207

Ad06A9313 Aradu.A06 9313 p2 (GA)6 12 47437841 47437852 AGAGAGGGAGGGGATCTGAA TTTGCAAAACCACCTAACCA 155

Ad06A9315 Aradu.A06 9315 p2 (TA)7 14 47456174 47456187 ATGAGTCCGCGATATTTTGG TTCACATCATACAATCACAATCCA 262

Ad06A9316 Aradu.A06 9316 p2 (AC)10 20 47458976 47458995 TCAAGGTTGTAATGGGTCCAA GGGGACAAAATTACCCCAAT 257

Ad06A9319 Aradu.A06 9319 p3 (TCT)6 18 47530413 47530430 CAACTTCTCTTTCCCACCCA TAAAATATTGCTCGCCCTCG 110

Ad06A9321 Aradu.A06 9321 p2 (GC)6 12 47548594 47548605 ATGCGGTTCTAGTTGGGTTG TTAAAGTGGGCCACGGATAG 138

Ad06A9323 Aradu.A06 9323 p4 (GTTA)6 24 47552616 47552639 TCCAACACTTCCAAACACCA CATTTAGGCAATAAGGGGCA 197

Ad06A9324 Aradu.A06 9324 p2 (GC)6 12 47555420 47555431 ATGATGCGGTTCTAGTTGGG AGGCTCCTAAAACCGCTAGG 171

Ad06A9325 Aradu.A06 9325 p2 (CG)6 12 47579023 47579034 TGTTAACTTGCGGATTGACG TTGAAGGAAGGACATGTACGC 279

Ad06A9329 Aradu.A06 9329 p5 (ATAAA)5 25 47647183 47647207 CCATGATGGAGAAAGGGAGA TTCGAAAATCTTCACCCAAAA 152

Ad06A9333 Aradu.A06 9333 p2 (GA)7 14 47697072 47697085 CAGAGAGAGAAGAGAGGGTTTGA CAAAAATCACCTTCCTCTTTTACA 240

Ad06A9341 Aradu.A06 9341 p2 (TA)7 14 47808338 47808351 TTGATGTGGTTGCATTGCTT AACCATTGATGCTCAAAGCC 272

Ad06A9343 Aradu.A06 9343 p2 (CT)6 12 47894994 47895005 TGGTGACAAGGGAAGACACA AGAAGGAGAAGCCTCCAAGG 149

Ad06A9344 Aradu.A06 9344 c (AGA)5tagaaaagat(AGA)1055 47904253 47904307 GAGGTAATGGAAGATGTGAGTGAG GCTGCCCAGTTTTCATTCTC 208

Ad06A9347 Aradu.A06 9347 p3 (AGA)6 18 47940104 47940121 CCGGTCTTAGGTGCCATAAA CCTTGGCCGAATACACATCT 160

Ad06A9348 Aradu.A06 9348 p2 (GA)6 12 47943462 47943473 CAGAGGAGAAGAGAGGGTTCAA TTTTCTTATCTTTTTCAAAACCACC 264

Ad06A9350 Aradu.A06 9350 p2 (GA)6 12 47980308 47980319 TGGTTTTGGTTGAATGCTGA GCTAAGTTTGGTGTTGGGGA 219

Ad06A9356 Aradu.A06 9356 p2 (CT)6 12 48041159 48041170 TGAACATTGAACCTGTGATGAA TCGCAGTGACAAAAATCAGC 249

Ad06A9359 Aradu.A06 9359 p5 (TTATC)5 25 48094561 48094585 CCTGGGTGCTCCAGTGTATT AAAGGCGATTCCCCTAAAGA 122

Ad06A9361 Aradu.A06 9361 p5 (TTATC)5 25 48144989 48145013 CCTGGGTGCTCCAGTGTATT AAAGGCGTTTCCCCTAAAGA 122

Ad06A9363 Aradu.A06 9363 p2 (CT)7 14 48162435 48162448 AATAAACGTTTGCCACCCCT TCACGAAAAAGCACACCAAA 130

Ad06A9370 Aradu.A06 9370 p2 (AG)8 16 48281206 48281221 GCAGGAATGGATCACCGTAT AACCACCACCCCTCTTCTCT 279

Ad06A9371 Aradu.A06 9371 p3 (TCT)6 18 48305459 48305476 TGGATTAAGCCATCACAGTTACA GCAAACTGAGCACGAACAAG 162

Ad06A9372 Aradu.A06 9372 p3 (GAA)5 15 48339532 48339546 CCCCTAATGAAAGTGGGGTT CGGAGAGCTATTTTGGTTGC 166

Ad06A9374 Aradu.A06 9374 p3 (AAG)5 15 48348553 48348567 TGGTCCAACATGAGAAAGCA ACCCCTTTCATTGGGTTAGG 225

Ad06A9375 Aradu.A06 9375 c (T)12gaatagaaatgc(T)1034 48373493 48373526 TCCCCAATTAGAGGTGTCCA TGGTTCATGAATGTTGGCTC 227

Ad06A9378 Aradu.A06 9378 p2 (AG)7 14 48421218 48421231 AGGAGATGGAGGGATGTGTG GCCTAATTGGTGCAGGGATA 263

Ad06A9379 Aradu.A06 9379 p5 (AATAA)5 25 48421715 48421739 GCTTTCAAACGCCAGAATGT GGAGGCAGCCCAATTTTATT 276

Ad06A9382 Aradu.A06 9382 c (T)10gaaaattttttcgaaaaaaattgaaattaaaatctgaaatttatataaaaatttcgaaaaagtggttcaaaattagttagaaaatacaaaa(T)10111 48490261 48490371 TGATCATTCCCATTTAATTCCA TTGTGTCTTTTGTGTGTTTTTCTC 279

Ad06A9385 Aradu.A06 9385 p3 (TCT)5 15 48528753 48528767 CCTCTTCCCAATTACCCCAT CCCTCGAGCAAGAAAGAAAA 274

Ad06A9391 Aradu.A06 9391 c (A)12(CA)6 24 48618740 48618763 TCCCCTATTTTCCAGTTCCC TTGTGCAGACGCACACTACC 258

Ad06A9394 Aradu.A06 9394 p2 (TG)7 14 48659832 48659845 TTCCTGTAGAGCCTGAGGGA TATTCTCCGGTGCACAAACA 267

Ad06A9396 Aradu.A06 9396 p2 (AT)7 14 48732043 48732056 GGAGGGTGTTGTTGCCTAAA CCTAACGTCAAAATGGCACC 211
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Ad06A9397 Aradu.A06 9397 p3 (AGA)7 21 48734965 48734985 AACTACAATGTTGCTCGCCC CTAAACCCCTCTCCCTCCAC 176

Ad06A9400 Aradu.A06 9400 c (A)10gagaaaaa(T)1028 48756782 48756809 AAGGCTTTGAGCACCACTGT CTGGAATTTGATCATGCAGC 278

Ad06A9401 Aradu.A06 9401 p2 (AT)9 18 48759602 48759619 TTGGGTAGCTAGGCATGATTC TGGGGTCAAGGTAAAGGTGA 137

Ad06A9404 Aradu.A06 9404 c (T)10cacaagcttttgctttttcactgctttttcttgcttcaagaatcaatttcatga(T)1074 48842226 48842299 GCCTTTTGGTTTTAAGGGCT TGTGGTGGCAATACTTTTTGTT 278

Ad06A9410 Aradu.A06 9410 c (T)12gaaaatagggatgaa(T)1340 48955624 48955663 ACATGGCTTTACAACCAGCC TTGCCAGGGATATTTTCGAG 236

Ad06A9418 Aradu.A06 9418 p3 (AAG)5 15 49032613 49032627 GGGAAACAAATCAAGCAACG TCAGCACTTGATCGTCTTGG 218

Ad06A9423 Aradu.A06 9423 p2 (CT)6 12 49067561 49067572 TAGGATTGCACAATAGGGGC TTTGGGGAAGAGACATGGAG 226

Ad06A9424 Aradu.A06 9424 p2 (TA)10 20 49071445 49071464 CCTTGACCCCATTACAACCTT CCGCTCATCAGTTATTCACTTG 247

Ad06A9431 Aradu.A06 9431 p3 (TTC)5 15 49128974 49128988 TTTGGGTAGAGCAATGATCAACTA CCCCAACCTAATCCAATGTG 257

Ad06A9433 Aradu.A06 9433 p3 (CTA)5 15 49154540 49154554 GCAGAGATGTTGCAGATGGA CATCACTCAAAGGCACATGG 212

Ad06A9436 Aradu.A06 9436 p4 (TTTC)5 20 49181286 49181305 GCGATCTGGGCGTTAATAGA CCAAAAAGAACACCGAAGGA 235

Ad06A9437 Aradu.A06 9437 p3 (GAA)5 15 49223689 49223703 CATGAGAATGAGCAAAGCTCC TCAACCCAAACACTCACCAA 246

Ad06A9442 Aradu.A06 9442 p2 (AG)7 14 49254188 49254201 TGGCACTCCTTATAGCCACC CTTCTTTCCATTGCTGCTCC 251

Ad06A9444 Aradu.A06 9444 p3 (AGA)5 15 49286663 49286677 GGTCCAGCATGAGAAAGCAT TGGGTTAGGGAGCTCTGTTG 208

Ad06A9445 Aradu.A06 9445 p3 (GAA)6 18 49289303 49289320 CTCCCAAGACTCAGAGGTGG ATCCATCTCCCGTCACTCAC 200

Ad06A9447 Aradu.A06 9447 p3 (ATT)5 15 49291664 49291678 AAACTTGGACGTTGGCTTTG GTAGGAACAGGGAAAAGGGC 206

Ad06A9452 Aradu.A06 9452 p2 (GA)7 14 49357584 49357597 ATTAGGGTTGGGTTTGGGAG CAGCAATCTGGCGTTAAACA 270

Ad06A9453 Aradu.A06 9453 p2 (GA)7 14 49360627 49360640 CAGAGGAGAAGAGAGGGTTCG TTTTGAAAATCACCTTCCCC 242

Ad06A9456 Aradu.A06 9456 p2 (TA)9 18 49393910 49393927 CATTTTCCAATCACAACCCA TTGTCAACATCGGTGGGATA 263

Ad06A9460 Aradu.A06 9460 p2 (AG)11 22 49455738 49455759 AAACCTGGGATCGAGAGTCA TACGAAGGGATTTTTGTCGG 234

Ad06A9464 Aradu.A06 9464 p2 (CA)9 18 49512869 49512886 GAGTCCTTTGACTTGCAGGG TGAGAGTGCTTTCCTGGGAT 266

Ad06A9466 Aradu.A06 9466 p5 (TTATC)5 25 49527942 49527966 TGATCCTTTATCACCGGAGG AGGGCGGTACCCTTAAAAGA 227

Ad06A9470 Aradu.A06 9470 p5 (TTATC)5 25 49559028 49559052 CACCAGAGGGTGGTGGTACT GCAGCCCAAGCCTATAGAGA 236

Ad06A9471 Aradu.A06 9471 p2 (AC)10 20 49562084 49562103 TCATTCCAAGCCAAGATTCC CCCAAGGACCTAGTGACCAA 235

Ad06A9472 Aradu.A06 9472 p3 (GAA)5 15 49573207 49573221 CCAATTTCAACAACAATTGCC TAGCACTGGGAGAATACCCG 148

Ad06A9475 Aradu.A06 9475 p3 (AGA)6 18 49601450 49601467 TTAGAATGTTGCTCGCCCTC TATAGCCAAATCCCACCCAA 122

Ad06A9476 Aradu.A06 9476 p2 (GT)6 12 49618983 49618994 CGCAAAAACACCATCACATC GCCGTGTGTGGGTTCTAAGT 134

Ad06A9477 Aradu.A06 9477 p2 (TA)6 12 49619111 49619122 ACTTAGAACCCACACACGGC CGGCTCAAAACTCACATGTTT 261

Ad06A9478 Aradu.A06 9478 p2 (GA)6 12 49623617 49623628 CTGGCCTTAGGTGCCATAAA ACAAGATCCCCACCTATCCC 173

Ad06A9479 Aradu.A06 9479 p2 (TC)6 12 49624863 49624874 GTTATGAAGTGGGGGAATGC TGGAAATGCCTCAATACCATT 279

Ad06A9480 Aradu.A06 9480 p3 (AGA)6 18 49630401 49630418 CCAGCCTTAGGTGCCATAAA TCTCTTTCCCACACAAACCC 272

Ad06A9484 Aradu.A06 9484 c (A)10taataaat(AATA)538 49673687 49673724 GCCCTGTTTCTCCCCTATTT TGGAAATGCAATAAACAAAAGAAA 229

Ad06A9485 Aradu.A06 9485 p2 (AT)7 14 49689231 49689244 TTGAGAATGGGAAACTTGGG GGGCATTTTTGTCCCTTTTT 222

Ad06A9487 Aradu.A06 9487 p3 (TCA)6 18 49716487 49716504 CCACTCAACATTCCCATCAA GGCGGTTTGGAATAAAGGAT 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9488 Aradu.A06 9488 p2 (AT)8 16 49739031 49739046 AATAGCCCACCATATGCAGC ATTGCTCAAACACGCACAAG 178

Ad06A9490 Aradu.A06 9490 p2 (CT)9 18 49741140 49741157 ACAGGAATAGGGTGCGACAG CCAAATAGTGGAGGTGGAGG 195

Ad06A9491 Aradu.A06 9491 p2 (AT)9 18 49772437 49772454 CCACGCGTATATCGTTCCTT GGTTTGCCAAAAGCACAACT 231

Ad06A9492 Aradu.A06 9492 c (A)10gaacaaacaaaagaaaaaaatacaagaaaaataagagaaaaagaaaagaaaaaaatcaat(TAAA)590 49774363 49774452 ACGTTTGGTTTGGGAATTGA TGGGGTAATTTTGTCCCCTT 211

Ad06A9493 Aradu.A06 9493 p3 (TTC)6 18 49785394 49785411 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 135

Ad06A9494 Aradu.A06 9494 p4 (TTAG)8 32 49790578 49790609 TCATCCAACACTCCCAAACA AAGCATGAAAAACTCAAAACCAA 269

Ad06A9495 Aradu.A06 9495 c (T)10cgaaa(T)10 25 49793169 49793193 GCACACTCTTGTTGCCTTGA TGGCTCTTGAAAGAAGGAGG 190

Ad06A9496 Aradu.A06 9496 p2 (TA)9 18 49819027 49819044 GATTCATCCCATGCTGGAAC TGGGTGCACTAAATGGATCA 162

Ad06A9499 Aradu.A06 9499 p2 (CT)6 12 49877540 49877551 ACACTTCCGGATCTGTGGAC GAAGGGTTTTTGGGGAAGAG 108

Ad06A9502 Aradu.A06 9502 p3 (TTA)11 33 49891809 49891841 CCAGAGTCCTTCTGGACTGTTC CCACTTTCTCTCTCCTCATTTTT 277

Ad06A9503 Aradu.A06 9503 p2 (TA)12 24 49892386 49892409 AGACCAACGCTCTAGCCAAT CTTGCTGGTTAGTTGTGCGA 235

Ad06A9506 Aradu.A06 9506 p2 (TG)12 24 49984797 49984820 AGTTGTGAAGGCAAAAGGGA AGGAAAGGATTCGTTAGCCC 225

Ad06A9508 Aradu.A06 9508 p2 (AT)8 16 49999377 49999392 ATCCTAACGTCAAAATGGCG AAAGCGAGAGGGGTGAGAAT 179

Ad06A9509 Aradu.A06 9509 c (A)10tttggc(A)10 26 50027263 50027288 TTGTTGGCTCTTGAAAGAATGA AGGCCTGGATTTTGTTTCCT 263

Ad06A9518 Aradu.A06 9518 p2 (AT)10 20 50135278 50135297 CCTTGCCGACCTGTAGAGAG TTTTATGAGGCACCAAAGCC 160

Ad06A9519 Aradu.A06 9519 p2 (GC)6 12 50140558 50140569 GTGTGCCTCGATTGGCTATT CGATGCCTTGATGTGTTTGT 236

Ad06A9520 Aradu.A06 9520 p2 (CT)9 18 50143353 50143370 CCCCCTTCCCTCTATAACCA GTAGCAAGGTGTGAGTGGCA 272

Ad06A9523 Aradu.A06 9523 p2 (TG)9 18 50161925 50161942 GGCGCCATTGAGATTACAGT CACCCCAAGCCAAGATTCTA 221

Ad06A9525 Aradu.A06 9525 c (AG)18(TG)7 50 50214587 50214636 CCCAAAGAAAAACAAGACACAA TTCTCTGTTCCAAACCCTGG 180

Ad06A9527 Aradu.A06 9527 p2 (TA)7 14 50220829 50220842 GTTTTTGACTGCTCCACCGT ATTCCCAGCGGAGTTTTCA 257

Ad06A9529 Aradu.A06 9529 p2 (AT)8 16 50222950 50222965 TTTTAATCTTTCGCTGCCGT TTTGATAAAGACGTCTAAAATGCTT 256

Ad06A9530 Aradu.A06 9530 p2 (TA)6 12 50223946 50223957 GAGCGCACTCACTCTTTTGA ATGCCAAGATATCTGACGGG 277

Ad06A9531 Aradu.A06 9531 p3 (TGA)6 18 50230030 50230047 GGTGCTTATTAAGAGGGTGAAA TTGTGCAAATGATAAGAAAAGCA 258

Ad06A9540 Aradu.A06 9540 p3 (AGA)6 18 50303807 50303824 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 146

Ad06A9545 Aradu.A06 9545 p2 (AT)7 14 50345464 50345477 TCGAGTTTGGACAACTGACG TGGGAAAATTTGAAAACATGC 228

Ad06A9546 Aradu.A06 9546 p2 (AG)7 14 50350257 50350270 GGATCACTGACCTCAGACCC CCACACCATTCGAATTTCCT 263

Ad06A9550 Aradu.A06 9550 p2 (GA)8 16 50380470 50380485 GGAGAAGAGCAAATTCGAACA TTGAAAACAACCAACCACTCA 259

Ad06A9551 Aradu.A06 9551 c (AGA)5aagaaagaaagaagaagaaagaag(GAA)554 50385928 50385981 AGAGGTGATGGAGGATGTGG GCGCGATTTACACAAACTGA 259

Ad06A9558 Aradu.A06 9558 p2 (TC)6 12 50462483 50462494 ACCATTGCATTTTGGTTGTG CGCATAATGTCCATGCAGTC 228

Ad06A9559 Aradu.A06 9559 p3 (AAT)19 57 50463550 50463606 TTCGTTGCAAAGTAAGCACA TCCATCGCGATCAGTAACAG 217

Ad06A9562 Aradu.A06 9562 p3 (AGA)5 15 50501011 50501025 GCCAAGACAGGGGACACTAA TTACCTCTAGCTGGGTTGCC 149

Ad06A9564 Aradu.A06 9564 p2 (AT)6 12 50560558 50560569 AACCTGTGAAGCTAAGGCCA TGTTGCCACCATTACCATGT 200

Ad06A9565 Aradu.A06 9565 p2 (TC)6 12 50566369 50566380 TGAAAAGCAAGTAATGAAAAAGGA TACAAAAATCAGCGTGGCAG 278

Ad06A9568 Aradu.A06 9568 p3 (TAG)5 15 50584982 50584996 GAGCAAGGGCGTGATCTAAG CATGTCTGATGATGATGAGAAAAAT 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9576 Aradu.A06 9576 p2 (AT)7 14 50706919 50706932 CCCCTTGTCTTACCAAGTTCC TATATTGGGGGTGGACGAAT 132

Ad06A9578 Aradu.A06 9578 p3 (GAA)56 168 50723658 50723825 AGAGGGATCAAGTGTGGACG ATCTTGTAATCCCCAAAATAAAAA 257

Ad06A9580 Aradu.A06 9580 c (CT)6catctctttctatttatttgctaacacttctcttccacttataattcgaaccctt(TC)1597 50728288 50728384 TTTTGCACTTCCAATTTTCG TCCGCTCATCAGGTAGAAAGA 227

Ad06A9588 Aradu.A06 9588 c (CT)9cg(CT)10 40 50793206 50793245 TTAGGCGGACACCAAGTAGG GAAGGGGAGAGGAGGAGAAA 203

Ad06A9593 Aradu.A06 9593 p2 (TC)7 14 50808357 50808370 GAAACCCTAGGGAGGACCAG CCGACAAAAATCAGAATCGG 254

Ad06A9594 Aradu.A06 9594 p3 (ATT)19 57 50812587 50812643 TTGAGTAGAAAATAAAACTCCATAAGC TTCATTATCACATGAATTACCATCA 243

Ad06A9595 Aradu.A06 9595 p3 (TCT)8 24 50815363 50815386 CACGCTGGAGTGTCTAACGA GGTACGAGAATGACCAGGGA 179

Ad06A9608 Aradu.A06 9608 c (A)13t(A)10 24 50899415 50899438 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 239

Ad06A9612 Aradu.A06 9612 p3 (TTA)6 18 50915682 50915699 TTAAAGGCGTGGGTCTTTTG CCAAAACTGATTCCCATCGT 141

Ad06A9620 Aradu.A06 9620 p2 (AT)6 12 51016723 51016734 CCTAACCAATTTCTCTCTCCTCC AGCATATGACCCCAGAGTCC 211

Ad06A9625 Aradu.A06 9625 p2 (AG)6 12 51070058 51070069 CGGAAAAGCACACCAAACTT AATAAACGTTTGCCACCCCT 125

Ad06A9627 Aradu.A06 9627 p3 (AAG)5 15 51077893 51077907 GCTTTTGTCTTCCCTTTCCC ACACCTTTCCCCACTCTCCT 184

Ad06A9629 Aradu.A06 9629 p3 (TTC)7 21 51103235 51103255 TCCTTTTTGGCCGAATACAC GGTGGAAGCTTTTTCTTCCC 210

Ad06A9631 Aradu.A06 9631 p3 (AGA)7 21 51128912 51128932 AGTGGTCTTGATGGGCTTTG TTCTTGGCCGAATACACCTC 259

Ad06A9632 Aradu.A06 9632 p2 (TC)7 14 51131260 51131273 TGGGTCACTTTACTCCCGAA GACGAAAGGAACAAACGCAT 191

Ad06A9635 Aradu.A06 9635 p2 (CT)6 12 51159158 51159169 CAGAAAAGGGCAAGAAGCTG GGGAAAAGGTGTTGAGGTGA 218

Ad06A9640 Aradu.A06 9640 p2 (AT)7 14 51175603 51175616 ACTCAGCCTGTGAAGCCAAG TCCTCGCTAGGTGTCTGGAT 203

Ad06A9642 Aradu.A06 9642 p2 (TA)7 14 51193417 51193430 TGCGATCTATTAATCTCCATCG TCATTGACAAAAACACAAAATGAA 219

Ad06A9646 Aradu.A06 9646 p2 (TC)6 12 51196600 51196611 GTGTCCTCGGTTGATTGGAT AAAGGAATGAAGGGAAGGGA 212

Ad06A9647 Aradu.A06 9647 p6 (TTTTTA)5 30 51199440 51199469 TACAGGAAAGGGGTGGTGAG AAGCAACCGAAACAGGAGAA 255

Ad06A9648 Aradu.A06 9648 p3 (GAG)8 24 51207416 51207439 TGCGCTTCTTCTTTTCTGGT CTCGAGCCCGAGTAAATGAG 170

Ad06A9649 Aradu.A06 9649 p2 (AT)13 26 51217241 51217266 CCTCACTGGGTGTCTGGATT AAGTTAAGGTTGGCCGGAGT 228

Ad06A9650 Aradu.A06 9650 p2 (CT)7 14 51226757 51226770 AATAAACGTTTGCCAGCCCT CGGAAAAGCACACCAAACTT 127

Ad06A9653 Aradu.A06 9653 p2 (TA)6 12 51252152 51252163 CAAAGTCAACATTATTGGGTATGTTC TGTGGGAGGAATTGACAGAG 246

Ad06A9656 Aradu.A06 9656 p3 (ATT)5 15 51273171 51273185 AAATATTCTCCGGCCAACCT TTACCTCTCCGACCTCGAAA 236

Ad06A9657 Aradu.A06 9657 c (A)11ggattgaaaatttatattgcatagtaatgaaggtaaagtcaaaaaaaaga(T)1071 51278512 51278582 TGGATAGGAGGTTGAATGGTTT AAGCGTGGTGATAGCCTTGT 263

Ad06A9658 Aradu.A06 9658 p5 (ATTAG)5 25 51285049 51285073 TGACTAGGGAATACAAAACGGT TTTGTTTTCAAGATTTGTTAGAAGATT 278

Ad06A9663 Aradu.A06 9663 p3 (GCT)5 15 51306562 51306576 AGCTGAGGAGGAAGAGGGTC CACATGTCCGTGGCATACTC 230

Ad06A9665 Aradu.A06 9665 p2 (AT)8 16 51318618 51318633 AGGGGGAAAAAGGAGAAACA AATTCCAACGTCAAAATGGC 142

Ad06A9667 Aradu.A06 9667 p2 (AG)6 12 51327195 51327206 AAAACCTGGATCGAGAGTCA TTTACAGAATACGCCCCAGC 230

Ad06A9671 Aradu.A06 9671 p3 (AAT)6 18 51358613 51358630 GACATCCAGAGCTTTCCAGC TTGGATGTTGGCTTTGTGAA 221

Ad06A9672 Aradu.A06 9672 p3 (TCT)5 15 51409341 51409355 CATACCCTCCCCTCTCCCTA ACTGGTGGACGAAATTGGAG 263

Ad06A9673 Aradu.A06 9673 p2 (TA)7 14 51425391 51425404 TGTCTTTTCCCTTGCCTTTG TAGCTGCGCCACACTGATAG 205

Ad06A9674 Aradu.A06 9674 p3 (TCT)8 24 51444339 51444362 AATACACATCCCTCTCCCCC CTAGAGGTTTCTCCGGCCTT 168



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9677 Aradu.A06 9677 p3 (TAC)5 15 51517340 51517354 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 280

Ad06A9680 Aradu.A06 9680 c (T)11atatttttaatttttttatttttttttagtattttatttag(TTAT)676 51550648 51550723 TGCAAAGAATAAAAGTATGCAAATG CCTGCTTTTCTCTCTCCTCCT 279

Ad06A9681 Aradu.A06 9681 p2 (CG)6 12 51550877 51550888 GGAGAGAGAAAAGCAGGGTG TGCACTTCTGCAACTTCTGG 139

Ad06A9685 Aradu.A06 9685 p3 (TCT)7 21 51591560 51591580 ACCCACACCTCTCTCCCTCT GGATCACCTTTTCTTTGCCA 279

Ad06A9689 Aradu.A06 9689 p3 (TTC)6 18 51603139 51603156 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad06A9690 Aradu.A06 9690 p2 (CT)6 12 51607249 51607260 GGAACATTGAACCTGAAAATTGA TACCAGAAAATGCTGGGGAC 269

Ad06A9692 Aradu.A06 9692 p3 (ATG)7 21 51613685 51613705 TCAAGACCTTTTTGGCGTCT TGAAAAATGGTAGCAAGGGAA 277

Ad06A9694 Aradu.A06 9694 c (TG)13taccgacgcttgtttttttcaatgtgtacaagtgtgatgcgactttttttctgttatttttttcgcagt(GTGC)7123 51621584 51621706 TCTTTTGGGTTTCATTTTGCTT AACAAGCGTCGGTACACACA 279

Ad06A9697 Aradu.A06 9697 p3 (AAT)6 18 51629742 51629759 AACAGGGGAAAAGGCACTCT TTGGATGTTGGCTTTGTGAA 200

Ad06A9698 Aradu.A06 9698 p2 (AG)6 12 51647788 51647799 AATGACCAATTCAAATGCCG AATTACAGAACACGCCCCAG 276

Ad06A9701 Aradu.A06 9701 p3 (GAA)5 15 51659203 51659217 CCCCTAATGAAAGTGGGGTT ACCGGAAAGCTATTTTGGCT 161

Ad06A9703 Aradu.A06 9703 p3 (GAA)5 15 51666179 51666193 CCCCTAATGAAAGTGGGGTT ACCGGAAAGCTATTTTGGCT 161

Ad06A9704 Aradu.A06 9704 p2 (AG)6 12 51672576 51672587 TGGATCCAGAGTTATTCTCAAAA CGCCAATTTCGAGTTTTCAT 105

Ad06A9708 Aradu.A06 9708 p3 (TTC)5 15 51677496 51677510 TATTCACGCGTTTCGTGTTG AGCCACTTGATTGGGTTCAA 162

Ad06A9709 Aradu.A06 9709 p3 (TTA)7 21 51678830 51678850 TTTTGCGAATTCACTTTTTGAA GCGTGTCTGCTAGTACGCAT 241

Ad06A9713 Aradu.A06 9713 p3 (ATT)5 15 51749556 51749570 AGGAGGCTGCCAAATCTTTT CAAAAGCACAACAGAAGCCA 143

Ad06A9714 Aradu.A06 9714 p2 (CG)6 12 51753196 51753207 CGCCACTCTCAGAATAAGCC TGGTGTTTGGAAGTGTTGGA 210

Ad06A9720 Aradu.A06 9720 p2 (CT)6 12 51807802 51807813 CGAAAACCATTAACCATTTTTCA GGGTGAGGTAGATAGAGGCG 192

Ad06A9722 Aradu.A06 9722 p4 (TAAC)5 20 51837627 51837646 AAAAACAATGCCAAAAAGCG TCCAACACTTCCAAACACCA 238

Ad06A9724 Aradu.A06 9724 p2 (CA)7 14 51871192 51871205 GGTTGCAACAAGGAAAGGAA ACAATTTCGGTTGTGAAGGC 239

Ad06A9725 Aradu.A06 9725 p2 (CT)6 12 51875044 51875055 CAGAATTGGCATGAAGAGCA TTTTTGGGGAAGAGGTGTTG 160

Ad06A9727 Aradu.A06 9727 p3 (AGA)6 18 51887183 51887200 CTCGAAGGTGGAAGCTTTTG TACACCTCTCCCCCTCTCCT 198

Ad06A9731 Aradu.A06 9731 p2 (AT)6 12 51919308 51919319 GCAACATTCATTTATCCAGCC TGAATAGGTCAGGACCTGGG 123

Ad06A9736 Aradu.A06 9736 p2 (AT)6 12 51975122 51975133 TCCCAAGTTGAATCCTTGGT TTTTTATTTTGCATTCGGGG 263

Ad06A9742 Aradu.A06 9742 c (TA)6tgcatgc(A)1029 52019799 52019827 GGTGGCATTGCTTTTGTTTT TCCTTTTCCTGCATTTTTGG 206

Ad06A9745 Aradu.A06 9745 p3 (TCT)6 18 52046536 52046553 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 212

Ad06A9746 Aradu.A06 9746 p2 (AG)6 12 52056929 52056940 AAGAGGAAGGAGAAGCGAGG ATGTCTCCCTTTGGGCTTCT 255

Ad06A9749 Aradu.A06 9749 p5 (AAAAT)6 30 52064330 52064359 TGAAGCAAGAAAAAGCAGTGG TCCCCAATTAGAGGTGTCCA 176

Ad06A9750 Aradu.A06 9750 p2 (TA)10 20 52075974 52075993 TGGCAATAATTTGGCCTGTT CATCAAAACAAATAACCTTAATCACAA 277

Ad06A9754 Aradu.A06 9754 p2 (GA)7 14 52110564 52110577 TGTTTTCCCTGTAAACAAAACAAA GCTAAGAAGCACTTCGAGCAA 250

Ad06A9759 Aradu.A06 9759 p3 (GAA)6 18 52117899 52117916 GGTAGGTTTCTTTGGCTCCC ACCACAACAAATCACGCAAA 160

Ad06A9760 Aradu.A06 9760 p2 (AT)6 12 52118916 52118927 CGATTGTATCAATTCGTTCCC GCCTGTCGAAAACGACTCTC 194

Ad06A9761 Aradu.A06 9761 c (TAA)6tcagtttgttgatatatggtgcttgtaaatgagaattaatc(AT)875 52121362 52121436 CCAAAGCCTATGACCAGCAT AAAAACCGCCATTTTAACCA 232

Ad06A9762 Aradu.A06 9762 c (AG)8g(GA)6 29 52123937 52123965 ATCTAAAACCTCTGCGTCGG GCGATGCCTCTTCAGAGTTC 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9764 Aradu.A06 9764 c (T)10gtaacaaaaattagtaattgttacataacaataatgttttgtaagaacaatacaatttcttacaaaacgttttgatattttgtaacgacttga(T)13116 52137685 52137800 TGGGTTAACGAGAAGATTTAGGG TGGTTCGTTACAAAAGCCAA 251

Ad06A9769 Aradu.A06 9769 p3 (AGA)5 15 52200794 52200808 CTTGGAGGTGGAAGCTTTTG CCCTCCCTCCTTCTTCATTC 255

Ad06A9771 Aradu.A06 9771 p2 (TC)6 12 52224754 52224765 GGAAGTTGCCCTGTCTTTTG TGGACAGAGATAGGCTTCGC 267

Ad06A9773 Aradu.A06 9773 p2 (TA)9 18 52230218 52230235 TCAGCGGCTACGATGAATAA TGGGTATCCACAACCACAAA 215

Ad06A9774 Aradu.A06 9774 p3 (TGA)5 15 52233068 52233082 GGTCATCTTGTGGGTAGCGT TAGCTTCAACTGCCGAGGTT 226

Ad06A9779 Aradu.A06 9779 p2 (TG)7 14 52302965 52302978 AAATCGCCAGGTACGTGTTC AAATTACCCCCAAAAAGCGT 166

Ad06A9784 Aradu.A06 9784 p2 (AT)7 14 52394780 52394793 GCCTCAGGGCAACAGATAAA GCTTAACGCAACCCAAGAGA 214

Ad06A9785 Aradu.A06 9785 p2 (AT)10 20 52394938 52394957 ATCTCTTGGGTTGCCATAGG GGGCAGAAGGCTTATTGAGA 106

Ad06A9787 Aradu.A06 9787 p2 (AT)7 14 52401474 52401487 GCCTCAGGGCAACAGATAAA TTGCTTAATGCAACCCAAGA 140

Ad06A9788 Aradu.A06 9788 p2 (AT)9 18 52401593 52401610 GCCTCAGGGCAACAGATAAA TGCTTGAGGCAACCTAAGAGA 267

Ad06A9792 Aradu.A06 9792 c (AAT)10(AGT)16 78 52442328 52442405 CAAAAATTTAATCCTTGAAGCAAAA TTTGTAGGGGGAGAAGACATTT 274

Ad06A9793 Aradu.A06 9793 p2 (AT)8 16 52453286 52453301 TCATTGAAGCAAAAGAAATAGCA TCCATTCCACCCAAATTCAT 263

Ad06A9797 Aradu.A06 9797 p2 (CT)6 12 52482134 52482145 TCGTTCCGGGCAGTAATATC TTCCATCGATCCAATCCCTA 257

Ad06A9799 Aradu.A06 9799 p3 (AAG)6 18 52504650 52504667 GCTTTTGTCTTCCCTTTCCC CACCACACAACCCCTCTTCT 223

Ad06A9801 Aradu.A06 9801 p3 (AGA)6 18 52563132 52563149 ATGTTTCTCCGGCCTTAGGT ACCGAACATAACCCCTCTCC 249

Ad06A9802 Aradu.A06 9802 p2 (GA)7 14 52563458 52563471 GAGGTGATGGGGAAGAGTGA GTTAAACGCCAGGATTGCAT 223

Ad06A9803 Aradu.A06 9803 p3 (AGG)5 15 52567487 52567501 AGCGGAGGAAGAAGAGGAAG ACCAAAACGCCAAAAAGTTG 232

Ad06A9804 Aradu.A06 9804 c (TTA)7(TTG)11 54 52570697 52570750 CCCACTCCTGACCCTAGTGA GCAAAGTTATGGTGTCTTCTCCA 204

Ad06A9805 Aradu.A06 9805 p3 (ACC)6 18 52572060 52572077 CAAACAACGCAGCACAACTT GCCGTGATTGGTCTTTTTGT 220

Ad06A9808 Aradu.A06 9808 p3 (AGA)8 24 52586648 52586671 CCTATGACTCGGAGGTGGAA CCCATCACCTCTTCACCACT 275

Ad06A9810 Aradu.A06 9810 p2 (AG)6 12 52610942 52610953 AATGGGATGCAGCAGATTTC CATCACTCAAAGGCACATGG 258

Ad06A9811 Aradu.A06 9811 p2 (AT)9 18 52629309 52629326 AAGCACAATCAGTCCATCCC TGTTGGAGCTTTATTGCAAGG 275

Ad06A9815 Aradu.A06 9815 p2 (CT)6 12 52665595 52665606 GGCTGCAGAGTGAAGGAATC TCGTGCACCAATAATCAAGC 264

Ad06A9816 Aradu.A06 9816 p3 (AAT)6 18 52685929 52685946 GGAAATTGGGTTTGCCAATA CCACATATTCATGCATCCCA 251

Ad06A9817 Aradu.A06 9817 p3 (AGA)8 24 52693525 52693548 ACCACTGAGCTATGACGGCT ACTTCTCCTTCCCACCCAAT 278

Ad06A9818 Aradu.A06 9818 p3 (ATT)6 18 52696469 52696486 TTGGATGTTGGCTTTGTGAA GCAGGAATAGGGAAAAAGGC 202

Ad06A9819 Aradu.A06 9819 c (T)10gtatttttattaaaa(T)1035 52697954 52697988 CACAAGACTCAAACAAGAAACACA CCGGGAATTGTTCGAGTATG 213

Ad06A9820 Aradu.A06 9820 c (T)10ccgcaagaaa(T)1030 52706026 52706055 GCCTTTTGGTTTTAAGGGCT GCCCCTGAAAGAATGATGAA 169

Ad06A9824 Aradu.A06 9824 p2 (TC)6 12 52751497 52751508 ATCTCCATCTCCATTGCCAC GAATGCACTCGCAAAGTCAA 252

Ad06A9827 Aradu.A06 9827 p3 (GGT)5 15 52759619 52759633 TCATCTGATTTGGAGGGCTT TGGGTTGTGATGCGAAAATA 253

Ad06A9831 Aradu.A06 9831 p2 (GA)6 12 52807377 52807388 AAGAGAGGGAGAGGGTTCAAA TCGAAAATCACCTTCCTCTTT 244

Ad06A9837 Aradu.A06 9837 p3 (AGT)5 15 52844738 52844752 CCACTTCCCAAAACACAGGT AACAAAAAGTATTGCCACCACA 277

Ad06A9842 Aradu.A06 9842 p3 (GAA)5 15 52912871 52912885 CCAGCAAGCAAGATCAATCA GCAAGGCAACACCAAACTTA 232

Ad06A9845 Aradu.A06 9845 p3 (AAG)5 15 52924885 52924899 AGTGGTCTTGATGGGCTTTG CTGAATACACCTCCCCCTCA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A9850 Aradu.A06 9850 p3 (TCT)6 18 52981549 52981566 GCCTTGACCGAACCTACAAC GGTCTTGATGGCTCTTGGAG 253

Ad06A9851 Aradu.A06 9851 p2 (TA)6 12 52998985 52998996 GGCTAGCCGGCTTAAACTCT AAGCCTTACCTCGCGTCATA 264

Ad06A9852 Aradu.A06 9852 c (TC)13(TA)8 42 53004759 53004800 TTCTCCTGTTCTTCGCGTTT TATGCAGTCAGGACCAGCAG 213

Ad06A9855 Aradu.A06 9855 p2 (CT)6 12 53015123 53015134 CGAAAATCACTAACCACTTTTTCA GAGAGGAGAGAGAGGGTTTCG 239

Ad06A9863 Aradu.A06 9863 p3 (TCT)7 21 53110511 53110531 ATCCTACATGGCCGAAACAC CTGGCCTTAGGTGCCATAAA 168

Ad06A9865 Aradu.A06 9865 c (GA)6a(AG)19 51 53114915 53114965 AGCATTGGCAGAGGGTGTAG CTACCTCCTCCGTTCTTCCC 196

Ad06A9866 Aradu.A06 9866 p3 (AGA)5 15 53133970 53133984 TGCCATTGATGGTAGTGGAA CACAAAACACAACCCCCTCT 172

Ad06A9867 Aradu.A06 9867 p2 (AT)8 16 53145490 53145505 AAAGCTTTTGGGACAAAATTAAA TTCGTTGCTTTAATGCGATA 264

Ad06A9870 Aradu.A06 9870 p3 (TAT)6 18 53149169 53149186 TCCATTTCTGAATCTGATAGATGA GCTCATTTACGCGGAAGCTA 241

Ad06A9871 Aradu.A06 9871 p3 (AAT)16 48 53149295 53149342 TGTCGCATACAACCCCTATG GCTCATTTACGCGGAAGCTA 159

Ad06A9872 Aradu.A06 9872 p3 (TTC)5 15 53172752 53172766 AAACCATACACCCCCTCTCC TCGTCCTCGAGCAAAAGAAG 167

Ad06A9874 Aradu.A06 9874 p2 (TC)6 12 53197823 53197834 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 191

Ad06A9875 Aradu.A06 9875 c (A)10gaagaaaaaaaatatag(A)1037 53214603 53214639 AAACCTTGGGACATTGGTTG GGGCATTTTGTCCCCTTTAT 264

Ad06A9876 Aradu.A06 9876 p2 (GC)6 12 53218833 53218844 CTTCGCTCTTCAATCCTTGG AGCATGCAAAGTGGAGGAAT 258

Ad06A9877 Aradu.A06 9877 p2 (CT)6 12 53236060 53236071 GGGGACTTTCGATGCTTTTT ATGCCTTTAGATGGGAAGCA 253

Ad06A9878 Aradu.A06 9878 p2 (AG)6 12 53266411 53266422 CCCACCATGGTATGATCGTT GGTCGCGTAGGTCAAATTGT 253

Ad06A9880 Aradu.A06 9880 p3 (TTG)5 15 53301005 53301019 TGAGTTGTGGTTTCAGCTCG GGAAAGGCATTGTTGGAGAA 228

Ad06A9884 Aradu.A06 9884 p2 (GC)6 12 53365203 53365214 TGCATTTTGCACTCCTGGTA CACAGGGTAGGCACCAGTTT 217

Ad06A9885 Aradu.A06 9885 p2 (AT)6 12 53366760 53366771 TTCATGCACAATATGTAAACCCA TAGCTACCCACGATTCCCAC 237

Ad06A9887 Aradu.A06 9887 p3 (ATA)5 15 53398502 53398516 TGTGTTAAGCAAGTGTGGGG TGCATCCTCTTTCCAATTCA 261

Ad06A9888 Aradu.A06 9888 p3 (TTA)14 42 53430779 53430820 CAATTGACCTTTGGAATTGGA ATCAGCAGAAATGACGGGAA 271

Ad06A9892 Aradu.A06 9892 p3 (TAT)5 15 53435149 53435163 TGCATCAAATATAATGATGGGAG CTGCCATATTTGCTCCTCGT 279

Ad06A9894 Aradu.A06 9894 p2 (TC)6 12 53437699 53437710 TTTCTATGCATTTCGTAAAGTTGTT CAGAGGAGTAGCACTCTTGAATTG 138

Ad06A9895 Aradu.A06 9895 p3 (TTA)5 15 53438204 53438218 GCAAGTGCCTGTTGGTGTTA AGATTTATGATTTTGGATGTGTTTT 249

Ad06A9896 Aradu.A06 9896 p3 (TAA)6 18 53440671 53440688 AACGTTGAATTCTACTGAATTTATTTT GAGCTCGGAAATAAAGAAATAAAAAG 270

Ad06A9897 Aradu.A06 9897 p2 (CT)9 18 53444873 53444890 ACTCCTGCGCAACTCTCTGT GGCAACCCGATAATCTCGTA 230

Ad06A9900 Aradu.A06 9900 p2 (TA)6 12 53503870 53503881 TCCCTCGCCTTTATCTTTACC CTGTTAGGCTTGCTAGGGGA 219

Ad06A9902 Aradu.A06 9902 p2 (AG)7 14 53518611 53518624 GGTTTGGGCTTTTGCTTTTT AGTACTTCCTGCGGACCTGA 197

Ad06A9904 Aradu.A06 9904 p2 (AG)6 12 53531958 53531969 GGGAATGGAGCAAAATCAGA TGAATGGTGCATAAGCCAAA 245

Ad06A9906 Aradu.A06 9906 p2 (AT)7 14 53564362 53564375 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 248

Ad06A9908 Aradu.A06 9908 p3 (TCC)6 18 53614004 53614021 CAGAGCTCATGAATGGCAGA AGTGGGCCAGCTGAGTAAGA 277

Ad06A9909 Aradu.A06 9909 p2 (AT)10 20 53616032 53616051 TTTGGCTAAGTCAACTCAAATTTTC TTGCATGTTTCCTTTGCATC 263

Ad06A9913 Aradu.A06 9913 c (T)10gtttttttggcaaatttcaacttcagaaaag(A)1051 53658132 53658182 CGACACTGTTCACTCCAACC ACAAGCGGATCAATCCAAAC 265

Ad06A9916 Aradu.A06 9916 c (T)11aaaaaaaaattgaaattaaaaatctaaaattttatgt(A)1058 53707832 53707889 AGCATATGACCCCAGAGTCC TTTTGTGTGTTTTTCTCTTTCATCA 279
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Ad06A9919 Aradu.A06 9919 p2 (AT)12 24 53768450 53768473 TTTGGTGTCAATTGCATATTTT AGCCAATTGGGCAGTAAAGA 228

Ad06A9920 Aradu.A06 9920 p3 (AAT)9 27 53769016 53769042 CCACTTTCTCTCTCCTCATTTTT CATGTGACCCCAGAGTCCTT 276

Ad06A9928 Aradu.A06 9928 p5 (AAGAT)5 25 53832483 53832507 CAGAGCCCAGAAAGATGAGG CGTTTTCCACACATCACCTG 232

Ad06A9929 Aradu.A06 9929 p5 (AAGAT)5 25 53844105 53844129 AACACGACCCAAATCCAGAG GGTGGTGCTGATTCCTTTGT 280

Ad06A9930 Aradu.A06 9930 p5 (AAGAT)5 25 53854742 53854766 AACACGACCCAAATCCAGAG ACAAGGGACTCCGATGCTTA 239

Ad06A9932 Aradu.A06 9932 p5 (AAGAT)5 25 53890188 53890212 CAAAGTAGGCCCAAAACGAA GTACCTGCAAGGGACTCCAA 266

Ad06A9934 Aradu.A06 9934 p2 (AG)6 12 53898188 53898199 GAAGGGTGGATGTGAGTGGT ATTTTTGCATGCCATTTGGT 232

Ad06A9935 Aradu.A06 9935 p3 (AGA)6 18 53905391 53905408 GCTCATCCTCGAGCAATAGAA CTTCCCCATAAACCCCATCT 236

Ad06A9936 Aradu.A06 9936 p2 (AT)9 18 53920647 53920664 GAAAACCCCAAAAGAAAGCC ACCATGCTGAGAACCTTTGG 271

Ad06A9940 Aradu.A06 9940 p3 (TTA)5 15 53952817 53952831 CATTGACAACAGTGATGCCC CCCACGGAGATTGTTGGTAT 273

Ad06A9941 Aradu.A06 9941 p2 (CT)6 12 53953800 53953811 TTCGAAAATCACCTTCCTTTTT GAGAGAGAAGAGAAGAGGGTTCG 238

Ad06A9943 Aradu.A06 9943 p3 (ATT)6 18 53981640 53981657 CAGGTGCAGTTGATTTCACG CCCACTGTGACAACTTTCTGG 205

Ad06A9946 Aradu.A06 9946 p3 (AAG)5 15 54007608 54007622 GATCAGCCACAGCCCTATGT TCTTGACTTTCCCATGGAGG 187

Ad06A9949 Aradu.A06 9949 c (GGC)5agtgctaacagagcgtttaagtggctgcacgaagcctccacctgtggagagagttggttgcaccatcggagcctgcaagacttgccctagcagaacatt(GA)9132 54045073 54045204 CTCATCACCACCGTTGACAC TCATTTCCTCCTCCCTCCTC 181

Ad06A9950 Aradu.A06 9950 p2 (AT)6 12 54048752 54048763 AAATTCAACGACCCACTTGC TTTTCTTCGTTCCCATTTGC 278

Ad06A9953 Aradu.A06 9953 p3 (TTC)5 15 54089350 54089364 GTCAGCTAAGGTTGGGTTGC AGCAAGCTCAATCAAGCCAT 197

Ad06A9955 Aradu.A06 9955 c (AT)8tgaagttaatagttgcatcagaaaatttgtacaactctacttacagttccaacaaatgaatctgctaac(TA)697 54100790 54100886 TTCTGCACCTCCAACAAGTG CCAAGTTAGGTAGGAAAAGGAGG 268

Ad06A9956 Aradu.A06 9956 c (TA)7tgaactcattaatgcatgcgtttaggaaaatccaaatcagcctaaaagagttgcattaattcttccttatattt(A)1098 54101213 54101310 AAGCAAAAAGTAACGAGGCA TGCAACGAATTTTGAGGTGA 253

Ad06A9959 Aradu.A06 9959 p3 (AGA)6 18 54148309 54148326 CTCGGAAGTGGAAGCTTTTG TTCTACACCTTGGCCGAAAC 216

Ad06A9960 Aradu.A06 9960 c (TTC)5tcttctttcatctcttgctcgagggcgagtaatattctaagtttggtgtggtaaaagcatagc(T)1088 54161482 54161569 GCCATTAAAAATAATGGAACTGC GGCACTAAACTTAAGGGACCAA 277

Ad06A9961 Aradu.A06 9961 p2 (TA)7 14 54166059 54166072 CTTGGGACATTGGTTGAGGT CCCATGATTCCCACTTTTTC 244

Ad06A9966 Aradu.A06 9966 p2 (GC)6 12 54257417 54257428 AGGAGGCAAGAAGAGAAGGG ACCTCTGAGCCAACCTTGTG 173

Ad06A9967 Aradu.A06 9967 p3 (GTT)6 18 54262717 54262734 ATCTTGGTTAGGGGGTGGAC TGGAGGGACAATCATCAACA 238

Ad06A9969 Aradu.A06 9969 p2 (AG)6 12 54280735 54280746 GAACCGGAGGTTGGTTCTTT CCATTCCTTCCCACTTCAGA 279

Ad06A9970 Aradu.A06 9970 p5 (AAGAT)5 25 54295404 54295428 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 166

Ad06A9972 Aradu.A06 9972 p3 (ATA)11 33 54323513 54323545 CATTGCAGATCGTGATTCTTG TAGCAGGGGTGTTGTTAGCC 246

Ad06A9976 Aradu.A06 9976 c (T)11gaaaaattttttcgaaaaaaattgaaattaaaatctgaaatttatatcaaaaaaaaatttcgaaaaagtaattcaaaattagttagaaaatataaaaa(T)11120 54364783 54364902 TGCTTCCATATTGGATTACAAGAG GCCTTTTGTGTGTTTTTCTCTTTC 280

Ad06A9979 Aradu.A06 9979 c (T)11acttttatcacatgtgcattgatctttcaacttgacattagggtaattctgtccccttatttgtttgcttatttattgaata(T)11104 54398631 54398734 GCCTCCCATAATTCCTACTTTTG TTGAGAATTTGGGAACCTAATCA 253

Ad06A9981 Aradu.A06 9981 p2 (AT)6 12 54417835 54417846 GTCTCCCTTTGGTGCCATTA TGCCTAAACCAAATCCCATC 102

Ad06A9983 Aradu.A06 9983 p4 (AAAT)5 20 54453347 54453366 TTTCGAAAATCCTCACCCAC GGGTTAGCATATGACCCCAG 261

Ad06A9985 Aradu.A06 9985 p3 (ATT)6 18 54478282 54478299 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad06A9987 Aradu.A06 9987 c (CG)6cacagcgtgctacccgatgcc(T)1043 54482602 54482644 GAGGAAGGAGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 272

Ad06A9988 Aradu.A06 9988 c (CG)6cacagcgtgctagcgcgccgatgccc(T)1149 54482780 54482828 TTGCCCAAAAAGCAGAAAAA ATAGGGAGCTCTTGGGCATT 224

Ad06A9990 Aradu.A06 9990 c (A)10tttcg(A)11 26 54494101 54494126 TGGCTCTTGAAAGAATGAGGA TTTTTCCTTGGATCACAACTTT 168
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Ad06A9993 Aradu.A06 9993 p3 (AGA)5 15 54533383 54533397 TTGATGCACCCTTGAGATGA AAGCCATCTTCCTCTCCTCC 278

Ad06A9995 Aradu.A06 9995 c (A)11ggggattatttttagaacatatgcataata(T)1051 54549166 54549216 TACCCTAAGGCACACCCAAG GGCTTAACAATGCAAACCGT 239

Ad06A9997 Aradu.A06 9997 p2 (CT)6 12 54569957 54569968 AGAATTGGCAGGAAGAGCAA TTGGGAAAGAGGTGTTGAGG 158

Ad06A10001 Aradu.A06 10001 p2 (TA)7 14 54599308 54599321 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 272

Ad06A10002 Aradu.A06 10002 p2 (AT)8 16 54603888 54603903 TATTGTGCAAATGACGCGAT TTCTGCATTTTTCGTGCATC 266

Ad06A10005 Aradu.A06 10005 p3 (AGA)6 18 54613790 54613807 TGACTCGGAGGTCGAAACTT ACTCCCCCTTCTCCTCCATA 195

Ad06A10007 Aradu.A06 10007 p2 (AG)8 16 54624804 54624819 CAATTGGGCAACATCAATCA AATGCATCCATTCAAGAGGC 222

Ad06A10010 Aradu.A06 10010 p3 (TCT)5 15 54737869 54737883 CAAAATCTCTTTCCCACCCA CATGGCTCGGAGTTAGAAGC 224

Ad06A10012 Aradu.A06 10012 p2 (GA)6 12 54748211 54748222 ATAGGGAGAGAAGGGGTCCA TTTTCCTCTCCCAATTTTTGAA 140

Ad06A10013 Aradu.A06 10013 p2 (AG)8 16 54798087 54798102 GGGGGAATCCATTCATTCAT GGAAAGCAATCATGAGTCTGAA 279

Ad06A10014 Aradu.A06 10014 p3 (CAT)6 18 54808341 54808358 AAGGGGCACCACATCTACTG GGAGCTTGACCTTTCCCTTT 229

Ad06A10018 Aradu.A06 10018 p3 (GAA)5 15 54877732 54877746 TGCCATTGATGGTAGTGGAA ACAACCAAATCTTCTCCCCC 167

Ad06A10021 Aradu.A06 10021 c (TA)7(T)10 24 54894999 54895022 GAGCCATGATCCATTCACCT CTTGCCCAATGACAACTCAA 279

Ad06A10022 Aradu.A06 10022 p2 (GA)11 22 54895294 54895315 CAGCATTGAGCTAAGGGAGG TGTCAACATACCATCCCACG 118

Ad06A10027 Aradu.A06 10027 p4 (TTTC)6 24 54927183 54927206 TTCTTTTCCCCCTTTCTCGT CACTGCCATCCCTTCCTAAA 124

Ad06A10030 Aradu.A06 10030 p3 (TAT)5 15 54960402 54960416 TGCAAACCTTGTAGTTTATGGC TGTGGTGCTAGAAGGTGCTG 189

Ad06A10031 Aradu.A06 10031 p3 (AGA)5 15 54960649 54960663 CAGCACCTTCTAGCACCACA GGCAACATTTGGAGCAGATT 227

Ad06A10032 Aradu.A06 10032 p3 (AAG)5 15 54965047 54965061 CCAATTGGATGAAGAACGAAA TTGGGTTAGGGAGCTTTGTG 113

Ad06A10035 Aradu.A06 10035 p3 (AGA)6 18 55021720 55021737 TCAATGGTCATGGAAAAGCA CCACAGGATCACCTCAGGAT 239

Ad06A10036 Aradu.A06 10036 p3 (TAG)6 18 55036569 55036586 AGCTGAAGCGCCAAAAATTA TGCCTGATGATGATGAGAAAA 233

Ad06A10037 Aradu.A06 10037 p2 (GA)6 12 55046876 55046887 AAGGTGAGGATAGGGGCAGT TCAAAACCACCTAACAACTTTTCTC 253

Ad06A10042 Aradu.A06 10042 p3 (TTC)5 15 55116847 55116861 AAACCCCTCATCCATCCTTC GAGAAGCTTTTGCCTTCCCT 251

Ad06A10046 Aradu.A06 10046 p3 (AGG)5 15 55150880 55150894 ACAGGATGAAGTGGACCGAC GCCCTCGATACTGATTTCCA 181

Ad06A10047 Aradu.A06 10047 p3 (TAA)5 15 55152153 55152167 CAACATAGGTTAGGAGATTTTTCTGTT TGAAAACATGATTTGGGAAAAA 280

Ad06A10048 Aradu.A06 10048 p3 (GAA)5 15 55162374 55162388 AGGAACCTGAGAGGGCATTT CATGATTGTCACAGTTGGGC 180

Ad06A10054 Aradu.A06 10054 p3 (TTA)5 15 55176338 55176352 CACAGCACCTTCATGCACTT TAAGGGTCGATCCCACAGAG 200

Ad06A10055 Aradu.A06 10055 p2 (GC)6 12 55181510 55181521 AGTGGTTTTCCACAAGGACG GCAATTTGCCTTTAAGTGGG 131

Ad06A10056 Aradu.A06 10056 p2 (GT)6 12 55186112 55186123 TTGTGTCATTTCCGTAGCCA TCACTTGTTGCATTTGGCAT 143

Ad06A10058 Aradu.A06 10058 p3 (TCT)6 18 55189662 55189679 CACCAATCACCTCAATCCCT GGCCTTAGGTGCCATCAATA 237

Ad06A10060 Aradu.A06 10060 p3 (TTA)5 15 55192578 55192592 AAGGAACACAGCACCTCCAT TAAGGGTCGATCCCACAGAG 206

Ad06A10061 Aradu.A06 10061 p3 (AAG)5 15 55195267 55195281 TTCAGGCAACCATTCAACAA TCTTGACTTTCCCATGGAGG 256

Ad06A10078 Aradu.A06 10078 p2 (AT)9 18 55275991 55276008 GATTCAGTTTTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 233

Ad06A10081 Aradu.A06 10081 p3 (AGA)7 21 55334425 55334445 TATGACTCGGAGGTGGAAGC TTCCCCATACATCCCACCTA 276

Ad06A10082 Aradu.A06 10082 p4 (AGAT)5 20 55340728 55340747 AAAGTGTGTTGCATGCCATT AGCAGCACGAGCGTTTTTAT 204
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Ad06A10083 Aradu.A06 10083 c (T)10g(A)10 21 55346611 55346631 TCAAATTTTTGAATCAATCACATTA ACTCATAAGTCAAGTCAAATTTTCAA 199

Ad06A10084 Aradu.A06 10084 c (AC)11(AT)6 34 55356934 55356967 TGAAAACTGCATAACCTTTCAA TGTTTCCCTCGCCTTATCTTT 250

Ad06A10086 Aradu.A06 10086 p2 (AT)16 32 55366249 55366280 GAACGGAGTAACCAGAGCAGA AAACTCTGGGTTGCGTCAAG 187

Ad06A10087 Aradu.A06 10087 p3 (TAT)5 15 55382340 55382354 CGGTTAGGAGTTTTGATCCG TCATCAGAGAGTGCTGGTGC 231

Ad06A10089 Aradu.A06 10089 p2 (AG)7 14 55398741 55398754 AGAAGCCTCCACGATTGAAA GGAGCTGTCATCATCAAGCA 228

Ad06A10090 Aradu.A06 10090 p4 (AAAT)5 20 55404580 55404599 CCAAGTGCATTGGATCACTC TTCCTTATTAATTGCAACGCA 237

Ad06A10099 Aradu.A06 10099 p2 (AG)6 12 55424027 55424038 CACATGTTGTAAATTAAATAAGGAAGA TCTGAGAAATATAACACACATTAGCAA 241

Ad06A10101 Aradu.A06 10101 c (AC)6(AT)12 36 55428402 55428437 TTTCAGAGGCTGAGGAAAGC GGCGTCTAGAGAGAGAGCGA 272

Ad06A10104 Aradu.A06 10104 p3 (AGA)9 27 55453055 55453081 CTCGGAGAAGCTCATCCATC TGGTCCTCAAGTACGTTCCC 126

Ad06A10106 Aradu.A06 10106 p3 (AGA)6 18 55458812 55458829 GTGCCATCAATGGTTATGGA CATTCACGGTCATCCCTTCT 176

Ad06A10109 Aradu.A06 10109 p2 (CT)6 12 55482082 55482093 GATTTTGCTTGCCATTTGGT AAGGATGGAGGTGAGTGGTG 192

Ad06A10112 Aradu.A06 10112 p3 (TTC)5 15 55516308 55516322 AACCACAACCCTCTCTCCCT TTAGAGGTTTCTCCGGCCTT 163

Ad06A10114 Aradu.A06 10114 p2 (CT)6 12 55557835 55557846 AAGCAAAAGCCCACTCAAGA CCTCCAACCTCAATCCAAAA 275

Ad06A10134 Aradu.A06 10134 p2 (CT)6 12 55677728 55677739 GAAATCTCTCCTCCCCACCT CGGAAAAGCACACCAAACTT 143

Ad06A10135 Aradu.A06 10135 p2 (AC)7 14 55683115 55683128 TCCCAATATCCCCAAATTCA TTCATAGTGCGTGGGTGTGT 217

Ad06A10136 Aradu.A06 10136 p2 (TA)6 12 55685864 55685875 AGTTGCTTGATGCATCCTAGAG CGAGTAGTCCCGATTTTCCC 277

Ad06A10137 Aradu.A06 10137 p2 (TA)18 36 55687401 55687436 GAGAGGAGCCCCCATAAGTC TCAATCAAAACAAAATGTGCAA 202

Ad06A10138 Aradu.A06 10138 p4 (TAAA)6 24 55687997 55688020 TAAGCACGCATGACGCTTAC TGCAATAAAAGAAAATGGGACA 197

Ad06A10139 Aradu.A06 10139 p2 (GC)6 12 55691573 55691584 AAGTGGATTGAAGGAAGGGC ATGCCTTTAGCATAACCCCA 126

Ad06A10140 Aradu.A06 10140 p2 (TA)9 18 55695541 55695558 GGGGTTTATCACCACCTTGA TGGCAACTCAAATCACTTATGAA 151

Ad06A10141 Aradu.A06 10141 c (A)11ttataaaagaaaaaaaataaaaataaaaaataaaaataaaaaatatata(AAAT)580 55696108 55696187 TAAGCACGCATGACGCTTAC TGCAATGAAAGAAAATGGGA 247

Ad06A10144 Aradu.A06 10144 p2 (CT)6 12 55742294 55742305 AACACTTCCCTCCCAAATCC TAGGGGGTGAGTGTTTCGTC 140

Ad06A10145 Aradu.A06 10145 p3 (TTC)6 18 55753262 55753279 CCTTGGCCGAATACACATCT CAGCCTTAGGTGCCATCAAT 158

Ad06A10152 Aradu.A06 10152 p2 (AT)10 20 55825253 55825272 GCTTGCTTTGATGGGAGGTA GTTTTCAATTTGCTTTGATCCT 261

Ad06A10154 Aradu.A06 10154 p2 (GA)7 14 55843818 55843831 GGTTAAGGAAGGAGGGCAGT TCTTCCCTCACCAACGTCTC 260

Ad06A10156 Aradu.A06 10156 p2 (GA)6 12 55857923 55857934 CAGAGGAGAAGAGAGGGTTCG TCGAAAATTTCTCACTCTTTTTCA 208

Ad06A10158 Aradu.A06 10158 p2 (GA)6 12 55866628 55866639 GGTTTAGTGGCAGAGGTGGA CCTGTGCGGATTCAAAATCT 250

Ad06A10159 Aradu.A06 10159 p2 (GA)7 14 55887396 55887409 CAGAGGAGAAGAGAGGGTTCG TCTTTTTCAAAACCACCCAA 255

Ad06A10162 Aradu.A06 10162 p3 (GAA)5 15 55941299 55941313 AGGGGGAACAAGAAGAAGGA TAAGCACAAACTGACCCACG 271

Ad06A10165 Aradu.A06 10165 c (T)11aattttc(TA)6 30 55991431 55991460 TCACCTGTAAAGCGTAGCCA TGCTTGTGAATCTTTAGAATGTATTT 275

Ad06A10166 Aradu.A06 10166 p3 (GTT)5 15 55996411 55996425 TGGTTGTTCTGAGGTGCTTG ACCACGAAAATCAGAGGTGG 139

Ad06A10172 Aradu.A06 10172 p3 (GTG)6 18 56016961 56016978 GGCGGAACCTGGTATGTGTA GACCCTACCTGAGCCCCTAC 258

Ad06A10173 Aradu.A06 10173 p3 (AGA)5 15 56024902 56024916 CGCATCCTCGAGAAAAAGAA AAAACCCCACCTACCTCACC 231

Ad06A10175 Aradu.A06 10175 c (AG)9aa(AG)8 36 56040376 56040411 GCTATGAAGCTCAAGGAAGTCA TGTCAGAAGGACTTGACCCA 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A10177 Aradu.A06 10177 p3 (TCT)6 18 56048717 56048734 CTCTCTTCTCCCCCTTGACC CCTTTCTCCATCTCCCATGA 241

Ad06A10178 Aradu.A06 10178 p2 (AT)8 16 56082977 56082992 TTGCACTCTTAGCTCATTAGTTGTG CACGGGTTGTGTGTTCTTTG 274

Ad06A10182 Aradu.A06 10182 p2 (TA)8 16 56109781 56109796 TCATTCACAAATCAATTCGCA TAGCCTGGATGCCAGCTTAG 231

Ad06A10188 Aradu.A06 10188 c (A)10cgaac(A)10cgatagtgttcttaaagtgtaaacaaaaaagaatt(A)1070 56124792 56124861 TCGCTGTGTCTTTTCTTATTGC CAAGAACACCACCTATTTCGC 276

Ad06A10189 Aradu.A06 10189 p2 (TA)6 12 56137308 56137319 ACCACCACTACTGCGAATCC TAGTGGTGTGCCACGATGAT 202

Ad06A10191 Aradu.A06 10191 p2 (AT)8 16 56146558 56146573 TTGTTCCCTCGCCTTTATCTT CCGTATAACCGCTCCAAAAA 184

Ad06A10193 Aradu.A06 10193 p2 (AT)8 16 56161023 56161038 TGGGGTAATTTTGTCCCCTT TCATTCACCTTTGTTTGCCA 260

Ad06A10194 Aradu.A06 10194 p2 (AG)8 16 56167251 56167266 TTCTGAGAGGGTCAGGGATG AAACCATATGCTGCTCCTCG 172

Ad06A10198 Aradu.A06 10198 p2 (TG)6 12 56219069 56219080 CTTCGTTGGTTATGTGTGCG ACCCCGTAGATTTTCGAACC 117

Ad06A10200 Aradu.A06 10200 p2 (AT)6 12 56248077 56248088 TGAGGAGAAAGAAAATGGTTAGG TTTCGAAAATAAGGGGCATT 258

Ad06A10201 Aradu.A06 10201 p5 (TTCTT)5 25 56260253 56260277 TGCATCCTCTTTCCAATTCA GGGGAGAATTTGTGGGAAAT 257

Ad06A10202 Aradu.A06 10202 p2 (AC)6 12 56260461 56260472 ATTTCCCACAAATTCTCCCC TGATTGAGGCCATTTTTGAA 221

Ad06A10206 Aradu.A06 10206 p2 (GA)10 20 56278138 56278157 GTTTTCACGCAAACCAGAGG GTGGAAACCCTTCTCCAACA 274

Ad06A10207 Aradu.A06 10207 p2 (AC)13 26 56278401 56278426 CTGGGAGTTACCGTCTGAGC TGTTTTACCAATGCGTGAGC 233

Ad06A10208 Aradu.A06 10208 p3 (AAT)6 18 56286244 56286261 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 185

Ad06A10209 Aradu.A06 10209 p3 (TCT)5 15 56289554 56289568 CTCCTACATAGCCGAACCCA TTGCCTTCCCTTTTCCTTTT 199

Ad06A10210 Aradu.A06 10210 p5 (AAGAT)6 30 56296139 56296168 AGGCGGTTCCCCTAAAGATA TGGTGTGTCCGACTTATGGA 264

Ad06A10211 Aradu.A06 10211 p5 (AAGAT)5 25 56315856 56315880 AGGCGGTTCCCCTAAAGATA TGTGGAACTGAGAGTGCTGC 245

Ad06A10212 Aradu.A06 10212 p2 (TC)6 12 56350419 56350430 TTCGATTGCTTTCGTTCCTT CAAAGAGAGAGAAAGAGAGAGGG 262

Ad06A10213 Aradu.A06 10213 p2 (GA)7 14 56350721 56350734 ACGAGAAGGAGAGAGAAGGAA CTCTCTCCCCCATTTTCTCC 171

Ad06A10214 Aradu.A06 10214 c (GA)6aagagagaaaagagaaaaaagagagagagaaagagaagggagggaaag(GA)1284 56350866 56350949 GGAGAAAATGGGGGAGAGAG GCTCCAGGTGGAGACTTGAT 159

Ad06A10257 Aradu.A06 10257 c (T)15gg(A)10 27 56440386 56440412 TGTTTTGTCTTTGCCGATTG TCGGGTACAAAGGTTCAGGA 140

Ad06A10260 Aradu.A06 10260 p3 (CTT)5 15 56454129 56454143 TAAACTTCGCCAAATCCACC TTCCAAATTGAAAACCAGCA 273

Ad06A10265 Aradu.A06 10265 p2 (TA)6 12 56521381 56521392 GAAAACATGGCCATTGCTAA AAAATTTGAGAGTGTTTTGGGG 167

Ad06A10266 Aradu.A06 10266 p4 (TAAA)5 20 56546798 56546817 TGCCTTTTTCCTTGTTCCTG TCGAAAATCCATCTCTCATCTTC 239

Ad06A10268 Aradu.A06 10268 p2 (AG)9 18 56563288 56563305 CGGAGTTTAGGCCGACTAGTTA ACCTTGGTGAGTTGCAGGAT 178

Ad06A10269 Aradu.A06 10269 p2 (AC)6 12 56574844 56574855 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 260

Ad06A10274 Aradu.A06 10274 p2 (AT)9 18 56662162 56662179 CGTTGCTAATTGAGAAGAAAAGC AGAACAGCACAACCTCATTCTT 276

Ad06A10275 Aradu.A06 10275 p3 (AAT)20 60 56662922 56662981 GGTACAATGATACCGCATTGG TGGAGGAAAAACGGAGTCAC 271

Ad06A10276 Aradu.A06 10276 p3 (TAA)10 30 56663185 56663214 GTGACTCCGTTTTTCCTCCA TGTGGCAAAAGACAATCGAA 236

Ad06A10279 Aradu.A06 10279 p2 (TC)6 12 56681321 56681332 GAGCGCAATCTTTCCATTTT ACCTCTCCCAACTGCAACAC 238

Ad06A10281 Aradu.A06 10281 c (TAA)16tatctaacacattcgctcggttttacactag(TAA)594 56689041 56689134 GCCTCTATAAATATAGGTTGGAACAA CACAACTTATCACTTTCAACCCA 271

Ad06A10284 Aradu.A06 10284 p3 (ATA)5 15 56702185 56702199 AGGCAACAGTGGAAAATTGG GAAACGGTTGCTTGGACATAA 239

Ad06A10285 Aradu.A06 10285 p2 (TA)10 20 56708306 56708325 GATCGAGAGGCTCCTTGCTA GACTTGCGAAGCTAAGGCTG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A10286 Aradu.A06 10286 c (A)10tttaaataaataaatagcactaatatttttcttaatttctgaaattaagtttggtgttacctattta(TTAT)597 56710201 56710297 GCCGGGGATTGATAGTGATT TTCCCTGTGAGGTAACCTGTG 276

Ad06A10291 Aradu.A06 10291 p2 (GC)6 12 56760447 56760458 GTCCCATGTTTCCTTCATGG TGACTGTGGTGGTTGGTGTT 261

Ad06A10293 Aradu.A06 10293 p2 (GC)6 12 56767541 56767552 GTCCCATGTTTCCTTCATGG TGACTGTGGTGGTTGGTGTT 261

Ad06A10296 Aradu.A06 10296 p3 (TCT)6 18 56795587 56795604 AAACCCACACCTCTCTCCCT CTCTCTTGATGTGCAGCCAA 278

Ad06A10297 Aradu.A06 10297 p3 (ATT)5 15 56812001 56812015 TGGAAGCCCATAAAACTTGC CAAGAGAAGGACATGGCAGC 189

Ad06A10298 Aradu.A06 10298 p3 (TTC)5 15 56835027 56835041 CCTTCATTAGGGGAAGGAGC GAGGCTCACACAAGCATTCA 160

Ad06A10306 Aradu.A06 10306 p2 (GA)7 14 56936342 56936355 CTTACCAAGTGGGTCTCGGA GAGGACTCTTCCCCTCAACC 205

Ad06A10308 Aradu.A06 10308 p2 (AG)6 12 56950278 56950289 CGGAAAAGCACACCAAACTT TAAATACACGTTCAGCCCCC 121

Ad06A10309 Aradu.A06 10309 p2 (AT)9 18 56964814 56964831 TTGCTTTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGCA 118

Ad06A10310 Aradu.A06 10310 p3 (CAT)5 15 56989795 56989809 GCAGGAGTTGAGGAAGATGG GTTTCGGAAGGGTTTGGATT 265

Ad06A10315 Aradu.A06 10315 c (T)13gcaaaaaatccaaattaagggtatttattg(T)1154 57026367 57026420 ACGCGGTTAACGAAACTCAC GCTCTAATTGGGGCTAACAAAA 269

Ad06A10318 Aradu.A06 10318 c (AG)6ggatttggccaagtgggggtcttatggtgtatgagggt(TG)662 57074075 57074136 TTGGGTGCCATAAGTGTGAA TATAACCGAACCCAAACCCA 255

Ad06A10321 Aradu.A06 10321 p2 (AT)9 18 57093827 57093844 AGGCCCTCCTAACCATTGAT TGAAGCAAGAAAAAGCAGCA 156

Ad06A10322 Aradu.A06 10322 p2 (GC)6 12 57117160 57117171 TGGTGTTTGGAAGTGTTGGA TATGCCCATACCCCCATCTA 205

Ad06A10323 Aradu.A06 10323 p3 (CAT)5 15 57125295 57125309 GCAGGAGTTGAGGAAGATGG GTTTCGGAAGGGTTTGGATT 265

Ad06A10327 Aradu.A06 10327 c (TTC)6ctctcttctttcttctcttgctcgagggcgagcaatattttaagtttggtgtggtaaaagcatag(T)1194 57163960 57164053 CAACTTCTCTTCCCACCCAA CTCCCAAGACTCAGAGGTGG 280

Ad06A10333 Aradu.A06 10333 p2 (AG)6 12 57199944 57199955 TTGGGTGCCATAAGTGTGAA ATCACCCCTTCATACCCACA 212

Ad06A10335 Aradu.A06 10335 p3 (GGA)7 21 57212952 57212972 CTTAATGGAGGGAGCAACCA CTACCTAAAACGCGCTCCTG 231

Ad06A10336 Aradu.A06 10336 p3 (TCT)5 15 57235975 57235989 CTTTGGCCGGATACACATCT CTCGAAGGTGGAAGCTTTTG 209

Ad06A10337 Aradu.A06 10337 p3 (AAG)5 15 57258417 57258431 GCCTTAGGTGCCATCAATGT ATTTCTTTCCCACCCAAACC 265

Ad06A10342 Aradu.A06 10342 p2 (AG)7 14 57361375 57361388 CAATTGGGCAACATCAATCA TTTTGACCCAGTTTTCAGCC 279

Ad06A10343 Aradu.A06 10343 p2 (AT)10 20 57373124 57373143 GCGTCTAGATAATTTTTCTCATGTCA TATTATTGGGCCGGGTATGA 240

Ad06A10344 Aradu.A06 10344 p3 (GAG)9 27 57380020 57380046 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 159

Ad06A10351 Aradu.A06 10351 p2 (GC)6 12 57431481 57431492 ACAAGGCTCCTAAAACCGCT TTGAAAAGCTAACATCCGGG 154

Ad06A10352 Aradu.A06 10352 p2 (GA)6 12 57432210 57432221 GCGCGGTAGAGAGAAATGAC CTTGCCGGCAGAAAAAGTAG 142

Ad06A10354 Aradu.A06 10354 c (A)10ctgttgacatacggcttcattcaaacattaccggtgttttcatgtttctcgatttac(T)12aacattttgaggtcaaactaaactaattttt(A)12122 57455307 57455428 TTGGGCCGAATTAAGTTTTT GAGGAAGAAAACAAAACCTCGT 273

Ad06A10356 Aradu.A06 10356 c (AT)7aacattatgtacaagtacatacaatatttttaaaataaatacatacgtacatacaaataaattatgaatatatttatttactaatc(TTAT)5120 57482685 57482804 CTCCCCTGTCCTTTCAAGTG TGAATAAAAGAATGTTATTTTGCAGAT 279

Ad06A10358 Aradu.A06 10358 p3 (CAC)5 15 57496068 57496082 TGGATTAGCAAAGTGCAACG CGCTTTCGTCTATCTGGCTC 194

Ad06A10364 Aradu.A06 10364 p2 (AT)10 20 57525811 57525830 CATATGTGTGCGGACTACCG CAGATGCAGGTTGAGAAGCA 251

Ad06A10370 Aradu.A06 10370 p2 (GA)6 12 57570510 57570521 TCTCTGGAACGCACAAGATG TTTCTTCATCTCCTCAAAGTTTCC 206

Ad06A10376 Aradu.A06 10376 p3 (TCT)5 15 57608223 57608237 TTTACCCTCCCCTCTCCCTA CGACCTTAGGTGCCATTGAT 233

Ad06A10382 Aradu.A06 10382 p4 (TATG)5 20 57636251 57636270 AACCAAAATCAATCTCCCCA GTACACTTGCCGGTTGGATT 241

Ad06A10384 Aradu.A06 10384 p2 (TC)6 12 57650996 57651007 ACCCCCATTACCGTTTCTTC GTGGTTACGGCAGGAGAGAG 213

Ad06A10387 Aradu.A06 10387 p3 (TCT)6 18 57673453 57673470 CCCATAAACCCCACCTACCT CACCCTCGAGCAAAGAAAAG 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A10393 Aradu.A06 10393 p2 (TA)6 12 57718069 57718080 CCGTTAGCCACGTTTTTCAT GCCATTAAGGAAGCCAAACA 195

Ad06A10396 Aradu.A06 10396 p3 (CAA)6 18 57724813 57724830 AATGTCAAATGCCCCATGTT CTTGATGCTGGCTGTCTCAC 257

Ad06A10398 Aradu.A06 10398 c (AAC)8aagaataag(AATAAC)775 57726077 57726151 TCCCTCTCAAAACATGGTGA CGCAAAATTCTTCAGGAACC 271

Ad06A10400 Aradu.A06 10400 p4 (AAAT)5 20 57728542 57728561 GAAAGTCACCTGTGCACCATT TGTTTCGTAATGTTTTTCATTTGG 264

Ad06A10401 Aradu.A06 10401 p3 (AGC)5 15 57730729 57730743 CCGAAAAATGGGCAATTATG TTGTCAGGTGTCGCTGAGAG 227

Ad06A10402 Aradu.A06 10402 p3 (AAT)14 42 57731231 57731272 ACCGACAAATGAAGCGTACC TGCGTAAGAGAAAAGAAAAGCC 227

Ad06A10404 Aradu.A06 10404 p2 (TA)8 16 57768855 57768870 CGTGAGTCGAGGCTAGTTCC CTTACCTCGCGTCGTAAAGC 247

Ad06A10405 Aradu.A06 10405 p2 (CT)6 12 57774196 57774207 TTGGGGAAATAAACAAACCAA TGCAGAGTGGAACAGAATGG 243

Ad06A10406 Aradu.A06 10406 p3 (AGA)6 18 57778730 57778747 CTAGAGGATTCTCCGGCCTT CACCTTGACCGAAACACCTT 174

Ad06A10408 Aradu.A06 10408 c (TTC)7a(TCT)5 37 57808713 57808749 GAGCTATTTTGGTTCTTCTTGGA CCCCTAATGAAAGTGGGGTT 182

Ad06A10412 Aradu.A06 10412 p2 (AG)6 12 57863749 57863760 AATTATGTCGGCCAATGAGG TGCCTATTTGGATCTGGTGA 248

Ad06A10417 Aradu.A06 10417 p2 (TA)8 16 57979852 57979867 GGCACTTTTGGGTGACAAGT CCACACCATTAGGCTCAAAA 233

Ad06A10419 Aradu.A06 10419 p2 (TA)6 12 57997859 57997870 ATCAATGCACATGGGACAGA TCATGAGGTATTTTCAGGGTTG 233

Ad06A10420 Aradu.A06 10420 p2 (TA)7 14 58000324 58000337 TTGTATTTTGCACTTTGGGTTG TTAGGGTGGCCCTTAAAATC 277

Ad06A10421 Aradu.A06 10421 p2 (AG)9 18 58002379 58002396 AGCGATTTCTGGACCCTTTT CCTGTAATTAAAGAGGTCATGGCT 233

Ad06A10424 Aradu.A06 10424 p2 (TC)8 16 58006297 58006312 TTTCTTTTTCAAAACCACCGA CAGAGGAGAAGAGAGGGTTCG 273

Ad06A10425 Aradu.A06 10425 p2 (AG)6 12 58009591 58009602 TTTGCCATGACCTGTACGAA TCCTAAATCCCAAGAGAGAGGA 206

Ad06A10426 Aradu.A06 10426 p2 (CT)6 12 58026328 58026339 TCCTAAATCCCAAGAGAGAGGA TTTTTGACCCAGTTCTTGGC 155

Ad06A10427 Aradu.A06 10427 p3 (TCT)7 21 58027736 58027756 AAACCCCTCTCCCTCCACTA CCGTCCCTTTCCTCTTTCTT 266

Ad06A10430 Aradu.A06 10430 p5 (TTTCT)5 25 58051834 58051858 TACTTTGGGGCATTTTGTCC TTAAGTGTGGGGAAGTTGGG 197

Ad06A10432 Aradu.A06 10432 p3 (AGA)7 21 58071772 58071792 CGACCTTAGGTGCCATTGAT CCTTTTCTTCACCTTGGCTG 174

Ad06A10439 Aradu.A06 10439 p2 (AG)7 14 58144577 58144590 TAACCCAGTTCTCGGCTCAG AAACCTGGAACTCAAAAGAAATTG 224

Ad06A10440 Aradu.A06 10440 p2 (AG)6 12 58150473 58150484 TTTTGACCCAGTTCTTTGCC AAACCTGGAACTCAAAAGAAATTG 226

Ad06A10441 Aradu.A06 10441 p3 (AGA)6 18 58151816 58151833 AAAGGTGGAAGCAATTGTCG AAACCCCTCTCCCTCCACTA 279

Ad06A10443 Aradu.A06 10443 p2 (CT)7 14 58179888 58179901 TCACCCTCATCTCACCCTTC AAATGGGGGTAAGTAACGGG 175

Ad06A10447 Aradu.A06 10447 p4 (TTAT)6 24 58225686 58225709 AGCCTCAGGAGAATCACAACA ATATCATGCCCCCAAATTGA 262

Ad06A10451 Aradu.A06 10451 p2 (TA)8 16 58236856 58236871 TCGAAACCTTTCCAAACCAG GCCATATTGCCACCACAGAT 159

Ad06A10453 Aradu.A06 10453 p2 (AT)6 12 58262221 58262232 GTTTGGGAGAGTTGGGAACA CTTGGGGCATTTTGTCTCAT 249

Ad06A10460 Aradu.A06 10460 p3 (TTC)6 18 58352759 58352776 ACAACTCCACCCCCTCTTCT GCTTTTGTCTTCCCTTTCCC 220

Ad06A10461 Aradu.A06 10461 p3 (TTC)7 21 58370110 58370130 TACCCTCTCCCTCCTCCCTA GCTTTTGTCTTCCCTTTCCC 274

Ad06A10464 Aradu.A06 10464 p2 (AG)6 12 58398110 58398121 AAGCAAAGTGCTAGGTGGGA TCTTCTCGTACCCAAGGCAC 218

Ad06A10471 Aradu.A06 10471 p3 (AGA)7 21 58468568 58468588 CTCTGGCCTTATGTGCCATT CCGAACATACACTCCCCACT 247

Ad06A10477 Aradu.A06 10477 c (A)10ccaatcatattttcttaaccacatc(T)1146 58537515 58537560 TGTTGCCTTTTCTGTTGAGA TTGAAAATGAAAGTGGGAAAGAA 265

Ad06A10479 Aradu.A06 10479 p5 (GAAAA)5 25 58556787 58556811 TGGGATATTGGTTGGGAAAA TACTTTGCTTTGGGGCATTT 268
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Ad06A10482 Aradu.A06 10482 p2 (GC)6 12 58618102 58618113 AAATGAGCTGCAAAATCGCT AGCATGCAAAGTGGGAGAAC 279

Ad06A10483 Aradu.A06 10483 c (TA)7(T)10 24 58619265 58619288 GGCATTTTTGTCCCCTTTTT TTGGGTATGGAAAACTTGGG 215

Ad06A10485 Aradu.A06 10485 p2 (TA)6 12 58636326 58636337 AATCCAGAGATGGCAAGGTG GTTACTTTGCGGACCGGTTA 260

Ad06A10487 Aradu.A06 10487 p2 (GT)6 12 58650449 58650460 AATCACGAGTCACATGCCAA CGGGGCTTCAAAATGATATG 127

Ad06A10489 Aradu.A06 10489 p2 (GA)7 14 58696836 58696849 GCCGAAAGGAAGATGAGGTA TCAACCCTCTCTCTCCTCCA 211

Ad06A10491 Aradu.A06 10491 p3 (CTT)21 63 58710003 58710065 AATTTCGTCCACCAGTTTGC GGCTCGGTAGAGGAGGAAAA 261

Ad06A10492 Aradu.A06 10492 p2 (GA)7 14 58717090 58717103 GCCGAAAGGAAGATGAGGTA TCAACCCTCTCTCTCCTCCA 211

Ad06A10499 Aradu.A06 10499 p3 (AGA)6 18 58762408 58762425 TGCCATTGATGGTAGTGGAA TTCTTCACCTTGACCGAACC 156

Ad06A10501 Aradu.A06 10501 c (A)10gagaaaaag(A)1029 58822077 58822105 TGGCTCTTGAGAATGACGAA TTTAGCCGCTTAGACCAGGA 242

Ad06A10502 Aradu.A06 10502 p2 (AC)7 14 58826129 58826142 AATGGGGCTGAGGTAAAGGT TTCAAAAGTGGGAATTATGGG 149

Ad06A10503 Aradu.A06 10503 p3 (ATC)5 15 58832940 58832954 AGCTCACATCCCAAATCAGC TGGGATGTTGATTGGAAATTA 238

Ad06A10504 Aradu.A06 10504 p2 (AT)6 12 58835965 58835976 TAAGTGTGGGGGAGGATTTG CAATGGAACGCCCTAAAAGA 259

Ad06A10506 Aradu.A06 10506 c (TA)7(TG)13 40 58847265 58847304 TGGACGTTGAAGTCACGAAG TTTAAACCGCAATACCGCTC 271

Ad06A10507 Aradu.A06 10507 p3 (CAC)5 15 58849969 58849983 AGCCAGCTACCAAGTGGAGA TCGCTACAGCCAGAAATCCT 178

Ad06A10509 Aradu.A06 10509 p2 (AT)7 14 58896251 58896264 TTGGAAACATTGGTTGGGAT TTGAACCTTGAACTTTGGGG 243

Ad06A10510 Aradu.A06 10510 p2 (GC)6 12 58897285 58897296 GGCAAAGATTGGATTGAAGG TTGGCTAATTCTTCATCCGC 181

Ad06A10511 Aradu.A06 10511 p3 (ATT)6 18 58910061 58910078 TTAGCTCCAATGGCAGGAAT CAAGAGAAGGACATGGCAGC 125

Ad06A10512 Aradu.A06 10512 p2 (TA)10 20 58945591 58945610 ACCTTTCTTGGGAACCACCT TTGTTTCAAATCCAATTAATCAAAA 171

Ad06A10516 Aradu.A06 10516 p2 (AT)8 16 58980573 58980588 CCCCCGTTTTTCTTTTCAAT TGCACCATGTGATAAACTGAGA 224

Ad06A10517 Aradu.A06 10517 p3 (GAA)5 15 58981730 58981744 GGCAATCAAAATAGGGGACA AATATGCCAAGTACCCAGCG 266

Ad06A10522 Aradu.A06 10522 p5 (TTATC)6 30 59058692 59058721 GTACTTGCAAGGGACTCCGA GCCCAAAACGAAGGAACATA 259

Ad06A10523 Aradu.A06 10523 p5 (TTATC)5 25 59065399 59065423 CTGTCGTGTCCGATTTGTTG AGGCGGTTCCCCTAAAGATA 261

Ad06A10524 Aradu.A06 10524 p2 (TG)7 14 59069901 59069914 CATTTGAAACGTTCTATTTTTGC TCAATTTCACTCTCAATCCCAA 173

Ad06A10526 Aradu.A06 10526 p2 (AG)8 16 59118479 59118494 ATGGGATTGGGTACATGCTT GGCATTTTTGTCCCCTTTTT 111

Ad06A10528 Aradu.A06 10528 p5 (TTTAT)5 25 59148951 59148975 TTTCGAATCCCTTGTGTTGA AGTCCATGATGGTGAAAGGG 233

Ad06A10531 Aradu.A06 10531 p3 (TTC)6 18 59174877 59174894 TGGCCGAACCTACATCTCTC AGGATTCTCCGGCCTTATGT 168

Ad06A10533 Aradu.A06 10533 c (A)11gggaaaaatcg(A)1032 59237286 59237317 TGTGGTTCATGAATGTTGGC GCACACTCTTATTTGCCTTGG 201

Ad06A10534 Aradu.A06 10534 p2 (CT)7 14 59256576 59256589 GCCAATTAGGCAACATGAGTC ATCCAAGCCCAGAAAACACA 280

Ad06A10535 Aradu.A06 10535 p3 (AAT)8 24 59372627 59372650 TAAGGGTCGATCCCACAGAG AGAAGGATTGGATGAAGGCA 245

Ad06A10537 Aradu.A06 10537 p5 (AATAA)5 25 59388974 59388998 TGGGGTTAGCATATGACCCT TTTCTCTCTCCTCACTTTTTCG 234

Ad06A10539 Aradu.A06 10539 p2 (TC)6 12 59400189 59400200 GCCCACATCGAATCAAAAAC TGGTGGCAACAATACGGTAG 230

Ad06A10540 Aradu.A06 10540 p2 (TC)6 12 59400352 59400363 TCTCCTCTCACCATCATCCC TGAATGACTGCCTCTGATGG 278

Ad06A10543 Aradu.A06 10543 p5 (AAGAT)5 25 59441326 59441350 AGATAAAGGCGGTTCCCCTA CCTGGGTGCTCCAGTGTATT 126

Ad06A10547 Aradu.A06 10547 p2 (GA)7 14 59474658 59474671 AACCTGGAGCAGAGCAAAAA TCTTCCTCTTCTTTTCGCCA 157
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Ad06A10552 Aradu.A06 10552 p2 (CT)7 14 59518060 59518073 TTGGCAGAAGGAGCATTTTT CTCGGAAGTGGAAGCTTTTG 265

Ad06A10553 Aradu.A06 10553 p2 (AG)7 14 59532307 59532320 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 101

Ad06A10554 Aradu.A06 10554 p3 (GAA)5 15 59550426 59550440 CTGGAACAAGTGGAGGAAGC CTTTATTGCTCACCAAGGGC 247

Ad06A10555 Aradu.A06 10555 p6 (TTAGGA)6 36 59554761 59554796 CGCATTTCAACCCAGTTTTT TGAACCTGAGATGCAGAAGAAA 213

Ad06A10556 Aradu.A06 10556 c (A)10gacgaaac(A)2846 59556867 59556912 CACTCGAGCAGGAAACACAG TCATGCATGGTTTCACGATT 271

Ad06A10558 Aradu.A06 10558 p2 (CT)6 12 59575621 59575632 TGTTAAACGCCAGAAAAGGG GAAGGGTTTTTGGGGAAGAG 239

Ad06A10559 Aradu.A06 10559 p3 (ATT)5 15 59604615 59604629 AGCTCAAAGTTGTTGGCTCC CAAGAGAAGGAGATGGCAGC 134

Ad06A10563 Aradu.A06 10563 p2 (TA)8 16 59637484 59637499 TTTTCGGTCTTCTCTTTCGC TATGAGGGCTGCTCCGTG 280

Ad06A10565 Aradu.A06 10565 p2 (AT)6 12 59652267 59652278 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 267

Ad06A10567 Aradu.A06 10567 p2 (TC)14 28 59690742 59690769 CCTTTCTCCTACCGAGTCCC AGGCTCATAACGACGGTGAC 135

Ad06A10573 Aradu.A06 10573 p2 (AT)6 12 59706947 59706958 GCAAGTTAGACAATTTAGGCATCA TGCTTGCTCATAATTTCTGCC 223

Ad06A10575 Aradu.A06 10575 c (T)12gaaataacaagc(A)1539 59717168 59717206 TGCCGGTTAAAGTTTCCTCT CAGATGGATGGTGCATTTTG 245

Ad06A10578 Aradu.A06 10578 c (A)13tcatatctttttcaaaatcttatcttatc(T)1254 59759477 59759530 GCAAACGTGTGCCTTATTATTG GCCAAAAGGGTGAGAGTTCA 280

Ad06A10580 Aradu.A06 10580 p2 (TC)6 12 59771642 59771653 TTCTTTCACCCTTTCCCCTT TTTGCAATAATCCACAAGCA 250

Ad06A10583 Aradu.A06 10583 p2 (CT)6 12 59813693 59813704 GATTTTGCTTGCCATTTGGT TTGAATTTGAATGGTGGGGT 229

Ad06A10586 Aradu.A06 10586 p2 (GC)6 12 59843678 59843689 ACAAGGCTCCTAAAACCGCT TTTCAGTTGGGTTGGAAAGC 164

Ad06A10588 Aradu.A06 10588 p3 (TTC)5 15 59893958 59893972 CTGTCCCTCGCTCAACTCTC GGAGACAGTGGTGGTGGAGT 187

Ad06A10589 Aradu.A06 10589 p2 (AT)9 18 59896683 59896700 TGAAAATTCTGGGATTTGGG GGCATTTTTGTCCCTTTTCA 218

Ad06A10593 Aradu.A06 10593 p2 (TA)6 12 59940132 59940143 GGGGCTAAGGTAAGGGTGAG TGGGGAAACTGTGGAAACAT 274

Ad06A10594 Aradu.A06 10594 p2 (AT)9 18 59947807 59947824 CGCACCCTCAAGATCAAAAT ATTGATCCACTTGCTCCTGG 155

Ad06A10595 Aradu.A06 10595 p3 (TTC)5 15 59955000 59955014 TTCCTTTTCCATTCTTTTCTTCC ACCCAATTGGATGAAGATCG 277

Ad06A10596 Aradu.A06 10596 p3 (GGT)5 15 59961369 59961383 GTTCGTCACTCCCTCGTTGT AATTGGAGCTCACCTGGTTG 190

Ad06A10597 Aradu.A06 10597 c (A)10g(A)10 21 59990745 59990765 TGGCTCTTGAAAGAATGATGAA TTCACGCCACAAGCATTTAG 265

Ad06A10599 Aradu.A06 10599 p2 (GA)12 24 59999448 59999471 TCACAAAATGCTTGGAATGC GCACAAACTCAGTAACAATAACGG 206

Ad06A10601 Aradu.A06 10601 p2 (GT)9 18 60012264 60012281 TCTACTTTGCGGGGAAGAAA GTTGGGATTGAATTGGATGG 278

Ad06A10602 Aradu.A06 10602 p3 (AAT)16 48 60014682 60014729 CGCTGAATTTGTGCCAGATA CACCAGGCTGCCAAAGTATT 265

Ad06A10603 Aradu.A06 10603 p3 (ATT)5 15 60018240 60018254 GAAAAGATCGCAGCAGGAAC CCTTTTCCCTGGCAGTTGTA 227

Ad06A10605 Aradu.A06 10605 p2 (TA)7 14 60062445 60062458 TGGATAATGCTTCACTGCCA TGAGTTGCACTTTCTCCAGG 249

Ad06A10609 Aradu.A06 10609 p3 (ATT)5 15 60064370 60064384 CAGAAACTCAAGCAATGCCA GGTAACCCTCGGAACAGTCA 230

Ad06A10610 Aradu.A06 10610 p3 (ATG)5 15 60067768 60067782 CTTGAAGGATCAGGTCCGAG GCTGACTGGCTTCAACTTCC 194

Ad06A10614 Aradu.A06 10614 p5 (AAGAT)5 25 60160505 60160529 AAGGGCGGTACCCTTAAAGA TAGTAAAGTCCGGGGTGGTG 218

Ad06A10618 Aradu.A06 10618 p2 (GA)6 12 60167760 60167771 GAAGCCGGGCAGTACTTACA TCATTCTCTCCACCACCACT 176

Ad06A10621 Aradu.A06 10621 p4 (ATTT)5 20 60173767 60173786 GAGGTGGCTGATTTGTTGGT AGTGTCGATCCAGATCCCTG 279

Ad06A10631 Aradu.A06 10631 p2 (CT)6 12 60310850 60310861 TTTTTCAAAACCACCTAACTACTTTTC AGAAAGGGAGAGAGGGTTCG 279
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Ad06A10632 Aradu.A06 10632 p4 (AACT)5 20 60321851 60321870 CCCTTTTTAATACTCAGCAGCAA CATCCAACACTCGCAAACAC 177

Ad06A10633 Aradu.A06 10633 p2 (GT)8 16 60328330 60328345 TGAGCCTACGCTTAACCCAC CATCCAATGTCCCAGGTTTC 155

Ad06A10641 Aradu.A06 10641 p2 (AC)9 18 60369625 60369642 CAATTCGCCAATCATTCACA ATCTTTGCGGGCTGAGACTA 148

Ad06A10642 Aradu.A06 10642 p3 (ACA)6 18 60369831 60369848 TAGTCTCAGCCCGCAAAGAT CTGGAAGGACAGCGAAAAAG 259

Ad06A10643 Aradu.A06 10643 p2 (TA)7 14 60372684 60372697 TCCAGCCTAGCTACCCAAAA TGTGTGTCAAATAAGTGTGGGA 263

Ad06A10649 Aradu.A06 10649 c (AC)42(AT)8 100 60452381 60452480 CCTTTTTCAATCAAAGCACGA TGCCTTTATTTTGGTTGATGC 240

Ad06A10650 Aradu.A06 10650 p3 (AAG)6 18 60479593 60479610 TGCCATTGATGGTAGTGGAA CGAACAAACACTACCCCCTC 234

Ad06A10653 Aradu.A06 10653 p5 (AAAAG)5 25 60525705 60525729 TGGGTTGATAAAAATGTGCG GGGTCATTTTGTCCCATTTTC 181

Ad06A10655 Aradu.A06 10655 p3 (AAT)6 18 60534509 60534526 AGAGTGGGGAAACTGTGGG TTTTATCACATGTGCATTGATCTTT 270

Ad06A10656 Aradu.A06 10656 p2 (AG)6 12 60535894 60535905 AGGAAACGCTGGGGACTATT CCTGGAAATTGAGAAGTGGAA 234

Ad06A10662 Aradu.A06 10662 p2 (AT)16 32 60612724 60612755 CAAGGTTGGCTGGAGAACAT TCGCTAGCCATCTGGAGTTT 227

Ad06A10663 Aradu.A06 10663 p2 (AG)18 36 60613475 60613510 CCATGAGCTCACGTGTCAGT GGGATGAAGGTGATAAGGCA 271

Ad06A10665 Aradu.A06 10665 c (T)10ctatattttttttcgtttttctctttc(T)1047 60623927 60623973 TCCCCAATTAGAGGTGTCCA TGTGGTTCTTGAATGTTGGC 249

Ad06A10668 Aradu.A06 10668 p3 (AGA)46 138 60685560 60685697 TGCTTTGACCACACCAAACT ACACACTACCCCCTCTCCCT 259

Ad06A10669 Aradu.A06 10669 p2 (AG)6 12 60713606 60713617 CTACTGCCTTCACCGTGTCA GATGTTGGAGGCTTCAAGGA 269

Ad06A10670 Aradu.A06 10670 p2 (GA)6 12 60713893 60713904 GCCAACTCTGGGTCTGTCAT AGCTCTGGTGAAGCTCCTTG 152

Ad06A10674 Aradu.A06 10674 p2 (AT)7 14 60737566 60737579 TGGGATCGAGCCTTACTCAC GGATGACGGAGCATCAGAAT 270

Ad06A10675 Aradu.A06 10675 p2 (CG)6 12 60744840 60744851 TAAGGACCCGAGAGTTGTGC GAGAAGAAGAAAAGGCGGGT 224

Ad06A10676 Aradu.A06 10676 p2 (GT)6 12 60745808 60745819 TTGTTGGGTTGTTTTAAGCC AAAATTACGCACGGTTTGGA 147

Ad06A10679 Aradu.A06 10679 p3 (TCT)5 15 60769272 60769286 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 222

Ad06A10680 Aradu.A06 10680 p4 (TTTA)5 20 60783987 60784006 TTTTTGAATTCTCTCCCTCTCA AAGTTCTTGTCCCTGCTCCA 255

Ad06A10681 Aradu.A06 10681 p3 (TCT)5 15 60787436 60787450 CCCTCCCTCCTTCTTCATTC ATCTCCATGACTCGGAGGTG 265

Ad06A10690 Aradu.A06 10690 p3 (AAG)5 15 60868196 60868210 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad06A10694 Aradu.A06 10694 p2 (TG)6 12 60899687 60899698 AATGCATGAGTAGGTGCAACA TAATGGGGCTTAGGTAGGGG 169

Ad06A10695 Aradu.A06 10695 c* (GT)8(T)14* 29 60915203 60915231 GGATCAATTTGTGGCAAAGG CCATGGTATGATCGTCCCTC 262

Ad06A10699 Aradu.A06 10699 p2 (AT)9 18 60965182 60965199 TGAATCCATTAGGTTGACTTGGT GGGGTTAGCATATGACCCAA 277

Ad06A10701 Aradu.A06 10701 p3 (GAT)5 15 61007686 61007700 ATGGGTCTTTGGGAGGAGTT CTGTTGAGGTTGAGGAAGGC 271

Ad06A10702 Aradu.A06 10702 p2 (GC)6 12 61011258 61011269 CTAGGCCACTTCACCGAGAG GTAGCACAGGGGTGGCTTAG 168

Ad06A10710 Aradu.A06 10710 p3 (GTT)5 15 61072752 61072766 AAAAACAATGCCAAAAAGCG ATCATTCCCACAGAACCGAG 163

Ad06A10713 Aradu.A06 10713 p2 (CT)7 14 61110589 61110602 AAACCACCTAACCACTTTTCCA AGAGGGAGAGAGAGGGTTCG 183

Ad06A10719 Aradu.A06 10719 p2 (TA)7 14 61151389 61151402 TACTGGCAATTTTGCTGCAC CCCTTGGGTTGACTTGGTAA 237

Ad06A10723 Aradu.A06 10723 p2 (AC)9 18 61188139 61188156 TTTCAATTTTGTAACGGGGC TGGGTAGCTAGGCATGAATTT 150

Ad06A10724 Aradu.A06 10724 p3 (GGT)6 18 61189613 61189630 AGATATGTCAGCTGGGGTGC CCCTACTTTGGTCACCAGGA 261

Ad06A10726 Aradu.A06 10726 p3 (TCT)6 18 61205367 61205384 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 183
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Ad06A10731 Aradu.A06 10731 p3 (GAT)5 15 61222997 61223011 GTGTGGATGATGAGAATGCG GATCGTTAGGATGGACCCCT 265

Ad06A10732 Aradu.A06 10732 p2 (AT)8 16 61224689 61224704 TTTTTCCTTTACTGCTTGACTGC AATTGTAGTCGGGGTGCTTG 228

Ad06A10734 Aradu.A06 10734 p3 (AGA)6 18 61229786 61229803 AAAATATTGCTCGCCCTCAA ATGACCGAAGCTACACCCAC 180

Ad06A10741 Aradu.A06 10741 p3 (AGA)6 18 61270731 61270748 ACCTCGGGGATCACTTTCTT TCTTCTCCCACTTAGCCGAA 222

Ad06A10743 Aradu.A06 10743 p2 (TC)15 30 61279584 61279613 TCCAATCCATGACTTATCACTTG GCCACAGTTACAGCCACAAA 275

Ad06A10746 Aradu.A06 10746 p2 (TC)8 16 61330334 61330349 GTGCTTCTTCTTCCTGTGGC AGCCATTACCCTCCTCCCTA 107

Ad06A10748 Aradu.A06 10748 p2 (AG)7 14 61362877 61362890 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 100

Ad06A10749 Aradu.A06 10749 c (T)10gaa(T)10 23 61374324 61374346 GCACACTCTTTTTGCCTTGG TTATTTTGGTGTGGTGGCAA 268

Ad06A10750 Aradu.A06 10750 p3 (TCT)6 18 61390650 61390667 CTTCACTCTCCCCTCTCCCT CTAGAGGATTCTCCGGCCTT 247

Ad06A10752 Aradu.A06 10752 p3 (CTC)5 15 61398487 61398501 TAATGTTTACCGCCCTGCTC GGGTCAATGGCTCTCTCAAA 206

Ad06A10756 Aradu.A06 10756 p2 (AG)6 12 61410572 61410583 TTGGAGATCTCATCTTGGGG TGAACCCTAATGAAAGCTTGG 171

Ad06A10760 Aradu.A06 10760 p2 (AG)6 12 61416874 61416885 CGGAAAAGCACACCAAACTT TAAATACACGTTCAGCCCCC 121

Ad06A10763 Aradu.A06 10763 p3 (TTC)6 18 61444929 61444946 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 275

Ad06A10765 Aradu.A06 10765 p2 (TA)9 18 61455981 61455998 GATCATGCCACGCCTTTAAT ATAATCGGACGATGAAGGCT 241

Ad06A10767 Aradu.A06 10767 c (AG)8gagagaacctctctctccaaaactacatctaaaacatgaaaagtaaattatgagaggc(T)1084 61476293 61476376 TCAACAGCCAATTGGACAAC GCTATAAAGTGGGGGAATGC 251

Ad06A10769 Aradu.A06 10769 p2 (AG)7 14 61481991 61482004 CAATTGGGCAACATCAATCA TCTGACCCAGTTTTTGGTCC 277

Ad06A10776 Aradu.A06 10776 p3 (CAT)6 18 61552938 61552955 AGGGATGGCATCAACTGTTC TGCCTACGAGAATTTGAGGG 266

Ad06A10782 Aradu.A06 10782 p3 (AGC)5 15 61600414 61600428 CTTGCACATCAATGGACTGG GTTGCCCAAAGAAGAGAGCA 180

Ad06A10783 Aradu.A06 10783 c (T)12aaaaaaggttattattatttatttcttatttctgtaacaatgtattgtctaggccatggcaaatggtgagaaaggtggtgaaggtgaagatgactc(TGA)5123 61606451 61606573 CTGCTGCATTATGTTTTGTGG TTCATCGTCATCGTCATCGT 253

Ad06A10784 Aradu.A06 10784 p2 (CT)12 24 61609825 61609848 CTATTCTCTCGTTCACGGGC GATTGGACACAACAACGCAC 258

Ad06A10786 Aradu.A06 10786 p3 (TTA)5 15 61638803 61638817 AGGCCTGGATTTTGTTTCCT TGTTGGCTCATGAAAGAATGA 268

Ad06A10787 Aradu.A06 10787 p5 (AAAAT)5 25 61659356 61659380 TTTGGACAACTGACGGTTCA AAAACATGCAAGACACCAAACTT 246

Ad06A10788 Aradu.A06 10788 p2 (AT)9 18 61665874 61665891 TCAGCCACTTTGAGCCTTTT TGGGGTAATTTTGTCCCCTT 220

Ad06A10790 Aradu.A06 10790 p2 (GC)6 12 61713954 61713965 CTACACTGTGGCAGCACCAT CAGGCACAGAATAGGCACAA 191

Ad06A10792 Aradu.A06 10792 p3 (AAT)5 15 61744811 61744825 GAATGAACCCGATTGATGCT TGCGGTTAATTAGTCACGGTT 168

Ad06A10794 Aradu.A06 10794 p2 (AC)6 12 61779298 61779309 TGGGTTCTAAAATTGCACGC TTGTTTGGTTGTTTTGGCCT 151

Ad06A10796 Aradu.A06 10796 p2 (AG)6 12 61820264 61820275 GGTGTGCTTTGAACACCAAA AAGAGGGGAGGACTTCAAGC 239

Ad06A10798 Aradu.A06 10798 p2 (AT)6 12 61836857 61836868 CAACATTCAGTGATCCAGCC TCACTAGGCGCCAGGTTAGT 119

Ad06A10799 Aradu.A06 10799 p2 (CT)6 12 61849604 61849615 TGCAGGGATGACTTTTCCTT GAATGGTGAGGTATGTGGGG 194

Ad06A10803 Aradu.A06 10803 p2 (CT)7 14 61873635 61873648 GGAAAGCAATCATGAGTCTGAA TAAAGTGGGGGAGTCCATCC 277

Ad06A10804 Aradu.A06 10804 p3 (AAT)6 18 61883355 61883372 TTTTGCGCTTTTCAAATCCT TCTGTACACTAGAGCGGCCC 268

Ad06A10806 Aradu.A06 10806 p2 (AT)11 22 61887693 61887714 AAAGCAAAAATGCCAAATGC AGTGTGGGGGAGGATTTACC 214

Ad06A10807 Aradu.A06 10807 p3 (AGA)16 48 61890557 61890604 TTCAAGCCGAAATTCAAACA CCCCACCTCTCTCTTCCTTC 250

Ad06A10809 Aradu.A06 10809 p2 (AT)7 14 61899814 61899827 TGGAAAAATTGGGTTTGGAA TACTTTGGGGCATTTTGTCC 192
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Ad06A10810 Aradu.A06 10810 p2 (AG)6 12 61901367 61901378 ACGTATCAAAAATCGCTGGG CAACATCAAATAATCAACAAGGGA 268

Ad06A10813 Aradu.A06 10813 p3 (AAG)6 18 61944729 61944746 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTTTCCT 185

Ad06A10815 Aradu.A06 10815 p4 (ATAA)5 20 61989577 61989596 CAATTGTGATGAATTGCTTGC CCAAAATGTTGTTTCCTCCAA 255

Ad06A10816 Aradu.A06 10816 p2 (AT)10 20 62002707 62002726 GAAGATTGTGGGAACAAGGG CCCAGAATTTGCTTTTCACA 279

Ad06A10817 Aradu.A06 10817 p4 (CACT)6 24 62008251 62008274 TCCAAAAACAATTCCTAATTCTCA CGTGTGTATTTGGGGAAAGG 153

Ad06A10822 Aradu.A06 10822 p2 (AT)6 12 62032630 62032641 TTTTCAGCAATCATCTTTATATTTTC TCGATATGCAAGAAAGCCAA 275

Ad06A10825 Aradu.A06 10825 p2 (AC)8 16 62039344 62039359 CCCACAAATTCTCCCACACT TGAGCCTTTAATTCCCCTTTG 143

Ad06A10829 Aradu.A06 10829 p3 (CAT)5 15 62051811 62051825 CTTTCCAACTCTGCTTTGCC GAGGGAGAGGATGAAGACCC 222

Ad06A10831 Aradu.A06 10831 p4 (AATT)5 20 62056100 62056119 TCACGAAGCTCGAAGCATAA TTGAGGAAGAATGGTGTGCC 194

Ad06A10835 Aradu.A06 10835 p2 (TA)7 14 62063314 62063327 CCATAAACCCTAGTCCGCAA GCTAGGTTTCTCCCGGCTAA 280

Ad06A10837 Aradu.A06 10837 p3 (AAT)24 72 62092757 62092828 CAAATTGGAACAGACTCCCC CCAGGAAGTTCCAGATGCAC 229

Ad06A10839 Aradu.A06 10839 p3 (AGA)6 18 62108665 62108682 TCCTGATGGCTCTTGGAGAT TCTTCTCCCACTTAGCCGAA 249

Ad06A10844 Aradu.A06 10844 p2 (AC)7 14 62147212 62147225 TTTGACATCTTTGCACTAAAACAA AAAAGTAGGCAATGATGCACG 233

Ad06A10845 Aradu.A06 10845 p2 (TA)6 12 62147374 62147385 CAAACACAAACACACACACACA AAAAGTAGGCAATGATGCACG 212

Ad06A10847 Aradu.A06 10847 p2 (AG)7 14 62156730 62156743 TGGAGGAATGAGGAGAGAAGA GGAAAGCAATCATGAGTCTGAA 277

Ad06A10850 Aradu.A06 10850 p5 (AAAAT)6 30 62167869 62167898 AAGTGTTGGGAAACTGTGGG TGGGGTAATTTTGTCCCCTT 237

Ad06A10851 Aradu.A06 10851 p3 (AAT)5 15 62180815 62180829 GCTTGGTGTTTTCCTTCCAA GGAGAGAGAAAGTGGTTAGGATTTT 280

Ad06A10853 Aradu.A06 10853 c (TA)9tgttgcgtaatgcaacccaagagatat(TA)657 62202041 62202097 TTGCTTAATGCAACCCAAGA GCCTCAGGGCAACAGATAAA 239

Ad06A10857 Aradu.A06 10857 p3 (TTC)5 15 62239449 62239463 TTCTTGTGCGAGCCCTAACT AGAGTATAGCGGTTTGGGGG 226

Ad06A10860 Aradu.A06 10860 p2 (TG)7 14 62298273 62298286 ATGAAAATTGGGCACGAAAG CTAGGACAAACGGGCAAAAA 268

Ad06A10863 Aradu.A06 10863 p2 (TC)6 12 62305252 62305263 TTGCACTGACCCCTAAGACC CACCCCCACGTCTAGTCATT 235

Ad06A10864 Aradu.A06 10864 p2 (AT)10 20 62308317 62308336 GGGATAAGAGGACGACGACA AAACCCCATCATTGACACATT 199

Ad06A10866 Aradu.A06 10866 p2 (AT)9 18 62314702 62314719 GCACTGGTGCGCATTTAGTA ACACCTAAGTCGACCGCCTA 277

Ad06A10868 Aradu.A06 10868 p3 (TAT)12 36 62320971 62321006 CTACATTTCCTGAGGCCACC GCGCTCTGTTTTCCCACTAC 274

Ad06A10870 Aradu.A06 10870 p2 (AT)6 12 62360331 62360342 GCCGGCTAGCCAAATATACA ACAGAAGCGGAGGATCCATA 181

Ad06A10873 Aradu.A06 10873 p2 (AC)6 12 62372064 62372075 CATAAAAACACCGCGATCCT AACAACACACGCACCAAAAA 262

Ad06A10874 Aradu.A06 10874 p2 (TC)19 38 62372385 62372422 GGTTGGTTCTTTTCACGAGG CGTTTCTTATTCTCTTGTCTTTTCG 267

Ad06A10875 Aradu.A06 10875 p2 (AT)9 18 62379476 62379493 CCTGTGTGTTGTGCCTTCAT TCCCATCTCTTTTCCACTTCA 275

Ad06A10876 Aradu.A06 10876 p2 (AT)6 12 62382453 62382464 TCATCATGTCCGATCCACAA GATGCGCATGAGGAGGTATT 261

Ad06A10877 Aradu.A06 10877 p3 (CAT)5 15 62384459 62384473 GCCATCATCATCATTGCTCA AATCGCTGATTTCATGCCTT 188

Ad06A10878 Aradu.A06 10878 p3 (CAT)5 15 62385018 62385032 GCCATCATCATCATTGCTCA GGGTTGATCCCAGCTGTTTA 227

Ad06A10880 Aradu.A06 10880 p3 (CAT)5 15 62386275 62386289 TGCTCAATCAAAACAAGGCA TGGGTTGATTCCAGCTGTTT 214

Ad06A10881 Aradu.A06 10881 p3 (ATT)23 69 62399285 62399353 TCGGCCCAATAGTAAACCTG CGAAAAATTCAGGCATCGAC 274

Ad06A10884 Aradu.A06 10884 p3 (TTA)5 15 62405325 62405339 ATTTGTGGATGGGAAAGCAG CACCAACTGGTTGCATTGAG 111



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A10886 Aradu.A06 10886 p3 (TTG)5 15 62407132 62407146 GCCGACTCCACCTAATGAGA ACAAACTTGACCCATCCAGC 175

Ad06A10889 Aradu.A06 10889 p3 (TCA)8 24 62410016 62410039 ACGTGAAGCCTTTGTCTCAT CGACACATGTATACTCGCGG 260

Ad06A10892 Aradu.A06 10892 p3 (GAT)12 36 62427764 62427799 AGTTTTGATTGCATCTCCGC AAGATGCTCACGCATCATTG 280

Ad06A10895 Aradu.A06 10895 p4 (AATA)5 20 62432864 62432883 ACCCACCGTGGTATGATTGT GCGCAACTCTCTGGTCATTT 263

Ad06A10897 Aradu.A06 10897 p2 (CA)6 12 62436282 62436293 CCCAAAATCCCCAATTTCAT GTGTGTGGTTTGTGAGTGGC 155

Ad06A10899 Aradu.A06 10899 c (AT)6(GT)29 70 62446375 62446444 GTCGAGAGGCACCTCGTTAG AGCTAAGGCTGGCAAGAGAA 276

Ad06A10901 Aradu.A06 10901 p3 (TTG)5 15 62448709 62448723 GAAAAGGGTTGTGGCACTGT GCAGGAGCAGAAACAGAAGC 192

Ad06A10902 Aradu.A06 10902 p3 (TTG)5 15 62448875 62448889 GCTTCTGTTTCTGCTCCTGC ATGCCCATTTCCCTTCTTTT 226

Ad06A10904 Aradu.A06 10904 p2 (CT)6 12 62471714 62471725 ATTTTTGCATGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad06A10910 Aradu.A06 10910 p2 (TA)9 18 62514789 62514806 GCAATGCCTGGAGGAATAAG TTGGAGAGCTTCCATTCAAAA 183

Ad06A10913 Aradu.A06 10913 p4 (TTAT)6 24 62542366 62542389 TTTGTCCCATGTGCATTGAT TCCCAAGTTGAATCCTTGGT 277

Ad06A10914 Aradu.A06 10914 p2 (AG)6 12 62546105 62546116 CGAGAGTGTTGGGGTTTGAT TACCCACCCCCTCTCTTCTT 162

Ad06A10915 Aradu.A06 10915 p2 (CT)6 12 62556371 62556382 GATTTTGCTTGCCATTTGGT TTGAATTTGAATGGTGGGGT 228

Ad06A10917 Aradu.A06 10917 p2 (AT)7 14 62569829 62569842 AAATTACGGCATCGAATGGT TTTTAAGTGTGGGGAGGTCG 248

Ad06A10919 Aradu.A06 10919 c (TTC)5ttgttactgcacg(TTC)543 62575800 62575842 CGACCCGTTTAAAAGCGATA GGAGGAAGAGGTGGTGTTGA 243

Ad06A10921 Aradu.A06 10921 p3 (GAA)5 15 62576705 62576719 GAGGAGGAAAAATGCACCAA ATAGCGCAAAATGAGAAGCG 195

Ad06A10923 Aradu.A06 10923 p2 (TA)6 12 62578859 62578870 CACAAGCCGAGTCACAATTT AAAAGACAACATCAAGAAGTATCAACA 269

Ad06A10924 Aradu.A06 10924 p2 (AT)8 16 62590277 62590292 TCAGGGTTGTAATAGGGCTGA TGGAAAAATTTGGGTAGCTAGG 168

Ad06A10929 Aradu.A06 10929 c (TA)6tttttttcg(T)1031 62677972 62678002 GCCCAAAGCATTCTGTCTTC TTGATGTGGTGGCACTAAGAA 234

Ad06A10930 Aradu.A06 10930 p3 (TTC)5 15 62715462 62715476 GAACTTCCGGGTACTCTCCC GCTCCTCCCCCTAATGAAAG 191

Ad06A10938 Aradu.A06 10938 p2 (AC)7 14 62816854 62816867 TTTTACCCCAACCAATGTCC CAAGCCAAGAAGCGAAAAAC 118

Ad06A10939 Aradu.A06 10939 p2 (AG)6 12 62867973 62867984 GGAATGAAGATCGACAACTCA CCAATTAATCAACCAAAGCCA 280

Ad06A10940 Aradu.A06 10940 p3 (TTG)5 15 62888723 62888737 AACATTTGGGGTGAGAATGC GTCAGGAGGAAGAAGCGATG 209

Ad06A10941 Aradu.A06 10941 p3 (CTA)5 15 62900329 62900343 CTCCCTTCCTTGATTCAACAG AACGAGAGCTCGATTGAGGA 261

Ad06A10942 Aradu.A06 10942 p2 (GA)13 26 62903316 62903341 AGAGATATGGTGGTGGTGGC GCGTTAATAGGGTGAGCTGC 172

Ad06A10945 Aradu.A06 10945 p2 (AT)7 14 62912293 62912306 GCAGAGAATTCCCATTGAGG TCGGGGATTGATGGTGATTA 267

Ad06A10948 Aradu.A06 10948 p3 (AGA)5 15 62942311 62942325 GCTTTTGTCTTCCCTTTCCC TTTACCCTCCCCTCTCCCTA 260

Ad06A10949 Aradu.A06 10949 p3 (ATT)6 18 62945420 62945437 GCTCCAATGGCAGGAATAGA CAAGAGAAGGAGATGGCAGC 122

Ad06A10950 Aradu.A06 10950 p2 (AG)6 12 62945876 62945887 CGGATTTTTGGGTGAAGAAA CAAAACCACCTAACTACTTTTCCC 230

Ad06A10954 Aradu.A06 10954 p5 (TTATC)5 25 63003075 63003099 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 166

Ad06A10957 Aradu.A06 10957 p5 (TTATC)7 35 63026236 63026270 TAGACTTGGTGGTGGTGCTG AGAGATAAAGGCGGTTCCGT 264

Ad06A10959 Aradu.A06 10959 p2 (TA)8 16 63053966 63053981 GGGACATTTTTGTCCCCTTT GGGCATTGGTTGAGGTAAAA 231

Ad06A10960 Aradu.A06 10960 p3 (TTC)6 18 63061660 63061677 CTTCACCTTAGCCGAAACCA CTTGGAGGTGGAAGCTTTTG 217

Ad06A10963 Aradu.A06 10963 p2 (AG)6 12 63124073 63124084 ATAGGTGAAGGGGTTTTGGG ACGCCAGAAATGGCTAAAAA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A10965 Aradu.A06 10965 p2 (AG)7 14 63132600 63132613 CCATGATGGAGAAAGGGAGA CATCTTTTTCAAAACTCCCTAATCA 242

Ad06A10967 Aradu.A06 10967 p2 (GT)6 12 63164988 63164999 AGCCAATTTTGAGCCTACGA CAACAATGTCCCAAGTTCCC 154

Ad06A10968 Aradu.A06 10968 p2 (AT)6 12 63166981 63166992 CAACATTCAGTGATCCAGCC CTTTTGGTGACGTTCCACCT 250

Ad06A10970 Aradu.A06 10970 p2 (AT)6 12 63173374 63173385 CAACATTCAGTGATCCAGCC AGAGGAGCAGCAGACGATGT 273

Ad06A10972 Aradu.A06 10972 c (AT)6ac(AT)9 32 63231661 63231692 TTTTGAAATTTTGAGTTGACTTGG TGCCTCTTTACTGGCGTTTT 213

Ad06A10973 Aradu.A06 10973 p4 (ATAA)5 20 63244907 63244926 GCGTCGCTTCCTCATTCTAC TGCGAATGCAATAAACAAAAG 273

Ad06A10974 Aradu.A06 10974 p3 (AAG)5 15 63252153 63252167 ATCAAACACTTGGGAGGCAC GGGTTTAATTCATGCTCTCTTCC 271

Ad06A10980 Aradu.A06 10980 p2 (GC)6 12 63281222 63281233 CCACAAGGCTCCTAAAACCA GCCATATATTGCTTCGCGTT 114

Ad06A10981 Aradu.A06 10981 p2 (GC)6 12 63286998 63287009 ACAAGGCTCCTAAAACCGCT ATGTTACTTCGCGTTCAGGG 107

Ad06A10983 Aradu.A06 10983 p2 (TA)9 18 63291227 63291244 TTTGAATGTGTTGGGAAACAA ATTCCTTTTTGGGCTTCTCG 267

Ad06A10984 Aradu.A06 10984 p2 (AG)17 34 63291437 63291470 CGAGAAGCCCAAAAAGGAAT GTTTGCAAGATGGCGAAGTT 266

Ad06A10985 Aradu.A06 10985 p3 (TAT)21 63 63299007 63299069 TCGTTTACACGAGATTCATTAAAAA TGGCCTTTATGTTAGGAACCA 279

Ad06A10987 Aradu.A06 10987 p3 (AGA)17 51 63309876 63309926 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 262

Ad06A10988 Aradu.A06 10988 p2 (TC)13 26 63317328 63317353 TGGTGCATCACAGGTCCTAA TCCGTAAAGTTTAGGTCGGTT 268

Ad06A10989 Aradu.A06 10989 p2 (TA)11 22 63341651 63341672 GTGGACTCAGTGGTGGGAGT GAGCAGCAAGGGACATGAAT 159

Ad06A10991 Aradu.A06 10991 p3 (AAC)5 15 63353978 63353992 ACGGCTCTAGCAGGAAGACA GAGGTGCTCTGTAAGGCTGG 251

Ad06A10992 Aradu.A06 10992 p3 (TCT)5 15 63407654 63407668 CCAAACCCCTCTCCCTCTAC CTGGCCTTAGGTTCCATCAA 232

Ad06A10994 Aradu.A06 10994 p3 (GAA)5 15 63450434 63450448 GGCCAAGACAAGGGACAGTA GGTGGCACACCAAACTTAGAA 268

Ad06A10996 Aradu.A06 10996 p3 (TCT)6 18 63456826 63456843 ATCTTTTTCCCACCCAAACC TCGAGCAAAAGAAGGAGGAA 192

Ad06A11000 Aradu.A06 11000 p2 (GC)6 12 63537600 63537611 ATAATAGTGGGCCACGGACA GCTTGGTTTAAGTGTGGGGA 100

Ad06A11002 Aradu.A06 11002 p2 (GC)6 12 63543224 63543235 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 163

Ad06A11003 Aradu.A06 11003 p2 (AG)8 16 63548908 63548923 CATGCAGAATTCAAGATGGG TGCATTGAAGGAAATGGAAA 276

Ad06A11008 Aradu.A06 11008 p3 (ACT)7 21 63571139 63571159 CACATGTTGCTTTGCTCAGA TAAATGGGTGGACAAACGCT 250

Ad06A11009 Aradu.A06 11009 p3 (TCA)5 15 63571682 63571696 GCCATTCATGGGTTGTATCC TGGAGAAAAACGAGAGCAAA 268

Ad06A11012 Aradu.A06 11012 p3 (TTC)5 15 63612701 63612715 GGGATTGCATAAAGAAGGCA TTAGAATGTTGCTCGCCCTC 273

Ad06A11015 Aradu.A06 11015 p2 (TA)9 18 63643531 63643548 GCTTGTTCCTTTGGTTTGGA ATGCAATGATTTGGTGAACG 135

Ad06A11017 Aradu.A06 11017 c (ATC)18(ATT)9 81 63650918 63650998 TGACATCAAATCTTAGGAATCAAAA GCTATAGCTCATTGGCAAAAA 279

Ad06A11019 Aradu.A06 11019 p2 (CT)6 12 63687594 63687605 TCAACCTTTTTCCTCATCCG AGCGAGGAATCTGTGGAGAA 108

Ad06A11024 Aradu.A06 11024 p2 (TA)8 16 63725819 63725834 CAAAATCCAGTGAGGGTTCAA TGGAATGCAATGCAACCTAA 272

Ad06A11026 Aradu.A06 11026 p2 (AT)10 20 63786640 63786659 CTTGGAACATTGGTTGAGGAA TGCTTTGGGACATATTCACATT 280

Ad06A11027 Aradu.A06 11027 p3 (GAA)5 15 63792122 63792136 TGTCTTGCAACAAGTGGAGG ACTTGTCGCTTGCTCAACCT 256

Ad06A11028 Aradu.A06 11028 p2 (TA)6 12 63793169 63793180 AGTGCCAGGTAGGAGACACC GCAACCTAGCAATCAAAGCA 144

Ad06A11031 Aradu.A06 11031 p2 (AG)7 14 63825837 63825850 TTGCAGAAAACGCTCACAAC TAAGGAACCTGGGATTGAGG 270

Ad06A11032 Aradu.A06 11032 p2 (AT)8 16 63830276 63830291 GTGGGTTTGGAAACATTTGG CATATGCATTGCTTTCACCG 226
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Ad06A11033 Aradu.A06 11033 p2 (AT)7 14 63836135 63836148 TGATTGAGGCCTTTGTTTCA CATATGCATTGCTTTCACCG 180

Ad06A11035 Aradu.A06 11035 p2 (GA)7 14 63843752 63843765 TCAGGTTGTGCTCCTCAGTG TTATGAAGAATTCGCGACCC 268

Ad06A11039 Aradu.A06 11039 p2 (TC)7 14 63868236 63868249 AAAGCAAAGGCACAGAAGGA GGCAGATAGCAGTGAGGGAG 247

Ad06A11040 Aradu.A06 11040 c (TAC)5caccaaattccccagtaagtatttcttcgtttttacagtgttttcctttttcccttcctcccttatactg(A)1095 63868855 63868949 AACCCAACAGCAAAGTCACC AGCAACTCAAGGCCAGAAGA 191

Ad06A11041 Aradu.A06 11041 p2 (TC)6 12 63869062 63869073 TCTTCTGGCCTTGAGTTGCT ACTCAAGCTCCTGCCACTGT 208

Ad06A11042 Aradu.A06 11042 p3 (TGG)5 15 63870736 63870750 TGTAGGTCCTCTGGGAGTGG GCAGCATTATTTCCAGGCAT 254

Ad06A11044 Aradu.A06 11044 p2 (AT)11 22 63882300 63882321 GCCTGTAGCACTGCAAACAA GGAATAGGGGCAAGAATGGT 261

Ad06A11047 Aradu.A06 11047 c (A)10gagagaagaatttcatatgtgtatatatgagaatgtatgaaaaagaaaagaaaagaaa(AT)680 63920564 63920643 TTGGGAGGGTATACTGGGAA CCCCCTTCATTGCTTTTTCT 261

Ad06A11050 Aradu.A06 11050 p5 (AAGAT)5 25 64018561 64018585 CTCGGCCAAATTACCAAGAA CCTGGGTGCTCCAGTGTATT 208

Ad06A11051 Aradu.A06 11051 p3 (AGA)6 18 64066617 64066634 TTAGAATGTTGCTCGCCCTT CTTCCCCATAAATCCCACCT 202

Ad06A11052 Aradu.A06 11052 p3 (AAT)5 15 64078002 64078016 TTGATCCAGAACCTGAAAGGA AAACTTGGACGTTGGCTTTG 173

Ad06A11053 Aradu.A06 11053 p3 (TTC)7 21 64080818 64080838 CCTACCTCGCCCTCTCTCTT TAAAGTATTGCTCGCCCTCG 232

Ad06A11054 Aradu.A06 11054 p3 (TGA)6 18 64084846 64084863 CCAGATCTCGACCTTTCCCT CAAGACTTGGCAATTCGGTT 192

Ad06A11060 Aradu.A06 11060 p5 (AAGAT)5 25 64186091 64186115 CTCGGCCAAATTACCAAGAA CCTGGGTGCTCCAGTGTATT 213

Ad06A11061 Aradu.A06 11061 p5 (TTATC)5 25 64207084 64207108 CCTGGGTGCTCCAGTGTATT CCAATCTAAAGGCAGCCAAA 154

Ad06A11068 Aradu.A06 11068 p2 (GC)6 12 64250956 64250967 TAGGGGTGGCACAACTCTCT CCATACATTGCGAGCACAAG 222

Ad06A11069 Aradu.A06 11069 p2 (GC)6 12 64251090 64251101 GGGGCTCAACTCTTTGTGAA TCAGGCCTATACCAAGCCAC 194

Ad06A11071 Aradu.A06 11071 p3 (GAA)5 15 64315875 64315889 CCCCTAATGAAAGTGGGGTT CCGGAAGGATACCTGGAGAG 179

Ad06A11073 Aradu.A06 11073 p3 (GAA)6 18 64328215 64328232 CCCCTAATGAAAGTGGGGTT AGGGGGACTTTTGGACACTT 260

Ad06A11074 Aradu.A06 11074 c (T)10cgaaa(T)10 25 64331323 64331347 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 174

Ad06A11079 Aradu.A06 11079 p5 (TTATC)5 25 64348450 64348474 TTGATCCTTCATCCCCAGAG AGATAAAGGCGGTTCCCCTA 232

Ad06A11080 Aradu.A06 11080 p4 (TATT)5 20 64373954 64373973 CGAAATTTCTTCCCTCTCCC CAGCTTCAACAAGAATGCCA 246

Ad06A11081 Aradu.A06 11081 p3 (TTC)5 15 64377320 64377334 CACCTAAATGGCCGAACCTA CCTTAGGTGCCATCAATGCT 246

Ad06A11083 Aradu.A06 11083 p4 (CAAA)6 24 64389096 64389119 GCCGAGATATTTTGAGCAGC CTCCTTCTTGCTGAACTGGG 200

Ad06A11084 Aradu.A06 11084 c (TC)18acattgtgatttgtgaatctgcatgtaagttcttcttctctatagactcta(TC)11109 64395278 64395386 TTCAACGCTTGAGAAAACCC ACGGCAACATGCTCTAGTGA 279

Ad06A11091 Aradu.A06 11091 p3 (TTC)6 18 64481529 64481546 AATGGCCGAACTTACCCTCT TAAAATATTGCTCGCCCTCG 183

Ad06A11099 Aradu.A06 11099 p2 (TC)8 16 64528986 64529001 AAGGGGATAACCCTAATGCG GAATGGGGAAAGAGAGGGAG 272

Ad06A11103 Aradu.A06 11103 p5 (TTATC)5 25 64556124 64556148 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ad06A11104 Aradu.A06 11104 p5 (TTATC)5 25 64569441 64569465 CCTGTAAAGGACTCCGATGC ATAGCCTAAAAAGGGCCCAA 264

Ad06A11106 Aradu.A06 11106 p3 (TTC)10 30 64594983 64595012 TGGTACTTCCGGGAGAGGAT GCTCCTCCCCCTAATGAAAG 208

Ad06A11107 Aradu.A06 11107 p2 (TA)6 12 64604264 64604275 TGTTCCTTTGGGTTTCCTTG AAGGGGTAAACAAAAACCGC 214

Ad06A11111 Aradu.A06 11111 p4 (ATTT)7 28 64692795 64692822 ACATGGGGATGCATTTCAAC TGTGAACTTGTGTGTGGGCT 266

Ad06A11112 Aradu.A06 11112 c (A)11ttaatgaagcatgttaaatgttaag(A)1046 64693628 64693673 AAAGGGGGAGGAAATTCTCA GAGCAATCCTCGTATTTCCG 244

Ad06A11117 Aradu.A06 11117 c (TCC)7tcttcctcttctttgtgttcctccttctttttctccgcgttc(CTT)1093 64702247 64702339 AAAAACAATGCCAAAAAGCG CGACAAAGAGGATGAAACACG 252
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Ad06A11118 Aradu.A06 11118 c (ATG)7aaaaat(AAG)645 64703217 64703261 TGAATGAATGTAGGTTTATCCCC TTCCCCCTGCTCATCTTCTA 232

Ad06A11119 Aradu.A06 11119 p3 (ATG)6 18 64703619 64703636 TTGAAGGAATGTAGGTTCATCATC CCTCCTCATCTTTTGCTGCT 221

Ad06A11120 Aradu.A06 11120 p2 (AT)6 12 64703980 64703991 ATCAAAGCTCAAGACTCGGC CGCTAAGGCATATTGGAAGC 158

Ad06A11121 Aradu.A06 11121 p4 (TAAC)5 20 64712297 64712316 AGGCAATAAAGGGGTAGCAA CTCCTACCCCTCATCCAACA 207

Ad06A11123 Aradu.A06 11123 p2 (AT)8 16 64719660 64719675 TTCAAGGTTGTAATGAGGCTGA GGGATACGAAAGAATTCCCC 247

Ad06A11124 Aradu.A06 11124 p2 (TA)6 12 64719891 64719902 TGCATTTGGGGAATTCTTTC TATGTCCCATGTGCATTGCT 130

Ad06A11127 Aradu.A06 11127 p3 (TCT)10 30 64734154 64734183 TGCTCCCAGTTGAATCCTTC AGAAGATGGCCAAAGTGGTG 199

Ad06A11128 Aradu.A06 11128 p3 (TCT)6 18 64747537 64747554 AATGGCCGAACATACACTCC TTGTGCTTTGACCACACCAT 204

Ad06A11130 Aradu.A06 11130 p3 (AGA)5 15 64786560 64786574 AGAGGAGGAGGAGGTGGTGT GAATATAAATATGGTGACATCATTCAA 198

Ad06A11137 Aradu.A06 11137 p2 (AG)6 12 64824961 64824972 ATAAATAAAACGGCCGTGGA GCAGCAGAGGAAAAGGAAGA 267

Ad06A11139 Aradu.A06 11139 p2 (GA)8 16 64835498 64835513 TTTAAAGTGAGGTGGGTGGG AGGAGCAGGGATGAAATCCT 177

Ad06A11141 Aradu.A06 11141 p2 (AC)7 14 64877161 64877174 GGGCTAAGGTAAGGGTGAGG GGGCAAAATTACCCCAATGT 236

Ad06A11142 Aradu.A06 11142 p5 (AAAAT)5 25 64879400 64879424 CCTCCCCAACTTTCTGTTCA ACAACCCACCATGGAATGAT 224

Ad06A11144 Aradu.A06 11144 c (A)10ttcattcatcaaaatt(A)1036 64894813 64894848 TCATAATTCACACATTGATACCGA TTTGGTCCATTTTTATTTTAGTGAA 238

Ad06A11146 Aradu.A06 11146 c (GA)7t(AG)9 33 64909012 64909044 AAAGGCAAAGAATAGGGAAACTG TGTCTCTGAAAAACACGAGCA 246

Ad06A11147 Aradu.A06 11147 p2 (GA)21 42 64914291 64914332 CAGAGTCTCATGCTGATAACGTG TGTCTATGAGAAAACACGAGCAA 255

Ad06A11152 Aradu.A06 11152 p2 (AG)8 16 64955862 64955877 TTTGACCCAGATTTTGACCC CCAATTTGGCAACATAAGTCA 278

Ad06A11153 Aradu.A06 11153 p2 (AG)6 12 64963917 64963928 GGGAATGAACCAAGTAGCCA TGGCAAAATAAAGGAATTGACA 219

Ad06A11154 Aradu.A06 11154 p2 (TA)7 14 64965857 64965870 GGGTTATTGGCTTTTTGCTC CGTGGTGGCATTGCTTTTAT 273

Ad06A11157 Aradu.A06 11157 p2 (AG)6 12 65023262 65023273 TGCGAATTTCAATCCACGTA CCTAAGCGAGAGGAGAGTGC 255

Ad06A11158 Aradu.A06 11158 p3 (TCT)5 15 65038823 65038837 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 240

Ad06A11159 Aradu.A06 11159 p2 (TA)8 16 65096731 65096746 GGGGTCATTTTGTCCCCTAT GAATTTGGGGGCCTACTCAT 170

Ad06A11169 Aradu.A06 11169 p2 (GA)6 12 65224959 65224970 TGAAAGGTGAGGTAGGTGGG AGGAGCAGGGATGAAATCCT 173

Ad06A11178 Aradu.A06 11178 p4 (GTTA)5 20 65391652 65391671 GATGCCCTTTCTTCCATTCA AGCAATAAGGGGCAACAATG 277

Ad06A11179 Aradu.A06 11179 p3 (TCT)7 21 65409274 65409294 TTCTTCCCCTTAGCCGAAAT CTCGGAAGTGGAAGCTTTTG 218

Ad06A11180 Aradu.A06 11180 p2 (CT)7 14 65411533 65411546 GCACCAGTTTAAACCAGTTCAT GGAAGGGAGGGAGAGAGAGA 259

Ad06A11186 Aradu.A06 11186 c (TTTTC)5tttttcttttg(T)1248 65436901 65436948 CTGGGGTATTTGTCCCCTTT GGATTGGGAACATTAGTTGGG 245

Ad06A11188 Aradu.A06 11188 p2 (AT)7 14 65473293 65473306 TTGCATGCATCATTGGTTTT GAAAAATGAAAAAGTTTTGAAAAGA 244

Ad06A11194 Aradu.A06 11194 c (CAC)5caacaccaacaccaacaccaatagcaaaataaaaaatagaaaaatcagaaacagaggcagaaaaagaagcaaattcaagagcaaaattcaacagatgg(AGA)5128 65507504 65507631 CACCAATACCAACACCACCA TTGTTGTCGAATTTTGCTGC 278

Ad06A11200 Aradu.A06 11200 p2 (GA)9 18 65550492 65550509 CGTAGTGGTCACTGGCAGAA CAACTTTTCCCCCTCTCCTC 180

Ad06A11201 Aradu.A06 11201 p2 (AG)6 12 65557239 65557250 GTGTCCGTGTGTGAGGATTG AGAAATTGGCAACAACCTGG 252

Ad06A11202 Aradu.A06 11202 c (GA)6gttttcg(A)10 29 65572523 65572551 GAGAGGGGGTCCGAATTATC TCTTACCCTTTTCAAAACCACC 164

Ad06A11203 Aradu.A06 11203 p4 (TCTT)5 20 65579713 65579732 CTGCCTTCTCCCTCTCCTCT ATCACAGCGGTTGGGTTTAG 218

Ad06A11204 Aradu.A06 11204 p2 (GT)6 12 65580586 65580597 AGAGTGTGATTGCCGTTGTG TCCAAGAAATGTGGTCGTGA 275
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Ad06A11205 Aradu.A06 11205 p2 (TA)11 22 65599133 65599154 GCCTTAGGTCCCTCATTGTTT TGGATAGTTGGATCTATTGTTTCAT 280

Ad06A11206 Aradu.A06 11206 p3 (TTC)5 15 65616818 65616832 GCACAAAATTCGGAAGGAAA GCCAAAGTGGGAATGAAAAG 244

Ad06A11207 Aradu.A06 11207 p2 (TC)15 30 65625461 65625490 TCCTCACCCTTTTTCAAAATTC GGTACACTTGCCGAAGGAAA 252

Ad06A11208 Aradu.A06 11208 p2 (TA)10 20 65636199 65636218 CTTGCTTTGATGGGAGGTGT TGATTTAGTTTTCAATTTGCTTTGA 280

Ad06A11210 Aradu.A06 11210 p3 (TCT)5 15 65638727 65638741 CAGTGAAACTGGCCAAGATG TGTCCTTGCTCCTGCTCATA 222

Ad06A11213 Aradu.A06 11213 p4 (AAAT)5 20 65685479 65685498 AGACGGGAAAAATTGCAAAA CCGAGGATTGTTTGTGATTG 273

Ad06A11215 Aradu.A06 11215 p2 (AG)11 22 65689572 65689593 TGGTCTGGAGCTCTCTGGTT CAACCACCTCATGTACCGTG 251

Ad06A11218 Aradu.A06 11218 p2 (TC)6 12 65706622 65706633 CCCACGACGTTTTCATGATT TGACCTTAGATGGAAGGCAAT 280

Ad06A11219 Aradu.A06 11219 p2 (AT)6 12 65721052 65721063 TTTTGACTGAACATTACCATTGTGT AAAAACTTAGTCGCAAAAATAATTACA 258

Ad06A11220 Aradu.A06 11220 c (TTA)11ttgttgttgttga(TGT)664 65721965 65722028 TGCAAACTTTACCTTCAACCC GTTGACCGTAGCGCATTTTC 271

Ad06A11221 Aradu.A06 11221 p3 (ATA)13 39 65722806 65722844 GTTCATGAATGTGATGCCGA CCTCCTAAGTATCATTTGTCGGA 113

Ad06A11222 Aradu.A06 11222 p3 (AAT)5 15 65723519 65723533 CCAGGCCCAATGCTTAAATA GTGCCCGCAAATAATGTCTT 256

Ad06A11224 Aradu.A06 11224 c (GTT)6atatag(AGA)539 65724141 65724179 CGTTGGAATTCGAAGGTGAT CAACAAGAAGAAGCGGAAGG 203

Ad06A11225 Aradu.A06 11225 p3 (ATG)5 15 65724522 65724536 GCATTGCGGAACCAGTTATT AAGACGCTGGAACAGAAGGA 226

Ad06A11226 Aradu.A06 11226 p2 (AT)7 14 65725945 65725958 CCACACTCATCCCAAAATCA CCACTGGAAGATGGCCTAGA 269

Ad06A11227 Aradu.A06 11227 c (AG)10gagagg(AGA)6aggaggaagagggaggaattatgcggcagagtcggatcctgtcgtccacgaaaaagcttaaattttaagcgcaggacaatggtccca(TC)9149 65726609 65726757 TCCATTGGGAGAAGAAGGAA CAATACCACACGCATACACCA 280

Ad06A11232 Aradu.A06 11232 p2 (AG)12 24 65742578 65742601 CCACACTAACGCGTAGACGA TCCTAAAACCTAAGGGAGAGGA 252

Ad06A11235 Aradu.A06 11235 p2 (AT)10 20 65815901 65815920 CCCCTATTTTCACCCCTTTC CGCAAATACGAACCGAAACT 278

Ad06A11239 Aradu.A06 11239 p3 (TCT)5 15 65859323 65859337 CCACATAGCCGACCAACTCT GCTTTTGTCTTCCCTTTCCC 197

Ad06A11241 Aradu.A06 11241 c (T)10cttattttttccgccaaatttttttttcacaagcttttgctttgattttttccgccaaa(T)1079 65905974 65906052 ATTCCACAAGCACATGGTCA AAAGCAGTGAAAAAGCAAAAGC 266

Ad06A11242 Aradu.A06 11242 p3 (AAG)5 15 65906880 65906894 CCCTCGAGCAAAAGAAGAAA CCCTCCTACCTCACCCTCTC 177

Ad06A11249 Aradu.A06 11249 p2 (GC)6 12 65988968 65988979 GATCACCCTTGTGCACTCCT GTGGGCCTAACTCTCTGTGG 215

Ad06A11250 Aradu.A06 11250 p2 (GC)6 12 65990863 65990874 AAACCGTCAAATTGGGTTTG TCCCTATTAAGTTGGCGTCG 124

Ad06A11253 Aradu.A06 11253 p2 (CT)7 14 66054711 66054724 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 127

Ad06A11257 Aradu.A06 11257 p2 (AT)9 18 66128194 66128211 ATGTGACCGGGCACTTTAAC TATGGCTAATGAGCTCGCCT 226

Ad06A11259 Aradu.A06 11259 p2 (GT)8 16 66155647 66155662 CCCAAGGACCTAGTGACCAA CCAAGCCAAGATCCCATTTA 229

Ad06A11260 Aradu.A06 11260 p3 (ATT)5 15 66157925 66157939 TGAAAACAAGTGAGGGTTCAAA GCTTGCTCGCTTTGTCATTA 280

Ad06A11261 Aradu.A06 11261 p4 (AAAG)5 20 66158146 66158165 ACAAAGCGAGCAAGCAGAGT ATCTCGGTGAACTCACCACC 217

Ad06A11262 Aradu.A06 11262 p2 (CT)7 14 66169569 66169582 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 127

Ad06A11266 Aradu.A06 11266 c (T)10aaatttcggtggcggtttaaaaccccccacaaaaactgaattttc(A)1065 66178928 66178992 AATTTTGTGGCGGTTCTTTG TTGTTTGTAACTGTTTAGTTTGATGC 156

Ad06A11268 Aradu.A06 11268 p2 (AT)6 12 66183806 66183817 CTCTCTAAGCCATCAAGGGG GGAGCCACTCAGATAAAGACG 142

Ad06A11270 Aradu.A06 11270 p4 (ATTT)5 20 66184608 66184627 TCCCTTCTTCACCTAAAACCC CACCAACATTTTTATGGCGA 206

Ad06A11272 Aradu.A06 11272 p5 (AACAA)5 25 66205516 66205540 CAGGGACCAGAAGAGCAGAG GCTCGATTTAGTCGCACCTC 243

Ad06A11273 Aradu.A06 11273 p5 (TTTTA)5 25 66212247 66212271 AATTGAATTCTCGGATTTTACTTTT AAGGAGAGAGAAAGTGGTTAGGAA 271
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Ad06A11274 Aradu.A06 11274 p3 (ATT)5 15 66220544 66220558 AAACTTGGACGTTGGCTTTG ATGAGCAGGAACAGGGAAAA 210

Ad06A11276 Aradu.A06 11276 p2 (CT)7 14 66288816 66288829 CTCTAAGGGCATTTTGCACC TTGGGAGGGAAAATTGTTTG 249

Ad06A11277 Aradu.A06 11277 p2 (CT)6 12 66292971 66292982 CCTAAATGGAGCAGGGATGA AGATGGAGGGAGATGGAGGT 241

Ad06A11278 Aradu.A06 11278 p2 (TA)8 16 66303420 66303435 AAGTGTGGGGAAAACTGTGG TTGGGGTAATTTTGTCCCCT 219

Ad06A11279 Aradu.A06 11279 p3 (CAA)5 15 66316739 66316753 CCATTCCTACGTTGTTGCCT TCCCTTTGTCTTTCTGTCCC 176

Ad06A11280 Aradu.A06 11280 p3 (ATA)17 51 66317886 66317936 GCAACCATAGCTGCCAAGAT AGACACGACCGCTCTCTGAT 274

Ad06A11285 Aradu.A06 11285 p2 (GA)7 14 66405257 66405270 CCAAGCCCATACCAAAAATG GAGGCTTCACAATCTCCTCG 197

Ad06A11292 Aradu.A06 11292 p2 (CT)8 16 66427527 66427542 GTCTCACTCTCCCCCTTTCC TTGAACAAAAAGTAAGACCATGC 216

Ad06A11293 Aradu.A06 11293 p2 (TG)7 14 66430099 66430112 TTTGGTTGTGAAGGCAAACA TGGTTGCAACAAGGAAATGA 229

Ad06A11294 Aradu.A06 11294 p4 (TTTA)7 28 66442984 66443011 TCATGCATTTTCTTTCCAAAA TTGATGGGAAACATTGGTGA 275

Ad06A11295 Aradu.A06 11295 p2 (CT)7 14 66478723 66478736 GGAACATTGAACCTGGAATGA GGGCAATTTTTGGGCTATTT 229

Ad06A11299 Aradu.A06 11299 p2 (GA)6 12 66515657 66515668 GATGATTCGCCTCCTTTTTG CGCTAACGCATCATTATGGA 277

Ad06A11301 Aradu.A06 11301 c (T)10gaa(T)10 23 66519286 66519308 CTGCGCATAAACAACCAGAA ATTTTCCGTGTATCCCCTCC 190

Ad06A11302 Aradu.A06 11302 p4 (TTTA)5 20 66519443 66519462 GGAGGGGATACACGGAAAAT CCGGGGATTGACAGTGATTA 198

Ad06A11303 Aradu.A06 11303 p3 (TCT)6 18 66521602 66521619 CCCATAAACCCCACCTACCT CTCGCTCTCGAGCAAAAGAT 229

Ad06A11306 Aradu.A06 11306 c (A)10tttacaaaatcataaaaac(A)1039 66567612 66567650 AATTCCTGGACCGGAGTCTT GAATGCATGCAATTGACACC 199

Ad06A11313 Aradu.A06 11313 p2 (CT)6 12 66665362 66665373 CTTGGTGCAGGGATGACTTT TTGAATTTGAATGGTGGGGT 215

Ad06A11314 Aradu.A06 11314 p3 (TTC)5 15 66676282 66676296 TGGGTTAGGGAGCTCTGTTG CTTCCAAGGCTCAGAGGAGA 169

Ad06A11316 Aradu.A06 11316 p2 (CT)6 12 66746343 66746354 AGTCCTTGACCCCTCAGGAT ATTGGGTAGGTTTGGAAGGG 227

Ad06A11318 Aradu.A06 11318 p3 (TCC)5 15 66813735 66813749 CTTGAAGAACGTCCCAGGAG GAGTGCAAGGCCATTGATTT 101

Ad06A11320 Aradu.A06 11320 p2 (GA)6 12 66872760 66872771 TTTGCAATAATCCACAAGCA CCCTTTCCCCTTCTACCTCA 240

Ad06A11325 Aradu.A06 11325 p2 (GT)6 12 66915420 66915431 AGCACACAAGAATGAGTGCAA CCGGTAAATGCAAAAGCAAT 204

Ad06A11332 Aradu.A06 11332 p2 (AT)8 16 66961395 66961410 TGTAATGGGGCCAAGGTAAA GGGCAAAATTACCCCAATG 245

Ad06A11333 Aradu.A06 11333 p4 (TAAA)5 20 66962323 66962342 AAGCTCAAATCTCACGGGTT CCTGACTTCCGGAGGTAATTT 274

Ad06A11335 Aradu.A06 11335 p3 (TAT)8 24 67012637 67012660 CCGGTAATTCGACAATTAAACC CATGCGCATTTTGATGTTTC 233

Ad06A11337 Aradu.A06 11337 p2 (TC)6 12 67030987 67030998 TTTCTTATCTTTTTCAAAACCACC GGTTCTGGATCAGGTTCAACA 205

Ad06A11338 Aradu.A06 11338 p3 (TTC)6 18 67034351 67034368 AAATCTTTCCCACCCAAACC TTATGCTTTTGCCACACCAA 231

Ad06A11342 Aradu.A06 11342 p2 (TA)8 16 67043117 67043132 TGGTTCGGTTTGAATAATTGG TGGTCCGAGTAACGGTTCTT 278

Ad06A11348 Aradu.A06 11348 c (T)10gtggtcaatgtccaaaacagttttttgtggtcggaattcggaagtaacttggttattgttcaatttaattattaactttatccgtcc(A)10107 67054942 67055048 CATTACGAAGTTTCTTGCCG GCAATAACAAAAATTTTCATCTCGT 278

Ad06A11354 Aradu.A06 11354 p2 (TG)10 20 67075999 67076018 CGACTTGATCCAAAAGCTCC TCCCTTTCTCAGCCCTAACA 279

Ad06A11355 Aradu.A06 11355 p2 (TA)6 12 67089896 67089907 TAAATATGGGTCGGCTCTGC ATCGAAGTCCGACGAAGAAA 278

Ad06A11357 Aradu.A06 11357 p2 (TC)6 12 67097711 67097722 CACCAACTAAAATCAGCCATCA CATTTCCAACAATCAGCCAA 216

Ad06A11358 Aradu.A06 11358 p3 (AAT)10 30 67102691 67102720 GCCTCCAAACTCAAGAACCA AGGAAATGGACGAGAAGCCT 231

Ad06A11359 Aradu.A06 11359 p2 (AG)7 14 67111246 67111259 CCTGGGATCGAGATTCACTC CTGTACGGACCAGAAAGCGT 265
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Ad06A11364 Aradu.A06 11364 p3 (AGA)6 18 67150525 67150542 AATTTTGCTCGTCCTTGTGC CCCATCACCTCTTCACCACT 275

Ad06A11365 Aradu.A06 11365 p2 (TA)9 18 67162285 67162302 GCAGTAGCGGGGTTAGCATA TTCCTAACCACTTTCTCTTTCTTCA 254

Ad06A11367 Aradu.A06 11367 p3 (TTA)5 15 67188332 67188346 ACGCCTATCTGAAATTCCCA TCGCACAACTAACCAGCAAG 232

Ad06A11370 Aradu.A06 11370 p2 (AG)7 14 67204213 67204226 TGAAGGGTTAAGGGGCTTTT TTGCAATGGATCTCACCAAA 165

Ad06A11372 Aradu.A06 11372 p2 (GC)6 12 67231517 67231528 ATCCCTGCAGCCAACTTCTA GTGGGTGTTTGGAAGGAGAA 278

Ad06A11377 Aradu.A06 11377 p3 (GAA)5 15 67278513 67278527 CTCGAAGGTGGAAGCTTTTG CCACTTTTCCCCTAAAAGGC 221

Ad06A11381 Aradu.A06 11381 c (A)10tatctcaaaaagt(A)1134 67292469 67292502 TTTTAGGAACAAAATTATTACACCAA TCATTGAGAAGAAGAAAACATTTCA 192

Ad06A11382 Aradu.A06 11382 p3 (AAT)6 18 67293909 67293926 CAAGACGGATCAAATCCCAT AGCTGCGGTGCATTTCTAAT 257

Ad06A11384 Aradu.A06 11384 p3 (AAG)5 15 67296354 67296368 TGAGCTTGATTTGTTCTGCG CTTCAACGAGCTTCTCCGTC 183

Ad06A11392 Aradu.A06 11392 p2 (CT)7 14 67328059 67328072 GCAGGGATGACTTTCCTTGA TTTCTGGCTGAAATTGAGGG 235

Ad06A11394 Aradu.A06 11394 p3 (AGA)6 18 67351067 67351084 GGTCTTGATGGCTCTTGGAG TGGCTGAACCTACACTTCCC 249

Ad06A11397 Aradu.A06 11397 p4 (TGTT)6 24 67366949 67366972 CACCGCCACTCTCTCTTGTT TATTCGGAGCGTTTGGATTC 222

Ad06A11402 Aradu.A06 11402 p3 (AAG)14 42 67374914 67374955 GTGGCTTTTCATTTGCGTTT CAGATCACGACATCGAATGG 268

Ad06A11403 Aradu.A06 11403 p2 (TC)6 12 67383638 67383649 AACCACGTAACCACTTTTCCA CAAACACAGAGGGGGAGAGA 188

Ad06A11406 Aradu.A06 11406 p2 (AT)7 14 67414893 67414906 GATCAACCTCTCAGCCACCT TGCGATAGGATATGTTTGAATGTT 266

Ad06A11407 Aradu.A06 11407 p2 (AT)7 14 67415071 67415084 CGAGAAACCAAAACCATACCTT CGTGAAAACTTAGGTTAGATGCG 159

Ad06A11408 Aradu.A06 11408 p2 (AT)7 14 67415249 67415262 CGAGAAACCAAAACCATACCTT CGTGAAAACTTAGGTTAGATGCG 159

Ad06A11409 Aradu.A06 11409 p2 (AT)7 14 67415427 67415440 CGAGAAACCAAAACCATACCTT GCTTGTAGCTTGTGGAAGGG 260

Ad06A11411 Aradu.A06 11411 p2 (TA)6 12 67433752 67433763 CATATGCATTGCTTTCACCG TAAGTGTGGGGAAGAGTGGG 218

Ad06A11413 Aradu.A06 11413 p3 (TTC)5 15 67445636 67445650 CCAAAAATATTAAAAAGAAACGGT TTTGGATTCAATTTTCGGGT 185

Ad06A11415 Aradu.A06 11415 c (TTA)8ttg(TTA)8 51 67449109 67449159 GATGCATGCCAAACAAACAC CCGGTCCCTGACACTAAAGA 274

Ad06A11416 Aradu.A06 11416 p3 (TAG)9 27 67468493 67468519 CCAAAACACAGGTTGTTGAGTT CAAAAAGTATTGCCACCACA 280

Ad06A11417 Aradu.A06 11417 p2 (TC)6 12 67472087 67472098 TTTTCCCTCTCAACACCACC TCTCCGACCTTAAGTGCCAT 258

Ad06A11419 Aradu.A06 11419 p3 (AGA)6 18 67479854 67479871 AGGATTCTCCGGCCTTATGT CATTGGCCGAACCTACATCT 168

Ad06A11422 Aradu.A06 11422 p2 (TA)6 12 67508038 67508049 CGATTCTATTTCAAATCAGTTACCAA TCCACACTGAAACTGATCTTTGTT 206

Ad06A11423 Aradu.A06 11423 p2 (AT)10 20 67509971 67509990 TATGCCCAGGAGGAACAAAG GTATGGGGAGTTAGGTGGCA 202

Ad06A11426 Aradu.A06 11426 p2 (AT)12 24 67527577 67527600 TTGATGCAGAGACATTCCCA TTTTCGGTTAAACTGAGCCAA 258

Ad06A11427 Aradu.A06 11427 p3 (ATT)15 45 67532579 67532623 TTTCCGGCAGAGTAATGACC GGTCGATATCGCGTTTCAGT 261

Ad06A11429 Aradu.A06 11429 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 67537370 67537423 TGGTTTGTTCTTCGTCGTTG TTTCTCCTCCTCATCTTCTGC 274

Ad06A11431 Aradu.A06 11431 p2 (CT)6 12 67545823 67545834 CAATAACAAGGCGATTGAACA TGGAGCTGGAAGAGAGAATCA 263

Ad06A11432 Aradu.A06 11432 p3 (TTC)6 18 67554617 67554634 AATGGCAATAACCGTAATACACA TGATGAAGATTTTGTCCGCT 229

Ad06A11434 Aradu.A06 11434 p2 (AT)7 14 67563324 67563337 TTGCTCTTGCCTTTTCGTTT GGTGGCATTGCTTTTGTTTT 268

Ad06A11435 Aradu.A06 11435 p2 (TA)6 12 67572824 67572835 CCCCAAATGCAAAATAAAAAGA AATGGGGCTGAGGTAAAGGT 227

Ad06A11437 Aradu.A06 11437 p6 (GAACAA)5 30 67580890 67580919 TTGACACAAGACTCAAACAAAAGA CCGGGGATTGTTCGAGTT 270
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Ad06A11439 Aradu.A06 11439 p2 (AT)7 14 67595402 67595415 TCCACATTTTTCCAAATCACA TGCACTTTTGGGATCCTTGT 171

Ad06A11445 Aradu.A06 11445 p2 (GA)8 16 67643152 67643167 TAGGCCGGCTAGTCAAACTG CAGATGCAAGTCGTAACCCA 236

Ad06A11446 Aradu.A06 11446 p3 (AAC)5 15 67643884 67643898 ACTCATGCAGCAGGGAGTCT CACCAAGTGTGCAGAGCCTA 225

Ad06A11451 Aradu.A06 11451 p3 (TTA)5 15 67743623 67743637 GAAACCCTTGGGTTGACTTG AAGGGAGGTGACGTGAATTG 250

Ad06A11454 Aradu.A06 11454 p3 (ATG)5 15 67783810 67783824 TTGCCGATTAACGGTGTGTA ATTTGGGTGCAACAATCCAT 144

Ad06A11455 Aradu.A06 11455 p2 (GA)6 12 67795460 67795471 AACCTGGGAGCAGTGAAGAA CCCATCTCTCTCTTTCCCCT 220

Ad06A11457 Aradu.A06 11457 p3 (TAA)18 54 67801088 67801141 TCCATTGAGTTGTGAAGGGTT AGCAAAACCCATATTCCATTG 237

Ad06A11458 Aradu.A06 11458 p3 (ATT)5 15 67802819 67802833 TGAGCTTCATATTATGCACTATCTTAG TTTCTTTTAAACTGCAACAACTATGT 280

Ad06A11459 Aradu.A06 11459 c (CT)6cctttca(CT)7cctctttcttcccctcatttttcccttctctctttctttctccttttttccgtctctcccta(CT)8ccctccttctctctctccctccc(CT)6146 67806298 67806443 AAAAATCAGTTTTTATGGTTCAGTTT TGAGAGAAATGGAAGAGAGGGA 257

Ad06A11460 Aradu.A06 11460 p2 (TC)14 28 67806998 67807025 TTTTTCTCCCCTCTCCCTTG GAGAGAGAGAAACAAAAGGGG 120

Ad06A11461 Aradu.A06 11461 p2 (GA)8 16 67807626 67807641 GAAAGGGGAGGGAGAGAAAG CCCCTTCCCCTCTCTTTG 155

Ad06A11462 Aradu.A06 11462 c (GA)7gtgagagagt(GA)636 67807994 67808029 GGGGAAGAAAAGAGAAAAAGTG TCTTCCTCCCTCCCTCTCTC 229

Ad06A11464 Aradu.A06 11464 p3 (AGA)13 39 67811219 67811257 CGGTCTTAGGTGCCATCAAT CACACTTCTCTCCCTCTCCG 167

Ad06A11465 Aradu.A06 11465 p3 (ATA)6 18 67819083 67819100 CAGGGAAAAAGGCACTCTTG CTTTGACGTTGGCTTTGTGA 199

Ad06A11470 Aradu.A06 11470 p3 (TTC)9 27 67840287 67840313 TACCCAATCCCACCCATTTA TAAAATATTGCTCGCCCTCG 118

Ad06A11471 Aradu.A06 11471 p3 (CTT)5 15 67843460 67843474 CATGGGAGGTTGTGCTTCTT ATTTCACGCAACCCTTCATC 280

Ad06A11475 Aradu.A06 11475 p4 (TTTA)7 28 67881887 67881914 TTGCCTTTTGGTTTAAAGGG GATGTGGTGGCATTGCTTTT 266

Ad06A11476 Aradu.A06 11476 p2 (AT)7 14 67898378 67898391 TGAGGAATGGTTGTGTGAGG TGAAATAATTTGGGGGTCCA 204

Ad06A11480 Aradu.A06 11480 p3 (TTC)5 15 67944603 67944617 CTAACGAGCCGCCTTCTATG GAAGAGCTTGAGCAATGGAGA 232

Ad06A11481 Aradu.A06 11481 p3 (TTA)5 15 67945668 67945682 TGTCGTTCACCCCCTTTTAG AGGTGGGTAAACAGTGAGCG 264

Ad06A11483 Aradu.A06 11483 p2 (AT)9 18 67948100 67948117 AAATTGCATAAACACAATGAAAAA TGAGGCTATTGTCACACCTCAA 246

Ad06A11486 Aradu.A06 11486 p2 (AT)10 20 67986147 67986166 TTCAATTTGCTGTGATCTCATTTT CAAAGCTGCTTGCTTTGATG 267

Ad06A11490 Aradu.A06 11490 p3 (AAT)6 18 68024181 68024198 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad06A11494 Aradu.A06 11494 p2 (GC)6 12 68049052 68049063 AAATTGCTGGGCACATTTTC GTGCCTTGACGTGTTTGCTA 248

Ad06A11495 Aradu.A06 11495 p2 (AT)8 16 68050308 68050323 CATCAACAACGCTAAGCGAA CCCCCTTCATTGCTTTTCTT 274

Ad06A11499 Aradu.A06 11499 p2 (TC)8 16 68065322 68065337 AAGCAGCAGTCTGGCGTTAT ATTAGGGTTGGGTTTGGGAG 273

Ad06A11500 Aradu.A06 11500 p2 (CT)7 14 68072687 68072700 GGTGGTGACAAAAACCTGCT AGGAGGCTGAAGCTGTCGTA 181

Ad06A11502 Aradu.A06 11502 p2 (TC)6 12 68077226 68077237 GCAATAAAGCATTCCTCTCACC TTTCGTGCTGATAACGTGTTG 215

Ad06A11504 Aradu.A06 11504 p2 (AT)6 12 68099462 68099473 ACGTACGGTTTCCCACTGAG GATAACCGGTCCGAGCATAG 252

Ad06A11505 Aradu.A06 11505 p2 (AT)6 12 68110425 68110436 AGGCATTTGCCTCCACTCTA AATTGGGTCTCTGCACCAAA 276

Ad06A11506 Aradu.A06 11506 p2 (AT)9 18 68110737 68110754 AAATTTGGTGCAGAGACCCA TGACGGCTAGGATTTGAGAA 267

Ad06A11509 Aradu.A06 11509 p2 (CT)8 16 68116975 68116990 TGGGCTATTTCTGACCCAGT AAACCTGGGATCGAGAGTCA 238

Ad06A11511 Aradu.A06 11511 p2 (CT)7 14 68139184 68139197 TTTCTGGGCTGTTTCTGACC AAACCTGGGATCGAGAGTCA 240

Ad06A11514 Aradu.A06 11514 p3 (AGA)5 15 68168717 68168731 GCTTTTGTCTTCCCTTTCCC CTTCTTCTCCCACATAGCCG 207
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Ad06A11516 Aradu.A06 11516 p3 (TTC)5 15 68177137 68177151 TTATTCACCTTGGCCGAAAC CTCGAAGGTGGAAGCTTTTG 216

Ad06A11517 Aradu.A06 11517 p3 (AGA)6 18 68184564 68184581 GCTTTTGTCTTCCCTTTCCC CTTATCCCCCTTAGCCGAAC 204

Ad06A11519 Aradu.A06 11519 p2 (AT)7 14 68194496 68194509 TTTTCTTTTGGTTTTCGAATTTTT AGCTGCTTGCTTTAATGGGA 246

Ad06A11525 Aradu.A06 11525 c (ATT)5tttcaaaatttttggatcaaattttcataatactagcccaatccatccatctatccaacagaaaaagtccgactgcaacagaagataaacccagttcttt(A)11126 68218133 68218258 TGTAGCAGGCCCGTAAAATC GGTCGAAGTGTCGTCAGGTAA 278

Ad06A11527 Aradu.A06 11527 p2 (AT)8 16 68242263 68242278 CCAACTCTAGTTTCCTGCCC AACAAGCCACCAAAGATCAAA 239

Ad06A11528 Aradu.A06 11528 p2 (AC)6 12 68243893 68243904 GCTTAGCCCAAACACTCACC CAAACACGGATCGAAGAAGA 275

Ad06A11530 Aradu.A06 11530 p2 (AT)8 16 68251071 68251086 TTAAAATTCATTATCATCCACGG GATGTGTAGTTTGCGGAAAAA 177

Ad06A11531 Aradu.A06 11531 c (T)14attaaaactgattaatagacgtgcaattc(A)1053 68251554 68251606 ACGCATGAGCATAGTGTTGA GGATGAAATTAATTATGCCATCAAA 277

Ad06A11532 Aradu.A06 11532 p2 (TA)7 14 68252671 68252684 TTGGGATTTACTCTTGAAGGATG GCGTGTCACGTCATCATACC 251

Ad06A11533 Aradu.A06 11533 c (GT)12(GA)8gtgctcatcaaaaag(A)1065 68258752 68258816 GACGGTAAAGGAATTTGCCA AGTGGTGGCAATGGAGGTAG 179

Ad06A11534 Aradu.A06 11534 p2 (CT)7 14 68259569 68259582 CCCCTAAATGAAAGCACGAA CAGACGGTGGTTACTGCAAA 218

Ad06A11536 Aradu.A06 11536 p2 (TA)6 12 68263296 68263307 CCTTGACCGAAGCTTAAGGA TCGGTGATACAACGAAGCAA 158

Ad06A11541 Aradu.A06 11541 p3 (AAT)7 21 68269228 68269248 CCAACAATGACATAACAAGTCTCA AACCGATCCAATCCAATTCA 266

Ad06A11543 Aradu.A06 11543 p3 (ATT)17 51 68276591 68276641 CCATTTGGTGGTGAAGAAGG AGAGATGAACATGCAACCCC 245

Ad06A11544 Aradu.A06 11544 p4 (TACA)8 32 68277177 68277208 CATGGAAATTAAAACACACAGCA TCAATGCTCAGAGGGAAACC 222

Ad06A11545 Aradu.A06 11545 p2 (TA)7 14 68278149 68278162 CAGCCAAACTGCCAAAGATT GTTCTTCCCCTCCACAGTCA 179

Ad06A11547 Aradu.A06 11547 p4 (TTAA)6 24 68282177 68282200 TGCAAGTTGTAATCAAGCCTTC TTGGATATGTTCAAGAAGCAAGA 278

Ad06A11552 Aradu.A06 11552 c (A)11gacacttttaaaattagaattaaatttttta(AT)654 68287977 68288030 GGCAAGAGAATGACGACACA GAACAAAAATTTCTGCCCCA 274

Ad06A11557 Aradu.A06 11557 p2 (TC)6 12 68299480 68299491 AAAATCATCCCCCTCTTTTCA AGAATCCAAACACAAGGGGG 225

Ad06A11558 Aradu.A06 11558 p3 (TCT)18 54 68303649 68303702 TTCACCTTAGCCGAAACCAC GCTTTTGTCTTCCCTTTCCC 238

Ad06A11559 Aradu.A06 11559 p2 (TA)6 12 68305375 68305386 TGAAGCAAGAGAAAGCAGTGA ATGCCACAAGCACATGGTTA 228

Ad06A11560 Aradu.A06 11560 p3 (AAT)8 24 68315024 68315047 TTGAACCGTATGTGACTGCC GGTTGAGTGAGCCCATGTTT 235

Ad06A11561 Aradu.A06 11561 p2 (AT)8 16 68323263 68323278 TTGCTCCATGTTGAGACTCG ATCCGACAAGTCTGGTTTGC 193

Ad06A11572 Aradu.A06 11572 p3 (AGA)5 15 68410907 68410921 ATTATGCGTTGACCACACCA AAATCTTTCCCACCCAAACC 230

Ad06A11573 Aradu.A06 11573 p4 (TAAA)5 20 68413940 68413959 CAGGTTGTGGATCAGCTTCA TTTTCGAAATTCTCTATCTCTCCTTC 259

Ad06A11574 Aradu.A06 11574 p2 (TC)10 20 68438312 68438331 AGGATTTTGTTGCACACGGT AAAGGAGTGAGAGCACGCAT 196

Ad06A11575 Aradu.A06 11575 p2 (AT)11 22 68444549 68444570 GCCACGTTTCTCCTTTTCTTT TTTGCACTAATGCGAATTTTTC 265

Ad06A11577 Aradu.A06 11577 p2 (AT)13 26 68446581 68446606 TTGTAACGACCCAATTTCCA ATATAGACCAGGGCCGGAGT 262

Ad06A11582 Aradu.A06 11582 c (TTA)5ttg(TTA)7 39 68487514 68487552 GCATTTGTCAAGTCCACATCA GGCTTGGATAAAAAGTTAATACGA 275

Ad06A11584 Aradu.A06 11584 p2 (AG)8 16 68519904 68519919 TTTTGCAGAAAATCAGCGTG AAAGGAACATTGAACCTGGAA 250

Ad06A11586 Aradu.A06 11586 p5 (AAAAG)5 25 68523717 68523741 AACTTTGGGACATTGGTTGG ACAATTTCGCATTTTGTCCC 242

Ad06A11587 Aradu.A06 11587 p2 (GC)6 12 68533928 68533939 GAGTTAAGCCAACACCAGGC AATGAAGGGAGCAAGTGTGC 263

Ad06A11588 Aradu.A06 11588 p5 (AAAAG)5 25 68536832 68536856 AACTTTGGGACATTGGTTGG GGGCATTTTGTCCCCTTTAT 231

Ad06A11591 Aradu.A06 11591 c (T)11gttatctcaagaaaatgtaagaaaaaaaatcattccgtacagaaaagaaacattccgtacaacacaaaaaaaaattcaaccacaaaactttag(ATT)7125 68554210 68554334 CTTTCCCTTGCAGCCAATAG TCTTAAATCTCTTTAACTGTTGCATTT 276
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Ad06A11596 Aradu.A06 11596 p2 (TC)7 14 68596982 68596995 GAGCGAAAAGGGCATGTAAG TTCTTGTTCCTGCGAGTGTG 244

Ad06A11600 Aradu.A06 11600 p2 (TA)8 16 68627513 68627528 TTTGGGGTATTTTGTCCCCT TCCGTGCCTTCAGAAAAGAT 198

Ad06A11603 Aradu.A06 11603 p6 (CCTAAT)5 30 68645768 68645797 AACCACAAGGGATTGAGAGG TTAAGCCAAGGATTGAAGGG 227

Ad06A11604 Aradu.A06 11604 p2 (CG)6 12 68649069 68649080 TGGTGTTTGGAAGTGTTGGA ACGCGTGGATTGAAAAGTTC 277

Ad06A11606 Aradu.A06 11606 p5 (AATAA)5 25 68654445 68654469 TTCACATTTAATTTAGGGTTGACTTTT CTCCCATCATTGCTCCCTAA 276

Ad06A11607 Aradu.A06 11607 c (A)11tctgaaacaacattattttta(AAT)1268 68654819 68654886 TGTCCATCCATATCTTTTCCATC CCAGCAGATTTTTGTAAGGACA 259

Ad06A11608 Aradu.A06 11608 p3 (ATT)7 21 68655540 68655560 CATTCTCCATGCTTTGATGC TGGAACCAAAATGGGACCTA 102

Ad06A11612 Aradu.A06 11612 p2 (CG)6 12 68684352 68684363 ACAATCTGCACATCCCCACT TGGATGAGGAATTGGAGGAG 191

Ad06A11613 Aradu.A06 11613 p2 (AT)6 12 68685546 68685557 TAGGGCACCAATTGATTTGA GGCCATTTGGATAAGTGAGC 280

Ad06A11616 Aradu.A06 11616 c (A)12cagtgaatac(A)1133 68738808 68738840 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 248

Ad06A11618 Aradu.A06 11618 c (AAT)8g(ATA)6 43 68755442 68755484 CAAGTTTTCTTATTGGGCCG CCTGCCAAACAATTCAATCA 249

Ad06A11619 Aradu.A06 11619 p3 (GAA)5 15 68757577 68757591 GATGGAAGCGGCAGAGATAG TGAAACCAAAAGAACCCAGC 239

Ad06A11624 Aradu.A06 11624 p2 (AT)8 16 68763405 68763420 TCTTGTCTAGCAAGGAGACATAGG GCATTTGAATGATGACTCTGCT 279

Ad06A11625 Aradu.A06 11625 p3 (AAG)24 72 68771955 68772026 CGACCTTAGGTGCCATCAAT TTCACCTTGGCCGAAACTAC 214

Ad06A11626 Aradu.A06 11626 p2 (AG)6 12 68772209 68772220 AGTGGTGAAGAGGTGATGGG CATCAATCTGGCGTTGAATG 256

Ad06A11629 Aradu.A06 11629 p3 (TAA)5 15 68799075 68799089 CAATTTAGTGCGTGTGGGTG GAGCCTAACAGTTGTAAAAGAATAAGA 271

Ad06A11631 Aradu.A06 11631 p2 (TC)6 12 68809155 68809166 AGCTCAACCCAATAAGCCAA AAGGTAAAACCTTGTTAATGGTGG 150

Ad06A11633 Aradu.A06 11633 c (TTTA)11ttttttattttattttattaattcttttttacta(T)1088 68818674 68818761 TGCAATAAAAGAAAATGGGAGAA CGTCGATTTGCACACTGTTT 243

Ad06A11634 Aradu.A06 11634 p2 (TC)6 12 68840781 68840792 CATGGTTAGTGCCACCATTG AACAAGGCCATTGTGTGAAG 275

Ad06A11636 Aradu.A06 11636 p2 (AG)7 14 68843711 68843724 TGTAGCGCAATACAACAAAAA GGCCATTAAAAATAAGTGAAACCA 168

Ad06A11640 Aradu.A06 11640 c (A)10gtataaagctctagatttacaagtt(A)1045 68852008 68852052 TGTAAGACAGTATGAATTGTTGCTCA TTCTAAAGATGATTGTTTCCACCTT 192

Ad06A11641 Aradu.A06 11641 c (T)10gttttttg(T)10 28 68854326 68854353 TTTGAAGGACCAATTTGATTGA TGACTGTGGAGGGATGTTTG 280

Ad06A11645 Aradu.A06 11645 p3 (CTT)5 15 68862600 68862614 TTCTCCTCTCCCTCCGTGTA TCCTCCTCCTCCTCTTCCTC 240

Ad06A11646 Aradu.A06 11646 c (GAG)10aagagtgctagcgatgagaaatgatgcatcgttgatggtgcaggacgcacggctatttatgaag(A)10104 68862767 68862870 TTTTCCGTTAAATTTTGGATGTT CACTGTCTCTTCCTCCACGTC 280

Ad06A11648 Aradu.A06 11648 p3 (AAT)5 15 68867262 68867276 TGTTGTTTTGCTCCTCACCA CTTCTTCTCTGAACGCCACC 193

Ad06A11651 Aradu.A06 11651 p3 (GAA)5 15 68871754 68871768 TTCATGCAACAACACCCACT GGGACTCTCACCATCCGATA 111

Ad06A11654 Aradu.A06 11654 p2 (AT)6 12 68878094 68878105 CCACATGAAAATCACATGCC CTAGTGGAGCTGCCGATGAT 279

Ad06A11657 Aradu.A06 11657 p4 (ATCT)5 20 68880761 68880780 CCCTTAAAAGGAAGGGCAAG TGTTGCTGTTGTTAGGTGCC 206

Ad06A11660 Aradu.A06 11660 p2 (AG)7 14 68910399 68910412 TCGTTAGAGCTTCGTGCTGA AGGCATAGGCTGAGGCTTTT 168

Ad06A11662 Aradu.A06 11662 p3 (GAA)6 18 68920106 68920123 AACGGAGTTGAAGAAGAAGAACA TCGTCCCCGAACTTGTACTC 264

Ad06A11664 Aradu.A06 11664 p2 (TA)6 12 68949058 68949069 GCTCAAAAACATGCTCCACA TTTTAAGTGTGGGGAGGTCG 259

Ad06A11666 Aradu.A06 11666 p2 (TC)18 36 68981121 68981156 CCAACGTTGCACATGGATAG CCAAAGTCGTCAGAGAGCAA 189

Ad06A11668 Aradu.A06 11668 p2 (AG)9 18 68983872 68983889 CGATGTTGTTGGGAGAAGGT GTCAGAAAAATTCGCCGGTA 200

Ad06A11670 Aradu.A06 11670 p2 (AT)12 24 69003772 69003795 TAACATTTTTGGGTTTGGGG TGCTCTATTCCATTCCAGCC 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A11671 Aradu.A06 11671 p4 (TATT)5 20 69005797 69005816 TATGCTCAGGCAGCTCAATG AAGTATGGTAGGGTGTTACAACTTTT 253

Ad06A11673 Aradu.A06 11673 p2 (AT)8 16 69013806 69013821 AAAACGCCAATCTCATGGAC CAAATCATTTTCAAGATCGCA 100

Ad06A11675 Aradu.A06 11675 c (T)10cgcaagcttg(T)1030 69030687 69030716 ATGCCACAAGCACATGGTTA TTGAAGCAAGAAAAAGCAGTG 205

Ad06A11677 Aradu.A06 11677 p2 (AT)7 14 69058589 69058602 AGTACCTCCATCCACCGAAA GCCACTCTTTGTTCAATGAATTT 280

Ad06A11678 Aradu.A06 11678 p3 (CCA)5 15 69059167 69059181 GTCCCATCTCACCTTCCAGA CCACCACAGGGACTATTGCT 214

Ad06A11679 Aradu.A06 11679 p3 (AGA)5 15 69059418 69059432 TTAACAGCCCCAACAACACA CAAAGGTTACATGTGCCACG 267

Ad06A11680 Aradu.A06 11680 p3 (CTT)14 42 69063812 69063853 CGCCATTTCTCCACTTCTTC GAACAAGTTTCGGGTGGAAA 168

Ad06A11683 Aradu.A06 11683 p2 (TC)7 14 69091613 69091626 TCTTGCTCTTGCCTTTTGGT TGGTGGCATTACTTTTACTTGC 253

Ad06A11685 Aradu.A06 11685 p2 (CA)30 60 69117939 69117998 TGTGCCACTTTGATAGCTCG GGAAATTGATATGAAACGCTTG 215

Ad06A11687 Aradu.A06 11687 p3 (TCT)6 18 69125044 69125061 CATCAATCTCCTCTTCCCCA CGTCCTCGAGCAAAAAGAAA 247

Ad06A11688 Aradu.A06 11688 p2 (TC)9 18 69147319 69147336 GCCCTCGATCTTCCTCTTTC AACAACACAGCAGCAACAGC 228

Ad06A11689 Aradu.A06 11689 c (A)11gagaaaaattcg(A)1033 69178356 69178388 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 236

Ad06A11690 Aradu.A06 11690 c (T)10cgttttctttttctc(T)10cgaaa(T)1151 69192106 69192156 TCAGCTTTGCTAGAGTCCCC TGTGGTTCATGAATGTTGGC 251

Ad06A11691 Aradu.A06 11691 p2 (AG)6 12 69194021 69194032 ATTTCGGTCACTTGAGGGTG GATTTTGCTTGCCATTTGGT 268

Ad06A11692 Aradu.A06 11692 p3 (AGA)5 15 69213705 69213719 CGACCTTAGGTGCCATTGAT CACCTTGACCGAAACACCTT 158

Ad06A11695 Aradu.A06 11695 p2 (CG)6 12 69229241 69229252 TGGTGTTTGGAAGTGTTGGA ACGCGTGGATTGAGAAGTTT 277

Ad06A11697 Aradu.A06 11697 c (TG)9(T)13 31 69234736 69234766 GCAATTTATGCAGACATTTGGT GCAAAGCGAAACTCACCACT 261

Ad06A11699 Aradu.A06 11699 p3 (AAT)7 21 69247125 69247145 TGAAAGAAATCCGTGTTAACGAT CCTTGCAACTTGCCATTTTT 227

Ad06A11700 Aradu.A06 11700 c (A)10gaaaaacatgctacaaaaactaaatgaaaatgggaagagtagaagtatgcgaatgtgataagcaaaagaaaaaggaaggggagaaaaaaaactc(T)10114 69273840 69273953 GCACCAAAATAATGCAAGGAA ATACCCATCGACGCGTAAAC 226

Ad06A11703 Aradu.A06 11703 p3 (AGA)5 15 69286916 69286930 TTAGGTGCCATTGATGGTGA AATTGGCCGAACCTATACCC 241

Ad06A11704 Aradu.A06 11704 p2 (AT)7 14 69305680 69305693 AGGGATTTTCTTGCCGATGT TTTTAGTGGGTGGACAAGGTG 257

Ad06A11706 Aradu.A06 11706 p3 (TTC)6 18 69309165 69309182 AGATTGTGGTGTTTGCCCTC TTGGTTGCTGCAAAACAGAG 269

Ad06A11707 Aradu.A06 11707 p3 (TGG)5 15 69310730 69310744 CGGCATGCAGTGAGTGTAGT GCGCTAACCCTCTTCTTCCT 155

Ad06A11708 Aradu.A06 11708 p3 (TGG)5 15 69310919 69310933 GATAGTGGGAGAAAGGGGGA CGAACCCTCCTTCCAACATA 259

Ad06A11709 Aradu.A06 11709 p3 (TTA)14 42 69313818 69313859 GCAAATCAAAAACTTTTGGGAC TGGGCAATAAATTTCTAAAAGCC 235

Ad06A11710 Aradu.A06 11710 p3 (TTA)11 33 69314695 69314727 TTCCCATTGTTGTTGTTCCA GCTTTTGCCTAAAGTGTGCC 215

Ad06A11712 Aradu.A06 11712 p3 (TCT)7 21 69329437 69329457 CCCATTCCCTCTCCCTCTAC CTGGCCTTAGGTGCCATAAA 240

Ad06A11714 Aradu.A06 11714 p2 (CT)6 12 69358673 69358684 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 108

Ad06A11716 Aradu.A06 11716 p2 (GA)7 14 69399614 69399627 ATGAGTGCCCTAGATGTGGC ACTTGGGAGCAAGCATCAAC 260

Ad06A11717 Aradu.A06 11717 p2 (AG)6 12 69402971 69402982 TCAATTCAAATGCTGGAATAAA CGTCCCAGCGAGTTCTAAAG 264

Ad06A11718 Aradu.A06 11718 p2 (TA)6 12 69403843 69403854 GATGGAAGGCAATGCAATCT CAAAATCCAGTGAGGGTTCAA 274

Ad06A11719 Aradu.A06 11719 p2 (AG)6 12 69411221 69411232 AAACTGAAAATGCCTCAATACCA GGGCGGGCATAATTTTAGTT 251

Ad06A11722 Aradu.A06 11722 c (CTT)6ctcacgctcgtttacgcacggagcgtcttcttctttttcttcgccttcttctttacgt(TCC)8100 69461369 69461468 CACGTGCTCAACACACAGAA GGAACACAAAAAGAAGGAGGA 164

Ad06A11723 Aradu.A06 11723 p2 (TC)6 12 69461572 69461583 CCTCCTCCTCATTCTCCTCC TTGGTTCATTTTTGTTCTGCAC 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A11724 Aradu.A06 11724 p3 (GAA)5 15 69462588 69462602 GAACGCGACCAGAAGAGAAC CTCCCACCCTCACTCGTTT 179

Ad06A11725 Aradu.A06 11725 c (TC)8cattttttggttataatcgcaactcgttaggtttgcggaaaaatctttagtggcagcacctcaaacaccaaacctggcaataaggtactttacccc(TAT)6130 69462950 69463079 TGTGAGTACTCCAACAGGCTAGG TGGAAAGGAAAAAGCGAAGA 240

Ad06A11728 Aradu.A06 11728 c (A)12ttcttttaggggaagcttgaatgttcgggatttactatttgacaattgggtttgctaatcatactgaatgcat(TG)799 69465924 69466022 TCCTTACTTTTCATCGCACTCA CCATCGGTATATCAAATTAAACG 242

Ad06A11731 Aradu.A06 11731 p2 (GA)11 22 69470037 69470058 TGCATAGATAAGAGCGTTGGG CGTTCAACTCCGACTTCCTC 236

Ad06A11732 Aradu.A06 11732 p2 (CT)7 14 69470317 69470330 AGAAGCAGGAACGGAGTTGA TGGATCGTGAATTGGTTGAG 264

Ad06A11738 Aradu.A06 11738 p2 (AT)8 16 69495957 69495972 ACAAGGGGTAAAGGGGAATG GTGAGGGTTCGATGCTCAAT 261

Ad06A11744 Aradu.A06 11744 p2 (TA)7 14 69513500 69513513 CCTTTTTGTTGGCAAGACACT CAGACATGTAAGTTTGTGTTGGC 197

Ad06A11746 Aradu.A06 11746 c (A)10gtatatctaatgaatgttagcggttaacttcactt(A)1156 69516555 69516610 ACCAGCTATTAGGATTGGCTT GCTGGTGTGACACGATATTCTT 259

Ad06A11747 Aradu.A06 11747 p3 (TCA)5 15 69517029 69517043 TCCACGCGTTATCACAAAAA AAAAGGGAGTGGTTTCGGTT 120

Ad06A11748 Aradu.A06 11748 c (GTC)5atcattatcatttttattcctcctcctcctcatttttttttcttattcattttctcc(T)1082 69520544 69520625 CGGACACAGTTAAAAATTTCGG CCATCAGCTTAAATTTTTGGGA 243

Ad06A11758 Aradu.A06 11758 p3 (TTA)14 42 69561076 69561117 TGAGATTAATGAGACGACATAGAAA TCCGTGCATAATTGTAATAAAGAAA 247

Ad06A11759 Aradu.A06 11759 c (T)10attt(A)10 24 69564666 69564689 GCTCCATGATCAACCCATCT GAATAAAAGTGGGGACGCTG 198

Ad06A11763 Aradu.A06 11763 c (ATG)12(TTG)9 63 69567364 69567426 TCCCGTTACATTTATCGCATT ATGGGACCACGCTTGTTAAG 246

Ad06A11764 Aradu.A06 11764 p3 (TGA)5 15 69567773 69567787 TGCGTGAATTGGTAATTGGA ATACATTATTCCCCTCCCCC 268

Ad06A11765 Aradu.A06 11765 c (T)10aa(T)11 23 69570908 69570930 TGCTTCATTGTGGGAAAACA CTGTTCACAGTTCACGTCTGG 245

Ad06A11766 Aradu.A06 11766 p3 (TTA)7 21 69571040 69571060 CGTGAACTGTGAACAGGTAGGT TTCTACCCAACGGATTTTGC 243

Ad06A11768 Aradu.A06 11768 p2 (AT)8 16 69605602 69605617 TTGATGGTTGATTGGAAATGA CCAAATTCCAACCCTTTTCA 221

Ad06A11769 Aradu.A06 11769 p3 (AGA)5 15 69610537 69610551 TAAAATATTGCTCGCCCTCG AAACCCCTCCATTCCACTTC 147

Ad06A11771 Aradu.A06 11771 p2 (CT)6 12 69618863 69618874 CGCCTTGAAGGTTTCAGTCT GGTGAAACAGAGCTGCATGA 274

Ad06A11775 Aradu.A06 11775 p3 (TTA)6 18 69634746 69634763 GCTCCAATCGATATTCCTGG ACCCATTGAAGCTGTTGGTC 156

Ad06A11776 Aradu.A06 11776 p3 (AGA)5 15 69637379 69637393 AACAGGGCTGGAAGGATACC AAAAGATGTTCTGCCCCTTAAA 256

Ad06A11778 Aradu.A06 11778 p2 (TA)6 12 69642429 69642440 AGTAATCCTGCCAAATGGTGA TCAAAATGTGAAAATAAACAACTTTAG 254

Ad06A11779 Aradu.A06 11779 p3 (TAT)5 15 69670954 69670968 GTGGCAGCCTTATTACGGTC TGCACCAAATCCTTCATATTCT 142

Ad06A11781 Aradu.A06 11781 p3 (TTC)5 15 69675969 69675983 TTTTCTCCCTTTGCTGTTGC TTGTTCGAGGATGAAGACCC 206

Ad06A11782 Aradu.A06 11782 p3 (CGG)7 21 69680121 69680141 GCAGCAGTTCAAAGGAAAGG TTCTCCAAAACGAGAAGCGT 178

Ad06A11783 Aradu.A06 11783 p2 (AT)6 12 69681044 69681055 TCCTCTTTGATGAGTGGTTGAA GGAGTATGAAGGATTTGGTGC 215

Ad06A11784 Aradu.A06 11784 p3 (CTA)5 15 69705513 69705527 AGCATGACTCAATGCACAGC TTCCCATCTTGTTTAGCCTTTC 166

Ad06A11788 Aradu.A06 11788 p3 (AGA)6 18 69717648 69717665 TTGGAGGTGGAAGCTTTTTG TACACCTCTCCCCCTCTCCT 209

Ad06A11794 Aradu.A06 11794 p2 (GA)8 16 69752435 69752450 TTGCAACAATCCACAACCAT TTCCTTCTCCCTTCTTCCTTC 247

Ad06A11795 Aradu.A06 11795 p2 (TA)8 16 69797532 69797547 CCCATCTCAATTGTAAAGGCA ATGCCATGCAATGCAATCTA 181

Ad06A11796 Aradu.A06 11796 p2 (AG)16 32 69801522 69801553 GCACCTCATTGTTTCCCCTA ATTTGCGCCTCCCTCTCTAT 256

Ad06A11799 Aradu.A06 11799 p4 (TAAC)5 20 69813692 69813711 AAGCATGAAAAACTCAAAACCAA TCCAACACTTCCAAACACCA 273

Ad06A11804 Aradu.A06 11804 p3 (TCT)5 15 69903099 69903113 GAATACCCACCCTCCCTCTC GCTTTTGTCTTCCCTTTCCC 275

Ad06A11805 Aradu.A06 11805 p2 (GT)6 12 69913121 69913132 CTCATGGAACGCAGTCTTGA CCACTCTACACCCACTCCGT 195
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Ad06A11806 Aradu.A06 11806 p3 (AGA)5 15 69923746 69923760 CCCTTTCCCTTTTCTTGAGG CTTCTTCTCCCACATAGCCG 198

Ad06A11807 Aradu.A06 11807 p3 (ATT)5 15 69927042 69927056 TTGGATGTTGGCTTTGTGAA GCAGGAAAAAGGAAAAAGGC 202

Ad06A11809 Aradu.A06 11809 p2 (TA)8 16 69931254 69931269 AAACTTTAATTTTTCAGAATCACAACA TGGGTTTTGTGTTCTTTGGC 212

Ad06A11810 Aradu.A06 11810 p2 (TA)7 14 69937541 69937554 AATTGGGATGTCAGTGCCTT CTTGCTGGTTAGTTGTGCGA 220

Ad06A11812 Aradu.A06 11812 p2 (AG)6 12 69941262 69941273 AAGGGTTTGTGGGGAATAGG CAGAAAAGGGCAAGAAGCTG 229

Ad06A11813 Aradu.A06 11813 p2 (CT)6 12 69950599 69950610 TTGCATTGAAAAGAAAAGGAGA ACATGCAGAATTCAAAGGGG 277

Ad06A11814 Aradu.A06 11814 p2 (TG)6 12 69955290 69955301 ACATGGACACTTGGCACAAA TGGTATGACACATGTTGGACG 237

Ad06A11819 Aradu.A06 11819 p3 (TTC)6 18 69984828 69984845 CCCCTCTTCTCTACCTTGGC GCTTTTGTCTTCCCTTTCCC 210

Ad06A11821 Aradu.A06 11821 p2 (AT)7 14 70010888 70010901 AACCGGCCAGAACACATAAG ACCTCGTTGAGGCATACTGG 238

Ad06A11824 Aradu.A06 11824 p3 (TTC)6 18 70080716 70080733 CTATACCTTGGCCGAATCCA GCTTTTGTCTTCCCTTTCCC 201

Ad06A11826 Aradu.A06 11826 p3 (AGA)5 15 70094569 70094583 CTGGCCTTAGGTGCCATAGA CCCATAAACCCCACCTACCT 269

Ad06A11828 Aradu.A06 11828 p3 (AGA)5 15 70112433 70112447 GTATGCGGTGCACAAATTCA GCCCCTCTCTCTCCCTATTT 256

Ad06A11830 Aradu.A06 11830 p3 (GTA)6 18 70163028 70163045 AGGGCGTGATTTAAGGGAGT TGTCTGATGATGATGAGAAAAATAAA 252

Ad06A11831 Aradu.A06 11831 p2 (TA)10 20 70183835 70183854 AAGCACAAGATGTACAACGAAA AACATGTACACGCACCCAAA 221

Ad06A11832 Aradu.A06 11832 p2 (TA)6 12 70232513 70232524 TCCATAACCACCTTGACCGT TTTCCATTAAAAATTCATATCGTTTG 220

Ad06A11833 Aradu.A06 11833 p3 (TTA)5 15 70235902 70235916 TTTGATATACGTGAATTGGGTAACA CGTTTTTCCTCCAAAACGAA 273

Ad06A11834 Aradu.A06 11834 p2 (AT)7 14 70238128 70238141 ATCCAAAACAAAACGCAACA CAGGACTTCTTCCTTTCCCC 229

Ad06A11835 Aradu.A06 11835 p2 (GT)7 14 70256357 70256370 AACATGTGGCCATAAACGGT ACCAAAATTGGACCGAATGA 246

Ad06A11838 Aradu.A06 11838 p3 (ATT)6 18 70272801 70272818 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 192

Ad06A11840 Aradu.A06 11840 p2 (AT)9 18 70290525 70290542 GCAAAGGTATCGATGAGTGCT GCTTGTTCCTTTGGTTTGGA 249

Ad06A11841 Aradu.A06 11841 p2 (TA)6 12 70301214 70301225 TTGACCACCTTTAAGCACCA AACAGAAGGACTAATTTGATTGATGA 225

Ad06A11842 Aradu.A06 11842 p3 (ATT)5 15 70305253 70305267 AAGATCCACAAATTTTGCTTCAA TCTTAAGAAGCAATTCGTTTAGCA 104

Ad06A11843 Aradu.A06 11843 p2 (TA)17 34 70305534 70305567 AAGTGGCATTATTGTCCCCC AAACTGTGAGTGCAATTTGGC 241

Ad06A11844 Aradu.A06 11844 p2 (AT)6 12 70311967 70311978 AGGTTTGGTGTTTGAGGTGC GCTCATTTAAAGATTTTGGACCC 273

Ad06A11845 Aradu.A06 11845 p3 (TCT)5 15 70312758 70312772 GCTAGCTGACATAGCGAGGG TGGTGCTTCAACCAATAGCA 201

Ad06A11846 Aradu.A06 11846 c (AC)8(TC)6 28 70318548 70318575 TCAGCTGTCTCTCTGCTCCA CCAAGCAAAAAGTTGAAGGG 241

Ad06A11847 Aradu.A06 11847 p3 (TGA)6 18 70325992 70326009 ACCTTTCCCTCCTGGTTCTC TTGAAAGCCCTCCAGAAAAA 266

Ad06A11848 Aradu.A06 11848 p2 (GA)7 14 70331439 70331452 GTGAGAGCAGAGGTGAAGGG TTCTTTCCTCTGGTGTGCAA 231

Ad06A11849 Aradu.A06 11849 p2 (AG)6 12 70337635 70337646 TGCACACCAGAGGAAAGAGA AGATAATGGCGGAACCAGTG 210

Ad06A11850 Aradu.A06 11850 p2 (AG)6 12 70342786 70342797 GTGCTAGGTGGGAGATGGTG TGCAGTTAGCAGCTGAACCA 277

Ad06A11851 Aradu.A06 11851 p2 (AG)6 12 70349068 70349079 TTTCTGCCCTTCGAAATAGC TGATGGAGACTGGATGTAGGC 223

Ad06A11854 Aradu.A06 11854 p4 (TATT)9 36 70363135 70363170 TCTCAATCCTTGAGGGAGATTT GGGATTGAATCATCTTTGGG 280

Ad06A11855 Aradu.A06 11855 p2 (GT)6 12 70367957 70367968 TCACAAGAAACGCATAGCCA GAAAACCGGGCGTTAATTTT 274

Ad06A11857 Aradu.A06 11857 p3 (CAT)5 15 70379392 70379406 GGTTAATGAAGATTCGGCCA CCTTCCTTGCTCATCACCAT 230
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Ad06A11858 Aradu.A06 11858 c (T)10gag(A)10 23 70393990 70394012 AAGATTTGACCAAAATGCTAAAAA CAAATTTGGGACATATCAAGTGAG 238

Ad06A11861 Aradu.A06 11861 p2 (AT)6 12 70395612 70395623 TGGAGAATATTGACTCACCACAA TGGCATAATGCAACAAAAGG 244

Ad06A11876 Aradu.A06 11876 p2 (AT)6 12 70453433 70453444 ATGCTCTCGCTCCTTTGTGT CGCATTCGACAGAAAACTGA 266

Ad06A11877 Aradu.A06 11877 p2 (AG)6 12 70457326 70457337 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 224

Ad06A11879 Aradu.A06 11879 c (TC)6tt(TC)9 32 70481558 70481589 TGGATTCGTCCCTTTTCTTG TGCATACCGCTGATTCACAT 220

Ad06A11880 Aradu.A06 11880 p2 (GA)7 14 70489092 70489105 AATTGGGTGGGTTTAGGAGG GCACGCCTAAATAGAGCAGG 258

Ad06A11883 Aradu.A06 11883 p2 (CT)6 12 70517309 70517320 AGGACACACCATGCAAGAATC TGCAGCACAATCTTATTGGAA 213

Ad06A11884 Aradu.A06 11884 p2 (AT)6 12 70517811 70517822 ACACCCTTGAATCCATCGTC CAACAAGTGCAGCCTAACCA 232

Ad06A11886 Aradu.A06 11886 p2 (TA)6 12 70519106 70519117 TCATCCCAATATTTTTGGTTCAT TGGTCACCAGAATTCAAAAGAA 235

Ad06A11888 Aradu.A06 11888 p3 (AAT)13 39 70524490 70524528 TCATTCACTAATTAAACAACTCAACCA AAGTTCATGATTACTTACACAAATTGA 168

Ad06A11891 Aradu.A06 11891 p2 (TA)9 18 70528313 70528330 AGCGGCTCAATATACCTCCC TGGAACTTCAGAAATACACCCA 223

Ad06A11893 Aradu.A06 11893 p2 (AT)6 12 70534154 70534165 CAGGAATTCAGGTGCGTTTT TGGTGATTGAAATAATGGTATATGCT 277

Ad06A11896 Aradu.A06 11896 p3 (TTC)5 15 70542387 70542401 TCACCGACGATTTGATGTGT TCACCAAAGGAACCCTAACG 247

Ad06A11898 Aradu.A06 11898 p3 (ATT)5 15 70553449 70553463 AATTATTGGCTCCAATGGCA GGAAAAGGGCACTCTTGTTG 242

Ad06A11899 Aradu.A06 11899 p3 (TGC)5 15 70557246 70557260 TTGGGTCCCTTTACTTGCAG CATCAAAAGCAGTTGGCTGA 262

Ad06A11900 Aradu.A06 11900 p3 (GAA)6 18 70558710 70558727 CTAGTGCTTCCACCACCCAT TGAGCTGGCACAGTTTCAGT 182

Ad06A11910 Aradu.A06 11910 p3 (TGC)5 15 70627363 70627377 AGTCCACCCTCGTGTTGTTT GCCTTCAACCTTAACCACGA 257

Ad06A11911 Aradu.A06 11911 p2 (TA)9 18 70629993 70630010 TGGTTTTGATATGGCTATGCTT TAAGTGTAGCCTTAGGTCCTTTTT 271

Ad06A11914 Aradu.A06 11914 p3 (TAG)5 15 70645892 70645906 CGCCAGAAATTAACCCTTGA CATGTCTGATGATGATGAGAAAAAT 225

Ad06A11924 Aradu.A06 11924 c (AAG)16aaa(AAG)5aaaaa(GAT)17122 70849086 70849207 TCACCAAAGATTCCTGTGACAT CCTCCCCTTCTTCTCATTTG 278

Ad06A11925 Aradu.A06 11925 p3 (CCT)7 21 70851562 70851582 CTCTCCTTCCCCGTTTTCTT AAGAAGAAGAACCTGCGTGC 113

Ad06A11930 Aradu.A06 11930 p4 (AAAG)6 24 70885742 70885765 TTACCCCACCGTCTTACTGC CTTTCTCCTCTTCGCTCCCT 131

Ad06A11931 Aradu.A06 11931 p2 (GT)7 14 70894471 70894484 CCAAGCGTTCATACTGGTCA GCGTGTACTGCAGGTATGCT 214

Ad06A11932 Aradu.A06 11932 p3 (TAA)7 21 70900525 70900545 TTTCGATTTACATGCCATTGA TTCAATTCCACCCATCACAA 264

Ad06A11933 Aradu.A06 11933 p3 (ATC)5 15 70901388 70901402 CCACACCCTTCATCTTCTGC TCAGCTGTTGTTGGTGGTGT 152

Ad06A11934 Aradu.A06 11934 c (ATC)6aacaacaacaccatttccatcatcataataataac(AAT)1083 70901715 70901797 GGAGTTGATGGGGATTCAGA TGCATTATTATTATTGGCTCCAC 226

Ad06A11935 Aradu.A06 11935 p2 (TA)6 12 70904266 70904277 AGCCGGATTTTGAGTCTTGA GCCTTTGTAGAAAAAGGGGG 150

Ad06A11936 Aradu.A06 11936 p3 (CAA)5 15 70905552 70905566 ACCGCTGAGAAAAGGAGTCA GTGTAGCACAAACCCCATCC 230

Ad06A11937 Aradu.A06 11937 p3 (TAA)13 39 70912680 70912718 CACCATCCAGCGGTCTCTAT TTGAAATTAATACCCAAAAACCAA 154

Ad06A11938 Aradu.A06 11938 p3 (ATT)19 57 70913024 70913080 TCAATGTTATTTTAATGTGAGCACG TCGTTCACATGCCATTGATT 195

Ad06A11943 Aradu.A06 11943 p2 (CA)8 16 70935048 70935063 GATAGCGATGGAGGAATGGA TCTTCTCATTGTCGTCGCAC 149

Ad06A11946 Aradu.A06 11946 p2 (CG)6 12 70942521 70942532 AGAGTTATGCCTACGCCACG TGGTGTTTGGAAGTGTTGGA 238

Ad06A11949 Aradu.A06 11949 p3 (AGA)5 15 71000077 71000091 AATGCCAAATGATGAGGGTC TTTCCTCCTTCCTTCCTTCC 232

Ad06A11952 Aradu.A06 11952 p5 (TTTTA)5 25 71017123 71017147 TTTCAATTGCTAATTCCAAAACC GGGAATAGCATATGACCCCA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A11954 Aradu.A06 11954 p5 (TTTTC)5 25 71061315 71061339 TCACCCCCATTAACAAGGTT GAACATGCAAGCATTCCCTT 244

Ad06A11956 Aradu.A06 11956 p2 (AG)6 12 71071808 71071819 TTTTGGGGAAGAGGTGTTTG GTGATTTTGCATGCCATTTG 161

Ad06A11957 Aradu.A06 11957 p3 (AGA)6 18 71092089 71092106 CTAGAGGTTTCTCCGGCCTT CATTTTCACGCAACACAACC 206

Ad06A11958 Aradu.A06 11958 p2 (TA)9 18 71096564 71096581 ATACATTGGCCAACAGCACA AAACAAAGAGGCAGGAAGCA 180

Ad06A11961 Aradu.A06 11961 p3 (ATT)6 18 71107127 71107144 TGGAGATGCTTCTTCCATCA CAGGAGAAGGATATGGCAGC 106

Ad06A11962 Aradu.A06 11962 p4 (ATTT)7 28 71125513 71125540 TGCAATGAATAACATACGCAAA GCCCTGTTTCTCCCTTGTTT 219

Ad06A11964 Aradu.A06 11964 p2 (AC)6 12 71146741 71146752 ATTGCTGCGTGTTCTTCCTT TGAAATGCATGTTTTCTTTTGTG 275

Ad06A11967 Aradu.A06 11967 c* (AT)7(T)10* 23 71172621 71172643 TTGCACACTCATGCATTCCT AAGGAAAAGGGGACCAAAAA 202

Ad06A11979 Aradu.A06 11979 p2 (CT)6 12 71322180 71322191 CATTGAACTTGGGATCGAGAG TTTCTGGGCTGTTTTTGACC 238

Ad06A11982 Aradu.A06 11982 p2 (AT)8 16 71335975 71335990 CGAAAGGATGGTCTCTGAGC GGGAATTACAAACGTGTGCC 220

Ad06A11983 Aradu.A06 11983 p3 (AGA)6 18 71338218 71338235 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 185

Ad06A11990 Aradu.A06 11990 p3 (AGA)6 18 71417401 71417418 TAAAATATTGCTCGCCCTCG AATCTTTTCCCACCCAAACC 118

Ad06A11992 Aradu.A06 11992 c (A)10ttcaaaattcaaaaaatatctttcctaactaattttaaactacattttcgaaaattttat(A)1080 71448261 71448340 TCGAAAATAAGGAGCATTGGA CCATGATGGAATAAAGGAGATGA 274

Ad06A11994 Aradu.A06 11994 p2 (AG)7 14 71464933 71464946 GGTGAGGTAGGTGGGGTTTT CGGCGTTTAACGTCAGAAAT 251

Ad06A11999 Aradu.A06 11999 p4 (TTAT)8 32 71493171 71493202 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 273

Ad06A12000 Aradu.A06 12000 c (AG)6ggggaggaaattcgaatggtgtggtggaaaaagggatccaaacgtgtatttataaggtggggaggggagttttcg(A)1097 71504813 71504909 CGGAAAAGCACACCAAACTT CCCTTTTCTCAATTTCTTTCCA 204

Ad06A12001 Aradu.A06 12001 c (T)10gaattaaacgaaa(AAAAT)653 71510665 71510717 CTTGCTTTGATGGGAGGTGT GATTCAGTTCTCAATTTGCTTTGA 244

Ad06A12002 Aradu.A06 12002 p3 (CAA)6 18 71513623 71513640 CCATTGGAAGGCAAAGAAAA ACATGACAGAGCACAATGGC 219

Ad06A12004 Aradu.A06 12004 p3 (GAG)7 21 71551800 71551820 CCTCACCAGAAGAGCCAGAC TGGCAAAGACAAATGCTCAG 249

Ad06A12005 Aradu.A06 12005 p3 (ATT)11 33 71562252 71562284 AGCATATGACCCCAAAGTCC CCTAACCACTTTCTCTCTCCTCA 278

Ad06A12008 Aradu.A06 12008 p3 (AAG)5 15 71583872 71583886 ACGGAGATACCAAAAACCCC TCTTGACTTTCCCATGGAGG 140

Ad06A12011 Aradu.A06 12011 c (TA)8aggggggtcatgtatggttacggggtgtg(AT)759 71644704 71644762 ACAAGCGAAGCGATAACACC CCCCTGTTCCTTATATCCCC 263

Ad06A12012 Aradu.A06 12012 p2 (TA)7 14 71645044 71645057 AGGCTCCTCGAATGCAATAA TCTGAAGTTAGGCGCCATTT 192

Ad06A12013 Aradu.A06 12013 c (AC)10(AT)12 44 71650609 71650652 ACTCGCATCACACTTGTTCG GGTTGACAATGGAAAAACAGG 244

Ad06A12022 Aradu.A06 12022 p3 (AAT)5 15 71692539 71692553 AAGGAGAATAAAACAAGGCAACA CAAAAGCCACTTTATCTTTATCCA 242

Ad06A12023 Aradu.A06 12023 p2 (GA)8 16 71693902 71693917 ACTTCATCGTCGCCGTTTAC TCAAAGATGGTTCAGCAACG 232

Ad06A12027 Aradu.A06 12027 p2 (GA)7 14 71740324 71740337 AGGGAGCCAAGGAAGAAGTC TCAAAGATGGTTCAGCAACG 183

Ad06A12028 Aradu.A06 12028 c (TTC)9tttc(TCT)6 49 71746121 71746169 AGAAGGGGGTGGAGAGAGAA CACCACCACCACCACATTAT 277

Ad06A12029 Aradu.A06 12029 c (GTG)5ggttc(TGG)5ttctgttctgatgac(GAT)565 71746304 71746368 TTGTTGTTGCTGAAATTTGTTG CTCCCTTCATCCCAAAATCA 204

Ad06A12032 Aradu.A06 12032 p3 (AGA)7 21 71757764 71757784 GGTCTTGATGGGCTTTTGAG AAACCCACACCTCTCTCCCT 246

Ad06A12037 Aradu.A06 12037 p3 (TTC)5 15 71814443 71814457 CCTTGGCCGAATACACATCT TGGTGTTGATGGACCTTTGA 262

Ad06A12040 Aradu.A06 12040 p2 (TA)9 18 71843150 71843167 GACCACTTTTGACCACGCTT TTCACCTTGACAAGCACACC 176

Ad06A12046 Aradu.A06 12046 p3 (ATC)5 15 71847840 71847854 TGTCCCTATCCCTTCTTCCC TTGTTGTTGCTGATTCTGGG 222

Ad06A12050 Aradu.A06 12050 p3 (GTT)5 15 71856218 71856232 AGACATTTTGGTTCTCAACTTTTT GCGTCGAACAAGAAATGAAA 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A12053 Aradu.A06 12053 p2 (AC)14 28 71860010 71860037 GGGCTAAGGTAAGGGTGAGG CAAAAGTGAGATTTTGCGTAGC 155

Ad06A12054 Aradu.A06 12054 p2 (AG)6 12 71860817 71860828 GCAGAACATACAGGCAAGCA GGTACTCACCCACCTCCAGA 274

Ad06A12056 Aradu.A06 12056 p3 (AAT)6 18 71918721 71918738 CAGGAACAAGGAAAAAGGCA TGAAGTCACCAAGCATTCTCC 188

Ad06A12059 Aradu.A06 12059 p5 (TTATC)5 25 71990256 71990280 CCTGGGTGCTCCAGTGTATT ACAGACAAAGCAACCGACCT 265

Ad06A12061 Aradu.A06 12061 p5 (TTATC)5 25 71997495 71997519 ATGATGCTGATCCTTCGTCC AAGGCGGTTTCCTTGAAGAT 233

Ad06A12062 Aradu.A06 12062 p3 (CAT)6 18 72029650 72029667 CGAAGTAGAGGAGGGCAGAA AAATCACGGCATCAAATGGT 279

Ad06A12065 Aradu.A06 12065 p3 (AGA)6 18 72072888 72072905 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 226

Ad06A12068 Aradu.A06 12068 p3 (TTA)7 21 72115120 72115140 AGAGGTTGACCAAGTGGGAG TATTCAAACCTCGGGTCGTC 235

Ad06A12071 Aradu.A06 12071 p2 (GC)6 12 72157530 72157541 TCCCTATTAAATTGGCGTCG TAACCCTGCAGCCAACTTCT 192

Ad06A12072 Aradu.A06 12072 p2 (AT)6 12 72176285 72176296 GCATGAGCATGCAATACAAAA TCATGAGGTCTTTTCCCAGG 194

Ad06A12073 Aradu.A06 12073 p2 (TG)9 18 72176587 72176604 TTGTCTTGCAAGTTTGTGACCT GGGGTTTATCAACCTCTCCA 218

Ad06A12074 Aradu.A06 12074 p2 (AG)6 12 72177395 72177406 TAAAATGGGGAATCCATCCA TGAACCTGTGATTGAAGAAGATG 174

Ad06A12076 Aradu.A06 12076 p3 (ATA)7 21 72188517 72188537 TTTTGCCTCCCAATCATTTC TCGGCTTGTGGTGAGTTATG 224

Ad06A12077 Aradu.A06 12077 c (T)10cgaa(T)10 24 72219232 72219255 TTTTTGCCTTGGATCACAACT GAAGCAAGAAAAAGCAGTGGA 105

Ad06A12080 Aradu.A06 12080 p2 (TA)7 14 72240917 72240930 AGCCAATCCTTTCTTGCCTT TCTTTGATCGGAAACCCTTG 251

Ad06A12086 Aradu.A06 12086 p3 (TTA)20 60 72280036 72280095 TCCTACTTTTGCTGTGCCCT TTTGCGAGATCCACACCATA 148

Ad06A12091 Aradu.A06 12091 p3 (TTG)11 33 72286375 72286407 AGGCATCATTCGTGATAGGC TTTTGTTTCGGTGTTGTCCA 219

Ad06A12092 Aradu.A06 12092 p2 (AT)6 12 72287339 72287350 TTGGTCTTTGTCCCTCAACC TTGAGTCGTCTTTGCATTTGA 245

Ad06A12094 Aradu.A06 12094 p3 (TTA)13 39 72293504 72293542 CGAACGTTGCGCTTTTTATT GCTATGCGCGTGTAAAGTTG 276

Ad06A12097 Aradu.A06 12097 p2 (AG)8 16 72301437 72301452 CTATCCGGCCCATGGAATTA TAAGCAACCGGTAATGGGAA 179

Ad06A12098 Aradu.A06 12098 p3 (TTC)5 15 72303413 72303427 TCTCCCTCAAATCCATCGTC CACGAGCTTAGCAGTTCTTGG 159

Ad06A12099 Aradu.A06 12099 p2 (TA)8 16 72304735 72304750 TTGGTAATGTGAATCAACGAGG TGGTTGTTGAAATAATAAATGAAAATG 245

Ad06A12100 Aradu.A06 12100 p2 (TA)10 20 72314096 72314115 GACTACACCAGCACCTGATCC CTTCCCTTCCTGGTACCGTT 168

Ad06A12103 Aradu.A06 12103 p3 (AGA)6 18 72340273 72340290 CAGCCTTAGGTGCCATTGAT AAAATCCTTCCCACCCAAAC 274

Ad06A12104 Aradu.A06 12104 p2 (CT)7 14 72352288 72352301 TTCTCCCTTCTCCCTTCTCC TTGCAACAATCCACAAGCAT 250

Ad06A12105 Aradu.A06 12105 p2 (AT)6 12 72355092 72355103 ACAAAATCACCCCAAAGCTG TTGTAATGGGGCCAAGGTAA 227

Ad06A12106 Aradu.A06 12106 p3 (TTG)5 15 72357042 72357056 TGCTTTCCATACCTCATCCC ACTTGCTCATCGTTTGAGGG 125

Ad06A12110 Aradu.A06 12110 p2 (GA)7 14 72401033 72401046 AATTTGCAACAATCCACAAGC TTCTTCCTTCTCCTTTCTCCC 256

Ad06A12113 Aradu.A06 12113 p2 (AT)6 12 72427200 72427211 TGTGGTTTTCAAATGCAGGA GGGGTAAACAAAAATCGCAA 261

Ad06A12114 Aradu.A06 12114 p2 (AT)9 18 72428848 72428865 TTTTTGTGGTGTTTGCATCA TTGCCGCTTCTTCTTCTCAT 228

Ad06A12121 Aradu.A06 12121 p3 (CTC)5 15 72447720 72447734 TGTCTCATTGTCGTCCTCCA TCGTTGCTGGTCACTATTTCA 258

Ad06A12122 Aradu.A06 12122 p3 (TCT)5 15 72458664 72458678 CAGAACCCTCTCTTCTCCCC ACTCGGAGGTGGAAGCTTTT 228

Ad06A12123 Aradu.A06 12123 p2 (TC)9 18 72466936 72466953 TGCCTCTGACTCACTCCCTT TGGCTGCATCGTAGAGTTTG 269

Ad06A12124 Aradu.A06 12124 p2 (TA)7 14 72472039 72472052 ACTCGAAAGCGCAACACTCT ATGTCCCTTGGGTTTCCTTT 199
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Ad06A12127 Aradu.A06 12127 p3 (ATC)6 18 72527301 72527318 TCTTCGTGGTAGAAAGGCAGA TCACTTTACCAACCTCCTCAAAA 256

Ad06A12128 Aradu.A06 12128 p4 (AATT)5 20 72531369 72531388 GCAAGAAGCCAAGAACAACA TGACTTGAGCTTGATTATTGGG 154

Ad06A12129 Aradu.A06 12129 p3 (TTC)5 15 72538445 72538459 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 206

Ad06A12131 Aradu.A06 12131 p3 (TTC)5 15 72546884 72546898 TTCTACACCTTGGCCGAAAC CTAGAGGATTCTCCGGCCTT 176

Ad06A12132 Aradu.A06 12132 c (CACG)7cg(CA)8t(AG)1577 72556271 72556347 GATCCACGGCAAGGAGTAAA AGACCATGGGTGTCGTCTTC 186

Ad06A12134 Aradu.A06 12134 p4 (AAAT)5 20 72563525 72563544 CAATATCTTAAAAAGTCAACGATAACA TCCAATCTAATCCAAACCGC 229

Ad06A12136 Aradu.A06 12136 p2 (CT)6 12 72573631 72573642 TTCAAAAACTCCTCACCCTTTT GAATTCGAACACAGAGAGGGA 261

Ad06A12137 Aradu.A06 12137 p2 (CT)17 34 72576692 72576725 GATCTATGGACCCCACAGGA GTAGGTGGGGTTTAAGGGGA 182

Ad06A12138 Aradu.A06 12138 p3 (TCT)5 15 72577000 72577014 ACCCCTCATCCCTCTTCATT AAGCTTTTGCCTTCCCTTTC 248

Ad06A12139 Aradu.A06 12139 p2 (GT)6 12 72614809 72614820 TGTACCTTTTGGCAGCATGA CACACGTTCATGGATTGAGG 200

Ad06A12141 Aradu.A06 12141 p2 (CT)6 12 72655352 72655363 TTTAACGCCAGAAAAGGCAC TTTTTGGGGAAGAGGTGTTG 168

Ad06A12145 Aradu.A06 12145 p3 (AGA)6 18 72732458 72732475 TATGCCACTGAGCTACGACG CAACTTCTCTTTCCCACCCA 270

Ad06A12146 Aradu.A06 12146 p5 (TTATC)5 25 72753574 72753598 CCTGGGTGCTCCAGTGTATT CAAAGTGCTCAGCCAAATCA 220

Ad06A12148 Aradu.A06 12148 p5 (TTATC)5 25 72763182 72763206 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 166

Ad06A12156 Aradu.A06 12156 p2 (CT)8 16 72815659 72815674 GATTGCACAGTAAGGGCGTT ATTAGGGTTGGGTTTGGGAG 247

Ad06A12157 Aradu.A06 12157 p5 (TTTTA)5 25 72828901 72828925 TCAAATTTTTGAATCAATCACATTA TTCTTACAAGTCAAGTCAAATTTTCAA 224

Ad06A12158 Aradu.A06 12158 p3 (TTA)8 24 72839504 72839527 TTGTAATTCTCTTTCGATTCCAGA GATTTGTTGTCTTTTTCGGCA 197

Ad06A12159 Aradu.A06 12159 c (TC)9gacacatttctataatctctcatctcgtttcttcaatttctggatgtattctc(T)1081 72840056 72840136 TTCATCGCCGAGATTCTTTT GGGAAATTGGTCAAGGATCA 279

Ad06A12163 Aradu.A06 12163 p5 (TATCT)5 25 72947808 72947832 TGATTCCTTCATCCCTGGAG CAAACAGAGGAACACGTCCA 274

Ad06A12164 Aradu.A06 12164 p5 (TTATC)5 25 72967560 72967584 CCTGGGTGCTCCAGTGTATT CAATAAAGGGCCCAAACAGA 186

Ad06A12166 Aradu.A06 12166 p3 (ATC)6 18 73005232 73005249 GGACGAGTCTGAAGAGGCAC GGAGCAAGTTCGAGTTCCTG 261

Ad06A12167 Aradu.A06 12167 p3 (TCT)6 18 73017321 73017338 TCAAGATTTCTGTGGACCCC AGCTATGCTTTTGCCACACC 263

Ad06A12168 Aradu.A06 12168 p3 (TAC)6 18 73022528 73022545 AACTTAATTGGGAATAAAACCAGAA AAGCACCCCACAAATCAGAG 172

Ad06A12173 Aradu.A06 12173 p2 (AT)10 20 73050117 73050136 GCAACAAAAATCAATGGGCT TCTGATGAAGCATTGCCAAA 126

Ad06A12174 Aradu.A06 12174 c (T)11aatacatgcaaaaagtgtgacagattagtcgaattttcaacagtaaaagtccttttcttttggatttgttttttg(TTA)8110 73052377 73052486 TCTGTCTTCAAAATCTGTCGTTATTT TTGATCTTGTTTGGACGAAAG 280

Ad06A12182 Aradu.A06 12182 p4 (TAAT)6 24 73071704 73071727 CCAGAGTGAGAGTGGTCCCT TTAGATGTTTTCCCGACCCA 246

Ad06A12185 Aradu.A06 12185 p2 (AT)6 12 73087385 73087396 CCACACCATTAGGCTCAAAA CGGCGATTTTAGGTGACAAA 279

Ad06A12187 Aradu.A06 12187 c (T)10cttctgtttttgactctgtttttaa(T)1045 73108476 73108520 GATGCATCTTCTGGGCGTT GGGAGGCAACCCAATTTTAT 198

Ad06A12188 Aradu.A06 12188 p3 (ATT)6 18 73110618 73110635 GGACATGGGCTTTGTGAAGT CAGGGAAAAAGGCACTCTTG 196

Ad06A12193 Aradu.A06 12193 p2 (AG)6 12 73165768 73165779 TGAGTCTTCATCGCCCTCTT TTGGTTTCCTTGATCTTCCG 132

Ad06A12194 Aradu.A06 12194 p2 (AT)13 26 73166889 73166914 AAGCGAGAATGAAACGTGCT GCAATCTCGTTTTCTCATGC 241

Ad06A12196 Aradu.A06 12196 p2 (AT)6 12 73191867 73191878 GAACCAAGTGGCAAGTCCAT CTGATGTCCGAGCACAAGAA 217

Ad06A12200 Aradu.A06 12200 p2 (AT)6 12 73201378 73201389 GGGGGAAAACAAAAGGAAAA CTCATCAACAAGGACCCACC 196

Ad06A12201 Aradu.A06 12201 p3 (ATT)6 18 73201549 73201566 GGTGGGTCCTTGTTGATGAG GGTGGGAAACCCTTCAAGTT 125
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Ad06A12203 Aradu.A06 12203 p2 (TA)10 20 73206110 73206129 TCGCACTGAAAATGTCAAAAA CATGGGACCCCAAATTACAC 182

Ad06A12204 Aradu.A06 12204 p3 (TAT)9 27 73206536 73206562 GTGCCCTTTCTCATCCAATC TTTTGCACACTAACCGACCA 229

Ad06A12205 Aradu.A06 12205 p6 (CACACG)5 30 73208211 73208240 GCATACTCACACTTCCTCCCA TGTGTTGTTGTTCGTGTGTG 104

Ad06A12206 Aradu.A06 12206 p2 (TA)7 14 73208804 73208817 ATGGTCGACGAAAGAACTGC TGATCAATGCTCGCCTTATG 269

Ad06A12208 Aradu.A06 12208 p2 (TA)12 24 73213074 73213097 TCACCTTTAAAACATAGCACATTG TTCCAATACTTTTGGTTCATGATAA 280

Ad06A12210 Aradu.A06 12210 c (TTAT)5attttttttcgaaaagaaatgaaattaaaatctaaagtttt(A)1071 73232225 73232295 AATGGAATAACAAAAATTGGGA TGGTGTTTTCCCTCCAAAAA 278

Ad06A12211 Aradu.A06 12211 p2 (AT)12 24 73240529 73240552 GGTTGTAATGGGGCTAGGGT GGACAAAATGCCCCAAAGTA 236

Ad06A12215 Aradu.A06 12215 p2 (CA)6 12 73276069 73276080 GGGAAACCGAAACCATACCT CGCGGAGAGCTCTACAAAAC 249

Ad06A12217 Aradu.A06 12217 p2 (GC)6 12 73293298 73293309 TCTGGACGCAGTACCAGAGA CACCCTCAGGCCTATACCAA 275

Ad06A12220 Aradu.A06 12220 p3 (AGA)6 18 73379196 73379213 ACTCGGAGGTGGAAGCTTTT TACCTTGGCCGAACCTACAC 266

Ad06A12221 Aradu.A06 12221 p2 (AG)11 22 73394881 73394902 CCTGAAATTCCCCAAAAACA GGCTTGTATTTTCTTTCTCTTCTTT 263

Ad06A12223 Aradu.A06 12223 p3 (CTT)5 15 73414062 73414076 GGCATCTGCTCTATTGCCTC CTCCTGCTCCCAACTCACAT 179

Ad06A12225 Aradu.A06 12225 p2 (TA)6 12 73424400 73424411 TAACGCTAGTGAGCCCGTTT TGTCCTTGCATGCATTACTTG 156

Ad06A12226 Aradu.A06 12226 p2 (TA)8 16 73434174 73434189 TGGCAAGATATTACGACCTCTAAA TTGTGTCCCTTTGGGTTTTC 211

Ad06A12228 Aradu.A06 12228 p2 (TA)8 16 73439253 73439268 TCTTCTTCTTCCTTCGGGTTC CACCCTACCATTCATTGCCT 240

Ad06A12233 Aradu.A06 12233 p3 (GGA)5 15 73476335 73476349 AAATTTGGAGGCACAAGTGG GGTAAAAGGAGGTCCAAGGG 276

Ad06A12238 Aradu.A06 12238 c (T)10attttttcatattttcatccataatttcttgcataaacatattacaaatc(T)1171 73495203 73495273 CATCCTGGGCGTTTAGAAAA AAATTTGAAGGGAAATCAAAAAGA 267

Ad06A12243 Aradu.A06 12243 p2 (AC)9 18 73522351 73522368 GTTGGGCCGAATGAACTAAA CGGAGCACCCTAGCTCAATA 218

Ad06A12244 Aradu.A06 12244 p2 (TA)10 20 73555135 73555154 CCCATGAAGAAAATTCCCAC TGGCTTGCTTTGCTTCTACC 167

Ad06A12250 Aradu.A06 12250 p2 (AG)7 14 73572817 73572830 GGTAGCCATTCTGGCGTTTA TGTCCTTGCATGCATTATTTG 241

Ad06A12252 Aradu.A06 12252 p2 (AG)6 12 73594886 73594897 TGGAGGAATGAAGGGAGATG AAAAGGAACATTGAACCTGGAA 182

Ad06A12254 Aradu.A06 12254 p2 (AT)11 22 73611925 73611946 TGCCTCTTTACTGGCGTTTT TTGCATGCATTATTGGTTTGA 209

Ad06A12259 Aradu.A06 12259 p3 (TTC)6 18 73646834 73646851 GGGGGACTTTTTGGACACTT CCCCTAATGAAAGTGGGGTT 264

Ad06A12260 Aradu.A06 12260 p2 (AG)6 12 73659838 73659849 CGCGATCAGCAGAATTAACA TTGAACCTGGAAATTGGAGAA 256

Ad06A12261 Aradu.A06 12261 p3 (TTA)5 15 73695912 73695926 ATGATGGAGCAAGGGAGATG CCTCACTTCTTCGAAAATCTTCAT 172

Ad06A12265 Aradu.A06 12265 p3 (TTC)5 15 73764879 73764893 ACCCCTTTCATTGGGTTAGG CAAGGATCCGAAGAGATCCA 172

Ad06A12266 Aradu.A06 12266 p2 (AG)7 14 73768359 73768372 GGGAGTGGAGCAGAATCACT CCAATTTGGCAACATAAGAAA 243

Ad06A12267 Aradu.A06 12267 p2 (GT)13 26 73775195 73775220 ATGCAAAAGTGGGAATTTGG GGGCTAAGGTAAGGGTGAGG 183

Ad06A12269 Aradu.A06 12269 p3 (ATC)6 18 73811418 73811435 CGAGCACATGCAGCAGTTAT ACGATGACGACGACGATGAC 280

Ad06A12270 Aradu.A06 12270 p2 (GA)9 18 73824365 73824382 TGCAGATTTGCAATGACTGA TCTCTCCCCTCCTTCTCTCC 214

Ad06A12271 Aradu.A06 12271 p2 (GA)13 26 73824547 73824572 TTCGTATGACGCAGCGATAG ACCATCCTCCATTTGCATGT 179

Ad06A12273 Aradu.A06 12273 p2 (AC)8 16 73838513 73838528 CCACAAATTCTCCCCACACT GCACATCTTGCTCCCTAAGC 111

Ad06A12280 Aradu.A06 12280 p2 (CT)6 12 73882831 73882842 ATCAACCTCCCCCTTTTTCA CGAACACAGATAGAGGAGAGGG 248

Ad06A12281 Aradu.A06 12281 p3 (TTC)5 15 73886235 73886249 AATAAACCCCACCCACCTTC ACTCACCCTCGAGCAAAAGA 227
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Ad06A12282 Aradu.A06 12282 p2 (TC)7 14 73890501 73890514 CATGTTGGGTTTTGCATGAG CGTGACTGTTCACCCCTTTT 140

Ad06A12286 Aradu.A06 12286 p2 (GA)7 14 73921683 73921696 TTGTCCGCTCCCAAAAATAC TTTTTCATCCCGGTTTTACTT 102

Ad06A12290 Aradu.A06 12290 p3 (AGC)5 15 73938780 73938794 GAGTGCAAGTTGTTCCCGTT AAAGAAACACACACCCCTCG 279

Ad06A12291 Aradu.A06 12291 p2 (CT)9 18 73953259 73953276 CCCATCACCTCTTCACCACT CCGGTCTTAGGTGCCATAAA 216

Ad06A12293 Aradu.A06 12293 p3 (TTC)5 15 73999987 74000001 AAACCCACCCTAAATAGCCG CTAGAGGTTTCTCCGGCCTT 271

Ad06A12295 Aradu.A06 12295 p2 (AG)6 12 74030228 74030239 TTTTTGGGGAAGAGGTGTTG CAGGATCTGTGGGGATGACT 130

Ad06A12298 Aradu.A06 12298 p3 (TAC)5 15 74053837 74053851 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 231

Ad06A12303 Aradu.A06 12303 p2 (AG)9 18 74154506 74154523 ACGTGTGACATGCGTGATCT TTGAAGGAACATTGAACCTGG 257

Ad06A12304 Aradu.A06 12304 p3 (GAA)5 15 74160376 74160390 AATGCACCACCACATTTGAA CCAAAGATTGGATTACCTCCC 238

Ad06A12305 Aradu.A06 12305 p2 (AT)6 12 74160858 74160869 AATTTTAATGCATGCAGGGC TGAATGTGTGCAATGGTGTG 224

Ad06A12310 Aradu.A06 12310 c (T)10gtgtttttatcttactcttaaactaacactattctatttg(T)1060 74247318 74247377 TCGATGCCAATTTTAAAAGAGAA TGGAAAATGGTAGAAGGCTCA 191

Ad06A12311 Aradu.A06 12311 c* (TAA)5(AATA)6* 34 74254504 74254537 TATATGTCCACGCCGATTGA CAAATAGAGGATGCGGGAAA 226

Ad06A12312 Aradu.A06 12312 p3 (TTA)7 21 74255313 74255333 TAAACCCTGAAGTCGTTGGC AGCAATTGATTCCCCTGTTG 273

Ad06A12313 Aradu.A06 12313 p3 (GAA)7 21 74255934 74255954 GTGATTGCTTTGGGGAGTGT CACTTTCCCTTCTCCATCCA 151

Ad06A12314 Aradu.A06 12314 p4 (TTTA)5 20 74256690 74256709 TCGGATATATCTTTTTCTGGTTTT CACACTCTTGGTGTGTTGAGA 280

Ad06A12315 Aradu.A06 12315 p2 (AT)14 28 74257757 74257784 TTTAGAGATTTATCATTGTGATTGTGA GTGGGTCAGTTCAATGGTCA 245

Ad06A12316 Aradu.A06 12316 c (A)10tcatttttcagcaaaacagggtctgtgtatacacacacccctgccgtgcgtacgcacatgt(A)1081 74262298 74262378 CAGAAACCTAGGCCTCCCAT CGAGAAGGGTTCTGCGTATG 261

Ad06A12317 Aradu.A06 12317 p3 (TCC)5 15 74263944 74263958 AGCCCCAAATCTGATCTCCT TCATCCACTGCGTCAAGAAG 253

Ad06A12318 Aradu.A06 12318 c (T)11cattttttatgattaattttggtacaatggtgcatatccttttagatct(A)1272 74269187 74269258 CGGCATCATACGAGTCTTCA TTTTCTTCATTGCTAAAACTACATAAA 280

Ad06A12322 Aradu.A06 12322 p2 (AT)7 14 74278451 74278464 GCAGCAATATGTAAAAGAAGAAGTG TAGTGTCTGTGCCCCATCAA 236

Ad06A12324 Aradu.A06 12324 p2 (TC)6 12 74279182 74279193 CCAGATTTGGAGAGCGAAAG CCACTTAAAATGTGCGGTGA 148

Ad06A12325 Aradu.A06 12325 p2 (TA)6 12 74283892 74283903 TGGTTTATCAACCTCCCCAC AAAATCTGCCCCATGTTTTG 193

Ad06A12327 Aradu.A06 12327 p3 (TAG)6 18 74299091 74299108 ACTTCCCAAAACACAGGTTG AACAAAAAGTATTGCCACCACA 276

Ad06A12328 Aradu.A06 12328 p2 (AT)6 12 74311268 74311279 TGCTCACGTATCGACGAAAG GTACCCTAGCCGGCCTAAAC 150

Ad06A12329 Aradu.A06 12329 p3 (TCA)5 15 74312810 74312824 CCACTGCATCTACTCAGGCA GAGGATGGTGACTTAAGCTTGG 262

Ad06A12332 Aradu.A06 12332 c (A)10ttcttacgttaatattttttcttttcttacacttcctttaaataaataaatagaaccaatatttttcttaatttttgaaattaagtttggtgttacctat(TTA)9137 74352745 74352881 TTGATTGCTTAGATTAGGCGG GAATTCCCTGTGAAGTAACCAGA 269

Ad06A12333 Aradu.A06 12333 p2 (TC)6 12 74356079 74356090 CTAAAACGCAATCATGCGAA AGATGATTCGCCTCCCTTTT 268

Ad06A12335 Aradu.A06 12335 p3 (AAT)7 21 74361379 74361399 TATCCATGGAGCATGCGTAA TTGGATGTTGGCTTTGTGAA 231

Ad06A12336 Aradu.A06 12336 p3 (TAC)5 15 74370500 74370514 TGGTTTTAAGGGATGTTGGC ACCCCACAGATCAGAGGAAC 269

Ad06A12343 Aradu.A06 12343 p3 (ACG)5 15 74407047 74407061 CGCATCGACAGAAGAAACAA GACAAACACTCAAAGCCCGT 190

Ad06A12348 Aradu.A06 12348 p2 (AT)9 18 74502940 74502957 GGAGTTGGCTTGGACGTTTA AAAAGGACAGCGAATGGATG 266

Ad06A12349 Aradu.A06 12349 p2 (CT)17 34 74558789 74558822 TTCGACAAAAATATCCAAACCA ACTGTGGTACTGAGCGACGA 253

Ad06A12350 Aradu.A06 12350 p2 (TA)7 14 74559238 74559251 TTCAAAAGGTCCCTAGGCTG ACCAATGGGTTGTCCAATGA 261

Ad06A12352 Aradu.A06 12352 p2 (AG)8 16 74583993 74584008 CCTCCACTTTCTCCTTCACG TCAGGATGACAAAAGTAGCCAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A12358 Aradu.A06 12358 c (TA)7(TG)10(TATG)554 74605845 74605898 GCTTCGTATGAATGTTTTGCAC CTAAGCCTTACCTCATGCCG 199

Ad06A12359 Aradu.A06 12359 c* (AT)6(TATG)15* 69 74655470 74655538 TGAATGTTTTGCGCTTTTGT CTTAGAGACACCTGGGGCAG 272

Ad06A12363 Aradu.A06 12363 p2 (CT)7 14 74688377 74688390 CAACTGCCAAAAGCAGCATA GAGACTGTTTTGCGTGGGTT 255

Ad06A12364 Aradu.A06 12364 p3 (CTG)5 15 74699181 74699195 TCCCCTGATCGTAACTCTGC ACCCAGTTCCCTTTACCCAC 162

Ad06A12365 Aradu.A06 12365 p3 (ATT)6 18 74701241 74701258 CCAACAACAACCTCAACAACC GGTGTTGTGCAGAAGGGATT 137

Ad06A12366 Aradu.A06 12366 p2 (TA)6 12 74718707 74718718 CCACCCAATTAGGCTCAAAA GTTGCATTTTCTTGGTTTGC 214

Ad06A12367 Aradu.A06 12367 p2 (CT)6 12 74730604 74730615 CGTTTGAACTGGACGGTTTT GAGAAGAGTTCATCGGCGAC 215

Ad06A12368 Aradu.A06 12368 p3 (GCT)5 15 74738384 74738398 CGCCGTCTAGCCTGTTCTAC CCGTCGTCCTTTCTCAATGT 255

Ad06A12371 Aradu.A06 12371 p3 (TGA)12 36 74757899 74757934 GTGCAAACTGCTCATCATCG AGGAGCAACAAGCTGCTGTA 112

Ad06A12372 Aradu.A06 12372 p3 (TTC)9 27 74768415 74768441 TTCTGTTTTCTTCCCCCTCC TTGGTGACGACGGTAATGAA 125

Ad06A12373 Aradu.A06 12373 p3 (CAT)8 24 74768578 74768601 CACAAGTACACCGGAATAAACG TGTCAAGTTTGCATTTCATGG 260

Ad06A12374 Aradu.A06 12374 p2 (AC)9 18 74779656 74779673 TCCATACGGAAGAAGACCCA GAGAAGTGTGGAAGGGAGGG 107

Ad06A12379 Aradu.A06 12379 p2 (TC)6 12 74804672 74804683 CAAGCAGCAATCTGGCATTA GGGTTTTTGGGGAAGAGGTA 219

Ad06A12380 Aradu.A06 12380 p3 (TCT)8 24 74805868 74805891 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 199

Ad06A12384 Aradu.A06 12384 c (A)10gannnnnnnnnnnnnnnnccccc(A)1548 74824802 74824849 AGGAGACATGTGGAAATTGGA AATTGGTATTAATTATGATTCAGGTTC 278

Ad06A12385 Aradu.A06 12385 p2 (GA)6 12 74830679 74830690 AGGAATGGAGGTGATTGGTG AAGAAGCACAAGACTGGCGT 273

Ad06A12386 Aradu.A06 12386 p2 (AG)22 44 74845401 74845444 GAGTGCTAGAAAAAGAGGGGG TTTCTAAGGACAATTTTTAATCACTCA 219

Ad06A12387 Aradu.A06 12387 c (T)10c(A)10 21 74854324 74854344 TTCTTACAAGTCAAGTCAAATTTTCAA TCAAATTTTTGAATCAATCACATTA 200

Ad06A12389 Aradu.A06 12389 c (A)10ttaaaaaggaaattgtagatgcgatttctgaatttctttttacaactaaataataaaaatcagaaggtggatttttt(A)1097 74874809 74874905 TTATAAACATCCGGGGGACA GGTGTCAGATTTCAGTGGCA 245

Ad06A12391 Aradu.A06 12391 p5 (TAAAA)5 25 74881147 74881171 GTAAATGACACTTTTGTCCTTGTATT TCGGACTGGAGTTGTTATGTTTT 277

Ad06A12392 Aradu.A06 12392 p2 (AG)19 38 74888753 74888790 TTGCTTAGTGAGCATTCTTAACTC AAGGACAATTTTTAATCACTCATTTTT 273

Ad06A12394 Aradu.A06 12394 c (A)10ttaaaaaggaaattgtagatgcgatttctgaatttctttttacaactaaataataaaaatcagaaggtggatttttt(A)1097 74920110 74920206 TTATAAACATCCGGGGGACA GGTGTCAGATTTCAGTGGCA 245

Ad06A12396 Aradu.A06 12396 p2 (GA)6 12 74927945 74927956 GAACATTCTATCCCCAAGCG TGCCAAGTCTCAGAGCAATG 164

Ad06A12397 Aradu.A06 12397 p2 (CT)6 12 74928324 74928335 TGCCCATTGCTAATTCCTTC AGCCTCATTTCTCGTTTGGA 164

Ad06A12398 Aradu.A06 12398 p3 (AAG)6 18 74935191 74935208 TCCTCATCATCTTCTGCTGC ACTGCACGTTTTCACTGCAC 225

Ad06A12401 Aradu.A06 12401 p2 (AT)13 26 74941300 74941325 CCATAATACCGCTCCCAAAA TGGTTTATTGTACCCTCGCC 206

Ad06A12403 Aradu.A06 12403 p2 (CT)8 16 74987301 74987316 CGAAAATCATTAACTTCTTTTTCAA AGAAAGGGAGAGAGGGTTCG 247

Ad06A12405 Aradu.A06 12405 p3 (AAG)6 18 74999104 74999121 TAAAATATTGCTCGCCCTCG AATCTTTCCCAACCAAACCC 207

Ad06A12407 Aradu.A06 12407 p2 (CA)9 18 75033039 75033056 CACATGCTTCATGTAACACCC GGGATAGAAATTGTATTTGAGGG 256

Ad06A12410 Aradu.A06 12410 p2 (AG)6 12 75043001 75043012 TGGCTCTTAGAATGTCTGTTTTG TTGAAAAGGAAGTCTTTGTACGTG 277

Ad06A12412 Aradu.A06 12412 p2 (TA)13 26 75052099 75052124 CTTAGCCGCCCAACATTTTA TGTTGGTGATCAATCCCTTG 224

Ad06A12415 Aradu.A06 12415 p3 (TAG)6 18 75061677 75061694 GATTTGAGGCCCAATTCTGA CAATGGAGGCTAGCACAAACT 219

Ad06A12416 Aradu.A06 12416 p3 (TAT)5 15 75068556 75068570 GTTGGGGTTCTCCAAGTCCT TCCACTGATAACCCACCATTT 234

Ad06A12421 Aradu.A06 12421 p4 (GTTA)5 20 75110632 75110651 TCCAACACTTCCAAACACCA CATTTAGGCAATAAGGGGCA 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A12422 Aradu.A06 12422 c (AT)6accaaaatacaccaaaataccaaagtaaactcctatctctccctcaacctctaagaggagcagcctatacaagttacttaaagagtaagc(TA)14130 75118260 75118389 GAAAAGCCAAGGAATCAGCA GTCTGGATCCTTGAAGCGAA 260

Ad06A12423 Aradu.A06 12423 p2 (GA)6 12 75154126 75154137 GGTGACGGTGAAAGAGGGTA CCGACCTTCATCTTCTTCCTC 279

Ad06A12424 Aradu.A06 12424 p2 (GA)6 12 75174000 75174011 GGTGACGGTGAAAGAGGGTA CCCTCATCACCACCCTACCT 195

Ad06A12427 Aradu.A06 12427 p2 (GA)6 12 75182559 75182570 AGGCAACAGAAGCAGCACTT CTTCCTCTCTCACCACCACC 263

Ad06A12430 Aradu.A06 12430 p4 (TTAT)5 20 75196679 75196698 TTGTCGGTTTTATTTGGATTGA GCTTGACATAGCCTTGCCTG 248

Ad06A12435 Aradu.A06 12435 p5 (GAAAA)5 25 75203001 75203025 AAATCTCACACGCACACTGC GGTCTCAAACCAGTCGGTGT 223

Ad06A12436 Aradu.A06 12436 p2 (CT)6 12 75203377 75203388 ACTGCAAATTTCCCCTTCCT TCGGTGTGTTTGAGAATGGA 257

Ad06A12443 Aradu.A06 12443 p2 (TA)6 12 75245938 75245949 GCTTATTCCTTCATCGGGCT AAGCACAATCAGTCCATCCC 202

Ad06A12444 Aradu.A06 12444 p2 (TA)6 12 75252682 75252693 GGGCTGAGGCTAGTTTCCTT CCTAAGCCTTACCTCATGCC 198

Ad06A12445 Aradu.A06 12445 p2 (TG)6 12 75268064 75268075 CTTGTCTCCTTGGACCTTGG TTTCACCACCAAACCCTTTC 183

Ad06A12446 Aradu.A06 12446 p2 (TA)6 12 75272565 75272576 AGCCGGATCTTGAGTCTTGA AAGGGTAAACAAAAACCGCA 134

Ad06A12447 Aradu.A06 12447 p6 (TTAGGA)5 30 75277903 75277932 CCACGTTTTGACCCAGATTT TCACATCCAACATGGGAAAA 270

Ad06A12449 Aradu.A06 12449 p3 (AGA)5 15 75327137 75327151 CTCGGAAGTGGAAGCTTTTG CGAACCCCCTCCTCTACTTC 205

Ad06A12452 Aradu.A06 12452 p3 (TTC)7 21 75336137 75336157 TCTTCACCTTGGCTGAAACC GCTTTTGTCTTCCCTTTCCC 207

Ad06A12454 Aradu.A06 12454 p3 (TCT)5 15 75342337 75342351 TCTCTCCTCTTTTTCAAAACTTCC TGGATTCATAGTGAAGAAAGGTAGAA 279

Ad06A12462 Aradu.A06 12462 p3 (ATA)16 48 75367154 75367201 TCCTAGCAGAATCCAGATATAACC TGGCAACTTGAAATCAACTCA 262

Ad06A12464 Aradu.A06 12464 c (A)11tttcagatctttatttttaaattttttatcttatctttttttttcaaaaatcatatctttttcaaaatcttatcttatc(T)12102 75371174 75371275 CGATAGAAAGTCCGATCGTCA CATAGCCAAAGGGGTGAGAG 279

Ad06A12467 Aradu.A06 12467 p2 (CT)6 12 75426114 75426125 CGTTTAACGCCAGAAAGGAG ATAGGTGAGGGGTTTTTGGG 277

Ad06A12469 Aradu.A06 12469 p3 (AAT)14 42 75442446 75442487 ACTTTTCAAGAGAAATTTGCATATAA TTGCCACTAAAATCATGAAACTT 225

Ad06A12470 Aradu.A06 12470 p2 (TA)6 12 75443522 75443533 CGGGTCACCAAATAAATAGCA CATGTATTTCGTACGACCGTT 196

Ad06A12471 Aradu.A06 12471 p2 (AT)10 20 75444342 75444361 TCTTTTGATTCCCTTTCATATGTT GAATGAGATAACGAACCTTGGG 280

Ad06A12473 Aradu.A06 12473 p3 (AGA)6 18 75456541 75456558 GGGCTCTCTTGATGTGCAGT CCCACACATCTCTCCCTCTC 273

Ad06A12477 Aradu.A06 12477 p2 (TA)10 20 75487834 75487853 TTAAATGTGAAGTGGTGCCAT TGGAGCTTTCTGCAGAGATTAG 245

Ad06A12482 Aradu.A06 12482 p2 (AT)9 18 75543091 75543108 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 277

Ad06A12483 Aradu.A06 12483 p2 (TC)7 14 75549922 75549935 CCGTCGGTAAATCTGACGAT AGAAGAGCGAGCTGGACAAC 195

Ad06A12485 Aradu.A06 12485 p2 (AC)12 24 75567890 75567913 CTCAACCACCGAAACCCTAA GAGCTGAACGGTGGTAAAGG 188

Ad06A12487 Aradu.A06 12487 p2 (AT)6 12 75570870 75570881 CTGAGAACCCTTTTCGAGGA TTAAACCGCAATATCGCTCC 261

Ad06A12489 Aradu.A06 12489 c (T)10acttttcttttcgtccaaac(A)1040 75575408 75575447 CCACCAAAAACCACCAAAAA AAAACAGAAAATGAGTGGAAAAA 280

Ad06A12493 Aradu.A06 12493 p2 (AT)7 14 75579767 75579780 GCGTGCGAAGAAAACTAAGG AGGCTTATGGAGAGGCAGTG 192

Ad06A12496 Aradu.A06 12496 p2 (TA)8 16 75603826 75603841 TGGGTCTTACATTCTACCCACC GCCTTGATGCCTTGCTCTAC 227

Ad06A12497 Aradu.A06 12497 p2 (AT)10 20 75606758 75606777 GCGACTTTGATAGCTCGGAC GTCCAAATGATGCAAGGTGA 210

Ad06A12499 Aradu.A06 12499 p2 (TA)6 12 75636129 75636140 TCACTTGAGTATGAAGAGATCAGAA TTGGTTGTTAGACGCAGTGG 264

Ad06A12500 Aradu.A06 12500 p3 (TAA)5 15 75638279 75638293 AATGTTTTCATGATCAATTTAGCTATC GGAGCGTTTGATTTGCATTT 253

Ad06A12502 Aradu.A06 12502 p3 (ATA)5 15 75646041 75646055 TCCCACTCTCTTATCATTTCACTT TCATGATAAATGTCTTAACAGACAGAA 223
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Ad06A12503 Aradu.A06 12503 p2 (CT)16 32 75647489 75647520 GCAGAGAGTTGGGAAGAGGA CATCACAAGCAACGTTCACC 254

Ad06A12504 Aradu.A06 12504 p3 (AAG)5 15 75655952 75655966 CCTTAGGTGCGATCAATGGT TAGCCGAATACACCTCCCAC 152

Ad06A12505 Aradu.A06 12505 p2 (GA)6 12 75659270 75659281 GGAGAATCCAAACACAAGGG TCTCACCCATTTTTCAAATTTCT 220

Ad06A12510 Aradu.A06 12510 p3 (CTT)7 21 75717726 75717746 CTTCCTTCCGCACATCAAAT GTGGGTTTTTGGTTGGTGAC 186

Ad06A12511 Aradu.A06 12511 p3 (CTT)5 15 75718166 75718180 AATGGGAAGAGCAATCATGG ACGAAGACGAAGAAGCAGGA 262

Ad06A12512 Aradu.A06 12512 p3 (CTT)5 15 75718364 75718378 TCCTGCTTCTTCGTCTTCGT GAGTCAGATCAGTCCATCCGA 274

Ad06A12513 Aradu.A06 12513 c (A)11ttgtgcagggactcaaataaaaaaaatataaggactcaattg(A)1063 75719960 75720022 AATTGAGTCCCTGCACCAAA TTGGTTTAATTATTCTGTTGGTCTC 231

Ad06A12516 Aradu.A06 12516 p3 (TCA)5 15 75731721 75731735 AACCAAACCCAAAGCAAGTG GGGATAAAGCCAAACGAATTG 280

Ad06A12517 Aradu.A06 12517 p2 (TA)7 14 75736003 75736016 AAAATCAACCATATTAAATGCAAAA TTGCCACACACTTATCACTTCC 180

Ad06A12520 Aradu.A06 12520 p2 (TA)6 12 75741237 75741248 ACGAACAGGGATAACCAACG TATGCTCGGACCGGTTATCT 105

Ad06A12521 Aradu.A06 12521 p2 (AG)6 12 75773232 75773243 TGGAGGTTATGCTTGGAGTTG GCCACGCTCTGATTCCTTTA 248

Ad06A12525 Aradu.A06 12525 p2 (TA)6 12 75822913 75822924 CAAAAATCCAGTGAGGGTTCA ATGGGTTTATCAACCTCCCC 273

Ad06A12529 Aradu.A06 12529 p3 (GTT)5 15 75839607 75839621 GAATGCCGGAAATCCAAGTA CACCTTCTCCCCTTGCTACA 200

Ad06A12531 Aradu.A06 12531 p3 (AAC)7 21 75842464 75842484 TGTCTCAACAAGTTGCTGCC TCAGCAATAGCGGGATCTTT 275

Ad06A12536 Aradu.A06 12536 p2 (TC)7 14 75858108 75858121 AAGCATCTTCCCTTCCCTTC AACGCGTGTATGGAGGAAGT 275

Ad06A12537 Aradu.A06 12537 p3 (TTC)5 15 75859789 75859803 CCCTTCTCCTTCTTCACCAA GGTTGGGTTGATGGCTTCTA 269

Ad06A12538 Aradu.A06 12538 p3 (TTC)5 15 75860426 75860440 GTGCTCACCATCAGTTCCCT GCGACATTTGTCACGGTAGA 176

Ad06A12539 Aradu.A06 12539 p2 (TC)7 14 75860586 75860599 ATGTCGCGACCTCTGTTTCT TTTTTCATACAAAATCGTTCCTAAA 269

Ad06A12541 Aradu.A06 12541 p2 (CT)6 12 75860884 75860895 AAACTTTAGGAACGATTTTGTATGAA GAATGAGAGAGGAAAGAGAGAAAGA 221

Ad06A12544 Aradu.A06 12544 p2 (AT)9 18 75905547 75905564 GAGAACGACCCAAGGTTTCA AACTCCGCAGGCTGTGACTA 238

Ad06A12548 Aradu.A06 12548 p5 (AAAAT)7 35 75928234 75928268 ACCAGGCATTGGAGGACATA TCACAGAGCTGTTGGGATTG 252

Ad06A12550 Aradu.A06 12550 c (A)11c(A)10 22 75930583 75930604 GCATCAACAGCTTCCTGTCA TTTGCCTAAAGCCTAAAGCC 179

Ad06A12552 Aradu.A06 12552 p3 (TGA)5 15 75978864 75978878 GGGCATGATTGCAAAAAGAT CGGGAAGCAATTAAGACCAA 179

Ad06A12554 Aradu.A06 12554 p3 (TTC)7 21 76012968 76012988 CATGACCGAAACTTCACCCT TAAAATATTGCTCGCCCTCG 185

Ad06A12556 Aradu.A06 12556 p2 (GA)9 18 76024947 76024964 AGCCCTTCAATTTTTGCTCA GTACATGCAAGCAGGTTCGG 248

Ad06A12560 Aradu.A06 12560 p3 (AGA)5 15 76070142 76070156 CTTCGGATCTCATGTCGGAT CCTTTGGCCGAACAACATAG 263

Ad06A12562 Aradu.A06 12562 p2 (GA)10 20 76090087 76090106 CGGCAACGTTACTTACCAGA TGGCTCCGTATACTTCCTCAA 271

Ad06A12570 Aradu.A06 12570 p2 (AT)10 20 76129028 76129047 CTTACCTCGCGTCGTAAAGC TGAGCTATATCTTTCATCGGGC 127

Ad06A12571 Aradu.A06 12571 p2 (TA)6 12 76168652 76168663 GGGCAAAATACACAGGAATGA GAATCACAATAATCCACACACCA 264

Ad06A12572 Aradu.A06 12572 p3 (CTT)5 15 76183973 76183987 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ad06A12578 Aradu.A06 12578 c (AG)7ggggggagagg(GA)943 76222765 76222807 CCGCAAGTTATAATGCCGTA TCACATTAAATAATCTTGTCCCTGA 279

Ad06A12581 Aradu.A06 12581 p3 (ATT)6 18 76245559 76245576 CCTCTTCAGGCGTTTTCATC CAAGAGAAGGAGATGGCAGC 163

Ad06A12584 Aradu.A06 12584 c (TAT)20tgaataataacgataattatcgttattaatattaaattggttattaatataggttatta(AT)11tgaattatcattaatattaaat(TAG)5178 76264355 76264532 AAACATACCCTCGAAAAATTGC TCACCTTATGTGGTAAAAATGTGC 275

Ad06A12586 Aradu.A06 12586 p4 (TTTA)5 20 76277236 76277255 TGCAATGAGTGAAAATAAGCAAA ATTCGCACCCTGTGTCTCTC 231
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Ad06A12587 Aradu.A06 12587 p2 (CT)6 12 76284288 76284299 AAAAGAACATTGAACCTGGAATTT AGGCTACAGAGTGGGGGAAT 163

Ad06A12590 Aradu.A06 12590 c (TA)7ttttaattgagtttttatactaattttttttaaatgggttcttacattttttttcttttatttaggtctttataccaa(T)10102 76310195 76310296 TCTTGTGCAAACATTAAAGCA TCTTTGTTGACAATAATTGGCTT 278

Ad06A12594 Aradu.A06 12594 p3 (AAT)5 15 76315490 76315504 CCCACGGAGATTGTTGGTAT AGGGATTGAAGGAAGGCAGT 222

Ad06A12595 Aradu.A06 12595 p3 (AGA)6 18 76319261 76319278 CCCGTTCCCTTTTCTAGAGG AATAGCCGAACCAACTCCCT 269

Ad06A12596 Aradu.A06 12596 p3 (AAT)6 18 76324204 76324221 GTCGATCCAACGGAGAATGT AGGGATTGAAGGAAGGCAGT 232

Ad06A12600 Aradu.A06 12600 c (T)10agttgacatgtgctaatgacatgtattaag(ATT)555 76344203 76344257 TCGATTTTTAGTTAATTCGGTCAA TTTTTGCAAATTAAAGGCCC 270

Ad06A12602 Aradu.A06 12602 p2 (CA)7 14 76350055 76350068 TCAACAGATGGCCAATAGCA GTTTGGTGTGGGTCGAAATC 200

Ad06A12606 Aradu.A06 12606 p2 (GT)6 12 76361514 76361525 AGGGGACAAAATTACCCCAA CAAGATTGTAATGGGGCCAA 257

Ad06A12612 Aradu.A06 12612 c (CT)8cctcaacgtcctttcctccagtgagcactgccttttcaa(CT)1075 76394987 76395061 CTCAACGTCCTTTCCTCCAG TGAAAAGGCAGTGCTCACC 150

Ad06A12616 Aradu.A06 12616 p2 (CT)7 14 76408190 76408203 ATGCAGAGACTCAGGAGGGA TGAACCTGATGAAGAGTCGAAA 145

Ad06A12622 Aradu.A06 12622 p2 (AT)9 18 76438763 76438780 TTGTGAAATTGTCTCCGCTG TGAATCAAATCTTGAATCGGTC 232

Ad06A12627 Aradu.A06 12627 p4 (AAAT)5 20 76448044 76448063 TTGAAACACAAATAAATTTTACAGCA TGACAGCGTCATCTTTAGCG 237

Ad06A12629 Aradu.A06 12629 p3 (TCA)5 15 76460715 76460729 CATTTTATACGCAACCGCCT ATGAAATGACGAAAATGGGC 115

Ad06A12630 Aradu.A06 12630 p4 (AATA)5 20 76461194 76461213 ACGGTCGTATTGCGAATTTT GGTTTGCCTAGTTCGCTCCT 262

Ad06A12634 Aradu.A06 12634 p3 (CAA)5 15 76501027 76501041 CACAACCCTACCCTGAAACC TGATGGATGAAGGATTGATGA 268

Ad06A12635 Aradu.A06 12635 p3 (ATA)13 39 76505203 76505241 GGCTCTTAGCCTCCTTCGTT CATGTTTTGCAATCCTGAGC 253

Ad06A12637 Aradu.A06 12637 c (T)10cgccacttttttttc(T)1035 76511105 76511139 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 231

Ad06A12639 Aradu.A06 12639 p3 (TTG)5 15 76524221 76524235 ATGCAGAAGTGGAAGCGACT ATCACTACCAACCCCACTGC 216

Ad06A12640 Aradu.A06 12640 p3 (ATT)5 15 76524384 76524398 GCAGTGGGGTTGGTAGTGAT ATTGAGCTTTGCCACCATTT 274

Ad06A12642 Aradu.A06 12642 p2 (CT)9 18 76532473 76532490 CAGTGATGAGCTCCAACGAA GCTGCCTCCACTAAACTTGC 243

Ad06A12646 Aradu.A06 12646 p2 (TC)11 22 76563289 76563310 AATGACCAAACCCTAACCCC TCTAAAGGTTTCTCCGGCCT 267

Ad06A12647 Aradu.A06 12647 p2 (TA)6 12 76568722 76568733 TTCCCCTTGCTCTGTATGCT CCCTTTCATGGGATTTTTCA 226

Ad06A12648 Aradu.A06 12648 p3 (AAG)5 15 76570446 76570460 TCGAGGATGAAGACCCAAAC TTCAAACATATCCCTTGCCA 140

Ad06A12649 Aradu.A06 12649 p4 (TTTA)5 20 76571135 76571154 TCAATGGTTGATGCTTGAGG TGTTTTCAAGATGGACTTTGCT 251

Ad06A12650 Aradu.A06 12650 p2 (AT)8 16 76573276 76573291 TGTTTGCTGGATTTAGGTTTCA GCACTGTACAGGCATTACCAAA 178

Ad06A12651 Aradu.A06 12651 c (CTC)5(CTT)5 30 76578987 76579016 CGGTTAAAAACCACCGCTAA CAAAGAGGCTGAAACAAGCA 232

Ad06A12653 Aradu.A06 12653 p3 (AAG)5 15 76579573 76579587 GAGTGTAGGTTCATCCTATTCCAA CTTCCTCTTCCTCCTCCACA 174

Ad06A12654 Aradu.A06 12654 c (T)10gtttttattcttgttaagggagtaaaccaagaagaaacttgagaatgtaaaataagaagaaaaagatg(A)11gaagataataata(ATG)7ttgt(TGA)5142 76579846 76579987 TGAATGTAGCTTCATCCTCTTCT CACGCATTTATGCTGTTTCTTC 242

Ad06A12655 Aradu.A06 12655 c (TTC)5ctcttcctcttcttcttcttttctttctttttgtttcttgccttctct(TTC)681 76581788 76581868 TAACTCCAAAAACGCGATGC GAGGAAGAAGAACGTGCAGC 133

Ad06A12656 Aradu.A06 12656 p3 (CTT)5 15 76582015 76582029 CCCGTTCTTCTTCCTCTTCC CCTCCTCATCTTTTGCTGCT 227

Ad06A12657 Aradu.A06 12657 p3 (GAA)5 15 76582398 76582412 CAGCAAAAGATGAGGAGGAGA GCGCTACTCACCATGCATTA 280

Ad06A12662 Aradu.A06 12662 p3 (TCA)5 15 76619088 76619102 GTTCTCGTCAGTTCCGGGTA TGAGCAGCTTCATGTTTTGC 265

Ad06A12665 Aradu.A06 12665 p4 (TTTA)5 20 76635816 76635835 TTCAAAGAATAAAAGTATGCAAATGT GGATTTGCTCCCTGCTTTTT 273

Ad06A12669 Aradu.A06 12669 p5 (TATTT)5 25 76664037 76664061 TCAAAAATCATATCTTTTTCAAAACC TCCTTTGGATTGTGCCTTTC 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A12674 Aradu.A06 12674 p4 (TTAT)5 20 76724523 76724542 CACAGAAAAACACACAACAAAACA TCTCGTGCAGATAACGTGTTG 238

Ad06A12677 Aradu.A06 12677 p4 (TTAT)5 20 76763980 76763999 CGAGTGATTTTTCAGGGACG GGTTTTCTCCCTTTTGTTTGC 270

Ad06A12679 Aradu.A06 12679 p3 (AGA)6 18 76788928 76788945 TCTAAAGGATTCTCCGGCCT CACCTTGACCGAAACACCTT 175

Ad06A12682 Aradu.A06 12682 p2 (TA)7 14 76832933 76832946 CCAACAAGCACCAAAGTTCA CTCAAGCTCCAGTTTCCAGC 244

Ad06A12683 Aradu.A06 12683 p2 (CT)9 18 76859081 76859098 AGTGACAATGGGGTTTCACC AGGCCAAATGGGCTAAAAGT 139

Ad06A12685 Aradu.A06 12685 c (T)11aaacaactaatgaagtagcggttaattccaaccaactacatgttagtctctactcatccattctatgtttaattccagaattattt(A)10107 76864702 76864808 TTAGTGCACCAAACCAACCA TTTTTCATGCATGTTTATATGACG 236

Ad06A12691 Aradu.A06 12691 p4 (TATT)5 20 76912063 76912082 TCCCAGTGAGGTAACCTGAATAA TGATTCGTTCTCCTTTCGTTTT 280

Ad06A12692 Aradu.A06 12692 p2 (TA)9 18 76925385 76925402 TGTCTTTGAATTGTGTAAAGATGATTT GCTACGCTTTTTGGGCTATG 268

Ad06A12693 Aradu.A06 12693 p2 (TA)9 18 76933193 76933210 TTTGAAGCGTAGCCACATTG ACTTCATTCTAGTACTTTTGGATCATT 249

Ad06A12696 Aradu.A06 12696 p2 (AG)6 12 76970858 76970869 CAGGTTCAGGATCAGCTTCA TTCGAAAAACTCTCTCTCTCATCTC 263

Ad06A12698 Aradu.A06 12698 p3 (TTA)9 27 76976447 76976473 TGCAATGACTGAAAATAAGCAAA CTCGTGCCCTGTTTCTTCTC 264

Ad06A12699 Aradu.A06 12699 p2 (GC)6 12 76977804 76977815 AAAACCGCTAGGGACGATTT AGCCGACCTCTTTGCACTTA 197

Ad06A12701 Aradu.A06 12701 p3 (ATT)5 15 76998298 76998312 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad06A12703 Aradu.A06 12703 p2 (AT)7 14 77008018 77008031 CTCTGGCGCACTGTTTATCA AGAAATCAAGCAAAGCAGGA 220

Ad06A12705 Aradu.A06 12705 p2 (TA)6 12 77036028 77036039 TGCTTTGTAGCATTTTGCCA TTGCATTCCACCCACCTTAT 255

Ad06A12706 Aradu.A06 12706 p2 (GA)9 18 77037202 77037219 CAACTGTTGTCGTCGCATCT TGAAACCAACACGCAGAGAC 266

Ad06A12709 Aradu.A06 12709 p2 (AT)7 14 77061635 77061648 CGTGACACGATGAGAAGGAA AATGCTACAGAAGCGCAGGT 279

Ad06A12710 Aradu.A06 12710 p2 (GA)7 14 77063509 77063522 CGGTTGCTTTGTGTTTGTGT CGGAAGTGAATGCATGAGAA 202

Ad06A12712 Aradu.A06 12712 p2 (TC)6 12 77081049 77081060 TTAAGCACACCCTTTTTGCC TTGTTGGCTCTTGAAAGAATGA 212

Ad06A12713 Aradu.A06 12713 p2 (GA)6 12 77090960 77090971 AGGGCAATTGATGAGTGCAT TCCTAAGAGAGAGGAGAGAGCC 243

Ad06A12714 Aradu.A06 12714 p2 (AG)6 12 77102267 77102278 TTTTTGGGGAAGAGGTGTTG ACGCCAAAATTGGCATAAAG 166

Ad06A12717 Aradu.A06 12717 p3 (TTC)7 21 77109259 77109279 CACACAACAAAACCCCCTCT TGCCATTGATGGTAGTGGAA 179

Ad06A12718 Aradu.A06 12718 p2 (GA)7 14 77118942 77118955 GATTCTAGGCCGCATTTCAA TCCTAAGAGAGAGGAGAGAGCC 165

Ad06A12720 Aradu.A06 12720 p2 (AT)6 12 77126212 77126223 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAAGTGCT 262

Ad06A12725 Aradu.A06 12725 c (A)11gtagc(A)10 26 77192015 77192040 GATGTGGTGGCAACACTTTTT GCCTTTTGGTTTTAAGGGCT 268

Ad06A12726 Aradu.A06 12726 p3 (TAT)5 15 77197253 77197267 TGCCAATACGATGTTTTTCG TGATGGAGCATTAGCAACTCT 248

Ad06A12727 Aradu.A06 12727 p2 (AT)6 12 77200058 77200069 GACGGCATCTCCAACTTAGC CAAAAAGTGCGTATCGCTGA 237

Ad06A12730 Aradu.A06 12730 p5 (AATAA)5 25 77203339 77203363 TCCTGCTTCATCATCTGTCCT TTACTCCAATGGGTTTTCGG 263

Ad06A12736 Aradu.A06 12736 p2 (AG)6 12 77220588 77220599 CGTGACCTACGCGATCTACA TGAACCTGTGATGAAGAAATCC 236

Ad06A12740 Aradu.A06 12740 p2 (AG)10 20 77236603 77236622 GCATTTTGACCCAGATTTCG GAAATCAGATCCAACATGGAAA 258

Ad06A12743 Aradu.A06 12743 p2 (AG)6 12 77252857 77252868 ACCCACTTGAGTTGGTGAGG TTTTCCCCCAAATTTCCTTC 214

Ad06A12745 Aradu.A06 12745 p2 (AT)6 12 77253818 77253829 TCACACTCTTGCCACCATTC CATCTTGGCAGAAGCTGGTT 277

Ad06A12753 Aradu.A06 12753 p3 (AGA)5 15 77285705 77285719 TTGAGGAAACTCCGGTTTTG AAAATGGCCGAAACCTAACC 258

Ad06A12756 Aradu.A06 12756 p2 (GC)6 12 77302441 77302452 ATAGGGAGCTCTTGGGCATT GCTTACGCATGGATGAGGTT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A12758 Aradu.A06 12758 p2 (TA)8 16 77323142 77323157 AATGCACGAGCATAAGGATT TGTCAAGTCCATATACGGTCACA 187

Ad06A12759 Aradu.A06 12759 p2 (AT)8 16 77347865 77347880 AGAATAAGAGGGTTTGTCGCA TCTGCATCCAAAATCCATCA 170

Ad06A12760 Aradu.A06 12760 p2 (AT)8 16 77378921 77378936 TGGATTCATCAATTCTCCCA TGATGCGACCCGGTATACTT 277

Ad06A12761 Aradu.A06 12761 p2 (AT)9 18 77394129 77394146 ATTTACATAGCTACAATTTTTACCGTT GGAGCGAATTTTTCATTTGG 250

Ad06A12762 Aradu.A06 12762 p3 (AAT)5 15 77398398 77398412 GGAAAAGGGCACTCTTGTTG GGACGTTGGCTTTGTGAAAT 193

Ad06A12764 Aradu.A06 12764 c (T)10caattttcatgttttaattcataattttttacataaacatgttttaaatattcatcttcaaatctccattttc(A)1093 77414467 77414559 AGAAAAGCAAGGGGGAGGTA TTGAAAGAAATTGGAAAGAAAAATG 226

Ad06A12766 Aradu.A06 12766 p3 (GAA)5 15 77419819 77419833 AGCAATGCTTTTTCCACACC AAACCCCTCATCCATCCTTC 171

Ad06A12767 Aradu.A06 12767 p3 (TCT)5 15 77437168 77437182 TCTTGGCCGAATCCACTATC TTGGGTGCCATAAGTGTGAA 151

Ad06A12770 Aradu.A06 12770 p2 (AT)6 12 77452266 77452277 GACATAGGGCATTGCGTTAAA ACATATATGGGGTGCGGGTA 277

Ad06A12776 Aradu.A06 12776 p2 (AG)11 22 77487204 77487225 GCGGGACTGGAAACAGATAA TTCTTATGCCTCCTTGACGG 187

Ad06A12779 Aradu.A06 12779 p3 (TAT)15 45 77493830 77493874 AGAACAGAAGCACAGGTCGG TCCAAATACAAAATTTTTAGGACC 191

Ad06A12780 Aradu.A06 12780 p2 (AT)7 14 77495387 77495400 CCTTGTCTTTGAGGGTCGAG CATTCCCACCCCTAGGTTTA 280

Ad06A12782 Aradu.A06 12782 p2 (AT)7 14 77497342 77497355 AAGTGCAAAGGAGGTGGATG TCTTTTCCTTCGCCTTTGTT 274

Ad06A12789 Aradu.A06 12789 p2 (AT)10 20 77528826 77528845 GAGGAATGAAAACAGCACCC CGCCATGTCAATGTTGTTTG 177

Ad06A12790 Aradu.A06 12790 c (A)10ggaaagagctcaaagcttagagcaaaaatacaaatttaatacggatatg(T)10cttaacagaaatttttgtaattttagtttttagtttttattttgttatagatattttttatttc(T)12145 77530864 77531008 TTCCACCATCAACGAAAACA TGAGGAGTGTGTGGGTGTGT 272

Ad06A12792 Aradu.A06 12792 p2 (TA)6 12 77547251 77547262 TGTGGGGATCGTGGTTATTT AGTGTTGCGCTTTTCGATTT 245

Ad06A12793 Aradu.A06 12793 p2 (AT)7 14 77561436 77561449 GGGAATTACAAACGTGTGCC TTGCCTAAAGGGTTGATTGG 267

Ad06A12795 Aradu.A06 12795 p2 (AC)7 14 77568413 77568426 TTCAATGAACACCCAAAGCA CCATATGGCCAACCCTTACA 222

Ad06A12798 Aradu.A06 12798 c (A)10ctataaaattacatgaaataaattgcttttccattttttatttaaaaaatttgttggcaaaatgactttcatga(T)1195 77595940 77596034 AAATTATTCTATAAATTGTGCCAAATG TCAAAAAGGATCAAGGAACCA 260

Ad06A12800 Aradu.A06 12800 p3 (AGA)11 33 77596989 77597021 CAGCGCTCCAATTAACAACA AGGTGTCGCCTTCTTTGCTA 268

Ad06A12801 Aradu.A06 12801 p6 (TTAGGA)5 30 77615981 77616010 CGCATTTCAACCCAGTTTTT TGAACCTGAGATGCAGAAGAAA 207

Ad06A12805 Aradu.A06 12805 p2 (AT)6 12 77646727 77646738 GGTGTTTTCGCTGCTTCTTC GCCTGGAAAGAGAACGGATT 231

Ad06A12808 Aradu.A06 12808 p2 (AT)11 22 77667470 77667491 AAAAAGGACATTAATAATCCGAAA AATATCCTCTGGCCAGCCTT 251

Ad06A12810 Aradu.A06 12810 p2 (AT)6 12 77687756 77687767 GGTGTTTTCGCTGCTTCTTC GCCTGGAAAGAGAACGGATT 231

Ad06A12813 Aradu.A06 12813 p2 (AT)6 12 77726363 77726374 GGTGTTTTCGCTGCTTCTTC GCCTGGAAAGAGAACGGATT 231

Ad06A12815 Aradu.A06 12815 p2 (AT)6 12 77746573 77746584 GGTGTTTTCGCTGCTTCTTC GCCTGGAAAGAGAACGGATT 231

Ad06A12821 Aradu.A06 12821 c (T)10ctctactctaaagaggaatagaatagacaccccttagatttctatgtatcctaaatccccattttttttagagagagcagatcagatataacgct(A)10115 77830056 77830170 ATTTCGTTGGCAGAAACGAT GGGATAGGATCCATCTGCTCT 271

Ad06A12832 Aradu.A06 12832 p4 (ATAA)5 20 77976251 77976270 TCCATGTTGGAGTAAAGGGG CCTAACCATTTTCTCTCTCCTCA 205

Ad06A12837 Aradu.A06 12837 p3 (CAA)5 15 78063167 78063181 TCAATGGGACCAATGGAGAT GTGCTCCCAGATGGTGACTT 280

Ad06A12839 Aradu.A06 12839 p2 (AG)6 12 78108841 78108852 GGCGATTTCTGGGCTATTTT CATTGAACCTGGAATGACGA 235

Ad06A12843 Aradu.A06 12843 p3 (AAT)5 15 78138000 78138014 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 193

Ad06A12845 Aradu.A06 12845 p2 (TC)7 14 78153227 78153240 CCTTAAGTGTAGGGAGGTCGG TCGAGCTCTGAAACCATGTTC 246

Ad06A12847 Aradu.A06 12847 p2 (CT)16 32 78158237 78158268 TTCGAAAACTCTCTCTCTCATCTTC GTTCTTGTCCTTGCTCCTGC 262

Ad06A12850 Aradu.A06 12850 p4 (AAAT)6 24 78178145 78178168 CTCATCAGCTCAGCAATTCAA GAGAAGACGACCCGAGGTTT 280
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Ad06A12854 Aradu.A06 12854 p3 (AGG)5 15 78243644 78243658 AGTGGGCCAGCTGAGTAAGA TCTTGCTTGAGAAACGTCCC 182

Ad06A12857 Aradu.A06 12857 c (A)11gcagtgaaaaaaatggcaaaaaaag(A)1046 78277998 78278043 TGGCTCTTGAAAGAATGATGAA CCTTTAGGCCCTCCTATCCA 232

Ad06A12858 Aradu.A06 12858 p2 (GT)6 12 78282063 78282074 GTGCATCATTCAAGTGTGGG TTCACTTTGGGGCATTTTGT 264

Ad06A12863 Aradu.A06 12863 p3 (AAT)14 42 78303171 78303212 GGAAGTTGAAGTTGGCTTGC CAACGCACTGCTGACAGTTT 182

Ad06A12867 Aradu.A06 12867 c* (TCT)7cttcttcttcgtcttcg(TCT)6(TCTTCC)5*(TCT)8tcatttttttttcgattttcatggtttctgaaa(TTC)5155 78349490 78349644 CGCGCATTAACTCATTTTGA CGTGCAGAAACGAAAGAAAA 279

Ad06A12871 Aradu.A06 12871 p3 (ATT)18 54 78357090 78357143 TGTGTGGCAAACTTTTAATAGCA CATCATTCATTTTATATTTGGTTGC 245

Ad06A12872 Aradu.A06 12872 p4 (TGCA)5 20 78357872 78357891 GACCCTCTCTTGTTGTGGGT GCAATTTGCAAAGTTCGACA 236

Ad06A12873 Aradu.A06 12873 p3 (GAT)5 15 78363402 78363416 GCTTCATGGGAAGATTTGGA TCCGCTATCCATGTACCACA 150

Ad06A12879 Aradu.A06 12879 p3 (ATA)5 15 78389908 78389922 TCGAGCTGTTGCTGGTATTC GGAAGGAAGCTGATGCAGAG 268

Ad06A12887 Aradu.A06 12887 c (A)10ttccgtacgtgaaatcattgtcattcgggactgagataggactaattgagaatacagctgatttaa(T)1187 78440119 78440205 CACCTGAAAAAGGAACTCCG TCATTCTCTCACCAGGCTCA 177

Ad06A12889 Aradu.A06 12889 p3 (AAT)7 21 78442698 78442718 TCGTTCTTCTTTTCACTCTCCTC TCCGTTAGGTTCAACGGAGT 276

Ad06A12890 Aradu.A06 12890 c (CT)16a(TC)8 49 78488106 78488154 CACAAACGACAAACCAATCG AAAGGTTTTGGCCCAAGATT 271

Ad06A12891 Aradu.A06 12891 p5 (TTTTA)5 25 78492880 78492904 TCCTAACCACTTTTTCCCTCC GGGGTTAGCATATGACCCAG 218

Ad06A12894 Aradu.A06 12894 p2 (AG)6 12 78513660 78513671 AAATGGGGGAATCCATTCAT GGGAATAAAAAGGGATCATGG 280

Ad06A12895 Aradu.A06 12895 p5 (AAAAT)6 30 78518180 78518209 GTGTGGGAAAAGTGGGTTTG GGGGCATTTTGTCTCCTTTT 238

Ad06A12896 Aradu.A06 12896 p2 (AG)6 12 78519561 78519572 TCAGCGATTTCTGGGCTATT CCTAAGAGAGAGGAGAGAGCCA 169

Ad06A12900 Aradu.A06 12900 p2 (TA)8 16 78534824 78534839 AATCCACTGCGGAGAAAATG TTCAGGGGCCAAATTGAATA 246

Ad06A12901 Aradu.A06 12901 p4 (TCTT)5 20 78538182 78538201 TGTTTACCTGGCAACCAAGA AAGCATTTTTCGTCGACTGC 271

Ad06A12903 Aradu.A06 12903 p3 (CAT)6 18 78564881 78564898 CACCTGAGAACCCGACAAAT GGAGCATGTAGCACTCTCCA 147

Ad06A12904 Aradu.A06 12904 c (T)11caattttatggttcaattggatactctcattctgtagtagcaaccactaatgctaatatatagaggctttgatgagattttac(A)12106 78568941 78569046 TGATTAGGATTGATCACCAAAGAA AAAACTCATTGTTCACATTGTTCA 220

Ad06A12911 Aradu.A06 12911 c (A)12cacctcagagtttatta(T)1241 78584749 78584789 TACAACCGCAAGAGAGGGTC CAAAGCGTCAACAACCAAAA 268

Ad06A12915 Aradu.A06 12915 c (T)10(A)10 20 78588217 78588236 AGGCTGCAAAGAAAAATGGA GACAACTAGGCCCGCATTTA 187

Ad06A12916 Aradu.A06 12916 p2 (TA)11 22 78588978 78588999 GAAGCATTATCCATACAGGGGA GGCCAGAAACCCCTCTAAAC 256

Ad06A12918 Aradu.A06 12918 p3 (CAA)5 15 78597611 78597625 TCAGACACCTTATGCAACGC GCCATGGGCTACTAATCGTT 274

Ad06A12919 Aradu.A06 12919 p3 (TAT)21 63 78603615 78603677 TTTGATGAATCTTTTCTGAACCC TTAGCATTGCCAAGTTCATCA 234

Ad06A12920 Aradu.A06 12920 p2 (AT)6 12 78611392 78611403 CCCTTCCTTTTTCCCTTCAG GGCGTACTTAGACTCTGCGG 128

Ad06A12926 Aradu.A06 12926 p3 (AGA)5 15 78623242 78623256 TGGTGGTGCAGTGGTAAATG TTTAGGTCCTTAGTGGTCTGGA 138

Ad06A12935 Aradu.A06 12935 p2 (AC)8 16 78636278 78636293 GTCTTTCTCGGCACTCAAGC GAGGATCCAAATTCGTGGAA 262

Ad06A12937 Aradu.A06 12937 p2 (AC)6 12 78639229 78639240 GCTTCCAATTTAATGCATGG GCTGGGATCTGTGTTGGATT 209

Ad06A12942 Aradu.A06 12942 p2 (AC)8 16 78686115 78686130 TTTCAAGGTTGTAATGGGGC AGGGGTAGCTAGGCGTGATT 149

Ad06A12950 Aradu.A06 12950 p3 (AAG)8 24 78728567 78728590 TAGAATATTGCTCGCCCTCG ACATGGCCAAAACACAAACA 101

Ad06A12951 Aradu.A06 12951 p2 (TA)6 12 78735398 78735409 GATGATTGGTTCGGGTATCG AAAAGAAGCTAAAACCAAAACACA 170

Ad06A12954 Aradu.A06 12954 p2 (AG)6 12 78749828 78749839 TTTTCGGCCCATAAAAACAG TGAGCAGATTCGTAAGCCAA 279

Ad06A12957 Aradu.A06 12957 p3 (ATA)5 15 78759996 78760010 TCACTCCAACAAAACAAAACCA CAGGCCCTCAAAATTGAAAA 105
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Ad06A12959 Aradu.A06 12959 p2 (AT)11 22 78770021 78770042 AAACGGCCTGTACTTCCAGA AGCTGGTTGCATGGTAGGAG 280

Ad06A12960 Aradu.A06 12960 c (ATG)5acaatgatgatgactatgatgatgatgtatatacgtgtgtgtg(A)1068 78770942 78771009 CCATCAAAAGGAGTTAGGTGTTG TTTAAAGGCATGGCCACTATTT 250

Ad06A12963 Aradu.A06 12963 c (T)10ctacttctatgttcttaaagttgtgattttttttagtctttaaaatgtgagagcattagagttgaaaatg(T)1090 78791186 78791275 TCTTCACACAATGAAAGCACA GGCAACAAACTGCTCTACGA 252

Ad06A12965 Aradu.A06 12965 p3 (CTT)7 21 78793182 78793202 TTACTTCCCGCATCCACTGT AGAAAGCGCGAGACAGAGAG 220

Ad06A12968 Aradu.A06 12968 p3 (CTT)5 15 78797378 78797392 TAATTGGGGCGAAAGCAATA GGAATGACGAAAGAAAACAGC 105

Ad06A12969 Aradu.A06 12969 p3 (ATT)14 42 78798414 78798455 TTTTAAAGCAGATGAAACCAATCA GCATATCAAGCTCGGGTCAT 216

Ad06A12970 Aradu.A06 12970 p2 (TA)7 14 78811111 78811124 CAATGTGTACAATGAGTTACAAAATGA TCCCGCTTCAACAATTTTCT 167

Ad06A12972 Aradu.A06 12972 p3 (TTC)8 24 78835805 78835828 TTCTACACCTTGGCCGAAAC CTCGAAGGTGGAAGCTTTTG 223

Ad06A12977 Aradu.A06 12977 p3 (AGA)6 18 78873114 78873131 CTGGCCTTAGGTGCCATAAA CCCATCACCTCTTCACCACT 215

Ad06A12978 Aradu.A06 12978 p2 (AG)6 12 78877744 78877755 GGATGGGATAGGTGAAGGGT CAGAAAAGGGCAAGAAGCTG 245

Ad06A12979 Aradu.A06 12979 p2 (TA)11 22 78897867 78897888 AGCTTATGCAGCGAAGTGGT GCTCCTGACTTAGCCTACGAA 220

Ad06A12981 Aradu.A06 12981 p2 (CT)6 12 78901845 78901856 TTGGACTTTGAAACTGCATGA AAGGTCCAAGGAAAGGATGC 253

Ad06A12982 Aradu.A06 12982 c (T)10cagatttatcgtgtatgtatattatactagttttttcagtgctggtgc(TAT)1397 78907682 78907778 GCTGGTCCTTGTTTAACTTGC TGCTTATAGTGGAAAAGGTATCG 235

Ad06A12984 Aradu.A06 12984 c (T)10aaattgtctttgatctttagttttc(A)1045 78908536 78908580 TCCGAGATGCTTGATAATATTGAA AGTAAAAGAGCAAATTAGTGTCAGAA 240

Ad06A12986 Aradu.A06 12986 p3 (CAA)5 15 78909570 78909584 GCTTTAACAAGTGGGCGAGT TTTTCTAAGGTCGCGAGGAA 164

Ad06A12987 Aradu.A06 12987 p2 (GA)6 12 78910687 78910698 AGGGAACTTGCACTGCTGAT ATGCTGATGTAGGCAACGTG 119

Ad06A12989 Aradu.A06 12989 p3 (TGA)6 18 78920366 78920383 TTTTAAACCCCCACAAACCA CTCTCCCTCCTTCTTGCCTT 117

Ad06A12990 Aradu.A06 12990 c (GAT)7gaaa(AAG)540 78920759 78920798 TGAGAAGCTAAAACAAAAAGGAAAA TGCAGCAAGTTTGGGTGTAA 211

Ad06A12992 Aradu.A06 12992 p2 (AT)6 12 78931519 78931530 AACCTGAATCTTCCTTTTTCTCA TTTTGCTGGTTTTTCTCTCCA 225

Ad06A13013 Aradu.A06 13013 c (A)16taat(A)10 30 79097644 79097673 GCGTTTCTTTAATTGGAGGG CGCTTAGGGTAAAACATGCAA 266

Ad06A13016 Aradu.A06 13016 p3 (TTA)25 75 79112193 79112267 CCATGATGGAGAAAAGGAGG TCCCTTGGATTGACTTGGTC 271

Ad06A13018 Aradu.A06 13018 p2 (AT)6 12 79127659 79127670 TGCTTTATTGTACCCTCGCC ACCGCAACACCAATCCTAAA 232

Ad06A13019 Aradu.A06 13019 c (T)11cgttagcttaccctgaaacaacatcacattagtttatcctcaatcaaaagtgacccagtcac(A)1083 79136662 79136744 CAATGTTCTATGGGCACCCT AAGTGATGAAGGCGATGGAC 255

Ad06A13020 Aradu.A06 13020 c (GT)9gcgggtgg(GT)1556 79137920 79137975 TAGTCGGTTGGGTGCTTTCT GCAAGAGTGGCAAACAAACA 269

Ad06A13022 Aradu.A06 13022 p3 (ATG)5 15 79144528 79144542 TGGGTTGCTTACCATTCAGC GAAATGGAAGAGGCAAGGAA 151

Ad06A13024 Aradu.A06 13024 p4 (TTTA)5 20 79159531 79159550 CATTGGGGTAATTTTTGTCCTC TAAGTGTGGGGAAATGTGGG 200

Ad06A13033 Aradu.A06 13033 p2 (CT)6 12 79199058 79199069 CATCCATTCAGAGGAGGCAC GCCTTCAGATGGGAAGCAAT 273

Ad06A13034 Aradu.A06 13034 p2 (CT)6 12 79218199 79218210 CATCCATTCAGAGGAGGCAC GCCTTCAGATGGGAAGCAAT 273

Ad06A13036 Aradu.A06 13036 p3 (AGA)6 18 79235482 79235499 ACCACTGAGCTATGACGGCT GACTGCTGATGCTGTTGGAA 273

Ad06A13045 Aradu.A06 13045 p2 (AG)8 16 79315469 79315484 AAGCAGAGATTCGAGTGGGA TCTGCAGAGATCTCATTTTCCA 230

Ad06A13047 Aradu.A06 13047 p3 (TCT)6 18 79318074 79318091 TCAAAGCGCTACACTCACCA TCGTTTGGGTGAACTCATGT 226

Ad06A13048 Aradu.A06 13048 c (AAG)5agtaagaggaagaggaacgtgtagcaagaaaaagaagaagaaggagaaagagaatgcaagaaacgaaaaaaa(AAG)5102 79318583 79318684 GAGGAAGAAGAACGTGCAGC CGCATACAAGCGATTAAGGC 256

Ad06A13049 Aradu.A06 13049 p2 (GC)6 12 79330048 79330059 TAGTGAAGGAAGGGCATCCA ATGGCAACCTGCGAATAGAC 231

Ad06A13050 Aradu.A06 13050 p3 (AGA)5 15 79339742 79339756 CGGTCTTAGGTGCCATTGAT CTCCTTCTCCCCCTCCTCTA 147
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Ad06A13051 Aradu.A06 13051 p3 (ATT)6 18 79342929 79342946 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad06A13054 Aradu.A06 13054 p4 (AAAT)6 24 79373377 79373400 TGGGAAAAATTGGGATTGAA TACTTTGGGGCATTTTGTCC 227

Ad06A13057 Aradu.A06 13057 c (A)10gaagtagtaaaatgcatgagagttgagt(TA)752 79378163 79378214 AGGTGTCTCATGTGTTGCTCA TCTGTTCCTCAACCAACCAA 207

Ad06A13058 Aradu.A06 13058 p2 (TA)6 12 79385939 79385950 TGTCAAATTTGGATGAGACTTTTC TTCTGTCTGTATTTCCGTGGG 157

Ad06A13059 Aradu.A06 13059 c (AAAAT)5aaataaaaatattaacatataaaccacatatacgaacaatatatatattaattgtgaattaaaaaaaagat(TA)7110 79389521 79389630 CGAATATCACATGGGTCACAA TTCCCATTCTATTTCGTCGTG 270

Ad06A13060 Aradu.A06 13060 p2 (TA)7 14 79391193 79391206 TTGTCGCATCGGTTTTGTTA TTTATTTTGTCATGTGTACTTCAATTC 254

Ad06A13065 Aradu.A06 13065 p2 (TC)12 24 79438451 79438474 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGAA 184

Ad06A13066 Aradu.A06 13066 p2 (GT)7 14 79449324 79449337 TGCTTCTTCACTACTTGTTGGG TTTCGTGCACCACGTACATT 259

Ad06A13069 Aradu.A06 13069 c (TA)6tttttgaaatccgaaattag(AAATA)557 79492304 79492360 TTACTGACTCCGATGGAGGG TTTCTCTCTCCTCACCTTTTCG 256

Ad06A13070 Aradu.A06 13070 p5 (TTATC)5 25 79506837 79506861 CCTGGGTGCTCCAGTGTATT GACCTCGGACAAAGAGCAAG 198

Ad06A13072 Aradu.A06 13072 p2 (GT)7 14 79522067 79522080 AATGAAAGCACCCCAATGAT GGGCTTAGGTAAGGGTGAGG 234

Ad06A13073 Aradu.A06 13073 p3 (AGA)5 15 79524731 79524745 GAAGCTTTTGCCTTCCCTTT CTACTTCTCCCCCTTAGCCG 212

Ad06A13074 Aradu.A06 13074 p2 (TC)7 14 79559685 79559698 CCTAAATGGAGCAGGGATGA GAGTGGGCTCTCTTGTTTGC 144

Ad06A13075 Aradu.A06 13075 p4 (ATAA)5 20 79565925 79565944 GAAAAAGCATGTTGCAAAAGAA ACTTGACCCCTTCACACCAC 275

Ad06A13076 Aradu.A06 13076 p3 (AGA)6 18 79591709 79591726 CTCGAAGGTGGAAGCTTTTG CACAACACAAACCCCCTCTT 234

Ad06A13081 Aradu.A06 13081 p2 (AG)7 14 79601804 79601817 CTCCATCGATCTCAAAAGCC GGCCCAAACTAATTTTGAATAATG 240

Ad06A13083 Aradu.A06 13083 p3 (TGT)5 15 79603893 79603907 AAGTGGTTAAGGGGAGGCAT CACCACGGATTTAAGCCATT 178

Ad06A13092 Aradu.A06 13092 c (AAC)19(AAT)5 72 79628312 79628383 CGCCAATGACTCCACCTAAT GATGGCCCACTGATACTGCT 246

Ad06A13095 Aradu.A06 13095 p3 (AGA)6 18 79637093 79637110 ACCACTGAGCTATGACGGCT CCCCTCACTCACCTCCATTA 220

Ad06A13096 Aradu.A06 13096 p3 (AGA)12 36 79652231 79652266 CCCATGATAGGAGCTCTGGA CACTTCCAGCCCTAGTGAGG 250

Ad06A13097 Aradu.A06 13097 p2 (AG)7 14 79663601 79663614 GACTCATCAGCTTACCCCCA TTGTTTCTCCACCCTTTTGG 218

Ad06A13099 Aradu.A06 13099 p3 (ACA)6 18 79736186 79736203 GAAATCGAATTTTGAGGGCA CGTTTGATTCATGTAGCCGA 153

Ad06A13100 Aradu.A06 13100 p2 (AT)11 22 79741360 79741381 GACACTGTGGAAGTTCCGGT ATTCCGTACACCAGCAATCC 261

Ad06A13107 Aradu.A06 13107 p2 (AG)9 18 79786924 79786941 GACCAAAGAAGCATGTTTTCAA CCCTAAAACCTAGAGAGGGGA 233

Ad06A13108 Aradu.A06 13108 p3 (TCC)6 18 79787661 79787678 GCGCCTTCTTTTCCTTCTTC GCAGCATCAAGTGAATCTCAA 250

Ad06A13112 Aradu.A06 13112 p2 (TA)7 14 79806874 79806887 AATACTGGCCATTTTGCTGC AATTTTCGAATCCCTTGGGT 264

Ad06A13114 Aradu.A06 13114 p3 (TTA)5 15 79812932 79812946 GCAATTGCAATAAACAAAAGAAAT GCTTCCGTGCCTTGTTTTT 237

Ad06A13116 Aradu.A06 13116 p3 (TCA)6 18 79834521 79834538 AAGCCCAAATTAAGGGAGAA TGGAGCTAGTTTTGGTGTTGG 244

Ad06A13119 Aradu.A06 13119 c* (GT)8(T)12* 27 79850779 79850805 GCACATAAAAGCTTTGCAGC TAAACACTACCCCAGCACCC 177

Ad06A13122 Aradu.A06 13122 p2 (CT)6 12 79871891 79871902 TCATGAGTCTGAAATGCCTCA CCATCCATTCATAGAGGAGGA 252

Ad06A13124 Aradu.A06 13124 p5 (ACTAA)5 25 79880255 79880279 GGAAGATGAATGTAACAACAAGGA GTGGCCAGCGAATTCTAAAG 262

Ad06A13128 Aradu.A06 13128 p2 (TA)7 14 79905943 79905956 TATCAAGGGCCAAAGTGTCA CCAATCAAAGTTTTGCACCA 274

Ad06A13130 Aradu.A06 13130 p2 (GC)6 12 79928714 79928725 ATGCGGTTCTAGTTGGGTTG CACGTTTTGCTTCAAGTGGA 192

Ad06A13131 Aradu.A06 13131 c (T)10cgaaaaatttgaaattagaatttgaaatttatataaaaatttcgaaaatgtagttttaaaattggttagaaaagata(T)1097 79959419 79959515 AGCATATGACCCCAGAGTCC TGCCTTTTGTGTGTTTTTCTCT 279
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Ad06A13132 Aradu.A06 13132 p3 (TCT)6 18 79985982 79985999 AACCCTCTCTTCTCCCCCTT TAGAAGTGGCTTTGATGGGC 273

Ad06A13134 Aradu.A06 13134 p3 (AGA)5 15 80004788 80004802 ACAAATTCAATCCCCCTTCC GATCCATTGAACCCCAATCA 157

Ad06A13136 Aradu.A06 13136 p2 (CA)6 12 80024840 80024851 GGGAAACCGAGACCATACCT GGGTGTGATGATTGTGGCTT 197

Ad06A13137 Aradu.A06 13137 p2 (AT)6 12 80028997 80029008 TGGTGTTCCTTGGTGTTTTTC TGAGGAGAGAGAAAGTGGTTAGG 280

Ad06A13138 Aradu.A06 13138 p3 (TAG)5 15 80037411 80037425 AGCTGAAGCGCCAGAAATTA CATGTCTGATGATGATGAGAAAAAT 233

Ad06A13140 Aradu.A06 13140 p3 (ATA)6 18 80047594 80047611 AGCCGAAAGTTCGGAAGAGT TATGGGAAATGTAGCGACCC 229

Ad06A13141 Aradu.A06 13141 p2 (AG)16 32 80053388 80053419 AAACCTGGGATCGAGAGTCA TGGGCTATTTCTGACCCAGT 253

Ad06A13147 Aradu.A06 13147 p3 (TCT)12 36 80136367 80136402 AATCCCACACCTCTCTCCCT CTAGAGGTTTCTCCGGCCTT 174

Ad06A13151 Aradu.A06 13151 p2 (AC)6 12 80175619 80175630 GGGCTAAGGTAAGGGTGAGG ATTGGGAATTTGGGTGCATA 153

Ad06A13152 Aradu.A06 13152 c (T)10aattgcagaatgcatgtgaaaatgcaa(AATG)557 80188033 80188089 TCAATCTAACCCATTTCGCA TGGACGAGTTCAAGCACAAG 274

Ad06A13153 Aradu.A06 13153 p2 (CT)7 14 80201449 80201462 CCTAGAATTGAGAAGAAAAAGAAATCC CTGGGCTATTTTTGACCCAA 199

Ad06A13157 Aradu.A06 13157 p2 (CT)8 16 80283813 80283828 CGTTTAATGCCAGGAAAGGA GGGTTTTTGGGGAAGAGGTA 267

Ad06A13158 Aradu.A06 13158 p2 (TG)7 14 80295120 80295133 CGCGCTATAATCGATACGTG ATAAGAGAGGGGGAGCGAAA 268

Ad06A13163 Aradu.A06 13163 p3 (GAG)5 15 80310934 80310948 AGGAGCTCCACCTGAAGACA TGGTGCCTGCCTAGTTTTCT 259

Ad06A13164 Aradu.A06 13164 p2 (AG)6 12 80320199 80320210 ACGAGAAGCACGCTAAGGAG TTGTGCTTGGACATTCCTGA 244

Ad06A13167 Aradu.A06 13167 c (TA)6(T)10 22 80347355 80347376 TCTGGCCAACCTTAACTTCG ATCAGAGGTGGCAAGATGCT 249

Ad06A13168 Aradu.A06 13168 p3 (AAT)5 15 80352811 80352825 GTACTCGGACATTTGGAGGC ACAAGGAAAAGATTGGCCCT 176

Ad06A13170 Aradu.A06 13170 p4 (TCTT)7 28 80375208 80375235 TAGTAGCGCTCGATGGAGGT CCACACCCAATTCCCTAATG 174

Ad06A13172 Aradu.A06 13172 p2 (AT)9 18 80379736 80379753 AAGTTTTTGGCGCTGTTGTC TTCCGGAAATCACATGGT 260

Ad06A13175 Aradu.A06 13175 p2 (AT)10 20 80395193 80395212 TCTATATGGACCAGGACCCG GCCAGCATCATATCATACGC 131

Ad06A13179 Aradu.A06 13179 p3 (TTC)6 18 80400434 80400451 CGCGTTTTCGTTCTTCTTCT CCTCATCAGCATGATTCGTTT 268

Ad06A13180 Aradu.A06 13180 p2 (AT)13 26 80400809 80400834 TGAGTACGTGTTTCGGTTCG AAACACGTTCGTCCATTGAA 250

Ad06A13181 Aradu.A06 13181 c (A)10ttc(A)10 23 80415148 80415170 TTTTCGAAATTTTGGGTTGG TCACATTAGTTGTTAATGAGTTTTCG 245

Ad06A13184 Aradu.A06 13184 c (T)10gttttgcttggctttgctttgcgcttc(T)1148 80441600 80441647 TGTTTATATTTTTATTTTCCTTGGTTC TGGGTTTTACAAATTTTCCCTTT 250

Ad06A13187 Aradu.A06 13187 p3 (ATT)7 21 80467579 80467599 TTTCATCCTCATGCTGGAAAT AGCAAGCAGGAACAAAGGAA 123

Ad06A13188 Aradu.A06 13188 p2 (AT)8 16 80475704 80475719 CCTCCCTCTATTCCGCTTCT GCGTTGCGCTTTTTAGTTTC 261

Ad06A13189 Aradu.A06 13189 p2 (AT)6 12 80476049 80476060 AGCTTCAAACTTAGCCTGCG GGCGTCTGGACTTCTGTAGC 227

Ad06A13190 Aradu.A06 13190 p4 (CATT)6 24 80481732 80481755 TAGAGGGTATTGGTGCCCTG CTGTGGACGGATTTTTGGAA 201

Ad06A13191 Aradu.A06 13191 p3 (ATT)7 21 80483381 80483401 TTTCACAAGAGGGTTAGGGTTC TACTCCCTTAAGGCATTCGG 252

Ad06A13192 Aradu.A06 13192 p2 (TA)6 12 80487152 80487163 TCAAGGAGGACTAATAAAGGTTGG TTGAAAGGGTTCAGGTAACCA 269

Ad06A13195 Aradu.A06 13195 c (CTT)5gctccacgttcttcttcctcttcctcc(TCT)557 80490728 80490784 AAACGCGATGCAAGGTCTAC CGTGCAGCAAGAAGAAGAAG 276

Ad06A13196 Aradu.A06 13196 p3 (AAG)5 15 80491325 80491339 TCCTGTAACCGTTTGGGTGT CAAAGCGCGCTACTCATCAT 187

Ad06A13197 Aradu.A06 13197 p3 (AAT)19 57 80492553 80492609 TGTTTTTGGACATGAACCCA TGGACTTTACAACAACATAGACCAA 232

Ad06A13203 Aradu.A06 13203 c (T)10ggta(T)10 24 80540401 80540424 GGTTTGCTTCATTTTTGCAG TGTTGAATCGCTTAGCCTTTT 264
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Ad06A13206 Aradu.A06 13206 p2 (AT)7 14 80542113 80542126 TGACTGAAAAGTAGGACGACACA TGGTGTGAGATTGATGTGAAA 240

Ad06A13210 Aradu.A06 13210 p2 (GA)22 44 80571420 80571463 CACGATGACCACTTTCATGG TCACTCATTTCTTCCACCCC 233

Ad06A13211 Aradu.A06 13211 p4 (TTAA)5 20 80572344 80572363 GAACTAACTTTAGTCCCTGTTGTGG TTCACAATGCTTGTCGTCATC 263

Ad06A13213 Aradu.A06 13213 p3 (ACA)6 18 80629395 80629412 AATGGGAATTTGTGAAAAGCA CATGAGGTGGTCAAACGAGA 251

Ad06A13217 Aradu.A06 13217 p2 (AG)7 14 80682013 80682026 GAAGCCATTCCATCCAGCTA GTTTGGCAACCAAGGAGAAA 152

Ad06A13222 Aradu.A06 13222 p2 (AT)6 12 80700028 80700039 GAGCAATGCATTTTGGAGGT TTTTGCTGCCTTTTCAGATTG 100

Ad06A13227 Aradu.A06 13227 p4 (AATA)5 20 80702977 80702996 CAGGGTGATTTAATGGCGTT CGAAGTGCACTATCAAGGCA 213

Ad06A13230 Aradu.A06 13230 p3 (CAT)7 21 80704681 80704701 GCAATCTAATTTGTCGCGGT ATTGACGGGATCTGTTCACC 259

Ad06A13231 Aradu.A06 13231 p3 (TCA)5 15 80706181 80706195 ATCCCTAAGGTTTGGGGTGA TGGTGATGATGATGAAACAGA 238

Ad06A13232 Aradu.A06 13232 p3 (CTT)7 21 80709358 80709378 ATAGCGCGAAATGAAAAACG CGATGAGGATGAAAACACGA 152

Ad06A13235 Aradu.A06 13235 p2 (CT)6 12 80721572 80721583 TTGGGAAGAAGGGATGAAGA CCCTCTCACTTGCTCTCACC 246

Ad06A13237 Aradu.A06 13237 p2 (CT)7 14 80730976 80730989 AGTGCAGAGAGTTGGGAGGA GCTCTCACCACAGCAACGTA 246

Ad06A13249 Aradu.A06 13249 p3 (ATT)6 18 80784534 80784551 AAACTTGGACGTTGGCTTTG GCAGGAACAAGGATAAAGGC 209

Ad06A13250 Aradu.A06 13250 p2 (AT)9 18 80788277 80788294 TTGCAAACGTGTGCCTTATT GTTGTCGCCTAAAGGGTTGA 261

Ad06A13251 Aradu.A06 13251 p3 (CAT)8 24 80794564 80794587 GTCTCCATGAGCGTTCCATT AATCAAAACTGGTTGTGGGC 244

Ad06A13252 Aradu.A06 13252 c (T)11gtttattgaagtataatatgtacaaagctgataaggagacaacatatattgtaacggtaatgttaggaagac(A)1093 80800416 80800508 CCAAAATTGGTGTGGTCAAA TCAGGAGATTGTACTCCCTCG 239

Ad06A13254 Aradu.A06 13254 p2 (AC)7 14 80828499 80828512 TTCCCCAAATATTCTCACCG GCGTTTGTGTTTGTGTGCTT 162

Ad06A13259 Aradu.A06 13259 p2 (CT)7 14 80844601 80844614 GCAACATAGGAAAATCAACAAGA TTTTGACCCAGTTTCAAGCC 267

Ad06A13261 Aradu.A06 13261 p3 (GAT)5 15 80870023 80870037 AGAGGTGATGGAGCTCAGGA GAGGAAGGCAGGACAACAGA 267

Ad06A13262 Aradu.A06 13262 p5 (TTATC)6 30 80874767 80874796 CAGATTTTTGCTCAGGTCCC CAGAGCCCAGAAAGATGAGG 276

Ad06A13265 Aradu.A06 13265 p3 (TAC)5 15 80890460 80890474 CATGCCTGATGATGATGAGAA GAAGGACTAAGCACCCCACA 249

Ad06A13266 Aradu.A06 13266 p5 (TTATC)5 25 80903218 80903242 CTGGGTGCTCCAGCATATTT CAGCTCAAATCTAAAGGCGG 161

Ad06A13274 Aradu.A06 13274 p2 (CT)6 12 80966327 80966338 AAAATTCTTATCTTTTTCAAAGCCA AAGAAGATGAGAGAGAGAGTTTTTGA 230

Ad06A13276 Aradu.A06 13276 p3 (TTC)5 15 81014984 81014998 AAACCCACACCTCTCTCCCT GGCCTTAGGTGCCATCAATA 149

Ad06A13277 Aradu.A06 13277 p3 (ATA)14 42 81022039 81022080 TGATGAGCTCGGGAATAACC GGCTTAATTTTATAGGGACCCA 235

Ad06A13280 Aradu.A06 13280 p3 (AAT)7 21 81031116 81031136 TACAAACCAATCATGCCCCT TCAAGGCAAGACATTGTTCG 225

Ad06A13282 Aradu.A06 13282 p2 (AT)11 22 81036429 81036450 ACCACCCCCACACAAAAATA GGCTTGGCTCGGGTAATATC 243

Ad06A13284 Aradu.A06 13284 c (A)11ctggatggtatccagtgtttaatctaaccattcattga(TC)967 81038784 81038850 CCTATCCAAACTAGGGAATGGA TTGGATGGAAATGGATCCTC 200

Ad06A13286 Aradu.A06 13286 p4 (CATA)7 28 81040729 81040756 CACCACGACCAAAAGCAAAT TCGCTTTCAAATTCTGAGCA 205

Ad06A13291 Aradu.A06 13291 c (CT)8caccttcattaacaaggttttattttcttctttccttcttccttttctatcattcttcttattttatatgtta(TTTTC)5114 81101513 81101626 TTCCTTCTCCCTTCTTCCTTC AATTTGCAACAATCCACAAGC 249

Ad06A13292 Aradu.A06 13292 p2 (AT)6 12 81104591 81104602 GCTTGAATTTCCATGTTCCC GGTTTATCAACCTCCCCACA 278

Ad06A13297 Aradu.A06 13297 p2 (TA)7 14 81132990 81133003 GCTTGCATTTTTGCTTTGGT TCCTCGGAGAGAAATCCTGA 167

Ad06A13301 Aradu.A06 13301 p3 (ATG)6 18 81143575 81143592 TACCTGCGCTCGAATAAACC TTGGAATTTCGTCTCCTCCTT 258

Ad06A13302 Aradu.A06 13302 p3 (GAA)7 21 81143751 81143771 GGTGACGACGGTAACGAACT GGCCTAAACATTGAGGACCA 205
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Ad06A13303 Aradu.A06 13303 p6 (GAGCTG)5 30 81145440 81145469 GCTAGGATCCCAAACCATCA CCAGGAGACGAATTGGAAAA 277

Ad06A13304 Aradu.A06 13304 p3 (ATC)7 21 81149711 81149731 CTGAACCCGACTCCACAGAT GTAAAGAGGAGGGAAACCGC 241

Ad06A13305 Aradu.A06 13305 c (AG)8tctctttgtgtgttggtggttttgtttcagaaagagagtgtgatgtgaagaaagaagaggaacgaatt(GAA)11117 81150806 81150922 TTTCTCCAACCTTTTGGTGC ATGATGAATCATGGACGACG 225

Ad06A13310 Aradu.A06 13310 c (AAT)16aacaattaatt(AATA)683 81184425 81184507 GGCATCCCATTACCTCAAAG AAGATGAGTGGATTAGAAATGGG 238

Ad06A13312 Aradu.A06 13312 p2 (TA)9 18 81209531 81209548 TGATCCTCCGGTTCTCATTC CAAAATATTCAAGCCCCGAA 219

Ad06A13314 Aradu.A06 13314 p2 (AT)11 22 81226634 81226655 CTTTTTGGTCCGTGGGTATC CATACGTTGGCCGATTTTTC 277

Ad06A13315 Aradu.A06 13315 p2 (TA)6 12 81227830 81227841 AGGCCTCAACACCTTACCAA GGTCCATGCGTACGGTAAGA 201

Ad06A13323 Aradu.A06 13323 p3 (TTG)5 15 81251008 81251022 TTCCTGGATTTCAGCCAAAC TTACTCCCCACCCTCAACAC 268

Ad06A13324 Aradu.A06 13324 p2 (AT)6 12 81251254 81251265 GTGTTGAGGGTGGGGAGTAA CCAGCAACAGCAATAATCACA 218

Ad06A13329 Aradu.A06 13329 c (AT)6acacacacacaatatgatgcaaggagagcttaattattaataccttcaccaccaaagaagcaaagtatgggt(A)1296 81254980 81255075 CGTGGACGAAGATTGTGCTA CGAAGATAACTGCATCTAAATTTCT 180

Ad06A13330 Aradu.A06 13330 p3 (TTC)5 15 81255483 81255497 CCCCTTCTAAAATCCTAATCCC TTTTGGTTGATTGTTGCTGC 280

Ad06A13334 Aradu.A06 13334 p2 (GC)6 12 81271849 81271860 CCCATTCCCCCTTCAATACT ATGCGGTTCTAGTTGGGTTG 229

Ad06A13335 Aradu.A06 13335 p3 (TCT)6 18 81279120 81279137 CCGAAACCACTTCTCTCCCT TCTCCTTTTCCCATGATTCG 222

Ad06A13340 Aradu.A06 13340 p2 (AG)7 14 81381150 81381163 GGCCCAGGAAACACAGATTA CGTCAAATAATCAACAAGGGAA 216

Ad06A13341 Aradu.A06 13341 c (AT)6(AATA)5 32 81398378 81398409 CATGTGAGACCAGAAAAATCCA AGATCATGCCTTGCTACCCA 269

Ad06A13342 Aradu.A06 13342 p2 (AT)7 14 81398615 81398628 TGGGTAGCAAGGCATGATCT GGCTAAGGTAAGGGTGAGGG 133

Ad06A13343 Aradu.A06 13343 p2 (CT)6 12 81404562 81404573 ACAATGCCAACAATGCAAGA GCTGTTTTCGACCCAGTTTG 263

Ad06A13347 Aradu.A06 13347 p2 (TC)7 14 81416226 81416239 TTGCGGACCAAGAACATACA CCAAAGTGTGCAGGATGATG 242

Ad06A13348 Aradu.A06 13348 p6 (GAGTGG)7 42 81427066 81427107 AGGGCACTGTGGTGAGAGAG CCCACCAAAGCAAAGAAAGA 275

Ad06A13349 Aradu.A06 13349 p3 (CTT)7 21 81427359 81427379 TTTGCTTTGGTGGGAAGAAC TGGTGACAACGGTAACGAAA 199

Ad06A13350 Aradu.A06 13350 p3 (CCT)6 18 81427487 81427504 TTTGCTTTGGTGGGAAGAAC TGGAGGATAAGGATGAAAAGGA 269

Ad06A13351 Aradu.A06 13351 p3 (TTC)5 15 81428917 81428931 TGCATTTGGTCTCGTTGTTC CCCCCTTTCTCTAAGCCATC 250

Ad06A13352 Aradu.A06 13352 p2 (AT)8 16 81433064 81433079 AAATTAAAAGCGCAACGCTC CTGCAGCGAAGTGGATTTTT 236

Ad06A13353 Aradu.A06 13353 p4 (AAAT)5 20 81445168 81445187 TCCATCAATCCTTGTGGGAT AATGCAAAATAAGCCGAAAA 256

Ad06A13354 Aradu.A06 13354 p2 (AC)10 20 81449856 81449875 ACGAGTCGACATCTGGTTCC GAGCCTGAGGGACGTACTGA 223

Ad06A13356 Aradu.A06 13356 p2 (AG)7 14 81474837 81474850 AGCGATTTCTGGACCCTTTT AAGGGACATTGAACCTGGAA 248

Ad06A13357 Aradu.A06 13357 p2 (CT)6 12 81486015 81486026 TGCAGGGATGACTTTTCCTT TTTTTGGGGAAGAGGTGTTG 124

Ad06A13368 Aradu.A06 13368 p3 (TAA)5 15 81599733 81599747 CGTTCCTCCTCACATCCTTT TCCGTCAAGTGATTTTGCAG 260

Ad06A13369 Aradu.A06 13369 p3 (TTC)6 18 81616858 81616875 CCCCTCTTCTATTCCTTGGC CTAGAGGATTCTCCGGCCTT 183

Ad06A13374 Aradu.A06 13374 p2 (TA)6 12 81668618 81668629 GCTTAAGTGTGGGGGAGGAT CAGGACAAAATTGAATTAGGCA 269

Ad06A13375 Aradu.A06 13375 p3 (TAC)5 15 81673296 81673310 CATGTCTGATGATGATGAGAAAAAT GGAACATCCACTTCCGAAAA 182

Ad06A13376 Aradu.A06 13376 p3 (TAT)5 15 81708886 81708900 AAGTTGCACCCACTCGTGAT GATTGAAATCAACAAGCCAAAA 240

Ad06A13377 Aradu.A06 13377 p3 (ATT)6 18 81714629 81714646 AATTATTGGCTCCAATGGCA AACAGGAGAAGGAGATGGCA 132

Ad06A13378 Aradu.A06 13378 p2 (AT)6 12 81721331 81721342 TATCGCTTCGTGATTGTTGC CGCCTTCTTCCTCGTGTAAC 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A13381 Aradu.A06 13381 p2 (AC)8 16 81728748 81728763 TTCGGTAACATTGGCATTGA AGAAACTAAAACCGGACGCA 228

Ad06A13382 Aradu.A06 13382 p2 (TC)17 34 81728953 81728986 TGTATTTCCGCTTTTGGAGC TGGCAGCCTCAATACTACCAC 185

Ad06A13387 Aradu.A06 13387 p3 (TTA)7 21 81737078 81737098 AACAATCCACCATCCAAAAA TGTTTTCCCCTCACGTTTTC 273

Ad06A13388 Aradu.A06 13388 p3 (CAA)16 48 81737219 81737266 AACAATCCACCATCCAAAAA TGTTTTCCCCTCACGTTTTC 273

Ad06A13389 Aradu.A06 13389 p3 (AAT)19 57 81743328 81743384 TGTTTGTTTGTTTTGCTCCA AAGGTGAACAATGATGCTTTGA 268

Ad06A13396 Aradu.A06 13396 p4 (TAAA)6 24 81765518 81765541 TCATTGATAATGGCATGTGTGA GCATGATGATTCTGCACGTT 271

Ad06A13397 Aradu.A06 13397 p3 (TGA)7 21 81768609 81768629 ACTCATCATCACCACCACCA TTGTGTGCATCGAAAATGCT 169

Ad06A13399 Aradu.A06 13399 p3 (TTC)5 15 81772338 81772352 CTTTACCTCATTTTCGGCCA AGTGTGATTGCTGCCTTGTG 270

Ad06A13401 Aradu.A06 13401 p3 (AAG)6 18 81778963 81778980 TCCAGATACTCCTCACACTTGC AACCAATTTTGTCGTCGCTG 219

Ad06A13402 Aradu.A06 13402 p5 (TTATC)5 25 81779672 81779696 GGTGGTGGTGTTGATCCTTC GCAGCCCAAGCCTATAGAGA 261

Ad06A13407 Aradu.A06 13407 p3 (TCT)6 18 81812355 81812372 TCTTCTTTCTCCGTGCTTCC GAGAAAGAGAAGGCAAGAAACG 201

Ad06A13408 Aradu.A06 13408 p3 (CTT)5 15 81812518 81812532 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 175

Ad06A13409 Aradu.A06 13409 c (TTC)10tgtaacgcacgtgttaggcccaa(CTT)22119 81813096 81813214 ACAGAAGGAGATCGAAGGCA CAAGTTGGGCCTAACACGC 210

Ad06A13410 Aradu.A06 13410 p3 (TCT)6 18 81827431 81827448 CCCATCACCTCTTCACCACT TTAGAATGTTGGTCGCCCTC 279

Ad06A13411 Aradu.A06 13411 p2 (AT)11 22 81828322 81828343 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 154

Ad06A13412 Aradu.A06 13412 p2 (CT)6 12 81844415 81844426 TGAGCCCATCTTCACCTTTC AGCGATGGCGACTAAGTGAT 131

Ad06A13419 Aradu.A06 13419 p3 (TAT)12 36 81890721 81890756 TTGCCAAATTGGTATATCAAAAA GCCAACCTTTAGATTGAGCCT 273

Ad06A13421 Aradu.A06 13421 p3 (ATT)7 21 81901655 81901675 TTCAGATAATTGGGCCAACC GTTGGACGTTTTTATCGCGT 269

Ad06A13423 Aradu.A06 13423 p3 (TCC)11 33 81914597 81914629 CATGTTCCTTCTTCTTCGCA TCTTGATCCAACTGAACCCA 271

Ad06A13432 Aradu.A06 13432 p3 (ATC)5 15 81943792 81943806 CTGCAAGCCTCTAATTTGCC CCATCAAAACGAGGCCTAAA 242

Ad06A13434 Aradu.A06 13434 c (T)10gtatataaagttttacatagctcaagacc(A)1251 81963024 81963074 ACACAGGGTGTGTGTGTCGT AGCACCCTCAATTCAAAAACA 154

Ad06A13436 Aradu.A06 13436 p3 (GAA)5 15 81965903 81965917 AAAGTCGATCCAACCACCAG CGTCGTCTTCGTCCTCTTGT 259

Ad06A13437 Aradu.A06 13437 p3 (ATT)5 15 81968930 81968944 TCTTGATTTGGACCTGCCTT CCATTAGAAATGGGTACCAGGA 250

Ad06A13438 Aradu.A06 13438 p2 (AG)9 18 81970331 81970348 TCTCATTTCTTTTCGGGGTG CAACTATTCCCCCATAGCGA 237

Ad06A13440 Aradu.A06 13440 p3 (GAT)5 15 81978454 81978468 GCTTGCAAGTGTTTGTGTCG AATGATCGGTTTCGTTCTCG 264

Ad06A13445 Aradu.A06 13445 p3 (ATC)6 18 81995076 81995093 TCCATCAAATTTTCGATTTGC GGTGGAGATGACGGTGAGAT 183

Ad06A13446 Aradu.A06 13446 p3 (TTA)11 33 81995584 81995616 GGCCTCTCTTGTATTTGACTGC CAGCGTTTTCATTTTTCATGG 217

Ad06A13452 Aradu.A06 13452 p3 (CTT)5 15 82032435 82032449 CTCTTCGTTGCTTTCCAAGG CCAGTGGACAAGACAGAGCA 279

Ad06A13454 Aradu.A06 13454 c* (A)11(AG)6* 22 82048993 82049014 ACATGGCCAAAACACAAACA CTCCCATGACTCAGAGGTGG 257

Ad06A13461 Aradu.A06 13461 p2 (GA)6 12 82100022 82100033 GGGAAGAGTGATGGAGGTGA TACACGCCTAAATGGTGCAG 198

Ad06A13462 Aradu.A06 13462 p3 (TTG)5 15 82102716 82102730 AAATTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 247

Ad06A13467 Aradu.A06 13467 p2 (TA)9 18 82114475 82114492 TGCCATGTGAATCGCTAGAA TGTTGGATATTTTTGTCGCGT 238

Ad06A13469 Aradu.A06 13469 p2 (AT)8 16 82136538 82136553 GGAGAGGGAGAACGAGTGTG AAGCCAATAACAAGCGATGC 242

Ad06A13470 Aradu.A06 13470 p2 (TA)6 12 82141633 82141644 ACTCAAATCAATTGGGGTGC ATTCGTGAAGTCGCCATACC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A13473 Aradu.A06 13473 p2 (CT)25 50 82151767 82151816 TTGGAAATTGAGAAGAAGAAATCC TCAGGATGGATCGTCATTCA 185

Ad06A13478 Aradu.A06 13478 p3 (GTG)7 21 82169668 82169688 TTTTCACTTGGGGGTTTCAG CCAGAACCCAATCCAGAAGA 263

Ad06A13479 Aradu.A06 13479 p5 (TTATC)5 25 82180472 82180496 GGCTTGTTGGACTTGGTGAT TAGAGATAAGGGCGGTTCCC 240

Ad06A13480 Aradu.A06 13480 p3 (AAT)5 15 82197678 82197692 GCAGGAACAGAGAAAAAGGC AAACTTGGACGTTGGCTTTG 206

Ad06A13481 Aradu.A06 13481 p3 (CAT)5 15 82209112 82209126 GCTTTGGCAGAAGTAATCGG GGTCATCTTGTGGGTAGCGT 185

Ad06A13483 Aradu.A06 13483 p3 (TAT)5 15 82230271 82230285 GTTGAATTCGAACCCCAAAG TGCCATTAATACCTTGAGGATG 220

Ad06A13484 Aradu.A06 13484 c (A)10catatatgcaattattttgg(T)1040 82231807 82231846 TGTTCAAAAATTGAAGTGAGGG TGAGTGAATTGTTTTCATCTTTGA 246

Ad06A13485 Aradu.A06 13485 c (A)10tcattatagaaaagttaaccaagttatttgtc(A)1052 82300415 82300466 CGCATTATCACATTGACAAACA TGCGTTACAGAGAAGAAAGCA 235

Ad06A13488 Aradu.A06 13488 p3 (TTA)6 18 82307214 82307231 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 242

Ad06A13489 Aradu.A06 13489 p2 (TC)7 14 82319738 82319751 AGCCTTAAGTGTGGGGAGGT TTCGACCAAGCAGAACATACA 143

Ad06A13491 Aradu.A06 13491 p2 (GT)8 16 82320619 82320634 GGGGATAAAATCACCCCAAT CCTGGTATCAAGGGTGAGGA 234

Ad06A13494 Aradu.A06 13494 p3 (AAC)5 15 82332552 82332566 TGAGCCAGAACTTCCAATGA TCTTCTAATTGTCGTGCCACC 213

Ad06A13495 Aradu.A06 13495 c (AAG)5aacaacaataaagaaaacacgaacagaggagaacgacaaagcttattacgtt(GAA)788 82337196 82337283 CCAAATCGTTCTCATTCAACTG CTCTTCTTCTTTGCTCGCGT 280

Ad06A13500 Aradu.A06 13500 p2 (AC)6 12 82390396 82390407 GCCAAGCCCCCTTTTTATTA TGTAAAGCTCAACGTCACGG 196

Ad06A13501 Aradu.A06 13501 p2 (TA)8 16 82391201 82391216 GACTCTTGTTGGTGAGCACG CATTCAATCCTCAACCCACC 108

Ad06A13502 Aradu.A06 13502 p2 (TA)8 16 82393851 82393866 ATTGAGCTTTACTTGGGGCA GTTTGGGAGAGTTGGGAACA 250

Ad06A13506 Aradu.A06 13506 p3 (CTC)5 15 82416522 82416536 ACTTTGGCTGTGATTCCCTG AGGCAAAAGCTGCTCCAATA 269

Ad06A13507 Aradu.A06 13507 c (TTC)7ttttcttcttcttc(T)10ctttcttttctttcttttctattttttcg(T)1084 82424464 82424547 TCCCCAATTAGAGGTGTCCA GGCTCTTGAAAGAATGAGGG 247

Ad06A13510 Aradu.A06 13510 p3 (ATT)5 15 82439801 82439815 TCGTGAGGGAGGAAGAAGAA TGCGCTAACTAGCGTCTTGA 262

Ad06A13511 Aradu.A06 13511 p3 (TGG)5 15 82442796 82442810 GTCACCCATAGCAATGCAAA AAAGAGATTTCTTCGGCGGT 274

Ad06A13521 Aradu.A06 13521 p2 (AT)12 24 82482865 82482888 ATCTGTTGCGCCATATTTCA GTTGCGTCAATAAACAATTCAA 237

Ad06A13522 Aradu.A06 13522 c* (GT)9(T)11* 28 82487646 82487673 AACAAGTTCGAAGGTGCATGT ACCCGGGATTCTTTCAAATC 259

Ad06A13526 Aradu.A06 13526 p4 (TATT)5 20 82493329 82493348 TTGTGATCCAACTTGCCAAA GCCGAATAGCATGCATAACA 206

Ad06A13534 Aradu.A06 13534 p2 (AC)12 24 82512888 82512911 GTTTAAACTCCGCAGGCTGT GTAACACCCCGTTACCCTGA 252

Ad06A13535 Aradu.A06 13535 p3 (AAT)21 63 82517567 82517629 TGCGAACTTGCACTATCTGC GAAAGATCTCACCAGAAGTGGG 268

Ad06A13536 Aradu.A06 13536 p2 (GA)7 14 82519422 82519435 TTTTTGGGTACCGAATTCTATCA CCCCACTGTATTTCTCACCC 280

Ad06A13538 Aradu.A06 13538 p3 (AAT)5 15 82546780 82546794 CACGCTGCCAAACATAGAAA TGTGGAAAAAGATGCAGCAG 132

Ad06A13539 Aradu.A06 13539 p2 (TA)7 14 82547218 82547231 GACTGGACAAATCAGTTTAACAAAAA CCAATTGAAAAATGGGGATG 256

Ad06A13542 Aradu.A06 13542 p3 (ATT)20 60 82558301 82558360 TTTGCTAGAAGTATTGCGCTT ATCGTGATGGGAGGATGAAG 244

Ad06A13546 Aradu.A06 13546 p3 (AAT)16 48 82580027 82580074 ACACTGACATGAATAAACTTTTGAA TGCACCATGTAGTTTTTCTTTG 237

Ad06A13547 Aradu.A06 13547 p3 (CAA)5 15 82587019 82587033 CAATTTCTGTGTCCCCATGA AACATTGAAACGTGTTGGCA 172

Ad06A13548 Aradu.A06 13548 p4 (TTTA)5 20 82587596 82587615 AAGACGAAATTGGGGTCCTT TTTGGGAATGTATTATACCAGGAGA 275

Ad06A13549 Aradu.A06 13549 p3 (TGA)7 21 82592042 82592062 TGCAATCTTGTTGTTCTGCC TAACAGCAGTGGTGCAGGTT 210

Ad06A13553 Aradu.A06 13553 p3 (AAT)15 45 82621157 82621201 TGGACTAGCATTGGCTTTCC GCCAAACAGCATACAAGCAA 280
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Ad06A13556 Aradu.A06 13556 p2 (GA)8 16 82628258 82628273 TTTGGCATATGGATCATGGA CAAAGGTTTGTGTGCCCTCT 146

Ad06A13558 Aradu.A06 13558 c (A)11tcaagtatcaattaactatataaaaaatgaatgaatataccattgttaaatacccatactggcaatgcaccaacgtcctctgcaaactggt(A)11113 82644437 82644549 CATGAAGGCCGATACCTAACA GGCCTCCAGGTTCCTATTTT 276

Ad06A13559 Aradu.A06 13559 p2 (GA)15 30 82667676 82667705 GCACAAAAGCAAGACCATGA TTCATTCATTCCAAGGAGGG 175

Ad06A13560 Aradu.A06 13560 p4 (ATTA)5 20 82668374 82668393 AGAAGAGTTCCCACGCGTTA CCAAAATTTCCTATTTCACTTTCA 258

Ad06A13564 Aradu.A06 13564 p3 (GAG)7 21 82679339 82679359 AATCACAATGGGCTGAGAGG TGCCGAATTGTGAATTTTGA 190

Ad06A13572 Aradu.A06 13572 p2 (GA)9 18 82693871 82693888 ATTTTGGAAGTAGGTGGGGG AGTCCTTGACCCCTCAGGAT 199

Ad06A13574 Aradu.A06 13574 p3 (TCT)5 15 82727615 82727629 TCCCACATAGCCGAACCTAC CATGACTCGGAGGTGGAAGT 219

Ad06A13577 Aradu.A06 13577 p3 (TAA)16 48 82766769 82766816 AAGTTGGCCAAACCATACCTT CCAAAATTTATCTCGGCAGC 218

Ad06A13580 Aradu.A06 13580 p2 (AT)7 14 82773750 82773763 CCTTTCTCTCAGACTTTTAAATCCA AATGGACATCCAAGGGAGAA 262

Ad06A13583 Aradu.A06 13583 p2 (TC)11 22 82783010 82783031 AATTTCAACCACCACGATCC AACCCTTGTGTGCTTCAACC 140

Ad06A13590 Aradu.A06 13590 p2 (AT)6 12 82802569 82802580 ACCCTGCCCCTTAACAAAAC TACAGGTTGCCGATGATTGA 279

Ad06A13594 Aradu.A06 13594 c (GTT)5accatctcaagtgctgtttggt(TTA)655 82817055 82817109 GCCTCCAACCTTAAATGCAA CCACCATCTCCTCCATCATC 223

Ad06A13595 Aradu.A06 13595 p4 (TATT)5 20 82830705 82830724 CCAGAGTCCTCTTGGACTGA TTGTGTGCTTTTCTCTTTCATCA 280

Ad06A13597 Aradu.A06 13597 p3 (ATC)6 18 82837730 82837747 GCGCTGCTTCTTCTTCTCAT TCAGACAACATCATCAACATGG 154

Ad06A13598 Aradu.A06 13598 p3 (ATA)6 18 82840101 82840118 TGGGAGGATTTAGCGAAGTG GACAACGCCACTGCATCTTA 240

Ad06A13599 Aradu.A06 13599 p3 (TTC)5 15 82841748 82841762 AGCGCCTCAACATCTCTGAT TTGCGACACAATTAACTCAGAA 274

Ad06A13600 Aradu.A06 13600 p3 (CTT)5 15 82842060 82842074 TTGGACTTATTGCCCTGGAC AACAATGGGTAAAGAATCTGCAA 189

Ad06A13601 Aradu.A06 13601 p3 (AGG)5 15 82842482 82842496 AAACACGCGAAGAAGGAGAA AAGCGTGATTACACGCACAC 181

Ad06A13608 Aradu.A06 13608 p2 (AG)6 12 82860775 82860786 GATAGCAGGGCTGTGATGGT CAGTGCCACCTTTCCTCTCT 256

Ad06A13609 Aradu.A06 13609 c (AAC)9aaaaacaacaacaac(AAT)557 82861730 82861786 TTTTCATTGTCGTCGTTGCT CAACATTTAAAACTTTAGGATGCAA 192

Ad06A13615 Aradu.A06 13615 p2 (CT)7 14 82875786 82875799 TGTCACACGCAATGGGTTAT GGCTACCAGAGGTGGTTTGA 175

Ad06A13616 Aradu.A06 13616 p4 (AAAT)7 28 82880486 82880513 TCCTTGGTATTTTCCCTCCA GAGGAGAGAGAAGGTGGTTAGGA 186

Ad06A13618 Aradu.A06 13618 p2 (AT)9 18 82946109 82946126 GGCAATGAATTTTGGCATTT TTTTAATGAGGCACCAAGCC 178

Ad06A13620 Aradu.A06 13620 p3 (AGA)6 18 82991057 82991074 AGTGGTCTTGATGGGCTTTG ACCTCCCCTTCTCCTCCATA 239

Ad06A13622 Aradu.A06 13622 p3 (GAT)6 18 83007402 83007419 GAGCAATTCCGAGTTTTTGC GACGAGTCTGAAGAGGCACC 259

Ad06A13626 Aradu.A06 13626 p3 (AAT)5 15 83054607 83054621 TAAGGGTCGATCCCACTGAG GCCATGGAAAGGAACAAGAA 250

Ad06A13630 Aradu.A06 13630 p2 (AC)6 12 83080485 83080496 TTTTCAGATCTTGGGGTGGA TGCTTGAGGTAACTTTGACACA 252

Ad06A13631 Aradu.A06 13631 c (TA)14tgtatgtatgtatatgtatatgtatatgtatatatgta(TATG)690 83109795 83109884 GACTCAAACCAAACCCGAAA TGAAGGACAATGATGAGCGA 245

Ad06A13633 Aradu.A06 13633 p2 (GA)7 14 83148530 83148543 GCGCTGAGAAGATATGGGAG TTCTCCTTTCCTCACCCTCA 226

Ad06A13634 Aradu.A06 13634 p2 (TA)6 12 83149307 83149318 CGTCTGTATTTCCGTGGGAT GACCTCGAAGCAAAGACTGG 276

Ad06A13635 Aradu.A06 13635 c (CTT)5tgcca(CTT)5tgacatggcaaaaggggacgcagcagcaaggtgctaccatagtggaggggacgcaaaaaggacgcaacggcatatt(GAA)6129 83150109 83150237 CGACGTTTCCGATCTTCTTC GTTTTTCGTGTTCGCCACTT 273

Ad06A13636 Aradu.A06 13636 p3 (GAA)5 15 83150437 83150451 TACGCAGCGGTGTATTGAAG CAGTGAACGAAAAACGCTGA 129

Ad06A13638 Aradu.A06 13638 p2 (CT)7 14 83161155 83161168 AGCCCTTCACCCTTCTTCAT AAACGGCGATCAAAGAGAGA 181

Ad06A13639 Aradu.A06 13639 p2 (TG)8 16 83161575 83161590 TGGCGAACATAGTCTCTGTGA GGGCTCTTCTCTGCATTGAG 269
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Ad06A13640 Aradu.A06 13640 p2 (TC)13 26 83164007 83164032 TCAGGCAAGGGTTCCTACTG TGCCAGTCTCCTCTTCAACC 180

Ad06A13643 Aradu.A06 13643 p4 (ATTT)6 24 83168521 83168544 AAAAGGGCATTGCTATGTTTG TGGTAATTGGGTATGTACTCATGC 150

Ad06A13644 Aradu.A06 13644 p2 (TA)7 14 83175229 83175242 CCAAGGGGTACACATCCTTTT AAACATTTAAACGGTTCATGACAA 235

Ad06A13651 Aradu.A06 13651 p3 (TCT)7 21 83188185 83188205 TATTGACGTCGTTTCCGATG AAGCAAGGGTTTCAAGCTCA 261

Ad06A13652 Aradu.A06 13652 p2 (AG)14 28 83223073 83223100 GAACAACGGCGAAGAAAGAG TTTCTGCCGATAAATCCGAC 190

Ad06A13655 Aradu.A06 13655 p3 (TCC)5 15 83229939 83229953 GCACATGAAATCACGACGTT CGAAAAAGAAGGAACGCAAA 121

Ad06A13657 Aradu.A06 13657 c (TGA)5taaaa(AAG)638 83230889 83230926 TTTTGCAGCATTATGTGTTTCC CCTCCTCATCATCTTCTGCTG 193

Ad06A13659 Aradu.A06 13659 p3 (TTC)7 21 83231890 83231910 AGCAGCAGAAGATGAGGAGG TGCAAAATTACTTGAAAGATGATGA 239

Ad06A13660 Aradu.A06 13660 p3 (TGA)5 15 83232096 83232110 TTCATCATCTTTCAAGTAATTTTGC TTTTCTTCCTCTTCTTTATCTTCTGC 213

Ad06A13661 Aradu.A06 13661 p3 (AGG)8 24 83234613 83234636 ATGGAGGAGAGGGAGGAAAA TTATCGTCGTCACCAACACC 110

Ad06A13662 Aradu.A06 13662 p3 (TCT)5 15 83235039 83235053 CACAATTTCACTGCACCGTC CACCCAAAGGACACTTTATGC 273

Ad06A13663 Aradu.A06 13663 c (GAA)5ggagaagaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)12100 83235852 83235951 TGAAAAGGCAAAGAGAATAACGA TTTCCAAAGCGCTACACTCA 277

Ad06A13670 Aradu.A06 13670 p2 (AG)7 14 83268959 83268972 TGGCCCAAAAAGCATAGATT CATGAATGGCCCATAAACAA 258

Ad06A13675 Aradu.A06 13675 p2 (AG)9 18 83296781 83296798 TCCACTGGTCCAATTCTTCC GCCACCGGGTAACTCAACTA 149

Ad06A13677 Aradu.A06 13677 p2 (TA)6 12 83299551 83299562 ATCTCGCCGGTGATAATGAG TTGCCGGAAGATGGGTATAG 257

Ad06A13679 Aradu.A06 13679 p2 (AG)6 12 83303288 83303299 AACGAGAAGCCTGCAAAAGA TCATTTTGAAAACTCGCCTG 277

Ad06A13681 Aradu.A06 13681 c (A)10gaaaagcttgc(A)1031 83322611 83322641 GAATGAATGCTTGAACAGTGC TTGGCTTTTTCTGCTTGCTT 271

Ad06A13682 Aradu.A06 13682 p3 (AAG)24 72 83335342 83335413 TGAGCAACTCCACTTAACCG TGGGATCGACCCTTACTCAC 273

Ad06A13685 Aradu.A06 13685 p2 (TA)6 12 83346039 83346050 TCGGTAAATTAACATGGTGCAT TATGGATGTGTAGGCACCCC 267

Ad06A13686 Aradu.A06 13686 p3 (AAG)22 66 83346987 83347052 CAACTCCACTTCATCGAGCA ACCGAACCGAAAAATGTTCA 270

Ad06A13687 Aradu.A06 13687 p3 (AAG)6 18 83347524 83347541 TGAAGAATGCAAGCAAAGAAGA CAGACGTGCATCCCTAACCT 196

Ad06A13688 Aradu.A06 13688 p2 (TA)11 22 83348090 83348111 TCGGTAAATTAACATGGTGCAT GGATGTGTAGGTGCCCCAAT 274

Ad06A13691 Aradu.A06 13691 p3 (TGG)5 15 83363439 83363453 GTCGCTGGTCTGGAAAGAAG TGAATTCAAAGGCACCAACA 252

Ad06A13692 Aradu.A06 13692 c (A)10taaagaaacaaagtggcatatagccaaggaatgaagagagagagaataaggctctcttctttgaaaaag(A)1089 83368300 83368388 CAAAGAGAAAGCGGACTTGG AAAAACCCCTTCTCTCCCCT 216

Ad06A13693 Aradu.A06 13693 p3 (TAA)5 15 83370516 83370530 ACTGGGGCATGGTGAGATTA TCAATTGCTGTCTCAAAAGTCAA 243

Ad06A13695 Aradu.A06 13695 p3 (ATA)6 18 83372022 83372039 TTTTTCCTGTGTTTAATCAAGAACT TTTTATTTGTCATCATTTGTGTTGAA 195

Ad06A13696 Aradu.A06 13696 p3 (AAT)5 15 83372479 83372493 AAGGCGTCATATGGTTGGAC TTCGGCATGGACAATGATTA 181

Ad06A13698 Aradu.A06 13698 p3 (TTG)5 15 83378299 83378313 CTTGGATATTGGCAAAGGGA CCTTCTACGAAGCAACCACC 217

Ad06A13700 Aradu.A06 13700 p2 (AT)9 18 83382093 83382110 CCCTACTAAAACCCTTAACCAACA GGGACCTATATGAATGGAGGG 183

Ad06A13701 Aradu.A06 13701 c (AG)16gaggtgacaaannnnnnnnnnnnnnnng(CA)12gacac(AG)6at(AG)19141 83382918 83383058 GCCGCTACTGCTGAGAGATAA GCACACATGGAGGGAGAGTT 276

Ad06A13704 Aradu.A06 13704 p2 (TA)13 26 83398003 83398028 TTGTTCCATTGGTTTGGACA ATGCAATGGTTTGGTGAATG 144

Ad06A13706 Aradu.A06 13706 p3 (ATT)19 57 83404193 83404249 ATATCAACCGCTGCTATCCG TTGTTATTGGAGTTTCTTTTGGG 279

Ad06A13708 Aradu.A06 13708 p2 (GA)11 22 83409100 83409121 GCCGTAGAGGTAAACACTTGG TTAAAATTTTTCAATCATGACACTG 275

Ad06A13711 Aradu.A06 13711 p2 (TC)9 18 83410588 83410605 CTGTTTGTGCCTTCACCAGA CTAGGGGGAAGGAGAAGGTG 280
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Ad06A13712 Aradu.A06 13712 c* (A)10(AAT)5* 23 83413732 83413754 AAGAGCATGATCCGAGGAGA ATATGATGGGGTGGTCATGG 216

Ad06A13713 Aradu.A06 13713 p3 (CTT)6 18 83415402 83415419 CAACAGGCAACAGGTGAGTG GCCACCTTCCAAGATGAAGA 245

Ad06A13715 Aradu.A06 13715 p3 (TTC)5 15 83424764 83424778 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 151

Ad06A13716 Aradu.A06 13716 p3 (ATT)6 18 83441339 83441356 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad06A13718 Aradu.A06 13718 p3 (TGC)5 15 83446452 83446466 ATGAAAGGGCACTGTGGTGT TTCCCAGTGTCCCATAAGGA 107

Ad06A13720 Aradu.A06 13720 p3 (TGT)6 18 83448166 83448183 GGGGTGAGGGAGTGGTGT GTCTGGGGTCGAAATCAAAA 211

Ad06A13722 Aradu.A06 13722 c (A)10taaactatcaacccaaacacattaaaagaaccatagacgcattcaacattatgtataaattgaaaagatagaattttttattaaacag(A)10108 83450973 83451080 TTTGACTGTAAACACATCCAAAAT GAGCTGAAAATGCGTCTCAA 279

Ad06A13724 Aradu.A06 13724 p4 (TTAT)5 20 83455117 83455136 ACTCCCAGACAGTGGTGCTC CCTTGAAGCAAAAGAAACAGC 248

Ad06A13725 Aradu.A06 13725 p2 (CT)7 14 83460689 83460702 GAAAATTCCTCACCCTTTTTCA CAAAGGAAAAGAGAGGGTTCG 248

Ad06A13728 Aradu.A06 13728 p3 (AAT)5 15 83487602 83487616 TGCACTGGGTCATCCAAGTA CGGTATGTTGCAGAGATCCA 253

Ad06A13729 Aradu.A06 13729 p2 (TC)8 16 83493074 83493089 AAAAGGGACTCACGCTTCAA GGCTGGTGCTAGAGGAGATG 201

Ad06A13730 Aradu.A06 13730 p3 (TCT)5 15 83510193 83510207 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 272

Ad06A13733 Aradu.A06 13733 p2 (AG)6 12 83521021 83521032 AAAAACCTGGGATTGAGAGTCA GGAAGGCATCCATTGAGAGA 143

Ad06A13734 Aradu.A06 13734 p3 (AAG)6 18 83532801 83532818 TTCAAGCCAAATCAGAAGCA GCATCTTCTCCACGATCCTC 275

Ad06A13737 Aradu.A06 13737 p2 (AT)6 12 83535981 83535992 TTTCTCTTTTTCTCTCTTTATTCTTGC TTTCATGAATTATGACAACGTGTA 271

Ad06A13742 Aradu.A06 13742 c (A)10gaaaacaatc(A)1030 83541588 83541617 TTAGTATTTGGCCTGTCGGG CACTTTGATTTCGCCCATTT 165

Ad06A13749 Aradu.A06 13749 p2 (TA)6 12 83620002 83620013 CCTCACTAGCCATCTCCCCT TCGAATTACACTCAGGCAACA 274

Ad06A13750 Aradu.A06 13750 p2 (AG)9 18 83621086 83621103 CACCCCACTCACCCTCTTTA TAGTTACGCAATTGCCCCTC 221

Ad06A13751 Aradu.A06 13751 c (AT)7(GT)6 26 83621658 83621683 CAAATCAATCACTTTCGCGTT CCTCTCTAGCTGCCTGGTTG 230

Ad06A13752 Aradu.A06 13752 p2 (GT)6 12 83623535 83623546 TTCGAATTACTTTGGATTGCG AATTACACACGCGCACACAC 118

Ad06A13754 Aradu.A06 13754 p3 (ATA)5 15 83646964 83646978 TGAAAAGAATTTTGTTTCCTCCA ATTTGGTGACGTGCTTCCTT 154

Ad06A13755 Aradu.A06 13755 p2 (TA)10 20 83647188 83647207 CGATAACAAGGTTAGGGACTTACAA CCTATCTGTAAACACCCCTAGCA 279

Ad06A13757 Aradu.A06 13757 c (A)10tttaatt(A)10 27 83656079 83656105 TTCAGAGATCCAAATAAAAGAAAAA TGGACAAACTGCATAATTGAGG 259

Ad06A13758 Aradu.A06 13758 p2 (AG)6 12 83664350 83664361 CCACTTTGGGAGCTCAAGAC TTTCGCGTGACATTCTGTTC 240

Ad06A13760 Aradu.A06 13760 p2 (TC)21 42 83669379 83669420 TTAGAGGCTGCATAGTGGGG GCAAGATGAAGGAATCAACGA 260

Ad06A13761 Aradu.A06 13761 p2 (TA)6 12 83682185 83682196 CCATCTCCCCTCTTTGTTGA CTAGGGACGCCAAAAATGAA 256

Ad06A13764 Aradu.A06 13764 p2 (AG)6 12 83688012 83688023 GATAAATAGGGAAGGGGGCA TAGCGAGGGAGGTTGTGAGT 202

Ad06A13767 Aradu.A06 13767 c (CCT)5ct(TCC)5 32 83691359 83691390 TTTCGTTATCGTCGTCACCA TGGAGGAGAAGGAGAAAAAGG 119

Ad06A13768 Aradu.A06 13768 p3 (TCA)5 15 83691839 83691853 TCCCTCCTCCTCATCTTCTG TTTGCAGCATTATGTGTTTCTTC 188

Ad06A13769 Aradu.A06 13769 p3 (GAG)5 15 83692437 83692451 AACGCCGATGAAGATGAAAC CATAATGCGTGCGTGAAATC 134

Ad06A13771 Aradu.A06 13771 p2 (GA)6 12 83704212 83704223 TAGAGGGGAAAAAGGGGAGA GAAGAGGCGACACCCATAAA 255

Ad06A13773 Aradu.A06 13773 p2 (AT)8 16 83713059 83713074 ATAGCAAGCTCCCGACTGAA ATTGCTCTCGGAAGCGAATA 210

Ad06A13774 Aradu.A06 13774 p4 (TTAT)5 20 83721287 83721306 CCTAGCTACCCAAAATTCCCA GGAGAATCCATGTGCAGTGA 240

Ad06A13777 Aradu.A06 13777 p2 (AC)7 14 83755858 83755871 AATTTCCCTTTCCCATCTGC GCGCCCTCTCTTTTTCTCTT 100



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A13778 Aradu.A06 13778 p2 (AG)6 12 83763823 83763834 TCATTGTCCACGAAACGAAG TTCATGACCAATATTTCTTCTCTCC 202

Ad06A13779 Aradu.A06 13779 p2 (GA)6 12 83767015 83767026 CCTTCCCCAAGCTTAGACCT TGCTCCTGTGCCTTCTCTCT 278

Ad06A13780 Aradu.A06 13780 p2 (GA)6 12 83767210 83767221 ATGTCGTCGAGGGGAAAAC GCGGGGTTTCAAGTTACAAA 121

Ad06A13781 Aradu.A06 13781 p3 (ATG)5 15 83768642 83768656 GAATTTGGAAATGAGATTTGGG TGCCACGACACTTAATCCAG 166

Ad06A13783 Aradu.A06 13783 p3 (ATT)5 15 83792331 83792345 AAAGTTATTGGCTCCAACGG CAAGAGAAGGAGATGGCAGC 129

Ad06A13784 Aradu.A06 13784 p3 (AAC)9 27 83805056 83805082 CAACTTCCAATGATCCAATTTTT CCTTGAATGAACTCTATGCCTTC 280

Ad06A13785 Aradu.A06 13785 p3 (ATA)7 21 83811122 83811142 CTGCAAGAAGGGGAATCAAA AAGCTCCATGAAAGCCGTAA 255

Ad06A13787 Aradu.A06 13787 p2 (AT)6 12 83835072 83835083 GCCAGGTGTACAAATGATGG GGATCGTAGAATGTGGCGTT 182

Ad06A13795 Aradu.A06 13795 p2 (TC)7 14 83877768 83877781 GCAAAAACAAACAACCAATCAA AGGGGGAGATAGAAGCATCG 226

Ad06A13798 Aradu.A06 13798 p2 (AG)6 12 83900757 83900768 TTTTTGGGGAAGAGGTGTTG CACCTCAGGATCTGTGGACC 101

Ad06A13799 Aradu.A06 13799 p2 (CT)6 12 83922658 83922669 TGAACATTGAACCTGGAATGA TTCTGGGTTGTTTTTGACCC 227

Ad06A13804 Aradu.A06 13804 p2 (TA)7 14 83970037 83970050 TGCAAATGCAATAAACAAAAGAA CTTATGCGTGGATTGTCCCT 269

Ad06A13806 Aradu.A06 13806 p3 (AAG)6 18 83993115 83993132 CGTGCAAGAAAAAGAAGAACG TCTGCATACAAGTCATTAGGGC 241

Ad06A13810 Aradu.A06 13810 p3 (ATT)8 24 84053778 84053801 GGTGTGCCGATGTCCATTAT CACGACGATGTGAGGAGTTG 264

Ad06A13811 Aradu.A06 13811 p2 (TA)10 20 84062966 84062985 GCCTCTCCTAACACGTCAGC TAAAATAAGCAGCGCCTCGT 234

Ad06A13812 Aradu.A06 13812 p3 (AAT)5 15 84069618 84069632 CCATGTCATGCAGATTCGAC ATCTTGTGGCCAATACCCTG 241

Ad06A13813 Aradu.A06 13813 p6 (TTGTAA)5 30 84070416 84070445 CTGGCAGGTATTGAACGTGA TCCGATTGTCCTAACCAAGC 195

Ad06A13820 Aradu.A06 13820 p3 (TCT)6 18 84125773 84125790 AAACCCACACCTCTCTCCCT TTTTTCTTGGCCACAACCTC 271

Ad06A13825 Aradu.A06 13825 p6 (AATCAA)8 48 84149459 84149506 TGAAAATGGTGTTGCTGCAT TGCTGTCCATCATTCTGTATCC 280

Ad06A13827 Aradu.A06 13827 p2 (AT)7 14 84153503 84153516 TCCTTTAATTCTTCTCAAAATCTCTC GGTTAACATACGTAAATTTTGATTTTG 169

Ad06A13828 Aradu.A06 13828 p3 (TTA)19 57 84153756 84153812 CACAAATTTTGCTTCAACTCCA AGTGCGGAGTAGCCTGTGTT 149

Ad06A13830 Aradu.A06 13830 p3 (ATT)16 48 84157479 84157526 TGAAGAGTATTCGTTCAAGGCA CCAATCACACCACCAACTACA 183

Ad06A13831 Aradu.A06 13831 p2 (AT)6 12 84162262 84162273 CAACAATGGCAACTCAACAAA TTTTGATTTTGGATCCTTGCTT 194

Ad06A13833 Aradu.A06 13833 p2 (TG)7 14 84182117 84182130 AACGATGATGGCTACAAGGC GTGTCGTTCACTCCCAAAGC 265

Ad06A13836 Aradu.A06 13836 p3 (TCC)5 15 84189567 84189581 TCTGCATGTTTCTCGTCGTC GAAGCGCGTGTAGTGTTTGA 254

Ad06A13837 Aradu.A06 13837 c (AT)8tttcttttttattttctctttcttc(T)1051 84217303 84217353 TTCACTTTGGGGCATTTTGT AAAACTCGGGACATTGGTTG 263

Ad06A13838 Aradu.A06 13838 p3 (GAA)5 15 84239774 84239788 CTCGAAGGTGGAAGCTTTTG CTCTCTTCTCCCCCTTGACC 222

Ad06A13840 Aradu.A06 13840 p2 (AT)6 12 84252243 84252254 GTTCATCAACCTCCCCACAC CATCAGTGAGGGTTCAATGC 204

Ad06A13841 Aradu.A06 13841 p2 (AT)6 12 84252572 84252583 AATGGGGCTAAGGTAAGGGT GGGGACAAAATTACCCCAAT 239

Ad06A13842 Aradu.A06 13842 p3 (GTA)5 15 84257650 84257664 CAGGTGCATACCAAGGGACT AAGGAATCCAAACCAAGGCT 211

Ad06A13849 Aradu.A06 13849 p3 (AAT)5 15 84298551 84298565 TACTCACTCCCCACCGACTC TTACCGACAAGCGTTACGAA 125

Ad06A13852 Aradu.A06 13852 p4 (GTGA)5 20 84301050 84301069 GAGAGGAAGGGCATGGTAGA GGCCTTCCCATCTTTCTTTC 242

Ad06A13853 Aradu.A06 13853 p3 (TCA)6 18 84302124 84302141 TTCAGAACCTGCTGCTGCTA TGATCTCCTCACCATGACCA 206

Ad06A13855 Aradu.A06 13855 p2 (TA)6 12 84302570 84302581 AAGAAGCTGCAAGAGGAGGA TCAATGCAAACAATTAAACCAAA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A13856 Aradu.A06 13856 p3 (AAT)6 18 84303144 84303161 GAAGAGCACTGTGTTTATTACGGA TCATGGGATGCTATGATTTTTG 267

Ad06A13861 Aradu.A06 13861 p3 (GTG)5 15 84308186 84308200 GCAATGCGATTGATAGCGTA CCATTGAGGTTCAGCTCTCC 211

Ad06A13862 Aradu.A06 13862 p2 (AT)10 20 84311754 84311773 GCCATGCAATGCAATTCTAA CAAATCCAGTGAGGGTTCAA 269

Ad06A13863 Aradu.A06 13863 p2 (AG)6 12 84318525 84318536 AAAGAACTTGGGATTGAGAGTCA CCCAAAATCCAAGTCCAGAA 196

Ad06A13867 Aradu.A06 13867 p3 (TCT)6 18 84370336 84370353 CTTGACCGAAACCCACACTT CTAGAGGTTTCTCCGGCCTT 170

Ad06A13872 Aradu.A06 13872 p4 (AAAT)6 24 84384659 84384682 CTTCCTCAATAGGCCCTTCC TTGGCTTGAAATTTTCCCAT 232

Ad06A13876 Aradu.A06 13876 p2 (GA)7 14 84393180 84393193 TGACCCAAAGTGGGCTAAAA TTTGCGTAGCAACTGACGAC 252

Ad06A13881 Aradu.A06 13881 p3 (AAT)5 15 84417723 84417737 CCATTAGTTAATTTGGTGAAAGATCC TGAAACAGAGGACGACGAAG 264

Ad06A13882 Aradu.A06 13882 p2 (AT)9 18 84420884 84420901 GACTGAATTCTATTCTTGAGTCCAA TTGTCTTTTCAAATTTTAGGTACTTTG 279

Ad06A13888 Aradu.A06 13888 c (T)10gaaatattcaagtttagtgagtggtacatgaaacatcttttcagcgttaaagaaatttt(A)1079 84458314 84458392 CAGGAAACACCACCACATTT GGTGGTTGAGTTCCTTTCATTT 270

Ad06A13889 Aradu.A06 13889 p2 (GA)6 12 84458725 84458736 GCATCCAACAACACCAAACTT GCGCGAATAGCATAAAATCC 279

Ad06A13890 Aradu.A06 13890 c (T)11agagcttgaggtgttcggttcctgtgataaaatagcagcatgatcaaaaaattagtaagaattcaataaaatcaaataactaagaaa(ACT)5113 84459273 84459385 TCCGCTCAACTCTCTGTCAA GTGTTTGGTGGGAGACAACC 260

Ad06A13893 Aradu.A06 13893 p2 (AT)6 12 84474626 84474637 TAGCTCTTGCCTTACGTGCC TCAATATAAAACACATACCCGAAA 257

Ad06A13897 Aradu.A06 13897 p2 (AT)6 12 84500226 84500237 ACCAAAAGCTCAAGGCGTTA GAGTCAGATTGCGTCAGGTG 277

Ad06A13900 Aradu.A06 13900 c (AT)6aatg(TAA)7 37 84527702 84527738 TCCCATCTGTAAACACCCCT GGTTAGGAACTTACAAAACCTTTCTT 274

Ad06A13902 Aradu.A06 13902 p3 (TTA)7 21 84533549 84533569 TCAGGGTCCCCTATCATGTC TTATGCACGTTCTGAAACCG 276

Ad06A13906 Aradu.A06 13906 p3 (TTC)9 27 84544755 84544781 TTTATGAGTTCTGGGTGGGG ACCAAAACCCACTACCACCA 172

Ad06A13907 Aradu.A06 13907 c (TGA)6ccatgatgataa(TGG)648 84544911 84544958 TGGTGGTGGTAGTGGGTTTT TTTGGCTACAAAATGGTCCC 263

Ad06A13909 Aradu.A06 13909 p2 (AT)6 12 84576920 84576931 TGAAGCAAGAAAAAGCAGCA AAGCACATGGGTAGGGACAG 246

Ad06A13912 Aradu.A06 13912 p3 (AGC)5 15 84608484 84608498 GTGGTGGTGGTGCTGTAATG AACCCCACCTTTGAGTTTCA 216

Ad06A13915 Aradu.A06 13915 p2 (TA)6 12 84618867 84618878 TGAAAAAGCAAGTTTTGTATGCC ATTCCGGCAAATATCGGAG 202

Ad06A13916 Aradu.A06 13916 c (AC)8atatttttatggaacattattagaaaaaaatataaaaataaactatttatatagatcttatcttaattgcttcggtaggtagattt(A)10112 84620655 84620766 GCCTTTCTTCATTCATTCATCC AAGGCTCCACCTCTGCTGTA 224

Ad06A13918 Aradu.A06 13918 p2 (CG)6 12 84651548 84651559 GAATTATGCCTATGCCACGC TGGTGTTTGGAAGTGTTGGA 235

Ad06A13922 Aradu.A06 13922 p3 (ATT)7 21 84691080 84691100 GGGCGTGAGGTAAGCTCTAA GCAACGCGGATTTTGTTATT 161

Ad06A13923 Aradu.A06 13923 p2 (TC)6 12 84692264 84692275 TTGAGGTTGACTTGGAGCAA AAGCAGAAGGGTGATGAACAA 268

Ad06A13931 Aradu.A06 13931 p2 (TA)6 12 84721201 84721212 TTGTAAACTTGTTGTGCATTGTTG GCCAATGCAATGAAATGAAA 110

Ad06A13932 Aradu.A06 13932 p3 (ATC)5 15 84721798 84721812 TTTTTATTTATGCACAGGCACG TCTTCCAAGGAATCTGGTGG 244

Ad06A13933 Aradu.A06 13933 p2 (TA)6 12 84722116 84722127 GCATGGGTAAAATGAAACACA CCTCAATGTTGGGGGTAAAA 129

Ad06A13936 Aradu.A06 13936 p2 (AT)10 20 84730384 84730403 TGAAACAGCACAAATATTCACACA GATCCATACATTATGCAAACTCAAA 227

Ad06A13937 Aradu.A06 13937 c (CA)16(CT)15 62 84739411 84739472 GCGTTGGTAAATCCGACAGT TTTTCCTACCAATCAAGCGG 214

Ad06A13939 Aradu.A06 13939 c (T)12gcagttagtaacactaacttaaacctagaaagagcattagttaatattcgtgcatccccacccatcccaaaaaaag(A)1098 84748263 84748360 CCCAAAAGAAATCGGTGTGT GTTGATGCAAACCAGCAAGA 228

Ad06A13940 Aradu.A06 13940 p2 (TC)7 14 84753286 84753299 AACTTTGCATGGAGGGACAG GACACCTCGCCACCATTATC 280

Ad06A13941 Aradu.A06 13941 p4 (AATT)5 20 84755048 84755067 AGCAAGAAGCCGAGAACAAC AATTCTATTTGCCCGCAATG 267

Ad06A13943 Aradu.A06 13943 p2 (AG)11 22 84759001 84759022 AGCCGTTTATGTGTTGGAGG ACTTCGTCAACAATGGCACC 221
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Ad06A13946 Aradu.A06 13946 p2 (AT)10 20 84762649 84762668 CACTCGTGTGCAACATCAAA TGCTGGCCAAAATTCAATAA 265

Ad06A13949 Aradu.A06 13949 p2 (CT)7 14 84776935 84776948 CCCGTCCAATGGAACAAATA AAAGAGTGGGATTTCCTCCC 261

Ad06A13950 Aradu.A06 13950 p3 (TTC)5 15 84784493 84784507 ATGCTCCAACCATCCCACTA CGCGAAGAAGAAAGAGGAGA 125

Ad06A13951 Aradu.A06 13951 c (ATA)5acgataacgatgatgataataatgatgatggaggaagaggaggaggaaaaggaaggaagagatcgaaaaaatttaaatgaaaaaagaaa(GAG)7atggaggtggtagtgatgacaatgataacgaaagaaaaaaatgagaaaaa(AGG)7196 84785254 84785449 TTGGTACATTCTGGATTTGAACT TCACTGATATTGCTACTTCTTCTTCT 280

Ad06A13952 Aradu.A06 13952 p3 (AGA)5 15 84786395 84786409 AGAAGAAGGAGGAGGAACGC AAAACAAATATGACAAGCAAAACA 230

Ad06A13954 Aradu.A06 13954 p2 (TA)6 12 84798575 84798586 TCAAGTCTGATTGAAGAACAAAATC TGCAATTTCAAATCATCATACCA 245

Ad06A13956 Aradu.A06 13956 p3 (ATT)13 39 84799643 84799681 TGAACTGAAATGACCCCTCC ATCCCCCACCCAAATTAGTC 187

Ad06A13957 Aradu.A06 13957 p3 (AAT)5 15 84810612 84810626 TTTTGCTTGCATTTCTTGTCA TTGAATTTCCTCCATTTGTGA 244

Ad06A13963 Aradu.A06 13963 p2 (TA)6 12 84842197 84842208 CTTTGGGTTTCCTTTGGGAT ACAAGGATAACCAACGCGAG 175

Ad06A13964 Aradu.A06 13964 p2 (TA)6 12 84850367 84850378 TTCTCGGGGCTATGTTTTTG ACAAGGATAACCAACGCGAG 263

Ad06A13967 Aradu.A06 13967 p3 (AAC)11 33 84856754 84856786 TGAACTCTATGCCAACGACAA TGACAAACGCACTAGCGAAC 275

Ad06A13970 Aradu.A06 13970 p2 (TA)6 12 84870358 84870369 AATGGCTGCTCTTCCCACTA CCCCATTTCATGTGATTCTTG 201

Ad06A13975 Aradu.A06 13975 p2 (TA)6 12 84876613 84876624 AGACGGATATCACGAGGGTT CTTTTACATAAATGACTCGTAACAAAA 279

Ad06A13977 Aradu.A06 13977 p2 (CT)9 18 84881562 84881579 CCATGCTTACAAACATCCCC GGGTGTGAGAATCAAAAGCG 246

Ad06A13978 Aradu.A06 13978 p3 (TCA)6 18 84881997 84882014 CTGTCCAACACTTCAGGGGT TCAAAATCTGAAGCCCCATC 103

Ad06A13979 Aradu.A06 13979 p3 (TAA)7 21 84882354 84882374 CCCTCAAAACTGGAACCTCA CTTCCAGGGAACAGTCTTGC 278

Ad06A13980 Aradu.A06 13980 c* (GA)7(A)14* 27 84883409 84883435 GCATTCAAATGGGGTCTGTT GCATACCTTTTTGAATCTCATAACT 262

Ad06A13985 Aradu.A06 13985 p3 (TAA)6 18 84897211 84897228 GGAGTGATGCGATGGAGAAT TATTGATGCGGTGTGCAGAT 207

Ad06A13987 Aradu.A06 13987 c (CT)20cccctct(TC)761 84910002 84910062 GAACCCCCTCCCCTTATTTT GCTAACACCAATGGCAGTGA 236

Ad06A13989 Aradu.A06 13989 p2 (TC)6 12 84923024 84923035 AACTCTTTCCTCCTTAATTTTTGAA GAGAGAGAAGATGAAGAAGTTTTCG 118

Ad06A13991 Aradu.A06 13991 p3 (TGG)7 21 84930950 84930970 TCGTTAACCGTGACATAGGAA GTCAAAACGGGGTTTGTCAG 148

Ad06A13999 Aradu.A06 13999 c (T)10attttattt(A)10 29 84955797 84955825 AAAAGGGAATTCGGAGAAAA TTTTACGGGCCAAATGCTTA 198

Ad06A14004 Aradu.A06 14004 p3 (GAA)5 15 84960854 84960868 TGATGAGGAGGAGGAACACC TGTTGGTGGTGCAATTCAGT 234

Ad06A14006 Aradu.A06 14006 p4 (TTAT)5 20 84962872 84962891 TTTCACGGTACCCATTTTGA ACATCGCACTGCCATTTCTT 264

Ad06A14007 Aradu.A06 14007 p2 (TC)6 12 84966822 84966833 TTGTTACTTCTCTTAGCTGTGCTC TTGTGATTTTTGTTGATCTGATAGAA 277

Ad06A14008 Aradu.A06 14008 c (AT)9gggaattttgggtagctaggcatgaatttagaattacataga(GT)672 84973393 84973464 GACAAAATATTGGGAATTTGGG GGGCTAAGGTAAGGGTGAGG 263

Ad06A14009 Aradu.A06 14009 p2 (TC)8 16 84977216 84977231 CGTCAACGGGCTACTTCTTC AAAACTAGGGCTTGCACGAA 278

Ad06A14012 Aradu.A06 14012 c (T)10gttaatacaattcaatttcttgttta(ATT)1890 84987249 84987338 CTCACTTGTTTCGCGTTGAA CCATGGTTTCTCGGATAGTCA 265

Ad06A14013 Aradu.A06 14013 p2 (AG)7 14 84998156 84998169 GTTCAGACCCTCCTCTTCCC TGTCGTGCTTTTGTCCTCAC 200

Ad06A14014 Aradu.A06 14014 c (T)10aaattagtgtaacttgttttgtttgttgagttgctaatttttttcttttcttttcaaatttttattttgagttttttg(A)1098 85000075 85000172 GATTCGGTTCCTCAGTTTGG AATGATTAAGATTAAACTAAAAAGCCA 269

Ad06A14015 Aradu.A06 14015 p2 (AT)6 12 85014370 85014381 ATTTGGGGAGATTTGGGAAC TCACTTTGGGGCTTTTTGTC 268

Ad06A14017 Aradu.A06 14017 p2 (TG)7 14 85034230 85034243 GTCGAGAGGCACCTCGTTAG AGCCTGTGAAGCTAAGGCTG 259

Ad06A14018 Aradu.A06 14018 p2 (TA)7 14 85034561 85034574 GAGCGTTGCGCTTTTAATTT TTGCATTGGGTAGTGCTTCA 166

Ad06A14020 Aradu.A06 14020 p2 (GA)7 14 85038936 85038949 TATAGGTGGTTGACGCTGGC AACAAGAAAAATTGGTGCCG 257
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Ad06A14021 Aradu.A06 14021 p2 (AT)8 16 85039424 85039439 ATCCGCCACTAATGTCCAAC GCGGAGCTACAGGAGCATAG 279

Ad06A14022 Aradu.A06 14022 p4 (AATA)5 20 85041666 85041685 CCATCTCCCTCCCCTTTTT GGATGTAACAGTCCGAATTTTTG 178

Ad06A14026 Aradu.A06 14026 p2 (AT)8 16 85044722 85044737 CCACCACAATTTTAGCCACC TACCCTCTATTTCCACCCCC 243

Ad06A14027 Aradu.A06 14027 p4 (AATA)5 20 85047048 85047067 AAATAAAACCCCTGAAACATGC TGGAAAGTGAAATGGCAGTG 275

Ad06A14029 Aradu.A06 14029 p2 (AT)6 12 85061328 85061339 TGGCTCTTGAAAGAATGATGG TTGTGACTCAGCTTTGCCAG 231

Ad06A14035 Aradu.A06 14035 c (T)27agtttttgaaattttattttattttattttaaatttttcggtcacctttaatc(A)1292 85114729 85114820 TTTATTGGTCCTATAGTTTTGCGA CCATGATGGAGAAAGGGAGT 234

Ad06A14036 Aradu.A06 14036 p2 (TA)8 16 85130537 85130552 TGCACCAACAACTAAAGCGT GCAGAGGATGGCTCACTTTT 277

Ad06A14037 Aradu.A06 14037 p3 (AAC)6 18 85140673 85140690 ATCCTGAGATTGAGAGGGCA TCCTTCTTGGTTGCTCAGGT 192

Ad06A14039 Aradu.A06 14039 p2 (AG)6 12 85146371 85146382 TTCTGACCCAGTTTTCAGCC CCAAATTGGCAACATCAAAT 268

Ad06A14040 Aradu.A06 14040 p4 (GAAA)5 20 85151924 85151943 ACCCAATTTTGCCCTAAACC GGCAAGTCCTCTTCCCTCTC 218

Ad06A14041 Aradu.A06 14041 p2 (AT)7 14 85158179 85158192 GCCTGTGACTCAACACCGTA TAGGAACCGGATGAAGAAGC 263

Ad06A14042 Aradu.A06 14042 p2 (TC)6 12 85160397 85160408 CGATAACGCTTACCAAGGGA CTGCGCAAAACTGTGTTGTT 234

Ad06A14044 Aradu.A06 14044 p2 (CA)7 14 85165994 85166007 CCAAAAATGGAAAGGTGCAT CAGTGCACAAGAGGCAAGAA 127

Ad06A14046 Aradu.A06 14046 p4 (ACTA)5 20 85173173 85173192 AGGCAATAAGGGGAAGCAAT TCCAACACTTCCAAACACCA 171

Ad06A14049 Aradu.A06 14049 p3 (AGA)8 24 85259990 85260013 GCTTTTGTCTTCCCTTTCCC TACCCTCTCCCCTTTCCCTA 277

Ad06A14050 Aradu.A06 14050 c (AG)6atgaaagagagacgagagagagaagaagaga(AG)655 85298100 85298154 TTATTGACAGTGACGGCAGC CCGCTAAATCCGACGATAAA 214

Ad06A14051 Aradu.A06 14051 c (T)10caaaaatgttctgttgaagaagaacaatggcatgctattattggataaaataaatcgatcagttcattaggaatcacggagtcagcaataagcaag(T)13119 85301651 85301769 CCACACACCATACAGCTTTTC TTGATCGAATGAGTGCAAGAA 233

Ad06A14053 Aradu.A06 14053 p3 (GAC)5 15 85309190 85309204 CGGAGAAAATGGAATGGCTA TCCCAATTATCGTCGTTGTT 190

Ad06A14055 Aradu.A06 14055 c (A)10ttaatacatagattaattttcaacgtttttttctgtcaaacataacaattcttcatctaaaaaaataaactaaa(ATT)17135 85322956 85323090 TGTGCTGCGTAGTTCAAGATTT GCAACTTCAGGGATTACATGAG 280

Ad06A14057 Aradu.A06 14057 p2 (TA)7 14 85332469 85332482 TCCGAAGTAAGATGGCTGATG GGGGGAGCGGTGTTATATTT 265

Ad06A14059 Aradu.A06 14059 p2 (GT)7 14 85346820 85346833 GGAAAATTGAATCAAAGCATGA TGAAGGGGATTGACAACACA 176

Ad06A14062 Aradu.A06 14062 p3 (TAC)5 15 85355378 85355392 AACCGAACACTCTCTTCTCTTTTT AAAAGATGATAGCTCCAACAAGC 275

Ad06A14064 Aradu.A06 14064 p2 (TA)7 14 85369029 85369042 TTCTTGCAGACAATTTGGTCA GCTAACTATTTAGGGGGCGG 251

Ad06A14065 Aradu.A06 14065 p2 (TG)6 12 85398636 85398647 TACGCACCCCAGAAGAATTT GGAGCGCTAGCATACTCTGG 181

Ad06A14066 Aradu.A06 14066 p2 (AT)6 12 85400508 85400519 TCGCGAAAACGTATCACTCA GTACCCTAGCCGGCCTAAAC 172

Ad06A14067 Aradu.A06 14067 p3 (ATC)5 15 85401111 85401125 CCAGGGGGCTCAAATTATCT TGAATTGTTTGGGTTTGCCT 251

Ad06A14068 Aradu.A06 14068 p2 (AT)9 18 85405825 85405842 AACTATGAAGCCGAAAGCGA GTACCCTAGCCGGCCTAAAC 140

Ad06A14075 Aradu.A06 14075 c (AAT)17aag(TAAA)574 85449248 85449321 AAAAATGTCATTATGAAGAACTTGC TGACTCATGTAACTACTGGTTCAATA 234

Ad06A14083 Aradu.A06 14083 c (AT)9(AG)8aa(AG)648 85472333 85472380 TGATGTGTCTAGAGATGGCTGG CAAGTGTGGAACTCGCTTCA 114

Ad06A14084 Aradu.A06 14084 p3 (TTC)5 15 85472732 85472746 TGCAAAAAGCACAAAGAACG TGGGAAAAGTGTGTGTGAGAA 169

Ad06A14088 Aradu.A06 14088 p3 (ACG)5 15 85496486 85496500 AAGAACAACGGACGACCAAC CTAGGCAACGCTTGCTCTTT 122

Ad06A14095 Aradu.A06 14095 p2 (GA)22 44 85519983 85520026 GATGACAACGTGTAGCGGTG AAACAGATTCTCCGTCGCTG 280

Ad06A14098 Aradu.A06 14098 p3 (TAG)6 18 85531229 85531246 GAGGAACATCCACTTCCCAA GCCTGATGATGATGAGAGCA 186

Ad06A14099 Aradu.A06 14099 p2 (AG)6 12 85535351 85535362 GGTACAGAGTGTTGGGTGGC CCTTTGCCTTTCACTCCTTG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A14100 Aradu.A06 14100 c* (TTG)16(TGTA)9*(TG)898 85535635 85535732 GCTGACCCCACCTAGTAGGAC TGGTTAAGCTTTCTCTAGCCTGA 181

Ad06A14101 Aradu.A06 14101 p2 (TA)7 14 85547248 85547261 AGGCGGATCTTGAGTCTTGA AAAAATCGCAACTCAAAGCG 127

Ad06A14102 Aradu.A06 14102 p3 (CAA)5 15 85548511 85548525 ATCATTCCCACAGAACCGAG TCATTCTGAGGCTGATTCCC 132

Ad06A14103 Aradu.A06 14103 p2 (TA)7 14 85555340 85555353 AGGCGGATCTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 136

Ad06A14104 Aradu.A06 14104 p3 (TCT)5 15 85593087 85593101 CACCTCAAATCCTCTTCCCA CAAGACTCAGAGGTGGGAGC 270

Ad06A14108 Aradu.A06 14108 p3 (ATC)5 15 85600446 85600460 TTTTGTGTTGGTTCTCTTTTTCA TCAAGCTTCCATTTTCTTTGC 278

Ad06A14110 Aradu.A06 14110 p2 (TA)8 16 85615086 85615101 TGGTGCATACATAACCCTCG CGAACTCATTTGTCCGAAAAC 222

Ad06A14111 Aradu.A06 14111 p2 (TA)9 18 85616185 85616202 CACCCCAAATCCAAACAACT AAAACTTGGGTCCATTTCTTTTC 207

Ad06A14112 Aradu.A06 14112 p2 (CT)6 12 85616997 85617008 CGTCGTCGCCTCTTCTACTC TTGACACAGCGGTGCTTATC 135

Ad06A14115 Aradu.A06 14115 c (T)12aagaggccaaactcaaacttgctaagcttattagatcggcatagacgtatttaaaatgacc(AT)787 85620422 85620508 ATGAGAGGGGAAATCCGACT AGGAAAAAGGACAAATTAGGTACA 277

Ad06A14120 Aradu.A06 14120 c (GT)6(CT)7 26 85653923 85653948 CTTCGGAGACTAGAGGCACG GATGGTAAGAGACGCGAGGA 274

Ad06A14122 Aradu.A06 14122 p5 (AAATC)5 25 85657854 85657878 ATTGTGTGTTTTGGGGGAAA TCCGAGGACCTTCAACTCTT 280

Ad06A14124 Aradu.A06 14124 p2 (TC)6 12 85672308 85672319 TCCACAAATTGAGAGGCTCC CCATAGCCCCATACCAAAAA 198

Ad06A14125 Aradu.A06 14125 p2 (AG)6 12 85677165 85677176 AGTGCTGGAGAAGCAACGAT CTGAAAATCCTCTCCCCCTC 198

Ad06A14126 Aradu.A06 14126 p2 (TC)7 14 85682787 85682800 GGTGAAGAATCCGAAGATGC TGAACCAAGACTTTGAAATTGG 272

Ad06A14129 Aradu.A06 14129 p4 (AATA)7 28 85709179 85709206 CCTCCGGTTGATCTTGAGAG TTTTGGCAATGAGTAGAAATGC 266

Ad06A14132 Aradu.A06 14132 p3 (TCT)5 15 85711464 85711478 TTCGACCAATTTGTCTGTCG CGAACTCCACAAAACCGAAT 146

Ad06A14135 Aradu.A06 14135 c (AT)7aaaagccacgcttggcttctttcttactcttcc(TTA)1489 85718147 85718235 TTCCTTGTGATGTTCGGTGA AATACTTTGGGTTTAAAATTCATTAGA 267

Ad06A14137 Aradu.A06 14137 p3 (TCT)10 30 85725971 85726000 CACTTCCCAAAAACCCTTCA CGTCCTCGAGCAAGAGAAGA 276

Ad06A14139 Aradu.A06 14139 p3 (TAA)5 15 85731835 85731849 TTCCTTGTGATGTTCGGTGA GAGGTATTTCGAAAAAGATAAAAGAA 222

Ad06A14140 Aradu.A06 14140 p4 (TTCT)5 20 85733839 85733858 GGCCGATGTATCTCTGGAAA GGCAAGAAAATAATGCGAAGA 145

Ad06A14142 Aradu.A06 14142 p2 (GA)22 44 85737550 85737593 TGGTAGTGATGTGTCGCCAT TTACCGTTGGATTCGGCTAC 280

Ad06A14148 Aradu.A06 14148 p3 (TTC)6 18 85810774 85810791 AAATCTTTCCCACCCAAACC CCACCCTCAAGCAAGAGAAG 198

Ad06A14149 Aradu.A06 14149 p3 (CAA)8 24 85816245 85816268 CGTCCTTGCCTGAGCTAAAC GGTGCAGTGGTTTGAGACAA 170

Ad06A14150 Aradu.A06 14150 c (GA)9ggatggggttagtga(TGG)651 85816807 85816857 GAGTTGACGGACTCTAGCGG GACGCTGACACATCTACCCA 242

Ad06A14151 Aradu.A06 14151 p3 (TGT)6 18 85822198 85822215 TTGAGCTTCACAAAATCCCC TCCGTTGCAATTTTCTCTCA 233

Ad06A14163 Aradu.A06 14163 p3 (TAA)8 24 85884202 85884225 CATGGGTGGTATGTTTCCAA AATTTTTGGGATCGTGAATATG 201

Ad06A14165 Aradu.A06 14165 p3 (TAA)7 21 85884837 85884857 AAACATTACCATCCATCAGTCTTT TCATCATTAAGCTATGGACAAAAA 192

Ad06A14166 Aradu.A06 14166 p3 (TTA)11 33 85885178 85885210 ATTTAATGTTATTTTAATGTGAACACG CGAACCGGATAGGAGGACTT 219

Ad06A14167 Aradu.A06 14167 p3 (TAT)5 15 85887352 85887366 CTTGTTCACTCTGCCAAATCA AGTGGATAAATGCGGTGAAA 256

Ad06A14171 Aradu.A06 14171 p2 (AG)6 12 85914775 85914786 CCCTAACCCACTTACCCCTC AGCTGTGCGTCTTCTTCCTC 124

Ad06A14173 Aradu.A06 14173 p2 (TA)6 12 85920173 85920184 TACCCTAGCCGGCCTAAACT CGTAAATTAAAGTGCGCTTCG 123

Ad06A14177 Aradu.A06 14177 p3 (TTC)18 54 85929564 85929617 CACGCTCGTTTGTGTACAGG GCGAATAAAGGAGAGCAACG 175

Ad06A14178 Aradu.A06 14178 p2 (TA)9 18 85933630 85933647 CCCTCGCCTTTAACTTTTCA CTATCAAAAGCCACGCTTCC 273
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Ad06A14179 Aradu.A06 14179 p3 (ATT)8 24 85947645 85947668 CTTGGTGAGTGTGTGTTGTTTTT CGTACAAACTGTTTAAAAAGGGA 280

Ad06A14183 Aradu.A06 14183 p2 (TC)6 12 85961170 85961181 AACCGAGAGTCCAGAAAGCA GACCTTTCCGGCATAGAACA 209

Ad06A14185 Aradu.A06 14185 p3 (ATG)5 15 85982869 85982883 CGCCAGATCTCGACTTTTTC AGTCAGCGCAACAAAGGTCT 134

Ad06A14188 Aradu.A06 14188 p3 (TCT)5 15 86021340 86021354 CTCCCATATAGCCGAAACCA TTGCCTTCCCTTTTCCTTTT 197

Ad06A14189 Aradu.A06 14189 p3 (TTA)5 15 86048422 86048436 ACGCACTTGGTCTCGACTCT CCTTGAAGCAAAAGAAACAGC 207

Ad06A14194 Aradu.A06 14194 p3 (AAT)14 42 86123185 86123226 AAGGGTGAGCTTCAAAGCAA CCGAATATTGAATCTACTGTGGAG 270

Ad06A14195 Aradu.A06 14195 p2 (AG)7 14 86125297 86125310 TTCAATTACCCTAAACCATGTGA GGAAGTTGGTGGAGGAACTG 273

Ad06A14199 Aradu.A06 14199 p3 (CTC)8 24 86130147 86130170 AGGAGGCTAAAGCGAAGTCC TAACCCCACCATCCAAAGAA 225

Ad06A14201 Aradu.A06 14201 p2 (CT)6 12 86134928 86134939 TTTCCATTTCTGCAACTCCC AAGAGTGAGTGGTGCCGAGT 272

Ad06A14207 Aradu.A06 14207 p4 (TATG)5 20 86180471 86180490 AAGCCCAAAATTGTTGGAAA GCTTCTGCCTAGCTCATTTTG 179

Ad06A14209 Aradu.A06 14209 p2 (CA)6 12 86187122 86187133 AGCCAAGGACCTCCAAATTC GGCAAGAATGGATGGCTAAA 280

Ad06A14210 Aradu.A06 14210 p4 (TACA)5 20 86188812 86188831 ACGGCCCCAAAAAGTTTCTA GAATGTTCGAATGGTTGGCT 266

Ad06A14211 Aradu.A06 14211 p3 (TTG)5 15 86202935 86202949 CGGGACAATTTACGGCTTTA ATCATTCCCACAGAACCGAG 242

Ad06A14212 Aradu.A06 14212 p3 (AGA)5 15 86212841 86212855 CTCCCAAGACTCAGAGGTGG CAACTTCTCTTTCCCACCCA 247

Ad06A14213 Aradu.A06 14213 p2 (GC)6 12 86220477 86220488 TTTCAGTTGGGTTGGAAAGC AGACTCCTAAAACCGCTGGG 162

Ad06A14214 Aradu.A06 14214 p3 (CTA)6 18 86222536 86222553 TTGAGGATGATTTAGATGTGCAA GTAGCTGTCCACCGCCTAGT 242

Ad06A14223 Aradu.A06 14223 p3 (CCT)7 21 86257327 86257347 TTATCGTCGTCACCAACACC TGATGGAGGAGAAGGAGGAA 103

Ad06A14224 Aradu.A06 14224 c (CTT)5tt(TCA)18tc(T)1083 86257778 86257860 ATTTTTGGCATATGCGTGCT CAGCATTATGTGTTTCTTTTTCTTC 271

Ad06A14225 Aradu.A06 14225 p2 (TA)6 12 86259541 86259552 TGTGCAAGGTGTTATAGGAGTTG ATTGTGGCCAAATAACCGTC 230

Ad06A14227 Aradu.A06 14227 p2 (CT)9 18 86264307 86264324 ATTTTGCAACTGGGTTTTGC TTGCTTCGTTGTCACTGAGG 273

Ad06A14228 Aradu.A06 14228 p3 (TTA)16 48 86267302 86267349 CTTGTCCATATTTTAAACGTATCAGT TGATGTTCATGATCCGCATT 146

Ad06A14230 Aradu.A06 14230 c (T)11gcaaatcaatcaccattcattgcaagtcaatgttacattacaggttctattttcc(A)14(CA)896 86269586 86269681 TTTTTGAAGCACAGCACAAAAT TGTGCAACAAAACTCAATAAAAGAA 280

Ad06A14232 Aradu.A06 14232 c (AAC)5aagacgtt(GAA)744 86270694 86270737 AAAGACATTCGTAATTTCACTCCA GTTGCTGCCACTCCTACCTC 130

Ad06A14233 Aradu.A06 14233 p2 (AC)7 14 86271207 86271220 TTTCTGCAAACCAATCACCA GACCGGTTTACACACCATGA 212

Ad06A14235 Aradu.A06 14235 p3 (GAA)5 15 86272290 86272304 GCATAGCACACATTTTTGTTCA CTGTTGGGTCACCATCACTG 221

Ad06A14236 Aradu.A06 14236 c (T)10caaaaatcatatctttttcaaaattttatc(T)1050 86289493 86289542 TTGCAAACGTGTGCCTTATT GGAGAAAATAGAAACAAAAACTAACAA 268

Ad06A14237 Aradu.A06 14237 p2 (CT)6 12 86303888 86303899 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 124

Ad06A14239 Aradu.A06 14239 c (T)10aatttataaaaaaaatacctttaatttttataaaagtgatcttaatgaaatccttattaataggccttatggtgtttgag(A)11101 86320569 86320669 TGCTGACTTCACTGTGACCTTT CACCATAAGGCTAATTTCAGAGTTC 163

Ad06A14240 Aradu.A06 14240 p2 (TA)7 14 86324428 86324441 TTTATTGTTGCCATGTCCCA TTTCTTCATTATCGGGCCTC 201

Ad06A14244 Aradu.A06 14244 p3 (CAA)5 15 86335031 86335045 TCGATCAAGTTAGCCCATCA AGAGCCACTCAAGACGGAAA 163

Ad06A14248 Aradu.A06 14248 c (A)10caacataaaaaaacctcaaaaattggcgataaaaagaaaagaaag(A)1065 86350629 86350693 GATTTTGGAGTCAGCAAAGGA CCCTCTCAAGATGTCCCAAA 278

Ad06A14250 Aradu.A06 14250 p3 (CTT)5 15 86354866 86354880 TGGCAGTAGAAGCGAAGACA GTGTTTCTGCTTGTGCGATG 106

Ad06A14252 Aradu.A06 14252 p3 (CCA)6 18 86364502 86364519 GGATGTTAGCATGCCCTAGC TTCTTATCGTCCGACGGTTC 232

Ad06A14256 Aradu.A06 14256 p2 (CT)28 56 86372439 86372494 CTTCACCCAGACCAACTCAA CACCCACAAACCAAACATCA 279
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Ad06A14259 Aradu.A06 14259 p3 (CCA)5 15 86374974 86374988 TAATGGGTGGAAGCACATGA TTGGTTTGTGCCAACTTTGA 220

Ad06A14260 Aradu.A06 14260 p2 (AG)7 14 86375251 86375264 CCAGATCTGCAAGTGAGGGT TGGTGGACACAGATTTTTGG 261

Ad06A14261 Aradu.A06 14261 p2 (GA)6 12 86375387 86375398 GAGAAGCACCAAGGTGAAGG TGGTGGACACAGATTTTTGG 236

Ad06A14262 Aradu.A06 14262 p2 (TG)6 12 86379868 86379879 AGTTGGGTGATCATTGGGAT CCCAACACTTGAAGGAGGAA 217

Ad06A14263 Aradu.A06 14263 p2 (TA)6 12 86387225 86387236 ATGACTTGCGAGAATGGCTT GGGGTGAGCATTTCATCATT 175

Ad06A14267 Aradu.A06 14267 p2 (TC)6 12 86396640 86396651 TCATTAATCGCCTCTACCGC AAACCCTCACAATCACTAACCC 159

Ad06A14268 Aradu.A06 14268 p2 (TA)9 18 86417395 86417412 TGAAGTACCTCGCTAAGGCA CCTGGCTCGCAAAGTTAAAA 261

Ad06A14269 Aradu.A06 14269 p2 (TA)6 12 86417636 86417647 TTTTAACTTTGCGAGCCAGG ACGAAGCGCTACGACCTCTA 147

Ad06A14271 Aradu.A06 14271 c (CCA)8ataccaccaacaccaacac(CACCAA)5ccacaaccacaaccacaaccaccacaa(ACC)6118 86430542 86430659 AATCGAACCTGTCCCTGATG TTTCCTGCTTTCTTGGTGGT 268

Ad06A14272 Aradu.A06 14272 p3 (ATA)6 18 86431539 86431556 AAGACCCTAAACCCTTGTTGC TTTCCAACATTGGATTAAAATGAA 193

Ad06A14274 Aradu.A06 14274 p3 (ATT)11 33 86442120 86442152 TACCAACTCCTTCCCAGGTG TGTCCCCAACCTTATTTTGC 272

Ad06A14276 Aradu.A06 14276 p3 (ATG)14 42 86446700 86446741 GAAACAAGAAGAAGAAGAATGGTGA AACAAAAATCTGTGTCACGGT 192

Ad06A14278 Aradu.A06 14278 p3 (ATG)8 24 86447498 86447521 TTGTGGTCCTTTGAATATTTTTG CCTCATTCTCTTCCTCGTCCT 164

Ad06A14279 Aradu.A06 14279 p2 (TA)7 14 86450600 86450613 AAACAATCGTCTTATGATCACTGC AACTGAGGAGCTATGGCAGG 278

Ad06A14282 Aradu.A06 14282 p2 (GA)18 36 86460532 86460567 TAGAGGATTGCCCTTTCCAA CCACTTTGCCCATGTTTCTT 208

Ad06A14288 Aradu.A06 14288 p2 (AT)8 16 86488483 86488498 CGTCATTATCACAACAACCTCC ACTTGGGAATCGGCTAAGGT 251

Ad06A14289 Aradu.A06 14289 p2 (AT)6 12 86505427 86505438 TTACTGCCTCCTTCATCGCT CAGTTTCGACGGTTGTGAGA 170

Ad06A14295 Aradu.A06 14295 p2 (TA)10 20 86524939 86524958 CAGTAGCGCTGCCAATTGTA GTGAAAAGCCAAGGGAATGA 223

Ad06A14296 Aradu.A06 14296 p3 (AGA)5 15 86549696 86549710 CGCATCGAGTTTAATGGGAT TCATCCTCCTGTTCCAAGGT 257

Ad06A14297 Aradu.A06 14297 p4 (AATT)5 20 86560190 86560209 CCATGATGGAGAAAGGGAGA AATTGATCTTTTCAAATCTTTTTCA 254

Ad06A14304 Aradu.A06 14304 c (T)11(A)11 22 86622197 86622218 TTTTGCCACGTTACTCCTTCT CAAGGCAGACACAAAGAACAA 156

Ad06A14306 Aradu.A06 14306 p3 (CAA)7 21 86622500 86622520 AAAGTCAAGTCCTTGTTGGCA ACATGACAGAGCACAATGGC 178

Ad06A14307 Aradu.A06 14307 p4 (ATTT)5 20 86634855 86634874 TTTTTGCACTTTTAAACAAACG TGTCACTCCATAGATTTTGCTTTT 150

Ad06A14309 Aradu.A06 14309 p3 (TTA)5 15 86654061 86654075 TTGATATACGTGAATGGGTAACAAA CGTTTTTCCTCCAAAACGAA 265

Ad06A14310 Aradu.A06 14310 p3 (AAT)5 15 86654686 86654700 CGTTTCATTTTCCTCTCAAACA CCCAAAGTTGAGTCTTCGATTT 279

Ad06A14316 Aradu.A06 14316 c (T)10aactctttgaacgtccgtttactttcttctctttttttatta(T)10attattgttatcaccatcgtcac(T)1095 86661773 86661867 ACTCATGAACTCGCTCAACG TGAAAGAAATGGAGGAGGAGA 252

Ad06A14319 Aradu.A06 14319 p2 (CA)6 12 86670135 86670146 GCGTACGCACACCCTAAAAT TTGCCGGAAAGGTAAAACAG 271

Ad06A14321 Aradu.A06 14321 p5 (AAGAT)5 25 86682249 86682273 CGGTTCCCTTGAAGACAAGA CTTTGTTGCACTTGGTGGTG 254

Ad06A14322 Aradu.A06 14322 p3 (AAG)27 81 86699715 86699795 GATGCCACTTCCGATCAAAT TGTCTGATAAGTGCAGCCTTG 269

Ad06A14323 Aradu.A06 14323 p2 (GA)11 22 86700690 86700711 CAACCGCAAATTTGAAATCC ATGCTTGCTTGTTTGGCTCT 267

Ad06A14325 Aradu.A06 14325 p3 (AGA)5 15 86710897 86710911 CCCAGCGAAAACCAAAGTAG ACAACCACCCTCCTCTTCCT 210

Ad06A14326 Aradu.A06 14326 p2 (CT)6 12 86711974 86711985 AGGTGCAACGAAGGCTAAGA CAACAGATCAAAACCGCCTT 240

Ad06A14327 Aradu.A06 14327 c (AT)9(AG)10 38 86717854 86717891 CAAACATTGATTACGCGACG CATCACTGCACCCATTTGTC 171

Ad06A14328 Aradu.A06 14328 p2 (AG)6 12 86718666 86718677 ACCGGCAACCAGAAACATAG AACCCTTTCTCACAACCCCT 256
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Ad06A14330 Aradu.A06 14330 p2 (TA)9 18 86731755 86731772 ACCAGGTTTGGGCTCTTTTT AAACCTTGAACCGCTTCCTT 147

Ad06A14332 Aradu.A06 14332 p3 (TAA)5 15 86749930 86749944 TGGGAAGAAATCTTTTCCAGC GGCCTCTTTTGCAGTTGTTT 277

Ad06A14333 Aradu.A06 14333 p3 (AAT)6 18 86754011 86754028 AACCACCTCATTTTGATGGC GACCCACCATTTTGGCTCTA 277

Ad06A14334 Aradu.A06 14334 p2 (AT)6 12 86754284 86754295 TTTAGAGCCAAAATGGTGGG TGGGGAATATGAAGGGAAAA 223

Ad06A14335 Aradu.A06 14335 c (T)10atcttctctctctcc(A)1136 86755251 86755286 AATTGGAGATACTCTAACCCTCTCCT ATAGACGTTTGGGCATCTGG 100

Ad06A14338 Aradu.A06 14338 c (C)16(A)13 29 86759576 86759604 AACATACCTTCCATGAAGCTGTTA TCGTCCCTTTTACGTTTTCG 146

Ad06A14343 Aradu.A06 14343 p2 (AC)7 14 86772316 86772329 TGATCATTTACACGAATAGAATCAA TAACTCGTGGGGTAAGTGCC 263

Ad06A14345 Aradu.A06 14345 p3 (TTA)17 51 86784188 86784238 CTCAACGTGGAAACTGAGAATG AACAAACAAATCGGTGCCTC 257

Ad06A14347 Aradu.A06 14347 c (A)10tacctaatcttttaataatgatgtattacacatatatttaaataatataaaaaaaattagcctttaaatttagggtcagtgacggtg(TTA)13136 86784648 86784783 GGACCGTCCGATTTGAATAA CGGACCGTCTGTTCTGTTTT 276

Ad06A14358 Aradu.A06 14358 p3 (TTA)5 15 86813705 86813719 GACAACCGAAGAGGCTCAAA CATCAGTGCACACAACAGCA 242

Ad06A14359 Aradu.A06 14359 p3 (ATG)7 21 86813833 86813853 CAAGCTCGAAACCTGAATGG GGGAGCTTTCTATGGTGCAA 249

Ad06A14364 Aradu.A06 14364 p2 (GA)13 26 86825443 86825468 TATTCGCTGCTTCCCACTTT TTTAATTATGCGCTGCCACA 257

Ad06A14365 Aradu.A06 14365 p3 (AAG)5 15 86829823 86829837 AGCCACGGAGAGAAGAATGA CAGACGGAAAAGAAAATCCG 271

Ad06A14366 Aradu.A06 14366 p3 (CCA)9 27 86835642 86835668 TTTTTCGTCCCTACGGTTTG ATGGTGGGAATTGGAAACTG 181

Ad06A14368 Aradu.A06 14368 p4 (ATTC)6 24 86839270 86839293 GGCTGCATAGCATAACAACAA GGCAAGGTATGCTCCTTTCA 258

Ad06A14369 Aradu.A06 14369 p4 (AAAC)5 20 86841281 86841300 CATGCATGAGAATTCAGGGA GCGTTTGGCCCTTATTCTTT 173

Ad06A14371 Aradu.A06 14371 p3 (AAG)5 15 86841685 86841699 GGCCACCAAATAGAGCAAAA TGTGTGAGTGGGAATGATGG 214

Ad06A14374 Aradu.A06 14374 p2 (AT)9 18 86849156 86849173 TGTCATGTGATGGAAAAATAATAAA TGGTTTATCGTGTTAAGCCTTT 280

Ad06A14375 Aradu.A06 14375 p2 (AT)8 16 86849486 86849501 AGGCTTAACACGATAAACCAAA ACCGTATTAAGACTTTGAACATAATTT 176

Ad06A14380 Aradu.A06 14380 p2 (AG)6 12 86856180 86856191 TGGAGAAGGAGGTTTCATGG TCCAACAATCACACAGACCC 117

Ad06A14384 Aradu.A06 14384 c (A)11gagagttacatttttcctctgtcacatagatttggttcactttcagccctcgtcatcatcatttggcctttgttgtcatctcta(T)10105 86867693 86867797 CTTCGCTCCATCACCAAAAT TTCATTTTTCTCCTCGTCGC 240

Ad06A14385 Aradu.A06 14385 p2 (CT)6 12 86868084 86868095 GCGACGAGGAGAAAAATGAA GAAATGAAGAGGATGGCGAA 275

Ad06A14386 Aradu.A06 14386 p5 (GAGAG)5 25 86869905 86869929 CCCCATAACACCCAAATCAC GCCACAAATGGTTCTTCGAT 173

Ad06A14389 Aradu.A06 14389 p3 (AAT)5 15 86880080 86880094 TGAGCAGGAACAGGGAAAAA AATTATTGGCTCCAATGGCA 280

Ad06A14390 Aradu.A06 14390 p3 (TCT)6 18 86883055 86883072 CAATCCCTTCTTCTCCCACA TAAAATATTGCTCGCCCTCG 112

Ad06A14391 Aradu.A06 14391 p3 (TTC)7 21 86887059 86887079 CAACTTCTCTTTCCCACCCA CTCTGGCCTTATGTGCCATT 196

Ad06A14392 Aradu.A06 14392 p3 (TTA)7 21 86892831 86892851 TGGCTTTTTCTGCTTGCTTT TGAAGGCTTGAACAGTGCAT 227

Ad06A14393 Aradu.A06 14393 p3 (AGA)6 18 86894512 86894529 TCTAGGGGTTTCTCTGGCCT CCTTGGCCGAATACACATCT 172

Ad06A14395 Aradu.A06 14395 p4 (AAAT)6 24 86913918 86913941 TGGTGTGGTGGCAATACTTT TCAACTTTGCTAGAGTCCCCA 278

Ad06A14399 Aradu.A06 14399 c (T)11(A)10 21 86956170 86956190 CAATTGGCTCAAAGCTCACA TGCTTGTGAACACCTCTTGC 208

Ad06A14401 Aradu.A06 14401 p2 (AG)8 16 86990752 86990767 CAATTGGGCAACATCAATCA TAAAGTGGGGAAATGCATCC 240

Ad06A14403 Aradu.A06 14403 p2 (AG)7 14 87017646 87017659 TGAACGACACCACAACACAA AATTTCCCCGTTTTTCCTTG 154

Ad06A14406 Aradu.A06 14406 p3 (TGA)6 18 87032361 87032378 TGTTCAGGCTGATTACACCG CCCAGCAGTAGAAGTCGGAG 247

Ad06A14411 Aradu.A06 14411 p3 (ACC)5 15 87074087 87074101 AAGGTAGAAGCGACGCTGAA AAGGAGAGAAGGAAGCCTCG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A14412 Aradu.A06 14412 p2 (TC)6 12 87074288 87074299 AACGAGGACGAGGATGAGG TTGGTTCTTATGGTTTGGGC 265

Ad06A14414 Aradu.A06 14414 p2 (CT)23 46 87076862 87076907 TACCCCTCATATCCCCATCA ACTCTCTTTAGCTGCCACCG 201

Ad06A14415 Aradu.A06 14415 c (GA)6gtgtgtgagagaga(GAT)541 87077827 87077867 TGGTCATCGTTGAGAATGGA TTTCAATTATACCACTCATATCCCC 227

Ad06A14418 Aradu.A06 14418 p3 (CCA)5 15 87091521 87091535 CGTTGATGGTCAGAGTCGAA GGTGGAGATAAAGGTGCTCG 144

Ad06A14419 Aradu.A06 14419 c (T)10cctattttcattaattttatttttctcactctttttttagtagattttctttttcttgctccacatgttgattaagcttttttccattga(T)12112 87092633 87092744 TGTTGGAGTTCTTCTCGGCT AAATCTTTGCCAATCAAAACA 248

Ad06A14421 Aradu.A06 14421 p3 (TTC)6 18 87097806 87097823 TCGTCCCTGGTATAATTTTGG AGGAGGAAGGTTGAATGGCT 219

Ad06A14422 Aradu.A06 14422 p3 (ACC)5 15 87100335 87100349 CGGATTCACATCAATTCCCT AAAATAAAGAACCGTCAAAAATGAA 261

Ad06A14423 Aradu.A06 14423 p2 (TC)6 12 87100542 87100553 ACGAGGCTTCCTTCTCTCCT TTTGGTTCCTATGGTTTGGG 225

Ad06A14427 Aradu.A06 14427 c* (AGAA)5aagagaagaga(AG)16(GAT)16*110 87103997 87104106 AGGAGAAAATGGGGGTATGG CCATCAAGCTTTTTATTTGCATC 236

Ad06A14432 Aradu.A06 14432 c (TC)13ctttcagtcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(CT)15115 87141029 87141143 TGTCGGAATTTTTCGATGGT AGATGTTGCAGTGGTGGTCA 275

Ad06A14433 Aradu.A06 14433 p3 (CAA)6 18 87142915 87142932 GGGTGGCGAGACAATTCTAA GGAGAATACGGAGGGTGTCA 247

Ad06A14438 Aradu.A06 14438 p3 (TAA)12 36 87150525 87150560 GCGGGAATTAAAACTGATGC TGCGGCACAAAATGGTATTA 242

Ad06A14439 Aradu.A06 14439 p6 (TTAAAA)5 30 87151844 87151873 TGGTATTGTGCTTTTGGCTG CAAAACAGGGGTCGCTTTTA 208

Ad06A14440 Aradu.A06 14440 p3 (TTA)5 15 87153302 87153316 ACCATACCAAATTGCATGTATTC GCGCAGTAACAACAACAACAA 256

Ad06A14441 Aradu.A06 14441 c (A)11gaatgcaaatggtaaatttgaaattttcggtggaaaaacttaaggtgtgaactagct(A)1078 87169706 87169783 GTGCCATCAATGTCCCTTTT AATTTCGTCCACCACACCAT 242

Ad06A14442 Aradu.A06 14442 p3 (AGA)6 18 87172935 87172952 AATATTGTTCGCCATCGAGC AATCTTTTCCCACCCAAACC 205

Ad06A14444 Aradu.A06 14444 p2 (CT)17 34 87186298 87186331 CATTGAACCTGAGATGAAGAAGAA GTCACTTTCCCGTGACCTGT 272

Ad06A14445 Aradu.A06 14445 p2 (TA)9 18 87187694 87187711 TGGGGTAATTTTGTCCCCTT TGGGAAAACTGTGGAAACATC 130

Ad06A14446 Aradu.A06 14446 p3 (CTT)5 15 87190800 87190814 GCATGGGAGGTTGTGATTCT CGGTGGACAGTAAGGAGCAT 258

Ad06A14447 Aradu.A06 14447 p2 (CT)6 12 87192846 87192857 CATTGAACCTGAGATGAAGAAGAA AAAGCTGCAAAGTGGAGGAA 157

Ad06A14452 Aradu.A06 14452 p2 (CT)6 12 87250797 87250808 CCTAAATGGAGCAGGGATGA TAGGGTTCGGTCACTTGAGG 242

Ad06A14455 Aradu.A06 14455 p3 (GTG)7 21 87265056 87265076 TGAGGTTGAAAAATCCCTGG TTGTGCGTTGGTCTCTTCTG 219

Ad06A14457 Aradu.A06 14457 c (GA)21acaaaaatcaaacttcaatatatcaaccaaattccaatgtgcattgtgg(A)10101 87268035 87268135 TGTTCTCCCCATTTCCTCAC CGTTAACAACACCAACGTGC 260

Ad06A14458 Aradu.A06 14458 p2 (CT)6 12 87280409 87280420 TTTCACATTCAACATAATTACCAAA GCTGACAGGAGAGAAAGGAGAA 225

Ad06A14459 Aradu.A06 14459 p2 (AG)7 14 87285666 87285679 CTTTTCGGTCCAGATCCAAG GCAACATAAAGTAATCAACAAGGG 262

Ad06A14460 Aradu.A06 14460 p3 (AAG)7 21 87304383 87304403 CTCCGACCTTAGGTGCCATA CAAAATCTCTTTCCCACCCA 280

Ad06A14463 Aradu.A06 14463 p3 (AAT)12 36 87333866 87333901 CAACCCTTTTCCTTTCTTTGG TGTGAATTTGGCACGAGAAG 269

Ad06A14466 Aradu.A06 14466 p2 (CT)6 12 87355538 87355549 CTAATTACGCCGAGCTCCAG AACACATACCTTGGCGGAAG 199

Ad06A14469 Aradu.A06 14469 c (T)10ggatttattctgacttaacggactatttatattaaccaagtgatgtactattgggattgatgtttatttttcacttataatcgaatttttttcgccgc(T)11119 87422145 87422263 TTTTTGGTATGCAGACTTAACG AAACCGCTGTATTCTATCGGA 215

Ad06A14475 Aradu.A06 14475 p2 (TA)6 12 87446328 87446339 GCTGCCTTGTGACAATCTGA CTGGCACATGCCAAGAAGTA 190

Ad06A14479 Aradu.A06 14479 p3 (TTC)6 18 87468194 87468211 TTCCTCTTGGCCGAATACAC ACTCGGAGGTGGAAGGTTTT 209

Ad06A14481 Aradu.A06 14481 p3 (CAT)5 15 87516414 87516428 TCAGAGCACACAGCTCAACC TCTTGTTCCTGTTGTCGTCG 241

Ad06A14485 Aradu.A06 14485 p3 (GAT)5 15 87534882 87534896 TGTCGATAGCCACGAAAGTG ATGGGGTAGTGCACCATCAT 264

Ad06A14490 Aradu.A06 14490 p2 (AC)7 14 87546185 87546198 GGCAAAATTCTCCCAAGTCA GGGAGTGGTTGCAGAGATGT 238
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Ad06A14495 Aradu.A06 14495 p3 (CGA)5 15 87566013 87566027 GTGGTCTTGCTGATGGCATA TTCACACAATTAGTGGTCCATTC 226

Ad06A14497 Aradu.A06 14497 p2 (TA)8 16 87569909 87569924 GACATAACAGTCCTCCATCCAA TTTTTGTTAGAAGCAAATAAGGTGAA 269

Ad06A14498 Aradu.A06 14498 c (ATT)6gagtgac(TA)841 87570196 87570236 AACATGTTTTTAAAAGTAGGACATCTT TCCTCCGTCCAAAAGAAAAA 256

Ad06A14500 Aradu.A06 14500 p2 (CT)9 18 87571506 87571523 TTGACGTCACACACAACGAA ATTCAGGCAGAGGAGCAGAA 215

Ad06A14506 Aradu.A06 14506 c (AT)7(GT)8(GA)7 44 87606916 87606959 GGAAAGGTGTGGAATGTGGT TCATTCATAATTCCGCCCAT 133

Ad06A14507 Aradu.A06 14507 p3 (ATA)13 39 87607065 87607103 ATGGGCGGAATTATGAATGA CACGCCATTTACTCAATTAGTTTC 256

Ad06A14508 Aradu.A06 14508 p2 (CT)10 20 87614239 87614258 GAACCCTAACGCCCGTAGAT CGAGAGAGTTGGAAAGGCTG 129

Ad06A14510 Aradu.A06 14510 p3 (GAA)5 15 87621057 87621071 CGTTGTCCTGCTCAATTCAA CCCTATAATCACGGGGCTTT 218

Ad06A14513 Aradu.A06 14513 p3 (AGA)5 15 87630625 87630639 AAAGAACGAACCGCATCAAC CAACAATTCCTCGAATGCAA 257

Ad06A14514 Aradu.A06 14514 p3 (TTC)5 15 87636145 87636159 GTTAACACCACGCACCACAC GGCCCGATTAACCAATTTTT 253

Ad06A14515 Aradu.A06 14515 p3 (AAT)13 39 87637234 87637272 TGAATTTCTAGCGGAATTCTTTTC GCGTGTGAATTTTGTTCAAGTT 188

Ad06A14516 Aradu.A06 14516 p4 (TATT)6 24 87639016 87639039 CGTCCTACCCTCCATTAAACA TTAATCCCAACCCTGTCCAA 140

Ad06A14518 Aradu.A06 14518 p3 (GAA)6 18 87647541 87647558 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad06A14519 Aradu.A06 14519 p3 (ATA)7 21 87654300 87654320 TGCACACATGGCATCACTAA GGTCCCTATGTGATCTGGTGA 258

Ad06A14521 Aradu.A06 14521 c (TA)6cacataaatatataataattaatttaatttaacaattaatttttagtatacatagagtatttttgtcaaa(T)1193 87663930 87664022 TCAATCACATACATCTCCCCC TTCAATTGCGTTTCAAACATTC 255

Ad06A14523 Aradu.A06 14523 c (AGA)5aggataagaagaagggcgaacatggccacgaccatggccatga(CAG)573 87681657 87681729 TCAAGGATAAGATCCACGGC AGCAGTAATGGCGGAGAAGA 146

Ad06A14530 Aradu.A06 14530 p3 (TTA)12 36 87705692 87705727 TGGTTCATGACATTATGCGTC TTTCAACTCGAAAATCATACGC 200

Ad06A14531 Aradu.A06 14531 p2 (AT)8 16 87706487 87706502 GACGCTGTTATGTGTGTGGC TTGCGATTGCCAATAAAAGA 209

Ad06A14532 Aradu.A06 14532 p3 (ATA)13 39 87707765 87707803 GAGGACGGACAACACCCTTA TGTGCTTTTGCGATTTTGTT 263

Ad06A14533 Aradu.A06 14533 p2 (AC)9 18 87717441 87717458 TCTCTCTGTTTCACCTGCGA TTCCTGTAGAGCCTGAGGGA 243

Ad06A14534 Aradu.A06 14534 p2 (AT)6 12 87717830 87717841 AACAAGCTCCTGACTCAGCC CTAGGCGTCTGGAGTTCTGC 220

Ad06A14535 Aradu.A06 14535 p3 (ATA)6 18 87726164 87726181 TCTGAGAAGTCAAGAACCTTGC AAACGTAAACCAAACGCACC 273

Ad06A14536 Aradu.A06 14536 p3 (AGA)7 21 87728962 87728982 CTGTGACGACAATGTGGCTT TGAAACACGTCGTTTAGGCA 247

Ad06A14538 Aradu.A06 14538 p3 (GAA)5 15 87747049 87747063 TGCAATGAAGGAAAGTATGCAA ACGCTTACGCATCATTTGTG 219

Ad06A14540 Aradu.A06 14540 p2 (GT)7 14 87752127 87752140 CTTAATGTGCCGTCATGTGG TTCTGGAATCAAATTAACGGAAA 188

Ad06A14541 Aradu.A06 14541 p3 (TTA)9 27 87756455 87756481 TCCATTAAATGATGATAAATGCC CCCTTACAGTTAGGCATTCTTGT 196

Ad06A14544 Aradu.A06 14544 p2 (AT)6 12 87779322 87779333 CGAAATCTCGGGAAAGGAA TGCAAGGGAGGCAGATACTT 263

Ad06A14547 Aradu.A06 14547 p3 (TCC)7 21 87787272 87787292 CCGTTTCCTTCTCCTTCTCC ACCACACAAATGAACCGAAA 186

Ad06A14551 Aradu.A06 14551 c (AAG)5gacggtagcggtggctttgatcgtggttcaactactccggctatacctatgcttggttcatgaattcagtattcaaattgaaatatga(T)13116 87819865 87819980 TGGATCATCAAATGGTGGTG TGGGAAGAACAAGTTCGACA 254

Ad06A14552 Aradu.A06 14552 p2 (AT)8 16 87820278 87820293 CTTTTCTTTCTCTTTTCTCCATTG TTCTCGGATAAATAACGAGGAAC 227

Ad06A14554 Aradu.A06 14554 c (A)12gatccatggaagttatgattcccttgcaggttgccaataactttgttccctatcttaccttttgtcatcatcatctcttaggatttgaacctttcttcca(T)10122 87821371 87821492 GACGGAATCATCATCTTCGG CCAACATAAAGTGGCAGATCC 270

Ad06A14556 Aradu.A06 14556 p2 (TA)6 12 87824005 87824016 AACAAGAACCAGCCACCATC CGAGAAGCAACGTCATTCAA 275

Ad06A14560 Aradu.A06 14560 c (CAA)5attcagcattttcagccaatt(CAA)551 87828206 87828256 TCAGCAACAGCGACAAAAAC TGTCCAGAGAGCAGCAAGAA 161

Ad06A14562 Aradu.A06 14562 p3 (GAA)6 18 87828779 87828796 GGAATGGTGGATGGTGAAAG TCGTCCTGATCTCAAATCCC 240
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Ad06A14566 Aradu.A06 14566 p2 (TA)8 16 87843453 87843468 TTTTAACTCGAAATCATATCGCT TTGTGCGCATCTGGTTGTAT 277

Ad06A14567 Aradu.A06 14567 p2 (CT)14 28 87845752 87845779 AACATTCGTGGCAGGATAGC CAGAGACGAGAGGGGAGATG 167

Ad06A14568 Aradu.A06 14568 p2 (TG)13 26 87845942 87845967 CATCTCCCCTCTCGTCTCTG TTCCCAATTTCATACACAACTCC 183

Ad06A14569 Aradu.A06 14569 p3 (ATA)17 51 87853197 87853247 CTAGCGGGGGAGGTAAGAAC CGCATGCTTGTTTATGGATTT 266

Ad06A14572 Aradu.A06 14572 p2 (TG)6 12 87910220 87910231 AGCGTGCTACAGAAGAAGGTG TGCAGGCACAAGGAATACTG 262

Ad06A14575 Aradu.A06 14575 p3 (TAT)6 18 87915955 87915972 GTGGGAGCGTGAGGTTAAAA TCCTTTTGTACACTTGGCCC 221

Ad06A14579 Aradu.A06 14579 c* (TG)17(CG)8(GCGT)6*gtgtgc(GT)9c(TG)8112 87926666 87926777 ATCCCCTGATGCTTTATCCC AGTTCAGAAAACCAGCAGCAG 263

Ad06A14580 Aradu.A06 14580 c (T)10aaattaatccaatttttaaatgtattagtgatttgaaattgtacctttgaaatcagtacattatttttttaaaaatcaacctatttaaattaatact(A)10117 87930156 87930272 AATCGCTTGTATGCGAAAAT TCATGGAACCTAAATACACGTACA 279

Ad06A14581 Aradu.A06 14581 p2 (TC)6 12 87938573 87938584 GAAGTTACGGACCGCAAGAA TCTTCTTTCTCATTTGGCCG 121

Ad06A14583 Aradu.A06 14583 p2 (AT)11 22 87986173 87986194 TGTACTCGACTCGTCCCAAA TGAAGAGGATGGAGGAAAGAA 185

Ad06A14586 Aradu.A06 14586 p2 (TC)9 18 87994490 87994507 CAGATCTGGGTGGTGGCTAT CAGCGGTTGCATAGCAGTTA 253

Ad06A14587 Aradu.A06 14587 p2 (CT)19 38 88014002 88014039 GACTTGGGAGCTAGCATCAAT GACCCAATGAACTTGCTGGT 253

Ad06A14588 Aradu.A06 14588 c (AAG)11atagggaagtaattgagagtgagaatgagagaagagtagtaagaataaaggaagaagaaattaagaaagagagaagaagaagaataaagaagagagt(AAG)5145 88025996 88026140 AGCAAAGGAATCACCGAAAT CAGCCCTATTCTCCGTTCTC 280

Ad06A14592 Aradu.A06 14592 p2 (AT)6 12 88075120 88075131 CCACCTAGAACAGACCCCAA TGCCAAATGCTTTGAGGTAA 250

Ad06A14598 Aradu.A06 14598 p3 (CAA)7 21 88088087 88088107 CCACCTCCATCACATCACTG GTTTGGATTTCAGCCTGCTC 247

Ad06A14599 Aradu.A06 14599 p2 (CT)8 16 88093376 88093391 CAGGCTGCACTTTTTGATGA GGTTCGGTAGAAACACCCAA 220

Ad06A14600 Aradu.A06 14600 c (T)10atttttttaattttttttagtattttatttag(TTAT)666 88101662 88101727 AGAATCAAAATTAGAATGCAAAGAA TTTTCTTCTTCCTCTCTTGAAAGATT 221

Ad06A14602 Aradu.A06 14602 c (CG)6cacagcgcgcttacgcgtggatgcagcagggacaattcgcgcgcgcttacgcgtggatgaggttgtgacgatc(CG)697 88102327 88102423 GAGAAGAGAGAAAAGCAGGGTG TGCACTTCTGCAACTTCTGG 226

Ad06A14603 Aradu.A06 14603 c (GC)6acagcgtgctagcgcgtggatggccg(T)1351 88102529 88102579 GGATGAGGTTGTGACGATCC TGCATTTTTGTGAATTGTTTGA 278

Ad06A14604 Aradu.A06 14604 p2 (GC)6 12 88105583 88105594 CAAGGCTCCTAAAATCGCTG CGGTTCTAGTTGGGTTGGAA 166

Ad06A14605 Aradu.A06 14605 p2 (AT)7 14 88109078 88109091 TTGTAATGGGGCCAAGGTAA TCCCTCAATTTAAGCCAGAAAA 267

Ad06A14606 Aradu.A06 14606 p3 (AAT)6 18 88139232 88139249 GAAGTTGATCCAGAACCCGA TGAAGTCACCAAGCATTCTCC 160

Ad06A14610 Aradu.A06 14610 p2 (AC)7 14 88158835 88158848 TGCCATCCAAACTGAATCAA CGCTGCTCCAATCAACTAGA 217

Ad06A14614 Aradu.A06 14614 p3 (AGA)5 15 88169714 88169728 CATTCATGGCAGTTTCATGC TTTCTTTTTCTTCATGGCGG 121

Ad06A14618 Aradu.A06 14618 p3 (ATA)5 15 88175401 88175415 TTGATGCCGCCGTAATAAGT TGTTGGTCATGTTTATTCACACA 223

Ad06A14622 Aradu.A06 14622 p3 (AAC)6 18 88181246 88181263 TGTCAGCATTCTCCTGCAAA TGGCATCGTTTGATTCATGT 231

Ad06A14626 Aradu.A06 14626 p2 (TA)11 22 88191108 88191129 AAGATGTAGTCTTGTACATTTAGCTGC TTCTTTATTTTGGAGGAAAAATGG 240

Ad06A14631 Aradu.A06 14631 p3 (AAT)5 15 88197577 88197591 AGAACTTCCTGCTTGGCAAC CTCTGTGACGCAGAAAATGC 225

Ad06A14632 Aradu.A06 14632 p3 (TTC)5 15 88201290 88201304 GATGGCCAAGACCACTAACC TGATGACGACCATGGAGAAA 219

Ad06A14633 Aradu.A06 14633 c (A)12gaaaaaacaaacaacagaaaag(A)1044 88214482 88214525 TGTTACTGACCGCAAGTTGG CAAAATTATTCCGTGGTGCC 154

Ad06A14640 Aradu.A06 14640 p2 (TA)11 22 88255321 88255342 GTGAATCAAATTTTAAACCGATCT TCTGCCGTCATAGAGTTAGGA 154

Ad06A14644 Aradu.A06 14644 p2 (AT)6 12 88259161 88259172 TCACCTGTTCTACTCCCAACC CAGTGGATGATTAGTTCAATTGGT 205

Ad06A14645 Aradu.A06 14645 p3 (TGA)5 15 88264652 88264666 GCCTCATACTCGCAAGCTCT GTGGGATAAAACCTCCGTCC 255

Ad06A14646 Aradu.A06 14646 p3 (AAT)5 15 88266711 88266725 CACAGAGCTGAGGGAGGTTC TTTATGGGAGCATCCCCTTT 208
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Ad06A14647 Aradu.A06 14647 p2 (TA)8 16 88267616 88267631 TGTCGGTGCTGTTGAGAAAC TCTGTTTTACGCTACAGGATGAA 255

Ad06A14649 Aradu.A06 14649 p2 (GT)6 12 88269167 88269178 TTATGCTTGCCGACTCAACA CATTCTCATACGCACGCACT 247

Ad06A14660 Aradu.A06 14660 c (ATC)6ata(ATC)7 42 88315303 88315344 GCTAGATAAACAACGTTTGGCA CAAGTTGTTACGTTAATAGTGACCCA 127

Ad06A14661 Aradu.A06 14661 p3 (AAT)6 18 88321952 88321969 CCCCTAAGTTGTCTAGATTCAAGT ATGGCATGGGATGCTATTGT 255

Ad06A14662 Aradu.A06 14662 p2 (AC)6 12 88327599 88327610 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAATTTTGGGT 159

Ad06A14663 Aradu.A06 14663 p4 (TTTA)5 20 88327816 88327835 TTGGGGTAATTTTATCCCCTATTT GTGTGGGGAACTGTGGAAAC 253

Ad06A14665 Aradu.A06 14665 p3 (ATT)14 42 88338165 88338206 TAGCTAGCTCAACTCCCCCA AACGTTGAACCAAATAGGGGT 184

Ad06A14666 Aradu.A06 14666 p2 (TC)9 18 88340788 88340805 TTAATGACATTCGGCAACTCA GCATTGCGATGTTTGAAGAA 253

Ad06A14667 Aradu.A06 14667 c (CTT)5caaaatccatttcccctcttttctgagtttccgttacttctttattacttttttttaatttatttcttc(T)1094 88340974 88341067 GCAATGCAGGTTACTGCTCA TGAATCTCTCTCTCACCGGC 187

Ad06A14671 Aradu.A06 14671 c (T)15c(T)14 30 88344164 88344193 TGTGGTCAACGTGGTGTTTT CAATAGCATCACAATTCACACCT 269

Ad06A14672 Aradu.A06 14672 p3 (ATA)16 48 88344450 88344497 TGTACCATTGGTGAATATTGTGAA AAATTTCAATCATTTCGCCC 273

Ad06A14681 Aradu.A06 14681 p2 (AC)6 12 88359888 88359899 CGAGGTAAAATGCCAATGCT TGGTCGAACCTCTTGCTTCT 207

Ad06A14688 Aradu.A06 14688 p3 (CTA)5 15 88387054 88387068 CACCAAAAGAAAAATAAGTGACCA GGTTGAATTTAATTATGTTGCATGA 265

Ad06A14689 Aradu.A06 14689 p3 (TCT)5 15 88387984 88387998 TGCATAACTCAAAATTGCTCG TGGCGGCTTTGAAACATTAT 189

Ad06A14694 Aradu.A06 14694 p3 (ATC)5 15 88391036 88391050 GGTCGTCGTCGTTGTCCTAT AGAAGGTGGCTTTGCAACAT 259

Ad06A14698 Aradu.A06 14698 p4 (AAAT)5 20 88398126 88398145 GCCCTGTTTGTTTCACCATT TTTATGGGCTCGTCACATCA 252

Ad06A14703 Aradu.A06 14703 p3 (ATT)6 18 88412321 88412338 AGGGTTTGAACCCAAAATCA GGCACTTTCTCTCCTCAACG 221

Ad06A14706 Aradu.A06 14706 p2 (TA)8 16 88427908 88427923 TTGAGAGAGGGGGTTTGTTG TTTTTCTCATTCTCCAAATAATGG 217

Ad06A14707 Aradu.A06 14707 p2 (TG)12 24 88448855 88448878 GGGTGCTAAAGCTGGTCCTA ATTTGGCTATGCATTGGCTC 217

Ad06A14710 Aradu.A06 14710 p3 (ATT)6 18 88480896 88480913 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad06A14715 Aradu.A06 14715 p3 (TCT)20 60 88567655 88567714 ATTACACGCGCACACATCAT GGAGGAGACAAAGGAGGAGG 154

Ad06A14716 Aradu.A06 14716 c (ATG)6acgatggaggaaaaggataaaaggaaggatgagaagaaattccaatgagaaaagaagaagaaagaaggggaagaaaaggagaaggaa(GAG)5120 88569165 88569284 CGACGATAACGATAATGACGA AAAAACAATGCCAAAAAGCG 241

Ad06A14719 Aradu.A06 14719 p2 (TC)11 22 88592253 88592274 GGAGTGCGTTGATCTTGTGA GCATGTAAAGGAGCGAGAGC 269

Ad06A14720 Aradu.A06 14720 p3 (AAC)9 27 88597015 88597041 GACCAGCCATCGGTAAAGTT CCCACCTAGTGGGACAAAGT 279

Ad06A14721 Aradu.A06 14721 p2 (CA)6 12 88602659 88602670 GGGGTGGAAATAGGGGATAA CACAGCCAGTAGAAAAGGCA 280

Ad06A14722 Aradu.A06 14722 p3 (TAT)6 18 88604021 88604038 TGCATGAAGGGAAGAGAATG CATGCAAAGAAAACATGTGTCA 277

Ad06A14725 Aradu.A06 14725 p3 (TAT)10 30 88622302 88622331 TGTTTGTTTGGGAAGAAGGG TTTTGGATCGGTTTTCTTGC 142

Ad06A14727 Aradu.A06 14727 p3 (TTG)6 18 88634005 88634022 TTTGCAAGGAAAAATCCACG TTGATGCTGATTGTCTGGCT 222

Ad06A14729 Aradu.A06 14729 p3 (AAT)10 30 88651201 88651230 TTATCAAAATCAAATATGATCAAACC TAAGGGTGCTTCACTCCTCC 234

Ad06A14730 Aradu.A06 14730 p4 (TTAA)5 20 88651497 88651516 TCTCTCTCTTCTTCATTAGGAGAAAC CACAATGCTTGTCGTCAACT 280

Ad06A14736 Aradu.A06 14736 c* (TCT)13(TA)9* 56 88669365 88669420 TAGGAGGTCGCTTCCAGTTC GAGCAATGTGAAGAGCAGCA 277

Ad06A14737 Aradu.A06 14737 p3 (ATT)5 15 88673015 88673029 ATACTTGTAGCCGGAAGCCA GGACTCGACATATTCGGCAT 280

Ad06A14738 Aradu.A06 14738 c (A)10gttctataatttttcgcactagatacttacttgccttttgtttctga(CT)669 88673913 88673981 GGATCACCATTATGCATGGAA TGAAGGTTCACAAGGGATCA 246

Ad06A14739 Aradu.A06 14739 p4 (TTCT)7 28 88674194 88674221 TCCCCGTGTACCAATAGCTC TTTTTAATTGCCGAAGCCAC 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A14742 Aradu.A06 14742 p3 (TGG)5 15 88682923 88682937 CCCTGCCAGATCTGTCTTTC TCCTGATCACAAATACTACTACCACC 264

Ad06A14744 Aradu.A06 14744 p3 (AAC)10 30 88695049 88695078 GCAAACATTAATCGTGACCCA CAAACACGAAGGAGGTAGGG 255

Ad06A14745 Aradu.A06 14745 p2 (TC)7 14 88695229 88695242 GCAAACATTAATCGTGACCCA CAAACACGAAGGAGGTAGGG 255

Ad06A14746 Aradu.A06 14746 c (CT)26catacacacacacatgtg(CA)784 88702708 88702791 CTAACCCAGTCCCTCCTTCC GACGATGAGAGACGCACAAA 277

Ad06A14747 Aradu.A06 14747 c (TAA)13tag(TAA)660 88705825 88705884 CGAAAATCGTCTGATCACCA CGTGTTCCGTCTTTTTGATG 244

Ad06A14750 Aradu.A06 14750 p2 (CT)7 14 88710672 88710685 GTCATCGCGGAACTCTTCTC AACAGAAGCAAGGTTGCGAA 163

Ad06A14752 Aradu.A06 14752 p2 (TA)7 14 88717668 88717681 TATGGGATTGGATTGGATGC GAGCGAAATCAAAACCTTGG 266

Ad06A14755 Aradu.A06 14755 p2 (AT)7 14 88720874 88720887 CGAGAGAGTTTGGTGTCAGAAA CACAATGCTGATGCAAGAAAA 239

Ad06A14756 Aradu.A06 14756 p3 (ATT)13 39 88724638 88724676 AAAATGTGAGAGACAAAATTGAAGAA GATGAAAGAAAAGCCTCTTTGG 173

Ad06A14766 Aradu.A06 14766 p2 (TA)12 24 88754170 88754193 CCTTTAACTTCCATGGGCCT AACAAGCAAAATCACACGCA 205

Ad06A14767 Aradu.A06 14767 p2 (CT)12 24 88754943 88754966 ATTTGAATTTCCACCCCTCC CAATGGAGGCTACTGGTGGT 234

Ad06A14770 Aradu.A06 14770 c (TAT)20ggatttgtatttatgcattctctatagttaa(T)10101 88762128 88762228 TGATTTGCGTTTTGAACAGG CGTACGTTCGAGTCTCACTCA 161

Ad06A14772 Aradu.A06 14772 p3 (AAT)56 168 88764738 88764905 TGTTGGCAAATACCAAAAAGTG GACTATAGCCACCATCATCAGATT 280

Ad06A14773 Aradu.A06 14773 p2 (GA)8 16 88765096 88765111 GCGATGGGAACAACAAGAGT GCTAAATTCAAACGCGAAGC 157

Ad06A14775 Aradu.A06 14775 p3 (CTT)5 15 88780940 88780954 TGCGGTTTTGTGCTTTGTAG CTGCAGGAAGTATTGTTGCG 233

Ad06A14778 Aradu.A06 14778 p2 (TA)7 14 88785107 88785120 ACTTTTGCCGCACGTAGAAT AAGTTTAATTTTTCTTTCGTTTTGA 226

Ad06A14782 Aradu.A06 14782 p3 (GAA)5 15 88791588 88791602 TGGTGAACCGAAATCACAAA TCCTCCTCTTCCTCCTCCTC 235

Ad06A14783 Aradu.A06 14783 p3 (GAA)6 18 88791926 88791943 CGGTGGCCTCCTTTTACTTT TTCGCCGTTTTTCTCTGTTC 277

Ad06A14784 Aradu.A06 14784 c (GAA)6cgcgaacat(AGA)542 88792485 88792526 TGAAGAATGCGAGCAGAGAA TAACTTCCTCCACACACGCA 183

Ad06A14787 Aradu.A06 14787 p2 (CT)6 12 88844520 88844531 TAAATACACGTTCAGCCCCC CGGAAAAGCACACCAAACTT 121

Ad06A14790 Aradu.A06 14790 p3 (ATG)12 36 88851908 88851943 CCGAACTTGCATTATACATTGTTTT TCTTCCTCCCTCTCCTCCTC 122

Ad06A14793 Aradu.A06 14793 p2 (CT)23 46 88863266 88863311 GCAATGACATCACCCTCCTT CGGTGTCGACCTCCTATGTT 205

Ad06A14794 Aradu.A06 14794 p3 (AGG)5 15 88863551 88863565 GGAGAGTGGAGATCGTAGGCT GACAAAAATGACCAACCATCAA 280

Ad06A14796 Aradu.A06 14796 c (A)10ttacatgagaataaggaaattttcatgacgatcc(A)1357 88871443 88871499 TAGCCGAATCCAAGGAGACA ATTAGACTCGTTGGCCGTTG 165

Ad06A14798 Aradu.A06 14798 p4 (CTTT)6 24 88879305 88879328 TAGCATCGCGTCTTCTTCCT TCAACAAACACTCTCCACGC 222

Ad06A14799 Aradu.A06 14799 p3 (TGA)5 15 88881858 88881872 AGAAAACCAAAACTAGCAAAACA CTTTCCCTCAAATCAAGTTCTG 272

Ad06A14801 Aradu.A06 14801 c (AT)11(GT)8 38 88889423 88889460 AGAGGTGGTATGGATGGCAA TGTGTTAGGAGGAAGACGGC 228

Ad06A14803 Aradu.A06 14803 p3 (ATA)5 15 88896569 88896583 AAGTCATAATATGGTGTTCCAGACA TCTCTCTTTTCTCTCTCATCCGA 242

Ad06A14806 Aradu.A06 14806 p3 (ATA)8 24 88929473 88929496 TTCACTCTGCACAACCGAAC CCACTAGGCCGTATGGAAAA 178

Ad06A14807 Aradu.A06 14807 p2 (AT)8 16 88934332 88934347 TAAGCATATCGGCCAGCTCT CACAGGAAGTGTCGGATGTC 278

Ad06A14809 Aradu.A06 14809 c (T)10agtttggtccctataaaattaagccaattattactaagagggacttaaattg(A)10tttagtgcaggacccaatt(A)11102 88936332 88936433 TTTTAATTGAGTTTTTGCGCC TCGTGAAATTTTTAATTAGGTCCC 214

Ad06A14810 Aradu.A06 14810 p2 (TA)6 12 88938728 88938739 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ad06A14812 Aradu.A06 14812 p2 (TA)7 14 88939974 88939987 TAATTTCGAACACCCTCGGT GCGGAGTTGGTAGGTAGCAG 113

Ad06A14815 Aradu.A06 14815 p2 (TA)13 26 88942345 88942370 TTGGCCCTTTCATATGTTAGAA TTTGTTATCCGGTTTGGTCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A14823 Aradu.A06 14823 p2 (AG)6 12 88984761 88984772 ATTAGAGGCTGCAGAGTGGG GGGCAAGTGTGCATCAATAA 273

Ad06A14824 Aradu.A06 14824 p3 (AAT)5 15 88994078 88994092 GGAAGGAAAGGAAAGATCCG TGCAAATGCTGGAAGATACG 223

Ad06A14828 Aradu.A06 14828 p2 (TC)8 16 89019571 89019586 GCCAACAAAACCTGTCATTTT CCAAACTATTATGCGTGCAAAC 267

Ad06A14829 Aradu.A06 14829 p2 (CT)10 20 89025808 89025827 CTGTATCTACTCGCTGCCCC CTTGAGGTTGTTGCATGGTG 106

Ad06A14830 Aradu.A06 14830 p3 (TAT)25 75 89027794 89027868 TTAAAATTCAATGATGTTGCGA TTTGGTCCATCTTTCATCTGG 272

Ad06A14831 Aradu.A06 14831 p3 (ATT)19 57 89028242 89028298 CAAAAAGAGGTAATTACAAAAGCG ACCTTTTTGTTTGGATGCCC 187

Ad06A14833 Aradu.A06 14833 p3 (TTC)5 15 89031183 89031197 CTGGGTGATAACATTGCCCT TGGGAAGGGTGATGAGAAAG 208

Ad06A14836 Aradu.A06 14836 p2 (TC)6 12 89038790 89038801 GTTAGGCACGTGAGCGTGT GAGAAGGGTTCTGCGATGAG 207

Ad06A14838 Aradu.A06 14838 p2 (TA)9 18 89044987 89045004 TTTTCCAGGCTGTTGACAAA GATTGTGGTGGTTTTGCCTT 201

Ad06A14839 Aradu.A06 14839 p2 (AT)9 18 89046121 89046138 CACTTGTCGAGCATTGAACC ACCTTTTTGGCATCAGTTGG 198

Ad06A14846 Aradu.A06 14846 p2 (CT)9 18 89066830 89066847 AGCAAGATGTGAGGCAGCTT TCCCCAAAGCTAAAAACCCT 270

Ad06A14848 Aradu.A06 14848 p3 (AAG)5 15 89073916 89073930 CTCTGTGCCAGACCATCTGA CACTTCCCCTCTTCGTCTTG 247

Ad06A14850 Aradu.A06 14850 p2 (AG)6 12 89076288 89076299 CGGCATGCAATTACAAGCTAT GGTGTAATAAAGAGAAGAGAAAGACAA 126

Ad06A14856 Aradu.A06 14856 c (AT)7gataagaataataattgtacaacacatacaagcatataaatatatatagagatatatcccttacatgcaggtgcgccagctagcgttacttattaggagg(TGA)5129 89088479 89088607 ACATGCACAAATGCAATGCT CGTCTTGAAGATTGGGAAGC 262

Ad06A14857 Aradu.A06 14857 p3 (ATT)5 15 89088761 89088775 AAAGATGTTGAAAGCGGTGG TGGCGGAAATAATGGGAATA 225

Ad06A14858 Aradu.A06 14858 p3 (ATT)7 21 89088914 89088934 TATTCCCATTATTTCCGCCA AATCCTGCGTCAGAAATTGG 151

Ad06A14859 Aradu.A06 14859 p3 (TGA)5 15 89089086 89089100 TTCTGACGCAGGATTCACAG AGCGAGGCATAGATCCAAGA 182

Ad06A14862 Aradu.A06 14862 p3 (TTC)5 15 89091482 89091496 TCTTCTTCTTTCTCTGCTCGTG TTCACAATCGCAGTCCATTC 275

Ad06A14863 Aradu.A06 14863 p2 (AG)7 14 89093644 89093657 CGGTTCATGTTGCAGAGCTA GCTGATTTTGTTGCACATGG 263

Ad06A14864 Aradu.A06 14864 p3 (CTT)5 15 89099112 89099126 ACCAAACCAAATCCCATTGA GCAACAGCCCTCCTAAACAA 234

Ad06A14867 Aradu.A06 14867 p2 (TC)23 46 89136683 89136728 TGGATGCCCATTTTCTATGA TGCAGTAACAAAAAGAAAGAGAAAGA 237

Ad06A14868 Aradu.A06 14868 c (AT)6tttatgaataagattttcttataagaaaagaaaggttttggatttctggatatttaagtattaattttcgaaaaggg(T)1099 89156706 89156804 CTCCCATTGAGCGATTTGAT GGGGTGAGAACCTAACCACA 275

Ad06A14869 Aradu.A06 14869 c (TC)10tatacactactaatagtttt(TC)754 89157551 89157604 ATGCCCATTTTCCATGAGAC TTTATATGCAGTAACGAAAAGCAA 216

Ad06A14870 Aradu.A06 14870 c (TCC)5ttcttctttttcttcgcgtta(CTT)551 89157877 89157927 TGAATTCATGCCATTCCTCC TCGGCTGCTTCTTCTTCTTC 278

Ad06A14871 Aradu.A06 14871 p3 (AAG)7 21 89158080 89158100 GTTCCTCATCCTCCTCCTCC TTCTTCCTCCTCCTCAGCTTC 258

Ad06A14872 Aradu.A06 14872 c (ATG)5aaa(AAG)533 89158463 89158495 TGTAGGTTCATCCCCTTTCAA TTCTTCTTCCTCATCTTCTGCTG 214

Ad06A14874 Aradu.A06 14874 p2 (TC)6 12 89184055 89184066 GCAACGGTATAAAAGGCGAA AGAGTGGGGAGGTGGTTCTT 253

Ad06A14875 Aradu.A06 14875 p3 (GAG)6 18 89189775 89189792 GAACTTGTCGACGGTAGGGA GGATGCTCCTCCATTGGTAA 129

Ad06A14876 Aradu.A06 14876 p3 (ATT)7 21 89191671 89191691 GCCAAGGAAGAGGACTTTGA GGGCGTTAGGTACGATGAAA 273

Ad06A14880 Aradu.A06 14880 p3 (TAT)6 18 89198233 89198250 CCCAAATCATAAGCTCCGAA TGAAAAGCAGTCCACCTATGAA 164

Ad06A14884 Aradu.A06 14884 p2 (TC)7 14 89208308 89208321 TCAATGTGATTTTTCTGCCG TTATTCCACCCAAGAAACGG 112

Ad06A14885 Aradu.A06 14885 p2 (AG)10 20 89210484 89210503 GGATAGGAGGCAGCAAAACA CCAAAGGAGAACGACCTGAG 235

Ad06A14887 Aradu.A06 14887 p2 (AG)7 14 89219262 89219275 TGGTCATACGCGATTGGATA TCCATCTCATCCACCCTCAT 165

Ad06A14891 Aradu.A06 14891 p2 (TC)6 12 89241662 89241673 CCTTGGGGAGCTAAACATCA ATCAAGGGAAGTGATGGGTG 274
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Ad06A14895 Aradu.A06 14895 p2 (TA)7 14 89248577 89248590 CCCGAGTTTTGGGTCTTTAT CATGAAAGGTAAAGCATGTCAAA 280

Ad06A14905 Aradu.A06 14905 p2 (TC)9 18 89313646 89313663 AAAAGCCCACCGAAAAAGAC CCACCTTTGGTAGTGGAAGG 194

Ad06A14906 Aradu.A06 14906 c (AAC)6(AAT)5 33 89316299 89316331 CTGCCATCAATGACATGTTTCT TGTTTCACATTGCATCATGTTT 242

Ad06A14907 Aradu.A06 14907 p3 (TAA)6 18 89318064 89318081 TGCATGCATAACAAAGTCAAA CAGTTATTGTGGGGGTTTGG 167

Ad06A14908 Aradu.A06 14908 p3 (AAG)5 15 89318531 89318545 AATACGCCTGTGCACAACAA GAGAAGGAAGCGACGAAAGA 276

Ad06A14910 Aradu.A06 14910 p3 (GTT)6 18 89341461 89341478 CGTTTGATTCATGTAGGCGA TGAAGCAGATGCTTGCACAT 204

Ad06A14913 Aradu.A06 14913 p2 (TA)6 12 89347491 89347502 GCCCACAGTTCGGGTACTAA TGGTGGAGAGGCTAATGAATG 275

Ad06A14917 Aradu.A06 14917 p3 (TGT)6 18 89402943 89402960 GCGTGTTGTGATTCTCCCTT TGGACGTGATTTCAGTAGCG 225

Ad06A14919 Aradu.A06 14919 p2 (TA)10 20 89464245 89464264 TTTGATATTGTTAATTTGAACTTGTGT CGTGGAGTTAACTTAGACTTGACTTG 226

Ad06A14920 Aradu.A06 14920 p3 (TAA)14 42 89470440 89470481 GCATTTTGGTTCGAAGGATG TCTTTTGATTTTGAAACATGGTAAA 280

Ad06A14923 Aradu.A06 14923 p3 (TTC)5 15 89484425 89484439 GATGAGGAGGAGGAAAAGGAA TGCAAAATTACTTGGAAGATGA 230

Ad06A14925 Aradu.A06 14925 p3 (CCA)5 15 89486778 89486792 GGAGGAATGATTGGCTTCAA GACAAGCACTGCGATGAAAA 203

Ad06A14926 Aradu.A06 14926 p3 (TGG)5 15 89488175 89488189 GTGGGAGACGGAGAATGGTA TTCCTTTTCAAACCCTAAACCTC 191

Ad06A14930 Aradu.A06 14930 p4 (AATA)8 32 89495387 89495418 TCTTGTCTCTTAAAGATGTTGCAT AGCGGGTTTGGTTTCTTTCT 206

Ad06A14931 Aradu.A06 14931 c (T)11ctccttggtgtttgttcatcgttcatcactgttgcacatatcatttcccttttctaatgcattctttttctc(CTT)8107 89495824 89495930 CCCCTTTTGGGTTTTGTCTT AGGAACGTCTGGAGATGGTG 279

Ad06A14932 Aradu.A06 14932 c* (AT)8(T)10* 25 89496201 89496225 TCCGATTTGGTGTTGGATTT GCTTTCCCCATATGCGATTA 217

Ad06A14935 Aradu.A06 14935 p2 (AC)7 14 89503921 89503934 CCCTTGGCCCAACTAAACTA TCGAAGAGAAAAACGTGGCT 260

Ad06A14936 Aradu.A06 14936 p2 (TA)7 14 89511207 89511220 AGTGGGGACAAAAATATATAAAGATAA GACACTTGCCCCCACAAATA 275

Ad06A14939 Aradu.A06 14939 p2 (TG)7 14 89521099 89521112 CTTGAGCATTTCAGCCACAA TCCAAATCAAATCCACCACA 278

Ad06A14942 Aradu.A06 14942 p2 (AT)8 16 89573916 89573931 TCCTGCAACTAACTGAGCCA GAGAACAATCGAATTGTCTAGCTTT 152

Ad06A14944 Aradu.A06 14944 p3 (TGA)8 24 89575193 89575216 GAAGCAGCATCATGGAATCA CTCCATCACTCGATTCCTCC 268

Ad06A14945 Aradu.A06 14945 p3 (TAT)14 42 89575559 89575600 AACGCCCATCAAAGAAACAG GGATGGAGGACGATTTTGGT 165

Ad06A14950 Aradu.A06 14950 c (T)10ggtttacgctacacttgaagactttgctagagtgggcttctcataaccc(T)1069 89587873 89587941 TTTCCGAGGTCGCTACACTT GCACCGATGTAAAAGTCCGT 237

Ad06A14951 Aradu.A06 14951 c (AT)15tttgttgtgtgcttgtaatgatgaaatataagcatgttttggttattttattt(TA)695 89589696 89589790 TTATTGCCATTTGGGTTGCT CACCAAATTAATGACACAAACAA 227

Ad06A14956 Aradu.A06 14956 c (T)11ggaggaattggtttctgtttttttgggagggattgatttttg(T)1164 89599210 89599273 ATGGATGGCTTAGATGGCTG AAACCTTGTTTTTGGGGTATGA 266

Ad06A14957 Aradu.A06 14957 p3 (AAT)17 51 89599971 89600021 AGTTCCTAAGTCGGGGTTCG AAAGTAGAATGGCCGGGTTT 189

Ad06A14958 Aradu.A06 14958 c (CTT)6tt(TCA)5 35 89600698 89600732 CGTCTTCTCCCTCTTCCTCA AAGAGTAAAACAAGAAGAAACTTGAGA 137

Ad06A14959 Aradu.A06 14959 p3 (TTG)7 21 89603266 89603286 TGCATTAGCCGATCAACATC TCATTCCGACGACAAATTCA 252

Ad06A14960 Aradu.A06 14960 p2 (AG)6 12 89616073 89616084 CATGAACCAAATTGGGGAAA TGCTGAATGGAGGAATCACA 233

Ad06A14962 Aradu.A06 14962 p2 (AG)8 16 89622407 89622422 AGGTGTTCGTGGTAAATCGG CGGCGTTAAATATACACACTGC 230

Ad06A14966 Aradu.A06 14966 p2 (AT)6 12 89642583 89642594 TGGGTCCATTTTGCTTTCTC TTGAGGGTTCGATTACATTAAAAA 273

Ad06A14967 Aradu.A06 14967 p3 (CTC)8 24 89643368 89643391 ACGCGTCTTCTTCTTCTCCA TTTTCCCCTTCTTTCTTTCTTTTT 192

Ad06A14969 Aradu.A06 14969 p3 (TTC)5 15 89643719 89643733 TCTCCTCATCTTCTGTTGTTGC TGCAACATTATGTGTTTCTTATTCTTC 195

Ad06A14970 Aradu.A06 14970 p3 (CTT)10 30 89644904 89644933 TAGTTGGTCCCCTTCTCCCT GCTATCGAAAGCTCTGGCAC 240
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Ad06A14971 Aradu.A06 14971 p3 (GAA)5 15 89646633 89646647 CGTCCAACCATCGTACACAG CACCGATTTGGTCCTTGACT 270

Ad06A14973 Aradu.A06 14973 p3 (ATA)5 15 89655360 89655374 GTGACTCACCCGTGTGAAAG GATGCATTAAAATTATCCATTCAA 252

Ad06A14976 Aradu.A06 14976 c (T)11acccttactttttagtttaaagggctattggctttttctgcttg(T)1065 89679112 89679176 TTCACTTGACACCTTCACGC TGGCTCTTGAAAGAATGATGG 279

Ad06A14977 Aradu.A06 14977 p3 (TTA)6 18 89684484 89684501 GCAGCTGTAATGGGGTTAGC CCAGTGCACTTGCTGGTTAG 252

Ad06A14980 Aradu.A06 14980 c (AGA)5(ACA)5gcagcaacac(AG)754 89723207 89723260 GTTCAGTGCACAACCACCAC TTCTCCACCTCTAGCGCAAT 221

Ad06A14981 Aradu.A06 14981 p3 (GAT)5 15 89724013 89724027 TTTTGCTCCTCCGTCTCTTC CTGATGCTTCTCTTCCCCTG 143

Ad06A14982 Aradu.A06 14982 p3 (TCT)7 21 89751487 89751507 AGAGGAGGCCTGCTACACAT TCGAAGAGGAAGAGGAAGAGAA 200

Ad06A14983 Aradu.A06 14983 p3 (AAG)6 18 89752138 89752155 GAGGAAGAAGAACGTGCAGC CTCAAAACGCGCTTAGAACC 184

Ad06A14985 Aradu.A06 14985 p3 (TTA)16 48 89762605 89762652 CTCTTTGGTGAGCTTAGCTTTACT CCCAAAATTAAAATCGCCTT 259

Ad06A14986 Aradu.A06 14986 c (AT)6cgtaagacatatatataataaagaaagccaaggcggcgtattaatc(AT)772 89762768 89762839 AAAGGCGATTTTAATTTTGGG CCGGAAAAGCTTTCTGACTG 250

Ad06A14988 Aradu.A06 14988 p2 (GC)8 16 89771138 89771153 GGCCAGCCTTAGTTTAGCAG TAGAGTTCAGACGCACGCAC 114

Ad06A14997 Aradu.A06 14997 p3 (ACC)5 15 89785381 89785395 CTCCATAAGCATCCTGCGAT GGAGGTTTGCTAACTATGCCC 259

Ad06A15000 Aradu.A06 15000 c (TTA)5(TTG)8 39 89793258 89793296 CACATCGTAAAAGACACCCTCA CAATTCCGATAAACCAACAACA 166

Ad06A15001 Aradu.A06 15001 p3 (TTG)13 39 89794253 89794291 CGATGTTGGTGTTCCACTTG GTATGTCGGCGCCAATAACT 139

Ad06A15005 Aradu.A06 15005 c (CAT)5tatcaaattagcaaaattctttggaatatataaaaactgtatctaatttgatt(A)1179 89800795 89800873 CCAAATTAACCCATTTTGAAAAGA GTTTCGTGTGCCTTTTCGTT 236

Ad06A15006 Aradu.A06 15006 p3 (AAT)5 15 89801022 89801036 AACGAAAAGGCACACGAAAC CCCTACATCCGTACCGAATC 183

Ad06A15007 Aradu.A06 15007 p3 (TTC)5 15 89816135 89816149 TCATTACTGCCACTGTTGCC CCGATTCCTGTTTGTTCGAT 280

Ad06A15010 Aradu.A06 15010 p3 (TTA)6 18 89827326 89827343 TGTGAACTTGCACTATCCGC AAGAATTTCAAATCATTAAATGTGTC 239

Ad06A15011 Aradu.A06 15011 c* (T)10gtgttggccactaattggtaagcagcga(ATT)6(ATTA)6*77 89838703 89838779 CATGTTGGACTTGTTGATTAAAGA AATTAAATATTGCTGTGTGGAAAAA 222

Ad06A15014 Aradu.A06 15014 c (AT)9g(TA)6 31 89845734 89845764 AAACCCTAAACCCTTAAACCCTT GCAGCAGCGGATAACTCTTT 214

Ad06A15015 Aradu.A06 15015 p3 (AAG)7 21 89851091 89851111 TGCCTTCCCTTTTCCTTTTT AAATACTACCCCCTCCCCCT 278

Ad06A15016 Aradu.A06 15016 p4 (TAAA)5 20 89875912 89875931 GGGGGAAGAAAGTAGAAGAGGA CGAAAATCACTAACCACTTTTTCA 162

Ad06A15021 Aradu.A06 15021 p2 (AT)12 24 89919253 89919276 GGGGATATCCGTCCTCGTAT GCTCTATGTGGGAACTGGGA 176

Ad06A15023 Aradu.A06 15023 p2 (CT)6 12 89937925 89937936 GATTTTGCTTGCCATTTGGT TTGAATTTGAATGGTGGGGT 244

Ad06A15024 Aradu.A06 15024 p2 (TG)6 12 89944509 89944520 TGGCTAGATGCTTGCCTTTT GCGGTGGTGATAGTGGAGAT 269

Ad06A15027 Aradu.A06 15027 p3 (TTC)5 15 89956310 89956324 AATTCCCCAAACCAAACCTC AAGAAAGAAGAAGAATGGCATGA 276

Ad06A15029 Aradu.A06 15029 p2 (TA)8 16 89967745 89967760 TACCCTTTTCATGGAGCCTG TGAGCGACGTAGTGACGAAC 202

Ad06A15030 Aradu.A06 15030 p2 (TA)9 18 89974181 89974198 TAAAGAAGTTTCACGGCCCA TTGATTGTTGATTGATTGAAATTG 228

Ad06A15032 Aradu.A06 15032 p2 (TA)6 12 89989456 89989467 GCAGAGGTCCACCAACATTT GCACCCTTAACAATGCAAAAA 245

Ad06A15036 Aradu.A06 15036 p3 (TTA)5 15 89996594 89996608 TGCTTTAAATTTCCGCAACA ATCTGCTGTTTCCCTCGGTA 246

Ad06A15037 Aradu.A06 15037 c (CT)6(CA)15 42 90008747 90008788 TGCATAATCCACGGCTACAA TGAGTGTAAACCGTTGCTGC 205

Ad06A15038 Aradu.A06 15038 c (TTA)6(TTG)14 60 90010166 90010225 CCTTTTAAAATATAATGCATGTACCG GTTCTAATTCTCATTCAAGTGCAA 187

Ad06A15040 Aradu.A06 15040 p3 (ATA)5 15 90024574 90024588 ACACTATCCGCAAGGCAAAT GCTGAAAATTCCACCACTCA 232

Ad06A15042 Aradu.A06 15042 p3 (ATA)5 15 90037857 90037871 TTGTGTCACGTTTGCAATTTT TTTCTTTTTGATAGACTTGTAACTGAA 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15043 Aradu.A06 15043 p2 (AT)6 12 90041540 90041551 TTTTGTTATGTGTGTGTGTTTTAAAGT TCAATCTCCATGCTGGATCA 255

Ad06A15046 Aradu.A06 15046 p3 (AAT)12 36 90046391 90046426 TACCCTTGGTTCCAACCTCA CGGGAACCCTTAAATACACTTG 272

Ad06A15047 Aradu.A06 15047 p3 (TTA)6 18 90046806 90046823 GCCATTGATAAATTGCCACC AAATTGGATAAGTGCCAGCAA 278

Ad06A15049 Aradu.A06 15049 p2 (AG)6 12 90061191 90061202 CCAGTTCTCGACCCAGAAAA CCAAAGAAAATCATAACATGAATGG 269

Ad06A15054 Aradu.A06 15054 p2 (AG)7 14 90071932 90071945 TAAAGTGGAGGAATGCAGCC CCAAAGAAAATCATAACATGAATGG 235

Ad06A15055 Aradu.A06 15055 p2 (AG)18 36 90076811 90076846 ATACCCCAAGAGTGTGGCAG AACCCGACACATCTGGTAGC 120

Ad06A15056 Aradu.A06 15056 p3 (TTC)9 27 90077384 90077410 AAGATTCATAAGACGGGCGA CTTTCGGTTGCTCCACTCTAA 280

Ad06A15061 Aradu.A06 15061 p2 (TA)9 18 90086655 90086672 CACCAAAATTTCTTTCATATCCA TGCAATTCTCTCTCTCTTTACTTTT 227

Ad06A15062 Aradu.A06 15062 p2 (TA)6 12 90092130 90092141 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTT 177

Ad06A15064 Aradu.A06 15064 p2 (AT)9 18 90097106 90097123 CCTCGTTTTTGACCGACCTA AGATTCGATGAGGAGCCAAA 238

Ad06A15065 Aradu.A06 15065 c (AGA)9gaggttagagagtatggtattattattaggtggataatattaatactttaatatagtcacc(A)1199 90100750 90100848 TCATCGTCACCAAAATCGAA TTCTCCATCCCAAAACCATC 212

Ad06A15066 Aradu.A06 15066 p3 (TGT)6 18 90104074 90104091 TAGCTTCACTTGGCCTCGTT TCACATCTCCCGTCACCTAA 145

Ad06A15068 Aradu.A06 15068 p3 (CAT)7 21 90126374 90126394 TATCATCAGCTATCGTGGCG CGATTTTCATTTTGCGGTTT 246

Ad06A15069 Aradu.A06 15069 p2 (AT)7 14 90126742 90126755 CTCCTCACTCAGTCTGCGAA GCGTCTGGATACCTAAAGCG 218

Ad06A15070 Aradu.A06 15070 p2 (AT)8 16 90128481 90128496 GCCAACGTGTAGAGGAGGAG GCGGCTTGCTTTCTTAAGTC 199

Ad06A15071 Aradu.A06 15071 p3 (ATA)12 36 90128700 90128735 AATCGAAAACAGGCAAATCAA CATATCAATTTTCGAGGGCG 243

Ad06A15072 Aradu.A06 15072 c (AT)6gctggttggagaatatttac(AT)1052 90130778 90130829 GAAGTCAAGGCTGGTTGGAG GAATTGCCAGCCCTATGTGT 212

Ad06A15076 Aradu.A06 15076 p2 (GT)6 12 90145511 90145522 TTGAATGCTTTCATGCCTCTT TCACTAGATGCATGCGGTTT 166

Ad06A15078 Aradu.A06 15078 p3 (TTA)17 51 90161135 90161185 CCCTAATTCCTCCAAGGCTC TGGTTAAATGTTTGGGCCAT 201

Ad06A15080 Aradu.A06 15080 p2 (TG)7 14 90167371 90167384 GAAGGAAAAGGGAATGGAGC CAAGGTCAACTAGGGATGGG 270

Ad06A15084 Aradu.A06 15084 p3 (ATA)6 18 90177955 90177972 TCCGGCTATCTGGATCTTTG CTTGGAGCTGATTTTCGAGC 276

Ad06A15085 Aradu.A06 15085 p3 (GAA)5 15 90178412 90178426 AAGGCATCCAAAAAGAGGGT TGTCAAAACACGCACACAGA 203

Ad06A15086 Aradu.A06 15086 p3 (CTC)5 15 90181543 90181557 ACCCTCAGTCCCTCACCTTT GGGAGTGTGGTGGAGGTAGA 138

Ad06A15087 Aradu.A06 15087 p2 (GA)21 42 90183050 90183091 TCCTCATCAAGACGTTTGACAT TGCTGGATGGCATAGTGAAG 233

Ad06A15092 Aradu.A06 15092 p2 (GC)6 12 90236867 90236878 ACAACAAGGATTGGGAGTGC TAAGTGAATCACGTGCGAGC 167

Ad06A15093 Aradu.A06 15093 p2 (TA)7 14 90241837 90241850 CGGTATTCACTTTAACTTTTTCCC AAGCACACAAATAACCGATGC 232

Ad06A15095 Aradu.A06 15095 p2 (AT)8 16 90251203 90251218 GGCTCAAATCTCACTTGCTTG GGCAATTTTGGGTGACAAAT 261

Ad06A15098 Aradu.A06 15098 c (AAT)18aaaaagaagaaaacaagaaaactac(A)1089 90261859 90261947 ATTTCCCTCCAAAAGCCAAT CTCCAACCACTCACTCCGTT 175

Ad06A15109 Aradu.A06 15109 p2 (TA)6 12 90333292 90333303 TTTGGCAACACTCAGATGGA CCAATTTGACATAGCCCCAA 242

Ad06A15117 Aradu.A06 15117 p2 (TA)7 14 90344665 90344678 GGATGATGGGTTGTCTTGCT CAAAATGCATCTATGGGGCT 190

Ad06A15120 Aradu.A06 15120 p2 (TC)9 18 90352038 90352055 TCGCATGCTAGTTGGAAACA GCGGCATCACTCGTTTTTAT 265

Ad06A15122 Aradu.A06 15122 c (A)10ttagacaccttgccgatcataaaagataggccaatattttc(A)1162 90354680 90354741 GGGATAGATGTCCGCAAAAA ATTAACGGCAGCGTCTTGTT 152

Ad06A15124 Aradu.A06 15124 p3 (TTA)18 54 90378189 90378242 AGCGGTTTTTCAATCTGACC TTTTTGGTAAATTTTATCCTTGTTTG 279

Ad06A15127 Aradu.A06 15127 p3 (TTA)5 15 90380437 90380451 ATTAAGCTTTCGTTCGTTCG CCAGTAAAACATATCCACAATCAA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15130 Aradu.A06 15130 p5 (TTTAT)8 40 90410984 90411023 TCCTGCCTCATCTGTCTGTG CAACAAAATTGCCCCAAATC 278

Ad06A15133 Aradu.A06 15133 p2 (AG)7 14 90419809 90419822 GGCCCAGAAAGCACAGTTAG AACATTGAACCTGGAACTCAGAA 220

Ad06A15136 Aradu.A06 15136 p3 (AAT)5 15 90436904 90436918 GTAATAGCCAAAGACGGCGA GGTCCTCTGTGCCAAACAAT 210

Ad06A15139 Aradu.A06 15139 p3 (AAT)5 15 90442652 90442666 GATGAACATAGACTGGATTGAAAA AAAAATTTTAAAACCTCACACAATC 280

Ad06A15143 Aradu.A06 15143 p2 (AT)10 20 90467232 90467251 TTGAGCTAGCCAGCCTAAACT TAGCCATAAAGCCAAGGGTG 256

Ad06A15144 Aradu.A06 15144 p2 (CA)7 14 90474353 90474366 ACTGGAAAGGTCGGGGTAGT CGCATCATGCTTTTACCCTT 210

Ad06A15145 Aradu.A06 15145 c (AC)25(AT)8 66 90484639 90484704 CCATGGCCCAACAAGTTCTA CCCTTACCACGCACTTTCAT 278

Ad06A15148 Aradu.A06 15148 p3 (AAT)22 66 90485963 90486028 CCCACTTTCACAACCTCCAC GCCAATAAGAGGCCAAGAAA 249

Ad06A15150 Aradu.A06 15150 p2 (TA)7 14 90499277 90499290 TGCTTTGCCTAGAGGCTTGT CTTACCTCGCGTCGTAAAGC 190

Ad06A15151 Aradu.A06 15151 p2 (TA)6 12 90501695 90501706 AAATTGCCAACGTGGCTTAC CGGTGGTGGTAAGAAGAGGA 119

Ad06A15152 Aradu.A06 15152 c (A)10gaaaaaaaagaaagaatggccgaagccattaagacaaagaaaagaaagaaattgccaacgtggcttactatgctc(TA)697 90502284 90502380 CATGTTTGTGATGTTCAAACTGTG CGGTGGTGGTAAGAAGAGGA 211

Ad06A15155 Aradu.A06 15155 c* (TACACA)5(AC)9*43 90510475 90510517 TCTGCAAGGGAGACGGATAC AAACTGAACCATGCACACCC 239

Ad06A15157 Aradu.A06 15157 c (CT)8cctttcctctctccctctctctctttcccctctctctctttctctccctctctttctgtcctctctccccc(CT)6ttctctctttctctctttctctctcctttccctcttcctctctttctcttctttgctccctctctctctcct(TC)6183 90511309 90511491 TCATTCTCTCTCTCCCCTATCC AGGAAGACAAAGAGAGGGAGG 276

Ad06A15158 Aradu.A06 15158 c (AG)6aaggggaagggagg(GA)638 90512198 90512235 GGGCAGAGAGGAGAGAAACA CTCTCTCCCCCTCCCATC 105

Ad06A15161 Aradu.A06 15161 p2 (CT)8 16 90547899 90547914 TTTTCCACTTCCAATTTTCG TTCCTTGAGGTGTCAGAAGAAA 235

Ad06A15164 Aradu.A06 15164 p2 (TC)6 12 90562939 90562950 TCTTCCCCTCATTAAGCTCG GGAGAAGGCTTCGTCTCTTG 202

Ad06A15171 Aradu.A06 15171 p3 (TTC)5 15 90608784 90608798 CTATACCTTGGCCGAATCCA CTAGAGGATTCTCCGGCCTT 176

Ad06A15174 Aradu.A06 15174 p3 (TTA)5 15 90653402 90653416 ATGAATGCATGGGATTTTCG TGGACAACTGACGGTTCATC 269

Ad06A15175 Aradu.A06 15175 p4 (AAAT)5 20 90660106 90660125 ACACCGAAGGCAATCCTAGA ATCACACGGAGGTTAGGGTG 181

Ad06A15176 Aradu.A06 15176 p2 (TA)11 22 90668373 90668394 TTGTCAAACAACCACCGAGA TGCAATTCTCTCTCACTTTACTTTTT 257

Ad06A15177 Aradu.A06 15177 p2 (TA)6 12 90671299 90671310 TCTCGTGCTGATAACGTGTTG CAATCACAAAAATTGCTGGC 244

Ad06A15178 Aradu.A06 15178 p2 (TA)6 12 90671826 90671837 TGGAAAAACTAAATCGCCCA TTTATGTGCATGTCTCTTTTTATGT 118

Ad06A15180 Aradu.A06 15180 p5 (ATAAA)5 25 90674012 90674036 TTCCGCAGAGGAAATGGATA CGAACCAAGATCTACAAAATTCC 277

Ad06A15183 Aradu.A06 15183 p4 (ATAA)7 28 90678806 90678833 TTGAACCCTTGTGAATGGAAG TGTCGTACTCTCCCTATTTTGG 238

Ad06A15188 Aradu.A06 15188 p3 (ATA)5 15 90691309 90691323 AATGCTTCCCATTCTTGGTG ATTTCGTTTGATGCCTTTGG 226

Ad06A15189 Aradu.A06 15189 p3 (TGA)5 15 90692127 90692141 AGCTTGGCCACGAGCTATTA ACACAACACAAGCCACCAAA 164

Ad06A15190 Aradu.A06 15190 p3 (TGA)5 15 90692430 90692444 ATAGCCGTCGGATTTTGTTG TGTGTCGAGGGTTTTTCACA 187

Ad06A15191 Aradu.A06 15191 p3 (GAA)5 15 90693278 90693292 CTTCGTCTGTTGGGTGGAAT CGCGTGTAAACGCTCTCTCT 254

Ad06A15194 Aradu.A06 15194 c (T)10c(T)11 22 90697844 90697865 TGGAATAAATCCAAGGTTCTTAAA AAACCGGTTCTAATTCACGA 278

Ad06A15195 Aradu.A06 15195 p2 (TA)6 12 90699640 90699651 AACCGACTATTGACGCTTGG TGATTTTTCCAGCTCATCCC 198

Ad06A15196 Aradu.A06 15196 p2 (GA)7 14 90700101 90700114 CCGATTTTGATTGGCATTTC TTCAATCTAATTCCTGCCATCA 273

Ad06A15199 Aradu.A06 15199 p2 (TA)6 12 90708843 90708854 CGCTAATTATGATCGAGTAATTTGGTA CGGTGTTTAAAGCTGTATCTGA 249

Ad06A15200 Aradu.A06 15200 p3 (GAA)5 15 90713428 90713442 ATCGTCCTCATCTGCTGCTT CTCCTCCTTTTTCTTCGCGT 211

Ad06A15201 Aradu.A06 15201 p6 (CTTAAT)6 36 90714211 90714246 AGAGGCGTTGGATGAGAAAA TGATATTGCTGCGCTTTACG 254
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Ad06A15207 Aradu.A06 15207 p2 (AT)7 14 90813141 90813154 GCGCGTGGCTTTAAATACTAA TTTGCTTTCTTGTTTGCATGA 213

Ad06A15210 Aradu.A06 15210 p2 (GA)6 12 90814781 90814792 TCGATTAACTAAAAGCAAAACCAA TCTCCTTTTCTCTCCCCCTC 203

Ad06A15211 Aradu.A06 15211 p3 (CAT)11 33 90817358 90817390 TTCTTGACCGTCATCACCAA ACTTGCGTCTCGAATGAACC 275

Ad06A15212 Aradu.A06 15212 p3 (TAT)10 30 90830493 90830522 CATGCATTAATCGTTCCAAA TTTCGGCCAATGTCAAAATA 280

Ad06A15213 Aradu.A06 15213 p3 (CCT)8 24 90831786 90831809 TGTGTCCATGTCTCTCTATCCAA TGGCACCAGAGAAAATCAGA 234

Ad06A15214 Aradu.A06 15214 c (A)10cctgcgtgtgtaaatttg(GAA)543 90832216 90832258 AAAAAGGGGAGGAAGGGAA TCACGCGTTCCTTCTTTTTC 159

Ad06A15222 Aradu.A06 15222 c (A)10gaagtaaagagaagaggaaagaaaagaagagagaaagaaaaaaataaggccaccgaaaaatagaaatagt(A)1090 90838354 90838443 CATGCATACAAGGGACCGAT TCTTCCCATCTTCTTTCTCCC 253

Ad06A15223 Aradu.A06 15223 p3 (TAT)5 15 90843949 90843963 TGTTGATATCTAAATTTGTCCGC TCATGCTGCCAAATTCTTTC 218

Ad06A15227 Aradu.A06 15227 p3 (TTG)5 15 90861632 90861646 CATGAGGTGGTCAAACGAGA ACACAAAACGAGGTGCCAGT 252

Ad06A15229 Aradu.A06 15229 p3 (GGT)5 15 90864445 90864459 ACCAGAAACTGGAGAAGCGA AACCACCACCATCACTCCAT 245

Ad06A15231 Aradu.A06 15231 p3 (AAT)17 51 90890940 90890990 AACGTAAATCTTGGAGCTCTGAT TGTCTGGCTGATGTAGGTGG 270

Ad06A15236 Aradu.A06 15236 c (T)10(A)10 20 90903638 90903657 TGGTTACATATTTGGTCTTGTGC TCAACAAATGCAAAACTGAGC 172

Ad06A15237 Aradu.A06 15237 p2 (TC)7 14 90906334 90906347 TGGGTCACTTTACTCCCGAA CGACTGAGAGAGCTCGTGTG 213

Ad06A15238 Aradu.A06 15238 p3 (TGT)5 15 90908620 90908634 GGCTGCAATCATTCCTCACT GAGGCAAAACCCAACAGAAA 280

Ad06A15240 Aradu.A06 15240 p2 (AT)7 14 90920776 90920789 GCGCGTGGCTTTAAATACTAA TTTGCTTTCTTGTTTGCATGA 213

Ad06A15243 Aradu.A06 15243 p2 (GA)6 12 90922416 90922427 TCGATTAACTAAAAGCAAAACCAA TCTCCTTTTCTCTCCCCCTC 203

Ad06A15244 Aradu.A06 15244 p3 (CAT)11 33 90924993 90925025 TTCTTGACCGTCATCACCAA ACTTGCGTCTCGAATGAACC 275

Ad06A15248 Aradu.A06 15248 c (A)10gtggtag(A)1027 90944532 90944558 GTGGTTAGCTCACTAGGCCG TGAATAAACCGAGTTAAGTTGTGG 207

Ad06A15249 Aradu.A06 15249 p2 (TC)15 30 90945555 90945584 TCGTGTCTCCCTCTGGATCT GAGAAAGAGAGCTGCGGAGA 181

Ad06A15250 Aradu.A06 15250 p2 (AC)6 12 90975123 90975134 TCACCGGGTCATTAGGGTTA TTGTAGAGCCTGAGGGATGG 280

Ad06A15253 Aradu.A06 15253 p3 (TAT)21 63 90985684 90985746 TCCTCAGTCCACTGCAAAAA CAAACGTGTAACGCACAAGAG 168

Ad06A15254 Aradu.A06 15254 p3 (GAT)6 18 90988356 90988373 CAAATGGGATTCATGTGGAA TTTCCACAAGGTGATTGTCATC 156

Ad06A15257 Aradu.A06 15257 p2 (TA)6 12 91022192 91022203 TTGTTAAGTTTCACTTTTCAAGCA CGGTGCGATTTTTAGTGGTT 228

Ad06A15260 Aradu.A06 15260 p3 (TTA)7 21 91031359 91031379 TGGCCACATTTTATGAGGGT CCATTAGCCTTAGGATGCCA 256

Ad06A15261 Aradu.A06 15261 p3 (ATT)9 27 91043235 91043261 TTGGTTTGTCACATTTTTCTAGAGTT GGCATGCCAGGCTCTATATAAT 266

Ad06A15270 Aradu.A06 15270 p3 (CAA)5 15 91149560 91149574 CCACCTCCATCACATCACTG GTTTGGATTTCAGCCTGCTC 241

Ad06A15271 Aradu.A06 15271 p2 (CT)8 16 91154840 91154855 GGTTGCGCTTTTTGATGAAT GGTTCGGTAGAAACACCCAA 217

Ad06A15272 Aradu.A06 15272 p2 (AT)8 16 91163893 91163908 TGTAATGGGGCCAAGGTAAA CATCAAATCTCGGGCAAAGT 265

Ad06A15279 Aradu.A06 15279 p2 (TC)6 12 91238240 91238251 CCAAGCTTTAAGTGTGGGGA GGTACACTTGCCGAAGGAAA 259

Ad06A15283 Aradu.A06 15283 p2 (AT)9 18 91321719 91321736 GGTGAAATTGGCTGTGTTGTT AAATCCTAAGGCAAATGACTGAT 246

Ad06A15284 Aradu.A06 15284 p3 (AAT)5 15 91331322 91331336 GTGAACTTGCACTATCCGCA GAAGGAAATATTGGCCATTTGA 254

Ad06A15285 Aradu.A06 15285 c (T)12ctcttttgc(T)1031 91333149 91333179 GATGACCTCATCACAGGGGT GGAGAATTCCCTTTCGGTCT 226

Ad06A15289 Aradu.A06 15289 p5 (TTATC)8 40 91381672 91381711 GTGTTGCTGATCCTTCGTCA AACACGACCCAAATCCAAAG 271

Ad06A15290 Aradu.A06 15290 p5 (TTATC)5 25 91383374 91383398 GTCCGACTTGTTGGACTTGG AAGGGCGGTACCCTTAAAGA 256
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Ad06A15293 Aradu.A06 15293 p5 (TTATC)6 30 91406477 91406506 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 174

Ad06A15295 Aradu.A06 15295 p3 (TTA)5 15 91430818 91430832 GAAGGAAATATTGGCCATTTGA GCTCTTCCGGAGCCTTCTAT 273

Ad06A15296 Aradu.A06 15296 p4 (TTTA)5 20 91434710 91434729 TGGATGACCATTTTCCATGA TGGCTCTATGTGACAAAAATAGGA 244

Ad06A15297 Aradu.A06 15297 p2 (AT)6 12 91456764 91456775 CGAGCACTTTAACTCCCCAG CGCCAAGAAGGATTTCTCAG 206

Ad06A15299 Aradu.A06 15299 p3 (AGA)6 18 91462198 91462215 TTGCCTTCCCTTTTCCTTTT CACCTTGACCGAAACACCTT 194

Ad06A15302 Aradu.A06 15302 c (AG)7tgagaaagt(GA)1859 91482235 91482293 GTGCCACCGCTTTTGTACTC TGGCTTGTCTTAATGAGGCAC 272

Ad06A15303 Aradu.A06 15303 p2 (CT)7 14 91498437 91498450 GGACATTGAACCTGTAATTGAAGA CCAGATTTCACAATCAGCGA 255

Ad06A15304 Aradu.A06 15304 p2 (CT)9 18 91504385 91504402 CCTAATCCTAATCCTACGAGAGAGG CGCGATCTGTACAAACCAGA 216

Ad06A15305 Aradu.A06 15305 p3 (TTC)6 18 91512653 91512670 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 210

Ad06A15306 Aradu.A06 15306 p3 (TAT)5 15 91531849 91531863 GGAGTGCATTGTGATTGCAT GCTAGCAAAACGAGCTTACCA 274

Ad06A15315 Aradu.A06 15315 p3 (ATC)5 15 91649309 91649323 CCCGTTGTTCTACCTCAGGA TTGTACAACTGAAAGGCCCC 210

Ad06A15316 Aradu.A06 15316 p2 (TA)7 14 91654203 91654216 GCTGGAGACTCTAGGGATGC GAAGGGCTGATTCTTTTCCC 269

Ad06A15321 Aradu.A06 15321 p4 (ATAA)6 24 91664676 91664699 GCATGCCCATTCCTAAGACA TTCCAACCAACAAGTTTAGCC 214

Ad06A15323 Aradu.A06 15323 p3 (AGA)7 21 91678709 91678729 TAATCGCAGAACGTCCCCTA ATGACGAGTTGACGACCCTC 280

Ad06A15327 Aradu.A06 15327 p2 (TG)23 46 91712871 91712916 ACAATGCGATGAGAAGGGAG ATCCCTGCTAATCCCCAAAC 249

Ad06A15330 Aradu.A06 15330 p2 (AT)7 14 91751447 91751460 TTTGTACCTTTTCAATTCACTCAA CATGCTTCTCCTGTTCCTCC 153

Ad06A15333 Aradu.A06 15333 p3 (ATG)5 15 91763358 91763372 GTGGATGTTGAGGGCTGTTT ATGTTTCCCAAATCGCTGAC 237

Ad06A15334 Aradu.A06 15334 p3 (AAG)7 21 91783638 91783658 GCTTTTGTCTTCCCTTTCCC TACCCCCTCTCCTCTCCCTA 272

Ad06A15335 Aradu.A06 15335 p2 (TC)6 12 91786528 91786539 TGTTTGCTCCAATGACAGGA CAATCCAGAGGCAACCTTTC 158

Ad06A15336 Aradu.A06 15336 p2 (AC)6 12 91790056 91790067 AAAAACAATGCCAAAAAGCG TGTGTTCCGTGTCCATGTCT 234

Ad06A15337 Aradu.A06 15337 p3 (TAA)17 51 91790927 91790977 CTCCATCTTAGTGTCATGTCCTG GGGTAGGATGTAAGACCCCAA 274

Ad06A15338 Aradu.A06 15338 p2 (AT)6 12 91794855 91794866 TCACATTCTCTCTCGGCCTT TACCGAAAACCAAAAGGCAA 197

Ad06A15339 Aradu.A06 15339 c (T)10aaactt(TAA)531 91795008 91795038 CTTTTGCCTTTTGGTTTTCG TTTCTTGATCCGGCTTGAAC 260

Ad06A15345 Aradu.A06 15345 p2 (CA)7 14 91818575 91818588 CGTAGGGCAGGTAGATTGGA GACGCCTGGAAATTGAAAGA 277

Ad06A15347 Aradu.A06 15347 c (AGA)6ggagaatctgcatgcgagaaggatgaggaagaggaggagaagatatacgtgaatttgaaagaagaagaaaatgacgtatgcgtgtatttga(AAG)5124 91838419 91838542 CAGAAAATCTGCATCCATTCAA TTTTCTTCTTCTCCTCCCCC 275

Ad06A15349 Aradu.A06 15349 c (TAA)14aagtcgtacacaca(TAG)571 91839697 91839767 ATTGAAGTTGAGGACGTGGG GGCATTCTTTTTATTTTTAACATGAC 280

Ad06A15350 Aradu.A06 15350 p2 (AG)20 40 91842201 91842240 TGGTCATACGCGATTGGATA TGTCCAAACCACCTGAGACA 138

Ad06A15351 Aradu.A06 15351 p3 (TTG)17 51 91842511 91842561 TTCATGTAACTGACCCCACCT TTCACTTCGCCTATTCGTGA 279

Ad06A15354 Aradu.A06 15354 p2 (TC)7 14 91868196 91868209 CTCCAACAGCAGTTTTCGGT TTATTGTCATGCCGTGCTGT 277

Ad06A15356 Aradu.A06 15356 p3 (AAG)5 15 91883717 91883731 ACTGGAGATTCACCCCTGTG ATGCGTTATTCAACCGCTTC 257

Ad06A15357 Aradu.A06 15357 p3 (ATA)16 48 91884219 91884266 AGCTTAATGAATGCCCGATG CCACCATGTTCCTCCTTGTC 232

Ad06A15362 Aradu.A06 15362 p3 (GGT)5 15 91894893 91894907 GTTCTCCTATGCTCGCTTCG AAGTGCGAGACAAAGACCGT 110

Ad06A15363 Aradu.A06 15363 p3 (CAA)5 15 91903033 91903047 AAGCAGAAGCAGAAGCAACC AAGAGAGGAACGAAGCCCTC 280

Ad06A15367 Aradu.A06 15367 p3 (ATT)5 15 91913179 91913193 GCGCAGGTAACTCTCTGTCC TGCACGTGAACCTCTCTTCA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15368 Aradu.A06 15368 p2 (AT)10 20 91926117 91926136 TGTTTGAAACTTAAAACCGCA AAGGGCGACAAAGTTTCAGA 256

Ad06A15369 Aradu.A06 15369 p3 (GCA)5 15 91928933 91928947 GACAGTGGATCTCAGTGGCA GAACGCACGGATAGAGAAGG 133

Ad06A15373 Aradu.A06 15373 c* (TCT)7(CTT)5caccttcg(TCT)6tccttttt(CTCTTC)5(TCT)9*tcg(T)10135 91936120 91936254 CGCGCATTAACTCACTTTGA GAGGAAGAAGAACGTGCAGC 257

Ad06A15374 Aradu.A06 15374 p3 (TCT)6 18 91936376 91936393 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 197

Ad06A15375 Aradu.A06 15375 p3 (AAG)5 15 91936925 91936939 TTCTCCTCCTCGTCTTCTGC TGGTTTGTTCTTCGTCGTTG 273

Ad06A15380 Aradu.A06 15380 p3 (TAT)22 66 91966018 91966083 AAGGGGAATGAAGTGTGTGC CTCTGCACAATCGAACCAAA 161

Ad06A15384 Aradu.A06 15384 p3 (ATT)9 27 91979469 91979495 TTGGATCATCCTCAATGGGT CGGAGGGTCCGATTTGTAT 273

Ad06A15385 Aradu.A06 15385 c (TAG)6taataaccgg(ATT)7(GTT)10gtattaggattaatattattgtgttagttgttgttaatttcaatgaatattatcttc(T)10146 91979672 91979817 GGACCCTCCGATTTGTGTTT CTCATTAAAGGTATCCGGCG 270

Ad06A15386 Aradu.A06 15386 c (TTA)7(TTG)18 75 91980562 91980636 CTATACCGCGCAATCAGCTT CTCCCATGTCATCGAGTCCT 242

Ad06A15387 Aradu.A06 15387 c (A)10tttcggcccaaataaaacgcaacatgcaatttactctgcct(A)1061 91982689 91982749 GAAAGGGAGCACAAGTGAGG TTTGTCAGTGATGGGCTCAG 214

Ad06A15389 Aradu.A06 15389 p2 (CA)6 12 92006729 92006740 ATGAACGGCAAGCAAAACTT TTCGTTCTGCGTTTGATCTG 196

Ad06A15390 Aradu.A06 15390 p3 (ATC)5 15 92026024 92026038 AACTTTGGGACATTGGTTGG GGGCATTTTGTCCCCTTTAT 233

Ad06A15395 Aradu.A06 15395 p3 (AAT)5 15 92030595 92030609 CCGACGTTTCATCTACCGTT TGGCACAAAGCTGAAAAATG 266

Ad06A15398 Aradu.A06 15398 p2 (GA)8 16 92036413 92036428 CCGTGCCTGTCACACTAAAA TGTAATTAAGAAGTGGAGGTGCC 231

Ad06A15400 Aradu.A06 15400 p4 (ACCA)5 20 92038949 92038968 CTCCGCAGTTTGTGAAGACA TGGGATTTTCTTTTTCTTATGC 186

Ad06A15402 Aradu.A06 15402 p3 (TAA)8 24 92039344 92039367 GGAATCCAGTGCCTGTTCAT CCAGAAGACCCGTTGATGTT 216

Ad06A15404 Aradu.A06 15404 p3 (TAA)5 15 92044024 92044038 CATTACATATGGGGTTGGGC TCAAATGAAGCATTGGACCTC 255

Ad06A15405 Aradu.A06 15405 c (TA)6tcac(AAT)5 31 92047438 92047468 TGAACCTTTGGATTGGAAGC CGGTTCCATTTGGAAGAAAC 213

Ad06A15406 Aradu.A06 15406 p2 (AT)6 12 92047735 92047746 TTCTGTGGAAGCTGAACCAA TGTCATGGCGTCTACCTTCA 215

Ad06A15411 Aradu.A06 15411 p2 (AT)7 14 92052626 92052639 GAAGGGTGGCAGAAATTTGA ATGGAGACGAACCCCAAACT 199

Ad06A15412 Aradu.A06 15412 p2 (TA)6 12 92055958 92055969 TGCTTCTCACATTTGAGTTTCG CCCAAAATTATTTATCGCCAA 262

Ad06A15413 Aradu.A06 15413 p3 (TTA)6 18 92061923 92061940 GTACCGATTAAATGGCGTCG GCAGAATCGGAAGTGGAGAG 260

Ad06A15415 Aradu.A06 15415 p2 (AT)7 14 92079316 92079329 TCATTCTTTCAAGAGCCAACAA GCTTTGTCTGTTGCATGATCC 224

Ad06A15426 Aradu.A06 15426 p3 (TCA)5 15 92127401 92127415 CCGATCCTTCAAGATCCAAA ATGGGAACGAGAACGAACAC 258

Ad06A15431 Aradu.A06 15431 c (TCA)19(TCT)14 99 92136392 92136490 TCATTGTTCTCGTCGTCGTC TTGCATATCAAGAAGATGGCA 271

Ad06A15432 Aradu.A06 15432 p2 (TA)6 12 92144728 92144739 TGGCTTCAATATGGAATTTGC CACAACTCTTGAGAAGCGCC 179

Ad06A15434 Aradu.A06 15434 p2 (TA)9 18 92156391 92156408 GCAAACAAAACGCAGGAAAT TCACTGAATTCAACTATGCTTGG 252

Ad06A15435 Aradu.A06 15435 p4 (TAAT)8 32 92162069 92162100 TGTTCATCCAGATTATTCGTCC TCTGCCAAACTTCCTCCAAC 265

Ad06A15437 Aradu.A06 15437 p2 (GT)7 14 92165043 92165056 CCTCCACAAAAGACCTCGTG TTTCTTCCCAATCCTAACCC 209

Ad06A15438 Aradu.A06 15438 p3 (TCT)7 21 92170111 92170131 CCAACACACATGAAATCGCT AGGAGGAGAAGGAAGAACGC 171

Ad06A15439 Aradu.A06 15439 p2 (TA)6 12 92177012 92177023 GACCCTAATTTAATTTTTGAAGGGA TGCACATTTATGTGGCTGATT 166

Ad06A15441 Aradu.A06 15441 c (TC)6ccatttcctcttttcctcccttctctctc(CT)6cctctttttcttcttctttctctct(TC)690 92179638 92179727 AAAAATTGACTTGAAACCATAACTTTT GGAGAGAGAAAAGGGGGAGA 268

Ad06A15443 Aradu.A06 15443 p3 (AAT)5 15 92186029 92186043 GAGTGCTTGGTTAGCTAAAGTTG AATTAACGAAATTAATTGACAACAAG 277

Ad06A15444 Aradu.A06 15444 p2 (TA)10 20 92186974 92186993 GAACCTCTTCATGTCAATGCC GGTTCCATTGGTTTATGGGA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15446 Aradu.A06 15446 p3 (CTC)11 33 92190752 92190784 TTTCAATTGGGTCTTTAAACCA GTGAGAGGGACAGGCAAGAG 240

Ad06A15449 Aradu.A06 15449 p2 (AT)6 12 92199377 92199388 TTTTGCCAAATTCACTATTGTAAGA CCCGATATGATTTGTTGTTGA 252

Ad06A15450 Aradu.A06 15450 p3 (ATA)14 42 92215425 92215466 CGTAAAAGTAAATATTACCATCCAGTC CATTATTAGGCCATTAACAAAAATGA 212

Ad06A15451 Aradu.A06 15451 p3 (TAT)15 45 92215786 92215830 ACTGTGAACACGTACTCAATTATTCT TCTAGCTCGTTCACATGCCA 179

Ad06A15458 Aradu.A06 15458 p2 (AT)9 18 92255262 92255279 GCTATGCGTATCCACACCAA TTGAAATCAATAACAAATCTCATGC 257

Ad06A15459 Aradu.A06 15459 p2 (AT)9 18 92258810 92258827 ATCCACACCGAAACCAACAT TTGAAATCAATAACAAATCTCATGC 248

Ad06A15460 Aradu.A06 15460 p3 (CTC)8 24 92263536 92263559 TTACCAAAGGGTGCAGGAAG CTCGGAAAGTAGTTGGGCAG 181

Ad06A15461 Aradu.A06 15461 p2 (TA)8 16 92276353 92276368 TCAAGAAGGGTGTTTGGAGC ATGATTTTTGATGGGTGGGA 149

Ad06A15467 Aradu.A06 15467 c (A)14ttactacccactatcaatccatgtcctctacaatttcatcttttaccttctaatatgtataaattctgggaaagctaaaac(A)11106 92298595 92298700 ACACCTACAACCCACCCAAA TTTTTCAAATCAATCTCCTTTGTT 237

Ad06A15470 Aradu.A06 15470 c (CAC)5cagtttggcccgcattgctccaaattctctacattt(TC)1989 92314280 92314368 TCCCTCTTCTTTCCAACATCC AATCGATTCGGCAGGAGAC 259

Ad06A15476 Aradu.A06 15476 p3 (TCT)5 15 92327668 92327682 CCACATACAAGCGTTTTCCA CCTCCTCATCTTCTGCTGCT 275

Ad06A15477 Aradu.A06 15477 p3 (GAA)5 15 92327817 92327831 CCACATACAAGCGTTTTCCA TCCTCCTCATCTTCTGCTGC 276

Ad06A15482 Aradu.A06 15482 p3 (TTG)5 15 92345873 92345887 CATCGTTTGATTCATGTAGCG AGAAGCACCTTCCTCGAACA 201

Ad06A15486 Aradu.A06 15486 p2 (CT)6 12 92354984 92354995 GGAACCAAGAGGTTACCAGC CCCTCACTGAAAGCCTCAAC 276

Ad06A15490 Aradu.A06 15490 c (GA)6agggaagtttatgcattttagacttagcacaatgaacacataaagaaggagaagcac(TAT)790 92379434 92379523 TTCAAAGGAGCATGATATGGG TTGAGACTTGGACATGCTGC 190

Ad06A15491 Aradu.A06 15491 p4 (TTAT)5 20 92390445 92390464 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad06A15492 Aradu.A06 15492 p4 (TTAT)5 20 92394318 92394337 TGAACCATCCATCAATTAGAGGT GGTCCCCTCAAGTGTTTTGA 275

Ad06A15493 Aradu.A06 15493 c (T)10ctc(T)10 23 92395866 92395888 TGATAGCAACCACATGGGAA TGGAGTCCACGGAACATAGA 118

Ad06A15495 Aradu.A06 15495 p3 (ATT)5 15 92402061 92402075 TGCGCTTTTTGGTACTAGCAT GGGTTGTGTCCTTTCAACCA 260

Ad06A15496 Aradu.A06 15496 c (TCT)6tcg(T)10 31 92403594 92403624 GCGCTACACTCAAAATGGTTC TTTCTCCTCATCTTCTGCTGC 151

Ad06A15497 Aradu.A06 15497 c (AGA)5gtaagaggaagaagaacgtgcagc(AAG)657 92404158 92404214 CGATGAAGAAGAACGTGCAG CGCTCAAAACACACTTCCAA 175

Ad06A15498 Aradu.A06 15498 p5 (ATAAA)5 25 92405882 92405906 CCAATAACAACATCGATGCAA CGTAGAGATAGTCCAACCACTCA 264

Ad06A15500 Aradu.A06 15500 p3 (CTT)25 75 92412929 92413003 TTAATTTCGGTTAGACCGGG ACGAGGAGAAACACGACGAT 277

Ad06A15502 Aradu.A06 15502 c (GAA)5gg(AGA)1047 92413575 92413621 CGCACGAATAAGATCGAACA AAGCATGCTGGCCCATATAC 164

Ad06A15503 Aradu.A06 15503 p3 (ACA)5 15 92418708 92418722 GCTTTGCACCTAGAGTTCCG GTGTAGCACAAACCCCATCC 178

Ad06A15504 Aradu.A06 15504 p3 (AAT)6 18 92426218 92426235 TTTTTAAAACAATTGAATCTTGGTTCT TTTCTCTCTCTTTTCTCTCATGCTC 269

Ad06A15506 Aradu.A06 15506 c (AAAT)6taccagccaaattgaaaattgttttctcaatattcttcat(ATA)1094 92428152 92428245 TGATCCAAAACAAAGCATGG GTAGGCAAAGATAGACGCCG 231

Ad06A15507 Aradu.A06 15507 p2 (TC)7 14 92428395 92428408 CGGCGTCTATCTTTGCCTAC CGCAAAAGCGATGGTAACTT 133

Ad06A15508 Aradu.A06 15508 p2 (CT)6 12 92431553 92431564 TCGCTCAAGACCTGCCTTAT GCATCCTTCACAACACCCTT 269

Ad06A15512 Aradu.A06 15512 p3 (GAT)5 15 92478184 92478198 CCACTTGGAAGTGATGCAAG ATCGATCCTTCAACACCAGC 278

Ad06A15513 Aradu.A06 15513 p3 (AAC)10 30 92481594 92481623 TTTGGTGTTGAAAGATTGAGGA TGACTATGTCAATAACGAATATAACCC 269

Ad06A15514 Aradu.A06 15514 p2 (TA)7 14 92487044 92487057 CCCGCAAGGTTAATCGTAAA ATATGCAGGTCGAGAGGCAC 276

Ad06A15515 Aradu.A06 15515 p2 (TA)8 16 92494147 92494162 TTTCAGATGCAGGACGTGAG ACGAACAAGGAAATCCAACG 277

Ad06A15519 Aradu.A06 15519 p3 (TAT)15 45 92521234 92521278 CATTGTTAATTATCTTGGTGAACCT AAACCAAACCTAAACTAACGGTC 269
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Ad06A15520 Aradu.A06 15520 p3 (AAT)12 36 92521417 92521452 TGACCGTTAGTTTAGGTTTGGTT AACTGATTCCCCATTTCTTGT 198

Ad06A15521 Aradu.A06 15521 p3 (AAT)6 18 92521594 92521611 ACAAGAAATGGGGAATCAGTT CGATTGCCATTCGTTTAATG 227

Ad06A15523 Aradu.A06 15523 p3 (AAT)5 15 92574032 92574046 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 279

Ad06A15524 Aradu.A06 15524 p2 (AT)9 18 92583461 92583478 TGCCTTTGACTTTTTCAGAACC CAAAGGCCGACCAGAGTATC 277

Ad06A15526 Aradu.A06 15526 c (T)11agttcaatttctctattaatctcaaggatgagatattccccctttcaaaaagaatttgatttcctc(T)1087 92586622 92586708 CCTCAAACTTCTCTTCCCCC TCAAAATAGGCTTGGTACCCC 262

Ad06A15527 Aradu.A06 15527 p3 (AGA)5 15 92604851 92604865 CGAAGAAAGGAGCAACGAAA TTAGAAGAGGTCGGGCTCAA 272

Ad06A15529 Aradu.A06 15529 p4 (TTTA)5 20 92612088 92612107 TTGCCCTCTACAAACGATGG AAAATTGGCGTAGTCACAAAAA 271

Ad06A15536 Aradu.A06 15536 c (TG)23ta(TG)12 72 92637909 92637980 CTTTGCTGGTACGGGTTGAT AGAGCTCCCCCAGGTATGTT 239

Ad06A15537 Aradu.A06 15537 p2 (CA)10 20 92639309 92639328 CACAACCTCACCAACCATCA TGTTGCGTGAAAATTTTGGT 258

Ad06A15539 Aradu.A06 15539 p2 (AG)8 16 92650731 92650746 CGGATGCGATAGTTTTGGAG TCTGCCCCTGAGCTGTACTT 158

Ad06A15546 Aradu.A06 15546 p2 (CT)6 12 92668803 92668814 GCCTTTTTCGGATAGAGCAGA TGAAATTCCCTCTCTCCTGC 280

Ad06A15547 Aradu.A06 15547 p4 (TTAT)5 20 92675332 92675351 CCCCCTCTCTCTTTCTCTTACT ATTTATGGATCTGCCCCCTC 253

Ad06A15550 Aradu.A06 15550 c (CAT)5g(ATC)5atggaatcataagaactcagaaccaga(ACC)573 92683281 92683353 ACCACTACCACCACCACCAT TTGGTTGGTGTGATGCAGAT 169

Ad06A15551 Aradu.A06 15551 p3 (AGA)5 15 92683627 92683641 CGTCATCCTCATCAGAACCC GGTGGGGAGAGAAAGAAAGG 278

Ad06A15552 Aradu.A06 15552 p2 (AT)10 20 92689795 92689814 TCTAAGAGGAGAGGGAGGGG TCAATTTCTCATGCAATATATCACT 235

Ad06A15554 Aradu.A06 15554 p2 (AT)8 16 92704013 92704028 TATGAAGTTAAGGCTGGCCG CACCACGCTAAATGTCTGGA 225

Ad06A15555 Aradu.A06 15555 p2 (GT)14 28 92705461 92705488 CGCACAAGTGAAAATATGGC TTTAACAAACTTCGGCGGTC 280

Ad06A15556 Aradu.A06 15556 c (AG)8aagagaagaaaatgacaccataaatgaaaaaagagaagaaaatgaagaagatgagttatgttaggggacttttgaagtgacattttttaaaaag(A)10120 92707738 92707857 GAAGCGAGGAGATGAATAGGG AAGGGCAAGTTGCTTTTTCA 266

Ad06A15557 Aradu.A06 15557 p3 (TAT)5 15 92708258 92708272 TGGAGATGAACAACATTTGGA TCACTGCATAGAGAGTACGCAAA 275

Ad06A15562 Aradu.A06 15562 p2 (TA)14 28 92738861 92738888 TGTTTCCCTCGCCTTTAATTT CTGCTTAACCGCTCAAGAGAC 200

Ad06A15563 Aradu.A06 15563 c (T)10c(TAT)7 32 92740491 92740522 TTCTTCTTGCAATCTGTCGC CTCAAGTCGGAGACCACCTC 241

Ad06A15564 Aradu.A06 15564 p2 (TA)10 20 92741464 92741483 AAACCAAAAACTGTCATTCTAAATCC ACTCGGGATAAAGCCAAAAA 279

Ad06A15568 Aradu.A06 15568 c (TTC)5ctcttcctcttcttcttcttttctttcgtttcttgccttctctttctccttctttttcttcctcttcc(TCT)7104 92746030 92746133 TAAACTCCAAAAACGCGATG CGTGCAACAAGAAGAAGAAGG 257

Ad06A15569 Aradu.A06 15569 p2 (AT)8 16 92748298 92748313 TGCACCTTGCATTACCATTT GATGCCATCAAGGCTACCAT 227

Ad06A15571 Aradu.A06 15571 p2 (CT)6 12 92771965 92771976 CGGATCTCAACTTTTGCCAT TTTCGGTGGGTAGGTGTAGC 272

Ad06A15572 Aradu.A06 15572 p2 (TC)10 20 92781495 92781514 TATGCCTTCCAACGGATCTC TTCCATGGTTGCTGGGTAAT 274

Ad06A15575 Aradu.A06 15575 p2 (TA)6 12 92793868 92793879 TTCCTTCCTCTCACCCTTCA TGGACTCAGAGGAGGCTGAT 241

Ad06A15577 Aradu.A06 15577 p2 (TG)12 24 92797425 92797448 TGAGGATTTCGGTAAAGTGAAAA GGGCAAATCTACATCCCAGA 224

Ad06A15580 Aradu.A06 15580 p2 (AG)10 20 92800316 92800335 AGGAAGAAGCCTAACCAGCG TTTCGCTCTCTTTCTTTCGC 129

Ad06A15581 Aradu.A06 15581 p3 (CTT)9 27 92802363 92802389 CGCCTCTTCTTCTTCTTCCC ACCAGCATTCATCACACCAA 277

Ad06A15582 Aradu.A06 15582 c (GGT)6tgttctgattctaagttctgatgatgatgataatga(TGG)6ttgttgttctgattctgagttc(TGG)6112 92802604 92802715 TTGGTGTGATGAATGCTGGT TTTTGCTTCAAAATGGTCCC 268

Ad06A15585 Aradu.A06 15585 p2 (AT)6 12 92808651 92808662 GAGACGGGACCCCGTATAAT ACAAAAGGGGTGGGAGGTAG 274

Ad06A15588 Aradu.A06 15588 c (CA)10(CT)8 36 92842806 92842841 TTGTGAACCTCTTCCCTTTCA AAGTGCAATGGAGGCAGAAG 163

Ad06A15589 Aradu.A06 15589 p2 (TC)7 14 92847425 92847438 GGCACCCATTCTCACTCACT GGCTGGGCTATGTTGTTGTT 141
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Ad06A15590 Aradu.A06 15590 p3 (AAG)7 21 92847862 92847882 AAGTTGCGGTTGCAGAAAAT CTCCATCTTCTCCTCCCCTC 118

Ad06A15591 Aradu.A06 15591 p3 (ATT)13 39 92867191 92867229 CAGTTGTTACGGGAAAAGCTAA GCGCCCCACTAAAACTTAAA 278

Ad06A15594 Aradu.A06 15594 p2 (AG)7 14 92903961 92903974 CCATAGCTTCTGCACTTTCCA AACCCCCTTCTCTTAGCCAC 220

Ad06A15596 Aradu.A06 15596 p2 (AT)6 12 92929272 92929283 TGATTTCAGTTGTCACTGGTTACTT TTGATTCAAGGGCATTGTGA 258

Ad06A15602 Aradu.A06 15602 p2 (TG)6 12 92940543 92940554 AGTTCTGCAGCGAAGTGGAT AGCTCCTAACTCAGCTTGCG 238

Ad06A15604 Aradu.A06 15604 p2 (CT)6 12 92944009 92944020 ACACAATTCAACGACACGGA CTGGAGCTGAGGGTTTTGAA 266

Ad06A15608 Aradu.A06 15608 p2 (GA)12 24 92948146 92948169 CTTCGATCTGCAAGTCCACA CCCAAATCCCTTCTTCCTTC 229

Ad06A15614 Aradu.A06 15614 c (CT)6ccaaaaaactgtcaagatgct(TC)645 92952964 92953008 AAAGATTGAATTCGTACGACAAAAC TGTTTGTTGCAAATTTGTGG 193

Ad06A15615 Aradu.A06 15615 p2 (AG)12 24 92955895 92955918 GTAGACGGAGGCAGAAGCAG GACCGTAAAGCCAACGGTAA 266

Ad06A15616 Aradu.A06 15616 p3 (GTG)6 18 92960834 92960851 AGAGGACAAGCTGGACAACG TTCTCCGTTCTCCAAACCAC 126

Ad06A15617 Aradu.A06 15617 p2 (GA)6 12 92961068 92961079 AGTGTTGGCGGCAGAATAAG AACGATGCATTTTGGTGACA 177

Ad06A15619 Aradu.A06 15619 c (CCA)6ttattatcatgg(TCA)545 92965023 92965067 TTTCGCTACAAAATGGTCCC GTGATGGTGGGTTTTGGTTC 248

Ad06A15620 Aradu.A06 15620 c (CAA)11(TAA)5 48 92965954 92966001 TCGACCTCTATGTTGGGGAC CCTTCATCCACAACATTCCC 273

Ad06A15622 Aradu.A06 15622 p2 (AT)7 14 92971116 92971129 ATGGAGAGCTGATCCTGGTG ATCATCGCCAAACAAAGGAA 230

Ad06A15623 Aradu.A06 15623 p2 (TA)7 14 92973129 92973142 TGGAAGATATGTTGGTTAGTTTCTCA GCGAGTTCAATGCCTCTTTT 275

Ad06A15624 Aradu.A06 15624 c (AAT)7aaatactaaaaattaatggctccaaaag(T)1261 92973684 92973744 GGAGACAACCAACTGCTAAAGA TTGAAAGAAATTCATGAAAAGTAGAC 262

Ad06A15625 Aradu.A06 15625 p3 (TTA)5 15 92976819 92976833 TGCAGCAACAACTTTATTTGAA TCGTGGATTCGAGTCTCCTT 231

Ad06A15627 Aradu.A06 15627 p4 (GAAA)5 20 92977439 92977458 TTGAACCCTAGCCGACTTTG CCTTTTGGTTTGGAATTCAAGT 188

Ad06A15630 Aradu.A06 15630 c (T)12atatgtggtgcattaatgatataagattgtataagttatcaatttgatattag(T)1176 92979325 92979400 AAAATTCATTGAGCAGACTCGTT GTACAGGTTTTTAAACTCCTCCTTT 236

Ad06A15632 Aradu.A06 15632 p2 (AT)8 16 92981973 92981988 GAAGTCGCATCACACTCGAA GCTCTGCTGAAGCGAAGAAC 244

Ad06A15633 Aradu.A06 15633 p2 (AT)10 20 92983710 92983729 TAACGAATCCCGAACAATCC GCTAGGTCGGTTTGTGGAAA 248

Ad06A15634 Aradu.A06 15634 p3 (AAC)5 15 92987712 92987726 AAAAATGTCCTTCCCCCATC TGTAGCGATTCGCAGTTCAC 266

Ad06A15635 Aradu.A06 15635 c (T)13aaatgcagcacaacgttactgctttttaatttttttgttcttcacgccactgatatg(T)1282 92990527 92990608 TCGACAAATTCGTCACCAAA TCAATGGATTTTATGGGCCT 259

Ad06A15643 Aradu.A06 15643 p2 (AT)6 12 93004331 93004342 ATTTTGACATGAACGCGTGA TTAAGTTAACGGGCCGAATC 144

Ad06A15646 Aradu.A06 15646 p2 (TA)6 12 93011647 93011658 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 135

Ad06A15647 Aradu.A06 15647 p3 (GTT)5 15 93018759 93018773 TGAGGCTGCTTCCCATACTT ATCATTCCCACAGAACCGAG 126

Ad06A15648 Aradu.A06 15648 p2 (TA)6 12 93020137 93020148 GCGTAAACAAAAACCGCAAC AGCCGGATCTTGAGTCTTGA 134

Ad06A15654 Aradu.A06 15654 c (T)10aattaattattcagatatcattcttttattatagtgataacttg(T)1165 93048727 93048791 TCAGACACCAATAACCAAAATTACA CTTGTTGTGCCCAACCTACA 274

Ad06A15656 Aradu.A06 15656 c (A)10tatttaaaaaaaagaaacaaactcatcattctatctgattcatttagcattaaacaaaattttt(A)1084 93053976 93054059 TCTCCTCCCACCAGACTCAC TTTTGGTTTTCTTTTTCTGATTTTT 280

Ad06A15662 Aradu.A06 15662 p2 (AC)6 12 93067170 93067181 CTCCAAACTTGCTCAGACCC ATGTTGTGTGGCCATCTTCA 269

Ad06A15663 Aradu.A06 15663 p3 (ATC)6 18 93076985 93077002 GACTGATCCCGGCAGTAGAA GAGCAATTCCGAGTTCTTGC 181

Ad06A15669 Aradu.A06 15669 c (TC)8tt(TC)6 30 93112232 93112261 CGCATTTCACGTTTCTCTCA AATCCGCTCTGAGTCAGGAA 144

Ad06A15671 Aradu.A06 15671 p2 (TA)7 14 93119309 93119322 TGGGTGGACTAGGTGTAAAACA TAGTATTCAGCGGGACTGCC 277

Ad06A15672 Aradu.A06 15672 p2 (GA)7 14 93125234 93125247 GACGTCGCTCTTTCTCGACT TGCACAACATCTAGGGCAGT 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15677 Aradu.A06 15677 p2 (TA)9 18 93136816 93136833 TCTAGGATTGCCTCTGGCAT GGCTGGCCGGAGAATATTTA 275

Ad06A15683 Aradu.A06 15683 p2 (AT)7 14 93165431 93165444 TTTGCATGATGTTGATGTTTCA TGGATTGATTTTCTTTTGTCTCTTT 228

Ad06A15687 Aradu.A06 15687 p3 (ATG)7 21 93182715 93182735 CCTTGAACCCACTATCCGTG AGCAAAGGAGTGGGAGGTTT 162

Ad06A15688 Aradu.A06 15688 p2 (TA)6 12 93190960 93190971 TCGCAGTTAGTAGCCATTAGG CAAGTATCTCCATTGAAATTATTTGCT 175

Ad06A15690 Aradu.A06 15690 p2 (CT)8 16 93197307 93197322 GGCCATCATGTATAACTTCGC CAAACATTCCTGGCATTCCT 233

Ad06A15692 Aradu.A06 15692 c (T)12aacatatttttgctctttttta(ATG)652 93202072 93202123 TTTTTCTCTTTATGTTGCACGC TCCCCTAATCCGATGACAGA 278

Ad06A15694 Aradu.A06 15694 p3 (TAA)6 18 93205451 93205468 TGATTTGATTTTTAGATGTGCATT TTCAACTAGGTATCCTTTAAAAGTTGT 270

Ad06A15699 Aradu.A06 15699 p2 (AC)6 12 93240199 93240210 TTTTTCAAACCAAACTCTAACCC ACGGCTTGGTTCACTACCAC 271

Ad06A15700 Aradu.A06 15700 p2 (TG)7 14 93244756 93244769 TTTGGGATGGGTCTTTTGTC TCTTCTTAAGCTCGCCTTGC 232

Ad06A15705 Aradu.A06 15705 p3 (GAC)6 18 93263958 93263975 ACGTATGGAGGCTCAGATGG CAGATCCAGGTAGTCCTCCTC 183

Ad06A15706 Aradu.A06 15706 p3 (TCA)5 15 93270260 93270274 TAAAGAAATGCGTGCAGTGG TGTCAATGTGAAGTTTAGTTCCAA 278

Ad06A15707 Aradu.A06 15707 p3 (AAC)5 15 93270624 93270638 AGGAGCCAAAATTCCCAAAT GGGGGTACGCCAATTACTTT 170

Ad06A15708 Aradu.A06 15708 c (AT)12(GTAT)6 48 93279195 93279242 GCATTGCAATTTCAGCTTCA TCTAAATGGGTGGACAAGCG 276

Ad06A15709 Aradu.A06 15709 p3 (TCA)6 18 93279833 93279850 TGGGTTCTATCCACACCCTC TTGGCTTAACACAGGCCCTA 246

Ad06A15716 Aradu.A06 15716 p2 (TC)6 12 93319589 93319600 GGTACAACAACCCCACAAGG ATGAGCACTTGATGAGCGG 109

Ad06A15717 Aradu.A06 15717 p3 (TTA)7 21 93321266 93321286 TTTTTCTTCTTTCTCCTTTTCCA GCCATTTTCAAAAGATTATTTGTGT 225

Ad06A15718 Aradu.A06 15718 c (T)11aatccttagtccctgccctccctttctt(TC)1161 93324081 93324141 TTATGACCGGCACAAAAACA CATGGCTGGGTTCCATTACT 230

Ad06A15719 Aradu.A06 15719 c (A)11gaagaaatttgtgtgagat(TG)846 93324631 93324676 GGTCACTTTCTGTCGGCATT GACCAAAGGCATGGAAAGAA 197

Ad06A15720 Aradu.A06 15720 p3 (TTA)8 24 93325079 93325102 GCTTTCTCAGAGATCCTGCC CCAGCAAGAATGCATGTATGA 257

Ad06A15721 Aradu.A06 15721 p3 (ATT)5 15 93328833 93328847 CCCAACAGTTACCCTTGGAA CTGAAGCTATTCACGTGGGAG 192

Ad06A15722 Aradu.A06 15722 c (A)10ggaattagttttgatttgatctttaaagtttggagtttagaattgagggtttaataattaatactaaatgggatgttgaggaccattccaaat(A)13gtttggaaggattttgaacccaaatctcataaaccaaaatagtatttat(A)10175 93329260 93329434 CGAGTTTGTGAGCACATTCAA TCCTGATAAGGACATGGATTTTT 274

Ad06A15730 Aradu.A06 15730 c (TCA)10(TCT)15 75 93364105 93364179 CCCTCCTCATATTCTGCTGC TTGAACGAATGTAAGTTCATCATC 262

Ad06A15733 Aradu.A06 15733 c (A)10cttgtttctactcaaattttcgttttataaaatgttaatctaagtttattttttaag(A)1077 93371425 93371501 TTGGCTGTTGAAACACAATTTC GACAGGTTAGTCGGCCAAAA 209

Ad06A15735 Aradu.A06 15735 p2 (AT)9 18 93388002 93388019 GGCTGCGAAAGAAGAAGATG CCCGATCAGAGTGGGTTTTA 242

Ad06A15737 Aradu.A06 15737 p2 (CA)6 12 93397701 93397712 TACGCCTGACCTGTTAAGGG AAGGCATAAGCGCACATTTT 123

Ad06A15738 Aradu.A06 15738 p2 (CT)7 14 93399589 93399602 CTTACCGTTTTCGCTCCAAG GGAGGCGAGTGAGAGTGAGA 151

Ad06A15739 Aradu.A06 15739 c (TC)10aaacatgtgtcgttttc(TTG)655 93399801 93399855 TCTCACTCTCACTCGCCTCC TGAGTGCGAAAGTGTGGAAG 271

Ad06A15742 Aradu.A06 15742 p3 (ATT)16 48 93405087 93405134 CAGTCGGCCAGTCCTATTTT TCCAAACTTTTTGGTGGTCG 264

Ad06A15743 Aradu.A06 15743 p3 (AGA)5 15 93407701 93407715 AATGGACAACCTCCAACGAG TTATTAAAATAGTGTCATTACACGCAC 223

Ad06A15744 Aradu.A06 15744 p3 (TTG)5 15 93413866 93413880 TATGTAGCCGACCCCTCCTA ACCTGTCATTAAAGGGCGAG 163

Ad06A15747 Aradu.A06 15747 p2 (AC)6 12 93418189 93418200 TGACCCTCAAGAACTGGTCC CACCGACACTGCAAAACAAT 274

Ad06A15749 Aradu.A06 15749 p3 (TAA)6 18 93420083 93420100 ATCCGATCTGATCCGTGTTC TCTGGGTGGCAAAAGAAATC 207

Ad06A15751 Aradu.A06 15751 c (T)12aagacannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttagggag(T)1184 93436124 93436207 GGGTCCACAAAATCTTAGGGT TGCGCTAAGTATTGAATATGAATTT 268

Ad06A15753 Aradu.A06 15753 p2 (TA)10 20 93446044 93446063 GGTTTCGATCGGTTGACAAT TTGCTTGCTAAATGATACACACA 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15755 Aradu.A06 15755 p2 (CT)21 42 93451355 93451396 AAATCTTGTCCACTCATATTTTACCAT TGAGGGTGGTGGAGAAAGAG 272

Ad06A15760 Aradu.A06 15760 c (T)10c(T)11 22 93477008 93477029 ATGCTTGCCTTTTTGCTTGT GGTGAATTTAATTTGTATCCATCG 252

Ad06A15762 Aradu.A06 15762 p2 (AG)6 12 93481104 93481115 TCTCGAGGGTAAAACATGGC TCTCCTGACAAAATTTCAACGA 198

Ad06A15766 Aradu.A06 15766 p2 (TA)6 12 93495085 93495096 CTTAAACTCCGCGAGTCGTC CTTACCTCGCGTCGTAAAGC 247

Ad06A15767 Aradu.A06 15767 p2 (TA)8 16 93505424 93505439 AATGAGGCGTCAAGATTGAGA GATGAATCGCGTTTTCACCT 239

Ad06A15768 Aradu.A06 15768 c (T)16(G)10 26 93525895 93525920 ATGCAGTCGAGTGTTTGTGC GACGGATAAATCATAAGATGGCA 224

Ad06A15777 Aradu.A06 15777 p3 (GAG)6 18 93547979 93547996 ATGGGTTTGGAAAAAGTCCC AAATGGCAAAGACAAATGCC 139

Ad06A15780 Aradu.A06 15780 p3 (TTA)23 69 93563723 93563791 TCACAACCGCAGAATCTGAA ACATCGGAGGAAGGAGGATT 253

Ad06A15782 Aradu.A06 15782 p4 (AAAC)5 20 93564768 93564787 TCTCAACAGTCAACGTCATCG TTTTTGGTTTGGGGAAAAA 195

Ad06A15783 Aradu.A06 15783 c (TTC)7tcttct(TCTTCC)5tcttcg(TCT)887 93566633 93566719 CGCGCACTAACTCATTTTGA CGTGCAGAAACGAAAGAAAA 277

Ad06A15784 Aradu.A06 15784 c (TTC)6atttacgtcttttctctctgttttctcc(T)1157 93566838 93566894 TTTTCTTTCGTTTCTGCACG CCTCCTCATCTTCTGCTGCT 149

Ad06A15785 Aradu.A06 15785 p3 (AAG)7 21 93567637 93567657 TTTCTCCTCCTCATCTTCTGC GCACGTTTCTTGCCTTCTCT 204

Ad06A15789 Aradu.A06 15789 p4 (TAAT)5 20 93579524 93579543 AAAGGTGGCTGAAATGTTGG CTCGGAACATTACCCCTTGA 262

Ad06A15790 Aradu.A06 15790 p3 (CAT)6 18 93585089 93585106 ACAAAACCCACGTCTTTGCT CAACTGTGGTGAGGATGGTG 264

Ad06A15791 Aradu.A06 15791 p2 (CT)9 18 93587151 93587168 AACGACTTCTTCCCCTGTGA TCCTCATACCCACGGAAGAC 197

Ad06A15792 Aradu.A06 15792 p2 (TA)6 12 93595470 93595481 TTCCTTCGATCTAAATAATTGCC GAATTTATTTTCCAGTCCCAAAAA 225

Ad06A15795 Aradu.A06 15795 p3 (AAG)5 15 93597998 93598012 TGCGTTTCTTCTTCTTCTTTGTT GAGATTTGGGTGTAACACGATG 274

Ad06A15799 Aradu.A06 15799 p2 (TA)6 12 93605880 93605891 AGTCCTTAACCTGTCGGGTG TGACAGCGATTAGACTCTGATGA 278

Ad06A15801 Aradu.A06 15801 p2 (AT)7 14 93608703 93608716 TTTAAACCGCAATACCGCTC TTATTGGGCCAGGGTATGAA 250

Ad06A15802 Aradu.A06 15802 p3 (GAG)10 30 93616200 93616229 ATCACAATGGACTGGGAAGG GGCAAGGAAGAATGCTCAAG 156

Ad06A15804 Aradu.A06 15804 p2 (AG)6 12 93625986 93625997 GCCACTATCACCGTCGAACT GACGACCTTCTAGTGGCAGC 255

Ad06A15807 Aradu.A06 15807 p2 (TC)8 16 93631178 93631193 CGCTCCTCAACTTCTTCACC GATAAAGACGTGCTGCGACA 166

Ad06A15809 Aradu.A06 15809 c (TA)7cagaaaatt(A)1033 93643266 93643298 TTCATTCCAATACTTTTGGTTCA ATAGCCTTAGGTCCCTCATTG 253

Ad06A15816 Aradu.A06 15816 c (AT)8ccaaatattccaaaatacaaaaaaccaaactcctatttctccaaaatagcctctatgaggattaa(AC)999 93713285 93713383 GCTCCGAGCTCGACTTATGA GATGTACCTCGGTGAGCGTT 262

Ad06A15817 Aradu.A06 15817 c (AT)8ccaaatattccaaaatacaaaaaaccaaactcctatttctccaaaatagcctctaggaggattaa(AC)999 93714887 93714985 GAGGAGCCTTGAAAGGAGGT TTTTGGACCGTTGGTTATGT 264

Ad06A15821 Aradu.A06 15821 p3 (ACA)11 33 93724958 93724990 TCGAACTTTGTTTGTCCTGAGA TATAAGGGGCTTGATCGTGG 238

Ad06A15823 Aradu.A06 15823 p2 (TG)6 12 93727883 93727894 CTGCAATGTTCCATGCAAAG GGAAACCTTATCCCCCAGAT 272

Ad06A15827 Aradu.A06 15827 p2 (AT)6 12 93745983 93745994 TTGAAAGAAGCTAAAACCAAAACA CGAACCTGAACCAAACCAAT 245

Ad06A15828 Aradu.A06 15828 p2 (TC)6 12 93754511 93754522 CGACCGCGTCAACTAACTAA AGATGATTCGCCTCCCTTTT 272

Ad06A15831 Aradu.A06 15831 p2 (AT)6 12 93760400 93760411 GGAGGCTACAAATCAAATTGAAA AAAAACCAATGAACACCTCTCA 261

Ad06A15833 Aradu.A06 15833 p3 (AAG)5 15 93761662 93761676 CACATTCGATAACGAAATATTCAAA TCTATCGGTGCGAGTCACAG 207

Ad06A15840 Aradu.A06 15840 c (CT)7tgttatgtcaacgtcttttctttttcttttccatggcgcagattaa(TC)876 93798054 93798129 CAGGTGAGTTGTTGACCATTG AAAACGGGGAACTAACCATAAA 243

Ad06A15841 Aradu.A06 15841 p3 (AAT)5 15 93806868 93806882 TCTCATTTTTATGAGCCTTTTCTT TGACAATGTGACTTTGAATTTGA 275

Ad06A15843 Aradu.A06 15843 c (T)11gggttgctttgttttaaatgttcctattgttgttgtgtttttgctgtgatttaaatg(T)1583 93811319 93811401 TGAAGGTTCTTTGGTTTGGG TCAACCAAGTACTGACTGGGC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A15846 Aradu.A06 15846 p2 (CA)23 46 93820438 93820483 TTAGGGATGGCAGCAGTACC CGGTAGCACTGGGTTGAACT 271

Ad06A15847 Aradu.A06 15847 p2 (TA)8 16 93837220 93837235 GTCTCTTCACCCTCCTTCCC CAACCACTCAATTTTTGCCA 218

Ad06A15861 Aradu.A06 15861 c (T)14ctaacattgatgttcatacttttagctttatgaactccctttatggttttggttgattatccgttaa(AT)693 93880489 93880581 GGCCATTGTTGCCTCTGT AAGCCATGCATGAGTCATTTT 203

Ad06A15866 Aradu.A06 15866 c (TTC)6cctttctttgctgctga(GT)647 93900534 93900580 TTGGGTGGGTTTTGTAGAGC AATGCTAACGGGTTGGACTG 251

Ad06A15867 Aradu.A06 15867 p3 (CTT)13 39 93901055 93901093 GCGCATTAATGACGAGTGAA GTGAAGCCTATAACGCGAGC 137

Ad06A15868 Aradu.A06 15868 p3 (GAA)5 15 93901992 93902006 CGAGCAGAGAAGAAAAACGC GCGCCTTTCCAACTTCATTA 155

Ad06A15872 Aradu.A06 15872 c (A)10cactaaaaattttat(A)1035 93909759 93909793 AATTCAAGAATTTGTACCGAAAA GCGTTCAATTGTTGTGGTTG 133

Ad06A15875 Aradu.A06 15875 p3 (TCC)7 21 93911045 93911065 GGCATAGGTTGGATGCAAAT CTGCGTGCACGACTTTAGAA 257

Ad06A15879 Aradu.A06 15879 c (T)13catcaggcatattttcaacctttattttgtttttatttgagggacttaactactgcacattgtcttt(A)1191 93918410 93918500 ATCAAATGTCAAATCCCGCT TCTAATTGATGAATGATGACTAAATTG 154

Ad06A15886 Aradu.A06 15886 p3 (GTT)6 18 93928295 93928312 TTTTAAATCCAAAACTTTCTAGCTCT ACATCCATCAACCCCAATTT 100

Ad06A15888 Aradu.A06 15888 p2 (TA)6 12 93930880 93930891 TCTCACCCGGCTATGCTAAC TCCAATTGCAACTAATAAACCAAA 269

Ad06A15890 Aradu.A06 15890 p2 (CT)17 34 93934602 93934635 ATAGATGCCCTCCGTGTGAC AGCAAGGGAAAAGGTCTGGT 180

Ad06A15891 Aradu.A06 15891 c (GA)17(GT)10 54 93935785 93935838 GAACAACAACAGATCCCCGT ACAAAAGTGCCCTGACTTGG 261

Ad06A15893 Aradu.A06 15893 p2 (TA)7 14 93943622 93943635 GCCTAGCTACCCATAATTTCCA TGTGCATCTACTAAGTGTGGGG 245

Ad06A15896 Aradu.A06 15896 p2 (CT)7 14 93959558 93959571 GCAACATAAAGTAATCAACAAGGG TTTCTGGGCTGTTTTTGACC 276

Ad06A15898 Aradu.A06 15898 p3 (AGA)5 15 93965952 93965966 TTAAATTTTGCTCGCCCTTG AATTGGCCGAACCTATACCC 182

Ad06A15902 Aradu.A06 15902 c (ATA)5acaaagtgaattatcctctaccaactcctaagcaatattatacactacctccaataatacgaatttagcttgtgcaagtaaatcattgttgtattc(T)11122 94001296 94001417 TTTCAGTATTTTAAGACACAAACCAAA GGATATGGGATCTCGCCTTT 263

Ad06A15907 Aradu.A06 15907 p2 (TC)8 16 94019361 94019376 AGCAAGCTTGGTCGTTGTTT GGATTGAATGGCAAAGAGGA 278

Ad06A15911 Aradu.A06 15911 p2 (AG)11 22 94030648 94030669 CCGGCTCAATTGATTTATGG ACCGCTAATCACCTCAATCG 231

Ad06A15912 Aradu.A06 15912 p2 (AG)7 14 94038120 94038133 CGCAACAGAATCAGAAATGG ACGGGATTGGGGATAGATTC 215

Ad06A15914 Aradu.A06 15914 p2 (AT)7 14 94052172 94052185 GGACGATGAAACAATTTGGG CGGGGTTAGTATAGATGGCG 205

Ad06A15917 Aradu.A06 15917 c (T)11catgtcatttttttgtaaaaaatctaataggaaattaagtggtattttttct(A)1073 94054896 94054968 GCGATCAGCTGTTAGGCAAC TTGGTTGATAATTTCAATTTCGT 227

Ad06A15921 Aradu.A06 15921 p3 (CGT)5 15 94059580 94059594 CTCGGCTCTCTTCTCTTGGA AAAGGAAGTGAGCTCGGACA 211

Ad06A15926 Aradu.A06 15926 p2 (TC)6 12 94078764 94078775 TGGCGAGGGAAAAATAAGTG TCCATGACAACACCACGATT 172

Ad06A15929 Aradu.A06 15929 p2 (AT)6 12 94088974 94088985 TTGTAGAAATCGAATGTGATTGG GCGAAGGAAGAAGCTCAATG 141

Ad06A15930 Aradu.A06 15930 p3 (CTT)5 15 94089105 94089119 CATTGAGCTTCTTCCTTCGC GGAAACGCTCTGTTTTCGAG 232

Ad06A15933 Aradu.A06 15933 p2 (TA)6 12 94101805 94101816 TGTTGGCAGTTTTATTGAATGG AAACGAAGAGATCTTTTGAGTAAACA 192

Ad06A15937 Aradu.A06 15937 p2 (AG)6 12 94113001 94113012 ACCACCGACAGTCGTAAACC GGGATAAAATTCAAACGCGA 225

Ad06A15938 Aradu.A06 15938 p3 (ACC)6 18 94114635 94114652 CCCCAACGTTTTATTCGGTA TGTCGGTGTTGAACATTGTG 159

Ad06A15939 Aradu.A06 15939 c (CT)7cccc(CT)6 30 94115028 94115057 GCACCCCTCTTCCTCTCTTT TCCTCGCTGTCATCTCCTTT 265

Ad06A15941 Aradu.A06 15941 p2 (AT)11 22 94118962 94118983 CCGTCGTATGATCGTTCCTT TTATTTTTCACGCACACCCA 231

Ad06A15942 Aradu.A06 15942 p3 (TCA)6 18 94126165 94126182 AAGTTGAAGTCCCAAAGGCA GCTCTTCCATATGGCATGTT 226

Ad06A15943 Aradu.A06 15943 p2 (TC)6 12 94133701 94133712 AGGGGCACCTTACTGGTACA AAATCCGATTCAACTCATAGCAA 256

Ad06A15946 Aradu.A06 15946 p2 (TA)6 12 94140194 94140205 TTAGTTAAATTAAAAAGGTTTTACGGA ATCCACGCCTCCTTTATTCC 276
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Ad06A15947 Aradu.A06 15947 c (T)10gttttatttctcttaaaagagtgaaataagaagaattataagaaaataa(AAT)574 94156494 94156567 TTCTTTGTACGCTGCCTCCT TTCTGTTGTTTCTTTTTCTTTTTCA 243

Ad06A15948 Aradu.A06 15948 c (A)16gaggaggagnnnnnncaatggttacaataataatgaagagaaaggtaaaataaaggaggagaag(A)10cagcaacaacagagt(GAA)5120 94157356 94157475 AGAAGAAGACGACGGTGATGA TTCATTCATGTTGTTGCTGGA 254

Ad06A15950 Aradu.A06 15950 p3 (AAT)9 27 94159387 94159413 AGAATGTTTATTAATTCCCGACACA TGAATTTTAATGTGGACTTCGC 100

Ad06A15957 Aradu.A06 15957 p2 (AT)7 14 94164473 94164486 CAATTTCTTAGTCGTACACACCG TTGTTGGTTTGTTCTATCCGTG 217

Ad06A15959 Aradu.A06 15959 p3 (AAC)12 36 94177921 94177956 CCATGAATCTCACCCCAATC TTTCGCTCACTGTCGTTGAC 258

Ad06A15960 Aradu.A06 15960 p3 (TTA)15 45 94178768 94178812 CGTTTTTGGTGGTTAACCCTT TGAACCATTACTATTTGCACTCAA 268

Ad06A15968 Aradu.A06 15968 p3 (ACC)5 15 94219166 94219180 CCAGTGTTTATGTACGGTGGC CTCTTTGCTCCTCTCCTCCA 259

Ad06A15974 Aradu.A06 15974 p2 (AT)6 12 94247243 94247254 TGTCGAATCTCCTGCACTTG TGTTCCCTAAATTTCACCCTT 279

Ad06A15975 Aradu.A06 15975 p3 (GAA)6 18 94247848 94247865 CCCCAGATCTCATACTCCCA AGCTGCCACGTTGTCTTCTT 184

Ad06A15977 Aradu.A06 15977 p2 (TA)13 26 94249844 94249869 AGCTCGCATTAACTCGCATT TCCCTCCCTCATCAACACTC 256

Ad06A15985 Aradu.A06 15985 p2 (AC)6 12 94264912 94264923 TCCACTGCTGCTTTTGACAC TTGGGAAACAGGTTTTGGAG 209

Ad06A15986 Aradu.A06 15986 p3 (AGG)5 15 94265527 94265541 CGAAACCTGTTCGACGAAAT CGAACCCCCTCTTAATCACA 274

Ad06A15990 Aradu.A06 15990 p2 (TA)8 16 94296376 94296391 TCGCAGGTCAAAGGAAACTC TTGGTCATAAGATTATTAAAAAGGACA 249

Ad06A15991 Aradu.A06 15991 p3 (ATA)5 15 94296530 94296544 TGATCTTTTTGAATTATTAATGTCCTT TGGCCAATTTGATTGGATTT 193

Ad06A15997 Aradu.A06 15997 p4 (TTTC)8 32 94347927 94347958 GCGCGAGAGAGAAAGAGAGA TGCTGAGAAAGCCATTGAGA 151

Ad06A16003 Aradu.A06 16003 p2 (AT)7 14 94445376 94445389 TGCATGAGTTTTCTAAAAATGCTA TGGACAACTGACGGTTCATC 280

Ad06A16009 Aradu.A06 16009 p3 (TAA)11 33 94483743 94483775 CACATGAAGACATCAGCATACG TGTTAGGGTTAAGTTGCCCG 195

Ad06A16010 Aradu.A06 16010 p3 (CAA)5 15 94489342 94489356 CCGTAGGAACAATCAACAACAA CTGCCGATAACCCATGTCTC 278

Ad06A16013 Aradu.A06 16013 c (CTT)8ctcacgctcgtttacgcatggagcg(TCT)770 94491394 94491463 AAACGTGAAATATACGCGCC AAGGAGGAGAAGGAGGAACG 185

Ad06A16015 Aradu.A06 16015 p2 (AG)10 20 94504471 94504490 TTGGGCAACATCAATCAAAC TGACCTAGTTTTTGGCCCAG 278

Ad06A16016 Aradu.A06 16016 p2 (AG)10 20 94510768 94510787 TGGGCAACATTAATCAAGCA CCAATTTTCGTCCCAGAGAA 273

Ad06A16017 Aradu.A06 16017 p2 (AG)8 16 94516932 94516947 CAATTGGGCAACATCAATCA ATGCATCCATCCAAGAGGAG 225

Ad06A16020 Aradu.A06 16020 p2 (AG)6 12 94551539 94551550 GGGTGTGAATCTTAGCCCCT TGATGGAGACTGGATGTAGGC 260

Ad06A16023 Aradu.A06 16023 p3 (GGT)7 21 94558482 94558502 GCACGTGAGGGGAGGTATTA TCACCAACACTGATGCACCT 199

Ad06A16024 Aradu.A06 16024 c (TC)6tacgagtgtgagtgtttgtgcaaatatggatagatgatgatagaatgaat(GAAA)582 94558990 94559071 CAGTGGAAGTGGCTTTTGGT GAATGCAGGATGCACAAATG 254

Ad06A16025 Aradu.A06 16025 p3 (GGT)5 15 94559627 94559641 AAAAGAAAGCAGGGAAAGGG CCTCACTCTTCACGTCCCAT 274

Ad06A16027 Aradu.A06 16027 p2 (AT)9 18 94566744 94566761 TCGGTAGCAGTGAACATTGA GAACCTGGGGAGAGAAAAGG 273

Ad06A16028 Aradu.A06 16028 p2 (AG)19 38 94567290 94567327 TCGTGGACAAGGTTTCCAAT GAAATCTCCAAGCTCAAGCG 235

Ad06A16031 Aradu.A06 16031 p2 (GA)7 14 94576759 94576772 GGGGGAGAAGAAAAGAAAACC GCGACCGCGTCAATTAGTAT 212

Ad06A16033 Aradu.A06 16033 c (GAA)6taaggtgagagaggaaggaaggatctgttttttcgtttgtgtgtagt(ATGA)689 94594689 94594777 GGTCAGGTACGGAATCGCTA AAGAAATCCGCGAAAGACAA 257

Ad06A16036 Aradu.A06 16036 c (AC)6attcaattagagatatgttatgaatgaaaagatacaatgacaatatttgttttgtttgcgtacttttagtggaaaaaacattactaagat(A)15catttgaaaaaaatgagtggagacattaaaaaatgttataaagttctttatgacg(A)11183 94598417 94598599 TCAATCACAATCCTCCTCTAATG TCACCAAAGTTTACTTCCCATTT 278

Ad06A16039 Aradu.A06 16039 p3 (GAC)5 15 94616843 94616857 AAGGGCAAAGGGAAATTGAT ATCGTCATCATCAGCAGCAG 246

Ad06A16040 Aradu.A06 16040 p2 (GA)7 14 94617366 94617379 GAAGAAAGCCCCAGTTTTCC ACACCGAGCCATCTTCATCT 260

Ad06A16045 Aradu.A06 16045 p2 (AT)7 14 94623493 94623506 TTGAAAGAAGCTAAAACCAAAACA GGTAATCAAGTCCAACCCGA 205
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Ad06A16047 Aradu.A06 16047 c (TCT)7tcacacacaattatcatacacctcctt(TTC)7tccaacacacacaaccaccacaccttcttcttcacacacaaccatcacacacctctttcttcttc(TCT)5149 94633200 94633348 TCGTCACAGCACAGAACACA GTCGAGGTGAAGATCGTCGT 264

Ad06A16048 Aradu.A06 16048 p3 (GAA)7 21 94633901 94633921 TTTTTGGATTTCTGGATTGCT TCCATTTTTCCACCATTTCA 278

Ad06A16049 Aradu.A06 16049 c (A)10ttggtgcagggactcaaataaaaggaaaaaaagtataaggactcaattgaaaaaaaatttggtgcagggacccaattaaaagg(A)10103 94637739 94637841 TTTTAATTGGGTCCCTGCAC CGCAAAATTTTCAATTAGGTCC 213

Ad06A16051 Aradu.A06 16051 p3 (ATC)5 15 94641095 94641109 CCCCTTCATCTTCCTCTTCA ATCTGAAAAACACGAAGGCG 225

Ad06A16054 Aradu.A06 16054 p2 (AT)8 16 94663186 94663201 CTTTGCAACCACACTTCAACTC TTTTCGTTTTTGAAAATTAGCAT 184

Ad06A16055 Aradu.A06 16055 p3 (TCA)5 15 94665297 94665311 ATCCTTTTTCTTTGGCCACC GGCCAATACTCTGCGATGTT 195

Ad06A16058 Aradu.A06 16058 p2 (AT)7 14 94676760 94676773 TCAACGGTTTGTTGAAAATCA TCCGAGGAATTTTGTGTCCT 198

Ad06A16059 Aradu.A06 16059 p3 (ATA)15 45 94676969 94677013 AAGTGTGTGACCCACCATCA TTTCAAGTGCGATGCGATTA 263

Ad06A16064 Aradu.A06 16064 p3 (ATT)7 21 94688687 94688707 TGCTTAAATGAACTTAAATGGGTG AAAATTCGGGTGCATTTTTG 269

Ad06A16069 Aradu.A06 16069 p4 (AAAT)5 20 94710260 94710279 AGCTTGGAGTAATGTATGCGAG ATCATTTTGCCAACCTTCCA 260

Ad06A16071 Aradu.A06 16071 p2 (AT)6 12 94719010 94719021 GGCAATTTTGGGTGACAAGT CTCAAATCAATTGGTGCCCT 193

Ad06A16072 Aradu.A06 16072 p4 (TGTA)5 20 94724754 94724773 TCATGATTGAGGTAGGGGCT CACTTTCAGCTGTGCCACTC 271

Ad06A16073 Aradu.A06 16073 p2 (TC)11 22 94743421 94743442 AACGGCCAAGATTCTCTCAA TTTCTGCCACTCTCACATGC 257

Ad06A16076 Aradu.A06 16076 p3 (AAG)5 15 94748223 94748237 TGAATGCAGGTTCATCCTCTT TTTTCCTTTTTCTCCCTCCA 216

Ad06A16078 Aradu.A06 16078 p3 (GAT)5 15 94749451 94749465 ATTGCAACACGCAAACTCAG TTCCTCCTCCTTCTTCTCCA 250

Ad06A16079 Aradu.A06 16079 p2 (CT)6 12 94781228 94781239 CCTAATTGGAGCAGGGATGA TGAAAGTGAGGTAGGTGGGG 217

Ad06A16082 Aradu.A06 16082 p3 (TGA)5 15 94830122 94830136 TGACATGTAAACGGAACCGA CTCCTCAGCCCCAATATCAA 175

Ad06A16083 Aradu.A06 16083 c* (A)10(AG)7* 23 94831531 94831553 GCAAGACTATTTAATGAGGGTGG CGCCGTCGTTTTGGTATAGT 275

Ad06A16084 Aradu.A06 16084 c* (TTC)5(CTTCTC)7*(CTT)774 94831863 94831936 AAAACGACGGCGTATGACTT ATTTCACAGCAACGCATCAG 213

Ad06A16085 Aradu.A06 16085 p3 (TTA)12 36 94859106 94859141 TCTGATAGCATCGCTGTTGG GCACCAATCGATCAGAGCAT 254

Ad06A16088 Aradu.A06 16088 p3 (AGC)6 18 94873181 94873198 TGTTCATCTTCCCGGACTTC TCGTCTTCGTTGAAGCAGAA 127

Ad06A16090 Aradu.A06 16090 p2 (AT)6 12 94877522 94877533 TGGGCTACGTTTTCAATGTG TTCCTTACCATGACTTTCTTTGAA 242

Ad06A16092 Aradu.A06 16092 p3 (ATG)5 15 94888943 94888957 TTGTTCTTTCAAGGGTTGAGTG TGCAGGAAAAGAATGGATCA 255

Ad06A16093 Aradu.A06 16093 p2 (AT)7 14 94896227 94896240 AAACGAATTCTTTAACACATCCA TCGTTTAGCTTTCTTGTCAAACC 217

Ad06A16097 Aradu.A06 16097 p4 (TTTC)6 24 94914924 94914947 CAATCCTGCGTATCAGCCTC AAACAATGGAATCAGTCACGC 261

Ad06A16100 Aradu.A06 16100 p4 (AAAT)5 20 94920675 94920694 AAAATGAATAAAAGAATGTTATTGTGC CGCGTCCATTTAAAAGGCTA 277

Ad06A16101 Aradu.A06 16101 p2 (AT)7 14 94920798 94920811 AAAATGAATAAAAGAATGTTATTGTGC CGCGTCCATTTAAAAGGCTA 277

Ad06A16104 Aradu.A06 16104 p3 (AGA)5 15 94935815 94935829 CTCGGAAGTGGAAGCTTTTG CGAACCCCTCTTCTCCTTCT 200

Ad06A16106 Aradu.A06 16106 p3 (ATT)6 18 94956180 94956197 GGATCAAAGTAACATGGCTTCA TGAATTTGGGGGATTCATGT 279

Ad06A16107 Aradu.A06 16107 c (T)11ctttg(T)10 26 94960399 94960424 AAGAATAAATTCGAAAGATGCAA TGGGTAAGAATATTGAAGACTTATGA 280

Ad06A16108 Aradu.A06 16108 p2 (AT)6 12 94960719 94960730 TTTTGATTAATCCACGCAAAT TGGCCAGTTTAAATAAATGCTTC 128

Ad06A16109 Aradu.A06 16109 c (A)13ttagagacttgaacgtgattctttcatcgaagcagagatttctacgctacggccatgtgagacatgtctcggttcctgagc(T)11105 94961078 94961182 GCACTCTCCTAACAAGTCCCA GAGTGGATGCAGAGAGGGAA 271

Ad06A16110 Aradu.A06 16110 p3 (ATC)5 15 94961292 94961306 TTCCCTCTCTGCATCCACTC AAACAGTTGCACCAATGCAC 258

Ad06A16118 Aradu.A06 16118 p3 (AAT)5 15 94971459 94971473 TCTTAAAAACCAACGATAACATAACAA ACCGATCCAATTCAATCCAA 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A16121 Aradu.A06 16121 p3 (TGT)5 15 94980494 94980508 TCTTCTTCGCTGTTGGGTCT CCATCATCACCATCATGAGC 131

Ad06A16124 Aradu.A06 16124 p5 (TCAAT)5 25 94983931 94983955 TCTACAGAATGAACCGAACACG TTGAATGAGAGCGTTTTGGA 232

Ad06A16125 Aradu.A06 16125 p3 (GAA)8 24 94984263 94984286 AAGAAGGACGAGCAGCAGAG CCCCTCTCCCTCCTATCAAC 191

Ad06A16130 Aradu.A06 16130 p3 (TAA)5 15 94998155 94998169 AATGGGTCTCACCCGCTAC ATGTTTTACTATTTTGAAGATTGGATT 227

Ad06A16134 Aradu.A06 16134 c (T)15attcatggactcgttgggtccgtttgctggcagataa(T)1365 95002918 95002982 CTTGCGCAGGAGAAAAAGTT AAACAGGGGGAGGAAGAAGA 227

Ad06A16136 Aradu.A06 16136 p3 (ACA)5 15 95018398 95018412 AACCAGCAACAAACAACCCT GTGGTGGTCGTCAGAAACCT 280

Ad06A16140 Aradu.A06 16140 p3 (GTC)5 15 95032186 95032200 TTTCGATGGTAATGTCAATTAAAAA CCACCTCTTCAGGGTCACAG 255

Ad06A16141 Aradu.A06 16141 c (GA)20(GT)10 60 95035535 95035594 GGAGAGGGGTTGTGATGGT TATGCATTTTGGTGACCCAC 278

Ad06A16143 Aradu.A06 16143 c (A)10gcaagaaaggggaagtctgattaggattcaaattaaag(A)1058 95059749 95059806 AAACCAAGCTTGTGACCAAA GGAGGAGAGCATTCTCAACAA 247

Ad06A16147 Aradu.A06 16147 p3 (AAT)5 15 95064045 95064059 CGTTTGTTAATTCGTTTAGATAAGTG AAGGTTCTGTGTTCCCATTTG 280

Ad06A16149 Aradu.A06 16149 p5 (AACCG)7 35 95069167 95069201 CGAATTAACCGAAAACCGAA CAGGTTAGGGATTGGGGATT 247

Ad06A16150 Aradu.A06 16150 p3 (TAT)13 39 95070686 95070724 AACACAACCTCCCAGATTGC GGTGTCTTCTCCAACAAAATAGC 242

Ad06A16156 Aradu.A06 16156 p3 (GGC)5 15 95130362 95130376 ATATGTGCAAATTCCCGTCG TCTAAAGAGAGAGGCTGCGG 222

Ad06A16159 Aradu.A06 16159 c (A)10tgacaattacaaaagacaagtgatactatataaatataaagatatt(A)1066 95132972 95133037 TGTTTACCCGGAGTCAGTTT GCCACTGCCGAAAAAGAATA 262

Ad06A16160 Aradu.A06 16160 p2 (AT)6 12 95136138 95136149 TCTGAGAGGATGGAATTGGG ATTTCGAGAAAGAAGGGGGA 202

Ad06A16162 Aradu.A06 16162 p4 (TTTC)5 20 95139853 95139872 ATGCCATTTTCGGATGTAGC CAACGTTCCTCTCCTCTCCA 251

Ad06A16163 Aradu.A06 16163 c (TTA)12tgctattttttttattcaatttagattatcataattatctgtaatttcagggcct(TAA)5106 95144776 95144881 GCTCCATTGAGCTCTGTTCTC TGCAATAAGAAAGAGAGAATGTCA 279

Ad06A16164 Aradu.A06 16164 c (TA)9actgaatcagatcaatactagctagatagctaggccaatataatagaatttacatacctttctcttcattttg(ATATA)7126 95147929 95148054 GGCCAATATCTGTTCGAGGA AAAAGCTAGGAGAAAATAAGAAAAAGG 280

Ad06A16167 Aradu.A06 16167 p3 (ATC)7 21 95157679 95157699 TTTCCAAATATACCCCTCCCTT GGCTCAACAAAGATGGTGGT 241

Ad06A16169 Aradu.A06 16169 p3 (TGA)6 18 95158828 95158845 TGATGATGGTGGTGGAGAGA CCCTCAAGTTTTCGATTTGC 177

Ad06A16171 Aradu.A06 16171 p3 (AAC)6 18 95161762 95161779 TCAGAACCCACAACTCAGAAAA GCCGTTTCTATTCCTCCTCC 215

Ad06A16173 Aradu.A06 16173 p6 (GGCTCG)7 42 95166323 95166364 TTTGGCTTGACTCACAGCAG AAGGCGAAGATGAACGTGAC 260

Ad06A16174 Aradu.A06 16174 p2 (TA)10 20 95166719 95166738 GTCGTCAGAGTCTTCGGGAG AAAATTCGCGAGATTGCTGT 171

Ad06A16175 Aradu.A06 16175 p2 (TA)7 14 95167476 95167489 TTCGACGTTTGGGGTAAGTC TCTGGTGCCACAAATTACCTT 269

Ad06A16176 Aradu.A06 16176 c (TCA)5tagtcacacacaccttcttcgacattaaaat(GA)658 95168092 95168149 TCAGAAGCTAAAACCCCCAA CTCTTTCTCGCTGATTGCCT 198

Ad06A16181 Aradu.A06 16181 p2 (AT)9 18 95186407 95186424 AATCCAAACAAGCGACGTTA TGCAATTTATTTTGGTTTGGG 235

Ad06A16182 Aradu.A06 16182 p2 (TA)6 12 95188256 95188267 TTTTCGTCGTTCATCCCAAT TGAAATCAGATGTTTCCGTAGTTT 263

Ad06A16183 Aradu.A06 16183 p3 (TAA)5 15 95188392 95188406 CACAATTTCACTACAACGCGA ATTTTTAGGTATAATCGTGGTCGTT 100

Ad06A16185 Aradu.A06 16185 p3 (ATG)9 27 95191318 95191344 TGAAGATCCGGAAGAACCAC TGCCTCAACATGAAATGGAA 224

Ad06A16186 Aradu.A06 16186 p3 (GGT)5 15 95191601 95191615 TTCCATTTCATGTTGAGGCA AATGCCATTTCTGTAACCGC 269

Ad06A16187 Aradu.A06 16187 p3 (CAA)5 15 95192929 95192943 CAACTTCGTAATGCATTGATCC TGTTCATAAATTGATATAAAGGGCT 276

Ad06A16188 Aradu.A06 16188 p2 (GA)8 16 95194017 95194032 GGACATTTGATCAGAAGGAGAGA AGGGGAAGTGGGAGAGGATA 177

Ad06A16196 Aradu.A06 16196 p2 (GA)11 22 95219927 95219948 TCACCAAGAAAAAGGAGGGA GCAGAATGGGAATCAGAGGA 236

Ad06A16197 Aradu.A06 16197 p3 (TTG)5 15 95220259 95220273 CCCCCTCTTTATTCATGCAC TGAAGTCCTTAATTGAACTAGCATACA 280
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Ad06A16200 Aradu.A06 16200 p3 (AAT)14 42 95234052 95234093 CGTCTGCTCCCCTAGTTTCA GGAGGCTGCATTAGTGGAAG 133

Ad06A16201 Aradu.A06 16201 p3 (ATA)6 18 95236406 95236423 TGGACTCCCTGCAATCATTA CGGAAGATTAGGCCAACGTA 280

Ad06A16203 Aradu.A06 16203 p3 (TCC)8 24 95238218 95238241 ACTTGAGGTTTGCCGACTTG ATCACAATGGGTTGAGAGGG 208

Ad06A16206 Aradu.A06 16206 p2 (GA)9 18 95249321 95249338 TTGATCAGAAGGAGAGAGCGA AGGGGAAGTGGGAGAGGATA 180

Ad06A16207 Aradu.A06 16207 p3 (TAA)6 18 95250309 95250326 TTTTTGTTCTACTCTCTTATCATTTCA TTCATTAGGCCAAAGAGCAGA 257

Ad06A16209 Aradu.A06 16209 p3 (GAA)5 15 95254223 95254237 AGTTGCTATGGCAGAATGGG ATCTCCGTCAACCTCCTCCT 107

Ad06A16213 Aradu.A06 16213 c (GT)6tgtgtaaaagacc(A)1035 95267311 95267345 CAGAATCTGCTGCCTCACAA AACCATTTTCAATTGCTGGC 156

Ad06A16214 Aradu.A06 16214 p2 (CT)10 20 95267896 95267915 ACAATGACATTATGTTGACTTAAAATG GCATGCTAATTTATGTGAATGGA 134

Ad06A16219 Aradu.A06 16219 p2 (TG)7 14 95277171 95277184 TGGCGTGTTAGGTGGTGTTA GGTTCAAGGACTCATTCCGA 245

Ad06A16222 Aradu.A06 16222 p2 (TC)10 20 95289493 95289512 CATCATTCCAAGTCCCAACA GACAGTTGGAGAGAGCCTGC 221

Ad06A16229 Aradu.A06 16229 p2 (AG)6 12 95301938 95301949 GCAAGGCTATGATGGTGGTT CCAGTAACCCTAAAGCGCAG 260

Ad06A16230 Aradu.A06 16230 p2 (AG)6 12 95306493 95306504 GGGTTTCCACAGATGCAAAG TGATGAATACACGGAAGCCA 247

Ad06A16238 Aradu.A06 16238 p2 (TA)9 18 95315063 95315080 CACGACTTGTGTTCAGCTCC CATATGACCGGTTTTATCGATTT 213

Ad06A16239 Aradu.A06 16239 p2 (TA)8 16 95315798 95315813 TGGTCCAGTTCACCGATTTT TTGACTTGAGCATCGGAGTG 242

Ad06A16241 Aradu.A06 16241 p3 (AAG)5 15 95316572 95316586 TTTTTCATCCCCAACCTTTT AATCGTACAGAGGTGGTGGC 268

Ad06A16242 Aradu.A06 16242 p2 (CT)54 108 95330832 95330939 ATGTCATTGACGCTCCTTCC TGGCATGGTGAGTAGATTGC 262

Ad06A16243 Aradu.A06 16243 p3 (TTC)10 30 95332531 95332560 GCTAATCCAGAATCAAACCAAAA CTTGAGCCCACGAAGAACAT 210

Ad06A16253 Aradu.A06 16253 p3 (AAG)9 27 95431824 95431850 TCCAATGTTTTTGAAAGGGC CAAAGGGGAGTTCCACTCAA 188

Ad06A16256 Aradu.A06 16256 p2 (TA)6 12 95442746 95442757 AAATTTTTGTGTTTACTTTCAAAGACT GGAAAGAACCGCTGCAAATA 250

Ad06A16257 Aradu.A06 16257 p3 (TAT)16 48 95456323 95456370 CAGGATTGGTAAGAGTTTTCATTTT CACTTTATCATCATTGGGCG 241

Ad06A16258 Aradu.A06 16258 c (T)19acagtaactcagtaaacaaatgatgaattaacacttttttatcacattggaaaaatataggtagagaatggtgaaatgacgac(T)11113 95457235 95457347 TTGTTGCCTGTTTCATTGTGA TGATTTTACATGGCCGTGAC 274

Ad06A16264 Aradu.A06 16264 p5 (AATAA)5 25 95483240 95483264 GGGTTAGCATATGACCCCAG AACCACTTTCTCTCTTTCCTCAA 273

Ad06A16266 Aradu.A06 16266 p5 (TTATC)5 25 95519277 95519301 CCTGGGTGCTCCAGTGTATT AGAGATAAGGGCGGTTCCAT 132

Ad06A16269 Aradu.A06 16269 p3 (GAT)7 21 95555013 95555033 CAGATCCAAGGAAGAGCTGC TTCCATTCCTTTCTCCCTTTC 239

Ad06A16273 Aradu.A06 16273 p5 (AATAA)5 25 95573102 95573126 CTACTGACTCCGATGGAGGG TTTCTCTCTCCTCACTTTTTCG 274

Ad06A16274 Aradu.A06 16274 p2 (GA)6 12 95592316 95592327 ACGCAATACACACCCTCCTC TCTTCTCTCCTCCATTGCGT 202

Ad06A16275 Aradu.A06 16275 c (T)10cgaaa(T)10 25 95599541 95599565 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGGATGAGG 259

Ad06A16284 Aradu.A06 16284 p2 (TA)10 20 95637901 95637920 CTTGGGTCGACATGGAGTTT GTCCATGTCCTTCAGGCTGT 279

Ad06A16292 Aradu.A06 16292 p3 (AAG)5 15 95651612 95651626 AAGCGAGCAAAATAAAACAAAAA TGCATAATTCAAAAATCTTCTTCTTC 176

Ad06A16304 Aradu.A06 16304 p2 (GA)27 54 95690341 95690394 GCATGGTGGTAAGATTTGGC TGGTGTTTGGTGTTTGGAGA 196

Ad06A16305 Aradu.A06 16305 p3 (AGA)8 24 95705478 95705501 CTAGAGGATTCTCCGGCCTT TTCTTCACCTTGACCGAACC 185

Ad06A16308 Aradu.A06 16308 p3 (TAT)21 63 95713636 95713698 CGAACCCCGAAGTAAAATGA CGTCCGAGATCGACCTACA 268

Ad06A16310 Aradu.A06 16310 p3 (ACT)6 18 95715520 95715537 ACAAAAACACACATTGCGGA AGTGATTGTGACGCTTGGGT 186

Ad06A16314 Aradu.A06 16314 c (A)10tatatctaatctaaataaaaaagtaattcttgaccttgacagtaatatatgttaatcctagatgtcaaaatagt(A)1296 95759565 95759660 CCTTGGTTTTTCGCAATCTC ATCATCGGCACCTATTGCTC 191
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Ad06A16321 Aradu.A06 16321 p3 (TCT)5 15 95794933 95794947 AGACGTGTTATCATTCCCGC CAGTGTCGATCGGTAGGGTT 116

Ad06A16324 Aradu.A06 16324 c (A)10gaaagaaatgcgagaaactt(AG)1356 95811204 95811259 AGAGCGTCCTCCAAATTTCA TGAATGGTTAGCCTCGTTCC 280

Ad06A16325 Aradu.A06 16325 p2 (TC)6 12 95811648 95811659 CAACATTCGCCTCCTTCTTC GCCAACACACTTACACACCG 204

Ad06A16327 Aradu.A06 16327 c (TA)6catatttatatattttttttaacttttaaacagaataaaaaattgaaaatacaaaaggg(A)1081 95815413 95815493 ATTACCACCACCACCCAAAA AGTATGCCGAACCCCTTCTT 237

Ad06A16329 Aradu.A06 16329 p2 (CT)9 18 95817046 95817063 CCTAAAATTCAAAGCGCGAA GGCGTAGCAGACTCCTCATC 249

Ad06A16331 Aradu.A06 16331 c (T)15gttagc(A)10 31 95830729 95830759 TGTATTGGCCACTCACCAGA AAGACAAGTTTCTTGCCACCA 277

Ad06A16334 Aradu.A06 16334 p3 (TCC)6 18 95842392 95842409 CAACTTTGGGACTTACCCCA TGATGGAGGAGAAGGAGGAG 248

Ad06A16335 Aradu.A06 16335 p3 (TCA)14 42 95842924 95842965 CTTCCTCCTCATCTTTTGCTG TGAATGAATGTAGGTTCATCATCTT 252

Ad06A16351 Aradu.A06 16351 p3 (TAA)5 15 95913985 95913999 TCCCATGAATTTGGGGATTA CGGAAGAAAAATGGGAGACA 222

Ad06A16353 Aradu.A06 16353 p2 (GC)6 12 95945568 95945579 GTCCTCTCCCATTTTGCTCA AAGAAGCGGAAATGGAGGTT 186

Ad06A16354 Aradu.A06 16354 c (A)18gaatatataaagaaaagaaaaaaaaatgatgatgaaaagaaagaaaaaaaagagaaaaaaatgataatgaaaaagaaaaa(AT)6110 95948091 95948200 ATTGGATGGGATTAAAGGGG TGAACTCACTTTGGGGCATT 264

Ad06A16355 Aradu.A06 16355 p2 (CT)6 12 95952270 95952281 CCAGTTCTTGGCTCAGAAAA GCATAGGCCAATTAGGCAAC 278

Ad06A16356 Aradu.A06 16356 p2 (CT)6 12 95958232 95958243 TAAAGTGGGGAAATGCATCC GCATAGGCCAATTAGGCAAC 242

Ad06A16357 Aradu.A06 16357 p2 (CT)6 12 95966977 95966988 CACGTTTGACACCCCTCTTT CGGAAAAGCACACCAAACTT 115

Ad06A16358 Aradu.A06 16358 p2 (GA)6 12 95969475 95969486 GCATCAATGACAACAATGGC TTGAATCGTGAACCCTTTCC 236

Ad06A16360 Aradu.A06 16360 p2 (CT)7 14 95971894 95971907 CTTGCTTTAACGGCTGAAGG CTTGAAAGAAGCAGAGCACG 229

Ad06A16361 Aradu.A06 16361 p3 (ACA)5 15 95973896 95973910 CTTGGTGGTTCCCTTCAAAA CAATCAGGAGGGTGGATGAG 241

Ad06A16363 Aradu.A06 16363 p2 (CT)8 16 95976448 95976463 TCGAACCATGAACCTTCTCC CCTGGAGGGAGGAAAGAGAC 258

Ad06A16364 Aradu.A06 16364 p2 (TG)6 12 95980715 95980726 AAGAGGGTTAGGAGTTTTGATGG AGAATATCCCGCTTCTGGCT 222

Ad06A16371 Aradu.A06 16371 p3 (TAT)9 27 95997217 95997243 TACTGGCACCAAACAGCAAG TGCTTGATGAAGATTTTAATTGC 144

Ad06A16372 Aradu.A06 16372 p3 (AAT)23 69 95997561 95997629 TTCGATTTTGGTCCCTAACG TCCCTCTACCACAACGTTCC 249

Ad06A16373 Aradu.A06 16373 c (A)10gaaaaaacaataaaataaaaagaagtggctgagagccac(GA)763 96004968 96005030 GTGGGTCCCCAAACTAAGTG CCATGCTCTTTTCTCCCAAA 181

Ad06A16383 Aradu.A06 16383 p3 (AAT)5 15 96030109 96030123 ACAATAGTAATAATAACCGTGCTGAA TTGATCATTGCAGTTAGCATGTC 280

Ad06A16387 Aradu.A06 16387 p3 (AAT)5 15 96043579 96043593 CCTTGCCAGCATGTATTCCT ATCACCTCATGCACCTCAAT 252

Ad06A16388 Aradu.A06 16388 p3 (TGT)5 15 96043857 96043871 TCCAAGTGGAATAGGAACCA GAATGCTTTGAGTTGGGGAA 228

Ad06A16397 Aradu.A06 16397 p2 (AT)6 12 96062705 96062716 TGAAAGAAACTAAAACCAAAACACA GATGATTGGTTCGGGTATCG 171

Ad06A16399 Aradu.A06 16399 p2 (AT)6 12 96063991 96064002 AAAAGAAGCTAAAACCAAAACACA ATTGGTTCTGGAACTGACGG 230

Ad06A16403 Aradu.A06 16403 p2 (TA)6 12 96094461 96094472 GAATGGAAAGCTTAGAGCAAAGA CTCGTAACCTTGAGGTCACATAA 274

Ad06A16409 Aradu.A06 16409 p2 (AG)8 16 96107591 96107606 TTATGATGAGCCTCTTGGGG GCCTACCCTCACCCGTATTT 247

Ad06A16410 Aradu.A06 16410 c (A)11caataaataaataaataaattattc(ATT)551 96109789 96109839 TCCTTGCCAATTTACCTTTCC CTTCCGACAAAGGATTTGGA 226

Ad06A16413 Aradu.A06 16413 p2 (AC)8 16 96118197 96118212 CTTTGGTTTTAAGGGGGCAT ATGGGATGGCTGAGATTTGA 276

Ad06A16415 Aradu.A06 16415 p2 (AG)6 12 96120288 96120299 TCCAGTCAACAAACCTGTGG TTTGCTTTCCGTAATCCCTC 236

Ad06A16417 Aradu.A06 16417 c (AT)6t(TA)10gtgtttacattattgacaggatcaaattaacaacaacacacctactgtaaaaaaaataaagaaataaatt(A)11114 96121252 96121365 GCACCCTTCTCCAACAACAA AGCAATCGCTAAAGGTGCAT 270

Ad06A16418 Aradu.A06 16418 p3 (CTT)5 15 96121777 96121791 ATCACTTAGATGGGTTGCGG CCCAAACGGAAATTGAAAGA 240
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Ad06A16423 Aradu.A06 16423 p3 (TTA)5 15 96144890 96144904 GCTCTGATCAATGGCAACAA GCACACGAGTCGGGTAAACT 148

Ad06A16424 Aradu.A06 16424 c (T)10cttccttatcatcatcattttcttcc(T)1147 96152695 96152741 TTTTGCATAACTCAAAACACCTC TGAAGGTAAAGCAAGAAGAATTATG 111

Ad06A16425 Aradu.A06 16425 c (T)10cttcttctttcacatttttatttcacccatttagtgtcatagttaaaaaattttagtattaaaattaagaaacttctatatcacggt(A)11tttagaattatttaatgataaattttatataactcaaaactcctcattttc(T)11170 96152996 96153165 AAAATTCTCCTTCTTCCTTCTCA AAAAGAATGATGAGAAATTGAAACC 226

Ad06A16432 Aradu.A06 16432 p2 (TA)6 12 96175539 96175550 AAATATAGTCTTTTGTCCCTCATTTTT TGAATACTCAAAATTATTATCATCCCA 274

Ad06A16435 Aradu.A06 16435 p3 (GAG)5 15 96181809 96181823 GAGGAGCAGAACGCAGAAGT TCCTCCTCCCTGAGATGCTA 107

Ad06A16437 Aradu.A06 16437 p6 (GAAAAA)5 30 96194340 96194369 AGAGAGGAATGGGGAGGGTA AACCACGTAACCGCTCTCAC 213

Ad06A16439 Aradu.A06 16439 c (A)11gagggttaccatgttagagtgaaatactttggtaaattagagtttgagatgatta(T)1076 96195533 96195608 ACTAGGGGTGAGCGATGTTG TGTGAATAAATGGGCTGCAA 266

Ad06A16444 Aradu.A06 16444 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 96199718 96199771 CCACATACTGTTACGGCACG CGATTTCAGAGCTTCATGTCA 201

Ad06A16445 Aradu.A06 16445 p3 (GAA)5 15 96200453 96200467 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 186

Ad06A16446 Aradu.A06 16446 c (GAA)9gagaaagaggaagaggaagaggaagag(GAA)6gacgaagac(GAA)6gagaat(AAG)6123 96200595 96200717 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 256

Ad06A16448 Aradu.A06 16448 p2 (TC)6 12 96217584 96217595 CTCTCTCACCATCAGCACCA CGTAGAGGCAGAGTGAAGGG 203

Ad06A16449 Aradu.A06 16449 p5 (ATAAG)5 25 96227132 96227156 ACAAAGCATTGTTTACGAAAGAT CGTAACCCACAAATTCACCC 160

Ad06A16453 Aradu.A06 16453 p2 (TC)24 48 96237288 96237335 GGTTAGGGACAATTTTGATTTTG GCCCAAAAAGAGAGCACAAG 221

Ad06A16455 Aradu.A06 16455 p3 (ATA)5 15 96241014 96241028 AACGTGCATGGTGCGTTAT CAAAATTTGCATGAAGGGCT 233

Ad06A16457 Aradu.A06 16457 p3 (ATC)5 15 96245308 96245322 TGCTGCGAAAGCTGATCTAA TTGGGTTCTGGCCTTTTATG 229

Ad06A16459 Aradu.A06 16459 p3 (TGA)5 15 96246130 96246144 AGCACCAGAGGGAACTGAAA CAGCAACCCAATCTCTTTCC 245

Ad06A16460 Aradu.A06 16460 c (A)11gtgagactaaattttgc(A)1341 96255398 96255438 ACGCTCCACTGAGTGTGTTG GGGATTTTAGCCCCATTGAC 155

Ad06A16461 Aradu.A06 16461 p2 (CA)7 14 96259855 96259868 AATTGGGCAAGACCCAAAGT TTGCTGCAGCTTTTCATTTG 245

Ad06A16462 Aradu.A06 16462 p2 (TA)11 22 96260256 96260277 ATGGCTATGCTTCATTTTGC AAAAATTGAATAACGGGAGGAA 241

Ad06A16463 Aradu.A06 16463 p2 (AT)7 14 96260905 96260918 TTTATTTTATAAATCGGAGTTCCCT ATTGGCGGATATCAAACTCG 268

Ad06A16465 Aradu.A06 16465 p2 (TA)9 18 96262938 96262955 AGCGTCTGAAGACCCTCCTT TGAATATCCGTAAAATGGACAGG 253

Ad06A16467 Aradu.A06 16467 p2 (AT)7 14 96270562 96270575 TGTCGTAAGATGTGACCGGA GCATCCCCAAGCTCAAAATA 138

Ad06A16469 Aradu.A06 16469 c (A)10ttaaaatggtgctataagtttcccttttcg(ATA)658 96274953 96275010 TGGCCAAGTCATGGAAAAAT CATCAGTTCGTCTTCTCTCCC 273

Ad06A16473 Aradu.A06 16473 p3 (TCT)5 15 96279561 96279575 TTAAAGCGCGTTACTCACCA ATCCTTTGGGTGCATTTCTG 143

Ad06A16474 Aradu.A06 16474 c (AGA)5ggaagagaaagaagaacgtgcagc(AAG)554 96279996 96280049 CTGCTGCTTCTCCTTCTTCAA ACGCGCTTCGAACTGTTACT 233

Ad06A16475 Aradu.A06 16475 c (T)11gtcaggggccgggttgggg(T)1040 96280293 96280332 CGGCCCTTGACAATTATCTC AGCCCATGACAATTACCTCG 262

Ad06A16480 Aradu.A06 16480 p3 (AGG)8 24 96290762 96290785 AAAGAAGAAGAAGAGGGCGG CTTGAGGGAGAGAGTGACGG 228

Ad06A16481 Aradu.A06 16481 p2 (AT)8 16 96291262 96291277 GATTTTGATTTTCGCCCCTT TCACATTGAAGCCCAAATCA 188

Ad06A16483 Aradu.A06 16483 p3 (GAT)5 15 96294980 96294994 TTGGTGTGCACTTGAAGCAT CCATTGGTGGAATGGACTTT 193

Ad06A16485 Aradu.A06 16485 c (AAT)5aacaataa(AAT)744 96318139 96318182 TGTTGGTGATTGCATTGTGA TCTTTTTAAAGCGGATAACATCA 225

Ad06A16486 Aradu.A06 16486 p3 (AAT)15 45 96318666 96318710 GAAATATAATTTCAAGAGTCGTCGTC ATCAGTGCTGGGACAAAACC 253

Ad06A16488 Aradu.A06 16488 p3 (CTC)5 15 96320636 96320650 CTTTGTGCGTTTTCTCCCTC TGCTCCTCTGCTTCTCCTTC 273

Ad06A16493 Aradu.A06 16493 p2 (TC)6 12 96347353 96347364 GGTCCCTTTCATCTCTGTCG AAGAGAGGGAGAGTGAGGGC 272

Ad06A16496 Aradu.A06 16496 p2 (TA)8 16 96355382 96355397 AAAGTGTCAGTGCATCCAACAT GCACGGACTCTGACACAAGA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A16498 Aradu.A06 16498 p3 (TTC)5 15 96359274 96359288 CCCATCTTAAACATGCCTTCA CGATGAAGAGAAAACACGCA 276

Ad06A16500 Aradu.A06 16500 p3 (GAT)18 54 96360759 96360812 TTGGATCAGACAATGTCATCAA ATTTTGTCAGCGCCAGAATC 274

Ad06A16501 Aradu.A06 16501 p2 (TG)6 12 96365820 96365831 CAACGTCTCCCTCTTTTCCA CTCACCCTCAGCCTTCACTC 116

Ad06A16502 Aradu.A06 16502 p3 (CTT)6 18 96366465 96366482 AAAATCCCTGAAAATATAATTCTGAAA ATCGGCATGTTCAAGAAAAA 271

Ad06A16503 Aradu.A06 16503 p3 (CTT)5 15 96366594 96366608 TTTTCTTGAACATGCCGATG GAAGAAGAAGCGGCAAACAC 198

Ad06A16506 Aradu.A06 16506 c (CA)12(TA)9 42 96371054 96371095 TTTCTCCGAAGTAGATGCGG GAGCAAGGTGAGGGACTGAG 251

Ad06A16507 Aradu.A06 16507 p3 (TTC)5 15 96375136 96375150 CTGACGACACGCTAATTGGA AATTTTAAAGGTTTGGCCCG 252

Ad06A16512 Aradu.A06 16512 c (CAC)6ccaccac(CAT)746 96397064 96397109 TTTTTCGCTCCAAAATGGTC TTGGTTGGTGTGATGCAGAT 253

Ad06A16513 Aradu.A06 16513 c (AAG)5cggcgggcggcggtgggtgcggcggcgg(GAA)661 96397431 96397491 CCAAATTCAAATTTCAGCAACA AAAATGGTCCCCAAGGTTTC 278

Ad06A16514 Aradu.A06 16514 p2 (AT)6 12 96399828 96399839 CATGACGCATCTCACACAAA TCACAGCAAAAACTTGCCAT 197

Ad06A16521 Aradu.A06 16521 p2 (TA)11 22 96434786 96434807 TCGTCATCAGAAAATTGAGCTG AGAGACAGAGAGGCACCGAG 143

Ad06A16525 Aradu.A06 16525 p2 (TA)6 12 96450604 96450615 AACGTACAACAAGCAAATAGTGGA TGCAGTAAGATGTTAGGCTAGCTG 205

Ad06A16527 Aradu.A06 16527 p4 (TAGA)7 28 96460301 96460328 GCAGAGGAGCATAATTTGCAG AAGCATGATTATGCAGCTTTTTC 133

Ad06A16530 Aradu.A06 16530 p2 (TA)9 18 96468125 96468142 CCTCCTGAAGGATCAAGTGC GCACCCTTAACAATGCAAGAA 193

Ad06A16534 Aradu.A06 16534 p3 (ATT)5 15 96498310 96498324 TTGATTTGTTGATGATCATTGC CCCTACTGAAGGGGTTCCAT 125

Ad06A16535 Aradu.A06 16535 p3 (AAT)5 15 96498492 96498506 CCCCTTCAGTAGGGTTTATGA CAGCAGCAATTAGTTTATTTGATCTT 203

Ad06A16538 Aradu.A06 16538 p3 (TCT)6 18 96499357 96499374 CCACCCCCTAACTGATGATG TTGTTCCCATGTCCTCCTTC 257

Ad06A16542 Aradu.A06 16542 p2 (TC)19 38 96547674 96547711 GGCGGTAAATCTGACGGTAA TGGAGGTCTCAGTGACGATG 168

Ad06A16543 Aradu.A06 16543 p2 (AG)6 12 96554443 96554454 ATAGGTGAGGGGTTTTTGGG ACGCCAGAATTGGCATAAAG 178

Ad06A16544 Aradu.A06 16544 p2 (TA)7 14 96563306 96563319 TGCTTTTGGTGATGAGGTTG AGGCCAGCCAAAATATCCTT 133

Ad06A16545 Aradu.A06 16545 p3 (ACA)5 15 96564677 96564691 GGAGGTGTTTGCTTTGCTTT TCTCCTGCTACTTTCGGTTCA 271

Ad06A16546 Aradu.A06 16546 p2 (AT)8 16 96565759 96565774 TCCTCTGTCACACCACCTTG AGCAGATCTACCACTGAAGCG 248

Ad06A16548 Aradu.A06 16548 p2 (CA)6 12 96571056 96571067 TCATTCACAATTCTGGCAGC CCTCATGTTTGTGGTGCTTG 236

Ad06A16553 Aradu.A06 16553 p2 (GT)8 16 96626940 96626955 TTTGGTTTTTCCTTCCTCCA GCAAACTCTTTCCAATCCCA 236

Ad06A16556 Aradu.A06 16556 p2 (AG)6 12 96642312 96642323 AGAGGTGGCGTTCCTAACCT AAACATGAACCCTTCCTCCC 196

Ad06A16557 Aradu.A06 16557 c (A)10gttcataattaacccaatagac(A)1042 96649785 96649826 AGTTTTCAGCCAGGTGCAGT GCAAGAAAACAAAAAGGGTCC 230

Ad06A16566 Aradu.A06 16566 p3 (CAA)11 33 96679632 96679664 TTTTAAACCCTGCACCGAAC GGATTCCATCCCTGTCATTG 268

Ad06A16567 Aradu.A06 16567 p2 (CT)7 14 96681999 96682012 TTCGCCGGTAATATTTGGAG CGGAGAAGAGGGAGGAGTTT 228

Ad06A16569 Aradu.A06 16569 p2 (AT)7 14 96684436 96684449 GCAACCAAAGAATACTCCGC TTGCTAGATCCAAGCCAGGT 186

Ad06A16571 Aradu.A06 16571 p2 (TC)6 12 96709802 96709813 GCTTCGGTTTTTGTCTCCAG ACCACAATGCCATGAGTGAA 133

Ad06A16573 Aradu.A06 16573 p3 (AAG)6 18 96731841 96731858 TATTTTGCCCCCATTCATTG ATGGCCAGGATTCTGTGTTC 273

Ad06A16576 Aradu.A06 16576 p4 (TTTA)6 24 96760271 96760294 TCATTGGGGTGATTTTGTCC TTGAGCATGGGAAAATTGTG 223

Ad06A16579 Aradu.A06 16579 p5 (AATAA)5 25 96835759 96835783 AAGGCTTTGAGCACCACTGT TTGAGCCTAGCCGTGACTTT 159

Ad06A16580 Aradu.A06 16580 p5 (TTTTC)5 25 96840439 96840463 CCAAAGCAATACACCACAGC CCTTGATGACAAAAAGGGGA 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A16581 Aradu.A06 16581 p3 (AAT)22 66 96848368 96848433 TCGAATCCCGATTTTGAAAC TGCCATGAACTCATGATGAAA 208

Ad06A16582 Aradu.A06 16582 p2 (TA)6 12 96851670 96851681 AGGTGCACAAATAACACGATG TCACATTGGTAGCGGATGAA 266

Ad06A16587 Aradu.A06 16587 p2 (TA)6 12 96857043 96857054 TGTGTACCAGTGCTGATGATGA TTGGACAACCATTGCTACGA 240

Ad06A16589 Aradu.A06 16589 p3 (TCT)5 15 96859152 96859166 CATGTTTCCAAAGCACGCTA TTGGGTGAATTTCTGTAACCG 163

Ad06A16591 Aradu.A06 16591 p3 (GAA)5 15 96860164 96860178 TTGGGTGAATTTCTGTAACCG AGACGAAACTGCCAGAAGGA 264

Ad06A16592 Aradu.A06 16592 p3 (TTA)8 24 96861628 96861651 GCGACCCACTAGGCTATACAA TCAGGTCAAACGTCGAAAGA 242

Ad06A16594 Aradu.A06 16594 p2 (AT)6 12 96883990 96884001 GAGACTGGAGAGGATTTGCG GAATGAATTTGGGGAGGGAT 259

Ad06A16595 Aradu.A06 16595 c (A)10gaaaaaaaagagaaagagaat(AG)1765 96886210 96886274 TGGACCAAATTACCCCTAACA GAGGAACAGCGGTGAGAGAC 241

Ad06A16599 Aradu.A06 16599 p2 (TA)12 24 96901760 96901783 TGGAGAGTTAGGGTGTTGGC TGAAAAGCTCAACGCTCAGA 191

Ad06A16601 Aradu.A06 16601 c (AAC)5agtaatctgttgtttctctactaaccatagaatctcagagatttcgataaccatgacaattac(GGT)696 96905545 96905640 TTCCCATCACCATGCTTACA TCGTTCGAAGTTCCAAAACC 213

Ad06A16608 Aradu.A06 16608 c* (CTT)10(TC)12* 53 96916169 96916221 TGGGGTAAAATTCAAACACGA ACAGCAGCAACGATGACAAC 266

Ad06A16614 Aradu.A06 16614 p2 (TA)6 12 96934877 96934888 CCACTCGGACATATCGACAA TGACGGCATGGTTCATCTTA 154

Ad06A16617 Aradu.A06 16617 c (AG)17ataggaaggcgagaggtt(AG)664 96953258 96953321 CAAGGGCTGTCAGAGAGGAG ATCCGATGGTAATCGTGCTC 186

Ad06A16618 Aradu.A06 16618 p3 (AGA)8 24 96979932 96979955 TTGCCTTCCCTTTCCTCTTT ACCCCTCCATCCTTCTTCAT 247

Ad06A16624 Aradu.A06 16624 p4 (AAAT)6 24 97001104 97001127 TTTGAAAGACCAACAATAACATAAAAA TTTTGCAAACCGCAAAAATC 272

Ad06A16632 Aradu.A06 16632 p2 (AC)17 34 97042901 97042934 CGAAGATAACCGGTCTGAGC GATTGTCTTTGGCTTTCCCA 217

Ad06A16633 Aradu.A06 16633 p2 (AG)6 12 97045692 97045703 CCCTTTTCCCTTTGTGTTCA AAAGAAATCGGCCCAAGATT 155

Ad06A16639 Aradu.A06 16639 p4 (AAAT)5 20 97071107 97071126 TGGTGAATTAAAGATTAGGAGATTCA AAAGTCCATCTGGGATCGG 263

Ad06A16640 Aradu.A06 16640 c (A)11ggaatataaaggctatatattctattgctcatcatcaaatgattgaat(TA)1079 97071636 97071714 GCATGTAAATCACTCTCTCACCA TGCTCCTGAATCAAGAATCCA 277

Ad06A16641 Aradu.A06 16641 p2 (CA)8 16 97079120 97079135 TTTAAACCGCAATACCGCTC GCTCCCTCGCCTTTATCTTT 271

Ad06A16643 Aradu.A06 16643 p2 (TC)8 16 97086535 97086550 TGGGTCCGTCACTATTCACA GCGTCATATTTACAATTACTGCCA 239

Ad06A16644 Aradu.A06 16644 p2 (TC)6 12 97088342 97088353 TCCATTTAACTTTCGGCCTG TTAACGTCTTTTGAAGGGGG 231

Ad06A16649 Aradu.A06 16649 p2 (CT)7 14 97115840 97115853 CCCGTAGTGTTTCCTTCCCT CACTCTTCCACGCTCTCTCC 256

Ad06A16654 Aradu.A06 16654 p2 (TA)11 22 97134996 97135017 TCAACTTGGTTGGGTCTTGA CCAAAACTCGTCATCGAAAAA 273

Ad06A16655 Aradu.A06 16655 p3 (ATG)5 15 97135959 97135973 TTGTGATCATGGATTCAGCC TGTGCTGAAAACTGAGGTGC 122

Ad06A16657 Aradu.A06 16657 p3 (ATT)5 15 97141226 97141240 TTAAATAGGTTCAATTTTTCGTAACTT GGAGGCTGCATACTTCAGGT 280

Ad06A16658 Aradu.A06 16658 p3 (AGT)7 21 97142430 97142450 CGCACTCACAACTTTCGTGT CACCCTCATGGTGGACTCTT 220

Ad06A16660 Aradu.A06 16660 c (TA)7(TG)17 48 97149208 97149255 TGGCCTCAATCTTCTCTCCA TGAGGCCGGACACTTATACC 142

Ad06A16664 Aradu.A06 16664 p4 (TATT)6 24 97171401 97171424 TTGAAGACGCTCACAACCAC GAATGTTGATGTTCGAGGCA 188

Ad06A16667 Aradu.A06 16667 p5 (AAAAT)5 25 97176766 97176790 AACATCAACAGAGTTGCCCC GTCCCCTCTGTGTCTGGTGT 205

Ad06A16669 Aradu.A06 16669 p2 (AG)11 22 97184607 97184628 ATCATCATGGGAAGGTGGAA CACGCAACCTTTTGAAGTGA 219

Ad06A16676 Aradu.A06 16676 p2 (TA)6 12 97264464 97264475 CCCAATTCCCATAGAGCAAA AGTCCCTGTCCAGATGTTGC 231

Ad06A16677 Aradu.A06 16677 p2 (AT)9 18 97266654 97266671 TGGTCCAAAGTGGGTCAAAT TTGCTTGTGGGTGAAAATGA 135

Ad06A16679 Aradu.A06 16679 c (T)10agagtaagtttggattgatttaaaaa(AT)648 97277830 97277877 TCTATTTCATAGCAAGTTGGTAGACT TGAGTTTCATGTTTTCATCTTATTTTT 279
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Ad06A16680 Aradu.A06 16680 p4 (AAAG)5 20 97284045 97284064 CTTTCCTCCTTGTCTCAGCG CACTCTCTCTCATGGCTCCC 234

Ad06A16681 Aradu.A06 16681 p3 (TTA)5 15 97287880 97287894 AAAACATGGTAGACTGCCGTAA TTGCAATACAAAAGTCAAATAACAAA 250

Ad06A16683 Aradu.A06 16683 c (T)10aattttaatcaacaattcagatgatgacccaaaaaacttttttgaataattattttgttctataatttgtatattgcttgaaaattttgag(TA)8117 97298126 97298242 TTGAGGGGTTGATAGAACGAA CGAAGATAATAATAAAGTCATTGGAA 218

Ad06A16684 Aradu.A06 16684 p2 (AT)6 12 97301815 97301826 GATAGCGAGGACATTACGGC AAAAGGACATAGGAGTCATGATTTG 240

Ad06A16688 Aradu.A06 16688 p2 (TA)10 20 97339576 97339595 CCACTTTATTGTGTTGAGCTTTT CCAATTCAAATCAGTTAAGACAAA 280

Ad06A16690 Aradu.A06 16690 p2 (AT)9 18 97341648 97341665 GGCTAAGGATGAATCTAAAAGGAA CCCACTAAATCCACGCAAAT 133

Ad06A16693 Aradu.A06 16693 p2 (AT)9 18 97350085 97350102 TCGGCATTTACATCATTAAAAGAA TCATGCCAAATATAACGTACAACTT 229

Ad06A16696 Aradu.A06 16696 p2 (AT)9 18 97360645 97360662 GCATAGAAAAATACGATTTAGCATCTC AACGAACAATTTTAATTGGAGAAA 280

Ad06A16697 Aradu.A06 16697 p3 (CTT)5 15 97361130 97361144 CCCATTCCTCCTCACAACAT CTCTGCACAGCGTTAATCCA 238

Ad06A16698 Aradu.A06 16698 c (T)10ctgagaactcgttcggaactttttcagcgcttaatttttcatgcactcatg(T)1576 97361400 97361475 TCGCCACCCTCTTGATAAAC TCAGCGTGTTCTGGAGATTG 146

Ad06A16699 Aradu.A06 16699 c (TC)7(TA)8 30 97362110 97362139 TTGGGATCCTAAGTGATGCAG TGCACACGGCTAGTGTTTGT 215

Ad06A16700 Aradu.A06 16700 p2 (CT)6 12 97405537 97405548 CATGCGTTCTTCCTCTCACA AGAGCAAGCGAGATCTGAGG 228

Ad06A16704 Aradu.A06 16704 p2 (AT)11 22 97420274 97420295 CGTAAATCATTTTCATCCCTCA CTACATGAGTTGTGCCGGTG 262

Ad06A16711 Aradu.A06 16711 p3 (GTT)5 15 97454419 97454433 ACCCGACCAGTCTGTTATGC AGAGGGGAAGCTCTTTCAGG 235

Ad06A16712 Aradu.A06 16712 p3 (TTA)13 39 97470389 97470427 CAGGGACAAAGCATCTCCAT TCGCACAACTAACCAGCAAG 194

Ad06A16713 Aradu.A06 16713 p3 (TTC)5 15 97475120 97475134 TCTTCACCTTGGCTGAAACC GCTTTTGTCTTCCCTTTCCC 203

Ad06A16715 Aradu.A06 16715 p2 (TA)7 14 97489012 97489025 ATACGCAGTGGCTTACCACC GCATATGATGCATGCCTGTC 208

Ad06A16716 Aradu.A06 16716 p3 (AAT)5 15 97492118 97492132 CCCCTACTAGGTTGTCTAGGTTCA GAGCCAGGTTCTTTTGTGTTT 256

Ad06A16717 Aradu.A06 16717 p3 (CTG)5 15 97499283 97499297 TGCAAACAGATTATGCTGCC TCACACCGGATCTATTGTCG 278

Ad06A16719 Aradu.A06 16719 p3 (AAT)5 15 97501815 97501829 CGATCTCTATCGTAAGTATTTGTTTCT TGGCTGAACATTGTTGGAGA 148

Ad06A16721 Aradu.A06 16721 p2 (AT)7 14 97508504 97508517 GTCCTCGAAAATCCGAATCA AGGGAACGTCGACATGGTAG 142

Ad06A16725 Aradu.A06 16725 p3 (AGA)5 15 97523348 97523362 TTCTTGAGGTTCACACGCAC CATTTGCCTCTGCCTCTTTC 252

Ad06A16729 Aradu.A06 16729 p3 (TTG)5 15 97531334 97531348 CGACACTTTCCAAGAGGGAA ATCAAATTCACCCGAACACC 187

Ad06A16733 Aradu.A06 16733 p3 (CTT)5 15 97549100 97549114 CAACCGAAAAATCTCCTCCA TGGAAGGTTGAGGGTTATGC 267

Ad06A16735 Aradu.A06 16735 p3 (TAA)7 21 97553846 97553866 ATGTCCGGTTGACTCGTTGT GGGGCATTCACCTCAGATAA 252

Ad06A16738 Aradu.A06 16738 p2 (CT)24 48 97558723 97558770 TGACGGAGGTCATAATGAAGG TCAGAGATCACCCCTTTTGC 257

Ad06A16742 Aradu.A06 16742 p2 (AT)7 14 97569520 97569533 ATGCTAGGGAACCAAAGGGT ACAAAAGAAATATCCAAAAAGATTG 199

Ad06A16747 Aradu.A06 16747 p2 (TA)6 12 97584016 97584027 AGCGAGGGAGGGACATAAAC CAATCCAAATCTCATGCTTCAA 148

Ad06A16749 Aradu.A06 16749 p3 (ATT)5 15 97591089 97591103 TTCTTTAAGTTGTTTTGCTTAGGTTG TGAATCGAGTCACAAGAGCCT 270

Ad06A16750 Aradu.A06 16750 p4 (TAAT)5 20 97595175 97595194 TGGAAGATGCTTCCGATTTC AGCGAAGACCTTTGCACTGT 266

Ad06A16752 Aradu.A06 16752 p2 (AG)9 18 97597165 97597182 AAAAGACCTTTTTATGCCTCCT GAGCAAGTGCCAGCTAGGAT 200

Ad06A16756 Aradu.A06 16756 p3 (TCT)5 15 97606961 97606975 CCCAACAACAGCAACATGAC GACTTGCGCTTCTTCTGGTC 215

Ad06A16764 Aradu.A06 16764 p3 (AAC)5 15 97628299 97628313 GCCCCTTTTTACCTAAACCC TGTGGTTGTTGTTGGATTTGA 234

Ad06A16765 Aradu.A06 16765 c (CAA)6taacaacaacaatagattcatattt(A)1356 97628488 97628543 AGCATCCAGAAGCAATCCAA TATTTTCGTCAAGGCCGAAG 246
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Ad06A16766 Aradu.A06 16766 p3 (ACC)5 15 97628871 97628885 CTTCGGCCTTGACGAAAATA GCCTCTTGTTCCTCGTTGTC 268

Ad06A16767 Aradu.A06 16767 c (TC)9(AT)7aggtaaaatcgttcaaaagacgatttta(TC)1590 97629115 97629204 ATGACGACGGCAAGACTTTT CGTCTTTTGAACGATTTTACCC 218

Ad06A16768 Aradu.A06 16768 p3 (CAA)10 30 97629553 97629582 AGCATCCAGAAGCAATCCAA TCCCTCCTTACGTCACTGCT 248

Ad06A16770 Aradu.A06 16770 p3 (ATA)5 15 97638068 97638082 AGCCATCTTAGAAACGGATTT CATCAATTGCATTTAAGTTCGAG 240

Ad06A16772 Aradu.A06 16772 p2 (TA)6 12 97643472 97643483 AGCCAACCTAAAATTCGCAG CGAACGAAAACACTTGCGTA 104

Ad06A16775 Aradu.A06 16775 p2 (AT)11 22 97648894 97648915 TCGCGTTAATAACCAGCATTT TGTGTCAATTCACATGAATGTCTT 207

Ad06A16776 Aradu.A06 16776 p3 (AAG)5 15 97649275 97649289 CTGGGATTCTTTGGACGCTA TGATGGTTATGTTAAAATTGTGGG 161

Ad06A16781 Aradu.A06 16781 p2 (GA)6 12 97662361 97662372 TTTTTGGTGTGCGTTTCAAG CAGTTTCAGCGACGGTTGTA 262

Ad06A16785 Aradu.A06 16785 p3 (ATA)5 15 97676347 97676361 CGGCTAGAACCCTGTGCTAC TCACACACCTCCTCCCTTTC 191

Ad06A16786 Aradu.A06 16786 c (A)10tacagagaaccaatgacttaagcgtatagtgtgatttctcacttttaattttataagtaggaccagaaataaat(A)1094 97677284 97677377 TGGGGGTTCATTATGGCTAA AAAAATTGGATGACGTGCAG 214

Ad06A16787 Aradu.A06 16787 p3 (AAT)17 51 97683387 97683437 TGAAATCCAGCAGCCTTTTT CGGTAATGTCACATCTTTTACCA 205

Ad06A16789 Aradu.A06 16789 p2 (TA)6 12 97693926 97693937 AAACGTTTGGATTAATAAACGGA TCTAGGTTAGCATGGGTGCC 267

Ad06A16792 Aradu.A06 16792 p2 (AG)7 14 97701951 97701964 CACTTCCGAGTGAGTCGTCA ATGGTCTTGGCTAAAGGCAG 204

Ad06A16794 Aradu.A06 16794 p4 (AAAT)5 20 97723383 97723402 CAGATGCCATGACAAAACCA TGAACCATCCATCAATTAGAGGT 280

Ad06A16798 Aradu.A06 16798 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatgcgcatc(AT)774 97760754 97760827 CGGACAGAATCTCCTCTGTTTC GGATCCTCGTGTGGGTTATG 266

Ad06A16808 Aradu.A06 16808 p3 (TTC)5 15 97799742 97799756 TCGGTCACCAACATCCACTA CCAGGGGTGAACAAAGAAGT 198

Ad06A16811 Aradu.A06 16811 p2 (AT)6 12 97805844 97805855 AATTGCTTGTTCTTTGGGACA GCCGTCGATGGTATATTTGA 256

Ad06A16814 Aradu.A06 16814 c (T)12ctctcctttaacaatgtcattttattacgtatgggaaattcgcataaggatatttgtatcctctatcatgaacctaaaatttttgaaaccttgttatgat(A)10122 97818450 97818571 TGCACTCAGCAATTAGCTTCT CACTCCACTTTATGTGCGTCA 243

Ad06A16816 Aradu.A06 16816 p3 (TTA)14 42 97825734 97825775 TTGTGCATGGATCATTACGA TTCATCCCATTAGGTGGAACA 224

Ad06A16821 Aradu.A06 16821 p4 (TATT)8 32 97838073 97838104 CGGATCGGATATATCAGCAAA GTCGATTCGCATATTTACGG 257

Ad06A16822 Aradu.A06 16822 p2 (TA)7 14 97840453 97840466 TCCAACTTAACCATGCAAACC CGTAAAAACAATGCATGTGAA 279

Ad06A16825 Aradu.A06 16825 p3 (AAG)5 15 97851058 97851072 CGATATCTTGCCGTCTCCAT GCATGTCCCATGCAAACATA 267

Ad06A16829 Aradu.A06 16829 p3 (ATC)7 21 97861228 97861248 AGAAGCTGAAGCAAACCCAA GTTCGTCGTTGTCGAAGAGG 255

Ad06A16830 Aradu.A06 16830 p5 (TTCCC)5 25 97861554 97861578 CAGAAACTGCGAATGACGAA AAGGGGAAAGGGTATCATGG 170

Ad06A16832 Aradu.A06 16832 p2 (CT)6 12 97868425 97868436 GTTCAACAGGTTTTTGGCGT ACCTCTGAAAGGCGAACTCA 225

Ad06A16833 Aradu.A06 16833 p2 (AT)10 20 97869989 97870008 CCTTTGACATTCTCATCGCA CCCTAAACTTTTACAAAATACCGA 273

Ad06A16834 Aradu.A06 16834 c (TTG)7ttatatattttgtctatctatcaattataaatttttatttatgtcctacatcagaattatataaaaaaataaatataaaattttaaataattaata(AT)6129 97892710 97892838 CCCCTCCTTCTCTTAGCCAC TGTTATTCTCATATGATACAACCCC 276

Ad06A16835 Aradu.A06 16835 c (A)11gaaaaaaaataaaataaaaatgaataaaaaaaatttttttgtttggttgctaaaaaaaatg(A)1082 97893525 97893606 GGGATAGTAACTCTCACCGTCG TTAATGGGATTCACACCAAAA 202

Ad06A16836 Aradu.A06 16836 p3 (TAT)12 36 97894146 97894181 TTTTCGAACATACAATTTTTCATAA TGAGTTTGGTCCAACTTGGTT 257

Ad06A16837 Aradu.A06 16837 c (A)12tcaaacc(A)1332 97896782 97896813 TGTCAGAAGCACTAGCCGGT TGTCAAAAACGAATAAACCAAAAA 145

Ad06A16842 Aradu.A06 16842 p2 (CT)11 22 97912447 97912468 CATCAGAGGTAAAGCAGCACC AACTGGTCCCAGACTCTCCC 277

Ad06A16843 Aradu.A06 16843 p2 (AT)6 12 97912607 97912618 GGGAGAGTCTGGGACCAGTT TTTTTCTTTCTTTCCTGTGTTCA 179

Ad06A16845 Aradu.A06 16845 c (A)10tgaattttggaatataattcaagaataa(T)11ggaaataag(T)1068 97915284 97915351 CGTCCAAGGATAACGCAAAT TGTCCAAAGCTGAGGATTTTG 272

Ad06A16846 Aradu.A06 16846 c (AAT)7(TAT)7 42 97917503 97917544 AACTGAATCGGCCAAAGAGA AACTAAGAGGAAGTGCCAAAAA 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A16850 Aradu.A06 16850 p3 (TAA)5 15 97923376 97923390 CATGTGCAAAAAGAGCGAAA TTTCGGACGTGTGAGTGTGT 232

Ad06A16851 Aradu.A06 16851 p2 (GA)7 14 97931266 97931279 AAGGTTTGACCAGCATTTGG AGGCAGTCGTAGGAATTAGTTG 257

Ad06A16852 Aradu.A06 16852 c (TG)6tttgtga(GT)8t(TG)6tt(TG)866 97933017 97933082 TCTGACAGCTGCCAAACAAA TCCTGCTTCCAAGCTTATGG 258

Ad06A16859 Aradu.A06 16859 p2 (AT)8 16 97952323 97952338 CGTGAATTGAGCGAAAGACA AAACACATGTGCGAAAACGA 246

Ad06A16864 Aradu.A06 16864 p2 (AG)15 30 97976091 97976120 GCACTGTAGTGTGAGCGAGC CAGTAAGCTGCAACCCACAA 203

Ad06A16865 Aradu.A06 16865 p3 (TCT)6 18 97976242 97976259 ACCGAAAACAGCGAGAAGAA TTGATTTCTGGAAGGGGTTG 226

Ad06A16874 Aradu.A06 16874 c (T)10gtatttgtttttgcatgcaagtggattgtattctatttatgttatgtgaatgtcttttatgtatgctaagttggtg(T)1096 98024303 98024398 TGCAATTCAACAGGTTTCCA TCAATCAACAAGGACAACAAAAA 279

Ad06A16875 Aradu.A06 16875 p3 (AAC)6 18 98034605 98034622 ACGATTTCAAAAGGCATTGG GAAACTGGGAAGGTGGAGGT 155

Ad06A16876 Aradu.A06 16876 p3 (AAT)6 18 98035631 98035648 GCATCCGAGTATGCAAACAA CTGCAATTTTCTCTGTGCCA 235

Ad06A16878 Aradu.A06 16878 c (A)11gaatccttctagcttttgcaaaaagaaaccagtaaataaaaacaaaacttcatttcaggttttggtttctacaaaaattaatcaaattattttt(A)10115 98040580 98040694 CCCAAGAAATGACACTTTGC GATAGGTTTCCTCCGCACAA 280

Ad06A16881 Aradu.A06 16881 p2 (AT)11 22 98057227 98057248 GTTTGATGACTGGTCCGGTT CATCCATTTAGTATGAAAAAGAAACA 103

Ad06A16883 Aradu.A06 16883 p2 (AT)6 12 98064696 98064707 TCAGTCATCATTGTTTAACTCATTTTT TCCCTTCAATGGCTCCTATG 278

Ad06A16885 Aradu.A06 16885 p2 (AT)9 18 98067257 98067274 TGAAGAAGAAGACGACGAGACA AAAATTGTATAAGTTGTGGAAAATTGG 279

Ad06A16889 Aradu.A06 16889 p2 (TC)11 22 98088607 98088628 AACTTGGGACATTTGGCTACA GCTGAAAGGGAAGTTGTCCA 202

Ad06A16897 Aradu.A06 16897 p2 (TA)9 18 98129507 98129524 ACTGTCAAGAGAAGTCCGCC GCTCCGCACAATTACTCCAT 140

Ad06A16906 Aradu.A06 16906 p3 (TCT)5 15 98150295 98150309 TTCCCACCCTAAATGGATGA CTAGAGGATTCTCCGGCCTT 266

Ad06A16908 Aradu.A06 16908 p2 (AG)20 40 98158907 98158946 CCACGGCTACTATGTTGATATGTT TTCCCGTAACACCAACGTAA 138

Ad06A16911 Aradu.A06 16911 p2 (GA)18 36 98176817 98176852 TGAACACTGTTGGTGGTGGT GCCGGTAAATCTGACGAAAA 167

Ad06A16913 Aradu.A06 16913 p3 (CTT)5 15 98179675 98179689 TTTTTGGTGTATGTGTGCTGA TGTTTCTTCTAATTCCTTGTTTGA 196

Ad06A16916 Aradu.A06 16916 c (T)10aaaagataaaactcaacataataagtgaaacacgcaacccatacaagacaaactaaaaatag(A)1082 98183433 98183514 CGTCTCAAAACAACAACAACAA TTGATGAATTGCGTTAGTGATTC 223

Ad06A16918 Aradu.A06 16918 p2 (TA)6 12 98189083 98189094 TCGTCCAAACGGTACAGTCA TCAATATCCAAAACTCACGTAAAAA 201

Ad06A16920 Aradu.A06 16920 p2 (TA)6 12 98191357 98191368 GGGTAGGTGCATGGAAACAC GAATTCGAATCTCACTCGTAATCTT 158

Ad06A16921 Aradu.A06 16921 p3 (TTC)5 15 98193952 98193966 GCACAAAATACCCATCCGTC TTTTAGGGTTGGGGATAGGG 252

Ad06A16922 Aradu.A06 16922 p3 (TTG)6 18 98194571 98194588 CGTTCACTGTCGTTGGCTTA ACACCATGAATCCCACCCTA 246

Ad06A16924 Aradu.A06 16924 p2 (AT)13 26 98199970 98199995 TCAGCTGAAACAAATGAAGCA GAATCACCACAGTTGAATTGGA 133

Ad06A16926 Aradu.A06 16926 p2 (CA)7 14 98202082 98202095 CAGCTTGCTTGCAGAGTCAT TTTCTGTCGTGTTCTTGCTACC 168

Ad06A16929 Aradu.A06 16929 p2 (TA)10 20 98209628 98209647 TCTTTGCCCTATAATGAACAGTG TGGATTGTTTAGTTAAGAAAGTGTGAA 262

Ad06A16934 Aradu.A06 16934 p4 (ATTT)6 24 98224218 98224241 GGTTGGTCATTTGCTGATGTT TGAATATTTAATTGGGTGGCAA 113

Ad06A16938 Aradu.A06 16938 p2 (AT)6 12 98276393 98276404 TCAAAATTAACAAAACAAGACATTCA CATCCATCTTCTCTCGTCCC 275

Ad06A16941 Aradu.A06 16941 p2 (AT)13 26 98284493 98284518 TATTCTGGATTTCCCGTCCA CAATCTGACTGGACATGCACTT 154

Ad06A16942 Aradu.A06 16942 p2 (TA)6 12 98291379 98291390 AACAAATGCAATTCTCTCTCTCTTT TGCAACATAGTATGCGCTTAGG 277

Ad06A16946 Aradu.A06 16946 c (TC)7ttctttcttta(CT)637 98307184 98307220 GCCTGAATCCGGTTCTGTAA TCATTCCCAGTTCCCAGTTC 212

Ad06A16954 Aradu.A06 16954 c (A)13gtattagaa(T)1032 98324217 98324248 CCATATGGCTTTCCGACACT AAAGCTTTGATGAAATATAAACCGA 211

Ad06A16956 Aradu.A06 16956 p3 (TTG)6 18 98325153 98325170 ACATGACAGAGCACAATGGC ATTCGGCCCAATTAAAAACC 246
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Ad06A16958 Aradu.A06 16958 p2 (TA)9 18 98349901 98349918 GAAAGTAACAACTCGGCGCT TCTTTAATGAAAGGCATCAATTT 257

Ad06A16959 Aradu.A06 16959 p3 (ATT)5 15 98356943 98356957 CTTGGTTCAAACTCCCGAAG TGAGCAGCAAAGACGCTAGA 174

Ad06A16963 Aradu.A06 16963 p3 (ACT)6 18 98378463 98378480 TGATTGCCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 168

Ad06A16966 Aradu.A06 16966 p2 (CT)7 14 98393341 98393354 TGGAAGTGTTGATTAAATAATGAGTG AAGAGCATTTTTAACGGGCT 125

Ad06A16967 Aradu.A06 16967 c (TCC)6(TTC)5 33 98395628 98395660 TTCCATTACACATTCAAGCGA GGTGGTATGGTGGTAGACGG 186

Ad06A16968 Aradu.A06 16968 p3 (ATG)5 15 98396319 98396333 TTTTGGATCAGACAATGCCA TCCCCCTCCTCTTCCTTTTA 172

Ad06A16970 Aradu.A06 16970 p2 (TA)9 18 98400254 98400271 TGGGACCAAATTTAGCATGA TCTCCAACAAACCCTTCTCG 248

Ad06A16973 Aradu.A06 16973 p2 (CT)6 12 98408679 98408690 CAAAATCTTTTCCAATTTTTGAACT AGAGAGGGAGAGAGGGTTCG 174

Ad06A16975 Aradu.A06 16975 c (T)10ctcactatccactattaatcggaggtcaagcgatatgttaacagtggatagtt(A)1073 98426709 98426781 TTTCAGATAATAGAAAAGACGGATGA TGGATTGTTTACTATTAACACCGTT 170

Ad06A16979 Aradu.A06 16979 p2 (TA)6 12 98495505 98495516 CAATTTTCTTTAACCCCACCAA ACGGCAAAACAAAAATCAAT 279

Ad06A16981 Aradu.A06 16981 p4 (CTTC)5 20 98497316 98497335 ACCACATCTTCACCTACGCC TAGCGAGAACTGCCATGTTG 222

Ad06A16982 Aradu.A06 16982 c (TG)8taataattgaaagaatgtaatataaaataaaattgcaaaattaaaagcacaacgcac(AT)889 98497851 98497939 GGAACTCGAGGTTGGTGACT ATCCTTTCCTGAGTGTTGCG 272

Ad06A16985 Aradu.A06 16985 p4 (GGAA)5 20 98507239 98507258 TCCCATTCTGGAGGACTCTG GGATCGGCAACACGATCTAT 172

Ad06A16988 Aradu.A06 16988 p3 (GTT)5 15 98514417 98514431 ATTGGTGTGGCTCAATTTCC CTAGGAGGCCAGCAACATTT 216

Ad06A16990 Aradu.A06 16990 p3 (ATG)5 15 98517960 98517974 TTTGTGAACCTAACCCAGGTG GCCCAAAGTGGGTGATTATG 249

Ad06A16992 Aradu.A06 16992 p3 (TGA)7 21 98519019 98519039 AAAGGATGCCATTGTTGAGG AACTGGCAGCATCTTTGCTT 279

Ad06A16997 Aradu.A06 16997 p2 (AG)8 16 98528930 98528945 CCGTCACCATCACAATTCAT GGTCGGACACTTGGCATACT 154

Ad06A16998 Aradu.A06 16998 p2 (CT)7 14 98532105 98532118 AACTCTCTCCCATGGCTCCT CGAAGAAAGAAGAAAGGGGG 237

Ad06A17002 Aradu.A06 17002 p2 (AT)7 14 98552977 98552990 TGTTGTGGCCTGATTTTGAG CCAATTCCAACACCATTTCA 259

Ad06A17005 Aradu.A06 17005 p3 (TCT)6 18 98570497 98570514 CCAAATACCCGTCACCAATC TTAGAATGTTGCTCGCCCTC 279

Ad06A17006 Aradu.A06 17006 p2 (AT)6 12 98577173 98577184 CTCGCTGAGTGTGCAGGAT GGTAAGAAACGTCGCGTACAG 276

Ad06A17007 Aradu.A06 17007 p2 (TG)47 94 98581060 98581153 ATGCTTGGGTAAGGTGAGGA TCCACCAAGATCCAAAGCTC 242

Ad06A17008 Aradu.A06 17008 p2 (TA)7 14 98598081 98598094 AAGCCGCTCCCAAAAATACT TTGGTGCTGAAGTCACGAAG 253

Ad06A17014 Aradu.A06 17014 p2 (TA)12 24 98639417 98639440 GGTTCTGATTGTTAGAGAAGGCA CAATTCAACAAAACACAAATATGC 263

Ad06A17016 Aradu.A06 17016 p2 (TA)6 12 98651775 98651786 ACTCAAAAGCGCAACACTCC TTTGTGTCCCTTTGGGTTTC 198

Ad06A17017 Aradu.A06 17017 p3 (ATA)6 18 98655734 98655751 GCCAATCATCATTGTCGACTT GCCAAATTTAATTGCACTCTCA 280

Ad06A17018 Aradu.A06 17018 p2 (AT)14 28 98661055 98661082 GGTTACTTTGGGTGGTTTAGTCA TGCCCCATAATTTTAACCCA 256

Ad06A17021 Aradu.A06 17021 p3 (ATG)7 21 98665332 98665352 ACTCCATTATCACGCGCTTT AGACAAATGGTAAGAGCCACC 175

Ad06A17022 Aradu.A06 17022 p3 (ATG)5 15 98667909 98667923 ACTCCATTATCACGCGCTTT ATGGTAAGAGCCACCCATCA 169

Ad06A17024 Aradu.A06 17024 p4 (ATTG)5 20 98675228 98675247 TCAAGGAGGATGATACCATAGC CCACCAAAGTCAGCCACAGT 277

Ad06A17025 Aradu.A06 17025 p2 (AG)6 12 98681494 98681505 GACCGGCTATGCTGTATGGT TCTCATCCACCCTCCTGACT 254

Ad06A17026 Aradu.A06 17026 p3 (TTG)5 15 98681778 98681792 TGGCGTCATTTGATTCATGT CTTGCCTCTTCCTCCTCCTT 146

Ad06A17030 Aradu.A06 17030 c (TTC)5ctcttcc(TCT)6tttctttcgtttattgccttctctttctc(CTT)584 98701969 98702052 AACGAATAAACCCCAAAAACG CGTGCAAGAAGAAGAAGAACG 209

Ad06A17031 Aradu.A06 17031 p3 (CTT)5 15 98702195 98702209 GCACGTTCTTCTTTCTCTTCC CCTCCTCATCTTCTGCTGCT 226
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Ad06A17036 Aradu.A06 17036 p3 (AAT)6 18 98712843 98712860 TACTGCACTCTGCGAAACCA TGTTGATTGTTTGGAGCAGC 183

Ad06A17038 Aradu.A06 17038 c (A)10gttagtacagggacctaatt(A)1040 98714724 98714763 TTTAATTGGGTCCCTACACTTTTT TTGGTCCCTATAGTTTCGTGA 197

Ad06A17047 Aradu.A06 17047 p2 (GA)7 14 98763742 98763755 ATGAAACCCAACCCTTGTCA CGGACCTTTGGATGTTATGG 280

Ad06A17053 Aradu.A06 17053 p3 (TAT)16 48 98786888 98786935 CCATGTATGATGTGATGGTCG AAGCAAAGGGAGCGTTCTAT 280

Ad06A17054 Aradu.A06 17054 p3 (ATT)17 51 98792182 98792232 AAAGACCATGTATGATGTGATGG TGCAGCCATTCTTCAATGTG 172

Ad06A17058 Aradu.A06 17058 p6 (GTAGTG)5 30 98817107 98817136 GAGGATGTGAGCAGCAACAA CGAGGGCAATGACCACTACT 159

Ad06A17059 Aradu.A06 17059 p2 (TA)6 12 98828829 98828840 CGGGGCTATGTTTTCGTTTA CGAACAAGGATAACCAACGC 277

Ad06A17060 Aradu.A06 17060 p2 (TA)7 14 98836734 98836747 CGGGGCTATGTTTTGGTTTA ACAAGGATAACCAACGCCTG 275

Ad06A17061 Aradu.A06 17061 p2 (TA)6 12 98844517 98844528 GACCAGTTATCTTCGCAGCC ATCTCGAAAGCGCAACACTC 133

Ad06A17062 Aradu.A06 17062 p2 (TC)8 16 98846092 98846107 TTTTCTTTCTTTGCCGCAGT CGGAGAGAGAGAGTCCACCA 217

Ad06A17068 Aradu.A06 17068 p3 (GAG)11 33 98863931 98863963 CCTTCATGGATGTGTTGCTG CGTTTACCCTATTCCTCCCC 258

Ad06A17070 Aradu.A06 17070 p3 (CAA)6 18 98884474 98884491 AGATGCAGAGGCAAAAGGAA GCCATCAAGCCCTATTGTTG 204

Ad06A17072 Aradu.A06 17072 p2 (CT)11 22 98891810 98891831 CCTCCACCACCTCCATCTTA GCATCGTTGTGCTTGCTAGA 229

Ad06A17073 Aradu.A06 17073 p2 (GA)21 42 98900801 98900842 CATTGTTGGTGATGGCTGAC CCTTTGGTTCACGTGGTTCT 280

Ad06A17075 Aradu.A06 17075 p2 (GA)13 26 98902021 98902046 AGGGACTGCCAGAAGTGGTT GAATTAGGAACGCTCTCCCC 273

Ad06A17080 Aradu.A06 17080 c (TTC)5ctcttcctcttcctctttctcttcctcttcttcgttttttttcttcgattttcctgttttcaaagcgctacacttagaacgg(TTC)5ctcttcc(TCT)7ttg(T)11154 98910837 98910990 TGCGTTATTCAACCGTTTCC TTTCTCCTCATCTTCTGCTGC 276

Ad06A17081 Aradu.A06 17081 p3 (AGA)5 15 98911559 98911573 GAAGAACGTGCAGAAACGAA CGCTTCGAACCATTCTTCTT 151

Ad06A17085 Aradu.A06 17085 p3 (TCC)8 24 98939717 98939740 CTCCTTTTACGAAGTTGCCG TGCAAAGGAGGAGTATCAAACC 187

Ad06A17090 Aradu.A06 17090 p3 (CTT)5 15 98961779 98961793 AATCGTTTTCCAAATCACGC ATGAATGTGGTGGTGTGGTG 164

Ad06A17091 Aradu.A06 17091 p3 (ATT)5 15 98961905 98961919 CGTCTTCCTCCCACTGATGT AGAAGAAAACGATGACGACGA 212

Ad06A17095 Aradu.A06 17095 p2 (AT)7 14 98967897 98967910 CATTTTCGGGATAAAATTGGAA CCATATGGTGGCTGGCTTAC 261

Ad06A17096 Aradu.A06 17096 p4 (TTTA)5 20 98968427 98968446 TTGCAGTATTGCTCCAAAAA TTAAACAACCATGCGTCACC 198

Ad06A17097 Aradu.A06 17097 p2 (AT)6 12 98972718 98972729 TAGCAAATGGCTGTTTTCCC AGTGGATCCGTCCCTGTATG 183

Ad06A17103 Aradu.A06 17103 p2 (AG)6 12 98990337 98990348 TAGGAAGCCTCCAAGGTTGA CTACGTGGAGGAAGAGGCAG 255

Ad06A17108 Aradu.A06 17108 c (TA)7ttcaaaaaacaaaaaaaacaaaaaaaataatacaaaaaaaat(TA)1076 99054201 99054276 AGTAGAGCACGTCCCTCCAA TGCTTGTCCTCAAGCAAAGA 279

Ad06A17109 Aradu.A06 17109 p3 (AGA)6 18 99066327 99066344 AGTGGTCTTGATGGGCTTTG CACCTCTCCCCTTCTCTTCC 241

Ad06A17112 Aradu.A06 17112 p3 (ATC)5 15 99092578 99092592 TGATCCAAAGCACCAACAAA ACAAATGGTTCCAATTCCCA 257

Ad06A17115 Aradu.A06 17115 p2 (AT)8 16 99099725 99099740 TGGTCGATCGAGTATGAAAAA TGGCGAAAGAAATCGTAACC 279

Ad06A17116 Aradu.A06 17116 c (A)10tcaaaggaaaaactatgggttaagacttaagatctctcctacattggtaca(TC)7tgtct(CA)998 99102170 99102267 TCATCATAGCAATCATCATCTATAACT TCATGGATCCTTATTCTTAAATTATTC 271

Ad06A17119 Aradu.A06 17119 p3 (TAT)6 18 99142861 99142878 CAAGGCTTTAACACCCAAAAA AGCACGGTTGAAATAGTGGG 213

Ad06A17121 Aradu.A06 17121 p2 (AT)7 14 99146243 99146256 GGAGAAAAAGAAAAACACTGAAAAA TGTGTCCAACAAATTAGCCA 255

Ad06A17122 Aradu.A06 17122 p2 (TA)7 14 99148056 99148069 CCATATGATCATTAAAACAGAATAATG CGCTAGGGACAAATCTAGGG 264

Ad06A17125 Aradu.A06 17125 p3 (TAT)11 33 99156765 99156797 TGGACTCTCTCTCCCGCTTA AAATCAAACGAAATTAGGCATCA 261

Ad06A17127 Aradu.A06 17127 c (T)10caatgcactacctgttttg(T)1140 99161070 99161109 GCAAATTTATTGGGTGCTTGA GCAGTGCAAAACCTCAAACTT 154
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Ad06A17129 Aradu.A06 17129 p4 (GATA)7 28 99164571 99164598 GACACTCAAATTGGTGACGC TGTGTAGGTTCCGTTGTACGTC 244

Ad06A17135 Aradu.A06 17135 p3 (GTT)7 21 99180930 99180950 AAAGCAGCGAAGATCCAGAA GAATCAACCGTATCGAGCGT 267

Ad06A17138 Aradu.A06 17138 c (T)10gccaaaatacctcaccactaccaacacaattacctcct(CCA)6caaccaccaccagc(ACCACA)5110 99182949 99183058 GAATCGAACCCGTCCCTAGT CCTGTTTTCTTGGTGGTGGT 241

Ad06A17142 Aradu.A06 17142 c (T)10actatagtgccagctatatattaactatataattataatcatatagtgattcatacttcaatcaattgagaaaacctttact(TA)6104 99230738 99230841 AACCTTTTCCTGCCCAAGAT CGAAAGCGATAGGACCAAAG 254

Ad06A17146 Aradu.A06 17146 p2 (TA)9 18 99237652 99237669 CCTTATCATCCATGAGAACCA TTTTCAAGTGATGTTAGGTCAATTTT 267

Ad06A17152 Aradu.A06 17152 p3 (TAT)9 27 99246644 99246670 TGAAGCTGAATTTTGTTCATCA TTTTTGGATGAGACTTGGAACA 259

Ad06A17154 Aradu.A06 17154 p4 (ATTT)5 20 99250188 99250207 CGGTTCCGTGAAGTCAATTT TCTCGCAATTGACAGCTTTG 188

Ad06A17156 Aradu.A06 17156 p2 (TA)6 12 99262027 99262038 CGAAGTTGGACCTTGGGATA CAACGTTTTTCTCCATCAGACA 219

Ad06A17157 Aradu.A06 17157 p2 (AT)6 12 99274607 99274618 GGCTAAGCTTCAACCTCCCT GCACCGACTTTATTGCGTGT 241

Ad06A17159 Aradu.A06 17159 p2 (TA)7 14 99279002 99279015 TGACAGTTGTTGGAAGTGGC TCCAAGAAAAGGTTCTATGCTACA 246

Ad06A17160 Aradu.A06 17160 p3 (AAT)6 18 99279411 99279428 CAAGTGGGGAGAAGCTTACG CGTCAGGGTCTGCAACTACA 184

Ad06A17165 Aradu.A06 17165 c (AG)10a(AG)7 35 99286328 99286362 CATGAGAGCAAAGCACCAAA CAGCATCCACCTTCGTGTTA 112

Ad06A17166 Aradu.A06 17166 p2 (AT)8 16 99287708 99287723 CGTACCAAAGGTTAAATCCTATTTT GGACTTGAGAAAGGTGCATGA 277

Ad06A17169 Aradu.A06 17169 p3 (GAA)5 15 99295003 99295017 TTGAATAGAAGGGGTTTGCG GCCGCAATTAACACTGGAAT 189

Ad06A17170 Aradu.A06 17170 p2 (AT)7 14 99295706 99295719 TGTGCTGTACGCTCTCCTTG GGTTGAATTGATAAAATCAGTCCT 223

Ad06A17173 Aradu.A06 17173 p2 (AC)6 12 99299035 99299046 GCGTGAAATGAGCGAAAAAT ATTTCGCACGTGTGTGTGTT 278

Ad06A17174 Aradu.A06 17174 c* (A)11(AC)7* 24 99299500 99299523 CGAGCGAAAAACACAAAACA TTTTTGCTCGTTTCCCATGT 264

Ad06A17175 Aradu.A06 17175 p2 (AC)6 12 99300312 99300323 CGCATACGTGCAAAATGAGT GTGTGGGTTTATCGCTCGTT 260

Ad06A17176 Aradu.A06 17176 p2 (AC)6 12 99300449 99300460 CGCATACGTGCAAAATGAGT GTGTGGGTTTATCGCTCGTT 260

Ad06A17177 Aradu.A06 17177 p2 (AC)8 16 99300585 99300600 CGAAATGAGCGAAAAACACA TCTTTTAGCACGTGTGCGTC 150

Ad06A17178 Aradu.A06 17178 p2 (AC)6 12 99301141 99301152 CGATACGAGCGAAAAACACA TTTGCACTCGTTTTGCACAT 188

Ad06A17179 Aradu.A06 17179 c (A)10tcacacacgtgcgaaacgatcgacaaacacacacatgcgcgaaaactggataaaaacacgcatacgtgcaaaatgagcgaaaaacacaaaaaaaat(AC)6118 99301697 99301814 ATGCGAAACAAGCGAAAAAT TCGTTCCACATGTGTGTGTG 265

Ad06A17180 Aradu.A06 17180 p2 (AC)8 16 99302105 99302120 CACACACACATGTGGAACGA CTGTGGGTTTTTCGCTTGTT 262

Ad06A17181 Aradu.A06 17181 c* (A)10(AC)7* 23 99302484 99302506 ACACATACGTGCGAAACGAG CGTGTGCATGTTATTCGCTC 273

Ad06A17182 Aradu.A06 17182 c (AC)9atgcaaaatgagcgaaaaacacgcacacgtgcgaaatgagggaaaatacacaaaaaaacataac(A)1092 99303940 99304031 GGGTCTTGTGCACCCTTAAA GTATTTTTCGCTCGTTTCGC 271

Ad06A17183 Aradu.A06 17183 p2 (AC)6 12 99306448 99306459 ACCACACACTCCGTGTGAAA TGTGTTTTTCGCTTGTTTCG 220

Ad06A17184 Aradu.A06 17184 p2 (AC)7 14 99307194 99307207 GCATATGTGCAAAAGGAGCA GTTTTTCACTCGTTCCGCAT 139

Ad06A17185 Aradu.A06 17185 p2 (AC)12 24 99307528 99307551 ATGCGGATCGAGCAATAAAC GTTTCGCACGTGTGTGTTTT 249

Ad06A17186 Aradu.A06 17186 c (AC)6gtgcgaaaacgattgaaaa(AC)949 99308528 99308576 AAAACACGCATACGTGCAAA GCGCGTGTGTGTTTATCACT 275

Ad06A17187 Aradu.A06 17187 p2 (AC)7 14 99308699 99308712 CGAGCGAAAAATACGCAAAT TGCTCGTTTCGCATGTGTAT 230

Ad06A17188 Aradu.A06 17188 p2 (AC)6 12 99310007 99310018 TACATACGTGCGAAACGAGC CACGCTCGTCTGTGTTTTTC 213

Ad06A17189 Aradu.A06 17189 p2 (AC)16 32 99311778 99311809 AACGAGCGATAAACACCCAC TTTTCGCTTCTTTCTCTCGG 171

Ad06A17190 Aradu.A06 17190 c (A)10cacacatgaaaaacgagcgaaaaacacacacgtgcgaaacgagaaaacaatacac(A)1075 99312573 99312647 GTGCGGAACGAGAGAAAAAC CTTGTTTCGCACGAGTGTGT 277

Ad06A17191 Aradu.A06 17191 p2 (AC)8 16 99314884 99314899 ACAGACACGTGCGAAATGAG TGGGTTTTTAACCCGTTTCA 121



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A17192 Aradu.A06 17192 p2 (AC)16 32 99315466 99315497 AACGAGCGATAAACCCACAC TTTCACTCGTTTCGCACATC 194

Ad06A17193 Aradu.A06 17193 p2 (AC)6 12 99316026 99316037 CAAACAAGTGCAAGACGAGC TTTCGCACGTGTGTGTTTTT 263

Ad06A17194 Aradu.A06 17194 p2 (AC)8 16 99316688 99316703 CGCGAAAACTGGAGAAAAAC TTTCGCTCATTTTGAACGTG 188

Ad06A17195 Aradu.A06 17195 p2 (AC)9 18 99317667 99317684 GCAAATGTGCGAAATGAGTG TTTTGCACGTGTCTTTTTCG 265

Ad06A17196 Aradu.A06 17196 p2 (AC)8 16 99320052 99320067 GCATATGTGCAAAAGGAGCA GTTTTTCACTCGTTCCGCAT 143

Ad06A17199 Aradu.A06 17199 c (A)10caatcacacacgtgcaaaacaatcgaaaaacacacatgcgcgaaaactggtgaaaaacacgcatacgtgcaaaatgagcgaaaaacacgaaa(AC)6114 99325242 99325355 AACACGCATATGTGCGAAAC TCCGCATGTGTGTTTGTTTT 268

Ad06A17200 Aradu.A06 17200 p2 (AC)6 12 99326060 99326071 AACGAGCGACAGACACACAC GTTTTTCGCTTGTTTCGCAT 263

Ad06A17201 Aradu.A06 17201 p2 (AC)7 14 99327166 99327179 AAACACATGCGAAACAAGCA GTTTGCGTGTTTTTCGTTCA 249

Ad06A17202 Aradu.A06 17202 p2 (AC)6 12 99327313 99327324 AAACACATGCGAAACAAGCA GTTTGCGTGTTTTTCGTTCA 249

Ad06A17210 Aradu.A06 17210 p2 (AT)6 12 99344515 99344526 AGCAAGAGAGATAAACATGATGC ATCGGTGCAGTCAAAGGTTC 240

Ad06A17212 Aradu.A06 17212 c* (A)11(AC)7*aaatgtgagaaaggagcgaaaaacacacatgtgtgaaactagcgaaaaaaaa(AC)790 99347708 99347797 ATACACACACGTGCGAAACG CGTGTTTTTCGCTTGTTTCA 279

Ad06A17213 Aradu.A06 17213 p2 (AC)10 20 99349124 99349143 GTGCGAAAAGAGCGAAAAAC GCTCGTTTTGCATGTGTGTT 249

Ad06A17214 Aradu.A06 17214 p2 (AC)6 12 99349523 99349534 CAAAATGTGCGAAGTAAGCG TGTGTTTTTCGTTCGCTTTG 181

Ad06A17216 Aradu.A06 17216 p2 (AC)6 12 99350367 99350378 ATGCGAAACAAGCGAAAAAT CTCGTTTCGAACGTGTGTGT 200

Ad06A17217 Aradu.A06 17217 p2 (AC)6 12 99350481 99350492 CATACACACACACACGAGCG TTTCTCGCTTGTTTCACACG 209

Ad06A17218 Aradu.A06 17218 p2 (AC)6 12 99351144 99351155 AAAACATGCACACGTCCAAA ATTTTGCTCTTTCCGCACAT 223

Ad06A17219 Aradu.A06 17219 p2 (AC)14 28 99351866 99351893 AGCGAAAAATACGCACCTGT GGCTTACGCTCGTTTCACAT 275

Ad06A17220 Aradu.A06 17220 p2 (AC)8 16 99352184 99352199 CGTAAGCCCACGTACGAAGT ATTTTGTGTGGGCGTGTTTT 224

Ad06A17221 Aradu.A06 17221 p2 (AC)7 14 99352434 99352447 ACGTAGGAATCGAGCGAAAA TGTTTCGCACGTGTGTGTTA 196

Ad06A17225 Aradu.A06 17225 p2 (TC)7 14 99361018 99361031 AAGCACAACATCCTCGCTAGA AAAAGACGTAAAAGAAGAAGACAAAAA 219

Ad06A17227 Aradu.A06 17227 p2 (TA)8 16 99370300 99370315 TAGTCGGCCTAAACTCTGCG AAGGTCACGACAATTCTAAGGC 157

Ad06A17232 Aradu.A06 17232 p2 (AT)7 14 99376846 99376859 CAAGCTTCTCGGCTGCATA TCCAAAAGCCTGGTTTTCAC 267

Ad06A17234 Aradu.A06 17234 p2 (TA)6 12 99386100 99386111 AATTTTGTTTTGAGTGAGTCTTGAT TTGGAAGGTGAGGTCATGAAT 280

Ad06A17236 Aradu.A06 17236 p3 (TTC)5 15 99392168 99392182 TCCCTCTCTCTCAGTCTCACCT TCCTTTCTTCCACTTTCATCC 172

Ad06A17245 Aradu.A06 17245 p6 (ATATAG)6 36 99451229 99451264 CCAAAGTTGAATCAGGTTGTCA CCACAGGCCTAGTATCAACCA 256

Ad06A17246 Aradu.A06 17246 p2 (TG)10 20 99453899 99453918 TGGTCTTGATGGATTAGCAGG AGTTGCTTGGACCTTGTGGT 206

Ad06A17257 Aradu.A06 17257 p2 (AT)6 12 99474473 99474484 CCTCTCAAATAGAAGTTTTGCCA CAACAACAAGCTTGGCTACG 269

Ad06A17259 Aradu.A06 17259 p2 (TA)13 26 99475932 99475957 ATCCTATCCGCTGGGAATCT ATTGAACCCTAACCCGCTCT 230

Ad06A17267 Aradu.A06 17267 c (A)14(TA)6 26 99510871 99510896 CTCGGTCTTCACTCGTTTCC GGAGCTTTGCAAGCATGAG 247

Ad06A17268 Aradu.A06 17268 p2 (TA)12 24 99511616 99511639 TGGAAAAGCTATGGTCTCACG CAACCGCGAAGAAGAATAGG 278

Ad06A17270 Aradu.A06 17270 c (CTT)7atttcatattctcatcattcttcttgggagaaaaaaatcaaacaaaaaaaacataatgttgcaaaattaatagaaagagaatgagggaaaaaaat(ACA)5131 99529617 99529747 TCCTCTTCCTCCTTCTCATCC CATAGCTCTTCGCGTTCCTC 255

Ad06A17275 Aradu.A06 17275 p3 (AAT)5 15 99544332 99544346 GTGGCTTTGCTAGGGATTGA AATAAGAACTGTTGCGTTTCATT 161

Ad06A17276 Aradu.A06 17276 c (TG)7tttcttttttatatattcatatatatgatcataatttcttttctgtcatcacgtgtatgatctatgcaacaattttattttaatttatttattttcaa(T)10122 99546692 99546813 GAATCCCTTGCGGTATGTTG GTGCAAAACACGGTACACGA 256

Ad06A17278 Aradu.A06 17278 c (CT)8(AT)7 30 99547859 99547888 AAGGTGACTCCCACTCTGTCTC GCATGCAACATGCTTTTGTT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A17282 Aradu.A06 17282 p3 (TTC)5 15 99556961 99556975 AATTTTGGCATGGGTTTGAA AGCCAGGCCACTCAGTAGAA 103

Ad06A17283 Aradu.A06 17283 p2 (TC)19 38 99563158 99563195 CTCCTCCCAACACCTACCAA ACCTGCTTCTTTGCAAGCAT 257

Ad06A17287 Aradu.A06 17287 p2 (GT)7 14 99573961 99573974 CAATTTCCAACGACATGCAG TGCGGTAGTTCACCAAAACA 220

Ad06A17288 Aradu.A06 17288 p3 (ATA)16 48 99574146 99574193 TGTTTTGGTGAACTACCGCA ATCCAGATCAGTCCCCAAGA 229

Ad06A17290 Aradu.A06 17290 p2 (TC)6 12 99582087 99582098 AAGCATAACATGGGTCACGC CAGCGTCCAACAACATCAAA 265

Ad06A17293 Aradu.A06 17293 p4 (TATG)12 48 99588257 99588304 GAATTGTTTTCGTAAACCTTGG TCATGGGTTTCGATTCGTTT 243

Ad06A17295 Aradu.A06 17295 c (CT)6agacatttgttctactagaagaatgacaacaaatttttatacatataaaaagaatctctcttttgcatgatagaattcaccaaaacaaaaat(A)10114 99589924 99590037 AGTAGGGTCCACAGCTGCAC GCTTAATGCCCATGATGGTT 234

Ad06A17300 Aradu.A06 17300 p4 (GGAT)5 20 99605519 99605538 GGGGTAGCCTCTGGAAAATC AGGAGGATGTGGCTTACACG 234

Ad06A17302 Aradu.A06 17302 p2 (TC)23 46 99609243 99609288 TCCCAATATGGAGTTGCAGA ATCCCTCTCGCTTGCTCTC 272

Ad06A17303 Aradu.A06 17303 p3 (TCA)5 15 99610700 99610714 GCTAGCCTCCTTTGCTCCTT TAAAAGGGGGTCGTTCAGTG 238

Ad06A17304 Aradu.A06 17304 p2 (CT)6 12 99612916 99612927 TCTTTCTTGCTTCTTTGCTGAA CCCTCTCACTTGCTCTCACC 117

Ad06A17308 Aradu.A06 17308 p2 (AT)6 12 99648127 99648138 TAACATTCTTCCCAACCCGT TCAAGGCAGCTGAAAAAGGT 159

Ad06A17309 Aradu.A06 17309 p3 (GAA)5 15 99651209 99651223 AAAATTTGACACCCCCACAA CCATGACAACCCTCTCCATC 275

Ad06A17312 Aradu.A06 17312 p3 (TTA)6 18 99654408 99654425 AAAAACGTAGAGCTATTTGTTTCATTT TTAATTTCTTCCATTGTCGGG 100

Ad06A17324 Aradu.A06 17324 p3 (TTG)5 15 99719055 99719069 AACATCCAGTCAGGAGGGTG GGAGAATGTGAACAAGTGTTGG 255

Ad06A17325 Aradu.A06 17325 p3 (ATT)5 15 99719176 99719190 CACACTTGGATTGTTTCTTCACA ACAAAACCAGCATCACCACA 269

Ad06A17330 Aradu.A06 17330 c (A)10tatactctttctgttttaaaataagaatcgctttttgtttttg(T)1164 99723972 99724035 TTTGATGCATTCACCGTGT GCTAACACGTCCGGAGATAAA 280

Ad06A17331 Aradu.A06 17331 p2 (TC)6 12 99730732 99730743 TCAGGTACCCACCCTCACTC TCTGTGCATGCTCTATTCTTCAA 211

Ad06A17338 Aradu.A06 17338 p3 (ACA)5 15 99751847 99751861 CCAAAACCCAATAGATGGACTT TGATCCATGTAGTCAATCTCACC 277

Ad06A17341 Aradu.A06 17341 p3 (ATC)5 15 99755022 99755036 GCAAAGAACAACAATGGAATCA TCTGCTGCTTCTGCTTCTGA 253

Ad06A17343 Aradu.A06 17343 p3 (CTT)8 24 99756115 99756138 TTCACTCTATGCCCCACACC TGCAAAGAAGAAAAATGCGA 201

Ad06A17344 Aradu.A06 17344 p2 (AG)23 46 99767662 99767707 ACAGTGGAAGCGTAAGAGGC CCACTGGTAAATCCGATGGT 264

Ad06A17346 Aradu.A06 17346 p2 (AT)7 14 99771864 99771877 GTTGGAGAGTTGGGGTTTCC TGAAGGAGGGTTTGTGTGTG 193

Ad06A17347 Aradu.A06 17347 c (AT)14acacatgtcttgatttcatccattctaacagtatatttttttcttgaa(TC)8ttctccagtacccctagctagctaggtctagctttcggttgctatagcctataagtagttgaaggtacaataaagaaaaggtacacctataaata(TG)6199 99773065 99773263 CCTTGCTTTCATTTTCCCTC TCCAGCTGAAGAAAGCTAAGA 280

Ad06A17349 Aradu.A06 17349 p3 (ACC)5 15 99774355 99774369 TGCTGAGAATCGAAATCGTCT TCTGCTTCTTGGTTTTGTTGG 191

Ad06A17354 Aradu.A06 17354 p3 (ATT)5 15 99806422 99806436 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad06A17356 Aradu.A06 17356 p3 (ATT)6 18 99809001 99809018 TGGAGATGCTTCTTCCATCA GGAAAAGGGCACTCTTGTTG 218

Ad06A17367 Aradu.A06 17367 p3 (TAT)6 18 99870915 99870932 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 160

Ad06A17369 Aradu.A06 17369 p2 (GA)6 12 99876845 99876856 TGAGGTAGGTGGGGTTTTTG CCTAAATGGAGCAGGGATGA 213

Ad06A17370 Aradu.A06 17370 p2 (GA)6 12 99879923 99879934 GGAGGGAGGGTTCGAATTAT TCGAAAACACCTCACTCTTTTTC 231

Ad06A17375 Aradu.A06 17375 p2 (AG)6 12 99899337 99899348 GCGAACTTGCACTATCCACA GGCGCTTTTTACACACAACA 233

Ad06A17379 Aradu.A06 17379 p4 (TTAT)5 20 99946998 99947017 CCCACTTGTGAAACATGGAA GGTTTAACCAAGTCGCCCTT 272

Ad06A17380 Aradu.A06 17380 p3 (GAT)7 21 99947983 99948003 GTTTCGGTATTTGGAGGGGT GTCCAGAGCAGAGAAGTGGG 185

Ad06A17382 Aradu.A06 17382 p3 (ACA)5 15 99955353 99955367 CTCCCATGTCATCGAGTCCT TGATGTTGGTATTCCGCTTG 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A17384 Aradu.A06 17384 p3 (TAA)16 48 99960826 99960873 GCTGCATACAGTTGCCTATCA CCAGAAATGATAAGCCTGCAA 215

Ad06A17387 Aradu.A06 17387 p3 (ACC)5 15 99974970 99974984 TCTGTGAATGAGGTTTGGCA GGGCGTTAATAGTTTGTCCG 235

Ad06A17394 Aradu.A06 17394 p2 (TA)6 12 99987355 99987366 TGAAGATATTTGCTAATTATTACCGTG TTGTATGGGACTTTCCATAACCTT 263

Ad06A17395 Aradu.A06 17395 p3 (TTG)7 21 99988374 99988394 CGGGTAATTGAAATAGTTTATATACGG ATGATAATTGCACCGGTCGT 237

Ad06A17396 Aradu.A06 17396 p3 (TAT)6 18 99988575 99988592 CACGACCGGTGCAATTATC CGTTTTCCCTCCAAAATGAA 253

Ad06A17398 Aradu.A06 17398 p2 (TA)8 16 99992226 99992241 TTGAACAATATCGGAAGCAAA TCATTCTTTCACCCAATGTTAGA 280

Ad06A17406 Aradu.A06 17406 c (A)11gtaaaataagataataattata(ATT)548 100028395 100028442 CTCACAGAAATTCTCATGTTTCG TGCCTTCAATTTGATTTACTTGTG 273

Ad06A17407 Aradu.A06 17407 p3 (TCC)5 15 100037272 100037286 TCCCTTGGCAACTTATCGTC AAAACGAAGAAACATCCAAAACA 166

Ad06A17408 Aradu.A06 17408 p3 (AAT)16 48 100037976 100038023 CCCAACAAAACTCACAGCAA ATGCTTCCTCGCAATTAGCA 271

Ad06A17411 Aradu.A06 17411 p3 (AAT)5 15 100042046 100042060 ATGAGCCCTCCTTTATGCCT AACAACATCATAAGACAAAGCTTGA 213

Ad06A17413 Aradu.A06 17413 p3 (GAG)9 27 100050134 100050160 AATCACAATGGGCTGAGAGG AGGAGGCTAAGGCGAAGTCT 116

Ad06A17415 Aradu.A06 17415 p2 (AC)7 14 100073244 100073257 GGAGGTGGCAACAATGCTAT AGGTACCCTCCCCGTGATAC 273

Ad06A17417 Aradu.A06 17417 p3 (ATA)8 24 100085390 100085413 CAAACTTGTAAAATGTACTCGGTATGA TCCATTACATCAACGAATTTCA 274

Ad06A17419 Aradu.A06 17419 p3 (TTG)6 18 100088833 100088850 CGTTTGATTCATGTAGCCGA CGTCATGCATGCTATCCGT 269

Ad06A17421 Aradu.A06 17421 p2 (TA)7 14 100098666 100098679 CAACTAAGGCCATGGCAACT GAACTGATAGGTGGTACGCGA 211

Ad06A17423 Aradu.A06 17423 p2 (AT)11 22 100101809 100101830 GTGCTAGGTGGGAGACAACC CTCGCGTGACTCTCTGTTCA 262

Ad06A17424 Aradu.A06 17424 p2 (TA)7 14 100106762 100106775 CAACTAAGGCCATGGCAACT GAACTGATAGGTGGTACGCGA 211

Ad06A17428 Aradu.A06 17428 c (TCT)6acacacatacgtcc(TCT)6ttcaaattcacgcata(CCT)890 100127925 100128014 GCGCTTCTTCCTTCTCCTTC TTCAATTCATAACACCTGCGTC 248

Ad06A17429 Aradu.A06 17429 c (AGG)5aa(GAG)6 35 100128795 100128829 TTTTGATTTGAATGGACGCA CTTCCAAATTCGTGCAGGTT 183

Ad06A17431 Aradu.A06 17431 p2 (TA)7 14 100132033 100132046 TGGGTAAGGCTGTCAAAAGTT CCTTAAAAATGCCTCCAAACA 256

Ad06A17432 Aradu.A06 17432 p2 (AT)16 32 100133907 100133938 CGAATTAAGGATCGGTTCACA TGATTATTTTGTTGTTGTTTTATGTGT 211

Ad06A17435 Aradu.A06 17435 p4 (ATTT)5 20 100137982 100138001 AAGGAGTCTCTCATGGCGAA TCCAAGTTTACGCAACACCA 255

Ad06A17438 Aradu.A06 17438 p3 (AAT)16 48 100152821 100152868 CTATCCGCAAGGCAAACATT AGAAAAACCATTTCAATCAAGAA 161

Ad06A17443 Aradu.A06 17443 p3 (ATA)9 27 100160695 100160721 TTGATGGGGAGTTCAAATTATC AAAAATAAATCCTTCACATACTTGCAT 243

Ad06A17444 Aradu.A06 17444 p3 (TAT)5 15 100161465 100161479 TTCAATTTAGCATTGGCTCC ACGTGATTCAACCAAAGCAA 249

Ad06A17446 Aradu.A06 17446 c (CT)13cccccc(CT)8gttgccaccaa(TC)671 100165358 100165428 TTGGTCTCTCCCTTTGTTGC TTCAAGCAGCAGTGTTCACC 196

Ad06A17449 Aradu.A06 17449 c (A)10gag(T)10 23 100185567 100185589 CAGACTTGGGCCGACATTAT GCAAAAGAAAATGGAAGGGG 171

Ad06A17450 Aradu.A06 17450 c (A)10ggaataaaagtgaaaaagaaaaagaaaagaaaagaagaaaaaaacgtatatag(A)1073 100187025 100187097 TATCATTCAAGCGTGGGGAT GGGCATTTTGTCCCCTTTAT 272

Ad06A17451 Aradu.A06 17451 p2 (TA)10 20 100192477 100192496 GGAGCTGAGTCTAGTGGCGT TGAAAAGCACAAGTGAAGGAA 179

Ad06A17456 Aradu.A06 17456 p3 (CCA)5 15 100204232 100204246 AATTGAAATCGTCCCTCACG GTGGTGGTGGTAAAGACGCT 176

Ad06A17458 Aradu.A06 17458 p3 (ATA)21 63 100212163 100212225 TTATGGTGCTCAAATGGGGT GTGGCCATCCACAGTAGTGA 200

Ad06A17461 Aradu.A06 17461 p2 (TC)7 14 100214497 100214510 AACTTGGCCTGCATCACTCT CTAACCATGCGTGTGCTTGT 215

Ad06A17463 Aradu.A06 17463 p2 (AT)6 12 100218204 100218215 CAAGATCAAGCAAACAAACCAA AATTGCTGCAGGAACAATGA 269

Ad06A17472 Aradu.A06 17472 p2 (CT)6 12 100244252 100244263 ACATTGAACCTGGGATCGAG CTTCTGGGCTGTTTCTGACC 239
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Ad06A17474 Aradu.A06 17474 p2 (AT)6 12 100251820 100251831 ACCCTAAGCCCCTAAACCCT CAGTTCAGGGAACCAGCAAT 256

Ad06A17475 Aradu.A06 17475 p3 (TTA)5 15 100253071 100253085 TCTGTTATATAGCGCGTGACTTG TGTGGCTTTAGAAAGTGTGGTG 268

Ad06A17478 Aradu.A06 17478 p3 (CTT)7 21 100266930 100266950 CGTCGAAAGAGAACTCCGAT ATACTTGGCCGTTATGTCCG 172

Ad06A17479 Aradu.A06 17479 c (A)14caaaaagaaggactttgaaaagaaaaaaatggaatagtaatattatactaattgtaataaactagtaatagtacagttaagaaaatttccc(A)11116 100269475 100269590 TTTCATTGTTGGTATGGTATGAA TTTCTTAACTAATGAATATTTTGAGCC 225

Ad06A17488 Aradu.A06 17488 p3 (CTT)5 15 100276780 100276794 CTTCTTCGCCTTCGCATTAC TGAGAGAAAACACGCGAAGA 115

Ad06A17489 Aradu.A06 17489 p3 (TCT)5 15 100277933 100277947 CACAAATAAGTCCAACAAGTCG GAGGAGGAGGAGAAGGAGGA 183

Ad06A17490 Aradu.A06 17490 p3 (CTC)5 15 100278057 100278071 TCGTCGTCACTAACACCACC ATTTTGGATCAGGCAACGTC 242

Ad06A17491 Aradu.A06 17491 p3 (TCA)5 15 100278619 100278633 TTCCTCCTCATCTTTTGTTGC TGACGCATTTTTCCTTCTTTTT 259

Ad06A17492 Aradu.A06 17492 p3 (ATC)6 18 100279019 100279036 TGTTCCTCATCTGTTGCTGC GAATGTATGTTCATCCTCTTCCAA 239

Ad06A17493 Aradu.A06 17493 p3 (CTT)6 18 100279378 100279395 CATCTTCCTCCTCCTCCTCA TGCAGCATTTTGTGTTTCTTC 190

Ad06A17494 Aradu.A06 17494 c (TCA)11tt(ATC)5 50 100279797 100279846 TTCTCTTCCTCCTCCTCATCA ATTGCTGCTGTTGTTGCTGT 217

Ad06A17495 Aradu.A06 17495 c (GAA)5ggaacacaaagaaaaaggaggagaaatgcaaaaaagaaggagaagaaaa(AGG)579 100279993 100280071 ACAGCAACAACAGCAGCAAT CCTCCAATGTTTGTATCCCG 159

Ad06A17496 Aradu.A06 17496 c (T)10gcacagtatagtggttcgttttatatatgtaattaggaaggtttttatagttttttt(A)1178 100281132 100281209 TTTCCGTGTTAATTTGTGGTTTT CGTCGTCATTGGCAAACTAA 182

Ad06A17500 Aradu.A06 17500 p6 (TTACTG)5 30 100296368 100296397 GCTTTCTTTTTCGCTCATCG ACACGCGTAGACGGTAGACA 210

Ad06A17502 Aradu.A06 17502 c (GAA)5tggggttgaagaagaagggggttgttg(T)10aatataaaacttttcttcgc(T)13c(T)1399 100297517 100297615 TTGTTGTTTAAGTTGATTGATGCTT TCGGAACTTTGAAATGACGTT 265

Ad06A17503 Aradu.A06 17503 c (CTT)5tttcatcatcatcataatcatcttcttttttttattcatc(T)1065 100298532 100298596 TTTTCGGTGTATGTGTGCAG AAAACCAGAAGAAATGTGAGAAGA 172

Ad06A17505 Aradu.A06 17505 p3 (TCT)7 21 100301353 100301373 CTTCTCCTCATCTTCCGCTG AAGGCCATCCTCTTCCAAGT 209

Ad06A17506 Aradu.A06 17506 p2 (AT)6 12 100307739 100307750 TGGATAGAATAATATCCGCCG GCCAAAGGGGAGAGAATAGG 142

Ad06A17507 Aradu.A06 17507 c (GA)7atcgctaaagccacaatccctcccgattggcagaaaatagaaagtgctgg(A)1175 100312880 100312954 CAAGCACGAAACATCCATTG GCGTATGCTTTGGGTTTGAT 157

Ad06A17508 Aradu.A06 17508 p4 (AAGA)5 20 100313118 100313137 CCCGATTGGCAGAAAATAGA TTCTTTCTCCTTTGGCTTGG 279

Ad06A17514 Aradu.A06 17514 p3 (AGA)5 15 100331362 100331376 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 146

Ad06A17519 Aradu.A06 17519 p3 (ATA)20 60 100355598 100355657 TTAATCCCGTGGCACCTAAA GTGTTTATCCTTGTAAAGCTTGTATG 277

Ad06A17520 Aradu.A06 17520 c (A)10gaagtgtgaccacaattttatttactgcatatctttttc(TATTT)679 100357003 100357081 AAATTCTCAGTATATTTGTGTGTGTGA CAAATTTGAGGACCGAATTTCT 167

Ad06A17524 Aradu.A06 17524 p3 (GAT)5 15 100366183 100366197 CCTCCACCTCTAGGATATCAAGG TCTCTTGGGCTCTTTCTTGC 271

Ad06A17525 Aradu.A06 17525 p2 (TA)7 14 100372640 100372653 TTTTGCGCTTTTGAAATCCT AAGCCTTAACTCGCGTCGTA 128

Ad06A17527 Aradu.A06 17527 p4 (ATAA)5 20 100373749 100373768 TAACCAACCAACCAAGGCTC CCGACACATTGATCTGCATC 243

Ad06A17530 Aradu.A06 17530 p2 (TA)9 18 100386771 100386788 TTTCCTTGTTATATATTTGATTTTCG TGAAATTCGTATCTCAATCATTTTG 238

Ad06A17531 Aradu.A06 17531 p2 (AT)10 20 100387507 100387526 TCGAGCTCTACAAAGCCCAT TGGTCACCAACAAACTTCCA 259

Ad06A17532 Aradu.A06 17532 p3 (CTT)6 18 100398609 100398626 CCTTTTCCCTAGTTGGCCTC TTGGCTTTTTCTTCGATGCT 188

Ad06A17535 Aradu.A06 17535 p6 (GCACCG)6 36 100412494 100412529 GGCTCGCCATGATTCTTTTA GTACAGATGCCTGTGGCTGA 266

Ad06A17536 Aradu.A06 17536 c (A)10gaacagaaagtaattattag(A)1343 100419671 100419713 CCAAGCTACATAACGTTTTTCTTC TTGCACTTCGTTGCTACCAC 242

Ad06A17539 Aradu.A06 17539 c (A)10catggataa(AT)631 100441564 100441594 GAGCTACTTCCCTGTTTCCCTT GCCAGCTATACTCGATTCCG 184

Ad06A17541 Aradu.A06 17541 c (TC)19gtgcgcg(CA)657 100471940 100471996 TGAGCATGCCATGTTTTGTC GCTTCAACAGGCAAAAGGAG 242

Ad06A17547 Aradu.A06 17547 c (A)11cagagaactgtttcttctaattttcttatggttatcagcaaattcatc(T)1170 100502489 100502558 ATTGTCCCGTGGAAGAGATG CGGGTGGATTAGACTCCAAG 217
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Ad06A17549 Aradu.A06 17549 c (T)10cttcgtgctctttctcttcctgataattttacagtattatatatatctttttttg(T)1075 100530478 100530552 AAACCAAACAAAAACCAGCG CTCCTCCCCTTCTTCTTCGT 219

Ad06A17553 Aradu.A06 17553 p3 (GAG)5 15 100537996 100538010 CCGGCGTCGAAATTATTCTA CACCACCATTTTTCCCATTC 246

Ad06A17556 Aradu.A06 17556 p2 (AT)8 16 100553979 100553994 GAAGGAACTTGGTGTGAGGC CAACACCTTCATCGACATGG 248

Ad06A17560 Aradu.A06 17560 p3 (TGT)5 15 100575928 100575942 CACTTCACCCGTCCATTCTT CATGGAGCCATGCATAAGTG 253

Ad06A17561 Aradu.A06 17561 p3 (GGT)5 15 100593700 100593714 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 227

Ad06A17564 Aradu.A06 17564 p2 (GT)8 16 100600358 100600373 CTGTTGCTCCGACAGGAGAT CAACTAACACAGAACCTGATGGA 145

Ad06A17565 Aradu.A06 17565 p3 (TTA)15 45 100603187 100603231 GACAAAAATGTCCGCGAAGT CCTTTGAGTCGGTCGTTTGT 191

Ad06A17567 Aradu.A06 17567 c (T)23ggtctactacctgttatttctgcgatatggagttcaatcgtcaatactttgtgtgatgctttggcatgagggcactacagtagtcttcacagaaat(TG)8135 100611852 100611986 CTGGCTGTGTATTCAGGGGA CTCTCAGAATGCCTGATCCA 273

Ad06A17574 Aradu.A06 17574 p3 (TCT)6 18 100647099 100647116 ACAGGATCCCCACCTACCTC TTAGAATGTTGCTCGCCCTC 215

Ad06A17581 Aradu.A06 17581 p2 (TA)6 12 100687894 100687905 AAAAATCAAATTCACCATGTGC GCCACATCAAATACCAGCAA 277

Ad06A17583 Aradu.A06 17583 p2 (TA)8 16 100701465 100701480 AGATTTGGGCATTTCATTGG TGCTTTCAATCAGCTTGCAG 280

Ad06A17585 Aradu.A06 17585 p2 (TA)6 12 100712437 100712448 TGTGAAAGTGAGGAACAAATGG GGTGTACCAAGTCAGGGGAA 202

Ad06A17587 Aradu.A06 17587 p2 (TA)9 18 100716503 100716520 GGATATGGGCGCAGAAGTTA CAAAACCGCTCCCAAAAATA 272

Ad06A17588 Aradu.A06 17588 c (T)13gagaatagaaacaacttttttgtttttgaccataccctagtttcagaaaaatttttttctttgttcttgcttcagagatgatgtgatgtt(A)12115 100718105 100718219 TCAATGTTCCTTGTTGAAGCA TGAAATCCATTTTCTTCGCC 244

Ad06A17589 Aradu.A06 17589 p3 (TAA)8 24 100719504 100719527 TCATGATTCTGTTTTTCCTCCA TATCACGACCGGTGCAATTA 277

Ad06A17594 Aradu.A06 17594 c (A)10tcaacccaaaaaatactgtaataaaagtttgaagcgttgtttgagaaacgcacacatgttcgacaaatatattccatgtgtgaaagtctaagagagt(GA)6119 100746604 100746722 TGTGCAAATTAAATCAACCCA CTGACTCTGCCATCTCTCCC 174

Ad06A17595 Aradu.A06 17595 p2 (TA)6 12 100747369 100747380 TGTCGAGGAAACTTAATAATTGGA AGGTTCGATCTCAATTTGCAC 257

Ad06A17596 Aradu.A06 17596 p4 (AAAT)5 20 100747943 100747962 TCACGGGGATTAATAGGCAC AACGTGCAAAATCAAAGGCT 192

Ad06A17598 Aradu.A06 17598 p2 (AT)7 14 100749438 100749451 TTTTGCTTCACTATTTTGTTTTCC AAATGCGCAGTCAACAACAA 268

Ad06A17599 Aradu.A06 17599 p2 (AG)24 48 100753200 100753247 AGGGTGCTTTTCTTGCATGT AAACGGACCCTCAGTTTTCC 236

Ad06A17604 Aradu.A06 17604 p2 (CA)10 20 100779258 100779277 TTTTTCCGTGGGATAGGGAT GGGTGGTTGCAGAGAGGTTA 240

Ad06A17607 Aradu.A06 17607 p5 (TAAAA)5 25 100788381 100788405 TAAAATTCAAGGGTGCGACG GAACCTTTTCGGTGGAGACA 200

Ad06A17611 Aradu.A06 17611 c (AAT)8(AAC)6 42 100799648 100799689 CATGAACTTTTTCGGGGAGA TTTACTGCCGTTTCAGTCCC 177

Ad06A17612 Aradu.A06 17612 c (A)10gtcaagaataaattgaaaatagaattctccagctaagcagctaatcttatttgtg(T)1681 100800770 100800850 AAATTGTGAAGGCCAACCAG TGTCAAGCACATCATCCCTC 171

Ad06A17613 Aradu.A06 17613 p2 (CA)6 12 100801142 100801153 ATGCAATCCCCACACATTTT GTGTTGTTTCACGCATGGAG 263

Ad06A17616 Aradu.A06 17616 p2 (AT)11 22 100817976 100817997 GCATCCCCATGAGTCTATGC ATTCCTGGAAAGGTTGACCC 110

Ad06A17617 Aradu.A06 17617 p2 (AT)6 12 100820150 100820161 ACGGGGTTTACACATATCGG GTTTCGCTCCCAGACCATTA 166

Ad06A17618 Aradu.A06 17618 c (A)13caaaacttaagagaag(A)1342 100822304 100822345 GCACTTGAAAAGAGCAAATGTT AGTGTTTTTGGGTGCCTTTG 261

Ad06A17619 Aradu.A06 17619 p2 (TA)7 14 100829476 100829489 CCAAACAGCTGGATCAAACC TTGCACACAATTTTGTTCTGAAT 259

Ad06A17621 Aradu.A06 17621 p2 (AT)10 20 100836794 100836813 CTCGTCTTGAGGGATTTGGA ACCACCAAGATGCTGCATTA 198

Ad06A17622 Aradu.A06 17622 p3 (TTA)6 18 100843772 100843789 TCAGAGTGTGTGTGCGTCTG GCCAAAAGTGGACCAAACAT 201

Ad06A17626 Aradu.A06 17626 p2 (TA)6 12 100850222 100850233 TGCTTATAAAAGTATGGACGAGACA TCTCGTGCTGATAACGTGTTG 255

Ad06A17630 Aradu.A06 17630 p3 (ATT)21 63 100875602 100875664 GACCTGGTGAGCATGTGATG TCTGCCCTCCACCTATTGAC 163

Ad06A17636 Aradu.A06 17636 c (TTC)5ctcttcctcttcctcttcttcttc(T)1352 100885951 100886002 TATACGGGCCTTTTAATGCG ACACCCAAAATTCGTTGCAT 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A17637 Aradu.A06 17637 c (AAG)6aggaagacgaggaggaagaatgtgcagaaacgaaagaa(AAG)5agtaagaggaagaagaatgtgcagcaaaaagaagaagaaggagaaagagaaagcaaaaaatgaaagaa(AAG)5ac(GAA)5171 100886483 100886653 TTCTGCTGCTTCTTCTTCTTCA CTCAAAATGCGCTTCAAACC 277

Ad06A17639 Aradu.A06 17639 p2 (AT)7 14 100888732 100888745 ATTTTAATGCCAAAAGGGGC CCATTTTCTGCAACCTCGAT 276

Ad06A17645 Aradu.A06 17645 p2 (AG)6 12 100915319 100915330 AGGGCGAAAAAGAACACAGA CTCCTCATCACCGAACCAGT 236

Ad06A17646 Aradu.A06 17646 p3 (TGT)5 15 100915472 100915486 GGAGAAGGTAACCCCGGTAG CACCATCTCCTTCACCCAAT 243

Ad06A17650 Aradu.A06 17650 p5 (TTTTA)6 30 100956334 100956363 TCTCCTCCCTTTGTTCCCTT ATTTCGTCCCCGAACTTTTT 187

Ad06A17652 Aradu.A06 17652 p2 (CT)6 12 100989059 100989070 TCTTCTCTCCTCCATTGCGT TCGATCATCCTCACTCCCTC 238

Ad06A17653 Aradu.A06 17653 p2 (GT)7 14 100989194 100989207 AGAGCCCTAGCCAGTTAGCC AGGTTTTGGTGCGCTTTAGA 234

Ad06A17659 Aradu.A06 17659 p3 (TCA)7 21 101008044 101008064 CACAACCGACCATTTTGTTG ACGGTTTTGTGGGTCAAGAG 269

Ad06A17660 Aradu.A06 17660 c (TAA)6ac(AGA)5 35 101012338 101012372 CGAGTTTTTGTTAAGAGGGTGAA GAGGAGAAACGACGACCTTG 268

Ad06A17666 Aradu.A06 17666 c (A)12cgatggattagtgagttgtaa(T)1043 101029617 101029659 TTCACGCCTAATTAGTACGCTC CGCTGTTACGTTTGGGAAAT 177

Ad06A17669 Aradu.A06 17669 p3 (AAT)6 18 101033560 101033577 GGGTGCCTAGCTATACGAAAGA TCAACGTTGTCATCATCGGT 189

Ad06A17675 Aradu.A06 17675 p2 (AT)7 14 101041698 101041711 CCGCCACAATTTCTTAAACA CCACAGTTTTGTTTATCCCCTG 277

Ad06A17678 Aradu.A06 17678 p2 (AC)7 14 101044556 101044569 AGCCAAATCGAAAGTGCAAA GGGGGATGCTGTAGGGTTTA 239

Ad06A17679 Aradu.A06 17679 p2 (TA)9 18 101052099 101052116 TCTTCAGCCTTTAGTTCGGC CACTTGCTTTGGAAAGGAGC 277

Ad06A17685 Aradu.A06 17685 p2 (AT)11 22 101056095 101056116 GCTGGCCTGCAGTAATTTTG CCAAAGAAATCAAAACGGACA 170

Ad06A17686 Aradu.A06 17686 p2 (GT)6 12 101057601 101057612 GCGGCTCTCTCTCTCCTCTT GTCGCACACACTCTCTCGAA 270

Ad06A17694 Aradu.A06 17694 p2 (AT)6 12 101074080 101074091 TTAGGAGGCCACTAACACGC CAAAACTTTAGGCTTGAGCTTG 279

Ad06A17699 Aradu.A06 17699 p3 (TTC)5 15 101095860 101095874 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241

Ad06A17701 Aradu.A06 17701 p2 (GA)24 48 101112678 101112725 GATGTCGACGGGAAGCTCTA CGCTCAATACCGTTGGATTT 246

Ad06A17702 Aradu.A06 17702 p2 (GA)6 12 101115553 101115564 TTGCTTGGGTGGGACTTTAG AAATTCAGGGGAGCCAAACT 268

Ad06A17704 Aradu.A06 17704 c (TCT)5cttctccccgtg(CTT)542 101117531 101117572 ATCCAAGCAATTTTGGCATC GAAGAAGAAGACGCTCCGTG 166

Ad06A17705 Aradu.A06 17705 p3 (AAG)6 18 101118435 101118452 CACATGCGTCCATTCAATTC CTCCTCTGCGTGCTTCTTCT 262

Ad06A17712 Aradu.A06 17712 c (A)10gatacagaaactcaatt(A)1037 101142387 101142423 CAAACAGTACATTGACGGCAG ACAGTGAGAGCCTGAGAGGG 242

Ad06A17713 Aradu.A06 17713 p6 (CTCTCA)7 42 101144353 101144394 CGGAGGGCTTTTAGTCAATG ATTTTCTTGGCAACCACCAG 244

Ad06A17715 Aradu.A06 17715 p3 (TAT)5 15 101157689 101157703 TTTTTGTATGCGTAGCCCTTTT CAACAGCGCATCAGTGATTT 100

Ad06A17716 Aradu.A06 17716 c (A)10ccaaaaagcatcccatgtcgtatctagtatttaaagt(A)1259 101163784 101163842 TGTCTTCCATTAGAGTTGACGG GATTGGTTTCTCGAATTGGG 268

Ad06A17717 Aradu.A06 17717 p2 (AT)6 12 101164229 101164240 GGCGTAGTAATGAAATTATCCCC TTCCACCGCCACTCTTTATT 280

Ad06A17719 Aradu.A06 17719 p3 (TTG)6 18 101170166 101170183 AACATCCAGTCAGGAGGGTG TCATCATCCTTGCAATTTGG 271

Ad06A17721 Aradu.A06 17721 p3 (ATT)8 24 101180075 101180098 TAATTGGCTTCCCTGATGCT CATCTCAGTCTCATCACTGTAACG 266

Ad06A17725 Aradu.A06 17725 p2 (CT)6 12 101193948 101193959 TCCAATTTTTCCCTTCCTCA TAGCTTTGGGAGTGAAAGCC 261

Ad06A17727 Aradu.A06 17727 p3 (ATT)20 60 101210767 101210826 TGATGCGTGATATGCCTAGAA CCAGCAATTTAGTCTTGCCA 255

Ad06A17729 Aradu.A06 17729 p3 (ATT)14 42 101218307 101218348 TATCTCCTCCATCCCCCTCT GCTTTCAATTGGAGCATTCC 235

Ad06A17731 Aradu.A06 17731 p2 (TA)8 16 101231393 101231408 TGGTGAATTAAATTTTGAACTGG TGACCGAAAAATGGTAAATCAA 268

Ad06A17732 Aradu.A06 17732 p2 (CT)9 18 101232667 101232684 TGATAATCGTCGTTGATGGC GGCACACCCAAGAGAGAGAG 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A17734 Aradu.A06 17734 p2 (TC)6 12 101233527 101233538 ATGCCCACTGCTCGTATTTC TGTCAGGGAAACCAACATCA 174

Ad06A17742 Aradu.A06 17742 p3 (TCT)12 36 101257921 101257956 CCATGCCTCCTCTTTTCCTT ATTCTTCCGCTTTCTCCTCC 256

Ad06A17743 Aradu.A06 17743 p3 (GAA)6 18 101258513 101258530 TTGGCAAGAAGCTCGTTTTT GCATTCCTCCTTCTCCTCCT 101

Ad06A17746 Aradu.A06 17746 p2 (AG)6 12 101260185 101260196 CTAATACCCGATCCAAGCCC TGCATGCAAGATGATATGGTT 267

Ad06A17747 Aradu.A06 17747 p2 (AG)6 12 101261076 101261087 GAAAAGCTTCTTCCATAAGCCA AGCCATTTTCGGATAGAGCA 183

Ad06A17750 Aradu.A06 17750 c (GA)19ggaaggtgagaggtt(AG)767 101286297 101286363 ACATTTGTGGTAGCGGCAG CCGCCAGTAAATCCAACAGT 239

Ad06A17751 Aradu.A06 17751 p2 (AT)15 30 101289295 101289324 TAGAGTCCAAGCCGGAAGAA TTGTTCAATTCACCATTGGC 261

Ad06A17753 Aradu.A06 17753 c (A)10tgagtagcatatttttatgctccctaacacccctcatatttaagatttctccttgattttgaatatagtagcatattttctc(T)14106 101293521 101293626 TTTATTAAAATTTGGCCAGCA TCTGCCCACAACTAGAACCC 219

Ad06A17757 Aradu.A06 17757 p4 (AAAT)5 20 101302149 101302168 CGAGTTTGTGGACTTGCTTG TCCAGCAGAGGATTAGTATGGAA 280

Ad06A17766 Aradu.A06 17766 p2 (AT)8 16 101338720 101338735 CACTTTCACTTCCCAAATGTCA AGGCATCACAACTGACAGCA 242

Ad06A17770 Aradu.A06 17770 p2 (CT)9 18 101370769 101370786 TGGTTCCACACGTTATTCCA TTTCACAAAGGCCATCATCA 214

Ad06A17771 Aradu.A06 17771 p2 (CT)6 12 101372275 101372286 TGGTTCCACACGTTACTCCA ACGCCATGCTTCAGATCTTC 229

Ad06A17775 Aradu.A06 17775 p3 (GAT)5 15 101378637 101378651 CCCAAGGCCAGTCAGTACAT CCGGTAGCAGGTCAAACAAT 212

Ad06A17779 Aradu.A06 17779 p3 (CAC)5 15 101393941 101393955 TCTTCTCCCCCAAATTTCAA GAGCGGAAGTGAGGTACTGG 209

Ad06A17781 Aradu.A06 17781 c (AT)6accttccgtactgagagctcagaaaactcctcatacag(A)1060 101401116 101401175 AAAAGGATACAAATTGGCAAAA TGAAGCTGAGATAGCTGCCA 271

Ad06A17785 Aradu.A06 17785 p3 (GAA)6 18 101424210 101424227 CCTCCTAGCAAACGAGAACG TGAGCCTGACACCTAGCCTT 255

Ad06A17786 Aradu.A06 17786 p3 (TTA)16 48 101436640 101436687 GGGTAATTGAAATAGTTTATGTACGGA AATTACATCGGTTGTGGTAATCA 247

Ad06A17788 Aradu.A06 17788 p2 (CA)14 28 101439922 101439949 AGCTTGGTTTGGTTGAATCG TACCCCACGAGGTCTGTGAT 277

Ad06A17792 Aradu.A06 17792 p2 (AG)8 16 101461937 101461952 GAGGATTCCAATCTTGCTCG GTCCGCCTAAACAGTGGAAA 250

Ad06A17793 Aradu.A06 17793 p3 (AAC)5 15 101463453 101463467 AAGTTTGCCATAAGGAGCGA TGATCTATGTAGCCGACCCC 166

Ad06A17794 Aradu.A06 17794 p2 (GA)11 22 101473511 101473532 AGCAGAAAACCAAAGGCTGA ATGCAAGCCATCACTTCACA 190

Ad06A17796 Aradu.A06 17796 p3 (AGC)5 15 101490813 101490827 GAGGAATGGGAGGGGAACTA CTCTCTCTCTTCCCCCACCT 206

Ad06A17798 Aradu.A06 17798 p3 (TAA)5 15 101502971 101502985 TCTCTCATGCCTCCGTTTTC CGTGAATCGGGTAACAAAGA 277

Ad06A17799 Aradu.A06 17799 p2 (TA)7 14 101510820 101510833 ATCATGCAGGCTATACCCCA CCTCTTAGAGTAAACGGATTCCC 215

Ad06A17801 Aradu.A06 17801 p2 (TG)6 12 101513030 101513041 GGGCTTTGGAGGTTCCTATC TGCAATGACTTCAATCACGA 204

Ad06A17803 Aradu.A06 17803 p3 (AAT)5 15 101514243 101514257 AATTGACAGCGAGAGGGAAA CAAAAGTTGAACTCGTGAATTTTTAGT 234

Ad06A17807 Aradu.A06 17807 p2 (TA)6 12 101518538 101518549 GCTGAATTGTGAGCTAGTGAGC CGAAAGCTTACGAACTGGCT 277

Ad06A17810 Aradu.A06 17810 p3 (GAA)20 60 101529686 101529745 ACGAAAAAGAACGACGAAGC CGCCTTCCCAACTCACTTAG 269

Ad06A17817 Aradu.A06 17817 p2 (GA)19 38 101548826 101548863 ACTACAGGATGGTGGAAGCG CGCCGGTAAATTTGGAGTAA 255

Ad06A17818 Aradu.A06 17818 p3 (ATC)5 15 101552657 101552671 TCATCTTCTGCTGCTGCTTC TCATTCTCTTCCAAGTAATTTTGTACC 194

Ad06A17819 Aradu.A06 17819 c (T)10catcgacc(A)10tctctc(T)1246 101553958 101554003 TTTTTAGTGCGAGGACCCTG TCCAGACATTGTTGCTGCTC 198

Ad06A17825 Aradu.A06 17825 p3 (TAA)5 15 101568392 101568406 TGTCACAGCATCTGTGGGAT TTTCCACCACAAATTTTTGTAAC 228

Ad06A17828 Aradu.A06 17828 p2 (TA)7 14 101569610 101569623 GAAAAGAAAGTGTAGGGACCCA TCGTAGGATTAGGATTTAGAATTTTT 243

Ad06A17829 Aradu.A06 17829 p3 (GAA)5 15 101571010 101571024 TAATGGACGCAGGTGTTCTG CGCTCCTTCTCCTTCTCCTT 255
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Ad06A17830 Aradu.A06 17830 p2 (TA)10 20 101573472 101573491 TGACAGTCGCAGATGAAAGG AAAGGACCTTAATAATCCGAAAAGA 239

Ad06A17834 Aradu.A06 17834 p3 (AAT)13 39 101599949 101599987 ATTGTTGGTCAGCGACATGA TATGGACGGGTAATCGGGTA 277

Ad06A17837 Aradu.A06 17837 p2 (TA)6 12 101609792 101609803 AGCGCGTTATTTCCTCAAGA CAAACACAGCCCCTCAAAAT 155

Ad06A17839 Aradu.A06 17839 p2 (TG)8 16 101611832 101611847 AGAGGCATCTGGGCTCCT CGGAATAACTTGCGTGTGAA 275

Ad06A17841 Aradu.A06 17841 p3 (TTC)8 24 101616934 101616957 TCTGCTCGCGTTATAGGCTT GATGCGTTTCGGGAGAATAA 235

Ad06A17842 Aradu.A06 17842 p3 (AGG)5 15 101617382 101617396 AACAACCAATTTCAAAGCCC TGGTGAACCGAAATCACAAA 201

Ad06A17843 Aradu.A06 17843 p3 (AAG)5 15 101617807 101617821 TTTGTGATTTCGGTTCACCA TTCTCTGCTCGCATTCTTCA 271

Ad06A17844 Aradu.A06 17844 p3 (GAA)7 21 101617925 101617945 TGAAGAATGCGAGCAGAGAA CCTCTTCATCCTCCTCCTCC 127

Ad06A17845 Aradu.A06 17845 p3 (GAA)5 15 101618261 101618275 ATGAATGTTGTTCGGTTCGG CAACGTGATAAGCTCCATCG 207

Ad06A17846 Aradu.A06 17846 c (GAA)13cgcgaacag(AGA)563 101618377 101618439 CGATGGAGCTTATCACGTTG ATTCTCCCACCTCACAGTCG 225

Ad06A17849 Aradu.A06 17849 p3 (AAG)5 15 101625419 101625433 TGATCGCAAAGAACTTCCCT ACCAATGTTGTCCCTGCTTC 210

Ad06A17855 Aradu.A06 17855 p3 (ACC)5 15 101644269 101644283 CGACATAGGGGAGCTTTCTG CCTCACCTCGTTGGTCTCTC 186

Ad06A17856 Aradu.A06 17856 p3 (GAA)5 15 101646110 101646124 GGCGACGATAGTGAGAGAGC TCCATGAAAAATGGATTCCG 190

Ad06A17860 Aradu.A06 17860 p2 (AG)6 12 101664906 101664917 CAAAGCAACGTTCCTCTCCT CAACTTTCCCTTCAAAGCCA 269

Ad06A17861 Aradu.A06 17861 p3 (GAG)9 27 101688352 101688378 CAAAAAGAAGTCGGGCAGAG GGGCCCCATACTTGGATACT 186

Ad06A17864 Aradu.A06 17864 p2 (TA)9 18 101695700 101695717 TTGAAGGCCAATACTTAAGGACA TGACTTGGGAGAATTCATTGTG 184

Ad06A17873 Aradu.A06 17873 p2 (AT)7 14 101722335 101722348 AAGGTCGGAGACGATTTTGA CCTTGTCCTATTGGTCTGAGATG 216

Ad06A17876 Aradu.A06 17876 p2 (TA)7 14 101728066 101728079 AGAAAACAAACCTCTTGGGG TGACGCTTTGTCTCTCACCC 251

Ad06A17879 Aradu.A06 17879 c (T)10aagaaaataatatatatgcaattatttttg(T)1050 101730113 101730162 TTTGTGAGACTTGGAACAAAAA TGAAGCTGAATTTTGTTCATCATA 259

Ad06A17881 Aradu.A06 17881 p3 (AAT)17 51 101734091 101734141 ACTGCAATTATGACCGGCTT AAAGGAGCCATTGTCCTCAG 255

Ad06A17883 Aradu.A06 17883 c (TC)9accaacctaaagtaatccttcttctccatcttcaa(TC)6cccctctt(TC)6ttctctatcttcgcactt(TTC)5118 101735207 101735324 TCAGTCCATCACTACTGCCG AGAAAAACGTCAACAGGGAGA 183

Ad06A17884 Aradu.A06 17884 p3 (TCC)8 24 101735451 101735474 TTCAATCTCTCTCTCTCCCCC CCCTGAAGTCAAACACCTCC 259

Ad06A17885 Aradu.A06 17885 p3 (TTG)5 15 101739165 101739179 ACATGACAGAGCACAATGGC TGCGATGGTGGCTAATTGTA 261

Ad06A17887 Aradu.A06 17887 p2 (TC)17 34 101740486 101740519 CCAAGACATCGACACAAGACA AGCAGTAGTGGGCGACAGAT 198

Ad06A17889 Aradu.A06 17889 p3 (AGA)5 15 101745725 101745739 CTAGAGGTTTCTCCGGCCTT AAATGACCGAACCTAACCCC 261

Ad06A17893 Aradu.A06 17893 p3 (GTA)6 18 101761349 101761366 GAAGGGAAGACGTATGCAGC TGTATTCAGCCTTTGTGCCA 215

Ad06A17896 Aradu.A06 17896 p2 (AT)10 20 101765016 101765035 TTTTGCTGCCTGATGAGTTG GAAGCTTAAGGAGCATTTTCCA 244

Ad06A17903 Aradu.A06 17903 c (T)10aattttgatatgg(TTA)538 101807824 101807861 AAAACGGTGTCATTCTTAGTATTTTT TGTAATCTCGCCATTTATTTTAACC 235

Ad06A17906 Aradu.A06 17906 c (T)11ggattgattagcctttgtgctaaaaaaataacattgactttttttttggtacagaaaataatcaatcctataaaaataaaatttagaaactgagttgaa(T)10120 101814971 101815090 TCGAAAGGCCTATGAGGTTC AAACAACTTGTGTTTTGTCCAAG 278

Ad06A17909 Aradu.A06 17909 p4 (ATTT)6 24 101834704 101834727 TGATGGTTCAATTGGGTGTG TTTTTAAATAAAACTCAAATTCGTGAC 280

Ad06A17910 Aradu.A06 17910 c (A)10gagaaaaattgttaaggatatttacgaaattataaacaaaattttaattattggtattttttccaaacaaaattcgtaaaaaatctatt(TTA)6117 101836884 101837000 GTGGCAGCAACAGAAATGAA AGGTGAGACTTTGGGTGTGC 256

Ad06A17918 Aradu.A06 17918 c (T)12cgattttcatggtttctgaaatcaagctttgaaatcgtttt(GAA)568 101842717 101842784 GGTTTCCTGTTTTCAAAGCG ACACCCAAAATTCGTTGCAT 166

Ad06A17920 Aradu.A06 17920 p3 (AAG)6 18 101843326 101843343 CGATGAAGAAGAACGTGCAG TCAAAACACGCTTTCAACCA 169

Ad06A17922 Aradu.A06 17922 p2 (TA)8 16 101845815 101845830 TGGAGAGGGAATGACAAAATG TTTTTCTTTGTCGTTATAGGGTTAGAA 247
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Ad06A17924 Aradu.A06 17924 p3 (GAG)6 18 101857923 101857940 CGCCTTAACCTCACCAGAAG AGGCTAAAGCTAAGTCCCGC 203

Ad06A17926 Aradu.A06 17926 c (A)11gaagaagacataacatt(A)10gaaaaagtaaaaaagaaaaatctgcgtactcgaatttagaaaaagaag(A)1096 101873138 101873233 CTGGATCCAAATGAACCTCAA TTTGAATTCACATGCACACG 272

Ad06A17936 Aradu.A06 17936 p3 (AAT)7 21 101918900 101918920 TGGCATGAGATATAATAATAAAACAAA CCAAGGAGCTGTTGATTCGT 278

Ad06A17941 Aradu.A06 17941 p3 (ACC)5 15 101928068 101928082 ATCGAAATCAATGCCACCTC GCCCAAAGAACTGATTCTGC 188

Ad06A17944 Aradu.A06 17944 p3 (TTA)10 30 101936224 101936253 TGTTTTTCGGTAGAAATGATTCAG TCCGAACCATCAAAATCACA 105

Ad06A17947 Aradu.A06 17947 p3 (TAT)8 24 101938641 101938664 CGATACTGGCAAACTCAGCA TAATTTGAAGAACCTGGCGG 241

Ad06A17948 Aradu.A06 17948 p2 (CT)7 14 101939958 101939971 CACTGAATGTGTGGGAATGG TAAGAGACGCACAGCAAAGG 122

Ad06A17951 Aradu.A06 17951 c (T)10atttttttgtttttatagtctatccatagaataggtttattagatttcaaaatctatagtcaa(T)1386 101966020 101966105 TCAAGAGAAAACATCACCAACG CCCTGCTGTTTAGTTTTGGG 186

Ad06A17952 Aradu.A06 17952 p3 (TCT)5 15 101966452 101966466 TTCACCCATCAACAACGGTA TACGACAAACCGGGAACAAT 260

Ad06A17953 Aradu.A06 17953 p3 (TAA)5 15 101976224 101976238 AATTTCCTAATATCAATGCACATTTT GGTGAGAGCGGGTTTAGGAT 170

Ad06A17954 Aradu.A06 17954 p2 (TA)7 14 101976779 101976792 CACTTTACTGTTTTTCATCCTTTTC TTGTGGTACAAATGTTGGTGAA 182

Ad06A17960 Aradu.A06 17960 p2 (AG)9 18 101994476 101994493 CGCCTTGCTGCTACTTCTCT GCTCTGCGACAGTTTTCCTC 225

Ad06A17961 Aradu.A06 17961 p5 (AATCA)5 25 102005530 102005554 AAAATAGGCAACAGAGATATTTTCA CCACTCCACCTCTGTTTTACG 201

Ad06A17964 Aradu.A06 17964 c (TA)6aattcattttttgaatttagtaaccctaatttctgcctccaatttgaattatttctttttctttcagactcattcttagcttcgatc(CT)6111 102032311 102032421 AATACCCGCCCTATGAAACC TTTTGGGATGATACTGAACAACA 231

Ad06A17965 Aradu.A06 17965 p5 (AATCA)5 25 102037316 102037340 GGCCTCACAAAGGAAAGAAA TTGCACTCAACTTGAATAAGTAAGAAA 263

Ad06A17966 Aradu.A06 17966 c (TA)6aattcattttttgaatttagtaaccctaatttctgcctccaatttga(AT)773 102047395 102047467 AATACCCGCCCTATGAAACC ATTCGAATTGGAGGCAGAAA 182

Ad06A17971 Aradu.A06 17971 p3 (TTA)5 15 102064659 102064673 CCCACCATAACACATCCACA TTCGCTTATGCGAGTCTTCA 265

Ad06A17976 Aradu.A06 17976 c (C)10(A)10 20 102071753 102071772 TGCCCCTACATTATTTTCACC CCCAAACTAGTTCCGTATTGC 276

Ad06A17980 Aradu.A06 17980 p2 (AT)8 16 102077238 102077253 TTTTTGCACGCCATAAAATTC TTTGGATGAGATCCTAACCGAT 275

Ad06A17981 Aradu.A06 17981 p3 (ATA)5 15 102082618 102082632 CTCAAAGTGAGTCAGTTCAATGG CACAATTCAATTAATCATGTGTCAAA 210

Ad06A17982 Aradu.A06 17982 p2 (TA)11 22 102085555 102085576 GGACATCACCCTCAAACCAT TCTCTGTTGGGGTTGCTTTC 217

Ad06A17983 Aradu.A06 17983 p3 (ATC)13 39 102100330 102100368 CCCAGCAGTAGAAGTCGGAG GCGTCAGATCTCGACCTTTC 177

Ad06A17988 Aradu.A06 17988 p3 (TAT)14 42 102117696 102117737 TGGGTCTCGTGACAAGAAAA GCTTGCTAAATGGCAGACAA 271

Ad06A17993 Aradu.A06 17993 p2 (AG)6 12 102121934 102121945 AGAATGGAGAGAGCAGCCAA AAGAGAAATGGGGTCACTGC 202

Ad06A17999 Aradu.A06 17999 p2 (GA)7 14 102134476 102134489 AAAGTGGGGTGACTTGTTTCA GGCCAACTATTTCAGCAACTC 229

Ad06A18001 Aradu.A06 18001 p2 (TC)6 12 102146843 102146854 CTCCAGCTACCAGTATCCGC TCCAAAGTATAGGCCGAAAA 280

Ad06A18003 Aradu.A06 18003 c (T)10catttatagtttcaatattatgataaaaacgttttaaaagtgtttagaaaagattagtaacaaaatctaaaccac(A)1196 102150188 102150283 TGATGTCATTTGAACTATAACTCGT AATTGCAAACCCCATCTCTG 276

Ad06A18004 Aradu.A06 18004 p3 (ATC)6 18 102151771 102151788 TTCTGCCACTGCTTCTTCTTC CACCCAAATTTACTGCAAATACA 280

Ad06A18009 Aradu.A06 18009 p3 (TTG)5 15 102157557 102157571 TTGCTTCTACTTCTGCCTGCT AATCGTCCTTCGGACAAAAA 254

Ad06A18015 Aradu.A06 18015 c (AAT)6aaataagagtt(A)1140 102164517 102164556 AGCCCTAATCATGCAAGACA ACCGCCGTAACCTTCAATTT 243

Ad06A18016 Aradu.A06 18016 p2 (AC)9 18 102165688 102165705 TTAAATGTAAAATGCGGGGC ACTGGGCCTTGCCCATAAAT 122

Ad06A18018 Aradu.A06 18018 p3 (TAT)18 54 102172144 102172197 AGAACCGATCATGCATTCTTT ACGATGGCTAATGCAAAAGG 216

Ad06A18019 Aradu.A06 18019 p4 (TTAT)5 20 102174122 102174141 TTTTCGTTTCCGCTACTGTTT GCCTATTCTACACCCCAAAAA 261

Ad06A18022 Aradu.A06 18022 p2 (TA)7 14 102179061 102179074 AATTATGGTTGTGGTTGCTGC ACGCTGATGGAGTTTTCAGG 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A18023 Aradu.A06 18023 p3 (ATT)5 15 102181770 102181784 TCCTTTTTAGATTCATGGTTCACA ATTGCAACGGATTTAATGGG 253

Ad06A18027 Aradu.A06 18027 p3 (TTA)5 15 102184875 102184889 TTGGCTATTTGATCAATGATGG TGTACTATCCGCAAGGCAAA 169

Ad06A18028 Aradu.A06 18028 p3 (ATT)6 18 102197019 102197036 TCCATGGCTTTTCTCCAATC CCGATGAAGGAAGAGGATGA 247

Ad06A18029 Aradu.A06 18029 p3 (TTA)5 15 102198830 102198844 TTGGCTATTTGATCAATGATGG TGTACTATCCGCAAGGCAAA 169

Ad06A18032 Aradu.A06 18032 p3 (TGA)5 15 102224500 102224514 TGAATGGAACAACCTCGACA TGGGCACTCATCTCTCTGTG 122

Ad06A18038 Aradu.A06 18038 p3 (TCT)6 18 102243519 102243536 TACCCCCTCTCCTCTCCCTA CTAGCCCTCGAGCAAGAGAA 163

Ad06A18042 Aradu.A06 18042 p3 (ATA)5 15 102263970 102263984 TTCGCTTATGCGAGTCTTCA CCCACCATAACACATCCACA 265

Ad06A18052 Aradu.A06 18052 p2 (GA)13 26 102275250 102275275 AAAGACGGTGCGGTAAACAC AGCCACTTCCTATTTTCTTGG 254

Ad06A18057 Aradu.A06 18057 p3 (ATT)16 48 102297433 102297480 GATTCTTGTGGCTCTGCCTC ACCGGAAAATGAACTGAGGA 234

Ad06A18058 Aradu.A06 18058 p3 (AAT)6 18 102297704 102297721 TGGACATTTTAGTCCCCAGG ATGTTTTAAGCTCCTTTTCCAA 192

Ad06A18059 Aradu.A06 18059 p3 (ATT)14 42 102299528 102299569 GGGGACTGATTTGTCTACCG CATTTTCCGTACAAAGTGCAAA 230

Ad06A18073 Aradu.A06 18073 c (CACCAA)5(CAC)1369 102371161 102371229 CGAAACCGTCCCTATCGTAA GTTGGTTGGTGTTGGTTGTG 276

Ad06A18074 Aradu.A06 18074 p2 (TA)7 14 102371728 102371741 AAATTGTTCTTGGTCATTGGA CAGTCGCAGGTCAAACAAAA 259

Ad06A18075 Aradu.A06 18075 p2 (AT)8 16 102375432 102375447 AAGCACATTGGCCTACTTGG TGGTGTGCAGTCAAACCATT 262

Ad06A18076 Aradu.A06 18076 c (AT)9(AG)10 38 102375999 102376036 TTGCACAGTTTCGTTCTTGC TTAATTTGGTCGCTTGCACTT 173

Ad06A18080 Aradu.A06 18080 p3 (GAA)5 15 102387487 102387501 GAGAAAATGGCTTGATTCCG CCTCAGGCATCTCTTCCTTG 220

Ad06A18081 Aradu.A06 18081 p2 (TA)8 16 102388495 102388510 GCAACGCTTTTTCACATGTATC TTTTGTGAGGTACAATCATACAGAAA 261

Ad06A18084 Aradu.A06 18084 p5 (AAGAT)5 25 102396953 102396977 TGTTGATGGATTGAATTATGAAGG TTGCCACCGACAACAATAAA 193

Ad06A18085 Aradu.A06 18085 p3 (TTA)5 15 102401186 102401200 CATGCATGAACCTAAAAACCAA GCCATTTTATGCTTTATCGC 258

Ad06A18090 Aradu.A06 18090 p3 (AAT)6 18 102417229 102417246 CGGTGGTTTGTTGTTTTGAG TGCCAACATTTGGATATTGA 253

Ad06A18091 Aradu.A06 18091 p2 (AT)6 12 102419798 102419809 CGCAGTGGAAGAAAAGAAGG ATTTCGGTGTGGATACCTCG 154

Ad06A18094 Aradu.A06 18094 p2 (TA)6 12 102432320 102432331 GCCATGGATTTTCACAACCT TTTTCTCCACCTTAGCAGCC 257

Ad06A18097 Aradu.A06 18097 p3 (AAG)7 21 102440400 102440420 GAAGGAAACGGACAAAGCAG ACCTTCCCCTCTTGCATTCT 225

Ad06A18104 Aradu.A06 18104 p2 (AT)7 14 102486231 102486244 TTCGGAGAAGACCATAGGGA GCCTTTACCTTTTTCGGGAC 247

Ad06A18105 Aradu.A06 18105 p2 (CT)6 12 102488652 102488663 ACGGTGGAAGTTTGCATAGG TTCAAATGAGCCCAAACTCA 145

Ad06A18108 Aradu.A06 18108 p3 (AAT)6 18 102490422 102490439 GGGCTGTTAGTTGCGAGTTC CAGGGCAAAGCTGTCTTCTC 273

Ad06A18112 Aradu.A06 18112 p4 (TTTA)6 24 102503633 102503656 GGTTATCTTTGCCTCGGTGA CTCAATGCTCATTATGCACGA 107

Ad06A18116 Aradu.A06 18116 p3 (ACA)6 18 102513273 102513290 GCCAGCAAACAAAACAGTGA ACATGACAGAGCACAATGGC 251

Ad06A18117 Aradu.A06 18117 p3 (AAT)14 42 102516038 102516079 CCGAAGACCTAACACAACCC TGTCCGCTCTCGTATTGATG 251

Ad06A18118 Aradu.A06 18118 p2 (GA)18 36 102521578 102521613 AAAGAAAAGGTGGGCTTGGT GAAGCCCCCTCTACATGGTT 251

Ad06A18121 Aradu.A06 18121 p2 (TA)10 20 102524093 102524112 TGCATTCTAATTTGTTAGGATTGT TGATTTTGCTGGCATGGTTA 210

Ad06A18127 Aradu.A06 18127 c (GTG)7ctgttgtggca(GTG)650 102554260 102554309 GGTGGTGTTTGTGTTGTTGG TTGGACAGAAATACCCTCACC 161

Ad06A18131 Aradu.A06 18131 p2 (TA)6 12 102576588 102576599 TGCCATGTTCTAACAGAATACCA TGTTGTTTTAGAGGAGATTCGG 274

Ad06A18137 Aradu.A06 18137 p3 (TTC)5 15 102586796 102586810 TTCATCTCCCTGCTGTTTCA CCTAGAACTCGCTGATCGGA 238
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Ad06A18138 Aradu.A06 18138 p3 (AAT)5 15 102596185 102596199 ACCAGTCAATGAAAGGTGGC TTTTAGCTGCAGGGCTTTCT 266

Ad06A18141 Aradu.A06 18141 p3 (GAG)5 15 102599301 102599315 TGCACCACCATCGATACACT ATGCGTCGACTGGAGTCTCT 158

Ad06A18145 Aradu.A06 18145 p2 (AT)7 14 102607187 102607200 GAGAGAAACACAACATTGACAAAA TTGCTTTCAATGATACAGGTCAA 275

Ad06A18149 Aradu.A06 18149 p3 (AAG)5 15 102610757 102610771 AAAAAGCCATCCATCACAAAG GAATGTAAAGCACGATGCCA 216

Ad06A18153 Aradu.A06 18153 p3 (AAT)5 15 102615640 102615654 AAAATGAATTTACGAAGATATTGAGGA TTTCCAAATCAAATCTCAATAAAA 213

Ad06A18157 Aradu.A06 18157 p2 (TC)6 12 102622991 102623002 AAATTTAAAATGCACGGCCC GGACTGCTGGAGGATGTTGT 104

Ad06A18163 Aradu.A06 18163 c (TAT)13(TAA)8 63 102657072 102657134 TCTTTGAATTAGGACTTAGAATTACGG TTCACTTCTTACTGTTGTTATTGTTTC 272

Ad06A18165 Aradu.A06 18165 p3 (TTA)11 33 102659655 102659687 TCACGTGGTTGGATACATCG AAGCGGTCCAATTCTAACAAAA 254

Ad06A18170 Aradu.A06 18170 p2 (TA)6 12 102683942 102683953 TCCCTCCTCATTACCAGTGC CTGCTTCCCACAACCCTTTA 196

Ad06A18171 Aradu.A06 18171 p3 (AGA)5 15 102689582 102689596 CTGGGTGCATTGAGGTAGGT GAACAGGGACATGCACTGAA 183

Ad06A18174 Aradu.A06 18174 c (A)12gatttcaaactctatttttcagacaatgcctttaac(T)1058 102695966 102696023 CCCCTCATGTTTTTGGTCTC TGAAATGCCTAAGAATGGGC 167

Ad06A18176 Aradu.A06 18176 p3 (TAT)5 15 102696912 102696926 TGCAGTTGCTATGGTTTGTCA ATGTGGAACAGCAAAAAGGG 153

Ad06A18181 Aradu.A06 18181 p2 (TC)7 14 102699736 102699749 AGCTCTCTGCCATGTTTGGT TTAGCAAGTTGAGCCAAAAGC 237

Ad06A18182 Aradu.A06 18182 c (T)13gtatgaattctctttttaattcaaatataacatcttgaaagatttgac(A)1071 102700271 102700341 TTGGCCAAATCTTAGACAAAA CACTTTGCAGAGACAGAGCCT 163

Ad06A18184 Aradu.A06 18184 p3 (AAT)14 42 102706908 102706949 GCACAAAATCCACATTGACG CAGGTTTCCAGCTTGATGGT 217

Ad06A18187 Aradu.A06 18187 p3 (GAA)6 18 102711982 102711999 ACGAGAGAGGAAGAAAGGGC TGATGTGTCCATTACGGTGG 178

Ad06A18192 Aradu.A06 18192 p2 (CT)7 14 102721654 102721667 TGTTATCGTTTTGTCGTCGC TTCGTCTAAATCGCAGTCTACTAA 124

Ad06A18194 Aradu.A06 18194 c (CT)9cc(CT)6(AT)746 102723152 102723197 TCTCAAAAGACCTTCAGTTCACA AAATACAGAACAATCATCATCAATAAA 208

Ad06A18195 Aradu.A06 18195 c (CA)6(TA)7gagagagagagg(GA)956 102723795 102723850 AAATACAGAACAATCATCATCAATAAA GGAGTGCTAAGTCTAAAACAAGTGTG 211

Ad06A18201 Aradu.A06 18201 p2 (TC)6 12 102731743 102731754 CTAAAACGCAATCATGCGAA TGCTTGTCCTCAAGCAAAGA 176

Ad06A18204 Aradu.A06 18204 p2 (AT)8 16 102739653 102739668 CAGCCACTGGTATAAATTACATGC TGGAGCATCCATTAGAGTATCAA 280

Ad06A18206 Aradu.A06 18206 p2 (TC)6 12 102745268 102745279 CGACGACCTCATCCTTCTTC TGGATTTCAAGACATTGCCA 245

Ad06A18209 Aradu.A06 18209 p3 (ATT)5 15 102756127 102756141 CTGGCCAATAAATCTTCCCA TCCAAAATTTTAGTGGAGCACA 167

Ad06A18216 Aradu.A06 18216 p3 (GGA)5 15 102772658 102772672 TTCATTTGCTTTCTCCGGTT AGAGAAGCTTCCAGCAATGG 225

Ad06A18217 Aradu.A06 18217 p3 (TGA)5 15 102774030 102774044 GCGACAAAAGGATCAGTGGT TTTGCAGAAGAGTGTGTCGG 200

Ad06A18218 Aradu.A06 18218 c (T)10gttttaacacaaaagggtactacaagaatatatataatatattttc(T)1167 102777462 102777528 TCATCAAAAAGGCGAGTCCT GGTATGCCATAAACTTGGTGC 246

Ad06A18219 Aradu.A06 18219 p2 (AT)7 14 102786274 102786287 CATCACCGACCATAAGCTCTC TGACCATAACCCAATTACGTG 213

Ad06A18220 Aradu.A06 18220 p4 (TTAT)8 32 102789703 102789734 ACTCCCAGACAGTGGTGCTC TTGAAGCAAAAGAAACAGCAAA 250

Ad06A18221 Aradu.A06 18221 p3 (TCT)5 15 102790938 102790952 TTATTTTTCACGCACACCCA GATAAAGAAGCGCTTGTCGG 223

Ad06A18223 Aradu.A06 18223 c (CTT)6ctctcccgcgtttattctttttcttgtttcaaattcacgcatacgcgcacgcagattcttcttt(TCC)597 102800473 102800569 CGCTTTTTCTTCTTTTCCGA TGGTTTTGTTGGTGATGACG 155

Ad06A18226 Aradu.A06 18226 p3 (ATT)10 30 102806786 102806815 GCCCCATTTCATGTCTTGTC AGGGCATTAATTTCTGGGTG 217

Ad06A18229 Aradu.A06 18229 c (A)12tatatagagattttcttcatgaccct(A)1048 102818433 102818480 TGAGCTAGGCCTGATAACGAA TGACTTTGCACAAATCAACG 249

Ad06A18233 Aradu.A06 18233 p2 (AG)7 14 102825769 102825782 ACCCAGCCACTCAGAATCAC GTTCGTCGGTCGTCTCTCTC 254

Ad06A18245 Aradu.A06 18245 p3 (CAA)5 15 102859396 102859410 CAGTGGGACCAATGGAGATT ATCATTCTGAGGCTGCTTCC 274
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Ad06A18250 Aradu.A06 18250 p3 (ATA)5 15 102892016 102892030 AAAGACGCAAAATCATTGCATA GTGCGATCCAAACATGACAC 267

Ad06A18251 Aradu.A06 18251 p2 (AG)7 14 102892149 102892162 TTGAACTGATGACGTGGAGC GTGCGATCCAAACATGACAC 167

Ad06A18254 Aradu.A06 18254 p3 (TAA)13 39 102894319 102894357 CACCTCTACCCACGTTCGTC TTTTTAAACACAATTTGAAGGGTC 271

Ad06A18259 Aradu.A06 18259 p3 (GAG)6 18 102899507 102899524 GCAGCAACAAAAGAATGACG TCTTCTACGCGTTCCTCCTC 130

Ad06A18261 Aradu.A06 18261 p2 (AG)11 22 102918347 102918368 CTCAAGCTGATCCCTCCAAG ATTGGATTGGGACAGAGTCG 268

Ad06A18264 Aradu.A06 18264 p2 (GA)8 16 102935116 102935131 GATACAACTCTACCGTCTGAATAAAAA TCTGCGCCTTCTTATCTCGT 150

Ad06A18266 Aradu.A06 18266 p2 (AT)6 12 102939380 102939391 TTAAACCGCAAAACCACTCC GCGCTGAAGTCACGAAAAGT 266

Ad06A18267 Aradu.A06 18267 p2 (TC)6 12 102942759 102942770 GAGAGTCGCAGAACCACTCC ATGGCAGAGCCAGAAAGAGA 176

Ad06A18268 Aradu.A06 18268 c (CT)23ccacgacggcggcgacgtgatggtggtgcaaccctatacactggagcgactgcttcctctcctcttccctttctccgtgaccaacagtgcctcgtgg(GT)6155 102943196 102943350 AAACTGGCGTCGATGAAGAC TCCTTCATCCTCTTTGCTGC 279

Ad06A18270 Aradu.A06 18270 p3 (TCT)8 24 102945553 102945576 CCAATTTGGCGCGTAACTAA GGTCCTTCTTCGCTTGAGTG 166

Ad06A18281 Aradu.A06 18281 p3 (TAT)5 15 102963709 102963723 TGGTTGGTTTTGATGTGCAA GTTGCACAAGTGTTGAGGGA 188

Ad06A18283 Aradu.A06 18283 p3 (GAT)5 15 102972245 102972259 GAGTGAGTGGGACCTTTGGA GAATCACAAAATGACTGTCCCA 274

Ad06A18288 Aradu.A06 18288 p2 (AT)6 12 102983088 102983099 AAGAGAGAGGCACTTATGATTTTGA AAGGACGTCGATTAAACCATT 239

Ad06A18291 Aradu.A06 18291 p3 (TTA)16 48 102995429 102995476 ATGCACGCTTTGGATCTAGG CGATGACAAATTCACCATCTGT 242

Ad06A18292 Aradu.A06 18292 p5 (ACCCT)7 35 102998347 102998381 CTACTCGCGGGTTGAGAATC TGAGAGTTGAACCCACAACCT 275

Ad06A18296 Aradu.A06 18296 p2 (TC)6 12 103005061 103005072 CTTTTTCTCCCTCGCTCTCC GAGAGGAAGATGGATAGGGGA 265

Ad06A18297 Aradu.A06 18297 p2 (TC)10 20 103005233 103005252 CGCAGCTTCCTTTCTTTGAG AGTTCGACGGACAATTCGTT 272

Ad06A18298 Aradu.A06 18298 c (TCT)5ctctctttcttttttctatctctcctctttctatttttttctctc(CT)6ttaattttctctcttgttttggagaaaagaag(GA)6116 103005463 103005578 TTCGCTCCCTCTCTCAACAT TTTCTCTCCCTCAGTATTTTCTCA 260

Ad06A18299 Aradu.A06 18299 p2 (AG)10 20 103005835 103005854 GAATGGAGGGGGAGAGAGAG GACATTGAATCGGTGGGTCT 209

Ad06A18300 Aradu.A06 18300 c (AG)11gagagaagaaagaaaggaaaa(AG)6aaggggagaaagag(GA)681 103006436 103006516 TCCCCAACGTTGTATTTGGT CTTCACTCTCTCTCCCCTTCC 259

Ad06A18301 Aradu.A06 18301 p3 (AAG)6 18 103006837 103006854 TTTTTGCACATCCCTAGCTG TGTCAAATGTCAACCCCAAA 146

Ad06A18304 Aradu.A06 18304 c (ATA)7catcatacattgttcatcattattatttaatgtctctacatatacttagaagttagaaccaatgtaagggcaattgttttttcatttggtttgttgaagt(GA)6133 103009331 103009463 CCGTACAATCGGCTCAATTC GCATACATGCGAACTGCAAC 239

Ad06A18305 Aradu.A06 18305 p2 (AG)6 12 103010689 103010700 TTTTCCAGCAATATGGCACA CTTAATTATAACGGCTAATGTGAAGA 240

Ad06A18306 Aradu.A06 18306 p3 (GTC)5 15 103017317 103017331 ACTGAACGCCTCATCGAGTT TGCTAACGAGACCGAGTCCT 127

Ad06A18310 Aradu.A06 18310 p2 (CT)6 12 103024527 103024538 TCTTGCAGATCCAAAGCAGA GCCATGCCGAGAAGAAATAA 156

Ad06A18311 Aradu.A06 18311 p2 (TG)8 16 103029390 103029405 ACCTTAGGGTGGATGTTCCC AATCACAGACAGCACCACCA 157

Ad06A18313 Aradu.A06 18313 p2 (TA)8 16 103032258 103032273 AAAATGTCAATCTGGCATGG ATTTCATAATGTGTTATTGATGTTGTT 272

Ad06A18318 Aradu.A06 18318 p2 (CT)7 14 103044480 103044493 CAACTTCCACCGCTACCCTA GTTGATGGGACTATCGACGG 223

Ad06A18321 Aradu.A06 18321 c (A)10tc(AG)27 66 103050410 103050475 GCGGCAATGTAGATTCTGTG TTTGGTAATTGGTAGGGAGGAA 279

Ad06A18329 Aradu.A06 18329 c* (TA)6(A)10* 21 103060293 103060313 CAATGAATGGGAACTTTGCTT TGGCCCTCTAGACTTTTCCA 127

Ad06A18332 Aradu.A06 18332 p3 (ATT)5 15 103065538 103065552 TGAGGCTTAAAAGATCAGGGA CGACCACTTAGGTCGGACAA 276

Ad06A18333 Aradu.A06 18333 c (TAT)5tacgtgaagtcagtctgtacatgagtttccacc(TTA)20108 103069466 103069573 CGAATGCTGCCTAAAAAGGA GCCTCCTGGGATTAACAACA 215

Ad06A18334 Aradu.A06 18334 p2 (AT)7 14 103069914 103069927 CTTTCCACCATGCTACGCTT TGCCTTAAGTCTTCTCAAGCTAA 274

Ad06A18336 Aradu.A06 18336 p2 (TA)6 12 103084592 103084603 TCTCGTGCTGATAACGTGTTG TGAGATGGTAACAATAAACAAATGC 213
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Ad06A18337 Aradu.A06 18337 p2 (GA)7 14 103090654 103090667 TAGCCATTTTTGATGGGCTC TCTTCGACTAGCCCTCTCCA 235

Ad06A18340 Aradu.A06 18340 p2 (AT)6 12 103106767 103106778 CACGGCTCGACTCATTAACA TTTCAAACCCTACCCATTGC 266

Ad06A18341 Aradu.A06 18341 p2 (CT)7 14 103108943 103108956 CCATCCCTAAGTACAGCCGA ATATCCAATTCGCGTTCACC 241

Ad06A18343 Aradu.A06 18343 c (A)10tatatttaactattattttttttcattgttttttatgattctattcggataaacaactaacaaaaacaaatcttattattaaccatatctctgaag(A)11117 103110521 103110637 TGACATTTTTCCACGCATCT AAAGCTAACCACAATCCATTCA 199

Ad06A18345 Aradu.A06 18345 c (A)10tcataaacaatatac(AT)739 103112114 103112152 CCAATTTTTAGTGGTTAGGCAA CATTGTTGATGCAACTTCCC 261

Ad06A18347 Aradu.A06 18347 p2 (AG)7 14 103118462 103118475 ACCTGGTGGTGATGAGAGGA CCAACCTCCGTGAATCTGTT 171

Ad06A18348 Aradu.A06 18348 p3 (TAT)5 15 103123301 103123315 TGTCCTTGCCATTTTCTTCA GAATTTCAAAATCACTAAATGTGTCAA 201

Ad06A18349 Aradu.A06 18349 c (TTA)10ttg(TTA)651 103124788 103124838 AAATAACACATGCTTTATCAAAATCAA TGTATTAGGTGGTCACGCCA 117

Ad06A18350 Aradu.A06 18350 c (TCT)6tcgtcttcttcttcttcctcttcctcttcc(TCT)7tcgttttttttcgattttcatggtttctgaaa(TTC)6119 103127674 103127792 AAACTTCATTAACACGCGCA TGAGGAAGAAGAACGTGCAG 266

Ad06A18351 Aradu.A06 18351 p3 (AAG)6 18 103128647 103128664 TCTCCTCCTCATCTTCTGCTTC CCACATACTGTTACGGCACG 237

Ad06A18353 Aradu.A06 18353 p2 (AT)6 12 103130860 103130871 AAATAAAGGGGGTTTTCACCA TTTCATTTTATTGTCGGCCC 243

Ad06A18354 Aradu.A06 18354 p3 (TTA)5 15 103136255 103136269 TGGTCATTCAACCCCTCAAT AAGAAAAATGAAGGGAGGGC 274

Ad06A18355 Aradu.A06 18355 c (ATA)13at(TTA)8 65 103141542 103141606 AAAATCTCAATTATTTGTGCCG GGGCAATGCTTCTTATGACC 279

Ad06A18357 Aradu.A06 18357 c (TTCT)6ttgtatccaat(TTTTG)560 103165743 103165802 TTTCGCACTGAACCAGACAG CTCAATGCTGTCCAAATCCA 268

Ad06A18358 Aradu.A06 18358 p3 (CAA)6 18 103165962 103165979 TGGCATGGATGAAGATGAGA AAACGGGACATTCAAGCAAC 203

Ad06A18362 Aradu.A06 18362 c* (A)13(AAT)8* 35 103173493 103173527 CCAAGAGGAATTCCCAACTG TTTTTCGTGTGGTACACTGG 242

Ad06A18363 Aradu.A06 18363 p3 (AGG)6 18 103175370 103175387 TTCTTAAGCGTGACACAAGCTC TGGTTAAGAAATTTCGGTGTCA 199

Ad06A18364 Aradu.A06 18364 p3 (GAG)6 18 103175588 103175605 CCGAAATTTCTTAACCATGACTG TCTTTGAAAAGTTTCGGTGTCA 226

Ad06A18365 Aradu.A06 18365 p3 (GGA)7 21 103176002 103176022 AGGAGGAGGAGCAAGAGGAG TTTTGCTTGCTTTCAATCCA 261

Ad06A18368 Aradu.A06 18368 p3 (AAT)17 51 103182491 103182541 TGCTTTTCGGTTTTCACAAA CATCTCCTTCCAGTTCTCGC 200

Ad06A18369 Aradu.A06 18369 p4 (TATT)5 20 103183083 103183102 TTCGCAATTTTTAAGTTTACATTCA AGAATTGGATTGCGGATTTT 273

Ad06A18372 Aradu.A06 18372 p2 (CT)8 16 103188515 103188530 GAAATGCTAGCCTCCAACCA TTCTTCCACCACTTTATTGATTACC 276

Ad06A18379 Aradu.A06 18379 p2 (TA)6 12 103205022 103205033 GGCCGCTAGTATCCGCTAGT TCATCATTGCTTCATCATCCA 230

Ad06A18380 Aradu.A06 18380 c (A)11g(A)10 22 103205136 103205157 TGGATGATGAAGCAATGATGA TTCATATATACACACCGTGCCA 157

Ad06A18381 Aradu.A06 18381 p2 (TC)22 44 103216575 103216618 CGATCCAACGGTGAAAAACT CCTTTGTGAGGCTCAAGTCC 211

Ad06A18382 Aradu.A06 18382 p3 (TTC)5 15 103217934 103217948 TGGACTCAACCGTTCCATTT GCTCCGGATTGAAGGTTACA 150

Ad06A18383 Aradu.A06 18383 p2 (TA)6 12 103220568 103220579 TTTCAGATGCAGGTCGAGAA AGCTAGCTCCTGACTCAGCC 272

Ad06A18384 Aradu.A06 18384 p3 (TTC)5 15 103225174 103225188 TTCAAGATTAGGCCAAACGG CGTCAATCGGAGTTCTGGAT 215

Ad06A18385 Aradu.A06 18385 p2 (TA)6 12 103227793 103227804 GTCTGGATTTTCAAGCGGAG AAAGGAAATCCAAGGGAAACA 263

Ad06A18388 Aradu.A06 18388 p3 (GAC)5 15 103241333 103241347 AGTGGAGCACACTAGGCGTT TGGTTTGGTTCGGATGATTT 246

Ad06A18390 Aradu.A06 18390 p3 (ATA)5 15 103248853 103248867 TGAAACTTTTGCTTTTGGGG ATTCATGCCGAGTGTTCCTC 197

Ad06A18392 Aradu.A06 18392 p2 (TA)7 14 103251126 103251139 TTGGCTTATACTTTAGTTGGCTCTC TGATTTTGCAATAAATCATGCAG 208

Ad06A18398 Aradu.A06 18398 p2 (AG)12 24 103280078 103280101 ATCCTGAAGATCGCCGAGTA AACGGACGATCCGAAGAAG 271

Ad06A18400 Aradu.A06 18400 p2 (AT)6 12 103282730 103282741 TTGATGAGTTCCATAATGCCC TGGAATAAACACACTTATTACCAAAA 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A18402 Aradu.A06 18402 p3 (ATA)5 15 103306240 103306254 CCATTCGAAAATTCAAACAGAA TGCCAAAGTTTCTACAGGGG 181

Ad06A18404 Aradu.A06 18404 c (T)10aacagtaattgggttgatttttatattgacaataatgctaatgaag(T)1268 103329580 103329647 TTCTCTTACCGTCACTATTCCCA CGCCCTGTGTTACAAATCAA 269

Ad06A18405 Aradu.A06 18405 c (T)10c(T)11 22 103335181 103335202 TCCAAACAGAATCCACATTTT CGGAGATTTTGAACTTTGGAA 141

Ad06A18408 Aradu.A06 18408 p2 (CT)7 14 103344998 103345011 TGGAAGGGAGATTGAGATTGA GCAACGAACACGATGATTGA 277

Ad06A18412 Aradu.A06 18412 p2 (GA)14 28 103355021 103355048 CTTGCTGGAGGAAACACACA GAAATCTTAAGGCCCTTGGC 198

Ad06A18417 Aradu.A06 18417 c (TA)9tcttgttaatttaattattaccttgctttcatcgggcttctagtattactatttccttc(TA)689 103390478 103390566 GGCCTAAACTCCACAAGCTG CTTAAGTTTTATTCGCGCCG 214

Ad06A18425 Aradu.A06 18425 p3 (TTA)5 15 103403276 103403290 TTGAGATACAGGCAAGCAACA GGACAATTTTCCAATATATTTTCAC 264

Ad06A18426 Aradu.A06 18426 p2 (GA)20 40 103413066 103413105 TTTACCAGCAGCAACGACAG AAATGCGTCGTTTAGGCAAC 257

Ad06A18428 Aradu.A06 18428 p2 (AT)11 22 103417274 103417295 TGTATTCGATCTGTAATTCGCA GGAGTGGCGTGACTTTGTTT 246

Ad06A18432 Aradu.A06 18432 c (TG)7(AG)9 32 103429756 103429787 GACAAGGTTCTGTATCAATGCG CAAGGCAAAGAGAATCAGCC 196

Ad06A18436 Aradu.A06 18436 p3 (CAC)5 15 103442585 103442599 CACCATCACAAACCTTCCAA AATGTGATGAGAAGCCCCTG 211

Ad06A18438 Aradu.A06 18438 p2 (AT)7 14 103451561 103451574 AACACTCCATTTAGATCTCAACAA GAGGCCATTAATGTTCTTGGAA 185

Ad06A18439 Aradu.A06 18439 p3 (ATT)6 18 103452447 103452464 AGTGAAACATCACTCTTTTCACAA TGGCAAACCTAAAAGAACCG 280

Ad06A18440 Aradu.A06 18440 p2 (AT)9 18 103455335 103455352 CTTAGTTCACCCAAGGCAGC TTAGCTTCCGGAACTTGTGG 277

Ad06A18441 Aradu.A06 18441 p2 (AT)7 14 103456109 103456122 TCGCTGACCAATGAAATCTG CTGCCATTTCTGCCATTTTT 252

Ad06A18445 Aradu.A06 18445 p3 (TCA)5 15 103469235 103469249 AGGCCAAAAGGGTGAAAGTT GCAAGCTGATGAAGATGACG 163

Ad06A18446 Aradu.A06 18446 p2 (AG)6 12 103472445 103472456 TCAGGCTAGAGGGAGATTGG TGGTTCTCAAAGTGCTACCTGA 192

Ad06A18448 Aradu.A06 18448 c (A)10gaagaaaaaaaattaaacaacaacaacacgacagtaatatggcgacgaccatgacaacgacgtctcgagaaaaacgacgatggagaaagaag(A)10112 103480951 103481062 GAAAAGGACCGATGATGATGA AGTTTTGCTTGCTTCTTCGC 215

Ad06A18449 Aradu.A06 18449 p3 (ACC)6 18 103481215 103481232 GCGAAGAAGCAAGCAAAACT GTTGGAGTTGGTCTGGTGGT 160

Ad06A18453 Aradu.A06 18453 p3 (TTC)5 15 103492727 103492741 TTGGCCTAATAATTAATTCCAAAAA AGGATTCACAGGATGGTTCG 259

Ad06A18454 Aradu.A06 18454 p3 (TTG)5 15 103492901 103492915 CGAACCATCCTGTGAATCCT AAGCAAAGGCGACTGTCAAT 268

Ad06A18456 Aradu.A06 18456 c (GGT)6gaacggtgggattaaagt(A)1046 103493509 103493554 TGTTGTTGTTGATGGATTGAAA GGCCTTTTGACTTCTTTTAGACA 153

Ad06A18457 Aradu.A06 18457 p2 (TA)6 12 103499995 103500006 TAAATCCGACCTCGTTCGTC GCCGTTGCCACTGTCTATCT 177

Ad06A18458 Aradu.A06 18458 c (TG)11(TC)9 40 103525912 103525951 AGCAACATGAAGGCCTCAAC TCTATCGGGATGGGTTTCAC 275

Ad06A18461 Aradu.A06 18461 p3 (TAA)7 21 103545930 103545950 TAAGCCACGTTTGGCTTTTC AATGTTTGGATTGGAATGGG 277

Ad06A18465 Aradu.A06 18465 c (A)10g(T)10 21 103553586 103553606 TGATAGGTACTTCTTCAAACGCA TGTAGGTGCATTTCTTCCCA 249

Ad06A18466 Aradu.A06 18466 p3 (TCA)6 18 103554960 103554977 AAACAAGAACCCACCACCAC CCACCACCAGCTTCTTCTTC 229

Ad06A18467 Aradu.A06 18467 p2 (TC)6 12 103555216 103555227 AGCGATATAGCGATCCCCTT CGAAAATTGATTTTGTCCCC 259

Ad06A18468 Aradu.A06 18468 p2 (AT)6 12 103556336 103556347 AAAAAGACGTGCGAAATCAT CCTTATGGGTCTTGGCAGAA 130

Ad06A18472 Aradu.A06 18472 c (GA)8aac(AG)15 49 103562836 103562884 GTACCTTCAAGGCAACCAGC CCCTAAGTCTTCTTCGTCGC 175

Ad06A18475 Aradu.A06 18475 p2 (CT)8 16 103566305 103566320 CGGCATTAATTTTATCTTCTTGC TTTTTGGGTGTTGTCATGGA 255

Ad06A18479 Aradu.A06 18479 p2 (TA)6 12 103571669 103571680 CCGACATTTGCTTAAACAGACA AGGCTTTGGGTTGAATTGTG 141

Ad06A18481 Aradu.A06 18481 p3 (AAG)6 18 103575152 103575169 TGGAGCATTATGTGTTTCTTCTTC TCCTCCTTATCTTCTGTTGCTTC 184

Ad06A18482 Aradu.A06 18482 p2 (CT)6 12 103577267 103577278 TGAGATGGAGTCAGGGAAGAA ATGAAATGGTGGCTCTCGAT 244
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Ad06A18488 Aradu.A06 18488 p3 (ATA)5 15 103596906 103596920 TGATCACACCGAGATCCAAA CCGTTTGCCCAGTAGTGTTT 182

Ad06A18490 Aradu.A06 18490 p3 (AAT)12 36 103601223 103601258 CAAAACTACAACCCTGGAGCA CTTAAGGCCCAATGACGAAA 104

Ad06A18494 Aradu.A06 18494 p2 (TA)7 14 103606845 103606858 AAAGCATGCATTGAATATGACG AACCAAAATTCAACCGGATTC 277

Ad06A18495 Aradu.A06 18495 p3 (TTC)5 15 103607145 103607159 TCCCGCGTATATGTAACTACCA AATCCACTTCCCCCTGATTC 278

Ad06A18497 Aradu.A06 18497 p2 (TA)7 14 103612382 103612395 TTCCATATTTCTATGAGGGTGC TTGATGAGCTTTGTGCTTCG 140

Ad06A18498 Aradu.A06 18498 p3 (CCG)5 15 103612638 103612652 ATGAATGCTTCCATTTCGGA CGTTTTGCCCTTTAATTTCG 126

Ad06A18499 Aradu.A06 18499 p3 (AAG)6 18 103613161 103613178 TTTGTGTTTGTGGACTCCGA ACGTGAATCCAAACAGAGCC 143

Ad06A18500 Aradu.A06 18500 p3 (TCC)7 21 103616343 103616363 TTTCTTTGATCTCCTCCTTCCTT TGCATGCTGGATTGAAACTG 137

Ad06A18507 Aradu.A06 18507 p2 (TA)6 12 103635867 103635878 TAGATGCAGGTCGAGAGGCT CTCAACCTGCGAAGCTAAGG 271

Ad06A18508 Aradu.A06 18508 p3 (ATT)5 15 103637016 103637030 TTTTCTTTTCCACATCCTCCTT CAGTCGAAATTGTGCTTGACA 275

Ad06A18509 Aradu.A06 18509 p2 (TA)6 12 103640051 103640062 TAGATGCAGGTCGAGAGGCT CTCAACCTGCGAAGCTAAGG 271

Ad06A18510 Aradu.A06 18510 p3 (ATT)5 15 103641200 103641214 TTTTCTTTTCCACATCCTCCTT CAGTCGAAATTGTGCTTGACA 275

Ad06A18511 Aradu.A06 18511 c (TA)8caaaaaattaattattatttatatataaatatatgtagtgtttaat(TTA)783 103641645 103641727 CCAATTTTACGATAACACGCAA AGGGCCCTTCAAAGTCAAAG 278

Ad06A18512 Aradu.A06 18512 p2 (AG)6 12 103643750 103643761 TGTGGGGTTTCTGGTTGTTT GTCCGATTTGCGTTCTTCAT 129

Ad06A18513 Aradu.A06 18513 p2 (TA)7 14 103644107 103644120 CGATAAAACACAAAAAGCCAA CGTGGACTTTTGTATAGATTTTGTTTC 279

Ad06A18515 Aradu.A06 18515 p2 (TA)6 12 103648000 103648011 TGCGCTTATCCAATTTTACG TCCTTTTGCATTGCTAGTTTGA 264

Ad06A18517 Aradu.A06 18517 p3 (TTA)5 15 103649129 103649143 CACAAGTACATTGGTGGCTGA ATTAAAGGCAAAAGGCTCCG 141

Ad06A18520 Aradu.A06 18520 p2 (AG)20 40 103659298 103659337 GGTTTCTGGTTGTTTGAATGG AATTTGCGTTCCTCATCCAC 139

Ad06A18524 Aradu.A06 18524 p2 (AT)8 16 103685845 103685860 TTTCAAATGCAGGTCGTGAG CTCAGCCTGCGAAACTAAGG 237

Ad06A18525 Aradu.A06 18525 p3 (TAT)5 15 103686065 103686079 TTGCGATTTTGTTTTACCCC AAAGCTGCCTATGTTGACCA 230

Ad06A18526 Aradu.A06 18526 p4 (TATT)7 28 103687490 103687517 GTGCGTCCAAAAATCGAGAC GACCCTACCCTCTGCTGAAA 210

Ad06A18527 Aradu.A06 18527 p3 (TTA)5 15 103688963 103688977 TGGGTGACTGATTTTAGTGGC AATTAAATGCAAAAGGCCCC 135

Ad06A18528 Aradu.A06 18528 p2 (AT)6 12 103691424 103691435 TTGTCAATGTGTTCTTTGTTTTTG AAATCACAGGATTTTGACGATAA 273

Ad06A18529 Aradu.A06 18529 p3 (TAT)19 57 103691867 103691923 ATCGCTAACAGAAGTGATGGA GTCCCTATCTTGTGCCGAAA 227

Ad06A18530 Aradu.A06 18530 p2 (TA)7 14 103692338 103692351 CAACAACACGCAAAAGACCA TACGCCACCGGTCCATATTA 280

Ad06A18532 Aradu.A06 18532 p2 (TA)7 14 103700403 103700416 TTTTTCTATTCCACATCCTCCTT CTGTCCTCTGCCGAAATTGT 147

Ad06A18534 Aradu.A06 18534 p3 (TTA)5 15 103703867 103703881 TGTGTCCAAAAATCGAGACG CTCTGCCGAAATTGTGCTTT 146

Ad06A18535 Aradu.A06 18535 p2 (TA)7 14 103704356 103704369 AAAAGAATGAGAAGAAGTGAAAGAA CCCCCAACCAACGATTTATT 279

Ad06A18538 Aradu.A06 18538 c (TA)8t(TTA)5 32 103707217 103707248 TGTGTCCAAAAATCGAGACG CCCTCTGACGAAATTGTGCT 195

Ad06A18541 Aradu.A06 18541 p3 (TTA)5 15 103711891 103711905 TCTTTTCCACATCCTCCTTATCA CAGTCCTCAGCCGAAATTGT 279

Ad06A18542 Aradu.A06 18542 p3 (TTA)5 15 103712065 103712079 TCTTTTCCACATCCTCCTTATCA CAGTCCTCAGCCGAAATTGT 279

Ad06A18543 Aradu.A06 18543 p2 (TA)8 16 103712517 103712532 ATGCTCACACGCTTATCCAA TCAATGTGTAGTGGGAGCCA 223

Ad06A18544 Aradu.A06 18544 p2 (AT)6 12 103713121 103713132 TTTCTTGAGAACGCGTGTTAGA CATTGCAAATGAATTAAATATCACG 221

Ad06A18546 Aradu.A06 18546 p3 (TTA)9 27 103721113 103721139 GCGTCCTTATCAGTAAAGCCA GCTGAAAGCAACACCATTGA 274
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Ad06A18550 Aradu.A06 18550 p3 (TAA)6 18 103735040 103735057 TCAAAACCACACCCAATTCA TCCCCCTCATCAAAATCATC 280

Ad06A18551 Aradu.A06 18551 p3 (TTA)15 45 103736103 103736147 CAAGACATAAACCGGCTTCG TGGAATCAGCTTTCTCCACA 280

Ad06A18553 Aradu.A06 18553 p5 (AACAA)5 25 103741503 103741527 GGGACCAGAGGAGTAGCACA CTCTGAGCCGTTCCATTGTT 277

Ad06A18554 Aradu.A06 18554 p2 (CT)9 18 103742190 103742207 TTGGACAGAACTCCCATTCC GAGGGGGATCCAAGAGAGAG 261

Ad06A18560 Aradu.A06 18560 p2 (TA)6 12 103751859 103751870 CGCACAGCTCAACCTAATTG CACCATGTAAAAAGGGAAAAGAA 278

Ad06A18561 Aradu.A06 18561 c (A)11gctaacttgtctcattctgcctagtgtaataacctcctatcgcgttcggcctaatgcaagctggtgctagc(T)1294 103753294 103753387 TGGCCAATATGTTGGTCTCAC TGATTTGGGTCCTTATTCTTGG 272

Ad06A18563 Aradu.A06 18563 p2 (AT)6 12 103755333 103755344 ATCCCCGAAGCAGTTAGAGC GGGACATTTTGGTAAAGTTTTCA 278

Ad06A18564 Aradu.A06 18564 p2 (AT)6 12 103756847 103756858 GAAAATAGCATAATCACATCGAGAA ACGATTTGATGACCATTGGG 187

Ad06A18565 Aradu.A06 18565 p3 (TTC)13 39 103759472 103759510 CCAATGTTGTCCCTGATTCC TGATCGCAAAGAACTTCCCT 221

Ad06A18567 Aradu.A06 18567 p2 (TC)6 12 103767235 103767246 GAAGGCATCATTGCTTCACA TGCTCCATCTCTTTTTCGGT 194

Ad06A18568 Aradu.A06 18568 p5 (AACAA)5 25 103779385 103779409 GGGACCAGAGGAGTAGCACA CTCTGAGCCGTTCCATTGTT 277

Ad06A18570 Aradu.A06 18570 p3 (TTA)18 54 103791580 103791633 TCAGCGTTTTCATCTTTTATGTG AAAAATTGATTGGTAAACTGGTTTTT 221

Ad06A18575 Aradu.A06 18575 c (AGA)5aggatgaggagaagaggaagggaagaagaagaacttgcatgcacaaatttag(A)1380 103801397 103801476 TGGTGATGACGATAACGAAAA GCAACTTTTAAAATTACGCACTTC 205

Ad06A18576 Aradu.A06 18576 p5 (ATAAA)5 25 103802015 103802039 AACCTCTTCTCCATCCTCTGG CCGCAAAATTTATGAAACAAAA 279

Ad06A18580 Aradu.A06 18580 p3 (TAT)7 21 103812190 103812210 AAATGCCTTAAGGAAAACAAAGAA TCATATCCCTTACTATTAGGCCTTC 174

Ad06A18586 Aradu.A06 18586 p2 (AT)10 20 103824461 103824480 GAGACAGCCCCACAGAAACT TCACCTTTTACCTCACCATACG 224

Ad06A18589 Aradu.A06 18589 p3 (TTA)8 24 103827155 103827178 AATTGCCAGTTTGGTTCTGC GATAACCCGTCCCATTGAAA 231

Ad06A18592 Aradu.A06 18592 p2 (CT)30 60 103837783 103837842 CGGGCAAAAGAATGACAAAT AAAAGCTTGGAAGCATGAGC 202

Ad06A18594 Aradu.A06 18594 p3 (AAT)5 15 103851250 103851264 AATTTCGACGCTCTCACACC GCTGCTGAGATGAACTAACCAA 195

Ad06A18595 Aradu.A06 18595 p2 (TC)8 16 103852847 103852862 TCACCAACCCCAATCTCAAT ACCATCATCTCCTTACCCCC 131

Ad06A18600 Aradu.A06 18600 c (A)10ttttctcta(T)1029 103862551 103862579 GTTTGGTTCGGATTTGCATT TGTTTGCATTATTTCTGTTGATGTT 196

Ad06A18602 Aradu.A06 18602 p3 (CTG)5 15 103867056 103867070 TGCAAACAAATTATGCTGCC TCATACCGGATCTGTTGTCG 278

Ad06A18606 Aradu.A06 18606 c (T)11gtctcgttccagtgaatgagcagcagaagatcacattccaggtttgc(T)1472 103884272 103884343 CAGTCGCATCTTGCATTCTT CCAAATCAAGTTGCAGATCA 243

Ad06A18609 Aradu.A06 18609 p3 (AAT)5 15 103887995 103888009 TCTTTTCGCCATTTAGCCAC TGAATCTTGACCCTTCCAGC 266

Ad06A18611 Aradu.A06 18611 p2 (TA)6 12 103889470 103889481 CTCCCGCATAATCCACCTAA GAGCAAGGGTAAGCTTCGTG 202

Ad06A18612 Aradu.A06 18612 p2 (AT)8 16 103892227 103892242 CCGATCGGATTGAATATCAT TCTGCAGATCCGCACAATAA 276

Ad06A18619 Aradu.A06 18619 p4 (TTTA)5 20 103931103 103931122 TTGCATTTGGCTGATTCTTG CGTGTATGCAATTATATAACATCGTG 246

Ad06A18621 Aradu.A06 18621 p2 (AT)14 28 103934976 103935003 GCAACACATCTTAAAGTGCCG GAAGCATGAGGTCAGCATACTC 279

Ad06A18622 Aradu.A06 18622 p4 (TAAA)5 20 103935313 103935332 GCAGCGCCTATATCAAAAGG TGATTCCAGGAAGCTATGAGG 188

Ad06A18623 Aradu.A06 18623 c (A)11gcggctaaattaatttttgaaagtgttaaaaccggtttctaaatg(A)12gaagtctttatgaaataaaaaaattggctattttttaattggtttttgtttctaaaattga(T)11140 103936829 103936968 AACCGGTTTAATGGTTTTGAA TTTGGTTTTAAGTTGAAAATTTGG 267

Ad06A18625 Aradu.A06 18625 p3 (TAT)7 21 103938502 103938522 TCATCATCGTCCGAATTGAA TCATCCTTTCACCACCAAAA 160

Ad06A18627 Aradu.A06 18627 c (A)10catatacaatgtacattgaattttttataaaattaaatgttacataatctc(T)1778 103939065 103939142 GCCTAGAGGCCAGTCCAAAT GAGATTAGCGTTTTTAACGGGA 266

Ad06A18630 Aradu.A06 18630 p2 (TA)8 16 103943256 103943271 CCATAAGCAATGAACAGCCA CCTCCCGTTTGCATGTTTAC 278

Ad06A18639 Aradu.A06 18639 c (T)13aagaaaaaaattgtttgtagttaaattttcataggatatagta(T)1167 103958139 103958205 TTGCCATGCTAATTGGTCAG TTCCTGGAAGAGGTAAAAGCA 172
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Ad06A18640 Aradu.A06 18640 c (A)10ggaagaaag(A)1130 103959999 103960028 AACACAACTTTTGCTGCGTG CAGTTTCAATGCCAACATGG 193

Ad06A18641 Aradu.A06 18641 c (CT)6ttctcattccgcataaccaaggttctttaacaaacaggaacagttgaaatgaagtttaaaaccgtaatacagaagaatgaaaaat(A)11108 103963098 103963205 AAATTTGAGAAATCGAACGTCAA GTGCCACTCTGTCTGCACAT 249

Ad06A18642 Aradu.A06 18642 c (A)10cagaa(T)15 30 103963428 103963457 GAGTTGAAAGTACAGGTGGCG TCGTCGGAGGTATGACGAAT 248

Ad06A18643 Aradu.A06 18643 c (T)10ctttttttgttattttgattagagtttagtttttgagaatatttgata(T)1068 103963956 103964023 TCATTGACCAACAACACACAAA TGTCTACCAGTTGTGCCATACC 239

Ad06A18644 Aradu.A06 18644 c (T)10ctgcaaattaaaaaaaaattctaattcaataagtgattctctatttttaaaaaaaatgttatttttac(T)1088 103968585 103968672 TCCCATTACACTCATCTCCTCA TTGTTGGTTTAATAGTATTGTTGCAG 209

Ad06A18645 Aradu.A06 18645 p3 (GAG)6 18 103976554 103976571 GAAAATTTTTGAGAGACACAAAGG CCACAAGTGGTTTTATTTTGAGC 265

Ad06A18647 Aradu.A06 18647 c* (GTT)7(T)17* 36 103979986 103980021 CAAATGCGGGAAGATCACTT TTGGGATCCTCTTATTTGGC 118

Ad06A18648 Aradu.A06 18648 c (AT)6agaaaacggaaacaa(T)1037 103985345 103985381 TCAATAACTTAGGATCCACGGAA TCTCAAATCAGAATGTTCGGG 155

Ad06A18650 Aradu.A06 18650 p3 (CAA)6 18 103990304 103990321 AACCTTGTGTTTTGACCCCA AACATCCAGTCAGGAGGGTG 255

Ad06A18658 Aradu.A06 18658 c (A)12gaaaaaaggaaggataagttgaactactgtaccattaatcttatttccttaaattttttagaaaaaatttagtgttaggtgatgaatttataaac(T)10117 104013757 104013873 CAAGCATCATGTTGGAATTTT ATGTCGGTTTGAAAGGAGGA 258

Ad06A18659 Aradu.A06 18659 p2 (AT)6 12 104015594 104015605 TTGTAATTACGGTTGTAAATATCGTC CAATGCTGCCTTAAATTTCCA 278

Ad06A18663 Aradu.A06 18663 c (T)10aaattaaatagttaactatttataaactaatatattatattgagatgtaatttttaagaaaattatttattaatattattattac(TAT)7gaccgaagccttctgaaggaacaaaagaaaagaaaatgaaatttatgcatg(TA)6179 104022734 104022912 GATTATGTGAGATGCGGAGGA TGGAATGAAAGGTGATCATGTG 277

Ad06A18666 Aradu.A06 18666 p2 (AT)9 18 104042460 104042477 GAATGAGTGCTCCGGTTCAT TACAACCACTGCAATCCCAA 145

Ad06A18667 Aradu.A06 18667 c (AAC)9(AAT)6 45 104043624 104043668 TCACCGAAGGATCAACTTCC CCGAGTTTCACATGCTCAGA 181

Ad06A18671 Aradu.A06 18671 c (A)10gagagctattacacattcaag(T)1142 104064691 104064732 ATTAGTCTTTGGTCTGCCGC TGCGAAGAAGGAGAAGGAGA 230

Ad06A18672 Aradu.A06 18672 p3 (TTA)6 18 104066709 104066726 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 248

Ad06A18676 Aradu.A06 18676 p2 (TA)7 14 104084541 104084554 GAGCAGAGAGGACCTGATGG TTTTAACGTTACAGCTCCCG 197

Ad06A18677 Aradu.A06 18677 p3 (TTA)7 21 104086583 104086603 ACAAACTCATCACGGCCATA TGGAGGACTTGCCAGAAACT 136

Ad06A18678 Aradu.A06 18678 p2 (AT)6 12 104089061 104089072 GCTGCTGCTGCTGTTGAGTA TGCACCTTTTGCATGTCATT 273

Ad06A18683 Aradu.A06 18683 p4 (AATT)5 20 104091165 104091184 TCCTCTTTTATTTTTCGTGCAA AAAGGCATGCTTCCTTTGAA 244

Ad06A18706 Aradu.A06 18706 p2 (AT)8 16 104182714 104182729 CACATTAAAATCCAAACATATAAAACA TGGATCGCGGATATTTGATT 267

Ad06A18707 Aradu.A06 18707 p3 (ATT)6 18 104183549 104183566 GCGGATCATGTTTGGAGAAT CATGTCCGAATGCAGAAGAA 196

Ad06A18710 Aradu.A06 18710 p2 (TG)7 14 104185742 104185755 TGCTTCAGAAATGCTTATGCTC TGTGATGGATGTCTTGGTTCA 279

Ad06A18715 Aradu.A06 18715 p2 (TA)6 12 104206209 104206220 TCTCGTGCTGATAACGTGTTG CAAATGCAATTCTCTCTCTTTTTG 192

Ad06A18721 Aradu.A06 18721 p3 (TTA)6 18 104214267 104214284 ACCGACCTTCCTCCAAACTT GGCTTCACTTGCAGTTCCAT 190

Ad06A18723 Aradu.A06 18723 p3 (ATT)6 18 104223450 104223467 TCACCTTTTCAGATGCACCA GTGCGAAGGAAGAGTGGAAG 177

Ad06A18725 Aradu.A06 18725 p2 (TA)9 18 104224725 104224742 TTGCAAAAATCCTCGTTACC GGGGACAGGATCTGTTGTTC 191

Ad06A18726 Aradu.A06 18726 p2 (TA)6 12 104230131 104230142 CTGCTTCTTGGTGGGATCAT GGTGCAGCTAAGACAAGGTGA 247

Ad06A18730 Aradu.A06 18730 p3 (ATG)6 18 104236526 104236543 TCCATCCTTGGCTTGTTTTC ATGAGATCTTGGCTCCTCCA 229

Ad06A18731 Aradu.A06 18731 p3 (ATG)6 18 104254266 104254283 ATCAATCCGAGTGCTCCATC GCTCAACCACCACAGAAGGT 151

Ad06A18732 Aradu.A06 18732 p2 (TG)7 14 104258268 104258281 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 131

Ad06A18733 Aradu.A06 18733 p3 (ATA)8 24 104270994 104271017 ACAATGAAGGTTCCTTACAGATTC CTTTACCCGTTTCGCATCAT 256

Ad06A18735 Aradu.A06 18735 p2 (AT)12 24 104283733 104283756 GGATCCGTGTATTCGTGGAC TGTTCCCATATTTCCCCAAA 187

Ad06A18737 Aradu.A06 18737 p3 (ATA)5 15 104305433 104305447 AATGAATCAAACAGGGACGG GGTCAAATTTAATAATTTAGTGGGGA 123
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Ad06A18738 Aradu.A06 18738 p3 (ATA)5 15 104310244 104310258 TGGTGAGGGTGAGATGTTGA GCCCTAGAATGCAAATCTCCT 195

Ad06A18740 Aradu.A06 18740 p5 (TCTAA)6 30 104321949 104321978 TGTTACTGAACATGAGTGCGG TTCCAGACTTTCTTCAAAAATTG 271

Ad06A18741 Aradu.A06 18741 p3 (AGA)7 21 104322859 104322879 TTACCTGGCGAAGCTGTCTT CTCAAACCCACCGACTCAAT 182

Ad06A18742 Aradu.A06 18742 c (T)11catttatagcattcaatcattcggttctggtttg(T)1156 104324973 104325028 GCTAGCGAGCTTGCATTTCT CCGAAAATTTTTGACATCCC 239

Ad06A18743 Aradu.A06 18743 p2 (TA)10 20 104325358 104325377 ATCCCTATCTCCGCGTTTTT GGGTGAGGGTGACTAGGTGA 188

Ad06A18755 Aradu.A06 18755 c (A)12g(A)10 23 104350065 104350087 CGGAGCTTCAATGTGTCGTA GTTTTGCATTGACTGGGACA 264

Ad06A18756 Aradu.A06 18756 p2 (AT)9 18 104352315 104352332 GGTGGGGTCAGGTTTAGGTT GAACTTGTCCCGCTTCTGTC 228

Ad06A18759 Aradu.A06 18759 p4 (AATA)5 20 104361887 104361906 GTCTCCTGGAATCTGCTTGC AAAGAACCTTTTCCGGGATG 269

Ad06A18760 Aradu.A06 18760 p3 (ATT)6 18 104362289 104362306 CCCATACACCTTTGCCCTAA TCCTGTTTTAAACTTCATTTGACA 221

Ad06A18765 Aradu.A06 18765 c (A)11ttaaacaataataagaagacaacggcgactgtagtgatgataacaatgacaatgatattaaacaaagagc(A)10gacgacaataataacaaaaaatg(A)10gaagtgacagtaaaaagaag(A)10caacagtacaaaatttgcgtg(TA)10195 104372237 104372431 TGAATAAGATGGAATAAAGGAGGA AATTAAGTTATCACGCGCTTTTT 271

Ad06A18766 Aradu.A06 18766 p3 (TTC)5 15 104377539 104377553 TTAGTGGCCCTGCTTTCACT CAAAAGAGCAACCAGTAATCACA 266

Ad06A18775 Aradu.A06 18775 c (T)10ccaacttttac(A)1132 104403494 104403525 AAGACAAAAGCAAAGCCAGC ACTCGCTACCCATGTTCACC 177

Ad06A18776 Aradu.A06 18776 p2 (AT)9 18 104403775 104403792 ACCAACCTGCAAATCCAATC CGATTTGAGTAATTGAATACCCG 258

Ad06A18779 Aradu.A06 18779 p2 (TA)11 22 104409619 104409640 CCATTTATCATTTAAAGATCAGCAA TTTGGGAGGCTATGACCATC 208

Ad06A18784 Aradu.A06 18784 p4 (ATTT)7 28 104440364 104440391 ATTGACAGCAGCAGACCCTT GGCGACGTATCACTTTAAGCA 249

Ad06A18792 Aradu.A06 18792 c (T)10gcagattaaaaaaaatttctagttcgataagtgatttcattttttttcac(A)10tctatttttactc(T)1093 104454327 104454419 AAACTTCTATTCCTTTTTCAATGTCTT TTGTATGATTATGTGCTTTGGTTG 261

Ad06A18798 Aradu.A06 18798 p2 (TA)10 20 104478245 104478264 TGCATGGGAGGAAATGTGTA CCTTATTCTTGAGCGTTGCAC 197

Ad06A18799 Aradu.A06 18799 p2 (AT)7 14 104478494 104478507 CTTATGACTCAGCCTGCGAA TGGAGCTCTGCAACAAAGTG 222

Ad06A18800 Aradu.A06 18800 p2 (GT)6 12 104484894 104484905 TTCAAAAGAAACGCGTAGCC CCAAATGGACAAAAGACGCT 232

Ad06A18804 Aradu.A06 18804 c (TC)8c(CT)7 31 104497349 104497379 TTTTTCTATCGCATTGTCATCC AACAAGAGAGGAAGAGAGAGAGGA 207

Ad06A18805 Aradu.A06 18805 p3 (ACA)20 60 104499529 104499588 TGCGTTGTTAAAATATTTATCATTCAT ATAATGCAGGTAACGTGTAGACC 244

Ad06A18806 Aradu.A06 18806 p2 (GT)6 12 104500298 104500309 TTGTAGCAAGTATCTCCATTGAAAA GGATGGGACTTTCCATAACCT 277

Ad06A18807 Aradu.A06 18807 c (AT)7aaagaaaataaaaaagtaaaagaaaattaaaagacaaaagcacaagtatgaaatcccataaactttttaaataaaatttaacacaag(T)10111 104511868 104511978 TTGATTGGTTAGGAATTGTTTATCT TTTTGGTTTGACAAAGGGCT 280

Ad06A18812 Aradu.A06 18812 p4 (ATAC)8 32 104539582 104539613 GATCCATCAATCCAGCAACC TGATTCAAATTCGTGGCTTTC 263

Ad06A18814 Aradu.A06 18814 p3 (TTG)6 18 104551131 104551148 AACATCCAGTCAGGAGGGTG TAAAAGCTCATGATGCACGG 235

Ad06A18820 Aradu.A06 18820 p2 (AT)8 16 104574750 104574765 GGATATCGGGTATATTCGCA CGCAGATCCGCACAATAATA 260

Ad06A18821 Aradu.A06 18821 c (TTC)6tttttctaaatttgcataggtcattcttctttc(CTT)566 104579111 104579176 GTTCCGCCACTGGTTGTTAT GCGTGTGTGAATTTGGAAGA 239

Ad06A18822 Aradu.A06 18822 p3 (GAA)6 18 104580072 104580089 TGCAACAACAACAGCAACAA ACACATGCGCGTTTCAATAG 233

Ad06A18823 Aradu.A06 18823 p3 (TCC)5 15 104580942 104580956 TTCGTTAGGGGAGTGGAGAA AACATGCAGAGGAGGAGGAA 240

Ad06A18825 Aradu.A06 18825 p2 (CT)8 16 104583962 104583977 CCTTTTCGTCTCCGTCAAAC ATCGGAATCATCGAGAAACG 233

Ad06A18829 Aradu.A06 18829 c (AT)12tccacaaaattaattctaggcttaaataaatctgcccttgtaaagcataaactgttttgttacttta(T)10101 104587338 104587438 GCCTGCATTGTTAATTTGAGC AAAATTCCGACAAGTTGCCA 257

Ad06A18832 Aradu.A06 18832 c (A)12gaaaattttgtcttaataaatgtattataagtatattgataactccaacgatttaa(T)1078 104589530 104589607 TCCTTTTTAAATCATTACAGACCA GCAACGAGTAAAAGCAAGAGTC 269

Ad06A18833 Aradu.A06 18833 p3 (TCA)5 15 104590956 104590970 GGGACAAGCGTTGATTCTTC GGAATAAATCGCGAGTGACAA 279

Ad06A18834 Aradu.A06 18834 p2 (TC)12 24 104592865 104592888 CCTTCTCCCTCCCTCTCATC TTCAGCTTCTCTCTGTGGCA 279
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Ad06A18835 Aradu.A06 18835 p2 (CT)8 16 104606573 104606588 TCAAACCGTGTCTTTCATGC CGTTCCTTTTTGTGATTGGG 258

Ad06A18836 Aradu.A06 18836 p3 (GAA)5 15 104607765 104607779 GGAGCCTTTCTCTTGCAGAT AACCCCTAATTCACAACCCC 256

Ad06A18837 Aradu.A06 18837 p3 (TAA)5 15 104607990 104608004 TTTGGGGTTGTGAATTAGGG TCAACCAATCATGCATCTTCA 152

Ad06A18843 Aradu.A06 18843 c (ATC)9tttttttttcttattcatc(T)1056 104613301 104613356 TTTTCGGTGTATGTGTGCTGA TCTTCTTCTTTGTTTGATTTGTTTTG 230

Ad06A18844 Aradu.A06 18844 c (CTT)5tt(TCA)5 32 104614216 104614247 TTTTTGGTGTATGTGTGCTGA TGCATTTCTTCGTCTTCTTTG 226

Ad06A18864 Aradu.A06 18864 p3 (TGT)10 30 104661803 104661832 TTTTCCTGGCGGTTTGATTA CAGGGAGGAGCAAGTGAAAG 268

Ad06A18865 Aradu.A06 18865 p3 (GTG)5 15 104662871 104662885 ACTGCCAACGGATTTGTTTC TGCTGGGAAGGAGAAGAAGA 196

Ad06A18878 Aradu.A06 18878 c (A)13cac(AAAG)744 104698100 104698143 CAGACCAAACAGGGTGTTGA TATGGCTTATGGCGCTCTCT 252

Ad06A18881 Aradu.A06 18881 p5 (AAAAT)5 25 104706850 104706874 TCTCTCCTCCGCTTTACTCG CCGCACTCACAATCATCAAC 245

Ad06A18882 Aradu.A06 18882 c (T)10cctaaatgaaatcgaatggtccgttttcattattata(T)1057 104707513 104707569 ATTCAACAACTCGCTGGGTC AGATTGGATCTGGTCGGTTG 189

Ad06A18889 Aradu.A06 18889 p3 (ATT)11 33 104727665 104727697 GCCACCCATGTTTAATTCGT ACAAGCATTCACTCGCCTCT 188

Ad06A18890 Aradu.A06 18890 p5 (TTTCT)7 35 104727808 104727842 TTTGTGGCATGAATTATATGAGA CACCAAAAGATAAGCAAAACTGC 196

Ad06A18893 Aradu.A06 18893 p2 (AT)6 12 104730759 104730770 TGGGTATCCGATGAAACAGA TGGAAAATCACTTGTATGTGGAG 273

Ad06A18894 Aradu.A06 18894 p2 (TC)8 16 104737515 104737530 TTGGCATTTAACGGACACCT CATCCACTCAGCTTCTTTTCG 201

Ad06A18895 Aradu.A06 18895 c (A)13(GAT)5aaaa(AAG)547 104739550 104739596 GAATGTAAGTTCATCCTCTTCCAAA CTCTCATCCTCATCTTTTGCTG 216

Ad06A18896 Aradu.A06 18896 c (A)10cgtgtgcgtgtgactgtaaatgacttatat(A)1252 104740113 104740164 GGTGGTGTTGGTGATGATGA TAACGATGGCAACCTCTCCT 198

Ad06A18898 Aradu.A06 18898 p3 (TCT)7 21 104745678 104745698 TTCCTCTTCCTCCTCCTCATC AAATGAATGTAAGTTCATCCTCTTC 228

Ad06A18903 Aradu.A06 18903 p3 (GTC)5 15 104759122 104759136 CGTTGGATTATGCCCTTCAG TCTCTGTCACCTCAGCAGGA 272

Ad06A18906 Aradu.A06 18906 p4 (TTAA)5 20 104768255 104768274 TTCACATCAACTTTTGCATTAAA TGGTGATGTGTTATTAGGAGTTGC 280

Ad06A18911 Aradu.A06 18911 p3 (ATT)5 15 104777524 104777538 GGAGTCTCGTGGACATGGAT GGACGTTCTCATCACAAGCA 148

Ad06A18913 Aradu.A06 18913 p3 (ATG)5 15 104778672 104778686 GCAATCCACAAAATCCCACT CCTTTGTGAAGGCGTAGCTT 178

Ad06A18914 Aradu.A06 18914 p3 (ATT)9 27 104778978 104779004 ACGTCCTTTGATTCCCTTTG GAAAGAAGGTTTAAGGATGAGCTTT 234

Ad06A18915 Aradu.A06 18915 p3 (AAT)5 15 104779716 104779730 TTCATGGCGTTGATGGAATA GACCGAAAGCATGCAAAAAT 183

Ad06A18916 Aradu.A06 18916 p4 (AACT)5 20 104781161 104781180 TGAAGGAGATGAAACAAGGGA GGATTGCCAGTTGACAAAGTT 248

Ad06A18921 Aradu.A06 18921 c (TC)7tattcc(T)11catttcacttttcactttttttcgcttccaaccaaattcaatcct(TTC)591 104786693 104786783 CTCACGGCGTGCTTTAAAAT TGTAGCGATGCCACTCAGAC 261

Ad06A18922 Aradu.A06 18922 c (T)10cattttttatttttgattctttggaaaaccagttaaattttttaatcatcagtttagaaaaccgtttatcttaa(T)1195 104786950 104787044 GTCTGAGTGGCATCGCTACA CCGGATTGAACAACCAAAAT 244

Ad06A18924 Aradu.A06 18924 p3 (TGG)5 15 104792462 104792476 GGGAATGATCAGCTTTTCCA AACTTCCTGCTGCAGCTACC 220

Ad06A18925 Aradu.A06 18925 p2 (AC)6 12 104803971 104803982 ACCATATCAACAACACCGCA TCATGGACCCTCTAAATGGC 271

Ad06A18932 Aradu.A06 18932 c (A)10(G)11 21 104823217 104823237 CCTTGTTTTGAAATGCTGCTC TGACATTTGCTTGGCCATAA 226

Ad06A18935 Aradu.A06 18935 p2 (AG)6 12 104833708 104833719 AGATTTCAAGGAACGGACCA ATCAACCAAACAGTGCCACA 236

Ad06A18938 Aradu.A06 18938 p4 (ATTA)5 20 104846291 104846310 CCCCTCAATTCAGCCAATAA TCATGAAATTCAATTCCCAGTTC 262

Ad06A18940 Aradu.A06 18940 p2 (TG)6 12 104849647 104849658 CGGAAAAGAGAGAGAAGTACGG TGGCAAACTTCATCTACAGCA 273

Ad06A18943 Aradu.A06 18943 p4 (AAAT)7 28 104854816 104854843 TGTGAATTACTGTTTGCCGC GAGCACAATTAATGATCAAGCC 206

Ad06A18945 Aradu.A06 18945 p3 (TTA)12 36 104857152 104857187 TTTCTCGTACATTCTTTTCTCACG ACTAACAAACAATCAATAATCAATCAA 220
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Ad06A18946 Aradu.A06 18946 p4 (AAAG)5 20 104865205 104865224 AACGATGATGGGTTTATTGGA TCGTTCTTCTTCGAGACCGT 262

Ad06A18949 Aradu.A06 18949 c (AAT)6aac(AAT)639 104867917 104867955 TCGAAAGATGCATCATCAGATA ATTGTAAGGGTTGGCACCAG 184

Ad06A18950 Aradu.A06 18950 p2 (AT)6 12 104869267 104869278 TGACCACAATCCAATCAATCA CATCTTCATCCAATGAAAACCA 242

Ad06A18953 Aradu.A06 18953 c (T)10ctttttgttttttgttttttgtttttttgtta(T)1153 104881804 104881856 GTCAAATGCATGAGTGGCAG ACCATTCACAACCTCCTCCA 238

Ad06A18956 Aradu.A06 18956 p2 (AT)7 14 104898403 104898416 AAATGCTAATAATGAGAGCAAACAA GCATTGCACGGATAATGACA 237

Ad06A18957 Aradu.A06 18957 p3 (ATT)9 27 104903700 104903726 GGTTTCGATTCTGACCCTCA CCGCCAAAATGAATGCACTA 280

Ad06A18961 Aradu.A06 18961 p2 (CT)6 12 104908222 104908233 CAAATTTGATGAACACGGGA AGAAGATGGAGGAGGGAAGG 214

Ad06A18962 Aradu.A06 18962 c (T)10attttggttgattgttattatgattactgcctttccctctctgtcattttttttaagaaatttatcaagattttttttgttaactata(GAT)6116 104908622 104908737 GCTGTCACCCCATCTCTCAT CCTCCATCCGTAACACCACT 210

Ad06A18965 Aradu.A06 18965 p3 (GAT)5 15 104911225 104911239 CTTTGCCTCGGTCATTTTGT CAACCATCGTCACTACCACG 127

Ad06A18967 Aradu.A06 18967 c (GA)18a(TG)6 49 104926267 104926315 GAAGAAGACGAAGCAGCGAC CGGAATCTTCCTCTCTCCCT 243

Ad06A18975 Aradu.A06 18975 p3 (TTG)6 18 104969774 104969791 CAGGAGTGTCCTTCTGTTTCTG ACACAGTGCATGGCAAAAAG 213

Ad06A18979 Aradu.A06 18979 p2 (TA)6 12 104990878 104990889 TTAACCGGCATTGTCTTTGG TGGCTGGGTTTACAAAATGC 219

Ad06A18981 Aradu.A06 18981 p3 (CTT)5 15 104992118 104992132 GATAACAAGCGCGTCACTCA GAGGAGGAGGAGAAGGAGGA 102

Ad06A18984 Aradu.A06 18984 p3 (AAG)5 15 104998251 104998265 AGGAGGATGAGGTGGTGATG ACCTGAGAGGGGCAATTTTT 241

Ad06A18989 Aradu.A06 18989 p2 (AC)8 16 105016302 105016317 AATTTTAAAGGTTTGGCCCG CTAACGACACGCAAATCGAA 246

Ad06A18990 Aradu.A06 18990 p3 (TTA)5 15 105018977 105018991 CCTCGGTGAGTTGTCTGGTT AGGATTTCAAAAGCGCAAGA 236

Ad06A18992 Aradu.A06 18992 c (A)10cagtaatcatcatgtttaacaatatataccccaattatgaggggaaaataaattt(A)1075 105024657 105024731 TCAAAAACGAGAGTGAGTGAAAA TGCTTCTTGTCCTTCTTATCCA 280

Ad06A18993 Aradu.A06 18993 p2 (TC)6 12 105026137 105026148 CCCACCATTGAGCTTCTCTG CTTAAGCTGAGCTGCTTCCC 166

Ad06A18998 Aradu.A06 18998 p3 (ATT)5 15 105030514 105030528 CAACTGGGTAGTCGATTGGG TTATCTCCCTAGCGGAATCCT 175

Ad06A18999 Aradu.A06 18999 p3 (ATA)7 21 105032371 105032391 AAAAGATAAGCGGTAAAACTTTAAAAC TTCTCTCTCTCTCCTCCTTTTTCTT 259

Ad06A19000 Aradu.A06 19000 p2 (GA)6 12 105032575 105032586 TTGTAGAAAAGAAATGTAGGGAGAGA GGTTACGCATTCGAGTCTCC 184

Ad06A19001 Aradu.A06 19001 c (A)11ctaaagttgatcaaggaaaagaaagattaaatttacccattgtttggtcctcaag(A)1076 105036249 105036324 TTATCGGATGCCCAAAATTC CTCCCCATCCTCTTTTTGCT 147

Ad06A19003 Aradu.A06 19003 c (A)10gaaaatagaatgttaagttggaaga(AAT)550 105041854 105041903 AAGCATTTTTGTCACGTGCTT TGGTCTGTACACTTAGCCAAACA 255

Ad06A19004 Aradu.A06 19004 c (T)10caaacaaacaatcacaaatcggacggtccgatttgtgaattcg(A)1063 105042450 105042512 GGGATGTACAAATCGGATGC TACAAATTGGAGGGTCCGTT 186

Ad06A19005 Aradu.A06 19005 p3 (GAA)5 15 105046286 105046300 ATTTCTTAAAGGCGGTGGTG TTGTTGGCTTGCGTTAATCA 209

Ad06A19007 Aradu.A06 19007 c (A)10gaaaaaaaaagaagaaagtcaaaagttaggcct(A)1154 105047665 105047718 TGGAGAGAAGCAACTCATTTTTC GAAGCAACAATGAAGCACAAA 280

Ad06A19010 Aradu.A06 19010 p2 (CT)6 12 105050329 105050340 GAAACAAAGTAACGCGCACA AAAGAACCCACCAGCAGAGA 206

Ad06A19011 Aradu.A06 19011 p3 (TTA)13 39 105050524 105050562 CACTGCACAACACAGCACAG TGAAAGACCCCAAATCAGTG 237

Ad06A19013 Aradu.A06 19013 p3 (GAT)5 15 105057848 105057862 GACTTGAATGCACACTTATTGGA TTCCTCCTTCCTTTTCCTCC 162

Ad06A19017 Aradu.A06 19017 p3 (TTA)5 15 105072780 105072794 TTGCATAAACATGCTAAATTGAAA TCAGCTGTAGCAGCAATAACG 240

Ad06A19018 Aradu.A06 19018 p2 (TA)6 12 105074270 105074281 AAATTTCAGATGCTTGTTTAATATTGT CAACAATAACGCCGATAACCA 245

Ad06A19021 Aradu.A06 19021 p3 (AAG)5 15 105089386 105089400 TGCAACATCTCCACCACATT TCCAAGGTTGAAGACCCATT 204

Ad06A19022 Aradu.A06 19022 p2 (AT)6 12 105091542 105091553 TGGCAGAATATTATGAGGACGTT TTTTTATTAGTGTTGTCGATATGTGTG 156

Ad06A19023 Aradu.A06 19023 p3 (AAT)17 51 105091684 105091734 CACACATATCGACAACACTAATAAAAA CGTCGTTATTGTCACACGGT 214
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Ad06A19024 Aradu.A06 19024 p2 (AT)7 14 105092560 105092573 GACACGTGGCACTTGACAT TTTGAGCATATAACTTTGTTTAGCTT 280

Ad06A19025 Aradu.A06 19025 p3 (ATA)19 57 105092841 105092897 TCTCAAATATATGAAACACACAAAAA TCACAAATTTTGCTTCAATTTCA 192

Ad06A19030 Aradu.A06 19030 p2 (AC)6 12 105097248 105097259 CACATGAGGATTGAGGACACA ATGCAAGACAAATGGTTCCC 127

Ad06A19031 Aradu.A06 19031 p3 (TGA)5 15 105102503 105102517 GTTGGTGGTGGTGTTGGTG AACGTTGAGGGTCTGAATCG 250

Ad06A19035 Aradu.A06 19035 c (TCA)6aatcgtcacaaaattgaactaagctctactaacatatttagtgttgattttga(T)1081 105118254 105118334 CATCCCATTGCTATCAACCC GGGAATATTCAATTTAGGAATGG 259

Ad06A19036 Aradu.A06 19036 c (T)10aaataaaaaataaaattt(G)14attgnnnnnnnnnngtacctgcgcccatgcgtctccctcatctgctcctgct(TC)7108 105121763 105121870 GGGAGGGGTTGGAAAAGATA TGGAATTGGAGTGGAAGGAG 232

Ad06A19043 Aradu.A06 19043 p2 (CT)12 24 105141023 105141046 CCTAAATTCGAATCGCGAAC CGAGAGCGACAAAAACACAA 199

Ad06A19045 Aradu.A06 19045 p4 (TTAA)5 20 105148160 105148179 GGCAATTTTACAATGTTTGTCATC AACTTTAGTCTTTGTTGTGGTCTCA 259

Ad06A19049 Aradu.A06 19049 p2 (AT)6 12 105160178 105160189 TTGCATCATGAGCTGCTTTC GGAAACAAGGAAAACTCTGGG 261

Ad06A19051 Aradu.A06 19051 p4 (AATA)5 20 105161362 105161381 TCCTTTCCTTCAAGTATCTGCAA CGGCCAGCATTAAACTTTTC 100

Ad06A19055 Aradu.A06 19055 p3 (ATA)6 18 105174489 105174506 CCCACAACCCGTTTATTCAC TTGTCACGGGTGAGTGTTCT 164

Ad06A19056 Aradu.A06 19056 c (TTA)16tc(ATT)7 71 105174660 105174730 AGAACACTCACCCGTGACAA CTGAACGATATTGGATGGTGA 193

Ad06A19057 Aradu.A06 19057 p3 (ATA)8 24 105177807 105177830 TGTCTCTCCCACAACCCTTT CACGAGTGAGTATTCTGAAGTTGC 163

Ad06A19058 Aradu.A06 19058 p3 (TTA)5 15 105177985 105177999 TGCAACTTCAGAATACTCACTCGT TCGAAACTTATCGATGAGCAA 236

Ad06A19065 Aradu.A06 19065 c (T)10aatcagctttagattaaatcctaaatctttagagaaaaaatacaattctac(A)1374 105194235 105194308 CATGGGTCATGGCCTAAATC TTTGTCTGCGGTTTGTACTTTT 189

Ad06A19066 Aradu.A06 19066 p4 (AATA)5 20 105196432 105196451 CGAAGCTCAGTATTTGTTCTCTCA GGGAGGCCAGCATTAAACTT 136

Ad06A19067 Aradu.A06 19067 p2 (AT)6 12 105196749 105196760 TGGCGTTAAAAGTAGGGAAA TGAAATTCTTTTCCCCATGC 175

Ad06A19069 Aradu.A06 19069 p3 (ATA)6 18 105199152 105199169 TAGCTTTTGGAGGGGAGTGA CGAGTGAGTATTCTGGAATCTGG 207

Ad06A19070 Aradu.A06 19070 c (ATT)5tcatgttgacaatacgtgggg(A)1147 105199779 105199825 TCACCATCCAATATCGCTCA ACCCAAGTCAATACGACCCA 233

Ad06A19072 Aradu.A06 19072 p2 (TA)11 22 105201930 105201951 TTCCGTCGGGATTATTTTTG TCAATCTTAGGCAGGGTGCT 176

Ad06A19081 Aradu.A06 19081 p3 (CAT)8 24 105231778 105231801 CACCACTACACTGCCACCAC CAAGGCTCAATCGTGAACAA 266

Ad06A19082 Aradu.A06 19082 p3 (CTT)5 15 105232216 105232230 TTTCTCCTCTTCCTCCTCGTC CAGTTCGAAAACAAGCACACA 268

Ad06A19083 Aradu.A06 19083 c (T)10(A)10 20 105233876 105233895 GGAGAAGAAGGAGAAGGAGGA TCTTCTTTGATGATGAACACATAAACT 211

Ad06A19090 Aradu.A06 19090 p2 (AT)11 22 105248131 105248152 TTGCGTGTATTTGACGCATT TTTGTCAAAAATACAAAAACTGCTG 279

Ad06A19094 Aradu.A06 19094 p3 (GAG)6 18 105257994 105258011 TATCATCCATGCCTATGCGA CCAGAGAGTCTAGGAGGCCA 278

Ad06A19095 Aradu.A06 19095 p3 (ATA)15 45 105259854 105259898 CTCTGGTTACCCACCGTAACA TCTCATTTTCACTCACTCATCTCA 260

Ad06A19098 Aradu.A06 19098 p3 (GCT)5 15 105266264 105266278 TGCATGCCATGATTTGAACT CTCGCTCAGTTACACCAGCA 110

Ad06A19100 Aradu.A06 19100 p2 (TG)11 22 105267865 105267886 GAACTTGTGGAGACATCGCA ATTCGGAGACCAACTCATGG 266

Ad06A19101 Aradu.A06 19101 c (GCT)5(GTT)5gctgctgctgctgggcctgcctctgcaacaggagctgttgcatctgcatgtggtgttgt(TGC)5104 105268303 105268406 CATTGGTACCCCCATTCAAG AACAACAGCAGCAGCAACAG 276

Ad06A19102 Aradu.A06 19102 p3 (GTA)6 18 105269366 105269383 TCAACAGCCAATCCATCTCA CTATTCGAGTGGTGGTCGGT 217

Ad06A19103 Aradu.A06 19103 p2 (GA)11 22 105270499 105270520 GGTTGCAGTTGCAAAGGACT ATGAGACGGGTTGATTTTCG 264

Ad06A19110 Aradu.A06 19110 c (A)11ttggtataagaactcaaataaaagggaaaaaagtgtagggactcaattaaaaaaaaatttgtgcaaggactcaatt(A)1097 105291755 105291851 TTTTAATTGGGTCCCTGCAC TTTGTTGGTCCTATAATTTCGTAAAA 228

Ad06A19113 Aradu.A06 19113 p4 (ATAA)5 20 105293934 105293953 CCATCCTTACTTCGGCATGA GAAAGTAGAAACCACCTTTTGTGA 270

Ad06A19118 Aradu.A06 19118 c (T)11atggagtcattttaaacattattttagtttggtttatgattttgatttctgtcctaattttcttaagggttcttataattttcttttccg(T)11112 105306556 105306667 AAGAAGCATAACTTGAATGTACGAA AACCAACATTACATCCTGGACC 226
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Ad06A19120 Aradu.A06 19120 c (ATA)5aaaataatttgatta(AAT)545 105314151 105314195 TTGCAGGATTTTTCAGAGCA TGAGTCCCCTTGGTCAATTC 201

Ad06A19121 Aradu.A06 19121 c (TAA)6aaaagaaaaata(T)11gctattcagtccctatgtgaaataatcttacttttgaatagagaagcttatac(T)10104 105315687 105315790 CATACATACATGACGTCAGCTTCA AAGAATGTAACCATCTCTTCTATTTTG 279

Ad06A19122 Aradu.A06 19122 p3 (AAG)7 21 105316716 105316736 GATAGACAGGCAGCTACGGC CCTCAATTACACCACACCCC 262

Ad06A19127 Aradu.A06 19127 p2 (AG)11 22 105324457 105324478 GAGGATCAAGCAATTGAAGCA CAATCAGCACTCCACATGTCA 279

Ad06A19128 Aradu.A06 19128 c (T)10catctaaa(TG)630 105327788 105327817 TGCTTCTTGTTCTCCTCCGT AACCCTATTTTCAACTCCATCA 256

Ad06A19129 Aradu.A06 19129 p2 (AT)9 18 105333732 105333749 ATTCACAAAAGGTCCCCCAC AGGTAGAAGCTCGTGTCCCA 243

Ad06A19130 Aradu.A06 19130 p2 (TA)6 12 105362731 105362742 TGAATGGTGTAAATCGAATCAA GATCCAAAGCTTCAACCGAA 269

Ad06A19131 Aradu.A06 19131 p2 (TG)7 14 105363725 105363738 GTTCGATCACTGGTTCGGTT TCGACCCTCTATATTGCACAAA 192

Ad06A19132 Aradu.A06 19132 p2 (AT)8 16 105369501 105369516 GGCAGATAAATGTAACAACCCG TCGGAAGTTTCACGGTTTTC 263

Ad06A19136 Aradu.A06 19136 p3 (TTG)9 27 105393345 105393371 ACATGACAGAGCACAATGGC ATGGATGGAAGCCAGAGATG 248

Ad06A19137 Aradu.A06 19137 c (TG)8tttgttttttg(T)1643 105396137 105396179 ATCCCAGAGATGCAATTTCG TCCACGTGTTCCTGCTAATG 259

Ad06A19145 Aradu.A06 19145 p3 (TTA)5 15 105413793 105413807 GAAATGGCCTTTTTGGATTTT TCCACGTTAATTGTTTGCGA 280

Ad06A19150 Aradu.A06 19150 p2 (TA)6 12 105427013 105427024 GGTTCAATTGGCTTTGTGCT CATTTCCCTTTAAAACCCATGA 236

Ad06A19151 Aradu.A06 19151 p4 (TATT)6 24 105428432 105428455 CATCCGATCCGCACATTT ATATCCGCGTATCCGCAA 268

Ad06A19158 Aradu.A06 19158 p3 (GCA)6 18 105433956 105433973 ATCACTTCCGGTCAGTACGC AGTTTTGAAGCTGAGGCGAA 237

Ad06A19160 Aradu.A06 19160 p2 (AG)6 12 105444112 105444123 TTTCCCTGACATCGTCCTTC AATAGAAGGGGCAGTTCGGT 172

Ad06A19164 Aradu.A06 19164 c (AC)10attgttgtaatctggattctctaacattgttacccttctgatcctcatgtgttgcaccatacatccctttcaagtatcgcgttattatcattc(TTAA)5133 105451121 105451253 TCACCCTCTTTCATTGCCTC TACGTGAATTATGAAGGCCC 212

Ad06A19165 Aradu.A06 19165 c (AC)10(AT)8 36 105452419 105452454 CCATATTGTTTTGAGAAAATGCC TTGAGAGTTGGAATATTGAAGCC 243

Ad06A19168 Aradu.A06 19168 p3 (AAT)5 15 105460628 105460642 GAGACATTTGGATGGAGGGA CAGGTTTACCGTATTTTGCTCTT 280

Ad06A19169 Aradu.A06 19169 p4 (TTTA)5 20 105461977 105461996 AGCACGAGTACCTCCCTGAA TCCCATCCATCTCAACAACA 147

Ad06A19171 Aradu.A06 19171 p3 (ATG)5 15 105467722 105467736 GGAATTAGTACTGGTGCGGC TCTGTGCCTTTGGAAGGTCT 207

Ad06A19174 Aradu.A06 19174 c (GT)8(GA)8 32 105472228 105472259 TCATCCCTTGCTGTTGTTGA TCCATCAGGTGAATGTCCAA 191

Ad06A19178 Aradu.A06 19178 p2 (AT)9 18 105478488 105478505 TTGAAAAGTCCGCTGTCTCTC AACGAGAACGGGTTCCACT 278

Ad06A19179 Aradu.A06 19179 p2 (TA)6 12 105481553 105481564 GTTGGGGACTAAAACGTCCA GCTCGGAGACACACTTGTCA 209

Ad06A19180 Aradu.A06 19180 p3 (TGT)5 15 105482399 105482413 TCGCTTCTGCTAACGGTTTT TCTCTCAACACCACCACTCG 202

Ad06A19183 Aradu.A06 19183 p4 (AGAA)5 20 105487904 105487923 AAGGACACAAGTTCGTTGGG CAATAAGGCTGTGCTAGGGC 147

Ad06A19185 Aradu.A06 19185 p2 (AT)11 22 105490568 105490589 GAATCAATCATTTTCACAAGTTCAA TGGAGAATTGGCATCATTCA 272

Ad06A19197 Aradu.A06 19197 p3 (TCT)11 33 105507557 105507589 TCAATACACACGAAATCGCC GAAGAAGAAGACGCTCCGTG 112

Ad06A19206 Aradu.A06 19206 p2 (TA)8 16 105521828 105521843 CGCGTATATGGAGACCCAGT TGACCCCCACTTTTTGAAAT 218

Ad06A19209 Aradu.A06 19209 p2 (AT)6 12 105527813 105527824 GCCGAGAGAAAAAGCAGAAA CTTTTGGTGGCCCCTACTTT 248

Ad06A19211 Aradu.A06 19211 p2 (AT)6 12 105549381 105549392 GAGCGTAGCTTCTGTTGGGT AAAATGTCTAGATTTGTTGTCCTCC 248

Ad06A19212 Aradu.A06 19212 p4 (TTAT)5 20 105553058 105553077 AAACGAAAATCATTGTGCCA TGATTAGTTTTAATTATTGTGGTCAAA 175

Ad06A19213 Aradu.A06 19213 p2 (AT)6 12 105553941 105553952 AATCAATGGTCGTGAGGCAT CTTCGCAGGTCAAGACTGGT 216

Ad06A19214 Aradu.A06 19214 p2 (TA)7 14 105556190 105556203 CATCCCCAAGCCTTATCTCA TGACGAGTACCTTAATCATGGC 240
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Ad06A19215 Aradu.A06 19215 c (T)10ccgtattaggaagcttttatg(T)1041 105557179 105557219 TTTTCGATAATTGGGAATGAAA TCTCTTGCTGGATTCCAAAG 197

Ad06A19216 Aradu.A06 19216 p2 (TA)6 12 105557537 105557548 CTTCCATGAATTGGCTTGGT TCCAATTTTTAGCCGGAATG 132

Ad06A19220 Aradu.A06 19220 c (T)10aagttgttgtgagcaaggatttgaaaaattattttgctgtgcttagactgatgattcatttaataataagaaatcaagaatgatataatataattattc(A)10119 105562929 105563047 TGTCATGTGATTGCAGCAGA AACCCACATGGCATCATTTA 268

Ad06A19223 Aradu.A06 19223 c (A)10caaagaataaacactctctaaatgacagtaaatacatcacaagtaaattaagataagcacaatgattaacaac(A)1093 105565231 105565323 TTCTTTGGTGTCTGAAAATAAGAGG TTGGCTTGTTCTTGCTTTTT 210

Ad06A19226 Aradu.A06 19226 p3 (ACA)6 18 105580363 105580380 GGCAATTAGAATCCTGGCAA TCGCAGGTAGCAGCACTAGA 243

Ad06A19227 Aradu.A06 19227 p3 (GAT)5 15 105581063 105581077 CTTCGTAACCCCTACCACCA TAACAACGCATTTCAGCAGC 253

Ad06A19231 Aradu.A06 19231 p2 (AT)6 12 105594730 105594741 TTTCACATTTTATGACATGATTTTCA GCGCTCATGATGTGTAATTGA 269

Ad06A19235 Aradu.A06 19235 c (A)14gggggacatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TAA)570 105613620 105613689 TTGGTCAAATATTAACGCCTCA ATTGCTGGTTTGGTTGCTTT 238

Ad06A19236 Aradu.A06 19236 p2 (TA)6 12 105613792 105613803 TGTCCATGTAAGCATTTGGTCT GGGTTGCATCAAGGAAAAGA 228

Ad06A19246 Aradu.A06 19246 p2 (TA)8 16 105661216 105661231 ACAGGAAGGAATTTGTCCCC TTTGAAAGATATAAAGATTTGAGGG 213

Ad06A19247 Aradu.A06 19247 p2 (TC)6 12 105661748 105661759 TTTTAAATCTCAACTCTGACCGTTT CTGAAGTGTTCCTTCGCCTC 170

Ad06A19248 Aradu.A06 19248 p2 (TC)8 16 105665140 105665155 TAACAGTGATTCGTTGCCCA TTCGAATTAAGCCATGGAGG 258

Ad06A19250 Aradu.A06 19250 p2 (GA)6 12 105667171 105667182 CGTGGATATTGCAGTGTTGG CTCCCCCATTTCGAATTTCT 255

Ad06A19253 Aradu.A06 19253 p6 (CTACTT)5 30 105679681 105679710 CACCCATCAAGGGCTATTTG GGAGTGAAGGGCATGTTGTT 125

Ad06A19254 Aradu.A06 19254 c (TTA)16(TTG)5 63 105680353 105680415 CGGAATCATAAAAAGCACTCC AAATTTGGTTATTGACGGCCT 262

Ad06A19255 Aradu.A06 19255 p3 (AGA)5 15 105681625 105681639 GCAACATCTCTGATCTGGCA TCCCTCCCTTTTTGTAACCC 228

Ad06A19259 Aradu.A06 19259 p2 (AT)8 16 105687582 105687597 AAACGGAAGATCATTAGACCCTT TGTCTAACTCATGAGCCATGTAA 166

Ad06A19268 Aradu.A06 19268 p3 (TCT)7 21 105718390 105718410 GCCGAAGAAGTTGCATTGTT TCGCGGAGAACAGAGATTTT 177

Ad06A19269 Aradu.A06 19269 p3 (TTA)5 15 105718529 105718543 AAAATCTCTGTTCTCCGCGA CGGCCCAAATATGAGAAGAA 222

Ad06A19271 Aradu.A06 19271 p2 (AT)8 16 105728091 105728106 GCAACATAAATATAATGCAGTAAAGGA TTGTGTAGTGTTCTGATTTCTCATGT 242

Ad06A19273 Aradu.A06 19273 c (A)10gaaaaaaagcaaacaacaacacttatttttgttgctctgattgggatttgtttgtc(TA)678 105729050 105729127 TCGTGCACGTGAAGAACTTT GCAATTGCATGGTGATTGAG 245

Ad06A19276 Aradu.A06 19276 c (A)10caataaaaatcgagaataacgaagaaataaaatagagagaaaacacgtaaatgaaaaaggagaaagagatcagaagacaaaaaacgaaataaaagag(GAA)5cgtgcagt(AAG)6148 105730964 105731111 TTCCTCATCTTCTTCTGCTGC ACGCGCTTTGAATCGTTACT 242

Ad06A19281 Aradu.A06 19281 c (TA)6ataatattatatgttgtattgtgtatatatatacaaagataagaaaaagtattaaaaataa(AG)685 105737873 105737957 TCTCGTGCTGATAACGTGTTG TGAGATAGTAACAATAAACAAATGCAA 212

Ad06A19294 Aradu.A06 19294 p2 (CT)7 14 105773057 105773070 GTGTTAAATGGGAAAGGCGA TCTCTGATGTGTTGAGCACTTG 139

Ad06A19299 Aradu.A06 19299 p2 (GA)7 14 105787267 105787280 GCGCATACTCATCACTGGAA GACCATGTTTGGGAGGTTTG 256

Ad06A19300 Aradu.A06 19300 p4 (TAAA)5 20 105787812 105787831 CCCTAAGGTCATTGAGGCAA GCACGCTTCACGTTTGAGTA 201

Ad06A19303 Aradu.A06 19303 p2 (AG)6 12 105804805 105804816 CACGATTGTGTATTTCTGTGTCC ACCGCCATAACTTCCCTCTT 195

Ad06A19304 Aradu.A06 19304 p3 (TAA)5 15 105805915 105805929 CAAAGCGAAGAAAAGAAACAAAA TGTCACCACCCTCTTCTTCC 208

Ad06A19307 Aradu.A06 19307 p3 (ACC)5 15 105839241 105839255 TGAGACCGCAACAAAACAAG CGTCAGTCGTCACTCTCTCG 233

Ad06A19312 Aradu.A06 19312 p3 (AAT)19 57 105848811 105848867 GGTTGAGATGTCATCATTGGG TGCGATAATGTGTATGGACTAACC 263

Ad06A19313 Aradu.A06 19313 p2 (TC)6 12 105852731 105852742 AAGAGCCACTCTCCCCTCTC TAGCTTGGATGCTATGGGGA 178

Ad06A19315 Aradu.A06 19315 p3 (TTG)7 21 105862778 105862798 ACATGACAGAGCACAATGGC AGCCTCAATTTGTTTTATTCCA 261

Ad06A19321 Aradu.A06 19321 c (A)10gaaaaaaagaatgaaaaaattaaacaactaaaaaaaaatacatatacaggaaaatcactaaaaagaggag(A)1090 105872363 105872452 TCGTTTTTCACCCTCTTAAACAA TGTATCTCTCGTTTCTCTCGTTTTT 258

Ad06A19325 Aradu.A06 19325 p2 (AT)8 16 105884686 105884701 GATCCTGCTATGATGCGTGA GCCGAGGAGGAACCTAAAAC 242
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Ad06A19330 Aradu.A06 19330 p2 (CT)6 12 105900948 105900959 TGTGCAGTTTCAGCTTCTTCA TGCCTGCTAGCCCAATAGTT 222

Ad06A19331 Aradu.A06 19331 p2 (CT)6 12 105905343 105905354 TGTGCAGTTTCAGCTTCTTCA TGCATCTAAAACCATTGACTGC 213

Ad06A19334 Aradu.A06 19334 p3 (ATA)9 27 105911709 105911735 TGCATATATGAGCCTTTGTTTTC TTTTCGGGAATCATTCTCCTT 274

Ad06A19338 Aradu.A06 19338 p2 (TA)7 14 105923522 105923535 CGCCTCGGTTGGATTAAGT CGGTCGAATTTTCTTTCTCC 243

Ad06A19339 Aradu.A06 19339 c (A)12gtttaaaaaccaacacttaaccac(A)1046 105924204 105924249 TTCTTTCTTGACACACTCTAACACA GGGTTTTTACTTCTTAGTGACGGA 239

Ad06A19351 Aradu.A06 19351 p2 (TC)11 22 105966095 105966116 TACATTGCATGTGCCAACAA TTGGTTTGAGAAAGGGAAGG 129

Ad06A19356 Aradu.A06 19356 c (T)10gtctttggttgattaaatattggatgacaatgggttagatgaagaatttgtatgctgaaa(T)1080 105976765 105976844 AACATTTCATGGAACAACTCACA TGAATTGATTCGAGTTCACAAA 272

Ad06A19362 Aradu.A06 19362 c (A)10gaggtgaagaagaaagattgca(AG)6ggagagagagaa(AG)668 105984451 105984518 CGATCAGAAGATCCACCACA GCGACTTCACTCGCTATTGG 263

Ad06A19366 Aradu.A06 19366 p2 (AT)9 18 105990085 105990102 TTGAAGAAGGAAGAAAAAGTGAAAA TCCAAAATTAACGATCTTTCTCG 228

Ad06A19368 Aradu.A06 19368 c (T)10aattttaataaggaaatgtcatgtgaaatattttgattattaaattaattagta(AT)778 105997371 105997448 TATATTCTAAAATCAATCTTATCGCAA TCCCCTCCTCTCTCTCTTTTT 280

Ad06A19374 Aradu.A06 19374 p3 (TGC)5 15 106016177 106016191 CTTAATCCGATGCTTGCACA AGCAGTTGCAGTGGTCTGAG 261

Ad06A19376 Aradu.A06 19376 p3 (AAT)5 15 106021898 106021912 AACTTGTGTCTAAGGGCACCA AAATGAAGAGAGAAGGAACCATTG 224

Ad06A19380 Aradu.A06 19380 p3 (CTT)9 27 106027420 106027446 GGAACTTTTGGAACCGACAA GTCCAAGTTGAAAACCGCAT 256

Ad06A19383 Aradu.A06 19383 p2 (CA)6 12 106040791 106040802 TGGTGGGCTACCATTTGATT TTTAACGTGCAACAAGCCAC 266

Ad06A19385 Aradu.A06 19385 p3 (ATA)18 54 106049145 106049198 TCAACTAATGAAAGTAAGGCATCAA TTTTTAAAATACAATGCATGTACCA 269

Ad06A19387 Aradu.A06 19387 p4 (TTTA)6 24 106053807 106053830 AGTGAGCATGATTGCGTGAA AGGCATGCACTATGAGATGAA 230

Ad06A19390 Aradu.A06 19390 p2 (TG)9 18 106057446 106057463 ACAAACCCAAAACAGTCCCA TGATCCCATACCTGCAAACA 115

Ad06A19393 Aradu.A06 19393 p2 (AG)17 34 106063355 106063388 ATCCGAAAGCGAAACTCTCA TTGTTGTTTCAAGAGCGTGG 258

Ad06A19398 Aradu.A06 19398 p3 (TAT)5 15 106084688 106084702 TTGAGAGGATAGGAAACGGG TCAGCCTTGTTTTCCTCACA 276

Ad06A19406 Aradu.A06 19406 p3 (AAT)5 15 106105649 106105663 TCACTTCCCCAAACAAGGTC ATTACCGGCAACAATGGAAA 279

Ad06A19408 Aradu.A06 19408 c (A)10gcccaaataattcaaacttgctttatttagcctttat(A)1259 106107316 106107374 GGTGGCTACAGGTGGAACTC AAACGTCTTTAGTCAAAAACGGA 279

Ad06A19410 Aradu.A06 19410 p2 (TC)6 12 106108666 106108677 TGCAAACCAAATAGAATTACAACA TCACAAAAGTTAATGGCCCC 217

Ad06A19411 Aradu.A06 19411 p2 (TA)6 12 106110312 106110323 GCATGAAAGGTTATGCAAAAATC TTGACACCATTAATCTCACGC 265

Ad06A19412 Aradu.A06 19412 p3 (AAC)5 15 106116031 106116045 CTCGCTTTATGCATTGCTCA CCATGAGTCTCACTCAGCCA 204

Ad06A19414 Aradu.A06 19414 p3 (TGG)5 15 106136934 106136948 AAGACATCAGCACAAACCCC AGCAAGCTTTCTGCCACAAT 176

Ad06A19415 Aradu.A06 19415 c (A)11gaggaagaataagaggaggagtaagaagaggtggtgttgatgactacaataacg(A)1075 106140624 106140698 AATCAATTTCGTTCTGGTTCAA AAAATTATTCTCCACGTAGAAACG 279

Ad06A19419 Aradu.A06 19419 p3 (TTA)5 15 106151669 106151683 AAGGAATGTCTGGGTCATGG CATCGATTTTGATTGAGGTTGA 261

Ad06A19422 Aradu.A06 19422 p3 (TCT)5 15 106154097 106154111 AAATGCACCAAGTTGATCCC AACCATCTTCCAACCAGCAG 280

Ad06A19424 Aradu.A06 19424 p2 (AT)6 12 106158530 106158541 TCTCTCTCGCCTCTCATTCC TTAATAGTATGGGCTTGGGCT 229

Ad06A19425 Aradu.A06 19425 p3 (TAA)6 18 106162916 106162933 CCAAATGTTGGGGACAAAAA AGCAGCGACAACTGTAGCAA 237

Ad06A19426 Aradu.A06 19426 p3 (TGA)6 18 106163287 106163304 TTTGAGTTTCGAGTTATGGGC GCAGAAGCTGAACCAGAAGC 264

Ad06A19429 Aradu.A06 19429 p3 (TAA)5 15 106172410 106172424 CTTCACTCTCCGCTGATTCC TTGTGAAGTTGACAGCGAGG 180

Ad06A19430 Aradu.A06 19430 p3 (TTC)6 18 106181491 106181508 ACTTATGGCTAGGGTTGGGG AAGACGAAGAGGGCTGAACA 211

Ad06A19438 Aradu.A06 19438 p2 (AT)10 20 106196681 106196700 TGCTCAAATAAGCATGGCAA GGAGAAGTTGCAAAATGGGA 279
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Ad06A19439 Aradu.A06 19439 p3 (ATA)5 15 106203687 106203701 TGCTTTTGTTTGATAATGGAAGG TCGAGTAATCAATTCATTCGTCTATT 256

Ad06A19440 Aradu.A06 19440 p2 (TA)7 14 106204394 106204407 ACTCTATCCGATCCTACCTACAGA TGCTCTATTCTATCCGCACTCC 280

Ad06A19443 Aradu.A06 19443 p4 (TATT)5 20 106206986 106207005 GATTCAATCCGATTTCGAATAA AGCGGTCTTCGTGGATTAGA 277

Ad06A19447 Aradu.A06 19447 p3 (ATC)5 15 106224988 106225002 TCCAAAAATTTCATCTTAAATCATAC TTGATGTACCCTTTGGGAGC 252

Ad06A19449 Aradu.A06 19449 p2 (GA)6 12 106227189 106227200 GCAGAACACATGCGATCAAT ACTTTTGCAACCACCGTAGG 159

Ad06A19450 Aradu.A06 19450 p2 (GA)9 18 106227512 106227529 CGCCAGCTCTTCTTCAACTT AAATTTTTCGGCGAGAATCA 246

Ad06A19452 Aradu.A06 19452 p3 (ACC)5 15 106230360 106230374 AACAGCAACACCCACATTCA CTGCATTTGCTTCATCGAAA 171

Ad06A19455 Aradu.A06 19455 p2 (TA)7 14 106233117 106233130 ATCCTTGTTGGATGTCACGG CGAGACAACTGCGATGAGAC 250

Ad06A19456 Aradu.A06 19456 p2 (TA)6 12 106237846 106237857 AACTTGTCCTAGAAAAAGAATCACA TTGTTTCGGGTACACAACGA 262

Ad06A19458 Aradu.A06 19458 c (T)11cataaggaatcactgttgagtggagcactggagcgggaaagtg(T)1165 106240087 106240151 TACAGCATTGCAAGTCAGGG ACAGGTCAATCTGTAGGCCG 214

Ad06A19460 Aradu.A06 19460 c (T)11aaccaaaatcgtcttatctttgataaaaaattgaacaaaaattaagttggatgtttactctcactta(AT)690 106242019 106242108 AGAGTGATCGTGTTGTCTCAAAA AAAAACACGCATACAAAATTACCA 264

Ad06A19465 Aradu.A06 19465 p2 (TA)10 20 106249301 106249320 GGTATTTGTGGGGTTTGTGC GAAACAGCATGGAAAGGGAA 267

Ad06A19466 Aradu.A06 19466 p2 (AT)9 18 106251515 106251532 TCACTTGCAAAACATAGTTACCAAA AGGGCATAACATCAGCCAAT 202

Ad06A19467 Aradu.A06 19467 p2 (AC)8 16 106256314 106256329 CATGTATCAAATGGGCCTTGT AGCAACACCTTTTGGGACAC 209

Ad06A19469 Aradu.A06 19469 c (GGA)6aaagaaagaaggaaataaaaaaaattcaaaaa(AGG)565 106261438 106261502 AAAAACAGCTGATCGTGCCT TTGTTGTCACCACCACCACT 149

Ad06A19470 Aradu.A06 19470 c (GAG)6atggagatggtggcgtggtaatggtgacaacgataaaatgaaagagaaagatgaggaaaaaagagg(AGA)6102 106261835 106261936 TGATGATGGAGGAGGAAGAAA ACCCTTGATGCTTGCTTGTT 186

Ad06A19473 Aradu.A06 19473 p3 (TAT)14 42 106275351 106275392 TGAAGTTAGGTGGACAATGTTTG TGGCAAGTTGTTACGTTAATGG 128

Ad06A19474 Aradu.A06 19474 c (TTC)8g(T)11 36 106280216 106280251 CATATGGGCCTTTTAATGCG AGCGCTTTGAAAACAGGAAA 125

Ad06A19475 Aradu.A06 19475 c (A)10tgagaaaacagagagaaaagaacgtaaat(GAA)5gaggaagacgaggaagaagaacgtgcagaaacgaaagaa(AAG)6agtaagaggaagaaaaacgtgcagc(AAG)5151 106280782 106280932 TCAAAAACGATTTCACCATGA CAAAACGCGCTTCGAACTAT 258

Ad06A19480 Aradu.A06 19480 p3 (GTT)6 18 106286913 106286930 TTAGGAATTAGGAATTCGGGA GAGGTTGATGAATTATTTTGGGA 245

Ad06A19481 Aradu.A06 19481 p2 (AT)7 14 106289453 106289466 AAAGAAGGTAAGGGTCCCCA GAGGGTGAGAGAGAGAGGGG 187

Ad06A19483 Aradu.A06 19483 p2 (TA)7 14 106290558 106290571 TGCATCTAAATATTTTATCAACACATC TTTTCTTTCTTTGTCATTTTAGGC 233

Ad06A19484 Aradu.A06 19484 c (T)10at(A)10 22 106299730 106299751 CTTGGAAAGGGGAAGAAAGG CCAGTCTGGGTAAGGTCGAA 257

Ad06A19487 Aradu.A06 19487 c (GTG)5gcagtggtggggaaaagatgagaacatt(GA)1573 106306689 106306761 TCTACGACGCGAAAAGAGGT CTATCATCTCCTCCCCTCCC 268

Ad06A19491 Aradu.A06 19491 c (TA)6aa(AC)9(AT)10tcccatctcaaccaccacacacacgaaatggactttatccatttcaaaacttgcatccacgaaatggatgaaccttggaaaggggcacatgttaatt(A)11160 106315479 106315638 GAGGCACCATTAACAGCCAC ATTTAAGGTGGTGCAAGTCG 223

Ad06A19493 Aradu.A06 19493 p3 (GAG)5 15 106317069 106317083 CTGGAGGGAGAGACGAGCTA GAAACAATTTTCCACCGCAC 161

Ad06A19496 Aradu.A06 19496 p2 (TA)6 12 106323263 106323274 TGAGCTTTAACCCTACCCGA ACCCTATCCGCGGGTTACTA 245

Ad06A19499 Aradu.A06 19499 p2 (GA)6 12 106326511 106326522 TCAGGGAAGGAACAAATGAGA CAATTCCCCCAAATCGTAGT 267

Ad06A19504 Aradu.A06 19504 p3 (GCC)7 21 106338835 106338855 AACGAACAGGATCTTGCCAC GAAGATCCAAATCCAGCCAA 220

Ad06A19505 Aradu.A06 19505 p3 (TAT)6 18 106339847 106339864 TGCATTGGACCATTATCCTCT GGAGGGATGAATGAAGGACA 280

Ad06A19506 Aradu.A06 19506 p3 (GCC)6 18 106342149 106342166 AACGAACAGGATCTTGCCAC TAGCCATTAATGCCCCTTTG 201

Ad06A19508 Aradu.A06 19508 c (ATA)5atnnnnnnnnnnnnnnnnnnnnnnnnnnnnag(ATA)1592 106345284 106345375 CCAAACACATCCTACACAGTGG TTCCATCATATCATAACTCTCTTTTTC 275

Ad06A19510 Aradu.A06 19510 p3 (AAT)5 15 106358388 106358402 TCTCCGTTGAAGTTACACACAAG CACGTAAACAAGAACGGATGG 259

Ad06A19511 Aradu.A06 19511 p3 (CTC)5 15 106359203 106359217 TTGTGCTTTTATGTCAGGCAG AATAAAAGCCCCACCACCTC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A19516 Aradu.A06 19516 p2 (AT)6 12 106369723 106369734 TGGTCCCTACAAATCAATCCA CCAATTCAATTCAATATCACGC 255

Ad06A19518 Aradu.A06 19518 p3 (GGA)5 15 106374351 106374365 GCTTAGCGAGGTAATGCAGG CCGCAACTCTTCAACAACCT 191

Ad06A19527 Aradu.A06 19527 p3 (TTG)6 18 106398149 106398166 AATGGCGTCGTTTGATTCAT GCTGAAGTCCATGTCTAGGTCA 278

Ad06A19528 Aradu.A06 19528 c (TA)6(AT)9acacacataaatcataattatattaggtattattaccagaggaaccttattaattcatgacaggggaaaatccatt(A)11117 106401182 106401298 ACTTGTGTTTTTCGATGGGC CTGCACTTCATGGTGTTGGT 271

Ad06A19529 Aradu.A06 19529 p4 (TTTA)5 20 106404049 106404068 TGTCAATTATATCTTGTTTGTTTGTG CATTGTCCAAACTCCAACCA 279

Ad06A19531 Aradu.A06 19531 p3 (ATC)6 18 106408020 106408037 ACACCTCCCCACCAACAATA ACTTTGGCGTCCTAGACGTG 275

Ad06A19532 Aradu.A06 19532 c* (ACAT)16(AT)6* 74 106408963 106409036 TTGTTTCAACCCCTCAAAGG GAGTGAAACTCATGAGAGAGGGA 208

Ad06A19533 Aradu.A06 19533 p3 (TAA)12 36 106410204 106410239 CGCCAAAATGAATGCACTA CCCTAAAATTAATAACCGGTGTCA 280

Ad06A19534 Aradu.A06 19534 p3 (TAA)13 39 106412843 106412881 AATCTTATCACGTGCATGGC ACCCCTGCAACAACCATAAC 198

Ad06A19536 Aradu.A06 19536 p3 (CAT)5 15 106431886 106431900 AAACCAGCCTCCAGTGAAGA TTGAAGGGCTCTTAGAAGGTG 163

Ad06A19545 Aradu.A06 19545 p2 (AG)6 12 106455686 106455697 GTGGAGCATTCTGTGCTTGA CGGCATGGAAAGAGAGAGAC 235

Ad06A19549 Aradu.A06 19549 p3 (TAT)6 18 106468238 106468255 AATAACCGGTGCCATTATCA TCAATCTTATTACGTGCATGGC 245

Ad06A19552 Aradu.A06 19552 p3 (TTA)8 24 106475884 106475907 CGTGCCATGTTGTGTTTTTC AATCGTTGACTTAGACACAATTTTT 213

Ad06A19556 Aradu.A06 19556 c (T)10aatttgccaaaacgatgtcgttttgagttttcag(A)1155 106487509 106487563 ATCTCTGCCACCTTTTCCAA GGAATGGGGATGAGGGTATT 278

Ad06A19557 Aradu.A06 19557 p2 (GA)6 12 106503098 106503109 GGATTGTTGGTGGGTTCCTA GCTCTTTTCCCCCAATTTTC 184

Ad06A19562 Aradu.A06 19562 p2 (AT)8 16 106568899 106568914 CATGAAAAATAAGTTAAAAATCCATGT ATATGAATTTTTGTTTCGCACA 271

Ad06A19564 Aradu.A06 19564 p3 (AAT)5 15 106570882 106570896 GCGGAAAATCTTTCGTACCAT TGTCTTTTACACGGACCACG 195

Ad06A19565 Aradu.A06 19565 p5 (TTTTA)5 25 106574139 106574163 TTGGGGAATGAAAGACTTGG TTGATAGCTCCTTTGTGGGG 211

Ad06A19569 Aradu.A06 19569 p3 (AGA)6 18 106591395 106591412 TTCGTGGGTAGTCTCGATCC GAACCCCGGCACTAACAGTA 207

Ad06A19575 Aradu.A06 19575 p2 (AT)9 18 106601172 106601189 CAATATGTTGCAGCAGTGCC TTGGCAACATGTTAAATAGAAGAA 204

Ad06A19579 Aradu.A06 19579 p3 (TAA)5 15 106613089 106613103 CGTGGAAATTCCTCACCCTA AAAAATTGCTGGCCCCTAAC 280

Ad06A19583 Aradu.A06 19583 p2 (AG)6 12 106619008 106619019 AGAGAGGGTTGTGGTTGTGG CATCCATTTGTCTCTCCGGT 158

Ad06A19584 Aradu.A06 19584 p2 (AT)6 12 106624451 106624462 ATTTCCGGCACAATTTTTCA TTCAATTGAGGTAATATGTCTTTTCTG 273

Ad06A19585 Aradu.A06 19585 p2 (AG)12 24 106629174 106629197 TGAGGGAGAGTAGAAGTTTGGG AACTCCCAACTCCCTTTATCA 169

Ad06A19586 Aradu.A06 19586 p3 (GAA)5 15 106630906 106630920 GACCTGGCTGGGTCTAAACA TGATGCATAACCAACAATGGA 236

Ad06A19589 Aradu.A06 19589 p3 (TTA)5 15 106641460 106641474 GAGCGAAAGGAATGGACAAG TGCCTCATGACCTCATGTTC 269

Ad06A19591 Aradu.A06 19591 c (AG)7aaaaaagtgc(A)1337 106644493 106644529 TGTCAGACGAAAAACTGCAAA ATGCTTTTGGTTTCAAAGCG 116

Ad06A19593 Aradu.A06 19593 p4 (TATG)6 24 106664140 106664163 TGGAAGGATCAACAGAAGCC GGAGGACCTTGCTTCAGTCA 204

Ad06A19597 Aradu.A06 19597 c (ATTT)5acatgtcaagagtttaaattggtagtttattttttc(T)1268 106669706 106669773 CCCAGCAATAAGTGGGTTGT TTCTCACGTTTCATTGCTTTG 262

Ad06A19601 Aradu.A06 19601 c (T)10ctttc(T)10 25 106681193 106681217 TTTGGTACGCGTTTTTGTCA AAAATTTTTGGCGTTATTCACA 246

Ad06A19606 Aradu.A06 19606 p5 (TTTTA)5 25 106686841 106686865 TCACAGAGCTGTTGGGATTG ACCAGGCATTGGAGGACATA 246

Ad06A19614 Aradu.A06 19614 p2 (GA)6 12 106694262 106694273 CCTTAGGGACATTTCGGTCA CTACGACTCCGCTTTCTTGG 226

Ad06A19615 Aradu.A06 19615 p2 (AT)8 16 106695724 106695739 TTTTTGACGTGGTCATATTTCA TTGGATTAAGGAAGTTGCATTG 171

Ad06A19619 Aradu.A06 19619 p3 (ATC)6 18 106700014 106700031 TTCATTCGTTTTCCTCCTCC GATTGCGATACGCAAACTCA 219
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Ad06A19628 Aradu.A06 19628 c (TAAC)5(TA)10 40 106725068 106725107 CGGACACTCCTAAACCTCCA TTCAAAATTCTGTTAGTTTGTTTTGC 251

Ad06A19629 Aradu.A06 19629 p2 (AT)9 18 106725928 106725945 CATCCCTTTCCACACCATCT AAGAGTGCATTTGATTTGTTTTT 277

Ad06A19633 Aradu.A06 19633 p3 (ATA)5 15 106728504 106728518 ATTTGAGCTTGTGGAGGCTG CCAATCTTGTTTTCCCGAGT 245

Ad06A19639 Aradu.A06 19639 c (A)14catatggtaattgcatgaaattagactg(ATA)1484 106745325 106745408 CCTGCTCCTTCTTATGACATTTCT TGCCCTGCTTTTCATTCTCT 228

Ad06A19641 Aradu.A06 19641 p2 (AT)8 16 106751503 106751518 TGCAGTTCTATGGTCCATGC TGCAATGTTTGTGGCTAATTTC 243

Ad06A19652 Aradu.A06 19652 p4 (TTTA)5 20 106775222 106775241 AAACACAAAACATACTCTCTCTCCAA TTGTCTTTAGTGCCCCATGC 239

Ad06A19656 Aradu.A06 19656 p2 (TA)6 12 106780553 106780564 GTTTGTTTGCTCAAAACGGG TCATGCACCAAATTAAATGGA 256

Ad06A19657 Aradu.A06 19657 c (GA)7gggaggttgtgggttacgccgttagggtttgcgtgagggagaggatctgaggagacaacttttatacgctaaatttc(T)10101 106783693 106783793 GAGTTCGACGGTGGTAGAGG TCCTCTAGTTGGTCCGGTTG 273

Ad06A19663 Aradu.A06 19663 p3 (AGG)5 15 106795741 106795755 TTGGTGCATTTTGGATTTGA TGAATTTCTTCAATCTCCTCCC 261

Ad06A19664 Aradu.A06 19664 p3 (AGA)5 15 106795871 106795885 AGGGGGAGGAGATTGAAGAA TCAGTCCAAAATGCATCGAA 260

Ad06A19665 Aradu.A06 19665 p3 (ATA)16 48 106799546 106799593 GCCAATGTAATTGGACTTGGTT AAATTTGTTCTAATTTGGCCTGA 241

Ad06A19675 Aradu.A06 19675 c (A)12tttcccctccatcaactcggaccctccgatttcttaagccaacg(A)1066 106818251 106818316 AAATCGGACCATGCGATTAC GGCACAGCAAATCGGTAAAT 243

Ad06A19677 Aradu.A06 19677 p3 (AGA)5 15 106820766 106820780 GCAGAAGAAGAACAGGCAGAA TTTGAGGAGGTTAACGGTGG 155

Ad06A19678 Aradu.A06 19678 p2 (CT)6 12 106825608 106825619 TGTTGAGAGTTGAAACCATATTACG GTGGAAGCATGAAAGGAAGG 279

Ad06A19683 Aradu.A06 19683 p3 (TTA)5 15 106828807 106828821 CGTCATTAACGAAAATGCTGA CCCTCCAAAATTACATCCGA 259

Ad06A19685 Aradu.A06 19685 p2 (AT)6 12 106830277 106830288 TCAATTGACAGTAACCAAATTGA TGAATTCATTTTACGCTTCTCTT 144

Ad06A19686 Aradu.A06 19686 p3 (TTA)5 15 106838194 106838208 GGCCAAGCCAATAAGCATAA GTTACGTTACGCACATCCCC 231

Ad06A19693 Aradu.A06 19693 c* (A)10(AG)11* 31 106847461 106847491 ATTTTGGTGCCTTTTGCATC AAATCAACACAAGTTGGCCC 247

Ad06A19695 Aradu.A06 19695 p3 (ATA)5 15 106851176 106851190 GGTGTGGACAAAGAAATAGTCTCA AGTGGGTTAGGAACTGGATAATACT 280

Ad06A19696 Aradu.A06 19696 p3 (ATA)7 21 106851331 106851351 TTTTCTTCATTCTTTTTCTTTCATCA GCTAGTGGGTTAGGAACTGGA 253

Ad06A19702 Aradu.A06 19702 p4 (CATA)5 20 106858313 106858332 GGACAAATGGCCGACAAATA AAACCCCTTTTAAATGCATGA 266

Ad06A19704 Aradu.A06 19704 c (TA)6tttatacacaaatacattgataattgattttagtgactaattttaatacataaatag(T)1079 106864170 106864248 TCAGCCGCTAAAATTAGTTATCA CGATAAAAATGCGGTTCCAC 249

Ad06A19705 Aradu.A06 19705 c (T)10ctgcttcatttcattgtgttaagcattctttgttt(A)1358 106867361 106867418 TGGTATTGATTCGTTTGGTTATTG TGCATTGATGTATTACTGCTTTCA 224

Ad06A19708 Aradu.A06 19708 p2 (TA)6 12 106877989 106878000 AAACTTTTATCGGACAAGTGGTG TGAATAATATGGCGATGGCA 256

Ad06A19709 Aradu.A06 19709 p3 (CTT)5 15 106880037 106880051 ACTTTTGTCCGTATCATTGTCA GAAAGAAGAGGAGGGGGATG 223

Ad06A19712 Aradu.A06 19712 p3 (AAT)5 15 106887913 106887927 CTTTACCCCCACAAAAGCAA CCACTTTTGCAAGGTCCATT 127

Ad06A19713 Aradu.A06 19713 p2 (GA)13 26 106888141 106888166 AATGGACCTTGCAAAAGTGG TCACTGCTAAGCTAGCCCTTTC 251

Ad06A19714 Aradu.A06 19714 p3 (AAG)5 15 106888444 106888458 GCAACTCGAAGAAATGCAAG ACAGTCCGCTACCACCACTC 265

Ad06A19715 Aradu.A06 19715 p2 (GA)6 12 106888688 106888699 GAGTGGTGGTAGCGGACTGT ATCAGACTACGTTTTGGCGG 242

Ad06A19717 Aradu.A06 19717 c (T)10gtgactaa(T)1028 106889399 106889426 CGAGTCCTGATCCATTCAAG TGGTTTAATCAGTGGCCTACC 280

Ad06A19720 Aradu.A06 19720 p2 (CT)6 12 106907007 106907018 TCCCATTTCGGATAGAGCAG ATCTCACACCACAAGCAACG 266

Ad06A19722 Aradu.A06 19722 p3 (TAA)6 18 106909954 106909971 TGCACCATTATTCCAAGCAA GGACGCGCTTGAAAGATAAG 171

Ad06A19723 Aradu.A06 19723 p3 (GAG)6 18 106911395 106911412 ACCACGAAAATCCTGATTCG AGCTGAGTTTCCATCCCCTT 266

Ad06A19725 Aradu.A06 19725 p2 (AT)7 14 106915240 106915253 TCGCAGTTGATTGAAGTGAAA CAAAAGCGTTGAGAAAATTCG 267
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Ad06A19727 Aradu.A06 19727 p3 (GGT)5 15 106917614 106917628 AGCTCGGACATTACGACGAC TGTACCCTCGCCTTTATCTTG 259

Ad06A19730 Aradu.A06 19730 p3 (ATT)9 27 106923494 106923520 CTGAGCAACAATCAAAGGCA GGTGCTGGAAGGTTGATGAT 240

Ad06A19741 Aradu.A06 19741 c (CTT)5ttaattgtttgaatttatttttctttttctgtgtatcactgtattgattgagttgttatgtgtcattttcaatgtcaacgt(TC)7110 106958569 106958678 TTGCTTAACCTTGGAATCGG TGACCGCAGAATGAAAACTG 257

Ad06A19747 Aradu.A06 19747 p3 (GTG)6 18 106979654 106979671 TGATTCCCCTCTTTTTCGTG GGACTCTATCAGGCAGACGC 117

Ad06A19751 Aradu.A06 19751 p2 (CT)6 12 106985456 106985467 AGCCTCCAAGCAGTCGTTTA ATAAAAAGCCGGACCGAACT 178

Ad06A19761 Aradu.A06 19761 p3 (ATT)5 15 107017409 107017423 TGAACGCCATACAGATGCTC ATGAGAGCCCACTGTCAAGC 202

Ad06A19762 Aradu.A06 19762 p2 (GA)6 12 107018254 107018265 CCGAAACCAAACAAACCCTA AATTCAACAACCGACGAAGG 278

Ad06A19764 Aradu.A06 19764 p2 (AT)8 16 107021278 107021293 AAGTTATGCGGAGAGAACGC GGCGTCTGAACTCTTGAAGC 100

Ad06A19775 Aradu.A06 19775 p3 (CTT)6 18 107062527 107062544 AACCTGTCTCAACACGAGGG AGAGGAGAGTGGGAACACGA 184

Ad06A19781 Aradu.A06 19781 p2 (TA)7 14 107085367 107085380 ACGGTACTCCAAAAGTACTCTCA AGCGAGGGAGACTGATGAAA 255

Ad06A19782 Aradu.A06 19782 p3 (TAT)5 15 107087081 107087095 CACGGTCACTCTCATTCTTCA AAATTAGAAAGATAAGCGGTGAAA 177

Ad06A19788 Aradu.A06 19788 p3 (TCT)6 18 107104596 107104613 CTTGTCAGTGTCGCCAACAT CACCATCTGCACCACATTTC 192

Ad06A19790 Aradu.A06 19790 c (ATT)5(GTT)6 33 107111988 107112020 GCTTTGATTTTGGTTAATTCTCAA AATGCCAAGCATTTTTCGAT 193

Ad06A19791 Aradu.A06 19791 p2 (CT)6 12 107114122 107114133 AGTGGAACGTTCAAGACGCT TCGTTTTTATTGCCGGTTTC 117

Ad06A19796 Aradu.A06 19796 p2 (AG)6 12 107141757 107141768 TCCCATTACTCCATTTAGCCA TTTGCCATGTTCCCTATTCC 219

Ad06A19799 Aradu.A06 19799 p2 (TC)10 20 107158908 107158927 TCTTCTCATCTTGCTTCGCA ATAGCCTCCATGGATTGCAG 141

Ad06A19800 Aradu.A06 19800 p2 (AC)6 12 107161932 107161943 GCCATCTCTGAACTCCCTGA TTTGCCCATCCCTCTGTAAG 205

Ad06A19809 Aradu.A06 19809 c (CT)21tcaaggcaacaaccagctaccacacacctctttcagcctaatcgattggagaagctcacattatccttttcttttc(T)10128 107182053 107182180 TTCCTTCTCCCTCTTCGGAT CGACATGATCGAACTCGAAA 247

Ad06A19815 Aradu.A06 19815 p2 (AT)6 12 107192042 107192053 TCTCTTCCAACGTGTAGGGTG CCATCTTTCAATCACATTTATTCG 193

Ad06A19816 Aradu.A06 19816 p2 (TA)6 12 107192875 107192886 GTCCTACTGGGAGAGCGATG GTGTTGGCCAAGCTGGATAG 212

Ad06A19817 Aradu.A06 19817 p2 (TC)6 12 107194418 107194429 TTTATGCCACCCACCTCTTC AAGAAAAGAAGGCCCCAAAG 196

Ad06A19822 Aradu.A06 19822 p2 (TA)7 14 107199844 107199857 TCAACTTCACGCTAAGTTTTCA TATGCCAAACTTGACATGGG 214

Ad06A19824 Aradu.A06 19824 c (T)10caaaagtttgttaaaaccaattacaaagacaacattgctagattggtcttaaattg(A)1581 107207362 107207442 TCTCCAAGCTTGCGTCATAA AGACGCAAGAAGGAGCAAAC 248

Ad06A19825 Aradu.A06 19825 p3 (TCT)6 18 107208523 107208540 ACCTTTTCCAACCCAAAACC TGAGTTGGAGGGGTAAGGTG 120

Ad06A19826 Aradu.A06 19826 p2 (TC)9 18 107211719 107211736 GCCTTCTTTATTTCTTCCCTCC CCAAAGTTGCCTTCACCATT 156

Ad06A19828 Aradu.A06 19828 p2 (CT)7 14 107213698 107213711 GCATGGTGCACAACATACCA AGCTTATTTTCAAATCCCAACA 253

Ad06A19832 Aradu.A06 19832 p2 (TA)9 18 107242501 107242518 GGTTTTGAAGCAAACAAGGC GGAAATGCGAAGCCTAAGTG 200

Ad06A19836 Aradu.A06 19836 p2 (AC)14 28 107254472 107254499 TCCGCCTAATTGAATCTTCTTT AAAAATTGCGATACGATCCG 273

Ad06A19837 Aradu.A06 19837 c (TTA)13(TTG)5 54 107264906 107264959 TGCTGAAATTTTGTGAGGAAGA AATGATTAATAAAAACAAGATAACCGT 257

Ad06A19841 Aradu.A06 19841 p2 (CT)6 12 107270082 107270093 TTCGGTTTCTTTCAATTCGG ATGGATTCTCCCATCCCTTC 115

Ad06A19845 Aradu.A06 19845 p3 (TTA)6 18 107285692 107285709 CCTTGAGCATGGGTTTGATT GCAAAGTCACCAGAAAGATGC 276

Ad06A19846 Aradu.A06 19846 p3 (CTT)5 15 107292581 107292595 TCCACCCCTACCTGCTACAC AGGAACGCAACGAAGAAGAA 196

Ad06A19847 Aradu.A06 19847 p3 (ATG)5 15 107294416 107294430 CGATGAAGATGACGATGACG TGTGTCCAAGAGTGTCCGAA 263

Ad06A19849 Aradu.A06 19849 p2 (AG)8 16 107295748 107295763 GAGATATGCCGTTAGCAGCC CAACGGAATTGTTTGTTGGA 189
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Ad06A19851 Aradu.A06 19851 p2 (TG)6 12 107302949 107302960 CGTACGGTTCAGTTCGGAAT TCAGCCATATCAGCCGTACA 277

Ad06A19852 Aradu.A06 19852 p4 (TCTT)6 24 107309283 107309306 CTTATTCTCCATCCAGCCCA GACATGCCCAGATAGTTGGC 240

Ad06A19854 Aradu.A06 19854 p3 (TAA)8 24 107311032 107311055 TGCAAAAATAAATGAATGTAACCTG GAGGTGAAGAAGAACAGCCG 247

Ad06A19855 Aradu.A06 19855 p3 (ATT)5 15 107312441 107312455 TGGCTGATTGATTCTTTGGA CCATTAGCTGCACAACCAGA 277

Ad06A19856 Aradu.A06 19856 c (TG)7gaagaaaatttacttgataatgcttttaaaagatatgt(A)1870 107312839 107312908 TTCTTTTGATTGTTTGTTGATTCC CCAACACAAGCAGTTCCACA 267

Ad06A19858 Aradu.A06 19858 p3 (ATA)5 15 107319109 107319123 CAGATGTGATTGCAGTATCGTG CACATTTAGCAGTGTGCGCT 260

Ad06A19861 Aradu.A06 19861 p3 (ATA)14 42 107325740 107325781 CCATTCTCGTGTGGGGATAA GCTAAACGGATTGGAAGCAA 169

Ad06A19863 Aradu.A06 19863 p2 (AT)6 12 107337535 107337546 TCTTTAATTCTTGTCAAAATCTCTCTT CCTAAATGAAAGAATACCGTAATGAA 261

Ad06A19865 Aradu.A06 19865 p3 (ATT)5 15 107345420 107345434 ATAGCAACATCTGCATCCCC CCTGACGAGGACTTCTTCCA 214

Ad06A19868 Aradu.A06 19868 p3 (AAT)16 48 107350206 107350253 TCGTTTTCTCCCCTACAAGC CCTAACTGCCGGACAACATT 213

Ad06A19869 Aradu.A06 19869 c (A)10cgttactttactc(ATA)538 107351137 107351174 ACGGCAGGACAACATTGAGT AGATGATATTGGTCCAAAAATAATAAC 169

Ad06A19870 Aradu.A06 19870 p2 (CT)7 14 107355355 107355368 CATGAAGGTACGCACACCAC GGAAGAAGAAGGGCCGTAAG 183

Ad06A19871 Aradu.A06 19871 p2 (TA)7 14 107368316 107368329 GTGACTCAGGCAGGGTTAGC TATCAACCTGGCATTCACCA 192

Ad06A19874 Aradu.A06 19874 p3 (ATT)22 66 107374331 107374396 TCATGCATTGCAATCACAAAT ACCTCACCACCCATTACGAC 223

Ad06A19876 Aradu.A06 19876 p2 (TA)13 26 107387614 107387639 CAGAGACAAAGACTTGTAATGAGAGTG CATACCTCAGTTTGAGGGGG 261

Ad06A19877 Aradu.A06 19877 p2 (TA)9 18 107392122 107392139 GAAATCCAAAGATGAAGCGG TCATGATTACATGCCTCTTGTTTT 179

Ad06A19879 Aradu.A06 19879 p2 (CA)8 16 107395206 107395221 CCACTGCAGCAACGATACAT GCATGATTTGGGAAATAAGCA 249

Ad06A19880 Aradu.A06 19880 p3 (CCT)5 15 107396931 107396945 CGCGTGAAATTACGTTGTTC GACGATGAAGATGAAACGCA 112

Ad06A19882 Aradu.A06 19882 p3 (AAG)6 18 107398397 107398414 GAGGGGTAGAAGGAGGAGGA GCACGTTTATTTTCGTGCTG 157

Ad06A19883 Aradu.A06 19883 p3 (AAG)15 45 107399354 107399398 AGTGATGTTGGTGACGACGA CGCGCACATTTATTTTCGTA 106

Ad06A19884 Aradu.A06 19884 c (AAG)5aggaa(GAG)638 107400291 107400328 AGAAGGAGGAAGGGTGGTGT GCGCACGTTTATTTTTGTGTT 135

Ad06A19885 Aradu.A06 19885 c (AAG)9(AGG)6(AAG)560 107401243 107401302 AGGAAGAGGTGGTGTTGGTG GCGCACGTTTATTTTCGTGT 142

Ad06A19886 Aradu.A06 19886 c (AAG)6aggaatgtgc(AAG)749 107402695 107402743 AAGGAGGAGGAGGTGGTGTT GCGCGCACATTTATTTTCTT 137

Ad06A19887 Aradu.A06 19887 p3 (AAG)6 18 107403650 107403667 TGGTGACGACGATAACGAAA TTACGCGCGCATTATTATTTT 112

Ad06A19888 Aradu.A06 19888 p3 (GAA)6 18 107404603 107404620 AAGGAGGAGGAGGTGGTGTT CTTCCTCTTCTTGCTGGACG 113

Ad06A19889 Aradu.A06 19889 p3 (AAG)5 15 107405567 107405581 GGTTGTGTTGGTGAAGACGA GCGCACATTTATTTTCATGC 117

Ad06A19890 Aradu.A06 19890 p3 (GAA)5 15 107406529 107406543 AAGGAGGAGGAGGTGGTGTT ACGCGCACATTTATTTTCCT 124

Ad06A19893 Aradu.A06 19893 p2 (TC)6 12 107413079 107413090 GCAGCAATCCATTTGTTTCC GATTCCTGGGACATAAGCCA 247

Ad06A19895 Aradu.A06 19895 p2 (AG)8 16 107418747 107418762 TCCAGTTTGCATCAACAACC GACAAAGAACCTGCATCCGT 278

Ad06A19896 Aradu.A06 19896 p2 (CT)6 12 107419364 107419375 TTCCTTTTCCCCCAATTTTT TGTTTGTCTTTGAGCTCCATTG 248

Ad06A19898 Aradu.A06 19898 p2 (AT)6 12 107420277 107420288 GTAGCCTAGCATGGAATGGG TGTCCGTGAGAACATTACGC 271

Ad06A19901 Aradu.A06 19901 p2 (TC)6 12 107426491 107426502 GATAAGCCTCCCGACCTTTC GAGGAGTTGGAGGGGAGAAT 235

Ad06A19902 Aradu.A06 19902 p3 (GAG)8 24 107426950 107426973 AGCAGAGGCAGAGGTTACCA TCCAGGAAGCCAAGAGAAGA 133

Ad06A19905 Aradu.A06 19905 p3 (CTT)5 15 107431362 107431376 TCATTAGCACAACGACGAGG TGAAAAGGGAAAACAAGAAGAAA 260
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Ad06A19908 Aradu.A06 19908 c (TC)8(AC)8 32 107442381 107442412 AGGAAGTTGGGGCAGCTAGT AAGGCATCGTGTAAAATGGC 223

Ad06A19910 Aradu.A06 19910 p2 (TA)7 14 107447800 107447813 ATGGACGCATGTTCATCAAA GATGAGGTTCGTTCAATACCG 276

Ad06A19912 Aradu.A06 19912 p3 (TAT)6 18 107450002 107450019 GCTTGATGACGTCAATCCATAA ACACAAATTTTCCAGCCCAA 232

Ad06A19917 Aradu.A06 19917 p3 (ATA)6 18 107455969 107455986 TAATCATCATCAATCGCGGA TTCACAAGAACCTTGGAAACC 144

Ad06A19918 Aradu.A06 19918 p3 (TCT)5 15 107456909 107456923 CATCCCAAAGCCATTCAAGT GGCCATTTCTTGAACCAAAA 188

Ad06A19919 Aradu.A06 19919 p2 (TA)7 14 107457456 107457469 TTATTTATGGACTCGTCGGCT TTCTCTTTTGATCAACTTTGTTGTG 163

Ad06A19920 Aradu.A06 19920 p2 (AC)6 12 107459304 107459315 TTTCTGCTAGAATCGGGTAGG TAGAGTCCCACTTGCACGC 157

Ad06A19921 Aradu.A06 19921 p3 (ATT)7 21 107459601 107459621 TTGAAAAGTATAAGTGCCTCACTAGC GCCGACAGAACGTGTGAGTA 271

Ad06A19928 Aradu.A06 19928 p2 (AG)6 12 107465985 107465996 TGTTTATTGTTGCAGGCCAA CAAGGCCATTTTCGGATAGA 275

Ad06A19929 Aradu.A06 19929 p2 (AT)7 14 107481687 107481700 TTAGCACCTCATGATCGCAC CAGGTTCAGAAATCCTTGGC 247

Ad06A19931 Aradu.A06 19931 c (AAT)9ataaataataataataac(AAT)560 107485216 107485275 GGCTTCGGCCAAATATTCTT AATAAGGGAGAGCGAGAGCC 220

Ad06A19933 Aradu.A06 19933 c (T)10aattttgttactgtcaccaacaacac(T)1046 107488533 107488578 CACTCCTGCCTAGAGATGGC CGATGATAACGATAACGACGA 275

Ad06A19937 Aradu.A06 19937 p3 (ATT)6 18 107492011 107492028 TCTTTGTCAGAACCAACCCC TGACCACCTGAATGGTCATC 159

Ad06A19938 Aradu.A06 19938 p2 (AT)6 12 107494022 107494033 TGGAAACTCTCAGTATAGCTGCC GGTGCTCAGCATGAGGAACTA 211

Ad06A19939 Aradu.A06 19939 p2 (AT)12 24 107497149 107497172 AACCTTGCACGGGTAAACAT ACCCAGAGTGGAAAACAAGC 265

Ad06A19940 Aradu.A06 19940 p3 (AGG)6 18 107499927 107499944 GAAGGAACAGGAGGAGGAGG GGCCCCTTGAGTATGAACAA 173

Ad06A19941 Aradu.A06 19941 p3 (GGA)8 24 107500078 107500101 GAATAGGCATAGCAGCAGCC CCTCAAAGTGAGCCTTTTGC 262

Ad06A19942 Aradu.A06 19942 p3 (ACA)5 15 107504491 107504505 TTGCTCAATTGTCCCCCTTA TAATAGTTGCCAACCCCACC 227

Ad06A19943 Aradu.A06 19943 p2 (TA)6 12 107507597 107507608 CAATGATACACTCCATGACTCCA TGTGTATGTTGGATATGGGAAAA 201

Ad06A19946 Aradu.A06 19946 p4 (TAAT)5 20 107510326 107510345 ACACCGATTTCCATGCTTTC TGTTGTTGACTATGGTGCCC 233

Ad06A19947 Aradu.A06 19947 p3 (GAT)5 15 107510534 107510548 AAAGCCTTGTAAATCACACACTCA TGTTGCTTGTGTGCTCGAAT 269

Ad06A19955 Aradu.A06 19955 p5 (TTAGT)5 25 107524011 107524035 GCTCCGGTATTAGATACTTGGACA TTCAGATTTCCTAAATTCAACTTTCA 279

Ad06A19957 Aradu.A06 19957 p4 (AAAT)5 20 107535185 107535204 CGTTCTTCAAGCCAAGGAAG AGGGGAATACTTGGCCCTTA 241

Ad06A19958 Aradu.A06 19958 c (TC)8tttttttgttgttgggtg(T)1448 107535380 107535427 GCTCGAGTCAATTCCTGGTT CACCCAGAGGCTCAAATAGG 269

Ad06A19960 Aradu.A06 19960 p4 (AATA)5 20 107541420 107541439 TGTTGCTCACAGCACTCTCA GGGTCACAATGAATTCCACC 219

Ad06A19961 Aradu.A06 19961 p4 (TAAA)5 20 107542275 107542294 CCAACAACCACTTCCCCATA TTTTCAAATTTACCGCGACA 255

Ad06A19962 Aradu.A06 19962 p3 (TAT)16 48 107542930 107542977 ACAAGTGCTCGCAAAATAACA TGACCATTGTATTGTATGACTATTGC 164

Ad06A19963 Aradu.A06 19963 p3 (AAG)6 18 107543714 107543731 TTTAAGGGCATCAGGCTTTG CGGTCTTCGTCAAGTGTTGAT 280

Ad06A19964 Aradu.A06 19964 p2 (GA)8 16 107544487 107544502 TCTTGCTGTGGACTTTGCAG GTTCTCGTCTGGTCTGAGCC 147

Ad06A19965 Aradu.A06 19965 p2 (AT)6 12 107544786 107544797 TTGCGTCTTCATCAATTTCG ATAATGTTAACGGCCACCCA 200

Ad06A19969 Aradu.A06 19969 p3 (AAT)5 15 107551471 107551485 TGTTCGGGAACGATGCTATT TGCCCTTTGCTACCTTAGCTT 278

Ad06A19983 Aradu.A06 19983 p2 (TC)7 14 107583269 107583282 CCACCGTTTCTCCAGTGTTT ATTCGTAGGGTAGCCCCTGT 182

Ad06A19987 Aradu.A06 19987 p6 (TGGAGG)5 30 107592518 107592547 TTTCTGCTTTCTGTTTTTGCTTC CACCACCACCATTACCAACA 270

Ad06A19994 Aradu.A06 19994 p2 (GA)7 14 107619889 107619902 ATTCGTAGGGTAGCCCCTGT CCACCGTTTCTCCAGTGTTT 182
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Ad06A19997 Aradu.A06 19997 p2 (AT)10 20 107654842 107654861 TGAGGGATACCTGGAACTCG CTTTGAGAATAGGCAACGGC 232

Ad06A19999 Aradu.A06 19999 p3 (GAA)6 18 107663017 107663034 CAGCAGCCCTTTTCATCTTT GGAGGAGGAAGCACAGTGTC 107

Ad06A20000 Aradu.A06 20000 p4 (GAAA)7 28 107663243 107663270 TGCGTGAAGAAAGAAGAGGAG AACAATTCGAAGGGAGGGAT 277

Ad06A20005 Aradu.A06 20005 c (T)10cttttcg(T)10 27 107665746 107665772 TGGCCCATATATGAAGAATGAA TCTTTGTTGGCGTAATCGTG 155

Ad06A20018 Aradu.A06 20018 p3 (GAG)6 18 107717794 107717811 ACGGTTGAGAGGAAGCTGAA AGAAATGGCGAAGACGAATG 173

Ad06A20019 Aradu.A06 20019 p2 (CT)7 14 107720395 107720408 TTTTCTCTCACATTAACCTACCCA TTTCAGCTAGAAGCGGAAGC 128

Ad06A20021 Aradu.A06 20021 p3 (CAC)5 15 107722227 107722241 AGCAGAAGCAGATGCACAAA TGCTGTTGAATTGTTGTTGTTG 270

Ad06A20022 Aradu.A06 20022 p3 (CAA)5 15 107722383 107722397 AAGAATTCACCACCACCACC TGAATTGTTGAAAATTGCTGTTG 203

Ad06A20031 Aradu.A06 20031 p2 (AT)6 12 107731184 107731195 TGTGTTTGTTAAAAATCTGTGTCTCA TGATGAAGGCATACTTGGGA 221

Ad06A20032 Aradu.A06 20032 p2 (TC)9 18 107739902 107739919 ACTCTCTCTTCACTGCCCCA CAATCAAGAGAACCTTGCCC 272

Ad06A20034 Aradu.A06 20034 p2 (TA)6 12 107745612 107745623 TTTTGTTTTTCATATGAGGGCA TGGCATTTATAGGGAATGCT 258

Ad06A20039 Aradu.A06 20039 p2 (TC)8 16 107755089 107755104 GGAGTTAAACCCAGCCATCA TCAAAGCACTTCTATGATGCAAA 140

Ad06A20042 Aradu.A06 20042 c (T)10aaatataaaatgactcactcactcactcactgtatactttattttactaattacacatttaaaatggattcaagtcacg(T)1099 107758444 107758542 GAAGTTAGCAATTCAGTCAGCAG TGTGATGTGTGGTAGAAAGAATCA 259

Ad06A20044 Aradu.A06 20044 c (A)10cgaacatgaaaaaaatgataagaactaaaaataaaatgtgtttagaaatgttcaaactgaagc(A)1184 107762685 107762768 CTGCTGCCCTAACACTCCTC TTCGGTACATGTAAATTTTGTGAAA 192

Ad06A20047 Aradu.A06 20047 p2 (GA)6 12 107770731 107770742 TTTTCCAAAACCCACCAAAA CTGCAAATCCCAAGAACCAT 202

Ad06A20048 Aradu.A06 20048 p2 (AT)6 12 107773592 107773603 TTTTGTCAATAAAATGATCTCTCTCC TTTGATTTTGAGCATATAACTTTGTTT 172

Ad06A20049 Aradu.A06 20049 p2 (TA)6 12 107774210 107774221 AAGATATTAACGCTGGTAACGAA CCTTTTTCTTACATTATCACATTTTGC 246

Ad06A20053 Aradu.A06 20053 p2 (TA)7 14 107776797 107776810 GTTGCATGCTTAACCCCAGT CCGAATTTTGAAAGTGCCAG 254

Ad06A20054 Aradu.A06 20054 p3 (TAT)5 15 107780479 107780493 ATGCCATTCTTTCTGCCATC TGCTGCCTTGTTCATCTTTG 127

Ad06A20055 Aradu.A06 20055 c (A)11gctcattcaatttggtgcctttttttcttttttttc(T)1057 107781899 107781955 GCTTCATCTTCTTTTTCATTTTGA TGATCACGTCAAGACAACACA 236

Ad06A20060 Aradu.A06 20060 p2 (TC)6 12 107785575 107785586 CCTTCGCATCAAATGCAATA CTGGCCTGGTCTCCAAATAA 196

Ad06A20061 Aradu.A06 20061 p3 (AAG)8 24 107791313 107791336 AGCTGCAACTGGCCCTTAT AAGTCACCAATGTTCCTCCG 260

Ad06A20064 Aradu.A06 20064 p3 (AGC)5 15 107811942 107811956 TTGTGCCTTTTCATCAGCAG AAGATCCATGGAGCCAGAAA 250

Ad06A20067 Aradu.A06 20067 p2 (TC)16 32 107821259 107821290 AAACGACACCGTATCAAGGC GGGGTCACGAGAGCAAATAA 272

Ad06A20068 Aradu.A06 20068 p3 (ACA)5 15 107826609 107826623 CGGTTCATTTCTGTTCTGCAT CACGGAGCGTCTTTTTCTTC 197

Ad06A20076 Aradu.A06 20076 p3 (TAA)6 18 107840956 107840973 TGGCAATAATTTGGCCTGTT TCGATTTTTGTAGTGTTAGCCC 155

Ad06A20077 Aradu.A06 20077 p2 (TA)9 18 107843418 107843435 TTTGTGACTAAATTTTAAGAGGTTTGA GGCCACTCAAATAAAGACGC 242

Ad06A20089 Aradu.A06 20089 c (T)12aaac(A)10 26 107863913 107863938 TGAGTTCATGTCGTGGCTTC TTACAACCTCAAGTTCGCCC 262

Ad06A20095 Aradu.A06 20095 p2 (GT)8 16 107886455 107886470 GGCTCTGTGTGGTAGGGTGT TGACATTTGGTCCCTGTTCA 249

Ad06A20096 Aradu.A06 20096 p3 (TAT)5 15 107888179 107888193 TCTTTGAGAGCCAAAATGGG GCATAATCAACACCGCCTTT 229

Ad06A20099 Aradu.A06 20099 c (TTA)5tacttgc(TA)1246 107895483 107895528 ATGGAAAGCCATTGCATACG GCCCTCTCGTTCCTCTCTCT 221

Ad06A20100 Aradu.A06 20100 p2 (TA)8 16 107897223 107897238 AAGAGACACCTCGTTGAGCG CTCGACCTGCGAAGTTAAGG 247

Ad06A20102 Aradu.A06 20102 c (T)10ataatttttttatctgttttgttttctattttgattgattatggttgatacttgatactcctttgcatgcgttatatc(T)1199 107898954 107899052 ATGCTGGGTTGGGTCTCATA TCCTTGGATTGGAGAGAGTCTT 242

Ad06A20104 Aradu.A06 20104 p3 (TAT)6 18 107903862 107903879 CCAAAATAGAATTTCGCCCA CTGACGCACATTTTCTCCTG 278
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Ad06A20109 Aradu.A06 20109 p2 (TA)6 12 107915345 107915356 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTTTTTACTTTTT 198

Ad06A20111 Aradu.A06 20111 c (A)11cctctaaagaaaaagcctattgagattatgac(A)1053 107919445 107919497 CGGCTTAAAGTCAAATTGGG TCGATAGGAGCTCATGTATTCTCTT 226

Ad06A20117 Aradu.A06 20117 p2 (TA)13 26 107933334 107933359 CATATCATGAGTGAAAAACAAAATACA GCAATATTCTCCCATGACGG 278

Ad06A20118 Aradu.A06 20118 p2 (TC)9 18 107935768 107935785 CCACTCTACCTCCCTTTCTCG ATCTTGCGATTTTTGTTGGG 201

Ad06A20119 Aradu.A06 20119 c (A)12tgaccctaccccactaatgttatgataatctggaacctttggcacgcaagaaaaaagctgtcatacgctatactgttattgttccttc(ATT)7121 107936135 107936255 GCTCCAGCTTTAACTTTCGC GGGATGGAGAGTCACCTGAA 279

Ad06A20120 Aradu.A06 20120 c (T)11gtaacttttcattggttggttttaatgtttagttataattt(TTG)567 107936503 107936569 ACCTGTGAGTGGTGGAGGAC CGAATCTTCATAGCACCACAA 271

Ad06A20122 Aradu.A06 20122 p2 (AG)7 14 107943866 107943879 CGGCGATTAAAAGAGAAACG ATACCTCATCCCCTTCCGAC 225

Ad06A20123 Aradu.A06 20123 p2 (CT)8 16 107944418 107944433 TCGAACCATGAACCTTCTCC AAATGACGGCGGAAGTAGTG 231

Ad06A20124 Aradu.A06 20124 c (T)10gtttattctgagttcattattttattttaattttaaaatttgtgatttttgaattcattattttttttatgatttttgttctgattta(T)10108 107944834 107944941 TTTGAATCCTAACCCTAAATCCT CACAGGTCATAACAACACTCCAA 280

Ad06A20126 Aradu.A06 20126 p3 (TAG)5 15 107949681 107949695 TAAGGAATTGGTGTGTGCCA TCCCTCGTTTTCCAAGCTAA 227

Ad06A20131 Aradu.A06 20131 p2 (AT)8 16 107959600 107959615 GGAAACTCAGGTAGTGCAGTTG CTTCGCCAAATGAAGGAAAC 250

Ad06A20132 Aradu.A06 20132 p4 (TTAT)6 24 107959830 107959853 GTTTCCTTCATTTGGCGAAG CAAACTAACAAAGCTGGGGG 157

Ad06A20133 Aradu.A06 20133 p2 (AT)6 12 107960453 107960464 TGCAAATCAAATTTTCAACGTC TTCGTTTTTGGGTCATCTTTTT 248

Ad06A20134 Aradu.A06 20134 p2 (TA)7 14 107960925 107960938 CATGACCTCATTGAATCACCA CACTTTTAATTGATGCCGCC 111

Ad06A20135 Aradu.A06 20135 p3 (AAT)7 21 107961347 107961367 TCCAGATTTGGGTGGATTTC TGCCGAGTTAGGGTTGACTT 278

Ad06A20149 Aradu.A06 20149 p2 (AG)6 12 107980406 107980417 TGTCCAAAAAGCTTTCCCTG TCACATGGTGTCCTTCCTGA 174

Ad06A20150 Aradu.A06 20150 c (T)10agaaatcaaaaccaaaaatcaacattttaccttttttttaaaagaattaatttgatatattgata(TAT)796 107980913 107981008 AAAGGAACAAATTAAATAAACAACGAA ATGTAGCTCGTGTATGTACGGA 255

Ad06A20154 Aradu.A06 20154 p4 (ATGT)5 20 107985839 107985858 TGGTCGGTCTAGTTCGGTTT TCCAGAATGGATGGTCGAAT 270

Ad06A20159 Aradu.A06 20159 c (A)11cttttttattatgtacatgttaccattattaacacatatgaataatgttc(T)1071 108003421 108003491 TTGAAAAGATAATGCATGAAACA GCTTCATATTTCCATTTCGAAGG 277

Ad06A20162 Aradu.A06 20162 c* (T)11(TCA)5* 25 108009313 108009337 TCCTCCTCCTCATCTTCTGC CCTCTGTCAAGTAATTTTGCAGC 204

Ad06A20163 Aradu.A06 20163 c (AAG)5gaagaa(GAG)536 108009993 108010028 TGAAGATGAAACACGCGAAG TACACTCACCCACAAAAGCG 204

Ad06A20169 Aradu.A06 20169 c (A)14ttcatggtctcattcattgcaattaaatacgtaagtagtttgtatat(A)1071 108020426 108020496 TCTTCAAAATAGTTCCACTTGCT TGAAATTCATTAGCCCAAAGG 191

Ad06A20179 Aradu.A06 20179 p3 (AAG)5 15 108043281 108043295 TTAAATGAGGATGCTTGGGC TTCCCCTGTTCGTCTTGTTC 175

Ad06A20182 Aradu.A06 20182 p2 (TA)7 14 108046168 108046181 TCCGCATTTAATTGAAGGTTT AGGCTCTGCCTCTCCAACTA 277

Ad06A20184 Aradu.A06 20184 p2 (AC)6 12 108052453 108052464 CAAAGAAGGAAGAAGCCACG GAAATGAAGCTCCAATCCCA 130

Ad06A20187 Aradu.A06 20187 p3 (TTA)5 15 108053415 108053429 GCACAGGATTTTGTTGTGCT TTTGTGAAAATCCGACCTCC 201

Ad06A20188 Aradu.A06 20188 p3 (AAT)5 15 108057333 108057347 GAGTTTGGATATGATGTGAAACTGT CCGATTTTATTCTCATTTAATTCCA 266

Ad06A20192 Aradu.A06 20192 p2 (TA)9 18 108072174 108072191 GAGTACAGTGGTGGGCTGGT TGCTAGGTTAGGGGAGCTGA 277

Ad06A20195 Aradu.A06 20195 p2 (AT)11 22 108074752 108074773 TGCAATAAAGAAGCGACGTG TTTTGGATGTGTTTATGTTGTTCA 276

Ad06A20196 Aradu.A06 20196 p3 (AAC)10 30 108077843 108077872 CTTGGTTGGACTTGGTTGGT ACATGACAGAGCACAATGGC 277

Ad06A20198 Aradu.A06 20198 p5 (ATCCG)5 25 108085989 108086013 CCGTCTGAACCAGCAATTTT CAAACCGCTTGAAATTGGAT 216

Ad06A20199 Aradu.A06 20199 p4 (ATAA)6 24 108086194 108086217 TCAACAATGACATAATAAGTCTCAAAA CCAATTCAAATCGCACAATG 250

Ad06A20200 Aradu.A06 20200 p3 (ATA)5 15 108087195 108087209 TGAGTCTTTATCATATTAGGTGAGCC CCAACTCTTGAGAAGCCTAATG 278

Ad06A20202 Aradu.A06 20202 p3 (ATT)8 24 108090257 108090280 GTGCGTTTAACCCCTTTCAA AGAACCGCATCACTACTTCCA 280
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Ad06A20209 Aradu.A06 20209 p3 (AAG)6 18 108105333 108105350 ATGAGGTTGAGCGATTCCAC GGCGGGACAACATTCATATC 241

Ad06A20211 Aradu.A06 20211 p2 (TC)23 46 108123092 108123137 CCTGGGACTTTACCTGTCCA TTGCGTCCGTATCAATGTGT 242

Ad06A20212 Aradu.A06 20212 p2 (CT)6 12 108127331 108127342 TCTCCCTCTTTTTCACAATTCAA CGAATTTTGGGTGAGGAGAA 182

Ad06A20214 Aradu.A06 20214 p4 (TTAT)6 24 108138204 108138227 AGCATGCTTCCCAAATTTTC TTTTATGGGAACATGGGATGA 102

Ad06A20218 Aradu.A06 20218 p2 (TA)6 12 108153673 108153684 CTCCTAACTCAGCCTGCGAA AGATGCACCTCGCTAGTCGT 241

Ad06A20222 Aradu.A06 20222 p3 (GGC)5 15 108162013 108162027 AGGGCTTCTGCAGTTGAAAA TATCCGCTATCTCGTCCACC 168

Ad06A20224 Aradu.A06 20224 p3 (AGG)10 30 108168059 108168088 AGATCGAGGTTGTGGGTTTG GATAACAAGTGCGGAGAGCC 272

Ad06A20226 Aradu.A06 20226 p3 (ATG)5 15 108174486 108174500 GGGAGGATGCCAAAATACAA CGAAGCATTTGTCACCACAC 123

Ad06A20228 Aradu.A06 20228 c (A)10ggaacaaaaatgagtgtttttcttccttttagttttactttggttatggtcagctg(A)1076 108176037 108176112 ATGCTTTTCTTGTGGATGGG TTTCAAAGTGGATCATTGGCT 234

Ad06A20229 Aradu.A06 20229 p3 (AAT)9 27 108176436 108176462 TCAACTCGAATCCAAAGCAA AAGAGAATCAAAGCTTCAACTATAAGA 222

Ad06A20231 Aradu.A06 20231 p3 (AAG)6 18 108180443 108180460 TGGGCTTTCTCTCCTTTTGA TAGTCTCACCGAATCCTCCG 276

Ad06A20233 Aradu.A06 20233 p2 (AG)6 12 108183421 108183432 CGGCCGCCTTTTTATTTTAT TTCTTCTTCCCAAATTTCAACC 257

Ad06A20235 Aradu.A06 20235 p3 (AGA)7 21 108189962 108189982 AGATTGATGAGGTCGTTGCC GGGGCATAGCATCTTTTCAG 152

Ad06A20238 Aradu.A06 20238 p3 (TCT)5 15 108202356 108202370 AAATGGCAAACTCATGCTCC TGGTGGTGCTTCCAACATAA 222

Ad06A20239 Aradu.A06 20239 p3 (CAC)5 15 108202517 108202531 TTGTCCAATGTGCATTGATTC GGGAACATGGGTTAATAAGGG 222

Ad06A20241 Aradu.A06 20241 p3 (ACC)5 15 108214235 108214249 GGACCAGAAAAAGCAAGTGG TTTGGGTGACGGAATAGGTC 227

Ad06A20243 Aradu.A06 20243 p3 (TTG)5 15 108218040 108218054 GAAAGATGGACAAGGGGTGA TGGATACAACAACAACAAAGCC 245

Ad06A20249 Aradu.A06 20249 p4 (ATTA)5 20 108237060 108237079 TCAATTCATTTGGCTCAATTTT GAGAGCTGAGTGGGCTGAGT 197

Ad06A20256 Aradu.A06 20256 p2 (TA)7 14 108250018 108250031 TGCATAAGAAGCGAAAATTCAA CGCTAAAATAGTGTTGGAGCTG 234

Ad06A20269 Aradu.A06 20269 p4 (AAAT)9 36 108262869 108262904 TTTCGGAGCTCGCATAGAAT TTTTTCGATGAAACAAAACTTCTT 274

Ad06A20276 Aradu.A06 20276 p2 (TA)8 16 108284950 108284965 ATGGCTCCCTCCTTATGGTT AAAAAGTCACGTGGTGTTAAAAA 230

Ad06A20278 Aradu.A06 20278 p3 (AGT)5 15 108288320 108288334 GATGCCAAATGTTGTTGTGC AATCAATGTGGCATTGCTGA 169

Ad06A20279 Aradu.A06 20279 c (A)10tactcaataggaaatattaaaatatt(A)1147 108290132 108290178 TGATTAACTTGCAGAAATTTATCGTT AGGTGGGGTACCCTTTCAAC 189

Ad06A20280 Aradu.A06 20280 p2 (TA)6 12 108291010 108291021 TTGTTGATGCTGATCTGAATTTG TGAACAATGTGAACAACCACC 227

Ad06A20281 Aradu.A06 20281 c (CAC)6caactgccactccaccaccattatcagcatcatcatcatcac(CAT)575 108291967 108292041 TGGACAAAAATACCCTCACCA GGGAATACGGGAAGAGGAAG 228

Ad06A20282 Aradu.A06 20282 p3 (AGA)5 15 108292295 108292309 CCTCTTCCCGTATTCCCTTC TCACCAGTTATTCTTCCCGC 260

Ad06A20284 Aradu.A06 20284 p3 (TCC)9 27 108292899 108292925 AACCAAGGCTAACCAAGTTGT TCAGCAGCATCAAGTGAACC 261

Ad06A20285 Aradu.A06 20285 p2 (AT)6 12 108293495 108293506 TTGAGGTTCACTTGATGTTGCT AATTGAGGTTCACTTGATATTGTTAAT 280

Ad06A20292 Aradu.A06 20292 p3 (ATT)5 15 108309024 108309038 CGGAGCTCCACATTGCTAA TCTCTAATCTCTGATCTCTGCATCA 238

Ad06A20294 Aradu.A06 20294 p2 (AT)10 20 108313044 108313063 GGAGAGTTGAAGCACGGAAG CGGGCTGTTTAGTAATCGGA 182

Ad06A20297 Aradu.A06 20297 c (CT)11gtatggaaatggagaagttggaacgagattgttgcagccggcaacactgagaaagcataagaagaaaagagggctgattttttaattatg(ATT)6130 108319394 108319523 AAATGAAACGCCATTGTTAGG CCCACCCAACCAAAAATAAA 268

Ad06A20300 Aradu.A06 20300 p3 (TAT)13 39 108323278 108323316 GGGCAAGAAAAGTTAAGTGGC GAGTTAAATTCAAGGATAACGATGTTT 260

Ad06A20306 Aradu.A06 20306 p3 (CGG)5 15 108336759 108336773 TCACGAAATGGCGAATGATA CCAATCCACAACAACAGCAC 137

Ad06A20307 Aradu.A06 20307 p3 (ACT)5 15 108337181 108337195 CCCAAAGTTGCTTCTCAACC TTCTTCATGAGAAGACCCAAGA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A20311 Aradu.A06 20311 c (A)11gaaaaacgcaacaataacaacagcaataaaagaacataaaaaaaaagaaggaatgcgaag(A)1081 108344354 108344434 CATCATGATCTCATCTTCTCCTTC AACTTCATTCAAATCCAACAAAAA 279

Ad06A20317 Aradu.A06 20317 p2 (AT)11 22 108351795 108351816 TTAATGGTTCCAAAAGCCCA AGACTTCCACAAGCTTCACCA 242

Ad06A20319 Aradu.A06 20319 p2 (AG)8 16 108357572 108357587 TGTTTTCGGCGCTTAGAGTT GTTGGTTCAGGCTTCATCGT 229

Ad06A20320 Aradu.A06 20320 p3 (AAT)5 15 108357967 108357981 TGACGATGTGAGTATGTGACAA GGTATGTGATTAGCTACGTAGAGTGTG 223

Ad06A20322 Aradu.A06 20322 p2 (TA)6 12 108362602 108362613 CGAATTTGAGTTTGAAATTGAGC CACGTTGGACTTTATCATCCATT 189

Ad06A20325 Aradu.A06 20325 p2 (TA)7 14 108368615 108368628 AGTGAGCTGACCACTCGACC TGTTGACTTCCTTGCCAATGT 256

Ad06A20331 Aradu.A06 20331 p4 (AAAT)5 20 108390131 108390150 GGTGCGATAATTTCATCAATTC AGAAGATGCTCACGCATCAA 279

Ad06A20332 Aradu.A06 20332 p3 (TAT)13 39 108393252 108393290 TGAATAAAAGCTCTACGAACCTAAG TCACATTATTCTCTCACCATTTCC 280

Ad06A20334 Aradu.A06 20334 c (T)10c(T)10 21 108406161 108406181 TTTTGCCGGGGTATTTTCTT TCAGGGGATTCTGAATTTGG 251

Ad06A20335 Aradu.A06 20335 p3 (TAA)7 21 108410418 108410438 TGGTGAACAAGTTCAGCGTC ATGCTCTAACGACACAGGGC 272

Ad06A20337 Aradu.A06 20337 c (GTG)6gaaggtttggatttgatgtttgaattggtggtggtaaagg(ATT)573 108416876 108416948 GTTGATGTGGAGCAAAGGGT ACAATATGTTCACCGCCTCC 280

Ad06A20338 Aradu.A06 20338 p3 (TCA)5 15 108417076 108417090 CGTGGCACATTCACTAATGC ATTCATCAAAACGCCTTTGC 127

Ad06A20347 Aradu.A06 20347 p3 (TTG)6 18 108427089 108427106 TGCTTTGAATTTTGATGCCA ACAGCAAATTCACCGGTAGC 272

Ad06A20351 Aradu.A06 20351 p3 (GAC)5 15 108433529 108433543 AGGAAGAGCCTCGGAAAGAG AGGAAGGTCACCCAACTCCT 149

Ad06A20352 Aradu.A06 20352 p3 (TGA)6 18 108435456 108435473 CTTGTTCTGGGGATTTTGGA TTCAAGGACAACTTTTCCGC 159

Ad06A20355 Aradu.A06 20355 p2 (CT)7 14 108444843 108444856 TTTTTGTTAGTTTACCACATGTCAA TTGTTGTTGTTGGGATGAGAA 277

Ad06A20358 Aradu.A06 20358 c (ATT)5ggcatgtctttgtttattgttttgctcgaatttcaatgtccgcgttcacaccacaccttgtgttcacactacaaacacataaaaatataa(AAT)5120 108453449 108453568 GCAAGAACTCGTTACACAGATCC TCTCTTTGTTTCTTCTTTGAGATTGA 255

Ad06A20359 Aradu.A06 20359 c (ATG)9gatcaagcagtagcaacaacaataacaaccaagaagatgaagatgaggatgaagaagatgaagatgaagatgaagatgcaaagaacaacaagagc(AAG)6140 108453928 108454067 GGTTCCACAAGAAAGAGGCA TGATCAAGCTTCTCTTGTTCATC 266

Ad06A20360 Aradu.A06 20360 p2 (AT)6 12 108455928 108455939 TTTGTTGAAGGGGCTTTTGT GGCATCAAAAGAATCCATGA 203

Ad06A20365 Aradu.A06 20365 p3 (TGA)5 15 108466162 108466176 TTTGTTCAATTTGGCTGTGC CAAGAGGCTTACAGAGGCCA 210

Ad06A20366 Aradu.A06 20366 p2 (TG)6 12 108470645 108470656 GGACATTTGCTTTTGAATTGG AACAACCCACCATGAAGAGC 251

Ad06A20367 Aradu.A06 20367 p3 (ATT)7 21 108475452 108475472 ATTGCGTGGGAAGCTACAAC TTCTGGGGCAAGAATATTGG 206

Ad06A20369 Aradu.A06 20369 c (T)10ccacatttccttcatatttgtatttttatttttttatattttcatgagaatgccacaaccattatgcgggacaagcataaaatgtttta(T)13112 108477637 108477748 TTAGGCCCTCTAACAAGCAA TCTGCAAAAAGAAAGAGGACAA 163

Ad06A20370 Aradu.A06 20370 p2 (TA)6 12 108478288 108478299 ATGGTGAATGTGGATGCCTT CCTTTTATCAAATTCTATCGAGTGC 235

Ad06A20372 Aradu.A06 20372 p3 (TTA)10 30 108488509 108488538 GGGACACTAGGCCAATTTCA ATACATCGGCCAAACTCAGC 224

Ad06A20374 Aradu.A06 20374 p4 (ATTT)5 20 108491024 108491043 TTTGTGTTTGTCATTTCTATGCG CCACTTGGGAATTGGTCAAA 227

Ad06A20375 Aradu.A06 20375 p2 (TA)10 20 108492759 108492778 TGAAACTTCATGGACTTGAGGA TGACGACATCAACCGAAATC 279

Ad06A20379 Aradu.A06 20379 p2 (CT)9 18 108498077 108498094 AAACGCATCGTTTAGGCAAC CCACAGAGACTCCAACAGCA 220

Ad06A20385 Aradu.A06 20385 p3 (CTC)7 21 108504463 108504483 TGCGGGTAATTTTGGTCATT TTCCTCGAGCAGTAGACGGT 250

Ad06A20387 Aradu.A06 20387 p2 (CT)6 12 108505466 108505477 TGTGCAGTTTCAGCTTCTTCA TGCCTGCTAGCCCAATAGTT 221

Ad06A20388 Aradu.A06 20388 p2 (CT)6 12 108509860 108509871 TGTGCAGTTTCAGCTTCTTCA CGGTTGAAATTTAGTTGCATGA 172

Ad06A20390 Aradu.A06 20390 p2 (CA)8 16 108511123 108511138 TGCCAATCTCAGATGACAAGA TGGTTTTCTTTTCTTCCGTTT 279

Ad06A20395 Aradu.A06 20395 p3 (ATA)18 54 108516978 108517031 GGACAAAATGTCCTTTCTTCTTT TTTTGAACAATGTTTTTGTCCAT 273

Ad06A20396 Aradu.A06 20396 c (TA)12tgtcttttgaaatgaaattcatttgtctggagagcttcatttgccaccaacctacaaaaattgatacattagaaaaatatcatttaaat(A)10123 108520019 108520141 TTAGAGGGGGTTGGATAGCA TGAAATTAGTCATACATTCAAAAGAAG 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A20401 Aradu.A06 20401 p3 (TTA)5 15 108523336 108523350 TGGTCCATGATGTGGTATGG TTGTGTGGGTCTTATGCCAA 196

Ad06A20406 Aradu.A06 20406 p3 (TGA)8 24 108539345 108539368 GTGAGTGGGGATTCGTTCAT GCCTCTCATTTTGCTTTGGT 136

Ad06A20410 Aradu.A06 20410 p2 (TA)6 12 108543364 108543375 TCGCCAACAAACAAAACAAA AGGCGAAACTGTGGAAAGTG 275

Ad06A20411 Aradu.A06 20411 p3 (AAT)6 18 108543839 108543856 TATGTAGAGCCACCAAGCCC GGCCCCCTAGCATTACTCTT 221

Ad06A20412 Aradu.A06 20412 p3 (TAA)5 15 108552387 108552401 CGCTCTAGGAGAAATTAAACCA GCTTGCTTTTGCACTTCCTT 140

Ad06A20413 Aradu.A06 20413 p4 (TTAA)5 20 108555553 108555572 CATGCAAACCCATCAACAAG TTCTCATTCTCAAATCACTTGCTC 243

Ad06A20422 Aradu.A06 20422 p4 (TTAT)5 20 108573864 108573883 TGACAACTGACAAACTTGTTAAAATC GAAAGATGCCAACTGGGAAA 264

Ad06A20429 Aradu.A06 20429 p3 (TAA)13 39 108584648 108584686 CCTGAATTCATCATCATGGC TTTTTGTTGATGGTGATGCC 263

Ad06A20431 Aradu.A06 20431 p2 (CA)7 14 108589142 108589155 CAAACTCAACCCAAAACCAAA GGAGCTGGTGATGGATTTTC 231

Ad06A20444 Aradu.A06 20444 p2 (CT)8 16 108614218 108614233 CGAGGGAATGGCTACAGAGA GAAATTCCTCCGAGGTAGGC 272

Ad06A20445 Aradu.A06 20445 p2 (TC)10 20 108615423 108615442 GCCGCCAAATCTAATTAGTAAC CCAAATTAAAAACCAAAGAAACA 186

Ad06A20450 Aradu.A06 20450 p3 (TCT)7 21 108628676 108628696 ATTACCCGCGCTTCAAATAC TTGTTGGCGATGACGATAAC 124

Ad06A20451 Aradu.A06 20451 p3 (AGA)5 15 108629396 108629410 CGCGAAAAAGAAAGAGGAGA CCAAACAATTTTAGGTCACGC 175

Ad06A20452 Aradu.A06 20452 p2 (CA)6 12 108631998 108632009 CCCCTATTTAAACGCCACAA AGTGTCGTCTTGCCTCGATT 246

Ad06A20454 Aradu.A06 20454 p3 (AAT)5 15 108634544 108634558 TGAAACAGAGAGATGCCCTTT TGACGTTATGCTGTGCCAAT 156

Ad06A20458 Aradu.A06 20458 p4 (CATG)5 20 108642284 108642303 CGAATCCGATTTGCTTCATT TTCACATAGTACAAATCCAAAAGCA 254

Ad06A20462 Aradu.A06 20462 p2 (AG)6 12 108646117 108646128 AAGAAGGAGAGGCGGAGAAG TAGTGGTGGCAACAACTCCA 223

Ad06A20463 Aradu.A06 20463 p2 (AT)9 18 108653783 108653800 CCTTAAAACTGCCATTGGCTT AAGGCTATTTAGCCGTACCCA 263

Ad06A20466 Aradu.A06 20466 p3 (GAA)7 21 108657581 108657601 CTGAAGCATTCTTCTCCGCT GTCGTAAACGCCGTCTTCTC 268

Ad06A20468 Aradu.A06 20468 c (TA)6gctttgtgtctttcaattttgtcttttcaaaaatattagtgaaatcttacatccttctgaagatcagatatgcatttctttttctc(A)10108 108666178 108666285 TGAAATAGATGCATGGGCTTT TTTTCTTTTCAGCCATCAAAAA 268

Ad06A20471 Aradu.A06 20471 p2 (TA)6 12 108671414 108671425 TCGAATGGTTTGATTTCTACTTCTC CATGCAAGTAAGGAACATGAAG 279

Ad06A20472 Aradu.A06 20472 c (AG)13tacaagtagtgtggtgtttgcagaagttgcaggtttgataacagaagtggttgcagatagtttttaactttatctgtgaaataattttccccttctcttt(TTC)5141 108679224 108679364 GGGGGTATGGCTAGAAATTGA TGAGTTTGTGAGTGAGTGAGTGAG 276

Ad06A20473 Aradu.A06 20473 p3 (TCT)9 27 108679777 108679803 AAGTGCCACAAACATTGCAC AGCAACAACAAGAACCACCC 239

Ad06A20479 Aradu.A06 20479 p3 (CAC)9 27 108689880 108689906 AAATCACACTTCTCCGCCAC TCCCCTCCTACTAACCCACC 162

Ad06A20480 Aradu.A06 20480 p3 (TAA)8 24 108690448 108690471 TTGGGTGGTGGTAGGATTTG TGGATCAACTAAAGGTTGGTCAT 264

Ad06A20485 Aradu.A06 20485 p3 (TCT)6 18 108697145 108697162 TACACTGCACCAAAACCCAA ATCCAAGCATCAACCCTGTC 193

Ad06A20486 Aradu.A06 20486 p2 (GT)7 14 108697615 108697628 TTCGAGGTTTAGGTTTGCTTT CGCCAAAATCCACTGAAAAT 264

Ad06A20487 Aradu.A06 20487 p3 (GTG)6 18 108697772 108697789 ATTTTCAGTGGATTTTGGCG CAACACTCCTGGCTCATTCA 214

Ad06A20489 Aradu.A06 20489 p3 (TTA)5 15 108712645 108712659 TTCACCTGCCCTCATAATCC TGCTTTGGGAGCCTAATGTC 199

Ad06A20490 Aradu.A06 20490 p4 (TTAT)5 20 108713466 108713485 TGATCCCTTTCTCCCTCCTT ACGCCGCAAGAGAAGACTAC 242

Ad06A20493 Aradu.A06 20493 c (CGT)5cgctgttccttccgat(CGA)546 108717868 108717913 TCTGAGCCTCATTTTCACCA TTGATGACGTGGCAAAGAAG 159

Ad06A20494 Aradu.A06 20494 p2 (AG)14 28 108718122 108718149 TTCGAGGCTCATCATTGTCC GCTTTTGAAACTGCCTTAGGA 269

Ad06A20498 Aradu.A06 20498 p3 (ACA)6 18 108733162 108733179 TTGCCACCCCAAACTACTTC TTTTCATAGCCGATCCCAAG 161

Ad06A20504 Aradu.A06 20504 p2 (AG)7 14 108747421 108747434 CCATCAATGGTGAGCTCCTT TGCGAAGGAAATTTTGGCTA 246
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Ad06A20506 Aradu.A06 20506 p2 (TG)6 12 108751586 108751597 TCAATTGTTGATTGATACCACG GCAGCCACCAAAGAGATAGC 278

Ad06A20507 Aradu.A06 20507 c (CT)14(AT)10 48 108754065 108754112 GACTGCCTCACTCCTCCTTG GCACTCATATCTCAGCAAGCC 170

Ad06A20508 Aradu.A06 20508 p2 (TA)9 18 108758705 108758722 ATGATGCAGCGGAATTAAGG TCCAAACTGGACAGTCTTATAGC 273

Ad06A20509 Aradu.A06 20509 p2 (TA)6 12 108759178 108759189 CCAAACGGGCCCTAACTACT CATTGTGAGGACCGTGAATG 171

Ad06A20512 Aradu.A06 20512 p3 (CAT)5 15 108762860 108762874 CACAAAGAACACTGAGGGCA TACCTCTCCAAAAAGGCGTG 144

Ad06A20518 Aradu.A06 20518 p3 (TTA)5 15 108773746 108773760 CAATTGATCGATTTTAAAAGTTAGG AAAAATTAGTCACCATATTCGGC 238

Ad06A20522 Aradu.A06 20522 p2 (AT)13 26 108781224 108781249 TATTGTTTCACGCTTCACCG TGTGGTACCCCACCTCGTAT 200

Ad06A20524 Aradu.A06 20524 p2 (GA)7 14 108782461 108782474 GAAAATCCCACATTGGATGG GTACCGAATTCCGAAGGACA 174

Ad06A20525 Aradu.A06 20525 c (A)13taaaaat(A)10 30 108782609 108782638 GTCCTTCGGAATTCGGTACA TTGGGGTTTCACCTTTCTTG 188

Ad06A20526 Aradu.A06 20526 p2 (TA)13 26 108783735 108783760 CCCACCTTTGCACTTCAACT GGTAACCCTAGAAAGCACACTAAT 280

Ad06A20527 Aradu.A06 20527 p3 (TTA)7 21 108785237 108785257 TGTTAGAGCCGGAGAACACC TTGTACAAACTCATCACCCACA 107

Ad06A20531 Aradu.A06 20531 p4 (TTTC)5 20 108793187 108793206 GACCCCACATTTCCACAATC GAGGCATAGTTGGTGGTGGT 279

Ad06A20532 Aradu.A06 20532 p3 (AAT)5 15 108794303 108794317 GCAATTTTTGTTGAAGCGGT TGGGAAATGGGATTAGATTGA 219

Ad06A20533 Aradu.A06 20533 p2 (AT)8 16 108795233 108795248 ACTCCCATCCCATGCAATAA TTTCACTTTGGTCCACATGC 258

Ad06A20537 Aradu.A06 20537 p3 (GAA)5 15 108808991 108809005 TGGCAATGACAATGGAAAGA AAATTCTTTTCTTTTCCAAGGGA 263

Ad06A20538 Aradu.A06 20538 c (T)13gtacaatgtcttggtggtaatgcttatgtgattatacattcact(A)1067 108816879 108816945 TGGGTTTTGTAGGGTGGAGA AACCAAGAATTGCTGCATGT 278

Ad06A20542 Aradu.A06 20542 p3 (AAT)20 60 108836075 108836134 GCAACAAATTTAAGGACTCCG TGACGGTCTTAGTTAGGGTTTTTC 278

Ad06A20544 Aradu.A06 20544 c (T)11caattctgattattttacttcccaatatttcactcaagaattctttttt(A)1575 108845940 108846014 TGCATAAAAACATTGGACACC CAGATGTTAAGAATATTTGTTGTGCC 205

Ad06A20545 Aradu.A06 20545 p3 (AAT)5 15 108847299 108847313 CCCTTCTCATCATATTTACCTGC TCAAGTTTCTATATCCTCCCAAAA 279

Ad06A20546 Aradu.A06 20546 p3 (TTA)6 18 108849338 108849355 GTAAGCTGCACGGACTCCTC GCTTTAATGAAATTTACAAAAGTATGC 195

Ad06A20547 Aradu.A06 20547 p2 (TC)10 20 108850659 108850678 AACCCCTTAGGTCCAACACC TGCTCTGTTATGAGCCGTTG 261

Ad06A20548 Aradu.A06 20548 c (A)11gaaaaagaaaaatataagtaattgtataatttctagtcctctcc(CT)973 108851219 108851291 CCTAAGCTCGTTCAAGTCGG CCAAAATTAGAAACATTGCATGA 207

Ad06A20549 Aradu.A06 20549 p3 (AAT)6 18 108851681 108851698 AGCAAAACAATGATCGCAGA GTCACGCTCTCTCTGCACAC 208

Ad06A20550 Aradu.A06 20550 c (T)10gtgtcaaagtaagtctccatatttattattaagagtcaatttaaaagggtccataagtagc(T)1283 108853213 108853295 TGGCATGCATGACTACAACA AGTTTTAAAAATTGCATCAAACACT 180

Ad06A20554 Aradu.A06 20554 p2 (CA)9 18 108860251 108860268 GCAACGATGACCAAATGATG TCACCGTTGCTATGAGCTTG 190

Ad06A20555 Aradu.A06 20555 p2 (CA)23 46 108860431 108860476 CAAGCTCATAGCAACGGTGA CATGTGAGCTTGTTACCGGA 197

Ad06A20556 Aradu.A06 20556 c (CA)12gacacacacagagagag(AC)1775 108860641 108860715 AGCAACGGTGACCAAATGAT CCATTGCATGTGAGCTTGTT 222

Ad06A20557 Aradu.A06 20557 c (CA)12gacacacac(AG)2073 108860879 108860951 AACAAGCTCACATGCAATGG GCTCCTTACCGTTGTTGCTC 186

Ad06A20560 Aradu.A06 20560 p3 (TTA)7 21 108874854 108874874 ACTGGGAAGGTGGGATAAAA TGAATGGAGAAATAACACCTGA 280

Ad06A20561 Aradu.A06 20561 p2 (CT)8 16 108877857 108877872 AGAAGCGCGACAGAGCTTAC AAAACCAATCAGTTGGACCG 243

Ad06A20565 Aradu.A06 20565 p3 (TAA)5 15 108879671 108879685 AACCCAGTAAGATCAGTGCATTT GCATAATAGGCCCATTTGGTT 261

Ad06A20566 Aradu.A06 20566 c (TA)7attttgacatgagaaaattg(A)1044 108880557 108880600 TTTTTCCCGAAACAAAAATAAGA CTGCATCACAGGTAAGCCAC 249

Ad06A20567 Aradu.A06 20567 p2 (TA)7 14 108880840 108880853 CATCAGCCACTTCCCATTTT ATGGGGATGGGTTAAAGAGC 227

Ad06A20570 Aradu.A06 20570 p3 (GAA)5 15 108887020 108887034 ACATGAGCTTTTGCAAGCCT GGAACATTGAAGCCACTTGC 134
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Ad06A20572 Aradu.A06 20572 p3 (AAT)5 15 108892195 108892209 GGGGGAAGAATAGGAAGGAA GGGATTGATGAATTGGTTGG 204

Ad06A20573 Aradu.A06 20573 p2 (AT)11 22 108894402 108894423 CAAGCATATCACACCTGCCA ACGTTTGGGTATGATCTCGC 250

Ad06A20577 Aradu.A06 20577 c (T)12ggtgactattacatcgttgccaagtcaccaaatactacccctaaccaagaagtagtagcatattcaaaaacattggaaaattagatgatacac(A)11116 108899005 108899120 CGAAAAGTCAAGAATTCGATCC TGGCAAAATCTCAATAGGGG 251

Ad06A20582 Aradu.A06 20582 p3 (CAG)6 18 108912621 108912638 AAGGAACTCCATGCTCTTGC CATGAACTTTGCTCCTGGGT 241

Ad06A20583 Aradu.A06 20583 p2 (AT)11 22 108916857 108916878 AAGACCTTTTGACTCTTTTCATTTG ATGGACCAACCTTTGTCTGC 268

Ad06A20587 Aradu.A06 20587 c (AAG)6aggaagaaaaatgtgcagc(AAG)5gtgcagaagatgaagaggaagaagatgaaaaacgtacagtcaagaagaacgaggagaaatacgacgatgatgaaacacttc(GAA)9160 108927575 108927734 GAAGGAGAAAGAGAAGGCAAGA TTTTTCTTTTTCCGTGCCTC 212

Ad06A20588 Aradu.A06 20588 p4 (TTAT)6 24 108930492 108930515 TCGAATCATATTAAAAAGCTCATACA TCTTCCGCGTCGAGATACTT 247

Ad06A20589 Aradu.A06 20589 c (T)10gtctatctatccat(TTA)9ttg(TTA)569 108933400 108933468 AAATTCGATCATGGCTGCAT GCGGAAAAAGAAAAGAATGG 123

Ad06A20590 Aradu.A06 20590 c (TC)7tgagtaaaatgtgctactatcatgtctcttctctgcaa(T)1062 108941679 108941740 TTGTTATTCCGACAAACGGA ACGGCTAGCAACTAACGCAT 257

Ad06A20593 Aradu.A06 20593 p3 (TTA)7 21 108946763 108946783 TCAAAATTTGCTTTAACGAGGTC TTGGCCTTCTGAATAAGATTTGA 191

Ad06A20594 Aradu.A06 20594 p2 (TA)6 12 108948386 108948397 TTAGCATTCCCCGTGCAT TGGGGTTTTAACTTTTAACTCATTTT 280

Ad06A20595 Aradu.A06 20595 c (TGG)6aacgatctttgctttggtttcttttgtgtgc(T)1160 108950552 108950611 AAGAACATGGTTGGGGTGAA TAATCTCCCCCTTGCAATCA 236

Ad06A20601 Aradu.A06 20601 p2 (TA)6 12 108957361 108957372 GGTACACCGTACACGTAACCG GGAATAAGAGCAAGCGAACG 231

Ad06A20602 Aradu.A06 20602 p2 (TA)6 12 108959321 108959332 AGGGATTGAGGTACTCGCCT TTCAAAATCTCCCACATACAAA 257

Ad06A20604 Aradu.A06 20604 c (T)12gattttaatctttattaattaattaattattggtcatacc(A)1062 108962642 108962703 AATTACAACGGGAGTCACGC AAAAAGGCAAAGGAAATAAACTG 272

Ad06A20608 Aradu.A06 20608 p3 (AAG)5 15 108986573 108986587 ATTATCGGGAGGTCCAATCC GTAGAGAACGGGGGAGGAAG 265

Ad06A20609 Aradu.A06 20609 p4 (AGTT)5 20 108987368 108987387 CCGCCAGTTCGGTTATTTTA AGTACCATCGTGGCAGGACT 122

Ad06A20612 Aradu.A06 20612 p2 (TA)7 14 108994702 108994715 TTTCAAAGACTGAGGTCGCC CCTTAGTGTTGGGCCAGTGT 161

Ad06A20615 Aradu.A06 20615 p3 (AAG)5 15 109006985 109006999 TTTTTCGTCCCTAACCTTTTT GTGGCAATGGAAACGAAGAT 250

Ad06A20616 Aradu.A06 20616 p3 (GCC)5 15 109007894 109007908 GTGTACCGTACTCCGCACCT GAATTGGATCCACGACGATT 235

Ad06A20617 Aradu.A06 20617 c (CT)11(CA)15 52 109008237 109008288 GCTAAACAGATCAGCCTCGG GGCCTAAACTCCATGGGCTA 194

Ad06A20619 Aradu.A06 20619 p5 (TTCTC)7 35 109018792 109018826 AGACAGGGTGGTATGATGGC CCTAAGAGTCTGTCCCGTGC 270

Ad06A20620 Aradu.A06 20620 p2 (AT)6 12 109020880 109020891 TTTTACGTGAATGATCTTGATATGTG CCCCAAGTTCTCAAAGTCCA 268

Ad06A20627 Aradu.A06 20627 p2 (TA)7 14 109036836 109036849 TCAATTCCATGTTTTTGGCA GGTGGCCAGCCTAATTATTG 198

Ad06A20628 Aradu.A06 20628 p2 (TA)7 14 109038352 109038365 TCCGCTGCCTTATGGTATTC ATGGGCATGTAAATGTGGGT 227

Ad06A20631 Aradu.A06 20631 p2 (AT)6 12 109047823 109047834 GACAAATTCAGAAGAGTGGATGG TGTAAAGATCCAATTCAAAAGAAAAA 177

Ad06A20632 Aradu.A06 20632 c (A)11ttcacttttgaaactttctaaacaagcccataattaattcttactcgcgtgtctg(A)1076 109050074 109050149 TGGAAAAAGAACACAGACCAAA AGTCAAAAGCCAAAAGCCAA 272

Ad06A20633 Aradu.A06 20633 p2 (AT)6 12 109050978 109050989 GATCCCCCTTAGGTGCTTTT AGCAGGTTGTGATGTCCAAA 234

Ad06A20634 Aradu.A06 20634 p2 (AT)6 12 109051525 109051536 CCAACTTTTCTGTCAATGATTTG TGATGAGAAATAAGAGGATGATTTTT 259

Ad06A20635 Aradu.A06 20635 p3 (ACA)9 27 109069186 109069212 ATTTCGTTTTCGGCCTTTTT TCCATTGTTGATTCATTGGTG 257

Ad06A20636 Aradu.A06 20636 p3 (TGG)5 15 109080902 109080916 AAGGGAGGCTGTGAAACTGA CCTTCGACTTCAACCTCAACA 145

Ad06A20641 Aradu.A06 20641 p3 (ATA)8 24 109085523 109085546 TCAAACGCAAGAGCTTTGAT GGTCAAGCTGTGGTCATTCA 268

Ad06A20649 Aradu.A06 20649 p2 (AT)8 16 109096895 109096910 CAAATTGGGAACATTCACCC GGCTTAAATGAAAATCTGAAAACAA 259

Ad06A20650 Aradu.A06 20650 p2 (CT)14 28 109098191 109098218 CACTTCTCTGCTGCCCAAAT GCATTGGCTCCATGAGAGAT 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A20653 Aradu.A06 20653 p2 (AC)9 18 109102270 109102287 TTCGTTGGGTGACAATTGAA GCAATTCCATGCCTGTACCT 258

Ad06A20654 Aradu.A06 20654 p3 (ATA)6 18 109102449 109102466 GGTACAGGCATGGAATTGCT TTGTGGTGGTTTGAAGCTGA 257

Ad06A20656 Aradu.A06 20656 c (A)10(T)11 21 109108030 109108050 CGAAAATGGATAGGGACCAA TATGTGGGCCTCATGATTGA 280

Ad06A20659 Aradu.A06 20659 p2 (AT)6 12 109113222 109113233 TGTTGCTTTTCCCACTTTCC TGTTAGTAGCTTGGGTCTTGTGA 151

Ad06A20660 Aradu.A06 20660 p2 (TC)6 12 109114816 109114827 TTGCTACCTTTTGATGTTGGC AACTTGCCCTCCAAGAACCT 227

Ad06A20664 Aradu.A06 20664 p2 (TA)9 18 109122838 109122855 GAGCGAGTCCAAAACGAGTC AAAATTGAAAAGCAGCCCCT 126

Ad06A20666 Aradu.A06 20666 p3 (TAT)6 18 109124461 109124478 GTGGCTTCGGAAAATGAAAA GCAACAACTCTGTCGGTTGA 240

Ad06A20667 Aradu.A06 20667 p2 (AT)9 18 109126002 109126019 TGCCGGTGGATAGAGATAGG GGAGCGAAAACAAAAATCCA 237

Ad06A20674 Aradu.A06 20674 p3 (AAT)10 30 109145407 109145436 AAAGAGTGAGCCCCATCTTCTA AGGTTTAGGTGGGTGGCTTT 240

Ad06A20679 Aradu.A06 20679 c (A)10cattcgacaaagctattagtgagtcagaaataaacggattcagaaccaagttaacaagtcac(A)1082 109158017 109158098 TGCGTCTTTATCTAAGTGGCTTC TTCCGTTGTTAACTTGGTTCTC 186

Ad06A20683 Aradu.A06 20683 p3 (AAT)5 15 109178319 109178333 TCGCAAGTTCCTTGTCCTTC TGTTGAGCTGAACGGTGAAC 186

Ad06A20685 Aradu.A06 20685 p3 (AAG)6 18 109184482 109184499 GCAGCAACAACAGCAATGAT TGTAAACACGCACGTCCCTA 233

Ad06A20687 Aradu.A06 20687 p2 (AT)6 12 109192874 109192885 TGCCCATTAAACCTGATAAACA TGTTGTATGTTAATGTATCTTCCAAAT 175

Ad06A20691 Aradu.A06 20691 p3 (ATA)15 45 109199316 109199360 ATTGCGGACCGTTACTCTTG CCAAGTGTGGACTTTTGATTTG 280

Ad06A20692 Aradu.A06 20692 p2 (TA)8 16 109204423 109204438 CTCCGACTACCAAGGTTCCA AAATTTTTGTGGGATGGGGT 227

Ad06A20694 Aradu.A06 20694 p3 (TTA)5 15 109208624 109208638 GACGGAGAATTCCGTGAAAA AACATAAACGGGAGAGAAAAATG 261

Ad06A20695 Aradu.A06 20695 c (A)14taccccttctgg(A)1036 109208854 109208889 CATTTTTCTCTCCCGTTTATGTT GACGTGACTGGGTTCCCTTA 274

Ad06A20696 Aradu.A06 20696 c (A)13cagaatacaacaacgatttactttcacaagctaaattcatattattggaagtagtgtgtaatattgcttaggagttggtagaggataattcactttg(TTA)5125 109214910 109215034 CCCCTAAAAACAAAAGTTTCCC CCAAACACGTTTATCCCTCTG 275

Ad06A20699 Aradu.A06 20699 c (TAG)6tgaagaaagaagtgagaaccaactttccatattttcgagtctatagggt(TTC)11100 109218763 109218862 CGTCACACAAGAAGCAGCTC GGGAGGAGTGGTGGAAGTTT 187

Ad06A20700 Aradu.A06 20700 p4 (TTCT)5 20 109220344 109220363 CTGGCATTGTTGCTAGACGA ATTGTTTCCCCACCTTTTCC 218

Ad06A20707 Aradu.A06 20707 p3 (ATT)10 30 109233779 109233808 GCCACTAGTTAACACATGCTCC GCCCCATGAATCTCAGAAGA 201

Ad06A20714 Aradu.A06 20714 c (A)10gttttttctttttaattttaaatatagtggaaaaaaaagaataaaag(A)1067 109249432 109249498 CGAAAAATTGATGATTTGGGA GGCTATATATACCATGTTGCCCA 191

Ad06A20716 Aradu.A06 20716 p3 (ATT)6 18 109254399 109254416 GCCATCTCCAGATTCTTCCA TCATGCAAGGTTTACAAGTTCC 270

Ad06A20718 Aradu.A06 20718 p3 (TAA)13 39 109262473 109262511 AACTGGGCCTAATTTCTTTTGA CCGGTGCCATTATCGTATCT 111

Ad06A20721 Aradu.A06 20721 p2 (TG)7 14 109278073 109278086 AGCATGAACCAACTCCCAAC ATGGACCTAATGCTCGTTGC 175

Ad06A20732 Aradu.A06 20732 c (GGA)6agagggcgaagaccatagtggcgcgaagcggt(GAA)668 109288490 109288557 AGGAGGCGGAGAAAGAGAAG AACACCACCACCATCATCCT 190

Ad06A20738 Aradu.A06 20738 p2 (GA)10 20 109300183 109300202 GGGGAGAAAAGAGGCACAA CCGGTGTGGATTCATAGTAGAG 274

Ad06A20740 Aradu.A06 20740 p2 (TA)7 14 109303118 109303131 TCGAAAATTTGAATCCCGTT AGCTCGACTCACTTTCAGCC 205

Ad06A20745 Aradu.A06 20745 p2 (TA)7 14 109307159 109307172 AAAAATCCACAAAACCAGTCA AGATGGCTTCCGTCCAATTA 272

Ad06A20747 Aradu.A06 20747 p3 (TAT)5 15 109307847 109307861 CAAGAAACCCACCAATCACC ATTCGCAGTCGTCATCATTG 265

Ad06A20748 Aradu.A06 20748 p2 (TA)10 20 109314730 109314749 AGGATCCTAGGGCAAGGAAA TGTGAAGTTATGCTGCGCTC 251

Ad06A20749 Aradu.A06 20749 p2 (TA)10 20 109315661 109315680 GGAGCGTAATCGAAGAACCA TGAAGTTATGCTGCGCTCTG 261

Ad06A20750 Aradu.A06 20750 p2 (TA)10 20 109316594 109316613 TGAGGATCCTAGTCCAAGGAAA TGTGAAGTTATGCTGCGCTC 253

Ad06A20751 Aradu.A06 20751 p2 (TA)10 20 109317524 109317543 GGAGCGTAATCGAAGAACCA TGTGAAGTTATGCTGCGCTC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A20752 Aradu.A06 20752 p2 (AT)9 18 109319345 109319362 AAGTCTCTATCGTGACAAAAACG TTTCATAGGTCCTTATAGTTTCCAA 239

Ad06A20758 Aradu.A06 20758 p2 (CA)14 28 109331896 109331923 CGCAAATATTTTCCCCACAC CAATCAATTTTGGGGCAATC 276

Ad06A20759 Aradu.A06 20759 c (A)10gtgcggtgttgtggggtccactagtatccaactagactatctcttcccacac(T)1375 109332668 109332742 TGTGGAAATTTGTGGGTGTG TTCTCGAAAACGAAAATCCA 233

Ad06A20760 Aradu.A06 20760 c (T)12aggctgcggtggtacacgttttaaatcaatctaaactgtattaga(T)1067 109333518 109333584 TTTTTCAGGACTAACCCACAA CCCAACTTGTAAGATTTGTAAGTCAA 279

Ad06A20761 Aradu.A06 20761 p2 (AT)6 12 109334692 109334703 GCAAAGCTTCTGACTCGGTT AGCATTCTGGGAGCATCTGT 205

Ad06A20762 Aradu.A06 20762 p2 (TA)7 14 109335967 109335980 CAGAAGAAAATTTATGTCCGATG GCTCTTTCCTAAAAATATTGGCA 271

Ad06A20768 Aradu.A06 20768 p2 (AT)6 12 109343601 109343612 AGCTTCTGACTCGGTTAGCG CATTCTGGGAGCATCTGTCA 225

Ad06A20773 Aradu.A06 20773 p3 (TTC)5 15 109359409 109359423 CTGATGCGATTTTGTTTGGA CCACCATTTCAGCAACAACA 177

Ad06A20774 Aradu.A06 20774 p3 (CTC)7 21 109369938 109369958 TTACCAAAGGGTGCAAGAGG TTGGTTGAGAGGGAGTACCG 119

Ad06A20775 Aradu.A06 20775 p2 (AT)6 12 109379036 109379047 TTAGGTGTCCGGAATCAAAG AAAAGGACATTAATAATTCGGAAAGA 280

Ad06A20778 Aradu.A06 20778 c (A)10taaattaaagtctaaatgatatgctaatattttttgaaaaaaaagttattt(TA)7(T)1489 109390603 109390691 GGTGCTTCAAACCCTACCAA GAAGGCTCTCCATAGAACTCACA 210

Ad06A20779 Aradu.A06 20779 c (T)11cgaatttcttgtcaaatttgttggatctccttcttctttcg(T)1163 109391230 109391292 CAAGTCTGGAGAAAACAAAGTTCA TGGGTGTATTTCTGAAGTTCCA 260

Ad06A20780 Aradu.A06 20780 p3 (GAG)6 18 109393636 109393653 CACTCTGCGGTGATCTCAAA CGTGCAACATATCCTTGGTG 152

Ad06A20783 Aradu.A06 20783 p3 (ATT)16 48 109396309 109396356 TTTTGTTGACAGCGATAATATCATAA GAACAAAATCAATTGTCTCACTTTT 233

Ad06A20784 Aradu.A06 20784 p3 (TAT)5 15 109396555 109396569 CACAACGGTTTTCGTTTCAA TAGTGTTCGGATCGGGTTGT 128

Ad06A20785 Aradu.A06 20785 p2 (CT)9 18 109397391 109397408 TTTTTCATTTTTCTCTTCCCAAA CCAGCGAAGAAACACTCACA 117

Ad06A20786 Aradu.A06 20786 c (A)10ccttc(T)10gggttgtaatggagatggaggaataccc(TAA)6cttgaggcaagaaaagagaggtgcaaatgcaataaggccaagtttcttgtactcatcaactactaatactgcttctcttcata(ATC)5169 109398013 109398181 CCACTTCCTCCTCCTCCTCT TGTTGATTGGAACTTGGTGG 256

Ad06A20791 Aradu.A06 20791 p3 (TAT)12 36 109407709 109407744 TAACAGCTTTTGCCAGCTCA CTGCATGCACCAAAAATCAC 256

Ad06A20792 Aradu.A06 20792 p3 (ATA)5 15 109408867 109408881 CGTAATTTCATTCGGCCAAG TTGTCCGCGACCTCTTAAAT 278

Ad06A20794 Aradu.A06 20794 p2 (AT)9 18 109415274 109415291 CCCCAAACGTTAGGAACAAA CAATTTTATATGGACAATGCATCAA 259

Ad06A20796 Aradu.A06 20796 p3 (ATT)17 51 109415983 109416033 TGTTGCGGATGATGAGTGTT AACAACACCCTTTTCCATGC 258

Ad06A20798 Aradu.A06 20798 c (TTA)5ttggc(T)10 30 109418794 109418823 ACGTGGAAAGTGGGTAGCAC CCAGATCGCAGCCTTCTAAC 218

Ad06A20800 Aradu.A06 20800 p2 (AT)8 16 109419826 109419841 TTGTAAATCTCTTGTTGAGTCGAGA GTGAATTGGGCCTTCTCTCA 149

Ad06A20806 Aradu.A06 20806 p3 (ATA)7 21 109425594 109425614 GCGGAGTAGCCTATGTTATGC TCAAAATTCAAGAAAATCCACAAA 259

Ad06A20817 Aradu.A06 20817 p2 (TA)6 12 109438962 109438973 GTGGCACTCCAGTACCCATT GCATCTGAACCCCTTCTTCA 241

Ad06A20819 Aradu.A06 20819 p3 (TTA)5 15 109444451 109444465 TTTCTCACGGACTAGCATCG ACGCTGACCGAAAAACTTGT 148

Ad06A20820 Aradu.A06 20820 c (AT)6aaccccagaaatcaatttcatatttttttttctggggtttcctctattttccttgatctcttatctttatacataatatgttactaaactaggt(TA)6118 109447519 109447636 GATTGCTTTGCCTCCAAAAA TAGACGGCAACTCTTCCCAC 267

Ad06A20821 Aradu.A06 20821 p3 (CAA)6 18 109448351 109448368 TTGGGAATAACAAGAACCGC ATGGCAAATTTGGTATTGGC 237

Ad06A20822 Aradu.A06 20822 p3 (TAC)5 15 109448593 109448607 CATCCTACCCTTGGTGATGG CCTTTTCTTTGCACCATTTCA 176

Ad06A20823 Aradu.A06 20823 p2 (AT)7 14 109449192 109449205 GGGAATGAAGCTTGTAATTTGA TTGCTAAATTCTCAAAATGTGTTACTT 183

Ad06A20827 Aradu.A06 20827 p3 (TAA)6 18 109457694 109457711 CCCATGGCTGATCTCACTTA AATTATATCGGTGCCGGATG 216

Ad06A20828 Aradu.A06 20828 p3 (ATT)19 57 109462576 109462632 AACATGGCATGCTGAAAACTT TTCATGCTGGTCAATGTCGT 176

Ad06A20831 Aradu.A06 20831 p3 (TAT)5 15 109465893 109465907 TGGATTGGCCTTCTTTCTCT CAATGCGAGAAGGGGATAAA 254

Ad06A20833 Aradu.A06 20833 p4 (AATA)5 20 109473388 109473407 GAAACGATTGCCGGAGTAAA ATCGGCGATTCTTCATTCAC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A20834 Aradu.A06 20834 p3 (CTT)6 18 109473541 109473558 AACCGGTGAAGTCGAAACAG ATGTGACGTTGAAGCAACCA 139

Ad06A20837 Aradu.A06 20837 p3 (CAC)7 21 109489258 109489278 ACTTGAGAACAATCCACCGC TTGCCTTGTTTTCAATGCTG 239

Ad06A20843 Aradu.A06 20843 p3 (ATA)5 15 109508847 109508861 TCGTTGAGGTAGGGGATTTG GATCCAAGTTGCATTTCTTGC 279

Ad06A20849 Aradu.A06 20849 c (TA)7tgagtgtattaacgatttgattagggtaattaattaattaagtagatattgaaagttctag(AAT)8tgttctgaatattctggagtattcaggagattatttaaaaacttgcatggtgttattattattggaag(T)10177 109519460 109519636 TGGACAACTAATGGATCAACTTCA TGACTATTCCCCATCTATCGC 267

Ad06A20850 Aradu.A06 20850 p2 (TA)7 14 109521660 109521673 CCTTTGCCACCCTAGACAAG TCTAAGGGAGGCATGTTACTGA 113

Ad06A20855 Aradu.A06 20855 p3 (ATA)19 57 109531100 109531156 CACGGCATAGGGTCCTACAT TCCTCCACTCAACAGAAGGTG 149

Ad06A20859 Aradu.A06 20859 c (A)13cattttactacacaattaaattaaattaattaatctgagagtaattaatcctaatattccctttctaatttctatatacttattcacttttttattt(A)11121 109533841 109533961 TGACATTTTCGTTTTCCTTCTT AGTGCTGAAACAAACATGCAA 218

Ad06A20868 Aradu.A06 20868 c (A)10taactcctcttttgattgtttatgatttggtgtggaaatttaac(T)1266 109547120 109547185 TCTGGTCGATATAAGTTAATTGTTTTT CAAACTTGGAACCGATTTTGAT 210

Ad06A20869 Aradu.A06 20869 p2 (GA)6 12 109547862 109547873 CCATTTTCTCTTCACCATCACA AGGTCCATGCCAACCTAACA 232

Ad06A20874 Aradu.A06 20874 c (T)10ctttctaatatttggtttgtctttagcgcagagagagtaaatatatatataactttgcttcat(A)1083 109556627 109556709 TGCTTGTCTGCTTCTGTTTGA TGGGTTTTGAAATGGGAACT 245

Ad06A20875 Aradu.A06 20875 p3 (AAG)5 15 109560459 109560473 ACCATTGATGACCCTCCAAA GGGGTTTCATCATGGAAATG 201

Ad06A20876 Aradu.A06 20876 c (T)12ggctcttccccttttgctttcatatgtgtttgtgagattggatttgagaggttcttctcttgaaggccaagcttgctccctattattatttatat(TTA)5122 109561835 109561956 AGTTCTTACACTTTGCTTCACTTG AAAAGCCTAAAAGGAAGTATGTTTG 271

Ad06A20887 Aradu.A06 20887 p2 (TA)6 12 109583044 109583055 TGTCACCCTCTCACCTTGACT TGTGGACATCCTAAGCACCA 249

Ad06A20888 Aradu.A06 20888 p3 (AAT)6 18 109583563 109583580 CTCATGCAATTCGGTTTGTG CAGTGCAAAGGGAACATCAA 167

Ad06A20889 Aradu.A06 20889 p2 (AT)6 12 109587510 109587521 AAGTCACAACCCACTGGCAT GCAAGCAAGGATAGGCAGAG 231

Ad06A20892 Aradu.A06 20892 c (TGA)6ggttcctttgttgt(TTC)650 109589926 109589975 CCCAGTTTCTGATGAAGCAA CTTTTAAGCAGCAAGGGCAT 225

Ad06A20893 Aradu.A06 20893 p3 (TGA)7 21 109590175 109590195 CCCTTGCTGCTTAAAAGGGT TGATGGTGCCAAGTTCTTCA 269

Ad06A20894 Aradu.A06 20894 p3 (TGA)7 21 109590719 109590739 GGCATCATAGCCAGAGAAGG GGGTTTCTCTCTCTCACCCC 252

Ad06A20895 Aradu.A06 20895 p3 (TAG)7 21 109590846 109590866 GGGGTGAGAGAGAGAAACCC CCCAATGATTGACTTGCCTT 218

Ad06A20896 Aradu.A06 20896 p3 (ATC)5 15 109591021 109591035 AAGGCAAGTCAATCATTGGG TTTCGTTCTTTGGTCTTCGAG 231

Ad06A20899 Aradu.A06 20899 p2 (AT)7 14 109592994 109593007 CCCCTCATTGAAAGATCCAA AGCTCAAATCTGCGATGGAC 212

Ad06A20907 Aradu.A06 20907 p2 (AT)8 16 109602767 109602782 TTTTGTTGTTTCTAAAACTCCTCG TCTTTTAACACCAAAAATTTCGC 261

Ad06A20908 Aradu.A06 20908 p4 (TTTC)7 28 109605706 109605733 GTCTGAGCCCGTGATGAAAT AGAGAATGCAGACGCCAAGT 174

Ad06A20909 Aradu.A06 20909 p3 (ATT)5 15 109605835 109605849 ACTTGGCGTCTGCATTCTCT TCAAACCCAAAATCCAAAGTC 222

Ad06A20915 Aradu.A06 20915 p2 (CT)6 12 109616856 109616867 GGAAGTTGTGTGGGAAAGGA GAAATGCCACTAGAGCCCAG 260

Ad06A20916 Aradu.A06 20916 p2 (CT)8 16 109617504 109617519 ACCAACCTCTCCAATTTCCA CTTGGACACCATTACCTTCCA 227

Ad06A20919 Aradu.A06 20919 p3 (TAA)12 36 109622908 109622943 TGTTCATCACCTGAATTTGAGC TCAATAACGCCTCCTTTGATG 265

Ad06A20924 Aradu.A06 20924 p2 (AT)7 14 109646265 109646278 TTTTGAAAATCGAATTAGCCA CATCATCAGAAAACGTAAAACCA 266

Ad06A20925 Aradu.A06 20925 p2 (AT)10 20 109647391 109647410 TCGTCTTTGATTCGGTATAACCT GGCTTCTAAGGGTTGCAAGG 262

Ad06A20926 Aradu.A06 20926 c (A)10gaaatagaaacaactagagaaaatgaagaaggagaggagaaatgtgagt(A)1069 109648486 109648554 AAACACCCACAAAGAGAACCA CGTTGTCACCTAAGTCTTGGC 267

Ad06A20927 Aradu.A06 20927 p3 (ATA)19 57 109648786 109648842 AAAAAGTCTCGACCTTTCTACTCTATC AAAATTATTAGGGGTTTGAGGTGA 258

Ad06A20928 Aradu.A06 20928 p3 (TAA)9 27 109650922 109650948 TGAAAATTTAAAAGCTACCACACAA TGTAATATCAGCAAACTTTGACATTG 261

Ad06A20932 Aradu.A06 20932 p3 (TTA)7 21 109656818 109656838 TGCCTACATTACGCCCTTTC AATTCTGCATTTCCCAGCAC 237

Ad06A20935 Aradu.A06 20935 p2 (TC)6 12 109661308 109661319 CCTTGGCAAAGAACAAAACC TGGAACAACAACAATAACGAGAA 183
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Ad06A20937 Aradu.A06 20937 c (TGA)5tgtcatcacaacaacaacatcaaaaggaatgttgttttttcagaatcatcagaggaacaacaacaacaatagctcttgttgtaatgtgttgttgagatc(TAA)6132 109661687 109661818 TGTTCCATTTGGATCTGGGT TTTGAAGAGAGCAATGGCAA 280

Ad06A20938 Aradu.A06 20938 c (T)10gtaatctagtaaaaaattgtg(T)10gttgatggtcatcctacagtacctgtgtggaaggtcttttcatggaaaaaaatatatttgagatatgccatgtttttctgaagtcttgtcaagaat(TAAA)5157 109662209 109662365 TGAGTTTGATTTGGATGTTTGG TTTGCTTACATCCCTCACCC 264

Ad06A20940 Aradu.A06 20940 p3 (CAC)7 21 109664203 109664223 GGACCAGAAGTACTGCGAGC GAAGCAGTGTTCCCCACAAT 195

Ad06A20941 Aradu.A06 20941 c (CAA)7cattgttagacaaccaaattggattccaatttcatgggagagttcaatgggtggtccacttggtgaggttctcaacct(TAA)12135 109665800 109665934 TCAAGGGAGTTGGAATTGGA CTCCAGTTGGTGATGACCCT 280

Ad06A20946 Aradu.A06 20946 c (A)10gtggttttatgacaaaaagaaacgcggatttttaaattattgacgaaaattaaag(T)1378 109671024 109671101 CAAAATTAGATTCTTTGCGTGAA CGCAACTATGCAGCACCTAA 182

Ad06A20947 Aradu.A06 20947 p3 (AAG)7 21 109674813 109674833 TTCAACCTCCACCATGTTCA GGCTTTTGGTGCATCTCTTG 171

Ad06A20948 Aradu.A06 20948 p3 (ATC)5 15 109674987 109675001 CCAAAAGCCCCTTTATGGTT CCCTCATTTTTGAAGTGCTTT 135

Ad06A20952 Aradu.A06 20952 p3 (TGA)5 15 109677010 109677024 CTTGCACACCAAGCATTATCA ATGTGAATGGACAAGCACCA 275

Ad06A20953 Aradu.A06 20953 c (TTA)5ggttttaagactatagtatataaagggtctagtaacatcaaaatcttattcattc(AT)682 109677147 109677228 TGGTGCTTGTCCATTCACAT CTAGGCTTCTTTTCCCATGA 243

Ad06A20954 Aradu.A06 20954 p3 (ACT)5 15 109677363 109677377 TTCTCATGGGAAAAGAAGCC TGATGGAGGGGGTGGTAATA 126

Ad06A20955 Aradu.A06 20955 p3 (AAC)5 15 109677840 109677854 ATCAAGGTTGAGGAAGGGCT CGGGAAAGAAAATAGGATTGC 277

Ad06A20956 Aradu.A06 20956 c (T)10aattttcatattactc(T)11caaaattttcatattattcctatctctatcccttctattatttaatattatttattatgtttca(T)11112 109678188 109678299 TGAAAAATGAAATTTTAACGTTGT TGGAGTGTGGGAAAAATGGT 267

Ad06A20958 Aradu.A06 20958 c (TC)19(AC)18 74 109684546 109684619 CACCAAACCATGTATGGCAG GTTCTCAATCGCACAGCAAA 240

Ad06A20959 Aradu.A06 20959 p2 (TA)8 16 109685787 109685802 TGGAACTCGAGAGAAAGGTGA CCACACAAAGCACTCGAAAA 148

Ad06A20964 Aradu.A06 20964 p2 (AT)6 12 109708649 109708660 TTCCGATCCCAAAAATCAGA AAACACTTCTTTCTATATGTTCGATG 264

Ad06A20965 Aradu.A06 20965 c (ATT)5g(TTA)15 61 109713211 109713271 TTCTTGATTGGAACGGTTTG GAACAAAAACAGAATTACGCTCAA 234

Ad06A20967 Aradu.A06 20967 p2 (TC)6 12 109714840 109714851 TTTTCACATACACCACTGCCA GGAGGGGAGAGAGGAAAATG 129

Ad06A20969 Aradu.A06 20969 c* (AG)6(GAG)5* 24 109715578 109715601 AGGGGGAGAGAAAAGGAAGG TCTCTCTCTCCTTCCCTCCA 188

Ad06A20970 Aradu.A06 20970 c (GA)8agaagggg(GA)738 109715707 109715744 GGAGGAGAGAGAAGGAGGGA AAAACACCGAATTGAAACCA 248

Ad06A20977 Aradu.A06 20977 p3 (ATA)15 45 109730567 109730611 ATGAGGCCAAAGGTCACAAG CCAAACCTAAACCCACCTCA 248

Ad06A20979 Aradu.A06 20979 p2 (TA)7 14 109731408 109731421 CTCCATGCAAAGAAAAAGCA GAACCGCTACTCACCCAAAC 279

Ad06A20981 Aradu.A06 20981 c (T)13catttggcaattataggaagttagtaggataaggctcggctttattcacacttcatggttatgcaagaaaaagtccaaac(A)14107 109732318 109732424 GACTACGTAGCCCCATTTTCT ATCACACCAACAGTTTCCCC 166

Ad06A20983 Aradu.A06 20983 c* (TAA)9(ATAC)5* 46 109734772 109734817 TGAGTTTTATTGGTTTTGAATTTTGA TGTTTTGATTTTCATTTTCCACA 229

Ad06A20984 Aradu.A06 20984 p4 (AATT)6 24 109735395 109735418 GAATTAGAATATGCCTTCAGAGTCAA ATTGGCCACCTTCTTCATCA 255

Ad06A20992 Aradu.A06 20992 c (T)11ctttttgactctttaacatgccttgtagatagcaacaccatgcctttccagtcccaaacacttttattggttgcacgtaagctttttt(A)11110 109743697 109743806 GGCCATGCTCATCTTCACTT CTCGTGTAATGAGTATTCGAGGA 185

Ad06A20994 Aradu.A06 20994 c (A)10taaaaaactaaacatagagacaattttgcttgtagcacatgcaaactactttggctcctgctaaaaagaagtggttcctgaaaccctcccc(T)11112 109747725 109747836 TTATTGGCCAGCGATAAACC CGGCTCTGAGTGGAGGATAA 258

Ad06A20997 Aradu.A06 20997 p4 (AATA)5 20 109752053 109752072 GTATGTGCGTGTCCAAAACG GGTGGGGAATTCAGATGATG 231

Ad06A20999 Aradu.A06 20999 p2 (TA)7 14 109753000 109753013 CTTCGAGCCAAACTCTTGGA GGCCACTACCTCATTCATAGC 278

Ad06A21002 Aradu.A06 21002 p3 (TTC)5 15 109757449 109757463 GGCAACTTCGATCTCGTCTC CCTAGAACTCGCTGATCGGA 259

Ad06A21003 Aradu.A06 21003 c* (GAA)7(GAAGAG)5*(GAA)769 109765789 109765857 ACACCCAAAATTCGTTGCAT AAGCGCTACATTCAGAACGG 240

Ad06A21007 Aradu.A06 21007 c (TAA)5acaccgagtcagatagtttgtttcaaattagcaaatacat(TAA)1188 109779119 109779206 TCAGCTAGCCCTCGCTTACT TGCTTGCCTCTTTACCATTT 165

Ad06A21010 Aradu.A06 21010 p2 (AT)6 12 109795545 109795556 CAGGAGTATTCTGAAAATATCAACAAA CCCGAAATATAAAAAGCACAAAA 280

Ad06A21019 Aradu.A06 21019 p2 (CT)7 14 109818211 109818224 AAGGTGCTCACATGGTTTCC AGCCAAAGTGTGTGCCTTTT 208

Ad06A21021 Aradu.A06 21021 p2 (AG)7 14 109828700 109828713 GCCACCAAAAGCAATAATCC TTCTCCTCATCCAAATTCACG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A21023 Aradu.A06 21023 p3 (GAG)5 15 109829983 109829997 CGCGAATTTGAAAGAAGGAG AACACTGACCGAACCGAAAA 115

Ad06A21024 Aradu.A06 21024 p3 (TGA)5 15 109831374 109831388 TTGATAAAAATGATGCCACAAAA GAAGGACAAAGCGATTCCTG 275

Ad06A21025 Aradu.A06 21025 c (ATA)5atcaagtatatatttaagtatattatatacataggtgtc(TA)768 109831651 109831718 CAAAAATCGAATTGGGTCTTTACT GGTTCCCGAGAAGAATAGAGG 278

Ad06A21027 Aradu.A06 21027 p3 (TTC)5 15 109833140 109833154 AGACCGCTTAGCCTTTTTCC TCTCCGATAATACCGCCATC 262

Ad06A21029 Aradu.A06 21029 p4 (TTAT)5 20 109841276 109841295 GCAAACGGTATTGTGGCTTT GCCAAATGGAAACACCATCT 262

Ad06A21032 Aradu.A06 21032 c (TTG)6acttcttccaaattctttgaccatca(TCT)662 109848626 109848687 CCTTGTGACTCTCCTTTGGAA GATGCTTCATCAGGTCCTCC 223

Ad06A21034 Aradu.A06 21034 p2 (GA)6 12 109849166 109849177 AAAGGGTAGCTGTTTTCCACA GGCCAACTGGCATATTGATT 243

Ad06A21037 Aradu.A06 21037 c (T)13ccctgaaacaaagagtgttaagtcaatctcaaattctgaagctacaaatgacatatctctgaagcttcacagtgaccatggtgaaac(AAT)7121 109854828 109854948 TAGGGGGTATGCTGATGGAG CTGCTCTAGGTTTTGGTGGC 269

Ad06A21038 Aradu.A06 21038 p2 (AT)9 18 109857326 109857343 GCGAACATATGATCAACAGCA CTTCATTGGGACTGGCATTT 269

Ad06A21043 Aradu.A06 21043 p3 (ACC)5 15 109868767 109868781 ATTGAGACCATCACCCGTTC AACAATGCCATGACACAGGA 272

Ad06A21045 Aradu.A06 21045 p3 (CCT)5 15 109875985 109875999 AGGTCCAACACCAACAACAA TGCATTATGAACCGAACACG 272

Ad06A21046 Aradu.A06 21046 c (A)10caaataaaataaagaaagtggcatatagccacgt(GA)860 109876266 109876325 AACGTGTTCGGTTCATAATGC TTTCTCTTCTCCTTCGACGC 260

Ad06A21047 Aradu.A06 21047 p3 (GAA)6 18 109877185 109877202 ATTGGAGAAGAACTTGCCCG CTTTTTAAATCACGCGCTCC 112

Ad06A21049 Aradu.A06 21049 c (A)10gaaatattctttatttcaaaatatataact(A)1050 109892285 109892334 CCATTGAAAACCATCAGCCT CGTCCAATTTTTCTGATGAGG 256

Ad06A21052 Aradu.A06 21052 c (AAG)5tctgtgtgtgcttcattggagaagaacctgctcgaatttg(GAA)570 109898415 109898484 TGAATTGAATCGAATTGTTTTGA TCACGTGCTCCTTCTCCTTT 236

Ad06A21066 Aradu.A06 21066 p2 (CT)6 12 109947257 109947268 TGGAGAAAGCTGCTTCAAGTT GTCGTGGGTTGGAAGTGTTT 260

Ad06A21067 Aradu.A06 21067 p3 (TCA)10 30 109947417 109947446 CCACAGAACCTTCCATTTCC AATGGGGAAGATCCTCGAAT 119

Ad06A21077 Aradu.A06 21077 p2 (TC)8 16 109967543 109967558 TGGAAATAATCATTCACAACACA TGGCTCAACATATGGGAAAA 271

Ad06A21078 Aradu.A06 21078 p3 (ATC)6 18 109968067 109968084 TTGATGAGAGGAGGCAGAGG CCAACTTGGGTTGCTTTGAT 249

Ad06A21087 Aradu.A06 21087 c (T)10ctctttttattaatccaactgccacaagcaactaaatattcctctaaacttagccaccaaatat(TA)1196 109992487 109992582 GAAGGTAAGCTAAGTCTCCTCAACA TTTGGCACGAAATGGAAAAT 271

Ad06A21092 Aradu.A06 21092 p3 (TTA)12 36 110010201 110010236 ACATTCCGAGCTAAACGACG TTGGTTGACCACATAAATCTCAA 267

Ad06A21094 Aradu.A06 21094 c (T)11caactcaatatgatacatac(T)1041 110017197 110017237 TCTCTCTTCTCTCGTCATCTTCA TGGCACGATTGACACAACTT 202

Ad06A21098 Aradu.A06 21098 c (T)12ggattaaaaaacagcatcttttgaagtaatggttagagcccgaattcattgttctctctaattg(A)1187 110022254 110022340 TTCTTAATGTGCCAACTCATCA GCGCTTTAAAAATCGAATTAAAC 280

Ad06A21099 Aradu.A06 21099 p2 (AT)6 12 110022510 110022521 ATTGTTTCCACGGAGCTTTG ACATTGACGCAAAAGAAGGC 278

Ad06A21100 Aradu.A06 21100 p3 (TTG)5 15 110028100 110028114 TCGACATTCGTCGAAATCTG TCCTTAGCGCTGCTTCTCTC 203

Ad06A21101 Aradu.A06 21101 p3 (GAA)5 15 110028366 110028380 ATGGAAACAAGCTTGGCAAC TTCCTTCACCGCTTTTCTTC 248

Ad06A21103 Aradu.A06 21103 p2 (AT)13 26 110034032 110034057 GAGCTAAAGCATGGGGATCA AAGACAGTTTTGTGCGGCTT 280

Ad06A21104 Aradu.A06 21104 c (AAT)21(CAT)5 78 110035561 110035638 TTGATCTCCGCTTCAACCTT ACAATGTACCCCGTAGCCAA 206

Ad06A21105 Aradu.A06 21105 p2 (TC)6 12 110036348 110036359 TCGTCATCTTCGAGGAGCTT GTTGCGTTTTTCAACTGGGT 189

Ad06A21109 Aradu.A06 21109 p3 (AAT)21 63 110044802 110044864 ATCCATTTGCCACTCTGAGC GCCTGATTGGAGTTTTCTGC 253

Ad06A21112 Aradu.A06 21112 p3 (AGG)8 24 110054586 110054609 CTCGGAGAGTAGTTGGGCAG TTACCAGAGGGTGCAGGAAG 184

Ad06A21114 Aradu.A06 21114 c (AC)6(TC)13 38 110062564 110062601 TGTGTGAGTATGCGAGGAGC GAAACGAAATGAGGCTCCAA 204

Ad06A21116 Aradu.A06 21116 p3 (AAT)10 30 110066851 110066880 GTGGATCCAACTTTTCCGGT TTGCATGCATCCTATTTCTCC 256

Ad06A21122 Aradu.A06 21122 p2 (AT)7 14 110076186 110076199 GGCATACCCATCACACATGA GGACAAATGAACGAACAGCA 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A21123 Aradu.A06 21123 p3 (AGA)5 15 110078416 110078430 TGTGTAAATTTGGGGGAAGG GGCGTCCCTTTCTCTTTCTT 108

Ad06A21125 Aradu.A06 21125 p2 (TA)6 12 110080544 110080555 TGATCATATTGGATGTACATGAGAC TTTTAAGTGGTCGAAGTCAATTT 252

Ad06A21131 Aradu.A06 21131 p2 (AT)8 16 110099311 110099326 TTTGAGAATCCAAAATTTTAGTCA AATCGGTTAAATTATGTTATTTTGTCA 243

Ad06A21135 Aradu.A06 21135 p3 (TTA)5 15 110110997 110111011 GAAAAGTGTAATTCATTTTGTTATTCA TCCTTTTCCACTAAACCCTTTTT 265

Ad06A21140 Aradu.A06 21140 p3 (TTA)16 48 110117723 110117770 GGATAAATATGGAGGTCCAAAAA AAATCAAAAAGTGAGGCGCA 270

Ad06A21142 Aradu.A06 21142 p3 (CCT)5 15 110122474 110122488 GCAATGACAAACGCTCAAGA CGCCTTAACCTCACCAGAAG 243

Ad06A21145 Aradu.A06 21145 p4 (AATA)5 20 110132404 110132423 GTGGTCAGCTCACTCGTTCA CGCCTCGCAAGTACAAGTAA 226

Ad06A21148 Aradu.A06 21148 p3 (CTT)6 18 110133943 110133960 AAGGCGCACTTCTGATGATT CATGACGAGGAGTTTTGAGGA 278

Ad06A21149 Aradu.A06 21149 p3 (TTC)5 15 110134075 110134089 CGTTTTAGAGGAATAAAACCGAGA TCGAAAGCAAGCACACAGAC 278

Ad06A21152 Aradu.A06 21152 p3 (ACT)5 15 110137822 110137836 TGGATTGCTTCAAAATGTTTTCT GAAACCGCCGCTATTGTAAC 269

Ad06A21158 Aradu.A06 21158 c (A)10cgaaattttggaggtttttttgtttacaaaaataaacatgaaaaaaggtaattattggctaaaataagaagtaaaagagag(A)13104 110143047 110143150 AAATCTTTAAAAAGTTTGCCGC CAAGGGTTACTCAGCACTTCC 253

Ad06A21160 Aradu.A06 21160 p2 (AT)6 12 110152958 110152969 CGCTTTGGTTCTTCCAAAAG GACATGCTGACTGCAAAGGA 276

Ad06A21168 Aradu.A06 21168 c (A)11gaagtcatattttacttcttcaaaagttcttaattaacttcttgagatattaaaagtt(A)1180 110178516 110178595 TGCGTGATTTAAGCCTTTGA CTCCAATTTGAAAATAGCAAAAA 271

Ad06A21170 Aradu.A06 21170 p3 (TCT)5 15 110181942 110181956 TTCCCCTCAAAACCTTCCTC TGTGAAGTGGCTATGGTGGA 161

Ad06A21173 Aradu.A06 21173 p2 (TA)6 12 110188743 110188754 GCTACGAGAGCTTGTTGGCT GGGACCGTTTTGAATCCTTC 278

Ad06A21175 Aradu.A06 21175 p4 (TTTA)12 48 110190797 110190844 CCTTTACCTGTCTTTTCTTTTTCG GGGCTTTAGTATTTTGAAGTCCAT 217

Ad06A21176 Aradu.A06 21176 p3 (AAC)5 15 110191355 110191369 GCTGGACTGATTCTTATCACGC AGGAACATGATCGGGATGAA 266

Ad06A21180 Aradu.A06 21180 p4 (TAAA)5 20 110199761 110199780 TTTCCTATAAGCTAGCCGCAA CCAACTTTTACGATCATGAATCAA 170

Ad06A21189 Aradu.A06 21189 p3 (TTC)5 15 110218416 110218430 AATTTATGACGGCGGAAGC TTTCAGCAAAAGGAGAAACAAA 101

Ad06A21191 Aradu.A06 21191 p2 (TA)7 14 110219589 110219602 TTCTTGAGGGAGTGGAAATTG AAAAACAAAGGACATATTTCATGG 226

Ad06A21192 Aradu.A06 21192 p2 (AT)7 14 110221025 110221038 CTGCTCCCATTAATTTGCGT GGAAAGAGCCAATCTTCCCT 279

Ad06A21193 Aradu.A06 21193 p4 (TTAT)5 20 110228627 110228646 ACGGTCCAAATGCAATTTTT CATACAAATACAATCGCGGA 178

Ad06A21194 Aradu.A06 21194 p3 (CAT)6 18 110232957 110232974 CATGCCATCATCATCACCAT CGTTTGCGTATAGCATGGAA 245

Ad06A21205 Aradu.A06 21205 p2 (TA)6 12 110260439 110260450 TGAAAAGGTTCTCAATGCTAAAA CCTACAGGGAGCGTCAGAAC 224

Ad06A21209 Aradu.A06 21209 c (A)10gattatgtcactatattttgaaaattattattcttgaaatacgcttgcaaatattttatccgg(T)1184 110263177 110263260 TGGCAAGTAACATTTGCACTG CCAAAACATAATTAACTCTATCAGCAA 223

Ad06A21210 Aradu.A06 21210 p2 (CT)6 12 110264951 110264962 CACCGAAAAATCAACGGTCT AGAGAGGGTGCGTGAAAGAA 236

Ad06A21212 Aradu.A06 21212 p2 (AT)9 18 110267140 110267157 TGTCCAAAATTTTTCATTGCC GTGCAGGCATAAGTGCTAGG 279

Ad06A21214 Aradu.A06 21214 p3 (GAG)6 18 110272016 110272033 TGATGGAGGAGAAGGAGGAA TATATTCACGCGCACACGTT 175

Ad06A21216 Aradu.A06 21216 p3 (AAT)5 15 110274967 110274981 TCTGACAGACCAAAGAGAGCA CACTGTGTGATCAACCGAAAG 218

Ad06A21217 Aradu.A06 21217 p3 (TTG)6 18 110278460 110278477 AGCCGACCCTGTTTAATGTG TGATATTCAAGCCTCCCCAG 119

Ad06A21220 Aradu.A06 21220 p3 (TTC)10 30 110283602 110283631 ACCATTTCCACCATTGAAGC ACGACATTGCTTCCACAACA 213

Ad06A21225 Aradu.A06 21225 c (TAT)5taagggatcttta(TGT)1161 110295526 110295586 GCACAGGATTTTGTTGTGCT TCGGCCTTTTGATTTATTGG 173

Ad06A21226 Aradu.A06 21226 c (CAC)5cattatcatcatgg(TCA)7gaacaacaaaatcaatcaggaatccaagttaaatcagaac(CCA)11tcaaccaaaaatagaacatcaaacagaaacggaagaacagcagaagcaattttcagcaattcaataacagaagct(CAA)6216 110297163 110297378 TCAACCAACCTCAGCAGAAA TTTAGGGTATTGAATTGCTGAAAA 279

Ad06A21227 Aradu.A06 21227 p2 (TG)6 12 110297715 110297726 GGTGAAGCAAGTGAGCTCGT TTTCACATCATATCCAAACTCTTCA 245
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Ad06A21228 Aradu.A06 21228 p3 (AAT)5 15 110297947 110297961 TGAAGAGTTTGGATATGATGTGAAA GAATAGTTTCTCTCTCTCTTTCTTTTG 238

Ad06A21231 Aradu.A06 21231 p2 (TA)7 14 110307308 110307321 GGACAAACATGGTTCCTGAGA CTGAAAACAACTGTTTCATCGTT 280

Ad06A21234 Aradu.A06 21234 p3 (AGG)8 24 110320606 110320629 CCCCACCATCAAAAGAAGAA AAAGGGTCCAGGAGGCTAAG 234

Ad06A21235 Aradu.A06 21235 c (TA)8atattatatgttgtaatgtg(TA)750 110323003 110323052 AAGGGCTTAAATTTTGGTCTGA GCATGTACGGGGTAAAAGGA 256

Ad06A21239 Aradu.A06 21239 p4 (TATT)8 32 110341987 110342018 AAAGGTCGGAACGATTTTGA AGAGTTGGATTTGATCTGTACACTAA 230

Ad06A21252 Aradu.A06 21252 p3 (TAT)5 15 110362809 110362823 GCCATATGCATGTTATTATTCCA AGGACCCACATTTATTCCCA 190

Ad06A21255 Aradu.A06 21255 p2 (TA)6 12 110370894 110370905 TCTTCAAATCTTTTGTTTTTGGT TGCCTTGACATTCATGGGTA 254

Ad06A21261 Aradu.A06 21261 p3 (CTT)6 18 110376461 110376478 AAGAACATCGCGAAAACCAC AGAAGGGGTTTGAGAAAGGG 129

Ad06A21262 Aradu.A06 21262 c (T)12aaattcatgcataaaattgcggcggtttcacaccgttgcag(T)1063 110387299 110387361 AAATGGAACAAACCACTGCTG GCAAATTTGACGTGGGTTTT 111

Ad06A21268 Aradu.A06 21268 p4 (AAAT)5 20 110391233 110391252 TATTTTGGGGACTGAAAGCG AAACAAGGGGCACATCTCAC 132

Ad06A21273 Aradu.A06 21273 p2 (CT)7 14 110404060 110404073 TCACCCAACTTTTTGTCACTCTT TTCGCCAATATGAAGAACCC 211

Ad06A21276 Aradu.A06 21276 c (AAT)7agtggtgtatgttgaagaacaagatcatcataacatacactacttttatcttcttatcagataaacaaactacccttgtgttggtg(TA)12131 110406221 110406351 TCCTTCCACATGGCATGATA GCAAAGTTAAATCCCTTAAAGAATCA 267

Ad06A21278 Aradu.A06 21278 p2 (AT)8 16 110407159 110407174 ATGAGACAATGACGTGGCAA GCCATGCATTTGTTCGTTAAT 249

Ad06A21295 Aradu.A06 21295 p3 (TCA)7 21 110444947 110444967 CTTAGGAATGCGTTTGGCTC TAGATTTTGCTGGCCTTGCT 274

Ad06A21297 Aradu.A06 21297 p3 (GAA)6 18 110451879 110451896 GAGAGCAGCTAGAGGAGGCA CCTTTTGGTTTTGGTGCTGT 238

Ad06A21301 Aradu.A06 21301 p2 (CT)7 14 110465222 110465235 TTAGGGTCAACACCAGCTCC GATTCCAAACCCGAATTGAA 222

Ad06A21306 Aradu.A06 21306 p3 (GAG)5 15 110478349 110478363 TAGAGAATATCGCGTGTGCG TTGCTTTCGTTGCCTTAGGT 274

Ad06A21308 Aradu.A06 21308 c (T)11g(T)10 22 110484621 110484642 ACTGTCAGATTTATCGGCGG TTGTCACACGTTAGCAGTGG 272

Ad06A21313 Aradu.A06 21313 p3 (TTA)7 21 110491293 110491313 CACCGAATACGGCTTTCATT TCTTTTGTGCTTCGTTTGTTT 279

Ad06A21316 Aradu.A06 21316 p2 (TA)6 12 110495654 110495665 AGCACCAAACCCTTCAATTC AGCAATGATTTTCTCAGCCC 219

Ad06A21318 Aradu.A06 21318 p4 (AAAT)5 20 110497100 110497119 CAGTTGCCAACACAGAAGGA TGAATCCACCAACACCTCTCT 228

Ad06A21321 Aradu.A06 21321 p2 (AT)11 22 110500741 110500762 CGAACCTCCACGCTCTTTAG TCGGACGAATGTATGGTGTG 125

Ad06A21329 Aradu.A06 21329 c (A)10tcttcgtcactccccttctttttcattccatattatattgctcttcagcataattggttaatttttatcaactaaaaaaatttaaggcaatcatcaaaca(ATT)5125 110509954 110510078 TTTTCCTATGACCAACCACTTTT TGCTACTTTATATTCGATGTGAGTGA 231

Ad06A21331 Aradu.A06 21331 p3 (CTT)5 15 110518255 110518269 ACATCCGCGACTGAAACTCT AAAACGGACGGTTGAGATTG 173

Ad06A21332 Aradu.A06 21332 p3 (GGA)6 18 110527745 110527762 GCTAAGGGTTGGACATTGGA GACCACCACCAAGCCTAAAA 240

Ad06A21334 Aradu.A06 21334 c (TATT)5atataaaaaaacatcttttttttaaggaaaaaagacctttttaaaaaaatgtaaattatagtttcttaaaa(T)11102 110528295 110528396 TTCGGTAAAACTATAGGAACCAA TTTGCAGTTGGCAAATGAGT 275

Ad06A21337 Aradu.A06 21337 p3 (CAT)6 18 110534259 110534276 ACACAGGAATCGCACAAACA TAGCTAGAGGTTGAGGGGCA 266

Ad06A21340 Aradu.A06 21340 p2 (TA)6 12 110535742 110535753 TGCATGTTTAGCTTTAGGCCA TTGATCACACTTCACATTCAAAAA 109

Ad06A21344 Aradu.A06 21344 p3 (TTA)6 18 110538969 110538986 AGGGACCAAGAAGAAAGGGA TGTGGATGGAGACTTGGAGA 274

Ad06A21345 Aradu.A06 21345 p3 (TCT)5 15 110539180 110539194 GGCACCATTGACACCCTTAT GCATAAACCCATTTGGAGGA 262

Ad06A21347 Aradu.A06 21347 c (TA)7(T)11aaaaag(T)1445 110539846 110539890 CAATGAATGCCAACATGGAA CACAGGGAAAAAGTGAGGTG 261

Ad06A21348 Aradu.A06 21348 c (TAA)19tagtagtagtagaatacttgaagaaaaatcaaactatttttccatggtagcaatcaacatgatgggaagg(AAT)9154 110541169 110541322 TCCAATTTCCAAATCATGGAC TGCATTGTCCCTTGTTGTGT 269

Ad06A21353 Aradu.A06 21353 p3 (ATA)5 15 110551373 110551387 AGATCCAGAACCTTCAACGC ACTTGTGACCACCCACATGA 175

Ad06A21355 Aradu.A06 21355 p3 (AAG)6 18 110552113 110552130 CATCGGTTCTCCATGTGTTG CCACCTTCACTGCAACCTTT 184
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Ad06A21361 Aradu.A06 21361 p3 (GAT)8 24 110559571 110559594 TATGAAACCATGCCATCACG CGGGAAACCACACAGAACTT 237

Ad06A21363 Aradu.A06 21363 p3 (GAT)5 15 110564353 110564367 TGATAACATGGTTATTTTCCCAGA AGGAAATTTCACTCCCCCAT 197

Ad06A21369 Aradu.A06 21369 p2 (AT)6 12 110585050 110585061 TTCCAAAATAGTCCATCGTTGA TGCATTGCTGTGTTGTTGTG 266

Ad06A21370 Aradu.A06 21370 p5 (GAAAA)5 25 110586648 110586672 ATCGTGTTTTGGAAGATGCC AAGCATGTGCCAAGTGTCTG 201

Ad06A21373 Aradu.A06 21373 p2 (TA)10 20 110588948 110588967 GAAACCAAAAAGATTCAACCTCA CCATCACCACCACGATCATA 208

Ad06A21376 Aradu.A06 21376 p2 (TA)6 12 110592286 110592297 GCCGTAGACGATCCAAACAT TTCCAAGAAGACTTGTGAAAGATT 274

Ad06A21391 Aradu.A06 21391 c (GA)9tgcagtaagtggtgatggtttctagtttctagaacttctactgccac(AGA)5ag(GA)898 110644002 110644099 TGCTGAAGGTGCAGAAGAAA TTTTCTCAGCCTAAACCTTTGTG 267

Ad06A21392 Aradu.A06 21392 p4 (TTTC)6 24 110644260 110644283 GAGAGAGAGGTGGAAAAAGGTG TCAACTTCATGTGAAGGCAACT 269

Ad06A21393 Aradu.A06 21393 p2 (TA)7 14 110646812 110646825 CCAAACGTTGGGACAAAAAT CATTAATTGGTGCCATGCAG 218

Ad06A21396 Aradu.A06 21396 p3 (AAT)9 27 110648433 110648459 TCCAGCTGTAATGGCTTCCT TGTGAGGCATGGGACCTATT 100

Ad06A21397 Aradu.A06 21397 p4 (TTAA)5 20 110648624 110648643 GAATTTCTTTTGGCAGTGGC TTTTTCTCTTGTGCATGTATTTATTC 238

Ad06A21400 Aradu.A06 21400 c (AAT)10ag(TAA)856 110660440 110660495 GCATGTTCACCACCTCCTTT AAATGCGAAATTGGTCAAAAA 259

Ad06A21404 Aradu.A06 21404 p2 (TC)6 12 110664142 110664153 ATGTTTGAAGCTGGCATTGA CCACAAGGAGAAAAACCTCG 258

Ad06A21405 Aradu.A06 21405 p2 (TG)11 22 110667322 110667343 TCATTTGGTGTGCTTGGAAA AACCCATGAAGCACACATCA 151

Ad06A21407 Aradu.A06 21407 p2 (CA)9 18 110669728 110669745 ATCCAAATCCAGCGACAAAC AAGGAGGCAACAAGGGAGTT 224

Ad06A21408 Aradu.A06 21408 p2 (AT)10 20 110670473 110670492 TATAGGGCATGTAAAGCGGG TCGATCACCTGTGAAATCCA 169

Ad06A21409 Aradu.A06 21409 p2 (GA)7 14 110671279 110671292 AGCGAAACTTTCTCGCCAT AAACCCTCAAAACCTCAGCA 163

Ad06A21412 Aradu.A06 21412 p2 (TG)11 22 110687160 110687181 AAGTGGGCGAGTGAGAACAG ATGCCGAAATGGAATGAAAT 223

Ad06A21420 Aradu.A06 21420 p3 (TTC)5 15 110701924 110701938 TGGATCAAATCCACAACCAA TCATTGGACATCCTCAAGGC 227

Ad06A21424 Aradu.A06 21424 c (T)10atggttaagtgttgaccacaaaacaccaaaattactggccctagactttttctttcgataataagatcggaatataagaaaaggaacatt(A)12112 110705324 110705435 GAGTGTTAGAAAGTCAGCAACTTTTG CGCATCATCAACAAAAAGCA 245

Ad06A21434 Aradu.A06 21434 p2 (AT)8 16 110718468 110718483 ACATGGCACCGACAATATCA TTGTTTTGGGAACAACCACTC 231

Ad06A21436 Aradu.A06 21436 p3 (TCT)7 21 110721432 110721452 ACAGCCAGTGTTTTGAACCC GAGGTCCCAGAGGACGACTA 249

Ad06A21438 Aradu.A06 21438 p3 (TTA)5 15 110725693 110725707 AAGCTGAATGAAATTTCGCC AGCTTCATTTTCAACGGCAG 266

Ad06A21439 Aradu.A06 21439 p3 (CAT)6 18 110726845 110726862 ATTCCAAATGCATCTCCTCG GAGGTTGAGTTTATACATGATGGC 269

Ad06A21440 Aradu.A06 21440 p2 (AT)9 18 110727013 110727030 AACATCATCATCATCATCATTGC TGAGGCATCTAATTAGGTTTTGTG 264

Ad06A21443 Aradu.A06 21443 p2 (AT)12 24 110729100 110729123 TTTCCCTGTGCTACGATTCA AACAGATAACCTTTTTGTATGTTTCC 244

Ad06A21447 Aradu.A06 21447 c (T)11accttcttcactccattggcaaccttctctttactccattctctctacccaaatcttcaacaacaataatactaactttttttttaaatt(A)10111 110733574 110733684 TGGGGTTAAACACTTTGTTTGTT TTGTTGATTCTATTGACTTTGTTTGA 279

Ad06A21448 Aradu.A06 21448 p3 (TAA)5 15 110735281 110735295 TGAAAAATGAATGATGTTGTTGC AAACAAGACCAGGCCATCAG 206

Ad06A21456 Aradu.A06 21456 p3 (TAA)5 15 110743139 110743153 TGCAGGTGCATGTGTGTATG CCATGACGCAAGGGAATAAT 264

Ad06A21459 Aradu.A06 21459 c (TAA)6ttctc(CTT)538 110746749 110746786 GAACCTTCTCTCACGCTTGG TGGTGGTGATGATGAAGGTG 249

Ad06A21460 Aradu.A06 21460 p3 (TTA)10 30 110747068 110747097 CACCTTCATCATCACCACCA TCCAACAATAAAATAAGCTAAAGTGTG 277

Ad06A21461 Aradu.A06 21461 p3 (TCA)5 15 110748698 110748712 TCCTTACAAGAAGTGTAGGAGTTGG AAACCCTTTCATCTGCCCTC 141

Ad06A21462 Aradu.A06 21462 p4 (TTTA)5 20 110749918 110749937 TGGACACTCTCCACTCACCA GGAACTTCCTTTTTGGCTCC 232

Ad06A21469 Aradu.A06 21469 p3 (TTG)5 15 110765699 110765713 GCCCCAAAAAGTGGGTTTAT CCACCTTCATTTGTTGGCTT 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A21475 Aradu.A06 21475 c (CT)11t(TC)6 35 110778617 110778651 TGTCTTTGTTGGAAGGGGAA GGTGGTGGTGAGAGGAAGAA 247

Ad06A21476 Aradu.A06 21476 p3 (AAC)5 15 110785696 110785710 CATGCGGTTGTTTTTGAGAA ACATCCAGTCAGGAAGGTGG 270

Ad06A21477 Aradu.A06 21477 p2 (AT)6 12 110789138 110789149 TGTCTCTTCTGCCAAACACG GCCAATTTAAGGTGGCAATG 208

Ad06A21479 Aradu.A06 21479 p2 (AT)6 12 110794438 110794449 TGTCCCATTTGAATCTCGTG TGGGATAATAGAATGAGGGGAA 267

Ad06A21480 Aradu.A06 21480 p2 (TC)13 26 110795011 110795036 AAATACAAAGCCGCAAAGCA ACCCGGTTTGTTATGGTCAA 228

Ad06A21481 Aradu.A06 21481 c (ATG)8aagatgatccctttcttgatcacaatcccagtaacaataacaacaacaac(AAT)692 110795253 110795344 TCAACCAACTCCTCTCTCCG AGTCATGAAGAGGTGCAGGG 249

Ad06A21483 Aradu.A06 21483 c (T)10ccttc(T)11 26 110796096 110796121 CCCACCACCACGTACTTCTT TCCAACAAAACCACACAATCA 142

Ad06A21485 Aradu.A06 21485 p3 (TTC)6 18 110801442 110801459 ACTTCCTTCCTTGGCCACTT GTAGTGCCGTTGGAACTGGT 116

Ad06A21486 Aradu.A06 21486 c (C)14aac(A)10 27 110802581 110802607 TCAACCGGAGACTCTGCTCT GGCATTTCGCATAACCATCT 272

Ad06A21488 Aradu.A06 21488 p3 (TTG)6 18 110807766 110807783 TTTCCTAGAACCTACCTAGTGGGA CCTAGTGCAATGGGAAAACG 229

Ad06A21502 Aradu.A06 21502 c (T)10cattatccttttgcttttcatgagtttagttttttacc(T)1058 110832792 110832849 AAGGGCAGTATGCCGAAAC TTTTCCACGCAATGAGACAA 115

Ad06A21507 Aradu.A06 21507 p3 (TAT)10 30 110842661 110842690 TCAATCAATAGTTGAAATTCACTCAA GCATCTTACCTGCATTCACTTC 272

Ad06A21510 Aradu.A06 21510 p2 (TG)7 14 110850038 110850051 TTCTTTGTGGGGTCAATGGT TCCATCATCATTCATCAAAAGC 279

Ad06A21514 Aradu.A06 21514 p2 (TA)7 14 110856493 110856506 AAAAATGTGTACGTTGGCTTCA CATATTCACATGACCACCGC 274

Ad06A21522 Aradu.A06 21522 p2 (TA)7 14 110864124 110864137 CATGAAATATGAAAATTTTAACCAAG GGACCCTCCGATTTGTGTACT 255

Ad06A21523 Aradu.A06 21523 p3 (CAA)5 15 110866649 110866663 TCGCACCAAGCAACACTTAC TTGGATTGAAGAGACACCCC 247

Ad06A21534 Aradu.A06 21534 p3 (TTC)5 15 110891672 110891686 CCATCATCCACAAACACACC TCTGCCGGGCTATAAATCTG 275

Ad06A21536 Aradu.A06 21536 c (T)14ggtaagaaagggatgatttatggttggtaacagtaaacagtaaacaaaacaatgcgttaagagacatatttgca(T)1199 110894013 110894111 TGCACAACATATCTCAAAACAAGA TCACAAGTCATTGAAGCCCA 261

Ad06A21538 Aradu.A06 21538 p2 (AT)6 12 110896306 110896317 TTTTTATTGGTTGTGTTTTATCCTCA TTGTTCTTACGTGATTTTTAAGATTG 274

Ad06A21541 Aradu.A06 21541 p5 (TAATC)5 25 110900209 110900233 TTGCAGATGAAGTTTTGGGG TTTTTCACATGATTGATGCCA 274

Ad06A21542 Aradu.A06 21542 p2 (AT)8 16 110900359 110900374 ACTCGGCACGTGTATTGATG TTTTCTGTACACTTAAAAATCTTTCCA 175

Ad06A21544 Aradu.A06 21544 p6 (ATATAC)6 36 110902595 110902630 GCACATCTTCCCCCAGATTA TCAAAATCAGTAATGCACCACA 229

Ad06A21546 Aradu.A06 21546 p2 (TA)8 16 110908913 110908928 AAGTGTGCAACCTGAGTGACA AATTCCGCTGCAGACTCAAC 243

Ad06A21548 Aradu.A06 21548 p2 (TA)9 18 110915026 110915043 TCCATCAAGGTCAAAGGACA CATCAATTTTTCCCCTCAAA 176

Ad06A21549 Aradu.A06 21549 p4 (TTAA)6 24 110915237 110915260 TTTGAGGGGAAAAATTGATG ATGACAAAATCAGGGGGTCC 253

Ad06A21550 Aradu.A06 21550 p2 (TA)6 12 110915694 110915705 CGAATTGGTGAAAATAATACTTAGGA GGTTTCGGTGGTATTGTTGC 257

Ad06A21552 Aradu.A06 21552 p3 (AAT)7 21 110917582 110917602 CGCTTTTTCAGCACAAACAT TCTTAAAATTGGCTTCTAGAGGTCTT 265

Ad06A21556 Aradu.A06 21556 p2 (TC)10 20 110922665 110922684 AACCAACAGAGAGTGTCGGAA TTAGAGCCAAAACCGAAACC 163

Ad06A21558 Aradu.A06 21558 p3 (TAA)5 15 110925771 110925785 GATGGCATGTTCATCCAACTT TGTTGATGGTGATGCCTTTA 220

Ad06A21561 Aradu.A06 21561 p4 (TTAG)7 28 110927471 110927498 TTGGCAAACTTGTGTTCAGC TCTGGGAAAATCGAACCTTG 118

Ad06A21562 Aradu.A06 21562 p2 (TA)9 18 110931116 110931133 TCCATCTAGTATGGTGGCAGC TTAGACGAGTCACGCATCCT 133

Ad06A21563 Aradu.A06 21563 p3 (TAA)12 36 110931319 110931354 GGATGCGTGACTCGTCTAATG AGGTAAAACATCACGCAGCTT 193

Ad06A21564 Aradu.A06 21564 p3 (TTA)5 15 110936427 110936441 TCCGATTTCTCATTATTTCTTTTTG GCCATTGCAAAGCATAATCA 270

Ad06A21565 Aradu.A06 21565 p2 (TA)7 14 110938427 110938440 TGGCTTGATTCTTAGATTGGAGAT CGATTCTTGTGACTAATTATGCAAT 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A21567 Aradu.A06 21567 c (AT)10tgtgtatttta(AT)949 110950628 110950676 AACCTCAAACAATGTCATTTAATTTT GACTAGTCCAATTGCTAATGTGAAA 244

Ad06A21569 Aradu.A06 21569 p3 (TAT)6 18 110952532 110952549 GGTGAAAATTCAGAGGAAGGAA ATCAGCAACCAACCGTTACC 107

Ad06A21571 Aradu.A06 21571 p4 (TAAT)5 20 110953954 110953973 TCAACACAAAATTTATCCATGATTG AGCATCCACGTTGAAGAACC 180

Ad06A21572 Aradu.A06 21572 p3 (TAA)5 15 110955382 110955396 CGTGAAATTACATTGGATACCCT CAACCCACGATTTCTTAGGC 184

Ad06A21577 Aradu.A06 21577 p3 (ACA)5 15 110964765 110964779 CGTGAACCATCATCACCATC TCATATTCGTTGTGCAAGGC 278

Ad06A21579 Aradu.A06 21579 p2 (TA)6 12 110966492 110966503 GCCCCATAGCCACTTTGTTA CGGGGATGAAAATAGAAATCG 270

Ad06A21580 Aradu.A06 21580 p2 (TA)7 14 110969197 110969210 TGATTATGACGTCGAAATAGGG TCAAGCATAACAATATCACGAACA 243

Ad06A21588 Aradu.A06 21588 p3 (ATT)6 18 110986161 110986178 AAAAGCCTAGGCCACAACCT TGGGAGTATTGAAGAGGAGGG 201

Ad06A21589 Aradu.A06 21589 p3 (AGA)5 15 110986372 110986386 CCCTCCTCTTCAATACTCCCA TAGAGTTGGAGGGTTTCCCC 249

Ad06A21592 Aradu.A06 21592 p2 (GA)6 12 110990444 110990455 TTTCTCAAAATTTGGCATTTCA TCCTTGGGGTCATTTGTCAT 208

Ad06A21607 Aradu.A06 21607 p2 (GA)6 12 111028001 111028012 AGATAACGGCGCCTAAACAA AACTTCCTCCAAAGCAAGCA 266

Ad06A21612 Aradu.A06 21612 p3 (CTT)5 15 111040878 111040892 ATGCAATCCAATCAAAGCAA ACAGTGCAATTGGATCACCA 271

Ad06A21613 Aradu.A06 21613 p2 (GA)9 18 111045596 111045613 TTGGCAAACAACCAAGAACA TCCTCCCTGAAGCTAATTTTGA 270

Ad06A21616 Aradu.A06 21616 p2 (AT)7 14 111049151 111049164 GAAGAGTTGCCTCTTGACGG CCAAGTAACCAACATTGATTTGA 227

Ad06A21620 Aradu.A06 21620 c (TCA)5tacactttcttcaacacgaaccaacactctcatccgccatgg(CAT)572 111057056 111057127 GCCATAAAATGTTTAAGTCCGAA GCTCCATTTTGAAATCTCCG 206

Ad06A21625 Aradu.A06 21625 p2 (AT)7 14 111067432 111067445 GCTTCTCCAATTGGCATAATAA GACACGTGGATGTGACCAAC 275

Ad06A21626 Aradu.A06 21626 p2 (AT)9 18 111068725 111068742 CGCAGAATAATCATCTAGAGAACG TGTCCATTGGCCATTTCTTC 212

Ad06A21633 Aradu.A06 21633 p2 (AT)6 12 111076044 111076055 TCTGTCAGTCCACCTGTTTGA TTACAAGCAAACCGCAAAAA 247

Ad06A21635 Aradu.A06 21635 p2 (TC)6 12 111078072 111078083 CGACTGCACCTGAGTTTTCA CAATACTCCCCAGTCCTCACA 136

Ad06A21637 Aradu.A06 21637 p2 (AT)7 14 111078995 111079008 GCCTCCACATATAGTGCAACAA CACTCGACCAACCCAATTTC 277

Ad06A21644 Aradu.A06 21644 p3 (ACT)6 18 111084233 111084250 TGATTGGCATTGCTGAGTGT ACTGTGTGAAGGTGTGGTGG 146

Ad06A21646 Aradu.A06 21646 c (T)10agttatgatagaatatc(T)1037 111089609 111089645 GATTATTGCTTACGCGCAGA GGCCTTTGTTATACGACCAAAA 271

Ad06A21653 Aradu.A06 21653 p3 (TAT)11 33 111106412 111106444 TGTGTGAAAGCATTTGTCTCATT GTGTAGACCCCACACACACG 280

Ad06A21654 Aradu.A06 21654 p2 (AT)6 12 111106886 111106897 ATGACCTTATTTGGTCGGCT TTGTGAGGATAAGTATTTTCGACTC 237

Ad06A21655 Aradu.A06 21655 c (T)11ataaattatacataaatgttagtctagtctttttaaaatttttattttattatttattaactgta(T)1086 111107459 111107544 CATCACAAGGAAGCAATAGCC GACCTATAGAAGCCAACGGAA 168

Ad06A21656 Aradu.A06 21656 p3 (ATT)5 15 111108137 111108151 GAGTTGGGGCTCACTCACAT GCATCCATCTTTTGGGATTG 190

Ad06A21659 Aradu.A06 21659 p3 (GAA)5 15 111110870 111110884 GGCATCTTTTCAACAAGAAAGG TGTTGGTGTTGGTGAAGGAA 224

Ad06A21660 Aradu.A06 21660 p3 (CAT)9 27 111111011 111111037 GGCATCTTTTCAACAAGAAAGG TGTTGGTGTTGGTGAAGGAA 224

Ad06A21663 Aradu.A06 21663 p2 (TA)6 12 111114486 111114497 TGGAAACTCAGGTGCAGTCA TGGATATTTTGGATGACCGTT 261

Ad06A21664 Aradu.A06 21664 p3 (TTC)7 21 111119256 111119276 GAAATCCTCCCCTTTCTTGC AATTTCAGGATTCGACTGCG 276

Ad06A21665 Aradu.A06 21665 c (A)10gtaattgacgagaaagtaaacaataccggtttagcggaaggggaaagcattgaatgttgttgatcgatttgacggaaaaaaccgaaaataaaaa(TAT)5119 111119544 111119662 GTTTCTGCAATGCTAACGCA AATTTCTCGCAATCACCACC 218

Ad06A21666 Aradu.A06 21666 p2 (GA)14 28 111119781 111119808 TCGGAAGTGACACAGGATTG GAGCAAGCTGGGAAGAAAGA 271

Ad06A21669 Aradu.A06 21669 p3 (ATT)5 15 111124802 111124816 TGGGTCATGGTGGACCTTAT ATAACTGGCGGCGTTAATTG 142

Ad06A21673 Aradu.A06 21673 p2 (TA)6 12 111127659 111127670 TGAGTGGGTATCCGGTAAGG TGGCTGTGCATCTTATACGC 149



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A21674 Aradu.A06 21674 p2 (AT)7 14 111128076 111128089 TGCGCTACCTCTCATGTTTG GTTGACATGGTCAGCAGCAT 217

Ad06A21675 Aradu.A06 21675 c* (A)10(AG)6* 21 111132312 111132332 TTGCAATCTCTGTTGCAGGT CCGATGGTTAGCGTTTCATT 157

Ad06A21684 Aradu.A06 21684 p2 (TA)6 12 111154017 111154028 TGGGTAATTTCTACCTGCGG GCGGTGTTCGAGAAGAAAAG 280

Ad06A21687 Aradu.A06 21687 p3 (ACA)5 15 111162633 111162647 CGGTCCGCACTAAAATCATC TCGTTTGATTCATGTACCCG 223

Ad06A21693 Aradu.A06 21693 p2 (TC)13 26 111183768 111183793 TGCTTCGGGCATTAGAATTT GGCGCATTTTTAAGTTCACA 131

Ad06A21697 Aradu.A06 21697 p3 (ATA)7 21 111198975 111198995 ACGACGTATTGTTCAAGGGG CCTAACAATTGTCGGCCCTA 247

Ad06A21702 Aradu.A06 21702 p3 (AAT)11 33 111209193 111209225 TCGTACACTCATCACATCCG GCCAATCAAAAATGGAGGAA 250

Ad06A21709 Aradu.A06 21709 p2 (TA)6 12 111215527 111215538 AATTGATGCAAATCCAAAAGAA TGTAGCATCGCAACTAACGG 246

Ad06A21714 Aradu.A06 21714 c (A)15ctcaaatttgttagtaattaatattatcaaaat(A)1159 111225163 111225221 GGGATCTCATGTCACGGAGT CGGTTGTAAAAGCTCATTCAAGA 147

Ad06A21715 Aradu.A06 21715 p2 (TA)6 12 111227532 111227543 TTGATGTCATTTCATCACGAG ACTTTCATGCATGGCTGCTA 128

Ad06A21717 Aradu.A06 21717 p3 (AGA)5 15 111238029 111238043 TCCACCAACAACAATAGTCCC TCGGCACTGCTTCTTCTTCT 270

Ad06A21719 Aradu.A06 21719 p3 (TAA)5 15 111239315 111239329 GCCTCCCTCGTCAAAGAAGT AGACGGTTGTTAATGCGAGG 172

Ad06A21725 Aradu.A06 21725 p3 (ACA)5 15 111255932 111255946 TGAATAGGAAGAGAGACAAAGAACA GAGAGCAGCAACTTCCAACC 264

Ad06A21727 Aradu.A06 21727 p4 (TTAA)5 20 111262838 111262857 TTGAACCTGCGACCATAACA AAAAACTCGAATCCGCGAC 203

Ad06A21730 Aradu.A06 21730 p3 (TAA)10 30 111265008 111265037 ACTTGGCAACGTGGAATTTT CCCTGGAACAAAAGGATCAA 184

Ad06A21734 Aradu.A06 21734 p3 (TAT)18 54 111270499 111270552 TGTGTACCTTTCTAGCGGGG CACATCAACCATCAATTCGG 198

Ad06A21738 Aradu.A06 21738 p3 (AAC)5 15 111282254 111282268 ACTCGACCATCTGTATCGCC TCATAATCACAGCCTGGTGG 242

Ad06A21741 Aradu.A06 21741 c (TCA)6acatgtagttgtggaagatgagaatggaaagcttcca(ATG)673 111287351 111287423 TCCACTCCTTCAGGTTGTCC ATCATCATCACATGCAAGGC 233

Ad06A21754 Aradu.A06 21754 c (AT)7tgtttatatatttttatctgataatttaaatcgataaaatatcagaatatgtgattaatgacaattttataaggatattcatact(TA)11121 111312258 111312378 CCATCATTCTTCTAAAACTGAAAAAC TGCATTAATATTTTGAGCCTTACG 232

Ad06A21757 Aradu.A06 21757 p2 (GA)7 14 111318085 111318098 CAATTGCGTGTCAGATCCAG CACAGAAGCAGGCAACAAAA 229

Ad06A21760 Aradu.A06 21760 p3 (TAT)14 42 111322058 111322099 GGGCACATATACCTCAAACCA AAAATGACGTGACATTCTGCC 193

Ad06A21763 Aradu.A06 21763 p3 (TTA)11 33 111324375 111324407 TGGTGAATGGTATGGAACACA TTTGGGATAAACCAAGTATCGAG 272

Ad06A21764 Aradu.A06 21764 p2 (TA)6 12 111325891 111325902 GCATCATCCTAAAATATATGAAGGG AACTTTCATCTGAAAAATGGCAA 240

Ad06A21768 Aradu.A06 21768 p2 (AT)8 16 111338180 111338195 TCTCATTGCCATCTCTACCAGA CACCGTTTGTGCCTTGTAAA 102

Ad06A21769 Aradu.A06 21769 c (TA)6atatatacaaccatgacctaaacctaatttaggcataaagcatatccaaggcaaaag(A)1079 111340045 111340123 GCTATTTCCTCCCACCTTCC TTGCACCATCACTTCCATGT 141

Ad06A21770 Aradu.A06 21770 c (AAC)5cacctttgaccaacaaactagaatcctcatcaatcttag(CAT)672 111341159 111341230 CACCAGCATCATCATCAACA CTTCCTTCAGAGGCACTTCG 247

Ad06A21776 Aradu.A06 21776 p3 (AAG)5 15 111357640 111357654 GCATAGATTGAGCCATTGAGG CGGGTCAAAAAGCAAATCAT 254

Ad06A21778 Aradu.A06 21778 p3 (TGC)7 21 111361576 111361596 TGTGACTTGCAGCAACTGTG ACTCCTTCCTCTGCCTCTCC 276

Ad06A21781 Aradu.A06 21781 p3 (ACC)6 18 111374452 111374469 ACACTTGAGGGGCAAAACAG AATGGATTTGCGAGAGATGG 279

Ad06A21782 Aradu.A06 21782 p3 (TTA)6 18 111378732 111378749 AAAACGCGTGAGAAGCTGAT GGTAGGCTTGACTTGCTTGC 253

Ad06A21784 Aradu.A06 21784 c (AG)6aaagagctcagaaggttggtgtgtgtattgaaatgaatgaaaaagcatatgaa(AG)983 111385834 111385916 TGGTGGTGGTGATGTTCTGT TCATTCCAACAGCACCAGTT 248

Ad06A21787 Aradu.A06 21787 c (T)11cacttcatcaacccaacacaaaatatctacattccattctcaatttctatcaaaat(A)1077 111389046 111389122 TGCTCCTTTCAACATTCAGC TGCTTTGACCGTTAGAAAATGA 274

Ad06A21791 Aradu.A06 21791 p2 (CT)6 12 111401410 111401421 ATGAGGGTTGCCATTTGAAG ATCTGGCTAAACGGAGCTGA 258

Ad06A21793 Aradu.A06 21793 p2 (TA)9 18 111408201 111408218 TTGTGTTTTGAGTTTTGACTGTGA CCTGGTGTTTGTGAGTGTGG 273
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Ad06A21794 Aradu.A06 21794 p2 (TG)7 14 111410015 111410028 CCGACCGATTTTCAACTCTC CTTGATTCGATACGCACCCT 246

Ad06A21797 Aradu.A06 21797 c (AT)6gactaaaaaaagtttggagagaaataaaacaggggctagaatgttgagtacttgattaagttttaacacttcattgattccttcaaaaacaaaaaac(A)10119 111427203 111427321 TGTTAATTTGTATGGGTTGTGTGA TTGTAATATTCTTTTGACAATGAAGTG 183

Ad06A21798 Aradu.A06 21798 p5 (TAATT)5 25 111441942 111441966 TGCTTTTGGTTCCCTAACTTT GGCAAACTAATAATTCAAAATACGC 279

Ad06A21799 Aradu.A06 21799 p2 (AT)8 16 111449823 111449838 TTTTGCTGTCTTCATGAATTGAC GGTCCAAAAATTCAGATGTGG 137

Ad06A21803 Aradu.A06 21803 p3 (TTA)5 15 111456906 111456920 TTTTTGTTTTGCAGACATTTGAA TTGGTTTATGAAAGGGAACGA 249

Ad06A21804 Aradu.A06 21804 p2 (AT)7 14 111459487 111459500 TTGACTGGCACTTATGATGGA CGTTTATGTGCTGTACGCTCT 279

Ad06A21805 Aradu.A06 21805 p3 (ATA)7 21 111462375 111462395 TTTTGATTAGACACTAATTTAACCGA TGTGCGACACGAGAATTTTT 275

Ad06A21806 Aradu.A06 21806 p2 (CT)7 14 111462794 111462807 ATATGAGCTTGGTTCGTGGG GGTGGAGAAGGTGAGGATGA 273

Ad06A21808 Aradu.A06 21808 p2 (AG)6 12 111463395 111463406 GCAAATGAAGCACCCATCTT GAGAAGTTGTCTTCGTCGGC 138

Ad06A21809 Aradu.A06 21809 p2 (AT)6 12 111469477 111469488 CCTAACCCTCAGATTGGAGC CTGGCCAAGAACAACTTGAA 280

Ad06A21812 Aradu.A06 21812 p3 (ATC)5 15 111484852 111484866 ATTAATGTGACGGATGGGGA TTATTGCTGCTGCTGCTTGT 186

Ad06A21819 Aradu.A06 21819 p3 (AAG)16 48 111519934 111519981 TTCAGGTGCTGTGTGTGGTT TTCAAGTTCCCTTCACAGCC 206

Ad06A21820 Aradu.A06 21820 c (TC)6c(CT)14 41 111520189 111520229 GGCTGTGAAGGGAACTTGAA TGAAGCTTGAAAACATGCAA 222

Ad06A21827 Aradu.A06 21827 c (A)10taaattaagaacgccgactagcttcgtatatattatcggcaacttattatcactattttctccc(A)1387 111557331 111557417 AAGAGGCTACTTTGGCAGCA CATGCACCTCTGAGCTATCTG 266

Ad06A21830 Aradu.A06 21830 p3 (ATA)5 15 111558601 111558615 TTTGTCAATTCACTTTACTTTGGA TCAACCAATAAAATCAACCGC 266

Ad06A21831 Aradu.A06 21831 p2 (AT)10 20 111559999 111560018 TTAACTCCCATCTAATGCATTTTT AAAATGTTTTGAAACCACACACA 193

Ad06A21834 Aradu.A06 21834 p2 (TA)7 14 111570669 111570682 TTTGGTTATAAAAATTCTGACATCAT AGGGCCAAAATATCCCTGTT 271

Ad06A21835 Aradu.A06 21835 c (TAA)17(TAT)10 81 111571889 111571969 GACTGTGCACCGTTATCCCT GCCTTAAGGTCCATTTTCCC 280

Ad06A21836 Aradu.A06 21836 p2 (CT)6 12 111572494 111572505 TCCAAAACCAATGCAAATCA AAACAACACAAATTAAAAGAGGAAAAA 197

Ad06A21837 Aradu.A06 21837 c* (CAA)6(AACATG)5*46 111572844 111572889 TGTTAGCATCATCACCCCCT GAAGGTTGTTGTTTTCATGGC 264

Ad06A21838 Aradu.A06 21838 p3 (TTA)6 18 111573279 111573296 TGCTGTTCAACTCCTTGGTG CAAAGTTAAAATTTAGTAGATCGTGTG 146

Ad06A21839 Aradu.A06 21839 p3 (ATA)6 18 111573504 111573521 CTAAATTTTAACTTTGAGAAATGGAAA AACCTTATTAACATCAAAGATGAAACT 256

Ad06A21840 Aradu.A06 21840 c (TA)7(TG)6 26 111573783 111573808 GGGCAACACCAAAGTCAGTT TGGAGACAATGGAGATATGGG 137

Ad06A21841 Aradu.A06 21841 c (A)10ttgaatttatttcaagggaaagaaattaaagggatctatacacct(A)1065 111578895 111578959 GGACCCATTTCGGAATTTTT CGGCTCTCAGATATCAACTTCA 275

Ad06A21842 Aradu.A06 21842 p2 (TA)6 12 111584633 111584644 GAGCAACATGAGTTCACACCTT AACGCCCAAAATCAATGAAG 232

Ad06A21844 Aradu.A06 21844 p3 (TCA)8 24 111594431 111594454 TCCCTCTGAGGAAAAGCTGA GAAGGAGGGAGAGGAAATGG 214

Ad06A21850 Aradu.A06 21850 p3 (AAT)7 21 111630931 111630951 TCAATTTCAAGCATAATTAATGTGAC GACCACTTGCTCGGAGTAGC 140

Ad06A21851 Aradu.A06 21851 c (AAT)18agtttcgacttcatataattgatataattgatatagttctaatcagtat(ATA)5118 111639669 111639786 TGTTAGGTTCCGAGCTTTGC AAAATTTGATTGAGAAATAAAACTCCA 242

Ad06A21854 Aradu.A06 21854 p3 (ATA)5 15 111641419 111641433 AGAGGACGGTTTCGATTCTG TCGAAGCCAACTTCATATCATT 263

Ad06A21855 Aradu.A06 21855 p2 (TA)9 18 111641954 111641971 GGCATAATTTTTACCTAATTGTAGCA TGTTGATAGAATCGTAGGCCA 213

Ad06A21856 Aradu.A06 21856 p2 (TA)7 14 111642915 111642928 ACGTGCATAGCACGGGTAAT CCAAAATTACATTTGTAACATCCTG 134

Ad06A21858 Aradu.A06 21858 p3 (ACA)5 15 111649922 111649936 TTTTGTAGAGAGCATGTGCTGA GGAAGATGGACAAGGAACGA 214

Ad06A21862 Aradu.A06 21862 c (T)11attttatattttatattttttttcattagaaggg(T)1055 111667881 111667935 CCAAGACACTTGGAGGAGAAA AGACAACCCTCTTCTGTCCG 181

Ad06A21863 Aradu.A06 21863 p2 (TA)6 12 111672769 111672780 GAAGAAAAAGGGGCTTTCAA GGAAGGGAGTGTCATTTTAGCA 235
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Ad06A21866 Aradu.A06 21866 p3 (AAT)20 60 111679738 111679797 CATTCGCCAAATCTGAACCT GCATGCATGTGTATCCATTCC 249

Ad06A21869 Aradu.A06 21869 p2 (TA)10 20 111680467 111680486 TCCGATCGATCCATTGTAGA CCATGGCGAATCTTTGAAAT 162

Ad06A21871 Aradu.A06 21871 c (ATT)15tgtaatatatg(CGGTT)581 111685908 111685988 TTTTTGTGTCGTCTTTTAACCG GATTCAAACCGAAAACCGAA 263

Ad06A21873 Aradu.A06 21873 p2 (TA)11 22 111693641 111693662 CGCCACTACAAAAGGGGTAA TTCGGTTTCATTTTGACCGT 269

Ad06A21877 Aradu.A06 21877 p2 (TA)8 16 111697817 111697832 TCGCAATTGCATTCAACATT TGCCGAATGAATAGCTTGTG 171

Ad06A21881 Aradu.A06 21881 p3 (ATT)5 15 111702581 111702595 CCAATGGATTGTGAACATGG TGTTTTGTGTTTTTGGCAGG 152

Ad06A21882 Aradu.A06 21882 p2 (AG)6 12 111704466 111704477 CCAATGTGCCCTAAGTTGCT GCTGTTTGCAACAAGGTTCA 201

Ad06A21884 Aradu.A06 21884 p2 (TC)6 12 111707944 111707955 TCCAAAACCAATGCAAATCA TGTTGAGGGTTTAGGGGATG 182

Ad06A21885 Aradu.A06 21885 p3 (AAC)5 15 111708107 111708121 CCCCTAAACCCTCAACAACA AACGGCTGATTTGTAACGGT 272

Ad06A21886 Aradu.A06 21886 p2 (TC)6 12 111709081 111709092 GTAGATCCCGGCAACAAAAA GCCGCCACCTCTAGGTCTAT 224

Ad06A21887 Aradu.A06 21887 p2 (CT)9 18 111709394 111709411 ACTTGGCGTGCTTACGAGAT ATGTTCGTCAGTCTCCGACC 168

Ad06A21889 Aradu.A06 21889 p2 (AT)11 22 111743655 111743676 TCCGCATTATTAAATCTTCACTTTT CAGATCCGCAGATCCGTACT 250

Ad06A21895 Aradu.A06 21895 p2 (TA)8 16 111758199 111758214 TGCCCACCATCTTTTTCTTT CCCTTTAAACCTTGCAAATTACC 268

Ad06A21896 Aradu.A06 21896 p2 (TA)8 16 111758449 111758464 GGTAATTTGCAAGGTTTAAAGGG TGCTATATGTACATCAAAATTAGCCAC 199

Ad06A21899 Aradu.A06 21899 p4 (AATA)6 24 111760350 111760373 TGAAAGAGTTAAACATGAGATCCAA GGACACATGGGTACATGCAA 247

Ad06A21901 Aradu.A06 21901 p3 (TTA)6 18 111763277 111763294 CGCTCCTTGCTGTTTACTCC GAAGCACCATCTGAGCACAA 239

Ad06A21904 Aradu.A06 21904 c (TAT)15ttgtaatatatg(CGGTT)582 111769878 111769959 TTCAAAAATTTGGGAATCGG GATCGGTTTTATTGCGGTTC 183

Ad06A21905 Aradu.A06 21905 p2 (TA)7 14 111773302 111773315 CGTAATGTCCGTGACACTTGTT CCCCCATCTCATCTCTTTGA 197

Ad06A21912 Aradu.A06 21912 p2 (AT)8 16 111781273 111781288 TTGCACGTTAAAACCTAAATCAAA CCAATTTCATTCTCCTCCTCTC 278

Ad06A21916 Aradu.A06 21916 p2 (AT)9 18 111788105 111788122 TTCAAGATAGCAATGCCGTG GCTAATGCGAAATAACCTAAGCA 270

Ad06A21933 Aradu.A06 21933 p6 (ATTTTT)5 30 111826057 111826086 GGAGATTAACCGAGATGCCA AATTCTTTTAACTAAGCTCCGGTT 237

Ad06A21935 Aradu.A06 21935 c (T)13gtaacaatgaattattatttttttattttttaaagttagaagtgaactatcattcattaaaa(T)1085 111834913 111834997 TACCTTCGCCAAAATGGAAG AAAATCAGATGAAATTATGAGGACA 206

Ad06A21938 Aradu.A06 21938 p3 (ATT)16 48 111849749 111849796 ATCAGCTGCCACTATGCCTT TCTTCACATCCTGCGAGTAAAA 115

Ad06A21939 Aradu.A06 21939 p3 (CAT)10 30 111856626 111856655 AATGCAAATGGGCTTGTTTC TCATTTTTAGCATTTGTCGGG 123

Ad06A21941 Aradu.A06 21941 p3 (TTA)6 18 111857260 111857277 TTTCAAAATATCTCGAGCCTTTC CATGAAGTCGATTGCACCTG 226

Ad06A21943 Aradu.A06 21943 p2 (TA)6 12 111860209 111860220 CCTTAACCGCAAACCAAAAA CCTTCAACCTGTCCTATCCG 271

Ad06A21945 Aradu.A06 21945 p3 (ATT)12 36 111863139 111863174 CACTTAAATTGCAAATAGCTGTCG TCATCTTGTTGACCACTGCC 253

Ad06A21948 Aradu.A06 21948 p2 (CT)6 12 111869528 111869539 AAGTTAGCCCAATACGCACA GAAGAGCGGAAGAAGAAGCA 255

Ad06A21950 Aradu.A06 21950 p3 (GAT)7 21 111872470 111872490 TGTGAATGGGATTGTGATGAA TGCAAGTGTGAACGGATGAT 118

Ad06A21951 Aradu.A06 21951 c (A)10taattaaaaac(T)1132 111873180 111873211 TTGTGTGAACAAGTCGAAACG AAATGATTTTTGCTTTGGCG 247

Ad06A21953 Aradu.A06 21953 p3 (GCC)6 18 111881908 111881925 AACACAAATCGGTAGGTCCG GATCGATCACCTTGCTCCTC 249

Ad06A21954 Aradu.A06 21954 p2 (GA)6 12 111882051 111882062 CTCTTCCAAGAGAACGTGGG GCAAACCATAAATCCAAAGCA 232

Ad06A21955 Aradu.A06 21955 p2 (TA)6 12 111883031 111883042 TCTATAAGGGTCCCAACCCC CGTGGCATGTCATTGAAAAC 273

Ad06A21956 Aradu.A06 21956 p3 (GAT)5 15 111884526 111884540 TCCCCGGATTAAGCTTTCTT CGGATGATCCAACTCTTCAA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad06A21957 Aradu.A06 21957 p5 (TCTCT)5 25 111885456 111885480 TTTCTTCCTCGTTCGCACTC TTTGCGTGCCTATCTTCTCA 274

Ad06A21960 Aradu.A06 21960 p4 (CATA)5 20 111889561 111889580 AGCCACAAACATTCATCTCAA TCAACCGGAGCTTCATATTG 279

Ad06A21961 Aradu.A06 21961 p2 (AG)6 12 111889941 111889952 TCCTCTTTCGCTGATCTGGT CCGTGACCTTATCCCCCTAT 142

Ad06A21962 Aradu.A06 21962 c (A)10gatatgaatagaaagcacaaactatgggtcgggctagtataaggtctgtgta(T)1072 111890737 111890808 CGCTCATCACAACACCAAAC GCCCCACTCATCTAAATTGG 137

Ad06A21963 Aradu.A06 21963 c (CT)7ca(CT)13(CA)756 111890912 111890967 GGGCCATGGACAAAATAATG CCGGTGATGGAAGAGAAGAA 259

Ad06A21964 Aradu.A06 21964 c (T)10aaatttaatttgatcaaactcattcatg(A)1351 111891450 111891500 CAGTTGTGCTTATTTTAAGTTGCG TTCCATTTCCAGACTTGGCT 239

Ad06A21967 Aradu.A06 21967 c (A)10gataaatctcaaattgcaaatggattttatatacctaataataattttaaagg(A)1174 111895069 111895142 TGCAGGATAAACATAAAGACCC GCTTGTTTAATGCCAACATGA 275

Ad06A21968 Aradu.A06 21968 p3 (TTA)5 15 111895794 111895808 TAACACCACAATGGGGAACC AACATTTTCAGCTTCCACCG 254

Ad06A21970 Aradu.A06 21970 p3 (TAA)6 18 111900319 111900336 ATTCGTCAACGTCGTCTTCC TCAAGCGAAGCACTTGCTAA 112

Ad06A21971 Aradu.A06 21971 p3 (AAT)6 18 111900572 111900589 TCAGTAATCAGTTGATATTTTTGTTCA TTTTGGAGTCTGATTTGTGTACC 220

Ad06A21972 Aradu.A06 21972 c (A)10ctatagcagatattttacaatattcattagcaaaattctga(T)1162 111901494 111901555 TTCTTTTGGTATGATGATTGACAAG TGGGCTCTAATACTGCTGGC 203

Ad06A21975 Aradu.A06 21975 p2 (TA)12 24 111905097 111905120 AGACATGTGTCCGTTGTCCA TTAAGTCCCCACCAAACAGG 207

Ad06A21976 Aradu.A06 21976 p3 (ATT)5 15 111907269 111907283 AAGAGGACCCCACACAACAC AAAGCACGGGATTTTTCAGA 268

Ad06A21979 Aradu.A06 21979 p4 (AAAT)5 20 111917473 111917492 TTTTGGACAGAAGAGGGTGG CCCAATCTAAATTTTGGGACA 246

Ad06A21984 Aradu.A06 21984 p2 (AT)7 14 111924262 111924275 AGCCCATCCATATTCCATACA TGGGGACCCTTACCTTCTTC 114

Ad06A21985 Aradu.A06 21985 p3 (TAT)5 15 111924414 111924428 GAAGAAGGTAAGGGTCCCCA GCTTGGAGGGTGAGAGTGAG 190

Ad06A21996 Aradu.A06 21996 p3 (AAT)6 18 111974399 111974416 GGGCATATCCAAATAGTTTTTCC CACGTGCACCTATAAACACACA 100

Ad06A22004 Aradu.A06 22004 p3 (TGA)6 18 111986778 111986795 AGAAGGAGGGAGAGGAAACG GGATCATCAAGGCAACCTGT 170

Ad06A22005 Aradu.A06 22005 c (A)11tagcctatttgtataatgatacaattctataaagatagatctaatggttacttaga(T)1178 111990925 111991002 GAATTGTATACCACTCAACAGAGGA TCTCAAAACATGAAATTTCCCA 244

Ad06A22006 Aradu.A06 22006 p2 (TA)7 14 111992348 111992361 TGAGATCCTAACTGATTCTGTTTCA TGCAACTCTTTGCACACCAT 279

Ad06A22012 Aradu.A06 22012 p3 (ATA)11 33 111996645 111996677 CAGCTATCAAAGTGGAGGGG CTTTGGGCGCAAGCAATAC 233

Ad06A22013 Aradu.A06 22013 c* (GAA)5ggagaagaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)5(GAAGAG)5*gaagatgagtttttcataattcacggtgagt(GAA)6161 111997799 111997959 AAAAACGAAGCAAGAATACCAG TGAACCCTCTTCCTCTTCCTC 279

Ad06A22019 Aradu.A06 22019 p5 (ATTAT)5 25 112008897 112008921 TTTTATTATCTCAATTTCTCATGTTGA CTTAATGTGTGGGGCGAGTT 181

Ad06A22020 Aradu.A06 22020 p2 (TA)7 14 112011601 112011614 CTCATTTAAAGATCACGAATTTGA CGCTGCCATAATTGGTTTTT 175

Ad06A22021 Aradu.A06 22021 p3 (TAT)8 24 112011821 112011844 AAAAACCAATTATGGCAGCG AAGGTTGGAAGGTCAAAGCA 211

Ad06A22029 Aradu.A06 22029 p2 (TA)7 14 112026177 112026190 TCCCAAGTAATTTACAATATTTTGCTC TTTTTGCGTGCTCAATTTTA 249

Ad06A22030 Aradu.A06 22030 p3 (ATA)5 15 112027677 112027691 TCAAATAAAATCAGATGAAGTGCAG TTTCCAACACCATTTACTCCG 250

Ad06A22033 Aradu.A06 22033 p3 (TAA)7 21 112031839 112031859 CCTAAACACGTCCATCGTGA TGCGCAAAAGGTCTCTTTCT 231

Ad06A22038 Aradu.A06 22038 p3 (CTC)8 24 112035483 112035506 ATGCTCAGGAGGCTTACCAA CCACATTTCTGGAGGAGGAA 165

Ad06A22039 Aradu.A06 22039 p3 (ATT)17 51 112044722 112044772 AGGCACACATTCCATCCACT TGTAGTGCGTGCGCTTTAAC 223

Ad06A22042 Aradu.A06 22042 c (T)10gaatgaataaata(AT)635 112047110 112047144 TGGGGTAATTTTTGTCCCCT TCCCAAATTGAATCTTTGGTT 244

Ad06A22045 Aradu.A06 22045 c (ATA)8tagtgcaaaaaattgtaaattggtaatcatatataaacacaattttttttgtcaaacaagctaaagataatcacctaccctaaaaaggaaaaaag(A)10129 112051153 112051281 ACAAGGGAGAGATTGTGCCA CTCTTCAAATTCAATGTATAGCTCC 270

Ad06A22049 Aradu.A06 22049 p5 (GAAAT)5 25 112055985 112056009 GCTATTTGGGAGTAACGTCTCTG CCCAATCCAATAGTACGACGA 214

Ad06A22050 Aradu.A06 22050 p4 (ATAA)5 20 112056159 112056178 AGCTGGCACTCCGATTTTT CCACGATGGTGGAAAAATAAA 157
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Ad06A22051 Aradu.A06 22051 p3 (TAG)5 15 112056289 112056303 CGTCGTACTATTGGATTGGGA GGAGAAACAAATAGTTGTCGGG 273

Ad06A22056 Aradu.A06 22056 p3 (ATT)5 15 112060894 112060908 AAATTGTACCAGCCAGTGCC GCTGCTTTCACTCATCACCA 246

Ad06A22059 Aradu.A06 22059 c (A)10ttgatcgacttta(AT)839 112062503 112062541 CCAAGTGTAGTTAATGTTAATTCGTC ATATTTAGCCATGCCTCCCC 262

Ad06A22062 Aradu.A06 22062 p2 (AT)9 18 112069676 112069693 CATTGAATTAACGACCTTTAAAAACA AAGCGTACGTAAAGAGAATTTGTG 145

Ad06A22063 Aradu.A06 22063 p3 (TAT)5 15 112071598 112071612 TCATGCCACCATTGAACACT GTCCCCGTCAAAGCCTAAAC 179

Ad06A22064 Aradu.A06 22064 c (CCT)5(CTT)8 39 112072401 112072439 TTCCTCTCCCTCTCCCTCTC GGTGTATTTCTGTAATCGGTTGG 163

Ad06A22067 Aradu.A06 22067 c (T)10cagtaattaaaaaatatgtacggaacatagtgtgaactctgaaggctaagctataataatcttatactattgtcaatttgtcatatatggtc(T)10112 112076665 112076776 AATAAGTCAATGTTCCCTGACC TTTTCATCATGTGCCCAACT 235

Ad06A22068 Aradu.A06 22068 c (CT)10(CA)6 32 112078576 112078607 GCCCAATTTCAAAAGCTCAG GGAATGGTTAAGAACGCGAA 236

Ad06A22069 Aradu.A06 22069 p3 (TTG)5 15 112079332 112079346 TGAGCCAAGGATTTGAGCTT TGTGCCTTCAACAACAAAGG 220

Ad06A22071 Aradu.A06 22071 p2 (AT)6 12 112082863 112082874 TTTCCCGTTCTTTTCAATGC ATTTGTCAGCGAAGTGGACC 257

Ad06A22075 Aradu.A06 22075 p3 (CTA)5 15 112085097 112085111 TGCAAGATGATGAAACGAGC TATGGTTGTGGTGATGGTGG 195

Ad06A22076 Aradu.A06 22076 p2 (CA)6 12 112085325 112085336 CCACCATCACCACAACCATA ACTCTGAGGTTGCTGCGTTT 226

Ad06A22082 Aradu.A06 22082 p2 (TA)8 16 112101070 112101085 TGCAATTTCAAATCATCATACCA AAGTCTGATTGAAGAACAAAATCTGA 243

Ad06A22084 Aradu.A06 22084 p2 (AT)6 12 112107715 112107726 TGTATCATAAACAAAAACAAACTATGC CACAGGTTCCAGATCTTCCC 242

Ad06A22086 Aradu.A06 22086 p4 (AGTT)6 24 112110117 112110140 CGGATTGTTGTCTGCTCTCA TTGCAGTAATTGCAGCTTCG 255

Ad06A22088 Aradu.A06 22088 p2 (TA)10 20 112119945 112119964 CACAATATGACATTAGGGTTTCCA TAATGCTGCCGACGAATTTT 220

Ad06A22089 Aradu.A06 22089 p3 (ATG)5 15 112122661 112122675 TTGTTTGGTGAACCTAGCCC GCCCAAAGTGGGTGATTATG 248

Ad06A22090 Aradu.A06 22090 p3 (AAT)10 30 112123326 112123355 CCTGATCGATCTTTTTCTACCC AATGCAAGGAAACTACCCCA 148

Ad06A22091 Aradu.A06 22091 p5 (TTTTA)6 30 112123849 112123878 TTGGCCAGTAATTTTTGGGT CCCAAGCACACAAGTAGGGT 254

Ad06A22093 Aradu.A06 22093 p2 (AG)6 12 112131886 112131897 AAAGGGAACCGTGGAAAAAC TCTCAAGCGGGAAAATTCAG 171

Ad06A22095 Aradu.A06 22095 c (A)11cgtgttttagga(AT)737 112134827 112134863 GGTTGTGATATAGGGCAGTCC GAGGTAGTGGAGGGGGTCTC 253

Ad06A22099 Aradu.A06 22099 c (T)10gtaaagtataattttatattatttaatatttttatg(T)1056 112165705 112165760 GCGACATGAAAATGATCAAAA CCATTTATCGCCCCCTATTT 274

Ad06A22105 Aradu.A06 22105 c* (A)11(AC)9* 28 112173677 112173704 CCTTCTCAAATAACACAAGCACA TTATGCTTTTGGGGGAAAAA 236

Ad06A22113 Aradu.A06 22113 p2 (TA)8 16 112183530 112183545 TTCCAGTTTTTAGATGGGCCT TCTTCTTCAGACAAACAAAAGCA 259

Ad06A22115 Aradu.A06 22115 p2 (TA)6 12 112185493 112185504 GTGCGGAAAATGGTAGGAAA CTGCTGCTACAGCACGTTTT 204

Ad06A22118 Aradu.A06 22118 p3 (AAC)5 15 112194927 112194941 TCAATGATTGTGGTGCTGCT GAGCCAGTGAACATTGACCA 172

Ad06A22127 Aradu.A06 22127 c (T)10atgttatataaacaaaaatgcattggcaaaaaaccattgtttagaatgtcatgattaagagataagg(A)1087 112216926 112217012 TTGGATTTTTATTTGAAATCACC TTTCTAAGCAAATTTAGTCCAATTTA 280

Ad06A22129 Aradu.A06 22129 c (T)12agttgggtagtccctataaaactaagtcaattactgccaaaagagacataatt(A)1176 112217783 112217858 TTTCAATTGAGTTCTTGCATCA CGCGAAATTTTTAATTAGATCCC 209

Ad06A22130 Aradu.A06 22130 p2 (TA)8 16 112218179 112218194 TCGTGCAATTACGTTCATTTTT GGAACACAAGTAGACCCAACAA 261

Ad06A22132 Aradu.A06 22132 p3 (AAT)5 15 112220501 112220515 TCATTGAAAACCGTCAGATCA TGGGGTTTTATCCACTTTGTG 250

Ad06A22133 Aradu.A06 22133 p3 (TTG)5 15 112221920 112221934 ATGATGTGGGGTGGGAGTAA TCATCCATGATTCCCCCTAA 219

Ad06A22134 Aradu.A06 22134 c (T)11aaatatctacttacttttataacatatattatattattatgtattcatgcg(T)1072 112222130 112222201 GGGTTGTGTTCCATTTGTCC TTGCAACTTTCTTATAAAAACCGA 223

Ad06A22135 Aradu.A06 22135 p2 (TA)7 14 112222790 112222803 TCAATTGAGTCATGTTGGATTTC TTTTAACCTTTTGACACTTGCTT 187

Ad06A22137 Aradu.A06 22137 c (A)10ggaaaattacacttgaaatagaggaagatcctccaccatacatgcatgcacactctccattccttagtgattaagagagaacacttaaaaag(A)12114 112223734 112223847 TCACCAGTTCACATACACCACA TTCATTGATCATCCCCCACT 230
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Ad06A22139 Aradu.A06 22139 p2 (AT)8 16 112228015 112228030 TTTTTCTTTGTCGTTATAGGGTTAGAA GACTGGACAAATCAGTTTAACAAAAA 179

Ad06A22140 Aradu.A06 22140 p2 (GA)12 24 112228675 112228698 ACAAGCGAACTTTTCCGATG TTTCAAAACATGGCAACGAA 266

Ad06A22141 Aradu.A06 22141 p2 (TA)6 12 112229115 112229126 TTTTGTGCAAGTAGTTATCTGAATTT AAGCTGAAATCCCAGAACCAT 215

Ad06A22144 Aradu.A06 22144 p2 (TC)22 44 112233266 112233309 TGTGTGCGTGTGTTGTGTCT GTTGCTTCCATAGCGAAAGG 140

Ad06A22148 Aradu.A06 22148 p3 (AAT)7 21 112239825 112239845 CCCCATTTACCAGCCACTAA CACTAACCAAACGCACGCTA 248

Ad06A22149 Aradu.A06 22149 c (A)10gaatcatacactagtacttgtcgcattgtcacctaatatttctcttggtgttttgtgaagtgggggctactattca(T)1197 112241288 112241384 CCCCCTAATAATTTCCTTTGG AAAGAAGAGGGTTGCTCTTGC 155

Ad06A22152 Aradu.A06 22152 p2 (AT)8 16 112245404 112245419 CATGGCAATGTTGCTCAATAA CCTACTTTGGAAAATGTCACCG 256

Ad06A22154 Aradu.A06 22154 p2 (TA)7 14 112249068 112249081 CAATGCCACAAACAACCACT TCAGCACATAAAAATCATGCTAAGA 267

Ad06A22158 Aradu.A06 22158 p2 (AT)6 12 112285751 112285762 GAACGATTTTGAATACAAATAAATCAA ATCGATACAAACATTTCTTTAACAAG 241

Ad06A22159 Aradu.A06 22159 c (A)10ttgttcaatcaacttgagaaagtcgtattataaaattggaggaaagaaaaaatag(A)1378 112286057 112286134 TTGAACGGTCAAATTGAAAAA TTAGGATGGTGGACCCAAAA 196

Ad06A22161 Aradu.A06 22161 p3 (TAT)5 15 112287417 112287431 CAGGATTTTGCTGTGCTGAA GATGCTGCTTCAGCTTCCTT 211

Ad06A22162 Aradu.A06 22162 p2 (AT)6 12 112288832 112288843 AAAATGGAGGCAAACACCAG AATGCAGCGGGTATCGACT 217

Ad06A22164 Aradu.A06 22164 p2 (TA)8 16 112289788 112289803 TCACATATTAGCGTGTTCAGCC CACGGGATACACAGATATACGAA 278

Ad06A22168 Aradu.A06 22168 c (A)13gtgattagttgttttcccattagctgagaaaagactatttatggccttcttcttcaatatgttttcttagaatattattaatttgta(AT)11122 112299051 112299172 AATGGAGGCAAACACCAGAC AGCTGCTTAATCTTTTGCGG 265

Ad06A22169 Aradu.A06 22169 p3 (GGT)6 18 112299359 112299376 ATGGGTAAGAAGAAACCGCA TATCCATGCTTGCTTGTGCT 208

Ad06A22171 Aradu.A06 22171 p2 (AT)6 12 112299752 112299763 TTTCAGTTATCAAGACCAAACTCC GGAACATCACCACCCCAATA 222

Ad06A22172 Aradu.A06 22172 c (TA)7gacacaaacag(AC)637 112300182 112300218 GGGGATTCAATTTGATTGCTA CAACCCTGCCTAACCAAAAA 251

Ad06A22178 Aradu.A06 22178 c (A)13gtgattagttgttttcccattagctgagaaaagactatttatggccttcttcttcaatatgttttcttagaatattattaatttgta(AT)11122 112333011 112333132 AATGGAGGCAAACACCAGAC AGCTGCTTAATCTTTTGCGG 265

Ad06A22179 Aradu.A06 22179 p3 (GGT)6 18 112333319 112333336 ATGGGTAAGAAGAAACCGCA TATCCATGCTTGCTTGTGCT 208

Ad06A22181 Aradu.A06 22181 p2 (AT)6 12 112333712 112333723 TCGGTTATCAAGACCAAACTCC GGAACATCACCACCCCAATA 220

Ad06A22183 Aradu.A06 22183 p3 (GAG)6 18 112351542 112351559 CGCCTTAACCTCACCAGAAG AGAGGGTCCAGGAGGCTAAA 215

Ad06A22185 Aradu.A06 22185 c (A)11caaaaaaacgaaaaaacaaaaaaac(A)10caaaaaccttctcttagtttaaattaaaaacttacctatttaaattagaacatattctctgacccaaaaatg(A)10128 112357030 112357157 AAGATTTACGTTTAATGTGTCGAGC TGAAAAGACTCCACTCATAGGACA 231

Ad06A22190 Aradu.A06 22190 p3 (AGA)5 15 112375186 112375200 GCGGATGTCATGGAAGAGTT GGCTTCTGATTCTTCACCCA 232

Ad06A22193 Aradu.A06 22193 p6 (TCTATA)7 42 112391032 112391073 AACCGCTGGGAAGAATACCT ACCCCACACACAAAGACACA 211

Ad06A22194 Aradu.A06 22194 p2 (TA)7 14 112392688 112392701 TGCATGTGGAAATTTCATGG TGTATACGAGTCGCTGTTACAGTTC 261

Ad06A22197 Aradu.A06 22197 p2 (TA)6 12 112404525 112404536 CGTAATTGGATGCACGTGTAAA TTGACCATCACTTAGTAAGACACCA 164

Ad06A22198 Aradu.A06 22198 p2 (TA)8 16 112404736 112404751 TGGTGTCTTACTAAGTGATGGTCAA AAAAACATCACATCCTTTTCTGC 242

Ad06A22203 Aradu.A06 22203 c (AAC)5(A)10 25 112448784 112448808 TCCTCCCTCTCACCTCTCAA GGATTCCGGAGATGAAACAG 240

Ad06A22207 Aradu.A06 22207 c (A)10tgaa(GAAGAG)6gaagaagacgaagaggaagag(GAA)689 112451546 112451634 ACACCCAAAATTCGTTGCAT TCCTGTTTCCAAAGCGCTAC 232

Ad06A22209 Aradu.A06 22209 p3 (AAT)5 15 112463132 112463146 AAAAGCTGCTCCAAATCTTCA TCCATCACAACAATTTTCGG 245

Ad06A22211 Aradu.A06 22211 p3 (ATT)6 18 112468960 112468977 CAAATTGGCCTTGTGACCTT GCATCAGCAAGCAACACATT 140

Ad06A22213 Aradu.A06 22213 p2 (TA)11 22 112472352 112472373 CTTTGCATGTTGAATTCTCAAA AAGCTTGGCCATGTTTATATCTG 279

Ad06A22220 Aradu.A06 22220 p2 (TC)9 18 112488645 112488662 CGACGGTTACACTCCGATTT GCAGCTCCAAACTCCATCTC 247

Ad06A22221 Aradu.A06 22221 p2 (AT)6 12 112495456 112495467 TGGGACAAAATCGAAACAAA CGGAAAATGGCGCTAAGATA 247
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Ad06A22223 Aradu.A06 22223 p6 (ATAAAG)5 30 112511492 112511521 GTATGAGCGCCATGTAAGCA AGGAGCCAAAACGAATCAAA 127

Ad06A22224 Aradu.A06 22224 p2 (AT)6 12 112513248 112513259 AAAATGTGCCTCATTCCCTG CTCTTGGGTGACCAATTGACT 216

Ad06A22229 Aradu.A06 22229 c (A)10tctaaacatgatccatgaaacctgaagttgaacccatgctactccctctctatagttcttgttatttttatttctat(TTA)16135 112515192 112515326 TCAAATGACATAATCTCTCCATTTTT CCAGCAACTAAAGAAGCCAAA 224

Ad06A22239 Aradu.A06 22239 p5 (AAGAG)9 45 112543482 112543526 TCCTAAATCTTAACCCCACGA TTGATGAACTAAATCTTGAACCGA 186

Ad06A22242 Aradu.A06 22242 p2 (TA)12 24 112544667 112544690 TCATTATCGTTTGCTTTGAAAAT TGAAATGCACACGAAACCTTAC 271

Ad06A22243 Aradu.A06 22243 c (T)10ctttatccaaacatgtcattaacaaa(T)1147 112547512 112547558 TTGAATGGGGAAGGAGTCAG AAAGATCACTTTGCCACTTTTT 277

Ad06A22249 Aradu.A06 22249 p2 (TC)9 18 112556647 112556664 ACCTATGGGCCTATTGGGTC TGGTTATGCACTGCACCATT 157

Ad06A22251 Aradu.A06 22251 p3 (TTC)5 15 112563923 112563937 ACGGACAAGATCAAAGTGGG CGACATCAAGGCAGGAAGAT 258

Ad06A22255 Aradu.A06 22255 p2 (TC)6 12 112587757 112587768 ACCTCCCCCTACTCCTCCTT CTTCATCTTGAGGAGGTCGC 204

Ad06A22256 Aradu.A06 22256 p3 (ATT)13 39 112588629 112588667 CCCACGTCTAATGGACCTTC TCCAACAACACCAACAGTCA 280

Ad06A22258 Aradu.A06 22258 p2 (TC)22 44 112591888 112591931 ACCTATGGGCCTATTGGGTC TGGATGGGAGAGGATGAAAG 214

Ad06A22260 Aradu.A06 22260 p3 (TTC)5 15 112604768 112604782 CGACTAGAGGGATAAGGGGG AGATTCCATGGCACGTAAGG 178

Ad06A22264 Aradu.A06 22264 p2 (CT)7 14 112622652 112622665 TAGAGCCAGAGCAACAGCAA AGGATTTGTCGTCGTCAAGC 205

Ad06A22266 Aradu.A06 22266 p2 (CT)18 36 112625795 112625830 ATCGTTGCTCATCCCGTTAC AAACTGCAACGGCAATATCC 209

Ad06A22267 Aradu.A06 22267 c (CA)13(TA)7 40 112633036 112633075 GCACACCCAAACAATGTCAC ACCCCTATTGAGCGATTTGA 221

Ad06A22268 Aradu.A06 22268 p2 (TA)8 16 112637363 112637378 TGCTTGACAACACCACAAAAG GCTTAGCTTCCAGGAACAGC 192

Ad07A14 Aradu.A07 14 p3 (TAT)8 24 67161 67184 CCTTTATAAACACTAGCACCTGGA GGCTCATTGGCAAGCAGTAT 265

Ad07A16 Aradu.A07 16 p3 (TTA)5 15 68861 68875 TACCATTTTCTCTGGGGGAA GCATCTCACATAGAAGGGGAA 216

Ad07A17 Aradu.A07 17 p3 (TAA)13 39 76015 76053 ATTTCACAGGGGAGGGAAGT GGCTAGGTGTGACTGAGAACG 276

Ad07A19 Aradu.A07 19 c (TA)8(TG)6 28 85129 85156 TTCCTCCTTAATTTTTGTTTGTTTG TGGTAAGTTCGCAATAAAGATTGA 155

Ad07A27 Aradu.A07 27 c (TCTCTG)5tttta(CT)749 96638 96686 TTAACGAACCAACACAGGCA TTCATCGTTTCTGCGTGAAG 186

Ad07A28 Aradu.A07 28 p3 (TCA)11 33 97016 97048 TAGCTACGTCGGTGTCGTTG TAGGACGACGACGATGATGA 162

Ad07A32 Aradu.A07 32 c (AG)7ttgctaagaaaagaaatggattaaaagagaaaaaggtggtgaaatgtagggagagtgtaagaaagag(GA)12105 106282 106386 AAAGGGAAAGCCCAGAAAAA TGTGTTGGCGAAACAAGAAA 269

Ad07A34 Aradu.A07 34 p2 (AT)7 14 143713 143726 GAGTCAGGGGCTTGTTATGC CAAAATACCTCCCACGCACT 260

Ad07A36 Aradu.A07 36 p4 (AAAG)5 20 153452 153471 CACACACTTTCACCCTCCCT TTCTGCCTAGCACCCATTCT 228

Ad07A42 Aradu.A07 42 p2 (TA)7 14 203479 203492 ATATGTTCGGGGTTGGTTCA TTCCGTATGTGCAAAAGAAAAA 263

Ad07A44 Aradu.A07 44 p2 (AT)11 22 216092 216113 TGCTCTATTCCATTCCAGCC AGCCCACTGCTCCAAGTAGA 221

Ad07A46 Aradu.A07 46 p2 (TA)6 12 221255 221266 AGAATTTTAATTTGGTAATTGTACGTT TTTGACAATCAAAATATACAACATGA 227

Ad07A47 Aradu.A07 47 p2 (CT)9 18 230410 230427 AGTAACGTGAAATCCGGCTG ACAATCCACACGCCAACATA 274

Ad07A49 Aradu.A07 49 p2 (TA)7 14 237282 237295 CAAATCCAGTGAGGGTTCAA GCATGTCCTCATGCTAAATCC 261

Ad07A53 Aradu.A07 53 p3 (ATT)14 42 251568 251609 TGCACCGAATACAATGGAGA TCGTTCTTAAAGTGAGCGGC 195

Ad07A55 Aradu.A07 55 p3 (GAA)5 15 255271 255285 ATGGGAGTTGCTTTTTGGTG CGTCACTAGCTTGACGGTTG 117

Ad07A57 Aradu.A07 57 p3 (GAG)7 21 269375 269395 CTGGCTCAGAAAGAAGTCGG TTCAGGAGGCTAAGGCAAGA 162

Ad07A61 Aradu.A07 61 c (TGT)11tgc(TGT)551 295369 295419 GATGTTGGTGGAATTCTCGG GCAGAATCCCAATTCAGCAG 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A63 Aradu.A07 63 p3 (CTC)6 18 313709 313726 AGAGGGTCCAGGAGGCTAAA ATCATCCATGCCTATACGGG 275

Ad07A64 Aradu.A07 64 p3 (AAT)5 15 321907 321921 TCTTGTTGCCATAGCTGCTG CATGGCCACGATTAGACCTT 219

Ad07A69 Aradu.A07 69 p3 (TTA)6 18 346625 346642 TTTGTGGATGTGCTTTCTCG TACAATCAGCCACGCGATAC 264

Ad07A71 Aradu.A07 71 p3 (ACC)9 27 348306 348332 TCAGGCTCAAACTCAAGGGT TGAATCCTACGTACCTCCGC 143

Ad07A72 Aradu.A07 72 p6 (TCAACG)5 30 348438 348467 GCGGAGGTACGTAGGATTCA CGGAGAACTTGCTTACGGAG 228

Ad07A74 Aradu.A07 74 p2 (AT)8 16 363119 363134 TTTCCGCGCAGTCTAAATCT GCTCTGGTAAGGAGGATTGC 210

Ad07A78 Aradu.A07 78 p3 (TTA)6 18 366825 366842 TTCATGCACCATTTCTTGGA ACCAGGTTCAATCCTTGTGC 201

Ad07A79 Aradu.A07 79 p2 (AT)7 14 368747 368760 CCCTGGTTTCTTGATGCACT GGCCATTAGATACCATCAGCA 235

Ad07A80 Aradu.A07 80 p2 (AC)7 14 371477 371490 ATTAGACTCCGGTGGCCTTT TGGCACCCATTACTGACTTG 100

Ad07A81 Aradu.A07 81 p2 (TA)10 20 373801 373820 TGTCATTTCACTCTGGTGATGTT TTTTTCACTCCTCAGCTCCC 206

Ad07A82 Aradu.A07 82 p2 (AT)10 20 375349 375368 AAGAGCTGTCAAGCTGGCAT CTTAAACTCAAAGGCCCCCT 160

Ad07A89 Aradu.A07 89 p2 (AG)6 12 404088 404099 CACTTCCGAGTGAGTCGTCA GTTAAGGGCAGGTTCCATCA 189

Ad07A94 Aradu.A07 94 p2 (TA)8 16 408101 408116 AAAAGAAGAAAAAGGTGCTTTCAA GAATAGAACTAGTCATGGATTATGCAA 169

Ad07A95 Aradu.A07 95 c (A)12gctttgttcttgttatgtaatttttcaatgttag(A)1056 409999 410054 GGGCAGAAATTTGAGAGTGC TTGGCATTTAAGTGTGGATTTG 238

Ad07A100 Aradu.A07 100 p2 (TA)9 18 439339 439356 CCACCTATTTTCATGCCACC TAATCTCCGGTTACCCATCG 261

Ad07A101 Aradu.A07 101 p2 (AT)15 30 449573 449602 AAAGAAAAACAGAAGTTAGATTCCAT TTCTCTTTGTGTTTCGATGGG 271

Ad07A103 Aradu.A07 103 p2 (AG)15 30 456836 456865 CCAATGTGAGGTCAACCAGA GTGGTTTCTGCACAGGGATT 258

Ad07A104 Aradu.A07 104 p2 (GA)21 42 458277 458318 GAACTTGCAATAAGGGCCTG CCAGTAGCTATGGCTGCACA 271

Ad07A107 Aradu.A07 107 p3 (AAT)6 18 464220 464237 TGTTTAAAATTTTCGTAGTTCGC TTCCATTTCCTGCTTTCACC 277

Ad07A108 Aradu.A07 108 p4 (TATT)5 20 471440 471459 TCGTTGTGTTTTTGTCGAGC TACCAAACACGCGGATAATG 120

Ad07A110 Aradu.A07 110 p2 (CA)6 12 474252 474263 TCGTTAGCCCATTTTATCCA AGTCCGCACACACATTTTCC 177

Ad07A111 Aradu.A07 111 p4 (AATA)5 20 474667 474686 GTCGAATCTTTGATGGCACA ATTTTGGCAAGAAGCAAACG 258

Ad07A113 Aradu.A07 113 c (A)10ttagaccgttccattttttggacacaaatcaaacctttcgatttgtgttttaaaacttaaaaaaaatttaggatacacaac(A)10caacacacatgcttcttatatt(A)10133 478339 478471 CGGAAGAATAATAGTGTAGAATGCAA ATAGCTAGGAATGAGGCGGC 268

Ad07A115 Aradu.A07 115 p3 (AAT)9 27 484248 484274 CTTGCTTAGCTCCATCGCTT TGGCACATGACACATGAAAA 239

Ad07A120 Aradu.A07 120 p3 (TTA)6 18 509201 509218 TGCAAATGAAAAATTTCTGGA AACACACAAATAGATCTTCAAAGCA 266

Ad07A123 Aradu.A07 123 p3 (GAA)5 15 511555 511569 GAACCATTCCCATCCATGAC GAAAAGCAAGAGCACGTAGAAA 158

Ad07A125 Aradu.A07 125 p3 (TTC)5 15 517676 517690 CGCTGCAACCCTACGTCTA TCGATAGAAAACGAAGCTGGA 233

Ad07A129 Aradu.A07 129 p2 (TC)11 22 544438 544459 ATTTAGGCTTGCGTTTGTGG CAGACCTTCGGTGAACATCA 260

Ad07A133 Aradu.A07 133 p3 (ACA)5 15 553466 553480 TTTTGTCAACTCAAACCGTAATAA ATCACAAATATTGCTGGCCC 254

Ad07A134 Aradu.A07 134 p2 (AT)8 16 555101 555116 CCCTCAACGAATCAAAGACAA ACATGCTGGCCAAAATTCAT 160

Ad07A141 Aradu.A07 141 p3 (ATT)5 15 573950 573964 AGAGGGAAGGGTGAAAGGAA TGCAAGTAGACTGGCTAGGGA 170

Ad07A142 Aradu.A07 142 p3 (TCC)5 15 575419 575433 TCCAACACTTCCAAACACCA AAGCTCGAAGGCAATTCTCA 268

Ad07A143 Aradu.A07 143 p2 (TA)6 12 575917 575928 CACCCGGTGGATATATTTGG CAAGTTTTATGTGGCGCAAA 120

Ad07A145 Aradu.A07 145 p2 (AT)7 14 585309 585322 CAATACTCCCGCGTTTTGTT TTGGAACAACCTACACAACCTTT 244
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Ad07A150 Aradu.A07 150 p3 (ATA)5 15 601944 601958 TTTAAAGCACTGGAGGAAGATG TGTTTCGCTTTCTTTATTATTGC 279

Ad07A151 Aradu.A07 151 p2 (AG)20 40 614738 614777 CCATTACATGCCATAACCCC CTCAACGTTGTTGCCTCTCA 236

Ad07A152 Aradu.A07 152 p2 (AT)6 12 615080 615091 GGGTTCCTAGCACGGTATCA TCTCAGAAACATGCCACATCA 250

Ad07A158 Aradu.A07 158 p3 (TCT)8 24 633394 633417 ATGGAATTGGTGCTCGAAAC CCAGTATGGGGAGTGCAAGT 249

Ad07A162 Aradu.A07 162 p3 (GAA)5 15 646025 646039 ACTGAGCAGGTAAAGCCACA GGATTTGGCACTCAAAGCTC 203

Ad07A163 Aradu.A07 163 p2 (AG)6 12 646594 646605 TCTGTGAAGCTCTGCCAAAA CACGTTTTCCCTTTTTCCAA 180

Ad07A165 Aradu.A07 165 p3 (TTA)12 36 647284 647319 TTGCTTTAATAAAACTGAATTGGA AACACTCAATCTGTCAATCATACATTT 158

Ad07A167 Aradu.A07 167 p3 (TTA)5 15 655534 655548 TGAGACCCAAATCCAAAAGG TTGGTGCCATTGCTTTGTAA 211

Ad07A169 Aradu.A07 169 p3 (TAA)5 15 657018 657032 CAATGGGTAGAGCCTTGCTT TGAGGAAATTCGAAAAAGGAAA 264

Ad07A172 Aradu.A07 172 c (T)10ataagaaag(A)1029 661886 661914 AGTAGCGCACAAATGTCTTACA GGCGGTTAGTGCAACTCTCT 279

Ad07A179 Aradu.A07 179 p2 (CT)6 12 683061 683072 CATTGAACCTGGCATGAAGA ATCCAAGCCCAGAAACACAG 186

Ad07A180 Aradu.A07 180 p2 (TA)7 14 685070 685083 GGGTTGTGTGTTCTTTGGCT CACAAAAATTCACACGCACA 186

Ad07A184 Aradu.A07 184 p2 (AT)7 14 719198 719211 CCGATTCGGTTTTGACAACT TTTCAAGTTTAAATCAATCCAATTC 201

Ad07A188 Aradu.A07 188 p2 (TA)6 12 880057 880068 AAACTTACCGAATCAAGCCTTAAA ATGTTTGCCCATCCATCAAT 226

Ad07A194 Aradu.A07 194 p3 (ATT)5 15 900283 900297 GAGACTTACGCCCTAGCCAA ACGACATTTGGGATCGCTAC 251

Ad07A198 Aradu.A07 198 p3 (CCG)5 15 915109 915123 CGTGGATACCGATAGGTGCT TCATCCATGCGTTCATCACT 232

Ad07A201 Aradu.A07 201 p3 (AAG)7 21 923304 923324 AGCTAAGATTGTGCGATGCC TGGTATACGCGCTGTTATCG 262

Ad07A203 Aradu.A07 203 p2 (TA)8 16 926017 926032 GCCTTTTGGTTTAAAGGGCT TGTGGTGGCAATACTTTTTGTT 276

Ad07A205 Aradu.A07 205 c (T)11attttgtggttttgcttgtttctttttgtaaatatgcaaagtacaggtagattagtg(T)1381 930464 930544 TACAATCTTCTTTTCGCGGG GATAAACGGCACAACCCTTG 230

Ad07A206 Aradu.A07 206 p3 (TAA)5 15 934748 934762 ACGCTTTGGCAGCACTCTAT TCTTTCCCCAACTTGCTCTT 259

Ad07A207 Aradu.A07 207 p3 (AAG)8 24 935049 935072 TGGGGACCCTAGATGGGTAT TCCCCTTCTTCTCTTTGTGG 223

Ad07A213 Aradu.A07 213 p4 (AATA)5 20 943115 943134 GACCAAGTTGGAAAAACCGA TTTGATTCCTCTCCAAATAAGCA 229

Ad07A216 Aradu.A07 216 p3 (AAT)5 15 949920 949934 TCCCTAAAATTGAATGCGCT TGAGAGGATCCATTTCCAACA 278

Ad07A219 Aradu.A07 219 p3 (CCA)6 18 958059 958076 TCACCTTCCGTCAAATACCC GCAACGTTTTGATGTTGGTG 192

Ad07A221 Aradu.A07 221 p2 (CT)15 30 959752 959781 TGTGTGTCTGAGAAGCCAGG GAATGGTTTGGTTTGGTTGG 226

Ad07A222 Aradu.A07 222 p3 (GCA)5 15 960219 960233 TTGCTGCCTTTTACCAAACC TCTAAACTAGGTCAAATAGCAGAGC 232

Ad07A224 Aradu.A07 224 p2 (AT)8 16 969319 969334 GTGAATTAAATCTTGATTGGTCTAAA TGAATCAAATCTTGAACTGGTCT 261

Ad07A225 Aradu.A07 225 p3 (TAT)5 15 969763 969777 TGACCGTTTTTAAAGAAAACAAA TTAGGGTTTTGTGCAATGGA 243

Ad07A227 Aradu.A07 227 c (T)11acattt(A)10 27 972795 972821 GTCGATGGATTTTAGCGACG GAGGTCATCTTCCATCACTGG 210

Ad07A230 Aradu.A07 230 c (T)11ggtaagtaacggtttttaatttttatctttatataaaacaacttctcatgagtagtaacctttttattttttggtcagataatgagtagtaggttttc(T)11120 978275 978394 AAAAATGGAATTCAAATTCAGATCA TCTGTTCAGGTCTTGCCCAT 252

Ad07A234 Aradu.A07 234 p2 (TA)7 14 995095 995108 CGGTTGCCAAACATTTTTCT AACATGAGAGACTGCCCCAT 257

Ad07A235 Aradu.A07 235 p3 (ATA)5 15 996024 996038 TGCAACTCAGTGACCAGACA AGCTAGCAGGGGTGTTGCTA 265

Ad07A241 Aradu.A07 241 p3 (ATA)5 15 1007653 1007667 TGCAACTCAGTGACCAGACA AGCTAGCAGGGGTGTTGCTA 265

Ad07A242 Aradu.A07 242 p2 (AT)11 22 1008297 1008318 AATCAATTCAAAATCGTTCAAAG ACGCTCATTTGTTCCATTCC 214
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Ad07A244 Aradu.A07 244 c (A)10tctcaaagagaaagggttcccatcaccaccttgcaaatgctcataataacttcaatttttattttttattttttattttttattt(TC)6107 1019780 1019886 CACTCAGCTCTGAACACCCA TAAACCTTCCCCACCAGATG 214

Ad07A245 Aradu.A07 245 p2 (AT)11 22 1021192 1021213 TGATTTGAACCTGCAATTTTT AAAAATCAAATCTTTTATAAGGAGACC 276

Ad07A248 Aradu.A07 248 p3 (TCT)5 15 1036971 1036985 TTATGAGCTCCCAATCCCAG AGGATCCAGCTGAAGCAAAA 218

Ad07A251 Aradu.A07 251 p3 (ATA)18 54 1041849 1041902 GTTGGGCCCAGTTATTCAGA CATGTTCCAAATATCATGCCA 136

Ad07A256 Aradu.A07 256 c (A)10gaaaaaaaaacacttctgaaggg(A)1043 1054147 1054189 TCCCGTGATCATTTCTGTCTC TTCCTCTCCCCTCATTCATC 183

Ad07A259 Aradu.A07 259 p3 (AAT)11 33 1064442 1064474 ACCCGTCAAATCCACAAGTC AGGGATCAATATCCTTCGCA 260

Ad07A260 Aradu.A07 260 p2 (TA)6 12 1064741 1064752 CTCAACATCAGCGGTTGAAA AAAAATGAGACATCATGCAATTAAA 257

Ad07A266 Aradu.A07 266 p3 (TGA)5 15 1083980 1083994 GATGACGATGATGCACCTTG CCAACAAGCATCACAGAGGA 228

Ad07A267 Aradu.A07 267 p3 (GAA)6 18 1084200 1084217 TCCTCTGTGATGCTTGTTGG GTCATTGCCAAATGGGTAGG 225

Ad07A269 Aradu.A07 269 p3 (TAT)13 39 1086324 1086362 TTGGATATAGAATGGCAAGACAA TCGCGTTAATCTCAATGACG 236

Ad07A275 Aradu.A07 275 p3 (GGC)7 21 1101853 1101873 GTAGAAGGGCGGTTAGGGAC GCGCATCCTTAACGAATGTT 194

Ad07A277 Aradu.A07 277 p2 (AG)6 12 1104194 1104205 CAGATGGTGTGCCAGAATTG TGTGCAGTTTCAGCTTCTTCA 229

Ad07A278 Aradu.A07 278 p2 (AG)6 12 1108589 1108600 CACTCACTGTCCTGCAATGAA TCAAAGTCATTAGTGGCCTCAG 268

Ad07A286 Aradu.A07 286 p2 (AG)7 14 1120479 1120492 TTGCTAACAAAATGCTAACCAAA TTTATGTTGCTTTTCTGCATTC 230

Ad07A288 Aradu.A07 288 p2 (TA)6 12 1126524 1126535 ATGGAAGAGGCAAAACCAGA CGGGTTCGAGTCTCCCTATC 272

Ad07A290 Aradu.A07 290 p3 (CCT)5 15 1133680 1133694 ATTCAAATGTTTGCCGGTGT CGTCTAATGTGGCAGTCAGG 203

Ad07A291 Aradu.A07 291 p4 (TAAC)5 20 1144219 1144238 AGCAGAGGAACACCATCACC CCCTCATCCATCTCAGCATT 261

Ad07A299 Aradu.A07 299 p3 (AGA)5 15 1158604 1158618 ACAGAGATTTGCGCTCCATT GGCCTTGTTAATTAGGGGGA 280

Ad07A300 Aradu.A07 300 p3 (ATA)10 30 1159043 1159072 TAGCCGGCACATTGATACAG TAACAACAACGCTGCAGGAG 185

Ad07A301 Aradu.A07 301 p2 (AT)9 18 1162518 1162535 TTAGAGAGAGCTTGTGCATCTAAA TCTGAAATGCAATGTTTGGTG 241

Ad07A305 Aradu.A07 305 p4 (ATAA)5 20 1163981 1164000 AGGTTGGACTTGTTCGTTGG TATGTGGGCGCAACTTTACA 258

Ad07A306 Aradu.A07 306 p2 (TA)8 16 1164404 1164419 ATCATCATGCATGCCTTCAA TCAATAACAAACCGTGCAGA 264

Ad07A307 Aradu.A07 307 c (T)11aaataaacaaaaaaaaagagtgctaccactaacttcagttatgacttatgaataacttttaaaaaactaatgtacaatttattatc(ATT)7118 1166573 1166690 TCACTTAGAGATTGTAAGTTCGAGTC AGTCACGTGCATCTGTCCAA 271

Ad07A310 Aradu.A07 310 p2 (TA)6 12 1183378 1183389 CAATTCCATTCGTCGGAGTT TTGGTTAGTTCGTTTGATTTGG 240

Ad07A313 Aradu.A07 313 p3 (AAT)11 33 1191594 1191626 AAAGTTCCTAGCCGTCCGAT CAAAACACCCTGTATGCTTGG 253

Ad07A315 Aradu.A07 315 p3 (ATT)5 15 1194040 1194054 TTACAACCCGTGATGATGGA AAGTTGCCATTGATGCTTCC 166

Ad07A316 Aradu.A07 316 c (AAGA)5aaggaaggacaaaaaggttggagataaggacataaactgagggtcccaaaaccgatcatttcaatttcttatatctctttctaatttctata(CT)8128 1194473 1194600 ATGGATGATGGTGGGGTTTA TTTGGAGGAGAAGAGTATGATGG 247

Ad07A317 Aradu.A07 317 p2 (AT)6 12 1200098 1200109 CGTCATTGGACCTGGTCTCT GCCCAATTAAGTTAGACTGAACAAA 161

Ad07A318 Aradu.A07 318 p3 (AGA)6 18 1205818 1205835 GAGAAGAAATCTTGTCGCCG GCCACACACTCACTCACACA 219

Ad07A329 Aradu.A07 329 p2 (CT)15 30 1229493 1229522 AAGCACCAAACCCTCAAAAA GAAGGCGCAAGAAGTTTCAC 119

Ad07A334 Aradu.A07 334 p2 (AT)7 14 1239928 1239941 CCTGAGAGTCGTTGGATGAA TTCCAGAAGGAGCCATTTTC 279

Ad07A335 Aradu.A07 335 p3 (AAG)6 18 1240063 1240080 TGAAAATGGCTCCTTCTGGA GGGCATGTTGAAATCTCTGG 196

Ad07A339 Aradu.A07 339 p2 (TA)6 12 1259576 1259587 TTTTACACGGCATCCAATCA TTCCTAACCCAGAACGCATC 163

Ad07A344 Aradu.A07 344 p2 (TA)6 12 1274511 1274522 ACCCCAAAGAAAAGAGGAGC ATAAAGAAAGCTAAGGCGGC 280
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Ad07A349 Aradu.A07 349 p2 (TA)6 12 1280571 1280582 AAAAGTGAAATCACGTGGCA CATAAAATTTTCATTAGAGTTGCTACC 237

Ad07A351 Aradu.A07 351 p3 (ATA)5 15 1285507 1285521 GCTGCTTACTTGAACCTCGG CAAGAATATTGGCCCCTTGA 242

Ad07A358 Aradu.A07 358 p3 (CTT)10 30 1292248 1292277 CGAATAAAAAGCGTCAAAACG AATCACCACAAGAACCAGGC 265

Ad07A371 Aradu.A07 371 p3 (GAA)5 15 1324882 1324896 TGCCATCGCATGAGAATAAA CCATCATCGTCGTCATCATC 257

Ad07A372 Aradu.A07 372 p3 (TTG)5 15 1328899 1328913 TCCATGAGGTGGTCAAACAA ATTTTCTCAAGGGGGAATGG 213

Ad07A374 Aradu.A07 374 p3 (TTA)6 18 1333982 1333999 GCCGTCAAGTAAATAGGACCC GCGAGAAATCCTCAATTCCA 189

Ad07A376 Aradu.A07 376 p2 (TC)8 16 1335608 1335623 CTGCCGTTTGGTCCAACTAT AATTTTTGCAGTGGCTTTGG 250

Ad07A383 Aradu.A07 383 p2 (TA)6 12 1354633 1354644 TTGGCAGGAAAACATGGAAT TCACTATCCCTAAAATAATCATGTCAA 261

Ad07A390 Aradu.A07 390 c (A)10cctatagagaaaataattaaagacaaaaacgcccccc(A)1158 1374409 1374466 GGTGTAGGGCCAGCTAACCT TTGCATGTGGTTGGAAGAAA 279

Ad07A391 Aradu.A07 391 p4 (TACA)5 20 1374616 1374635 TTTCTTCCAACCACATGCAA TTGCATGCATGAGTTCCATT 233

Ad07A394 Aradu.A07 394 p3 (TTA)6 18 1376431 1376448 CAATTTAATGGCGCCCAA AGGGTTCGAATTTCGTCTTG 220

Ad07A395 Aradu.A07 395 p3 (TTA)5 15 1376631 1376645 CAAGACGAAATTCGAACCCT GTATCTCTCAGGGGAGGGGA 125

Ad07A397 Aradu.A07 397 p3 (TTA)5 15 1377521 1377535 CTCAGGGGAGAGGAATGACA CACCTGCCAGTTGAGTCACA 141

Ad07A400 Aradu.A07 400 c (CTG)5cagaatttgaagaaaatgaagccatgctgccagagttgatgaataaggactcttgtggaaggaagcacctagaattcattggaaacgtatg(TA)6118 1383064 1383181 AGAGGCCGGTTTCTGGTACT AGGCAAAAGGGGTATTCAGG 235

Ad07A401 Aradu.A07 401 p2 (CT)6 12 1383877 1383888 TGCAAGGAAAAAGAAGCAAA AATAACGTAGCGGGATGGAA 279

Ad07A402 Aradu.A07 402 c (AAT)7aacgaaatttttaattaggttcttatatatattttttttaattaggtctctgtaccaa(T)1089 1384642 1384730 GCATGGCTAAGTGGTGGTTT TTGGGTCCCTATATAATTAAGTCAA 245

Ad07A403 Aradu.A07 403 c (A)10tataaagacctaattaaaaattttgcgaaattataaagattaacagaataatt(ATA)578 1384865 1384942 TGCAGAAACTCAAATAAAAGAAAAA AAATAAGGAGGGGCCACACT 279

Ad07A407 Aradu.A07 407 p2 (TG)6 12 1398592 1398603 TCTTGCTTCTTGGCTCCATT CGAGGTAAAATGCCAATGCT 199

Ad07A418 Aradu.A07 418 p3 (ATA)21 63 1444007 1444069 CTTAAAGTTTTCCACGGCCA AATCTTGTCGTTTTGGCACA 147

Ad07A419 Aradu.A07 419 p3 (TTG)6 18 1446949 1446966 TGGAGAAGAAACGAAAGGGA CCCCCAAGACCCAAAATAAT 216

Ad07A420 Aradu.A07 420 c (A)10ttaacagagtcaactttaattttaattattgtcaaacaatactcatttgtatcggtacacttatttttgtgggttccgtacaacactaatttaa(T)11115 1456646 1456760 TCGGAACTGGAAGGAATTGA AAAAGCTAATAAAAGCAGGGGA 280

Ad07A421 Aradu.A07 421 p2 (TA)8 16 1458958 1458973 CCTGGGTGCTCCAGTGTATT AGGGTGGTTCCCTTGAAGAT 125

Ad07A424 Aradu.A07 424 p2 (AT)14 28 1495704 1495731 TCGAATAATTGAGTACCCCGA GAACCCGAACCAACTCGTAA 265

Ad07A427 Aradu.A07 427 p3 (CTT)5 15 1500143 1500157 AAGCAAGCCCAATCAACATC AAAGGCAAAGAGAGAACGCA 175

Ad07A428 Aradu.A07 428 p4 (TTAA)5 20 1501997 1502016 TCAAAATCAATGCAAGAGAACAA AAGCAAAGCTTTCCCCAAAT 205

Ad07A429 Aradu.A07 429 c (TTG)5gaagaatcaagtctttat(A)13gccatatacaagtgcttgcttatacacaaggctttgtttatgac(A)11101 1505996 1506096 TTGATTCATGTAGCCGACCC TGAAACCCGAAAGAGATGGT 265

Ad07A431 Aradu.A07 431 p2 (GT)6 12 1509415 1509426 ATGGCAGCATCACCTACCTC AAAGCTTGCTCCCAATACCA 162

Ad07A432 Aradu.A07 432 c (AGA)5gaaagaggaggatgagaagcagaagaagaatctgcgtgcgcgaggaggaaatatacgtgaatttgaaagaagattacgtatgcgtgtatttaa(AAG)5123 1510697 1510819 GATTTAGAACACCTGCGTCCA TTCTTCTTCTTCGCTCCTGC 278

Ad07A436 Aradu.A07 436 c (AT)9aattatatatggatggcataaacatatcctaatacttatagtaggttcacaataacataaaatatcaaatactagtattttaaaacactaccaaaactc(T)13130 1511891 1512020 AAAGTGTTTGCTTTCATTATTATTCA GAAAAAGTAAAATGATTATCCCAAAA 280

Ad07A437 Aradu.A07 437 p3 (AAT)6 18 1512258 1512275 GGCGTGATGAGGACAAAAAT CCCTCTCAACTCTCAAAAGATTGT 239

Ad07A439 Aradu.A07 439 p2 (AC)7 14 1514892 1514905 GGCATGGGAGAGTGAGAGAG AACCTCAGCCATTGTTGTCC 123

Ad07A452 Aradu.A07 452 c (T)10acaattttgtgaataagaaaaaaatcaataaaaaaaaataaactcacatttttgtaaa(T)1381 1532302 1532382 CGATCACAAAATGCGTTTGA TGCTGCTTCATTTGGATCAT 207

Ad07A458 Aradu.A07 458 p2 (TC)26 52 1550057 1550108 CCTGGGCTGGGGTATTATTT AGCATTGCCTTCTGGTGTCT 266

Ad07A459 Aradu.A07 459 c (A)10gaaaattagtactcttttttggatggagatattttggtgctaacgattttgaagggtgctagttgcagg(T)1493 1551605 1551697 TAAGAAATGCGGCCAAAAAG GGGGCAAAAGAACATGTGAA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A468 Aradu.A07 468 p2 (AC)6 12 1576975 1576986 AGTGAGCCACGCTCATTCTT GGATCGCTCTCTCCCTTTCT 128

Ad07A473 Aradu.A07 473 p2 (CT)6 12 1595715 1595726 TATGACCTTTGCTGGCTTTG CAGTTGATCCGAATCGTCTACA 229

Ad07A475 Aradu.A07 475 p2 (AG)9 18 1596681 1596698 CAAAGTGAGTGAGAGAGCGTG ATCCATGCCCATGATTCTGT 238

Ad07A476 Aradu.A07 476 p2 (TA)6 12 1600091 1600102 ACCCTCACCATTTCAAAGCA GGACCATTGCTTATCTCCGA 156

Ad07A477 Aradu.A07 477 p3 (TTA)6 18 1606267 1606284 CAAGCCTTTGTTGCCTCTTC CATCATCACTCCTCTTTACAACCA 274

Ad07A482 Aradu.A07 482 p3 (TTA)7 21 1619215 1619235 GCCTTTGTTGCCTCTTCTTG CATCATCACTCCTCTTTACAACCA 273

Ad07A484 Aradu.A07 484 c (TA)11(T)10 32 1620427 1620458 TTGGAGGCTTCTCTCTTTGC AAACTAATTTCACCATCCACCC 265

Ad07A485 Aradu.A07 485 p2 (GA)14 28 1626775 1626802 CGAGAAAATTTCAGGGACGA TTCACTGTGGCATCCGTTTA 174

Ad07A487 Aradu.A07 487 p3 (CTT)9 27 1628528 1628554 CGAAAGAACGAAGCGAAAAC CTTCTGGGTTTTGAGCAAGC 249

Ad07A490 Aradu.A07 490 p4 (ATAA)5 20 1639229 1639248 GATGCAACGTGCAAACAGAT TGATTCTCTGCATTCCCACA 102

Ad07A491 Aradu.A07 491 p3 (TCA)7 21 1643150 1643170 ACCGCAACAGCAATACCAAT TTCAAGAGCTTCGGTTTCGT 230

Ad07A492 Aradu.A07 492 p3 (TTA)5 15 1644209 1644223 TGGGAACAGAAAACAGAGGG GCTTTTTGGCCATGTTTGTT 267

Ad07A493 Aradu.A07 493 c (A)10ttga(T)10 24 1644798 1644821 TCTACGCTCCGTATCCATCC GCTAATTTATCCACCGGCAA 268

Ad07A494 Aradu.A07 494 p2 (TA)7 14 1648662 1648675 TGGTTGCTTCCTCCAATTCT CCTTGACCTTGACCACCTTC 257

Ad07A495 Aradu.A07 495 p3 (ATA)5 15 1648874 1648888 GAAGGTGGTCAAGGTCAAGG TTGGATCAAATTGGAGTGGG 264

Ad07A496 Aradu.A07 496 p2 (TA)7 14 1649686 1649699 TTTTAATTTCTTCTCCGTAACAACTG TTTGTTAACTAAATCCAACCAAGTT 265

Ad07A497 Aradu.A07 497 p3 (ATT)7 21 1649857 1649877 TGCTAGTCATATCTGATTTTTGTTATC GAAGCTCAGATCCAAGCCAG 268

Ad07A498 Aradu.A07 498 p2 (AT)9 18 1655631 1655648 TGCATCACATCCCTACAACTTT TTAATAAGGAGGGGCCGAAT 242

Ad07A499 Aradu.A07 499 p2 (AC)9 18 1659350 1659367 TGGTTGTGTACCTGACGCAT GAAAGTGGTGCCGGTTAGAA 268

Ad07A500 Aradu.A07 500 p3 (TTA)16 48 1668886 1668933 CAGCACATGTCGTTGCTTCT CTTTTTGGACCGCGAAATAA 157

Ad07A501 Aradu.A07 501 p2 (AT)8 16 1680854 1680869 TGACAGATCAAACTTAAATGACACAA TCCAGCCAAATGGTTATTCG 259

Ad07A504 Aradu.A07 504 p2 (TA)10 20 1687263 1687282 TTGAGAAAAGTTTTAAACGCTAACA TGAGGACTGCAATGATTTCG 233

Ad07A506 Aradu.A07 506 c (CAC)5acgagaaaggaggacagagtaacaaatgtcctcctacttc(TGG)570 1687707 1687776 CAACAATCTCCACCAAACCC GGTGCATAACCACCATAGGC 263

Ad07A507 Aradu.A07 507 p3 (GAA)11 33 1691549 1691581 GATGAATCCCTTTGGAAGCA TCTCTTCCAAATTCGTTGGC 197

Ad07A508 Aradu.A07 508 p3 (TAA)15 45 1691687 1691731 AAACCGCCTTTTATTTCCGT ATGTTTTGGCTGATCCCTTG 192

Ad07A513 Aradu.A07 513 c (T)10gtcactcaagacagatgagacaagttaatgttagtgtata(T)1060 1706715 1706774 TTCATCGCGATCTAAGCTCT GTCCGGGCTACGTTATCAAA 264

Ad07A515 Aradu.A07 515 p3 (CTT)5 15 1710389 1710403 ACACCCAAAATTCGTTGAAG ACTGCACGTTTTCACTGCAC 270

Ad07A516 Aradu.A07 516 p3 (AAG)5 15 1710524 1710538 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 213

Ad07A517 Aradu.A07 517 c (AAG)5gtgcagcaaaaacgtgcagtaatggttgaagaaggagaaagagaatgctagaaacgaaagaa(AAG)592 1710663 1710754 AAACGTGCAGTAACGGTTGA CGCACGTTCTTCTTCCTCTT 205

Ad07A520 Aradu.A07 520 p3 (TTA)6 18 1713552 1713569 TCCCGTGATTTGATTTGTCA TGTTCCACCAGGCCACTAAT 252

Ad07A522 Aradu.A07 522 p3 (TTC)5 15 1720218 1720232 AATGGCATCAACCACTCCTC TTTGGTGTGCGTAGCTTTTG 103

Ad07A524 Aradu.A07 524 c (A)15ca(CT)6 29 1721119 1721147 AAGACACCATTGCATTCATCA GGTCTTTGTTTTTGGGAAGGA 204

Ad07A529 Aradu.A07 529 p3 (GCC)5 15 1734275 1734289 ACCATTATACCCTCCTCCGC GTTGCCATTTTATTTGGCCT 126

Ad07A530 Aradu.A07 530 c (A)10gtattgctatttgttagttagttagtcaccattttagataggtttaattattttattagttcctataattttgtaaaatttttaattaggtttcttg(T)12119 1734759 1734877 TCTCGTATGAAACAGCAACGA CTATTAAAAGGGACCTAATTGAAAAA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A534 Aradu.A07 534 p2 (GA)9 18 1737928 1737945 TTGAGGTGCCTTCTATGCAA AGATGGCCCATGAATATGGA 240

Ad07A537 Aradu.A07 537 p3 (TCT)7 21 1740782 1740802 TGCCTCCCTTGAAAAGAAAA TGATCAATTTCTGAGTGAAGGAAA 258

Ad07A538 Aradu.A07 538 c (CTT)6gttcttcatcatattgcttgatttctaatacttcatcatcctctgctacaataatattatgctcttcaataacagttttctcctccatcatcatca(CTT)6132 1741002 1741133 CCACAATGATCTGCTCAACAA TTTCTTCTTTGCAATGGGCT 277

Ad07A541 Aradu.A07 541 c (CTT)5gctgcacattcttcttcctcttcc(TCT)554 1744332 1744385 CCACATACTGTTACGGCACG TGAAGAAAGAGAAAGAGAAGGCA 123

Ad07A543 Aradu.A07 543 c (AAG)5aatttcagaaaccatgaaaatcgaaaaaaaac(GAA)20gagaaagaggaagaggaagaagacgaagacgaagacgaagacgaagaaa(AAG)5(AGA)7192 1745212 1745403 CGTGCAGAAACGAAAGAAAAG ACTCAAACGGTTCCTCTTCG 270

Ad07A544 Aradu.A07 544 c (A)13tatttgcggtttaacat(TAA)545 1746624 1746668 AAAAATACGGCCCAATACCC TGAGTGTGTGTTGAAGTGTTGC 240

Ad07A545 Aradu.A07 545 p2 (TA)6 12 1746849 1746860 TGCAACACTTCAACACACACTC CAATGGAGATCAATGGCTCA 192

Ad07A546 Aradu.A07 546 p3 (ATC)5 15 1748628 1748642 TCCAAACTCTCCTCACCCAC TGATCATGGGGTTGTTTCCT 199

Ad07A548 Aradu.A07 548 c (AT)9aaaagcttttcgtatactg(A)1047 1752562 1752608 TTTTTCGCATATTCAAGGCA TGACTTTATTTTTGGTGTAATGTCTCA 186

Ad07A552 Aradu.A07 552 p2 (TA)6 12 1763021 1763032 TCCCATTTCCTACAAGGCAG CCTGCCCCTTCATTCACATA 197

Ad07A553 Aradu.A07 553 p3 (TGG)6 18 1766891 1766908 GCCTCTGCTTTCTGCTTCTG CAAAAATACCCTCCACGAGC 262

Ad07A554 Aradu.A07 554 p3 (CTC)8 24 1769990 1770013 AGGAAGCTAAGGCCAAGTCC GTCGAGCCAAACTTGAGGAG 141

Ad07A556 Aradu.A07 556 p2 (TA)9 18 1785031 1785048 CCAACAAGCACCAAATTCCT AAAATGGGGTGGTCAATGAT 263

Ad07A561 Aradu.A07 561 p2 (TA)6 12 1794120 1794131 ATGGTGGAAGATCATGGAGC AATGCAGAGCACCATTTTGG 275

Ad07A564 Aradu.A07 564 p2 (TA)8 16 1795189 1795204 AGCATCTCGCAGGAAGAGAA TGTTATTTCAACTCTAATGTTGGTGA 268

Ad07A567 Aradu.A07 567 c (A)10ttcaatatgagt(A)1032 1802204 1802235 TGCATTGGTGAGAAGCTTGA TTCATATTGGGACAACATCAATTT 269

Ad07A569 Aradu.A07 569 p2 (TA)6 12 1802993 1803004 ATCACTCTAAGTTTTTCGTCACAA ATAATGGGGGAAGACTTGGG 186

Ad07A571 Aradu.A07 571 c (A)10tacaatctcaaaacaaataaaatataaaaagacacaacagcaataaccaacatctgaaacaaattccccatgcaacaatgaacttgagagtggcccc(AAG)5122 1813251 1813372 TGAAGTGAAAGAGATAGGGGAAA GGCGTGCAAGAACAACTTAAT 276

Ad07A572 Aradu.A07 572 p6 (CTCATA)5 30 1816274 1816303 TCCCATTCTCCCACGTACTC GCATGTTTGTCTTCTTCGCA 199

Ad07A575 Aradu.A07 575 p2 (TA)6 12 1859381 1859392 CGCACACCTGAGTGACTAACA CGGTGCCAAACATGTCTCTT 191

Ad07A576 Aradu.A07 576 p2 (CA)6 12 1861714 1861725 GCCGGGTAACAAACAAAATC TGGTTGCGTGGATGTAATTC 114

Ad07A578 Aradu.A07 578 p2 (TA)6 12 1870988 1870999 TTTAGGATTGATTAGTTCTTTTCTGA CCAGCAAATATGTCCTGCAA 190

Ad07A579 Aradu.A07 579 c (A)10ggattatatatatagttgagt(TA)745 1875262 1875306 TTCCATTAACTTCTCGTACTTTTCC GGGGCAAATTGGTAATATCC 280

Ad07A580 Aradu.A07 580 p3 (ATT)10 30 1875890 1875919 TTAGCACCAAAGCGTGTTCA CAGTGGCTTCCCTAGGATTTT 186

Ad07A582 Aradu.A07 582 p3 (TTA)5 15 1883995 1884009 TCATTTATTTGGGATTGATTAGCTT ACAACCGCTGAGGATGTTTC 220

Ad07A583 Aradu.A07 583 p2 (GA)25 50 1888980 1889029 CGACATGATCGAACTCGAAA GCATCTCTTCCTCCATCGTC 251

Ad07A586 Aradu.A07 586 p2 (TA)6 12 1904569 1904580 TTGTTTTGCTTTGCTTTGGA TTAAATTTCTCCCCCGCTCT 239

Ad07A588 Aradu.A07 588 p2 (TA)6 12 1908156 1908167 TGCTTATAAATAAAAATTTCATCCAC GCTCAAATTTAACGGTTGGAA 254

Ad07A590 Aradu.A07 590 p2 (CT)7 14 1924076 1924089 TGAGGTGGATTCCCATTTTC AATGAGAAGGGTATTTGATTGC 211

Ad07A591 Aradu.A07 591 p2 (TA)6 12 1924345 1924356 TCAAATGCAAATCTCTCTCTCTTT CCCGATCAATTTTAATATGCC 253

Ad07A594 Aradu.A07 594 p2 (TA)8 16 1927333 1927348 TGCGTTTCTCTCTCTCTTTATTTTT GCTCAAATTTAACGGTTGGAA 250

Ad07A597 Aradu.A07 597 p3 (CAT)26 78 1935548 1935625 TGAAGTTGATAAATGAGAGCCG CACCACAAAAATTAACTATTACGATGA 225

Ad07A602 Aradu.A07 602 p3 (ATT)5 15 1941110 1941124 CAGCAAAGCGTGTTCAATCT TCTCCTCCTATTTGCAATGCT 271

Ad07A603 Aradu.A07 603 c (CTT)5tttcccttttttctttctccctgcacttcttctt(CTC)564 1942653 1942716 GCGTGAGAAAATTAAAGGAGTGA CAACCTCAACGTTAGGAACCA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A605 Aradu.A07 605 c (CCT)6attggaattttgtctcctccttccttttcatccatctccc(CAT)1397 1943106 1943202 TTTTGTTACCGTCGTCACCA CAGAAACACCTGCATCTCCA 264

Ad07A606 Aradu.A07 606 p3 (GAG)11 33 1943832 1943864 TTTGGGTTCATTCAATCGCT TTTACGCTGTGGGACTTTGTC 274

Ad07A607 Aradu.A07 607 p3 (TTC)32 96 1944147 1944242 TAGGTCACGCGCTTCTTTTT GGAGGAGAATGAGGAGGAGG 199

Ad07A608 Aradu.A07 608 p3 (TTG)5 15 1944358 1944372 CCTCCTCCTCATTCTCCTCC CCTTCCACTGCTTCTTCACC 139

Ad07A609 Aradu.A07 609 p3 (AAG)5 15 1945453 1945467 CGAAATGACCAACACCACTG TTTCAAATTTGCGCACGTAG 259

Ad07A610 Aradu.A07 610 p3 (GAA)5 15 1947616 1947630 AGGAGGAAATTGCATTGCTG CCTGAATGATTGCTTTGATGTT 266

Ad07A611 Aradu.A07 611 p5 (ATTCA)6 30 1955425 1955454 TTGCGTCTAGAATGAACCGA TGAATCGAATAAAGCGGAGG 247

Ad07A612 Aradu.A07 612 p2 (AG)10 20 1962269 1962288 TGGGAGTTGGAGGAAGCTAA AGACACCACTGTTTACACAGCAT 187

Ad07A613 Aradu.A07 613 p3 (ATT)15 45 1964155 1964199 GCGGCTAGAATAGCATTTGG TTTTTAGATTGGCGGCTCTC 196

Ad07A615 Aradu.A07 615 p2 (AT)7 14 1969679 1969692 TCAAATCATCTAACGGCTCTCA TGCACTTGCAATGTTTCCAT 136

Ad07A616 Aradu.A07 616 p2 (TA)6 12 1969849 1969860 TCGGTACTTTCGGTGCACTT ATTCCATGGGGTGTGGTAGA 132

Ad07A617 Aradu.A07 617 p3 (TAT)5 15 1974823 1974837 AAAAAGGTACGTGAATGGACAAA TTTCTTCCATAAGGATTGTGATGT 268

Ad07A618 Aradu.A07 618 p2 (AT)8 16 1981218 1981233 ATCTCACGCAAGAGGGACAC CCATGGATTTAGTCTCATCTCTCA 221

Ad07A626 Aradu.A07 626 p3 (CTT)7 21 2014342 2014362 TGCTCAACTCACTCAATGCC AAGCAGACGATGAAGGAGGA 262

Ad07A628 Aradu.A07 628 p2 (CT)6 12 2016364 2016375 AGGTTGATAGTGGTGATTCTTTTT TTGAGTCGACGTTAGGGACTT 280

Ad07A629 Aradu.A07 629 p3 (TTA)17 51 2035525 2035575 TGGTGCGTGAGGTGAATTAG GGCACATTTTCTTTCATTGGA 258

Ad07A631 Aradu.A07 631 p3 (TAA)5 15 2037311 2037325 TTGGTGCCATTGCTTTGTAA AGAGCCAAATCCAAAAGGGT 209

Ad07A634 Aradu.A07 634 p2 (CT)6 12 2047458 2047469 CACGTTTTCCCTTTTTCCAA TCTGTGAAGCTCTGCCAAAA 180

Ad07A635 Aradu.A07 635 p3 (TTC)5 15 2048024 2048038 CTCTTGCTTGGGGTGTTGTT ACTGAGCAGGTAAAGCCACA 186

Ad07A638 Aradu.A07 638 p2 (TA)6 12 2065611 2065622 TGCAATTCTCTCTCTCTTTACTTTTT CAGAGTCTCGTGTTGATAACGTG 195

Ad07A643 Aradu.A07 643 c (T)11aaag(TA)8 31 2084613 2084643 AACAAATTTAAAATCAGTGTAGGTTTC TTTCTAACGTCTTTGCTGGGA 267

Ad07A644 Aradu.A07 644 c (A)10gaaaaaaagaaagacattgttcctaaatccatacacgttcctaccttttgattatatataagtatgaactgttattcgttaatgtgcttg(A)13113 2094743 2094855 TGGTCAATTCCAAAATAGCG TCTCGGGCAAGTTAGCTCTC 182

Ad07A649 Aradu.A07 649 p2 (CT)6 12 2102886 2102897 TCACCATCTCACTCACCTCG AATTGATGACGGAATCGTCC 279

Ad07A650 Aradu.A07 650 p2 (TA)6 12 2110329 2110340 AAAGAAGGAGGCGTGGAAAT ATTTGCTTGCAACATCATCG 259

Ad07A651 Aradu.A07 651 p3 (AAT)5 15 2111293 2111307 TCATCAATTCATCCCACCAA TGCTTTTCAATGCAAAATTTCTT 196

Ad07A653 Aradu.A07 653 c (T)10aatgtctacaagtcttgttttataatttgtaagtgtgttgc(TA)765 2116074 2116138 GTTGCACGGGAAATTTGTTT TGATTGAGGTGGAAACTAACGA 279

Ad07A655 Aradu.A07 655 p4 (AAAT)5 20 2117534 2117553 GGGCTATTAATGGTTCTATTGCC TTGATCTTCGGTTTCCAAGC 155

Ad07A660 Aradu.A07 660 p2 (TA)6 12 2120206 2120217 ATGGCGCATGGTTAAGTACC TGATGAGAATAGAACCACCCC 171

Ad07A662 Aradu.A07 662 p2 (TC)6 12 2126627 2126638 TCTGGACTTGTCCCGGATAG CGCAACAGAATCAGAAATGG 194

Ad07A667 Aradu.A07 667 p6 (TATGAG)5 30 2150212 2150241 CAAGAAAGCTCTGCCTTGCT TCCCATTCTCCCACGTACTC 142

Ad07A669 Aradu.A07 669 p2 (AT)6 12 2154418 2154429 AAGCAGCAAAGAGTTGTGGC CACCTTGTGATGCTTACGGA 261

Ad07A671 Aradu.A07 671 c (TA)10tc(TG)7 36 2162944 2162979 TTTCAGCTTTTTGTTGCAATG TGGAAGGTGCAAGTGAAGAA 272

Ad07A673 Aradu.A07 673 p3 (GCT)5 15 2177019 2177033 AACCGAGGGGAGAGAGAGAG TGACGTCTTGACTCAGTGGC 260

Ad07A677 Aradu.A07 677 p2 (TA)12 24 2201716 2201739 CCATCAATTGCAACAACATCA ATTGATGCTAAGGGGTGCAG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A679 Aradu.A07 679 p5 (AGAAC)5 25 2204462 2204486 CCATCCCCAAACAAATTTCA CCCCAACATTCAAAGAAAGG 275

Ad07A681 Aradu.A07 681 p2 (AT)7 14 2205077 2205090 TTTTTAAGCATGATTTTAAGACTAACA TGATCGCATTGCTTTCAAGT 258

Ad07A683 Aradu.A07 683 c (A)10tttgtaacattacttgaaaagtttatttcatgctttcatatttcttgttcaatctcacatctgttatgtctgtttttacaacaatttaaatgaatgtg(A)15cagatctaaacc(TA)7149 2215707 2215855 TGTTGCCACAAGTAATAAAAATGC TTGTAACAACATGAAATGTATATCGTC 243

Ad07A684 Aradu.A07 684 p2 (TA)7 14 2217842 2217855 AACCGATTCTTACGCCATGA TGCATGTGGCCAAATTATTAAA 242

Ad07A685 Aradu.A07 685 p2 (AT)6 12 2219043 2219054 TGTAAACGTTGAATACCGTGAAA TGCGTTCCACACCAATCTAA 249

Ad07A686 Aradu.A07 686 c (TGG)5ttatggtggtggtgctagtgt(TGG)654 2223431 2223484 CATGCCTGCTTCTGCTTTCT CCCTCACCACTACCAACACA 244

Ad07A689 Aradu.A07 689 c (T)10cagaattttgcacaaaaag(A)1039 2229219 2229257 TGAGCAAGTGTTGAGAGAAGGA GCAAACATGCAACAGCATTC 189

Ad07A690 Aradu.A07 690 p2 (AT)8 16 2231335 2231350 CACCAACTTCATAAGCATTAGTCA TGCGTTTGGTTGTTAAAAATAG 280

Ad07A691 Aradu.A07 691 p3 (TCG)5 15 2236350 2236364 ATCAGAGAGCCAATCACCGT GAATGGCATTTCAATCCGAG 231

Ad07A693 Aradu.A07 693 p3 (TTC)6 18 2236708 2236725 CCAAAACCCTACTGAGGGTAGA TTGAACTTTGTAGCAACTTTGAGG 275

Ad07A696 Aradu.A07 696 p3 (TCT)5 15 2240491 2240505 ATCCTAAAAACGCGATGCAA GAGGAAGAAGAACGTGCAGC 135

Ad07A697 Aradu.A07 697 p3 (CTT)6 18 2240701 2240718 TTTCGTTTCTTGCTTTCTCTTTC GAGGAAGAAGAACGTGCAGC 140

Ad07A698 Aradu.A07 698 p2 (TA)6 12 2241363 2241374 GACTTATATGTGTAGCAGGCCTCA CATAACACGTGCATTTGTCCA 196

Ad07A700 Aradu.A07 700 p3 (TTA)6 18 2245587 2245604 AAACCCACAAAGCTTGCATC AAAGAACAACCTGTGGCCC 245

Ad07A702 Aradu.A07 702 p2 (AT)6 12 2246856 2246867 CAAAGTGCCAACGTGAACAT GCGTTCACCCCTACTTGAAA 261

Ad07A703 Aradu.A07 703 p4 (TATT)6 24 2247302 2247325 TGCAGTTTTTAAGTTTGGATTG TGATCCGCAAATTCGCAA 279

Ad07A706 Aradu.A07 706 p3 (TTG)7 21 2260254 2260274 TATTGAGCAAGCACAATGGC TGGATTTAAACCTTGGGCTG 253

Ad07A707 Aradu.A07 707 p3 (AGA)7 21 2263364 2263384 AAGTGGGAATCGAGTTGGTG GAATGGCGACATTGAAAACA 184

Ad07A711 Aradu.A07 711 p5 (GGCGG)5 25 2282291 2282315 AAAAAGGAGACTTAGCCCGC TTAGGAATAGGGGTGGCAAG 136

Ad07A712 Aradu.A07 712 p2 (TC)9 18 2283099 2283116 GATTAGACTCACTCTCCTCCTTTTC TTCACTGACTTGGAGCCTCA 196

Ad07A718 Aradu.A07 718 p2 (AT)6 12 2288804 2288815 CCGAGGCAAAGGATGTGTAT GTGCCGGCCATAGTTTCTAA 124

Ad07A719 Aradu.A07 719 c (T)10c(T)10 21 2289330 2289350 TCCTAAGCGAAATGCCAATAA GGTAAGATTGATGGAGCATAAAGG 280

Ad07A720 Aradu.A07 720 p3 (TTC)7 21 2290518 2290538 CGAGGAAACCACGGAATTAG ACCAAGCATGGTGATGATGA 246

Ad07A721 Aradu.A07 721 p3 (AAT)5 15 2290682 2290696 TTGGTTCATCATCACCATGC AGTGTGGGATTTTGCCTTTG 219

Ad07A723 Aradu.A07 723 p2 (AT)6 12 2294871 2294882 TTTTTGAGGTGCAGAACTTGA TGGTTCGATTCAGGTAATTGG 279

Ad07A727 Aradu.A07 727 c (AAT)13gtgtatatatt(TA)662 2295897 2295958 TTGCATACCCATCCATCTCT AGCCTAAGCATAATTCGCCA 162

Ad07A728 Aradu.A07 728 p3 (ATT)13 39 2296076 2296114 ACCCACACATGTGAAGTGGA CCACATCCTTGAATTAACACCTT 106

Ad07A734 Aradu.A07 734 p3 (AGG)5 15 2300386 2300400 TGCTTCCGGCTATGCTACTT AACTCCCCATAGGGTCCATC 162

Ad07A736 Aradu.A07 736 p3 (AAG)8 24 2305622 2305645 ACAACCCAGTTCGTGAATCC GCTCCAGACAACTCCACTCA 241

Ad07A738 Aradu.A07 738 p2 (TC)13 26 2311852 2311877 GCTTGTTCTTTTTCCAACGG GAGGAAATGGTGCCGAAGTA 213

Ad07A743 Aradu.A07 743 p3 (AAT)5 15 2326132 2326146 TCCTTGAGAAGCAGGCATTT CCCAACCACCATTCTTGAGT 280

Ad07A744 Aradu.A07 744 p3 (ATC)8 24 2327180 2327203 CAGCAGGAGCAGTGACTGAA TTTGATCCTTTCCTTGTATTGGA 187

Ad07A749 Aradu.A07 749 c (A)10ctgaatattataataaaaata(T)1041 2329987 2330027 TGGTCTCATCATCACTTGACTGT TGTGATTTGTTCCTTAGCTTCC 269

Ad07A756 Aradu.A07 756 c (T)10ggtgaggaaaccttgattccttttctttgttgcttggacaaatttaaaccaaagttggaaatggtttgatattttttgg(T)11100 2345134 2345233 TTGAGCTTGTAGCAATGGAAGA CAAAGTTTGCAACCAAAATCC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A759 Aradu.A07 759 p2 (TA)7 14 2350556 2350569 CCCAATTTCACCCTAACCCT GCAATATCCATCGTAACCCC 249

Ad07A760 Aradu.A07 760 p3 (TTA)16 48 2352046 2352093 CCCGCAACCTCTTAAGTGAA GAGAACATGTCCATGTAAGCGT 213

Ad07A766 Aradu.A07 766 p3 (GAT)6 18 2366069 2366086 TCCAAAATCATATCACCGCA TGTTTGGCAAAAGACCTTCC 198

Ad07A767 Aradu.A07 767 p3 (TGA)13 39 2367503 2367541 CCTGCAGATGTTGATGAGGA TCGTCCATTAAAGTCATTCCC 201

Ad07A772 Aradu.A07 772 p2 (GT)8 16 2373635 2373650 CACTGATGCTCAAGCGTTGT TTGCAAGTGGATTTCACCAA 256

Ad07A776 Aradu.A07 776 p2 (CT)6 12 2380112 2380123 TCAAAGCCATGGAAATCCTC TTTTTCTTCTTTCCCCCAAAA 265

Ad07A783 Aradu.A07 783 p3 (ATG)5 15 2400770 2400784 TCAATGTACATGGCCTTGTTTT TTGCTCTTTTGCTTTTTCTTCA 239

Ad07A789 Aradu.A07 789 p3 (TTA)5 15 2413748 2413762 TGGCAAAGATAGAAAGAAAATCG CCTGATTTTTGTTTTGGAATTGA 217

Ad07A790 Aradu.A07 790 c (A)12cagaaagaaaatcgaattaaacacgtttcagatttaacactatatgaaaatattcatgtaactgtacgtggtcaaaaaacg(A)10103 2415056 2415158 CTCAATTAAGAGGTTGCGGG TTTTTATTACGCAAGTTTCATTCAA 190

Ad07A792 Aradu.A07 792 p3 (TGA)5 15 2418034 2418048 AGGTAGAAGCAGCAGCGAAG GGCCTCTAGCACTCCTCAAA 276

Ad07A793 Aradu.A07 793 c (T)10aatggttaagtattgaccacaaaatataaaaattgctgacccctaaac(T)1068 2418238 2418305 TGAGGAGTGCTAGAGGCCAG TTGCAACTTGTAAGGGTGATG 270

Ad07A796 Aradu.A07 796 p3 (GGA)5 15 2423234 2423248 TCTGATCTAGCAAGTGGGGG TCCTCCTCCTTCCCAAGATT 129

Ad07A799 Aradu.A07 799 p2 (TA)6 12 2425595 2425606 ACGGCTTCAGTGGATAAACC GGTGCTTCTCTGGTCTCTGG 262

Ad07A801 Aradu.A07 801 p2 (AT)8 16 2429608 2429623 TTTGGGGATAAAATTGAAACAAA TCCACTGCAATTGAGTATCCA 183

Ad07A805 Aradu.A07 805 p3 (TTA)8 24 2433968 2433991 ATGCACATGTGGCCTTAACA ACATGTGAGGGTGGCAATCT 238

Ad07A808 Aradu.A07 808 c (GAA)16gctgaaacaatgaaggaagaaaaactaccgtgatgatggtgaaagagaaagggtggttgttggaagtggtgaagaacatgatgattatgataatga(GAT)5159 2444517 2444675 TTCGGTGACGTTCAACTCTG ATGCAACACCTTCCAAATCC 263

Ad07A810 Aradu.A07 810 c (A)12gctatgttcatatgcaggtatcagattactga(T)10attcaacactcttctaaaattgtccaaaggaaaatgatcacactttttaaaatcc(T)11120 2448428 2448547 CAAATTGTTCTGCTCCCCAT CCAAGTTCAGCACTTTGAAGC 271

Ad07A813 Aradu.A07 813 p3 (TCT)5 15 2453571 2453585 AACGTGCTTCGAACCGTTAC CAAAAACGATTTCAGTGCTTGA 202

Ad07A818 Aradu.A07 818 p3 (ATT)5 15 2462784 2462798 TGCAAAGCAAAAATTATAGCCA AGAAGCTGGATCGGAACTCA 203

Ad07A821 Aradu.A07 821 c (T)10atcaatattgatgtaattgtaagttattgttatcttattgac(T)1062 2468910 2468971 AACAAAGTTTAAAGAGGATAAAGGAAA TTGACCAATGTTTTGTGCGT 272

Ad07A826 Aradu.A07 826 c (T)11ggtttttgcaattccacttatagaaattaaagaaaaaaaataaatgtgaaagaag(A)10cggatccaatccatcaaggaacttactctcacagaattaagatcatattaccataatcttatatctgatcatcattcatttaaattg(T)10173 2471018 2471190 AAGCTTAACAAATTCCAATCCA ATCTGTTATGATGCGGAAGG 251

Ad07A827 Aradu.A07 827 p3 (CTT)6 18 2472192 2472209 CGATGGCTTTGGTTTTCAAT ACACCACACCCAACAACAAA 251

Ad07A828 Aradu.A07 828 p3 (TTA)5 15 2473670 2473684 TTCGGCAAAGGAAAAAGAGA AAACAGGTTCACACGGTGGT 240

Ad07A829 Aradu.A07 829 p3 (TCC)6 18 2476318 2476335 AAAGGGTCCAGGAGGCTAAG CCCCACCATCAAAAGAAGAA 231

Ad07A832 Aradu.A07 832 p2 (TA)6 12 2486485 2486496 TGATTGATTGTTGATGATTAAATTG TGAAGTCCATAAGTTCAACCCA 184

Ad07A838 Aradu.A07 838 p3 (TTC)7 21 2494672 2494692 CGAAAAAGAGCTTGGGTGAC AGCAGCAGCCATGAGAAAAT 222

Ad07A839 Aradu.A07 839 p3 (AGG)8 24 2495251 2495274 ATGTCGCGGTTAAAAAGGTG AGAGCTCCGACGACGTTAAA 194

Ad07A840 Aradu.A07 840 p2 (TA)8 16 2495855 2495870 TGTTACAAAAATTGAACAAGTCGAG CATGCACCTTTGTGTTGTCA 275

Ad07A846 Aradu.A07 846 c (A)10tcctttgattagatgagaagagaaattgagtgaaagag(A)1058 2506089 2506146 TGGATCAAAGGAATTTAGGAGAA TGGAAAGGAGAGAAAAAGGTGA 279

Ad07A847 Aradu.A07 847 c (T)11ggacgggatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncgatataaga(T)1375 2506419 2506493 CATTCCTCGTTTAATGCTGTGA CTGAGGCTGGTTGTTGGTTT 252

Ad07A848 Aradu.A07 848 c (A)15gaaagcaggtttctttagtaaaaggggtttaaaggaaattaccaaaaaataaggcgtttaaaggcccccattcccatgacc(A)10106 2506810 2506915 GAGGCCCATTAAGTCCGTTA TTGACCACTCAACCAATCCA 276

Ad07A850 Aradu.A07 850 p3 (TTA)15 45 2513139 2513183 TTTGGCGAGCATGGTAAATA TGAATTTCCCTTTCTTAAAGACTTG 157

Ad07A851 Aradu.A07 851 p3 (ATA)25 75 2517108 2517182 TGATGACCGATTTTAGTTGCTG GAAAGGAGTGTACCAAACGCA 174

Ad07A863 Aradu.A07 863 p3 (TAC)5 15 2550329 2550343 GACTGGTCATGCTAACTCATCA GCTAGGCTCATCATATCATCAAA 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A864 Aradu.A07 864 c (TTA)6ctattattgtctttctccaaaacaa(TAT)21106 2552726 2552831 CCTTGTTAGAGAGCCAACCG AGGAGAAAGCAAAAGCATGG 224

Ad07A867 Aradu.A07 867 p3 (TGA)5 15 2554264 2554278 CAGCGAAGAAATCCATCTCA ATGGAAACCGCATGGAATAA 175

Ad07A869 Aradu.A07 869 p3 (TCC)9 27 2556087 2556113 CCTTATGCCTTTTGTGGGAA GGAAAAACTCGCCGTTGATA 257

Ad07A870 Aradu.A07 870 c* (A)10(AC)8* 25 2560226 2560250 ATTTTGGGCCTTTACCGATT TTTACAATAAAAGTGCGTCCCA 266

Ad07A874 Aradu.A07 874 p3 (TAA)5 15 2573189 2573203 TTAAGTGTGGGGAGGTCGTC GGTTGTGTGTCCTTAGCTCAAA 274

Ad07A881 Aradu.A07 881 p3 (TTC)5 15 2599321 2599335 AAGGTGATCAAAATCGGACG CATGAAAGCTGGTGCTGAAA 236

Ad07A887 Aradu.A07 887 c (A)11gaaaccaacccataacttgaataaagtgtcatgaccaaaaagaactgaagtgtattttccataagtgt(ATA)5ac(AAT)9123 2614214 2614336 CCCTACCCTAATAAGGCCCA GGAATTCGAACATCCGACAC 260

Ad07A888 Aradu.A07 888 c (AAAT)5aattattagttctagtgttctaccgtggaatatcattttcttcgtagttagaaaatatcaaaataaaccatccctaaaaaagta(T)11115 2615217 2615331 GTGGAATTATCACGGCCCTT TGAGTTTGAGTCTCCTATCTTTGG 272

Ad07A889 Aradu.A07 889 p4 (AAAT)5 20 2616815 2616834 TTGGTGATGGAACTTGAGCA AAACCCACACCTTTGTCTGC 259

Ad07A890 Aradu.A07 890 p4 (TTAA)5 20 2616940 2616959 GCAGACAAAGGTGTGGGTTT GGAATGAAAATGGCATGGAC 181

Ad07A903 Aradu.A07 903 p3 (ATT)6 18 2633114 2633131 CCTTTCCAACATATTCTTCAACC TTTTAGGCTCAAGCTCTATTTTCTC 248

Ad07A904 Aradu.A07 904 p2 (TA)6 12 2633570 2633581 TGCAATCTATTGGTGAGTAGCAA TGGATCTGCTGTTCAACTTTT 280

Ad07A905 Aradu.A07 905 p3 (CTT)5 15 2633947 2633961 CGTTCCACCAATGTCAGCTA ACCACTGCACCACAGAACAA 176

Ad07A907 Aradu.A07 907 p2 (GT)7 14 2635639 2635652 TGCATTAATATTCTTTCGGGG AAGGCCACCTTTGTCATTTG 242

Ad07A911 Aradu.A07 911 p2 (GA)8 16 2648361 2648376 GAGAGAAAACGGAAAGTGCG TCTCTGCTTCCGTTACCGTT 153

Ad07A912 Aradu.A07 912 c (TAT)9taa(TAT)5 45 2648498 2648542 AACGGTAACGGAAGCAGAGA AGCACGCGATTCTTGACTTT 257

Ad07A916 Aradu.A07 916 p3 (TAT)16 48 2653693 2653740 TTTGGTTTTTCAAGGCTTTTT GAGTTACATTCAAGAATAACGATGTTT 256

Ad07A922 Aradu.A07 922 p3 (ATC)5 15 2660993 2661007 GCGGGTCGGGTTTAAGTAAT CCGGCGAATATAACAGTGGT 273

Ad07A924 Aradu.A07 924 p2 (AT)9 18 2662949 2662966 TCAAGGACCCCAATTCAAAC TTGACTCTTGGTTAAAAATTATTCCA 204

Ad07A925 Aradu.A07 925 p3 (AAT)7 21 2663174 2663194 TGGAATAATTTTTAACCAAGAGTCAA GATCGGGAAATACCGTGAGA 183

Ad07A926 Aradu.A07 926 c (AAT)14gataataatttaaaaaagagagtctaatatataaacatttttcgttaatgtggagatcaaaaaatggttgcagcta(AAT)5133 2663561 2663693 TGTTTTGAGTTTTGGAGGGG AATTCAAACCCCCGACACTT 223

Ad07A929 Aradu.A07 929 p3 (AGA)9 27 2670021 2670047 TTAGCCTCACGCTCCTTCTC AAGAAAGTGACAGAACCGGC 133

Ad07A934 Aradu.A07 934 p3 (AAG)5 15 2683491 2683505 TTCGTGGGTAGTCTCGATCC ACCCTTCTTCTCCACTGCAA 205

Ad07A935 Aradu.A07 935 p3 (AGA)5 15 2683643 2683657 TTGCAGTGGAGAAGAAGGGT CCCAACTATCTTTGGGACTAACG 272

Ad07A937 Aradu.A07 937 p2 (TA)6 12 2686516 2686527 GTGCTAGCGGTGGTCTTCTT TGTAAGGCTTCATGTGCTGC 264

Ad07A938 Aradu.A07 938 p2 (AT)6 12 2700743 2700754 TTATTTTTGGTGCTTCCGCT TTTTGGCATTGGTCTCATCA 268

Ad07A941 Aradu.A07 941 p3 (ATA)13 39 2704610 2704648 GCAGCGATGTAATAACGTCAA TCATTTTAGCATCTCGCACG 242

Ad07A942 Aradu.A07 942 c (A)14nnnnnnnnnnnacactaag(A)1649 2706016 2706064 TCAACAACAAACCTAACCATGA CAAGCAGCACATCTTCCAGA 252

Ad07A947 Aradu.A07 947 p3 (TTA)6 18 2712458 2712475 TCAAAGCAAGCAATAAACCTCA TTTTGAGCAGCAATGTTTTG 280

Ad07A949 Aradu.A07 949 p3 (ATA)6 18 2715091 2715108 CAAAATGCTTCAACAATTCCC TTTTGGAGGCACTCTAAACAAA 199

Ad07A951 Aradu.A07 951 p3 (CCG)6 18 2716854 2716871 TGAATCCCCAAAGCATCTTC TAAAAGGCGCACTCGATTCT 229

Ad07A955 Aradu.A07 955 p3 (GAG)9 27 2738566 2738592 CTGGCTCAAAAAGAAGTCGG TAGGACTGGTGGTACCAGGG 146

Ad07A961 Aradu.A07 961 c (A)14gcttaacataagattgatgcccatcacttggatctgaaattatattagatt(A)1075 2773536 2773610 GGTGGAGGATACAAACAAAGC AGTGGAAAAGCACCCACATC 220

Ad07A962 Aradu.A07 962 c (A)10tctccatccccaattaaaaaccactatactagctataatgac(TAA)6tatagtctatactagtatctataacaatatttaacaataacaacaac(AAT)5132 2773995 2774126 ATCCTTCACAATCACACCCC GCAAAGTGAGGAATGCTGTTC 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A963 Aradu.A07 963 p3 (TTA)5 15 2774306 2774320 TTGACTCCTTGCTAGCCTCC ACCGGTCAACATTCCTGATT 175

Ad07A964 Aradu.A07 964 p3 (ATT)8 24 2774473 2774496 TTGACTCCTTGCTAGCCTCC TCCAAGGCCTAATAGCACAAA 271

Ad07A966 Aradu.A07 966 p3 (AGA)5 15 2775427 2775441 TCTGGAATATGCAAAGCAAAGA TGTGCTGCCATTCATTTCAT 250

Ad07A968 Aradu.A07 968 c* (AAT)5(AATA)6* 36 2777148 2777183 TTCCCTACGTGATTGAACGA TGCAACTTTTGAGCATTGGA 172

Ad07A969 Aradu.A07 969 p2 (AT)7 14 2779618 2779631 TTTACGCTTTGACCATAAACCT TGTTCTTTGCTTGACACGTTG 276

Ad07A974 Aradu.A07 974 p3 (TTA)16 48 2816969 2817016 CTTCCCAAAAATCTATTTTAACACTT TTGGCCTGCAACAATAAACA 273

Ad07A975 Aradu.A07 975 p2 (AG)7 14 2817914 2817927 AAGTGAATCTGTGGGTTGGC TATTGGCCGAATGCTTCTTT 205

Ad07A976 Aradu.A07 976 p2 (AG)7 14 2827298 2827311 AGAAGGTCCCAACAACATGC ACCAGATTCGCAAACCTCAG 188

Ad07A977 Aradu.A07 977 c (CCA)5ttatcatcatgg(TCA)542 2828763 2828804 AATAAAACAACCCCCTCCCA TTGCTTCTGCTGTTCTTCCA 214

Ad07A978 Aradu.A07 978 p3 (AGA)56 168 2829348 2829515 GGTGAGCTCTTGTTCGAGGA CATGGACACCTGAGGAGGAT 277

Ad07A979 Aradu.A07 979 p4 (TCAC)5 20 2829647 2829666 GGCCTTCCCATCTTTCTTTC GAGAGGAAGGGCATGGTAGA 242

Ad07A981 Aradu.A07 981 p2 (GA)13 26 2832796 2832821 AGTGTGTCACTCTTTCGCCA AAAACGATGCGAACTTACGG 161

Ad07A983 Aradu.A07 983 p2 (AT)10 20 2837132 2837151 AACATACATAAACTTGATTTTGAGCA TTTCTTACATTATTACATTTTGCTGGA 117

Ad07A984 Aradu.A07 984 p2 (AG)6 12 2850511 2850522 AATTTGTGGCCTTGGATCTG CCCACAAAAATTGAAAACGC 206

Ad07A987 Aradu.A07 987 c (T)10ctatctataaatattttttattattttattattatctcttcttatttattttaattttaactttttttctatctctttttttttgtg(T)10107 2874582 2874688 TGCATGTAATGTAATGTGTGGTC GGCCCGCTTTGCTACTCTTA 280

Ad07A988 Aradu.A07 988 p3 (AAG)5 15 2877178 2877192 TTATTGGAAGTTGGCGATGG CGTTTTGTCCCTTCACCATT 103

Ad07A990 Aradu.A07 990 p4 (TTTA)5 20 2880330 2880349 TGAATTTGAGGACATGGCAA TCCAATTTCTGCAAAACATCA 257

Ad07A992 Aradu.A07 992 c (TGT)6tgctgttgttgttgc(TGT)6tgatgt(TGA)881 2889566 2889646 GCCTCTCCCCAATTCTTTTC AAAGAACCCTCCTCCACCTC 277

Ad07A994 Aradu.A07 994 p2 (TA)6 12 2890661 2890672 AAACCCTTTTTAGTCAAGGTTTGAT AAAAGTGATAGAAAGGACAATTTGTGT 186

Ad07A1000 Aradu.A07 1000 p2 (AG)6 12 2905642 2905653 AGTGACGGACTTGATGAGAGG CCCGTTTGCCACTCCTAATA 244

Ad07A1001 Aradu.A07 1001 c (T)10ataagccattaaatattaaaca(AT)644 2905944 2905987 TGCCTAATGGTAGGCTGACG CGCCCAAATATAGGAGACCA 257

Ad07A1003 Aradu.A07 1003 p3 (TTC)6 18 2911633 2911650 TGACCAAATTGAGCACTATATCTGA CCTCCTTACACCTTGTTGCC 270

Ad07A1004 Aradu.A07 1004 p3 (GTT)5 15 2917750 2917764 TTCATGTAGGTGGCTTTTATCG ACCACCGGCTTTAAGGATTT 199

Ad07A1005 Aradu.A07 1005 p2 (GT)8 16 2918471 2918486 CGCATTTTATGTTTGAGCGA CATGTTGATGCTTTTCGGAG 274

Ad07A1007 Aradu.A07 1007 p2 (AT)6 12 2920889 2920900 TTCTTGGAAGCTGCAAAATG CCTTAACCTCACCTAACCCGA 213

Ad07A1012 Aradu.A07 1012 p2 (AG)7 14 2930340 2930353 ACAACATCCTCGTCCCATTC CTCTTCCTTCTCCCAAACCC 144

Ad07A1014 Aradu.A07 1014 p3 (ATG)5 15 2931333 2931347 CGTGCTTTGAACCATTTTTG AAGTGCTTAGCTTGGCCTCA 192

Ad07A1017 Aradu.A07 1017 p2 (AT)7 14 2933382 2933395 CAGCATAGCCAAAATGAGCA ATCGGACCCTTTGATTTGTG 215

Ad07A1018 Aradu.A07 1018 p2 (TA)6 12 2933735 2933746 AAAAGTGTTTGAGAACCGTTAAA TCACTGCCATTTCACATTCC 265

Ad07A1019 Aradu.A07 1019 p2 (AT)6 12 2934788 2934799 AAAGGTTACGAGTTCAAATCTCA AGTGAGCATGCGTGCAATTA 169

Ad07A1024 Aradu.A07 1024 p4 (TTTA)5 20 2938409 2938428 CTATGGAATCTCCCGTCCAA TGGGGATACCGTTTGGATAA 265

Ad07A1030 Aradu.A07 1030 p2 (CT)6 12 2951504 2951515 TATCACGCTGTGTTCGTCGT TGAGCTCAGTTTTGACCGTG 252

Ad07A1031 Aradu.A07 1031 c (TG)7agagagagc(GA)635 2951704 2951738 GCCCTCACTTTTCACACACA AAGCGAGAGCCATTCAGGTA 222

Ad07A1032 Aradu.A07 1032 p2 (AG)9 18 2960470 2960487 CAATGGCAGAAATGATTGGA AGATTCCGAAGCAATGGATG 213
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Ad07A1034 Aradu.A07 1034 p6 (GTGAGA)5 30 2964820 2964849 AGGGCAGGGAGCTTAAACAT AGACCAGAGCCTCTTCCTCC 114

Ad07A1045 Aradu.A07 1045 p2 (AT)10 20 3006359 3006378 TCGTCGTTTTCACATGCAAT AATTTTATAATTACCGAACAAAGTAGC 257

Ad07A1047 Aradu.A07 1047 p3 (AAG)5 15 3013283 3013297 GGGTTCGATGAAAGAGCTTG CGATGAGCACACAAACCATT 160

Ad07A1049 Aradu.A07 1049 p2 (AT)7 14 3015872 3015885 CAAGGCTGGAAGAACAGAGG TTCAGCACACTCTCTCCCCT 236

Ad07A1053 Aradu.A07 1053 p2 (AT)9 18 3021666 3021683 ATTATTTACTCTTGGCCTTCAATAAT TGTGTGACGACATGTGAAGGT 167

Ad07A1054 Aradu.A07 1054 p3 (TAT)7 21 3021911 3021931 CACATGAATTGATGAAGGGTG CAATTTGTTGGATGATTGCG 274

Ad07A1055 Aradu.A07 1055 p3 (TCA)5 15 3022586 3022600 TATGATCCATGGGCCAATTT GGACGAAGATGAGGATGAGG 119

Ad07A1063 Aradu.A07 1063 p2 (AT)8 16 3031740 3031755 ATCCGTGTTTTTAAGTGCGG CGATCTTCAGATCCGTCCAA 280

Ad07A1066 Aradu.A07 1066 p3 (TTG)7 21 3043182 3043202 GGAGGGTGGATGAGATGAAA TGTCGAGACAGTGTTACGGG 275

Ad07A1072 Aradu.A07 1072 p2 (CT)7 14 3055204 3055217 ACTCTTCTCCGCTGGGTACA ACGGCAATGACAGAGGAGAC 172

Ad07A1073 Aradu.A07 1073 p3 (CAA)5 15 3065116 3065130 TTGGTCTAGCAAATAATGCGAA CCATCGCGTAATAATCACTGAA 208

Ad07A1079 Aradu.A07 1079 p3 (GGT)5 15 3081797 3081811 ATGCCACGTCGAGTCTCTCT GCCCACCTGAACTCTCAAAA 252

Ad07A1083 Aradu.A07 1083 p2 (TA)6 12 3097319 3097330 CATTTACCAAGTGTAAGGCTTGT AAAGGGTTGTGGGAGAGACA 225

Ad07A1086 Aradu.A07 1086 c (AAT)6atatacatttgtctaacttaatttaattttttatagacaatttttaatatattttatattcatctacattt(A)10gaaagaaatgaaagatatataatctttaacacggtgctcttttaggtatttagaaatctg(A)10169 3123257 3123425 GCATAATAGGTAGAGTTAAATTCAAGG GACAAGAAAAGTTGGGTGGC 277

Ad07A1087 Aradu.A07 1087 p2 (CT)6 12 3128127 3128138 GAGGGGTTTTAGTTCACGCA CCATCGAAGAAACACAGACG 199

Ad07A1093 Aradu.A07 1093 p2 (AT)6 12 3147340 3147351 TGTTGCAAGTCTGACCATGA TTGAGCCTTCAACATCTTGCT 269

Ad07A1095 Aradu.A07 1095 p3 (CTC)5 15 3150660 3150674 AAGCCCAACAAAATACACGC TGAAGATGAAACACGCGAAG 243

Ad07A1096 Aradu.A07 1096 p3 (TTC)5 15 3151788 3151802 CGCCCAAACGTAGAGGACTA TGCTGCAAAATTACTTGGAAGA 217

Ad07A1100 Aradu.A07 1100 p4 (TTCT)5 20 3158531 3158550 TTTATCCCATATATTGAACATTAACGA AGATGCAGCAGCTTTTGGTT 234

Ad07A1101 Aradu.A07 1101 p2 (TA)7 14 3160324 3160337 GCCAGCTGACTTATTTTATTCTAGTT AGTTTTGGACAATCTCCTCTCTT 271

Ad07A1103 Aradu.A07 1103 p3 (AGA)7 21 3169056 3169076 CCCAACATGCACTTTGAACA AATGACGACAAATCCCTTGC 195

Ad07A1107 Aradu.A07 1107 p2 (AT)7 14 3195199 3195212 TACACCCAAATGTTACCAAAAA TGTAAAAATCACCCTACGAAAAA 223

Ad07A1108 Aradu.A07 1108 p2 (CT)7 14 3205869 3205882 AGCCCTTCACCCTTCTTCAT AAACGGCGATCAAAGAGAGA 181

Ad07A1109 Aradu.A07 1109 p2 (TG)12 24 3206289 3206312 TGGCGAACATAGTCTTTGTGA AAGGGCACTTCTCTGCATTG 279

Ad07A1111 Aradu.A07 1111 p2 (TC)7 14 3215489 3215502 TCTCCCTACATCAACGCACA CGAAGCCATCAAACTCTTCC 256

Ad07A1112 Aradu.A07 1112 c (CT)13gggtgttgggttgtgttgagtaaagaattcaagtggaaagagttaatgataattggtggtagtggtggcagtgggtggtagtggagagagagaaagat(AG)6136 3215858 3215993 CAGCGATAAACCAACAGCAA TTCCCATTAATCCCTTCTGC 218

Ad07A1115 Aradu.A07 1115 p2 (AT)8 16 3224920 3224935 CAAACCAAAACCGAAGTCAAA GAGTCAATAATGTGTAAGGAATTGAA 280

Ad07A1116 Aradu.A07 1116 p3 (TTG)5 15 3226095 3226109 CGTTTGATTCATGTAGCCGA TTCAAAGCTTCTATAACTTGTGAGTGA 267

Ad07A1123 Aradu.A07 1123 p3 (TAA)7 21 3254282 3254302 CCAACCTCATCATCACCATAGA ACGGAAGGTTTGTGCTTTTT 127

Ad07A1125 Aradu.A07 1125 p2 (AT)12 24 3261650 3261673 TCAGAGGTAAACATTGTGTTGG TGGAAATGTTAAGAGGTCAATATTTTT 190

Ad07A1128 Aradu.A07 1128 p2 (TA)7 14 3284355 3284368 TCAGACGAGCAAGCATTCTG AACGACACAACGGAAACACA 118

Ad07A1132 Aradu.A07 1132 p2 (TC)6 12 3289083 3289094 TAGTCAAGGGGCAAATACGG TTTCCCGGAGAATTCAGATG 203

Ad07A1136 Aradu.A07 1136 p2 (CT)6 12 3301347 3301358 TGGAGTGCAAGTCAAGATGG TTCATGCAAAAATCGGTTCA 138

Ad07A1139 Aradu.A07 1139 p3 (TAA)19 57 3312079 3312135 CCATCGTAGGATCTCTTGATTT AGTTCAGATGCCACGCAAG 258
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Ad07A1143 Aradu.A07 1143 c (A)10gacgtgtaaataatatatagaatacaacaat(A)1051 3320354 3320404 TGGCATGAATTTAGCTTCTGA GGTAGCTCCCTTTTCTGTAATTG 280

Ad07A1147 Aradu.A07 1147 p3 (ACA)6 18 3326860 3326877 CGTCCGGGGTATATTTGATG GCGTCGCTTGATTCATGTAG 280

Ad07A1148 Aradu.A07 1148 c (T)12aaaacaagaagacacacacacga(T)1045 3331269 3331313 ATCGTTTAAGCCCTTCTAAGTTC TTTTTCCCTGTTTAGACACCAA 274

Ad07A1153 Aradu.A07 1153 p3 (TCT)5 15 3344153 3344167 TCCTTCCTTGGTCACCACTC ATCTCGGATCCTCCTTACCC 254

Ad07A1154 Aradu.A07 1154 p3 (TCT)5 15 3353497 3353511 TCCTTCCTTGGTCACCACTC ATCTCGGATCCTCCTTACCC 254

Ad07A1155 Aradu.A07 1155 p2 (TC)6 12 3362752 3362763 CCCCTCCTCTGTCTCTCCA GCAGAAAGAGGGAAAAGGGA 128

Ad07A1157 Aradu.A07 1157 c (T)10ctttctgttttatttagtcac(A)1041 3364961 3365001 GCTTTTGTCGTGGACATTCA GATTCATGCATGGCTTCTTCT 197

Ad07A1160 Aradu.A07 1160 p3 (ACA)7 21 3389959 3389979 ATGGTTTACTGGTTCGACCG AACATCCAGTCAGGAGGGTG 259

Ad07A1163 Aradu.A07 1163 p2 (TA)6 12 3439869 3439880 GCAAGATGCCAATCATACCC GAGACCATTGGGCAGGTAAA 217

Ad07A1165 Aradu.A07 1165 p3 (TCT)5 15 3444505 3444519 AAACGACCGCTCTTTCTCAA GAGAAGGAGGAACGCAAAGA 100

Ad07A1167 Aradu.A07 1167 c (TTA)15(GTA)9 72 3448588 3448659 TCTGAAGCTGCGGATGAATA TTTCGTTTCAAGGATCACCA 259

Ad07A1169 Aradu.A07 1169 c (T)10caaattcttaccctaaaattgactttgccacca(T)1154 3450500 3450553 GGAATTCGATTTCACTCTCTAAAA CGTGCATTACGGGAAACTTTA 260

Ad07A1176 Aradu.A07 1176 p2 (CT)6 12 3491655 3491666 AGCACCAGCAAAGAACGACT GTCATTGCCAGAGCCTTAGC 242

Ad07A1180 Aradu.A07 1180 c (ATT)5cagcctagtggattcacctgacgtataataataatataata(ATT)5cataccaaaaaaa(AAT)6102 3499231 3499332 TACCTGGCCCAGAAAAGAAA TTGCTAATCACATTGTTGGTTT 227

Ad07A1181 Aradu.A07 1181 p3 (CTT)5 15 3502173 3502187 GTTTTTCGAGGACGAAGCTG TTCTCGAGCCTTCACCACTT 242

Ad07A1182 Aradu.A07 1182 p3 (GGT)5 15 3502334 3502348 GTTTTTCGAGGACGAAGCTG TTCTCGAGCCTTCACCACTT 242

Ad07A1183 Aradu.A07 1183 p3 (ATA)6 18 3503292 3503309 AGGTGATGAGGAAGGTGGTG TGCTCTTTGAGAAAGAACCCA 246

Ad07A1186 Aradu.A07 1186 p2 (TA)7 14 3514909 3514922 GGAACAGTAGTCTTTAATTTTTGATGG CAATTCAAACTAGTACGTAATAAAGCC 206

Ad07A1190 Aradu.A07 1190 p2 (TA)8 16 3528613 3528628 TGACATCAAGTTCAAGTCCAAAA TTGTTAGTCATGAACACACACACA 115

Ad07A1194 Aradu.A07 1194 p3 (TTC)7 21 3569432 3569452 ACTTCTCCTTCCCACCCAAT ACCACTGAGCTATGACGGCT 276

Ad07A1196 Aradu.A07 1196 p3 (GGA)7 21 3582270 3582290 CGCTCCAACGTGGTTTATTT AGTTCGAAGTTGGAGCCTGA 228

Ad07A1199 Aradu.A07 1199 p3 (AAC)5 15 3586782 3586796 GCTAAGTTATGGCATGTTGATTTG TGGCTGCACATTGTACTTTGTAT 228

Ad07A1204 Aradu.A07 1204 p4 (ATTA)5 20 3608994 3609013 GCGAAAAGTTTTTAACACAATCG AAATGCGTGTGTGGTACGTG 253

Ad07A1205 Aradu.A07 1205 p4 (ATTA)5 20 3609270 3609289 CACGTACCACACACGCATTT CAAAGAGAAAAGCACACGAGAA 182

Ad07A1209 Aradu.A07 1209 p3 (AAT)6 18 3615933 3615950 CGAAAGTGGGTATGAAACGG CCAAACCATAGTTTTGAAGCC 225

Ad07A1210 Aradu.A07 1210 p2 (AT)21 42 3616744 3616785 TGCAGATGCAGTTTTGATAATG TCATTACTTGTTCCCTCACGTT 280

Ad07A1211 Aradu.A07 1211 p2 (TA)7 14 3618977 3618990 GCATCATCCCAAAAGCAAAC ACTTTAGCCACAGTTGCCGT 202

Ad07A1214 Aradu.A07 1214 p2 (TC)6 12 3625584 3625595 TGGGCCATGAGTACTGTGAA ATCGACATTGTTGCGGTTTT 228

Ad07A1215 Aradu.A07 1215 p2 (CT)17 34 3627495 3627528 TCATTGCCCTGCATAAAACA TCCTCTATGGAAGATCATGGAA 227

Ad07A1216 Aradu.A07 1216 p6 (TAAAAT)5 30 3629830 3629859 GACTGCATTTGAATTTTCACCA ACCTAACAGAATTAAAACAACAATCA 205

Ad07A1222 Aradu.A07 1222 p2 (GA)9 18 3650387 3650404 CGGGGAACAAAGAATGAAAC GCTGCAGAATGCAAAAATCA 222

Ad07A1225 Aradu.A07 1225 c (TTA)8tc(ATT)6 44 3658315 3658358 AAGCTTGAACCTGATGATGGA CCATCTCAACCTTGCAACAA 223

Ad07A1228 Aradu.A07 1228 p4 (AAAG)5 20 3670806 3670825 ACTCAAGCTCAGCTCCATCC TCCCCTTCTCCTCCTCTTGT 241

Ad07A1229 Aradu.A07 1229 p3 (ATG)5 15 3672503 3672517 TGGAAAGAAGGATGATGAGGA GGCAAGCCACGACACTTAAT 217
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Ad07A1232 Aradu.A07 1232 p2 (TA)8 16 3676038 3676053 TGAAATAAAACATTCGAGACAAAAA TTTGTGTTTTCTTTTCCTGACC 217

Ad07A1234 Aradu.A07 1234 p3 (TAT)6 18 3680220 3680237 TTTGGCAAAATTCATTATAAAGGT ACCAAAAATGCATTCCGAGA 217

Ad07A1236 Aradu.A07 1236 c (A)12ttatattcgctcaaataatttgtaaaattttagagtccgtctaaagtaaaaaattc(T)1078 3687369 3687446 TCGAACATTCCTAAACTACCCA CAGGTTTTGAGAAAAAGAGAAATCA 267

Ad07A1237 Aradu.A07 1237 p3 (TAT)7 21 3689217 3689237 CATTCACACCATCCTCATGC GCATTCCATGAAAATCCCAC 232

Ad07A1238 Aradu.A07 1238 p4 (AAAT)5 20 3692238 3692257 CCTCATAAGAAGCTGCACCC TGCACAATTTGAACCTTTGA 185

Ad07A1240 Aradu.A07 1240 p2 (CA)6 12 3692843 3692854 CATGCTGCATATTGGTTGAAA TGATGCATACGTCATAGCGA 139

Ad07A1244 Aradu.A07 1244 p2 (TA)10 20 3698380 3698399 GAAGAGTTCAATTATTGTCGTGGA TAGAGGCTGCTTATGTGGGG 190

Ad07A1245 Aradu.A07 1245 p3 (AAT)5 15 3699035 3699049 CCAGCTCATGTCGAGTCTGA TTTTGACAAACGATCATTCACA 205

Ad07A1247 Aradu.A07 1247 c (T)10aattttggttgatatttttgtctctatcatatatatttttttgaaataaacaaataagacctaaaatatgaatt(A)1094 3699529 3699622 AGTTTGTGGATCAACCATATCAT TGACAGCGTTTGTGATGTTATTC 279

Ad07A1249 Aradu.A07 1249 p2 (AT)6 12 3702470 3702481 TGCCGACAGAGAGTCAAAGA TTTAAAATTCGCGTATCGGC 226

Ad07A1250 Aradu.A07 1250 c (A)10gtcctctgga(AAT)13aaagtcttcatattatttttaagtttacgatacc(AAT)15138 3712227 3712364 TGAACAAAAGATTGTAACAGCTTCA GGTGGAGCTAATGAGGTTCG 277

Ad07A1252 Aradu.A07 1252 c (AG)8aattttttaacctattaaatatgagttatatcaagtgatgattaagaaatatattagaacttttaattc(A)1297 3720396 3720492 GATAAATGTAAGGTTGTGACAGTTTT CGAACCTTCTTACTATTTTGTTTGTC 258

Ad07A1254 Aradu.A07 1254 c (GAA)5gctcatgacacaaaacacaccactgagaatg(GAA)7gacgagaaagccgtgttagaacaagtcttcggaccctcatcatcatc(AGA)6132 3722633 3722764 TAGGCCTTAGAAAGCCCGTT GCTCTATTGCCACCCACTTC 205

Ad07A1259 Aradu.A07 1259 p2 (AC)6 12 3744121 3744132 TTTCTGACGTGTCATATTGCC GAATGGCACCCAAATAGGAA 182

Ad07A1261 Aradu.A07 1261 c (A)10tgtgctgcaaacccaaaaataatgaaatatctcatttattaaatttccaagataacatattt(A)1183 3745253 3745335 TTGCATCCTCTTGAGACTGTT TAGCTTGGCCACTTGTCCTT 190

Ad07A1262 Aradu.A07 1262 p2 (TA)6 12 3748049 3748060 CACAACACAAACACCACAATGA TCAACTTCAACTCAACTGTACCTGA 273

Ad07A1263 Aradu.A07 1263 p2 (TA)6 12 3750654 3750665 TGAACGATTACTCAGCTCATTTG GGGACCAAAGAATGTTCCAA 217

Ad07A1268 Aradu.A07 1268 p2 (CT)7 14 3763608 3763621 GCAAGCAAGCAGACAGACAG TGCAACCAACCACACAGAAT 251

Ad07A1269 Aradu.A07 1269 p3 (CTT)8 24 3763942 3763965 GTCAGTCGCCGTCCTCTATG CAGCCAGAACCCTTTTCTGA 168

Ad07A1270 Aradu.A07 1270 c (AAG)5acgaaggaggcgaagaagaaaagcaaggtggtggagaatctcaacagcgagaagacgataactgtgaacaagcagcagc(AGA)5109 3765045 3765153 CTGCAGCTGATGCTGATTGT GTCGTCACTTCGCTGTTGAA 226

Ad07A1271 Aradu.A07 1271 p3 (TAT)14 42 3766825 3766866 TGCCACTAGGTTTCTTCTCCC TGTGTGTGTGTGTGCGAGAG 242

Ad07A1272 Aradu.A07 1272 c (TC)13g(CA)10 47 3766973 3767019 TGCCACTAGGTTTCTTCTCCC TCACGTTAAGGAATCATAAGAAATC 276

Ad07A1275 Aradu.A07 1275 p3 (TTG)5 15 3773560 3773574 CCAAAACGGTAACCTGCACT AGATACGCATCAATGAGGGC 225

Ad07A1278 Aradu.A07 1278 p2 (TA)7 14 3775922 3775935 TGACGTATGCACTTAATCTCAAAAA CTCTCCATGGCGATTTTGTT 250

Ad07A1286 Aradu.A07 1286 c (CT)15t(TC)8ta(TC)661 3788380 3788440 TCCTCTTGATTGGGTGCTCT GGCCAAAGAGGAGCATAGAC 261

Ad07A1292 Aradu.A07 1292 p3 (CTT)5 15 3799493 3799507 GCTTCTCTTGTGCAACATTCTC TTGTCTTGTGCGGAAAAGTG 240

Ad07A1293 Aradu.A07 1293 c (A)10gttacacagttataataagttattactcttacacatttttatttttaatatttgattaacaatgatg(T)1188 3800305 3800392 TGGACGTTTCAACAAAACACA AAAATTGGATGGTTTGATTTCTG 232

Ad07A1294 Aradu.A07 1294 p4 (AATT)7 28 3803469 3803496 GGAAATTGAGCTGCAAAACC CTTCACACATGTTCCCATGC 233

Ad07A1300 Aradu.A07 1300 c (TA)6gttattctataatatctacatcactatcgcatatatcta(T)1061 3814823 3814883 CATTGCCTAATATAAGCAGCTAGGA GATAGCGACATGTTGACCAAA 266

Ad07A1301 Aradu.A07 1301 p2 (AG)6 12 3816921 3816932 GCTGAGTGTGGCAGAGATGA CGGGGGAGAAAATGACCTAC 225

Ad07A1302 Aradu.A07 1302 p2 (TA)8 16 3817181 3817196 CCTGCATAATACCCGTGTAGC CATCCACGGATTTTTGGATAA 278

Ad07A1304 Aradu.A07 1304 p4 (TATT)5 20 3819151 3819170 AGGATGTCGTTGTTGCACAG ATAAAGTGAGCCCCTAGCCC 246

Ad07A1308 Aradu.A07 1308 p4 (AAAT)5 20 3820600 3820619 TTAAATTGAATCTGATCCACACA AAATCCAATTCGGTTGCTATG 265

Ad07A1309 Aradu.A07 1309 p2 (TA)6 12 3821262 3821273 TAATTACTCGGCCAACCCAA GCACCTCAACAATTCACATTTT 265
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Ad07A1313 Aradu.A07 1313 p3 (ATA)5 15 3827744 3827758 TCCATCTTTGATGCAGACCA GATTCATTAGCCACGGGAAA 204

Ad07A1316 Aradu.A07 1316 p3 (TCT)5 15 3828448 3828462 CGCAGGTTCTTCTTCTGCTT CCTGCATAATGAACCGAACA 270

Ad07A1319 Aradu.A07 1319 p2 (AT)6 12 3831428 3831439 AGCCAATGCACTTAACCCAC TGGGTAACTTGGAGCTTGAAA 280

Ad07A1324 Aradu.A07 1324 p2 (TA)6 12 3839735 3839746 TCAAATATTTCAAGCAAAATAATCA TCGCAACTGTAATTTGCCAT 181

Ad07A1325 Aradu.A07 1325 p3 (ATA)6 18 3841298 3841315 CAGCTTGCTTTCGCTTCATT AATGTTATTTGCAACCGCCT 241

Ad07A1330 Aradu.A07 1330 c (A)12g(A)10 23 3854952 3854974 AATTTCGTCGAATCAAATCAA TGTTTTCTACGCAAGAGGCA 138

Ad07A1332 Aradu.A07 1332 p3 (TTA)5 15 3856399 3856413 TGTGCGTTCTCCCTTTCTCT AGCATGCAAGTCACTCGAAA 182

Ad07A1340 Aradu.A07 1340 c (A)10caaaataagaggaaaagaataaaaatataaatttatgaatttttcatcttttaaatta(T)1078 3867371 3867448 AAACATTAAATTTATGGGTTTTTCG GCAAGTGTGACGACGTTAAGA 253

Ad07A1341 Aradu.A07 1341 c (T)10aagctaaggagtgttagctttttag(A)1045 3867814 3867858 GGAGAACCATCACTCCCCTT TGCATTTCAATCTGCTGGAG 255

Ad07A1342 Aradu.A07 1342 p3 (TAA)21 63 3868577 3868639 AAAAGTGGCCAATGACAACA GGCCACTCTATTTTGTCCGA 149

Ad07A1344 Aradu.A07 1344 p3 (TCT)5 15 3869835 3869849 CCTTCTACTGACTCGCCACC CAACGCAGAAGAACCACAGA 249

Ad07A1345 Aradu.A07 1345 p2 (GT)6 12 3870011 3870022 TCTGTGGTTCTTCTGCGTTG GGGACCATAGCTTCGTTGTC 174

Ad07A1346 Aradu.A07 1346 p2 (TA)7 14 3870506 3870519 TGATTTGGCTAACAAATCGATAAA CCCTATAACAACACAGAGAAAAGAAA 176

Ad07A1347 Aradu.A07 1347 c (A)11tgttgctaaaccaaagacataggataatgatatgaaagtgtatatatattagctttaaaacacacaccccaacaaaaat(A)10100 3873728 3873827 AATTCAATTGCCTTAATTGATGA TCCTTTGAAGGAACGAAAGA 254

Ad07A1350 Aradu.A07 1350 c (T)10cctttttttttc(T)1133 3876092 3876124 AGGCCTCTAGTGGAGCATCA TTTGTGTCTAGCTTCGCCCT 113

Ad07A1352 Aradu.A07 1352 p3 (TTA)19 57 3877425 3877481 TCAGCAATGTATGCACTTAACAA GGTTTGGTATATGCTTATGCACC 230

Ad07A1353 Aradu.A07 1353 p3 (TGA)5 15 3882835 3882849 CAACCGGTTCTTCTCATTTCA TGTACACGCTTGAGCTGCAT 105

Ad07A1355 Aradu.A07 1355 c (TA)10ataataatattatatgttgtaatg(TA)962 3888666 3888727 TTTCATTTGCTATTGATGTGTTG AAGCAAATGCTATTCTCTCTCTCTTT 270

Ad07A1359 Aradu.A07 1359 p3 (TTG)5 15 3919355 3919369 AAAGAACAATAGCATAATCAAGCG GGGAGAGAGTGGATGCTGAG 269

Ad07A1360 Aradu.A07 1360 p2 (AT)8 16 3925689 3925704 CGGTCATTATTTTGGGTTGC TGAATTTTATTTAATGGTCTGTCGC 238

Ad07A1363 Aradu.A07 1363 p3 (TTG)5 15 3929755 3929769 CTCAACTTGCCCTTTTTCAA AACTGAACCAACAACCTGGG 255

Ad07A1365 Aradu.A07 1365 p5 (TCTTT)5 25 3934176 3934200 TTGTGGGCTCATCTCTTTCA AAGCAGAGCAAGCAAAGAGG 207

Ad07A1367 Aradu.A07 1367 p2 (TA)6 12 3945967 3945978 AAAAGCACCGACAAAAGAGG TCACGTGAAAATGCTTGGTT 280

Ad07A1369 Aradu.A07 1369 p2 (CA)6 12 3946642 3946653 CACAGAACTTTGGATGCATGA CAAATGAAACAATAGGCACTTTGA 232

Ad07A1372 Aradu.A07 1372 c (A)12ctatatcaatcatcatgttccttatctctaaagcattaacaacaacaagaacattaacaatatg(T)1187 3955963 3956049 CCATAGGGATTCCACGGATA TGTGATGAATTATGCTTTGTGG 261

Ad07A1375 Aradu.A07 1375 p4 (ATAG)5 20 3991579 3991598 TTCTTCAACTTGGTACTTCACCAC TCAACCCTTCTTCCCTCCTT 172

Ad07A1378 Aradu.A07 1378 p2 (TA)6 12 3993999 3994010 AAGATGACAGCACAGCCAAA TGTGAAGTTAATAATTGAAAGTCGTT 212

Ad07A1379 Aradu.A07 1379 c (TTA)8ttg(TTA)5 42 3997789 3997830 GAACTTTGGTGGTGGCAGAT CAATCATTCTTTTGGGGTCC 270

Ad07A1380 Aradu.A07 1380 p3 (TCT)11 33 4005088 4005120 GTGTGTCACCATTCACCACG CAGAACATATGCAAATGGCG 224

Ad07A1382 Aradu.A07 1382 p2 (TC)15 30 4013933 4013962 ATGATGATGTTGATGGGCCT TGGTCCGTTTTATGGCAAAT 263

Ad07A1384 Aradu.A07 1384 p2 (TA)8 16 4014805 4014820 AATGTGACCTCCATATGCTTATTT TTTCTCTTTCCCACACAAAAA 257

Ad07A1385 Aradu.A07 1385 p3 (ATG)5 15 4021288 4021302 TGGGGTTTTCGTTTCATAGC CACATCAAATTTTATTGGCGTC 270

Ad07A1386 Aradu.A07 1386 c (A)10cgttaaattaacgaatttcttatttaataaattttttttaatataaaactaattcttcatactcctcgtgtttacc(T)1096 4022007 4022102 TTGTTGGGCCATTTTAGAGAA AAGGGCATTTATTACCACAATCA 267

Ad07A1390 Aradu.A07 1390 c (TG)6(T)11 23 4023842 4023864 ATCGTGCATGTGAGGATTGA GAGCACGGCAACATTTTGTA 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A1396 Aradu.A07 1396 c (T)12gaacaagtggttttgtgaag(A)1143 4031890 4031932 TCGAATGATGTAAAGTTTGATTTTT GGGAACTTTTGGTTTTGGAA 276

Ad07A1397 Aradu.A07 1397 p3 (TTA)10 30 4032096 4032125 TCCCATAACAAGCAACCCTC CGCCATGGAAAAGAAGAGAA 197

Ad07A1398 Aradu.A07 1398 p3 (AAG)5 15 4032642 4032656 TGAGAAGCAACCAAAAGGGT CCCTCCACGGATCTACAAGA 140

Ad07A1400 Aradu.A07 1400 p3 (TTA)7 21 4034689 4034709 TCTTGCAACCGCAGTTATGA CAAATAAAGCCCCACAATGC 194

Ad07A1407 Aradu.A07 1407 p2 (AG)11 22 4049101 4049122 AGGTGCAAGGAAGGGCTTAT CCAAAACCATAGACACCGCT 170

Ad07A1408 Aradu.A07 1408 p2 (GA)9 18 4049262 4049279 AGCGGTGTCTATGGTTTTGG TCCTTTCTTTGATTCAGGTTGA 129

Ad07A1409 Aradu.A07 1409 c (T)10caattttatacatgccaaaatttcaattggggcgttttgttttacattaaaagaaaaaaaattggtg(T)1188 4049489 4049576 CATCATGCTATCATCCTTTGCT AAGCTGCAGTGCTACCATCA 276

Ad07A1410 Aradu.A07 1410 p3 (TTA)18 54 4050667 4050720 TGAAAAATTAGCCGTCAGGG CATTCTAACCAAACAAAATTGTCA 236

Ad07A1415 Aradu.A07 1415 p5 (GAATT)5 25 4074692 4074716 TGTCGTACCACCGATCAGAA TCAGGGCACCAAAATTAACA 265

Ad07A1418 Aradu.A07 1418 p6 (TGTGTT)5 30 4092983 4093012 ATCTTCACTGCCTTGCCATC ACAAAGCGGAATTTGTTTGG 280

Ad07A1420 Aradu.A07 1420 p2 (AT)8 16 4097756 4097771 CACATCCTTACTGTTCCAAAAATG TCAACCAGAAAAATATCAAAATTCA 242

Ad07A1421 Aradu.A07 1421 p2 (TA)10 20 4100202 4100221 GGTTAAGCATTTGCAGCCTT TTGTCACCTACCACTGCCAA 277

Ad07A1422 Aradu.A07 1422 c (A)10ttagctgtttaagcaatgatttgatttggattcagatattggtttgaataatctagagagtatgcagaacgcaaaccaataataaagatacagaa(T)20125 4100805 4100929 TTCATTGCTCATTTGCTTGC TGCTCTTTGTTTCTTCTTTCATCA 230

Ad07A1424 Aradu.A07 1424 p3 (TAA)5 15 4108877 4108891 TGAATCGATATATACTGGGAGCAA TGACCCAGGAAGCAGATAGG 240

Ad07A1425 Aradu.A07 1425 p3 (TAT)6 18 4109236 4109253 TCCTGGGTCATAGGCTCTTG TTTCATTTGCCCAAATCTCC 280

Ad07A1426 Aradu.A07 1426 p2 (TA)7 14 4109860 4109873 TATTCCCAAGTGCCAACACA GGCCAACGTAACCTAGGGAT 106

Ad07A1430 Aradu.A07 1430 p2 (TA)6 12 4120616 4120627 AACAAATCTCCTTCCGATGC TTCCCTGTCCTTGTCCTTTG 260

Ad07A1431 Aradu.A07 1431 c (A)10caaacagtattttataacaaaaaacaagattatgaag(TA)659 4121623 4121681 GTGCCTAATACCCTGAACCC TTAGGATACCAGCAGCAGGG 280

Ad07A1432 Aradu.A07 1432 c (TCCTCT)5tcttt(CTCTTC)777 4125173 4125249 AGCCCTAATGGCTTGTATGC AGGGAGGAAGAGGTGGTGTT 273

Ad07A1433 Aradu.A07 1433 c (T)10gtctctttttcttcttcttctttctctgtgcttcctcttcttcc(TCT)6ttctctgtgtc(TCT)6101 4125822 4125922 ACAGAAGGAGATCGAAGGCA CACGCGCGTTATTAAATCAT 236

Ad07A1434 Aradu.A07 1434 p2 (TA)7 14 4126039 4126052 CGTGTTAGGCCCAACTTGTAA CTCACAACCCAAAAAGCCAT 201

Ad07A1437 Aradu.A07 1437 p4 (TTAG)5 20 4130161 4130180 TCCACTCCGATCGATACTCC TCGAGTCGAACACAGCAATC 269

Ad07A1439 Aradu.A07 1439 p2 (TG)7 14 4132467 4132480 TGAAGGAGAGATCATCGCAA CAGCCATCATCATTCATCAGA 279

Ad07A1442 Aradu.A07 1442 p3 (ATA)5 15 4139412 4139426 TGAACAGATTAAAACAGAGCAAAGA TCTAGATCGGAGAATTTAGTCGAA 234

Ad07A1449 Aradu.A07 1449 p3 (TAA)5 15 4159518 4159532 CACCTCGATCCCACAAAAAC TGATTTTGATTTCATCATGATCTTTT 247

Ad07A1451 Aradu.A07 1451 c (A)10tttactatcgactattattgtatgaaaaataaacttccggtatgaatagagaaatagttaaattacatagagaaatcaaattgatattttatatt(A)12117 4169021 4169137 TATCACGTGGAAATGAGGGG AGGGGGTGTTACACTCGAAG 232

Ad07A1452 Aradu.A07 1452 p4 (TTTA)6 24 4182473 4182496 GTATAGATCCGCCGAGAACG CACACCGGACACAACGTAAG 142

Ad07A1455 Aradu.A07 1455 p2 (AT)6 12 4183655 4183666 TTGTTAACTCCGATCAGCCA AAGGGATGGCACTTTGAAAT 260

Ad07A1456 Aradu.A07 1456 p2 (CT)6 12 4184015 4184026 CTGGATGGTGTGCAGTGTTT CATGGTCATGAAATGTGAAGTG 199

Ad07A1457 Aradu.A07 1457 p3 (TTA)5 15 4187658 4187672 CAAGCATCCTTGAAAAGGGA CCTTGCCGTTTTTCTTCAAA 251

Ad07A1465 Aradu.A07 1465 c (A)17gagttggatgaagttttttggttgaacaaaaataattaaaagagtatactataaaataaaacatgtg(A)1094 4198313 4198406 ATTGGCGTATTTGGATTGGA CGAAGACTCACGAAGGAAGG 256

Ad07A1466 Aradu.A07 1466 c (A)10g(A)11 22 4200776 4200797 CCTCAAATTCGTCTCCGAAA CAGAAGGAGAAGGGAAAGGG 270

Ad07A1472 Aradu.A07 1472 p3 (TAG)5 15 4217174 4217188 CCCAAGAAAAGAATTTGGGG GTGGTTGAGTTTGCCACTGA 202

Ad07A1476 Aradu.A07 1476 p3 (AAT)6 18 4223467 4223484 CTCCCGATAAAGGAAGAGGG CCCTCCGTATGGTCGTTAAA 280
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Ad07A1484 Aradu.A07 1484 p2 (TA)6 12 4232074 4232085 CATGCTACAATTTGATTGTTCATTT CATAGGCAAGGAAATCACACG 222

Ad07A1486 Aradu.A07 1486 c (A)10(T)10 20 4235680 4235699 TCCTTCTAGACCGTTGAAAACA AGCCCTTTGGAGTTGTTCCT 276

Ad07A1487 Aradu.A07 1487 p2 (TA)7 14 4238328 4238341 TGACGAGGCATGCTTAAAAA CCCCCAACACCCTTAAAAAT 263

Ad07A1488 Aradu.A07 1488 p2 (AT)6 12 4238727 4238738 TGGGAAGCCAAGAATCAAAC ACGCCCTTAAAAATTTGCCT 275

Ad07A1489 Aradu.A07 1489 p3 (CTT)40 120 4240145 4240264 GAAGAGTTGGCGGTAAGGTG CACTGCTCTCTCATTTCACAGC 247

Ad07A1491 Aradu.A07 1491 p3 (CTT)5 15 4240987 4241001 GGAAGAATGGGGAATGTGTT ATGAGCCCCTCAAACCTACA 196

Ad07A1494 Aradu.A07 1494 p2 (AT)9 18 4251593 4251610 TGCTAGGCATTATTGAGAATAGTTTG TTACGTCACAGGAACAAGCG 266

Ad07A1495 Aradu.A07 1495 p2 (AT)12 24 4252701 4252724 TGATCGTAATGGTGGTTATTGG GAACAACAATTTAAAACTCAATAGTGC 264

Ad07A1497 Aradu.A07 1497 p3 (GAG)6 18 4257335 4257352 ATGCGCCAACAACAACAGTA CGCATCACTCAAGCTCTCAC 178

Ad07A1505 Aradu.A07 1505 p2 (TA)6 12 4266866 4266877 AAAGGATCAAAGCTAAGTCACGA TGCAATTTAAAGGGCAAACA 255

Ad07A1506 Aradu.A07 1506 c (T)11ggaatttttattgtttatgttcatatgagtctttttttattatttttttatattttataatta(T)1084 4267735 4267818 TTCTTTTATCAATCTTATTTTTGTGTG CGACGAATCCCCCTATCTAA 240

Ad07A1509 Aradu.A07 1509 p2 (TA)11 22 4278071 4278092 GCTTGGTCCAGACCTAGGAA ATTGCTGGTTGGTTGCTACA 172

Ad07A1513 Aradu.A07 1513 p2 (AT)7 14 4295716 4295729 TCACCATACCATGCAACCTT GATAAGGCCACACTTGCCAT 262

Ad07A1516 Aradu.A07 1516 p4 (AAAT)5 20 4297819 4297838 TCCGGACTTTTTGACATAGATTG TCTTCATCCAGAACCGCTTT 242

Ad07A1518 Aradu.A07 1518 p3 (TTA)8 24 4299206 4299229 AATGTGTGATGCTGGTAGTGAA TGCAAACCTTAGCCAACACA 274

Ad07A1521 Aradu.A07 1521 p3 (CGG)6 18 4308902 4308919 AAAAAGGGATCGGCGTAGTT CCGATTTTGACGGAGGAGTA 224

Ad07A1524 Aradu.A07 1524 c (T)12gttcgttgttactctcagtgctcgcaaagctgaaaactttttcttaatgggtttctgaaaatacttaaattgtggatggtggtttgatgtggatatc(T)11120 4318526 4318645 TGCTCCCTTTTAACGTTTGG TTGAAGCTAACCAAAATGCAA 227

Ad07A1525 Aradu.A07 1525 p2 (TA)6 12 4322121 4322132 GCCAACCATCCATTCATCTC TTTCCGAATGCCAAATTGAT 247

Ad07A1527 Aradu.A07 1527 p2 (AT)7 14 4323030 4323043 TCCAACAAATTTGGCAACAA TTGAATAAAATTGCACCCCA 278

Ad07A1528 Aradu.A07 1528 c (ATA)5attcattgagagtagacaccaaaataaattcattgagagtcctgaaatgacatttactattgcaataccaaaaattattttaaaaatagctagaag(T)19130 4323242 4323371 ACTGAACCCAATTGAATGTTG AAACCAAGCTTTAGTGGAGAATATG 262

Ad07A1529 Aradu.A07 1529 p2 (AT)6 12 4327049 4327060 GACAAAGCGCTACGACCTCT GCCTTTTGGGGATTTTCATT 204

Ad07A1530 Aradu.A07 1530 p2 (AT)10 20 4330539 4330558 TCGTGTGCGGAACAGAAATA AAACACACCATCCACACAAA 194

Ad07A1532 Aradu.A07 1532 c (AAT)11tactctattggtctctatagttttgtaaaattttcaattaggttcctata(T)1093 4334424 4334516 TGTTGCTAACTTCTTCCGTTGA AAAAATGGTGCAAAGACTCAAT 222

Ad07A1533 Aradu.A07 1533 c (TAA)7atcgtgaaatactcttcgtcgaattgtt(TA)11ttttaatgttttattcaaagaaag(A)10105 4334757 4334861 AAAAATTGGTGCAGAGATCCA AAAAGCAACTAGTATTTTCCAACTCT 244

Ad07A1537 Aradu.A07 1537 c (AT)9(AC)6 30 4339959 4339988 TGTAATATCCAATAGCCGCAA GTGCGCATGAAAAGAACAAG 144

Ad07A1540 Aradu.A07 1540 p2 (AT)7 14 4346660 4346673 CCAAAAGCCCGTGTACAACT TGTTACATGCATTACTTTCGTTTT 273

Ad07A1541 Aradu.A07 1541 c (A)10tccatacatactaaatatcttgagtaaattttttatttgttttgtttttctcccgagtattatgaaatgtgaatgtaagaagtatacataaaagat(A)10116 4346821 4346936 CACAAGATTAAAACGAAAGTAATGC TGTCAACAGATAAAGAGAGAATACAAA 222

Ad07A1542 Aradu.A07 1542 p3 (AAG)5 15 4355704 4355718 TCCTCAACCTTGGGATTCTG GATCGGGTACGGGTATTCCT 278

Ad07A1545 Aradu.A07 1545 p4 (AATA)5 20 4362793 4362812 ACCAGAATCCTAGCGGAGGT CATCACCGCCTTCAATTTCT 280

Ad07A1546 Aradu.A07 1546 p3 (ATT)5 15 4363227 4363241 AAGCCACACAGCCTGAAAAT TTTAGTGTGTTGATAGCCGTTTTT 278

Ad07A1548 Aradu.A07 1548 c (T)10aatcatcatcaccatcttcttcttttttttcctattcatctttttctttttattttattttctcaag(T)1087 4364260 4364346 TTCAAAACTTTTCCTCTTCCTCC CATCCTCTTCCAAGTAATTCTGC 223

Ad07A1551 Aradu.A07 1551 p2 (TA)6 12 4367278 4367289 TCATGTCAAAGATAGTTGATAAGGAA GCAACACTTTTCGGTTGCAT 280

Ad07A1553 Aradu.A07 1553 p3 (TAA)5 15 4370951 4370965 GAACACTTGTTCTTCCTTGGAT CAAATTTGGATGATGATGATGAA 238

Ad07A1560 Aradu.A07 1560 c (T)10caaattaaattattaatctaacaatattagaatac(TAT)663 4381857 4381919 CCATGGCAACATGAAATTCG AAACGCAAGCTGAAGCAAAT 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A1562 Aradu.A07 1562 p3 (GAC)7 21 4388239 4388259 TCAATGGCGAAGCTTCTTTC AAGAAACTATGCTGCTGGTGC 100

Ad07A1563 Aradu.A07 1563 p2 (TA)6 12 4388375 4388386 GGCGAAGCTTCTTTCACAAC TCAAATGATGGAAGCTAAGCAA 249

Ad07A1564 Aradu.A07 1564 p2 (AT)7 14 4389418 4389431 CTTCTGCATATCAATTTCTTCTTCT GCTTGATCATTCCAAAGTGG 196

Ad07A1567 Aradu.A07 1567 p3 (TTC)5 15 4395567 4395581 TTCCTTGAATTACATGCTCCAA AAAAATTCAGGGAGGGTGGT 231

Ad07A1568 Aradu.A07 1568 p2 (AC)7 14 4395786 4395799 ACCACCCTCCCTGAATTTTT CAAACATGGGGTGTGCATAA 158

Ad07A1571 Aradu.A07 1571 p2 (TA)6 12 4403223 4403234 TGGAGGGTTTTGTATGGTGC TTCTTTATGTGAAAAATCAGGACAA 268

Ad07A1573 Aradu.A07 1573 p2 (TA)8 16 4403883 4403898 TCAAGTTGTGCAAAAGGGAA CCCTAATTTGAACAAAATTAATCATC 225

Ad07A1576 Aradu.A07 1576 c (T)10gtatacttctttgggttcttttcaaagctttggagcctgtaaatgctcagccctgaccaaacaacataccaaccc(A)1095 4407276 4407370 TTTCTTGATCCAAGCCCAGT TGAGCTGATCACTCCACTAACC 221

Ad07A1587 Aradu.A07 1587 p2 (TA)10 20 4445412 4445431 ATGAAGTTCACGCCCTCACT CGATATTCTCCGGTGCACTT 251

Ad07A1594 Aradu.A07 1594 p3 (GTG)5 15 4464309 4464323 GAAGGGCTAATTGGGGAAAG GTTTTCCGTCAAAATCGCAT 183

Ad07A1595 Aradu.A07 1595 p2 (AT)7 14 4466511 4466524 TGTGCATGTCCATACAAGAAAA AGTTCCAGCAATGGTATGGC 161

Ad07A1596 Aradu.A07 1596 p2 (AG)6 12 4472250 4472261 GACTTCAGAGCTCAGGGTGG GCCATGTACTCCTCTCTCGG 190

Ad07A1599 Aradu.A07 1599 p2 (TC)20 40 4479281 4479320 GCACCACTTTTAATGCACCC TGTTGGAACACGTGACCACT 207

Ad07A1600 Aradu.A07 1600 c (T)10caattcattgatcagtttatagtattcattgaaaataagatatttgtgaagcataattt(A)1079 4480149 4480227 TTGAAACTTAGCTAAAACTTGAGGA GAGTGCACCAATGTCAATCAA 223

Ad07A1602 Aradu.A07 1602 p2 (TC)9 18 4491578 4491595 CGTTTCAGCAGCAATTTCAC CATGAGCTTCTCTATGCTCTGC 280

Ad07A1605 Aradu.A07 1605 p2 (AT)6 12 4502102 4502113 AATAAACCAATGCTCTCCAAAA AAAAGCAATTCGAACCAACG 114

Ad07A1610 Aradu.A07 1610 c (A)10taattagaacttatcttatttaatattcattaattatcataataattaataaatattaaataagataaattataactactttttgactaa(T)10110 4512968 4513077 TCAATAAAATGCTACCTTCAAGTTGT AGATATAAATGCATGATACCACCTT 263

Ad07A1617 Aradu.A07 1617 p2 (TA)10 20 4522272 4522291 TGCATGCCTTGAAACCATAA GGCAGGAACCTTGATGAAAA 189

Ad07A1625 Aradu.A07 1625 p2 (AT)6 12 4536883 4536894 TGCATGAGAAAGCATCTAGTCC TGATGTTGACCAACGTGAACT 158

Ad07A1627 Aradu.A07 1627 p3 (TAG)5 15 4543521 4543535 GTAGCATTACCGGAGGGTCA CGGGTTACGTCGTTGCTTAT 280

Ad07A1628 Aradu.A07 1628 p2 (AT)13 26 4543742 4543767 ATAAGCAACGACGTAACCCG GTGCTCTTGCTTCTCTGGCT 260

Ad07A1629 Aradu.A07 1629 p2 (TC)13 26 4550906 4550931 GCATCATTGGTGCATTTCTTT ATAAAACCAACCACCGTCCA 234

Ad07A1634 Aradu.A07 1634 p3 (AGT)6 18 4569017 4569034 TTTTCCTTCCATTTTGACGC AGCTGATTAGGGTTTTGGCA 134

Ad07A1635 Aradu.A07 1635 p2 (AT)6 12 4570171 4570182 TCCGCTAAAATTCAATTCCG TTTTCGCTGCTCTTGAAAAA 194

Ad07A1638 Aradu.A07 1638 c (TAT)5tgg(TA)8 34 4578790 4578823 CATGAACCTTGCAATATCACATTT TTTTACCAATTTTAAAAGAACGAATC 262

Ad07A1639 Aradu.A07 1639 c (CAA)5(TAA)6 33 4579131 4579163 TCATCAGCGATCAAACCTAATTT TTGCTAGTTTGGATGAATGAATG 249

Ad07A1641 Aradu.A07 1641 p3 (GAA)8 24 4582625 4582648 CAGCGTATGATTCCCAGCTC CACCAATGAAGGCACTTGAA 268

Ad07A1645 Aradu.A07 1645 p4 (ATTT)6 24 4597202 4597225 CACATGTGCAAATTGGGAAG TTGTCCAATCTCTTTATCTTCGG 264

Ad07A1650 Aradu.A07 1650 p3 (GAG)7 21 4610599 4610619 TTGTGTGTCGTCGTCACTAGG GTTATTTGGTTGGGACCTCG 255

Ad07A1652 Aradu.A07 1652 p2 (TG)8 16 4614463 4614478 ATATGGTCCCCCATTTTTGC ATGCATCACATCCTTTTCCC 239

Ad07A1654 Aradu.A07 1654 p3 (TTA)6 18 4616775 4616792 ATGCATTCATTCACCCCAAT CCAAAAGCGAAAGGAATTGA 277

Ad07A1655 Aradu.A07 1655 p2 (TA)7 14 4616997 4617010 TCAATTCCTTTCGCTTTTGG CATGCATAAGGCGAGATTCA 236

Ad07A1661 Aradu.A07 1661 p3 (TTC)8 24 4626592 4626615 CCAACCGTTAGCCTCACATT GGAATAGCGACGATTGTGGT 243

Ad07A1664 Aradu.A07 1664 p4 (ATTT)5 20 4640003 4640022 CCAACATCCTTTTATTCAAATTCA TGTTGTTTTGATTGCCTGCT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A1665 Aradu.A07 1665 p3 (TCT)6 18 4643006 4643023 ACGCGCTTGAACGTTATTG GACGGTGCAGTGAAATTGTG 118

Ad07A1666 Aradu.A07 1666 p3 (TCT)5 15 4643129 4643143 CACAATTTCACTGCACCGTC CACCCAAAGGACACTTTATGC 270

Ad07A1669 Aradu.A07 1669 p3 (TAT)8 24 4646073 4646096 TTACGTTGGGGACGGTTTTA GTTCTTGTCCTTGCTCCTGC 135

Ad07A1672 Aradu.A07 1672 c (A)11ctttgtttttaacttc(T)1441 4652441 4652481 TTGGATCTGACCAAAATCTCA TGTCGGATTTGATTTGATTGA 189

Ad07A1673 Aradu.A07 1673 p3 (TTA)6 18 4653426 4653443 ATTGCCAGCCTCCATATGAC TTTTTCCGCAGCCAGATATT 279

Ad07A1674 Aradu.A07 1674 c* (A)11(AG)7* 24 4653810 4653833 GCGGGAAGTGTGGTCTAAGAT TTCTTTCGCGAATATTTGTTCA 278

Ad07A1677 Aradu.A07 1677 p2 (TG)6 12 4657187 4657198 GAATAGCCGCATCCTCTCAA TTGCAGTAGCAAAAGCAACAA 276

Ad07A1678 Aradu.A07 1678 p2 (AG)6 12 4657431 4657442 GAGGAAAAAGGAAGTGTGCG CCTCTCTTTCTCCATCGCAG 122

Ad07A1679 Aradu.A07 1679 p4 (AGAT)5 20 4659918 4659937 GCTCTATACGTAATGGCTGATTTG TTGGCACTTAATTGCACACAT 247

Ad07A1680 Aradu.A07 1680 p2 (CT)6 12 4661451 4661462 GCTGAGAGACTAATCGAAGGC CCGACCTTACGAAAGAAAGAA 198

Ad07A1682 Aradu.A07 1682 p2 (AG)6 12 4663815 4663826 TCTCGACAATTGATGAAGCA AGGAGTTCCTTTCCCGTTGT 280

Ad07A1683 Aradu.A07 1683 p2 (AG)6 12 4668302 4668313 AAAGTGTTCGATTGTGCAGC TTTCCCTCTCTTTCTGATTCTTTC 132

Ad07A1684 Aradu.A07 1684 c (T)10aagtgatcattttctttttggtttattcatatg(T)1053 4669618 4669670 AAGAAGTGATCATTTTGTTTTTGG GCAAATCAAACGCACCCTAA 216

Ad07A1687 Aradu.A07 1687 p3 (TCG)5 15 4673550 4673564 TTTGCCATGCAGATTCATTC CCCTTCCATTGTCACCCTTA 252

Ad07A1688 Aradu.A07 1688 p3 (AAT)5 15 4673727 4673741 TAAGGGTGACAATGGAAGGG AGGAGACCAAACCTGCTCCT 196

Ad07A1694 Aradu.A07 1694 c (CTA)6ccttgtagagtttaggtggcttccactatcac(T)1060 4681187 4681246 TAACCACCTTGTCATGTGCG CCAAACCCCTCCATTTTACA 251

Ad07A1696 Aradu.A07 1696 p3 (AAT)5 15 4683214 4683228 CGTGTCAACTCTCATTGAAACA AGCATGAGTAAAGAGGCCCA 251

Ad07A1697 Aradu.A07 1697 p2 (AT)9 18 4683572 4683589 AACTGCATTTATGGGCCAAG GGGATTGAGAGTGATGAATGAG 226

Ad07A1702 Aradu.A07 1702 p3 (TCT)5 15 4693168 4693182 CGAAACTGTACCTCAACTCGC TTTGATAAAGTTGCTGCCCC 182

Ad07A1707 Aradu.A07 1707 p4 (ATTT)5 20 4696924 4696943 CCAATAATTTGGATTGATCGAG ATGCAAGAGTAATGGGCAGG 236

Ad07A1712 Aradu.A07 1712 c (TATT)5a(T)11 32 4701812 4701843 TTGTGCCTTAAAATGGTGAAAA CCATGTTTGTCTAGCCATCAA 126

Ad07A1723 Aradu.A07 1723 p2 (AT)7 14 4726969 4726982 GCAGCGGATCGAGTAACCTA CGTTTGTGAACGATTTGGTG 255

Ad07A1725 Aradu.A07 1725 p3 (AGA)5 15 4729270 4729284 CATGATTGGTGTTCGGTTCA CTTTCAAATTCGCGCACATA 271

Ad07A1726 Aradu.A07 1726 p3 (GAA)5 15 4729588 4729602 CATGCAGCAATCATTCCCTA TTTCTTCTCGCGTTTTCGTT 257

Ad07A1728 Aradu.A07 1728 c (GA)7ttcaagtgtgctgtttgtgtttgtgtgagtgaaagctgaaaagttttgagagggagacataaataaataca(AAG)5100 4731505 4731604 TATGCCCTTCTTCCCCTTCT ACCATCACCATCAACACCCT 267

Ad07A1729 Aradu.A07 1729 p2 (CA)6 12 4732021 4732032 TCAGAACCCCAAACAGAACC ATCTGATGGCAACCTCCTTG 254

Ad07A1730 Aradu.A07 1730 p3 (CCA)7 21 4732368 4732388 TTCCAGGTCCCTCAACTACG ACACCGACTCCAACTCCAAC 216

Ad07A1731 Aradu.A07 1731 p3 (GGT)7 21 4733775 4733795 GCATATCAAGCCGTTGTGAA TTGAACCTCCCAGTAACCCC 280

Ad07A1733 Aradu.A07 1733 p4 (AAAT)5 20 4734275 4734294 TTGCATCATCATCTTCTTCCA CAAGATTAATCATCAATGCTCCTTT 189

Ad07A1738 Aradu.A07 1738 p2 (TA)6 12 4740031 4740042 GGACTTAGGGTTTAAAGGACCA TGTGATGATTCGCTTTGGTG 220

Ad07A1739 Aradu.A07 1739 p2 (TC)6 12 4742394 4742405 GGGCCATAGCTGGTTCATAA TCGTTGGTGAGAAGAGCAGA 246

Ad07A1740 Aradu.A07 1740 c (A)12gtattttttacttaa(T)1037 4744416 4744452 GTGAGGTTGGGCAGGAAGTA TCCATCTCCACCTAAACCCA 242

Ad07A1744 Aradu.A07 1744 p2 (AT)7 14 4750357 4750370 TCCTCTATTCATATTCATGCCTCA ATGTTCAATGGAAATGGCCT 175

Ad07A1745 Aradu.A07 1745 c (A)13tctcttcatgttcttttcatgcttgctgcataattctttgttttctttgctttgatcatctcttcatccaaaagggtattagaaattagacaac(T)12119 4750642 4750760 AACCTCTATCACCATTCATTCCA TGCTACTTTGATGACCTTCATTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A1750 Aradu.A07 1750 p2 (AG)7 14 4758965 4758978 GCGTTGAGACCCATTAAATACC GAGAATTAAAGGTGTTTGTATTTTGG 232

Ad07A1752 Aradu.A07 1752 p2 (GA)13 26 4767356 4767381 TCCCATTTTCTCAAACGACA TGTTGTCATCCTCCATCCAA 160

Ad07A1757 Aradu.A07 1757 c (AT)7tttcttaccttcatcacatacaaaataaattaattacttttggaaaaataaaaacttctttcttagaaatt(A)1196 4783297 4783392 TCATTCGCCATCCTGTGATA TCAATGGAGATGAGCCAACA 280

Ad07A1758 Aradu.A07 1758 c (A)10gaaactgaaactaaaactaaaaaagagagaacacaataaaacagaaatagac(ATT)577 4783759 4783835 TTGAAGGGATCAAGAGCTTCTC ATCCTCCTGAATCATCGCAC 202

Ad07A1759 Aradu.A07 1759 p3 (GTG)5 15 4783971 4783985 TGATTCAGGAGGATTTTGGC GCAGCAACAAGATCATCAGC 121

Ad07A1762 Aradu.A07 1762 p2 (TA)10 20 4793527 4793546 GGAGCAACAATTAAAGTTGTCAGA TGATCAATTCAAAAATAACTTCACAA 252

Ad07A1763 Aradu.A07 1763 p3 (ATA)9 27 4794177 4794203 GCCTTGAAGAGGATCCTGACT TCGAATAAAATATTCTCGACCCA 280

Ad07A1764 Aradu.A07 1764 c (ACA)7(ATA)9 48 4794960 4795007 AGAAAAAGCGAATCCGAACA ATTTGCACCACTTGTCTCCC 227

Ad07A1770 Aradu.A07 1770 p2 (TC)8 16 4805898 4805913 CACACACAGCACATAATCGG GATGGGCAAGAGGATTTTCA 152

Ad07A1771 Aradu.A07 1771 p3 (GCT)5 15 4810346 4810360 TGATGTGAACGGCTGATTTC GTGCCAATGGTTCTCTTGGT 263

Ad07A1776 Aradu.A07 1776 p3 (ATT)9 27 4819721 4819747 GTGGCGAACGAAAAATTGAT GCCCAACCAAGTCCAGTTAG 196

Ad07A1783 Aradu.A07 1783 p2 (AC)6 12 4834726 4834737 CGTGTTGGAAGCTCCATGT CGTGATTCAAGTGGTGTTGG 279

Ad07A1784 Aradu.A07 1784 p2 (AG)8 16 4835281 4835296 GAAAAACAGCGGTTTGTGGT ACAATGAGTGACGTGGCAAA 214

Ad07A1802 Aradu.A07 1802 p2 (AG)6 12 4873493 4873504 CCCTTCCAAGGGTTTATTCC GGCGTTTTCTTCCCTTTTTC 208

Ad07A1809 Aradu.A07 1809 p3 (CTT)6 18 4888729 4888746 ACGCGCTACTCAATGGTTTC CTCCTTCTCATCTTCTGCGG 280

Ad07A1810 Aradu.A07 1810 p3 (GAA)5 15 4888922 4888936 GCGTTCCTCTTCCTCTTCCT CCTCCTTCTCATCTTCTGCG 248

Ad07A1813 Aradu.A07 1813 c (A)11gactatgaaaataattgttgattgtatgttggctaaagatggttagttatttaaactttttaattagaaattatttc(T)1199 4891615 4891713 GAAATGTCGTGTCTGTGGTTG TCACTGATTGATTTTCTCAGAAGC 233

Ad07A1818 Aradu.A07 1818 c (AT)10agaacaaataaataagaagatttatttccaaaacagaatagacaagaagaaatagaagttgataatta(TG)9106 4907309 4907414 GGCATGTAGCACATTAACTGAATC TGGACATCAAATTTGTTCACATC 219

Ad07A1821 Aradu.A07 1821 c (TCT)6tcaaccttcgcctctttctcttcttcctctc(CTT)667 4914469 4914535 TTTCTGCGTTACGCTCTTCA ACGGGAAGGAGAGTGGAAAT 170

Ad07A1823 Aradu.A07 1823 p3 (CAA)6 18 4922233 4922250 CACACAGGGAGTCAATTTCTCA ACGGTGTCTCCACCAAAGAT 232

Ad07A1825 Aradu.A07 1825 p2 (AT)7 14 4923660 4923673 GGCAAGAAATTCGAAAAAGG TTCGACATTGATTTAAGCAAACA 219

Ad07A1826 Aradu.A07 1826 p3 (TAT)5 15 4923850 4923864 TGTTTGCTTAAATCAATGTCGAA TGAACCATACACTTCAACAATTTCA 253

Ad07A1832 Aradu.A07 1832 p3 (TAA)14 42 4932955 4932996 GGATAATCAAAATTGGTCCATTG GCAAATCGAAACTTTTGAGACA 176

Ad07A1836 Aradu.A07 1836 p3 (TGT)5 15 4945212 4945226 TGGAAGATGGATAAGGGATGA CGATTCGATGAAGCATGTGA 221

Ad07A1839 Aradu.A07 1839 c (AC)7(AT)8 30 4951634 4951663 AAGTCTATACTCACAACCCATTTACAA TGGGAGTATATATTAGGCTTAGATCG 272

Ad07A1842 Aradu.A07 1842 p3 (TCT)6 18 4954529 4954546 TAAGGCTCTCTAACCCGCAA GCTTCGGAAACAGAGTGAGG 254

Ad07A1843 Aradu.A07 1843 c (T)13ggaaaaattgttataagacttatttgaaggttgtga(T)1160 4954961 4955020 CCTCAGCACGTTTCCAATTT GACGATTGCCATGCAATAAA 182

Ad07A1846 Aradu.A07 1846 p3 (AAT)5 15 4961810 4961824 ACTTGCCCTTTCCTACCACC CAGTGCATGTTCCTTTCTGG 263

Ad07A1848 Aradu.A07 1848 c (A)10taatatagtacaactcaatttctaagctcttgaaaactatatataggcaatgcttaattagttcactaattcg(T)1194 4963837 4963930 TGCAAAATATCTTGTAACATGGAA TTTTTGCCGAGCAAGTTAAG 200

Ad07A1851 Aradu.A07 1851 p3 (AAT)8 24 4969389 4969412 CAAACGCAAAAACAAATGATG ATTTTAAGAAAATTTTAGGGGGTT 265

Ad07A1852 Aradu.A07 1852 c (GA)9aaattgttcatttaaataattaaactatatagacagtgtcagtgagtgtgaatgtgagtgtatgtt(AG)6(GAA)5111 4969714 4969824 AACAGATGTGATTGTCCGACTG TGATGATGATTATGACGATGCC 272

Ad07A1853 Aradu.A07 1853 c (GAT)5ggattcatcatcacaaaagaagttac(CAT)556 4969964 4970019 AAGAAGAAGAAGGCATCGTCA CTTTGTCAGGAATGGTGCTG 232

Ad07A1854 Aradu.A07 1854 p3 (CAT)6 18 4970560 4970577 TTTGTGTTGTTGAAGCAGGG TGGCTCCTCCTAATGAAGAA 280

Ad07A1855 Aradu.A07 1855 p3 (TGA)9 27 4970979 4971005 CCTGCTTCTTCTCCCTTTCA GAGGAACACCAAAGAGCTTCA 193
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Ad07A1860 Aradu.A07 1860 p3 (GGT)5 15 4976064 4976078 TATTGGGTTGGATTGCTGGT GCAAGTGGTGCAGCATAAAA 175

Ad07A1864 Aradu.A07 1864 p3 (ATT)6 18 4977857 4977874 CAAATGGCAGCATGATCAAA AAAATTTTTGCCAAGAAACAAAA 120

Ad07A1867 Aradu.A07 1867 p4 (AATT)5 20 4982426 4982445 TGCTTTCTAGAACTAGTTTGGCCT CGATAAAAATGTAGGGGGTATTTTT 277

Ad07A1872 Aradu.A07 1872 p3 (TTA)5 15 5007988 5008002 CGAGAAACAAGTTTTTAGTAATTCG TGGTAATTAACCAATCATTTTTAAGG 271

Ad07A1873 Aradu.A07 1873 p3 (ATC)5 15 5010159 5010173 TGCCCCACAGAGAGAAAGAT CTTGGGGTGGTGGAACATAC 277

Ad07A1874 Aradu.A07 1874 p2 (AT)7 14 5010924 5010937 TTGAAGGTTCCAACTTGCTTC GGGAGATCAACCTCACCTCA 269

Ad07A1880 Aradu.A07 1880 p3 (ACA)8 24 5018651 5018674 TCAAAATTAGCTACCAAAGTCAGTT TCGTTTGATTCATGTAGCCG 110

Ad07A1881 Aradu.A07 1881 c (T)10aatttttaaac(A)1132 5020516 5020547 CCATGTTTGAATGTTGTGTATGG CTTTGGTGCCAATTTCCTGT 132

Ad07A1888 Aradu.A07 1888 p3 (TAA)5 15 5028454 5028468 TTGGGATCTCAAATGCTTCC TGCTAAGGTGAATGCACGAG 279

Ad07A1889 Aradu.A07 1889 c (TAA)6aaataataataacaacaac(AAT)861 5044470 5044530 TCATGGCATGTTCATCCAAC ACACACCCTCACCACTCTCC 245

Ad07A1891 Aradu.A07 1891 p2 (TA)6 12 5059104 5059115 ATTGCCTCTGTCATTCCCAG CTGCGAAAACTAAAGCCGAC 267

Ad07A1893 Aradu.A07 1893 p3 (AAC)5 15 5069172 5069186 AACAAAAATGTCCTTCCCCC TGGTTTTGCTTTGTTGTTGC 172

Ad07A1894 Aradu.A07 1894 p3 (TTC)5 15 5069404 5069418 GCAACAACAAAGCAAAACCA TCCACGCTTTTGATTCCATT 268

Ad07A1895 Aradu.A07 1895 p3 (CGG)5 15 5069822 5069836 AGAAGGAAGGGAGAAGGTCG GAAGAGGGGACAGAAGAGGG 147

Ad07A1897 Aradu.A07 1897 c (T)10aaatattgttttagtatttttatttttactattaaaaatttatcaaatatattaat(A)1076 5075572 5075647 GGCTTCATATGCCCATTTTG CGTCTATGATAAAGAGTGAGTTGC 256

Ad07A1903 Aradu.A07 1903 c (TAT)5ttgggaagaatttatttgtttaattgtggcggataacacttatttctatctcttttacgtgtatgtttgtttttc(T)10100 5081696 5081795 AGGCCTAAGAACACAAGCCA GAATTAACTCCCTACTTAAACTCAAAA 194

Ad07A1906 Aradu.A07 1906 p4 (AAAT)6 24 5086775 5086798 TGCAAAAGTAAGCTTCAACTAAAC ATGCATGTTTTGCAACAAATATAGA 268

Ad07A1909 Aradu.A07 1909 p4 (AAAG)11 44 5108499 5108542 CACCAAATACATGCTAGGCG TCTTTCCTCTTCCTAGGGCA 242

Ad07A1910 Aradu.A07 1910 p3 (ATA)6 18 5110221 5110238 CGGAAAAGGAAAAGGAAAGG GCTCTGAATTTTGGCGAGAT 191

Ad07A1911 Aradu.A07 1911 p3 (ATA)5 15 5114709 5114723 TTTATAACGATGTCAATTTGATTGC GCCTTGCATCCTGATTGTCT 103

Ad07A1912 Aradu.A07 1912 p2 (TA)7 14 5117262 5117275 CACTACTTGAAAGCTCATGGCA CGTGGTTATTTTGAAATCTGTGG 277

Ad07A1914 Aradu.A07 1914 p2 (TA)6 12 5119966 5119977 ACTTGCCGACAACTCTGGTT GCTGTTAAAAGAGTGGCATTCA 155

Ad07A1915 Aradu.A07 1915 p2 (TA)9 18 5120523 5120540 GCTTCAACAAGGTGAATTTTGA TGAATCCGATTGCATCTATCA 239

Ad07A1917 Aradu.A07 1917 p2 (AT)6 12 5122020 5122031 GCTCGGGTATTACGACGACT GTAACGAAGTTCGGGAAAGC 245

Ad07A1918 Aradu.A07 1918 p2 (GC)6 12 5152973 5152984 TAAGCATGCAGCCACGTTAT TTGAACGAAATTATGGGTTTTG 220

Ad07A1919 Aradu.A07 1919 p2 (GC)6 12 5153255 5153266 TGGCCCAACTCTCTGGAATA ATCGCAAAAAGTACCCCTCC 208

Ad07A1920 Aradu.A07 1920 p3 (AGA)5 15 5164669 5164683 GGGGAGAGGGAGTAGTTTCG ACCACCCACATCCATCATCT 182

Ad07A1921 Aradu.A07 1921 p2 (GA)6 12 5167970 5167981 CCAAACACAAGGGTGAGGAT CAAAACCACCTATCTACTTTTCCC 256

Ad07A1922 Aradu.A07 1922 c (TAA)18caatt(TA)671 5186794 5186864 GCTAATTTGGTTGACAAAGACAA GATGCAGCCAACTGCATATTT 256

Ad07A1925 Aradu.A07 1925 p2 (AT)6 12 5195451 5195462 AACCATCCGATGACCATTTT ACGAAGCAAACCAAACCAAT 273

Ad07A1926 Aradu.A07 1926 c (TGA)6ccatgatgataatggtggtgatagtggtgggttctggttcaatttgggcttctgattgattttggttgattttgggggaagttc(TGA)6120 5196305 5196424 TGGTTGATGGTTCTTCTGATTTT GAAGCCTAAGCCCAGAATCC 216

Ad07A1929 Aradu.A07 1929 p3 (AGA)5 15 5199702 5199716 GGCGACGATTGAAAGAAAAA AGAAACACGTGGAGACGACC 272

Ad07A1934 Aradu.A07 1934 p2 (CT)22 44 5204660 5204703 CCCAAAACTAGGGAATGGGT GATGACAACGTGCTGAGCTG 199

Ad07A1935 Aradu.A07 1935 p4 (TTTA)5 20 5205757 5205776 TGAATCCTTAAAAGGGCGTG TTTCATTGGGGATGTTGAGC 271
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Ad07A1937 Aradu.A07 1937 p3 (ATG)8 24 5209686 5209709 CTTGCTGGACCAGATGACAG CAATTGCCTTGGTGTTTGTG 262

Ad07A1940 Aradu.A07 1940 p3 (ATG)5 15 5226844 5226858 AAAATGGACTTGCCCATCAG ACAAACCTCGTCGTCATCGT 105

Ad07A1944 Aradu.A07 1944 p2 (AG)9 18 5232029 5232046 CCTCTCGCAAACTGTCAATG AATCATCCCGGGAGAAAAGT 271

Ad07A1945 Aradu.A07 1945 p3 (TAA)11 33 5234864 5234896 AACTTCTGACCCTTTGCCCT TTCACACCAGTGAATGTAGGATG 267

Ad07A1950 Aradu.A07 1950 p3 (GAA)5 15 5253815 5253829 TCCAATTTTGAATAATAACCCCA GAGATCCAGAACCTTGCTCG 202

Ad07A1954 Aradu.A07 1954 p2 (AT)8 16 5262958 5262973 ATACCAGGCCATGTAGGTCG TGTGAGACTTGTCAAGCGAAG 272

Ad07A1956 Aradu.A07 1956 p3 (TTC)5 15 5267410 5267424 GAGATCCAGAACCTTGCTCG TCCAATTTTGAATAATAACCCCA 202

Ad07A1957 Aradu.A07 1957 p2 (TC)6 12 5297937 5297948 CATTCGTTCTCTTTTCTCTCTTTTC TGCACCTAATAATGAGCAACTAAAA 169

Ad07A1959 Aradu.A07 1959 p2 (TA)9 18 5306698 5306715 TACCATCTTCCTTTCGGTGG CGAAGCCATTAGGGAATCAA 107

Ad07A1961 Aradu.A07 1961 p3 (TCC)6 18 5308261 5308278 TCCGTTTTCTTCTCCTTCTCC GCAGCATCAAGTGAACCTCA 231

Ad07A1965 Aradu.A07 1965 p3 (GAA)6 18 5327706 5327723 ATGGACTCATCAATTCCCCT GCTTGGGAATTTGATTGTTTG 246

Ad07A1971 Aradu.A07 1971 p3 (AAT)9 27 5336630 5336656 GGTTAGCAATGTGCGCTGTA TTTGTTCCCCAAAATACGCT 154

Ad07A1973 Aradu.A07 1973 c (TC)11aacgattttgcaattcaatatcgatctctcaatcttcctcaacgcttcgttctctgaatcatccaggtacctaccttcttctcccgcttcctc(TG)12139 5337518 5337656 CAGTTTCAGCCTCGGAAAAC CGTGGCAACGATAGATCACA 213

Ad07A1980 Aradu.A07 1980 p2 (AT)6 12 5350908 5350919 GAGCATTGCATTGAACGTGTA CACAAAGCTTAAAATGAAAGGC 271

Ad07A1981 Aradu.A07 1981 p3 (CTC)6 18 5353189 5353206 CCCTGATCATTCCGACTTGT GCTGAGAGGGAGCTGAAGAA 219

Ad07A1985 Aradu.A07 1985 c (A)10gtaaaatatctgcatattgaaaaataggtcatttctaataaaatta(T)1066 5365741 5365806 AATTCACTTCGGGAATCAGG CTCCCTTGTTTGTCTTTGGTG 137

Ad07A1986 Aradu.A07 1986 c (AT)9aatatttttagaaaaataaaattatacagtaaatatcttttgtatcaattataagatatatatccaactatctaagtaagaatgtg(A)10114 5367446 5367559 TGGCTACCTAGCAATATTAATCCC AGTTGCCTATATAATGCTACGTTAGTT 277

Ad07A1990 Aradu.A07 1990 p2 (TA)6 12 5380745 5380756 GCTCGATTCAACGAAAGCTC AGGAAGTGAGTCAAGCCAGC 254

Ad07A1991 Aradu.A07 1991 p2 (TC)19 38 5382658 5382695 GAAGCTTCCCACAGTCTTCG CCATTAGGCCCAATTCACAG 146

Ad07A1992 Aradu.A07 1992 p2 (TA)7 14 5383030 5383043 CATTCGTTTAAGCAGTGTCAGG CCCATGCACTCAATTTAGTTTT 216

Ad07A1999 Aradu.A07 1999 p2 (AT)6 12 5386422 5386433 GGAAACAAAAAGGGAGAGAAAAA AAGAAATTGATTGAATTGGCTGA 248

Ad07A2004 Aradu.A07 2004 p3 (ATA)5 15 5394706 5394720 GGGGGAAAGATTTCAAATTCA AGAATGTGAAGCGAAGAGGG 210

Ad07A2005 Aradu.A07 2005 p4 (ATTT)5 20 5395164 5395183 GTGTCGAATGAATTGCTGGA ATGAAGATTGCGGTGAAAGG 232

Ad07A2006 Aradu.A07 2006 p3 (CAT)5 15 5396512 5396526 TGACTCAGCTCTCACTCGAAGA GCATGGGTGGTGTAACTGGT 276

Ad07A2009 Aradu.A07 2009 p3 (AAT)13 39 5399481 5399519 TCAAAAATTATGAGACCGCTAACA CCTCTTCTCTTCAGCGTGGT 184

Ad07A2010 Aradu.A07 2010 p3 (TCT)5 15 5400550 5400564 CTTTCCGTGAAATTGGTGCT GAGGAAGAAAAGACGCGATG 206

Ad07A2016 Aradu.A07 2016 p3 (TCA)5 15 5405979 5405993 TTGTTCAATCAGATTTCTTTGCAT CAATGCTTGCAAACCCTTTT 101

Ad07A2017 Aradu.A07 2017 p3 (AAT)5 15 5406144 5406158 ACATGTGGAAGAGCTTTGGG TGTCTTTGGCTTCTTGATGCT 219

Ad07A2018 Aradu.A07 2018 p3 (ATT)24 72 5406769 5406840 CCTCATGCGGAGGAAGATAA TGCTGCTGCGGTAATATACTAAT 280

Ad07A2021 Aradu.A07 2021 p3 (GAG)5 15 5419091 5419105 AATCACAATGGGCTGAGAGG AGGAGGCTAAGGCAAAGTCC 116

Ad07A2026 Aradu.A07 2026 p3 (ATA)19 57 5446942 5446998 TTAGGAGATAATTGATGCACACA GCGTAAAGCTTAGTGTGGTAGG 277

Ad07A2027 Aradu.A07 2027 p2 (TA)8 16 5456890 5456905 AAATGTAACAATTTATGTATGCTTCC TGTCTGAGGTACGAATTTTCTAGATG 265

Ad07A2029 Aradu.A07 2029 p3 (TTC)5 15 5458290 5458304 ATGAAAATGGCATCGGAGAG AAGATTCGGGTGATGAGTGG 250

Ad07A2033 Aradu.A07 2033 p2 (AT)10 20 5467807 5467826 GCTGGCTCTCCTCTATTGGTT TGAAGAAGAGAAGAAGGGGAAA 251
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Ad07A2034 Aradu.A07 2034 c (A)11gtagggacaaaagagaggaagataagaacacaacaattattaattaagctactatattcacatc(T)1085 5471078 5471162 AGTAGCAAGAAAAGCAAGCAA TGCAATTTTGATGTAGGGGA 234

Ad07A2035 Aradu.A07 2035 c (A)10gttttattcaggattaagtactattatattttttataattttggttgaaaatcaaaatcgtacttaata(T)1594 5474143 5474236 TTGCTTTGGATGGAGGTGAT TTTTCTTTTTCTCATTCTCGCA 256

Ad07A2039 Aradu.A07 2039 p2 (AT)6 12 5477024 5477035 TCCCAAATATATGTTGAAGACCAA GGCTCAGTTTGATAGTTTTGTCA 105

Ad07A2040 Aradu.A07 2040 p5 (TATTT)5 25 5477630 5477654 GTCAACTTTCACAGGCAGGC AACCCAATCCACCAATTTCA 260

Ad07A2041 Aradu.A07 2041 p5 (AAGAT)5 25 5479685 5479709 CTTAGAAGGTTGGCCCATGA CCTGGGTGCTCCAGTGTATT 273

Ad07A2044 Aradu.A07 2044 p2 (CG)6 12 5502070 5502081 CCATGCATTAACCCGAGAGT GGATTGGAGGAGGGAAGAAG 227

Ad07A2045 Aradu.A07 2045 p4 (TTAG)5 20 5502234 5502253 CCAATCCCTCATCCAACACT AGGCAATAAGGAGGCAACAA 185

Ad07A2052 Aradu.A07 2052 p3 (AAT)6 18 5530190 5530207 GGGAACGGTTCATCAATTTTT TTTATTGCAAAAAGCTGGACA 240

Ad07A2053 Aradu.A07 2053 c (AT)9taaaagagaagaaatttaaactaattttagatcatgcaaatccagaacagagagag(A)1084 5532263 5532346 TGGTTTACATGTTTTCACGTCT AAACTTACTCAACTCAATGTTTGGAA 258

Ad07A2062 Aradu.A07 2062 p2 (CT)9 18 5550273 5550290 CCTTTGGACATAATCAAAAGCC CAAGAGCCTGACGCTCATAA 262

Ad07A2063 Aradu.A07 2063 p2 (TA)6 12 5550405 5550416 CCATCTATTTTATGAGCGTCAGG GACCAAAAGGGGTGCTGATA 138

Ad07A2068 Aradu.A07 2068 c (A)10ttggctgtagccttatcttttaccaatcagaaaaaagatgtttttgtaaa(T)1171 5572826 5572896 ATCGATACCTCGACCAAACG GCACTCCACTAGCAAGCACA 265

Ad07A2070 Aradu.A07 2070 p2 (CT)6 12 5583808 5583819 CCAAATTCATCACTCGCTCA TTGGTGCTGCAGAATGAAAC 277

Ad07A2071 Aradu.A07 2071 p3 (TGG)5 15 5584179 5584193 TCATTCTGCAGCACCAAAAG ATGTCCAGAACGACCGAAAG 270

Ad07A2075 Aradu.A07 2075 p3 (TTA)5 15 5600355 5600369 TTTTTGTTGGTCGGGTTTGT AAAGCACCAAATTGCAAACA 232

Ad07A2082 Aradu.A07 2082 p2 (GA)20 40 5607841 5607880 GCACCTAGTTGACCATCCAAA AACGCTAACGGCAGAGAAGA 278

Ad07A2083 Aradu.A07 2083 p3 (CAC)5 15 5610062 5610076 CAATGGATCGCCCTAAAAGA GTGTGTGTGTGTGTGTGTGTGT 161

Ad07A2085 Aradu.A07 2085 c (T)10cacgcgttggtttaggtatagagaatttttttggtttttgtttttttctttgcgttcctcttcctcctcattctcctcaacatttttttttgtg(T)10114 5626806 5626919 CAAAAGCCATTTGTATGTGAAGTT GCAATAACAACAAAAGAATGACG 280

Ad07A2096 Aradu.A07 2096 p3 (TTA)6 18 5653363 5653380 ACAGTTGAATTTTGGGGCAG AATCTTGGCTGGATGCCATA 174

Ad07A2099 Aradu.A07 2099 p3 (AAT)7 21 5660482 5660502 CCCAACCCTTTGGATTAGGT AGGCCTAACAAGACAAGCCA 260

Ad07A2108 Aradu.A07 2108 p3 (ATA)5 15 5674896 5674910 TGGGGAAAGATTTCAAATTCA AGAATGTGAAGCGAAGAGGG 210

Ad07A2112 Aradu.A07 2112 p2 (AT)8 16 5685984 5685999 TCAACCGAATTTATGTTTGGAA CCAATGCAAAGTCACAAGGA 274

Ad07A2116 Aradu.A07 2116 c (GAT)5gaagatgtcagttcctctgtagtaggtgaaaaccacggaatcactaacagtgctactacaccggctag(TGA)9110 5698696 5698805 TTTTCAAATCTTTTTCATTTTTCC TTGATGACTTGACTAACAAGAAGC 218

Ad07A2118 Aradu.A07 2118 p2 (TA)6 12 5701988 5701999 TGCGCCAAATTTGAACAATA TTCGTCAAATGCTCACTTCG 257

Ad07A2125 Aradu.A07 2125 p3 (ATT)5 15 5715559 5715573 TGGTAAAGACGAAAATGCCC GCCTCTCTTAGCGCCTAGAAC 216

Ad07A2129 Aradu.A07 2129 c (T)10catttaacttttttcgattataggttatggcattacattattag(ATT)775 5725654 5725728 CCGAAGGTGGTGAAGATGAA CCTCGTATTGCTTTTCCTGA 279

Ad07A2137 Aradu.A07 2137 p3 (ATT)5 15 5762943 5762957 ACACTTCGAAGGTGGTGAGG TGTTATCAGCCATTAGCGCA 239

Ad07A2138 Aradu.A07 2138 p4 (TCAC)5 20 5765703 5765722 TTCTGTTGCTGACGTGGAAC GAAAGCCCACGGACATAAAA 266

Ad07A2139 Aradu.A07 2139 p3 (GAG)6 18 5773549 5773566 ACCTCACCAGAAGAGCCAGA CTAGAGCAAGGTCTCGTGCC 202

Ad07A2140 Aradu.A07 2140 p2 (AT)9 18 5778959 5778976 TTTTTGCACCAATTTTGAAGA TATCGGTCAGCCAACATTGA 272

Ad07A2142 Aradu.A07 2142 p3 (ATT)5 15 5780084 5780098 CCCGAAGCTGGTAAAGATGA CCGCCTTCAATAAAAAGGGT 207

Ad07A2150 Aradu.A07 2150 p3 (AAT)5 15 5793145 5793159 TGATCATTCGACCGAATCTG TGGCTTTAAAAGACGGAGGA 197

Ad07A2155 Aradu.A07 2155 c (AT)8acataagtatcccagataacctctttgaggaataaaatagtctaattacttggagagaaactaagtgctcaagtac(AT)7106 5806116 5806221 CCTAAGCGCAACGTTCAAA TGGGACATTTTGGGTTTCTG 280

Ad07A2158 Aradu.A07 2158 p2 (TA)7 14 5814026 5814039 TGACGAGATTTTTACTAATGGACAA TTTTCCTCATTTGGTCGAAGA 201
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Ad07A2159 Aradu.A07 2159 p3 (AAT)5 15 5814493 5814507 TTTGATGGATCGTGTCTCATT TTTTTGTAAAGACTCACCCAAATAAA 198

Ad07A2165 Aradu.A07 2165 p2 (TA)7 14 5832456 5832469 CAAATTTGTTGAAAAATAAGTGTCAT TTGCTTTAGGCTTGTTTGGA 280

Ad07A2167 Aradu.A07 2167 p6 (CAATTC)5 30 5835437 5835466 AAGAAACCATCCCAAAACCC TGTAGAGTGCGTCACCTTCG 211

Ad07A2168 Aradu.A07 2168 c (CT)20t(TC)9 59 5835740 5835798 AACCAGAACAACCGCGTTAC GGGGAGCAAAATGTCAAAGA 170

Ad07A2169 Aradu.A07 2169 p3 (TAT)6 18 5837989 5838006 CCAGAGTTGTTGGGACTGGT ATGCCAATGCTCTTCTCCAG 225

Ad07A2174 Aradu.A07 2174 p2 (TA)7 14 5843136 5843149 TTTATGCACTCCTCGTACTTGC AGGGTGCAGTGGTTGTTTGT 250

Ad07A2176 Aradu.A07 2176 c (TA)7tgtcaaacacatattg(TAT)1781 5845368 5845448 AAAACCTACTATCTCGCAAGTGG TGTCCTCTCCCATTAATCAACA 262

Ad07A2177 Aradu.A07 2177 p2 (AT)7 14 5845973 5845986 TGAAAAGGCATAATGGTGGA AGCACACCCAATTGAAGTTTT 219

Ad07A2181 Aradu.A07 2181 p2 (AT)6 12 5851867 5851878 TTTCTTTTAAAATACATGCAGTCAA TCAGACTCATAGCTGCACAGG 256

Ad07A2186 Aradu.A07 2186 c (TA)6tccccactttgcaagtataaattgtattattattatttgtcac(A)1166 5854582 5854647 CAATGTGGCAGATTTTCGTG AACGATTTAGTAGGAGAGCGAAA 258

Ad07A2188 Aradu.A07 2188 p2 (TC)13 26 5861265 5861290 CCCTGGAATATGGGATGGTT AGAAAGGGAAGGTGGGAAGA 279

Ad07A2190 Aradu.A07 2190 p2 (TA)6 12 5864539 5864550 TATGGCAGGTCCTCTTCTGG TAAGGCCAAACCTTTGCATC 247

Ad07A2194 Aradu.A07 2194 p4 (ATTT)5 20 5867625 5867644 CGACAAGTCATTAAAGGGGG TTGTAGCATAACGGATCAATTTGT 260

Ad07A2196 Aradu.A07 2196 p2 (AT)8 16 5869624 5869639 AGAGACCAACAGAATAATTAAACCTT GCAATGGCCACTATTTAACCTC 254

Ad07A2197 Aradu.A07 2197 p2 (AT)6 12 5870029 5870040 TGTTTCTTGCCTTTTCCCAC GGAAAGCAAAAATCTTGCCTAA 124

Ad07A2198 Aradu.A07 2198 p3 (GAA)5 15 5873332 5873346 CCCAACTCCTTCGAAAATGA TTCTCTGGTTCATCATCCTCC 225

Ad07A2201 Aradu.A07 2201 c (T)10ctgattttcataatgac(A)1037 5878704 5878740 AGGTTGATTATATTCGGGCG TTCGGATGAAATACGAAAATATAAA 145

Ad07A2204 Aradu.A07 2204 p3 (CTT)7 21 5890124 5890144 TCTCCTTCTTCTTCTTTCACTGTGT CAGCACAGACACGGTTGAGT 271

Ad07A2206 Aradu.A07 2206 p3 (CAT)5 15 5894402 5894416 TGCATTCTTCCAGCATCAGA TTGCTGACATGTTGCAATGA 214

Ad07A2212 Aradu.A07 2212 p2 (AG)7 14 5908949 5908962 TTGGTGAGTTTTACCGAGGG CTTTTGCATGAGGGGATGAT 198

Ad07A2214 Aradu.A07 2214 p2 (AT)6 12 5913697 5913708 CGCCGAGTAAAATGCTATCT AAGCTTTTGGACAATGTGAATG 245

Ad07A2218 Aradu.A07 2218 p3 (ATT)18 54 5920797 5920850 TTTTTCATCGAACTCTCCCG GATGGGTATGCTAGATTGTTTCAA 261

Ad07A2224 Aradu.A07 2224 c (AAT)16agtgaatgttgtggaaggagtagaggatcgtgagttcgttactatccgttactgtttgttaatcgg(ATA)12150 5927722 5927871 CCCCTGAATTCGCTACTATCC CTGCTTCGTTGAACCCTAGC 274

Ad07A2229 Aradu.A07 2229 p3 (TTG)5 15 5938309 5938323 TGACGTCGTTTGGTTCATGT TCAAAAAGACCAATTCAAACTAACA 166

Ad07A2230 Aradu.A07 2230 p2 (AT)6 12 5938841 5938852 TCAAAATTCAATCCAAACTGACA TTGATCCTTTAGCATTCTTATTCTCA 230

Ad07A2231 Aradu.A07 2231 c (T)10aagaatttttgttgag(A)1036 5948699 5948734 AATCGACTGCCTTTGGTTTTT TTGACTGGACACGCTACAGG 226

Ad07A2234 Aradu.A07 2234 p3 (ATA)5 15 5952749 5952763 ATTATTGTTGAAGCAGCCCC TTGATGGCGTGGACAAAATA 166

Ad07A2237 Aradu.A07 2237 p3 (TTA)15 45 5955059 5955103 GCTTGGAAAGCAGCAAAAGT AGCTCCTTCAGCAACCTTGT 222

Ad07A2238 Aradu.A07 2238 p3 (AAT)8 24 5955301 5955324 GGAGCTAGACTTTGTGGAGCA GCAAGACCTGGCTCACAGAT 274

Ad07A2240 Aradu.A07 2240 p2 (AT)6 12 5956944 5956955 ACACCGTCAGTGCATCAAAA GCAGCAAATCGAATGCTTTA 277

Ad07A2245 Aradu.A07 2245 p2 (TC)9 18 5970300 5970317 GACTGGTGGTGGAGCAGATT GTTTTTCCCCAACCCTGAAT 167

Ad07A2246 Aradu.A07 2246 p2 (CT)7 14 5986378 5986391 GCACAAAACATGATCACATGG GGAGGTTTCCTCTTCTTCCG 252

Ad07A2251 Aradu.A07 2251 p3 (ATT)5 15 6027208 6027222 GGAGCGGAAGAGAGATTGTG TGGGAACTTTGGTTTGTGAA 166

Ad07A2254 Aradu.A07 2254 p2 (GA)10 20 6035825 6035844 GACTAGCTGAGCCTTCCCCT CAGAAACTTCACCCTCCTGC 247
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Ad07A2257 Aradu.A07 2257 p2 (CA)9 18 6038394 6038411 TCTGATTGTGATGTCATGATTCC TTGATTTGTTTGTTCCATTTGC 270

Ad07A2258 Aradu.A07 2258 p3 (TTC)5 15 6040457 6040471 ACTCAAGCGAGTACGACGGT TCGATTTCGTCCAATCCTTC 231

Ad07A2261 Aradu.A07 2261 p3 (AGC)6 18 6047840 6047857 TTTTTCTGGGCATGTTTGTG ACTGTGGGTTCTGGGTTCTG 272

Ad07A2263 Aradu.A07 2263 p2 (TA)8 16 6049829 6049844 GTGGGAAGCCCCTTAGTGAT TGCGACCATTGTGTGAAGTT 250

Ad07A2268 Aradu.A07 2268 p3 (CTC)6 18 6070682 6070699 AAAGCTAAGTCTCGCGCTTG GCCCCGAACAGACATATCAT 273

Ad07A2269 Aradu.A07 2269 p3 (ACA)5 15 6080593 6080607 TCACCACACCTCTACCACCA CGTATCGTTTCTGTGCTCCA 228

Ad07A2272 Aradu.A07 2272 p2 (CT)8 16 6092311 6092326 TTCACCTTCTGGGTCTCCAC CAGCATTTGCTTCCACAAGA 151

Ad07A2276 Aradu.A07 2276 p2 (AT)7 14 6095860 6095873 ATCGGCTTGCTTGCTACTGT CCACAATTAAGCTGCCTGGT 244

Ad07A2277 Aradu.A07 2277 p3 (TTA)15 45 6097519 6097563 TGGAAATTTTGCACACACTGA GCACCATTGTGTACCATCCA 243

Ad07A2282 Aradu.A07 2282 p2 (TA)7 14 6107409 6107422 TAAAATATAAGCCCGTGCGA CCCGTATCATCGCTCTGTTT 184

Ad07A2284 Aradu.A07 2284 p6 (CCTTCT)5 30 6111514 6111543 AACCCTAGACGGCATTGTTG AACAACCACAGTCGAAGCCT 275

Ad07A2288 Aradu.A07 2288 p2 (AT)6 12 6115952 6115963 GCAATTGCACACACAAACAT CAGGACCGAAAATCCAAGAG 121

Ad07A2289 Aradu.A07 2289 p4 (TATT)5 20 6117268 6117287 TTTTTCACGATGATTTGATTACA ACATATGAAAATGGCCGCAT 261

Ad07A2290 Aradu.A07 2290 c (A)10cttaagaatgtaaaataaaaaggaaaagataaataagaaagaaaaaaaagatgatgatgata(AAG)10102 6121585 6121686 CTGAAATGTTGCTACAAAAGCA TCATTCCATAACCACTTGCG 277

Ad07A2292 Aradu.A07 2292 c (A)10ttgatataagaacctaaataaaaggaaaaaaaagtgcagggatccaattaaaaaaaattttaatgcaaaaactcaatt(A)1098 6135636 6135733 AGTCCCTCTTAGTAGTAGTTGGCTT TCGTTCAACTCATCTACGCA 263

Ad07A2301 Aradu.A07 2301 p3 (CAC)5 15 6225291 6225305 TGGTGATGGCAAGAAGAACA AGAGAGCAAGCATGTGGGTT 276

Ad07A2306 Aradu.A07 2306 p3 (TAA)6 18 6232331 6232348 TTTCCTTAAAAGATGCCATGA AATGTTTGACTTCTAAACACCAAAT 228

Ad07A2307 Aradu.A07 2307 p2 (AT)8 16 6233703 6233718 GGAATAAATTAACGTTTTCCTCCA GCAGAATCCAAATCAACCCA 255

Ad07A2308 Aradu.A07 2308 p3 (TTA)8 24 6236935 6236958 AATGGTTGCGGGATTACAAG GCAAAAGCAAAAAGGTTTCG 280

Ad07A2316 Aradu.A07 2316 p2 (TA)11 22 6262526 6262547 ATCTTCCACTGCATTCCCAG AAACGAACCATCAAGAATGGA 220

Ad07A2321 Aradu.A07 2321 p2 (TA)6 12 6279229 6279240 ACATATCGCCGTTTTGGTTG ATCAACGCCATTGGCATAA 107

Ad07A2322 Aradu.A07 2322 p2 (TC)6 12 6288916 6288927 TCACTAAGTTGAGCTGGCAGAG CGGAATAGCCATGGATCAGA 279

Ad07A2323 Aradu.A07 2323 p2 (TC)7 14 6293594 6293607 TCCTCAGTTTGAGGGAGGTG TCAAAACTCTTGAGAGAAGAGAATGA 254

Ad07A2324 Aradu.A07 2324 p2 (AT)6 12 6297869 6297880 CATTGATTGCAAGCATGGAT TTTAGCCTTGGTCTTGGTGC 133

Ad07A2325 Aradu.A07 2325 p2 (TA)11 22 6303755 6303776 ATCTTCCACTGCATTCCCAG AAACGAACCATCAAGAATGGA 220

Ad07A2327 Aradu.A07 2327 p4 (AAAG)5 20 6305187 6305206 TTTTCCTGTCCCGAAACAAC CTTTCCTCAAACTCAGGGCA 231

Ad07A2328 Aradu.A07 2328 p2 (AT)6 12 6309459 6309470 CAATTGGCATCTGCTGCTTA GGTGGTAAAAGGCCAGCATA 188

Ad07A2336 Aradu.A07 2336 c (ATT)5at(CAG)5 32 6323370 6323401 TGCAGGCAACGTATCTATGC AAGGGAGGGTTCAGTGAGGT 278

Ad07A2338 Aradu.A07 2338 p3 (TTC)5 15 6336552 6336566 GTTAGCCTCTTCGTCATCGC GAAAAAGACAAGTTTGCGCC 213

Ad07A2342 Aradu.A07 2342 p2 (AG)8 16 6352838 6352853 GATCCGTAGTGAAAGCCGAC AGAATTCTTACAAGGAGGGGG 271

Ad07A2344 Aradu.A07 2344 p2 (TC)9 18 6356067 6356084 GCAATGGCATCAGCTATCAA GGAAACACGCTTGCTCTACC 265

Ad07A2347 Aradu.A07 2347 p3 (TCT)6 18 6367370 6367387 TCATCAAGCTTGGTTCACCTT CCAAAACACTAACGGTGGCT 217

Ad07A2350 Aradu.A07 2350 p2 (AG)7 14 6375224 6375237 TGCAGAGCTGAAAGGTGAAA ATTCGTGACGTTTTTGCCTC 213

Ad07A2352 Aradu.A07 2352 c (TAT)7ttactaaattaatatatgtg(T)1152 6381611 6381662 AATCCATCATTGACCCCAAA CCTTGTCTTCAAAATTAAAACAGTCA 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A2356 Aradu.A07 2356 p2 (TA)8 16 6386926 6386941 TTTCCCTAGTAGCATTCCCC TGGCCACTAAAGACCTATCCA 149

Ad07A2364 Aradu.A07 2364 p2 (GC)6 12 6413582 6413593 CACGTTTTGCTTCAAGTGGA TGATACGGTTCCAGTTGGGT 150

Ad07A2371 Aradu.A07 2371 p2 (AT)6 12 6432666 6432677 TTGCTGTCATAATCGGCATT TGAACTTTGAGGAAGAAGGGA 190

Ad07A2372 Aradu.A07 2372 p2 (TA)14 28 6433704 6433731 TGCGCAGAAGAAAGAATGTG GCTTCGTTTCCTCTTTAACCG 185

Ad07A2383 Aradu.A07 2383 p3 (ATA)15 45 6495939 6495983 TGGCTGACACTTTTGTAATTTAGC TTTTTGCCATCAAAATTTATCC 229

Ad07A2385 Aradu.A07 2385 p3 (TTG)6 18 6511229 6511246 CATGAGGTGGTCAAACGAGA AACGGGACTTACTGCAATGG 249

Ad07A2386 Aradu.A07 2386 p5 (AACAA)5 25 6514211 6514235 CCAGTAGAGGCAAAGGTCCA GCTCGATTTAGTCGCACCTC 261

Ad07A2387 Aradu.A07 2387 p2 (GT)10 20 6515173 6515192 CCTCTGCTCTCATCCCTTTG CCCACACCTCAACACTACCC 118

Ad07A2388 Aradu.A07 2388 p2 (AT)8 16 6519128 6519143 CAGACAAAAGTTATATCGCACTCG GAAAATCAGTGCCCAAAACAA 170

Ad07A2390 Aradu.A07 2390 c (AT)7aa(AT)11 38 6525120 6525157 CAGAGGTGGTGAGCTATTTCG GCGCTTTGTGGAAAATCAGT 256

Ad07A2392 Aradu.A07 2392 p3 (GTC)5 15 6534228 6534242 TGCGGTCTCACACTAAATCG CCCACACCTTGAAGGAGAAC 253

Ad07A2393 Aradu.A07 2393 c (T)10ctaataatacaatcttaaataaatcaattgaattttaacatttatt(TA)668 6535698 6535765 AGCAGAATTCAAAGATCCATCA CAAATGCATGGAAAATCAAGA 238

Ad07A2395 Aradu.A07 2395 c (A)12cagagtaactcacatcattacagaaaaataatt(A)1156 6536715 6536770 TCCTTCTCGTTCTCTCTCGTG GAGAGGCCATGCAGATTGTA 265

Ad07A2397 Aradu.A07 2397 p2 (TC)6 12 6553902 6553913 AAGTTTGACCCCTCGTTGAA GTCCGAACGAGAGTGAGGAG 264

Ad07A2400 Aradu.A07 2400 p2 (TC)6 12 6586161 6586172 GATTCTGTGGGAATCCCCTT CGTCACTTGGCATGAGACAT 227

Ad07A2401 Aradu.A07 2401 p2 (TA)8 16 6594243 6594258 GCAAAATTTCCGTCTTTCTTCA AGTTCGTTCCAACTGTCCATT 218

Ad07A2402 Aradu.A07 2402 p2 (TA)6 12 6595143 6595154 GACTGGACAAATCAGTTTAACAAAAA TTCTGGTCTTTTCTTCTCTATCGTT 185

Ad07A2404 Aradu.A07 2404 p3 (TCA)18 54 6596888 6596941 CAACACCGATGAACAAGTGG CCATGGGACACTCCATGAAT 237

Ad07A2408 Aradu.A07 2408 p3 (AAG)5 15 6604745 6604759 GTCCAACGCTTCCTCATCAT TAGGGGCGGTTACTCATTTG 218

Ad07A2409 Aradu.A07 2409 p3 (AGG)8 24 6612194 6612217 GTCGAGCCAAACTTGAGGAG ATGCTCAGGAGGCTTACCAA 165

Ad07A2411 Aradu.A07 2411 p2 (TC)7 14 6622312 6622325 CTTGGCAGATGAACCAGGAT CTTAGCCCCTTTTTGCTGTG 221

Ad07A2413 Aradu.A07 2413 p2 (TG)6 12 6632319 6632330 TCCAAGTATGGCAGTTGGAA GTGTGCTTCGGACGGATAAT 223

Ad07A2415 Aradu.A07 2415 p3 (TTC)5 15 6636551 6636565 GGGTCCAACATTGAGCAGTC AGCTGACTGAATTGCAGGGT 225

Ad07A2416 Aradu.A07 2416 c (TA)10(TG)9 38 6641952 6641989 TTTTGTTGAAATGAAATGGTGA TTTCATTTGATTGGGCAACT 157

Ad07A2418 Aradu.A07 2418 p2 (AT)6 12 6669136 6669147 TATGCAGTGACGGATCCAAA GTTGGCAGAAGTTGGCAGAT 104

Ad07A2421 Aradu.A07 2421 c (TC)6ctttactcccgaactctctctctttggctctgccataagtgacggcgatgactccacgacgggaacgcggcccc(CT)7100 6673567 6673666 ATGGTACTTCGGCTGGACAC ATTGCACCGAGGAGAATGAG 185

Ad07A2424 Aradu.A07 2424 p2 (AT)6 12 6693756 6693767 GTCAGTGTGTCCGGCCTTA ATGACACGAGGACACGCATA 246

Ad07A2425 Aradu.A07 2425 p4 (TATT)5 20 6694282 6694301 TGTTGTATTCTGCCATGTCCA ATTCACCGCCATCTCACATT 272

Ad07A2426 Aradu.A07 2426 p2 (AT)6 12 6695558 6695569 CCCAATACTCTTCACACGCC GAATGAACCACCCACACGTA 227

Ad07A2429 Aradu.A07 2429 p3 (AGG)5 15 6712603 6712617 ACAAGGGGTTGAGAGGGAGT CCGAGTTGTTTATGCCGACT 199

Ad07A2430 Aradu.A07 2430 p2 (TA)6 12 6714500 6714511 CTACCCGGAGTTCTCATCCA ATCGGAGCACTTCCAAGAAA 255

Ad07A2438 Aradu.A07 2438 p2 (AT)8 16 6734226 6734241 AATAATTTTTGTTTCGGGCA ACGTTTTTATTTGATGTGAAAATCT 227

Ad07A2439 Aradu.A07 2439 p2 (AT)9 18 6734571 6734588 AATCAGTTCCTCCGTCCAAA GCATTTTTGCTTTTGGCTTC 271

Ad07A2442 Aradu.A07 2442 p2 (AT)8 16 6750726 6750741 TGGAAACTCAGATGCAGTCG GCCAACCCCAGGTAATTGAT 119



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A2443 Aradu.A07 2443 p3 (ATC)11 33 6753259 6753291 TTTTCTCCGAGTCCGCATAC ACTCGCATCATCAACATCCA 161

Ad07A2444 Aradu.A07 2444 p2 (GA)6 12 6753712 6753723 CATGCACATGTAACTTAGGCAAA AAGCCATTCGAAAATTGGTG 151

Ad07A2445 Aradu.A07 2445 p2 (TA)6 12 6756559 6756570 ATAAGAGGCACCATGATCCG TCATTCCAGCAAGAGGTATGC 181

Ad07A2447 Aradu.A07 2447 p3 (CAA)5 15 6768520 6768534 AGCTAAAGCCGAGTCACAGC TTGATGGGGTTTGACCAGAT 242

Ad07A2448 Aradu.A07 2448 p3 (TAT)5 15 6768776 6768790 GGTCAAACCCCATCAACATC CCCTTTACAACCAGTTACTCGC 196

Ad07A2449 Aradu.A07 2449 c (T)23ctctttttttttcatgatattgcagtcattttttc(T)1068 6769029 6769096 AACGCAAACAAATCTGGCTT TGTTTCGCTTGAATTTGCTG 253

Ad07A2450 Aradu.A07 2450 p3 (AAG)5 15 6770091 6770105 AGAAGGATGAGGTGGTGGTG GCACATTTCACTGTCGTTGC 149

Ad07A2454 Aradu.A07 2454 c (ACA)5tactccaatcatatccacaaccaaatatatccagaatacgcatc(AT)773 6789467 6789539 CAGAAAAACGGACAGAATCTCC GGATCCTCGTGTGGGTTATG 274

Ad07A2457 Aradu.A07 2457 c (T)10actgtgtttcgtatcattgaatttatttttatattaaattttcttccgaaataattttctcagtctagagtcagatcaaattt(TA)6105 6796152 6796256 CACATTCATATGCCCCATTG TTTGGGAATAAATTTTAGATTTTGCTA 183

Ad07A2460 Aradu.A07 2460 p2 (TA)6 12 6798337 6798348 TGTTCAATCAGGTAAATCAGATTCTT GCAAATGCTATTTTCTCTCTCTTT 247

Ad07A2461 Aradu.A07 2461 c (TA)6ataatattatatgttgtaatg(TA)849 6803526 6803574 TCTCGTGCTGATAACGTGTTG GCCTCCGTCAATTTTACACAA 273

Ad07A2462 Aradu.A07 2462 c (A)10tatttcctcaaacccaaaatttgaactttattttttaggatatga(T)1065 6803983 6804047 AGCGATGAGTTCCAAAGAAGA CTGCGCCAAACTCAACACTA 259

Ad07A2465 Aradu.A07 2465 p3 (AAG)5 15 6813122 6813136 TGGGCTTGCTCAATTGTTTAT TCGAAATTTTCCAAACAAACG 280

Ad07A2468 Aradu.A07 2468 p3 (CTT)6 18 6821164 6821181 TTACACCAAGAATTCATGCCA TAATGGGGTTCTTCCAACCA 250

Ad07A2469 Aradu.A07 2469 p3 (TCA)6 18 6821320 6821337 AAGAGAAGGGTTCCAACAGGA TAATGGGGTTCTTCCAACCA 116

Ad07A2475 Aradu.A07 2475 c (T)10at(A)10 22 6825390 6825411 GTGGGTACGGAATCTTGCAT ATCAATGCGCCAGACACATA 160

Ad07A2478 Aradu.A07 2478 p2 (TA)8 16 6827682 6827697 AGGGACTCACAACAATGAAGC GGTACACAATGATGCGATGC 226

Ad07A2480 Aradu.A07 2480 p2 (TC)6 12 6829890 6829901 TTCCATGTCTCTCCTTTCCG ACCCTCTCCATCATACGTCG 279

Ad07A2483 Aradu.A07 2483 p3 (AAT)5 15 6835283 6835297 TCAAACGAGGCAACACAATC AGTCGAGGTTGTTGGGTTTG 217

Ad07A2484 Aradu.A07 2484 p3 (GGT)6 18 6835456 6835473 CAAACCCAACAACCTCGACT GAAACATAAGCTCGAAGCGG 249

Ad07A2490 Aradu.A07 2490 c (A)10tccaagaaagatgtagaacgatttcaatcatagaatgaatatcattatttgatatgcttaagaaccaaaccattaatttggctttgg(T)11108 6850770 6850877 TGCTGTTTCAAATTCAAAGGAA TTGATGAGTGCAAGATTTGTGA 228

Ad07A2491 Aradu.A07 2491 p2 (AT)6 12 6859021 6859032 ACGCGTCATAATCTCCGAGT CACGTGGTGTGTAACGTCCT 172

Ad07A2495 Aradu.A07 2495 p3 (TTA)6 18 6875039 6875056 GGCTGGATTGCATGCTTAAT GACAAGTTATTATCTTAATGGTGACCT 269

Ad07A2496 Aradu.A07 2496 p3 (AAT)6 18 6875701 6875718 GGGTTCACGAGAAAGTGACA AGCCTCAAGTTGACGTATTTTT 268

Ad07A2499 Aradu.A07 2499 p6 (TTATTG)5 30 6881313 6881342 GAGTTGTGTGCTGATTTGCC TGCATTTGGTCTTCAATCCA 215

Ad07A2500 Aradu.A07 2500 p3 (CTT)5 15 6883143 6883157 ACTGTTACGGCACGTTTTCA AATTCACCACACCCAAAATCA 279

Ad07A2501 Aradu.A07 2501 p3 (GAA)6 18 6883884 6883901 CCTCCTCATCTTCTGCTGCT TGCACATTCTTCTTCCTCGTT 137

Ad07A2502 Aradu.A07 2502 c (A)10c(GAA)7gaggaagaggaagaggaagag(GAA)24125 6884013 6884137 TGCAGAAACGAAAGAAAAGGA CGCGCATTAACTCATTTTGA 279

Ad07A2505 Aradu.A07 2505 p2 (AT)6 12 6887348 6887359 CTCCTTGATGCCAGATCACA GGCAGAGTCCAAGGGTGATA 166

Ad07A2508 Aradu.A07 2508 p2 (TC)7 14 6895760 6895773 AAATAAGTGGGGTTGGGGAG TGATTTCATAGGTGGGACCAA 203

Ad07A2509 Aradu.A07 2509 p2 (TA)6 12 6895963 6895974 TGGTCCCACCTATGAAATCAA AGAAGACATTGGCATTTGGC 242

Ad07A2510 Aradu.A07 2510 p2 (TC)6 12 6903842 6903853 AAAGATGAAGGGCTCGGATT TCACGGTTGAAACCAAACAA 164

Ad07A2511 Aradu.A07 2511 p2 (AT)7 14 6906252 6906265 GTTTTGGGATTTTGTGGTGC ACTCGAACCCAAGACAATCG 277

Ad07A2515 Aradu.A07 2515 p3 (TGA)5 15 6919706 6919720 TGTGAAAAAGCAAGAAGCCA TCAAACATCAACCGTCCATC 164
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Ad07A2517 Aradu.A07 2517 c (CAA)7catgatgaatagtgatagtaataagtttctttcgtctattatggctactgtcatcaacaagaacaccaacaa(TTC)5108 6923694 6923801 GGGTTTCTTATCTGCTTCTGC TTGTTGTTGTTGCTGGTGGT 241

Ad07A2518 Aradu.A07 2518 p3 (TCA)9 27 6923984 6924010 CCACAAACACCAACAGCAAC CCTACCCACCACTTCTGGAG 259

Ad07A2519 Aradu.A07 2519 p3 (TCA)6 18 6924153 6924170 CTCCAGAAGTGGTGGGTAGG GAGCATGGCTTCTTTGAAGG 188

Ad07A2520 Aradu.A07 2520 p4 (TTTA)6 24 6925432 6925455 TGTGGTTATTTTTCGTTCTTTTCA TTGCATAACATGGCAAAAGTC 233

Ad07A2524 Aradu.A07 2524 c (T)10atcaataaattagacatcctccaatcctacactcacacataccacacccacacacacacgatattttc(T)1290 6937583 6937672 CCACTTGACCAACCCAAGTT TCGACATGCAATGAGCCTTA 280

Ad07A2525 Aradu.A07 2525 c (A)11ccctattattgggccaaaagataccctcttttgtccagcccaatctgattcgtcactgcgatcaattataaaaaccgaaaaatttatac(A)11111 6937789 6937899 AGGGGAACATATGCCACTTG TGCTTTTCAAAGGTTGGGAC 276

Ad07A2534 Aradu.A07 2534 p2 (TG)8 16 6959487 6959502 TTGGGGTAACTACCAAAGTTTCA AAATGCGGTGGTGAGTCTTC 262

Ad07A2535 Aradu.A07 2535 p3 (AAT)7 21 6959873 6959893 TGAACTGAGTCAAAAAGCAATCA TCACTTTTGGAGATTCATGTGG 152

Ad07A2536 Aradu.A07 2536 p2 (AT)8 16 6962145 6962160 TTCCGCCTGAAATACGAAAC GAGGTGGGTCAACAATCTCC 213

Ad07A2539 Aradu.A07 2539 c (A)10ttaagacttttgtttg(T)1137 6974362 6974398 AAACCCCCTTCTCTTTTGGA TGTTACATTTCGATTCGCCC 156

Ad07A2540 Aradu.A07 2540 c (A)10gataaaagtatatttaatgtatagtatggagcatcctttgcacgtgtag(T)1271 6974996 6975066 GGTTGCAGATTAAATTTGGTTTC TGGTCCCCTAAACTTTTCCA 185

Ad07A2543 Aradu.A07 2543 p3 (ATT)5 15 6977378 6977392 CCAATATATTCGTCCGCACA TTTGGCCATAAAAGTGCCAT 165

Ad07A2545 Aradu.A07 2545 p3 (ATT)6 18 6983572 6983589 AAAGTAGCGGTCCATTCACCT GAAAACAACGTGAGCTTCAAA 266

Ad07A2547 Aradu.A07 2547 p2 (TA)6 12 6987661 6987672 GCACATGCCAAATTGAAGTG CCTTTTTGTCACAAGTGCTGC 101

Ad07A2550 Aradu.A07 2550 c (TG)10(T)11 31 6988465 6988495 TTTTAATAGAAAGACCCCTCAAAAA TCATACTGATGACGCCTCCA 261

Ad07A2551 Aradu.A07 2551 p2 (TA)6 12 6989211 6989222 AACCACATGCTATTCTCAATTCAT GCCACTCAAGAAAGGGAAGA 280

Ad07A2552 Aradu.A07 2552 p2 (TA)6 12 6989576 6989587 TGCATTGCATTGGTGTCAT TGATCCAAACCAAACAAACAA 265

Ad07A2553 Aradu.A07 2553 p3 (ACC)5 15 6991400 6991414 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ad07A2555 Aradu.A07 2555 p3 (TTC)5 15 6998186 6998200 GACAGAAGAGAAGAGGGCGTT AAGGTCCTGAAGCTGTTCCA 280

Ad07A2556 Aradu.A07 2556 p2 (TC)17 34 6998368 6998401 GGAACAGCTTCAGGACCTTG TTCTCACATGGCAACAAAAGA 229

Ad07A2559 Aradu.A07 2559 p3 (TTA)6 18 7012806 7012823 TGAATTTTGGGATGCCATTT AGCCAGTAGCCACACTCCTC 214

Ad07A2560 Aradu.A07 2560 c (TA)6cacattacaacatataatattat(TA)647 7019483 7019529 TGCTGCAATCAAATACTCTTCTCT TGATGCGGAGAATGTCATGT 240

Ad07A2562 Aradu.A07 2562 c (A)11gagaaaagaaaatatgacaaacacaacatattgatggaccttaaatgagtaagtgaataaagttgatactataaagagtatgctttgtgtatac(A)12117 7026771 7026887 GGGCATTTTGTTCCCTTTTT TCAAGTTTGGGGAGATTTGG 244

Ad07A2565 Aradu.A07 2565 p3 (TCT)6 18 7050249 7050266 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 201

Ad07A2569 Aradu.A07 2569 c (T)11gtccggaataatatcacaagg(A)1042 7059394 7059435 CGATGGCATAGCTATTGTGG CAAGCTGCAAGCTATCCTGA 267

Ad07A2571 Aradu.A07 2571 p2 (CT)7 14 7061076 7061089 AGGCCATCATGAGTGGTAGC GCACTTGTCCAAGATTCGGT 234

Ad07A2573 Aradu.A07 2573 p3 (TTC)6 18 7072739 7072756 ATCCCTCATCAAAATCCAGC GCAAGGCCATTAGCATTGAT 152

Ad07A2574 Aradu.A07 2574 p2 (AG)16 32 7079260 7079291 GCTTACTGGTGGCGAAAAAG TCTCCATGGCCAAATTCTTC 214

Ad07A2576 Aradu.A07 2576 p2 (AG)19 38 7080143 7080180 AGCATGAATGCCCAGCTTAG ACAGATTGCTGCCTTTGCTT 208

Ad07A2581 Aradu.A07 2581 p3 (ATA)5 15 7103008 7103022 TCATATCAGCTAGCATTTTTCTTTC TCTGAATTTTCAATGGCGGT 227

Ad07A2585 Aradu.A07 2585 p3 (TAT)17 51 7114304 7114354 ACGCAACATATATTATTACAAAGTCAG ATGCACGTATATTTTGTATTGAGAA 226

Ad07A2587 Aradu.A07 2587 p2 (TA)7 14 7118514 7118527 AAATCCCGCACTTACTATCTTGA CAATATGCCGTTGCCTTTTT 139

Ad07A2589 Aradu.A07 2589 p2 (TA)6 12 7119329 7119340 TGGCATGGAGTGGTGTATTG TTTCATATTTCACGCGACAAC 264

Ad07A2590 Aradu.A07 2590 p3 (TAT)7 21 7122599 7122619 TCAAAATTATGTGTCCCAAATGA TGAATGCAACAAAATGAGAAAAA 179
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Ad07A2591 Aradu.A07 2591 p2 (TA)8 16 7123647 7123662 GAACTGGGGATTCTTTGAGG GGTGCTCTCCCAATCCAATA 240

Ad07A2593 Aradu.A07 2593 p4 (AAGA)5 20 7127388 7127407 TTGTTTCGGTCACATCACTCA GGCTTCACGTTTTTCATGGT 257

Ad07A2594 Aradu.A07 2594 p2 (CT)10 20 7127738 7127757 ACCATGAAAAACGTGAAGCC CAACTCTTGACCGTTCACCC 274

Ad07A2596 Aradu.A07 2596 p3 (AAT)5 15 7135099 7135113 GCCGTTGAATCTCTTTCCTG AAGACCCTCAGCGTTCAAAA 222

Ad07A2597 Aradu.A07 2597 c (TC)13(TA)11 48 7136451 7136498 CTTTGCGCTTTTGAAATCCT TTTATCGCTTTTTGGCACCT 220

Ad07A2599 Aradu.A07 2599 p2 (AG)6 12 7151465 7151476 TTGCACCGCTACTCTCTCCT ATTATTCTTGGCGTGCCATC 200

Ad07A2600 Aradu.A07 2600 p2 (TC)17 34 7156947 7156980 ATCTGCGCTTTTGCCTCTTA GTGATTAGGAGCCGCAACAT 234

Ad07A2601 Aradu.A07 2601 p3 (GAT)6 18 7165326 7165343 ATGTTGCAACTTCCTTTGGG CAACATAGTCCTCATCATCCGA 213

Ad07A2604 Aradu.A07 2604 p2 (AT)8 16 7182279 7182294 GAATTGGTATCAGCTTGCCA TTGCTTTTGAGCATGTAAGGAA 226

Ad07A2606 Aradu.A07 2606 p3 (TAA)9 27 7185612 7185638 TCTAATCCCTTGAGAGTTATATCCA GCTTGGTGGTTGGAGATGTT 131

Ad07A2614 Aradu.A07 2614 p3 (TTC)5 15 7210172 7210186 TTGAAAAGGGATCGAGATGG TGAGCTTGTGCTGCTTCTGT 193

Ad07A2616 Aradu.A07 2616 p3 (ATT)17 51 7217401 7217451 TGAGCCATTGTGGCAATAAC CTCACCCAATCAAGCCCTTA 196

Ad07A2617 Aradu.A07 2617 c (TG)6aaaacttatcatcaaatgttg(T)1043 7218005 7218047 TAATCACAAACCCGTGCCTT CAACTTGGAATTTGAACCCC 233

Ad07A2618 Aradu.A07 2618 p2 (AT)9 18 7218332 7218349 TTTGTAGGGGTTCAAATTCCA CTCCAATGTCCCTCGATGTC 268

Ad07A2619 Aradu.A07 2619 p4 (GAAA)5 20 7222838 7222857 AACCCATCATCCAGTACTCCC ATGATGGAGATGAGGCTTGC 260

Ad07A2620 Aradu.A07 2620 c (AT)14aaaagcatcgtttgaaatcacac(A)1061 7232405 7232465 CGAAAGAATGCAATGAACGA CGTGGTTGGTGTAAATCCACT 186

Ad07A2627 Aradu.A07 2627 p3 (AAT)7 21 7249809 7249829 GTTGGGCTGAATTTGTGGAT CCACTTTGGTGGCTGATTTT 241

Ad07A2632 Aradu.A07 2632 p2 (AT)6 12 7254559 7254570 GAAAATCAAGCCGACATGAAA TCCCATAAAAAGTGTGGGATCT 187

Ad07A2633 Aradu.A07 2633 p3 (ATT)15 45 7254917 7254961 TTAAGAAACATTATTGATTGATATGGA ATCTCCCTCAAGGCCTCAAT 120

Ad07A2634 Aradu.A07 2634 c (A)13tagtcattctcctaattaaatatgcgtagc(T)1053 7269640 7269692 TGCAATAATTGATTGGTAATTGA ACTGGGGCCCATGATATGTA 258

Ad07A2641 Aradu.A07 2641 p4 (AGAT)6 24 7276187 7276210 TCGTTGATGGTTGTGCAAAT TCCTGAGCCATATCCAGAGG 275

Ad07A2642 Aradu.A07 2642 p2 (TA)9 18 7276843 7276860 TCCTTATGGGCTGCTTCTTT CCCCACTTCCATTCTCTCAA 160

Ad07A2648 Aradu.A07 2648 p2 (AT)11 22 7291350 7291371 GGTATCCCTTGCTAAGTTGGG GACAAGAAGAAGTTGACACAGCC 259

Ad07A2650 Aradu.A07 2650 p2 (TA)6 12 7292977 7292988 GAAGAAACTGAAATTTTGTGTCTCAG TTGACCTTTCCAAAGAAGGAA 269

Ad07A2651 Aradu.A07 2651 p5 (TTTAT)6 30 7293335 7293364 ACCACACTGCCCATTAGCTC AGCCCCTTCTCATCGAATTT 219

Ad07A2653 Aradu.A07 2653 c (A)10gaaaaaaaagtgaaaaaaaaagg(A)1043 7297442 7297484 CAGAAACCAAAATATCCATAAAAAG TTTTCCATCCACGCACCTAC 259

Ad07A2663 Aradu.A07 2663 p3 (TCC)6 18 7313854 7313871 ACGCGCGCTATTATTTAACG CCTCCTCATCTTCTGCTGCT 262

Ad07A2664 Aradu.A07 2664 p3 (AAG)5 15 7314041 7314055 ACGCGCGCTATTATTTAACG TCCCTCCTCCTCATCTTCTG 267

Ad07A2665 Aradu.A07 2665 c (A)13tatgaatatg(A)10(GAT)7gaaa(AAG)573 7314946 7315018 TGAATGTAAGTTCATCCTCTTTCAA GCTCTTCTTCTCCCTCCTCC 229

Ad07A2669 Aradu.A07 2669 p2 (GT)6 12 7326980 7326991 AATGGAAAGTGTTTGGGAAAA CCCCTATACCAGCAAAACCA 279

Ad07A2672 Aradu.A07 2672 p4 (TTTA)6 24 7331059 7331082 TGTAGCGGTTTATGTTCAATTTT TGTGGATTCGAGTCTCCCTA 280

Ad07A2673 Aradu.A07 2673 c (T)11gg(A)10 23 7331310 7331332 TCGTCGACACCATATGATCC GCACCCTGATCACCAACTTT 224

Ad07A2676 Aradu.A07 2676 p4 (TTAA)5 20 7338093 7338112 AGCAGGGACTTACCTGCAAT CGGAATCTGGATGACTGGAT 186

Ad07A2677 Aradu.A07 2677 p2 (AG)16 32 7345035 7345066 TGTCACGTCACAACCCTGTT GGGTTGGGATACTGTGGTGT 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A2678 Aradu.A07 2678 c* (ACC)5(CA)6*(A)33*58 7345280 7345337 GGCCAAATTTCACAAAATCC GGTTGGTCCGACATCTTCTG 254

Ad07A2679 Aradu.A07 2679 c (AG)10aagagagtgtgtggttttcagtaattcggggttgtgtgagagatttgagtgc(AG)990 7346660 7346749 TTGGAGGTCTATCGTGGAGG ATTTGGTGAAGATTTTGGCG 271

Ad07A2681 Aradu.A07 2681 p2 (CT)7 14 7354105 7354118 TCGCTACTCATCCCGTTACC TGTCATATTTACAATTACCGCCA 206

Ad07A2688 Aradu.A07 2688 p3 (AAT)16 48 7372424 7372471 AATGATGGAATAGTTTAATATGTGGAA TGAGCAGTAGTACATGCATAATCAA 264

Ad07A2689 Aradu.A07 2689 p3 (TTA)5 15 7372588 7372602 CAAGAATTCAATTTGATTATGCATGT ATTGCCCGAGCCAATAATAA 205

Ad07A2691 Aradu.A07 2691 p3 (TTG)5 15 7377844 7377858 TGTAGCCGATCCCACCTAGT CGGCTTGATTTGATTTACTATTTGT 278

Ad07A2693 Aradu.A07 2693 c (T)10cttgttttgtttgtagttgtaaccattggctatgttttgggtgtgaaaaagtgatgaataaaattgaattaatgttactacaattatg(T)11109 7381626 7381734 GGAAGATGAATGTGGGTTGG TCCTTATTGAATTTTTAGGTTTAGTCA 246

Ad07A2694 Aradu.A07 2694 p3 (AAG)6 18 7384410 7384427 TGCACAGCTTCTTTCTCGTG TTAAGTGACACGTGGGCTTG 275

Ad07A2697 Aradu.A07 2697 p3 (ATT)5 15 7388870 7388884 GAAGTGATTGTAACGCACGC TGAAATGTGAAACCCGACAA 216

Ad07A2698 Aradu.A07 2698 p3 (AGA)5 15 7389303 7389317 CCCCCTTAGGGAAATTGTGT TCCTCAGAACCTGCCTGTTT 260

Ad07A2701 Aradu.A07 2701 p2 (AT)7 14 7397313 7397326 TTTGTGTGTGTTGTCAAGGAAA ACCCACATGTGTCAGTCGAG 278

Ad07A2702 Aradu.A07 2702 p2 (AG)6 12 7417745 7417756 TTGGAAGAAGAATGGATCGG AATGCCAAAACTCAGGATGC 241

Ad07A2703 Aradu.A07 2703 p3 (GAA)21 63 7418836 7418898 TGCGAACAGTGAGTGGTTCT ATGGTCATTGAGGGCTGAAA 182

Ad07A2705 Aradu.A07 2705 p2 (AG)7 14 7423780 7423793 TTTGGAATGTGATTAGGGTGAA GCCATTTCAAGCTCAGGTTT 180

Ad07A2706 Aradu.A07 2706 p2 (AG)27 54 7426430 7426483 TGAATGTGATTGGGGAGAAA CACCCCATTTAAGTATGCCA 222

Ad07A2710 Aradu.A07 2710 p3 (AGC)6 18 7431510 7431527 CCCCAAAACCAACAAAGAAA TTGGTTCTGCCATTTGAACA 264

Ad07A2717 Aradu.A07 2717 p2 (GA)17 34 7452006 7452039 AGCGAATTAGGCAACACCAC GGAGAGACCCAAAAACACCA 183

Ad07A2720 Aradu.A07 2720 p2 (AT)7 14 7460647 7460660 TTGATGTATTTATGTTGGACACGA TTTGTTGTTAAAATATGGCTGCAT 217

Ad07A2722 Aradu.A07 2722 c (A)10g(A)12 23 7463265 7463287 AGTACAAGCGTCCACCACCT AAAGCGGTTCCACACTGTTC 102

Ad07A2723 Aradu.A07 2723 c (GTA)5g(TTA)14 58 7466396 7466453 GGGTTGGTCAGTCAACTGGT GCCCAAACTATCAGCGTGTT 274

Ad07A2724 Aradu.A07 2724 c (TTTG)6(T)11 35 7469052 7469086 TTGATGGTGCCCAACTTTTT TCAGCTTGAGAGTGGGCTTT 256

Ad07A2725 Aradu.A07 2725 p3 (AAC)5 15 7469605 7469619 GGTGCAGGATTAATGGTTCC ACTAACCAACCCCACCTTCC 140

Ad07A2729 Aradu.A07 2729 p2 (TG)6 12 7480139 7480150 TGCCATCATTCTCCACTGAA TCTCGGCACACTGAGAACAT 225

Ad07A2732 Aradu.A07 2732 c (A)10gtgggaattgaattattcgacaattgtg(TA)650 7504471 7504520 CCAACTAAAGATTTGACTTTGAAGC ACCATAGGTATGGCCACCAG 114

Ad07A2737 Aradu.A07 2737 p2 (AT)8 16 7538480 7538495 GCATTGAACAGGAGTGACGA CGTAGGAACCGAACAACCAT 273

Ad07A2739 Aradu.A07 2739 p4 (TTAT)6 24 7540893 7540916 CCAAACATCGTTAGATGCTTTTTA TTTGATCAGAATCTCGTGCTG 266

Ad07A2740 Aradu.A07 2740 p4 (TTAT)10 40 7545886 7545925 GCAAATACTTCCTCTCTCTTTCCTT TTGGATAGATTGTCTTTGCATTG 259

Ad07A2757 Aradu.A07 2757 p3 (AAC)6 18 7589053 7589070 CCAATAATAGCAAGGCAAGCA CCCTCCATGCTGAACCTTTA 247

Ad07A2759 Aradu.A07 2759 c (A)10ctatgaaaatattttaaataaacaaaagaaaaaattaaaag(A)1061 7592218 7592278 TGCAGATCTATTGGTGCACAT AATGCAAATCCACCAAATCC 263

Ad07A2762 Aradu.A07 2762 c (CAT)5t(ATC)5 31 7595615 7595645 GCCACTCAGAAATCCCAAAG TGGTAATGCCTTGGATTGAA 198

Ad07A2764 Aradu.A07 2764 p5 (AATTA)5 25 7604217 7604241 TCCCTAACAAATTCAAGAAAATCA AACGATGCACTAGAAGTTTATTTACA 279

Ad07A2765 Aradu.A07 2765 c (TTAAA)5tccttgctaaacttcttttgcttagttaatataatatttgaaac(TTAAA)699 7604396 7604494 TTCTAGTGCATCGTTAATCTAACATTT CAAATGCAAGTTCGAGTGATAAA 239

Ad07A2769 Aradu.A07 2769 c (T)12agcatatatagaatcattacttggttgttggttcctacaacacatttatagggtaacaactaacaactaatcagtgctgctgtatttcaaaaataatt(A)12122 7607684 7607805 ATTTGATGCCACCCAAACAT GCATATCAATGAGTGCCGTG 276

Ad07A2772 Aradu.A07 2772 p3 (AGA)8 24 7611173 7611196 GATCAATGGCCTTGCTGATT CTCCACCAGAAACCACCACT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A2777 Aradu.A07 2777 c (TTC)5tgtccttcaaggatagctgcttttttttaggttactttaggtgatgccagttattttggggacaggtttagcatatataca(ATTTT)5121 7638113 7638233 GCTTGATGCTGGGGTTATGT AAGCACAAAAACATTGCAAAA 244

Ad07A2778 Aradu.A07 2778 p3 (AAT)10 30 7638467 7638496 TGGCAAGTTTCTTATGTGGTG CCACATGTTTAATACTTTTTGCAACT 212

Ad07A2781 Aradu.A07 2781 p5 (GTATA)5 25 7643353 7643377 CCGCTAAAATAATCACATGCAG CATCAAAGGGGTGAATCCAT 274

Ad07A2784 Aradu.A07 2784 p2 (TG)6 12 7648734 7648745 GGGTGTTTGTTTGGCAGATT TTAATAACCGCGCATGATGA 275

Ad07A2785 Aradu.A07 2785 p3 (TCA)5 15 7653236 7653250 CTGCCATGAGACATGGTTGT GTGAAGCTCAAAGGCAAAGG 244

Ad07A2790 Aradu.A07 2790 p2 (TA)8 16 7675507 7675522 TGCTTTGGACAATATTGGTTTT TCATTTTACGTGTCACCAATGT 280

Ad07A2795 Aradu.A07 2795 p3 (TCA)6 18 7685903 7685920 TGGACCTATATATAATTGCATGGTTG GCTGAACGAGGATTTGGAGA 137

Ad07A2810 Aradu.A07 2810 p3 (ATT)5 15 7730075 7730089 AGCTGCTGAAGCTGAACCTC GGTGGAGAGAGTAAGGCAAGC 250

Ad07A2813 Aradu.A07 2813 p2 (TA)10 20 7733214 7733233 TTTGTCAAAATTAGGCCAGATAAA AAAAACAGTGAATCAAATCTTGAAC 185

Ad07A2814 Aradu.A07 2814 p2 (GA)7 14 7737460 7737473 GGCAAGATCTGAACAGAGGG CAGCTGTACAACCACGCAGT 267

Ad07A2817 Aradu.A07 2817 p3 (ATT)7 21 7743226 7743246 AGCTGCTGAAGCTGAACCTC CGCGGAGAGAGTAAGACAGC 249

Ad07A2818 Aradu.A07 2818 p3 (GAT)6 18 7746152 7746169 TCTGGGGAAACAAAACTTGC AATCTCGGATATGAGTCCGC 221

Ad07A2820 Aradu.A07 2820 p3 (ATA)5 15 7747448 7747462 TGCAAAGGAAAATGAGCAAG AGGAGGGAGAGGAGGCTATG 176

Ad07A2828 Aradu.A07 2828 c (T)10gcataggagctaatcaattaaaaaaaaatcaaaaatcggattgaa(T)1368 7780763 7780830 CCCTGAACTTTATTTTTATGGGA GCTTGTCTGGAGATGGAAACA 280

Ad07A2831 Aradu.A07 2831 p2 (TA)6 12 7788564 7788575 GCTCTTTCCTAAAAATATTGGCA TTTGGGTAAATTGCCCTGAT 214

Ad07A2832 Aradu.A07 2832 c (TA)8atttaataaatgagatctattaatctttatccaatgaagaccat(TA)978 7796173 7796250 TCGCAGGTCAAAGGAAACTC GAACATTAATAATCCAAAAAGATCAA 235

Ad07A2835 Aradu.A07 2835 c (A)10tcctaattttttacgactttatacggtccaattcacaaatgttacataacttaattatacctaattaataactatgcaaataac(A)10104 7806775 7806878 CCCAATGCACATCCTACAAA TCTTAAAAATTTCAGCCATCCA 262

Ad07A2836 Aradu.A07 2836 p3 (AAT)5 15 7808366 7808380 TTTTTGTTGCTAAATTTTATTCCCT TCATTGTTCATAAAAATAATGCCA 191

Ad07A2838 Aradu.A07 2838 p2 (AT)7 14 7810333 7810346 CCATATGCGTGGCAGTTTTA GGCCTGTGATTTCATTCCAT 165

Ad07A2844 Aradu.A07 2844 p3 (CTT)5 15 7816999 7817013 CACCCAAACGGTTACAGAAA TCATCGTCGTATTTCTCCTCG 264

Ad07A2845 Aradu.A07 2845 c (GAA)9gaggaggaggtacggaaaaagaaaaaaaaaggagaaaaaaaagaggaggcatagagaaag(A)1097 7817146 7817242 CGAGGAGAAATACGACGATGA GAAGAATTCTCCACATACAAGCA 182

Ad07A2850 Aradu.A07 2850 p2 (TA)6 12 7834838 7834849 TGTCAAATTTGGATGAGACTTTTC TCCATAATTCTTTCACGTGATGTT 226

Ad07A2857 Aradu.A07 2857 p3 (TTA)8 24 7843943 7843966 CGAAAATGTTATGAATGACAACC TTGATGCACACAATAATAGTGACCT 276

Ad07A2858 Aradu.A07 2858 p3 (ATC)5 15 7853512 7853526 TTGTCTGCTGTGAAGTTCCG GGTTCTACGCTTCAGAGCCA 128

Ad07A2860 Aradu.A07 2860 c (A)10gtagtgtatgtgagtgaatgtgttctgtcaaccaaaaataaaaaaatatgtcaatttaa(T)1079 7875245 7875323 TGGACAATGACACAATGAAAGAA TTTTTCAATCGGTCAACTTTATT 267

Ad07A2869 Aradu.A07 2869 p5 (TATTT)5 25 7929233 7929257 CGATCGGTTGTTTTTAAGGG TGGGGCTTAGAGTGACGC 277

Ad07A2871 Aradu.A07 2871 p3 (AGA)6 18 7935452 7935469 CGGTCTTAGGTGCCATTGAT CTATACCTTGGCCGAATCCA 164

Ad07A2874 Aradu.A07 2874 c (A)10gagaaaaacgaaaaaaaaaggagaaaagaaaacg(A)1054 7951744 7951797 TGTGGTGGCAACACTTTTGT TTTGCCTTGGATCACAACTTT 275

Ad07A2875 Aradu.A07 2875 p2 (AC)6 12 7959434 7959445 CGACACGCATGAAGACAAAC AAGCACAACAAAGAAAAAGCC 169

Ad07A2877 Aradu.A07 2877 c (A)11tgatattcgtacactaaaattaatcattaatatatt(TA)1067 7963219 7963285 TTTTTGTTTTGAGAAGAGGCAA GACCTGGGCTTTATCGTTGA 207

Ad07A2880 Aradu.A07 2880 c (AAG)5gagaaagagaaagcaagaaacaaaagaa(AAG)5aggaagag(GAA)581 7976265 7976345 GAGGAAGAAGAACGTGCAGC CGAATAAACCCCAAAAACGA 269

Ad07A2882 Aradu.A07 2882 p3 (TAA)5 15 7978765 7978779 TGAATAAGACAACACGAACATTGA TTTTTCTTCTTATGTTGCCGA 254

Ad07A2887 Aradu.A07 2887 p2 (AT)6 12 8001130 8001141 CAATGGAGAGTAAGGAGTTAATGTTG TTTTACTCCTCATCTTTCATGCAG 237

Ad07A2889 Aradu.A07 2889 p3 (TAT)5 15 8022604 8022618 TTTTTCTTCTTATGTTGCCGA TGAATAAGACAACACGAACATTGA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A2895 Aradu.A07 2895 c (T)10(A)10 20 8037133 8037152 GGCCCATAGGTTTAGGGTTC TTGGTCTAGGCGGAGAATTG 279

Ad07A2897 Aradu.A07 2897 c (TTA)7tgatcattatcattttcaatcatgtggtgatgatgatgttttgtgctac(AAG)585 8039995 8040079 TAATGCCGTTGCAATCATTC CATGTACGCCGCTAAATCAA 218

Ad07A2898 Aradu.A07 2898 p3 (TTC)6 18 8040196 8040213 GATTTAGCGGCGTACATGG GCTAGGAAAACCAGCAACAAA 280

Ad07A2901 Aradu.A07 2901 p3 (ATT)5 15 8042182 8042196 AACCCGTGAATTTGACAAGG TTGTTTGGTGACAGGACGAA 154

Ad07A2904 Aradu.A07 2904 c (CCA)6gaactaga(ACC)541 8066121 8066161 AAATTTCTTTCGTCCCTCGG TCTGAGTTTGGCAGTGGATG 179

Ad07A2905 Aradu.A07 2905 p3 (GAA)18 54 8066446 8066499 ACAGAAGAAGAAGAAGCGGG TGGTCCCCAAAGTTTCAGTT 275

Ad07A2909 Aradu.A07 2909 p2 (GT)6 12 8078510 8078521 TGACTTTCACTTTTTGGGGG CTTGCTCGCTTCAATGTCAA 210

Ad07A2911 Aradu.A07 2911 c (A)11cttttgatgtccaaaaatttcttgcataagaattgctaaattatcacttattcaagaatg(A)1081 8082407 8082487 TCATACAATCATACCAGAACCACA ATTTTCACATCGCAACCAAA 257

Ad07A2913 Aradu.A07 2913 p2 (AG)6 12 8098659 8098670 TCCTTGTGCATATGCTTGGA TGCCAATTTCATCCTAGTGC 260

Ad07A2915 Aradu.A07 2915 p3 (TTA)5 15 8099845 8099859 TTGTTGTTTTTGATTTACATTTGGA GGTAGGGTGTTGGGGCTTAT 247

Ad07A2916 Aradu.A07 2916 p3 (GAG)6 18 8108664 8108681 ACCTCACCAGAAGAGCCAGA AGATGGCGAAGACAAATGCT 250

Ad07A2919 Aradu.A07 2919 p3 (TTG)20 60 8128693 8128752 ATAGCCAACTCCGCCTAGTG GTGCTTGTTTGTGTGCCATT 279

Ad07A2923 Aradu.A07 2923 p3 (AAG)6 18 8148507 8148524 AACTCCAATTCGGTCCAACA CCATTTCATTGGGTTAGGGA 235

Ad07A2924 Aradu.A07 2924 p2 (TA)6 12 8152895 8152906 GGCCTGTCCCTCAGAATGTA TTGATTTGTTCGATTGCTTCA 129

Ad07A2925 Aradu.A07 2925 c (TA)7attttac(AT)6 33 8154429 8154461 TCGTGAGCTGGCTCGATTAT GTTCGGCTCAATGAAAGCTC 200

Ad07A2930 Aradu.A07 2930 c (GGT)5tctggttc(TGG)641 8168207 8168247 TGATGAGGATGACGATGATGA CTACCCCTTCTTCCCCAAAA 118

Ad07A2938 Aradu.A07 2938 c (A)13caattctgcgagaacacaagcataattcacaaacctacacttctaaagctaacacaatttcaatgttggatt(A)1398 8181209 8181306 CGAACAGGTGAAAAGCACAA CCTCCACCATACTCACTCCC 278

Ad07A2944 Aradu.A07 2944 p2 (CG)6 12 8200200 8200211 TACACGTCACGTTGTGCCTT TGGTGTTTGGAAGTGTTGGA 221

Ad07A2945 Aradu.A07 2945 p3 (GAT)5 15 8205160 8205174 TAAAAGGGGGTGGTTCAATG TGGAAGGAGGAGGAGAGTCA 114

Ad07A2947 Aradu.A07 2947 p2 (AC)8 16 8209164 8209179 GGTCCTTGGCCCAACTAAAC CAAGGCTGGAAATTCGAAGA 275

Ad07A2948 Aradu.A07 2948 p2 (TA)9 18 8215597 8215614 TTCTGACGCGTGCATAAAAG TGTCGAAAGTGGACTCCAAA 252

Ad07A2952 Aradu.A07 2952 c (ATT)15tgtaatatatg(CGGTT)581 8229451 8229531 TTTTTGTGTCGTCTTTTAACCG GGACCGATTCAAACCAAAAA 268

Ad07A2953 Aradu.A07 2953 p2 (TA)6 12 8233206 8233217 AGCATTGATGGTAGGAGCTGA TTGAATAATGCATTGGATCACC 113

Ad07A2954 Aradu.A07 2954 p3 (TCA)5 15 8233409 8233423 CATCAACTTGAATTCTTGACCAG GCAAAAGAACAATTGAAGAAGACA 280

Ad07A2956 Aradu.A07 2956 c (T)12aactttcaaaatacctttttaaagaattaagaacatatag(A)1062 8239666 8239727 TTTTGTCACTATCATTCTTTTGCTT CACAAACTATATTTCATGAATCCACA 247

Ad07A2959 Aradu.A07 2959 p2 (AT)6 12 8258164 8258175 AACGTGCCAGGTACAATATCA GTCCGGTTCGGTTTTCAA 249

Ad07A2965 Aradu.A07 2965 p3 (ATA)6 18 8272188 8272205 AAGGATTTGGTAAAGGTGGAATC AATCGGTTCGACCAAATCTAA 280

Ad07A2971 Aradu.A07 2971 c (TTC)5ccccataaccaccacctctactccgccgaccaccacacggccgcccattctctcaccgtcacccactcatcctcgttt(TC)6105 8293613 8293717 TTCAAAACAAGAGGCAACCC GACGGAATGGGTGAGAGAGA 227

Ad07A2978 Aradu.A07 2978 p3 (GTG)5 15 8314087 8314101 CAACTGAAACGGGGTCGTAT TTCACCCAATCGAGGTTCTC 275

Ad07A2981 Aradu.A07 2981 c (A)10gcgtattaaaagtatcaaattaaggacaaataaatgaataac(ATA)567 8334820 8334886 GCTCTCCTTTTCGGTCAAGA CTGCGCACAGACCTCGTAT 277

Ad07A2991 Aradu.A07 2991 c (A)10c(A)10 21 8351970 8351990 ACAGTTGAATGTTGCGACGA TGCCAATGATTTCTCGTTTG 124

Ad07A2995 Aradu.A07 2995 p3 (ACA)10 30 8359774 8359803 AAAGTTGGATCGTTTAGGCG TCCATGAGGTGGTCAAACAA 245

Ad07A2999 Aradu.A07 2999 c (ATAC)9(AT)12(AC)876 8363770 8363845 CCGTATAACCGCTCAAGAGA TTTTCGCAAGAGGGATAGGA 214

Ad07A3002 Aradu.A07 3002 p3 (CAA)5 15 8378018 8378032 AGTGTGTGAAGAGGGCAACC AGGCTGCTTCCCATACCTTT 167
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Ad07A3003 Aradu.A07 3003 c (TAT)6gttattattattattg(TTA)549 8387733 8387781 GGATCATCCTCGATGGGTAAG AAATTATTCTCATGGTCATATCCAC 248

Ad07A3005 Aradu.A07 3005 p2 (AT)10 20 8390884 8390903 CACGCTCTGGAAACAGAACA TATGGAGAGGCAGGGTTTTG 217

Ad07A3006 Aradu.A07 3006 p3 (ATA)7 21 8392811 8392831 CAAAACTTATATCTATGAAAGTGACCG TGAAAACAAAAGGCGGTTTA 238

Ad07A3009 Aradu.A07 3009 p3 (TAA)5 15 8397401 8397415 CACACACGTAACCTAATGCAAA AATTGCCGTAAGTATTAAATTGGA 200

Ad07A3016 Aradu.A07 3016 c (A)12cataaaaagagaaagagatgataagaaaaggtcgacatcagcaaaggtgtcaagaccttgcttctttgcatgatatcaatgctcgtcaacgaa(T)10115 8424447 8424561 CCCAAAAAGTGTGTGACGAA TGTCACAACACGCGTATACAAA 240

Ad07A3018 Aradu.A07 3018 p2 (TA)10 20 8427071 8427090 CAATCCCGTTCTTGCATTTT GGAGTGCCTTCATGCTTTGT 270

Ad07A3020 Aradu.A07 3020 p2 (TA)8 16 8437662 8437677 TTCAACCAAGTAAAACAGCTCAA CGAAGAATCGAACACTTCGC 254

Ad07A3022 Aradu.A07 3022 p2 (GA)18 36 8440852 8440887 GATTGCACAGACAGCAGCAT AGGGCCTAACCATCATTTCC 259

Ad07A3026 Aradu.A07 3026 c (A)10ctccttgaatgta(T)11acatgaaagatttacgtctttatagttaaatcttttataaag(A)1086 8467543 8467628 GCAAGTGTTGCGGAGGTTAT AAGCGCGGGATTTAAAAAGT 271

Ad07A3027 Aradu.A07 3027 p2 (CA)7 14 8468328 8468341 TCAATTCTCGGAACGCTTCT AAGATGACGAGCCTCGAAGA 159

Ad07A3029 Aradu.A07 3029 p5 (ATTTA)5 25 8470020 8470044 TTTCTCCTAATAATTGGTAAACGG TGGAACGGTTACTTTGATTTTT 274

Ad07A3033 Aradu.A07 3033 c* (A)10(AT)11* 31 8481727 8481757 CCCGAATAGACAAAGAAGGG AGCTTAAGGGGGAGTGTTGG 208

Ad07A3035 Aradu.A07 3035 p5 (AAATA)5 25 8487185 8487209 TCTGCACAATTTTACGCTGC GCACACCAATGATTCGGTTA 280

Ad07A3039 Aradu.A07 3039 p3 (AAG)6 18 8532301 8532318 ATGGCCTCAGTGAAGGAAAA AAACAAACGGATAACGCCAG 261

Ad07A3040 Aradu.A07 3040 p3 (ATA)6 18 8539359 8539376 TTTCAGTGCGGTTGAGATTG TCAGGGAGGAGGAAGAGGTT 273

Ad07A3042 Aradu.A07 3042 c (CAT)5ctttgtcatcaccatcatcatccc(CAT)760 8544004 8544063 TCCCAATAAGGTTTGTGGAAA TCCGAGAAAGAGAGGCTTCC 196

Ad07A3048 Aradu.A07 3048 p2 (AT)7 14 8556228 8556241 GCATACCAATTCCATTTCCG GTCATGCATGTGGTTCTTGC 211

Ad07A3049 Aradu.A07 3049 p2 (TA)6 12 8556493 8556504 GCACGTGAGCAATCAGTCAT TTCCAAGGGGTAGAAGAAGAAA 278

Ad07A3055 Aradu.A07 3055 p2 (TA)7 14 8562061 8562074 TGTAAAGCGTTTCTAGCACATTT TTTTCAACGAATTTTAATGATCTGA 261

Ad07A3068 Aradu.A07 3068 p2 (AT)6 12 8579338 8579349 AAAAGTAGGGGTGTTTATATGGATT CCTATCCAAACTTCACATATCCG 161

Ad07A3069 Aradu.A07 3069 p3 (AAG)5 15 8579772 8579786 CATGGAAATGACGAGGTCAA GCATGTGTGTTCCATGCTTC 185

Ad07A3071 Aradu.A07 3071 p2 (TA)6 12 8583285 8583296 TCATGTAAAGTTGATAGCTAAAAGTCG GCATGGGTGCTTCTCTCCTA 257

Ad07A3072 Aradu.A07 3072 p2 (AT)11 22 8587997 8588018 AAATCAACCCTGCTAGCCC GGCATTACCGCGTTACAAGT 258

Ad07A3077 Aradu.A07 3077 p3 (GAA)6 18 8606224 8606241 GGAGGTTTGGATTTGGGTTT TTCCATTTTCAATCATCGCA 200

Ad07A3080 Aradu.A07 3080 p3 (TAA)6 18 8608105 8608122 GGAGTCAGTTCAGTCCTGGG CTCCTATTCCTGAGGCCCAT 254

Ad07A3082 Aradu.A07 3082 p3 (TTC)5 15 8609453 8609467 TTATTTTGTGCAACCCATGC TGAATGATCCTTTCAATGCTTC 274

Ad07A3083 Aradu.A07 3083 p5 (AAAAG)8 40 8609637 8609676 TGGCAGTTAGCCAAACATAGG AATTGGAGCCAACAAAGTGC 203

Ad07A3084 Aradu.A07 3084 p2 (AG)13 26 8611127 8611152 GATGGAGCTTTTGTTCACCTG TGAGAAGCTTCAACTCCTTCG 211

Ad07A3085 Aradu.A07 3085 p3 (TTA)9 27 8611262 8611288 TGCTGCTCTCTTTTGCTCTCT GCATTTTGGTAAATTCAGGCA 234

Ad07A3093 Aradu.A07 3093 c (A)10taacttcagataaataaaaagaagaaaagttacgcaaataaaaattcatataaattt(A)1178 8631088 8631165 GGGACTAACAAAATAATTAAACCATAA TCGTCCATCATCTTAAAATTGAAC 280

Ad07A3095 Aradu.A07 3095 p3 (GAA)10 30 8632485 8632514 ATCTTTCTTCATTGTGCCGC ACCCTTAGCTTTCTTCCCCA 190

Ad07A3096 Aradu.A07 3096 p2 (TA)6 12 8633024 8633035 ACTCTCTGCCTTTTTCCGCT CCCAACACTCCGATCGATAA 247

Ad07A3099 Aradu.A07 3099 p3 (AGG)5 15 8662645 8662659 ATCACAATGGGCTGAGAAGG TAGAGAGTCCAGGAGGCCAA 119

Ad07A3106 Aradu.A07 3106 p3 (TCT)6 18 8677426 8677443 TGGACCCATGTTGTTGAGAA TGAAGGGAGCATGAGATTGG 231
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Ad07A3109 Aradu.A07 3109 p3 (ATA)6 18 8680530 8680547 TTGTGCTTGCATGGAACTGT TGGCCACCAAATTGTACTCA 217

Ad07A3116 Aradu.A07 3116 p3 (TAA)5 15 8700361 8700375 CTTGGGTAGGTTTTACAAATTCA GAATGCAACACCTTGGGAAC 169

Ad07A3117 Aradu.A07 3117 c (T)10aatctttcacataaaatattaatttttttctgggatatactatgatatctcatgatcaccgttcattttcttttcagttttgtt(TTA)13133 8701292 8701424 TCATCAACACCCAACTGAGC CACCTTATCTAATAGCAGACGTTCC 257

Ad07A3120 Aradu.A07 3120 p3 (TCA)6 18 8713211 8713228 TGGTCCCCTAACACCTTCAG AATTGGATGCCAAGTTGGAG 252

Ad07A3125 Aradu.A07 3125 p2 (GA)6 12 8723055 8723066 TTTGGATTTGGTTTGAAGGG TGGATTCAAAAGCTTCCACC 209

Ad07A3126 Aradu.A07 3126 p2 (TA)6 12 8723437 8723448 GGATAATTTTTGTCTCCATGCC ATTTGTAGCCACCAAAAGCG 265

Ad07A3127 Aradu.A07 3127 p2 (CT)6 12 8724198 8724209 ACGAGATCATAGGTGGCTGG ACAATCGGTGACTAGCGTGA 274

Ad07A3128 Aradu.A07 3128 p2 (TA)10 20 8724418 8724437 TCACGCTAGTCACCGATTGT GGTGAATCAAATCTTGAATCGTT 167

Ad07A3129 Aradu.A07 3129 p3 (TAA)6 18 8725665 8725682 CTCCCCTTTAGTGGATGCAA AAAGCCATGCATTTTCTGCT 244

Ad07A3131 Aradu.A07 3131 p3 (CTC)5 15 8731724 8731738 AGTCTGAAACCGGGAAACCT GTCAAGAAAGAGGAGCACCG 168

Ad07A3138 Aradu.A07 3138 c (CT)6tcccaaaacaagattcc(CT)641 8744989 8745029 CCGAAAAAGGAGTGTTGGAA ATGTTAAGGCGCGTCGAG 235

Ad07A3139 Aradu.A07 3139 p3 (ACA)5 15 8745665 8745679 CACACACCCCATTCTCCTCT ACAAAACTGGCTTCAATGGC 275

Ad07A3143 Aradu.A07 3143 p2 (TC)12 24 8769687 8769710 CTCCATCACTGCTACCACCA GGTGGTGATGAAAGTTCGGT 231

Ad07A3146 Aradu.A07 3146 p3 (TCT)6 18 8779719 8779736 CCCCCATAGCCGAAACTACT GCTTTTGTCTTCCCTTTCCC 199

Ad07A3148 Aradu.A07 3148 p4 (TTTA)5 20 8791029 8791048 TTGCATTCCGTTCTTGTGTC TCCAAGGCTACATCAAATCG 265

Ad07A3158 Aradu.A07 3158 p3 (ATA)5 15 8821221 8821235 TTGGATGAACTTATGCGCTG ACACACAGGGATGTGGTGAA 257

Ad07A3159 Aradu.A07 3159 p3 (ATT)5 15 8822765 8822779 CAACAACACATAAAAGAGTGAACAAA CTTCGTCATCACGTAACCGA 189

Ad07A3160 Aradu.A07 3160 p2 (GA)22 44 8832822 8832865 CAAAGCGGAGCACAAACATA TACCCCTTGTCCATCTTCCA 277

Ad07A3161 Aradu.A07 3161 c (TTG)5ttatta(TTG)639 8833139 8833177 AGAGCTCAATGGCGTTGTTT TGGTCCCCTCTCATTTTCAC 218

Ad07A3164 Aradu.A07 3164 p4 (TTAT)6 24 8848732 8848755 TGTACAATGCACCATATGAAAAGTT AACATTTCCAAAAACACCCG 235

Ad07A3166 Aradu.A07 3166 p2 (CT)7 14 8850816 8850829 CGACTGCACGAAATTCAAGA TGGTAGCAGATAGCAGGGGT 226

Ad07A3170 Aradu.A07 3170 p2 (AT)6 12 8861322 8861333 CACCATCAACTTCAAAGCCA CACATAGCATGTACTAAAACAAAGGC 262

Ad07A3174 Aradu.A07 3174 p2 (TC)20 40 8865529 8865568 TTAAGCGACCTTCTCCTCCC AGAGCGACGACGATTTGAGT 180

Ad07A3175 Aradu.A07 3175 p2 (TA)6 12 8869198 8869209 AGAGCGATAGCACAGCGAAT TCAGATAAACCAAATTTTAAACCGA 178

Ad07A3178 Aradu.A07 3178 p2 (TA)6 12 8874777 8874788 TGAATATTTGGACGATGGAAA TTTTGCTACTATCATTCTTTTGCTTT 172

Ad07A3181 Aradu.A07 3181 p3 (AAT)5 15 8878942 8878956 TCTTAGGTTTGGTGGGGAGA GAAGCGGTGGAGTTGAAGAG 145

Ad07A3184 Aradu.A07 3184 p3 (ATA)5 15 8881044 8881058 GCATGATTTTTGGATTTTGG CAAATAAACAACGTAAAGGCACA 236

Ad07A3190 Aradu.A07 3190 c (T)10gtcatatacactcgggcactacatcttttagcattttataacaaacaagtgcatatatgcatgtatccac(T)1090 8895938 8896027 ACTTCGGCTGCAAATAGGTG CCTCAAGCCCAGTTATGGAA 204

Ad07A3194 Aradu.A07 3194 p4 (AAAT)6 24 8900003 8900026 GTTGGCTTTGCCATTTGACT TTTCATCCATCCCCCTTTTT 252

Ad07A3200 Aradu.A07 3200 p2 (TC)12 24 8930095 8930118 GACCGGACCGTAACAGTCTT TGCAGGAAGAGAGGCAAGAT 161

Ad07A3202 Aradu.A07 3202 p3 (CAT)5 15 8939335 8939349 CAAGAAACCATGTCATGTCCA TCCAGATGCAGCAGCAAGTA 190

Ad07A3203 Aradu.A07 3203 p2 (TA)7 14 8940105 8940118 TCATCAAAGACAAAAAGGAAAGG GCTGATGAACCCCACAAGTT 145

Ad07A3205 Aradu.A07 3205 p3 (CTT)6 18 8942615 8942632 AGTTTAAAGGCCAATGGCAA TGAATTTGATTGATGCGGAA 271

Ad07A3206 Aradu.A07 3206 p2 (AT)6 12 8942997 8943008 CGTTCTTCCTTTGCTCGTTC CAGAAACTGCGAAGACGACA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A3212 Aradu.A07 3212 c (T)10ggtaaataactattcttac(TAT)647 8973949 8973995 GATTTTCTTAAAAATTTGATTTCAGAC TGGTACGACATTTTTGGCAG 190

Ad07A3213 Aradu.A07 3213 p3 (ATA)12 36 8977212 8977247 GACTATCTGAAATCCTCAATAAGGC GCATGCAAAAGCAAGTCTCA 275

Ad07A3214 Aradu.A07 3214 p2 (AT)6 12 8977476 8977487 GAAATATTGTGAGACTTGCTTTTGC TTGACCTTTTTAACAATAGATTGACC 100

Ad07A3217 Aradu.A07 3217 p3 (AAT)8 24 8986375 8986398 AAACACAAATCGGAGGGTCC GGATCATCCACAATGGGTAA 276

Ad07A3223 Aradu.A07 3223 p2 (AG)7 14 8997374 8997387 TTCTTCTTCTCCATACCCGC TTTCGTGCAAGAAGCTGATG 250

Ad07A3224 Aradu.A07 3224 p2 (AG)13 26 9003132 9003157 GTGGAACGCCTTTTCAGCTA CGAATAAAGAAAGAATGAAGCACC 210

Ad07A3228 Aradu.A07 3228 c (A)10gtagctagagttagggttcaaaagtgttactaaaagtattatctacctatgatgttacaaaatccataatctctcactctgaac(A)11105 9016311 9016415 TGGCCCAATTCTATGTTTCC TTTCTTCATACCCATTAGCTACG 280

Ad07A3236 Aradu.A07 3236 p3 (ATT)6 18 9032490 9032507 GAGGCCAACTAAAATTGACAAAA TGCATCAAAATTCAACTCATCA 236

Ad07A3240 Aradu.A07 3240 p3 (GAA)6 18 9057909 9057926 CTCTCACTGACAATGCCGAA CCAATCCTTGGTCTTCGTGT 251

Ad07A3241 Aradu.A07 3241 p2 (AG)7 14 9071735 9071748 AACAGAGATGGAATATCGCAA GCATCTGCTAGGTATGTGGGA 269

Ad07A3243 Aradu.A07 3243 c (T)12ggtcttttttttgtcagggagtgctttcg(T)1051 9074016 9074066 TCGAGGGTTTAAGGGGTTTT CGACTACGACATCAGCTCCA 277

Ad07A3245 Aradu.A07 3245 p2 (AT)7 14 9077720 9077733 CCTCATTTCGCAATTTCCAT TCTTGTCCTCACACCAACATTT 170

Ad07A3246 Aradu.A07 3246 p2 (AT)6 12 9078363 9078374 TGTAAGAAAGTGCTCTTGGCA TTGAATAAATATGATTGGATGACTAAA 232

Ad07A3250 Aradu.A07 3250 c* (CAC)5(CACCAA)5*caca(ACC)767 9098506 9098572 CCCTCACCACTACCAACACA TGTTTGCTGTTGATGGAAGAA 212

Ad07A3252 Aradu.A07 3252 p3 (TAT)6 18 9106297 9106314 TGACGGTATGGTTTTTGTATGC CGCGCATCAGTGATTTTAAC 111

Ad07A3259 Aradu.A07 3259 p2 (AT)7 14 9137321 9137334 TTTGTGTTGAAGTGATTTATGTTTGA AACAAAATCATAAACGTTGGATTC 215

Ad07A3265 Aradu.A07 3265 p3 (CAG)5 15 9165696 9165710 TTCAGTCACCAACCAATGGA TTGTCAGGTCCACCTTTTCC 182

Ad07A3266 Aradu.A07 3266 p3 (TTC)7 21 9166008 9166028 GCTGCTTTGATCCTCTACGG GCCTAAGCGTTTGAGTGGAG 136

Ad07A3267 Aradu.A07 3267 c (CAG)5cttcaacagcaacaacaacactgtcaccatcgtcaccaaaaagtcgaagaatcaggtggaacaacttcaattaggttaacctcgcatcag(AAT)6actaatcatccttcgggttatgttcatcatcctcatcaagagagttgcatggttatggaagaagaaatagtgaatcatag(TAA)5218 9166276 9166493 TCATCAGTATTCACCACAAGTGC CAATGTTGAATCCACCACGA 274

Ad07A3269 Aradu.A07 3269 p2 (AT)6 12 9174941 9174952 ACAGAAAATTGTACGCTTAGCAC ATAAGGTTTAATGTTTTGAATAGCTTC 254

Ad07A3270 Aradu.A07 3270 p3 (TTA)6 18 9176359 9176376 TCGGTTCGACCAGATCTAATAA AAAATGGGACAAAAGACGCA 177

Ad07A3271 Aradu.A07 3271 p2 (TA)6 12 9177267 9177278 AACAAATGCAATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 192

Ad07A3272 Aradu.A07 3272 p2 (TA)6 12 9182526 9182537 AACAAATGCAATTCTCTCTCTCTTTA TGGATAAGAATTTAGAAAGGTAATTGG 231

Ad07A3275 Aradu.A07 3275 p3 (ACT)7 21 9185424 9185444 CCGTTATCATTTTCGTAGCCA AAGAGAAGAGAGCCCGAAGG 180

Ad07A3276 Aradu.A07 3276 p3 (ACT)6 18 9186573 9186590 AATTCCCTGGGTTCCAGTTC CGATAGCTAGTTGGCTACGAAA 238

Ad07A3278 Aradu.A07 3278 c (TAC)5agcgattttggaacagttttcaaattgactgtttactacgcagattcatagatattatagttacacgtagt(CTA)5101 9188264 9188364 TGAAACAGTTTTTGAATTGGC AACTGAACCAAACCAAACCG 263

Ad07A3279 Aradu.A07 3279 p3 (AAT)47 141 9190223 9190363 CGGCGTGAGTGTATTAGGGT TGCTTCACGAATTGAGATATTGA 260

Ad07A3281 Aradu.A07 3281 p3 (ATA)13 39 9191025 9191063 TTCCTATATCCACTTTGTGCCA GGAACAGAAAAGGTTGTATCTGG 227

Ad07A3283 Aradu.A07 3283 p3 (CAC)6 18 9192324 9192341 TGCCGTTTCCACTTTCTCTT GCGGTGGTGATGAGGATAAT 279

Ad07A3286 Aradu.A07 3286 p3 (TAT)5 15 9205886 9205900 GGCAAGAAAAGTTAGGTGGC GAGTTAAATTCAAGAATAACGATGTTT 251

Ad07A3290 Aradu.A07 3290 p3 (ATA)5 15 9225788 9225802 GTGGCAAGTTATTAACCCATTT GCCTTCTTGTAATGACGCCT 236

Ad07A3291 Aradu.A07 3291 p3 (ATT)12 36 9232947 9232982 TGCATTCATTTTAGCAGAAAAA CGTGACTTCATATGCAATAATTTGA 254

Ad07A3292 Aradu.A07 3292 p3 (TTA)16 48 9233924 9233971 TGGTAATTGAAATAGTTTATATACGGG CCACAATGAATGCAGTTTTCTC 280

Ad07A3293 Aradu.A07 3293 c (TTA)5ctattggataatgatt(ACA)649 9234673 9234721 CCGTACCATGTCGTATTTTTCA TGGCATCGTTTGATTCATGT 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A3294 Aradu.A07 3294 p3 (AAT)6 18 9242060 9242077 ACGTGATGAACTGGCACTGA TTGGCAGGCAATAAACATCA 253

Ad07A3295 Aradu.A07 3295 p3 (TTC)15 45 9245682 9245726 CATCCACACATGCGTTTTTC AAAACGCGAACAGAGGAGAA 157

Ad07A3296 Aradu.A07 3296 c (CTT)25aataaaatttgtcgttttcctgagttcgcatttttcttctctgctcgcattcttcattatggattcgcattgaattcaatgtaataagctccgtcg(TTC)5186 9246128 9246313 GGTGATCAACTTTCAATCAACAAG TCATTCAGAAGTGTAGATCGAAGAA 272

Ad07A3297 Aradu.A07 3297 p3 (CCT)10 30 9246581 9246610 TGGTGAACCGAAATCACAAA TGAAGAATGCGAGCAGAGAA 187

Ad07A3298 Aradu.A07 3298 p3 (TTC)5 15 9246714 9246728 TTCTCTGCTCGCATTCTTCA GTTTGGTGGCCTTTGTGATT 279

Ad07A3299 Aradu.A07 3299 c (TCC)6tcgttcttctttcaaatttacactcgtagg(TTC)563 9247004 9247066 AATCACAAAGGCCACCAAAC AACAACCAATTTCAAAGCCC 196

Ad07A3300 Aradu.A07 3300 c (GAA)5ccacaaagctaattatgttgaagtcaatccagatccataacgaagaacacgagta(AAG)8aaagaaaacgtgagcagaggagaacagtgaagcctataacgcgagtag(AGA)7163 9247390 9247552 TTGCACTCATTCAACTGATTTTG CGCGCACATTAATGAGAGTAA 278

Ad07A3302 Aradu.A07 3302 p3 (TTA)5 15 9254513 9254527 TGCTGTTCTGTTTGCTGTTCA TGTTGGAACAATAGCACAACTTC 273

Ad07A3304 Aradu.A07 3304 p3 (AAT)6 18 9264656 9264673 TGCACTATCCGTAAGGCAAA CGGATGACAAAGAAAAGGAAA 275

Ad07A3307 Aradu.A07 3307 p3 (CTT)5 15 9268094 9268108 CCTCTTCTGCTATCATGGGC AGGGCGAGCAGTTAGAGTTG 267

Ad07A3311 Aradu.A07 3311 p2 (TA)7 14 9272132 9272145 GTGAATTAAATCTTGAATCGGTCT CGATTAAACCATGTTATTTTTGTCA 215

Ad07A3316 Aradu.A07 3316 p2 (CA)8 16 9291358 9291373 TGCAGTTCTGGCTGGTAAGA TTGGATACGGAGACAAACTGG 228

Ad07A3320 Aradu.A07 3320 p3 (AAG)5 15 9299408 9299422 CTTTGGTCTGACAAGGTTGAAA CCTCTGTGTCTTTTCCCACA 166

Ad07A3323 Aradu.A07 3323 p3 (TAA)5 15 9306546 9306560 TCCACCTACCTGCCTTCTTG ATGATAGATTGCGCGAGTCC 219

Ad07A3324 Aradu.A07 3324 p2 (AG)12 24 9307609 9307632 AACCACAAAGACCTCAAGGC GTGTTGATGCGGAGGAATTT 248

Ad07A3334 Aradu.A07 3334 p2 (TC)22 44 9347099 9347142 AAGTGTTGCAAACACCTCCC ATCCAAGATGCTGATCCCAC 138

Ad07A3335 Aradu.A07 3335 p2 (TA)10 20 9352844 9352863 GTGGATCCCAAGCAATGGTA TTTGCCATAACCATGAAGCA 109

Ad07A3337 Aradu.A07 3337 p3 (CAT)5 15 9353515 9353529 TCACAATCTTCTGGTGGCAA GAACCCCAAGAACGAGTTGA 173

Ad07A3338 Aradu.A07 3338 p3 (GTT)8 24 9353652 9353675 TCAACTCGTTCTTGGGGTTC TTCAAAGTGTCATCACCACCA 208

Ad07A3339 Aradu.A07 3339 p2 (AT)6 12 9358307 9358318 ATAAACCGTGGCAAGCTCAT TTTTTGTTGCATAATTTTAATTGC 246

Ad07A3341 Aradu.A07 3341 p3 (ATA)13 39 9363142 9363180 AAATCAGGAGCCGAAAATGA AAGTGGATTAGCATGGCTTGA 263

Ad07A3342 Aradu.A07 3342 p2 (TA)6 12 9363396 9363407 TCAAGCCATGCTAATCCACTT TTCACGCGTGGAAGCATA 132

Ad07A3350 Aradu.A07 3350 p3 (GAA)5 15 9377910 9377924 TTCATGCAACAACACCCACT TGATCCTAATTCGGACCCTG 270

Ad07A3360 Aradu.A07 3360 p3 (AGA)6 18 9405714 9405731 ATCTCCATGACTCGGAGGTG ACTCCCCCTTCTCCTCCATA 200

Ad07A3361 Aradu.A07 3361 p5 (AATAA)5 25 9406563 9406587 CCAGTCTGTCCTTCCTCCAG GATCACCTGTGAGGCTCCAT 237

Ad07A3365 Aradu.A07 3365 p3 (TGC)5 15 9427663 9427677 ACAGGAGAGAAGGGTCAGCA TGCTTGGTCTAGACAGCCCT 162

Ad07A3368 Aradu.A07 3368 p3 (AAG)6 18 9438013 9438030 CACCCAAACCAAAAGGAAAA TACTTCTTCCTCGGCGGTTA 268

Ad07A3371 Aradu.A07 3371 p2 (TC)6 12 9444068 9444079 ACATTGGGTGAGAGGCAGAG CATTGCGCACAAGTAGATCG 233

Ad07A3377 Aradu.A07 3377 p3 (GAA)5 15 9456323 9456337 TGGAAGAGCAACATGCAAAG GCGTCGTTTTCTTTTTCTGC 174

Ad07A3378 Aradu.A07 3378 p2 (TG)7 14 9456981 9456994 CGAAGCGTTCACACACGATA AGATGGTGACGAAGTGGAGG 221

Ad07A3379 Aradu.A07 3379 p6 (AAAATT)5 30 9461571 9461600 AAATTCCAAGTCCATGACGG TCTTTGACTGATTACAAAAAGCAC 264

Ad07A3382 Aradu.A07 3382 p3 (AAG)5 15 9465896 9465910 GCATGAGTTGTTATTTCTGTACGC AAATGATCACTCACATCCTATCACA 104

Ad07A3383 Aradu.A07 3383 p2 (TA)6 12 9467038 9467049 CACATTTTAACTGCCCCTAGC TGGACACAAAAATCTCACCA 227

Ad07A3386 Aradu.A07 3386 p3 (AAT)5 15 9471651 9471665 CACATAGTCGAGTGAAGCCG GTGCACATAACGTGGTCTGG 163
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Ad07A3387 Aradu.A07 3387 p2 (TA)8 16 9473588 9473603 TGCACTTGAATTTCCACCAA CCATTTTGGATCCATCGAGT 264

Ad07A3390 Aradu.A07 3390 c (T)12cagtatatatgttgaattttatttttcttttcttccgtcactatatttattttaagtttgatttcc(A)1088 9476955 9477042 TTTTTGGTACAGTACATACACATCTCA ATCTGTTGGCACGGCAAT 190

Ad07A3394 Aradu.A07 3394 c (AG)6aagtagttt(AG)735 9482675 9482709 GCTGGAAGAGTGGGAGTGAG CCCTCATTTTGAAAGACCCA 189

Ad07A3395 Aradu.A07 3395 c (A)11tctgttttgaccggacacgtacactcctattctagtgaatcggctcatgagatattcatgtgtg(A)1085 9484060 9484144 TCATATCTGTAACAACCAACGAA GCTTCCTTAAGCAATTTTGGC 251

Ad07A3401 Aradu.A07 3401 p3 (TTC)5 15 9486542 9486556 GAGCATGCACATCACAAACC GCGGATTCAGCTTGAGAGAG 233

Ad07A3402 Aradu.A07 3402 c (T)10cgaagtaatgagaaaaaatcttgaacagttagttactttactctgttttctc(T)1072 9487050 9487121 TCGTGCTCCTTCTTCAGGTT CAAAACTTCCGTCTTCGTCG 228

Ad07A3409 Aradu.A07 3409 p2 (CT)20 40 9531958 9531997 TTTCACACCTTTTGCACAGC TTGTTTTCTTCGCTTGTCCC 277

Ad07A3410 Aradu.A07 3410 p3 (TAA)5 15 9538511 9538525 TGGCATCCCTCTAATCTTGG ATAGAAGACTCGAACCCGCA 232

Ad07A3412 Aradu.A07 3412 p3 (AAT)7 21 9543253 9543273 TTGAGAATATATGCCAATTATAGCA GACCACTTGCTCGGAGTAGC 169

Ad07A3414 Aradu.A07 3414 p2 (TA)8 16 9545717 9545732 TTTTTCTTTTAGCTTCTGATTAACAA GAGTAACAAAGAGACACACACAAAAA 270

Ad07A3415 Aradu.A07 3415 p3 (AAC)16 48 9548451 9548498 TGCAAATATTAATCGTGACCCA AATGCATGTACCATGTAGACCTT 113

Ad07A3416 Aradu.A07 3416 p2 (TA)6 12 9549249 9549260 AATTATAGCAAGTATCTCCATTGAAAA CAAATTTGGATGGGACTTTCC 279

Ad07A3417 Aradu.A07 3417 p2 (GA)9 18 9551299 9551316 ACCCAAAAGCAACGTTCATC GGCAGAGAGTTGAAGATGAGG 232

Ad07A3419 Aradu.A07 3419 p2 (GA)9 18 9556812 9556829 AAGATGATTCGCCTCCCTTT CGTACGCGTCATTCAGAAAA 272

Ad07A3421 Aradu.A07 3421 p2 (TA)6 12 9568289 9568300 CTTGGTGTTTTCCCTCCAAA TTGAGGAGAGAGAAAGGGGTT 280

Ad07A3422 Aradu.A07 3422 c (A)10tttg(A)10 24 9574671 9574694 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 152

Ad07A3425 Aradu.A07 3425 p3 (TTA)7 21 9590776 9590796 TTTCCAGTTTATGTATTGAGATGAGT TGTTGTTTGTTTGGGAAGGA 273

Ad07A3426 Aradu.A07 3426 p2 (TA)13 26 9591205 9591230 CCCATATACGTGGAGATCCG GTGGGTGGTTCAGAGGAAGA 164

Ad07A3427 Aradu.A07 3427 p3 (TTG)10 30 9592467 9592496 CTTTCTTATAGGCGACCCCA CCAAGGAAATTGGCAAAGAA 143

Ad07A3432 Aradu.A07 3432 c (A)10gggaaactttttaaaaacacaaataac(A)1350 9601780 9601829 AAAGCGGCTATTATCCGTCC CCAATGAAGGAAACCAGAGG 211

Ad07A3434 Aradu.A07 3434 p2 (TA)8 16 9609208 9609223 TTCAGACCACAAATTTCACAGC ATGAAATGTTTCAGCCGAGG 183

Ad07A3438 Aradu.A07 3438 c (GC)6ggattctccctgctgcatccacgcgtaagcgcgctgt(GC)661 9627072 9627132 GCATTGCACTTCTGCAACTT GGAAAGAAGGAGAAAGGAGGA 245

Ad07A3441 Aradu.A07 3441 p3 (CTT)5 15 9634901 9634915 ATACCGTGGGAAACCAAACA GCGAAGAAGAAGGAGGAGGA 150

Ad07A3442 Aradu.A07 3442 p3 (AGA)5 15 9635987 9636001 ATCGCAGCAACAACAACAAA CGCTTCTTCTCTTCTCCTCG 195

Ad07A3443 Aradu.A07 3443 p2 (AT)6 12 9636151 9636162 GTGCGTAAACGAGCATGAGA TTCCAGCAGATGGAGCTCTT 272

Ad07A3444 Aradu.A07 3444 p2 (TA)6 12 9636734 9636745 CGTTCCACTCCTACCTGCTC GGGGTCGGGCTTAGGTAATA 210

Ad07A3446 Aradu.A07 3446 p2 (CT)6 12 9642885 9642896 GCTGGCCTTCTTCTTTCAGA TACCGTGAATCTTTGGAGGC 232

Ad07A3448 Aradu.A07 3448 c (AAT)5atgtgtattaacatttaacatagtacgataatttagatgtttg(A)1169 9648802 9648870 TTTTGTGCTTGGGACTTGAA AATCCAAACACAGATCACGC 261

Ad07A3453 Aradu.A07 3453 p2 (TA)12 24 9656813 9656836 GCATCCAATGCAAAAATATTGA TTTGGAATGCTCGTATCAAAAA 266

Ad07A3454 Aradu.A07 3454 p2 (TG)6 12 9658159 9658170 GGTAGAGGTTTCCACCCCAT AAGCCGAGAGAAGAGGGTTC 159

Ad07A3455 Aradu.A07 3455 c (ATTT)6t(TTA)18 79 9661756 9661834 TTTCTTGAGGTGTGGCTGTG CAAACTGAATTTCCAGCACAAA 228

Ad07A3456 Aradu.A07 3456 c (T)10agttgataggtctgattttcagatcgaatcgagagaaatatcaactaaaagtactgatttttttgaaaaaaatgt(A)1095 9664965 9665059 GCCAGCCCGTTTATCATTTA AAACCCGTCTAAATTTCGGG 235

Ad07A3457 Aradu.A07 3457 p3 (ATT)6 18 9667130 9667147 TCCAATTTGTTGCACTTGTGA TTCATTATCACATGAATTAGCATCA 279

Ad07A3461 Aradu.A07 3461 p2 (GA)8 16 9676439 9676454 TTCGGAGAATTATCGGGGAT GTTTCCCCACCTCACACACT 223
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Ad07A3462 Aradu.A07 3462 p3 (GAA)5 15 9685475 9685489 ACAAAACCTTGAAAAGCCGA TTTGGTTCGAGTGTGTTGGA 280

Ad07A3463 Aradu.A07 3463 p2 (CT)8 16 9685614 9685629 ACAAAACCTTGAAAAGCCGA TTTGGTTCGAGTGTGTTGGA 280

Ad07A3464 Aradu.A07 3464 p3 (CAC)5 15 9686011 9686025 GGCAACTACAGCCTCCTCTG TCCGACCCAGATGAAAAGTC 209

Ad07A3466 Aradu.A07 3466 p2 (AG)6 12 9691470 9691481 AGGGAAGGACCAAGGAGAAA TGGAGATCCTGAGTCCCATC 181

Ad07A3469 Aradu.A07 3469 c (T)11gtttatcaaactattaacataaataacttctgacataa(T)1059 9721029 9721087 AAAACTCATTTTTCTTTCTCTGTCAA TTAAAGAAACCATGCTGCCA 261

Ad07A3478 Aradu.A07 3478 c (A)13gctatt(A)13 32 9778282 9778313 TGTGGTTCATGAATGTTGGC TTGCCTTGGATCACAACTCTT 250

Ad07A3480 Aradu.A07 3480 p2 (GA)7 14 9804631 9804644 GGCTCTATGTTTCCAACGGA GGTTGTTGGGTAAAGACCGA 255

Ad07A3486 Aradu.A07 3486 c (CT)11t(TC)7 37 9811088 9811124 AAAGATGGGTTCCGTGTGAC AGAGTGCGATGAAGCGTTTT 202

Ad07A3488 Aradu.A07 3488 p3 (ATC)14 42 9819886 9819927 TCCAAACCAATGAACCAACC GTGGTTGAACAACGACAACG 230

Ad07A3490 Aradu.A07 3490 c (ATG)7(ATT)20 81 9829749 9829829 TGAAGCCTTACCTTTGTGTCA AAACCCAAAAATCTAACCTAAATCC 259

Ad07A3491 Aradu.A07 3491 p2 (AT)6 12 9833096 9833107 AAGCTCACAAGCCTTCCTCA GGTCCGTGGGTATGGTAAGA 173

Ad07A3492 Aradu.A07 3492 p3 (AGA)6 18 9843079 9843096 CTAGAGGATTCTCCGGCCTT CCTACCCTCTCTCACCTCCC 246

Ad07A3494 Aradu.A07 3494 p2 (AT)6 12 9851419 9851430 CCACAGATGGTTTTTCTAAAGGA AGGACAATATTTATAACAGCAAAACA 255

Ad07A3496 Aradu.A07 3496 p3 (GAT)8 24 9862959 9862982 GTTGGTGCTTCTTCATCCGT CACTCCTCCAACCCTAGCTG 270

Ad07A3497 Aradu.A07 3497 p2 (AT)7 14 9868834 9868847 CAATGATCAGTGAACCACCAA AAAAACAATGCCAAAAAGCG 148

Ad07A3502 Aradu.A07 3502 p2 (AG)6 12 9912141 9912152 CGTGACTGTTCACCCCTTTT ATGTTGGATTTTGCATGGGT 137

Ad07A3503 Aradu.A07 3503 p2 (CT)12 24 9912745 9912768 GTTGCTGGGTAAAGACCGAA TGGCTCTATGTTTCCAACGA 266

Ad07A3504 Aradu.A07 3504 p2 (AT)9 18 9914025 9914042 TTTATACGGTAAATGAGATGGCA TAATGCCTTGCATTCGTGAG 260

Ad07A3505 Aradu.A07 3505 c (AC)13atatg(TA)6 43 9914929 9914971 ACTCCTAACTCAGCCTGCGA TCGTTAGGCGTCTGGACTCT 184

Ad07A3507 Aradu.A07 3507 c (TCT)6t(GA)9aagaaatggttgagcttgttaagattgttaataaatgatg(GAA)15gggtgttgggtgagtgagttatgttgtgagtgagtgccaactaacttta(CT)7185 9928668 9928852 GCACACGCTGTACGTCTGTT TGATGAATGTTAATGCAGAGGG 261

Ad07A3508 Aradu.A07 3508 p2 (TA)9 18 9930102 9930119 TGTGGTAACATGATCGTCGAA TCATTTGTTGGCATCTGGAA 267

Ad07A3510 Aradu.A07 3510 p3 (ATT)5 15 9942617 9942631 CATTGCATCTTCTGGAGGGT TTTTGTTGCTTCTGAATACCCA 237

Ad07A3512 Aradu.A07 3512 p3 (ATG)6 18 9949625 9949642 TGTCCTTCACGGCTCTTCTT GGCCTGAGCCATTTTGTTTA 280

Ad07A3514 Aradu.A07 3514 p3 (TTA)5 15 9958990 9959004 TTTTTAGTATTTTTGGTACTCGTTTTT ACACTTTTATAATTGTGATTTGTGTGT 198

Ad07A3516 Aradu.A07 3516 p3 (AAT)16 48 9971627 9971674 ATTCTCGTTCATTTGCACCC TGCAATGAACTTCTTAGGCAA 265

Ad07A3520 Aradu.A07 3520 c (TA)7atatttttataagcatacgattta(T)1048 9982356 9982403 TGAAGAATTATGGTCGATTCTCC AAAGAATAATTTTCATCACGTTTCA 205

Ad07A3523 Aradu.A07 3523 p4 (AAAT)7 28 9990361 9990388 TCACATGCTGCACTTTACCC AACGGGTGATAACGACCAAA 278

Ad07A3524 Aradu.A07 3524 p2 (AG)6 12 9991292 9991303 CGCGTTGAGAATCCAAAAAT GGAACTTTATAACGCCCAACA 207

Ad07A3525 Aradu.A07 3525 p2 (CA)6 12 9991508 9991519 AGAAGTCTTTGTTGGGCGTT TGCTTCTTTCCAAGATTCTTCC 238

Ad07A3526 Aradu.A07 3526 p2 (TA)10 20 9992544 9992563 TTGTTTAAGTGCAACTCCCTAAGA TCCGTTTTCAATGGGTAATGA 243

Ad07A3530 Aradu.A07 3530 p2 (AT)7 14 9996217 9996230 GGTCAAACAGGAAATTTATTCCA TGTTGTTCATCAGTCCCAAAA 197

Ad07A3531 Aradu.A07 3531 c (T)10ggtcatatatacacccattcacacacaatgtatggctctttaatcatcatagcagaaagtggagcctggtgtggcacttttagagacaaaaccaa(T)11116 9996541 9996656 GGGGTTGTTATGATCAATGAGTT GACAAAGTTGTTTGTCTCTAGTACACC 280

Ad07A3538 Aradu.A07 3538 p3 (AAT)9 27 10015371 10015397 CAATCTGTGACCTCTTCATTATTCT TTTTTCAAGGACTATCAAACAAATC 258

Ad07A3539 Aradu.A07 3539 p2 (AT)6 12 10016499 10016510 CAGTGAGCACCACAAAGGAA GGATCGTCCGATTTGTGATT 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A3542 Aradu.A07 3542 p3 (ATT)5 15 10019413 10019427 GCAGTCTTATATTTCACGCTCTTTT TCACTGTATAGTTTTCAACAATTGCAT 259

Ad07A3553 Aradu.A07 3553 p2 (AT)11 22 10044701 10044722 GCAGCATGTTCTTGATGTGG CGCCCTCTTTTACTGTGCTC 196

Ad07A3561 Aradu.A07 3561 c (A)10gtttaattcatgaaaataaataacattgcaagacc(TA)963 10052766 10052828 CCCAGGCCATAAAATGTGAG CACACTATGATCAGAGGTTTTAAGGA 244

Ad07A3563 Aradu.A07 3563 p2 (CA)14 28 10057318 10057345 ACTCGACCTGCAAAACCAAG TCCGGTTCTCATTCCATACC 237

Ad07A3565 Aradu.A07 3565 p2 (TC)6 12 10065529 10065540 ACAAACACACGTCTTGTCGC GGTAGATTGGCGGAATGAGA 240

Ad07A3566 Aradu.A07 3566 p2 (AT)8 16 10069091 10069106 TTCAAGTACCGAAAAATTCCAA GGATTGTTCACTTTCTTTTTGC 160

Ad07A3567 Aradu.A07 3567 p4 (TTAT)5 20 10070419 10070438 CCCTCCCTTTCTTCACAACA ACCCTCACACCAACCGATAA 222

Ad07A3569 Aradu.A07 3569 c (AAT)17t(A)10 62 10071327 10071388 TGAGCACTTGAGCTGAACCA CAAGCTGAGTTGACCCAACA 239

Ad07A3570 Aradu.A07 3570 p3 (ATT)6 18 10071980 10071997 CACAATTTTTCTCCCAACGC GGAGTTCCCGGAGGAGTTAG 250

Ad07A3575 Aradu.A07 3575 c (A)11ttgtaaaaatagtctaaatttattttatttagtatttatcaattgtaaatattt(A)1075 10079114 10079188 TTTTAACGAGCAATAATGTTTGAG GTGCATGTTCTTTCCCAAGG 255

Ad07A3587 Aradu.A07 3587 c (GA)6aaagaaaaagaggaggagaggggagggagagagaaagagagagaggaagacaaagagaagggagggaaaaaagaggagaaggggg(GA)6109 10118536 10118644 GAGCATGGAAAGAAAGAGGG TCTCTCATTTTCTCTCCCCC 215

Ad07A3588 Aradu.A07 3588 p2 (AT)6 12 10122878 10122889 GCGAAGATCCTTTGTTCTCG GCGAAGATAACCGGTCTGAG 215

Ad07A3590 Aradu.A07 3590 c* (CACT)7(CT)12* 50 10126203 10126252 CCAAACCGTGATTTTTCGTT CGGTGAGTTTCACCTCCATT 267

Ad07A3591 Aradu.A07 3591 p3 (CAA)6 18 10143659 10143676 TGTTTTGGGGTTTGCACTTT GTGGGACAAGGCTTTGTTGT 205

Ad07A3593 Aradu.A07 3593 c (CTC)5tctctatctctctcttcc(CT)747 10154752 10154798 ACTCATCTTTCCCCTTTCCC GAGGAGAGAGAGTGAGGGGG 105

Ad07A3594 Aradu.A07 3594 c (AG)6aaagaaagagagaggggagagagagaaagagagaag(GA)762 10155167 10155228 TCCTTCTCCTCTTTATTCCCG CCCTCCCCCTTTCTCTTTTT 275

Ad07A3595 Aradu.A07 3595 p2 (GA)14 28 10155451 10155478 AGGGGAGAGAGAGAGTATGGG CTTCTTTTTATCTTCTTCTCTCCATC 280

Ad07A3597 Aradu.A07 3597 p2 (TA)6 12 10158085 10158096 TGTGAAGCTAGTTTGTAAAATTGGA CCATCTGATTGGAAAAAGCC 149

Ad07A3600 Aradu.A07 3600 p2 (TA)6 12 10158986 10158997 CATGCCATGATGAAGAGAAAAA GAGATTTGAACCAGTCAATAAATCG 279

Ad07A3603 Aradu.A07 3603 p2 (TA)6 12 10164242 10164253 TGTGAAGCTAGTTTGTAAAATTGGA TGATGGTGACTCGAAAAATAAATG 276

Ad07A3605 Aradu.A07 3605 p2 (TA)11 22 10174421 10174442 TCCAAAGATCAGATAGGGTGA TCGGGGACCTAATCAATCTG 229

Ad07A3607 Aradu.A07 3607 p2 (CT)10 20 10175164 10175183 CCATAAATTTTGCGAACGCT CGGTGAGTTTCACCTCCATT 262

Ad07A3610 Aradu.A07 3610 p2 (AT)7 14 10189717 10189730 TGCCATCAACGATGTTTTGT TTCTCGCTCTCTTTGTACTCTTCTC 261

Ad07A3611 Aradu.A07 3611 p2 (TA)6 12 10190916 10190927 GCAAAGAACTGGTGTGTGCT TCTCTCGTAATCTTAAAAGAGTGGAA 250

Ad07A3613 Aradu.A07 3613 p2 (TA)6 12 10198573 10198584 CCTTACCCGCACCCCTAATA TTCGGTAGAATGATGGGTAAAGA 269

Ad07A3616 Aradu.A07 3616 p2 (GT)7 14 10207342 10207355 CAAGCGAGGAGGAGGTGTAG GAAAGAAAGAGAATCGGGGG 240

Ad07A3617 Aradu.A07 3617 p5 (TTTTA)5 25 10207541 10207565 CCGATTCTCTTTCTTTCCCC CGATTTCGGTCTCCAAGGTA 276

Ad07A3620 Aradu.A07 3620 p3 (AGA)6 18 10219879 10219896 CTAGAGGATTCTCCGGCCTT TGGCCGAACCTACATCTCTC 169

Ad07A3622 Aradu.A07 3622 p2 (GT)6 12 10228112 10228123 CGAATCGGAACACCGTAACT GAAATGGAAACCAGGCGTTA 256

Ad07A3624 Aradu.A07 3624 p4 (AAAT)5 20 10233567 10233586 TTGTCGCATTCTTTCATTGC TCGACATGCATTAATCCCAA 203

Ad07A3625 Aradu.A07 3625 p3 (TTC)20 60 10234095 10234154 TTTATTCCACGCCTCACACA TGCAGAGAAGAAAAACGTGG 245

Ad07A3631 Aradu.A07 3631 p2 (AC)9 18 10257855 10257872 GCACACCAGGACAAACACAG CCCCATTGAGCGATTTGATA 209

Ad07A3632 Aradu.A07 3632 p2 (GT)6 12 10263519 10263530 TAGCGCGGTCTTCTCTCTTC CCCTAAACCGTCTTCCCTTC 230

Ad07A3633 Aradu.A07 3633 c (CT)11cgctcatttctctctctcccatttatctctcaccctttcctctctctcttctcctcttttccttttctctctctctttcttgcctcctctcttccttt(TC)7134 10265942 10266075 CCTCCTCCCCTCTCTTTGTT CTGAAATTATATGAAACATCCCATT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A3634 Aradu.A07 3634 p2 (TC)11 22 10267162 10267183 TCTCCCATGCTCTCGATCTT GAGAAAGGGAGAGGGAAGGA 112

Ad07A3635 Aradu.A07 3635 p2 (TC)7 14 10267330 10267343 TCTCCCATGCTCTCGATCTT AAGGGGAGGAGAGAAAGAAGAA 251

Ad07A3636 Aradu.A07 3636 c* (GA)9aagaaagagatgggaggggagagagagaagggagaagggagagagaggagggaaat(GA)7(GAG)5*101 10267671 10267771 GAGAAAGGGAAGGAGAGTGAGA TTCTTGGCCTATTTCTCCCC 280

Ad07A3637 Aradu.A07 3637 c (AG)7aaagaaatggaacgtggagctgagaaagaaaaaatgagagaaaaagagagagaggaaaaaaagggaggggagagagaggagggagaagg(GA)6gggagaaagagagagat(AG)6144 10267989 10268132 AGAGGGGGATAGCAAAGGAG TTCCTTCCCCTCTCTCTTCTC 206

Ad07A3639 Aradu.A07 3639 p6 (TCCTCT)8 48 10276669 10276716 TACACGCGCTTTATTCATGC GGAGGAGAAAGAGAAGGCAA 266

Ad07A3640 Aradu.A07 3640 p3 (CTT)5 15 10276872 10276886 GGTACGTTTCTTGCCTTCTCTT TTTCTCCTCCTCATCTTCTGC 199

Ad07A3641 Aradu.A07 3641 c (A)12gagaaaacagagaaaaaagacgtaaat(GAA)554 10277535 10277588 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 184

Ad07A3648 Aradu.A07 3648 p2 (AG)6 12 10287773 10287784 TTTTTGGGCTCCCTTCCTAT CGATCCAACGGTTAACGAAT 221

Ad07A3650 Aradu.A07 3650 p2 (AT)6 12 10306024 10306035 GAGAGTATCATGCGACATATTTGA TTCTCCCCTTCTCCCTCTTC 230

Ad07A3651 Aradu.A07 3651 c (T)11attgattttgtcttttacatttaacaccatatgcataaaggtgaaatactaacaagtaatcggtgctatgatagta(T)1097 10306718 10306814 AAACATTACGTTTGGACCAGATTT TTTCTTATAGCGCCGATTTTC 169

Ad07A3653 Aradu.A07 3653 p3 (TGG)5 15 10308080 10308094 AAGCTGAGACACAGGTTTTTGTT TATTCGTCAGCACGCACTTC 242

Ad07A3656 Aradu.A07 3656 p3 (TCT)5 15 10318735 10318749 CACCTTCGTGGAATGGAAGT CCAAATGCTTTCCTTAGCCA 250

Ad07A3658 Aradu.A07 3658 p3 (GAA)6 18 10319375 10319392 TTCTGCTGCTTCTTCTTCTTCA AGCGCTACACTCAGAACGGT 244

Ad07A3659 Aradu.A07 3659 p2 (CT)7 14 10321204 10321217 TTTCTGGGTCCGTCACTGTT CGTCATATTTACAATTACCGCC 245

Ad07A3662 Aradu.A07 3662 p2 (GA)18 36 10331419 10331454 TGCTGGGTAATGTCCGAAAC ATGCCTTCAACGGATCTCAC 280

Ad07A3663 Aradu.A07 3663 p5 (TTATC)5 25 10355829 10355853 ACCTGGGTGCTCCAATGTAT CAAAGCAGGCCCAAAATAAA 174

Ad07A3664 Aradu.A07 3664 p2 (GA)15 30 10357894 10357923 CAAACCCTGACTGTTCACGA GAGCAAGTCAAGGATGGAGC 178

Ad07A3667 Aradu.A07 3667 c (TCT)5ctttctttttcgttttcatcatcaccgatactacttt(CTC)670 10367478 10367547 CAAGTCATTTACGCTCACGC TGATGGAGGAGAAGGAGGAA 227

Ad07A3673 Aradu.A07 3673 c (T)10c(ATT)12 47 10397055 10397101 AATCACACAAATGGTGAGCG ATCCCAGCATAATCATTGGC 161

Ad07A3676 Aradu.A07 3676 p3 (ATT)19 57 10417215 10417271 TGGTGAACGTGCAATTTTTG TGGTTTGCTGATTCATTTTGA 254

Ad07A3678 Aradu.A07 3678 p3 (CTC)6 18 10429052 10429069 CACTCACGCGTGTACATTTTT TGAAGATGATGGAGGAGAAGG 237

Ad07A3682 Aradu.A07 3682 c (T)10gtcaaactctaatttaatacgtcaatgaattataactcaaatgatataatctttctatactcatctaaaaaattgtgannnnnnnnnnnnnnng(A)13117 10436512 10436628 TTTTCATGTGTTTATTTGTCCCTTT TGAGTTCACACCGTTGAAGG 230

Ad07A3689 Aradu.A07 3689 p2 (GT)7 14 10462972 10462985 GGGCTTCGTTAAGGTGGTTT CTCCCTCATGGCTTCATAGC 250

Ad07A3693 Aradu.A07 3693 p3 (TAT)7 21 10478328 10478348 AAATGCCAAGCCACCACTAC TTTTACAAATAAAGAGGACGAGAGT 260

Ad07A3700 Aradu.A07 3700 p3 (CCG)5 15 10488164 10488178 AACTTGTAGTGGCGGACCAT ATTACTCTCAAAAGGGGGCG 130

Ad07A3703 Aradu.A07 3703 p2 (TC)7 14 10493621 10493634 GGAATAAACAGGACCAGCGA TTCAAGAACCCTGGAACTGG 186

Ad07A3704 Aradu.A07 3704 p2 (TA)8 16 10495135 10495150 CGAATCGAAATTCGGTCGAT TCAGAACCTTGACTGTAATTCAACA 277

Ad07A3707 Aradu.A07 3707 p2 (TA)6 12 10501022 10501033 TAGTTTAAAGCCCTGGCGAA TACCAGGAGTCATCCGAACC 203

Ad07A3711 Aradu.A07 3711 p2 (GA)8 16 10507132 10507147 GAATGCGAATGGTGATGTTG TAAGCCCATCTCGTTCTGCT 114

Ad07A3713 Aradu.A07 3713 p2 (TA)6 12 10512990 10513001 CCACTGTTTTGTTATATGAAATTGAAA CCCATATTACCGCTAACAGCA 261

Ad07A3715 Aradu.A07 3715 p2 (AT)10 20 10520980 10520999 CAAAACACAACCTAGGTGACGA GGGAGCCAGAGGTTTCTTCT 252

Ad07A3717 Aradu.A07 3717 c (ATT)7nnnnnnnnnnnnnnn(ATT)1787 10522204 10522290 TGGTGAACGTGCAGTTTTTG TCCCAGCATAATCATTAGCATTC 209

Ad07A3719 Aradu.A07 3719 p3 (ATA)6 18 10532079 10532096 TTCCATCTTTTTAATTTGCATCT TGCAACCCAATTTCATGTTT 234

Ad07A3724 Aradu.A07 3724 p2 (AT)8 16 10549794 10549809 CAATGCTCCATATGCCACAG AGCCAAACGACCAAATTTCA 256
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Ad07A3725 Aradu.A07 3725 p2 (TA)12 24 10552912 10552935 ACTGAAAATCTGTGGGTCGG TCCAGTAAGCTTTGCTGCTTC 116

Ad07A3730 Aradu.A07 3730 p2 (AT)6 12 10567943 10567954 TGGGATAGGTTTTTAGGGGG CGACTAGAGGTGGCAATGGT 264

Ad07A3734 Aradu.A07 3734 p3 (AAG)6 18 10583220 10583237 AAGGCTGCTGCTGGTTAAGA GGAGATCGAAGGCAAAGAGA 260

Ad07A3735 Aradu.A07 3735 p3 (AAG)5 15 10583790 10583804 TCCTCATCTTCTGTTGCTGC TTCTCCTTCATCAAAATCACCA 242

Ad07A3742 Aradu.A07 3742 p3 (TTA)13 39 10609515 10609553 TGGTGAACGTGCAGTTTTTG TCTCCATCCTTTCATCTCCA 210

Ad07A3745 Aradu.A07 3745 p3 (ATT)5 15 10625294 10625308 TGGTGAACGTGCAGTTTTTG CCCAACAACATAATTGGCGT 142

Ad07A3752 Aradu.A07 3752 p3 (AAT)6 18 10648807 10648824 TTGGATCGTATGACCAATCG GGGCTTGATTTCGCATAGTC 135

Ad07A3753 Aradu.A07 3753 p3 (ATT)16 48 10654569 10654616 TGGTGAACGTGCAGTTTTGT TCCATTATTGCCTGATGGGT 252

Ad07A3758 Aradu.A07 3758 p3 (TTA)5 15 10662898 10662912 GTGCAGGTACCATTTGCTCA CTTTTCAGGAGGCACTGGAC 276

Ad07A3759 Aradu.A07 3759 p2 (TC)9 18 10664039 10664056 AGTTCTTGTTGGGCATTTGG CTCCATCACAACCAGATCCA 254

Ad07A3760 Aradu.A07 3760 p2 (CT)6 12 10667060 10667071 AAGGAAGCAAAAGTGGAGCA TCCACGGTTGAAAGCATTTT 245

Ad07A3763 Aradu.A07 3763 p3 (AGA)27 81 10690300 10690380 GAACGCGACCAGAAGAGAAC CTGCTGCAACGTAAACCTCA 162

Ad07A3765 Aradu.A07 3765 p2 (AG)6 12 10693505 10693516 AAAATCTTCGTTAGAGTATCCACC TGTTGCAAAAATGGACCAGA 151

Ad07A3769 Aradu.A07 3769 p2 (AG)8 16 10734441 10734456 ATCAAGCCGTGGATGTTCTC GGCCAGAAATTCATCTTGGA 230

Ad07A3770 Aradu.A07 3770 p2 (AG)7 14 10744224 10744237 ATCAAGCCGTGGATGTTCTC ATCTTGGAGAGCAAGGCAAA 216

Ad07A3771 Aradu.A07 3771 p2 (TC)6 12 10747709 10747720 GGTTAAGCCTCCGTAAACACT TGGTTTTGACATTTTAATAGCCT 280

Ad07A3779 Aradu.A07 3779 p3 (ATT)11 33 10762332 10762364 TCAAATCTCTGGAAAAATTGTGT TCTGAAACTGTATATCAGGGACCA 263

Ad07A3783 Aradu.A07 3783 p3 (TGG)5 15 10768207 10768221 CGGATGAATGATGTTGGAGA TGTTTGGCCCACTCCTTAAC 198

Ad07A3786 Aradu.A07 3786 p3 (TTA)22 66 10770993 10771058 AACATCTGCTTGACATATAAAACG TTTCGATTCGGTGAGTTGTG 242

Ad07A3787 Aradu.A07 3787 p3 (ATT)5 15 10773405 10773419 TTTTTCATTTTTCGTTTTGCATT TGCAATAAACATACATTAAAAGTGTCA 239

Ad07A3788 Aradu.A07 3788 p3 (CTT)5 15 10779233 10779247 ACTAACGCTCAAAATGCGCT GGAAGACGAGGAAGAAGAACG 217

Ad07A3789 Aradu.A07 3789 c (A)11caaa(GAAGAG)545 10779671 10779715 TTTCTGTAACCGTTTGGGTG TCAAAGCGCTACACTCACCA 162

Ad07A3792 Aradu.A07 3792 p3 (AAT)5 15 10789628 10789642 CAAGAGATCATCATTCGGCA TGAACCATGTCTCCACCAAA 157

Ad07A3793 Aradu.A07 3793 p3 (ATC)9 27 10789760 10789786 TTTGGTGGAGACATGGTTCA ATAGCCTCCGGTTTTGGACT 275

Ad07A3794 Aradu.A07 3794 p3 (TTC)5 15 10791202 10791216 GAGCGAATTGGAAGAGCTTG CGGCCAGAGATAGGTTTTTG 200

Ad07A3796 Aradu.A07 3796 p3 (AGG)8 24 10798869 10798892 GTCGAGCCAAACTTGAGGAG ATGCTCAGGAGGCTTACCAA 165

Ad07A3798 Aradu.A07 3798 p2 (TC)7 14 10808368 10808381 AGGCGGTAGAATTTCAGCAC TTCATGAAAAGCATCAAATCCT 241

Ad07A3800 Aradu.A07 3800 p3 (TAT)12 36 10810828 10810863 CAAACGTTGGGGACAAAAAC TTGGTCAATTTATTTCGGTGA 205

Ad07A3801 Aradu.A07 3801 p2 (AG)6 12 10811229 10811240 CCAACGGTTTTCTCACGAAT GTGCGCATCACTGTTGAGTT 277

Ad07A3802 Aradu.A07 3802 p3 (ATT)15 45 10817032 10817076 TGCTAAAGGAAAAGAGCTGTGA CAATGACACAAATCACAGAACAA 218

Ad07A3813 Aradu.A07 3813 c (A)10gtaaatgactaattaacaatcaatt(A)1146 10847342 10847387 ATGAACACCGGCAATTTCTC CCCTAATTTGACGAAAAATTCAAA 123

Ad07A3814 Aradu.A07 3814 p2 (TA)8 16 10849047 10849062 AAAGACATTATATCATTTATGAAGCG GGGGCACTTTTGGTTAGCTT 268

Ad07A3818 Aradu.A07 3818 c (A)11cagaagaaaaattaaagatttaaaatcattctgttaatta(T)1162 10851416 10851477 TCCACTTTGTTATGTTGGGCT TTTAACCATTGCTGCCCTTC 220

Ad07A3819 Aradu.A07 3819 p3 (GAA)6 18 10853353 10853370 CCACCACCTTCTTTCTCCAA TTTTGATCATGGGGTTTGGT 198
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Ad07A3820 Aradu.A07 3820 c (T)11ctttctgtacaaggaattggcagtgagctggtagtttcaatgcaaaagatatcaatg(ATA)583 10853739 10853821 GCTGAGTTGCTGTTAAGGTAAGAA ATCACCATCCATCAACACCC 275

Ad07A3821 Aradu.A07 3821 p2 (AG)13 26 10854010 10854035 TTGATGAAGGGGGTGTTGAT GCAACATCACAACCAAACCA 210

Ad07A3825 Aradu.A07 3825 p4 (AAAT)5 20 10856500 10856519 CATAATGCATGTGAAAATTAGTAAAGC TGAACCATCCATCAATTAGAGGT 164

Ad07A3826 Aradu.A07 3826 p4 (AAAT)5 20 10860118 10860137 CAGATGCCATGACAAAACCA TGAACCATCCATCAATTAGAGGT 280

Ad07A3827 Aradu.A07 3827 p2 (AT)7 14 10861820 10861833 ACTTCCATCGCAACAATTATG TGAAGCTTTTAACGTGGATGAA 235

Ad07A3828 Aradu.A07 3828 p2 (AT)9 18 10862677 10862694 TGTGATCTGATAGAGTAGAGAAGCA GTAAGAGGGAAAGGGGGAGA 255

Ad07A3831 Aradu.A07 3831 p3 (ATA)5 15 10865477 10865491 TCATCTCATGATACTAATTTCTCCAAA CGCTTACACCAAAGTAAGCAA 264

Ad07A3836 Aradu.A07 3836 p3 (AAT)5 15 10871724 10871738 TCAACCCTAACGAATTAAGAGTTT GAATGTTCACACCGGAACCT 199

Ad07A3837 Aradu.A07 3837 c (GA)6gg(GA)9 32 10875965 10875996 AACTAACCCTAGCCGCCATT TGAGGCAGCTTCTCTCCTTC 238

Ad07A3838 Aradu.A07 3838 p2 (AT)10 20 10877957 10877976 ATGTGGCCTTTGCATTTCTT ACCCTTGAACTGTCCTCCG 245

Ad07A3843 Aradu.A07 3843 p2 (TA)6 12 10887064 10887075 TGCTTGAGGTGATGACAAGG TTTTGGGACATCCACACAAAT 209

Ad07A3844 Aradu.A07 3844 c (CTT)6cctcttac(TCT)541 10888332 10888372 CGCTTCGAACCATTCTTCTT CCTCCTCATCTTGTGCTGCT 255

Ad07A3845 Aradu.A07 3845 c (A)11c(GAA)5gaggaagag(GAA)6ccattctgagtgtagcgctttgaaaacaggaaaatcgaaaaaaaatgaagaaaaagaagaagaagagaaagaggaagaggaagagaaagag(GAA)5160 10888901 10889060 TTTCTCCTCATCTTCTGCTGC AAGCGCTACACTCAAAACGG 254

Ad07A3852 Aradu.A07 3852 p2 (AT)6 12 10926091 10926102 TCATCCCAAATAAAAAGGCAA AAGCATTGAATGGCTGAATG 254

Ad07A3853 Aradu.A07 3853 p3 (ACA)6 18 10927593 10927610 GGCAAGAGCCTACTCTCAGC CCATCCAGAGGTGGTCAAAT 202

Ad07A3860 Aradu.A07 3860 p4 (AAAG)5 20 10939826 10939845 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 219

Ad07A3863 Aradu.A07 3863 c (TA)7ttctattttaaaaattattttatttttttaggttttctaatatgttttattgta(T)1078 10945592 10945669 GCCTGTTGAGCCGCTAGTAA AAGGTTAGAATCGTTTAACAGAAGA 273

Ad07A3864 Aradu.A07 3864 p3 (CAT)6 18 10946438 10946455 TCCTATTCCAAATCCATTGTCA CGTCTGTTATTTGGACCAACTCT 233

Ad07A3868 Aradu.A07 3868 p3 (TAA)5 15 10950848 10950862 GAGAACCCTGGGGTGAAAA GATTCAAAAGCATGCGGTCT 255

Ad07A3869 Aradu.A07 3869 p2 (AT)6 12 10951956 10951967 GAATAATGCTACACATTTAAGGTTTTT GAGTCGGCTTCTAATTGTATGAAA 101

Ad07A3871 Aradu.A07 3871 p3 (TAA)7 21 10969036 10969056 TTTTGCCACGTAAGCACATC TTTTTCCCGTTTTGCAGTCT 230

Ad07A3875 Aradu.A07 3875 p3 (TTC)6 18 11009493 11009510 CCAAAAACCCCACCTACCTT CCTCGAGCAATGGAAGAAAG 226

Ad07A3877 Aradu.A07 3877 p2 (TA)9 18 11018517 11018534 CACACTCGCATGGATAATCG TCCTCCTAAAGGTTGACTTGGA 202

Ad07A3879 Aradu.A07 3879 p3 (TCT)5 15 11020162 11020176 CCAACCGCGTTAAAGGATAA CCGTGTTCTTGTGTTCATCG 225

Ad07A3880 Aradu.A07 3880 p3 (AAG)5 15 11020470 11020484 CATACCATGGCGGTCTTCTT TGGCAGCCTTCTTCTTCTTC 105

Ad07A3883 Aradu.A07 3883 p2 (AT)7 14 11026389 11026402 TTGTGGGGGATTATCAAGGA CAAAGGCAAAGTTGAGTTGGA 144

Ad07A3884 Aradu.A07 3884 c (TA)7a(AT)7 29 11028707 11028735 CAAAACTCACCCCGTTTTTC TTGGATCATGTCGGTGTCAT 167

Ad07A3885 Aradu.A07 3885 p3 (ACA)6 18 11029321 11029338 CACATCACAAATTGGATCACG TAATTCATGTAGCCGACCCC 211

Ad07A3886 Aradu.A07 3886 p3 (TCA)5 15 11033363 11033377 TTTGGAACACAGGTGGACAA CATCTCAGAAGCAAGTTGGATG 193

Ad07A3896 Aradu.A07 3896 p2 (AT)7 14 11055406 11055419 TTTGAAAGTTGCCTTGGAAT TCATGCCAAACCTCTCTAACAA 280

Ad07A3897 Aradu.A07 3897 c (T)11atttaacatgaaatcggactctccgttaagagttttttttt(A)10ctgaaaacgtaccctctgttaacaatttttgttttttttcaatttttttttaaaacaaaacggatcctctgttttcagtttttag(T)11aaatcaaaacggaccgtccgagttttat(A)10196 11064290 11064485 TCGTTAATCACAAATCGGACC GCAAGGAACTCGGACGGT 280

Ad07A3901 Aradu.A07 3901 p2 (AT)7 14 11068723 11068736 GATAGGAAAATCTCCAACCTCAA GAAAGTGGGAGGACTTTTATGA 279

Ad07A3905 Aradu.A07 3905 p2 (AT)7 14 11077356 11077369 TTTTTAACATAAATAAATTCGGCA TTGCATTTACATATAGTGGGGG 127

Ad07A3912 Aradu.A07 3912 p3 (CCA)5 15 11094747 11094761 TTACCACAACCACCACCTCC GGCCTCTGCTTTCTGCTTCT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A3914 Aradu.A07 3914 p2 (AT)9 18 11104152 11104169 TGAGATTGCGGGTTTAAATCTT GCTTCCACTACTGCTCCCAC 262

Ad07A3915 Aradu.A07 3915 p2 (GA)9 18 11104322 11104339 TGCACACGGAATAGGATCTTT GCTTCCACTACTGCTCCCAC 130

Ad07A3916 Aradu.A07 3916 p3 (ATC)8 24 11105348 11105371 TGCATGCAAATGATGATGAA ATCTTTGCTCAACGCTCCAT 270

Ad07A3917 Aradu.A07 3917 p2 (TA)6 12 11105550 11105561 GCGCTTGAGCTTCCTCTAAA GCTCAACGCTCCATAACCAT 134

Ad07A3918 Aradu.A07 3918 p3 (ATA)11 33 11106418 11106450 TGTTTTTATTTGATTGGTGATCG TGTGCAAACAACTTGAGCAAA 215

Ad07A3919 Aradu.A07 3919 p3 (AAG)5 15 11109803 11109817 CCCATAAAACTCAGCCCAAA CTCTATCGCCCTCCACGATA 237

Ad07A3920 Aradu.A07 3920 p3 (ATT)7 21 11110246 11110266 TTCGGTTCGTTACAGTTCCC CAACATGCTCCTTTGCTGAA 239

Ad07A3922 Aradu.A07 3922 p2 (AT)7 14 11111650 11111663 GCCATCAAATCCAAAATTGC TCTTGCATCCAAACCTTTCA 270

Ad07A3923 Aradu.A07 3923 p3 (ATT)14 42 11112332 11112373 GTTATTGTTGTTTGGCGGGT TGACGGTTGAAGTGCAAAAG 278

Ad07A3924 Aradu.A07 3924 c (A)13cggtaagaagatgttaatgatattagatactaacattttattacgaaaaacag(A)1177 11116732 11116808 TGGTGCATCATTTACCAAAAA CTGTGATGGTGGATTGTAGCA 274

Ad07A3926 Aradu.A07 3926 c (TAT)14(TAG)11 75 11119116 11119190 TCAGTCTTGCATTTCATGCTC TTTGATGTTTGAAAGAGAGGC 276

Ad07A3927 Aradu.A07 3927 p2 (AT)6 12 11119383 11119394 AGCCTCTCTTTCAAACATCAAA TCCAATACCTTTTAATCTTGCCA 110

Ad07A3928 Aradu.A07 3928 p2 (TC)8 16 11122811 11122826 GGACGGTGTACTGTCCTGGT TGAGACAACCAGAGAGGCTG 160

Ad07A3930 Aradu.A07 3930 p3 (ATA)14 42 11125393 11125434 TTGATATGGTTTTTGGGGGA TCACTCCCAAGGATTCTGCT 267

Ad07A3931 Aradu.A07 3931 p3 (TAA)5 15 11127360 11127374 TTGTCGGTTTGTGTCAGCAT CAGGCCAAAATTAAATGTGCT 157

Ad07A3935 Aradu.A07 3935 p2 (AG)9 18 11131271 11131288 CGTCATATTTACAATTACCGCC TTATGTCATCGTCGCTGCTC 210

Ad07A3937 Aradu.A07 3937 p3 (TAA)5 15 11135994 11136008 TGTTACAAGCGTTGCTGCTT TTATCCCACCTTGTGAAGGG 223

Ad07A3943 Aradu.A07 3943 p2 (GA)7 14 11174534 11174547 CCAACTAAGTGGGGCCATAG CGCTTCGTTTGCTTTCTTTT 119

Ad07A3944 Aradu.A07 3944 c (GA)8(GT)6 28 11178192 11178219 AGCAGCCTATTCCCACTTGA TTCCCCCAAATTCTTCTCCT 231

Ad07A3947 Aradu.A07 3947 c (TA)9ag(A)10 30 11182520 11182549 CCGAGTCAAGGTTTTCTGGA TAATGGTTGCTGGATTTCCC 271

Ad07A3948 Aradu.A07 3948 c (TAT)5(CAT)8 39 11183400 11183438 CAAATGAACCAGATGCAACAA TGTGTGATCTCGGAGTTGGA 272

Ad07A3949 Aradu.A07 3949 p2 (TC)6 12 11186247 11186258 CCACCATTCTCCTGTCGAGT AAACTGCAACGGCAATATCC 159

Ad07A3950 Aradu.A07 3950 p2 (AG)7 14 11189558 11189571 AATCAAAGTTAATGCACAACAAAA CACAACTTGAATACACACAAACCTT 206

Ad07A3951 Aradu.A07 3951 c (GAG)6ggga(AGG)537 11201901 11201937 CTTCTTGGGTTTAGGAGGGG TCATGACGCCAAGAGGAGAT 193

Ad07A3952 Aradu.A07 3952 p2 (TG)7 14 11214258 11214271 TCTTCCCCTTCCCTGATTCT CTCCTCTAACCCACCCAACA 170

Ad07A3957 Aradu.A07 3957 p2 (AC)6 12 11233358 11233369 TGGGGAGGGGTTTAGCTATT CCACCCAGTTACGCAGAAGT 219

Ad07A3960 Aradu.A07 3960 p3 (TTC)5 15 11272145 11272159 GGATCGTTTTGAATTTTGACG GATGTTTTAGCAAAACGGGG 161

Ad07A3962 Aradu.A07 3962 p2 (AT)10 20 11277530 11277549 CCAATGAGGTCCTCCAGCTA TCAGTGTTCCAATTATTTTAACGG 254

Ad07A3965 Aradu.A07 3965 p2 (TA)6 12 11281482 11281493 AAAATAGAAAGATTCGAACTCGTGA TTTAGATAGCATGGTGATTGTCTT 260

Ad07A3970 Aradu.A07 3970 p3 (ATC)8 24 11318040 11318063 CCCAGCAGTAGAAGTCGGAG TTGTTGCACAACACACTCCA 265

Ad07A3971 Aradu.A07 3971 p3 (AGA)5 15 11328361 11328375 CCCTTTCCCTTTTCTTGAGG AATTGGCCGAACCTATACCC 273

Ad07A3975 Aradu.A07 3975 p2 (AT)6 12 11426494 11426505 TCTCGTTCTCTCTCCTTCCG AACCGAACCAATCCAAATGA 272

Ad07A3977 Aradu.A07 3977 p2 (TA)6 12 11437552 11437563 CGAAATCCCATCAGCAATTT TGCATGCTATCCATATACTCCA 232

Ad07A3978 Aradu.A07 3978 c (T)11gaaaaagaagctcaacacacaaagcggtaagataaatcagac(A)1164 11442557 11442620 GACTTTGGCAGTGGGTAGGA GGCAATGTCGAAAATGACAA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A3979 Aradu.A07 3979 p3 (TCC)5 15 11445285 11445299 GTGCGGGTTTGGAAACTAAA GGAACTTGTGGGCGATAGAA 161

Ad07A3982 Aradu.A07 3982 p3 (CGG)7 21 11449080 11449100 CACGTTAGAAAATTGGCCGT TTATCATCGCCTCCATCCTC 105

Ad07A3988 Aradu.A07 3988 c (A)10ggatatagaggttgtagtgtagatagatagtgtgaaccacattggc(AT)668 11466625 11466692 AAAGGAACAATTGCTGACGC CCACTCAAACAAGAATCGCA 267

Ad07A3992 Aradu.A07 3992 p3 (TAT)5 15 11469046 11469060 CTTGTTGAAATGCGGGATCT CTTAACCTCGCAGAAGCCAC 228

Ad07A4000 Aradu.A07 4000 p3 (AAT)5 15 11492246 11492260 TGGCCACTTTTTCCTATTTTTG TTCAATTTTCTCGATCACATGC 218

Ad07A4005 Aradu.A07 4005 c (AT)9tatgtgtgcctattgcctaagagatgaattttttag(TA)7ttatgtgtgcctattgcctaagagatgaattttttagtg(TA)6119 11500682 11500800 AGGCTGCTAGCCATGCTTTA AGCACACATCATTCAACCCTT 228

Ad07A4006 Aradu.A07 4006 p3 (TTA)13 39 11502923 11502961 CGGATAATTGAAATAGTTTATATACGG TGATAATGGCACTGGTCTAATCAT 241

Ad07A4007 Aradu.A07 4007 p3 (TAT)13 39 11503140 11503178 TCATGATTAGACCAGTGCCA AACCACTGCTATTTGTCGGA 262

Ad07A4012 Aradu.A07 4012 p2 (TC)22 44 11514018 11514061 TGCAAGTGATTCTTGTCCTACA GAAGCTGCATCAAGAAGAAGTG 279

Ad07A4014 Aradu.A07 4014 p2 (TA)7 14 11515572 11515585 TTTTTCTTTTTACCTCTGTCGC TGGCATAAGGATCCAATTAAAA 277

Ad07A4015 Aradu.A07 4015 p2 (AT)10 20 11516421 11516440 GGCAATGGCAATAGTCATCA GTAGAGCGCTCGCTTAGCAT 249

Ad07A4022 Aradu.A07 4022 p2 (AT)7 14 11536535 11536548 TACGGGAGTATTCACGGAGG TGCCTGAACAATTTAGCATCA 226

Ad07A4024 Aradu.A07 4024 p3 (TTG)5 15 11538498 11538512 ACATGACAGAGCACAATGGC TGGTAAAGTTTCCCTGCGTC 202

Ad07A4026 Aradu.A07 4026 p3 (CAT)5 15 11540622 11540636 CAACCCCCAACCATGTATTC CACTGGTTTTGCTTTTTCCTG 191

Ad07A4027 Aradu.A07 4027 p3 (GAA)7 21 11541350 11541370 GATCTGAGACGACGGTGGAT TCCAAAGAAGCGAAAGGAAA 170

Ad07A4040 Aradu.A07 4040 p3 (TCT)6 18 11569051 11569068 TGTATGCATCCCCACTTTCA ACTTCTCGGTACGGTGTTGG 252

Ad07A4041 Aradu.A07 4041 p3 (GAA)6 18 11570051 11570068 TGTGCCGATATGCTTGATGT TGTCCGTTACGGTTGTTGAA 229

Ad07A4044 Aradu.A07 4044 p2 (AT)8 16 11578172 11578187 TTGGTGTTCCTTTTGCTGTG ACCACGTCCATTGTAGAGCA 276

Ad07A4045 Aradu.A07 4045 p3 (ATT)6 18 11582826 11582843 AGAATCAAACCCAGCACACC ATGGTCAAGACCGGAAAGAA 191

Ad07A4046 Aradu.A07 4046 p2 (AT)6 12 11583682 11583693 TCGACTAATCGAAAATTTACCAAC CGATAAGTTAAATTTGTGAGCTGG 274

Ad07A4047 Aradu.A07 4047 p3 (TAT)5 15 11584071 11584085 GCTACAAAACTCAATCCACGC ATGAAGCGGGACAATGAAAT 210

Ad07A4050 Aradu.A07 4050 c (ATC)5tagtcttcttcttcgtccctttta(T)1251 11594880 11594930 CGAAACCTGAAGTTGGGAGA CGTCCAAAAACATAAGCAGAAA 235

Ad07A4053 Aradu.A07 4053 p3 (AAT)15 45 11598275 11598319 AGGCTCCCAATTTATGGTTG TCCACACGGTAAGAGTATACACAA 270

Ad07A4063 Aradu.A07 4063 p3 (AAT)6 18 11615777 11615794 TCCTTGAAATCAAGAGGGCA TCCCTTTGGATTCCTCCTTT 215

Ad07A4064 Aradu.A07 4064 p2 (TC)6 12 11616108 11616119 AAAGGAGGAATCCAAAGGGA CAAGGCCTCAAACTCAGAGC 279

Ad07A4066 Aradu.A07 4066 c (T)11ctcttt(A)10 27 11618005 11618031 CGTCCACCAATAACCGTCTT TGATGACTAATTGATGGTCACAAA 252

Ad07A4067 Aradu.A07 4067 p2 (AT)6 12 11618793 11618804 CACTTTGCACTCTCAAATCCA TTGATTTTGTCGCTTCTTGC 261

Ad07A4068 Aradu.A07 4068 p3 (AAT)5 15 11619023 11619037 GCAAGAAGCGACAAAATCAA TCCAACACGTACAGCAACAA 195

Ad07A4069 Aradu.A07 4069 p2 (TA)6 12 11619558 11619569 TATGCATCCGATTTCAACCA CCGTTAGGGTTTCTTAGCCC 172

Ad07A4071 Aradu.A07 4071 p3 (AAT)17 51 11624775 11624825 CGATTGAGAGAGATTGAAAAAGAA CACACTCTACCAAACAAGTTCAGA 248

Ad07A4072 Aradu.A07 4072 p3 (TTA)5 15 11624991 11625005 TCTGAACTTGTTTGGTAGAGTGTG TCTGCTGCTTTTTCTTCTTTTTC 250

Ad07A4074 Aradu.A07 4074 c (A)10cag(A)10 23 11626766 11626788 GGAGTGAAGAAGAAAAGAACGC CGGTCTCATAAATTTTTGTTCCA 272

Ad07A4088 Aradu.A07 4088 p2 (AG)6 12 11656120 11656131 ACTCCAGTCAACCAAAACGG CTTCTTCTTCGGTCATTGGC 277

Ad07A4090 Aradu.A07 4090 p2 (AT)6 12 11667828 11667839 ATAGTACGCCGAACTCACCG TAACCGATCCTCCAAACCTG 229
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Ad07A4091 Aradu.A07 4091 p2 (AG)6 12 11670906 11670917 CCTACCAACCAACCTCACCA CGTCAACAACAACATGAGGC 277

Ad07A4092 Aradu.A07 4092 p3 (ACA)6 18 11671040 11671057 TTCTTGAAAGCTTGGTGGGT CTTCATTGCCGACACAGCTA 197

Ad07A4093 Aradu.A07 4093 p3 (ATA)5 15 11671316 11671330 TTGTTGCTGGAGCAATTGAG TTATGTGCAGCAGCCAAATC 247

Ad07A4096 Aradu.A07 4096 p2 (GA)6 12 11679414 11679425 GCGTCATATTTACAATTACCGTCA CTCATCCCGTTACCGTTGTT 197

Ad07A4097 Aradu.A07 4097 p3 (AGA)5 15 11680510 11680524 GGCTGTGAAGAAAGATGGGA GGTATCGTCGGGTTTAGGGT 264

Ad07A4101 Aradu.A07 4101 p3 (CAT)5 15 11691447 11691461 AGGATGGGCTTGAAACTGTG TGCTCCAATAACACCCAACA 182

Ad07A4103 Aradu.A07 4103 p2 (TA)6 12 11698737 11698748 TCCTCACTATCACCGTTCCC ATAAACCATGCAGGGAGCAC 221

Ad07A4104 Aradu.A07 4104 p2 (CT)6 12 11702635 11702646 CAAAGCATTACCGTCGGATT GCAAGGAGCACCTAATCGAG 229

Ad07A4110 Aradu.A07 4110 p3 (TCT)5 15 11717372 11717386 CCTTTGCTTCTCCATTCTCG CAACACGACTTGAGGCACAT 128

Ad07A4116 Aradu.A07 4116 p2 (TG)7 14 11738641 11738654 TTATTACATATTTGCTAGCCCTAAAA CACGCAATATCAAAGTCATGG 245

Ad07A4117 Aradu.A07 4117 p2 (GA)6 12 11739163 11739174 AGGCCATGAATGAGAGGATG CAAAGGGATCATGCATCTAACA 247

Ad07A4119 Aradu.A07 4119 p2 (AT)6 12 11741358 11741369 TCAGGGACAATATTAAGGCCA TTCACACAGAAATTAAGCTTTGC 266

Ad07A4124 Aradu.A07 4124 p2 (GA)7 14 11760164 11760177 AACCGTTGTGGAGAATGAGG CTGTCTCAAAGGGACCCTGA 271

Ad07A4129 Aradu.A07 4129 c (TA)9ataaaaaaaataataacggacctaaggctacacttatatacagtagctatagtatg(A)1084 11770399 11770482 TGGCTATGTTTATTTTAATGAGATGT CCAAAGGCTACGCTTTTCAG 270

Ad07A4130 Aradu.A07 4130 p2 (GT)6 12 11774636 11774647 TGATGCAATGCTGCTTCAAT GCAGCTTCCACTCACTTTCC 105

Ad07A4131 Aradu.A07 4131 p3 (GAA)5 15 11793646 11793660 GACGGAAACAATCTGCTGGT GGATGCACACGTAAATGGGT 276

Ad07A4134 Aradu.A07 4134 p3 (CAC)5 15 11796487 11796501 AGGTTAAAGGGCCAAAGGTG TGGAGTTGACGATGGAGACA 277

Ad07A4135 Aradu.A07 4135 p2 (TC)7 14 11796674 11796687 CCTCACCCATTTTCACCATC CTGGCTTGGAAGTTCCTTTG 236

Ad07A4140 Aradu.A07 4140 p3 (GTT)5 15 11814805 11814819 ATCTTTGGGGAAGGTGTGTG AAAATCAACCACAGAGGCAA 280

Ad07A4142 Aradu.A07 4142 p3 (TAT)5 15 11818877 11818891 CAAATGCTTTTGTATCCCAACA CCACGTACGATGTGTGCTCT 238

Ad07A4151 Aradu.A07 4151 c (CT)6aacccttttcttctctgtcgctccatcaccc(CT)655 11857794 11857848 AACCCTATTCCTCCCTGCTG CTGAAGAATGCGGACACAGA 218

Ad07A4154 Aradu.A07 4154 p2 (TA)6 12 11869794 11869805 GGGGTAAACAGAACATGAACG AAAAATTGGTGCAAATGTCTAAA 248

Ad07A4162 Aradu.A07 4162 p3 (GGT)5 15 11904710 11904724 GGTTGGAAGGAAAAACAGCA AGCCACCACGTAACCATCTC 157

Ad07A4174 Aradu.A07 4174 p3 (GAA)5 15 11930334 11930348 CGATTGAGAGAAAACACGCA ACCACTTTCATTACACCCGC 213

Ad07A4175 Aradu.A07 4175 p3 (TTC)5 15 11931123 11931137 TTCTCCACATACAAGCGTTTT GGAGGGAGAGGAGGATGAAG 163

Ad07A4177 Aradu.A07 4177 p3 (CCT)5 15 11932139 11932153 TTTTCGGTGTATGTGTGCTGA TGATGATGGAGGAGAAAGAGG 277

Ad07A4178 Aradu.A07 4178 p3 (CTT)5 15 11932588 11932602 TTTCGGTGTATGCGTGCTAA CGAATGTAAGTTCATCCTATTCCA 255

Ad07A4179 Aradu.A07 4179 p3 (TAA)5 15 11936383 11936397 CGTGATATGTTCTCAATTCCG TGCCACATCATTAAGCCAAA 247

Ad07A4181 Aradu.A07 4181 p3 (ATA)9 27 11941070 11941096 TTTTCACACTCTTCTCTCGCA AAAAATTAAGAACAAAGTGCTACAAA 277

Ad07A4185 Aradu.A07 4185 c (A)10ctcaaaaactctttcctttccaataattaaacttttaaacaaggtttgatgatccaaaaccttttccttctttctagtcaatat(A)14108 11951274 11951381 TCTCATAAAATTGGAGAAACTTAAAAA TGGTTTTGAAAGCTTGTAGGG 186

Ad07A4188 Aradu.A07 4188 p2 (TA)6 12 11963545 11963556 CCAAATTCTGTTCGAACCCT TGTGACGATGGAAATTTTGACT 241

Ad07A4189 Aradu.A07 4189 p2 (AT)6 12 11963737 11963748 TCAAAATTTCCATCGTCACA CAAGTGTTGCCTTTGCTTCA 205

Ad07A4194 Aradu.A07 4194 p2 (AT)6 12 11981261 11981272 CATCCGGGTTGAAATGATTC CGAAATGGATACATGGGCTT 163

Ad07A4205 Aradu.A07 4205 p3 (AGG)5 15 12060285 12060299 ACAAGGGGTTGAGAGGGAGT ATGCTCAGGAGGCTTACCAA 124
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Ad07A4207 Aradu.A07 4207 p3 (AAT)19 57 12065929 12065985 TGATGAATCTCTCGTGGCTG CCCTCTTCTCACTTCGCAAC 280

Ad07A4209 Aradu.A07 4209 p2 (AT)9 18 12074545 12074562 ATCGGATGAATTTGGTTTGA CGGGATTGATGGGCATTAT 280

Ad07A4216 Aradu.A07 4216 p2 (CT)6 12 12100472 12100483 CTCTCAACTCTCAGCGCCTT CAGAGTCACAGAGTGCAGGG 269

Ad07A4218 Aradu.A07 4218 p2 (AT)6 12 12108756 12108767 CCCTAGGGTATTAGGTGTCCG CCACAATCCAATCAATCACG 272

Ad07A4219 Aradu.A07 4219 p3 (TAT)20 60 12112776 12112835 TCTCTGACTCACTACACACAAGCA TGTGGTGGCCTTTGTTACAG 277

Ad07A4221 Aradu.A07 4221 p2 (AT)6 12 12114237 12114248 TCGGGAATCATGGGTATTGT TCATGCCATTAATTCCAACG 248

Ad07A4224 Aradu.A07 4224 c (CAA)6(TAA)5tttttaataataacagt(TAA)668 12119048 12119115 TCACCTACTTGCGAAACGTG TTGTTTGTTGGGAACTATGAACA 250

Ad07A4228 Aradu.A07 4228 p3 (GCC)5 15 12126671 12126685 CATATCCCCCAATTTCAACG CCCAATCTCTTAGCAGACGC 273

Ad07A4234 Aradu.A07 4234 p3 (TGA)5 15 12141159 12141173 AAGAGGAGGAGCTGGGATGT ATGGCACGAAATTTACCGTC 232

Ad07A4238 Aradu.A07 4238 p4 (TTAT)6 24 12148654 12148677 CGTGTGCATTTTATACCCCC AATTGCCAACAAAGCACACA 273

Ad07A4241 Aradu.A07 4241 p2 (TA)6 12 12152624 12152635 GACAAAATTCTCCCGAAGCA CTCTGCGAATTGGGATTCTG 214

Ad07A4244 Aradu.A07 4244 c (A)11ggaaacaaagccctcgttcggaaggattagttggttgcgctttagtctaacaaagatcccaaaat(A)1288 12158761 12158848 GGAGCTTTGGATCGGTGTTA AGATTATCGGGTGCATGAGTC 265

Ad07A4246 Aradu.A07 4246 p5 (GATAT)5 25 12169938 12169962 CCAGCCATATTCCAAACCAC TGCTCGTTTTCCCTGCTATT 242

Ad07A4247 Aradu.A07 4247 p2 (TC)14 28 12170650 12170677 AAGGGATGTTAACACGTGGC GAGGATCAGAGCTTTCCCTTG 237

Ad07A4250 Aradu.A07 4250 p2 (TG)9 18 12178843 12178860 TCTGCCTTGCAATCACACTC GACTCAACCGAACCAGGAGA 257

Ad07A4253 Aradu.A07 4253 p3 (GAA)5 15 12200110 12200124 ATCCTGCATTCCTCCTCCTC TCTTCCTCTTCTTTCCCTTCA 272

Ad07A4254 Aradu.A07 4254 c (T)10attcttgttaaaaaaagtaaaataagaagaaacttgagaagataaaataagaaaaaaaaagatgaataaaagaaaaaaaagtagaa(GAT)6114 12200416 12200529 TTCATCCTCTTTCAAGTAATTTTGC TGTGCGCTGATAAGTTCTGC 254

Ad07A4255 Aradu.A07 4255 p3 (AAG)6 18 12201014 12201031 AATCGAACCACACCTCAACC CGCATGTTCTTTTTCGTGTC 271

Ad07A4256 Aradu.A07 4256 p2 (AT)7 14 12201436 12201449 ACTTCTTCTTTTTAATGGGATCAA TCCTGAACGCTCTTCTTACCA 248

Ad07A4266 Aradu.A07 4266 p3 (ATG)5 15 12212481 12212495 GACAGTCAAACCGTGCGTAA GAGGGCTTTTGCAGAAGATG 277

Ad07A4267 Aradu.A07 4267 p2 (AT)7 14 12212777 12212790 AAGCCCTCTCTTCCCATGAT CCCCTCCCTCTCTTTCCTTA 233

Ad07A4269 Aradu.A07 4269 p2 (AT)10 20 12214424 12214443 TGTTGCCAAGCAAGCAACTA CCTTGTTCACAATCACAACCA 262

Ad07A4274 Aradu.A07 4274 p2 (AT)8 16 12222286 12222301 CTGACGCTTTCCTCTTCAGC AATTCACCGGCCTTTTTCTC 273

Ad07A4275 Aradu.A07 4275 c (TTA)10acgttt(A)1248 12223363 12223410 CAAACTGAACATGCCACACC CGAAGAGGAAAGAAATGCGA 271

Ad07A4279 Aradu.A07 4279 p3 (TCC)5 15 12235159 12235173 TTCCTCTTCTCTTCCTCCTCC ATTCGCGCACGTATCTTCTT 269

Ad07A4280 Aradu.A07 4280 p3 (AAG)5 15 12235338 12235352 GCGCTACCAATTTGTCTTCC AAAGGCTGAGTCACCGAATG 229

Ad07A4282 Aradu.A07 4282 p2 (AT)7 14 12240677 12240690 AAAAGTTGGTCTCGGTGTGG CAATGGAAATAAATACATCACATGC 245

Ad07A4284 Aradu.A07 4284 p2 (AT)8 16 12285337 12285352 CGCCCAACACTCATTCTTTT CAGAGTGAGTCAGTTCAATTGTCA 223

Ad07A4292 Aradu.A07 4292 p2 (TA)6 12 12295637 12295648 TCTTTTTCAGGGAAAGAACTCG CAGACCCACCGCTTATCATT 225

Ad07A4293 Aradu.A07 4293 c (AG)6(AT)10 32 12299682 12299713 ATCGGAGAAGGGAGACGAGT ACCGTTGAATAAATTTGCCG 170

Ad07A4299 Aradu.A07 4299 p3 (CCT)6 18 12315456 12315473 AGGAGGCTAAGGCAAAGTCC ACAAGGGGTTGAGAGGGAGT 100

Ad07A4301 Aradu.A07 4301 c (A)10gagaaagatgacaatagtaaaaatgcagaaaagcgcttctagtggtgagagaaaaagcactataaattcaataatgagat(A)10100 12326432 12326531 TGAATGGAAACGATACAATCAC TTGATGCCATGTATGAAAGGA 268

Ad07A4304 Aradu.A07 4304 p3 (GAA)6 18 12336445 12336462 CTTGTGGACCAGTGATGGTG ACCCGCATCACTTCATCTTC 118

Ad07A4314 Aradu.A07 4314 c* (A)11(AC)10*(AT)10nagaaaaaaaggaagaaaaaaaagaaagcaataaaaaggggacaaaatgtcccaaagtgaaattcaataataataatcaatgtatatgtgttgtgat(A)10157 12351824 12351980 TCATATGCATTGATGCTCTTGT CAATTTTAATGCTAACCTAACTACCCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A4317 Aradu.A07 4317 p2 (AT)11 22 12358215 12358236 TGAAATTACAGGGACGGAGC TTCTTGCAGACAATTTGGTCA 269

Ad07A4322 Aradu.A07 4322 p3 (CAT)5 15 12444569 12444583 CGTCCACTATCCCGTCATCT TGAGGGAGCAAGTTCAGGTT 246

Ad07A4326 Aradu.A07 4326 p3 (TTA)6 18 12464923 12464940 AGTGGAGAAGGACACCCCTT TGTGGTATCTCAAAATCGCAA 246

Ad07A4331 Aradu.A07 4331 c (A)11cttattattgaagtctcatttttttttcaaaggaggag(T)1160 12482637 12482696 CGGGAACTTTACAGGACCAA CCGAATCTCATTAGCTCGTACC 246

Ad07A4332 Aradu.A07 4332 p2 (GA)6 12 12488566 12488577 GTGTTGGTGGGTCTCCAAGT GCATTTTTCTTTCTCCCCAA 215

Ad07A4342 Aradu.A07 4342 p3 (CAA)7 21 12518667 12518687 GCTGTGCCATGCTCAAAAA GCCAGAGGCTTTTGTTCTGA 276

Ad07A4343 Aradu.A07 4343 p3 (GAA)5 15 12522484 12522498 GAGTTAAGCTTGCAATGGGC GCTCGTTCTTATCGCACACA 257

Ad07A4344 Aradu.A07 4344 p3 (TAT)5 15 12523343 12523357 TCATGATTTTTACTTTTGGCTCA CGTTGAAATTTTGTCATACTATTTG 200

Ad07A4348 Aradu.A07 4348 c (A)13gcgcatatgagaaaaagaaaaagaggtggcccctgccggctg(T)1065 12529968 12530032 TCCGGCTTCTCTTTGTATGG CCTACCTTTCGATTTATAAAATAACAC 279

Ad07A4353 Aradu.A07 4353 p3 (TAT)5 15 12560830 12560844 TCAAATTGGCTATCAAGTGTCG TTTCCCCTCTACAATTTGGAA 132

Ad07A4355 Aradu.A07 4355 p2 (GA)7 14 12566064 12566077 TCATCTATGGAGAAAACTTGAAACT GCCACATCATATACTACTCCACTTG 280

Ad07A4359 Aradu.A07 4359 p2 (AT)11 22 12584127 12584148 TGTGTAATTTGAGGGATGATGAA AAATCCTATGAACCATGATGACA 250

Ad07A4361 Aradu.A07 4361 p3 (GGT)6 18 12592080 12592097 AGTTTGGACAACTGACGGCT AATTGCAAGCCTCAGTCCAA 251

Ad07A4364 Aradu.A07 4364 c (T)10atttttacatcactctattttttctactagttgataatttaattgaccttaattttttatggaattagt(A)1089 12602832 12602920 CAATTCTTAACAGCACCAATCC GGACCAACTTGGCCTAGTAATCT 280

Ad07A4366 Aradu.A07 4366 p2 (TA)7 14 12606487 12606500 ATTGCCAATTGAGATGGGTG GGTGAATTACTGGAACTGATCG 127

Ad07A4368 Aradu.A07 4368 p3 (CTC)5 15 12609068 12609082 GCGTTCCTTATTTCCTTCAAGA CCCACATGTGCGAATTTAGA 266

Ad07A4369 Aradu.A07 4369 p3 (AGG)5 15 12611227 12611241 CGTGCGTGAATTTGAAAGAA AGTTGGCCCAAACTCAACAA 169

Ad07A4370 Aradu.A07 4370 p3 (TTA)5 15 12622327 12622341 GTCAACGCTCGAGTTGGATT TGTGGTCATCTTAGTTGCCG 250

Ad07A4374 Aradu.A07 4374 p3 (GAG)6 18 12642719 12642736 CGCCTTAACCTCACCAGAAG AGGCTAAAGCTAAGTCCCGC 203

Ad07A4376 Aradu.A07 4376 p3 (TAA)6 18 12646504 12646521 TGTTATGACAATAATTTGGCCTG GGTTGTGACCTGTTTTTGCC 273

Ad07A4378 Aradu.A07 4378 p3 (AAT)11 33 12650490 12650522 GAAACAGTGAGAGAGGAAGAGCA TTTGTCCTTCTAAATTCAGCCAA 194

Ad07A4382 Aradu.A07 4382 p3 (TTA)21 63 12681541 12681603 CTTTTTCTTTGAGAGCCCCA CTGGTCCATGAACAGAACGA 217

Ad07A4387 Aradu.A07 4387 p2 (TA)11 22 12689258 12689279 TCTTTTGTGGAGGAGAAACGA ATCAAACAATGAACACGCCA 128

Ad07A4391 Aradu.A07 4391 p2 (CT)8 16 12712118 12712133 ATTCAGCTAGGGGTGTGCAA AGGAGAGAGAGAGGAAGGGG 280

Ad07A4392 Aradu.A07 4392 p2 (CT)6 12 12712742 12712753 TTCTCTCTCCCACTCCCATC AAGAGAGAAAGAAAAGAAGGAGAGA 213

Ad07A4395 Aradu.A07 4395 c (GA)11ggggagggagagagagggagaaggacagagagagaggaagacaaagagaggggagagg(GA)794 12713988 12714081 GAGACAAAAAGGGATAAGGGA CCTCCTTTCTCTCTCTCCCAC 227

Ad07A4396 Aradu.A07 4396 p2 (GA)11 22 12714192 12714213 GGGGAGAGAGGGAGAGAAGA CTGAACCAAACTGCTTTGTCAC 268

Ad07A4397 Aradu.A07 4397 p2 (TA)9 18 12715130 12715147 ATGGAGAATGGGGATGTGAA TTCAGGGATCAATTCAAGGC 270

Ad07A4408 Aradu.A07 4408 p2 (TA)6 12 12755704 12755715 GGGGTAAACAAAAATCGCAA AGCCGGATTTTGAGTCTTGA 135

Ad07A4409 Aradu.A07 4409 c (T)10ctttttcttttc(T)1032 12763741 12763772 TGGGATATTTTGTCCCCTTTT GCTTGAGAACATTGGATGGG 220

Ad07A4411 Aradu.A07 4411 p2 (TA)6 12 12773690 12773701 GGGGTAAACAAAAATCGCAA AGCCGGATTTTGAGTCTTGA 135

Ad07A4412 Aradu.A07 4412 p2 (TA)9 18 12780792 12780809 TCCTCCATATTGGAACCATCA GTTTCTCAACATTGCACCGA 242

Ad07A4414 Aradu.A07 4414 p2 (TA)6 12 12789696 12789707 AGTTGCGCTGTCAAATAGCA TGAACCTAAAATACACACGCAA 266

Ad07A4415 Aradu.A07 4415 p3 (TAT)5 15 12791383 12791397 TCTTGTGATGCCATTCTCCA AATGATGTCCATTTGCATGGT 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A4418 Aradu.A07 4418 p3 (TGA)7 21 12806589 12806609 GCCAGCAAATGAGCATTGTA CTTCGACGAGAAGTGGAAGC 263

Ad07A4419 Aradu.A07 4419 c (GA)8gtcatgtgtgttgcagtgggtatcacctggttcctcccttgccttgagagccccacct(TTTA)5ttttttaatctaatcatgcttctaag(T)10130 12807010 12807139 AAGGGAGGGGTTAGATTGGA CCAGAAACAAGAATAGGACAAGC 258

Ad07A4421 Aradu.A07 4421 p2 (TG)6 12 12808202 12808213 AAATGATGGGGTGACTTTGC ACATCTTGGCACAAATGCTG 173

Ad07A4429 Aradu.A07 4429 c (A)10ggagaaggaggaagagatattaataatcatgaagatgaagataatgaaagtgaaagaag(A)10gaaaaatgagaataaaaataagaacatatgagcatatataaatttaacttggatagacttagttaaaaaaacttaattg(T)11169 12813594 12813762 TGAAATAGAATAAGAAAAAGGAAGAAG TGTTTGTTGGGTCAAGTAGGG 271

Ad07A4431 Aradu.A07 4431 p4 (TATG)5 20 12814611 12814630 AAGCGTGATGAGGGTGGTAG CTAAGGCATGAGCGTGATGA 188

Ad07A4433 Aradu.A07 4433 p2 (TA)11 22 12829645 12829666 TCCAACATTGGAGAGGTTGA CTGGTTGTGAATGAGACATGC 260

Ad07A4440 Aradu.A07 4440 p2 (TC)6 12 12838559 12838570 CCCCTTCATTTCTCATTCCA TTCTGTTCGGTTGTTGGACA 276

Ad07A4443 Aradu.A07 4443 p3 (TCT)8 24 12850240 12850263 ACATACACCCTCCCCTTTCC TAAAATATTGCTCGCCCTCG 178

Ad07A4444 Aradu.A07 4444 p3 (AGA)6 18 12854736 12854753 CCTTCTCCAACAAGCCTTCA GGCAGATGCAACAACTGTCT 231

Ad07A4445 Aradu.A07 4445 p2 (GA)23 46 12856183 12856228 CGTCGGAAATATCCGTCTGT CTGCACTCATCCCCTTCATT 249

Ad07A4450 Aradu.A07 4450 p3 (ATT)20 60 12877699 12877758 AGCCTGCAAAAGCTCATCAC GACCATCACGAAACAGATCTCA 275

Ad07A4451 Aradu.A07 4451 p2 (CT)7 14 12879086 12879099 TTGCCCAGAGCCCATAATAC GACAATTCAACGGAGGGAGA 212

Ad07A4453 Aradu.A07 4453 p2 (TA)11 22 12884194 12884215 TGTGGTATCAGAGCCATCCA AAAATGCAACCGAAACAACA 251

Ad07A4455 Aradu.A07 4455 p2 (TA)6 12 12904885 12904896 TGCACTTATTTCATTTGCATTT AGAATCCAATGCCCCTCTTT 241

Ad07A4459 Aradu.A07 4459 p2 (AG)6 12 12929148 12929159 CTGGCTGTTCACCCCTATTT TGGAGTGCAAGTCAAGATGG 212

Ad07A4466 Aradu.A07 4466 p2 (CT)6 12 12946360 12946371 ACATACGCTCATGAGGACCC AACGGTCGAATTTTGGTGAG 119

Ad07A4469 Aradu.A07 4469 p3 (AGA)5 15 12950507 12950521 TGAGCTTGTGCTGCTTCTGT TTGAAAAGGGATCGAGATGG 192

Ad07A4471 Aradu.A07 4471 p2 (AT)9 18 12953070 12953087 GTGTCGGTGAGTGTCGTGTC TCAGCCTATCAGGTGAACCC 264

Ad07A4472 Aradu.A07 4472 p3 (ATT)6 18 12954545 12954562 CAGTTTCATCTTTCCCCCAA GCCATTAGCCAAGGTGTTGT 226

Ad07A4475 Aradu.A07 4475 p2 (TA)6 12 12985486 12985497 TCCAAATCTGTGGGAGAAGG TCTAAGAGCTCCCAAAGCCA 128

Ad07A4476 Aradu.A07 4476 p3 (AAG)5 15 12992440 12992454 TGAAAGTTTGCTACAAATGCACA TTCATCTTCCTTCTCCTCCTTG 278

Ad07A4477 Aradu.A07 4477 p3 (ACC)5 15 13000609 13000623 TTGCTAGGAATCGGTCGAAG TACCCATGGAAGATGGGTTT 239

Ad07A4480 Aradu.A07 4480 p3 (TTA)5 15 13001880 13001894 TTGGCATAGATTACTTGTTTCCTG AGGTTGGATCAAGGATGTGG 243

Ad07A4481 Aradu.A07 4481 c (TCTCA)6tcatgcatacccatttagaaaaaaagaaaaaaagaaaaaaaa(AC)684 13002009 13002092 CCACATCCTTGATCCAACCT TGCCCCCTTGGTACATAGAA 187

Ad07A4490 Aradu.A07 4490 p2 (AT)9 18 13026845 13026862 TTCAGGGATCAATTCAAGGC GAATGGGGATGTGAAGATTGA 253

Ad07A4491 Aradu.A07 4491 p2 (AT)6 12 13027959 13027970 GACAAAATTTCTCCGAGGCA TGGATGGAGTATGGACAACG 230

Ad07A4496 Aradu.A07 4496 p2 (AT)10 20 13032718 13032737 CCAAAGTTGCCACACTAGCA GACCGGATTCTCCATTTTCA 197

Ad07A4502 Aradu.A07 4502 c (ATT)5g(TTA)15 61 13043100 13043160 CATCAACATATCCGGCATCA TCATGGCCACACTAACGAAA 194

Ad07A4503 Aradu.A07 4503 p3 (CTC)5 15 13044758 13044772 GGACGCTTATCCATACGAGC ACACGCGAAGAAAAAGGAGA 205

Ad07A4504 Aradu.A07 4504 p3 (AGG)5 15 13045820 13045834 GCAAACCATCAACGATGAAA GGTCGTCACCAACACCTCTT 278

Ad07A4506 Aradu.A07 4506 p2 (TA)10 20 13047914 13047933 TTTTGTCGGTGTCAAACTGAA AGTCAGGGCGGAGCTACATA 280

Ad07A4513 Aradu.A07 4513 p5 (CAATG)5 25 13094762 13094786 GGGAAACAGTTCCAACCAGA ACTTTGAATTGCCGAATTGC 243

Ad07A4517 Aradu.A07 4517 p2 (TC)6 12 13110848 13110859 GACGGCGACTCTAACTCCAC GAAGGAGATCGCACCATCAT 163

Ad07A4518 Aradu.A07 4518 p2 (GT)6 12 13111200 13111211 CTTCCTCTTTGGATTGCAGC CTACCCAACCCACACACACA 149
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Ad07A4520 Aradu.A07 4520 p2 (AT)8 16 13122338 13122353 CCATTGGACAGTCCCTCTGT GTTGACCCTCTGTCCCAAAA 267

Ad07A4524 Aradu.A07 4524 p2 (AT)6 12 13133028 13133039 ATTCGATCCGTGTTCACTCC TGGAGTTCAGATCCACGACA 202

Ad07A4525 Aradu.A07 4525 c (TCTTCG)6(TCT)8tcgtcttcg(TCT)13(TCGTCC)8(TCTTCC)7198 13133892 13134089 TCAAACGGTTCCTCTTCGTC TCAGAAACCATGAAAATCGAAA 275

Ad07A4527 Aradu.A07 4527 p3 (AAG)8 24 13134971 13134994 TTTCTCCTCCTCATCTTCTGC CAAGGTACGTTTCTTGCCTTC 210

Ad07A4528 Aradu.A07 4528 p3 (AAG)8 24 13135141 13135164 GAGAAAGAGAAGGCAAGAAACG TACACGCGCTTTATTCATGC 263

Ad07A4529 Aradu.A07 4529 c (A)10caaaaagaaaatacttaaatagat(A)10gtggaagaaaatataagaaacacatcaataaagaccacat(ACA)7105 13136577 13136681 TCCCGATTCATCAACTCAAA ACATGACAGAGCACAATGGC 239

Ad07A4532 Aradu.A07 4532 p2 (AT)10 20 13141847 13141866 TATGGCGTGGAGGATTTTTC CGGTACCCGACCTACCAAAC 254

Ad07A4533 Aradu.A07 4533 c (T)10atctcaacagttttatttcgtcttcttttaatcgtctggtcaaaattaaaa(T)1071 13162749 13162819 TGTTTTAGTCGCTGACGTTTG CCCTTTTCACCACTATTTTTAGC 274

Ad07A4535 Aradu.A07 4535 p2 (AT)6 12 13177069 13177080 GCAAAGCTAAGGTTGGCTGA AGGCGTCTGGAGTTCTACGA 226

Ad07A4537 Aradu.A07 4537 p3 (CCT)5 15 13192362 13192376 AAATGGCAAAGACAAACGCT CGCCTTAACCTCACCAGAAG 248

Ad07A4539 Aradu.A07 4539 p4 (ATTT)5 20 13205578 13205597 ACTCTTCCCCTTCCCCTCTT CTTTCCTTCCATATGCCCAG 182

Ad07A4541 Aradu.A07 4541 p3 (TTA)6 18 13209070 13209087 TGCGAAAATGCGTAGTTGAA CGATGGCTACGACTTCTGTG 190

Ad07A4544 Aradu.A07 4544 p4 (AAAT)5 20 13215589 13215608 ACGCAGATGGCTTTGACTTT CCAATCCACCGAACAATCTT 262

Ad07A4546 Aradu.A07 4546 p3 (TAA)5 15 13218686 13218700 AAAAACACAACTTAAATGCACCA CCCTCAATTAGGGACAACCC 245

Ad07A4549 Aradu.A07 4549 p4 (AAAT)6 24 13222043 13222066 AAAAGGAGGATGAAACCTTCAA AACTTGGTCAATCGAACTCCA 199

Ad07A4551 Aradu.A07 4551 p2 (TA)7 14 13233055 13233068 ATTCCTCAAATGAAGCGCAC TTAGGCTTGCGAGTTTGACA 265

Ad07A4555 Aradu.A07 4555 p4 (TAAT)6 24 13268440 13268463 TCAAAACCTGTACAGCGATCA TAGCTCAGGAAACAGTGGCA 199

Ad07A4556 Aradu.A07 4556 c (A)10gag(T)14caatacannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagagagattaact(AG)18131 13271021 13271151 ACACAAGTTGGGGGCATTTA GCTTGCTTCTCTTCTTGTTCC 244

Ad07A4565 Aradu.A07 4565 p2 (TA)6 12 13291101 13291112 TCAGTGGATATCTCTGTTATTGGA TTGTTATCCATTGTGGCAGC 209

Ad07A4568 Aradu.A07 4568 p3 (TCT)5 15 13298785 13298799 GCCAGGAGTTGCTTTCTTTG TACCCCCAAACTCATACCCA 222

Ad07A4569 Aradu.A07 4569 p2 (AT)8 16 13307836 13307851 TCGAAAATCTATCATTTATCTTGGT GTGATGAACATCCGTCGTGA 184

Ad07A4572 Aradu.A07 4572 p2 (TA)9 18 13323265 13323282 TTTTGCAGGGAGAATTGTGA AGCTCTCTCTTGAATTTTTCTCTTT 267

Ad07A4576 Aradu.A07 4576 p3 (ATT)5 15 13365313 13365327 CTTCCTTCTCCCATGACCAA CACAACTGCCCACTTTCTCA 242

Ad07A4577 Aradu.A07 4577 c (TC)16tttcga(TC)650 13368943 13368992 TTGCGTTTGGTCTCTCTCCT CCCTTGTTTCCAGCATCAAT 267

Ad07A4583 Aradu.A07 4583 p2 (AT)8 16 13386728 13386743 TATGCACCGTTTTCGTTTCC TCCAATTCTTAATACCATTTCTGTG 257

Ad07A4584 Aradu.A07 4584 p2 (CA)7 14 13387204 13387217 GGTTTCTCACGTGCATCATTT GCAAGAATACACCCCCAAAA 248

Ad07A4586 Aradu.A07 4586 p3 (ATA)17 51 13393084 13393134 TCCCTTCTATTGTTGCGGTC ATTCCATTTGCAAAACGTGG 208

Ad07A4594 Aradu.A07 4594 p3 (TTC)6 18 13408268 13408285 TGAGACAAATCACGGACCAA GCTTTCATGGAGGAAAGTGC 210

Ad07A4597 Aradu.A07 4597 p3 (ATT)25 75 13411165 13411239 CGTGAAGTAAGTAAATCCCTTTCG TTTGCGTAATATTGGGGCTC 259

Ad07A4598 Aradu.A07 4598 p2 (CA)6 12 13413461 13413472 CATAATCCGCGGCTACAACT CGCAAATGCATTGTTTCACT 236

Ad07A4603 Aradu.A07 4603 p3 (TAA)9 27 13418390 13418416 TCGTGACTCCATTTTCCCTC CACGATCGGTGCCATTATC 217

Ad07A4604 Aradu.A07 4604 p3 (TAA)8 24 13418592 13418615 GCACCGATCGTGGTAATCAT AAGTTGTTACTTTACCCACGTGAT 223

Ad07A4607 Aradu.A07 4607 p2 (AT)6 12 13424964 13424975 TAATTATAGCAATATAAACCTGCTTCA TAGTGCATTCATTTTGGCGA 223

Ad07A4617 Aradu.A07 4617 p2 (TA)6 12 13452111 13452122 CTTATTCCTGTGAGGGGCAA CAACGTTAGTCGTAAATGCCTG 152
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Ad07A4618 Aradu.A07 4618 p2 (TA)6 12 13455130 13455141 TTTGATTTTGAGCATATAACTTTGTTT TCTCTCTCCTTTAATTCTTCTCAAAA 156

Ad07A4621 Aradu.A07 4621 c (A)12gtagaaaacagtagcgagaggtgtgtgtgtttgggagaagttggcgttaacagttatgagagcaatataagtagtaaagactagaa(AG)8114 13465090 13465203 GCCACGTCCTCTTCAAAGTC CCATCAAAAACACCCCTCAC 247

Ad07A4623 Aradu.A07 4623 p2 (GA)9 18 13472752 13472769 TGTGGCTTGGATCATTTTCA TCAACAAAACTACTGGCCCC 225

Ad07A4626 Aradu.A07 4626 c (A)17tttg(T)40 61 13475604 13475664 ATAGGTGCAATTGTCGTGGC AGGAGTAGAGACTGCAGCGG 226

Ad07A4630 Aradu.A07 4630 p4 (TATC)5 20 13513328 13513347 TGTCGTTTTTGTTCTATTTTCCTTT CGGCAATTAATGACTGGGAG 261

Ad07A4636 Aradu.A07 4636 c (AG)6aaaacaaaacgacggggtcattttttttgttcctattcgtctttttttatgcaaatcaaaaggggatactt(A)1194 13519570 13519663 GGGGCCTTCTGAATTGATCT TATCCGTCTGGGCATGGAT 280

Ad07A4643 Aradu.A07 4643 p3 (TGA)5 15 13554696 13554710 AGTCACTTGGCTTTGGCAAT TCTAATGGCTTCAAGCTCCC 184

Ad07A4649 Aradu.A07 4649 c (TTA)8ttgaccg(A)1041 13571540 13571580 TCAAGTTCGAATTTTGCCAAT TTCTCCAATTCGGTCACTTTG 279

Ad07A4650 Aradu.A07 4650 p4 (TATT)6 24 13581431 13581454 GTCCCGCTTTAAAAACTCCC CACTTAGAAAAAGCGTGGGC 269

Ad07A4660 Aradu.A07 4660 c (T)10cgatttccatgatttctgaaatcaagtttttcctcttcctcttcctcttcttcg(T)1074 13620302 13620375 AATGCGTTATCCGTTTCCTG ACACCCAAAATTCGTTGCAT 268

Ad07A4661 Aradu.A07 4661 c (TCTTCC)5(TCT)5tcgtctttttcctcttcttcctcttcctcttcctcttcc(TCT)8108 13626773 13626880 CGCGCACTAACTCATTTTGA CGTGCAGAAACGAAAGAAAA 278

Ad07A4662 Aradu.A07 4662 p3 (TTC)6 18 13627002 13627019 TTTTCTTTCGTTTCTGCACG CCTCCTCATCTTCTGCTGCT 145

Ad07A4663 Aradu.A07 4663 p3 (AAG)6 18 13627786 13627803 CGATGAAGAAGAACGTGCAG TTCAAGGTACGTTTCTTGCCT 117

Ad07A4664 Aradu.A07 4664 c* (AAG)6(GAAGAG)20*134 13627951 13628084 AAAAAGAGGGAGGAAGAGAAAAA TACACGCGCTTTATTCATGC 263

Ad07A4668 Aradu.A07 4668 c (A)11cgaaaaagaagaggaagaggaag(AGA)5(GGA)5gaagaagaggaagaggaagag(GAA)6103 13637079 13637181 ACACCCAAAATTCGTTGCAT CAAAGCGCTACACTCCGAAT 237

Ad07A4677 Aradu.A07 4677 c (T)10cttgattacatgttgtaaaattctacttgattacta(T)1056 13683399 13683454 TTCTCCTTTGTGGGATGGAG ACCGATTGGCCATAACAAAA 223

Ad07A4679 Aradu.A07 4679 p4 (ATTT)6 24 13687276 13687299 GCTCCAATAAACGAAGACAACT AAATTGAGGCTTGCCTTCTG 270

Ad07A4680 Aradu.A07 4680 p2 (TA)11 22 13690608 13690629 GCTGGAGGAGCATTTGTCTT TGGACTGAAATGAGAGGATGA 198

Ad07A4681 Aradu.A07 4681 c (A)11tatgaaacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaactattagc(A)1280 13691227 13691306 TCTGCCGAATGATGGGTTAT AAAAGAGCCTGCGCAAATTA 197

Ad07A4687 Aradu.A07 4687 c* (TCTT)5(T)11* 29 13699012 13699040 AACTTTACGAAACTCTCCCTAATTG TTGAACTCTTCGTATCGCAAA 207

Ad07A4691 Aradu.A07 4691 p3 (AAT)25 75 13711992 13712066 TTGCCTATCCCCTTGTCACT TGGAGTTTCAGCAAGACAGG 195

Ad07A4698 Aradu.A07 4698 p3 (AGA)6 18 13733014 13733031 AGAGATGCTCCTGCTGCAAT GAACTCGAACGATCCTCTGC 259

Ad07A4699 Aradu.A07 4699 p3 (TGA)5 15 13733707 13733721 TCTGAAGAACCACTTTGCTCA GCAATGAATTTTTCAAAGGCA 119

Ad07A4700 Aradu.A07 4700 p3 (AAG)8 24 13734996 13735019 ATTGATCTCAACCGCGAAGT GATCAAGAATCAAGGCTCGC 190

Ad07A4704 Aradu.A07 4704 c (T)12ggtgaacaaggctaccgtcgttatcactgatttctaatcacaatttc(T)1271 13738737 13738807 AAGCGGAAGGTTATTACACTCG CCCTGTCCAAAGTGAGTGGT 222

Ad07A4706 Aradu.A07 4706 p2 (AT)6 12 13762899 13762910 TTAAGCCGGCTAGCCAAATA CCTCGGTGAGTTGTCTGGTT 201

Ad07A4707 Aradu.A07 4707 p2 (GT)6 12 13764359 13764370 AGGTGCCAAAACACAAAAGG GAGAATTTGGACATGTGGGG 209

Ad07A4717 Aradu.A07 4717 p3 (ATA)20 60 13788079 13788138 TCCTTGGGACTTGGGAGTAA ATCACCACCATCATCGTCAA 137

Ad07A4720 Aradu.A07 4720 p4 (TACC)6 24 13797892 13797915 AAAAATTAGTTGAATAGAGGATTTTGA ATCCCCTTTCCTGCGTTACT 273

Ad07A4721 Aradu.A07 4721 p3 (TTA)13 39 13801335 13801373 CCCGTATCCATATCTGTACATCA GGAAATTCGAACTTGCAACC 159

Ad07A4722 Aradu.A07 4722 c* (TTAT)5(TTA)6* 34 13801635 13801668 CAGAGATACGAAGGATTTGGTACA TGGGTGTATTTAGTGAATCGTAGAA 260

Ad07A4725 Aradu.A07 4725 p3 (CTT)6 18 13808883 13808900 TGTAGCAAAATTTCGGTGAAAA CCTCTGGAGGGAATGAAACA 184

Ad07A4726 Aradu.A07 4726 p3 (CTC)8 24 13818602 13818625 TATTTCCGAGTTGTTTCCGC CTCGGAAAGTAGTTGGGCAG 146

Ad07A4727 Aradu.A07 4727 c (TTTC)10ttcttctttttcgtcatcgttttcttttctcgcgttttctttcttgttcttgttcttt(TTC)5113 13826502 13826614 CCTTTGCTCAACGTAAGCCT TTAATCTTGTCTCCGACCCG 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A4735 Aradu.A07 4735 c (T)10cttctctctcactgttctttacaaaaattttcatagaagagtattatttctctacaggtaaatttattatttcatatttaatatt(TTA)6113 13851579 13851691 TATTTATTTGCACGTCCCCC CGAAATAGAAACAAAATAGCACGA 193

Ad07A4741 Aradu.A07 4741 p5 (TTTGT)5 25 13861778 13861802 TGGAGGTGATATCCTAGCCG TTTGCATGCTCAGACACACA 129

Ad07A4742 Aradu.A07 4742 p2 (GA)12 24 13864013 13864036 GCCACCTAACGCCAAATACT AGCTTGGCGGGAAAGTTAGT 225

Ad07A4743 Aradu.A07 4743 p2 (CT)6 12 13865621 13865632 TCCTTGGTGAGTCTCATCCTC GAGAAAAGTGCGAAGAGGGA 156

Ad07A4744 Aradu.A07 4744 p3 (TTC)5 15 13865816 13865830 GAGCTCCATCTTCTCCTCCC GAGAAGAGAGCAGCGACACC 184

Ad07A4745 Aradu.A07 4745 p2 (AG)6 12 13866243 13866254 TTGACAATTTTTGGGGAAGG AGCACCTAAACCACCACTGC 232

Ad07A4748 Aradu.A07 4748 p3 (ATA)5 15 13886645 13886659 TCATGACGATCATCAAAAGAAAA TTGTGTTGCATATCTCTCCGTC 217

Ad07A4750 Aradu.A07 4750 p3 (CTT)5 15 13887815 13887829 TTGCCAAAACTTGTAAGGGC GGCACGGGTAACTTCTGCTA 194

Ad07A4751 Aradu.A07 4751 p2 (GA)12 24 13895016 13895039 TTCCCAGAGGAGATAAGCGA CTTGGCGGGAAAGTTAGTTG 250

Ad07A4755 Aradu.A07 4755 p3 (TCA)5 15 13909825 13909839 AATGGCAAGATTTGGTGAGG AAGATGGATTTCTGGCCCTT 222

Ad07A4757 Aradu.A07 4757 p4 (AAAT)5 20 13921493 13921512 TGGCTCTTGAAAGAATGATGG AGCTTGATTCAGCCGCTTAG 276

Ad07A4758 Aradu.A07 4758 p2 (GA)6 12 13939270 13939281 CGTGTCGTCTCCATTCAGTC GAGAGGCAGTGGAGGATCTG 274

Ad07A4760 Aradu.A07 4760 p2 (TA)7 14 13948572 13948585 GCTAATGGTTCGGATGATGG TTTTCCGCAAACCGATATTC 234

Ad07A4761 Aradu.A07 4761 c (T)12acccttttccgcaaaccgatattcagttgacaattatttcatctaaaaggcatacgcaagactattggaata(AT)798 13954307 13954404 CCAGACCGTTTACATTGTCG AGCTAATGGTTCGGATGACG 280

Ad07A4765 Aradu.A07 4765 p2 (TA)7 14 13963330 13963343 CCTTCATGAGAATCTTTTCTTTGG CCAAATATCTATCCATCCACCA 213

Ad07A4767 Aradu.A07 4767 p3 (TGC)5 15 13967673 13967687 GGTTTTCAATTTGGGGGTTT CCTTGAGAGCACTTGAAGCC 262

Ad07A4768 Aradu.A07 4768 p2 (TG)10 20 13967974 13967993 TCAACTGATGGATGGCTTCA AAAGAACACCAGCAAATGCC 277

Ad07A4769 Aradu.A07 4769 p3 (TGC)5 15 13982616 13982630 GGTTTTCAATTTGGGGGTTT CCTTGAGAGCACTTGAAGCC 262

Ad07A4770 Aradu.A07 4770 p2 (TG)10 20 13982917 13982936 TCAACTGATGGATGGCTTCA AAAGAACACCAGCAAATGCC 277

Ad07A4776 Aradu.A07 4776 p2 (AG)18 36 14024792 14024827 AACACACACCAGGATCGCTA GGCAACTTTGTAAGGAGGCA 272

Ad07A4777 Aradu.A07 4777 c (ATT)5atcctcatagtatttatatcctccatccttaaac(TA)1375 14028019 14028093 CCATTGGCTCCCTAACAGAA CGCGCATGTGTATGGTAGAC 269

Ad07A4778 Aradu.A07 4778 p3 (AAT)15 45 14028968 14029012 TGTAACGGTGACTTGTGCTTG TGCTAATTGAGTTCATTTGATTAAAAA 189

Ad07A4779 Aradu.A07 4779 p2 (AT)8 16 14044352 14044367 CAATTGCACACAAGAAGGAAAA CCCAACACTTTTGCATTTCA 269

Ad07A4781 Aradu.A07 4781 p2 (TG)10 20 14052829 14052848 GCTCTTTCCTAAAAATATTGGCA TCCCTTAGGTATGAAAAATAATAAACA 217

Ad07A4782 Aradu.A07 4782 p2 (TA)7 14 14053533 14053546 CTACCAAAGCTCACGCTTCC ACCCTCGCCTTTATCTTGGT 276

Ad07A4783 Aradu.A07 4783 p2 (GT)8 16 14057014 14057029 TTCGCTTGCTTTCTTCGTTT CAAAACCCTTCTCTTCGTGC 126

Ad07A4787 Aradu.A07 4787 p2 (CT)8 16 14079559 14079574 CTTGGCGGGAAAGTTAGTTG AAAGCTGCTGCCTTCAAAAA 218

Ad07A4788 Aradu.A07 4788 p3 (AGG)5 15 14079914 14079928 GAAGCTGATATAGGCGACGG GAAGCACGTTACGGTGATGA 115

Ad07A4790 Aradu.A07 4790 c (T)20(G)17 37 14081542 14081578 GGATAGTGTTGGGCAAGCAT TTAGTTTGATCCGTGCGACA 277

Ad07A4791 Aradu.A07 4791 c (CG)6(CA)7 26 14083145 14083170 TATGGGCACAGACAAAGTGG TGTGGCTAATTATTCCCGAAC 191

Ad07A4793 Aradu.A07 4793 p2 (AT)6 12 14088244 14088255 GATTCGTCCAAAGGTGGAAA CCGCAACGAGGATTTCATAG 269

Ad07A4797 Aradu.A07 4797 p2 (AT)9 18 14110262 14110279 CCTGCTGGAAACATTTGTGA TCATTGTGTATCCACATCAGCA 262

Ad07A4800 Aradu.A07 4800 p2 (AT)6 12 14122110 14122121 TACAAATATTCCATTATCTCTCTAGCA TTGCACACTCAGTACTTTTTCTTG 129

Ad07A4805 Aradu.A07 4805 p2 (TG)7 14 14139627 14139640 CAGTGAGAAGGGAGAGTGGC GGGATTCCCGCTCTATTCTT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A4806 Aradu.A07 4806 p3 (TTA)7 21 14139989 14140009 CGGAAGAATTTTGTCCCTCA TGGCATTATGCACGTTTACTTC 230

Ad07A4808 Aradu.A07 4808 p3 (TGT)5 15 14141549 14141563 AAGATACAATAATGTAGGCAACCTG TGCTCCATCTTCTTCTCCACT 257

Ad07A4809 Aradu.A07 4809 p3 (AAG)5 15 14142001 14142015 ATCATTCCACGAAGCCACAT GGGTTCTGCACTGATGAGGT 234

Ad07A4810 Aradu.A07 4810 c (AGAA)5aacaagaatgtgtgtgtgttgtgtatgtgcacataaacaaggttggatcgatggagcaccaccaccaact(TA)8106 14144121 14144226 TGTCACAACATGGTTGCCTT TGGACTTTGGGACTTTTGGA 236

Ad07A4812 Aradu.A07 4812 p4 (TTAG)5 20 14146961 14146980 CCCAACTCACGTGTAATCCA GAAGTTGGAGCTGTCAGGGA 280

Ad07A4813 Aradu.A07 4813 p2 (CG)6 12 14149735 14149746 GGAGGAAGGAGAAAAGCAGG ATAGGGAGCTCTTGGGCATT 245

Ad07A4816 Aradu.A07 4816 p2 (TA)6 12 14160408 14160419 AACTGGTTCAAAGCTTTCCATT CAAGGAAATATTGTATGCTTGAAGG 265

Ad07A4817 Aradu.A07 4817 p2 (TA)7 14 14161652 14161665 ATTTAGCTACGGAGACACAAAAA TGGTATGCTATGCTGAGGCA 208

Ad07A4818 Aradu.A07 4818 p2 (TA)6 12 14169146 14169157 TGGTAACTTTTGGAGTCACCATC ACACCCATTCACACACAGAA 185

Ad07A4819 Aradu.A07 4819 p3 (TTC)5 15 14170062 14170076 CATCACAGCCCCTTCTCTGT GCACAACCAAGAAAGCACAA 251

Ad07A4820 Aradu.A07 4820 p3 (ATA)19 57 14174610 14174666 TGAGTGAACTCAATCGGGAA GGTATTCCTTTCTTTCTCCCA 231

Ad07A4821 Aradu.A07 4821 p3 (AAT)7 21 14177028 14177048 TTCATTGGCAGATAGCATCG CGGAGACCCAACTTGATTGT 180

Ad07A4825 Aradu.A07 4825 p2 (AT)7 14 14183590 14183603 TTCATTGGTCAATAACAGACCC TTCCAGCCATGAATCTAGAAAAA 165

Ad07A4827 Aradu.A07 4827 c (A)10gtgccttattacaattactttaggataaaaaattc(A)1055 14187397 14187451 GAACATGAGCAACCACATGC TTCATTCGAGGCCTAATTGC 238

Ad07A4831 Aradu.A07 4831 p2 (TA)6 12 14199383 14199394 GGAAGAACCCAGAACCATGA GGATTCAAGCCAATCCAAGA 215

Ad07A4832 Aradu.A07 4832 p2 (TG)6 12 14199709 14199720 CCCCACTTCCCACATCTTTA GCACCTTTATCTCATCCTTGC 273

Ad07A4838 Aradu.A07 4838 p4 (AAAG)5 20 14216613 14216632 CAAAATTCCAAACCAAGGTC CGCATACAAAACCGTCACAA 274

Ad07A4842 Aradu.A07 4842 c (T)10c(T)11 22 14220564 14220585 TGAACTTGCTTTGATAGCGTTT TTTGGGTATTTGTGTCTTTGTCT 274

Ad07A4843 Aradu.A07 4843 c (CACCAA)5(CAC)5caacac(CACCAA)793 14221825 14221917 GACTGAAAATCAAAATCGTCCC TGCTTCTTGGTTTGGTGTTG 270

Ad07A4845 Aradu.A07 4845 p2 (CT)6 12 14228049 14228060 GCAAATCTGCTAGGTGGAGC AAAGGGGAAGAAAACGGAGA 150

Ad07A4846 Aradu.A07 4846 p3 (TGG)6 18 14229135 14229152 GAATAAGCTCTCTGGCGGTG CACCATTGCTCTTGCTTTCA 248

Ad07A4852 Aradu.A07 4852 c (GAT)5gaaa(AAG)534 14250163 14250196 AAAACAAGAAGAAATTTGAGAAGG TTTGGGTGTACCACGAAGAT 179

Ad07A4853 Aradu.A07 4853 p3 (GAG)8 24 14250601 14250624 GAACCACACCTCAGCCACTT TTTCCTTTTTGTTTTACCTTCTCG 260

Ad07A4856 Aradu.A07 4856 p3 (ATA)20 60 14252528 14252587 CTTTGCCACAATTTTTCCGT TGGATATGGCTAATCTTTTTAATTTTG 244

Ad07A4861 Aradu.A07 4861 p2 (AC)6 12 14270561 14270572 TGTCCATTCACATGCTCAGAA GAAGTGGATTGCATGGTGTG 211

Ad07A4862 Aradu.A07 4862 p2 (AT)6 12 14281037 14281048 TGTTGTCACCTCTTTTGCCA TTTTCAACCCACGGGTAAAG 127

Ad07A4863 Aradu.A07 4863 p2 (AG)18 36 14297583 14297618 CCAAAAGACCAAAGCCTTCA TTTCAATTTGCAAAAGCTGC 245

Ad07A4865 Aradu.A07 4865 p2 (TA)6 12 14346418 14346429 CTCCAGGTTGAGACCCGATA GGTAGCTAACCATGGGCAAA 126

Ad07A4868 Aradu.A07 4868 c (TTC)6tttcaaatacacgcattactaca(TCT)5ttgaaattcacgtatacctccttcacgcacgcagattcttcttcagctt(CTC)5ttccttc(TCT)6145 14352273 14352417 AAAGAGCGTCATTACACGCA TGTTGGTGTTGTTGGTGATG 219

Ad07A4869 Aradu.A07 4869 p2 (AT)6 12 14355806 14355817 CTCATTTCATTTGCCAGGGT GGAAAAGCCTGCACATCTTC 210

Ad07A4870 Aradu.A07 4870 p2 (TA)6 12 14359916 14359927 GGCACCTTCCTCCTTGTGTA GGAAGAAGCTGGCGTTAGTG 224

Ad07A4872 Aradu.A07 4872 p2 (AT)8 16 14361292 14361307 GCTACACAGGTAAGCAGCCC CCACTACCCCCTCTGCATAA 104

Ad07A4874 Aradu.A07 4874 c (TAA)7c(AAT)5 37 14366302 14366338 TTGGCTTGACTAAATTGCCC AAAACTCAATTGAAACGGAAAAA 147

Ad07A4878 Aradu.A07 4878 p3 (ATT)5 15 14376851 14376865 CCACCTTCCCAATTTACCCT GAGGCAGCATCATCATCAGA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A4884 Aradu.A07 4884 p3 (TTG)6 18 14383320 14383337 GATGGACAAGGGGTGAAAGA TTTTGTGTGTAAAATTTCTGTGAAT 207

Ad07A4885 Aradu.A07 4885 p2 (TA)6 12 14388585 14388596 GCTACCTCGAAAAATACTAAACCAA TGTCCGCGTTAGAATTGACA 264

Ad07A4886 Aradu.A07 4886 c (TC)8tt(TA)14 46 14392580 14392625 TTGTCGTAAGATGTGACCGAA GAGTCAAACTCCAAGCCCAA 177

Ad07A4888 Aradu.A07 4888 p3 (TTC)5 15 14394602 14394616 ACCCTTCTTCTCCACTGCAA TGCATGCATTCATGGGTAGT 213

Ad07A4893 Aradu.A07 4893 p3 (TAA)5 15 14432007 14432021 TGCAATAAAAGAAAACGGAAGA TTTGCACCCTGTTTTTCTCC 210

Ad07A4894 Aradu.A07 4894 p3 (AAG)6 18 14432234 14432251 CAACGTGGTTCAGGATCAGA GCCTTGAAATGCTTTGCACT 259

Ad07A4896 Aradu.A07 4896 p2 (AT)9 18 14436738 14436755 CATTGAACATTTTGGGGATTG CACGTTGACTGATTTTGATTGAA 202

Ad07A4899 Aradu.A07 4899 p3 (CGC)5 15 14453516 14453530 TCCCCATCACGACATACTCA ACGAGGAGGTAAAGGAGGGA 268

Ad07A4908 Aradu.A07 4908 p3 (TAT)5 15 14467629 14467643 GGCACAAGAAGGACATTGGT CGATGCGTCAAAGCTCAATA 198

Ad07A4911 Aradu.A07 4911 p3 (CTT)5 15 14488172 14488186 CGGTTACAGAATTCACCCAAA TGACATCAAGCTCTGAAATCGT 214

Ad07A4912 Aradu.A07 4912 p3 (AAG)6 18 14488307 14488324 CCTCCTCATCTTTTGCTGCT TTGCTGCACATTCTTCTTCC 195

Ad07A4914 Aradu.A07 4914 c (T)10cttctagctagattgaagttggaa(T)1044 14496444 14496487 TTTGCAAATTTGTACGTCCACT TTTCCACTGTAAACGAGATAAGAGTA 280

Ad07A4918 Aradu.A07 4918 p3 (TAA)19 57 14514736 14514792 TCCTCTTCACCATTTGGACC TCCTTTTTGTTTTTCTTTTGGG 261

Ad07A4919 Aradu.A07 4919 p4 (AAGA)5 20 14518118 14518137 CCACTTCACTTGGTTGGGTT CGTGTCTGCGTTTGAGAAAG 242

Ad07A4922 Aradu.A07 4922 p3 (TTA)9 27 14528077 14528103 TTATGTCCTACAACAAAATAGATTGAA TGCATCTCCATATGATACCGAA 239

Ad07A4923 Aradu.A07 4923 p3 (ATA)8 24 14530544 14530567 TTGATGCACACAATAATAGTGACCT TTTTTAAAATATAATGCATGTACCGTG 118

Ad07A4926 Aradu.A07 4926 p2 (TC)9 18 14545133 14545150 GCTTGATGGGTCCGAAATAA AGCAATCAAATCAATTGCCA 161

Ad07A4931 Aradu.A07 4931 p2 (AG)10 20 14572128 14572147 GCTCATAGCGAAGGCGACTA TCGCTACTCATCCCGTTACC 183

Ad07A4932 Aradu.A07 4932 p3 (TCC)7 21 14575177 14575197 TTCAGGAGGCTAAGGCAAGA AAATCACAATGGGTTGGGAA 120

Ad07A4934 Aradu.A07 4934 p2 (TA)8 16 14586114 14586129 TGAAGTGCAACCGTGATCTG CAGGATTCGATGATTTTAGGC 236

Ad07A4936 Aradu.A07 4936 p3 (TAT)15 45 14587368 14587412 TGTGTAATTAACAAAGAGGGTAAACA CCAACATTAGCCTAACAGCCA 244

Ad07A4938 Aradu.A07 4938 p2 (TA)6 12 14589210 14589221 TCTGGATCAGTGGATGTGGA GGTGACGAGCACTCGAAGAT 163

Ad07A4941 Aradu.A07 4941 p3 (TTA)6 18 14593420 14593437 TCGCATGGTCTACAAGCGTA ATCCCAAGGCATACATCCAA 170

Ad07A4944 Aradu.A07 4944 p3 (AAT)16 48 14599377 14599424 AAAAATTCTTAAAACAGCCGAA TGATGTGTCTAATCTCCTCTTTTGTT 280

Ad07A4950 Aradu.A07 4950 p2 (TA)6 12 14615697 14615708 TTATGGTGAAGACGCTGCTG GCCTAGGATCCTTAGCTCGG 268

Ad07A4954 Aradu.A07 4954 p2 (TC)6 12 14642988 14642999 TGCATCCATCACCACTCCTA AGCGGTTTCTGAAAGAACCA 140

Ad07A4958 Aradu.A07 4958 p2 (GA)12 24 14651169 14651192 GAATTCCAATTGGCGAGTGT CTCTTCGGATTCTCTGCCAC 208

Ad07A4959 Aradu.A07 4959 p2 (CT)6 12 14651318 14651329 GCTTCTTCACGGGTTGAGAG AAAGATAGTATTTTGCTGAGGGG 199

Ad07A4962 Aradu.A07 4962 p2 (GA)9 18 14655338 14655355 GCATAAATGCTGCGTTGAGA TGTTGTGGTGGAAACAGCAT 260

Ad07A4963 Aradu.A07 4963 p3 (GGT)5 15 14664817 14664831 AAAAGGTGGCCTAACGAGGT TTCTTCTTAGCGGTCCAAGC 277

Ad07A4966 Aradu.A07 4966 p2 (TA)11 22 14675727 14675748 TCTGATGGCAAAGCATTGAT AGTCACGGACAATCCCAATC 196

Ad07A4967 Aradu.A07 4967 c (AC)7(AT)7 28 14677167 14677194 TGTGATGGCAAAGTATTGATTT AGTCACGGACAATCCCAATC 206

Ad07A4971 Aradu.A07 4971 c (T)10gacatgattggtgttactcttgtgcacctttttattcatgaaattcaactctttcaagttttttgt(A)1389 14686026 14686114 CTCGGTCGATTCCAGAGTTC TCTTCATGGAGGGTGTGTCA 255

Ad07A4975 Aradu.A07 4975 p3 (GAA)5 15 14691157 14691171 CCTCACCAATGGAACCCTAA ACCGACGATCTGATGTGTCA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A4977 Aradu.A07 4977 p3 (CCT)6 18 14693497 14693514 AACGTGCTGCAACCTAAAGC GAATGCGACCAGAGGAGAAC 141

Ad07A4978 Aradu.A07 4978 p5 (TGAAT)5 25 14693831 14693855 CAAATCAGGAGAGTGATTTGGA CTCATGGTGAATCGAACACAG 279

Ad07A4979 Aradu.A07 4979 p3 (AAG)11 33 14694749 14694781 AAGGAATGCGAAAAAGGAGG CAACACACACGAAATCGCTC 114

Ad07A4980 Aradu.A07 4980 p3 (AAT)5 15 14695802 14695816 TCAACAATGACATAACAAGTCTCAA CTATTCGAGCCCAATCATCC 252

Ad07A4981 Aradu.A07 4981 p2 (CT)6 12 14697124 14697135 AGGGTTGTGAAAGGAAGCAG GGTGGTACCCTCCAGAGTGA 185

Ad07A4985 Aradu.A07 4985 p2 (TA)6 12 14705242 14705253 TTCATCATTCATCCCTGCAA TTTGCTGATTTAAGCCAATACG 150

Ad07A4989 Aradu.A07 4989 p3 (GCG)5 15 14716342 14716356 CTGCGACGGTGAACTACAAA TGTGATGGAGAGTGGGGAAT 162

Ad07A4990 Aradu.A07 4990 c (TAA)15ttcttacattaattaattttttttattttattatttgtttatttttttta(T)11106 14716640 14716745 GACATGTACATTAAAGACCAAAATCG ATGGCGTGAAAAGCAAGTTC 279

Ad07A4994 Aradu.A07 4994 p3 (TTC)5 15 14720141 14720155 TTTGCACACTCTCATGCACA AAACACGCCGTTGACTTTTC 107

Ad07A4998 Aradu.A07 4998 c (A)10gtgtgaattttaaaaataaaacagt(A)1146 14729147 14729192 TCTCCATGGTGGTCACAAAA AACGAGATTCGTGGTTGAAAA 246

Ad07A5002 Aradu.A07 5002 p2 (TC)7 14 14746887 14746900 GACGCAAGACAGCCATAACA AACAGAGGTGGTGGAACAGG 256

Ad07A5009 Aradu.A07 5009 c (T)11gactatatatgtcagagttgaaaaagttaaagttgaaaaacaatactgcttttcaattttgtttttc(T)12ctactccta(TC)7113 14766188 14766300 TTAATGGAGCCGAGGAATTG TGCATTTTGAGCGAGTGAAA 241

Ad07A5014 Aradu.A07 5014 p2 (AG)6 12 14771678 14771689 TGACCGAGATGCTCTCCTTA CTGGATGGTGTGCAGTGTTT 277

Ad07A5021 Aradu.A07 5021 c (TTC)7aattcaattcagttcgttctctcatgtgtcattatttccctttactacactcatcacaatctctatctaactttct(TGA)5112 14802078 14802189 GAAAACAAAACCGAAACCCA CAAGCATGAAACAAACATGC 268

Ad07A5022 Aradu.A07 5022 p4 (AAAG)6 24 14802322 14802345 TGCTTGGTACTACCCATTGC TGCTCACAAATTAAAGCGGA 218

Ad07A5023 Aradu.A07 5023 c (GTA)7atcatcataataacc(ATA)6acttccctgagctttctcttggaagcaatttcatcaattattcaaat(AGC)5116 14802575 14802690 CATCAACCACACCTACCCCT GTGATGATGAGCACCGCTAA 236

Ad07A5024 Aradu.A07 5024 c (CTT)7cgccggctttggatccaatcacaaggctcactgccttcaaatctcatcatcatccattgcaccatcatcatcatgaagtaccaccatcg(CAT)5125 14802986 14803110 CCACCACCAATACATGATTCC GTAGCTTGGGCAAGAACCTG 260

Ad07A5026 Aradu.A07 5026 p2 (GA)8 16 14804004 14804019 TAAGGGAAGGGAAGGAAGGA ATAGGTTTGGGTTTCTGGGG 214

Ad07A5034 Aradu.A07 5034 p3 (TTC)5 15 14813866 14813880 AAGGTCGTGCAGCTTCAACT GGACTCAGCTGGTCGCTATC 217

Ad07A5035 Aradu.A07 5035 p2 (TA)6 12 14816917 14816928 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAAGAAACTCT 244

Ad07A5041 Aradu.A07 5041 p2 (AT)6 12 14831648 14831659 TTTTCTACTCTTGAATGATTTTTCTCT TTGTCTAAAAATGCAAAATCAAAA 280

Ad07A5043 Aradu.A07 5043 p3 (ATT)7 21 14841784 14841804 TGGCACATATATAACACCCCAA TGCAACCAGGAATCGAGTAA 160

Ad07A5047 Aradu.A07 5047 p4 (ATTA)5 20 14849002 14849021 TGCCATTATTTTAGAAGGAGCA CCTGTGAAAGACGCGTGTAG 180

Ad07A5049 Aradu.A07 5049 c* (A)17(AG)18* 52 14861139 14861190 TCCCCATCAGCTCCATATTT GATGCTGAAACCTTGCTTTTC 280

Ad07A5050 Aradu.A07 5050 p2 (TA)8 16 14862450 14862465 TGCTTAAGTAATCTGGATGTCG TGTGATTGTGAACATGGCTG 254

Ad07A5051 Aradu.A07 5051 p3 (TAG)6 18 14870012 14870029 GTAGCATTACCGGAGGGTCA CTAGTTTGGGACCCGTTCAA 203

Ad07A5063 Aradu.A07 5063 p2 (CT)6 12 14948790 14948801 TCGTTCCGGGCAGTAATATC TTCCATCGATCCAATCCCTA 257

Ad07A5066 Aradu.A07 5066 p2 (AT)6 12 15036612 15036623 GCCTGGAAAGAGAACGGATT GGTGTTTTCGCTGCTTCTTC 231

Ad07A5067 Aradu.A07 5067 p2 (AT)6 12 15038437 15038448 GCCTGGAAAGAGAACGGATT GGTGTTTTCGCTGCTTCTTC 231

Ad07A5069 Aradu.A07 5069 p3 (TTA)5 15 15050478 15050492 CGATCTTAGCCGATCTCAGG GTTCATCATAGCCGCTCTCC 211

Ad07A5071 Aradu.A07 5071 p3 (CTC)5 15 15084419 15084433 TCCCTTACTTCCCCTCCATC AGACGACCGGACAAAGACAC 253

Ad07A5080 Aradu.A07 5080 p3 (TTC)5 15 15121591 15121605 TTATGAACTTGGAGGGTCCG CAGGCTTGTGAACTTGGGTT 237

Ad07A5085 Aradu.A07 5085 p4 (TTTA)5 20 15132486 15132505 AGTGCGGATCAGATCAAAAT TTTTATTGACATGACCTATCTTACTTG 280

Ad07A5087 Aradu.A07 5087 p3 (TAA)5 15 15138780 15138794 CTCCGTTTTCCCTCCAAAA TTTGACATACGTGAATCGGG 276
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Ad07A5088 Aradu.A07 5088 p3 (ATC)5 15 15140231 15140245 TCCATCAAGTTTTCGATTTGC AATGATAATGGCGGTGGAGA 185

Ad07A5089 Aradu.A07 5089 p3 (TAT)6 18 15140729 15140746 TGCAAGGCTTGAAGATGTTG CCAAATTAGCTTCAACCCCA 200

Ad07A5092 Aradu.A07 5092 c (TA)6ctttcggctgcttagatatatatattttaccgtatcgaacttttttttatatagtaattgatttattctgaaaattagcacaaaaaaaa(T)12113 15147692 15147804 TGATTTTGGCATTGTTTCAGA AAGAGGCTACTTTGGCAGCA 276

Ad07A5094 Aradu.A07 5094 c (AC)7(AT)13 40 15156295 15156334 TGGTGGGGTACCTAATTCAGA CGATTGTAAGATCGCCCAGT 159

Ad07A5095 Aradu.A07 5095 p2 (TA)8 16 15157636 15157651 TTTTTGGTATCCATTGAGAATTTTT CAGAAAAATATGCCAAAATACACTG 241

Ad07A5098 Aradu.A07 5098 p2 (GA)6 12 15167034 15167045 TCGGGTTTAGAATCATGCAA CAACGGTGAACAACTGAGGA 254

Ad07A5099 Aradu.A07 5099 p2 (GA)6 12 15171744 15171755 GGGGAGATTTGTTGGGTTTT CCAACGGTGAACAACTGAGA 224

Ad07A5100 Aradu.A07 5100 c (AC)7ccacc(CA)8 35 15173574 15173608 TTGCCACAAATTCCAAATCA TGTCTTCCATCAAGCTGCAC 276

Ad07A5101 Aradu.A07 5101 p3 (AGG)7 21 15175229 15175249 CCCCTTTCTCCATCAACTCA CTCTACCAGGGCAAGCTCAC 147

Ad07A5103 Aradu.A07 5103 p4 (CATA)5 20 15181986 15182005 AGCGATAAACGTAAACCGGA CGAAGAGCTCTACCCGTTTG 216

Ad07A5106 Aradu.A07 5106 p3 (TCA)5 15 15187615 15187629 TTCACAGAAGAGGGGTTTGG CATGTCGATTGAGGCAACAC 246

Ad07A5107 Aradu.A07 5107 c (T)10gtatttcttcaatgagtataaaaactcacttttaagattttttttat(A)1067 15188384 15188450 GACATGGAGCCTTGTGGAAT TGCAATACCCTAGAAAGCGG 254

Ad07A5109 Aradu.A07 5109 p2 (TC)15 30 15194495 15194524 AAGCTGAAGATCTTTGGGCA TTCTCCAAACCCATCTCTGC 162

Ad07A5112 Aradu.A07 5112 p3 (AAT)5 15 15200249 15200263 ACCTGAAACCATCCCACAAG TGGATCATTGGGTTTGATGA 250

Ad07A5114 Aradu.A07 5114 p2 (TA)7 14 15202880 15202893 ATGATCCGCTTCCACAGAAC AAGGCACATCGAAATCTGGT 216

Ad07A5116 Aradu.A07 5116 c (ATA)5caacaaaataaaataacaacacaaatacatattacatcaaaatatccag(A)1074 15203214 15203287 TGGTCCACAGAAACAAAATCA TCATCCCTTCGGATCTGTTC 212

Ad07A5121 Aradu.A07 5121 p3 (GGT)5 15 15218927 15218941 AATGTCGATCTCAACGGAGG GCTTCTTCAAACAAACCCCA 261

Ad07A5125 Aradu.A07 5125 p3 (AGG)6 18 15277001 15277018 ATTGTTCACACGACCACCAA AGGAGGCTAAGGCAAAGTCC 207

Ad07A5127 Aradu.A07 5127 p3 (TAT)6 18 15280833 15280850 TGTCAATAGCATCGTGAGCA CATCGCTGTTTCTTATTATTCAAA 186

Ad07A5130 Aradu.A07 5130 p2 (TA)9 18 15289691 15289708 AGAGTCTCGTGCTGATAACGC TGCAATTTTCTCTCTCTTTACTTTTT 200

Ad07A5131 Aradu.A07 5131 p3 (TTA)10 30 15291284 15291313 GTCACTCACGTGGCTGGATA GTAGGCTGCAAAATGTGGGT 272

Ad07A5132 Aradu.A07 5132 p2 (AT)6 12 15304265 15304276 TCTTTTGTGGGTCTGCATCA AACTGAGTGACACCGAGTGC 222

Ad07A5136 Aradu.A07 5136 p2 (TA)8 16 15306829 15306844 AAGTTAGAATCAAGATTCAATTGTTTT AATTAAGTGATAAGTCTGTCACACAAA 190

Ad07A5142 Aradu.A07 5142 p3 (TTC)5 15 15335054 15335068 CTGGCAACATTTTTCAAGCA AGGGTAGCAGCAAAAGGGAT 232

Ad07A5144 Aradu.A07 5144 p2 (TC)7 14 15356909 15356922 ACGACCAGAACTCCGACAAC CAAGGAAGACCAGGATCGAG 271

Ad07A5145 Aradu.A07 5145 p3 (TAA)13 39 15357351 15357389 GAGTTAGAAGGGTGAGGGGG AAGGGAATGGAGGAAGAGGA 260

Ad07A5146 Aradu.A07 5146 p3 (TTA)5 15 15358687 15358701 AAATTTAAGTCATTTACCTGTTTGTGA TTTGGTACATTTCATATCACATTCG 208

Ad07A5147 Aradu.A07 5147 p3 (ATA)6 18 15359365 15359382 TGCATTATTAACCTAATTATCAATCAA CTGTGCTTGGCTCATTTGAA 194

Ad07A5148 Aradu.A07 5148 c (AAC)15(AAT)7 66 15360395 15360460 CGTGAATTCATTTTTCCTCCA TGAAAAATTGACACCTCACTTCA 262

Ad07A5152 Aradu.A07 5152 p3 (GGA)12 36 15383141 15383176 TATATGCAAAAGCGCATCCA TGCACACCCCTACTAGGACA 150

Ad07A5153 Aradu.A07 5153 p2 (TC)6 12 15383418 15383429 GGTTTTATTCCAACTCCAGCA CGGAAAAGCACACCAAACTT 137

Ad07A5154 Aradu.A07 5154 p2 (CT)6 12 15384311 15384322 CCGCTCCTCTCTCTCCTTTT AACGGGACTTACTGCAATGG 269

Ad07A5155 Aradu.A07 5155 c (GA)9ggaaggggagaggggaaggagagagaatgggagagagagaaagaggaagaggggaaagaa(AG)690 15389854 15389943 GAGGACAAAAGAAAAGGGAGAA CCCTCTCTCTCCACATGCTC 268

Ad07A5156 Aradu.A07 5156 c (GA)6gggggagaagagagaggaataggggaaggagagagagaagcgaagaggaaagagg(GA)883 15390233 15390315 GGGAGAGAAGGGGAGAGAGA TGCACCAATTTAAACCAATTTT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A5161 Aradu.A07 5161 p3 (TTC)6 18 15413245 15413262 AATTGAACCTGTGAGGTGGC CAGCTGTGAGACACCGTGAT 246

Ad07A5162 Aradu.A07 5162 p2 (TC)6 12 15413949 15413960 TCCCAAGAATTTGATTTGTCTG CCTCAATTGAAATGAACCCAA 248

Ad07A5163 Aradu.A07 5163 p2 (TA)6 12 15416589 15416600 CCAATGAGGAAGAGGGAACA TCACAGGTGAAGGTGAGAAAGA 185

Ad07A5164 Aradu.A07 5164 p3 (GAA)5 15 15419471 15419485 CAAATTCTGCTGGTCCCCTA CTCCTCCTCATTTTCCTCGT 225

Ad07A5166 Aradu.A07 5166 p3 (TCT)5 15 15422313 15422327 CTGGTTCCTGATGGCTTTGT CAGACTCAACAGTGATGCCAC 153

Ad07A5167 Aradu.A07 5167 p2 (TG)6 12 15430710 15430721 TGGTTAGAAGAACAAAAAGTTAGGG TGGCTTGTTCTCTCTTCGTTT 262

Ad07A5168 Aradu.A07 5168 p3 (GAA)5 15 15439740 15439754 GGCAACAGCAGCATAACAAA TTGAATGCTCGGTTCTTCTTC 247

Ad07A5175 Aradu.A07 5175 p2 (AT)6 12 15475396 15475407 TGATCCTAGTGTTGGTGACAAAA TTTGCGGTGATATGTTTCCA 273

Ad07A5179 Aradu.A07 5179 p3 (ATT)7 21 15477039 15477059 TACCAAATATGGGGGTGGAA CACTTTACATTATTAGTGCATCCAAA 227

Ad07A5182 Aradu.A07 5182 c (T)10cgaaaactcccctccccaccttataaatacacgtttggatccctctttccaccacaccattcgaatttcatcttc(CT)697 15493139 15493235 CAAATCTCTCAAATCATTCCCA TCATGGAAAAGCACACCAAA 252

Ad07A5183 Aradu.A07 5183 p3 (TAC)5 15 15503068 15503082 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 237

Ad07A5186 Aradu.A07 5186 p2 (CT)7 14 15585904 15585917 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTTTTTGACC 246

Ad07A5189 Aradu.A07 5189 p2 (TA)7 14 15596584 15596597 ATGCGTATAAATGGGTTGGG TTTTGTCAAACTCTATGTTACCGA 178

Ad07A5192 Aradu.A07 5192 p2 (GT)6 12 15604369 15604380 CTGGCCTTAGGTGCCATAAA TAAGTCCTTGACCCCACAGG 206

Ad07A5195 Aradu.A07 5195 p2 (TA)8 16 15630826 15630841 CAAAATCCAGTGAGGGTTCA GCCATGCAATGCAATTCTAA 269

Ad07A5196 Aradu.A07 5196 p2 (TA)6 12 15647063 15647074 CAACTCTTTGCACGCCATAA TGAAGGATTCAGATTTGGAATTT 216

Ad07A5197 Aradu.A07 5197 p3 (GAA)5 15 15651934 15651948 ATGGCAACAGCAGCATAACA TGTTTCTGAATGCTCGGTTCT 253

Ad07A5201 Aradu.A07 5201 p3 (GAA)5 15 15666471 15666485 TGGCAACAACAGCATAACAAA TTTCTCTGGTTACTGATGGCTTT 280

Ad07A5209 Aradu.A07 5209 p3 (GAA)5 15 15697125 15697139 GGCCCTGGACAAAACCTAGT CCTTGAGTTGGAATTGTGGG 278

Ad07A5210 Aradu.A07 5210 p3 (AGA)5 15 15698066 15698080 TCCCAATCAATATCGTGCAA GCGTGTGTTGTGCTCTTTGT 245

Ad07A5217 Aradu.A07 5217 p3 (AAT)5 15 15720301 15720315 TCGTGATTTTTATGTATTATGTTTGTT ACCTGCAAAGACACTCCGAT 252

Ad07A5218 Aradu.A07 5218 p2 (AT)6 12 15720594 15720605 AAACGCCATCCGTCGTATTA TTGTTTGGCTTATACCATTCAAAA 280

Ad07A5219 Aradu.A07 5219 p2 (AT)6 12 15721167 15721178 ATACCAACCCGATAGGCCAG AGAGACAAATGGCTGAGTGGA 170

Ad07A5221 Aradu.A07 5221 p2 (TC)6 12 15722465 15722476 CGAAGTCACCACTCTCCCTC ATGAAAACTTGCGAGCTGGT 131

Ad07A5222 Aradu.A07 5222 p3 (ATA)5 15 15727839 15727853 AAAGGGCTACTCCGCAAAAT TTGATGGCTTACCCTTTTGG 253

Ad07A5223 Aradu.A07 5223 p2 (TA)10 20 15732681 15732700 TTGGGCTGAGTCGTTCTCTT ATCAACTAGATGCGGCAAGC 263

Ad07A5225 Aradu.A07 5225 p3 (TCC)5 15 15734947 15734961 TTGTCGTTGTCATCACTGCC GAATGGGAAGGGGTTTTGAT 279

Ad07A5226 Aradu.A07 5226 c (ATC)6ttctcctcctcttctttttttctcatctttctctttcgttatcatcattgtcaccaccaccacatta(CCT)5100 15735196 15735295 ATCAAAACCCCTTCCCATTC TGATGATGGAGGAGGAGAAAA 191

Ad07A5227 Aradu.A07 5227 p2 (AG)6 12 15739554 15739565 GGTAGGACAACAGCATCGGT TCGAACCATGAACCCTCTTC 152

Ad07A5229 Aradu.A07 5229 p3 (TTA)26 78 15749422 15749499 TCAAATTCAATGCATGTACCG TGAAAATGAGGTGTCAATGC 269

Ad07A5230 Aradu.A07 5230 c (TTC)9g(TCT)7cctcctcc(TCT)5tcgtcttcg(TCT)5tcctcttcctcttcctcttcc(TCT)8141 15754086 15754226 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 266

Ad07A5231 Aradu.A07 5231 p3 (TCT)9 27 15754355 15754381 GCTGCACGTTCTTCTTCCTC TCTCCTCCTCATCTTCTGCTG 202

Ad07A5232 Aradu.A07 5232 c (AAG)5aggaagaggaagaagaacgtacacc(AAG)555 15754700 15754754 GCACGTAAATGAAGAAGGAGAAA CCACATACTGTTACGGCACG 132

Ad07A5233 Aradu.A07 5233 p2 (TA)6 12 15756099 15756110 GGCTAGACAAATTGATTTAACCAAAA TTTGACCGAAAAATGGTGAA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A5235 Aradu.A07 5235 c (ATA)6aacattataatattaattaatttcatattcaatcttgatggcaaagataataggaatccatccatttgatcc(A)10100 15757920 15758019 GCATAGGATCAATGGCTTGG TTTGCTTGGGGTTTTGATAA 280

Ad07A5236 Aradu.A07 5236 p2 (TA)8 16 15758389 15758404 CCCCTCTCCTCTTTTGCTCT TCATGCATCCTACAAGAACCA 238

Ad07A5237 Aradu.A07 5237 p2 (TA)6 12 15760069 15760080 CTTCTGGCTTGCAGGTTCTC CGTGTAGAAACCGAAAAGGAA 210

Ad07A5238 Aradu.A07 5238 p4 (TTTA)6 24 15763239 15763262 AAACCTACATCTACTGGTGATGGTC GGAAGAATGGAAAATATGGAAAAA 278

Ad07A5242 Aradu.A07 5242 p2 (AG)14 28 15771720 15771747 GCAAATGCAAATGCGTCTTA TTCTGCTCTCAAAAACCCGT 256

Ad07A5243 Aradu.A07 5243 p2 (AT)7 14 15772206 15772219 GCAGATTTTCGTTTGTTCGG ACGCATTGGTGAAAAAGGAG 279

Ad07A5254 Aradu.A07 5254 c (TA)6tc(TG)8 30 15801866 15801895 AATTCAGGCCATTCAAGCAC GCAGCTTGATTCCCAGTCTC 185

Ad07A5255 Aradu.A07 5255 p2 (AG)6 12 15803715 15803726 GGTGGTACCCTCCAGAGTGA GTAGCACAACCCTTTTCCCA 276

Ad07A5257 Aradu.A07 5257 p3 (TAA)7 21 15804075 15804095 TGGGAAAAGGGTTGTGCTAC TTTTGGCCCACTTCATAAAAA 271

Ad07A5258 Aradu.A07 5258 c (T)10g(T)10 21 15812419 15812439 ACTCTCGCGCAACTCTCTGT CGTGGTATGATCGCTCCTTT 239

Ad07A5260 Aradu.A07 5260 p2 (GA)6 12 15824004 15824015 TGTTGGCATGGCTAGAAGAA TCTGCCATCCCTTTTGTTTT 267

Ad07A5262 Aradu.A07 5262 p2 (AG)6 12 15826922 15826933 TGTGTCAATTGTTTGTCAGATTTTT TTTCCACTCCACTCCATTCC 228

Ad07A5263 Aradu.A07 5263 c (A)10tgtagtaattgaacaataagtttgaactcacttaaactttttgcaaatt(A)1271 15827308 15827378 ACGAACCAAACCGAAAAATG CCAATTCGGGAGTCTAATTCA 278

Ad07A5271 Aradu.A07 5271 p2 (GC)6 12 15851533 15851544 GCAAAGATTGGATCAAGGGA TCATTAAAGTGGGCCAGGAC 278

Ad07A5272 Aradu.A07 5272 p2 (TA)6 12 15853771 15853782 CTCTCTCCAAACCCCAACAA GCAAGTATGACCAGCAAGCA 135

Ad07A5275 Aradu.A07 5275 p3 (AAT)15 45 15858274 15858318 TCGCCAAGAATTGCAATAGA TCTCTTCTTCCAAATCAAACCAA 206

Ad07A5280 Aradu.A07 5280 c (T)12acttttatctgaaaatttgtattctttttacatttatcagttgagtatacaaattttagtattggtttt(A)1091 15870525 15870615 CGATTTGCTAGCGTTCGTTT GAGATTGGTTGCATCAAATTAAA 274

Ad07A5281 Aradu.A07 5281 c (A)10tagaaagaaaaaaggtgatatttgttaaagtcagt(A)1358 15873161 15873218 AAGTGTATATTGGGACGAAACAA TGAAATGAAGGTTAGGGAAAGC 157

Ad07A5290 Aradu.A07 5290 p2 (AT)9 18 15901878 15901895 TGATGGCACCAAAATTGAAC TCACAGCAAGACAACATGGA 236

Ad07A5291 Aradu.A07 5291 p5 (ATCCG)5 25 15911175 15911199 GTCATCCGATCCGAACACTT CGATCCAAACCGCTTGTAAT 110

Ad07A5292 Aradu.A07 5292 c (TAT)20ttgtaatatatg(CGGTT)597 15913792 15913888 AACGAGAGAGAGCAACGAGC GTTTGCGATTCCCCTCTACA 229

Ad07A5300 Aradu.A07 5300 p2 (AT)6 12 15946767 15946778 ATCATGAGCTGGGAACTTGG CAACCTTGGACAAAGAAGGG 133

Ad07A5306 Aradu.A07 5306 p2 (TA)9 18 15955910 15955927 CCATGTACTTCAAGGGCGTT ATGAATTTTTGCTTCGCACA 277

Ad07A5309 Aradu.A07 5309 p2 (CT)16 32 15958407 15958438 AAATTAGAATCGTCCGCCCT AGAAGCAACGAAAATGGTGG 192

Ad07A5311 Aradu.A07 5311 p4 (TATT)7 28 15963404 15963431 GGGCACCAATAAATCCACTG ATCTGCGAATCCACACCTTT 174

Ad07A5312 Aradu.A07 5312 p3 (TTA)5 15 15964688 15964702 TTTTTGGTATCTTGGTGAGTTTAATTT AACCATCTTGATGCTTTGTCA 267

Ad07A5314 Aradu.A07 5314 c (T)13gtgcaattcctctgctgtatgttctgaatctttaattctgtattattgacttgagaagacacaaattagaaatatttttgga(T)10105 15996450 15996554 GTTAAACGCCCAACCAGGTA GGTGTCTTGCATGCATTGTT 239

Ad07A5319 Aradu.A07 5319 c (TCA)5ttctcttcaccttcctcaccccactaccttcgctgccaccaacattgccggtg(AGA)789 16008745 16008833 TTCGTCCTTAACGTCTTGGG GAGGGAGAAGTTGCAGGTTG 273

Ad07A5320 Aradu.A07 5320 p2 (TC)6 12 16009119 16009130 TAGATAACCAGCGACCCAGC AGAGAGAGAGAAGCGATGCG 254

Ad07A5321 Aradu.A07 5321 p2 (TC)8 16 16009247 16009262 CGCATCGCTTTTCTCTCTCT AGATGGGTTGCTGCTGTAGG 210

Ad07A5322 Aradu.A07 5322 p3 (TAT)23 69 16014128 16014196 GGTTGGCTCTCACGGTTTAC GGATTTAGTTTTCAAGTTTATTAGCAA 277

Ad07A5324 Aradu.A07 5324 p3 (TCA)6 18 16015570 16015587 GGTTTGACTAGGGATGGTGG GCAAAGCCAGAGAACCCATA 276

Ad07A5330 Aradu.A07 5330 p3 (TTA)6 18 16019437 16019454 CAGCTATGAGAGTCGAATTGAGG TCTTAACTTGAACGATGCCG 253

Ad07A5332 Aradu.A07 5332 p2 (AT)6 12 16025517 16025528 TCGAAAATAAGGAGCATTGGA TGGAAGACCAGAATATGTATGTTGA 276
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Ad07A5337 Aradu.A07 5337 p2 (AC)6 12 16049079 16049090 GTGCTTCAACCCTCCCATAA CTTTATGCCCTTGAATCCGA 264

Ad07A5346 Aradu.A07 5346 p4 (TTTA)5 20 16070698 16070717 TGTCCCTAACGTTTTCGTCC CCTGGAAGGACTTAGGAGGC 251

Ad07A5347 Aradu.A07 5347 p3 (AAG)6 18 16072674 16072691 ACGGTGACGGAGAGAAGAGA ACACTATGCCTCTGCCAACC 198

Ad07A5349 Aradu.A07 5349 c (CTT)7ctccatcacgcacaaccgccacacacacttcttcttcacacacaaccatcacacac(CTT)14119 16081648 16081766 CCGTCACAACACAGAACACA GTGGAGGTCACTGTCGAGGT 204

Ad07A5351 Aradu.A07 5351 c (AT)11(AC)9 40 16096508 16096547 CAAATCCAAGTGACAGCATCA GGGTTAAGCATGCGTTGATT 194

Ad07A5356 Aradu.A07 5356 p3 (TTC)5 15 16138956 16138970 CGGAATGAAAACGGATTGAC TTGTACACACACATGCCAACA 258

Ad07A5357 Aradu.A07 5357 c* (AT)10(T)10* 29 16140181 16140209 TTCACCATCAAACCAATGTTAAA AGAGGATGCAGACATGAGCA 167

Ad07A5363 Aradu.A07 5363 p2 (AT)7 14 16175434 16175447 TAATGGCGATCAAAACGTGA CGCAAGAATAATCATGAAATCAG 275

Ad07A5366 Aradu.A07 5366 c (AAG)5(AGG)5 30 16181560 16181589 AATGCGAATCACATCCAGAA TGGAGCCATCAATCTGTTCA 156

Ad07A5369 Aradu.A07 5369 p2 (AT)6 12 16194905 16194916 TGACAAACCTCCCTTCCAAA GAGAGGACGAATGACACGGT 180

Ad07A5370 Aradu.A07 5370 p4 (AAAG)5 20 16197267 16197286 GGAAGTTTTGACGATGAAAGG TTGATTTGACCGAAAAATGG 227

Ad07A5374 Aradu.A07 5374 p2 (TA)6 12 16210976 16210987 GATGCGTGCACAGGAGATAA AAAACCCCATTTTAGTTTGTGA 222

Ad07A5377 Aradu.A07 5377 p2 (AT)7 14 16223156 16223169 TCTATATGCACCACACACACAAA GGGTTAATATAATAAAGTCGTCCTTGA 188

Ad07A5379 Aradu.A07 5379 c (TC)6t(TC)6 25 16230245 16230269 TCTCTCTCCTCTGCACCCAT CACTGAGACACACACCCCAC 212

Ad07A5387 Aradu.A07 5387 p3 (AAT)7 21 16250608 16250628 CCAATCGACTGAGTTATGCG ACTTTAATCGATTGGTGGGG 143

Ad07A5388 Aradu.A07 5388 p3 (CTC)5 15 16254982 16254996 TCGCCGTATTCGTAATCGTT CAAAGTCGTCAACGCAAGAA 244

Ad07A5389 Aradu.A07 5389 p3 (ATG)7 21 16255239 16255259 TGCACTGGAATTTTATCCCC TCCATGGCTTTTCTCCAATC 222

Ad07A5397 Aradu.A07 5397 p3 (GAA)6 18 16307274 16307291 ACCACTGAGCTATGACGGCT CAACTTTTCTTTCCCACCCA 276

Ad07A5398 Aradu.A07 5398 p3 (TTA)13 39 16325378 16325416 TTTTCAAGTTATGCGGTTCG GGACTTCACGTTTAGACCCAA 226

Ad07A5399 Aradu.A07 5399 p3 (TTA)9 27 16339446 16339472 AAAGCAGAAAAGCATCCCCT CTTTGTCATGGGGACAGTTG 221

Ad07A5405 Aradu.A07 5405 p2 (CT)8 16 16345709 16345724 ATCTCATTCAGCATTCCGGT GAGAGGAGTGGGGAGAGAGG 251

Ad07A5406 Aradu.A07 5406 p2 (AG)9 18 16351720 16351737 CACGATTATGAAAGTGCGGA GGTCAGCTCCCCTTCTCTTT 212

Ad07A5409 Aradu.A07 5409 p2 (GA)6 12 16382102 16382113 ATCAGCGGTGTCGGTAAATC AGATCCTTCTTCACCCACCC 178

Ad07A5410 Aradu.A07 5410 p3 (AAT)13 39 16383294 16383332 TTTTCAACTGAAGAAATAAACTCACAA GGGGTCGATACGTCCACTAA 273

Ad07A5411 Aradu.A07 5411 p3 (CCA)5 15 16383977 16383991 TTCACCCAATGGAGGTTCTC GTGAAGCTTTGGGTGGTTGT 225

Ad07A5412 Aradu.A07 5412 p3 (CCA)5 15 16384197 16384211 ACAACCACCCAAAGCTTCAC TGTTGAAGAGGGTTTGGGAC 239

Ad07A5415 Aradu.A07 5415 p2 (GA)7 14 16405933 16405946 TCCCAATCCCATGTTTGTTT TTCCCATGGCCATAAAGTTC 119

Ad07A5418 Aradu.A07 5418 c (AT)7aagtccaacaactatgaaaatgaatagttaacattaattggtcaaataacaataat(A)1080 16410169 16410248 CATAAATGACATCTAATTGGTCCC TGAAGTAAGTGCAAATCACCAA 278

Ad07A5420 Aradu.A07 5420 p3 (AAT)5 15 16414760 16414774 ACCATTTCATGCCTAGCACC CTTCCTAGGCGTGTTGAATCT 190

Ad07A5423 Aradu.A07 5423 p2 (AT)7 14 16416734 16416747 TTCTGCGGATGGTTATAATGG AATCCCATCGATGTCTCTCG 262

Ad07A5424 Aradu.A07 5424 c (A)10g(GA)7 25 16422321 16422345 TCCAATCCAATCAGAACCGT GCTGCTCTGTCCAAGAAACC 222

Ad07A5425 Aradu.A07 5425 p3 (CAA)5 15 16427254 16427268 TTCAACCCACAATTCAACCA TCGGCTAAGGTATGGTTTCG 233

Ad07A5426 Aradu.A07 5426 p2 (CA)7 14 16427492 16427505 CGAAACCATACCTTAGCCGA GGGTATGATGGTTGTGGCTT 193

Ad07A5427 Aradu.A07 5427 p3 (CAA)5 15 16435870 16435884 CCCACAATTCAACCATAACCA AGGTATGGTTTCGGTTTCCC 221
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Ad07A5428 Aradu.A07 5428 p2 (CA)6 12 16436107 16436118 GGGAAACCGAAACCATACCT TGGACCTTGGGTGTGGTAAT 277

Ad07A5429 Aradu.A07 5429 p2 (CT)6 12 16437115 16437126 ACACAACTTGAATACACACAAACA TGCAAAACAAAATTACTCGTAAAGA 213

Ad07A5430 Aradu.A07 5430 p2 (AG)6 12 16448385 16448396 AAAGTGGAGGAATGAAGGGG AGCCAATTGGGCAACATAAA 240

Ad07A5431 Aradu.A07 5431 p2 (TA)20 40 16453034 16453073 CAACTAAGTGCGGGGAAAAC CCAATGCAAACATCATGAGAA 249

Ad07A5432 Aradu.A07 5432 p2 (GA)10 20 16462415 16462434 TGACGGCGACTAAATGATGA GTCGCCACCTCTCTTCTGTC 108

Ad07A5434 Aradu.A07 5434 p2 (AT)12 24 16467724 16467747 TTTATCTCATTCCCACTACTTGATT CGGTACCAAAATTTCTCCCA 122

Ad07A5436 Aradu.A07 5436 p6 (TTTTGA)5 30 16472228 16472257 CCATTCAAAACATGCAACCA CAGGTGGTGGGCAATCTACT 263

Ad07A5439 Aradu.A07 5439 p2 (AT)8 16 16496346 16496361 TATGGCGACAACAAATCACC ACGACTTGAGGATTGCCACT 124

Ad07A5442 Aradu.A07 5442 p2 (TA)6 12 16514729 16514740 CATACATAAATTTTGATTTTGAGCA GGCGTAAGTCATTTTCATCCC 256

Ad07A5446 Aradu.A07 5446 p2 (GA)23 46 16523609 16523654 CTGAGATGGGTTGATGGCTT TTCGAAGTCCTGGAGAGGAA 153

Ad07A5448 Aradu.A07 5448 p2 (AT)7 14 16525235 16525248 CCAATTTGAGTTTGTTTGTCCA AACCAAATCCAGTGTGGTCC 213

Ad07A5451 Aradu.A07 5451 p2 (AT)6 12 16537904 16537915 AACTCGGCCTCCCTAGTGTT CACAAAATGAATCCTGCTGC 216

Ad07A5453 Aradu.A07 5453 c (T)10cgtttttcttcctttttttttcgg(T)1044 16551191 16551234 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 219

Ad07A5456 Aradu.A07 5456 p2 (AT)8 16 16572757 16572772 AAAAATCAGTCATCATTGTTATTGTAG AACCAAAACTCAAAGACAAGAAA 259

Ad07A5459 Aradu.A07 5459 p3 (ATA)11 33 16578340 16578372 CGACGAGGCTTTTACAGAGG CTGTTCGTTTCGATCCGATT 273

Ad07A5460 Aradu.A07 5460 c (A)10gaag(A)10 24 16596387 16596410 TGAAATTAGCAATTAAAAAGATATGGT TGCATTAATTTAGTCAAAGATTTTCAA 229

Ad07A5461 Aradu.A07 5461 p2 (GA)22 44 16607898 16607941 GGCGGAGTGTGTCTGATTTT CTAGGCCTTCCTCTGCCTTT 270

Ad07A5462 Aradu.A07 5462 p3 (TGT)5 15 16608143 16608157 ATATGGGTGACCCCACCTAA AACAAACCCCATTATTGGCA 214

Ad07A5463 Aradu.A07 5463 p2 (TA)6 12 16608785 16608796 TCAAATGCAAATCTCTCTCTTTTT TCTCGTGCTGATAACGTGTTG 191

Ad07A5465 Aradu.A07 5465 p2 (AT)7 14 16631281 16631294 TTTTACAAGTTTTCGAGGAGGA TGGAACCGATTAAAAGATAGAATGA 132

Ad07A5467 Aradu.A07 5467 p3 (GAT)5 15 16637458 16637472 AGGGCCATGTTTGTGTGAGT CGCGGATGATAAGACCAGTT 271

Ad07A5469 Aradu.A07 5469 p3 (AAG)5 15 16639082 16639096 TGTAGGTTCGTTCTGTTCCAAG TTCAAAACTCTTCCTTTTCCTCA 218

Ad07A5471 Aradu.A07 5471 p2 (AT)8 16 16641849 16641864 TGAAGAATGATTTCAATAACACATTT TCTGATCTGATGCATTGCTCTT 272

Ad07A5473 Aradu.A07 5473 c (ATA)5ac(AAT)1047 16644827 16644873 TGAAAAGAATTTTGTTTCTTCCG TTGGTGACGTGTGTTTCCTT 183

Ad07A5477 Aradu.A07 5477 p2 (TA)9 18 16661407 16661424 TTATGAATGTTGGATGCCCA CCCATGCTGCTTTTGTCTTT 227

Ad07A5481 Aradu.A07 5481 c (GTG)6atggg(GGT)7ga(TGG)5ttctgattctgaattt(TGA)14119 16682319 16682437 GTGTGATGGATGGTGATGGA CCCTTCTTCCCCAAAATCAT 241

Ad07A5486 Aradu.A07 5486 p2 (AG)16 32 16712455 16712486 CACACCCCATTTCACACTCA GATCACGTGGCCACAAATAA 157

Ad07A5490 Aradu.A07 5490 p3 (GAA)7 21 16720126 16720146 CGGTGGCCTCCTTTTACTTT ATTCGCGTTCTTCGTTATGG 234

Ad07A5491 Aradu.A07 5491 p3 (TTC)5 15 16721837 16721851 CGTTTCTCTCTTCCTCCTCCT CCTTCTCATTATTCGCCTGG 203

Ad07A5492 Aradu.A07 5492 p2 (AT)6 12 16724728 16724739 GAAGACGAAAACAACTCGGG GGGGTGATTCTCTCTCCTCC 197

Ad07A5493 Aradu.A07 5493 p2 (TA)7 14 16727673 16727686 AAAATGCGCATATACGTGTG TCATGAAAACAAACAAGTGAAGC 226

Ad07A5494 Aradu.A07 5494 p2 (TA)12 24 16729112 16729135 AGTGATGGCTGGGATTTGAG AAATGGAGATCGACAGGCAC 262

Ad07A5495 Aradu.A07 5495 p3 (TTC)5 15 16732196 16732210 TCGGTTCTACCCTCCTTCAA AGGGGTAGGACGAGTGAGGT 260

Ad07A5499 Aradu.A07 5499 p3 (GAA)6 18 16746437 16746454 TTATTGTGATGCGTTTCGGA CGCGTTATAGGCTTCATCGT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A5500 Aradu.A07 5500 p3 (AGA)5 15 16746579 16746593 CGCGAGTAGAGAAAGGGAAC ACCAAATTGATCCAATCCCA 187

Ad07A5504 Aradu.A07 5504 c (A)10tccttatatcaagatcttaataaaatagataatatataaaagtgacaattaaaaca(AAAAT)591 16752301 16752391 AAAGAAAGAAGAGGGAAACGTG TACACGCCGATGTTGGTATG 245

Ad07A5505 Aradu.A07 5505 c (AT)12(GT)17 58 16754411 16754468 TCTCACCAGAAGTGGGATGA TGTGCGAACTTGCACTATCC 259

Ad07A5511 Aradu.A07 5511 p3 (TTA)17 51 16785373 16785423 AGGCATACAATGTAGCAACCC CCGTCTTTGATTTCCATCCT 274

Ad07A5512 Aradu.A07 5512 p2 (TA)8 16 16785551 16785566 AGGATGGAAATCAAAGACGG ATTGCAAGAAATCGAAACCG 268

Ad07A5516 Aradu.A07 5516 p2 (AT)8 16 16796201 16796216 AATCTAACTCGGACCATGCG CAGAAGGTCCGATTTTTCCA 241

Ad07A5518 Aradu.A07 5518 p2 (AC)7 14 16800290 16800303 TCGATGAAATTAAATGATTGCG GGAAGCTGATTATGTTTCTACACG 213

Ad07A5519 Aradu.A07 5519 p2 (AT)8 16 16802862 16802877 CCAACCAAAACCAAACCAAC TGCATATTGGAGATCGGTCA 232

Ad07A5521 Aradu.A07 5521 p2 (TA)6 12 16807717 16807728 GGTGACCATGATGTTACTTGTGA TCATTTTGGTTTCAAAGGCA 231

Ad07A5525 Aradu.A07 5525 c (T)10ccattttttcaaaataaaaatttgactttcgcatt(A)1358 16829469 16829526 GATTCTCGAACCCAAACTCTTT TTTGCAATGCGGTGAAAAT 132

Ad07A5529 Aradu.A07 5529 p2 (CT)6 12 16836502 16836513 TTCTTTTATTGGAGTTTGTGATCAAT TCATGTGGAATTGAACGGTG 255

Ad07A5531 Aradu.A07 5531 p2 (AT)6 12 16842519 16842530 GCCTAAGAAAGTGGAGGTACG GAGGGCAGAACATGATGAGA 274

Ad07A5534 Aradu.A07 5534 p4 (AATA)5 20 16854563 16854582 CTGCCTCTAACTCCGTGGAT CGCAAGAATGAGAAAGAGGG 219

Ad07A5536 Aradu.A07 5536 c (ATT)15a(TG)6 58 16864242 16864299 TGGCCTCCTAGCAGAACAAT TTCTGTGGGATGAAAACCGT 193

Ad07A5538 Aradu.A07 5538 p4 (AATT)5 20 16865051 16865070 TTCATGCGTGTGCTTTTCTC CCACCAACACAGTGGAATTG 160

Ad07A5542 Aradu.A07 5542 p3 (AGA)5 15 16876206 16876220 CAAGAAATCACCACAATTCCA TCAAAAACATGGGATGCAAA 253

Ad07A5543 Aradu.A07 5543 p2 (TA)6 12 16888417 16888428 TCATCTGTCACCTACCATTTGTT CTTGCCATGAAGAGAAAGGC 211

Ad07A5544 Aradu.A07 5544 p2 (TA)10 20 16893580 16893599 TTTGCGCTTTTGTTTTACCC AGCCAACAACAACAAGGGAG 269

Ad07A5547 Aradu.A07 5547 p2 (AG)7 14 16914484 16914497 GGTGAGGTAGGTGGGGTTTT TTCCTTGACACCTCAGGACC 186

Ad07A5550 Aradu.A07 5550 p3 (TTA)5 15 16937752 16937766 GATGGCTAAGGGTGGCATAA TTTTCCAAAATTACAGAAAGAAAAA 215

Ad07A5555 Aradu.A07 5555 p3 (GAT)9 27 16958993 16959019 GGATGATAGGCATGGTGTCC CCACTCAACCAACCTCAACC 170

Ad07A5556 Aradu.A07 5556 p3 (AAT)7 21 16959513 16959533 TTGGATTAACTTGATTGAATTTGG CGTTCCCTATTTTGTTGATGG 172

Ad07A5557 Aradu.A07 5557 c (AT)7(GT)7 28 16959740 16959767 CCATCAACAAAATAGGGAACG ACATAATCACCATAATATAATCACCCT 195

Ad07A5564 Aradu.A07 5564 c* (GAGAAG)7(AGA)6*55 16973853 16973907 GACAGACGGTGGTTCCTCAT TTTTTGTTTTATTCCTAAATTACCCC 276

Ad07A5567 Aradu.A07 5567 p3 (TAT)5 15 16974543 16974557 AAAATAAGGATATGAGTGATTTGGTG TCAAACTTTTCTCGTGGGAT 270

Ad07A5575 Aradu.A07 5575 p4 (ATTT)5 20 16992081 16992100 ATGGAAGGATCAGCAGAAGC GCCTCCAAATTTCTGATGGA 219

Ad07A5576 Aradu.A07 5576 p3 (CAA)6 18 17001025 17001042 GAGTTTGCAGTTGACGGGTT TGATAGAGCACAATGGCGTC 272

Ad07A5577 Aradu.A07 5577 p2 (AT)11 22 17005840 17005861 AAGCCCCGAGGAAAATTTAG AATTGGCCAACCTACATTGC 203

Ad07A5589 Aradu.A07 5589 c (T)11aatatttgctcagaaaattatgggagtttcaaactcccaa(T)1061 17052372 17052432 TAGGTTTGGCTTGGCTTGAT CGGTGATTTCAAAAATGCCT 262

Ad07A5591 Aradu.A07 5591 c* (CAT)7(AT)10* 39 17077134 17077172 AAAACCAAAGCAAGGTCACG TGTGGAGTGTGGACTAGTGATG 232

Ad07A5592 Aradu.A07 5592 p3 (TTG)5 15 17078943 17078957 AACCCTGAACCCATAAACCC TGTTTGGTTCGCCATGAGTA 181

Ad07A5593 Aradu.A07 5593 p2 (AG)7 14 17080008 17080021 TGTGGCACATCCAATAAACA TAGTCCTACCCTGTCCGGTG 239

Ad07A5597 Aradu.A07 5597 p3 (AAT)16 48 17099932 17099979 GGACAAATCCAATTTTCCCT TGGATATGCATTTGCTCCAA 144

Ad07A5598 Aradu.A07 5598 p3 (TAT)9 27 17103195 17103221 ACCAGAAGCTTGGACCCTTT TTTCTCATTAATCAACAACCTTCG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A5599 Aradu.A07 5599 p3 (TAT)6 18 17103703 17103720 TCACCAAACTTCACTGGCTG AAGTGGTGCTGTTTGCCAAT 193

Ad07A5600 Aradu.A07 5600 c (TC)7tttc(T)13 31 17104556 17104586 ATCTAAGGCTCAGGCAAGCA CCCTTAGCAGAAAAGGGCAT 152

Ad07A5602 Aradu.A07 5602 p3 (GTG)5 15 17112818 17112832 GGAGGGTGTGCACGTAGTTT TTCTTCATCCTCCTCCCCTT 251

Ad07A5603 Aradu.A07 5603 p3 (CTT)5 15 17118707 17118721 GCAACCGGATAGCAAACAGT AGGGCAAGAAGGAGAAGAGG 241

Ad07A5604 Aradu.A07 5604 p3 (CTT)5 15 17120109 17120123 CGAGCGTCACACTAGAACCA CAACCAAACTGCATCAATGG 266

Ad07A5605 Aradu.A07 5605 p2 (AG)7 14 17121701 17121714 AAGGGAACACAAACGCATTC AGACGACGCCATTGAACTCT 265

Ad07A5606 Aradu.A07 5606 p3 (TTG)5 15 17121950 17121964 AGAGTTCAATGGCGTCGTCT ATGTTGGGCTCACAATACCC 268

Ad07A5613 Aradu.A07 5613 c (A)12tcaaaattagttccaattaaatgtgatctaacactataaaagtaattcgtg(A)1073 17138475 17138547 TTTCTTGGGCACATCTAATACG CTTAGTCCCTAAATCGGTTATTTG 280

Ad07A5619 Aradu.A07 5619 p2 (CT)7 14 17152143 17152156 GGTCATCTGTCCGGTTCAAT GCCGAGCAGAAAAAGATGTC 207

Ad07A5622 Aradu.A07 5622 c (T)10cgtttttttc(T)1030 17156845 17156874 GCCCAAAGCACTCTGTCTTC TCTTGAAGCAAGAAAAAGCTATG 261

Ad07A5623 Aradu.A07 5623 c (A)11gtaaaactgcacattataatttatttagacaataataaaaataacataaaaaataaaaaatgattacaaatttataaccattcaaatac(A)11111 17171087 17171197 AAATCATTTGCAAAATCAATACTGT AAACACATGTATTCGTGATCGT 264

Ad07A5624 Aradu.A07 5624 p2 (GA)6 12 17174708 17174719 ACAAGGAAGGAGAAGGGGAA GAGCTGATAGTGACGAGGGC 148

Ad07A5625 Aradu.A07 5625 p4 (GTTA)5 20 17175682 17175701 AGCAGATTAGAGCGCCTCAG ATGTCATGGCCAAACACCTT 158

Ad07A5629 Aradu.A07 5629 p2 (TA)8 16 17193368 17193383 GGTGGAGTGACTTGTGGGTT CATGGCTCATATCATAGATGGGT 255

Ad07A5636 Aradu.A07 5636 p2 (TC)6 12 17207005 17207016 TTCTCTCTGTACAACCTCAGTTCG CGACGGCAAACAAATTATGA 160

Ad07A5637 Aradu.A07 5637 p2 (AT)6 12 17207263 17207274 CCATCTCAAGTAGAAGCGTCC TCAATCAAGGTAATTAAAACGCA 157

Ad07A5642 Aradu.A07 5642 c (TC)7g(CT)8 31 17217439 17217469 TTAATAGCCAGACCCCCACC CATTGCCCAGTTCTCTCCAT 162

Ad07A5643 Aradu.A07 5643 p2 (TA)6 12 17220470 17220481 TTGGTGAGTTAGTCCATTCTCA TGTCATTTGAGTTATAATTTATTGGCT 247

Ad07A5650 Aradu.A07 5650 p3 (TCT)5 15 17235244 17235258 CACAATTTCACTGCACCGTC TTCTGCTGCTTCTTCTTCTTCA 214

Ad07A5651 Aradu.A07 5651 c (GAA)5ggagaagaagaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAA)13gaggaagaggaagaggaagaggaagatgagttgttcataattcacggtgagtgaa(GAAGAG)8218 17235857 17236074 AAAGGCAAAGAGAATAACGAAAAA CACCGTGAATTATGAACGACTC 280

Ad07A5655 Aradu.A07 5655 p2 (TA)6 12 17244292 17244303 CGAAGCCATTAAGGGAACAA ATCGAAGCCAAAAATCATGG 239

Ad07A5656 Aradu.A07 5656 p2 (AT)9 18 17246878 17246895 AGAATGAGTGAGAAGGGCTGA GCTCAGTGCTCAACCTACGA 203

Ad07A5664 Aradu.A07 5664 p3 (TCC)9 27 17278877 17278903 CAAGTTGGTCCAAACCCAAT GGAGGAGAAACACGCAAGAG 223

Ad07A5665 Aradu.A07 5665 p3 (CTT)6 18 17279022 17279039 CTCTTGCGTGTTTCTCCTCC GAAACGCATAATGCTGCAAA 153

Ad07A5666 Aradu.A07 5666 c (GGA)8(GGT)11gtggtgtggtggtggtgacgacgataacgaaggagaaagatgaaaaaaaagagaaagaag(AGA)5132 17279519 17279650 AAAAAGAAGACAACGATAATGACAA TGCACCAAAACTAAACGCAA 267

Ad07A5667 Aradu.A07 5667 p3 (GGA)8 24 17279888 17279911 TGCGTTTAGTTTTGGTGCAT ACCACGCTACCACTTCCATC 271

Ad07A5669 Aradu.A07 5669 p2 (TA)6 12 17280741 17280752 TGGTTTTGCAGAACATTCCA GCCAATTTTTAGGGGGAAAA 277

Ad07A5671 Aradu.A07 5671 c (T)10gaagatgaagaacataaacatcgttttttc(T)1050 17281664 17281713 CGCTTGTTCAAATGATGGTG GCAACAACCAAATTCAGCAA 265

Ad07A5672 Aradu.A07 5672 p3 (TTC)5 15 17282587 17282601 TGCGTTTCCAGTTTTTGAGA CGAATGAGCAAAGAGGGAAC 279

Ad07A5678 Aradu.A07 5678 p2 (GA)9 18 17301447 17301464 CTCACCATCCTTGCCATTTT TAGGGGGTAAATGCGACAAC 205

Ad07A5679 Aradu.A07 5679 p2 (AG)7 14 17303337 17303350 AGGAGGAAAAGGGTGGAATG CGAACGTTACGAATCCCTTC 279

Ad07A5691 Aradu.A07 5691 c (ATT)9caaatgagtcttgtggttgtggaatatacttttgagagtgatcggttttc(A)1188 17345250 17345337 TTTTTATTTTTGTCTGAGTCTTCGTT GCGTTTAGCATGGGGATAAA 252

Ad07A5697 Aradu.A07 5697 p3 (AAT)6 18 17375418 17375435 TGCTATATTGTTCTCTGGGCTT CCTAACTTGTTTACTGTTTTGGATTC 280

Ad07A5699 Aradu.A07 5699 p2 (TA)6 12 17392355 17392366 GAGCAACATGAGTTCACACCA GGAATGCAGCAAATGAATGA 269
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Ad07A5700 Aradu.A07 5700 p3 (CTT)6 18 17394146 17394163 AAGACTAGGCGCAAAACGAA ATGATTTGGTTCTCCGTTGC 265

Ad07A5703 Aradu.A07 5703 c (TAT)5tac(TAT)1254 17398202 17398255 GTTTGCCCTAGTTCATGGGA TTCAAGCCTCCTTTTCTAAGTCA 150

Ad07A5709 Aradu.A07 5709 c (A)10gaaaaaaagaaaaaaataacattgaaatataaataaatatattacaattaaagtagaaggagaaaaagtaataaaaaaattgaaag(A)11107 17423232 17423338 TGTTTGCAATTTGCTCGATT TGTTCCTTCCACATCTCCTTTT 210

Ad07A5710 Aradu.A07 5710 c* (GA)6tagat(AG)9(GAG)8*56 17456431 17456486 CTACCCACCCCACTACGCTA ATCAAGGCACAAAGATTGGG 222

Ad07A5712 Aradu.A07 5712 p3 (CTG)7 21 17460040 17460060 CAGAACCTGGTCTTGCTGCT AAACCGGATCTGTTGTCGTC 145

Ad07A5713 Aradu.A07 5713 p3 (CAG)5 15 17461258 17461272 TCCAACCTCCCAACTTGTTC TGCCCTAACAGAAGATGCAA 273

Ad07A5716 Aradu.A07 5716 p3 (AAT)10 30 17471641 17471670 CATAAAAATTCAAGAGATTTTCACAAA TCATGACGGTCCAAACAGAA 239

Ad07A5718 Aradu.A07 5718 c (A)10gtaaaatttatcagctcactcagtcacttgcactttaaagttcaaagttttccaagaccaa(T)1081 17472365 17472445 AAGGGGGAACAAAATTGACC AAGGAAGGTGAAAACTCAGGTG 274

Ad07A5724 Aradu.A07 5724 p3 (AAG)6 18 17485819 17485836 GAAGGAGGAGGTTTCGGAAG ATCAGCAGGATCCAAAATGG 221

Ad07A5725 Aradu.A07 5725 p3 (GAA)6 18 17486048 17486065 ATTTGCAGTTTCTGATGGGG TCATTTGCATCTCCACTCTCA 245

Ad07A5726 Aradu.A07 5726 p3 (TTG)7 21 17493093 17493113 GAGTCCCTTTCTTGTTGCGT TGGATCCAAATGAACCTCAA 270

Ad07A5729 Aradu.A07 5729 p3 (AAT)5 15 17500932 17500946 CCAATTTGAACTATGCACTCCA TTGTTGAGGGGGATTCACAT 265

Ad07A5730 Aradu.A07 5730 p2 (AT)7 14 17504823 17504836 TTTCATCATCATTTCATGCGA GATAAAATGGGTTTGGGCCT 226

Ad07A5731 Aradu.A07 5731 p3 (TAA)5 15 17524493 17524507 TTGTGACATTTGCTTTGTTGAG AAATGAGATTAAACCCATAGAGTTG 244

Ad07A5732 Aradu.A07 5732 p2 (AG)14 28 17525121 17525148 TCATGCATGCCTATTTCCAA ACCCCTTCACAGCTCACATC 226

Ad07A5733 Aradu.A07 5733 p2 (CT)7 14 17526442 17526455 ATCCCAAATGCCAAACAAAA CATAGCCTTAGCTTGCGAGG 277

Ad07A5735 Aradu.A07 5735 p3 (GGT)5 15 17530541 17530555 CCTCGTCGCTCTCTCAGTCT GGGATCTGTTGCCTCTGCTA 228

Ad07A5736 Aradu.A07 5736 p3 (ATT)5 15 17531667 17531681 CAATTGTGTTATCTTTTGCTTGC TCAACCGGTGGGTCACTAAT 249

Ad07A5742 Aradu.A07 5742 p3 (ATA)5 15 17552193 17552207 TTGCAAACACTAAGAGGACATGA AGCTGAATGTGGATGTGGTG 271

Ad07A5744 Aradu.A07 5744 p2 (AT)6 12 17553932 17553943 GACTCTTTCGACGCTAACGAA TCGAAAATGAGTTCTACATGCTTT 168

Ad07A5745 Aradu.A07 5745 c (T)10gtcatttggtgac(A)1033 17554726 17554758 TTTTCAATATTTCATCCGCTTG CGGACACCATGACAAAGATG 257

Ad07A5746 Aradu.A07 5746 c (T)10gtcatttggtgac(A)1033 17556276 17556308 ATTATATATGATTTCATCCGCTTGT CGGACACCATGACAAAGATG 259

Ad07A5750 Aradu.A07 5750 p2 (GA)6 12 17610396 17610407 AGAGAAGCGAGAGAGGTTCG TTTTTCAAAATCACTAACCACTTTTT 155

Ad07A5753 Aradu.A07 5753 p3 (AAT)6 18 17630684 17630701 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad07A5754 Aradu.A07 5754 p3 (TCT)5 15 17633414 17633428 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 198

Ad07A5758 Aradu.A07 5758 p3 (TAT)13 39 17648358 17648396 AAACTTGAAACGAATGCAGATG TCCCTTACAAAATGAAGCAACA 164

Ad07A5762 Aradu.A07 5762 c (CT)9tatttcagtttctggttctatcttctctatatgaatttacttctgtatgctataattgacc(TTA)14121 17652445 17652565 CTCTGCGCCATCCAAAGTA GTGGCTGTGAACCATTTTCC 278

Ad07A5764 Aradu.A07 5764 p4 (TATT)5 20 17653174 17653193 GCCAGCTGTCCATTTTTCTC CACCATATCCGGCTCAAATC 270

Ad07A5769 Aradu.A07 5769 p3 (AAT)11 33 17657265 17657297 TTGAAATTAAACTAGCACCTTTTGAA GACTGTTTGCTGGGGAAAAA 274

Ad07A5770 Aradu.A07 5770 p2 (TA)6 12 17657589 17657600 CAAATTTTGGGGCTTTTCAT GGCTTTACCTCTGACGAAACA 234

Ad07A5771 Aradu.A07 5771 p3 (ATA)10 30 17662521 17662550 TCTCGTGCTGATAACGTGTTG CGAAACATATGCAATTTTCTCTC 206

Ad07A5776 Aradu.A07 5776 c (TAT)15a(ATT)5 61 17667974 17668034 CATTTGTTTGAATTGGATGGA TAATGGCTTCGGCCAAATAA 280

Ad07A5777 Aradu.A07 5777 p3 (ATT)14 42 17670864 17670905 ATATCAATTTTCGAGGGCGA AAATCTTAATGCTTCGGCCA 258

Ad07A5778 Aradu.A07 5778 c (TAT)6ttttc(TTA)744 17673767 17673810 TCGAGTGCGAACATTTTTGT TGGCTTGGGCCAAATAAATA 246
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Ad07A5783 Aradu.A07 5783 p3 (AGA)5 15 17705596 17705610 AGATATCGAAACAGGGGGCT CCAATTCGCACATGCATAAC 220

Ad07A5784 Aradu.A07 5784 p2 (AT)7 14 17709083 17709096 TGCTCTAAACCAAGGTTGTCA GGGGTTTTGATTGTGTGCTT 213

Ad07A5787 Aradu.A07 5787 p5 (TTAAA)5 25 17748474 17748498 AATTGGCCTCATGCTACGTT GCAGACACAAAAGACAAAAAGC 275

Ad07A5789 Aradu.A07 5789 p2 (AT)6 12 17753157 17753168 TGATAGAGAACGTGGAGGGG TTTCCGAACGCGTTTTACTT 265

Ad07A5790 Aradu.A07 5790 p3 (TCG)5 15 17757754 17757768 CCCATTGCCATCCCTAGATA CATCAAGAGCAGCATCGAGA 218

Ad07A5791 Aradu.A07 5791 p2 (AT)6 12 17761591 17761602 CGCATGTCTTTTATCGTATCG GTTGGCATTTTTGCGTTTTT 222

Ad07A5795 Aradu.A07 5795 p3 (AAT)5 15 17780530 17780544 TCAAATTTTAAATAACCAACAATGACA TCTAATCCAATCCAAACCGC 268

Ad07A5797 Aradu.A07 5797 p3 (TAA)14 42 17784378 17784419 ACCTGTAAACCGCTACTGCC GCTCGACTCCTAAACACCGA 250

Ad07A5798 Aradu.A07 5798 p3 (ATA)10 30 17797302 17797331 CAAAACTTATATCTATGAAAGTGACCG TTTTTGTTGAGCTTAGCTTTGTT 271

Ad07A5799 Aradu.A07 5799 p2 (AC)7 14 17802647 17802660 TCAACTTCCTCCTCCCTGAA GCTGCTGACTTGGAATGTGA 209

Ad07A5802 Aradu.A07 5802 p2 (TA)7 14 17809272 17809285 CTCTCCTGATTCCCTTTCCC AATGCAAAAGAAGCCGAAAA 145

Ad07A5811 Aradu.A07 5811 c (T)12attgtccaataacattattataatcacaaaaaattataaatatgattatcta(T)1074 17834163 17834236 TGGATGCAAGACAAAGCTACA TGAGGAGTAACACTTGTTCCAA 209

Ad07A5813 Aradu.A07 5813 c (TA)12ttgtattgactcctattattttggagaaacaggtttgtattttcgtctgttgggttcttttgggattcccttac(TA)8catac(AT)9137 17842341 17842477 GGCGGAGATCCTTAGCTTTT AGACTCGGGACTCGGCTTAT 278

Ad07A5814 Aradu.A07 5814 p2 (GA)26 52 17845547 17845598 CCGAATTCCATTCATAACCG TAGATTGCCCAATGATGCAC 260

Ad07A5815 Aradu.A07 5815 p3 (TCT)6 18 17848587 17848604 TATCTTCTTCTCCTCCCCCG TTGTTGGCGATGACGATAAC 201

Ad07A5816 Aradu.A07 5816 p3 (GAA)26 78 17855924 17856001 TGTCTAGAGGCAGAGAGGGG ACAATTTTAGGTCACGCGCT 263

Ad07A5817 Aradu.A07 5817 p3 (AAT)7 21 17856152 17856172 AAGCGCGTGACCTAAAATTG GGGACGATTTTGATTTTCACC 246

Ad07A5819 Aradu.A07 5819 p2 (AG)12 24 17856576 17856599 CTTCCATGAAATCCACCCAC CGCGGTAGAACTCACTGACA 198

Ad07A5821 Aradu.A07 5821 p3 (AGA)6 18 17869442 17869459 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 205

Ad07A5822 Aradu.A07 5822 p3 (ATT)5 15 17872101 17872115 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad07A5825 Aradu.A07 5825 p3 (TTC)6 18 17886135 17886152 AAATCTTTCCCACCCAAACC CGCCCTAGAGCAAGAGAAGA 195

Ad07A5826 Aradu.A07 5826 p2 (CT)18 36 17892497 17892532 GGAACGAAGCTTTCTCCCTC TCAGATGGGCCAAAGAAATC 214

Ad07A5828 Aradu.A07 5828 p3 (AAG)5 15 17907478 17907492 AGTGGTCTTGATGGGCTTTG CCGAATACACCTCTCCCTCA 250

Ad07A5829 Aradu.A07 5829 p2 (TC)21 42 17914843 17914884 GAAGGGGAGAAGAAACCTCG AAGGCTGATCCCTCCATTTT 264

Ad07A5831 Aradu.A07 5831 c (A)10ttctctttcccaaacatgcattaattcatcactttccacaac(T)1163 17922975 17923037 AGCGGCCCTTGATTTTGTAT GGGGGAAGGATTTAAACCAA 158

Ad07A5834 Aradu.A07 5834 p3 (ATT)8 24 17933532 17933555 GTTGTGGTGGAAGCACAAAA CTCTCTCTCCGCTTCCCTTT 187

Ad07A5835 Aradu.A07 5835 p3 (ATC)9 27 17936652 17936678 GGTTTTGTTGCCAAGTTCGT AATGAATCAGAGCTTCCATGC 203

Ad07A5841 Aradu.A07 5841 p2 (AT)9 18 17952799 17952816 AAAGAGGGTAGGAATTTTGATGG GAGGAGTATTACGACGACTTCCA 167

Ad07A5842 Aradu.A07 5842 p2 (AT)6 12 17954208 17954219 TCAGCTTGGGAAACCAAAGT GAAGTGGAGTGGTTTTTGGG 200

Ad07A5848 Aradu.A07 5848 p2 (TA)6 12 17972427 17972438 GCATTTATGCCTATGTGCCA TGCTCCCACTTTTAAGCACA 275

Ad07A5852 Aradu.A07 5852 c (TAA)9ttgtattttgtgttttcatcatgaataatttaa(T)1070 17976309 17976378 GGCCGAAAATGTGTAAACCA AACCCAATAGCTTGATGCGT 223

Ad07A5855 Aradu.A07 5855 p4 (TTAA)5 20 17979110 17979129 AATTTTTAGTTATGGTTTATTTGTCGT GTGGGGGATGCTAACACAAT 269

Ad07A5856 Aradu.A07 5856 c (A)10tcaaagtttccaagaaagaaaattagaaaagaagattcataacctc(A)1167 17981304 17981370 AAAGAGAAGGAAATTAGAAAGAATGC CAAGAAAGAAAGAAGCATTATGAAA 272

Ad07A5858 Aradu.A07 5858 p5 (ATTTT)5 25 17982054 17982078 TCGCTTCAACTAAAGAGCCC GGGAAGAGGAAATGGGAGAG 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A5859 Aradu.A07 5859 p2 (AT)6 12 17983558 17983569 TGCTGTTAACGAAGTGCAATG AGGTGAGCAAGCAAAGATGC 212

Ad07A5865 Aradu.A07 5865 p4 (TATT)5 20 18060372 18060391 TTTCGAATTCTCTCTCTCTTTGC CAAGGGTGAGGATAGAGGCA 108

Ad07A5866 Aradu.A07 5866 p3 (TCT)5 15 18063748 18063762 AAAATCTTTCCCACCCAACC TTCGCCCTCGAGTAAGAGAA 200

Ad07A5867 Aradu.A07 5867 p3 (ATA)13 39 18071622 18071660 TTGCATGTGTCATTAATTTGCT TGGCAGCATAATGTTCAATCA 277

Ad07A5868 Aradu.A07 5868 p2 (AT)7 14 18077728 18077741 TGGAACTCCCATTTGTATCG CAATACAAAAGCCCCATCGT 199

Ad07A5869 Aradu.A07 5869 p2 (AC)6 12 18080655 18080666 GGACCAAGATTGGACCGAAC GTGTTCTTCCCTTCCCTTCC 161

Ad07A5870 Aradu.A07 5870 c (A)16caagttgaagacaa(T)1040 18083982 18084021 GGTAGGATGTTACATTCGTTCCA AACCACAGAGACAACCCCAT 174

Ad07A5873 Aradu.A07 5873 p3 (TAT)24 72 18087149 18087220 TCATGTAGCGACCCTCAATTT ATGATCCTTCCACACTTGCC 270

Ad07A5878 Aradu.A07 5878 c (TAA)5ctaatacatactgtaacacccc(T)1148 18095326 18095373 GTGACACCCTGCTTAAAGGC GACCTGTCGGGTTAGGGAAT 272

Ad07A5881 Aradu.A07 5881 p3 (TAG)5 15 18120850 18120864 GAGGAACATCCACTTCCCAA CATGTCTGATGATGATGAGAAAAAT 185

Ad07A5883 Aradu.A07 5883 p2 (TC)8 16 18141941 18141956 TGTTGTGAATTCTGTTAGAAATTGG ATGGCCAATTAGCTCTCCCT 100

Ad07A5884 Aradu.A07 5884 p2 (TC)9 18 18147129 18147146 TATCCAGCTGGCTGAGAGGT TATACCGGGATGGCCAATTA 177

Ad07A5886 Aradu.A07 5886 p2 (AG)18 36 18163540 18163575 GAACAAGTCAGGAAGACCCG GTCGACGGTGGATAGGAAGA 262

Ad07A5890 Aradu.A07 5890 p2 (TA)10 20 18173194 18173213 TTGAGTTGTTAGTGATGATTGTGG AAAAGATTCAAGTTCTCAATATGAAGT 203

Ad07A5892 Aradu.A07 5892 p2 (GC)6 12 18199531 18199542 CGTACGCACGCTTTAACAAA TTGGCACAACTCTCTGGATG 273

Ad07A5893 Aradu.A07 5893 p2 (TA)12 24 18205742 18205765 TGATAACAGGAATTGTTTGCAT AAACTTCCCTAGGAAGAGTGGA 131

Ad07A5894 Aradu.A07 5894 c (T)10caattatacttttttttc(T)1038 18205879 18205916 TCCACTCTTCCTAGGGAAGTTTAAT CAAAAGCCAATCACATATTAAAAGAA 183

Ad07A5895 Aradu.A07 5895 p2 (TG)7 14 18207506 18207519 AGAAATTTAGGCATTTAAAGGAATC TCTTGTGTTTTGGTGAGTTTCAA 265

Ad07A5899 Aradu.A07 5899 p3 (AAT)6 18 18217945 18217962 TGGGTTTGGGTTGTTAATGG GGATGATCTTTCAGAAACGAATTT 232

Ad07A5900 Aradu.A07 5900 p2 (AT)6 12 18220310 18220321 TCCAAATTGTAGTTATTGAAAGTGAAA TGTAGTGGGCTTTTTGTTCG 212

Ad07A5902 Aradu.A07 5902 p3 (ATA)5 15 18222875 18222889 GGTCGTCTTCTCCCACGTTA TTTTGGTGCAGAAAGCACAG 141

Ad07A5904 Aradu.A07 5904 p3 (CTT)8 24 18227655 18227678 ACCATTTCCAAAACGTGCTC AAACACGCGAAGAGAAAGGA 146

Ad07A5905 Aradu.A07 5905 p3 (TTC)7 21 18228232 18228252 CTGGCCCCCTAGACTTTCTC TGCTGCAAAATTACTTAAAAGAGG 213

Ad07A5908 Aradu.A07 5908 c (A)10cgaattccgttgaataattaagaatagttctctcaactcctaccaatttctattggactagatttatagtctatttc(A)1198 18232658 18232755 AGTTGGACCCACAAGCTCAC GAAAGGGACAGCCATCAAGA 259

Ad07A5910 Aradu.A07 5910 p2 (AT)7 14 18236652 18236665 TCTCTCTCCTTTAATTCTTCTCAAAA AGAAATGTAATCGACAAACAAAAA 216

Ad07A5913 Aradu.A07 5913 p2 (TA)6 12 18238416 18238427 TTCGTAACAACTGCATTAATTGAAA GTGTTCCTACCCTGACCCAA 124

Ad07A5916 Aradu.A07 5916 p2 (AT)7 14 18248424 18248437 AACCCCTGCGAATATCCATT GAATTTTCACAAAGGTCCGGT 235

Ad07A5920 Aradu.A07 5920 p2 (TA)6 12 18277117 18277128 GGGGACAAAATTACCCCAAT AATGGGGCTAAGGTAAGGGT 242

Ad07A5922 Aradu.A07 5922 p3 (TTA)5 15 18281243 18281257 GCTGTGTGCTGATTTGCCTA CCTAGGCTTTCCCAACCAAT 124

Ad07A5923 Aradu.A07 5923 p2 (CT)6 12 18287187 18287198 TTTCTGGGTCCGTCAATGTT GTTCGAGCTCATAGCGAAGG 208

Ad07A5927 Aradu.A07 5927 p2 (AG)6 12 18298779 18298790 TGGAGGTTATGCTTGGAGTTG CGACCAACAGCCTTGTTCTT 230

Ad07A5930 Aradu.A07 5930 p2 (AT)11 22 18316636 18316657 TGTTTTGCAGCGATTTTAACC AAGAAATGATGCACTTATGACAATTT 227

Ad07A5932 Aradu.A07 5932 c (TA)9(CA)10 38 18334463 18334500 TACCTTTTGACGCTTTGCCT TTTTCGTCCTCGAAAATTGA 267

Ad07A5934 Aradu.A07 5934 p3 (TTA)14 42 18336561 18336602 AGTAGTGCAGCTGGAAGCGT AGGAAATGGATGATTGGACA 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A5937 Aradu.A07 5937 c (T)10gtttttttcttcc(T)1033 18363880 18363912 TGTCCTTGAATCTTGTAGGTGG CAGTGTCTGTCGCGTCTTTC 198

Ad07A5941 Aradu.A07 5941 c (A)10ttttgagttgatgttatactactaatataaatttttatactaatatctaattatatatataatattattttttannnnnnnnnnnnnn(AT)6110 18372084 18372193 TCTATATTCTCACTTCTCTTCCTTCAA AAATTATGTTGATTTTGTCTTGACATT 259

Ad07A5942 Aradu.A07 5942 c (A)12gcagatagaggaaaaacagaccaaagggtgtgtgaagttgaaagagtctgtgtgagtgtttgtgagcaggaataatcatatatatcagagagtgaagaaa(AAG)6130 18373084 18373213 GGTACAGAAGGGGAAAAGAAAA TGCACTTTCAACAATTCCCA 251

Ad07A5950 Aradu.A07 5950 p3 (ATG)5 15 18383796 18383810 GTGAACCTAGCCCAGGTGAG AACCCAAAGTGGGTGATTATG 247

Ad07A5951 Aradu.A07 5951 p3 (AAT)6 18 18395346 18395363 TCACTTGAGCATCAGTCATGG GCAAAATAAATGGCCGCTAA 278

Ad07A5953 Aradu.A07 5953 p2 (GA)12 24 18398147 18398170 TCACAAGTGAAATAGCACGCA TGTAGGAGGGTCAGAATCTGTT 248

Ad07A5954 Aradu.A07 5954 p2 (AC)8 16 18398993 18399008 CCACTACTGCGATGAAAGCA TGAGTGTGTTGGATTGGTGG 130

Ad07A5955 Aradu.A07 5955 c (A)12(TA)9 30 18404547 18404576 CATGTTTTGGGTCATTTTTGTG CCACAATCCAATTAATCATGTG 276

Ad07A5956 Aradu.A07 5956 p2 (AT)6 12 18406404 18406415 AAAAACCTCCACAAATAAACAAAAA AATGAAGCAAAAGCAAAGGC 277

Ad07A5957 Aradu.A07 5957 c (T)10ggacttggagaaacacac(T)1038 18416473 18416510 GCCTACCTTCTCATCTTGGC GGCAAACCCTTAAATGGAGC 178

Ad07A5958 Aradu.A07 5958 p3 (TAA)11 33 18417362 18417394 TAATACCCCTTCCGCACTTG TGCAATTTTCGCCCTTATTT 199

Ad07A5959 Aradu.A07 5959 p3 (ATT)6 18 18427556 18427573 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad07A5975 Aradu.A07 5975 p3 (ATG)6 18 18522504 18522521 AATGGTGGTGTTGCTGTTGA CCATTATGAGGGAAGCCAGA 273

Ad07A5977 Aradu.A07 5977 p3 (ATT)10 30 18524766 18524795 GCATTAAATACATTGAAAAATTTACG AGGTAACAATACGCCGACGA 211

Ad07A5979 Aradu.A07 5979 p2 (TA)6 12 18525258 18525269 AAGAAAAAGGGAAAAGGCCA TAACGCTCTATCACGGGTCC 174

Ad07A5982 Aradu.A07 5982 p2 (CA)7 14 18530519 18530532 ATGAATCATGCTTTGCGAGA CTCAATTTCACTCGCGTTCA 224

Ad07A5983 Aradu.A07 5983 p2 (TA)7 14 18535227 18535240 CATGGGTACAAATGTCAGCG CAACTAGTGTATTAACATTGACGGG 235

Ad07A5985 Aradu.A07 5985 p2 (AT)8 16 18536511 18536526 AATATTGTGCTAGCGGGTGG TCCATGGCTTCTCGTTCTCT 266

Ad07A5987 Aradu.A07 5987 p2 (AG)9 18 18561553 18561570 TATACCGGGATGGCCAATTA TATCCAGCTGGCTGAGAGGT 177

Ad07A5990 Aradu.A07 5990 p2 (CT)7 14 18577617 18577630 TGACCGTCGATGTAAAGCAG AAGCCATGAACCAAAGAAGC 218

Ad07A5996 Aradu.A07 5996 p2 (TC)9 18 18647310 18647327 AACGTTGGGGACAAAAATGA ATGTCACCCAACAACATCCA 255

Ad07A5997 Aradu.A07 5997 p2 (TC)9 18 18649278 18649295 AACGTTGGGGACAAAAATGA ATGTCACCCAACAACATCCA 255

Ad07A5999 Aradu.A07 5999 p2 (TA)6 12 18653862 18653873 CGCAGAGAGTAGAGAATGAGAAAA TGCAGTGTTTGGCAAGTTTC 264

Ad07A6001 Aradu.A07 6001 p2 (AG)23 46 18658605 18658650 CAGACGAAAGCAGCAATGAC GCAAGAGTGGCGGATAAGAA 243

Ad07A6002 Aradu.A07 6002 p3 (ATG)5 15 18658752 18658766 CCTCAGAAACATTAGATCTCAGCC CAAGCAAGGCAGACACAAAA 277

Ad07A6010 Aradu.A07 6010 p2 (TA)6 12 18707332 18707343 TTATACGAGGAAGTCACTTTTATTCA CGGATTTTATTATGAAGGTGGG 196

Ad07A6013 Aradu.A07 6013 p2 (CT)6 12 18708334 18708345 AACGATAAACATTTTACGGTCAGA GCAGGGATTTTATCCACGAA 253

Ad07A6017 Aradu.A07 6017 p3 (AAG)6 18 18710857 18710874 TCCAAAGTCCTCCCAATATCC AATGGAACCGATGCTGATTC 160

Ad07A6018 Aradu.A07 6018 c (AGA)5(AGG)5 30 18712795 18712824 CGTCGAGGTGAAGTGTGTGT CGCAACTCCTTCTCGTTCTT 148

Ad07A6019 Aradu.A07 6019 p2 (TA)7 14 18713498 18713511 TTCAAGATTTGATTCACCATTTTT CAAGTAATAATTTGAGAGTGAATCGC 175

Ad07A6021 Aradu.A07 6021 p3 (AAG)15 45 18719521 18719565 TCCAATCTTGGACCGTTTTC ACGCCCAATACACACGAAAT 273

Ad07A6023 Aradu.A07 6023 p3 (TCG)5 15 18721959 18721973 ACATAAAACCTTAACCCCTACAGA AGTAGATGTGCGTTGGAGGC 151

Ad07A6024 Aradu.A07 6024 p5 (TTTTA)5 25 18744604 18744628 CATGACAAGGAGCTCACCAA TGCACGCACACACATATGAC 279

Ad07A6025 Aradu.A07 6025 c* (GA)7(A)11* 24 18746628 18746651 TGGGAAACTGTGAAAACTTGG TTGGTGTAATTTTGTCCCCC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A6026 Aradu.A07 6026 p2 (AT)8 16 18750416 18750431 TCGACACTCTGTTGACGCTC GCATATGATGCATGCCTGTC 244

Ad07A6027 Aradu.A07 6027 p3 (AAG)6 18 18767156 18767173 AACTATGGTCGCCGAAGCTA CCATCACCATCATCCCTCTC 271

Ad07A6028 Aradu.A07 6028 p3 (TAA)23 69 18768151 18768219 AAACTGAACTGAATTAACCGAAAAA TGGAGAGGCAGAAGACAAGAA 271

Ad07A6029 Aradu.A07 6029 p3 (TAT)15 45 18769373 18769417 AGCATGTTTGGATGTCCTGA GCTTCCTCCCCATTCTTTCT 251

Ad07A6030 Aradu.A07 6030 c (ATC)5ttccatc(TAA)537 18770545 18770581 AAGCGGAAGTCAATGCTGTT GGAGGAAGAGGAGGAGGTTG 223

Ad07A6031 Aradu.A07 6031 p3 (AAT)8 24 18772446 18772469 TGCATCACCATAGATTTCATCA TATACCCATGGCAACAAGCA 242

Ad07A6036 Aradu.A07 6036 p3 (AGA)6 18 18783923 18783940 ACTCGGAGGTGGAAGCTTTT TACCTTGGCCGAACCTACAC 208

Ad07A6040 Aradu.A07 6040 p2 (TA)6 12 18818638 18818649 CAACAGCTCAAGGTACACGG TGGCACGGGTGATTAAACTT 254

Ad07A6043 Aradu.A07 6043 p2 (AT)6 12 18825916 18825927 TTAAGAACGGATTGGTTCGG ACCAACCCGTGAACCTGAT 274

Ad07A6053 Aradu.A07 6053 p2 (AT)8 16 18906363 18906378 AATCAGAGGTGGTGAGGTGC TTTGGGTTTAGCGTTCTGGT 259

Ad07A6054 Aradu.A07 6054 p2 (AG)6 12 18909897 18909908 TCATTACACACACGCACACG GGAAGCTTGTGTGACAAGAGG 243

Ad07A6056 Aradu.A07 6056 c (GAA)5ccacaaagttaattacgttgaaatcaatccagatccataacgaagaacacgagtag(AGA)586 18919475 18919560 GATTCGGTGGCCTCTTTTTA TGCTTGCGTTATAGGCTTCA 273

Ad07A6057 Aradu.A07 6057 c (TTC)5tctactcgtgttcttcgttatggatctggattgatttcaacgtaattaactttgtgg(TTC)587 18922060 18922146 TGCTTGCGTTATAGGCTTCA GATTCGGTGGCCTCTTTTTA 273

Ad07A6058 Aradu.A07 6058 p3 (AGG)6 18 18922501 18922518 AACAACCAATTTCAAAGCCC AATCACAAAGGCCATCGAAC 194

Ad07A6059 Aradu.A07 6059 p3 (AGG)6 18 18922928 18922945 CGACGGAGCTTATTACGTTGA GGTGAACCGAATCACAAAGG 236

Ad07A6060 Aradu.A07 6060 p3 (GAA)5 15 18923221 18923235 CATGCAGCAATCATTCCCTA TTCTCTGCTCGCATTCTTCA 183

Ad07A6061 Aradu.A07 6061 p3 (GAA)19 57 18923337 18923393 TGAAGAATGCGAGCAGAGAA TTTGTTATACACGCGCCTCA 158

Ad07A6069 Aradu.A07 6069 c (CT)6aacttctcaccgttctctctt(TC)849 18943944 18943992 CATCGCGTTAACGTCAGAAA GGTAGCGTCAGAGGAAGCAG 268

Ad07A6073 Aradu.A07 6073 p3 (TGG)6 18 18954771 18954788 CAAGGAGGGTGTTGCATAGTT TGCACGGTTAATGAACACTAGA 246

Ad07A6075 Aradu.A07 6075 p2 (TA)10 20 18958417 18958436 ATGCCGACACACGAATTTTA CACATATGTCAGCGTGTCCA 277

Ad07A6077 Aradu.A07 6077 p3 (ATA)5 15 18964628 18964642 GTTCTAATTCTCATTCAAGTGCAA AATCACAATTGATTATTGATACCCT 184

Ad07A6078 Aradu.A07 6078 p2 (TG)6 12 18965341 18965352 GCCCTTTCCTAAAAATATTGGC TCGTAGTTAGTAGCACTTAGGTATGAA 280

Ad07A6079 Aradu.A07 6079 p2 (CT)7 14 18967583 18967596 CCACGAAATGGAGCATTTTT GAGAGAGAGTACCAAGTGGAGAGTT 256

Ad07A6081 Aradu.A07 6081 p2 (TA)6 12 18973607 18973618 TCATGACACTTCAACATTCCG TTGTTCCCTTTTATTAGGGTGG 228

Ad07A6086 Aradu.A07 6086 p2 (AG)6 12 18998105 18998116 TGAAGAAGGATGTGAATGTGATG ATCGATGAAGACGGATGAGC 230

Ad07A6089 Aradu.A07 6089 p3 (CTA)5 15 19007250 19007264 GCGCTCCATTTTTGACTTTG AAATTACGTCTATTGTATTTGTTGGA 231

Ad07A6098 Aradu.A07 6098 p2 (TA)7 14 19016446 19016459 GGGCATTAATAATCCGGAAA TCGCAGGTCAAAGGAAACTC 223

Ad07A6099 Aradu.A07 6099 c (TAT)19tg(T)10 69 19019352 19019420 AGTGCATTGCATTGGTTCAA ACCAGGAGGGAAACAACGAC 120

Ad07A6102 Aradu.A07 6102 c (TCT)6cttcttcttcgtcttcgtcttcttcttcttcctcttcctcttct(TCTTCC)592 19024814 19024905 CGCGCATTAACTCATTTTGA AAGAGGAAGAAGAACGTGCAG 251

Ad07A6103 Aradu.A07 6103 c (TCT)6tcatttacgtcttttctctctgttttc(T)1358 19025056 19025113 CTGCACGTTCTTCTTCCTCTT CCCAAAATTCGTTGAAGTGC 245

Ad07A6104 Aradu.A07 6104 p3 (AAG)5 15 19025783 19025797 GGAGGAAGAGGAAGAAGAACG AAATCAAATTACGCGCTGCT 197

Ad07A6105 Aradu.A07 6105 p4 (AAAT)5 20 19026455 19026474 TTGCAGGGACTGGAACCTAC CAGCAGCCCTGTCTTCTTTT 217

Ad07A6106 Aradu.A07 6106 p3 (ACC)5 15 19026787 19026801 TCTCCAATTTCCATTCCCAA TGTTTGCTGGGAGTGGTGTA 251

Ad07A6111 Aradu.A07 6111 p2 (TA)12 24 19032638 19032661 TTGGTGAAGGTACGCTGCTA CAATGAGAGCACAAGGGTGA 218
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Ad07A6125 Aradu.A07 6125 p2 (AT)7 14 19073668 19073681 TGCCTTTGAAACCTTGTGTG GCTGCTTTCTTGCCTACTGG 279

Ad07A6128 Aradu.A07 6128 p2 (AT)8 16 19079110 19079125 TTGTGCGGTGGTTTATTTCA AAATGGGTTCTATCATGTTGGC 222

Ad07A6131 Aradu.A07 6131 p2 (TA)8 16 19083720 19083735 AAGGAAAAGTCTAGGGGGCA TCTACTGCGTGCAAACTTGG 273

Ad07A6132 Aradu.A07 6132 p3 (ATA)6 18 19084560 19084577 TGGATTCTTTAACCACTAATAAGCTA GCTTCAATTAACGGGAGCAA 243

Ad07A6133 Aradu.A07 6133 c (ATA)5a(AAT)7 37 19086660 19086696 TGTTTCAACGGGAATGGAGT ACTAGCGTTTTGCCGACATT 228

Ad07A6135 Aradu.A07 6135 p2 (TA)10 20 19106665 19106684 TCACCAGCCGACTCAAATAA TGAGTCGAGCTTGAGTTTGG 196

Ad07A6141 Aradu.A07 6141 p2 (TA)8 16 19115077 19115092 AATTCCTCAATGACACCAAAAA ATGGGCATGTGCATTACTGA 230

Ad07A6149 Aradu.A07 6149 c (CAT)5caccttcattgtgctccttcaatatcaatatcaaaaacaataattaatcattggtctccgtgtgccacacaaattgtcactcttaagtttcaagta(TTAT)5131 19155035 19155165 GGCCATTATTGCTTTGGAAG CGTCTAAGAGATTAGTCATTGTTATTG 251

Ad07A6152 Aradu.A07 6152 p2 (TA)6 12 19166034 19166045 CAAGGAAGCCAAAGCAAGTT ATCAAGGCAGCAAAGCAGTT 268

Ad07A6153 Aradu.A07 6153 p2 (TC)8 16 19166999 19167014 GTTCAACCAATCGACGACCT TCGTCACAAATGCAGAGACTG 239

Ad07A6156 Aradu.A07 6156 p2 (AT)6 12 19173295 19173306 TCCAGTTTCCTGACCAAAAA CCCGTTAATTTATCCCCTCC 276

Ad07A6160 Aradu.A07 6160 p3 (TTA)5 15 19187507 19187521 GCTAGTCCTTCAAGCTTCCG TCACTATCACTAAAAACATCCAAAAA 178

Ad07A6162 Aradu.A07 6162 p3 (GGT)5 15 19195180 19195194 TTTGGGTGACAGAAGAGGTTG TGCAGATTTGCGTCATTGAT 280

Ad07A6164 Aradu.A07 6164 p2 (GA)6 12 19212576 19212587 GCGGTCGCTTTATTCTTCAG GTTTGCGCTGCCTAGTTTTC 241

Ad07A6169 Aradu.A07 6169 c (GAG)5gtgttggtgagagagtgaaacaagaagaaacttgagaaggtaaaacaaaaaggaaaagatgaataagaaaaa(AAG)5102 19255173 19255274 CGAGAAGGAGGAAAAGGAAGA GAATTTTCGGTGTATGTGTGCT 278

Ad07A6170 Aradu.A07 6170 p3 (GAT)5 15 19255668 19255682 TTCATCCTCTTCCAAGTAATTTTG AATCCCTCCATGTAACGCTC 264

Ad07A6172 Aradu.A07 6172 p2 (CT)6 12 19261774 19261785 AAAAACGCAATTTTGCTTGC GAAGGGTTTTTGGGGAAGAG 156

Ad07A6175 Aradu.A07 6175 p3 (TTC)5 15 19271093 19271107 TTCACTTTGGGGCATTTTGT GGGAACATTGGATGGGATAA 247

Ad07A6177 Aradu.A07 6177 c (GA)6ggacgaataggagttggttgatggtgagagagggaggttgggttggccgtgcggcggtggcgacggcgctgctgttagtggcggttgatggtg(AGA)5120 19274493 19274612 AGAGAGCAGAGGGCAGAGTG GATAACCCTAGTGCGCGAAG 206

Ad07A6192 Aradu.A07 6192 p3 (CAA)5 15 19360385 19360399 AAAGGGCAACTGCTGAGAAA TTTATGCCTTGCCTTTCCAC 260

Ad07A6193 Aradu.A07 6193 p2 (AT)10 20 19398082 19398101 ATTCCTCCTGCTGATGCTGT TTTTGTTGGCCAAGTGTTAGC 252

Ad07A6198 Aradu.A07 6198 c (TC)6ta(TC)10 34 19412795 19412828 GCATTTTGGAGCACTGTGAA GGGTGACTGGCAGATGTTCT 259

Ad07A6199 Aradu.A07 6199 p3 (AAT)7 21 19418140 19418160 TGGAAAAAGAGTAATGCCACAA GAAGATCACCCCTCACAAACA 244

Ad07A6200 Aradu.A07 6200 p3 (ATT)5 15 19448371 19448385 TTGGATGTTGGCTTTGTGAA GCAGAAACAAGGAAAAAGGC 202

Ad07A6202 Aradu.A07 6202 c* (AT)8(TATG)11* 57 19463882 19463938 ATTGGTTGGTTGGGATGAAA TCGAAACTTTCCAAATCCAAA 253

Ad07A6206 Aradu.A07 6206 c (TTAT)8tgcta(T)1148 19502557 19502604 ATTGATGCTCAGAGCCTTGG TTCGAATCAAGGGATGTTGA 171

Ad07A6213 Aradu.A07 6213 p2 (TC)13 26 19542764 19542789 CCCTCCTCTTCACTTGTCCA AACGTGGTGGTGACAGAAGC 132

Ad07A6214 Aradu.A07 6214 p2 (GT)8 16 19550236 19550251 TCCCCGTTTTCCTTTCTTCT ACGCACTTTCTCCCCTTTTT 110

Ad07A6218 Aradu.A07 6218 p2 (AT)6 12 19570144 19570155 TTCCATAGGTGGCTTTGAGC TTTGGCAGCAAATATGGACA 190

Ad07A6220 Aradu.A07 6220 p3 (AGA)6 18 19579868 19579885 TCTAGAGGATTCTCCGGCCT AATGGCCGAACATACACTCC 259

Ad07A6221 Aradu.A07 6221 p3 (ATT)5 15 19582528 19582542 TCAGGATCAACTCCATTCGTC CAAGAGAAGGAGATGGCAGC 266

Ad07A6225 Aradu.A07 6225 p3 (TTA)16 48 19595991 19596038 CAGCACATGTCGTTGCTTCT TTTTTCCTTTTGGACGGAGA 162

Ad07A6227 Aradu.A07 6227 p2 (GA)6 12 19603475 19603486 GCGGTCGCTTTATTCTTCAG GTACACGTTCGCGTTGCTT 279

Ad07A6229 Aradu.A07 6229 p3 (ATT)5 15 19613912 19613926 GCATCTTCTCCCTTTGTACCC ACGTTTTGGGCCATGAATTA 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A6232 Aradu.A07 6232 c (TA)8ttagcatgtcgataagattgcatgtgtatgtgcaaacattgaaatt(TA)674 19618137 19618210 ACTTGATCGTCGGAGTGTCC AACGAAAATACAATGTTATCCACA 227

Ad07A6236 Aradu.A07 6236 c (AT)7a(AT)11 37 19641322 19641358 CCAAACAGAGTGTGGATGGA TCAAAATTACCAAAAATTAAGCGA 128

Ad07A6237 Aradu.A07 6237 p3 (TCT)5 15 19652739 19652753 TCCAACAAAACACACGCATT TCCTGTAACCGTTTGGGTGT 265

Ad07A6238 Aradu.A07 6238 p3 (TAA)5 15 19656505 19656519 CAAACATGTAGCAAATGTGTCAAA CAACTCAGCGAAATGTCCGT 244

Ad07A6239 Aradu.A07 6239 p3 (ATA)7 21 19674805 19674825 GATCTAGAGCTCCGATTGCC GAATTGCTAATGTTTCGTCAAA 171

Ad07A6240 Aradu.A07 6240 p2 (CA)6 12 19682954 19682965 CCTTCTTCTCCCACCCTCAT AGAAGGAACGGGTGAGGTTT 272

Ad07A6242 Aradu.A07 6242 p3 (TCT)6 18 19697630 19697647 AGCTTCTCTTCGACCACCAA CAGAGAAGGCAGGAGACAGG 172

Ad07A6243 Aradu.A07 6243 p2 (TC)6 12 19697882 19697893 CGACCATCTTCTTTCCCTCA CCTGAGTCGAAGAACAGAGCA 177

Ad07A6245 Aradu.A07 6245 p2 (TA)12 24 19704149 19704172 AAAATCATCGTATGTGTAATCTTCAT GAACGGGGGATTAGGGAATA 225

Ad07A6248 Aradu.A07 6248 p3 (TTA)13 39 19707240 19707278 AAAGCTAAGTAGACAATGTTTGGC TGACAAGCTGTTAGATTAACGATGA 127

Ad07A6251 Aradu.A07 6251 p2 (CT)22 44 19715903 19715946 TGTACGGAACCACAAACGAA ACAAAACCTGCGAGGTGAGT 247

Ad07A6255 Aradu.A07 6255 p2 (TA)9 18 19730850 19730867 CATCACTTGTAAACCGTAGCCA TGTCTTTGAATTGTGTAAAGATGATTT 274

Ad07A6256 Aradu.A07 6256 p2 (TG)6 12 19740884 19740895 GCTTCAACTGATGGATGGCT TCAGATTCCTTGCTCATCCC 252

Ad07A6261 Aradu.A07 6261 c (GA)12a(AG)8 41 19795719 19795759 CACACGCAATAGCTCCTTGA GCTGAGATTATTGCACACGG 161

Ad07A6262 Aradu.A07 6262 c (A)10gatcgcaaatgcaacaaag(A)1039 19796439 19796477 CTCACGAAGACGCGATGTTA TCACAAAGGCTGGAATTTGA 275

Ad07A6264 Aradu.A07 6264 c (A)10taaccaagtctcaaatatgtgttatctaatgcttgaa(T)1259 19799561 19799619 TCTGTTAATAAAATTGTCCGAGCA GCCCGGGACATATAAGGAAG 182

Ad07A6265 Aradu.A07 6265 p3 (TAA)16 48 19799928 19799975 GTATTGTTGGTTGCGGCTCT CCATTTCAACACGAAATGACA 189

Ad07A6267 Aradu.A07 6267 c (AAT)5a(AAT)15 61 19807586 19807646 TGTTGAACGACGGCTATCAT TCTCAAGCTGTCAAACCTTCAA 266

Ad07A6269 Aradu.A07 6269 p3 (TAA)6 18 19809849 19809866 ATTTTTGGTTCGGGCTCTTT ACAATCGTTCCTTCTATGTGTGT 214

Ad07A6270 Aradu.A07 6270 p3 (ATG)5 15 19811137 19811151 TGAATGTAGGTTCATCCTTTTTC CACGAACAAACTCGGTTCAA 277

Ad07A6274 Aradu.A07 6274 p2 (AT)9 18 19816274 19816291 CTACGGCCTTCGACGATAAG CCTTCGAATCAAAAGCAAGG 258

Ad07A6276 Aradu.A07 6276 c (A)10taaaaaat(A)1028 19831006 19831033 CATTAAGGGGAGCACCAGAA GCTCGTGGTACATCCTCACA 134

Ad07A6277 Aradu.A07 6277 p2 (CT)25 50 19843636 19843685 AAAATCCTTCCCCTCACCAC AATCTGGACAACGGGAGAGA 175

Ad07A6278 Aradu.A07 6278 p2 (AT)11 22 19858438 19858459 TTAAGAACGGATTGGTTCGG ACCCGTGAACCCGATCATA 267

Ad07A6282 Aradu.A07 6282 p3 (TAA)21 63 19878314 19878376 TGTATTGTTGGTGGGGCTTT TCATTAGCCGTGAAATTAGGG 149

Ad07A6283 Aradu.A07 6283 p2 (TA)6 12 19878947 19878958 TAAGTTCATCGCACACCGAC TCGTGAACAATAGACTTTAAAATTGG 266

Ad07A6284 Aradu.A07 6284 p3 (TAA)6 18 19882551 19882568 CATGTATTGTTGGTTGGGGTT CTAGCTGGCATAGCGTGTGA 167

Ad07A6285 Aradu.A07 6285 p2 (TC)14 28 19885072 19885099 TGTTGCGCTTTAGTGACTCG AGCTCCTGGAGAGGAAGGAC 200

Ad07A6286 Aradu.A07 6286 p3 (TAA)11 33 19893558 19893590 TCAAAACATAATTCAAAATCAGTGC CGGAACTGCAATCTTTCTCC 217

Ad07A6287 Aradu.A07 6287 p3 (ACC)5 15 19897284 19897298 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ad07A6288 Aradu.A07 6288 p3 (GTG)6 18 19900714 19900731 CTGCACCAACTCTTGCCATA GGTTTGGGTCCGAATTGTAA 137

Ad07A6291 Aradu.A07 6291 p3 (AAT)7 21 19910693 19910713 GGTGAAAAATTATCGCCACG TTCTGAACTCAAATCTGCCCT 258

Ad07A6292 Aradu.A07 6292 p3 (TAA)6 18 19914534 19914551 TCGGATTTATTGATTTTGAAAAGTT TTTTTAGATTCGTTTCTATTTGAAAGT 260

Ad07A6295 Aradu.A07 6295 p3 (GAC)5 15 19918251 19918265 CTGCGTGCCCTAAATTCCTA GCTATCCTGGTCATCGGTGT 240
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Ad07A6297 Aradu.A07 6297 p3 (CTT)5 15 19920987 19921001 AGTTCAGAACCCAATTCCCC GGTGGTGGAGAGTGGGTAAA 223

Ad07A6299 Aradu.A07 6299 p2 (AG)7 14 19926913 19926926 CAAGCAGTTTGGGTTGGATT ACCCTTCCTCCCTCACTTGT 239

Ad07A6303 Aradu.A07 6303 p3 (AAC)6 18 19939773 19939790 AGTGTGTGAAGAGGGCAACC TTCTAAGGCTGCTTCCCAAA 175

Ad07A6304 Aradu.A07 6304 p2 (AG)6 12 19974951 19974962 CAAATCAAATGCCGGAATAAA TTGGGCTATTTCTGACCCAG 251

Ad07A6306 Aradu.A07 6306 p2 (AG)6 12 19980995 19981006 CAAATCAAATGCCGGAATAAA AGCGCTGGAAGTGATTTTTG 268

Ad07A6309 Aradu.A07 6309 p3 (ATT)12 36 19992177 19992212 GGGTAGGATGTAGCAACCTCAA ATGCGTCCATGCATAATAGTAA 278

Ad07A6310 Aradu.A07 6310 p2 (AT)6 12 19992486 19992497 TAAGGCGGCAGCCATTTACT CGGAGTTTACGTTCTTTCGC 259

Ad07A6311 Aradu.A07 6311 p4 (TTTA)5 20 19996009 19996028 AACCATTGATGCTCAAAGCC GAAGCAAGAAAATGCAGCAA 194

Ad07A6312 Aradu.A07 6312 p2 (TG)7 14 19997807 19997820 AGGGGGCTTTGATGTGTATG TAACTCCCACCAACTCCCAC 158

Ad07A6313 Aradu.A07 6313 p3 (TTC)5 15 20004877 20004891 AATCCATCTCCCCTCACTCA ACCACTGAGCTATGACGGCT 230

Ad07A6316 Aradu.A07 6316 p3 (AAT)6 18 20011671 20011688 CAGGGAAAAAGGCACTCTTG AGCTCAAAGTTGTTGGCTCC 249

Ad07A6317 Aradu.A07 6317 p3 (CAA)5 15 20036768 20036782 AGAAAGGGAGTCAAAGGGGA TCAGACAACTTGCGGCTTTA 261

Ad07A6320 Aradu.A07 6320 c (A)10ggaatgtgtgtaagaatatttgac(A)1044 20065224 20065267 AAAAACAATCACTTGTACCGTAAGA AAGAGATCATGAAGGTGGCAA 212

Ad07A6322 Aradu.A07 6322 c (CT)6ccctcctctccctttctctccccctctctctccccctcttcctctctctcttcttctctccctctctctccctc(CT)6tttctttt(TC)9124 20070263 20070386 AGTTTTTACATTTTCTCTCTCCTCC AAAGAGAAAGACAAAAAGAGGGG 203

Ad07A6323 Aradu.A07 6323 c (TC)6ccttctctccttttttctcttttcttcccctcttcctctctttctcctcttctctccctctctctccatcctt(TC)697 20070648 20070744 TTTCTCCTTTTCTCTCCCCC AAGACAAAGAGAAGGGAAGGG 276

Ad07A6328 Aradu.A07 6328 p3 (AAT)6 18 20086233 20086250 GGCACTCTTGTTGAAGCTGA TGAAGTCACCAAGCATTCTCC 172

Ad07A6329 Aradu.A07 6329 p3 (TCT)5 15 20089299 20089313 TCCTATAGCCGAACCCCTCT CTCGGAAGTGGAAGCTTTTG 211

Ad07A6332 Aradu.A07 6332 p2 (AC)6 12 20110488 20110499 AAAGTCCCAATTGCATGCTC TTCCTGTAGAGCCTGAGGGA 127

Ad07A6338 Aradu.A07 6338 p2 (AT)10 20 20156565 20156584 CTTATCCCCACACACACACG CGTACGCATTGGAAGATTGA 224

Ad07A6339 Aradu.A07 6339 p2 (AG)7 14 20164476 20164489 AACATTGAACCTGAGATCGAGA GCCCAAATCCAAGTCCATAA 204

Ad07A6340 Aradu.A07 6340 p2 (TA)6 12 20165337 20165348 AAGGTTGAAGCGGTTGAATG CAAAATCCAGTGAGGGTTCA 263

Ad07A6341 Aradu.A07 6341 c (T)11aatgcacatggtaattaattattttaatttcacatgagcatgctccccaatatatatttttttgtttc(T)1089 20165879 20165967 GGGAAATTCTTTTGTATCCCC TGTGGGGAAACTTTATGGGA 183

Ad07A6343 Aradu.A07 6343 p2 (CT)6 12 20175392 20175403 ACGTTTGGAACCCCCTTTAC AGCCGTAGCTGTGTCATCCT 200

Ad07A6344 Aradu.A07 6344 p2 (CT)6 12 20180706 20180717 TTTTTGAAAACTCCCCTCCC CGGAAAAGCACACCAAACTT 148

Ad07A6350 Aradu.A07 6350 p2 (AT)6 12 20207123 20207134 GGGTTAGCATATGACCCCAG TTTTGCGTGTTTTTCTCTTTCA 266

Ad07A6351 Aradu.A07 6351 p4 (TTAT)6 24 20222003 20222026 GTTGTTTAGCCACCACCACC TGCGATTTTGTGCCAATTTA 233

Ad07A6355 Aradu.A07 6355 p2 (AC)11 22 20295236 20295257 AGGGATTCCTTGAGGTGTCA TTCTCTCGCCTCTAATTTTCG 275

Ad07A6356 Aradu.A07 6356 p4 (TATT)7 28 20296215 20296242 TTTAACGCCCAGCCAGATAC TGTCCTTGCATGCATTACTTG 265

Ad07A6358 Aradu.A07 6358 p2 (AT)11 22 20301249 20301270 GACGTAAGGGTGACCGAAAA CGACAAGTCCGGTTTCCTAA 157

Ad07A6360 Aradu.A07 6360 p2 (TA)7 14 20311679 20311692 TCAGCGTGTCCAGTCTTATTCT ACGTCATTGAGCAGCATCAC 252

Ad07A6362 Aradu.A07 6362 p2 (TA)6 12 20317156 20317167 TCAGCTGGTCCATCACTGAG TATGCTATGGCATCCAGCAA 226

Ad07A6365 Aradu.A07 6365 p2 (GC)6 12 20391856 20391867 CCAATTGGGTTGGAAAGCTA GTCCCTGATTCCCCTTCAAT 224

Ad07A6366 Aradu.A07 6366 p3 (TTC)6 18 20417724 20417741 CAATTACCCCCTTCACCCTT CCCTCGAGCAAGAGAAGAAA 265

Ad07A6367 Aradu.A07 6367 p2 (TA)6 12 20447441 20447452 GGTGATGATCATGCCAGAAA ATGGGACGTACACCCCTTTT 264
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Ad07A6369 Aradu.A07 6369 p2 (TA)8 16 20463117 20463132 TCGATAAGTCAACTCATTTTATCCAA TGGTGACTGATTTTGGTAGTTGA 152

Ad07A6370 Aradu.A07 6370 p2 (AT)8 16 20463303 20463318 TCAACTACCAAAATCAGTCACCA CGGATTGGAGAGGAAAGGAT 258

Ad07A6372 Aradu.A07 6372 p3 (ACC)8 24 20469266 20469289 GACTCCCTACTCGTTGCTGC AGGGAAAAGAGGTTGAGGGA 267

Ad07A6376 Aradu.A07 6376 p2 (TA)6 12 20483953 20483964 GATATGGGCGCAGAAGTCAC CCATAAAATCGCTCCCAAAA 246

Ad07A6381 Aradu.A07 6381 p3 (ATT)7 21 20534817 20534837 GAAAATTGGGGACGGGTACT CACGCCTGATTCCTTTTGAT 130

Ad07A6382 Aradu.A07 6382 c (AT)9aattatatattactatttcatatgtatgtatataatattaaaagtatagattaaatgcatataagatatgtg(TA)6102 20535194 20535295 AACCGTATCAGCATCGGAAT CCGAGCTTGAGCTTGGATAA 265

Ad07A6384 Aradu.A07 6384 p3 (ATT)6 18 20552055 20552072 CAAAAGCGAAGGCTAAAAGC GAAATGAAGCTCATATTAAAAACGG 117

Ad07A6387 Aradu.A07 6387 p3 (TAT)5 15 20566258 20566272 ATCCCCAATCCATCTCACAA CCCGATTCAACAAAACAAAGA 206

Ad07A6393 Aradu.A07 6393 c (CTTCCT)6cctcc(TCT)1174 20573120 20573193 ACGCCTAATCCACAAAAACG TGGTGATTTTGATGAAGGAGAA 279

Ad07A6394 Aradu.A07 6394 p3 (TTC)7 21 20573342 20573362 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 209

Ad07A6395 Aradu.A07 6395 p3 (CTT)12 36 20573959 20573994 ACAGAAGGAGATCGAAGGCA ACACCTCTGTTGCGGATTTT 223

Ad07A6396 Aradu.A07 6396 c (A)10gaaaagcccaaatgcccaattacccgtatcctaatcatcccatcc(CT)667 20576222 20576288 ATGGTTAAAAACGCACCCAA GAAAAAGAATTCGGCGATGA 248

Ad07A6397 Aradu.A07 6397 p2 (CT)7 14 20579582 20579595 AACTCCTTAACCGCCCACTT ATGGGTTTGAAGGTGAAACG 272

Ad07A6398 Aradu.A07 6398 c (T)11cgttttcttttctttttctc(T)1041 20585854 20585894 CACACTCTTGTTGCCTTGGA TGTGGTTCATGAATGTTGGC 209

Ad07A6400 Aradu.A07 6400 p3 (AAG)5 15 20611060 20611074 GCTTTTGTCTTCCCTTTCCC TACACCTCACCCTCACTCCC 185

Ad07A6401 Aradu.A07 6401 p2 (AT)6 12 20620861 20620872 TTTACTGCCCTCTCCAGTCC CAACAGCCAGACAGTTCCAA 254

Ad07A6402 Aradu.A07 6402 p2 (AT)6 12 20634941 20634952 CGGTTGCGAAGATAACTGGT AGGTTTCTCGCTGAGGCATA 195

Ad07A6403 Aradu.A07 6403 p2 (GT)7 14 20637801 20637814 TTGTAGAGCTCTCTGCGGTG GGCCCTTGACCCAACTAAAC 220

Ad07A6412 Aradu.A07 6412 p2 (TA)12 24 20694778 20694801 TGAGAACCCTTTCGAGGATG GGCTGCGCTACTTTGATAGC 236

Ad07A6413 Aradu.A07 6413 p6 (TCATAA)5 30 20722128 20722157 CATATGATGCATGCCTGTCC AGCTCGCCCACATGATAAAC 213

Ad07A6418 Aradu.A07 6418 p2 (TC)13 26 20734819 20734844 CTTCCTCCATCGTCGTCATT CGACATGATCGAACTCGAAA 221

Ad07A6419 Aradu.A07 6419 c (TC)11tt(TC)9 42 20736438 20736479 TCATCGTTGTTGAAGGCTTG CGACATGATCGAACTCGAAA 228

Ad07A6425 Aradu.A07 6425 c (TA)11gcaaaagaaaagagtacattgtcttgtaggtcatattgtactaaatagttgaatt(TA)791 20748798 20748888 ATAATGGCGTCCAAACAAGC CAAGACAATGTACTCTTTTCTTTTGC 224

Ad07A6428 Aradu.A07 6428 c* (T)10cgattttcctgtttttaaagcgctacactcagaacgg(TTC)6(TCTTCC)5*(TCT)14132 20758527 20758658 GTTGCTACACATACGGGCCT TCAGAAACCATGAAAATCGAAA 267

Ad07A6429 Aradu.A07 6429 c (GAA)5gatgaagacgaggaagaagaacgtgcagaaatgaaagaa(AAG)5agtaagaggaagaagaagagtaagagaaagaagaacgtgcagc(AAG)6130 20769510 20769639 TCAAAAACGATTTCACCATGA AAACGCATTTCGAACCATTC 269

Ad07A6430 Aradu.A07 6430 p2 (AT)6 12 20769776 20769787 ACGCGTGTAGTTCCCCATAG GAGCACCCAGCAAGTTTTTC 239

Ad07A6433 Aradu.A07 6433 p3 (AGA)5 15 20776268 20776282 CCGAAATTTAGGAAAAAGAAACA AGTCTCCCACCGTACACGAC 134

Ad07A6435 Aradu.A07 6435 p2 (TG)12 24 20784490 20784513 TCCCCTTCCCTAATTCTGCT CTAACTCCCCTAACCCACCC 166

Ad07A6439 Aradu.A07 6439 p2 (GC)6 12 20839866 20839877 TCCCTATTAAATTGGCGTCG TACCTGGGGCATAACCACAT 233

Ad07A6440 Aradu.A07 6440 p3 (ATT)5 15 20842547 20842561 GATTGGGCACCGTCTAGTGT ACAGGAGAAGGACATGGCAG 110

Ad07A6441 Aradu.A07 6441 p3 (AGA)5 15 20848837 20848851 CCCCTTTCCTTTTCTTGAGG CCTTCTCCCCCTCTCTCCTA 174

Ad07A6442 Aradu.A07 6442 p3 (TAT)5 15 20861756 20861770 AAACAAAATTAATTAGGATCTCATCCA TGGAGTCACGCACTAACGAG 239

Ad07A6443 Aradu.A07 6443 p4 (TAAA)5 20 20868675 20868694 TCCAAACACAAGGGTAAGGAT TCGAAAATATCTCATCCCTTTTTC 235

Ad07A6445 Aradu.A07 6445 p3 (ATA)19 57 20872201 20872257 TGAATTTTGAATTTTGAATTTTGG GGTTCTGAACTCAAATCTTCCC 126
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Ad07A6457 Aradu.A07 6457 p2 (GT)8 16 21026756 21026771 GACGGCACGTAAATCGAAGT GGGCAAACAGGGTAAAAACA 224

Ad07A6459 Aradu.A07 6459 p2 (TC)25 50 21031094 21031143 GAAGAGAGCCCTTCAAAGCA AGGCTCAACTTAGTCCCGCT 134

Ad07A6460 Aradu.A07 6460 p2 (AC)6 12 21035842 21035853 AAAAATCTTCCACGTGCCTG AAGGCATTCTAGAGAGAAGTTGGA 210

Ad07A6461 Aradu.A07 6461 p3 (TTG)5 15 21056374 21056388 CAATAGCAAGCACATTGGGA CCTCCATCATACCACTGCCT 278

Ad07A6463 Aradu.A07 6463 p2 (TC)16 32 21059127 21059158 GTACCAATCGCACAGAAGCA ACATAACCACCGAATCCGAC 272

Ad07A6464 Aradu.A07 6464 c (CT)7ccg(TC)19 55 21064360 21064414 GGACCATTGTTGGCAAAGTC CCCCTATTTTTAACGGGTCA 278

Ad07A6466 Aradu.A07 6466 p3 (TCT)5 15 21079739 21079753 CCTTAAAGTTTGGGCAACCA TGAAGGCAAAAGTGCAACTG 170

Ad07A6467 Aradu.A07 6467 p3 (ACC)5 15 21083000 21083014 GCCACGTGTAACAAGCTGAA GCACTACCAGTTTATGGTGGC 118

Ad07A6468 Aradu.A07 6468 p3 (AAT)7 21 21083305 21083325 TCCTTTATTTTAAAGAGGACACAGTAG CGTGAAACATTCTCTCTCTTTGC 238

Ad07A6470 Aradu.A07 6470 p2 (TA)6 12 21087772 21087783 AGCCACAGCATCATTGTCTG TTGCATATTGAATTCGCTGC 164

Ad07A6471 Aradu.A07 6471 p2 (TA)7 14 21089634 21089647 TTTAAGGTTCTTGTAGGGGGC CCAAACATTTCCCAAAATGAA 184

Ad07A6473 Aradu.A07 6473 p3 (AAT)11 33 21092517 21092549 AATGAAATTCAGAATACTCCATAGTTT GAGTTATTGGTTCTTATTGTCCCAA 257

Ad07A6479 Aradu.A07 6479 p2 (TA)11 22 21130354 21130375 AAGAACAATTGATGCCCAAAA ATACTTCGTCCATTGCCCAG 167

Ad07A6483 Aradu.A07 6483 p3 (CAG)6 18 21132903 21132920 CCAAACCCAGCCATCTATGT GGAACCCATTGTTGTTTTGG 254

Ad07A6486 Aradu.A07 6486 p3 (ACA)5 15 21135052 21135066 TCTGTCAACAGACCAATGCC CCCAAACCCAGAAGATGAGA 201

Ad07A6490 Aradu.A07 6490 p2 (TC)6 12 21157361 21157372 TTACCATCGGATTTTCCGTC GAGGTGCCAACGGTGATAGT 237

Ad07A6491 Aradu.A07 6491 p3 (AGA)5 15 21159545 21159559 GGTGGTTGAGGTTTAACCGA CTCTGCCTTCCTCTCCCTCT 238

Ad07A6494 Aradu.A07 6494 p3 (ATA)5 15 21202116 21202130 TGGGGCATTCGTTGAATAAT GGCAATTTAATGTATGCTAGAATTT 190

Ad07A6496 Aradu.A07 6496 p2 (TA)9 18 21218148 21218165 CCCTCATTTCATTGGGGTAG CCAATCCGGTCCAACATAAG 232

Ad07A6498 Aradu.A07 6498 p3 (ATT)16 48 21222739 21222786 AAATTGGCTAAAAGGTGTTCTAAA ACATATTTGCCCTCGCATTC 280

Ad07A6512 Aradu.A07 6512 p2 (AT)7 14 21278524 21278537 CAATGAGAGCACAAGGGTGA GTACGCTGCTGTTTTTGCTG 201

Ad07A6513 Aradu.A07 6513 c (T)10c(A)13 24 21279572 21279595 GGGACAAAGGAGCAGTTCAG GTTGTTGCTGCTTCTGTTGG 116

Ad07A6517 Aradu.A07 6517 p2 (TA)6 12 21289847 21289858 TGCATCAAACAATAATCCACG GAGTTGACGGAATCAAGAACC 277

Ad07A6518 Aradu.A07 6518 p2 (AG)10 20 21291478 21291497 TCAATTCAAACTGATCTCAAGTG CGACCAATTTTGCTGGTTTT 116

Ad07A6520 Aradu.A07 6520 p2 (TA)6 12 21298020 21298031 TCCAAAGCAAGCAATTAAGAGA GCTTCATTGCCAAACTGTCA 261

Ad07A6522 Aradu.A07 6522 c (GA)9a(AG)14 47 21300042 21300088 TAAGTGGGGCCCATGATTTA GATGGCTTGTCCTTTTTCCC 187

Ad07A6523 Aradu.A07 6523 c (CA)7(GA)21 56 21304721 21304776 GGAGCATCCTATCCCCACTT TTCCCCCAAATTCTTCTCCT 199

Ad07A6525 Aradu.A07 6525 p3 (ATA)9 27 21318275 21318301 TCTTTCCTCATTTCAAAAATCAAA AGGTCCATGATGGTGAAAGG 272

Ad07A6527 Aradu.A07 6527 p2 (AG)6 12 21355914 21355925 TGGAAGGAGTAAAGTGTGGTCTC TCATTTTAGCATTTTTGATGCAC 237

Ad07A6529 Aradu.A07 6529 c (T)10ctaaattttggatgattctttttattatttttagatgatttttttctcatgttttgtata(T)1080 21367265 21367344 CGGTTCTTCTTCTTTTCCTTCTT ACGCAAACCTTAATTCCTCTT 271

Ad07A6531 Aradu.A07 6531 c (T)12c(AT)7 27 21369784 21369810 GCCAATCATTTTTGGCCTTA TCTCCTTATGAAGGTTATTATCAGC 225

Ad07A6533 Aradu.A07 6533 p2 (GA)6 12 21380241 21380252 GGTTGCTAGGGTTCTGTGGA TTGAATCGGATTGACTGGTTC 270

Ad07A6534 Aradu.A07 6534 p2 (AT)7 14 21380714 21380727 TGGCCATTTATGTGATCATTAATAC TTGCCAGATGCAAGCTATTG 234

Ad07A6535 Aradu.A07 6535 p2 (TA)6 12 21382634 21382645 TGTCCTCTCTGTGTTTGTGCTT CCAACTCCGAAGTGTATCAGTTT 210
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Ad07A6536 Aradu.A07 6536 p4 (AATA)5 20 21400219 21400238 GGAAAATTCGAACACAGAGGA TTTCGAAAATCATCTCCCTCTT 233

Ad07A6542 Aradu.A07 6542 p3 (AAG)8 24 21428986 21429009 TTGCCTTCCCTTTCCTCTTT TCTTCTCCCACTTAGCCGAA 203

Ad07A6543 Aradu.A07 6543 p3 (AGA)5 15 21434509 21434523 CCCTCGAGCAAGAAAGAAAA CCTCTTCCCAATTACCCCAT 274

Ad07A6544 Aradu.A07 6544 p3 (ATT)5 15 21449361 21449375 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad07A6551 Aradu.A07 6551 p2 (AT)12 24 21481503 21481526 TTCCGTACACGCAAGAGATG AAATGTGGTGAGGGGCTATG 145

Ad07A6552 Aradu.A07 6552 c (CT)9gta(TC)6 33 21485046 21485078 TTCCACATCAGTGACCTCCA ACCGCCACTGCTTCTATGTC 248

Ad07A6553 Aradu.A07 6553 p5 (TGATT)5 25 21489221 21489245 TGATGATTCTTACGATTTTGTGTG TTTATGAATAAAATAGGCAACCAA 238

Ad07A6557 Aradu.A07 6557 p4 (AATA)5 20 21505990 21506009 AAAAATCGACAAAACAACACGA GGAAGAAGGTAAGGCGAAGC 261

Ad07A6560 Aradu.A07 6560 p2 (AT)6 12 21542662 21542673 CTTTGCCAACGAAGTGACAA ACGGATCACAAATTGCCATA 274

Ad07A6561 Aradu.A07 6561 p2 (TA)9 18 21542902 21542919 ATGGCAATTTGTGATCCGTC GGGCCAAATTTCAACAAAAA 275

Ad07A6564 Aradu.A07 6564 p3 (TAT)6 18 21546729 21546746 CTCTTCGCCTCTTCTTCCCT AATGGTAATGCATGCTGCTG 202

Ad07A6565 Aradu.A07 6565 c (A)10tatcaatacatgtacgattcagtaactacttttattctatttctctcttgtgatgccactgttactattgatttttgg(A)1199 21547555 21547653 TGGTGGCAACCACTAATAAGAA ACCTTTGGTTGTTCACCCCT 262

Ad07A6570 Aradu.A07 6570 p3 (AGA)6 18 21583073 21583090 GCTTTTGTCTTCCCTTTCCC CCCTTAGCCGAACCTACCTC 198

Ad07A6574 Aradu.A07 6574 p6 (GAAAAA)5 30 21599699 21599728 TTTTGCATGATCCTGTTTAGAGTT GTGTGATTGCAATTTCGTGC 280

Ad07A6579 Aradu.A07 6579 p3 (AAT)16 48 21630624 21630671 GTTTAGCACCGTTTCGAAGG CCAACTGCCAACCATAGCTT 155

Ad07A6580 Aradu.A07 6580 p3 (GAA)7 21 21631688 21631708 CTCCCAAACCCAACCCTAAT GCAATGCTTTTACCACACCA 224

Ad07A6581 Aradu.A07 6581 p3 (ATT)6 18 21635073 21635090 CGGTATCCTCACCAATTTGA GGGGCTAATCAATCCCATAAA 279

Ad07A6585 Aradu.A07 6585 p2 (GA)9 18 21650959 21650976 AGCGCTAGTGGGAATCACTG CTCCAACCACAACGTCCTTT 205

Ad07A6586 Aradu.A07 6586 p3 (ATT)7 21 21654486 21654506 TGGTACCTGATATTGTTGCTGAA AAGGGTACCAAAAGAGAAAGGG 237

Ad07A6587 Aradu.A07 6587 c (AG)6g(GA)6 25 21656155 21656179 GGAGTTACTGCCACCGTTGT ACTTGGCGGTGATAGAAACG 164

Ad07A6588 Aradu.A07 6588 p2 (AT)8 16 21657677 21657692 GGGTCCAAGTGGACTCAAGA CACCGTGGAACACAAGAATG 100

Ad07A6590 Aradu.A07 6590 p3 (TTG)7 21 21693355 21693375 GCGTTGCTCCTCAACTCTTC ATTCCGTTACTGCAGCCATC 270

Ad07A6595 Aradu.A07 6595 p3 (GAG)5 15 21737667 21737681 TCCAATTGGCAATGTGTTGT CAACAAGAGCACATCAAAAGGA 237

Ad07A6596 Aradu.A07 6596 p2 (AT)6 12 21750802 21750813 CAGTCCAAGGAATCCCAAAA CCTTTACCAACATCCTATGTCCA 137

Ad07A6597 Aradu.A07 6597 p4 (TTAT)6 24 21751522 21751545 GCAGCAAGTTCATGAGTAGTCC AAAGCCATTATTGTTGATGTCAGA 273

Ad07A6602 Aradu.A07 6602 c (T)10gtgtttaaattcaaactgattcaaattaaactgctcatctaattcaatccaaac(A)1175 21821216 21821290 GGTGTTGAGCCTTCCATGTT CCGAAATCCGATCTAATCCA 222

Ad07A6608 Aradu.A07 6608 p2 (AG)6 12 21873207 21873218 GTTGGTGAAGCTCAAGGCTC TTTGCAAACCTCAGATGCAG 217

Ad07A6609 Aradu.A07 6609 p4 (TTAT)9 36 21893159 21893194 TTCCTTTTTGCTACTCTTTTAAATATG CTATTCGCAAGGCTATCGGA 261

Ad07A6610 Aradu.A07 6610 p3 (ACA)5 15 21905846 21905860 ATTTTGGCCTTAGACGGAGG TTTGGCTGTGGATATGGTTG 241

Ad07A6613 Aradu.A07 6613 p3 (ACA)6 18 21915387 21915404 TCAATCCAACATGACTTTCATCA GGATCAACTGGTAGCCGAAA 217

Ad07A6614 Aradu.A07 6614 p2 (GA)8 16 21917453 21917468 CTGGAAATACGCGGTTTGTT ACGTTGTGCGCTCTCTCTCT 145

Ad07A6615 Aradu.A07 6615 p2 (AG)12 24 21917604 21917627 CACAACGTGATGAGCGGTAT CCTCAAACACGGTATTCCTTT 174

Ad07A6616 Aradu.A07 6616 p2 (CT)6 12 21922321 21922332 CCAAGCTAGCGTTAAATGCC GAGGGATGTCCGTCTGTGAT 243

Ad07A6617 Aradu.A07 6617 p2 (CT)6 12 21928087 21928098 TCTTTTTCAAAACCACCTAACCA CAGAGAGAGAGAAGGGGTTCG 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A6622 Aradu.A07 6622 p2 (TA)6 12 21979262 21979273 CAAGGATGTACTTGGATGGAAA TCTTTCGTAGTCACATGGGTTTT 219

Ad07A6624 Aradu.A07 6624 p2 (TA)6 12 22081015 22081026 CAAGGATGTACTTGGATGGAAA TCTTTCGTAGTCACATGGGTTTT 219

Ad07A6625 Aradu.A07 6625 p2 (CA)6 12 22094487 22094498 GTGGGCCAAACGAACTTAAA AGAGCTCGACAAGAGCTTCG 255

Ad07A6626 Aradu.A07 6626 p2 (TA)8 16 22101127 22101142 GTACCCTAGCCGGCCTAAAC CACGTTTCGACAGCAAAAGA 161

Ad07A6627 Aradu.A07 6627 c (T)10ccgccac(T)1128 22110219 22110246 TTGGATCCTTGCTACCCTTG TTGTTGGCTCTTGAAAGAATGA 191

Ad07A6636 Aradu.A07 6636 p3 (GAA)8 24 22175005 22175028 TTAATGGGTTTGGGTTGGAA CAGTATTCCTGGCATTGGGT 160

Ad07A6637 Aradu.A07 6637 p2 (AC)6 12 22178352 22178363 AAAGAAATCGGCCCAAGATT CATAAACGGTGCATCAATCG 236

Ad07A6639 Aradu.A07 6639 p2 (GA)6 12 22206872 22206883 TCGATCACCTTCACTCCCTC GCACCCCTTTCTTCTCTCCT 235

Ad07A6640 Aradu.A07 6640 p3 (AGA)5 15 22217010 22217024 CTAGAGGATTCTCCGGCCTT CCTACCCAATCCCACCCTAT 274

Ad07A6641 Aradu.A07 6641 c (A)10tgaaaaagatataattttagaaaaagattttgaaaagataaga(T)1063 22220458 22220520 TGAACCTGAAAGTAACAAACTTCAA TGGGTTGACTTGGTCAAAAA 256

Ad07A6647 Aradu.A07 6647 p3 (CCT)6 18 22275417 22275434 TCCAACACCAACAAAAACCA GAACACTTGCGTCCATTCAA 205

Ad07A6648 Aradu.A07 6648 p3 (AGA)5 15 22276316 22276330 GAGGAGGAGAAGAAAGAAGAGGA AACTTTTCAAATCACGCGCT 178

Ad07A6651 Aradu.A07 6651 p2 (CT)6 12 22285394 22285405 TTGGACCCCAAGTTCAATTC TCACGATTCCTTGGTGATGA 274

Ad07A6654 Aradu.A07 6654 c (A)10gctatcccaaaatgagtctatttcaatttttgaaaaaaaaaccc(CT)870 22294466 22294535 CCAGCCAATTCGACAAGATT GCTGCTGCTACTAATTGGGC 262

Ad07A6658 Aradu.A07 6658 p3 (TTA)5 15 22304371 22304385 TCTGCAAATGGTGGGTATCA TGTCCATCAAAGAGAAGGCA 256

Ad07A6664 Aradu.A07 6664 c (ATG)6gaggaggaaaaaaaaagaaaagaatcaaataatagaaggag(GAA)574 22336870 22336943 GGATGAGTTATTATTTTAGCATGTGG AGAAATATTAGGTGGCCAAACA 260

Ad07A6670 Aradu.A07 6670 c (T)10agaattgatatatgaatttcttcattgtcaa(T)1051 22349328 22349378 GAGCATGATAGTGAAAGAACTTGAA GGTTTGTCCAACTCCAAAGC 265

Ad07A6673 Aradu.A07 6673 c (T)12gaaatatataagtgcaaaagtactttgatgatgaattaaataaaaataacctatagaattatttcggaaaaga(T)1095 22352172 22352266 TGTTCCTTTAACTACCACAAATGG GGCCAAAGAACGGTTTGTACT 277

Ad07A6674 Aradu.A07 6674 p3 (ATC)7 21 22352470 22352490 TTGGCCATTCCTTGCTTATC TCTGTCCGAAACAGGAATCA 167

Ad07A6682 Aradu.A07 6682 c (TG)16(AG)22 76 22380008 22380083 ATTCCCAAGAATGGTACCCC TAAACCATTGGACTGTCCCC 173

Ad07A6687 Aradu.A07 6687 p2 (CA)7 14 22406371 22406384 GGGTTAATCGCAACCTCAAA GTGTGGAGTGGCGTGTATGT 251

Ad07A6688 Aradu.A07 6688 p2 (AT)9 18 22411409 22411426 CCTCGCCAATTCTTTTACTGA CGACATTTTCGAAAGAGCAA 264

Ad07A6689 Aradu.A07 6689 p2 (AT)7 14 22413467 22413480 GCCACCAAGATATCCCCTTT AGAAAACAAAGGTCTTGGCA 239

Ad07A6690 Aradu.A07 6690 p2 (AG)7 14 22414316 22414329 AATCGGGGAAAGAAGGAAAA ATGGCTACAGCAGCGAGAAT 204

Ad07A6691 Aradu.A07 6691 p2 (AT)6 12 22417341 22417352 GACGATGTTCTCACTCCCCT CCACATTTACAAAACAAACCACA 272

Ad07A6692 Aradu.A07 6692 p2 (TA)6 12 22428629 22428640 AATCTTATCACGTGCATGGC TTTTGATTGCTCACCGATTCT 259

Ad07A6693 Aradu.A07 6693 p2 (TA)7 14 22432490 22432503 AGATTTTCTTCTCGCGTCCA AAACATCATACAAATACATCTTGTCCA 241

Ad07A6695 Aradu.A07 6695 p2 (AT)7 14 22439812 22439825 GTCTGGTAGCGAACCTTGGA GTTGAGGTTTTGCCCCACTA 269

Ad07A6701 Aradu.A07 6701 p3 (ATT)6 18 22463258 22463275 CACTTAAACACTGTTCCAATCG CCAATCGACTGAGTTATGCG 269

Ad07A6703 Aradu.A07 6703 c (A)10tggatccactccatcctctcttaatt(A)1349 22467863 22467911 CCTCTGAATCGGCTGAGAAC GGCTAGGGTTCCTTTGCTTC 232

Ad07A6704 Aradu.A07 6704 p3 (TTA)5 15 22469296 22469310 AAACTGCCTATGGGTTGTTCA TGATAACAAACCAATTCCCCA 253

Ad07A6706 Aradu.A07 6706 p3 (AAT)6 18 22473247 22473264 AAATCAACCGAATAATCTTAAAACTC CGATTGGTGGCCTATCTACC 243

Ad07A6713 Aradu.A07 6713 c (CTC)7t(TCC)5 37 22503814 22503850 CAGAGCCCTAGGAAAAGATCC TTCTCCTTACCCTGCATTGG 260

Ad07A6714 Aradu.A07 6714 p2 (CT)6 12 22515912 22515923 CAGAAAAGGGCAAGAAGCTG TTTTTGGGGAAGAGGTGTTG 214
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Ad07A6716 Aradu.A07 6716 p3 (AGA)9 27 22524646 22524672 GGAAGGCTGTTGTTGGAGAA CCAATGTGATGAGTTGTGGC 228

Ad07A6719 Aradu.A07 6719 p3 (TCT)5 15 22543962 22543976 AATTGGCCGAACCTATACCC TTAAAATTGTGCTCGCCCTC 183

Ad07A6720 Aradu.A07 6720 p3 (AGA)5 15 22556467 22556481 CCCTTTCCCTTTTCTTGAGG CTCCCATATAGCCGAAACCA 189

Ad07A6725 Aradu.A07 6725 p2 (AT)8 16 22589484 22589499 GGGGTTCTTCTTCAGCATTG CCAGAATTTCCCTTCTCCTTTT 235

Ad07A6728 Aradu.A07 6728 p3 (TAA)13 39 22598704 22598742 GGCACTTCTCCCATCTAAGC TTTGGGCTATTTCACTTGATTTT 239

Ad07A6729 Aradu.A07 6729 p3 (TTC)12 36 22599548 22599583 AGCTCTTCATCATCGCCACT CCCTTTTCCAATAACCACCA 191

Ad07A6730 Aradu.A07 6730 p3 (TAA)16 48 22599994 22600041 ATGCTGTCAGCCAGAGGAAT TCCTCCACTAATTGACCATGC 120

Ad07A6731 Aradu.A07 6731 p2 (GA)8 16 22609145 22609160 TTGGTTTTTGTTGCAGTCCA TTTAAGTTCGAAGGCGAAGC 165

Ad07A6732 Aradu.A07 6732 p2 (TA)7 14 22644407 22644420 GCATTTTGCCCCCTTCTTAT TGTATCATTCAAGTGCGGGA 213

Ad07A6733 Aradu.A07 6733 p2 (AT)12 24 22645056 22645079 TCAGCTCAAAAACATGATCCA TTAAGTGTGGGGAGGTCGTC 277

Ad07A6738 Aradu.A07 6738 p2 (TA)7 14 22683652 22683665 CACCAAAAATGTTCATTTACAACAA GAAATCAGTTTCAAGTACAAAGCA 280

Ad07A6739 Aradu.A07 6739 p2 (GA)6 12 22684683 22684694 AGCTCACTCACCCACTCGTT ACTGCAGATTCACCGCTTTT 181

Ad07A6745 Aradu.A07 6745 p2 (CT)8 16 22707972 22707987 CACTCTTCTCCTCCTCACCG TTCGCACAGAGAGTGATGCT 135

Ad07A6748 Aradu.A07 6748 p2 (TA)6 12 22714320 22714331 CCATCCTTTGCCCTCAATAA GAAAAACAATGCACCCTTGC 143

Ad07A6749 Aradu.A07 6749 p3 (AAT)9 27 22716424 22716450 GGAGCAGGTCGATTTGAAAG GGTTGTATTGGTTCGTGGCT 206

Ad07A6753 Aradu.A07 6753 p3 (ATT)5 15 22721068 22721082 TCTGACCTCTAATTTCAGAGACGA TGTGAATGCACGGATTACCT 184

Ad07A6758 Aradu.A07 6758 p2 (TA)9 18 22738685 22738702 ACGAACAAGGATAGCCAACG TATGCTCGGACCGGTTATCT 113

Ad07A6759 Aradu.A07 6759 p2 (TA)9 18 22757145 22757162 ACGAACAAGGATAGCCAACG TGTTCGGACCGGTTATCTTC 121

Ad07A6762 Aradu.A07 6762 c (AT)8aacccaaaattatcccaacacaaaaataaaacagttgtttctccaaaagcaatctctaagaggaaaaaatacataatatacctgcggaga(AT)6118 22821670 22821787 CAAAACTAAGGCCGACCAGA TCAGATGCAGGTTGAGATGC 253

Ad07A6764 Aradu.A07 6764 p3 (TCT)5 15 22836284 22836298 TTCTTCTTTTTGGGCACGTT CGTGCAGTAACGGTTGAAGA 211

Ad07A6765 Aradu.A07 6765 p3 (TTC)7 21 22836425 22836445 ACTGCACGTTTTCACTGCAC CCTCCTCATCTTCTGCTGCT 219

Ad07A6770 Aradu.A07 6770 p3 (ATA)10 30 22852711 22852740 CAATGATTTTATAATACTAGGGAGCAA AATGTATCACCCGACCATCC 257

Ad07A6771 Aradu.A07 6771 p3 (TTA)5 15 22854518 22854532 TTTTATATCAATTTTCGAGGACGA AACCGTCTTTCATTTCCATACTTT 188

Ad07A6774 Aradu.A07 6774 p2 (TC)6 12 22893101 22893112 CTCCCCACCTTCACCACTAA TGCGGTTGATGATTGCTAAA 247

Ad07A6775 Aradu.A07 6775 p3 (TGT)7 21 22896439 22896459 AATGGTTCAGCCCAACAAAG TTTTTGTGCAGGAGAATGGG 243

Ad07A6777 Aradu.A07 6777 p3 (TAT)5 15 22901319 22901333 GAGCCACTAAACCTCCTTGG GTATCCCGGCCCATTAAGTC 272

Ad07A6778 Aradu.A07 6778 p2 (TA)7 14 22910174 22910187 GTCAGCTTTGCTTCGCAAGT GACGTAAATCAGAGGTGATGAGG 235

Ad07A6784 Aradu.A07 6784 p3 (AGC)6 18 22928211 22928228 GAAAACGATGCATGTGATGG TGTTCAATGAAATTCTGTGCAT 264

Ad07A6786 Aradu.A07 6786 p3 (AGG)6 18 22929261 22929278 TCCCGAACTGGTCGAGATAC CACCCCTTTCAATTTCCCTT 273

Ad07A6787 Aradu.A07 6787 c (GA)7gttgatagatgggacgtgaaaaggaaaagaagggatgaatgaaagagaagtgatgaacagtgttgtgtagtgtgtaat(AATA)6116 22929467 22929582 AAGGGAAATTGAAAGGGGTG TTTCTGAATCCCCCAACAAA 248

Ad07A6789 Aradu.A07 6789 p3 (AGG)8 24 22936436 22936459 GCTGTTGTTGTTGTTGCTACG AAATCCAAAATGCATCAAAATTA 280

Ad07A6790 Aradu.A07 6790 p3 (ATT)7 21 22936816 22936836 TTTCGGTGCATTTTGGATTT TCATTTTAATGACCTGAACCCA 203

Ad07A6791 Aradu.A07 6791 p2 (AT)9 18 22937488 22937505 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 227

Ad07A6793 Aradu.A07 6793 p3 (TTC)5 15 22942263 22942277 TGGCTGACGGACTTTCTCTT GGACGGGTGAGTATGGTGTT 193
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Ad07A6798 Aradu.A07 6798 c (A)10cttgatttcaacctaaaatgctttttttttgtgc(A)1155 22960712 22960766 TGTGTGATAAAATGAGAAAATGTGC TCGAGAGTTGGGTCGTTACA 172

Ad07A6800 Aradu.A07 6800 p4 (TCTT)12 48 22991152 22991199 CGTTTTGCGTTCTCTCTTCC CTTTAACCCCTTTACCCCCA 148

Ad07A6803 Aradu.A07 6803 c* (TAAT)8(ATT)11*63 22999953 23000015 TTCGGAACAAGGTTATGGGT TTTTATAGAGCGAAATCACAAGTAAA 180

Ad07A6804 Aradu.A07 6804 c (AAG)5(CAG)10 45 23001201 23001245 GCATTCATTCTTTTCTTCGCA TCTTCCTCTTCCTCTTTCTCATC 240

Ad07A6805 Aradu.A07 6805 p3 (TCT)26 78 23001358 23001435 TGGCGTCATTTGATTCATGT TTTGGGAATTATTTTTGTTAATGATG 188

Ad07A6808 Aradu.A07 6808 p2 (GA)19 38 23015894 23015931 CGACATGATCGAACTCGAAA CTTCCTCCATCGTCGTCATT 233

Ad07A6812 Aradu.A07 6812 p3 (CTT)5 15 23027476 23027490 GCGGAGACAAAGGTGGATTA TGTCCCCCAACCCTTTTT 243

Ad07A6819 Aradu.A07 6819 p3 (TCA)7 21 23044680 23044700 TGTTGAAGCTTCTATGCCCA TTCTGTTGATCTGTGCAGTGG 264

Ad07A6821 Aradu.A07 6821 p3 (CCT)6 18 23065238 23065255 CCAAAGATCCGAAGGACTCA GGACGATGGAATTGTTGGAG 116

Ad07A6822 Aradu.A07 6822 c (TTC)19tttct(CTA)886 23065419 23065504 GCCTCTTCCACCAACTCAAC CACAACTTTCCGTGACCCTT 270

Ad07A6824 Aradu.A07 6824 p3 (AAT)15 45 23068997 23069041 CACCGTACTGGTGATGTATTTGA GCCTGACCCGACTAAATGAA 243

Ad07A6832 Aradu.A07 6832 p2 (CT)17 34 23085342 23085375 TCCGACGATAAAATTGGGTT TGGGTACTCTAGGTGGTGGC 190

Ad07A6833 Aradu.A07 6833 p3 (TTC)7 21 23086050 23086070 TGAGAAGCAGAAGCAATCCA TGAAGAAGAAGACGACGCTG 261

Ad07A6835 Aradu.A07 6835 p2 (AG)8 16 23088526 23088541 CCGAAAAGCCGATGAATAAA AATCACAGTTGAGGGCCAAG 111

Ad07A6838 Aradu.A07 6838 p3 (TTA)6 18 23092352 23092369 TATGCCACACCTTTCACACC TTTTCTCCTAAATTATCCTTTTTGAA 280

Ad07A6840 Aradu.A07 6840 p2 (TA)7 14 23097181 23097194 TCCACATTAGCCCATGACAA TTGTGGTTTGTATTTCTTGATTGAA 254

Ad07A6845 Aradu.A07 6845 p2 (AT)7 14 23104533 23104546 TCATAAGACGCTAGCCACGA TTGTCTGGTTGGTGACAGGA 223

Ad07A6846 Aradu.A07 6846 p3 (GAA)6 18 23109754 23109771 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 267

Ad07A6848 Aradu.A07 6848 c (TC)9taaccctctcgcctcccacaca(CT)652 23118528 23118579 CGCTTTGTTTTGATGACTCG AGTGTGGCTCTCGAAGAGGA 188

Ad07A6849 Aradu.A07 6849 c (AG)6ggaggcaagagggtt(AG)843 23123904 23123946 AGAAAGAGAAGGGAGAGGCG GCGTTTTGGTAACCTGCAAT 255

Ad07A6850 Aradu.A07 6850 p2 (AT)9 18 23126019 23126036 TCATGAAACCAGCACCATGT GCAAAAGAACCAAGTGTATGTGA 180

Ad07A6852 Aradu.A07 6852 p3 (AAT)5 15 23143407 23143421 CTTTTGGTTAAAATCAAATAGAAATTG AATCGATTGGTAAGTGCTTGAA 229

Ad07A6858 Aradu.A07 6858 p3 (TTC)5 15 23164257 23164271 CCCAACATCAACAAAAACCA GCAGCAGCAACAACAAAAGA 183

Ad07A6859 Aradu.A07 6859 p3 (GGT)6 18 23165089 23165106 CGAAAACAAGCACACACACA TTCCTCTTTTCCCATGATGC 209

Ad07A6860 Aradu.A07 6860 c (TCT)5catc(T)12attatttttcaattttgttaccatcgtcaccaacaacacctcttcctcttcttcctcctcctcctattggaatttcgtctcctccttcactttcatc(CAT)7cg(TCA)10181 23165369 23165549 TTCCGTTTTCTTCCCTCTTG CGATGATAACGATAACGACGA 272

Ad07A6863 Aradu.A07 6863 c (T)12aattatttaagagacatatatctttgaaaaat(TAA)559 23177358 23177416 GCGGGGTTAGAGTAGGAGGA ATTCATCTTTCTAAACAAGAACTTTTC 250

Ad07A6868 Aradu.A07 6868 p3 (ACC)5 15 23200543 23200557 TCAAGGACGTTGAATCCCTC GTTTTTCTTTGCGTCTGGGA 261

Ad07A6870 Aradu.A07 6870 c (T)10aactcaaatttcaaacaaaatgttttttcgttgtacttattaaaaaggactatgaatccgtaac(T)1185 23202980 23203064 CAGTTATCCTTTGAACACTATGGAA GGACCTCCCTCTCCATGATT 277

Ad07A6871 Aradu.A07 6871 p5 (TTTAT)5 25 23216576 23216600 AAGCAATGGACGAAAGATGC TCAAGAATTCCCAAAATTAATGAAA 210

Ad07A6872 Aradu.A07 6872 p2 (AT)11 22 23218548 23218569 ATGGGTTTTGAATTGGCAAG ACCAGAGACGCAACCAATTT 117

Ad07A6881 Aradu.A07 6881 p2 (AT)6 12 23234163 23234174 TGGTACAAGTTAGTTGGCGAAA AGCAGCGCGTAATTTGATTT 214

Ad07A6882 Aradu.A07 6882 p3 (TCT)6 18 23234495 23234512 TGGTTTGTTCTTCGTCGTTG TTCTCCTCCTCGTCTTCTGC 276

Ad07A6886 Aradu.A07 6886 p2 (CT)6 12 23255487 23255498 CATGGGCAGTTATAGCCAAA AAGGTTGCAAAGTGGAGGAA 276

Ad07A6889 Aradu.A07 6889 p2 (TA)8 16 23264732 23264747 TCCAATTTTGTCTCGCTTTTT CACCATAAATAGAAATACGTGATCG 277
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Ad07A6892 Aradu.A07 6892 c (A)10cgaaaaattttacatcgacatcaataatattatttaatttggcactccaaaagaaaaaaaagcaaggaaaaaaataactctctaatta(T)10108 23268156 23268263 TATTGGCCTACCACCAGCAG TGCATGTGACGTATCATACCAT 260

Ad07A6894 Aradu.A07 6894 p3 (TTA)5 15 23269706 23269720 GGAAGCTCCTAGCATGCATTA TACTGCGCTGAATTGTGGTC 272

Ad07A6901 Aradu.A07 6901 p3 (TAA)5 15 23294532 23294546 GACCAATCGTTACGCTTTTGA TTGATGAAGTAATAATGCAATAACAA 274

Ad07A6903 Aradu.A07 6903 p4 (TTAT)5 20 23296301 23296320 TCCTTTAAAAAGCGGTTACCT CCGAAAAATTAGGGATCATAGG 130

Ad07A6904 Aradu.A07 6904 c (A)10taaacggactatccgtttagcccataaattagtccgtttaacccgtcg(T)1068 23297030 23297097 ATGGGTTAAACGGGGCAG TTGGACTAAATAGGCTGAGTCTGA 278

Ad07A6905 Aradu.A07 6905 c (ATA)6aattaataataatataataactattaat(TTA)870 23297504 23297573 CCATTTTGGTAGGATTTGGC ATCAACAGCTTCAGTGGTGC 280

Ad07A6907 Aradu.A07 6907 p3 (ATT)6 18 23301409 23301426 GGGTGATGACTGGTGTTCAA AAAGGCAGTTATTCCTGCTCA 235

Ad07A6911 Aradu.A07 6911 p3 (ACA)5 15 23308214 23308228 AGTAAGGGACAAATTAATACTGGAAT ACATGACAGAGCACAATGGC 130

Ad07A6912 Aradu.A07 6912 c (T)13ggtggtattgtacaattaataagctttacaaggaaatcactacattggaccctcatc(A)12gaaaaag(A)11100 23320553 23320652 GTGAGCTGACCACTTGACCA GCATTTGGATTTTGGGAAGA 238

Ad07A6913 Aradu.A07 6913 c (CTT)5(CTG)5 30 23324928 23324957 TTTGGCCTTTGACAACACAA GAACGCTTCAAGAGCACACA 135

Ad07A6916 Aradu.A07 6916 p2 (AG)7 14 23326986 23326999 GCCTTTTGGTTTTAAGGGCT TACATGTGGTGGCAATGCTT 244

Ad07A6921 Aradu.A07 6921 c (TC)21attgaggtagaaaaattcatgaaaataaaatgaatattgcgtttcaaaacata(TC)13121 23334057 23334177 TTCGATAAAAATATCGCCGC ATGTTTTGAAACGCAATATTCA 267

Ad07A6924 Aradu.A07 6924 p2 (AT)8 16 23345319 23345334 CCACCGCTGATGTGTAATTG CGTGTAGTTGAAAACAACAGTATCA 253

Ad07A6925 Aradu.A07 6925 p2 (TA)9 18 23351284 23351301 AAGGTGCCTCGGAGTCCTAT CATGCCGTAAAGCAAAGGTT 212

Ad07A6926 Aradu.A07 6926 p2 (AT)6 12 23354891 23354902 TTGGTGTGCACAATTTGTAATAA CGTCCCAACTTAGGTCAAGG 154

Ad07A6929 Aradu.A07 6929 p4 (AAAG)5 20 23360630 23360649 CTCACCAAACCTTAGCTGCC TTCTCCCTCGATTTTTCCCT 107

Ad07A6930 Aradu.A07 6930 p2 (GT)6 12 23364767 23364778 CTTCACAAGGAACCCGTAGC AATTTTAAAGGTTTGGCCCG 273

Ad07A6931 Aradu.A07 6931 p2 (TA)8 16 23366110 23366125 GAGAATGGATTGAAAGAACGC AAGCATTACGTATCGCCGTC 215

Ad07A6932 Aradu.A07 6932 p2 (TA)8 16 23367982 23367997 GGAGGTATGTGATATCGTGCG TGGAGGTCTGAAAGCCAAGT 267

Ad07A6933 Aradu.A07 6933 p4 (TATG)13 52 23369431 23369482 CTTACGCGAGTGATGCGAT GCTCTACGGGAATGAACTGC 262

Ad07A6934 Aradu.A07 6934 p2 (AC)7 14 23373748 23373761 CAGCACAAATCCTAATTTACCTTT AGCTCCTCCCTCTTACCTGG 217

Ad07A6935 Aradu.A07 6935 c (TAT)7tac(TAT)1157 23378010 23378066 TATCGCTTACGCGAATGATG TATTCATCCGCAGCTTCACA 276

Ad07A6937 Aradu.A07 6937 p2 (TC)6 12 23395136 23395147 CAAAGAGGCCGGTATTAGCA AAGCGGTTAGCCCAATTACC 204

Ad07A6941 Aradu.A07 6941 c (A)11gaa(AC)11 36 23404203 23404238 CCCTCTGTTAGGCCAGTCAA CAGGAAGGTCATGAGGAAGC 276

Ad07A6945 Aradu.A07 6945 p3 (AAG)17 51 23411207 23411257 CCAAAAGTGGATTGTGAAGGA TGGTGGAATGCTTGTTCAGA 177

Ad07A6947 Aradu.A07 6947 p2 (AT)6 12 23421196 23421207 GAAGCGTAGTGGCACATCAA TGAGGATTTAACGTTTTGTTCG 151

Ad07A6948 Aradu.A07 6948 p2 (GA)6 12 23422519 23422530 GAGGAGGCAGACGTCAAAGT TTGTGGGATGTTTCTTTTCG 262

Ad07A6954 Aradu.A07 6954 p3 (AAG)5 15 23438765 23438779 CAACAACAAAAATCAATGCACA CTTCTTCTGCTTCCGCTTTC 276

Ad07A6955 Aradu.A07 6955 p2 (AT)12 24 23439575 23439598 TGACCCTAAACCTTAAGAACCAA TTGGGTTGGACAACAAAAAT 279

Ad07A6958 Aradu.A07 6958 p2 (CA)6 12 23444992 23445003 TTGCTGACTAGGCGGAGTTT ATTGTGCAGCAGAAGCAATG 245

Ad07A6968 Aradu.A07 6968 c (A)15taaatacattgataatttaaacaatatccagttttgattctttcaatataacactaatatattg(T)1190 23499208 23499297 TCTGTGTTCTTGTTGCGCTC AACGTCTAAAAGCCCACATCA 244

Ad07A6970 Aradu.A07 6970 p3 (TAT)5 15 23501381 23501395 CTTGCCACTTTTTGCCAACT ATAATATGGCCAAGGCAACG 226

Ad07A6973 Aradu.A07 6973 p3 (TAT)7 21 23521539 23521559 CGCACCATGTGGTATACAGG GTCGGGGATTGACTGTGATT 278

Ad07A6975 Aradu.A07 6975 p2 (AG)7 14 23526417 23526430 AAAAACAATGCCAAAAAGCG ATGGTTCACGGCGAAGATAG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A6977 Aradu.A07 6977 p3 (TTG)22 66 23536202 23536267 TTGATTCATGTAGCTGACCCC AGATGCTCACGCATCATTTG 258

Ad07A6980 Aradu.A07 6980 p3 (TCT)5 15 23547710 23547724 AGCATGATGGTGTTGTTGGA TCATCATCCCCTTAGACCCA 256

Ad07A6981 Aradu.A07 6981 p3 (ATA)14 42 23548467 23548508 CAGATTTGAGGCACTCGTGA TTGGGAGTTGGGATTCTTTG 171

Ad07A6983 Aradu.A07 6983 p2 (TA)8 16 23552192 23552207 TCAGTTTTAAAATAATCTCACCTGAA TTAAATTTACAAAATACAATGCTGCT 234

Ad07A6986 Aradu.A07 6986 p2 (CT)6 12 23558467 23558478 GCAGAATTGGAAGCAGAAGC TGCCAACAGAATAGCGAACA 277

Ad07A6990 Aradu.A07 6990 p2 (AT)7 14 23575846 23575859 TTTCTTCGGTTTTTAGTTTTGGA TTAAAAGCGTGGCAAAAACC 259

Ad07A6995 Aradu.A07 6995 p2 (CT)17 34 23585700 23585733 TAAAGATCCATCCCCACCAA AACAACAGCATTTGGGAAGG 244

Ad07A7001 Aradu.A07 7001 c (A)10gctcagctcaacaacaatagccaatagccacgtctcctccatgtctccttaagaagttgcac(T)1082 23599762 23599843 GTGGCATAACAAATGCCTCA AGTGGGTGGAAGCATAGGTG 247

Ad07A7002 Aradu.A07 7002 p4 (AAAT)7 28 23600513 23600540 GGAAACAAACCAAATGACGC CGCTATAAAATGGTCTCGAAGG 275

Ad07A7009 Aradu.A07 7009 p3 (AAT)12 36 23632658 23632693 CCTTGAAACAAAAGAAACAGCA ACGCACTTGGTCTCGACTCT 227

Ad07A7015 Aradu.A07 7015 p3 (GAA)5 15 23665114 23665128 TCCTGTGAAGGAGAAAGGGA GGTCCAAAGTCATAGGACGAA 196

Ad07A7018 Aradu.A07 7018 c (TTA)5tc(ATT)5 32 23671497 23671528 AAATCCCCAGCAAAACTCCT ACCCAGTTCTTCCAGCTCCT 119

Ad07A7023 Aradu.A07 7023 p2 (AT)11 22 23700097 23700118 GAGGGATATGACCCTCCCAT AATGTCAATTAAGCTGGCTGC 255

Ad07A7031 Aradu.A07 7031 p5 (CTTCT)5 25 23728245 23728269 TACCCTCCCGTGTTCTTCTG GGGGAATGTGGAGTGAGAGA 194

Ad07A7033 Aradu.A07 7033 p2 (CT)8 16 23733547 23733562 TCTCAAATGGAGGGAGGTTG TCACGGAGTGATTGGTTTCA 254

Ad07A7034 Aradu.A07 7034 p2 (AT)6 12 23735359 23735370 GTGGAGCCTTTGGTTGAAGA TACATCCTGGCTTCCCTCAC 182

Ad07A7036 Aradu.A07 7036 p3 (ATT)5 15 23746537 23746551 GGAAGCAAAGGTTTTGTCCA TTATAGAAGGTTGCGGTGGG 273

Ad07A7038 Aradu.A07 7038 p2 (TA)8 16 23747815 23747830 GCAATTCAATGCTTTTACGAA TGAAAATAGATATTTCGCATCTTAGAC 189

Ad07A7043 Aradu.A07 7043 c (T)10gtgcctgtaagctacattgtgaattttggctgtgtacctaaatt(A)1064 23751410 23751473 GTGAAGTAGGCCAATGGGAA GTGCCTTAGCCTGCATTTTT 273

Ad07A7051 Aradu.A07 7051 p2 (TA)6 12 23765227 23765238 ATATAAGTGTAGCCTTTGGTCTTTTT TGGTTTTGATATGGCTATGCTT 280

Ad07A7052 Aradu.A07 7052 p3 (ATA)5 15 23771169 23771183 AAAAAGTGTGGCTGAATGGG TTAAGGACAACTCGACGCCT 194

Ad07A7053 Aradu.A07 7053 p2 (TA)7 14 23772439 23772452 TCCACAAATTTTGACTCCAAG TCCTTTAATTCTTCTCAAAATCTCTC 280

Ad07A7054 Aradu.A07 7054 p2 (GC)6 12 23782292 23782303 ACAAGGCTCCTAAAACCGCT TTTCAGTTGGGTTGGAAAGC 165

Ad07A7057 Aradu.A07 7057 p2 (AT)11 22 23811567 23811588 TAAAAATGGGACCCAGAACG GGCTTGATTAAAACCATCAGAAA 170

Ad07A7070 Aradu.A07 7070 p4 (ATTT)5 20 23846396 23846415 CACACATGTGCACTCACACC TCCATCATACCAGCAAGAAGC 209

Ad07A7071 Aradu.A07 7071 p2 (TA)6 12 23846700 23846711 CCTCATTAGAGTGTTTTGTGCTTG TCATAAATATTCTGTGCCAATTCTT 234

Ad07A7072 Aradu.A07 7072 p2 (TA)6 12 23847836 23847847 TTTTCACTTTACAAATCTTTTCATTCT GCCGCTAAAACATTTTAAGGAT 256

Ad07A7073 Aradu.A07 7073 p2 (AG)11 22 23849024 23849045 GGGAGAAGTCCCCTCAATCT GGTCTGTGGCCTGAGTCATT 187

Ad07A7076 Aradu.A07 7076 p2 (AG)9 18 23865949 23865966 AATGCTGGGGTCAATTTCTG CCCTAAAACCTAGAGAGAGGAGAGA 193

Ad07A7077 Aradu.A07 7077 p2 (AG)8 16 23874119 23874134 ACGGCAATATCCGAGCATAG ATTACCGTCGTTGTTGAGCC 178

Ad07A7078 Aradu.A07 7078 p3 (TAT)11 33 23878321 23878353 GCTGAGGCATAGCTTCCATT GCCCTCTTTTGCAGTCACAT 164

Ad07A7081 Aradu.A07 7081 p2 (CT)8 16 23893819 23893834 TTTCGATTCTCTTAGCACCTATAAA CGCAAAACAAAATACACGTAAA 267

Ad07A7082 Aradu.A07 7082 c (T)11cgtattaaaatcgtcc(T)1340 23895149 23895188 CGAAACGGTCCCTCATCTAA CGAAACCGTCCCTCATCTAA 220

Ad07A7083 Aradu.A07 7083 p3 (TAA)17 51 23895726 23895776 TTCAGTTATTTTAATTCTTGCAACTTT TCGTATATATATTGGAGATAAAACGCA 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7084 Aradu.A07 7084 p2 (CT)14 28 23897530 23897557 TCTACCCACCTCCGACAATC AGAAGCAATTTTCTGGCGAA 221

Ad07A7085 Aradu.A07 7085 c (GA)7gg(GA)9 34 23898679 23898712 GTCGCAACAAAATCACGATG TGTTACCGTCGTTGTTGCTC 268

Ad07A7087 Aradu.A07 7087 p2 (CT)6 12 23902965 23902976 GATGATTGTTGACGGTGACG TTCAAATAGAAAGAGCAGGAAAA 246

Ad07A7089 Aradu.A07 7089 p2 (TA)8 16 23907239 23907254 TTGAGTGGTGAGCAATTTGAA AATTCCTCCTTCTTTTTCATCTTT 279

Ad07A7091 Aradu.A07 7091 p3 (GAA)6 18 23911582 23911599 GGAAATCAACAGGAAAACACC CGTGTTTGAACAACTGACGG 248

Ad07A7094 Aradu.A07 7094 p3 (GGA)5 15 23914847 23914861 ATCGGTGCTCCTGAAAGAGA GAGACCCAAGTCTAAGCCCC 192

Ad07A7103 Aradu.A07 7103 p3 (AAT)5 15 23950732 23950746 TCGATATCGCGTTTCATTTTT CCCTCGTCCTTGTTGCTTTA 205

Ad07A7106 Aradu.A07 7106 p3 (AAC)16 48 23966579 23966626 TGCTGTTGCATGACTATTTGAA CATAGATTATTTGCCTGACTGAGGT 271

Ad07A7107 Aradu.A07 7107 p3 (CAC)5 15 23968153 23968167 TCAGCTTCTGCTTCTGGGAT GAGGACTCTACGGTTGCAGG 153

Ad07A7109 Aradu.A07 7109 c (CCGTGT)13cc(GTCAGG)6116 23968910 23969025 GTCAGCGTGTCCGGTCTTAT CGAACCTATGATGCACAGACA 216

Ad07A7112 Aradu.A07 7112 c (T)10caaaaaag(A)1028 23977855 23977882 GATCAGCATGGGCAATTTTT GCCACCATTTGTTTCTTCGT 272

Ad07A7121 Aradu.A07 7121 p3 (TAT)6 18 23997638 23997655 ATGTTCTTGTGCATGATGGC CACGGTGATTTCTTAGGGGA 224

Ad07A7124 Aradu.A07 7124 p3 (AAC)5 15 24002190 24002204 TTTGCTTTCTTCTTTCTTTTTGTG CGCTGATGTGGACAAACAAT 226

Ad07A7125 Aradu.A07 7125 p3 (CCA)5 15 24005730 24005744 CACTGCTTCCTGCTTTCTCC AAAAACAATGCCAAAAAGCG 197

Ad07A7126 Aradu.A07 7126 p2 (CT)6 12 24012183 24012194 TCATTGGTGCAGGGATGTAA AGGTAGGTGGGGTTTATGGG 239

Ad07A7127 Aradu.A07 7127 p3 (TTC)5 15 24012481 24012495 ACCCAAACCCTCCCTAAATG CTAGAGGTTTCTCCGGCCTT 273

Ad07A7131 Aradu.A07 7131 p3 (ATG)14 42 24027398 24027439 AATCAAAACTGGTTGTGGGC CTCCATGAGCATTCCATTTG 257

Ad07A7134 Aradu.A07 7134 c (T)12ctataattttaattaattccaaaaagcaatttttcaactttaattttttagatttatc(T)1080 24037764 24037843 GAAGAAAAGAACGCATCATGG TGAAGCTTGCCGAGAATTAAA 278

Ad07A7136 Aradu.A07 7136 p3 (TAA)8 24 24038924 24038947 CAACAATCCGTTTTGCACAT CAATCCCTAACATTTTCCTCCA 253

Ad07A7138 Aradu.A07 7138 c (CAC)6atacaacatcaaattc(A)1145 24048383 24048427 TGAAATTCTCACTCGCTACCC TGCCATCGTCCTATTATCACC 280

Ad07A7139 Aradu.A07 7139 c (TTA)5(T)11 26 24057824 24057849 GCTTCAACCTTGGTTTTCCA TTGGTCACATTGTCTAGGCTTTT 153

Ad07A7140 Aradu.A07 7140 p2 (AT)12 24 24059401 24059424 CTCGACTCAAAATGATTGAGGA TCACTTTGTCTTCTATTTTGTTTGCT 275

Ad07A7142 Aradu.A07 7142 p3 (GAG)5 15 24064710 24064724 GGAGACTGAAGGACAGCAGG AGCGTCAAAGTTCCTTTCCA 259

Ad07A7145 Aradu.A07 7145 p3 (CAT)5 15 24079506 24079520 TTTGCTTTTTCACCCTTTCC AAGGGCACGAGAGCATAGAA 251

Ad07A7146 Aradu.A07 7146 p3 (AAG)6 18 24080502 24080519 TTCTTGGGAGATCATCAGGG TTGTTCTTTGCCAAACATGC 278

Ad07A7148 Aradu.A07 7148 p3 (ATA)5 15 24083958 24083972 GAGCTTGGGTTGTTGGTGAT GTAGCTCCACCCTTTCCCAT 278

Ad07A7150 Aradu.A07 7150 p3 (ATA)5 15 24093666 24093680 AAACTTCTTCCCTTCCCCCT CTTCTTCCTCAGCACCAACC 276

Ad07A7151 Aradu.A07 7151 p3 (ATT)13 39 24094251 24094289 GAGTTCGGAGTGGATGGTTT AGAAAGGTGGAACCATGGAG 248

Ad07A7154 Aradu.A07 7154 p3 (TCC)5 15 24115142 24115156 TCAATGTTCTCGGTGATCCA GGGGTTAGAGTGACGGTTGA 103

Ad07A7155 Aradu.A07 7155 p2 (GA)8 16 24116209 24116224 ATGATGGTGGTAGTTGGGGA CCTATCGTCTCTCCCTCCCT 114

Ad07A7158 Aradu.A07 7158 p2 (TA)7 14 24119298 24119311 AGGGGTCAAAATTATCGGCT ATAGCCACCAAAGACTTGGC 128

Ad07A7161 Aradu.A07 7161 p2 (TG)6 12 24126301 24126312 TTGGGGTAAGCTGAAAATGG AATGGCTCCGATCCTCTTTT 238

Ad07A7170 Aradu.A07 7170 p2 (AT)6 12 24158043 24158054 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 266

Ad07A7171 Aradu.A07 7171 p2 (AT)10 20 24165804 24165823 TCAAGTCTCGACCTGAAGCA ATTTAACCGTGAGTCGGGTG 230
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Ad07A7185 Aradu.A07 7185 p2 (AT)7 14 24235305 24235318 TTCTAACAAACTGCATATCTTAGCTG CCTCTGGTGACTAATTTTTGTGC 130

Ad07A7188 Aradu.A07 7188 p3 (ATG)5 15 24243036 24243050 CGTCTGTCAAGCATTGCCTC ACACACACAAACGCCACATT 263

Ad07A7189 Aradu.A07 7189 p2 (AG)16 32 24243259 24243290 GGGTTTGAGGTTTGGGTTTT TTTTGATTTTATTAACCTTCTCCTTTT 277

Ad07A7195 Aradu.A07 7195 p2 (TA)7 14 24255084 24255097 AAAGCACAAAATAGATAAATCCTGAAA GGTACAAATTTGCCACCACA 237

Ad07A7196 Aradu.A07 7196 c (AAT)7agtgctcaatggtttatatgatatctgttttcatacttttcatc(T)1075 24257584 24257658 AAAAATGGTTAAAATTGACATTACCT AAACAAAATCACATAAAACCTCTGAA 175

Ad07A7198 Aradu.A07 7198 p3 (TCT)5 15 24280747 24280761 CATCAACCTCCTCTTTCCCA CTCCCAAGACTCAGAGGTGG 233

Ad07A7199 Aradu.A07 7199 p2 (TC)6 12 24285221 24285232 TCCCTTCCCAGTCACATTTC TGGTGGGATAGGCAGTAAGG 219

Ad07A7207 Aradu.A07 7207 c (T)12gaaaaataaaatttattaaaattaaccaaaaaataataattaaaaaataaaatacaaataaaaaatagtcaaattataatataatttttttacta(T)10117 24341794 24341910 GGGTTCAAAATGCTAGCCC TCGTATATATGCTCAAATTATGTGACT 279

Ad07A7213 Aradu.A07 7213 p2 (TA)6 12 24372916 24372927 TCCAAAGAATAATTTCAAGGTCTAAA CCCGTTTCTTTAGCGTTTTG 243

Ad07A7214 Aradu.A07 7214 p2 (TA)11 22 24383104 24383125 TCGGCATATATGTTATTGTGGC CCAACTTGGGTCATTCTCGT 180

Ad07A7216 Aradu.A07 7216 p2 (CT)6 12 24398444 24398455 GCATGAATGTTTCACATGGC CAAATAGGGCTCATCCCAAA 262

Ad07A7217 Aradu.A07 7217 c (TA)6(CA)6 24 24409996 24410019 CACCAGTTGCTATCCCATCC CTATGCATGTGCGTCATGTG 177

Ad07A7218 Aradu.A07 7218 p3 (TTA)5 15 24411936 24411950 TTGGCTATTTGATCAATGATGG TTTCTGCAACCCTGTGTTTG 242

Ad07A7221 Aradu.A07 7221 p3 (ATT)17 51 24418897 24418947 TGTCAAAGCATTTGGATGTG CAAACATGGAAGTGACACCG 256

Ad07A7222 Aradu.A07 7222 p3 (ATA)5 15 24419849 24419863 TGATGAGTTTATGGTGTGCTCT TTTCTCAGTCGCATCACTCG 257

Ad07A7224 Aradu.A07 7224 c (A)11gcaaaaacgtacacataaagaaa(T)1145 24422017 24422061 TCAACGATTCTGTCTCTGTGTG TCATGACGGTCTGTGTGACAT 280

Ad07A7225 Aradu.A07 7225 p2 (TA)8 16 24422446 24422461 TGGAATTGGTTTCTCTTCGG AATTCCTCCGTGATTTCGTC 241

Ad07A7229 Aradu.A07 7229 c (CGT)5ccctgcaagctaccaccgcttcgcga(AG)653 24449206 24449258 GAAGGGAGAAGAGGGATTCG CTGCTCTCTCGGATCTTGCT 233

Ad07A7230 Aradu.A07 7230 p2 (GA)6 12 24449393 24449404 GATCCGAGAGAGCAGTGAGG AATGGCCAAACTGAAGCAAC 260

Ad07A7232 Aradu.A07 7232 p2 (CT)6 12 24473970 24473981 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 110

Ad07A7233 Aradu.A07 7233 p3 (GGA)5 15 24477504 24477518 TCCAAAAGGAGAATGCAAGG TCTTGCTTGAGGGATGTCCT 116

Ad07A7234 Aradu.A07 7234 p3 (TCT)19 57 24479283 24479339 CACCTTGGCCGAACTTACAT TGCCATTGATGGTAGTGGAA 189

Ad07A7236 Aradu.A07 7236 p3 (TTA)7 21 24483005 24483025 TAATTTCGTCCACCAGTCCC AAGAGGAAGAACTAGCCGCC 227

Ad07A7240 Aradu.A07 7240 p2 (TA)6 12 24510350 24510361 GCCCAAAGCACTCTGTCTTC TGGCTCTTGAAAGAATGATGG 276

Ad07A7245 Aradu.A07 7245 p3 (TTC)6 18 24576524 24576541 CAACTTCTCTTTCCCACCCA CTCGGAAGTGGAAGCTTTTG 240

Ad07A7246 Aradu.A07 7246 p5 (AAGAT)5 25 24582381 24582405 GGCGGTTCCCCTAAAGATAA CAGGTGTGTAGCAGCCAGAG 280

Ad07A7247 Aradu.A07 7247 c (T)10gaaatcgcccttaattatactatagctcatggtgttcatttcttttactcttcttg(T)1278 24586305 24586382 AGCCCATGATTCATCAAAGA CTCCGGACCACTTTGACATT 262

Ad07A7250 Aradu.A07 7250 p3 (AAT)5 15 24617404 24617418 TGTAAATCTCGGTTAGGCGG CAACAACGGTGATGCCCTAT 233

Ad07A7252 Aradu.A07 7252 p4 (ATTA)8 32 24658362 24658393 CAGATTCATGGAACCCTAGCC TATCCTTTCGCATTTGGGAC 185

Ad07A7253 Aradu.A07 7253 c (TCA)11gaacaacaaaatcaaccagaagtccaagttaaaccagaac(CCA)13112 24660568 24660679 TTTGGTCCCCAATGTAGAGG TTTGTTATGAATTTGCTGTGGAA 222

Ad07A7254 Aradu.A07 7254 c (AAT)14annnnnnnnnnnnnnnnnnnnnnnnnnntaatgaggctctatttcaaaatttgttgtacatg(T)15119 24663630 24663748 GCTACGTTAGGTTTTTCTTACTTTTTG GAAGCATCAACCCTGATCACT 256

Ad07A7255 Aradu.A07 7255 p2 (AT)6 12 24669187 24669198 GACTAGCCGGCCTAAACTCC AATTAAACGCATAGGCACGG 166

Ad07A7256 Aradu.A07 7256 p2 (TA)14 28 24669555 24669582 TGTTGCCGTGTTAAACTTCG GCGTAAGCACAAACAGGACA 216

Ad07A7259 Aradu.A07 7259 p3 (TAT)12 36 24675944 24675979 AAGTCGTCGCATATAACCGC ACAGGACCCAAATTCCGATT 145
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Ad07A7260 Aradu.A07 7260 p3 (TTA)9 27 24676266 24676292 TGAAGGTACGCTACTCACTCTGA TCAGCACAAGCAAATCAAGC 266

Ad07A7261 Aradu.A07 7261 p3 (AAT)6 18 24686334 24686351 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 199

Ad07A7262 Aradu.A07 7262 p3 (TCT)5 15 24689202 24689216 AATGGCCGAACCTATAACCC TTAGGTGCCATTGATGGTGA 242

Ad07A7264 Aradu.A07 7264 p2 (TA)6 12 24735923 24735934 GCAACGAAGGAGAAGAATGAA CAACCGATTTGAGGTCCTGT 234

Ad07A7266 Aradu.A07 7266 p2 (CT)10 20 24737757 24737776 CATCTCCGGCGTTAAACATT AATCTGTCACAGGCCCAATC 269

Ad07A7270 Aradu.A07 7270 p3 (GGT)5 15 24745323 24745337 GAGGAAGAGGGAATTGGAGG TTCCTCCTCCTCTCCAAGGT 243

Ad07A7274 Aradu.A07 7274 p5 (TATTT)5 25 24785346 24785370 ACCGGTGTTTGCACTTCTGT CAGTTTCAGGTAACCCTCGG 275

Ad07A7277 Aradu.A07 7277 p3 (ATA)6 18 24790787 24790804 GGAGGAGGAGGAACCAAAAC TGCACAAATGTTGTTTGCTG 175

Ad07A7280 Aradu.A07 7280 p2 (AG)21 42 24796167 24796208 GCTCCTGGCTTAGGCTTACC GACGATAGCTTCCTCCACCA 262

Ad07A7283 Aradu.A07 7283 p2 (GA)8 16 24803239 24803254 AATTGCCATCAGACCAGAGG GCGACTCCTTCAACGTCAAT 162

Ad07A7285 Aradu.A07 7285 p3 (ATT)6 18 24858138 24858155 AAACTTGGACGTTGGCTTTG CAAGGGAAAAGGCACTCTTG 202

Ad07A7287 Aradu.A07 7287 c (TTC)5ttattctctctcaaatgcacattctaagttattactcatcacaacaaggc(AAT)580 24870453 24870532 AATGCTAACTTTCGCACACAA TCCATAGAGGATGAGGATTGC 239

Ad07A7291 Aradu.A07 7291 p3 (ATT)12 36 24872424 24872459 TGGGTTCCATTCTCTCCAAC AACCCCAGCAACAATAGCAG 238

Ad07A7292 Aradu.A07 7292 p2 (TA)10 20 24872913 24872932 CCGAATATGTTGTGGGAACC GAAATGCCCCAAGAATCTGA 152

Ad07A7294 Aradu.A07 7294 c (TC)12aatcgctgtcgatgtaaatgtagcgtttctctttcgctttctcc(CT)680 24886314 24886393 GAGGTCGTCATTTCCTCTCG CGCATCACAATTTTCTCACG 277

Ad07A7298 Aradu.A07 7298 p2 (TA)8 16 24891029 24891044 CAAGTTTCATTTCTTTTCAGAATCA CATACCTCAGTTTGAGGGGG 217

Ad07A7303 Aradu.A07 7303 p2 (TA)6 12 24917325 24917336 CTTGCTTTGATGGGAGGTGT TGCTTTGATCTTGTTTGCTTTT 266

Ad07A7304 Aradu.A07 7304 c (A)12g(A)10 23 24921919 24921941 AGCAGAGTCAGACCCCAAAA AGTTCCAACTTTCCATCCCA 249

Ad07A7306 Aradu.A07 7306 p3 (TTG)5 15 24936600 24936614 GATGCTGCTTCCACAATGTC CTGAAGCTGACCAAAGAGCC 223

Ad07A7310 Aradu.A07 7310 p3 (AAG)7 21 24942781 24942801 TCAAAAACGATTTCACCATGA AACGCTCAAAACACGCTTTC 260

Ad07A7316 Aradu.A07 7316 c (AG)6taccggttcgacc(AG)637 25007664 25007700 AGCCCTGTCTGTTCTCCCTT TGGAGTGCAAGTCAAGATGG 239

Ad07A7320 Aradu.A07 7320 p4 (AGTT)7 28 25014692 25014719 CCCTCTCCTCTCTCGATGAA GATTGCCCTATGAAGCCTTG 272

Ad07A7321 Aradu.A07 7321 c (TCC)5(TCT)8 39 25015023 25015061 TTTGGTGTCAATTGCATGTTT CCAGGAACATAAACACAACGC 254

Ad07A7324 Aradu.A07 7324 p2 (AT)6 12 25021529 25021540 TTCAACTGCCCACCATGTAA GTGCCAGGCAATTTTATTGG 200

Ad07A7325 Aradu.A07 7325 p2 (TA)6 12 25025224 25025235 CATCTTTTGCATGCACCATT TTGCGTTGGTGCTATGTTGT 188

Ad07A7326 Aradu.A07 7326 c (CA)7(TA)6 26 25036798 25036823 GCAAGTAGACGACTTTCCGC CCTGGAGACGTATTAGGGCA 231

Ad07A7327 Aradu.A07 7327 p3 (CTT)5 15 25038850 25038864 TCTCCCAATCTTGGCATAGC AACTAGTGGAGGAACAGCGG 143

Ad07A7333 Aradu.A07 7333 p3 (TAT)21 63 25059641 25059703 CTCATACTCTGCACCAAACCA TTATGTGGCTCTTGCCTCCT 208

Ad07A7335 Aradu.A07 7335 p3 (TAT)5 15 25061461 25061475 AAATGGCTCTTCCTTTGCCT AACTCCTCCTCCAAAAACCAA 226

Ad07A7341 Aradu.A07 7341 c (GA)9gg(GA)12 44 25080136 25080179 TGGCCTACTGTCTATGAATCTCAA CCGGGGTAGTTAACCCAAGT 247

Ad07A7342 Aradu.A07 7342 p2 (TA)7 14 25100865 25100878 GTACCCTAGCCGGCCTAAAC ACGGTGGTACGACTCTCAGG 272

Ad07A7345 Aradu.A07 7345 p2 (AG)19 38 25105709 25105746 GGGTAGATGCAAGGGTTGTG CAAGGGTTCCACTAATCCGA 255

Ad07A7346 Aradu.A07 7346 p2 (TG)21 42 25106233 25106274 TTTAGCCAGCCTTGTCTTCG CGACGACCCCTAAAACTCAG 259

Ad07A7347 Aradu.A07 7347 p2 (AT)6 12 25109971 25109982 GCGGCAGCTAGATCCTTATG CTTACCTCGCGTCGTAAAGC 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7348 Aradu.A07 7348 c (TAA)5caattattataaaagtag(TAA)1166 25123664 25123729 CCCACATTGGTTTTCTATTTTCTC TGGCTGGATACATCGATCA 280

Ad07A7350 Aradu.A07 7350 p4 (AAAT)6 24 25126443 25126466 TTGCAGGTCTTGTATATCCGC TCAGATTCGATCCACACATTT 275

Ad07A7351 Aradu.A07 7351 p2 (TC)6 12 25131897 25131908 AAATGGAAGAAGGATTGGGC TGGCACGTTAACTGCTTACC 266

Ad07A7353 Aradu.A07 7353 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)657 25134886 25134942 TGGTTTGTTCTTCGTCGTTG TCTCCTCCTCATCTTCTGCTTC 275

Ad07A7354 Aradu.A07 7354 p3 (GAA)5 15 25135063 25135077 GCTGCACGTTCTTCTTCCTC TTTCTCCTCCTCATCTTCTGC 198

Ad07A7355 Aradu.A07 7355 p3 (GAA)5 15 25135716 25135730 CGGTTACAAGAATTCACCCAA GCACGTTCTTCTTCCTCGTT 271

Ad07A7356 Aradu.A07 7356 c (A)10cgaagagaaaatcgaaaaaaaac(GAA)960 25135848 25135907 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 184

Ad07A7357 Aradu.A07 7357 p2 (TG)30 60 25141664 25141723 TACTGAGCGTGCTGGATTTG CGAACTGAATTACCATCCAGG 270

Ad07A7360 Aradu.A07 7360 p3 (GTG)5 15 25163918 25163932 TATGCTGGTCGGTGGTATGA CAACAGGAGGAGCACAGTGA 248

Ad07A7361 Aradu.A07 7361 p2 (AT)6 12 25175897 25175908 TTTGTTTTTGATGATTGCTATGG GGTAAGAAGGGGAATCGAGC 217

Ad07A7362 Aradu.A07 7362 p2 (GA)6 12 25176677 25176688 TTTCCAATTCAAATTATGTGTTTCA TCGTTCTGCAAACGTCGATA 230

Ad07A7363 Aradu.A07 7363 p2 (AT)6 12 25183304 25183315 TGGGGTCGTATTTCTTGGAG ACACGTGTGTCAAACCTTGC 265

Ad07A7366 Aradu.A07 7366 p3 (ATA)18 54 25187812 25187865 TTTTTCACAATTGAACCTTGG CAAACTCCTTCTCTCATTCTTTTTC 235

Ad07A7370 Aradu.A07 7370 p3 (GAT)5 15 25194832 25194846 TTTGGGTATTATGCGTATTTCA CATCATGGTTGCCTTTTCCT 175

Ad07A7376 Aradu.A07 7376 p3 (TTA)5 15 25223886 25223900 TCGAAAAGTCTTGAAAAACAAAAA TGATGGATATTTTTGTCACCTTT 257

Ad07A7377 Aradu.A07 7377 p3 (ATT)5 15 25234556 25234570 AGTTGCCATTACTATTGCTGCT GAGAAACTTGTGTATCGATATTTTGAG 227

Ad07A7378 Aradu.A07 7378 p3 (GAG)6 18 25235222 25235239 AATACAAGGCCCTGCAGATG AGACTCGGACTTCTCCGACA 180

Ad07A7380 Aradu.A07 7380 p4 (AAAT)5 20 25237760 25237779 TGCCAATGTCAGAGTTTTCG TTCTCCGTTCTTGCTTGCTT 202

Ad07A7383 Aradu.A07 7383 p2 (GA)6 12 25254959 25254970 GCGGTCGCTTTATTCTTCAG ATGGGGTTTATCACATGCGT 261

Ad07A7385 Aradu.A07 7385 p2 (GA)6 12 25270817 25270828 GAAAAGGAAGGAGGGAAGAAGA TGAATTAAAGCGCAATCACG 229

Ad07A7390 Aradu.A07 7390 p3 (TCT)5 15 25368875 25368889 TGCACCATTCACATCAACCT CCTCGAGCAAGAAAGAAAAGAA 167

Ad07A7394 Aradu.A07 7394 c (A)10tttcg(A)10 25 25419339 25419363 TGGCTCTTGAAAGGATGAGG CACACTCTTGTTGCCTTGGA 178

Ad07A7398 Aradu.A07 7398 p3 (TCT)8 24 25436767 25436790 CTTTCCCATAAACCCCACCT TAAAATATTGCTCGCCCTCG 249

Ad07A7399 Aradu.A07 7399 p2 (AT)9 18 25442982 25442999 CCGATTCCCAATATGTCCAA TAGCATTGGGTTTTGGCTTC 156

Ad07A7400 Aradu.A07 7400 p2 (CT)6 12 25449735 25449746 ATTTTGCTTCGTCGTTGCTT GCGGTGACTAGGAAGCACTC 205

Ad07A7401 Aradu.A07 7401 p5 (TTATT)5 25 25460090 25460114 TTTCTCTCTCCTCACCTTTTCG GCTACCCCCATATGAAGCAG 234

Ad07A7402 Aradu.A07 7402 c (T)11cgttttctttttctcttttttttcgata(T)1049 25473537 25473585 TCCCCAATTAGAGGTGTCCA TGGTTCATGAATGTTGGCTC 272

Ad07A7405 Aradu.A07 7405 p3 (AAT)19 57 25509533 25509589 AGTGCAGGGTCCAAAACATC GCAATGATGAACGAGAGCAA 267

Ad07A7406 Aradu.A07 7406 p3 (ACC)6 18 25511898 25511915 AAGCAGAACCCCAATCTCCT TCGAACAGGAGGAAGGAAAA 141

Ad07A7407 Aradu.A07 7407 p2 (AG)8 16 25512309 25512324 CGCAGACATTGCAATACACA CTTGTTGTCGGATTCACCCT 280

Ad07A7413 Aradu.A07 7413 c (TA)10(CA)7tttaatctatacttttaatat(TA)667 25545258 25545324 TTTCAAATCAATTGGGTGCC CGGCGTTTTTAGGTGACAAT 164

Ad07A7415 Aradu.A07 7415 p3 (AAT)7 21 25561902 25561922 CACTAAAAACTGAAGGCCAAAA TGCAACGATAATCTCAAAACAAA 155

Ad07A7416 Aradu.A07 7416 p3 (CTT)6 18 25563358 25563375 CATGCTGGAAGCAGAGATCA GTATAAATCGCTTCCGTCGC 136

Ad07A7417 Aradu.A07 7417 p3 (TCT)5 15 25572322 25572336 TGACCTCTCATCCTCCTGCT TTGTGGAGAGAAGTGGGGAC 112



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7420 Aradu.A07 7420 p3 (AGA)6 18 25594334 25594351 CGACCTTAGGTGCCATTGAT TACCCTCTCCCCTCTCCCTA 234

Ad07A7428 Aradu.A07 7428 p2 (CT)6 12 25689532 25689543 ACGCCAGAATTGGCATAAAG ATAGGTGAGGGGTTTTTGGG 178

Ad07A7430 Aradu.A07 7430 c (T)10cgttttctttctctctctttttttcgatttttctctctttctc(T)1063 25733076 25733138 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 241

Ad07A7433 Aradu.A07 7433 p2 (GT)6 12 25787574 25787585 CAAGCCAAGAAGCGAAAAAC ACTTTGGGGCATTTTATCCC 267

Ad07A7437 Aradu.A07 7437 p3 (AAT)5 15 25822589 25822603 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad07A7438 Aradu.A07 7438 p3 (TCT)6 18 25825672 25825689 TCCCACATAGCCGAACCTAC TTTGGACAAAAATGCCCTTC 208

Ad07A7441 Aradu.A07 7441 p2 (GC)6 12 25841281 25841292 TCCATGGTGTTTGCAAGTGT TCCATACCTTGACCCGAGAG 256

Ad07A7443 Aradu.A07 7443 p3 (AGA)5 15 25850251 25850265 GCTTTTGTCTTCCCTTTCCC GCCGAAACCAAACACTTCTC 191

Ad07A7444 Aradu.A07 7444 p2 (AG)6 12 25850554 25850565 AGTGGTGAAGAGGTGATGGG CATCAATCTGGCATTGAACG 255

Ad07A7446 Aradu.A07 7446 c (CT)6cctccattttt(TTC)538 25877873 25877910 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 261

Ad07A7447 Aradu.A07 7447 c (A)10g(A)11 22 25879798 25879819 TGAAAAAGAAAAAGCTTGCGA ATGCCACAAGCACATGGTTA 213

Ad07A7448 Aradu.A07 7448 p2 (AT)7 14 25886636 25886649 GCGTGTTAAACGTCAAAACGTA ACGGCATCATACGACAACAA 209

Ad07A7449 Aradu.A07 7449 p3 (ATA)6 18 25889476 25889493 AAAGCCTAGCCATGGAACAA GGGTCACCTTCCCTTACCAA 269

Ad07A7450 Aradu.A07 7450 p3 (AGA)5 15 25894957 25894971 TCTGGTCTTCCCTTTCCCTT TCCCACATAGCCGAACCTAC 198

Ad07A7452 Aradu.A07 7452 p3 (AGA)5 15 25931417 25931431 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 275

Ad07A7453 Aradu.A07 7453 p3 (ATT)5 15 25943173 25943187 AGCTCAAAGTTGTTGGCTCC CAAGAAAAGGAGATGGCAGC 134

Ad07A7457 Aradu.A07 7457 p3 (TGG)5 15 25969600 25969614 CAACATCCCTTCTCAAAACCA AAAGAGATTTCTTCGGCGGT 264

Ad07A7458 Aradu.A07 7458 p2 (AT)10 20 25970196 25970215 TGCATCAATTGCATTCATAAAG AATCCCATCGTGGGACACTA 214

Ad07A7461 Aradu.A07 7461 p3 (ATT)5 15 25980398 25980412 TCCTAGAAAACCCTAAAAACCA AAAACCCTTGAAAATCTTTAGCG 273

Ad07A7465 Aradu.A07 7465 p3 (GAA)5 15 26000780 26000794 TCCTCGAGCGAAAGAAGAAA CCCCACCTACCTCACTTTCA 202

Ad07A7467 Aradu.A07 7467 p2 (TC)6 12 26031907 26031918 GCTCACGCATCATCAAGAAA TGCTTGTCCTCAAGCAAAGA 193

Ad07A7468 Aradu.A07 7468 p2 (GA)6 12 26049923 26049934 AGATGAATCGCCTCCCTTTT GTCACTTCAACAACGCGCTA 280

Ad07A7472 Aradu.A07 7472 p2 (TC)6 12 26119268 26119279 TCTCCTTCTCCTCGCGTTTA CCAGAAAGGGAAAGAAAGGG 224

Ad07A7475 Aradu.A07 7475 p2 (AT)16 32 26174659 26174690 TAAGCCACACACACAGCCTC GTTCGATTTAGCTTGCGGAG 258

Ad07A7478 Aradu.A07 7478 p2 (AT)9 18 26186923 26186940 TCAGATACCTTCACCTGCGA GGCGTCTGGAGTTCCTATCA 239

Ad07A7479 Aradu.A07 7479 c (ATA)5ac(AAT)1047 26196548 26196594 CGTGAAAATAAAGCGCAACA CCTTAGCTTCGCAGGTTGAG 167

Ad07A7480 Aradu.A07 7480 p2 (CT)10 20 26202975 26202994 CGAAGGTTTGTGGAGGGTTA AGCCTAAGCTTGACACCCAA 175

Ad07A7482 Aradu.A07 7482 c (TC)7tttctccccttcccctctttctctccctcccctctctttctcttcctctccctctcccccctctctctcctcttctcttcct(TC)7110 26236602 26236711 TCCTTTCCGTCTCTTTCATTTT GAGGAGGGGGAGAGAGAGAA 210

Ad07A7483 Aradu.A07 7483 c (GA)13aagagagagaaagagaaagacaaaaaaagagagaaagagagaaagagaggggagggaaag(GA)6ggaaggagatgggagagagaaagagagaaagagagagaagggaaaagagaagagaaatgagagagatataggg(GA)7185 26237090 26237274 AGAGAGAAAGAACAAAAGAAAAGAAA TCCTCCTCCTCTCTCTTCCC 249

Ad07A7484 Aradu.A07 7484 p2 (GA)6 12 26237393 26237404 GAATGGAGGGGGAGAAAGAG CCCCTCTCCCTTGTCTCTCTA 170

Ad07A7487 Aradu.A07 7487 c (T)10gtattcactgctttttcttgcttcaagaa(T)1049 26267218 26267266 GCACACTCTTTTTGCCTTGG TGTGGTTCATGAATGTTGGC 246

Ad07A7489 Aradu.A07 7489 p2 (TC)7 14 26280858 26280871 GAGGAGGCTAGCTCCACTAGG TCCCTTCCTTGATCCAACAG 242

Ad07A7490 Aradu.A07 7490 p3 (TAC)5 15 26284822 26284836 AACTTAATTGGGAATAAAACCAGAA CAAGGGCATGATCTAAGGGA 219

Ad07A7491 Aradu.A07 7491 p3 (TAG)5 15 26299423 26299437 GAGCAAGGGCGTGATCTAAG CATGTCTGATGATGATGAGAAAAAT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7493 Aradu.A07 7493 p2 (TC)6 12 26309544 26309555 GAGGAGGCTAGCTCCACTAGG TCCCTTCCTTGATCCAACAG 240

Ad07A7495 Aradu.A07 7495 p2 (TA)6 12 26321471 26321482 GATGACCCTTCAAGGATGGTT GTGCGCCGTTAAGGTTGTAT 212

Ad07A7496 Aradu.A07 7496 c (CT)7atctctatctttctctctctt(TC)647 26327931 26327977 CCAAAGGTTTGTGGAGGGTT TAAGCTTGACACCCAATCCC 200

Ad07A7502 Aradu.A07 7502 p3 (TGT)5 15 26396488 26396502 CAAATGCAAAAGAGGCCAAT TGGAAGGGCAAAATCTGAAC 154

Ad07A7503 Aradu.A07 7503 p2 (AT)8 16 26397022 26397037 GGATGCTTGCTCTCCTTTTG GAAAATTTCTTTTTGAATTTGGTG 236

Ad07A7512 Aradu.A07 7512 p2 (AT)8 16 26402137 26402152 AAAATGACTCTCTTCAATCACAAAAA CCCTCGGTTTCACCAATATG 242

Ad07A7513 Aradu.A07 7513 p3 (ATC)5 15 26404593 26404607 AAATTTCTGCGTCTTCAATCG GAGCATTTAAGAATGAGCCGA 280

Ad07A7515 Aradu.A07 7515 p3 (AAT)6 18 26409342 26409359 TGGTGTATTCTTAAACCACATATAAAG TCCCATATGATTACATTACAACAAA 272

Ad07A7516 Aradu.A07 7516 p2 (CT)6 12 26411936 26411947 CACGTCCATGCGTACATCTC CAGGACTTGGGAGGTTGGTA 230

Ad07A7517 Aradu.A07 7517 p2 (TC)14 28 26412081 26412108 TGCAACTACCATTTCCACCA GCAAAGGCAGAATGAGAAGG 249

Ad07A7518 Aradu.A07 7518 p2 (GT)7 14 26431926 26431939 CCCCAATTGAATTTTTGGTC GGGCTAAGGTAAGGGTGAGG 278

Ad07A7520 Aradu.A07 7520 p2 (AT)7 14 26441608 26441621 CGTTGAATTATAAGACGGAACG TGTGAATTTGTGTTGAATTGTGA 189

Ad07A7521 Aradu.A07 7521 p2 (AT)8 16 26450226 26450241 TTCCAAAGCATTAGTCTTCCAA CATAGACCAACGCTCTAGCCA 101

Ad07A7522 Aradu.A07 7522 p2 (AT)11 22 26450792 26450813 TCTTGTGTCTTTTGTGTGTTTTTC TGAGGAGAGAGAAAGTGGTTAGG 226

Ad07A7524 Aradu.A07 7524 p2 (AT)8 16 26468120 26468135 TCCATGGAGACAAACTCCAA ACCGGACACTTTAACTCCCC 256

Ad07A7525 Aradu.A07 7525 p2 (AT)6 12 26481683 26481694 CTGCAAGGACGATGTTCTCA CCAACAATAAATGTCGAGGGA 175

Ad07A7526 Aradu.A07 7526 p2 (AT)6 12 26482235 26482246 TGGATAGTCCCTCTGTTCGC AATTGTTGACCCTCTGTCGC 217

Ad07A7527 Aradu.A07 7527 p3 (TTG)5 15 26519205 26519219 GTTTGCAGCAATAGGGGGTA TGCAAGAAGATGTTTGCAGC 241

Ad07A7529 Aradu.A07 7529 p2 (TC)17 34 26534184 26534217 TGAAATTGGGCCTTTATTGC ACACAAAGGAGCGAGAGCAT 205

Ad07A7535 Aradu.A07 7535 p3 (AAT)21 63 26576379 26576441 TCTTCTCGACAAGTTAGGCCA GGATTTGTAGAGGCTAATTAAAAATCA 278

Ad07A7538 Aradu.A07 7538 c (A)10gttatttaagatggctagctaggttctcctctgatgactagttagtagttatgctcttagaatgcacaatgcaaaaatggagaatga(AT)9115 26582253 26582367 CCATGATGATGAAGACCCCT TTTCTGGCCATCTTCTTTTTG 206

Ad07A7540 Aradu.A07 7540 p4 (ATAA)5 20 26584136 26584155 GCCGCCTTTCTAACTCAACA CACGGCAGAGCACAATTAAA 211

Ad07A7543 Aradu.A07 7543 c (ATG)6(TGA)6 36 26593275 26593310 TCCACCCCAGTTTGCATTAT GGAGAGCATGCCCCTTTATT 249

Ad07A7545 Aradu.A07 7545 c (A)10tttctttaaattttttttactacttatattttttgtttatcaactactttattagctgaccgttggtttaaaaaaattag(T)12102 26595170 26595271 TTGAGAACAAACTTCTCGGG AAAATTTGGTTTTTGCGGC 158

Ad07A7547 Aradu.A07 7547 c (A)10ttaacaaaaattttaaatatgaagatgga(T)1049 26595927 26595975 TGAACGTGATTGTCATGTAGAGTG TCGGGCTTGTTTGGTTTCTA 279

Ad07A7552 Aradu.A07 7552 p3 (AAG)6 18 26610493 26610510 CTAGAGGATTCTCCGGCCTT TACACCTCTCCCCCTCTCCT 173

Ad07A7553 Aradu.A07 7553 p2 (AG)6 12 26617642 26617653 ATGGGAATTATGAGAGGGGC CACTCCTTTTTCCCTCACCA 257

Ad07A7555 Aradu.A07 7555 p3 (TAG)7 21 26656462 26656482 GATGAATGAATGGACAATTTGG TGCTATTTCAATGAATAAATGCAAG 269

Ad07A7556 Aradu.A07 7556 p5 (TTTTG)5 25 26658742 26658766 GCCTTGCTGGTTGTTCTGTT AGGAAGAACAGCCGAGATGA 247

Ad07A7558 Aradu.A07 7558 p2 (TA)10 20 26663514 26663533 TGTTCAAATTGTTAGCGATGAA TACGAGGCAAAACCGAATCT 270

Ad07A7559 Aradu.A07 7559 c (TCT)11ccctctccctctccctctccctct(TCC)6(TCA)6(TCT)5108 26670780 26670887 GTTGCTACACATACGGGCCT TCAGAAACCATGAAAATCGAAA 228

Ad07A7560 Aradu.A07 7560 c (AAG)5gagaaagagaaggtaagaaacgaaagaaaaggagaagaagaagaataagaggaagaaaaacgtgcagc(AAG)598 26671306 26671403 GAAAGACGAGGAAGAAGAACG CGCATACAAGCGATTAAGGC 259

Ad07A7565 Aradu.A07 7565 p2 (GA)9 18 26680122 26680139 AGTAACGTCCGGGCTCATAG TGCCGAGTCCCTTTTCTCTA 131

Ad07A7570 Aradu.A07 7570 p3 (TTC)5 15 26712396 26712410 TCCCCAATTATCTTCACCGA TGGCTTGAGCATGATTATCG 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7575 Aradu.A07 7575 p2 (TA)6 12 26716958 26716969 CGACTCAATTGGGACGAATAA TGCCCTGTCCTGTAACCTTT 183

Ad07A7581 Aradu.A07 7581 c (TC)10gtggcttatagccattctttattttcttttc(T)1162 26725815 26725876 TTCCCCCAAATTTTTCCTTC GACGGATTTAGTGGAGCAGC 222

Ad07A7583 Aradu.A07 7583 p2 (TA)6 12 26774232 26774243 CCCATTGGAATCCTGAAATG GTTTGCCCCAAGGTTTAACA 171

Ad07A7584 Aradu.A07 7584 p2 (GA)7 14 26783029 26783042 TGTGGAAACTTGGGTTGATG GGGGTAATTTTATCCCCAATTC 227

Ad07A7585 Aradu.A07 7585 p2 (AT)6 12 26838893 26838904 CTCCTAATCGGTTCGGTTGA AAGAGAGCGGCTAGGGTTTC 258

Ad07A7586 Aradu.A07 7586 p3 (TGA)5 15 26839690 26839704 CCCTACCCTGCTTCAGTTTTC ACAAGGCATCATCAACAGCA 278

Ad07A7587 Aradu.A07 7587 p3 (TAA)9 27 26842784 26842810 TAGCTTTGTGCATCTCGACG CACAGGTCAATCTCCAACATTT 274

Ad07A7588 Aradu.A07 7588 p3 (ATT)15 45 26843834 26843878 AGTGATTTTGTTGTAAGAGAGAGAAA TTGTTGCACAACTCACCTAATTG 264

Ad07A7593 Aradu.A07 7593 c (TC)6tgctacttgtgaattcataatagatcaattcaaagccccattcaaaaacacagatcataa(CT)990 26872465 26872554 TGAAAATGAAAAGCCCCTCA AAACAGGGGTCAGTGATTGG 252

Ad07A7594 Aradu.A07 7594 p2 (AT)8 16 26879852 26879867 TGCCAGCTAGGATAGATTCCTC AGCAAACCAGGGGAAAGATT 257

Ad07A7599 Aradu.A07 7599 p3 (TAA)9 27 26893855 26893881 GCCGGAGATTGATTGTGATT AGGTAACACCAAACTTAATTTCAGA 253

Ad07A7604 Aradu.A07 7604 p2 (CT)20 40 26926784 26926823 TCAGTAAACAAGGAAGCCCG CACTTGCGTTAAGTGCTTGC 244

Ad07A7605 Aradu.A07 7605 p2 (TC)28 56 26927088 26927143 TCCATCAAAACCATCCCATT ATGGAGCTCCCAGATCAACA 199

Ad07A7606 Aradu.A07 7606 p3 (TCT)8 24 26938725 26938748 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 243

Ad07A7607 Aradu.A07 7607 c (A)10caaaagcttgtg(A)1032 26940386 26940417 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 203

Ad07A7608 Aradu.A07 7608 c (T)10gtaaaaaggaaaaaaaaatagtagtgtgtgagaggctgagagcctatccgagtccgactaatattattgatgggag(A)1197 26944744 26944840 TTATGTTATCCGCACACGCT TCTCTCAGCCTCTTTCTCGC 279

Ad07A7609 Aradu.A07 7609 p2 (TA)7 14 26946821 26946834 CAACCATAAGGCATGTTCCA TGAGAGTGACAAGATTGCCG 267

Ad07A7611 Aradu.A07 7611 c (AT)11(AG)9 40 26953151 26953190 GCATTTTACCACACATTGCTT TCCATGTGTGAGTATCGGTCA 173

Ad07A7613 Aradu.A07 7613 c (AT)11(AG)9 40 26963136 26963175 GCATTTTACCACACATTGCTT TCCATGTGTGAGTATCGGTCA 173

Ad07A7616 Aradu.A07 7616 p3 (GAA)5 15 26974054 26974068 GGAGCAGTAATAATGGCGGA TCCTTCCACTTCATCTTTCTCA 251

Ad07A7617 Aradu.A07 7617 c (AAT)7aac(AAT)539 26978123 26978161 CGTACTGGAGGCATTTGTTCT AATTTCAAATAAGAAAACACCAATAGA 280

Ad07A7620 Aradu.A07 7620 p3 (TCC)6 18 26983696 26983713 GATGGCGAAGAAGAATTCCA CTGGCTCAGGAGAAGATTGG 211

Ad07A7621 Aradu.A07 7621 p2 (GA)6 12 26991346 26991357 AAGCATGACACCTAAACCCG GGAGCTACGTCACCGTCAAT 278

Ad07A7625 Aradu.A07 7625 p3 (CAA)5 15 27003886 27003900 CGTTGGTCTGGATTCTGGAT TTTGTCCATGAATTTTCGCA 259

Ad07A7626 Aradu.A07 7626 p2 (AT)6 12 27006766 27006777 TTCATTTGAACACTTTGATTTGG CAGGCCAAAAGATCAAACACT 267

Ad07A7628 Aradu.A07 7628 p3 (AGA)6 18 27019514 27019531 TTGCCTTCCCTTTTCCTTTT CATCAACCTCCTCTTTCCCA 220

Ad07A7629 Aradu.A07 7629 p2 (TA)10 20 27029024 27029043 CGCACATCATATGGCAAACT ATGTCTGTGGTGCAGTCAGG 173

Ad07A7631 Aradu.A07 7631 p2 (TA)9 18 27033826 27033843 GAAAACATGATGTCATGGGC GTTGTGAAGTTACCTTTCTATATCCA 266

Ad07A7634 Aradu.A07 7634 p2 (AC)6 12 27047365 27047376 AGACCACCACATTTGCCTTC GTGCTCCAGGATGAAATGGT 172

Ad07A7638 Aradu.A07 7638 c (A)13cttacagtgagaggaacctctttggaggaaacacaaaaggggtatagaaaaaaggactactagcacagcgaaaaaggtgctggtggcggtagtgaa(GAT)6127 27061235 27061361 AAATTCAGGAAGAGCACAGCA TTGCTGAGCTTGGTTTGATG 237

Ad07A7639 Aradu.A07 7639 p2 (AG)6 12 27063219 27063230 AGCCCTGGCTATTTTCCCTA ATGGAAGGCTCGAATTGATG 198

Ad07A7641 Aradu.A07 7641 p3 (AAG)19 57 27085773 27085829 TAAAATATTGCTCGCCCTCG TTCTTGGCCGAATACACCTC 130

Ad07A7647 Aradu.A07 7647 p2 (AG)8 16 27162970 27162985 TGTGCCTTGCACTCTCAATC ATCATGAAGCATCAAGGGCT 279

Ad07A7657 Aradu.A07 7657 p3 (ATG)6 18 27211298 27211315 TCCATTATCATGCGCTTTCA TCCTATTCCAAATCCATTGTCA 212
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Ad07A7660 Aradu.A07 7660 p3 (AAT)12 36 27223587 27223622 TTTCTTTTGGAGAACAGGCG TGGTCCCTACTATGTCTTCCG 195

Ad07A7661 Aradu.A07 7661 p3 (ATA)5 15 27227468 27227482 CCAAAATTCCGTATCCCCAT TGGTCCCTACTATGTCTTCCG 157

Ad07A7662 Aradu.A07 7662 p2 (AT)6 12 27229133 27229144 CCCCCTAGCATTGCTCATTA TTCAACTTTCATGATTATGTCGTTC 266

Ad07A7663 Aradu.A07 7663 p3 (ATT)20 60 27256787 27256846 CACCAAAAATAGGTTTTCCCA CAGATCTGGGCCTTTGACAT 255

Ad07A7664 Aradu.A07 7664 p3 (GAG)5 15 27264380 27264394 CAGGAAGAAGTTGGGCAGAG TTCAGGAGGCTAAGGCAAAA 159

Ad07A7665 Aradu.A07 7665 p3 (AGG)7 21 27274284 27274304 CAGAAGGGAGTGGCTGAGAC AGGAGGCTAAGGCAAAGTCC 147

Ad07A7669 Aradu.A07 7669 p3 (TTA)11 33 27303145 27303177 GGAAATGGATAGCCCACTGA CGCCAATGACTCCACCTAAT 222

Ad07A7671 Aradu.A07 7671 c (A)10gctgacactcagcacaaaacgtaatctgcgttttgaaaagcccgcagaaaacaaaacgcaacccacgtttgttccctttcctgaac(A)14110 27305516 27305625 GCAACCTGCGTTTTTCATTT CTGCTACGGTGCCAAGTGTA 240

Ad07A7673 Aradu.A07 7673 p3 (CAC)7 21 27307770 27307790 TGAAGAAGCCCCACAGTCTT ATGGTTTCAGGGCTCAACTG 208

Ad07A7675 Aradu.A07 7675 p5 (ATTTT)5 25 27311242 27311266 ACAGGGGAATCAGCATGAAC CCCCTCTCTAGGGTTTCCTTT 209

Ad07A7678 Aradu.A07 7678 p3 (ATC)7 21 27314529 27314549 TTTTTGGGACCTATTTGGAGT GGAAAGGGAGGAGACGAGTT 276

Ad07A7685 Aradu.A07 7685 c (A)10tttatac(AT)1037 27367750 27367786 TGGCTCTTGAAAGAATGATGG TCCCCAAGCAACTGAAAATC 239

Ad07A7690 Aradu.A07 7690 p3 (AGA)6 18 27432212 27432229 GGGTCAGCCTCAACATGAAT TTCCCTTCTTCTCACATCCTTC 247

Ad07A7691 Aradu.A07 7691 p2 (AT)7 14 27438183 27438196 CCTAGTTCTGGCGTTTAGCG AAATCATGCCTCCATCTTCG 230

Ad07A7695 Aradu.A07 7695 c (TC)18taaatctcctcttc(CT)764 27488780 27488843 TGTTCCCCCTCTCATTTTGA CAAACTTGCAAAACGAAAACA 276

Ad07A7696 Aradu.A07 7696 p2 (AG)6 12 27493034 27493045 GGAAAAGAAGAATGGCCACA TTTCCTTCATCAATTCTCTAATTTTG 265

Ad07A7698 Aradu.A07 7698 c (T)10g(A)11 22 27519781 27519802 TGCCTCTATGCTGATGGTTG GGGGATTGTTCGAGTATGGA 256

Ad07A7699 Aradu.A07 7699 p3 (TGT)5 15 27575371 27575385 TTCCCCCTTCTTTGGAAGAT ATGGTAGGCCTCAAAAAGCA 241

Ad07A7706 Aradu.A07 7706 c (TAT)5(TGT)5 30 27602012 27602041 CGAGTCAAATTTAAACTCCGAAA CGGTTTCTTTCTTTCCTTATGGT 278

Ad07A7707 Aradu.A07 7707 p3 (ACA)5 15 27608899 27608913 CAAGGCGGTAATCCTAACCA TTTGGGGTTTTGTTGGTTGT 225

Ad07A7708 Aradu.A07 7708 p2 (GC)6 12 27613865 27613876 TTCACAGAGAGTTGAGCCCC GGGGGAAGGAAATGTGAAGT 271

Ad07A7710 Aradu.A07 7710 c (CCA)7taacgacatcattagtt(TAA)1377 27625079 27625155 CATCCGTCCATTACCACCAC TTGTTTGTGCAAGGTAAACAAAA 240

Ad07A7711 Aradu.A07 7711 p2 (TA)6 12 27626158 27626169 TGCAATTTCACGTTGCTCTC CCCTTTTCTTTTGCAACCAA 215

Ad07A7713 Aradu.A07 7713 p3 (TCT)6 18 27634978 27634995 GGAGTAAACGTTGCGTGACA TCCCCTCAAGCAAAATCAAG 241

Ad07A7714 Aradu.A07 7714 p2 (AG)24 48 27645739 27645786 GTAGTGATGTGGTTGCACCG CATCCGCATCATCATCACAT 181

Ad07A7715 Aradu.A07 7715 p2 (TG)6 12 27646487 27646498 GGGTGTGCAACCCATTGTAT CAACTCTGACAACGAGGCAA 209

Ad07A7716 Aradu.A07 7716 p2 (TA)7 14 27653525 27653538 CCCGCAAACTTCATATGCTT TTGGTTTTTGGATGTGTAGCA 279

Ad07A7723 Aradu.A07 7723 c (TAA)6aaataataataacaacaac(AAT)861 27667560 27667620 TCATGGCATGTTCATCCAAC ACACACCCTCACCACTCTCC 245

Ad07A7728 Aradu.A07 7728 p2 (TA)7 14 27672604 27672617 TTGGAACATGTAGGAAGGGTATG CGCAGCAACTTCTCTCTTTCT 101

Ad07A7733 Aradu.A07 7733 p3 (AGG)8 24 27689450 27689473 GTCGAGCCAAACTTGAGGAG CCGAGTTGTTTTGTCCGACT 243

Ad07A7735 Aradu.A07 7735 p2 (TA)10 20 27695297 27695316 TGAGATATTTAAGGAGTAGGCGAAA TTCTTTACAAATATTACTGTGGCAAAA 239

Ad07A7736 Aradu.A07 7736 c (TTA)13ctactattattattattac(TAT)779 27698179 27698257 TGTTTTTGGGACTAAAGACATCG AAAAGCATACATTTATTGGACAAA 262

Ad07A7738 Aradu.A07 7738 p2 (TA)8 16 27698619 27698634 AACGAGTTGACATTGGATAAAAA CCTGATTAGAAATTCTTTTGAGCTT 280

Ad07A7739 Aradu.A07 7739 p2 (AT)11 22 27707153 27707174 TCGGTGTTCTACAACGATTCA CAAAAAGTTCTCACAAATTCACTAACA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7742 Aradu.A07 7742 p3 (CAT)7 21 27725881 27725901 GGAAAATTCAACGAATCAGCA CCATTATCATGCGCTTTGAA 261

Ad07A7744 Aradu.A07 7744 p2 (TA)6 12 27730925 27730936 TTCAACTTTCATGATTATGTCGTTC TCCTTGATCATATGGTTAGAATCG 215

Ad07A7748 Aradu.A07 7748 p3 (CTC)6 18 27747675 27747692 AGAGTCCAGGAGGCTAAGGC AGAAGGAGTCCCCACGTTTT 108

Ad07A7750 Aradu.A07 7750 p3 (TTC)5 15 27755568 27755582 TTCTCCACATACAAGCGTTTT AGCTGGTGTTGATGACGATG 125

Ad07A7753 Aradu.A07 7753 p4 (AATA)5 20 27759368 27759387 GGGCATCCAAGAAAGAACAA TGACCCCTTTCCTCAACATC 172

Ad07A7754 Aradu.A07 7754 p3 (TGC)5 15 27761149 27761163 AGAGCAAGAGCGAGAGCAAG AAATTCACTGGCTCAATGCC 235

Ad07A7755 Aradu.A07 7755 p3 (AAG)5 15 27765045 27765059 AATCGATTTGTAGGATCACTTGTT TGTAACGGTTAAAAATTTTCGG 220

Ad07A7756 Aradu.A07 7756 p3 (AAG)6 18 27765212 27765229 CACAAGTTCTTGTTAAGAAGGTGAA AATTCAAAACTCCCCTTCCC 257

Ad07A7757 Aradu.A07 7757 c (T)10aaatttcttgtgtaatttataaaaaatttcaatgtcatttttccatatttcttctatcattaacctaaaattcatatgaaggaagaggaagagag(A)11116 27765682 27765797 GATGTCTAGTCTTTCCTATGTCATTCA TCCTCTTCTTTCCTCTCCACC 266

Ad07A7760 Aradu.A07 7760 c (A)10gcaaaaagcaagaaagaagggcattca(CG)649 27782857 27782905 TCACCATTTTGGTATGGAAGAA TGGCGTGAAGTGGACATAAA 268

Ad07A7761 Aradu.A07 7761 p3 (TTC)5 15 27783436 27783450 CAATGACACACTCACGTCCC GGAGACAGTGGTGGTGGAGT 203

Ad07A7768 Aradu.A07 7768 p3 (TGA)5 15 27873831 27873845 CCAGCAAAACAGTATCAAGGG CACCACATACGAAGCACCAC 246

Ad07A7769 Aradu.A07 7769 p2 (TA)6 12 27880720 27880731 CTGCAATGCGAGACTTCAAA TTCTCGACACGTGGAACAAC 206

Ad07A7770 Aradu.A07 7770 p3 (AAC)5 15 27882365 27882379 AGGAACCCCTTCTTTGCAGT ACATGACAGAGCACAATGGC 222

Ad07A7772 Aradu.A07 7772 c (AG)7ccgaagtagaaagaaagaagcg(GA)852 27888627 27888678 TCGGAAACAGATTCGGAGAC GTTCCATGCTTGATTTTCCG 207

Ad07A7773 Aradu.A07 7773 p2 (AT)10 20 27889095 27889114 TCATGCTTAGCACGGAAAAA GGAATGTCTACAAATTTAACCATCAA 262

Ad07A7774 Aradu.A07 7774 p3 (AAT)15 45 27895779 27895823 ATACACTCCTGCACGACAAAT ACATATCACGAAAAACATGTAGTACC 279

Ad07A7778 Aradu.A07 7778 p2 (AG)7 14 27903561 27903574 GTTCAGGCTCATAGCGAAGG TCCGTCACTGTTCACAGCTT 211

Ad07A7779 Aradu.A07 7779 p3 (AGG)8 24 27911970 27911993 AGAAGTTAGGCGGAAGGGAG AGGAGGCTAAAGCGAAGTCC 160

Ad07A7780 Aradu.A07 7780 p2 (AT)8 16 27915422 27915437 GGAGATGAATTGTTAAATGATTGTT GTACCCAATGACGGATCCAA 245

Ad07A7782 Aradu.A07 7782 p2 (TA)8 16 27919126 27919141 TCCAGCTCTATGCCTCTATGG CACAACTTGGCATCATCCAC 276

Ad07A7783 Aradu.A07 7783 p2 (AT)6 12 27920174 27920185 AAATAAAATCAAACATTCTGTCTTTTC CGTGTATAACAAATTTTAGCCATCA 274

Ad07A7786 Aradu.A07 7786 p3 (TAA)19 57 27926408 27926464 TTTCTTTCTTTGTTTGTTTCTTACCA GGAGTAGGACGTAAGACCCCA 278

Ad07A7792 Aradu.A07 7792 p3 (ATT)5 15 27935522 27935536 TGTTTTGTCCATTTATTTCTTTGAA ATCTATCAGTCGGTCGGTGC 223

Ad07A7800 Aradu.A07 7800 p2 (AT)6 12 27974082 27974093 TTGCAAGCTAATTTTTCAATTGTT CGTTACACTATGCGTATGGATCA 244

Ad07A7801 Aradu.A07 7801 p3 (ATT)5 15 27985596 27985610 TTATTTGCTCCAATGGCAGG AGAGAAGGAGATGGCCGAA 120

Ad07A7810 Aradu.A07 7810 p2 (AC)30 60 28029306 28029365 CTTCCAAGCTCACCCAAGAG TTGGTTGTTTAGGGGTGCTC 267

Ad07A7811 Aradu.A07 7811 p2 (CT)6 12 28029735 28029746 ATTGGACAGAGGGCAAGAAA GGCCAACGGACTAAAACAAG 247

Ad07A7813 Aradu.A07 7813 p2 (AG)19 38 28034709 28034746 CACTAGCACACCACCCACAC GGAGGTGCCCTCTTCTTTTT 219

Ad07A7814 Aradu.A07 7814 p2 (GA)24 48 28034848 28034895 AAAGAAGAGGGCACCTCCAG GAGAAAAGACACCTGCAGCC 180

Ad07A7815 Aradu.A07 7815 p2 (TC)7 14 28044809 28044822 ATGAAGAATACGCGACCCAC AAACCAATAAGCGCAGCATC 211

Ad07A7826 Aradu.A07 7826 p3 (TAT)7 21 28096643 28096663 CCCACTCCTGACCCTAATGA TGGTGTCTTCTCCAACAAAAC 231

Ad07A7831 Aradu.A07 7831 p2 (TG)8 16 28120069 28120084 AAGATTGCCAACCCAATCAG CCACTTAAAAACACACACACGC 254

Ad07A7832 Aradu.A07 7832 p2 (GT)6 12 28120302 28120313 TGTTGCATCTGTGTGTGTGC GGGTACCCGATCCTATTCGT 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7833 Aradu.A07 7833 p3 (TTC)11 33 28121638 28121670 TCGTTTGTTTTACACGCACC CGAAGAAGAAGATGAACGACG 246

Ad07A7834 Aradu.A07 7834 p3 (GAG)5 15 28123321 28123335 GTTCAGTGGAGTTGGCCATT ACAGCAACAGAGATTCGCCT 233

Ad07A7835 Aradu.A07 7835 p2 (AT)6 12 28134297 28134308 CAAAACCCGTTTCTCCAAAA GATTGCCTTCGACTTTTCCA 273

Ad07A7841 Aradu.A07 7841 c (T)10ctttttatgcgtcttttc(T)1139 28147610 28147648 TGAATGTTAAGCTTGAAAAACAAAA TGAACTCCTTTCCGAACACC 243

Ad07A7846 Aradu.A07 7846 p3 (TTA)5 15 28152402 28152416 ATATGCTCGATCTGCAAGCC TGTACTATCCGCAAGGCAAA 278

Ad07A7847 Aradu.A07 7847 p2 (TC)6 12 28154098 28154109 GGCTCATTTGCTTTTGGTGT TTGCAATTTCCAGTCCCAAT 194

Ad07A7849 Aradu.A07 7849 c (A)11gtgaaaatcaaaaaataaattttttgtttcttgttttcacttttttttacaaaattttaaaaataaaaaatact(A)1095 28168691 28168785 CATCCTTAGGGTGCATTTAGTTT AAGGGTACGTCTGCTTTGAG 174

Ad07A7850 Aradu.A07 7850 p2 (AT)12 24 28169753 28169776 GTTTAGGCACCGAGGATGAA GAAGTGTTTATTTGTCATTTAACCAAG 267

Ad07A7852 Aradu.A07 7852 p3 (TAA)5 15 28172206 28172220 TAGAAGCTGCATCCCAGTTG CGCTTACCGCTAGAAGCAAA 280

Ad07A7854 Aradu.A07 7854 c (ATA)20(TTA)7 81 28173857 28173937 GATAATGCTGAGGGCACGTT TAGAAGGATGGGGGACACAA 259

Ad07A7856 Aradu.A07 7856 p3 (ATA)5 15 28175005 28175019 TCACCCTAAAGAGGGGAAAAA TCCTGTGTCAAATATTCATGTCAA 265

Ad07A7857 Aradu.A07 7857 p2 (TA)7 14 28175356 28175369 TCTCAGTCAAATAACCGAAACAAA GATCATGCGTAGGTGGGAAT 103

Ad07A7858 Aradu.A07 7858 p3 (AAT)6 18 28175677 28175694 TGGATTCCACTACGTTGTGTTC TGTGAATGTCACCATTGTTGG 250

Ad07A7859 Aradu.A07 7859 c (T)14aatctatatatac(T)1037 28176154 28176190 TGCGTGGTTAACTTCTCCTTC TGAAAAGATCAACCCTATTGGC 247

Ad07A7861 Aradu.A07 7861 p2 (GC)6 12 28200877 28200888 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 190

Ad07A7862 Aradu.A07 7862 c (AATA)7aaatactaaaaaaataaaaaaaattaaaaatat(A)1071 28201046 28201116 CCTGCTTTTCTCCTTCCTCC TGCAAAGAATAAAAGTATGCAAATG 276

Ad07A7863 Aradu.A07 7863 p3 (ATA)7 21 28207380 28207400 ACCATCCCTTGCTAATGCAG AATTCAAAGTTCGTGGCTGG 237

Ad07A7864 Aradu.A07 7864 p2 (AT)7 14 28222176 28222189 TGAGTTTTGTGTCGGATCGT TTTTTGTTGGCCACTTAGACG 265

Ad07A7865 Aradu.A07 7865 p2 (TC)6 12 28222908 28222919 TCCCTTGAACTATCAAATGCAA GAATTCTTGGGGTATGAGCAA 277

Ad07A7866 Aradu.A07 7866 p2 (AG)7 14 28227216 28227229 ATAGACGGCGGTAGAAGCAA TTTGAAGTGCGAAACCCTCT 250

Ad07A7868 Aradu.A07 7868 p4 (TTTA)5 20 28241104 28241123 TTGGCTTTTTCTGCTTGCTT TGAATGCGTGACATGAACAG 240

Ad07A7871 Aradu.A07 7871 p3 (AGA)5 15 28261403 28261417 CTTGTTGGCCACAACATCAC CTTCATGGCCGAATACACCT 280

Ad07A7875 Aradu.A07 7875 p2 (AT)11 22 28274998 28275019 TGACAGTCGCAGGTCAAAGA TGGTCATAGGATTATTAAAAAGGACA 261

Ad07A7877 Aradu.A07 7877 p3 (TTA)6 18 28292246 28292263 TGATATACGTGAATCGGGTAACA CTGTTTTCCCTCCAAAACGA 274

Ad07A7878 Aradu.A07 7878 c (TA)6atttaataaatgagatctattaatctttatccaatgaagatcat(TA)6ccacaatgataaatctctaaatttaatcaaagatcttattatattaacattttaat(ATA)5139 28293778 28293916 TGCGGTAACTATAACCATTAGGAA TGACCACAATCCAATCAATCA 253

Ad07A7882 Aradu.A07 7882 p2 (CT)6 12 28311456 28311467 ACGTTTGGAACCCCCTTTAC CGGAAAAGCACACCAAACTT 113

Ad07A7885 Aradu.A07 7885 p3 (TTA)6 18 28319204 28319221 CACCATTTTTCTTTTTCACCG ATCATTGTGCTGAGGGAAGG 184

Ad07A7886 Aradu.A07 7886 p4 (TCTA)7 28 28322066 28322093 GATTTGCTTTTTGTATTTGTCCA TTTTGGTCTCCATGCTGTGA 267

Ad07A7887 Aradu.A07 7887 p3 (CCT)5 15 28322247 28322261 GATTTGCTTTTTGTATTTGTCCA TTTTGGTCTCCATGCTGTGA 267

Ad07A7888 Aradu.A07 7888 p2 (AT)7 14 28324481 28324494 CTTAACCCGCATTCCATTTG TGTGTGAAATCTTTATGCTCGG 225

Ad07A7897 Aradu.A07 7897 p2 (TC)6 12 28401681 28401692 TGACCATGCTCAAGAAAAATG GAGAATTTGCTGAGGGCAAG 200

Ad07A7907 Aradu.A07 7907 p3 (AAT)5 15 28474684 28474698 ATCTTGCACTATCCGCAAGG TGATGAAAATTCCACCACTCA 240

Ad07A7909 Aradu.A07 7909 p2 (TG)6 12 28476788 28476799 CGGAGTTGCTATGTCCGAGT AAATTGTCCGCTCATCACTG 186

Ad07A7915 Aradu.A07 7915 p6 (TAGGAT)5 30 28538573 28538602 AACCCAAGGAGTGAAGAGGG CAAAACACAAGAACAACATAAAGGA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A7916 Aradu.A07 7916 p2 (TC)9 18 28556212 28556229 GCAGAAACTTAGGGCTGGAA AAATGAGCCAAGGAAGCTCA 252

Ad07A7917 Aradu.A07 7917 p2 (CT)23 46 28560822 28560867 TGGAGCTTTGAAGGAGGAGA TGAGCCAAGGAAGCTCATTT 137

Ad07A7918 Aradu.A07 7918 c (TC)10(TG)6 32 28565565 28565596 GCGGTCTCAAATAGCTCGTC CCCAAGCCCAACTCACATAA 166

Ad07A7920 Aradu.A07 7920 p2 (AT)6 12 28568835 28568846 AAGTTCAGGGACCAAATTGAG TTGAAATACACTGGCACTTAAACT 280

Ad07A7922 Aradu.A07 7922 p2 (AT)10 20 28594619 28594638 CCATGATGGAGAAAGGGAGA TGCGACCAACCATTGAAAG 280

Ad07A7927 Aradu.A07 7927 p3 (TAT)12 36 28608997 28609032 TGCAGGTTTAAAGCGATTCC CAAACCACATTTATTTTGCTTCA 192

Ad07A7928 Aradu.A07 7928 p2 (TC)6 12 28609217 28609228 AAAAGCATGATTTGAGACAAAAA CAGAATCTCATGCTGATAACGTG 254

Ad07A7929 Aradu.A07 7929 p2 (TG)6 12 28631543 28631554 GCACAACCACCAATACCCTT ATAGGGTCTATGAAGCGCGA 276

Ad07A7931 Aradu.A07 7931 p2 (TA)6 12 28674446 28674457 CCATTGCCCCCTTCTCTAAT TGTTGATGTTTCAAAGTTAAAGTGG 175

Ad07A7939 Aradu.A07 7939 p3 (AGA)5 15 28695124 28695138 CAAAGCAGACCTCTCAGCAA TGGTGATTTCAATCCAAGCA 221

Ad07A7940 Aradu.A07 7940 p3 (AGA)5 15 28700077 28700091 CAAAGCAGACCTCTCAGCAA TGCTGGTGGGATATCATCAA 172

Ad07A7941 Aradu.A07 7941 p2 (GA)8 16 28704450 28704465 TCCTAACCCCCTTACATCCC TCGCAGTAGCTCCCTCTAGC 256

Ad07A7943 Aradu.A07 7943 p2 (TC)7 14 28725409 28725422 TGTTCTTCATCTTTCTTGGGA GTCAGTGACAGCGAAACCAA 114

Ad07A7944 Aradu.A07 7944 p3 (TTA)8 24 28730878 28730901 TCCTTTCTTTCTTCTTTCCTCTTTC GCAACAAGTCACAGAGCACC 275

Ad07A7945 Aradu.A07 7945 c (T)10caagaatttgtttttagggcaccctaccaatttgaaa(T)1057 28731770 28731826 TGCATTGCATGATAGGTTGC GGGCTCAAAACTCACATGCT 223

Ad07A7946 Aradu.A07 7946 c (AT)9aagaaaaaaatatatagg(A)1046 28732385 28732430 GTTTGGGAGAGTTGGGAACA TACTTTGGGGCATTTTGTCC 249

Ad07A7948 Aradu.A07 7948 p2 (AT)11 22 28736470 28736491 TGTGCCAAGAAAATGAACCA ACCCTAATCCCAAAAATGGC 207

Ad07A7949 Aradu.A07 7949 p2 (AT)8 16 28737005 28737020 TGTGTTCTCTAGGTGACGTTTCA AATTCCATCGTCCAGAATGC 241

Ad07A7956 Aradu.A07 7956 p2 (AT)6 12 28751492 28751503 TGCTTGTATTAAAAACGAAAACAAA CCCCACACAGTTACACATGG 173

Ad07A7958 Aradu.A07 7958 p2 (CT)8 16 28768032 28768047 TCCTTGGAGGACACCAAACT ATGCACCGATTTAGGGACAC 180

Ad07A7960 Aradu.A07 7960 p3 (GAA)6 18 28800570 28800587 TGTAAAAGACGCTGTGTGGG CTGGAAGGCTATGGTGGTGT 267

Ad07A7962 Aradu.A07 7962 p3 (TTC)5 15 28805357 28805371 CCATCCAAATTCCAAATCCA ACATGGGAAAGCAGAGAACG 210

Ad07A7963 Aradu.A07 7963 p3 (CTT)7 21 28805574 28805594 CGTTCTCTGCTTTCCCATGT GCTTCACGACCCAATGAAGT 190

Ad07A7966 Aradu.A07 7966 p2 (TA)6 12 28812541 28812552 GCCAGTGCAGAGATTGATGA GCCAAATCCCCATGAATATG 140

Ad07A7972 Aradu.A07 7972 p3 (AAT)6 18 28831763 28831780 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 199

Ad07A7973 Aradu.A07 7973 p3 (TTA)5 15 28846555 28846569 TGCATTTGAATTTTAAGTATGATGT CAAACTTGCACTATCCGCAA 276

Ad07A7975 Aradu.A07 7975 p3 (GTG)5 15 28854452 28854466 TCATAACCCAATCTGCACCA AGTGAATCGGTTGAAGTCCG 118

Ad07A7977 Aradu.A07 7977 p2 (AT)7 14 28860055 28860068 TCGACAACCGTTATTCACACA CCTTTTCTTCACGGATCGAG 116

Ad07A7978 Aradu.A07 7978 c (A)10cccttcttcattccctcctccttttc(T)1450 28862403 28862452 TTTTTGCAGTTTTTGACTACGAA CAAATACGCTGGGAGGAAAA 275

Ad07A7981 Aradu.A07 7981 c (TAA)5tat(TAA)6 36 28866858 28866893 GGAAAGGGAAGAAGAAGAAAAGA GAAGAATGCTATTCTCTGCAGGT 253

Ad07A7983 Aradu.A07 7983 p2 (AT)6 12 28873110 28873121 CCTTATTAATTTGGGGGCGT TTGATTTATGAGGCTGCGTG 177

Ad07A7984 Aradu.A07 7984 p2 (GC)6 12 28879895 28879906 CACAGGGGTGGCATAACTCT GCACTCCTCTCTGAGCCATT 163

Ad07A7993 Aradu.A07 7993 p2 (AC)6 12 28931577 28931588 AGAACGATGGAGCAAGAAGG GCTCGTTAACGGATTCCAAG 273

Ad07A7999 Aradu.A07 7999 p3 (AAT)5 15 28943189 28943203 CCTTTGTATTGGGTTGGTCG TGCTTGTAATGTTCTCCTTCTCA 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8004 Aradu.A07 8004 p4 (AAAT)6 24 28962424 28962447 TCTCATTCCAATCCATGCAA CGAATTCAACAACCCCAATC 226

Ad07A8006 Aradu.A07 8006 p5 (TTTAT)5 25 28969694 28969718 TTGGGTTGACTTGGTCAAAA CCATGATGGAGAAAGGGAGA 230

Ad07A8007 Aradu.A07 8007 p2 (GC)6 12 28994380 28994391 GGTAGCACAAGGGTGGCTTA AACCCTCCACTAGGCCATTT 178

Ad07A8008 Aradu.A07 8008 p2 (GC)6 12 28994513 28994524 GTGGGCCCAACTCTCTATGA CGTACGCACGCTTTAACAAA 276

Ad07A8010 Aradu.A07 8010 p2 (AG)6 12 29040323 29040334 GGGAACCTCCACAGTTGAAA AAGATGGATGGCTCGAATTG 182

Ad07A8017 Aradu.A07 8017 p3 (ATA)7 21 29132826 29132846 TTTCGGTTACTCGTCCATCC TCCCAGAAGCCGTGTTATTC 174

Ad07A8018 Aradu.A07 8018 p3 (GAT)6 18 29138142 29138159 CCTCCAAATTTCATTGGTTGA ATAATTGGGACCTTAGCGGG 256

Ad07A8019 Aradu.A07 8019 p2 (CT)7 14 29140751 29140764 CGCTGTTCAACCAAAATCAA GTGCTTCATTCCTCGCTTTC 207

Ad07A8020 Aradu.A07 8020 p3 (TTA)6 18 29141291 29141308 TCTTTCTCAACCCATCACCC TTTCCATCTCAACTATTGAAAATAATG 273

Ad07A8023 Aradu.A07 8023 p3 (AAT)6 18 29159433 29159450 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad07A8024 Aradu.A07 8024 p3 (TTC)6 18 29162305 29162322 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 277

Ad07A8025 Aradu.A07 8025 p3 (TTC)5 15 29165681 29165695 GTCACGAAGATGCCACATTG AGTGGCATTCATGAAGAGGG 206

Ad07A8030 Aradu.A07 8030 p3 (ATA)29 87 29171538 29171624 TTTTATTAGGAGATAATTGATGCACAC AAATATAATGCATGTACTGTGTAGACC 180

Ad07A8031 Aradu.A07 8031 p2 (TA)8 16 29172081 29172096 TGGTAGGGTGTTACATATCTCCA TGTTTGAGGTACGAATTTTCTAGATG 142

Ad07A8033 Aradu.A07 8033 c (TC)15tt(TC)7 46 29176835 29176880 ACATGCCTTCCCCACCTAAT AATTTTTATGGGGGCTACGG 203

Ad07A8034 Aradu.A07 8034 p3 (ATT)5 15 29177882 29177896 AGTTTTCTAAAAATGTCGAGTTAAAAG TCTTATTTATCCTCTTCTATCTTACCG 253

Ad07A8035 Aradu.A07 8035 p2 (TG)10 20 29214610 29214629 AATGGACTGGGGCCTAGAGT ATGGTGGGCTGGTCTTTATG 243

Ad07A8036 Aradu.A07 8036 p3 (TCT)6 18 29216157 29216174 AACCTCCATGGAACGACATC GAACCCTTTCTCCTTCCGTC 237

Ad07A8037 Aradu.A07 8037 p2 (TA)11 22 29225494 29225515 TGGTAGTGATCCTACAAATGGG GCGCATATTAGACCCAACCT 272

Ad07A8041 Aradu.A07 8041 p3 (AGA)16 48 29259563 29259610 GCTTTTGTCTTCCCTTTCCC TACCTTGGCCGAACCTACAC 228

Ad07A8043 Aradu.A07 8043 p2 (TC)15 30 29268324 29268353 CGCTACTCTAGCGCAGCTTT AAGAAGCGCTTGTCAGGAAG 212

Ad07A8047 Aradu.A07 8047 p2 (AT)9 18 29319146 29319163 CGGCCTATACCTTAGGGACC GGACGAGGAAGCTGATGAAG 258

Ad07A8052 Aradu.A07 8052 p3 (TAC)8 24 29403481 29403504 AACAAAAAGTATTGCCACCACA CCCAAAACACAGGTTGTTGA 280

Ad07A8053 Aradu.A07 8053 p2 (TC)12 24 29411284 29411307 TTTCTGGGCTGTTTCTGACC TGATCAATTCAAATGCTGGAA 271

Ad07A8056 Aradu.A07 8056 p3 (TCA)13 39 29432825 29432863 ATCTTCAACCCTTCATTGCC CTGTACCCAAGAAGTCCCGA 204

Ad07A8060 Aradu.A07 8060 p2 (AT)11 22 29441570 29441591 TCACAGTCGCTAGGTTGTTACG ACCGTTTAACCCGGTCCTAT 260

Ad07A8061 Aradu.A07 8061 c (GT)11gc(GT)7 38 29444327 29444364 CCTAAACCCCTTAAACCGTTG AGCAGCGGATAACTCTTTGG 238

Ad07A8065 Aradu.A07 8065 p3 (TTG)5 15 29459256 29459270 TGTAGCCGATCCCACCTAGT GACTGGGTGCATTTGAGGTT 238

Ad07A8067 Aradu.A07 8067 p2 (GT)8 16 29477528 29477543 AGTATGAGGAGAGGGGTCCG CCAATCAAGGCCACAAGAAT 216

Ad07A8069 Aradu.A07 8069 p2 (TA)7 14 29483372 29483385 GAAAGGGTCACAGCGATGAT TCTTTTCTCATCCAATCAAAGAAA 253

Ad07A8071 Aradu.A07 8071 p2 (TA)6 12 29495766 29495777 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 178

Ad07A8072 Aradu.A07 8072 p3 (TTC)6 18 29509905 29509922 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 271

Ad07A8073 Aradu.A07 8073 p2 (AT)6 12 29522700 29522711 TGAAGGATTTGAATGTGTGATCT AGAATATGGCAGCCGACAAG 279

Ad07A8074 Aradu.A07 8074 p3 (AAT)17 51 29524795 29524845 CGATTCCACAGAGATTGTTGG GAAGGATTGGATGAAGGCAG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8076 Aradu.A07 8076 p3 (CTT)5 15 29534309 29534323 AGAGAGCTGCAGAAGCGAAC AGGGTTTTAGGAGGGAGCAA 124

Ad07A8079 Aradu.A07 8079 p3 (AAT)5 15 29571985 29571999 TTGATCCAGAACCTGAAAGGA TTGGATGTTGGCTTTGTGAA 169

Ad07A8080 Aradu.A07 8080 p3 (TCT)5 15 29574436 29574450 CCTACCTCGCCCTCTCTCTT AGGTAGGTGGGGTTTATGGG 245

Ad07A8081 Aradu.A07 8081 p3 (TCT)6 18 29574678 29574695 TCCCACATAGCCGAACCTAC GGTCTTGATGGCTCTTGGAG 256

Ad07A8085 Aradu.A07 8085 c (TC)16tt(TC)9 52 29636830 29636881 GGGGAAAAATGGAAAAGGAA GAAGAATGGGTATGGGAGCA 245

Ad07A8090 Aradu.A07 8090 c (AT)7gatgcgtatattggatatatttagttgtggatatgattggaata(TGT)676 29643556 29643631 GTCACAGGCAGGATCTTCGT TCCTCTGTTTCTAGGACATTACCC 268

Ad07A8096 Aradu.A07 8096 p5 (TTATC)5 25 29695672 29695696 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 126

Ad07A8097 Aradu.A07 8097 p3 (AGA)6 18 29709692 29709709 TAAAATATTGCTCGCCCTCG TCCTACTCCCCAGGTCACAC 251

Ad07A8098 Aradu.A07 8098 p3 (ATT)5 15 29712588 29712602 TTGGACGTTGGTTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad07A8102 Aradu.A07 8102 p5 (TTATC)5 25 29760375 29760399 CCTGGGTGCTCCAGTGTATT TTAGCCAAAGCCCAGAAAGA 143

Ad07A8104 Aradu.A07 8104 p2 (CT)6 12 29767251 29767262 CAGAAAAGGGCAAGAAGCTG GGGAAGAGGTGTTGAGGTGA 273

Ad07A8109 Aradu.A07 8109 p2 (TA)9 18 29802771 29802788 ACGCATTTGGTCTCGACTCT CCTTGTAGCAAAAGAAACAGCA 197

Ad07A8110 Aradu.A07 8110 c (AGA)5tgaagaaaatagaggagaagaagaggaggatc(AAG)562 29821205 29821266 TGGTGAAGGTGATGGTGATG CATCGAGACCCTCATCCACT 244

Ad07A8113 Aradu.A07 8113 p2 (AG)22 44 29825573 29825616 ACTCCAGGCTACAAGAGCCA TATCATCTGGGCCTTTCAGG 148

Ad07A8122 Aradu.A07 8122 p4 (AAAT)5 20 29937606 29937625 TGTCGCATAGGCTTAAGTGC TAATGCTAATGCCTCCTCCG 188

Ad07A8126 Aradu.A07 8126 p4 (TTAT)5 20 29984156 29984175 ATAATGCTAATGCCTCCCCC GGCTTAAGTGCATCGAATGA 180

Ad07A8127 Aradu.A07 8127 p3 (ACA)9 27 29991991 29992017 AAGAACACCAGCAAACAGGG TCTTTTTCTTTGCTTTATGCCTTT 243

Ad07A8133 Aradu.A07 8133 p2 (CT)7 14 30012526 30012539 CCACCTGGTCCACTTAAAGC TAGAAGCGGAGGAAAGCAAA 247

Ad07A8135 Aradu.A07 8135 p2 (AT)6 12 30027202 30027213 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ad07A8136 Aradu.A07 8136 p2 (GA)7 14 30030265 30030278 GTACAGCGGTAATGGTGGCT GTGTCATCCCCATTTTCACC 167

Ad07A8146 Aradu.A07 8146 p2 (AT)8 16 30101578 30101593 AAAAGAAGGAACCGTGGCTA CAATTTGTTTCACCTCATGGA 269

Ad07A8155 Aradu.A07 8155 p3 (GAA)7 21 30106894 30106914 GAATCAATGGAACACGAGCA TTGACCACAGAGAAGACCCC 230

Ad07A8157 Aradu.A07 8157 p3 (GAA)5 15 30114980 30114994 TGCATTCAAACAAGCAGAGG ATTTTCCGGGAGGATACCAA 202

Ad07A8158 Aradu.A07 8158 p3 (AAT)6 18 30128897 30128914 GAGCAGGAACAAGGAAAAAGG TTGGATGTTGGCTTTGTGAA 207

Ad07A8159 Aradu.A07 8159 p3 (TCT)5 15 30131724 30131738 ATTTAGCCGAACCCACTCCT CCCAAGACTCAGAGGTGGAA 204

Ad07A8162 Aradu.A07 8162 p3 (GAA)5 15 30147813 30147827 CCCCTAATGAAAGTGGGGTT ACTCTCTTGCATTTTCCGGG 187

Ad07A8164 Aradu.A07 8164 p3 (AAG)5 15 30184861 30184875 CGGTCTTAGGTGCCATCAAT TACCCCCTCTCCTCTCCCTA 233

Ad07A8165 Aradu.A07 8165 p3 (AGA)6 18 30192225 30192242 GGGATGGTTCTTGTGAGGAA GCCAAGACCACTAACCCAAA 251

Ad07A8166 Aradu.A07 8166 p2 (AT)12 24 30192400 30192423 AAAGAAGGCTGAAGAAAATGTG TGCAAGGCCAAATAGAATGA 255

Ad07A8171 Aradu.A07 8171 p3 (TCT)6 18 30198298 30198315 CCACATACTGTTACGGCACG GAAGGAGAAAGAGAAGGCAAGA 122

Ad07A8172 Aradu.A07 8172 p3 (GAA)8 24 30199003 30199026 CAAATACGCCCAAAGGGTTA GCACGTTCTTCTTCCTCGTT 250

Ad07A8173 Aradu.A07 8173 p3 (AGA)6 18 30199215 30199232 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 211

Ad07A8175 Aradu.A07 8175 p2 (CT)8 16 30205253 30205268 TGCATGTGAGTCCACAATAGC TGCTTTAGAGAGAAAGGGATGA 243

Ad07A8177 Aradu.A07 8177 p2 (AG)7 14 30214763 30214776 TGGATCCAGAGTTACTCCCAA AATTACAGAACACGCCCCAG 219
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Ad07A8178 Aradu.A07 8178 c (AT)6accctaactgtagttgtacataatagattaattcaataacatttcaaactcttctcc(CT)681 30219355 30219435 TGCCATGACAAACTCAAGGT TTCAGAGAGAAAGGAATGAGAAGAA 280

Ad07A8180 Aradu.A07 8180 p3 (TCT)5 15 30231977 30231991 TTTTACCCAGATTGGTCCCC GCTAGTGTTCAACAACGGCA 261

Ad07A8183 Aradu.A07 8183 p2 (GT)9 18 30240375 30240392 TTTTTCCTCGCCTTTATCCTT AAAGTGTCACGCTTCCGACT 231

Ad07A8186 Aradu.A07 8186 p2 (GA)8 16 30276882 30276897 GAATTGACCGGAATTGATGG GTCATCTCTCTCGCTCGTCC 167

Ad07A8187 Aradu.A07 8187 p2 (AG)6 12 30277024 30277035 TGGCAGTGAGTGGATGAGAG TCCTCCTACCCAACCCTCTT 199

Ad07A8189 Aradu.A07 8189 c (AG)6aa(AG)7 28 30307286 30307313 ATTGCTTGCTTCGGTCAAAT TGTCATGGACAGTGGGAGAA 232

Ad07A8190 Aradu.A07 8190 p3 (TAC)5 15 30310257 30310271 TTTCATTGATGTCTGATGATGATG ATGGAACAAGAAGAGCGAGG 274

Ad07A8192 Aradu.A07 8192 p2 (AT)9 18 30335990 30336007 CGAAAAATTTTGAAATTGAAATCTG CTTGGTGTTTTCCCTCCAAA 207

Ad07A8194 Aradu.A07 8194 c (AG)7aa(AG)6 28 30349757 30349784 ATTGCTTGCTTCGGTCAAAT TGTCATGGACAGTGGGAGAA 232

Ad07A8195 Aradu.A07 8195 c (TC)7(T)12 26 30367767 30367792 CTCCCATGACTCAGAGGTGG GCCGAAACACAACCATTTTT 246

Ad07A8197 Aradu.A07 8197 p4 (ATTT)5 20 30384639 30384658 TAGGGTTCCGGATCCTTTTC CGGGAAAAGGTGAGTTTTTG 267

Ad07A8198 Aradu.A07 8198 c (A)10taaaaaaggaaaaaaaagaaaag(A)1043 30385679 30385721 GTTGTTGGACTGAAGGGAGC TTGTGTACTGGAGGCTGCTG 154

Ad07A8200 Aradu.A07 8200 p2 (AT)6 12 30387466 30387477 GAATGAGCATGTTATTTTATGCATTT TTCCTCATCCTTTTCTTTTAATTTTT 184

Ad07A8203 Aradu.A07 8203 p3 (ATA)15 45 30396456 30396500 TCTTCAAGCCCAGAAAAATGA CTTTACCTGCAGTTGGGAGC 148

Ad07A8204 Aradu.A07 8204 p3 (ATA)6 18 30398108 30398125 TCGAGTGTTTCTTGGATTTTGA ACAAGTGTCTCAAATTTGGTTAGA 245

Ad07A8207 Aradu.A07 8207 p2 (GA)6 12 30412079 30412090 GGTGAGACGAGGCAAAGAAG CTTTATTCCACCAGCTCCCA 266

Ad07A8208 Aradu.A07 8208 p2 (AT)9 18 30422932 30422949 TTGCATGCATCATGTATTTTGA AAATTTGACTTGACTTACAAGAAACAA 196

Ad07A8209 Aradu.A07 8209 c (TC)9atcttcctctacaaaattaatttttgaat(TC)659 30423700 30423758 CGAAAATACCTCCCTCTTTTTCA TCCAAACAGAAGGGTAAGGA 278

Ad07A8211 Aradu.A07 8211 p3 (AGA)6 18 30430163 30430180 CGACCTTAGGTGCCATTGAT CCAAACCTACATCTCCCCCT 156

Ad07A8213 Aradu.A07 8213 p2 (GA)7 14 30447567 30447580 TTTGCAATAATCCACAAGCA CCCTACTTTTTCTTTTCCCCC 276

Ad07A8215 Aradu.A07 8215 c (T)11gctgaccgattttttccagcttttttgtttttttaggtcgtactaaccgtttttttttaccagttccccc(T)1091 30468519 30468609 TATCCTCTTGGTAGCTGGGC CGGTCAGCACAACGTAAAGA 172

Ad07A8218 Aradu.A07 8218 c (T)10gttgattggtttttttttcagtttttttaggttgtgctaacga(T)1063 30469210 30469272 TGTGCTGATCGGTTTTCTTT GGTCAGCACAACGTGAAAAA 166

Ad07A8223 Aradu.A07 8223 c (T)10gctgactagtccccccttttttttacgttatgctgaccggttttttttccctttttttacgttgtgctgaaagttttttttg(T)10102 30470443 30470544 ACGTTGTGCTGACCGATTTT GCACAACCTAAACAAAAGGAAA 248

Ad07A8226 Aradu.A07 8226 c (T)10acgttgtgcagaccaatttttttcccttttttttatgttgtgctgaccgtttgtttttttactttgtgtagacc(T)1094 30471599 30471692 TTTTTGTGCTCAGCGATTTTT ATCGGTCCGCACAATGTAAA 241

Ad07A8230 Aradu.A07 8230 c (T)10gctacctgatttttttctagtttttttgtatttttaggttgtgcttaccgg(T)1071 30473258 30473328 TGTGCTTATCGGTTTTTCCC AACTGGTCAGCACAACGTAAAA 151

Ad07A8240 Aradu.A07 8240 c (T)10gctgaccg(T)1028 30477148 30477175 GTGCTGACCGGTTTTGTTTT AAAAAGGGGCGACCAGTAAA 247

Ad07A8243 Aradu.A07 8243 c (T)12gctgaccgatttttttccagtttttttgtatttttaggttgtgctgactgg(T)1073 30478492 30478564 GTTGACCGGTCCCCCTTT ACAAAAACCGGTCAGCACAT 276

Ad07A8254 Aradu.A07 8254 c (T)11a(T)11 23 30483483 30483505 TTTGCTGATCGGTTGTTTTG CGGTCAGCACAACGTAAAAA 153

Ad07A8259 Aradu.A07 8259 c (T)12gctgaccagtttttttccaatttttttgtttttttaggttttgctgaccg(T)1173 30486819 30486891 TTACGTTATGCTGACCGGTTT AAAAACTGGAAAAAGTTCGGTC 229

Ad07A8262 Aradu.A07 8262 c (T)10gctggccggtcccccttttttttacattgtgctgatcgatttttttcccttttttttacgttgtgctaaccgttttttttctcaccaatttttttccag(T)10119 30489674 30489792 TGGGCTGACCGTTTTATTT TGGTCAGCACAACGTAAAAA 248

Ad07A8274 Aradu.A07 8274 c (T)20gttgtgctgaccggttttttttccattttttgggttgtgctgaccgg(T)1481 30497861 30497941 TTTTTACGTTGTGCTGACCG CGCCTTTAGGTGTCATCCTC 280

Ad07A8282 Aradu.A07 8282 c (T)11acgttgtgtagacctttttttttgctgatcggtttttttgtagtttttttccagtttttttgtttttttaggttgtgctgaccg(T)11106 30504999 30505104 TGCTGACTGGTTTTCTTTCTGA AAATCGGTCAACACAACATAAAAA 263

Ad07A8292 Aradu.A07 8292 c (T)10acgttgtgatgactgg(T)1036 30514329 30514364 TTTACTGGTCCCACCCTTTTT ACCGGTCAGCACAACCTAAA 262

Ad07A8298 Aradu.A07 8298 c (T)10gtttttttaggttgtgctgaccatttttttttgctgatcggttttatttccag(T)10atttttttaagttgtgcttaccg(T)10106 30518555 30518660 TTTTTGCTGACCGGTTTTT CAACGTAAAAAGAAAGGGGG 278
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Ad07A8307 Aradu.A07 8307 p2 (AT)10 20 30547537 30547556 AAAATATCACGCTTCCGGCT GCAAGAGGGATAGGAGTTTTGA 221

Ad07A8308 Aradu.A07 8308 p2 (CT)6 12 30549795 30549806 CTGCTCTCTCGGATCTTGCT GAAGGGAGAAGAGGGATTCG 234

Ad07A8310 Aradu.A07 8310 p3 (AAT)6 18 30553271 30553288 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 195

Ad07A8313 Aradu.A07 8313 p3 (TTC)7 21 30574623 30574643 GCTACCCTCTCCCATTTTCC TTAGAGGATTCTCCGGCCTT 253

Ad07A8317 Aradu.A07 8317 p2 (CT)6 12 30598705 30598716 TTAACGCCAGAAAGGGACAC TTTTTGGGGAAGAGGTGTTG 231

Ad07A8321 Aradu.A07 8321 c (A)11gaaaaaaaatcgaaaaaaaagag(A)1044 30647292 30647335 TGTGGTTCATGAATGTTGGC AAGCACACTCTTTTTACCTTGGA 219

Ad07A8322 Aradu.A07 8322 p2 (AC)6 12 30655204 30655215 TGGAATCAGCCAAAAACCAT CAAGGGTTCTCTTCTTCCCC 232

Ad07A8328 Aradu.A07 8328 p3 (TCT)5 15 30725464 30725478 TCCATTCATGGTCATCCCTT TGCCATTGATGGTAGTGGAA 258

Ad07A8330 Aradu.A07 8330 p2 (AG)6 12 30733428 30733439 CGGAAAAGCACACCAAACTT ACACGTTCAGCCTCCTCATT 117

Ad07A8335 Aradu.A07 8335 c (TAT)14atgttagttttattctagaaggccatcacccgaaggattaatggatagagatgatgagtgagaagctagtggatcaagaatgggaacttttcattcttg(A)10151 30796007 30796157 TTTCACAATCTGTACCAGAAACTT TTTTCCCCATCATTTTTATCC 279

Ad07A8340 Aradu.A07 8340 p3 (TTA)5 15 30803021 30803035 GAAGCTGCGGACGGTTATTA TACGTCCATATTGCGTTCCA 272

Ad07A8347 Aradu.A07 8347 p3 (AAG)5 15 30851718 30851732 AACCCCAGTGGACAAGACAG CAAGGGCATGGTAGGTTGTT 268

Ad07A8348 Aradu.A07 8348 p5 (TTTTA)5 25 30852672 30852696 TCTAGGTGGGAGACAACCCA CTGCTCCTGCGAAACTCTCT 262

Ad07A8351 Aradu.A07 8351 p2 (CT)8 16 30862147 30862162 AAGCCACGTGTTGCTCTCTT TTTAGGTGGGGGTCTTAGGG 233

Ad07A8360 Aradu.A07 8360 c (T)11(A)10 21 30907082 30907102 TCAGGTGGACTCATTCCTTGT TGCACTGTTCAAGCATTCATT 278

Ad07A8361 Aradu.A07 8361 p3 (TTA)11 33 30918374 30918406 TCGTTTTGACGAGCTCTATCC TTCGGTCATGAGGAATGATG 231

Ad07A8366 Aradu.A07 8366 p2 (TA)7 14 31003671 31003684 GCGTTCTAGGATTGCCTCTG TCCTGCCTCTCCATACACCT 271

Ad07A8368 Aradu.A07 8368 p2 (TA)10 20 31031292 31031311 GGTGCCAGTTTAGGGGTTTT ATTTCGTCCACCAGCGTACT 244

Ad07A8374 Aradu.A07 8374 p2 (TA)8 16 31085177 31085192 TTCTCTTTATTTCTATCTCATGGACC CTAAAATTCAAACCTATTTTCTTGAAC 222

Ad07A8375 Aradu.A07 8375 p4 (TTTA)5 20 31088675 31088694 GGAACGAACATGTGAGGAGG AAAGGGAACCCACCAAATAGA 218

Ad07A8376 Aradu.A07 8376 p3 (GAG)6 18 31123414 31123431 GCCTTAAACCTCCCCAGAAG AGAGGGTCCAGGAGGCTAAA 215

Ad07A8377 Aradu.A07 8377 p3 (ATT)11 33 31127959 31127991 GCGTGTCCTCATGCTAAACA TAATCCGAGCTCGAAGAAGG 229

Ad07A8382 Aradu.A07 8382 c (A)11caaacacgtagattcaaatacaagacttcttacataatatcttataatata(AT)674 31136981 31137054 GCCTGTGACTCAACACCGTA TTCAGGAACCGGAAGAAGAA 269

Ad07A8383 Aradu.A07 8383 p3 (GAT)5 15 31158855 31158869 AGAGGTGATGGAGCTCAGGA TGAAGTAGCTGGAGGAGGGA 238

Ad07A8388 Aradu.A07 8388 p4 (TTTA)5 20 31194697 31194716 TTGCATCAAAACAATCGAAA TTGATTTATTTTCAACCTTATCACAA 228

Ad07A8390 Aradu.A07 8390 p2 (AG)6 12 31237965 31237976 AGCTTCCACGATTGAAACCA TGGCTACGTAATGGAGGAGG 260

Ad07A8391 Aradu.A07 8391 p3 (TCT)5 15 31247021 31247035 ATAGCCGAACCCCTCTTCTC TTGAGGAAACTCCGGTCTTG 169

Ad07A8392 Aradu.A07 8392 p3 (TCT)6 18 31263397 31263414 CACTCAACACAACCCCCTCT CTAGAGGATTCTCCGGCCTT 198

Ad07A8396 Aradu.A07 8396 p4 (TTAG)5 20 31305607 31305626 CCCCTTATCCAACACTCACAA AAGCATGAAAAACTCAAAACCAA 273

Ad07A8401 Aradu.A07 8401 p2 (AC)6 12 31354982 31354993 AATTTTAAAGGTTTGGCCCG AGGGGTTCTCTTCTTCCCCT 180

Ad07A8405 Aradu.A07 8405 p3 (TTC)6 18 31419246 31419263 TCTTCTCCCACTTAGCCGAA CGGTCTTAGGTGCCATTGAT 168

Ad07A8408 Aradu.A07 8408 c (T)12cgccatttttttttcaagctttttcactactttttcttgcttcaagaatcaaattcatga(T)1082 31475736 31475817 TGCTCAAAGCCTTGGATCTT TTGTTGGCTCTTGAAAGAATGA 172

Ad07A8409 Aradu.A07 8409 p2 (AT)8 16 31500909 31500924 GGAAAGGGATCGGGTGTAAC AATCTTGAGCGTTGCACTTTT 193

Ad07A8410 Aradu.A07 8410 p2 (AT)8 16 31501051 31501066 AAAAGTGCAACGCTCAAGATT CTAGGCGTTTGGAGTTCTGC 254
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Ad07A8411 Aradu.A07 8411 p2 (AT)8 16 31503304 31503319 AATGACACCCAAAGCTCCAC TGAGGACTCCCAAAACCTTG 101

Ad07A8420 Aradu.A07 8420 p2 (TA)9 18 31597920 31597937 CGTGGTGAGACTGTGTGGTT GCCTTTGATTCGATACCGTT 249

Ad07A8421 Aradu.A07 8421 p2 (TC)13 26 31598392 31598417 AATTTGTTTATTTTTCTCAATACCATC TGCGCCTAATAATAAGCAATTAAA 205

Ad07A8423 Aradu.A07 8423 c (AT)8tg(T)10 28 31598658 31598685 TTGCTTATTATTAGGCGCATACTTT AAACCACATGCACGAATAATGT 209

Ad07A8429 Aradu.A07 8429 p2 (AG)6 12 31619814 31619825 TAATTCAACCTCGGGTCGTT TTGCCATGTTTGTTGTCCAT 220

Ad07A8430 Aradu.A07 8430 p2 (AC)9 18 31622171 31622188 CTTTCCAAAAATTCCCCCAC AAAAACAATGCCAAAAAGCG 223

Ad07A8431 Aradu.A07 8431 p4 (TATG)5 20 31645244 31645263 ATGGAATGCCCAAAACAGAG GAAGTTGTGATTGGATGATGTGA 218

Ad07A8432 Aradu.A07 8432 p3 (AGA)5 15 31652095 31652109 TTAGAATGTTGCTCGCCCTC TCAGGTAACCCTCGGAACAC 247

Ad07A8433 Aradu.A07 8433 p5 (TTATC)5 25 31652546 31652570 TAGTGCTGATCCTTCGTCCC GAATACGACCCAGATCCGAA 276

Ad07A8441 Aradu.A07 8441 p3 (TCT)5 15 31755686 31755700 ATAGCCGAACCCCTCTTCTC CTCGGAAGTGGAAGCTTTTG 207

Ad07A8444 Aradu.A07 8444 p3 (AAG)5 15 31774249 31774263 TGGTCTTCCCTTTCCCTTTT CAACCCCCTCTTCTACACCA 209

Ad07A8446 Aradu.A07 8446 p3 (TTC)5 15 31792552 31792566 GTCTTACCGCCACCAACACT AAAATTGAACACTTGCAAAGCA 220

Ad07A8447 Aradu.A07 8447 p2 (AT)7 14 31798451 31798464 GCCTCAGGGCAACAGATAAA GCTTGAAGCAACCCAAGAGA 163

Ad07A8449 Aradu.A07 8449 p2 (GC)6 12 31807213 31807224 ATAGGGAGCTCTTGGGCATT AGAGAAAAGCAGGGTGCAAA 271

Ad07A8451 Aradu.A07 8451 p4 (TAAT)7 28 31830517 31830544 AATGGTGGCATGCCTAAGTC GAAGTGGGGCTTCAAACAAA 150

Ad07A8455 Aradu.A07 8455 p3 (AGA)5 15 31861349 31861363 TTAAAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 110

Ad07A8460 Aradu.A07 8460 c (TGATT)5ttgttttgatttagtttgaatttgaattgtaggtttagtcttagaggttttacttagaaaggggacctccttcctccccgaaaaaaacacactcaca(CT)6134 31911543 31911676 GGAAGAGCACTGGTTAGTCAAA CAATGGAGGATTAGTTGCCC 257

Ad07A8461 Aradu.A07 8461 p4 (AAAT)5 20 31912594 31912613 TGGTGCCGTTACCAGAGATT CCATGTGGTAAAAAGAGGGG 171

Ad07A8462 Aradu.A07 8462 p3 (ATT)5 15 31923354 31923368 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 239

Ad07A8466 Aradu.A07 8466 p4 (TTAG)5 20 31949320 31949339 TCCCTCCTTCAACCATCATC AAGCATGAAGAATTCAAAACCAA 253

Ad07A8467 Aradu.A07 8467 p2 (TA)7 14 31956506 31956519 TGTGTGGGAAAAATTTGTGG CATGCATCTTCTTTCCAATTCA 237

Ad07A8468 Aradu.A07 8468 p2 (TA)7 14 31978778 31978791 TGTGTGGGAAAAATTTGTGG CATGCATCTTCTTTCCAATTCA 237

Ad07A8471 Aradu.A07 8471 p3 (AAT)5 15 31999143 31999157 TCGCACAACTAACCAGCAAG CAGGGACAAAGCATCTCCAT 250

Ad07A8473 Aradu.A07 8473 c (A)10gagtttttttttctccccttccattttcttttgcttatcacattcgcatacttctactcttcccattttcatttagtttttgtagcatgttttcg(T)10115 32014606 32014720 ACCAATATACCCATCGACGC ATGGCATATCAAGAGGCACC 247

Ad07A8475 Aradu.A07 8475 p2 (AG)6 12 32036615 32036626 GAACTTGGGATTGAGGGTCA TTCTGACCCAGTTTTCGACC 192

Ad07A8476 Aradu.A07 8476 c (T)10ctc(T)12 25 32053909 32053933 CACTCTTTTTGCCTTGGATCA TCATGAATGTTGGCTCTTGAA 229

Ad07A8480 Aradu.A07 8480 p3 (TCT)6 18 32076484 32076501 CCTTTCCCCATGTCACACTT TAAAATATTGCTCGCCCTCG 239

Ad07A8482 Aradu.A07 8482 p3 (GAA)5 15 32093680 32093694 CCCATGACTCGGAGGTAGAA TCTCCCTTGGCCAAATACAC 219

Ad07A8483 Aradu.A07 8483 p2 (TA)6 12 32105529 32105540 GGCGTCTGAATACCTGAAGC AGTAACGAGCTCCCGACTCA 238

Ad07A8485 Aradu.A07 8485 p4 (AATA)6 24 32111669 32111692 GGCCTAAGTGTCTAATAAAGAATGC TGCTTCACTTACAAAAGAACGA 264

Ad07A8487 Aradu.A07 8487 p3 (TTA)16 48 32126053 32126100 TACGAACTCCCTTGCAGCTT TTTTCCTTTTGGACCGAGAA 252

Ad07A8488 Aradu.A07 8488 c (AG)7aa(AG)7 30 32130746 32130775 AAAAATAAGCGATGAAAATCTGAAA TTGGCTCTCTCTTGCTCTTCTT 256

Ad07A8490 Aradu.A07 8490 c (A)15(CAA)6 33 32138563 32138595 CTGAGTGTGATCCATGGTGG ATATGGTCGATGTTGCCGTT 227

Ad07A8491 Aradu.A07 8491 p2 (AC)6 12 32143769 32143780 AACCAAACCAGCCACAACTC TCACAAGGAACGTGTAGCCA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8494 Aradu.A07 8494 c (AGA)5tggaggtgagtgaggggagatggagtcggcttttttctcttcttc(T)1070 32180247 32180316 CCAACTGAGCTATTCCAGCC CCTAAGGCCAGAGACATCCA 168

Ad07A8495 Aradu.A07 8495 p3 (AGA)5 15 32186140 32186154 TATCTCCCATGACTCGGAGG CATTTTCACGCACCACAAAC 251

Ad07A8496 Aradu.A07 8496 p3 (ATT)6 18 32189176 32189193 TTGGCTCCAATGGTAGGAAT CAGGAGAAGGATATGGCAGC 125

Ad07A8497 Aradu.A07 8497 p3 (AGA)6 18 32206814 32206831 TAAAATATTGCTCGCCCTCG CCCCTTCACCACTCACATCT 272

Ad07A8500 Aradu.A07 8500 p3 (TCT)8 24 32252884 32252907 CTCTCCCTTGGCCAAATACA ACTCGGAGGTGGAAGCTTTT 218

Ad07A8501 Aradu.A07 8501 c (TTC)5tttctctatcttttcta(TCT)650 32261542 32261591 ACAGGATGCATCTACGTCCC GGAGGATGCGAGTGAGAAAT 252

Ad07A8502 Aradu.A07 8502 p5 (AATAA)5 25 32272897 32272921 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 239

Ad07A8503 Aradu.A07 8503 p3 (CTT)7 21 32289247 32289267 CTTCCCAATCACCTCCTTCA TGCCATTGATGGTAGTGGAA 214

Ad07A8506 Aradu.A07 8506 p2 (TA)8 16 32335473 32335488 TGAGAGAGCTTCGACATAATGAA TGCAATTTTCTCTCTCTTTATTTTT 251

Ad07A8507 Aradu.A07 8507 p3 (TTA)11 33 32336487 32336519 TTTTTAACTGCATGAACAACGAA TGGAGTTTTCACCATGTGAGTT 256

Ad07A8508 Aradu.A07 8508 p2 (AG)6 12 32336782 32336793 CTCACATGGTGAAAACTCCAA AAAAAGGAAGCGAGACCCAT 217

Ad07A8515 Aradu.A07 8515 p2 (AG)6 12 32366834 32366845 GGCCCAGAAAACACAGGTTA CCTGGAATGAAGAAGTAGCCA 183

Ad07A8517 Aradu.A07 8517 c (AT)8(GT)14 44 32375112 32375155 AAAAAGAAACACCAGGCAAA TCACAGCTTCCATATCTTGTGAC 165

Ad07A8518 Aradu.A07 8518 p2 (CA)6 12 32377101 32377112 AACCCAACACATCCACACAG CCTATCAGCAACGGTGGTTT 275

Ad07A8519 Aradu.A07 8519 p2 (AC)6 12 32383877 32383888 GGAAAATCGGGCGTTAATTT TAGCCGCTAACAGCACGTAA 270

Ad07A8521 Aradu.A07 8521 c (AG)6gaagagcaaattcgaatggtgtggggaatgagggggggccaaacgtttataaagtggggaggagagatttcg(A)1094 32426323 32426416 CGGAAAAGCACACCAAACTT CCCTTCTCTCAATTTCTTTCCA 197

Ad07A8523 Aradu.A07 8523 c* (TACA)14(AT)19*93 32441148 32441240 TTGGTTAAGGGTGCTTGGAG TCGAAAATCTGAACCACACG 236

Ad07A8524 Aradu.A07 8524 p2 (GT)6 12 32446486 32446497 GTAAATCGGAGCACCGTAGC GGAAAACCGGGCATTAATTT 258

Ad07A8525 Aradu.A07 8525 p2 (TA)9 18 32447496 32447513 CATAAGCGCGTCAGAAAACA GGACACCAAAGTCATGGTCA 118

Ad07A8527 Aradu.A07 8527 p2 (GA)6 12 32450511 32450522 AAGGGTCTAATGATCTTCCGTTT TCAAATTTAATGGCTTTGATGG 257

Ad07A8529 Aradu.A07 8529 p2 (GT)6 12 32451584 32451595 TAGCCGCTAACAGCACGTAA GGAAAATCGGGCGTTAATTT 270

Ad07A8530 Aradu.A07 8530 p3 (TTG)5 15 32457838 32457852 CAGTCGAACTGCTCTTGCTG AGAAAATGGCCAAGGTGTTG 123

Ad07A8531 Aradu.A07 8531 p2 (AT)10 20 32461357 32461376 AAACTCTGGGTTGCGTCAAG AAACCGTGTAACCGCTCAAG 146

Ad07A8533 Aradu.A07 8533 c (A)12tttc(A)10g(A)1037 32493941 32493977 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 239

Ad07A8534 Aradu.A07 8534 c (CA)14(TA)7 42 32510882 32510923 TCACAGCTTCCATATCTTGTGAC AAAAGAAGCAGGACAAAACAAA 226

Ad07A8535 Aradu.A07 8535 p2 (AT)7 14 32517668 32517681 CCTTTGGAGAGACCACAGGA TCTGATTACAGGGAGTGGCTC 220

Ad07A8537 Aradu.A07 8537 c (AAG)5c(AGA)58190 32526877 32527066 GCCCTCGAGCAAGAGAAG CGAACCTACTCCCTCTCCCT 276

Ad07A8538 Aradu.A07 8538 p2 (AT)9 18 32537444 32537461 TCTGGACTCTTTGAGCCTTCA AAAAGAAGCAGGACAAAACAAA 272

Ad07A8539 Aradu.A07 8539 p3 (CAG)5 15 32538395 32538409 CTATCCCAGCAGTCGAAACC GGTGAGAGCCTTCCTCCTCT 231

Ad07A8540 Aradu.A07 8540 p2 (GA)7 14 32538757 32538770 GTTGATCCATCGAAGCTGGT AGAGAAATGACGACGGCAAC 238

Ad07A8541 Aradu.A07 8541 p2 (GA)6 12 32546294 32546305 AAGCTGGCACGAGAGAAGAG AGTAACAGCAGCGTTCCTCC 193

Ad07A8542 Aradu.A07 8542 p2 (CA)7 14 32561330 32561343 CCCAACACATCCACACACTC GGCTCGCGTCTCTCTCTCTA 191

Ad07A8546 Aradu.A07 8546 p2 (CT)6 12 32641417 32641428 TTTTCGAAATTCTCCTCCCC TCACGAAAAAGCACACCAAA 152

Ad07A8548 Aradu.A07 8548 c (A)11gaaagagaaaag(A)1033 32643121 32643153 CTGTTGGCTCTTGAAAGAATGA TCCCCAATTAGAGGTGTCCA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8554 Aradu.A07 8554 c (GAA)5atggag(GA)1449 32702525 32702573 CGTCCTCGAGCAAAAGAAGA ATCTTTTTCCCACCCAAACC 209

Ad07A8555 Aradu.A07 8555 p5 (TTATC)5 25 32730160 32730184 CCTGGGTGCTCCAGTGTATT TCTTCAGGTCAGGACAACCC 246

Ad07A8556 Aradu.A07 8556 p4 (TTAT)5 20 32755602 32755621 GGTTAAGCCTCCGTTGATGA TCGTTAAAGCTTCGTGCTGA 263

Ad07A8557 Aradu.A07 8557 p3 (TTA)7 21 32756599 32756619 GATTCTGAAGGAAACATTGGC TGCAAACTTGCACTATTCGC 203

Ad07A8559 Aradu.A07 8559 p2 (TA)9 18 32763397 32763414 TGCTGGCCCTTAGACTTTTT ACGCTGAAGTGTCATGGTGA 187

Ad07A8560 Aradu.A07 8560 p2 (CT)22 44 32765572 32765615 CTTCCTTCCTCACATCTGCC TCAGAAATGGATACAAATGCAAA 250

Ad07A8563 Aradu.A07 8563 p3 (TTC)5 15 32786673 32786687 CCCGGAGAGCTATTTTGGTT CCCCTAATGAAAGTGGGGTT 168

Ad07A8564 Aradu.A07 8564 c (T)10agaaatttgtttttc(T)1136 32790988 32791023 GCACACTCTTTTTGCCTTGG TGTGGTTCATGAATATTGGCTC 203

Ad07A8566 Aradu.A07 8566 p3 (ATT)5 15 32838983 32838997 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 251

Ad07A8572 Aradu.A07 8572 p2 (GA)6 12 32901061 32901072 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 248

Ad07A8577 Aradu.A07 8577 c (TAT)5cattatgcattaggttacgtgtgtgtatatatatatcatagagaaacccaaggcggtttagacataataataaagaaagtcaaggcattc(AT)6117 32930432 32930548 AAATCATAGAAAACAAAAGGTGGTT AAAAATCGAAGCCGGAAGTT 254

Ad07A8579 Aradu.A07 8579 c (TAT)5cattatgcattaggttacgtgtgtgtatatatatatcatagagaaacccaaggcggtttagacataataataaagaaagtcaaggcattc(AT)6117 32936137 32936253 AAATCATAGAAAACAAAAGGTGGTT AAAAATCGAAGCCGGAAGTT 254

Ad07A8580 Aradu.A07 8580 p3 (AGA)6 18 32961093 32961110 CGGACTTAGGTGCCATTGAT ACAATTCTACACCTTGGCCG 170

Ad07A8582 Aradu.A07 8582 p2 (GA)6 12 32986600 32986611 TCAGGTTGTGCTCCTCAGTG TCATTATGAAAAATGCGCGA 272

Ad07A8583 Aradu.A07 8583 c (T)10gttttttg(T)11 29 32987160 32987188 TTCATGTGGGATCGTTTGTG GAACCGAACACCTCAAGCTC 192

Ad07A8584 Aradu.A07 8584 p3 (AGA)5 15 32993515 32993529 TTGCCTTCCCTTTTCCTTTT AAAATGGCCGAAACCTAACC 280

Ad07A8587 Aradu.A07 8587 p2 (AG)7 14 33022869 33022882 TGCCATTGATGGTAGTGGAA ACACAACACAACCCCCTCTC 178

Ad07A8591 Aradu.A07 8591 c (CT)6(AT)10 32 33089967 33089998 ACTACGTCGACAACCGCAAG AACAGCAAAGACCACGTATGAA 202

Ad07A8593 Aradu.A07 8593 p2 (AC)6 12 33095544 33095555 TCGGTACTGCACGAGAAAAA GCTTGGGAAGATTGAGGTGA 273

Ad07A8597 Aradu.A07 8597 p3 (ATT)6 18 33120041 33120058 TTGGATGTTGGCTTTGTGAA GCAGGAACAAGGATAAAGGC 202

Ad07A8604 Aradu.A07 8604 p3 (AAG)5 15 33137143 33137157 GGAACAATTGAGGAGGCAAA TGAAACTTGGTCACATCCCA 267

Ad07A8606 Aradu.A07 8606 p2 (AG)6 12 33138835 33138846 AGGAGAAAGGGGGTTAGGGT TCCCTCCATCAGAGAAGTTTTT 275

Ad07A8607 Aradu.A07 8607 p2 (AT)6 12 33152144 33152155 ATGAGGCACCAGGTTGAGAC GTGAATCGCGTTTTCACCTT 246

Ad07A8609 Aradu.A07 8609 p3 (GAA)5 15 33181858 33181872 TTCGGTGACGTTCAACTCTG AACCCTTTCTCTTTCACCATCA 134

Ad07A8610 Aradu.A07 8610 p3 (TCT)5 15 33207518 33207532 AATTGGCCGAACCTATACCC CCCTTTCCCTTTTCTTGAGG 274

Ad07A8618 Aradu.A07 8618 p3 (AGA)6 18 33303819 33303836 TGGAAGCTTGTGTCTTCCCT CTGCTACCCATTCTACCCCA 265

Ad07A8622 Aradu.A07 8622 c (T)12gaataaaaaatagacgttggtgtgttagctcgattgagagtaaatattaattgattatttttctttttttctttacatattagtcacccgtcc(ATT)14147 33328479 33328625 CAATCGAAGTATGCTTGCAATAAA TTTTTAAATCAAGTGAGCAACCC 267

Ad07A8623 Aradu.A07 8623 p2 (TA)6 12 33328736 33328747 TTTTAGGGTTGCTCACTTGATTT ATTTGTTTTGGCTGCTCACC 264

Ad07A8624 Aradu.A07 8624 p3 (ATG)5 15 33332424 33332438 CCAATTTCTCCCACGTCAGT TCTAACACCTCCTTGCAGCC 185

Ad07A8626 Aradu.A07 8626 p2 (AT)8 16 33351498 33351513 TTTCTTGTTCTTTTCCAAAGCAT GGTGCCCAATCATCAAGAAC 128

Ad07A8628 Aradu.A07 8628 c (A)11tttattttctaactatttttaaaactacattttcgaaatttttgat(A)1067 33358789 33358855 TTTTGTGTGTTTTTCTCTTTCATCA AGCATATGACCCCAGAGTCC 279

Ad07A8637 Aradu.A07 8637 p3 (TAT)18 54 33445038 33445091 TGCAACAAGTGAGGAGAGCA TCTCAAAGGAGGATTGGCAG 271

Ad07A8638 Aradu.A07 8638 p3 (TCT)5 15 33456431 33456445 CAAAACTCTTTCCCACCCAA ACCACTGAGCTATGACGGCT 264

Ad07A8640 Aradu.A07 8640 p3 (AGA)6 18 33483823 33483840 CAGAGGACTCCCTGTGAGATG TTTTTGAAAATCCTTCCGCT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8645 Aradu.A07 8645 p4 (TATT)5 20 33508844 33508863 TCGAAAATATCTCATCTCTTTTTCAA CCAAACACAAGGGTGAGGAT 238

Ad07A8646 Aradu.A07 8646 p2 (CT)6 12 33511420 33511431 GGCGTTGAAAGCCCATAATA AAACAGAAGGGATGACCGTG 216

Ad07A8647 Aradu.A07 8647 p3 (TCT)5 15 33511576 33511590 CACGGTCATCCCTTCTGTTT TTAGAATGTTGCTCGCCCTC 193

Ad07A8649 Aradu.A07 8649 p2 (GA)6 12 33523625 33523636 GTGGATGGATGTGAGTGGTG TGGTGTGCAAAGGCATTTTA 162

Ad07A8651 Aradu.A07 8651 p2 (CT)6 12 33530889 33530900 CAGAATTGGCACAAAGAGCA TTGAATTTGAATGGTGGGGT 240

Ad07A8652 Aradu.A07 8652 c (A)11tcgaaaaaaaaagaaaaaaagaaaaagaaaaac(A)1054 33532300 33532353 TGGTTCATAAATGTTGGCCC TCCCCAATTAGAGGTGTCCA 238

Ad07A8659 Aradu.A07 8659 c (T)10gaattaaacg(A)1030 33609767 33609796 GGGTTAGCATATGACCCCAG TGATTCAGTTCTCAATTTGTTTTGA 215

Ad07A8663 Aradu.A07 8663 p5 (TTATC)5 25 33634604 33634628 CCTGGGTGCTCCATTGTATT AACACGACCCAAATCCAGAG 166

Ad07A8665 Aradu.A07 8665 p2 (AT)12 24 33651098 33651121 TGGGGTAATTTTGTCCCCTT TTGGGAAGTTGGGAACCTAC 160

Ad07A8667 Aradu.A07 8667 p4 (TTCA)5 20 33688036 33688055 ATCCATTGATGCTCAAAGCC TGGTGGCAATAATTTTTGTTTTC 241

Ad07A8668 Aradu.A07 8668 p3 (AGA)5 15 33690311 33690325 TTGCCTTCCCTTTTCCTTTT AACCTCACCCTCTCCTCTCC 270

Ad07A8669 Aradu.A07 8669 p3 (ATT)6 18 33692865 33692882 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 245

Ad07A8670 Aradu.A07 8670 p2 (AT)11 22 33700412 33700433 AAGGTTGTGATAGGGCCAAG TATGGGAATTTGTGGGAACA 188

Ad07A8671 Aradu.A07 8671 p2 (TA)7 14 33718452 33718465 GGCGTGACTCTCTGTACGCT CCAGAGGCCAGAAGATTGAG 279

Ad07A8673 Aradu.A07 8673 p3 (CTT)5 15 33730052 33730066 TCTTGACTTTCCCATGGAGG ACCAGAAACCCCAGTGAACA 132

Ad07A8674 Aradu.A07 8674 p2 (TA)6 12 33741297 33741308 TAGCACATTTTGCGCTTTTG CTATGGGCTTGACACACACG 280

Ad07A8677 Aradu.A07 8677 p2 (AT)6 12 33790254 33790265 GATTCAGTTTTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 262

Ad07A8680 Aradu.A07 8680 p3 (TCA)6 18 33807315 33807332 GAGCCCTCCAAAGAAGCATT TCAGACATTGGAAGAAGGGC 126

Ad07A8681 Aradu.A07 8681 p3 (GAA)5 15 33807618 33807632 CAATGCTAGACGGTGCTTGA CAAGGCCTAGATCCACAAACA 241

Ad07A8682 Aradu.A07 8682 p2 (TA)7 14 33809251 33809264 GCTTTTTCTTCCAAAACCCA CTGTCCCTAAATTTGCAGGC 229

Ad07A8683 Aradu.A07 8683 p2 (TC)6 12 33809422 33809433 TTGTGGCCATGAGTTGTGAT GGAGTGCCTCCAAATTCAAA 186

Ad07A8684 Aradu.A07 8684 p2 (GA)12 24 33810644 33810667 TGATTCCTTCGCAAAGTTGA TGCCAAAGCCAATAACTTCA 275

Ad07A8685 Aradu.A07 8685 p2 (TA)7 14 33812230 33812243 TGAAAACTCTGGGTGTGTCG TTGCTTATTTCCAACAGCGA 148

Ad07A8688 Aradu.A07 8688 p3 (TTA)5 15 33822305 33822319 CAGGGACAAAGCATCTCCAT AGTGCACTGTGTCGTCCAAG 232

Ad07A8691 Aradu.A07 8691 p3 (TCT)7 21 33836823 33836843 CCACAGGATCACCTCAGGAT TCGTCCTCGAGCAAAAGAAG 237

Ad07A8692 Aradu.A07 8692 p2 (GA)6 12 33879012 33879023 CTGGACAAGGACCGAAGAAG CCTTATTTGCTTCCAACGGA 241

Ad07A8694 Aradu.A07 8694 p5 (GATAA)5 25 33895478 33895502 AAAGGCGATTCCCCTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad07A8695 Aradu.A07 8695 p5 (GATAA)5 25 33900386 33900410 AAAGGCGATTCCCCTAAAGA CCTGGGTGCTCCAGTGTATT 122

Ad07A8696 Aradu.A07 8696 p3 (TTC)5 15 33905706 33905720 AACCACAGCAAATGAGGACC AGCTCCTCCCCCTAATGAAA 253

Ad07A8701 Aradu.A07 8701 c (T)12cgaaatctctc(T)1134 33938507 33938540 GCCCAAAGCACTCTGTCTTC GAAGCAAGAAAAAGCAGTGGA 254

Ad07A8706 Aradu.A07 8706 p2 (AG)6 12 33959683 33959694 AGTGATCACGGAAAAGCACA CCACACCATTCGAATTTCCT 101

Ad07A8708 Aradu.A07 8708 c (A)10tttcagatttttattttaattttttttatcttatcttatcttatttttcaaaattcatatctttttcaaaatcttatcatatc(T)10103 33983323 33983425 CAAACGTGTGCCTTATTATTGG GCCACAGGAGTGAGAGTTCA 272

Ad07A8709 Aradu.A07 8709 p2 (TC)6 12 33989864 33989875 CGGTGCAACTCTCTGTTCAA AGTGCTTGGTGGGAGACAAC 233

Ad07A8710 Aradu.A07 8710 p2 (AG)6 12 34016285 34016296 TTTTTGGGGAAGAGGTGTTG ACGCCAGAAATGGCTAAAAA 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8711 Aradu.A07 8711 p2 (GA)7 14 34037975 34037988 CGTGCAGAAATTGCAGAAAA GGGATATTGAACCTGGTATGAAA 259

Ad07A8714 Aradu.A07 8714 p2 (CT)6 12 34086290 34086301 TTTCGAAATCTCTCCTCCCC CGGAAAAGCACACCAAACTT 147

Ad07A8715 Aradu.A07 8715 p3 (TTG)5 15 34118014 34118028 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 207

Ad07A8718 Aradu.A07 8718 p2 (CT)9 18 34156515 34156532 TCCGTCACTGTTCACAGCTT CGTCATATTTAGAATTATCGCCA 239

Ad07A8722 Aradu.A07 8722 p2 (CT)6 12 34168814 34168825 TCGATGTTGGACAATAATTTGAA CCATTAACTTTATAAGTGGGGACAA 161

Ad07A8725 Aradu.A07 8725 p2 (TC)9 18 34180239 34180256 AGTACGTGGTTCGCGTCTCT CCGTCTGTCGATAGTACCCG 243

Ad07A8726 Aradu.A07 8726 p2 (GT)6 12 34189452 34189463 AATCGGAGCACCGTAGCTTA TTTGGCCCAAGTTAAAAACG 211

Ad07A8728 Aradu.A07 8728 p2 (GT)6 12 34220093 34220104 CACTGATGGCACGTAAATCG AATTTTAAAGGTTTGGCCCG 252

Ad07A8734 Aradu.A07 8734 p5 (TTTAT)5 25 34281034 34281058 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 225

Ad07A8737 Aradu.A07 8737 p2 (TA)8 16 34305737 34305752 TTAAACTCCCCAGATTCCCC GACATATCCGGTAGCGAAGC 118

Ad07A8741 Aradu.A07 8741 p3 (TAA)13 39 34313702 34313740 CTCAGTTGTTTCCTCTCGGC ATCTGCACCATGGAAAGGAC 219

Ad07A8742 Aradu.A07 8742 c (A)12caaaaaaacaaaaaac(A)1139 34314619 34314657 TTGTTGCTCCAAGGCTTTCT TTCCTTCGTTCCCAAAACAG 246

Ad07A8745 Aradu.A07 8745 p2 (CT)6 12 34330512 34330523 TTCTTTCTCTCCCTCCCTCC TGTGTGCCTAATAATAAGCAATTAAAA 167

Ad07A8746 Aradu.A07 8746 p2 (AT)6 12 34330761 34330772 TTGCTTATTATTAGGCACACACTTTT AAAGAGCAACAAAGTGACACAAA 259

Ad07A8750 Aradu.A07 8750 p3 (AAT)6 18 34336985 34337002 CCACAAATTCTTTTGGCACA GCCTCGACTTAGATAAACGCA 153

Ad07A8753 Aradu.A07 8753 p2 (AT)6 12 34358818 34358829 TTTTTCTTTTCTTTCCTAAACTCTTTG GCTAAGTTCCAGATCCAGTCAA 245

Ad07A8759 Aradu.A07 8759 p3 (TTA)5 15 34414046 34414060 CTTTGCACCTTGAGCCTAGC AAGGCTTTGAGCACCACTGT 170

Ad07A8761 Aradu.A07 8761 c (AGA)5aagaagaaaaaaaatgaagaaatagga(AG)858 34422999 34423056 TGCAATGCAACAAACAAACA TTTTTCACCCTACCCCAACC 263

Ad07A8763 Aradu.A07 8763 p3 (TTA)6 18 34427979 34427996 ATGGTTGCTCAGGAATCAGG TCGATTCGCGATTGATACAT 245

Ad07A8771 Aradu.A07 8771 p3 (GAG)6 18 34490353 34490370 AAGAAATCACAATGGGCTGG TGACTTTTCCGACTTGGCTT 198

Ad07A8772 Aradu.A07 8772 c (CTT)5tttcttccatgcg(CTT)5ttaaatacacacgtacgccatcttcttcttctttgaaattcatgtata(CCT)6109 34497237 34497345 TGCAAGTAGGTCCAACACCA AGAAGAAGACTCTGCGTGCG 215

Ad07A8773 Aradu.A07 8773 p3 (AAG)5 15 34498305 34498319 GGATTGTATCTGAAGGGGCA TTCTAGGAGCCAAGCAAACC 159

Ad07A8778 Aradu.A07 8778 p3 (TTG)5 15 34522410 34522424 TCTCGCGATTCACAGATCAC AAGCAGGACCAGAAGCAGAA 239

Ad07A8780 Aradu.A07 8780 p2 (TA)8 16 34530741 34530756 CGTGAAGCTGACCTAGACTCG GCCATTGAAAGCTATTGCAG 214

Ad07A8783 Aradu.A07 8783 c (TAA)5tattttaatct(ATA)541 34538879 34538919 TGAAATTGCTGCTCGTATGC CTGGACCTCAACAGCCAAAT 250

Ad07A8784 Aradu.A07 8784 p3 (AAC)12 36 34539680 34539715 GTTAGCCGATGCCAATGACT GATGGATAACCCCCTCGTTT 215

Ad07A8785 Aradu.A07 8785 p3 (AAT)18 54 34540538 34540591 CCAACAAATTTCTGATCGCC TGGTTACAAGGGAGGGAAGA 265

Ad07A8786 Aradu.A07 8786 c (A)11caaaaacatgctacaaaaactaaatgaaaatgggaagagtagaagtatgcgaatgtgataagcaaaagaaaatggaaggggagaaaaaaaactc(T)11116 34551936 34552051 CAAACAAGTCAAGAAGCACCA GTACGCGTCCTTCAACCAAT 265

Ad07A8794 Aradu.A07 8794 p2 (CT)6 12 34579078 34579089 AACATCAACTTCACCAGCCC CGGTTGTGGTTGTGATTGAG 277

Ad07A8796 Aradu.A07 8796 p4 (ATGT)11 44 34584757 34584800 GCTTGAATTGGCAACCTTTT CCGTTCCAGTGGATGATTTT 280

Ad07A8797 Aradu.A07 8797 p3 (GTG)5 15 34588146 34588160 CACTGCGGGACATGTTCATA GCGATGATCGGCTACAAAGT 143

Ad07A8798 Aradu.A07 8798 p3 (TAC)5 15 34588279 34588293 TGTTTAGCATCACACCTGCC GGTTTGATCACCAGTTCGGT 246

Ad07A8800 Aradu.A07 8800 p4 (AAAG)5 20 34591675 34591694 TTGAAAGCAACACGGATGAG TCTTACTGGCCAAGGCAGAG 193

Ad07A8802 Aradu.A07 8802 p2 (AG)6 12 34596121 34596132 TTGTGCCCTAAATCCACTAACA AATGGCCTTCTCCTCCTTTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8803 Aradu.A07 8803 p2 (AT)17 34 34600388 34600421 TTGCCTTTTGGTTTAAAGAGC GGTGGCATTGCTTTTGTTTT 276

Ad07A8804 Aradu.A07 8804 p3 (AGA)5 15 34602069 34602083 GGCCATTCCTTTCCTCTTTC CCCTAACCTAGCCCACTCCT 277

Ad07A8805 Aradu.A07 8805 p2 (AT)6 12 34630503 34630514 CTTTGGCAACTTGTTGGGTT TACTGCCGGCTTAAGCACTA 196

Ad07A8806 Aradu.A07 8806 p2 (AT)6 12 34630826 34630837 TGCTAACGGGTTAGACCAGG CCAAGCCTTCTTCTCCCTCT 142

Ad07A8807 Aradu.A07 8807 p2 (TA)6 12 34633746 34633757 CAACCTATCTAGATGCGGGC CCAGTGAGGGTTCAATTGCT 254

Ad07A8812 Aradu.A07 8812 p3 (CTG)5 15 34643118 34643132 ACAGCTAAGGGTTCCCGAAT AGGCCTTTGAGAGGAAGAGG 273

Ad07A8814 Aradu.A07 8814 p3 (GGA)5 15 34647460 34647474 CGGTAAGCGTACCTTCTTCG TCTCCCGCTTGTTCTTCTGT 267

Ad07A8818 Aradu.A07 8818 p2 (TA)10 20 34682400 34682419 CAATTGCACTAATCGTGCTGA TTGTGGGTTTTTAAGTGGCA 191

Ad07A8819 Aradu.A07 8819 p2 (CT)7 14 34683297 34683310 GTGGAGCTGGAGAGTATCGC ATGGCTTCGATTTGGATCAG 270

Ad07A8822 Aradu.A07 8822 c (CA)14(TA)6 40 34714913 34714952 GGTCCAACCATTCTCTTGGA TTTGGAGGTTCTCATCTGGG 211

Ad07A8823 Aradu.A07 8823 p5 (CATTC)5 25 34717862 34717886 CAACAACACACCTGGACTGC TTCGGTTCATTCTTCAACAATTT 241

Ad07A8825 Aradu.A07 8825 p4 (TTTG)5 20 34719094 34719113 TCTTGATACACTGGCAGGCTT ACGTGGAGCTACACCAATGA 234

Ad07A8828 Aradu.A07 8828 p3 (TAA)7 21 34735762 34735782 TCTTGAGAAGGAAATATTGGTCA AACTTGCACTATCCGCAAGG 277

Ad07A8829 Aradu.A07 8829 c (AT)7(GT)22 58 34737877 34737934 AACAGCCTACTTATACGGCTCA TGTTGGAATCTCTTCAGGGG 276

Ad07A8830 Aradu.A07 8830 p3 (TTC)5 15 34743089 34743103 CCTTGGCCGAATACACATCT ACTCGGAGGTGGAAGCTTTT 207

Ad07A8835 Aradu.A07 8835 p2 (TG)7 14 34760882 34760895 TGAAAACCACTGTCAACCCA TTTGTTCCTGATTTTGCACG 258

Ad07A8837 Aradu.A07 8837 p4 (AAAT)5 20 34765572 34765591 CCAATCTTTTCCATCGTGGT TTTTTCCAACGTGTTTACCAAA 275

Ad07A8838 Aradu.A07 8838 p2 (AG)7 14 34767083 34767096 TTTTATGCAAACGGGACACTT CCGTCCCTACTTCCTTCTCA 208

Ad07A8839 Aradu.A07 8839 p3 (ATA)6 18 34767255 34767272 TGAGAAGGAAGTAGGGACGG AAATGGACTATCAAGTGTCAAAAGTT 188

Ad07A8845 Aradu.A07 8845 p2 (AT)7 14 34780841 34780854 ACCATGTCCCCAATCAAAGT CACGTCAGTCTGATCCCAAA 272

Ad07A8848 Aradu.A07 8848 c (T)13gctacaaaatggtcccccaaaatttcagtttgttataaaatcgtcattcggacaaaaatacccttcttccttcaccccaaaatca(ACC)7agaacagaagtctacgcccaaccaga(ACC)5160 34783484 34783643 CCCCAACGTAGAGGTTGAAA TGGGCTTCTAGTTGATTTTGG 272

Ad07A8849 Aradu.A07 8849 p3 (TCA)6 18 34783764 34783781 ACAAGAACCCACCAGTCCAC GTCATATCGCTGCACCACTG 271

Ad07A8852 Aradu.A07 8852 p2 (GC)6 12 34789235 34789246 TGTTTGGGAGTGTTGGATGA GCGCCACTCTCAAAATAAGC 208

Ad07A8854 Aradu.A07 8854 c (AT)7(GT)7 28 34814183 34814210 CACGAACCAATCCGTAAACC AAACACCAAACACATTAAAAACTAAA 169

Ad07A8859 Aradu.A07 8859 c (AC)9agcccaaagttgggccaaacggaccaaaaatgctaacggattggaatgggtccgaactgggtccaaggccca(AC)7at(AC)13132 34822297 34822428 ATGCTAACGGATTGGAATGG TTCTCTTCTCACCGTGGTCC 256

Ad07A8860 Aradu.A07 8860 p2 (TA)9 18 34829519 34829536 TGTCTGGAGTTTCTTGTGCG TGACATGCGAAGCTAAGGC 223

Ad07A8861 Aradu.A07 8861 p2 (TG)8 16 34832411 34832426 TGAAAACGCAAACCAAATGT CATGTACAGTCAACTTCGCGT 220

Ad07A8862 Aradu.A07 8862 p2 (AT)6 12 34832586 34832597 ATGTGTGTGTGTGTGTGCAG TCCAAGATTCATTCGTCCAA 237

Ad07A8865 Aradu.A07 8865 c (T)10ggtctttaggtatcctttgatgcattgaggaagcaagggtgtttttttggattttatttttttatttataatagaaaaaaaatccgtgc(T)12111 34847976 34848086 ATCCCTTTGGATTTGAAGGC AGATCCCATGGCCTAACTCA 261

Ad07A8866 Aradu.A07 8866 p3 (TTA)5 15 34854758 34854772 CCACCCTTCCCCTTCATAAT GGACCTGTTTGGACTTTGGA 251

Ad07A8869 Aradu.A07 8869 p2 (TC)17 34 34860716 34860749 GGGCACGTACGGATTAAAAA CCAAACTGAGAAAATGACACTCG 227

Ad07A8874 Aradu.A07 8874 p3 (TTG)5 15 34891423 34891437 TTCATGTAGCCGACCCTACC TGGACACCACACAAAAATGC 200

Ad07A8877 Aradu.A07 8877 p2 (CA)17 34 34907247 34907280 TTGACGAGGAGAGGAGAGGA GGTAGGTATGGGGGCTGATT 273

Ad07A8879 Aradu.A07 8879 p3 (TTG)6 18 34919431 34919448 TCATCCATGAGGTGGTCAAA AATGAAGGGAGTACGAGGGG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8881 Aradu.A07 8881 p3 (AAT)8 24 34923962 34923985 CTGTGGATGCCAGCTTATCA CGTTTGAATTTTGGCCATTT 236

Ad07A8884 Aradu.A07 8884 p3 (ATA)23 69 34927420 34927488 CCAATCAATGCACGAAGCTA TGACTGGAACAGAAGGGAGAA 258

Ad07A8886 Aradu.A07 8886 p3 (CAA)5 15 34930116 34930130 CACGGGCTCTTCATCTCTTC GGGTCTAAGCAAGAACCCAA 261

Ad07A8889 Aradu.A07 8889 p2 (AT)6 12 34955204 34955215 GCAAAACCAAATAGCACAACC TAGAGGCCCTGGTGGTAGAA 267

Ad07A8891 Aradu.A07 8891 c (A)10ttacaccactttgtaacaatgtct(AGA)549 34956281 34956329 AAGGAACACAAATCGAACGG GAAGCTCCGGACGATTAACA 268

Ad07A8893 Aradu.A07 8893 p3 (ATA)7 21 34957426 34957446 AATTCAGTAAAATTGGTATGTTGTGTT GGTGTCCCGTAAATACCCCT 266

Ad07A8894 Aradu.A07 8894 p2 (TA)6 12 34960893 34960904 GTTGGCGAAGAAGAGGAATG CGGACGGTACGATTTAAGGA 224

Ad07A8895 Aradu.A07 8895 p2 (CT)6 12 34963234 34963245 AACACAAGCAGGGGTGAACT AGAGGGAAAGGAACGAGAGG 279

Ad07A8896 Aradu.A07 8896 p2 (TC)7 14 34963361 34963374 CCCCCTCTCGTTCCTTTC AGGGGAGAAAGAGGGGAAG 121

Ad07A8897 Aradu.A07 8897 p2 (TC)6 12 34963746 34963757 TCTCCTTCCCCTTTTCCTCT GGGGGAGAGAGGGAGATAAA 166

Ad07A8899 Aradu.A07 8899 c (AG)8gaggcatagaaagaggagaaggatagagagagaggaagaaataggggaag(GA)6ggggagagagaaaaaaagg(GA)7111 34964457 34964567 GGAGGGGGAGAAAATGAAAG CTCTCCCTCCCCCTTCCT 185

Ad07A8900 Aradu.A07 8900 c (AG)6aagggagagag(GA)839 34964682 34964720 GAGAGAAGAAGGAAGGGGGA AAAACCAGTTTTCATGGTTCAG 272

Ad07A8902 Aradu.A07 8902 p3 (AAT)7 21 34976450 34976470 GAGAGCTAAGATTCAACCCCA TCATGTCCCTTCAACAGCTC 118

Ad07A8906 Aradu.A07 8906 p2 (TA)11 22 35007406 35007427 CCCCAATGCAAAATAAATGC CATCATGAGGTCTTTTTCAAGG 250

Ad07A8907 Aradu.A07 8907 c (A)10ggagaaggagaaaaacg(A)1037 35016716 35016752 TGAAGCAAGAAAAAGCAGTGAA CCGGATACATACATGCCACA 242

Ad07A8911 Aradu.A07 8911 p3 (AAG)6 18 35062684 35062701 CTCCCAAGACTCAGAGGTGG CCCCTCACTCACCTCCATTA 192

Ad07A8912 Aradu.A07 8912 p3 (ATT)6 18 35065591 35065608 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 192

Ad07A8913 Aradu.A07 8913 p2 (TA)7 14 35072976 35072989 ATTAAGCCTGGGGTTAGCGT TTTTCTGTACGGACCAAGGC 233

Ad07A8916 Aradu.A07 8916 p3 (TAA)15 45 35084406 35084450 CCCTCTTGTATTTGTAGGGGC TCAATTCTTGCATTTTTAAAGTTGAT 158

Ad07A8919 Aradu.A07 8919 p2 (AT)6 12 35086894 35086905 GACCCACCATGCCTTTTATG ATGCAACCCTATGTTTGGGA 132

Ad07A8920 Aradu.A07 8920 p3 (ATT)5 15 35087140 35087154 TCCCAAACATAGGGTTGCAT TATTGCTATTTGGGGTTGGC 266

Ad07A8921 Aradu.A07 8921 p2 (TA)6 12 35087664 35087675 CTCATCATGGACCCCTCAAT GCAAGTGCAAAAGGGGTTAG 193

Ad07A8923 Aradu.A07 8923 c (AT)7aaaccgtgtgactaaaaatttgaagaaaaacaaa(T)1058 35088946 35089003 TGTCAAAATAAATCGCAAATAATGA AGATCGCTGATTAACGGCTG 168

Ad07A8926 Aradu.A07 8926 p3 (AAT)5 15 35104713 35104727 TTTTTGCTGGTGAGACTAACAGT TGTTGGATCGGATTGGATTT 262

Ad07A8928 Aradu.A07 8928 p2 (TA)6 12 35105451 35105462 AGTGTATGTTCCCGTGTCCTG ACGGATTTTCTAGCTTGGCA 276

Ad07A8932 Aradu.A07 8932 p2 (TA)7 14 35112693 35112706 TCAGATATTCACATTTGGCATGT ATTTTTCCAGCCCACAACAA 251

Ad07A8935 Aradu.A07 8935 p5 (TTATC)5 25 35152568 35152592 GCTGATCCCTTGTTACCGAA AGGCGGTTCCCCTAAAGATA 228

Ad07A8936 Aradu.A07 8936 p2 (AT)10 20 35153486 35153505 TGGAAGCTTCTGATTTAGCGA TAAGACAGAGGGGGTGAGGT 271

Ad07A8939 Aradu.A07 8939 p2 (AT)9 18 35188844 35188861 TTGCTTGATGGTGACAGAGC GCTACACAAAACGAGGCACA 280

Ad07A8942 Aradu.A07 8942 p2 (AC)8 16 35242590 35242605 TCTCAAGGTTGTAATGGGGC ATGGAAGCACCCCAATGATA 250

Ad07A8944 Aradu.A07 8944 c (CT)9gcgtttctttcttcttt(TG)647 35246239 35246285 CACAAACGACGACGATGACT CCTTTCCTCAGCCACTGAAC 231

Ad07A8945 Aradu.A07 8945 c (A)10tatgaaagaaaatacaaaaaatcataaaatc(A)1051 35278567 35278617 AACCCTTGGATTGGAGCTTT AAAGCATGCAATTGACCAAA 217

Ad07A8946 Aradu.A07 8946 p3 (TCT)5 15 35283393 35283407 TACTCCCTCTCCCCTCCCTA TAAAATATTGGTCGCCCTCG 170

Ad07A8950 Aradu.A07 8950 p2 (AT)7 14 35311043 35311056 ATCGATCATTCCCTGGAACA AAGACCCAACCCCAAAGATT 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A8952 Aradu.A07 8952 p3 (TTA)5 15 35317667 35317681 GAATCCAATGGCTAACCCAA ATTTTTGGACCTTTTGGCCC 165

Ad07A8953 Aradu.A07 8953 c (A)10tttatgaaacttaccttata(T)1141 35319247 35319287 TCCATCTTCCTTCTATTTTCATTT TGTTTGGAAAGGGAGAAAAA 100

Ad07A8954 Aradu.A07 8954 c (A)10tttatgaaacttaccttata(T)1141 35321268 35321308 TCCATCTTCCTTCTATTTTCATTTC TTTTTGTTGTTTGGATAGGGAGA 107

Ad07A8956 Aradu.A07 8956 p3 (TAA)5 15 35324743 35324757 TACTTCCGTTTTCCCTCCAA ACGTGAATGGGTAACAAAGATT 270

Ad07A8960 Aradu.A07 8960 p2 (TA)6 12 35341909 35341920 AATGCCTGAGCTTTCTTCCA AAACCATTATTGATAGTGGGTAGC 247

Ad07A8965 Aradu.A07 8965 p2 (TA)6 12 35355446 35355457 TGATTCCATCACCACCTCAA CAAACACACATGATCCACCC 271

Ad07A8966 Aradu.A07 8966 c (CTT)5gctacacattcttcttcctcttactcttctttttcttcttcttttctttcgtttctgcacgttcttctttctcgtcttcc(TCT)7116 35357416 35357531 CGAACCATTCTTCTTCCTCTTC CCTCCTCATCTTCTGCTGCT 279

Ad07A8967 Aradu.A07 8967 c* (A)12cgaaaaagaagaagaagaggaggaagaa(GAAGAG)5gaagaagaaccgttctgagtgtagcgctttgaaaacaggaaaatcgaaaaaaaaac(GAA)5(GAAGAG)6*(GAA)5189 35358034 35358222 CTCCTCATCTTCTGCTGCTTC CAAAGTGCTACACTCAGAACGG 280

Ad07A8968 Aradu.A07 8968 p2 (TC)8 16 35359940 35359955 CAAAGAACCCTAGCCACTCG GATCGTAGTGGGGAAAGCAG 185

Ad07A8970 Aradu.A07 8970 p3 (GGT)5 15 35364673 35364687 GCCCCTACATCATGCCATAC AGAGAATGCGGAGGAGATGA 270

Ad07A8972 Aradu.A07 8972 p2 (AT)8 16 35375811 35375826 AATAGGTTTTGGGGCTGCTT TCCTTGCAGGACTACAATTTGA 242

Ad07A8973 Aradu.A07 8973 p2 (TA)6 12 35383796 35383807 TTGCACTAAGATCAAGGGGC TGGAAAGCTTGTGGAGTTCA 228

Ad07A8974 Aradu.A07 8974 p2 (TA)11 22 35383972 35383993 TGAACTCCACAAGCTTTCCA AGCGCCATCTTGGAGATATG 132

Ad07A8976 Aradu.A07 8976 p2 (CA)8 16 35417325 35417340 CCCTAGTTCATTCCAAGCCA CATCGAAGGATAGGTCAAGTGAG 233

Ad07A8977 Aradu.A07 8977 p2 (CA)6 12 35417627 35417638 CCCTAGTTCATTCCAAGCCA CAGTTGTGACAGCCAAGGAA 198

Ad07A8978 Aradu.A07 8978 p3 (TCT)9 27 35426170 35426196 AATTCTTTCCCACCCAAACC CCTTAGGTGCCATCAGTGGT 280

Ad07A8982 Aradu.A07 8982 p2 (TA)9 18 35501956 35501973 ATTTCCAGGAATGGTACCCC ACAATCTGCACACCCAAACA 235

Ad07A8986 Aradu.A07 8986 p2 (TA)13 26 35539195 35539220 AAGCCTAATTTTGTGGTTGCAT TGAAATGGTAGGCTATATGGGG 187

Ad07A8989 Aradu.A07 8989 p2 (TG)6 12 35556558 35556569 TTCTTTGTGCAACGCTTTTG GAGACACGATGATAAAGTTGGG 273

Ad07A8994 Aradu.A07 8994 p3 (AGA)8 24 35630352 35630375 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 191

Ad07A8995 Aradu.A07 8995 p3 (AAT)10 30 35635618 35635647 CCCACGGAGATTGTTGGTAT GAAAGAACACAGCACCACCA 218

Ad07A8996 Aradu.A07 8996 p3 (ATG)5 15 35639954 35639968 AGGTAGTGTCACTGCGGCTT ATCCGGTTCTCCTTCTGGAT 234

Ad07A8997 Aradu.A07 8997 p3 (CTT)5 15 35649123 35649137 ACACCTTGGAAGGAGGCTCT TTTCATGCAACCCTTCATCA 280

Ad07A8999 Aradu.A07 8999 c (A)10tactcgagtccggcttccccaaaagaaat(A)1049 35656070 35656118 GCACGTTCCCAAGAAAATGT GGATGGTCCTGTCCTGAAGA 254

Ad07A9003 Aradu.A07 9003 p2 (GA)8 16 35685783 35685798 AGGTAGGTGGGTTTATGGGG GGATTGCATACAGAGGGCAT 250

Ad07A9004 Aradu.A07 9004 p3 (AGA)5 15 35698540 35698554 CAGCCTTAGGTGCCATTGAT CTATACCTTGGCCGAATCCA 162

Ad07A9005 Aradu.A07 9005 p5 (TTATC)5 25 35706002 35706026 CCTGGGTGCTCCAGTGTATT CCTCTTTTCAAAGTGCTCGG 227

Ad07A9006 Aradu.A07 9006 p3 (AAT)5 15 35781365 35781379 TTTCGAAATTCTCCATCTCTTTTC AAATTTGGACGTTGGCTTTG 148

Ad07A9007 Aradu.A07 9007 p3 (TTC)5 15 35784298 35784312 TCCATCTCCCATCACTCTCC CCCTTTCCCTTTTCTTGAGG 170

Ad07A9008 Aradu.A07 9008 p2 (TA)7 14 35787060 35787073 GAGATTGATCCATTTTCTAGGAGG ACCCCAGTTGACATGCAAAG 238

Ad07A9009 Aradu.A07 9009 c (TAT)13(TGT)5 54 35788399 35788452 TGTCATTTTGCACACACGAA TTGAGAGAGAAAGAAAGTAGACGAAA 266

Ad07A9010 Aradu.A07 9010 p2 (AT)7 14 35796911 35796924 AATGGGGCTAAGGTCAAGGT GAATTGGGAACATTGGTTGG 247

Ad07A9012 Aradu.A07 9012 p3 (AAT)19 57 35814383 35814439 GAGTGTCTTCGTGCGTCGTA CGTTCAATTAAAAATATTCGATCTTA 272

Ad07A9013 Aradu.A07 9013 c (TTTA)7ttatta(TTAT)554 35824504 35824557 TGCAAATGCAATAAACAAAAGAA TCGCTCCCTGCTTCTTCTAC 240
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Ad07A9014 Aradu.A07 9014 p2 (CT)8 16 35827835 35827850 TCAAGATCCAACAATGGTTCA TATTGACCAGGGATTGAGGG 274

Ad07A9015 Aradu.A07 9015 p2 (AT)7 14 35829296 35829309 ACCAGCTATGGTCGTAAGCG AAAACCAACAATTTCCAACACA 252

Ad07A9016 Aradu.A07 9016 c (GAA)13(GAT)11 72 35834188 35834259 GAGTTTTTGCGGTGGTTGTT CCCCAGAGTCTCCATCAGAA 144

Ad07A9019 Aradu.A07 9019 p3 (AGA)5 15 35840620 35840634 CTGGCCTTAGGTTCCATCAA CATTCATCCTCTCTTCCCCA 239

Ad07A9023 Aradu.A07 9023 p2 (AT)8 16 35919291 35919306 TTGAGCCTTTTAACCCCCTT TCAATGCACATGGATTTTCC 268

Ad07A9025 Aradu.A07 9025 p3 (GTA)5 15 35938041 35938055 GGCACCAAGGGACTACTTCA AAAAAGAGTCCAAACCAAGGC 207

Ad07A9026 Aradu.A07 9026 p2 (TA)10 20 35947135 35947154 CCTAATTGGTGCAGGGATGT CACCCTCGAGCAAAAGAAGA 167

Ad07A9027 Aradu.A07 9027 p3 (TGG)9 27 35969588 35969614 TACAGTGGAGAGGGAGTGGG GTCTGGGGTCGAAATCAAAA 268

Ad07A9028 Aradu.A07 9028 p2 (CT)7 14 35976648 35976661 TTTTGACCCAGTTTTCAGCC AAGAACCTGGGATTGAGAGTCA 195

Ad07A9029 Aradu.A07 9029 p3 (AAG)5 15 35978217 35978231 AGAGGCAAAGGATCGTCTCA TCTTGACTTTCCCATGGAGG 280

Ad07A9030 Aradu.A07 9030 p2 (CT)6 12 35982556 35982567 TTTCAGCCCAGAACACACAG AAAAGGCAATCATCAATCTGAAA 270

Ad07A9033 Aradu.A07 9033 p2 (GA)7 14 36020261 36020274 GGGGTAAGAACGATGAGGTG CTTTCTTTTCAACCATCCGC 240

Ad07A9034 Aradu.A07 9034 p2 (CT)6 12 36027678 36027689 AGCCAATTGGGCAACATAAA GCCCGGAGAACACAGATTAG 269

Ad07A9036 Aradu.A07 9036 p3 (AAT)12 36 36037573 36037608 GGCATGGCATCGTAGTACCT TTTAATTCATGTGGTTGCGG 212

Ad07A9037 Aradu.A07 9037 p2 (TA)7 14 36039396 36039409 TCATTAGTCCCGACATGCAA GCTGGATTCTCTCTGCAAGC 151

Ad07A9038 Aradu.A07 9038 p3 (AGA)9 27 36050914 36050940 TGCCATTGATGGTAGTGGAA CAACACAACCCCGTCTTCTT 182

Ad07A9041 Aradu.A07 9041 p2 (AT)7 14 36084639 36084652 TGACGAGTTGGTGATGAATGA AAGCCAAGTTATGGCACACC 181

Ad07A9043 Aradu.A07 9043 p3 (TTC)6 18 36114776 36114793 TGCCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 187

Ad07A9045 Aradu.A07 9045 p2 (AT)6 12 36119464 36119475 TAAAAGTGCTGGGAGGGAGA CTTCCCAACGCACCTATGAC 219

Ad07A9046 Aradu.A07 9046 p2 (CA)6 12 36126343 36126354 CCGTTGTCCCACAGTCTTCT ATCTGTTGGTTTGCTTTGCC 244

Ad07A9048 Aradu.A07 9048 p2 (TC)8 16 36134271 36134286 TGCTAGCTGGTTATACCGCC CCCTTGCTTTTCAAGCACAT 186

Ad07A9049 Aradu.A07 9049 c (ATT)5aa(TAT)12 53 36134550 36134602 GCTTCTTGCAACCAATCCTC TCTCCCTGATAATTAGCTCTCTTTT 214

Ad07A9050 Aradu.A07 9050 p3 (ATG)8 24 36134874 36134897 AACTGGATTGATTCACCACCA TTGCAAGGAACAATGAGCTG 124

Ad07A9052 Aradu.A07 9052 p2 (TG)9 18 36136590 36136607 AACGCGAGGTTTTTGTTTTG AACAACTTGCCTCAACCCAC 156

Ad07A9058 Aradu.A07 9058 p2 (AT)7 14 36151413 36151426 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 224

Ad07A9059 Aradu.A07 9059 c (TA)6aggctaagtgagctaacaaagtgaatccttgattagtctaagatctcacctaacatatacatactttatataatttaaaatgcttttcctagctaccaaa(T)10122 36161768 36161889 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 217

Ad07A9061 Aradu.A07 9061 p2 (CT)6 12 36166703 36166714 ATACCATCTTCATCGCTGGG TGGAGGAATAAAGGGAGACG 276

Ad07A9062 Aradu.A07 9062 p3 (TCT)6 18 36168202 36168219 AAACCCCTCTCCCTCCACTA AGCAATTGCCTTCCTTTCCT 269

Ad07A9064 Aradu.A07 9064 p2 (CT)6 12 36174130 36174141 GGAACATTGAACCTGTGATGAA TCGCAGTGACAAAAATCAGC 264

Ad07A9066 Aradu.A07 9066 p6 (TTAGGA)5 30 36184781 36184810 GCTGCATTTCAACCCAGTTT TGAACCTATGATTGAAGAAGATGAA 191

Ad07A9068 Aradu.A07 9068 p3 (AAG)6 18 36200508 36200525 CTTCCCTTTCCCTTTTCCAG CACCCAACACAACCCTCTCT 214

Ad07A9070 Aradu.A07 9070 p3 (TTC)5 15 36236624 36236638 AATGTAGCGCAACCTGATCC AGATGATGGAGAATGTGCGA 181

Ad07A9071 Aradu.A07 9071 p2 (GT)6 12 36239446 36239457 AATGAAAGCACCCCAAATGA GGGCTTAGGTAAGGGTGAGG 237

Ad07A9073 Aradu.A07 9073 p2 (CT)7 14 36262559 36262572 TCCAATCGTGAAAACACAGG CGAAGCCCAATTCTGATGAT 216
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Ad07A9077 Aradu.A07 9077 p3 (AGA)6 18 36277476 36277493 CCTATGACTCGGAGGTGGAA CACACAACAGAACCCCCTCT 243

Ad07A9078 Aradu.A07 9078 p2 (AT)13 26 36286869 36286894 AACCTGCGTCAACCAGATTC GGCGATTTGAGGTTGTTGTT 200

Ad07A9079 Aradu.A07 9079 p2 (AT)8 16 36289728 36289743 ACACAAAATGGATCGAAGCC TGACTAGCCGGCCTAAACTC 272

Ad07A9081 Aradu.A07 9081 p6 (AATCCT)5 30 36313521 36313550 TGAACATGTGATTGAAGAAGATGA ACGTTTTGACCCAGTTTTCG 217

Ad07A9082 Aradu.A07 9082 p3 (AAT)20 60 36341584 36341643 ATTCAAGCTAAAGCCCCCAT AAATTCAGAGCAAGTTTTTCTTTCA 173

Ad07A9086 Aradu.A07 9086 p2 (TA)9 18 36367001 36367018 GAAAAGAAAGCAATTGGGCA CGGGAAATCAAAGGAAGTCA 184

Ad07A9088 Aradu.A07 9088 p3 (TCT)6 18 36400261 36400278 TCCAAACCCACCCTAAATGA CCGGTCTTAGGTGCCATAAA 262

Ad07A9091 Aradu.A07 9091 p2 (CT)6 12 36416648 36416659 GTTTGGGAGGGAAATGGTTT TTTGGGTGGGGTGGTATAGA 184

Ad07A9094 Aradu.A07 9094 p3 (TTC)5 15 36450129 36450143 GAAAACCGTCTGCCTTCTGA ACCTCCCTCCAAACACACAG 191

Ad07A9097 Aradu.A07 9097 c (A)10gatatgaaaatatttttgaaaaagataagataagataaaaaaaaatttaaaatagaaatctgaaaaa(T)1289 36465960 36466048 AGCCAAAGGTGTGAGAGTTCA ATCCTAACGTCAAAATGGCG 255

Ad07A9099 Aradu.A07 9099 p2 (CG)6 12 36474956 36474967 ATTGGTCGAAGGACGCATAC TCTTAAGTTCGCAATGCACG 176

Ad07A9101 Aradu.A07 9101 p2 (CT)7 14 36486374 36486387 ACCTAGTTTTCGGCCCAGAG CAATTGGGCAACATCAATCA 273

Ad07A9103 Aradu.A07 9103 p2 (CT)7 14 36492353 36492366 TTTCTGACCCAGTTTTTGGC CAATTGGGCAACATCAATCA 280

Ad07A9104 Aradu.A07 9104 p2 (CT)9 18 36493644 36493661 TTTCTCTGAACCCAACACCC CTGGAGGACTCAAACAGGGA 216

Ad07A9105 Aradu.A07 9105 p2 (TA)8 16 36496345 36496360 GTGGGGGAGGATCTACGATT TCACATCATCCAATCACAAACA 270

Ad07A9111 Aradu.A07 9111 p2 (AG)6 12 36569096 36569107 GGATTGAGAGCCACTCCAAA GGACCAGAAAGTGCTGGAAG 219

Ad07A9114 Aradu.A07 9114 c (T)10gtccctatggcc(T)1032 36582892 36582923 TTGTTGAGGATTAAAAATTCGGA CCTAACAGAGCGTGAACGTG 246

Ad07A9124 Aradu.A07 9124 p2 (TA)9 18 36641829 36641846 CTTCAAACATGTCCCTGCAA ACACCATAGTGGCTGGTGCT 279

Ad07A9125 Aradu.A07 9125 p3 (AAT)5 15 36645181 36645195 ATGAGCAGGAACAGGGAAAA AAACTTGGACGTTGGCTTTG 210

Ad07A9126 Aradu.A07 9126 p3 (TCT)5 15 36648442 36648456 CCACAACACAAACCCCTTCT CCCTTTCCCTTTTCTTGAGG 215

Ad07A9127 Aradu.A07 9127 p2 (TC)12 24 36655053 36655076 CATCACCGTCGATCACACTC GAAGGATGGAGGCTTACCAA 246

Ad07A9130 Aradu.A07 9130 p3 (AGA)7 21 36687625 36687645 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ad07A9133 Aradu.A07 9133 p3 (TTG)5 15 36711719 36711733 CACCTTCACAACACCACACC GCTGAAGGAGAAAGACGTGC 264

Ad07A9134 Aradu.A07 9134 p2 (AG)7 14 36716170 36716183 GCAAATTCACTATGGGCGAT TGAAATTGGAAGAAGAAACCC 204

Ad07A9135 Aradu.A07 9135 p2 (TA)6 12 36718350 36718361 AATGCTGCATGTGAGAGAGC GAGCACCACATGACCAAAAA 202

Ad07A9137 Aradu.A07 9137 p2 (CT)8 16 36758294 36758309 TCTCTCTTCCGTTGCGTTTT GGAGAGGACGATGTCGGATA 103

Ad07A9141 Aradu.A07 9141 p4 (AAAT)5 20 36778491 36778510 TTTGGTTTGGGAATTGGGTA GGCATTTTTGTCCCCTTTTT 255

Ad07A9144 Aradu.A07 9144 c (A)10taaataaaaagaaaacg(A)1037 36787924 36787960 TGTGGTTCATGAATATTGGCTC TCCCCAATTAGAGGTGTCCA 231

Ad07A9149 Aradu.A07 9149 p2 (TA)6 12 36819804 36819815 GGCTGCATTCTAATTGTCCC AAAAAGGCTAATCTTTTCTCTTCAA 192

Ad07A9152 Aradu.A07 9152 p2 (CA)7 14 36848888 36848901 GCCCACAATTCTCAACCAAT AGAGTGTAGGGGTGAGGGGT 234

Ad07A9153 Aradu.A07 9153 p3 (AGA)5 15 36865739 36865753 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 277

Ad07A9155 Aradu.A07 9155 p2 (TA)7 14 36874016 36874029 AACTAAAGCGCATAGGCACG AGTTGGCGGATGCTGATAGA 233

Ad07A9157 Aradu.A07 9157 p2 (TA)9 18 36879423 36879440 ACCAAAGGCTACGCTTTTCA TTCATTCTGGTACTTTTGGATCA 230

Ad07A9159 Aradu.A07 9159 c (T)10cgtttttccaaaagttattttcgaaaaatcc(A)1051 36887277 36887327 TTTGGACAACTGACGGTTCA TGCAATTGACACCAAACTTAAAA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A9160 Aradu.A07 9160 p2 (CT)6 12 36888303 36888314 TTTGAAAATTCCTCACCCTTTT AGAGGAGAAGAAGGGGTTCG 242

Ad07A9165 Aradu.A07 9165 p3 (AAT)5 15 36902549 36902563 AAAGCAAGACAAAAATTCCTAACA TGCAAGCATGATTAGAAAAATGA 262

Ad07A9167 Aradu.A07 9167 p3 (GAT)5 15 36918059 36918073 CGGCTCAAAAACACAAGGAT CAGAAGTGACCGGAGGAGAG 279

Ad07A9169 Aradu.A07 9169 p2 (AG)6 12 36935781 36935792 TCAGGCCCAAAAACACTGAT TGGCAACATAAAGGAATCAAAA 272

Ad07A9171 Aradu.A07 9171 p2 (AG)6 12 36974510 36974521 GCATCCATTCATGAGGATACG CCAATTTGGCAACCTGAGTC 240

Ad07A9174 Aradu.A07 9174 p2 (AG)6 12 36984934 36984945 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 103

Ad07A9176 Aradu.A07 9176 p4 (TATT)6 24 36994918 36994941 CGTACAAAATATTCGCTCACCA CTTGCAGTGCCTTCATTCAA 203

Ad07A9177 Aradu.A07 9177 p2 (TC)7 14 36996709 36996722 CAGCATCTGCATTTTGCATT ACGCGTGGTGTGTCTAAGTG 219

Ad07A9178 Aradu.A07 9178 p2 (TC)14 28 37013791 37013818 TTCATAAGCCAAATAGGCAACA TTCAGGGGAGCCAGTTAATTT 237

Ad07A9181 Aradu.A07 9181 p3 (TAA)5 15 37046828 37046842 TCATTAATTGTGCACATCACAAAA AGAGGTACGGGCGATGTATG 236

Ad07A9182 Aradu.A07 9182 p2 (CT)6 12 37050546 37050557 TCTTCCTGCTCCCCCTCTAT TCTTCGGATCAACTGCTTCA 172

Ad07A9184 Aradu.A07 9184 p3 (TCT)7 21 37062600 37062620 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 211

Ad07A9186 Aradu.A07 9186 c (T)10caaaa(T)10 25 37102343 37102367 TTGCCTTGGATCACAACTTT TGGCTCTTGAAAGAATGAGGA 159

Ad07A9191 Aradu.A07 9191 p2 (CT)7 14 37143749 37143762 TTCATGAAACGATTCCCACC AGGCAATTGACAAGGGTGAA 257

Ad07A9192 Aradu.A07 9192 c (TC)6cattgaagatgtgacgtcctccgctgt(CGC)554 37149727 37149780 TGGATCACTCTACTCCCGAA AAAGGAGCAAACGCATTGAG 181

Ad07A9193 Aradu.A07 9193 p2 (TG)8 16 37154288 37154303 AAGTTGCAGATGGCAGTGGT CGAAGCCATTACTGGGAAAA 174

Ad07A9196 Aradu.A07 9196 c (A)13gaaaaaagtaaaactcactgtgaattaagttgtgctgaggactaatgccttg(A)1277 37163426 37163502 AATCCCATAACATTCATGATAATACA GAAATGGATGAAAATGTCCGA 222

Ad07A9200 Aradu.A07 9200 p2 (CT)6 12 37172737 37172748 AGCCTCACAGCTCCTGTTGT AAAAGAGAGAGAGGGGGCAG 271

Ad07A9201 Aradu.A07 9201 p2 (CT)6 12 37172941 37172952 CCTTTCTCCTTAGCACGTCG GGACAAAAATTAGTGAAATGCAAA 226

Ad07A9202 Aradu.A07 9202 p2 (AT)10 20 37179009 37179028 CAAGTTTGGTGTTCAAGGCA TTTCCTTGGTATAGTGGCCG 265

Ad07A9203 Aradu.A07 9203 p2 (CT)10 20 37181162 37181181 TCTCTCCCCCTTCCTCTCTC TGAATGTTGCCATTGAACAAA 213

Ad07A9207 Aradu.A07 9207 p2 (TA)12 24 37227286 37227309 TCGTTCCCATCTCATTTGCT GGTTTATCAACCTCCCCACA 277

Ad07A9208 Aradu.A07 9208 p3 (TAT)10 30 37229403 37229432 CTTTTCCCGTTGCAAGGTT TTTGGGATTCGAGCAATAAA 278

Ad07A9210 Aradu.A07 9210 p3 (TCT)6 18 37241949 37241966 AAATTGGCCGAAACCTAACC TTGAGGAAACTCCGGTCTTG 260

Ad07A9211 Aradu.A07 9211 p3 (ATT)25 75 37249344 37249418 TGCAGCTGAGGATAAGGGTT TGATTTCAAGAACAGGCAACA 275

Ad07A9213 Aradu.A07 9213 p2 (AG)23 46 37253290 37253335 TCATGATGATGAGGCTTTGG CTCACAGCGAAATGCGAATA 244

Ad07A9216 Aradu.A07 9216 p2 (GA)20 40 37284354 37284393 TACTGGCTTCGTGTCGTCAG ACTTGATACGATTCGGTGCC 250

Ad07A9221 Aradu.A07 9221 p2 (GA)8 16 37332172 37332187 AAATTGAAGCAGCAGTGCCT TGCTTGGTACTCGTCCCTTC 179

Ad07A9222 Aradu.A07 9222 p3 (TCT)5 15 37344901 37344915 CTCTGCTGCAATTTGATGGA CCAAACCCAATTTGATCCAG 214

Ad07A9223 Aradu.A07 9223 p3 (TTG)7 21 37358191 37358211 ACATGACAGAGCACAATGGC AACCGAACCGGTAATTGACA 187

Ad07A9224 Aradu.A07 9224 p5 (TTATC)5 25 37366397 37366421 CCTGGGTGCTCCACTGTATT AGGCGGTTCCCCTAAAGATA 120

Ad07A9225 Aradu.A07 9225 p5 (TTATC)5 25 37373013 37373037 CCTGGGTGCTCCACTGTATT AGGCGGTTCCCCTAAAGATA 120

Ad07A9226 Aradu.A07 9226 c (AGT)5(AGG)5 30 37377373 37377402 CCATTTGAACAAGCAAGCAA GAACGGCAGAAAAGAAAAGTG 257

Ad07A9227 Aradu.A07 9227 p3 (TAA)6 18 37385518 37385535 TTTGACAAAAAGATAGCGAAAAA GAAAAAGAACGATGGCCAAA 256
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Ad07A9228 Aradu.A07 9228 p2 (TA)10 20 37385870 37385889 CATCATTAAATAAACAAAGTTAACGCA CACAAAGCCTTTTCTCTAGTGC 228

Ad07A9229 Aradu.A07 9229 c (A)12ttggatttgcgatataattgctacactttgtaaaactatttactgaaattttttactttcaaatttacagtttctgtcacctaagaggaacctacagg(T)10120 37386996 37387115 CGCGAACAAATAATGCCTGT GGCAGCCATCTGATCACAATA 278

Ad07A9231 Aradu.A07 9231 p4 (ATTT)5 20 37391447 37391466 TGGTCTTGGGGTTTGTTTGT CTGGCTTAACCTCGAAGTGC 202

Ad07A9232 Aradu.A07 9232 p4 (TTTA)5 20 37394386 37394405 GCCCACGTCTTATCAGTTCC GATTTGGATTAGCATGCGGT 272

Ad07A9233 Aradu.A07 9233 p2 (AG)6 12 37397557 37397568 CTTGGAGTCCACCGTTTGTT CGTTCTCTCTCTCCCTGGTG 198

Ad07A9234 Aradu.A07 9234 p3 (TTA)5 15 37401249 37401263 ATAGGGTTCCCTCGCTTGTT GCCTTTAGTGCAATTCTGCAT 219

Ad07A9235 Aradu.A07 9235 p3 (ATT)14 42 37407987 37408028 ATAGGGTTCCCTCGCTTGTT TGAGCCTTTAGTGCGATTCC 248

Ad07A9236 Aradu.A07 9236 p2 (TA)9 18 37409282 37409299 CGTTTCTGGTGAGCGTTGTA ACAAAGGTAACGAGGCGCTA 141

Ad07A9239 Aradu.A07 9239 p3 (TCT)7 21 37425131 37425151 AATCCCTCTTCCCCATCATC TAAAATATTGCTCGCCCTCG 164

Ad07A9241 Aradu.A07 9241 c (AT)12(AC)9 42 37428597 37428638 AACTCGACCTGCGAAGAAAA AGAACCCCCAGTTCTCATCC 209

Ad07A9242 Aradu.A07 9242 p2 (CT)10 20 37462107 37462126 GAGAAGGCAGTGCAAGATCC AAGAAGGGAAGAGGCGAAAG 219

Ad07A9243 Aradu.A07 9243 p2 (GT)6 12 37462350 37462361 CTTTCGCCTCTTCCCTTCTT CCCACAGCTCACATACTCCA 131

Ad07A9251 Aradu.A07 9251 p2 (AT)8 16 37495793 37495808 TTGTTGATAAGATGTTTTTGGCA TGTTCGGCTGTGCATTTAAG 198

Ad07A9252 Aradu.A07 9252 p2 (GA)7 14 37496065 37496078 CTTAAATGCACAGCCGAACA AACGCGATTTCAGTAGCAAA 210

Ad07A9253 Aradu.A07 9253 p3 (CAT)6 18 37496492 37496509 GCAGCAATTGGTGATGACAG AGAGAGGGCAGAGAAGGAGC 195

Ad07A9255 Aradu.A07 9255 p2 (AG)8 16 37505666 37505681 TTGCTTCAGAAACCAACGAA GAGAGCCACCGTGCTGTTAT 214

Ad07A9256 Aradu.A07 9256 c (AG)18gttttgataataaggtagattaaaataatgtatgtgatgcg(CA)791 37524804 37524894 TGCTGCTAATTTATTTTTCTTCTTTG CAATTTGTAGTGTTTAAGGGAGGAA 266

Ad07A9257 Aradu.A07 9257 p3 (AAT)7 21 37530047 37530067 CCAACACCAACACCAGCTTA TTCAAATTCCCACTTCCACC 214

Ad07A9259 Aradu.A07 9259 p2 (TG)15 30 37531385 37531414 ACCAACAAGGAAGCATGGTC AACAACCAAAAGGCATAGCG 219

Ad07A9260 Aradu.A07 9260 p2 (TA)9 18 37538810 37538827 AAAAAGGAATAAAGGGGTAAACAA TCAAAGCAAGCAAACAATTCC 156

Ad07A9264 Aradu.A07 9264 p2 (TG)6 12 37575428 37575439 GGAGTTTTAATTCCCGGGTT CTAGCTCATCCCAAGCCAAG 262

Ad07A9268 Aradu.A07 9268 p2 (AG)6 12 37583499 37583510 ACCAACAGGAAATTGGGACA CTTCTACGAAACCCACCCAA 177

Ad07A9269 Aradu.A07 9269 c (A)10(T)10 20 37586273 37586292 TCTTCAACCTCAAATGGTGTTTT TTCCAAAAATGTTAAATGGCTAA 242

Ad07A9270 Aradu.A07 9270 c (T)10acaaattatttatactaatattaaatacaaaaacaattgtgcgtaaaataacattaaaaaaattagtcccaatacccatgaccc(AT)6106 37587028 37587133 AAAAATTTGGAATCCTTGACAC TGTGAGCGGGTTTGTGTAGA 266

Ad07A9271 Aradu.A07 9271 p3 (AAG)8 24 37587262 37587285 TTTGCTTCAAACGCAAACAC AAAAACCTGGATCTTGGCCT 248

Ad07A9273 Aradu.A07 9273 p2 (TA)12 24 37595282 37595305 GAGGTGTTTGAGTTTGGGGA CAACAAATTCAACCCAAGCA 143

Ad07A9275 Aradu.A07 9275 p3 (TTA)6 18 37598782 37598799 CCCCAAGGCACCTAGTTAAT CCTTGCCATTTTTCCTCAAA 277

Ad07A9277 Aradu.A07 9277 p2 (AT)11 22 37610430 37610451 AATGGGAGGATGGATGATGA AAATTCCCAAGCCCAAATTC 255

Ad07A9278 Aradu.A07 9278 p2 (TG)10 20 37611605 37611624 CGATTTCGAGTCAAAGGCTC CAAACAGGGTCTCTGAAAATCA 264

Ad07A9284 Aradu.A07 9284 p2 (AT)6 12 37630173 37630184 AAACAGCCACTAACTTTGTTAATCC TTTCTCATTTGAAGGCATTGG 201

Ad07A9290 Aradu.A07 9290 p4 (TTAT)6 24 37671565 37671588 GAAGCGTTTGTTGGGAGGTA CTAGCGTTCAACACCAGCAA 244

Ad07A9297 Aradu.A07 9297 p2 (AT)6 12 37702319 37702330 CAATCATCCCCGACTTCATT TACACCGTGAGTGTGGCTCT 277

Ad07A9298 Aradu.A07 9298 p2 (AT)8 16 37710630 37710645 TCACATATACATATAAATGCCTGCG CGAAGCAGCTGTTAGGGTGT 231

Ad07A9301 Aradu.A07 9301 p2 (TA)6 12 37743592 37743603 TTACCGTGTACAATGAGTATTTGTG GCAACAGCACTCGCAGACTA 247
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Ad07A9302 Aradu.A07 9302 p2 (AT)6 12 37744751 37744762 CGGAAAACAAAAAGCGAGTC TTTTTCCTCTCCTCAAAATAGGC 256

Ad07A9304 Aradu.A07 9304 c (CTC)7atcaaagccaaacatcaccaacaaatcttgttcatcaagatgatgatgaagcc(ATG)589 37750593 37750681 TTTTGAACTGTGTTGCACCC TACCACTCCTCCAAGCTCGT 275

Ad07A9305 Aradu.A07 9305 p3 (ATT)14 42 37754198 37754239 GAAGAGATTGAAGATTGAAGCAAA TCTTTCAAAGGTGTGGGGAC 235

Ad07A9311 Aradu.A07 9311 p3 (TTC)5 15 37763752 37763766 AGGGTTTGTGTCTGGGTCTG TCACTCTCACTTTCGCTTCG 235

Ad07A9312 Aradu.A07 9312 p2 (TA)11 22 37766711 37766732 TACTTTGGGGCATTTTGTCC GGGAATTGGGTACATGCTCA 230

Ad07A9313 Aradu.A07 9313 p2 (AT)9 18 37767316 37767333 AGGCTCAAAACTCCCAAGGT ACCAGTTGGCATTTTGGGTA 221

Ad07A9315 Aradu.A07 9315 p3 (TTC)5 15 37777290 37777304 CCCATCACCTCTTCACCACT AGAATATTGCTCGCCCTTGA 276

Ad07A9318 Aradu.A07 9318 p3 (TAC)7 21 37818626 37818646 GGCCACGATAGGAAACTGAA TCCCCTCTTTGCTACTTTGC 237

Ad07A9320 Aradu.A07 9320 p2 (AG)6 12 37834240 37834251 CCGAAGAAAAGGTTGGGATT CATTCAATGGAGCCGACATA 229

Ad07A9328 Aradu.A07 9328 p2 (TA)6 12 37908104 37908115 GAACCGTCTTCCTTGGTTCA TTCCGAACGAATCCAGTAGG 279

Ad07A9335 Aradu.A07 9335 p2 (GA)6 12 37948400 37948411 TGATGATGATTCGGCCATTA CCTTGCCTTTGCTTGTTAGC 126

Ad07A9337 Aradu.A07 9337 p3 (TTG)6 18 37955059 37955076 GCCGAGCAATAGCAGAAGTT CAGTGCTCTAACCGAAAATGTG 254

Ad07A9344 Aradu.A07 9344 p3 (TAT)6 18 37984595 37984612 TTTGAGCCGTATCGGTTAGG CACCAGTAGACTATGAGCCCG 215

Ad07A9345 Aradu.A07 9345 p2 (TA)7 14 37989822 37989835 TGAATAGGTCAGAGCCTGGG GGATCAATTAAAGCGCGAAA 229

Ad07A9346 Aradu.A07 9346 p2 (AG)9 18 37990347 37990364 GGGGACAACATTCCAAGACA GGAATCAAAATTAACAAGCGTTC 275

Ad07A9352 Aradu.A07 9352 c (T)10caaaaatcatatctttttcaaaatattttctttttgttagtttttg(T)1066 38042423 38042488 CACTTTGGGCATTTTGTCCT TGAAAACATTGGGAATTGGG 213

Ad07A9353 Aradu.A07 9353 c (T)15gaataaacagttatttaagatcaaataaaattgggtggaggacaaataattatttgacgttgaacgtagtaacatttgatatttggaaagtatttctc(T)13126 38059442 38059567 TCAAAATTTCTGCTTTAACATGC GTGCCGCGTCATCTTACTTT 269

Ad07A9354 Aradu.A07 9354 p2 (AT)6 12 38059754 38059765 AAAGGAGGTGGCAACGTTTA GGCTTTTCCAGAGGAGGATT 221

Ad07A9356 Aradu.A07 9356 c (AT)10aggaatttattatttatatactaaatatatgtatttttttaaaatactatttatatattaaatacatataatattagccatca(T)10113 38063567 38063679 CGCAGAGCAATCAAATGAAA GGCTATTGTCTTTTGGTAAGTTCA 279

Ad07A9357 Aradu.A07 9357 c (A)11ttaattatatctaatttgtcttataaaaataaagataaaaaattaaaaaaatatttttttttaaa(T)1187 38064234 38064320 TTTCTGCATCCTTTTTCAATAAC CAGGCCCTGAATTGTTAAGC 241

Ad07A9360 Aradu.A07 9360 p3 (ATA)64 192 38084304 38084495 ACTTAACGAAATAATGCTCTGTTGT GTTTGTGTGCGTGGGTTTTC 275

Ad07A9362 Aradu.A07 9362 p3 (TCA)11 33 38091336 38091368 TTCTTCATCCTCCTCATCTTCTG TTGAACGAATGTAAGTTCATCATC 227

Ad07A9363 Aradu.A07 9363 p3 (CCT)8 24 38091843 38091866 CTCTTCTGCCTCCCCATCTT TGGAGGAGAAGGAGAAAAAGG 235

Ad07A9364 Aradu.A07 9364 p3 (CTT)6 18 38092308 38092325 TCTTTCTCTTCCTCCTCCTCA TAACATGCGCGCTACTCAAC 280

Ad07A9366 Aradu.A07 9366 c (CA)7aagagagagagaa(AG)1455 38105055 38105109 TCACGGTCGCACTTCATACT TTCTCCTCACGAAAACCTCG 233

Ad07A9368 Aradu.A07 9368 p2 (TA)6 12 38107877 38107888 CGGCCGATCTGATCTAATTT TGGTGGCTAAGGCATTTAGG 216

Ad07A9372 Aradu.A07 9372 p2 (AT)7 14 38131516 38131529 AGTCGTATCACTCACGCACG GTACCCTAGCCGGCCTAAAC 193

Ad07A9373 Aradu.A07 9373 c (ACC)8aacaccaacaccaccgccacaaccagcatcactgccacaaccaataccaat(ACC)796 38137989 38138084 TTTTCGCCAGAATCAAATCC TGTTGGTGTTGGTTGGTGTT 264

Ad07A9374 Aradu.A07 9374 p3 (ATA)5 15 38150449 38150463 TTTGCCATTGCAAGTTTCTG TCCGTCACTACGTCGTTCAG 273

Ad07A9381 Aradu.A07 9381 p3 (ATT)6 18 38192146 38192163 TCAACTGCAAGATGGGTGTC TACCAACACAAAATCCGCAA 276

Ad07A9385 Aradu.A07 9385 p2 (AT)10 20 38206895 38206914 TCTCTGTTAATGCTCGCCAA TCACAGGGTCAAGAATCATCA 251

Ad07A9388 Aradu.A07 9388 p4 (ATTT)5 20 38231667 38231686 CAAAGAGAAAACTAAAACACAAGCA TTCGACGTGACTGCCAAATA 242

Ad07A9391 Aradu.A07 9391 p2 (CT)6 12 38244079 38244090 GAACCCTATTGGCATCCTGA TGGCTGCAGAGTGTAGTTGG 277

Ad07A9393 Aradu.A07 9393 p2 (AT)6 12 38257544 38257555 AGACAGCGTATGTTAGGCACA GGAGTAGTGTCCAACCCGAA 170
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Ad07A9395 Aradu.A07 9395 c (T)11gtgctttttgcttc(T)1237 38263063 38263099 AACTTCAAAGCGTGTCCAAAA CACACGTCGCCCTAATCTTT 269

Ad07A9399 Aradu.A07 9399 p2 (AC)11 22 38269215 38269236 TAGGTTGGGTCGGTTAGTCG GCCCTTTGCCAAATACAACA 242

Ad07A9400 Aradu.A07 9400 p2 (AT)6 12 38270035 38270046 AGAGGTGGCGAGGTGTTATG TCACCCCTCTTTAAGGTTGC 249

Ad07A9401 Aradu.A07 9401 p2 (TC)19 38 38275679 38275716 CCGACGACAAAATTATTCAAG CGAGAATGAACGTGTTGGTG 218

Ad07A9402 Aradu.A07 9402 p3 (TTA)5 15 38276425 38276439 AAGCCCCTGATGGTAACAGA CACCAAAACCAGGAAGGAAA 217

Ad07A9404 Aradu.A07 9404 p4 (CTAA)6 24 38301931 38301954 TAAATCACATGGTGGCCAAA TCTTCTTCCCCTCTCCAACC 274

Ad07A9406 Aradu.A07 9406 p2 (GA)7 14 38308643 38308656 TGGTCGTCGTATAGTGGCAA ACGTTTGAGGTGGGAAAGTG 238

Ad07A9411 Aradu.A07 9411 p3 (TTA)5 15 38317498 38317512 TCAAAATTACTGAACGTGCCA TGTGCGAACTTGCACTATCC 215

Ad07A9412 Aradu.A07 9412 c (AT)9aatttaataaatgagatctattaatctttatccaacgaagaccat(TA)879 38321846 38321924 ACAGTCGCAGGTCAAAGGAA TCTAAATTGTTCTTGGTCATAGGATT 271

Ad07A9415 Aradu.A07 9415 p2 (TA)11 22 38327828 38327849 TGGTTCTCAGTCCGCTCTTT TCACAATAAAAGAAATAAGATGCAAAA 228

Ad07A9416 Aradu.A07 9416 c (AT)6aatttaataaatgagatctattaatctttatctaatgaagaccat(TA)669 38329485 38329553 GCGAGTCAATTCAATGGTCA AAGGTCCATGATTAAATTTGGAGA 243

Ad07A9420 Aradu.A07 9420 p3 (AAT)17 51 38340599 38340649 TTTTCATCCTCAGACCATCG GAAAGTTGGTTCCTGGTGGA 249

Ad07A9421 Aradu.A07 9421 p3 (TAA)5 15 38364915 38364929 TTATCTTCATCGCATAATATTCATTT AGTTGTTGTTTTGTGTTTAAGGTAGA 263

Ad07A9422 Aradu.A07 9422 p3 (TAA)5 15 38369025 38369039 CCCATTACTCCACTTCGTCA TCACCATTCTATCTATTGTTTGGA 231

Ad07A9423 Aradu.A07 9423 p2 (CT)6 12 38373493 38373504 GGTTGATGGTGGTGATTCTTTT AAAATGAAAAGATGTGATTTTATGC 169

Ad07A9425 Aradu.A07 9425 p2 (AT)9 18 38376738 38376755 ACCACCACAATTCAATCCGT CCATTACCAAATTTTATCGTTGG 273

Ad07A9429 Aradu.A07 9429 c (T)11aactt(TAA)5 31 38412867 38412897 GCCTGCCTGCATAGCATAGT TCCCATGCAAGTTTTCACAA 247

Ad07A9437 Aradu.A07 9437 p2 (AT)9 18 38463630 38463647 CGCACTAGATGCCGTTGTAA CGTTGTTGCCTTAGAGGCTT 264

Ad07A9440 Aradu.A07 9440 p2 (CT)6 12 38489084 38489095 CCTAACCATTTTTCCACTTCCA AGTGGAATCCTCTATGTTGCAG 274

Ad07A9444 Aradu.A07 9444 p4 (TTAG)5 20 38511035 38511054 CCACCTTTCAACCATCATCC TCAGCAGCAAGAGATAGCAAA 162

Ad07A9446 Aradu.A07 9446 p2 (GA)6 12 38532266 38532277 ACGCAATACACACCCTCCTC TCTTCTCTCCTCCATTGCGT 202

Ad07A9448 Aradu.A07 9448 p3 (TTC)5 15 38558982 38558996 AGCGTTCCTTCAACCCTTTT GGGAGGTAATTGAGAATGTGAGA 188

Ad07A9449 Aradu.A07 9449 c (T)11cacttaattttcgaaaaaaaaac(A)1044 38592439 38592482 AATTCCTGGACCGGAGTCTT CATGCATGAATGCAAAAACA 227

Ad07A9452 Aradu.A07 9452 p3 (AGA)5 15 38611949 38611963 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 172

Ad07A9453 Aradu.A07 9453 p3 (AGA)5 15 38620561 38620575 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 187

Ad07A9456 Aradu.A07 9456 p3 (AAT)5 15 38626807 38626821 ATGAGCAGGAACAGGGAAAA AAACTTGGACGTTGGCTTTG 210

Ad07A9457 Aradu.A07 9457 p3 (TCT)6 18 38629428 38629445 TGGCCGAACCTACATTTCTC CTAGAGGATTCTCCGGCCTT 169

Ad07A9459 Aradu.A07 9459 p3 (AAT)6 18 38634962 38634979 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 182

Ad07A9461 Aradu.A07 9461 p3 (TCT)7 21 38637962 38637982 CGAAACCTAAACTCCCCTCC CGGTCTTAGGTGCCATTGAT 243

Ad07A9463 Aradu.A07 9463 p4 (TTAT)5 20 38644957 38644976 TGCTTCCATGCTCTTGTTCA CTAAAAGCATGATGCACCCC 238

Ad07A9466 Aradu.A07 9466 p4 (AAAT)5 20 38682449 38682468 TTTTGAGTTGACTTGGTCAAAAA CGTTAAACGCCCAGAATGAT 254

Ad07A9467 Aradu.A07 9467 p2 (CT)6 12 38683601 38683612 TCGAAAATCACCCACCACTT GAGAGAAGAAAGAGGGGTTCG 235

Ad07A9468 Aradu.A07 9468 p2 (CT)7 14 38688461 38688474 TCCTCACCCTTTTTCAAAATTC AGAAGGGAGGGAAAAATTCG 266

Ad07A9469 Aradu.A07 9469 p3 (TCT)6 18 38701723 38701740 CCCCTCCATCCTTCTTCAAT CCCATGACTCGGAGGTAGAA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A9476 Aradu.A07 9476 p2 (TA)14 28 38767860 38767887 ATTCTTTATTGGCATGGGGC GGAACTCGGAGCTGTAGTGC 206

Ad07A9477 Aradu.A07 9477 c (AAT)18(AAG)6 72 38775151 38775222 AAAAGGGAAGAAGCCCTGAG TTTGGATTCTCCCTCTTCCA 224

Ad07A9478 Aradu.A07 9478 p2 (AT)10 20 38795330 38795349 TGGTATGACTCTCAGGCGAA AACTTTGGAGGTCGCCACTA 258

Ad07A9479 Aradu.A07 9479 p2 (AT)7 14 38801228 38801241 TCAATTTGCTTTGATCTCATTTTC CAAAGCTGCTTGCTTTGATG 278

Ad07A9481 Aradu.A07 9481 p3 (TAT)7 21 38817161 38817181 CAAGCACAATGCTCTAGCCA TTGGTGTCAATTGCATGCTT 255

Ad07A9482 Aradu.A07 9482 p2 (CT)13 26 38818826 38818851 TTGACGTTGGTACAGGGTGA GGGCAGCAGAGCTAAACAAC 243

Ad07A9491 Aradu.A07 9491 c (TA)8(T)12 28 38889501 38889528 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 169

Ad07A9492 Aradu.A07 9492 c (A)11tttcgaaacaaaaaaaagagaaaaag(A)1047 38906106 38906152 TGTGGTTCATGAATGTTGGC CTCAGCTTTGCTAACGTCCC 253

Ad07A9496 Aradu.A07 9496 p3 (CCT)5 15 38922634 38922648 CCAAATGGCTTTCCAATTCA AGGAGAGCAAGTGTGGGATG 280

Ad07A9497 Aradu.A07 9497 p3 (AAG)5 15 38932864 38932878 GGCCTTAGGTGCCATTGATA CCATCTCTCACTCTCCTCCG 144

Ad07A9499 Aradu.A07 9499 c (T)10gtatactataactactgtaaataagtgtagccttaggttttg(T)1264 38945297 38945360 GCCACATTGTATTCCATAGCTACTT TTGTTTGCAGATAATTTGTTATTTAGA 279

Ad07A9500 Aradu.A07 9500 p3 (TAT)5 15 38950557 38950571 TCACGAATTGCTTTGTCCAG TCGAAAATTCCTAAAAGCCAAA 126

Ad07A9501 Aradu.A07 9501 p3 (TAA)6 18 38950871 38950888 AAGCATGCACTATCGGTTCC TTGGACAAAGCAATTCGTGA 271

Ad07A9503 Aradu.A07 9503 p2 (GA)7 14 38956358 38956371 TTTGCAAGAATCCACAAGCA CCTTCCCCTTCTACCTCACC 238

Ad07A9505 Aradu.A07 9505 p3 (CAT)5 15 38972487 38972501 GGAGGGCGGAATATTAGAGG CCTTTCCCTTTTTAGCCTGG 127

Ad07A9506 Aradu.A07 9506 p3 (AAG)5 15 38976263 38976277 AAATTGAGGCTGAGGAGGGT ATTCCAAGCTCCACTCCCTT 238

Ad07A9507 Aradu.A07 9507 p5 (AAGAT)6 30 38984391 38984420 AACACGACCCAAGTCCAAAG TAATCCTTCATCACCGGAGG 254

Ad07A9508 Aradu.A07 9508 p2 (AG)6 12 38990778 38990789 TTTTTGACCCAGTTTTTGGC CAAATAATCAACAAGGGAAAATCA 227

Ad07A9516 Aradu.A07 9516 p3 (TCT)6 18 39066355 39066372 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 104

Ad07A9517 Aradu.A07 9517 p2 (CA)6 12 39072698 39072709 TCATCCCAAGCCAAGATTTC TTCAATTCCCAGGTCGTCTC 253

Ad07A9520 Aradu.A07 9520 c (A)10tctatgtgcattgataagctatgttaatttag(A)1052 39107726 39107777 GGAAATTGTGGGAACAAAGG GGGCAATTTTGTCCCCTTAT 169

Ad07A9521 Aradu.A07 9521 p2 (TG)6 12 39111646 39111657 GAAGCATGTACAAAGGGGGA AAAAGCCTTCAGAAAACGCA 204

Ad07A9522 Aradu.A07 9522 p3 (TCT)5 15 39138418 39138432 CCTCTTCCCAATTACCCCAT TCAAAACCAATTTCGAGCAA 276

Ad07A9524 Aradu.A07 9524 p2 (AG)6 12 39147752 39147763 CATCAAACACTTGGAAGGCA TTCATGTTTTGATTCAATTTCCC 269

Ad07A9527 Aradu.A07 9527 c (A)10cacgaaaagaaaagaaagggaaaaagaaaagaaaaaaa(AAT)563 39178340 39178402 TCCGAATGAATGCTTGAACA GCACACTCTTTTTGCCTTGG 254

Ad07A9529 Aradu.A07 9529 p3 (TTA)7 21 39185349 39185369 TGTGAAACGGTCCAAGTTTTT TGACGATTAGCAACGTCAGC 175

Ad07A9531 Aradu.A07 9531 p2 (GA)8 16 39191291 39191306 TTTTGGAATGTGCCTCCAGT TGAGGTTGCAAGAGCAAGTG 210

Ad07A9533 Aradu.A07 9533 c (A)10tatttaagg(A)1029 39192817 39192845 GGTATTCCCAAACAACCCCT ATGTACCCCTCATGCTTTGG 144

Ad07A9534 Aradu.A07 9534 c (AG)9aa(AG)17 54 39193175 39193228 TTGAAAGGGGGTGAATGAAG TCTCCGCTTTGGTTTCTTTT 277

Ad07A9535 Aradu.A07 9535 p2 (GA)7 14 39196482 39196495 CGTGAGGCACAATGAAGAGA CTCTCTCGAGCACCCTTCAC 193

Ad07A9545 Aradu.A07 9545 p3 (AAT)5 15 39253651 39253665 TTGATCCAGAACCTGAAAGGA TGGAAGCCCATAAAACTTGC 275

Ad07A9547 Aradu.A07 9547 p2 (AT)7 14 39267736 39267749 AAAAACCCGGATCAATGACA AGACATTAAAACCAGCCACTAAA 275

Ad07A9548 Aradu.A07 9548 p2 (AC)10 20 39274782 39274801 CAAACAAGGCAAACAAGCAA GGGTTTGGCTGGATAACTGA 224

Ad07A9550 Aradu.A07 9550 p2 (CT)24 48 39279745 39279792 CCACAAACAGTGCAGCAATC TCAAAGGCCATTTCATCACA 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A9551 Aradu.A07 9551 p2 (CT)6 12 39281859 39281870 ATAAGCCAATTGGGCAACAC TTCGGCTCAGAAAACACAGA 275

Ad07A9552 Aradu.A07 9552 p2 (CT)9 18 39282870 39282887 TTGCAATGGATCTCACCAAA AGATCCCATCTTGGGGAAGT 225

Ad07A9557 Aradu.A07 9557 p2 (AG)6 12 39331278 39331289 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 110

Ad07A9559 Aradu.A07 9559 p2 (CT)6 12 39354032 39354043 GATTTTGCTTGCCATTTGGT TGTGCGTGGTGAAGAGAAAG 184

Ad07A9565 Aradu.A07 9565 p4 (ACAT)8 32 39386996 39387027 TTGTGATTGGATGACGTGAA GAATGCCCTAGAAAGGGGTT 219

Ad07A9568 Aradu.A07 9568 p3 (TCA)5 15 39423473 39423487 TCATCAAAATCATACTTTTCCACA TGGAGGATAATCAGCCAAGG 193

Ad07A9569 Aradu.A07 9569 p2 (TG)6 12 39426061 39426072 GCATCATACTTGTTTGCGGA GGGGTGAAAATAAGGGGAAA 211

Ad07A9570 Aradu.A07 9570 p2 (CT)9 18 39427080 39427097 TGGGTCCTAGGTAGGATCACTG TGCCCTCTTCTTTGGAAATG 124

Ad07A9571 Aradu.A07 9571 p3 (TAC)6 18 39444615 39444632 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 280

Ad07A9574 Aradu.A07 9574 p4 (AAAT)5 20 39456410 39456429 GACCCACGGCTTTGAACTTA GTCCAACCAAGGAGGTCGTA 274

Ad07A9577 Aradu.A07 9577 p2 (AG)7 14 39465345 39465358 GTTTGGGCTTTTGCTTTTCA TCCTGTGGACCTGAAAGGAG 190

Ad07A9578 Aradu.A07 9578 p3 (AGA)5 15 39470155 39470169 TTTGCCTTCCCTTTTCCTTT TCCCACATAGCCGAACCTAC 195

Ad07A9582 Aradu.A07 9582 p2 (TG)8 16 39480456 39480471 GGAGCTGGTGATGGATTTTC CAACCCAAAACCACAAAACA 234

Ad07A9583 Aradu.A07 9583 p2 (CT)6 12 39489893 39489904 CACTGTATCTCCCCTTCCCA CATTTTCTCAGCGTTCCCAT 263

Ad07A9584 Aradu.A07 9584 c (A)10ggaaatctaacaaaaatatattaaaaccaataacatagactggaatactaacccaacccgaataacaaaaaagcaaagaaaaccaattcaagtatg(A)11117 39496393 39496509 TCAAACCCAAAACAAAACAAAA CAAGTCAAGGTGAAGGGCAT 231

Ad07A9585 Aradu.A07 9585 p3 (TTG)5 15 39503473 39503487 AAGTTGTTTGCTCCAATGGC GACCCAACCGAATTCTTCAA 152

Ad07A9587 Aradu.A07 9587 p2 (TA)6 12 39506989 39507000 GGTTATTAAATGCATTCTATCTCGTG CCAATTGTGAACAGAACAAATGA 267

Ad07A9589 Aradu.A07 9589 p4 (TTTC)6 24 39516798 39516821 GGGAATAGGCGAGGGTTTAG TTCCAACGCAGTTGAGAGG 190

Ad07A9590 Aradu.A07 9590 p3 (TTC)6 18 39544370 39544387 CCTAAATGGCCGAAACAAAA TTGCCATCAATGGTTATGGA 244

Ad07A9591 Aradu.A07 9591 p2 (AT)7 14 39546071 39546084 TTGTTGGCTCTTGAAAGAATGA TGCTCAAAGCCTTGGATTCT 218

Ad07A9592 Aradu.A07 9592 p3 (AGA)5 15 39556792 39556806 TCGCCCTCGAGTAAAAGAAA CCCATAAACCCCACCTACCT 225

Ad07A9595 Aradu.A07 9595 p2 (TC)10 20 39639951 39639970 AAACCATGCAAAGGGAACAG GTGACAGCTTGCCACCATTA 275

Ad07A9596 Aradu.A07 9596 p2 (AT)9 18 39644199 39644216 TACTTTGGGGCATTTTGTCC TCAGGAACATTGGTTGGGAT 261

Ad07A9605 Aradu.A07 9605 p3 (AAG)5 15 39711684 39711698 TTGCAACATTATGTGTTTCTTCTTC TTTGGGCGTAACACTTTGAG 275

Ad07A9606 Aradu.A07 9606 p3 (TTC)5 15 39711872 39711886 CACTCAAAGTGTTACGCCCA CAAACAAAGAAGAAGAAGAAACACA 199

Ad07A9607 Aradu.A07 9607 c (A)10(GAT)5 25 39712062 39712086 TGCTGCATTTTTCTTCTTCTTC ACCATTTTTCTCCCTCCTCC 274

Ad07A9610 Aradu.A07 9610 p3 (AAT)5 15 39718025 39718039 TTGGTGTCCATGTTCTCTGC TGCTGTACCAGCGACAAACT 250

Ad07A9614 Aradu.A07 9614 p4 (TTAT)5 20 39750254 39750273 GCTACCCAAAATCTCACCTTTG CATGGGCATTGATCCATTAAG 186

Ad07A9615 Aradu.A07 9615 p2 (AG)17 34 39750970 39751003 CCTAGCTATCAACCATGTTCCA CAGTGCCTGATTTCTGGAGG 277

Ad07A9616 Aradu.A07 9616 p3 (AGA)6 18 39766298 39766315 ACCACTGAGCTATGACGGCT TCCCACATAGCCGAACCTAC 247

Ad07A9618 Aradu.A07 9618 c (C)12ttc(A)12 27 39778335 39778361 ATACGACATGCGGCTTTTTC TGACAAAGAAAAGGTTGGTCC 236

Ad07A9623 Aradu.A07 9623 p2 (AT)6 12 39849996 39850007 GCAATTCCACCCAGAAGGTA ACAGGAGGTACTACGCCGAA 199

Ad07A9626 Aradu.A07 9626 p3 (GAA)5 15 39870626 39870640 TGCAAGAAAGATGCAACAGTG CATGCGTTGTGTCCTGTTTT 237

Ad07A9628 Aradu.A07 9628 p3 (GAA)5 15 39916712 39916726 TCGGGCGTTAGTGTTAAAGG AAGGAACGCGTAGCCATAAA 263
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Ad07A9629 Aradu.A07 9629 p2 (AT)12 24 39917381 39917404 TGAGGATGAATGATTGGTGAAG ATCCAACCAAAACCAAACCA 258

Ad07A9633 Aradu.A07 9633 p2 (CT)6 12 39943675 39943686 AGCAATTTCGCTCACCACTT TTGAATTTGAATGGTGGGGT 224

Ad07A9634 Aradu.A07 9634 p3 (TCT)5 15 39960430 39960444 CTTTCCCATAAACCCCACCT TTAGAATGTTGCTCGCCCTC 242

Ad07A9646 Aradu.A07 9646 p2 (TA)6 12 40007807 40007818 GGAGATCCGATTGTGGAGAA ATTGTGAAAAGGAACGCCAC 245

Ad07A9647 Aradu.A07 9647 c (A)10taaataaagaaagaaagaaagtggctaagccacggt(GA)760 40015528 40015587 CTCAATCTCAAGTGGAGCCC GATCAAGGTTGGCATGCTCT 191

Ad07A9648 Aradu.A07 9648 c (A)10taaataaagaaagaaagaaagtggctaagccacggt(GA)760 40019794 40019853 AGTTGGTGAGGGGGAGATTT GATCAAGGTTGGCATGCTCT 222

Ad07A9649 Aradu.A07 9649 p2 (CA)8 16 40021193 40021208 GCCCTAACCCTAATTGACCC CTTCCAGCGTCTTTCACCAT 252

Ad07A9650 Aradu.A07 9650 p2 (AG)8 16 40023431 40023446 TTGGGCCAAATGGACTAAAC ACAGCTCGTCGATTGGAGTT 223

Ad07A9651 Aradu.A07 9651 p3 (TTA)5 15 40026349 40026363 TTGATTCTCAATCCTTGCCA ATTAGTCCCGGGTCGTTCTC 196

Ad07A9652 Aradu.A07 9652 p4 (TTAG)5 20 40029118 40029137 TCTTTCCTCCTCTCCAACCA GCTTGAGGGCAATTCAAAAG 261

Ad07A9653 Aradu.A07 9653 p2 (CT)6 12 40047772 40047783 GGAACATTGAACCTGTAAATTGAG TCGGCCCAAAAACACATATT 191

Ad07A9654 Aradu.A07 9654 p2 (AT)11 22 40048931 40048952 TGTCCCATGTGCATTGATTT TCCCAAGTTGAATCCTTGGT 274

Ad07A9655 Aradu.A07 9655 p3 (GAA)8 24 40052604 40052627 CTCACCATAGCCATTGCCTT CGGATGGACTGGAATGATGT 243

Ad07A9658 Aradu.A07 9658 p2 (AT)6 12 40101037 40101048 GTAGCTTGCCACCACGTGTA CACATGATGCATGCCTATCC 262

Ad07A9659 Aradu.A07 9659 p2 (AT)21 42 40107699 40107740 TTCGCGAGTATGAAGCAAAA TTATCCCCTATCTCCACCCC 276

Ad07A9660 Aradu.A07 9660 p2 (CA)6 12 40108038 40108049 GGGGTGGAGATAGGGGATAA GGTCGAAACCGACAAATGAG 259

Ad07A9662 Aradu.A07 9662 p5 (ATCGG)5 25 40111370 40111394 AACATTGAGGCCTTGTGGAC TATGCGGATCGAATATGCAG 215

Ad07A9665 Aradu.A07 9665 p3 (AAT)6 18 40115492 40115509 GGGACCAAATCTTTCTGAACA CCCCTCAAACAAGAGTTAGGTT 194

Ad07A9666 Aradu.A07 9666 p5 (GAATT)5 25 40121320 40121344 AAACGAATCAAGCGAACGAG CTGCATAATGAACCAAACACG 249

Ad07A9669 Aradu.A07 9669 p2 (TA)6 12 40151621 40151632 CTCCTGTGGCAGTCATTTCA AAAGGGATCAAGCCAAACG 269

Ad07A9671 Aradu.A07 9671 p2 (TA)6 12 40154575 40154586 GTTCTTTGCTCTCCTGTGGC TGACCGAAAGCCTAGGAAAA 246

Ad07A9672 Aradu.A07 9672 p2 (AT)6 12 40155213 40155224 TGAAAATTACAACTTCTCTTTATCACA CTCCTGGCTTTTAGCCATTG 279

Ad07A9673 Aradu.A07 9673 p3 (AAG)5 15 40164202 40164216 CCACTGGAGCATTGAATTTTG TCGCTGACACTATAATGGGTG 274

Ad07A9677 Aradu.A07 9677 p2 (CA)6 12 40182269 40182280 CGAAACCATACCTTAGCCGA GGGTATGATGGTTGTGGCTT 191

Ad07A9680 Aradu.A07 9680 p2 (CT)6 12 40244850 40244861 GTGCACCAGCAACATCAAAT TTTCAACCCAGATTTCAGCC 265

Ad07A9681 Aradu.A07 9681 c (AG)8atgggggaaaaggaagggatactgcaaatgggaaaagagaataaaagcgaggagatgattggggtttcaaagagagagaa(AG)21138 40248123 40248260 AGGGGTTTGATGGTTCACAA CTATCGCACTCATCTTCCCC 279

Ad07A9682 Aradu.A07 9682 p3 (AGA)5 15 40252174 40252188 TAGAATATTGCTCGCCCTCG CCCCATAAACCCACCTACCT 238

Ad07A9689 Aradu.A07 9689 c (T)10atcgttcttcacttcctgaggttttgggttttgactttcttttcttagtttacttaaaaaaaattag(A)1087 40271007 40271093 TTCATGTGTTTCCTTTCTTGTGA GTGTCACTTGGAGATGGGCT 219

Ad07A9691 Aradu.A07 9691 p2 (GA)6 12 40274957 40274968 TGTGCTTCAACCAAAAGCAA TGGATAGGCAGAATGTTGAAGA 247

Ad07A9692 Aradu.A07 9692 p2 (GC)6 12 40275759 40275770 GCAAAGATTGGATCAAGGGA AGTGGGTCACGGACAGAATC 272

Ad07A9694 Aradu.A07 9694 c (TA)7(TG)22 58 40304700 40304757 CGCCAAAGAGAGTTGATGGT GCTCAATTTATTTTAATTTGTCACAGC 225

Ad07A9695 Aradu.A07 9695 p3 (ATA)11 33 40307737 40307769 CTCCTGAATCACAAAGACACG CAACACTTTAGTTTCAATGATGCC 238

Ad07A9705 Aradu.A07 9705 p2 (TA)6 12 40356680 40356691 TTTAAATCGGCCCTGAACAC AGGTTATGGCGCTTATGGAA 226

Ad07A9706 Aradu.A07 9706 p2 (AT)11 22 40356902 40356923 TTCCATAAGCGCCATAACCT TTATGCGAACTACCCCCAAC 243
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Ad07A9711 Aradu.A07 9711 p3 (ATA)5 15 40360118 40360132 GCGCCTGATTACTTGCTTTC TGACCCATCTTCGTCATTCA 201

Ad07A9718 Aradu.A07 9718 p3 (ATA)5 15 40364128 40364142 CCTAAGATCGATGCACCTGAA GAGGAGATCGCATCCCATTA 147

Ad07A9719 Aradu.A07 9719 p3 (GAA)5 15 40365203 40365217 TCCTGTAACCGTTTGGGTGT AAACGCACGTTATTCAACCA 177

Ad07A9721 Aradu.A07 9721 p3 (TTA)5 15 40366848 40366862 GCCAAGAACAGCTGCACATA CGAAAAAGGAAGTTTTGGCA 267

Ad07A9725 Aradu.A07 9725 p2 (CT)6 12 40414837 40414848 CCTCATTCCCCACACCATT AGGATCATCTTGCAGTTGAGG 275

Ad07A9732 Aradu.A07 9732 p3 (ATA)5 15 40436032 40436046 TGGAAAGCATAAGCTGATCTGA AGGGTCCTCACTGTCTCTGG 260

Ad07A9739 Aradu.A07 9739 p3 (ATA)5 15 40453553 40453567 TGGAAAGCATAAGCTGATCTGA AGGGTCCTCACTGTCTCTGG 260

Ad07A9742 Aradu.A07 9742 p2 (TA)8 16 40461762 40461777 GGTTATATTGGTTGCAGGTTGC CTAGGGTTCGTCCATTTGACA 276

Ad07A9744 Aradu.A07 9744 p3 (TAT)21 63 40468833 40468895 ACCCTTTATTTTTATACAGCAAAAAC AGGTACCTCCCTCCATTGCT 255

Ad07A9745 Aradu.A07 9745 c (ATT)15gttgttattgttattgttattg(TTA)7ttg(TTA)7ttgtgtatta(TTATTG)6158 40477501 40477658 GGATCGGGTCCGTAACATTAT CTCTCCAAATCATCATCCAACA 262

Ad07A9752 Aradu.A07 9752 p3 (TTC)6 18 40501160 40501177 CTATACCTTGGCCGAATCCA TTGTCTTCCCTTCCCCTTTT 198

Ad07A9756 Aradu.A07 9756 p2 (TA)7 14 40532618 40532631 ACCCTTATTGGGCTTGCTTT GCATCATTCAAGTGTGGGAA 273

Ad07A9759 Aradu.A07 9759 p2 (AG)6 12 40546125 40546136 TTGAATTTGAATGGTGGGGT GTTTGGTGCAGGGATGACTT 216

Ad07A9760 Aradu.A07 9760 p3 (TTA)6 18 40558885 40558902 TTTAAGTCATTTACCTGTTGGTGA TTTGGTACATTTCATATCACATTCG 205

Ad07A9767 Aradu.A07 9767 p3 (TTC)5 15 40616382 40616396 ATCCTAAAATTCGAACCCCC GGTTGCCTCTGGATTGTTGT 257

Ad07A9770 Aradu.A07 9770 p2 (CA)6 12 40666288 40666299 GTGCCAAGAAAACCAAGGAA TTGGAGTGTGAAGATGCTGC 250

Ad07A9773 Aradu.A07 9773 p2 (TA)7 14 40705021 40705034 TTTGGATGAGACTTTCCATAACC CGTGTGCAATTAGTGTGCGT 242

Ad07A9774 Aradu.A07 9774 p3 (TTC)16 48 40705315 40705362 ATTCACGCCGTTTCACTTTT TGTTTCTTCGTTTTTCTGGTGA 221

Ad07A9778 Aradu.A07 9778 p3 (ATT)17 51 40708987 40709037 TGCTTTCATTTTGGAGGAAAA TGGAAGTGAGGTGTCGATTC 223

Ad07A9781 Aradu.A07 9781 p2 (AC)11 22 40756405 40756426 TCGAACAGGCTAAAAACGCT CATAGCCGTAAACTGTGCGA 240

Ad07A9783 Aradu.A07 9783 p3 (TAT)5 15 40761547 40761561 TTACGTCCCTATTTTAGCCTTTT TTTCTTCTAAAGAGCGGCAAA 156

Ad07A9784 Aradu.A07 9784 p2 (AT)9 18 40761987 40762004 CGTTAAGATTGAAATTTGGAATTAG TATAGGTCCGTGCCTGATTG 275

Ad07A9785 Aradu.A07 9785 c (TCA)13(TCT)22105 40767518 40767622 GGCTGGATAACTGAATGTTGCT CGACCCAATTTTCAGTACGC 266

Ad07A9787 Aradu.A07 9787 p2 (TA)6 12 40781625 40781636 TGAACTCTCAAAAATGAACTGTTT GAATGAGAGCATGCAAAGCA 280

Ad07A9796 Aradu.A07 9796 p3 (TAT)7 21 40820928 40820948 CAAATTCTGGTTGATTTTGGC GGAAGCAAATCAATTTAAAAGCA 253

Ad07A9797 Aradu.A07 9797 p3 (ATA)24 72 40828384 40828455 CATTTCTTTAGTGGCTTTGGC GGGTAATAATGCGTATACATGCC 148

Ad07A9798 Aradu.A07 9798 p3 (AAC)7 21 40840469 40840489 TCAAGCTGACAATCTCCGTG AGTAAGTTGTTCCCGCATCG 265

Ad07A9802 Aradu.A07 9802 p2 (AT)6 12 40850261 40850272 TTGGAATGTGCTGTTGCTTC AGCCACATACACCCAAATCC 273

Ad07A9803 Aradu.A07 9803 c (A)10gac(A)11 24 40852828 40852851 AATGCCGGAGGTGAACATAG GCATTGAAAATAAACACAGGCTT 278

Ad07A9806 Aradu.A07 9806 p3 (ATT)6 18 40894338 40894355 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 192

Ad07A9809 Aradu.A07 9809 p2 (TA)9 18 40916092 40916109 TTGTATGGGACTTTCCATAACCTT TGAAGATATTTGCTAATTATTACCGTG 270

Ad07A9813 Aradu.A07 9813 p2 (AT)7 14 40925292 40925305 GATGTGGGCATGTGTTGAGT ATCCGAAACCTCAATTCCAC 250

Ad07A9815 Aradu.A07 9815 p2 (AT)15 30 40937939 40937968 TTGTCAAACATAAATCACGTTAACAC CCATTTTCTGCAACCTCGAT 247

Ad07A9816 Aradu.A07 9816 p2 (AT)8 16 40946407 40946422 TTGAATGAAACTGTACATGCAACT TTAGTGGTTGTGTGCGTGTG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A9817 Aradu.A07 9817 p2 (TA)8 16 40955475 40955490 GGCAGGCTCTGATACCACTT GGGGGTGGGAAGAGATTATG 275

Ad07A9818 Aradu.A07 9818 c (GA)12t(AG)11g(GA)660 40958531 40958590 TGTTGCTATTGCCAGAGACG CCTAGCGACTCTATCACCGC 225

Ad07A9820 Aradu.A07 9820 p2 (GC)6 12 40995065 40995076 ACATGGCTCCTAAAACCGCT TATGTTGCTTCGCGTTCAAG 108

Ad07A9822 Aradu.A07 9822 p3 (TTC)8 24 41006008 41006031 CCCATAAACCCCACCTACCT CCCTCGAGCAAGAGAAGAAA 190

Ad07A9824 Aradu.A07 9824 p2 (GA)6 12 41014444 41014455 AAGCATGCCACATGCCTATT TCACAGTTTACAACCCTCTCCC 270

Ad07A9825 Aradu.A07 9825 p2 (TC)8 16 41016293 41016308 CAGTCCAGCTCCAGTTCCTC GGGGAAATGGGAAAGAAAAA 125

Ad07A9828 Aradu.A07 9828 p2 (TG)23 46 41024085 41024130 GCCCTGCTTTTGTCTGAAAT CGCACACCACTAACTTTTCG 273

Ad07A9829 Aradu.A07 9829 c (A)14caaaatatatctatttgcaatccattatggatctaagtgggattgatcagctaattc(A)1384 41038117 41038200 CAGTTCTCAATTTGCTTTGATCC GGGTTAGCATATGACCCCAG 267

Ad07A9830 Aradu.A07 9830 p2 (CT)7 14 41060306 41060319 AAATCCAAGTCCAGAAGGCA ATAGCCAATTGGGCAACATC 274

Ad07A9835 Aradu.A07 9835 c (AG)8gctctctcatctctcttaggatttaggattaggattcctcttaaacgatttaggat(TTC)587 41112529 41112615 TTTCTGGGCTGTTTTTGACC AAAAGAACATTGAACATTGAACC 255

Ad07A9836 Aradu.A07 9836 p3 (AGA)6 18 41136543 41136560 TAAAATATTGCTCGCCCTCG TTTTCCCAATTACCCCCTTC 271

Ad07A9842 Aradu.A07 9842 p4 (TAAA)6 24 41226210 41226233 AAGGTGAGGATAGGGGCAGT TTTTCCCTCTCCAATTTTCG 249

Ad07A9843 Aradu.A07 9843 p2 (TA)9 18 41241324 41241341 CATTGGGCACCTAGTGTGTG TGGGATAGAAATTTGTGATATGAA 271

Ad07A9845 Aradu.A07 9845 p2 (AC)7 14 41257806 41257819 GAAAACCGGGCGTTAATTTT GAACGCAAATCGGAGCTCTA 242

Ad07A9850 Aradu.A07 9850 p3 (TAT)5 15 41281569 41281583 GCCAAACAAAAGATGATGAAGA CCACGTCTATGTCCATGTGAT 278

Ad07A9852 Aradu.A07 9852 c (AATAA)5agacgacaataaaaataaagataaataaaaaaataaaaaat(A)1076 41341655 41341730 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 253

Ad07A9855 Aradu.A07 9855 p3 (AGA)5 15 41361909 41361923 CGGCCTTAGGTGACATTGAT AATTGGCCGAACCTATACCC 246

Ad07A9856 Aradu.A07 9856 p3 (ATT)5 15 41364595 41364609 TTTGTGAAGTCACCAAGCATTC ATGAGCAGGAACAGGGAAAA 194

Ad07A9859 Aradu.A07 9859 p3 (CTT)5 15 41436418 41436432 GCAGGGATGCATCTTCCTTA GGCTGGACTCTCAAGTCTGG 180

Ad07A9860 Aradu.A07 9860 p3 (AGA)7 21 41458075 41458095 ATGGTCTTGATGGGCTTTTG TTGGCCAAAACCTACACCTC 256

Ad07A9866 Aradu.A07 9866 c (TGT)8gtctcaaaacataaaag(TGT)762 41514484 41514545 TTGGCTTTTTCTGCTTGCTT TGTGGTGGCAATACTTTTTGTT 251

Ad07A9874 Aradu.A07 9874 p2 (TC)6 12 41562277 41562288 AAGGGGATAACCCTAATGCG AGGAGGAGAGTTAGAGGCGG 221

Ad07A9878 Aradu.A07 9878 c (T)10cgtttttctttttcctctttttttttcga(T)1049 41581714 41581762 TCCCCAATTAGAGGTGTCCA TGTGGTTTATGAATGTTGGCTC 231

Ad07A9879 Aradu.A07 9879 p3 (AGG)8 24 41591094 41591117 CCGAGACAAGGTCGAAGAAG AGAGTCCAGGAGGCTAAGGC 144

Ad07A9882 Aradu.A07 9882 p2 (TA)13 26 41607201 41607226 TGGCTTTTTCTGCTTGCTTT TGAATGCTTGAACATTGCAGA 236

Ad07A9884 Aradu.A07 9884 c (A)13tttgacaaaagtcaaacattgaccgatt(A)12ttgacaaaagtcaaacattgaccgatt(A)1292 41645791 41645882 TTTCCTAAACCTCAACAGTTCCA CCTATGCCGTTTCGGTCTTA 184

Ad07A9885 Aradu.A07 9885 p3 (GAA)7 21 41650940 41650960 ATTGATTGATTGCGGAGGAG GAAGGCGTGTGCAACTGATA 233

Ad07A9886 Aradu.A07 9886 p3 (AAT)16 48 41653847 41653894 CCGATTCAAACCAAAAACCA GGTTTGTGTTTGTGGGGACT 236

Ad07A9887 Aradu.A07 9887 p2 (TA)6 12 41663843 41663854 CCTTGATGAACTGATTGCCA AGGAGATTGGTTGTTGGCTT 185

Ad07A9888 Aradu.A07 9888 c (AC)29(AT)7 72 41664003 41664074 AAGCCAACAACCAATCTCCT TTCATCATTCATCCCTGCAA 219

Ad07A9889 Aradu.A07 9889 c (TTC)8ttt(TTC)65222 41672165 41672386 AGCCGAAACCACACACTTCT CCCTCGAGCAAGAGAAGAAA 278

Ad07A9890 Aradu.A07 9890 p2 (GC)6 12 41680307 41680318 GCAAGGAAAGGAAGCATGAG AATCATTTTCGAACATCGGC 255

Ad07A9892 Aradu.A07 9892 p2 (CT)6 12 41715038 41715049 TTATAAACACACGTTTGGCCC CGGAAAAGCACACCAAACTT 124

Ad07A9893 Aradu.A07 9893 c (A)10gagaactgttattgaggatctaaaaaatcatcagattgattcttgaagcaagaaaaagcagtgaatacaaaaaaaaataattttcg(A)10106 41716676 41716781 TGTGGGGAAAAGTGGATTTG AATTATGTTTTCCACATATTCATGC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A9895 Aradu.A07 9895 p2 (AG)9 18 41734650 41734667 AGCAGCAGAGGGTTGGTCTA AGAGGGAGGTGACAGAGGGT 193

Ad07A9898 Aradu.A07 9898 c (TA)6tggtacattgttt(TA)841 41739078 41739118 TGGCTTCTCTGTTCGAGGTT CGAATCCGCCTAAAAATCAA 230

Ad07A9901 Aradu.A07 9901 c (T)12atcatacaagacggctgaaggtccaacgaaatcaaaataagcaacacccaaatagccaaattaaaagaaaattttcatcttgacaaaacc(A)12114 41747729 41747842 TGATTGAGATCAATGACGAAAA ATGCCACATCATGGGAATTT 271

Ad07A9903 Aradu.A07 9903 p2 (CA)35 70 41777038 41777107 TCTCAAAAGACATGCCCAAA GAAGCAGGACGAGAGACACC 203

Ad07A9906 Aradu.A07 9906 p3 (TAT)5 15 41798482 41798496 AGTTTTTGAGCTGCGTTGGT AGTAGACTGTGTGCCCGGTT 225

Ad07A9907 Aradu.A07 9907 p3 (TTC)5 15 41824399 41824413 GGCATTTGGAATGAAAGAATG TCCAATCGAACTCCAAAACC 276

Ad07A9911 Aradu.A07 9911 p2 (TC)10 20 41869319 41869338 CCTTAGCATCACCCATGGAC AATCCGTCCATCCTGACTTG 259

Ad07A9912 Aradu.A07 9912 p5 (TTTTC)5 25 41871108 41871132 TCACATTCACTCATGCATCTTCT CGTGTGCGTTAATCAAGTGG 272

Ad07A9914 Aradu.A07 9914 p3 (AAT)6 18 41893889 41893906 CAGGGAAAAAGGCACTCTTG CCAATGGCAGGAATGAAGAT 234

Ad07A9915 Aradu.A07 9915 p3 (TCT)6 18 41897068 41897085 CCTCTTCCCAATTACCCCAT CCCTCGAGCAAGAAAGAAAA 274

Ad07A9916 Aradu.A07 9916 p3 (CTT)6 18 41908596 41908613 TGGAACTTCAGAAATACACCCA ATCGTCGTGTTTCTCCTCGT 260

Ad07A9917 Aradu.A07 9917 p3 (GAA)5 15 41908748 41908762 ACGAGGAGAAACACGACGAT GCGTTTGAATCTTTCGGGTA 208

Ad07A9918 Aradu.A07 9918 p5 (AAAAT)7 35 41909507 41909541 CACTCCCCTCTCCCTCTCTC TTAACTCCATCGTGTCGTGC 280

Ad07A9920 Aradu.A07 9920 p2 (AT)6 12 41928303 41928314 AATGCAGTTTGGAACATTGCT ACAAACTGCGTGTGCAAGAG 232

Ad07A9924 Aradu.A07 9924 p2 (AT)6 12 41938194 41938205 TCGTAATAACATCTTCATCGAACAG TCAGATTTGTAGACATGACGATTG 264

Ad07A9925 Aradu.A07 9925 p2 (CT)6 12 41940240 41940251 GTTTTCTCCATCTTCGCAGG GAATGAGAGGGGGAAGAAGG 244

Ad07A9926 Aradu.A07 9926 c (T)10ctttcaaaataccactcacactaacactacccactaacaacaacactctcttcttcttcttttaaggtaacacgtctttctttgttgtccacgttc(T)10116 41943253 41943368 AAAAGGTTGGGGACGATTTT TCGAAATGGGGATTTAGTCG 227

Ad07A9927 Aradu.A07 9927 p3 (TCT)9 27 41944932 41944958 TACAACAACAAAGCCCACCA GGAGATGGGGCAGATGAATA 257

Ad07A9929 Aradu.A07 9929 p2 (CT)9 18 41952025 41952042 GGACCAGAAAGTGCTGGAAG AAACCTGGGATCGAGAGTCA 267

Ad07A9931 Aradu.A07 9931 c (CT)9tagggtttaggtagtgtttatagaaa(CT)656 41958153 41958208 TTTCTGGGCTGTTTCTGACC AAACCTGGGATCGAGAGTCA 280

Ad07A9932 Aradu.A07 9932 p2 (GA)8 16 41966249 41966264 AGAGAGAGGGAGAGGGTTCG TGAAAACAACTAACCACTTTTTCAA 250

Ad07A9935 Aradu.A07 9935 p3 (AGA)8 24 41976200 41976223 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 213

Ad07A9939 Aradu.A07 9939 p3 (AGA)5 15 41988513 41988527 GAGAAGGAAAACTCCTGCGA CTTTGGCAGCAGAAATAGAGG 108

Ad07A9941 Aradu.A07 9941 c* (CGTG)17(GT)7* 79 42020369 42020447 GCTTGCAAATCCTTTTCATTCT TTCGAATGAGAGGTGGTGAG 201

Ad07A9943 Aradu.A07 9943 p3 (TTA)5 15 42031598 42031612 TACTTTGGGGCATTTTGTCC GCTCATGAATTAAGTGTGGGG 253

Ad07A9944 Aradu.A07 9944 p2 (CT)6 12 42038019 42038030 GGAACATTGAACCTGAAAACTGA TTGGGCTATTTTTGACCCAG 232

Ad07A9945 Aradu.A07 9945 p2 (TA)10 20 42042589 42042608 TTTTTCTTCTCATCTTCCATTATCA TGTGTTGTACACTATAATTTTCTGTGA 201

Ad07A9946 Aradu.A07 9946 c (A)10gtgactgatccatgtgcacatg(T)1143 42043057 42043099 TTCGCGCCAAAATTTTATGT TGACATTACTTAGCACAAGTCTAACA 234

Ad07A9955 Aradu.A07 9955 p2 (GC)6 12 42133812 42133823 TGGGCAAAAGAAAATGGAAG ATCGATGCGCTAGCATACCT 188

Ad07A9956 Aradu.A07 9956 p4 (ATAA)5 20 42156248 42156267 CGTTGCCAGGGATTGATAGT GGAGACACCAAACTTAATTTCAGA 177

Ad07A9957 Aradu.A07 9957 p2 (TC)6 12 42161529 42161540 ATCACTATCAAAATCGGGCG ATAAGCGAAGCGTCAACACC 257

Ad07A9959 Aradu.A07 9959 c (T)12ctgttg(T)14 32 42188236 42188267 GGCCTAACTCTCGGGTTTTT AGCTGTTTGGAGGTTTGGAA 217

Ad07A9960 Aradu.A07 9960 p2 (GC)6 12 42191009 42191020 ATAATAGTGGGCCACGGACA GCAAAGATTGGATCAAGGGA 259

Ad07A9964 Aradu.A07 9964 p3 (ATT)5 15 42200171 42200185 TACCCAGATCAGTCCCCAAA CAAGTGTAGTGGGTGCATAAAA 242
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Ad07A9968 Aradu.A07 9968 p2 (CT)6 12 42260728 42260739 TTTCGAAATTCTCTTCCCCC CGGAAAAGCACACCAAACTT 157

Ad07A9970 Aradu.A07 9970 p2 (TA)6 12 42285685 42285696 TGAATCTTAGGGTGGCCCTT CATTTTGCACTTTGGGCTGT 278

Ad07A9971 Aradu.A07 9971 p2 (CT)6 12 42289685 42289696 AGGCGTGATGAGAAGGAGAA CACAGCGATTTATGGACCCT 224

Ad07A9972 Aradu.A07 9972 c* (CT)8ccctctccctccctccatctgccccttcctctctctttctttctccctcccttctttc(TCT)7(TC)7*106 42292116 42292221 CCGGTTAACCAAAACCAAAA GAGAGGAGGGAGAGAAAGGAA 217

Ad07A9973 Aradu.A07 9973 p2 (CT)6 12 42292344 42292355 CCTCCTCCTCTTTATCCTCTCC AGAGAAAGAGGGATGGGGAA 175

Ad07A9975 Aradu.A07 9975 p2 (AG)8 16 42293291 42293306 GGGTCAGGCATGGCTTAATA GGACATCCAGCGATTTTTGT 256

Ad07A9978 Aradu.A07 9978 p2 (CG)6 12 42302918 42302929 TTAAAGCAGGGAGCAAATCC ATAGGGAGCTCTTGGGCATT 271

Ad07A9980 Aradu.A07 9980 p3 (TCT)6 18 42316164 42316181 AACCCTCTCTTCTCCCCTTG CTAGAGGATTCTCCGGCCTT 187

Ad07A9983 Aradu.A07 9983 c (T)11attttgacaaactttccataaaatatcaagaaatatttaaacatttttcaattgcaataaaaaatacatc(T)1091 42331118 42331208 GAGAAATTTGATTCTCTATTTTCGTT TTTAGAACTTGTTCTGGCTAGTTTTT 263

Ad07A9984 Aradu.A07 9984 p2 (AC)6 12 42333751 42333762 ACTTGTTGTGCATGTTGGGA AGTCTGCGGGGATACAAGAA 244

Ad07A9985 Aradu.A07 9985 p2 (TG)9 18 42335718 42335735 CGTCATCAACCTCATACGGA TCGCCACCATTGTTTTATGA 128

Ad07A9986 Aradu.A07 9986 p3 (AGA)5 15 42340849 42340863 TGCCTTTTTCCTTGTTCCTG TTTTCGAATTCTCCCCCTCT 238

Ad07A9988 Aradu.A07 9988 p3 (GAA)5 15 42354011 42354025 TTGGATGAAGATCAAAAGCTCTC CTCCCCTCACACACTTTTCC 258

Ad07A9992 Aradu.A07 9992 p5 (TTTTA)6 30 42391979 42392008 TTGGGTTGACTTGGTCAAAA CCATGATGGAGAAAGGGAGA 253

Ad07A9993 Aradu.A07 9993 p4 (AAAT)7 28 42401655 42401682 TTCGTTAGTACCCCTCCCCT CAAAAAGGATTAAACGCACCA 240

Ad07A9997 Aradu.A07 9997 p4 (AATA)5 20 42437170 42437189 TGCTTGTGGTGTTTTGGTGT TGGCATCTCACTCTCCTTTG 246

Ad07A10002 Aradu.A07 10002 c (T)11actttaactctgtgatagtgttattatggaaatttaccttaggagatatatagtg(GTA)581 42640784 42640864 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 240

Ad07A10006 Aradu.A07 10006 p4 (ACAT)5 20 42676123 42676142 TTGCATTTTGCATCTTTTGC GCCCTAAAACAAAATTCTTGGA 248

Ad07A10007 Aradu.A07 10007 p3 (AAT)27 81 42676793 42676873 GGAAATGGGTGCACATTCA TTCATGCATCTTTTTCATCCA 213

Ad07A10008 Aradu.A07 10008 p2 (CT)6 12 42685097 42685108 ACGCCAGAAATGGCTAAAAA TTGAATTTGAATGGTGGGGT 251

Ad07A10012 Aradu.A07 10012 p3 (AGA)7 21 42709833 42709853 TTGCCTTCCCTTTCCTCTTT CCCTCTCTTCTTCCCTTTGG 209

Ad07A10013 Aradu.A07 10013 p3 (ATT)6 18 42723521 42723538 GCAAAAATTGCAAATCCCAA CACAAAAACATTTGCACCAA 262

Ad07A10014 Aradu.A07 10014 p3 (AAT)6 18 42724778 42724795 AAAAACGATGCTGGTCGAAT CTTGGGAATATGGTGATCGG 271

Ad07A10015 Aradu.A07 10015 p2 (CT)14 28 42725072 42725099 TCTCTGTCGGCTTCATCAACT GGGCCTCCAAGCATGTAATA 244

Ad07A10018 Aradu.A07 10018 p3 (AAG)5 15 42728419 42728433 AATCCATGATACGACGGGAA GACTCGGGTCTCGTTCTCAC 184

Ad07A10019 Aradu.A07 10019 p2 (TC)8 16 42728641 42728656 CGAAACGTTCATGGAGTTCA CATACATAGCACCGCCCTCT 280

Ad07A10021 Aradu.A07 10021 c (A)14caaataaagctaaccctattctaacatgcagaccagcctttgtcaaaagaaacctcgctccttctccttctctcta(TC)6102 42729891 42729992 CGGTACTAATTAACTTTTGAAGTGTGC TCCAAGGAAGGAATGTGAGA 211

Ad07A10024 Aradu.A07 10024 p3 (TTC)6 18 42734158 42734175 CACCTTGACCGAAACACCTT CGACCTTAGGTGCCATTGAT 161

Ad07A10028 Aradu.A07 10028 p2 (CT)14 28 42810804 42810831 GAAAAATCGATTGAACCGACA GCTGCTGTTGCTACTGGATG 197

Ad07A10030 Aradu.A07 10030 c (A)11cttg(A)10 25 42812577 42812601 AGATGTGAGTGGGGACCTTG TGGGACATGTTCGACTAAGTTTT 225

Ad07A10034 Aradu.A07 10034 p2 (TA)11 22 42832971 42832992 GCTTTAGGTCCCTTATTGTTCTTTT ACTTCATTCTAGTACTTTTGGATCATT 251

Ad07A10038 Aradu.A07 10038 p2 (TG)6 12 42854679 42854690 CACAGCTAAGTATGCGTGCG TCAAAGCTTGCTATAAAATGCTAAAA 270

Ad07A10040 Aradu.A07 10040 c (AT)6cacgcagccgcgtgagtcacgcggatggtgttttcgcaatatgacgcgatcgcatggggcatgcggtcacgtcgtgcaaccc(T)10104 42863925 42864028 GGTATTGTGCAAATGATGCG TTGCATTCTGCATTTTTCGT 256

Ad07A10043 Aradu.A07 10043 p2 (TA)6 12 42917749 42917760 CATCTAAGTGTGGGGGAGGA AGGATCAAAATGAGCTAGGCA 240
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Ad07A10045 Aradu.A07 10045 p2 (AT)8 16 42922741 42922756 TCTTTCATCATAAAATTCAAAATCCA GGGTTAGCATATGACCCCAG 272

Ad07A10047 Aradu.A07 10047 p2 (CT)6 12 42938061 42938072 AAGCAAGGCTCGCATAATTT CAGGGCAAAGGAAAGTCAAG 280

Ad07A10048 Aradu.A07 10048 p4 (ATTT)7 28 42971559 42971586 CAAAAGTTGCAACAATGGGA TGCTAGATGGGAGACAACCC 258

Ad07A10050 Aradu.A07 10050 p3 (AAG)6 18 43003371 43003388 ATTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 244

Ad07A10052 Aradu.A07 10052 p3 (AAT)5 15 43018424 43018438 TGTTGGCTCTTGAATGAATGA TTTCTGCTTGCTTTTTCTTTTTC 171

Ad07A10054 Aradu.A07 10054 c (TC)10ctcttctctttcttttctcg(CT)7cccttcaatttttctcttgcctcctctctttgttttttt(TC)8109 43037303 43037411 TGAAACTGGCCTAGATGCCT GAGCATGAGGTGAGAGAGGG 259

Ad07A10055 Aradu.A07 10055 p2 (TC)6 12 43037642 43037653 CCCTCTCTCACCTCATGCTC GAGGAGGAGAAAGAACAAAGGA 216

Ad07A10057 Aradu.A07 10057 p2 (GA)12 24 43038280 43038303 GGGAAGAGATGATTAGAGTGGAA CCCTCTCTCTCTCCTTTCCTATTT 248

Ad07A10058 Aradu.A07 10058 c (GA)6ggggggagagagagggagagaaaaagaggaaaaaaga(AG)15aaaagggggagaaagagggagagagagaaagaggaaaatgagtgtgagagagaaggat(AG)6149 43038419 43038567 GGGACAGAGAAAGAAAGACGA TTTCCCTCTCTCCCCTCTTC 215

Ad07A10059 Aradu.A07 10059 c (GA)8a(AG)6aa(AG)10aaaagaattagaaagaatcaaacttttaaaaattaaaaaat(GA)16124 43038713 43038836 GGGAGAGGGAGAGAGAGGAA CCTAATTTCAAACCCAAATTACA 279

Ad07A10062 Aradu.A07 10062 p4 (TTAT)5 20 43057570 43057589 TTTTTCATTAGACTTAACATTGGGG AGAAACTGTGGGAACATGGG 242

Ad07A10064 Aradu.A07 10064 p3 (TTC)6 18 43072791 43072808 TCATGAAGCTGAATGCCAAG ATATTGCTCGCCCATTATGC 196

Ad07A10066 Aradu.A07 10066 p3 (TTG)5 15 43090297 43090311 TTGGACTCGCACAACTTCAC GCGCATTCAACAACAACAAC 157

Ad07A10067 Aradu.A07 10067 p3 (AAG)5 15 43107131 43107145 CATGCCAACATTGAACCAAG TTGCCATGCTCTTTCCTTCT 231

Ad07A10068 Aradu.A07 10068 p2 (AG)6 12 43125259 43125270 GTTTGGGGAAGAGGTGTTGA CAGAAAAGGGCAAGAAGCTG 223

Ad07A10071 Aradu.A07 10071 p2 (TC)6 12 43158927 43158938 GTTTACCACCCCTCATTCCC CGGAAAAGCACACCAAACTT 118

Ad07A10074 Aradu.A07 10074 p3 (CTC)8 24 43263573 43263596 GACTAGGTCCGGGGGTGG GTCGAGCCAAACTTGAGGAG 119

Ad07A10076 Aradu.A07 10076 p4 (AAAT)5 20 43274538 43274557 GCAATTCCCCAAGAGTTTCA CTGGTTCAGAAGCTGGTGGT 216

Ad07A10078 Aradu.A07 10078 p2 (TG)6 12 43281108 43281119 GAAATTACCTTGATGGTGATACCC TGAATGGAAGTGCAGTCGTG 151

Ad07A10079 Aradu.A07 10079 p2 (TA)10 20 43281285 43281304 CGACTGCACTTCCATTCACA AGAACCAGCTATGTTCCCCA 229

Ad07A10081 Aradu.A07 10081 p4 (TTTA)7 28 43294868 43294895 CGAAAATCACTAACCACTTTTTCA GAGGGAAGGGAAGAAGAGTGA 168

Ad07A10082 Aradu.A07 10082 p3 (TTC)6 18 43298308 43298325 CACCTTGACCGAAACACCTT CTCGAAGGTGGAAGCTTTTG 211

Ad07A10083 Aradu.A07 10083 p2 (TG)32 64 43331592 43331655 TTGGCATTCAGAGGGATAGG TCGGGCCTTTATGAATATGAA 211

Ad07A10086 Aradu.A07 10086 p3 (ATA)15 45 43353378 43353422 CCGATTCACAAACTACCCTG GGTTTTCAATTTCTTTGACACTTG 280

Ad07A10090 Aradu.A07 10090 c (TTA)6tc(ATT)6 38 43376009 43376046 TGTGATGAGTCTAAATGCCAATG GCAATAGCAGAGGCTGAAGG 226

Ad07A10093 Aradu.A07 10093 p3 (TTA)10 30 43385484 43385513 TTAGGCTCTGAAAGCAGCAA GACGTTAGGGGCAAAAATCA 275

Ad07A10097 Aradu.A07 10097 p5 (TTATT)5 25 43420276 43420300 GTGAATTTCCGGCTCAAAAA AATAGTGAGGTCGGGCCAAT 213

Ad07A10101 Aradu.A07 10101 p2 (GC)6 12 43441826 43441837 CCAGTTGGGTTGGAAAGCTA CAAGGCTCCTAAAATCGCTG 162

Ad07A10103 Aradu.A07 10103 p4 (TATT)5 20 43462418 43462437 TTTTCGAATTATCCCTCTCTTGTC GGGTGAGGATAGAGGCAGTG 106

Ad07A10114 Aradu.A07 10114 p3 (TTC)6 18 43500547 43500564 TCTTTTCTTTCCCCTGCCTT ATGGAGCTGAAATGGGAATG 112

Ad07A10119 Aradu.A07 10119 p3 (TCA)5 15 43511243 43511257 TGCTGCTACTGCCCAGGTAT GGTTCGATGGCTAGGTTTCA 276

Ad07A10120 Aradu.A07 10120 p2 (AC)13 26 43512098 43512123 TCCAAAACCAACCAAATTCC TTGGAGTGGAAAGTGCTGAA 274

Ad07A10121 Aradu.A07 10121 p2 (GA)6 12 43523207 43523218 TAATGAGAAGGCGAGCTTGG CCCTTTTTCTTCTTTTCTTTGG 253

Ad07A10123 Aradu.A07 10123 p2 (TA)7 14 43526426 43526439 TGGAAAACCTGGTCTCGTTC ATCCACCAAAAGCTACCACG 219
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Ad07A10124 Aradu.A07 10124 p3 (AAT)5 15 43526787 43526801 TTGCAATTTCAATCCCACAC GCACATGACATTTTGATCATTTTT 165

Ad07A10125 Aradu.A07 10125 c (AG)9ttcagcaaaagaatagggtaatgatatttgtccgtctgatagacctatatataggctg(T)1187 43528148 43528234 ATGATCAGGATTCGTGAGGC CAAAACAGCACAAATGAGGC 256

Ad07A10127 Aradu.A07 10127 p2 (TA)6 12 43537075 43537086 CATATGCCGGTAAATCACCC TTTTTCGGGAGAATTGGATAAA 211

Ad07A10128 Aradu.A07 10128 p2 (TC)7 14 43541071 43541084 TCATTGCATCAAGGTCCAAA GCGTACCTTTGGATAGCTGC 262

Ad07A10130 Aradu.A07 10130 p3 (TGA)6 18 43569348 43569365 AAAAGGGACCCACTCGTTCT TGTGGTTTGACTGGGAGACA 177

Ad07A10131 Aradu.A07 10131 p3 (AGT)5 15 43569904 43569918 CTTTTCCACCCTTGATGACAA AATGACCACAGCAGCAACAC 100

Ad07A10132 Aradu.A07 10132 p5 (TTATC)5 25 43591959 43591983 CCTGGGTGCTCCAGTGTATT AAAGGCGATTCCCCTAAAGA 122

Ad07A10133 Aradu.A07 10133 p5 (TTATC)5 25 43597582 43597606 CCTGGGTGCTCCAGTGTATT AAAGGCGATTCCCCTAAAGA 122

Ad07A10134 Aradu.A07 10134 p2 (GA)6 12 43602588 43602599 GCAAGCAATCCCTTAAATAGGA TCCCCTTCTACCTCACCTTTC 279

Ad07A10138 Aradu.A07 10138 p2 (CA)6 12 43662006 43662017 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad07A10139 Aradu.A07 10139 p2 (AC)6 12 43671236 43671247 GGTCAACGCACATCAACAAC TTTTGAATTGGCCAGGACTT 201

Ad07A10142 Aradu.A07 10142 p3 (ACA)8 24 43680430 43680453 AGCACACACCATTGCATCAT TGGGGTCTAGAAATCCAAAGG 250

Ad07A10143 Aradu.A07 10143 p3 (AAT)12 36 43681997 43682032 TGCCCCTTTCATAAACCATC GGGTGAGGAATCCCTCTTGT 242

Ad07A10144 Aradu.A07 10144 p2 (AT)6 12 43683354 43683365 TCTCAAGTGGGGCTGATTTT TGATGATGTCCAAACAAACAAA 279

Ad07A10147 Aradu.A07 10147 p2 (GA)7 14 43686049 43686062 TCCTTGGTCGTTCACCCTTA TTGGGGTCAAAGTAAAAATGC 224

Ad07A10148 Aradu.A07 10148 p2 (CT)6 12 43706696 43706707 CGCTAGAAATGGGCAAGAAG GGAGGATGGATGTGAGTGGT 280

Ad07A10150 Aradu.A07 10150 p3 (TTC)5 15 43715790 43715804 CCCGGAGAGCTATTTTGGTT CCCCTAATGAAAGTGGGGTT 168

Ad07A10151 Aradu.A07 10151 c (TC)7(GAT)5 29 43718394 43718422 ACTCAGGCTCAATGAATGGG ATGTTTCCATCAGTAGCCGC 258

Ad07A10153 Aradu.A07 10153 p2 (CT)11 22 43726753 43726774 AAAAAGAACATTGAACCTGGAA AACCGAATCCTGGGCTATTT 256

Ad07A10160 Aradu.A07 10160 p3 (TCT)5 15 43790065 43790079 AAACCCACCCTAAATAGCCG CGGTCTTAGGTGCCATCAAT 257

Ad07A10162 Aradu.A07 10162 p3 (GAA)6 18 43804150 43804167 GAAGTTTAAGTGCCACCGGA GTACCCTTGACACGTACGCA 246

Ad07A10167 Aradu.A07 10167 p2 (TA)6 12 43828013 43828024 CAAAGGTTAGAGTTCGATCCG AGTTGGCGACGTTCAAATCT 272

Ad07A10169 Aradu.A07 10169 p2 (CT)7 14 43836133 43836146 AAACGTTTTCTCACCCCTCA AGAGGCTTGCTTGTCCTCAA 105

Ad07A10171 Aradu.A07 10171 p4 (TAAC)5 20 43843954 43843973 GCAATAAGAGGCAACAATGTG CCAATCCCTCATCCAACACT 182

Ad07A10172 Aradu.A07 10172 p2 (GC)6 12 43844129 43844140 AGTGTTGGATGAGGGATTGG CCATGCATTAACCCGAGAGT 241

Ad07A10173 Aradu.A07 10173 p3 (AGA)5 15 43855018 43855032 AGCTCCTCCCCCTAATGAAA TTCAAAGGCTAGAAAGCCCA 265

Ad07A10174 Aradu.A07 10174 p2 (TA)6 12 43909587 43909598 GTACCCTAGCCGGCCTAAAC CTCACGATTCGACAACGAAA 159

Ad07A10178 Aradu.A07 10178 p2 (TC)6 12 43932841 43932852 AAGGCAAATGAAACACGAGC CAGAGAGATCTTGTGCGACG 175

Ad07A10181 Aradu.A07 10181 p2 (TA)9 18 43949005 43949022 GAAAAATGGTCCAACTTGCC TCATGTGGATTTCGTTGTGG 257

Ad07A10182 Aradu.A07 10182 p2 (TA)6 12 43949310 43949321 CCACAACGAAATCCACATGA TAGCGGTTTGTTGGTTTTGG 214

Ad07A10183 Aradu.A07 10183 p2 (CT)19 38 43949706 43949743 ACATGGCTTAACAACCAGCC ACCGTTGCTGGAGATTGTTC 228

Ad07A10185 Aradu.A07 10185 p4 (ATTT)5 20 43962681 43962700 GGTTTGCGAGTGCTGTTGTA TTTGTCAAGAGAATAAAATTATACGAA 273

Ad07A10187 Aradu.A07 10187 p2 (TC)19 38 43973851 43973888 AGCCTTAAGTGTGGGGAGGT AATAATTCAACCATGCGGGA 173

Ad07A10188 Aradu.A07 10188 p2 (AT)7 14 43974798 43974811 GGGAATAAAAGCACCCCAAT TTGTAATGGGGCCAAGGTAA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A10192 Aradu.A07 10192 p3 (TTC)7 21 44002926 44002946 ACCCGCGATAAGAACACAAC GCCATCACACACAACACACA 174

Ad07A10193 Aradu.A07 10193 p2 (CT)6 12 44032116 44032127 TGCAGGGATGACTTTTCCTT GGAGAGGGATGTTGAGGTGA 118

Ad07A10194 Aradu.A07 10194 c (A)10gagaaaaagaaaaggaaacg(A)1040 44033771 44033810 TTGTTGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 241

Ad07A10195 Aradu.A07 10195 p2 (AT)8 16 44037503 44037518 GTGGGGAAACTGTGGGAATA TGGGGTAATTTTGTCCCCTT 208

Ad07A10201 Aradu.A07 10201 p3 (TTC)5 15 44090693 44090707 CCTTGGCCGAATACACATCT ACTCGGAGGTGGAAGCTTTT 210

Ad07A10203 Aradu.A07 10203 p2 (GT)6 12 44109642 44109653 GACGGAGCTTCAACGATAGC CTCACCACCACTCACCCAC 221

Ad07A10204 Aradu.A07 10204 p2 (AT)6 12 44111184 44111195 TGGTTTTGACGATTTTTACGTG TATGCATGGCTTTGAATGGA 127

Ad07A10205 Aradu.A07 10205 p3 (TGC)5 15 44111498 44111512 CGCAAGATTGCTTTTGTTCA TCAAATCAAATGATGTGTTTAGCTAGT 216

Ad07A10207 Aradu.A07 10207 p2 (CT)13 26 44151556 44151581 CTGCCTTTCACTCCTTGTCC TGGTATAGAGTGTTGGACGGC 277

Ad07A10208 Aradu.A07 10208 c (TTC)7tcttcttttctttcttgctcgagggcgagcaatattttaagtttggtgtggtaaaagcatagc(T)1094 44162407 44162500 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 278

Ad07A10211 Aradu.A07 10211 p3 (GAG)5 15 44172051 44172065 TGGCTTTGGAGTGCTTTCTT TTTCGAAAATTTCCCACCC 237

Ad07A10216 Aradu.A07 10216 p3 (TTA)5 15 44211865 44211879 ATAAGAATCTACGGCGGGCT TTCAAACCTCATGCACTCCA 266

Ad07A10221 Aradu.A07 10221 p2 (TG)10 20 44239561 44239580 TTATGCCTACCACCCCACTC TTTGGGAGGAAATGATGGAG 211

Ad07A10222 Aradu.A07 10222 p2 (AT)7 14 44242874 44242887 ATGTGAACCATGGGATTTGC TCCAGTCGCTTTCCAGTACC 258

Ad07A10223 Aradu.A07 10223 p2 (TA)9 18 44243481 44243498 GGACTGTTTCTAGGACCGGG GGGAAACTGAGAACAGTGAGG 154

Ad07A10225 Aradu.A07 10225 p3 (TAA)6 18 44244425 44244442 AGGAAGATCACTCAAGTGGCA GGGCATGAAAATCATCTGCT 207

Ad07A10226 Aradu.A07 10226 p2 (CT)11 22 44245404 44245425 TTGATTTATGTTTGTGGCCC CATGAGGAAAATGGGGAAGA 247

Ad07A10227 Aradu.A07 10227 p2 (TC)12 24 44245553 44245576 CCATTTTCCTCATGGCTTTG TTGGTTGAAAGTCCCCAATC 253

Ad07A10228 Aradu.A07 10228 p2 (AT)6 12 44246856 44246867 TTGGCCAAAATAACCACACA ATCCAATTGCATTCCCATGT 260

Ad07A10230 Aradu.A07 10230 p3 (TTC)8 24 44296149 44296172 GGCCAAAACCACACACTTCT GCTTTTGTCTTCCCTTTCCC 203

Ad07A10232 Aradu.A07 10232 p2 (AT)6 12 44338919 44338930 TTGTTACCTTCCCCACAGGT TGGTTGTCTTTATCTCCTGGC 227

Ad07A10243 Aradu.A07 10243 c (CT)6ccttcata(TCT)535 44446752 44446786 AATCCTTTTCCCACCCAAAC CGTCCTCGAGCAAAGAAAAG 199

Ad07A10245 Aradu.A07 10245 p2 (CT)9 18 44480678 44480695 GGATTGCATGAAGAGGGTGT GGGTTTTGGGGAAGAATGTT 164

Ad07A10246 Aradu.A07 10246 p3 (ATA)24 72 44493397 44493468 CCTTAGTAGAACTAGCAATGAATAACG GCTTAGCTTTTGTCACTTTGGAA 211

Ad07A10247 Aradu.A07 10247 p2 (AC)8 16 44500806 44500821 TTAAACCGTATGACCGCTCC AGAACCCTTTCGAGGACGAT 219

Ad07A10249 Aradu.A07 10249 p3 (TCT)6 18 44522890 44522907 GGCCGAACCTACACTTACCA CCCATGACTCGGAGGTAGAA 212

Ad07A10250 Aradu.A07 10250 p2 (TG)6 12 44557994 44558005 TCAGATAGATGGTGGTGCGA CAACCCACTGCAAGAGTCCT 257

Ad07A10251 Aradu.A07 10251 p2 (AG)7 14 44572496 44572509 ATAGGTGAGGGGTTTTTGGG CAGAATTGGCACAAAGAGCA 215

Ad07A10252 Aradu.A07 10252 p3 (TTC)6 18 44582615 44582632 CCCATAAACCCCACCTACCT TAGAATATTGCTCGCCCTCG 152

Ad07A10257 Aradu.A07 10257 p4 (AAAT)6 24 44663727 44663750 TCCCAAAGTTTAAGTAATTTTCACAA AAAAAGGACTTTTAATGCCAAAA 275

Ad07A10264 Aradu.A07 10264 p2 (AT)7 14 44737911 44737924 TGAATGAATTTATCGAAGGATCA AAATCAAACTGTTCTTGAATGTGC 279

Ad07A10275 Aradu.A07 10275 c (AT)9(GT)7 32 44810341 44810372 GACACCATAGCATTCACCAAAA TTTAGCCACCTTAGCCATGC 151

Ad07A10280 Aradu.A07 10280 p2 (AG)6 12 44836137 44836148 TTGTTTTCCCTTAGGAGCCA CTCTCATTCCCCACACCATT 153

Ad07A10281 Aradu.A07 10281 p3 (TCT)6 18 44859433 44859450 TTGGCCAAACCTACACTTCC CTAGAGGATTCTCCGGCCTT 170
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Ad07A10282 Aradu.A07 10282 p3 (TAT)6 18 44867005 44867022 TGTTGTTTCCAGATTGCAGG AACACACACACACACCCACA 261

Ad07A10283 Aradu.A07 10283 p3 (ACA)5 15 44870570 44870584 TCAAGGCCAAAACCACTACC AACTTGATTGGTGGGAGACG 268

Ad07A10284 Aradu.A07 10284 p3 (AAG)5 15 44877075 44877089 AGTGGTCTTGATGGGCTTTG CCACACAACCCCCTCTTCTA 275

Ad07A10285 Aradu.A07 10285 c (A)10tctg(T)10 24 44894766 44894789 GGAATTGCAAACATGTGCCT CATAGCCAGAGGGGTGAGAG 220

Ad07A10286 Aradu.A07 10286 p3 (AAT)13 39 44899390 44899428 TTTTCAATTGCTAATTCCAAAATC CCATGATGGAGAAAGGGAGA 220

Ad07A10288 Aradu.A07 10288 p3 (TTC)6 18 44941454 44941471 TACACCTCTCCCCCTCTCCT TGGGGATCACCTTCTTCTTG 280

Ad07A10293 Aradu.A07 10293 p3 (AAC)5 15 44996028 44996042 TGGCAATCTCAGGTGACAAA TAGGAGGGTGGATGAGATGG 245

Ad07A10295 Aradu.A07 10295 p3 (AGA)7 21 45023336 45023356 ACCACTGAGCTATGACGGCT CTCTTTACCACCCACTCCCA 266

Ad07A10296 Aradu.A07 10296 p3 (AGA)5 15 45035121 45035135 CTAGAGGATTCTCCGGCCTT CGAACCTACCCTCTTCCCTC 250

Ad07A10298 Aradu.A07 10298 p2 (AT)8 16 45043660 45043675 TGGCCCTAAGCACTTTGTTT TCCTGGTCTAAGCGGCTAAA 263

Ad07A10301 Aradu.A07 10301 p3 (AGA)6 18 45065675 45065692 TAAAATATTGCTCGCCCTCG CACCCTACATGGCTGAACCT 189

Ad07A10306 Aradu.A07 10306 p2 (AT)9 18 45123187 45123204 TCTTCGTAATTGCTGATTTCAA CCATGATGGATAAGGGGAAA 257

Ad07A10307 Aradu.A07 10307 p3 (TCT)5 15 45133850 45133864 CCCCCTCCTCTCCTTCTCTA TCTCCTTTTCCCATGATTCG 214

Ad07A10309 Aradu.A07 10309 p2 (GC)6 12 45145958 45145969 GCACCCTTTGATTCTGCACT CAGAGATTGCTTCAGGGCTT 142

Ad07A10311 Aradu.A07 10311 p2 (CT)6 12 45156920 45156931 TGAACCTGATGAAGAGTCGAAA CGCATTTCAACCCAGTTTTT 207

Ad07A10313 Aradu.A07 10313 p3 (ATT)6 18 45172852 45172869 TGGAGATGCTTCTTCCATCA GGAAAAGGGCACTCTTGTTG 218

Ad07A10314 Aradu.A07 10314 p2 (AT)6 12 45194725 45194736 CATGCATTCATTGTTCAAGACA GCTCAAGTGTCCACCTAATCC 262

Ad07A10316 Aradu.A07 10316 p2 (TC)9 18 45196018 45196035 CTTGCATTGCTTCGTTCCTT GGAGAGAGAGAGGAAGGGGA 252

Ad07A10317 Aradu.A07 10317 p2 (CT)8 16 45196320 45196335 TTCTCTCCTTTCCTTTCCCC CCAACGTGAGAGAGATAGAAAGC 203

Ad07A10319 Aradu.A07 10319 p2 (AG)6 12 45206996 45207007 TCACAGAAAAACACACAAACTCA CACTCTCCCCATGCTCTCTC 264

Ad07A10321 Aradu.A07 10321 p2 (AG)14 28 45210814 45210841 TCTTAGCTCTAAACCATGTTCCAA AGCCTTAAGTGTGGGGAGGT 269

Ad07A10324 Aradu.A07 10324 p5 (TTTTA)5 25 45241207 45241231 CTTGGTGTTTTCCCTCCAAA CTGGACCGTTCATTTCCACT 232

Ad07A10325 Aradu.A07 10325 p3 (AGT)5 15 45248447 45248461 CCCAAAACACAGGTTGTTGA AGAACAAAAAGTGTTGCCACC 278

Ad07A10327 Aradu.A07 10327 p2 (AT)6 12 45288156 45288167 AAGGACAGAGAAGGCAGCAA TCACTCACCAGAAACTCCCC 270

Ad07A10328 Aradu.A07 10328 p2 (GT)7 14 45288558 45288571 TAGAGCTCAACACCGCAGTC CAGCAAGCCCCCTTTTATTA 193

Ad07A10331 Aradu.A07 10331 p2 (TG)18 36 45302969 45303004 GGGAATGATAGAAGGTGATTTGA GCATTGTGCTTTACCTGCAA 232

Ad07A10332 Aradu.A07 10332 p2 (AG)22 44 45305573 45305616 AGCATGCCAATCATCATCAA TCCACTACACCATTGCATCG 269

Ad07A10335 Aradu.A07 10335 p3 (AGT)6 18 45375922 45375939 AGCTGAAGCGCCAGAAATTA TTTAATTGGGAATAAACCCAGAA 202

Ad07A10337 Aradu.A07 10337 p2 (AT)6 12 45419172 45419183 AAACCAGGCAGGAAAAGGAT CAGAAAAACGCTTACCAGCA 269

Ad07A10338 Aradu.A07 10338 p2 (TA)8 16 45420227 45420242 TCGACCTGCTAAGCAAAAGC CGTTGAGTGTGCTGGATTTG 225

Ad07A10340 Aradu.A07 10340 p2 (AT)8 16 45428281 45428296 ATTCGAATCTCAGTCCCACG CATATACATTCTCAAATTTAGGGGG 276

Ad07A10344 Aradu.A07 10344 p2 (AC)8 16 45445770 45445785 TCCCTTTTTGCTTATGGTGG GAATGAGTGAAGTGCATGCTTC 254

Ad07A10346 Aradu.A07 10346 c (A)10gctatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagaaagaaaagaag(AGA)793 45473515 45473607 TCTGGCCTTAGGTGCCATTA CCCATAAACCCCACCTACCT 244

Ad07A10347 Aradu.A07 10347 p3 (ATT)6 18 45476646 45476663 TTTGTGAAGTCACCAAGCATTC ATGAGCAGGAACAGGGAAAA 197
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Ad07A10349 Aradu.A07 10349 p3 (TTA)9 27 45490692 45490718 AAGGGCCTCATAAATGGCTT CAAATCTTAATGGCTTCGGC 259

Ad07A10351 Aradu.A07 10351 p3 (TAT)5 15 45493571 45493585 CCTTATATCAATTTTTGAGGGCA CTTAATGGCTTTAGCCAAATAAATA 236

Ad07A10352 Aradu.A07 10352 c (AGA)6gaatatggt(AG)639 45498545 45498583 TTGTGCTTTGACCACACCAT CCCATAAACCCCACCTACCT 264

Ad07A10355 Aradu.A07 10355 c (A)10tttggc(A)11 27 45559412 45559438 TGAAGCAAGAAAAAGCAGTGAA CCAGTTAGAGGCGTCCAGAG 182

Ad07A10357 Aradu.A07 10357 c (ATA)5gtttttttattatggttatgaaatctgggttctgattttctgctcttttgaaggata(TG)684 45564033 45564116 CCCCGTACTGGGTATTTCAA CACCAAGCAACCCCATTTAT 232

Ad07A10360 Aradu.A07 10360 p3 (AGA)7 21 45583320 45583340 TTGAGGAAACTCCGGTCTTG AAAATGGCCGAAACCTAACC 267

Ad07A10361 Aradu.A07 10361 p4 (TATG)5 20 45599182 45599201 CATGGTGACAGAGTGGAGGA GCGTTCACACGATAACCAAA 277

Ad07A10362 Aradu.A07 10362 p3 (AGA)9 27 45607087 45607113 CTTGGAGGTGGAAGCTTTTG CCTCTTGGCCGAATACACAT 210

Ad07A10364 Aradu.A07 10364 p2 (GA)6 12 45665129 45665140 TCGAACACAGAAGAAAGGAGAA TCGAAAATCACCTCACTCTTTTT 225

Ad07A10365 Aradu.A07 10365 p3 (AAG)6 18 45669475 45669492 CCAAGCCTCGAGCTCTTCTA GAAGGGAATGGAATGGGAAT 267

Ad07A10367 Aradu.A07 10367 p2 (GA)7 14 45684917 45684930 AGAGAGGGAGGGGGTCTAAA TCAAAAATCACTAACCTCTTTTTCAA 168

Ad07A10369 Aradu.A07 10369 p2 (CT)8 16 45725975 45725990 TATCTCTCCCATCCCCTCCT TTCCTCTCTCTCTCCCCCTC 259

Ad07A10370 Aradu.A07 10370 c (GA)6atgagtgaaagggatagagagggacaaaagg(GA)9gggagggagagagaaagaaagacaaagagaggggaggggagaaagagaagaagggg(GA)6129 45726175 45726303 GGAGGGGGAGGAATAGAGAA CCCTCACTTCCCCTCCTTT 229

Ad07A10371 Aradu.A07 10371 p4 (AAAT)6 24 45776460 45776483 TTGTTGGCTCTTGAAAGAATGA TGGCCCAAAGCACTCTATCT 277

Ad07A10373 Aradu.A07 10373 p2 (AT)11 22 45786755 45786776 AAGGGGACCGAAAGAAAAGA TAACGTGGCTAGGGTGAAGG 250

Ad07A10376 Aradu.A07 10376 c (GA)6gc(GA)11 36 45799057 45799092 GAGGGGAACAGGGAGAAGAC CTGGCAGTGATAAGCATGGA 251

Ad07A10377 Aradu.A07 10377 p2 (AG)19 38 45799456 45799493 AAGCATAACGCGAAGGAGAA CCACCACAACAGTGGTTCAG 223

Ad07A10383 Aradu.A07 10383 p2 (AT)7 14 45840737 45840750 GGCTTGTGGAGTTTAAGCCA TGGACAAGAAAATAATCAGAACCA 233

Ad07A10386 Aradu.A07 10386 p2 (AT)6 12 45876860 45876871 CACGGCTCACGGAGTTTAAG CCTCGGTGAGTTGTTTGGTT 226

Ad07A10387 Aradu.A07 10387 p3 (TAA)5 15 45881193 45881207 CATGTTTTCATTTTCCCTCCA CGTGAATCGGGTAACAAAGA 274

Ad07A10388 Aradu.A07 10388 p3 (TAA)6 18 45883848 45883865 TGCATTCTTAAAAATATTGGCA AAATAAAACTCCATAAGCTAAATTCAA 249

Ad07A10389 Aradu.A07 10389 p3 (AAT)10 30 45891619 45891648 GGAAAAGGTAATGCCACCAA GGCACATGTTAGCTAAGCCC 213

Ad07A10390 Aradu.A07 10390 p2 (GA)13 26 45891944 45891969 GGTGTTTATTCTCGTTGAAAGC TGCAGCACGTGTAGAATGAG 242

Ad07A10391 Aradu.A07 10391 p3 (CCA)6 18 45894131 45894148 CTTCTGCAAACGAAGCCATT GAATTGGTGATTGTGGGCTT 243

Ad07A10401 Aradu.A07 10401 p2 (TA)10 20 45944887 45944906 TGGCATGTGAGATGATTTCG TAATGACGGATCAGGCTTCC 221

Ad07A10405 Aradu.A07 10405 c (GA)15g(GA)7 45 45952481 45952525 CATTTACCACTGCCACATCG TTTCCTATCGCAGCCTCACT 136

Ad07A10408 Aradu.A07 10408 p2 (TA)6 12 45962104 45962115 CAGGTTGTGTGTTCTTTGGC CCGATCTCCATGGGTTAGTT 279

Ad07A10409 Aradu.A07 10409 p3 (CAT)5 15 45967876 45967890 GGAGCTGAAGAAGCCAACAC GGTCACCTTGTAGGCAGCAT 212

Ad07A10411 Aradu.A07 10411 c (A)10gagagagaaaaaagatagtatatgc(A)1045 45982698 45982742 GGGCTCTCGAAAGAATGTTG CCAATTAGAGGTGTCCAGGG 210

Ad07A10412 Aradu.A07 10412 c (TCC)5g(CCT)7 37 45985922 45985958 AGTCCAGGATGCCAAGAGAA TCAAAGTCAGATTCCCCACC 261

Ad07A10413 Aradu.A07 10413 p2 (GA)8 16 45987296 45987311 GGACGTGGAGAAGAGCAAAG AAACCTAAGAGAGAGGAGAGAGCC 268

Ad07A10414 Aradu.A07 10414 p3 (TCT)6 18 46025120 46025137 CCCATAAACCCCACCTACCT TGCCATTGATGGTAGTGGAA 216

Ad07A10417 Aradu.A07 10417 p3 (AAG)5 15 46046050 46046064 GCTTTTGTCTTCCCTTTCCC TACCCCCTCTCCTCTCCCTA 271

Ad07A10425 Aradu.A07 10425 p3 (TAA)12 36 46099210 46099245 TCACTCTCTTATCATTCCACTTATCA GCCTTAAAGGAAACAAAGAATCAA 245
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Ad07A10428 Aradu.A07 10428 p2 (GA)8 16 46105283 46105298 GGTGGAAGTGGTGGTAATGG AACCACCCTCTTCGTTTCCT 250

Ad07A10432 Aradu.A07 10432 p2 (AG)6 12 46155713 46155724 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 225

Ad07A10436 Aradu.A07 10436 p3 (AGA)6 18 46229787 46229804 GCCCTCGAGCAAGAAAGAA CTTCCCAAAAACCTTCACCA 269

Ad07A10437 Aradu.A07 10437 p3 (ATT)6 18 46232936 46232953 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad07A10438 Aradu.A07 10438 p3 (AAG)5 15 46239376 46239390 TTTCCAAGGCTCAGAGGAGA CCCCTTTTCATTGGGTTAGG 179

Ad07A10439 Aradu.A07 10439 c (T)10caaattggtagggtgccctaaaaacag(T)1754 46243284 46243337 CGCAATTAGGTGCAAATCTC TGCATTGCATGATAGGTTGC 239

Ad07A10440 Aradu.A07 10440 p3 (TTC)6 18 46249306 46249323 TTCCCCACCTATTCCTACCC GCTAGCCTTAGGTGCCATTG 269

Ad07A10442 Aradu.A07 10442 p3 (AAG)5 15 46256590 46256604 TTTCCAAGGCTCAGAGGAGA CCCCTTTTCATTAGGTTAGGG 179

Ad07A10445 Aradu.A07 10445 p3 (CAA)5 15 46268036 46268050 GCTTTGCATCTAGAGGTCCG GCACCTTGTTTCTGCCTCTC 235

Ad07A10449 Aradu.A07 10449 p2 (TA)7 14 46278897 46278910 AGCAACAATGATGCGAGTTG ACACTGCATATCATCCAATTTTT 129

Ad07A10450 Aradu.A07 10450 p2 (AT)9 18 46279079 46279096 AAATGGATCCTTTCCAGTAAAAA AAGTAAATGCAAGATGCCTTGT 277

Ad07A10452 Aradu.A07 10452 p3 (TTC)10 30 46295714 46295743 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 263

Ad07A10453 Aradu.A07 10453 p3 (TTA)6 18 46299857 46299874 TGCTGGTTAGTTGTGCGAAG TTCCAAAGGGAATGGAATGT 256

Ad07A10457 Aradu.A07 10457 p2 (TC)6 12 46345406 46345417 GTAGGGACACAGGGGACTGA AGCACACACGCACACTAAGG 277

Ad07A10458 Aradu.A07 10458 p4 (AACT)5 20 46354202 46354221 CATGGTGGCCAAATCATGTA TCATTCACCATCCACCATCA 274

Ad07A10464 Aradu.A07 10464 p2 (AT)6 12 46403208 46403219 AAAGAGTGCTCAGGTGCGAT GACTCCTCGTTAGGCGTCTG 243

Ad07A10465 Aradu.A07 10465 p3 (TTC)5 15 46406111 46406125 TGCTGTTTTCAGCGTGATTC AAGTGGCACTCATCCCAAAC 206

Ad07A10466 Aradu.A07 10466 p3 (AAT)5 15 46408854 46408868 GGCCATGACCAGAAAGAAAA AAAAACCAATGAGAATTGCAGA 196

Ad07A10467 Aradu.A07 10467 p3 (TTA)5 15 46411599 46411613 CCACCAAAGACATTCCCCTA TTGACTCTTGCGTTGCTTTG 196

Ad07A10470 Aradu.A07 10470 p3 (TTA)9 27 46430020 46430046 CCTTTCATCATTAAAATTTGTTGG TGATCCCAATTTTTGTAGGACA 179

Ad07A10471 Aradu.A07 10471 p3 (ACA)6 18 46432965 46432982 TTTCTCCTATAATTTTCTAGCTCCA CACACACCAAACCGCTAATG 252

Ad07A10474 Aradu.A07 10474 p2 (AT)10 20 46446202 46446221 CTACTCATTGCCATTTCCGC GCAGCCTCTTTTGCCATAAC 234

Ad07A10475 Aradu.A07 10475 p2 (AT)7 14 46452802 46452815 GTTCAGAAGCGACACCAAGG CTAGGCGTCTGGAGTTCTGC 278

Ad07A10476 Aradu.A07 10476 p2 (AT)7 14 46455763 46455776 AGTCCCAAATGCATGCTCA AATATTCTTCGGCCAGCCTT 249

Ad07A10478 Aradu.A07 10478 p5 (TTTAT)5 25 46458586 46458610 TCCTAACCATTTTCTCTCTCCTT GGGTTAGCATATGACCCCAA 248

Ad07A10479 Aradu.A07 10479 p2 (AT)6 12 46469347 46469358 TTCATGTTCAAAATCTGCCG TGTTAACACACAAGGGCTGG 250

Ad07A10481 Aradu.A07 10481 p3 (ATA)7 21 46473975 46473995 TGGGAGAATTTTTCCAATGAG ATTCCCATTTCACCACCTTG 206

Ad07A10482 Aradu.A07 10482 p3 (ATG)5 15 46474149 46474163 CAAGGTGGTGAAATGGGAAT GCACCATGGATCATCATCAG 123

Ad07A10483 Aradu.A07 10483 p2 (AT)6 12 46477232 46477243 TTGGAAAGTGTAGTGTGATTTATGTG AGTGATGTATATAACATTCCTCGTTTT 221

Ad07A10484 Aradu.A07 10484 p3 (AAG)5 15 46478278 46478292 CCAAGACTCATGCATGTCAAA TGTTTGTCCCCTCTTTCCTG 177

Ad07A10485 Aradu.A07 10485 p2 (AT)7 14 46481176 46481189 ATCCGAAATGATGCAGAAAA ATGAAAATTCCCACACGACC 229

Ad07A10486 Aradu.A07 10486 p3 (AAT)8 24 46481835 46481858 AAATTATCCCTCCCCTCCCT AAGCCACGGACTTTAAGGGT 207

Ad07A10487 Aradu.A07 10487 p2 (AT)10 20 46482427 46482446 GGTGCCGTTACCTTTACGAA CGTAGCGTTCATGATGAGCTT 127

Ad07A10489 Aradu.A07 10489 p2 (TA)8 16 46519095 46519110 AAGAAGCTAAGGAGCCCACC TACCTTCGTTTCATTTCCCG 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A10495 Aradu.A07 10495 p3 (TCT)5 15 46581111 46581125 TACTTGGCCGAATCCACTCT TTTCCATCTCCCAAGATTCG 236

Ad07A10497 Aradu.A07 10497 p2 (AT)8 16 46582759 46582774 TGTGGTGTCATTGCTTTTGTT TGCTCTTGCCTTTTGGTTTT 255

Ad07A10499 Aradu.A07 10499 p2 (TA)11 22 46588055 46588076 TCTCATGTCATTCTCGACCG TGATGAGGGTGGTTGTGATG 254

Ad07A10500 Aradu.A07 10500 p2 (CT)9 18 46590276 46590293 GCACAATAGCAGTGGCAGAA AAGCCACTATCCTCGGGTCT 185

Ad07A10505 Aradu.A07 10505 p3 (ATT)7 21 46650232 46650252 TGGAGATGCTTCTTCCATCA GGAAAAGGGCACTCTTGTTG 221

Ad07A10506 Aradu.A07 10506 p2 (TA)9 18 46665987 46666004 GCGGGATTTTCTATCTTGGG TCCAATCACAACCAATGAGC 271

Ad07A10511 Aradu.A07 10511 p2 (AT)13 26 46709306 46709331 TTTTGGGTAGCTAGGCATGG TTTCAAGGTTGTAATGGGGC 161

Ad07A10512 Aradu.A07 10512 p2 (TA)7 14 46709669 46709682 TGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCACACA 257

Ad07A10516 Aradu.A07 10516 p2 (AT)10 20 46726230 46726249 CTATTCCGCCGCCTATTACA GCAAGCAAGAAAATCAACTGC 239

Ad07A10521 Aradu.A07 10521 p2 (TC)6 12 46742366 46742377 TCGAAAATATCTCATCCCTTTTTC TGGAGAATCCAAACACAAGG 230

Ad07A10522 Aradu.A07 10522 p3 (TCT)5 15 46750894 46750908 TCACCACTCACATCCTTCCA CTCTGGCCTTAGGTGCAATC 240

Ad07A10524 Aradu.A07 10524 p3 (ACC)8 24 46759260 46759283 CACTACCCCCAGACGATGAT TTGTCAAGGCGTCACATGAT 265

Ad07A10525 Aradu.A07 10525 c (GT)6tagatgagaacttaggatagtcaaagattcaatttatagctcacttggcc(AT)674 46760720 46760793 CGATCAATGCATATGTGGTTAAA TTTCAAGGTTGTAATGGGGC 213

Ad07A10527 Aradu.A07 10527 p3 (TCT)6 18 46788088 46788105 TGCACCATTCACATCAACCT CGTCCTCGAGCAAAAAGAAA 260

Ad07A10528 Aradu.A07 10528 c (T)10aattgcattgtcaactgaactgtgttgata(T)1252 46795610 46795661 ACCGCACTCACAAGTCACAC GGAACCTTTACTCAACGAAGGA 275

Ad07A10531 Aradu.A07 10531 p3 (TTC)5 15 46828828 46828842 CCCATAAACCCCACCTACCT GCTTTGACCACACCAAACCT 258

Ad07A10536 Aradu.A07 10536 c (A)10tcctattaggatttcctttgaatatgaaatgaagaaaaggtgagagttcaaattagataaaaagataa(T)1088 46844725 46844812 CCTAGACTTGGGGGTTGTCA CTTTCACTAAGGTGACAATTGATTT 264

Ad07A10537 Aradu.A07 10537 c (T)10(GA)23cacctgtcaagttgggaagacattagtttgcc(A)1098 46846816 46846913 ACCAGGGGGAGTGGTTTTT CAAAGGGGCAATCTAGGAAA 277

Ad07A10539 Aradu.A07 10539 p2 (GA)7 14 46850073 46850086 GGGTTCGTAGTCCATAGCCA GCGTCCATACACTCCTCTCC 200

Ad07A10543 Aradu.A07 10543 p3 (AGA)6 18 46887266 46887283 TAAAATATTGCTCGCCCTCG TCTTCTCCCACTTAGCCGAA 104

Ad07A10544 Aradu.A07 10544 p3 (AGA)5 15 46907314 46907328 GCTTTTGTCTTCCCTTTCCC ACTTCTTCCCCTTTCTCCCA 182

Ad07A10545 Aradu.A07 10545 p3 (ATT)23 69 46931780 46931848 TGTTGCTTTTGGTTCCCTTT GTTCGTGTTTACCGAAAATTCTA 221

Ad07A10547 Aradu.A07 10547 p2 (TA)6 12 46945183 46945194 CATGTCATGTTCTCCATTCTTTAT TCATTTAAAACCGTTTATCTTCCC 240

Ad07A10549 Aradu.A07 10549 p2 (CT)7 14 46955147 46955160 TACACGTTTGGCTCCCTCTT AGAGGTTTGCCTTGTCCTCA 105

Ad07A10550 Aradu.A07 10550 c (A)10tc(A)11 23 46956836 46956858 TCCGAATGAATGCTTGAACA CCCCAATTAGAGGTGTCCAG 266

Ad07A10553 Aradu.A07 10553 p2 (AT)9 18 46967194 46967211 GGGGACGAAACTAATACGCA ATTCACTATCGGGCGTGTGT 246

Ad07A10554 Aradu.A07 10554 c (GT)7(AT)8aac(TA)849 46968221 46968269 CCTTGTCTAACATGACGCGA TGATGACGAGGTGTGTCTTTG 232

Ad07A10555 Aradu.A07 10555 p2 (TG)13 26 46969260 46969285 ATGACCGCATCGCTAAAAAC GCCATTCAGAACCCCACTTA 114

Ad07A10556 Aradu.A07 10556 p2 (GT)87 174 46981554 46981727 CAACGAAACTACTATGCACCCA TTGTGAATTTTCTTGTGTTTGACA 261

Ad07A10557 Aradu.A07 10557 c (A)10ctaaaatatttaaaattattaaaatatccttattaataaaaaataaaaatcttaaaccgagccatcctctctttctctt(TC)6101 46996144 46996244 GAAGTGTACGGAACTGAGTTATGTCT ACGGTGAAGGTGAAGACGAC 190

Ad07A10560 Aradu.A07 10560 p2 (TC)15 30 47000285 47000314 AACCCAGTCATTCTCACCCA CAGACTCACAATGAAGGGGG 175

Ad07A10562 Aradu.A07 10562 p3 (AAT)6 18 47017783 47017800 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 192

Ad07A10563 Aradu.A07 10563 p3 (AGA)7 21 47032759 47032779 TTAGAATGTTGCTCGCCCTT ACCCTCCCTAATGACCGAAC 194

Ad07A10564 Aradu.A07 10564 p3 (TAT)5 15 47041572 47041586 TTTCGAATTTTATGAGTGAAATAAGG TTGGTGTCTTGCATGTGTTTC 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A10566 Aradu.A07 10566 p2 (AT)6 12 47042035 47042046 CACATGCAATTGACACCAAA TACCAAATTTTTGGCACCGT 258

Ad07A10567 Aradu.A07 10567 p6 (GAGGAC)11 66 47045483 47045548 CATCTTGCTTGCAACCGTTA CCCACCATGACCTCTCTTACA 229

Ad07A10569 Aradu.A07 10569 p3 (TCT)5 15 47048541 47048555 TCTTCTTTCTCCGTGCTTCC GAGAAAGAGAAGGCAAGAAACG 193

Ad07A10570 Aradu.A07 10570 p3 (CTT)5 15 47048702 47048716 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 200

Ad07A10571 Aradu.A07 10571 p2 (CT)7 14 47059647 47059660 TACCGGCTCATCAACTCACA GAGTAGAGGAATTGGCTTGGC 178

Ad07A10575 Aradu.A07 10575 p2 (AT)7 14 47098232 47098245 TGTACCCGTGCTTAATTCGG CTCTCTCAAAGCTGCATCCC 234

Ad07A10577 Aradu.A07 10577 p3 (AAT)5 15 47156869 47156883 TCGAACAAGAAAAGGACATGG AATGCAACCAGTTGAGGCTT 160

Ad07A10578 Aradu.A07 10578 p3 (TCT)5 15 47159735 47159749 CGAACCTATACCCTCCCCTC GCTTTTGTCTTCCCTTTCCC 276

Ad07A10582 Aradu.A07 10582 p3 (TCT)5 15 47222656 47222670 ACCTTGGCCGAATACACATC GCTTTTGTCTTCCCTTTCCC 196

Ad07A10583 Aradu.A07 10583 p2 (TA)6 12 47238343 47238354 TTTCTAATCCAATGGTTGATTTTT TTGAAGCTCGGAAAGCTGAT 195

Ad07A10586 Aradu.A07 10586 c (A)11cagttacataataagaacaacaagaacaacaacaacaataataatt(ATA)572 47245563 47245634 GCAAAGTTATGGTGTCTTCTCCA AAGTTGCACCCACTCGTGAT 236

Ad07A10588 Aradu.A07 10588 p2 (TA)13 26 47249944 47249969 GGCCTTCTAAGGTGATTGAGG CGGAAATAAGAATGAGGGCA 264

Ad07A10595 Aradu.A07 10595 c (TTTTTA)6ttagagaactacttacaattagattccatctatgcttgctttgt(A)1191 47322437 47322527 CAGGGATTTGGCCAATTTTA CAAAGGACTTATTGGGCAGAA 222

Ad07A10596 Aradu.A07 10596 p3 (TTA)6 18 47323434 47323451 TTGATTTCCAAAAGTAGTGAACTGA CTGTCACGGTTGAATTGCAT 173

Ad07A10597 Aradu.A07 10597 p2 (TC)20 40 47328936 47328975 CAGGTTCAATTAGCTTGCGA TCCCTTCTGCTCTGTGTGTG 105

Ad07A10598 Aradu.A07 10598 c (T)11aaatttgagggctttctttatgtgaaggaattggtgaaaaaaatgagaaagagctcaccatactaaatttatctgccaggaattggtcgaagtcctct(ACC)5124 47332579 47332702 GGAACAGTTTTTAATTGTTTCAGTTG CCAAACTACCCCCACTCTCA 280

Ad07A10603 Aradu.A07 10603 c (ATA)11aatcataaattctcactttccacattccccaatcaaggaaaatgagaaggtggatccactctatataatcataattcacctttcttcactctcgttcctg(A)10143 47347710 47347852 TTCCCTCTTTTTCAAAACTTCC TGAGGGTAGAGGAATGAGAAGAA 257

Ad07A10605 Aradu.A07 10605 p2 (GA)8 16 47372300 47372315 CTTCGTTTCTCGTGCTTTCC CCCTCTCTCCACCACTACCA 277

Ad07A10607 Aradu.A07 10607 p3 (CTA)6 18 47384078 47384095 GTCCAAATGCTCGGTTGTTT GTGCTTCTTTCAGCTACCCG 280

Ad07A10608 Aradu.A07 10608 p3 (ATG)6 18 47384287 47384304 CGGGTAGCTGAAAGAAGCAC TGCAGCGGAGCTATACAATG 266

Ad07A10609 Aradu.A07 10609 c (TG)10gtgtggtggggttaaccaggtggggggatttta(T)1164 47400376 47400439 CGTTTGGGACAAGGGAAGTA GGATCGGTTTCGTGTGAAAT 242

Ad07A10613 Aradu.A07 10613 p2 (CT)6 12 47450530 47450541 TTTCGAAATCTCTCCTCCCC GCTTGTCCTCAAGCAAAAGAA 119

Ad07A10615 Aradu.A07 10615 p3 (GAA)5 15 47457150 47457164 CCGACCTTAGGTGCCATAAA CTCAGGATCTTTGAACCCCA 197

Ad07A10617 Aradu.A07 10617 p2 (TA)8 16 47471326 47471341 TGGGGTAATTTTGTCCCCTT TGGGAACTTGGGTTGATAGG 217

Ad07A10623 Aradu.A07 10623 p4 (TCTT)6 24 47570463 47570486 GAGGCAGCCCTTTCTTTTCT TAACCACCACGAAATCACGA 256

Ad07A10626 Aradu.A07 10626 p3 (AAG)7 21 47594932 47594952 GCTTTTGTCTTCCCTTTCCC ACGAAACCACACACCTCTCC 190

Ad07A10629 Aradu.A07 10629 c (A)10gagaaaaaaagaggaa(AT)944 47616657 47616700 GAAACTGTGGGAACATGGGT TGGGGTAATTTTATCCCCTTA 216

Ad07A10631 Aradu.A07 10631 p2 (AT)6 12 47632858 47632869 GAAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 219

Ad07A10632 Aradu.A07 10632 p2 (GT)6 12 47637583 47637594 CTTGCCATGCTTTCCACTTT TATTCTAAGTTGCGCGGTTT 240

Ad07A10633 Aradu.A07 10633 p2 (AT)6 12 47638028 47638039 GATCGGTAACGTTGGGTGAC GCTCAAAACCATGTTCCACA 260

Ad07A10635 Aradu.A07 10635 p2 (TA)6 12 47652173 47652184 TACTTTGGGGCATTTTGTCC GTTTGGGAGAGTTGGGAACA 236

Ad07A10638 Aradu.A07 10638 p3 (TTC)5 15 47659460 47659474 TCCCACTTAGCCAAACCAAC CGTCTTCCCTTTCCCTTTTC 194

Ad07A10644 Aradu.A07 10644 p3 (AGA)6 18 47743232 47743249 TGAGCTTGTGCTGCTTCTGT TTGAAAAGGGATCGAGATGG 195

Ad07A10645 Aradu.A07 10645 p2 (AT)12 24 47745791 47745814 GTGGGATAAAATTCGTCGGA TGACTGAGCTCAAGGACGAA 194
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Ad07A10647 Aradu.A07 10647 c (TC)8tataaa(TC)7 36 47750895 47750930 TTTTCTTTGGTCCTTGCTGTT TGCTTGGCAAATGAAACAAA 248

Ad07A10650 Aradu.A07 10650 p2 (CT)6 12 47753278 47753289 ACCAAAACCATGCAGCTACC TTGGTGGTGCCATCAAATAA 191

Ad07A10651 Aradu.A07 10651 p2 (TA)7 14 47754040 47754053 ATCGATGCGGTTCTTGCTAC TCGGATTCTTCCTCTTTCCTC 258

Ad07A10653 Aradu.A07 10653 p2 (CA)12 24 47756131 47756154 AGCTCAGAAAGGAGCGAGTG AAGAATGGTTGCTGGGTCAC 219

Ad07A10655 Aradu.A07 10655 p2 (TA)6 12 47758971 47758982 GCAAACCTTATGTGCGTCATT TTTACCGGTGAATCTGAAGC 259

Ad07A10656 Aradu.A07 10656 p2 (CT)6 12 47759312 47759323 TGGAAGGAAAATGGAAAACG GTCTTTGGAGGCTCTTGGTG 247

Ad07A10658 Aradu.A07 10658 p2 (CT)6 12 47781027 47781038 CCATTCGAATTTGCTCTTCC GATCACGAAAAAGCACACCA 212

Ad07A10659 Aradu.A07 10659 c (T)11cgaaata(T)10 28 47795477 47795504 TGCCTTGGATCACAACTTCA TCCGAATGAATGCTTGAACA 218

Ad07A10660 Aradu.A07 10660 p2 (AG)6 12 47849002 47849013 TGGTTTTGGTTGAATGCTGA GCTAAGTTTGGTGTTGGGGA 221

Ad07A10662 Aradu.A07 10662 p3 (TTC)6 18 47875934 47875951 CACCTTGACCGAAACACCTT CTTCGGATTTCATGTCGGAT 242

Ad07A10663 Aradu.A07 10663 p3 (AAT)5 15 47910534 47910548 AGGGAGGTGATGTGAATTGTG TTCAAATCCCTTGGGTTGAC 280

Ad07A10664 Aradu.A07 10664 p2 (AT)13 26 47930955 47930980 AGGATGCTGCTGTTTCTGGT TTTTGAAATTTTGAGTTGACTTGG 275

Ad07A10665 Aradu.A07 10665 c (AT)8ggttttatgattttattaaaaaaatatatc(T)1056 47931490 47931545 CAAGGAAAATCATCAGGAACAA CGAGTTTGGACAACTGATGG 280

Ad07A10667 Aradu.A07 10667 p3 (TAG)7 21 47945319 47945339 AACCACTGGAGGTCACGTTT CAACAGAGCTCTCTCTCCCAA 270

Ad07A10670 Aradu.A07 10670 p3 (TAT)5 15 47953546 47953560 AGATGGAAAGTGCAAACCTTG TGTGGTGCTAGAAGGTGCTG 201

Ad07A10671 Aradu.A07 10671 p3 (AAC)5 15 47953722 47953736 CAGCACCTTCTAGCACCACA TGTGAACAGCTTCTTTGGCA 245

Ad07A10675 Aradu.A07 10675 p5 (TATTT)5 25 47982975 47982999 GAAAACATGCAATTGACACCA TGATTCCCATCAATTTGGCT 271

Ad07A10676 Aradu.A07 10676 p3 (ATA)6 18 47985961 47985978 GCCGCAAATTTGTTTAAGTGA CCATTTTCTTCGTCTCCCCT 274

Ad07A10677 Aradu.A07 10677 p2 (TC)7 14 47988652 47988665 TAACAACCCGTCTGTCCCTC ACCATATCCACTGCCACCAT 123

Ad07A10678 Aradu.A07 10678 p3 (TAA)18 54 47988930 47988983 AAGGTCGGAGACGATTTTGA AATTTTGCTTGGTTTGTGGC 185

Ad07A10680 Aradu.A07 10680 p3 (GAA)5 15 47992189 47992203 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCGTT 136

Ad07A10681 Aradu.A07 10681 c (A)10cgaagaagaa(GAAGAG)5gaagaagaagacgaagaag(AGA)790 47992324 47992413 ACGTGCCGCAAGAAGAATAA TGTTTAATGGGGCCTGCTAC 279

Ad07A10685 Aradu.A07 10685 p4 (TTTA)5 20 48019656 48019675 TTTTCGAATTTCTCCTTCTCTCA GTTCTTGTCCTTGCTCCTGC 238

Ad07A10686 Aradu.A07 10686 p3 (TTC)9 27 48034280 48034306 TTTATCTTGGCGGAAACCAC TATCTCCCATGACTCGGAGG 230

Ad07A10688 Aradu.A07 10688 c (A)11tg(A)10 23 48057928 48057950 AGGGAACTCTTGGGCATTTT GCGCACAACTCTCTGGTTTT 137

Ad07A10691 Aradu.A07 10691 p5 (AAAAG)6 30 48060015 48060044 TTCAAGTGTGGGAACCTTGG GGGCATTTTGTCCCCTTTAT 271

Ad07A10692 Aradu.A07 10692 p3 (TTC)6 18 48084760 48084777 CTTCTTCTTCAACTTGGCCG TAAAATATTGCTCGCCCTCG 106

Ad07A10695 Aradu.A07 10695 p2 (TC)8 16 48167087 48167102 CCGCTCATCACCTAACTTCC CCATGTTCCGAATTACATTCTTC 229

Ad07A10696 Aradu.A07 10696 c (A)10tttaaaataaaaatac(A)1036 48213647 48213682 GGGGATTGTTCGAGTATGGA GCATGCAATTGACACCAAAC 249

Ad07A10697 Aradu.A07 10697 p3 (TCT)5 15 48217920 48217934 TCCCACATAGCCGAACCTAC TTGGTCCATCCTTTTCTTGG 278

Ad07A10700 Aradu.A07 10700 p2 (AG)6 12 48251254 48251265 GCATAGGCCAAATAGGCAAC GCCCAGAAACACGGATTAAA 263

Ad07A10701 Aradu.A07 10701 p2 (AG)6 12 48255686 48255697 TGGGGGAATCATTCATTCAT CCCTAAAACCTAGAGAGAGGAGAGA 102

Ad07A10703 Aradu.A07 10703 p2 (TC)9 18 48267328 48267345 AGCCTTAAGTGTGGGGAGGT TCAAAATCTCACAGGTTGTGTGT 279

Ad07A10706 Aradu.A07 10706 p2 (AT)9 18 48279730 48279747 CGGACAAGGCATAAAGGAGA GTACCCTAGCCGGCCTAAAC 115
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Ad07A10708 Aradu.A07 10708 p3 (AAT)5 15 48296960 48296974 AAGCAAAGTGCTAGGTGGGA GGTCGCATTGCGTAATTTTT 170

Ad07A10709 Aradu.A07 10709 p2 (TC)19 38 48297607 48297644 TAGCATCAAACGAGTCACGC TCAACCTTGTTAATGGGGAA 238

Ad07A10711 Aradu.A07 10711 p2 (TA)6 12 48299442 48299453 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 219

Ad07A10712 Aradu.A07 10712 p2 (GC)6 12 48306293 48306304 CCAGTTGGGTTGGAAAGCTA CGCTGGGGACGATTTTATTA 146

Ad07A10716 Aradu.A07 10716 p3 (ATT)5 15 48327415 48327429 AATCCAGTGACCGTTTCGAC TCCTTAATCTGTCGGGTTGG 235

Ad07A10717 Aradu.A07 10717 c (TTA)14c(TAT)8 67 48327586 48327652 CCAACCCGACAGATTAAGGA ATGTGTGGGGCTAACCAAAA 253

Ad07A10718 Aradu.A07 10718 p3 (AAT)5 15 48332459 48332473 TCACCATGAGGCTTCTTCCT TTCCCGTGTTCAGTGGATTT 256

Ad07A10722 Aradu.A07 10722 c (A)10tttttcgaaaaaaaaagaaagagaaggagaaaag(A)1054 48372575 48372628 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 193

Ad07A10725 Aradu.A07 10725 p3 (TTA)5 15 48385294 48385308 CCCCATATGAAGCAGTAGTGG CCCTCCAAATTTTCAAAAACA 267

Ad07A10726 Aradu.A07 10726 p3 (TCT)6 18 48405700 48405717 TTTACCTTGGCTGAACCCAC TGCCATTGATGGTAGTGGAA 153

Ad07A10728 Aradu.A07 10728 c (GA)6gcgagcgaggacagagcgg(GA)643 48429001 48429043 GAGATGAGCCCAAGAACTGC CACCTCTCTCTCCCTCCCTC 245

Ad07A10730 Aradu.A07 10730 p2 (AG)6 12 48439396 48439407 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 263

Ad07A10731 Aradu.A07 10731 c (T)12aatcacatttcatatacattaatttttattgaactttactttggggcatttttgtcccgtttttatttctttttctcttttctctttttctatatt(TA)8124 48450325 48450448 CCCATGATTCCCACTTTTTC TGGGAAATTGGGTACATATTCA 258

Ad07A10732 Aradu.A07 10732 p2 (CG)6 12 48451945 48451956 GCAAATGCAATAAAAGAAATTGG TAAAACCCGAGAGTTGTGCC 207

Ad07A10734 Aradu.A07 10734 p3 (TCT)6 18 48484106 48484123 CCCACCCTATATGGCTGAAA TGCCATTGATGGTAGTGGAA 244

Ad07A10735 Aradu.A07 10735 p2 (AT)6 12 48497525 48497536 CCTCGATTTACGGAAAGGAA ACATTGGCCTCACATTGTTG 109

Ad07A10739 Aradu.A07 10739 p2 (CT)6 12 48514652 48514663 GGAACATTGAACCTAAAAATTGAGA AGAAAGTTTCGGGCCGTATT 227

Ad07A10740 Aradu.A07 10740 p2 (TA)6 12 48522614 48522625 CCCGTTTTAGTTGAATCAGAGA CAAACTTGCGTGCGTAAGAA 226

Ad07A10742 Aradu.A07 10742 c (A)14caaaatttatttatttgattttcgaattttcactttaattc(A)1065 48555602 48555666 TGATTCAGTTCTCAATTTGTTTTGA GCAGCTGTAATGGGGTTAGC 276

Ad07A10743 Aradu.A07 10743 p3 (AGA)6 18 48597462 48597479 TAAAATATTGCTCGCCCTCG TCCCACCCTAAATGACCAAA 192

Ad07A10744 Aradu.A07 10744 p2 (CT)8 16 48599277 48599292 CCTAAAAACAATGCCAAAAAGTG ATTTTGGGAAAGAGGGATGG 180

Ad07A10749 Aradu.A07 10749 c (TC)8tt(TC)8tttt(TC)6tttctctctctctttctcccccttccctctctttttcttccctttctctctcctcttctctttttttctctctctccccctcctttctatcta(TC)6155 48668332 48668486 TCTCCTGCTTCCCATCTCTC AGAAAGAAAGGGGAGGGAAA 240

Ad07A10750 Aradu.A07 10750 p2 (TC)6 12 48668656 48668667 TCTCTCTCTCCCCTTCCCTC GAAGGAGAAGACAAAGGGGG 234

Ad07A10752 Aradu.A07 10752 p2 (GA)6 12 48669375 48669386 GGAGGAGGAAAAATAGGGGA TTCTCTCTCCCCCTCCTCTC 271

Ad07A10753 Aradu.A07 10753 c (GA)7gggggagaaaagggaaaaagagagataggaggagagagagaaaagatagaaagag(GA)7aagagagatgaagg(GA)7a(AG)7126 48669523 48669648 GGGGGAGAGAGAAAAGGAGA GGTTAACCAAAACCAAATTAAAAA 280

Ad07A10756 Aradu.A07 10756 p3 (TTC)7 21 48721030 48721050 ACACCCACTACCCTCCCTTT CGACCTTAGGTGCCATTGAT 236

Ad07A10757 Aradu.A07 10757 p3 (TTC)8 24 48724854 48724877 AATTTCGTCCACCAGTCAGC AAGAACCTTGAGAGGAAGGTGA 247

Ad07A10758 Aradu.A07 10758 c (A)10ttcgaaaaaaaaacg(A)1035 48759832 48759866 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 222

Ad07A10759 Aradu.A07 10759 p2 (GA)6 12 48763033 48763044 GAGAGAAGAGAGAGGGGTTCG TGGACTTCTTTTTCAAATTTTCG 181

Ad07A10765 Aradu.A07 10765 p3 (TTC)6 18 48829061 48829078 TCTTCTCCCACTTAGCCGAA CCTATGACTCGGAGGTGGAA 224

Ad07A10766 Aradu.A07 10766 p3 (AAT)18 54 48834772 48834825 GTGTGGGGAAACTTTTGGAA TGGGATGACTTTTGTCCCAT 244

Ad07A10767 Aradu.A07 10767 p2 (GA)6 12 48838664 48838675 CAGAAGCGATGGAGAAGACC TCCGTTGGCACAAAACACTA 164

Ad07A10768 Aradu.A07 10768 p4 (TTAG)6 24 48845097 48845120 TGATCCCTTCCCTGTTTCAC TCAGCAGCAATAGATAGCAAACA 235

Ad07A10773 Aradu.A07 10773 p2 (AG)6 12 48903730 48903741 AGGGAGAGAGTCCGAATTGC TTTCTTATCTTTTTCAAAACCACC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A10775 Aradu.A07 10775 p3 (AAG)5 15 48915049 48915063 CTAGAGGTTTCTCCGGCCTT CGAACCTACCCTCTCTCCCT 252

Ad07A10777 Aradu.A07 10777 c (A)10ttttgaaaac(T)1131 48919457 48919487 AAACATGCAATTGACACCAAA CGGGGATTGTTCGAGTATGT 253

Ad07A10778 Aradu.A07 10778 p3 (AAG)5 15 48923508 48923522 GAAGTGGTCATGATGGGCTT TACCTTGGCCGAATACACCT 258

Ad07A10782 Aradu.A07 10782 p5 (AAAAG)5 25 48949982 48950006 AAGTGCTTTGGGTGTTCATTG CCTGACTTCCCATTCATTTCTT 277

Ad07A10783 Aradu.A07 10783 p2 (TA)7 14 48953339 48953352 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 238

Ad07A10784 Aradu.A07 10784 p3 (AGA)5 15 48955036 48955050 TCCATTCACAAGGAGGCTCT TGTCTTCAGATGGGAAGCAGT 279

Ad07A10787 Aradu.A07 10787 p2 (CT)6 12 48975370 48975381 TCCAAATTTGAGCTCGATCC TGGCTGAGGTGAGTTAGGGT 166

Ad07A10788 Aradu.A07 10788 p2 (CT)6 12 48980210 48980221 AGTGTTTGGCGTTCTCCTTG TTTTTGGGCTCCCCTTCTAT 131

Ad07A10791 Aradu.A07 10791 p2 (TA)6 12 49005634 49005645 AGACGGCCCACATTGTTATC TGCCATGGAGATTTGAACAG 125

Ad07A10799 Aradu.A07 10799 p2 (AT)6 12 49020154 49020165 TCTAGGTGTCTGCGATGTGG TGGTACAAGGTGATTCTCAACC 217

Ad07A10801 Aradu.A07 10801 p2 (TA)7 14 49031133 49031146 GCGTGCGAAGAGAACTAAGG TGGTTTCATTTTGGGGCTTA 277

Ad07A10802 Aradu.A07 10802 p2 (AC)7 14 49059317 49059330 GGATGCAGAGGGACTGAGAA CCCAAATGCAGAGGGATTTA 260

Ad07A10805 Aradu.A07 10805 p3 (AGA)6 18 49079696 49079713 TTGCCTTCCCTTTTCCTTTT CAGGATCCCCACCTACCTTT 279

Ad07A10809 Aradu.A07 10809 p3 (GAA)5 15 49114294 49114308 AACCCCAATTTGATCCAACA ACCCCTTTCATTGGGTTAGG 232

Ad07A10811 Aradu.A07 10811 p3 (GAA)5 15 49122955 49122969 TTTCCAAGGCTCAAAGGAGA ACCCCTTTCATTGGGTTAGG 177

Ad07A10816 Aradu.A07 10816 p2 (CT)10 20 49174719 49174738 ATCCATTTGTACTGCCTCCG GAGTGCCAATTGAGGGAGAG 212

Ad07A10820 Aradu.A07 10820 p2 (AC)14 28 49198243 49198270 TCTTGAGGCATTTTGTCCCT GCGCATATTCATGCATTCAC 170

Ad07A10821 Aradu.A07 10821 p2 (AT)11 22 49207875 49207896 AACCGCTTAAGTGTGGGAGA TCAACATCGCAAAAACTACCA 223

Ad07A10824 Aradu.A07 10824 p3 (AAC)5 15 49216601 49216615 GCCAAGTGAGGGAATGCTAC GCATTCGAGATCTCATTTTCG 174

Ad07A10825 Aradu.A07 10825 p3 (AAC)5 15 49223138 49223152 TTTTCTCAAACATTTGGGGG TCCTTGGTGAGATCCATTGC 274

Ad07A10826 Aradu.A07 10826 c (TA)11tgtgta(TG)10c(GT)1171 49238904 49238974 ATGCTGGAAACTCTCTCGGA ATAGCAAGCTCCAAAACCGA 264

Ad07A10827 Aradu.A07 10827 p3 (TCT)5 15 49241515 49241529 ACAAGGAAGGGAATCCAAGG AAGGCGGGATTAGCATACCT 257

Ad07A10829 Aradu.A07 10829 p3 (CAA)5 15 49245602 49245616 GGAACAGAAACAAAGAACCCC CAGGGGGTACAACAATGCTT 280

Ad07A10831 Aradu.A07 10831 p2 (TC)8 16 49248203 49248218 TCAAGATGAACACGAAGAACAAA AAACCGTCAAGCATCCATTC 210

Ad07A10841 Aradu.A07 10841 p4 (TTTA)6 24 49365221 49365244 TCATTCCCACTTGGGTTCAT TTCGAAAATTCTCTTCCTCTTCTC 223

Ad07A10842 Aradu.A07 10842 p5 (AATAA)5 25 49366459 49366483 CACAAGGACACAAACAGAAAGC GTGTGGGGATTTGTGCTACC 268

Ad07A10846 Aradu.A07 10846 p2 (GA)15 30 49388322 49388351 CAACGAAAGGCCTTGAAGAG CTTTGTCGGTCAAACACCCT 259

Ad07A10847 Aradu.A07 10847 c (T)10cgaaa(T)10 25 49403752 49403776 TTCTGAAACCTTTCCGGATG GAAGCAAGAAAAAGCAGTGGA 245

Ad07A10849 Aradu.A07 10849 c (TA)6tttttttttctttttatttttcttttgtt(TC)653 49437721 49437773 TGAGGCATTTTGTCCACTTTT TGGAGAACTTGGGACATTGA 247

Ad07A10852 Aradu.A07 10852 c (A)14gagggggattatccttctc(A)1447 49508212 49508258 GTAGGCACCATGGGGAATCT CCTAGGAGAGGCCCAACTCT 195

Ad07A10854 Aradu.A07 10854 p4 (CGTG)6 24 49540486 49540509 AGTCGTCCTTGTCTTCGCAT GAGCCTGTGAAGGAAGATGG 224

Ad07A10856 Aradu.A07 10856 p2 (CA)6 12 49545389 49545400 TGTGCTATTGTTGTTATTCTGATGTT CGTGTGTAAGCGACCAAAAA 254

Ad07A10858 Aradu.A07 10858 p3 (TCT)7 21 49572744 49572764 ACATACACTCCCCCTCTCCC TGATGGTGGGTGAAAACAAA 222

Ad07A10862 Aradu.A07 10862 p2 (TC)6 12 49607372 49607383 ATTATGGAAATTTCGCGTCG GCGGTCGCTTTATTCTTCAG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A10864 Aradu.A07 10864 p3 (CTT)5 15 49625984 49625998 TCTTTCCAAGGGCATGGTAG AACCCCAGTGGACAAGACAG 274

Ad07A10866 Aradu.A07 10866 p5 (AAGAT)5 25 49629787 49629811 CTAAAGGCAATCAAAGCCCA TGTGGAACTGAGAGTGCTGC 274

Ad07A10870 Aradu.A07 10870 p2 (GT)6 12 49639725 49639736 TGATGCAATGCTGCTTCAAT GCAGCTTCCACTCACTTTCC 105

Ad07A10871 Aradu.A07 10871 p3 (GAT)6 18 49641395 49641412 GAGGAGGAACATAGTGGAGCA CCTTGTTTTTCCTCGTGTCC 280

Ad07A10872 Aradu.A07 10872 p2 (AT)6 12 49642797 49642808 CGAACTGGACGAAAAGGAAA CCAGGGGAAATTGACTTTGA 274

Ad07A10875 Aradu.A07 10875 p3 (AGA)10 30 49671095 49671124 AACATCCTGATGACTTCGCC CCATCCTTGGTCCTGGTTTA 199

Ad07A10876 Aradu.A07 10876 p2 (GA)9 18 49712347 49712364 AGGTTTGCATTTGAAGTGGG CGAGTTTGGAGGCTTCTCAC 137

Ad07A10877 Aradu.A07 10877 p3 (TCT)5 15 49746561 49746575 CCTCTTCCCAATTACCCCAT TTGCCCTCGAGCAATAAAAG 140

Ad07A10884 Aradu.A07 10884 c (A)11gaagggagtgatataagcgcaagatgaagtaaa(T)1054 49791915 49791968 CGCTCTGCAACACCAACTTA AGCTAAATGGCGCTCACAAT 252

Ad07A10886 Aradu.A07 10886 p2 (AG)6 12 49805911 49805922 CAAGGGGAGAAACATTCCAA GGTTCATTAACATAAAGAGTGTCAAAA 253

Ad07A10891 Aradu.A07 10891 c (T)10cg(A)12 24 49823295 49823318 AGAGATGCGAGCCTTACCAA ACCTGATCAACCACCAAAGG 218

Ad07A10893 Aradu.A07 10893 p3 (TAG)6 18 49826656 49826673 TGCTTTTGCAAGAAAGTGGA TGACACTTCCCTTCGCTTCT 248

Ad07A10897 Aradu.A07 10897 p6 (ATTTTT)5 30 49855018 49855047 TTTCTCCCCTCTCCTTGTGA GATAAAGAAGCGCTTGTCGG 251

Ad07A10898 Aradu.A07 10898 c (T)10aaaaaaaatttcgaaaatat(TA)642 49858204 49858245 GCAGAGAATTCCCAGTGAGG CTTTTCCGTCCAGTACCCCT 231

Ad07A10902 Aradu.A07 10902 c (T)10ccttaaaataatattgtcaatgatattctctctttc(T)1157 49897554 49897610 TCCACGTAAATTTATCAAACGAA CCCATAACCAAGCATCACAA 218

Ad07A10906 Aradu.A07 10906 p5 (TTTTA)6 30 49920748 49920777 TGACAACTACCCGTTGTTTGAT TGAAGAGAATTCCCAGTGAGG 267

Ad07A10907 Aradu.A07 10907 p2 (AG)6 12 49944103 49944114 TGTGCCAACAAAATCGTACC ATGACCAACTGCTTGCCTTT 211

Ad07A10911 Aradu.A07 10911 p3 (TAT)15 45 49948935 49948979 ACCAAACGCAAGTGGAAAAC GCAAAACACCCTCACTTCCA 263

Ad07A10915 Aradu.A07 10915 p4 (TTAT)5 20 49954003 49954022 CAATCTCTTTAATTCATTCAACGGT TTTTATGAGATTTACTGGTTTGACA 259

Ad07A10919 Aradu.A07 10919 p3 (TTA)19 57 49963696 49963752 AAATATTTGGGACTAAAGACATGGA TGAAGCATAAAAACAGATTTATTGG 250

Ad07A10923 Aradu.A07 10923 p3 (TAT)23 69 49975375 49975443 ATGCAGGCTTAGAAGGCGAT GTCGAAAGCAAGCACCATTT 266

Ad07A10924 Aradu.A07 10924 p2 (CT)8 16 49982073 49982088 GTTAAACGCCAGGATTGCAT TTTGGGGAAGAGTGATGGAG 239

Ad07A10925 Aradu.A07 10925 p3 (CAC)9 27 49992587 49992613 CTGAACCTCCCACCACCTTA ACGCCATCTGGAGAGAAGAA 255

Ad07A10926 Aradu.A07 10926 p2 (AT)7 14 49993795 49993808 AGCTAGCCGGCTTAAACTCC TCTAGCCGTAAAGCGAAGGA 258

Ad07A10930 Aradu.A07 10930 p2 (AT)7 14 50056931 50056944 AAAATGGAACAAAATGCCCC GGGCTAGGGTTCAGGTAAGG 231

Ad07A10931 Aradu.A07 10931 c (A)10tttcaaaaaaatttatccttattttc(A)1046 50062601 50062646 TGGACAACTGACGGTTCATC AGCCAGCCAGCTTTAGAATG 280

Ad07A10935 Aradu.A07 10935 p2 (TC)11 22 50090150 50090171 CTTCTAAGACCTGCAACCGC GGCACAGGATAGCACAGACA 270

Ad07A10936 Aradu.A07 10936 p2 (GA)6 12 50093880 50093891 GCATAAACCTGCTGTTGGGT CCAACGGTGAACAACTGAGA 223

Ad07A10937 Aradu.A07 10937 p2 (GA)6 12 50098534 50098545 GGGGAGATTTGTTGGGTTTT AATTTCAAACCGATCCAACG 234

Ad07A10938 Aradu.A07 10938 p2 (AT)10 20 50102030 50102049 CCCACTGCTGCTCTTGAGTT CAGGAACAATTAGCCAGGTCA 250

Ad07A10939 Aradu.A07 10939 p2 (GT)13 26 50103677 50103702 TGAGATTATGGGTTGCTAGGC GGGCTAAGGTAAGGGTGAGG 148

Ad07A10942 Aradu.A07 10942 p3 (ATA)22 66 50121247 50121312 AAAAATGATCTATACTCAAAAGCTCC AAAGGATGTTATGTATCCATCTAAACT 250

Ad07A10946 Aradu.A07 10946 p2 (GA)20 40 50140560 50140599 GAAAAGGGGAAGAAAATATGGA CTCCCCTGATTTGCCAACTA 245

Ad07A10953 Aradu.A07 10953 c (TTTTA)5ttttcgttaattc(A)1250 50205545 50205594 GATTCAGTTTTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A10955 Aradu.A07 10955 c (A)10tattttcg(A)10 28 50216265 50216292 TGGCTCTTGAAAGGATGAGG CCAACTAGAGGTGTCCAGGG 209

Ad07A10956 Aradu.A07 10956 p6 (TTATTG)5 30 50229316 50229345 TGGCATAATGCATCAATGGT TCTCAGTTTCACAATTCCACTCA 271

Ad07A10957 Aradu.A07 10957 p2 (TA)7 14 50231271 50231284 GAGGTTTGGGGAACAAGTGA TCGGCTCAAAAAGTTAGGACA 273

Ad07A10958 Aradu.A07 10958 p2 (CA)10 20 50233039 50233058 GACAAGTCCGGCTGCTAAAC CATAAAGGTGACCGGGTACG 153

Ad07A10959 Aradu.A07 10959 p3 (ATA)7 21 50235559 50235579 ATGTCAAGGTTGCTGGGAAG ATCCAACCAGTTCAAGTGCC 214

Ad07A10960 Aradu.A07 10960 p2 (AG)6 12 50240145 50240156 AAGAACCTGGGATTGAGAGTCA ACCTGTACGGACCACAAAGC 239

Ad07A10961 Aradu.A07 10961 p2 (GT)12 24 50242602 50242625 TCGAAGAGAAAAACGTGGCT GCCCTTGACCCAACATAACT 273

Ad07A10962 Aradu.A07 10962 p3 (GAA)6 18 50250386 50250403 TAAAATATTGCTCGCCCTCG TACCCTATTCCCACCTTCCC 205

Ad07A10964 Aradu.A07 10964 p2 (CT)22 44 50258500 50258543 TGGGTCCGTCACTATTCACA GGTAACGTTCGGGCTCATAG 269

Ad07A10967 Aradu.A07 10967 p2 (AT)6 12 50269668 50269679 AAAATGTCCCGACGCATAAC TTGCTTATTTCTTGCCCCAC 151

Ad07A10972 Aradu.A07 10972 c (A)17ctcccattannnnnnnnnnnnnnnnnnnnn(A)1259 50284254 50284312 AGTGGTGAAGAGGTTGTGGG AATGCTAAAATGGTGCAGGG 177

Ad07A10976 Aradu.A07 10976 p3 (ATC)6 18 50322286 50322303 CCCAGCAGTAGAAGTCGGAG GTTGGAATCTGTTTAGGCCG 256

Ad07A10979 Aradu.A07 10979 p3 (TTC)5 15 50355616 50355630 CCATAATGGCCGAACCATAC TCTAGAGGTTTCTCCGGCCT 267

Ad07A10985 Aradu.A07 10985 p2 (AT)7 14 50436170 50436183 TACGAAGGGATTTCTGTCGG AAAGCGAGAGGGGTGAGAAT 217

Ad07A10988 Aradu.A07 10988 p3 (TTC)6 18 50446283 50446300 TCACCACTCAAATCAACCCA CCCTCGAGCAAGAAAGAAAG 253

Ad07A10990 Aradu.A07 10990 p3 (AGA)6 18 50470711 50470728 TAAAATATTGCTCGCCCTCG CCCCTATTCTTCTCCTTGGC 108

Ad07A10992 Aradu.A07 10992 p2 (GC)7 14 50480225 50480238 TCCCTATTAAGTTGGCGTCG CCACAGAGAGTTAGGCCCAC 232

Ad07A10993 Aradu.A07 10993 p3 (TCT)5 15 50497299 50497313 TTTGTTTTGAAGGGTTTGGG GTCACCAACACCAACGACAG 265

Ad07A10997 Aradu.A07 10997 p3 (ATG)5 15 50509806 50509820 CCAAAACATGAGAACATGCAA GAATGATGGTGTGCTTTCCA 190

Ad07A10999 Aradu.A07 10999 p3 (CAA)5 15 50518525 50518539 TGCAACATTTGCTGGGTTTA GCGCGTAAGAATTGCTGTTT 254

Ad07A11007 Aradu.A07 11007 p3 (ATT)6 18 50556985 50557002 GTCATAATCCAACAAGAACAAAAA CTCCATGTGCACACTACTCAA 280

Ad07A11013 Aradu.A07 11013 p2 (GA)6 12 50564270 50564281 ACCCGTGATGTTACCTCCAG GCACTCAATCTCAGCCTTCC 167

Ad07A11017 Aradu.A07 11017 p2 (AT)9 18 50585787 50585804 GACAAAGAGCGAACGGAAAG GAACGCTACTGGAGGCTCTG 232

Ad07A11018 Aradu.A07 11018 p2 (TG)23 46 50586439 50586484 GCAAACCAAACAATGCACAC TTCTCTCCCATGGTCCTGTT 271

Ad07A11019 Aradu.A07 11019 p3 (AAT)5 15 50594932 50594946 GCACCACGAGTTTCTTCCTC CGGGATTACAACAAGCACCT 217

Ad07A11021 Aradu.A07 11021 p2 (TC)17 34 50602355 50602388 ATGCCACAAGCACATGGTTA TGTTGGCTCCTGAAAGAATG 264

Ad07A11025 Aradu.A07 11025 p3 (CCT)5 15 50621272 50621286 GCTACCGTTGTTGTCGATGA ATGACAGTGTCTCGTGCAGC 118

Ad07A11026 Aradu.A07 11026 p2 (CT)6 12 50628372 50628383 CAGAAAAGGGCAAGAAGCTG AGAGGTGGTGAGGTGATTGG 214

Ad07A11027 Aradu.A07 11027 p4 (CAAA)5 20 50632454 50632473 TTCGGAGAGTTTGCAAGGAC GGCATGGGTGGACAAGTAAT 280

Ad07A11028 Aradu.A07 11028 p3 (AGA)6 18 50640019 50640036 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 228

Ad07A11030 Aradu.A07 11030 p3 (AGA)6 18 50687177 50687194 GGGTCAGCCTCAACATGAAT TCGAAAATCCTTCCCCTCTT 257

Ad07A11032 Aradu.A07 11032 p3 (TTC)5 15 50699651 50699665 TCTTCTTTCTTGCCCAGCAT CGGAGCTTCAACTTCCTTTG 211

Ad07A11037 Aradu.A07 11037 c (T)12gagaaattttaaattagtgcttaaaccgtgtgaattggcttcaagccttcaattttgtggcttctctttttc(T)1296 50786123 50786218 TGGTTAATTTTGTAGTTGTGGGA CAGCAATCAGAAATCTGGCA 226

Ad07A11040 Aradu.A07 11040 p3 (AGA)6 18 50801518 50801535 AATCCACTTTGCCCTGATTC TCCTTCTTCGTTCTCCTTATCG 269
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Ad07A11041 Aradu.A07 11041 c (A)11ctaagatcgaaattctatgagaccatgagaatcacattttttacagataaaaatgaaaaagacagatttag(A)1092 50805404 50805495 TCATCACTCTAATTTCTTACCACACA CTGCGATGTTTCCTTCAACA 254

Ad07A11042 Aradu.A07 11042 c (CTC)6cttctcctactcatt(TTC)548 50831606 50831653 CTCCAACGTTTGTATCCGGT CAAAGAGGATGAAACACGCA 141

Ad07A11043 Aradu.A07 11043 p3 (GAA)6 18 50831854 50831871 CTGTTGTTGTTGCTGCAATTT TCGCAAAATTTCGGTGTAAA 270

Ad07A11046 Aradu.A07 11046 p3 (AAG)5 15 50832979 50832993 GAAGAAACTTGAGAAGGTAAAACAAGA CTCCTCCTCATCTTTCGCTG 103

Ad07A11047 Aradu.A07 11047 p3 (TTC)5 15 50833225 50833239 CATCTTTTTCTAAATAATTTTGCAGC TCTCCATCTTCCTTCTCCTCA 213

Ad07A11048 Aradu.A07 11048 c (A)10ggaggaagatgtagtagtattggtaacgacgataacaaaagaaaaaaataacgaaagaaaaacatgcagcagaagtgc(A)1199 50834062 50834160 TGGTGAAGGAGAAGGAGGAA TGGCGGACAATCAAAAGAAT 260

Ad07A11050 Aradu.A07 11050 p2 (AT)7 14 50836776 50836789 AGAACGGTTTGATCGTTTGAA TCAAGAACACACAATATAATGGCA 259

Ad07A11053 Aradu.A07 11053 c (A)10ccggaagagcctgccgaagatgaggccattacgactcgcctttagatgtccttctcgggatagcgtcatttaaagaatgagggtcagcacaacgt(A)28133 50860454 50860586 ACGAGCGTCAACACAACGTA CTGACCCTCGTTCTTAAGCG 254

Ad07A11055 Aradu.A07 11055 p5 (ATAAA)5 25 50863588 50863612 GAAGGAATTTATGACAGGGTGC TCTGATGACGGTATGGCAAG 263

Ad07A11056 Aradu.A07 11056 p3 (AAT)5 15 50863830 50863844 AATCCAAAGAATGCACCCAG GCAGTTTCGCTGTATCTATTGC 172

Ad07A11058 Aradu.A07 11058 p2 (GT)7 14 50887594 50887607 TTCGCTTCTTGGAGCTTGAT CCGAACCAAGACCCTCATAA 262

Ad07A11060 Aradu.A07 11060 p2 (AT)8 16 50906927 50906942 TTTGATTTGGGAGAGTTGGG TTGAACTTTGAACCTTGGGG 261

Ad07A11061 Aradu.A07 11061 p3 (AGA)8 24 50911857 50911880 TGCAGTGCACAAATTCAACA CGCCACCCTTCTCTTTTCTT 232

Ad07A11062 Aradu.A07 11062 p3 (TTC)5 15 50920041 50920055 TCACTCTTCTTTTTCAAAACTTCC GGACCCCAGAGTTCTTCTGA 279

Ad07A11064 Aradu.A07 11064 p3 (AAT)5 15 50948999 50949013 TGGGTACAAAGTCCATTGAGC TTTGCCATTGTTATTGCCAC 216

Ad07A11065 Aradu.A07 11065 p3 (AAT)6 18 50957308 50957325 TTGGGGTGTTGGGTTAGTTC GACAACATGTGAAAACCCCC 151

Ad07A11066 Aradu.A07 11066 p2 (AG)13 26 50962242 50962267 CTGAACTGCTCCCTTATCGC GAGGAGCAGCAGTGAGATCC 214

Ad07A11070 Aradu.A07 11070 p2 (CT)6 12 51042865 51042876 GGTTCATCAACATAAAAGAGAGCA CCCAAGGATTAAGGGGAAAA 265

Ad07A11071 Aradu.A07 11071 p3 (AGA)7 21 51047453 51047473 TGCCATTGATGGTAGTGGAA AACCAACTCTTCTCCCCGTT 182

Ad07A11075 Aradu.A07 11075 p3 (TCA)5 15 51109519 51109533 CCTCGTTGAAGTGCTCTCCT ATGAAGCGCCACTACGATCT 277

Ad07A11080 Aradu.A07 11080 p2 (AT)9 18 51140889 51140906 TAACCCAATTCAGTGGGAGC TCCATCCAACATCAAACATGA 239

Ad07A11083 Aradu.A07 11083 p2 (AG)8 16 51144661 51144676 TGGGACGATACTGAGCAATG AGGGTGGGGTTTCCTATTTG 255

Ad07A11084 Aradu.A07 11084 p2 (CT)8 16 51148469 51148484 CGCTTCTGTTCCACTCATAAAA TGCCTTTTTCCTTGTTCCTG 193

Ad07A11085 Aradu.A07 11085 p2 (CA)6 12 51163277 51163288 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 278

Ad07A11086 Aradu.A07 11086 p2 (TC)6 12 51168432 51168443 GGACTTCCCTGAACTTCTCG CTGGATCACCACTTCTGGGT 260

Ad07A11089 Aradu.A07 11089 p3 (GAA)6 18 51199825 51199842 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad07A11090 Aradu.A07 11090 c (T)10ataatgcagtatgcagaatgcaatgcttaatatgaatgctatgcatgtatgcaggattccaggttcaatcaaaact(A)1298 51207445 51207542 TCGCGTGACTCTCTGTTCAC GTGCTACGTGGGAGACAACC 254

Ad07A11092 Aradu.A07 11092 p2 (TA)8 16 51223159 51223174 CAAAATCCAGTGAGGGTTCAA GGTTTATCAACCTCCCCACA 278

Ad07A11093 Aradu.A07 11093 p3 (TAG)5 15 51227525 51227539 GTTAACTGCGATCAGGCTCA AAGACCTAACAACAACAACAATGTG 280

Ad07A11094 Aradu.A07 11094 c (A)10ttgaaactttgctggccaaaatgacaatttga(T)1052 51230809 51230860 TCACTGAAATGCCACACACA AGAAGAACATGCAATAAGTGGG 280

Ad07A11095 Aradu.A07 11095 p3 (TAT)6 18 51233339 51233356 AGGTCTTTTGACCGCATAAA ACTCCCCATCATTATTCCCC 251

Ad07A11096 Aradu.A07 11096 p2 (CT)20 40 51239353 51239392 GACATGACACGTGCAGCATA CAATGGATCGTTGAGCTCTG 276

Ad07A11097 Aradu.A07 11097 p3 (TGG)5 15 51250033 51250047 AGAGCACGCCAGGTGTTAGT AGCCATTTCTCCATGACCAA 134

Ad07A11100 Aradu.A07 11100 p2 (AT)6 12 51266343 51266354 TGAGCATTCACAAATACGAACA AGGTACGAAGATTTGGTGCG 259
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Ad07A11101 Aradu.A07 11101 p2 (TA)6 12 51271820 51271831 CGAGTGTGATGCACCTTTTG CGTAAATCAGAGGTGGTGAGG 128

Ad07A11102 Aradu.A07 11102 p3 (AGA)6 18 51282972 51282989 AGGATTCTCCGGCCTTGTAT AATGGCCGAACCTACCTTCT 255

Ad07A11103 Aradu.A07 11103 p2 (AT)6 12 51304211 51304222 GAAAGCCATTACGGAAGCAA TGGAATCAAAAGAAGCTGGG 183

Ad07A11105 Aradu.A07 11105 p2 (TA)12 24 51324375 51324398 CAAGTCTCAGCCATTCATCTATTTT TTGGTTGGATGTTCCTGTGA 265

Ad07A11107 Aradu.A07 11107 p3 (AGA)6 18 51337625 51337642 CTCCCATAACTCGGAGGTGA CCCCTCTCCTATACCTTGGC 232

Ad07A11109 Aradu.A07 11109 p2 (TA)10 20 51370539 51370558 TTGTATTCTGGGCCTTTTGG AAAATCGCGTCACTCGTGTA 168

Ad07A11113 Aradu.A07 11113 p3 (TTA)9 27 51384366 51384392 ATCTCCTTGCGATGCAGACT AATGGAGCGTCCAACTTACG 217

Ad07A11116 Aradu.A07 11116 p3 (AAC)5 15 51388185 51388199 TACTTGCGCCTTCACAATCA CCTTACCTTGGAGTTTGCCA 169

Ad07A11121 Aradu.A07 11121 p2 (GA)6 12 51424265 51424276 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 111

Ad07A11122 Aradu.A07 11122 c (T)12gaatttac(A)1030 51430164 51430193 CTTGCTTTGATGGGAGGTGT CATTGATTCAGTTTTCAATTTGC 272

Ad07A11123 Aradu.A07 11123 p3 (AGA)6 18 51434231 51434248 GCCAAAACCTCTGTCCAAAA TCGAGTTTGGACAACTGACG 249

Ad07A11125 Aradu.A07 11125 p2 (TA)10 20 51454542 51454561 ACCCTCGCCTTTATCTTGGT GCGACTCTGATAGCTCGGAC 258

Ad07A11126 Aradu.A07 11126 p2 (TA)10 20 51468785 51468804 TCACGCCTTACATTTTTCCC TTTAAACCGCAAAATCGCTC 209

Ad07A11128 Aradu.A07 11128 p3 (GGC)5 15 51481763 51481777 GCCCTCCCAGGTTCTCTATC GCTGCCATCATCATCATCAC 132

Ad07A11132 Aradu.A07 11132 p2 (AT)8 16 51491026 51491041 CGTTAAAAATGTTAGTATGCCAATG ATCAGAGAATGACGCGGAGT 220

Ad07A11139 Aradu.A07 11139 p4 (TAAA)5 20 51516092 51516111 TTGGACCGGACTAGTAACCG AATTCCAAGCTCTTGGCTCA 200

Ad07A11142 Aradu.A07 11142 p2 (AT)8 16 51533160 51533175 TCAAGCACAAGCCACCATAG CTTTTCTTCCCAACGCACAT 277

Ad07A11143 Aradu.A07 11143 p2 (AG)6 12 51536512 51536523 TTTCAACCCAGTTTTCGGTC TCGAACATGTGGCTGAAGAA 196

Ad07A11144 Aradu.A07 11144 p3 (TTC)5 15 51538846 51538860 CCACGCACCACACAATTTAG GGCCCGATTAACCAATTTTT 246

Ad07A11147 Aradu.A07 11147 p3 (TTA)5 15 51546627 51546641 GACCAACATACAGCTTGCCA TAAGGGTCGATCCCACAGAG 268

Ad07A11149 Aradu.A07 11149 p3 (TGA)5 15 51556400 51556414 TCTATCCGGGCTGATTATGC GAAGTAGAGGAGGGCGGAAT 242

Ad07A11150 Aradu.A07 11150 p3 (AGA)6 18 51575210 51575227 TTAAAATCTTGCTCGCCCTC CTCCCACATAGCCGAACCTA 100

Ad07A11151 Aradu.A07 11151 p3 (ATT)6 18 51578102 51578119 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 199

Ad07A11154 Aradu.A07 11154 p3 (TTG)6 18 51591872 51591889 CCAGCAGATTGGTGTTTCAA CTTCCCCAAAATCAACCAGA 245

Ad07A11155 Aradu.A07 11155 p4 (TTTC)5 20 51597457 51597476 AACGAGAGAAAGGGAAATCACA TGTGGGAAATTTGTCAGGAA 244

Ad07A11157 Aradu.A07 11157 p3 (AAT)5 15 51610859 51610873 CCCACGGAGATTGTTGGTAT CATTGACAACAGTGATGCCC 273

Ad07A11159 Aradu.A07 11159 p3 (TCT)5 15 51626471 51626485 CTCCTACATAGCCGAACCCA TTTACCACGAAACTCCGGTC 178

Ad07A11161 Aradu.A07 11161 c (TCT)5tttctttcgtttcttgccttctctttctc(CTT)6actgcacgttcttcttcctcttcc(TCT)6tttctttcatttcttgtcttctctttctc(CTT)5148 51641779 51641926 AACGAATAAACCCCAAAAACG AAAGAGGAAGAAGAACGTGCAG 227

Ad07A11162 Aradu.A07 11162 p3 (TTA)6 18 51642775 51642792 GATGATGAGCATGTGTGGCT CCCTAAACCTTTTAACTTGCTCA 212

Ad07A11163 Aradu.A07 11163 c (AAT)7gccaacaagcaataatttaaaaggcagtctctttatactcgcttaagaagttgtgggttcgagtcttcctattttcagtaa(AAT)7123 51643625 51643747 TTTGGTCTGAAGATTATGTGATCC TTTGTGAGAATTTAGGCAACTG 279

Ad07A11164 Aradu.A07 11164 p2 (AG)6 12 51647474 51647485 GCTGGAAGTGGAGCAGAATC CCAAGAGAAGAGAAACTAAAGTGC 209

Ad07A11166 Aradu.A07 11166 c (A)10gaatgaaaggccaaaaaggccccaatccctaaatccccaccccactcctttctg(TC)676 51660310 51660385 CGATCCGGATAAGGTCAGAA GGATGGGAGCTAGGGTTTTC 256

Ad07A11167 Aradu.A07 11167 p2 (AG)20 40 51670708 51670747 CAATGGCTCTGTTTTGCTGA CTGACTTTATCTTCATCGCTTCA 249

Ad07A11171 Aradu.A07 11171 p2 (AT)7 14 51677414 51677427 TTGTGGCGTTCAAGCATTAG CCAACAATCCACATTTCAAGC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A11175 Aradu.A07 11175 p2 (CT)9 18 51687614 51687631 CATGCCACTCATAATCCCCT GCCTTCAGATGGGAAGCAAT 267

Ad07A11183 Aradu.A07 11183 p2 (AT)6 12 51756387 51756398 AAAAATTTCGAAAATGTGGTTTT GCTTGGTGTTCCTTTGGTGT 181

Ad07A11184 Aradu.A07 11184 p2 (CT)11 22 51760635 51760656 CACAAGAGGGGGAATCAAAA ACTGTTGGGCTTCGAAGAGA 165

Ad07A11185 Aradu.A07 11185 p2 (AC)7 14 51765668 51765681 CCTAGCTCATCCCAAACCAA AATCTCGAGTCGTCTCCCAA 252

Ad07A11187 Aradu.A07 11187 p3 (ATT)5 15 51801081 51801095 AAACTTGGACGTTGGCTTTG ATGAGCAGGAACAGGGAAAA 210

Ad07A11188 Aradu.A07 11188 p2 (TA)7 14 51809496 51809509 TTGGATTTTTACTTGCCTCCA TCTCCAAATACTTGGTGGGC 213

Ad07A11189 Aradu.A07 11189 p2 (AC)7 14 51810004 51810017 CCTAGATCATCCCAAGCCAA CCGGGAGTAGAATCCCAAGT 264

Ad07A11191 Aradu.A07 11191 p4 (TTAA)5 20 51818553 51818572 CAATGCCCGTTGGTAAAGTT CCTCCTTGTTCATACTTTCTTCAA 223

Ad07A11192 Aradu.A07 11192 p2 (TA)6 12 51819769 51819780 TCAACCGTAAAGAGAGGGGA TGCTTCCATTAGGTTGCAAAG 183

Ad07A11193 Aradu.A07 11193 p2 (AT)6 12 51832314 51832325 TGTTTTCTTTGAAAAACCGGA TCAGGACGGACGAAGAGTTT 269

Ad07A11195 Aradu.A07 11195 p3 (TCT)6 18 51856350 51856367 TACCTTGGCCGAACCTACAC TGCCATTGATGGTAGTGGAA 151

Ad07A11196 Aradu.A07 11196 p3 (AGA)5 15 51874907 51874921 GCTTTTGTCTTCCCTTTCCC TCACAAACCCTCATTCTCCC 216

Ad07A11198 Aradu.A07 11198 p2 (AT)6 12 51884395 51884406 TTAGGGGTGGAAATGAGCTG TTTGCAAAAATGCGTACTGG 271

Ad07A11204 Aradu.A07 11204 c* (ATTA)6(TAA)6* 40 51930951 51930990 ACATACATTAATGGTGACAAATTGA TTTTTAAAATACAATGCATGTACCA 112

Ad07A11205 Aradu.A07 11205 p2 (TA)7 14 51931718 51931731 GGCATAATTTTTATCTGATTGTAGCA GAATCATAGCTAGCAACCATTAGG 203

Ad07A11206 Aradu.A07 11206 c (T)10caattagatgttattagacccttgattg(A)1149 51932707 51932755 TCATTTATTTGTCTTTAATTTGATGC AAATAAAAGCAAGAATCGAGAGAAA 278

Ad07A11210 Aradu.A07 11210 p2 (TA)9 18 51966732 51966749 ATGTCCCTTTGGGTTTCCTT TCGAAAACTCAACACTCCGA 198

Ad07A11214 Aradu.A07 11214 p3 (GAA)7 21 52053292 52053312 TCTGCAACTCTTGCCACATC TGTGACAAGGTGGGACTCAA 234

Ad07A11221 Aradu.A07 11221 p3 (GTT)9 27 52092768 52092794 TGCCCAACAAAATTCATTCA TTTGCTCAGGTTCAGCAATAA 267

Ad07A11222 Aradu.A07 11222 p3 (TCT)6 18 52097521 52097538 CAGAATCTCTTTCCCACCCA CCCTCGAGCAAAAGAAGAAA 199

Ad07A11223 Aradu.A07 11223 p2 (AG)6 12 52099060 52099071 CGAATGAAGGGGGACACTTA CCAATTTGGCAACATGAGTC 258

Ad07A11225 Aradu.A07 11225 p2 (GA)7 14 52105148 52105161 AAGGCTGCAAAGTGAAGGAA TGAACCTGGAGCTCAGAAGAA 193

Ad07A11227 Aradu.A07 11227 p3 (TTA)5 15 52145936 52145950 TTTTGTTATTGTTATTGCTTTCGT AAACAACATACAATAGCCAGTTTCA 270

Ad07A11228 Aradu.A07 11228 p2 (AC)9 18 52146896 52146913 AGCCACCAGTCTCTCCTTCA CAGCAAATCAGAAGCGTGAC 218

Ad07A11229 Aradu.A07 11229 p3 (AGA)5 15 52151426 52151440 ACATAGAATGTTGCTCGCCC CCCATCACCTCTTCACCACT 151

Ad07A11232 Aradu.A07 11232 p3 (TTA)12 36 52175343 52175378 TTATTGCTTTCGTTATTATTATTGCTT CCCATATTCAAGAAAAGCACC 251

Ad07A11233 Aradu.A07 11233 p3 (TTA)5 15 52176349 52176363 TGCTTTCGTTATTATTATTGCTTTTG GCGTGTTAGCTCCCTTTTTG 278

Ad07A11236 Aradu.A07 11236 p3 (TCT)5 15 52201491 52201505 CACAAAACACAACCCCCTCT TTAGAGGATTCTCCGGCCTT 195

Ad07A11241 Aradu.A07 11241 c (T)12gattttttgattttctaaa(T)1041 52266999 52267039 TGAAACATCCAATTGACACCA TGCTGAAGCTTGTTTAGCCA 236

Ad07A11243 Aradu.A07 11243 p2 (AG)6 12 52274263 52274274 CGTGCAAGTCCAAGAACAGA CAGCATGTCAAAACAAGGGA 185

Ad07A11248 Aradu.A07 11248 p6 (TTCATT)5 30 52303403 52303432 TCTGGCATTACATTACAGGGC TGTTGTTTTCATTTCCTGTTTCA 234

Ad07A11249 Aradu.A07 11249 c (TG)18agt(GA)20gggacgcgtggaatcaaggaggagcattctagactttggggtgtcaacaatgactatgtcattgtagtcacttttcatagccgagagaacttggtagctc(TCT)6197 52304312 52304508 GGGAGAACCTGATTCCAACA CATCTTCTGCTCCAACTTCATC 280

Ad07A11250 Aradu.A07 11250 c (T)11agg(T)10 24 52304914 52304937 GCATTCGCACACTCCAATTA AACTGCAGATCGAAAATCTAAAAA 238

Ad07A11252 Aradu.A07 11252 p2 (AT)7 14 52343974 52343987 TCAAATTTTTGAATCAATCACATTA TGAAATCTTGGGTTGACTTGG 247
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Ad07A11256 Aradu.A07 11256 p2 (AT)6 12 52376667 52376678 ATCAGCCATAGGACAGGCAT AGCCTTGTCTTCACAGGTCG 243

Ad07A11259 Aradu.A07 11259 p3 (AAG)5 15 52434679 52434693 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad07A11260 Aradu.A07 11260 c (T)10ccaaaataatttttgggaaaaacgaaaacaaagaaaaattttg(A)1063 52439687 52439749 GCATGCAATTGACACCAAAC CGGTTCATCTTGTTGCTCAG 218

Ad07A11262 Aradu.A07 11262 p3 (AAT)5 15 52459728 52459742 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 182

Ad07A11269 Aradu.A07 11269 p2 (AG)7 14 52496523 52496536 TTTTGGGAACGCACAATACA TAGGATCCTTGCCATTACCG 246

Ad07A11272 Aradu.A07 11272 p2 (TC)6 12 52510136 52510147 TTTTCCAAAATTCCTCACCC GGAAAAATTTGAACACAGAGAGAGA 273

Ad07A11277 Aradu.A07 11277 p3 (AGA)6 18 52568670 52568687 CTTGGAGGTGGAAGCTTTTG CACCTTGACCGAAACACCTT 211

Ad07A11282 Aradu.A07 11282 c (T)10gttttcttttctctttttttcg(T)1042 52610792 52610833 CACACACTTTTTGCCTTGGA TGTGGTTCATGAATGTTGGC 210

Ad07A11283 Aradu.A07 11283 p2 (AT)16 32 52629763 52629794 TTGATTCAAAAATTTCATGTTTGTT TGATTGGAAAAGATTTGATTGAA 217

Ad07A11284 Aradu.A07 11284 p3 (AGA)5 15 52637657 52637671 CTCGGAAGTGGAAGCTTTTG CCCCCTCCTCTCCTTCTCTA 199

Ad07A11285 Aradu.A07 11285 p3 (ATT)6 18 52640898 52640915 CCAAGAAGGCAGTAACCAGC CAGGGAAAAAGGCACTCTTG 278

Ad07A11288 Aradu.A07 11288 p2 (GA)6 12 52667016 52667027 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 111

Ad07A11289 Aradu.A07 11289 p2 (GA)6 12 52689250 52689261 GAAGAACTGTGAAGGGCAGC ATCGTTCACCATCAACCCTC 167

Ad07A11290 Aradu.A07 11290 p3 (GAA)5 15 52689468 52689482 AGGTGAACTGGATGGGTGAG GCGTGGATCTCCATTTTCTC 274

Ad07A11292 Aradu.A07 11292 p3 (AAT)20 60 52700144 52700203 AGTTTGATTCCCTTCCTCCC CTTGGCCGTTTTCATTTCAT 195

Ad07A11298 Aradu.A07 11298 p2 (TA)7 14 52763928 52763941 GAAACTTTCACCAAGAAAACGAA GCGAAGGCTTAGTGTGGAAC 227

Ad07A11300 Aradu.A07 11300 p2 (AT)9 18 52766534 52766551 TTAGGTCTGCGTTCTCTAAAGC GGGTGTTTTATAAATGTTCAGGG 274

Ad07A11301 Aradu.A07 11301 p3 (AGA)6 18 52775971 52775988 CTAGAGGATTCTCCGGCCTT CACAACACAAACCCCCTCTT 185

Ad07A11305 Aradu.A07 11305 p2 (TC)7 14 52796754 52796767 TGCAAGCTGTCATTAGGCTC AGCTTCAGCCGTTTCTGTGT 252

Ad07A11306 Aradu.A07 11306 p2 (TC)10 20 52822235 52822254 TTGCAAGTGCAAGCTGTCAT TTCCAAGTTGAGAATGAGGGA 276

Ad07A11308 Aradu.A07 11308 p3 (CCA)5 15 52828189 52828203 CCTCCCACCTAGTTTCCCTC ACATCGGATTCGGAGAACAC 175

Ad07A11309 Aradu.A07 11309 p3 (ATT)15 45 52831515 52831559 CTTTGGTAGATTTGTCCGCA GACTCCGTTATGACTTGGGC 182

Ad07A11310 Aradu.A07 11310 c (TCC)5tcgtttaccatcttctcttccatcttctttgcattccttctc(CTT)1190 52838872 52838961 TTCGCATTACTCCTCCAACA AAACGCGAAGAAGAAGGAGA 162

Ad07A11311 Aradu.A07 11311 c* (TTC)7acattactcctccaacatttgtatcctgcattct(TCC)5ttctccatctgctcctgctca(TTCTCC)5(CTC)6*cctcttcttctc(CTT)10177 52839127 52839303 TGACGGTTCATCTTGTTGCT TGAAAGCTACGGTCCAAAAGA 279

Ad07A11312 Aradu.A07 11312 c (CTCCTT)5cttctcattcttctcctttttctcttttcttcttcttg(TTC)5acattactcctccaacatttgtatcctgcgttattcctccttctccattttttgctccttcttgtttgcgtttcttctcctttttctttgcgt(TCC)9203 52839521 52839723 CCTTCTCCTTCTCATTCTCCTG ACGAAGAGGATGAAACACGC 278

Ad07A11313 Aradu.A07 11313 p3 (AAG)6 18 52841098 52841115 GAAACTTGAGAAGGTAAAATAAGAAAA TCCTCTTCCTTCTCCTCATCT 109

Ad07A11315 Aradu.A07 11315 p3 (TTC)6 18 52841863 52841880 TCCTCTTTTAAGTAATTTTGCAGC CCTTTTGCTGCTGCTTCTTC 183

Ad07A11317 Aradu.A07 11317 p3 (AAG)5 15 52846161 52846175 TTGTCTCCCCTTTCCCTTTT CATCTTGGCCGAATACACCT 244

Ad07A11318 Aradu.A07 11318 p2 (GA)6 12 52849670 52849681 AAGGTGAGGATAGGGGCAGT TCAAAACCACCTAACAACTTTTCTC 250

Ad07A11320 Aradu.A07 11320 p2 (AG)6 12 52854924 52854935 TTGTTTTCCCTTAGGAGCCA ATCTCCTCTCCCCCACCTTA 193

Ad07A11322 Aradu.A07 11322 p2 (CT)6 12 52877435 52877446 CAGAATTGGCACAAAGAGCA TTTGGGGAAGAGGTGTTGAG 160

Ad07A11328 Aradu.A07 11328 p6 (TTTATT)5 30 52913260 52913289 GGAGCATCCATCTTCCAAAA GTGTTGCCACCACATAAAAAT 280

Ad07A11330 Aradu.A07 11330 p2 (AT)6 12 52962452 52962463 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 161

Ad07A11332 Aradu.A07 11332 c (AGA)6tagaaaagat(AGA)646 52981230 52981275 AACGCCAATTGAAAGAATGC AAAACGCCACCAGATTTCAC 255
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Ad07A11333 Aradu.A07 11333 p2 (GT)6 12 52990286 52990297 ATGTGCAACCTAGGCCACTT TGGGTGAAGGACTATGAGGC 243

Ad07A11334 Aradu.A07 11334 c (CT)8cacctccattaacaaggttttattttcttcttccctccttccttttctatcattcttcttattttctatgtta(TTTTC)5114 53021744 53021857 TTTCTTCCTTCTCCCTTTTTCC TTGCCAAACAAATTGCAACA 263

Ad07A11339 Aradu.A07 11339 p3 (ATT)19 57 53044585 53044641 CAGTATGGCCAACGGATTCT TATCCCAAGATGCCACTTCC 234

Ad07A11340 Aradu.A07 11340 p2 (TA)9 18 53047140 53047157 TGAAACCAAAAATGGGATCAG GTGGATAGGCAACAATGGCT 198

Ad07A11342 Aradu.A07 11342 p2 (CT)6 12 53059678 53059689 CCTAAATGGAGCAGGGATGA GGTGGGGTTTTTAGGGAAGA 205

Ad07A11347 Aradu.A07 11347 p2 (TC)9 18 53154830 53154847 ATCCTTTTCACCCTTGCCTT TGGCTCTTGAAAGAATGAGGA 190

Ad07A11348 Aradu.A07 11348 p4 (ATAA)5 20 53173243 53173262 TCCATGTTGGAGTAAAGGGG CCATTTTCTCTCTCCTCGCTT 143

Ad07A11350 Aradu.A07 11350 p3 (GAA)5 15 53183180 53183194 GAAAAGGGGATTGTGACCAA CTCCCAACACGTGGTTCTTT 268

Ad07A11354 Aradu.A07 11354 p2 (CT)14 28 53225323 53225350 GGAGTTGGGACAGCCAATAA CGCCATTTCTTGAGTTTGGT 245

Ad07A11355 Aradu.A07 11355 p2 (CT)6 12 53225473 53225484 CCAAACTCAAGAAATGGCGT TGTGAAAGAATGACGCTCCA 247

Ad07A11356 Aradu.A07 11356 p5 (GTTTT)5 25 53226231 53226255 GGCTGCATATGTTCCAATGA AATGGAAAGTTTGTTTGGGG 145

Ad07A11368 Aradu.A07 11368 p3 (AGA)5 15 53244307 53244321 TGAGAAGAGGAGGATGGAGAG AAAAACTTCGTGCAATGCTT 268

Ad07A11369 Aradu.A07 11369 p3 (TTC)6 18 53251082 53251099 GGGTAGGATGTAAACCCCGT CCCTTTTCCCTCTTTCCTTG 272

Ad07A11371 Aradu.A07 11371 p2 (AT)6 12 53277279 53277290 CAACCATACATCAAAGTGTGTTGA CAGCTTTGGTGAAAGCATCA 278

Ad07A11375 Aradu.A07 11375 p3 (TGT)5 15 53295858 53295872 AGCGGCAGAGTGGAAACTAA AACACATTCAGGGAACTCGC 214

Ad07A11376 Aradu.A07 11376 p3 (TTA)5 15 53305900 53305914 CCAACAGGGACAAAGCATCT CCCACGGAGATTGTTGGTAT 189

Ad07A11377 Aradu.A07 11377 p3 (TTA)5 15 53314380 53314394 CAGGGACAAAGCATCTCCAT TCGCACAACTAACCAGCAAG 235

Ad07A11378 Aradu.A07 11378 p2 (TA)6 12 53315496 53315507 GGGTTGTGTGTTCTTTGGCT ATCACAACAATCCACCCACC 193

Ad07A11380 Aradu.A07 11380 c (AT)8aatttttttattaaaagaaaataaaataaaaaaataaaaataatgaaaaacaaatg(AAAAT)6102 53326952 53327053 GGAAACACCAAACTTAATTTCAGA CCCCCTTCTCCTGTTTCTTT 274

Ad07A11384 Aradu.A07 11384 p3 (AAG)5 15 53358811 53358825 GTGCCATTGATGGTAATGGA TTGGCTGAACCTCCATCTCT 149

Ad07A11385 Aradu.A07 11385 c (A)10gaaaagaagagt(AGA)537 53384173 53384209 TTGCCTTCCCTTTTCCTTTT TTTCACACAACACAAACCCC 226

Ad07A11388 Aradu.A07 11388 p4 (AAAG)8 32 53425316 53425347 TGAATGGCCTTGAAAGAAGG GGTAATGAAGCACCTCTCGG 280

Ad07A11389 Aradu.A07 11389 p2 (AT)6 12 53431706 53431717 TTGCATGCATCATTGGTTTT CCAAAATTTCGAATTCTATGAGTG 134

Ad07A11392 Aradu.A07 11392 p2 (AG)6 12 53511549 53511560 GGGAAGCTTAAAAACAAAGGAA CGCGATCTGCAAAATTACAA 262

Ad07A11393 Aradu.A07 11393 p2 (AG)6 12 53517428 53517439 AAAAACCTGGATCGAGAGTCA CGCGATCTGCAAAATTACAA 240

Ad07A11396 Aradu.A07 11396 p2 (AG)7 14 53523626 53523639 AAAAACCTGGATCGAGAGTCA TTACAAAAGTCGCTGGCAGA 228

Ad07A11401 Aradu.A07 11401 p3 (ATT)10 30 53547963 53547992 ATTGGCCACCTGAAATTGAT GCTGCTTACTTGAACCTCGG 250

Ad07A11403 Aradu.A07 11403 p2 (AG)6 12 53552141 53552152 GGGAAGCTTAAAAACAAGGGA CGCGATCTGCAAAATTACAA 265

Ad07A11404 Aradu.A07 11404 p2 (AG)6 12 53555544 53555555 CCAAATTTTCGAATTTGATGAGA TGTCTTGCATGTTTTCTTTGC 241

Ad07A11406 Aradu.A07 11406 c (T)10ctaatcctaatttctttatttcttctttctttctttttttccttcttctttcttctcca(TTC)584 53576330 53576413 TGAACAGAGAGTGGTGCTGG TGGAGAAGGTGAGATCGAGAA 227

Ad07A11407 Aradu.A07 11407 p2 (AT)6 12 53579111 53579122 TTCCCCCAATTGAATCTTTG TTATTGGGGTGCTTCCATTC 239

Ad07A11408 Aradu.A07 11408 p2 (TG)11 22 53579299 53579320 GAATGGAAGCACCCCAATAA TCTGCACCAGTCACGCATAC 253

Ad07A11409 Aradu.A07 11409 p2 (AT)14 28 53591408 53591435 TACTTTGGGGCATTTTGTCC TTTGGGAACTTTGGTTGAGG 216

Ad07A11410 Aradu.A07 11410 p2 (TA)6 12 53595894 53595905 GGGCATTTTGTCCCCTTTAT TTGAAAACATTGGGAATTGGA 205
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Ad07A11411 Aradu.A07 11411 c (T)10atatttttagtaattttttttagtat(TTTA)6ttattatattttttttattattaa(T)1094 53597504 53597597 TGCAAAGAATAAAAGTATGCAAATG CCTGCTTTTCTCCTTCCTCC 260

Ad07A11412 Aradu.A07 11412 c (GC)6atagcgtgctagcgcgccgatctttttc(T)11gcccaaaaggcagaaaaatnnnnngccc(T)1190 53597871 53597960 GCTTACGCATGGATGAGCTT ATAGGGAGCTCTTGGGCATT 225

Ad07A11415 Aradu.A07 11415 c (ATAC)5(AT)9g(TA)651 53638000 53638050 AAGGTTGGTTGGATTTGTGTG CGTTTCGTTAGTTTGCTTTGC 232

Ad07A11416 Aradu.A07 11416 p2 (AT)10 20 53641026 53641045 AAGCGCCAGTATGCATTTTT CCTTGGCAACTTGTTGGATT 269

Ad07A11417 Aradu.A07 11417 p3 (ATT)5 15 53660495 53660509 AGCCTAATTGCCTACCAGCA GATTGAAGGGCAACCTCTGA 145

Ad07A11418 Aradu.A07 11418 p3 (AAT)12 36 53660955 53660990 TTTGTGAGTGTCTCATTACTTTCTTT CCTTCTTGTCCAATGCTTGA 257

Ad07A11422 Aradu.A07 11422 p3 (TCT)5 15 53701429 53701443 GAACCCACTTCTCTCCCTCC CTCGGAAGTGGAAGCTTTTG 200

Ad07A11423 Aradu.A07 11423 c (GA)7t(AG)10 35 53708083 53708117 AGAGGGAGAGAGAGGGTTCG TCAAAACCACCTAACCACCA 195

Ad07A11427 Aradu.A07 11427 c (T)10gaaaatcaaaaataagagaag(ATAAA)556 53780116 53780171 CCATGATGGAGAAAAGGGAG TTTTTCGAACATCCTCACCC 151

Ad07A11430 Aradu.A07 11430 p2 (TA)6 12 53794023 53794034 TGATCTTGCTCACATCCCTG TGTGGTTCTAAATCTTTCAACTTTTT 272

Ad07A11433 Aradu.A07 11433 p5 (TTTTA)6 30 53813624 53813653 ACGCACTTGGTCTCGACTCT CCTTGAAGCAAAAGAAACAGC 210

Ad07A11437 Aradu.A07 11437 p2 (TA)12 24 53837478 53837501 CAACCTGGAATCCACCAAAA AGCATAAACAAATCCACGGG 253

Ad07A11438 Aradu.A07 11438 c (A)10gcaaattcactctctgatgtatcactctcggatgaacttaccttcttcttttttgtctttttc(T)1184 53838455 53838538 CATCATCGGGTTCACTTTCA TAAGAGGGCAGAAGCGAAAA 274

Ad07A11442 Aradu.A07 11442 p2 (CT)7 14 53846382 53846395 GAAAGCTCTCGGGTTCCAT AAGAAAAGCCAACACATGGC 230

Ad07A11443 Aradu.A07 11443 p3 (ATA)7 21 53846613 53846633 GCCATGTGTTGGCTTTTCTT GCCTTGTAGATAGCTCTAGGAACAC 231

Ad07A11445 Aradu.A07 11445 c (AG)17g(GA)12 59 53865524 53865582 CAAATTCGCCGATAACGTCT TCCTCGCCTCTCAAAGTTTC 205

Ad07A11447 Aradu.A07 11447 p3 (AAG)6 18 53869172 53869189 TTGCAACTCAATGAAACATGC TCCTCCTCATCTTTTGCAGC 268

Ad07A11448 Aradu.A07 11448 c (GAG)5aaggagaaggaggaggtgacaacgataac(A)1357 53869999 53870055 TGGAAGAAAAGGAAGGAGGAA TTTTTGGGCAATTCTATGGT 168

Ad07A11449 Aradu.A07 11449 p4 (TATT)6 24 53870365 53870388 CAACATGAGCCATGTGCAA TTTCTATTTTTGACACAATCAACGA 107

Ad07A11450 Aradu.A07 11450 c (CT)19caaatatttatataaaattacacacactcattcgcacacactcctatatatctatatctatatatacacacatctatatc(TA)7132 53871466 53871597 TAACCCATAAGGCCAAACCA CCCTCCACAATGGCTCTATC 275

Ad07A11454 Aradu.A07 11454 p3 (TTA)9 27 53873996 53874022 TGGTTAGCAGCTTCTATTTGGA ACTATGCGGTTTGAAGCTCG 229

Ad07A11461 Aradu.A07 11461 p3 (CTT)5 15 53897912 53897926 AGGTGGTGGTGTTCCTGCTA GAATCGGATGCGAGATCAAT 218

Ad07A11468 Aradu.A07 11468 p4 (TATT)5 20 53918921 53918940 ACGCACTTGGTCTCGACTCT TGAAGCAAAAGAAACAGCAAAA 209

Ad07A11469 Aradu.A07 11469 p2 (CT)14 28 53929910 53929937 GTATGCGTCAGCAAAGGTTG GGCAGCCCAATAATTTCGTA 217

Ad07A11470 Aradu.A07 11470 p5 (AAAAT)6 30 53942571 53942600 ACCCAATTCCATCAAGAGCA CCCAGCAAAACTCAAAGGAA 251

Ad07A11471 Aradu.A07 11471 p4 (TATT)5 20 53944932 53944951 ATTGATGCTCAGAGCCTTGG TTTGAATCAAGGGATGTTGATG 174

Ad07A11472 Aradu.A07 11472 p2 (CT)19 38 53946093 53946130 CGCGCAACTCTATGTTCAAA GAGCCCCTATGATCCTCCTC 266

Ad07A11481 Aradu.A07 11481 p2 (AG)8 16 54026767 54026782 AAGGCTGCAAAGTGGAGAAA TCAAAGCTAACATGGAAAGATTCA 271

Ad07A11482 Aradu.A07 11482 p2 (TC)8 16 54043812 54043827 AGTCCTTGACCCCTCAGGAT AGCATCCTGGGTCATACAGC 175

Ad07A11483 Aradu.A07 11483 p5 (AAGAT)7 35 54044075 54044109 ATAGAGGAGCACGACCCAAA TACCTGCAAGGGACTTCGAT 239

Ad07A11484 Aradu.A07 11484 c (T)10cgaaa(T)10 25 54052846 54052870 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 225

Ad07A11485 Aradu.A07 11485 p3 (AGA)5 15 54071144 54071158 GGTCTTGATGGGCTTTTGAG AACCCTCTCTTCTCCCCCTT 266

Ad07A11486 Aradu.A07 11486 p5 (AAGAT)5 25 54080643 54080667 TCAGGTCGAACTACCCAACC CCTGGGTGCTCCAGTGTATT 224

Ad07A11488 Aradu.A07 11488 p2 (TA)7 14 54108510 54108523 AGCCAGCCTAAACTCCACAG TAGACGCATAGGCATGGACA 128



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A11490 Aradu.A07 11490 p3 (ATA)20 60 54113917 54113976 TTTTCTTTCCAATATCTCCAACTTTT ACTTGGTTCAAGAGGCGAGA 211

Ad07A11491 Aradu.A07 11491 p2 (TA)13 26 54116461 54116486 GCGGTTGATTCATACCATCG CCCTTGTGAACCATGTTCCT 278

Ad07A11493 Aradu.A07 11493 p2 (TA)7 14 54117055 54117068 TGGTCAAGGATCCTACCAGG GCTCTTCACCCCAAACTCAG 230

Ad07A11495 Aradu.A07 11495 p2 (TC)20 40 54121347 54121386 ATGGCACGGACAAAGAAGTC CGTCATCCGTCCGTTACTTT 169

Ad07A11496 Aradu.A07 11496 p3 (ATG)8 24 54122405 54122428 TTAGCGGCTATTTTCTTGGC TTTGTCAAAATTCAAATGCAAA 264

Ad07A11503 Aradu.A07 11503 p3 (TAG)5 15 54161693 54161707 AAGAGCAAGGGCGTGATTTA CATGCCTGATGATGATGAGAA 263

Ad07A11507 Aradu.A07 11507 p2 (AG)7 14 54179076 54179089 CAATTGGGCAACATCAATCA CATCCATTCAGAAGGAAGCC 220

Ad07A11509 Aradu.A07 11509 p4 (CTAA)7 28 54190007 54190034 AAGCATGAAAAATTCAAAACCAA CAACACTGCCATTCACCATC 252

Ad07A11513 Aradu.A07 11513 p3 (AAT)5 15 54220942 54220956 TACCCAAATCAGTCCCCAAG CGTTCGAAACAAGTAAAGTGAA 280

Ad07A11518 Aradu.A07 11518 p2 (GA)7 14 54242779 54242792 TTCCTTGCATGAAGTTGCTG AAAGGAGAGAGAGCCCATCA 270

Ad07A11519 Aradu.A07 11519 p3 (TTA)24 72 54251537 54251608 ATTGCATATGCCCTCTCACC TGATTGCGGGACAACATTTA 277

Ad07A11520 Aradu.A07 11520 p2 (AT)8 16 54269364 54269379 AACCAACCTGTGAATCCGAC TCGATTCGGGTAATTGGGTA 239

Ad07A11521 Aradu.A07 11521 p3 (AGA)6 18 54290471 54290488 TTAAAATTTTGCTCGCCCTC TCCCACATAGCCGAACCTAC 100

Ad07A11522 Aradu.A07 11522 p3 (ATT)5 15 54293084 54293098 TTGGACATTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad07A11528 Aradu.A07 11528 c* (A)12(AAG)8* 34 54317851 54317884 CCTGAGGTGGAACCTGAGAA GTTGAATCCTCGGGACGTTA 261

Ad07A11535 Aradu.A07 11535 p3 (ATT)7 21 54329210 54329230 CCCTTGGGGGTCAAATTCTA GGGGACTCATATTATGGCCT 275

Ad07A11536 Aradu.A07 11536 p4 (AAAG)5 20 54330671 54330690 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 219

Ad07A11537 Aradu.A07 11537 c (AAT)6aaaatattaaatatgaaataataaatttacctgtagagaaataatactcttctatgaaaatttttgtaaagaacagtgagagagaag(A)10115 54330851 54330965 CGAAATAGAAACAAAATAGCACGA TATTTATTTGCACGTCCCCC 193

Ad07A11541 Aradu.A07 11541 p3 (AAT)6 18 54336423 54336440 TGGCTGCAAAAGTTCCTTCT GTAATGTGATAGGCCCGGAA 246

Ad07A11543 Aradu.A07 11543 p3 (TCG)5 15 54337875 54337889 ATCGGATTATTCCGCCAGTA CCACCTCAGCAGGAGAAAGA 271

Ad07A11544 Aradu.A07 11544 p2 (TA)7 14 54353500 54353513 TTCGCAAAATGGATAGAATGAA GCCTGAGTACCAAACTAGGGG 200

Ad07A11545 Aradu.A07 11545 p3 (TTC)22 66 54365813 54365878 TCTAAATTCACGCACGCAAG ATTCCATCCCATTCCATTCA 200

Ad07A11546 Aradu.A07 11546 p3 (AAT)16 48 54380047 54380094 GATCCCATGGAGATTGTTGG AACAGGGATAAGCACCTCCA 218

Ad07A11547 Aradu.A07 11547 p2 (GA)8 16 54384722 54384737 AGAGAGGGAGATTTTGGGGA CCTAATTGGAGCAGGGATGA 210

Ad07A11549 Aradu.A07 11549 p3 (AAT)7 21 54411998 54412018 TCAGCATTGCATTCTGCATAC CACAATTCCAGCCCAACTTT 141

Ad07A11550 Aradu.A07 11550 p2 (TA)10 20 54416842 54416861 TTAGCCCCATTACAACCTTGA GGAATCTTGTGCAATGCAATC 279

Ad07A11551 Aradu.A07 11551 p2 (GA)6 12 54423767 54423778 TGAAAGTGAGGTAGGTGGGG TGCACAATATGGGCGTTTTA 245

Ad07A11552 Aradu.A07 11552 p5 (AAAAG)6 30 54433655 54433684 TGGGTTTGGAAACATTTGGT GGGCATTTTGTTCCCTTTTT 205

Ad07A11553 Aradu.A07 11553 p2 (AG)6 12 54435011 54435022 TGCATCTGCAAAAATTCAGC CATTGAACCTAGAATTGGGAAGA 254

Ad07A11554 Aradu.A07 11554 p3 (AAG)5 15 54472585 54472599 AGGTTTCTCCGACCTTTGGT ACCTTAGCCGAAACCACCTT 158

Ad07A11555 Aradu.A07 11555 p2 (TA)8 16 54482328 54482343 CATGGCACGCTTGTAACCTA AATGCGTCTTGGGAATTTGT 207

Ad07A11557 Aradu.A07 11557 p3 (TTC)5 15 54500545 54500559 GAGGTGAGTGGAGAAGCCTG ATATGATACCCTGCCTCCCC 258

Ad07A11558 Aradu.A07 11558 c (AAT)5aac(AAT)5acaaaaaaaaatctatac(TA)663 54500825 54500887 CAACCCGGCTCAAATTACAT CTCAGCGAAGTGTCCGTACTT 277

Ad07A11561 Aradu.A07 11561 p3 (GAG)6 18 54513094 54513111 GCAAGAGCATCCGCTTTAAC CAAAGCTAAGTCTCGCGCTC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A11563 Aradu.A07 11563 p3 (TTC)24 72 54521893 54521964 ATTTGTTTTACACGCGCCTC CGTTGAACTCAATCCAAATCA 280

Ad07A11570 Aradu.A07 11570 p3 (ATA)7 21 54551420 54551440 AAACTTAATTCACACTCAAAATCAAA TTTAAGTTGCATTGAAATGAGAAGA 279

Ad07A11571 Aradu.A07 11571 p2 (AT)9 18 54552473 54552490 TCAAACCAAATCAACCATCTCA TGGAAGTCATCCAAAAGGTTG 194

Ad07A11573 Aradu.A07 11573 p3 (TTG)8 24 54557325 54557348 TGCTGAAAGTTGCTGCTGAA CAGCAGAAGCAGATCCACAA 232

Ad07A11575 Aradu.A07 11575 c (TC)9tttctcgccttcccctctttctctccctcccctctcttc(CT)669 54574065 54574133 CCCTTCTATTGCATTCGTTCC AAGAGGAGAGAGAGGAGGGG 258

Ad07A11576 Aradu.A07 11576 p2 (TC)6 12 54574401 54574412 TTCTCTCTCTCCTCCTCTCCC TTCTCAATCTCTATCCCGCTTC 272

Ad07A11577 Aradu.A07 11577 p2 (AG)9 18 54574822 54574839 GAGGAGAAGGAGAGAAAAGAAAGA CCCCTCCAATCTCTCTCTCA 280

Ad07A11584 Aradu.A07 11584 p2 (AT)9 18 54577922 54577939 GATCCAAAAAGGCAACGAAA TGATTTAAAAGTGAAATTGACGAAA 182

Ad07A11588 Aradu.A07 11588 p3 (AAT)17 51 54592425 54592475 AAATTTTTGATCCACAATGAATTAG AAGCTCTCGTGTGGTTTTGG 154

Ad07A11590 Aradu.A07 11590 p4 (TTTA)5 20 54597309 54597328 AAAAATGTGTTTGATAAAATTGGTT AAGCCTCAAAGACACATTGAGAT 265

Ad07A11593 Aradu.A07 11593 p3 (TTA)5 15 54614603 54614617 TTTACCACACCATACGCCTG TGCCTGAACATTAATTCCATCT 244

Ad07A11599 Aradu.A07 11599 p2 (AC)9 18 54637897 54637914 ATCGAAATGGAAATCGCATC ATTCGCGCACCATGTATGTA 217

Ad07A11600 Aradu.A07 11600 p6 (AATAAA)5 30 54656095 54656124 GTGTTGCCACCACATAAAAAT GAGCATCCATCTCCCAAAAT 280

Ad07A11601 Aradu.A07 11601 p2 (TA)6 12 54663652 54663663 AAAGGGAGATGATGTGGATTG TTGGTGTCACTTTGTTGTTTTTC 280

Ad07A11602 Aradu.A07 11602 p4 (TATT)7 28 54663808 54663835 AAAGGGAGATGATGTGGATTG TTGGTGTCACTTTGTTGTTTTTC 280

Ad07A11603 Aradu.A07 11603 p3 (TAA)15 45 54666203 54666247 TTTCCCAACCAAATTCAACC TGTTTGGTTGTGGTGTAGTGG 204

Ad07A11604 Aradu.A07 11604 p3 (AAT)6 18 54677183 54677200 AAGTTTGGGGTCAATTGCAT AAACCAACGCTCTAGCCAAT 257

Ad07A11605 Aradu.A07 11605 p2 (TA)8 16 54694425 54694440 TGACAGTCCCAGATCAAAGG AAGGACATTAATAATCCGGAAAGA 238

Ad07A11606 Aradu.A07 11606 p2 (TA)6 12 54697050 54697061 CTCAAAGTGAGTCAGTTCAATGG GGACATTAATAATCCGAAAAGACC 137

Ad07A11609 Aradu.A07 11609 p3 (GAA)5 15 54701779 54701793 TATGGAGCCCAAATTGGAAG CAACCCACTACCACCGAGTT 200

Ad07A11610 Aradu.A07 11610 p3 (GAA)6 18 54702821 54702838 ATGGCAATGCTCACTCTGTG CTCAATCTCCCCAAAGTCCA 227

Ad07A11612 Aradu.A07 11612 p2 (TA)6 12 54706946 54706957 GCGGAGTGGTTACAGGGTTA CTCCTAACTCAGCCTGCGAA 208

Ad07A11613 Aradu.A07 11613 p2 (TA)7 14 54714454 54714467 GAAGCAGAGTGGCTACAGGG ACTCCTAACTCAGCCTGCGA 213

Ad07A11614 Aradu.A07 11614 c (T)11cctttatctttatttcagtgttatcaaaca(T)1051 54715882 54715932 TGGCTTAGTTTCAAGAAGTTGTTC GGACAATTTAAGCATTAGGGACA 230

Ad07A11618 Aradu.A07 11618 p2 (GA)13 26 54733092 54733117 GTCGTTGCTGCTGATGCTTA GCACCTCACCACCTTTCATT 192

Ad07A11620 Aradu.A07 11620 c* (A)11(AG)6* 22 54743357 54743378 GTGCTAGGTGGGAGACAACC AAAGGCATACCTCCAGCCTT 267

Ad07A11621 Aradu.A07 11621 c* (TTAT)5(TA)6* 29 54754060 54754088 ATTGATGCTCAGAGCCTTGG AGGTGGTGGTCTTTTCTGTGA 234

Ad07A11623 Aradu.A07 11623 p5 (AATAA)5 25 54768750 54768774 ACCCCAGAGTCCTTCTGGAT TCCAACCACTTTCTCTCTCCTC 243

Ad07A11624 Aradu.A07 11624 p2 (AT)7 14 54772133 54772146 TTTCCGACATCTTCCAGACC CCATACCGGTAATGAGGTTGA 236

Ad07A11625 Aradu.A07 11625 c (T)12attttgaagctttagacccacttggtccaccttttgcaactgcaaa(T)1068 54784001 54784068 TATCATGCCTCTCTGCTCCC GGAGGACATGAGCCTACAACA 248

Ad07A11627 Aradu.A07 11627 c (CATA)12tcgtcatataacactatcacattcacaagaataacttatacaagtaacatgccaatattac(AT)6121 54785585 54785705 AAGTATGAGTCTTTACCTGAAATCCTT AGTTATTATTTTTCCTCGCCATT 247

Ad07A11629 Aradu.A07 11629 p2 (TA)9 18 54810326 54810343 TATGGGTGCAGAAGTCACGA CGCAGTACCGCTACCAAAA 252

Ad07A11630 Aradu.A07 11630 p3 (AGA)6 18 54816613 54816630 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 235

Ad07A11634 Aradu.A07 11634 p2 (TA)9 18 54842006 54842023 GGGGATAGGAATTGTATTGGG CCAGCTGTGCCACTCTGATA 230
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Ad07A11636 Aradu.A07 11636 p2 (TA)9 18 54847458 54847475 GTATGTATGCTCTGGCCGGT AAAACAAAGGTGGCAAGACG 277

Ad07A11637 Aradu.A07 11637 p2 (TA)9 18 54851272 54851289 GCCGATTTTAACTTTGCGAG AAAACAAAGGTGGCAAGACG 263

Ad07A11639 Aradu.A07 11639 p2 (TC)6 12 54858437 54858448 AGCCCAATAACTCATTCCCC AAAGTGAAAGAGGGAAAGGGA 147

Ad07A11641 Aradu.A07 11641 p2 (AG)6 12 54866699 54866710 TGACGACATTTTTGGCGATA GCATAGGCTTACATACATACACACAA 257

Ad07A11649 Aradu.A07 11649 p3 (CAT)5 15 54890199 54890213 CCAAATCCTCTAAGGTGCCA ATGGGGTTAAGGATGCACTG 187

Ad07A11657 Aradu.A07 11657 p2 (CA)13 26 54923393 54923418 CGGATCGCTAAGAGAAATCG CAGAGTTTCGGAGGATTGGA 263

Ad07A11662 Aradu.A07 11662 p5 (TAAAA)5 25 54943517 54943541 CCCTAATCGCCAAAACTTGA ATTTTCCAACCCCATGTGAA 251

Ad07A11663 Aradu.A07 11663 c (AT)9aatggcctccacttcactctcggttagcctttttttaatgggaaaaaactatttttcaaaaggag(T)1295 54944284 54944378 TTGAAAGGAACTTGGCATCC TTCTTTCCCCCTCTTCAACA 243

Ad07A11665 Aradu.A07 11665 p2 (AT)6 12 54982900 54982911 GTGAAGTGGGGGACAAACTT TTCCAATGCGATTTCAATTCT 199

Ad07A11666 Aradu.A07 11666 p2 (AG)6 12 55009187 55009198 CAATTCAAATGCCGGAATAAA TTTCTGACCCAGTTTTTGGC 245

Ad07A11668 Aradu.A07 11668 p2 (AG)6 12 55033829 55033840 GAACATTGAACCTGGGATTGA GGCCCAGAGGACACAGATTA 197

Ad07A11669 Aradu.A07 11669 p2 (CT)6 12 55078534 55078545 CTCCCCTCCCCACCTTATAG CGGAAAAGCACACCAAACTT 143

Ad07A11677 Aradu.A07 11677 p2 (TA)7 14 55145541 55145554 TCCTAATCCCATCCTTTCCC ATGGCGCAAACAATCAAAA 179

Ad07A11678 Aradu.A07 11678 p2 (AT)7 14 55147796 55147809 CATTTCTACAGCGGTCCCAT TCAATCGCTTGAAAGTGACCT 273

Ad07A11679 Aradu.A07 11679 p2 (CT)6 12 55149510 55149521 CTCCCATCACAACTCCTCGT GCAGCCACGTCCTCACTAAT 278

Ad07A11680 Aradu.A07 11680 p2 (AG)18 36 55150991 55151026 TGAATGCCCAGAAAAAGGAG TGAAAAGCCTCAAAAACCTTG 202

Ad07A11681 Aradu.A07 11681 c (T)10ctctcttgaacattctttgtttgtgtttgtgctgaacttagttaaatctctctgct(TTTG)690 55151136 55151225 CATCATCAAGGTTTTTGAGGC CGTGGTTGGTTTGATGAATG 232

Ad07A11682 Aradu.A07 11682 c (T)12atcagttattatagtgactttactcagtacccaccattgttgggggattctaatttgatc(TA)684 55152660 55152743 TCAAAAAGCACAGGGGCTAC AAGCAACTTTCCATCTGCAAG 264

Ad07A11685 Aradu.A07 11685 p2 (TA)6 12 55176981 55176992 TGCAATTCTCTCTCTCTTTATTTTT TCTCGTGCTGATAACGTGTTG 189

Ad07A11686 Aradu.A07 11686 p2 (TA)8 16 55181852 55181867 TGCAATTTTCTCTTTCTTTATTTTT GACCCGAAAACAATAATGCTG 243

Ad07A11691 Aradu.A07 11691 p2 (AG)11 22 55196247 55196268 CACAAGCACGAGCTGAAGAG CAACAGTAGCCCACGGTTTT 130

Ad07A11693 Aradu.A07 11693 p2 (TC)14 28 55219884 55219911 ACCCTTCATCCTCTGCTTCC GTTGCAGCACCAAACAAATG 161

Ad07A11694 Aradu.A07 11694 p2 (TG)6 12 55220825 55220836 GGTCATGATGCTCATGTTGC CAGCAGAGCCACAAACATTC 226

Ad07A11695 Aradu.A07 11695 p3 (TAT)12 36 55227189 55227224 TGGGGATCCAGAATTTGTTC TATCGGTGGAATGGGAAACA 194

Ad07A11697 Aradu.A07 11697 p3 (AAT)5 15 55230303 55230317 GGATACCCGCAAACTTGGAT GGACCATGAGTCCATGACG 280

Ad07A11698 Aradu.A07 11698 p3 (TGA)5 15 55234262 55234276 TCACATGCAAGAGATGCACA GCTTCTGGTGTTGCTGATGA 114

Ad07A11699 Aradu.A07 11699 c (ATC)6aaccggttgggatgtaaaagaagccttaacatctaatcaccaatcatggccatcactttcagtagtcaattatgtgccagatttcaatatggc(CCA)6129 55234380 55234508 TCATCAGCAACACCAGAAGC CAGGCAATCGAGTGATTCAA 279

Ad07A11700 Aradu.A07 11700 p3 (CTG)5 15 55234706 55234720 GCCTGCTTTCAGCTACCAAC TGGTTTCAGATTCAGCAGAGG 174

Ad07A11701 Aradu.A07 11701 p3 (AAC)6 18 55235023 55235040 CACCACCACTGGTCCCTACT AATGGTGGAATGCGATGAAT 208

Ad07A11703 Aradu.A07 11703 p2 (TG)6 12 55236689 55236700 TCCTTGATTCAACCCAAAGC GTACAAAGCAGTGGTGCCAA 118

Ad07A11707 Aradu.A07 11707 p2 (CT)6 12 55252621 55252632 ACTCATGGCCCTAAACATCG CCTAAAACTAAAAGAATGAAAGACGG 266

Ad07A11710 Aradu.A07 11710 p2 (AG)22 44 55266670 55266713 AACCAACGGGAAGAACATGA ACCTTTGGCTTCTGGCTTCT 277

Ad07A11713 Aradu.A07 11713 c (AT)7agtaatttattggtcaataataaatttagagtttaaattcgttttttcatcggtcgagctgacaaatacggtag(A)1098 55290530 55290627 AAAAGTAAATTGAACTGTAGCGTTCTT AACAAGAGAGTGGGTTGCTCA 251

Ad07A11718 Aradu.A07 11718 p2 (TG)8 16 55302028 55302043 CAGAAGGGAAGCAATGGAAC ACTGCCTCTCCCTCTCAACA 267
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Ad07A11720 Aradu.A07 11720 p2 (AT)10 20 55307410 55307429 TTAAACCGCAAAACCACTCC TATGGGTGCAGAAGTCACGA 254

Ad07A11722 Aradu.A07 11722 p3 (CTT)5 15 55316399 55316413 TTCAAACTTGTTGGTGTCGC GGAGGAAAACGGAGAGGAAC 274

Ad07A11723 Aradu.A07 11723 p3 (AAG)6 18 55316618 55316635 GTTCCTCTCCGTTTTCCTCC GACGGTCTTCACTCTGCTCC 266

Ad07A11724 Aradu.A07 11724 p3 (AGA)6 18 55316817 55316834 TTGTGCTCTCGAAAAACGTG CGGTCTTCACTCTGCTCCTC 257

Ad07A11728 Aradu.A07 11728 p3 (ATG)6 18 55326385 55326402 TCAGAAACCGAGGAATTTGC CTGGGTGTGCTGCTGAAATA 146

Ad07A11730 Aradu.A07 11730 p2 (CT)6 12 55348432 55348443 TTGTGAATTCCATCCCCAAT CAACTTCATCACAGGCTCCA 237

Ad07A11734 Aradu.A07 11734 p3 (ATG)5 15 55375970 55375984 TTTCAAAGTGTGCCTTTTGG AGGATGGAATCCAGAGAGCC 215

Ad07A11737 Aradu.A07 11737 p3 (TTG)6 18 55387170 55387187 CGTTTGATTCATGTAGCCGA CAGCAATGCAAGAATTTCCA 252

Ad07A11740 Aradu.A07 11740 p2 (TA)6 12 55391666 55391677 CCCCCTCTTCTTCACTGTGT TCTCCAGAGGGTTGTGCTTT 236

Ad07A11741 Aradu.A07 11741 p2 (AT)7 14 55393254 55393267 CATTTCAAGTGCATCGGAGA GGCTTATGAAGTTGGAACCG 234

Ad07A11742 Aradu.A07 11742 c (TGG)5tgttgctttttgcttctgcttcttggtttgcttttgctacttcttggttttgcttatgctgattttgagttttcgcatctgtttctgcttcttggtt(TGG)5127 55393871 55393997 GCGTTGGTGTTGATGTTGAT CGTTGATGGTCAGAATCGAA 276

Ad07A11745 Aradu.A07 11745 p3 (AGG)5 15 55418902 55418916 TGACAAACATGCCTTTTCCA ACAGAAGCGGCTGTTATGCT 255

Ad07A11746 Aradu.A07 11746 p3 (AGT)7 21 55419200 55419220 AGTGCTGCTGCTTGTGAAGA CTGCAATGGATGAAAGCTCA 220

Ad07A11747 Aradu.A07 11747 p2 (CT)9 18 55420642 55420659 CAATGGGGGAAGAGGATTTT TATTGGGAAATGTGGTGGGT 157

Ad07A11748 Aradu.A07 11748 p3 (TAA)5 15 55420851 55420865 ACCCACCACATTTCCCAATA ATCTAAAATGCAACAGCGCC 277

Ad07A11753 Aradu.A07 11753 p3 (TTA)6 18 55424726 55424743 ATTGACCACTCGACCAAACC GCATCTTGCAAAACGTGCTA 192

Ad07A11755 Aradu.A07 11755 p3 (TCT)5 15 55426504 55426518 TTGCACGGTCTGAGTTGAAT GAACAGAAATTTCACGACCAGA 230

Ad07A11757 Aradu.A07 11757 p3 (TAT)16 48 55435097 55435144 TGGATATGGCTAATCTTTTTAATTTTG CTTTGCCACAATTTTTCCGT 231

Ad07A11763 Aradu.A07 11763 p2 (AT)7 14 55458271 55458284 TGTGTAATGCGACGAAATGAG TTCTTTTCAAAACGTAAACAACGA 103

Ad07A11766 Aradu.A07 11766 c (A)10tagtgcataatttaaaaattattccaacaatttggataaatttagataaaaattttatttaaatgtaaaactttattcttactcgaaattttc(A)10tagagttagctatatcaagtg(T)10144 55467737 55467880 GAATGAGGAGAAGAAGGGAAAAA TTGCATTTACTCTTTATCACACTTTTG 251

Ad07A11768 Aradu.A07 11768 p2 (AC)8 16 55473024 55473039 TTGGTTTTGTGATTCAGGACC CAGGAAAAGAAAGGTGGCCT 235

Ad07A11773 Aradu.A07 11773 p3 (TGA)5 15 55482124 55482138 CGGAACCGAGTGAGTTGAGT ACTAGCAGCCTGCATTGACA 175

Ad07A11775 Aradu.A07 11775 p2 (GT)8 16 55482559 55482574 TTTTTGCCCCAACAACTGAT CGCTTAAGCACCTCACCTAGA 262

Ad07A11776 Aradu.A07 11776 p2 (TC)9 18 55483772 55483789 TCCAAACATTTGGTCAATGG GGCAGCAGGAGAGAGAGAGA 266

Ad07A11777 Aradu.A07 11777 p2 (TC)8 16 55483939 55483954 CTTCCCAAAACGGAAAAACA GAGAGAGGCGACGATGAGTC 212

Ad07A11779 Aradu.A07 11779 p2 (TG)6 12 55492900 55492911 GTGCCAAGACATTGCAAACA CGGCATTTGATAATGCTCCT 259

Ad07A11780 Aradu.A07 11780 p3 (AAT)5 15 55494469 55494483 CCAGCACTCTCACCTAAGCA CAAGTGCACAACCCAAGCTA 259

Ad07A11781 Aradu.A07 11781 p3 (GGT)13 39 55495488 55495526 ATTGCCTTTCCTCGTTCCTT CTTCGTTTCGTCCACCAAGT 257

Ad07A11782 Aradu.A07 11782 p2 (TA)7 14 55496222 55496235 TCTCCCTTGGAACGTTCTTG GCACTGTACATTTCTCTTTGCC 259

Ad07A11783 Aradu.A07 11783 c (AG)7aat(GA)9 35 55499604 55499638 GCCGTTGTTGCTACAGTGTG AATGCCAATTTTGACCTCCA 277

Ad07A11784 Aradu.A07 11784 p2 (AT)12 24 55500291 55500314 CACGTGTCTCAAGGATTCCA CGTGTATGAGAGAAATCCACG 240

Ad07A11790 Aradu.A07 11790 p3 (ATA)6 18 55514824 55514841 CGTATCAATCGGTCAGGGTT TCCGCTAGGGAATGTTGTTT 190

Ad07A11791 Aradu.A07 11791 c (T)10gaa(ATCCG)538 55515978 55516015 TGGCTGAAAGCGACCTAATC GCAAATCACCGATCCAAATC 241

Ad07A11792 Aradu.A07 11792 p3 (TTA)13 39 55516726 55516764 ACCCACCCTTCTTTGCTTTA CCCTTGGACACTAGTACCAATCTA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A11797 Aradu.A07 11797 p3 (CAT)9 27 55534463 55534489 TGAACTAGATGCTCCCCCAC GTTGGGAGAGAGTGCTTTCG 205

Ad07A11801 Aradu.A07 11801 p3 (GAT)5 15 55550715 55550729 TCCTTTGCCTATTTGATGGC GTGGAGGGAGGAGGAGAGTC 266

Ad07A11807 Aradu.A07 11807 p2 (AT)10 20 55560787 55560806 TTTATGCATGAATCGTTCAAAG TCAATTATTGGAATTTCGAGTGTG 279

Ad07A11809 Aradu.A07 11809 p2 (TA)6 12 55561446 55561457 TGAGATGCAAAGTATATGCAACAA GGGTCGATGCAGCTTTGTAT 100

Ad07A11810 Aradu.A07 11810 p3 (AAT)5 15 55564436 55564450 TGGATCACCAATCACACCAA TTTCTCCCTGCGTACACCTC 259

Ad07A11811 Aradu.A07 11811 p3 (ATT)5 15 55564972 55564986 ACTCTCAGCTGCCTCACCAT GTTCAGCTGCAGCAACACTC 270

Ad07A11812 Aradu.A07 11812 p2 (GA)6 12 55565397 55565408 TCACGAGCTTTCCCTTTGAT ACCCCTTCCCTTCTCTTCAA 169

Ad07A11816 Aradu.A07 11816 p3 (AAC)5 15 55574950 55574964 GCAGGACATTGACATCGCTA GGATTCAGATCGTCGCTGTT 276

Ad07A11821 Aradu.A07 11821 c (A)15cttctcattctctcg(T)1040 55586805 55586844 TTCACTCCTCAAAACCCCAC CGTTGGAGAAGTCGAGAAGG 249

Ad07A11826 Aradu.A07 11826 c (AT)11aagaacataatgaacaacataaacacattcaaaattaagtattgacacatctaaattaagctaacattacaactcccaaatcaaatatatgagtgc(A)10128 55593694 55593821 TGCTCTAAATATTTTATCAACACATCC GGGGTATAATTGTCCCACGTT 279

Ad07A11828 Aradu.A07 11828 p3 (AAT)5 15 55601193 55601207 TGAATTGAGTCACAAGAGCCC TTCTTTAAGTTGTTTTGCTTAGGTTG 272

Ad07A11833 Aradu.A07 11833 c (T)10g(T)10 21 55623792 55623812 ATGAGGCACCCAAGTAATGC GTACGCGTCCTTCAACCAAT 275

Ad07A11837 Aradu.A07 11837 p2 (GA)7 14 55651506 55651519 TCTTGGTCGTCATTCAGCAG AACAGCAACTGAAACCACCC 231

Ad07A11843 Aradu.A07 11843 p3 (TCT)6 18 55696862 55696879 CCTTCAGTGGGCTCTGTCTC TGGCTTGTCAAATGAAGCTG 273

Ad07A11844 Aradu.A07 11844 p3 (TTG)6 18 55697104 55697121 CAGCTTCATTTGACAAGCCA AACAGGAGGAGGAGGAGGAG 255

Ad07A11845 Aradu.A07 11845 p3 (CCT)8 24 55697283 55697306 AAAGCAGCTTCATTTGCCAT GCTGCTTCCGTGGTAGAAAG 137

Ad07A11846 Aradu.A07 11846 p3 (AGA)6 18 55706062 55706079 CTAGAGGTTTCTCCGGCCTT AAACCCACACCTCTCTCCCT 163

Ad07A11847 Aradu.A07 11847 p2 (TA)6 12 55716487 55716498 CATCATGCAAGTTTGGAAAAA TTGGTGAACCATTCCAGACA 260

Ad07A11848 Aradu.A07 11848 p3 (TCC)5 15 55716812 55716826 CGTGACTCTGTCAGCTGCTC TCGAGCGCATTATTCAGATG 225

Ad07A11852 Aradu.A07 11852 p2 (AG)25 50 55759240 55759289 GAACCTGATAGGCGTGGAAA CCTTCCGTCTCAATCTCTGC 201

Ad07A11854 Aradu.A07 11854 p3 (AGA)6 18 55767711 55767728 CTAGAGGATTCTCCGGCCTT TGACCGAACCTACACTTCCC 169

Ad07A11856 Aradu.A07 11856 c (A)10g(A)10 21 55775135 55775155 TATGAGCAGGAGCAAGGACA TCGGAGGTGGAAGCTTATTG 166

Ad07A11858 Aradu.A07 11858 p3 (TCT)6 18 55783979 55783996 TGACCGAACCTACACTTCCC CTAGAGGATTCTCCGGCCTT 169

Ad07A11859 Aradu.A07 11859 p3 (TAC)6 18 55804669 55804686 CATGCCTGATGATGATGAGAA GAGCAAGGGCGTGATCTAAG 257

Ad07A11861 Aradu.A07 11861 p3 (TTC)5 15 55824672 55824686 ACATACACTCCCCCTCTCCC TAAAATATTGCTCGCCCTCG 170

Ad07A11863 Aradu.A07 11863 p2 (AT)12 24 55837508 55837531 TGGTTGACCAACTCACCAAC CATGTTGGGCCTGAACTTCT 214

Ad07A11864 Aradu.A07 11864 p3 (ATG)5 15 55841230 55841244 GCTGTGGTCACGATTTTTCA TTTCGAACTTCCATTATTTTCAA 195

Ad07A11867 Aradu.A07 11867 p3 (GAA)6 18 55862490 55862507 TCCTTCCAAAACAAGCAACC TCACCTTTGGCAAATCCTTC 232

Ad07A11870 Aradu.A07 11870 c (CT)9ca(CT)7 34 55880219 55880252 TAAATTCAAAGCGTGAGCCC TACGAACAGGGGTTGTGTGA 187

Ad07A11871 Aradu.A07 11871 p2 (CA)8 16 55880623 55880638 TTCCGAGCGCTATTTACCTC CGATGTAACACCCCGAATTT 259

Ad07A11875 Aradu.A07 11875 c (TTTTA)5ttttctaattttcgaatttttatttaatttttcatttattttattttatcttccttttactttttgatattc(A)10107 55897673 55897779 TCCTTTTGGTTGACTTGGTC GGAGAAAGGGAGATGATGTG 280

Ad07A11877 Aradu.A07 11877 p3 (TTC)6 18 55923023 55923040 AACCAATTTCCCTCCCATTC TAAAATATTGCTCGCCCTCG 209

Ad07A11880 Aradu.A07 11880 p2 (TC)6 12 55931732 55931743 CGAAAACTTCTCTCTCTCATCTCC ATCCTTGCTCCTGCTCATGT 226

Ad07A11884 Aradu.A07 11884 c (CT)22ttttgactcattacagaacccaa(AC)781 55953563 55953643 AGTGTGTGAGTGGGTCACCA TGGAGAAAGGGAACTGGAAG 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A11886 Aradu.A07 11886 p2 (AC)6 12 55966829 55966840 CTTGGCCAATTTTCACGTCT CTGTGGGTACGGTGAGGTCT 250

Ad07A11888 Aradu.A07 11888 p2 (TA)6 12 55975160 55975171 TTCAGAGCAAGGGAAGGGTA CGTGATTTTCAATTTGTTGACC 271

Ad07A11889 Aradu.A07 11889 c (AC)8(AT)6 28 55975742 55975769 TTCTCCACCACAAACCTGAA TTTCAACCATCGATCTCTCTG 233

Ad07A11891 Aradu.A07 11891 p2 (CA)7 14 55995355 55995368 AGTTCATCCAACAAGCACCC AGATTGGTGCCAAGGTTTTG 250

Ad07A11894 Aradu.A07 11894 p3 (ATG)5 15 56024050 56024064 AATTGGGCCTAGCCATTTTC TTTCGAACTTCCATTATTTTCAA 237

Ad07A11895 Aradu.A07 11895 p2 (AG)19 38 56030259 56030296 CGCAAATGCCACAGAAAATA TCAGGGGTTGCACAGTTGTA 275

Ad07A11898 Aradu.A07 11898 p3 (TAC)5 15 56049694 56049708 CATGCCTGATGATGATGAGAA GCACCCCACAGATTAGAGGA 201

Ad07A11902 Aradu.A07 11902 p2 (AG)7 14 56091591 56091604 TTTTTGACCCAGTTTTTGGC CCAATTTGGCAACATAAGTCA 263

Ad07A11904 Aradu.A07 11904 p2 (TG)17 34 56106528 56106561 GGTCGCGACTAGTACTTGCTATG CGCACTCAAAACATCGAAGA 126

Ad07A11911 Aradu.A07 11911 p2 (GA)6 12 56118633 56118644 CGATCGTTTCAATCACTGGA TCTCCTTCTTCCGTTGTGCT 214

Ad07A11912 Aradu.A07 11912 p4 (AAAT)6 24 56118973 56118996 ACAACAAGTTCGACAACACCT CATCACAAGAAAAGACTGGAGG 266

Ad07A11915 Aradu.A07 11915 p3 (CCT)6 18 56138367 56138384 CGCACGTCCTCTTCTTCTTC AATTCAGAACACCTGCGTCC 221

Ad07A11921 Aradu.A07 11921 p5 (AAAAG)6 30 56169374 56169403 TTGGTTGGGATAAAAGGGTG TTCACTTTGGGGCATTTTGT 249

Ad07A11922 Aradu.A07 11922 p2 (AG)6 12 56171645 56171656 TCCGGAGCCCTAATTTTCTT CATCTTCACCCTACCGTCGT 234

Ad07A11924 Aradu.A07 11924 p4 (ATTA)5 20 56175040 56175059 CCCGTTAATCCGAGTTTATGC TTTGAATGTGTCCATTAATGTTTT 237

Ad07A11925 Aradu.A07 11925 p3 (TTC)6 18 56183789 56183806 TCACCTTTGGCAAATCCTTC TGGTGATTTCCTTCCAAAGC 240

Ad07A11928 Aradu.A07 11928 p3 (TTC)6 18 56188558 56188575 TCACCTTTGGCAAATCCTTC TGGTGATTTCCTTCCAAAGC 240

Ad07A11930 Aradu.A07 11930 p3 (TTC)6 18 56197555 56197572 TCACCTTTGGCAAATCCTTC TGGTGATTTCCTTCCAAAGC 240

Ad07A11931 Aradu.A07 11931 p2 (TC)6 12 56202962 56202973 TCTAGTTGGCCAATCCCAAG CATGCACGGTGAAAAGAGAA 222

Ad07A11933 Aradu.A07 11933 p3 (AAT)20 60 56210603 56210662 TGGTGATTAGAGAAGGAGTGAAA CAAGTTCGACTTTTGCCGAT 275

Ad07A11934 Aradu.A07 11934 c (AC)6ccacacacaacacaaacat(AC)1357 56215482 56215538 CCCTAATTCCCAAATCCACA CCACGTGTGACAGCTTCAGT 225

Ad07A11935 Aradu.A07 11935 p4 (TGTA)7 28 56221002 56221029 TGAGCTTTTGGTTGTGCTTT GGAGCCTTTACCTGAAATTCTT 263

Ad07A11938 Aradu.A07 11938 p2 (AT)15 30 56267607 56267636 TGTGGTGGCAACACTTTTGT CCAATTAGAGGTGTCCAGGG 278

Ad07A11939 Aradu.A07 11939 p2 (AG)7 14 56288533 56288546 TTGCCATAGTGGCCATACAA TCCGAATCCTAAGAGAGAGGA 262

Ad07A11940 Aradu.A07 11940 c (TA)11tcttaaattcgtatttgaatttaaaatcgtcctttataatattttcagacgtaaatgcccttgcgtcgttatgaggcagttatgaccaccgaaaacaat(TA)6133 56292759 56292891 GATGATGGTTTGGATGGAGG TGAACTCTGCAACAGTGGCT 274

Ad07A11945 Aradu.A07 11945 c (T)10gcca(T)10 24 56322859 56322882 ATCCATTGATGCTCAAAGCC AAAGCAGTGAAAAAGCAAAAGC 138

Ad07A11946 Aradu.A07 11946 p2 (TA)8 16 56335798 56335813 ATGCGGCTAGCATTCTTTTG CCCAGGTTGCCGTTTACTTA 272

Ad07A11952 Aradu.A07 11952 p2 (AT)8 16 56364845 56364860 AAGCGGTACGCTACCAAATG ATGCGTGTGACAAAGACGAG 279

Ad07A11953 Aradu.A07 11953 p3 (TAT)13 39 56365390 56365428 GCCTTTTGACTTCCCCTTTC CAGCAGCCAGCAGGTACATA 223

Ad07A11954 Aradu.A07 11954 c (GAG)5catggcgatgcggcgaacttgc(GAG)552 56366974 56367025 GTTAAGCGACCTGGAGCAGT AATCGGGGGAAAGAGAAGAA 279

Ad07A11959 Aradu.A07 11959 c (A)10gaaatttcg(A)1029 56377537 56377565 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 244

Ad07A11964 Aradu.A07 11964 p3 (TAT)7 21 56414897 56414917 AAGTTGCACCCACTCGTGAT TCATAATGCAAATCAACCTGAAA 194

Ad07A11965 Aradu.A07 11965 p2 (TA)7 14 56422599 56422612 ATGCGCATGAAGTTATTGGA TCATGACAGTAGCCTTGAGTTGA 224

Ad07A11971 Aradu.A07 11971 p2 (CT)6 12 56441966 56441977 CGACCAATAGCCTCGTTCAT TGCTTGGAGTTGAGCTGTGA 222
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Ad07A11972 Aradu.A07 11972 p2 (TC)6 12 56451080 56451091 TGTTTCTTATCTGTTTCAAAATCACC CGAACACAGAGGAGAAGAGAGA 271

Ad07A11973 Aradu.A07 11973 p2 (AT)13 26 56466286 56466311 GTACGGAGCTGCAGGAACAT ACCACTGGCATTGCCTACAC 276

Ad07A11978 Aradu.A07 11978 c (T)11agttgagtcttatacaattaagccaattactactaagatggacctaatt(A)1070 56481374 56481443 TCTTTTAATTGGGTCCTGTACCA AAGTTTGCTTGGAAAGGTTTAAT 256

Ad07A11984 Aradu.A07 11984 p2 (TC)6 12 56491249 56491260 TCATGCGTGTTTCGTGATTT GCCATTGTTACAGCCACAAA 280

Ad07A11986 Aradu.A07 11986 p2 (TC)6 12 56498085 56498096 TGTGTTTCGTGGTTTTCCAA CAAAGCCATTGTTACAGCCA 279

Ad07A11987 Aradu.A07 11987 c (A)13c(AG)7 28 56498889 56498916 GGTCAAACAAAAGGGAAGCA TTTGGTAATTGGTAGGGAGGAA 250

Ad07A11988 Aradu.A07 11988 p3 (ATA)6 18 56500524 56500541 CATGGACCACAGTCCACAGA AACAATTAACGCACATGCCA 199

Ad07A11990 Aradu.A07 11990 p2 (GA)11 22 56501176 56501197 TTAAGGCATTGAGCTTTGAGG CAAGCTAACACGATGAGGCA 233

Ad07A11991 Aradu.A07 11991 p2 (AT)6 12 56550737 56550748 AATGCTGGCCAAAATTCAAC GCTGGTCATGACGAATAATCC 135

Ad07A11994 Aradu.A07 11994 p3 (CTT)6 18 56572378 56572395 TCTGCAAGAGCCATCATCAC ACGTTACAAGGCATGGGAAA 209

Ad07A11996 Aradu.A07 11996 c (A)10tttcgaaaaaaagagagagc(A)1040 56600337 56600376 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 227

Ad07A12000 Aradu.A07 12000 p3 (TGA)6 18 56654558 56654575 TCCCACTCTTTTGTGAGCCT GGCAAAAGAAATCTGGGACA 243

Ad07A12001 Aradu.A07 12001 p5 (TTTTA)5 25 56657589 56657613 TCGAATTCATTAGGTTGATTTGG TTCGAAAATTGAGGAGAGAAAAA 213

Ad07A12006 Aradu.A07 12006 p3 (TTG)6 18 56708574 56708591 CATGTAGCCGACCCCACTTA CATGTAGACCGTGTTGATTCTGA 276

Ad07A12007 Aradu.A07 12007 p2 (TG)12 24 56716818 56716841 TAAAGCTCCGTGTGGTAGGG ATGCTTCAAGTCCCAAATGC 196

Ad07A12008 Aradu.A07 12008 p3 (TAC)5 15 56719384 56719398 CAAAATCAAAAATCAAAGCTTGC TTGACCCAATTTTTGAAGGC 230

Ad07A12012 Aradu.A07 12012 p3 (TGG)8 24 56727926 56727949 TCTGACTTGGGGTGATAGCC AGAAGAAGGGCTTCCTCGAC 232

Ad07A12013 Aradu.A07 12013 p2 (TG)38 76 56739294 56739369 GAGCGTGCTGGATGATTCTT GTGGGGCACTACGACCTCTA 197

Ad07A12021 Aradu.A07 12021 c (T)11catttttctccttctc(T)1037 56816122 56816158 CCCCAATTAGAGGTGTCCAA TGTGGTTCATGAATGTTGGC 238

Ad07A12023 Aradu.A07 12023 p2 (AT)11 22 56828423 56828444 GGGTATTTTATCCCCTTTTATTGC AAACTTGGGACATTGGTTGG 264

Ad07A12025 Aradu.A07 12025 p2 (AT)7 14 56845334 56845347 AAGCGTGCTGGATGATTCTT CTCGACCTACGAAGCAAAGG 144

Ad07A12026 Aradu.A07 12026 p4 (TAAA)6 24 56857017 56857040 TTCTTGTCCTTGCTCCTGCT TTTCGAATTCTCTCCCTCTCA 243

Ad07A12027 Aradu.A07 12027 p3 (AGC)5 15 56862905 56862919 TGTAACTGCCATGCAACCAT TTTCTTCGATTCTGCCTGCT 239

Ad07A12029 Aradu.A07 12029 p2 (GA)6 12 56865118 56865129 CAGGCACAGAAATTCAGCAA AAGAGAGGAGGCTGTTCCGT 271

Ad07A12030 Aradu.A07 12030 p2 (GT)6 12 56865442 56865453 CGTCCTCTCTCTCCATCTCG TTCCCTAACACACCCACACA 276

Ad07A12031 Aradu.A07 12031 p3 (ATT)5 15 56869917 56869931 TCAATCACAATAAATAAGATGAATCG TGCATGATTGTAGAAGCAACAAA 234

Ad07A12034 Aradu.A07 12034 p4 (GATA)5 20 56878095 56878114 GGTTGAAGTCTTGGCGAGAG ATATGAATTTTGCCCCCTCC 237

Ad07A12036 Aradu.A07 12036 p2 (TA)8 16 56880091 56880106 GGCTGAACGTGCACATAATTC GCAACGTGAGTTCACAGCAT 162

Ad07A12038 Aradu.A07 12038 p2 (TC)6 12 56885557 56885568 TCATCGCTGAGAACAACCAG TTATGGTGAGGGTTGAGCGT 222

Ad07A12043 Aradu.A07 12043 p2 (CT)9 18 56917809 56917826 ATCGGAGTTCCGTAGCTCAA TTGAAAACCGGGCACTAATC 247

Ad07A12045 Aradu.A07 12045 p2 (AG)6 12 56946633 56946644 TTTTTGGGGAAGAGGTGTTG ATTTTTGCATGCCATTTGGT 143

Ad07A12046 Aradu.A07 12046 p3 (CTT)5 15 56953514 56953528 TCCACTCCCTTGTGCTCTTC GTGTACGACCTCCAAGGCAT 274

Ad07A12047 Aradu.A07 12047 p2 (CT)8 16 56954627 56954642 TCTTTGCATTAACAATCCATGA ATTCATCAAGGGAAAAGGGG 264

Ad07A12048 Aradu.A07 12048 p2 (TA)8 16 56959614 56959629 AGCCTACGACATCCCACACA TGAAAACATTGGGAATTGGG 272
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Ad07A12052 Aradu.A07 12052 p4 (AAAT)5 20 56992557 56992576 ATAACGTGATTGCCGAAAGC TGTTAGCAACAAAAGTGACAAAAA 254

Ad07A12053 Aradu.A07 12053 p2 (AT)6 12 56993244 56993255 AAACGCCATCCGTCGTATTA TTTGGCTTATACTATTCAAAATCACA 277

Ad07A12057 Aradu.A07 12057 c (T)10gaaaaatcagaaata(T)1035 57020985 57021019 AGAATGTTACGCTTCCGGCT CTTGCAAGAGGGATGGGAAT 269

Ad07A12063 Aradu.A07 12063 p2 (CT)6 12 57090509 57090520 TGAAGGGTTGCATGAAATTG ATCCATGGAAGAACACCCAC 269

Ad07A12064 Aradu.A07 12064 c* (AG)6(AGA)7* 31 57099782 57099812 TGATAGAAAAGGCGAAGGGA CGTCTCACCAACACATCACC 159

Ad07A12065 Aradu.A07 12065 p3 (TTA)5 15 57101337 57101351 ATAATCTCTGCCCCCGAATC CGACCAGCTAGAGACGAAGC 185

Ad07A12066 Aradu.A07 12066 c (ATT)7agatatcaccttc(ATT)6acacaaaattttaatttaattttttagaaaaatatgattgggtctttttactattactactattactactactagttactactactacg(ATT)7162 57101494 57101655 GCTTCGTCTCTAGCTGGTCG TGCAATAACAAAAATAATAATGAGGG 279

Ad07A12068 Aradu.A07 12068 p2 (TG)25 50 57122369 57122418 ACGTGGTTTTTGCGCTTTAT CCATGTTTTATTTGAAAAACCGA 275

Ad07A12070 Aradu.A07 12070 p2 (AT)7 14 57129498 57129511 TGATTCGATGGGTGTTTGAA TGAAAACTCTGATCTTTCTCTTGG 207

Ad07A12071 Aradu.A07 12071 p3 (GAG)6 18 57131057 57131074 CTGAAGGGGGCTAGAGGACT AGCAGCCTTTTCGACTACCA 252

Ad07A12072 Aradu.A07 12072 p3 (AAT)5 15 57134768 57134782 GCAGGAACAAGGATAAAGGC TGAAGTCACCAAGCATTCTCC 186

Ad07A12075 Aradu.A07 12075 p2 (TA)9 18 57177842 57177859 AAGTCCAAGCGCTACTAACCTC GGTGCAAAGGTTTAGTGCAGA 248

Ad07A12078 Aradu.A07 12078 c (T)10caatatttaatggtttagtaattttttt(GA)854 57193132 57193185 TTTGGACAATGTTTGTTTGATT TCTATCCCACCCTGCCTAAC 231

Ad07A12081 Aradu.A07 12081 p4 (TTAT)5 20 57202755 57202774 ACCGAACAAATCCAATCCAA CAACAATATTTTAAAAAGCCAACG 237

Ad07A12084 Aradu.A07 12084 p3 (TCT)5 15 57211718 57211732 CCTTGACGGAATTCTCCAAA CCAGTGGACAGCATAGAGCA 142

Ad07A12086 Aradu.A07 12086 p2 (CT)8 16 57213318 57213333 ACCAATTGGGCAACACAAAT CATGCAGAGACTCAACAGGC 258

Ad07A12087 Aradu.A07 12087 p2 (GA)9 18 57237387 57237404 GTGGATTTGGGAGGGAAAAT GATTGCACACTAAGGGCGTT 280

Ad07A12088 Aradu.A07 12088 p3 (GAT)5 15 57248513 57248527 GCCGCTCAACAATAACGAAT GCGTAGATCCGAGGAGTTTG 256

Ad07A12089 Aradu.A07 12089 p3 (ATT)5 15 57250132 57250146 TCCATCTGGAGAGCCATCTT GCTACAACAGCTGGGGCTAC 272

Ad07A12091 Aradu.A07 12091 p2 (AG)13 26 57259698 57259723 TCTCGTGCTGATAACGTGTTG TGTCTCTGAGAAAACACAAGCAA 246

Ad07A12092 Aradu.A07 12092 c (TA)10agactgtcatgaaaagctgctacggaatatgtataaataaataaaaggggcatacctgcagcaaaagaaggccataaaagtgacagtgatccagcaagt(AGG)5134 57271850 57271983 GCGGAAACGTATTGAACCAA TGGGTGTCACGCTTCTCAT 280

Ad07A12093 Aradu.A07 12093 p2 (GA)8 16 57272235 57272250 TGGTCGTGCAGGAACAATTA ACAAACAAAGGCAAAGTGGC 209

Ad07A12096 Aradu.A07 12096 p2 (AT)7 14 57273441 57273454 TGGCATTTGGGTTTTAAACAA AATATCCCACCATTCATTCCC 279

Ad07A12097 Aradu.A07 12097 p2 (TA)7 14 57277287 57277300 CAGTGAGCGAGAAAACCACA GCCTGCATCCGGTTTATTTA 181

Ad07A12100 Aradu.A07 12100 p2 (AT)7 14 57304172 57304185 CGATATTTACTCATATCGGCGG CGTGGGTAGAATGTAACGACC 268

Ad07A12101 Aradu.A07 12101 p2 (AC)8 16 57304483 57304498 GGTCGTTACATTCTACCCACG GCCTATCTTGCATCTTTCGC 272

Ad07A12102 Aradu.A07 12102 p3 (ATG)10 30 57310209 57310238 CTTGGGGGAAATTGTGATTG CAAAGTTGAAAAATACGGGGG 243

Ad07A12103 Aradu.A07 12103 p2 (TA)6 12 57316665 57316676 TTCGTAAGCTAATTTCTAAAGGCG GCAGCTGAATTGCTTAGCCT 100

Ad07A12105 Aradu.A07 12105 p2 (AT)7 14 57329100 57329113 TGACCTACAAACATAAGGTGCG TGATAATTTTTAGAAGAAACCCGC 187

Ad07A12114 Aradu.A07 12114 p3 (TTA)18 54 57346698 57346751 CAAAAACAAAACCCTTCAGCA CTGTTATTAAAAGTGATGTCTCAAAAA 265

Ad07A12119 Aradu.A07 12119 p3 (AGA)6 18 57411297 57411314 TAAAATATTGCTCGCCCTCG AATCTTTCCCACCCAAATCC 206

Ad07A12121 Aradu.A07 12121 p3 (ATA)17 51 57454159 57454209 TCCACAACCCTATTTCCACA CGGTTGTCGAAGCTTCTTTC 259

Ad07A12124 Aradu.A07 12124 p2 (TA)8 16 57500140 57500155 AAGCATGATTTGGGGAAGAA GTGCTAGACGAGAAGGTGGG 200

Ad07A12129 Aradu.A07 12129 p2 (GT)9 18 57516336 57516353 AGCCGAAATTGCTTCTTTGA AATGCATTGGTTCGGTTAGG 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12131 Aradu.A07 12131 p2 (TA)9 18 57521338 57521355 GGCTAAAATTGTAGTGCAAGGC AGCTTTCCTTCAAAGGCTCC 172

Ad07A12132 Aradu.A07 12132 p2 (TA)6 12 57538106 57538117 GGGGACAAAAATTATCGCAA CATCATGAGGTCTTTTTCAAGG 264

Ad07A12133 Aradu.A07 12133 p3 (TTA)5 15 57541332 57541346 CCATGATGGAGAAAGGGAGA TTTTTCAAAACTTCCGAACCA 272

Ad07A12134 Aradu.A07 12134 p5 (AAAAT)5 25 57541574 57541598 GGAGAGAGAAAGTGGTTCGG TCAAAAATCATATCTTTTTCAAAACC 169

Ad07A12137 Aradu.A07 12137 p3 (CTT)5 15 57555756 57555770 GGCTTTTGTTGATCCTTCCA TGCAAAATGCATCCAACAAT 175

Ad07A12138 Aradu.A07 12138 p2 (GA)7 14 57556945 57556958 AATGTCCATGTCCTTGCTCC TTTCCTTTTCCTTTTAAATATTTTCC 275

Ad07A12141 Aradu.A07 12141 c (T)10cgcatataatctctctc(T)1037 57576753 57576789 TGGCTTTTTCTGCTTGCTTT TGATGTGGTGGCAATACTTTG 241

Ad07A12145 Aradu.A07 12145 p3 (TTC)5 15 57599052 57599066 TTCAAAAATCTTTCCCACGC TAAAATATTGCTCGCCCTCG 210

Ad07A12146 Aradu.A07 12146 c (T)10cgtttctttctctttttctttc(T)1042 57611565 57611606 TTGCTCTTGCCTTTTGGTTT TGGTTCTTGAAAGAATGATGGA 220

Ad07A12148 Aradu.A07 12148 p2 (CT)7 14 57628434 57628447 AAGAGGGGAGGACTTCAAGC GGTGTGCTTTGAACACCAAA 241

Ad07A12150 Aradu.A07 12150 p3 (AGA)5 15 57639024 57639038 GTTTCTCCGGCCTTAGGTTC CTTAACCCCTCTCCCTCCAC 241

Ad07A12151 Aradu.A07 12151 p2 (TA)12 24 57646983 57647006 AGACAAGGTGTGCGACCTACT TCATATGCAATAATCATACGGCA 279

Ad07A12154 Aradu.A07 12154 p3 (TTA)5 15 57648788 57648802 CAATCCAATCAATCATGTGTCA TTGATCTTTTTGAATTATTGATGTCC 205

Ad07A12156 Aradu.A07 12156 p3 (ATA)17 51 57666413 57666463 AACCACAAAACCACTCCCAA ACATTTTCCCCCTTTTCAGG 246

Ad07A12160 Aradu.A07 12160 p2 (AT)9 18 57707018 57707035 TTTTCAGATGCAGGTCGAGA TTACGAGCCTTGAAAAACGG 201

Ad07A12163 Aradu.A07 12163 p3 (AGG)6 18 57715182 57715199 CCTCTGCAAGAGAAGGCAGT GCCCAAACTCGACAACAACT 161

Ad07A12166 Aradu.A07 12166 p2 (AT)6 12 57722834 57722845 GATACGTGAATCACCCAGGC CCGTCCTCGTACATAGATCG 245

Ad07A12167 Aradu.A07 12167 p2 (TA)6 12 57727293 57727304 CAGTCCCATTCGAATTACATCA TATGTGAATCACCCAAGCCA 266

Ad07A12172 Aradu.A07 12172 c (TTA)14tatatcatcttcttcttt(TA)774 57728842 57728915 CAAAACGTGCAAGTCGCATA TTGGTGTGCTCATTAACGGA 179

Ad07A12174 Aradu.A07 12174 p3 (TAT)5 15 57747336 57747350 CCTCAACCCGTAAGTTCTCG TGATTCAATCCTCTTCTCAACG 236

Ad07A12175 Aradu.A07 12175 p2 (TC)6 12 57750116 57750127 GCTCCCTCTCTCTCTCGTCA CACTCCCCACTCACACACAC 247

Ad07A12176 Aradu.A07 12176 p3 (ATA)5 15 57751740 57751754 ACAGCGTACTTGTGCTGTGC CCGTCGGTCCATGTTTATCT 191

Ad07A12181 Aradu.A07 12181 p3 (AAG)5 15 57783011 57783025 AGTGGTCTTGATGGGCTTTG GCCGAATACACCTTTTTCCA 250

Ad07A12182 Aradu.A07 12182 p5 (TTATC)5 25 57787689 57787713 CCTGGGTGCTCCAGTGTATT GCAGCTAAAGCCCAGAAAGA 143

Ad07A12187 Aradu.A07 12187 p2 (AG)6 12 57931312 57931323 TGGGAGAATCCAAACATTCA GCAACCAATTGCAAACATCA 265

Ad07A12188 Aradu.A07 12188 p2 (CT)7 14 57938383 57938396 TCAAAATCTTTTTCCCAGCTTC CACAAAAAGAGAGAGATGGTTCG 273

Ad07A12189 Aradu.A07 12189 p2 (AG)6 12 57974579 57974590 AGAACCTGGGATTGAGAGTCA TTTTGACCCAGTTTTCAGCC 195

Ad07A12195 Aradu.A07 12195 c (AAT)5(TAT)13 54 58002068 58002121 GAAGCAGCAATGCAAATCAA TTTTCCTCGTTGAGAACGAAAT 215

Ad07A12196 Aradu.A07 12196 p3 (TAT)5 15 58029650 58029664 CCCGAATTCCCAGTGATTTA GCTCAAATGACTTAGTCTCTCCG 233

Ad07A12197 Aradu.A07 12197 c (TTG)6tta(TTG)9 48 58029775 58029822 CGGAGAGACTAAGTCATTTGAGC GGCCAGATCACCGATTTAGA 142

Ad07A12198 Aradu.A07 12198 p2 (TC)6 12 58031297 58031308 ACCTAAAACCCAAACCCCAC GACTAGGAGGTTGCGACTGC 218

Ad07A12200 Aradu.A07 12200 c (A)12ctgattattttaaattaaaatact(A)1046 58033489 58033534 AAGCTGGCCATTTTATGTCG CAAAATCAATTGCATGGCAC 274

Ad07A12203 Aradu.A07 12203 p2 (TA)7 14 58070432 58070445 CTTTGAGGGGTAGGACTTGC CGTTAGCAACAGCCAAACAC 271

Ad07A12208 Aradu.A07 12208 p3 (TAA)8 24 58134164 58134187 GGGGGTACACGCTTAAGGA TTCCATTTTATCATTTCCCTCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12210 Aradu.A07 12210 p3 (GAT)5 15 58145881 58145895 ACGGTGGTGTTATCCTGCTC AACCTGTATTTCTCGCAGGG 218

Ad07A12211 Aradu.A07 12211 p2 (TA)8 16 58146969 58146984 TGGGATGCGAAGTTTGAGAT TTGCCAAAATGGATGCACTA 160

Ad07A12212 Aradu.A07 12212 p2 (TA)6 12 58147410 58147421 ATAAATTACACGCACGCACG AATGTGGTTGGGATTGGAGA 239

Ad07A12213 Aradu.A07 12213 p2 (AG)6 12 58149523 58149534 CTGCAGAGTGGAGATGGGAT AAAGCAAGAAGAAATTCTGAAGC 159

Ad07A12215 Aradu.A07 12215 p3 (TAT)13 39 58160817 58160855 CCGACTCAGCGTCAAAAATA GGAATCTTCCATAGGCACCA 220

Ad07A12216 Aradu.A07 12216 c (AAG)5acacggtcgttgatgttgatcctaatcggaagcaaaaacagaagcagc(AGA)578 58165772 58165849 GAAAATGCGAGTGAAGCACA TCCTCCTCCCTCCTCTTCTC 243

Ad07A12222 Aradu.A07 12222 p4 (CATT)5 20 58202029 58202048 CCCAGTTTCAAGCCCATAAA GGGCCTCTCTCTCTAGAATCC 119

Ad07A12225 Aradu.A07 12225 p3 (TAC)7 21 58241084 58241104 CATGTCTGATGATGATGAGAAAAAT GATGTAAGGGAGCTGAAGCG 244

Ad07A12229 Aradu.A07 12229 p3 (CTC)6 18 58259377 58259394 GAATGGGCCAAATCTCTGAA ACATCCCATCTTTTGGCTTG 211

Ad07A12232 Aradu.A07 12232 p4 (TATT)5 20 58273818 58273837 TGGCGAAAGCTGTGTGATAC TCTCACCGAGGTGGATTTTC 277

Ad07A12233 Aradu.A07 12233 p2 (AT)10 20 58274450 58274469 TCACGTATGTGATTCCGCAT ATCCCTCAAGCTCACGAAGA 183

Ad07A12235 Aradu.A07 12235 p2 (AT)9 18 58279071 58279088 GAGGATTCAGAGCCTTGTGC TGGAGCTGACCTAGACTCGAC 255

Ad07A12236 Aradu.A07 12236 p2 (TC)7 14 58281670 58281683 GCAGCAGAGCATGAACAAAA CAAATGAAAAATGAAAGAGAGCAA 280

Ad07A12237 Aradu.A07 12237 p3 (TTC)6 18 58286672 58286689 AAAATCGTCTTTCGGACCAA TGGTCATTGTCGTCCTCGTA 234

Ad07A12238 Aradu.A07 12238 p3 (TGA)8 24 58295553 58295576 TTGGGAGTGGAATATGATGGA AGCTCTGCAACGGACATCTT 274

Ad07A12240 Aradu.A07 12240 p2 (AG)13 26 58302149 58302174 ACGCACTTTCTCCCGTAATG TCAGTTCGTTCTAAACGTTATTTAGTT 149

Ad07A12241 Aradu.A07 12241 c (T)12cctcataccttaaatgttttcacatttcaacactgtatattaattacagtattacattatttacacagacaccc(A)1096 58303641 58303736 TTGCAGGGTGGGTAAGACAT TACCTACTCCAAACCCGCAG 183

Ad07A12247 Aradu.A07 12247 p2 (AG)9 18 58324256 58324273 CGATACTAAGCAACATAATGACGG ACGACCTACCCACATGAAGC 225

Ad07A12248 Aradu.A07 12248 p2 (TA)6 12 58330302 58330313 GCATCACACTCAGAAACCGA TGCTTTGGAACTGTTACCCC 280

Ad07A12253 Aradu.A07 12253 p2 (CT)6 12 58348740 58348751 AACCGTGTCCAACCTCTCAC GCGTTACAATAGCAGCGACA 120

Ad07A12255 Aradu.A07 12255 p4 (ATAC)11 44 58355331 58355374 AAATTCGACGGTATTCAACG CGATGTAGCTTTTGGATTGTGA 228

Ad07A12256 Aradu.A07 12256 c (A)11tacccaacccgactcctgagttttacttttatgggactgattagcccatgtgcccaaaaaattcaatgttattttttttagcacagaggctaatcagtc(A)12122 58356637 58356758 GGTCGAATTGAATACCCACG AAACACCCAACCTGATTTCG 256

Ad07A12257 Aradu.A07 12257 p2 (AT)6 12 58356977 58356988 CGAAATCAGGTTGGGTGTTT GAGGGGATGTGAGAAATTGTTT 280

Ad07A12262 Aradu.A07 12262 c (CCA)6cattatcatcatggtcg(TCA)6ccagaacagaaccaccaccaccagaacagaaccaccaccaccaattttaaaatcatcatcatt(ATC)7137 58363295 58363431 TACCCTTCTCCCTTCACCCT TGTGAACTGGATTTGTTTGTGA 274

Ad07A12263 Aradu.A07 12263 c (AAG)5aattggtggtgtggtggtgtggcg(GAA)657 58363545 58363601 TCACCAGAACAGAACCACCA GCACCACACCACCACCTTA 276

Ad07A12264 Aradu.A07 12264 p6 (GATGAC)6 36 58371450 58371485 CAGAAGCGGCAGAAGATGAT TATATCGGCATCGTTTTCCC 277

Ad07A12266 Aradu.A07 12266 p3 (TAT)5 15 58385735 58385749 TTTTGCACTAACGCGAGTTTT GACGATGAAAAATATTTGATAAAGCA 270

Ad07A12270 Aradu.A07 12270 c (TA)13tgtttttttctttatcattttttttcacatttttttg(T)1073 58391712 58391784 GGGACATTTTTGTCCCCTTT TGGGAAACTTGGGATATTGG 255

Ad07A12272 Aradu.A07 12272 p6 (AAGAGA)5 30 58410944 58410973 AATGGTGATGGTGATGGTGAT CTTCCCTTCCCCACTAATCC 237

Ad07A12277 Aradu.A07 12277 p3 (AGG)8 24 58423918 58423941 TAACCCCACCATCCAAAGAA GCGAAGAAAAATGCTCAGGA 262

Ad07A12278 Aradu.A07 12278 p4 (CTTT)7 28 58426230 58426257 GGCGAAGTGGGGAGAAGTAT GAATTGCAGGAAGGAACGAA 223

Ad07A12284 Aradu.A07 12284 p3 (CGG)5 15 58439063 58439077 TATCCCAAATCTCACGCCTC TCATCTCAAATAGCTCCGCC 261

Ad07A12286 Aradu.A07 12286 p3 (TTG)5 15 58442232 58442246 GTCGTGTTGGACCACCTCTT TTGCTAGAGGCCGTTGAGTT 213

Ad07A12287 Aradu.A07 12287 p3 (TTA)6 18 58444957 58444974 TGGTACCCACCCAAAAACAT GGCATGGGTGAGTCTTTTGT 113



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12290 Aradu.A07 12290 p3 (TAT)6 18 58449371 58449388 TTCTTTTATAACACCTGAGTTTTTGA TTTTCTTAATGGCTTCGGTCA 191

Ad07A12295 Aradu.A07 12295 p3 (ATT)7 21 58477327 58477347 CAAATTATAAAATGTGTTGGGGT AAGGTGGTACAACTCAAGGAAGA 270

Ad07A12299 Aradu.A07 12299 p4 (ATAA)6 24 58494405 58494428 CCGTGGTATATGGAATTAGAAAGTC AGTGTTATATCTTATCGAGCATTGAG 210

Ad07A12300 Aradu.A07 12300 p2 (AT)9 18 58494586 58494603 CTCAATGCTCGATAAGATATAACACT CCTTTTTACTTTTTCATAATTTCATGC 196

Ad07A12301 Aradu.A07 12301 p3 (ATA)13 39 58494756 58494794 GCATGAAATTATGAAAAAGTAAAAAGG TGGATGATCTGGGTTATTGAAA 279

Ad07A12302 Aradu.A07 12302 p2 (TA)6 12 58499976 58499987 AAGAGGCTACTTTGGCAGCA TCGGCATACATGTTATTGTGG 278

Ad07A12307 Aradu.A07 12307 p2 (AT)13 26 58513298 58513323 GGAAGCTTTTATGAGCCGAA GGACTTCGAATAGACTCCATCTG 280

Ad07A12310 Aradu.A07 12310 p3 (ATA)7 21 58521177 58521197 TGATACACACATTAATAGTGACCCATT TGTGTCCATACGATATAACTTTACGA 280

Ad07A12311 Aradu.A07 12311 p2 (AT)9 18 58521582 58521599 TCGTAAAGTTATATCGTATGGACACA TGCCAATATTTTTAGGAAAGAGC 248

Ad07A12314 Aradu.A07 12314 p3 (TTC)6 18 58523088 58523105 GTTTCAAGAACAGTGGGGGA CAAACCAAGGAAACAAACACA 270

Ad07A12316 Aradu.A07 12316 p2 (TA)6 12 58527699 58527710 TAACGGAGGAGCCAAAAGTG CACCATTCCATCACCTCAAA 255

Ad07A12317 Aradu.A07 12317 p3 (TAT)5 15 58530028 58530042 AAGGAGTTTTTGTCGGAGAATTT CTGCAGCGGAATTTTCACTT 246

Ad07A12319 Aradu.A07 12319 p3 (TAT)5 15 58534616 58534630 AAGGAGTTTTTGTCGGAGAATTT TTTCTGTTGAGTCTGCAGCG 258

Ad07A12320 Aradu.A07 12320 p2 (AG)6 12 58538799 58538810 ATCCCCAAAAATCTCCAACC CTCCATTTCTCCCTTCTCCC 139

Ad07A12321 Aradu.A07 12321 c (CA)22(TA)7 58 58547024 58547081 TTTGCTGAAAATTGTTCATGTG GCCACCCTTTGTGATTGTTT 204

Ad07A12324 Aradu.A07 12324 p2 (CT)6 12 58562299 58562310 CATTTTTGAAAATTCCTCACCC CAAAGAGAGAAGAGAATAGGGTTTG 251

Ad07A12325 Aradu.A07 12325 p5 (CAATT)5 25 58575417 58575441 GCTAAATGAACTGAACATTGCC AATCAAATCAAGCGGACGAG 185

Ad07A12327 Aradu.A07 12327 p3 (AGA)5 15 58610934 58610948 TGAAAGAAAATGGAAGGAACAA GCCAAGGATTGAAGAGCAAA 280

Ad07A12331 Aradu.A07 12331 p2 (GA)6 12 58639145 58639156 GTGCAGCATCAACACCAAAC GAAAAATTCACAACCCACGC 206

Ad07A12333 Aradu.A07 12333 p4 (ATTT)6 24 58641500 58641523 CGCACCATGTGGTAAACAAG TTTCTTGTTTCGCGTTAGCA 276

Ad07A12335 Aradu.A07 12335 p2 (TC)6 12 58677893 58677904 TTGTCTTCCCTCTTTCCCCT TGGCAACACGGAGTAGTGAG 219

Ad07A12336 Aradu.A07 12336 p3 (TTC)6 18 58684694 58684711 TACACCTCTCCCCCTCTCCT TCTTCTTGGCCACAACATCA 268

Ad07A12337 Aradu.A07 12337 p3 (CAC)7 21 58690158 58690178 AGCTATAGCAGGCCCATCAA AACAGTCGCGTCTGGCTACT 272

Ad07A12340 Aradu.A07 12340 p2 (AC)6 12 58698616 58698627 GGGTTGTAATGGGGCTAAGG TTTTGGGTAGCTAGGCATGG 140

Ad07A12345 Aradu.A07 12345 p3 (TAA)7 21 58726308 58726328 TATTTTCCGCCAACTCAACC TTTTTGCTCATCAATGGGAAC 254

Ad07A12347 Aradu.A07 12347 p3 (ACA)21 63 58732226 58732288 TTTTGCAAGTACACTCCCCC GTTCACCTTGCATTGCCTTA 217

Ad07A12349 Aradu.A07 12349 p2 (AT)6 12 58739072 58739083 TCAGCCCAACGGAATACATA TGAATCGGTTGGTTTATCCAT 280

Ad07A12351 Aradu.A07 12351 p3 (AGA)6 18 58753579 58753596 GCTTTTGTCTTCCCTTTCCC ACATACACCCTCCCCTCTCC 273

Ad07A12359 Aradu.A07 12359 p2 (TC)19 38 58810643 58810680 AAAATTCGTTGAATCACGCC AAGACGACAAAGAAGACGGC 258

Ad07A12360 Aradu.A07 12360 p2 (AG)11 22 58813200 58813221 GGACACCATTTTATGGAGCA AAGTCCCTCCTCTTCTCCCA 198

Ad07A12363 Aradu.A07 12363 p2 (TA)6 12 58819447 58819458 TGGTAACAATAAACATATGCGATTC TTTCACAAAATCATTTGTCTCTTCA 265

Ad07A12364 Aradu.A07 12364 p2 (AT)6 12 58822781 58822792 GGATGCGATAACATTGCGTT TTCTTGAATCCGTTTTTGGC 275

Ad07A12365 Aradu.A07 12365 p3 (AAT)16 48 58825305 58825352 GTTCCTTTATAGCTTCGACCAA TCATCTATTCTTTTCCTATTCTTTCAT 280

Ad07A12376 Aradu.A07 12376 p2 (TA)6 12 58866420 58866431 GACGGTAGTGGGGGAAAAAT TTCGCACATTTCTGCTTCTG 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12378 Aradu.A07 12378 c (A)10gaaaagatatga(T)1234 58883842 58883875 GGGGGAGAGTTCATAGTAGTGAGA GAATTGCAAATGTGTGCCTT 280

Ad07A12381 Aradu.A07 12381 p4 (TATT)5 20 58928567 58928586 CCTCTCCCCCTGTTTCATTT GCAGAGAATTCCCAGTGAGG 258

Ad07A12382 Aradu.A07 12382 p2 (TC)10 20 58932113 58932132 GAATCGCACAATATCCAGGG TGCTTGTCCTCAAGCAAAGA 241

Ad07A12384 Aradu.A07 12384 p2 (TC)18 36 58947019 58947054 CGTTGAACTCTTCTCCTCCG TATCCAAACCAAAACGCCTC 232

Ad07A12387 Aradu.A07 12387 p3 (TTC)5 15 58970465 58970479 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ad07A12391 Aradu.A07 12391 c (T)10agaaaaattttttcgaaaaatttgaaagtaaaatctgaaatttatataaaaatatttcaaaaaagtagttcaaaattagttagaaaatataaa(T)10113 59003930 59004042 TGATCATTCCCATTTAATTCCA TCTCTTTCATCATAAAATTCAAAATTC 275

Ad07A12393 Aradu.A07 12393 p3 (CAA)5 15 59013352 59013366 ACAGATGAACAACCATGGCA AGGCTGCTTCCCATACCTTT 265

Ad07A12396 Aradu.A07 12396 c (T)10cctggga(T)1128 59041796 59041823 GTCCAGAGTGGCTTTTCAGC TGCAACATCACCATCTAGGAA 263

Ad07A12397 Aradu.A07 12397 p2 (CA)6 12 59049354 59049365 ATGGCCAATAGCAACAAAGC GTGGGTAAGCAACCAACACA 189

Ad07A12399 Aradu.A07 12399 p2 (GA)15 30 59069221 59069250 TATTTTGGGAGCCATTCCAC TGTCCCTTCCTCTACCTCCA 188

Ad07A12402 Aradu.A07 12402 p2 (GA)6 12 59073688 59073699 GCTTCGCAGAGTACCACGTT CACAGAGAGAGGGAAAACGG 280

Ad07A12403 Aradu.A07 12403 p2 (AG)6 12 59077587 59077598 TTGCTCATGGTGTGAAAAACTC TTTGGCGCTAGTCTCTGGAC 253

Ad07A12404 Aradu.A07 12404 p3 (TTA)12 36 59093294 59093329 CCAGCATAATTGCATTTCAAAC GGAAATTATTATTATGATGCCGTG 263

Ad07A12406 Aradu.A07 12406 c (T)11gaaagagttatctatacaagagagacttgtg(T)1153 59095660 59095712 GGAACGGTTCGAAATAGGAA AATAAGTCAATAACATTCTTTCTTTGG 277

Ad07A12407 Aradu.A07 12407 p2 (AC)6 12 59096151 59096162 TCTACATGTCTGATGTCGCTGA TGTGTGTGGTTACGGCACTT 267

Ad07A12413 Aradu.A07 12413 p2 (AT)14 28 59107911 59107938 TGGCCGATCAAATATTATCCTT TGCAAGAAAGCTCAGCATCA 263

Ad07A12414 Aradu.A07 12414 p2 (AT)6 12 59108406 59108417 CAATGAGAGTGTTAAAACATTAAACCA TTCAAAATGATTGTAAGAGATTTGTAG 280

Ad07A12416 Aradu.A07 12416 p3 (AAG)5 15 59128523 59128537 TTTTCCAAATTCATGACCCAA TTCATCATCCTCCTCTTCCG 230

Ad07A12420 Aradu.A07 12420 c (TA)6cacacacaggcacacacaaaacggagcttgtcagtaatgaaggtgatgagtagtttagattcagattttaagtaagtcttag(T)16110 59142409 59142518 TTGCAAACTAAATTTGGATCTTATT TGTTCTACCTTTTAAACATTTTTCTCA 259

Ad07A12422 Aradu.A07 12422 p3 (AGA)6 18 59151369 59151386 CTCGGAAGTGGAAGCTTTTG TCTTCTCCCACTTAGCCGAA 207

Ad07A12424 Aradu.A07 12424 p3 (TAA)8 24 59184103 59184126 TTTCCTTTTGGCTTGAATGG TGTCCCACTGTAAGATTCCG 155

Ad07A12425 Aradu.A07 12425 p2 (TG)15 30 59184619 59184648 AGCAGACTTAAACTCCGCAAG CAAAAGCATGAATCGCTCAA 151

Ad07A12426 Aradu.A07 12426 p3 (TAA)6 18 59188970 59188987 CTTGCACTATTCGCAAAGCA GGATTTTGAAGGAGATATTGGC 192

Ad07A12430 Aradu.A07 12430 c (TA)7ttaccgtggatcacattttatttgcattagtttaattataatcattcatatatatgaataatcatatgtgtatatatatgtg(TA)6108 59223019 59223126 TGGGGACCTATTTGGGGTAT TATGAACGTGGCATGAAGAA 258

Ad07A12431 Aradu.A07 12431 p3 (AAG)5 15 59227486 59227500 TCTTTTGAGAAAGGATTTTGCTT TCTCCTGTGGCAGAGATTCC 126

Ad07A12432 Aradu.A07 12432 p3 (TTA)5 15 59228504 59228518 TCCTTCGTCCTTGTTGCTTT GTTAGGCGTTACGGACCTGA 225

Ad07A12433 Aradu.A07 12433 p4 (TTAC)6 24 59230567 59230590 GGTGATAACTTGGGGGTGAA TTGAATTTGGACAGATACCTTGA 245

Ad07A12435 Aradu.A07 12435 p3 (TTA)19 57 59237792 59237848 ACTTGCGCGAAGGTATTGTT ATCGTGTATGTCGATGCCAA 182

Ad07A12443 Aradu.A07 12443 p2 (AT)8 16 59269885 59269900 AGCCCTTAACTCGAAACCGT GGAGTTTCTTTCGAGCATCTG 273

Ad07A12447 Aradu.A07 12447 p2 (CT)8 16 59286450 59286465 TCCTCGAGCTCTCCTTCTTG CCCACTCACACACACACACA 257

Ad07A12448 Aradu.A07 12448 p2 (GT)7 14 59286660 59286673 TCCTCGAGCTCTCCTTCTTG CATTTTAACCCACACTTCCCA 274

Ad07A12449 Aradu.A07 12449 p2 (CT)6 12 59291166 59291177 ACAAGCTCCTCCACCACAAC TGGAAGTTTAGTTGCTCATGGT 271

Ad07A12450 Aradu.A07 12450 p2 (AG)21 42 59296929 59296970 TTGCTCATGGTGGAGAAGAA TTCAAGCCCAACTCCACTTC 265

Ad07A12460 Aradu.A07 12460 p2 (AG)6 12 59352594 59352605 ATCATGGGGCATTCAGACAT CAATTGGAAGCAAGCAAACA 280
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Ad07A12461 Aradu.A07 12461 p2 (AG)6 12 59353732 59353743 CAGATGCCACGCACTAGAAA CATTGAACCTGAGATGAAGAAGAA 255

Ad07A12462 Aradu.A07 12462 p3 (AGA)6 18 59363236 59363253 TCTTTCCATCTCCCATGACC CTCTTTCCCACTCAATCCCA 249

Ad07A12463 Aradu.A07 12463 p2 (AG)7 14 59363403 59363416 TGGGATTGAGTGGGAAAGAG AGGATCCCCACCTACCTCAC 143

Ad07A12465 Aradu.A07 12465 c (GGA)7(AGA)5 36 59376738 59376773 TGAGCATGTTTGGAATTGGA CATTGAGCCCCTATCCTTCA 216

Ad07A12466 Aradu.A07 12466 p2 (TG)8 16 59382732 59382747 AGTTGATGGCGGTGGATAAA ACCACGTCAAAACAAGTCCC 188

Ad07A12467 Aradu.A07 12467 p4 (GAAT)5 20 59383498 59383517 GGGAAGTGTAGGAATGGGGT AGTGCCCTGTCACCCTTACA 278

Ad07A12468 Aradu.A07 12468 p2 (AT)8 16 59388883 59388898 CATTCCCCCAATCAAATCTC GCGGCCATACCAAACTTAGA 247

Ad07A12470 Aradu.A07 12470 p2 (CT)6 12 59421956 59421967 TTTAACGCCAGAATTGGCTC TTGAAGGGTGAGGTAGGTGG 250

Ad07A12475 Aradu.A07 12475 p2 (AG)8 16 59477916 59477931 GAAGGAGTTTGTGGAGGCTG ACGCCACCATAGCTGAACTT 239

Ad07A12476 Aradu.A07 12476 c (T)10cttatcttatcttatttttcaaagttcaa(T)1049 59483858 59483906 TTGCAAACGTGTGCCTTATT AGCTTCCTCTTCCTGCAACA 240

Ad07A12477 Aradu.A07 12477 p2 (CT)16 32 59500398 59500429 CTGAAAGGGAAAGGAGACCC TTTGAATCCAGAATGGCCTC 247

Ad07A12478 Aradu.A07 12478 p3 (AGA)5 15 59513703 59513717 GCTCCCTTTCTTCATCCCTC ATTTTGCCAACCAATCTTGC 207

Ad07A12479 Aradu.A07 12479 p3 (ATA)14 42 59514412 59514453 TCTTTCACTATCCGCGTGTG AAGGGGTGGCTCAAATTGTA 278

Ad07A12481 Aradu.A07 12481 c (TTTA)5tattttctttttc(A)1043 59516828 59516870 TGTCCATACCGTGACTTCCA TCCCACTGCCATAGTAACCG 191

Ad07A12483 Aradu.A07 12483 p2 (TA)6 12 59520968 59520979 AGAATGGAGGAGCGAAGACA CTCCACCTCAAATCTCCACC 257

Ad07A12484 Aradu.A07 12484 p2 (TA)8 16 59522897 59522912 GCTTAAACCAAAACAAGCTAGTCA ACGATTGATGGTTCGAGCTT 247

Ad07A12485 Aradu.A07 12485 p3 (ATG)5 15 59531223 59531237 GTCAGTGGATGTTGAGGGCT AAAACCATCGCCAGTTGTTC 190

Ad07A12486 Aradu.A07 12486 p2 (AG)6 12 59546454 59546465 ACGATTGAGACGATTTTGGG TGAACCTGTGATGAAGAAGATGA 227

Ad07A12487 Aradu.A07 12487 p2 (AG)10 20 59552852 59552871 ACACTGGAGACGATTTTGGG GGAACATTGAACCTGTGACG 240

Ad07A12488 Aradu.A07 12488 p2 (CA)15 30 59558330 59558359 TTTAAACCGCAATACCGCTC TGGTTTATTGTACCCTCGCA 278

Ad07A12489 Aradu.A07 12489 p2 (CT)7 14 59580301 59580314 AAACCACCTAACCACTTTTCCA AGAGGGAGAGAGAGGGTTCG 160

Ad07A12492 Aradu.A07 12492 p2 (CA)8 16 59600605 59600620 GGCTACGCCACTCTGATAGC AAGAGGGATTGGGTTGTAATGA 279

Ad07A12493 Aradu.A07 12493 p2 (AT)9 18 59608476 59608493 GCGAATACGAACCGAAGTTT GCGAAGGTTTAGTGTGGAGC 181

Ad07A12494 Aradu.A07 12494 c (TA)6caaatatatg(TA)940 59621957 59621996 CGTGATAGTCGCAGGTCAAA TTGATCATAAGATTATTAAAAGGGACA 277

Ad07A12495 Aradu.A07 12495 p2 (AT)6 12 59622228 59622239 CCTATTGATTTATCTTAATGTCCCTTT CATGCTCCTAGATCACATGACAA 276

Ad07A12497 Aradu.A07 12497 p2 (GA)6 12 59627438 59627449 ACTTGCTGCATTTTTCGAGG CGGTAGCACAAATGCTGAGA 256

Ad07A12498 Aradu.A07 12498 p3 (AAG)5 15 59630432 59630446 ACAACGGTGAGTGGTGATGA CACGCCCAACCGTAGATATT 266

Ad07A12499 Aradu.A07 12499 p3 (AAG)6 18 59639404 59639421 CGATGGAGAATGTGAGATCG GAACCAGATCCCTGCGTCTA 186

Ad07A12502 Aradu.A07 12502 p3 (TGT)5 15 59662134 59662148 GCTGCTGGTTGTTCTAAGGC AATCCGGGATACCATCAACA 253

Ad07A12503 Aradu.A07 12503 p2 (AT)6 12 59678577 59678588 GCAATTATCAACGTCTTCCGA CGTGTGAATGCTTGGTCGAT 277

Ad07A12506 Aradu.A07 12506 p2 (CT)6 12 59689213 59689224 TTCTTGTCATTTGGTGCAGG GAAGGGTTTTTGGGGAAGAG 143

Ad07A12508 Aradu.A07 12508 p3 (AAG)9 27 59712081 59712107 AGTGGTCTTGATGGGCTTTG GCCGAAACCAAACACTTCTC 255

Ad07A12509 Aradu.A07 12509 p4 (TAAA)5 20 59716986 59717005 TTCTTGTCCTTGCTCCTGCT TTTCGAAAACTCCTCTCTTTCA 242

Ad07A12510 Aradu.A07 12510 p2 (AG)15 30 59717167 59717196 AAAAAGGGGGAGATATTTTCG TTTGCACAATATCTTTTCCATCA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12512 Aradu.A07 12512 p2 (AG)12 24 59746736 59746759 TGCAAAAGGTTCAAGAAGAAGA TGAGGGACGATTTCGATTCT 261

Ad07A12515 Aradu.A07 12515 p3 (GAA)16 48 59760419 59760466 GCGAATAGAGGAGAACAGCG GCGTGATCAACCTTTTTCAA 138

Ad07A12516 Aradu.A07 12516 p2 (TA)10 20 59760738 59760757 TGAAAAAGGTTGATCACGCA GAGATCACGCGTGTGTGTGT 275

Ad07A12518 Aradu.A07 12518 p2 (AT)6 12 59762701 59762712 ACCACACATACAACAACAACAAA TTTGAATTGGGATTCAATTTTATTT 277

Ad07A12520 Aradu.A07 12520 p3 (AGA)6 18 59794522 59794539 TGCCATTGATGGTAGTGGAA CTTCACTCTCCCCTCTCCCT 224

Ad07A12523 Aradu.A07 12523 p2 (TA)6 12 59823318 59823329 CATTGAGTGTAATTGGACAAGATGA CAAGGGTTAAAATGTAAGCACAAA 227

Ad07A12528 Aradu.A07 12528 p2 (AG)6 12 59855461 59855472 TTTTTGGGGAAGAGGTGTTG ACGCCAGAAATGGCTAAAAA 166

Ad07A12530 Aradu.A07 12530 p2 (GA)6 12 59879914 59879925 CGTTGTCACAGCAGAGAAGG GTGCCCTAAAGCCACAAAAA 269

Ad07A12536 Aradu.A07 12536 p3 (AAT)5 15 59941290 59941304 TGGCTAGTCCAACTTGGGAG GATAGCAAGGAACCCATCCA 195

Ad07A12539 Aradu.A07 12539 p3 (ATT)5 15 59961559 59961573 GACATCCATGGCAAATGCTT TGGCTCTGTCCTCACATTTC 224

Ad07A12542 Aradu.A07 12542 p3 (TCT)6 18 60005386 60005403 AACCGAACCCACTTCTCTCC TCTCCTTTTCCCATGATTCG 229

Ad07A12552 Aradu.A07 12552 p4 (TTAT)5 20 60028917 60028936 GTGCATGATCTGCCATGAGT TTGTCAAGTTTGACTTGGCCT 253

Ad07A12553 Aradu.A07 12553 p2 (GA)6 12 60030533 60030544 GTCCGGGTCACAGTGAAACT AACTACCATCACAACAAACGC 251

Ad07A12554 Aradu.A07 12554 c (AC)7(AT)8 30 60031460 60031489 CGAATTTTTGTTGACAATTTGA TGAATCTATTCAAACATGCCATAAG 266

Ad07A12557 Aradu.A07 12557 p2 (GC)6 12 60035402 60035413 CCAGTTGGGTTGGAAAGCTA ACATGGCTCCTAAAACCGCT 149

Ad07A12558 Aradu.A07 12558 c (A)10gaag(A)10 24 60037616 60037639 ATAGGGAGCTCTTGGGCATT AGTTGCAAAAGTGCCATGTG 102

Ad07A12559 Aradu.A07 12559 p2 (GC)6 12 60037766 60037777 CACATGGCACTTTTGCAACT GTGGATGAGGTTGGGACAAT 233

Ad07A12560 Aradu.A07 12560 p2 (GC)6 12 60037909 60037920 CATGGCACTTTTGCAACTTC AGGAAAAGCAGGGAGCAAAT 280

Ad07A12562 Aradu.A07 12562 p2 (CA)10 20 60041687 60041706 CCATTCGTCAGTGGGTTGTA CGGAAGTAGCAGAAAATTAGGTG 277

Ad07A12563 Aradu.A07 12563 p2 (TA)7 14 60045595 60045608 AAACTCCACGGGCTATGACT AGCCAAGTGGTGTCAATTTT 280

Ad07A12564 Aradu.A07 12564 p2 (TA)21 42 60045717 60045758 AAACTCCACGGGCTATGACT AGCCAAGTGGTGTCAATTTT 280

Ad07A12565 Aradu.A07 12565 p2 (AG)15 30 60048539 60048568 CTAACGGGTTAGACCGGACC GTGACAATGGGATTTCACCC 149

Ad07A12566 Aradu.A07 12566 p2 (AT)7 14 60052991 60053004 CCAGATGTGTATCCGTTCCA CAATGCGTATGGGATGTGAA 269

Ad07A12568 Aradu.A07 12568 p3 (GAG)7 21 60055184 60055204 TCATGAGGAAGACCAGGACC GCAAGGCTAACCAGAACTCG 253

Ad07A12571 Aradu.A07 12571 p2 (AT)9 18 60068782 60068799 CTGTCCTATGGCCGATGAGT ACTTGCTCCGGGTAATGATG 276

Ad07A12572 Aradu.A07 12572 c (T)10agtcttggatgatgttcgtagcgctgtttgagattgtgcc(T)1161 60086043 60086103 AAGTTATCCTTGCGGCTTGA CAAACCAAAAGGTTGGGAAA 206

Ad07A12578 Aradu.A07 12578 c (A)20tcataaaatcc(A)1041 60131957 60131997 AACATTGCATGATTCCTGGAG TGAATGAATTCGAAAAATGCAA 250

Ad07A12583 Aradu.A07 12583 p2 (AG)12 24 60158244 60158267 TGGAAAAATGGGTAAACACTCA TCCCATTCATCTCCTTTTTCA 243

Ad07A12584 Aradu.A07 12584 p3 (GAT)5 15 60162782 60162796 GAGCAATTCCGAGTTCTTGC GACGAGTCTGAAGAGGCACC 259

Ad07A12585 Aradu.A07 12585 p3 (TGC)5 15 60169096 60169110 TCCACCCTCGTGCTGTTTAT TCGCCTTCAACCTTAACCAC 256

Ad07A12586 Aradu.A07 12586 c (A)11tcgaaaaa(AG)631 60178069 60178099 TGTGGTTCATGAATGTTGGC GGGTCCCCAATTAGAGGTGT 254

Ad07A12594 Aradu.A07 12594 c (AT)9agaggtatgccccctccttcaatgtaggtccgtgcctactt(TA)6gagagagagaggggtatgccccctcctgtaggtccgtgcctacttttatttgtttggtctccaaaaaattac(A)12155 60237122 60237276 CAATCCATCCAATAAAACTGAAAA GATGAGTTTTTGGTACGATTGATTA 259

Ad07A12596 Aradu.A07 12596 p2 (TC)9 18 60243754 60243771 TCCCTCACTTTGGCTGAAAT TCTCACACTCTCGGCTCTCTC 268

Ad07A12603 Aradu.A07 12603 p3 (ACA)5 15 60294399 60294413 TTTTTGAGGATTTAGAGGTTAGGA TCGTTTGATTCATGTAGCCG 168



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12607 Aradu.A07 12607 p2 (GA)8 16 60319785 60319800 TCCTTGAGGTGTCAGCAGAA CCACTTTTTCACTTGCAATTTTC 207

Ad07A12610 Aradu.A07 12610 p4 (AAAT)5 20 60327319 60327338 TCAAATCTCCCCCTTTTATTCA GGATTTCTCCCTTTCTCCTTTC 237

Ad07A12615 Aradu.A07 12615 c (CA)7aaa(AC)7 31 60389080 60389110 TTAGCACCTCATGATCGCAC GACGATGTTCTCACCCCCTA 256

Ad07A12616 Aradu.A07 12616 p2 (AT)6 12 60402720 60402731 TGCATGCCTTTTTCAAATTC CGAAAGCCATTACAGAGGGT 280

Ad07A12618 Aradu.A07 12618 p2 (TA)6 12 60414317 60414328 GGTGAATTTTAAGGGAGGCA GTTATGCAGGCAGGAAGCAT 181

Ad07A12623 Aradu.A07 12623 p2 (TA)8 16 60446153 60446168 TTTCACCTTCAGACTCCGCT TCACTACCAAGAGTTTCTCGTCA 171

Ad07A12624 Aradu.A07 12624 p3 (TAT)6 18 60447106 60447123 GAAGAGAAGCAGATGCAGCC ACGATCAACACCAGCCACTT 271

Ad07A12630 Aradu.A07 12630 c (G)16ag(A)10 28 60479178 60479205 GAAACGCAACCTAAGTGGGA GACGCTGAAAGGAGTTGGAG 257

Ad07A12631 Aradu.A07 12631 p5 (TTTTA)5 25 60479636 60479660 CCCACATTGGCGTTTCTACT AAATGCACATGAATCCGTGA 259

Ad07A12633 Aradu.A07 12633 p2 (TA)11 22 60483547 60483568 TCCCTGTATAGGTTCCACCG TGATCCGCTTCAGGCTATCT 267

Ad07A12639 Aradu.A07 12639 p3 (TGA)6 18 60537532 60537549 AATCTGTCCATGCCGATTGT GGCTTTGGTGGTAGGCAGTA 215

Ad07A12640 Aradu.A07 12640 p3 (TCA)5 15 60545864 60545878 GGGGTACCAAGCCTATTTTGA ATATGAGCATTTCGGCATCC 259

Ad07A12641 Aradu.A07 12641 p3 (CAT)5 15 60579095 60579109 GTTCAGAGACTTTCCAGCGG CCTTTCCCTTTTTAGCCTGG 268

Ad07A12645 Aradu.A07 12645 p3 (TTA)15 45 60590095 60590139 TCCTTCTTCTTTAATCTGTTCCAAA AAGAAAATTACGTTGCCTAACCC 253

Ad07A12647 Aradu.A07 12647 p3 (ATT)5 15 60592880 60592894 AAGAGAGGTACTCAACAATGTCAA TGCTTGTTATTTTTCAAACTTGC 252

Ad07A12648 Aradu.A07 12648 c (A)10tttatattttctaactaattttgaactactttttcgaaatatttttatataaatttcagatattactttcaaatttttcg(A)10100 60602490 60602589 TTTTGTGTGTTTTTCTCTTTCATCA TGTTCATTCCTACTTGCTTCCA 272

Ad07A12649 Aradu.A07 12649 p2 (TA)8 16 60623045 60623060 CAGTTTCACCACCTGGGTTT TGGTTCGCACAAATTCAAGA 111

Ad07A12653 Aradu.A07 12653 p2 (TA)6 12 60637041 60637052 ATGCATGTGGTTTGGTGTGT GCATCACAAAGACGGAAACA 261

Ad07A12654 Aradu.A07 12654 p3 (ATC)5 15 60644777 60644791 TTCCCAACTCGCTGACTCTT GCCTGTATTGCGTGTGTTTG 280

Ad07A12655 Aradu.A07 12655 p2 (CT)7 14 60648693 60648706 CCAACAGCCTCGTTCCTTAC TGGAGGTTATGCTTGGAGTTG 229

Ad07A12656 Aradu.A07 12656 p3 (ATC)6 18 60652012 60652029 AGTGAAACCACATCACTGCG GTGGTTGTTCCACTGGCTTT 268

Ad07A12657 Aradu.A07 12657 p3 (AAT)7 21 60658348 60658368 CCCACATTTAATTCGGCAGT TCTTTAGGCCGTTTTCATCG 150

Ad07A12658 Aradu.A07 12658 p3 (ATT)17 51 60659049 60659099 GGACATGCATGGTGAAATGA AGTTGCAATTGCTGACCATCT 275

Ad07A12659 Aradu.A07 12659 c (CTA)9(ATA)6 45 60659429 60659473 GAAATATCAGGTCTCGTGGTCC ATTGATTCATCGACGAAGGG 139

Ad07A12660 Aradu.A07 12660 p3 (TAA)5 15 60659787 60659801 AACCACTCCACCAATCAAGC TGAAGATGCAGGAGATGACG 248

Ad07A12662 Aradu.A07 12662 p2 (TA)7 14 60662964 60662977 GCAATGAAAACAAAAGCCTCA TCAAGGTCTCGGTTGCTTTC 273

Ad07A12664 Aradu.A07 12664 p2 (AG)6 12 60691018 60691029 CGGAAAAGCACACCAAACTT TTTCGAAATCTCTCCTCCCC 147

Ad07A12667 Aradu.A07 12667 p3 (TCC)6 18 60711528 60711545 TGGCAGAAGTAGGTTCAATGG CCAAAAAGAGAGTGCAAGGC 195

Ad07A12672 Aradu.A07 12672 p2 (TC)8 16 60780648 60780663 AAAGTTGTGGCTGCAGTTTG AAGTTGCAACATGGGGAAGA 155

Ad07A12673 Aradu.A07 12673 p3 (TTG)10 30 60786686 60786715 CGTTTGATTCATGTAGCCGA TTTTTGTCCATCTTTTGGGG 189

Ad07A12674 Aradu.A07 12674 p2 (CT)6 12 60787220 60787231 GCAACATTGAACTGCCCTTT TCCAACTCAAGTGAGACCCA 198

Ad07A12675 Aradu.A07 12675 p3 (TTA)5 15 60792519 60792533 TCACTTAAATTAGGGACCAACCA CCAAGCAGACCATAAGGTGA 181

Ad07A12677 Aradu.A07 12677 p2 (TA)6 12 60793466 60793477 TGGAAGCTCCACTGCTAGGT AAACATCGTCATTGCAGGGT 132

Ad07A12678 Aradu.A07 12678 p2 (TC)6 12 60794671 60794682 GGGGTAAAGTCAAACGCAAA TTTGCGGGTTTTATAGTGGC 128
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Ad07A12679 Aradu.A07 12679 p4 (AATG)5 20 60796554 60796573 GGCAGGGAGGAATGGTAACT TCATATATGCATCTCCGGCA 169

Ad07A12681 Aradu.A07 12681 p3 (TCT)6 18 60803707 60803724 CCCCATAAACCCACCTACCT CCCTCGAGCAAAATACGAAA 224

Ad07A12682 Aradu.A07 12682 p2 (AT)9 18 60806327 60806344 ATCCTAACGTCAAAATGGCG CTTGTGGCTCCATCCATCTT 270

Ad07A12684 Aradu.A07 12684 c (AT)6gtagttattatt(CA)2472 60815780 60815851 TTACACCCCAGAGGGGCTAT AGCACAACACTCACGGTACG 245

Ad07A12685 Aradu.A07 12685 p2 (TA)9 18 60819749 60819766 GGGTACCAGTTTAGGGGTTTTC TGGAATCGCGTATGTTAGGTT 280

Ad07A12686 Aradu.A07 12686 p2 (CT)6 12 60821237 60821248 CGCTTGATTTGGCTTGAAGT GGCAAAAAGAAGTGATCCGA 275

Ad07A12687 Aradu.A07 12687 p2 (CT)6 12 60830965 60830976 GCCATTTTCGGATAGAGCAG CCTCATTCCCTCTCACTTGC 279

Ad07A12688 Aradu.A07 12688 p3 (TAT)13 39 60834390 60834428 CCTCACGTTCAGGTCCAAAT GACGCCTTCTATTGTCCGAA 268

Ad07A12694 Aradu.A07 12694 c (TTAT)5attatatatatatttttttttctctttttttctc(T)1165 60842217 60842281 TTTGTATCACATATGCATTGATCTTTT GAAAACTGTGGGAACATGGG 279

Ad07A12697 Aradu.A07 12697 p3 (AGG)5 15 60856899 60856913 AGTGGGCCAGCTGAGTAAGA CAGAGCTCATGAATGGCAGA 275

Ad07A12698 Aradu.A07 12698 p3 (TTC)6 18 60858671 60858688 TACACCTCTCCCCCTCTCCT AGTGGTCTTGATGGGCTTTG 244

Ad07A12702 Aradu.A07 12702 p3 (TTC)5 15 60894196 60894210 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 268

Ad07A12707 Aradu.A07 12707 p2 (GC)6 12 60930552 60930563 TGGTGTTTGGAAGTGTTGGA CAGAGAGTTATGCCTGCGCT 239

Ad07A12708 Aradu.A07 12708 p2 (GA)9 18 60934462 60934479 GGGAAGAGGATAGGATTTGATAGG TGCAGGGATGAGAAATCCTT 152

Ad07A12712 Aradu.A07 12712 p4 (TATT)5 20 60972442 60972461 TGAAACAATGCATTTGCGTA TGAAAATTTTTAGAGCACATTTTAAC 279

Ad07A12713 Aradu.A07 12713 p3 (TTA)8 24 60975459 60975482 TTCCAAGTGTCTTGTTCGCA TAGCACCGGTTTCTGGTTTC 205

Ad07A12717 Aradu.A07 12717 p3 (AGG)9 27 60996440 60996466 GCAATACATTACAAACATGTTCATTC TTGTATTGCTCTCCTCCTCCTC 104

Ad07A12718 Aradu.A07 12718 c (CTT)5ttaaacctttttcatcatcaacaac(T)1050 60997087 60997136 AAAACTCTTCTTCTTCCTCCTCC TGTTCATCCTCTTCTTAGTAATTTTG 210

Ad07A12719 Aradu.A07 12719 p3 (CAA)5 15 60997706 60997720 TGCTTTTTCTTCTTCTTCATCTTC CGCATTCCTCTTCTTCTTCG 218

Ad07A12720 Aradu.A07 12720 p3 (ATT)19 57 61001652 61001708 GCCATAAATAAAAGGACTCAGCA GGGTGGAGTGTTTGTGGGTA 155

Ad07A12721 Aradu.A07 12721 c (A)10gacag(A)10 25 61015195 61015219 CAAATTCATCCCCAATGCTT AAATTGCATGTTTATGTAAGCG 277

Ad07A12726 Aradu.A07 12726 p2 (TC)7 14 61018650 61018663 TCTCAAGTTCTTCCCTCCCC ACGAGACAGAGAGCAACGGT 102

Ad07A12730 Aradu.A07 12730 p2 (GC)6 12 61036610 61036621 CGGTTCCAGTTGGGTTAGAA TCGCTAGGGACGATTTCATT 153

Ad07A12731 Aradu.A07 12731 p3 (TTC)5 15 61036894 61036908 TCAAGGATTGAAGAGGGATGA TTGAAAGAAAATGGAAGGAACAA 274

Ad07A12732 Aradu.A07 12732 p3 (TTA)5 15 61041879 61041893 TCCCTCTTGATGTGGGAGTT TCCATTGGAAAAGGAGGAAA 270

Ad07A12733 Aradu.A07 12733 p2 (AG)7 14 61045690 61045703 GGTGATGGGAGGGATAGGTT CTTCTTCCTTTGCATCTGCG 269

Ad07A12734 Aradu.A07 12734 p2 (AC)6 12 61058354 61058365 TGTAATGGGGCCAAGGTAAA TGCAAAAGTGGGAAATTATGG 153

Ad07A12740 Aradu.A07 12740 p3 (TAT)15 45 61106547 61106591 GGCTATTTGGTTTTTCAAGGC AGGTAGAGTTAAATTGAAGAATAACGA 263

Ad07A12741 Aradu.A07 12741 p2 (TA)6 12 61113600 61113611 TTATGATTTGAGAATTGCCGC CGACATCACCTATGGAAGTCAA 262

Ad07A12743 Aradu.A07 12743 p2 (TA)8 16 61123673 61123688 GCAGTAGCGGGGTTAGCATA TTTCCTTGGTGTTTTCCTCAA 236

Ad07A12744 Aradu.A07 12744 p2 (AG)7 14 61124547 61124560 GGAGGAATGAAGGGGACAAT AGCCAATTGGGCAACATAAG 244

Ad07A12747 Aradu.A07 12747 c (ATAC)6atatac(AT)744 61139720 61139763 TGGCTAGAATGGTTGATGCTC TGTTACGACTTCGCGATTTT 215

Ad07A12748 Aradu.A07 12748 p2 (TA)6 12 61140583 61140594 AAAATGGGGGAAATAGTGGC GCATTGGAAATTTGACCGAC 271

Ad07A12749 Aradu.A07 12749 p2 (TA)7 14 61142260 61142273 CTAGCCGACCAAAACTCTGC TTGAGCCTTTGCAAATACGA 201
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Ad07A12750 Aradu.A07 12750 p2 (CT)6 12 61150748 61150759 GGGCATCAATCAGAAAGCAT GAGCTTCGCTGGAGAAGAGA 112

Ad07A12752 Aradu.A07 12752 p2 (AT)7 14 61181188 61181201 CGACTTGTTGTGTGTTGTTGG TCCAAAATGTCGTTCGTCAA 216

Ad07A12756 Aradu.A07 12756 p3 (TTC)5 15 61253899 61253913 TATACCTTGGCCGAAACCTG GCCTTGACCACACCAAACTT 119

Ad07A12757 Aradu.A07 12757 p3 (AAT)9 27 61283841 61283867 GCTTTGGCTTTTTCTGCTTG TAACATGTGGTGGCAATGCT 237

Ad07A12758 Aradu.A07 12758 c (A)10ggaaaaatccattgttaaatggtg(T)1044 61296325 61296368 GAGTTGGGGCTTGGTGTTAG CAAATTGAAAAACAGAGAGTGTCA 266

Ad07A12759 Aradu.A07 12759 p2 (CA)9 18 61299708 61299725 TAACCCTAACCCCTATCCCC CTCTCCACGCATCTTCTTCC 204

Ad07A12760 Aradu.A07 12760 p2 (TG)9 18 61306733 61306750 CCGTATTATTGCAAAACGCA CATTCAATCCAAACTTGGGC 263

Ad07A12765 Aradu.A07 12765 p2 (TC)6 12 61323101 61323112 TTGGAATCAACAAGGGATCA TCGGAGTAAAGGAGGATGGA 277

Ad07A12767 Aradu.A07 12767 p2 (AT)6 12 61343602 61343613 GGACAAAATGCCCCAAAGTA AATGGGGTTAGGGTCAAGGT 220

Ad07A12769 Aradu.A07 12769 p4 (AAAC)5 20 61352179 61352198 GCCTCTCTTCAGTCTTGACCC TGCATGCATGTAGTATCCCAA 241

Ad07A12770 Aradu.A07 12770 c (A)10gttacat(AAC)19(AAT)692 61356261 61356352 TTCGTAATGCAAACCAACCT TGCTTGTTTATTGGTGTTGAGTC 192

Ad07A12773 Aradu.A07 12773 p3 (AAG)6 18 61361463 61361480 AACCCTTGAGTGATGATCGG GCAAAGGAGAGAGGACATGG 152

Ad07A12774 Aradu.A07 12774 p2 (AG)6 12 61380396 61380407 TTAGTAGGACCGCCCAACAC AGGCCCTTCCTAGCTACTGC 227

Ad07A12776 Aradu.A07 12776 p2 (CG)6 12 61387139 61387150 AGGAGATCTGCAAGCTACGC CCCCTTTGTCCAATCTTCAA 213

Ad07A12779 Aradu.A07 12779 p3 (AGA)5 15 61398662 61398676 AGGAAGCAAGAGGGAAGAGG TTTGGGTTGATGAAAGAGCC 181

Ad07A12781 Aradu.A07 12781 p3 (TTC)6 18 61442131 61442148 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad07A12783 Aradu.A07 12783 c (A)10caaag(A)11 26 61464527 61464552 TCCATTTCCGACGAGATAATAA GCAAAATCGTCGAGATTGAA 280

Ad07A12784 Aradu.A07 12784 p2 (AG)6 12 61471810 61471821 ATCCAAGCCCAGAAACACAG CCAATTTGGCAACATGAGTC 278

Ad07A12785 Aradu.A07 12785 p5 (TTTTA)5 25 61474518 61474542 GTGCTAGGTGGGAGACAACC TTCTGTGCGTTGGATCTTTG 243

Ad07A12786 Aradu.A07 12786 p2 (AG)6 12 61480346 61480357 GGAGCCAGAGAATGGAGAAA ACATGAAAGGGTTCAAGCCA 272

Ad07A12787 Aradu.A07 12787 p2 (AT)9 18 61490411 61490428 TGTTCCTTGGTGTTTTTCCC CGAAAAATTTTGAAATTGAAATCTG 212

Ad07A12790 Aradu.A07 12790 p4 (CTAT)10 40 61508562 61508601 AGCGAAATCGAACAGCAAAT AAACAGGACGCGAACACTTC 198

Ad07A12795 Aradu.A07 12795 p2 (TA)7 14 61523157 61523170 CAAGCTCTTAACTCAGCCCG AACTCCAGAAGCGAAGTGGA 180

Ad07A12799 Aradu.A07 12799 p2 (TC)26 52 61539732 61539783 TCCTTCCTCTGTTTCCCTCA ACCCCTTCTACCCAATCCAC 239

Ad07A12801 Aradu.A07 12801 p2 (CT)6 12 61605563 61605574 TTTAACGCTAGAAAGGGGCA GGGAAGAGGTGTTGAGGTGA 257

Ad07A12803 Aradu.A07 12803 p3 (TCT)6 18 61648700 61648717 CCCCTCTTCACCACTCACAT CCCTCGAGCAAAACAAAGAG 259

Ad07A12804 Aradu.A07 12804 c* (A)10(AT)6* 21 61650399 61650419 TTCCCTGAATGAATGCTTGA TTGGCTTTTTCTGCTTGCTT 239

Ad07A12813 Aradu.A07 12813 p2 (TG)6 12 61707548 61707559 CTCCATGTCTTCTGCAATGG TATGTTGCTGAAAAGCCTCG 135

Ad07A12814 Aradu.A07 12814 p3 (ATT)25 75 61711617 61711691 TCAGGGCAATAAAGTCCACA CATCTCAGTCTCATCACTGTAACG 237

Ad07A12816 Aradu.A07 12816 p3 (AGA)5 15 61718059 61718073 GCTTTTGTCTTCCCTTTCCC CCTCTCTCCCTCTCCTCCAT 179

Ad07A12817 Aradu.A07 12817 p2 (GA)6 12 61724921 61724932 GGGAGCTAGAATCGTGTCCA GGCTTTTCAAAACGAAAACG 270

Ad07A12818 Aradu.A07 12818 p2 (GA)10 20 61729086 61729105 GGGAAGAGATGGGAGAAAGG CGGTGACTGGACGTAGCTCT 255

Ad07A12819 Aradu.A07 12819 p3 (TAA)10 30 61742852 61742881 GCACATCGCATTTGCATTAG GGGGTTGGACAAGAAGACAA 258

Ad07A12821 Aradu.A07 12821 p4 (CACG)8 32 61756175 61756206 TTGATTTGATTGAAAATGGGAA AACCGTCAAATTGGGGTTTA 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A12825 Aradu.A07 12825 c (AG)15ggtttgaattataagtagaagagaagtgttagcaaatagatagaaagagat(GA)795 61786597 61786691 TCCTTGAGGTGTCAGCAGAA CACTTTTTCACTTCCAATTTTCG 240

Ad07A12826 Aradu.A07 12826 p3 (TTG)5 15 61791397 61791411 CCGGGCTAGGAGCAGTATAA AGGACCTTGAGAAGGCGTTT 205

Ad07A12827 Aradu.A07 12827 p2 (TA)6 12 61793137 61793148 AAGCACAAGATTTGGTTCGC GCTCCTTGCTGAGGCATACT 263

Ad07A12828 Aradu.A07 12828 p3 (AGA)5 15 61795800 61795814 CTAGAGGTTTCTCCGGCCTT TCATCCACCTCCATCTCCTC 161

Ad07A12829 Aradu.A07 12829 p2 (TA)10 20 61812680 61812699 GCACCCGTACCATCAGATTT TGTGTTTTGGAGCTGAATGG 265

Ad07A12830 Aradu.A07 12830 p2 (TA)7 14 61814682 61814695 ATTGATCCACTTGCTCTGGG TTCAGAGAAATCCGTGCCTT 193

Ad07A12836 Aradu.A07 12836 p2 (TA)8 16 61837374 61837389 CAGAATGATCCATCGTGCAA CCATCCCAATCAATTTGTCG 277

Ad07A12839 Aradu.A07 12839 c (ACC)5acta(CT)6 31 61851609 61851639 TTCCATCCACTAACTACCCCA TGCCGTTTAGGACGACTTCT 209

Ad07A12840 Aradu.A07 12840 c (GA)15cagagacagagacagagacagagagacagagagag(AC)11(AG)10107 61851985 61852091 ACTGCGACTTCTTTGGTGGT TCACCATCACCATCACCATT 233

Ad07A12843 Aradu.A07 12843 p3 (TTA)5 15 61856350 61856364 TTTCTTTGATTTTATTGCTTAATGGA CAAACAAAATATATACACACAACGTCT 264

Ad07A12846 Aradu.A07 12846 c (AT)8aactata(TG)635 61859771 61859805 ATGTGGTCTCAAAACTCGCC TGAGATCGGGGCTAAAATCA 235

Ad07A12847 Aradu.A07 12847 p4 (TTAA)6 24 61861317 61861340 TGTAACTGCCCTGTAATGCG ATCCCCTCATACCCATCTCC 266

Ad07A12850 Aradu.A07 12850 p2 (AT)6 12 61869743 61869754 GCCTCTATGGGAAGAAGGGT CAAAATTTCCCCAAAGCAGA 265

Ad07A12855 Aradu.A07 12855 p2 (CT)8 16 61884351 61884366 TTTGTGCTCTGTCAGCCATC TCGCATTGCTATCAGACTGG 254

Ad07A12857 Aradu.A07 12857 p2 (CT)6 12 61895550 61895561 GAACATGTGAGCTGGCGTTA GAGGAGTAGGTTTCGCTCCC 216

Ad07A12861 Aradu.A07 12861 p2 (CT)6 12 61934294 61934305 GGAACATTGAACCTGGAATGA CCAAATTCAAGCCCAGAAAA 205

Ad07A12862 Aradu.A07 12862 p2 (AC)6 12 61935476 61935487 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 251

Ad07A12863 Aradu.A07 12863 p2 (CT)8 16 61943362 61943377 TGGCCCAGAGAACACAGTTT CAATTGGGCAACATCAATCA 266

Ad07A12868 Aradu.A07 12868 p3 (CAT)5 15 62073131 62073145 GCTTTGGCAGAGGTAACCAG GGGTCTTAGGGAGGAGTTGG 237

Ad07A12869 Aradu.A07 12869 c (AAT)10ag(TAA)547 62098311 62098357 AACAAAGGGTGTGAAGTTGAAAA GCTTTATTTTGCATTTGGGG 214

Ad07A12870 Aradu.A07 12870 p3 (AAT)23 69 62104386 62104454 CAAAGGGTGGGAAGTTGAAA GTCCCATGTGCATTGCTTTA 246

Ad07A12871 Aradu.A07 12871 p2 (AG)6 12 62107300 62107311 CGCATTTCAACCCAGTTTTT AGCCAATTGGGCAACATAAA 280

Ad07A12880 Aradu.A07 12880 p3 (CTT)5 15 62231259 62231273 TCTTCATGGGGTAGCTGCTT CTAAAGGAATCCCCATGGCT 277

Ad07A12884 Aradu.A07 12884 p3 (GAT)6 18 62286659 62286676 CAGGCCAATTACACCGAACT TCGGCACAACAGAAGTCTTG 223

Ad07A12886 Aradu.A07 12886 p2 (TG)6 12 62297905 62297916 ACTCCGATCCTTTCTGTTGC ATGGAATCCAAGTAGCACCG 165

Ad07A12894 Aradu.A07 12894 p2 (AC)6 12 62317859 62317870 CCAAGAGTTTCCAAACAGGC TGTTTCCTCCGCAGTCTTCT 253

Ad07A12897 Aradu.A07 12897 p2 (AT)6 12 62324022 62324033 CACACGTGATAAAGGCCGTA AGGACCAATTGAAGTGTCGG 252

Ad07A12900 Aradu.A07 12900 c* (TCT)5(TCTTCC)7*(TCT)9(CTT)5cgtcttcgtcttcttcttcttcctcttcc(TCT)14167 62341411 62341577 AGCGTAACTACACGCGCC GAGGAAGAAGAACGTGCAGC 275

Ad07A12901 Aradu.A07 12901 p2 (AG)8 16 62355817 62355832 GGCTGCAAAGTGGAGGAATA AAACCTGGAACTCAGAAGAAATTG 182

Ad07A12902 Aradu.A07 12902 p2 (AC)9 18 62360403 62360420 CTCACACTCAGCACTGCCAC GACGGCGTCTCTCTCTCAAC 203

Ad07A12903 Aradu.A07 12903 p2 (GA)7 14 62360522 62360535 ACACACACACACACACACCG GACGGCGTCTCTCTCTCAAC 154

Ad07A12906 Aradu.A07 12906 p2 (GA)25 50 62377167 62377216 CCGTCGTTGAAGAGAGAAGG ACGGTAGGAACATCTGCACC 274

Ad07A12909 Aradu.A07 12909 c (TGG)5taggtgatgaatcatgagcaagtggaagaagagaaggaagagttgaaaggaaagagacacccattcttgcaactaagtttcaattaac(GA)15133 62389543 62389675 TTGGCAAACAAGAATTGCAG TTCGGCACACTCCACATAAC 256

Ad07A12912 Aradu.A07 12912 c (AG)9aa(AG)8 36 62396747 62396782 TCAGTCTTGATAAGGTGCCAAA ATCTGGAGGGATATACGGGG 238
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Ad07A12913 Aradu.A07 12913 p2 (AG)7 14 62398158 62398171 CCTCAAATCCATCAGCATAGC TGGTGGTCTCAATCAAATGC 128

Ad07A12916 Aradu.A07 12916 c (CTA)5ttacggttgttttttta(T)1042 62399989 62400030 ATTGTTGGGCTTTCGAGATG GTGTATGCAGCAACCCATTG 209

Ad07A12917 Aradu.A07 12917 p2 (GA)14 28 62408881 62408908 AGAGGGAGAGAGAGGGTTCG AAACCACCTAACCACTTTTCCA 239

Ad07A12918 Aradu.A07 12918 p2 (CT)6 12 62413289 62413300 TATCGTGTTGGTGACCCGTA GAGGGTTTGCAATGTGGACT 280

Ad07A12919 Aradu.A07 12919 p4 (AAAT)7 28 62427968 62427995 TGCATCATGTGTTTTGATCC AAACATTAATTGTTGATGATATTTTCG 252

Ad07A12921 Aradu.A07 12921 p2 (GT)6 12 62438859 62438870 ACGTCAATGGCAACACGATA ACTAACCCACACCACCCAAA 229

Ad07A12923 Aradu.A07 12923 p2 (TC)20 40 62449046 62449085 CCCTCATCACTAATCCCCTTC CGCCACATTCTACTGGATCA 211

Ad07A12924 Aradu.A07 12924 p2 (TA)6 12 62450375 62450386 TGAGCGTGTTGGACTCTCTG ACACACTCGAACGTCGACAA 270

Ad07A12927 Aradu.A07 12927 p2 (TA)8 16 62473190 62473205 AGTAGTGGCGGCTGAGAAAA CCCGTGGAGACCCGTATAAT 113

Ad07A12929 Aradu.A07 12929 p2 (AT)7 14 62507072 62507085 GAACCCCATTTGGAGATGC TGCTTCAGCAGGTAGTGTGTG 280

Ad07A12930 Aradu.A07 12930 c (AT)11(AC)9 40 62507237 62507276 CAAATCCAAGTGACAGCATCA GGGTTAAGCATGCGTTGATT 194

Ad07A12932 Aradu.A07 12932 p2 (AT)6 12 62540107 62540118 GGGGACAAAATTATCCCAATG TTTCAAGGTTGTAATGGGGC 251

Ad07A12933 Aradu.A07 12933 p2 (AG)6 12 62541226 62541237 CAGCAATTTCTGGGCTGTTT TCCTAAGGGAGAGGAGAGAGC 167

Ad07A12936 Aradu.A07 12936 p2 (GC)6 12 62565289 62565300 TGTTTGGAGGTGTTGGATGA GCACCACTCTCGGAATAAGC 208

Ad07A12938 Aradu.A07 12938 p3 (GTT)5 15 62612050 62612064 CAGTCTGTTGTGCCTTTCCA TGCACCTAGAGGTCCGTCTT 251

Ad07A12939 Aradu.A07 12939 p2 (TA)7 14 62617331 62617344 AAGCTAGTTTGGGCGTCAGA CGCAAATAAGAAGGAATGCG 197

Ad07A12943 Aradu.A07 12943 p3 (TCA)5 15 62652023 62652037 TTCCCAAAACATGCTGTCAA TGGACCATCATTCTCGATCA 216

Ad07A12944 Aradu.A07 12944 p2 (AT)6 12 62652343 62652354 GCTCAACTAGGTCCGACGAG TCGAGTTTGATATTCGTCGAT 204

Ad07A12945 Aradu.A07 12945 p2 (GA)7 14 62656473 62656486 GAATGAGCCAGGGAGAGATG CAACAGAGCTCCGACAATGA 273

Ad07A12946 Aradu.A07 12946 p3 (AAC)10 30 62660080 62660109 TTTGGATGCGACACATTGAT GCGTCGGTTGATTCATGTAG 268

Ad07A12950 Aradu.A07 12950 p5 (AAATA)5 25 62729239 62729263 TCTCACTTCTTTTTCAAAACTCCC CCTCATTTTCACTTGGGTTCA 228

Ad07A12953 Aradu.A07 12953 p2 (CT)8 16 62755028 62755043 GGAACATTGAACCCAGAATGA AACCAAAAATTACTGGGGGC 271

Ad07A12955 Aradu.A07 12955 p2 (AG)7 14 62796930 62796943 GGAAAGTTGAACCTGGAATGA TTTCTGGGCTGTTTTTGACC 232

Ad07A12958 Aradu.A07 12958 p3 (AAT)7 21 62823386 62823406 GGGGATTGTTCGAGTATGGA TGCAATTGACACCAAACATAAA 258

Ad07A12959 Aradu.A07 12959 p3 (TAC)5 15 62829547 62829561 AACAAAAAGTATTGCCACCACA CCCAAAACACAGGTTGTTGA 271

Ad07A12960 Aradu.A07 12960 p3 (TTC)6 18 62839992 62840009 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 272

Ad07A12961 Aradu.A07 12961 p2 (CT)9 18 62849241 62849258 GGATTGCACACTAAGGGCAT GGGTTTTTGGGGAAGAGGTA 196

Ad07A12964 Aradu.A07 12964 c (AACT)9aatcaactaaaataaatggttaatgacgttggga(T)1080 62881905 62881984 CATTTAGGCAATAAGGGGCA CACGAAGGGATTTTTGTTGG 244

Ad07A12965 Aradu.A07 12965 p2 (AG)7 14 62882743 62882756 CCTAAAACCCGGAGAAGTCC TTCATAAGGAGAAGGCTCGC 139

Ad07A12966 Aradu.A07 12966 p2 (GA)7 14 62903896 62903909 GCCAACAATTTGCAACAATC TCCCTTCTTCCTTCTATCTCCC 246

Ad07A12969 Aradu.A07 12969 p3 (AGA)5 15 62932427 62932441 TCTCCCATTACTCGGAGGTG CCTTGGCCGAATACACATCT 218

Ad07A12970 Aradu.A07 12970 p2 (TA)8 16 62939838 62939853 AAGGTGGGTAGAATATAACAACTCG CCTTCATAGCTTTGTTGGTGA 248

Ad07A12971 Aradu.A07 12971 p2 (CT)17 34 62945040 62945073 AATTCTATGGCACACGGGAG TTTTGACTTGCCTTTCAGCA 201

Ad07A12972 Aradu.A07 12972 p3 (ATA)15 45 62947546 62947590 CCACCATTAAGGGTATTATCGAC TTTCGTGTAACATCATCGTTCTT 264
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Ad07A12975 Aradu.A07 12975 p3 (TTA)5 15 62979103 62979117 ACAACGGTGATGCCCTACAT CCCACGGAAATTGTTGGTAT 268

Ad07A12981 Aradu.A07 12981 p5 (TCTTC)7 35 63010301 63010335 CTCACGCATATGTGTCACCC TGATGGTGGATGGTGAATTG 234

Ad07A12982 Aradu.A07 12982 p2 (TA)6 12 63016532 63016543 CATTGAAATATGGCAAGATAAGAA TTCTTGATCATATGGTTGGAATC 253

Ad07A12984 Aradu.A07 12984 p3 (TAT)6 18 63029400 63029417 AACCGCTTGATAGGATCGAA GTGCCAAAATCTTTCGGGTA 265

Ad07A12986 Aradu.A07 12986 p2 (TA)8 16 63044773 63044788 TCATCATCCGTGTAATAATCTTCG TTGAATGATTGTAGGTTCAAAAAGA 243

Ad07A12987 Aradu.A07 12987 c (A)10gaaaaaaaagtgatacatatataaaaaaaaagaaaataaactt(A)1063 63045389 63045451 CACTCCTCTTAATAATTGCATTGCT CGACTATTTTCTTGGATATGTTATTTT 151

Ad07A12988 Aradu.A07 12988 p4 (TTCT)10 40 63047979 63048018 AATCTCGGTGGACTCACCAC AAGGCGAAAGAATAATGCGA 144

Ad07A12989 Aradu.A07 12989 p3 (ATC)5 15 63049760 63049774 TTGAAGCTAGATAGACAATATTTGACA CCATTCTAATTCTCATTCATTATGC 144

Ad07A12991 Aradu.A07 12991 p2 (CT)7 14 63050823 63050836 GATACGTTCACCCAATTCCG TGTGAAAAGTGAACCGATGC 112

Ad07A12993 Aradu.A07 12993 c (T)10ctttttctctttcttttctttctc(T)1044 63067052 63067095 AGATTGTGACCCAGCTTTGC TGGCTCTTGAAAGAATGAGGA 246

Ad07A12996 Aradu.A07 12996 p2 (AG)6 12 63084343 63084354 GGCCCGAAAAACACAGATTA CATGGAAAGGTTCATAAGCCA 244

Ad07A13002 Aradu.A07 13002 p2 (CT)6 12 63125495 63125506 TTGAACCTGGAATGAAGAAGAA CGCGTACTGGACGTATCAGA 257

Ad07A13003 Aradu.A07 13003 p2 (TG)10 20 63126208 63126227 GCAAATTTAAGGCCAAAGAAA TTCGTAACTCTGCCGTTGTG 214

Ad07A13005 Aradu.A07 13005 p2 (AG)6 12 63153561 63153572 GGTGAAGTGTTTTTGGGGAA CATTTTTGCATTTGGTGCAG 148

Ad07A13008 Aradu.A07 13008 p2 (AT)6 12 63184199 63184210 TTGTTTATTGTTCCCTCGCC TTAAACCGCAATATCGCTCC 191

Ad07A13010 Aradu.A07 13010 c (A)10ttttgttgatatactagctg(T)1343 63186344 63186386 TCACAAAACTTATTAACTCCCTAACA TCTTCAAATTAAAGTTCACATTGC 187

Ad07A13013 Aradu.A07 13013 p2 (GA)9 18 63194320 63194337 ATGGGATTAGGCCATTAGGG TTCAGAACGACCGATTTTCC 177

Ad07A13014 Aradu.A07 13014 c (CAT)6t(ATC)5 34 63200935 63200968 CCCAGCTGGATTACTCCTTG ACTGGTTTCTGGACAGGGTG 148

Ad07A13015 Aradu.A07 13015 p2 (AG)18 36 63201646 63201681 TGCTTTGATTGAAAAAGGGG GGCTCAAAGCTCTCATGCTT 214

Ad07A13016 Aradu.A07 13016 p3 (GAG)5 15 63201954 63201968 GAAGTCGTGGAAGAAGACGC CCGAGAAGATTCTACGGTGC 259

Ad07A13018 Aradu.A07 13018 p3 (TAT)6 18 63206559 63206576 AAGCCTTAATATGGTATAATTGGCA TCAGTCTTAATTTCTCTTCTGAACATT 161

Ad07A13019 Aradu.A07 13019 p2 (CT)6 12 63206899 63206910 AAACCCTAAATCCACCCCAC TGGGTTTGGCTACGTCTACC 180

Ad07A13021 Aradu.A07 13021 p3 (TTG)5 15 63207307 63207321 CGTGCCACCTCTATGTCTCA ACTCCACCACTACACCTCCG 235

Ad07A13024 Aradu.A07 13024 p2 (AT)6 12 63229327 63229338 TGCTTTGCCTAGAGGCTTGT CCTCACATCGTAAAGCAAAGG 253

Ad07A13025 Aradu.A07 13025 p2 (AT)8 16 63229804 63229819 TGGCACTTTAATCATAATCTGGAA TCAGAGACTGCATCGATTCCT 220

Ad07A13026 Aradu.A07 13026 p2 (GA)18 36 63235656 63235691 TTAACGCATGGGCATCTACA GATGTAATGCAAGCCTTGGG 232

Ad07A13027 Aradu.A07 13027 p3 (AAT)19 57 63238411 63238467 GGGACCAAGTTCAGCAAAAA TTCCTTCATTCCCTTCTGGA 129

Ad07A13028 Aradu.A07 13028 p3 (TGA)5 15 63240751 63240765 AGCAAGATCGCATCACCTTT CTCTTCGGTTACCATCACCA 175

Ad07A13029 Aradu.A07 13029 p3 (TCC)5 15 63248269 63248283 CAGAGCTCATGAATGGCAGA CCAAAAAGAGAGTGCAAGGC 205

Ad07A13030 Aradu.A07 13030 p2 (TA)8 16 63254688 63254703 ACGCACACATGCAGTTACGA TGGATTGAAGAGGAGGTTTTT 107

Ad07A13031 Aradu.A07 13031 p3 (TAA)7 21 63255585 63255605 AAAAAGTATCGTTTTAACATCTCTCAA TTATTATAACCACGTTTTTCCTTTGAC 101

Ad07A13032 Aradu.A07 13032 p3 (TGG)6 18 63257025 63257042 CTCACGTCCTGCATCTGAAA CTGCAAGAGAATCAGGAGGG 254

Ad07A13035 Aradu.A07 13035 p3 (TAA)6 18 63261123 63261140 GGGTATCGGAGAGATAGCCA TCCCCTTAGCACCCCTTAAT 252

Ad07A13037 Aradu.A07 13037 p3 (AAT)5 15 63262943 63262957 ATTCGTCGAACCATTTGACC GTCCAAGGCCTTACCTCCAT 226
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Ad07A13045 Aradu.A07 13045 p3 (AGA)5 15 63291023 63291037 CGGTCTTAGGTGGCATCAAT GCCAAAACCCACACATCTCT 154

Ad07A13046 Aradu.A07 13046 c (AT)7tattatctttttcaaaaatatcctaaccactttctctttttcctcaaatttttcgaaaattttcacaaaacatttttaatttctttt(TTTTA)5126 63304544 63304669 TGTGTCTTTTATGTGTTTTCCTCC ATGATGGAGCAAGGGAGAAG 274

Ad07A13047 Aradu.A07 13047 p2 (TA)6 12 63324975 63324986 GGTTTCCTTTGGGGTTTTTC AAATCGCAACTCGAAAGCAC 194

Ad07A13059 Aradu.A07 13059 p2 (TA)7 14 63439475 63439488 CAGTTTTCAAGCACTCACCG GGGTTTCTGGTGGTAAAGCA 236

Ad07A13062 Aradu.A07 13062 p2 (AT)10 20 63442554 63442573 GCACTTTGGACATATTCATTTGC TTAAACGCTCTTGTCCTCAAA 274

Ad07A13066 Aradu.A07 13066 p3 (TTC)5 15 63465402 63465416 ACACGACCCCTACCCTCTCT CTGGCCTTAGGTGCCATAAA 243

Ad07A13070 Aradu.A07 13070 p2 (TA)8 16 63512769 63512784 TCTCCGTCTAACCAATCAACAA GTGGAAAAATTGGGCAGCTA 218

Ad07A13073 Aradu.A07 13073 c* (AG)10aa(AG)7(AGA)24*106 63527959 63528064 TGAGCCTGAGAGGGAAAAGA CCTATGATAAGAGCTGATGCTTTC 268

Ad07A13075 Aradu.A07 13075 p3 (TTC)9 27 63535162 63535188 CCAAACCTACTCCCTCTCCC CTAGAGGTTTCTCCGGCCTT 258

Ad07A13077 Aradu.A07 13077 p2 (CA)11 22 63542975 63542996 CCACCTGTTTCATACCATGC TTCGATTTACTAGGATAATACGTTGC 261

Ad07A13078 Aradu.A07 13078 p2 (AT)8 16 63543163 63543178 CCCACACACACACACACACA ACATATAGGGTAAATGACATGAAAAA 280

Ad07A13081 Aradu.A07 13081 p2 (AT)7 14 63557504 63557517 AACGTGCCCAACCACATATT CTTCCTACACTGAGGCAGGG 277

Ad07A13086 Aradu.A07 13086 c (TAA)7c(AAT)6 40 63611971 63612010 CACCACACTGTGATCAATGAGA ACCCTGCAAAGAGGTTATGC 274

Ad07A13096 Aradu.A07 13096 p2 (TA)8 16 63638588 63638603 TGATTTGAGCTTTGTGGACG ACAAGGGCTGTTGTGACATT 257

Ad07A13098 Aradu.A07 13098 p2 (AG)8 16 63640987 63641002 GAGGGGAATCAACCATTCAA TGGAAATTGAATCTAGCATGAAG 269

Ad07A13099 Aradu.A07 13099 p2 (AT)11 22 63645020 63645041 GACAATCCCTAAGCACGCAT GCTCCAGGTTGAGATTCGAG 172

Ad07A13102 Aradu.A07 13102 p2 (AT)11 22 63658149 63658170 CGTCACAAGTGTAATTGCTGC GAACCACGTATCCACAAGGC 257

Ad07A13104 Aradu.A07 13104 p3 (CAT)10 30 63659500 63659529 TTCGATTTGCATCATTTTATCC GCTTGATGATGATGGTGGTG 157

Ad07A13107 Aradu.A07 13107 p4 (TAAT)5 20 63661937 63661956 ACGAGGAAAAGTGTCCCTGA TTCGGTTCAATTGGTTTGTTC 211

Ad07A13109 Aradu.A07 13109 c (CAT)6ctttttttacttattcatcttttccttcttgttttaccttctcaagtttcttcttgttttactctcttaataagaatgaaaataaaaaaatcaaaca(AAG)5130 63669232 63669361 TCCTCCTTATCTTCATTTGTTGC TCATTTTCCAAGTAATTTTGTAGCA 205

Ad07A13112 Aradu.A07 13112 p3 (CAC)5 15 63674354 63674368 AAAGCTCTTCCCAGCACAAA TAGGAGGAGATGTGGTTGCC 165

Ad07A13113 Aradu.A07 13113 p3 (TTG)6 18 63676343 63676360 TCCCTGTCCATTTTCCAATC GACCTTACGTTCAAGCCCAA 258

Ad07A13115 Aradu.A07 13115 p2 (TA)7 14 63700440 63700453 GGGGCGCCCTATAGATAAAT TTTTAAGTGTGGGGAGGTCG 189

Ad07A13120 Aradu.A07 13120 p2 (AT)12 24 63753559 63753582 TGACATTCAAAGTGTCGTTGC CGTTAAACGCCCAGAATGAT 274

Ad07A13121 Aradu.A07 13121 p2 (CT)6 12 63754523 63754534 AACCACCTAACCACTTTTTCCA GAAGAATTCGAACGCAGAGG 198

Ad07A13122 Aradu.A07 13122 p2 (AT)6 12 63764858 63764869 AAAAATCCACCCAAAATTTCTT TCAGCTTCATCTTCTGCTGC 268

Ad07A13123 Aradu.A07 13123 p3 (AAG)8 24 63765746 63765769 GTGGTGTTGATGACGACGAT GCGCTTCTCCAAAAATGTGT 111

Ad07A13126 Aradu.A07 13126 p3 (TAT)6 18 63773764 63773781 GGTGGCAAGACTTTCGAACT AGCCAATGCATGTGTTGTTG 196

Ad07A13128 Aradu.A07 13128 p2 (AG)6 12 63775051 63775062 AATATCCCATTCCACCGTGA TTCCTTTCCGTCAGCTCTGT 156

Ad07A13129 Aradu.A07 13129 p3 (AAT)5 15 63775246 63775260 GGTGGCAAGACTTTCGAACT AGCCAATGCATGTGTTGTTG 189

Ad07A13131 Aradu.A07 13131 p3 (TGT)9 27 63779236 63779262 TGCATCCCGATTCAACTGTA TATGCTGACGGCAATGACTC 245

Ad07A13133 Aradu.A07 13133 c (TA)6aacagaaatt(A)1032 63796051 63796082 CATCCCAATATTTTTGGTTTATCA TTTTCAAGGCTACTGCATCG 239

Ad07A13134 Aradu.A07 13134 p3 (TAT)5 15 63797640 63797654 CCAGCTAGCTTTGGATTTGG TTTTCTTTCACACAACAACAATAACA 143

Ad07A13136 Aradu.A07 13136 p2 (TA)9 18 63800590 63800607 TTTCCGTGGCATTGTAATTG CCATTTCGAGTGTGATGTGAA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A13137 Aradu.A07 13137 p3 (TAT)14 42 63822619 63822660 GGCAATTAAAATATAACTTGTGTGCT TTCTAACTCTCAATCATTATGCAACTT 258

Ad07A13140 Aradu.A07 13140 c (ACC)5agaacaga(ACC)5atcaccacattatcatcatgg(TCA)14ccaccaccagaacaga(ACC)5agaac(CCA)6attttaaaatcatcatgg(TCA)8197 63825387 63825583 TACCCTTCTCCTTTCACCCC TGTTGCTGAAATTTGTTGTGG 268

Ad07A13141 Aradu.A07 13141 c (AAG)6aattactggtgcggtaagaagaagaaa(AAG)6(GTG)578 63825710 63825787 CCAAAACAAATCCAGTTCACAA GATAGGGGAGTGGGGAAAAA 233

Ad07A13143 Aradu.A07 13143 p4 (ATTT)5 20 63827424 63827443 CCAACATCCTTTTATTCAAATTCA TGTTGTTTTGATTGCCTGCT 278

Ad07A13148 Aradu.A07 13148 p4 (AAAT)5 20 63844044 63844063 TTGGGTTGACTTGGTCAAAA CCATGATGGAGAAAGGGAGA 253

Ad07A13151 Aradu.A07 13151 p3 (AAT)15 45 63860116 63860160 TTTCCTTCTCGAAGCACTCC AACACGATCCTCTCCTCCCT 227

Ad07A13153 Aradu.A07 13153 p5 (AAAAT)9 45 63870341 63870385 CCATGATGGAGAAAGGGAGA AATTTTCGAATCCCTTGGGT 272

Ad07A13155 Aradu.A07 13155 p2 (TA)11 22 63877755 63877776 CGTTTTGGCATCAAACGATA TCAACCATGTATCCATAAAAAGTTAAT 255

Ad07A13156 Aradu.A07 13156 p2 (CT)6 12 63881570 63881581 AGGGAGGAGAGTAGCTTGGC AAGAGGTGAAGGCACGAAAA 227

Ad07A13162 Aradu.A07 13162 p2 (AT)6 12 63912414 63912425 CCACCAACTGGCCTAACATT TTGGCGAATAAAACAGAGGC 275

Ad07A13164 Aradu.A07 13164 p3 (AGA)6 18 63926186 63926203 ACTCGGAGGTGGAAGCTTTT CATCCCTCTCCCTCTCCTTC 194

Ad07A13165 Aradu.A07 13165 p3 (AAT)9 27 63940908 63940934 AACGAATAAGAGAGGAGAAATGC TAGCAACCATCCACAACACG 217

Ad07A13180 Aradu.A07 13180 p3 (AGA)6 18 64069891 64069908 CGTGAAGGAGAAGGAATGTGA ACACAAAATTGCTTTTGCCC 181

Ad07A13182 Aradu.A07 13182 p2 (CA)8 16 64078614 64078629 TCGGGAAATGACCTGAGAAC GCAGCCATTTAAATCAAAGCA 230

Ad07A13185 Aradu.A07 13185 p4 (TTAA)5 20 64079660 64079679 GCTTCACCTTCCCCTCTTTC TGAGGCTGCAACCCTAAACT 254

Ad07A13188 Aradu.A07 13188 p3 (ATA)5 15 64082198 64082212 TGCATTGGCAGAAGAAACAG CAGGGAATGGAATTGGCTTA 200

Ad07A13189 Aradu.A07 13189 p3 (CAT)5 15 64082317 64082331 GCAACCCAATTTGCTTCAAT TTTTCGATCCGAATACCCAG 181

Ad07A13191 Aradu.A07 13191 p2 (AT)6 12 64085404 64085415 TGGATCGAAATTTTTCGGTTAT TTCCATTAAACATTGACCCAATC 102

Ad07A13192 Aradu.A07 13192 p2 (GA)8 16 64086090 64086105 CTCCACTGATTACCCGGAGA CTTTGTTGCCCCCACTACTC 257

Ad07A13198 Aradu.A07 13198 c (T)10gaaaaaataagataagatata(T)1041 64119424 64119464 CCGTCCATCTTTCATTGCTT CGCAAACGTGTGCCTTATTA 249

Ad07A13201 Aradu.A07 13201 c (AC)10aga(AG)6 35 64128111 64128145 CACATTTTCCCAGATCAGCA ATCTTTCAGGCCGTCAGTGT 279

Ad07A13202 Aradu.A07 13202 p3 (GAA)6 18 64135924 64135941 TCCCTTTCCTTCATCTGCAC AAAAAGCATCAACGTGGTCC 267

Ad07A13203 Aradu.A07 13203 p4 (TTAA)5 20 64139566 64139585 CCACATCAACTTTTGCGTCA GCAGCAACATAAACAGTTGAAA 280

Ad07A13204 Aradu.A07 13204 p3 (AAT)6 18 64146023 64146040 CCGGGTATTGGACTAGTTGG TTGTTCAAGATTTAGTCACTCAACATA 221

Ad07A13205 Aradu.A07 13205 p2 (TC)9 18 64147206 64147223 TTTTCCCTTAATGCTGGTCG GGATCGAAGACAGAGGCTTG 235

Ad07A13207 Aradu.A07 13207 p3 (TTA)5 15 64149974 64149988 CGTCAAGCCAAGTTTGATGA ACTCACCAGCAGGGCTAAGA 170

Ad07A13212 Aradu.A07 13212 c (T)10cgtttttcttc(T)10ctcttttttttcg(T)1054 64176829 64176882 TCCCCAATTAGAGGTGTCCA TTGTTGGCTCTTGAAAGAATGA 256

Ad07A13213 Aradu.A07 13213 p3 (TAT)6 18 64212787 64212804 AGCACCACCAATGGATGATT ATCCCCTCCTTCATATTGCC 262

Ad07A13223 Aradu.A07 13223 p5 (TATTT)6 30 64233112 64233141 CAAAGCTAACCTATCCGAACTCA GATCCTGCAAAATCACGTTG 226

Ad07A13233 Aradu.A07 13233 p3 (AAT)5 15 64298547 64298561 TTGATTTTCTGTGCTTCTTTACTCA TCTTCATCGGTAAAGCCAGG 279

Ad07A13235 Aradu.A07 13235 p2 (AT)9 18 64304182 64304199 TGTGCTTATTCCGTATAGTGCG TACCTCCACCTCCTCCTCCT 275

Ad07A13242 Aradu.A07 13242 p2 (AT)10 20 64324962 64324981 GCCATGCAATGCAATTCTAA CAAAATCCAGTGAGGGTTCA 271

Ad07A13243 Aradu.A07 13243 p2 (AT)8 16 64333488 64333503 GGGTGTTGGGTGTCACTTTC AAGGTTAGAGTTGCTAATGCTTCA 211

Ad07A13247 Aradu.A07 13247 p2 (AT)8 16 64350653 64350668 TTCGCTACTAACTAGGCTCTTTCA GGGGATGAATTACAAAAAGGAA 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A13249 Aradu.A07 13249 c (TGG)5ta(GCG)6 35 64352627 64352661 GTCACTGGGTGGTGCTTTCT AAACATGGACGTGAAGGAGG 249

Ad07A13250 Aradu.A07 13250 p2 (TA)7 14 64353130 64353143 TGATTGTTAATAAACGGCTAAACG GCATTACAACAATACATAACAAGAAGG 275

Ad07A13252 Aradu.A07 13252 p3 (TCC)6 18 64375495 64375512 GAAACCCCAACGAGTCTTCA CGCGAAAATGATTCACCTCT 251

Ad07A13253 Aradu.A07 13253 p2 (AT)9 18 64379998 64380015 TCAACCTCACAGCTATGACACA CCTAACGGCAGGACAACATT 258

Ad07A13255 Aradu.A07 13255 p4 (AAAT)5 20 64389396 64389415 CATTTTACTGCTTTTGCCTCC GCAACGTAATATGAAGCATTAGAAA 264

Ad07A13258 Aradu.A07 13258 p3 (TTC)5 15 64417701 64417715 CCCATAAACCCCACCTACCT CTAGAGGTTTCTCCGGCCTT 237

Ad07A13261 Aradu.A07 13261 p4 (TTAT)8 32 64432592 64432623 ATGCGATAACAAAGGATGGC TATCCGTAGATCCGATTCGC 191

Ad07A13265 Aradu.A07 13265 p4 (TAAA)7 28 64477164 64477191 GCAAGCAATGGATTTTGGTT CAACTCCAGCGACGTGAAT 203

Ad07A13266 Aradu.A07 13266 c (AT)10(A)67 87 64480976 64481062 GCAAGCTGGCGCTTATTTTA CAGTTGTGAAAATTGAACCGAA 273

Ad07A13268 Aradu.A07 13268 p2 (AT)12 24 64481993 64482016 CACCCTTGGGTATCTGATGG CAGGTCATGCATGGGTCTTA 230

Ad07A13269 Aradu.A07 13269 p2 (TC)6 12 64491707 64491718 GTTGCAAACAGCTCGTCAAA AAACGAACCAAAATGCGAAC 198

Ad07A13272 Aradu.A07 13272 c (GA)11gt(GA)10 44 64499354 64499397 ATTCGCAATTGGATCTCGTC CAACTTGTTGGCTTTTCGGT 280

Ad07A13273 Aradu.A07 13273 c (T)10catttttaatatttattattttttaacttttagactttaaaaag(A)1064 64499729 64499792 GATTGGTAGCAGGAAGCCAG GCAAAAAGATGTACGTTTGATTGTA 264

Ad07A13274 Aradu.A07 13274 p3 (ATG)5 15 64503693 64503707 TGCAGTAGTTGGTGAGGCTG GTGGTGTCTCATCGTCGCTA 179

Ad07A13275 Aradu.A07 13275 p2 (CA)20 40 64510399 64510438 TCGCATTAAAAGTTCGAGCA TTTATTTTTCCCCCATCGTTT 274

Ad07A13278 Aradu.A07 13278 p3 (AAT)5 15 64521435 64521449 GGCATAAAAGGAAAGCATGG CGGTGAAATTATAGGAACCTGC 115

Ad07A13282 Aradu.A07 13282 p3 (TCT)5 15 64561877 64561891 TTCTCCTCCTCATCTTCTACTGC TTTTGGAGCCTTGTGTGTTTC 182

Ad07A13283 Aradu.A07 13283 p3 (TCT)5 15 64562474 64562488 TCATCTTCCGCTGCTTCTTT TGTGTTTCTTCTTCTTCTTTGTTTG 164

Ad07A13285 Aradu.A07 13285 p3 (TTA)22 66 64565663 64565728 TGGAAATTATGGGATGCTTTT CCAAAAGGTATTTTTCTGTACCAA 277

Ad07A13289 Aradu.A07 13289 p2 (CA)6 12 64571543 64571554 TGTTGCTTTTGCTTATGCTGA TGCTCCCAAAGATATGAAGGA 235

Ad07A13295 Aradu.A07 13295 p2 (CT)6 12 64584144 64584155 GGTTTATTCCATTCTGACGCA TTGAGGGGAAACGAGTTTTG 104

Ad07A13297 Aradu.A07 13297 p4 (ATTT)8 32 64643068 64643099 CTTGCCGGTTAGTTTGTGGT AGAGGGATGGGAAACTTGCT 205

Ad07A13298 Aradu.A07 13298 p3 (ATG)5 15 64650491 64650505 GCAATAATTGAATGCTAAAGCC GTCTCAAAAGCCAAGTGGGA 112

Ad07A13300 Aradu.A07 13300 p3 (AGA)6 18 64677264 64677281 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 240

Ad07A13305 Aradu.A07 13305 c (TC)10tt(TC)10 42 64704939 64704980 AAAAGGAACATTGAACCTGGAA GGTTTCGCAATCAGCAATTT 267

Ad07A13306 Aradu.A07 13306 p2 (TC)11 22 64725977 64725998 TCAATTCCCACCCATTCATT GCAAGGCTTTTCCAATACCA 233

Ad07A13308 Aradu.A07 13308 p3 (TCT)7 21 64739772 64739792 ACCCCACAGGATCATCTCAG TAGAATTTTGCTCGCCCTTG 235

Ad07A13309 Aradu.A07 13309 p3 (AAG)9 27 64739911 64739937 CCACCTCTCTCCCTCTCCTT TGACTCAGAGGTGGAAGCAA 219

Ad07A13310 Aradu.A07 13310 p3 (TTA)5 15 64759188 64759202 ACATCGGTGATGCCCTACAT CCCACGGAGATTGTTGGTAT 268

Ad07A13311 Aradu.A07 13311 p3 (TTA)5 15 64766346 64766360 GGGAAGGTTGTCCTTCAACA GAAAATTCCTCCAAAAAGCG 231

Ad07A13312 Aradu.A07 13312 p3 (TGA)5 15 64773474 64773488 CCAGATCTCGACCTTTCCCT CAAAGGCTTCCCAGTAGCAG 279

Ad07A13314 Aradu.A07 13314 p2 (TC)10 20 64783908 64783927 TCACCAAGGAATGGTTGAGA ACAGTTGGGGATCCCATTTT 213

Ad07A13315 Aradu.A07 13315 p4 (AATA)6 24 64841027 64841050 GTCCAGCAACCGACAATCTT TTTTTCGGTAGAAAATAAAAATTAGCA 179

Ad07A13317 Aradu.A07 13317 c (TAT)16(TTAG)5 68 64854065 64854132 TCCAACCATTAGAGATTCCTGA TTTTGAAACACCAAGTCTAATCACA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A13318 Aradu.A07 13318 c (ATA)5aaggctatatcatttaatgcgtcctgatttatttttttaagagaacgcatgcttaaaaaaga(T)1289 64860396 64860484 CAACTACCACCATAACAACACCA GTGCGTGACGATGCAATTAT 164

Ad07A13319 Aradu.A07 13319 p2 (TA)7 14 64860962 64860975 GAAGAATGATGTGGCCTGCT AACTTTTGGGATGAATGGTTTC 249

Ad07A13325 Aradu.A07 13325 p2 (GA)19 38 64877610 64877647 TTGAAAACCGGGAGCTAATC AGTTATGGCTCCCGGAAGAT 183

Ad07A13329 Aradu.A07 13329 p2 (GA)6 12 64923968 64923979 AAAAACAATGCCAAAAAGCG TTTTTCTTTTCCCTCTCCTTAAAA 245

Ad07A13330 Aradu.A07 13330 p3 (AGA)5 15 64932081 64932095 TTGCCTTCCCTTTCCTCTTT AAACCCCTCTCCCTCCACTA 266

Ad07A13332 Aradu.A07 13332 p4 (ATAA)5 20 64935136 64935155 AAGGAGGAGAAAAGGGTTCG AAACGTAATAAGGGAGGGGG 151

Ad07A13333 Aradu.A07 13333 p2 (AT)6 12 64935297 64935308 CCCCCTCCCTTATTACGTTT TGCGTCAGAGTGCAGAGAAT 236

Ad07A13334 Aradu.A07 13334 p3 (ATA)5 15 64943883 64943897 TGAAGCAAGAAAAAGCAGCA GCCTTGGATCCTTTTTAGCC 217

Ad07A13335 Aradu.A07 13335 p2 (TA)6 12 64951328 64951339 TCCAGATACCAGCTTAGGAGTTTT ACGGAATCGCGTATGTTAGC 268

Ad07A13337 Aradu.A07 13337 p3 (GAA)5 15 64956912 64956926 TGTTTTCATCCCCAATCTTTTT GACAGAAGTAGATCGTGGACAGC 217

Ad07A13341 Aradu.A07 13341 p2 (GA)15 30 64982920 64982949 AAGAGCAAGGCGTTCCTACA TCTTCCTCCACATCCGAATC 149

Ad07A13342 Aradu.A07 13342 p3 (GAA)5 15 64986116 64986130 CGTTTCAGGCCTAAGGTGAG ATTCGGCCTCTGTAATGCAC 162

Ad07A13343 Aradu.A07 13343 p3 (TGA)6 18 64995736 64995753 TGTCTGGGCTGATTATGCTG TCAGCCGAAGTAGAGGAAGG 249

Ad07A13345 Aradu.A07 13345 p2 (GA)6 12 65016742 65016753 AGGGATGAAGGTGATTGGTG TTGCACTCTAAGGGCGTTTT 211

Ad07A13347 Aradu.A07 13347 p2 (GA)8 16 65027720 65027735 CCAACCACCTCTTGCTTGTT ACACGGTTGTGAAGAGGAGG 213

Ad07A13352 Aradu.A07 13352 p3 (CCG)5 15 65037897 65037911 AGAACGCTCCTCTTAACGCA CCGTCCTCTAGCACTTCCTG 273

Ad07A13353 Aradu.A07 13353 p2 (AG)6 12 65039733 65039744 GGAAGCATAAGCATGAGGGA TCATTCCCGGTTTCTGCTAC 245

Ad07A13354 Aradu.A07 13354 p2 (GA)8 16 65039853 65039868 GGAAGCATAAGCATGAGGGA TCATTCCCGGTTTCTGCTAC 245

Ad07A13356 Aradu.A07 13356 p3 (ATT)17 51 65056479 65056529 GAGATGATATTGGACTGATTGAAAAA GTGGGACAAGGCTTTGTTGT 213

Ad07A13358 Aradu.A07 13358 p3 (ATT)16 48 65063249 65063296 AAATGTTTGGTCGAACTGGC TAGAAATGATACCGGGCTGG 179

Ad07A13365 Aradu.A07 13365 c (A)11tttcgaaaatttatgcattgcactcttcatgatcttgaagttgttcttaatgagtctccttgtttgatcttcatattttctagttttgtgtc(T)12115 65103691 65103805 TGGTGTCAATTGCATGTTTT CACCAAGAACACTTTGAAGATCA 280

Ad07A13366 Aradu.A07 13366 p2 (CT)7 14 65107804 65107817 GCCAAAAACAGGCAAGAGTC GAGGTTTTTGGGAAAGAGGG 267

Ad07A13377 Aradu.A07 13377 c (AT)6ggtaacctgcccatccatgaagccccactctccatac(T)1362 65137584 65137645 TGATGTGAATCTCAAACACCG TGCTATCAACACCATAAAAGTTTCC 211

Ad07A13378 Aradu.A07 13378 p2 (AT)6 12 65143409 65143420 TTTGTGGTACGCTAGGCTTG GAACTCATCTGTGATGAACTAAATGAA 256

Ad07A13383 Aradu.A07 13383 p2 (AC)7 14 65149045 65149058 GAGGCCATTGCCACTAAGAG AACCCATAAGTTGCAGGAGTG 262

Ad07A13394 Aradu.A07 13394 p2 (TC)9 18 65188071 65188088 GGTTTTCTAACGAAACGGCA TGATGGTTTAGGCACATCCA 240

Ad07A13398 Aradu.A07 13398 p2 (CT)7 14 65236569 65236582 AGCGCAAATATTATCGTCGG CAAAGAGACGAAGGAGTGCC 266

Ad07A13399 Aradu.A07 13399 p3 (AAT)10 30 65242604 65242633 CACTCGTTGTACCAAAAGTCCA TGAGAAAGTTTGTGGGAGGAA 270

Ad07A13401 Aradu.A07 13401 p2 (TA)8 16 65255987 65256002 GGGGCGTAAATTTTCCTTTC CAATGGAACGCCCTAAAAGA 236

Ad07A13402 Aradu.A07 13402 p2 (GT)10 20 65256514 65256533 CCATATGGCCAACCCTTACA CCCACAAATTCTCCCACACT 191

Ad07A13403 Aradu.A07 13403 p3 (AGA)6 18 65263426 65263443 GGTTCTTGATGGCTTTTGGA CCGAACCTACCTCTCTCCCT 247

Ad07A13404 Aradu.A07 13404 p2 (TG)98 196 65278171 65278366 TGTTGTTGTTGCTGAAATAACGTA CAAGACAACATAAAACAACATTATCAA 274

Ad07A13405 Aradu.A07 13405 p2 (TG)14 28 65285638 65285665 TCCCCTAAATCAAGCACAAGA AAACCCAAAAAGCCCAAAAG 240

Ad07A13408 Aradu.A07 13408 p2 (TA)7 14 65290450 65290463 AGTCATTGACGGAACAAACAA TGGGATGCTTTTCTCTCCTG 271
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Ad07A13409 Aradu.A07 13409 c (A)10gtggcaagagaagaaacgagaatgaaaaacgaagaaagaaaaggagaaagaagg(A)1074 65293251 65293324 AGGTCGGCAATAAACAGTGC AAAAAGCGGCAACACATAAAA 271

Ad07A13410 Aradu.A07 13410 c (TAT)7actttcattttattattgttgttgtta(TTG)872 65294597 65294668 TTGCACGTCTACATAAACCTCAAT CTGGTAGCCTGTAGTTGACGG 218

Ad07A13411 Aradu.A07 13411 p2 (AG)6 12 65295348 65295359 TATCAGAACTCACTGGGGGC CATGGAAATCTGAATTGGGG 216

Ad07A13412 Aradu.A07 13412 c* (AC)6(CACG)5* 29 65298192 65298220 TCACTCACGATCGGATCAAC CTCTGGTCGGTCTTTGCTTC 162

Ad07A13416 Aradu.A07 13416 c (A)10ggaattatatccatg(A)1035 65310229 65310263 AGGCGGGCTTCAGTTATACA TGCACTCACTCTATGGCAGG 127

Ad07A13417 Aradu.A07 13417 p2 (TA)8 16 65310811 65310826 TGCGACAGATTAGTCTTTGACC AGATTTGAACCCGACCTGAA 270

Ad07A13424 Aradu.A07 13424 p3 (TTG)6 18 65354889 65354906 CGTTTGATTCATGTAGCCGA TGCAAAACTATAAAGACCAACAGAA 269

Ad07A13425 Aradu.A07 13425 p3 (ATT)17 51 65357490 65357540 TGCCGAGGAGTTAAAGCAAT GACACTCATGCTGCTGCTTC 238

Ad07A13429 Aradu.A07 13429 c (TC)6(TA)8 28 65361242 65361269 TCGAAGACGCTGTTGTTGTC TTAGCTTCTTGCCGGTTGTT 232

Ad07A13430 Aradu.A07 13430 p2 (GA)21 42 65361491 65361532 AACAACCGGCAAGAAGCTAA TCCAACAAACAAATCCCTCC 223

Ad07A13438 Aradu.A07 13438 c (AAT)12gataataatttaatatttaa(ATC)777 65407372 65407448 TTTTTCCTGTTAAGAAAAGAATTGTA CAATTGTTATGGTTCCCCAA 246

Ad07A13442 Aradu.A07 13442 p3 (AAT)5 15 65426840 65426854 AATGTTGGAAACTTCGACCG ATGTGCACGTTTGTTGCTTG 245

Ad07A13447 Aradu.A07 13447 p2 (CT)8 16 65455670 65455685 TTTGCTTCTTGTGATGGCAG GGGGAAGGAGGAAGAAGAGA 273

Ad07A13449 Aradu.A07 13449 c (AT)8agggagcagtagacgaatcagatttaaaacaacacgatttgaagaataatgtct(TTTA)798 65459693 65459790 TACTCCATGGAACACAGGCA TCAAATGGATCAAATACTTTCCAA 203

Ad07A13451 Aradu.A07 13451 p3 (TAA)14 42 65466461 65466502 CCCTAAACACTGCAGCACAA CTCAGTTTGGAAACCAGGGA 240

Ad07A13452 Aradu.A07 13452 p3 (GAA)10 30 65466718 65466747 CCTTGGGCTTAGAGAGAGCA GATACACACAGCAACGCCAC 277

Ad07A13453 Aradu.A07 13453 p3 (ATC)6 18 65471035 65471052 TTTTGGCCGAAACAAAAATA TGTACTTGAGGTAGCAGTTTCTTAAC 280

Ad07A13456 Aradu.A07 13456 p2 (TA)14 28 65479659 65479686 CTGAACAGCACCCAAGGAAT GAAGATTGTGGGAACAAGGG 279

Ad07A13460 Aradu.A07 13460 p3 (ATA)5 15 65505741 65505755 CAATATTCTCGCATTGAAGCA ACTTTAGGCGGTGACCATGT 127

Ad07A13466 Aradu.A07 13466 p2 (CT)31 62 65511303 65511364 CTGCCAGCTAGGACAGATCA TCTCACCATAACAGTCCCCC 273

Ad07A13468 Aradu.A07 13468 p2 (TA)7 14 65519756 65519769 TCTTTGGACCAATAATGTATGAACA AAACGATATTTTCACTTCTCTTCAA 255

Ad07A13470 Aradu.A07 13470 c (CT)6cct(TC)16 47 65530181 65530227 CGGTTCATAAAAATGAAACCAGT GAAAGAGGACAAAGTGGGAGAA 190

Ad07A13472 Aradu.A07 13472 c (TC)7ttacgctcttttttcccctcccttctctctctttctctct(CTC)569 65530804 65530872 TCCCTCTCTCTCCTTCCCTC TCCCTCTTTTCTCCAAAACAA 217

Ad07A13479 Aradu.A07 13479 c (ATG)6ataatgata(ATG)542 65562015 65562056 GGGCCACTTTTCATATCTTCC TTTTTGGGTCGGATGAGAAC 194

Ad07A13482 Aradu.A07 13482 p2 (TA)7 14 65570594 65570607 ACAAGATCATTTGAACTTTAACTTTG TGTTACCCGTTTTTCAAGGC 120

Ad07A13486 Aradu.A07 13486 p2 (AT)9 18 65576865 65576882 AAAATTACGATTGGAAGATGCAA TGTAGGAAGGTCATTTCACAAAA 196

Ad07A13488 Aradu.A07 13488 p2 (TA)6 12 65592898 65592909 GCAACACTCCGATCGGTAAC TTTGTGTCCCTTTGGGTTTC 189

Ad07A13489 Aradu.A07 13489 c (CT)7t(TC)14 43 65596996 65597038 GGTCGACTTGGAGAAACAGG CAGAAATCACATCGCAATCG 185

Ad07A13490 Aradu.A07 13490 p2 (TA)6 12 65611427 65611438 GCTTGAGCTTGGAATTGAGC TGGGAACTCACAATTTTCTTTG 234

Ad07A13493 Aradu.A07 13493 p2 (CA)10 20 65641906 65641925 GAGATGGGGACAGGAGACAA TGGATGGAGTATGGACAACG 253

Ad07A13496 Aradu.A07 13496 p3 (ATT)11 33 65665009 65665041 TGTCAGATTTTCGTGGAATTT TTTCTGCCTTCATTCTCCCA 260

Ad07A13501 Aradu.A07 13501 p3 (AGA)12 36 65686054 65686089 GCAGAAGGTAGAGACAGCGG GGGAAGGGAAGCTGTCGT 159

Ad07A13502 Aradu.A07 13502 p2 (TA)13 26 65689929 65689954 GCCAGTCTTAGTTTCGCAGG ATCGCAAAATTAAAAGCGCA 159

Ad07A13508 Aradu.A07 13508 p3 (AAT)7 21 65711202 65711222 AGCGTGATTGAGTACGGCTT TTGTTGTTCTCCACGTCCAA 242
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Ad07A13512 Aradu.A07 13512 p3 (AGA)6 18 65744392 65744409 TGCCATTGATGGTAGTGGAA AAATGGCCGAACATTCACTC 236

Ad07A13515 Aradu.A07 13515 p2 (AT)7 14 65771299 65771312 GCATCAAATCTTGATTCCATCAT AAAAAGCATGTAAGCCCCCT 272

Ad07A13517 Aradu.A07 13517 p5 (TAAAA)5 25 65790546 65790570 CCCCCGGTTTCGTTTTATTA TGAATAAAACAAGCACTAAAATTCAAA 271

Ad07A13518 Aradu.A07 13518 p3 (AAT)11 33 65796148 65796180 GCCACCAGCATAACTGAGGT CACCACATTTGGATAAATGAGAC 270

Ad07A13523 Aradu.A07 13523 p2 (TA)6 12 65853797 65853808 TGTTTATCGCTTGGGGTCAT TTTCTTCTCTCTTTCATGTCTATCCA 232

Ad07A13524 Aradu.A07 13524 p2 (AG)8 16 65853923 65853938 GCCTGAGGCTCATAAAATAGATG CACACACAAACACAAATACACCC 255

Ad07A13526 Aradu.A07 13526 p3 (AGA)5 15 65875704 65875718 CCAAACCCTCGAGCAAAATA CGAACCCTAACACTTTCCCA 167

Ad07A13527 Aradu.A07 13527 p4 (TTAT)5 20 65878556 65878575 AAACAAGTTGTGCCAATCCC CACGTAGAAATGTGACTTCCAAA 278

Ad07A13529 Aradu.A07 13529 p2 (TA)8 16 65883272 65883287 AAGTGATGATGGATCGTTTCG TGCAATTTCTATCTCCACCTG 230

Ad07A13534 Aradu.A07 13534 p2 (GA)19 38 65906194 65906231 GCTCTTCGCGGTGAAAAGTA TGCCCAAATTTCATTCAACA 231

Ad07A13539 Aradu.A07 13539 p3 (ATT)5 15 65941604 65941618 CTAGAACCGGTACTGCCAGC TCCAAGGGAAAATGACCTGA 245

Ad07A13541 Aradu.A07 13541 c (A)10gaggaaa(AAAG)537 65955713 65955749 ATCGTATCTGCACCGGTTTT ATTTCACGATCTCGGCACTC 137

Ad07A13542 Aradu.A07 13542 p2 (AG)11 22 65959093 65959114 GTGAGATCTGGACCCGAAAA AGCCATGATCTCGCAGTTCT 236

Ad07A13544 Aradu.A07 13544 p3 (TTA)6 18 65962263 65962280 TTTGTCATCCGATTTAGGGTTT TTTACCGGCTACTAATTCCTATTTTT 100

Ad07A13545 Aradu.A07 13545 p3 (GAA)5 15 65968231 65968245 TTTTCAAGCACATGAAACGA ATAGAAATCGGACCAACCGA 150

Ad07A13553 Aradu.A07 13553 p2 (AT)8 16 66058174 66058189 AAACACACACAAGGCCAACA AAGGATCATTCAGCTAAGGCA 184

Ad07A13556 Aradu.A07 13556 p2 (AT)7 14 66064874 66064887 GGAGTTACGGATCGCAAAAA TGCTGAAAGGGGAGGATATG 272

Ad07A13557 Aradu.A07 13557 p2 (TA)7 14 66068852 66068865 CTGAAGCGGAGTAGTCCTGG ATATCCCAAAATGCCCAACA 156

Ad07A13560 Aradu.A07 13560 p3 (ATT)8 24 66081999 66082022 TGGAAAAATGAGGTAACATGC TGGACATTACCATCCAACAGTC 245

Ad07A13562 Aradu.A07 13562 p4 (AAGA)5 20 66094968 66094987 TCATCCCATGCCTTCCTAAC CGTTCTCCTCTGGTTTCTCG 131

Ad07A13563 Aradu.A07 13563 p2 (TG)12 24 66097783 66097806 TCCCTCGTCATTAATATTGTATCTTG TGCGGCACTCTGATAGTGAG 268

Ad07A13565 Aradu.A07 13565 p2 (AT)6 12 66109588 66109599 TGAAGCCGATTACTTGATGC AGGCGGGTCTTAAGCTTGTT 280

Ad07A13568 Aradu.A07 13568 c* (A)14(AAT)6*aaatcaaattttaatcataattggttcttttctctttc(T)1078 66116627 66116704 TTTGCTTCGAAAATTCATCAGA TGATGATGACGATAAAGATGGTG 183

Ad07A13570 Aradu.A07 13570 p2 (GA)7 14 66125230 66125243 CATAGAGAATTAAGCGCGGC TCCCCTATTTCGAATTTCCC 172

Ad07A13572 Aradu.A07 13572 p3 (TAA)6 18 66133010 66133027 AACCAAGCACATTATCCCAAA GCTTGCAGACAAGATTGCAG 249

Ad07A13573 Aradu.A07 13573 p2 (AT)8 16 66145741 66145756 TTTTCAGCTTTTGGTGTTTTGA TCTGTTGACATTGTTGAATGCT 260

Ad07A13575 Aradu.A07 13575 p3 (TTG)5 15 66161587 66161601 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 208

Ad07A13577 Aradu.A07 13577 p2 (TA)7 14 66219138 66219151 AAGGGGTAAACAAAAACCGC TTCGTGGGAGAATTTTGGAG 256

Ad07A13580 Aradu.A07 13580 p3 (TTC)6 18 66252546 66252563 CACAAACACAACCCCCTCTT CTTCGGATTTCATGTCGGAT 231

Ad07A13581 Aradu.A07 13581 c (T)15cttttgcatattttacgttatta(T)1048 66256029 66256076 TCCTTGTGAATTTGCACTTGA AATTTAAAACGGGGACAGGG 258

Ad07A13586 Aradu.A07 13586 c (T)11atttttggattataaaaagtcacaatctatgtgtttggcactatttt(A)1068 66296896 66296963 GAACAGATTGGCTCACTCCA TCTCGAGAAGCAAGAAGTCATA 201

Ad07A13589 Aradu.A07 13589 p2 (AT)10 20 66305698 66305717 AAATCAGTTAAATTGGATTGACCC TTCCCCCTCTCATTCTCTCA 209

Ad07A13590 Aradu.A07 13590 p3 (AAT)15 45 66322579 66322623 TGCCTTACAGCCTAACACTTGA CATGGCTTTTGGCCCTTC 277

Ad07A13592 Aradu.A07 13592 p2 (TA)8 16 66335313 66335328 TGCAAACACATACTCATGTACCA GATGTGAAATTTGGCTCTACACA 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A13593 Aradu.A07 13593 p2 (CG)6 12 66342259 66342270 AGAGTTATGCCTACGCCACG TGGTGTTTGGAAGTGTTGGA 237

Ad07A13598 Aradu.A07 13598 p2 (TC)6 12 66357783 66357794 CAAAAATTTCCTCCCTCTTTTTC AATTCGAACTCAGAGCGGAA 226

Ad07A13599 Aradu.A07 13599 p3 (TCT)6 18 66361088 66361105 CCAAAAACCCCACCTACCTT CTAGAGGTTTCTCCGGCCTT 230

Ad07A13601 Aradu.A07 13601 p3 (ATC)6 18 66380193 66380210 CCCAGCAGTAGAAGTCGGAG CCAAATCTCGACCTTTCCCT 153

Ad07A13602 Aradu.A07 13602 p4 (TTAG)5 20 66385424 66385443 TCCAACACTTCCAAACACCA GCATGAAGAACTCAAAACCAAG 264

Ad07A13603 Aradu.A07 13603 p2 (AT)6 12 66386759 66386770 GATTTGGGAACATTGGTTGG CTTTGGTCACCACCACACAC 280

Ad07A13604 Aradu.A07 13604 p2 (AG)6 12 66391818 66391829 ACATTGAACCTGGGATCGAG GCCCAAATCAAAGTCCAGAA 199

Ad07A13607 Aradu.A07 13607 p4 (TTAG)5 20 66419765 66419784 TCCAACACTTCCAAACACCA GCATGAAGAACTCAAAACCAAG 264

Ad07A13612 Aradu.A07 13612 p3 (AAT)6 18 66480218 66480235 GGGATCGACCTCACTCATGT GAATCACACAAAACCCATTGC 273

Ad07A13614 Aradu.A07 13614 p3 (AAT)6 18 66481098 66481115 TTAGGAGATAATTGATGCACACA AATGCATGTGCTGTGTAGATTT 106

Ad07A13615 Aradu.A07 13615 c (GT)8(AT)8 32 66481749 66481780 AGCTCTTTCTTAAAAATATTGGCA TTGATAGAATCGTAGTTAGTATCCCA 254

Ad07A13619 Aradu.A07 13619 p2 (AT)9 18 66524606 66524623 TCCCTTTTTGAGGTACATTTGG TCAGTCCATTTTCCAGGCTC 205

Ad07A13620 Aradu.A07 13620 p2 (TA)6 12 66525660 66525671 AAAATTGGACCAACGGATCA GAAGCAAGGGGTTAGGGTTC 172

Ad07A13629 Aradu.A07 13629 p2 (TG)56 112 66563647 66563758 TTTGTTGGCCCCTTTATGTC TTGGGAGAAAATGATGGAGC 267

Ad07A13633 Aradu.A07 13633 c (T)10gccaatcttgagtttgtcatcacaaacacaacatcattcatggttttagccttcaaacga(T)1080 66589972 66590051 TTCATCGGAGTCCATCTCATC TGGAACACTTTTGGGATGGT 262

Ad07A13635 Aradu.A07 13635 p2 (CT)6 12 66592568 66592579 AACTTAGAAAGAGGAGAGAGGAGGA GTGACAAAGCGTCACATGCT 208

Ad07A13638 Aradu.A07 13638 p3 (GAA)5 15 66621927 66621941 CATGCACAAAATTAAAATGCAA TGTTCATTTTTGGCAATCCA 277

Ad07A13639 Aradu.A07 13639 p2 (CT)7 14 66625351 66625364 GGCAACATAAAGTAATCAACAAGG CTGGTTTTGGCCCAGTTCTA 272

Ad07A13645 Aradu.A07 13645 p2 (AT)6 12 66666242 66666253 ATAAAGAAAGCCAAGACGGC GGAGCTACGTCACCGTCAAT 246

Ad07A13649 Aradu.A07 13649 p2 (AT)7 14 66697431 66697444 CCAAACAGCCCACACTTCTT TTCTCGCACAGTTCCAACAC 247

Ad07A13650 Aradu.A07 13650 c (ATT)5atg(T)10 28 66698196 66698223 TCAGATCACCTATGGGAGCC TGGTTTGGCTGCTAAGAAGG 266

Ad07A13651 Aradu.A07 13651 p2 (TC)6 12 66701741 66701752 TGCACCCACTGAACAACATT CCCTCGTTTTCACGAACAAT 235

Ad07A13653 Aradu.A07 13653 p2 (CT)6 12 66704574 66704585 AATTTGGAGCTTGCAATTCG TACATGGGAACCCAACAACA 165

Ad07A13657 Aradu.A07 13657 c (TA)8(GA)6 28 66715025 66715052 CACAAGAAAGAGTAAACAATATGTGAA TTGGTACGATCATGACGTGTT 264

Ad07A13659 Aradu.A07 13659 c (TC)11ta(TC)18 60 66717878 66717937 TACCCTTGCCTTTTGGTTTG TGAATGAATGCCTGAACAGTG 263

Ad07A13661 Aradu.A07 13661 c (A)10cgtcaataattttctatacctcctaaaactctaattagctgaactt(A)1167 66729430 66729496 CCTCTATACAAAATCAAAATCAACAAA TGAGGAAGGAAACCGTGACT 279

Ad07A13662 Aradu.A07 13662 p2 (TA)8 16 66729760 66729775 AGTCACGGTTTCCTTCCTCA TGGAAACGTGGATTTAGTACACA 180

Ad07A13663 Aradu.A07 13663 p2 (AT)6 12 66732266 66732277 CAGTGACTTGTCACCACTTGC CCTCTGTATCCCCAAGCTCA 188

Ad07A13664 Aradu.A07 13664 p2 (GA)6 12 66737795 66737806 ACATGCGCGTAACACAACAT GCAACCAACAGCTTCTCCTC 236

Ad07A13665 Aradu.A07 13665 p2 (AC)6 12 66740382 66740393 TGTGTCACATTTCACTTCGGA CTCGTGAGCGTGTATCTTCG 259

Ad07A13666 Aradu.A07 13666 p4 (TAAT)5 20 66742774 66742793 TGATTGGATAGAACCCGTTG GGATTAAGAACGGAAAAATAAAGG 280

Ad07A13667 Aradu.A07 13667 p3 (AGC)5 15 66747249 66747263 AACGACGACTTGGTTCAGGT GCGTGGAGAGAGAAGTGGTC 165

Ad07A13669 Aradu.A07 13669 p2 (TA)13 26 66752876 66752901 TCACTGACGGCTAGGGTTTT GGTTTGGTCTCTTCGGTCTG 268

Ad07A13671 Aradu.A07 13671 p3 (TAA)6 18 66759932 66759949 GCTTCCGATCATACAGAGCC TGAAACAACCCTTCTTTGGG 273
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Ad07A13673 Aradu.A07 13673 p3 (TTA)9 27 66764673 66764699 CCGAATTTTTATATCCCAACACA TTGGCCAAAGTAAATGGAACT 272

Ad07A13676 Aradu.A07 13676 p2 (AG)6 12 66774225 66774236 TTTTTGGGCTGTTTTTGACC AAGGAACATTGAATCTGGAATGA 225

Ad07A13677 Aradu.A07 13677 p2 (AG)6 12 66780972 66780983 GACATGCGCGATCTACAGAA GGAACATTGAACCTGAAATGAA 259

Ad07A13678 Aradu.A07 13678 c (A)10ttttg(A)10 25 66787295 66787319 TTTGGACAACTGACGGTTCA GAACACATCCATGAATTTTCG 231

Ad07A13679 Aradu.A07 13679 p3 (TCT)6 18 66791350 66791367 CAAAATCTCTTTCCCACCCA TTAGAATGTTGCTCGCCCTC 125

Ad07A13682 Aradu.A07 13682 p3 (TTA)6 18 66809468 66809485 ACAGCCCTCCACATTTGAAC TCAAATGGAGTAAATAATTTGACAAT 240

Ad07A13684 Aradu.A07 13684 p2 (TA)6 12 66810528 66810539 AACGAAAATGCCCACAGACT TGTGGACATAGCTTTTAGGGG 272

Ad07A13686 Aradu.A07 13686 c (A)10tccaaaattttagattatcttaattattaaaactatcttccagcgaaaaattcaaattaaatataaattgagtattcatatgataattaatatatg(A)11117 66811741 66811857 GACTCACCCTAATTGGATTCTTAAT CTCTTATGTCGTAGTTATGTTATGGC 280

Ad07A13692 Aradu.A07 13692 p2 (TC)17 34 66840956 66840989 ACACATCGTTTTGGCAATGA TGGTGGTAATAGGAGGTGGC 260

Ad07A13696 Aradu.A07 13696 p3 (ATA)5 15 66856469 66856483 TCGCTTCGAATGTTTCTAATTTT TGACCTTCATAATTCAATAACCTCTT 270

Ad07A13700 Aradu.A07 13700 p3 (ATA)19 57 66877371 66877427 AGTCTGACCCACAGGTCCAT ACAAGCCAATTTTGTTTTCTTATT 237

Ad07A13701 Aradu.A07 13701 p3 (TTA)12 36 66881639 66881674 GCGAAATTTCTTTGATTGGAA ATCACGGATCCACAGGACTC 242

Ad07A13702 Aradu.A07 13702 p3 (TTC)5 15 66882288 66882302 GAGAAGGTTCTTGGAGGGCT CCTGTTGCCAAAAGAAGCAT 251

Ad07A13703 Aradu.A07 13703 p2 (CA)11 22 66892478 66892499 ATGTCCCGAAGTGGATCAAG ACGACAAAGTTCGGAAAAGC 256

Ad07A13706 Aradu.A07 13706 p2 (TC)14 28 66934663 66934690 GGCCTGTATAGAGTGGGGGT AAGCGCTGCATTACGAATTT 267

Ad07A13710 Aradu.A07 13710 p3 (GAT)5 15 66954507 66954521 TCTAAAGGGAGGTGGTGCAG ATGCTTGCTTGCTAGCTTCC 250

Ad07A13711 Aradu.A07 13711 p2 (CA)8 16 66960574 66960589 TCCCAATATTCACATTCGACA TTGGAACTGCCATCAATGAA 257

Ad07A13714 Aradu.A07 13714 p3 (TAT)23 69 66979649 66979717 TTACGCTTTTGCTTATGCGAT CAAAACCAATCACAACACTTCA 234

Ad07A13718 Aradu.A07 13718 p3 (TTG)6 18 66997218 66997235 ACATGACAGAGCACAATGGC TCGAAAAATCGGTAAACCAAA 237

Ad07A13725 Aradu.A07 13725 p3 (CTT)5 15 67020487 67020501 TGAAGTGTGGACATCCCAAA AACGAACCACCGTCAAGTTC 217

Ad07A13728 Aradu.A07 13728 p3 (GAA)5 15 67034477 67034491 TGAAGATGAGAGCTGGTTCG TACTGTTGAGATGCGGTTGG 160

Ad07A13730 Aradu.A07 13730 p3 (GAT)5 15 67037385 67037399 TGATGATGATTGGGATGGTG CCCAGCCCTCAATTTCCTAT 133

Ad07A13732 Aradu.A07 13732 p3 (TCC)5 15 67043157 67043171 TGGTGTTAATGTCGCTGGAA GCGTGATTCTGGTAACCGAT 204

Ad07A13734 Aradu.A07 13734 p4 (TATT)5 20 67047399 67047418 CGCCTGTTTTCGACATTTCT TGCCAATGCAAAAGAGATTG 276

Ad07A13736 Aradu.A07 13736 p3 (AGT)5 15 67052194 67052208 GGCAGTAGCAGCAGCAGTAG GGCACCCTATTTTAGGACCC 203

Ad07A13737 Aradu.A07 13737 p3 (GTA)6 18 67073644 67073661 GCACCTATGCCTTTCACTCC ACTCTGGGAAAAGACGACGA 269

Ad07A13740 Aradu.A07 13740 p2 (AT)6 12 67096599 67096610 CGCGCATAAAATATAAAAACCG TGGTTAAATTGGCAAATATTTTGAT 226

Ad07A13742 Aradu.A07 13742 p2 (AT)8 16 67098596 67098611 TCTCGTAAAGGAAGAGAATAGTGTCA TAGCTATGGTGGCATGTGCT 238

Ad07A13746 Aradu.A07 13746 p3 (AGT)6 18 67112492 67112509 TTTGACAAAGCAGCCAAATG TGCAGATCCAGAAGAGGACC 274

Ad07A13751 Aradu.A07 13751 p3 (ATT)24 72 67140118 67140189 AGATGCTGCTGCCTGGTAGT CGTCAAACCGACCAGAAACT 260

Ad07A13752 Aradu.A07 13752 p3 (AAC)6 18 67151000 67151017 AGCAAAGCTGCATAACATGA CCAAAGTTTTCTGAGTTTGCC 262

Ad07A13753 Aradu.A07 13753 p2 (AT)6 12 67151329 67151340 GACCATAATCCAATCAATCACG TGAGATCTATTAATCTTCATCCAATG 252

Ad07A13754 Aradu.A07 13754 p2 (TA)6 12 67155397 67155408 TTAAAAAGGACATTAATAATTCGAAAG TCGCAGGTCAAAGGAAACTC 227

Ad07A13756 Aradu.A07 13756 p3 (TCA)5 15 67185587 67185601 TGCCAAAAGATCCTAATGCC TGGTGGTGGTTCTGTTTTGA 173
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Ad07A13757 Aradu.A07 13757 p3 (AGA)7 21 67185712 67185732 TCAAAACAGAACCACCACCA GGTCTGGGGTGAAAATCAAA 232

Ad07A13760 Aradu.A07 13760 p2 (TA)6 12 67203678 67203689 GTTCTAGCCGGCCTTTTCTT GGCGAAACATTACGACACCT 235

Ad07A13764 Aradu.A07 13764 p2 (AT)6 12 67218883 67218894 CCATGAAATGTCGAGTCCCT GGATCACTTCCAAATCCACC 178

Ad07A13765 Aradu.A07 13765 p3 (TTC)5 15 67223425 67223439 TTCAACTCCATCTCCCAACC TGCTCCAATACCAGAACCAA 112

Ad07A13771 Aradu.A07 13771 p3 (ACA)13 39 67237304 67237342 ATCTTGTTCGGTTCTGTGGG GATGTTGTGGTTCCAGAGGG 274

Ad07A13774 Aradu.A07 13774 p3 (GAA)6 18 67263262 67263279 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 230

Ad07A13775 Aradu.A07 13775 p3 (AAG)6 18 67280484 67280501 TCAAATTGGTGCGTTTCTGA TCTGAACGTAAACCTTTCTCAACA 259

Ad07A13776 Aradu.A07 13776 c (TTG)7(TTC)6ttg(TTC)23tccttctccttctc(CTT)8149 67281027 67281175 GCGTGATCAACCTTTCTCAA GCAGAGAAGAAAAACGCGAA 273

Ad07A13781 Aradu.A07 13781 p3 (ATT)6 18 67313544 67313561 TGAAAAATAAAACGGGGAAAA GGCGAAATTCAAATTCCAAA 249

Ad07A13782 Aradu.A07 13782 p2 (TA)7 14 67326491 67326504 TTGGGTACATCGATTTAGGTTTG TTTTGTTGGGTAACCCTTTCA 275

Ad07A13785 Aradu.A07 13785 p4 (AAAT)5 20 67352639 67352658 ATCCATCCAAGAATGCAAGC TTTGCATGTGCGTGAAAAAT 172

Ad07A13790 Aradu.A07 13790 p3 (ATT)6 18 67376814 67376831 CGCTTACGCGAGTGATGTAA TCCATTTAACTGGTCCTGCC 204

Ad07A13791 Aradu.A07 13791 p3 (ATG)5 15 67377131 67377145 ACTCCTCAACCCTTTCACCA CAAACGAAAATTGCAGCCTT 280

Ad07A13793 Aradu.A07 13793 p2 (AG)6 12 67393033 67393044 TCTGCAAATCTCATTCCACG TGGTACGAAGAAACAATCCCA 266

Ad07A13794 Aradu.A07 13794 p3 (GTA)6 18 67395776 67395793 CCTTCTTCGTGGGTCAGGTA ACCTTTGACTGCGTTTCCAC 244

Ad07A13797 Aradu.A07 13797 p2 (TA)6 12 67410731 67410742 CGCCAATTTCGTAATCACAC TCAAATGCAAATCTCTCTCTCTTT 274

Ad07A13798 Aradu.A07 13798 p3 (TTG)6 18 67412575 67412592 AACATCCAGTCAGGAGGGTG TTTTTGAATTCACTTAAACAAATCCTT 240

Ad07A13800 Aradu.A07 13800 p3 (TCT)5 15 67436910 67436924 TCACACAACACAACCCCTTC TATCTCCCATGACTCGGAGG 248

Ad07A13801 Aradu.A07 13801 c (T)10gtaatgtaaagagggagaccatatacataataaaaagaagaaatgtat(TA)874 67452157 67452230 AAGAAAGAAGGAACAAAAAGAGCA AAGGGAAAGTAAAACCATGCAA 247

Ad07A13804 Aradu.A07 13804 p2 (TA)6 12 67466269 67466280 TTTCCTTCAATCCTAATTTTCCC TGCATAAATAATCATTCAAAACGA 205

Ad07A13806 Aradu.A07 13806 p2 (TA)9 18 67468907 67468924 GTGAAAACTCAGGCGCAGTC TGACGATTTCATTGGAGCAA 276

Ad07A13809 Aradu.A07 13809 p3 (AGA)5 15 67493161 67493175 TTAGAATGTTGCTCGCCCTC TCCATCATCTCTTTCCCACC 124

Ad07A13810 Aradu.A07 13810 c (T)12acaggttgagactagtaacattatgtatcttattcatcaggaacttgtgtgtgtgtctatgtcgagactatgaactttatgtatcctattccggagcctt(TG)6124 67516164 67516287 CCTGTTAGAGGTTTTTATTTGGAGA ATTAACGAAAGGAGCGTCCA 233

Ad07A13811 Aradu.A07 13811 p2 (AT)8 16 67528331 67528346 GGTCGAAAACTGGGTCAGAA AGCTAACGTCTGAGGCTTCG 221

Ad07A13814 Aradu.A07 13814 p3 (AAT)6 18 67529559 67529576 AATGGCTCGACCAAGAGAAG TTAAGTTCGACTTTTGCCGA 187

Ad07A13816 Aradu.A07 13816 p3 (TAT)17 51 67535455 67535505 AAAATGGAATAGATCCCAGATCA CAACGGGCAAAGTCCTTAAA 258

Ad07A13817 Aradu.A07 13817 p4 (TTTA)5 20 67539437 67539456 AACTAATTGACTTTTTGTTTGTTTCTT AGAGGGTTCGGATTTTTGGT 276

Ad07A13818 Aradu.A07 13818 p2 (TC)8 16 67540121 67540136 AACCAAAGCGGTTTCATCAC TGCAGAAAGCAAAGAGCAAA 268

Ad07A13819 Aradu.A07 13819 p2 (TC)18 36 67541770 67541805 AATTGATTCTGGTGACACGTT AGGCGCCACTACTTTTGTGT 138

Ad07A13820 Aradu.A07 13820 p2 (AT)11 22 67546318 67546339 TCTTTTCAATGTAACGGGGC TGGAATTGATCCTTTCATGTTG 181

Ad07A13835 Aradu.A07 13835 p2 (CT)6 12 67617085 67617096 TCCGAATCCTAAGAGAGAGGA GACGTGTATGCGTGAACCAC 239

Ad07A13836 Aradu.A07 13836 p2 (AT)6 12 67618918 67618929 CACATTTGCGGATCGGATA ATCCGCGAATCTACAAATCC 277

Ad07A13839 Aradu.A07 13839 c (T)13ggtcaagtggattggacagctcccaatcctaggcattacacacatattt(CA)776 67622353 67622428 ATCAGCAACGCAGGAAAAGT CTGAGGCTGGTTGTTGGTTT 274

Ad07A13844 Aradu.A07 13844 p3 (TAT)5 15 67636808 67636822 TTGAATTATTTTGTTTCAACTGGA GTATGGCCGAAGGACTTTGA 275
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Ad07A13846 Aradu.A07 13846 p3 (TCT)7 21 67639873 67639893 AGGCTGGTTGATTCGTTGAG TCGTGTTTGAGCAACAAAGC 199

Ad07A13847 Aradu.A07 13847 p3 (AGA)5 15 67643856 67643870 AACACGCGCGTTACAGAAG ACAGAAGGAGATCGAAGGCA 114

Ad07A13849 Aradu.A07 13849 p2 (TA)6 12 67654924 67654935 TGTTATGATAAAGAGGGTTATGTTCG ACTTTTTCCCATTCGGTTCC 250

Ad07A13853 Aradu.A07 13853 p3 (GAT)5 15 67686055 67686069 TAAAGGGAGGTGGTGGAGTG TGTGATTGGATTGGGAGACA 204

Ad07A13857 Aradu.A07 13857 c (A)10tattgtgaatgatcatattgtttttgaaaaat(A)1052 67701511 67701562 CCCCAAAAGATTTAAAAACACG TTTTGTGGCAACAATTGAATAAA 280

Ad07A13859 Aradu.A07 13859 p4 (AGAA)5 20 67703759 67703778 CTCCAACAGGCTGACAAACA TTAGCAACAACCAAAAGCCC 196

Ad07A13861 Aradu.A07 13861 p2 (TG)10 20 67705462 67705481 GCAGATTTAACTTCGCCTGC GTTGAGTGCTTTCCCCAAAA 240

Ad07A13863 Aradu.A07 13863 p3 (TAA)17 51 67707879 67707929 CTCCGGAATTAATGCTTCCA TTGCATTTCCTTTTTGTCCC 265

Ad07A13866 Aradu.A07 13866 p3 (TCC)5 15 67715450 67715464 TGTCTTTTTAGCAAAATTTCGATGT CGCTGAAAATTCTTAATCGTGA 216

Ad07A13867 Aradu.A07 13867 p3 (ATC)16 48 67716438 67716485 GGTATCCTCCCCCTATTCCA CACGACAACCTATGGTCCCT 165

Ad07A13869 Aradu.A07 13869 p3 (TTA)6 18 67725450 67725467 TTTAAGTCATTTACCTGTTTGGGA TTTGGTACATTTCATATCACATTCG 206

Ad07A13872 Aradu.A07 13872 p3 (ATC)5 15 67739565 67739579 TCACCATGAAGAACTGCATCT TGAACCAAGTGCTGAAAACG 243

Ad07A13877 Aradu.A07 13877 c (A)13catattcatcatcatcttt(ACC)650 67749530 67749579 CCAAGAATCCACATCGGTTT GGCTGCAGTAATGGATGACA 248

Ad07A13879 Aradu.A07 13879 p3 (TTC)5 15 67772135 67772149 AAAATTCTGCATAACTCAAAACTCC TGCTACTGTTGTTGCTGCGT 243

Ad07A13880 Aradu.A07 13880 p4 (AAGA)5 20 67784242 67784261 ACTTTGCGATCCACCACTCT TGCAGCGACAGAGAAGAAGA 261

Ad07A13881 Aradu.A07 13881 c (T)11gtttttttttaatagctgatttgtagtaatattaccaaaattgaaagcgacttttgatctttcaatataatgaaaatgtgcagcatattatatttgtc(TATT)7137 67784741 67784877 AAGCTCGTCAATGGAAGGTG GACAAATCCAAACGCCACTT 279

Ad07A13882 Aradu.A07 13882 c (ACA)5tactccaatcatatccacaaccaaatatatccagaatacacatc(AT)1283 67800729 67800811 GGACAAGTTCCTCAGCAAGC TTGGTGATGTAAGACTTGTGGTTT 261

Ad07A13890 Aradu.A07 13890 p3 (AAT)23 69 67831427 67831495 AAAGCTGGCGTTCTTTATTTTT GCTTGAGGAAAACCACCTCA 226

Ad07A13891 Aradu.A07 13891 p4 (ATAA)6 24 67834363 67834386 AAGCCAACAATCTCATTGGG CTTGTTTTGGGGCATTTTGT 124

Ad07A13892 Aradu.A07 13892 p2 (AG)9 18 67840871 67840888 AAGGGAGTGGGGAGAAGAGA AGCACAGGTCTCCCCTTTCT 269

Ad07A13894 Aradu.A07 13894 p3 (GAA)5 15 67844865 67844879 TGAATGGAATGCAAATCGAA CTGCTCGCGTTCTTCTTCTT 109

Ad07A13896 Aradu.A07 13896 p3 (TTC)5 15 67847032 67847046 TTTTTCTCTGCTCGCGTTTT TTATTGTGATGCGTTTCGGA 223

Ad07A13897 Aradu.A07 13897 p3 (GAA)5 15 67847371 67847385 GAGGCTACCAAACCGAACAA TCCTCTTCCTCCTCCTCCTC 260

Ad07A13898 Aradu.A07 13898 p3 (GAA)5 15 67847709 67847723 CGGTGGCCTCCTTTTATTTT CGCGTTTTTCTTCTCTGCTC 240

Ad07A13899 Aradu.A07 13899 p3 (AGG)5 15 67847861 67847875 CGAGCAGAGAAGAAAAACGC AATCACGAAGGCCATCAAAC 195

Ad07A13900 Aradu.A07 13900 p3 (GAA)5 15 67848267 67848281 CAAACAAAGGAGAACGACGAA ACACACGCGTTTTCCTATCC 119

Ad07A13901 Aradu.A07 13901 c (TTA)16(TTG)10 78 67848631 67848708 TCTACGTTTCTTTGGTAATCAATCA GCACATAATGGTTGAGTTCGTT 154

Ad07A13902 Aradu.A07 13902 p2 (TC)16 32 67857788 67857819 CACCTCCAGCCTTGCTTTAG GCTAGGTGGGAGACAATCCA 267

Ad07A13903 Aradu.A07 13903 c (ATT)19gtacacatataaattaacttctagtcaac(A)1197 67867045 67867141 TTTTTATTGGGATAAAAGATTGTGT TGCATATTAGATGTTACGAACAATG 275

Ad07A13904 Aradu.A07 13904 p2 (TG)7 14 67867926 67867939 CCATCACGTACCAACGTGTC AATCTGATAAAACACAGGGCG 255

Ad07A13907 Aradu.A07 13907 p2 (TA)8 16 67872716 67872731 CGGCTCTGCGAACTATCATT TCAAATTCCTATTAGGCTGCATT 280

Ad07A13908 Aradu.A07 13908 p2 (AT)6 12 67875807 67875818 GAGCCTTTAAATAAACAAAGCTGA AAGGGACAAGTTTAAGCCTCG 206

Ad07A13909 Aradu.A07 13909 p3 (ACA)6 18 67876225 67876242 TGGTGTTACTGTGCCTCTGC GAAGGATCAATTTTGGGGGT 249

Ad07A13921 Aradu.A07 13921 p2 (TA)9 18 67904052 67904069 CCAATTATGATTAAGATGATGACCA GACGGGATAATTTGTGGTGG 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A13922 Aradu.A07 13922 p2 (GA)6 12 67904283 67904294 TGCTTTTACCACCGAATTGA TCAGAAATCGTGTGTGCCTC 271

Ad07A13925 Aradu.A07 13925 p2 (TC)7 14 67916967 67916980 CCTCTCCCTCCTTCCTCATC CGGAACACGAACCTCAGAAT 230

Ad07A13932 Aradu.A07 13932 p2 (AT)10 20 67925959 67925978 ATAGATCAATTCATGTCTCCAAAAT TGAAGTCGTAATCTCTAAATGAGCA 239

Ad07A13934 Aradu.A07 13934 p3 (AAG)6 18 67930226 67930243 TGAATGCAGGTTTATTCTGTTCC CTTTCTCCTCCTGATCTGCTG 210

Ad07A13935 Aradu.A07 13935 p3 (ATG)5 15 67930882 67930896 CGATGATGGCGATGACAATA TCACCACCACCATCACTACC 132

Ad07A13937 Aradu.A07 13937 p3 (ATT)21 63 67941632 67941694 CGATTGTATTATTCTTCAAGCCAA TGGACGATTGTAGAAGCAACA 242

Ad07A13941 Aradu.A07 13941 p3 (AGT)6 18 67946412 67946429 GATGCCAAATGTTGTTGTGC TGATTGGCATTGCTGAGTGT 168

Ad07A13948 Aradu.A07 13948 p4 (TTTC)5 20 67965107 67965126 GAAAAGGGCTGGTTTTGGTT CAAGAACTTGGGTTCCTCCA 208

Ad07A13949 Aradu.A07 13949 c (TAT)11taatcataaagcacggaaataaaaggcggttttaattttacattaagttacatatatattagtaatatcattatgcattaggt(TA)6128 67969411 67969538 TTTTTGCTGAACTTAGCTTTGC AAATACGCCGCCTTAGCTTT 277

Ad07A13952 Aradu.A07 13952 c (TTA)8tc(ATT)8 50 67978561 67978610 CGAAATTTGAACGGTAGGGA AAACCGCCTTTTATTTCCGT 264

Ad07A13953 Aradu.A07 13953 p2 (AC)8 16 67978782 67978797 CACGGAAATAAAAGGCGGT CGCTCTTCTCTCTCGTCGTT 202

Ad07A13954 Aradu.A07 13954 p2 (TA)8 16 67990915 67990930 GAAGCGAAGTGGTTACTGGG AAGTGCCACGCTCTGAAAAC 249

Ad07A13957 Aradu.A07 13957 c (A)10cttgtttgataattaagacaagacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaaatgcaaaaaattttattgttaaacacagaaaagtttttc(T)12119 68000463 68000581 AAAAATTACTGGATGGATATGTTTGA GGAGGACCAAAATAATAGTGATCG 245

Ad07A13959 Aradu.A07 13959 p3 (ATT)5 15 68002647 68002661 CCCATATGGCTCAAAGTTGC TGTCACAGGTACCTCTCTATCTGC 276

Ad07A13962 Aradu.A07 13962 c* (TA)7(A)10* 23 68007575 68007597 TTTCAATGTGGTCCCTGAAG GTGGGGAGGAGATGATGAGA 280

Ad07A13964 Aradu.A07 13964 p2 (AG)6 12 68009650 68009661 GAGAGAGGAGAGGTGAGCCA AGAAGCAGAATCGGAACCCT 252

Ad07A13968 Aradu.A07 13968 p2 (CT)6 12 68022926 68022937 TGGAAGTCTTACACGTCGCTT CAGCAAGGGAGAAAGTTGGA 272

Ad07A13969 Aradu.A07 13969 p3 (TAA)8 24 68027294 68027317 TTGGTGTTCCTTGGTGTTTTC TCCCAAAGTCCTTCTGAACTG 269

Ad07A13971 Aradu.A07 13971 p2 (AT)6 12 68036951 68036962 GTCACGCTTCTAGCTACGCC AGGAACCAGATGAAGAGGCA 267

Ad07A13973 Aradu.A07 13973 c* (CA)7(CACG)9*cat(AC)1887 68047715 68047801 CCGGTGACTCAGGATTACAAA GGGGTCGCACTTTCAAGA 280

Ad07A13974 Aradu.A07 13974 p3 (ATG)7 21 68065776 68065796 GTCAGTGGATGTTGAGGGCT CATGTTTTCCAATTCGCTGA 248

Ad07A13975 Aradu.A07 13975 c (TA)6(TG)8tttt(TA)6(TG)27c(GT)6111 68066442 68066552 CCCTAGCCGGCTTAAACTTC AAACCGCGAAGACGTATCAC 269

Ad07A13976 Aradu.A07 13976 p3 (TAT)5 15 68067765 68067779 GGACACGCTTGGAGACACTT CACGCAAACACACGAATTTT 261

Ad07A13978 Aradu.A07 13978 p4 (AAAT)5 20 68075566 68075585 CGGTATAACTGTTCACCAACAAA TGTTTTCTCAAGGGGGAATG 249

Ad07A13980 Aradu.A07 13980 p2 (TA)7 14 68088352 68088365 TTCGGTGTCTGCGTATTTCA TTTTGTGTTAGTTCGTTACCTTGTG 279

Ad07A13981 Aradu.A07 13981 p2 (AT)6 12 68091716 68091727 TCGATCCCATGTGCATTTTA TTGGTAAAAATTGGGCCTTG 274

Ad07A13982 Aradu.A07 13982 p3 (GAT)18 54 68093397 68093450 TCACCCCATCTCTTCATTCC ACACCACTACCACCACCACC 219

Ad07A13983 Aradu.A07 13983 p2 (CA)6 12 68094143 68094154 TGAAGATGTGGTTTATGGCAA ACGATTCGGATCATCTTCCA 242

Ad07A13987 Aradu.A07 13987 p3 (AAG)11 33 68108655 68108687 TGGTTTCTTCACTCTTGCCA AGTAAAACGACGGCGTATGG 263

Ad07A13991 Aradu.A07 13991 p2 (AC)6 12 68129310 68129321 TGTTGTAGGATTATTAACGACGG GATACCCTTGAGGTACTCTGGTG 236

Ad07A13992 Aradu.A07 13992 p4 (AAAT)5 20 68145945 68145964 AGTGCTTGGTGGGAGACAAC CCGTGCAACTCTCTGTTCAA 267

Ad07A13993 Aradu.A07 13993 p2 (TA)6 12 68177724 68177735 AGCCGGATTTTGAGTCTTGA AAAAATCGCAACTCAAAGCG 125

Ad07A13994 Aradu.A07 13994 p2 (AT)10 20 68185906 68185925 ACCCGACATGTTCTGGTAGC AAATTCCTGGGAGAGCGATT 120

Ad07A13995 Aradu.A07 13995 p3 (TAA)5 15 68197081 68197095 CACGTAATTATTGTGTGATTTTTGA GGGAGCACCGTTTTTGATAA 266
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Ad07A14004 Aradu.A07 14004 p3 (CAC)5 15 68215101 68215115 AGATCAACCGCTGCCACTAC GCGGGACACTCCAATACTGT 166

Ad07A14006 Aradu.A07 14006 p3 (CTT)5 15 68225642 68225656 CTCACCAAATGCAAGCTCAA GAAGGGTATCGTCTGTGGGA 108

Ad07A14007 Aradu.A07 14007 c (A)11tatacttgtgctgatctt(A)1140 68253008 68253047 TTTCTTTATCCAATATGCAACAGC TTGAGAGGATCCATTCCCAT 199

Ad07A14008 Aradu.A07 14008 p2 (TG)15 30 68256114 68256143 TGAAACATGGGAAAAAGGGA TGTGTGGAATTTTGACGCAT 268

Ad07A14009 Aradu.A07 14009 p3 (TTG)5 15 68257834 68257848 TCCTTTTGGGGTAAAGCACA CAACGGAACAAAAGGGAAAA 118

Ad07A14013 Aradu.A07 14013 p3 (TAA)5 15 68266726 68266740 GCGTAGTAAATGGTTTCGGC CGTGAACATTTGCTGTGTTTG 271

Ad07A14014 Aradu.A07 14014 p3 (AAG)7 21 68267021 68267041 CAAACACAGCAAATGTTCACG TCCTCACTTTTGGAAAGCTCA 199

Ad07A14016 Aradu.A07 14016 p2 (AT)6 12 68272718 68272729 AGCCAAGGCCAGCTGTAGTA GTCTGGAGGTTCCTATGGCA 217

Ad07A14017 Aradu.A07 14017 p2 (AT)8 16 68277850 68277865 AGACTCGACCTACGAAGCCA TGTGCTGGATTTGCTTTTTG 224

Ad07A14019 Aradu.A07 14019 c (A)10ctaaaattaaatcctaaatcaaactctaaagcaacctcagcaacaattccaaact(A)1176 68313927 68314002 AACCAATGCCAAAAAGCGTA TTTTTGTTTGCTCCATTGTGA 227

Ad07A14020 Aradu.A07 14020 p4 (TTAT)6 24 68315994 68316017 GTTCAAGCCCACACAAAGGT CCAAGGTTCAAACCTGGATG 248

Ad07A14021 Aradu.A07 14021 p4 (ATTT)5 20 68316252 68316271 GTTGTCCAATCCATCCGACT AACAGAACCGCATTCAAACC 269

Ad07A14022 Aradu.A07 14022 p2 (TC)6 12 68320355 68320366 CGGACTGAAGATGTGAAGCA CTTCCTCACGACCTTTCTGC 235

Ad07A14029 Aradu.A07 14029 p3 (TTA)9 27 68362477 68362503 GAACAAGCTAAGCTAAGGGGAA CGTTGTCACCGCTACTGTTT 280

Ad07A14032 Aradu.A07 14032 p4 (AAAT)5 20 68365619 68365638 GGATCAGAGGGCTATTTTCCA GGTGAGTGTGCAGTGTGGAT 171

Ad07A14033 Aradu.A07 14033 p3 (AAT)6 18 68365874 68365891 ATCCACACTGCACACTCACC TTGGTTACCCAAACTGGATCTT 211

Ad07A14035 Aradu.A07 14035 c (T)25gctgaggttgctttagagtttgatttaggatttaattttag(T)1177 68368495 68368571 CATTCCTCACATTCTGCCTT TCCAAATCCCAACTTTCTTTC 261

Ad07A14039 Aradu.A07 14039 p3 (TAA)5 15 68373446 68373460 GTGCCGCATTGTTTGTTTTA TCGATGATCAATGTGAATTATTAGC 278

Ad07A14040 Aradu.A07 14040 p5 (ACAAA)7 35 68373582 68373616 TTTGAAACTCGTGTTCTTGTTGA TTTTGAATGTTATTTACCTTCTCTTGA 265

Ad07A14041 Aradu.A07 14041 p3 (TTA)7 21 68374342 68374362 ACCACCTTTGGTGGATTGTC TCGAAGCTCATGATATTGTTGAA 273

Ad07A14042 Aradu.A07 14042 c (AAAT)6gataaaattaatattatatgttaagtatcaataaaattatc(A)1378 68377521 68377598 TTGATCTCACCTATTTTTCCTGC CCAGGTTCGAACTTTGGTGT 272

Ad07A14043 Aradu.A07 14043 p3 (AAT)6 18 68377779 68377796 ATCCACACTGCACACTCACC TTGGTTACCCAAATTGGACC 210

Ad07A14044 Aradu.A07 14044 c (T)13gctttgttgagtttggaattgttgctgctgttcctttatagtttgatttagaatttaattttagttttttttta(T)1198 68380106 68380203 TGCCTTATTGACATTGTTTTGC TCCAAATTCCAGCTTTCTTTC 264

Ad07A14047 Aradu.A07 14047 p6 (TTTTAT)6 36 68398467 68398502 CCTAACCACTTTCTCTCTCCTCA AACCCCAGAGTCCTTCTGAAC 236

Ad07A14052 Aradu.A07 14052 p3 (ATA)5 15 68436967 68436981 TCCAAATAAAACACAAACATAGAAGC AAATATTTTAAACGTCTCCGTCA 233

Ad07A14056 Aradu.A07 14056 p2 (TC)9 18 68451112 68451129 AGTCCTTGACCCCTCAGGAT GAGGGGGATGGAGAGATAGG 251

Ad07A14064 Aradu.A07 14064 p4 (TAAT)5 20 68474055 68474074 GGGGGTTGGTTTCATTCTATC TCCTTGTGAATTTGGCTTACTG 280

Ad07A14068 Aradu.A07 14068 p2 (CG)6 12 68513524 68513535 TGTACGCGTGGATTGAGAAG GGGAAGAAATGGAAGGAGGA 277

Ad07A14072 Aradu.A07 14072 p2 (AT)7 14 68524982 68524995 GGCGATTTTGGGTGACAAAT CAAATCTCACAAGCTCGTGTTC 267

Ad07A14073 Aradu.A07 14073 p2 (AT)6 12 68547243 68547254 AAATCCAGCATCATTTGTTTTT TTTGGCTTAATTTGGTAGGGT 279

Ad07A14077 Aradu.A07 14077 c (TA)6(GA)10 32 68551659 68551690 TCCCGGATAAGATGTTGGTC TTTGTCGCACCTTGAGTGAG 264

Ad07A14080 Aradu.A07 14080 p3 (CAT)5 15 68577198 68577212 TTTTTGCAGGGAAAGAATGG TGTTCTTTCAAAGGTTGAGTGC 258

Ad07A14082 Aradu.A07 14082 p2 (AT)7 14 68583577 68583590 GGAGAGACAAAATCCCAAGC TTTGGATGGGATTCGAGAAG 259

Ad07A14083 Aradu.A07 14083 p2 (CT)10 20 68584868 68584887 ATAGTGGCAGCAGGGACATC TGACATCCACACTCAGCCTC 228
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Ad07A14084 Aradu.A07 14084 c (T)11aatgttcttaaggtattttaaaagt(A)1248 68592041 68592088 CCTGTCATGAATTCACACAAATG TTTGATGATTCTACGACATGAAAGA 269

Ad07A14086 Aradu.A07 14086 p3 (ATA)5 15 68595941 68595955 CAACATAGTTATAGGCTTGTAGCATT CCATTAATATTGCCGCTAAAA 273

Ad07A14091 Aradu.A07 14091 p2 (TC)18 36 68625287 68625322 TCTTGAAGAACCAGGCAAGAA AATCAGCACCTTTCACCACC 224

Ad07A14092 Aradu.A07 14092 p2 (TC)7 14 68638270 68638283 TTTTTCTCGTTCACAAGGCA TCAACCACGACAACCTCAAA 237

Ad07A14093 Aradu.A07 14093 c (CTC)7gtctacctcttcatccatgtcatctttctcatccccaagcat(ATC)1299 68640007 68640105 TTCTCGTCCTCGTCCTCATC TCAAGAAGATGCCACAAATCA 216

Ad07A14095 Aradu.A07 14095 c (AAT)5(TAT)15 60 68646001 68646060 CCGAAATTCATAATATAACAATTTGAC CCTTCGGCCACTCTCTTTTT 258

Ad07A14099 Aradu.A07 14099 p3 (TTA)5 15 68660643 68660657 CTTTGCACCTTGAGCCTAGC AAGGCTTTGAGCACCACTGT 205

Ad07A14101 Aradu.A07 14101 p3 (TAT)5 15 68671000 68671014 CCTGCACTATTTTGGCATCA GGTTTTACTCCTGTAGCTTTCTCC 277

Ad07A14106 Aradu.A07 14106 p2 (AT)12 24 68683007 68683030 GGGTAACCTGTAACACCCCA TGGCCTTAGAGGCTTATTTGA 227

Ad07A14107 Aradu.A07 14107 p2 (TA)6 12 68687640 68687651 TTGTTATGTGTTAGAAAACAAAAGGTT GCATGACATAGGAGATGGCA 265

Ad07A14108 Aradu.A07 14108 c (AC)16(CA)11 54 68688487 68688540 CGCCACTCTAATAGCTCGGA GGACGATGTTTTCACTCCCA 273

Ad07A14111 Aradu.A07 14111 p2 (TC)7 14 68712886 68712899 GCGAATCCTTCTCCCTCTTC GTTGCCACACTACTGTCCCC 169

Ad07A14112 Aradu.A07 14112 p3 (TTA)6 18 68715287 68715304 CCCAAATCAGTTCCTAAGGATT TCAAATGATTTCCATCTTGAGTTT 254

Ad07A14113 Aradu.A07 14113 p2 (TC)12 24 68720478 68720501 ACTTTGTGCCAAAATGGAGG GTTGAAAGCAAAAGGAGGCA 237

Ad07A14117 Aradu.A07 14117 p4 (AAAT)6 24 68726202 68726225 TGCATGGATCTTCATGCTTC CCACCTTGGAAACGATTCAT 265

Ad07A14118 Aradu.A07 14118 c (AAC)14(AAT)9 69 68743672 68743740 TCTCAACACAAACCAACCTGA AGTTGATCCATTGATTCGGG 208

Ad07A14119 Aradu.A07 14119 p3 (TAT)17 51 68759708 68759758 CAAACGTAAGGATAATGGTGGAA TGATCCCTATCGTAATTATCCG 215

Ad07A14120 Aradu.A07 14120 p2 (AT)8 16 68763880 68763895 ACGCTCTTCTTTCTTCACCG TTCATTGCTAGTTCTACTAAGGAAACC 241

Ad07A14122 Aradu.A07 14122 p3 (ATT)5 15 68769700 68769714 CATGTATGCCCTAAATCCAATC TCTGAATCACTAATGTCCCAATTT 266

Ad07A14123 Aradu.A07 14123 p3 (TAT)12 36 68773574 68773609 ACCCGCGAACTCTTAAATGA TGTTTATAACACGCAGCGGA 278

Ad07A14124 Aradu.A07 14124 p2 (GA)20 40 68779574 68779613 GGCCCACAAGATAAAAACCA ACCCACCACAAGAGTGGGTA 280

Ad07A14126 Aradu.A07 14126 c (CT)6caacacatcattgctggttcacgc(A)1046 68780728 68780773 CACCGTGAGATGCTGAAGAA CCAGCGTTTTCAGGTCTTGT 226

Ad07A14127 Aradu.A07 14127 p3 (CTT)8 24 68781236 68781259 GTGAATGTTCCCACGTTCCT AAAATAACGCAGCAGCAACC 208

Ad07A14128 Aradu.A07 14128 p3 (GAA)5 15 68781569 68781583 GGTTGCTGCTGCGTTATTTT AACTCAAAACTCCTCCTCTTCC 214

Ad07A14138 Aradu.A07 14138 p2 (AG)6 12 68847809 68847820 GCCTGCACAGTTGAAACAAA AAGAGGCAAAGATTGGAGCA 244

Ad07A14140 Aradu.A07 14140 p4 (TTTA)7 28 68856483 68856510 AGAAATAAAATGTTGACCGGAA GGAGAGGAGTGCCTACATGG 214

Ad07A14141 Aradu.A07 14141 p2 (TC)10 20 68856689 68856708 CCATGTAGGCACTCCTCTCC AGAACGCTCTTCTCCAACCA 220

Ad07A14143 Aradu.A07 14143 p3 (CTT)5 15 68865476 68865490 GACAAAAGCGGAGACAAAGG AAAAGGGTTAAGTATGATTTTGGTC 276

Ad07A14154 Aradu.A07 14154 p2 (AT)8 16 68901742 68901757 CCATATGGACCAAAATCATGC TTGAACCGGCAATAACTTCC 241

Ad07A14157 Aradu.A07 14157 p3 (TTA)7 21 68914011 68914031 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 254

Ad07A14163 Aradu.A07 14163 c (A)11gtaacttttgctactttccaaacagactctaaatagagcaag(TAAA)573 68925981 68926053 AATGGTGCCAAACACGTAAA TCTTCTTCTATCCCAAATACTTGCTT 279

Ad07A14168 Aradu.A07 14168 c (AG)6a(AG)6 25 68934174 68934198 TGGAAACCAAACGAAACCTC CAAAAAGCTACGTGCCAAAA 270

Ad07A14169 Aradu.A07 14169 p2 (GA)7 14 68939469 68939482 GAGTGAGGGGAAGAAGGAGG CATGAAACAATGCGTTTTGG 268

Ad07A14170 Aradu.A07 14170 p3 (TAT)5 15 68953672 68953686 CAAAATGCCATGTTACAGAGGA TATTTGGCCAATGCAAGCTA 278
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Ad07A14171 Aradu.A07 14171 c (AG)15aa(AG)13 58 68960007 68960064 TTAACCTCCCATGATGGTTTG GCAGATCCGAATGCGATATAA 272

Ad07A14175 Aradu.A07 14175 p2 (AG)17 34 68977755 68977788 CGGTGACGACAACAGCTCTA AAATCCGACGACAAAATTGG 202

Ad07A14178 Aradu.A07 14178 p2 (AG)13 26 68990008 68990033 GACAAAAACAGCAGCGACAA TCGAATCTTGAACCCTCACC 211

Ad07A14180 Aradu.A07 14180 p2 (TA)11 22 68993328 68993349 GGGTTCGCCCTATGTTTCTA TTTGACACATCAGCCCGTTA 251

Ad07A14188 Aradu.A07 14188 p3 (AGA)9 27 69065634 69065660 TGCCATTGATGGTAGTGGAA CCCTACATGGCCGAACATAC 251

Ad07A14196 Aradu.A07 14196 p2 (AT)6 12 69084598 69084609 CGTAGGCCTAAGTGATCAAGG TGGTGGTGAAGTTGAGGTTG 279

Ad07A14199 Aradu.A07 14199 c (GAT)5tttctgatgtttcttcttaatatttctattattcattattgttgttgttcttttgcttctagttgctt(TTG)6101 69093415 69093515 CGAAGAGGAGGTGGTAGTGG AAGCTGAAGCAAACCCAGAA 266

Ad07A14200 Aradu.A07 14200 p3 (TAT)14 42 69095247 69095288 GGCAAACAAACAACTCATGG TGAAATGTACTGTGGCGTAGAAA 280

Ad07A14205 Aradu.A07 14205 p3 (CTT)5 15 69100650 69100664 CTCATTGTCTTGCACAATTTGA TCAAAAACAAGCACACAAACAA 279

Ad07A14206 Aradu.A07 14206 p3 (TAA)5 15 69103013 69103027 GAAAGCTAACTGTTTTTCGATGG GATCGGATCAAATTGGGTCTA 237

Ad07A14207 Aradu.A07 14207 p3 (ATT)7 21 69104699 69104719 TTTTGGATCTAACAAGAATCAAACTC AGAAGAGCATCGGAGCAAGA 172

Ad07A14209 Aradu.A07 14209 p3 (AAT)8 24 69105849 69105872 CATATGGGATTGATGGAGGG TGTTGAAAAGACATGAACAACAA 136

Ad07A14210 Aradu.A07 14210 p2 (TG)7 14 69107429 69107442 ATGGCAATTTTCTCTGGTGG AGGAAGAAAGACGGAGAGGG 211

Ad07A14216 Aradu.A07 14216 p3 (AAT)5 15 69131524 69131538 ATGCTGTTAATTGAAGAAACTCAA TTGCATGCCAATTGAGAAAC 108

Ad07A14219 Aradu.A07 14219 p2 (AG)6 12 69140644 69140655 TTTTTGGGGAAGAGGTGTTG CAGAAAAGGGCAAGAAGCTG 224

Ad07A14220 Aradu.A07 14220 p3 (AGA)6 18 69152121 69152138 CTAGAGGTTTCTCCGGCCTT CGAACCAAATCCCTATCCCT 251

Ad07A14223 Aradu.A07 14223 p3 (TTC)7 21 69170748 69170768 CCCAAAAATCCCACCTACCT GCTATGCTTTTACCACCCCA 264

Ad07A14224 Aradu.A07 14224 p3 (TTA)5 15 69174300 69174314 ACAACGGTGATGCCCTACAT CCCACGGAGATTGTTGGTAT 268

Ad07A14225 Aradu.A07 14225 p3 (AAT)5 15 69180085 69180099 ATGCTGTTAATTGAAGAAACTCAA TATTGCATGCCAATGGAGAA 109

Ad07A14227 Aradu.A07 14227 p3 (AGA)7 21 69192771 69192791 AATCGGAGGTGGAAGCTTTT ACCCCTCCATCCTTCTTCAT 262

Ad07A14229 Aradu.A07 14229 p3 (TTA)5 15 69205565 69205579 CATTGACAACAGTGATGCCC CCCACGGAGATTGTTGGTAT 273

Ad07A14230 Aradu.A07 14230 c (GA)20a(AG)11 63 69206010 69206072 CTTGGCCATTCACCCATATT AGGATGCATGGCTCAGATTC 257

Ad07A14234 Aradu.A07 14234 p3 (AAT)16 48 69224608 69224655 TAGAAAGCAATGAGCTGCCA TTGCCTCACTGATCTGCAAC 250

Ad07A14236 Aradu.A07 14236 p2 (GT)6 12 69237967 69237978 AACACGTAGCCGCAAACAGT CAAAGTTGGGACGAACAGGT 234

Ad07A14237 Aradu.A07 14237 p3 (CAA)5 15 69243872 69243886 TGCACCTAGAGGTCCGTCTT GCACCTTGTTTCTGCCTCTC 230

Ad07A14240 Aradu.A07 14240 p2 (AG)7 14 69274620 69274633 CGCTGCTTGCCATTTTAAGT GCGGTTTTTGTTTACCCCTT 242

Ad07A14241 Aradu.A07 14241 p2 (AG)17 34 69277696 69277729 GGTCCAATCTTGGTCCGAAT TCCCAATGACCACGACACTA 280

Ad07A14245 Aradu.A07 14245 p3 (TTA)6 18 69297795 69297812 AAGCAGTGATTGAAATTGGGA GGTTTTGGAAGTAAGGAGGGA 262

Ad07A14251 Aradu.A07 14251 p3 (GAT)6 18 69344116 69344133 GAGGAGGAACATAGTGGAGCA CCTTGTTTTTCCTCGTGTCC 280

Ad07A14254 Aradu.A07 14254 c (CAT)5t(ATC)8 40 69362847 69362886 TGTCATCACCATGAAGAACTGA TGGATGGAGAGGAGGAACAC 150

Ad07A14255 Aradu.A07 14255 p2 (AC)6 12 69374017 69374028 AGAGCCAAGAAAGCAAGACG CCTGCAACATCAAATAAATAGTGC 187

Ad07A14259 Aradu.A07 14259 c (TGTTGG)25ggttggt(TGG)6175 69427921 69428095 GTCAGTGAGGGGATCTTCCA CCACCAACATTACCACCACA 259

Ad07A14265 Aradu.A07 14265 c (GA)7gtcaataaaagaaaaaag(A)1042 69439029 69439070 GGAAGTGGGTTTGCAAGAGA CCGCTCTACGCAAAATTCAT 237

Ad07A14266 Aradu.A07 14266 p3 (GGA)7 21 69440481 69440501 CAGCAACATCAAGTGAACATCA TAACCGCTTTTCAAATCACG 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14267 Aradu.A07 14267 p5 (ATTTT)5 25 69440996 69441020 CGAACTCTAAATACAAATTTCTAACCC TGTGATGGCTAATGCAACAAA 254

Ad07A14270 Aradu.A07 14270 p2 (AG)6 12 69444055 69444066 CTTAGTCGAAGATTCCGCGT GTCTCGAATCCAAATCCACC 154

Ad07A14273 Aradu.A07 14273 p2 (AT)9 18 69482454 69482471 AGTGGAATCTGCTCCATGCT TGGTTTATCAACTTCCCCACA 207

Ad07A14275 Aradu.A07 14275 p3 (ATT)5 15 69487056 69487070 TCTCAAGCATCTTCCCTTTGA TTTGGGGTGAATTTAATTTTGG 151

Ad07A14277 Aradu.A07 14277 p3 (TTC)7 21 69487971 69487991 TGCAAAGGAGAAGCTGTTGA TTGCAACAAAACCTGATCCA 190

Ad07A14280 Aradu.A07 14280 p2 (TA)6 12 69492856 69492867 TGGCTAATAATTCGTTAGTGTTGTG AATCATGAAATGTTAGGTTCAAGC 232

Ad07A14281 Aradu.A07 14281 c (A)13ttataaccaaataaaattacattaaattttttca(T)1057 69513158 69513214 TGTCAAAACCCCACCATATGTA CTCGCTCTTGCCATGAAAAT 278

Ad07A14284 Aradu.A07 14284 p3 (AAT)6 18 69516866 69516883 AAAGGGAAAAGGGAAGAGGG TTTCGCTCACTGCTGATGAT 128

Ad07A14289 Aradu.A07 14289 p3 (TAG)5 15 69531333 69531347 CCACCCAATAATGGATACGC CAAAGGAGCAATCGTTAGGG 213

Ad07A14290 Aradu.A07 14290 p3 (GAA)6 18 69538445 69538462 TCGAGTTTGGACAACTGACG TGCAATTGACACTAAACTTAAAACTTG 237

Ad07A14292 Aradu.A07 14292 c (GA)9catagccatggggaggagtaagcatcaataactctgccaaattcttcgttcctcatttcaatagaatctctgctatttctaaattcttga(T)10118 69538790 69538907 CCTCCTTTCTGCACAGCTTC CCAGATCGAAAAACAACAACAA 187

Ad07A14299 Aradu.A07 14299 p3 (CTC)8 24 69549083 69549106 GGAAGCTAAGGCAAAGTCCC CTCGGAGAGTAGTTGGGCAG 166

Ad07A14300 Aradu.A07 14300 p2 (TC)17 34 69560705 69560738 ATCTGCGCTTTTGCCTCTTA CTGTGAAGAGTGGCACCTGA 228

Ad07A14301 Aradu.A07 14301 p3 (GAA)6 18 69562852 69562869 TCTTCTCGCTCCTCTTTCCA GAATCCGGCACAGGAACTAA 163

Ad07A14302 Aradu.A07 14302 p3 (TAT)6 18 69575686 69575703 TCACCCTTGTTGTTTTAGGGTT ACATCATGATCGTGCCAAAA 279

Ad07A14303 Aradu.A07 14303 p2 (TC)14 28 69578340 69578367 CAACCAGCGGTTGTAATCCT CCACAGATGCAGAGAGTCCA 267

Ad07A14304 Aradu.A07 14304 p3 (TTC)6 18 69583430 69583447 CAGTAACTCGGCAGGTCCTC ATTTCCACCATTAGCAGCCA 257

Ad07A14305 Aradu.A07 14305 p4 (AATT)7 28 69591074 69591101 TTGGGTAAACAATCCTTGAAA AAAAGTTAACGACGATCCCA 254

Ad07A14309 Aradu.A07 14309 p3 (AAT)8 24 69606290 69606313 CATGCAAGCCACCTTCTTTA TTTTCCTGTCTAGTGGCGGT 280

Ad07A14310 Aradu.A07 14310 p2 (AT)6 12 69608202 69608213 ACGGTGGGTTTAATGGTGAG TCCTCTCTCTTTCATACGTTGC 198

Ad07A14312 Aradu.A07 14312 c (TA)7ttagcaacgtatgaaagagagaggagaaaagttttgtatatagacaatataag(GA)679 69613398 69613476 TTTGATCAGAGTCTTGTGCTGA GGGGGTATGATATGAGGCAA 275

Ad07A14313 Aradu.A07 14313 p3 (ATT)14 42 69613641 69613682 TTGCCTCATATCATACCCCC TGCAATCCTAGGCCATTCAT 264

Ad07A14315 Aradu.A07 14315 p2 (TG)17 34 69622075 69622108 TTAATGGGGGTTGATGAATGA CTTCTCGGATTCCAACCAAA 189

Ad07A14317 Aradu.A07 14317 p2 (TG)14 28 69637101 69637128 TTGATGGGGTTGATGAATGA AAGTCAAGTTGCAAAACATAATGC 279

Ad07A14332 Aradu.A07 14332 p2 (AT)11 22 69665567 69665588 CCGGTTCTCACCCCATACTA GTTTGCGAAGTTAAGGCTGG 127

Ad07A14333 Aradu.A07 14333 p3 (TTA)19 57 69665793 69665849 GAGCGTTGCGCTTTTTATTT CTTTAAATGGTGCGGCAAGT 221

Ad07A14334 Aradu.A07 14334 p2 (CT)6 12 69668011 69668022 CGAAACACTCCACTCCCACT TTGTTACTGCGTGAAGGACG 241

Ad07A14335 Aradu.A07 14335 p2 (AT)6 12 69670988 69670999 TTGCTTTTTGAATGACGCAG CCATATCAACTATCCCCAATCG 243

Ad07A14339 Aradu.A07 14339 p3 (ATA)5 15 69679056 69679070 TTTTTGTACATTTCATATCACATCC CCTGTTTGTGATATATTGTAGTGTGAA 193

Ad07A14340 Aradu.A07 14340 p3 (TTA)5 15 69680638 69680652 TGATATACGTGAATGGGTAACAAA TCATGCCTCCGTTTTCTCTC 280

Ad07A14341 Aradu.A07 14341 p3 (ATA)19 57 69681682 69681738 GAAGAGAAGGGTTAGGATTTAGGA TGGAAGCGTTAATTATTTGGTTG 252

Ad07A14344 Aradu.A07 14344 p2 (AG)18 36 69686287 69686322 CACGAAGAAGATGTTGAGGGA CTCTGTCTCCGAGCCATCTC 250

Ad07A14345 Aradu.A07 14345 p3 (CGC)5 15 69686831 69686845 TTCTCCAAAACGAGAAGCGT ACGGATACGGCAGTGGTAAC 147

Ad07A14346 Aradu.A07 14346 p3 (AAG)5 15 69690987 69691001 TTGTTCGAGGATGAAGACCC TCTCAAAACCTTGGCAGCTT 114



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14351 Aradu.A07 14351 p3 (GGT)5 15 69731689 69731703 GTCGCTCATCTCAGTGTCCA ACATCGCACCCAATCTCTTC 107

Ad07A14352 Aradu.A07 14352 p2 (GT)6 12 69762293 69762304 AGCCCCTCTCTCTCTGTTCC CAACACACCTCTCCCCCTTA 141

Ad07A14354 Aradu.A07 14354 p3 (TAT)5 15 69770778 69770792 CGACTTCAAACCCCGAAGTA ATCGACAAAAGGCAGACTTG 134

Ad07A14355 Aradu.A07 14355 p2 (TA)7 14 69771148 69771161 AAACACGACACCCAATCCAT TGCAGGTTCGGTTATGATGA 224

Ad07A14360 Aradu.A07 14360 p2 (AC)9 18 69784754 69784771 TCGTACCTAGCTTCAACGGG GGTGTTTCTCCCATGGAAAT 263

Ad07A14366 Aradu.A07 14366 p3 (TTG)5 15 69823919 69823933 TTTATGTCCCGCTTTTCCAC ATCATTCCCACAGAACCGAG 226

Ad07A14367 Aradu.A07 14367 p2 (TA)6 12 69829634 69829645 TTTGTGTCCCTTTGGGTTTC AAGGGGGTAAACAAAAACCG 223

Ad07A14368 Aradu.A07 14368 p2 (CA)6 12 69834842 69834853 CCCTTGGCCCAACATAACTA TCTTCCCCCATTTCCTCTCT 102

Ad07A14369 Aradu.A07 14369 p4 (TTAA)5 20 69840825 69840844 AAGGCATCTCTCTCTTCTCCA TTGCAAAATTAGTCGTTGAAAA 233

Ad07A14370 Aradu.A07 14370 p2 (AT)6 12 69902118 69902129 CCCAACACTTTTGCATTTCA CCACACCATTAGGCTCAAAA 241

Ad07A14371 Aradu.A07 14371 p2 (AT)11 22 69924448 69924469 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 139

Ad07A14373 Aradu.A07 14373 p3 (GTT)6 18 69926617 69926634 TCCCTTTTCACGCTTCTTTT TTTCCATGCCAAGAATGCTC 252

Ad07A14376 Aradu.A07 14376 p3 (TCA)5 15 69953329 69953343 CAACTCGAACGCTGACGATA TGATCCTTGTGGGTAAACGA 258

Ad07A14377 Aradu.A07 14377 c (A)10gaaaaaagaaaaagagaaaagccttcccaattgccttcccaacacgacagataataacaacagtaac(CT)12101 69955923 69956023 TCCTCCTTGTTTCTTGGTCG GAAAGTGTGTCGTTTTGGGC 253

Ad07A14378 Aradu.A07 14378 p2 (GA)29 58 69963647 69963704 CATGTGAAGGTCCCACCTCT AGTTATAAAGCTCCGTGCCG 199

Ad07A14379 Aradu.A07 14379 p3 (TGG)7 21 69966462 69966482 CCCTTTGACTTGGAATTGGA GGTGGTACTCTTCGTTTGCC 116

Ad07A14380 Aradu.A07 14380 p2 (TG)6 12 69980694 69980705 GGACCTTGGGTGTGGTAAGA GGGAAACCGAAACCATACCT 277

Ad07A14383 Aradu.A07 14383 p2 (CT)7 14 70020455 70020468 CCCAGGACTAGAAGCAATGG ATAAGCCAATTGGGCAACAG 229

Ad07A14385 Aradu.A07 14385 p2 (AG)7 14 70028427 70028440 GCAAGCAGAGACATTTGTGG GGCCTAGCCTTAACCAAACC 212

Ad07A14387 Aradu.A07 14387 p3 (ACC)5 15 70029790 70029804 CACCGCCTCATTTTCTTCAT ACGCAGAGGAGCAGAGAAAG 232

Ad07A14389 Aradu.A07 14389 c (T)12aat(A)10 25 70038936 70038960 AACACCGGGATGATCTCAAG CTGATCCAAGCCTGTCTGAA 275

Ad07A14391 Aradu.A07 14391 p3 (ACA)5 15 70044946 70044960 TCCTTCCAGTTTGAGATGGG CCCCACCTAGTGAGACAGGA 250

Ad07A14394 Aradu.A07 14394 p3 (AGG)8 24 70051864 70051887 AATGAACCGAACATTGTCCA CAAATTGGGCCAAACTCAAT 253

Ad07A14396 Aradu.A07 14396 c (GAA)6(GGA)10 48 70058933 70058980 TCCTCCTCCTCATCTTCTGC CTCCAACGTTTGTATCACGC 260

Ad07A14398 Aradu.A07 14398 c (A)11tagaaactgaaacaaaccgttattatg(T)1149 70068086 70068134 CCTGTTTTTCAGCTTTTCCAG TTTCTTTGCATAGGGATGGC 217

Ad07A14400 Aradu.A07 14400 p2 (TA)8 16 70077810 70077825 AACGCTTTGCGCTTTGTAAT GCGCTTCAATTATCCCAAAA 280

Ad07A14401 Aradu.A07 14401 p3 (TTA)9 27 70082238 70082264 TGATGGAGGTAGACGACACTTTT CCCTGATTAAACGTTTGTCTTTG 194

Ad07A14402 Aradu.A07 14402 p2 (CT)6 12 70086048 70086059 TCTGCCAATAAGAGGAGGTTT CCCAACAAGAATATGGAGCA 278

Ad07A14403 Aradu.A07 14403 p2 (AT)8 16 70086244 70086259 TGCTCCATATTCTTGTTGGG CGAATCTTCAGTTTCAATTTAAGGAG 236

Ad07A14405 Aradu.A07 14405 p2 (AG)6 12 70090171 70090182 CGAGAAGAGAGAGCTTGCGT CCCCTCACTCTTGACTCTGC 250

Ad07A14406 Aradu.A07 14406 p2 (AG)7 14 70094357 70094370 CCATCATTGTTGACCCATCA TCGTGACACTGCTCCTCAAC 236

Ad07A14409 Aradu.A07 14409 p2 (CT)16 32 70111905 70111936 TGCTAGGCAGAAGCAACAGA GTCGTGTGGAAGAGAGGGAG 171

Ad07A14410 Aradu.A07 14410 p2 (GT)7 14 70112077 70112090 TCTAACGGCAATGCCTCTCT GAAGAGGGAGGGAGATAGCG 273

Ad07A14411 Aradu.A07 14411 p2 (GT)6 12 70112210 70112221 CTCGTTCGTGTGTGTGTGTG ATCATTCATTCTTCCACGGG 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14419 Aradu.A07 14419 p2 (CT)14 28 70140779 70140806 TTGTCCTAGTCAGCATTCCCT GCGAAAGTCATGGGAGAGAG 165

Ad07A14420 Aradu.A07 14420 p3 (GAT)7 21 70146318 70146338 AAACAAGACGAATCATGAGAAGG TGATGACGACACACAAAGAAA 206

Ad07A14425 Aradu.A07 14425 p2 (AT)10 20 70157976 70157995 GTACCCACGGGGATTTACCT AAGGAGACAGGAGGTGCTGA 230

Ad07A14427 Aradu.A07 14427 p3 (AAC)5 15 70168768 70168782 TCGGAAGGACTAAAACGACG TGGCTTGAGCATGATTATCG 253

Ad07A14428 Aradu.A07 14428 p3 (TTC)6 18 70184034 70184051 TTCACCTTGGCCAAACCTAC CGACCTTAGGTGCCATTGAT 166

Ad07A14435 Aradu.A07 14435 p3 (GCT)5 15 70220767 70220781 AACTGTCATAAGAGCGCCGT AGCAGCAGTTGGAGCAGAAT 114

Ad07A14436 Aradu.A07 14436 p3 (AAC)6 18 70222084 70222101 AAACCACACCACTTCTTGCC GCAGATGCAGTTTGAGACCA 186

Ad07A14437 Aradu.A07 14437 p3 (AAT)16 48 70226008 70226055 CGGGAAAATTTTGGAAAACA TGGGATGACTTTTGTCCCAT 222

Ad07A14438 Aradu.A07 14438 c (TGA)5ta(TTG)5ctgtggcacagtagtagccaccgctgaagaagggtgatagttcaac(TGA)696 70232967 70233062 TGTTAGAAGCTGGAGCCGTC CAACAATCATTGGCCATCAC 231

Ad07A14439 Aradu.A07 14439 p3 (TAT)5 15 70233438 70233452 TTTCCTGCATCCATCACAAG CGCATGCTCTCACTTAACCTT 238

Ad07A14441 Aradu.A07 14441 p2 (TG)6 12 70235128 70235139 CCCTGGAAGTGGAACATCAT GGTTCCTCTCCACTTCGTTG 277

Ad07A14444 Aradu.A07 14444 p2 (CT)6 12 70245460 70245471 CCCCATAGGAACACCTCAGA GTGAGTTTGGGTGGGAAAGA 208

Ad07A14448 Aradu.A07 14448 p2 (AT)16 32 70259416 70259447 TTGAATTTGATGCATGAGTGTG AAAGCTAAGGGTAAGGGTAAGG 194

Ad07A14457 Aradu.A07 14457 p2 (CA)8 16 70293271 70293286 TTTCCCCAATTCCTAACCCT CTTCCTCACGTCTCCCTCAC 128

Ad07A14465 Aradu.A07 14465 p2 (AT)6 12 70376591 70376602 CGTTATGATCCCTGCTTGCT TTCGCTTATAGTTGCACTGATTG 107

Ad07A14467 Aradu.A07 14467 c (T)10caattttggatggaatctcagc(T)1042 70378879 70378920 GAAATTGGATGGGACTTGGA CGCACACAAACACACACAAT 218

Ad07A14468 Aradu.A07 14468 p2 (TA)6 12 70379038 70379049 GAAATTGGATGGGACTTGGA CGCACACAAACACACACAA 218

Ad07A14469 Aradu.A07 14469 p2 (TA)9 18 70380478 70380495 AGCCATTTACTTCTCTGCCA AAATCAAATCTTGAATTGGTCTAAA 159

Ad07A14475 Aradu.A07 14475 p3 (GAT)5 15 70418204 70418218 GCGGCCTATGAGAATCTGAA TTGGTAGAAGTGACCGGAGG 158

Ad07A14476 Aradu.A07 14476 p2 (AG)6 12 70422956 70422967 TCCATCCATTCATCAACAACA CCAATTTGGCAACATAAATCAA 244

Ad07A14477 Aradu.A07 14477 p2 (GA)6 12 70442456 70442467 GCAGAGGTGATTTTTAGCCG TACACCCGTTCGACACGTT 130

Ad07A14479 Aradu.A07 14479 p3 (CTT)5 15 70467212 70467226 TCTTGACTTTCCCATGGAGG ATACAAGGCTCAGCCACAGC 194

Ad07A14480 Aradu.A07 14480 p4 (TTAT)11 44 70474013 70474056 TCACATGTGCGGTGATCTTT AACTGTGGGAACTTGGGTTG 255

Ad07A14481 Aradu.A07 14481 p2 (TA)7 14 70474699 70474712 TCAATGTGAATCTTTGAATGGC GAATCATAACAATCCACACACCA 117

Ad07A14483 Aradu.A07 14483 p2 (AT)6 12 70487039 70487050 GAGTCTTCGTGAATACGAACAGAA AAATGCGAAGGTTTAGTGCG 225

Ad07A14485 Aradu.A07 14485 p3 (TAA)5 15 70489147 70489161 CTAATGGCTTCGGCCAAATA TGTAACACCCCAAATTTTTGAA 264

Ad07A14487 Aradu.A07 14487 c (A)10gaggtatgtgtcatgt(TA)944 70492144 70492187 GTTCTTGGTGGAGTCACGGT CAATGGAAAAATTATCAACAAAGTT 192

Ad07A14489 Aradu.A07 14489 p3 (TGA)5 15 70496474 70496488 ATGACTATGCCGAGCTCCAG GGCTTTGGCAGAGAAAACTG 206

Ad07A14491 Aradu.A07 14491 p3 (CTC)5 15 70590990 70591004 TCCGCATTTACCAGATGACA GAATCCGAACCCATCTTGAA 152

Ad07A14495 Aradu.A07 14495 c (ATA)15(AGA)6 63 70598460 70598522 GTTAGCACCTCATGTTGGCA TGAGGGTTCGGATTTTGAAG 209

Ad07A14497 Aradu.A07 14497 p2 (AT)6 12 70619307 70619318 TGGGAAACAACTAACCCTGC GCTTTTGCTTGCTGCTTCTT 154

Ad07A14501 Aradu.A07 14501 p2 (GA)11 22 70635748 70635769 CAAGAAAACGAGATCGCAGA AAAACATGGGTGCAATGTCA 246

Ad07A14502 Aradu.A07 14502 p3 (AAT)6 18 70647554 70647571 TCCATTCCATCAATGCAAAA GGCTCCCTAGCACTACCCTT 157

Ad07A14503 Aradu.A07 14503 p2 (AT)12 24 70648677 70648700 AAGGGAAAACAACCAATCCC TCCTCCTTGTGGAAGAATGG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14505 Aradu.A07 14505 c (A)11ccctaatcg(GA)1346 70650728 70650773 ATCGGAAAAAGAAGAACCCG AGTCGAGTGGCTGAGAAGGA 232

Ad07A14509 Aradu.A07 14509 p2 (AC)6 12 70653618 70653629 CAAACGGGCTTAAAACGCTA GAGCTCTTCACAAGGAACGC 239

Ad07A14510 Aradu.A07 14510 p2 (TG)8 16 70679801 70679816 CTTGCAGTCCTCTTGGGAAG CGATTCCAAAATCATCACTCA 255

Ad07A14512 Aradu.A07 14512 p2 (TA)10 20 70680873 70680892 ATGTGAAACTATGGGCTCCG GATGCAACTTCGACGAGTCA 277

Ad07A14515 Aradu.A07 14515 p2 (TA)7 14 70693847 70693860 TCATCCTGCATTGCATTAGTT AATCAATTTTGGGAGGGGAG 242

Ad07A14520 Aradu.A07 14520 p3 (TTC)5 15 70704570 70704584 GTAGCACCTTCGACCCTTCA TCCCGAAACTTACAAAGGGA 206

Ad07A14526 Aradu.A07 14526 c (T)10aataagagagctcaacataaaaatagagcaagaacaacaagaagcaaacagaaaaat(A)1279 70719904 70719982 CAACTTAGCATAAGGTCAGCCA TGGTTGATGAATTGTTTTGTGA 215

Ad07A14527 Aradu.A07 14527 p2 (AT)6 12 70720859 70720870 GAATTGCAGGAAACGAGAGG CGGGCAAAGTTTATGGAAAA 242

Ad07A14530 Aradu.A07 14530 p3 (TAA)6 18 70737046 70737063 AGATGGACGTGCCCAAAGT ACGTGAATCGGATAACAAAGA 253

Ad07A14533 Aradu.A07 14533 p3 (TCT)5 15 70750491 70750505 CTGTTGCTGGGGTTATTGGT AATTAAGGAGACCGGGGATG 218

Ad07A14534 Aradu.A07 14534 p2 (AG)6 12 70753143 70753154 CCCTCCAAAGAACAAACGAA CTCATCATGCCTTCACCCTT 277

Ad07A14536 Aradu.A07 14536 p2 (TA)6 12 70760596 70760607 CAAATTGGTAACGTTAAGATCGC CGGTTAAAGCATCAGTCAGC 279

Ad07A14539 Aradu.A07 14539 p2 (TA)6 12 70768440 70768451 CCGGAGCTAAGGGAAAAAGT TCCATCCATGCATCATCATC 225

Ad07A14540 Aradu.A07 14540 p2 (TA)6 12 70770149 70770160 TGGATTTTTATTTTCAACCAATCA AGAGCGATAGCACAGCGAAT 277

Ad07A14541 Aradu.A07 14541 p2 (GA)17 34 70774095 70774128 AGAGCGACGACGATTTGAGT CGACCTTCTCCTCCCTTACC 169

Ad07A14543 Aradu.A07 14543 p2 (TC)7 14 70782874 70782887 GGGACGGTTGATTCAGTGTT AGCCATAGCAACAGCCATTT 186

Ad07A14553 Aradu.A07 14553 p2 (TG)6 12 70818707 70818718 AAGATGACGAGCCTCGAAGA CCTCAGAGCTGAGTCCATCC 187

Ad07A14554 Aradu.A07 14554 p2 (CT)9 18 70822772 70822789 TTCTTCCCACTCCATCACAA AAGTGCTTCATGCGTGTTTG 229

Ad07A14556 Aradu.A07 14556 p2 (GA)6 12 70830323 70830334 AGGCTCATTTGCTTTGCTGT TCTACTCCGAGCCTTTGCAT 245

Ad07A14558 Aradu.A07 14558 p3 (TAT)5 15 70832259 70832273 TTTCCACGTTTCTGTCCAAA ATATGCGGATTGGGTTACCA 258

Ad07A14561 Aradu.A07 14561 p2 (TC)10 20 70839085 70839104 TCCTACCACCCCTCTCTCCT CTCATGCACACAGCATACCC 226

Ad07A14566 Aradu.A07 14566 p4 (ATAA)5 20 70845698 70845717 GTTGGCAGAAGTTGGCAGAT AGGGGGTAATCAATGAAGCC 101

Ad07A14570 Aradu.A07 14570 p3 (TGA)7 21 70852688 70852708 GGTGGCGTGGTACAAGAAGT TCGAGCGACCTTTTTCAAGT 243

Ad07A14575 Aradu.A07 14575 p3 (TCA)5 15 70861484 70861498 CGGTGAAAGATGGGAGAAAA GGTGACTGATGCATTACGGA 223

Ad07A14577 Aradu.A07 14577 c (GAG)5gaagaggtggtgttgataacgacaataacaaaa(AAG)563 70862546 70862608 CGAGATCACTGAAGATGAAGGA ATTCACGCGTATGCATTTTT 206

Ad07A14578 Aradu.A07 14578 p2 (AT)9 18 70862725 70862742 GGAGGAAGAGGTGGTGTTGA TTAAACTGTTACCGAATGTGAAAG 257

Ad07A14580 Aradu.A07 14580 p3 (TCC)8 24 70864192 70864215 CCAGCATTCTTGCTTCAACA AACAGCTGCAAGAACGTGTG 225

Ad07A14581 Aradu.A07 14581 p2 (AT)6 12 70864718 70864729 GAAAATAGCAAGACCCGACG TTCGCCTAAATCAAATCGGA 233

Ad07A14582 Aradu.A07 14582 p2 (AC)12 24 70865954 70865977 AACCACGCCCCCTTTATTAC ACAGAGCATTTTGGGAGACG 249

Ad07A14583 Aradu.A07 14583 p2 (TA)9 18 70866252 70866269 GACCAAGTCCCCAAATAGCA CGTGGCATAACGGTGAATCT 267

Ad07A14584 Aradu.A07 14584 p2 (AT)6 12 70866788 70866799 GAAAATGGTTGGTCATCACG CCCTTCAACTCTTCTCGTCG 141

Ad07A14589 Aradu.A07 14589 c (AAT)5aaactaacttaaacaactaacaattaatctg(T)1157 70872759 70872815 TCCACTCAGCTTCCATTTCA TGATGCCATAAAAACGCAAA 264

Ad07A14590 Aradu.A07 14590 c (T)13ggtgtcttaatgtttttaattttgtggtttatta(T)1360 70883550 70883609 CTGCTCGACTCTTCTCCCAC TCCATTTATAGGTCGTAAATTCGAG 252

Ad07A14591 Aradu.A07 14591 p2 (TA)6 12 70883750 70883761 CGAATTTACGACCTATAAATGGA AAAAGTGTCTTTGTGGATGTGTC 278
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Ad07A14594 Aradu.A07 14594 p2 (TA)6 12 70887854 70887865 GTCAAACCAAACATGGGACC CAAGAGAGTCCGAAGGGTTG 213

Ad07A14595 Aradu.A07 14595 p3 (TCT)5 15 70889552 70889566 CCCCAATCTTCTCTCTCGAA AATTCAATCGCGAAAGCCTA 229

Ad07A14599 Aradu.A07 14599 c* (A)10(AG)6* 21 70906150 70906170 CAGAGTAGTGATTGATAAACTTCCAAA CTGGCAGTCGCACATAAAGA 251

Ad07A14601 Aradu.A07 14601 c (ATA)20atgtgatgtactgtacagtgtacactacagtactacacaggtcaaatgtggcgggtcatact(CA)6134 70910508 70910641 CGTTGTAAGATTGAGGCGGT GACTATAAACACCCAATTTCATAGTTG 276

Ad07A14603 Aradu.A07 14603 p2 (TC)6 12 70912594 70912605 GAGAGAGAAAGGTTTGGGGG CGTCGGGAAAAAGCTACAAA 215

Ad07A14605 Aradu.A07 14605 p4 (AAAT)6 24 70922115 70922138 GCAGAAAACAATCGACCACA AACAGCTGCATGCTTGGATA 273

Ad07A14610 Aradu.A07 14610 p3 (ATT)5 15 70931141 70931155 TGGTCCAGTCACCAGGAAGT GTGCAAACTGAAACGCTGAA 140

Ad07A14611 Aradu.A07 14611 p2 (AG)6 12 70931679 70931690 TAACATCCTCCTTGCTCGCT CGAACGTCGTGTTCCCTATT 175

Ad07A14612 Aradu.A07 14612 p3 (ATT)6 18 70932478 70932495 TGCCAAGATTTTGTTTGAGAGA TGTGTTGGGCTTGTTAATCG 276

Ad07A14614 Aradu.A07 14614 p3 (TCT)7 21 70950078 70950098 GCAACTCAGTTTGGCCTCAT CCAACTCAACTGAACAGGAGC 256

Ad07A14616 Aradu.A07 14616 p3 (GGA)5 15 70953396 70953410 GAGTTGAGGAAGATGCTGGC AAGACTCGAGCATTGCCATT 233

Ad07A14619 Aradu.A07 14619 p2 (TC)21 42 70973172 70973213 GGTGAACTCTTCAAGACGCC TGAAGAGCTAGGGCTTGGAA 277

Ad07A14622 Aradu.A07 14622 p2 (TC)6 12 70975857 70975868 TGCTATCCATGGTGGAACAA TGGAAAATGGGGTTGAGAAG 217

Ad07A14623 Aradu.A07 14623 p2 (GC)6 12 70978216 70978227 CCATTTGGGTTGGAAAGCTA ACAAGGCTCCTAAAACCGCT 163

Ad07A14626 Aradu.A07 14626 p3 (GAG)7 21 70990853 70990873 GTTACCGTAATTGGGCGAGA CGCCTATCAGAAGGTCCAAG 129

Ad07A14629 Aradu.A07 14629 p2 (AT)7 14 71001191 71001204 TTGGCAATGCCTACATTCTC TTCACAAATTCAGCATCACAATC 250

Ad07A14631 Aradu.A07 14631 p2 (TC)10 20 71007355 71007374 AGGTTGCTGCGCTTGTATTT ATCCTGTGGGTCTCACCAAG 182

Ad07A14632 Aradu.A07 14632 c (ATAA)5aaagcatcacaataatttacatattgatgcaacagattatcgttattaaccaaggaaatg(A)1393 71010000 71010092 ACCTCTTGATGGCAGCATCT CCCACTCTCATCGATCACCT 249

Ad07A14635 Aradu.A07 14635 p2 (AT)10 20 71015729 71015748 CATGGAATCATTCTTCACGG CTCAAATTTAGGGCCACCTG 243

Ad07A14639 Aradu.A07 14639 p2 (AT)14 28 71029226 71029253 TCTCAGAAACAAATGCAGCC AGTGGAAAAACCACAATGGTC 236

Ad07A14640 Aradu.A07 14640 p2 (AT)6 12 71030233 71030244 ACACGTAATCACACCATTTTCA GAATTTTGATACATTAGAGGTAAAAGG 260

Ad07A14641 Aradu.A07 14641 c (A)10ctgtcccacatcttggtctagcacgactataccccataatacaacacatcacatacatgcctccaataaaac(A)1092 71031436 71031527 ACTCGTATGATCCGACTTGTTT CCACTTACAACCACATTGCG 263

Ad07A14644 Aradu.A07 14644 p3 (ATT)15 45 71037701 71037745 TAGCTAGCATGCCTGCCTTT TTTCTTTTCTAAAAGTGAAATCTGACC 239

Ad07A14645 Aradu.A07 14645 p2 (AT)6 12 71038005 71038016 TTGTGGACTATGTTGGTTGACA GCCTCCTAGACTTTTCCTTTCC 273

Ad07A14647 Aradu.A07 14647 p2 (AT)6 12 71046259 71046270 AGAGGATCCAAAGAATCGCC GGCTTGTTTAAGCCTGATGG 277

Ad07A14648 Aradu.A07 14648 p2 (GA)17 34 71049330 71049363 CAGCAATGTAAGGTGGGTCA GGATTTGATTTGCCATTTGC 269

Ad07A14650 Aradu.A07 14650 p4 (AAAG)6 24 71065729 71065752 GCGCTTCTCATATGCAACCT CGCTTGTTTGGACCGATAAG 228

Ad07A14651 Aradu.A07 14651 p2 (AG)10 20 71066145 71066164 TCGAACCCAATTCCTTTCAG TCAGCAAACAAGGGAACACA 199

Ad07A14655 Aradu.A07 14655 p3 (TCT)5 15 71074533 71074547 AAGCGATTCTGTTAGCTGGC TCCCCTGCTTCTCTTCTTCA 255

Ad07A14656 Aradu.A07 14656 p3 (TAA)6 18 71076978 71076995 TGGCAATAATTTGGCCTGTT TGTCGCTTCGACCTTTACCT 244

Ad07A14657 Aradu.A07 14657 p2 (AT)8 16 71081719 71081734 GGACCACCACCCCCTAGTAT TGCTGTATTTTAATTGGTTTTTGT 239

Ad07A14661 Aradu.A07 14661 p5 (ATCAA)5 25 71092096 71092120 CATTAGGCTAGCAACCCCTG TGATTGAAAAAGATTTCTGATGAA 211

Ad07A14663 Aradu.A07 14663 p3 (CGA)5 15 71093297 71093311 CGTTCTCCTTCCCCTTTCTT AAGTGATGCACATGCGAGAG 165

Ad07A14665 Aradu.A07 14665 p2 (TA)7 14 71099493 71099506 CACATATAAACGCCAACCCC CCCTTCAGTTCTACACCGCT 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14667 Aradu.A07 14667 p3 (CAT)5 15 71102128 71102142 GATTTCGGCCAGTTAGGTGA GATGAATTTCTGGCCCTTGA 164

Ad07A14668 Aradu.A07 14668 p3 (AGA)6 18 71103713 71103730 GAGGAGAAGGAGGAGGAGGA CGAAATCACTCTTGCCCAAT 160

Ad07A14670 Aradu.A07 14670 c (T)10aagaaaataatatatatgcaattatttttg(T)1050 71108898 71108947 TTTGTGAGACTTGGAACAAAAA TGAAGCTGAATTTTGTTCATCATA 259

Ad07A14672 Aradu.A07 14672 c (TAT)15(TGT)7gccttctattttcatagatatataatgtgaagatatttgata(TTG)6126 71109729 71109854 TCCTTCATTTCTTTCTTTTTGTTTTT GAATATTGCTTGACTTGCTTTCG 278

Ad07A14673 Aradu.A07 14673 p3 (TAT)13 39 71110137 71110175 GGCAAGAAAAGTTAGGTGGC GAGTTAAATTCAAGGATAACGATGTTT 262

Ad07A14675 Aradu.A07 14675 p3 (AAT)5 15 71113440 71113454 AATGACAACGTGGTGGTTGA TGCGTGAATGTTTTCATCGT 233

Ad07A14677 Aradu.A07 14677 p2 (TA)7 14 71114205 71114218 GCATGCCTCTCTTGGAGGT TCTCATTCTTAACTTTGCACAAAAA 260

Ad07A14679 Aradu.A07 14679 p2 (TC)7 14 71116742 71116755 GCCACTTCCACATTTGAACC GCGAATCTCAGAAACCCAAG 130

Ad07A14680 Aradu.A07 14680 p3 (ATT)6 18 71117429 71117446 ATAACGGTGGCTTGGATGAG GGGATCGTTAGGCAGTGGTA 173

Ad07A14681 Aradu.A07 14681 c (AG)10gttagagaa(AG)641 71121670 71121710 GCAAGACAAATGGGCTCTTC TGCACTATGCAGTGAAGCAA 236

Ad07A14683 Aradu.A07 14683 p6 (CGCAGC)5 30 71125920 71125949 TGCATCACTCTTGAAGCACC CATCAGCGTCGCGTAATCTA 251

Ad07A14688 Aradu.A07 14688 c (A)11gtgtaagattga(T)15acttttgcatatattaagagcaaagaac(T)1076 71140145 71140220 CAAGCAATTGGAGCAGCAAC CGTGTACTGAATTTGGACCTCA 268

Ad07A14691 Aradu.A07 14691 p2 (TC)15 30 71150354 71150383 CCTCCGTTATCCCTTCCATT TTCTACGTTGAGGTGCATCG 162

Ad07A14692 Aradu.A07 14692 p2 (TC)11 22 71150494 71150515 CCTCCGTTATCCCTTCCATT TGTTTGAGGCCCAATGATCT 225

Ad07A14696 Aradu.A07 14696 c (ATT)9aaagtgatcattagattctcaaagttgttgacattggattaattagtttttg(A)1089 71159663 71159751 TGATCTCTTGGTGTGAGCAAA TCCAAAACTAAATCATTTTCATGC 262

Ad07A14697 Aradu.A07 14697 p2 (GT)6 12 71163054 71163065 TCACCCCATGGAAGTAAAGC TTGCTGGGCATTGTAAATCA 233

Ad07A14698 Aradu.A07 14698 p3 (ACA)6 18 71169705 71169722 GAGCAACGCAAAACTCATCA GTCTCATCGGAGAAGCCAAG 231

Ad07A14699 Aradu.A07 14699 p3 (GCA)6 18 71170033 71170050 CTGGACGGTGTTGATTTGTG ATCTGGTTTTGTTTGGGACG 181

Ad07A14700 Aradu.A07 14700 p3 (AAT)7 21 71174172 71174192 TCTGATGGGAAATCTGGCTT TATCAAACCCAAACCCTGGA 233

Ad07A14701 Aradu.A07 14701 p3 (CAT)6 18 71176101 71176118 ATGCACTTCACTCTGCATGG GTTGCAGAATTCAGGCCAAT 119

Ad07A14704 Aradu.A07 14704 p2 (CT)14 28 71179629 71179656 TCACATGAAGCCATTGGAAG GTGGAATCTTTGTTGGTGGG 220

Ad07A14707 Aradu.A07 14707 p3 (TTC)8 24 71188925 71188948 TTCTGTCTCCGTCGACAATG CAGAGAAGGGGAGAAGGAGAG 177

Ad07A14710 Aradu.A07 14710 p2 (AT)9 18 71195259 71195276 GGGACCCCAGAAAATGAAAT TGTGTTTGTGCAGGATTGGT 222

Ad07A14716 Aradu.A07 14716 p3 (GCG)7 21 71210449 71210469 ACATGGCGATTAATGAAGGG TGTGTTGGGTTTTCGTTCAA 277

Ad07A14717 Aradu.A07 14717 c (T)10aactttaaaagggtttagtctctcctctttcataactagccttaattatttttcattca(T)1079 71210892 71210970 CATTGTTACTGCGACTGCGT AGAGGAGCAATTGGCAAAGA 260

Ad07A14718 Aradu.A07 14718 p3 (TAA)5 15 71211165 71211179 TCTTTGCCAATTGCTCCTCT ATCCGATCCATTTGGTTTCA 223

Ad07A14721 Aradu.A07 14721 p2 (AT)8 16 71215870 71215885 TTGCCTCTCCCTATCATTGTG CGAAATCTGGTTCTTTTGGG 280

Ad07A14722 Aradu.A07 14722 p2 (AT)6 12 71216413 71216424 AGGTGATTCCACCTCCTGATT GGCAGCATATTCTCCCAAAA 218

Ad07A14729 Aradu.A07 14729 c (A)10gagagagggttgaacgatgcgg(A)1042 71246803 71246844 AACGCCTAGGGTTTTCCAGT AACGAAAAAGGGAGGAGGAA 178

Ad07A14731 Aradu.A07 14731 p3 (TAT)5 15 71249113 71249127 TTGTGGCAGTGGTCTTCTTG CCTTTTGGTGAACAGAGAACG 223

Ad07A14733 Aradu.A07 14733 p2 (TA)6 12 71257282 71257293 TATTTCATTGGCTCCTCATACTT GGAGATACCGTGGGAAACAA 257

Ad07A14736 Aradu.A07 14736 p3 (ACT)5 15 71263912 71263926 CCACATCAAAAATGATTGGC ACTGTGTGAAGGTGTGGTGG 155

Ad07A14740 Aradu.A07 14740 c (A)10gaaactgaactccatgagcg(A)1040 71273214 71273253 ACTGATTTCTTAGTAAAGGAACAAAAA TCACTGCTTATGTTGGCGAC 232

Ad07A14743 Aradu.A07 14743 p2 (TA)9 18 71277191 71277208 AGGTTTTTGAACCGCAAATG AACTCGACCTGCGAAGCTAA 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14745 Aradu.A07 14745 p3 (ATA)5 15 71278873 71278887 AAATTAAGTCCAAAGGTAATAAATCAA CTGCCTCTGAGGGTTCAGTC 154

Ad07A14746 Aradu.A07 14746 p2 (AG)8 16 71279167 71279182 GACTGAACCCTCAGAGGCAG GGAGAGAAGCCCTCTGGTCT 257

Ad07A14748 Aradu.A07 14748 p2 (AT)6 12 71282991 71283002 GCACCTTTTTGATTGGGAAA CAGACACACACACCAAATTGC 263

Ad07A14749 Aradu.A07 14749 p3 (GAA)7 21 71283758 71283778 TGAGACAAAAACCAGAGCCA GGAGCCATTTGGAAGCATAA 239

Ad07A14750 Aradu.A07 14750 c (GT)6(GA)11 34 71289081 71289114 AAACCTCCCCCTTCATGTTC TGGTTATGGCAATGTGCTGT 186

Ad07A14751 Aradu.A07 14751 p2 (AT)9 18 71300607 71300624 GTGGTTACCGAACCCAAAAA TTTTGTCCCGCTTGCATATT 280

Ad07A14756 Aradu.A07 14756 p2 (TA)8 16 71310407 71310422 GGCACAATAATAAAAATCCACCA GTGAGCTGACCACTCGATGA 220

Ad07A14758 Aradu.A07 14758 p2 (AT)9 18 71313052 71313069 TCATGAATTGTTCCCTTTGTT CAAAATTGTATTCAAAACCTGCAA 264

Ad07A14760 Aradu.A07 14760 p2 (AT)6 12 71314692 71314703 TCATGAATTGTTTTCTTTGTTATCAT CAGTTAAAGGATGAAATTAGACGC 215

Ad07A14762 Aradu.A07 14762 p2 (AT)6 12 71317286 71317297 TGCATGCTAATCATGACTTCAA TGATGAAATTACACACTTTTGTTTT 262

Ad07A14763 Aradu.A07 14763 p2 (AT)6 12 71317919 71317930 CGACCTCCATGGGTAACAAC GCTCAAAAACCATGTTCCAAA 262

Ad07A14765 Aradu.A07 14765 p2 (AT)13 26 71322145 71322170 TTGGCCACAACATCCAAATA CACCAAAGCAAAGCACTTCA 251

Ad07A14768 Aradu.A07 14768 p2 (AT)10 20 71324310 71324329 TTATCGCTCTCATCCCATCC GCGGGTAGCAATAGCCAATA 188

Ad07A14772 Aradu.A07 14772 p4 (AAAT)5 20 71326467 71326486 AGCTAGAATTTCATTGAATGTTGTTA CGGAATAATTTAGATGTCTCGTTTT 226

Ad07A14775 Aradu.A07 14775 p2 (AT)8 16 71329474 71329489 AGAGACCATCCTTTCGGACA GCATGTTGGGGAAGTTAGCA 257

Ad07A14778 Aradu.A07 14778 p2 (GT)15 30 71331990 71332019 GGCTAGATGTTAACCGTTTTGG ACTCTTTTGATGGCCAAGGA 234

Ad07A14780 Aradu.A07 14780 c (T)10gtc(T)11 24 71336093 71336116 TTTCTTCTTCTTATCTTTTGTCCTCC TCTCTGTTTGGAGAAAATTTGTAGG 220

Ad07A14781 Aradu.A07 14781 c (A)10cgaagaagaat(AAGAGG)657 71338068 71338124 ACACCCAAAATTCGTTGCAT TGCGTTATTCATTCGTTTCC 280

Ad07A14786 Aradu.A07 14786 p2 (AT)6 12 71353134 71353145 ATCAAATGGCATCCCACAAT CTCATCCACACTACATCCACAA 241

Ad07A14790 Aradu.A07 14790 p3 (ATA)5 15 71355039 71355053 AACAATCCAAAGCGGGAAGT TTGCCAAACATGATGAGAGC 227

Ad07A14792 Aradu.A07 14792 p3 (TAT)5 15 71364726 71364740 GTGTCATACCGGTGTTTCAGT TGGGAACATCTCTTCAAAACAA 228

Ad07A14793 Aradu.A07 14793 p5 (TTTTA)7 35 71365327 71365361 ACCACATGGTAGGTCAAGACA CAAATCAACCCACGATGTGA 151

Ad07A14795 Aradu.A07 14795 c (AT)8aatt(TAA)6 38 71373845 71373882 AGTTTGGTGCGGATTGGAT GAAGCTTGGGTAAGGTGAGG 280

Ad07A14796 Aradu.A07 14796 p2 (AT)7 14 71375432 71375445 CGTTGCCCTCTCTTATCTCG TTCTTGGACTACAAATGGGGA 277

Ad07A14797 Aradu.A07 14797 p2 (CA)6 12 71375990 71376001 AAGCTAGCACACAATTTCGGA ATAAACGGGCAAAGCATGG 181

Ad07A14798 Aradu.A07 14798 p2 (TA)7 14 71376727 71376740 TTTAACGGGTTTGCTATCGG ATTTTCGTCCTGTCCGATCT 208

Ad07A14800 Aradu.A07 14800 p2 (AT)10 20 71378728 71378747 TTATGGTAGGGACCTAGGAACTC TCGAGACGCGTGTAAATGAC 254

Ad07A14801 Aradu.A07 14801 p3 (ATT)5 15 71379620 71379634 GTGCCCTTTGGCCTGTAGTA TTTGCCATAATAATTGCTTGGA 267

Ad07A14802 Aradu.A07 14802 p2 (GA)8 16 71390183 71390198 ACCTTTGCATTTTGCATCCT CGTATGATTCCAGCCCAACT 128

Ad07A14808 Aradu.A07 14808 p3 (TTC)24 72 71409656 71409727 CTCCCCAACCCCACTTATTT TGATTTGGGGTTGTGAAACA 253

Ad07A14809 Aradu.A07 14809 p2 (AT)9 18 71411199 71411216 TCCATATGTCACAGGCAGGA TCCAACCATATCCACAACCA 186

Ad07A14810 Aradu.A07 14810 c (A)10gaagaggggtttaatgagtcacgtgactcacccctctccccaaccccacttattttctttcacccgaaacccttctccctctttttcaatttcat(TTC)5ttt(TTC)8147 71416592 71416738 ATGCGCGACAAATATCCGTA GAGATGAGAAGATGGAAAGGGA 277

Ad07A14811 Aradu.A07 14811 p3 (TGT)5 15 71418254 71418268 GGATCCTCGTGTGGGTTATG AAAACCGGACAGAACCTCCT 267

Ad07A14813 Aradu.A07 14813 p3 (TAT)11 33 71422622 71422654 TTGGCATGATTATTTAAGAATGTTTT TGGAATGAAATCATGAAGGCT 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14814 Aradu.A07 14814 c (ATT)5atataaaccgtaacaacattcctaaatatcccacaag(A)1062 71422804 71422865 AGCCTTCATGATTTCATTCCA TTGTCATCCGATACTTCGCA 234

Ad07A14815 Aradu.A07 14815 p2 (AT)6 12 71423796 71423807 TGCAAAGAAAACATGCAAGA TCGAGTTTGGACAACTGACG 266

Ad07A14820 Aradu.A07 14820 p2 (AC)6 12 71439834 71439845 GCGATGATTGATTGCAGAGA GAAATGAGGGGACATTTGGA 273

Ad07A14822 Aradu.A07 14822 p3 (GAA)5 15 71447618 71447632 CAGGAGAGCCAAGATTCCAA TAAGCTTTGGGATTGGGAAA 247

Ad07A14823 Aradu.A07 14823 p2 (AG)6 12 71449600 71449611 CTCGTCGGAGATCAGAATCC CAATTACACCGTGCTCCCTT 131

Ad07A14824 Aradu.A07 14824 c (T)10aattggattcctataaaattaagccaattactagtaaaaaggacttaattg(A)1071 71452159 71452229 AATTGAGTCCTTGCACCAAAA GGTTTAATTACTCTGTTGGTCCCT 242

Ad07A14826 Aradu.A07 14826 p3 (TTA)7 21 71454317 71454337 AAGAAGCTTGGAATTTGGCA TAGTGCCACCACCTGCATAA 208

Ad07A14828 Aradu.A07 14828 c (TAA)5gtactacatttgttttatattttgttt(TAA)660 71458008 71458067 TTGAGTGTTTAAGAATGAGCCTT TGTGCGAGTTTGAAATATTTTCTG 223

Ad07A14832 Aradu.A07 14832 p2 (TA)6 12 71464318 71464329 TTCGATACCCATATGTTTTTGTG CGTCACTTCACTCCCATTCA 230

Ad07A14833 Aradu.A07 14833 p2 (AG)16 32 71464592 71464623 CATGATACACCTGCCAATGC ATTTTGATGGTGGTGGTGGT 220

Ad07A14839 Aradu.A07 14839 c (A)11gcattataattccatttgtggatggtacacaaataatctgtccctagagaacgtagactttaaaaataaaataaaaaaat(A)11102 71485686 71485787 GCCAGGGAAAATGAAATCAA ATGGAAAATAGGTTGCGGTG 217

Ad07A14845 Aradu.A07 14845 p3 (TTC)6 18 71492688 71492705 TTTATTCCATGCCCCACATT CGAAGAAGAAGAACGACGAAA 241

Ad07A14846 Aradu.A07 14846 c (CAA)5aagaatg(ACA)640 71494453 71494492 GTGTTCGGTTCATCCCTCAC GCGTTCCTCCTTCTCTTCCT 205

Ad07A14847 Aradu.A07 14847 c (AAG)6cgctggacaattttgtgcatattggacgcgtgtattttacatttcatttaatggtattaa(T)1088 71494606 71494693 AGGAAGAGAAGGAGGAACGC CCATGTAATCAAGTTGGCCC 177

Ad07A14851 Aradu.A07 14851 p4 (TATT)5 20 71506972 71506991 GGACATGAGATGTGGCATTG TTCCCCATTCTGTCAGGTTC 265

Ad07A14855 Aradu.A07 14855 p3 (ATT)5 15 71518098 71518112 TGAGAAATTAAAATGTGTCATCCG AACACCATAGAATCAGCCCAA 253

Ad07A14856 Aradu.A07 14856 p2 (AT)10 20 71519994 71520013 AAGGCATAGATTCAACCCCC TTTTAAAAATCGACTCGAAAGAA 233

Ad07A14857 Aradu.A07 14857 c (T)10atttttttattctacaaaaaataaaactaacaaaataatataattaaaataaaaa(TAT)580 71521064 71521143 TTCTCTTTACCCTTCACACGC AACTCGACTTCCCAACATCG 275

Ad07A14858 Aradu.A07 14858 p3 (TAT)5 15 71522048 71522062 TTTCTCTCTTTTCTCTCGTTCTCTC ACCGCAGAAGCAGCTCATAA 236

Ad07A14862 Aradu.A07 14862 p3 (ATA)7 21 71529247 71529267 CCATTACCAAAACCCCTTTG TCACCAACATTGTCTCCATGA 225

Ad07A14865 Aradu.A07 14865 p3 (CCT)5 15 71535319 71535333 GAGCACTCTCGGAAGCTTTG GGAGGCTGTTGCAGAAGAAG 276

Ad07A14866 Aradu.A07 14866 p4 (TTAA)5 20 71536595 71536614 TTTGGCGGAGAAACAAACTT GGTCATTGTGTGAGTTCCGA 227

Ad07A14868 Aradu.A07 14868 p3 (TTA)6 18 71542345 71542362 TTATCATACGGTGGCGGATT GGGTTCGGATGAAGATGGTA 225

Ad07A14869 Aradu.A07 14869 p3 (TAT)5 15 71547918 71547932 TGAATTCATGCGGAGTTCAT TCGAACATCCCTAAATCCCC 261

Ad07A14872 Aradu.A07 14872 p2 (AG)19 38 71551317 71551354 TGCCAGTCTCCTCTTCAACC AAGGTTGATTTCGTTGGCAC 120

Ad07A14875 Aradu.A07 14875 p2 (GA)8 16 71562176 71562191 GAGGAGAACAAAGCAGCGAC TTGCAAATTCTATTTCCGCA 193

Ad07A14876 Aradu.A07 14876 c (AT)7ccaaaacccaaatgtacataaacaaaatcttgtctctctataaacctctaagaggatcaaaaagaacaagttatgcggagagaaagctaagtac(AT)8124 71562669 71562792 TCAAGGCTGGCTGGAGAATA TCTCGTTAGGCGTCTGGACT 218

Ad07A14877 Aradu.A07 14877 p2 (AT)8 16 71563311 71563326 AGGCAAACCCAGTTAGAGCA CCTGGATAAAGTACCGTGGC 244

Ad07A14881 Aradu.A07 14881 p2 (GC)6 12 71576417 71576428 ACATGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 163

Ad07A14887 Aradu.A07 14887 p2 (TC)14 28 71589709 71589736 TGTCTTGCTTTTGGCAGTTG TGGGCATATGGCAGTAATGA 218

Ad07A14889 Aradu.A07 14889 p2 (AG)11 22 71590562 71590583 AATCAAAACAACACGGAGGC GCAATGAGCAATGGGAACTT 217

Ad07A14890 Aradu.A07 14890 p3 (ATA)7 21 71592082 71592102 GGTTCTGCCAATGTGTTCAA GAGGAAGTCCTGGCATTCTG 142

Ad07A14891 Aradu.A07 14891 p2 (TA)10 20 71594154 71594173 GGTCAGGTCAAATGGAAGGA CCGGTGAGCATTTACAAGGT 204

Ad07A14893 Aradu.A07 14893 p3 (AGT)13 39 71596980 71597018 ACATCACCCGAATCCATCAT GCCAGCATCAGCATCAGTAG 225
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Ad07A14895 Aradu.A07 14895 p3 (TAT)8 24 71611290 71611313 GCATAGTAAACAAATGTTATTGTGTCA TCATGTCAACAATTTTACATAGACG 247

Ad07A14899 Aradu.A07 14899 p2 (TA)9 18 71620261 71620278 TGTGGTGTGTGTGTCACTATGAG CCTTCACAGCATAACCAGCA 180

Ad07A14903 Aradu.A07 14903 p3 (CTT)5 15 71622621 71622635 GAAATACACGCGCCCAATAC GAAGAAGAAAACGCTCCGTG 110

Ad07A14905 Aradu.A07 14905 p3 (TAT)5 15 71629787 71629801 AGCTATGGCAGCTGCTTCTC CACACATTGCCATCCACTTC 195

Ad07A14906 Aradu.A07 14906 p2 (GA)8 16 71632314 71632329 GTTTTGCCAGTTGCTCTTCC CCATTTTGATTATGGGCCTG 274

Ad07A14913 Aradu.A07 14913 c (ATT)5agcatattcatattcatatagatattatatatgccgagtggtccaacactctgagtttaatagtgtgtcagatggaagaaaaag(A)10tctgatatgagttttgtaatgcaaacaagatactaattgattaatcaagttcaagcaaagcggtggaaagaggaggaaaaagttc(TA)6206 71646429 71646634 AGGATGTGGCGACTCTTTGA TGCTCGTTTCCTTTGTTTGA 276

Ad07A14915 Aradu.A07 14915 c (GAA)6gattacttacaaggctaagggagagagctggggaagcgaagaagtccttggcgtgagaagggtg(GTT)6ggtgttggtgttggtgttggacatgtccgcggccattgagaaggtg(GTT)5161 71647587 71647747 CCGAAATATGCCAGCCTTAC TACCCATTCCTCACCACACC 266

Ad07A14916 Aradu.A07 14916 p2 (GA)10 20 71647849 71647868 GCCATTGAGAAGGTGGTTGT AGCTTGAAGAGGCAGCCATA 255

Ad07A14919 Aradu.A07 14919 p3 (AAT)5 15 71650661 71650675 AATGATATCCTATGGCCCCC CACTCGCCACAACCTTTACA 243

Ad07A14923 Aradu.A07 14923 c (TCT)8tcacaaccgcacactgaacttaaaaatacatcttcacttcaccgacatctttgtc(T)1392 71657861 71657952 TTCCCATCAAATCGAAGCAT AAAACGAATCGAGCAAAGGA 158

Ad07A14926 Aradu.A07 14926 p3 (AAT)5 15 71665104 71665118 TCCCCGTACGATTTCATGTT TGGAAGGTTCAAAATTTGCTG 274

Ad07A14927 Aradu.A07 14927 p2 (TC)7 14 71667528 71667541 GACTCATTGGCAGTGTGCAG CCGCCACGATCTTGTAGAAT 274

Ad07A14928 Aradu.A07 14928 p2 (TC)6 12 71670750 71670761 CATCGAAGACTCATTGGCAG CTAACCTCAACCACGCCATT 153

Ad07A14930 Aradu.A07 14930 p2 (TC)6 12 71676554 71676565 GACTCATTGGCAGTGTGCAG ATACTAACCCCAACCACGCC 149

Ad07A14931 Aradu.A07 14931 p3 (ATT)6 18 71677352 71677369 AAGGAACGAGCTGAGTTTGC TGGGTTTTGGCTGATATGCT 210

Ad07A14934 Aradu.A07 14934 p2 (AT)10 20 71694515 71694534 CAATAGACGTACAGGAACAAGCA TTAGTGCATGGTGTTGTAAAATAAA 259

Ad07A14936 Aradu.A07 14936 p2 (TC)7 14 71697820 71697833 CACACCCTTGAGGTAACCGT AACCGCACAAGAAACCCTAA 220

Ad07A14937 Aradu.A07 14937 p3 (TTG)5 15 71701878 71701892 CAGGAACACCAAAACCCAGT CCTTTGAGCCAAGAATCAGC 271

Ad07A14938 Aradu.A07 14938 p4 (TAAA)5 20 71703605 71703624 TGCGGCAACTGATACTGAAG GCCATTGCTCAATAAATCCC 266

Ad07A14941 Aradu.A07 14941 p4 (GAAT)5 20 71717912 71717931 TCCAATAGAACGGAAGCTGTG GGGTTTCAAGCCAACAACAT 279

Ad07A14942 Aradu.A07 14942 p3 (TGA)5 15 71718293 71718307 GGTGGTGATGGTGGTAGCTT GGTGGGAACCCTAACCCTAA 152

Ad07A14948 Aradu.A07 14948 c (AT)6agcactctacttaggaggctgctggcagggaaattaagagtgtagtgcgtttggttggtggagagaaagaaagagagtgac(ATGA)5113 71724256 71724368 GGGCATGAAAAGATTCCAAA CGAATACTGCGCTTTTAGCC 241

Ad07A14950 Aradu.A07 14950 c (A)11catacgaaaaaaaattaat(TA)642 71727547 71727588 AGGGTCCCATTACCCTTCAC CATGACATGTGTGAACGTCTTTT 198

Ad07A14951 Aradu.A07 14951 p3 (AAT)6 18 71732977 71732994 CATCGAAAGGTATTTGGCTGA AAGGAACGAGCTGAGTTTGC 228

Ad07A14953 Aradu.A07 14953 p2 (TA)9 18 71734799 71734816 GGGGAACCTCTTATGCTGCT TTATTGTATGAATTCACAAGTGTTTTT 233

Ad07A14954 Aradu.A07 14954 p2 (AT)8 16 71735707 71735722 TGCCTACTTTCAATTAGTGTAGAATC TTCTTGAGCCTTGCCTTTGT 211

Ad07A14955 Aradu.A07 14955 p2 (CT)22 44 71735950 71735993 ACAAAGGCAAGGCTCAAGAA CCTATGCAACAAGGGTGAAAA 211

Ad07A14956 Aradu.A07 14956 c (TCT)5gaagatggaaagaccttcaaggagactgagttaaggcttggcctaccaggttctgagtctccagagagaaaaccactttctgggg(TC)6112 71736147 71736258 TTGAATCTTTGAGTGTTGCCA CCTCTCTTAGCACCAGCCAC 276

Ad07A14957 Aradu.A07 14957 p3 (GGA)5 15 71741796 71741810 TGTAGGACGAGATGCAGACG AATTACATCTCCCGCCTCCT 157

Ad07A14958 Aradu.A07 14958 p3 (TTA)21 63 71742168 71742230 TGTCGGAGTTGTGCTCTGTG ACGTGATGTGATGTGATGGG 265

Ad07A14959 Aradu.A07 14959 p3 (TGA)5 15 71744692 71744706 ACCTGACAAGGTTGGATTCG CCTCGCCTCTCATGTCCTAC 125

Ad07A14964 Aradu.A07 14964 p2 (AT)8 16 71766567 71766582 GACGAGAATATGGAGGCAGC TTTTGCGCTTTTCAAATCCT 219

Ad07A14965 Aradu.A07 14965 c (AG)13aa(AG)10 48 71769923 71769970 GCAGTTTTTCGCGATTTTTC TCCATTACGACCTCCTCGAC 253

Ad07A14967 Aradu.A07 14967 p2 (AG)14 28 71779136 71779163 AGGCTTACCAACGGTGACAG TCGTGGACTTCTCTCATCCC 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A14969 Aradu.A07 14969 p2 (GA)6 12 71781907 71781918 GATTTTCGATGACGGCTGAT GGATTACCGTCAGTTTTAGAAACAA 152

Ad07A14970 Aradu.A07 14970 p3 (TTA)18 54 71782094 71782147 GAGAGAGGTGAGAAAGGGAGG CAACTTTATGATATGTGTTCAAGCA 263

Ad07A14973 Aradu.A07 14973 p2 (AT)6 12 71790315 71790326 CTGCGAAAGTGACCAGAAAA GCCAAAATTGACCTGTTTCC 127

Ad07A14975 Aradu.A07 14975 p2 (TA)6 12 71797430 71797441 GCAGAAGAAGAAGCCAAACAA AGATAATCGGATCGTCCGTG 211

Ad07A14976 Aradu.A07 14976 p5 (TATTA)6 30 71802550 71802579 AGGCCATGTTGAAGTTGCAT CATCATTCATTGGCATCGAG 216

Ad07A14980 Aradu.A07 14980 p3 (ATA)7 21 71817281 71817301 ACAATTAGAAACCACATAAATCAAAA CATCAAGGATATGTTTCAAGCAA 280

Ad07A14981 Aradu.A07 14981 p2 (AT)7 14 71818683 71818696 TTCCCAATAAAAATGCTGCTC AAAAGTTTAGGTGCCAGCAA 166

Ad07A14983 Aradu.A07 14983 p3 (TTC)5 15 71819068 71819082 TCTGTTCTTGGCGCCTCTAT TTGGGCTTGCTCTGTTTTCT 165

Ad07A14987 Aradu.A07 14987 p2 (AT)6 12 71826921 71826932 TCCATGAAAAACGTGAACCA TCCAACTTCCCTCAGCTTTG 235

Ad07A14989 Aradu.A07 14989 p3 (TAA)14 42 71829515 71829556 CACATTTAACGCAATTGATGA TAACCATGCTGCTAGCCTCC 238

Ad07A14990 Aradu.A07 14990 p2 (TA)11 22 71829816 71829837 TGTTGGTGCAAGGAGTTGAA CCTGAAGCTCCAGTCACACA 173

Ad07A14993 Aradu.A07 14993 p2 (AT)9 18 71842291 71842308 TTCTTGAACATTAGTCTTCCTCTTCA CGACCTCCTCTTCTCCTTCC 273

Ad07A14994 Aradu.A07 14994 c (AT)6aaggtttagatgtaaaagaataaa(AC)19(AT)686 71845658 71845743 GCAGTTTTGGTGAATGCAGA CAAGCTGCGGCTAGTTCTCT 247

Ad07A14996 Aradu.A07 14996 p2 (AT)6 12 71856104 71856115 TACATTGCACTCCATGGGAA TGCAGGATATTGCACTGCTT 250

Ad07A14999 Aradu.A07 14999 p3 (TTC)6 18 71866186 71866203 TGGATTGGCCATGGTAGTTT TGAAGCAGACCTCTCAGCAA 176

Ad07A15004 Aradu.A07 15004 p2 (GA)20 40 71886179 71886218 CAACAGACGGACAGAGGTGA ACTTGCCACTACCACCTTGG 238

Ad07A15006 Aradu.A07 15006 p3 (ATT)10 30 71899404 71899433 CATAATTTTAAAAGATTTATATTCCCG CCAATTGGACAGATTGCAGTT 277

Ad07A15007 Aradu.A07 15007 p5 (TTCGG)5 25 71905566 71905590 GCAAAACAACAAGGTTAAAGGG GAATTTTACCGCAAAACCGA 207

Ad07A15013 Aradu.A07 15013 p3 (TAA)5 15 71922444 71922458 GGTTGGACCAGCAGTTGAAT TTGCTCGGTTGGAATTATCA 274

Ad07A15018 Aradu.A07 15018 p2 (AG)12 24 71935286 71935309 AGTCACCGATGAGAACCAGC CGAAGACCCCAACTTCAAAA 185

Ad07A15023 Aradu.A07 15023 p3 (AAT)11 33 71952583 71952615 GCTTCTTCGTTGTTGCCTTC TGCCAGTTGTTCATAGCTTCA 240

Ad07A15024 Aradu.A07 15024 p2 (TG)7 14 71953186 71953199 CTCCCTCTGTGTCGGAAGAC TTGTCGGCTCTGGATATTGTT 275

Ad07A15030 Aradu.A07 15030 c (T)12aaatgtgagcataaagtaatgctcattcattaaagatgtaaagttcatgcgatcatacacctattttttccaaatttag(T)13104 71987276 71987379 TGTTATGTTTGGATACCTTTTATTTGA ATAGAGCCACAAGATCCCCA 276

Ad07A15031 Aradu.A07 15031 c (TCT)8tcc(TCT)5tcctcttcttcttcttcctcta(CTT)579 71994126 71994204 TGCAAAGATCTTGTAATCCCC AGAGGGATCAAGTGTGGACG 180

Ad07A15035 Aradu.A07 15035 c (A)10gaatagactaattctatataaatatttc(T)1048 72013985 72014032 GCATTGAAGATGGTCCCATTA CCTATAATTCAATGGACACGC 266

Ad07A15038 Aradu.A07 15038 p2 (AT)6 12 72021917 72021928 AGCTACGCAGCATTTCTTGG TTTTGTTACGTGAGCGTTGG 231

Ad07A15039 Aradu.A07 15039 p4 (ATAC)5 20 72022249 72022268 CCAAAGTCGGTCGGAGAATA GCAAAGTTGGGTTATTGGCT 191

Ad07A15041 Aradu.A07 15041 p2 (AG)11 22 72028585 72028606 TTTCAATGGACCAGAGGGAG TTTACCATGGGATTTTCCGA 229

Ad07A15042 Aradu.A07 15042 p3 (GAA)6 18 72033099 72033116 AATCCAGAATCAACAAAGGTGA CGCTGTCATTGCCAACTTTA 234

Ad07A15044 Aradu.A07 15044 p3 (ATT)16 48 72047934 72047981 TGTTGCAGCATTGATTTACTGA AATTATTCATGTTGCCTCCTTC 268

Ad07A15045 Aradu.A07 15045 p3 (CAA)5 15 72048858 72048872 TGATAATGATGATGATAATGAAGGAGA CCAAATTCAATCAAGTTATCGC 178

Ad07A15047 Aradu.A07 15047 p2 (TA)6 12 72056976 72056987 AAATTTCCTCCCGTATTGGG AAACGGTTTGAATTGAATTGG 190

Ad07A15053 Aradu.A07 15053 p3 (ATT)6 18 72069418 72069435 GTTGGAACATGGCAAGAACC CCGCATTCTCCACACATACA 169

Ad07A15062 Aradu.A07 15062 p3 (GAA)5 15 72097554 72097568 TGTTTGAAGAAGCGGAAAAA TCATCCAGGTCCTCCTTCAC 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A15070 Aradu.A07 15070 p3 (ACT)6 18 72102923 72102940 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 168

Ad07A15074 Aradu.A07 15074 p4 (TTTA)5 20 72110096 72110115 ACGTACGGGGGATGTAATTG GGAGAAGCTACTTCACCAGCA 266

Ad07A15076 Aradu.A07 15076 p3 (TCT)5 15 72115710 72115724 CCTCTGATTCACCATCCTCG TCCAACTCCTTCAAAAACGG 224

Ad07A15077 Aradu.A07 15077 p2 (AG)9 18 72120391 72120408 AAGAACAGTGGTGGCGTTTC ACCCTTCCTCCCTCACTTGT 225

Ad07A15081 Aradu.A07 15081 p3 (TCA)6 18 72132192 72132209 TTGGAATTGGATCATTGGCT TGCTTGCTGCTTGTTTTGTC 278

Ad07A15082 Aradu.A07 15082 p3 (TAT)5 15 72132491 72132505 TGGTCTCATCTTTGCTTCCC TTCTTTCTCTTTTCATCTTGCC 245

Ad07A15084 Aradu.A07 15084 p3 (TAT)14 42 72137616 72137657 GGAAACGAGAGATTATGATTTGG CTTCAGCCGCCATGTTTTAT 241

Ad07A15090 Aradu.A07 15090 p3 (ATT)10 30 72161241 72161270 GCTGAGGGTGAAGTTTTTGG CGGCTATGTACCGCAAGTGT 260

Ad07A15091 Aradu.A07 15091 p2 (CT)8 16 72164150 72164165 TTCGAAGGTCTACCACCACC CGGAAAACACAGACGCATTA 201

Ad07A15092 Aradu.A07 15092 p2 (AT)7 14 72166848 72166861 TCTTCACGTTGTTTGATTTTTATGA GAATGCTTTTTGTTGTAAATTAAGG 228

Ad07A15095 Aradu.A07 15095 p3 (TTC)5 15 72169376 72169390 ACCCTACGTCCAATACACGC TCGATAGAAAACGAAGGTGGA 247

Ad07A15102 Aradu.A07 15102 p2 (CT)7 14 72189353 72189366 TGTGTGTTCATCCAAGCCAT GGGAAAGTTTTAATCTCACCCTT 161

Ad07A15104 Aradu.A07 15104 p2 (GA)6 12 72191196 72191207 CGTCATATTTACAATTACCGCC CTCATCCCGTTATCGTCGTT 200

Ad07A15107 Aradu.A07 15107 p3 (TGC)5 15 72200693 72200707 TGCATCATTTATGCTCTGTTCTG TCAGAGGACCTCGAAACACA 258

Ad07A15108 Aradu.A07 15108 p2 (TC)7 14 72204792 72204805 AACTTGATTCCACCCAGTCG GCAGGTACAAATATTAAATCGAGG 116

Ad07A15117 Aradu.A07 15117 p3 (TTG)5 15 72221445 72221459 TTGATTCATGTAGCTGACCCC AAGCATTGCCAACTCTTTTGA 277

Ad07A15119 Aradu.A07 15119 p2 (CT)6 12 72251828 72251839 ATGCATGCAAGATGAGATGG TCCATCCCACAAAGCTTCTC 257

Ad07A15120 Aradu.A07 15120 p2 (GA)6 12 72255150 72255161 TCAATGCAACACAAGCAACA TCCTTACTGAATGTGCGTTCC 252

Ad07A15124 Aradu.A07 15124 p2 (AG)6 12 72266406 72266417 ATAAAAACCGGATCCAAGCC ATGCATGCAAGATGAGATGG 279

Ad07A15125 Aradu.A07 15125 p2 (TA)8 16 72267995 72268010 AAGGTACCCAAAGCAAACCC CAAGAACAAGAAAGAGCAACAAAA 268

Ad07A15127 Aradu.A07 15127 p3 (ATA)6 18 72271643 72271660 CAATTCTAATTCTCATTTATCATGCAA AAGCTAGGTAAAGACTGTTTGGTAGA 157

Ad07A15128 Aradu.A07 15128 c (TGA)5cgac(GAT)740 72273959 72273998 TTGTTACGTTAATGGTGACCCA CAATGTTTGACAATTCTTTTAGCA 120

Ad07A15131 Aradu.A07 15131 p3 (CAA)5 15 72289849 72289863 ATCTGATCCAGCAAGGGTTG TGGCATCGTTTGATTCATGT 190

Ad07A15140 Aradu.A07 15140 p2 (TA)9 18 72318490 72318507 CGGTATGTGCATGAGACCAC GTATGCCGCTGGTATTTGGT 262

Ad07A15143 Aradu.A07 15143 p3 (TTC)6 18 72337168 72337185 GGTGTGTTAGTTCATCCTCCCT TGTGCTTGGTATTGGCTTGA 174

Ad07A15145 Aradu.A07 15145 p2 (CT)8 16 72344214 72344229 AGCAAACAAACGGAGCCTTA TTGATCAGAGTTTCGTGCTGA 155

Ad07A15148 Aradu.A07 15148 p2 (TC)6 12 72354933 72354944 TGGTGGTGACGGCATATCTA TTCGGCAATGTAATTGGTCA 116

Ad07A15150 Aradu.A07 15150 p3 (TAA)15 45 72375892 72375936 ATTTGTTTTGAATCGATCATAATTT TGCTTCCATCCATCTCTGGT 216

Ad07A15154 Aradu.A07 15154 c (CT)6t(TC)16tattgaatgcttaattcaattaattggtatttgttaatcaatgtaattttattttactgttttaaaaaaag(A)10126 72380611 72380736 TGCTGCTTATTCGTTCATGC TTTTGGACAAGAACCTCATCC 209

Ad07A15155 Aradu.A07 15155 c (ACT)8a(TTATTG)7ttaggcagacattgatctgagtgaatgagtgtgattggatgcctcattcactcagatcaatgcctccctaac(TAT)11172 72385440 72385611 TTGGATGCCTCATTCACTCA GCACCAAAAAGGAAAAAGTGC 280

Ad07A15156 Aradu.A07 15156 p3 (TTA)5 15 72385902 72385916 AAGTTTCCAGGCTTCCGTTT TTCCCCAACAATAATTCCCA 176

Ad07A15165 Aradu.A07 15165 p3 (TAA)5 15 72414616 72414630 TGCCAAAAGTAAATTGGCAC CACAATTTTCCATTCATCACAA 240

Ad07A15166 Aradu.A07 15166 p3 (TTA)12 36 72416664 72416699 TCTCATAAAAAGGACAAAAATCACA TCGTACGATATCAATTCCCAGA 152

Ad07A15167 Aradu.A07 15167 p5 (TTATT)6 30 72421147 72421176 CATGTCCTTTTGTGGTGCTG GTGTGTTATTCCTTTGCCCG 162
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Ad07A15168 Aradu.A07 15168 c (T)12atgtacaaagtataattcaaatttccaacatttatttacacaaacaaataaactaactactccaccaacaaaaactactactac(TA)12120 72421566 72421685 CACGAACTCAAATCATCCGT CGAAAAAGATTTTGTTTTTGTGC 269

Ad07A15171 Aradu.A07 15171 p2 (CT)6 12 72425758 72425769 AGCGCAACAGAACGGTAACT AAGAGGGAGAAGGGGAATGA 206

Ad07A15179 Aradu.A07 15179 p2 (AT)6 12 72447948 72447959 TCTTCTCCACGCACTTTCCT TCCAGAGTAAATTCAAACAACAAAA 249

Ad07A15180 Aradu.A07 15180 p2 (TA)7 14 72454853 72454866 TGGTGGTTATCATTGTGATGG GGTGTCACCAGAATCCAAAAG 264

Ad07A15181 Aradu.A07 15181 p2 (TC)6 12 72456184 72456195 GAAGGGGAGGTTATTAGCGG AACGAAACCATTGTCGCTTC 162

Ad07A15182 Aradu.A07 15182 c (AT)8(GT)11 38 72458048 72458085 TGGATCAATTCACTAATGTACCAAA AGAGGATGAAAAAGGTGGCA 271

Ad07A15183 Aradu.A07 15183 p2 (TC)21 42 72462158 72462199 CTTACGCACCAGCAGAGACA AGCGAAACCATTGTTGTTCC 245

Ad07A15185 Aradu.A07 15185 p3 (TCA)5 15 72465863 72465877 TGAAATGGAGGTCAATTCAAA TCCAAGAAAGGCATGTAGCA 259

Ad07A15187 Aradu.A07 15187 p3 (TAT)10 30 72476411 72476440 TGGCTAGATAGAATGTTTAATTGCC GCACACAAACAAAAGTGGGA 173

Ad07A15190 Aradu.A07 15190 c (GA)6gctgaatgaaagaactaatttaattactttgagaatgttagtacaaaaaaaatggatttttttccat(A)1190 72480104 72480193 AACCGCTCCTTCAATCACTG TCTGTCCCTGTTTCGATAATTACA 262

Ad07A15194 Aradu.A07 15194 p3 (ATG)5 15 72493524 72493538 GCGTGTGCAATACCTCTTAGC AGCAACAAGGAAAGTGGGTG 267

Ad07A15197 Aradu.A07 15197 p3 (AAG)5 15 72499351 72499365 ACTTATTTGCTGGCTGGTGC GGGGGAGGTGAAGGAATTAG 264

Ad07A15198 Aradu.A07 15198 c (A)11g(A)10cacaaaacctggttcttttttctctcttcttcttctttctcttctcttctcattcttcttcttctt(TC)7102 72500448 72500549 CAGCAGGTGAAGGAAGAAGG CATCGCAGTGATGAGAGGAA 153

Ad07A15199 Aradu.A07 15199 p2 (GA)8 16 72500831 72500846 GTTCTTGTTCCAGGCCTCTG GACCGAATCCAACTCGGTAA 213

Ad07A15200 Aradu.A07 15200 c (A)11ttgaaaaaaaaag(A)10ggaagaagaggattttatgtctgtacaattgatttaattatcatttttaaattaccttctaagatagac(AT)6115 72503727 72503841 CCATTGCTCTTTGGTTCCAT ACAGCAATACCACCCTCACC 269

Ad07A15204 Aradu.A07 15204 p5 (TTATT)5 25 72508971 72508995 GCGGACTGATTCGTCAGAT CCGTTTACGGTGTAAATGAGA 276

Ad07A15209 Aradu.A07 15209 p3 (ATT)5 15 72516396 72516410 GCCAAAGCACAAAATAATAAATTC TTGCTTTGAGCAAAAACTTCT 276

Ad07A15210 Aradu.A07 15210 p2 (AG)6 12 72526599 72526610 AATTATGCATGCAACCACGA TCAATGGTGAATTGGGGTTT 253

Ad07A15212 Aradu.A07 15212 p2 (AG)7 14 72527131 72527144 GCAAAACACGCAATAGGGTT TCTCGTGGAGCTCCCTTTTA 144

Ad07A15215 Aradu.A07 15215 c (TA)7c(TAA)8 39 72533313 72533351 ATGTGTGCTGTAACACCCGA ACGCTTTTCATTTTGCGAAT 187

Ad07A15216 Aradu.A07 15216 p2 (TA)12 24 72533468 72533491 AATTCGCAAAATGAAAAGCG AGCGAAGTAGTCCTTGGGTG 277

Ad07A15219 Aradu.A07 15219 p2 (TA)12 24 72549619 72549642 TGGAATAAATATCGGTCGAGAA TTCCGACGCCAACAAACTAT 217

Ad07A15234 Aradu.A07 15234 p2 (TC)6 12 72583168 72583179 TTTTCTGATCTTTGCATGCTCT TCGAATTAGCATAGCCGAGG 272

Ad07A15235 Aradu.A07 15235 p3 (ATA)6 18 72584281 72584298 CATGTCCAACCGTTCCATACT AGTTCGTCTCAGCTTGCCTC 264

Ad07A15239 Aradu.A07 15239 c (A)10gtgaacttttttttgcaaagacaaactttatcagataaaaggagtccttgaaggg(A)10gagaaagtgggtagttttggaaagtgctgaagaaatgaatgaaagtgcaatgaagcataaaatggaagaatctgaaacagtgtccac(AG)17196 72595330 72595525 TTAATGCATATGGGTGCGAA GCAAGCTGAACGCTATGATG 262

Ad07A15244 Aradu.A07 15244 p3 (AAG)5 15 72620463 72620477 TTGCATAATTTCCGCATTGA ACATGCACCAAAGCTGAGTG 164

Ad07A15248 Aradu.A07 15248 p2 (TC)9 18 72626764 72626781 GAAGAAAGTGGCGAAGATGC GGTTAAAAATTGAATCGCTTGG 268

Ad07A15251 Aradu.A07 15251 p3 (TTA)17 51 72634751 72634801 TGGATGGGTTTGTGAATTTTT GGCAATTGGTTTAAGTTATCAAA 257

Ad07A15254 Aradu.A07 15254 p2 (CT)8 16 72649251 72649266 TTGGGAAAATAAAGAAATCAACAA AGGCTGCAAAGTAGGACGAA 224

Ad07A15255 Aradu.A07 15255 c (ATT)14caacaatcaaacatggaggtgtgcctttttctggaggcgcagacagtattttggacactttatttaatggctgctaaattttat(TTA)6144 72671341 72671484 GCACCAATATTATTCCATCTCCA TTTGCAACAATTTAATCAACCAA 257

Ad07A15257 Aradu.A07 15257 c (TAAA)5aatttaaa(AT)742 72685815 72685856 TATGGGTGCGAAATCCAAAT GGGTACCCAATAAAACAAAAATTC 277

Ad07A15258 Aradu.A07 15258 p2 (AT)13 26 72686918 72686943 GGTAACACCGAATTCATGCC TAAGCATCCCCATAGCATCG 194

Ad07A15261 Aradu.A07 15261 p3 (TGA)9 27 72689539 72689565 AGGAAGGTTTTGGGGTATGG GTTGGCATCAATCCTCATCA 247

Ad07A15266 Aradu.A07 15266 c (TA)9ttattagaattggaatttataacttaaaatttagaatttagtacttaaaattagagtgttttagt(A)1194 72694540 72694633 TTTTGTTAAAAAGAGAAATATCAAGGG AAATTTTGTTGACACAGCACAT 226
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Ad07A15269 Aradu.A07 15269 p2 (TA)7 14 72697783 72697796 TGTGACATTGTTATAAGGTGGACAT TGAGACCAATCACTTCTTTCG 154

Ad07A15270 Aradu.A07 15270 p3 (TTC)5 15 72698204 72698218 TCTTCCCCATCACAACAACA TCTTCTGCTTCTGATGCTGC 125

Ad07A15275 Aradu.A07 15275 p3 (TTC)5 15 72701371 72701385 TCCATGACTCTATCCAATTCCA TTGGGGAGGAACAAACTGAG 101

Ad07A15276 Aradu.A07 15276 p2 (AG)7 14 72711256 72711269 TTGATAGAGCGAACAATGCG TCGGTGCAACAATGTGTTTT 241

Ad07A15277 Aradu.A07 15277 c (T)11agaaagaactttctatttgtttgctgtaaaatttcacatcgattagaaagaaaaataaaatataccttatcagaaagtgtgtggata(T)11109 72715449 72715557 TGATAGGCAAGCTCTTTGAATTT AATGAAAGAACGGAAACCTCTT 247

Ad07A15280 Aradu.A07 15280 p3 (AAT)5 15 72723021 72723035 CAGAAAAGAGGTAACTGGAAGCA TCTGCTACTTTCCAAACGGG 255

Ad07A15282 Aradu.A07 15282 c (A)10taatgctagaaaaac(A)1035 72727944 72727978 ATTGGTCAGCTCATTCGTCC TGATGGATATTTAATTGCGCTG 268

Ad07A15284 Aradu.A07 15284 p2 (AT)6 12 72730568 72730579 TGGATTGGAGATTTTTGGTGA GCCCACTAACCTCTGCTTGA 220

Ad07A15288 Aradu.A07 15288 p4 (ATTA)5 20 72735726 72735745 AGCAGGGACTTCCAAAGACA GTGGAGGGCGCAATAAGATA 235

Ad07A15292 Aradu.A07 15292 p3 (TAT)5 15 72741790 72741804 TGATGATGAAAGCCAAACCA CCAATTACTTCGATCTTGTTCTCA 113

Ad07A15294 Aradu.A07 15294 p3 (AAG)5 15 72765607 72765621 AACCATTTTGCTCTGCCTTG CATGGAAAAATTGGGGTTTG 218

Ad07A15297 Aradu.A07 15297 p3 (AAT)5 15 72782079 72782093 TCATGCACTCGGAGTCTCTC TCGTATTTATGACAAAAGAGTATCGC 259

Ad07A15300 Aradu.A07 15300 p2 (CT)8 16 72791144 72791159 ATGACCGGTCTGGTTTTCAG AGGGAGCTTGAGCTTGAACA 223

Ad07A15301 Aradu.A07 15301 p3 (AGA)5 15 72792618 72792632 GGAAACCCCTTAAAAGCCAA GCAATCATGTATGAGGGGCT 187

Ad07A15306 Aradu.A07 15306 c (CTT)7tcaaatacacgcatacgtcatcttcttcttctttcaaatttacgtata(CCT)8cttttttcgtcgtgcacgcatattcttcttttattt(CTC)5144 72824283 72824426 GAGCGTCATTACACACGCTTT TTTGTGCTATTGGTGATGATGA 225

Ad07A15307 Aradu.A07 15307 p3 (CAA)5 15 72825116 72825130 ATTATGCAGAAAGCCGTTCG TTCCTCCTCATCCTCCTCCT 276

Ad07A15308 Aradu.A07 15308 p3 (AGA)21 63 72825261 72825323 AATGCAAAGAAGAAGGCGAA TTAGGTCACGCACTTTTCCC 156

Ad07A15310 Aradu.A07 15310 p2 (AT)6 12 72830733 72830744 CGAAATTTTTAGTTTAGCCCCC TTTGGTATTCATGTGATTCTATGC 196

Ad07A15315 Aradu.A07 15315 p2 (TC)17 34 72836735 72836768 CTTACTCAGGCTCAGCTCGC ATTTGGTATGGCTTTGCCAG 213

Ad07A15326 Aradu.A07 15326 c (AT)6cctaaaccctaaaccctaa(AT)949 72889275 72889323 CGAACTCGACCTGCAAAGTA AGCGAAGAACTCTGGGGACT 228

Ad07A15327 Aradu.A07 15327 c (CT)23t(TC)6 59 72890930 72890988 TTGAAGGAACATTGAACCTGAA CCCAGTTCCAAACTCGAAAA 235

Ad07A15328 Aradu.A07 15328 p2 (TA)6 12 72899051 72899062 AAGGGGTAAACAAAAACCGC TGCTCGGACCGATTATCTTC 160

Ad07A15329 Aradu.A07 15329 p5 (TTTAT)5 25 72912170 72912194 AAAGGGGTGATGCTCTCCTAA TGAATTTACGACAACGGAGC 163

Ad07A15330 Aradu.A07 15330 c (T)10cattgggtttttcttgacaatgtttttaatgagacagtccccatcgcaaaggatattgtactctttttccttcactaaag(T)10100 72918115 72918214 GATGCACCAATTTCGAGACA GCATTCATCCTTATCCATCCA 267

Ad07A15336 Aradu.A07 15336 p3 (TTG)7 21 72960086 72960106 GAACCAAATCCCATTGATGC CTGTTTAATGCAGCAGCCCT 244

Ad07A15341 Aradu.A07 15341 p2 (TC)22 44 72980824 72980867 TCCAAGCTCCTCCTTCTCTG TGCCAGTTGCACAATTAACAC 208

Ad07A15342 Aradu.A07 15342 p2 (TG)8 16 72996464 72996479 AACTCTAGGCGGTGATCTGG TCAACCTCTAGGAGGGACGA 241

Ad07A15343 Aradu.A07 15343 p2 (TA)7 14 73003061 73003074 TGGGAAAAATGGAGGATTCA CCCTTGAACAAAAGGGTAAGC 209

Ad07A15344 Aradu.A07 15344 p2 (AG)29 58 73004499 73004556 GAGACGGACAATGAGAGGGA ATCGCTGGTAAATTCGATGG 241

Ad07A15346 Aradu.A07 15346 c (TC)9tagttctttttgtttcttctaattgaattcgcaactgtttcagtgatctgcaccgccgccatcaataagtaccgcgattacgagaggaagactctcatt(CAG)6135 73006918 73007052 CTCCTCCGCCTCCTCTACTT GCTTCTACAGCGACTGCCTT 230

Ad07A15348 Aradu.A07 15348 p3 (TTG)7 21 73013364 73013384 AACATCCAGTCAGGAGGGTG CACCCGTTCTCCAAATTGAT 261

Ad07A15353 Aradu.A07 15353 p2 (AT)7 14 73019599 73019612 AACCTGTCGGGTTAGGGAAT GGCAAAAGATGACTATGTGAACC 183

Ad07A15355 Aradu.A07 15355 p3 (ATA)24 72 73021672 73021743 TGAGTGTGCAGTGTTGGTGA TCAACCCGTACCAACAAAATC 241

Ad07A15359 Aradu.A07 15359 p3 (ATA)6 18 73028512 73028529 GCCACTAAAAGAACGAAGTTGG GCTTCGTTTGGGTACTTGCT 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A15360 Aradu.A07 15360 p3 (TAG)7 21 73028661 73028681 CCAAACGAAGCTCAAGATCC TTGAGCACAAAACCCAACAA 205

Ad07A15361 Aradu.A07 15361 p3 (TAG)9 27 73028916 73028942 TGTTGTTGGGTTTTGTGCTC GAGGCATCAATCACCACCTC 224

Ad07A15362 Aradu.A07 15362 p3 (TGA)6 18 73029181 73029198 ATTGATGCCTCAACCTTGCT TCCAAAACACCAGACCATGA 245

Ad07A15363 Aradu.A07 15363 p2 (CT)7 14 73029405 73029418 CCCTCAAAAGTTGTGTTGTGAA TCTGCACACCTAATAAATTAAACGTC 272

Ad07A15365 Aradu.A07 15365 p2 (AT)11 22 73031215 73031236 TGGGAGGAAAAGAAACCCTT ATTTCGGCAGAACTTTCCCT 277

Ad07A15369 Aradu.A07 15369 p2 (TA)6 12 73041233 73041244 GAACCAAATTTGATACACCGAA TTTGACCGCATGTATTTTGC 205

Ad07A15371 Aradu.A07 15371 p4 (AAAT)6 24 73045910 73045933 TGTTTCGCTATCTGTCGTGC CCAACCCATTTAACCCACTG 130

Ad07A15372 Aradu.A07 15372 c (A)12ttagcgtatgtcttttttccgtttaaaattaaatc(T)1057 73047763 73047819 TCAAACAAATGCAGCAAATGA TTCATAAATCAGCCGGAAGG 115

Ad07A15374 Aradu.A07 15374 p2 (TC)27 54 73062764 73062817 ATTGTGGATGCAGCTGTTGA TCCCAATCCCATGTTTGTTT 146

Ad07A15377 Aradu.A07 15377 p2 (TC)8 16 73075512 73075527 CTCACCCATCCAGTTCACCT GAACTGGGACTAGGAAGGGG 258

Ad07A15378 Aradu.A07 15378 p3 (TTG)5 15 73094802 73094816 ATCCAAGAGGTGGTCAAACG GGTGTGTGCATCATTGGCTA 213

Ad07A15380 Aradu.A07 15380 p2 (TA)6 12 73117896 73117907 TGTAACCATCAATTCGTCAACA AAAAGAAAGAGAAAAGTTTGGGAA 202

Ad07A15383 Aradu.A07 15383 p3 (ATG)5 15 73122890 73122904 GGCACCAAAAGTGTCTACCC CAACTTTCAAAGAGTTGTCCACC 251

Ad07A15384 Aradu.A07 15384 p2 (AG)11 22 73133540 73133561 GCTCTATAACCCGCCATTGA TTCAGTTCCCACTGCTTTCA 107

Ad07A15391 Aradu.A07 15391 p2 (TA)8 16 73164818 73164833 TTCACTGCAGCTCTCCTTGA AAAATGAAGCCAATTGAAGATGA 259

Ad07A15392 Aradu.A07 15392 p3 (TTC)5 15 73165353 73165367 AAGACGTCGTCATTTGACCC CCTCTTCTTTCTGACGCAGG 244

Ad07A15393 Aradu.A07 15393 p2 (GA)6 12 73169313 73169324 TAACGACCCAAATCTCAGGG AACTCAAGGGAAGGAGGAGC 254

Ad07A15394 Aradu.A07 15394 p2 (AT)9 18 73170209 73170226 AATATGAAAATAAGTGAAGGTTCAAAA AAGAGTTCTTTTATTTGCTCTTCTCTA 246

Ad07A15395 Aradu.A07 15395 p2 (GA)6 12 73172458 73172469 AAACCATGGCCACTCATTTG TTTTGGTGAGGCTACGGTTC 143

Ad07A15400 Aradu.A07 15400 p2 (TA)6 12 73181039 73181050 GTGTCAACGTGTCCAACCTT GCTCACCAGCTCACGAGTTT 278

Ad07A15405 Aradu.A07 15405 p2 (AT)6 12 73222843 73222854 TATGAGTGCATGCAGCAGGT TGGTTTGAGAGCTAGCATTGT 186

Ad07A15408 Aradu.A07 15408 p3 (TGG)5 15 73227343 73227357 GCTACCTTTGCCTTGTGGAG CCCAAGTTTCGATCTTCCAA 252

Ad07A15414 Aradu.A07 15414 p3 (AAT)19 57 73231739 73231795 TTCAAACACAACCTTGCCTG ACTGTTGATGATCATGCCCT 234

Ad07A15415 Aradu.A07 15415 c (GA)6c(AG)12 37 73232405 73232441 GAGAGAGCAGTGGGGTTCTG CCTGCTCTGTTTCCAAGCTC 209

Ad07A15417 Aradu.A07 15417 p2 (TA)6 12 73234940 73234951 TGGTGAAGAATTGCATATTTCG TCACAGCAACATGATTTCCC 165

Ad07A15420 Aradu.A07 15420 p2 (TA)8 16 73255386 73255401 TACCCACGCGTACACTTTTG TGATTAGATAACGATACGTGGGG 243

Ad07A15421 Aradu.A07 15421 c (T)10aatcatcatcacca(TCT)7gatctttttcttattcctcttttccttcttgttttaccttctcaag(T)10101 73256040 73256140 TTTTCGGTGGATTTGTAATGA TTCCAATTAATTTTGCAGCG 264

Ad07A15422 Aradu.A07 15422 p3 (TCT)5 15 73256745 73256759 TTCCTCTTCCTCCTCCTCATC TCATCCTCTTCTAAGTAATTTTGCAGT 203

Ad07A15423 Aradu.A07 15423 p3 (TTC)5 15 73257606 73257620 TCGCATGTTCTGTCCTCATC TCAAAACCCACTTCCTTTTCC 240

Ad07A15425 Aradu.A07 15425 c (T)10cttttctatctcgttttgatggtattgtcgaaaaaattgtatgaagaggtttcttttatttttcta(T)1086 73259865 73259950 CCAACTTTGTGTGCAAAACC TGGCATTCATATCAAAATCAAAA 199

Ad07A15426 Aradu.A07 15426 p2 (TA)10 20 73260848 73260867 TTGAGCTTTTGCGAGTATGAA CAGCTACAGGTGCGAAGGTT 272

Ad07A15429 Aradu.A07 15429 p3 (TAA)7 21 73263934 73263954 GCTAATAAAAGTGGGCCAATGA GAATGTAACGCTCTGAATTTTTGA 267

Ad07A15430 Aradu.A07 15430 p2 (CA)6 12 73265103 73265114 CCGCAACTAACAGCAGAACA TGCTTGTTTGCGCATATCTC 122

Ad07A15432 Aradu.A07 15432 p2 (TA)10 20 73272679 73272698 GGCTGTTTTTGGGTGACAAA GCAACCACACAATTAGGCTC 280
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Ad07A15433 Aradu.A07 15433 p2 (AG)7 14 73279516 73279529 CTAGCCACTGCTTCCTCCAC TCCCTCCTTCTGATTTCCCT 174

Ad07A15435 Aradu.A07 15435 p2 (TA)9 18 73294835 73294852 GGAAGCATGCTCATGTGAAA TGAGGTCTTTTCCCAGGTTG 276

Ad07A15436 Aradu.A07 15436 p2 (TA)8 16 73319986 73320001 TCCTTAAGCTTGGTTCGGTG ATTTTGGTTCGGACATTTGC 222

Ad07A15439 Aradu.A07 15439 c (CAA)6tagataatggaatcataagaaaaaacatcagaaa(ATC)5gtcaaaaacccagaaaaacaagaacccagatacaaaacttagaaaaacaacaaa(ATC)11154 73326580 73326733 CGAAACAATAGCAACCACCA AACTGCAACTGAGTTTTGTTAATGA 277

Ad07A15440 Aradu.A07 15440 p3 (ACC)5 15 73326901 73326915 TTGGAAACCCATGTTGCATA TTTCTACTGCTCCTCCTCGC 207

Ad07A15442 Aradu.A07 15442 p2 (AT)11 22 73328778 73328799 GCAGAGGAGTCTGTCGTTCC CTTAGCTTCGCAGGCTGAGT 234

Ad07A15443 Aradu.A07 15443 c (CTT)6gctgcacgttcttcttcctcttcc(TCT)660 73334038 73334097 AACCGTTCCTGCACAATTTC TTTCTCCTCATCTTCTGCTGC 231

Ad07A15445 Aradu.A07 15445 c (T)11gggtcttaaagtttctaattctacttgaggtttatcaatgaacattgaacacagccgatctgcttagtgattgtagtccc(T)10101 73335590 73335690 AAAGGCAGCAATCACAATCC CGGGAACAAGTAGGTTTTGG 280

Ad07A15448 Aradu.A07 15448 p3 (TCT)5 15 73344265 73344279 CACAATTTCACTGCACCGTC CACCCAAAGGACACTTTATGC 261

Ad07A15449 Aradu.A07 15449 p6 (GAAGAG)7 42 73345089 73345130 TCAGAAACCATGAAAATCGAAA TTTCCAAAGCGCTACACTCA 242

Ad07A15450 Aradu.A07 15450 c (CTT)5t(TTC)5 31 73345498 73345528 TAACAATTCTCACCCTCGCC CCCCTCACCCCATTCTTTAT 248

Ad07A15453 Aradu.A07 15453 p3 (AAT)5 15 73357685 73357699 GCCAAAAGAATGGAATCAAGG CACGTAATCTTATGTAAGACCCCA 268

Ad07A15456 Aradu.A07 15456 p2 (TA)10 20 73377075 73377094 TTATCCTTAAATTTGGTGATTTTTC CAAGCATCATTAGAAAAATGGGA 169

Ad07A15459 Aradu.A07 15459 p2 (AT)7 14 73390955 73390968 AACCTGCAAATCAAAGACCG ACGACTCTTTCTGGAAGCGA 212

Ad07A15460 Aradu.A07 15460 p2 (AC)7 14 73393135 73393148 GCACCACATCTCCACATTCA GGAAGAAACGGCCAAGGTAT 247

Ad07A15461 Aradu.A07 15461 p3 (AAG)5 15 73399081 73399095 TGGCAGCAGAGAAAATCAGA CCTTTTCCTCCTCCTCGTCT 232

Ad07A15468 Aradu.A07 15468 c (TC)11tagctctctcaagcttctgctgccaaccaatctctgcaatgggttgtactggatcctcacagtccaagcctgatggttagcatcatccactataccccc(T)13134 73413555 73413688 TTGCCATCTCACCCTCTCTT AACGGAACCAAATGCAAAAG 255

Ad07A15469 Aradu.A07 15469 p4 (TTCT)6 24 73413810 73413833 CTTTTGCATTTGGTTCCGTT TAAGGATCAACAGCATCCCC 127

Ad07A15474 Aradu.A07 15474 c (T)10cacctttttcttcttattggataatacctttggaagaaaagaataagtt(CAA)574 73432927 73433000 TTCAAACCTAAATCTGCGAGC GGCTATCAAACGGCATTCAT 246

Ad07A15476 Aradu.A07 15476 p3 (AAG)6 18 73437911 73437928 TGCCTTGAGAAGTTTTTGGG CTTCAACCAACTCACCGACA 246

Ad07A15477 Aradu.A07 15477 p3 (TTC)5 15 73446526 73446540 CGAAGTTTGGCCAACAATAAA GGTGGTGTTAATGACGACGA 229

Ad07A15478 Aradu.A07 15478 c* (ATACAT)5(AT)7*42 73449068 73449109 CGGGTATTACGACGATGCTT TTTTGTTCCCTCACCTCTATCTTT 280

Ad07A15479 Aradu.A07 15479 p2 (TG)6 12 73452668 73452679 TTTCTCCGTTGCAGTGAGTG GATAGGCGTGATAGCCGAAG 277

Ad07A15480 Aradu.A07 15480 p2 (AG)7 14 73456393 73456406 GGGGAATGCATCCATTTAAG AAGCCAATTGGGCAACATAA 243

Ad07A15482 Aradu.A07 15482 p2 (GT)8 16 73461301 73461316 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 263

Ad07A15484 Aradu.A07 15484 p3 (ATC)5 15 73466117 73466131 CCCTCAAGTTTTCGATTTGC GGGAGTGAAGAGGATGGTGA 170

Ad07A15490 Aradu.A07 15490 p3 (GAT)6 18 73478596 73478613 GAATGTAGGTTCATCCTCTTCCA CCTCCTCATCTTCTGCTGCT 219

Ad07A15491 Aradu.A07 15491 p3 (AGA)5 15 73479199 73479213 AGGAGGAAGTGGTGTTGGTG GCTTAACGTGCCACATCAGA 266

Ad07A15492 Aradu.A07 15492 p3 (TTA)7 21 73486077 73486097 TCCAAAAGCTTGTGATGATGA GGCATCTGAATCTTTTTCCG 133

Ad07A15493 Aradu.A07 15493 p3 (ATC)5 15 73487704 73487718 TCAAAAACCACCCTTCCATC ACTTAGAGGGCGTGACATGG 264

Ad07A15494 Aradu.A07 15494 p2 (GA)6 12 73488058 73488069 AATTGGAGAACACAGCCAATG TATGAATCCAAGCTCCTGGC 110

Ad07A15495 Aradu.A07 15495 c (TTC)5ctcttcttc(T)10cgtttcttgccttctctttctccttcttcaaccgttactacacaatttcactgcac(CTT)5gctacacgttctttttcctcttcctcc(TCT)7153 73489860 73490012 TTATATTGACGCGCTTGAACC GGAGAAAGAGAAGGCAAAAATG 213

Ad07A15496 Aradu.A07 15496 p3 (AAG)6 18 73490539 73490556 CCGAAGCAAGAATACCAGTGA TCAGTTTCCAAAGCGCTACA 164

Ad07A15498 Aradu.A07 15498 p3 (TGA)5 15 73491359 73491373 TGCCAAGACATCAAAATCCA CAAAACAAGAGGCAGTGGAA 239
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Ad07A15500 Aradu.A07 15500 c (AAT)7actattattttcttcaaaaaagagtgagataattaaaataggaaaaatcaacaaattaagttttttg(T)1199 73494069 73494167 TTCCTTCTGAATCATCATCTTTCTC CTTGCAAAAGCTTCCACACA 247

Ad07A15503 Aradu.A07 15503 p2 (TA)8 16 73501450 73501465 CGTCGTTGTTTCCTTTTTCC CAGCTGTCGTGATGAGCTGT 234

Ad07A15506 Aradu.A07 15506 p2 (AT)7 14 73504568 73504581 CGGTTACGTCGTTGTTTCCT TCACTTTGATGCTTACTTCGG 211

Ad07A15507 Aradu.A07 15507 p2 (GA)8 16 73520662 73520677 GCAAGGCAATCAGAAGGAAG TTCGGACAAAGTTGCAATCA 199

Ad07A15508 Aradu.A07 15508 p2 (TC)9 18 73524685 73524702 TTTTTCCAATTGTGCTCTCCT TCAAGGTGACAATGGTGCAT 116

Ad07A15509 Aradu.A07 15509 p2 (AC)24 48 73525228 73525275 GTTGCGCCACTCTGATAGGT TTCCCTCGCCTTTAACTTTG 272

Ad07A15517 Aradu.A07 15517 c* (TA)6(A)11* 22 73605568 73605589 CACAACGTGATATTTGTGCTTTT TGCGAAGATCAGTTGCAGTC 214

Ad07A15520 Aradu.A07 15520 p2 (AT)6 12 73609795 73609806 TGTTTCTTATCTTTTTCAAAACTACCT GGGTTCGAATTTGGTGAGTG 280

Ad07A15523 Aradu.A07 15523 p3 (ATG)6 18 73624871 73624888 CTGTCATCACTCTGCTTGCC CGAGTCGTCGTCAGTACGAA 272

Ad07A15525 Aradu.A07 15525 p2 (TA)12 24 73627016 73627039 TTGGAATGTCTTCAATGTTGG CGCAGCTTTAAGATTTTGTGG 245

Ad07A15526 Aradu.A07 15526 p3 (TTA)11 33 73627992 73628024 TGATTTAACAACAGAATTACATCGAA TTCTCAAAGGAGGTTGAAGCA 240

Ad07A15529 Aradu.A07 15529 p2 (CT)6 12 73641431 73641442 GGTAGCAGAATGGGCGTTTA TTTTTGGGGAAGAGGTGTTG 280

Ad07A15531 Aradu.A07 15531 p3 (TAT)5 15 73665231 73665245 CAAACTCTCGCTCTCACTCTCA GATTAGAAAGATAAGCGGTGAAAA 210

Ad07A15541 Aradu.A07 15541 p3 (TAA)18 54 73700370 73700423 AAGAGTGATATGTCATGAAAGGTAATG TTTGGAAAGGATGAAATCGG 259

Ad07A15544 Aradu.A07 15544 p2 (GA)6 12 73705347 73705358 CGGATCAGAATTGTCCGTTT TCCGAACCTCACATTCTTCC 261

Ad07A15545 Aradu.A07 15545 p3 (TAT)5 15 73711406 73711420 GCCATGTGAGTTTCTGGCTT CGTCTTCCTTGAATGGATGG 226

Ad07A15546 Aradu.A07 15546 p2 (TG)6 12 73712983 73712994 GGCAAGCAATTTTAGTCAATCTCT GGATACCAAAAAGACATGCCA 220

Ad07A15549 Aradu.A07 15549 p2 (TA)8 16 73720495 73720510 TTCTGACTCCCCTTGAATGC CACGCCTGTAGTTTGTTTTTG 220

Ad07A15550 Aradu.A07 15550 c (TC)6ta(TC)7 28 73722211 73722238 TTGAGCGGTAACTTGCAGAA TAGCGGCCACCCTATATGAC 279

Ad07A15551 Aradu.A07 15551 c (ACA)5acc(ATA)533 73740920 73740952 CATTTCTCACATGGCGCA AAAAATCTTAATCGGATAGAAGAGCA 278

Ad07A15556 Aradu.A07 15556 p2 (AG)6 12 73763793 73763804 AGGATTGGGGAGAATGAACC TGCATTAAAAGAAAATTGAAATTGA 270

Ad07A15558 Aradu.A07 15558 p2 (CT)9 18 73783288 73783305 TTCTGCACAATCATTTCGGA GCACAAAGTTGTGGGATGTG 222

Ad07A15560 Aradu.A07 15560 c (A)14caaaaac(A)1031 73784642 73784672 CCAACGTTTCCATTCCACTT ACAGTTGGTGGAAGCAATCC 233

Ad07A15561 Aradu.A07 15561 p3 (AAG)6 18 73786496 73786513 AATGAAAACCAGAACGACCG CCTCCTCACTTGTGAAAATTGC 277

Ad07A15562 Aradu.A07 15562 p3 (TAT)19 57 73790697 73790753 GGATTGCGAATATTACGATTCTA TCTCATTTTTGAGATAATTGTGTTG 200

Ad07A15566 Aradu.A07 15566 c (T)13aaataaaggactgtcatttaca(T)1045 73806752 73806796 TGGTTCTCAGGTTGTGAGCA GTAAATGGCTTTCCCGGTCT 179

Ad07A15576 Aradu.A07 15576 p2 (AT)8 16 73844443 73844458 TCATTTATTCCATTCACCCAA AAAGGAATCTATGAACACCATCA 191

Ad07A15577 Aradu.A07 15577 p2 (AT)6 12 73849678 73849689 TCTTCGCAAATATGAACCGA GGTGCGAAGGTTTAGTCCAG 174

Ad07A15579 Aradu.A07 15579 p2 (AC)8 16 73861067 73861082 CCAACCAAAGTCTCACAATTC TGACATATTTTTGTGTGTTTATTCTTT 174

Ad07A15580 Aradu.A07 15580 p2 (GA)6 12 73865860 73865871 CTCCTGGGGCTTAGGGTTAG GCTCTCATTCCGTGAAGCTC 274

Ad07A15582 Aradu.A07 15582 c (AG)8at(AG)13 44 73869016 73869059 GGGAAAGTCGAAGTGCAGAG TGCTCTCCGTGTGACAAAAG 228

Ad07A15587 Aradu.A07 15587 c (TC)8tttctcc(CT)7 37 73894287 73894323 CATTTGCCATCCCTAATGAGA CAAATTGGATCTCCGTTGCT 266

Ad07A15592 Aradu.A07 15592 p3 (ACA)5 15 73905794 73905808 GAGGAACCTCCTCTCTCGCT TTGTTCTTGTTGGGGATGGT 172

Ad07A15596 Aradu.A07 15596 p2 (TC)16 32 73916525 73916556 AGGGGATTTCACTTCACCAG AATTCCCACTTCCCGGTATC 268
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Ad07A15598 Aradu.A07 15598 c (T)11ctc(T)12 26 73917149 73917174 TTTTTCTGGGTTTGGTTTGG ATATTGTACAACACCCCCGC 181

Ad07A15600 Aradu.A07 15600 p3 (ATT)6 18 73921245 73921262 TCACAAATTTTGCTTCAATTTCA TTTGCATTGCATGTAGTACGC 121

Ad07A15601 Aradu.A07 15601 p2 (AT)12 24 73921478 73921501 GCGTACTACATGCAATGCAAA TTCTCAAAATCTCTCTTATTCTTTCC 279

Ad07A15604 Aradu.A07 15604 p3 (GAA)6 18 73937378 73937395 AATTGAAGGCAAGGAACACG TCTGTTTCGCTCCCACAAAT 219

Ad07A15606 Aradu.A07 15606 p2 (AT)7 14 73938709 73938722 CCAAGTTAAACCTTAGGAACGA TTGATTATTACCAAACCTAAACTCAA 227

Ad07A15611 Aradu.A07 15611 p2 (AT)7 14 73962547 73962560 GGCTCGTTAATTCACAACTGG GACCATTCATCCATCTCAACA 264

Ad07A15613 Aradu.A07 15613 p2 (TA)6 12 73968271 73968282 AGAAATAAAATAGCGTGGCTTG GGCTCTCTCTTTCATTCGGTT 214

Ad07A15615 Aradu.A07 15615 c (TA)8ggaagatatctatttttaatctttttccaacttttcttttttatcctatcac(T)10ccttttttttacagcatcctcctagt(TTA)6122 73979784 73979905 CGCCGTTTGTCATGTCACTA TGATAACCTCCAAAAAGAAAAATG 279

Ad07A15617 Aradu.A07 15617 p2 (AT)6 12 73982412 73982423 CTCAACAATCCGGATGCTATT CAAAGAAAGGATCATCAATCAAGA 215

Ad07A15618 Aradu.A07 15618 c (A)12tacaaaaaaatactattttttatttttattttttgttttatc(T)1064 73986862 73986925 TGTACATGATTTTGGTTTATGTTTTT TTTTAGGACCAATTAAATTCTTCAA 226

Ad07A15622 Aradu.A07 15622 p2 (CA)9 18 74002029 74002046 TGGAAAAAGCATGAATTGAGT CATGTGGCACTATGACCAGC 177

Ad07A15624 Aradu.A07 15624 p3 (ATA)16 48 74008486 74008533 GACGACATAGAAAGAAGAAAAGGG AAATCGGTTTACTCGAAAAATCA 219

Ad07A15626 Aradu.A07 15626 p2 (TA)6 12 74020986 74020997 CGAGAGACAATAGAATTCCAAAAA TGAGTGAGTCTTGGTATAAGGCA 181

Ad07A15631 Aradu.A07 15631 p3 (TTA)14 42 74028866 74028907 AAGAGTAGGAGAAGTCCAAGGG TCATTGCCTTGTGAATCCTTT 213

Ad07A15634 Aradu.A07 15634 p3 (AAT)5 15 74030400 74030414 TTTGACTAAAATACCCATCAATAGC TTTGACAACAATCTGAATAATACACTC 280

Ad07A15635 Aradu.A07 15635 p2 (TA)6 12 74042131 74042142 TGCTTTTTGGAAAGTCATCG TTTGTAGTAGACCCGGCACA 104

Ad07A15636 Aradu.A07 15636 p2 (AT)9 18 74044785 74044802 CGAGAAAGTCTCCCAGGTCA GGTAAGATTGGTCATTCGGC 271

Ad07A15638 Aradu.A07 15638 p2 (TA)8 16 74048968 74048983 ATGCAGTGAGACCGGAGAGT AGGTAGGTGCAAGAACCGAG 280

Ad07A15642 Aradu.A07 15642 p3 (TAA)16 48 74056622 74056669 ATGACGAAATTGTCCCATGC CCTCCTGCTTCTTCTGCAAT 208

Ad07A15644 Aradu.A07 15644 p2 (AT)7 14 74073813 74073826 GTCGGGGATTGTTTGTTGAC AAAGAAAACACCAAAAGACACCA 248

Ad07A15645 Aradu.A07 15645 p2 (TA)9 18 74075552 74075569 AGATGCGTTTCACTAGGCGT AGTCTCTACGAGGCACCAAAA 135

Ad07A15647 Aradu.A07 15647 c (A)10(T)11 21 74079180 74079200 CACACCAAATTACTGCCGTG GTGTCCTCGTGTGTCCAGTG 155

Ad07A15650 Aradu.A07 15650 p3 (ATT)7 21 74087424 74087444 AGCCCGAATGCAGGTATTTA GGTGTTACCCTAAATTCAAACTCC 264

Ad07A15654 Aradu.A07 15654 p2 (AT)8 16 74104872 74104887 ATTTGTTGACCCTCTGTCGC TCCATCGAGTCAAACTCCAA 226

Ad07A15658 Aradu.A07 15658 p3 (ATA)5 15 74121237 74121251 CCACTACCAAAATTTTCTGGATTT GAAAAACTTAAGAAGGCAAAGGAA 239

Ad07A15665 Aradu.A07 15665 p3 (TAA)5 15 74133613 74133627 GACACCGTAGCATTCACCCT CGATGAATTCGACAACTCCA 224

Ad07A15667 Aradu.A07 15667 p2 (AT)7 14 74134200 74134213 GATTGGACTGCATCCATGTG GGCCAGCAATTTTTGTGATT 268

Ad07A15670 Aradu.A07 15670 p2 (AT)6 12 74138424 74138435 CAATTTTTGGGTTGAATCCG TTTTTCCATAAGCTCAGTTTGAA 221

Ad07A15673 Aradu.A07 15673 p2 (TA)8 16 74144506 74144521 TAATTCCGCTTTATGGGACG CAATGGTTCCATCTTCACCC 250

Ad07A15674 Aradu.A07 15674 p2 (AT)9 18 74152397 74152414 CATGACATGGATTTGCCATC GCCGAGTGACGAGACAAAAT 265

Ad07A15680 Aradu.A07 15680 p2 (AT)11 22 74176285 74176306 TTGGACACCAAAATCATAGTCAA TGGATCAAATCATTTCAATTCG 265

Ad07A15681 Aradu.A07 15681 p4 (AATA)5 20 74189968 74189987 TTTGAATCAAGGGATGTTGATG ATTGATGCTCAGAGCCTTGG 173

Ad07A15682 Aradu.A07 15682 p2 (AT)8 16 74196771 74196786 TGTTGCTTTTCAGATGCAGG TCCTAACTCAGCCCACGAAG 258

Ad07A15683 Aradu.A07 15683 p3 (TTC)5 15 74197331 74197345 ATCATGCTTCGCTTCAAAGG GAGCAGCTCGTAGAAGCCAT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A15686 Aradu.A07 15686 c (AG)8aaagcgcgagagagaggaacttacatgaagaggatggcgcggcagcaggctcggcggggg(AGA)8100 74211224 74211323 TTGCAACAATGAATCTGTGGA AGAGGCCAGAGATGGAGTCA 234

Ad07A15692 Aradu.A07 15692 c (CT)8a(TC)8 33 74223059 74223091 GCGGAACCCTTTCTCCTTAC TCAATGATGATGTGCAGCAA 178

Ad07A15694 Aradu.A07 15694 p2 (AT)7 14 74230706 74230719 GGAATCAAGGTAAAAATTCAGCA ATAGAATCTGCCACTCAGCG 125

Ad07A15695 Aradu.A07 15695 p3 (ATA)7 21 74232989 74233009 CAATCATTGCAACGGTCTTG TCGTTTCTTTCTGCTTCTCCA 262

Ad07A15696 Aradu.A07 15696 p3 (ATT)13 39 74238277 74238315 CCCTTGTAGTGCTATTGCCA GTTTAGAATTCGATTATTACTACCCC 263

Ad07A15699 Aradu.A07 15699 p2 (GA)11 22 74258322 74258343 CACAATACACACACGCACCA CTCCTCCTCTCTCATCGTCG 228

Ad07A15701 Aradu.A07 15701 c (ATT)15(AGT)17 96 74262398 74262493 TTGTTCTCTGCCTACCAGCA TCGATGGATTTAGCTAGGACG 184

Ad07A15703 Aradu.A07 15703 p2 (GA)9 18 74268665 74268682 CGAAAAATCCTTCTGCATGTG CCAAATCCTATGGAAAAGTTGC 163

Ad07A15709 Aradu.A07 15709 c (T)10cttttaatcgaattcctacaccaaa(T)1045 74277073 74277117 TGCGAAATTTTCAATTAGGTCC TCCTTTTAATTGGGGTCTTGC 219

Ad07A15716 Aradu.A07 15716 p5 (TTATT)5 25 74284860 74284884 TTTAGGTGAGTCTTGGAACAAAAA TGGCATCGATAATTACATTGTTT 280

Ad07A15717 Aradu.A07 15717 p3 (CTT)7 21 74287346 74287366 CTTCTTTCCCGACGACTGAG TACATGAAGAGGATGGCACG 116

Ad07A15720 Aradu.A07 15720 c (TA)7(TG)27 68 74300014 74300081 TCAAAGTAAGTCAGTTCAATGGTCA TTTTTATCATTGTGATAGGGATCAT 216

Ad07A15722 Aradu.A07 15722 p2 (TC)6 12 74311421 74311432 TGTCCTCATTTGGCTTCACA AAACAGTGTTCCCAAGTTGGAT 134

Ad07A15723 Aradu.A07 15723 p3 (TCT)5 15 74313198 74313212 TTATTTGACGGAGACGCACA GGAGGAAGAGAAATCGGAGAA 241

Ad07A15724 Aradu.A07 15724 p2 (AT)6 12 74316063 74316074 CCCGCGGGTAGTAAAAAGTT AAATCCGCTTCTACCCATCC 243

Ad07A15732 Aradu.A07 15732 p3 (CTT)7 21 74342418 74342438 TTGTTATCGGAGCACTGACG TTTGTATTGGACCGCATGAA 261

Ad07A15737 Aradu.A07 15737 p3 (TCT)7 21 74351730 74351750 CCTGACCCTCTTGCATTCAT TGGCTGCAGAAACAAATGAG 176

Ad07A15746 Aradu.A07 15746 p3 (TAT)14 42 74374255 74374296 CCAAAAACAATAATAAAAAGTACAACC GGCACGCTCCAACGTTAATA 237

Ad07A15747 Aradu.A07 15747 p3 (AAT)6 18 74375120 74375137 AACTTTCGTTGTGACACCCC ACACCCCGAGTTTTTGAACA 273

Ad07A15748 Aradu.A07 15748 p3 (ACA)5 15 74377175 74377189 GAAAAACGGATAGACCTTTCTCTG GGATCCTCGTGTGGGTTATG 268

Ad07A15749 Aradu.A07 15749 p3 (AGA)5 15 74378714 74378728 GGTTGAAGCTCCATGATTTAGG CACCCGAAACCTTATCCCTT 208

Ad07A15750 Aradu.A07 15750 p3 (TCT)5 15 74381121 74381135 GTCTGTCCTCCGTAACCCAA TGGCTGCAGAAACAAATGAG 250

Ad07A15752 Aradu.A07 15752 p2 (TC)10 20 74406284 74406303 TCCAAAGCAATGGAGTTCCT CCTGCACCTTAACGCAAAAT 212

Ad07A15754 Aradu.A07 15754 p2 (GA)6 12 74414005 74414016 AAGAGGAGGCATTGGTGATG TGCACTAGTTTCACCAACTGAGA 254

Ad07A15757 Aradu.A07 15757 p2 (GA)7 14 74427005 74427018 ATCAAACGGATTGAAAACGC AATAGACAGGTGTGGCAAACG 267

Ad07A15758 Aradu.A07 15758 p3 (AAT)6 18 74429160 74429177 ATTTGCCCTAGCCAAAACCT TGGGAGAGAACGCTACACCT 257

Ad07A15760 Aradu.A07 15760 p2 (GA)6 12 74434719 74434730 TGAAAGAGAAAAGAGAAAGAGAAAGA CCATTCCTCCATCCCCTTAT 226

Ad07A15763 Aradu.A07 15763 p2 (TA)10 20 74438951 74438970 GCTGTCATTCATTTCCGGTT GGGAAACAACCTCAGACCTGT 254

Ad07A15764 Aradu.A07 15764 p2 (TA)7 14 74443528 74443541 CCTGCGTATAAAGTGCTCCC GGGCGCAGTTGTTCAATAAT 223

Ad07A15766 Aradu.A07 15766 c (TA)8gt(TA)9(CA)648 74445613 74445660 TTCCTAATGATGACGAGGTGTG ACCGGAACTCGTCTCTGAAA 141

Ad07A15767 Aradu.A07 15767 p2 (TA)9 18 74446669 74446686 TGCAGTTTCAGAAAGGCTCA GGGGACGAAACTAATACGCA 205

Ad07A15774 Aradu.A07 15774 p3 (AGA)5 15 74502377 74502391 GAAAATCAACACCCACACCC GTGACGCTTCTCTACTCGGC 228

Ad07A15776 Aradu.A07 15776 p3 (ATT)5 15 74514697 74514711 AGACCTGCTTGGTTGGACTT GGGGCAATGAATTGAAGAGA 280

Ad07A15782 Aradu.A07 15782 p5 (ATTCC)5 25 74552873 74552897 TCAAATTCAAAACACCTGCG TCAAGTGGATGAGGTTTGGA 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A15784 Aradu.A07 15784 p4 (TGCT)5 20 74557550 74557569 GGCTCGATTGTGGTGAGTTT TCAGCTTTTATTGCGGCTTT 267

Ad07A15785 Aradu.A07 15785 p4 (TATT)5 20 74561564 74561583 TCATTTGGAATGATTGCTCG CGAAACCTGCCACATTCTTT 222

Ad07A15786 Aradu.A07 15786 p3 (TTA)16 48 74562511 74562558 GTGCAACTTCGGTTGCTCTT GAAAACACAAGCAAATGCAAA 261

Ad07A15788 Aradu.A07 15788 p2 (AT)7 14 74569753 74569766 TGAAAACATAACACTTCACTCACA TCATTGCTTGTCTCAATACGAA 219

Ad07A15794 Aradu.A07 15794 c (AAAT)6agtcattctcccgc(TTAT)558 74576092 74576149 TCTGCAATTTTTGCTGTTGATT TGAAAAGAAAATATGTGAGAAGTGA 230

Ad07A15798 Aradu.A07 15798 p2 (TA)7 14 74592567 74592580 GACTCAAGCGAACTTGGACA CATTAGTCCCCTCCAACCAA 246

Ad07A15799 Aradu.A07 15799 p3 (AAT)6 18 74592925 74592942 TTTTTAGAGTAGGTTTAATCTTGGTCA GCCGAACAAACAATGAGGTT 278

Ad07A15800 Aradu.A07 15800 p2 (AT)7 14 74594418 74594431 TCAGCAAGTTTGTAAAGTGTAAACG TTGATGAATTTGCTTTTTCTGG 269

Ad07A15803 Aradu.A07 15803 p2 (TA)6 12 74602416 74602427 GCGCTAGCTTAGGGACCTTT AGGCCCTCTCTGCTTGTTCT 218

Ad07A15808 Aradu.A07 15808 p3 (TAT)5 15 74618106 74618120 CCTTTCATTTGTTTTCACTTTTCA TGTCATCCTCTGCATACACAAA 238

Ad07A15813 Aradu.A07 15813 p6 (CATCCT)5 30 74630228 74630257 CTTCAGACACTGCAAGCCAG TAGAAGTGCCGAAGGAGTGG 240

Ad07A15817 Aradu.A07 15817 p2 (TA)9 18 74647588 74647605 TTTCCAGCAACTTGTTTCCC TGCATTATGAAATACTTCAAACACAAT 139

Ad07A15820 Aradu.A07 15820 p3 (GTT)9 27 74659266 74659292 CCCTTCTTCTTCCGCTTGTA TCTCAGCAACATTTTCCGTTC 187

Ad07A15823 Aradu.A07 15823 c (CTA)5ttactat(TAC)5(TAA)552 74682614 74682665 CGACATTGGGTTAGCCACTA GAGCTTCCCAAATTTCTCCC 260

Ad07A15830 Aradu.A07 15830 p3 (TCT)5 15 74728391 74728405 TTTAAGAGGCCTTCGTCATCA TGTGCATGAAAAGAACAAAACA 122

Ad07A15835 Aradu.A07 15835 c (A)10caaagaacaaaagccctacgggctaccaat(C)1050 74745830 74745879 TTGATGAAAACCGGAAAACC GAGGGCTGATAGGGTTAGGC 229

Ad07A15837 Aradu.A07 15837 c (CT)8ccccttccttttcgatatctcttttcgatcaatttgtgtttttatttttttttcttttttttcaaaaaatctaaatgatgt(TGA)5112 74757797 74757908 ATGGTGGTAGCTGGTTCGAC CCACCTACATATCCCCAACG 221

Ad07A15841 Aradu.A07 15841 p4 (TTAT)5 20 74761537 74761556 TGAGGCATATGACAAACAACAA TCTCGTGTTGATAACGTGCTG 267

Ad07A15842 Aradu.A07 15842 p4 (TTAT)6 24 74766850 74766873 TCTGAGACATATGACAAACAACAA TCTCAATGATAAAGTAAAAAGCCA 214

Ad07A15845 Aradu.A07 15845 p2 (TC)17 34 74770417 74770450 GACGGATTTATCGTCGGAAA GGAAGGAAGAGAAACAGGGG 275

Ad07A15846 Aradu.A07 15846 p3 (CTT)5 15 74774448 74774462 TCGGTTCTCGCAACCTTAAT AAGGAGGAGGAGGTATGCGT 279

Ad07A15847 Aradu.A07 15847 p3 (AAG)5 15 74775094 74775108 GGAGGAGGGGAGAAGAAGAA ATCGCGTGAATCTCAAGGAC 275

Ad07A15849 Aradu.A07 15849 c (TA)6ataatattatatattgtaatg(TA)645 74776216 74776260 TTTCCTTCGGAAAATCACGTA GCAATATTAACCATCTCTTTACTTTTT 252

Ad07A15850 Aradu.A07 15850 p2 (AG)6 12 74776551 74776562 TTGCAACATAAAAGGGAATCG GGGGGAGTGTTGTGATATGG 268

Ad07A15851 Aradu.A07 15851 p2 (TA)6 12 74781597 74781608 TTTGATCAGAGTCTCGTGCTG TGCGATTCTCTCTCTCTTTATTTTT 241

Ad07A15853 Aradu.A07 15853 c (T)10cagatttatttattttatgatttacaattcacagaatgaatctaaacttatcataaaatattactaagctggt(TA)899 74783439 74783537 CCTTCAAGGAATTGAGAAGCC TCCGTCTGTTTGTGTGTATTCC 230

Ad07A15854 Aradu.A07 15854 p3 (AAT)5 15 74788057 74788071 TGTGCGAACTTGCACTATCC TTGGCTATTTGATCAATGATGG 183

Ad07A15856 Aradu.A07 15856 p2 (TA)6 12 74793595 74793606 AGATACGTCATCATGCCACG CAACTCCCAAAAGTCAACCC 205

Ad07A15861 Aradu.A07 15861 c (AAC)5aataaatcagcaatgtaatcaagcagaagtaggaacaggagcagaaacagaagcaggagcggaacaacg(ACA)6102 74819096 74819197 TCTTCCCCAAAATCAAGCAC TTGCTTCTGGTTGTTTCTGCT 262

Ad07A15867 Aradu.A07 15867 p3 (TGG)6 18 74836199 74836216 CCCATGGAAGATGAATTTCG CAAGAATCGGTCGAAGTCCT 235

Ad07A15873 Aradu.A07 15873 p2 (TC)9 18 74871054 74871071 CCTTCCATTGCTTTTGTTCC AAAATGGGAGAGAGGGGAGA 231

Ad07A15876 Aradu.A07 15876 p3 (GGC)5 15 74873541 74873555 AATTGTTCCCACAAAGGTGC TACCCCGAAAAGCGTCTATG 259

Ad07A15878 Aradu.A07 15878 p3 (TTC)6 18 74887774 74887791 TTTGCATACAAAATCGCCTTTA TGCTCTTGCAAAGGAGAAGG 173

Ad07A15879 Aradu.A07 15879 p2 (AT)7 14 74888866 74888879 CAGATCGGTTCGGATATTGG AGATCCGTAGATCCGCACAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A15880 Aradu.A07 15880 c (T)11ggtctatacactataaattttaattctatcaaa(T)1054 74902799 74902852 AATTATTAATGTTGGTTTCGGC CCGCTTAAGTAAGTGTCGGG 258

Ad07A15881 Aradu.A07 15881 c (A)10catacataaaaaggagtccactcccaatgac(A)1152 74903128 74903179 GTTGCTGCATGCATAAAACG AAATCCCGATGGGTCTAAGG 263

Ad07A15882 Aradu.A07 15882 p3 (TAA)5 15 74903450 74903464 GGAGCGTTGTTTCATTTGTC TCATCCTCAGCGAATAAGTATTTT 280

Ad07A15884 Aradu.A07 15884 p3 (ATC)5 15 74905249 74905263 TTCCCAACTCGCTGACTCTT GTGGATGTTGAGGGCTGTTC 233

Ad07A15887 Aradu.A07 15887 p4 (TTAT)6 24 74916630 74916653 CCGCATACAGTTACGCACAG CCCCACGTGTCCACTTAAAC 252

Ad07A15890 Aradu.A07 15890 p2 (GA)10 20 74932407 74932426 GCACTGCAGTTTTGATCAGC ACAGTCACGAACACCTCCAA 170

Ad07A15891 Aradu.A07 15891 p2 (AG)6 12 74932789 74932800 CCCACAGCCCAATCAATACT CAACGCTTGAAGGAGGAGAC 199

Ad07A15892 Aradu.A07 15892 p3 (AAT)21 63 74935291 74935353 TGAAGCCATCCACAGTTTGT GCTCAGACAGGAGCACATGA 280

Ad07A15893 Aradu.A07 15893 p3 (ATC)5 15 74935475 74935489 AGCCATCCACAGTTTGTGAG AAAGCTCAGACAGGAGCACA 280

Ad07A15894 Aradu.A07 15894 p2 (AT)6 12 74938928 74938939 GCAAGCAGCAAACTCTAAACC AGTGGGTCTCCTTCCTCCAT 262

Ad07A15899 Aradu.A07 15899 c (CT)9tgcttctttggtcactagcttatggatgaagc(T)1060 74947178 74947237 TTTGAATGCCATTTTCGGAT GCTCTCACCACAGCAACGTA 273

Ad07A15901 Aradu.A07 15901 p2 (AT)8 16 74958179 74958194 GTGCCTATGAATTGGTGCCT TTCCCTCGCCTTTAGTTTTG 235

Ad07A15902 Aradu.A07 15902 p2 (AT)6 12 74969698 74969709 TGGGTTTGTGCCAACTTGTA TATTGCTCACCATCCCAACA 132

Ad07A15906 Aradu.A07 15906 p6 (ATTTTA)6 36 74986727 74986762 TGGTAGAGAAAAGTAGAAAAATGGAGA TTTGACAATCAAAATGTGTAACATAA 263

Ad07A15908 Aradu.A07 15908 p3 (TTC)6 18 75012676 75012693 CACACACCTCCACCTTTCCT CTAGAGGTTTCTCCGGCCTT 165

Ad07A15909 Aradu.A07 15909 p3 (AAT)15 45 75027573 75027617 TCAATCAATGTCCTTTCTAATCCA TGGTTGAATGCAAAAGCATC 278

Ad07A15911 Aradu.A07 15911 p2 (GA)6 12 75043751 75043762 CATAGGGAGAGAGAGGGTTCG TTTCAAAACCGCCTAACCAC 238

Ad07A15916 Aradu.A07 15916 p3 (AAC)15 45 75098277 75098321 TCCTGTTTAATGCAGCAGCC ATTGCTGCGCTATTGCTTCT 238

Ad07A15917 Aradu.A07 15917 p3 (AAC)14 42 75101869 75101910 TGGGCATGGGTGGTATATTT TGGGAGCAGGTGTTCAATTA 279

Ad07A15919 Aradu.A07 15919 p3 (TAT)5 15 75102608 75102622 TTTTGTCCATAGCTTGATGATGA AGTGATTTGTGATTTGCCCG 241

Ad07A15920 Aradu.A07 15920 p3 (AAG)17 51 75108118 75108168 TCAAATTGATGCGTCTTGGA TCTCTTCTCGCGTTTTCGTT 266

Ad07A15922 Aradu.A07 15922 p3 (TAG)5 15 75134649 75134663 CCAAAACAATATCCTTTTTCTTGA TGCCAGAACTACAAGTAGCCAA 239

Ad07A15930 Aradu.A07 15930 p2 (CT)9 18 75171069 75171086 CCCAAAAACCAAGAGAGAGG CGTGATAAAGCGTCATGTGC 235

Ad07A15933 Aradu.A07 15933 p3 (TTC)5 15 75178331 75178345 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 208

Ad07A15937 Aradu.A07 15937 p2 (GC)6 12 75220274 75220285 TCAAATTTGGTTGCAACTGG TGAAAAGCCAAGGATCTGGA 195

Ad07A15939 Aradu.A07 15939 c (CT)7cccttttctccctctctctccccttttgtttctctctcttctccctcctctctctcttc(CT)787 75223761 75223847 CCCCTCCTTCCCCCTTTT GAGGGAGAAGAAAGAGCGAG 171

Ad07A15941 Aradu.A07 15941 p2 (AG)13 26 75224330 75224355 GGAGAGAGAGAGGAGGGGAA ACATTCTCTTTCTTCCCATTTTT 251

Ad07A15942 Aradu.A07 15942 p2 (GA)11 22 75224475 75224496 GGATGGAGAAAGAGGGAGAGA TTCCATTGCTTCGTTCCTTT 272

Ad07A15944 Aradu.A07 15944 p3 (TTC)5 15 75239598 75239612 CGCACGACACTTCTTTTTCA CGATGAAGATAAAACACGCAAA 118

Ad07A15945 Aradu.A07 15945 p3 (AAG)5 15 75241051 75241065 AGATGGTGTTGATGACGACG CGCGATTTTTACGTTTTTCT 116

Ad07A15946 Aradu.A07 15946 p2 (AT)7 14 75241773 75241786 AAAAATGTGGTCATTCAGAATAAAA GGTTTGTATTATGTTTTAGCCGGT 225

Ad07A15947 Aradu.A07 15947 p2 (AT)13 26 75242947 75242972 AACACGTAGCAAGTGGGACC ATTGGGGAGGTTGAGGATTC 261

Ad07A15948 Aradu.A07 15948 p2 (TA)9 18 75243763 75243780 GACCTTTTGCATCGAGCCTA AAAATTTTTGTCCTCGAAAATTAAAG 205

Ad07A15950 Aradu.A07 15950 p2 (AC)8 16 75246359 75246374 CCACATTTTCCCTTTTCCAA CTTCCCCTTTTCCCATTCTC 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A15951 Aradu.A07 15951 p3 (ATA)16 48 75256343 75256390 TACGGCCTCAAGGAGAGAAA TTCAACAGTTACGTGAGCGG 280

Ad07A15952 Aradu.A07 15952 c (TC)7tgtctttctctctctccaccactaccaaccaccaccaattatccttaactcttttcacttgaatcccttacccaacataatccaacaccgaacaca(AG)10130 75259700 75259829 AATGCTTTGACGATTTTGCC CTGCAATAAACCAGCAGCAA 279

Ad07A15953 Aradu.A07 15953 p3 (TTC)5 15 75262004 75262018 ATTTTCCGAGAGGATACCCG CCCCTAATGAAAGTGGGGTT 189

Ad07A15954 Aradu.A07 15954 p3 (TTC)6 18 75279805 75279822 CCCCCTCTTCTCTACCTTGG GGAAGCTTTCGTCTTCCCTT 215

Ad07A15955 Aradu.A07 15955 p3 (TTC)5 15 75288223 75288237 ATTTTCCGAGAGGATACCCG CCCCTAATGAAAGTGGGGTT 189

Ad07A15957 Aradu.A07 15957 p2 (AT)10 20 75299913 75299932 ATGGCTGGCGGAGTTTAAG GCTTCGTTAGTATGCTTTGCG 232

Ad07A15959 Aradu.A07 15959 c* (A)11(AAT)5* 24 75330526 75330549 GCTTTGGTCAATTTTCTGCC TCTCTCCACCAAACGCTACC 265

Ad07A15963 Aradu.A07 15963 p4 (AAAT)6 24 75339442 75339465 CGTGACTTATCCCCCAAAGA CATCATTTGTCACACTTGTGAATG 133

Ad07A15964 Aradu.A07 15964 p2 (AG)14 28 75341832 75341859 GCATGGGAAAAGAGTTGGAA CGGAGCAGTGAAAACATTTG 204

Ad07A15965 Aradu.A07 15965 c (T)10ctaaattaaaataaatattatactgtatgtgaatttaagtcattggtaaattaattcg(T)1078 75342985 75343062 TATTTTTGAGGCCACGAAGC TGTGACTTCAACTTGAGATCGTT 267

Ad07A15966 Aradu.A07 15966 c (CTT)5ctcacgtacgcttctttttcttcttcttctttcaaatatacgcatacgtcatcttcttcttctttcaaatttacgtata(CCT)6tcttcttcgcgcatggagattcttcttctgcttctcctcctcttccttc(TCT)5176 75344211 75344386 CGCGCTTTATCTTCTTCTCC TGTTGGTGTTGTTGGTGATG 244

Ad07A15967 Aradu.A07 15967 p2 (AG)7 14 75353369 75353382 AACCATATGGATTGAGAAAATTAAA TCTAGTTCACAAAGCACGCAA 176

Ad07A15968 Aradu.A07 15968 p2 (AG)22 44 75358381 75358424 CAACGGCCATCAAAGAAAAT CAACGTATCTGCACCACCAC 169

Ad07A15972 Aradu.A07 15972 c (A)11tctagaaatctgattatgata(T)1042 75382215 75382256 AATAAAAGCCAAAAATGAAACTTCT TTTGGCCTAAAATCATCAAAA 253

Ad07A15975 Aradu.A07 15975 p4 (TTTA)5 20 75387975 75387994 TGATGCATTGATGCTACCAGA CCGACTGGATGGACGATTTA 280

Ad07A15976 Aradu.A07 15976 p3 (CTC)11 33 75390176 75390208 AAAGGATGCTCACCCATACG GATGAAACACGCGAAGAAAA 118

Ad07A15977 Aradu.A07 15977 p3 (GAA)5 15 75390372 75390386 TCCTCCTCCTCCTCCTCATT TTCCTCTTCCTCCTCCTCATC 225

Ad07A15978 Aradu.A07 15978 p3 (AAG)5 15 75390790 75390804 CGAATGTAAGTTCATCCTCTTCC CTTCTCCCTCCTCCTCATCA 218

Ad07A15980 Aradu.A07 15980 c (A)10ggaggaa(GAG)5gaagaggaggtgttggtgacgacgataacaaagaa(GAT)11100 75392057 75392156 GGAGGAAAAAGAATGAGGAGAA TTCACATCTAGTACGTCAATTTTATGC 195

Ad07A15982 Aradu.A07 15982 p2 (TG)6 12 75398034 75398045 CCTTCTCCTCCTCTCCTCGT TTTTTCCTAATTTATCAAATCAAAACC 197

Ad07A15983 Aradu.A07 15983 p3 (AAG)5 15 75403485 75403499 TTCCAGCTAGATGGGGAATG TTTTTACGCAGATTGGTCCC 212

Ad07A15984 Aradu.A07 15984 p2 (CT)10 20 75424467 75424486 GGACATTTTGTCCCCTTTTT CCTTGAGAAGATGACCCGAG 280

Ad07A15985 Aradu.A07 15985 p2 (GT)9 18 75424983 75425000 TCATGTCATACGGACGAGGA TTGGTTCATCTGAAATTTGGC 253

Ad07A15988 Aradu.A07 15988 p4 (TTGA)5 20 75434666 75434685 AAGTCGCGATCGAGGTAAGA AATTCAACAACATCAGCCAACT 210

Ad07A15990 Aradu.A07 15990 p3 (ATA)6 18 75436837 75436854 GCCCATTATATTAGTTTGACCG CAGTTGACAGCTCTGCACAAA 261

Ad07A15994 Aradu.A07 15994 c (CT)24c(AT)6 61 75443070 75443130 TGATTGTCATCGTTGATTTGG GTGGGACAAGGCTTTGTTGT 224

Ad07A15995 Aradu.A07 15995 p2 (CT)11 22 75449282 75449303 GACGGAAACCGTGTCCTAAA CGAAGGAGGTTGACGAAGAG 168

Ad07A15999 Aradu.A07 15999 c (GC)6actccctctcttcgcgaa(CT)846 75476201 75476246 GTGCGAGAACAGACCTCTCC CAAGAGAAAGAACCGCGAAG 274

Ad07A16001 Aradu.A07 16001 p3 (TTC)6 18 75514552 75514569 TACACCTCTCCCCCTCTCCT ATGATTCTCCGGCCTTAGGT 157

Ad07A16006 Aradu.A07 16006 p2 (AT)8 16 75540512 75540527 AATTTTAAACATGGGTTAGGAAATAA TTTGATGTGTTGGGGACTAAGA 280

Ad07A16010 Aradu.A07 16010 p2 (TA)8 16 75550398 75550413 CCATCGAGTGTTACCCATCA TCAAAGTTGGGATGATGTTTT 209

Ad07A16012 Aradu.A07 16012 c (CT)11gtgtgtgtg(TC)643 75551716 75551758 CCCATTCGGTTTCTCTCTCA CTAACCTGAAGGGCGTGAAG 163

Ad07A16016 Aradu.A07 16016 c (A)10gattttatagctattagtaaatactagtatgtatcacagtgaaatacaaagttgcattaataacggcgcattctctttactag(T)13106 75559452 75559557 TGGTTTTCGTATTCTTTGCCTT TTTTCCTCAAGCCACCAAAC 272

Ad07A16019 Aradu.A07 16019 p3 (TAA)5 15 75563856 75563870 CTCCCACCACACACAATCAG AAATTTCAGAATGGAACTGGGA 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A16021 Aradu.A07 16021 p3 (ATA)5 15 75564671 75564685 GAGGCTTTTGAAGCCGAATA ACAAGCATAGGCCTAGCCAC 280

Ad07A16030 Aradu.A07 16030 p2 (TA)6 12 75604571 75604582 TCGACACCATATCGTTGATTTC TCACCCCCTACAGCTTTACC 276

Ad07A16033 Aradu.A07 16033 p2 (CA)6 12 75628177 75628188 GCAATCACGTGGATCAACAC GCCCATTTTGATTGTGCTTT 216

Ad07A16034 Aradu.A07 16034 p2 (AG)25 50 75628395 75628444 AAAGCACAATCAAAATGGGC CTGCTTCTTCGCGTTCTTCT 255

Ad07A16035 Aradu.A07 16035 p3 (TAT)12 36 75628728 75628763 CCACAATCGCTTTTTCCATT GCTTGTGTTGAGGGTTGTTCT 280

Ad07A16040 Aradu.A07 16040 p2 (TA)9 18 75669160 75669177 TGAGAACCGGATTCCATACA CAAACTCGACCTGTGAAGCA 280

Ad07A16041 Aradu.A07 16041 p2 (TA)12 24 75676312 75676335 CCTTTGGTGACGTTCACTTG TCACAAGCAGCTAACAAGATTCA 279

Ad07A16043 Aradu.A07 16043 p2 (GA)6 12 75676963 75676974 AGCCTAAAACCCTAACCCGA CACCGAGATGACGACTCTGA 206

Ad07A16046 Aradu.A07 16046 p3 (TGG)5 15 75716548 75716562 CTCACTTTTCCAACCCTCCA CACGGTGAATTTGTCGTCAG 179

Ad07A16047 Aradu.A07 16047 p2 (AT)7 14 75721690 75721703 GTGTGCATTCATTGGTGGAG AGCCTTCTGACCATAGCCAA 251

Ad07A16049 Aradu.A07 16049 p3 (TGA)6 18 75722628 75722645 CCGAAACTTTTTAATTTCACCG TGTGAACTTACATCCATTCGAC 265

Ad07A16051 Aradu.A07 16051 p3 (GAG)6 18 75725233 75725250 GAGCATTGCTTTTCAATTAGATTT ATCGCTGCTGCAACTACCTC 235

Ad07A16053 Aradu.A07 16053 p4 (TGTA)5 20 75732543 75732562 AACAAGACTATGGAACGCCG CCTGCAAAATTGATCAGCAT 191

Ad07A16054 Aradu.A07 16054 p3 (TTG)6 18 75746740 75746757 AATGGTTGGTTCGGTTCTTG AGAACCCAAAGCGGAAAAGT 213

Ad07A16055 Aradu.A07 16055 p2 (TA)9 18 75753989 75754006 TGCATTTTCATCCCTGTTGA TGTGTTTTGGATGAATTCCTTG 222

Ad07A16056 Aradu.A07 16056 p3 (TTA)7 21 75763688 75763708 TTCGTGGTGCTCTTGCTATG GGGAATGTTTGATTGGGGTA 265

Ad07A16060 Aradu.A07 16060 p3 (TTC)5 15 75789811 75789825 TTACGCGCTTCTTCTCCTTC TGGCAGCAGAGAAAATCAGA 208

Ad07A16065 Aradu.A07 16065 p2 (TG)8 16 75808759 75808774 TTGGAATTGAATCCTGGGAG CAACCAACCCAACAAAATCA 217

Ad07A16066 Aradu.A07 16066 p2 (GT)8 16 75810874 75810889 TGTTCGGTGAAAGCAAATGA TTTTAGTCTGATTCAACCCGC 214

Ad07A16074 Aradu.A07 16074 c (ACC)6agaacagaagcccaaccagaact(ACC)5agtatcattatgg(TCA)584 75822254 75822337 AAATCAACCACCACCACCTC TGTTGGTGGGTTCTTGTTCA 215

Ad07A16075 Aradu.A07 16075 p3 (GAA)13 39 75822673 75822711 TTCACTTGACACCTTCACGC TGGCTCTTGAAGAATGATGAAA 262

Ad07A16079 Aradu.A07 16079 p3 (TGA)5 15 75840966 75840980 GCCATGTGGTGAGTGGTATG TTCACATCATGCTCAGGCTC 256

Ad07A16081 Aradu.A07 16081 p4 (TGTA)10 40 75846549 75846588 GGTTGACAATGGAAAAACAGG CAGACTCGACTTGCGAAACA 138

Ad07A16082 Aradu.A07 16082 p2 (AT)9 18 75847941 75847958 CATGTAAGGTTTTATCAAAATTATCG TTGTCATCAATATGCAACTAACTCC 267

Ad07A16084 Aradu.A07 16084 p2 (TA)7 14 75851515 75851528 TGAATAAAATTCACCATCCAATATTTA TGCATGTTCTAAAGGCTAATTG 280

Ad07A16087 Aradu.A07 16087 p2 (TG)6 12 75862085 75862096 TCAAAGTTACCGCGACAAGA GATATGCCTGAAATTGGGGA 279

Ad07A16092 Aradu.A07 16092 p2 (AG)8 16 75868556 75868571 CACACCATATCCACTGCCAC AGTGACGACCCACCAATAGC 107

Ad07A16094 Aradu.A07 16094 p4 (AAAT)5 20 75888555 75888574 ATGGACCCGACCATATCAAA TGTCGATAATTAGTGGCGGA 239

Ad07A16096 Aradu.A07 16096 p4 (AAAT)5 20 75893011 75893030 ATATATTTTTGCCCCACCCC TGCAGACGCATTCACTTTTT 277

Ad07A16099 Aradu.A07 16099 p2 (TA)6 12 75906369 75906380 GCAGTATAGGAACTCAATTGGATAAA TCACACACATGTCATTTCAACG 217

Ad07A16102 Aradu.A07 16102 c (AAAT)5aatgaatgcgtctgcaaaag(A)1353 75910308 75910360 GGTTTTGGATTTATCGCTGC CGGTTACCCACCGTAACAAT 275

Ad07A16103 Aradu.A07 16103 p3 (CTC)6 18 75912377 75912394 AGAGGGTCCAGGAGGCTAAA ATGGGATTGGAAAGAGTCCC 106

Ad07A16107 Aradu.A07 16107 c (A)10caaaagaatagaaaaaaaaggaatagaaaaagaaag(A)1056 75919675 75919730 ATTGGATGGGATAAAAGGGG TTCACTTTGGGGCATTTTGT 271

Ad07A16111 Aradu.A07 16111 p3 (GAA)5 15 75931180 75931194 AGGAAAAGAAGCAACGACGA TCCCTAGCTAGCCATCGAAA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A16118 Aradu.A07 16118 c (TA)7(T)10 24 75965182 75965205 ATTGTCGATGGTAATTATTGTATTGT TCTACTCACGCCATGTCAGC 151

Ad07A16123 Aradu.A07 16123 p3 (AGA)9 27 75974556 75974582 GCGAATCAGCTGGAAGAAAC CCTCCCCTAACCTTCTTCGT 219

Ad07A16127 Aradu.A07 16127 p3 (GAA)5 15 75976968 75976982 TTGGCAGAGTGGAAGAAAGG CTTCTTGCTCACCCTCCTTG 206

Ad07A16129 Aradu.A07 16129 p3 (TTA)12 36 75978205 75978240 CGTTGTCTTTCGAAATAATTGTCA GCTTGAAATAAACAAAGAACAATAAAA 278

Ad07A16132 Aradu.A07 16132 p3 (AGA)5 15 75985012 75985026 GAGGAGTCTTGGAACAGGCA ATGCCGAGAAAATGGTTTTG 276

Ad07A16133 Aradu.A07 16133 p4 (AAAT)5 20 75987902 75987921 TCATGTTTTGCGGATTAATTCTA AGCCATATGTAGCACGGACA 280

Ad07A16134 Aradu.A07 16134 p2 (TA)11 22 75992017 75992038 TCAGATATGGGTCGAAAGGC CTCGACCTGCGAAACTAAGG 269

Ad07A16137 Aradu.A07 16137 p3 (ACC)6 18 75993872 75993889 ACATCACCGCATTTACCCAT TGCATCCATTGGAGAACAGA 270

Ad07A16140 Aradu.A07 16140 p2 (TA)7 14 75998802 75998815 GCTAGTGAGCCAAGTTTGAGATT TGAGCTCACGAGCTGTATCAA 274

Ad07A16142 Aradu.A07 16142 p2 (TA)8 16 76031870 76031885 TGTGTACTCACTTGTCACTTCTTTT AAATCTTCCTGCAAAGTGGG 259

Ad07A16143 Aradu.A07 16143 p3 (TAA)5 15 76035487 76035501 CCCTTACCTTTAAAAGAGCCAA AAGTCCCATTCACCAACAGC 241

Ad07A16144 Aradu.A07 16144 c (A)10ttacattccaaaataaacaaattataactttttgtattcatcatacaattcagtatttccgttgcctttggttgagtacattaggttttttc(T)13115 76041802 76041916 CACCACGTAATCACACTCCAA CCCATTCTATGAAATTCTACCCTTT 250

Ad07A16145 Aradu.A07 16145 p3 (ATG)6 18 76043340 76043357 GTTGGTGAGGCTGGATTGTT CCATGGTGTCTCATCGTCAC 177

Ad07A16146 Aradu.A07 16146 c (A)13caaaaaaatttttaccaatgtatatagtccttcacggatacataaaaaatacaaaatgctaacacaacaattgcaagtgcatcacaagtcc(A)11115 76045271 76045385 AACGCCCTACCAATTCTTCA TGAAACACGGTTTATGATTAGGA 252

Ad07A16152 Aradu.A07 16152 p2 (TA)7 14 76056727 76056740 GGGTTTTGAACCCTTGACAAA ACAGTTTGAACCCTTGCCAC 241

Ad07A16153 Aradu.A07 16153 p2 (AG)7 14 76061971 76061984 TTTTGTTAAAGCTTCGTGTTGA GGCTTTGCCTCTGACAAAAG 254

Ad07A16154 Aradu.A07 16154 p3 (AGA)6 18 76066513 76066530 TTCATATGGAGGAACTATTGGACA CGGCTAACTTAACGGACCAA 250

Ad07A16158 Aradu.A07 16158 c (A)13caaagtcagaagttagttaatcactatttaataacgtggtaat(A)1167 76074652 76074718 CTGGAACCTTTGTGAGTTTGA TCCCCTTACTTTTCATCCCC 158

Ad07A16159 Aradu.A07 16159 p3 (TAT)7 21 76076095 76076115 CTTTACAACGATGGTTGCCC CGGTTCAAACACACACAAAAA 226

Ad07A16161 Aradu.A07 16161 p3 (TAT)19 57 76082112 76082168 CATGTGACAAGAATGAGAGTTTGT TTTTGGCAATTTATACCAAACTGA 198

Ad07A16162 Aradu.A07 16162 p2 (TA)6 12 76090407 76090418 TCAGATCACATTGTAACACCTTATTT TGTGATAGATTGGATGCTGAATG 211

Ad07A16164 Aradu.A07 16164 c (GA)8gc(GA)6 30 76097088 76097117 CATTCTTCCAATCCTCCCAA AAGCTATCAGAGTGGCGCAG 196

Ad07A16166 Aradu.A07 16166 p2 (CT)7 14 76109331 76109344 AAAAGGAACATTGAACCTGGAA TTTCTGGGCTGTTTTTGACC 243

Ad07A16168 Aradu.A07 16168 p4 (AATA)5 20 76124256 76124275 TGGTAGCTCGAAATAAGGGG AAAAGTATGGAAGATTAGGTTAGTCAA 258

Ad07A16170 Aradu.A07 16170 p2 (CA)7 14 76134275 76134288 TTTCTCCGAGGTAGACGTGG GAGAGGTTGGCTGCAAAGAG 262

Ad07A16173 Aradu.A07 16173 p3 (AGA)5 15 76138663 76138677 TTCAAGCCAAATCAAAAGCA CCCTCACCGTGTGAACTAGA 277

Ad07A16176 Aradu.A07 16176 p4 (TTCT)7 28 76148894 76148921 TCATGTGCTTTGTGCTGTCA TGCCTGAAAAAGTATGAGCG 191

Ad07A16181 Aradu.A07 16181 p2 (GA)8 16 76164200 76164215 GAGAGAAGAGAGAGGGGTTCG AAACCACCTAACCACTTTTCCA 272

Ad07A16184 Aradu.A07 16184 p2 (AT)6 12 76179912 76179923 AAATGTTGGCAGCGTTTTTC TGGGGACATATAATTTCTTAATGGA 189

Ad07A16187 Aradu.A07 16187 c (TC)6tttctctctatctctctcaatttttctccctctctcttcctccttctctctctttccttgtgctcttttttctcctctcttctctctcttcctctct(CTC)7130 76186240 76186369 TCTCCCCTATCCCTCTCTCC TCCTTCCTTTCTCTTTCATCCTT 252

Ad07A16189 Aradu.A07 16189 c (GA)13a(AG)9 45 76187016 76187060 AAGGGAGAGAGAGAGAGAGAGAAGA AAAACTGGTTTTATTTAAACTCCAAAA 265

Ad07A16194 Aradu.A07 16194 c (A)12tgaaaagagaaattttgaataaatattattggttaaaataaaaaggaggttccca(T)1178 76203131 76203208 GCGGATTGGATGGCTAAATA TGCCCATTACAATACTCCCA 280

Ad07A16198 Aradu.A07 16198 p3 (AAT)5 15 76210286 76210300 AATTGTTTCGATAAATGAAATGG TTGCAGCTCGCATCATAAAC 270

Ad07A16201 Aradu.A07 16201 p3 (ATA)6 18 76214537 76214554 AAGCAATCGGTTGATTCAATTT GGCTAAATATTAAAATGGTACTCGAAA 279
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Ad07A16203 Aradu.A07 16203 p2 (AT)6 12 76220577 76220588 TGGCTTGGGTGGTTGATTA CCAACCTGAAACCAAACCAT 268

Ad07A16210 Aradu.A07 16210 c (T)10attttgggtaaacta(T)1035 76246484 76246518 GGCATTTGGTATGCACCTTT CCAATGTTGGATGTGGGTTT 225

Ad07A16212 Aradu.A07 16212 p2 (TA)8 16 76247930 76247945 TTTTTATGCCCTACATCAAAATTA GTGAGTTGGTGAGCCGAGTT 269

Ad07A16216 Aradu.A07 16216 c (GAA)5tagaagatttaggatttaaaatagttc(A)1052 76276441 76276492 GACATGTGTCGAGGGAGGAT TCAGGTAACGTAAAATTACGAATCA 199

Ad07A16220 Aradu.A07 16220 c (TTG)5tta(TTG)6 36 76278036 76278071 GTCGTGCATCACGGTACAAC CGCCAATGACTCCACCTAAT 240

Ad07A16221 Aradu.A07 16221 c (T)14aaattcaaatcaataaacacaggctacgttttgggccaaagagaaat(A)1071 76280167 76280237 ATCTGCATTTTGTGGCCTTC TGCGTTTGATGTTTTTAAGGG 152

Ad07A16222 Aradu.A07 16222 p3 (GAT)6 18 76281580 76281597 TAGGAGCAGCACTAGCTTGC CCTCCATTCCCTTTGTATTTTTC 280

Ad07A16223 Aradu.A07 16223 p3 (TCT)6 18 76289477 76289494 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 271

Ad07A16225 Aradu.A07 16225 p3 (TTA)17 51 76296558 76296608 TTCACCAGTTGGAAGTTGGA TGAAATTTGTTTTCAATACTATGATTC 259

Ad07A16226 Aradu.A07 16226 p3 (TAT)6 18 76298448 76298465 TTCAGTCAAGGCAGAACGTG ACTGCTGGCCCCTAGACTTT 279

Ad07A16228 Aradu.A07 16228 p2 (CT)7 14 76304903 76304916 GTATTGGTAAGCTCGACGGG CAGCAGCAGCACATGATTTT 117

Ad07A16233 Aradu.A07 16233 p4 (TAAT)5 20 76326781 76326800 ATTCCAGGTGCAGTTTGTCC TAGGAATGGGATGGGTGAAA 217

Ad07A16234 Aradu.A07 16234 c (GTT)5catatgaatattgagaacgaatttaacaagtcatcaacattggtctgttttcg(T)1179 76327211 76327289 ACCATGGCTAAAGTTGCTGC TTAACCATGCAGAAAACGCA 274

Ad07A16236 Aradu.A07 16236 p3 (TGG)5 15 76328918 76328932 GAATGCTACCATGCCCTCTC GGCACAAATGTTGTCACCTG 243

Ad07A16237 Aradu.A07 16237 p2 (TA)8 16 76329392 76329407 TCCGAATCTACCATCCCTTG TTGGTGAATTCTATCGTACCCTC 266

Ad07A16238 Aradu.A07 16238 p3 (TAA)5 15 76329828 76329842 TTTTTGCTACTACCAATATTTGAATC GCTAGATGAGAGAATTAGAATTGATGA 279

Ad07A16244 Aradu.A07 16244 p3 (TAA)16 48 76352138 76352185 GCGTGCCCCAACTAAGAATA TTTAAACATGCTTTGTCAATTTTT 249

Ad07A16245 Aradu.A07 16245 p2 (TA)6 12 76356045 76356056 TTTCCTTTGGGGTTTTCCTT AAATCGCAACTCGAAAGCAC 194

Ad07A16247 Aradu.A07 16247 p3 (TAA)7 21 76372058 76372078 CCTTGCCATCTCTGAATTATGAC CATCATATCACGGGTAACAAAGA 275

Ad07A16248 Aradu.A07 16248 c (GAA)5(GGA)6 33 76375138 76375170 TGGTGTTGTTGGTGAAGAAGA AGAGCATCATTACGCGTGC 193

Ad07A16249 Aradu.A07 16249 p3 (TTA)5 15 76375553 76375567 CCTTAGGGCATTGATTCTGC GTCTCTCCTTACTGCGGTGG 276

Ad07A16250 Aradu.A07 16250 p2 (AC)7 14 76376228 76376241 GGGCTAAACGGGCTAAAAAT GAGCTCTTCACAAGGAACGC 244

Ad07A16253 Aradu.A07 16253 c (TG)8(TA)6 28 76408967 76408994 TTCCCTCGCTTCCATCTTTA TGTGCCACTTTGATAGCTCG 250

Ad07A16254 Aradu.A07 16254 p2 (AT)7 14 76417709 76417722 CAGACGTAAGTCATTTTCATCCC TTGAGCATATAATTTTGTTTAGGTTGA 241

Ad07A16256 Aradu.A07 16256 p3 (ATT)5 15 76419715 76419729 GCAAACTTATAGACAACAAACTCCTTT TGAATTGAGTCACAAGAGCCC 230

Ad07A16257 Aradu.A07 16257 p2 (TC)6 12 76420079 76420090 AAAAGCCCCACAAATTTAATCA TAATCATTACCGGAGGGCTG 152

Ad07A16263 Aradu.A07 16263 p3 (AAT)6 18 76436941 76436958 TGATGGAACCACTGCTCTTG AGCTATGAAGCGAACACTTGG 273

Ad07A16266 Aradu.A07 16266 p2 (TA)6 12 76445425 76445436 CCTAAAATCCAACGCCAAAA CGTGCTTCTTTGCACTTTGA 190

Ad07A16267 Aradu.A07 16267 c (AT)6actccattgttgtataaacagcatgtctgcaata(T)1056 76448960 76449015 CACATGAGCTACTTTGGGGG TCATCTTTTCCCTCCCCTTT 197

Ad07A16269 Aradu.A07 16269 p2 (GA)14 28 76453129 76453156 CAGAACATTTCGACCAAAACAA TAGCTTCCTTTGCAATGCCT 154

Ad07A16270 Aradu.A07 16270 p2 (TC)12 24 76456590 76456613 TGATTTGTGAGGCTGAATGC AACTTGAGGGCAAGCTGAGA 265

Ad07A16272 Aradu.A07 16272 p4 (TTAT)5 20 76464976 76464995 TGAACCATCCATCAATTAGAGGT CCAGAAACAGGATGATTGGG 194

Ad07A16275 Aradu.A07 16275 p3 (TAT)12 36 76484623 76484658 TTTTCTTCACAGGCTCCTCG TCTCCCTCCATATGATGCAA 269

Ad07A16280 Aradu.A07 16280 p2 (TA)6 12 76497717 76497728 TGGATCTTCTTGAATTTTGACTC CCTTTAATTCTTCTCAAAATCTCTCTT 280
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Ad07A16281 Aradu.A07 16281 p2 (TA)12 24 76500470 76500493 TTCCGGATGTGTCACTCTGA TTTCCTCGCCTTTATCTTTATCA 262

Ad07A16282 Aradu.A07 16282 p2 (TG)22 44 76504975 76505018 TGTGGCACTGGTGTGCTAAT GTTCGATCCTTGGTGAATCC 228

Ad07A16287 Aradu.A07 16287 p3 (AGA)6 18 76526394 76526411 GGTCTTGATGGGCTTTTGAG ACCCACACCTTTCTCCCTCT 241

Ad07A16296 Aradu.A07 16296 p3 (AGA)6 18 76561557 76561574 CCTATGACTCGGAGGTGGAA CACTCAACACAACCCCCTCT 243

Ad07A16298 Aradu.A07 16298 p2 (TC)23 46 76568438 76568483 TGATTGTGTTGTGTGCGATG GCATCTCCAGGAGGCATAAC 272

Ad07A16300 Aradu.A07 16300 p2 (TG)39 78 76580313 76580390 CACTAGGAAAGAATCGGCCA GCAACACAACCTTACCAACCA 278

Ad07A16304 Aradu.A07 16304 p3 (AAT)7 21 76608504 76608524 GTTTGGGAGAGTTGGGAACA TTACTTGGGGCATTTTGTCC 252

Ad07A16305 Aradu.A07 16305 p2 (TA)7 14 76617282 76617295 AAATCAAACCACAATTTGATCC ATTTGAAAACCGCCATCAAC 265

Ad07A16306 Aradu.A07 16306 p2 (AG)9 18 76622703 76622720 AAGGCTGCAAAGTGGAAAAA TGAACCTGTGATGGAGAAGAAA 203

Ad07A16309 Aradu.A07 16309 c (A)11gagaattcatcattgaccaattcaagataacagaataaaccattatgcaatccctcaaacacttggcacgcatatcgaaagagaccccactttcgt(A)17124 76637839 76637962 ACACAAGCTTCAATCCCAGC ATCACACCCCGATAAACCAG 260

Ad07A16310 Aradu.A07 16310 p2 (GA)10 20 76638286 76638305 TTGTGATCGAAGTGCAAAGG ATCATTCACAACGCCAACAA 278

Ad07A16311 Aradu.A07 16311 p2 (TA)7 14 76639152 76639165 GTGACACCTTGAGGTTGTGG TACAAACGAGCATAAACGCA 280

Ad07A16312 Aradu.A07 16312 p2 (AT)9 18 76639284 76639301 GTGACACCTTGAGGTTGTGG TACAAACGAGCATAAACGCA 280

Ad07A16313 Aradu.A07 16313 p2 (CT)6 12 76646760 76646771 GGAATATTAAACCTGGAGCTAAGAA CGCGATCTGCTGAATTACAA 270

Ad07A16314 Aradu.A07 16314 p2 (AT)14 28 76650345 76650372 AAATTAATGCAAATAAAATGTGATCC AAAATATAACATCCCGAATTTTTGA 238

Ad07A16316 Aradu.A07 16316 p2 (AT)7 14 76655340 76655353 AAGCAAAGGAAGCTGGATGA TATGAACGTGGCATGAAGGA 110

Ad07A16323 Aradu.A07 16323 p2 (AT)9 18 76679039 76679056 TCAGATTTCTTGGGGATTGC GTCCTCGGGTGATCCTTTTT 194

Ad07A16334 Aradu.A07 16334 p4 (TTAT)5 20 76719615 76719634 ACGCACTTGGTCTCGACTCT AAGGAACGGGAATTTAGAGAA 273

Ad07A16335 Aradu.A07 16335 p2 (GA)6 12 76720302 76720313 TGCTTGTCCTCAAGCAAAGA GACCTCGTCACCCACAATTT 259

Ad07A16336 Aradu.A07 16336 p2 (GA)6 12 76734231 76734242 GGGCTGAGAGAGGATGACAG AATGGCAGAGCCTTCACAAT 275

Ad07A16343 Aradu.A07 16343 c (CT)7(AT)6 26 76781227 76781252 CACTCATAAATCAATACAATTTACACC CGTCCATATTCTATGTCAATCAAAA 280

Ad07A16345 Aradu.A07 16345 p2 (AG)6 12 76822210 76822221 GCAATGCCTTTCTTCCTTCA CTGTGCCCTTGTTGTTGCTA 190

Ad07A16347 Aradu.A07 16347 p3 (AAG)13 39 76828876 76828914 AGGGGGAGTGGTAAGAATGG TCTACCCACTTATCCGTGCC 234

Ad07A16352 Aradu.A07 16352 p2 (TA)6 12 76847301 76847312 GAATCGAGGCACAGACACAA GCTGCATTTGGATTGCATAG 181

Ad07A16353 Aradu.A07 16353 p2 (AG)13 26 76848283 76848308 CACATTCTTGTAGCTATGGAATCTTT CATGAACGAGGCAAATGAAA 279

Ad07A16356 Aradu.A07 16356 p2 (AG)6 12 76861134 76861145 CAGAGTCTTGTGCTGATAACGTG AAAACATGAACAAAGCAAATGAAA 243

Ad07A16358 Aradu.A07 16358 p3 (CTC)6 18 76874279 76874296 TGACTTTTCCGACTTGGCTT AAGAAATCACAATGGGCTGG 198

Ad07A16370 Aradu.A07 16370 c (ATT)10c(A)11 42 76925362 76925403 TGTTCACCATGTAAGACTCCAAA TCGGCCTTTCTTCTTCTTTTC 278

Ad07A16372 Aradu.A07 16372 p2 (GA)8 16 76931120 76931135 GGGAGAGAAAGTGAGAGAGACA CTCTCCCCTGCCCCTCTTT 229

Ad07A16373 Aradu.A07 16373 p2 (GA)6 12 76931329 76931340 AAAGGGGAGGGGGAGAAA TCCCCGTCCTCTCTCTCTTC 223

Ad07A16377 Aradu.A07 16377 p2 (AC)6 12 76947464 76947475 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad07A16380 Aradu.A07 16380 c (T)10catgattttgtaaaaatttaaaaaataaaaatagcaaatgtcattttcttgtttttttatttgtttttgtgcagaacaatcttacaaacaaatatt(A)10116 76972986 76973101 GGGAAATGACTTGAAGCCTG AGGCCGTTTGATCCGTATTT 272

Ad07A16387 Aradu.A07 16387 c (ACATAA)6gggaaatggaaacacaagcaagaaaggaactccaccaccttaattgtcattgttgtcatcctcctcttct(TCC)9133 76991990 76992122 CAACCTTTCTTCCCCCTTTT GGCTGAGAGAGCCACAGAGT 280

Ad07A16389 Aradu.A07 16389 p2 (GA)7 14 77028634 77028647 AAGCAGAGTCGCGGATAGAG GTGGCTGAACGTAGCTCCTC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A16392 Aradu.A07 16392 p3 (CAT)8 24 77043355 77043378 TCCTCGACTCATCTCAACCA GGAAGTGAATGATGGGTTGG 136

Ad07A16393 Aradu.A07 16393 p2 (GA)12 24 77043656 77043679 TCATAGCGGCTGAGTCAGAA TGGATCCATCACTCTCCCTC 265

Ad07A16395 Aradu.A07 16395 p2 (AT)7 14 77048618 77048631 TCATATTTCAATGTAACGCCCA GACCAAAATCGTACTTATCCCAA 256

Ad07A16399 Aradu.A07 16399 p3 (TAT)21 63 77063528 77063590 GCAACACGTGTCATAGAGGG TGGTTCTGATAGCCTGCAAA 249

Ad07A16401 Aradu.A07 16401 p2 (GA)20 40 77076740 77076779 TGAACACTGTTGGTGGTGGT CAAAGCATTTTCGTCGGATT 194

Ad07A16403 Aradu.A07 16403 p3 (TAT)7 21 77091854 77091874 TGATGATGATGGTGATAACGC GTGCCCACATGAGTCCTAGA 272

Ad07A16405 Aradu.A07 16405 c (AG)7atatttttttggtgaatttatcacgttattgaaattatta(GT)666 77093546 77093611 TCAGATAGAGAAATTAACTTGGTTGA TCATACACATGCCAGGTTGG 270

Ad07A16406 Aradu.A07 16406 p3 (ATT)9 27 77093838 77093864 AAACGCTTTAGACACTGTAAGCAA CAATTCGGAGACACGACCTT 261

Ad07A16410 Aradu.A07 16410 p3 (AAT)6 18 77100279 77100296 TGTGCGACCAAATTCTTTTTC CATAATAATGGGCGTGGGAG 263

Ad07A16412 Aradu.A07 16412 p2 (AT)6 12 77109641 77109652 ACCTAGGGGCTAGGGGTCTT TTGCCACCACTTGATTGTTC 279

Ad07A16415 Aradu.A07 16415 p2 (TA)10 20 77116304 77116323 TTCGCTTTAAGATGCGCTTT AAGAATTTCCAAATGAAAAAGATG 256

Ad07A16416 Aradu.A07 16416 p3 (TCT)5 15 77118457 77118471 CCCCTCTTCTCAAAAAGCCT TGTGGCTGCTCTGTTATTGC 168

Ad07A16417 Aradu.A07 16417 p2 (TG)6 12 77119121 77119132 GCATGGTCCCGTAAGCTAAA TCGCTTGCATGTACTCGTTC 226

Ad07A16418 Aradu.A07 16418 c (T)10atacataaaaaaagttttgctttcgcgttatgtcagtatagtgtaatattatatataattgg(A)1082 77119791 77119872 CAACTCCCCCTCTCCTTTTC TTAGCCAACAAATATACCCATGT 254

Ad07A16419 Aradu.A07 16419 p2 (TA)6 12 77120461 77120472 TATTCAACTTGAGGGCCACC TGGCAGATAACACCACGAAA 153

Ad07A16420 Aradu.A07 16420 p3 (AAT)5 15 77120583 77120597 TATTCAACTTGAGGGCCACC ATCGAAGCAAAAGGAAAGGG 260

Ad07A16421 Aradu.A07 16421 p2 (TA)6 12 77121266 77121277 ATACAGGTCGGTTGCTCAGG CTGGCATACAGTACATTGGCA 241

Ad07A16422 Aradu.A07 16422 p2 (AT)9 18 77123847 77123864 CCCAATCTATGGGAAGAATCAA GATCCCGACTTCCAAAAACA 276

Ad07A16429 Aradu.A07 16429 p2 (AG)13 26 77182869 77182894 CAAGGGAAGGAAGCGACATA CAGTGGACAACGTGGTTTTG 235

Ad07A16438 Aradu.A07 16438 c (A)10tttg(T)10 24 77198668 77198691 TTTGCCCTTGTCCATTTTTC CGGTTTGGTTTGGTTCAAGT 240

Ad07A16443 Aradu.A07 16443 p4 (AAAT)5 20 77259775 77259794 TCTTCTTCCTTCCCTCCCTC CATTCCTCGTGCAGGGTATT 195

Ad07A16446 Aradu.A07 16446 c (AG)6aaatagacggggatttt(AG)1865 77265573 77265637 CCAGAACCCAGTGAATGTGA CGAATAGGCGAAGGAAATGA 278

Ad07A16449 Aradu.A07 16449 c (T)10cttttttttaattttttatttttttgaactttcc(T)1054 77268906 77268959 TGGACACGAAAAGTTAAAAGCA TTTCATTTGGTATCAGTTACAGATCAT 259

Ad07A16452 Aradu.A07 16452 p2 (AT)10 20 77275057 77275076 TCCTAACACCAAAACACCAAA TGGGATCAACTGTACGGAAA 246

Ad07A16455 Aradu.A07 16455 p5 (GATTT)5 25 77283113 77283137 GAATTGAAGAGCGTGCAACA AAAAAGTCCCCCTCCTCAAA 279

Ad07A16456 Aradu.A07 16456 p3 (CTC)6 18 77286467 77286484 AGCTACACATGAGGCTGGCT CAAAATGAGAATGAGGGCGT 252

Ad07A16461 Aradu.A07 16461 p2 (AG)7 14 77301393 77301406 ACGCCGAGAAAGATGAGAGA TCACCACTTTTGCTAAAATACCC 262

Ad07A16462 Aradu.A07 16462 p2 (AT)7 14 77301830 77301843 TTCTTGGTGACTGTGATGTGTG CGACGAGGCTTTTACAGAGG 189

Ad07A16463 Aradu.A07 16463 p3 (GGT)5 15 77302515 77302529 TCCTCATCCGAAGAGATTGTG TGGAAAGGCCAAGAAAGAAA 147

Ad07A16464 Aradu.A07 16464 p3 (AAT)8 24 77303765 77303788 TGATCTGATGGTGGGTTGTC TTCCTTCATTCCCTTTTGGA 153

Ad07A16467 Aradu.A07 16467 p5 (TTATC)5 25 77315767 77315791 TACATGGGTGTTCCAGCGTA CAAAGGAGCACAACCCAAAT 174

Ad07A16468 Aradu.A07 16468 c* (TA)7(TATG)10* 52 77322692 77322743 AGTGGGACTTTCGGATGTTG AGTCTGGCCCGAGGATAGTT 214

Ad07A16469 Aradu.A07 16469 p2 (AC)6 12 77343106 77343117 TGACCAGTGCCTTTCCTTTC TGATTGTCGTTGTAATCGGC 233

Ad07A16470 Aradu.A07 16470 p2 (AG)9 18 77344127 77344144 CCGGTGGTGAAGAAAGAAAA ATTTTGGGCGTTAATAGGGC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A16472 Aradu.A07 16472 p2 (CT)16 32 77368697 77368728 TTGCTGAGAACATCACTGCC ATAGCGACGGCGACTAAGTG 268

Ad07A16475 Aradu.A07 16475 p3 (ATA)5 15 77375782 77375796 TAAAGCTGAGGTGGCAAGGT CTTCCCACGCAAGTAACCAT 165

Ad07A16476 Aradu.A07 16476 p2 (CT)9 18 77390612 77390629 GTGACTTCGCACAGCACAGT AGAAAGGGAAGAGAGGGCTG 234

Ad07A16477 Aradu.A07 16477 p2 (AT)13 26 77417693 77417718 AGCGGTGAGGTACCAGAAGA CCTCCTTCACTTCCCTCCTC 173

Ad07A16479 Aradu.A07 16479 p2 (AT)7 14 77423348 77423361 TGGATAGATGCAGTGGCTTG GACGTGCATCCCCATAAATC 178

Ad07A16482 Aradu.A07 16482 p2 (TG)6 12 77432493 77432504 CACGCCCAGAAGGATTTTTA GTGCAAACGCACACTCTTGT 249

Ad07A16483 Aradu.A07 16483 p2 (TA)8 16 77437804 77437819 ACCACGTGCTCCAGGTTAAG GCATATGATGCATGCCTGTC 204

Ad07A16484 Aradu.A07 16484 c (ATT)8gtaataattcttcctt(TGA)555 77441687 77441741 ATGTCGTTTATGGGTGGCAT TGATGATTATGGGAAACCTCG 237

Ad07A16485 Aradu.A07 16485 p2 (TA)7 14 77442555 77442568 GAGAAACAAGGTTTGAAATAACACA CGTCAAGATGACGATGAAAAA 268

Ad07A16487 Aradu.A07 16487 p2 (TA)6 12 77448072 77448083 TGGCATGCATGGATACTGAT TTATTGTCCCATCTTGATATAATCC 246

Ad07A16491 Aradu.A07 16491 p3 (GAT)5 15 77466406 77466420 GGTGGTGGACCTCAGGAGTA GAGGCTTTGGCAGAAGTGAC 246

Ad07A16494 Aradu.A07 16494 p2 (TA)10 20 77495572 77495591 AAAATCCCACAATCTGCGTC GTTCGGGTTTGGATAGGGTT 253

Ad07A16498 Aradu.A07 16498 c (A)15gaaaagaaagagacggaaaagaaaatttgattgaaacttgaaaggaactttattatctagttttatacgcagaatttcttttaacattttttc(TAA)15153 77496294 77496446 CCTAATCTCTCACTCTGACCCC TGCAATGAAACCATCACTTTG 225

Ad07A16499 Aradu.A07 16499 p3 (TCT)5 15 77497835 77497849 GGAACAGCCGTGTTACCAAA CGCCATACGAGAGGAGATTC 210

Ad07A16503 Aradu.A07 16503 p2 (AC)6 12 77503520 77503531 GGCCCAAATTCTCATTTCAA ATGATGCAAACGCATCACAT 207

Ad07A16504 Aradu.A07 16504 p2 (GC)7 14 77510999 77511012 TGCACTTGCCGGTATCTATG TGGAGTCTTGATGAGCGATG 182

Ad07A16505 Aradu.A07 16505 p3 (GAA)5 15 77521463 77521477 GTGGCGGTCTTCTTCTTCAG TTCTGCTGCTGACAAAATGG 276

Ad07A16506 Aradu.A07 16506 p2 (AG)23 46 77522096 77522141 TGATTGCCATGAGCAAAGAG GAGGAATGTCTCCCCCTCTC 246

Ad07A16507 Aradu.A07 16507 c (TCTA)5gcttagaaaacctaaaaaaagagaacatagaaaaaaaaattt(GA)1082 77523470 77523551 GACACAAGCTTTTGGCTTGA GCCATATTTCCCTCCTCCTC 181

Ad07A16508 Aradu.A07 16508 p2 (TA)6 12 77545112 77545123 AACCATTGATGCTCAAAGCC CCTCGTCAAGCTTAAAAGGAAA 264

Ad07A16511 Aradu.A07 16511 p2 (GA)6 12 77568769 77568780 GGAGGGTGTCCGAATTATCA CCTAACCACTTTTCCAATTCCA 167

Ad07A16514 Aradu.A07 16514 p2 (GT)6 12 77581172 77581183 TGTTCTTCCCTTCTCCTCCA GGCTCTTGGCCCAACTAAAC 104

Ad07A16515 Aradu.A07 16515 p3 (AAT)6 18 77588478 77588495 TACTTGATCCCTTTCGGTCG CTGTCACATTCCATGAAGCC 178

Ad07A16516 Aradu.A07 16516 c (A)10gattt(A)11 26 77588717 77588742 ATGTGGCTTCATGGAATGTG TTCATGTTTTTAATTTGGGGG 274

Ad07A16518 Aradu.A07 16518 c (CA)7tgatcctttttcaagt(A)1040 77601347 77601386 ATGTGCACCCATCCTTTTTC TATACGTGCGAATGCTCTGG 152

Ad07A16519 Aradu.A07 16519 p4 (TTAG)8 32 77601678 77601709 CTCCTCCAACCATCATCCAT CCTCAACAAAGAATTTCAACGA 237

Ad07A16521 Aradu.A07 16521 c (GT)6atg(TA)7a(AT)846 77608371 77608416 AACGGCCAAATAACACTTGC TGACATTTTTGATGGGGCTT 127

Ad07A16522 Aradu.A07 16522 c (TAT)5c(ATT)7 37 77609992 77610028 TCTGCAGCTATGTTTCCACG AAATCAACGAGTGAGTGAATTGAT 131

Ad07A16526 Aradu.A07 16526 p4 (AATT)6 24 77633566 77633589 TGCAGTTACCCATGTTTGGA TCCCGCACTTGATTATCCTC 213

Ad07A16532 Aradu.A07 16532 p3 (TAT)6 18 77648355 77648372 TGCAAGATGCTATAGGTTGGA TCTTGTGCTTTGGCATGACT 139

Ad07A16533 Aradu.A07 16533 c (T)13c(T)10 24 77648726 77648749 CATCAAAGCATGAACCACATTT TTCTGTGTGCTGCTCTATACCAC 237

Ad07A16537 Aradu.A07 16537 p2 (TA)6 12 77656960 77656971 TCCTTTCAAAGTTGTCATGGG GCCCTTTGTTTCAAACTTTCC 184

Ad07A16538 Aradu.A07 16538 p3 (TTA)5 15 77663566 77663580 AACCAAATGTGCATTCAGTGAC CCACAAAATTGGGGTTTATCA 223

Ad07A16540 Aradu.A07 16540 p2 (CT)9 18 77684214 77684231 GCCGCTTTCATTTTCTTTTA ACGCCAAGAGACCAAGGTAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A16541 Aradu.A07 16541 p2 (AC)6 12 77685135 77685146 ACTCCCCTCATCCCTCAACT GCTGCCATGGTTGCTCTATT 207

Ad07A16542 Aradu.A07 16542 p4 (CTTT)6 24 77687063 77687086 TGGAGGTCTGAGCTTCAGGT TGCAAACAATCCCACAGGTA 238

Ad07A16547 Aradu.A07 16547 p2 (TA)6 12 77694561 77694572 TGACGACATAGAGAAAAGAGAAGG CAGAGAGGCCGCTATTGAAG 114

Ad07A16550 Aradu.A07 16550 p3 (ATT)6 18 77698991 77699008 CCATTTTGCAAGCAACCTTT CAAGCTAAGCACCCTTCCAG 215

Ad07A16552 Aradu.A07 16552 p3 (CCT)6 18 77704515 77704532 TCCAACACCAACAAAAACCA ATGTGTGCGTGAATGAGGAT 168

Ad07A16554 Aradu.A07 16554 p2 (TA)6 12 77706726 77706737 ATTGAGATTGGTTCACGGCT AGTCGAGTTTGAGTTTGGATAAA 280

Ad07A16556 Aradu.A07 16556 p2 (AT)10 20 77708719 77708738 TGGTGTTCCCTCCATAGTCC AACATCCTTTATATCACCGCGT 279

Ad07A16558 Aradu.A07 16558 p2 (TA)8 16 77721492 77721507 TGAAGGTTCCATGGTTCTCC ATGCTTTCTTCGTGGCTTGT 202

Ad07A16559 Aradu.A07 16559 c (T)10cgaatttc(AAT)739 77721622 77721660 TCCCTTAATGGCTTCGGC TCTAAGCCCACACCTATAAGCTC 280

Ad07A16561 Aradu.A07 16561 p3 (TAA)17 51 77734516 77734566 TTGTTTTGGAGCTCTCATCAT GGAAAACCTTTGCCCTTAGC 279

Ad07A16562 Aradu.A07 16562 p3 (ATT)5 15 77734884 77734898 TGGTGTGGTCCAAAAACTCA TTCTGTTGCTCCCACATCAC 242

Ad07A16563 Aradu.A07 16563 c (TAT)8tcccttccata(TAT)1374 77735290 77735363 TGTACCAACATTTGGTGATGAA TGATGGAAGCAACATACTGAAG 182

Ad07A16567 Aradu.A07 16567 p4 (TATT)6 24 77758801 77758824 ATGAGCAACTGAGCGAGTGA TCTGATGTGGAATCAAACGG 176

Ad07A16570 Aradu.A07 16570 p2 (GT)6 12 77768852 77768863 GAACAGCAACACGTGGCTTA CCCTTGGCCCAACATAACTA 257

Ad07A16572 Aradu.A07 16572 p2 (TA)9 18 77784662 77784679 GGGAACGTTTGGTTTGAGAA AGGCATTTTGTCCCCTTTTT 218

Ad07A16573 Aradu.A07 16573 p2 (AT)12 24 77800674 77800697 GCAAATAAGCAATATCACTAATGCAA TGTGACTTGATGATGCAATGTT 276

Ad07A16576 Aradu.A07 16576 p3 (TTG)5 15 77806448 77806462 CCATCCAGAGGTGGTCAAAT TGGAAAAGAGAGAGATAGTTTGAGTTT 218

Ad07A16579 Aradu.A07 16579 p2 (AG)15 30 77813704 77813733 GAATCGCAAGTGGTGGCTAT TTGCTTTTCCCTCTTCTCCA 194

Ad07A16580 Aradu.A07 16580 p2 (GA)13 26 77814997 77815022 ACCACAGTGTTTCCTCAGCG AGGAGCCTGAGCCTGTACCT 216

Ad07A16581 Aradu.A07 16581 p2 (AG)7 14 77825638 77825651 GCGCGATCTGCATAATTACA TTGAACCTGATACGAAGATGAGA 249

Ad07A16583 Aradu.A07 16583 p2 (TA)8 16 77833488 77833503 AATTCCACTCAAAGAGGCGA CGAGAGGCACCTCAGTAAGC 147

Ad07A16584 Aradu.A07 16584 p2 (CT)9 18 77835114 77835131 CTGAACACAAGGCTGGAACA CCCAAACTCATGCACCTTCT 228

Ad07A16586 Aradu.A07 16586 p2 (AT)7 14 77849690 77849703 TGGAATCGTTTATATAGGAGATTTTT TTTTTCTATCTCATGGACCAGGTA 170

Ad07A16591 Aradu.A07 16591 p2 (AT)6 12 77859027 77859038 TAAGAATACGTGGCCGGAAC TCTGGTGCAGAAGACCAGTG 244

Ad07A16592 Aradu.A07 16592 p2 (AT)6 12 77860788 77860799 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ad07A16593 Aradu.A07 16593 p2 (CT)6 12 77862338 77862349 CAAAGTAAACCAAAACAAAATTAGAAA TTTGAGGATCATTTCAGCCC 227

Ad07A16594 Aradu.A07 16594 p4 (TGTA)12 48 77866912 77866959 TTGTCAGTTTTCTGTTTTGGGA ACTCGACCTGCGAAGCTAAG 185

Ad07A16596 Aradu.A07 16596 p3 (TTC)5 15 77899737 77899751 GCCCCTCTCTCTCCCTATTT GTATGCGGTGCACAAATTCA 256

Ad07A16598 Aradu.A07 16598 p4 (TATT)5 20 77906644 77906663 ATTTTCACAAACCAATCGGC TGTCGGTGACTTTCAAATGG 255

Ad07A16602 Aradu.A07 16602 c (CA)16(TA)6 44 77924563 77924606 TTTTGCCCTACTTGATTCGG GCAAACGAGCTGGATATGCT 274

Ad07A16603 Aradu.A07 16603 p3 (TTC)5 15 77931591 77931605 TGTTCTCCTCTGTTCGCATTT GGCGGCCTCCTTTTACTTTA 235

Ad07A16606 Aradu.A07 16606 p2 (TA)7 14 77947359 77947372 CGGTTCCTTCTTTCTTTCTTTTC TTTGAGCACTTGACAAAATTTCTA 277

Ad07A16608 Aradu.A07 16608 p3 (TTC)5 15 77950937 77950951 CTCCGCTTCCAACACTCTTC CAGAACGGACAATTCGATGA 179

Ad07A16612 Aradu.A07 16612 p2 (AT)11 22 77975012 77975033 CCAAGTCCTTTCCCTCTCCT AACATCCCCAAAAACCCTTC 124
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Ad07A16614 Aradu.A07 16614 p3 (TTC)6 18 77980144 77980161 TATTCACGCACTTCGTACCG GGAGGAAGAGGTGGTGTTGA 100

Ad07A16616 Aradu.A07 16616 p3 (GAA)5 15 77982641 77982655 GGAGGAGGAAAAATATGCTGC GCGCTTCCTCAACTTTGAAT 203

Ad07A16620 Aradu.A07 16620 c (GAA)5gctccatgctg(AGA)541 78009888 78009928 TTCAAAACTCTTCCTCCTCACC TCCTTCTTCTCAGGCTTGTTTC 233

Ad07A16625 Aradu.A07 16625 p3 (AAT)6 18 78025226 78025243 CCAACTAAACAGGAAAACACCA TGCTGTTGATTATGCCCAAA 245

Ad07A16633 Aradu.A07 16633 p2 (GT)10 20 78070448 78070467 CCCTAAGCGAAAAACCATGA TTTTTCTTTTCTTTGGGGCA 261

Ad07A16635 Aradu.A07 16635 p3 (TTA)6 18 78109888 78109905 TCATGAAACTTGTAAGACCCCA TTCAGTCTCTGTCTCTTAGTCTCTGTC 256

Ad07A16639 Aradu.A07 16639 p3 (AAT)13 39 78118647 78118685 GCACTGCTACAACTATTTGCACT TTTCTTTTGGTTCATTCTTTTCG 252

Ad07A16642 Aradu.A07 16642 p2 (AT)9 18 78124058 78124075 TCTCTCCACCAAACGCTACC TCGCCTGTATTTTAGCTTGG 136

Ad07A16647 Aradu.A07 16647 p2 (TA)7 14 78129886 78129899 CCCTAGGGTATTAGGTGTCCG TGGTCTTCATTGGATGAAAAGT 246

Ad07A16648 Aradu.A07 16648 p2 (TA)7 14 78133514 78133527 TCGCAGGTCAAAGGAAACTC TGGTCTTCATTGGATGAAAAGT 184

Ad07A16653 Aradu.A07 16653 p2 (AG)7 14 78146984 78146997 TTTTGCCCAGAAACACAGAA AAAGGAACATTGAACCTGGAAA 202

Ad07A16655 Aradu.A07 16655 p3 (ATT)5 15 78164617 78164631 ACCATTCCAACTCTGCAACC TGATGCCACGTCAACAATTC 238

Ad07A16656 Aradu.A07 16656 p4 (TTAA)5 20 78185720 78185739 GAACTAACTTTAGTCCCTGTTGTGG TCACAATGCTTGTCGTCAACT 264

Ad07A16658 Aradu.A07 16658 p2 (TC)6 12 78189978 78189989 GCCTTTCTCCCTACAAACCC ATAGAGGAAACCACGAGCGA 211

Ad07A16659 Aradu.A07 16659 p4 (ATTT)6 24 78191024 78191047 ATTGAACCCCTCCTCAGCTT CTGTATCCAACACGCTCCCT 254

Ad07A16660 Aradu.A07 16660 p3 (AAT)6 18 78191565 78191582 TTCGTTTCATTTTATCTGTGCG GAAGGGACTAATCTAGACACGGAA 267

Ad07A16662 Aradu.A07 16662 p2 (CT)8 16 78196345 78196360 AGCCAAACAAGCAACATCAA TTTTGACCCAGTTTTCGACC 269

Ad07A16663 Aradu.A07 16663 p3 (AAT)11 33 78208345 78208377 GGATGAAGTTAGGCACCACC TGTTGACTAATGTGAACAAAACGA 243

Ad07A16675 Aradu.A07 16675 p3 (CCA)6 18 78286612 78286629 TCGCTACAAAATGGTCTCCA TGGTGGTGGTAGGTTCTGGT 246

Ad07A16676 Aradu.A07 16676 p3 (TCA)5 15 78286744 78286758 CACCACCACCACCATTATCA TCCACGACTCTCACTGCTTG 278

Ad07A16677 Aradu.A07 16677 p2 (TC)8 16 78287829 78287844 TCTCAAGTTCTTCCCTCCCC ATGTGCAAGACGATGACGAG 119

Ad07A16681 Aradu.A07 16681 p3 (TTA)5 15 78303880 78303894 TCCCTCTTGATGTGGGAGTT TCCACTGGAAAAGGAGGAAA 270

Ad07A16682 Aradu.A07 16682 c (TCA)6gaattttttccaaaatcaaccaaaatcaaccagaaggccaaactgaaccagaacct(ACC)589 78312638 78312726 CTAAGCCCAGAATCCACCAC GCCGCTTCTTCTTCTTTTTG 276

Ad07A16683 Aradu.A07 16683 c (A)10taaaattaataaaaaagacaattttaaaacaaacagtttttacgttaaaaatcaaaatcatatttaac(T)1189 78313323 78313411 CAATACCATTTCTTAGCACAAGAG TTTCGTTTTGTCTGTTCCCC 273

Ad07A16686 Aradu.A07 16686 p2 (TA)10 20 78314663 78314682 AAGAGATCAATAATGCAAGAGTTTGA TTTTATTTTTCTGGTTATTACGTGC 280

Ad07A16688 Aradu.A07 16688 p2 (AT)7 14 78316366 78316379 CAAAAACCGCGAAAAGAAAA TGAGAGCCTCCGATTCTCAT 219

Ad07A16691 Aradu.A07 16691 c (A)10gaaaaaaattcaaaaaaagagaaagaaaaagaaagag(A)1057 78336898 78336954 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 243

Ad07A16694 Aradu.A07 16694 p3 (TTA)6 18 78363135 78363152 TAGGCGTAAGCAGTGACGTG TTGGTCATGATTGCTTCGAC 249

Ad07A16696 Aradu.A07 16696 p2 (AT)7 14 78379850 78379863 GAGAAACCATGGGTGAACAAG TCATTCTCATCTTTAAAAACTGCAAG 162

Ad07A16698 Aradu.A07 16698 p3 (TCT)5 15 78386739 78386753 GGAGCTGAACCGTGAAGAAC GCATGCAAGAAGAACCAACA 204

Ad07A16703 Aradu.A07 16703 p2 (AT)6 12 78404660 78404671 TCGCCATAAAGTGTTCCACA TGTGTGCATTGCATATCTGA 264

Ad07A16704 Aradu.A07 16704 p2 (GA)6 12 78407194 78407205 TATCAGGCGGGAACAAGAAC CTCTCCCTTCATTTGGGTCA 236

Ad07A16705 Aradu.A07 16705 p2 (GA)7 14 78408319 78408332 GCAGTAGTGATGGGTCGGTT ACAGCCAACCTAGCCCCTAT 144

Ad07A16706 Aradu.A07 16706 p3 (GTG)5 15 78413091 78413105 GACCATCCTGCCTCAGTTTC TGGCAAAACAGACAATGGAA 257
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Ad07A16708 Aradu.A07 16708 p3 (ATA)5 15 78414977 78414991 AACAGTAACAAAATATGAGAGAAACG CCTATAGGTCAGTGGGTGTTGTG 106

Ad07A16710 Aradu.A07 16710 p3 (AGA)7 21 78427409 78427429 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 211

Ad07A16711 Aradu.A07 16711 p4 (TATT)5 20 78434804 78434823 TCGAAAATATCTCATCCCTTTTTC CCAAACACAAGGGTAAGGACA 234

Ad07A16712 Aradu.A07 16712 p3 (TTC)6 18 78437980 78437997 AATTTCCTTCCCACCCAAAC CGACCTTAGGTGCCATCAAT 274

Ad07A16713 Aradu.A07 16713 c (CT)6atatctaataataactatatttttataa(T)1050 78465198 78465247 GTGCTCAACATTGCCCCTAT CGGCACTTCTTTTCTAAGCG 242

Ad07A16719 Aradu.A07 16719 p2 (AG)22 44 78480308 78480351 CTCAGATGAAACTGCAACGG CACGGCTTATGTCATCATCG 249

Ad07A16723 Aradu.A07 16723 p3 (AAT)5 15 78492165 78492179 TCGTTACCCTGCTAGCCTTT TGAAGCCTTAACTGCTTTCTCC 244

Ad07A16728 Aradu.A07 16728 p2 (TA)6 12 78500040 78500051 GTTACCGAGGCACTGCATTA GAGATCCAACTTGATGATTGAGAA 234

Ad07A16732 Aradu.A07 16732 p4 (TTAT)5 20 78513708 78513727 AACTGTAGGATGGTGGCCTG ATGAGGGACCAAGTGTCTGC 243

Ad07A16735 Aradu.A07 16735 p3 (ATT)5 15 78516969 78516983 TGAAATTTTGTTTATTGCCCG TTCCAAGTTTCATTCGGTGA 278

Ad07A16736 Aradu.A07 16736 c (TA)6(TG)18tt(TG)764 78523163 78523226 TTAAGTGTGGGGAGGTCGTC CACTCAAATCAATTGGGATGC 257

Ad07A16740 Aradu.A07 16740 p2 (TA)7 14 78550598 78550611 GCACAACGCTCAAGAATAAGG TTAGCTTCACAGGCGGAGTT 131

Ad07A16742 Aradu.A07 16742 p2 (TA)6 12 78566783 78566794 CGATCTGCCAATTTCAAACC CATTGCTGTATGTCTTGCTGC 260

Ad07A16748 Aradu.A07 16748 c (A)10tccagtaaaaattaatagtgaaccattctataactcatgttatttatatattattagctcggtaacactaagcattttttag(A)11103 78597619 78597721 AACCATCACACTGTAAATTTCTCAA TGGTTAAGATTGGGTGACGA 279

Ad07A16749 Aradu.A07 16749 p4 (TTAT)6 24 78622705 78622728 CACAGCACTCGAATTCAGGA TCCACATATTGTTAATGACGAGAAA 235

Ad07A16755 Aradu.A07 16755 p2 (GA)6 12 78659801 78659812 GGAGGGGGTCCGAATTACTA CAAAAACCACTAACCTCTTTTTCAA 161

Ad07A16756 Aradu.A07 16756 p3 (TTA)5 15 78667533 78667547 CCTTTTCTGGCAGCTTTGAC CCAAACGGACCAAAAACACT 254

Ad07A16763 Aradu.A07 16763 c (AC)10aa(AC)19(AG)876 78712383 78712458 GTCTACGCCAAAACCCAAAA TCTTCTCACCGACGTTTCCT 234

Ad07A16764 Aradu.A07 16764 p2 (AC)13 26 78718262 78718287 TGGGATCGACCCTTACTCAC ACTCTGCTGGGAACCTTTTG 273

Ad07A16767 Aradu.A07 16767 p3 (AAG)5 15 78784113 78784127 TTTCCAAGGCTCAGAGGAGA TGGGTTAGGGAGCTCTGTTG 168

Ad07A16768 Aradu.A07 16768 p3 (TAA)6 18 78797903 78797920 TGACCCCAAGAGTCCTTCTG CCTAACCACTTTCTCTTTCCTCA 259

Ad07A16770 Aradu.A07 16770 p3 (AAT)8 24 78811990 78812013 AGGTGGTTGAGTTCCCTTCA TTCTCATGCAATACATCACTTTTG 240

Ad07A16771 Aradu.A07 16771 c (TAT)5tcatttc(TA)838 78815623 78815660 TGCACTTTTCTGTTTCTGTTTTG CTCAAACATGACAGCTCCGA 136

Ad07A16776 Aradu.A07 16776 p3 (CAT)5 15 78833722 78833736 CTTCCTTTTCTTGCAGCACC CCCGTTGTCGATCCTGTAAT 215

Ad07A16778 Aradu.A07 16778 p2 (GT)7 14 78853147 78853160 TGGAGGTTCCCTTCTTCTCC CCAGTGCTGTGCAAGAAAAA 241

Ad07A16779 Aradu.A07 16779 p2 (AT)13 26 78858908 78858933 ACCCAGATTGTAACACCCCA CCTAAACTCTGCAGGCTGTG 201

Ad07A16780 Aradu.A07 16780 p2 (CT)6 12 78862133 78862144 GCTCAAGTTATGGCTCTCGG GCCAAATGGACCAAAAACAC 185

Ad07A16781 Aradu.A07 16781 p2 (AG)7 14 78872255 78872268 AAGCCAAGGAACATGCAGAG AAAAGAAATCAAATCTAACATGGAAAA 240

Ad07A16782 Aradu.A07 16782 p3 (TCT)5 15 78884516 78884530 CCCATCACCTCTTCACCACT CCGGCCTTAGGTGTCATAAA 205

Ad07A16783 Aradu.A07 16783 p3 (AGA)6 18 78888868 78888885 CTCGGAAGTGGAAGCTTTTG GCCGAATACACATTCACCCT 204

Ad07A16785 Aradu.A07 16785 p3 (TTC)6 18 78910564 78910581 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 185

Ad07A16787 Aradu.A07 16787 p3 (AAG)5 15 78922444 78922458 AGCTGTGAATTGCAACCCTT GCCGTTAAGTGGGAGTGAAA 205

Ad07A16789 Aradu.A07 16789 p2 (CT)6 12 78924089 78924100 CTTCCCAAACCTCCCTCTTC CCTCTCCGTCAGCAACATTC 236

Ad07A16792 Aradu.A07 16792 p2 (AT)10 20 78935537 78935556 TCGTCAATCAAAGGTGGTGA TTTTAGCTGGCCTTTGCTTC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad07A16793 Aradu.A07 16793 p2 (AC)6 12 78946613 78946624 AGAAAATCGCATCACATTCG GGGTGATTCTTGGAAGCAAA 223

Ad07A16794 Aradu.A07 16794 p2 (TA)8 16 78956184 78956199 TTAGTTCGCTTTGCGCTTTT GCTGAGGAAGGAATGAAGAGG 221

Ad07A16796 Aradu.A07 16796 p3 (AAC)8 24 78957455 78957478 TCCCCTCTTCTTCCTCAACA TCATGCTTTGGTTGCTTCTG 252

Ad07A16797 Aradu.A07 16797 p3 (AAC)5 15 78957628 78957642 CAGAAGCAACCAAAGCATGA ACCACCACAGTGTCCTCCTC 223

Ad07A16801 Aradu.A07 16801 p3 (TTA)6 18 78965829 78965846 TGGAACCCGAACTATGTCAA TCGGTTTAGTTTGAATCGGG 280

Ad07A16808 Aradu.A07 16808 p2 (TA)10 20 79054898 79054917 TCTCAAGGTTGTAGTGGGGC ATGCCATGTGCATTGAAAAA 215

Ad07A16809 Aradu.A07 16809 p3 (TTA)6 18 79059836 79059853 TGTGGAACCCAAACTATGTCA TTGAATCGGGGGTAAAATGA 272

Ad07A16813 Aradu.A07 16813 c (A)10cacaaattaaact(A)1033 79095393 79095425 TGAGGAGTGTTAGGGGTGATG GCCTAAGATTCGAAAGCGTG 259

Ad07A16817 Aradu.A07 16817 p3 (AAT)13 39 79124377 79124415 TGGTAATAATTTGGCCTGTTATTTT ATTTGGTGACGTGCTTCCTT 114

Ad07A16818 Aradu.A07 16818 p3 (TAT)5 15 79124596 79124610 CAAAAATCGATAACAAGGTTAGAGAG TCCCATCTGTAAACACCCCT 270

Ad08A1 Aradu.A08 1 p2 (GA)11 22 12684 12705 AAGGTGAGCGACAAATCGTT GCCTCAGTCCTTAGGCATCTC 278

Ad08A2 Aradu.A08 2 p2 (TA)7 14 14611 14624 ATCGCCAAGTTTTTGGTTTG CATGGTGACGAAACTCTTTCC 137

Ad08A6 Aradu.A08 6 p2 (TA)6 12 21231 21242 CAGCAAAAGATCACAGCATCC TGAAGAAAAATTCATTGAACATAAACA 280

Ad08A9 Aradu.A08 9 c (A)10gaaggggggacaaaaatagaaaagttcagaatattcagcattaatctgggaaagttaaacactt(A)10gggtagaacattt(A)13110 27958 28067 GCCAGATTCCAAGCATTGTT GCCTTGCAGACTGATGTTGA 207

Ad08A10 Aradu.A08 10 p2 (TA)7 14 29325 29338 CACCGTAAACGACTTTTTCTCC TGTTTGAACGTGGAACATAGC 259

Ad08A15 Aradu.A08 15 p2 (AG)7 14 42296 42309 AAGGGTGTCATGGAGAAAGC GGGGCTACCTTCTCCTCATC 279

Ad08A17 Aradu.A08 17 p2 (TA)7 14 44473 44486 CAAGTTGTAAATGCCGACGA TTATTTGATGAAAGACCAACAAAC 232

Ad08A23 Aradu.A08 23 p3 (GAG)11 33 60176 60208 AAGAAATCACAATGGGCTGG GCAGATATGGCAAGGAGGAA 169

Ad08A29 Aradu.A08 29 p3 (AAG)6 18 67846 67863 CGATGAAGAAGAACGTGCAG TCAAAACACGCTTTCAACCA 213

Ad08A30 Aradu.A08 30 p2 (TA)7 14 73451 73464 GGTAAGCCGTCTTGCTCTTG CAATTAGTGTGTGTATGTGTGTGTG 255

Ad08A36 Aradu.A08 36 p2 (TA)6 12 87899 87910 GTGCTGTGTTTCATTGTCGC TAAATCCGACTGCACAACCA 279

Ad08A37 Aradu.A08 37 c (AG)6gcgaaaatgaagcaaagcctagggttgaggatttccaggctt(GA)870 92654 92723 TCACACAAAAGCAATTCAGCA CTACGTTACGGTTTCCCCAA 255

Ad08A39 Aradu.A08 39 p2 (AT)6 12 95499 95510 TCAGCCCCGACCTTATGTAG AACGAGTACATGACCTGCCC 221

Ad08A40 Aradu.A08 40 p3 (ACT)5 15 101674 101688 AATCCCCTACCTCCCACAAC TTGTGCTTTTCTCGGGAACT 216

Ad08A41 Aradu.A08 41 p2 (TA)10 20 106142 106161 GCATGAGCACACCTAAAGCA TTTCAGAACAGGACCCCAAG 236

Ad08A43 Aradu.A08 43 p4 (GAAA)5 20 108552 108571 TTCGCCAGAAAACATCTTCA TGCTGGTTAAGTGCTGGCTA 280

Ad08A49 Aradu.A08 49 p3 (TCT)6 18 116285 116302 CACAATAGAGAAGCGTGCCA GGTCGTTACTGTCGAGGAGC 189

Ad08A59 Aradu.A08 59 p2 (AG)20 40 139386 139425 CATCGACTGACTTGAAAAATGG ATTTCACATTCCCTAGCCCC 253

Ad08A62 Aradu.A08 62 p3 (TGC)6 18 144376 144393 TCAATGGCTTCAGACTGCAC CCAAGGCCTAATTACCAGCA 209

Ad08A63 Aradu.A08 63 c (CCT)6cgtccaagaccaccgccaccgatcccaggtggtgggtacctcgctctgttgtagta(GTT)589 144523 144611 TGGTAATTAGGCCTTGGCTG CAATTTTCGGAATTGGGATG 157

Ad08A68 Aradu.A08 68 p2 (TA)6 12 160154 160165 TTTTTCAAATCGTTGGCAAT GGTCTGAAAGTTGACACAGAAGG 274

Ad08A73 Aradu.A08 73 c (TAA)8(GAT)5 39 164899 164937 AGTTCACGATCATGGTACGGT TGCATACAAATCCCATTACCA 192

Ad08A80 Aradu.A08 80 c (ATATA)6atatttttgggtgtattatatataataataagataacataaaaaaattagtgaaacttaaaagg(A)10104 177708 177811 TGATGGATGATGGCTATTCTT GCCATGGCAACACACAAATA 280

Ad08A81 Aradu.A08 81 p2 (TC)7 14 177964 177977 TTTCCCAGAAAGCCAATTCTT TGGTGATTCTGGAAACGTACC 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A82 Aradu.A08 82 p2 (TA)6 12 180951 180962 GGCTGAAATTCTGCATTGGA CACTATAGCCCAGCAGCACA 167

Ad08A83 Aradu.A08 83 c (CT)6tcattc(T)10 28 195270 195297 CGGGTACGTGGTGGTTAGAT TTTATAATTTGAAGAGGTGGGAAA 171

Ad08A93 Aradu.A08 93 p2 (TA)6 12 241018 241029 AAGCACATCATTTTAACCCCA TAACCGGCCTTAGCTTCGTA 227

Ad08A95 Aradu.A08 95 p2 (AT)11 22 248623 248644 ATGCCGCCATTGATATGTTC GACCCAATCGTGCCATAGTT 185

Ad08A96 Aradu.A08 96 c (T)12aatttgctattctgtactttgttttgttctattctaaatgcttgaataattga(T)1075 249176 249250 TCAATTGTACACGAGTTTCCAC TTGGCTCTGCCACTAATAACAA 280

Ad08A99 Aradu.A08 99 p5 (TTTAT)5 25 262264 262288 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 259

Ad08A108 Aradu.A08 108 p2 (TC)6 12 289734 289745 TTCGTTCAACTGGGTTTCAA GCAATGAAGGTGCGTGACTA 250

Ad08A111 Aradu.A08 111 p2 (TA)10 20 303051 303070 GGCACTTGCCAACTCTTTTG TCATAAACCGCTATACCCGC 278

Ad08A116 Aradu.A08 116 c (A)10caaaaactcatgacgaaaatg(A)1142 317150 317191 CGAATATCTACCTCTTCTCCAAACA GCAAATTGCTGGGTTTCATT 212

Ad08A117 Aradu.A08 117 p3 (AAG)7 21 319242 319262 TCCAACACTGGCATTGAAAA CCATCTACGAGGAGTTGGGA 164

Ad08A120 Aradu.A08 120 p2 (AG)6 12 325064 325075 GTGTTTGGTAGGGGCTCAAG CTGGTGTTCCAGTCATCCCT 233

Ad08A125 Aradu.A08 125 p2 (AC)19 38 348238 348275 ACTAGCCGGCCTAAACTTCG TTACGCTGGTACGATTCAAGG 150

Ad08A128 Aradu.A08 128 p2 (GA)6 12 388647 388658 TTCCATCACTGCAAGCTCTTT CAAGCAGAAGTGGTTTTGGG 223

Ad08A131 Aradu.A08 131 p2 (CT)6 12 399783 399794 TGTCAGTGTGCAGTTTTAGCTTC TGCCTGCTAGCCCAATAGTT 228

Ad08A132 Aradu.A08 132 p2 (CT)7 14 404178 404191 TGTCAGTGTGCAGTTTTAGCTTC TTCTGATCCGCCAACAATTT 235

Ad08A133 Aradu.A08 133 p3 (TCA)6 18 405803 405820 GGAGGTGAAGGCAAGTGAAC GTTTGTTTGGCCATGTGTTG 246

Ad08A137 Aradu.A08 137 p2 (AG)6 12 448861 448872 TGAGAGAACAATTCATGCAACA GCAACATAAAGTAATCAACAAGGG 209

Ad08A140 Aradu.A08 140 c (A)10ccgttttggtttgtgagcatgctaaatatccgaaaaag(A)1058 452878 452935 TGCAGAAAGTTATTAATAGCGAGAAA CAATCAAATTGGGGGAAATG 221

Ad08A142 Aradu.A08 142 p3 (CAT)6 18 456026 456043 GGAATTTCGTCTCCTCTTTCC AAATGAACCGAAAATGATCCA 238

Ad08A145 Aradu.A08 145 p4 (AATT)7 28 476909 476936 GGAAATTGAGCTGCAAAACC ATTCCAGGAACTACAGGGGC 238

Ad08A146 Aradu.A08 146 p3 (AAT)11 33 478092 478124 GAACACGGACACGTTAGGGT TTGAAAAACTAAGGTAATAGGAAGTTG 244

Ad08A147 Aradu.A08 147 p2 (AT)7 14 485369 485382 TTTTTACTAAACCACCGCGA GCCATTTTTCTTCCGGATCT 240

Ad08A153 Aradu.A08 153 c (TTA)21ttgatgttgttattattgttgtta(TTG)10117 523588 523704 TGTGAAGGCCATTCTTGTTTC TCGATCAAGTAATTGGTGAAAA 279

Ad08A159 Aradu.A08 159 p2 (AT)11 22 549798 549819 CGTTGCTTGCTTTTAACACAG CTCGGCTATTGCTACCGAAA 263

Ad08A162 Aradu.A08 162 c (T)10gcctctttttcttcttttttcgtgcttcctcttcctcttcctcc(TCT)775 552557 552631 CAAGTCATTTATACTCACGCCG GGAGGAAAAGGTGGTGTTGA 181

Ad08A164 Aradu.A08 164 p2 (AC)6 12 557271 557282 TTCCCAAAGACATGAGTCCC CCACCCGAAACAGAGAAAGA 195

Ad08A166 Aradu.A08 166 p3 (CGA)5 15 562459 562473 CTCTGGTGTCCTTCTCCAGC CACAGTTCAATCACCATCGG 272

Ad08A167 Aradu.A08 167 p2 (TG)6 12 563043 563054 CGCACGACTTCTCTCCTCTC ACCCTAAATCCCAAAATGCC 279

Ad08A168 Aradu.A08 168 c (A)11ctcaaaataaaggaagaaaagtaatttgaatgcgagagaaagaaagaaaaaagaagg(T)1179 598835 598913 ATCTTCAACGAATCATCCGC TCTATAGGCTTGGGCCATGA 270

Ad08A171 Aradu.A08 171 p2 (AT)6 12 602265 602276 TGACCTTATTGAAGGGTGCC CTGTCGAAATTGGGGATGAG 269

Ad08A172 Aradu.A08 172 p3 (CCA)5 15 608425 608439 TCACCGATTTAATTACCGGTTC TGGCGGGTAATTAGTGGAAG 274

Ad08A173 Aradu.A08 173 p2 (GA)8 16 608811 608826 AGAAAGGGAGAGTTGGGCAT TTTTGAAGAGGAGTAGCGGC 214

Ad08A176 Aradu.A08 176 p2 (CT)7 14 623695 623708 GATGAGGAGCCAATTGGAAA TGTGCTCAAGCAATGAGGTC 129

Ad08A179 Aradu.A08 179 p2 (GT)8 16 655523 655538 AGGTTTTGCAGGCGAAAATA CACCACACCTGCCAAGTAAA 261
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Ad08A187 Aradu.A08 187 p3 (TTG)7 21 673192 673212 CGTTTGATTCATGTAGCCGA CAAACAGTAACATGGCCCAA 273

Ad08A189 Aradu.A08 189 p4 (TAGA)5 20 674527 674546 ATTTTTGTGGCTCCCTTTGA GAACTTGATCCCTTGGCTGA 276

Ad08A190 Aradu.A08 190 p3 (AAT)6 18 675463 675480 TCCAATTCATTTTATTGCCTCT GCAAGAGACTGATGAACTTCCC 246

Ad08A191 Aradu.A08 191 p4 (GCAT)5 20 680415 680434 AGGGGAAGACAGAGGAGAGG TTCCAAGCCATGCACACTAA 245

Ad08A193 Aradu.A08 193 p2 (GC)6 12 691156 691167 TCCCTTTTGCTTTCTCTTGG ATTAAAGTGGGCCACGGAC 259

Ad08A194 Aradu.A08 194 p2 (AG)15 30 696968 696997 CCAATCATTGTGGGCTTCTT ATGAGAGAGTGGGCTAGGCA 278

Ad08A195 Aradu.A08 195 p3 (CCA)7 21 697246 697266 TGCCTAGCCCACTCTCTCAT TGATTGCCAATTCAGCAAAG 177

Ad08A196 Aradu.A08 196 p3 (CAG)5 15 697714 697728 TCATCCTCCAACTCGTCCTC AAATTGTCGAAGGTTGGTGC 233

Ad08A201 Aradu.A08 201 p2 (TC)9 18 710726 710743 ATCCGTCGATAATTCCGTCA CGTCACATCTTCAATGGAGC 279

Ad08A202 Aradu.A08 202 p3 (AAT)5 15 712250 712264 TGTGGTGCTAGAAGGTGCTG AGATGGAAAGTGCAAACCTTG 201

Ad08A203 Aradu.A08 203 p3 (ATA)10 30 715855 715884 TGAGACAACGGAGTAAGGGAG ATTTCGTCCACCAATATGCC 173

Ad08A204 Aradu.A08 204 p2 (TG)8 16 717739 717754 GGAGGGTCAACCAAAAGTCA CCATTTTTATCTGGCCACCA 103

Ad08A208 Aradu.A08 208 p2 (AT)6 12 732291 732302 ATTTCACCCTTTGACGCATT TAAACCATGTTTTGAGGGGG 187

Ad08A209 Aradu.A08 209 p3 (AGA)9 27 732575 732601 AGTTGGTGGTGCCTTAGTGG CACCTTCCCCGTTCAGTTTA 206

Ad08A212 Aradu.A08 212 p2 (GA)8 16 743534 743549 GGTTCGTGTATTTGGGGTTG CCTAAATGGAGCAGGGATGA 155

Ad08A214 Aradu.A08 214 p3 (ATC)5 15 762843 762857 ATCCTTGAGCAATAATGCCG GTGGCCGTTCAAGTTTTGAT 108

Ad08A215 Aradu.A08 215 c (AGA)7aaccacagatgcaggtgatgagaaa(GAT)664 763557 763620 CGCATTCACAGAGCCTACAA AAGCTGGAGTCTTCGGTTCA 247

Ad08A221 Aradu.A08 221 p3 (ATG)6 18 781818 781835 CAGAGGAGTATGGGCCAGAA AGATGTTTTGGAACCCAACG 275

Ad08A224 Aradu.A08 224 p3 (TTC)6 18 795670 795687 GGTTCAGCTTCAGCCTTCAG AATTGTCTGGCAAAAATCGG 192

Ad08A229 Aradu.A08 229 p4 (AATA)5 20 805494 805513 CCGTAATTGGATAGCATTAAATTGT CGGGGACTATGTCATTTGAG 274

Ad08A234 Aradu.A08 234 p6 (GAAGAG)5 30 813836 813865 TGATGAAAAAGAAGAAGAAGCAG TGATGTTGCCTGATCCAAAA 240

Ad08A243 Aradu.A08 243 p3 (AGA)6 18 859332 859349 AAGATGGTGAGAACGATGTGA GTCGTTGTCGTCATCAATGC 131

Ad08A245 Aradu.A08 245 p2 (AC)10 20 873024 873043 TGCTCGAACCCTCACTCTTT GTTTTGGCCCAAGGTAGACA 151

Ad08A249 Aradu.A08 249 p2 (TC)15 30 897692 897721 GTCAGCGTAATTTGGCCATT ATTTGAATGTGCCAGCAGAA 219

Ad08A252 Aradu.A08 252 c (ATC)13acgacgacgacaacgacaacgaca(ACG)7actacgatgatgattatg(ATT)22168 914331 914498 GCATTATGCCGTTATATCTCTTTTT TCATGCTTTTCATTTTAGATTTTTC 267

Ad08A253 Aradu.A08 253 p3 (TAT)9 27 915688 915714 GGGGTAGCAACCCTCAATTT TTGGGCCAAAATCCTTAACA 208

Ad08A254 Aradu.A08 254 p3 (TTG)5 15 918099 918113 CTTAAGCGTAAGGCCCTGTG GACCTTGAGGCAGCGTCTAC 185

Ad08A256 Aradu.A08 256 p3 (TTC)6 18 923888 923905 TCCCATGCTGAAAATGGAAT AATTCCATGGCACCACACTT 266

Ad08A257 Aradu.A08 257 p2 (CT)7 14 931751 931764 TCGTGTGTGTTGAGGGAGAG GGTTGGCGCGAACTACTAGA 218

Ad08A259 Aradu.A08 259 p2 (AT)6 12 933826 933837 TCATGTACTCTAAGGGCACACTTT TCTATCGGTAAAGCCGATGC 261

Ad08A260 Aradu.A08 260 p2 (CT)6 12 934287 934298 GCCGGTAAATCCGACAGTAA GGCTGCAATAGAGGCTAGGA 248

Ad08A261 Aradu.A08 261 p3 (TGA)6 18 941918 941935 CAGCAATAACCGCCTATGGT CCCCTCACCACTAACCTTCA 260

Ad08A264 Aradu.A08 264 p2 (AT)6 12 950531 950542 TGATGGTTCTGGGGTTTTTC CATGCATTAAGTTTTGGAGGG 252

Ad08A268 Aradu.A08 268 p3 (ACT)6 18 956252 956269 CAGCTTGGTTGATGGTGATG CACCCACCATTCTTGGACTC 256
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Ad08A269 Aradu.A08 269 p2 (CT)19 38 957097 957134 TGTTTTGGCTATTATTTAGTCTGCAT GGAAAGGATTTTTAATCATGGC 278

Ad08A274 Aradu.A08 274 p3 (ATG)5 15 960803 960817 CGAGTTTCCAACATCATTAGCA TCCGAGAATTTTGAACTTCTGTC 168

Ad08A275 Aradu.A08 275 p2 (TA)7 14 965580 965593 CAGAAAAGAACCTAACCTCCCA CAACGTCTCTCTTGGATCTCG 277

Ad08A276 Aradu.A08 276 p2 (CT)18 36 970956 970991 AATGTCACTCGAATTTCCCG GAGTGATGGAGGATGAGGGA 260

Ad08A279 Aradu.A08 279 c (AAG)5aatttgaa(AGG)538 983929 983966 CCAAAGAAACCGAACATTGTC CACTTTCATCACACCAGCGT 240

Ad08A286 Aradu.A08 286 p3 (ACA)5 15 1019362 1019376 TCCAGAAAGATAAACATCTCCGA CGACAAGTATACCGGGTCGT 248

Ad08A294 Aradu.A08 294 c (A)10gctgattaatacttttttcttaaagcaattatttcatatcc(A)1061 1041677 1041737 TGAGGTGCTCTCCGTTTTCT AAAAGGTTCAATACGGCACTG 276

Ad08A299 Aradu.A08 299 p2 (TA)7 14 1069264 1069277 GGACCTGCTCTAATAATGTCCC TACAGTGCTCTCGCTGTTGG 206

Ad08A300 Aradu.A08 300 c (T)13ggtttggaactactcgtaaatcaatcaattttttattctaaaagtcgattgattaattaaa(T)1084 1070349 1070432 TTGCAGTTGCAGAATCACAA TTGCACAAAAATTGACTTTTCC 275

Ad08A301 Aradu.A08 301 p2 (AC)6 12 1073166 1073177 TGAGCCTGATTCGTTGTTAAA AGGTCAGAGTCTGGGATGTTG 276

Ad08A302 Aradu.A08 302 p3 (ATA)5 15 1075986 1076000 TGCTGGTGTTAACCTGCACT CCATTTCGGTTAGGGGTTCT 222

Ad08A305 Aradu.A08 305 p3 (CTT)6 18 1090488 1090505 ATCAAACCTTGTAGGCTGCG AAGAAGCAGAGGAGAAGGGG 229

Ad08A311 Aradu.A08 311 c (T)11cttctctcttctccgaagctcaca(T)1146 1124072 1124117 GACGAAGCCCCAAATATCAA ATGCTCAAAATGGGGCAATA 271

Ad08A312 Aradu.A08 312 p4 (TTTA)5 20 1124380 1124399 TGCAAAAATATTGCCCCATT GGTGAACTACACTGCAGAGCC 262

Ad08A313 Aradu.A08 313 p2 (TA)10 20 1128971 1128990 TGGCATCGATCTCATCCATA TAAGGGTTTCCCTCAACACG 264

Ad08A317 Aradu.A08 317 p2 (AC)6 12 1134488 1134499 GCAGAAAAGCCAACTCCATC CTCCCTCTCCCCTTGATTTC 197

Ad08A318 Aradu.A08 318 p3 (TAA)5 15 1135503 1135517 TGTTCATTTTATAACTCAACAGCC CAACGGATTGTGTAGTCAAACTC 241

Ad08A320 Aradu.A08 320 p2 (AT)10 20 1138266 1138285 CCCATCGAAATTTCAGCAGT AGTCTCCTCTTGGCCTGACA 262

Ad08A322 Aradu.A08 322 p2 (CT)13 26 1143122 1143147 TTGATTGCTTGCGGATGTTA CCAACTGGTGGTTATGCCTT 275

Ad08A323 Aradu.A08 323 p2 (TG)6 12 1143312 1143323 TTGATTGCTTGCGGATGTTA CCAACTGGTGGTTATGCCTT 275

Ad08A327 Aradu.A08 327 p2 (AT)6 12 1174883 1174894 GCCGACACGCAAATTTTA TCCGATCTTATTATTACGGCCT 273

Ad08A328 Aradu.A08 328 p2 (AG)6 12 1186272 1186283 CGGAAAAGCACACCAAACTT CCCTAATTCCCCCACACCTA 105

Ad08A329 Aradu.A08 329 p3 (CAC)5 15 1194577 1194591 CAACTCTCTCTCCATCCCCA AGCACTGTCATGTCTGCCAC 238

Ad08A331 Aradu.A08 331 p3 (AAG)7 21 1202877 1202897 TGAATGAAATGAAATCTTTCTGGA TCAATCATTCCTGCGTTCTG 219

Ad08A335 Aradu.A08 335 p2 (TA)6 12 1215250 1215261 TGGGATGTCAATGCCCTATT TCATCTTTGAGTGCACCGAG 237

Ad08A336 Aradu.A08 336 p2 (AC)6 12 1215682 1215693 TGTGTGGGTCCTAAATTGCG TTGGTGGATGTCATGCATTT 246

Ad08A338 Aradu.A08 338 p3 (AAC)6 18 1225684 1225701 GGGTTTATCATGGGGCTACA ATGCCATGCATGTACCAGAA 235

Ad08A341 Aradu.A08 341 p3 (CTT)6 18 1229880 1229897 AGTGAGCGGAAAATGCTGAT GAAGAAGAAGCGGCAAACAC 200

Ad08A342 Aradu.A08 342 p3 (AAG)8 24 1230132 1230155 ACGTTGCTACGTCCCATTTC AGTAAACGGGAAAACGCTGA 260

Ad08A346 Aradu.A08 346 p5 (ATATG)5 25 1239684 1239708 TGAGGGTTGTTGCATTGTTC TTCACCTAAACCCTCCAAACA 230

Ad08A348 Aradu.A08 348 p4 (TAAC)5 20 1244299 1244318 TTGCATCGCTAAAACTCCCT GCTGGAATTAGTTGGTTAGAGCA 196

Ad08A349 Aradu.A08 349 p3 (TTA)10 30 1245488 1245517 GGCGTCAATCCTTTGATGTT ACAAAAAGTCATGTGCGTGG 225

Ad08A350 Aradu.A08 350 p2 (AT)6 12 1245625 1245636 TCACTTTAAAATGCCACGCA TTTTTATCGACCCTTGAATCTTTC 152

Ad08A352 Aradu.A08 352 c (TC)20tattagaa(T)1058 1246812 1246869 CCATTGGAACTCCAAAGCCT ATGCATCAATTGCATCATGG 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A357 Aradu.A08 357 c (TG)6tttgtgtgta(TG)940 1269161 1269200 TTTTGCTCATCGAAAGCTCA TTCATTAGCTCGTGAGTCGG 195

Ad08A358 Aradu.A08 358 p3 (GAG)5 15 1270755 1270769 TCTCCTTTTTCTTCGCGTGT GCAGCAAATTTGGGTGTAAAA 277

Ad08A359 Aradu.A08 359 p3 (TTC)8 24 1271082 1271105 AATCAGCCACCAAAGTCAGC CGCTGCAAAATTACTTGGAA 273

Ad08A362 Aradu.A08 362 p2 (CA)6 12 1281594 1281605 AAGAAGCAACAAACACGCAA GATGGCTCCGTCATGATTTT 279

Ad08A363 Aradu.A08 363 c* (AT)6(T)10*agaaaatttcaac(A)10gtgtttgggtaaataaataaaaaatcatgtattctaagttttacttcacaatacattttactaaatagatgtatttaagtcgacaaaaa(AT)7147 1283276 1283422 CTTGCAACTTGCTGTTCTGG TTGAATGTACCAATTACCAAACACTT 265

Ad08A364 Aradu.A08 364 c (CT)6a(TC)7 27 1285923 1285949 AACGCTGACAAATGTACCCA AAGTGAATTTGGGGATGCTG 260

Ad08A367 Aradu.A08 367 p2 (AT)6 12 1322462 1322473 CACCCTGCATGAATTTTTGA CGATTCATCTTGTTGCTCAGA 264

Ad08A372 Aradu.A08 372 p2 (GA)23 46 1334342 1334387 GCAGGTCAGAAGGGCATAAG CATGTTTGCACAGGTCTGCT 244

Ad08A374 Aradu.A08 374 p3 (CGG)6 18 1337817 1337834 CCACCAGGAACCTTCAAAAA AAGAAGGGAAGGATGGAGGA 150

Ad08A377 Aradu.A08 377 p2 (AC)9 18 1348461 1348478 ATCTCAGAAATGCCACCAGG CAAAGAGCAGAGGCATTCGT 213

Ad08A378 Aradu.A08 378 p2 (GA)6 12 1352005 1352016 CACAACCATGCACACAAACA AAGCATGGTGAGCTTCTCGT 268

Ad08A379 Aradu.A08 379 p3 (TAA)6 18 1352673 1352690 TCTTGATGGATCAAATTAAGAGGTT CTGCACCCACGTGAATAATG 167

Ad08A380 Aradu.A08 380 p3 (ATT)11 33 1352915 1352947 CATTATTCACGTGGGTGCAG TATATACAGCTAGCGCGGCA 271

Ad08A383 Aradu.A08 383 p3 (TTA)6 18 1360242 1360259 TGGTTTGTTGCGCATGTATT TTCGTACAGGGTACGGGAAC 143

Ad08A384 Aradu.A08 384 p2 (CT)9 18 1361023 1361040 CAGCTCATGTCATCATCGCT AAACTACAACGGCAACGTCC 207

Ad08A387 Aradu.A08 387 p2 (TC)8 16 1365011 1365026 CTTCCGTTGAAGCATTGGAT GCAACCGGTAAGCAAGAGTC 253

Ad08A390 Aradu.A08 390 p2 (TA)7 14 1373793 1373806 CACAATGCTTACTTGATGCCA AACATCTGCCAGCTCATCCT 126

Ad08A393 Aradu.A08 393 p2 (TA)8 16 1397691 1397706 ACTACTCCTTCCTCCGCCAT CAGCGTGTCCAAAACAGAGA 179

Ad08A396 Aradu.A08 396 p3 (TAA)12 36 1410592 1410627 CCATTTTCTCGCCAAATTGTA CAGCCCATTCACTCACAATA 280

Ad08A397 Aradu.A08 397 p2 (AC)7 14 1415875 1415888 TCTCCTAACCTAACCCTAATTCCC TCCACTGGCTCTTCTCAAGC 216

Ad08A398 Aradu.A08 398 c* (GATA)6gagg(GA)9(AGA)7*64 1416090 1416153 TTTTCAGCCACCACACACAC CCCTTCCTTCTTATCCCCTG 278

Ad08A399 Aradu.A08 399 p2 (AT)6 12 1421204 1421215 AAGCGTCACTAACTTGCTTTCC CAGGTCTCGGAGTGTTGGTT 249

Ad08A407 Aradu.A08 407 p2 (GA)6 12 1440324 1440335 GAGGGTCTGACGGTGAAAGA ACACTCCAACCATCCGTCTC 267

Ad08A409 Aradu.A08 409 c (T)10cttcctcatcattctctcttgttattgtggtcgttattaatcaccacctcttttttactggtcatttg(T)1189 1443192 1443280 TTTTTCTTTCTCTCTTACACTCCTG TGGTAGTGGTAGTGATGGTGATG 178

Ad08A410 Aradu.A08 410 p2 (TA)6 12 1446677 1446688 TGATGAAATTAAACTGTTTGGCA TCACTGGTTAATTAGTGTCTTATGGTT 172

Ad08A414 Aradu.A08 414 p3 (TTC)8 24 1454370 1454393 AGAATGCGAGCTGCACCTAT ATAAGAGGGTGGTTGCGATG 268

Ad08A415 Aradu.A08 415 p2 (AT)8 16 1454982 1454997 AGCCATCTCCATTCAATGCT ACGTCCAAGTGCCCAAATAG 253

Ad08A421 Aradu.A08 421 p2 (AT)10 20 1478288 1478307 TCCCCTTGTACTACCGAACA CGGATCATAAACTCTCCTCTACC 280

Ad08A423 Aradu.A08 423 p3 (CAT)6 18 1488961 1488978 TCAAAACTCTTCCTCCTCATCC TGATTTTGCAGCATTATGTGTG 185

Ad08A424 Aradu.A08 424 c (T)11attttttattgtttcttttttttatc(T)1047 1489383 1489429 CGTGTTATTGTTAAGCAATTTCAGTA TTTTTATTGGTGCTGTTCTGTATTTT 266

Ad08A427 Aradu.A08 427 p2 (TA)10 20 1496719 1496738 AGGTGTGCGGATGGTTATTC CTGCTCAAATAATGGCCAGG 261

Ad08A428 Aradu.A08 428 p3 (TAA)5 15 1496923 1496937 CCGTTAGCATTGCTCGTGTA CCGTGTTTTCCGTTCCTTTA 272

Ad08A431 Aradu.A08 431 p2 (AC)9 18 1503056 1503073 CGGCTTCAGCTCGTAAGTTC AAGCAGCTTGTCCAGGAGAC 222

Ad08A434 Aradu.A08 434 p2 (GA)6 12 1518499 1518510 AGCCAATTGGGCAACATAAA TGCATGTATTCATGGGGATG 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A435 Aradu.A08 435 p2 (TA)6 12 1521104 1521115 AATGTGGTGGCATTGTTTTT TTGCTCTTGCCTCTTGGTTT 180

Ad08A438 Aradu.A08 438 p3 (TTA)6 18 1542534 1542551 TGATGGATCAAGCAACAATGA TGTGCGAACTTGCACTATCC 272

Ad08A439 Aradu.A08 439 p2 (TC)7 14 1552555 1552568 ATCCATCTTTATCCCCTGCC AATGGGAGCATAACCACCAG 250

Ad08A444 Aradu.A08 444 p3 (TTG)6 18 1560946 1560963 TTCGCATTATTGATGAAGCTG TTTTGTGATGCAACATTTTAGACA 233

Ad08A448 Aradu.A08 448 p3 (CTA)6 18 1566645 1566662 TCCATCATCATTCATCGGTT CGTGAACGACAGCAACAACT 260

Ad08A450 Aradu.A08 450 c (CT)7gctacgccgccatggtaactgcacccatccactctactgttcaactatcatttatgaattgtggtcaccaatccaacca(TC)6105 1568022 1568126 GTGTATGTTGCTGCTGGCTG CCCGTCTGAATTGCTCTTGT 267

Ad08A451 Aradu.A08 451 c (GA)12gtatgtctctgtgtgtgtctcatgtgagtgtgagagaa(AG)878 1568231 1568308 ACAAGAGCAATTCAGACGGG CGGCCGAGATTTACTGAAAC 221

Ad08A452 Aradu.A08 452 p3 (ATA)5 15 1570333 1570347 ACTTTTGTCTTCCGTCGTGG GCATGACAAATTAAACGCGA 159

Ad08A464 Aradu.A08 464 p2 (AG)23 46 1606946 1606991 ACAAGAACAAGGGCAAATCG TAATCTTAGACGCCGCCACT 198

Ad08A466 Aradu.A08 466 p2 (CT)8 16 1625580 1625595 TCCGGCCAACTCATAAACTC GAGAACAGAAATTTGGGGCA 262

Ad08A467 Aradu.A08 467 p2 (CT)6 12 1642532 1642543 TGGCAACATAAAGGAATCAATG AGGCTACAGAGTGGGGGAAT 244

Ad08A474 Aradu.A08 474 p2 (AT)10 20 1676009 1676028 TCTTTATCGTGGTCGTGCAG ACCATGTCGAGATCCAGGTC 217

Ad08A477 Aradu.A08 477 p2 (AT)7 14 1687931 1687944 CTAGACGCCCACCAAAAGAA TTTAATTTCCTTGCTCGTTGAA 280

Ad08A478 Aradu.A08 478 p3 (ATT)17 51 1691815 1691865 TTTGTTCTTGACTTCCATCTTCT GTTCCTCCGCTATGTGCATT 271

Ad08A479 Aradu.A08 479 c (TA)8ggtaaggtaaaatgc(T)1142 1692420 1692461 TCCAAGGTAAGCTCATGGGT TGGGTGTTTAATTATCCCATTACA 247

Ad08A486 Aradu.A08 486 p3 (CAA)9 27 1711195 1711221 CTGCTTTGTGCTGGCTGTAA AACATCCAGTCAGGAGGGTG 280

Ad08A488 Aradu.A08 488 p2 (AC)17 34 1715820 1715853 AGTGTATGGTCCCATTGCAT GGACGACAAAGTTTGGGAGA 229

Ad08A489 Aradu.A08 489 p2 (GA)7 14 1725193 1725206 TGAAAGTGAGGTAGGTGGGG GATTGCACAATAAGGGCGTT 247

Ad08A495 Aradu.A08 495 p2 (TC)6 12 1746700 1746711 CGACCCTCTCTCTGTGGAAC TGAAATTCACAACGGTCCAA 228

Ad08A496 Aradu.A08 496 p2 (AG)8 16 1748507 1748522 CCCTAACTTCCTAAGGGAGAGAA CTAGAGGCATGACGAGGAGG 124

Ad08A497 Aradu.A08 497 c (TCC)7(ACC)5 36 1753441 1753476 AAGAGGGCACTCCAATCTCA AAGCAATAATGCCACCTTCG 257

Ad08A498 Aradu.A08 498 p3 (TAT)5 15 1759615 1759629 CCAATGCAGCTTCTTTAGCC CGAAGGCCTGTGTTGATTTT 194

Ad08A500 Aradu.A08 500 p2 (TA)6 12 1767862 1767873 TGAGGGTTTGAGGAGGAGTG GTATAATAAATGGGGCGGGG 209

Ad08A502 Aradu.A08 502 p2 (GT)14 28 1774648 1774675 CTCCGGAAGATTGAGGTGAA AAGTGAACCAAACCAGCCAC 120

Ad08A504 Aradu.A08 504 p2 (CA)7 14 1775939 1775952 AATGACAACCAAAGGCCAAG ATGAGGCCACCAAATCCTAA 279

Ad08A506 Aradu.A08 506 p3 (GAA)5 15 1780943 1780957 GCAAGTCAAGATGGAAAGCC ATAGAAGGGGAAGGCTCCAA 187

Ad08A507 Aradu.A08 507 p3 (TAT)5 15 1783319 1783333 TGAAAAGCTACATTCATCAAGCA ATTGAAAACTCAAGGGCACA 161

Ad08A510 Aradu.A08 510 p3 (TTC)5 15 1790845 1790859 TGGGCGACTAATGACAATGA CCGAAATTTCATAATCGTGAC 260

Ad08A511 Aradu.A08 511 c (TA)9(AT)6 30 1800844 1800873 GCTACGGTTTAGTATGGAAGCG GGCCTTGCATGTCTAGGTTT 231

Ad08A512 Aradu.A08 512 c (T)10acccttgccttttggttttaagggctattggctttttctacttgctttttctttttcttttata(T)1084 1808489 1808572 ATCCATTGATGCTCAAAGCC AACAAAGCTTGCGAACAAAAA 141

Ad08A513 Aradu.A08 513 p2 (TA)8 16 1832190 1832205 GCGTAGCCTTAGGTCCTTCTT TGGTTTTGATATGGCTATGCTT 252

Ad08A514 Aradu.A08 514 p2 (TC)6 12 1865706 1865717 TAGCATCACCCAACTCCCTT TTGTTTTTGGTGTTAGGCCC 255

Ad08A518 Aradu.A08 518 p2 (AT)13 26 1883188 1883213 CCAAAGTGCTATTGCGGATT TATTCGGTCCACAGCATCAA 270

Ad08A520 Aradu.A08 520 p3 (AAC)5 15 1886833 1886847 CAACACAACAGAAAATGCAGC GGCTCATCTCCTCACCTCAG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A529 Aradu.A08 529 p2 (AT)9 18 1898735 1898752 AAAAATTGAGTTTACCTGATTTGATT ACATTACAAAGGTTGAAACAAAAAT 278

Ad08A531 Aradu.A08 531 p3 (TAA)6 18 1901890 1901907 GGATGGGGTGGAGTGTAATG ACCACCACTCACCCATGATT 155

Ad08A532 Aradu.A08 532 c (T)10actttaaattatatgtattcaagattttttttctcatacactctgtcatcg(T)1071 1905104 1905174 TGTGTGGTTAAATCCAAAGGC GCCAACATTAGTCAATTACAAACA 252

Ad08A533 Aradu.A08 533 p3 (AGA)5 15 1914818 1914832 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 238

Ad08A537 Aradu.A08 537 c (AAT)15atttaaatctacctatgtttggtaaaatag(TAA)590 1925812 1925901 TCCTGATTCATTAGAATTTGTGG AACATGTCACGAAGAAACAAGG 249

Ad08A543 Aradu.A08 543 p2 (TA)6 12 1936764 1936775 TCCCTCGCCTTTACCTTTCT CCGACTCTGATAGCTCGGAC 249

Ad08A544 Aradu.A08 544 p2 (TA)10 20 1937849 1937868 ATTTTGGCCTACCACTTAAAAA CACCAAAACAGATTTTGCCA 253

Ad08A547 Aradu.A08 547 p3 (ATT)5 15 1960527 1960541 TGAGTTGTTGAGTTTAATTGACG CATCAGATTGCATGACAATGAC 228

Ad08A548 Aradu.A08 548 p2 (AT)6 12 1960819 1960830 CAAGCAGTTTGGTTGCTGAT AAAAGTTTAGGGACCGTGGC 173

Ad08A549 Aradu.A08 549 p2 (AG)6 12 1965991 1966002 CAAAGCAACGTTCCTCTCCT GCCATTTTCGGATAGAGCAA 253

Ad08A550 Aradu.A08 550 p2 (AG)6 12 1974523 1974534 CCAAAGCAATGTTCCTCTCC TTTGAATGCCATTTTCGGAT 261

Ad08A553 Aradu.A08 553 p3 (AAT)6 18 1982018 1982035 CGGAAGAAATCGCGACTAAC CCACCCTCTTTGACTCGTTC 211

Ad08A554 Aradu.A08 554 p2 (AC)15 30 1985922 1985951 CTCACACTGCCAATGCCATA TAGAAATGTTTTGCCTCCCG 247

Ad08A556 Aradu.A08 556 p3 (AAT)5 15 1997641 1997655 GCAACAACAACAATAAATAACAATGA CACATATGCATTCATCAACCCT 268

Ad08A557 Aradu.A08 557 p2 (TA)8 16 1998307 1998322 TGTGTGAAATTTGGGGGTTT AACATAAATCTCACAAACAGGCA 173

Ad08A559 Aradu.A08 559 p2 (AT)7 14 2014824 2014837 CGTTCTAGGAGTGCCTCTGG CTCCTAACTCAGCCTGCGAA 267

Ad08A565 Aradu.A08 565 p2 (TA)10 20 2078869 2078888 AGGTGCGGAGGTTTAATGTG AAGTTCAGGCGTTATTCACCTC 237

Ad08A568 Aradu.A08 568 p3 (TTA)9 27 2083458 2083484 CATTATCTCAGCCACCCTGA TCGTTAACTAAAAAGTTCGCTAATCA 272

Ad08A569 Aradu.A08 569 p2 (AT)9 18 2084174 2084191 CTCACAACCACCAGACTGTTAAA TCAAAATCGCGAAGCTATGA 280

Ad08A573 Aradu.A08 573 p3 (TAT)6 18 2092825 2092842 TGCTCAAATTTCTTTTGGGG CAGCACGATCAATCAACAGC 189

Ad08A575 Aradu.A08 575 p2 (CA)12 24 2099098 2099121 ACAAAACAAGCCCAAACAGG TGTGGTTTGGTTTCGTTGAA 248

Ad08A576 Aradu.A08 576 p2 (GA)6 12 2111879 2111890 CAAACGGGCTAAAATCGCTA AGAGCTTCGCGTGGCTATAA 249

Ad08A578 Aradu.A08 578 c (T)10ggtatagagagaaaatctaaacatcataggcattataacatacagtttcagatcaatac(A)1180 2122871 2122950 CCAGAACAGTTCGCTCAACA CATATATAAGCGCCCAAGGC 236

Ad08A579 Aradu.A08 579 p3 (AAG)6 18 2129331 2129348 TGAGAATGTAAAATAAGAAGGAAATGA CCTGCACATTTTTGTGCTTTT 226

Ad08A580 Aradu.A08 580 c (GAG)5aaagaaaaggaaatggagaaggagaaggaaaaggaaacagaagat(AAG)884 2129992 2130075 TGGTGGTGACGACGATAATG GCTATGGCCCTCTCCAAAA 264

Ad08A582 Aradu.A08 582 c (A)13ttgagagaactcaggctaactcgga(T)1149 2136954 2137002 TGCATGTGTTCACGGAATTT TTCCGATGTGATGGAAACAC 279

Ad08A586 Aradu.A08 586 p3 (AAT)9 27 2152851 2152877 GCATGCTGAATCACTAATGTCC AACTCCAATTTGTCATTTGCTC 276

Ad08A589 Aradu.A08 589 p3 (TTC)6 18 2162637 2162654 TACCTTGGCCGAATTCATCT GGTCTTGATGGCTCTTGGAG 253

Ad08A590 Aradu.A08 590 p2 (TA)7 14 2171376 2171389 TGGATACACTCATGGTCCGA CGGATGATTGATACATGTCG 171

Ad08A591 Aradu.A08 591 p2 (TA)6 12 2180686 2180697 GACGTGAGACACCTTGCTGA TCGACCTGCGAAGTAAAAGC 239

Ad08A596 Aradu.A08 596 p2 (TA)7 14 2198861 2198874 ATTGAACGAGGAGCCGTATG GTCTATGATCGAACTGGCCG 233

Ad08A598 Aradu.A08 598 c (ATA)6at(TTA)5 35 2206502 2206536 TTGTTGAAGGTAATCGAATTTTT AAACCACACACAAACCAACG 215

Ad08A599 Aradu.A08 599 p3 (TTA)5 15 2207156 2207170 GGGTTTAGCGGTTAAGGTTT TCTCCTTTAAAATTGGAAATATGC 239

Ad08A607 Aradu.A08 607 c (T)20ggtcaagtggattggacagctcccaattttaggcattacacccatgttt(CA)783 2233190 2233272 TCACTGCTTCAGCTTGGAGA CTGAGGCTGGTTGTTGGTTT 204
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Ad08A612 Aradu.A08 612 p3 (AAG)5 15 2264694 2264708 AAAAATGTTTCCTTTAATGCTGC TTCAAAATTTTTCCTCTTCCTCC 272

Ad08A620 Aradu.A08 620 p2 (CT)6 12 2289960 2289971 TTCTGCCACTGAATCTGACG AGCCTCAATGGAGGAGAGGT 265

Ad08A621 Aradu.A08 621 p2 (AT)6 12 2292691 2292702 TTTCTCCGATCCTCCAACAC AAGGTTAACCCCCATTGAGC 272

Ad08A625 Aradu.A08 625 c (GAGAT)5gaggatatgcgatatatcatttgtaataatataatttgaaacgatttaattaattat(GA)898 2303414 2303511 GGGAAGTGTGTGCAGTCAGA CCGCAGTATACACAGATGCG 277

Ad08A627 Aradu.A08 627 p2 (AT)8 16 2313381 2313396 TTTGATGACTGATTTTAGCCCA CCGACAAGATGCAAAACTCA 196

Ad08A630 Aradu.A08 630 p3 (GAG)7 21 2342025 2342045 CCTGCGTCTAGAATGAACCG TTTTCTTTTATTTCTTCGTTTTCTCC 235

Ad08A631 Aradu.A08 631 c (A)10tcgtattcaacagtttttattttaaaaatatttttaacattgtaataagtttttgaaagtcaatccaatttgtccaactacaaaat(A)12108 2342269 2342376 GGCTGATTTAATTTATGCTTGATG TGGTTAGGGTGGAATGAAGG 207

Ad08A635 Aradu.A08 635 c (A)10tgcatcaataatgaataaaaccaagaggaagaagttgagt(AAACC)575 2362873 2362947 AACCTCCAAGAGCTGCTCAA AAATTCGATGGGTTCACTGC 214

Ad08A636 Aradu.A08 636 p3 (TTC)7 21 2363603 2363623 GCTCTTCACTGCTTCCAACC GGATAATGGCGTTTAGGGGT 174

Ad08A638 Aradu.A08 638 c (TC)6tt(TC)9 32 2364723 2364754 TCTCTCTCGCTACTGACGCA CAGTCACGCCGAAGAGAGAT 197

Ad08A639 Aradu.A08 639 p3 (GAA)5 15 2365044 2365058 GGTGGTGGATTTGGATTTTG TGGATTTCACCACCTCCTTC 255

Ad08A644 Aradu.A08 644 p2 (TA)9 18 2376363 2376380 CAATGTTGCGAATTTGTGCT TGAGAGTAGATGACGCCCAA 245

Ad08A646 Aradu.A08 646 p3 (TTC)5 15 2381811 2381825 TGGATTTCACCACCTCCTTC TTTGACATGGCTGGTTTTGA 242

Ad08A648 Aradu.A08 648 p3 (ATG)7 21 2385632 2385652 TGCCTTTCCAACTTTTCAGG GCTGCAACAACTGAAGCAAA 249

Ad08A651 Aradu.A08 651 p3 (CTC)5 15 2408295 2408309 GAGGGTCTAGGAGGCCAAAG ACCTCACCAGAAGAGCCAGA 210

Ad08A652 Aradu.A08 652 p2 (AC)6 12 2416265 2416276 CCAATCGAAATAAAACCAATTAAAA AAACGGAGGTTCAGAAGGGT 201

Ad08A653 Aradu.A08 653 p3 (CTT)5 15 2425382 2425396 CCATCAATCTTTTCGTGCCT AGGCACAGTGATAAGCAGAGA 168

Ad08A654 Aradu.A08 654 p2 (AT)9 18 2435967 2435984 ACCGATTCATAAGCTTCCCC TTCTGCGAACTTGTGAAGGA 146

Ad08A659 Aradu.A08 659 p2 (AT)8 16 2444500 2444515 AGGATTTCAAAAGCGCAAAA CTAGTTGGTGACAGGAGCGG 255

Ad08A660 Aradu.A08 660 p3 (ATG)7 21 2446962 2446982 AAGACGACAATGACGATAACGA CTTTTCCGGTTTCTTCTCCC 273

Ad08A661 Aradu.A08 661 p3 (AAG)6 18 2447146 2447163 GATGATGATGGAGGAGAGGG CTTTTCCGGTTTCTTCTCCC 220

Ad08A662 Aradu.A08 662 p4 (TTAA)5 20 2447991 2448010 TCCACATAAGTTTTTGCGTCA GCGTATTTCACAAATTAGTTTGATCT 278

Ad08A663 Aradu.A08 663 p4 (ATTT)5 20 2459054 2459073 TGTACGGAGGTTAGGTTGGC ATGTAAGACTCCGAGACGCC 187

Ad08A665 Aradu.A08 665 c (CGA)5cgtgcccattgccaaaagagcttccaacaattccaaggtttctcaatattgaagctttcttcctacaatttatgtggccatttttgcttctttta(T)11121 2461650 2461770 TCCAAACCCAAGAAGGAAGA TGAAGCAGAAGAAGCAGCAG 274

Ad08A673 Aradu.A08 673 p3 (TTA)5 15 2540840 2540854 CCAGCTTCTCACATCCGTTT CTGAGTAAAGCTGCCGCATA 224

Ad08A676 Aradu.A08 676 p2 (TA)6 12 2574926 2574937 GGTTTATTTTCACGAGCCGA TAAAGCAGAGGTGGTGAGGC 112

Ad08A678 Aradu.A08 678 p5 (AAATA)5 25 2581762 2581786 TCAAAGAAACGAAAATTTACCCA ACAAAGTTTTTGGCGCTGTT 246

Ad08A679 Aradu.A08 679 p2 (TA)14 28 2583974 2584001 GGAGACTCTTGGAAGCGATG CTAAACTCGACCTGCGAAGC 227

Ad08A681 Aradu.A08 681 p2 (AT)9 18 2615734 2615751 CGATCCATGTACAGCCCTAAA ACCGACTGACCGTTGCTTAC 280

Ad08A685 Aradu.A08 685 p2 (CT)18 36 2628105 2628140 CTACCCGATGTTTTTCCCCT GGTGTTATGTTGAAACCACTTTGA 215

Ad08A691 Aradu.A08 691 p2 (CT)6 12 2675871 2675882 CATTTCTTTATTTTCAATTAGCTTGG AGGCTATGTGTAGCTTGTCGC 259

Ad08A692 Aradu.A08 692 p2 (AT)9 18 2676502 2676519 CAACAGTTTGCATGGCTGAG CGACTAGCACAAACTTTTCCAA 277

Ad08A696 Aradu.A08 696 p2 (TA)6 12 2689255 2689266 TGGCCTTATTTTCCACAAGG CGAATAGCCCCAGTTTGTGT 235

Ad08A702 Aradu.A08 702 p3 (GGA)5 15 2697745 2697759 TGAGGAGGAAGAAAAGGAGATG TTCTCGTCCAGAACAGCTTC 279
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Ad08A704 Aradu.A08 704 c (CT)9cg(CT)9(AT)650 2711587 2711636 CGCTGTGTTTGCTGGACTAA TGTGATTCGTGAGCCCAATA 175

Ad08A708 Aradu.A08 708 p2 (AT)7 14 2719097 2719110 CGAGACTGGTAGATAAGAGAATCCA TCTCTTTCATTCCTTCACCACTT 270

Ad08A711 Aradu.A08 711 p3 (ATG)14 42 2724845 2724886 TAGGGGTGGAGTATCGGATG GCTCCACCATCCATAATTGG 159

Ad08A716 Aradu.A08 716 p3 (TCA)5 15 2750684 2750698 CCGAAAACCCAAGATGAAGA CGGAGAAGACGTGGAAGAAG 183

Ad08A720 Aradu.A08 720 p2 (AT)6 12 2754829 2754840 CCTATGCAATTCACATGGAAAA GAACACCGCGGTAGGAATAA 275

Ad08A723 Aradu.A08 723 p2 (TC)22 44 2781121 2781164 CCGCGAATCACTGGATCT CTGTGTTTTGCAGCCATTGT 258

Ad08A726 Aradu.A08 726 p3 (AAT)6 18 2789502 2789519 GTACGATCACCAAACCAGCA TGAGAAATTGCGTATTGGCAT 169

Ad08A727 Aradu.A08 727 p2 (AT)7 14 2790369 2790382 CCAAAGCACTATGTGGGTCA GCACCTTGAATTCCACACAA 228

Ad08A729 Aradu.A08 729 p2 (AG)8 16 2813423 2813438 CGAAGTTTGTGTGAAGGACG CGATTGGTACCGAGAAGCAT 221

Ad08A730 Aradu.A08 730 p3 (TAA)7 21 2815244 2815264 GTTGGGAGGGGGAATAAAAA GGCGAGGTGGAGATTCATAA 204

Ad08A732 Aradu.A08 732 p2 (GT)7 14 2818470 2818483 ATTACTTGCCGCGGTTTATG CGCTCACAACTTGCTCTGAC 256

Ad08A739 Aradu.A08 739 p3 (AAT)5 15 2861680 2861694 AAAACACTCCTTCATCCCCTT ACTCCACGCATGCAACATAC 278

Ad08A740 Aradu.A08 740 p6 (AGAAAG)5 30 2866094 2866123 TCGGAAGAGGAGAGTATGGG CCTTCATTATCACCGTCCTCA 171

Ad08A741 Aradu.A08 741 p3 (CTT)5 15 2866377 2866391 TTCGTCCATCGGGTAATAGC CCACCGTCCCAAAATAACAC 106

Ad08A748 Aradu.A08 748 p3 (GAG)5 15 2881350 2881364 AATCAAATGAGGGGAGGAGG TTTTTCTCTTTCGTTATTGTCGC 108

Ad08A750 Aradu.A08 750 p4 (AAAT)5 20 2886674 2886693 GCGGCCATGGTTATACAAAT CCCCTCCCTCCATTTTCTT 268

Ad08A751 Aradu.A08 751 c (TTC)7tccataccgccgcaccaccgcaccgcaccaccg(CTT)878 2886821 2886898 TAAGAAAATGGAGGGAGGGG TCAGCAACAACAAATTTCATCA 263

Ad08A752 Aradu.A08 752 p3 (TGA)10 30 2887005 2887034 CACCACCGCTTCTTCTTCTT TCAACACCAACACCACCACT 278

Ad08A753 Aradu.A08 753 p3 (TGG)7 21 2887222 2887242 TTGCTGTTGATGGTGGTTGT CCTTCCTCACCACACCACTT 111

Ad08A755 Aradu.A08 755 p2 (AC)6 12 2891138 2891149 TTTGTTGGTAGAAGGGAAAGGA TGTTTGGGATTTGTATTCTCCA 277

Ad08A756 Aradu.A08 756 c (AAT)9atcaacgagttatagcttaaataatatagttttttcatatttatttaaaatttgcgggtttgagtctaattcataactttaaaaatg(ATA)11147 2894726 2894872 ATACTCGTCCCTACCCACCC GCAATCACAAGGCTTTGACC 279

Ad08A758 Aradu.A08 758 c (A)10ggaaaaacctggtaacctgtttcaatgtgcctccgctagctgccaccaccatccccaaatttattcttcgtttc(T)1296 2897673 2897768 GCAGAAAACCAAAATCCCCT CCAAACTACACCGAGTTCACA 250

Ad08A763 Aradu.A08 763 p2 (CT)6 12 2937055 2937066 TTCCAGAATTGGCCAGAAAC TTTTTGGGGAAGAGGTGTTG 165

Ad08A764 Aradu.A08 764 p2 (TA)7 14 2940325 2940338 TGGTTTATCAACCTCCCCAC TGCTTGATCCTATGTTCCCTG 278

Ad08A767 Aradu.A08 767 c (A)10taatttataacataaacagcaacagcaaaaatacatacataca(TG)1889 2963056 2963144 ACCCCTAAAGCCCTAAACCC GCGTCCAAATTCCAATCAGT 271

Ad08A768 Aradu.A08 768 p3 (TTG)5 15 2977941 2977955 ACCTTGCTTTCAGTCGCTGT CATGGTGAAGGAGGCAAAAT 152

Ad08A774 Aradu.A08 774 p2 (TC)6 12 3004607 3004618 CAACTCGCTTCCTCTCTGCT TTTTCTGCCGTAAGGATTGG 236

Ad08A780 Aradu.A08 780 p2 (AT)8 16 3009833 3009848 TCCGTTTCCTCATTTTCTGG GATTTCGACTCCGTCACCAT 269

Ad08A783 Aradu.A08 783 p2 (AT)11 22 3020544 3020565 TAGTCACCACGTGCTCCAAG CCATTGGACTGTCCCTCTGT 206

Ad08A784 Aradu.A08 784 p3 (AGA)6 18 3025223 3025240 TGCCATTGATGGTAGTGGAA TACCTTGGCCGAACCTACAC 151

Ad08A785 Aradu.A08 785 p3 (ATT)5 15 3046502 3046516 CACAGATCCGCAAGAACTCA CAAGAGAAGGAGATGGCAGC 238

Ad08A788 Aradu.A08 788 p2 (AT)10 20 3087347 3087366 AGTGTGGCCAAACACTGTGA GCATATGATGCATGCCTGTC 144

Ad08A791 Aradu.A08 791 c (AT)7ac(GT)7 30 3116955 3116984 TCCCTTTTTCAATCAAACCAA AGCTGGTCTTAGCACTGTGATG 234

Ad08A798 Aradu.A08 798 p2 (CT)6 12 3146871 3146882 GTTGAGTCCGTCACCACCTT GGCTCATATCGACGGTGACT 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A799 Aradu.A08 799 p6 (TTATTT)5 30 3151006 3151035 TCAGGCATATGGGAAACAAA GGAGGAATGAAAAGCTGCAC 224

Ad08A801 Aradu.A08 801 p3 (CAA)10 30 3155560 3155589 AGGAGGAACAACATGCCAAC AGAAGACCATCCGTGAGGTG 222

Ad08A802 Aradu.A08 802 p3 (TAA)7 21 3164203 3164223 TCGATAGTAGTGATAGCCGTCG TGTGGGAGAAATCTGAAGGG 262

Ad08A804 Aradu.A08 804 p2 (AT)9 18 3169188 3169205 GGCTTGATCAACAAGAAACCA AAAGAAGTGGAAGAACGCGA 259

Ad08A805 Aradu.A08 805 p2 (TG)24 48 3171653 3171700 CTCTGATTCCAACTTCCCCA AAAGGCCCTCAAGGATAGGA 267

Ad08A807 Aradu.A08 807 p2 (AT)6 12 3176381 3176392 CCTCAAACCCTGCAACAACT GGTCTCTCAGAATTCACGGC 240

Ad08A811 Aradu.A08 811 c (GAT)5gcactatgcatagatgtacactcttttctttatgtcatttatgaggga(GGAT)583 3184171 3184253 CTGACTGCGATGCTGTTCAT AAGGATAGCGGATGGTGTTG 239

Ad08A815 Aradu.A08 815 p2 (TC)24 48 3205198 3205245 CGATAATATATACTCGCGCATTG GTTGAGGAGGAGCTTGCATT 215

Ad08A820 Aradu.A08 820 p2 (TA)6 12 3227944 3227955 CCTTCTTGGCCCTCCTTATC TGTTCATGGAAATTGCTGGA 209

Ad08A821 Aradu.A08 821 p3 (AAT)8 24 3228511 3228534 TCAAATTCAAGCATACTTGTGGA GTGGGCCACTTGAATCTCAC 240

Ad08A824 Aradu.A08 824 p2 (AT)6 12 3232810 3232821 AGATTCTATTTAGACCCAAATTCATAA GCAAAAATATTTGTACAGGTAGTCAC 196

Ad08A826 Aradu.A08 826 p2 (GA)12 24 3234970 3234993 TGGTGCCAGGGTCTTAAAGT AACTGTAGGGGAATGGGTCC 278

Ad08A828 Aradu.A08 828 p2 (TA)6 12 3236622 3236633 CCTTGCCTTGTCTGATCTGG TTTGGTGAAATATGAATGCCA 214

Ad08A830 Aradu.A08 830 p2 (TA)6 12 3246349 3246360 CCCCACAAAAATAGAAGAGATGA CATGATACCACTCATTCCATAAGC 277

Ad08A835 Aradu.A08 835 p3 (TTG)6 18 3252239 3252256 AAATTTACCCAAGGGTGGAG CGATACGTCGCACTCATCAC 268

Ad08A836 Aradu.A08 836 p3 (TAT)17 51 3256009 3256059 TGTCCGATATCCTTCTTTCCC GATCGAAGCAAAAGCATGAA 266

Ad08A837 Aradu.A08 837 p2 (TC)6 12 3256276 3256287 CTGCTTCTGGATTCGAAAAA CATTCAACCCCTCTCCAAGA 240

Ad08A841 Aradu.A08 841 p2 (TA)6 12 3258841 3258852 CCCCCTTTCTATTTCAATTTGT TCAAATTCAGATTCATGTACCACA 259

Ad08A843 Aradu.A08 843 c (TAT)10(TGT)8 54 3262658 3262711 TGAGACAAACAAATGAAAAGGC ACCATTGATAGGATAGTAGACAGTAGC 216

Ad08A844 Aradu.A08 844 p3 (CTT)5 15 3273463 3273477 TTTTCAAATCACGCAATCCTT CGCGAATTTGGAAGAAGAAG 108

Ad08A852 Aradu.A08 852 p2 (GA)6 12 3292084 3292095 CATTCACACCACACACACGA TGGAGCTGCTCACCTTCATA 228

Ad08A856 Aradu.A08 856 p2 (TC)7 14 3309638 3309651 TGCAAATGGTAACTTGCTGC TCGAGGTCACATTCTTTCCC 163

Ad08A857 Aradu.A08 857 p2 (TC)9 18 3312343 3312360 ACTAGCTGCAATGCCCACTT ATCTGATGTGGCCTAATCGC 172

Ad08A858 Aradu.A08 858 c (A)10ttttatgccgtaaaagaaatgtgtacataaaaagtgatacagccaccatttctcattcttttatctt(A)1390 3313156 3313245 TGCACACCTTTCACTTTTGG TCATTTCCCTTTCTCGCTTT 218

Ad08A859 Aradu.A08 859 p6 (ATGTCT)5 30 3313526 3313555 AGCGAGAAAGGGAAATGAAA ATGGATATTAGGTGGCGCAT 265

Ad08A860 Aradu.A08 860 p4 (AATT)6 24 3313869 3313892 GAATTGTGCAAGCGACAAGA AGCCTTTTCTCCTTTCCTGG 278

Ad08A862 Aradu.A08 862 p2 (AC)9 18 3318298 3318315 AAGCAGATGCTGAACTTGGG GAACGGAATTGCACTGTTGA 263

Ad08A863 Aradu.A08 863 p2 (GA)11 22 3319253 3319274 AGGAGACCAAAAGAAGGGGA AAAGAATGTTGGGTGTTGGC 253

Ad08A866 Aradu.A08 866 p2 (AT)10 20 3339434 3339453 TCCTTGGCTTTAATTTTGCC CCGTCGGTAATTTCATTGGT 215

Ad08A867 Aradu.A08 867 p2 (TA)6 12 3347845 3347856 CACCAAGGACGGTGAAAACT GGGCTCAAAACTCACATGCT 250

Ad08A868 Aradu.A08 868 p3 (AAG)7 21 3351833 3351853 TCTCACATGACTCGGAGGTG CTTGGCCAAAACCAAACACT 218

Ad08A873 Aradu.A08 873 p3 (TTG)5 15 3380670 3380684 AGGAATTGAGGGGTGCTCTT TGACAACACAAGGTTGGCAT 238

Ad08A877 Aradu.A08 877 p2 (AG)6 12 3403456 3403467 ACAGCGCAAGTAGGCAAGAT TGCAGACAGAGAGAGGACGA 223

Ad08A882 Aradu.A08 882 c (A)10gagaactgttattgaggatctaaaaatcattagagtgattcttgaagcaagaaaaagcagtggatac(A)1087 3469134 3469220 TCCGAATGAATGCTTGAACA CACACTCTTGTTGCCTTGGA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A884 Aradu.A08 884 p3 (AAT)5 15 3491774 3491788 ATTGGTTCTCTAATATTTTTCAACG CATTCGACATATCCATTGTTCA 229

Ad08A885 Aradu.A08 885 p3 (CAC)6 18 3492303 3492320 CCGTTGAAGTCTCAGCTCCT GTGGGCTTGTGGATATTGCT 231

Ad08A893 Aradu.A08 893 p2 (AC)13 26 3545102 3545127 CCGGCATAAGAAAGCTATGG TCGAACTGTCCAATAAGGCA 180

Ad08A894 Aradu.A08 894 p3 (ATT)6 18 3546756 3546773 GAATTCGATCGACACTGCAA CCTCCATGAACTCGCCTAAC 274

Ad08A901 Aradu.A08 901 p3 (AAC)6 18 3577932 3577949 TCCCATCCAAGAGTTTCTGG ACATGACAGAGCACAATGGC 176

Ad08A903 Aradu.A08 903 c (TA)8(GA)8gg(GA)646 3587406 3587451 TGGAACACAAGCTCTGAACG CACCGACAAAAAGCTTCACA 270

Ad08A904 Aradu.A08 904 p2 (GA)6 12 3587645 3587656 TGAAGCTTTTTGTCGGTGTG GCTGCTGCTGAGTGTGAAAA 197

Ad08A906 Aradu.A08 906 p2 (TA)10 20 3592949 3592968 TGCAAGCTTTCATTTCGGTT AAGCACCAGCAAGTCATTCC 251

Ad08A911 Aradu.A08 911 p2 (AG)7 14 3610235 3610248 ACGCGGAACACATTATCTCC TAGCTCCTTCTCCCAACGAA 205

Ad08A913 Aradu.A08 913 p2 (AC)6 12 3613980 3613991 GGGTTGTAATGAGGCTGAGG GGGGACAAAAATACCCCAAT 251

Ad08A915 Aradu.A08 915 p3 (TTC)9 27 3639814 3639840 GGTAAGAGTTTCTGCTGCCG AAGAGTGGTTGAAGCGCAAT 267

Ad08A916 Aradu.A08 916 p2 (AT)6 12 3640126 3640137 GTTCCAGTTCTAACGCTGCC CCTTGTAGAGGGCTTTGCAG 211

Ad08A917 Aradu.A08 917 c (T)11ggagttgaatttctatggatttctatcttatttc(T)1156 3646808 3646863 TTGATTGCAACTTTGGTTGG TGCCATGTTTATTGGGATCA 235

Ad08A925 Aradu.A08 925 c (CA)12(TA)9 42 3697329 3697370 GAGAAGCAACATTTCTGGGC ATCTCGATGAGCGAGGAGAA 226

Ad08A927 Aradu.A08 927 p4 (AAAT)5 20 3699687 3699706 TCTCACGTTTCATAGTCCGGT CCTCGCTAAGCTACCTGTGG 161

Ad08A928 Aradu.A08 928 p2 (AT)11 22 3700790 3700811 CACTGAGCGGTTTTCCTTTT TTTGCATCCACATGTCTGCT 280

Ad08A931 Aradu.A08 931 p3 (ATA)6 18 3715589 3715606 CAGGAATCAAACGTGGACCT GATTGCCCAAAAATCGAAAC 183

Ad08A934 Aradu.A08 934 p3 (ATT)7 21 3735608 3735628 TTTTCACCCAACTCTCCACA CCACTGGAAATTAAAGCCGA 252

Ad08A935 Aradu.A08 935 p3 (TTA)5 15 3735908 3735922 TCGTTAATGGCCTCATCACA AGCAAGGTTGGTTCCAAATG 197

Ad08A938 Aradu.A08 938 p2 (AT)7 14 3747907 3747920 AACAGAGTCTTCCTAAAATTTTGATT TGAGACATTTGAGACACACATCA 266

Ad08A939 Aradu.A08 939 c (AAAAT)6ataa(AAAT)658 3754010 3754067 CGCTTCCTTATTCTGCAACC TGCAATGAATAAAACTATGCGAA 264

Ad08A940 Aradu.A08 940 p3 (TTA)7 21 3784588 3784608 GGGTCCCTCCTAAGAATCCA TTGGTGCTGTGCACTCTTTT 188

Ad08A941 Aradu.A08 941 p2 (CT)6 12 3785098 3785109 TGTGCAGTTTCAGCTTCTTCA TGCCTGCTAGCCCAATAGTT 222

Ad08A942 Aradu.A08 942 p2 (CT)6 12 3789494 3789505 TGTGCAGTTTCAGCTTCTTCA AGAAAGTTGGAGGCGAAACA 257

Ad08A943 Aradu.A08 943 p3 (CTC)7 21 3790134 3790154 CCAACATGAGAGATGGTGGA GGCCAAGAGAATGGATCAAA 271

Ad08A944 Aradu.A08 944 p3 (CTG)6 18 3790266 3790283 CCTCCTCCTCCTCCACTACC GGCCAAGAGAATGGATCAAA 212

Ad08A947 Aradu.A08 947 p3 (TTA)6 18 3797063 3797080 GAGAGGATGGGATGTAGCCA CTCGGTCAGGCGGATAATAA 247

Ad08A951 Aradu.A08 951 p4 (TATC)7 28 3820543 3820570 ATGACCATTTTGGTCCTCCA AGTGCTGATGTGGCATCATT 139

Ad08A952 Aradu.A08 952 p3 (TAT)5 15 3820723 3820737 TGATGCCACATCAGCACTTC GAATCAAATAATGTGGGATTTCAA 221

Ad08A956 Aradu.A08 956 c (TG)6(AG)12 36 3828837 3828872 GTAGTGGGGAATGGTGGTTG ACTCTTCCAAGTCCCACCCT 126

Ad08A957 Aradu.A08 957 p3 (AGA)6 18 3830590 3830607 AATTCAGAACACCTGCGTCC CCTCCTCCTCATCTTCCTCC 210

Ad08A958 Aradu.A08 958 p3 (AAG)5 15 3830731 3830745 GGAGGAAGATGAGGAGGAGG TCCGACACCAACAAAAATCA 161

Ad08A959 Aradu.A08 959 p4 (TTTA)7 28 3831821 3831848 GGGAGAATTGCTATTGTGCTTC GCTTAAGCGAATAAGGGCCA 237

Ad08A960 Aradu.A08 960 c (AT)7(AG)6ggggagggagggaggggg(GA)656 3832018 3832073 TGTTCATTTCTGTTAAAGCCCA TCTCCTGTTGTTCACACATCAA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A961 Aradu.A08 961 p2 (AG)21 42 3835137 3835178 AGAGACGAAGGAAAGGGGAG AACAGAGAAAAGAGCCAGCG 114

Ad08A962 Aradu.A08 962 p2 (AG)6 12 3837144 3837155 GTGCAGTAGCGACAGAAACG ATCCGTCCCTGCCTAAAAGT 214

Ad08A964 Aradu.A08 964 p2 (AT)6 12 3841148 3841159 ATCCGCCATCATTGACATTA ATTTGTGTTGCGGTTTGTCA 234

Ad08A965 Aradu.A08 965 p3 (TAT)5 15 3843920 3843934 TTTGAGAGAGTTGGGTTGGG TTCCCTCAAAAGCAAAATGG 190

Ad08A966 Aradu.A08 966 p2 (CT)9 18 3847924 3847941 TGACTTTTGGCTTCTTGCCT TTTGTGTTCAACCACATCAGAG 208

Ad08A970 Aradu.A08 970 p2 (TA)6 12 3851210 3851221 TTGACCTGAGGGCCTATTTG TTCAATGATAATGATGTGTAGATGG 262

Ad08A971 Aradu.A08 971 p3 (TTA)5 15 3853055 3853069 CCAAAACCACCCTCACCTAA CCGGAAGGCGAGTAATAACA 277

Ad08A972 Aradu.A08 972 p2 (TA)6 12 3853196 3853207 CGTTCTGATCCAAGAAGGGT TATTCACGCTGTTTGCTTGG 108

Ad08A974 Aradu.A08 974 p2 (TA)7 14 3862449 3862462 CGTTGGGGACAAAAACGATA AGTCAAAGTTTATATCCTTGAGGTTT 163

Ad08A975 Aradu.A08 975 p2 (AT)9 18 3862808 3862825 TTTTGTGACATGACATTACATAATCAG AAAAATTGTATTTGCCCCACA 258

Ad08A976 Aradu.A08 976 p3 (GAG)5 15 3864517 3864531 GGTGTGGATGCCTCAACTTT TTTTTGGGCATCTTTCTGGT 213

Ad08A979 Aradu.A08 979 p2 (AC)8 16 3871665 3871680 AGTACGCAAGCGTAACCTGG TGAGGCTAAGGTTGACCCTG 273

Ad08A981 Aradu.A08 981 p4 (AAAT)5 20 3872449 3872468 GGGCAAACTCACATGCTTCT TAAGGAAGACGGGGATCAGA 153

Ad08A983 Aradu.A08 983 p2 (TC)6 12 3875711 3875722 AATCCCTATTCTGCGGTGTG AGGGAAAACATCGGAGGAGT 201

Ad08A992 Aradu.A08 992 p3 (GGT)5 15 3890803 3890817 TCGTCGTCAGTTCGTCACTC CAACCACCAGATTCACCAAA 247

Ad08A993 Aradu.A08 993 p3 (GTT)6 18 3890937 3890954 ATGAAGCAACATCTGCTCCC TTTGCTCAGGTTCACCAAAA 216

Ad08A994 Aradu.A08 994 c (T)10caattagatccctcttgatagtaattggtttaattgtatagagactaaact(A)1374 3892304 3892377 TGCTGTAATCAAATTGGCGT TTTTTATTTGAGTCCTGCATCA 280

Ad08A1003 Aradu.A08 1003 c (CTT)5cgtcatcgtttcagatacctcgcccattgtttcctcctcttttctcgctccctaaacaaacacctactaatttctctttattttcttttttta(CT)10128 3930483 3930610 TGAAGATCCAAAAGGGATGG GAGTGGCACGCATACATCAC 253

Ad08A1006 Aradu.A08 1006 p2 (TA)9 18 3946375 3946392 ATTTTCTCCCCTCTCCTTGC CCATGACAGGAAGCTCATCA 279

Ad08A1007 Aradu.A08 1007 p2 (TA)7 14 3954892 3954905 TTTCGCAGACTGTGACTGGT TAAACGTGTAGGCACGGACA 148

Ad08A1008 Aradu.A08 1008 c (GT)12(AT)7 38 3959941 3959978 GGAAGGGAAGAACTCTTGGG CTAGACTCGTCCTGCGAAGC 237

Ad08A1009 Aradu.A08 1009 p2 (CT)6 12 3991171 3991182 GTGGAGCTCTGCTGTTCCTC GGTGGGGTTTTTAGGGAAGA 279

Ad08A1013 Aradu.A08 1013 p2 (TA)6 12 4007876 4007887 TCCTTTCTCATGAACGGCTT TAGACCCCCATCTTGGTTTG 247

Ad08A1015 Aradu.A08 1015 p2 (AT)8 16 4010380 4010395 CTGCTGGCCAGATTTGATTT TCGAGCATGATTCTTCCATTT 278

Ad08A1017 Aradu.A08 1017 p2 (AT)6 12 4012567 4012578 GGCATCCCTTGTGTGATTCT GCAAACACAGCCCCAGTAAT 183

Ad08A1021 Aradu.A08 1021 p2 (CA)6 12 4017612 4017623 CGGGCTAAAAATGCTAATGG GAGAGCTTTGCGTAGCCACT 232

Ad08A1022 Aradu.A08 1022 p2 (TA)8 16 4024927 4024942 GGATATGGGCGCAGAAGTTA TTAAACCACCGAACCACTCC 260

Ad08A1023 Aradu.A08 1023 c (AAG)5aggaagaggaagaaaaacgtgcagc(AAG)5gtgcagtgaaatgtgcagtaacggttgaagaagaagaaagagaagacaagaaatgaaagaa(AAG)5131 4037336 4037466 GAAGGAGAAAGAGAAGGCAAGA TCCTTCTTCAACCGTTACTGC 242

Ad08A1024 Aradu.A08 1024 p3 (AAG)6 18 4037572 4037589 GAAGGTGCAGTGAAATGTGC GCTGCACGTTCTTCTTCCTC 228

Ad08A1025 Aradu.A08 1025 p3 (GTG)5 15 4038948 4038962 TCATAACCCAATCTGCACCA TGAATCGGTTGAGGTCCAAT 117

Ad08A1032 Aradu.A08 1032 c (T)11aaaaaatctccctaaagaaaaggaaagaaaaaagaaattgtgtc(TAT)570 4065004 4065073 GGAACAGAAGAGAGAGAGATGTGC GCAGCAATAATAATGGCCTACA 211

Ad08A1036 Aradu.A08 1036 p3 (TCT)9 27 4102180 4102206 CCCATAAACCCCACCTACCT CGTCCTCGAGCAAAAAGAAA 241

Ad08A1040 Aradu.A08 1040 c (ATC)5attatttac(TAT)745 4140361 4140405 ATACTTGCGGAGGTGGAGAA CACAAAAGCGAAGAACCACA 230

Ad08A1041 Aradu.A08 1041 p3 (CAT)5 15 4143234 4143248 CTCCCTTCGAACCTGTGAAT ACAAACTGCTGAGGTGACCA 239
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Ad08A1042 Aradu.A08 1042 p2 (TC)12 24 4144569 4144592 AAAACACGAGTGGAGCCAAC AGTCATCAACTCAGCCAGCC 194

Ad08A1044 Aradu.A08 1044 p4 (ATCT)5 20 4162528 4162547 TTGGTTCAAGGTTTTGGTCA CCACAGAATCAAGCATTGGA 253

Ad08A1046 Aradu.A08 1046 p2 (AG)8 16 4166968 4166983 GGAAGTAGGTGAGGGAAGGG GTGGCGTGACTTCTCACTCA 154

Ad08A1052 Aradu.A08 1052 p3 (ATT)6 18 4188945 4188962 GGATGGTGGAATGGAAAATG TCTTTTCCCCTCGTTCTTTG 206

Ad08A1053 Aradu.A08 1053 p3 (CAC)5 15 4192360 4192374 AACACACCAAACCGAAGGAC GTTCGCACTGTTCAACGAGA 199

Ad08A1058 Aradu.A08 1058 p3 (AAT)5 15 4203287 4203301 TGTGCGAACTTGCACTATCC TGATGAAAATTCCACCACTCA 240

Ad08A1060 Aradu.A08 1060 c (C)10tttaaccccaacatac(GAA)541 4207252 4207292 CACCATTGCACGAAACAAAG TCAGCCTTTCTTTGCCATTC 149

Ad08A1062 Aradu.A08 1062 p2 (TG)7 14 4211713 4211726 TGGTCCCAATAGCAAATTCA TAGCAGAAACCCAAAGTGGC 189

Ad08A1063 Aradu.A08 1063 p2 (TA)6 12 4212016 4212027 CTGGCTCTCATTCATCCCAT CTTGCGCCATTTCCATTATT 170

Ad08A1069 Aradu.A08 1069 p2 (AG)13 26 4234723 4234748 CTCTTTCGCAAATCGGTCTC AAAAGGAAGCTCCCAACCAT 166

Ad08A1070 Aradu.A08 1070 p3 (TAA)5 15 4246952 4246966 TTTTGCCCCCACAAAATAAA AAAAAGAGAGTTGAATGGAACAAGA 280

Ad08A1071 Aradu.A08 1071 c (TTA)7ttcctcctcatcagaattactccactcctccatggttcttcacctaattcaattcaatcatt(A)1497 4248950 4249046 AAAAACACTTCCCCCTGCTT TTCCTCTTCTCTTACCGCCA 222

Ad08A1076 Aradu.A08 1076 p6 (CTCTCC)5 30 4259623 4259652 TATACGGGCCTTTTAATGCG TGGGTGTATTTCTGAAGTTCCA 184

Ad08A1077 Aradu.A08 1077 p3 (AAG)5 15 4260060 4260074 TCCTCTTCATCTTTTGCTGCT GCTGCACGTTCTTCTTCCTC 236

Ad08A1079 Aradu.A08 1079 p3 (ATT)6 18 4267835 4267852 AAAATTCTAAAATCGATCTTTTTGTC CACAAAGGCCACAACTGATG 210

Ad08A1081 Aradu.A08 1081 p2 (AG)7 14 4270522 4270535 TGAGAAGCACACACAGGAGC GTTGATTTTGTTGCACACGG 185

Ad08A1082 Aradu.A08 1082 p3 (TAA)8 24 4276702 4276725 CGGCCAAGTAAATGATTCTC TGATGGAAAAGTATAACACCCTCA 280

Ad08A1083 Aradu.A08 1083 p2 (AT)6 12 4282994 4283005 AGGTTTGGATGTGTAGCCCA TGTCGTCATCAAAAAGTCACG 247

Ad08A1086 Aradu.A08 1086 p2 (AT)6 12 4284515 4284526 AATACGCATGGTCCGACTTC TGTCGGGGAGGTAGAAATTG 241

Ad08A1087 Aradu.A08 1087 p2 (AT)8 16 4286132 4286147 GATCAACCCGCTTGAATTTG TCATGCCGTCCATTTGTTTA 163

Ad08A1089 Aradu.A08 1089 p3 (AAT)5 15 4288894 4288908 ACTTGGGGTGGTTGTAGCAG AGATGTCCGGACTGAAGTGG 241

Ad08A1090 Aradu.A08 1090 c (CT)6t(CAC)6 31 4289253 4289283 CCCACCTCCTTCTCCATCTT GCGGGAGTGTTGATTTTGTT 200

Ad08A1091 Aradu.A08 1091 p2 (AG)22 44 4290393 4290436 ATCTTGGATCTTGGTGACGG CCTTTTCACACCACCCTCAT 247

Ad08A1092 Aradu.A08 1092 p2 (TG)13 26 4291272 4291297 CAGCGCTGAACTCTTCTCCT TCGAAGAGTGCATGTTGACC 249

Ad08A1093 Aradu.A08 1093 c (TG)6agacacccaaatatagttaggttgcatgag(GT)6gcgcgtgcgtgcgcgtgtagtgtgtgcgtgcgcgcatgtgcgtgtgtgtgtgcac(GT)10129 4291463 4291591 CCGTCACCACCCAAATATAG CACACCTCATGCAACCTAACT 279

Ad08A1098 Aradu.A08 1098 p2 (GA)11 22 4304926 4304947 TAATCAAACGCAGTGTCCCA TGGTGACTACCCTTGACGTG 246

Ad08A1104 Aradu.A08 1104 p2 (TA)11 22 4317502 4317523 CGTGAAGCATTCTCAAACGA TATTGAACCTTGCTTTGGGG 150

Ad08A1106 Aradu.A08 1106 p2 (TG)10 20 4320432 4320451 GTTTCACGTGACCACAAACG CAAAGTTGGGCCAAACAAAC 243

Ad08A1107 Aradu.A08 1107 p2 (AC)28 56 4325778 4325833 GCACAAAGCATTCTCACACG CTAGTCGGCCCAAGCTCTAC 162

Ad08A1108 Aradu.A08 1108 p2 (TG)6 12 4326464 4326475 GGCAAAGGAAGCAAACACAT CCCAAAGTTAGGCCATACGA 178

Ad08A1109 Aradu.A08 1109 p3 (GAT)7 21 4326947 4326967 TTTTTGGGGAAGGTGAAATA TACCACCCCCAACTGGAATA 141

Ad08A1111 Aradu.A08 1111 p2 (TA)7 14 4331851 4331864 ATCATGCATCAACATCCCAA TGATTGCCTTGGACAATACG 266

Ad08A1112 Aradu.A08 1112 p4 (TTTA)10 40 4335241 4335280 TTCACTTTGGGGCATTTTGT GCTAGCATTCAAGAGTGGGC 242

Ad08A1115 Aradu.A08 1115 p4 (TATT)6 24 4357732 4357755 AAGACGTTGGCATAATTGGC GAAAAAGGTTGAAGGGATTACAGA 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A1119 Aradu.A08 1119 p3 (AGT)6 18 4373218 4373235 CCCATCTTTGCCACTTCTGT TGGCTTCCAAGGTCTTCAAT 221

Ad08A1120 Aradu.A08 1120 c (CAT)6ctatgtatcacacagtaaccattaaccatgcacctcatac(AT)670 4373371 4373440 GCAAACCTTGAGCGTTTCTC CCTCCTCCTTCAGTTCCCTC 181

Ad08A1125 Aradu.A08 1125 c (ACT)8cttctaactcgatcatcggtatatagcaattcccaacaaactttacttgaaagcaaccgcacccgatgc(AT)7107 4382030 4382136 GCTCTCCTACTGCACCGAAA TGGTGAAGAATGAAGAAAGGG 259

Ad08A1129 Aradu.A08 1129 p6 (TCTGGT)5 30 4405933 4405962 TTCACTAAGAGTGCCATGCG GCTTCCCCAATTCAGGTACA 265

Ad08A1130 Aradu.A08 1130 c (A)10gaaaagaaagaaaagaccgagaacaacaaatcagaactacaccttagcaat(A)1273 4407304 4407376 ATACAAACCACAGCGAAGCC GGCTCTCTCAACAAGCATCC 228

Ad08A1131 Aradu.A08 1131 p2 (CT)8 16 4407994 4408009 CCCGACATGCTTTTCACTTT GGGGGTAAGGGAAGTGTTGT 229

Ad08A1134 Aradu.A08 1134 p3 (TTC)5 15 4420385 4420399 ATCGTGGGGTTTAGCCTTCT ATGCATTCCTTGGTGGAGAG 226

Ad08A1140 Aradu.A08 1140 p2 (TA)7 14 4445058 4445071 CCAGAACAACCAGCTCCTTC CAACATTCACCGTGTTCAGC 153

Ad08A1141 Aradu.A08 1141 p3 (TCT)5 15 4449162 4449176 TCACAAGGAATGCGTAACCA CAAGATTTGGCCCGAAGTTA 264

Ad08A1142 Aradu.A08 1142 p2 (TC)8 16 4451043 4451058 TCTCTAACGGCAACAAAGGG ACAAACACTTTGGGACAGGG 161

Ad08A1146 Aradu.A08 1146 p2 (AG)8 16 4461685 4461700 CACTCAAACACACTCCCCCT CGACGACATGACGGTAATTG 271

Ad08A1147 Aradu.A08 1147 p2 (AT)7 14 4474294 4474307 TCCTCAAAATATTATACATTAGTCCCA AAACCAAAATTAATTAGGTGCAAAA 186

Ad08A1148 Aradu.A08 1148 p2 (TA)6 12 4479892 4479903 AAATGCTGGTACATGGCTCC TCATACACACACAGCCCGAT 274

Ad08A1149 Aradu.A08 1149 p2 (AT)6 12 4481451 4481462 TCATCCATGACACGATGAGAG TCATGTTAGCATAGGTGTATTGTGG 279

Ad08A1150 Aradu.A08 1150 p2 (AT)6 12 4486806 4486817 TACGAAGGGATTTCTGTCGG AAAGCGAGAGGGGTGAGAAT 246

Ad08A1154 Aradu.A08 1154 c (T)10ctaaaggaatt(A)1031 4502686 4502716 CGAGTTGGCTGAAAGGAAAG CAGTCTTTGCCCTTGAAATTG 221

Ad08A1155 Aradu.A08 1155 p3 (ATG)7 21 4505274 4505294 AACATCTCCAAATCGGTCCA CTTCTAGCCCTTTTGTTCGC 222

Ad08A1156 Aradu.A08 1156 c (GT)29(GA)22 102 4507083 4507184 TGAACCAGAGAGAATGTGAAGG AACTTAAGCAAGTCCCTCCTG 217

Ad08A1157 Aradu.A08 1157 p3 (TTG)9 27 4507663 4507689 AAGGCGCAATAGCATTGTTT TGTGCCTGAATGTATGAATATTGTC 268

Ad08A1159 Aradu.A08 1159 p3 (CTT)5 15 4513083 4513097 GGAGAGAAAAAGCGAAGAGGA TCTCCCTCCCTCTCATCTCA 260

Ad08A1160 Aradu.A08 1160 p5 (ATGAG)5 25 4513218 4513242 TGTTCAGGAATTGTAGCTCCTC TTCTTTTCCTCCCCATAGCA 244

Ad08A1161 Aradu.A08 1161 p3 (AAG)6 18 4517856 4517873 AAGGGTTTTTGTGGTGGTTG ACTTCCCCACGGCTAGAAAT 241

Ad08A1162 Aradu.A08 1162 c (TTG)7ttaactttgtagagaaaaggggcattacagtggcaatgttgcactccttgcggcaacgttggtaaaggctagatgtctagga(T)10gtttgaggggagtgcaaggttatgaattctaaagaaaataaaaggaggaaaaggctgagtcgcggggagaataagaaaggaatctgattgcttttg(T)10219 4547289 4547507 AGTAGCCGACCCCACCTAGT TCATGAAATGTTGCTGTTTTATGTT 280

Ad08A1163 Aradu.A08 1163 p3 (CAT)5 15 4548606 4548620 AATCTCGCGACAAGAGATGC TCGTTGTCCTGTGGTCAGTC 214

Ad08A1164 Aradu.A08 1164 p2 (GA)7 14 4558752 4558765 GGTGGAGTAACGGGTGAAGA CCCACCACCCCTCTAAAAAT 251

Ad08A1165 Aradu.A08 1165 p2 (AG)6 12 4568729 4568740 GGGAAGCTTAAAACAAAGAAACA AGCGATTTTTGAAGCCCTTT 240

Ad08A1166 Aradu.A08 1166 p4 (TTTA)5 20 4593596 4593615 GGTTAGGTTGGTGAAGGCTG ACTTTCACATCGCATACGGA 154

Ad08A1168 Aradu.A08 1168 p3 (TTC)5 15 4600931 4600945 GCTCTGCTGCAATTTGATGA CAAGGTTCCGAAGAGATCCA 154

Ad08A1169 Aradu.A08 1169 p3 (TCT)6 18 4607348 4607365 CCCATCACCTCTTCACCACT CTGGCCTTAGGTGCCATAAA 214

Ad08A1170 Aradu.A08 1170 p2 (GT)6 12 4623909 4623920 GGCTCCCTCACTTTCTTTCC ATGACGTGCTAAAATTCGGG 184

Ad08A1171 Aradu.A08 1171 c (T)12g(A)10 23 4632432 4632454 GCTCACACCTTTTAGCCGAG TCGAGGCATCATTCAAACAA 205

Ad08A1174 Aradu.A08 1174 p2 (TA)6 12 4646825 4646836 TGTTTTGCCGCTTTTGTTTT GAAGGGAACTCCCATCAAGC 280

Ad08A1177 Aradu.A08 1177 c (A)11gatcaattatacagttttcaatctttttttcaagattctac(A)1062 4652871 4652932 AAAAAGACATCGCCCAAAAA TGGAAAAGCTAAAGGCAAATG 127

Ad08A1180 Aradu.A08 1180 p3 (TTG)5 15 4659342 4659356 GGACAAGAGGTGAAAGGCAG TGTTCCAAACCCCACCTAAC 280
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Ad08A1181 Aradu.A08 1181 p6 (GAGACT)5 30 4659478 4659507 TTAGGTGGGGTTTGGAACAG AAGTGGGGACACAGGGAACT 268

Ad08A1182 Aradu.A08 1182 p3 (AAC)5 15 4660820 4660834 CATGCATAAATGCTAAGCTGC ATCAGCCTTTTTATTGCCCA 248

Ad08A1184 Aradu.A08 1184 p2 (AG)6 12 4681441 4681452 AGGTAGGTGGGATTTTTGGG CGTTTAACGCCAGGATTAGC 216

Ad08A1192 Aradu.A08 1192 p2 (TA)6 12 4739939 4739950 CGAGTTGAGGCTAGCTCCTT CGCCCTAATTACCCTAAGCC 278

Ad08A1195 Aradu.A08 1195 c (A)10gatattctaaactaaacaaaatattaattaattgattattg(A)1061 4756364 4756424 TTTTTGTCCAAACAAACCCTT GGGTTAAACAATAACATAAAACCAAA 271

Ad08A1198 Aradu.A08 1198 p2 (CT)9 18 4770539 4770556 AAAACCGGTCATTTGGTCAG GCAACAGAGGCCTTGAAGAG 259

Ad08A1202 Aradu.A08 1202 p2 (TA)8 16 4799434 4799449 TTCTCCACCACAAACCTGAA GCACCATCATCACTACCACG 194

Ad08A1203 Aradu.A08 1203 c (GAG)7gaagagcgggtaggtcttggaaccacttttcattttttctac(A)1275 4801185 4801259 CAAGAAGGGAGGAATAGGTGG GGACGGACTCCAAACCATAA 243

Ad08A1205 Aradu.A08 1205 p4 (AATA)6 24 4808520 4808543 CTGCCACGAGAGAACACAAA TGCAATCGTCTATTCTTGCTG 216

Ad08A1209 Aradu.A08 1209 p4 (TTCT)11 44 4837048 4837091 CAGCTCAGAGAAGCGTCCTT ACACACAACACAGTAGCCGC 234

Ad08A1210 Aradu.A08 1210 p3 (CTC)8 24 4842767 4842790 GACTGGTGGTACCAGGGAGA CTGGCTCAAAAAGAAGTCGG 140

Ad08A1211 Aradu.A08 1211 c (T)10ctgaaataaaataaaaaattttattatttatccaaattttatttttttaattttaattcttcaaatacaa(T)1090 4849883 4849972 TGTCGCCCCTCTTTAATTGT AAGTGGAATTTGCCGAGGTA 279

Ad08A1221 Aradu.A08 1221 p3 (TTC)7 21 4878164 4878184 GAGTGCCATGATGGAGTGTG TCCTTGTGGTTGATCGCATA 228

Ad08A1222 Aradu.A08 1222 p3 (TGG)5 15 4879293 4879307 CCAACCTTGAAGATGTGGCT AGGTTGAATTGTCCCAACCA 259

Ad08A1231 Aradu.A08 1231 p3 (ATA)17 51 4912255 4912305 CCCACAAGTCTATAAAAAGGGG CGCCCAAACATGCACTTAG 277

Ad08A1237 Aradu.A08 1237 p2 (AG)6 12 4923038 4923049 GCACGACAGATGAGTTTTGCT TCTCTCTGCGGCACATCTTA 279

Ad08A1238 Aradu.A08 1238 p2 (GC)6 12 4923458 4923469 GAAACAAGAATCGGGAATGC GCGCGTCTATTGGCTATTTC 133

Ad08A1240 Aradu.A08 1240 p2 (AT)8 16 4930341 4930356 TTTCATTTGGTGCAAACATCA CCGCGTTTTATACGTGTGTG 206

Ad08A1242 Aradu.A08 1242 p2 (TC)7 14 4934139 4934152 TGCTTCCCTTTGAATGGCTA AGGCGTCAAATCCTTTGTTG 279

Ad08A1244 Aradu.A08 1244 p3 (TTA)11 33 4939840 4939872 GAAGCTTTGGAGTGCTGGTC ATCCAAACGCCATCATCAA 151

Ad08A1245 Aradu.A08 1245 p3 (TTC)6 18 4944133 4944150 TTCATACAACGGAAACCGCT TCCAAATCGCAGTCATTCAA 233

Ad08A1246 Aradu.A08 1246 p2 (AG)10 20 4955682 4955701 CCCTAACCCCTTTTACCCAA GAGCTGAAGGAAGCTGAACG 257

Ad08A1250 Aradu.A08 1250 p2 (TC)6 12 4975560 4975571 TCCGTTGATGTTACATAAGCAAT TTTCGTGCTGATAACGTGTTG 215

Ad08A1251 Aradu.A08 1251 p2 (TC)6 12 4980882 4980893 TCCGTTGATGTTACATAAGCAAT AAAAGGTGATACATATATCCAAGAAAA 277

Ad08A1255 Aradu.A08 1255 p3 (TCT)6 18 4992797 4992814 TTGGTCGAAACCCTCACTTC TGGTCTTGATGGGCTTTTTC 251

Ad08A1258 Aradu.A08 1258 p3 (TTC)6 18 5017399 5017416 CCCTTAGCCGAACCTACCTC GCTTTTGTCTTCCCTTTCCC 199

Ad08A1259 Aradu.A08 1259 p2 (CT)8 16 5025982 5025997 CTTCTTCTCCTTTCCCCACC TATGCGAGCCACAACTGAAG 220

Ad08A1261 Aradu.A08 1261 p2 (AT)6 12 5032866 5032877 GCCTGTTAAGCCAGTCAACC ATCCAGACTTCGATCGGGTA 143

Ad08A1262 Aradu.A08 1262 p3 (ATT)8 24 5034107 5034130 TGTAGAGATGTAGATCGTCCTGAA CGAACGGTCCGATTTGTACT 277

Ad08A1263 Aradu.A08 1263 p2 (AG)16 32 5058702 5058733 TGGCAGAGATGAAGATGTCG TCTGTCTTTCACCCCTGGTC 232

Ad08A1266 Aradu.A08 1266 c (TTA)5(TTG)12 51 5095326 5095376 TCCTTGGCAGAGTTAATTTCTTTC TGGCCTCTATTTGTGTAAGGC 279

Ad08A1267 Aradu.A08 1267 p2 (CT)6 12 5099442 5099453 TTATGCATCACGGTCCACAT AAGGGTTATGCACGTGTGTG 101

Ad08A1268 Aradu.A08 1268 p2 (AT)7 14 5102968 5102981 GGCAACTCAAACAAACATGC CAGCGCGTGACTTCATTAAA 239

Ad08A1269 Aradu.A08 1269 p3 (ATT)18 54 5117168 5117221 TTTCTTCCTTTGTAAAAGCATATCA TCCATCATAGCTTCATGTCTCAA 256
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Ad08A1271 Aradu.A08 1271 p2 (TC)7 14 5118082 5118095 TTCGAAGAATAGCCACCACC AAGCAGATAAGCGGTGAGGA 225

Ad08A1275 Aradu.A08 1275 p2 (TA)6 12 5135289 5135300 TTAGATGCACGAAAGCCTCA TTTATCAAGCACATGGCGAG 112

Ad08A1276 Aradu.A08 1276 p2 (TA)7 14 5141069 5141082 CCATCATTGATCAAATAGCCAA GGATCTCACCAGAAGTGGGA 276

Ad08A1278 Aradu.A08 1278 p3 (GTG)5 15 5150417 5150431 AGGAGGTGTTGCAGCTAGGA TCCCCACTAACCACTCCATC 153

Ad08A1280 Aradu.A08 1280 p3 (CAT)5 15 5152470 5152484 CGAGACCAACAATTTCTTCCA CTATCGCCATGGTTGGACTC 276

Ad08A1285 Aradu.A08 1285 p3 (GGA)5 15 5168534 5168548 TCAAAACGGAGACACCCTTC ATCTTTTCTGCAACACCGCT 271

Ad08A1286 Aradu.A08 1286 p3 (AGA)17 51 5173443 5173493 CCCATGACTCGGAGGTAGAA TCACACAATGCAACCCTCTC 275

Ad08A1292 Aradu.A08 1292 p2 (GT)8 16 5218084 5218099 CAGGAAGGTCATGAGGAAGC CCCTCTGTTAGGCCAGTCAA 266

Ad08A1294 Aradu.A08 1294 p2 (TC)6 12 5222615 5222626 CTTTCTAAAGTCCCCGTCCC AAAAGGCTTAAATGCGGAGG 107

Ad08A1295 Aradu.A08 1295 p2 (TC)21 42 5223794 5223835 ATTTTGGCCTTGAACACTGG TTGGTTTGCATGAAGATGACA 242

Ad08A1296 Aradu.A08 1296 p2 (AG)8 16 5225927 5225942 TGGGATTGGGAACTGAGAAG ACAAGGCAGGGATTTTAGCC 256

Ad08A1298 Aradu.A08 1298 p3 (GGT)5 15 5234559 5234573 GTAATGGGGATAGGAGGGGA ACAACCACCACCCACAACTT 151

Ad08A1300 Aradu.A08 1300 p3 (AGA)5 15 5253959 5253973 TCTCTTTCTTTTGGGAGCCA AAATCGGTCTGGTGTCATCTT 114

Ad08A1301 Aradu.A08 1301 p3 (TAT)8 24 5259456 5259479 CCATAACAATTCCAGAAGGTTAAAA TGCATTTGGATAATGTGCTAGG 252

Ad08A1302 Aradu.A08 1302 p2 (AG)22 44 5264138 5264181 ATGAAAGGCAACCCAGAACA TCATGAAGGGAAAAGGACAAA 183

Ad08A1303 Aradu.A08 1303 p2 (GA)7 14 5265037 5265050 TGACGAACAAGAAAATGGTGA TTTCCCAGAAAGCCAATTCTT 225

Ad08A1313 Aradu.A08 1313 p2 (AT)7 14 5288238 5288251 ATCGTGGAAGTGATGGGTGT AATGGAAAGAACCATCTGCAA 267

Ad08A1314 Aradu.A08 1314 c (A)10ttcaggggaaaatcagaattcgttttacactaaaaagtttaaagtaaaaaattttagaaaagtaaactaaaattt(TA)697 5292428 5292524 TGTAGGTGCAGTGGTTTTCG CATAAAGGAGGAGACAATGGC 216

Ad08A1315 Aradu.A08 1315 p6 (TGATTA)5 30 5294608 5294637 TGAAGGAGATTGAAGGGGG CCGGAACAAGCAGAATCACT 275

Ad08A1316 Aradu.A08 1316 c (AC)6atacatatccaaaatccaaatgtacataaacaaaatcctatttctccataaacctctaagaggatcaaagagaatatgttatgcggagagaaagctaag(TA)8127 5295922 5296048 AACAAGCTCCTAACTCAGCCC TAGGCATCTGGGCTCCTAAA 233

Ad08A1318 Aradu.A08 1318 p3 (TCT)5 15 5312024 5312038 TCTTCTTTCTCCGTGCTTCC GAGAAAGAGAAGGCAAGAAACG 217

Ad08A1319 Aradu.A08 1319 p3 (CTT)7 21 5312188 5312208 CAAGGTACGTTTCTTGCCTTC TTCTTCAAAAACGATTTCAGAGC 178

Ad08A1323 Aradu.A08 1323 p2 (TA)6 12 5329990 5330001 AACACTCACATCAACCCACG CACTGCGTCATTCTCCAAAA 255

Ad08A1325 Aradu.A08 1325 c (TC)18ga(TG)9 56 5332321 5332376 CTGGTGAACCGTCGAAAAAT GGAAGTGACGCTACCAGAGG 263

Ad08A1326 Aradu.A08 1326 p2 (AT)11 22 5335274 5335295 CGGGTATATCCGCATAATTGA CATCCGCGTATTCGATCC 275

Ad08A1328 Aradu.A08 1328 p3 (TAA)6 18 5345967 5345984 GGTTTCAATACGTGGCTGTG GGATCTGGTGGTGCATACAA 250

Ad08A1329 Aradu.A08 1329 p2 (TA)8 16 5346533 5346548 CAACGCGAAGCAAGTTTACA TGCACCAATATTCTCGGATG 264

Ad08A1331 Aradu.A08 1331 p3 (ACT)6 18 5351513 5351530 CCTACTACAGGTGGCAGGGA TGGTCAATTCGTGAATGATG 242

Ad08A1332 Aradu.A08 1332 p2 (CT)8 16 5353241 5353256 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 224

Ad08A1336 Aradu.A08 1336 p3 (CTC)5 15 5358795 5358809 ACACGCCATTGTTTCCAAGT CGAGCTCCTTGCTTGAGACT 239

Ad08A1339 Aradu.A08 1339 p3 (AGA)7 21 5368496 5368516 ACTCGGAGGTGGAAGCTTTT CTCTTTCCCACCCAATCTCA 235

Ad08A1340 Aradu.A08 1340 p4 (TAAA)5 20 5371726 5371745 ATCCAAACACAAGGGTGAGG CAAAAATCATTAACCCCTTTTCA 138

Ad08A1342 Aradu.A08 1342 p2 (CT)19 38 5382573 5382610 ATTGAGGGGAAGCAGAAGGT GTAGCCGCATGCTAAAAGGA 186

Ad08A1343 Aradu.A08 1343 p3 (AAT)7 21 5386187 5386207 TCGAACTTCCACTTTCACCA AGCCCTGAATTGACCATGAC 262
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Ad08A1344 Aradu.A08 1344 p2 (TA)8 16 5388941 5388956 GCAAATCCTCCAAATCCTGA TGCTGCTCTGGAGAATTCAA 244

Ad08A1345 Aradu.A08 1345 c (A)11gccaaaaaagaggg(A)1035 5393155 5393189 TTGTGGGAAAAATGCAAGGT GGAGAAATGTTCCAAAATCGAA 241

Ad08A1347 Aradu.A08 1347 c (T)10cacttgtcaccgtttcttcgcagtcacaagcgcttcgaacccgcgccccattcggatttcggtttgcagacacatccaaatgtacg(TCT)6114 5397183 5397296 CCTCTCAGCCTCTCCAATTC TGCAGTGAAATTAGTGGGAGAA 268

Ad08A1351 Aradu.A08 1351 p2 (AT)12 24 5407765 5407788 CCGTGGCTAATGTTAGTGGG TTCAGGATATTTGCTTTTCAACA 225

Ad08A1353 Aradu.A08 1353 p2 (AT)15 30 5411184 5411213 GCCACGAACAAATAAAACCG CCCAGGCCTCACGTCTAATA 204

Ad08A1355 Aradu.A08 1355 p3 (GAG)5 15 5412485 5412499 TCAGTTCATTGGCCCTTTTC TGAACCCCGAATACCCAATA 224

Ad08A1357 Aradu.A08 1357 p3 (AGT)9 27 5432979 5433005 CCACTTCATTAGCTGGGCTC GTGGGGTTAATGGATCATCG 253

Ad08A1360 Aradu.A08 1360 p3 (TGA)5 15 5437580 5437594 TCAGGGAAAGTAACGATAAGAAATG CCATAAAGCAGAAACGCCTC 147

Ad08A1361 Aradu.A08 1361 c (A)10ttaatatacagatcaatcctcaacgtttttctccgtcagatataatggtcctccatccaaaaaa(ATT)795 5438687 5438781 TTCCTAAGGATTCTAAAAATGGACA CGAAGTTGGACCTTGGGATA 276

Ad08A1362 Aradu.A08 1362 p2 (TA)6 12 5438885 5438896 CCTCAACGTTTTTCTCCGTC CGAAGTTGGACCTTGGGATA 214

Ad08A1364 Aradu.A08 1364 p2 (AT)8 16 5441572 5441587 CCTGATTCGTTGTAAAAAGCG TGAATAGGTCAAGACCTGGGA 280

Ad08A1366 Aradu.A08 1366 p3 (ATC)5 15 5515274 5515288 TCGAGCTTCTTCTTCACGCT TGTTCTAGGCTCGTGGTCCT 210

Ad08A1367 Aradu.A08 1367 p3 (TTC)5 15 5518050 5518064 CAGAAAAATGTTTCCTCTAATGC TTTGCCGCTTCTTCTTCTTC 280

Ad08A1368 Aradu.A08 1368 c (TGA)5aa(AAG)5 32 5518261 5518292 TGCTGCATTTTTCTTCTTCTTC TCCTCCTCCTCATCTTTTGC 275

Ad08A1369 Aradu.A08 1369 p3 (AAG)5 15 5518664 5518678 GCATTATGCTTTTCTTCTTCTTTTT TGCAGCGAATTTTGGTGTAA 272

Ad08A1372 Aradu.A08 1372 c (T)10gaattaacg(A)1130 5527858 5527887 CTTTGATGGGAGGTGGACAT CAGTTTTCAATTTGCTTTGATCTT 254

Ad08A1373 Aradu.A08 1373 p2 (TA)16 32 5530850 5530881 CCATGGGTAGCTAGGTGGTG TTGATTCGCTCAATTCTCCTC 271

Ad08A1376 Aradu.A08 1376 c (CTT)5tgatttttttattcttgttagaagagtaaaacaagaaaaaattgagaagataaaacaagaaaaaaaaagatgaataaaaaaaagatggtgg(TGA)10aa(AAG)5153 5550650 5550802 TGCTGCATTTTGTCTTCTTTTT TCCCTCCTCCTCATCTTCTG 272

Ad08A1378 Aradu.A08 1378 p2 (AG)7 14 5554351 5554364 TCAGCGAAAACTAACCAGCA TCCCTTCACGTGCTTCTTCT 143

Ad08A1379 Aradu.A08 1379 p2 (AT)9 18 5557491 5557508 CGTTTGGTGGTGAAATAATGC TACCGAATCTGCATCAACCA 174

Ad08A1380 Aradu.A08 1380 p2 (CA)17 34 5559760 5559793 CTAGCTCATCCCAAGCCAAG CAATGAGTGCACAATTTCGG 242

Ad08A1381 Aradu.A08 1381 c (TCT)5ttttttattcatc(T)1038 5573174 5573211 TTCAAAACTCTTCCTCCTCATCTT TTTTGCAGCATTATGTGTTTTT 194

Ad08A1382 Aradu.A08 1382 p3 (ATG)5 15 5597286 5597300 TCAATATGGTGGTGGTGCAG ATTGATTGCCGTTTAGCTGG 278

Ad08A1383 Aradu.A08 1383 p3 (AAT)5 15 5598696 5598710 CAACTCCGCACAACTAACCA ATCCAACAGGGACAAGCATC 261

Ad08A1385 Aradu.A08 1385 p6 (TTGGGC)6 36 5616524 5616559 GGCTGAATGCAAGACAGTGA CCTTAGCCCCTTGTCCTTGT 268

Ad08A1387 Aradu.A08 1387 p2 (TC)6 12 5628931 5628942 GCTAGATGAAACACCCTGCC GTGGTTACCAAACACACCCC 248

Ad08A1391 Aradu.A08 1391 p3 (GTA)5 15 5646039 5646053 CATCTTCCTCTCTGCCCTTG AAAGAAGGTGCCACATCACC 209

Ad08A1394 Aradu.A08 1394 p3 (TTA)5 15 5650567 5650581 CCGCAAATCGATATGGAAAA CATCATCGAAACATGCCAAA 204

Ad08A1395 Aradu.A08 1395 p3 (AGA)5 15 5654581 5654595 TGAGGATGAAAATGCGAAGA GCGCAAAATGAGAAATGGTT 149

Ad08A1397 Aradu.A08 1397 p3 (TAT)15 45 5670733 5670777 TGCACGTCCATGCTTCTTTA CCCAGGACAGACACTCACAC 268

Ad08A1398 Aradu.A08 1398 c (CCA)7ctatagactggtgatgctaaactaaatttaaataatcaca(AG)673 5674808 5674880 CCTTGTTGATGGGTTTGTGA TGAATGCTATCATGCCCTCTC 251

Ad08A1399 Aradu.A08 1399 p2 (AT)7 14 5678565 5678578 CAATCAGCGGTCCAATTTTT TTATAGCATCGGGGTTCTGG 110

Ad08A1400 Aradu.A08 1400 p3 (TGG)7 21 5682470 5682490 CTTCTTCTTCAGCCATTGCC AACCAACACCAACACCAACA 235

Ad08A1401 Aradu.A08 1401 p3 (TGG)5 15 5682594 5682608 GCCTTGCTTCTGCTTTCTTG GACCAAAACACCCTCACCAC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A1402 Aradu.A08 1402 p3 (TTA)6 18 5683387 5683404 CATTAGGCGAAGGAGCAGAG CACAGCTATCGCATGGCTAA 187

Ad08A1403 Aradu.A08 1403 p2 (TA)7 14 5689323 5689336 ACGACGAAGTTCGAAAGAGC ATCAAAATGTCATGCTTCCG 242

Ad08A1404 Aradu.A08 1404 p2 (TA)11 22 5692621 5692642 AAGACAACACGAAATTCAACGA GGCATTTGATTTGGTAAGCA 228

Ad08A1405 Aradu.A08 1405 p2 (AG)6 12 5693498 5693509 AACTTGCTCACTCTCCCACA CCTTCTTCTCCATCAGCACA 277

Ad08A1407 Aradu.A08 1407 p2 (CT)10 20 5703939 5703958 TGACCCAGTTTTCGGCTTAG GGAACATTGAACCTGGATCG 199

Ad08A1410 Aradu.A08 1410 p2 (AT)6 12 5722693 5722704 AATGGAAGCACTCTCCGAAA TCCCTTTCTTTCAAGGCTCC 267

Ad08A1411 Aradu.A08 1411 p2 (AT)7 14 5722919 5722932 CTAGACTCGACCTGCGAAGC TTTTTCAGATGCAGGACGTG 259

Ad08A1413 Aradu.A08 1413 p4 (TATT)5 20 5727406 5727425 TTCGAAATTCTTTCCCTCTCC CTTTCAGGTTCAGGGTCAGC 278

Ad08A1419 Aradu.A08 1419 p3 (ATA)16 48 5761780 5761827 CAAAAATCGATAACAAGGTTAGGG TGAGAATCAATTAAATCAAAATTCA 256

Ad08A1422 Aradu.A08 1422 p3 (TCT)5 15 5796773 5796787 AGAAAGCAGGACGTCAATGAA CCGCTAAAGAGATGGACGAG 128

Ad08A1424 Aradu.A08 1424 p2 (GC)6 12 5812248 5812259 GCAAAGATTGGATCAAGGGA ATAATAGTGGGCCACGGACA 190

Ad08A1425 Aradu.A08 1425 p2 (AT)7 14 5819822 5819835 ATGGGTTTATCAACCTCCCC TTTTCTCTCCCATCTCAATCG 278

Ad08A1431 Aradu.A08 1431 p3 (ATT)5 15 5856702 5856716 GGCACGGGTGATTAAACTTG GGAATTTTCTTTCCTATGTCGC 220

Ad08A1435 Aradu.A08 1435 p2 (AT)6 12 5860722 5860733 ACAGTCCGACCTCTCCTTCA AACCCGATATCAGCTTCGTG 258

Ad08A1436 Aradu.A08 1436 p2 (AT)6 12 5862128 5862139 TTGTTTTTATCGGGGGAAGA GCACTGACAAAGTCCCAGGT 230

Ad08A1437 Aradu.A08 1437 p3 (ATT)6 18 5862267 5862284 TTGTTTTTATCGGGGGAAGA GCACTGACAAAGTCCCAGGT 230

Ad08A1438 Aradu.A08 1438 p3 (ATT)7 21 5863012 5863032 GATGCAGGTCCAGACCCTAA AAAGCTTTTCTTCATCCGCA 232

Ad08A1439 Aradu.A08 1439 c (CAT)5ctgcatctgcataaatataatggtact(ACA)5(ATA)778 5863572 5863649 ATGAGAGGGGTTTATTGGGG CCATTATATCGCTGCACCCT 277

Ad08A1440 Aradu.A08 1440 p4 (AATT)5 20 5865546 5865565 AAATGGATCGGAATTTACGG GGATGCTAATTGCTGCACCT 100

Ad08A1443 Aradu.A08 1443 p3 (TTA)13 39 5883833 5883871 TTTACAAGCCACAATTTGAACA CAAATTCCTGATAACCTGCAAA 273

Ad08A1444 Aradu.A08 1444 c (TTA)27at(TTG)17134 5884691 5884824 CTCCTGGCACCTATACCTCG GCGCCAATAACTCCACCTAA 239

Ad08A1448 Aradu.A08 1448 c (T)11aa(T)10 23 5893936 5893958 CTCCTCCCTTTTTCTTCGCT TCGTTTGCTTCTCGTGTGAG 238

Ad08A1451 Aradu.A08 1451 p2 (TC)7 14 5897732 5897745 CATTGAATCACGCCTTTTCC TCTCTGGAACGCACAAGATG 209

Ad08A1453 Aradu.A08 1453 p2 (AG)7 14 5900243 5900256 TGGCATAGTGGACACCATTT AAGTCCCTCCTCTTCTCCCA 181

Ad08A1454 Aradu.A08 1454 p2 (TA)13 26 5912544 5912569 AATGCATGAATACTCGGGATG AAACCAAACTCACCAAGTGTCA 253

Ad08A1457 Aradu.A08 1457 p3 (TTA)6 18 5920243 5920260 CAACGGGGGTGTTAAAAATG TCATTGCAAATACATCACCCA 209

Ad08A1460 Aradu.A08 1460 c (GAA)15(GAG)7 66 5923490 5923555 TCTGAGTTCCGAGCAGTTCA TCGCGCAGTTAAAGAAGTGA 129

Ad08A1463 Aradu.A08 1463 p2 (AT)8 16 5972362 5972377 CGGGTCACAATTATATCGGG AAGATCAAATTTAGGTCAAGATGAA 270

Ad08A1469 Aradu.A08 1469 c (AAC)5aatgaca(ACG)537 5991751 5991787 CCCATGTCATCGAGTTGTTG GCCTATTCTTCGCAATGAGC 233

Ad08A1472 Aradu.A08 1472 p3 (TGA)5 15 5992899 5992913 CAACAATAATAACAACAACAATAACG GAAGAAAATGGTTCATGATTTTACG 215

Ad08A1474 Aradu.A08 1474 c (T)14gtcgatggattggacaacccccaatcctaggttacaca(AC)664 5995370 5995433 TTGAACCAAATAAATAGCCCA GCCTCACAGAAGCCACATCT 205

Ad08A1475 Aradu.A08 1475 c (TG)6agagtctcggaaaaaaagt(A)1142 5996382 5996423 GGAGCTCCTCAAAACACAGC TTTCTCTGACATTTATCTCCTTCTCA 148

Ad08A1477 Aradu.A08 1477 p2 (TC)17 34 5997175 5997208 AAAGTGCAGGTACACCGAGG AAGGGTGTGGTGGAACTCAG 217

Ad08A1478 Aradu.A08 1478 p3 (TAT)14 42 6004085 6004126 AGGGACGATGTTGACCTCAG TATATCACCAGCCTCATCGC 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A1479 Aradu.A08 1479 p2 (TA)6 12 6009610 6009621 TTCACTTTGGGGTATTTTGTCC TTGGAAACATTGGTTGGGAT 230

Ad08A1480 Aradu.A08 1480 p3 (AGA)5 15 6011396 6011410 GTGCATTGGTGGAAACTTCA GCGTACGTACACCCCTGTTT 264

Ad08A1483 Aradu.A08 1483 p3 (AGA)5 15 6016698 6016712 AGGGTGAAAGGGGAGAAGAG CACGCACACATGAACCTTTC 276

Ad08A1484 Aradu.A08 1484 p3 (TGG)6 18 6025376 6025393 GAATTAACCGAACCACCACG AAGATTGTCCCCCATCATCA 260

Ad08A1485 Aradu.A08 1485 p3 (AAC)5 15 6025788 6025802 TTTCTTGCTTACAAAGCTGGTG TCCTAACCCCCAAATCTTCA 249

Ad08A1487 Aradu.A08 1487 p2 (AT)9 18 6026766 6026783 GCAACAAAACTTGTCGCAAT ACATGTTGGTGCGTGTCATT 211

Ad08A1492 Aradu.A08 1492 p4 (AAAT)5 20 6047797 6047816 TTGGAAACATTGGTTGGGAT CTTTGCTTTGGGCATTTTGT 243

Ad08A1494 Aradu.A08 1494 c (A)10tcaattttattagc(T)1034 6051128 6051161 CAATTCCTCTAATTTGTTGATTGC TTTTCTTGCAACTAATGGCCT 267

Ad08A1495 Aradu.A08 1495 c (GA)7(GT)11 36 6051613 6051648 AAAGGAGGAGCTCTCTGTTGG TAAATCAGGCTCGGGTCAAG 272

Ad08A1496 Aradu.A08 1496 p3 (GAC)6 18 6053760 6053777 TAGCCAAAAAGTGGCACTCC CAAGGAATAGGTGTCGGTGG 279

Ad08A1501 Aradu.A08 1501 p2 (AT)7 14 6059639 6059652 CCGTGGGATCTTTGTGAGTC TGGTTGTGGAAACAAAGGAA 177

Ad08A1503 Aradu.A08 1503 p3 (CTT)5 15 6062654 6062668 ATCTTGGCCTTGACGTTGTC TACAACCTCCGCACACACAT 197

Ad08A1506 Aradu.A08 1506 p3 (ATA)7 21 6064485 6064505 AAAAGTTGAAGAGAAAAATGAGTTATG TGTTGGAATGAGTAATAGACAAAAA 245

Ad08A1507 Aradu.A08 1507 p2 (TA)6 12 6066567 6066578 CTCAACCTGCGAAGCTAAGG CGTCGGGTATCCTCCTTACA 227

Ad08A1508 Aradu.A08 1508 p2 (TA)6 12 6068271 6068282 GCCAACGTGTAGAGGAGGAA GCGGATTGCTTTCTTAAGCC 188

Ad08A1510 Aradu.A08 1510 p5 (ATTTT)5 25 6079283 6079307 TTTCCTTTGTTCCACAACCA TCGAACCCACTGATTTGTGA 270

Ad08A1513 Aradu.A08 1513 p3 (TCA)5 15 6087913 6087927 AGCGAATCCACCACTTCATC TGAACCATAGCAGGAATTTGG 174

Ad08A1516 Aradu.A08 1516 c (T)10gttgattatcagaatttcattaaaaactaatgatagttgtcccgaaaatagtttttgagatcagttcatcctataaatttgtga(T)14108 6090950 6091057 TAACCAACATGCGTCTCACC TGTGAGTGGATGAGTATGTGAGTG 249

Ad08A1517 Aradu.A08 1517 p2 (TC)8 16 6091485 6091500 AACCGGTTTGATTGTAATAATTGA TGGATTTAGGATTGGCTTTCA 279

Ad08A1518 Aradu.A08 1518 p2 (AG)7 14 6094673 6094686 CGGTTGAAACCAAAAGAACC GATGGAAGAGGCAGAGGATG 249

Ad08A1519 Aradu.A08 1519 p3 (ATT)5 15 6097368 6097382 GCCTATATTTTTGTGGCCATT GGAAGGAAGCGAGTTCAACA 280

Ad08A1520 Aradu.A08 1520 p2 (CT)6 12 6119628 6119639 AATCGCACAAAACCTATGGC TGCTTGTCCTCAAGCAAAGA 239

Ad08A1522 Aradu.A08 1522 p2 (GA)8 16 6127264 6127279 ATCCGAAGACATTGAGGGTG GGGTCAGGGTCCTTGCTATT 206

Ad08A1524 Aradu.A08 1524 p2 (AG)8 16 6132101 6132116 GCAATGAAACCCTTACCCAA GACTTGCTAAGACGGGCTTG 266

Ad08A1526 Aradu.A08 1526 p2 (GA)7 14 6135999 6136012 CGAAGACGAAGAGTCCGAAG CATCACACATACACACGCCA 210

Ad08A1528 Aradu.A08 1528 p3 (TAT)5 15 6136927 6136941 GGCTATCAAAATTCGGATGGTA CCTCTCTGCCCACGTGTAAT 238

Ad08A1532 Aradu.A08 1532 p4 (TTTA)5 20 6155504 6155523 TCACAGGAGAATGTTTCTTCCA TGCCTTTGATTCATTGCTCA 274

Ad08A1538 Aradu.A08 1538 p2 (TA)7 14 6172968 6172981 TTGCTAGCTCTCTAGCACTCCTC TCAAACAACCACAATTCTCTTCA 260

Ad08A1539 Aradu.A08 1539 p3 (GAG)7 21 6181840 6181860 GCTTCCCCAGAAAAAGAACC GTCCAAGATGCCAGGAAGAG 245

Ad08A1540 Aradu.A08 1540 c (A)16caatatattaaaatttaaacaaaagaatactaaagaagaaaaagaaagaaagaattcaattctttcagaacatgatgcatgcatc(TATG)5121 6184986 6185106 TGGCACATGAGCTTGTCTCT TCGGATCTCCAGCCAGATAG 260

Ad08A1541 Aradu.A08 1541 p3 (GAA)7 21 6185294 6185314 GTGCCGAAACTGCTTCTTTC AGAGGTGGAGGTTGAGGGAT 201

Ad08A1543 Aradu.A08 1543 c (A)10ctaaaacatgcttaacttacattataagcacgcaacagtatataaatccaaacg(ATTA)584 6193495 6193578 GGAGACGTATATAACACCATACCG TCGTGGATGTCCTTTAGGTTG 220

Ad08A1547 Aradu.A08 1547 c (ATT)17gag(TA)8ttttttttatattataaatacgtacaaaagaatctaatatataa(ATT)5tttgtctaaaaaatacaaaaaattatagtacaatattattgtgcaat(TAA)6194 6203780 6203973 AGACATAACAGCCCTCCGTC AGCCTTTTGTCCAAAAATAAAA 267

Ad08A1549 Aradu.A08 1549 p4 (TATT)5 20 6205531 6205550 AAGTCAATGGAACCTGTGACAA TCTTTACGGTGTTGGTCCTG 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A1550 Aradu.A08 1550 p3 (AAT)13 39 6208123 6208161 CTACCGGGGGTGGTTAATTT TTTGAAAAATTAGGTTTGATTTTGG 208

Ad08A1552 Aradu.A08 1552 p3 (TAA)6 18 6217488 6217505 CATTGGAACTGAAGCCATCC GCTCAGACAGGAGCACATGA 264

Ad08A1554 Aradu.A08 1554 p3 (ATG)5 15 6230034 6230048 TCACGTTTTCAGCGAGTTTG GCGTTTTTCAATATTTGAGGATT 267

Ad08A1555 Aradu.A08 1555 p2 (TC)7 14 6230738 6230751 TCGTCGCCAACATCATCTTA AAAAAGAAAGACCGGGAGGA 170

Ad08A1558 Aradu.A08 1558 p2 (TA)9 18 6245584 6245601 CTTTGGTGCTCTGCATTTCA TTGGTGGTTGTTTATGTTGTTT 275

Ad08A1561 Aradu.A08 1561 p2 (TA)6 12 6247690 6247701 CTGTAGCAGCGGATGACAAA GCAAGTTGGCCGTCTTATTT 177

Ad08A1562 Aradu.A08 1562 p3 (ATA)5 15 6251216 6251230 CCAACATCTGGACGTTTGTC CCGACTTAACCTTTCGTTCC 245

Ad08A1567 Aradu.A08 1567 p2 (AC)6 12 6272709 6272720 CACTACAGCCACCATCCCTT TCCATTCCCTCACTTTCTCG 107

Ad08A1569 Aradu.A08 1569 p3 (AAT)16 48 6278686 6278733 CACCATTTAGACTTTGGTGTCAA AGGCTTTTGGCTCTTTTGAA 269

Ad08A1577 Aradu.A08 1577 p2 (GA)15 30 6308517 6308546 TGCGCCCTCTCTTGTTCTAT TCGTTCCTCATCAACCAACA 241

Ad08A1578 Aradu.A08 1578 c (T)11agaaaaaagatttaccaagttaaagtgggggtgtgtgcaggcaaggctgtcacattaacctcacgtca(T)1089 6308857 6308945 ACCCCTCTCTCACTGGGTTT ATCCTAGGCAATTTCCCGTT 229

Ad08A1579 Aradu.A08 1579 p3 (AAT)9 27 6309123 6309149 CATCCTCGAAAGCTTCTTGC TTTGGCTGACTCTTGGATCT 117

Ad08A1585 Aradu.A08 1585 p3 (AGA)6 18 6337190 6337207 CAAATTCAGAATCACCAAGCAA CGCCCACCTTCTTCTTCTTT 256

Ad08A1587 Aradu.A08 1587 p2 (AT)7 14 6342719 6342732 ACGGACAAGGCATAATGGAG GTACCCTAGCCGGCCTAAAC 113

Ad08A1591 Aradu.A08 1591 p4 (TTTA)5 20 6356710 6356729 GGCAGTATTTGATCACACTCG CATCTTGGAAAACCCGGATA 148

Ad08A1594 Aradu.A08 1594 p3 (AGA)5 15 6370822 6370836 AGCACGATTCCGAAACAGAG TGAACCATGGGCCTCACTAT 178

Ad08A1600 Aradu.A08 1600 p3 (TAA)6 18 6382907 6382924 TTGTGAATTTTGTCAAAGAAAAAG GGCAAGGTCTTGAATTTACCC 227

Ad08A1601 Aradu.A08 1601 p2 (AT)6 12 6387381 6387392 GTTTTCCCATGTCTCGTCGT TATCGAACCCGGAAGAGATG 179

Ad08A1602 Aradu.A08 1602 p3 (CTA)6 18 6388609 6388626 GAGCTATCATGAAGGCAGGC GAGAAAGCTATGATTTTGATTTCTTCT 275

Ad08A1604 Aradu.A08 1604 c (TC)6cctctctctt(TC)634 6403668 6403701 CCCTCTCTTCGATTACCGTC ATGAAGAACGAGGAGGACGA 129

Ad08A1605 Aradu.A08 1605 p3 (AAT)15 45 6404321 6404365 TGCATTCATCAATCCGAAAG TTTCTGGATGAAAGCTGCCT 216

Ad08A1608 Aradu.A08 1608 p2 (TC)10 20 6422386 6422405 TGGACAGGAAGGGTAACAGC GTCGCTTTCTGCGATTCTCT 153

Ad08A1610 Aradu.A08 1610 p2 (TC)8 16 6427909 6427924 GTGCGTTGATCTTGTGATGC TTGCCTAGGAAGCAGAGAGC 188

Ad08A1612 Aradu.A08 1612 p3 (TTC)5 15 6439051 6439065 CACCCAACTCAAGCGTGTTA CGGTTGTGATTTTGATCGAG 109

Ad08A1614 Aradu.A08 1614 p2 (AC)16 32 6444862 6444893 TTGCTTGTATTTGGGTGCAT GGAAAAATTGACTTGTGCTGTG 262

Ad08A1620 Aradu.A08 1620 c (T)11aattggatccctacaccaa(T)1141 6454687 6454727 GAATGTTGATAAAATGGGAGAAAA TTGAGTCCATGCACCAATTT 272

Ad08A1623 Aradu.A08 1623 p2 (CT)6 12 6465728 6465739 TTTCAAGATGAACACGTGGC CCGATTTGATTAAGCCCAAA 224

Ad08A1628 Aradu.A08 1628 p3 (CAA)5 15 6475879 6475893 GAATTCATTCTGTGACCCCG CCATGACCAGACATTGTTGC 274

Ad08A1630 Aradu.A08 1630 p3 (TCT)8 24 6480401 6480424 TGTGTGGGTCTGTGACCACT ACCATGCATTGACTGCCATA 112

Ad08A1632 Aradu.A08 1632 p3 (AAT)6 18 6482294 6482311 AGGAGCAACATAACCCTGGA AGTGCATGGATCACGTCAAA 245

Ad08A1634 Aradu.A08 1634 p3 (GAA)7 21 6486372 6486392 ACCAGCAGCAGGTTTAGTGG AGGCAATGATCCTGTATGCC 268

Ad08A1636 Aradu.A08 1636 p3 (CTT)5 15 6493799 6493813 AAAAGCTCCGATGGCTTGTA GAGGAAGAAGAACGTGCAGC 235

Ad08A1637 Aradu.A08 1637 p3 (AGA)6 18 6494699 6494716 AAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 213

Ad08A1639 Aradu.A08 1639 p3 (ATA)11 33 6504478 6504510 TCCTCAGAGAGCAATTCCAAA TCACCAAATGAGACCAACGA 271
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Ad08A1641 Aradu.A08 1641 p4 (AAAT)5 20 6509743 6509762 CCTGAGAGGATTGGTTGAGC TTCTTCCTCTTTGCTCTCGC 264

Ad08A1642 Aradu.A08 1642 p3 (TAA)8 24 6512109 6512132 CGCAACCCCAAATTTACATC ACCACCCACACTAATGCTCC 217

Ad08A1644 Aradu.A08 1644 p2 (AT)6 12 6519736 6519747 TAACAAAAGGGAATGTGGGC TCTCGGCCTGCACTTTAGTT 216

Ad08A1649 Aradu.A08 1649 p3 (AAT)5 15 6532705 6532719 TGAGGGTCAGATTTGCATGT CCATCATCAGGCCACGTAAT 276

Ad08A1651 Aradu.A08 1651 p3 (GAA)5 15 6535058 6535072 TGCATGAGTGGTAAACCCAA CAACCCCAACGATCTCACTT 205

Ad08A1656 Aradu.A08 1656 p3 (TTG)7 21 6550876 6550896 TCGTTTGATTCATGTAGCCG CCTTGGTATACGTTCATCCTTTC 163

Ad08A1658 Aradu.A08 1658 p3 (TCA)5 15 6556160 6556174 CACTCCACTGCATCTACCCA GGACGGTGACTTAAGCTTGG 264

Ad08A1673 Aradu.A08 1673 p3 (GAG)5 15 6597687 6597701 CTGAGAAGAAGCCGATGAGG GATGGCGAAGAAGAATTCCA 174

Ad08A1674 Aradu.A08 1674 p3 (GTT)5 15 6604346 6604360 TGGGTTGCCCAAACTACAAT TTGCAAGGCTTGTTCTACCA 172

Ad08A1676 Aradu.A08 1676 p3 (AAC)5 15 6617962 6617976 TCTAATCCGATCCGATCCAC GGATTCACAAAAATTTACCTGACAA 156

Ad08A1677 Aradu.A08 1677 p3 (TAA)5 15 6618713 6618727 AACGCATGTAACTATTTTGCGA TTCTTTGTCACTCTTCTTGATATTTTG 235

Ad08A1678 Aradu.A08 1678 p3 (TAA)5 15 6621359 6621373 TTTGTGCAAGTAAAATTTCTCTCAA GAGGTCCTAGCGTTCAACCA 279

Ad08A1679 Aradu.A08 1679 p2 (GA)6 12 6621556 6621567 TCGACTGGTAGGGTTTGCTT TGGGTCATGTGGATTTCTCA 137

Ad08A1680 Aradu.A08 1680 p3 (GAG)5 15 6622634 6622648 AGCTATGGTTACGACCACGG GACAAAGCCAACCAAAGGAA 120

Ad08A1681 Aradu.A08 1681 p2 (CT)8 16 6628955 6628970 TATTGGCGGATACTCGCTTC ACGTTCAACAGCAGCAACAG 250

Ad08A1683 Aradu.A08 1683 p3 (AAT)8 24 6647509 6647532 TTGTGCACCAAATCTGTCACT ACGTGCAATGCTAAATCCAA 223

Ad08A1684 Aradu.A08 1684 p2 (AT)14 28 6652360 6652387 TCGACGTGGTACTCAGCATT GATGCAATTGAATAATTGTGTAAAA 278

Ad08A1694 Aradu.A08 1694 p3 (AAG)8 24 6706354 6706377 GGAAGAAGCAATTCCACAGC CCTCCAGCCCTTATTTCTCC 260

Ad08A1695 Aradu.A08 1695 p2 (AT)6 12 6709368 6709379 TGGTCATAGTATTATTAAAAAGGGCA TGACAGTTGCAGGTCAAAAGA 248

Ad08A1696 Aradu.A08 1696 p2 (TA)6 12 6711070 6711081 TCACAATAAAAAGAATAAGATGCAAAA GTTGTCAGGCCGCTTTTTAT 215

Ad08A1697 Aradu.A08 1697 p2 (AG)9 18 6719727 6719744 CGCGTTTGAGCGTAGTATCA TCCTATTGTGTTTTCCCTCCA 251

Ad08A1702 Aradu.A08 1702 p3 (ATT)6 18 6736321 6736338 ATGGTGAGCATTTCGACCTT AATGCTTGATGAGGCCATTC 202

Ad08A1703 Aradu.A08 1703 p2 (AT)7 14 6737905 6737918 TGGTGTCACACGTGTTATATTAGC TACCGTGAGTCATAGTGGCA 250

Ad08A1708 Aradu.A08 1708 p2 (AT)7 14 6754726 6754739 AGTTTCCCCTCAAATTTCGC AGAAGGCCAGGGAGAGAAAC 253

Ad08A1709 Aradu.A08 1709 p2 (TC)11 22 6755405 6755426 CGTCAAAGAAAAGCCTTTGG TTCATCACCGGTGCAATTTA 249

Ad08A1710 Aradu.A08 1710 p3 (AAT)5 15 6755568 6755582 TAAATTGCACCGGTGATGAA TGTGTGCGTGAGATGAGTGA 180

Ad08A1711 Aradu.A08 1711 p4 (AAAG)6 24 6755834 6755857 TCACTCATCTCACGCACACA TTGGAGAAGGATGACCTTGG 252

Ad08A1712 Aradu.A08 1712 p3 (CTT)8 24 6760218 6760241 ATGAAGCAAGAAAGGGACGA TTGTGAAGCACATATTCGGC 209

Ad08A1713 Aradu.A08 1713 p2 (AT)8 16 6760628 6760643 CATGCATATTTATGGGAATTGAAA TTGGAAAAATGTTAGGTAAATAATGA 241

Ad08A1714 Aradu.A08 1714 p3 (TTC)6 18 6761294 6761311 TCAATAGCCCAACACCAACA GGGATCCAAATGAAACGAAA 236

Ad08A1715 Aradu.A08 1715 c (AT)10(AG)9 38 6765362 6765399 TAAATTGGAGGGTCACGAGG ACGAGAAGCGAGCAACAAGT 258

Ad08A1718 Aradu.A08 1718 p3 (GAA)6 18 6767407 6767424 AATGGAAGGCTAAGGGAACAA GGTGGAATTAACCATTCCCA 271

Ad08A1719 Aradu.A08 1719 p3 (ATT)10 30 6767781 6767810 ATCCTCCTCAATCCAAGGGA GTGAGAGAGGTGGTGGTGGT 164

Ad08A1721 Aradu.A08 1721 c (T)12aatttcttagttagaactgaataatgaattggatggtttgg(A)1063 6770593 6770655 TCATTTAAGTTCTTTGACCGACA GGGGTTAGTTGTCTTTTATGACTTC 272
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Ad08A1725 Aradu.A08 1725 p2 (AT)6 12 6774309 6774320 TGGAACTTGATTGCCTTGCT TTCCCTGGAAATTGTTGCTT 239

Ad08A1727 Aradu.A08 1727 p3 (ATT)6 18 6777371 6777388 CGACATAATAGCCCTTCTTCCA AACAGTCTTCCGTCCAAAAA 280

Ad08A1728 Aradu.A08 1728 p2 (TC)7 14 6778620 6778633 TAATACAGCATTCGAGGGGG AACCTCGAGTGGAAAATGGA 204

Ad08A1729 Aradu.A08 1729 p3 (TTC)5 15 6780508 6780522 GGTAGAGAGCTCCGACAACG CAATGGCATGCTGAAGAAGA 264

Ad08A1730 Aradu.A08 1730 c (AAG)5tggcaaagaagaagaagcgtcccctccgctatggaagcaccttgtagctgcgtccccttccgccatggcaaa(AAG)5gccatggcagcaccttgccgctgcatccccttctgccatggca(AAG)5160 6780810 6780969 TCTTCTTCAGCATGCCATTG GTTTCAGCGATGTTTCCGAT 264

Ad08A1732 Aradu.A08 1732 p2 (AT)6 12 6784349 6784360 GAATTTGTGGCGTTCATGACT CCACTCATAACCAAATCCAACA 268

Ad08A1733 Aradu.A08 1733 p2 (TG)17 34 6786585 6786618 TTATACTCCGACCGGCCTTA TGTGAAGTCCATAGCCACCA 180

Ad08A1739 Aradu.A08 1739 p2 (AT)7 14 6810074 6810087 AACCAAACCTTGAACCGATTT CAACCCCTCATTCTCTAAGCC 229

Ad08A1744 Aradu.A08 1744 c* (ATTA)7(TAA)17*77 6826305 6826381 TGCAAGTTGATATACACGTCG CGTGTGTATGTGCTGTTAGACCT 264

Ad08A1749 Aradu.A08 1749 c (A)10ttagcctaattttataaactaaattctcataataaaagcataatagaagtataatg(A)1076 6856452 6856527 CCACATTCTCCCATTTTCAA GTGACGTGGCTGAAACAGTG 255

Ad08A1754 Aradu.A08 1754 p4 (AACA)6 24 6868607 6868630 GCCATCCTCCCATTACATGA GAAAGCCCTTTTTGGGAAAG 252

Ad08A1755 Aradu.A08 1755 p3 (TTC)5 15 6872640 6872654 AAACCCTTTCACAACAACGC CGACAAAAACACATCCAAAA 195

Ad08A1758 Aradu.A08 1758 c (AT)6gaatgccttgactttctttattattatgtctaaaccgccttgggtttctctatgatatatatatacacacacgtaacctaatgcataatg(ATA)5117 6886253 6886369 AAAAATCGAAGCCGGAAGTT AAATCATAGAAAACAAAAGGTGGTT 254

Ad08A1760 Aradu.A08 1760 c (AT)6gaatgccttgactttctttattattatgtctaaaccgccttgggtttctctatgatatatatatacacacacgtaacctaatgcataatg(ATA)5117 6889687 6889803 AAAAATCGAAGCCGGAAGTT AAATCATAGAAAACAAAAGGTGGTT 254

Ad08A1762 Aradu.A08 1762 p2 (AT)8 16 6900780 6900795 TCAATCATGTGTGAAATAATTTGTTA GGTCATATCTCTATATGCACCATCT 280

Ad08A1763 Aradu.A08 1763 p2 (TA)7 14 6904558 6904571 TCACAATAAAAGGAATAAGATGCAA GTTGTCAGGCCGCTCTTTAT 217

Ad08A1764 Aradu.A08 1764 p4 (AAAT)5 20 6904887 6904906 TTGATTATAAAGAGCGGCCTG CCTGGTTGTCAGGTTGTTCC 252

Ad08A1767 Aradu.A08 1767 p3 (TAA)16 48 6911737 6911784 AAAAAGCTTCAAAAAGTAATTTGG TTTGAATCATCCAGTGCTGTT 227

Ad08A1768 Aradu.A08 1768 p2 (GT)6 12 6916484 6916495 TGGTTTTTGGATAAGGGTGC TGAGCAGGTTTCTGGCTCTT 203

Ad08A1770 Aradu.A08 1770 p3 (TTA)7 21 6918716 6918736 CGAACCAAAAACTAAATTTTAAAGGA CGTACTCCCTTAATCGGTGC 246

Ad08A1773 Aradu.A08 1773 c (T)10gagtaagttctctttttttcttaatttagagattaatcacataggttactattttga(AG)781 6929659 6929739 TGCTTTTGTGCCTTATTCTCTG TTTTTGAGGCCCATGACAA 278

Ad08A1774 Aradu.A08 1774 c (T)10cttcttaatttgctagaa(T)1139 6930462 6930500 CCATCCTCTAAACACATTCTATGG TCATCTTTGTCTCCATTCCCA 244

Ad08A1776 Aradu.A08 1776 p2 (TC)6 12 6936994 6937005 GGCATAGGCTGAAGCTTTTT TTTTTCATTTCGAAGGTGGAT 277

Ad08A1777 Aradu.A08 1777 p3 (CTC)5 15 6938367 6938381 GAAGCAAAGGGAGGGAAAAC TTAACGATAACCTGCCCCTG 260

Ad08A1778 Aradu.A08 1778 p2 (GA)7 14 6938634 6938647 AGCAACAACGACAGTCCCTT CTAGCTAGGGTTTCGCGATG 266

Ad08A1781 Aradu.A08 1781 p2 (AT)7 14 6958394 6958407 CCAAAACAAACCCAGCCTTA TCAAGTTCAGGAACGCAATG 259

Ad08A1782 Aradu.A08 1782 p3 (AAT)6 18 6960430 6960447 AATCCACAAGCAGCAGCATA TTGTTTGGAATTTTGTCGCA 234

Ad08A1784 Aradu.A08 1784 p3 (TTC)5 15 6963352 6963366 TAGCGTTTTAGTTTGGCGCT ATGCAGGAGGAGATGAACGA 259

Ad08A1786 Aradu.A08 1786 p2 (TG)7 14 6971915 6971928 TGAGTGGTCGTGATGCCTTA GGGAAATGGATAGCCACAAA 279

Ad08A1787 Aradu.A08 1787 p2 (TA)7 14 6972816 6972829 GTCCGCGTTTAAAAAGGTCA AAACAAAGTTAACGCAAAACAAAA 214

Ad08A1789 Aradu.A08 1789 p2 (GA)8 16 6975936 6975951 TGCACATATTTGAATGTTATTTCC GAACCCATTGTCACCAATCC 262

Ad08A1795 Aradu.A08 1795 p3 (GTG)5 15 6988234 6988248 GAAAATGGTTGGCGTTGACT TATATTCCCAGTCCCCCACA 273

Ad08A1796 Aradu.A08 1796 c (AGA)11aagggttttgattgtgaatgcttgttatccatatcgtc(A)1283 6988638 6988720 TTACAGACCGACCCTCTTCG CGAAGAGAACCAGGCAACTC 266

Ad08A1807 Aradu.A08 1807 p3 (CAC)5 15 7039159 7039173 TCATCTCCTCCACACCCTCT TATTGTGTTGATGGTGGCGT 186
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Ad08A1808 Aradu.A08 1808 p2 (TA)7 14 7046550 7046563 AAGCAGCCATCGTTTCAACT AGCCACAAATTCAGATTCCG 265

Ad08A1810 Aradu.A08 1810 p2 (TA)6 12 7048279 7048290 TGCCAGATAACTAGCCAAATCA AACAAATGCAATTCTCTCTCTCTTT 248

Ad08A1812 Aradu.A08 1812 p3 (AAT)20 60 7054932 7054991 TGATATTAATAACGCACATTGATTTT AAAGTTGTTACTTTACCCACGTGAT 212

Ad08A1814 Aradu.A08 1814 p3 (AAT)8 24 7062057 7062080 TCAATTTTAAGCATAATTAACGTGAC GACCACTTGCTCGGAGTAGC 140

Ad08A1816 Aradu.A08 1816 p2 (AG)7 14 7066381 7066394 ATGCGTATAAATGGGGTGGA TCAAATTTAAATGGGACTTTTCA 276

Ad08A1817 Aradu.A08 1817 c (AGA)5gaaaagg(GAA)537 7068372 7068408 AGAAGGAGAGTATTTCTACTCTTGCG CAGAGGCAGAGGTGGATCAT 100

Ad08A1820 Aradu.A08 1820 c (TTA)8tttcttcttggtttcaagcaactagctgaaaccattgaatggaacaaaggaaaaagaaagttaaatgtggtttatata(AT)7116 7079004 7079119 GGTCGCAGGAATCACTACTGT TGTATGACTCGGTGGTGATGA 266

Ad08A1821 Aradu.A08 1821 c (T)10ctttttcttttctttttctcatttttc(T)1047 7088569 7088615 TTATTGAGCTTCGCTTTGGG ATCTTGGGACATTGGGTGAA 261

Ad08A1823 Aradu.A08 1823 p2 (AT)6 12 7100042 7100053 CCAACACTGCAGTTTCAACAA GGGTTGAATGTAGATGGCGT 189

Ad08A1824 Aradu.A08 1824 p3 (CTT)7 21 7100584 7100604 CGTGTCCTTCCTCCACATCT GGAAAAGGAGAAAGAGAAGGTGA 262

Ad08A1825 Aradu.A08 1825 p3 (CTC)6 18 7103789 7103806 AGAGGGTCCAGGAGGCTAAA GCTGAGAGGGAGCTGAAGAA 135

Ad08A1831 Aradu.A08 1831 p2 (TC)7 14 7130828 7130841 ACAAGATCCGAGACTTCGCC ACACGTGGTTGACAGATGGA 119

Ad08A1833 Aradu.A08 1833 p2 (TA)6 12 7132491 7132502 TGATGAATCGAATTTGAGCTTG TCGACTCAATGAAAGATCACAAA 212

Ad08A1834 Aradu.A08 1834 c (T)10cttttttagacaccaaaaaaaatattattactagcccgtaatta(T)1165 7132805 7132869 CGACATCCCTTTTCTCCCTT CCGATGTAACACTATGACAAATCA 238

Ad08A1835 Aradu.A08 1835 c (TA)6atctcacctcccattgtt(TC)846 7136695 7136740 TAGCAGCAGCGTAACACAGG ATGAGAATGAGAACACGCCC 179

Ad08A1837 Aradu.A08 1837 p2 (TA)11 22 7139912 7139933 AATACATTCCGGAGGAGGCT CAGGCAACCATCAGGAAAAT 251

Ad08A1838 Aradu.A08 1838 p2 (TC)17 34 7140648 7140681 TGTTATTCTTTTGAGGGCGG GGAGAAAACGCATTGGAACT 273

Ad08A1841 Aradu.A08 1841 p2 (TC)8 16 7143014 7143029 TTGAGACAGATTTCGGGAGG GAGAGCGAGTAGGCGATACG 237

Ad08A1848 Aradu.A08 1848 p2 (AT)6 12 7184516 7184527 ACTAGCCTGCGAAGGAGCTT AGGATATTGGCATGCCTGAG 181

Ad08A1855 Aradu.A08 1855 p2 (TA)6 12 7210405 7210416 AGTTGTTTCGGGGCCTAAGT ATCCCGGTGCACAAGTATTC 245

Ad08A1856 Aradu.A08 1856 p2 (TA)6 12 7220150 7220161 CCCCTTTCAGATATGGATGC TTTAAACCGCAATACCGCTC 275

Ad08A1857 Aradu.A08 1857 p2 (TG)17 34 7227345 7227378 TGTACCCTCGCCTTTATCTTG TAAACCGCAATACCACTCCC 257

Ad08A1858 Aradu.A08 1858 p3 (ATA)7 21 7227601 7227621 GTCCGAGCTATCAAAGTCGC CAGCCAGTTCCGTTAGGTGT 247

Ad08A1859 Aradu.A08 1859 c (T)10cattatacttctattatgcttctattataagaatttagtttataaaattaggctaa(T)1076 7227921 7227996 TTACAGTGCCACGTTGGAAG CGTGTTGACTTCCCACAAAA 266

Ad08A1863 Aradu.A08 1863 p3 (ATT)15 45 7245772 7245816 AGCTAATTGGCGTCATTGGT AACCAATACTTTTAGGAGGGATGA 243

Ad08A1865 Aradu.A08 1865 p3 (CTT)6 18 7248066 7248083 CTCCTTCTCCTCGTCCTCCT CATTTGGACTCGTTCTCCTG 176

Ad08A1866 Aradu.A08 1866 p2 (AT)7 14 7255072 7255085 CTCCAAGCAACTCCTCGAAC GAGTGCACGATCACGCTTTA 149

Ad08A1867 Aradu.A08 1867 p2 (TA)10 20 7256678 7256697 GAATGCTAAGCTTTTATTTTCGAT AAAAAGGACAAAAGCATGGA 253

Ad08A1868 Aradu.A08 1868 p2 (TA)7 14 7261267 7261280 AGTCCACGTCCTTTTTCAACA CTTCCCCTTCTATTCACCCA 254

Ad08A1869 Aradu.A08 1869 p2 (AT)7 14 7262603 7262616 AACCCGACAAGTCCAGTTTG ATGATGCTTGGCTTGAATGA 189

Ad08A1871 Aradu.A08 1871 p2 (AT)8 16 7264885 7264900 AACCGCCATCGTCATAAAAA CGGTTCTGAACGATCCAGTT 196

Ad08A1874 Aradu.A08 1874 p2 (TA)6 12 7266148 7266159 CATAACTAGCTCCTCACTCTGGC GCGTCTGGATCCCTGAAGTA 221

Ad08A1875 Aradu.A08 1875 p3 (TTC)6 18 7271181 7271198 CCTCTTCCACCTTCTCCTCC TCTTCCTTTTCCTCCTCCTCA 249

Ad08A1876 Aradu.A08 1876 p4 (TTTA)5 20 7271844 7271863 AGTTTTTACACCAAAACTTTGCTAC TTGCGTTAGGCCATGATAAA 261
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Ad08A1877 Aradu.A08 1877 p2 (AG)8 16 7272849 7272864 AGGCCATGCTCATGCCTACT AAACTTGAAGGCGAATTGGA 195

Ad08A1878 Aradu.A08 1878 p2 (TA)6 12 7274064 7274075 CCGTACCATAGGTAACCCTGTT TGAAGATATTTGCTAATTATTACCGTG 201

Ad08A1882 Aradu.A08 1882 c (T)12acgccgcatctgccatttaatttgctgaagctgttagtgtctaatcattcatagac(T)1078 7279330 7279407 CTGATTTCGAACGCAACCTT ATAAAGTGGCTCCTTTCGGG 160

Ad08A1884 Aradu.A08 1884 p3 (TTC)7 21 7283126 7283146 GATTCGCTGCACAAAAGTCA TGATGGAGGAGAAGGAGGAA 207

Ad08A1885 Aradu.A08 1885 p3 (GAG)5 15 7283772 7283786 TGAGGATGAAACATGCGAAG ACGTTTGTATCCTGCGTTCC 100

Ad08A1889 Aradu.A08 1889 p3 (TTA)5 15 7293320 7293334 GGGGGAAAAATATAGAAGGGTCT TTTGCCCCATTTCATTGTTT 221

Ad08A1898 Aradu.A08 1898 p3 (TTC)5 15 7329168 7329182 TGCAACTTCATCTCGTCTTCA CCTAGAACTCGCTGATCGGA 248

Ad08A1900 Aradu.A08 1900 p3 (TTA)7 21 7335373 7335393 TTTATCATCCCGTGCCTCTC GGCCACGGAACTAACAAAAA 125

Ad08A1901 Aradu.A08 1901 p4 (AAAT)5 20 7338343 7338362 CCATGGGCTTCTTTTTGTTG AACGTAAATTTTGGAGCTCTGG 243

Ad08A1906 Aradu.A08 1906 p3 (TTA)15 45 7351377 7351421 GGGTCTCGTTGTCTTTCGAG TTTATCTCATTCGAACCCGC 256

Ad08A1907 Aradu.A08 1907 p2 (AT)7 14 7352223 7352236 CGTCGGTGATGCTAAATCAA GGCAAATTAAAGCACAAAGCA 225

Ad08A1909 Aradu.A08 1909 p3 (TCC)5 15 7353340 7353354 CAGCATCGTCATTGTCATCG GAATGATGAGAATGTGAAACAAAAA 239

Ad08A1915 Aradu.A08 1915 p3 (AGA)5 15 7360873 7360887 TGACACTTCTGATCGGTTGC AATTCGGTTGTGAGTCTGGG 213

Ad08A1917 Aradu.A08 1917 p3 (CAC)5 15 7361758 7361772 ACCTAGCATGCCATTCCAAA CGGAGTTTCTGAGAAGTGGG 275

Ad08A1918 Aradu.A08 1918 p3 (GGT)6 18 7361973 7361990 CCCACTTCTCAGAAACTCCG GCGGTTCCAGAAAGAACAAG 182

Ad08A1921 Aradu.A08 1921 c (T)10gtatttgagagaagtttaccgcaccctgaaaataaaatttaacttttaattccaaaatacg(T)1182 7363509 7363590 TGGAACATGTAAGGCTAGTGCT ATTTGGGCGAACTTAACGTG 280

Ad08A1922 Aradu.A08 1922 p3 (ATA)5 15 7368691 7368705 TGGGGTGAGACGAACTTTTC AGAATCAGCATTCAGCCGTT 232

Ad08A1926 Aradu.A08 1926 p2 (AT)8 16 7376505 7376520 TTGCCATTGTGAGACTCGTT CCAAGAGCACAGCTGAAGAA 232

Ad08A1927 Aradu.A08 1927 p3 (TTA)15 45 7393306 7393350 TGTCCATCATTTGTGGTTACCT CTCAACTTGCAGATGTGCCT 208

Ad08A1930 Aradu.A08 1930 p3 (TAA)6 18 7402050 7402067 CTGCATCACCATTGTTGGAC TCATTTTAATTTCTATTTCTAACCACC 277

Ad08A1937 Aradu.A08 1937 c (T)11aattggcatctctgctgacaggacgggaacagctttcgggctttcctgttattttttttctaaattattcaaagttcatttgattcaaa(T)11111 7406324 7406434 GCTTTAATTTGTTTACGGTTTACATTC AACCTAGGACTGGGGCTTGT 278

Ad08A1941 Aradu.A08 1941 p3 (TTC)6 18 7412815 7412832 CAACCCACAAAAGCATCTCC GCATCCCTTTCTTCTCCAATC 253

Ad08A1951 Aradu.A08 1951 p2 (AT)6 12 7437715 7437726 TGACAGTCGCAAGTCAAAGAA AAGGACATTAATAATCCGGAAAGA 263

Ad08A1952 Aradu.A08 1952 p3 (ATT)7 21 7438360 7438380 TTAAATTGCGCTGGAACAAA TCGACATGCTGACACTTCATT 205

Ad08A1955 Aradu.A08 1955 p2 (TA)7 14 7454845 7454858 ATGTGACCGGGCACTTTAAC ACCCGACATGTCTTGGTAGC 146

Ad08A1958 Aradu.A08 1958 p2 (TA)6 12 7462020 7462031 ATGGGAGGTCACGGTTCATA AAGGGAACCAAAGGGAAAGA 165

Ad08A1959 Aradu.A08 1959 p3 (ATA)7 21 7462376 7462396 TGATATTGACAACTTAAAAATGAAAGA ATGCCAACGCGAAGTTTTT 280

Ad08A1963 Aradu.A08 1963 p2 (AT)6 12 7466598 7466609 CGGATCGGGTTGGATATCAG TGGATTCACAGATCCGTACAATAA 259

Ad08A1968 Aradu.A08 1968 p3 (ATC)5 15 7472810 7472824 CGCTCTCCGGTGATACAAAC TCAAAACACCAAAATGGCAA 222

Ad08A1972 Aradu.A08 1972 p3 (TCG)7 21 7491481 7491501 GGGATTGGAAGAGGAGGAAG TGGAGAATTCGGATTCCAAG 200

Ad08A1977 Aradu.A08 1977 c (GAA)5ggaaggaaaaaag(A)1038 7506458 7506495 TCAACGTGGCAAAGTCCTTA GATGGAGGTAACGGCAGAAG 272

Ad08A1981 Aradu.A08 1981 p2 (TG)22 44 7522060 7522103 GGCATATTTTGGGTTCCCTT GACATCCCATGTGTAACACCC 242

Ad08A1987 Aradu.A08 1987 c (GT)6ta(AAT)5 29 7545375 7545403 TGATCCAGCTAACCCCAATC CTCATCCATGGCCAGAATTT 228

Ad08A1991 Aradu.A08 1991 c (A)10gaagatgatgaagaagaaaaagatgaaa(AAG)553 7568661 7568713 ACCGAAATTGGAAAACAAGC CAAAACTCTTTCTCCGCTTCC 269
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Ad08A1993 Aradu.A08 1993 p3 (AAG)5 15 7574681 7574695 CGAAAACAAGCACACAAACAA TGCATTTGAACTCATTATTCTGC 277

Ad08A1995 Aradu.A08 1995 p3 (GGC)5 15 7578005 7578019 GAACGGATTTTCACTCGGAA ACGGCGAGTCCTGAGTCTTA 235

Ad08A1998 Aradu.A08 1998 p2 (TC)11 22 7587583 7587604 CTGTTCGCTCTCACCAATCA CGGTAGCCACTTGCACATAA 276

Ad08A2002 Aradu.A08 2002 p3 (ATT)18 54 7595964 7596017 TTTTTCGTATTTCCATTGATTGAT TTCCTTACTGGTAGACATTCTTGTAA 260

Ad08A2004 Aradu.A08 2004 c (CCA)6gaaccaga(ACC)541 7598034 7598074 CGCTCTAAAATGATCCCCAA GGATGACGATGATGATGCTG 209

Ad08A2006 Aradu.A08 2006 p2 (TA)9 18 7600533 7600550 TTATTATTGCTTCGGCACGG CGGAGTGAGTGAGTGTTGGA 189

Ad08A2007 Aradu.A08 2007 c (TAT)5ttgatggttttagtagttaagagaaagggggttgaatcttagctctttttttatttaataacaacactttttggtctttgaaataacttttgaaga(T)10121 7601968 7602088 TCAATTCAATGCATGTTTCAAAG TGCAAACCCAATTGTATTAAAAA 278

Ad08A2009 Aradu.A08 2009 p3 (AAC)5 15 7619440 7619454 TGCATATAAAAATTTGACCATTGAA AACATCCAGTCAGGAGGGTG 276

Ad08A2010 Aradu.A08 2010 p3 (AAT)15 45 7620473 7620517 GCCGCTCTAAATATATTGGCT TTTGATATATCCTTTTTGCAACTTTTT 235

Ad08A2011 Aradu.A08 2011 c (T)10ataaatctcacagtaaatttatattataatttttagttgaaagtttacaaacaaatttaaataccaaagtttattattt(A)1099 7622106 7622204 TTGCGAAATTTTAGAGCTTGTT TGGCAATGTATAGTTGATGTTGT 227

Ad08A2014 Aradu.A08 2014 c (A)10tcaaagagagaatatttaaatactgaatgaacaaag(AT)862 7630902 7630963 GGGTGGTGGTGAATCAGAGT GGACAACCATAACGATTTCTGA 247

Ad08A2020 Aradu.A08 2020 c (A)10ctgccctaaatatgaattattacataacactcttaaaaaatcacgtacaaaaactaaaacaacga(CT)687 7641907 7641993 TGCTCTTGCCTCTTGGTTTT CCTCCATTCTTCCCCATTTT 206

Ad08A2022 Aradu.A08 2022 p2 (GA)6 12 7650017 7650028 TCAGGTTGTGCTCCTCAGTG TAAAGCACAATCACGCGAAC 275

Ad08A2026 Aradu.A08 2026 p2 (TA)10 20 7666662 7666681 GCAGAGAATTCCCAATGAGG CCGGGGATTGATTGTGATTA 261

Ad08A2027 Aradu.A08 2027 c (TCC)5tcttcttctttcaaattcgcacacgtcgg(TTC)662 7679297 7679358 ATCCAACCAAGTTGACCCAA TTGGTGTTGTTGGTGATTACG 212

Ad08A2031 Aradu.A08 2031 p2 (AG)9 18 7694025 7694042 CTTGACCGAAGAGAACCAGC CCAGCGCCCTTTACATACAT 160

Ad08A2032 Aradu.A08 2032 p2 (AC)7 14 7695417 7695430 AATTTGACCCATCAGCAAGC TGATCATGACACGTCAGAGAAA 197

Ad08A2037 Aradu.A08 2037 c (A)10ccactattttaacttttaatgaaagagtt(A)1049 7704774 7704822 TGCGAGTTGCATAATCGTTG TTTGCCATTAGCCTCGTAGC 150

Ad08A2038 Aradu.A08 2038 c (A)10ccactattttaacttttaatgaaagagtt(A)1049 7704990 7705038 GCTACGAGGCTAATGGCAAA GCATCGCACGAATTTAACAC 230

Ad08A2045 Aradu.A08 2045 p2 (CT)10 20 7723782 7723801 GTCATCGCCGAACTCTTCTC AGAGCTCGAAGAGGGACGTT 258

Ad08A2048 Aradu.A08 2048 p3 (CCT)6 18 7726962 7726979 ACTGTTCTGGCTCTGCCTTC TGGATGTTGCTTATCCCAGA 261

Ad08A2050 Aradu.A08 2050 p3 (TTG)5 15 7736446 7736460 TTGCCGTTTAGTGCTGACAC GTATCCCTCCGCCTTCTCTC 215

Ad08A2051 Aradu.A08 2051 p2 (AT)6 12 7748951 7748962 ATCACACATTGCCAACATGG TTGGTTTGCAGTCAATTTTCA 266

Ad08A2053 Aradu.A08 2053 p4 (AAAT)5 20 7755342 7755361 TTAATAAGATCAAACCTCTTCAAAAA TCAGCTCCGTACTATTTTATGGC 177

Ad08A2056 Aradu.A08 2056 p3 (TCT)5 15 7766373 7766387 ATAAAGCCACCGCAAAAATG TTCGTTCGTAGGCGTAGCTT 237

Ad08A2057 Aradu.A08 2057 p3 (TTC)8 24 7766501 7766524 TGATGTGGTGGCAATGCTAT CACCCTTGCCTTTTGGTTTA 262

Ad08A2068 Aradu.A08 2068 c (C)18(A)11 29 7804120 7804148 ACAGAAAATGCTATTGGTTGTTATT CAACGAATGGCTCCAAATTA 280

Ad08A2069 Aradu.A08 2069 p2 (CT)7 14 7807501 7807514 TAAGGGTGTTTGGTTGGTGC ATGTCCGTCGTTTTTCTTGC 278

Ad08A2070 Aradu.A08 2070 p3 (TTA)5 15 7809743 7809757 AATGACGGTGTCCTACCTGC AGGCCCTGGATATCTCTCGT 136

Ad08A2071 Aradu.A08 2071 p2 (AT)7 14 7815736 7815749 ACCAAAATCAGTTTTGAGAATCA TTTGGTACTGCTTTCCCTCC 243

Ad08A2073 Aradu.A08 2073 c (TCT)5tttctttcgtttcttgccttctctttctc(CTT)559 7818886 7818944 ACGCGTTTCAAATCGTTCTT GAAGAAGGAGAAAGAGAAGGCA 165

Ad08A2074 Aradu.A08 2074 c (A)10cgaagaaa(AGGAAG)8at(GAA)686 7819479 7819564 TCGTTTGGGTGAATTCCTGT GCGCTACACTCACCATGTATT 280

Ad08A2076 Aradu.A08 2076 p2 (GA)9 18 7820875 7820892 TGTATGATTCAAACTCACAACAAAAA CGTGTCCACGACCAAAATTA 160

Ad08A2077 Aradu.A08 2077 c (AT)6aa(AAT)5 29 7821769 7821797 TCTATGACGACACAGAAAGAAAAA TGGCCAAAAATTTGGTGAAT 154
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Ad08A2079 Aradu.A08 2079 p3 (AAT)5 15 7827940 7827954 TCCTTCTCTGAATGCTGTGC TGCAATTCAATCAATTCATGC 277

Ad08A2085 Aradu.A08 2085 p2 (CT)9 18 7840775 7840792 TGAACGTTGAATACGTTGACA AACAAAAGGAGGGGACGATT 194

Ad08A2086 Aradu.A08 2086 p2 (AG)13 26 7841227 7841252 TCGTTGGGCTATGTTGATGT CATCCACCCTCGAACTCACT 155

Ad08A2095 Aradu.A08 2095 c (GGA)5gaagtagaagaagaatctgcgtgcgcgaagaagaagaaggagggggaggatgagg(AGA)9atctgcgtgcacgaaggaagaggaggaggatgaggaggaggaggtatacgtgaatttgaaagaagaagaagatgcagaagcgcagggg(AGA)6203 7851543 7851745 TGGTGTTGTTGGTGATGACA TATCTTCTTCTCCTCCCCCG 258

Ad08A2096 Aradu.A08 2096 c (TA)7(TG)11 36 7858533 7858568 GAGAGAGTGGCTGCGAAAAG CAAAATTCTTTCGAGGCAGG 260

Ad08A2099 Aradu.A08 2099 p2 (TA)6 12 7862613 7862624 CAACCCCTGATGGTAAACCT TCAAATGCAATTCTCTCTCTCTTT 276

Ad08A2100 Aradu.A08 2100 p2 (TA)6 12 7867825 7867836 TCTCGTGCTGATAACGTGTTG TCAAATGCAATTCTCTCTCTCTTT 190

Ad08A2101 Aradu.A08 2101 p3 (CTT)6 18 7868650 7868667 GGCGATAATCTCCGATTTCA TTCTTGCGCTTGTCCCTAGT 255

Ad08A2102 Aradu.A08 2102 p2 (TG)6 12 7869143 7869154 CGAGTCTGCTCAAGACACGA TGGCAAGATTAAAAGAATTGCAT 270

Ad08A2105 Aradu.A08 2105 c (AAT)9aac(AAT)854 7875240 7875293 GCACACAAGTGGCTTTTCAA TCCAAAGCATGGAGGTTAGAG 228

Ad08A2108 Aradu.A08 2108 p3 (AAT)5 15 7876517 7876531 GGTGACATTCAATAAGTCTGACG TGGGTTTGAAAAATAAATATCAACAT 263

Ad08A2112 Aradu.A08 2112 c (AC)11atataagttgaaagaaaatagtaaatgagaagtctgaaaaccctaaaccc(TA)684 7891486 7891569 CAGGCTCACGAGGACAAACT CGTTCCGATGCACAATTTTA 266

Ad08A2113 Aradu.A08 2113 p2 (TA)6 12 7895723 7895734 ACTCCAAAGCAATGACACCC AGTTTCCCAGCCCTTGATTT 265

Ad08A2120 Aradu.A08 2120 p2 (GA)10 20 7912838 7912857 CAGCAGCTCCAAGAAGACCT AACCTTGCATAAACCCTCCA 255

Ad08A2125 Aradu.A08 2125 p2 (AC)12 24 7926061 7926084 TTGAGAAACATGCTGAGACACA GAGCTTTTGTACGTGTGCGA 247

Ad08A2126 Aradu.A08 2126 p3 (TTC)6 18 7938197 7938214 CCACAGGATCACCTCAGGAT TAAAATATTGCTCGCCCTCG 219

Ad08A2130 Aradu.A08 2130 p3 (AGA)6 18 7975250 7975267 CTAGAGGATTCTCCGGCCTT TCCATCTCCCATCACTCTCC 160

Ad08A2131 Aradu.A08 2131 p3 (TCA)5 15 7979513 7979527 ATCTCCACATCAAGATCCGC TGAAAATTTGAAGGCCCAAG 204

Ad08A2135 Aradu.A08 2135 p2 (TG)6 12 8005550 8005561 TAACATTTGTGGGACACCGA CTCACAATGTTTCCGGATTG 166

Ad08A2136 Aradu.A08 2136 p2 (AG)6 12 8008763 8008774 ACATTGTAATCCGTCCGAGG TCGAGATTCTGAGCAGTGGA 274

Ad08A2142 Aradu.A08 2142 p2 (AT)6 12 8018427 8018438 ATCTCCGATGAGTACACGGG TGGAGGGTTGAAATCAGGAG 194

Ad08A2146 Aradu.A08 2146 p3 (ATT)5 15 8025276 8025290 TCTCAATTTTTGTAGATTGTGAAATG TGGATTTCTTCCTATAACTCCAAT 280

Ad08A2149 Aradu.A08 2149 c (GT)10(GA)19 58 8044696 8044753 GGTGATTGGGGAAGGGTATT ACGTTTAACGCCAGAATTGC 225

Ad08A2150 Aradu.A08 2150 p3 (AAG)6 18 8050399 8050416 CGGTGGAAGCTTTTGTCTTC ACACAACACAACCCCCTCTC 220

Ad08A2151 Aradu.A08 2151 p2 (CA)13 26 8059569 8059594 AGTTGAAATTCGAGCGCCTA TTTATGGTTGTTGCGGATGA 240

Ad08A2154 Aradu.A08 2154 p2 (AC)17 34 8079079 8079112 CCCAACAGTTGCTTGGATCT TGGTCTTGATGGATAAGCAGG 226

Ad08A2156 Aradu.A08 2156 c (AC)7atacacgcgcgcgtg(CA)1457 8085890 8085946 TTTTTATGCTTCACCTCCCG ATGTTGCAGTCATCATCCGA 252

Ad08A2161 Aradu.A08 2161 p3 (TTA)5 15 8092048 8092062 CCTTGTCCCCTTATTGGCTT CAAGTGCGTGAAGGTCAGAA 279

Ad08A2167 Aradu.A08 2167 p2 (TG)14 28 8135743 8135770 GGTACCCTGCAGAAGGATCTC ATTGCAGTGATTGAAAGGGG 276

Ad08A2174 Aradu.A08 2174 c* (A)11(ATT)7* 31 8138647 8138677 CTTCAATATGTTGCTCCCTCA GTTGTCCGTAGCGGTTGATT 265

Ad08A2175 Aradu.A08 2175 p4 (AATA)5 20 8139365 8139384 GCACAAGCATGCACTGAGAT TGGAAAAGCTTTCAATTGGACT 259

Ad08A2178 Aradu.A08 2178 p2 (AT)9 18 8141309 8141326 CATAGAGCCTTTCCCAGCAC TGAAACCAAAATATGCAGCAA 120

Ad08A2184 Aradu.A08 2184 p3 (CTT)5 15 8154265 8154279 CTCTCCCTTCGTCCAATGAC GAGAAGGCAAGAAACGAAAGAA 231

Ad08A2185 Aradu.A08 2185 p3 (ATA)13 39 8155379 8155417 AAAAATGCCTTTGAGTTCCC TCTCGGTTAGATTTGAAGAGTGAA 250
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Ad08A2189 Aradu.A08 2189 p2 (TA)6 12 8179782 8179793 CCTCCTAGAGGGGATTTTGG AACTCGAAAAGCGCAACACT 237

Ad08A2190 Aradu.A08 2190 p3 (GGT)5 15 8182070 8182084 CTTTGGGAAATGACCTGGAA CGACCACATTCAACAACCAC 268

Ad08A2191 Aradu.A08 2191 p3 (GTT)5 15 8182204 8182218 ATCACTCTCTTGGGTGGTGG TTGCTCAGGTTCACCCAAAT 201

Ad08A2192 Aradu.A08 2192 p3 (ATA)6 18 8190495 8190512 TTGTGACATTTTTGCAATGGA CCCTTATCGAAAATTTAGTTGAGTT 249

Ad08A2194 Aradu.A08 2194 p2 (TG)9 18 8197914 8197931 GATTGGAGGGAAATCCAACA TTTTGGGTTCATTGAGCCAT 191

Ad08A2196 Aradu.A08 2196 p3 (ATT)6 18 8203448 8203465 TGATGTGTTTGGAAAGGCAA GGACCTGGTCTATCCCCCTA 242

Ad08A2197 Aradu.A08 2197 p2 (TA)10 20 8214658 8214677 CAACCCGTGACCTTCAATTT TACTTGCGTGGTTCATCGTC 238

Ad08A2201 Aradu.A08 2201 p3 (ATA)5 15 8229679 8229693 GGTCACGTAAGGAGTGGTCAA GCTTAATCCTTCATCGGGCT 209

Ad08A2202 Aradu.A08 2202 p3 (AAT)17 51 8233444 8233494 ACATACTAAGCGCCAGTGCG TTTGCATAATTTGCTAAAATTGG 277

Ad08A2205 Aradu.A08 2205 p2 (TA)6 12 8237252 8237263 TAAGGTACTCTGCACCGCCT GCTTGAGCTTGGAATTGAGC 234

Ad08A2207 Aradu.A08 2207 p3 (TTG)5 15 8245439 8245453 TGTTGTTGTTCTGCTCCTGC GGACCAAAATGCCCTTTCTT 237

Ad08A2208 Aradu.A08 2208 p3 (TCA)5 15 8246212 8246226 TGCAATCTAAGGGAGCCAGT TCGAATGGGGATGAAGAGAG 254

Ad08A2210 Aradu.A08 2210 p2 (TA)9 18 8250286 8250303 AAAAGTTGGCAGTGGGTTTG GGCCAAACAAATCAGGAGAG 278

Ad08A2211 Aradu.A08 2211 p2 (AG)19 38 8256311 8256348 CACCAATCACAGAAGGCAGA TCCATTCCATGTGCACCTTA 153

Ad08A2213 Aradu.A08 2213 p2 (GA)12 24 8263508 8263531 CCTCCGTGCTTTCTCTTCAG CCCAAATGATGGTTTGAAGC 235

Ad08A2214 Aradu.A08 2214 p2 (AT)8 16 8266281 8266296 TAATTTTGTTGGCAGGGGAG CATCAAGTCCTCTGGCCTGT 263

Ad08A2218 Aradu.A08 2218 p3 (ATG)6 18 8281429 8281446 CGGCATTGAAATCTAGGCAT TGGTGTTCCCTTCATAAATTCC 151

Ad08A2220 Aradu.A08 2220 c (TA)7(TG)8 30 8286123 8286152 TCATGGAATCTCTCGTTCCC TGACCATGATGTTGACTCCA 140

Ad08A2222 Aradu.A08 2222 p3 (ATA)5 15 8288509 8288523 CAAAAATTTATTATGATCTTTGCACG CACAAATTTTGCTTCAATTCCA 123

Ad08A2223 Aradu.A08 2223 p2 (AT)9 18 8288768 8288785 GAATTGAAGCAAAATTTGTGGA CATTATTGCATTTTGCTGGA 246

Ad08A2233 Aradu.A08 2233 p4 (TTAT)5 20 8362239 8362258 CCATCCGTCAATTAGGGGTA TTGTCAAACGAAGATTGTGAAA 158

Ad08A2236 Aradu.A08 2236 p2 (GA)7 14 8367058 8367071 TGGCTGGGAGAGAGAAAGAA CGATTAAGGTGCAAAACCGT 242

Ad08A2239 Aradu.A08 2239 p2 (AT)7 14 8375963 8375976 TGTTTCACGTCAACAGTCATTTC GGCCTTTCGACCCTAACAAT 239

Ad08A2242 Aradu.A08 2242 p2 (TA)11 22 8383737 8383758 TGGTATAACTTTGTTTGGGTTAACAT TCTCTCTCCTTTAATTCTTCTCAAAA 199

Ad08A2244 Aradu.A08 2244 p3 (ATC)13 39 8387141 8387179 GACTCCATTTCCCTGCAAAA AAAAACCCCTCAAAAATGGG 242

Ad08A2247 Aradu.A08 2247 p3 (GAA)8 24 8396298 8396321 AGTACTCAAGGCAAAGGGCA AAGTGGAAACCAGTTGCAGG 249

Ad08A2249 Aradu.A08 2249 c (A)11g(A)11 23 8408904 8408926 CCATTTGAATGGTTACCGGA AGAATGCACACCGCACAATA 254

Ad08A2254 Aradu.A08 2254 p4 (ATTT)6 24 8415360 8415383 TTGGTTTCTTCCTCTTCATCG CGTTTCTTGCAACGACCTTT 261

Ad08A2255 Aradu.A08 2255 p2 (TA)8 16 8415558 8415573 TTGATTCCCTCTCAGTCACG CGTTTCTTGCAACGACCTTT 197

Ad08A2256 Aradu.A08 2256 p4 (TTTA)5 20 8418707 8418726 CACTCGTTTGATCTGGGTTG TGGTCATGCATGGCTAGAAA 265

Ad08A2258 Aradu.A08 2258 c (TAA)6tanagtgggaataagtgcaaaagagagaagttttttggtaactttttattcctattcactagagagagtcttttaga(T)10105 8420446 8420550 AGTTACTTGGGTAGCTTAAACATCA TGAGTCCCACTGAGAGTGAAA 248

Ad08A2259 Aradu.A08 2259 p3 (TAT)20 60 8420775 8420834 TTTGAACAAAAACATTGAGCAAG TGCAATTCCTTTCTACTCCTTCA 270

Ad08A2260 Aradu.A08 2260 p3 (AAT)8 24 8423168 8423191 GGAATGGACATAATGGCACC TTTGCTGACCTGCTGAATTG 248

Ad08A2261 Aradu.A08 2261 p3 (TCA)5 15 8424585 8424599 TTCTATCCCAAAACCATGCC ACCAAAATCCATTGTGGGAA 135
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Ad08A2262 Aradu.A08 2262 c (A)10gataaattgtatatagcattttttttaccaaaataataatt(A)1061 8424857 8424917 GCCTTGTATATTTCCCATGTTG GCTGATTTCCTCTCGCTGTT 219

Ad08A2263 Aradu.A08 2263 p3 (ATT)5 15 8426769 8426783 TTCAAAGCCATAGGACCAGG GCCTTGCTCTAACCCTGATG 153

Ad08A2264 Aradu.A08 2264 p3 (ATG)6 18 8426934 8426951 GCATCAGGGTTAGAGCAAGG CATCATGGAGCCCAAAGAGT 244

Ad08A2266 Aradu.A08 2266 p2 (TA)8 16 8430931 8430946 GGTGCCATCGGTTTCTTTT ATACCCGATGCTCAATTTCG 270

Ad08A2272 Aradu.A08 2272 c (TC)8(TA)8 32 8450823 8450854 TGGACCTAACATCACTTGAAAGAA AAGGCGTGGTAAAAGAAAAAGA 220

Ad08A2275 Aradu.A08 2275 p3 (ATT)11 33 8458637 8458669 CCTTCATTAAATGCAAAAATCTGA CACGCGTGACTCATTAAACG 280

Ad08A2276 Aradu.A08 2276 p3 (TCT)5 15 8463574 8463588 CACAGAGGATCGCAGAAACA GGGTCTTCGTTGTTGAGGAA 141

Ad08A2277 Aradu.A08 2277 p3 (TTA)7 21 8464028 8464048 GCCACCTGTCCACTCTCAAT CCACCAAAATGAATGCACAA 228

Ad08A2278 Aradu.A08 2278 p2 (TG)6 12 8464169 8464180 TGCATTCATTTTGGTGGAAA TGGGTAGATATGTCAGCGTTTT 246

Ad08A2283 Aradu.A08 2283 p2 (TA)6 12 8504066 8504077 TGTTGATAAATTGTCGTTGGTG CCATACTCATTAAATAATAATCAAGGC 197

Ad08A2284 Aradu.A08 2284 c (AAT)5gtaacaatactaataataattcatataatcctaat(AAC)565 8508651 8508715 CCGTCTGCGACAACAGTAGA TGGAACACCATCGTTTATGC 269

Ad08A2286 Aradu.A08 2286 p3 (AAG)5 15 8515784 8515798 TGCTGCTGCTTCTTCTTCAA CAAGGTACGTTTCTTGCCTTC 184

Ad08A2287 Aradu.A08 2287 p3 (AGA)5 15 8515954 8515968 GGAGAAAGAGAAAACGAAAAGAGA TGAGGTCCAATAACCAATCCA 278

Ad08A2289 Aradu.A08 2289 p2 (AT)9 18 8519057 8519074 CATCCCCTTCTCTTTTGTGC AGGCAGACCAAAAGTCCATC 256

Ad08A2291 Aradu.A08 2291 p3 (TTC)5 15 8521219 8521233 TTAATGCATGGGGAACATGA TTCTTTGTTGATGAGCACGG 230

Ad08A2293 Aradu.A08 2293 p3 (TTC)5 15 8537634 8537648 TTAATGCATGGGGAACATGA TTCTTTGTTGATGAGCACGG 230

Ad08A2294 Aradu.A08 2294 p2 (AG)22 44 8546222 8546265 CACCCTTTCTCCTTGTTCCA CATGTTGGGTTTTGCATGAG 197

Ad08A2297 Aradu.A08 2297 p2 (CT)24 48 8569981 8570028 TTGGGCTGCCAATCTTAAAC ACCTGCTCCTATGGCTCTGA 255

Ad08A2299 Aradu.A08 2299 c (AT)11(GT)28 78 8582957 8583034 GTTCGATTTAGCTTGCGGAG CTTCCAAATGCCCACAATTC 250

Ad08A2300 Aradu.A08 2300 p2 (TA)9 18 8585385 8585402 TTCCCTCCATGAAACTCGAT AAACGCAACGCTCAAGAAAT 254

Ad08A2301 Aradu.A08 2301 p2 (TA)8 16 8585932 8585947 TCGCGAAGATAAACTGGCTT TTCAGATGCAGGACGTGAAG 260

Ad08A2302 Aradu.A08 2302 p2 (AT)8 16 8589124 8589139 GCAATCAACAACCAACTCCA TAAAATTTTGGTTGAGGCGG 265

Ad08A2305 Aradu.A08 2305 p2 (TA)7 14 8599053 8599066 TTGTAGCAAGTATCTCCATCGAA GAAGAAGATCTATGTTTGGGTACGA 176

Ad08A2306 Aradu.A08 2306 p3 (TAA)5 15 8601598 8601612 TGAAGCAACGGTTGGTGATA ATGCAATTCGAACATGAGCA 179

Ad08A2309 Aradu.A08 2309 p4 (AAAT)6 24 8608954 8608977 GACGTGGCTCCCATTTTCTA GATGTCACACCCATGGACAC 264

Ad08A2312 Aradu.A08 2312 p2 (TA)7 14 8613670 8613683 TGAGCCATTCCTCAACCCTA CGATTAATTTGTTGAATTGATACGTT 244

Ad08A2313 Aradu.A08 2313 p2 (TA)8 16 8614496 8614511 TAACGTGCGATTCTCATTCG TGCTTATGCCACATTGGATT 278

Ad08A2324 Aradu.A08 2324 p2 (GA)6 12 8634116 8634127 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ad08A2326 Aradu.A08 2326 p3 (TGG)5 15 8635070 8635084 TTCTGCTCCGATTTCTGGTT TCATTCGGACGAAAATACCC 243

Ad08A2331 Aradu.A08 2331 p2 (AT)8 16 8639299 8639314 GATCGCTTTCACGGGTTATG TTGAGAAAGGTTAATCACGCAA 261

Ad08A2332 Aradu.A08 2332 c (TTC)5tctattcgc(GTTCTT)554 8639501 8639554 TTGCGTGATTAACCTTTCTCAA ACGCGGATAGAGGAGAACAA 169

Ad08A2334 Aradu.A08 2334 p2 (AT)6 12 8653526 8653537 CTACGACGTAAGGGTGACCG CAATTCGACAAGTCCGGTTT 123

Ad08A2335 Aradu.A08 2335 c (T)10gtttttatcaaagagcttcgc(T)1243 8657633 8657675 CAGCAATACTCACTCGGTGG TTTTGATCTGCTGTGTTAGAGGA 270

Ad08A2337 Aradu.A08 2337 c (A)11ttatagacttannnnnc(A)1240 8658232 8658271 ATCTCTTTTGGTTGAGGCCA GCAATGGATTCTTCTCCCAA 242
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Ad08A2338 Aradu.A08 2338 p3 (TAA)6 18 8658840 8658857 TAAGGGAAGCGAGAGGCATA TGGACTGGATGGTAAGGGAG 222

Ad08A2339 Aradu.A08 2339 c (T)10cttttatttgaattcctacactatattattttttttagttaggtctctataaaattaaatcaattactgtcaaaagaaacttaatt(A)10106 8659907 8660012 TTTTCTTATAATTGAGTTATTGCATCA GGAAAGATTTAAGCCTTTATTCCA 271

Ad08A2344 Aradu.A08 2344 p3 (ATA)6 18 8677584 8677601 TTTCCCACGTTCTCTGTTCA GGACGAACTAGCCCAACAAA 200

Ad08A2347 Aradu.A08 2347 c (A)11taggtatatacattgccccttagaagcaatgcaagtgtaagttattaatcatcaccaatgagagaattgtttttggcaattaggtacaca(AG)11123 8681149 8681271 TCGATGCAACCAACAAGAAG TATGAATGGCGATTGCAACA 221

Ad08A2348 Aradu.A08 2348 p3 (ACT)5 15 8681472 8681486 CTTGATGAATTAATGTCCCTTCA AGGTACGACGAAGTAGCCAA 244

Ad08A2354 Aradu.A08 2354 p2 (TA)10 20 8700130 8700149 TCTCGATCTCATAGGTTCCACA AGGAGTGAGACTCAAATTCGTAA 237

Ad08A2355 Aradu.A08 2355 p3 (AAT)7 21 8700322 8700342 GATTACGAATTTGAGTCTCACTCC CCCAGCCATAAAGAATCGAA 220

Ad08A2359 Aradu.A08 2359 p3 (TGA)10 30 8708486 8708515 ATGTTCCTTTTGTTGCCACC TCTGATCCTGCTTTCGGAAT 166

Ad08A2362 Aradu.A08 2362 c (AAT)10aaaacacattcataggctctaatggtgtgtatttgctaatggttttaatttgctaggatatcaac(T)10105 8712586 8712690 TCCACAAAACCTAAGCCTCAA AACCCCAAACCCATTCAAGT 241

Ad08A2371 Aradu.A08 2371 p2 (TA)9 18 8736855 8736872 TCATTGGTCAATCTCATTACAAAA GGCGATACTTGCCACAATCT 269

Ad08A2379 Aradu.A08 2379 p4 (TTTA)6 24 8759543 8759566 TTTGCTTTGCAAATTTTCTTGA TTCCATCATATTCCCTCCGT 252

Ad08A2380 Aradu.A08 2380 p3 (ATT)11 33 8760048 8760080 TTGGGCTATCCGTTGACTTC TTTGGCTCCTTGAATTCGTT 261

Ad08A2381 Aradu.A08 2381 p3 (TAA)9 27 8760269 8760295 AACGAATTCAAGGAGCCAAA TTGGGTGGAACTAGTGGAGG 233

Ad08A2384 Aradu.A08 2384 c (GC)6(AG)22 56 8768674 8768729 CACATGCAGCTGAGAGGAAA ACCGATTTGACTCGTTGACC 251

Ad08A2385 Aradu.A08 2385 p2 (AT)11 22 8771141 8771162 TAGGTCGAGTCGGAGCTTGT GCGTAAATTAGAGGTGCCGA 250

Ad08A2386 Aradu.A08 2386 p2 (AT)6 12 8776018 8776029 TGTTGGAAACCATGCGAGTA TGACAACCATGAGTTAGGGAAA 198

Ad08A2391 Aradu.A08 2391 p2 (AT)6 12 8791457 8791468 CTCGCTCTGCTTCTTCAGGT TTGTTGACTAAATGCTGATCAAA 229

Ad08A2393 Aradu.A08 2393 p2 (TA)6 12 8806521 8806532 GAGAACCTTCGTTGAGCGTC GTGAAGTTAAGGTCGGCCAG 236

Ad08A2395 Aradu.A08 2395 p2 (CA)6 12 8812413 8812424 TGCAGAATTTTTGATTTCTGGTT ACGCCCTCAATAGATTGCAC 155

Ad08A2397 Aradu.A08 2397 p2 (TA)11 22 8821199 8821220 CCGCTCCATGGGACTTATTA CTGAATGACGCAGTGACAGA 126

Ad08A2398 Aradu.A08 2398 p3 (AAT)5 15 8826262 8826276 GTGCATTGGAATGGGATCTT TGTTTTGAAAATTCGATAAGGGA 270

Ad08A2399 Aradu.A08 2399 p2 (AT)8 16 8832802 8832817 TTTCATTCTGAGACTAAAGAGTTATGA TTTTGCTCCCCTATGAGGAA 250

Ad08A2406 Aradu.A08 2406 p3 (CTT)5 15 8860721 8860735 GGGGATGAGAGGTTCAGACA AAACTTCATCACTCCACCGC 189

Ad08A2407 Aradu.A08 2407 p3 (GAA)6 18 8861404 8861421 TCCAACTCGTTTCTGAGGGT TGTTCATCAACATAAGAGAGAGCA 280

Ad08A2413 Aradu.A08 2413 p2 (TA)6 12 8870643 8870654 TGCTGCTCTTTCAATTGTTG ACTTGGCCTAGTTGGGGAAT 171

Ad08A2414 Aradu.A08 2414 p3 (AAT)11 33 8870788 8870820 TTTATTCCCCAACTAGGCCA TAAAACGAAACCGTCGACCT 143

Ad08A2419 Aradu.A08 2419 p2 (AT)7 14 8875255 8875268 CAAACAAACTTGATTATTTTGCTG TCGATTAAATTACAGGTGTTTGATT 223

Ad08A2432 Aradu.A08 2432 c (A)15caactttggaacaaaataaatgtttgattaaaccgttgaccaagattgtgacataaatatgtaagataaaaaaatt(A)10101 8904892 8904992 TGGGACTCCCTAATGACTGC CCCACCCCCACAAATCTTAT 222

Ad08A2433 Aradu.A08 2433 p2 (AG)6 12 8907814 8907825 AACATAATGGTTCATGTCCACAA TAAGCTTGGCTTGGAGCAAT 277

Ad08A2438 Aradu.A08 2438 p2 (TC)9 18 8918522 8918539 GTAGAAGGAAGCGAACGTGG GGGTTGGTTGCTTGACTTGT 200

Ad08A2440 Aradu.A08 2440 p2 (AT)7 14 8921187 8921200 GACTGAAGATCTGAAGGCCG ATTCAGACTTGTCGGGTTGG 152

Ad08A2444 Aradu.A08 2444 p2 (TA)6 12 8928214 8928225 TGTGATTCCTATCCGAACATACTT AACCTGCACTACCGTTGACA 181

Ad08A2446 Aradu.A08 2446 p3 (AAT)5 15 8930503 8930517 AATTTTCGCCATAGGGTTATTT GTTGGCTCTCACGGTTTACA 280

Ad08A2447 Aradu.A08 2447 p2 (TA)6 12 8932215 8932226 CCCTACGTATACAGACCCAAAAA GGTTGGTGTTTTTCTTTCATCC 225
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Ad08A2448 Aradu.A08 2448 p3 (AAT)5 15 8932778 8932792 TTGCTAACTGCTGCCTAGTACA CCGAAATATAACCGTTGGTCA 280

Ad08A2454 Aradu.A08 2454 p2 (TA)7 14 8946587 8946600 CCAAACCTTAAAAATTAACTATGATGA TTGGAAGGTAAAAATTCTATTTGTAAT 278

Ad08A2457 Aradu.A08 2457 p3 (TGA)5 15 8951110 8951124 TGACACTGTGGTTGTCAGCA TCCTCTCCACCATTTTCGAC 166

Ad08A2459 Aradu.A08 2459 p3 (TCA)5 15 8952939 8952953 TGTTCCAAGAAGCGTCATCA ACCACCACTACCACCACCAT 149

Ad08A2461 Aradu.A08 2461 p2 (TA)9 18 8956728 8956745 TGATCCAATTTGGTAGGATGTG CACTGTCTTGCATCCAGCAT 192

Ad08A2465 Aradu.A08 2465 c (TA)6cacataagcaataatatacc(A)1143 8968019 8968061 GCCAAGAACCAAAAAGCAAG CATCTAAAGGTTTGCTGCTGG 209

Ad08A2468 Aradu.A08 2468 p4 (TTAT)5 20 8976795 8976814 GAAGCAGTTCCAAGAGGTGG TCACCATACTCAAGTCACCTAAAAA 253

Ad08A2471 Aradu.A08 2471 p2 (AT)7 14 8987593 8987606 TCCACAACCAAATATATCCAAAA TCCATATGTCACAGGCAGGA 172

Ad08A2473 Aradu.A08 2473 p2 (AT)10 20 8994582 8994601 GGCAAACGACCAAATTTTCA TCCACCAGCCCCTTAGTAGA 264

Ad08A2477 Aradu.A08 2477 p2 (TC)6 12 9009742 9009753 TTGCATGTTGGTTTTTGCAT TTACTCCTTGCTTCAACCCG 161

Ad08A2478 Aradu.A08 2478 p2 (AT)6 12 9019512 9019523 CAAACAAATCTATGCAAACCCA CGAGCGAACTAACCACTTGA 180

Ad08A2480 Aradu.A08 2480 p3 (AAG)5 15 9021810 9021824 AAAGGTGGCAACTCAAATGC GGCTGTCAACCAATATCACAAA 119

Ad08A2482 Aradu.A08 2482 p3 (AGA)5 15 9027193 9027207 GCGAACAATCTCCCAAGAAG TAGGGTTTTGACAAGTGCCC 269

Ad08A2487 Aradu.A08 2487 p3 (TAA)7 21 9035572 9035592 ATTGGAGGAGTGGAAGCTGA CAAAATTCAGGGACCGAAGA 140

Ad08A2492 Aradu.A08 2492 c (TCT)5aacacgctaacacgctactcacactacacactc(T)1058 9046555 9046612 TGATAATATGTTTTTCGGGCG ACCAGCCCACACCCCTTTAT 272

Ad08A2493 Aradu.A08 2493 p2 (CT)6 12 9049955 9049966 GGAGAAATGCATCCATTGAGA GGCAACAGGAAAATCCAAAT 279

Ad08A2495 Aradu.A08 2495 p2 (TA)6 12 9057478 9057489 CACAAAATTCAGTGAGGGTTCA GCCATGCAATGCAATTCTAA 267

Ad08A2496 Aradu.A08 2496 p2 (CT)6 12 9058312 9058323 GGAATGCATCCATTGAGAGAG TGAGCAACAGGAAAATCCAA 278

Ad08A2497 Aradu.A08 2497 p4 (AACT)5 20 9063626 9063645 GGTAATAAGGGGCAGCAATG TCCAACACTTCCAAACACCA 160

Ad08A2498 Aradu.A08 2498 p3 (GAT)5 15 9078282 9078296 TAATTGCGTTGCACAGAAGC AGGCATCGCCATCTTCATAC 133

Ad08A2499 Aradu.A08 2499 p2 (CT)6 12 9080726 9080737 GGTCAATGCACTGCGTTCTA TGCCGACCAAAACTTTAACA 211

Ad08A2503 Aradu.A08 2503 p2 (TA)6 12 9086343 9086354 TTTTATATGCGCTTTTTCACTTTTT TCGGTAGACTAGCCTATTTAATTTTT 272

Ad08A2504 Aradu.A08 2504 p3 (TTC)7 21 9092515 9092535 ACCTTTTCTGCATTGCAACC ACGCGACTAGAGGAGAACGA 138

Ad08A2515 Aradu.A08 2515 p3 (AAT)16 48 9113930 9113977 CCTGTGGTCATGTGAAGGAC TGTCATTCTCTTTTTGTGGGG 237

Ad08A2516 Aradu.A08 2516 p2 (TA)6 12 9122385 9122396 TAGGGGTGTTATGGATCGGA CTACGGGTGAATGCCTGAAT 248

Ad08A2517 Aradu.A08 2517 c (A)10gtatcaaaacaatggcaaaaatg(A)1043 9125190 9125232 TGGACAGTGAGCTTCTGGTG TCTCCCGTGAAAATCACCTT 190

Ad08A2519 Aradu.A08 2519 p3 (TGA)5 15 9126536 9126550 TGAATGTAGGTTCATCATTTTCCA GCTCTTCATCTTCCTCCTCCT 217

Ad08A2520 Aradu.A08 2520 p3 (TGA)5 15 9126924 9126938 TTGAGAAAGTAAAACATGAAAGGAAA GTTGCAACAAATTTCGGGAT 199

Ad08A2522 Aradu.A08 2522 p3 (TGA)7 21 9127311 9127331 AAAACAAGAAGAAACTCGAGAAGG GCAGCAAATTTCGGGATAAA 222

Ad08A2524 Aradu.A08 2524 p3 (AGA)5 15 9128498 9128512 GAGGAGGAGGCAGAGAAGGT CAAATCATTCACACATACAAATCA 151

Ad08A2525 Aradu.A08 2525 p4 (TTTA)6 24 9129013 9129036 ACGGGTTTGACTTTGAATGC CTGGAATTGGGAGAAACCAA 276

Ad08A2526 Aradu.A08 2526 p3 (TCA)5 15 9129239 9129253 TTGGTTTCTCCCAATTCCAG TGACAAGAGGCAAGATGCAC 233

Ad08A2529 Aradu.A08 2529 p2 (GC)6 12 9139134 9139145 ACAAGGCTCCTAAAACCGCT TTTTGCCATATGTTGCTTCG 106

Ad08A2530 Aradu.A08 2530 p2 (AT)9 18 9144190 9144207 GCACCTCACTAGGCTTCTGG CAAACTCAGCCTGTGAAGCA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A2538 Aradu.A08 2538 p2 (AT)8 16 9176507 9176522 TGATCGGGCACTTTAACTCC ACCCAACATGTCCTGGTAGC 257

Ad08A2545 Aradu.A08 2545 p2 (GA)10 20 9209560 9209579 CAGCGTTGCTGCTGTTACAT AAAAATCATCCTCTCATTCTCTGAA 133

Ad08A2547 Aradu.A08 2547 p2 (TA)9 18 9211589 9211606 TTGGTGAAAGGGCAAGTTAAA TCAAACACAGCTTGGACAAAA 280

Ad08A2548 Aradu.A08 2548 p2 (TA)6 12 9212760 9212771 TGCATGAGTAAACCGAATCAA CGTACGGTTCACTAGCCAAA 215

Ad08A2549 Aradu.A08 2549 p2 (TA)7 14 9215678 9215691 TCTCCACTTTTCAACACCCTC TCCCTCACCTGAGCATTTTT 269

Ad08A2551 Aradu.A08 2551 p3 (ATA)6 18 9221854 9221871 TACCCTCCAGCTTCATGACC ACTTCTGGGAAGCCAAGGTT 230

Ad08A2553 Aradu.A08 2553 p3 (TCA)6 18 9224353 9224370 TCCTCCTCCTCATCTTCTGC TCTTCCAAGTAATTTTGGAGCA 203

Ad08A2554 Aradu.A08 2554 c (GAG)5aaacgcgaagaaaaaataacagttgtggttttcatc(GAA)566 9226265 9226330 AAGGAGGAGAAACACGACGA AAGCGTGTTAACATGTGCATC 210

Ad08A2555 Aradu.A08 2555 p2 (TA)6 12 9229911 9229922 TTCTGTCTGTATTTCCGTGGG GACCCAACATCACTTGAAAGAA 245

Ad08A2575 Aradu.A08 2575 p3 (AAT)13 39 9279622 9279660 CAATCACGAAGCAATAGGAACA TTGCTCACATGGCTGGATAC 235

Ad08A2576 Aradu.A08 2576 p2 (TG)20 40 9283337 9283376 CTTGCCACCATGTGTACCAG ATTATCAAGCCAACCCGACA 244

Ad08A2579 Aradu.A08 2579 p3 (GTT)6 18 9296222 9296239 AATTACTCGTCCCGAGCAGA AGGCGCTAGTGTGCTTGTTT 226

Ad08A2582 Aradu.A08 2582 p2 (AT)6 12 9326302 9326313 GAGCCGAATTTGAGTTTGGA CACCGAAAGCTCACAAAACA 213

Ad08A2586 Aradu.A08 2586 p3 (GGA)5 15 9333794 9333808 TGGATTGTGATGCTTTGAGC CTTCGCGTTTCAGCTCTTCT 269

Ad08A2594 Aradu.A08 2594 p2 (GA)6 12 9343743 9343754 GAAGGGCACAAGATGGAAGA GAAAACCCTGTTGGTGCTGT 274

Ad08A2596 Aradu.A08 2596 p2 (CT)10 20 9344482 9344501 CCTCATTTGTGGCTCTGGAT ACCCCAAAACAAACGATTCA 231

Ad08A2598 Aradu.A08 2598 p2 (TG)6 12 9348276 9348287 CTGGGATAAGGTGGCATTGT CACAGCCGACCCAATAAAAT 166

Ad08A2601 Aradu.A08 2601 c (T)10atttctaaaaacttaaatcataatgagaggatccaa(T)1056 9355329 9355384 GCCCTCTCAATTCAGACCAA TTCGTCACGATTTGAGTTCTATTT 221

Ad08A2602 Aradu.A08 2602 p3 (TCC)5 15 9359898 9359912 GGAATCAGCCCATTCAGAAA CAAGGCTTAAGGCACTGGAG 131

Ad08A2603 Aradu.A08 2603 p5 (ATATA)5 25 9361472 9361496 TGCTTTCAGCTTGGTGACTG TGACTGCTAATTTCTTTGCTTCA 264

Ad08A2607 Aradu.A08 2607 p3 (TCT)5 15 9367794 9367808 TCCTTCTCATCTTCTGCTGCT CCTCTTCCAGGTAATTTTGCAG 199

Ad08A2608 Aradu.A08 2608 p3 (TGA)5 15 9370054 9370068 CCTTTCCCTTTTTAGCCTGG AGGGCGGCATATTAGAGGTT 125

Ad08A2609 Aradu.A08 2609 p3 (AAT)5 15 9388811 9388825 CCCTAAGTTCATTGTCTGAGCC AGGAAAACGATTTCAATTAAGAAA 224

Ad08A2614 Aradu.A08 2614 p3 (GTA)5 15 9402424 9402438 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 235

Ad08A2617 Aradu.A08 2617 p3 (TAA)5 15 9410217 9410231 TCGGCCGATAATTGAATATTAG TGGCAATAATCTAATGGTGGTT 202

Ad08A2623 Aradu.A08 2623 p3 (TTC)5 15 9434102 9434116 AGCAATCCAAGATTTGTGGC AGGTTGCGAAAATCGAAGAA 160

Ad08A2624 Aradu.A08 2624 p3 (AGG)5 15 9434261 9434275 TTCTTCGATTTTCGCAACCT GAGGAACCAAATGGTGCAGT 242

Ad08A2626 Aradu.A08 2626 p2 (GT)6 12 9445278 9445289 GCAGACTTAAAAATTCGCCA GGTTTGAGGGTTGCTTTTGA 200

Ad08A2627 Aradu.A08 2627 p4 (TATT)5 20 9453760 9453779 CGAAAACCACTAACCACTTTTTC GAACACAGAGTGGGAGGGAG 247

Ad08A2638 Aradu.A08 2638 p3 (TTC)7 21 9488056 9488076 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 212

Ad08A2640 Aradu.A08 2640 c (TTATT)5tatagtatccagatttccagattcaacataaagatatgaaccatccaatctagactaatatctatactctagtataacaagaagcaaaattacaaaaaaa(TATAT)5150 9508606 9508755 GGCCTCATCGCAATTATACG TGAGCTATTGACATGTTGAGATGA 223

Ad08A2642 Aradu.A08 2642 p2 (AT)6 12 9523106 9523117 TTCACCAAACACGGATACAAA CATGAAGGAGAGAGGGAGGA 229

Ad08A2645 Aradu.A08 2645 p2 (TA)6 12 9536297 9536308 TTCACCGCTTTACTTTTTCAA CTGCAGATGGGGTAGGATGT 271

Ad08A2649 Aradu.A08 2649 p2 (TA)9 18 9543812 9543829 AGCTTGCCACAACTAACGCT TCCCAAACACACACATTTCC 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A2655 Aradu.A08 2655 c (AAAT)5aattctataaagtcaagtgcatataaaaagatagtaatttgtgtttaattagtttggagta(T)1091 9559895 9559985 TGTCTTTCAAGCTTGGTTGAGT TTTTGAAACATTAAAAGCACAGTTTT 181

Ad08A2656 Aradu.A08 2656 p2 (AG)8 16 9562502 9562517 AGCGCATCGTAGTTGAACCT TGCAACTTTTACAACCTTCTGG 227

Ad08A2661 Aradu.A08 2661 p2 (AC)8 16 9590003 9590018 TTCCCCTAAATTAAACCTCAACC ATGCTATAGTGGTGGCGAGG 275

Ad08A2669 Aradu.A08 2669 p3 (TCC)5 15 9653573 9653587 CTGCAGATGGTGTCAGTGCT TGGCACAGAGCAAAGTGAAC 123

Ad08A2670 Aradu.A08 2670 p3 (ACC)6 18 9655609 9655626 TGATCATCCACAAGGGACAA TGGTTGGAAAGGAGAACCTG 190

Ad08A2671 Aradu.A08 2671 p4 (AAAT)6 24 9662198 9662221 CGGTGTACTTGCCGGTAGTT CAAAACTGAATCGAACACATCA 240

Ad08A2673 Aradu.A08 2673 p6 (TATGAT)5 30 9683665 9683694 ACGTGCTCCAGGTTGAGACT CCATTGGACAGTCCCTCTGT 193

Ad08A2677 Aradu.A08 2677 p3 (TTC)5 15 9691400 9691414 TGGTGGTTTCTTCTTTTGCC AATGCATCGCTAGGAGGAGA 225

Ad08A2678 Aradu.A08 2678 c (AG)6atagat(AG)9 36 9691824 9691859 TGAAGAGGATAGTGACTGGGC TTTCGCAAGCAAAATTACCC 262

Ad08A2686 Aradu.A08 2686 p2 (TA)7 14 9716501 9716514 TTCTTCACCCCTTCTGTGCT TGTGACGGATCAACAAGGAA 228

Ad08A2690 Aradu.A08 2690 p2 (AC)8 16 9719193 9719208 GGGTTGCCTTACACAGCATT GAGTAGGAACCACGCCAAAG 244

Ad08A2691 Aradu.A08 2691 p2 (TA)11 22 9719336 9719357 TGTTCCAACACAAATCCCAA TCCAAAAGAAGAGCCCAAAC 188

Ad08A2692 Aradu.A08 2692 p2 (GA)22 44 9719715 9719758 ATATTATCGGAGGCAGCGG CGTCGAAAGCAGAGACACAA 216

Ad08A2693 Aradu.A08 2693 p2 (TC)6 12 9719885 9719896 TTGTGTCTCTGCTTTCGACG ACGGGTTCTCACTTCACACC 120

Ad08A2695 Aradu.A08 2695 p2 (AT)6 12 9720591 9720602 CAACTCTTTGCACGCCATAA TCCAAATCGATTATGTTTTAAATTG 266

Ad08A2696 Aradu.A08 2696 p2 (AT)6 12 9725180 9725191 GGATAAAGCCAAAGCCATGA TCTCGTGCTGATAACGTGTTG 153

Ad08A2697 Aradu.A08 2697 p2 (AG)6 12 9726922 9726933 ATTGTGATTGGGGATGGAAA TGGCCAAAACCCATATACCT 269

Ad08A2698 Aradu.A08 2698 p2 (TA)7 14 9736975 9736988 TGCGATTCTTTCTTTCTTTATTTTT AACTCCTCCTTCTGCTCGGT 270

Ad08A2701 Aradu.A08 2701 p2 (CT)6 12 9754001 9754012 AAGTGGATTCTTAAGCGGCA TGGTTTTGGGACACGTTGTA 229

Ad08A2706 Aradu.A08 2706 p3 (GAT)5 15 9759597 9759611 GATTTCCGAGGAGAAGGGAG AGACACATCGTGTTGGGACA 230

Ad08A2710 Aradu.A08 2710 p2 (TA)9 18 9775058 9775075 CCAAAAATATCTTCGGTTGAAA AAAAGAAACCCTTCGCTTTTT 276

Ad08A2714 Aradu.A08 2714 p2 (TA)6 12 9778574 9778585 AGAAATTGATCATTGGGGCA GCCAACTGGCTTATGTGGTT 207

Ad08A2715 Aradu.A08 2715 c (T)10gcaagagtattga(TAT)538 9780404 9780441 TCAAAAAGCTAGTGGAAAAATGG TTTCCGGTTAAAATCCAGTCA 239

Ad08A2716 Aradu.A08 2716 c (T)10cggtaaaaagtccctacataatttattaactagattcatttttgtgtaacggatctataagaatttagtttagtttttcta(T)10101 9780913 9781013 AGGAGAGAGGAGCCGAAGTT TTGATCCGAATTGCATACCT 277

Ad08A2717 Aradu.A08 2717 p3 (ACC)5 15 9783982 9783996 AACAACAACCACGCATCGTA TTTGGCCTCTGACTATGGCT 167

Ad08A2719 Aradu.A08 2719 p2 (CT)10 20 9789695 9789714 TCCGATTGTTTTCCTTCCAC GCCATCTCTCTGCAAAATCC 280

Ad08A2724 Aradu.A08 2724 p2 (TC)15 30 9806748 9806777 AAATCCTCAGTGCCTCCCTT CAAACCGAAGCTGGAAAAAG 169

Ad08A2726 Aradu.A08 2726 p2 (TC)18 36 9817116 9817151 TGTCCTTCTTCAGCTTCCTTG ATTTGCCAGCACCTCTCATT 258

Ad08A2728 Aradu.A08 2728 p3 (ATG)5 15 9821528 9821542 TTGGAAACAGCATTGCCATA GGGAATATCGCAAAACGATG 268

Ad08A2729 Aradu.A08 2729 p3 (TTC)9 27 9823665 9823691 CTACACTTCACACCCCCGTT CGACGAAGATGATTGCGTTA 237

Ad08A2730 Aradu.A08 2730 p3 (CAA)5 15 9828895 9828909 GCTTTTCTCCCCCTTTTGTC ACTTGGAAAAGGATCTGGGC 280

Ad08A2732 Aradu.A08 2732 c (CAA)5aagaatgacgataagaagaaaacacgtaaagaagaagaagacgctccctgcgtaaacgagcatgaaaagaagaagaagaaa(AAG)5aaa(AAG)5129 9848313 9848441 TGCTTCTTCACCAAAGAGAGAA GAAATACACGCGCCCAATAC 213

Ad08A2733 Aradu.A08 2733 p3 (GGA)5 15 9849052 9849066 TGTTGTGATGTTCGGACGTT GTTGTTGCTTCAGCACTCCA 207

Ad08A2734 Aradu.A08 2734 p3 (CAA)5 15 9849207 9849221 TGTTGTGATGTTCGGACGTT GGTGCACTCATCAAAGCAAA 246
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Ad08A2735 Aradu.A08 2735 p2 (AT)6 12 9849416 9849427 TGCACCACATCCATGTCTTT TAAACTTGCCGGAGAGAGGA 255

Ad08A2736 Aradu.A08 2736 p3 (ATG)5 15 9850766 9850780 AAAGTTGCTGGCCTCCTAAA GGCAACTGAACTTGAGGGAC 256

Ad08A2737 Aradu.A08 2737 p4 (ATGT)5 20 9854583 9854602 GCTGCAACAGCAACAAGAAG CTGGCAGAAGCATGAAAACA 151

Ad08A2742 Aradu.A08 2742 p3 (GAA)5 15 9866448 9866462 TGAATAATCCAAACCCCATCA CGCATTATAGGCTTCGTCGT 251

Ad08A2743 Aradu.A08 2743 c (CAA)5tttttattccaaaaattgatgaatatattgaccttc(A)1061 9867057 9867117 GAGGCTCTTATTTGAGGGGG ACCAAATATCCTTCCCGGTC 226

Ad08A2751 Aradu.A08 2751 c (T)10aaattcattaaacattaatatatttatttgggatttattttatttaaatatattaattttgtaataaatctaaaaaaacacttatttaaaaaaag(A)10115 9919001 9919115 CAACTATGACAACAAAGATACAGAGAA AAATTGAGTTCAGATCCGTGA 279

Ad08A2765 Aradu.A08 2765 p2 (AT)7 14 9987390 9987403 AGTGCCTTGTCTAACATTTCG AACTAATGCTAAGTTTGATTTTCCAA 261

Ad08A2768 Aradu.A08 2768 p4 (TCTA)5 20 10006042 10006061 GGTCAAATCAATTAAGGCAGGA GCTCTTTCGAATGATGGAGG 247

Ad08A2769 Aradu.A08 2769 p3 (AGT)5 15 10006215 10006229 ATATACATCGCATCCCACCC TGTGGATCGAATTGATGATGA 261

Ad08A2773 Aradu.A08 2773 p2 (GA)25 50 10021435 10021484 GTCCAAAGGTGAAGGGTGAA CACTGGAACTCCCTCCTCTG 116

Ad08A2774 Aradu.A08 2774 p2 (GA)6 12 10026737 10026748 GCACCATGTGAAATTTCGTG CACTGGAACTCCCTCCTCTG 134

Ad08A2776 Aradu.A08 2776 p3 (AGG)5 15 10030139 10030153 GGGAGTTGATGCGTGAGATT ACCACTACCACCACCACCAT 148

Ad08A2780 Aradu.A08 2780 p4 (CTTT)17 68 10034854 10034921 GAACATCTCAATTCGTAAACGG TATGGAAGTGGAAGTGGGGA 196

Ad08A2782 Aradu.A08 2782 c (A)10gccagcattcccacaaatcagataataataattt(ATA)559 10038571 10038629 GATGTAATCTTTCCAGCCACG TGGCATGAGATTGAAGGACA 277

Ad08A2783 Aradu.A08 2783 p2 (TA)7 14 10038744 10038757 CAGCATTCCCACAAATCAGA ACCTCTTTGTATTGCGTGCC 261

Ad08A2784 Aradu.A08 2784 p2 (TA)6 12 10039055 10039066 CCAATGCGCTCAAAACTACA GGATTGAGTGTGATTGTTTGTCA 241

Ad08A2786 Aradu.A08 2786 c (ATT)5tgatcgatatctctcacaatcacaatatataataacaagaa(TG)1076 10040587 10040662 AAGGCTCGTTTTCCAGGTTT ATTCACACATATTGCGCCCT 267

Ad08A2787 Aradu.A08 2787 p2 (AT)6 12 10042726 10042737 GCTTAGGAGGTGTAGCCGTG CCATGGATTCTGAATTTGGG 272

Ad08A2788 Aradu.A08 2788 p2 (TA)7 14 10043776 10043789 CTTTGGGCACAAATGGTGAT TGCAACTAAGTCAACGCTGC 270

Ad08A2790 Aradu.A08 2790 p2 (TA)8 16 10049330 10049345 AGACCACCTCACAGCCAGTC CCACGTGAGGCAACAAAAG 150

Ad08A2792 Aradu.A08 2792 p2 (AT)6 12 10066865 10066876 TTCTAGCTAGCACGCCAAGC TCATATGCGCAAATAAATCG 150

Ad08A2793 Aradu.A08 2793 p2 (TA)6 12 10067179 10067190 ATAATTGTTTGCTTGGTTGATTTA TTACAAGACTTTTCCAGCTGTTT 280

Ad08A2795 Aradu.A08 2795 p3 (TCT)5 15 10068690 10068704 GGAGAAGGGAGAGGAGGAGA TGGGATCATGCGTAAATCTT 270

Ad08A2796 Aradu.A08 2796 p3 (ACC)5 15 10073572 10073586 GAATACTCTCCACCACCACCA CTTGCTTCTGCTTCCTTGCT 231

Ad08A2811 Aradu.A08 2811 c (CTT)5tcaaatacacgcatatgtcatcttctttttctttcaaattcatgtatacctcatcctcctcctcctttacgaacgcaga(TTC)5109 10133470 10133578 TCCAAGCATTTTTCTATCCAAG TGATGATGACTAATTTGAAAGAGGA 220

Ad08A2812 Aradu.A08 2812 p2 (TA)6 12 10135408 10135419 TTCCTTGAGAAAATCCTCCG AGACTTCTTTGGCAGTTCATACA 263

Ad08A2823 Aradu.A08 2823 p4 (AAAT)5 20 10164651 10164670 GCAAATGAATTCAAAGCCGA CATGAGGCAAACTACAAGAAAAA 236

Ad08A2826 Aradu.A08 2826 c* (AATA)5(AT)7* 31 10167073 10167103 CATGGTATTTGAGCCGCTTT CAGCGTCTAAATCTTTCGGG 179

Ad08A2827 Aradu.A08 2827 p3 (AAT)5 15 10170148 10170162 ATCAAAAATCGGTGTCCAGC CCCAAAAGATTTAGACGCTGA 156

Ad08A2833 Aradu.A08 2833 p3 (TTA)6 18 10175139 10175156 TCTGTGCACTTGCTCTGAAA CGCTAAATTTTGTAATAGCACCC 273

Ad08A2835 Aradu.A08 2835 p2 (AG)20 40 10183425 10183464 GAGAGTGGAAGCCATGGAAC TCAAGAAACAAACTTGGGGC 190

Ad08A2845 Aradu.A08 2845 p5 (TTTTA)5 25 10208606 10208630 ATGACAAACCAAGGTCCCAA AGTAAGCCTACCAGCCGACA 145

Ad08A2846 Aradu.A08 2846 p3 (TAT)11 33 10208977 10209009 TTTTCATGATCAACCGTACCC TGCTAGTTGCTTGCAAACTTTTT 270

Ad08A2855 Aradu.A08 2855 p2 (AT)8 16 10222906 10222921 AAAATTGCATCTTCTCGTTGTC TGTTAATATAAAACTGGATGTTCAAAA 264
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Ad08A2859 Aradu.A08 2859 p2 (AT)7 14 10232223 10232236 TCAGAGACAGCATTGATTCCC TGAGTATTGGTCCCTTTGGTT 269

Ad08A2860 Aradu.A08 2860 p2 (CA)12 24 10232370 10232393 AACCAAAGGGACCAATACTCA TGGAATGGAGAGGTGGGTAA 230

Ad08A2864 Aradu.A08 2864 p3 (AAT)16 48 10240265 10240312 TAGCACTCAGTCGGTCTCCA CATTGCAGTTTCCCAGGAGT 209

Ad08A2868 Aradu.A08 2868 p3 (AAT)7 21 10245232 10245252 CATCCGTTCGTTTTTCCACT AAAAACTCACATAAACAAACCCA 238

Ad08A2871 Aradu.A08 2871 p3 (ATA)6 18 10262862 10262879 TGTCAAAATAAAAACAGGAACCAA TTGGGCAATGCCAAGTTAGT 152

Ad08A2872 Aradu.A08 2872 p3 (TTA)8 24 10274903 10274926 TTTCCAGTTTATGTATTGAGATGAGT TTGTTTGGAAAGGAAAATGGA 276

Ad08A2873 Aradu.A08 2873 p2 (TC)7 14 10275561 10275574 CCTCTTCTCCAGCACTGACC GTGGTGCCGACGACTAAAAT 114

Ad08A2875 Aradu.A08 2875 p2 (TA)6 12 10285197 10285208 AGGATCAACGTGAATGTCCA TGAATGCAATTGTTGATGGG 273

Ad08A2876 Aradu.A08 2876 p2 (TA)6 12 10287756 10287767 CATCATCACCACAAGCAAGG ACTGGAAGGAGCGAGAAACA 274

Ad08A2877 Aradu.A08 2877 p4 (TAAA)5 20 10287958 10287977 TGTTTCTCGCTCCTTCCAGT CGTTGCTGAATCTGAGCACT 194

Ad08A2879 Aradu.A08 2879 c (T)11gtcacc(A)10 27 10289518 10289544 GGTTCTGTGAGTTCATCATTCAA GCAAACCTAAGGGTTCCAAA 271

Ad08A2880 Aradu.A08 2880 p3 (AAT)6 18 10289972 10289989 TGCCTGAAAGCCTCTTCTTT GGAAAAACTCTCTGGGATGC 265

Ad08A2881 Aradu.A08 2881 p3 (AAT)8 24 10290165 10290188 CCTCATGTTTAGCATCCCAGA TATATCAGCCCCTCCACCAC 173

Ad08A2886 Aradu.A08 2886 p4 (AACT)5 20 10297479 10297498 TTACCTTTTGAGGCATTGGC GACTCCGAGACGGTGGTAGA 271

Ad08A2889 Aradu.A08 2889 p2 (AG)6 12 10305110 10305121 CACAACCACCATCATTGCTT ACCCACCGTTGTCATGTTTT 240

Ad08A2893 Aradu.A08 2893 p3 (ACC)5 15 10318768 10318782 CTATGGCGATGACGTCAAGA ACGGAATAGCGGAAGGATCT 237

Ad08A2895 Aradu.A08 2895 p2 (AT)10 20 10321785 10321804 TGGAACCTGATGTGCATGAT ATGAGAAGCCAGGAAACCAA 210

Ad08A2896 Aradu.A08 2896 p2 (TA)10 20 10322265 10322284 CAATGCCAGGGAAAGTGTTT CCACAATGACTCCATCACCTT 280

Ad08A2897 Aradu.A08 2897 c (T)10ctccctttcttctcccact(TA)845 10325873 10325917 CAATGCTTGCTTTCGGAGTT TGATTGCATGTATCTTGGAACAA 242

Ad08A2900 Aradu.A08 2900 p2 (TC)7 14 10346990 10347003 TTGCAGGCTGAGTTAGGAGC TAAAAGCGCAGCACTCAAGA 139

Ad08A2901 Aradu.A08 2901 p2 (TA)10 20 10350008 10350027 GGTGCTTCAAAGTCCCAAAA GTAATGCCTCACCGCCTCTA 232

Ad08A2905 Aradu.A08 2905 p2 (TA)8 16 10358706 10358721 TTTTAAGTTAACAAGTGATTAAGCCA TGATGGTGGTCTCAAGAACG 240

Ad08A2907 Aradu.A08 2907 p2 (CT)6 12 10371857 10371868 GGATCCTCTCCAGTGGAAAAA AAGACCACGCAAAAACTTGG 226

Ad08A2913 Aradu.A08 2913 p2 (TA)6 12 10391356 10391367 GCGAGGAAAGTGTATCTGCC CCTTCATGAGGGTGTGGACT 211

Ad08A2915 Aradu.A08 2915 c (AT)7aatatatga(T)1033 10395150 10395182 AAGATTACCATCCCAGCCAA CATTTCTCTTGCTGCTGCTG 266

Ad08A2916 Aradu.A08 2916 p4 (TTTC)6 24 10396376 10396399 TGTCACCCCTGTTAGGCTTC CAACAATTGGTCTTGGCCTT 195

Ad08A2917 Aradu.A08 2917 p3 (ATT)5 15 10396972 10396986 CCCATGCTCTTAGCAGAAGC CCTGTCACCGGAAAAAGAAA 280

Ad08A2918 Aradu.A08 2918 p2 (GA)9 18 10397952 10397969 AAAGGATAGGTTTGGGAGCA TGCCAAATTGTTTACCAACG 279

Ad08A2919 Aradu.A08 2919 p3 (TAA)7 21 10399852 10399872 AGCAACACACCACCAACAGA GGATGAGAGGCGTTGCATA 277

Ad08A2922 Aradu.A08 2922 p3 (AGG)5 15 10402738 10402752 AAGGAAAGAAGAAAAATCTGCG CGTTCTCCTTCTCCTCCTCC 139

Ad08A2924 Aradu.A08 2924 p3 (GAA)52 156 10407206 10407361 CCAAATCGCACTCATTCAAC TGCATTATGGATCTGGATTGA 267

Ad08A2925 Aradu.A08 2925 p2 (TA)14 28 10407654 10407681 ATAAGGTAGGGGGAACGCAC CTACGATCTGCCATCGTTGA 170

Ad08A2926 Aradu.A08 2926 p2 (AT)6 12 10410154 10410165 TTTAAAGGGGAGTTGTTGGTG GGTTGATGCATGAGAATGGA 279

Ad08A2927 Aradu.A08 2927 p2 (AT)14 28 10410348 10410375 TCCATTCTCATGCATCAACC CTGTGATTAACTCCCACGGAA 238
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Ad08A2929 Aradu.A08 2929 c (A)13ctaatataaatgttggggccactattgactcttgaagtttgaagttagcaaattattgagttcgtatacaataatgatga(AT)7107 10419223 10419329 AAATGTTTCCATGTGTTTGACC GAAGGACACTCACACTGTTGGA 206

Ad08A2930 Aradu.A08 2930 c (TTA)8(TTG)5 39 10419844 10419882 TTGAAAGGGTTCCATCGGTA TTTTTGTCTTTAACGTCTGTAATTTTT 272

Ad08A2931 Aradu.A08 2931 p3 (TTA)14 42 10420011 10420052 AAAAATTACAGACGTTAAAGACAAAAA TGGAAATTTTAGTTCCATGCG 215

Ad08A2934 Aradu.A08 2934 p2 (AT)8 16 10423271 10423286 TGAGAGATACTGAACATAATCAAAGGA TGAAGGATTGTTTGATGCTTATCT 271

Ad08A2939 Aradu.A08 2939 p5 (ACCCT)5 25 10431019 10431043 CTCAACCCGCGAATAGGATA TTTGGTTGGGTGGTGGTTAG 134

Ad08A2943 Aradu.A08 2943 p3 (ATA)5 15 10443470 10443484 TAGCAAGGATGGTGGTTCGT ACTACCCAGGCAGGTGTTTG 240

Ad08A2944 Aradu.A08 2944 c (TTC)5aacctaataaaattcgtcgttctcttctgttcgcatttttcttctctgcttgcttattcattattgatcggcattgaattcaacataataaactccgtcg(TTC)5130 10446927 10447056 CGTAAATCTTCTGCTGCGTG TCATTGAACTGATTCGAAGTTGA 279

Ad08A2945 Aradu.A08 2945 p5 (AAGAT)5 25 10463950 10463974 GCCAATGCCCAGAAAGATAA CCTGGGTGCTCCAGTGTATT 140

Ad08A2947 Aradu.A08 2947 p3 (ATT)6 18 10467059 10467076 CGACTTTGAGATCTCCTTTTGG CCCGGTTGACTCGATCATAA 243

Ad08A2948 Aradu.A08 2948 c (T)24ggtaaaatgctagaagtgttttctcttacctttttgtttttttttctaatctctctttatttaatttgctgaccccatttagtgggacaagact(TTG)6136 10470868 10471003 CATGATGTTGCTCTTTTTATTGC TGGAGATGATTTTGTTGAAGCA 218

Ad08A2949 Aradu.A08 2949 c (A)13tggcgccaatcatgcaatcctctcagccttgggtcgaaaaatagtactaa(CTT)1196 10471953 10472048 AGTGGAGTGGAGTGCCAACT TGGTCGGCTGATACAAAACA 215

Ad08A2954 Aradu.A08 2954 p3 (CTC)6 18 10498191 10498208 AGAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 138

Ad08A2956 Aradu.A08 2956 p3 (TTA)8 24 10509326 10509349 TGCAGCACTCTGTTGCTTCT AAACATGCTGCCATCACAAA 206

Ad08A2957 Aradu.A08 2957 p3 (TAT)5 15 10511105 10511119 TTCCTCCACTCTGCTCTGGT ACAGTGCGAACCCACTCTCT 214

Ad08A2958 Aradu.A08 2958 c (T)11gtttt(A)10 26 10518578 10518603 CTGCTTTGAGTGCTTAGGGG AACAGATCCCTTCCATCGTG 149

Ad08A2960 Aradu.A08 2960 c (A)11gaagaagaaagtgaattgaagaagatgaaatttaagtaactaaccaccgatagagtg(TA)782 10525409 10525490 TGAGAAAAACAAACTGAAAACG CAATGTGAAACAAATTGATGGG 242

Ad08A2962 Aradu.A08 2962 p5 (AGAAG)5 25 10533825 10533849 GCACGTGGGACTCTTTTTGT CGGAAAGCTGATTTGGACTC 218

Ad08A2964 Aradu.A08 2964 p2 (TA)8 16 10537099 10537114 TTGCAAGAGAATGGTTGCAT TGGGAACCCACTGGAAATTA 240

Ad08A2968 Aradu.A08 2968 p2 (AT)11 22 10560569 10560590 GTATTTCTGCCTCTGCCTGC GCTGAGCTTTTAAAGACAAGCA 270

Ad08A2969 Aradu.A08 2969 c (ATAC)7(AT)9act(TA)763 10568185 10568247 ACTGCACGTTGTAACACCCC AAGCTGCGGCTTGTTCTCTA 264

Ad08A2970 Aradu.A08 2970 p3 (GAT)5 15 10575790 10575804 GTCAAATTTTGGTGCCCATT TATGAACCTCTCCCAAAGCG 249

Ad08A2971 Aradu.A08 2971 p3 (CCA)5 15 10582109 10582123 CCGTTCCCAACGTAATTTTT TTCTGCTTTTGGGTCTGCTT 278

Ad08A2973 Aradu.A08 2973 c (TTA)7(TTG)6ttattgttgttattattagtattattgttattattattatcaatg(TTA)6102 10591489 10591590 TGGAGTCATGGAAGACGAAA GAGGTTGGAACGGTTTACGA 249

Ad08A2974 Aradu.A08 2974 p3 (ATA)15 45 10592040 10592084 TGAATTGTTGACCATTTTTGGA AGTTGTTGATGGCTTTTGCC 273

Ad08A2980 Aradu.A08 2980 p3 (TTG)11 33 10598633 10598665 GGCTATTTGGTTTTTCAAGGC GAGTTAAATTCAAGAATAACGATGTTT 252

Ad08A2982 Aradu.A08 2982 p2 (AT)6 12 10609621 10609632 AGTCACCTGAATGGCCTACG TGTAATTTGCAAAAGTTAAATCAAA 138

Ad08A2986 Aradu.A08 2986 c (A)13g(A)10 24 10622433 10622456 ACCAATTTAATGGCACCCAA TTCCCTTTCCCTTTGTAGGAA 244

Ad08A2991 Aradu.A08 2991 p3 (AAT)13 39 10639470 10639508 TTTGAGCGGTTGGATTTAGG CTGAAAACAACTTACACTCATAAGAAG 231

Ad08A2992 Aradu.A08 2992 p2 (TA)6 12 10639742 10639753 TCACTTTTAGAGTTGCTTAGCTTGA TTGAAAAGCATCACGCTGTA 151

Ad08A2994 Aradu.A08 2994 p2 (TC)6 12 10641101 10641112 GTTGCGAGGATAAGGTCGAG GAGAGGAAGGGAGGGAGAGA 106

Ad08A2996 Aradu.A08 2996 p3 (TGG)5 15 10641995 10642009 CTTGCAACGCTGTGATGACT CGAGGTCAATAGCAGCAACA 141

Ad08A2999 Aradu.A08 2999 p2 (CT)6 12 10660582 10660593 ACAAAGGTCATCTTTATTTCGTCT AAAATTGGCAGCAATATGACC 106

Ad08A3004 Aradu.A08 3004 c (T)10gggtgactagacaag(A)1035 10671038 10671072 CGGTGGTGGATTGATTTTTC TGAATTGTTGAAGTCTTAGGATGAA 269

Ad08A3005 Aradu.A08 3005 p2 (AT)8 16 10678029 10678044 GCTTAAGCCATAAAATAGAGGTGG GCGTTGCGCTTTTTAGTTTC 144



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A3011 Aradu.A08 3011 p3 (AAT)5 15 10695198 10695212 AAGTTTGGGTTGCGTTTTTG GGAAGCTCATGGTTTTCTCG 204

Ad08A3015 Aradu.A08 3015 p2 (AT)6 12 10710293 10710304 TGAATTATGGTGGTTGCAATG TCCAATGGCTCACCTTTCTC 131

Ad08A3016 Aradu.A08 3016 p2 (AT)11 22 10710612 10710633 TCCAAATCCCAAAGGAAAAA GGCGGTGATTAGGGAGATTT 248

Ad08A3019 Aradu.A08 3019 p2 (TA)8 16 10718424 10718439 GTAGGACGAATTTTCGGCAA TTTATTCGAATCTGCCTCCG 262

Ad08A3022 Aradu.A08 3022 p2 (TA)6 12 10732050 10732061 ATTGGGATCCGGGATAAGAG AATTGATTCGCTTGCCAAAT 170

Ad08A3024 Aradu.A08 3024 c (T)10ctttctcatattatattatattattttttaattgtgatttaatttggttggaatgaatgagatccaaattaaaaa(AG)8101 10736938 10737038 CCGTTTTATTATTGCTAAAATTTGGT TGTGCGATTCAATGCTAAGA 173

Ad08A3025 Aradu.A08 3025 c (TAT)6ataataaaaggaaaaagagtctcacgggataattacattccacctctcatttcattttttccattctcattctcattcatcacgtt(TC)17138 10737146 10737283 TCCAACACAGTACGATTCTTCA GCTCCATCTCTTCTTCTTGTTGA 280

Ad08A3026 Aradu.A08 3026 c (TA)7tgcagttacatgtgtggactctggtgacaaggctttgaaatatcttgggcttgt(TGA)5acatcaa(AAT)6108 10737623 10737730 TGCCATTTCAATTTTGAGGA TGGGTGAGGAGAAGGAGAAG 244

Ad08A3028 Aradu.A08 3028 c (AAT)7aac(AAT)848 10739955 10740002 GAAGGAGGGGCAGAAGAGTT CTTTCTGGAGGCTCATCAGG 272

Ad08A3034 Aradu.A08 3034 p3 (AGG)5 15 10750225 10750239 TGCCAAATTCACTTTCCACA GTCCATCCCAGGGCTATTTT 167

Ad08A3044 Aradu.A08 3044 p2 (AG)10 20 10806648 10806667 GCGGAGGTGTTGATTTTGTT TTCTCCCTCTCCATCACCAC 187

Ad08A3047 Aradu.A08 3047 p3 (TCC)5 15 10825788 10825802 TCACCCCTTTCTTCCTTCCT AGGGAGAGGGATTTTGGAGA 271

Ad08A3048 Aradu.A08 3048 p2 (AG)9 18 10827240 10827257 TGGTCATTCCACCATTGAGA CCAAACACACACGCATTTTC 143

Ad08A3064 Aradu.A08 3064 p2 (AG)17 34 10853664 10853697 CCAAGGCAATTCTCTCAAGC ATGCATGCACAAGGAAATGA 251

Ad08A3065 Aradu.A08 3065 p3 (TGA)7 21 10859364 10859384 TGGATCAGCCAATGACACTC TTTGTGTCCAGTTGAGGCTG 174

Ad08A3066 Aradu.A08 3066 p2 (GA)18 36 10860565 10860600 CAAACAAAGCCCAAAAGGAA ATGCATGCACAAGGAAATGA 237

Ad08A3070 Aradu.A08 3070 p3 (AAG)6 18 10869374 10869391 TCGTGCCATTTGAAGAATCA TCACTCCCATTCACCTCACA 268

Ad08A3071 Aradu.A08 3071 p2 (AT)6 12 10870911 10870922 TTGAACTGCTCCACCATGAG TGCCATTCATGACTACGAAGA 239

Ad08A3072 Aradu.A08 3072 c (A)10gaagcaaaaatctaacaatgacgaccccctttctagaaattctgctcatctaccattacaataatcgaaagagcttccgtcagaaaacaa(AT)6112 10872049 10872160 TGACCAAGCATTTTGCTGAC GCGTGATGTCAAAACCGTAA 279

Ad08A3079 Aradu.A08 3079 p3 (AAT)5 15 10908745 10908759 AAAATGACATGGCCTTCTTG CATGACAAGTGAAAAATTAATGGG 267

Ad08A3082 Aradu.A08 3082 p2 (TG)6 12 10922670 10922681 GAAGAATGTTTCTGCAGGGG CCCTCCAACTCTGAATGGTT 151

Ad08A3085 Aradu.A08 3085 p2 (TA)7 14 10925745 10925758 GAATGCATGGAAACCCAAAT TCATGGATGGGTTACGTTGA 277

Ad08A3087 Aradu.A08 3087 p3 (TGA)9 27 10943408 10943434 TCTCTTTCTCGTCGTTGGCT TCAATGAATCAGACCCCAAA 178

Ad08A3091 Aradu.A08 3091 p2 (CT)10 20 10954673 10954692 AACCTACCCACCTCCAACAA AAGTCGCAAAGAGCTTCCAA 212

Ad08A3092 Aradu.A08 3092 p2 (CT)6 12 10954818 10954829 CCTACCCACCTCCAACAATC CCTCTTCCTCGTGTTGAAGC 133

Ad08A3093 Aradu.A08 3093 p3 (AAC)5 15 10955366 10955380 AGGGAATTTGGATACCCACTC AATTCATGCCTAGCTACCCG 245

Ad08A3097 Aradu.A08 3097 p3 (ATT)5 15 10983690 10983704 AAGGATTGGCCCTGGTAGAT GTACTCGGACATCTGGAGGC 169

Ad08A3099 Aradu.A08 3099 p3 (AGA)21 63 11010581 11010643 CGTTACGGATGGTGAAACCT CTCATCCCATCTCTTTCCGA 273

Ad08A3102 Aradu.A08 3102 p3 (AGA)5 15 11012986 11013000 TTTGTTTGGAAAATGAGGGC TCTCCCTACTCGGCCACTAA 228

Ad08A3103 Aradu.A08 3103 p2 (CA)6 12 11014475 11014486 TTTTATGGGGCTAAATTAGGTTTTT GAAAGAGGGTAGGAGGTGGC 142

Ad08A3104 Aradu.A08 3104 p2 (GA)7 14 11014667 11014680 GCCACCTCCTACCCTCTTTC CGACACTGGAACGACTGCTA 237

Ad08A3105 Aradu.A08 3105 p2 (AT)6 12 11022289 11022300 GAATCCCCCAAGGTTGACTT CACACACCTTCAGAGGACCA 251

Ad08A3106 Aradu.A08 3106 p3 (TTA)6 18 11032018 11032035 TTCGTCTAATGATTTTTGATTCCA AAAATGCACCAAATTCCTCG 274

Ad08A3112 Aradu.A08 3112 p2 (AG)23 46 11048207 11048252 TTCCCAGAGAGGGGAAAGTT TGATACTCTCTTCCATCGTTCG 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A3114 Aradu.A08 3114 p3 (TGT)6 18 11053873 11053890 GCAACATGTGTTAGAGCCCA CAAAGGAGCCTTGGAAATCA 250

Ad08A3115 Aradu.A08 3115 p2 (GA)8 16 11054172 11054187 ACACGAGAAAAGGAAGGGGT CCCCAACTTCACAATTTGCT 183

Ad08A3118 Aradu.A08 3118 p4 (TCAT)5 20 11064591 11064610 TTGAGAACGTGAAATGGCAG TGCTGGACGCTGAACACTAA 135

Ad08A3120 Aradu.A08 3120 p2 (TG)7 14 11065809 11065822 GGTTTGGCAAAAGCGATAAA TGTCAGTAATGTTCAAATGTAGTCTCT 270

Ad08A3127 Aradu.A08 3127 c (AT)10(AG)14 48 11090005 11090052 GCAAAAGGTGGTTCCAAAGA TAGCTGCAGGTGCAATCAAC 235

Ad08A3133 Aradu.A08 3133 p2 (AT)6 12 11124558 11124569 TCACGCACCAAAGAGACAAC CAGGCACTTAGATTTGGCGT 246

Ad08A3134 Aradu.A08 3134 p2 (CT)7 14 11125729 11125742 TCCATTTTCCACCACCATTT TAAGGGGAATCTGTGTTGGG 276

Ad08A3141 Aradu.A08 3141 p3 (TAA)5 15 11144057 11144071 CATGCCGATGACAAATTCAC TGAATGCACCAGAATTTCCT 264

Ad08A3145 Aradu.A08 3145 p2 (TA)6 12 11148237 11148248 TTCCAGCGAATAACAGAAATCA CAATGATTTGACTTGCGACG 102

Ad08A3149 Aradu.A08 3149 p3 (ATA)5 15 11162845 11162859 CAAAAGTGTGGAAACACGAAAA TGGTGTTTAAGATCGAGCCA 279

Ad08A3150 Aradu.A08 3150 p3 (GTT)5 15 11163313 11163327 TGATGAGGCTGAATGACCAA TATATGCAGTGGTGTGGGGA 139

Ad08A3152 Aradu.A08 3152 p3 (TAT)20 60 11167947 11168006 TCAATCAAGTCATCATGTACCTTC TTCCACCAATCATTATTCGTTTT 234

Ad08A3154 Aradu.A08 3154 c (T)11acaatcgtataaga(T)1237 11182617 11182653 GCACCCGAAAGTCAAAATGT AAGCATAATAAAAATCATAGATTCGAG 218

Ad08A3157 Aradu.A08 3157 c (T)11caaataaaaaacctaaacggctaaaccttgctcgaatctccaatgcccaacccatctccacctga(CT)688 11193497 11193584 TTTTCCCTCAAAACAACATCG AGTGAAGGAGATGCACAGGG 245

Ad08A3158 Aradu.A08 3158 p2 (TA)17 34 11194143 11194176 CTCCGAACTCGACCTACGAA GGAGACTCTGTGGAACCGAA 175

Ad08A3159 Aradu.A08 3159 p2 (CA)9 18 11195291 11195308 AGTGAATGGACAACGCCACT TGAACGAAATGAGAGGTGTGA 234

Ad08A3164 Aradu.A08 3164 p2 (AT)11 22 11207559 11207580 TGCATGTAAGTGGTACGTATGTAGA TCCCATCCGTTACCTTTGTC 275

Ad08A3165 Aradu.A08 3165 c (T)10aattagaaactttaaatttgaattataagaatg(A)2063 11208222 11208284 GCCGCCTTATAGTCGATTTTT TCTACCTAACATTACGGCGACA 279

Ad08A3168 Aradu.A08 3168 p3 (ATT)9 27 11211284 11211310 TTGATGCTGATGGAAATTCG TGGGTTGAAACACCCTTACTG 276

Ad08A3170 Aradu.A08 3170 p2 (CT)7 14 11212888 11212901 AAGTTGGCTTCCTATTCAGCA CAATCATTTCGTCGTGCAAT 220

Ad08A3173 Aradu.A08 3173 p2 (CT)9 18 11216087 11216104 TTGCCAACAAACATCTCCAA GTCTGGAGCGATCAAAGCAT 149

Ad08A3175 Aradu.A08 3175 p2 (TA)6 12 11217760 11217771 CTCTTGGGTTGTTAGGGAGC AAACTGATGAAGGTGTCAATGAA 138

Ad08A3177 Aradu.A08 3177 p2 (AT)8 16 11228418 11228433 GCGAAGCTCTGGTTGAGAAC GGGGCAACAACTTTTGTGAT 270

Ad08A3178 Aradu.A08 3178 p2 (AT)8 16 11228672 11228687 ATCACAAAAGTTGTTGCCCC CGTAGGCCCAAAATGACACT 207

Ad08A3186 Aradu.A08 3186 p2 (TA)8 16 11238672 11238687 CGGATCAAAATTTCGTGACC CAATTTTTCCGGCTTATCCC 269

Ad08A3190 Aradu.A08 3190 p3 (AAG)6 18 11248320 11248337 CCCATTGGGGATTGGTAGTT TTCACGATGTTCAGCTCCAG 135

Ad08A3194 Aradu.A08 3194 p2 (TA)9 18 11252714 11252731 TTTGAGGATATCCACTTCCCA TGTTGGATGATGGAGAAGCA 177

Ad08A3195 Aradu.A08 3195 p3 (AAT)5 15 11252875 11252889 TTTCACCCATATCCCTTCCA GTAACCCTCACCCACCAAGA 242

Ad08A3196 Aradu.A08 3196 p2 (AT)7 14 11253318 11253331 GCTCAATCAGGGATCGGATA TTTTTGTTCAAATGATCCTACTTCA 271

Ad08A3200 Aradu.A08 3200 p2 (TA)7 14 11259675 11259688 TGTTAAGTACAGGATCAATTCGG ATCAGATGCGAGTTCCTGCT 236

Ad08A3204 Aradu.A08 3204 p3 (AAT)6 18 11273822 11273839 TGTATCAGCATACATCATCACAAAA TGATCTCATTTGTGGCCAAG 278

Ad08A3206 Aradu.A08 3206 p2 (TA)7 14 11275641 11275654 CCCTCCCAGAGTTTTAGGTCA TTTAAAGGTTTGTCGCTGGC 278

Ad08A3207 Aradu.A08 3207 c (A)10tctagctcagtaccatgacagattagttcttagcctttcgggttaggggatatcgtggaaaac(A)1083 11275840 11275922 AGCCTTTCGGGTTAGGGATA GCCAAAAGCGTCAAAGATTG 254

Ad08A3212 Aradu.A08 3212 p3 (TCA)5 15 11284133 11284147 TCACCCCTGAGAGAAGCAGT CGTGGCTGAGGCTTCATAAT 217
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Ad08A3216 Aradu.A08 3216 p2 (TA)7 14 11305370 11305383 CTTGAGCTTGCAGCCTTTTT TGATGTGAACCGGTATATCGAA 265

Ad08A3217 Aradu.A08 3217 c (A)10ttactctct(A)1029 11305726 11305754 TTGGTTAGGTTATTGAATTTTAGGTT TGAATTGGCCCAGTTGTGTA 273

Ad08A3223 Aradu.A08 3223 p3 (TCT)6 18 11313203 11313220 TGTGAAACTCCCCCTCGTAG GGTGTCGAAGAACAAGAGGC 251

Ad08A3224 Aradu.A08 3224 p3 (TCG)5 15 11313604 11313618 GCCTCTTGTTCTTCGACACC TCCTCCTCCAAGAACACCAC 267

Ad08A3225 Aradu.A08 3225 p2 (CT)7 14 11313804 11313817 AGAGGCTTTGGATGGAGGAT TGAGAAGAAGATCCAACGGC 239

Ad08A3227 Aradu.A08 3227 c (A)10ttctttagtttttgtaatgtctttgatcggagtctttttgtcaattattaacaaccatcacaaacgcaaactttag(TA)7100 11318657 11318756 GCAACCAGAATTGAAAAGACG GGAGATCCCCTTAAGGAATGA 277

Ad08A3238 Aradu.A08 3238 p3 (TAT)8 24 11370891 11370914 GAGTGCACCTGAGGAGGAAG AACAATCCACTGTTGAGGGC 137

Ad08A3240 Aradu.A08 3240 p3 (ATC)6 18 11373918 11373935 CAAAAGCAGCTACAAGCACAA GATCCGTGAGGATGGATGTC 280

Ad08A3243 Aradu.A08 3243 p3 (AGA)6 18 11381510 11381527 ACTCGGAGGTGGAAGCTTTT CAAAACCCACACTCCACCTT 204

Ad08A3244 Aradu.A08 3244 p5 (TTATC)5 25 11389661 11389685 CCTGGGTGCTCCAGTGTATT GGGGCAATTAATGCTCAAAA 275

Ad08A3245 Aradu.A08 3245 p5 (TTATC)9 45 11408714 11408758 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 186

Ad08A3248 Aradu.A08 3248 p3 (ATT)5 15 11423833 11423847 GCGCCACATTCTAAGCATCTA TGGTAAGCTTGAATTCTTCATTG 277

Ad08A3249 Aradu.A08 3249 p2 (TA)6 12 11426354 11426365 GGTTTGATCCACCAAAATTGA AAACCCAAGACCAAGACCCT 272

Ad08A3250 Aradu.A08 3250 p2 (TA)6 12 11429214 11429225 CATTCAACCCCAAACTTGTGA GGCTTCAAATTCTGTTAATTGC 238

Ad08A3252 Aradu.A08 3252 p3 (ATA)5 15 11431441 11431455 CGTGTTTTCATGTGCATGTT TTATGCACCATGCGTTCTTC 118

Ad08A3254 Aradu.A08 3254 c (T)10caaacaaacaatcacaaatcggacggtccgatttgtgaattcg(A)1063 11432478 11432540 TGGAATGTACAAATCGGATGC AAATCGGAAGGTCCATTTTG 183

Ad08A3256 Aradu.A08 3256 p3 (TCA)5 15 11434216 11434230 GAATTTCAAGGGCCAGATGA TTGGAACACAACCACCAGAA 178

Ad08A3261 Aradu.A08 3261 p3 (ATA)5 15 11445193 11445207 CACATGGACATGGTGCTTTT CTGGGGAAGCCAATTTAACA 154

Ad08A3262 Aradu.A08 3262 c (A)11ttctgttttatttg(T)1035 11446480 11446514 TGGACTCCCCTATAAAATTGTGA TGTGCCACACGAAAAGTAGC 114

Ad08A3263 Aradu.A08 3263 p3 (TAT)5 15 11448830 11448844 CCAACATCATCATCCCCTCT AATTGCGACACACAAACTCAG 241

Ad08A3269 Aradu.A08 3269 c (TAA)8c(AAT)5 40 11461133 11461172 TGGTTTACCTCCTAATTTAGCATT TTTGTCATTAATTCCGTCGTT 242

Ad08A3270 Aradu.A08 3270 p3 (ATA)14 42 11467248 11467289 ATGATTAACCCCCACACGAA GGAGTGATGGCAATCATGG 108

Ad08A3278 Aradu.A08 3278 c (TAC)6(TAT)15 63 11474585 11474647 CAAAGAGAAAAACGATAATTTTGGA TTGAAGAATAAAAGAAGACCCACC 188

Ad08A3280 Aradu.A08 3280 p3 (TAA)5 15 11476713 11476727 GAGCATTTTCTAATTCTAAGGCCA TCAAGTTTTGCGGAATCAAA 261

Ad08A3281 Aradu.A08 3281 p4 (TTTC)5 20 11476850 11476869 TTTGATTCCGCAAAACTTGA TGGTCCCTCATCGATGTCTT 189

Ad08A3284 Aradu.A08 3284 c (TTC)5tctttcgttatcgtcatcaccaacaacactaacattttgctaatggattatttttttaatcgatttgaatggaatgcaattgtta(AATTG)5125 11489459 11489583 GCGCTTCAAATACACGCATA TCAATTCCATTTAGAATACCTGCAT 251

Ad08A3285 Aradu.A08 3285 c (CAT)8aagaactcagaactaccaccaccatcaccacccccacctactgccactccatcaccatccatcacaccaaccaaaactcaaaaaatcaa(CAT)5cctcatcaaaacaaaaacccaga(ATC)6aaacaaaaacccaga(ATC)5199 11497153 11497351 CAACCACCACCACCTACCAC TGGAGGATTGTTGTTGCTGA 257

Ad08A3286 Aradu.A08 3286 c (AGA)6agcggtggcggtgcggcggtggtgtcggcgg(GAA)6acgggcggcggtgcggcggc(AAG)6105 11497472 11497576 TCAGCAACAACAATCCTCCA CTCCTTCTTCTTCTTCCCGC 253

Ad08A3289 Aradu.A08 3289 p4 (ATTA)5 20 11503832 11503851 CCTTCGTGCTTCAATCATTCTT CCGTTTTATGTTGAATGACTGCT 161

Ad08A3290 Aradu.A08 3290 p3 (AAT)11 33 11504048 11504080 GCAGTCATTCAACATAAAACGG TTTTTGTTGCAATTGGTATTTGA 272

Ad08A3293 Aradu.A08 3293 p3 (TTA)5 15 11505240 11505254 GTGCACTTAGGGTTTTCGGA TGGGCAAACAAAACAAATGA 118

Ad08A3294 Aradu.A08 3294 p6 (CCCAGT)5 30 11510498 11510527 TAAACCGTTAAATCCGACCG TTTGGGGAGCTAGGGTTCTT 251

Ad08A3297 Aradu.A08 3297 p3 (ATA)5 15 11518321 11518335 TTTTGGTCCCCCATTTGTAA TGGTCAATGAGTTGCTGCAT 269

Ad08A3298 Aradu.A08 3298 p3 (TAA)5 15 11518780 11518794 TTCGCGACGGATTAGTTCTT CCAAGTTTAACATCATCTGCTTG 273
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Ad08A3299 Aradu.A08 3299 p3 (TGG)5 15 11520240 11520254 CTGCTGGACCTGGACATTTT CCCAATCTGCTGCAATTTCT 236

Ad08A3300 Aradu.A08 3300 p2 (AT)8 16 11520804 11520819 CAAGAGGTTACTAATTCCCACGA CAGATTAAAAACACTAAAAATTTCGAT 219

Ad08A3304 Aradu.A08 3304 p2 (TG)7 14 11525992 11526005 GGACAACGTTAGGGATTTCG ATCCGACTGTGGGGAATTTT 255

Ad08A3305 Aradu.A08 3305 c (TTG)5gcaaaattttcaattgaattgttattgttgctagaaggtgaattgctagatgaatgtagaaatgcatccattatt(A)10100 11526930 11527029 TGAAAAAGAAAAGGAATTGAAATTAG TTCAGACTAATCTTCTCGAGTTCA 279

Ad08A3309 Aradu.A08 3309 c (TTC)5tccgtttacagattggagtgctttggataccttcttcttcttcgtcgttcg(TCA)581 11531139 11531219 GGGAAGAGGATAGTGGGAGC ATGCTGATGAAGGGAACACC 258

Ad08A3313 Aradu.A08 3313 p2 (GA)19 38 11539466 11539503 TGATTACCTCCCCTGCAAAC AAGGGTCGTTCCCTCTTTGT 196

Ad08A3316 Aradu.A08 3316 p2 (CA)7 14 11545657 11545670 ACGACCTGAAAAACGTGACC ATGAGATGGTTGGAAGGTCG 151

Ad08A3317 Aradu.A08 3317 p2 (AT)9 18 11549595 11549612 AGCAGGGCCAGTTTAGGAAT TGTGTGCACCATCTATTTGGA 190

Ad08A3319 Aradu.A08 3319 p3 (GAG)5 15 11556419 11556433 TGATGGGACAAGAGGAGGTC GTCCAAGACGCCAAGAAGAG 127

Ad08A3321 Aradu.A08 3321 p2 (GA)9 18 11559119 11559136 AGAGAATGAGAGAAAAGAGAGAAAGA TTGACAAACCAAAATGTGTCACT 136

Ad08A3323 Aradu.A08 3323 p3 (ATC)5 15 11569622 11569636 GATGGTGTGCTTTCCAGGTT CAGCCGGGAAATTACTTTGA 155

Ad08A3324 Aradu.A08 3324 p2 (AT)7 14 11571384 11571397 TGGCACTATATAAACATGAGGGAA TCCCAATTTTCATTGGAAGC 263

Ad08A3325 Aradu.A08 3325 p3 (TCT)5 15 11572126 11572140 TTCTCCACATACAAGCGTTTT GAGGAAGAAGAACGTGCAGC 278

Ad08A3326 Aradu.A08 3326 p3 (CTT)5 15 11572244 11572258 TTCTCCACATACAAGCGTTTT GAGGAAGAAGAACGTGCAGC 278

Ad08A3328 Aradu.A08 3328 p3 (TCC)6 18 11587358 11587375 TGACAACCAAGTCCAACCAA TGGCACCAGAGAAAATCAAA 259

Ad08A3329 Aradu.A08 3329 p3 (GAG)5 15 11588617 11588631 AAGAAGGAGGAGGAGGTGGA TAAATCACGCGCATTTTCCT 184

Ad08A3331 Aradu.A08 3331 p5 (TTGTG)5 25 11602336 11602360 TCGGAAAATTAAGCTGGCTG GTAAAAACAGCCACAAGCCC 235

Ad08A3332 Aradu.A08 3332 p3 (GTG)5 15 11607102 11607116 TACTGCGGCTCTAGGGTTGT TACCGTTATCATCATCCGCA 225

Ad08A3335 Aradu.A08 3335 c (A)10cgcacataatgacaaacccataa(T)1043 11615255 11615297 GTTCGATCGGTGTTCAACTG GGCTTTTGGAGGAAAACAAA 275

Ad08A3341 Aradu.A08 3341 p3 (ACA)5 15 11635416 11635430 TCATAGCCACAGTTACGGCA ATTCCCGAGATTCCATTTCC 226

Ad08A3343 Aradu.A08 3343 p2 (CT)18 36 11637767 11637802 CCCTCGGTTTGAAGTTGTTG TCAGTGGGTACTCTAGGCGG 213

Ad08A3346 Aradu.A08 3346 c* (A)11(AC)6* 22 11645083 11645104 TCATGAAAAATAGCAAAAACGAAA AAACAACTAATCACCAAATGTCCTT 236

Ad08A3348 Aradu.A08 3348 c (CT)6ttctaaatgctc(TAA)1363 11647115 11647177 AAAGCATGCACGGCTCTAAT ATAGCGGCGCACACATTATT 243

Ad08A3351 Aradu.A08 3351 p3 (ATT)7 21 11660193 11660213 AAACCCTTTCAGAACACCCC TTCCAAAAACAGGATAGCGG 217

Ad08A3353 Aradu.A08 3353 p2 (TA)9 18 11662715 11662732 TGTGGAATTTTTGTGCATTGA TTTTGCTTCCCATTCACTCA 267

Ad08A3355 Aradu.A08 3355 p2 (TC)9 18 11667883 11667900 GCCCCTGCCCTAGTAATACA TAACCCTGCAAGTGTTGTGC 244

Ad08A3356 Aradu.A08 3356 p3 (ACA)5 15 11668022 11668036 CCAACTCATTTCCCCAAAAA TCTTTTTCTGCGTCGGATTT 280

Ad08A3357 Aradu.A08 3357 p3 (ATA)12 36 11674745 11674780 GCGACCATTCATCTCGATTT TGTGTTTTGGGTTTGACTCG 268

Ad08A3358 Aradu.A08 3358 c (A)11gag(A)10 24 11677139 11677162 TTGGATGATATTTGGTATAATGCG TTCGCAAATCATCTCCATCA 213

Ad08A3360 Aradu.A08 3360 p3 (ATT)6 18 11678207 11678224 CGTATTGTTGGCCATGTCAG CCAAGGATAGGAGGGCTTTC 131

Ad08A3361 Aradu.A08 3361 c (ATT)9ac(TAT)8 53 11680324 11680376 CCTCTCTTGTTCTCCCTCCC GCGCTTTCATGACATGGTTA 256

Ad08A3363 Aradu.A08 3363 p3 (AAT)12 36 11681677 11681712 GGTGGAAACTCAAGTGCAGTC ACATGGAGCCACTCATCAAA 205

Ad08A3364 Aradu.A08 3364 p2 (AT)8 16 11681993 11682008 TTCCTAAAGAGCCCCAGTCA ACCACAGTGAGAGTGGGACC 151

Ad08A3366 Aradu.A08 3366 c (A)11taaataaataataaaaaattttacgaaccttctaacaatc(T)1061 11689463 11689523 TTTTAGTCCACAGTTTTAACCATTG AGCAAGCCAATTCGTCCTAA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A3367 Aradu.A08 3367 p3 (TCC)6 18 11705293 11705310 AGTTGCTCCAGCACGTTTG TTGTCTGCATGAAATGGATAATG 216

Ad08A3368 Aradu.A08 3368 p3 (TTA)9 27 11712732 11712758 GATGACCTTTCCAAGAGCCA TGCATGTTGGCTTGAAAGAA 151

Ad08A3374 Aradu.A08 3374 p3 (AAT)19 57 11719208 11719264 TGGTTCGGTCCAATTTATGC CACTACCCCACCAACATGC 222

Ad08A3376 Aradu.A08 3376 p3 (TAA)5 15 11721054 11721068 AAAAAGATTTCTGTGTCTCATTGAA TGTCCCTTCTTCCACTTCTG 236

Ad08A3377 Aradu.A08 3377 p2 (AT)6 12 11722536 11722547 GCCAAATGCAGGGGTTTT TGCGCTAGACAAATAGATCTAACA 279

Ad08A3379 Aradu.A08 3379 p2 (AT)6 12 11728076 11728087 GACAAATTAAACCGCCATCA GCTGTTGGGAATGACGATG 255

Ad08A3383 Aradu.A08 3383 c (ATT)5aattattgaagtctatgccga(CT)6cactgtctctcacaatcacaacataggattgtaacgaaagaaaaccacaactcatatatgcatttggtgtgggatttttgtgc(T)13144 11729998 11730141 TGAGGACGAATGAAAAAGAAAAA GCAGAAAACATGTGGATGGA 280

Ad08A3388 Aradu.A08 3388 c (TTG)7tatttgattaaatattcttatatttagtaa(T)1061 11733192 11733252 TCGTTTGATTCATGTAGCCG TCAGCCATATCCGATCAGTG 187

Ad08A3393 Aradu.A08 3393 p3 (TGG)6 18 11744201 11744218 GGTTCGAATCTGCTCGTGTT CTTTCAACGTTTTGGCCACT 274

Ad08A3395 Aradu.A08 3395 p2 (CT)12 24 11748595 11748618 CGTTCTCCAAAAATCCGAAA CTAAAACCCGTTCAGGTCCA 267

Ad08A3398 Aradu.A08 3398 p3 (TCT)5 15 11784622 11784636 ACACTTGCGCTCTTGATGTG GAGAAGAATGCGGTGTTGGT 122

Ad08A3399 Aradu.A08 3399 c (T)10catcatcatc(T)1030 11785175 11785204 CTCCTCCTCATCTTCCGTTG TGCAGCATTATGTGCTTCTTC 147

Ad08A3403 Aradu.A08 3403 p3 (TTC)5 15 11791811 11791825 CCCGAAAGATCAGCAACAAT ACACAAGCTCCACTTGGGAC 214

Ad08A3405 Aradu.A08 3405 p2 (AT)11 22 11795955 11795976 AAATGAAGTTTTGGGGTGGTT CCTCTTCCTTGCCATCACAT 246

Ad08A3406 Aradu.A08 3406 c (AAGA)5aaaaac(A)1339 11812662 11812700 CTGTGGTGGATTGTGTTGCT CCTCACCTGACCATCTTTGAG 280

Ad08A3409 Aradu.A08 3409 p3 (GAG)6 18 11825342 11825359 TACCATAACTGGGCGAGAGG GCTGCTTACCAAAAGGTCCA 129

Ad08A3410 Aradu.A08 3410 c (GA)6caaaaaggggtggggtagggattggggcctttttggcctttcttcttc(T)1171 11829161 11829231 GGTGGTGGCTATTCTTGGAA AAAACTGGTCGAATTGACGG 254

Ad08A3411 Aradu.A08 3411 p2 (CA)6 12 11832536 11832547 TAGGGGAGAGGAGAAAAGGG GCATGCAGGCTTAGGTATCA 265

Ad08A3412 Aradu.A08 3412 p2 (AT)8 16 11836678 11836693 AAGACAAAGAAAAATTTAGCGAACA TCATTGTTGTATATGGATAACTTTGAT 260

Ad08A3414 Aradu.A08 3414 p3 (AGA)5 15 11846403 11846417 TTCTGGGGTGGTTACTCTGC ACCGGAATCGAGAAACACTG 264

Ad08A3416 Aradu.A08 3416 p3 (AAT)13 39 11855358 11855396 TGGACCATATCTTCTCCCCA TTGACACCACAATCTTCCCA 170

Ad08A3418 Aradu.A08 3418 p3 (GAA)6 18 11857233 11857250 TGGTTGTGGTGGTGATGAGT TGGAAGAACAACCCTCCATC 163

Ad08A3421 Aradu.A08 3421 p3 (ACA)5 15 11867082 11867096 TCCAAGAAAAAGCCTCCAGA TAGCCTGTAACTTGGGGTGG 204

Ad08A3422 Aradu.A08 3422 p2 (CT)6 12 11867614 11867625 TCTCAGGATCAGGTGCATTG CGTCAAAGCCATCAAGAGGT 236

Ad08A3423 Aradu.A08 3423 p2 (AG)10 20 11867754 11867773 TCTCAGGATCAGGTGCATTG CGTCAAAGCCATCAAGAGGT 236

Ad08A3424 Aradu.A08 3424 p2 (AG)9 18 11872160 11872177 GCAGAGATTTTGGTGGAAGC AATTTGACGGGTCATTGGAC 159

Ad08A3425 Aradu.A08 3425 p3 (ATA)15 45 11874201 11874245 CGTGGGTTGATTCATTCACA CAACCCACTCAAATTCCTAAGC 178

Ad08A3426 Aradu.A08 3426 p2 (AT)6 12 11880005 11880016 CAATGTTGAAGGAGAAGACAACA TAACAAGCATCCCCATGACC 222

Ad08A3432 Aradu.A08 3432 p2 (TG)6 12 11906428 11906439 AGCTTGATCGATGTGTCCCT CCACACACAAAACCACGTACA 239

Ad08A3435 Aradu.A08 3435 p2 (AT)8 16 11911416 11911431 TGGAGGGACCGAATTTTAGA TGATGATCATTTTTAACTAAACACACT 238

Ad08A3437 Aradu.A08 3437 p3 (CCT)7 21 11918993 11919013 CTCTCACCCGTCATTCGTTT TGCAACGTAACCAGATCGAA 206

Ad08A3438 Aradu.A08 3438 c (AGG)6aacgcgaagaagaaggcaaagaagaagacactccgtgcgtaaacgagcgtg(AGA)584 11919864 11919947 CGTGAAGAAGAAGGAACGTGA CGTCCAACACACACGAAATC 207

Ad08A3444 Aradu.A08 3444 c (GAT)6gttgatc(AAG)5atgatgat(GAA)563 11939343 11939405 GTTCCCCATTCCAAATCCTT GTTTGGTGCTGCTTCCTCTC 231

Ad08A3445 Aradu.A08 3445 p3 (TCT)6 18 11948592 11948609 CACAATTTCACTGCACCGTC TCCTCCTCATATTCTGCTGCT 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A3450 Aradu.A08 3450 p3 (TTC)5 15 11961383 11961397 TGTCCCATGTTGTGTGTGTG TGGTGACGACGATAACGAAA 264

Ad08A3451 Aradu.A08 3451 p2 (AG)7 14 11966148 11966161 GGTGACAGCGAGGAAAAGAG AAAAACCTAGCCCCACATCC 238

Ad08A3453 Aradu.A08 3453 p3 (TCT)28 84 11970935 11971018 CGTGGATAAAGTCAATCACCA AGAGGGATCAAGTGTGGACG 167

Ad08A3454 Aradu.A08 3454 c (CTT)5catcttcttattttattttctcataattcttttttgaaagaaaaaattaaataaag(AT)683 11981160 11981242 TCTTCCTCTTCTTCCTCCTCA ACGCTTGTATTCCACGTTCC 180

Ad08A3456 Aradu.A08 3456 p2 (AT)6 12 11984144 11984155 AAATCAGAGGGTGCGATTTG GAAGCCGAGCAAGAAGAAGA 266

Ad08A3457 Aradu.A08 3457 p3 (TCA)5 15 11988237 11988251 ATTAAACATCCCAATGCCCC TGGCACTTCTGAGATTCCTG 239

Ad08A3458 Aradu.A08 3458 c (A)12cgaaaataaataagaaagactgagaaagaagaggaggttacaaccacccccatcatcaactattctctctaccttgttcttgtttca(T)11110 11988893 11989002 GGAAAGACCATAGCAGAACAAT TGGACTTTTGCAGCCATAGG 280

Ad08A3459 Aradu.A08 3459 c (AAG)6gagggggaggggaaggggaagagatggttatagaggaaggggatatttaaatt(GA)9gga(TG)8108 11990406 11990513 AAAGGATGGTTGGTTGGTTG CCTCCCTTCTTCCATTCCAT 254

Ad08A3461 Aradu.A08 3461 c (A)11gacttaaaaaattgattctttcatatttttatcaaataaaaaacttcaaattaacttttcctttggtttttggggcatggactc(T)10105 11994006 11994110 TGCATTGCACGTAAATTATGC ATGGTCCCCATTACCCTCTC 258

Ad08A3463 Aradu.A08 3463 p2 (TA)7 14 12001935 12001948 AGCTATCCCATGGTATTAAGGTT TTTGCCACTACGTTTCATGC 215

Ad08A3464 Aradu.A08 3464 p2 (TC)7 14 12008997 12009010 TCGAGGTGGTGTTACTGGTG CAAACTGGACCTAAAAGTCCTTG 256

Ad08A3467 Aradu.A08 3467 p2 (TA)6 12 12012960 12012971 CAAGGAAAATTTCAGCTTTATTTAGG TGAAATCTGACCCTCAAACG 277

Ad08A3468 Aradu.A08 3468 c (A)10ccttgaaaatactgtgataagtt(A)1043 12013292 12013334 ACTCTCTAATTTCTTATCTCCACGTT TTCCACACATTAACACCACCA 246

Ad08A3469 Aradu.A08 3469 p2 (AT)12 24 12013620 12013643 TCAATAAGAGCTTCACACACCC TTGCATCATCTCAGTAGGCTTC 197

Ad08A3470 Aradu.A08 3470 p3 (ATT)5 15 12015002 12015016 TCAAACATCTAAAAGAATTAAAATCG GCAATTTAGAGCCAAATTTTCGT 229

Ad08A3471 Aradu.A08 3471 c* (T)10(TG)6* 21 12015143 12015163 TGGTGCCTCTCTTCTCCCTA TCAACTCATCCTCCATGACAA 194

Ad08A3475 Aradu.A08 3475 p3 (GCA)6 18 12020013 12020030 AGCAAGCACAACCAAATTCA TTGCTGCTGCTTTCTTGTGT 197

Ad08A3480 Aradu.A08 3480 p3 (TTG)6 18 12039130 12039147 CTTGCCCTGCATAATGTGTG CATTCCCCTCCAAGAGATCA 268

Ad08A3485 Aradu.A08 3485 p2 (AC)14 28 12047763 12047790 CAATTCATGTGAGTTTTCTGCAA TTTTTGGCATCTGGTTTTCC 232

Ad08A3486 Aradu.A08 3486 p2 (CA)7 14 12048334 12048347 TTCGACCAAAGTTGTTGTCTCT TGCATATTAGGTGATGGGGAA 168

Ad08A3493 Aradu.A08 3493 p2 (AT)8 16 12077515 12077530 TTGGGAATTGTCTATGGTGGA TTACAGGGATCGCTTTGTCC 170

Ad08A3494 Aradu.A08 3494 p3 (ACT)5 15 12077771 12077785 TTGGGACAATACGATCCCTC TTGATGATGATGATGGTAGAGGA 244

Ad08A3495 Aradu.A08 3495 p3 (AAG)5 15 12083404 12083418 TACCTGCGAATACCCACACA TCGCCGTTTACTGGATCTTT 145

Ad08A3497 Aradu.A08 3497 c (TCT)5tttcaactcttctcattggattggatctctaacagtaagctattcctgctc(CTT)581 12087425 12087505 TGCACGACGAATCAGTCAAT AATTATGGCGTTCCAGGAGA 237

Ad08A3500 Aradu.A08 3500 c (A)10ttagcctaattttataaactaaattctcataatagaagtataatagaagtataat(A)1176 12106666 12106741 CGTGTTGACTTCCCACAAAA TACAGGTGTCCGTTACGTGC 278

Ad08A3501 Aradu.A08 3501 p3 (AAG)5 15 12109228 12109242 AAATTTTGGACCAAGTTACCCA TGGCCATTGCTCTTGATATG 272

Ad08A3507 Aradu.A08 3507 p2 (GC)6 12 12144877 12144888 TGAAAGAAATGGCATCAACG CCACCTGCACTCCTGGTACT 226

Ad08A3511 Aradu.A08 3511 c* (ATCT)5(TA)11*acacaattgggttgtgatcttttaaattagaatagttgtgaaactaattttttaatatacaagaaa(AT)6119 12156866 12156984 TGAAGACTCAAGTTTTTGAAAATG TTCTAATTTAAAAGATCACAACCCAA 267

Ad08A3512 Aradu.A08 3512 p2 (AT)11 22 12157727 12157748 TTCGATTCAATCCACACATCA ATTTGCAACCATCCGATCTT 252

Ad08A3516 Aradu.A08 3516 p2 (AT)9 18 12168907 12168924 ATTGTTAAATGCCCACCGAA TCATTCCCAGTTCCAAGACC 146

Ad08A3517 Aradu.A08 3517 p3 (ATA)18 54 12178494 12178547 TATTCCCCGGACATGTCATT TTTCAAACTCAACACTTCAATACGA 125

Ad08A3518 Aradu.A08 3518 p3 (TGA)8 24 12180113 12180136 TGGCAACTGACAAGTTCAGC GATCTGAGAAACAACCGGGA 158

Ad08A3520 Aradu.A08 3520 p2 (GA)8 16 12182208 12182223 TGAAGAAGGTACCTGGCTGG TGAATTGGTGCCACGTGTAT 273

Ad08A3522 Aradu.A08 3522 p3 (TTC)12 36 12183901 12183936 TCGTTCATGGAATACCCACA ATAACGGCGGAGAGAGTGAA 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A3523 Aradu.A08 3523 p3 (CTT)7 21 12184197 12184217 GGTGGAAACTGTAACCCCCT CCATCAATGTGGGTATCGTG 227

Ad08A3524 Aradu.A08 3524 p3 (GAG)9 27 12184332 12184358 TAATCTCCACTCTCCGCTCC CCAAGTAGGCCTCAAAACCC 135

Ad08A3525 Aradu.A08 3525 p3 (AAG)5 15 12226961 12226975 CAGAGGACCCAAGATGGAGA TTGCACGACAGTTTTCTTGG 227

Ad08A3527 Aradu.A08 3527 p2 (TA)6 12 12242665 12242676 GCTCTCGGCACCAATGTAGT TCAGTCAATGTCTTTGCCAACT 216

Ad08A3530 Aradu.A08 3530 p3 (CTT)5 15 12256585 12256599 CTCTTCCTCTTTCTCCTCCTCA TCCTTCTTCTTCTTTTGCCG 202

Ad08A3532 Aradu.A08 3532 c (A)10tttaaaaaacctatataaaaactacccactacccagttacccccc(CT)871 12258252 12258322 GTTCGGATGATGCCAAAAAC GGTGACAGCACTGGAACTCA 273

Ad08A3533 Aradu.A08 3533 p3 (AAT)11 33 12261620 12261652 TGCCAAATCTCACCATTTCA GCGTAAGCCACGGATAAGAG 135

Ad08A3534 Aradu.A08 3534 p3 (AAG)5 15 12265843 12265857 GGGAGTACAAGGCACTTTGG TGTTTAACCTTGCGAGCACA 132

Ad08A3537 Aradu.A08 3537 c (TA)6a(T)11 24 12268247 12268270 GCCATTCCCTCCTTCTCTCT CACGCCCCATCTTGATTTAT 214

Ad08A3539 Aradu.A08 3539 c (AT)7g(TA)6 27 12269683 12269709 GAGCCACACTATGGCAGGTA CGTGTACTCACCACTCTAGAGACAA 256

Ad08A3542 Aradu.A08 3542 p2 (CT)9 18 12284807 12284824 TTTCATCTCATCCACCCTCC TGGTCATACGCGATTGGATA 176

Ad08A3543 Aradu.A08 3543 p2 (AT)6 12 12295508 12295519 TTTTTGTCCCCCTCTTCCTT TTTTTAACAAAATAATGACGTCCAA 220

Ad08A3551 Aradu.A08 3551 p3 (TCT)9 27 12323553 12323579 AACGAAAATTGCTGAGGTGG AGATCCATGGGTGAAACCAA 242

Ad08A3552 Aradu.A08 3552 p3 (GAA)6 18 12324670 12324687 ACGAGAGAGGAAGAAAGGGC ACGGTTGCTAAAGTGGATGG 167

Ad08A3557 Aradu.A08 3557 p3 (TAA)5 15 12333901 12333915 CGACAGACAATTATGCCCCT TGATCTTGAACCCTGGGAAG 213

Ad08A3559 Aradu.A08 3559 p3 (TGA)5 15 12347787 12347801 GCATTGCAATTGAGTTTGGA TCACCAATTGTCATCAACATCA 269

Ad08A3560 Aradu.A08 3560 p2 (TG)6 12 12352701 12352712 CAGCGCGACTTCTCTTTCTT TAATCGACACTCCCTCCACC 229

Ad08A3563 Aradu.A08 3563 p2 (AG)16 32 12369673 12369704 TGCTAATGCTTCCATGTTTCC TGATTTGATGGCTTTGATGG 194

Ad08A3564 Aradu.A08 3564 p2 (GA)8 16 12375426 12375441 GCTTCCATGTTTCCTGATGG AATGCTTGCAACGGATACCT 268

Ad08A3569 Aradu.A08 3569 p3 (ATA)17 51 12383829 12383879 TGCAGTTTTAAATTAATTCTTTGGTT GCATCTTTTAAATCAAACATCGAC 197

Ad08A3570 Aradu.A08 3570 p2 (AT)6 12 12385753 12385764 CTCCTGACCACCCATGCTAT GCATTTTTCAAAGACCAGCA 272

Ad08A3571 Aradu.A08 3571 p2 (AT)6 12 12386899 12386910 ATTCCTTTGGCTTGGGATCT GGGATCATTGTTTGGGGATT 192

Ad08A3574 Aradu.A08 3574 p3 (TGA)6 18 12398610 12398627 GGCGTAACTCCTCCATTTCA GTCTTTAGTGCGGTTCGCTC 255

Ad08A3575 Aradu.A08 3575 c (T)10cttttctgtttggttttttttctttttcggtcaccaaaat(A)1060 12399879 12399938 AAACGGCAATAAAATCGCAC TCATCGGTTGACTCAGATGG 211

Ad08A3576 Aradu.A08 3576 p2 (AT)6 12 12421741 12421752 TGAGAACCCTTTCGAGGATG AAATGACAAATGACGAGGGG 192

Ad08A3578 Aradu.A08 3578 p2 (TA)6 12 12423906 12423917 GAATTGAGGGATTCAATTGATTAGT TGGGACAAGGCTTTGTTATTG 189

Ad08A3580 Aradu.A08 3580 p2 (GA)10 20 12424870 12424889 TGATTTTGCTTTGCACACCT TCCTTTTTCCCTCTTCGGTT 169

Ad08A3583 Aradu.A08 3583 p3 (CTT)6 18 12426863 12426880 AACCACTTTCGTTACACCCG CGATTGAGAGAAAACATGCG 176

Ad08A3587 Aradu.A08 3587 c (A)10t(A)11 22 12437227 12437248 TAAGCAGACGAGTGAGCTGC TTGTCCAGGTTCGATGAATG 256

Ad08A3590 Aradu.A08 3590 p3 (ATG)5 15 12444903 12444917 CGTTGAAGAAGAAACGAGCC CCCATATAAGGCCCATGAAA 236

Ad08A3591 Aradu.A08 3591 p2 (TC)7 14 12445579 12445592 GTGGTGGAGTACGGAGTCGT TGCAAGCATTGCTCCAATTA 261

Ad08A3593 Aradu.A08 3593 p2 (GA)8 16 12453964 12453979 TTCTTGAGCCTGATCCTCGT TTAGTGGGCATCAACAACCA 238

Ad08A3594 Aradu.A08 3594 c (AAG)6aaa(AAG)639 12462384 12462422 TGCGTTGTGGAGTTTGGTAA CCACGTGCTACCTTCATTCA 234

Ad08A3596 Aradu.A08 3596 p5 (AACAA)5 25 12471062 12471086 CCAGTAGAGGCAAAGGTCCA GCTCGATTTAGTCGCACCTC 261
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Ad08A3600 Aradu.A08 3600 p3 (GAA)5 15 12484683 12484697 AGAAAGCGATGGAGGGTTCT CCTCGTTAGCTCTCCCTTCC 275

Ad08A3603 Aradu.A08 3603 p2 (AG)7 14 12494295 12494308 CCAAGCAAAAGCAAAGGAAG GCTTGGGATTTCTGTTTTAGC 279

Ad08A3606 Aradu.A08 3606 p2 (GA)10 20 12508116 12508135 GAAGCAGGGAACACCCACTA TGAACCAGGACGAAAAGAGG 280

Ad08A3607 Aradu.A08 3607 p3 (GGT)8 24 12508489 12508512 GGTTTGTTCGGAGAGTGGAA CTGTGTTTCGGGCTTCTCTC 274

Ad08A3608 Aradu.A08 3608 c (T)10atgaatgaaaagagaattaaaaaagtgtaccaaaaaaaagagggaagactggaaaataaaaaaattgaaactatgcctattatttc(T)10106 12514743 12514848 TGAGAAATTTGAGTGGATGAAGA TACATGTATGGGAAAGGGGC 263

Ad08A3616 Aradu.A08 3616 p3 (AAC)6 18 12529378 12529395 TTTCTCCACTGACTTATAGGCAAA TCGTTTGATTCATGTAGCCG 269

Ad08A3620 Aradu.A08 3620 p3 (TGA)5 15 12544884 12544898 TCTCTGATTTGCGGATTTGA TGACAAACATCCCGTTAGACA 265

Ad08A3634 Aradu.A08 3634 p4 (GTTA)6 24 12597027 12597050 TTCACCATCTGCAGCAATTC TTCCAGGGTTACACTTTGGC 242

Ad08A3653 Aradu.A08 3653 c (A)10tcctaacaaataaaaatgaaataattttttttagaaatg(T)1059 12667392 12667450 GAGGCTAGGCGAACTTTGTT AAGAATCGCGATCCCTTTTT 213

Ad08A3655 Aradu.A08 3655 c (A)10tgtatttaataaaaaaaaacactaagtatgttctagtatctag(T)1164 12673265 12673328 TGGACACAATTGACATTTTGAG TCATTGCTGTCCTGCTGACT 280

Ad08A3656 Aradu.A08 3656 c (GAG)6aagaacctggatacgcgaattt(A)1252 12676423 12676474 GCAAAATATTGGTGTTGTTGG TTTAAATTTACGCGCACACG 179

Ad08A3658 Aradu.A08 3658 p3 (TGT)5 15 12685334 12685348 GGGTTGTTTTTGATCCCTCA AGAAATCCATCATTGCTGCC 255

Ad08A3659 Aradu.A08 3659 c (T)10ggtactgttttttttagcaaagcttattcataatcattcatcaagattatttcgtggtattgtgagcttaatgttc(T)1096 12687429 12687524 CAATCTGACTCGATAATATTCAATAGG CTGGGCTACCAAATACAGCC 229

Ad08A3665 Aradu.A08 3665 p2 (TA)9 18 12719509 12719526 TTCAGGTGTGCTTTATTGCG CACATACATGCAATGGAGGG 108

Ad08A3668 Aradu.A08 3668 p3 (AAT)8 24 12728127 12728150 CCAGGAAGCAAGCAAAGAAG AGAAGTGGTTGTTTCGTCGC 239

Ad08A3669 Aradu.A08 3669 p2 (AT)13 26 12738635 12738660 CCGCATAATTAAACCTTCTCTTTT TCCACAAATACGCACAATAATAA 280

Ad08A3671 Aradu.A08 3671 p2 (GA)10 20 12744273 12744292 CACCTCAAAGTCAAACCAACC TCACTTGATCTACGCCCAAA 151

Ad08A3678 Aradu.A08 3678 c (T)10atatacattcaaaaacaaaaggatccatgttaagttcatgttgatccaattaaaactactaagcatgcaccatgggggcagaa(AAG)5108 12752964 12753071 CCCTTGAAGCCCATATGCTA TGAGCTAACCAATCGACCAA 261

Ad08A3679 Aradu.A08 3679 p2 (TA)8 16 12754017 12754032 CTGGCGGATAATGTCATGTG ATGCATAACAGCCCCCATAG 259

Ad08A3681 Aradu.A08 3681 p3 (TGA)5 15 12755122 12755136 AGTTTCTGATGCGAAGCGAT GTGCCCACTAACACACATGC 159

Ad08A3682 Aradu.A08 3682 c (AAT)7(TAT)7 42 12761469 12761510 TCCATACTTCTATTATGTTATGGCAA AGAAAATTTTACTTTAAAACAGTTGGA 254

Ad08A3683 Aradu.A08 3683 c (A)13cttaacatctggcatcatgggctcacaagctaaggtgtggccatcattggatcatgaagcaagcaagcaagcttcgtgggccttggcttac(T)10114 12763896 12764009 AAATATTTGATCCTGTCAGATTGC CGCGTTGTTTGCACTCTTTA 274

Ad08A3685 Aradu.A08 3685 p3 (GAA)7 21 12767258 12767278 GAAGATCCATAACCGCAGGA TTCCTCGTCTTCGACGTCTT 190

Ad08A3686 Aradu.A08 3686 p3 (GAT)5 15 12767471 12767485 AAGACGTCGAAGACGAGGAA GGAGGAACCACTGTAACCGA 226

Ad08A3688 Aradu.A08 3688 p2 (AT)13 26 12783465 12783490 TGGTGTGCAATAAAAGGGAA AAAAAGAGGCCAAAGTGGGT 230

Ad08A3692 Aradu.A08 3692 p3 (AAT)18 54 12799343 12799396 AAAGTTGCACGTGTCAATGG TGCGTCAGGTAGTGACTGCT 106

Ad08A3693 Aradu.A08 3693 p3 (ATA)6 18 12799595 12799612 AGCAGTCACTACCTGACGCA AAATTTCTGTGAAAGGATATTTTTG 271

Ad08A3695 Aradu.A08 3695 p2 (CA)11 22 12818782 12818803 GCACAATATTCACGAAGCGA TCGCTGAGTCATGATGGAAG 249

Ad08A3696 Aradu.A08 3696 p2 (TA)10 20 12823833 12823852 AATGGAGAAGGAGAAACGCA ACGATTATTCTCAAATACACACACA 275

Ad08A3697 Aradu.A08 3697 p3 (TTC)5 15 12825569 12825583 CCACTACCTTCCCTCCACAA TGTTAGCGTTCCGATGATGA 213

Ad08A3698 Aradu.A08 3698 c (T)11ctc(ATT)5 29 12826640 12826668 GCTGCTTCTGTTGGTGCTTA CATGATGTGTTGGAAGGAACA 224

Ad08A3700 Aradu.A08 3700 c (A)10tctctgacttaagaataagtaaaagagttatagagatataattatttatg(T)1171 12827948 12828018 TTCGATGTAGGGCAAACACA CTTCATTCGCTGAAGGTCGT 225

Ad08A3702 Aradu.A08 3702 p3 (AAG)6 18 12837505 12837522 AGCAAACATTTCTCGAGCCT TACTTTCGTCGACACCAACC 280

Ad08A3706 Aradu.A08 3706 p2 (GA)7 14 12855047 12855060 GATGGTGAGGGAGCAAGTGT TCGTGGGTTTTCGATCCTAC 153
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Ad08A3708 Aradu.A08 3708 p4 (AAAT)5 20 12856538 12856557 AAACGGATTTGATCCTTCTTAAT TAGTATTCAGCGGGACTGCC 156

Ad08A3711 Aradu.A08 3711 p2 (AG)14 28 12860401 12860428 CCCCCAATTCTCTCATCGTA TAGAGACGTGCCTGTTGGTG 180

Ad08A3712 Aradu.A08 3712 c (TC)9tagtaggtattaatggaataatag(TAA)660 12860704 12860763 TTGGGTGGATTGGGAGAATA AAACACCACCTTGCTGATCC 280

Ad08A3714 Aradu.A08 3714 c (T)11caagg(A)10 26 12863820 12863845 CGCATCATTACCAGAAATTGAA TTGGTTTGATGTTGATTGCG 238

Ad08A3715 Aradu.A08 3715 p2 (TA)7 14 12864152 12864165 TGGGTTTAAGTGTAGGTCGAGT TGCCATGTTATGAATTCAGGG 272

Ad08A3718 Aradu.A08 3718 p2 (GA)9 18 12865248 12865265 TTTTATCGGATCAGGCCAAC GGTAGTGGTGACTGAGGGGA 220

Ad08A3719 Aradu.A08 3719 p3 (GGT)6 18 12866758 12866775 GTCACGGTCAAGGACAGGTT AGAAATCCAGCATCAATGGC 168

Ad08A3721 Aradu.A08 3721 p2 (AT)6 12 12872911 12872922 TCAAATTGTGTTTGTTTGTTATTGTG GAATAATCATCCGCACACCT 269

Ad08A3724 Aradu.A08 3724 p3 (ATA)6 18 12883171 12883188 TTCAAGTTCGCCGTCTTCTT TTACCATGCACTTTTTCCCC 266

Ad08A3725 Aradu.A08 3725 c (A)12tatttttctttgagtaaattaaggtttaattactccgttagtctctataattttattgaattttctattagatttttatac(T)10103 12883912 12884014 ACGGGCTCTACAATTCATGG CAATCAAGTATTAGGGACTCAATCG 245

Ad08A3733 Aradu.A08 3733 p2 (TA)11 22 12898856 12898877 TGTATGAGGTGAGACAAACTCTCC AATTCTTGAAACAAGCTCTCCA 205

Ad08A3734 Aradu.A08 3734 p3 (TTG)7 21 12904671 12904691 GTTGCACCCACTCCTGATCT GAAGAGCCACGTTTTGGTGT 253

Ad08A3736 Aradu.A08 3736 p2 (AT)7 14 12911863 12911876 GGTCGCATGTCTTTTTATCTTTG CGGAGATATGTACACATTCAGTTCA 272

Ad08A3738 Aradu.A08 3738 p2 (GA)8 16 12915645 12915660 TGATGGTCAGACGCCAAATA TGACGTGACTCCCGTTATCA 213

Ad08A3740 Aradu.A08 3740 p2 (AT)8 16 12931542 12931557 TTTTTCTGGACAGACCACAATG GGCCTTCCTCTTCATCTTCC 260

Ad08A3741 Aradu.A08 3741 p3 (GAG)5 15 12933701 12933715 GGAGGAGGAGAAGGAGGAAA TTGTTATCATCGTCGCCGT 274

Ad08A3742 Aradu.A08 3742 p3 (GAA)5 15 12933851 12933865 GGCGGTAACGACGATGATAA CGTCATCATCACCTCCTCCT 164

Ad08A3749 Aradu.A08 3749 p2 (AT)7 14 12976322 12976335 GCATTGTGATTCATCTTTTTGG TTTCCGTATGGTTATTTCGTGA 232

Ad08A3750 Aradu.A08 3750 p3 (GGT)5 15 12985814 12985828 CAAGAGGGTCTGCTAGGTCG TAGCACCTCATACGGCACAG 276

Ad08A3751 Aradu.A08 3751 p2 (CT)6 12 12991531 12991542 CGTTTGTCATCCCTAATGGG AGCGACGTAGTGACGGACTT 246

Ad08A3752 Aradu.A08 3752 p2 (AT)7 14 12996337 12996350 GAGAAATCGAGGCTGTCTGG ACTTGGCAAAGCATCCATCT 237

Ad08A3759 Aradu.A08 3759 p2 (AT)6 12 13007269 13007280 TCAAAATTTTCATATCCTAAATTCGTT AAAAATTGTACCCAGCACACA 177

Ad08A3762 Aradu.A08 3762 p2 (TA)8 16 13017711 13017726 GGCTTGCTTGAAAATGTTGTG AGACAGGACATCATGCATCC 261

Ad08A3763 Aradu.A08 3763 p2 (TA)6 12 13018230 13018241 TGAGGCACAATTTTTCTGGT CATGCAAGATAAAAGAATATTCCAAA 262

Ad08A3766 Aradu.A08 3766 p2 (AT)7 14 13020821 13020834 TGATCTTTTGGATTCAGTGAGAA ATCCATGGTACTCAACCCCA 206

Ad08A3768 Aradu.A08 3768 c (T)10cacctctttcatctttcatcaccgcgaaagatctcaagcttcatatctcacttcccttttgcatttttttggtatgtttcactttc(T)10106 13023115 13023220 TTGCGAACTTCACGCATATC CGGGTTCGAGTCTCCCTATT 254

Ad08A3771 Aradu.A08 3771 c (TAA)7tggtccttcttcatttcc(TCA)554 13040629 13040682 AGGCAATTCAAATGGCAAAG TTGGGTGGTAGTGGAGTGGT 270

Ad08A3772 Aradu.A08 3772 p3 (GGA)5 15 13041017 13041031 TCCAGGAGATACAAGCAGCA CACAAACCAAATACAGTGCCA 171

Ad08A3773 Aradu.A08 3773 p2 (TG)6 12 13041150 13041161 AGCTATGGAGGAGGAGGAGG AATGTGATGATGAACAAGGCA 183

Ad08A3781 Aradu.A08 3781 p2 (TA)7 14 13052940 13052953 CGATATTTTAAACATTCGTAACCG CGTGGCTCAGCATCAGTTTA 117

Ad08A3782 Aradu.A08 3782 c (T)10attttttttccaataatactaattttagt(A)1049 13053770 13053818 CCTGCTTCCAGAAGTGTTGA TTTACCCGGAAACTACACGC 245

Ad08A3784 Aradu.A08 3784 p2 (TA)6 12 13054231 13054242 TCAGGAGTTGGGCTTTGTTT ACCGCAGCAGCATCTACTTT 140

Ad08A3787 Aradu.A08 3787 c (TCT)5(TAT)18 69 13071343 13071411 TGACGGAGTAAAGGACCTAAGTG AACTTTTCAACCATGTTGCG 252

Ad08A3789 Aradu.A08 3789 p4 (ACAT)8 32 13074359 13074390 CACAGAAAGCAGCAAAGCAA GGACATTCTCACACGGACAA 253
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Ad08A3791 Aradu.A08 3791 p3 (GAA)9 27 13077892 13077918 AAAGAGGGGAATGAGGGAGA CACGCACTGGTAAAAGCTGA 277

Ad08A3792 Aradu.A08 3792 p2 (TC)6 12 13085533 13085544 CCCTCACTCCCTCTTTTCCT ACGGCGGTGTTCTCATTAAC 271

Ad08A3794 Aradu.A08 3794 c* (A)11(AAC)5* 24 13093884 13093907 TATAACCCCCTCTCCCTCCC ACTCGGGGGAGAATGACACT 141

Ad08A3804 Aradu.A08 3804 p4 (TTTA)5 20 13128412 13128431 TGATTGAGCTAACGAATTAAACAAA CTCGCGAATTATGCGAATTT 275

Ad08A3805 Aradu.A08 3805 p2 (CA)7 14 13129453 13129466 CGGCGACTCAACTACACTGA ATCATTCAAAGCCCAAACGA 245

Ad08A3806 Aradu.A08 3806 p3 (TAA)5 15 13129639 13129653 ATCGTTTGGGCTTTGAATGA GGGACTACATCACTGCACCA 156

Ad08A3811 Aradu.A08 3811 p3 (GAA)5 15 13138896 13138910 TGGCCATGTGTAGGTGTGTC CGTTCAGCACCCTGAAAATC 180

Ad08A3813 Aradu.A08 3813 p2 (TA)6 12 13145374 13145385 ATCCGCAGCGAATTAGTCAT CCAACTCCTGGTTGGTTTGT 246

Ad08A3816 Aradu.A08 3816 c (A)10gagcttttgaaccagcaacaagtacctaatcctcgttgaggaagaaaaggaagaagagaagaagaaagggag(A)1092 13151390 13151481 CTCACTGAAACCAAGCACCA TTTGGGAGCAACCTACAACC 173

Ad08A3817 Aradu.A08 3817 p4 (AATA)6 24 13151771 13151794 ATCCGATCGCGATTCATAAC CGGTATTAAACTAAACCCGTCAA 178

Ad08A3821 Aradu.A08 3821 p4 (ATCA)6 24 13167984 13168007 ATCCACGCTTAACGCACATT GGAACATTGCACGGGTATCT 160

Ad08A3824 Aradu.A08 3824 c (T)10actt(A)10 24 13175635 13175658 TGCGGCTTTCAAATTTTTCT AAACACCAAAATTACTGCCCC 179

Ad08A3827 Aradu.A08 3827 p2 (AT)6 12 13180113 13180124 GAAAACCAAAGCTGCAAAGC ACCAACACTCCCACATGTCA 181

Ad08A3828 Aradu.A08 3828 p3 (TCT)5 15 13181394 13181408 TTCGGTGAAATCCTTGAAGC AGTCCTGCCAAGAGAAGCAA 255

Ad08A3829 Aradu.A08 3829 p2 (AT)9 18 13182725 13182742 GAGATGCAGTCGACTTTACGTG TTTGAGTCAGTTTAGTTGCGTGA 264

Ad08A3832 Aradu.A08 3832 p3 (TTC)6 18 13185506 13185523 AGCAGCAGCTGGAGGAGTAG AAGTGACAGCTTGTGGACCC 224

Ad08A3833 Aradu.A08 3833 p3 (TTA)5 15 13185735 13185749 GCATTCGAAAGATCACCGAT ATTCCACACCAGCCTCTTGA 251

Ad08A3836 Aradu.A08 3836 c (A)10ttggattatagcgactctcttgacactacaacaatatagattatattttagggttgtatgtgt(A)1184 13188952 13189035 ATGACAGGGAAGATGGCAAA AACAAATTATTTTTGACAGCCAAT 279

Ad08A3839 Aradu.A08 3839 c (T)10gcctctgtgctttctctttggttctgatttgttttgtcatttttgtgcttccattttattttggatttctattttgttatgtgcatctccttggtttg(GTTTT)5133 13203160 13203292 CCACTTCTACCGTGACCGTT TCTAACAATATCTAATTCCAAAAGCA 271

Ad08A3842 Aradu.A08 3842 p5 (AAGAT)5 25 13227589 13227613 AACACGACCCAAATCCAGAG AATGGTGAGAAGTGACCTTTCTA 143

Ad08A3846 Aradu.A08 3846 p3 (GTA)5 15 13236095 13236109 ACTGGTGAGTGTGTGTCCCA TCTTTCTCCCCGTTTTTGTTT 276

Ad08A3847 Aradu.A08 3847 p2 (AG)6 12 13238821 13238832 AAACTGCAACGGCAATATCC TCGCTACTCATCCCGTTACC 200

Ad08A3850 Aradu.A08 3850 p3 (CCT)8 24 13254514 13254537 TGATGTTGAATTTGCTCGGA GCTAGCATTTGGCTGAAAGG 207

Ad08A3851 Aradu.A08 3851 p2 (GT)7 14 13255630 13255643 GCTCGTGTGAATTGTGATGG GACAAATGCACGAATTAAGAGG 278

Ad08A3855 Aradu.A08 3855 p4 (TTTA)5 20 13266696 13266715 GGTTGAAAACATTCCTTCCG TCCATGATAAATAATTGTTTCCAGA 274

Ad08A3858 Aradu.A08 3858 p2 (TC)8 16 13282747 13282762 TGTGAACAAACGCACCCTAA TAGAAATGTGGAAGGGGGTG 157

Ad08A3859 Aradu.A08 3859 p2 (TC)10 20 13283140 13283159 CGTACGCCTTTCATTTGTGA CCAGTGGAAAGTGTTGGGTT 218

Ad08A3860 Aradu.A08 3860 p2 (TC)10 20 13283277 13283296 CTCTCTCTCTCTTCCCCGGT AAAAATCCTATCCCTCCCCC 225

Ad08A3863 Aradu.A08 3863 p2 (GA)7 14 13288346 13288359 GTAGATGAGCCCCCAGATCA TAACCAAACGCCAACAACAA 258

Ad08A3866 Aradu.A08 3866 p3 (TAG)5 15 13298619 13298633 TTGATGGCACGTGGTTAAGA GTACCACAGCGTGTGCCTAA 157

Ad08A3876 Aradu.A08 3876 p2 (TA)9 18 13343903 13343920 AGTTAGGTCTGGCAGCATGG AATTTGGTTCAATGGCCAAG 186

Ad08A3879 Aradu.A08 3879 p2 (CT)6 12 13353452 13353463 TCAAAAACCACCCCTCTCAC TATACGTTCTCCTCCCGTGG 196

Ad08A3883 Aradu.A08 3883 p2 (AT)8 16 13363356 13363371 TTTCGGCCAAATTATCATGC TCATGCTGATTCCAATTCCA 275

Ad08A3887 Aradu.A08 3887 p2 (AT)9 18 13371886 13371903 ATGTGTTTGAGCTTTTAATTTTGA TTCGATTTGATAAATTTTAGGCTTTT 237
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Ad08A3903 Aradu.A08 3903 p2 (TA)6 12 13401801 13401812 TTTTTACTTAAATAAGGTCAATCCAAA TGTGAATGTGAAAGTGTGTGTGA 274

Ad08A3911 Aradu.A08 3911 p3 (TGG)8 24 13431256 13431279 TCTTGGTTTGGTGTTGTTGC TCCCTAAGGTCTGGGTCAAA 259

Ad08A3912 Aradu.A08 3912 p2 (AT)10 20 13437495 13437514 AGGCTTGCTTGCTCAGTTGT CAGACATATGAAAACACTTTAATCCG 246

Ad08A3913 Aradu.A08 3913 p3 (TAA)6 18 13437718 13437735 CGGATTAAAGTGTTTTCATATGTCTG TCCAAACCTCTGTGACCTCC 264

Ad08A3914 Aradu.A08 3914 p2 (TA)7 14 13442730 13442743 TCATACCCTCAAGTCTTTGTAACTTT AGTTTAGTATGGAGGGGCCG 269

Ad08A3917 Aradu.A08 3917 p6 (TATCTT)5 30 13452354 13452383 TGACAATTCTCTCAATAAAATGCTT CATCAGCATAAGAAGAGCTCCC 189

Ad08A3924 Aradu.A08 3924 p3 (AAT)6 18 13472296 13472313 ATTCCCTTGAAAATCCCACA TTTTTCTCGCAATTCCCATC 217

Ad08A3925 Aradu.A08 3925 p3 (GAA)5 15 13472517 13472531 GATGGGAATTGCGAGAAAAA CTGATTGCCACCGTATCCTT 193

Ad08A3927 Aradu.A08 3927 p3 (AAC)5 15 13484234 13484248 GTGCCGGTGAGAGAAAGAAG CCCCATCTAGTGGGACAAAA 278

Ad08A3929 Aradu.A08 3929 c (T)12actattttgacatctaggattaacatatattactgtcaaggtcaagaattacttttttatttagattagatata(T)1096 13485312 13485407 ATCATCGGCACCTATTGCTC CCTTGGTTTTTCGCAATCTC 191

Ad08A3931 Aradu.A08 3931 c (T)11aacatttgaaagagtaaattgtgatctctcacttttaattctataagtggaatcacaattaaatag(A)1087 13492302 13492388 CTTAAAATGCGTGACATGGG TGTTTCTTCATGCAAGAGCATT 253

Ad08A3934 Aradu.A08 3934 p2 (TA)9 18 13497464 13497481 TCGATAAACTATACCTTAAACTGGTCT TGCCACCCCTACCTATAACG 176

Ad08A3936 Aradu.A08 3936 c (T)11ggaaggaaattaaagaaagaaaagtagaagaaatttgaaaacctaagaataaaaaaccaaaaatgaaaaatctaccgaaaataattcataaaagaaag(A)10119 13498613 13498731 ACACATGCTCAGCTGATTGC GACGCTAACAAGGTGGTGGT 264

Ad08A3939 Aradu.A08 3939 p6 (CTTCCT)5 30 13517998 13518027 TTTACGTCGTTTCACGTTTTT CGTAGATCTGCAAATCCAAGATA 218

Ad08A3940 Aradu.A08 3940 p2 (TC)10 20 13519308 13519327 ATATACCCCCTCCCACCAAC AAGGAGGAAGAAAGCAAGGC 152

Ad08A3941 Aradu.A08 3941 p3 (ATT)7 21 13519917 13519937 TGGTTAGGGCATGGTTCTTG AACGACGATCCACCATGAAT 279

Ad08A3945 Aradu.A08 3945 p3 (TAG)5 15 13539817 13539831 GAAGGAACCAACACTGAAACC GCAACACAACTTGAATTTAGGC 217

Ad08A3946 Aradu.A08 3946 p3 (TAG)5 15 13540000 13540014 AAGAAGGAACCAACACTAAAGCC TTGATTGCAGCACAAACAACT 214

Ad08A3948 Aradu.A08 3948 p3 (TAG)6 18 13540718 13540735 TAGCAGTTGTGCTGCTGTCA TTGAATTTAGGCTTCCTCTTGC 244

Ad08A3950 Aradu.A08 3950 p3 (AGT)6 18 13552790 13552807 CAGTTGTTTGTGCTCCAGTCA GATCCTCTTGCTTAGAGTTCACAA 264

Ad08A3953 Aradu.A08 3953 p2 (TA)6 12 13562621 13562632 GAAATCCCCTACAGTCCCGT GCGTTAATGGAATTTGGGAA 267

Ad08A3955 Aradu.A08 3955 p2 (TA)8 16 13567378 13567393 TTTTTCCATAAAAATACGAGCGA GATAAGTGAGATCTCGGGGTG 150

Ad08A3956 Aradu.A08 3956 p2 (AT)10 20 13568946 13568965 ATGGTGAAATCGCGAAGAAG TCAAGTACCCTGCAGAACCA 235

Ad08A3959 Aradu.A08 3959 p3 (TTA)16 48 13573817 13573864 GGACCAAACAAACACACCCT ACCAAAGATAGAAAAATTCAAATACAT 265

Ad08A3961 Aradu.A08 3961 p3 (ATT)13 39 13581453 13581491 GTGTGGAACTCAACACACGG TGTACTTGTGGCCGGATACC 226

Ad08A3962 Aradu.A08 3962 p2 (AT)11 22 13582314 13582335 TCACGAGCTGGCTCAAATAA GCTCGTGAGCTGACTCGAT 268

Ad08A3964 Aradu.A08 3964 c (TC)6tttc(TA)6 28 13587973 13588000 AATCACACACCTCGCATTCA GTGTTTGGAACTGGGTCAGG 259

Ad08A3966 Aradu.A08 3966 c (TCT)5tttctttcgtttcttgtcttttctttctc(CTT)6gctgcgcg(TTC)585 13590520 13590604 TGCATACAAGCGATTAAGGC GGAAGACGAGGAAGAAGAAGG 201

Ad08A3967 Aradu.A08 3967 p3 (GAA)5 15 13591021 13591035 TCAGAAACCATGAAAATCGAAA TATACGGGCCTTTTAATGCG 144

Ad08A3968 Aradu.A08 3968 p2 (TA)6 12 13591706 13591717 CTAGTTCCACCCCTGTTTGG TTTGTACACAGAAAAGAAATCGAA 123

Ad08A3969 Aradu.A08 3969 p2 (TA)12 24 13592129 13592152 ATGGTCAAGCATCGGAAAAA TGGCAAACTTAATTAACATCTTCG 245

Ad08A3972 Aradu.A08 3972 p3 (ATA)7 21 13600345 13600365 ACCTCAGAATCTGGTCCCCT TTACTTTTCATTGGACGGGG 197

Ad08A3973 Aradu.A08 3973 p3 (AGA)5 15 13609161 13609175 CGAAGGGAGGAGGAGAGAGT ATTTTCCTCAATGTACGCGG 258

Ad08A3977 Aradu.A08 3977 p5 (TTATC)5 25 13632130 13632154 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 126
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Ad08A3981 Aradu.A08 3981 p3 (CAA)5 15 13640109 13640123 TTCACCACCACTACCACCAA ACCCTCACTGTCGTCACCAT 235

Ad08A3984 Aradu.A08 3984 p6 (TTTTAC)5 30 13650593 13650622 TCTTCGGATCGGTTATTTGC TTATGAAGGAATTCCAACCCC 275

Ad08A3985 Aradu.A08 3985 p3 (ATA)6 18 13651134 13651151 AGCTAAGTCGTCGTAATTTTTGA TTTTGACCAAGTCCAGATTACA 280

Ad08A3987 Aradu.A08 3987 p3 (TCC)5 15 13656094 13656108 TGACAAGAAGAGGTCTCGGG TTGGGACCGTCAAAATTAGC 234

Ad08A3993 Aradu.A08 3993 p2 (AT)13 26 13706271 13706296 TGGCATGTATTTTATACTGATAATTGA GCCTACGTGTATGTCTTGCCT 275

Ad08A4002 Aradu.A08 4002 p2 (AT)6 12 13734050 13734061 TAGCACGATCTCTCAAGGCA TTGGGGTGTTACTCTCTGGG 195

Ad08A4004 Aradu.A08 4004 p3 (TTA)14 42 13735515 13735556 TTATTATAATTAAAAACTAGCCGTTCC TCACATAGTCTAGGCTTACCACTTC 275

Ad08A4005 Aradu.A08 4005 p2 (CT)6 12 13735693 13735704 GGTCAGTGCATGTTGCAAAG GAGGAGGTGGTGGTGAAGAA 180

Ad08A4006 Aradu.A08 4006 c (CTCCAC)6ca(CCT)553 13735866 13735918 TTCTTCACCACCACCTCCTC GGGAGGACATATGCATGGAC 199

Ad08A4008 Aradu.A08 4008 c (AGA)5cgtcgtattggagg(AGA)544 13739637 13739680 TGAGGAGGAAGAGGAGGTGA CACACCCTCCTCCAATACGA 123

Ad08A4009 Aradu.A08 4009 p2 (AT)6 12 13743710 13743721 TCACAGTTCTCACTTCTCAGTCA GCTTCTGCTTTATTTTATTTAACTCAT 280

Ad08A4010 Aradu.A08 4010 p3 (TAT)20 60 13747454 13747513 TGAAAAATTGATACCTCACTTCAA TGAATTCATTTTTCCTCCAAAA 244

Ad08A4014 Aradu.A08 4014 c (AC)6(AT)11 34 13775096 13775129 GGCTGCATTTGGTTGGTATC GGCACAATATATAAGGCAGAAAGG 186

Ad08A4022 Aradu.A08 4022 p2 (TA)8 16 13784009 13784024 TCCGGCATTTACAATTTTGAT ACTCGAAGGCTCCCTCTTTC 266

Ad08A4023 Aradu.A08 4023 p3 (CTC)5 15 13786051 13786065 AAAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 135

Ad08A4024 Aradu.A08 4024 p2 (AG)7 14 13793949 13793962 TCAGAACACAACACGCAACA GTTGGGTAGGTTGCACCAAT 198

Ad08A4025 Aradu.A08 4025 c (TA)9tt(GA)7 34 13797280 13797313 TCTCTGCTCCTGTTCTTGCT TCATGGTTACACCACCACTAGG 241

Ad08A4026 Aradu.A08 4026 p2 (AC)8 16 13798971 13798986 AAACCATTTTGGCTGGTTCA ATATTGGGTGCAGGTTGCTC 173

Ad08A4028 Aradu.A08 4028 c (T)10ggtaataatcaa(T)1032 13808121 13808152 TTTTCTTTGACTCCTTTCACGTT GCTTAGCGGTTTTGGACTTTT 277

Ad08A4031 Aradu.A08 4031 c (A)10gaaaaac(T)1027 13819119 13819145 CAAAGATACCGAAGCAAGGG GGGAGCATAGGACACCAGTC 171

Ad08A4032 Aradu.A08 4032 p3 (ATT)5 15 13820928 13820942 CATGATGCACCCCAACATTA TGCTAAGCACACATACACAATGA 180

Ad08A4034 Aradu.A08 4034 p5 (TTTCT)5 25 13824878 13824902 TCAGCTCAGCATTGGGATTC CGGACCCCGAAATTTATGTA 280

Ad08A4036 Aradu.A08 4036 p3 (ATA)15 45 13828255 13828299 CTCATTGGCTACATACCGGC ATCATCGGACCGTAGCAAAC 130

Ad08A4038 Aradu.A08 4038 p2 (TA)9 18 13832089 13832106 TGTCACTTGAATTTGAGGTTGG AGACCAGCATCTGAACCCTC 259

Ad08A4039 Aradu.A08 4039 p3 (TTG)5 15 13856137 13856151 TCATCATACCGTAGCAAACACC ACATGCGGCTTATTGATTCC 155

Ad08A4042 Aradu.A08 4042 p3 (TTC)8 24 13868753 13868776 CAACCCCCTTACGTGTTTGT CGACGGAGCTTATTACGTTGA 195

Ad08A4043 Aradu.A08 4043 p3 (TTC)5 15 13868878 13868892 CTCTTCTCGCGTTTTCGTTC CATGCAGCAATCATTCCCTA 265

Ad08A4046 Aradu.A08 4046 p2 (TA)7 14 13883818 13883831 CCTGTCGTTAAATAAATTAAAATGTG AAATAAAAGGAAGACATGATGATAAAA 232

Ad08A4053 Aradu.A08 4053 p3 (CCG)6 18 13917866 13917883 CTCCACCCTAACTGCTCTGC GGCGGTGGATTCTACAAAGA 161

Ad08A4054 Aradu.A08 4054 p3 (CTC)5 15 13918647 13918661 ACTGACCGCGTGATTCTTCT AGAGGAAGAGGAAATGGGGA 184

Ad08A4056 Aradu.A08 4056 p2 (CT)7 14 13919351 13919364 CCTGCACAAAAAGAGGGTGT AAAGTAAAAGTTTAACAGAGGGGG 154

Ad08A4059 Aradu.A08 4059 c (A)13ttaaatgtactacaagcgaagcaataaatgtttacaaatattctatccatcccaaagctaagttgaaccc(T)10gggacctaaagttg(A)10117 13926714 13926830 TGAATCATTTAATGCCTTTGTTG TCGGACTAGGCCTTGAAGAA 262

Ad08A4060 Aradu.A08 4060 p2 (GA)10 20 13929913 13929932 AATGGATCCCCTTTTGCTTT CTAAACGCAACTTGTTCCCC 230

Ad08A4061 Aradu.A08 4061 p2 (AC)28 56 13936831 13936886 GCTCCTAACTCAGCCTGCAA GAAGCGAAGTGGTTACTGGG 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A4068 Aradu.A08 4068 p3 (AGA)6 18 13957622 13957639 TCGTCCTCGAGCAATAGAAGA CCCCATAAACCCCACCTACT 239

Ad08A4069 Aradu.A08 4069 p3 (ATT)5 15 13960481 13960495 AAACTTGGACGTTGGCTTTG GCAGGAAAAAGGAAAAAGGC 226

Ad08A4072 Aradu.A08 4072 c (AG)11aa(AG)19 62 13985918 13985979 ACCAAAACACACCAGCAACA GCTGAACGGTGATGAATCTG 275

Ad08A4079 Aradu.A08 4079 p2 (AT)8 16 14000531 14000546 TCATCCTCCCTTTTGCAATC GCTTCCCAGAATAAGATCAAGC 167

Ad08A4083 Aradu.A08 4083 c (AAG)5aggaagaagaacgtgcagc(AAG)549 14013718 14013766 CGCTTTCTCTTTCTCCTCCTC TTCGTTTCTTGCCTTCTCTTTC 259

Ad08A4084 Aradu.A08 4084 p2 (AG)7 14 14014864 14014877 GGAAGGGAGGTGACAACAAA GAACGATTGTTCGGTCCTGT 172

Ad08A4086 Aradu.A08 4086 p2 (AT)8 16 14017180 14017195 TCAAATCTCCTATTTTAATGGTAAAGA TGCGAAATGGATCATGCTTA 272

Ad08A4087 Aradu.A08 4087 p3 (TTC)5 15 14017605 14017619 ACCCTACGTCCAATACACGC TCGATAGAAAACGAAGCTGGA 214

Ad08A4089 Aradu.A08 4089 c (TAA)7(TAT)8tgttattattgttattacatattattgttgttgtttttgttattattataaatataacgg(TAT)5gacaatattatttttagctttgttgttatcattattattttagttattattaataa(TAT)5191 14029276 14029466 TTGGTGATTGTTCATATTATTCAAA ACGGCTTCCGGAAAATAAG 280

Ad08A4097 Aradu.A08 4097 p4 (TTAT)5 20 14053131 14053150 GCCTCCGTCAATATTACACACA AATCGCTCGGAAGTGATAAAA 275

Ad08A4099 Aradu.A08 4099 p2 (TA)6 12 14056069 14056080 AAATGGAGAGAATGGAGGGG AATTGATAATATAGTGACCCACGTT 200

Ad08A4100 Aradu.A08 4100 c (ATA)6caaatcaactgtcaaataaatcagtcactcttataaaatatacattaaaaataattaaataatatatatttataaaaaaatatataataactattttttt(ATA)6136 14056796 14056931 CATTCTTGCATTGTCAACGAG CGGTTTAATTCATTTGCCAC 279

Ad08A4101 Aradu.A08 4101 p2 (TC)10 20 14057331 14057350 GCACATCCTTTAGGGTTGGA GCAAAAACGAAGAGGAGTGG 265

Ad08A4103 Aradu.A08 4103 p2 (TA)7 14 14067799 14067812 TGCTCATCTACTCAATAGGAATGG CGTACAAGCCTCTTGATCCC 260

Ad08A4104 Aradu.A08 4104 c (ATT)6gttaatttaaa(TAT)647 14068054 14068100 TGAGTGAAATAAATGTCGAGAAAAA CTCATTTGAAGCACGCAAAA 220

Ad08A4105 Aradu.A08 4105 p2 (AG)7 14 14068845 14068858 TTTAAATGAGTTGACCAAAGCAA CACGCATGGACACACAATTA 183

Ad08A4111 Aradu.A08 4111 p2 (TA)6 12 14102365 14102376 TTTTGTTGTCTTTCATATCTTTTGA TCCTCACGTTCCCTTATTCC 280

Ad08A4117 Aradu.A08 4117 c (TC)8tatctgtgtctgaaaggtttttggggctgaaaagagtgccgcatgagaggcgcttatgaagagaaacgaacactccttttagggtaaaaggc(AG)7122 14111709 14111830 GCAGTGCGTGTTTGTTGTCT AACTCTTCACTCCACAGGGC 212

Ad08A4119 Aradu.A08 4119 p2 (GA)7 14 14114081 14114094 GTGGTTGTTGTCGCCTTCTT TGAGGTGGCCTTCAGTATCC 272

Ad08A4121 Aradu.A08 4121 c (A)11ttattacgcttgcatgaataaacgtgttaaaaatataatcattc(AT)973 14120363 14120435 TCGTAAAAGAAAGAATTTCATCATAA ATATGTGGGGTGAGATGGGA 226

Ad08A4131 Aradu.A08 4131 p3 (ATG)27 81 14149915 14149995 GATATTTCATATCTCCCCTTTGATAA AAAAACTTTTGAGATTATTTTTCACG 218

Ad08A4133 Aradu.A08 4133 p3 (GAA)5 15 14154558 14154572 CACCATTAGCAACCAGCAAA GTCCGGAACCCAGTAACTCA 241

Ad08A4134 Aradu.A08 4134 c (T)14gc(G)16 32 14158349 14158380 GGGGTTTCTTGGTTGAGTGA AACGTCGTGAAAAGCAATCA 171

Ad08A4137 Aradu.A08 4137 p2 (GA)6 12 14170106 14170117 ATTCCTCAGGCATGTTTTGC AGTTAATGGCCGCACTCCTA 158

Ad08A4138 Aradu.A08 4138 p2 (GA)19 38 14178633 14178670 CTGGTTAGATTCTCCGGCAC CAGCTCAATCCTACGCATCA 272

Ad08A4139 Aradu.A08 4139 p2 (TA)6 12 14179357 14179368 CCAAACCGGTAGGTTTGATTT TCTAGCCGTTGACAAAAAGGA 133

Ad08A4140 Aradu.A08 4140 p3 (TAT)6 18 14181064 14181081 TTTAAAATTGCTAACGTTTCATCA CCCTTTTTCTACAAAGGCTCC 272

Ad08A4143 Aradu.A08 4143 p3 (TAA)5 15 14196931 14196945 GACCAAAGAGAACAAATGTTACAA GCAATGATGTCAAAATAAAACTCG 276

Ad08A4145 Aradu.A08 4145 p2 (TC)6 12 14199567 14199578 CCAATCCCAAATTTCACACC TTTAGTGCACCGGGAGTACC 238

Ad08A4147 Aradu.A08 4147 p3 (TTA)5 15 14204162 14204176 TGTGTTGAATTTGCTTCATCG AACGACATTGACCACAAGAGG 230

Ad08A4148 Aradu.A08 4148 p2 (CT)6 12 14205000 14205011 CCATCCCAACATTAGCAACC TTTCATTTCTTGCCCTGTCA 206

Ad08A4149 Aradu.A08 4149 p2 (TC)10 20 14207233 14207252 CTATTTGCAATTTCGCCGAT AAGGGCCTAAAGGCTCAAAG 232

Ad08A4156 Aradu.A08 4156 p3 (CAA)5 15 14231862 14231876 CTTGCCTTCCTCTCCAACAA GTCCTTGCAGTGCTGTTTCA 206

Ad08A4160 Aradu.A08 4160 p2 (AG)7 14 14244669 14244682 CACATTAGGAAGACCCGCTC GGCAATGCAGGTTCTCATAAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A4173 Aradu.A08 4173 c (TA)9cacacacacacccaaagttgctcgaactctccatttctttttcgtctctcaattctctcttctaaaattcctttggttctc(T)10109 14270029 14270137 ATCGAACGATCCGATTTCAG TCAATCTTGGTATTGTTTCTGTTGA 235

Ad08A4178 Aradu.A08 4178 p3 (AAT)5 15 14293170 14293184 GCCATTACACTGTCATTTGGAG AACCAAGGGATAGCGATTTTT 278

Ad08A4179 Aradu.A08 4179 p2 (TA)6 12 14301068 14301079 GCCATCAACATTTTGCTTCTC CCAACTTCTTCATTTTAGAAAACTCT 208

Ad08A4189 Aradu.A08 4189 p2 (TA)7 14 14330466 14330479 CGAAAGACTTACGGTGCCAT GAAAGAAAGCCAAAACGTGG 189

Ad08A4191 Aradu.A08 4191 p2 (TC)7 14 14347180 14347193 AATGCCATCCTTAGATCCCA TTACCACCGCACACTCAAAA 278

Ad08A4192 Aradu.A08 4192 p6 (TGATGT)5 30 14348790 14348819 GCGGTTTAGGCTTGTTCTTG AAGCTTCACCACCAATCACC 268

Ad08A4195 Aradu.A08 4195 c (A)11gt(A)10 23 14358997 14359019 GCACGTGTGTTCTTGATGTTG ACCATAACTCATGACCCATCA 223

Ad08A4199 Aradu.A08 4199 p3 (ATT)11 33 14366538 14366570 TTCTTTTTGACACGTAGCGG ATCCGACAAAAACGCAAGTC 221

Ad08A4205 Aradu.A08 4205 p2 (AG)10 20 14370773 14370792 AAACTTGGGAAACGGTGATG TCATGCACGGTTATTTTAGGC 275

Ad08A4206 Aradu.A08 4206 p4 (AAAG)5 20 14370962 14370981 TGCATGCTATGCACTTTTTCA CACATGCCTATCTATTTTAGGGC 177

Ad08A4207 Aradu.A08 4207 p3 (TTA)20 60 14371792 14371851 TTCATGATAGAAAATTGAAAAGTCC AAAAGAGAATATTTATTGGTAGGTGG 209

Ad08A4211 Aradu.A08 4211 p2 (AG)23 46 14378399 14378444 AGAGAATGTCGGAAAGCGAA AAAAAGAAAATCATAACCGAAAAA 215

Ad08A4215 Aradu.A08 4215 p3 (ATT)6 18 14380759 14380776 GGACCGAAAGAAATATTTGAACA CCCATGAATCTCTTTATACGAAAA 270

Ad08A4218 Aradu.A08 4218 p4 (AATA)6 24 14386221 14386244 CTGTGTGATCATCGAATCGG TGAGATGAGTCGGAAGAGGAA 216

Ad08A4220 Aradu.A08 4220 p2 (GA)6 12 14397386 14397397 GCATCAATGACAACAATGGC TTGAATCGTGAACCCTTTCC 236

Ad08A4224 Aradu.A08 4224 c (A)11gtaaacttgttagaaagataaatttgc(A)1149 14416912 14416960 TTATTTTCGATAAAATTAAAGGGC AAAGGATTGAAATCTCGTATCAAAA 207

Ad08A4225 Aradu.A08 4225 p3 (AGT)5 15 14418000 14418014 TCATGACAAGGGAACAAGCA AACTTCAATTTTTGACATGAGCA 235

Ad08A4227 Aradu.A08 4227 p3 (AAT)5 15 14424853 14424867 GTCGTTTAGGAGGTCGCTTG CGCATTGTTTAGGGGTAGGA 224

Ad08A4231 Aradu.A08 4231 p3 (AGA)6 18 14461446 14461463 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 199

Ad08A4233 Aradu.A08 4233 p2 (CT)7 14 14468105 14468118 ATGACATTTGGTGCAGGGAT TTTTTGGGGAAGAGGTGTTG 136

Ad08A4234 Aradu.A08 4234 p3 (TTC)5 15 14468405 14468419 ACACCACTTCTCCCCCTTTT CTAGAGGTTTCTCCGGCCTT 190

Ad08A4235 Aradu.A08 4235 p3 (CAA)5 15 14474804 14474818 TTGGTGATGATAACGGTTGAA ACATGACAGAGCACAATGGC 155

Ad08A4237 Aradu.A08 4237 p2 (TA)6 12 14479500 14479511 CAAGCACCGCAATTCACTTA TCTTTGGTCGCAATCCAGTT 232

Ad08A4240 Aradu.A08 4240 p3 (ACA)5 15 14482448 14482462 TCACACAAGGTATACTCGCCC AACTGCCAAATGAAGGATGC 259

Ad08A4245 Aradu.A08 4245 p3 (ATT)9 27 14502383 14502409 TGGAGGAAGGTTACTGCTGC CTGTTCTGCGAAAAGGGAAA 176

Ad08A4246 Aradu.A08 4246 p2 (TA)6 12 14502610 14502621 CAGAACAGCCACCTGCATAG TTGAAAGGGGATTACGTTGG 229

Ad08A4247 Aradu.A08 4247 p2 (AT)6 12 14504662 14504673 CGGAAGTCAAATAATAATTAGAAAAAG TCAACCCCTATCTTAGAACCAAA 269

Ad08A4253 Aradu.A08 4253 p4 (AAAT)9 36 14516049 14516084 GAACCCTAGTCGCTGCTCTG TAAAATCATCCCCAACGCTC 242

Ad08A4254 Aradu.A08 4254 c (A)12(TA)9 30 14517814 14517843 CCCTCCCACAACAGTTGATT TCAAAAGAATTTGAGCTTCAAAAATA 275

Ad08A4258 Aradu.A08 4258 p2 (TA)6 12 14530122 14530133 TCCATAATTTTTGAAAACCACTGTT CGAATAAGGTACGAATTTTGTAGATG 201

Ad08A4264 Aradu.A08 4264 p3 (CCT)11 33 14578006 14578038 TTCAGGAGGCTAAGGCAAAA CTCAGAAAGAAGTCGGGCAG 179

Ad08A4267 Aradu.A08 4267 p2 (TA)8 16 14597408 14597423 CATGCTGTAGGGGGAGAAAA TTCTCTCTCTTGTGCTGCCA 196

Ad08A4270 Aradu.A08 4270 p3 (TTA)7 21 14606442 14606462 GTGATGCCGTGATGCTAATG GCTGGTTTGATTATCGTCTATCG 230

Ad08A4272 Aradu.A08 4272 p3 (TTG)5 15 14607852 14607866 TGCATTTCTGTTGTTCCAGG CAAGCGGAGCTACACAATCA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A4275 Aradu.A08 4275 p2 (TA)9 18 14617133 14617150 TTTTGATTGTGAATGAAATTTAGCA CAGGTTGGTCCGAGTTGATT 256

Ad08A4278 Aradu.A08 4278 p2 (AG)8 16 14619532 14619547 TCAAAACCTGAGATGACGAAGA TCGGAAAATACAGATTCAAAATCA 103

Ad08A4282 Aradu.A08 4282 p3 (TGA)6 18 14632007 14632024 CAAAAGAAAGGGGCAATAAGAA ATTTTAGGAGGACCGCCACT 269

Ad08A4283 Aradu.A08 4283 p2 (GA)14 28 14633771 14633798 CCTCGGTCAAACAAAGAACC TGTAGGTGCAATGCTTCCAA 266

Ad08A4284 Aradu.A08 4284 p2 (TA)7 14 14647550 14647563 AAGACCAATTTGATTATTTCCAAAA GCCTTACGTACGAGACACACA 258

Ad08A4285 Aradu.A08 4285 p2 (TA)6 12 14652784 14652795 TCTCGTGCTGTTAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTTT 188

Ad08A4292 Aradu.A08 4292 p2 (TC)6 12 14665056 14665067 GGGATACCGTGAAAAACCAA AGGGTGATGGCTGGTAGTTG 253

Ad08A4295 Aradu.A08 4295 p2 (TA)12 24 14684699 14684722 ACCATGAAGCGGTGAAGACT GGCAGCCTTGCTCATGTACT 277

Ad08A4300 Aradu.A08 4300 c (T)10caacaatattagtgatgtattaaaaattttctatatatgttcacttattcatagatttcatcactcatagttgactga(AAAT)5aattgatatgaatggagttaagtaatcacaattataaaaag(A)11160 14706803 14706962 TTTATGAAATAATTGACCGCAA CTTGGTTGTTTTCCGGTTTG 244

Ad08A4305 Aradu.A08 4305 p2 (AT)6 12 14712197 14712208 TGGAAGTCATGGACCAAACA AGTCGCTCGACAGGATCTTC 234

Ad08A4309 Aradu.A08 4309 p3 (AGA)6 18 14722524 14722541 CTTTGTTTACGCCCCAAAAA CTGCGATTGAGATGAGGACA 241

Ad08A4310 Aradu.A08 4310 p3 (GTG)10 30 14731443 14731472 GTTGGAGGGGGAAAGAAAAC ACCACCGCCACAACTAACAC 270

Ad08A4315 Aradu.A08 4315 p3 (TTA)5 15 14752949 14752963 TTGATACAAGAGTTGTTTCGCA TGAGAGAGGGGATTCCAATG 258

Ad08A4316 Aradu.A08 4316 p2 (AT)10 20 14759990 14760009 TTTTGATACGAGTCGAACATGA AAGGTCACTGAACGCCAATG 251

Ad08A4319 Aradu.A08 4319 p2 (CT)7 14 14770736 14770749 TTTCTCCCTATTTCCGTTGC TGCAAGCCAGAAGAAAAAGA 241

Ad08A4323 Aradu.A08 4323 p2 (GA)7 14 14781807 14781820 AAGACAGAAGCAAAGCCGAA GTGCGACGTATTCCTCACCT 231

Ad08A4324 Aradu.A08 4324 p2 (AG)6 12 14781961 14781972 GAGAGCCAGTGACCAAGAGG GTCGCGTCTTCTCCATCTTC 181

Ad08A4327 Aradu.A08 4327 c (CT)20cgtttctgttagattgtctcatttatttcttgattggacctttttctttttcttg(T)13108 14794367 14794474 ATGCCCACTATGCCCACTAA CAAAAGAACCTTCTGCTCCG 276

Ad08A4328 Aradu.A08 4328 c (TG)7(T)14 28 14796392 14796419 GACCGGCGAATAGCATTTTA GCCAATCACCCTCGTACATC 232

Ad08A4330 Aradu.A08 4330 p2 (AT)7 14 14798014 14798027 GGATCCCAACGGTTTTTCTT GGACAAAAAGGGAGCAGACA 185

Ad08A4333 Aradu.A08 4333 p2 (AT)8 16 14803174 14803189 TGTGTCGGGTATCAAATTGTTT ATCTTTTTCCGTGCGCTTTT 257

Ad08A4336 Aradu.A08 4336 p3 (ATG)5 15 14815710 14815724 AAAAAGGTCGAGGATGATGC GTGAGTGCGACTGGAACAAA 126

Ad08A4338 Aradu.A08 4338 p2 (AT)8 16 14821683 14821698 ACGGTAATTCTCGTGCCTTG CCATAATGATTACTTTCACTCTTGC 117

Ad08A4340 Aradu.A08 4340 p2 (TA)6 12 14826241 14826252 TCGTGACACTTGTTTAGGCG GGGTTTAGGCCCATTCTGTT 101

Ad08A4343 Aradu.A08 4343 p2 (TA)12 24 14839856 14839879 CCCAGTGATGTTGGTGATGA TTTTGAGATGAAGAGAATCGACA 280

Ad08A4344 Aradu.A08 4344 c (T)14ccttttctttgtcttatctcctaactttctcacttcctatctctctctat(CA)778 14852344 14852421 GAGAGTCAAATTTCCCCCAA ATTGGTGTGCATCAATGGAA 208

Ad08A4345 Aradu.A08 4345 p3 (GTT)5 15 14852691 14852705 GCAGCAAAAGATGAGCATGA CAGTTCTGATGTGGAATGCG 237

Ad08A4346 Aradu.A08 4346 p2 (TG)8 16 14859587 14859602 TGTTCTTGCAGCAGTATGGC TGGAACCCATACCTACCACC 129

Ad08A4351 Aradu.A08 4351 p2 (AT)10 20 14872027 14872046 TGTTTGGGGTGATAAGCAGA GGAGTGATCCCTGCATTGTT 273

Ad08A4354 Aradu.A08 4354 p2 (TA)6 12 14876839 14876850 AAATCATGCATGTGGCAAAA ATGCGATCTGTGTGTGTGGT 277

Ad08A4357 Aradu.A08 4357 c (CTT)5tttcttcatcgtcatcatc(T)1044 14890746 14890789 CATCTTCTCCCTCCTCCTCA ATGCTGCATTTTTCTTCTTTTT 276

Ad08A4358 Aradu.A08 4358 c (CTT)6tttcatt(ATC)6(T)1154 14891691 14891744 TGTGTGCTGATAAATTCTGCAT TTGAACCAATGTAAGTTCATCCT 266

Ad08A4359 Aradu.A08 4359 p3 (CTT)5 15 14892095 14892109 TTCCTCTTCCTCCTCCTTATCC TCATAACGCGCTTTGTGTTC 268

Ad08A4360 Aradu.A08 4360 p3 (AGG)6 18 14892297 14892314 CACGCAAAGAAAAAGGAGGA AACAAAAATGACGCTCACCC 128
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Ad08A4361 Aradu.A08 4361 p2 (TA)6 12 14892773 14892784 AAAATAAAATGACTTGTCCGTATAACA TTTGTGCATCCTCATTCCAA 233

Ad08A4368 Aradu.A08 4368 c* (A)10(AAT)5* 23 14917727 14917749 TTTCCGTACATGTTCCCTCC ATTGGTGTCGGTTTCTCAGG 176

Ad08A4369 Aradu.A08 4369 p3 (TTA)5 15 14922749 14922763 CACTTGGCGGTTAAATGGAT TCATCATCCACATGTACAAAGC 156

Ad08A4373 Aradu.A08 4373 p2 (TA)6 12 14938745 14938756 AATTGCTGACCAATATGCCA CAATGTGCATTTTTGGGCTC 219

Ad08A4374 Aradu.A08 4374 p3 (TTG)5 15 14940924 14940938 TATATGGCCACCTAGTGGGA TATGGCCTGCTGTTTTCCTT 274

Ad08A4379 Aradu.A08 4379 p2 (TC)6 12 14981231 14981242 TAGACCCACTCACCTACCCC GACAGTCAAGGCGACAGTGA 193

Ad08A4380 Aradu.A08 4380 p3 (TTG)5 15 14981575 14981589 CGTGTCGCCTCTGTGTTCTA CCACCTTTCACTCCACCACT 210

Ad08A4381 Aradu.A08 4381 p2 (AG)28 56 14982376 14982431 CGCCGTAAAGCAAAGGATAA TCCGGTTTTTAGAACCATGC 213

Ad08A4382 Aradu.A08 4382 p2 (AT)6 12 14985211 14985222 TCACCCAATCCTCACCTCTC ATTTAAAACCGGGCGCTAAT 207

Ad08A4383 Aradu.A08 4383 c* (TA)7(ATG)7* 34 14986311 14986344 TTGATTGACTTTTCCCGACC TTTTGGGATCGAAATTGAGG 152

Ad08A4386 Aradu.A08 4386 c (AC)7atatatattacgttgttacttcgtagttgtttatactttatactaatggcacatgttaagtatggaagacatgaacaaaagagaaaatgataatgc(A)13123 15001205 15001327 TTGATCATCCTTGATTTCAAATAG ATCGTTGGGCATGTTCTTTT 268

Ad08A4387 Aradu.A08 4387 c (AAT)8taccttcaattgaatggcattatcaacgaaaacagactcctgtcaacacatgaaatgaaaagattattacaagttagccggaaaaaaaa(AC)11135 15003893 15004027 CATGCCCATACATGAAATGC AAGCTGCGGCTTCAGTAATC 253

Ad08A4388 Aradu.A08 4388 p3 (TTC)5 15 15008133 15008147 TGTCCGGAACCCAGTAACTC CACCATTAGCAACCAGCAAA 256

Ad08A4395 Aradu.A08 4395 p4 (GAGT)5 20 15043480 15043499 CAAAAGCACGTCGATTGAAA CCCTCTTTTGGGTTTTCTCC 242

Ad08A4396 Aradu.A08 4396 p2 (AG)15 30 15045336 15045365 ATGAAGGGGCTATCGGAGTT GGACCCAGATTACCATCGAA 229

Ad08A4400 Aradu.A08 4400 p2 (AT)6 12 15062719 15062730 GTGTTTCCAATGCTTCAGCC CCCAGAGCTTGCTATTCAGG 214

Ad08A4403 Aradu.A08 4403 p2 (AT)9 18 15078468 15078485 CCGTGTCTATGTCTCTGATGGA CAGGTTTAGGCAGCATGGAT 252

Ad08A4404 Aradu.A08 4404 c (T)11gtttaaaataattctcaatgttatatttagtataaaatttattcttttaaacacatgatagaaatatc(T)11aatttcctaaatcttttttacaccgtcttttctatcaccaaa(T)10142 15080842 15080983 AAAATTTGAGATCAAAATCGAAA GGAACTCAATCGAAAAGAAAAA 256

Ad08A4407 Aradu.A08 4407 p2 (AT)7 14 15086189 15086202 TTTCTGGAGATTTATTAGCGACAA TGACTCCCTTTTTAAAATCCCTT 247

Ad08A4410 Aradu.A08 4410 p3 (ATA)11 33 15088815 15088847 GGAACAGGCATTAGCCTTTG TCCAGAATAACCATCCAGATAACA 248

Ad08A4411 Aradu.A08 4411 p2 (TA)6 12 15090233 15090244 GTATCGTGAACGGAAATCGG GGCGTCTTTATCTGAGTGGC 207

Ad08A4413 Aradu.A08 4413 c (ATA)7(ATT)7 42 15092763 15092804 AACTAAGAGGAAGTGCCAAAAA TGAAAAGAATTTTGTTTCCTCCA 253

Ad08A4415 Aradu.A08 4415 p3 (TTG)7 21 15096915 15096935 CGCGCGAGACTTTACGTTAT ACGGGGCAAAATTGTCTTTA 276

Ad08A4417 Aradu.A08 4417 p3 (AAG)12 36 15103675 15103710 TCTTTGATGATCTTGCAGCATT ATTTCGGCTCGTTGTTCTGT 236

Ad08A4419 Aradu.A08 4419 p3 (AAG)6 18 15105064 15105081 TCATGATGATGGAGGAGAAGG ACGCGTTTCTTTTTCATGCT 141

Ad08A4426 Aradu.A08 4426 p4 (TAAA)5 20 15126416 15126435 GCGAGATATTGTTTGAGGGG TTTTGGTTGTGGACCTAATGC 216

Ad08A4429 Aradu.A08 4429 p3 (ATT)6 18 15140279 15140296 AGTTTCAACCTTGAATTTCGTG CTTCAATCACTCCCCCTCTG 208

Ad08A4430 Aradu.A08 4430 p3 (AAT)5 15 15148156 15148170 CCAGTTATGGCTCATTTTGGA TCCCCAAAAATTTTAAAAGCAA 269

Ad08A4431 Aradu.A08 4431 p3 (AAT)17 51 15149055 15149105 ACCATGTGGCAGTTGGAAAT CGTGAAACTGTGGCAGGTAG 275

Ad08A4432 Aradu.A08 4432 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 15153653 15153706 CCACATACTGTTACGGCACG GAAGGAGAAAGAGAAGGCAAGA 118

Ad08A4433 Aradu.A08 4433 c (A)11gagaaaacagagagaaaagacgtaaat(GAA)656 15154446 15154501 CGGTTACAAGAATTCACCCAA TGCACGTTCTTCTTCTTCGTT 278

Ad08A4434 Aradu.A08 4434 c* (GAA)8(GAAGAG)5*gaagaagaag(AGA)679 15154628 15154706 CGTGCAGAAACGAAAGAAAA CGCGCATTAACTCATTTTGA 248

Ad08A4435 Aradu.A08 4435 p3 (TTA)21 63 15157661 15157723 TGTTTGCGTATCAAAAGGTCA TTCCTGATCCAAATCCCAAA 250

Ad08A4438 Aradu.A08 4438 p4 (AAAT)7 28 15164110 15164137 CAAGCAAGTTGTCGATTCCA CGTTTCGTTGCTCAAATCAA 271
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Ad08A4443 Aradu.A08 4443 p2 (TC)17 34 15183503 15183536 GCAATTGAGCCAGTAAGCTG GGCTTGCTTGATGAGTAGCC 280

Ad08A4444 Aradu.A08 4444 p2 (TA)6 12 15187883 15187894 TTCCTTGTGTTAAATGTGCTAAACA TTGTTAGCGGTTGGTTCAAA 100

Ad08A4451 Aradu.A08 4451 c (AT)9(AC)7 32 15212584 15212615 TTCGGGGATTATTTTGTCTGA GCTTAGTGAACATCATTATTGTGCC 143

Ad08A4453 Aradu.A08 4453 p3 (CTT)5 15 15214039 15214053 TTCTTCGCGTTTCTCCTCAT TGTTCCTCATCTTCTGCTGC 248

Ad08A4455 Aradu.A08 4455 p2 (TC)9 18 15218196 15218213 TTACAAGAACCCAAGCGTCC ATTTCCGAAGAAAAATGCGA 271

Ad08A4459 Aradu.A08 4459 c (GA)25gtgagt(GA)770 15234694 15234763 AGGCGTCAAATCCTTTGTTG TGAGCTGAGGAATGAAGTATGC 261

Ad08A4463 Aradu.A08 4463 p3 (AGA)17 51 15242794 15242844 GGGTGGGGGAGCTATAAAGT CCTAAGGCAAAATTTGTCCAC 264

Ad08A4466 Aradu.A08 4466 p3 (CTT)5 15 15244664 15244678 CTGCTTTGGACACACTCGAA GAGGAAGAAGAACGTGCAGC 247

Ad08A4467 Aradu.A08 4467 c* (AAG)6agtaagaggaagaagaacgtgtagcaagaagaataagaagaatttcagaaaccatgaaaatcg(A)10cgaagaaa(AAG)6(GAAGAG)5*gaagaagacgaagacgaagacgaagacgaagaagaagaag(AGA)6201 15245295 15245495 GAAGAAGAACGTGCAGAAACG TCAAACGGTTCCTCTTCGTC 249

Ad08A4468 Aradu.A08 4468 p3 (GTG)5 15 15249472 15249486 AGGCAGTCAAGGTCATCGAG ACCACCATGAACCCCAGTAA 235

Ad08A4472 Aradu.A08 4472 p3 (TAC)7 21 15264950 15264970 CACAACATGACCGTTTGCTT CCCATCTCCCAGAAGAGTGT 233

Ad08A4475 Aradu.A08 4475 p3 (AAT)7 21 15269642 15269662 AGCGAACAACATAGGGATGC CAGAACACTGAGACCGGTGA 246

Ad08A4476 Aradu.A08 4476 c (TCT)8ttaatttctcactttttcaccattgcttcgcgcttctttaagttcgaactgatgcgtggaatagcgagattc(T)13109 15269891 15269999 TCACCGGTCTCAGTGTTCTG CCAAACCTACTTGCCGTCAT 264

Ad08A4480 Aradu.A08 4480 p2 (AG)6 12 15278141 15278152 GTGCAACCACTGAAACATGG CTTCTATGTTTCATCACCTCCG 199

Ad08A4481 Aradu.A08 4481 p2 (TA)12 24 15280343 15280366 GAAAAGGAACGCCACGAATA CGTTCCCACTAATCTCCGAA 277

Ad08A4482 Aradu.A08 4482 p2 (CT)14 28 15282673 15282700 CCCCTAGACCAAGCATCAAA TGTTCAATGCATCCCTCAAA 222

Ad08A4486 Aradu.A08 4486 p2 (TA)7 14 15288471 15288484 TTCGTAATTCATATGAGTGATTGG AAAAGGAATAAATGGTTCACGTT 224

Ad08A4489 Aradu.A08 4489 p2 (AT)12 24 15290912 15290935 TAGCTGCTGAATTTGCATGG CACGATTTGCTTTAACTATCTTTCA 232

Ad08A4491 Aradu.A08 4491 p2 (TA)8 16 15292100 15292115 TTTGGTAGGAAGCCACTTCAA TGCACAACAACTTTGGTCATC 134

Ad08A4492 Aradu.A08 4492 c (TA)6aaaagttgatttaatgactaatttttttatatttacgtaacattattttgatgaaaagagtaaaagcaaatatttaaatt(A)10102 15293450 15293551 AAGAGCGCATTTCATTTGCT AAATATGTGTTCCTGTACGGTGAT 273

Ad08A4493 Aradu.A08 4493 p2 (AT)10 20 15293707 15293726 TTGTTTCGTTAGAAGAATGTGTGAA CCCTAAATTTTGAGCTTTGTCA 208

Ad08A4497 Aradu.A08 4497 p3 (TTA)5 15 15296230 15296244 TTAACGCAAAAACTCAATTAAAAA AGGTTTTCATCACAGCCCAC 256

Ad08A4498 Aradu.A08 4498 p3 (ATT)9 27 15300968 15300994 AATGAGCCAAAAGGGTATGC ATGACAATTATGTAATTTTTGTGGTT 151

Ad08A4499 Aradu.A08 4499 p2 (AT)6 12 15301810 15301821 AAAAATCGGTTTGAATAGACCA CCGTGAATTTTGTTTCTTTTTCA 238

Ad08A4502 Aradu.A08 4502 p3 (TCT)5 15 15304883 15304897 CAACAACACCACCACTTTTCA GAATCAAGGTTGCTGCTGGT 225

Ad08A4503 Aradu.A08 4503 c (T)10ctttttgtgtaattttgtataatacgaaagacaacttttttatctcacctta(T)1072 15307013 15307084 CAGACTCAATTGAAAGAAAAAGAAA TTCTTTTATACGCCTTCTACTTTTGA 270

Ad08A4508 Aradu.A08 4508 p3 (TCG)5 15 15311689 15311703 TCCTTCGATAAATCCGACAA CTACACCGCCTCCTCAAGTC 280

Ad08A4512 Aradu.A08 4512 p2 (GT)6 12 15333052 15333063 AGTTGCTTGATTTCAACGGC TACCCGCGGACTAGAGTTTT 277

Ad08A4513 Aradu.A08 4513 c (CT)7tccttcccccttctctctccctcctttctcccttatctt(TC)767 15338390 15338456 CCTTTCCCCTCTCTCCTCTT GAGAGAGAAACAAAAGGGGG 141

Ad08A4514 Aradu.A08 4514 p2 (TC)6 12 15338655 15338666 CTCTCCCCCTTTCCCTTCTT TCTCCCTCTCCCTTCTCTCTC 280

Ad08A4515 Aradu.A08 4515 p2 (GA)6 12 15338846 15338857 TCTCTCCCCCTCATTTCTCC TCTCCTTCCCTCTCCCTCTC 218

Ad08A4516 Aradu.A08 4516 p2 (GA)7 14 15339104 15339117 AGAGAAAGAAAGGGGATGGG TCTCCTTTTCTCTCCCTCTCA 219

Ad08A4519 Aradu.A08 4519 p2 (AT)7 14 15346641 15346654 CCTTTCGCAAGGTAAAACCA TATTGCTTACGCGAGTGGTG 221

Ad08A4522 Aradu.A08 4522 p4 (TTAT)7 28 15373407 15373434 CGAATTGAAAACTTTTGGGA TTAATCTTGCATTGCCACCA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A4523 Aradu.A08 4523 p3 (TAA)6 18 15374632 15374649 ATGTGACGGTAACGACAACG ATCGCGTGCTATGTCTTTTT 139

Ad08A4525 Aradu.A08 4525 p3 (AAT)12 36 15379116 15379151 GAATCTTGGGGTGTTTGGTG AAACCCTCTGTTGCTTTCACA 111

Ad08A4526 Aradu.A08 4526 p2 (AT)8 16 15379881 15379896 CTCTGCCTTCTCTGGTGGTC CCTGTTGCATCCAATTCTCA 262

Ad08A4535 Aradu.A08 4535 c (CTT)7cactctttctgatcttctcattattcttcaacacgtgtaagtaaaactcctaag(T)1388 15436338 15436425 CCCAATGGAGGGTCCTTAGT GGAAAAGCAAAGGGACACAG 231

Ad08A4537 Aradu.A08 4537 p3 (TTA)5 15 15436911 15436925 TGGAAGATGACTCAGCCAAG GAGAATCGCCATTCATTGCT 241

Ad08A4540 Aradu.A08 4540 p3 (ATA)6 18 15443156 15443173 TTCTTCTACATAGTACCAACCATCG TTTGGTGTCTGAAGTTCGAGTT 242

Ad08A4542 Aradu.A08 4542 c (A)15caaatagcaaatgtgtgtggcttagattatggcaattcttctaattttgatataagtgcaac(T)1087 15444102 15444188 TGGCCTTAGATCTTCATGGG CTTAAAAGTGGACGGAATGAGT 278

Ad08A4549 Aradu.A08 4549 p3 (TTA)5 15 15454717 15454731 TGCAATTATTCAAATGTAGAGAGTTC TCGCCTTCAAACTTAGGTGG 261

Ad08A4551 Aradu.A08 4551 c (CT)7aaccttctcctt(TC)842 15462970 15463011 GCCGGTAAATCAGACGGTAA CACCTAGTCGAGTTCACGCA 208

Ad08A4554 Aradu.A08 4554 c (T)10cttttatgttacattactttatcc(A)1347 15465743 15465789 GCCCTCATGATTTCAAGGAC TTGGACCCACTTAAAGGTGA 176

Ad08A4557 Aradu.A08 4557 p2 (TC)9 18 15504036 15504053 GCCGTTCGTGTCGAAATTAT TAAAACCAGCAAAACGAGGC 156

Ad08A4558 Aradu.A08 4558 p2 (AG)9 18 15505909 15505926 GGGAGAGAGAAAGGGGGTAA TTAATGGATCTGGAGGTGGC 252

Ad08A4565 Aradu.A08 4565 c (TTC)5gctcatgttcttcacaaaaatttctatagaagagtattagtaaatttattattttatatttaatattttt(TTA)5100 15521610 15521709 TTTCTACTTTGTAGGTTCCTCTCTCA TTCGACAATGACAATGAATGA 213

Ad08A4568 Aradu.A08 4568 p2 (CA)7 14 15535440 15535453 TTGGCCAATTGCAGACAATA GGAGCTGGTGATGGATTTTC 250

Ad08A4574 Aradu.A08 4574 c (A)13cttttttcattg(A)1035 15566557 15566591 CAAAATAACTATTCTCAAGCAAGCA AATCACCGAATGGTTTGGAA 244

Ad08A4576 Aradu.A08 4576 p4 (AAAT)5 20 15568520 15568539 AAGGTACCAGTTTTTGGCCC CGTCCACAACCTCCTCAAGT 269

Ad08A4578 Aradu.A08 4578 c (A)11gtaaaccttgaccaaaaagcaacaaaaaagcaaaccctaagttcattaagttggactactcataaagaacagatcttttctagtg(A)13109 15570431 15570539 TGGCAAACAAAACACTAGTCCA TTTTTCCCTTTTGTTTTCACTAGAA 256

Ad08A4579 Aradu.A08 4579 p3 (TTC)5 15 15581282 15581296 TAATCCATCGTTCCCGTCTC GGGCAGAGTGAGAAAACTGG 211

Ad08A4581 Aradu.A08 4581 p2 (TG)9 18 15591363 15591380 ATACAGGCATTTGGATGGGA CTACCACGAACAACAGCACG 159

Ad08A4582 Aradu.A08 4582 p3 (ATT)6 18 15591904 15591921 AATTGTGGAAGACCACTGGC AAAGCCTGAATTTGGTGCAT 266

Ad08A4584 Aradu.A08 4584 p2 (TA)10 20 15597360 15597379 TGCATCATAGGATTTCCTCG TCTGGAATGAAGCATACCTGTTT 250

Ad08A4587 Aradu.A08 4587 p2 (AG)9 18 15612135 15612152 CCGAAATTCAGAGAGGGAGA TGAAAATGGACCAACCCAAT 142

Ad08A4588 Aradu.A08 4588 p3 (ATA)6 18 15613021 15613038 GAAAGGATGGTACGGATGGA CCACACTCAGCAATGCTTTT 261

Ad08A4589 Aradu.A08 4589 p3 (CTC)8 24 15615325 15615348 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 165

Ad08A4590 Aradu.A08 4590 p3 (TAA)14 42 15623466 15623507 AAATAAAGGGGAGGGGAGTG ATGCTTTTCTTTGGACGGTG 188

Ad08A4591 Aradu.A08 4591 p2 (TA)6 12 15624031 15624042 AACATTGAACCGGACCGATA ACCAATACGTAGGAGGCGTG 271

Ad08A4596 Aradu.A08 4596 p3 (TAA)5 15 15630338 15630352 TAAAAGCTAGCATTGCCCGT CCAAGAAGCTACAAAAAGCACC 250

Ad08A4598 Aradu.A08 4598 p2 (TA)9 18 15634557 15634574 TGAAGATGCTTTTTGGGAGG GGACGGTGACTGTTAGCACA 222

Ad08A4601 Aradu.A08 4601 p3 (AAT)8 24 15635605 15635628 ATCGACACAACAACAATGCC CGACTTTACCTGAGCTTTCACC 259

Ad08A4607 Aradu.A08 4607 p2 (TC)7 14 15642513 15642526 TGGATATCACAATCTTAGCCACC GTTAGCCGTAAGGGCCGTAT 277

Ad08A4609 Aradu.A08 4609 p5 (ATTTT)5 25 15645361 15645385 AAACAAATGAAGGGTGGTGG ACATGGATAGGCCCTGTTTG 174

Ad08A4610 Aradu.A08 4610 p3 (TAA)14 42 15646614 15646655 TGCAGTGCAGATCGGATAGA TGATTGTGTCCCATATCCCA 257

Ad08A4611 Aradu.A08 4611 p2 (AT)6 12 15647604 15647615 TTCTGTCTCTTCACCGAACG CCACTGGCTTTGACATTTTG 273

Ad08A4612 Aradu.A08 4612 p2 (AT)9 18 15648265 15648282 AGACCCTAACATGATGCGGA CGATATTTTTCGGACACGCT 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A4614 Aradu.A08 4614 p2 (TA)8 16 15654646 15654661 CATGATTCCTATCCCTCTTACAAAA GGTTGAAGGCCGTAATTGAT 280

Ad08A4615 Aradu.A08 4615 p2 (AT)7 14 15659610 15659623 CCTTCCAAATGCGACTTAGC TTTGAATCGTTAAGTGCCTGG 266

Ad08A4619 Aradu.A08 4619 p2 (AT)6 12 15671171 15671182 TTGAGTCCTTGCAGACCTGA TCGGAAGTGATAAATCTCAGCA 251

Ad08A4620 Aradu.A08 4620 p3 (TAA)12 36 15675354 15675389 AAATAAAGTACTCAACACGTACTCCG TCACTTACTACATTACATCCACAACTG 252

Ad08A4621 Aradu.A08 4621 p2 (AT)6 12 15677313 15677324 CGAAAAACCTGAAGCTCAGAA AGGGATTTGCGGAGAGATTT 272

Ad08A4622 Aradu.A08 4622 p3 (CTC)6 18 15689231 15689248 AAAGCTAAGTCTCGCGCTTG CATCCACTTTAACCTCCCCA 202

Ad08A4625 Aradu.A08 4625 p4 (TAAA)5 20 15705434 15705453 CCGCCTCATGCTCATAGACT AAGAATAGGTGTTTAAGGAATAAATGA 275

Ad08A4635 Aradu.A08 4635 p4 (ATAA)5 20 15772777 15772796 TGCTCTCTCCATACATTTGCC TGATATTTCAAGAACGAATTTGACTC 255

Ad08A4638 Aradu.A08 4638 p3 (ATA)22 66 15777542 15777607 TCTTCTTCTAAAACTACTTGCCATTC CAAAAATATCATCCAAAAAGGGA 256

Ad08A4639 Aradu.A08 4639 p2 (AT)7 14 15779019 15779032 CGATGAGAGTCGTGTCCAAA GGACCACTTAGAAGACGAGGA 204

Ad08A4641 Aradu.A08 4641 p3 (ACC)8 24 15782090 15782113 TTATCTCCTCCACCACCACC TCTGAATTGCGGTTGATTGA 208

Ad08A4649 Aradu.A08 4649 c (TG)9tttaatgagttttaaactcattttgttgggaga(AG)663 15817753 15817815 ACGTTTTTGTCCAAAGTGGG TCCGGATCAAAAGTTATGGC 180

Ad08A4650 Aradu.A08 4650 p3 (GTG)5 15 15842162 15842176 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 230

Ad08A4653 Aradu.A08 4653 c (T)13cccaacagtttcgagtttgaatattaaag(A)1052 15848320 15848371 AGTGAGCCACTCACAAGTTGAA TTTTTGGCCTTTGTTTTTCC 265

Ad08A4655 Aradu.A08 4655 p3 (AAT)5 15 15850831 15850845 GGCATCAACTTGGAAAGCAT TGACAATGAAACTTGAGAGGGA 276

Ad08A4657 Aradu.A08 4657 p2 (AT)6 12 15867628 15867639 TGGGTGTTACACTTCACCCAC TTTTAGAGGGGATCGGGTAGA 166

Ad08A4659 Aradu.A08 4659 p2 (AT)11 22 15874699 15874720 AACGTGCTTCAATTAACGGG AGGTGACGCTTTTCTTTGTGA 269

Ad08A4672 Aradu.A08 4672 c (A)10gaaataattagaatagtaatattcaaactcttaacaacaagacctaatgttgataattcactaatagac(A)1190 15913701 15913790 TGAAATTCATTATTTACACTTGCGA AAGGAAAAAGAAGGAAAAACAACA 250

Ad08A4674 Aradu.A08 4674 p2 (GA)10 20 15917010 15917029 TGTCTGGACTCTGGAGTGGT GTTTTGAGTAAGGCCGGTGA 210

Ad08A4675 Aradu.A08 4675 p3 (CTC)8 24 15917218 15917241 CTTCCTCATGCAATGACCCT TTTTTGGACGCAAAGAAAGG 213

Ad08A4676 Aradu.A08 4676 p2 (CT)11 22 15917353 15917374 CTTCCTCATGCAATGACCCT TTTTTGGACGCAAAGAAAGG 213

Ad08A4677 Aradu.A08 4677 c (T)10ctggggggttta(T)10cccttttttcatcaaaaccttcttcaacaccaaaacaccg(T)1082 15917479 15917560 TTTCTTTGCGTCCAAAAAGG GTTACGCCCAAGTCAAAGGA 256

Ad08A4678 Aradu.A08 4678 p3 (GAA)17 51 15917730 15917780 CGACTAGTCATCGATCAAGGG CATCATCATCGAGATCACCAG 228

Ad08A4680 Aradu.A08 4680 c (T)12attttttaatgtgtttggcaaatttttaatattaaaaataaaagcactagtaaaataaa(T)1081 15940331 15940411 TGAGCCCATATTTGGACGTT TCTATCAATTATGTTCGGATATAACAA 260

Ad08A4684 Aradu.A08 4684 p4 (TTAA)5 20 15947189 15947208 GCATGTCTTGAATTGATCGG ACACAGCCTATTCAAACCGC 196

Ad08A4687 Aradu.A08 4687 c (TA)6tgaacttc(AT)938 15963661 15963698 CTGCAATTGGGGATGAGAAC AATCTTCCAGGTGGGCTTTT 254

Ad08A4690 Aradu.A08 4690 p2 (AT)8 16 15970717 15970732 TTTCCTTCCTTCTTCTTAACCACTAT TCACTACTGTCACCGTTAAAAAGAG 279

Ad08A4694 Aradu.A08 4694 c (T)11ggccataagatggcagagaaacacatcaattataaaaggggctttaaaatatcccacagcgaacatcattcatttaaactataaagattaaaatacc(A)10118 15984134 15984251 CAATGAAAGCACAACACAAGAA GAAGCAAGAAACAAAGCACTCA 262

Ad08A4699 Aradu.A08 4699 p2 (TA)6 12 15993088 15993099 GAGCGTTGCGCTTTTATTTC CGGGTCAAAAATATGGAACG 277

Ad08A4701 Aradu.A08 4701 p2 (AT)7 14 15999940 15999953 GCCTATACTTTAAAGACCAAAATCA TTAAACCGTCAACAAATTAATGG 280

Ad08A4704 Aradu.A08 4704 p4 (AAAT)6 24 16010650 16010673 TAGCTGCATGACTGCATGTG AACGCATGCAAAATATGGTTC 175

Ad08A4706 Aradu.A08 4706 c (AGA)54a(AG)17197 16016224 16016420 CGAGAAGGAAAAGGTGAACG AATCTCAAACCCTCTTGCCC 267

Ad08A4707 Aradu.A08 4707 c (GA)9aagaa(AG)6 35 16017384 16017418 GTACCTAGCCGAGTTCACGC ATCCCTGATTAGTGCAACGC 250

Ad08A4710 Aradu.A08 4710 p3 (TTC)5 15 16021922 16021936 GAAGCAGCAAAAGATGAGGAA TGCAAAATTATTTGGAAGAGGA 261
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Ad08A4713 Aradu.A08 4713 c (A)10gagatt(ATG)1046 16033516 16033561 TGTGTTTCTTTTTCTTCTTTGTTTG AAAACTCTTCTTCTCCCTCCTTC 186

Ad08A4714 Aradu.A08 4714 p3 (TAT)8 24 16036660 16036683 GAAGTGAGACTCAAATCCAAAATC GTGTAACCCCGCCATTAGAA 193

Ad08A4715 Aradu.A08 4715 p3 (ATT)7 21 16036953 16036973 TTCTAATGGCGGGGTTACAC CGCTGTATTTCTGCCACTGT 261

Ad08A4720 Aradu.A08 4720 c (T)10ctctgttctccccacaaacatttcagtttcacttctcac(A)1160 16040148 16040207 CAGTCACCTGCATCAGCACT GGTGAATTGGAATTGGTTGG 267

Ad08A4721 Aradu.A08 4721 p3 (AGG)5 15 16041076 16041090 GGGAAGTGGGAAGTGTAGCA TATGCAGGACACCCAACAAA 216

Ad08A4726 Aradu.A08 4726 p2 (TC)14 28 16045991 16046018 AATGGCTGAGCACAATAGGC TTTTGACTGGTAATCGGGGT 256

Ad08A4728 Aradu.A08 4728 p2 (CA)6 12 16046622 16046633 AGAAGAAAGCTCAGGGGCTC ATTAAAACGGGGGCGTAAAG 268

Ad08A4730 Aradu.A08 4730 p3 (GGA)5 15 16049239 16049253 CAGCAACATAGGCATAAGGC CTCCTGAATGGTCCGTTGTT 137

Ad08A4731 Aradu.A08 4731 p3 (ATA)22 66 16049781 16049846 GAGGATGCCAGGGTAGTTTG TCATTAAGTAGAGTAATGGCGGT 240

Ad08A4735 Aradu.A08 4735 p3 (AAT)8 24 16059331 16059354 CACCACACAAATTCAGATTAGGA AGCCTGCCAATTACCAAAAG 279

Ad08A4738 Aradu.A08 4738 p2 (GA)6 12 16062051 16062062 TGAGAACATTTGATGTTGGAGA TTGAATTCTTCAACTTGGTTACTCA 162

Ad08A4741 Aradu.A08 4741 p5 (CTTCT)5 25 16069589 16069613 AAGTGGAGCCCACAAAAGTG GGGCAAGGATCCATTAGTGA 279

Ad08A4744 Aradu.A08 4744 p4 (AATT)7 28 16073888 16073915 AAAAATAGGGACACAGGAGACTAAAA TGATAGCGTTTGGTGGAGAG 275

Ad08A4750 Aradu.A08 4750 p3 (ATT)6 18 16081296 16081313 TTGTGAGAGGCAAATAAATAGAAGAA AAGCGAAGCAATTATTAATCAGAAA 280

Ad08A4752 Aradu.A08 4752 p2 (CT)8 16 16083016 16083031 TCTCCGACTTGCCTCTGTTT TCTCAAACACGCAAAAGGAA 207

Ad08A4754 Aradu.A08 4754 p3 (CCA)7 21 16089055 16089075 AATCAAATTCGTTTCCAGCG TGGTGGGAGTAAGGGAGATG 156

Ad08A4755 Aradu.A08 4755 p3 (ATA)5 15 16090135 16090149 TACAAAACCTGCAACACCCA CAAATGGCGAGACTTCTCAAG 233

Ad08A4760 Aradu.A08 4760 c (TCT)5tatctcctttttacactcccattcatttaatttcatttcatacttcataccatcaaattaaacaaag(AT)898 16105405 16105502 TGATCTCATCACATCATCACACA GAAGTGCAAATGTGGGGACT 261

Ad08A4761 Aradu.A08 4761 p2 (AT)6 12 16106128 16106139 CCATCTTCTAAGGAAGGGGC AAGGTTAGTGGGAGTGGCAA 122

Ad08A4762 Aradu.A08 4762 p2 (TA)6 12 16107008 16107019 TGAACTGGTGAGCCGAATTT AGCTCAAGAGCTGGCTCAAA 271

Ad08A4765 Aradu.A08 4765 p6 (AAAGCC)5 30 16119700 16119729 CTCCCTCATAAAGCTTGGCA CCTGCAAGGTTGACATTTGA 274

Ad08A4766 Aradu.A08 4766 p3 (CTC)5 15 16120412 16120426 CCATATCAAAACCCTCCCCT CACCATGGCTTCTGAGGATT 206

Ad08A4769 Aradu.A08 4769 c (AT)9taaataatagcagataa(T)1045 16127842 16127886 CCTCAACATAGTAACATTGGCCT GACCACCAAATATGTATGTACGGA 223

Ad08A4771 Aradu.A08 4771 c (A)11gaagaaaaaagactaacttcc(T)1143 16128698 16128740 TTCATTAGCCAACAAAAAGTCC TATTCATCTTCCCCCTGCAA 253

Ad08A4774 Aradu.A08 4774 p3 (GAT)5 15 16168810 16168824 GGTAAAACAAGAAGAAACTTGAGAAGA TGCCAAAATTGAATTGTAACACA 210

Ad08A4778 Aradu.A08 4778 p2 (CT)6 12 16180230 16180241 ACCCAACTCTTGGTTTTCCA ATCGGCCATTTGAGTAGGTG 273

Ad08A4779 Aradu.A08 4779 p3 (AAT)6 18 16191430 16191447 CGTCGACGACTTTGAGAACA ACCACAATCGCAACCTCTTC 184

Ad08A4781 Aradu.A08 4781 p3 (ATT)11 33 16193010 16193042 AAGCAAAGACACACTGTTAATTCTAA GTCAGATTCAGGTGGCGAAT 256

Ad08A4782 Aradu.A08 4782 p3 (TGG)5 15 16195384 16195398 GGTGGTGGGATGATAAGTGC AAAACTCCCTCCTCCTCTGC 280

Ad08A4784 Aradu.A08 4784 p2 (GT)8 16 16198728 16198743 CCCCTTTGGGTACCTTCCT ATGCCAAAAGCAAACTCAGG 201

Ad08A4798 Aradu.A08 4798 p2 (AG)6 12 16237467 16237478 TTATTACCACGATGGCACGA TCCAAGGACCCCTTTCTTCT 183

Ad08A4799 Aradu.A08 4799 c (GAA)5cctccctcgtcttccttccttcccttccttcattccttcataatcaaattc(CT)1596 16237622 16237717 GCAAAGAAGAAAGGGGTCCT TGTTGAGGTTGCTCTGTTGC 184

Ad08A4802 Aradu.A08 4802 c (T)10gtttgtttc(T)1029 16246396 16246424 CGACAGCAAATGAGACAGGA CTGGGTTTAGTTCGGGACAC 227

Ad08A4804 Aradu.A08 4804 p6 (GGTGGC)5 30 16250522 16250551 TTGTTGTTTGCTGTGGTGGT GGAGCAGAATCGAAATCGTC 257
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Ad08A4806 Aradu.A08 4806 p2 (AT)9 18 16261120 16261137 CCCCATCCTAGGGTCTGATT TCCTACCTTGAGATTTTTCCCA 280

Ad08A4809 Aradu.A08 4809 p2 (GA)19 38 16276376 16276413 ACGGATTCGGATATGTCTGC TTCATGGCGAAGCTGGTTAT 177

Ad08A4811 Aradu.A08 4811 p3 (CTC)6 18 16278002 16278019 TCCGTTTTCTTCTCCTTCTCC TCCAAACACCATCCACTTGA 278

Ad08A4812 Aradu.A08 4812 p3 (GAA)5 15 16278767 16278781 TCATTTCATTCGAGACGCAG TTTCAAATTTGCGCACGTAG 246

Ad08A4813 Aradu.A08 4813 p4 (AACT)5 20 16290228 16290247 AAATGCAAGTAGAACGCCAGA AGGGTCAACGGTGGAGGTAT 261

Ad08A4816 Aradu.A08 4816 p4 (AATA)6 24 16299304 16299327 ACATGTGGGATGGTTGGAGT GAGCGTTTGGGGAATAATGA 192

Ad08A4819 Aradu.A08 4819 p4 (AAAT)6 24 16309867 16309890 CTATCGGATCGAATGCGG TCAGATATATCCGCAAAACATAAAA 274

Ad08A4823 Aradu.A08 4823 p2 (AT)7 14 16316495 16316508 TTGCGAGATAACAAATGGAGG GGCCATTTATCCCACTTTCC 221

Ad08A4824 Aradu.A08 4824 p2 (AT)8 16 16322483 16322498 TTGGTATTTGATGAGCACAATATG AAGAATCAAATCAGCAACACAAA 231

Ad08A4825 Aradu.A08 4825 p3 (ATT)6 18 16324556 16324573 TCACGGAGCAAGAGTCAATG TACCTTGGCTTCTCCGACAT 154

Ad08A4831 Aradu.A08 4831 p3 (TAT)18 54 16331905 16331958 GCCACCTTTGACTCACCAAT TCCAGCCCAAAGTTGTTTTT 249

Ad08A4837 Aradu.A08 4837 p3 (ATA)5 15 16338052 16338066 GATTCCGATTGACTCCATGC TTGGTCCTCTTTGACCCTTG 217

Ad08A4846 Aradu.A08 4846 p2 (TA)7 14 16380691 16380704 TTTGGCCTGATTGCAAATATC CGGAAGAGGCTAAAAGTGGA 273

Ad08A4855 Aradu.A08 4855 p3 (TTA)12 36 16402827 16402862 CCCGTCATAGTTTTGTGCCT ATGTCCGCAAACCAAAAATC 163

Ad08A4859 Aradu.A08 4859 p4 (AATT)5 20 16405748 16405767 AGAGCCAACTGGTGCATTTC TTGAGTCCAGCATATTTTCATTG 244

Ad08A4860 Aradu.A08 4860 c (A)10ttttctatctcgcttttgtcatgaatctctgtttaattgtctcag(A)1065 16406990 16407054 TCTTTTTCATCCCATCCCAA TTGTGGGATCTAAAACAAAATTAAA 249

Ad08A4862 Aradu.A08 4862 p2 (TA)14 28 16412481 16412508 GGCACTCCTGAACAACTTCC AAAAGAAAGCTCAGATGAAGTGC 278

Ad08A4863 Aradu.A08 4863 p2 (AT)9 18 16416913 16416930 TTGGCGCTGATAAAAATACAT AAAATTTGGTGATTTTTCGCT 280

Ad08A4866 Aradu.A08 4866 p2 (AG)6 12 16420704 16420715 TGTCTCGTAACCAGCCAAGA TACTTAGCAGCCGAACCAGG 119

Ad08A4867 Aradu.A08 4867 p2 (AG)6 12 16421320 16421331 ATAGAAGGGGAAGCCTCCAA GGCTAGGAATCCTTCTTGGG 208

Ad08A4868 Aradu.A08 4868 p2 (AG)6 12 16430164 16430175 TGTCTCGTAACCAGCCAAGA GTCCCGGATAGGAAGGGTAG 227

Ad08A4869 Aradu.A08 4869 p3 (TCT)5 15 16430745 16430759 ATAGAAGGGGAAGCCTCCAA CTACGTGGAGGAAGAGGCAG 271

Ad08A4879 Aradu.A08 4879 p2 (AT)8 16 16449051 16449066 TAATGAGTTTCGAGGGTCGG CCTTTGGAGGAATCACAGGA 232

Ad08A4880 Aradu.A08 4880 p2 (AT)6 12 16450153 16450164 TGTTCCCACTAACAAAATCGG TGTATTTGCCGCACTCAAAG 254

Ad08A4882 Aradu.A08 4882 p3 (AAT)5 15 16455068 16455082 ATTGGCCCTGACTCATCAAG CTCTCTCCTGTGTCCCCAAA 212

Ad08A4883 Aradu.A08 4883 p2 (CT)7 14 16460106 16460119 CCGGTTAACCAAAACCAAAA GAGAGGAGGGAGAGAAGGGA 206

Ad08A4885 Aradu.A08 4885 c (CT)6tgtctctctaactcattttcctctttatcttactcaatctgttcgtagatctttgcttcagaagcatggaaggtttgcttttaaat(TC)19ccatctccctctctcttctccctcctctctctctccctttccct(TC)7194 16460586 16460779 CCCTATTTCTCCCCCTTCCT AAGAGAGAAAGAAAGATGAGGTGG 254

Ad08A4886 Aradu.A08 4886 p2 (TC)6 12 16460920 16460931 TCTCACTCTCTCCCCTTCCC GAGGGGAGAAAAATAGGAGGG 222

Ad08A4887 Aradu.A08 4887 c (TC)6gctcctctttctttccttttcttctt(TC)854 16461211 16461264 CACATGCATTGATCTTTGAACTT AAAAATCTTTGTGCATTGATAAGC 263

Ad08A4888 Aradu.A08 4888 c (GA)7caaagagagaaggagagagagaaagagcattaggagagagagggagagagaaagaaaggggagggagagaaagaggagaagggag(GA)8115 16461512 16461626 TCTCATCTTTTCTCTAAAGCGAGAG TTCTCTCTCTCCCCCTCCTC 265

Ad08A4889 Aradu.A08 4889 p2 (AG)6 12 16462392 16462403 AGAAGGAGAGGGGAGGGG CCCTTCCATTACTTTCGTTCC 218

Ad08A4897 Aradu.A08 4897 p3 (TAA)5 15 16480589 16480603 CTCAACTCTACTCGACTTCACTTAAA AAAGGTGCATGTTACGGTGA 257

Ad08A4906 Aradu.A08 4906 p2 (AT)6 12 16505205 16505216 CAACCCTAACCCTACCCGTT TACCCGACTAACTCGCACCT 271

Ad08A4915 Aradu.A08 4915 p3 (TGG)5 15 16520186 16520200 TGCTGATAATGGTGGTGGAG AACGTTGAGGGTCAAAATCG 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A4925 Aradu.A08 4925 p2 (TA)6 12 16535833 16535844 TGGAGAGTCTCGGAGTCATTT TGTTTCTTGGAAGCACCCTC 171

Ad08A4926 Aradu.A08 4926 p4 (CTAA)7 28 16542683 16542710 TTATGCTGGCGTCACTTGAG ATCTCTCGCAAAGCTGAAGG 235

Ad08A4928 Aradu.A08 4928 p2 (GA)6 12 16547408 16547419 CAACCACAAATGTCGTGTTCA TGTGCTGCAGAAACTCCATC 260

Ad08A4932 Aradu.A08 4932 p4 (AGAA)8 32 16570439 16570470 GCCTGGATCTAAGGCAACAC CTTGTTCAATCCGTGGGTTT 241

Ad08A4933 Aradu.A08 4933 c (A)10tgacccagcttaaaaaaattggaactttttaatgggagaaaagaaaaaaagaagggtttgaaaaagagaaacggggcaattgagaaagaaat(A)24126 16570846 16570971 GCGAGAAAGGAAGTGGAGAA GGATGGGTGGAGATGCTTTA 279

Ad08A4936 Aradu.A08 4936 p2 (TA)9 18 16575630 16575647 GCACACACATGCAAGCTCAT CAGGGGGATGCTTGTTAATG 108

Ad08A4940 Aradu.A08 4940 c (AAT)14gtgttaaatccaattcactgtatttattctttttttttatttatgcaaatagcacaataatctcacctatctatctggattctgaagc(T)11141 16589752 16589892 TCCCTTCTCTTCTTCCACGA AGTGTGTGTCTGCGTTGGAG 254

Ad08A4948 Aradu.A08 4948 c (A)14tccaaaactggttaaaaagattaaaaaaattaatcctttagacttcataagataattaataac(A)1087 16607869 16607955 TTAGTGCGTGTATGTGCGGT GCACCTTTGCTTTTCTAACCA 258

Ad08A4949 Aradu.A08 4949 p2 (AT)6 12 16608319 16608330 ATAGAAAAAGGTTGGCGCAT TGCATGTGTAAAATTGCTTTATACG 226

Ad08A4956 Aradu.A08 4956 p2 (TA)6 12 16622284 16622295 TTTTTGTCTCCTCTGGTTTTTGA CTCCACGGTTGAAGGAACAT 228

Ad08A4961 Aradu.A08 4961 p3 (AAT)5 15 16632962 16632976 GCGTGTTGACTTTCGTTTGA CGGAATATGGGACACTTGCT 257

Ad08A4963 Aradu.A08 4963 p3 (TCT)5 15 16634752 16634766 GATGCACATGAAGTTGTGGG AGCGACAGTAAATCCAACGA 248

Ad08A4966 Aradu.A08 4966 p2 (TA)6 12 16660994 16661005 AAAAAGATTTGAATTTCGGGA TGGGTGACTATTTATCTTTCACATTT 280

Ad08A4967 Aradu.A08 4967 p2 (TC)6 12 16661823 16661834 TCAAGCTCAAGGTCCCTTTC TGACTCCCTGTGGTTGCATA 275

Ad08A4971 Aradu.A08 4971 c (A)11gagaggagggagttagcaatatatattgaacatttctaatgtcctaatttttcttttc(T)1079 16668038 16668116 TTGCTTCATCTCCCAGCTCT TTTGATGCTCTTGTGTTGGC 244

Ad08A4972 Aradu.A08 4972 p3 (TAA)5 15 16672125 16672139 CGTTTTGTGGTTGTTGGTTG TTGGGCACCTGCTTCTTTAC 106

Ad08A4973 Aradu.A08 4973 p2 (AT)6 12 16686819 16686830 GCAACACTCACGATCGGATA CTGGCTTTTCTGGGACCTTA 260

Ad08A4976 Aradu.A08 4976 p3 (TTA)5 15 16691841 16691855 CTGCATACCACCCAAGGAAT CATCCCTTTTGTTCCCGTTA 229

Ad08A4984 Aradu.A08 4984 p3 (GTT)5 15 16706837 16706851 GAGAGCGCGTTCGATAAAAA ACGTTCCAACCAACTCCAAC 273

Ad08A4986 Aradu.A08 4986 p2 (AG)7 14 16721715 16721728 TCCTAAAAATTTGATCAGAGTCTCG TCTTCATTTTCTCTAAAACAACACAAA 257

Ad08A4988 Aradu.A08 4988 c* (AG)20(AGA)10* 68 16726421 16726488 CCACCGTCGAAAGAAGAGAG ACCATCACCTCTCCGACAAC 279

Ad08A4989 Aradu.A08 4989 p3 (TGG)5 15 16726637 16726651 ATTCCTCATCGTTGTCGGAG TAGCGGCACTCGATCCTACT 203

Ad08A4990 Aradu.A08 4990 p3 (AAG)5 15 16726837 16726851 AGTAGGATCGAGTGCCGCTA TCATCTCTCTGGCCTATCTTCA 109

Ad08A4991 Aradu.A08 4991 p3 (TTA)5 15 16739568 16739582 ATACGTGAATCGGGTAACAAA CGTTTTCCCTCCAAAATGAA 278

Ad08A4993 Aradu.A08 4993 p3 (AGC)7 21 16748553 16748573 TTGTTGCAGCCAAATCTTCA TTTTGTCAAGTGCTTGCGAT 192

Ad08A4994 Aradu.A08 4994 p3 (TCC)5 15 16749003 16749017 CACCGTCCTATCCCTTCTCA TCCGCGATTCTCTCTTTTGT 270

Ad08A4997 Aradu.A08 4997 c (A)10ctatcatacagatgaataatttaatgtataaattaatttgtctaataaagaaaagatttggt(A)1284 16773528 16773611 TGTGTGCGGAATGATGAAAT GCGATTGCGCAACAGTAATA 256

Ad08A5001 Aradu.A08 5001 p2 (AT)6 12 16787847 16787858 TCCCTAAAATCAAGAAGGAGTAACC TCGATTTTGCCAAATTTTTAGA 244

Ad08A5002 Aradu.A08 5002 p2 (CT)6 12 16788325 16788336 ATTTGTGGGTGAGGTTTTGC CAGAGAGTGAAGAAATGAAAGAGA 261

Ad08A5010 Aradu.A08 5010 p2 (TC)15 30 16818590 16818619 TGATGGGTTTGGTTTTTGGT TAATTGCTTTCAGATCCGGG 213

Ad08A5011 Aradu.A08 5011 p3 (TTA)5 15 16819783 16819797 AGTGTATGCGTCAAAAGAGCA CGGCTGCACTGGAGTTTTTA 119

Ad08A5012 Aradu.A08 5012 p3 (AAT)6 18 16820213 16820230 TCACAACCTTGTTGAACCCA AGGGTTTTCATGGTGGATCA 230

Ad08A5013 Aradu.A08 5013 p3 (TTC)5 15 16820371 16820385 GCCGCTCTCTACAATGATCC TAGGGTTTACCCAGCGACAC 195

Ad08A5015 Aradu.A08 5015 p3 (TCT)13 39 16823548 16823586 TTCCTCTGGTTCATTATCCTCC CACCCTTAGGTCGGCTGTTA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A5018 Aradu.A08 5018 p3 (TTC)5 15 16842742 16842756 TGATCGGCTTGATGAAAGTG TTGGAGGGGAAAAACTCCTT 235

Ad08A5019 Aradu.A08 5019 p3 (TTG)5 15 16843017 16843031 TGACGTCGTTTGATCCATGT AAAACACATCCCATGCCTTC 161

Ad08A5021 Aradu.A08 5021 p2 (AC)10 20 16848464 16848483 CATTGCATTCCCACCTCTCT GGATTTTACCTCACCAGCCA 138

Ad08A5022 Aradu.A08 5022 c (A)10tacactcaactcttcataaagctaaatcatccctgacc(A)1159 16850525 16850583 TTGAAAACAAAGGCCCAAAC TGTCTGGATCGGATCTAAGGA 150

Ad08A5028 Aradu.A08 5028 p3 (AGC)5 15 16858572 16858586 TTGCGATGAGAGTGAGGTTG CCAAGTCTATCGCCCACAGT 266

Ad08A5033 Aradu.A08 5033 c (A)14ctattagtgtgggtgactgtgttgtatgggtatattgtattgtaatgacc(A)11tccgtgtatataccaaaatcaactattgataacttttaattttttatgtgtacatatcttcttatactacattacatataatttctc(T)11173 16865989 16866161 TCACATTTGGGTTCAAATTCT TTTAAATAAGACTCAAATTCTCAATCA 271

Ad08A5038 Aradu.A08 5038 p3 (TCA)5 15 16872667 16872681 AACAAAAACTTGTGTCACGGT GAAGTTTCTTAATTTTGACACCGAA 178

Ad08A5039 Aradu.A08 5039 c (A)10ttcaaaaaataattttaa(T)1038 16877383 16877420 GGTGTTCTTGGACAAGAGGAGT TTTTCAAAAATTCAACAGGAATG 154

Ad08A5040 Aradu.A08 5040 p2 (CG)6 12 16882257 16882268 TGGATCAAAGGGTGTGCTTT TCATTTTGGTCTGTGGGACA 229

Ad08A5044 Aradu.A08 5044 p2 (AG)9 18 16893771 16893788 TGCGGTGGATGTAATGAAAA GGAAATGAGCGCGATAGTGT 149

Ad08A5051 Aradu.A08 5051 c (GAAGAG)5gaaaaacttgatttcagaaactatgaaaatcg(A)10c(GAA)14taa(GAAGAG)5148 16926060 16926207 CCTCCTCATCTTCTGCTGCT TCATCCGTTTCCTGTTTTCA 280

Ad08A5053 Aradu.A08 5053 p2 (TA)7 14 16927303 16927316 TCATCCATAAGTCGTGTTGTTCTT TTACCGTGTATAATTAGTGTGCG 270

Ad08A5054 Aradu.A08 5054 p2 (TA)8 16 16927946 16927961 AATCGTGCATTATTCATGAGC GCTGGTAACATGGAGTTTAACAAA 221

Ad08A5055 Aradu.A08 5055 p2 (TC)6 12 16939221 16939232 CGAGCTCCACACATCAAATG TAACATCCACCTCCCCTCAC 255

Ad08A5056 Aradu.A08 5056 p2 (AT)7 14 16940913 16940926 GAAGTTGATAGCTGAGAGCCG GGTGCCAGCAGTAGTGGTCT 278

Ad08A5057 Aradu.A08 5057 p3 (ATT)6 18 16941273 16941290 TGTGACCAGAATTCCCACAA TGGGCAGTACGTACGTGAAA 136

Ad08A5058 Aradu.A08 5058 p2 (AG)6 12 16941400 16941411 AATACGTGCATTTCCTTGCC TTAGTTGATTTACTTTTTGTGCGA 188

Ad08A5061 Aradu.A08 5061 p3 (TCT)5 15 16948294 16948308 CTCCATTACCCTCGAAACCA ATTTGTGCAAGTTCTGCGTG 156

Ad08A5064 Aradu.A08 5064 p3 (CTC)6 18 16982020 16982037 GGCAAGGAAGAATGCTCAAG CACAATGGGCTAGGAAGGAG 142

Ad08A5066 Aradu.A08 5066 p3 (AAG)5 15 16995914 16995928 CCTCCGTCATGGCAGTATCT TGACGGTTGGAAGAGAGCTT 164

Ad08A5069 Aradu.A08 5069 p2 (TA)6 12 17007473 17007484 TGGTGATAAAATTTGATGGGTAA CCACGACTTAACAAATTTCACG 108

Ad08A5070 Aradu.A08 5070 c (A)10ttcataaaaact(A)1032 17010277 17010308 ATTTCCAGTTCAGGAGGGCT GCCTCTACCCAGATGAGACG 278

Ad08A5071 Aradu.A08 5071 p2 (TA)7 14 17015658 17015671 CCAGAACAACCAGCTCCTTC GGCGAGAGAAAGCGCTACTA 123

Ad08A5073 Aradu.A08 5073 p3 (TAT)6 18 17021678 17021695 GAGGGCATTTTATCTCACAGAA AAGGTCACCCTCCATAACCC 247

Ad08A5075 Aradu.A08 5075 p3 (ACC)7 21 17026849 17026869 AATTAAAATCGTCCCCGACC TGGTTTGGTGTTGTTGCTGT 208

Ad08A5085 Aradu.A08 5085 p3 (TAA)15 45 17053309 17053353 CATCCCTTTGGTCATTTTGG TTTTTACTAGCCCTTGATGCTT 177

Ad08A5086 Aradu.A08 5086 p3 (ATG)5 15 17060982 17060996 AAATTGCAAACATGCACCAA CTGTTGGCCTTTCGAATTGT 273

Ad08A5087 Aradu.A08 5087 p3 (GAA)6 18 17061260 17061277 ACAATTCGAAAGGCCAACAG ACTCCTGTGTGTCTGTCCCC 273

Ad08A5091 Aradu.A08 5091 p3 (AAT)14 42 17066930 17066971 TCATATTCCTTACTATTAGGCATTCTT AAGGGAACAAAGAATCAAGTGC 182

Ad08A5095 Aradu.A08 5095 p3 (AAG)5 15 17082567 17082581 GGAGCCTCCATTAGGTGGAC TGCTTGTTTTGATGTATGAACAAT 261

Ad08A5106 Aradu.A08 5106 c (A)11caaaaagtgtaaacggagggtctgatttgattttaaat(A)1160 17108947 17109006 GAGGGTCCGTTTTCATTCAA TGGGAGGAATGTGTGAATTG 263

Ad08A5107 Aradu.A08 5107 p3 (AAT)7 21 17109956 17109976 GCTTTAAAATTTCATTTATGTGTCCA GCCAAATGAGTAATTCTCTCCA 243

Ad08A5112 Aradu.A08 5112 p3 (ATA)6 18 17130037 17130054 GGCTTCCAGTCCAATTCAAG GGGGAATCCAATTCCAAACT 272

Ad08A5117 Aradu.A08 5117 p3 (GAC)5 15 17165410 17165424 GGACAACGACGTTAGCACCT CAATGACGTTGACGAACAAAA 117
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Ad08A5118 Aradu.A08 5118 p3 (AAT)5 15 17166478 17166492 GAAAAAGAGTGAAACTATGAAATGACC TTCAGTGTTTTGTTGACGGG 270

Ad08A5120 Aradu.A08 5120 p2 (AT)7 14 17167843 17167856 AAAAATGGTAAGAATGTGAAAATGC AAATCTGCTAATTCCATAATACTTCTC 221

Ad08A5121 Aradu.A08 5121 p2 (AG)7 14 17169284 17169297 CACGTGAGTGAGAGCCGTTA CCATGGCAGTGTGAGTGAGT 265

Ad08A5122 Aradu.A08 5122 p3 (TTA)7 21 17170067 17170087 CAGTTGGCATTGAGATGTGG TTTTTGAGAATAATAATATTTGACGC 202

Ad08A5125 Aradu.A08 5125 p2 (AT)7 14 17177325 17177338 TGGTGAGCTTTGAGAGGCTT TGAGAGATCAAAATAACGACACTC 280

Ad08A5127 Aradu.A08 5127 p3 (TCT)6 18 17180489 17180506 CACAGGGGAAAACATCGACT TGGTATGGACCACACGCTTA 248

Ad08A5133 Aradu.A08 5133 p3 (CAA)5 15 17201088 17201102 TCGGTTCCAGTTCTCTCACA AGAATTGACGATCTCGTGGC 258

Ad08A5134 Aradu.A08 5134 p3 (TAT)18 54 17208026 17208079 GCACCCACTCCTGATCCTAA AAACTTCTTTAAGCAAACCAACC 194

Ad08A5136 Aradu.A08 5136 p2 (AT)8 16 17210056 17210071 GAAGTTTTGACGTTTCTTTATCG CGACGTGTCTCATGTCCGTA 279

Ad08A5138 Aradu.A08 5138 p3 (AAT)10 30 17221904 17221933 TTTTAAAAAGGTGATGCATTGG AACTAATTGGCTAGAGTCACGAAA 142

Ad08A5139 Aradu.A08 5139 p2 (TA)8 16 17243095 17243110 TGATACGATGCTTGAGAGTAATTTG TTCCTCCTTCTCATGATGGC 254

Ad08A5140 Aradu.A08 5140 p2 (TC)8 16 17250045 17250060 GGTGGAAATTCAAATACAATCG ATGTCGAATCACGGAAAAGC 274

Ad08A5146 Aradu.A08 5146 c (TCA)6tctgctactgctacttattggtcacacatgcatatgcctatgctgccact(ACC)686 17259969 17260054 AAAGAGCACCACCAACAACC ACTGGGCTCTTCATTGTTGC 219

Ad08A5149 Aradu.A08 5149 p3 (AGG)6 18 17278337 17278354 ACATTGCAGCAACATCAACA ATCACTGCTCCCCTTCTCCT 238

Ad08A5155 Aradu.A08 5155 p2 (AT)6 12 17296857 17296868 AAAACGATAGAAGCGGGGTT CACGGGGACTTCACTAGGTT 121

Ad08A5156 Aradu.A08 5156 c (AT)7ctatatc(TA)1245 17325951 17325995 TGGGCAACATTAACTGTCTCA TGACCCTTGAACAAAAACTAAAA 232

Ad08A5157 Aradu.A08 5157 p2 (TC)21 42 17328681 17328722 TGCCGAGTCCCTTTTCTCTA ATGCTCGGGCTCATAACAAC 143

Ad08A5158 Aradu.A08 5158 p2 (TA)7 14 17330098 17330111 GCAAGATTTATGGAAATAAACACA TTTTAAAATGACGTTTTGTCCTCA 191

Ad08A5159 Aradu.A08 5159 p3 (AAT)22 66 17332624 17332689 CCATTACCATCAACTTGCCA AAGCCTAAAGCAGCAACATCA 203

Ad08A5161 Aradu.A08 5161 p2 (AT)7 14 17333470 17333483 TTATGCTATGTAACGTAATCAACCTT CCACAAAGGATACCTCAACG 280

Ad08A5162 Aradu.A08 5162 p3 (TTA)6 18 17337662 17337679 TCTCTAATACTCCCTAAACCTTCATT TAAATCCAATGGTTGGGCAT 218

Ad08A5167 Aradu.A08 5167 c (GAGGAA)7gatgagttgttcataatccacggtgaatgaagaagaagaagaggaagaggaagaggaagaggaagatgagttgttcataatccacggtgagt(GAAGAG)5164 17346378 17346541 TGAAAAGGCAAAGAGAATAACGA TTTCCAAAGCGCTACACTCA 238

Ad08A5168 Aradu.A08 5168 p3 (AAT)6 18 17347528 17347545 TGGGTTTGGGTTGTTAATGG GGATGATCTTTCAGAAACGAATTT 232

Ad08A5172 Aradu.A08 5172 p2 (TC)14 28 17352046 17352073 TACCCCGTTTATTGCAAAGG GTCATTGTCGGAAAAGGGAA 171

Ad08A5173 Aradu.A08 5173 p3 (TTC)11 33 17352194 17352226 TTCCCTTTTCCGACAATGAC TTGGGTTCTCCATCTTCACC 232

Ad08A5175 Aradu.A08 5175 p3 (AAT)13 39 17367023 17367061 TCATTAGACAGAACAAATTAAACAAAA AGTCTCATGCAGCAGATCCA 205

Ad08A5177 Aradu.A08 5177 p3 (ACT)5 15 17375355 17375369 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 165

Ad08A5179 Aradu.A08 5179 c (A)10ttacccaaatagtgtatatcttactaaagagtaggggtgacaacatgtatggtacttacgggtatccaacttgacccaatttgatccgtaac(TA)8118 17379567 17379684 TGAATGAGTGTGTGGTGTGTG TCTCTTAATTTTAGTCTCTCGTCCAA 202

Ad08A5181 Aradu.A08 5181 p3 (TTC)7 21 17382427 17382447 CTCCTTCTCCGCCTTCTCTT TTCGCACTGCATCTTCTTCTT 270

Ad08A5182 Aradu.A08 5182 p3 (AGA)5 15 17382617 17382631 CCAATGAAGCACATGCAGAC TACACGCGCCTTTTTCTTCT 224

Ad08A5184 Aradu.A08 5184 p2 (TA)7 14 17385051 17385064 GTTGAAGCCTCATGGCATTT TGTTCCTTGTTGAGTGCTGC 229

Ad08A5185 Aradu.A08 5185 c (GA)9gtgttagctaacaagttaaagtaaaagaagaaagaagaggctcattcattctca(TATC)696 17385245 17385340 GCAGCACTCAACAAGGAACA TCCTGTCTGAGAGGGAGCAT 274

Ad08A5187 Aradu.A08 5187 p2 (GA)7 14 17386449 17386462 ACTTCACGATGGGTCCTCAC GATGTGGTGGCAGCATACAC 218

Ad08A5189 Aradu.A08 5189 p4 (AAAT)5 20 17388936 17388955 GCATTTCAAAATCATGATCCA TTTCTCTCTGTGAATCTTTTGAATTA 261
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Ad08A5190 Aradu.A08 5190 p3 (TTA)18 54 17395552 17395605 GTATGAAGCCGCGAATGAAT CGTGGATATCGCATTTCAGTT 222

Ad08A5191 Aradu.A08 5191 p3 (TTA)7 21 17396595 17396615 CCCTGAAATTCGAATGGAGT TTGCTCTTGAAGGAGGAGGA 110

Ad08A5192 Aradu.A08 5192 p2 (TA)7 14 17397016 17397029 CAAACCCATTAAGGCTCAGG ATCACCGAAGCCAACACTTC 191

Ad08A5197 Aradu.A08 5197 p3 (TCA)5 15 17403720 17403734 TGACGTTAGGGAGCAGAAGC ACACTTGCAAGAAGGAAGGC 204

Ad08A5198 Aradu.A08 5198 c (TGC)5tccacccacttcttgaatccatcaatgc(CTT)661 17404202 17404262 ACACAACTTGACTCCGACCC AATGCCCCACATAGCAGAAG 132

Ad08A5199 Aradu.A08 5199 p3 (AGA)5 15 17404693 17404707 GCATCACGCTCAACTGAGAA TCTCACCCCATCACATGAAA 126

Ad08A5207 Aradu.A08 5207 p2 (TA)6 12 17430112 17430123 CCCTAAACCCTAAACCAACGA CGGTACCAACAGTAGCGGAT 176

Ad08A5209 Aradu.A08 5209 p2 (TG)6 12 17436003 17436014 CAAATCACTTGCTGTGGTTGTT AAATTGGACCGGTCATCAAA 238

Ad08A5210 Aradu.A08 5210 c (A)12tccatgcttgctaaaaagtcaagcaagatagagaaaaacacttccataaaggatgttgcaaagtgtt(A)15gcaatgtatgagatagaaaaaactacttcaaacaaaccaattgaaccaactatgaaagag(A)10164 17437214 17437377 TCCATCCAGCACATAAAGACC ATAGCGCCCTTTCATGCTTA 280

Ad08A5211 Aradu.A08 5211 p3 (TAT)6 18 17443025 17443042 CGATTGGTGGCCTATCTACC AAATCAACCGAATAATCTTAAAACTC 243

Ad08A5212 Aradu.A08 5212 p3 (AAT)5 15 17452316 17452330 CCCAGGTTGTTTTGAAGCAT GGAGGCTTGATTTCGCATAG 223

Ad08A5218 Aradu.A08 5218 p2 (AT)6 12 17466340 17466351 ACACCTCTCGACCTGCATCT GCAATTAGCGTTCAGGAGGA 256

Ad08A5219 Aradu.A08 5219 p2 (GT)6 12 17467069 17467080 TAAGATCGACCCTCGCTCAC TCCAAAATTAGGTCGTTGGG 212

Ad08A5223 Aradu.A08 5223 p2 (AC)6 12 17480495 17480506 GATTGTGATGACAGCGATGC TGGAGAATGTTTCGTGGTGA 247

Ad08A5225 Aradu.A08 5225 p3 (CTT)5 15 17484043 17484057 ACTTGGTGCAGTTGGGTTGT TTGGGAGGGAGTAGTCATGG 254

Ad08A5226 Aradu.A08 5226 p3 (CTC)5 15 17485021 17485035 CAGAAGTATTGTGAGCGGCA CATTGACCAGTCAGCGTCAT 221

Ad08A5227 Aradu.A08 5227 p3 (ACT)5 15 17485269 17485283 CGCTGACTGGTCAATGCTAA AGCTCAAGAGTTGGTGGCAG 271

Ad08A5228 Aradu.A08 5228 p3 (GTA)5 15 17486182 17486196 GGTTCAAGCTTGTGCAATGA CACAACCCAATTATCAACGC 188

Ad08A5240 Aradu.A08 5240 c (ATA)21gtgaaatttttagtaaatgatactatgtatagtgcttcttagaaaaacaattccaataaaaaatataattttactacggacgtacttttattcatt(TTA)6177 17517072 17517248 GAATTTCAAAATCACTAAATGTGTCA CTATCCGCAAGCCAAACATT 266

Ad08A5242 Aradu.A08 5242 p3 (ATC)6 18 17524859 17524876 AAGCCAACAGGTACACTGGG GCTTTCGCGACACCTAGTTC 278

Ad08A5244 Aradu.A08 5244 c (ATA)5(TAA)12 51 17526675 17526725 CGGAGTAGCCTGTGTTATGC CACAAATTTTGCTTCAATTCCA 267

Ad08A5247 Aradu.A08 5247 p2 (TC)6 12 17532960 17532971 TAGCATTTGGGTGCTTCTCC CGTGTGTATTTGGAAGTGAAAAA 130

Ad08A5250 Aradu.A08 5250 c (TG)9c(T)10 29 17537821 17537849 CACAGGGATTCGGAAGAAGA GTTTATGGTTGCAGCCTTGG 129

Ad08A5252 Aradu.A08 5252 p4 (AAAT)5 20 17553286 17553305 CCTAGCATTGGGTGCTTGTT GCGATCCATCAATCGTTTTT 126

Ad08A5254 Aradu.A08 5254 p3 (GTC)6 18 17567616 17567633 GTTGTGGAGGAAAGGCAAAA TCCGGGTTTAAGTTCCACTG 210

Ad08A5259 Aradu.A08 5259 c (AGA)6(TGA)5 33 17579994 17580026 GAACATCAAGGGCAAGTCGT GCAGCGGATTCTTCAGTCTC 257

Ad08A5264 Aradu.A08 5264 c (A)11gcag(A)10 25 17606800 17606824 GCTCATTAGCCACACGGTTT TGTGATTTTTATTATCGTTACCGC 131

Ad08A5266 Aradu.A08 5266 p2 (TA)13 26 17614000 17614025 CCCCAACTTCAGGTGTCTGT ATGAGCTGCTGTGGTTTTGA 169

Ad08A5267 Aradu.A08 5267 p2 (TA)7 14 17623667 17623680 TCAAATTAGCTATCAAGTGTCGAA TCATCCATGCATCAGGTACG 263

Ad08A5268 Aradu.A08 5268 p4 (ATTT)5 20 17629735 17629754 TCCAAACTAATTAAACACAGTCCTTT TCCATCTTTTTATGATTTTTGATAATG 273

Ad08A5270 Aradu.A08 5270 p3 (GAA)5 15 17634454 17634468 ACTGAGCTCTGGACCCTTGA CATATGGCCGAAACATACCC 253

Ad08A5272 Aradu.A08 5272 p2 (AG)13 26 17638749 17638774 TCGAAAATTAAGAGAAGAAACAAAAA TTTCCAAAATATCTTTTTCAATCA 269

Ad08A5281 Aradu.A08 5281 p3 (GTG)6 18 17715229 17715246 GGAGAAGGCAGCGACATTAG TATCCGCGTCATCTTTTTCC 259

Ad08A5283 Aradu.A08 5283 p2 (TA)6 12 17720171 17720182 TGGGCCAATTTTGAAGATGT AGTTACAGCGCTGCCATTTT 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A5291 Aradu.A08 5291 p4 (CTTT)10 40 17737076 17737115 AAAAATCGTATTGCCCTAAAATAA CACAGTGCCGAAACTTGAAA 276

Ad08A5292 Aradu.A08 5292 p3 (CAC)5 15 17740906 17740920 TTCCACGTGTCATGGTTGTT GATTGCTTGATCTTTGGGGA 253

Ad08A5293 Aradu.A08 5293 p3 (CTC)5 15 17741175 17741189 TCCCCAAAGATCAAGCAATC TGTTCTTCTTCTGTGCCACG 271

Ad08A5304 Aradu.A08 5304 p3 (GAT)5 15 17783887 17783901 TCCAAAAATTTATGTGCGGC GTCATCATCGTCATTGCCAC 216

Ad08A5307 Aradu.A08 5307 p3 (AAT)7 21 17791364 17791384 ATTAACTGTTGGTCACCGGG TGATGCATTTACAATTAGCCAAA 195

Ad08A5309 Aradu.A08 5309 p3 (CAA)5 15 17792692 17792706 GACATCTTTCTCGGAGCCAA AAGTGTCGCCACCGATCTAC 208

Ad08A5311 Aradu.A08 5311 p3 (AGA)7 21 17801620 17801640 TTAAAATCTTGCTCGCCCTC CCCATAAACCCCACCTACCT 245

Ad08A5314 Aradu.A08 5314 p3 (ATT)11 33 17830488 17830520 TGAACGCATCAATCACTTTACC ATTCCAATTGATGCCCATTT 269

Ad08A5315 Aradu.A08 5315 c (GA)7cagaaatgagaacatgacaggtgcctgaaaaacaacgagagaggtcagagtacgaaggaaaacaaaaaac(A)1094 17834384 17834477 GGAAACGATCAAAAGCAAGG TCAGCTCTTTGGGATATGGG 279

Ad08A5316 Aradu.A08 5316 p2 (AG)6 12 17834583 17834594 AAGGGCGAAGACAAACAATG GTCCCTGTTTTGTTGCAGGT 158

Ad08A5318 Aradu.A08 5318 p3 (TAT)5 15 17841382 17841396 AAAATTTATGTCGCTTTAGCTTTTT GAGTTAAATTCAAGAATAACGATGTTT 273

Ad08A5322 Aradu.A08 5322 p3 (TTC)5 15 17853185 17853199 CCGTTGAAAAAGAAATCCGA TTGAAGAAGAAGCGGCAAAT 254

Ad08A5324 Aradu.A08 5324 p2 (AG)11 22 17856774 17856795 TGTGGAAATGGGAGAAGGAG GGACTTGATCCGATTGGAGA 274

Ad08A5330 Aradu.A08 5330 c (TTA)5ttgttgatgttgttgttgttagtcttaattattggctgttatcattatttattta(T)1181 17866605 17866685 GTTATTCAAATGAGGGATTAATTTTT CTGTTCTTCCCCCTAACATCA 252

Ad08A5333 Aradu.A08 5333 p3 (GAG)7 21 17880970 17880990 GATGAGGTTGAACTTGCGGT CAAAACTGGGCTAGGCTGAG 258

Ad08A5335 Aradu.A08 5335 p3 (AAC)5 15 17894266 17894280 CGAGGATTGGAAGAAGCAGA CTGGGTTGATCGAAACCTGT 243

Ad08A5338 Aradu.A08 5338 p3 (CAT)5 15 17908562 17908576 TCCCCAAATTCCAAATTTCA AGGTATGAGGTCGTGTTCCG 197

Ad08A5342 Aradu.A08 5342 p2 (TA)12 24 17913759 17913782 GATCATACGATCGGGTTATTAGTTT CGATCAACGATGGTCAAAAA 249

Ad08A5344 Aradu.A08 5344 p3 (TTG)5 15 17915273 17915287 GACATGCATGCACCGAAAT ACTTCATTTCAACGGCGAAT 260

Ad08A5346 Aradu.A08 5346 p2 (TA)7 14 17922593 17922606 TGACAGTGCGGTGAAAAAGA CGGGACTCAGCAAACACATT 280

Ad08A5349 Aradu.A08 5349 p2 (TA)8 16 17927612 17927627 ATGGTGAAAACTCAGGTGCC GCTGGAAAATAAGCAAAAATGC 214

Ad08A5351 Aradu.A08 5351 p3 (AGA)15 45 17930041 17930085 GGTGGTGATGGTGATGATGA TCCAAGTCAAATGTTCAACCA 182

Ad08A5354 Aradu.A08 5354 c (CT)6cctatttctctctctccccctattctctctctcctcttgtcttcat(TC)670 17933925 17933994 TCTCTCTTTCTCCCCTTCCC TTCTCCTCTTTTCTCTAAAGCGAG 266

Ad08A5355 Aradu.A08 5355 p2 (GA)7 14 17934383 17934396 GGAGGGAAAGGAGAAAGAGA TCTTCCCCTTCCTCTCTCTAA 194

Ad08A5356 Aradu.A08 5356 p2 (GA)6 12 17934753 17934764 GGGGAGAAAAAGGAAAGACA TCCTCTCTCTCCTCCCCTTC 203

Ad08A5357 Aradu.A08 5357 c (AG)6aa(AG)15 44 17935091 17935134 AGACAGAAAGAAAAGGATAGAAAGG CCCTCCTCTCTCTCTCCCC 266

Ad08A5358 Aradu.A08 5358 c (GA)6agggagaa(AG)8aagaagagaaagaagggagggagagaggaagagatgaagggagaaagggagagagagaaagaaat(AG)6113 17935328 17935440 GAGAGAGGAAGGGGAGAGAGA CCGGTTAACCAAAACCAAAA 269

Ad08A5360 Aradu.A08 5360 p2 (TA)6 12 17944148 17944159 TGAATGCCCAAATAAACAACG CCCTCTTTTTGTAGTCACCGA 103

Ad08A5364 Aradu.A08 5364 c (T)10c(T)13 24 17950962 17950985 GGGAAGGGACTTGACTAGGG AGCTGGTTCATCAGGGACAC 249

Ad08A5369 Aradu.A08 5369 p3 (CTC)9 27 17963078 17963104 TTCAGGAGGCTAAGGCAAAG AATCACAATGGGCTGAGAGG 119

Ad08A5371 Aradu.A08 5371 p3 (TTA)14 42 17972726 17972767 TGGTTGGGTTTTAGTGTGAAAA CCAATTTCCAAAAATTTCTCTTT 249

Ad08A5374 Aradu.A08 5374 p2 (TA)7 14 17999072 17999085 CAAGTTACAACGAATCACTTTGA TTAGCATTTTGGCATTTCGG 237

Ad08A5378 Aradu.A08 5378 p2 (AG)10 20 18001818 18001837 GAGGGCGAGTTGAGTGAAAG GACCTCAGCCCTATAAGCCC 267

Ad08A5383 Aradu.A08 5383 p3 (TAA)17 51 18015544 18015594 GGTTGAACCGATGAAACCG ATTTGGTGACGTGCTTCCTT 272
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Ad08A5384 Aradu.A08 5384 p3 (AAC)9 27 18015773 18015799 TCGATAACAAGATTAAGAACTTACAAA TGTTGGAGACAAAAACGATACA 279

Ad08A5387 Aradu.A08 5387 p2 (AT)8 16 18021889 18021904 CATGGGATACACACCAACTGA TCAAAGCCTTTATGCAAGGG 114

Ad08A5390 Aradu.A08 5390 p3 (CAT)7 21 18022998 18023018 GTGACATGTTCAGCAACGGT CCCACCCCTAATTTGCAGTA 158

Ad08A5395 Aradu.A08 5395 p3 (TCC)5 15 18035822 18035836 AACCCTCATCAACTTCACCG GCAACAGCAACAGCAGGATA 243

Ad08A5397 Aradu.A08 5397 p3 (AAT)5 15 18043626 18043640 TCAAGCTGGAGTGAGTGGTG AAGGGAGAATTTTGAAGTGGA 196

Ad08A5398 Aradu.A08 5398 p2 (TG)8 16 18046905 18046920 TCACGTGTCAACGTATCCAA CCCCGATATAAAATACATCCACA 272

Ad08A5401 Aradu.A08 5401 c (GT)11(GA)17ggaagagaagatgtagacgtaccaatggagcgtagaggagatgcaattagtaagggagtggagagtgtgatgagt(GAA)5146 18055035 18055180 GAATTGTTAGCAGCGATCCA GTGTTGCTCCTCTTCCTCCA 276

Ad08A5402 Aradu.A08 5402 p3 (ATT)11 33 18056545 18056577 TGGTTTGTTATTGAACATTTGGA CGATTGATGCTAAAACGGCT 261

Ad08A5405 Aradu.A08 5405 c (TG)6tctgtc(TG)7 32 18080277 18080308 TTTTCACGTTTATCATCTTTATTTTC TGGGTTATAATTTGGCGCTC 279

Ad08A5406 Aradu.A08 5406 p2 (AC)6 12 18083160 18083171 TCGTAAATCAAAAGTGGTGTGG CTTCTCCCTATCACCCCCTC 219

Ad08A5407 Aradu.A08 5407 p2 (AT)7 14 18085842 18085855 TGACGAAAGATTGAGCTGAGG TCAAACATCATTGTCCAGGTG 261

Ad08A5408 Aradu.A08 5408 c (T)10cccagtgcattgcatatatataagaagcttaaaaaaattaacttgtatttttgat(A)1176 18087768 18087843 TGGATTGCTTTAGAGAGACGAA TTACTTTGATTAGCATACTTCGAAAA 274

Ad08A5412 Aradu.A08 5412 p3 (TAA)7 21 18105436 18105456 GCTTATCAGAGGCGTCCAAG AATTTCCGCACAAAGGAATG 264

Ad08A5424 Aradu.A08 5424 p2 (GC)6 12 18198987 18198998 AGGAAAGAAATGGACGGAGG TGGATTGAGAAGTTCCACCC 258

Ad08A5426 Aradu.A08 5426 p3 (TCT)5 15 18211359 18211373 TGGCCGAAACTTCACTCTCT TAAAATATTGCTCGCCCTCG 176

Ad08A5428 Aradu.A08 5428 c (AG)7aa(AG)6 28 18228467 18228494 AGTTTCCTGCAACCACCAAC GCATCAAAGACATCCCCATT 124

Ad08A5431 Aradu.A08 5431 p2 (TC)7 14 18235889 18235902 CCGTCTGGTACTTACGGGAA TCGAAAATATCGGTGTTTCAGTC 244

Ad08A5432 Aradu.A08 5432 p2 (AT)9 18 18236061 18236078 CGATTAAAATGACTGAAACACCG AGCTTCCATGACGAGCAAGT 175

Ad08A5434 Aradu.A08 5434 p3 (ACA)5 15 18237337 18237351 ACCCACGCTTGGTAAAATCA CATGAGGTGGTCAGACGAGA 247

Ad08A5438 Aradu.A08 5438 p3 (CCT)6 18 18251927 18251944 TTCTTCTTTCAGTTTCACACACG CATGATGATGACGATGGAGG 197

Ad08A5439 Aradu.A08 5439 p2 (GA)7 14 18255255 18255268 ACCTCGTCGAGAAGAGGGAG GCTTTGGACAAAAACGGAAA 197

Ad08A5441 Aradu.A08 5441 p3 (AAT)15 45 18264695 18264739 AGGTAGAGTTAAATTGAAGAATAACGA GGCTATTTGATTTTTCAACGC 267

Ad08A5447 Aradu.A08 5447 c (A)10ctatccataaaacctgagtggttctggggcttggattggttcagtgtgtggcggattcatttgacgttcaccatatcc(A)1199 18282908 18283006 TGAAACGAAAGGAATTGTGC TTTTTCTTTTCTAAATGGTGTACAGG 220

Ad08A5448 Aradu.A08 5448 p3 (TTC)6 18 18284033 18284050 ACTTTCACTCCACGTCCCAC AAACGCGAAAGAGGAGAACA 186

Ad08A5452 Aradu.A08 5452 p3 (GAG)9 27 18327451 18327477 ATCACAATGGGCTGAGAAGG TTTCTGCCGACTTGAGGTTT 214

Ad08A5453 Aradu.A08 5453 p2 (TA)11 22 18333193 18333214 GCATAAAAATTAACAACAGACAAACAA TGCTTATAAATAAAAATTTCATCCAC 279

Ad08A5461 Aradu.A08 5461 c (ATC)5(ATT)5 30 18354251 18354280 GGCGGATGTCATAGGGATAA AAAGGCACACCCCATGTTT 238

Ad08A5464 Aradu.A08 5464 p4 (ACAT)6 24 18367270 18367293 TTTCTCCAACTAATATTTTGCTGA GGATTGTGGTGACGTGGTATT 280

Ad08A5465 Aradu.A08 5465 p4 (AAAT)5 20 18368157 18368176 GAGTCGAAAGAGGCACTGCT ATCCCCTTGAATCTATGCCC 250

Ad08A5468 Aradu.A08 5468 p2 (AG)9 18 18371902 18371919 TCCCAATGAACACTCAACACA ATTCAGCATTTCAGCCCAAC 218

Ad08A5471 Aradu.A08 5471 p2 (TA)6 12 18375966 18375977 TTTGATTAGGTGTTAAGTCTATTGCT TTTTGTTGTTGAAAAACTCGTTG 250

Ad08A5472 Aradu.A08 5472 p3 (AAT)5 15 18376525 18376539 AAAACAAGATTCCTTTCCCTCA AATTTGAAACATCGGGGTTG 109

Ad08A5473 Aradu.A08 5473 p2 (AG)9 18 18377300 18377317 GGGTACGAGGAACAGGTGAA GTGAGGCTGAAGCATGTGAA 226

Ad08A5477 Aradu.A08 5477 p3 (GAT)6 18 18383657 18383674 TGAGATCATCACTCTTTAGGACACA CCTTCAAATCGTAGCTTGGC 279
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Ad08A5483 Aradu.A08 5483 p3 (TTC)5 15 18398400 18398414 TCCATTGGCTCGTGTACTTTC TGTTACACGCCAGAAGACCA 239

Ad08A5484 Aradu.A08 5484 p2 (TA)6 12 18398979 18398990 GGGCCATGAATCTCTACCAA TTTGCCATGTGAACAAGACC 210

Ad08A5487 Aradu.A08 5487 p3 (TTC)5 15 18406912 18406926 TGTGGAATGTGTCCAATGCT TGTAGGTTGTGTTTTGCCCA 278

Ad08A5489 Aradu.A08 5489 p2 (AT)6 12 18413179 18413190 CCAAGGATCATTATTGGTGAGC GAACAGCTTGGAACAAAATACG 166

Ad08A5490 Aradu.A08 5490 p3 (ACT)5 15 18415034 18415048 CCTTTGGTATTCCATCGTTCC GCTCAAGTGCAAAACCCAAT 181

Ad08A5491 Aradu.A08 5491 p2 (AT)11 22 18415760 18415781 AAAATTTGCCTGCATTTTGG CGACAAAGATATGCTTGGAACA 186

Ad08A5494 Aradu.A08 5494 p2 (AG)6 12 18444950 18444961 CACAGCTCCAATTGCATCAC TGTTGCTGAGTCAGGGTATCA 276

Ad08A5497 Aradu.A08 5497 p2 (TA)6 12 18449694 18449705 CACTAACACATCAAATAAAGAAGAAAA TCAACCAATTTGCACACACA 200

Ad08A5498 Aradu.A08 5498 p3 (AAT)5 15 18452845 18452859 ATTGCCCTGCCATTTGTAAC GAAGTAAAAACCCCGCTTCC 280

Ad08A5500 Aradu.A08 5500 c (ACT)6acaaataaaagcccctgttctagacacattataaatcattacgcttagaagtagtcattaaaaagtgagaatggtca(T)11106 18455600 18455705 GGAAATGGGTAGGTTGAGCA TAAGCAGGCAGATTTTTGGG 267

Ad08A5506 Aradu.A08 5506 c (ATA)12atg(ATA)657 18502147 18502203 CACGGGTAACATCCCATTCT CGGGATAAGAGACTGTCAATACG 218

Ad08A5509 Aradu.A08 5509 p2 (AG)6 12 18511566 18511577 AAGAGGAGGATGTGGTGGTG ACGCTTTCTGTTTCTCCGTG 180

Ad08A5511 Aradu.A08 5511 p2 (TA)7 14 18512545 18512558 TTTTTCCCTCAAAGAAAAGTAGAAA GACGTTCTCAACTTGCACACA 177

Ad08A5516 Aradu.A08 5516 p4 (TATT)7 28 18521137 18521164 GGGACTTAGCACAATCCGAA CCCCATTGTTGAATCAATCC 234

Ad08A5518 Aradu.A08 5518 p3 (AAT)25 75 18524984 18525058 CCGTCAAATTTTTCTCCTGG TTTGATTTGCTTTATTTGCCTG 236

Ad08A5527 Aradu.A08 5527 c (TC)7ta(TC)7 30 18576292 18576321 TGGATATCGATTTACAAACCCC CGTCTCAATTTCATACCTGGG 271

Ad08A5528 Aradu.A08 5528 p2 (TA)6 12 18578674 18578685 TCATGCAAATCGAAAACCAA GTGTTGCGGGGCTATCTTTA 280

Ad08A5529 Aradu.A08 5529 p3 (TAA)6 18 18582623 18582640 CGACAATGATGACAACCACG TATCTGGGACGGGTCACTGT 164

Ad08A5532 Aradu.A08 5532 p2 (TA)6 12 18591497 18591508 GAAAAAGCAAACCTCGTTGG TCTCGTGCTGATAACGTGTTG 267

Ad08A5533 Aradu.A08 5533 p2 (TA)6 12 18596743 18596754 TGCAATTCTCTCTCTCTTTACTTTT TCTCGTGCTGATAACGTGTTG 177

Ad08A5537 Aradu.A08 5537 p3 (TAT)5 15 18609609 18609623 TGCACGCTAAAAGGGTGTTT ACGTGTCTTTGTTTCCTCCG 239

Ad08A5540 Aradu.A08 5540 p3 (TTA)6 18 18615122 18615139 TAGGTTCCGGTGAGGATGAG GATAGTCCAAACGGCGTCAT 139

Ad08A5550 Aradu.A08 5550 p2 (TA)10 20 18636806 18636825 CGAAGGCCAAGATAAGGTGA TTGTTGCACATCCATCCATT 273

Ad08A5551 Aradu.A08 5551 p2 (AT)6 12 18637911 18637922 TGTTCCCACTAACAAAATCGG TGTATTTGCCGCACTCAAAG 254

Ad08A5552 Aradu.A08 5552 p2 (AT)7 14 18642449 18642462 ACGAATCAGGACGTTCCAAA TTGTGACTTCACCACCATCC 240

Ad08A5553 Aradu.A08 5553 p3 (AAT)5 15 18642814 18642828 CCTGACTCATCAAGCAAGCA CTCTCTCCTGTGACCCCAAA 206

Ad08A5555 Aradu.A08 5555 p2 (AT)8 16 18646360 18646375 CGCTAATCACAAAATTTAAGTCG CATTTTTACCGCTCTAGAAATTCA 266

Ad08A5556 Aradu.A08 5556 c (T)10aaattttttttcgccaaa(T)1139 18648911 18648949 TTGGATCCTTGCTACCCTTG TTGTTGGCTCTTGAAAGAATGA 212

Ad08A5557 Aradu.A08 5557 p3 (ATT)6 18 18653739 18653756 GGACGTTGGCTTTGTGAAGT CAGGAACAAGGAAAAAGGCA 199

Ad08A5559 Aradu.A08 5559 p4 (TTTC)5 20 18659657 18659676 GTGCTCTCTCCTTGCACCTT CAATGCAAGTGAGGTGACGA 207

Ad08A5563 Aradu.A08 5563 p2 (TC)6 12 18669973 18669984 TTTGTCCATCAGAATTGGCA AAGCAGCACTTTGGAAGGAA 199

Ad08A5564 Aradu.A08 5564 p3 (AAT)6 18 18676246 18676263 TGCGCAAAATCATATTCACC TCCTTTGTTCCCAAACTCCA 193

Ad08A5572 Aradu.A08 5572 p3 (TTA)17 51 18699745 18699795 TCAAGGAAATTAAATTGGACCC GGTGCAACTAGAATGAGGACC 240

Ad08A5573 Aradu.A08 5573 p3 (ATT)6 18 18702239 18702256 CATGGTCAAGAGGTTCCAGC TGTCCCATTTTTAGTGATTCTACG 257
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Ad08A5574 Aradu.A08 5574 p3 (ATT)6 18 18708547 18708564 GGCTCTAGTGCAAGTGGGAG TGTCCCATTTTTAGTGATTCTACG 239

Ad08A5575 Aradu.A08 5575 p2 (AT)6 12 18708742 18708753 CGTAGAATCACTAAAAATGGGACA AGTCGCAGGTCAAAGGAAAA 245

Ad08A5578 Aradu.A08 5578 p2 (GT)6 12 18713727 18713738 CTCAGCCAGCAAGGAGAGAG TGTTGGATGGTTCTGGAAAA 225

Ad08A5581 Aradu.A08 5581 p2 (TC)12 24 18732797 18732820 TCCCCTGATTCAACAACTCC TGCATACCTCTGATCCACAA 263

Ad08A5582 Aradu.A08 5582 c (AGA)5cgatgatgataacgataacgaaagag(GAA)556 18737237 18737292 GTAGCGATGATGACGACGAC TTGTGCACTTCTTTCTCTTCG 144

Ad08A5585 Aradu.A08 5585 p3 (GAT)5 15 18748609 18748623 CCTCACAGCAACCCAACATT TTCATGTTTCAATATCTTGTGCTT 276

Ad08A5587 Aradu.A08 5587 c (CAG)5(CAA)5 30 18759685 18759714 CGCGGTAAAGAAAGTTCCAA GAACCCAGCCATATCCTTGA 246

Ad08A5593 Aradu.A08 5593 c (A)10gagagaagcaagcg(A)11ccg(A)1048 18812236 18812283 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 241

Ad08A5594 Aradu.A08 5594 c (AT)19aataggtggagatattaagtatctaagctaatacaaataac(A)1089 18817022 18817110 GGCTCGAGCGGATTAGTGTA TGATGTTGCGAAGCTCGTTA 276

Ad08A5595 Aradu.A08 5595 p2 (CT)6 12 18822363 18822374 TCCACATTCCTTGTGCCATA TCCTACTGCTTGTTTTGGGG 175

Ad08A5597 Aradu.A08 5597 p3 (TAA)5 15 18823956 18823970 TCTGGCTGGCTTTGGAGTAT GCTTCTTCGGCCAAATACAA 245

Ad08A5601 Aradu.A08 5601 p2 (CT)6 12 18838182 18838193 GGCAGTAGGAGCATTTTTGC CTAGAGGTTTCTCCGGCCTT 224

Ad08A5602 Aradu.A08 5602 p2 (GC)6 12 18843946 18843957 TGTGCGAGAAGCACGAATAG GAAACAGGGGAGAAACAGGG 184

Ad08A5603 Aradu.A08 5603 p3 (TTA)7 21 18849188 18849208 TGGGAAACAGAGGTGGACTC ATTGCAAGTTTGGAACCGTC 123

Ad08A5604 Aradu.A08 5604 p2 (TA)6 12 18852445 18852456 AATCGCACCGTCTTTGATTC TCCACCTTGTTGTGTTGAGC 257

Ad08A5606 Aradu.A08 5606 p2 (AT)6 12 18870407 18870418 GCAACAAAGAGACGCACAAA TCGCCCTAAAGAGGAAAGGT 181

Ad08A5608 Aradu.A08 5608 p5 (AAGAT)5 25 18920613 18920637 CTCAAGGAATACGATCCCGA GCTAATCCCTTGTCACCGAA 280

Ad08A5609 Aradu.A08 5609 p3 (AGA)5 15 18943605 18943619 CTAGAGGTTTCTCCGGCCTT CCCCTCCATCCTTTTTCATT 221

Ad08A5611 Aradu.A08 5611 c (A)10g(A)11 22 18965277 18965298 TTGTTGGCTCTTGAAAGAATGA TCCCCAATTAGAGGTGTCCA 229

Ad08A5612 Aradu.A08 5612 p2 (AG)6 12 18986077 18986088 TGTTTGGGGAAGAGGAGTTG GGCAAGAACCTGGCATTAAA 216

Ad08A5615 Aradu.A08 5615 p2 (CT)9 18 18997119 18997136 AGTCCTTGACCCCTCAGGAT TTGGAAGTGAGGTAGGTGGG 203

Ad08A5616 Aradu.A08 5616 c (T)10cgctcttcc(T)1029 19017228 19017256 TCCCCAATTAGAGGTGTCCA TCATGATTGGTTGGCTCTTG 250

Ad08A5621 Aradu.A08 5621 p2 (TC)6 12 19058953 19058964 ACCTCCCCCATCTCAGATTC GGCGAGTGGATGAGAGAGAG 139

Ad08A5622 Aradu.A08 5622 p2 (CG)6 12 19060696 19060707 GAGGAAGGAGAAAAGCAGGG ATTGCACTTCCGCAACTTCT 192

Ad08A5624 Aradu.A08 5624 p3 (GAT)6 18 19076192 19076209 TGCGCTAGATCTCGACCTTT GACGAGTCTGAAGAGGCACC 242

Ad08A5625 Aradu.A08 5625 p3 (TAG)5 15 19093501 19093515 GAGCAAGGGCGTGATCTAAG CATGCCTGATGATGATGAGAA 264

Ad08A5626 Aradu.A08 5626 p3 (AAG)8 24 19103985 19104008 TGACATGGGGTTGGAATCTT CCTCTCTCCCTCTCCTCCAT 206

Ad08A5627 Aradu.A08 5627 c (T)10cgcctc(T)10 26 19127699 19127724 GCACACTCTTTTTGCCTTGG GATGTGGTGGCAACACTTTT 257

Ad08A5630 Aradu.A08 5630 p2 (CT)7 14 19146960 19146973 TTGAACCTGGAAATTGAGAAGAA GCTGAAAGTTGGGCTGAATC 279

Ad08A5635 Aradu.A08 5635 p3 (GAA)11 33 19170936 19170968 AAGGAGGAGAAGGAGGAACG CACACGAAATCGCTCTCTCA 106

Ad08A5636 Aradu.A08 5636 c (CAA)6(TAA)9 45 19171606 19171650 TGGGATGCTATATCCCTCTCTG CGCCAATAAGTACGACACGA 253

Ad08A5638 Aradu.A08 5638 p3 (TCT)5 15 19177967 19177981 CCACACAACCTCCTCCATCT GGTGTTCAGTTGCTCCCAAT 272

Ad08A5646 Aradu.A08 5646 p3 (AGA)6 18 19205314 19205331 GCCACAACATCATGGAAGTG CGACCCTACCTCTCTCCCTC 266

Ad08A5647 Aradu.A08 5647 p3 (ATT)5 15 19208067 19208081 TTCTTCCATCAATTTTGGGC TTGATCCAGAACCTGAAAGGA 183
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Ad08A5653 Aradu.A08 5653 p3 (CAT)5 15 19255500 19255514 CTTGATGCTTGCTCTTGTGC TCCTCCGGACAATGATTACC 169

Ad08A5660 Aradu.A08 5660 p2 (AG)8 16 19351955 19351970 AAGAGAGAGGGGAAGAGTTCG TCTTTCTTCTTTTTCAAAACTTCCT 261

Ad08A5661 Aradu.A08 5661 p2 (AG)6 12 19379897 19379908 CATTCAAAGGGGATCGAAGA AGGAACATTGAACCAGTGATTG 164

Ad08A5662 Aradu.A08 5662 p4 (AAAT)7 28 19388425 19388452 AATTTTGTGGGAACATGGGA GCATTACATGCTCATGCACC 253

Ad08A5666 Aradu.A08 5666 p2 (AG)6 12 19432461 19432472 CGGAAAAGCACACCAAACTT ACGTTTGGAACCCCCTTTAC 120

Ad08A5667 Aradu.A08 5667 p3 (CTA)5 15 19452650 19452664 AACAAAAAGTATTGCCACCACA GGAACATCCACTTCCCAAAA 268

Ad08A5670 Aradu.A08 5670 p3 (AAT)6 18 19487057 19487074 GGCACTCTTGTTGAAGCTGA TCACCAAGCATTCTCCTTGC 167

Ad08A5671 Aradu.A08 5671 p3 (ATT)5 15 19504199 19504213 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad08A5675 Aradu.A08 5675 p2 (TC)6 12 19538799 19538810 GTCCGCGTTGATTCAAAAAT GGGAGGGAAAGTGAGAGAGG 235

Ad08A5677 Aradu.A08 5677 p2 (TA)7 14 19561232 19561245 ATGTCTTTGGCTATGCCACC GGCGAAGAAGTCACGAAGAG 258

Ad08A5678 Aradu.A08 5678 c (T)10aattttgtttgaacctggtatttctgcataacatttattgcattttgcattctacatactacac(A)1084 19572550 19572633 GTGCTAGGTGGGAGACAACC TCGCGTGACTCTCTGTTCAC 229

Ad08A5687 Aradu.A08 5687 p2 (CT)11 22 19728012 19728033 CCAAAGAAAATCATAACATGAATGG AACCCAGTTTTTGGCACAGA 269

Ad08A5689 Aradu.A08 5689 p3 (AGA)5 15 19740563 19740577 CTCGGAAGTGGAAGCTTTTG CTCTCCTATAGCCGAACCCC 215

Ad08A5693 Aradu.A08 5693 c (T)10cgttaattc(A)1029 19787967 19787995 TTGGTGTCCTTTTGTGTTTTTC GACCCCAGAGTCCTTTTGGA 280

Ad08A5695 Aradu.A08 5695 p2 (TC)9 18 19809564 19809581 AGAGCTCGATGAGAGCTTCG AAAAATGCTACACGGTTGGG 229

Ad08A5701 Aradu.A08 5701 p2 (AG)6 12 19862841 19862852 TTTTTGGGGAAGAGGTGTTG CGCAATTTTTCTTGCCATTT 146

Ad08A5702 Aradu.A08 5702 p2 (GT)6 12 19876999 19877010 TTTCTTCCTCCTCTTTCCCC TAGAAATGGAAAACTGGGCG 196

Ad08A5704 Aradu.A08 5704 c (T)12ctttttttcga(T)1235 19900205 19900239 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAAGGAGG 210

Ad08A5705 Aradu.A08 5705 p2 (AG)6 12 19902357 19902368 GTGATCACGGAAAAGCACAA CCACACCATTCGAATTTCCT 100

Ad08A5706 Aradu.A08 5706 p2 (AT)7 14 19907755 19907768 GCAGCTGTAATGGGGTTAGC TGATTCAGTTCTCAATTTGTTTTGA 237

Ad08A5707 Aradu.A08 5707 c* (A)10(AG)6* 21 19915398 19915418 TGAAGCAAGAAAAAGCAATGG GCCCAAAGCACTCTGTCTTC 260

Ad08A5708 Aradu.A08 5708 p3 (AGA)7 21 19918182 19918202 CGCTCTTGAGCAAAAGATGA ACCCAACAGGATCACCTCAG 269

Ad08A5710 Aradu.A08 5710 p3 (AAT)6 18 19932921 19932938 CAGGGAAAAAGGCACTCTTG TTGGACGTTGGTTTTGTGAA 235

Ad08A5711 Aradu.A08 5711 p3 (TTC)6 18 19935449 19935466 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 228

Ad08A5712 Aradu.A08 5712 p3 (TGA)7 21 19948721 19948741 GGAATCTGTCTGGGCGATTA TCGGCACAACAGAAGTCTTG 232

Ad08A5716 Aradu.A08 5716 c (T)10acattctgctgaccgattttc(T)1041 19974146 19974186 TGTTGTGCTGACCCTTGTTC ACAGGCAAAGCAGCTAGGAA 227

Ad08A5722 Aradu.A08 5722 c (T)14acgttgtgctgacccttgttctttaaatgatgctatctagaggaggacacctaaaggtgccgtaatggcctcatcttcggcaggctcctccaa(T)11118 19982520 19982637 GTGCCGTAATGGCTCATCTT TGGGTCAGCACAACGTTAAA 242

Ad08A5723 Aradu.A08 5723 c (T)17gcccggtttttttcctgttttttccattttttacgttgtgcttactgg(T)12acgttgtgctgacccttgttctttaaatgaccctatctagaggaggacacctaaaggcgagccgtaatggcctcatctttggcaggctcctccgg(T)12184 19982897 19983080 GTTGTGCTCCTCCGATTTTT AAGGGTCAGCACAACGTTAAA 273

Ad08A5726 Aradu.A08 5726 c (T)11acgttgtgctgacccttgttctttaaatgacgctatccagagggggacacctaaaggcgccgtaatggcctcatcttcggcaggctcctccga(T)10aatgttgtgctgacccatgttcttaaaatgtcgctatcttgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccga(T)12222 19983698 19983919 CGTAATGGCCGCATCTTC AAATAATCGGTCAGCACAACG 277

Ad08A5733 Aradu.A08 5733 c (T)10cgg(T)10 23 19986853 19986875 TAACGTTGTGCTGACCCTTG GCCATTACGGCACGTTTAGT 199

Ad08A5734 Aradu.A08 5734 c (T)11acgttgtgctgacccttgttctttaaatgacgctttcccgaggaggacacctaaaggtgccgtaatggcctcatcttcggcaggctcctccga(T)10114 19986977 19987090 ACGCTATCCAGAGGAGGACA ATAAGGCTATTATGGCCCGC 254

Ad08A5738 Aradu.A08 5738 c (T)10aacgttgtgctgacccttgttcttaaaataatgctatcgcgaggaggacacctaaaggcgagctgtactggcctcatcttcgaaaggctcccccga(T)11117 19988818 19988934 GAGGACATCTAAAGGTGCCG GCGCCATTTTAAGAACAAGG 270

Ad08A5739 Aradu.A08 5739 c (T)10aacgttgtgacgacccttgttcttaaaatgatgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggtaggctactccga(T)10116 19989248 19989363 TTTTTATGTTCTGCTCGCCA AAAAACCGGTCAGCACTACG 266

Ad08A5740 Aradu.A08 5740 c (T)10cacgttgtgctgacccttgttcttaaaatgacgctatcccgaagaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccga(T)10ggttttttttacgttgtgctgaccgg(T)10152 19989653 19989804 AATGGCCTCATCTTTGGTTG GCGTTTAGGTGTCCTCCTTG 265
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Ad08A5742 Aradu.A08 5742 c (T)10acgttctgttgaccggttttttttcctttgtttccttttttttaggtagtgctgaccgg(T)1180 19990713 19990792 ACCTAAAGGCGAGCCGTAAT ATAGGTGTCCTCCTCGGGAT 262

Ad08A5745 Aradu.A08 5745 c (T)10acgttgtgctgaccgattttttttctttttttc(T)1053 19992078 19992130 AGCCGTAAAGGCCTCATCTT ATTACGGCTCGCCTTTAGGT 195

Ad08A5748 Aradu.A08 5748 c (T)11atgttgtgctgaccagtttttttccttttttcccctttttttacgttgtgctgaccgatttg(T)11cgttgtgctaacccttgttctttaaatgatgctatcctgaggaggacacctaaaggggagccgtaatggccttatcttcggcaggctcctccaa(T)10188 20002246 20002433 AGCCGTAATGGCCTCATCTA AAAAACTGGTCAGCACAACG 270

Ad08A5749 Aradu.A08 5749 c (T)13actttgtgctgaccggtttttttcc(T)1048 20002627 20002674 ACGTTGTGTTGACCGGTTTT CCTCGGGATAGCGTCATTTA 250

Ad08A5750 Aradu.A08 5750 c (T)10gaattgactg(A)1030 20021557 20021586 CCATGATGGAGAAAGGGAAA TTGGTGTCATTTTGTTGCTTTT 272

Ad08A5751 Aradu.A08 5751 c (T)10acgttgtgctgatcggtttttatcctttttttccttttttttacgttgtgctgactag(T)10aacgttgtgctgaaccttgttcttaaaatgacgctatcccgaggaggacacctaaaggcgagccttaatggcctcatctttggcaggctcctccga(T)10184 20023350 20023533 CGTAATGGCCTCATCTTTGG CCGGTCAACACAACGATAAA 267

Ad08A5753 Aradu.A08 5753 c (T)17gtgttgatcga(T)12attctgggctgaccag(T)1066 20024105 20024170 ATAACGCTGTGCTGACCCTT ATTACGGCTCGCCTTTAGGT 247

Ad08A5759 Aradu.A08 5759 c (T)10aacgtttgtgctgacctttattcattaaatgacgctatctcgaggaggacacctaaaggggagccgtaatggcctcatcttccgcaggctcctccga(T)10117 20026093 20026209 ACCTAAAGGCGAGCCGTAAT CAAGGGTCAGCACAACGTAA 231

Ad08A5760 Aradu.A08 5760 c (T)10cgttttctctttttctcttttttttcgaaattttc(T)1257 20028902 20028958 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 256

Ad08A5761 Aradu.A08 5761 c (T)12atgttgtgttgatc(T)1137 20036797 20036833 AAAAACAATGCCAAAAAGCG GATGAGGCTATTACGGCTCG 210

Ad08A5762 Aradu.A08 5762 c (T)10aagttgtgcggaccggtttttttttacgttgtgctgaccggtttttttctttttatttgggttgtgctgaccg(T)1194 20036997 20037090 ACCTAAAGGCGAGCCGTAAT AGCACAACGATCAGCACAAC 231

Ad08A5764 Aradu.A08 5764 c (T)10acgttgtgttgaccagtttttttctacgttgtgttgaccg(T)1060 20038047 20038106 TTTTTACGTTGTGCTGACCG CCTCCACTGGATAGCGTCAT 172

Ad08A5767 Aradu.A08 5767 c (T)10acgttgtgctgaccggtttttttatacgttgtgctgaccggttttttgttttttg(T)1176 20039466 20039541 ACCTAAAGGCGAGCCGTAAT AACAAACCGGTCAGCAAAAC 145

Ad08A5768 Aradu.A08 5768 c (T)10acgttttgctgaacggttttttctcttttttgggttgtgctgaccgg(T)1067 20040494 20040560 GGAGGACACCTAAAGGGGAG GTCCTGCTCTGGATAGCGTC 204

Ad08A5776 Aradu.A08 5776 c (T)11aaagttgtgatgaccggttttttttacattatgctgaccggtttttttctttttttttgggttgtgctgacc(T)1093 20043771 20043863 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCTGGATAGCGT 277

Ad08A5779 Aradu.A08 5779 c (T)11aaagttgtgatgaccggttttttttacattatgctgaccggtttttttctttttttttgggttgtgctgacc(T)1093 20045148 20045240 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCTGGATAGCGT 277

Ad08A5789 Aradu.A08 5789 c (T)10cag(T)16 29 20049918 20049946 GGAGGACACCTAAAGGGGAG TGTCCTCCTCTGGATAGCGT 256

Ad08A5797 Aradu.A08 5797 c (T)11acgttgtgctaatcga(T)1037 20051736 20051772 TTTTTAACGTTGTGCGGACC ATTACGGCTCGCCTTTAGGT 193

Ad08A5804 Aradu.A08 5804 c (T)10ctgg(T)10 24 20055140 20055163 TAAATGACGCTATCCCGAGG CGGTCAGCACAACGTAAAAA 180

Ad08A5809 Aradu.A08 5809 c (T)10gggttgtgctgaccgg(T)1137 20056503 20056539 TTTTTACGTTGTGCTGACCG CCCCTTTAGGTGTCCTCCTC 250

Ad08A5811 Aradu.A08 5811 c (T)12gggttgtgctgaccgg(T)1341 20057539 20057579 TTTTTACGTTGTGCTGACCG TGTCCTCCTCTGGATAGCGT 230

Ad08A5820 Aradu.A08 5820 c (T)10acgttgtgcagaccggttttttttattttac(T)1152 20060077 20060128 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 258

Ad08A5821 Aradu.A08 5821 c (T)10cggttgtgctgaacgatttttttccagattttttttatgttatgctgatcggg(T)1073 20060798 20060870 CGTTGTGATGACCGGTTTTT ATTACGGCTCGCCTTTAGGT 223

Ad08A5822 Aradu.A08 5822 c (T)10cggttgagctgaccag(T)1036 20061103 20061138 CCGGTGTTGTTCGAGTTTTT TGTCCTCCTCTGGATAGCGT 223

Ad08A5829 Aradu.A08 5829 c (T)10cgagttgtgctgaacgatttttttccagattttttttatgttatgctgatcggg(T)10acgttgtgctgacccttgttctttaaatgacgctatctagaggaggacacctaaaggcgagccgtaatggcctcatctttgacaggctcctccga(T)10179 20064470 20064648 TGATGACCGGTTTTTGTTTTT AAAATCGGACAGCACAATG 277

Ad08A5837 Aradu.A08 5837 c (T)10gggttgtgctaaccg(T)1035 20067194 20067228 AAGGAGGCACCTAAAAGGGA AGGACAAGGGTCAGCACAAC 245

Ad08A5838 Aradu.A08 5838 c (T)10gggttgtgctgaccga(T)1036 20067354 20067389 GTTGTGCTGACCCTTGTCCT CTGTCGAAGATGAGGCCATT 222

Ad08A5841 Aradu.A08 5841 p2 (CT)6 12 20078003 20078014 CTTGGTGCAGGGATGATTTT TTTTTGGGGAAGAGGTGTTG 129

Ad08A5843 Aradu.A08 5843 c (T)10acgttgtgtgaccg(T)1034 20090991 20091024 AACCCAACAAATGGGGTTTA AAACAAAAACCGGTCAGCAC 232

Ad08A5844 Aradu.A08 5844 c (T)12ggattgtgctgaccggtttttttcaagatttttttttacgttatgctgatcgg(T)1277 20091249 20091325 GTGCTGACCGGTTTTTGTTT ATTACGGCTCGCCTTTAGGT 227

Ad08A5845 Aradu.A08 5845 c (T)12ggattgtgctgaccagtttttttcaagatttttttttacgttatgctgatcgg(T)1277 20091923 20091999 GTGCTGACCGGTTTTTGTTT ATTACGGCTCGCCTTTAGGT 225

Ad08A5850 Aradu.A08 5850 c (T)11gggttgtgctgaccgg(T)1037 20093495 20093531 TTTTTACGTTGTGCTGACCG CAGCTCGCTTTTAGGTGTCC 195

Ad08A5853 Aradu.A08 5853 c (T)12gtattttacgttgtggtgaccgatttttttccattttttttacgttgtgctgaccggtttttttgggttgtgctgaccggtttttttctag(T)10113 20094637 20094749 TAAATGACGCTATCCCGAGG GAACAAGGGTCAGCACAACA 274

Ad08A5860 Aradu.A08 5860 c (T)10acgttgtggtgaccg(T)1035 20109160 20109194 TAAATGACGCTATCCCGAGG CAGCTCCCCTTTAGGTTTCC 270
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Ad08A5862 Aradu.A08 5862 c (T)13acattgtgctgactggtttttttttctttttttgggttgtgctgaccgg(T)1072 20109938 20110009 TTTTTACGTTGTGCTGACCG GCTCGCCTTTATGTGTCCTC 235

Ad08A5864 Aradu.A08 5864 c (T)15acattgtgctgactggtttttttttctaatttttattttacgttgtgctgaccggtttttttccatttttttaagttgtgctgaccgg(T)11114 20112157 20112270 TTTTTACGTTGTGCTGACCG GCCATTACGGCTCGTCTTTA 261

Ad08A5869 Aradu.A08 5869 c (T)14acattgtgctgactggtttttttttctaatttttattttacgttgtgctgaccggtttttttccatttttttaagttgtgctgaccgg(T)11113 20115991 20116103 TTTTTACGTTGTGCTGACCG GCCATTACGGCTCGTCTTTA 260

Ad08A5874 Aradu.A08 5874 p3 (TTG)5 15 20143285 20143299 TGAGTTGTGGTTTCAGCTCG GGAAAGGCATTGTTGGAGAA 228

Ad08A5875 Aradu.A08 5875 c (A)11ttaatccgatgaaagtgtttgtatc(T)1046 20169588 20169633 TGAGAATTTCATAGCCCCGT TTCGATCAAGCTGCTGAAAA 235

Ad08A5876 Aradu.A08 5876 c (TTA)14ttgg(TGT)561 20171023 20171083 GGATGTAAGGTCCCACATTTT CGAAGAGAAGAAGCTAATAATAACAAT 280

Ad08A5877 Aradu.A08 5877 c (T)10gccaccaccactccacttaagcaacaaccactgttaccaataccagcaagcatacacaacctaccttgaaacaaccaaataataatataaaag(A)10113 20176329 20176441 TTTCTTTTACTAATTACATGTTAGCCA AAGGAGGTGGTGTGCAAGTC 218

Ad08A5878 Aradu.A08 5878 c (TA)6(TG)7 26 20189051 20189076 TACCTGAGGGAGCTTCTTGC GGGGACGATTTTGATTTTGA 263

Ad08A5879 Aradu.A08 5879 c (AAT)6(TAA)13 57 20192404 20192460 TAGTTCGGAAGGGTGGTGAC AATGCCGTCAACCCAGAATA 222

Ad08A5882 Aradu.A08 5882 c* (AT)9(T)10* 27 20211242 20211268 TATTGAACTTCGCTTTGGGG TGAGAATCTTGGGAATTGGG 203

Ad08A5885 Aradu.A08 5885 p2 (GC)6 12 20229896 20229907 GGTGGGTGAAACAGAGCAAT AGAAGTTCCACCTCCAGGCT 219

Ad08A5888 Aradu.A08 5888 p2 (AT)14 28 20254335 20254362 TTGGAAACATTGGTTGGGAT GAGCTTTACTTGGGGCCTTT 239

Ad08A5892 Aradu.A08 5892 p2 (TA)7 14 20287966 20287979 TTATGCTTTTGCGGATGTTT GGATCAAGAAAAACCAGGCA 157

Ad08A5893 Aradu.A08 5893 p3 (GAA)6 18 20302429 20302446 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad08A5894 Aradu.A08 5894 p3 (TCT)6 18 20319150 20319167 ACAACCCCCTCTTCTTCACC GGTCTTGATGGCTCTTGGAG 270

Ad08A5895 Aradu.A08 5895 p3 (TTC)6 18 20321611 20321628 AATCCCTCTTCCCAATCACC CCCTCGAGCAATAGAAGAAAGA 275

Ad08A5897 Aradu.A08 5897 c (TA)7(T)10 24 20356951 20356974 CTTTGCTTTGGGGCATTTTA TTCAAGTGTGGGAACCTTGG 253

Ad08A5899 Aradu.A08 5899 p3 (TTC)6 18 20403298 20403315 AAATGGCCGAACCTATACCC TAAAATATTGCTCGCCCTCG 182

Ad08A5902 Aradu.A08 5902 c (AT)6ac(AT)7 28 20434321 20434348 GACAGCAAAGCGTCACGATA GGGCCATGGCTAATTTTTCT 191

Ad08A5906 Aradu.A08 5906 p2 (AG)7 14 20491035 20491048 CTTTGAGAATAGGCAACGGC AAAAATCCCATTCACACAACA 231

Ad08A5907 Aradu.A08 5907 c (GTG)6(ATG)7 39 20494055 20494093 CTTAGCTTTGACCATGTGGC GGTTTGCGTCCAAACACTTT 190

Ad08A5910 Aradu.A08 5910 c (T)10aatttttagattttaattccatttttctttcg(A)1052 20522606 20522657 TTGCATGTTTTTCTCTTTCATCA GGGTTAGCATATGACCCCAG 259

Ad08A5912 Aradu.A08 5912 p2 (AG)10 20 20546699 20546718 CTTTGAGAATAGGCAACGGC GCAAAAATCCCATTCACACA 237

Ad08A5913 Aradu.A08 5913 p3 (AGA)5 15 20552642 20552656 CGGTCTTAGGTGCCATTGAT TTCTCTCCCTCTCCACTCCA 143

Ad08A5916 Aradu.A08 5916 p3 (ATT)7 21 20584180 20584200 CATTTGATCAATACATGAGTATGTACC AAGAGAAGGACATGGCAGC 280

Ad08A5922 Aradu.A08 5922 p2 (TA)6 12 20606956 20606967 AAGGATTTTCTGCTGCATGG GGACACATGGAGCTTAGGGA 212

Ad08A5929 Aradu.A08 5929 p3 (ATA)15 45 20634086 20634130 TGGCACAATTTGAATAAAAGTAGAA ACGAAACTAATGAATCCACCTC 279

Ad08A5931 Aradu.A08 5931 p3 (CAT)5 15 20652675 20652689 CGGTTCGATTCAGAACATTG GGTCTGGTTTTTGCAACATT 277

Ad08A5932 Aradu.A08 5932 p2 (AT)7 14 20654460 20654473 TTGGCAAAAACAAAAGGCAT CTTGAGAGTCGTACCGCCTT 255

Ad08A5940 Aradu.A08 5940 p3 (AAT)6 18 20756404 20756421 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 195

Ad08A5941 Aradu.A08 5941 p3 (TTC)6 18 20759372 20759389 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 203

Ad08A5942 Aradu.A08 5942 p2 (AT)6 12 20792525 20792536 TTCTGAACCGAATTTAGACGC TTTGAATTTGGCTAATATTGTTATCAT 254

Ad08A5944 Aradu.A08 5944 p2 (TC)28 56 20793826 20793881 GGACAGAGCATGGTTGGAGT TGAAATTGAGGTGAGGGAGG 210

Ad08A5952 Aradu.A08 5952 p3 (AAC)8 24 20874695 20874718 AGTGATGAGGGTATGGCAGG GGATACTGCTCCGCTTCTTG 249
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Ad08A5954 Aradu.A08 5954 p5 (AAAAT)7 35 20880995 20881029 AGCACAATTGCTTCACATGC AGCTACAGCTCCCTGTTGGA 244

Ad08A5955 Aradu.A08 5955 p3 (AAG)9 27 20883517 20883543 TGAATGTGATGTGCTGCGTA CGTTGCGGAGGCTACTTTAG 249

Ad08A5956 Aradu.A08 5956 p3 (TTA)21 63 20883795 20883857 CGCTCTACGTCACAGATCCA AACCAAGGTGGTGGAGTGAG 266

Ad08A5959 Aradu.A08 5959 p2 (AG)7 14 20942845 20942858 GCCATGTTTTGACCCAGTTT GGAACATTAAACCTGGAAATTGA 224

Ad08A5962 Aradu.A08 5962 p2 (AG)6 12 20949160 20949171 CCACGTTTTGACCCAGTTTT GGAACATTAAACCTGGAAATTGA 222

Ad08A5963 Aradu.A08 5963 p3 (AGA)23 69 20965848 20965916 TTAGAATGTTGCTCGCCCTT TCACCTCTCACATCCATCCA 149

Ad08A5968 Aradu.A08 5968 p3 (TTC)6 18 20986856 20986873 CCCTTAGCCGAACCTACCTC CTAGAGGATTCTCCGGCCTT 173

Ad08A5971 Aradu.A08 5971 c (T)11cgaaaatctctgccccccactctataaataaacgtttgccacccctcattcctcacaccattcaaatttcctcttc(CT)7101 21021890 21021990 CCCTTCTTTCAATTTCTTTCCA CGGAAAAGCACACCAAACTT 215

Ad08A5975 Aradu.A08 5975 p3 (AAT)5 15 21054130 21054144 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad08A5976 Aradu.A08 5976 p4 (TAAA)5 20 21070694 21070713 AGGAAGTGGGAAGGTGTGTG TCCTCTCTCTCCTCTAATTTTTGAA 202

Ad08A5979 Aradu.A08 5979 p2 (AT)6 12 21127110 21127121 CCACTGCGCTACCTATTTCTTT TCCAAAGAATAATTTCAAGGTCTAAA 279

Ad08A5984 Aradu.A08 5984 p3 (CTT)8 24 21241207 21241230 CACCACAAACCTTAAGGACGA CGAGATAGTGGTGGTGACGA 232

Ad08A5985 Aradu.A08 5985 p3 (CCA)5 15 21243195 21243209 AACAAAAATCACGGAAACGC TTGTTGTGATCATGGTGGCT 212

Ad08A5986 Aradu.A08 5986 c (T)11gtttccttctagaaaacag(T)1040 21252297 21252336 GTCCTGCAAAGTTAGGCAGC TAGTATTTGGGGGAGGCACA 271

Ad08A5992 Aradu.A08 5992 p2 (CT)7 14 21333592 21333605 CCCCTCTCCTACCCTCTCAC GTGTAGCGGTAATGGTGGCT 203

Ad08A5993 Aradu.A08 5993 p3 (TGT)5 15 21333986 21334000 GCCTAGGCTGAGGTTAGTGG TCCCGGAAAATAAACAGCAA 228

Ad08A5995 Aradu.A08 5995 p2 (CT)6 12 21355796 21355807 GTTTGTCCCCATCATTCCAC CGGAAAAGCACACCAAACTT 113

Ad08A5996 Aradu.A08 5996 p3 (AAT)5 15 21366351 21366365 TCACAACAATCCAGAAACAACC TTGGATGTTGGCTTTGTGAA 116

Ad08A5997 Aradu.A08 5997 p3 (TTC)6 18 21368968 21368985 CCATTCATGGTCATCCCTTC TCTCTGGCTTTAGGTGCCAT 267

Ad08A6000 Aradu.A08 6000 c (T)10agattcaagttcagtgagtggtacatgaaacatcttttcagcattaaagaaatt(A)1074 21373154 21373227 TCAACATCCCTTGATTCAAATTC TTGCTTTGTTTGTTGCATGA 265

Ad08A6001 Aradu.A08 6001 p2 (GA)6 12 21373578 21373589 AGATGATTCGCCTCCCTTTT TAGTTCGCCACCCAGTTTTC 214

Ad08A6002 Aradu.A08 6002 p2 (TA)6 12 21374158 21374169 ACGTCGAAAAATCAAGGCAC TCTCAGGAACCGAACACCTC 272

Ad08A6005 Aradu.A08 6005 c (T)11agaaaaattactacggggacaccaaacttaatttcaaaacttaccaaaaatattagtgttattaaataag(T)1192 21384941 21385032 AACGCACCATGTGGTAAACA ATCAAGTTTTTGGCGTCGTT 271

Ad08A6006 Aradu.A08 6006 p2 (TA)14 28 21386639 21386666 TACTTTGGGGCATTTTGTCC AAGTTGGGAGAGTCGGGAAC 242

Ad08A6013 Aradu.A08 6013 p3 (TTC)6 18 21420492 21420509 AACCAATTTCCCTCCCATTC TAAAATATTGCTCGCCCTCG 209

Ad08A6015 Aradu.A08 6015 p2 (TA)6 12 21430901 21430912 CAAATCCAGTGAGGGTTCAAA TGGAATGTTATGCAATGCAAC 266

Ad08A6023 Aradu.A08 6023 p3 (TTA)7 21 21518689 21518709 CGATAGAAAGAAAATCAGGAAACAA TAATTTGGTGCCAATCATGG 241

Ad08A6024 Aradu.A08 6024 p3 (TCA)6 18 21520405 21520422 TGATTCCACGTATTGATCTTCG GGGCCTCCAACTTGTGATTA 273

Ad08A6025 Aradu.A08 6025 p3 (ATA)6 18 21523160 21523177 CATTATTAACCGAATTATCAATCAGAA CTGTGCTTGGCTCATTTGAA 192

Ad08A6026 Aradu.A08 6026 p2 (AT)9 18 21525815 21525832 TGGACGATGTCAGAAGCAAA TCGCTGTCATGTTAGATCAAGG 279

Ad08A6030 Aradu.A08 6030 p6 (TTCTCT)7 42 21571534 21571575 TAACCCCTTAGCAATGCTGG GAAAGGGACGAATGAACCAA 251

Ad08A6032 Aradu.A08 6032 p6 (TTCTCT)20 120 21593818 21593937 TCCTTTTCCGTTATTGCCTC GAAAGGGACGAATGAACCAA 237

Ad08A6033 Aradu.A08 6033 p3 (AGA)6 18 21606465 21606482 TTAGGTGCCATTGATGGTGA TACCCTCTCCCCTCTCCCTA 227

Ad08A6034 Aradu.A08 6034 p3 (TAT)16 48 21616527 21616574 GAGGTTCAATGGCTGAGGAA TGTTGGCTTTGGCTCTTTCT 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A6035 Aradu.A08 6035 c (T)13gcatatacgatatacaacttatacaagtgttgc(T)1056 21617091 21617146 TTGGATATGCAACCGATACAA TGTGCACAAAAAGGCAACC 194

Ad08A6036 Aradu.A08 6036 p3 (ATT)9 27 21617954 21617980 CAAAATTGTGTTAATAAACCATGACC AAAACTCACTTTGCATCCTCG 216

Ad08A6038 Aradu.A08 6038 p2 (AT)9 18 21628266 21628283 AGAGCCCGTAAGGAGGGTAA CGCAACCAGATCTTTTTCAA 169

Ad08A6039 Aradu.A08 6039 p3 (TCT)5 15 21635069 21635083 CACCTCAAATCCTCTTCCCA TAAAATATTGCTCGCCCTCG 208

Ad08A6041 Aradu.A08 6041 c (T)10ccgcatata(CT)631 21640073 21640103 GCCTTTTGGTTTAAAGGGCT TTGTTCATGAATGTTGGTTCTTG 194

Ad08A6042 Aradu.A08 6042 p2 (GA)6 12 21647819 21647830 ACCGGAGAGGGAAGAAAAGA CTCGAGGTTACAATGGCGAC 278

Ad08A6043 Aradu.A08 6043 p3 (AGA)5 15 21676750 21676764 TTGCCTTCCCTTTTCCTTTT TGCACCATTCACATCAACCT 279

Ad08A6044 Aradu.A08 6044 p3 (ATT)5 15 21679496 21679510 TGGAAGCCCATAAAACTTGC CAAGAGGAAGAGATGGCAGC 189

Ad08A6045 Aradu.A08 6045 p2 (AC)6 12 21688227 21688238 TGAACGATGAGTCTGCATACAA TGCAAAGGTTTTTGGTCTTTC 262

Ad08A6049 Aradu.A08 6049 p3 (AAT)5 15 21727974 21727988 AAACAAGGAAGCACCAACAA TGCATTGTGGAAAAGGATGA 277

Ad08A6050 Aradu.A08 6050 p3 (ATT)5 15 21733342 21733356 CGCCTATCTGAAATTCCCAC TCTTCACAACTCCGCACAAC 239

Ad08A6052 Aradu.A08 6052 p3 (ATT)5 15 21742193 21742207 CATTGACAACGGTGATGTCC CCCACGGAGATTGTTGGTAT 270

Ad08A6054 Aradu.A08 6054 c (T)11cactgc(T)12 29 21760958 21760986 ATGCCACAAGCACATGGTTA TGGCTCCTGAAAGAATGAGG 255

Ad08A6056 Aradu.A08 6056 p3 (TCT)6 18 21789185 21789202 ATCTCTCTTCCCCGTCACCT TTAAAATGTTGCTCGCCCTC 161

Ad08A6058 Aradu.A08 6058 p3 (AGA)7 21 21815329 21815349 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 275

Ad08A6064 Aradu.A08 6064 p3 (TCT)5 15 21885949 21885963 CCCATAAACCCCACCTACCT TTAGAATGTTGCTCGCCCTC 240

Ad08A6066 Aradu.A08 6066 p3 (TCT)5 15 21957563 21957577 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 198

Ad08A6069 Aradu.A08 6069 p2 (AT)11 22 21992440 21992461 ACACAATCCTGCCTCTCCAT GCATCTCGTTAGGCTTCTGG 149

Ad08A6070 Aradu.A08 6070 p3 (AAT)6 18 22007444 22007461 GGCACTCTTGTTGAAGCTGA TCACCAAGCATTCTCCTTGC 167

Ad08A6071 Aradu.A08 6071 p3 (TCT)6 18 22009725 22009742 CACCACCTGCTTCTACCCAT TAAAATATTGCTCGCCCTCG 209

Ad08A6073 Aradu.A08 6073 p3 (GAC)6 18 22015651 22015668 GATGGTGGTACTAATGCCTGG CATCACACCATCTCTAATTCGC 100

Ad08A6076 Aradu.A08 6076 p3 (TTA)7 21 22019397 22019417 ACTTCGTGGCTCCTCTGAAA TGGCAAAATGCTTCAATTACA 243

Ad08A6080 Aradu.A08 6080 p3 (TAG)5 15 22059017 22059031 CCCAAAACACAGGTTGTTGA AACAAAAAGTATTGCCACCACA 277

Ad08A6081 Aradu.A08 6081 p2 (AT)10 20 22107343 22107362 CCCAACACTTTTGCATTTCA AATTGCACACAAGAAGGAAAA 222

Ad08A6086 Aradu.A08 6086 p2 (AG)6 12 22136843 22136854 TTGAATTTGAATGGTGGGGT TGCAGGGATGACTTTTCCTT 210

Ad08A6088 Aradu.A08 6088 p3 (TAT)6 18 22153319 22153336 TTTCTAAAATATAATACATGTGCCGTG AGTTCTAATTCTCATTCAAGCGTAA 153

Ad08A6090 Aradu.A08 6090 p2 (TA)6 12 22192504 22192515 GGGGATTTTGGAGAATTGGT AGCGCAACACTCCGATCTAT 221

Ad08A6091 Aradu.A08 6091 p2 (AG)6 12 22204898 22204909 GACGTACGCGATATGCAGAA CCTGATAAAGAGTCGGAATGC 258

Ad08A6093 Aradu.A08 6093 c (T)11cacgtttg(T)1433 22225632 22225664 TTCCAAAGATAGCCACATCAAA CATGGTGTATGCAAGGCACT 255

Ad08A6095 Aradu.A08 6095 p5 (AAGAT)5 25 22251027 22251051 TTTATCAGCAACCCAAGCCT TTGTAAGGGACTCCGATGCT 231

Ad08A6096 Aradu.A08 6096 p2 (TA)8 16 22260635 22260650 GCTCTCGCGTGACTCTTTGT CAATTTCGTGCACCAACAAC 264

Ad08A6097 Aradu.A08 6097 p3 (TCT)5 15 22272751 22272765 CACAACACAACCCCCTCTTC TCTCTGGCTTTAGGTGCCAT 187

Ad08A6100 Aradu.A08 6100 p4 (AATA)6 24 22279496 22279519 CCTGCTTTTCTCCTTCCTCC GCAAATGCAATAAAAGAAAATGG 265

Ad08A6101 Aradu.A08 6101 c (GA)6tagagcgtgagcagtggcggccgcggcgaggactgggtggcggagagtgctgccggcgttgggacggcggtgagtgcggagacagagggaag(GA)7118 22317468 22317585 GGAGTGGGTGAGAATGGCTA CCTCATAACCACCATCGCTT 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A6104 Aradu.A08 6104 c (T)10ctattc(T)10 26 22361760 22361785 TTCACTTTGGGGCATTTTGT TGGGAACATTGGAAGGGATA 246

Ad08A6105 Aradu.A08 6105 p2 (GA)9 18 22364984 22365001 AGAATGGGAAAGGGAAATGG TCTCATCACAACCACTCCCA 182

Ad08A6106 Aradu.A08 6106 c (T)10a(T)10 21 22365721 22365741 CCTAGGAGAGGCCCAACTCT AAGGAGTTGTAGGCACCAGG 171

Ad08A6107 Aradu.A08 6107 p3 (TTA)5 15 22389297 22389311 TTGACAATGGTGATGCCCTA CCCACGGAGATTGTTGGTAT 272

Ad08A6108 Aradu.A08 6108 p2 (CT)6 12 22391026 22391037 TTTCGAAAATTTCTCACCCC TCCAAACACAAGGGTAAGGAT 234

Ad08A6109 Aradu.A08 6109 p2 (CT)6 12 22394426 22394437 ATATGGCCGAACCTTAACCC CTAGAGGTTTCTCCGGCCTT 260

Ad08A6111 Aradu.A08 6111 p3 (TTA)5 15 22398107 22398121 ACAACGGTGATGCCCTACAT GATCCCATGGAGATTGTTGG 272

Ad08A6113 Aradu.A08 6113 p5 (TATCT)5 25 22475748 22475772 CCTGGGTGCTCCAGTGTATT GGAAAACCCGACCTCTTCTC 234

Ad08A6114 Aradu.A08 6114 p2 (AG)8 16 22480411 22480426 GTCGCGTTTTGACCAATTTT GGAACATTGAACCTGGAATGA 219

Ad08A6117 Aradu.A08 6117 p2 (GA)6 12 22535552 22535563 GGAAGGATTGGGAAGAGAGG ATGCGTACGTGTGGATTTGA 246

Ad08A6118 Aradu.A08 6118 p2 (CT)11 22 22585731 22585752 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 123

Ad08A6119 Aradu.A08 6119 p2 (TA)8 16 22597300 22597315 TGCAGAAGTTTGTGAAACTCG TCGTTGAATCGTAAGACGGA 265

Ad08A6121 Aradu.A08 6121 p3 (GAG)5 15 22608969 22608983 AACGGAAGCATCGTCCATAC CCGTATACTAGGCTGCTGGC 273

Ad08A6123 Aradu.A08 6123 p2 (AG)6 12 22634280 22634291 TGCTGCAAGTGTAACATGGAA TGTTGGTTCCTAGCATTTCTCA 263

Ad08A6125 Aradu.A08 6125 p3 (TAA)14 42 22642224 22642265 CGGGTAACCCACCCTACCTA CAAAATGGAGGCAAATGGAC 259

Ad08A6126 Aradu.A08 6126 c* (TAT)13(ATTA)13*89 22643076 22643164 TTGAATGCAAAAGCCTGATG GTGCATGGACTTCACGTTTG 233

Ad08A6131 Aradu.A08 6131 p3 (TAC)5 15 22665332 22665346 GTCCGGTGGAGAAAGGGTAT TTGCTTGTGTAAAATTGGAATGA 239

Ad08A6133 Aradu.A08 6133 p2 (GA)15 30 22676969 22676998 GGTGCCTTGATGACATTTGA ACAAGCTCACAAGGTTCGCT 245

Ad08A6140 Aradu.A08 6140 p5 (TAATT)5 25 22692458 22692482 AGCAGACCACTACCACCACC CTAGTTGGGCTCTGCTTTGG 188

Ad08A6141 Aradu.A08 6141 p3 (ATT)5 15 22693569 22693583 TGGGCATATTTCATTGTGGA AGCCTTTGAGGGAAGAAAGC 171

Ad08A6144 Aradu.A08 6144 c (T)13gggtcatacaacacact(CA)642 22695871 22695912 CCTGCAACTTGACTGCCATA TGGACCACCATGACCATCTA 252

Ad08A6145 Aradu.A08 6145 p3 (AAT)7 21 22696953 22696973 CAAGTTGGTGATTGGTGTGG GCGCTAAGTTTCCTTGATGC 147

Ad08A6148 Aradu.A08 6148 p4 (TATT)5 20 22722570 22722589 ACTCCCAGACAGTGGTGCTC TCCTTGAAGCAAAAGAAACAAA 254

Ad08A6150 Aradu.A08 6150 p2 (AT)6 12 22725554 22725565 ACTACGGGGACACCAAACTT CGTTGCCGAGGATTGACTAT 191

Ad08A6151 Aradu.A08 6151 c (TTA)7caaacaaa(AAC)544 22730681 22730724 GCCAAGCTAGGGTCCACTTT TTTTCCCCACTTGGTTTCAC 210

Ad08A6152 Aradu.A08 6152 p2 (TA)7 14 22731917 22731930 TTTTGGATTGGGTCTTTTTGA TTTTTATTGTCAAAAGACGTTGC 164

Ad08A6154 Aradu.A08 6154 p4 (TGTA)5 20 22732753 22732772 CAACCGGAGCTTCATATTGTT CAGCCACAAACATTCATCTCA 280

Ad08A6156 Aradu.A08 6156 p3 (CCA)6 18 22734828 22734845 ACCGAGAGGCATATGGTGAC CAAAACTGATGGTGTGACGG 244

Ad08A6157 Aradu.A08 6157 p2 (AT)7 14 22736112 22736125 TGTTGACTATGTTTATTTGGTTATTGG TCGATAGGCAAAAAGTAATAACAATC 275

Ad08A6160 Aradu.A08 6160 p2 (TA)10 20 22740000 22740019 TCATTGGCTTCACACTAAAAGG TGGTTTAATCAAATTATCCATATCTCT 239

Ad08A6161 Aradu.A08 6161 p2 (CT)6 12 22741497 22741508 ATCCAACAGCACCTCCTCAC TTGCCTTTTCTCTTTCCTGC 185

Ad08A6162 Aradu.A08 6162 p3 (ATT)6 18 22746743 22746760 GGAGGAGATCCATGTCCAAA CAATGCTTGTCTTCTGCTGC 167

Ad08A6166 Aradu.A08 6166 c (T)10cttctcctctttcctttttttttcaaaaggtaaaaaaagggagaaacataactaaagaaaataaaag(A)1087 22767078 22767164 AAAATAGGAAAAGAAATACTTCACGA TTCTTCGTTCTCCCTCCTCC 275

Ad08A6167 Aradu.A08 6167 p2 (AT)6 12 22769970 22769981 CCTCAAATTCATTGCTTGCAT CAACATTAGGGGTAAAGAAACAA 275
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Ad08A6168 Aradu.A08 6168 p2 (AT)6 12 22770185 22770196 TTGTTTCTTTACCCCTAATGTTG CAAGTGGATGTGCAATGTCA 196

Ad08A6171 Aradu.A08 6171 p3 (AGC)6 18 22785430 22785447 CGAGCTCATTCTCATCGTCA CTGCTAGAGGACATCCTGCC 105

Ad08A6172 Aradu.A08 6172 p2 (CT)12 24 22786585 22786608 CCCCTATGGCTATCAATTTACC GCATTGCAACATTAGCCATT 279

Ad08A6174 Aradu.A08 6174 p2 (CG)6 12 22804300 22804311 TGTTGGATGAGGGGTAGGAG TCCATACCTTGACCCGAGAG 240

Ad08A6178 Aradu.A08 6178 p2 (AT)6 12 22820666 22820677 TGGCATAATACATATGGCAAAAA TTGTAGCCATTAGGTATGGAAAA 268

Ad08A6179 Aradu.A08 6179 p3 (ATT)16 48 22821389 22821436 TGATTGGAGAATCAAGCGAA GAAACCTGACCGGCAATAAA 267

Ad08A6180 Aradu.A08 6180 p3 (AAG)5 15 22824519 22824533 GAGGTGACAGAATAGAATGGGTG CCGTCGCCTCAATCTAAGTT 188

Ad08A6182 Aradu.A08 6182 p2 (TA)7 14 22825343 22825356 AAAAGACCCACCATTATCAATCA TTTGTGAGGGCCACCTTAAT 250

Ad08A6188 Aradu.A08 6188 p3 (GTC)5 15 22835983 22835997 CGTGAAGTCTGGCTCATCAA TGAGAGGACCACAGTGCAAC 271

Ad08A6191 Aradu.A08 6191 p3 (CAA)6 18 22845631 22845648 AGGGTCACAGCCAAAGAAGA AAGGTGGTGCGCAGTAATTC 207

Ad08A6195 Aradu.A08 6195 p3 (ACT)5 15 22854819 22854833 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 165

Ad08A6196 Aradu.A08 6196 p3 (TTA)12 36 22858081 22858116 TTGAAACTGAGACTTTAGTGCCC TGGCCTTTTAAATAAAATCTGACC 224

Ad08A6200 Aradu.A08 6200 p3 (GGT)6 18 22866848 22866865 CATGGTGAGCGAAAGCAGTA GGTGTAATTGGACCCACAGC 211

Ad08A6201 Aradu.A08 6201 p4 (GTTA)6 24 22867204 22867227 TGTTGCTCTTGCTTCAGTGG CACCCTCTTCTCAAGGTTGG 214

Ad08A6202 Aradu.A08 6202 p2 (TA)6 12 22867655 22867666 CTCTGAAACCCTTTCCCACA AAGAAGAGAAGCCTCCCTGG 199

Ad08A6203 Aradu.A08 6203 p2 (CA)6 12 22868255 22868266 GGAACCAACCCAAGAGACAA GAGAATCCCCTTCCCTCATC 274

Ad08A6204 Aradu.A08 6204 p3 (TAT)14 42 22873036 22873077 TTCGATCTTATCCGGCCATA GTTGAGGGATACCGTGGAAA 164

Ad08A6205 Aradu.A08 6205 p2 (AT)9 18 22873229 22873246 TTTCCACGGTATCCCTCAAC AAGATTTACGTGGATAATTTGAAGAA 239

Ad08A6208 Aradu.A08 6208 p3 (CAA)5 15 22876571 22876585 GCAACCACAAAAGATCTCAAAA TGAACTTGCAAGCGAAAATG 180

Ad08A6210 Aradu.A08 6210 p2 (AT)10 20 22877869 22877888 TTTGGGTCTGCTGACTTGATT ATGCCTCACTGCTGGAAACT 215

Ad08A6213 Aradu.A08 6213 p2 (TA)7 14 22911633 22911646 TGAAGCTTTAGTGTAACAGAATCAAAA CACGGGTTGTGTGTTCTTTG 219

Ad08A6214 Aradu.A08 6214 p3 (AAT)6 18 22920867 22920884 ATGAGCAGGAACAGGGAAAA TTGGATGTTGGCTTTGTGAA 209

Ad08A6215 Aradu.A08 6215 p3 (TTC)5 15 22923687 22923701 CAACTTCTCTTTCCCACCCA CCCTCGAGCAAGAGAAGAAA 113

Ad08A6216 Aradu.A08 6216 p3 (GTT)5 15 22936572 22936586 GGCTTCATGGGTAGCATTGT ATCATTCCCACAGAACCGAG 220

Ad08A6217 Aradu.A08 6217 p2 (CA)7 14 22940092 22940105 GGGAAACCGAAACCATACCT GGACCTTGGGTGTGGTAAGA 279

Ad08A6225 Aradu.A08 6225 p3 (AGA)7 21 22967977 22967997 TGATCGGACATGGTGAAGAA CGGTTAGCGTGGGTGTAACT 168

Ad08A6226 Aradu.A08 6226 p3 (CTC)6 18 22970249 22970266 AGAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 138

Ad08A6228 Aradu.A08 6228 p4 (TTAG)6 24 22980314 22980337 CAAATGTGAGGTCGCAAGAA GCTCACAACCTCCTCAAAGC 228

Ad08A6229 Aradu.A08 6229 p3 (GAT)5 15 22981899 22981913 AGGGCATGCTACTCCACAAG CCTCCTCCTCCTCTTCTTCG 217

Ad08A6231 Aradu.A08 6231 p3 (AAT)15 45 23001881 23001925 CTCAGACAAGGGGGACTCTG ACGAGATTGTTGATGGAGGG 210

Ad08A6232 Aradu.A08 6232 c (TA)7(GA)9 32 23004699 23004730 GCAAGGCATGATGATTGCTA GCTTGCATTGTGAAGCAAAA 170

Ad08A6233 Aradu.A08 6233 p4 (AAGA)5 20 23005117 23005136 TTTAGGCCTTGAACACCCTG GGCTGTGGTACCTTCTTTCC 252

Ad08A6237 Aradu.A08 6237 c (A)10ttgaatgattctgattatgaaaggaaggaaattaattaaagaaaattaaat(A)1071 23014853 23014923 AGAAATCAGGATGTGCCACC CCCCCACTTCAGTCTTCCTT 205

Ad08A6243 Aradu.A08 6243 c (T)10ataattgttacagtaagatctcgactccaat(A)1253 23022763 23022815 TCGTATCAGTTGACTCATTCAAAAA TGTGTTATGTATGTTTTTGTTGCTACT 258
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Ad08A6245 Aradu.A08 6245 p2 (CT)6 12 23024257 23024268 GAAAATAAACGGCAAGCCTTC CTTAGGCAATGAGGGGAACA 209

Ad08A6246 Aradu.A08 6246 p3 (TCA)5 15 23025208 23025222 TCAAATGCCTGCAGAAACAG ATAGTTTGATGGGGTGGCAG 190

Ad08A6247 Aradu.A08 6247 c (ACT)6acacctgcttctgctgctgctatttgtccacaagatcaagcaactcttctagctgcaaatcatcatcaattggaacaacaacacattg(ATA)5121 23025523 23025643 GGAACCAATTGTGCCAAAAG ATGATGGAATGATGAGGGGA 272

Ad08A6248 Aradu.A08 6248 c (TTA)5tgtgtacatataattgagcaagtagtagc(AGT)662 23025775 23025836 CATCATTGCCATCATCAACA ACTCTCTCCCCTGCCTCTAA 276

Ad08A6249 Aradu.A08 6249 c (CT)6ataaaaatataatattatttatttttacttctatgcgtata(ATT)671 23026104 23026174 GAATTCACATGTTTGTCGCCT CATGTGTACGGCTTTTGTCG 278

Ad08A6250 Aradu.A08 6250 p2 (GA)8 16 23026373 23026388 ACTTGGTACGATCCCAGTGC AGGACCGGGAAGAAGAAAAA 234

Ad08A6253 Aradu.A08 6253 c (A)10cagattaacttaatatcaacaggggtcacacatgatcctcatgccagaatactcaatgaagattgtttttcttctc(T)1399 23033123 23033221 AACCTCTTCGGTACAAAATGC CGTCGACTGGCTACACAGAA 241

Ad08A6260 Aradu.A08 6260 p3 (TTA)5 15 23048652 23048666 CTTGTTTCTTGTTAGCCTTTTAATG GCAAAAACACGATTCAAATTACA 277

Ad08A6262 Aradu.A08 6262 p2 (AT)11 22 23053347 23053368 AAAAAGAACATTAATAATTCGGAAAGA TCGCAGGTCAAAGGAAACTC 267

Ad08A6264 Aradu.A08 6264 c (ATA)5(TAA)5 30 23060494 23060523 GCTCAAACCCAGCTCAGAAG GGGGCAGAATTAATGATCCA 252

Ad08A6265 Aradu.A08 6265 c (TAA)16tagtgtgatactgtgatccttccaaaatattttcatatgatcatggactggtttaggttcattaataatgggctgc(T)10agc(T)10ctcttacaaataaaggtatatacgtttttttt(A)11190 23060866 23061055 TTCTAAACATCATGGATAAAAACGA TGAGTTAACCACTATAACAACCCAA 264

Ad08A6267 Aradu.A08 6267 p3 (TAT)8 24 23068497 23068520 GAGCAAGACCCTAGGGATGA TTCTGAGGGAAAGCTAGCCA 268

Ad08A6270 Aradu.A08 6270 p2 (CT)6 12 23081510 23081521 TCTCACCCCTCATTCCTCAC CGGAAAAGCACACCAAACTT 116

Ad08A6273 Aradu.A08 6273 p2 (AT)6 12 23090627 23090638 CCAAATCCAGTCCCATAACG GCATGCGACTGTTGCTTCTA 239

Ad08A6279 Aradu.A08 6279 p2 (TC)6 12 23120317 23120328 TTTCCTTGAAATCAGCCTGG GATTGTTGCTTCTCGGCTTC 269

Ad08A6280 Aradu.A08 6280 p3 (AGA)6 18 23123899 23123916 TTCCGAAACGCATCACAATA TTGCTTACCCTCAGCGTTTT 270

Ad08A6282 Aradu.A08 6282 p3 (ATA)19 57 23132392 23132448 TTTTAGCATTCGCCAACGAC CAAGCCAAACTTTAGGGACG 278

Ad08A6284 Aradu.A08 6284 p3 (TAA)5 15 23143895 23143909 TTCGAATGAGGTCAATTCAATCT TGAAGCAAATTCACGAACCA 238

Ad08A6286 Aradu.A08 6286 p3 (TTA)8 24 23145550 23145573 TTTAAGTCATTTACCTGTTTGTGG TTTGTCTCAAAGTTCGTCCG 259

Ad08A6292 Aradu.A08 6292 p2 (CT)6 12 23180189 23180200 CTTGGTGCAGGGATGACTTT TTTTTGGGGAAGAGGTGTTG 129

Ad08A6297 Aradu.A08 6297 p2 (TC)11 22 23206236 23206257 TGTTCGTTCAACTTGGTTTCA ACCGGAGAAGAGAGAGGGAG 170

Ad08A6304 Aradu.A08 6304 c (T)11agttatgtattttgaatctatgttgacatttaactttttaaatgaatgaatttaaaattcttagtccaaaatcataaaag(A)10101 23240824 23240924 GCTTTTCCGTGACTCTATCCA TGGTGCTTTATCTTTTGTCTGTC 218

Ad08A6308 Aradu.A08 6308 p3 (AAG)5 15 23248212 23248226 TGCCAACGACGATAAACAAA TCTTTCCACCAACTGCTCCT 274

Ad08A6314 Aradu.A08 6314 p2 (AT)6 12 23272136 23272147 AAAACACAAAACCCTATAAGAAAATC CCACCCCTATGAACTTTCCA 261

Ad08A6316 Aradu.A08 6316 p3 (TAA)6 18 23275428 23275445 AAAAATGGCCAAAAGAACTAAAGA GGACTTGGTTCAAGGTCCAC 273

Ad08A6317 Aradu.A08 6317 p2 (TA)6 12 23280328 23280339 GGTGGCAGCAACATCAGTAA GCAAAGACACAAGAAGAAGAAGG 228

Ad08A6319 Aradu.A08 6319 c (T)10aattgagtctttgtattcaaaattttttttagttgaatctttataaaattaaaccaattactactaagagggacttaattg(A)10101 23282385 23282485 TCCATTGAAATAGTGAAAGCAA TTTTTCTTTTTAATTGAATCCCTACA 266

Ad08A6325 Aradu.A08 6325 p4 (TTAT)5 20 23306675 23306694 TAAACTTGGATTCGATCCGC TCGAATTGCGAATTTCTTGT 280

Ad08A6329 Aradu.A08 6329 p3 (ACC)6 18 23320596 23320613 GAGGACTAAAGCCCTGGGTC TTTCGTAGAGGACCACCGTC 161

Ad08A6334 Aradu.A08 6334 p3 (TTG)5 15 23355429 23355443 AACAAGGTCAGCATCATCCC GCTGCCAATTTGTCTGGATT 239

Ad08A6335 Aradu.A08 6335 p2 (TA)7 14 23367058 23367071 GCAAATGCAATTCTCTCTCTCTT TTTCATTAAAATTTGGCCCG 269

Ad08A6339 Aradu.A08 6339 p2 (CT)7 14 23393412 23393425 AATTATTTTTGAAAACTCCCCC TTCAAGTTCAGGATCGGCTT 276

Ad08A6346 Aradu.A08 6346 p3 (ATA)5 15 23414172 23414186 GGTGACGCATTAAGAGGCAT TGTTTCTTTTTCACGGGAGG 278

Ad08A6347 Aradu.A08 6347 c (A)10cctacctttctgcaaccaag(A)10taaaactaaatttcttattccctaacaagcttagtaaaattcataacttgattattctttctgttt(A)13119 23414904 23415022 TCCTGTGTTATTCTGGGCCT TTCAAAAATAGTGTTTGGGAAAA 261
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Ad08A6348 Aradu.A08 6348 p3 (TAT)5 15 23416300 23416314 GTTTCGAACGTCTGAGGCAT GTTATGACGGGCATTGGTTT 269

Ad08A6352 Aradu.A08 6352 p3 (TTG)6 18 23427813 23427830 ACAAGACCCTGCAAATCACC TCATCACGCTTCAAGTCAGC 280

Ad08A6354 Aradu.A08 6354 p3 (TAA)5 15 23434432 23434446 AAACTGGGTTTTTCCCCATC CGTGAATCGGGTAACAAAGA 274

Ad08A6357 Aradu.A08 6357 c (T)10agactttttttttagac(T)1037 23462663 23462699 GTGCGTTCCAACTCCGTAAT ACCTGAATGAAAGCACACCC 166

Ad08A6359 Aradu.A08 6359 p4 (TCTT)6 24 23464945 23464968 TCGCATACTCGGTCATGAAG GCCTGAGGACTTCACAGAGG 269

Ad08A6363 Aradu.A08 6363 p3 (AAC)6 18 23470227 23470244 CCAAGATGGGCTTCAATGTC AGCCATGCTGCATAAGTGAA 261

Ad08A6364 Aradu.A08 6364 p2 (TA)8 16 23470405 23470420 CTTCACTTATGCAGCATGGC AATTCTGCTTTGGAACCCCT 225

Ad08A6366 Aradu.A08 6366 p2 (AG)12 24 23474088 23474111 GCAACAAGTGCAGGAACAGA TTCAGGGTTTTCAATTTCGG 248

Ad08A6368 Aradu.A08 6368 p2 (TA)6 12 23478507 23478518 TCTGTCTTCGCTGGATGATG AGCGGTGTGAATATGAAGCC 131

Ad08A6369 Aradu.A08 6369 p2 (AG)13 26 23483937 23483962 TTTCAAACTGATCCCATCCC GTTCCACAATGCCCAGAACT 212

Ad08A6374 Aradu.A08 6374 c (AGA)5gaaaaaagaatgcgcaac(AAG)548 23503056 23503103 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 216

Ad08A6375 Aradu.A08 6375 c (TC)6tatgcttctacagtttgtgtgagagcctatctctactcaccactcatcagtcatgagcgccaccttcacttctc(T)10c(TAA)9tgtttgattcttttccccattacaattcctgtgaattgtgatcctctattactctttgttattag(T)10199 23509239 23509437 GTCGTCGTTGCTGTTCTTCA TGTTGTTCTAATTTCTGCGTGC 273

Ad08A6377 Aradu.A08 6377 p3 (AGA)10 30 23513996 23514025 GTGATGTGTGTTGAGTGGGG CCTAAAAGGTGGATTGGGCT 246

Ad08A6378 Aradu.A08 6378 p2 (AG)10 20 23517878 23517897 TGAGGAAGAAGTCGAGGAGG AGGCAGAGGAATGTCAATGG 234

Ad08A6384 Aradu.A08 6384 p3 (TAT)5 15 23535517 23535531 TGATCAACGACCTTCGTAAATG CCCCACTATGATCCATCTCG 267

Ad08A6386 Aradu.A08 6386 p2 (TC)11 22 23540529 23540550 GCAATTCCACCTCCTTCAAA CCGTTGAGCGAAGAAGAAAC 270

Ad08A6396 Aradu.A08 6396 p2 (TA)7 14 23583564 23583577 AGGGTTAGGGTGCAAGGATT CATGAAAATTAGATTCTTCTTCTTGTT 259

Ad08A6397 Aradu.A08 6397 p2 (AT)6 12 23584322 23584333 CAATTCACAATTATCAACTTCACG CAACAAGGGTTGCTTTGGTT 187

Ad08A6399 Aradu.A08 6399 p2 (AT)7 14 23585753 23585766 TGCGATGAAACTGGAATGTT GCTTCGCAAAAGATGAAAGG 269

Ad08A6401 Aradu.A08 6401 p3 (ATA)6 18 23594380 23594397 TGCATGTAGTACGTTTAAGAAGCAA TCAAAATTCAAGAAGATCCACAAA 131

Ad08A6402 Aradu.A08 6402 p2 (TA)6 12 23594642 23594653 TTTGTGGATCTTCTTGAATTTTGA ACATTATCACATTTTGCTGGAA 228

Ad08A6403 Aradu.A08 6403 p2 (TA)6 12 23596868 23596879 AATCTCACACCAATCGCACA ACTGGGTTCTTGGCATCTTG 218

Ad08A6405 Aradu.A08 6405 c (A)13gataaacaactaaatggaatccaaattttaactgactgtaagagtgtaaggtcttaagctttccaacaccttcgact(A)10100 23599632 23599731 TTCATTACATAAGGACTAGCTTTGC CTGCATTGTAATTTCTGAGAAGG 221

Ad08A6406 Aradu.A08 6406 c (AAT)9aac(AAT)854 23602052 23602105 GCACACAAGTGGCTTTTCAA TCCAAAGCATGGAGGTTAGAG 228

Ad08A6409 Aradu.A08 6409 c (GAA)5ag(AGA)6 35 23612684 23612718 ACTCTCCGTCGATGAGCAAT CTTACCCCTACCCCCAAAAA 271

Ad08A6412 Aradu.A08 6412 p6 (ATCTTT)6 36 23620062 23620097 AGTCGGACCCTCCGATTTAT ACTCAACATATGAGCGCCAC 140

Ad08A6416 Aradu.A08 6416 p2 (CT)6 12 23650344 23650355 TCATTTTCACCTAAACTTCCCC TGTTGAAGGTGTCAGCAAGG 160

Ad08A6417 Aradu.A08 6417 p3 (GGT)5 15 23651968 23651982 CTGTTTTGGTGACGTGGTGA AGAAAAGCCGAAGAGGAAGC 118

Ad08A6419 Aradu.A08 6419 p4 (TAAA)6 24 23654429 23654452 TCCTAGTTCATGCTTTTAGGGC TCTTTTTAGCAGCAGCAGCA 241

Ad08A6420 Aradu.A08 6420 c (TG)9tttgtgtgc(GT)843 23656098 23656140 TCATGCAAGCTATCCCACAA TGGAAAGAAACTTTGATCTCGAC 266

Ad08A6421 Aradu.A08 6421 p2 (TA)6 12 23659430 23659441 CAAGCTGTTGTGGTTGAGGA TTCACTCCTAGGAATCTACAATTTCA 260

Ad08A6423 Aradu.A08 6423 p3 (TCT)5 15 23664269 23664283 CCACATACTGTTACGGCACG AAGGCAAGCAACGAAAGAAA 100

Ad08A6425 Aradu.A08 6425 p2 (TG)6 12 23666429 23666440 GATCGGAGCCGCAATATAAA CATTCATCAATGCTATGCTCG 161

Ad08A6426 Aradu.A08 6426 p3 (TCA)6 18 23667187 23667204 GAACCTACCACCATGCACCT ATTTACCGTCCTCACATGGC 193
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Ad08A6427 Aradu.A08 6427 p3 (ACA)5 15 23668393 23668407 GTTCAGCGATGATGTGGTTG GGTTCCTCCTTCCATGTCAA 162

Ad08A6430 Aradu.A08 6430 p3 (ATT)6 18 23672636 23672653 GTGGCAAGCAATGAAACCTT ACCGAAATCTCGTTGCACTT 254

Ad08A6433 Aradu.A08 6433 p2 (GC)8 16 23675523 23675538 TCATGGTCCTAAAGGTTGGC AATCTGTCGGAAATCAACGC 228

Ad08A6436 Aradu.A08 6436 p2 (AT)6 12 23678695 23678706 TTTACTCGCTCTATTGGTTTGG GACTTTTTCCGAGGGTTTCC 142

Ad08A6439 Aradu.A08 6439 p3 (AAT)6 18 23687544 23687561 CCCGAAAACAAACGCTAATC TCTATGCTGCTGCTGCTTCT 136

Ad08A6440 Aradu.A08 6440 p5 (GCCAT)5 25 23687978 23688002 AGGGGAGAAGTGGAGAACTTG TTGTGAGGTGTGAAATTGGC 222

Ad08A6441 Aradu.A08 6441 p2 (TC)8 16 23688360 23688375 TGCTCTCAAGGGCTTCATCT AAACAATTTCTGGCACGGAG 274

Ad08A6443 Aradu.A08 6443 p3 (AGC)5 15 23697749 23697763 CAGCAATTTCAACAGCTCCA TGCAGCCTCACTCAACAATC 218

Ad08A6450 Aradu.A08 6450 p3 (CCA)7 21 23749916 23749936 AGCTCTCCACCACTTGAAGC GACGGCTTTTGAGAGTGAGG 126

Ad08A6451 Aradu.A08 6451 p2 (AT)8 16 23758584 23758599 AAAATTCCCCCGAAACAGAT GTTGGAAGTGGGAACTGGAA 220

Ad08A6454 Aradu.A08 6454 p3 (AAT)5 15 23773461 23773475 CGAGCAAAAATTAAGGCAGC CACACTCCAGGTAACTGCTTCTT 225

Ad08A6456 Aradu.A08 6456 p3 (ATT)6 18 23775968 23775985 CTTCAGAAAACAGGCACTAATGT CATTTTATCCTATCCCCGCA 151

Ad08A6459 Aradu.A08 6459 p3 (CTC)6 18 23780378 23780395 AGAGGGTCCAGGAGGCTAAA AGCTGAAGAAGAAATCGCCA 125

Ad08A6467 Aradu.A08 6467 p2 (AC)6 12 23801294 23801305 TTTGTGCTGCTATTGCTACCAT AAATGGGCCCAATCTTTTTC 261

Ad08A6469 Aradu.A08 6469 p3 (TAT)5 15 23806368 23806382 CATGAAAAAGGTCGCCAGAT AGTAGTCGGTGGTGGAGGTG 117

Ad08A6470 Aradu.A08 6470 c (AAG)8aatgcgaatgagagagggttgaagagtgctgctgatggagtttatataat(GA)992 23807985 23808076 TGCTTGAAGCCATTTAAACAA ACCGCAACCAAAATTTCAAC 276

Ad08A6473 Aradu.A08 6473 p2 (GA)6 12 23816576 23816587 TATAAGGGGACAAGGGGTCC AGGCGTATGACCACCATAGC 192

Ad08A6480 Aradu.A08 6480 p2 (AG)8 16 23848071 23848086 TGTTGAAGGTGTCAGCAAGG TGCTTTCACCTAAACTTCCCC 161

Ad08A6483 Aradu.A08 6483 p3 (ATT)6 18 23851855 23851872 GCACAACGGTATTGGCTTTT CACCGTCAACTCTCATGTCG 188

Ad08A6485 Aradu.A08 6485 p3 (CTT)6 18 23866980 23866997 TTTCCCTTCTCTTGGTTCCC GGGAGACTGTCAACTCGCTC 202

Ad08A6486 Aradu.A08 6486 p4 (AAAT)5 20 23868458 23868477 CCTGCCATATGAATGCAACA CGGTATTTAGCTTGGGGTTG 229

Ad08A6487 Aradu.A08 6487 p3 (AGA)6 18 23870051 23870068 CAACATGATACAGTGGCAACG TTTTGTTGTTGCAGGGTTGA 209

Ad08A6488 Aradu.A08 6488 p3 (CCT)5 15 23870965 23870979 TCGGATCATGGTTTCTCCTT CTCAATCATCACGCTCGAAA 146

Ad08A6489 Aradu.A08 6489 p3 (GTT)5 15 23871091 23871105 GTTGACCAATTCAGCCAGGT AAATATCGCCACTTGAACGG 243

Ad08A6492 Aradu.A08 6492 p2 (AG)10 20 23876176 23876195 CGTTCCGTCGATTAATTGGT CCGACACTACTCGACCCACT 223

Ad08A6496 Aradu.A08 6496 p2 (TC)7 14 23885837 23885850 GAATCCGTGCCCTAGAAACA GGAAGTGCATGAGTGCAAAA 151

Ad08A6503 Aradu.A08 6503 p3 (AGA)5 15 23943885 23943899 CGGTCTTAGGTGCCATTGAT TCCCACATAGCCGAACCTAC 163

Ad08A6505 Aradu.A08 6505 p4 (TATT)9 36 23960469 23960504 CAACACAATAAAGGATAACATTCAAAA TGTTTTCGGATTTGTCTGGA 280

Ad08A6507 Aradu.A08 6507 p2 (AT)7 14 23963635 23963648 GGCCCTCAACATATTTTCTCC TGCAGGCAATGCTAACTGAC 246

Ad08A6508 Aradu.A08 6508 p2 (GA)16 32 23964706 23964737 TTGTTTGAAAGGGAAATCGG CGTGTGATACACACCTTCCG 265

Ad08A6518 Aradu.A08 6518 p3 (TGA)5 15 23990854 23990868 GTGACAAAAAGGGGGTCAGA TGAGATCGCCACACACAAAT 260

Ad08A6526 Aradu.A08 6526 p3 (GAG)5 15 23998121 23998135 GCAATGAGTTGGTGTAGCGA CACCATCATGCCAACTCTCA 183

Ad08A6529 Aradu.A08 6529 p3 (AGA)5 15 24032711 24032725 CCCTCTTCCAAGCAAATCAA AGTGATTCCAGATTCGGTGG 239

Ad08A6533 Aradu.A08 6533 c (T)10gttttttttgaaatgtataatgagtatactttatgcatgccaatactaatatctttttgactctgaaattatgcgaacgttatatgtg(T)12110 24040344 24040453 TTTTAGCATTCAAACAGACGTG CAACATCTTTCCTACTGCAATCA 280
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Ad08A6537 Aradu.A08 6537 p3 (CTT)6 18 24058015 24058032 AGAGTGAAGAGGCAATCGACA TCGTGAAAATGAAACAGAGGC 133

Ad08A6538 Aradu.A08 6538 p2 (TA)7 14 24061248 24061261 TCATTGCAACCAGCAAAAAG AAGACCACGCCGATAACAAC 154

Ad08A6553 Aradu.A08 6553 p2 (AT)9 18 24088948 24088965 TTCAATAAAACTGCTGGCCC TCAATTAACGGGAGTGGAGC 199

Ad08A6555 Aradu.A08 6555 c (A)11tattctatcgaattagaaaatccgt(A)1046 24090909 24090954 TGACGAACTTGAATTGATTGG TTTTTAATTACGAGATGAGCTGTCA 211

Ad08A6561 Aradu.A08 6561 p2 (TA)6 12 24095874 24095885 TCTCCAGTCCGCAATAAGGT TCCAATAATGACCATGCGAA 254

Ad08A6562 Aradu.A08 6562 p4 (AATT)5 20 24096315 24096334 AACTGTCCGCAAAATGGTTC AATTGCGATACAACAACAAAAGT 229

Ad08A6563 Aradu.A08 6563 c (TTC)5ctcttcctcttcctcc(TCT)5ttg(T)1362 24096786 24096847 AGCGCTACACTCAGAACGGT ACACCCAAAATTCGTTGCAT 249

Ad08A6564 Aradu.A08 6564 p2 (AT)6 12 24098054 24098065 TCTTCTCAATCTTTTCAACCGA TGGTTTAATTTGTACCCAATTGTATG 280

Ad08A6565 Aradu.A08 6565 p3 (ATA)10 30 24103877 24103906 TTCACCAAAACATAAACAAAACAA TTTGTGGCATGAAATTATGAGA 207

Ad08A6567 Aradu.A08 6567 p4 (TATT)5 20 24106116 24106135 TCGGATATATCTGCAAAACACAA TCTGCACACTAATCGGATCG 273

Ad08A6569 Aradu.A08 6569 p2 (AT)6 12 24107819 24107830 TCACAAAAACCGAGGAAGAAA CGATCCAAGCTATCCACGAT 202

Ad08A6570 Aradu.A08 6570 c (A)10taggaaaaacatcttttaaataatgaatctttttccta(T)1159 24108827 24108885 GCATGGATACGATCCTCGTT GCACGTATACTCAAAATCGGC 247

Ad08A6572 Aradu.A08 6572 p2 (CT)12 24 24116412 24116435 GAGGTTTGAAAGGAGAGGGG CTACCCAAAGTTGCCCAAAA 218

Ad08A6581 Aradu.A08 6581 p3 (GAG)6 18 24157799 24157816 GCTGAGAGGGAGCTGAAGAA AGAGGGTCCAGGAGGCTAAA 135

Ad08A6582 Aradu.A08 6582 p3 (TGG)5 15 24161938 24161952 ATTGGCAGGGCTACTTCCTT TCATGATGGATGCAACTGCT 185

Ad08A6583 Aradu.A08 6583 p3 (TAT)5 15 24162054 24162068 AATCTGTGCAGTGCTCATGG CTTAGGACCAAATCCAACCG 235

Ad08A6584 Aradu.A08 6584 p3 (ATA)5 15 24164456 24164470 ATTATCCGTATAAATCAGGTTTTCA ACCTGAAGACAAAATATCCAAAAT 232

Ad08A6588 Aradu.A08 6588 c (A)11ttatagtagagtaaaacttagctgaaaccaaataacatagtgtaacacacatctttgatcaatatt(A)1087 24170694 24170780 AATCGATTGGTAATGGTACATAAAA GCACATGAAAAAGCATTATTGG 279

Ad08A6589 Aradu.A08 6589 c (A)11gatagttatataaaagtagagttccaaatgatagttatataatcaagatctagacttc(A)1079 24181926 24182004 TGAAGACGATTGCTTTGGAA AAAGCGTGGCCTCCTTTTAT 237

Ad08A6590 Aradu.A08 6590 p2 (AT)6 12 24182302 24182313 GCTCTCCAGCTCTTCTTCCC TTCCGCTTGAACACATTCAC 268

Ad08A6591 Aradu.A08 6591 c (AT)8aacgataatgataaactttagtgaatatatatataattaattattaaagtacatt(TA)887 24191516 24191602 ACCGTTCTCATTCTTGCTGC AGTTTTCGTAGCGACCCTCA 262

Ad08A6592 Aradu.A08 6592 p3 (AAT)6 18 24198975 24198992 TGGCACAAGACGGGTAAAAT TCTTTGAGGATCTTGAAGGAAA 244

Ad08A6594 Aradu.A08 6594 p2 (AT)7 14 24203171 24203184 TCTTTCCAAACGTAGTGACATCT AGAGTTTTGGCTGAATCGGA 208

Ad08A6598 Aradu.A08 6598 p2 (TC)8 16 24222399 24222414 TGACTAAAATACGGGGGACG CATTCTGCATCATCACCTGC 212

Ad08A6599 Aradu.A08 6599 p2 (CT)14 28 24226821 24226848 CCGCATTAAAAACCACACTTC TTGGCCTGCAACATTTGAT 279

Ad08A6603 Aradu.A08 6603 p2 (TA)6 12 24267573 24267584 GAGCCTATGACACAACACCG AGGAACTGGATGAAGGAGCA 263

Ad08A6605 Aradu.A08 6605 p2 (TC)8 16 24276912 24276927 ACCGTTGAAGAAGATGGCAC TCCAAGCCACAGCAATAACA 259

Ad08A6607 Aradu.A08 6607 p3 (CTG)6 18 24278865 24278882 TTCTACACCACCGGAGGAAG ATTTTCAACCGTCCGTCAAG 273

Ad08A6608 Aradu.A08 6608 c (TAC)5(TAT)13 54 24282809 24282862 CGAATGTACCATTGTCATCAGC CCTCACAGTCCCCAAATACC 266

Ad08A6613 Aradu.A08 6613 p3 (TAA)15 45 24296600 24296644 AGCATGCAAGTCACTCGAAA TTGCACGTTTTTCCCTTTTT 217

Ad08A6615 Aradu.A08 6615 p2 (AT)8 16 24303617 24303632 TTTTTCTTTGTCGTTATAGGGTTAGAA GACTGGACAAATCAGTTTAACAAAAA 180

Ad08A6616 Aradu.A08 6616 p3 (AAC)7 21 24306555 24306575 AAAGTTTCCTGCACAATGGG GAAGATGGACAAAGGGCAAA 272

Ad08A6617 Aradu.A08 6617 p3 (ACA)5 15 24310249 24310263 GTAATTTCCAGAGCCGGTTG ACATGACAGAGCACAATGGC 279

Ad08A6618 Aradu.A08 6618 p2 (TA)9 18 24312747 24312764 GTCTTTCCGGCATGTAGCTT CAAGAACGCACCCTACCCTA 195
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Ad08A6619 Aradu.A08 6619 p2 (AT)7 14 24319052 24319065 AAAGGGTTTTAATGAGGCCG TTTGGGCTTAAGCAGTTTGC 256

Ad08A6621 Aradu.A08 6621 p4 (AATA)5 20 24335588 24335607 TAGGGACTTCAACCACCACC TGCAATAAAAGAAAATGGAGGAA 276

Ad08A6627 Aradu.A08 6627 p3 (AAC)7 21 24355445 24355465 CAACCCACTCCAACCCAATA ACATGACAGAGCACAATGGC 210

Ad08A6632 Aradu.A08 6632 p3 (TTA)7 21 24369116 24369136 TGCTTAGTGGGGTTTTGACC GGGTACGGACATGCAATTTT 278

Ad08A6635 Aradu.A08 6635 p5 (TGTTT)5 25 24371725 24371749 ACCTCTGGGAACATTGGTGA ATCCGAGTCATCATCCAAGC 261

Ad08A6636 Aradu.A08 6636 p3 (ATC)5 15 24373362 24373376 TTGGGATCCACCTTTCCATA ATGGAGTTGAAGCTGCGTTT 231

Ad08A6637 Aradu.A08 6637 p3 (CAT)5 15 24373613 24373627 AAACGCAGCTTCAACTCCAT TAGAACCCATTCCAATCCCA 195

Ad08A6640 Aradu.A08 6640 p2 (AT)8 16 24385807 24385822 AACATTACCCTGTTTTATTTTATTGAA GGCGATGGTGCCTCATTA 277

Ad08A6643 Aradu.A08 6643 p3 (TCC)9 27 24388522 24388548 CCCGACTTGATTTTGTTGCT GAAGAGAGGAGGTCCCCAAG 248

Ad08A6647 Aradu.A08 6647 p2 (GA)14 28 24401900 24401927 GATAAATAAACCGGCGACCA GGGCACCTGTAATAAGCCAA 225

Ad08A6649 Aradu.A08 6649 p3 (TCC)5 15 24411544 24411558 AAAGGGGGCAAGAGAACTGT GAATCTTCGTTTGGTGCCAT 280

Ad08A6650 Aradu.A08 6650 p3 (TTA)5 15 24413928 24413942 TTCAGTGGCGAATTGAATGA AAAGTGAACACGCAAAAGCA 273

Ad08A6652 Aradu.A08 6652 p3 (ATT)5 15 24420666 24420680 CCATTCGAAGTGCAGTAGCA TGGAATACATCTCTAACAATTCCAT 259

Ad08A6656 Aradu.A08 6656 p3 (AAT)8 24 24430917 24430940 GCCACAGGGACGAACATACT TGAATCAAGAAGGACAGTCACAA 255

Ad08A6657 Aradu.A08 6657 p3 (GAA)5 15 24434934 24434948 AACGCAAAAGAGGAGAACGA CCACACCCCGTTTGTTTTAC 165

Ad08A6663 Aradu.A08 6663 p2 (TA)15 30 24450103 24450132 GACTGCAATGCCAGAAGTGA CCATTGCCTGTTGTCTGTTG 280

Ad08A6665 Aradu.A08 6665 p2 (AT)7 14 24461874 24461887 GAACGGATTGGTTCATTTCAA CGAACTAATCTGCAAATCCGA 277

Ad08A6666 Aradu.A08 6666 c (ATG)6gaaaagaagaagaca(ATG)1475 24463685 24463759 CGACGATAACGATAACGACAA CCTTTTCACCCTTCTCCTCC 140

Ad08A6668 Aradu.A08 6668 p3 (ATT)5 15 24470307 24470321 CGGTCCCAAAATAAGCCTTC GCATGTGCACCACAACAATA 217

Ad08A6674 Aradu.A08 6674 p2 (GC)6 12 24514425 24514436 TTTCAGTTGGGTTGGAAAGC TTAAAGTGGGCCATGGACAG 132

Ad08A6675 Aradu.A08 6675 p2 (AC)6 12 24521499 24521510 TTAGTACGACCCCTTCCACG TTCCTGTAAAGCCTGAGGGA 245

Ad08A6677 Aradu.A08 6677 c (CAA)6(TAA)5 33 24544224 24544256 CATGCAGCTATGGGAATTGA AGAAACGGGGAGGAAACACT 236

Ad08A6679 Aradu.A08 6679 c (TTG)6tattcaaacaaactacttaatcaagtttaaccaaattgttataacaactttttaaatcagacgtgcctctttttccttctcttctcta(T)10116 24548345 24548460 ACATGACAGAGCACAATGGC GGGTCATAGCCTCCCGTTAT 259

Ad08A6683 Aradu.A08 6683 p2 (AG)6 12 24572423 24572434 CAAAGAACATTGAACCTGGGA CGCGATCTGCAGAATTACAA 268

Ad08A6684 Aradu.A08 6684 p2 (AT)10 20 24573197 24573216 AAAGAGGGGCTAGGGTTTCC GTGTCAAAAATCCCAGGAGG 280

Ad08A6687 Aradu.A08 6687 c (AG)6gatcaagactgagaatgagtttggaagaaaaaggaagaattcgaattgaagacagaaattaggtttctaaattcaagaaatgaatt(TA)6110 24587276 24587385 GATGAACTTGAGAGGCCGAG CCAGATGGTGGACTTTTGGT 273

Ad08A6688 Aradu.A08 6688 p2 (TA)9 18 24599599 24599616 TTCGATTGCTAAATTTTCTAACCA AATTTGAGCGCTTGCTATGG 200

Ad08A6691 Aradu.A08 6691 p3 (TTA)5 15 24610512 24610526 CATTGACAACAGTGATGCCC GGGTCGATCCTACGGAGATT 278

Ad08A6692 Aradu.A08 6692 p2 (AT)10 20 24611648 24611667 TGCATGCATTATTGGTTTTGA TGTGAGTGCTGTTTACTGGG 280

Ad08A6695 Aradu.A08 6695 p2 (CG)6 12 24625799 24625810 TTGGAAGTGTTGGATGAGGG GCGCCACTCTCGAAATAAAC 154

Ad08A6696 Aradu.A08 6696 c (TTC)6ttt(TTC)15 66 24629982 24630047 CTTGGCCGAAACCATACACT GAATATTGCTCGCCCTTGAG 137

Ad08A6698 Aradu.A08 6698 c (ATA)5aa(AAAT)641 24633946 24633986 CCTGCTTTTCTCCTTCCTCC GCAAAGCAATAAAAGAAAATGGA 261

Ad08A6701 Aradu.A08 6701 p2 (AT)7 14 24649123 24649136 GGAATGGATATTTTTGTGTTGGA CCACCAGACCTAAGTCACTAATCA 212

Ad08A6703 Aradu.A08 6703 c (T)10gtgtgtggcaggatggaagacatggcaaggcatggggaattgcttataaaaatggttagtcttgtaactcttattatcaaagttttga(T)13111 24657937 24658047 TGAAATTCGCGATCAAACTC TCACTGCCTTCAACAAACAAA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A6708 Aradu.A08 6708 p2 (GA)9 18 24676070 24676087 GAGATGCAATTTTTGGCAGG CCTCCGTCATCATTCTGCTT 125

Ad08A6709 Aradu.A08 6709 p2 (GA)6 12 24677181 24677192 GAGATGCAATTTTTGGCAGG TGTGCGAGCGAGAGAACTAA 274

Ad08A6712 Aradu.A08 6712 p2 (CT)6 12 24682712 24682723 TCGATCCTTGGTGCTTTTCT GACTACGAGAGCCGAGTTGG 239

Ad08A6713 Aradu.A08 6713 p2 (AT)8 16 24684584 24684599 GAAACAACTTGCGTGTGGAA TGGAGAGGCAGGATTTTGTT 183

Ad08A6714 Aradu.A08 6714 p3 (TAA)6 18 24688106 24688123 AACCCCAACGTGTCACTCTC TTTCACCAAATACTTTTCACCC 278

Ad08A6716 Aradu.A08 6716 p2 (CT)6 12 24696785 24696796 TGAACCAAACTGCTTTGTCAC GAGAGAGGGGAATAGAGAGAGAGA 278

Ad08A6721 Aradu.A08 6721 c (T)10aaaaaattaatactcaacatccaaaaaaacgaaatat(A)1057 24706672 24706728 GAAATGTTGCAATTGCTTCTGA TTTTTAAGGACTTCGAGTTTATACG 269

Ad08A6726 Aradu.A08 6726 p3 (ATG)6 18 24721368 24721385 TCAATGGCAATGGTGAAGAG CAGCTAAAGCATGTCACGGA 261

Ad08A6727 Aradu.A08 6727 p4 (AATT)5 20 24721748 24721767 GCTAGGCCAATTTATGGTTTT GCTCTGTTCCCACCATCACT 267

Ad08A6731 Aradu.A08 6731 p3 (TAA)16 48 24729829 24729876 TGTTGCTAAACAATTACCAAAAAT AACGGTAATTTGAGGGAAAAA 256

Ad08A6732 Aradu.A08 6732 c (TA)6aaactacctctc(TA)942 24730326 24730367 TTGTAATCTTGGCCACCAGA TGCAGGTTTTTAGTGGGATTG 161

Ad08A6735 Aradu.A08 6735 p3 (CCG)5 15 24734801 24734815 ATTACCTTGTTTGGCGGTTG CGACGACTCTTTGTGTCAGC 253

Ad08A6736 Aradu.A08 6736 p2 (AG)6 12 24735246 24735257 CAGAGAGTTGATTGCGGTGA ACATGGATCGCTTCTTGCTT 201

Ad08A6740 Aradu.A08 6740 p2 (TA)6 12 24750321 24750332 TGACATTCGCAGTTCAAAGG GGACATTAATAATCCGAAAAGACC 229

Ad08A6741 Aradu.A08 6741 p3 (ATA)5 15 24750490 24750504 AATCTTCATCCAATGAAAACCA TGACCACAATCCAATCAATCA 242

Ad08A6744 Aradu.A08 6744 p3 (ATG)5 15 24766756 24766770 AGTAAGCACCCCTGCTCTCA AACTGGGCCAAAACAAGATG 165

Ad08A6748 Aradu.A08 6748 p3 (TTA)5 15 24771006 24771020 ACACCCCATGAAGGAGTGAC AGCACCAAGACCTGGAAGAA 160

Ad08A6749 Aradu.A08 6749 p3 (ATA)5 15 24771488 24771502 CTTTGGGTGAGATCAAAGGC TTATGAGTTGAGCGTGCCTG 274

Ad08A6752 Aradu.A08 6752 p2 (AT)7 14 24778003 24778016 AACATGGGTGAGATTGGAGC ATCATTGCCATGTTCAGCAA 229

Ad08A6753 Aradu.A08 6753 p3 (TTG)5 15 24782888 24782902 TTTGGGCTCTGTCTATTTTGG TTCTCCACAGATGAATTCTCCA 126

Ad08A6754 Aradu.A08 6754 p3 (GAA)6 18 24789143 24789160 TGAGAAGGAAGAAGCGGCTA AAACCGGATATTGGAAAGGC 279

Ad08A6755 Aradu.A08 6755 p3 (ACA)6 18 24791029 24791046 CCAAAAATGTGAAGGCTCGT GGAGGCTGGTCTGTCGAATA 237

Ad08A6760 Aradu.A08 6760 p3 (AAG)5 15 24813625 24813639 TGAACGCAGTACAATTTGGG TCGGGACATTGATCTTGAAA 166

Ad08A6761 Aradu.A08 6761 p3 (CTT)5 15 24815301 24815315 TTTTTGAGGAATTCTCCACG CGACGATGAAGATGCAACAC 156

Ad08A6762 Aradu.A08 6762 p3 (AAG)5 15 24815448 24815462 TGCATCTTCATCGTCGTGTT CACCCAAAATTCGTTGAAGT 207

Ad08A6765 Aradu.A08 6765 p2 (AT)7 14 24826177 24826190 AAGCTCAAATCTCACTTGCTTG CGATTTTGGGTGACGAATTT 262

Ad08A6766 Aradu.A08 6766 p3 (CTC)5 15 24832838 24832852 CGACTTGTGATGTTTTCCGA TTCTTGTTTGGAGGGAGGTC 272

Ad08A6767 Aradu.A08 6767 p2 (TA)6 12 24835388 24835399 ACAATGCACATGGGACAAAA GGGCTCAGGTAAAGGTAGGG 194

Ad08A6768 Aradu.A08 6768 p2 (GC)6 12 24839261 24839272 AGCCGACCTCTTTGCACTTA ATAATAGTGGGCCACGGACA 193

Ad08A6770 Aradu.A08 6770 p2 (GC)6 12 24841010 24841021 ACGCGTCCATACACTGTGAG GATTGCTTCAGGAGCTTTGG 193

Ad08A6773 Aradu.A08 6773 p3 (AAC)5 15 24862154 24862168 CGTTTTCTTTTTCCATCACCA TGTTCGAAGTTCCAGAACCC 216

Ad08A6774 Aradu.A08 6774 p3 (GGT)5 15 24865075 24865089 GATTTTTGGGTGACGGAAGA TTCAATCACCTTTGGTGCAG 234

Ad08A6777 Aradu.A08 6777 p4 (TAAA)5 20 24884235 24884254 GCGGTCAAACAAATTGTGAA TTCCAACTTTGCATTTTGGC 259

Ad08A6783 Aradu.A08 6783 p2 (TA)14 28 24895820 24895847 TCTGCCACACACACTCAGAA TAGCTAGTCCCACCAGCCAC 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A6789 Aradu.A08 6789 p6 (CGGTGC)6 36 24966621 24966656 CACAGAGAAAAAGCAGTGCG CCAATGGGAATGGAACGTAA 264

Ad08A6790 Aradu.A08 6790 p3 (ATC)6 18 24967219 24967236 AAAATTTCCCCAACCTCACC AGGTTTGTGACTTTGCTGCC 267

Ad08A6791 Aradu.A08 6791 p2 (TG)10 20 24967974 24967993 TTGTGGGCCTAATGTTCTCC GCAATAACAAAACTGCTGACCA 265

Ad08A6793 Aradu.A08 6793 c (A)24gg(A)38 64 24970982 24971045 TGTTCCTTTCAAAACGGTCC GTTTGGCCTTATGGCGTTTA 259

Ad08A6796 Aradu.A08 6796 p2 (AG)15 30 24975800 24975829 GGGCACCTGTAATAAGCCAA GAAGGTGAATCGGAGGTGAG 262

Ad08A6797 Aradu.A08 6797 p4 (TATT)5 20 24976221 24976240 CGGGTTCCAATTTTAGGGTT CAGCAGCAGATTCAACGAAG 205

Ad08A6801 Aradu.A08 6801 c (A)14ctgagttaggatcaacaaatttcactaacattaaagatttcacttgtaatgtcattcatcaatattaggcctttttctgtcagatttgctata(T)10117 24983610 24983726 GAAGGGTGACATGATGATATTGTA TTGGAATAAATGGTGAGAGAGAA 280

Ad08A6805 Aradu.A08 6805 p2 (AG)6 12 24988399 24988410 TCGGGTTTATCGCATATGGT CCTTTGCGAACCAAAATCAT 244

Ad08A6807 Aradu.A08 6807 p3 (GTG)5 15 24990402 24990416 GTGTCGGTGAATGTCGTGTC CATCCGCATCATCTTCTCCT 178

Ad08A6812 Aradu.A08 6812 c (TA)8(GA)6 28 24992444 24992471 GATGCAAAGGTGGTAGCCAT GCCTTGTCACACGGGATATT 250

Ad08A6813 Aradu.A08 6813 c (A)13taaaat(A)10 29 24994210 24994238 CGCACCTAAGAGGAGGATTG GCAAATGCACAAGCCAATTA 215

Ad08A6814 Aradu.A08 6814 p2 (CA)7 14 24994523 24994536 ACTAGAGCAACATGGTGGCA CGTGCATCCAACTCCAACTA 272

Ad08A6815 Aradu.A08 6815 p3 (TAT)5 15 24995090 24995104 TCCATCGCTACTCATCATGC ATTTGAAATTCCCAAACGGA 255

Ad08A6824 Aradu.A08 6824 p3 (TTA)6 18 25024026 25024043 ATTGCACCAAATGCACTCAG GTCCATGGAGCACCCTTTTA 274

Ad08A6825 Aradu.A08 6825 p2 (AG)10 20 25028020 25028039 CCAGCTACAGGTTGCAGGTT AAGCAAATGGCATGTGACAA 268

Ad08A6831 Aradu.A08 6831 c (T)10ccaaaagtgtattggaccatatataattgcaaagcgtgtttgacacactccaaatgctcgctccacgtc(T)1392 25032304 25032395 TCTCTTTCACTCTCAACAACCA CTGAATGGGCTACATTTGTCA 236

Ad08A6834 Aradu.A08 6834 p2 (TA)7 14 25038421 25038434 CAAATTAAAATGATTGGCGTGA TTGCGTTACCTCGAAACTCC 267

Ad08A6835 Aradu.A08 6835 p2 (CT)8 16 25045909 25045924 TCAACGCTTGGAACTGTGTC GCTCCATGCACGTATTCAGA 219

Ad08A6839 Aradu.A08 6839 p2 (GT)6 12 25058137 25058148 TTTTCTCTGGAATTTGGTGGA AATTACACACACGCGCACTC 233

Ad08A6840 Aradu.A08 6840 c (A)10gtataaactataagtaataaatattcaattatagctaataaaaaagtattctattacatacataaattcacacataaattaaaattgtaaa(AT)7115 25058864 25058978 ACAACATCGCTTACTTGGCA TTGTCATTGATAATTTTGCACTTT 239

Ad08A6842 Aradu.A08 6842 p2 (AG)12 24 25064835 25064858 AGCAACAAATGCACAAGCAC CACTCCCTTGCTCCCATTAG 200

Ad08A6844 Aradu.A08 6844 p2 (GT)8 16 25071490 25071505 AACTCAGCTCGGAGCAACAT TTGCGGGTAATTTAACGTCC 268

Ad08A6845 Aradu.A08 6845 p3 (AAG)5 15 25072202 25072216 TCTCTCAGACAAAACCCGCT TTTTCAAAATGCCTTCCGTC 263

Ad08A6850 Aradu.A08 6850 p3 (CGT)5 15 25079522 25079536 ACCAACCGAACCCTAATTCC TGAAACCTTGTCCCAGGAAG 212

Ad08A6854 Aradu.A08 6854 p3 (AAT)5 15 25095059 25095073 GTAAAGAAGAGCCCTCACGC TGGGCTAGACCGCTAGAAAA 111

Ad08A6861 Aradu.A08 6861 p2 (AG)6 12 25106156 25106167 AACCCGATTCCAACTCAGAA GTCAAGGTCGAGCTCAAAGC 267

Ad08A6863 Aradu.A08 6863 c (T)10caaaaaatatattaattttttag(A)1043 25107918 25107960 AAACTCGATCACCATGTTAGACAA ACTTGTGTGCGAGATGCTTG 278

Ad08A6864 Aradu.A08 6864 p4 (AAAC)5 20 25113558 25113577 GTGTTGTAGGGGCTCTCAGC GGTTCTTGGCCTTTTCCTTC 254

Ad08A6868 Aradu.A08 6868 p2 (GA)10 20 25125464 25125483 ACTTCACTTTCCCCATTCCC GGAATCATATACGGCTCCGA 234

Ad08A6871 Aradu.A08 6871 c (TA)7(TG)15 44 25141279 25141322 TCTCTCAAGAATTGCAGGGAA GCAAAAGGCAATTACCATCA 235

Ad08A6874 Aradu.A08 6874 p4 (ATAA)5 20 25151357 25151376 GGGGTCCTCTCCATCTTCTC CTAGTTCCGGATCCCATTCA 144

Ad08A6877 Aradu.A08 6877 p3 (CAA)7 21 25160640 25160660 GTTAATGGCACCATTGCTCC CACAAACGCATGAAAAGAGC 103

Ad08A6879 Aradu.A08 6879 p3 (TAA)13 39 25165905 25165943 CCCTATGTTCCAATTTTCATCTC TTAGGCCGCATTCTCACTTT 279

Ad08A6880 Aradu.A08 6880 c (T)12gtctttgcttaagattaaggaagatggtttaaaattaataaaatgagtg(A)1071 25167580 25167650 GACCACTAGTAGGAGCGGGA AAGCCATATAAAGCCCTTAGCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A6888 Aradu.A08 6888 p3 (CTG)5 15 25183887 25183901 TTGAGTGCTCCCTCTGATCC ATGGTTTTCCCTTCAATCCC 219

Ad08A6889 Aradu.A08 6889 p2 (CA)8 16 25185438 25185453 GGTGGTAGGGTCATGAAGGA GGCTTTGAGCGTGACAATTT 235

Ad08A6892 Aradu.A08 6892 c (A)10ttattagttatagtacac(A)1139 25196189 25196227 GAATACTCATTTATGATCATCCCA TGTATATAAGTGTAGCCTTAGGTCTCG 254

Ad08A6893 Aradu.A08 6893 p2 (TA)10 20 25208169 25208188 GAAATTGTTAAGTCCGAATGCC CATGCTTACTTGCAAGGTTGTC 129

Ad08A6894 Aradu.A08 6894 p2 (AC)10 20 25208571 25208590 CATTATATCCTCATGGGCCG TGATTGCTTTTGGAAAGGGT 172

Ad08A6898 Aradu.A08 6898 p2 (AT)7 14 25211616 25211629 TGCAGAATATATGCCCACCA TGTCCAAATTGGTCCCTAACA 253

Ad08A6899 Aradu.A08 6899 p3 (ATT)7 21 25212437 25212457 TTGTGCAGCCTCATCAACTC TTATTGGGTTTGCTGGAAGG 141

Ad08A6900 Aradu.A08 6900 p3 (GAT)6 18 25212585 25212602 GACCCTTTGACGGGTCACTA AAAAGGGCCATGTCTTTGTG 199

Ad08A6902 Aradu.A08 6902 p3 (ATT)10 30 25216669 25216698 GCTGCATTATTGGGAATTTTT AAGACTGCGCATGCCTTTAT 129

Ad08A6905 Aradu.A08 6905 p3 (ATA)15 45 25233365 25233409 TGAATTGTTGACCATTTTTGGA TGTTGATACTCCACCTTGTTGTG 208

Ad08A6906 Aradu.A08 6906 p2 (AG)7 14 25235459 25235472 GGAGATTGAGACGAGAATTTCTACA ACCATTCTCATGCCGAGTTT 280

Ad08A6910 Aradu.A08 6910 p2 (AT)7 14 25242468 25242481 TTGTTCAAATGTGGACCCAA GCAGCACTTCTGGATTGTCA 178

Ad08A6912 Aradu.A08 6912 p2 (AG)8 16 25247066 25247081 GGCATGGCTAGGAAGTGTTC AACGGGGACCAAGCTATACA 230

Ad08A6913 Aradu.A08 6913 p2 (GA)7 14 25247707 25247720 GGAATGAAGGAGGAAGAGGG AAAAGGGCGGAAGAAGTGAT 214

Ad08A6920 Aradu.A08 6920 p3 (AGA)5 15 25279557 25279571 CATTTGGTGTGAGGCAGCTA TCTGCATTTCCATTTCCCTC 178

Ad08A6921 Aradu.A08 6921 p3 (TCT)5 15 25279724 25279738 GAGGGAAATGGAAATGCAGA GACGAGGGAACGGAATTTCT 248

Ad08A6928 Aradu.A08 6928 p2 (AT)9 18 25287549 25287566 AGTCCCTAGTTGTCCCCACA TTGCCGAACTATAATGCCAA 237

Ad08A6930 Aradu.A08 6930 p2 (TA)6 12 25297838 25297849 AAGCCCAAATGGAAGCTTTA CTCGGAAATTCAAATCCTGC 277

Ad08A6933 Aradu.A08 6933 p2 (TA)6 12 25314333 25314344 TTTAAATATTTCATCTCCATCATACAA CCGAAATTTAAAAGTACACAGCAA 212

Ad08A6934 Aradu.A08 6934 p2 (AG)10 20 25321746 25321765 GTCATGGTTTCAAAATGGGC TTCTGCGATTGCTTCTGTTG 274

Ad08A6936 Aradu.A08 6936 p3 (AAC)5 15 25322819 25322833 TTCTTCAAGCTGCCATTCCT AAATCGGTTGAGCAGTCCAC 141

Ad08A6944 Aradu.A08 6944 p3 (GAA)8 24 25341190 25341213 ACGAACCTTACCTGTGGTGG CCCAAAATAGCCCAAACAAA 253

Ad08A6945 Aradu.A08 6945 p3 (ATG)5 15 25341491 25341505 CTTGACCGAAAAGCAAGAGC GACTCACCCTTCCTCTGCTG 172

Ad08A6948 Aradu.A08 6948 p3 (GAA)5 15 25344579 25344593 CTGGATCACCTTCAGCATCA ATCACAGTGGGAGATTTGGC 252

Ad08A6952 Aradu.A08 6952 c (TTCT)7tctttttcttcc(T)1555 25368389 25368443 GATCCAAAAGCAGCATCCAT TGGCAAGATGTTGTCCATGT 267

Ad08A6954 Aradu.A08 6954 p5 (CAATT)5 25 25374835 25374859 TGATTCTTCCAAGGTCGCTT TCTGGTTAGCGATTCCGATT 198

Ad08A6960 Aradu.A08 6960 p2 (AT)6 12 25416646 25416657 GAATGATGCGCAGACAAGAA ACAGCTATTTTCCGCTTCCC 245

Ad08A6963 Aradu.A08 6963 p2 (GA)6 12 25438485 25438496 AATTGGGATTAGGACGGGAG TCTCTCTCTCACCAGCAGCA 179

Ad08A6966 Aradu.A08 6966 p2 (TA)6 12 25458376 25458387 ATGCCCACTTGTCGGTAGTC GCATGACACTTGTGGCAAA 265

Ad08A6970 Aradu.A08 6970 p2 (AT)11 22 25461915 25461936 TCGTGGCAGATTAGTCTTTGA CCTCATACATTTGAAGGGGC 220

Ad08A6973 Aradu.A08 6973 p2 (AT)6 12 25478468 25478479 TCATTAACTCTTTAGCGGAATTCAT TGGTGAAGGAAAATTGGTACG 220

Ad08A6979 Aradu.A08 6979 p2 (TA)9 18 25504045 25504062 AGCCATCATAACCTTAGCCA TTTGTCCCAACTTTTTGTGTG 156

Ad08A6982 Aradu.A08 6982 p6 (AAAGAA)5 30 25517952 25517981 AGCCAGGGCAGTATCATCAA AACTGCGACACAGACACAGC 273

Ad08A6986 Aradu.A08 6986 p2 (AT)6 12 25530382 25530393 CACTTAAGGCATGCACTACCC TTCCGAACATTTTTGGCTTC 123
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Ad08A6987 Aradu.A08 6987 p3 (AAT)13 39 25532042 25532080 GGCCTGTGCAAGAATTGAAG GCATAAACCCCACCAGACTC 114

Ad08A6988 Aradu.A08 6988 p2 (TA)7 14 25532972 25532985 CAAGGCCTTTAACCGTTGAC TATGAAAGAACGACCCACCC 224

Ad08A6991 Aradu.A08 6991 p2 (TA)10 20 25554441 25554460 ACGACATGATGGATACGCAA CATCACGTGTCACCTTATCCA 280

Ad08A6992 Aradu.A08 6992 p3 (GCA)5 15 25556522 25556536 AATCGTTTGCCGATTTTACG TTTTCTGTTAAGGGCCGAGA 265

Ad08A6993 Aradu.A08 6993 c (AG)6aagcaatgcgaaagagcg(A)1040 25562128 25562167 AAACAGAGCGAATGGAATGG ACACAACACACCGAACCAAA 114

Ad08A6995 Aradu.A08 6995 p2 (TA)6 12 25583546 25583557 CTTGGCGGTAAGGTATTGGA GCCTATGCATTATCTCATGCTG 171

Ad08A7003 Aradu.A08 7003 p2 (TG)6 12 25598747 25598758 TGACCATTTGGGAAGATGCT TGGATCTTATGGTGCTGAAAAA 280

Ad08A7006 Aradu.A08 7006 c (AGA)23acgtgcagc(AAG)6gtgcaatgaataacggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)5164 25608666 25608829 TTTCAGAGCTTGATGTCAAAAA GCTGCACGTTCTTCTTCCTC 274

Ad08A7007 Aradu.A08 7007 p3 (AAG)8 24 25608935 25608958 AGGTGCAGTGAAAACGTGC TGGGCTTAATCACTTGCTCA 248

Ad08A7009 Aradu.A08 7009 p3 (TAA)7 21 25610749 25610769 CCAATTCAGGGTCCACTTTG TCTCCAGGGAAAGCAGCTAA 272

Ad08A7013 Aradu.A08 7013 p2 (TC)6 12 25617450 25617461 GATTTCCCTGCTGACTGCTC AAAAAGCTTAGCATAAAGTTGTGAC 121

Ad08A7014 Aradu.A08 7014 p2 (AT)9 18 25618987 25619004 CTTGTTGCATGCTCTACCGA GGATGCAATAGTAGTGGGGG 223

Ad08A7018 Aradu.A08 7018 p2 (TA)6 12 25653347 25653358 TTTCACTTGCCATCAATCCA TGCTTCCATCCCTAAAAACG 126

Ad08A7021 Aradu.A08 7021 p2 (AG)13 26 25657957 25657982 GTTGCTGTGTTTGGGGCTAT GGCTTCCTCTAATTGGCTCC 250

Ad08A7029 Aradu.A08 7029 p4 (ATTA)7 28 25660940 25660967 ACAGATTGGTGGCAGGTAGG GCGAGCGCATCCATATTACT 157

Ad08A7031 Aradu.A08 7031 p3 (TTA)8 24 25670470 25670493 GGAACTTGTTATGAGTTAATGTGC TTCAAGCGAGCATTGATTTTT 280

Ad08A7032 Aradu.A08 7032 p3 (TTC)5 15 25671850 25671864 AACGGTCCTTGTTGTTCGTC GAACCATCAAGCTCCGCTAC 267

Ad08A7036 Aradu.A08 7036 p3 (ATA)14 42 25690623 25690664 GTGATCGAACCGCATCACT CCCCGTATTTCTCCGTTACA 272

Ad08A7044 Aradu.A08 7044 p2 (CT)6 12 25713586 25713597 GCGCATAGCGTCAACAATTA ATTTGGGGCATGTGAAGAAG 159

Ad08A7046 Aradu.A08 7046 p3 (TTC)11 33 25716563 25716595 CCTCTTGTGCGATCTCCTTC GCATCCATCACACCAAAACA 276

Ad08A7047 Aradu.A08 7047 c (GGT)6tgttctgattctgaattctgatgatgatgataatgatga(TGG)5ttgttgttctgattctgagttc(TGG)8118 25716812 25716929 ATGCTGGTGATGGAGTGACA TTTTTGCTCCAAAATGGTCC 263

Ad08A7055 Aradu.A08 7055 c (T)13gcttaaaccattgctactaattagtgatacgtgtacaggatcacgtatcaatttttatttttg(T)1389 25746977 25747065 ATCCACGGAAAAGCTCAAAA TGGTCTTGCACACATGTCAC 246

Ad08A7060 Aradu.A08 7060 c (CT)8aagtactcaatggaaaattttcaaaccaaccattgaaataacatgcacatttctgatttcaagttttcatcatcactatcactcttgtata(CT)11(AT)6141 25763331 25763471 CCGTCTCATTCAAAGGAACAA TGACAGGTGACTGAGTTGCTG 278

Ad08A7062 Aradu.A08 7062 p2 (AT)7 14 25774615 25774628 GCTGCTAACAAACCGATTCC AAACTGCTTCTGGGTTGTTCA 245

Ad08A7063 Aradu.A08 7063 p2 (TC)10 20 25774891 25774910 CTGCTCGCAACATCATCACT TCAGAGACAATGCATCCTGC 219

Ad08A7073 Aradu.A08 7073 p3 (TTG)22 66 25795906 25795971 CGAGGCGTAGATTTTAGCAA AGTCTTCATACCTCGGCTGC 170

Ad08A7076 Aradu.A08 7076 p3 (TTA)8 24 25806670 25806693 TAAGGGTGAAGGTGAGGGTG TGTTCTCATCAACCACCCAA 240

Ad08A7082 Aradu.A08 7082 c (A)10gaatgttttgcaaaataggaatatttgtacaaagtactaaaagctaattaggatgttcaccaag(A)1286 25827858 25827943 GGCCAAATTGAGTGTTGAGTG TGAGGCTCTTAATGGTGTGAGA 280

Ad08A7087 Aradu.A08 7087 p2 (TA)6 12 25857264 25857275 GCTAGACAAATTGATTTGAGCG GACAAATTGATTTGACCGAAAA 247

Ad08A7088 Aradu.A08 7088 p2 (AT)9 18 25858409 25858426 TGGAAGAAGAGTCTGTTGGCT TTGCAAAGTTTACGCCATTG 267

Ad08A7089 Aradu.A08 7089 p2 (TA)6 12 25858577 25858588 TGGAAGAAGAGTCTGTTGGCT TTGCAAAGTTTACGCCATTG 267

Ad08A7092 Aradu.A08 7092 p2 (CT)17 34 25867188 25867221 TTGGGTCAGATGCTCATCAA CAAGTTGCACCCTCATAGCA 219

Ad08A7094 Aradu.A08 7094 p3 (AAT)5 15 25876449 25876463 ATCTTGCACTATCCGCAAGG AATGATGAAAATTCCACCGC 242

Ad08A7095 Aradu.A08 7095 p2 (AG)6 12 25877692 25877703 AGAGCTTCGTGCTGATAATGTG GCCTTAGGTACAACACACAAGC 259
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Ad08A7096 Aradu.A08 7096 p2 (TA)7 14 25882613 25882626 TGTACCGCCCTTTTTATTTCA AATACCCACACACTCAGCCC 272

Ad08A7097 Aradu.A08 7097 p3 (TAT)8 24 25883097 25883120 GACCTCAAATATAATAAGCCAAACAA TGCAATAAACATGTATGCATTAAAA 169

Ad08A7099 Aradu.A08 7099 p3 (TAG)5 15 25887401 25887415 GGAGGTAATGGTGTTACGGG AACACCTTGCTTGCTTGTCA 259

Ad08A7100 Aradu.A08 7100 p4 (AAAT)5 20 25890762 25890781 GGGAGGGGTAAAAATAAGGAAA GTGACAAACTTCGGCAATCA 203

Ad08A7101 Aradu.A08 7101 p3 (TGG)6 18 25893288 25893305 TTATGTGTGTGGCGTAGGGA TATGAATCACACCGTCACCG 248

Ad08A7107 Aradu.A08 7107 p3 (TAT)5 15 25916431 25916445 AGTAGAGAAGCACCCCCACC TGCTGACTCTTTGTGGAGCA 278

Ad08A7110 Aradu.A08 7110 p2 (TA)7 14 25926407 25926420 TGAAGAGAATTTAATGCTGAGAAAAA AATGCACGTTTACCAAAGCC 194

Ad08A7111 Aradu.A08 7111 p2 (TG)7 14 25926663 25926676 CCATGGATTCCCTCTTTGAA AAGCACTACCTAATGCTGCCA 271

Ad08A7116 Aradu.A08 7116 c (A)11gagaaaaaggaaaagaaa(AG)641 25951650 25951690 AATCTTGGGAAGCTGTGAGC CCCCCAACAAAGTTTTTATTTTT 275

Ad08A7120 Aradu.A08 7120 p3 (ATC)5 15 25960324 25960338 GCTTCTTCCACAAGATCCCA TGCTGCTTCTCTGCTTTCAA 197

Ad08A7121 Aradu.A08 7121 p2 (AT)7 14 25975746 25975759 ACTTGGGACATCCCATCGTA GCCTGATAACCTTTTGTTTGC 260

Ad08A7122 Aradu.A08 7122 p4 (AAAG)6 24 25976825 25976848 TGGCTGATATGCTTTTGGTTC AACAGCCAAAATGAAGCCAT 109

Ad08A7123 Aradu.A08 7123 p2 (TA)6 12 25984781 25984792 TGCGATTCTCTCTCTCTTTATTTTT TCTCGTGCTGATAACGTGTTG 187

Ad08A7129 Aradu.A08 7129 p2 (TA)6 12 26018038 26018049 ATGCCTGGCCTCCTTTATTT TTGCCTTCTTAGCTTGCACA 149

Ad08A7133 Aradu.A08 7133 p3 (GAT)7 21 26030244 26030264 TTTTCCAATCAAATAGGCCG AACACTTTCATCGTCATCGTC 196

Ad08A7135 Aradu.A08 7135 p2 (AC)11 22 26033112 26033133 CCTGTGAAGTCAAGACTGGC CGAGAGGCATCTCATTAGGC 236

Ad08A7136 Aradu.A08 7136 p2 (GA)6 12 26039136 26039147 ATTGAGTTGAAAGCGCCAAC TCACCATAAAATTAGCAGCAACA 122

Ad08A7137 Aradu.A08 7137 p3 (TCT)5 15 26040151 26040165 GCGCTACTCACCATGCATTA AAGAGAGAACGCACGAAGGA 100

Ad08A7139 Aradu.A08 7139 p3 (AAG)5 15 26040662 26040676 TTTCTCCTCCTCATCTTCTGC GCTGCACGTTCTTCTTCCTC 202

Ad08A7143 Aradu.A08 7143 p2 (AG)20 40 26047143 26047182 CTCATAACGACGGCGACTAA ATTGCTGCTCATCCCGTTAC 134

Ad08A7147 Aradu.A08 7147 p6 (AATTTT)5 30 26064464 26064493 GGAAGGAAGTTTATTAATTTTGGAA TGAAATCAAATATTTCCCACCA 272

Ad08A7148 Aradu.A08 7148 p2 (AC)7 14 26068380 26068393 GACCCAATTTTTCAGTATCCCA AGGAGGAGAGCGACAATCAA 224

Ad08A7151 Aradu.A08 7151 p2 (TC)17 34 26080751 26080784 GAGCTCGTGCTCTCCAATTC ATTCTAATTCCGGTTTCCCC 241

Ad08A7152 Aradu.A08 7152 p2 (GT)7 14 26081471 26081484 TGAGTGTGTTGGATTGGTGG TTGAATGGCTGTGTTGAAGC 261

Ad08A7154 Aradu.A08 7154 p5 (TTATG)5 25 26086513 26086537 TGCCGGCTAGTTATGTATTTCA TGCATGTGGACTCGTGTTTT 235

Ad08A7155 Aradu.A08 7155 c (T)10cttttctc(T)10cgtttttctctttcc(T)1053 26088672 26088724 TCCCCAATTAGAGGTGTCCA TTGAAGGAATGATGAAAACGG 203

Ad08A7159 Aradu.A08 7159 p3 (CAT)5 15 26106402 26106416 CACCGAACCCAACAGGTACT TTCTCCTACAACGGTCCTGG 254

Ad08A7161 Aradu.A08 7161 p2 (TA)7 14 26111677 26111690 TTTTTAAGTTTGTGTGTTTCTATGTTG CAAGGTTGTCAAACTCGCAA 209

Ad08A7162 Aradu.A08 7162 p3 (GAT)7 21 26120336 26120356 AAGTAAGAGGGCCAGCACAA ACTTTGAAGCCTCACCGAGA 247

Ad08A7166 Aradu.A08 7166 c (CTTT)6ctctcttttttattta(T)1151 26126957 26127007 GGTGGGTCCAACATAGGAGA AATGACCCGTATAGGCACCA 219

Ad08A7169 Aradu.A08 7169 c (CTC)5cttttcctttttctc(T)1040 26138999 26139038 TATTGGGGACCGAAACTCTG AAACACGCGAAGAAAAAGGA 279

Ad08A7170 Aradu.A08 7170 p3 (ATG)6 18 26140240 26140257 CAGCAGCAGCAGAAGATGAG TTCCATTCTCGTTTTGGTGT 278

Ad08A7171 Aradu.A08 7171 p3 (AGG)8 24 26140590 26140613 TGAATTAGGCAACGTCATCAA ACCGCTGCTGTACGTTCTTT 171

Ad08A7172 Aradu.A08 7172 p4 (AATA)5 20 26142020 26142039 TTGACCTGCTGAGACCAAGA CAAAGCAAACAAGAGCCACA 272
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Ad08A7173 Aradu.A08 7173 p3 (TAA)5 15 26142499 26142513 CATGCAGTGCTTGAGGAAGA CGTTAGCAGCAGCGATATGA 181

Ad08A7174 Aradu.A08 7174 p2 (AT)6 12 26144002 26144013 CGCATGGTAAGCCAATACAA AAAGGAACAAAAGGCATCCA 145

Ad08A7179 Aradu.A08 7179 p3 (AAC)5 15 26164880 26164894 ACCACCATCTCCAATGCTTC GACGCCGTCATCATTTACCT 251

Ad08A7180 Aradu.A08 7180 p3 (CAA)6 18 26165245 26165262 CGTCAACAGCCAACAAGGTA CCTAATTTCGGTGCCTTTCA 274

Ad08A7181 Aradu.A08 7181 p2 (AT)8 16 26168155 26168170 GGAAATTGATATGAAACGCTTG GCTTTCGGCTGTGTCACTCT 198

Ad08A7188 Aradu.A08 7188 p3 (CAT)22 66 26185407 26185472 TGGTGCTACGTCATCGTCTT CCAAAATTATACTCAAAATGAACCG 249

Ad08A7189 Aradu.A08 7189 p2 (AT)8 16 26186207 26186222 GCAACATCGTTTACTTGGCA TGGATTTAATATTTTTGTAGGTGACA 142

Ad08A7193 Aradu.A08 7193 c (T)10cttcttcttcatcttcttcttatttcattttgttataattctttttgtttcattctcttgagagaaataaaac(A)1093 26207079 26207171 TGCATTTGGTCCAGTTGTTC TCAAGTGAGTTTGCAGCATT 280

Ad08A7195 Aradu.A08 7195 c (A)10cccttcaaaaatcgaattacaatttcttcaccacaaaccgatcgttgaattcgtgaaagaagacagaaaaaag(A)1093 26209290 26209382 TGCAAGAGTGCACAAACAAA TTCTTCTGCCGATGCTTCTT 280

Ad08A7198 Aradu.A08 7198 p3 (TGA)15 45 26211031 26211075 GGAAAGCAGTGGATCTGGAG ACCCAACCCATGCCATATTA 217

Ad08A7202 Aradu.A08 7202 p3 (TTG)5 15 26223815 26223829 GATCCATATAGCCAACCCCA AACTGGCAAGAGACATGCAA 253

Ad08A7205 Aradu.A08 7205 c (T)11gtccatggtgctattttttattattccactgttaccccttcttatttttcctattttgcgttgttctcagagag(T)1095 26232050 26232144 AAAGCGTTTGGAAGCAAAGA GAGACAGAAAAAGAGCATGGAG 255

Ad08A7211 Aradu.A08 7211 p2 (TA)6 12 26253885 26253896 TGTTATGTTGGGTAGACCAGAGTC CCCCTAAAAGCAAAACACGA 151

Ad08A7212 Aradu.A08 7212 c (AC)17(AT)11 56 26254823 26254878 CCTTTCTTAATTACCAAATCCCAA TCATTTCGTTCCCACATGAA 230

Ad08A7217 Aradu.A08 7217 p2 (TA)8 16 26257631 26257646 TGTGTGGAGAGTGGGAATGA CAGTGGTTGAAGGCAACAAA 273

Ad08A7218 Aradu.A08 7218 c (CTT)6catcatcatcttcttcaggaccctcatctagaactaa(ATC)16103 26258248 26258350 TGACACCAAGTCCAACTCCA TCCTTAAGGTGAATTTTGGCA 219

Ad08A7219 Aradu.A08 7219 p3 (GAT)6 18 26258992 26259009 TCTTCCGTGTTGTTCCTTCC TCCATCTTCAGTGTCTCCCC 280

Ad08A7220 Aradu.A08 7220 p2 (TG)7 14 26259697 26259710 ACCACCATGGGTAGATTTGC GCAAAGAGAGCCACCAGAAC 164

Ad08A7221 Aradu.A08 7221 p3 (CAA)10 30 26260010 26260039 TGCAACATTTGCTGGGTTTA GCCACATGGGAGTTTCAGTT 174

Ad08A7225 Aradu.A08 7225 p2 (TA)7 14 26263540 26263553 AAAAGAAGATCTATGTATGAGGTACGA TCTCCTCTTTTGGCTCTTTCC 273

Ad08A7226 Aradu.A08 7226 c (TTA)5(TTG)15 60 26264046 26264105 CCTTTTTAAAATATAATGCATGTACCA GCAAACATTAATCGTGACCCA 129

Ad08A7227 Aradu.A08 7227 c (ACC)5agaacagaaacctatgcccagccaga(ACC)6agtatcatcatcatcaacatcagaaaaatcaagcaacatgcactttaaacaataatcaacaaccagaaatttcacaaaaaatctaattc(AGA)6166 26265579 26265744 CCTTACTTCTCCCTTCATCCC TTTCTGATGATGATGCCCTG 251

Ad08A7228 Aradu.A08 7228 p3 (AGA)11 33 26266016 26266048 TAGTACGGTGCGTCAGGACA ACTGCACCACTACCACCACA 112

Ad08A7234 Aradu.A08 7234 p3 (TAA)6 18 26278458 26278475 TACTTAGGCCGGAACGATTG TGTCATTGAGCCTTGTCCTG 138

Ad08A7236 Aradu.A08 7236 p3 (TTA)19 57 26288550 26288606 ATTCAAACTTGCATCAGGGG ACCTCTCAACCACTTTCCCA 275

Ad08A7238 Aradu.A08 7238 c (T)14caaatctgcagaagttttatcaatactatcgccattagagcttacatcagtgccaccattactctaaataaaaaatttatttc(T)12109 26292797 26292905 TTCCTATCATTTTAACTTTAGCTCTCA CGAGATTCGAGAAGAATTTGC 215

Ad08A7242 Aradu.A08 7242 p3 (TGC)5 15 26303449 26303463 TGATTAAGCGTTGCTCCTGA TGGATTTACTGGGTTGGACC 117

Ad08A7243 Aradu.A08 7243 c (T)10aattttagacttcggt(A)1036 26307570 26307605 GGATTAGTGGCTGGTTTGGA GCGAGTGTTCCTGGGAAATA 261

Ad08A7244 Aradu.A08 7244 p2 (AG)7 14 26308619 26308632 CGAGTTTGGGAGAGTTGGAG CCCTAGGAATCCTTCAAGCC 258

Ad08A7254 Aradu.A08 7254 p2 (AT)6 12 26331014 26331025 TTGGTCGAAGAGGATATCGAA AGCAGGTTGCATCTCACACA 155

Ad08A7255 Aradu.A08 7255 p3 (TAT)5 15 26332359 26332373 CATTCCTGCCACAACACAAC CATTACTCATTACTTGAAGGTTTGACA 195

Ad08A7261 Aradu.A08 7261 c (AAAT)5tgtaggaccaatcacacttttgtttca(T)1057 26348711 26348767 GGAGGGTGGTGTGATGTGAT AAAAATGCACCTTGCTCAAA 246

Ad08A7263 Aradu.A08 7263 p3 (TTA)13 39 26351377 26351415 TCAAATGACTTTAACCTTGAATTTCT GTCCCCAATATTTTTCGACG 254

Ad08A7266 Aradu.A08 7266 p2 (TA)6 12 26356237 26356248 AAACAAAAAGAATTGAGTTGATGA GGTAGCTGGATTGCTCATTTG 236
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Ad08A7271 Aradu.A08 7271 p3 (ATG)7 21 26368170 26368190 TTTGGACCAACTCCATTATCA GGAAAATTCAACGAATCAGCA 273

Ad08A7272 Aradu.A08 7272 p3 (ATT)20 60 26371608 26371667 ATAGGCAAATTAATCTCTTGTATTGTT GGGTTGCATATTTACATCCTCA 278

Ad08A7274 Aradu.A08 7274 p3 (AAC)5 15 26378507 26378521 TGCATGCTTCCTTTCTTCCT TCGGTGGTAAAGGGAAAGTG 218

Ad08A7275 Aradu.A08 7275 c (GAG)5(GAA)6 33 26379113 26379145 CAGTTCGAAGGTGGGAAAAA CCTATGATGATGCTGAGCCA 232

Ad08A7279 Aradu.A08 7279 c (A)10g(A)10 21 26396166 26396186 GGGGAAGTTGGGTTTGAAAT TCCACATGTTCATGCATCCT 244

Ad08A7281 Aradu.A08 7281 p3 (CTT)6 18 26420236 26420253 CATGGTTTCAAACAACACGC TTTCCACATGCTTTTCTCCC 268

Ad08A7282 Aradu.A08 7282 p3 (TTA)7 21 26453424 26453444 GTCTTGGAGGCCAATTTCAC CATTTGCCTCTCCCACATTT 253

Ad08A7286 Aradu.A08 7286 p3 (CCG)8 24 26459351 26459374 GCTTCCCTCACAGATTCAGG ATGGAAGTTGTGGTCTTGGC 163

Ad08A7290 Aradu.A08 7290 p3 (AAT)7 21 26472890 26472910 GCTGTCATGTTGCTTCTTGG TCGTCCCCAATACATCACAA 264

Ad08A7292 Aradu.A08 7292 p2 (TA)6 12 26473348 26473359 GAAGCGGTAGAACAAAATCCA GATAACCGCTGATCCGACAT 131

Ad08A7293 Aradu.A08 7293 p3 (AAT)16 48 26473642 26473689 GTACCCCCAACAAAACATGC CCCATTTCTCGTTACATTGGTT 232

Ad08A7294 Aradu.A08 7294 p4 (GAGT)5 20 26474142 26474161 TTTCACATGCATGGTTGGTT AAAGGAATGGCCATGAATGA 199

Ad08A7297 Aradu.A08 7297 p3 (ATT)7 21 26480679 26480699 ACCAAAAATTGATTGGAGCG TGTCAGCATTTTTATTGCCC 218

Ad08A7298 Aradu.A08 7298 p2 (AT)6 12 26492303 26492314 ATCGATCCCACTTCCTCACA TGGCATAATTAGTCACACTCCA 278

Ad08A7299 Aradu.A08 7299 p2 (TA)6 12 26492677 26492688 CTGGTGCATGCAAGGATTTA TTTTATTCCCCTTCAGCGTG 267

Ad08A7302 Aradu.A08 7302 c (T)10cgaaaa(T)10 26 26510516 26510541 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 176

Ad08A7307 Aradu.A08 7307 p2 (AT)8 16 26531780 26531795 GCGCCATAAAGCAAAGGTTA CGAGCCGTGGCTAGTTTCT 208

Ad08A7308 Aradu.A08 7308 p3 (TTG)5 15 26547555 26547569 ACTTGGAAAAGGATCTGGGC GCTTTTCTCCCCCTTTTGTC 280

Ad08A7310 Aradu.A08 7310 c (A)10ttctaacgttagatagttaagatcgttgggcaacccc(A)1259 26551131 26551189 TGGAATTCAAAACGGATTCTG TTGAGTTCAGACCCAAATACGA 256

Ad08A7312 Aradu.A08 7312 p3 (ATA)20 60 26556702 26556761 ACTGTCTGGATTTCATCGCA GAGGGAATCGTGTTGCCTTA 210

Ad08A7313 Aradu.A08 7313 p3 (TTC)6 18 26563266 26563283 GCGAGCACCAGAATTGATTT GTGGCAAGAACGGTGCTATT 196

Ad08A7318 Aradu.A08 7318 p3 (AGT)5 15 26568406 26568420 CCCCCACTGTTTCTCCAGTA AATTAAGCCCACAATGCTGC 202

Ad08A7319 Aradu.A08 7319 p2 (TC)9 18 26570991 26571008 TCAATGGCAGCATCCTTGTA TTGAAACCGTGCAGAGACAC 173

Ad08A7320 Aradu.A08 7320 c (T)10caattaggccgtccctctttatagtaattagcttaattgtatagggactcaact(A)1074 26573260 26573333 TCTGTTGGTTCTTATGGTTTCG TTAGTTGGGTCCTGCACCA 232

Ad08A7323 Aradu.A08 7323 p2 (AT)6 12 26576225 26576236 TCTTGCCACTTGGGTGTAAA ATCCGATCCTAGCCCAAAAT 189

Ad08A7324 Aradu.A08 7324 p2 (AG)7 14 26577971 26577984 TGGTTGCTGAAAAGGAAGAGA GCCTAGTCAGCTGGAAGCAA 267

Ad08A7330 Aradu.A08 7330 p2 (TG)7 14 26588787 26588800 ATGTGTGAATGCTCCCAACA TTTTTAAAGCGTGCGTTCG 171

Ad08A7339 Aradu.A08 7339 c (ATT)5aatatg(ATT)536 26606677 26606712 AAACACAATCGAATTTCGGC AGCTGCTTGGAGAAGGCATA 271

Ad08A7344 Aradu.A08 7344 p2 (TA)6 12 26614648 26614659 TCCATCTTTAAGTCGTCCGC TTTTGCTGCTTCTCTTTTGG 236

Ad08A7346 Aradu.A08 7346 p2 (AG)6 12 26617885 26617896 ATAAAAACCGGATCCAAGCC ATGCATGCAAGATGAGATGG 279

Ad08A7347 Aradu.A08 7347 p2 (AG)6 12 26627403 26627414 ATAAAAACCGGATCCAAGCC ATGCATGCAAGATGAGATGG 279

Ad08A7350 Aradu.A08 7350 c (T)11ctttacttcttgttttggagcccgtggta(T)10cttggacttgcgttctttgggtattgccttctcttgatttcagtcttttcttctg(T)10115 26632830 26632944 GCTCAAACCCGTGGAAATAA AATGTCGAATCGGATCTTCG 253

Ad08A7351 Aradu.A08 7351 p3 (AAT)5 15 26654777 26654791 TTGCTCCAGCAGGACTATGA GCACCTTAGCCGTTGATTGT 135

Ad08A7359 Aradu.A08 7359 p2 (CA)6 12 26666201 26666212 GTTGGAGACGAGGGACAAAA TGGATGGAGTATGGACAACG 245
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Ad08A7361 Aradu.A08 7361 c (TG)7ttttaatttgaaaaaggaatttgatgggaatgatttgtggtggtttttttgtgtgtctatgatttgtggttttttaaaa(T)14107 26668905 26669011 GCATGGGACGAATTGTTTTT GAGTCCAAAGATCTAACCAACTTGT 249

Ad08A7365 Aradu.A08 7365 p3 (ATT)7 21 26672692 26672712 CATTCTCACATCAAAAACATCCA GACCTCAAAAGAAAAAGAATTTAACA 269

Ad08A7368 Aradu.A08 7368 c (TAT)6(TGT)12tcatttatttatctttaatttcatgtttttaattcagttttttttaattagatgttattggactcttgaccg(A)10136 26676596 26676731 TGACAATCATTTCAATTTTCACG TTTTTCTGCTTTTGACCATGA 251

Ad08A7370 Aradu.A08 7370 p2 (TA)8 16 26692135 26692150 TGCTTGGAGAAGGAATGGTT CCCCCATCCTCCAATATTCT 219

Ad08A7375 Aradu.A08 7375 p2 (TC)8 16 26706958 26706973 AATGAATGTTCCCCTTTCCC GTTCTCTCCATGATTCCCCA 245

Ad08A7376 Aradu.A08 7376 p2 (TA)11 22 26714132 26714153 ACGACAGGAAACAAAGTCCG AACAAGTGAGGCAGCTGAGG 260

Ad08A7377 Aradu.A08 7377 c (C)12(A)13 25 26714706 26714730 CACCAATCACAATGAGGCTCT CCAATGAGTTTGGTAGCTTCG 194

Ad08A7378 Aradu.A08 7378 p3 (TAA)8 24 26716628 26716651 AGTTTTTGTCCCCCTTCAGC TGATTTTAGTGGCTGATTTTGG 220

Ad08A7386 Aradu.A08 7386 p3 (AGA)5 15 26732603 26732617 CGATGGAAGAAGAGGAGGTG AAGTGCAAGTTATTTAATCAACCAAA 262

Ad08A7390 Aradu.A08 7390 p4 (AATA)5 20 26737810 26737829 TTTTTACAAATGGCCTCTAAACA TCGACTTAGAGCTTGTTAGGGTG 220

Ad08A7391 Aradu.A08 7391 p3 (AAG)5 15 26738557 26738571 TTTTGTTGCTTTATGTGCTTTTT TGTGCTTTTATAGTAAAATTTGGGTG 258

Ad08A7393 Aradu.A08 7393 p3 (TAA)7 21 26739144 26739164 TGGTCGGTCAAATTGAAGAA TTTCACCTGCACAAAAATCA 279

Ad08A7395 Aradu.A08 7395 p3 (ATA)17 51 26740281 26740331 CTGCCAAAATGGATGCACTA AATAACCGGTGCCATAATCA 183

Ad08A7400 Aradu.A08 7400 c (A)10gcttagtgatacaagaaaaattgttcttaacatgtatccagaagcatctgttgccttcaaagccatccttc(T)1192 26759300 26759391 CACCTACACAATAACATGACAAAAA TGGGAGTTTGTGGGCTAAAA 225

Ad08A7402 Aradu.A08 7402 p3 (AAT)5 15 26759699 26759713 TTCCCATATAAAGCACCCCC GCTTAGGCGTCACTTTGGAG 234

Ad08A7404 Aradu.A08 7404 c (AGA)15(AGG)6 63 26765488 26765550 ATGAAGTTGGTGATGGAGGC GTAAAGAAGGGGGCCATGAT 179

Ad08A7405 Aradu.A08 7405 p3 (ATT)6 18 26765880 26765897 GAGTGTGGACCCTTCCTTCA TGGTCACAGCTCTATTTATTCCG 269

Ad08A7411 Aradu.A08 7411 p3 (TTA)5 15 26773994 26774008 TTAGCATTTCCGAAAATAAAACA CACAAAAATTGCTGACCCCT 117

Ad08A7415 Aradu.A08 7415 p2 (TA)14 28 26780192 26780219 CACAGTATACAGCCGTCGCT CGGGAATTTCATAGCCAAAA 227

Ad08A7416 Aradu.A08 7416 p2 (AT)6 12 26781004 26781015 TGCATGTAAATTGACGACTTTT TGGTCAATGAATAGCCACCA 128

Ad08A7417 Aradu.A08 7417 p2 (AT)8 16 26782005 26782020 AGGTGTTAGGCATTGGTTGG CACGTATGATGCTCACGCTT 238

Ad08A7418 Aradu.A08 7418 c* (AAT)7(AATA)8* 50 26783867 26783916 TGTTAGCCCCCAAACTCAAC GCAACCCAATCCACGAAGTA 143

Ad08A7419 Aradu.A08 7419 c (T)11ggaagaaaatgtctaaaatgct(ATA)20aattataatttc(A)11116 26793524 26793639 AGTTTGGTTGGACCGATGAC TGAGTTGCAGTAAGTGTTGGG 246

Ad08A7421 Aradu.A08 7421 p2 (TA)9 18 26799705 26799722 CAAAAACGAAGCTAAAGCCG CATCTCATTGAGCGTCTGGA 232

Ad08A7422 Aradu.A08 7422 p3 (AAG)6 18 26809839 26809856 CAGCATTATGCGTTTCTTCTTTT AAAAAGCGTAGCCGTAGCCT 279

Ad08A7423 Aradu.A08 7423 c (TAA)5tataaacagcgacaaacgtggaatgctcaagagac(TAA)21113 26820936 26821048 TACCATGAGGCCAGGAATGT CATTCCTTAGTCCATTGCAAAA 243

Ad08A7424 Aradu.A08 7424 p2 (TA)6 12 26831068 26831079 TTTCCCTTTTCGGGAAAGTT GGCCTGTAGAGGGAATTTCA 264

Ad08A7425 Aradu.A08 7425 p2 (CA)6 12 26834319 26834330 CAAGTCAACAAAGCAAAGCC GATTGATGCAATGCTGTTTCA 146

Ad08A7429 Aradu.A08 7429 p2 (CT)6 12 26850238 26850249 CCCCACTCTTATCCCATTCT GTTAGGTCACAGACGCACGA 152

Ad08A7432 Aradu.A08 7432 c (AT)6cagcatattaagactcttcaaaatagttgcactctgactagtagttgtgtg(T)1174 26854282 26854355 TTTGTTAGGGGGCAACAGTC TTCCCACGTAGGATTTGGAC 207

Ad08A7434 Aradu.A08 7434 p2 (AG)18 36 26858342 26858377 GGAGGATACCATGGCTCTGA TATGGCTACCCTTCCCAGTG 152

Ad08A7438 Aradu.A08 7438 p2 (TC)6 12 26868835 26868846 CTCTTTTCGCTACACTCGCC GGCAGTCCAGATCAACACCT 192

Ad08A7444 Aradu.A08 7444 p2 (TA)6 12 26882367 26882378 TATGTGCCTCATCATCCCAA TGAGGAAGGAGGAAGAGCAA 259

Ad08A7445 Aradu.A08 7445 p2 (AT)8 16 26882842 26882857 CACGTTTCCCAAACCAAAAT TTTCTCCCAAAATCTTAAGTCAA 115
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Ad08A7448 Aradu.A08 7448 p2 (AG)6 12 26887722 26887733 TCTCAAGGAAGCTCGTCTCC AGAAAGCCACGTCAGCATCT 209

Ad08A7451 Aradu.A08 7451 c (TCT)6cttcttcttcgccttcgtcttcttcttcctcttcctcttctttttcttcg(T)1078 26890220 26890297 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 200

Ad08A7452 Aradu.A08 7452 p3 (TCT)8 24 26890413 26890436 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 196

Ad08A7453 Aradu.A08 7453 c (AAG)5aggaagaggaagaagaacgtgtagc(AAG)555 26891127 26891181 TTTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 243

Ad08A7458 Aradu.A08 7458 p2 (TA)14 28 26900969 26900996 TGAAAACTACATCACTCTTTCATGTTT GAGCCACACATTCAAGTCCA 278

Ad08A7462 Aradu.A08 7462 c* (TTCCTC)5(TCT)5*tcgtttttttcgattttcatggtttctgaaattattcttatttttgttgttgcacgttcttcttcttcttac(TCT)5130 26926855 26926984 CCAGTCACACGGTTCCTCTT CGTGCAGAAACGAAAGAAAA 212

Ad08A7463 Aradu.A08 7463 p3 (AAG)6 18 26927516 26927533 TTGGGGAAATACACCCAAAA GCTGCACGTTCTTCTTCCTC 243

Ad08A7464 Aradu.A08 7464 p3 (GAA)6 18 26931779 26931796 AGGAGGATGAGATGGTGGTG TTTCCTCCCTTTCTTCTCCC 107

Ad08A7467 Aradu.A08 7467 p2 (AT)7 14 26943553 26943566 TCAGTAGGTTGGCTTTTGAGG AAAAGGAGCAAAGATACGCAA 161

Ad08A7469 Aradu.A08 7469 p3 (ATA)6 18 26954197 26954214 CTTCCATCCGTTGAAATTGG GCAGAGAATCCACCACGACT 272

Ad08A7470 Aradu.A08 7470 p2 (AC)7 14 26954717 26954730 AGCCTGCACATGAAAATCGT TCAATCCCCATTTCATCGTT 265

Ad08A7473 Aradu.A08 7473 p2 (TA)6 12 26959618 26959629 GCCATATACCACATGCACCA CTTTCACATCCTCAGGCACA 268

Ad08A7480 Aradu.A08 7480 p3 (TTA)6 18 26974433 26974450 TGCATTTGTCGAATACACCC AGTTTCGGACGAATGGTTTG 118

Ad08A7481 Aradu.A08 7481 p2 (CT)6 12 26977353 26977364 TGGTCCCAAACATGAATGAA GCAGGTGCAAATGCAGATAA 182

Ad08A7484 Aradu.A08 7484 c (T)10a(ATT)5 26 26979348 26979373 ACGGGACCTGTGAGAAGCTA CTTATTGGTCTGGCTCTGGC 129

Ad08A7487 Aradu.A08 7487 p3 (AGA)5 15 26995244 26995258 GGATGTGGTGGTATGGTGGT GCACCCACCCATATTCAAAC 174

Ad08A7488 Aradu.A08 7488 p2 (AT)10 20 26996523 26996542 ATTTTATTTACGAACAAACCTAACAAT ACCAAAAGAATCGATAACAAAACT 273

Ad08A7489 Aradu.A08 7489 p3 (TTA)21 63 26996753 26996815 CGATTCTTTTGGTATTAGTCCTCC CCCTTCCATTATGTTACGGC 268

Ad08A7491 Aradu.A08 7491 p2 (TA)8 16 27012792 27012807 AAAAGGATGTACGGGCAAAA TCGCATATTGTGCATATCTCG 183

Ad08A7494 Aradu.A08 7494 p2 (TA)14 28 27018667 27018694 TGCCCTTGAGTTTTTATTTTGG GGTTGCACCTTTCAAACGAT 259

Ad08A7495 Aradu.A08 7495 p2 (AG)11 22 27021632 27021653 CGAAGAGAGCGGGTTTAGTG TTTTCCGGTTCATTGACCA 220

Ad08A7496 Aradu.A08 7496 p3 (TTA)14 42 27022924 27022965 GACAGTAAGCAGTGGCGGAT CTGTTATCATAAAAAGAATCAAAACAA 254

Ad08A7498 Aradu.A08 7498 p2 (AT)6 12 27058974 27058985 TTTGGCATTGACTCGACATC TTGAGATTGCACATCAACAAAA 274

Ad08A7500 Aradu.A08 7500 p3 (GCT)5 15 27062447 27062461 CATAGTCCAATGGGTTTGCC GAGCCCCATGCAACAGTATT 254

Ad08A7501 Aradu.A08 7501 p3 (AGT)6 18 27062754 27062771 AATACTGTTGCATGGGGCTC TTGCTTCCGACTCATCATCA 234

Ad08A7502 Aradu.A08 7502 p2 (TA)9 18 27064022 27064039 AAACCTTTTTGGTCACCTAGCA ATCTCGCAAACTTTGGATGC 235

Ad08A7503 Aradu.A08 7503 p2 (TA)7 14 27065396 27065409 AAGTCCAGTTGTGCGTGTCA TGTGACAAGACGATTGAAGGA 279

Ad08A7504 Aradu.A08 7504 p3 (AGT)6 18 27066468 27066485 AATCTGGTGCCAGGATATGG AGCAATTATGTGGCAATCCC 223

Ad08A7505 Aradu.A08 7505 c (TCT)7cttctttttcttctttgtcttcctcttcc(TCT)5tcg(T)10cgattttcatggtttctgaaa(TTC)5114 27066872 27066985 GGGGCTTGCTACACATACAA GAGGAAGAAGAACGTGCAGC 271

Ad08A7506 Aradu.A08 7506 c* (A)12(AAG)5* 25 27067846 27067870 TTTCTCCTCCTCATCTTCTGC GCTGCACGTTCTTCTTCCTC 198

Ad08A7507 Aradu.A08 7507 p2 (GA)9 18 27094034 27094051 TCGTGTGACGACGAAAAGAG CGTGAATTACTCCCATGCCT 164

Ad08A7508 Aradu.A08 7508 p2 (GA)10 20 27097438 27097457 TTCTGGTGAAGTTGCAGCAC CCGTCTTCCTTTCCCTGATT 102

Ad08A7510 Aradu.A08 7510 p3 (TGT)6 18 27100150 27100167 GACAACCTCAACCTGGCATT TATCCAGTGAGTGGCGTTGA 261

Ad08A7512 Aradu.A08 7512 p5 (TATCA)7 35 27107505 27107539 ATGGTCACGCAATTTTGACA GGGCTAAAAAGTGGGACACA 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A7514 Aradu.A08 7514 p2 (AT)6 12 27108467 27108478 ATTCCGCAACTCAGGTCAAT GGTTATGACAGGAAGCCCAA 251

Ad08A7517 Aradu.A08 7517 p3 (TTA)5 15 27123713 27123727 TGGTTCGATCCAACACAAGA ATCGTCCACCAAAAATCTGC 155

Ad08A7518 Aradu.A08 7518 p2 (AT)6 12 27124413 27124424 TTCTGCCAATTGTGTGTTTCA CAAGGTTCTTTCACACGGCT 279

Ad08A7521 Aradu.A08 7521 p2 (AT)8 16 27126336 27126351 TTCCTCACCTTACCCGTGAC GTAGCGACTTTTGGTCCAGC 261

Ad08A7522 Aradu.A08 7522 p3 (CTA)5 15 27128235 27128249 TGGCGTTGTTGTTATTGGTG AATGGTGGAACAACAGCACA 245

Ad08A7524 Aradu.A08 7524 p2 (AT)10 20 27129282 27129301 TAAAGAGGTTGTGGGCCGTA CCTCCAATGGCGTTACCTTA 220

Ad08A7527 Aradu.A08 7527 p3 (AAT)5 15 27148881 27148895 TGCATCACGAAAATAACCCA CCTCTTATCTGGGCGAGTTG 160

Ad08A7528 Aradu.A08 7528 p3 (GAA)6 18 27152871 27152888 CATCACCAAATGACCGAAAA GGCTCCTTTCACAATTGAGTTT 209

Ad08A7531 Aradu.A08 7531 p2 (TA)6 12 27162583 27162594 TGGTGGTAATGCTTCAACGA TCCCTACTCCTCTCAGCAAAA 209

Ad08A7537 Aradu.A08 7537 c (A)10cttgagaagataaaacaagaaaaaaaagatgaataag(A)10gaagaa(GAT)5aaaa(AAG)597 27178519 27178615 TGAACAATGTAAGTTCATTCTCTTCC TGTGTGCTGATAAGTTCTGCAT 254

Ad08A7538 Aradu.A08 7538 c (TGA)5taaaaa(AAG)536 27179154 27179189 GGAGGATGAGGAGGTAGTGTTG TGCAGCATTAGAGGAAACATT 269

Ad08A7539 Aradu.A08 7539 p3 (GAT)12 36 27179494 27179529 AAAAATGTTTCCTCTAATGCTGC CCCTCCTCCTCATCTTCTGA 280

Ad08A7540 Aradu.A08 7540 p3 (AAG)6 18 27180014 27180031 TGGTGACGACGATAACGAAA GCCTCTTCTAGCACGTCGAT 112

Ad08A7543 Aradu.A08 7543 p2 (AT)9 18 27195241 27195258 TTCAAAGAGGGGTCCATCAG TTCAACGGATTTTCTTGCAC 272

Ad08A7546 Aradu.A08 7546 c (T)10gttttagttcgtagatctagtacaataataactctaatga(T)1060 27196294 27196353 TTTCCCTTATGGTGTTTCGAG AAAAAGCCAGTATACCATGAAAAGA 160

Ad08A7547 Aradu.A08 7547 p3 (AAC)7 21 27198179 27198199 ATGGTGCTGCTCCTGTCTCT GCAGAGGACCTGCTTTCATC 240

Ad08A7548 Aradu.A08 7548 p4 (AAAT)6 24 27203576 27203599 GATCGAATTGCGGATTTTATG TTCAGATTGAATTGGATATCGG 206

Ad08A7551 Aradu.A08 7551 c (A)13c(T)10 24 27208197 27208220 CAGGCAGCTAGAACACCCTC AGCCATGCCTCTACCTCTCA 230

Ad08A7555 Aradu.A08 7555 c (A)10gacgcatgtttgagttttctggcaggaaaattatgtgtgt(GA)662 27214241 27214302 TTGGAATACCTAGGATTGGGG ATGAACTGCATTTCCTAGCG 262

Ad08A7557 Aradu.A08 7557 p3 (TTA)6 18 27218794 27218811 TCTTTCTCTCTTTTCTCTCTCATTCTC AAATATTTAAAGGAAGATATCCGAAAA 253

Ad08A7559 Aradu.A08 7559 c (T)11gagaatgcagagcataaaccaacggtatttcaacgttatctaaattgcaatacattaagtcacc(A)1085 27221577 27221661 CGATATTGTTTGCTTGTTTTCC TGAAAATCAGGATGCCACAA 210

Ad08A7560 Aradu.A08 7560 p2 (AT)6 12 27232674 27232685 TCTCTTCTGCAAACACGATTT AACCTCTTCTAGTTGCCTGTGAA 184

Ad08A7561 Aradu.A08 7561 p2 (TA)6 12 27238159 27238170 TTCAAGAGGTTGAGTAAGTCCAAA CAAGGTTCGTTGTTTGTTGC 239

Ad08A7562 Aradu.A08 7562 p2 (GA)6 12 27238582 27238593 CGGCATTCCACATACATGAC GGATGAAATACTTGAGAATTGAAGG 237

Ad08A7564 Aradu.A08 7564 p2 (TA)9 18 27240649 27240666 TCAGATTCACGTAAAGTGTGTAGTG TAAGACGGAAGTGGGGAGTG 157

Ad08A7566 Aradu.A08 7566 c (ATT)6gctg(TTA)5tcattattattgttttgatcatgaattatcgatgatcaatgtgaattattagctttattttaatttgcaatacaccttatattattacgattgtgaatt(TTA)5151 27246751 27246901 AGGCCAGGTTGGGAATTAGT CAACAACTAGATCACCCCCAA 216

Ad08A7567 Aradu.A08 7567 p2 (TA)6 12 27247571 27247582 CGCTGACTCTCAGACCACAA TTACCCTCCTCCTCTCAGGC 257

Ad08A7571 Aradu.A08 7571 c (T)21agnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncaagcgtaatgttcacaagatgaaatattg(T)1096 27263636 27263731 GGCCAATACGGAAGAGTGAA TCTCATCATTAGCCCAAGGC 273

Ad08A7573 Aradu.A08 7573 p2 (AC)10 20 27270244 27270263 AGCGGATAACTCTTTGGGTG ACCCCCTAAACCCTAAACCC 272

Ad08A7576 Aradu.A08 7576 p3 (TTA)5 15 27280484 27280498 AAATTTAAGTCATTTACCTGTTTGTGA TTTGGTACATTTCATATCACATTCG 251

Ad08A7577 Aradu.A08 7577 p2 (AT)6 12 27285516 27285527 TGCAGGGGTGCTTTTCTAGT CATTAGCCAACCCTATCACGA 124

Ad08A7579 Aradu.A08 7579 p3 (AAG)5 15 27286926 27286940 TCGTTTCCTAGTAGTTTTGCAGC GAAGGCATTTTTGTGCTTTTG 260

Ad08A7580 Aradu.A08 7580 p3 (ATG)5 15 27287576 27287590 TTGGAAAAGTAAAACAAGAAAGAAAA CCAACCCTTTCTTCTTCAAGG 256

Ad08A7581 Aradu.A08 7581 c (A)10gagaaaaaaatgagaagaaaaaatagcaactgggatattagt(AAG)567 27288209 27288275 AAGGTAGTGATGGTGGTGGC CACATGCCTTCTCCTTCTCC 130



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A7584 Aradu.A08 7584 p3 (GCT)5 15 27295381 27295395 TCAAGGGTTGATGATGCAGA ACACCAACCAGGGTCTGAAC 219

Ad08A7585 Aradu.A08 7585 p3 (CCT)8 24 27295567 27295590 ACCTCCATGGCTGTTTCAAG TTGTTGGTGCAATTCATGGT 132

Ad08A7587 Aradu.A08 7587 p2 (AT)9 18 27296993 27297010 TCATCATCAGCCATTTTCCA CGGAAGGTATAACTCATTTCCAA 280

Ad08A7590 Aradu.A08 7590 p2 (TA)8 16 27305759 27305774 GCCGTAACCAAGTTCACTAGC TATGTACTCGCACGTCGCAC 280

Ad08A7598 Aradu.A08 7598 p2 (TA)8 16 27321436 27321451 TAGCCTAGTTGGATGGTGGG AGTGGTCGCATATCCTTTGG 260

Ad08A7599 Aradu.A08 7599 p3 (AGG)5 15 27324137 27324151 GCAGCATCAAGTGAACCTCA CCTTCTCCTCCTCCTCGTCT 269

Ad08A7607 Aradu.A08 7607 p2 (TA)6 12 27333272 27333283 TTCTGATAATGCTCTAATATTCTTCG TCAATCAACTAACCGTCACAAA 230

Ad08A7608 Aradu.A08 7608 p2 (CT)14 28 27334207 27334234 CCTTCGTTTCCTAAATCACCG ACACCTTAGCCTGCCAAAAT 280

Ad08A7612 Aradu.A08 7612 p2 (CT)21 42 27342641 27342682 CGTTTAGGCAACAACGAACA TGGTGGTAAAGCACCCTTCT 279

Ad08A7613 Aradu.A08 7613 p3 (TTG)5 15 27346093 27346107 CACCATTTACCTTGTCGGCT CTCAGCCTCAATGTTCACCA 247

Ad08A7616 Aradu.A08 7616 p3 (ATT)6 18 27354810 27354827 CGGTTCAGTTGGTGGTTCTT TCACGTGAAGTTGATAGCTGAAA 243

Ad08A7618 Aradu.A08 7618 p3 (AAT)5 15 27359715 27359729 TTGTGTAACTTTAATAATGCCTTCA AAATATTGCATAAACTTTTAGGAGAAG 137

Ad08A7619 Aradu.A08 7619 c (A)10g(A)10 21 27360259 27360279 TCTCTATCACCCTCACAACATCA GCCTCGATTGCAATAACCAT 275

Ad08A7620 Aradu.A08 7620 p2 (GA)8 16 27362403 27362418 TTTACCAACAGCGACAGCAG TTTGCCGATAAATTCAATGGT 181

Ad08A7624 Aradu.A08 7624 p2 (TG)7 14 27370789 27370802 AGGTGTGACGATGCAGTGAG TCCCCACTAATCCCCAAAAT 233

Ad08A7625 Aradu.A08 7625 p2 (TA)6 12 27374986 27374997 CTACCATTGCCGAGGTTGAT ATCTGAACCGCCACGATTAC 236

Ad08A7626 Aradu.A08 7626 p2 (AC)8 16 27385726 27385741 CGCAAAGGCAATCCTACCTA CTATCAGCAGCCGATGCTCT 163

Ad08A7627 Aradu.A08 7627 c (GA)9ccagaagagcttgtttcttttttgaataagaattcacaatcagatcccttgaaacctcattgacagatgatgtcaagtgtcttcttccattct(A)14125 27388079 27388203 GTAGCGTTTGGCGCTTATCT TTCAGAAGGTTTTTGACAACTCC 221

Ad08A7629 Aradu.A08 7629 p3 (GAA)5 15 27393857 27393871 GCGAATAGAGGAGAACGACG CCCCAATTTCCTTACGGATT 122

Ad08A7632 Aradu.A08 7632 c (TA)7ttatcg(T)10 30 27400036 27400065 CACTTAGCCATTGGTGCCTT TTCCTGCATCCATGTCAATC 186

Ad08A7634 Aradu.A08 7634 p3 (CTC)5 15 27403685 27403699 CGCTTCTTCAAATACACGCA TTAGCACTTGCATTCCATTCA 218

Ad08A7640 Aradu.A08 7640 p2 (AG)7 14 27414284 27414297 AATGGGAGGGAGAGAAGAGC GAGAGGGAAGCAGAGGAAGG 272

Ad08A7644 Aradu.A08 7644 c (TC)7tt(TC)9 34 27423177 27423210 TGTTCTTCATCTTTCCTGGGTT GGCGAGTGTGACTGAGATGA 172

Ad08A7645 Aradu.A08 7645 p3 (GAA)6 18 27424111 27424128 GAAGAAACGAATTATCTTTTGGG CTCTTCTTCCTCCAAACCCC 228

Ad08A7646 Aradu.A08 7646 p2 (GA)8 16 27427852 27427867 GGTCCAAAACCAGAAGACGA TCAAAGAACGTCTCTCCCTCTC 231

Ad08A7653 Aradu.A08 7653 p2 (AT)7 14 27447397 27447410 ATGACACTCATCAGCGTTCG ATGTACAGACACGACACGGG 275

Ad08A7657 Aradu.A08 7657 p3 (TCT)5 15 27457398 27457412 TATAAACACGCCGTTTGACG GAGAAAGAGAAGGCAAGAAACG 238

Ad08A7658 Aradu.A08 7658 p3 (CTT)5 15 27457560 27457574 CAAGGTACGTTTCTTGCCTTC TCATCTTCTGCTGCTGCTTC 195

Ad08A7659 Aradu.A08 7659 c (CTT)6c(TCT)7 40 27458125 27458164 ACAGAAGGAGATCGAAGGCA TGTTGAGGAGTGCTGCACATA 180

Ad08A7661 Aradu.A08 7661 p2 (AT)9 18 27459275 27459292 GGATCGGTCTCATTAAGTCCA ACCATATGACCCGACCCAG 250

Ad08A7663 Aradu.A08 7663 p4 (AAAT)5 20 27460037 27460056 TGTCATGATGGATGAACTCAAA TCTCGTCCATTAACTTCATTTGT 271

Ad08A7666 Aradu.A08 7666 c (TA)6(ATT)6 30 27473470 27473499 AATCAAAATTGTGCTTTACCCTT GATGATTTCTATTATAGGCCAGGTT 191

Ad08A7667 Aradu.A08 7667 p4 (TTTA)5 20 27481124 27481143 CAAACCAAGTTGATCCCGAC TGTTTGCACGCACCTTTCTA 275

Ad08A7669 Aradu.A08 7669 p3 (ATA)5 15 27482626 27482640 AACAAGACCAAATTGAATGCG GTTCGGTCATCGGTGTTCTT 135
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Ad08A7670 Aradu.A08 7670 c (T)12ac(T)10 24 27483664 27483687 TAAGGATAGCCCGCTTCGTA AACAAGCACCGACAAAATCC 131

Ad08A7674 Aradu.A08 7674 p3 (GGC)5 15 27495089 27495103 CGCAAAACCCTCTCTTTCAG TTCATCTCCATCGTTCCCTC 201

Ad08A7675 Aradu.A08 7675 p2 (TC)19 38 27496784 27496821 TGTTGCATGCAGTTCACAAG CCTCGGAAGAAAACGTGAAA 280

Ad08A7683 Aradu.A08 7683 p4 (GTTA)6 24 27534111 27534134 GAAGAAGAGTGGGATCTGCG CAAAGTGGCAATTGAAGCAA 265

Ad08A7689 Aradu.A08 7689 c (AAT)9aacaata(ATT)652 27549620 27549671 CGTGCTCCAACAATAAAGCA TCCTTAACCTTTTAAATCTAAACCAGA 202

Ad08A7691 Aradu.A08 7691 p3 (ATT)18 54 27550410 27550463 AAAAATAAGCATCCGCATCG CATCTAATTGTCTTTTAGCATTTCTC 235

Ad08A7692 Aradu.A08 7692 p3 (TTA)5 15 27550654 27550668 TTGATGATTAAATGATTGTCAAAAA GCTAAATCGAGTGGGCAGAA 208

Ad08A7694 Aradu.A08 7694 p3 (GGA)5 15 27559242 27559256 CGCTAGGGTTAGGGTTAGGG TATGGAGCGCTCTGATGATG 151

Ad08A7696 Aradu.A08 7696 p2 (TC)7 14 27568744 27568757 CCAGCTGGCTGATAGGTTGT TATACCGGGATGGCCAATTA 173

Ad08A7697 Aradu.A08 7697 c (T)10cgcgcaagttataatactcatggtcataggcatatgattgttcaggtggacagtagctccattttacatgtaagtgtataacatatgagttgc(A)10113 27571927 27572039 GGTGAAAATGCAACCACTTG ATCATGCAACATGGAGTGGA 213

Ad08A7698 Aradu.A08 7698 c (A)12gatgttattgttatttttg(TA)643 27572343 27572385 CCCAAGCGTCTTCATTTCTT TGATGTCTCTCTCAATTTTCTTGTG 275

Ad08A7704 Aradu.A08 7704 p4 (AATT)5 20 27583843 27583862 TGGTGGTGCCACTATTGATG TTGACCAAGTGCTGACAAAAA 278

Ad08A7705 Aradu.A08 7705 p2 (GA)6 12 27585458 27585469 CTTTATGAGGTCCAAGCCCA AAGTCGATCCAACGGTGAAC 207

Ad08A7706 Aradu.A08 7706 p2 (GA)6 12 27590345 27590356 GGGGAGATTTGTTGGGTTTT CCAACGGTGAACAACTGAGA 225

Ad08A7709 Aradu.A08 7709 c (T)10attcttgttaagagagtaaaacaagaagaaacttgagaaggtaagataagaaagaaaagataaataaataaaaaa(GAT)16133 27591701 27591833 TTCATCATCTTTCAAGTAATTTTGC CCTCCTCATCTTCTGCTGCT 213

Ad08A7715 Aradu.A08 7715 c (T)10c(T)11 22 27615736 27615757 TCACGTGACAAATTCGGTCT GGAGGAACAAGAACTTTCGC 243

Ad08A7717 Aradu.A08 7717 p3 (AAT)10 30 27616893 27616922 TAAAGTCAGTTGTGGCGGTG CAGTTTTTGGATCAATTGGATTT 227

Ad08A7719 Aradu.A08 7719 p2 (TC)11 22 27620830 27620851 CCAAAAGCCCAAAACAGAAG AACCCAACAGAGGCATGAAC 270

Ad08A7720 Aradu.A08 7720 p3 (AAT)8 24 27622767 27622790 GGTCACAGTCAATGGTGTCG TGCAACTTTGGAATCATGGA 180

Ad08A7721 Aradu.A08 7721 p3 (AAT)5 15 27623143 27623157 CGTGACGACAAACACACTCA CAGCAAACACTCGTCAGCAT 215

Ad08A7729 Aradu.A08 7729 c (T)12cctggttattttgctcattactgttgtaatccaaatttactagtaaaaagagtcaa(TAG)583 27636914 27636996 TTGTTCCCTTTTAGTTGGCG GGGGCTGTGAAAGGTCATAA 201

Ad08A7730 Aradu.A08 7730 p2 (AT)7 14 27637574 27637587 GGAAAAACGCGTGTGGATTA TGTTGAAGTTTTTGTGTGGAGAA 255

Ad08A7732 Aradu.A08 7732 p3 (ATT)7 21 27649249 27649269 TTTGTCCCTGTAACAACCCG TCTTTTGTTTCTTAGAGGCTTCG 254

Ad08A7733 Aradu.A08 7733 p2 (CA)20 40 27652444 27652483 CGCTACTCCTTCTCTCTCGC TTGAGGAGCTTGGTGTTGTG 129

Ad08A7734 Aradu.A08 7734 p2 (TC)7 14 27652687 27652700 CCTTCCTTTCATCGATTCCA ACAAAAAGCAATCGGATCGT 195

Ad08A7737 Aradu.A08 7737 p2 (TG)6 12 27666688 27666699 TTGTTTCTCTTGGAATCGGT CCAGTCAAGAGAACATGGTGAA 276

Ad08A7746 Aradu.A08 7746 p2 (TC)7 14 27685300 27685313 GAACCATCACTACCCCATGC GCTTCAATCGAAATGTTGGTG 210

Ad08A7748 Aradu.A08 7748 p3 (GAA)5 15 27689809 27689823 GGCCATGAGAGAAGAAGTGG CCTTGATTCCCGATCTCCTT 280

Ad08A7750 Aradu.A08 7750 p3 (TAT)5 15 27696901 27696915 TCGACATTACCATCAGGTAGGA TCGACGAAGCTTTGTGAATG 222

Ad08A7761 Aradu.A08 7761 p2 (AT)7 14 27734574 27734587 TCGAAGTTGCCTCTCCACTT TGTGTGTGTCTCTCCCTCGT 116

Ad08A7762 Aradu.A08 7762 p2 (CA)8 16 27735200 27735215 GAAAAGAAGCCATTGTCGGA CCAAGTCAGTTCCCAAAGGA 117

Ad08A7765 Aradu.A08 7765 c (T)10ggacttcaatattgg(T)1035 27737308 27737342 TGGGTTCAAATCCCACTCTC GCCCATTACATTTCTCGCAT 232

Ad08A7767 Aradu.A08 7767 p2 (TA)9 18 27737836 27737853 CTGGTGGTATAGAAGGTGCCA AAGGCCGTCTTAGGAAAAGG 126

Ad08A7769 Aradu.A08 7769 p3 (TAA)7 21 27746505 27746525 GCAGATAACCAAGTGGGGAG CGCGAAACTATAGGGACCAA 216
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Ad08A7770 Aradu.A08 7770 p2 (TA)8 16 27748879 27748894 GTGGCATTTGAAATTGGAGC GGATTGGATAAAATGAAACAGAAA 272

Ad08A7771 Aradu.A08 7771 p3 (TAA)19 57 27749370 27749426 TAGGGACCCAATTGAAAGGA CGATCAGCTCGTCGATGTTA 218

Ad08A7773 Aradu.A08 7773 p3 (CTC)5 15 27751920 27751934 TCCATGCACCACTGTTGTTT AAAAGTCACATCCGGAAAAA 160

Ad08A7777 Aradu.A08 7777 p2 (TA)10 20 27764052 27764071 AAGTGTAGCCTTAGGTCCCTTATT TGGCTATGTTTATTTTAATATGAGATG 248

Ad08A7780 Aradu.A08 7780 p2 (AT)9 18 27779658 27779675 GTGGCGACCAAGATGCTAAT GAAGAGGTAGAAAGAAGCTGCG 244

Ad08A7781 Aradu.A08 7781 p3 (TTG)5 15 27785820 27785834 CGTAGATCACCAGCTCTCCC AAGCAGGCAGAAACAGAAGC 196

Ad08A7783 Aradu.A08 7783 c (A)15ctcttgtcaattaataaaaattatactccagtcaaaagaggacaaataatggacatcctgtcattcgttttgcagc(ATGT)5111 27797504 27797614 CTATGATGCCTCAAAATTATTGTATT CAAACAAATCATGGTCAACTCTTC 275

Ad08A7784 Aradu.A08 7784 p2 (TA)7 14 27799826 27799839 ACTAGATTTGCTCGGGTCCA CCTTCCCCCACCAAGTTAAA 236

Ad08A7785 Aradu.A08 7785 p2 (TA)8 16 27803786 27803801 TTCCCCCTCTCGCATATAAA CGGAGATTCCCATTCCCTAT 262

Ad08A7786 Aradu.A08 7786 p2 (AT)7 14 27803992 27804005 ATAGGGAATGGGAATCTCCG AACGTGACGTGTTCTTGAAAGT 259

Ad08A7787 Aradu.A08 7787 p3 (TAA)5 15 27808537 27808551 CATGATAATGTGACGGGTCTG CTGACGGCAACTGGTGAGTA 233

Ad08A7789 Aradu.A08 7789 p3 (GAA)7 21 27831711 27831731 TCCCTCAATCAAAACTGCAA TTTCTCCTCCTCATTTTCTGC 180

Ad08A7791 Aradu.A08 7791 p3 (AAG)9 27 27832571 27832597 GAATGTAAATTCATCCTCTTCCAAA TTTGGTGCATGTGGACTGAT 274

Ad08A7792 Aradu.A08 7792 p3 (AAG)6 18 27832970 27832987 GAGAGTAAGACAAGATGAAACTTGAGA TGTATTTGCAACAAATTTCGG 237

Ad08A7794 Aradu.A08 7794 p2 (AT)7 14 27834165 27834178 TGTGCTCTAAAAATCATCAAATGAA AGGTATGGTGATGCTGATCG 261

Ad08A7796 Aradu.A08 7796 p2 (GT)6 12 27843202 27843213 TCAAATTGGATACCCCAGAAA TGTGTAGTGTGCTGTGTGCAT 185

Ad08A7797 Aradu.A08 7797 p3 (TCT)11 33 27845580 27845612 TTCTCTTTGGCGCGTAATCT TTCAGAGAAACAGTGGTGCG 275

Ad08A7800 Aradu.A08 7800 p3 (TTC)13 39 27870462 27870500 CGATATCGTCCAACGCTTCT GAAGAAGAAGACGCTCCGTG 109

Ad08A7801 Aradu.A08 7801 p2 (AT)7 14 27873731 27873744 TTAGTTGATGCATGCAAGGG TTCCATTAGTTTGCAGCACG 132

Ad08A7803 Aradu.A08 7803 p5 (AAGAT)6 30 27881729 27881758 TCGAACTCTTGACCTTTCGG TCCACAAATTCAGTCCAACAA 277

Ad08A7804 Aradu.A08 7804 p2 (TC)8 16 27882015 27882030 CTCGGAAAGTTTTGCCATTC TCCCTACGAGACATTCATCCA 194

Ad08A7811 Aradu.A08 7811 c (A)11cacagtatttatgaacataccatttacatcttcttacttagactctaga(T)1070 27916823 27916892 GAAGTTTATGATTTTGGATGTGTTTT TTTTTATTTAATTGGAACAAGGTTGA 260

Ad08A7812 Aradu.A08 7812 p3 (AAT)6 18 27918463 27918480 ATTGACCGCGAAGATTGAAG GCCCAAGCACATCAAAGTCT 279

Ad08A7817 Aradu.A08 7817 p3 (ATG)5 15 27934838 27934852 TGTGAACCTAGCCCAGATGA CAATGCCATTCAGAAATCCC 201

Ad08A7818 Aradu.A08 7818 c (AG)17at(AG)14 64 27936347 27936410 TACGGCTGATTTTCCCATTC CAGCATGTGTGGTGTCTTCC 278

Ad08A7824 Aradu.A08 7824 p2 (TA)13 26 27952242 27952267 TTTCAGATGCAGGTCGTGAG TTGTGCTCCACTGTTCTACCC 168

Ad08A7830 Aradu.A08 7830 p3 (CTC)6 18 27980066 27980083 TCCGAGCTTTGTGTAGACCC AGCAGAGGCAGAGGTTACCA 276

Ad08A7835 Aradu.A08 7835 p2 (TG)8 16 27997186 27997201 TGGAATATTTTTAGTGCGTTTTTG ACACAGTGCCCATCATTTTT 165

Ad08A7837 Aradu.A08 7837 p2 (AT)11 22 28011427 28011448 AACTTCAAAATTACATCAATGTCCTA GGACTTGCAATAACGAGTCAAG 270

Ad08A7838 Aradu.A08 7838 p3 (TTC)5 15 28014603 28014617 GGAAGTTCGTCACTTCCTGG CGGAACAAAGAGGGAAACTG 242

Ad08A7839 Aradu.A08 7839 p2 (TA)6 12 28019096 28019107 GCCAAAAGAAACAATTTGCC CCTCAATGATGAAAGAACTTGG 273

Ad08A7840 Aradu.A08 7840 p3 (AGA)5 15 28021123 28021137 TCAAGCAACATGCACTTTGAA AACAGCTCCTCCTCTCCCTC 193

Ad08A7841 Aradu.A08 7841 p2 (GA)6 12 28021314 28021325 TGGAGGAAGAGAGAGCCAGA CGGTGACGGTAGTGGATCTT 163

Ad08A7843 Aradu.A08 7843 p2 (TA)6 12 28023718 28023729 TTCCCTTGAAATACTCCTCAACA TGCAACAATAAGATGCTGCC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A7847 Aradu.A08 7847 p3 (AAG)6 18 28070787 28070804 TGTGTTTCTTCTTCTTCTTTGTTTG GCACGAAGATATTCGGGTGTA 280

Ad08A7848 Aradu.A08 7848 c (GAG)6gaagaggtggtgttgatgacaatgataacgagagaaaaaaattacaaagaagaagaagaggcacggaga(AAG)5102 28071176 28071277 GCCACTTGATTGGATTCAAAA TTCTCCGTACCTCCTCGTTT 280

Ad08A7849 Aradu.A08 7849 p3 (AGA)10 30 28078507 28078536 TTAGAATGTTGCTCGCCCTC CCCATAAACCCCACCTACCT 252

Ad08A7850 Aradu.A08 7850 c (ATTTT)6ttacttgattttcaaaaaaaatattttaattaaattttaaaatttc(A)1086 28082082 28082167 TGATTGCTTAGATTAGGCGTTTT AAAACTAACTAGGAGACACCAAACTT 277

Ad08A7851 Aradu.A08 7851 p2 (TC)6 12 28084346 28084357 ATTATGGAAATTTCGCGACC AGATGATTCGCCTCCCTTTT 278

Ad08A7852 Aradu.A08 7852 p3 (AAT)6 18 28085007 28085024 CCTTGAACCAAAAGAAACAGC ACTCCCAAACAGTGGTGCTC 254

Ad08A7854 Aradu.A08 7854 c (A)10g(A)10 21 28106580 28106600 TTGTGGAGCATATCGTTGTTG TCCAAACAATTCAAATGCCA 254

Ad08A7864 Aradu.A08 7864 p2 (TA)11 22 28154518 28154539 TGACATAATCTTCCCATAAAGTAGG CGCATTCACCCCTAAAATTG 186

Ad08A7865 Aradu.A08 7865 c (TAA)5tg(A)11 28 28155039 28155066 AAGCCGTGATGAATGGAAAC TTTAAAATTGGCGTGTTCCG 277

Ad08A7873 Aradu.A08 7873 c (A)14caagtaatgcttatgtaattaattaatgttaaaccaagttgtgctactac(TA)778 28171698 28171775 CGAGACCAGGGAAATGGATA TTCAATGGCGTGTAAGTTGC 272

Ad08A7879 Aradu.A08 7879 p2 (AT)9 18 28195859 28195876 CGTGGGAAAAACTCGGACTA AATCTCAAACATTGAAGATCAAAA 239

Ad08A7881 Aradu.A08 7881 p2 (CA)10 20 28199269 28199288 CTTCAGCACACACACGGACT TTCCCTATCTCCACGACGAC 179

Ad08A7882 Aradu.A08 7882 p3 (TCC)5 15 28203898 28203912 CAATCACGCTCCTAGCTCCT ACGGAAGAAGAAGACGACGA 169

Ad08A7883 Aradu.A08 7883 c (TTTA)5tctatttattattatta(TAT)552 28208455 28208506 GCAAATGCAATAAAAGAAAATGG CCTGCTTTTCTCCTTCCTCC 237

Ad08A7885 Aradu.A08 7885 p2 (TG)10 20 28221366 28221385 CCGTTCAGCTCTTAAAATGTCA TGCCTTTGAAGTTCCCTCAG 277

Ad08A7886 Aradu.A08 7886 p3 (TCT)5 15 28221985 28221999 CGTAGTTTCCGGCATTGTCT TTCATTGAGTGGTCCCTTCC 144

Ad08A7888 Aradu.A08 7888 c (TC)6tgatcctcttttcttc(T)1038 28224737 28224774 GTTCCTTAACGCAGGCTGTC AGCACCCAAAACCAAAACAG 177

Ad08A7890 Aradu.A08 7890 p2 (AT)6 12 28226365 28226376 TGATTTTCCCTGAATTTGGC CATATTTGGCCAAGGCTGTT 154

Ad08A7891 Aradu.A08 7891 p3 (AGA)7 21 28227574 28227594 AGGCGTTCATGTACAAAGGG TAGGGTTTTCCCCAATCCTC 217

Ad08A7893 Aradu.A08 7893 p2 (TC)7 14 28229921 28229934 ACCTCACTTTTTCCCCCAAC GTCCCAAAGAAAAGAACCCC 276

Ad08A7895 Aradu.A08 7895 p3 (ACA)6 18 28240047 28240064 TAGCAGGAACTGCACGAATG GAAAAATTAGCCGTCATGGG 254

Ad08A7901 Aradu.A08 7901 p3 (ACC)7 21 28264288 28264308 AACTCTCCAACAACCATCCG TTGCGTTAACTCCGACATGA 264

Ad08A7903 Aradu.A08 7903 c (TTCCTC)6ttcgttttttttcgattttcatggtttatgaaatcaagtttttcctcttcctcttcctcttcctctttctcttt(TTC)6g(T)10139 28271149 28271287 TGCTAACGGGCCTTTTAATG CCTCCTCATCTTCTGCTGCT 268

Ad08A7904 Aradu.A08 7904 c (T)10ccaaggtcaggaccttatagacatcataaactgttgagtc(T)1161 28272211 28272271 TCAAATTAAATCAAGCCGGT TTTCCCCTTCTATTTGGGCT 247

Ad08A7906 Aradu.A08 7906 c (ATA)7ac(AAT)1156 28272604 28272659 GCAAAAACTGGACAAAGGGA GCAACAGGAGAAGAACCAGC 271

Ad08A7907 Aradu.A08 7907 p2 (TA)6 12 28273367 28273378 AGCCAGCTCAAAAGAATCCA GGGGTGGCAGGTTAAGTGTA 263

Ad08A7908 Aradu.A08 7908 p2 (TA)9 18 28276066 28276083 TCAAAGCATTACAACTGCAACC AGGAATGCATTACCACTGGC 187

Ad08A7909 Aradu.A08 7909 c (TTC)6tg(CTT)5 35 28278817 28278851 GATGAGGATCGGAATGAACC GGAGTTGTTGCTGCTGATGA 280

Ad08A7910 Aradu.A08 7910 c (CTT)5ccttc(TGA)535 28279011 28279045 TCATCAGCAGCAACAACTCC CACAAACTCCACCTCCCTGT 244

Ad08A7911 Aradu.A08 7911 p2 (AT)6 12 28280607 28280618 TGTTGGTTGATTATGGCTGC TGAACACGTTGAGGATGAGG 186

Ad08A7912 Aradu.A08 7912 p2 (AT)8 16 28281290 28281305 CAAATTGTTGGAAAAGATTATTATGAA ATTTCCCATTCTCTTGTGCG 214

Ad08A7922 Aradu.A08 7922 p2 (TA)6 12 28307199 28307210 AAACGTTTGATGTCAAAAGCTAAA TCTATGGTGCTTGCCTTCCT 101

Ad08A7925 Aradu.A08 7925 c (A)10caacaacaatatctagttatttactttttcaaaagcaatcaaagtgctttgacag(T)1277 28311286 28311362 TGCAGAGATGATTCAATTGATAGTG CTGCAAAATGCAAACAGTGG 197

Ad08A7927 Aradu.A08 7927 p3 (TAT)17 51 28324743 28324793 GGGCAATTTAAATGAGAGGCT ATTGCTGGCTCCTGAAATTG 225
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Ad08A7929 Aradu.A08 7929 p2 (GA)11 22 28333334 28333355 AAACTGCAACGGCAATATCC CCATTCTCTTGCCGAGTTTC 154

Ad08A7931 Aradu.A08 7931 p4 (TACA)9 36 28335167 28335202 CAGTGGTCCAAACTGCTGAA AAAAGGGGGTAACACTGCG 167

Ad08A7932 Aradu.A08 7932 p3 (ACA)8 24 28335920 28335943 CAGCAGAACCAGTGAGCAAG TGGAGATGGGATGACACAGA 260

Ad08A7939 Aradu.A08 7939 p3 (ATA)5 15 28341845 28341859 CCGAGTGTTTGAAAAGCCAT TGTGAAAGATGAGGGAGCAA 272

Ad08A7940 Aradu.A08 7940 p3 (GAT)5 15 28342203 28342217 GGCGCAGAAGAGAAGATTGA CATGCCAAACAACCACTGAC 243

Ad08A7942 Aradu.A08 7942 p2 (AT)10 20 28345440 28345459 TGGAATGATTCTGTGAAAAGC TTTGACCAACACCTATGGCT 220

Ad08A7943 Aradu.A08 7943 c (AGA)6atgagaagaagaagaggatagtaaacttggtaggacaccgggtttaaaatgagaaaactttgatacttgataagtactgaaaagattctccc(TTTG)5130 28346989 28347118 GGGATCATTTTCAGCCATTG TCCTGATTCCTGAAGGATTTTC 279

Ad08A7944 Aradu.A08 7944 p2 (AG)7 14 28347284 28347297 TGTTGGGATCTGTGCTGTTC TCACAAGCCAAATCACCTCA 215

Ad08A7947 Aradu.A08 7947 p2 (AT)7 14 28357839 28357852 CCCCACCATGTTGGAAGATA TTTTTGGCTCAAAACCATGC 225

Ad08A7948 Aradu.A08 7948 p2 (TA)7 14 28359676 28359689 TGGGGGCTGAATAAGTACCA TGATATGCAGGGTGGTTGAA 262

Ad08A7949 Aradu.A08 7949 c (AT)6taaacaaatttgggaatatgattcccacctttacttgg(A)1060 28359977 28360036 TCAACCACCCTGCATATCAT GGTTCCAGAATTGATCCTTCA 277

Ad08A7950 Aradu.A08 7950 p3 (CAA)5 15 28362910 28362924 GTTCTGGCACAGAAACAGCA GCCTCTCATCAGCTCCAACT 210

Ad08A7951 Aradu.A08 7951 p4 (AAAT)5 20 28363830 28363849 CCCTGGCCCAACCTACTACT GTGCATAAGAGCCGCCTAAG 249

Ad08A7956 Aradu.A08 7956 p2 (TA)6 12 28381008 28381019 TGAATTGGAACAAGGGGAAG GACCACCAAGCTTTTCAGGA 272

Ad08A7961 Aradu.A08 7961 p3 (ACA)5 15 28392446 28392460 CTACTCTCCCCACATTCCCA CAACAGGCAAACCCAAGAAT 239

Ad08A7962 Aradu.A08 7962 p3 (TCA)5 15 28396752 28396766 CCAAAAACGTAGCTTACAAGGG TTCATGTGACTGGTGGTGGT 213

Ad08A7963 Aradu.A08 7963 c (TGA)7gtttct(AGA)748 28398447 28398494 CGGGTACCATCACAGGAGTT TTTCCCTTGTTTCTGCTCACT 175

Ad08A7964 Aradu.A08 7964 p2 (CT)8 16 28406094 28406109 ACCCACGAAAGTTGAAAACG GCATTCTTTTCGGTGAAGGA 248

Ad08A7965 Aradu.A08 7965 p3 (TGG)6 18 28406651 28406668 CTTTCCAGTTGGGAGGAACA CTGCTCCAATGGCTCCTTAC 268

Ad08A7971 Aradu.A08 7971 p2 (CT)6 12 28423502 28423513 TGTTTCTCCCAAATCGGTTG AACAATGGCAAGGTTCCAAG 213

Ad08A7972 Aradu.A08 7972 p2 (AG)8 16 28430817 28430832 TGGTCATACGCGATTGGATA TTATCCACCCTCCTGACTGG 158

Ad08A7975 Aradu.A08 7975 c (A)10gatttggc(TGTT)538 28436890 28436927 TTGCGTTCATGCATTTCATT ACGATGAACGAGTCCTCACC 175

Ad08A7977 Aradu.A08 7977 p2 (GC)6 12 28456472 28456483 TGGTGTTTGGAAGTGTTGGA TCCATACCTTGACCCGAGAG 253

Ad08A7978 Aradu.A08 7978 p3 (AGG)6 18 28470736 28470753 AAAAACAATGCCAAAAAGCG GTGCCAAGGCAATCACTTCT 220

Ad08A7981 Aradu.A08 7981 c (GAG)6(GAA)6 36 28495794 28495829 TGGGTTTGACGAAGAGAAAAA TGGGTTGCATATCTGACGTG 168

Ad08A7984 Aradu.A08 7984 p3 (TCT)5 15 28497008 28497022 ACAACAACCACAAGGGCTTC TGGTGGTACATGACCGAAGA 238

Ad08A7991 Aradu.A08 7991 p3 (AAT)5 15 28519990 28520004 TTCAGAGCATTTGATCGACG ATCTGGTGGCAAATCAGGAC 189

Ad08A7994 Aradu.A08 7994 p2 (AC)6 12 28535525 28535536 GATGGGGAAGAATGGAGGAT ATGGAGTCGGTTACTTTGCG 271

Ad08A7995 Aradu.A08 7995 p2 (CT)6 12 28549634 28549645 CTGAGAATCAGTCCCTCGGA ACTCGTTGATTCCACCCTTG 184

Ad08A7997 Aradu.A08 7997 p2 (TA)11 22 28552837 28552858 TTCATTCCTCCCACAGGAAG TAGCAATGGAATGCCAACAA 222

Ad08A8000 Aradu.A08 8000 p2 (TC)17 34 28558807 28558840 GCAGCACGTGTCGTATTGAG GAGGGAAGGAGGGAAATGAG 219

Ad08A8004 Aradu.A08 8004 p2 (TC)6 12 28565457 28565468 GCTGCACACGTCACCTTCTA CCTTTTGACAACGAAGAGGG 189

Ad08A8007 Aradu.A08 8007 p2 (TA)7 14 28568951 28568964 GCATGACTGATTGGAAGCAA CACTTCCTTCAGCAATTCGG 223

Ad08A8008 Aradu.A08 8008 p3 (AAG)5 15 28572466 28572480 ACATGAATTCTGGGGAGCTG GTTGAAGTTGTGACAGCGGA 230
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Ad08A8009 Aradu.A08 8009 p2 (AT)10 20 28574096 28574115 TAGCCTCCGAGCACTGATTT AGCTTGCAAATGGAAGCAAT 237

Ad08A8010 Aradu.A08 8010 c (A)10gg(A)10 22 28580985 28581006 AATCAGTGAAAAACCGGTCG TTAGCCATTAGGGTTCGTGG 173

Ad08A8012 Aradu.A08 8012 p2 (TA)8 16 28588682 28588697 TGGATTCAAGGGAAGGACTG AGAAAAAGGAAAAGGGGGAA 101

Ad08A8018 Aradu.A08 8018 p2 (AG)7 14 28608988 28609001 ACCAAGATTGGTGACCCAAA AAGACATTAACCCCAACCCC 246

Ad08A8019 Aradu.A08 8019 p3 (TTA)12 36 28610341 28610376 CCAAGTAGCTGGAAGCAGGA TAATGACGCCCAAACAAACA 174

Ad08A8020 Aradu.A08 8020 p4 (AAAT)6 24 28610621 28610644 TTTGTTTGGGCGTCATTATTT TTTCATTATCCCGTACAAAAAGA 279

Ad08A8025 Aradu.A08 8025 p2 (AT)9 18 28617044 28617061 CAAAGTTAACGCGAAACACAA CCGCACTCTCTCTTACCCTTT 200

Ad08A8029 Aradu.A08 8029 p2 (AT)11 22 28629383 28629404 ACATGTATATCCCCCGGTCA TGGAAGGATTTATGGAAGGAGA 263

Ad08A8030 Aradu.A08 8030 p3 (CAT)5 15 28630490 28630504 CTTTCCGCAAGCAGGTAAAC ATGACGCATTCGAAGATTCC 235

Ad08A8033 Aradu.A08 8033 p2 (TC)6 12 28634310 28634321 GGCTCAGAAGCTCATCAAGG CCAACCAAAAATAGCAACGG 167

Ad08A8041 Aradu.A08 8041 p2 (AT)6 12 28660866 28660877 ACCGCTTTTTGCATTGATTT GTGCATGCATGTGTTGGTTC 122

Ad08A8047 Aradu.A08 8047 p2 (AG)6 12 28682392 28682403 TGCAATTTCCTGGTGTTAAAAA TGTGCATGACCATGATTGAA 228

Ad08A8048 Aradu.A08 8048 c (TAT)6tacgaacaaagaataattttttatattgtatatattttttatataaaaatattatttatatattacatgtctgtgtgtg(A)13110 28697343 28697452 TCTACGTTAATGTGAAGCAACAAA TTTCGACCATCAACCATCAA 279

Ad08A8049 Aradu.A08 8049 p2 (TA)7 14 28697833 28697846 TGGACAAATCAGTTTAGCACAAA TTTTTCTTTGTCGTTATAGGGTTAGAA 175

Ad08A8055 Aradu.A08 8055 c (AC)7ataaaacaacggacgaaagaaacacactgttctgttctttctttgagagtggaagtcaattggt(GA)15108 28725187 28725294 CAAAAACCAAACACATGGGA GTCGGCATGAAACTCCATCT 211

Ad08A8056 Aradu.A08 8056 c (T)10aatggatattcgatattcttctgacaattatggaaaacatacgctgccaaactgtcggatctttttgagtgtgtagtgtgtgaatttgtgtag(T)11114 28726737 28726850 CGAGAAGGGGTCACTTTTAAT TTTTGCCATACCTGAAAGCC 249

Ad08A8058 Aradu.A08 8058 p3 (ACT)8 24 28734547 28734570 GTTGCAGTGGCTGTAGGTGA AAAAGGGTTCAAAAGGAGGC 185

Ad08A8059 Aradu.A08 8059 p3 (ATT)5 15 28737671 28737685 TTTGGGTCATTTTAAAACCTTCA AGTGATTGATGTGGCTGCTG 260

Ad08A8060 Aradu.A08 8060 p3 (TTA)14 42 28738417 28738458 GGTTGAACCTTTAACATCATCATC TTCAAACCCACTAGGTCTCTATCA 230

Ad08A8062 Aradu.A08 8062 p2 (TA)8 16 28751618 28751633 TCAATTTTACTCGAAGTGTCGG ATGTTAGCCCCACAAAGGGT 144

Ad08A8064 Aradu.A08 8064 c (A)11cgacctgatttaatttgtggctgaaagtacatact(A)1056 28756427 28756482 AATGCCCCACTTTCTCATGT CGACCAATAGCTGCTCATCA 220

Ad08A8065 Aradu.A08 8065 c (TA)10(T)11 31 28760012 28760042 TTCTTGCAGACAACTTGGTCA TCAGGGTGGAGCTAGGCTAA 273

Ad08A8067 Aradu.A08 8067 p3 (ATT)5 15 28768816 28768830 GCAACATCACACCAACCATC GTCCAATTTTGGCTGCAACT 128

Ad08A8070 Aradu.A08 8070 c (T)10gaaaaattttgaaattgaaataaaaatttcgaaaaagtagatttaaaattagttaggaaagatctaaaaa(T)1393 28788279 28788371 AAGAGTGGAATAAATAAAAATGGAAT CTTGGTGTTTTCCCTCCAAA 253

Ad08A8073 Aradu.A08 8073 p2 (TA)12 24 28802813 28802836 CACACTCAGGCCACACAGTT TTGCTTTGTACCTGCAGAATTT 268

Ad08A8075 Aradu.A08 8075 p2 (GA)20 40 28811712 28811751 TCCACCACTTCTCTTTCGCT TTGAAGCTCGTGGCATAGTG 178

Ad08A8076 Aradu.A08 8076 p2 (AG)9 18 28811932 28811949 GGAATGGGAAACGATGAAGA TTCTCGTCAAAAGCGTTCCT 276

Ad08A8077 Aradu.A08 8077 p2 (AG)7 14 28812136 28812149 AAGAGGAACGCTTTTGACGA ACCGAACCCAAACAAAACAA 152

Ad08A8078 Aradu.A08 8078 c (GA)7agaagaggaagaagataggagagagaaatgagtgtgtgagtgtaaagcttgggactcgg(GA)1093 28812263 28812355 AGGAACGCTTTTGACGAGAA TGAGCATGATAGTAATCCGCAC 279

Ad08A8082 Aradu.A08 8082 p3 (AAT)6 18 28817282 28817299 TCAAAGCACACATACAGGGC AAGAGGTGGTCCATAACTCCA 269

Ad08A8089 Aradu.A08 8089 p4 (AATT)7 28 28839396 28839423 GAAAATTTTAATTTCATTTTGATCG CGGATGTACGTTTAGGCCAT 262

Ad08A8092 Aradu.A08 8092 c (AGA)5aa(AAG)5 32 28842302 28842333 GAACGCGAACAGAGGAGAAC TCGTTTGTCATATACGCGCT 181

Ad08A8097 Aradu.A08 8097 p4 (TTAT)5 20 28851523 28851542 TTTTCTTCAAGTACAATTTCGGC TTCACTCCCAAAATCACCAA 242

Ad08A8101 Aradu.A08 8101 p2 (AT)8 16 28858326 28858341 TTTAGTTTATCACATTTTCTTCCAACA AACATGGTGCAAATAAGAGGTC 184
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Ad08A8104 Aradu.A08 8104 p2 (TA)9 18 28868885 28868902 ACGGAGCTGAGATTGAAGCA TTGTTTTTATTTAACGCGTCTTTTT 206

Ad08A8106 Aradu.A08 8106 p3 (GAT)9 27 28871406 28871432 GGCGAGTGAATAATCCGAAA TGGAGTGTGTTGTTTTCATACCA 208

Ad08A8107 Aradu.A08 8107 p3 (CAG)6 18 28872367 28872384 TACTCAGCAGGGCTTATCGC GCTTCACCTTCTCTGCCAAC 278

Ad08A8108 Aradu.A08 8108 p3 (AAC)6 18 28874119 28874136 TGCTAGCAAAGCAAACTGGA TCCTTTGATCTCTCCGAACC 260

Ad08A8109 Aradu.A08 8109 p3 (ATC)5 15 28874603 28874617 AGCACATCAATGGGGATCAT CGTTCCCATTGTTTCCAATC 276

Ad08A8110 Aradu.A08 8110 p2 (AG)7 14 28877027 28877040 CTGTGTGGGCATCCCTATCT AGCATCACAATGAAGAAGCG 189

Ad08A8116 Aradu.A08 8116 c (AG)7aatttttccctcaaaaaag(A)1043 28886760 28886802 AGCCACTGAGCCCAATTAGA TGCCATTAAAATTCCATAATTCG 232

Ad08A8119 Aradu.A08 8119 c (TCA)5tcgtcatcctcgccaacaact(GGC)551 28892111 28892161 ATAATTAGGCGAAACCAGCG CTTCCCAAGAGCGTTGAATC 279

Ad08A8120 Aradu.A08 8120 p3 (ATT)13 39 28894181 28894219 AACAAAGCAACTTCTTCTTGGG ATCCAAAGGCGTCAAAAGTG 185

Ad08A8126 Aradu.A08 8126 p2 (AT)8 16 28904105 28904120 TGTTATCGCGATGTGGAAAA AAATTTACCGCAATGCAAGC 246

Ad08A8129 Aradu.A08 8129 p2 (TC)7 14 28915809 28915822 TGAAGTTCCTTCTCCAATCTGTC GGAAGAAAACTTAAAAAGATGCAA 278

Ad08A8130 Aradu.A08 8130 p2 (AG)6 12 28916426 28916437 GAGGCTGGGAGTGGAGTAAA GGGAGCAAGAGTACATCAACAA 270

Ad08A8133 Aradu.A08 8133 c (TCT)5tttctttcttttcttgccttctctttctccttcttcaaccgttactgcatattttcacttcac(CTT)5gctgcacgttcttcttcc(TCT)10141 28925055 28925195 TGTACGTTTTCACTGCACGTT TGAAGAAGAAGAAAGAGAAGGCA 235

Ad08A8135 Aradu.A08 8135 p3 (AAG)5 15 28930724 28930738 CAACGACAAGGCATAAGCAA CCATTATTGCCGTACCAACC 193

Ad08A8137 Aradu.A08 8137 c (A)11cacccaactcggttcctgatatttcttttgagactgattacccttatgtcaaaaaaataacattga(T)1289 28931302 28931390 TCTCATCCGGTCCTGACAAT CGGCCCCTGAGATTTACTTT 179

Ad08A8138 Aradu.A08 8138 p2 (TA)6 12 28933763 28933774 GCCGCCATTCTAGACATCAT GGTCGACCATTGGAAACCTT 134

Ad08A8139 Aradu.A08 8139 p2 (TA)6 12 28935173 28935184 TTCAAGTTGCAGGCCTTTTT TAGAGCAAAGTAGCGGTGGC 166

Ad08A8142 Aradu.A08 8142 p2 (AT)6 12 28946417 28946428 AGTTAGACGTGACGCGCTTT TATTGCCTCGTGGAGAATCC 192

Ad08A8144 Aradu.A08 8144 c (AAG)5aatttgaggaagatgacaatgttgttgttgatgaagaagaggaatatgatgaagatgatgaagtagaggaagcaaatcac(GAT)15140 28949975 28950114 CGTCTCGTCCTTACCTTTGC TAGCAATGCAATGTGGTTCC 271

Ad08A8146 Aradu.A08 8146 c (T)10ggggcactacttcaattttgattttaactggatgtttcttcaatttgatgtttcttactatgctcaacaacaatttttctacaaaaga(T)11109 28953324 28953432 GGACAACGAAGTCGCTAGGT TGCGGTACTGCTTTTTCACA 270

Ad08A8147 Aradu.A08 8147 p3 (ATT)5 15 28959383 28959397 CACATTTGCCTTGTGTTTGC TCGATTGTGCCATCAATGTT 265

Ad08A8149 Aradu.A08 8149 p2 (CT)7 14 28968170 28968183 CCTCGATTCTTCAATCGGAA TTGTTGTGGCTTTGAGATCG 222

Ad08A8151 Aradu.A08 8151 c (TTC)5tttctccatacttcctcttcc(TCT)551 28969886 28969936 ATTCATGCCGTTTCACGTTT CGTGTAGCAAGAAGAAGAAGGA 248

Ad08A8152 Aradu.A08 8152 p3 (TTC)7 21 28970727 28970747 TTGAAGGCAAAGAGAGAACGA TAACACGCGCGTAACAAAAG 171

Ad08A8153 Aradu.A08 8153 p2 (TA)7 14 28972261 28972274 TGATCTTGGCACTTGCAGAC CAAATATCTCCATTAAAAATATTGGC 242

Ad08A8155 Aradu.A08 8155 p2 (TC)7 14 28973267 28973280 TGTCACTTGCAAAACACAAGG GTTTGTGAAAAACGCAGCAA 218

Ad08A8159 Aradu.A08 8159 c (T)10ccatacttcctctttttcttctccttcttcttctttttccgtgcc(TCT)570 28978549 28978618 TCTCCATATACAAGCGTTTTCTCA ACGAGGAGAAACACGACGAT 166

Ad08A8160 Aradu.A08 8160 p3 (GAA)5 15 28978752 28978766 ATCGTCGTGTTTCTCCTCGT CTCCTCCTCATCTTCTGTTGC 149

Ad08A8161 Aradu.A08 8161 p3 (AGA)5 15 28979175 28979189 GAGAAAACGCACAAAAGGGA GCGTACTTCGCGTTTCTTCT 133

Ad08A8162 Aradu.A08 8162 p3 (TTA)12 36 28979295 28979330 GAGAAAACGCACAAAAGGGA CGTATATATCACACACACGGTTTTT 280

Ad08A8166 Aradu.A08 8166 p2 (TA)8 16 28984194 28984209 GAACACAAACGGTATTTTAAACG ACAATTTATTGGTTAGAATTAACGC 279

Ad08A8177 Aradu.A08 8177 p3 (GGT)8 24 28999864 28999887 AAGAGGAACGCGATTTTGAA CAACCACCACTATCACCACG 203

Ad08A8178 Aradu.A08 8178 p2 (GA)10 20 29000228 29000247 AATGGGGTGTGGAACTGAGA AACCAAAATCCAAACCCAAA 262

Ad08A8179 Aradu.A08 8179 p3 (ATA)5 15 29001304 29001318 TTGTTTCCCCAAACACTCGT GTTTGAATGAATGGGTTGCC 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8183 Aradu.A08 8183 c (AT)7(GT)39 92 29009904 29009995 TTTAGAAGCCCGATGAAGGA TGGTTTAAATTCCACGAGCC 244

Ad08A8185 Aradu.A08 8185 p3 (GGT)5 15 29019002 29019016 GAGCTGGCACATGCTTATGA TTGACGGCTCCCATAAAAAG 203

Ad08A8186 Aradu.A08 8186 p4 (AAAT)6 24 29022972 29022995 CAGTGCTGCCACAACTTCAT TGCCTTTGGGGTTATTTCTG 253

Ad08A8187 Aradu.A08 8187 p2 (TA)9 18 29026118 29026135 TTTCACGCTCATGCTAGTGG CCACAAATTCCCCTGTTAAA 194

Ad08A8192 Aradu.A08 8192 p2 (TC)18 36 29033326 29033361 GCAAATCCGTCGTTTCTCTC CGTTGAGTGTTATCGGAGCA 167

Ad08A8193 Aradu.A08 8193 p3 (GTT)6 18 29034864 29034881 ATTTGGGTTGGATGATCTCG AAGAAAGGTGGGAAGAATGGA 263

Ad08A8199 Aradu.A08 8199 p2 (AT)7 14 29046747 29046760 CGTCATGTCAATATGACAACCA TTCTGTGTTGTAGAAGCGCAA 224

Ad08A8200 Aradu.A08 8200 p2 (TA)12 24 29047593 29047616 TGAAACTTGGACATGCTACGA GAGCACAGCTATGCCAAAAA 242

Ad08A8201 Aradu.A08 8201 p3 (AAT)5 15 29048426 29048440 AAAGTGCTGTCCAGATAACAACAA TGGATGGGATAAACTTTCCTG 157

Ad08A8202 Aradu.A08 8202 c (T)10aaatccaaattagtataactctgaccagactatatttgttctttctcttacgaatcacgtattcagaagatatataaaacag(A)10102 29050481 29050582 CGGAATTAAAGGTTAAAGATTTAGGA GCGGCAACTGCATAGTTCTT 267

Ad08A8203 Aradu.A08 8203 p2 (TA)7 14 29052280 29052293 TGTCTCTTTTCCGGAGCTGT CAATGTAACAGTGAATTTTGCCTC 222

Ad08A8204 Aradu.A08 8204 p3 (TCA)5 15 29052939 29052953 ACCTTCAGCCTGGCCTAGTT CAACCTAGGATCCCTCCCAT 244

Ad08A8205 Aradu.A08 8205 p2 (AT)6 12 29053733 29053744 GCCAGTACCCATTTTTGGAA TTCCTGTGGTGATGGTTCAA 280

Ad08A8207 Aradu.A08 8207 p3 (TCA)5 15 29054741 29054755 TTATTTTTGGGTGGTGGGAA AAGGGGTGCTATGTTGTGTTG 235

Ad08A8208 Aradu.A08 8208 p3 (GAA)6 18 29055633 29055650 CACTTCAATTTCGATCTTCGC AAATGGACATGATGGGAACC 268

Ad08A8209 Aradu.A08 8209 p3 (TTA)5 15 29056037 29056051 AAAGTGCACACAGCACAAGC CCCTTTCCATCTTTTCCCAT 189

Ad08A8210 Aradu.A08 8210 c (TAT)5tca(AG)6 30 29056568 29056597 ATTGAGGGGAGAGTGGTGTG CCATTTGTCACCCTGCTTTT 274

Ad08A8217 Aradu.A08 8217 c (T)12aattaaaacctttttgttttcacttttaaggatcatgtaactatttgtaacttaattcttcttctggaagttaagtgttattcaactttttttc(A)11117 29075699 29075815 ATGGCTTTAGCGTGTTTTGC AAATTCTTTTTAATTTCAATTGGGAG 244

Ad08A8225 Aradu.A08 8225 p3 (TAA)5 15 29100464 29100478 AAACGCCATCCGTCGTATTA TCCGATTTGTGCATCACATTA 267

Ad08A8226 Aradu.A08 8226 c (GA)15ttgttattctggcgtggactgaagtgaggtgtgggtgtgggtgtaggtgttacgctttctctttgctttatgttttgtttctcttttttta(ATT)7142 29105578 29105719 AGCAAGATTATTGGATGCCG GCTCTCGTTTGGTTTCTTCG 239

Ad08A8228 Aradu.A08 8228 p2 (GT)7 14 29120602 29120615 TTGGGTGGGTTTTGTAGAGC ACCAATCAGCACAAACCACA 186

Ad08A8231 Aradu.A08 8231 c (TG)6(AG)7 26 29140104 29140129 TGTGAGTGCATTGGAGAAACA GCTATACAAAACCAGGCCGA 262

Ad08A8235 Aradu.A08 8235 p3 (AAC)5 15 29152024 29152038 TCACCTTAGGAATGTCGCAA AGAGCATAATGGCGTCGTTT 280

Ad08A8243 Aradu.A08 8243 c (A)10ctgaaataagcatctttttagcttagatcaagtgaaaggaaccat(A)1267 29177432 29177498 CGTTGCTAAGACCTGCACAA CGGGATTCAGTGATATGCAA 139

Ad08A8245 Aradu.A08 8245 c (A)10gaaagtagaaaaaaaattttcttttatttggatgg(A)1055 29178769 29178823 TGGATGAAAAGAAAATGGGTG AAATTGGAGTAGAAAATGGGTAAAA 262

Ad08A8248 Aradu.A08 8248 c (A)10tgttgaatttattaatttttatagatatttttaattttatacactttgtcacctaatcatttaaagag(A)1088 29189997 29190084 TGCTTTTGTCATTTCCTCCA ATTTTGTGTCCCAAACTGAAA 280

Ad08A8249 Aradu.A08 8249 p3 (TAA)7 21 29191725 29191745 CTGCTTCGCTGCCATTTT GGAAAGCGAGTCCAGTTGAG 276

Ad08A8250 Aradu.A08 8250 p2 (TA)6 12 29200812 29200823 TGCTAAAATTTTGAATGTGATTGA TCGAAGACAAAAATGACGATTG 199

Ad08A8260 Aradu.A08 8260 p2 (AT)6 12 29251543 29251554 TTTTTCCGAAAGGGAATAATCA TTCAACATCTGACAAGCTTCA 274

Ad08A8262 Aradu.A08 8262 p2 (TA)9 18 29252105 29252122 ATTTGGCCGAAAAATCGGTA TGTGTCGTTATAAAATTAGGATTTAGG 170

Ad08A8263 Aradu.A08 8263 p2 (TA)9 18 29252350 29252367 CCTAAATCCTAATTTTATAACGACACA TTGCGATCATAAACTCTTAAGCTCT 269

Ad08A8267 Aradu.A08 8267 p2 (TA)10 20 29256120 29256139 GCCTTTTCTCTAGTGCTCTCTCTC TCAAAATACATAGGAGAAAAACAAAC 280

Ad08A8268 Aradu.A08 8268 c (T)10aaattctttagtttcataatatgtgtgtgttatctaacataa(T)1163 29262491 29262553 TTGAAGATGCAAATATCATCCA AAGAATGCAGCCTCATTTGG 184

Ad08A8271 Aradu.A08 8271 c (CAC)5cgccaccgccaccaattcacttaagcccttccaagtcaacctcacctgctccctccaccaccatgacaagagacctctcattgatgaacacgacttctt(CTCTGC)5144 29266746 29266889 CTTCAATTCATGGCTGTGGA GTTGTGGTGGTGGTGATGAG 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8272 Aradu.A08 8272 p3 (GAG)5 15 29267273 29267287 AATACAAGGCCCTGCAGATG GGAGCCAAGGGACTATCCTC 244

Ad08A8276 Aradu.A08 8276 c (T)10cagggcta(T)1028 29274116 29274143 GCTTTGGTGGGCTTCAGTAG CCAACATTGTCCAAAACAAAA 230

Ad08A8282 Aradu.A08 8282 c (T)10caattctttttttttaatgttattaatgagataccaagattgagatgctttaaataattcactc(T)1084 29284935 29285018 CCCAAATTTGAGCACGTCTT CAATGGGCTAAAAATTTCAAAAG 277

Ad08A8283 Aradu.A08 8283 p3 (ATA)6 18 29287553 29287570 TTGTTGGTGTGAGGTGGAGA TCTAATGTCAAAGGATGCATTTTC 177

Ad08A8284 Aradu.A08 8284 p3 (TAA)5 15 29288482 29288496 GCAGACACCGGAGTAGTTGAG CTAACCCAATTGTGTGGCCT 230

Ad08A8286 Aradu.A08 8286 p3 (TTA)18 54 29289753 29289806 CGATCTATGTTGAAGTCTCATGC TAGCCTTGCTCACCTCCCTA 254

Ad08A8287 Aradu.A08 8287 p6 (AGAATC)6 36 29301553 29301588 TCACATTCGAAAACCAAGCA TAAAACAGGGAACGACCAGC 233

Ad08A8289 Aradu.A08 8289 p2 (TC)6 12 29311114 29311125 CACTCTCATGAAGCAACCCA GACACCGCTTGCTTCTTTTC 237

Ad08A8290 Aradu.A08 8290 p2 (TA)7 14 29313019 29313032 TCGCAAGTTTGGTTTTGTCA GGTCAGTCTCATAGCTGATTCAAA 266

Ad08A8292 Aradu.A08 8292 p2 (TA)9 18 29325960 29325977 TTTTTCGTGGCTAAACCTCTT ATATTGACAATGGGGCAAGG 252

Ad08A8293 Aradu.A08 8293 p2 (TA)6 12 29326957 29326968 GGTTTGACGGAGACATTTGG TGACTCATTCATTTGCATAAATGTT 273

Ad08A8297 Aradu.A08 8297 c (T)10attatttttataatttttttttgtttcacactttcataatttttattttttcacccttt(A)1079 29329131 29329209 TCAATGTCGTCGTGGTCTTC TGCATAATTATTCCTTCTTTCTATTTG 271

Ad08A8305 Aradu.A08 8305 p2 (TA)6 12 29347424 29347435 TAAACCACGGCACAAAACAA CCACATCACAGAATAGGCCA 244

Ad08A8307 Aradu.A08 8307 p2 (TA)6 12 29349659 29349670 TGATTTCCAAAACTTCAATGACTG AGTGCAAACTAAAGTGGCCG 185

Ad08A8313 Aradu.A08 8313 p3 (ATA)17 51 29366498 29366548 TGAATTTACTTGTGAGTACACATTTTT GCACCATAAGCCCTAGCAGA 140

Ad08A8314 Aradu.A08 8314 p2 (AT)6 12 29385814 29385825 GGTGCAATTAAGAAGCAGCA GCTCGATAAGTATGGCGTCC 129

Ad08A8317 Aradu.A08 8317 p2 (TA)6 12 29395841 29395852 GAGAGGCATCTCATTAGGCG CCTGCGAAATCAAGACTGGT 229

Ad08A8320 Aradu.A08 8320 p3 (AAG)9 27 29401624 29401650 GCTGATCTGCGACGACAATA AAATGCGTCGTTTAGGCAAC 269

Ad08A8321 Aradu.A08 8321 p2 (TA)6 12 29410243 29410254 AAGGCCAAGGCCAAATAACT CATAGGCAACAGGTCAAGCA 264

Ad08A8322 Aradu.A08 8322 p2 (TA)8 16 29416188 29416203 ACCGAAGGACACATTTGGAG GTAAAGCTAAGGCTGGCCG 107

Ad08A8323 Aradu.A08 8323 p2 (TA)8 16 29416434 29416449 GGCCAGCCTTAGCTTTACAA TAAAACAGAGGTGGCAAGGC 271

Ad08A8324 Aradu.A08 8324 p3 (CTT)5 15 29417576 29417590 CATCCAAACAATTTTAACATCCAA TGGAGGAGGAGGTGAAGAAA 182

Ad08A8325 Aradu.A08 8325 p3 (CCA)14 42 29417703 29417744 CACGCGCTTCTTCTTCTTCT CAACATCATCAACATGGCAA 244

Ad08A8326 Aradu.A08 8326 c (CTT)6tttcatctttttcttcgtcttcttatttcatttctcaaaattcttttttatttactctcttcagaggaataagaccaagaaaaagagaagaaaatatc(A)10126 29418097 29418222 CGTTGTCCTGCACAATTCAA CAGTTCGAAAACAAGCACACA 278

Ad08A8330 Aradu.A08 8330 c (CAT)25c(CTT)9103 29422514 29422616 AACACCACCACCTCATCCTC AACTCAGTTCGAAAACAATCACA 200

Ad08A8331 Aradu.A08 8331 p3 (CTT)5 15 29422849 29422863 GCATTTGGACTCGTTGTCCT TTTTGGATCAAACAACGTCA 225

Ad08A8333 Aradu.A08 8333 p2 (AT)6 12 29427127 29427138 GGTGCAATTAAGAAGCAGCA AGGCCCCTTTCTCAAATCAT 116

Ad08A8334 Aradu.A08 8334 p3 (TTC)8 24 29429755 29429778 AACATTTCTGCTGCCAATCC CTTTCCCTTGCGACAAAGAG 210

Ad08A8335 Aradu.A08 8335 p3 (TGA)5 15 29430289 29430303 TCTATGCCACAAATGGACGA ATTGCCCTAACCTGCACACT 275

Ad08A8336 Aradu.A08 8336 p2 (TG)6 12 29432747 29432758 TGTGGACATTTGAAGGCTTG CCTAAACCATACCTTGGCCG 131

Ad08A8338 Aradu.A08 8338 c (CAT)11cctcctc(CTT)555 29439264 29439318 TACCACCACCTCATCCTCCT TTGCGACATGATTAACTCAGAAA 249

Ad08A8339 Aradu.A08 8339 p3 (AAG)5 15 29440646 29440660 CTCGTTGTTCTGCACAATTCA TATTCACGCGCGTAGCTTTA 185

Ad08A8341 Aradu.A08 8341 p3 (TAT)12 36 29442296 29442331 TTTTTGTCTAATGAAATGTTACCAAA TGCATGATTGAACACTTGCAG 199

Ad08A8342 Aradu.A08 8342 p3 (TTC)5 15 29446179 29446193 CCAATCCTCCACCAAATCAT CTTTCCCTTGCGACAAAGAG 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8343 Aradu.A08 8343 p2 (TG)6 12 29449481 29449492 CGCCAAAGTCTTGGTGATTT TGGCTTGCCAACAATATTCA 270

Ad08A8346 Aradu.A08 8346 p2 (AT)7 14 29459663 29459676 TTTAGTCCCTGGATTGGTGC TCCAAGACTCACCATCCTCA 270

Ad08A8347 Aradu.A08 8347 p2 (AT)9 18 29467128 29467145 TGTGGGACGAGTCTCTGTCTT TCATGCACCTGAGTTTCACC 170

Ad08A8348 Aradu.A08 8348 p2 (AG)7 14 29468113 29468126 GGAGGAGTGTTGAGGATGGA CATCATCGCTCAACGTTAAAAA 119

Ad08A8351 Aradu.A08 8351 p2 (AG)15 30 29471874 29471903 TAGTGACAATGCAAGGCGAC GGGATAAAATTCAAACGCGA 277

Ad08A8352 Aradu.A08 8352 p3 (ATT)5 15 29472329 29472343 GGGCGAATTTTCACTCGTAA TTGTTCATGATTAAACACTTGCG 264

Ad08A8356 Aradu.A08 8356 c (T)10ctttctctatgtctcctctttttcttctcattcttcttcttttttcgtgca(TCT)988 29501794 29501881 TCACGTACAAGCGTTTTCCA CGAGAAGAAACACGACGATG 165

Ad08A8357 Aradu.A08 8357 p3 (AAT)13 39 29512601 29512639 TGAATCCTCACATATCGATAGGAAC TCACGGTGTTCCAAATTTCA 269

Ad08A8360 Aradu.A08 8360 p3 (AAT)7 21 29521637 29521657 GAAGGAGTGCATGCCTCTAAA TGCAATGGTGAGTAGCTTGA 249

Ad08A8361 Aradu.A08 8361 c (T)10cttttgagtcaatgaatctcatcaagtttctttt(A)1054 29523712 29523765 AAAAATGCCGTGAATAAAAATG CAATTCTTGTTCTTGTCTCTCAGC 180

Ad08A8362 Aradu.A08 8362 p2 (CT)10 20 29534904 29534923 GGAACTGGGATGAGTTCCCT CGACGCACAATGAAACAAAT 274

Ad08A8365 Aradu.A08 8365 p3 (ATA)5 15 29549443 29549457 TTTGGCACACTCATTCTCAAA TGCTTGTTCTTTGCTTTTGG 245

Ad08A8367 Aradu.A08 8367 p3 (TTG)5 15 29550177 29550191 TTCCCTTCTGCTTTCTCTTTTG GTCCCTCTTACCCCATGGTT 228

Ad08A8368 Aradu.A08 8368 c (T)10atgctttctaatattatgttcc(T)1042 29550444 29550485 TTTTTCTATTGAGCCGTGCC AACTTGTCATCGCTTGTTCTTG 275

Ad08A8371 Aradu.A08 8371 p2 (GA)6 12 29556844 29556855 CGAATGGTGAAGGAAAGGAA CTTACCTGCAAAGCCACACA 239

Ad08A8373 Aradu.A08 8373 p3 (ATT)5 15 29560036 29560050 TCCAAGCTTACCAAACCAGG AGGTGAGAAACGAAACCACG 205

Ad08A8375 Aradu.A08 8375 p3 (AAT)16 48 29563400 29563447 AATCTTGGGGGTTACGTTCA TGTGATTTATAATCATGAACGTTGTTA 253

Ad08A8376 Aradu.A08 8376 p3 (TAT)5 15 29564119 29564133 TTCTAACATGCACACGCACA GGTCGTTAGTTCCCTCTCCTT 277

Ad08A8377 Aradu.A08 8377 p2 (AT)6 12 29564251 29564262 TTCTAACATGCACACGCACA GGTCGTTAGTTCCCTCTCCTT 277

Ad08A8379 Aradu.A08 8379 p2 (TA)9 18 29570479 29570496 TAAAGCCAGCATCACCAATG TAATCTTAGGGCCGGGAAAG 126

Ad08A8392 Aradu.A08 8392 p2 (AG)12 24 29608152 29608175 GGGCTCATAGTGAAGGCAAC TCATCATCGCTGCTCATCTC 194

Ad08A8394 Aradu.A08 8394 p3 (TTG)5 15 29609331 29609345 CGATTTGTACTCCGCCAAAT CAAAAGCAACCAAAGCATCA 217

Ad08A8398 Aradu.A08 8398 p4 (TATT)5 20 29623904 29623923 ATGAACAATCCTACTGCCGC CCTGAAACAAACGCACACAT 271

Ad08A8401 Aradu.A08 8401 p3 (TCT)5 15 29631931 29631945 TAGCTAGCTCGCTCACACCA AGGATGAGAAGGCAAGGGAT 254

Ad08A8405 Aradu.A08 8405 c (A)10ttttgaaggcaagcacaacataaagtaacctcggtagctcg(T)1162 29642531 29642592 GCGAGAATAAGAAGGAGGCA TTTCGGGCGTAATAATTTTTGT 257

Ad08A8407 Aradu.A08 8407 c (CAC)5cgtcaccaccaccatcaccannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngcctcttcctcatttcccttttttcatgg(TCA)6132 29643446 29643577 TCCTCTTCACCTTCCTCACC TTGTTGATGAAATTTGTTGTTGC 257

Ad08A8413 Aradu.A08 8413 p5 (GATCC)5 25 29656055 29656079 TTCTTGGATGCAAAATCACG GATGTGTGATATGCGGATCG 273

Ad08A8415 Aradu.A08 8415 p2 (TG)9 18 29667170 29667187 TGGTGAATGAACATGCAAAAG AGGGGTACATGTTGACAAATCA 276

Ad08A8417 Aradu.A08 8417 p2 (TA)6 12 29670075 29670086 TCATGGATTTTAAGTGGGGC TCTTGTTCTCAGTGTTTTGCCT 238

Ad08A8422 Aradu.A08 8422 p2 (TA)6 12 29681014 29681025 CGGATAACGTGTTGTAAAATAAAGG CGTGGAATTGTGAAGTATCTATGT 280

Ad08A8423 Aradu.A08 8423 p2 (AT)8 16 29685910 29685925 AATGATGACTTCCGTGGTCC TGTTGAGAGGCTGAACCTGA 269

Ad08A8426 Aradu.A08 8426 p2 (AT)7 14 29697824 29697837 CATGATTCATAAAATATATGCCACG CACTGTGGCCATTATCCAAA 206

Ad08A8429 Aradu.A08 8429 p2 (TA)10 20 29715485 29715504 TCCCATGAGTCATTCCATCA GTGGAATTTTGCCCTGAGAA 232

Ad08A8432 Aradu.A08 8432 c (A)10tagcataaaacaaagagaaaaaagacttatccaaaaattaaac(A)1063 29731310 29731372 AAAAATGGTATCATGACATCAAAA TGCTTTCATTAATTTTCCTGGTG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8433 Aradu.A08 8433 p4 (TTAA)5 20 29736839 29736858 TGGCCAGCATATAATCAGCA CCAACAATGGAAACAGCCTT 257

Ad08A8435 Aradu.A08 8435 p2 (AG)8 16 29738352 29738367 TGCTGAGCGTATTGAGATGG GCCGTCATTGGTTGCTCTAT 189

Ad08A8436 Aradu.A08 8436 p3 (TCA)5 15 29739039 29739053 TTCCCCTTCTCTCTCCTCATC TTGAATGAATGTAGGTTCATCTTCTT 230

Ad08A8438 Aradu.A08 8438 p3 (AGG)7 21 29740142 29740162 TGTAGCAACAAAAGCAGCAA CTTCGCATTCCTCCTTCAAC 188

Ad08A8439 Aradu.A08 8439 p2 (TA)8 16 29741011 29741026 TTGTGAAATTGGCTTAAACTCG TGAAGGGCTTATTTATGTGCG 226

Ad08A8442 Aradu.A08 8442 p2 (AT)8 16 29743928 29743943 AACATTTTTATCGAATAAGGGAAA GGAAATTGGCCACAAGAATG 271

Ad08A8443 Aradu.A08 8443 p3 (CCT)9 27 29750694 29750720 CGCTCGGAAAAGCTTTGTAT ATAAACGCGACCAGAGGAGA 260

Ad08A8444 Aradu.A08 8444 p3 (AAG)9 27 29751953 29751979 GGCGATGAAGAAGAAGATGC ATGCACCCAACACAAACAAA 115

Ad08A8446 Aradu.A08 8446 p2 (TA)9 18 29755426 29755443 CATCACTTGTAAAGCGTAGCCA AAGCATTGTGCGAATCCAGT 276

Ad08A8447 Aradu.A08 8447 p2 (TA)7 14 29761983 29761996 CAATTCATAATTTTTCGAATATGAAGG TTCTCATGCAATTCCATTTCTC 276

Ad08A8449 Aradu.A08 8449 c (A)10tgattaaaagacacaaattctcatccatttataccaacttgtgttgataacta(T)1073 29765117 29765189 CCCAATCCGACAGGTTAAAA TGTGGAGATAAAGATACCTACGTCC 265

Ad08A8450 Aradu.A08 8450 p2 (AT)11 22 29765911 29765932 TCATGCACATACACAAGGCA CTTGAATGTTTCTGGGGCAT 228

Ad08A8451 Aradu.A08 8451 p2 (AT)7 14 29766962 29766975 CAGGTTGTGCCAAAACTGAA ACAAAAATGGGAGCCACTTG 141

Ad08A8452 Aradu.A08 8452 p2 (AT)10 20 29770927 29770946 CAAACCCCCATTCAATCATC TGAGCCTCTTGTTGATGAGC 184

Ad08A8453 Aradu.A08 8453 p2 (GT)6 12 29771794 29771805 ATCAAGGCTGGAAGAGCAGA CCAAACCCAAGTTGGACCTA 272

Ad08A8454 Aradu.A08 8454 p2 (CT)8 16 29772208 29772223 CGTTCTTCTCCTTCGTGAGC ATACCGTCGTCGTCCTCATC 184

Ad08A8455 Aradu.A08 8455 p2 (TC)6 12 29772372 29772383 GATGAGGACGACGACGGTAT GGAAAGGAAAGGGAGGAATG 162

Ad08A8459 Aradu.A08 8459 p2 (TA)6 12 29774743 29774754 ACCATGTGCTTTTCTCCTTCT GGCGTTAAAATAGAGTCATGAACA 156

Ad08A8460 Aradu.A08 8460 p3 (TAT)5 15 29775343 29775357 GATTCGCAGAAGTGCCAACT ATGCATTCCACCAATCAAGA 261

Ad08A8461 Aradu.A08 8461 p2 (GA)12 24 29777099 29777122 TTAACCGTGTTTGAAAGCCC ATTGGTACGTCGGAGTCCAG 212

Ad08A8462 Aradu.A08 8462 p2 (TC)7 14 29777271 29777284 CTGGACTCCGACGTACCAAT CGGCAAATAGCGCAGTTATC 258

Ad08A8467 Aradu.A08 8467 p3 (TAA)16 48 29788722 29788769 TTGTGGGTGCAGACATTCTC CACATGGACCATACATCCCA 223

Ad08A8473 Aradu.A08 8473 p2 (AG)7 14 29798514 29798527 AAACTGCAACGGCAATATCC TCGCTACTCATCCCGTTACC 205

Ad08A8476 Aradu.A08 8476 p2 (TA)6 12 29800533 29800544 ATCCCGTCTCTACCCGTCTT TTGCTTCTATTCGTTTGGGG 234

Ad08A8479 Aradu.A08 8479 p3 (TCT)5 15 29802262 29802276 TTTTGGATCGCAAATTTCTGT GCAACACACCACTTTCAAGG 232

Ad08A8482 Aradu.A08 8482 p2 (AG)10 20 29809693 29809712 TATACGCCCGAATCTCGAAG GACAAGATCCACTGTCGCTG 273

Ad08A8483 Aradu.A08 8483 p2 (AT)6 12 29810623 29810634 TTGTTTGGCTTATACCATTCAAAA AAACGCCATCCGTCGTATTA 280

Ad08A8484 Aradu.A08 8484 p3 (AGA)7 21 29813233 29813253 AACACAAGCTAAGAAAGCATTACA TGACAATGGACGACATAGATCAC 181

Ad08A8492 Aradu.A08 8492 p4 (AAAT)6 24 29829296 29829319 CGGACATTTGAGATTTAATTTCGT CCTTTAAGGATAATTATTAGGGTTGTT 225

Ad08A8500 Aradu.A08 8500 p3 (CCT)7 21 29838958 29838978 TATTTCCGAGTTGTTTCCGC TTCTCTGGCTCGGAGAGAAG 279

Ad08A8502 Aradu.A08 8502 p2 (GA)6 12 29860356 29860367 ACTACACTATCCCGGACCCC TCTCCATCTCCCTCCACAAC 231

Ad08A8504 Aradu.A08 8504 c (T)10ctcttatttcttgtttgatgctattttttttaaaggttttcgtattgtaatta(T)1073 29862284 29862356 TCGTCAATACTGATCTCATCAACA TTTTAAATCCTCAAAAATCTCACAAA 207

Ad08A8505 Aradu.A08 8505 c (A)11gcaggaaatggaattaaatatttgccaatcataaataaattagt(A)1166 29868050 29868115 CAACACCAGCATATAGGAGCA TCTGGATTTCTTGTCGGAGA 241

Ad08A8507 Aradu.A08 8507 p2 (CT)11 22 29871500 29871521 ACTGATTTTCGGGTTCACCA GCGTGAATGTTACGCTCCAT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8509 Aradu.A08 8509 p2 (AT)6 12 29877096 29877107 TGCAAATTTTCACACTGTCATT CTTATTTCCAACAATTTTCCACTT 176

Ad08A8510 Aradu.A08 8510 p2 (AT)9 18 29877365 29877382 AATCGTAGAATCACTATGGGACA AGAGCGAATCAGTTCAATGG 145

Ad08A8513 Aradu.A08 8513 p3 (TTG)9 27 29896653 29896679 TCGTTTGATTCATGTAGCGG AACCTCCAACCACATACCCA 196

Ad08A8515 Aradu.A08 8515 c (AT)6aatg(TAA)6 34 29901355 29901388 CTAAGAGGAAATGCAAACAAAAA CCACACGACTTCTGTTTTACGA 268

Ad08A8516 Aradu.A08 8516 p2 (AT)7 14 29913508 29913521 TCTCTCTCCTCCTCCCCTTC TCTCCCTCTTCTCTTTCCCC 259

Ad08A8518 Aradu.A08 8518 c (GAT)6gcatgttgaattttgttccgcaggtttggcttaattttgttttacaaaag(A)1078 29918773 29918850 TTCATGCCAAACTCAACCAA CCATGCAGCACCTAATCCTT 279

Ad08A8519 Aradu.A08 8519 p2 (TG)6 12 29919254 29919265 GCATCTGTGCACTCTTCCAA GCATCAAACACAAAGGACCA 242

Ad08A8520 Aradu.A08 8520 p2 (TG)8 16 29924347 29924362 TTGGAATAATGCATCTAGCAAAT TGAAGCCAAGTTTGCATCTTT 210

Ad08A8521 Aradu.A08 8521 p3 (AAT)6 18 29925427 29925444 CGTCACTCGCAAAGTAGCAA TGAGTTTGCTCCACGTGATT 169

Ad08A8523 Aradu.A08 8523 p2 (TA)6 12 29931144 29931155 GGTCCCTTGAACAAACAGGA GCCACAGACTGAGCAGCATA 144

Ad08A8525 Aradu.A08 8525 p3 (AAT)6 18 29933262 29933279 GAAGCAGCGAAGATGAGGAG ACGTGATTTGCTCCGATCC 279

Ad08A8527 Aradu.A08 8527 c (A)10tgagcccgtgtagaatggatgtgttgtattaaggtc(A)1157 29937136 29937192 CAGCACATCACATACATGCCT CACAAGAGGAGCAGGAGAGG 268

Ad08A8533 Aradu.A08 8533 p3 (AAG)5 15 29949374 29949388 TCAGGTTTGATTCGTAGGGG TCTTCACTCCCAAAACCCTT 156

Ad08A8535 Aradu.A08 8535 c (CA)7(TA)8 30 29952864 29952893 TTCAAAATGAGCCAATTCAATG TGACCACAATTCAACCAATCA 279

Ad08A8536 Aradu.A08 8536 p3 (TCC)5 15 29953122 29953136 TGATTGGTTGAATTGTGGTCA CATGAAACACGCGAAGAAGA 130

Ad08A8537 Aradu.A08 8537 p3 (GAG)9 27 29954145 29954171 TGATGGAGGAAAAGGAGGAA TCATTTACATTCACGCGCTC 160

Ad08A8538 Aradu.A08 8538 p2 (TA)6 12 29958333 29958344 AGCGACTCCTCCAAGTTCCT TCTGAGCTTGTATCCCACCC 259

Ad08A8539 Aradu.A08 8539 p2 (CA)6 12 29959484 29959495 GGTGATTTGCTGTGGTTGAA GAGCATCCACTTCATTGTTTTG 262

Ad08A8540 Aradu.A08 8540 c (A)11ggaaagtcattgtggctgtgagaggctgtgacggaagcagcagcacaacaaagagtga(GT)681 29961409 29961489 TTTTTGTTGCTTTGGATTTGG ATTCCGTTGAGTTGGCTCTG 211

Ad08A8543 Aradu.A08 8543 p2 (TG)7 14 29964867 29964880 AGACGAGGCCAATAACAACG GCAGCACTCTTGTTTCTCCC 208

Ad08A8545 Aradu.A08 8545 c (A)10tgcaacatccataaatattaggg(AT)849 29967712 29967760 TGGTTTTTATTTTCTTAAGTTTGGA TCTGCAATGTGGAAAAAGGA 275

Ad08A8546 Aradu.A08 8546 p2 (TA)8 16 29971547 29971562 TGAATCAAGCGGTGCTTTTA TTTTGTTTATCACTTAGCCATTAACTT 266

Ad08A8547 Aradu.A08 8547 p3 (CCT)5 15 29975698 29975712 GTGCCATTTCTCCTTCTCCA CCAGACACATCACTTGAGCC 268

Ad08A8550 Aradu.A08 8550 p3 (ATT)5 15 29982200 29982214 TCCATCGTGATTAACCAAAAA TGCCAAAATCTTGTGCCACT 251

Ad08A8552 Aradu.A08 8552 p2 (TA)15 30 29983555 29983584 CACCTTCTGCCCCCATATTA TTTGTTTGCTCTGCATCTATGT 255

Ad08A8553 Aradu.A08 8553 p2 (TA)9 18 29984805 29984822 TTGAGTCGTTTGATGACCACA AGTCAACACCCAAACTCCCT 278

Ad08A8554 Aradu.A08 8554 p2 (AT)7 14 29985515 29985528 AAGCATCACCCATCAGGAAT TTACCTTTTCGTCTTGCCAAT 254

Ad08A8556 Aradu.A08 8556 p2 (TA)12 24 29987182 29987205 CGGGTATTCGCGAGAATTTA GTGAGACAGAAGCGGTGTGA 227

Ad08A8557 Aradu.A08 8557 p2 (AT)9 18 29994335 29994352 TTGGTTATCCCTTTCACGCT TAACGGTGATGCCCTACCTC 129

Ad08A8563 Aradu.A08 8563 p2 (AG)19 38 30004118 30004155 ACAAAATTAGCTGGAAAACTACTGA GGTTGGTTGTAACTTTGTTCTCTG 280

Ad08A8564 Aradu.A08 8564 p2 (AG)14 28 30004339 30004366 AGGACAGGATGAGCAGAAGC TTGATGTGGTGAAGGTGAGG 262

Ad08A8568 Aradu.A08 8568 c (A)10caaaaaacaaaaacacccagaaccctgaaaaaagtcaccttcaaatgtcacgaataaattttataaaatattcagaatttagggggaat(A)10109 30011475 30011583 GGAAAATATCACCAACATGGG GGCTATTTTGTTTTGCTCTTTCA 266

Ad08A8569 Aradu.A08 8569 p3 (TCT)5 15 30013976 30013990 TTCTCAACCTCGCAAGTCCT TTTGCGAGGGCAAGAGTAGT 175

Ad08A8571 Aradu.A08 8571 p2 (AT)7 14 30015437 30015450 CCCAAATAGAGTGAATCTTGGC AATATAATTTTCTTCGGTCCTTTTT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8574 Aradu.A08 8574 p2 (TA)7 14 30050729 30050742 TCTTCGCCAATGATGTAACCT GGCGTCTCCATCACTTTACC 271

Ad08A8576 Aradu.A08 8576 c (T)12atgcagctttaatattcatttctattatcacagccttaagtacgggtaggttgtatgaactatgaagag(A)1091 30054631 30054721 TTTTTCGTGTGCCTAGATTTG AAAGTTTGCTAATCCGAAATGC 279

Ad08A8579 Aradu.A08 8579 c (AAT)10atgttgttattttttttgaacaaattattaaaaattaatataatatatatctacttttg(A)1099 30059661 30059759 TGGGAGTATGACAAAACATAAAAG TCCACGGTTATTCGTTACCC 274

Ad08A8582 Aradu.A08 8582 p3 (TAC)5 15 30061851 30061865 GGTGGAGCCACAGATGAAAT TACGCCCTATCAACCACACA 114

Ad08A8585 Aradu.A08 8585 p2 (AT)6 12 30073093 30073104 AGGTCTTTCGATCTTTCGGG CACAATTGATTTTGAAGAGGCA 167

Ad08A8588 Aradu.A08 8588 p3 (ATA)6 18 30078402 30078419 CAAGAATAGTGGCGAAGTGTACC GGCATCAATTCAGAGGCATT 113

Ad08A8589 Aradu.A08 8589 p2 (TA)6 12 30081967 30081978 TTCTACTGCTCTCTCTTACCCTTTTT TGTTAACGTAGAACAAAATTACACG 197

Ad08A8591 Aradu.A08 8591 p2 (GA)13 26 30095220 30095245 AAGGGCAACGCTTAGACTCA CCATGCAAGAGAAACCCAGT 251

Ad08A8592 Aradu.A08 8592 p2 (GA)6 12 30106728 30106739 GAAAAGGAAGGAGGGAAGAAGA TGAACTAAAGCGCAATCACG 233

Ad08A8593 Aradu.A08 8593 p2 (TC)6 12 30117295 30117306 CGCTAAAAACCAGCACCATC TGCAGTAGTTCTGGAGCCCT 186

Ad08A8594 Aradu.A08 8594 p2 (CT)7 14 30121456 30121469 GGAGGCTAAAATCTCAGGAAA TCGTTAGAGCTTCGTGCTGA 258

Ad08A8596 Aradu.A08 8596 p2 (CT)6 12 30126606 30126617 GGAGGCTAAAATCTCAGGAAA TCTCCATGGTTAAGGACGTT 260

Ad08A8598 Aradu.A08 8598 c (A)11gttacataataagaacaacaacaataataatt(ATA)558 30129804 30129861 TTCATAATGCAAACCAACCTG CACTCGTGATCCCAATGAAA 177

Ad08A8599 Aradu.A08 8599 p2 (TA)13 26 30136112 30136137 GGATATGTGCATAATTTTAACCTTCA TTTTTGTTGGTATTTTGTGATTTGA 237

Ad08A8604 Aradu.A08 8604 p2 (TG)6 12 30140716 30140727 GAGAAGGTGGCTGCAGAGAG AGGAATGGGGGACAAAATTC 260

Ad08A8615 Aradu.A08 8615 p2 (AT)6 12 30169152 30169163 CCCCGAACCTGAGTACCATA TTGAATGCTTTCTGCTTCCA 257

Ad08A8616 Aradu.A08 8616 p2 (AT)6 12 30169468 30169479 GGGCCTGTTTTCCTTTCATT TGCAGGGATGAAACGTCATA 280

Ad08A8618 Aradu.A08 8618 p2 (CA)6 12 30171265 30171276 TTGAAATCCAATGTGGCAAA ACCCCCACCAAAACTAGACC 250

Ad08A8620 Aradu.A08 8620 p3 (CCA)5 15 30174319 30174333 ACTACAACCGCCTCACAACC TGGCTGAAGAAGTTGGCTTT 205

Ad08A8623 Aradu.A08 8623 p2 (AG)22 44 30179193 30179236 GATGACAACGTGCTGAGCTG TTTGCCGCTAAATCCGATAG 263

Ad08A8627 Aradu.A08 8627 p3 (TCT)7 21 30203596 30203616 TTTTCCCTCCAAAAGAAGCA GGGTATTGGGGGAGTGACTT 205

Ad08A8632 Aradu.A08 8632 p2 (TA)7 14 30213410 30213423 TAATCCCCCATCCTCAATCA TCTGGCATGTGCAATAACTTTT 254

Ad08A8635 Aradu.A08 8635 p2 (AT)6 12 30216617 30216628 GCCCCACTACTTGTAATAGCC CAATAATGGCCTCTTTCACCA 280

Ad08A8637 Aradu.A08 8637 p3 (TTA)5 15 30223414 30223428 ATTATCAAGAGCATGCCCGA CGTTGGCCATGATATGCTTT 206

Ad08A8643 Aradu.A08 8643 p2 (AG)8 16 30248078 30248093 AGCAGCGGAGAATACTGGAA CTGGGTTCACACTAGGCCAT 280

Ad08A8648 Aradu.A08 8648 c (ATGT)5gtggatttttctcatatgctttgttaagaagagtgtttgtgttgattgagggcgaaagagggtggatcctgatccgttacgatc(TG)6116 30260571 30260686 CATGTGGTGGAGAATGATCG GGGAATGGGTGAAAAGTCAG 260

Ad08A8657 Aradu.A08 8657 p2 (AT)10 20 30282066 30282085 TTGCAGAAGCATCATTCGAC CAAGAGATGTTGTCGCTGGA 220

Ad08A8660 Aradu.A08 8660 p2 (TA)10 20 30290272 30290291 CAATAACATGAGAATTAGCCATCAA GGGCCATAAACAGAAACTGG 280

Ad08A8661 Aradu.A08 8661 c (AT)10g(TA)6 33 30294051 30294083 TCTGGGTAAAGTACCGTGGC CCAATCCGACAAGTCCAGTT 250

Ad08A8662 Aradu.A08 8662 p2 (TC)8 16 30296844 30296859 GTGGCGTGCTCTCAAATGTA CCACATCACGCTCTTAGCAA 172

Ad08A8663 Aradu.A08 8663 p2 (TA)7 14 30301597 30301610 CGTGCTGCATAGCACTGTTT GCAGCAATACTCTTTTCTGCAA 263

Ad08A8665 Aradu.A08 8665 p3 (TTG)9 27 30314233 30314259 TCATGTAGTCGACCCCACCT TCATCTCCTCCTCCAGCAAC 248

Ad08A8667 Aradu.A08 8667 p3 (TAT)20 60 30317434 30317493 TTGGCCAATAAAATTAATGAACTAGA AACTCTTGTCTCAGTAGTGGTAGGA 269

Ad08A8669 Aradu.A08 8669 p2 (TA)11 22 30322264 30322285 ACTTTAGGGACGGGACCAAC GCAAAGAAGGAACTTTGCCA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A8674 Aradu.A08 8674 p2 (AT)9 18 30346556 30346573 TTTTCCATACAAAAAGCTTCCTTC AATTCAGAATATTACTCACATCACAAA 223

Ad08A8681 Aradu.A08 8681 p2 (TA)6 12 30387662 30387673 ATGCTCTCACCTCCATTGCT TCTTAGTTTGTGTCGCGTGC 134

Ad08A8682 Aradu.A08 8682 p3 (AAT)6 18 30387969 30387986 CAGGCACAGGCAAAGGTAGT TCCTCATGGTTTATAGCGGC 235

Ad08A8683 Aradu.A08 8683 c (TA)6(TG)6 24 30401271 30401294 TTATTTTGCCACATCAGCCA TCATTGAAGCAGTTGGTCTCC 270

Ad08A8685 Aradu.A08 8685 c (A)11cagttacataataag(AAC)8(AAT)874 30409571 30409644 TTCAACAGTCAACACAACTGAAAA CCACTCGTGATTCCAATGAA 280

Ad08A8687 Aradu.A08 8687 p2 (TA)6 12 30417796 30417807 GGCTGAACGTGCACATAATTC TAGCCATCTCGCCTCTTTGT 183

Ad08A8690 Aradu.A08 8690 c (AG)8ggaggcgagagggtt(AG)745 30433946 30433990 GTTGGAAGCTAGACGGAACG CAAAGCGTGAATCCTCTTCC 252

Ad08A8694 Aradu.A08 8694 c (CT)7(AT)9 32 30439056 30439087 TGGGTAAGGTTGTGGGATGT TTGCACTTGAAATAGTGGACAA 104

Ad08A8695 Aradu.A08 8695 p2 (AT)7 14 30447160 30447173 CAATATGATCAACGTTGTTACCG GGAGAAAAATACATTTACCAATCTAGG 262

Ad08A8696 Aradu.A08 8696 p3 (GAA)5 15 30453503 30453517 TTGGTTTTCTTTTTCGTGCC GCTGCACGCTACTCTAAGGG 225

Ad08A8698 Aradu.A08 8698 p3 (GAA)5 15 30462423 30462437 TTTGGTTTTCTTTTCCGTGC TGCTTAATGCTGCACGCTAC 234

Ad08A8699 Aradu.A08 8699 p2 (GA)10 20 30466515 30466534 CAGTGGTTTGTGGTTGATGC CCCCTCTCTCCACACTATCATC 100

Ad08A8704 Aradu.A08 8704 p3 (ATT)5 15 30478631 30478645 CCTGGCCTAGTTGCATTGTT TTGTGAGGACTCAAGTCGGA 104

Ad08A8706 Aradu.A08 8706 p2 (AC)7 14 30479994 30480007 ATCGATTACTTAGGGGCGCT CGTTTATTAAGACCCGGGGA 258

Ad08A8708 Aradu.A08 8708 p2 (AT)6 12 30484881 30484892 CATCCATAGTATTCATGCTAGATCG CCACTGTGCGTTGGTTTCTA 239

Ad08A8710 Aradu.A08 8710 p3 (GTT)6 18 30485972 30485989 GCATTGATGGTGAGAATGGA AAAACCAACATTGCTCCCAC 114

Ad08A8712 Aradu.A08 8712 p3 (TAA)5 15 30486442 30486456 CTCCACTGATATTAACCCCG CCATGCTTCTTTCGAGCAAT 148

Ad08A8713 Aradu.A08 8713 p4 (TTTA)6 24 30489801 30489824 TAGAGCAATGTCCCCACCTC CAGGCCTATACGTGAGTCCTATG 204

Ad08A8715 Aradu.A08 8715 p2 (AT)9 18 30493027 30493044 CTTGCATAGTTATTATAGCCACCA CAGGTGTATTGAGGGGGAGA 262

Ad08A8719 Aradu.A08 8719 p2 (AT)6 12 30502879 30502890 ACGTCAGACCCATTAGCTGG ACCAAATGCCTTTCTTCCCT 198

Ad08A8724 Aradu.A08 8724 p2 (TA)7 14 30521270 30521283 CAAGGAATGTGAGGGGAAAA TGATCAAGCACGAAAGCAAG 267

Ad08A8735 Aradu.A08 8735 p2 (CT)6 12 30554351 30554362 TGGCAGGTCCAATCTATGGT GAAATCCGATGAGGACTGGA 233

Ad08A8736 Aradu.A08 8736 p2 (TC)22 44 30555673 30555716 ATCGAGCTTGGTGTCGTTTT ATGGGAGCAGCACCTGTAGT 273

Ad08A8737 Aradu.A08 8737 p3 (AAG)5 15 30556751 30556765 CCCATACAGTGAGTGAAAACGA AACCCAATGTGATCCCTGAA 118

Ad08A8744 Aradu.A08 8744 p3 (TTA)40 120 30602240 30602359 CAAAACGTTATAAACTTTGGTGGA TCTTGTGCAATTTAATGGTGAAA 280

Ad08A8751 Aradu.A08 8751 p3 (TGA)6 18 30635576 30635593 AGGAGGTGGTGCAGTGAAAC TTTGCTCTTGTTGGCTTGTG 224

Ad08A8753 Aradu.A08 8753 p3 (AGA)6 18 30640394 30640411 ATCGAAGTGGTCTTGATGGG AAACCCACACCTCTCTCCCT 251

Ad08A8756 Aradu.A08 8756 c (GA)7gggagggagg(GA)2574 30647542 30647615 CCTACCCAAGGGTCAAAACA TCTTGGCGAAGTGTTTCCTT 219

Ad08A8757 Aradu.A08 8757 p2 (TA)7 14 30650660 30650673 TGGCTTTGCTATTTTTGGTTG AAAATCTATCTGTTGTTAAATGCCA 276

Ad08A8760 Aradu.A08 8760 p3 (ATA)5 15 30679596 30679610 CAGGAACAAGGAAAAAGGCA TTGGATGTTGGCTTTGTGAA 204

Ad08A8761 Aradu.A08 8761 p3 (TTA)5 15 30704336 30704350 GGTGGTTTTGAAAAAGATAAGAAA CAATTAATGTGATTGGTTCAAAAA 274

Ad08A8763 Aradu.A08 8763 p3 (TTA)6 18 30726760 30726777 CCACGGCAATCAGCTAGAA TGGTGACACGTGACCAAGTT 223

Ad08A8765 Aradu.A08 8765 c (T)12ggtagacttcttgttctttaaatgcaactacgaatctacaacaacacttggtttta(T)1078 30728165 30728242 TTGTACACTGATGTGTGCCG TTCATCTGCTGTGTTGCACTT 230

Ad08A8766 Aradu.A08 8766 p3 (CTC)5 15 30730643 30730657 GGCGAAGACAAATGCTTAGG ACCTCACCAGAAGAGCCAGA 262
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Ad08A8767 Aradu.A08 8767 p3 (TTA)17 51 30738623 30738673 CTATCCCCACCTTGTCTGGA AAAAAGCCATGCCTGTCAAC 173

Ad08A8768 Aradu.A08 8768 p3 (TGG)6 18 30742900 30742917 AAGAGACCCTTGTGGTGGTG ATTTATAAAAGCCGCTGGGG 207

Ad08A8770 Aradu.A08 8770 p4 (TAAA)5 20 30748877 30748896 TGTTCTCATAAGATGGAAGGGA TTTCGTTTTGGCTTATTCAAG 279

Ad08A8772 Aradu.A08 8772 p2 (GC)6 12 30770940 30770951 TTTTGCCATATGTTGCTTCG GGTCCACATGGCTCCTAAAA 121

Ad08A8773 Aradu.A08 8773 p4 (TATT)6 24 30774226 30774249 TGAAACAATGCAAATTTATGCT TGCTGTTTTGTTATGGTGTTCTC 266

Ad08A8777 Aradu.A08 8777 p3 (TAT)11 33 30789164 30789196 AAAATTAATAACCGGTGTCATTATCA TCGCCAAAATGAATGCACTA 265

Ad08A8780 Aradu.A08 8780 c (T)10aatttttctagtgcttttaattacttttgttcttaaaaatttgccaaacacactaaaaaaaatattttttcattaaaa(T)1098 30796622 30796719 TGTTTGAATATCTCATGCAAAAAG TTTGGGCGCTATTATTTTGA 280

Ad08A8781 Aradu.A08 8781 c (A)10caaaaaaaacaagaaataaaaaaaac(A)1046 30798794 30798839 TCAGGGGATTCTGAAGTTGG TGTCTCCGAAGACGATGTTG 128

Ad08A8783 Aradu.A08 8783 p4 (TATC)5 20 30813664 30813683 TTTTTGGGTGGCGTTCTAAT TCGTCAATGAAAGACCCTAACA 214

Ad08A8785 Aradu.A08 8785 p2 (AT)7 14 30819711 30819724 GAGCAACAAAGAGACACACAAAA AAAAAGATGTGTCATATTTACGTTGTT 208

Ad08A8786 Aradu.A08 8786 p2 (AG)7 14 30819994 30820007 AAGAGTGAAAGGGAGGGAGG TAGAATGCTGAGTTGCGGG 255

Ad08A8787 Aradu.A08 8787 p3 (CCT)7 21 30823373 30823393 TATCTTCTTCTCCTCCCCCG TCAGATTCAGAACACCTGCG 261

Ad08A8788 Aradu.A08 8788 p3 (AGA)7 21 30824250 30824270 TCACAGGGAGAGAAGGAGGA TCTTCTTCCCACACGCTTCT 256

Ad08A8789 Aradu.A08 8789 p2 (TA)6 12 30824556 30824567 TGGATGAACTTGATGCCAAA CGAAGCGAAACGAATTAAAA 231

Ad08A8791 Aradu.A08 8791 c (AC)7ggtacctaacccacccctcactcaagtcacacactcagactcaacaag(CA)878 30833099 30833176 CCCTAAAATTCCCGATTTCAC TCGCTCTCTCCCTCTCAGAC 223

Ad08A8792 Aradu.A08 8792 p2 (AT)6 12 30838458 30838469 GAATATGGGGATATTCAATGTGAT ATTCAGCTCTTTAATTTGTGCAT 253

Ad08A8793 Aradu.A08 8793 c (A)10gagcatctttaaatcttgtttgttaaaaataaagatacacagac(A)1064 30838961 30839024 TTTTCCTGGGTTTTGGTATG TGGTCAACACTCAAGAATAGTGG 275

Ad08A8798 Aradu.A08 8798 p3 (ACA)6 18 30885741 30885758 TAATCGCGGTGATCTTGACA AACATCCAGTCAGGAGGGTG 246

Ad08A8799 Aradu.A08 8799 p3 (ATT)6 18 30892303 30892320 CCGTTAGACATAACAGTCTTCCG CAAAAATATCAAATGGTTTCAACTT 224

Ad08A8802 Aradu.A08 8802 c (TAT)5tg(T)11 28 30905017 30905044 CGCGTGTTGAGAGTCAATTC TGAACCTGTTTTTGGTAAATGC 268

Ad08A8804 Aradu.A08 8804 c (ATC)13(ATT)10 69 30906011 30906079 CATTTTTAGATCGATGGCTCG TGTTCACGCAATTTTAGGTCA 216

Ad08A8805 Aradu.A08 8805 p3 (AAG)5 15 30907712 30907726 CAGTTCGAAAACAAGCACACA TTTCTCCTCTTCATTTCTCCTCA 262

Ad08A8806 Aradu.A08 8806 p6 (AATAAC)5 30 30908087 30908116 TTGGATTAGACAACATCATCAACA CAACACCACCACCTCCTTCT 250

Ad08A8809 Aradu.A08 8809 p3 (AAT)5 15 30910658 30910672 TGCATCTGAATTTCAAGTATGATGTAT TGCGAACTTGCACTATTTGC 271

Ad08A8812 Aradu.A08 8812 p2 (TA)6 12 30917530 30917541 TGAATAAAATGCTTTCCTCTGTTT GGATCCCACGTTTTGTCTTT 276

Ad08A8813 Aradu.A08 8813 p3 (TCT)5 15 30918247 30918261 CACCACTGTTGGAGTGATGG CGTGCTCAAATACATGACGG 271

Ad08A8814 Aradu.A08 8814 p2 (TA)7 14 30918398 30918411 AAGGTGCCAAGAACCATGTC ACTGTTATGAGCCCCCTCAG 265

Ad08A8819 Aradu.A08 8819 p3 (TTC)5 15 30930137 30930151 TGTGGCTGCTAGTGTTGGAG TTGCTTAGCTTTCTGGGACC 202

Ad08A8820 Aradu.A08 8820 p3 (AAT)20 60 30931869 30931928 GCACAACAACATGCGAAAAG GGACCCAAAGATCCAAATGA 232

Ad08A8821 Aradu.A08 8821 c (AC)7aaaaaaaacagagagggtgagaatcaggaagaagaatctcacacgctacacacacacag(A)1083 30939699 30939781 CCCAACCCTCAAATTTTATCA TTCCTCCCCTCTCTTCTTCC 232

Ad08A8828 Aradu.A08 8828 p2 (AT)6 12 30972168 30972179 TTCGGACATTACGACGACAC TGTACCCTCGCCTTTATCTTG 263

Ad08A8830 Aradu.A08 8830 p2 (AT)6 12 30973636 30973647 GGATTTGATTCCAACCCTCA AGATGATCACAGACAATGGCA 268

Ad08A8836 Aradu.A08 8836 p3 (GAA)5 15 30991306 30991320 TCATGAAAGAAGCTAACCATGC CTTAGCCTAACGTTGCTGCC 145

Ad08A8838 Aradu.A08 8838 p2 (TG)8 16 30995563 30995578 GTTTCCCTCTGCTCCTAGCC GGGATATCTGCCCAACAAGA 213
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Ad08A8839 Aradu.A08 8839 p2 (AT)7 14 30999638 30999651 TTGAGAAATGGTGCTGATGC CTTTCCAAACCTCCCCAAGT 277

Ad08A8840 Aradu.A08 8840 c (A)10tcaacaccacaagagatacaaatctaatactttgtatctagctgcacttacaataaagtaaggagggt(A)1189 30999823 30999911 AATTCCCCTCTTGGAAGGTG ACAACTTAAGGGAAGCCTGC 200

Ad08A8841 Aradu.A08 8841 p3 (AAG)5 15 31001716 31001730 AGATTCGATCACTCGCTGCT GAGAAAGACGGGGAGCTTCT 272

Ad08A8842 Aradu.A08 8842 p2 (AT)9 18 31002161 31002178 TACGGCTTTGGATTCACACA CTCTGTGTAATGTGCGAGTTTT 211

Ad08A8846 Aradu.A08 8846 p3 (GAA)5 15 31016279 31016293 TTGGATTTGTTGTCCTGCAC TCTTCTTCTTCGCGTTCCTC 220

Ad08A8849 Aradu.A08 8849 c (AAT)6aaaatgttaaatatgaaataataaatttacctgtagagaaataatactcttctatgaaaatttttgtaaagaacagtgagagagaag(A)10115 31026407 31026521 CGAAATAGAAACAAAATAGCACGA TTATTTGCACGTCCTCCTCC 190

Ad08A8855 Aradu.A08 8855 p2 (CT)8 16 31032772 31032787 AGCAACGCAACCTCTCTCTC AGCTGGCTGAGGAAAACAAA 155

Ad08A8856 Aradu.A08 8856 p2 (TC)15 30 31032928 31032957 TTTTCCTCAGCCAGCTCATT GCGAAAAATCCACCAGAAAA 252

Ad08A8857 Aradu.A08 8857 p3 (AAT)6 18 31033246 31033263 TTTTCTGGTGGATTTTTCGC TCTGTGACTAGTGCATCCGC 250

Ad08A8860 Aradu.A08 8860 p3 (AGG)5 15 31044119 31044133 GGCTATGAGGACGGATGTGT TTCGGGCACTTCTTCTCAGT 207

Ad08A8863 Aradu.A08 8863 p2 (TA)7 14 31051135 31051148 GACGACTGCTTCAAAAAGGG TACCACTTCATTGCCGTTGA 247

Ad08A8865 Aradu.A08 8865 p2 (AC)7 14 31053728 31053741 TACATTCACCGGAGCAACAA TGGTGATGGTGGTCTTCTGA 252

Ad08A8866 Aradu.A08 8866 p6 (CATCGT)5 30 31053923 31053952 CCTCAAGCTCATTCTTTGACC TTCAGCAAAAAGCAGTGACG 203

Ad08A8867 Aradu.A08 8867 p3 (AAG)7 21 31057209 31057229 TTTGCTACAAATGCACAAAAA AAAACTCTTCCTCCTCCTCATTT 280

Ad08A8871 Aradu.A08 8871 c (GAT)5tttctgagttctaattttttttagtttgagttctgggtttgtttttctgagtttgagttatggattttgagttatgggttctaatgatgatgtc(GAT)5124 31065834 31065957 CTGATGATGACGACGACGAT GCATCACACCAACCACAACT 276

Ad08A8872 Aradu.A08 8872 p3 (ATG)5 15 31066070 31066084 TAGTAGTGGGTGGGAGGTGG ACCCTTCCCCTTCTTCTCAA 149

Ad08A8876 Aradu.A08 8876 p4 (ATGT)5 20 31087767 31087786 AGCATGAAAAGCGTAGGCAA ACTTTCTGCGGTGCTGTTCT 168

Ad08A8878 Aradu.A08 8878 p4 (TTAA)6 24 31091645 31091668 CAGTGCACCTGCTTTGAAGA TGTTACAGGACGGACAGTGC 174

Ad08A8882 Aradu.A08 8882 p3 (TAA)5 15 31104207 31104221 AAAAACCCTATGTTTTGTATGCTACT CGATGAAATAAATGGAGAAACCA 273

Ad08A8883 Aradu.A08 8883 p2 (TA)8 16 31106898 31106913 ATTTGCAATTTTGCATGACG AGCTACCGTTGTTTTCTGGC 231

Ad08A8884 Aradu.A08 8884 p2 (AG)7 14 31108762 31108775 TAGGCAGGCCCAAAATACAG ATTTGATATTCCGACCTGCG 203

Ad08A8886 Aradu.A08 8886 p3 (TAT)8 24 31119463 31119486 TCAGGTGGTTCACATTTCTAGC CTCCCCTTCTCAAACTCAGG 150

Ad08A8888 Aradu.A08 8888 p2 (AT)10 20 31129845 31129864 CTTGGCCACCTTAGCCATAA ATTTGGAAAGATAAGGGCGG 221

Ad08A8890 Aradu.A08 8890 p3 (TTC)5 15 31132543 31132557 TTTATTCCAAAACGAAGCCG TTGACATCTTCCATCCACCA 259

Ad08A8891 Aradu.A08 8891 p3 (ATC)7 21 31138130 31138150 CAACAACGACAACCACAACC GGATGAGACTCCCGATGAAA 181

Ad08A8892 Aradu.A08 8892 p3 (AAT)5 15 31139522 31139536 TCAAATATTGATCCTTTGAGATTCAT TTTTAAACTTTCAACCCAAACCA 261

Ad08A8893 Aradu.A08 8893 c (A)10gc(A)10 22 31140445 31140466 TCTTTTTCTCCTTCATGATTTTACA TCACCCAACTTACCAAAGGAA 230

Ad08A8896 Aradu.A08 8896 p2 (TC)6 12 31145205 31145216 ATCACTGGTTGGCTTTGGTC CCGGTTTTTGTAGAAGGCAA 262

Ad08A8901 Aradu.A08 8901 p2 (AT)6 12 31153108 31153119 TTGAACATCCAGGTCTTCATTG TTCTAACAATCAATCATCAACACTTT 279

Ad08A8904 Aradu.A08 8904 p3 (CTT)5 15 31156316 31156330 ATTGAAGGGTGAAGTCGGTG GTAAGGGAGCTTGGGTGGTT 255

Ad08A8907 Aradu.A08 8907 c (A)11tgcatactactctgtttttagtagtatgca(T)1051 31161022 31161072 CATCAAAATGGGTGAATGGA CTACTTGTTTCGGGCTTGGA 181

Ad08A8910 Aradu.A08 8910 p3 (GCT)6 18 31163499 31163516 TTACTCGGGTGACACCTTCC CAACCATTCGGGTAATCCAG 200

Ad08A8911 Aradu.A08 8911 c (T)10cttatcctggtttacctttaccttagcattagtaaaaggaaaaaaagaagtttggtaaatgcacagtttctgaaagc(GA)9105 31166424 31166528 TGAAACGAATGGGATTGAAA TTTGTTGACGCCACCATATC 277

Ad08A8912 Aradu.A08 8912 p4 (GTGA)6 24 31167184 31167207 CCCCATTTTGAAGCGTTAGA AAAAGAGGCAGCTTGGTTCA 228
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Ad08A8914 Aradu.A08 8914 p3 (TCA)5 15 31171158 31171172 TTCTTCTCCCTCCTCCTCATC TGTTATACCCAAATTTGCTGC 278

Ad08A8915 Aradu.A08 8915 c (TCA)5gcatcatctttttc(T)10attcatc(T)1056 31171915 31171970 TTCCTTCTTATCTTTTGCTGCAT TTGAACGAATGTAAGTTCATCCTC 221

Ad08A8916 Aradu.A08 8916 p3 (CTT)5 15 31172304 31172318 TGTGTGCTGATAAGTTCTGCAT CGAATGTAAGTTTATTCTCTTCCAA 253

Ad08A8921 Aradu.A08 8921 p3 (TAA)5 15 31179383 31179397 CGTTGATTAAAGTTCACTTAATTGTT GGCCCTTAATTAATTTTGTTCCA 261

Ad08A8922 Aradu.A08 8922 p2 (CT)9 18 31179610 31179627 TCTGCACCTTCAATGCTGTC AAACCCATGTTTTCTTCCCC 163

Ad08A8924 Aradu.A08 8924 c (T)10ggttgtaagttatcaagataatttattcacgcagcaaaagagttttggtcccatcctcatttttgc(A)1389 31185077 31185165 ACAAAAGTTTGTGGATGAAGTACA TTTGTCCAGAAACTACGGGC 270

Ad08A8930 Aradu.A08 8930 p2 (TA)7 14 31191719 31191732 TTGAATGGGTTGATCTATTACATTG CACGTCCCACATACACCAAG 149

Ad08A8932 Aradu.A08 8932 p2 (TA)6 12 31193510 31193521 ATGGTACGGTGCCTCACTTC CGAATAATAAGGGTCAATAGCCA 275

Ad08A8940 Aradu.A08 8940 p2 (TC)6 12 31208502 31208513 TCTCCGGCGAGAGAAATAGA TTTCAGCTTCTGTCCCAACC 241

Ad08A8941 Aradu.A08 8941 p2 (TC)11 22 31208650 31208671 GGTTGGGACAGAAGCTGAAA AATGCATTGACCCTTTTTCG 128

Ad08A8942 Aradu.A08 8942 p2 (TC)10 20 31209067 31209086 ATGGTGCTGGTGTCCCTATC CCTTGTTTCACACTCCCCTG 262

Ad08A8945 Aradu.A08 8945 c (GAAAA)5aatcctcc(T)10gggtatatttggtttttatgcattttcttggaccataccgttaattgg(T)10101 31211058 31211158 ATTCGCCAAGGCTAAAGAGG CACTCCACAAGACCCAAAAGA 280

Ad08A8951 Aradu.A08 8951 p3 (TAA)5 15 31218449 31218463 AGCCCTCTAGCATTCCTCGT AGGAAATTGATTGCATTGGG 243

Ad08A8958 Aradu.A08 8958 p2 (AG)7 14 31236432 31236445 AAGAACCTGGGATTGAGAATCA TTTCTGGGCTGTTTTTGACC 206

Ad08A8961 Aradu.A08 8961 c (CTA)5caatagggcatgtgaataattttc(T)1958 31254780 31254837 TGGAGATGGGAAACACCTTT TGTTACGAAATCATAAATGCATACTT 280

Ad08A8964 Aradu.A08 8964 p4 (AAAT)5 20 31258799 31258818 CGTTCTCCCCAAAGAAAACA GCTCGTCTGGGCTTAGAATG 119

Ad08A8965 Aradu.A08 8965 c (T)10gggtgactataagagttttcagcaagtcgaaaatatcaacatacttattaccc(A)1073 31259054 31259126 TTGCAATGATACCCAATCCA TCAAGTCTGATGAATGCTGAAAG 267

Ad08A8984 Aradu.A08 8984 p2 (AT)6 12 31336078 31336089 CGAGTGCCTGCCACTAAGAT CCATCTACTTCAAATGTCGGC 113

Ad08A8985 Aradu.A08 8985 p2 (AT)6 12 31336216 31336227 GCCGACATTTGAAGTAGATGG AGTGCTCCCAATAACATGGC 211

Ad08A8988 Aradu.A08 8988 p2 (GA)9 18 31344252 31344269 CAACATACCTGGAGGGAGGA GCCAGTAAAACCGACGGTAA 275

Ad08A8989 Aradu.A08 8989 p3 (TTC)5 15 31349265 31349279 GGGTGTGGATGATGACAGTG GGATCAAACGCAAAAGGAAA 258

Ad08A8992 Aradu.A08 8992 p2 (TA)8 16 31360516 31360531 GGCCTCCAACGTGTGTTAGT AAGAATGAGTCCCACCGTCTT 279

Ad08A8994 Aradu.A08 8994 p4 (TAAA)6 24 31364470 31364493 TTTATCTAGGCCATGTCTCCTAA TGCAACATATTCCTTCCGGT 274

Ad08A8995 Aradu.A08 8995 p4 (AATA)5 20 31365182 31365201 GCTGCTCACGCGATATTACA GTCGAGTCTGGGTGTGTGTG 241

Ad08A8998 Aradu.A08 8998 p3 (AAG)5 15 31373809 31373823 AGCAGATCCATCCAACAAGC ATCGTCGTCGAAGAAACCAC 181

Ad08A8999 Aradu.A08 8999 p3 (ATG)5 15 31374065 31374079 AATACGGCAACAACCTCACC ATTTGGGTGTGATCAGGGAG 175

Ad08A9000 Aradu.A08 9000 p2 (TA)7 14 31374617 31374630 AAACGCAATCCATCTTGAGG GCCAAGAACAGCTGCACATA 248

Ad08A9002 Aradu.A08 9002 p2 (AT)7 14 31381296 31381309 GGCCTGTGGATCATATCAATG TCTGGTGTTCCAAGCATCTG 273

Ad08A9004 Aradu.A08 9004 p3 (AAG)6 18 31389563 31389580 CCCCCAATTATTTGATGTCG CGCCCTTCTTCTGAGTTCTG 197

Ad08A9006 Aradu.A08 9006 p2 (AT)8 16 31398580 31398595 TTGATGACAAGGGATGCTGA CTCTCATCCTTCCCAAACCA 225

Ad08A9007 Aradu.A08 9007 c (T)11ggtaaagtaatgttacattttacttctttttatctacaacaaaatttctttcc(A)2185 31410906 31410990 TGAATGTGAATGATATAGGCATGA TCTGCCTCATACAGTGCTGC 243

Ad08A9009 Aradu.A08 9009 p3 (TGA)5 15 31417306 31417320 TTGGTGCGTGTCTAGATTGC GTATCCACACCCTCACGGAT 251

Ad08A9010 Aradu.A08 9010 p2 (TC)6 12 31423346 31423357 ACCAAACTCCTCACACCCAC GAAAGCGCGATAAAGTGAGG 239

Ad08A9011 Aradu.A08 9011 p3 (TTC)5 15 31429644 31429658 TGAGAGCGAAAGTGACGATG CCCCAATTATTTGACGATGG 144



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A9014 Aradu.A08 9014 c* (A)10(AAG)5* 23 31434019 31434041 TTTGCACCGAAACTTTGCTA TTCCATAACTACTTGCGTTAGGC 254

Ad08A9016 Aradu.A08 9016 p2 (GA)22 44 31440765 31440808 GCAACGAAAATGGTGATCTG ACCTGCAGCACCTAAACCAC 261

Ad08A9021 Aradu.A08 9021 p3 (GAA)7 21 31451943 31451963 AACGCGAGAGAGCGATAGAG TCCCAATTCCAAATCCAAAA 166

Ad08A9022 Aradu.A08 9022 p2 (GA)8 16 31452151 31452166 TTTTGGATTTGGAATTGGGA TTGGTGGCCTCTCAAAGAGT 182

Ad08A9026 Aradu.A08 9026 c (AAT)7aagtgggacagaagttatcccaaagaaaaagg(A)1063 31467959 31468021 CACATTCATGTGTCGATTTGC AGCTCAAGTGCCTCACTCAA 270

Ad08A9027 Aradu.A08 9027 c (AG)9atataagagtgtatatatcatgttgattaactaatt(AG)972 31471153 31471224 ATCGGGTTGTTGAAGGCTTA CACTCTTATATCAAGAACCCCG 175

Ad08A9029 Aradu.A08 9029 c (AT)8acactaaatggctgaaataattatacgttactaaataatatgcgttagcctcctcctgctgctgt(TAA)11(TAT)6132 31473285 31473416 CGACGAAGAATTTTAATTTTTACCA TAATTTCGGCGGCACATAAT 270

Ad08A9030 Aradu.A08 9030 p3 (AAG)7 21 31474105 31474125 TTCAATCTTGGAACCGAACC CATCGACGTGTTTCTCCAAA 228

Ad08A9033 Aradu.A08 9033 p2 (TA)10 20 31481467 31481486 TATCGACCCATCATGAAGCA CCTTCAACTTTTCAAGCCGA 239

Ad08A9039 Aradu.A08 9039 p2 (GA)6 12 31484817 31484828 TGGTGGTTGGAAGAGGAGAC ATATGCCGTCAAAGGCACTC 270

Ad08A9041 Aradu.A08 9041 c* (T)10(TA)6* 21 31489601 31489621 TGGCATATGGTTGCGTTAAA CCATATGTGAAATTGAAGAGTTTCC 257

Ad08A9043 Aradu.A08 9043 p3 (GAA)5 15 31490930 31490944 AACTGTTCTTGGTTCTCTGCG CCATCATCTGCAAACACCAC 113

Ad08A9052 Aradu.A08 9052 p6 (TCCAGC)6 36 31516397 31516432 CTGATAAGGCATCTGACGCA GATTGTGCAAAGGAGTGGGT 213

Ad08A9053 Aradu.A08 9053 p3 (AAT)5 15 31518296 31518310 GCAAGGGTAACGAAACCAAA GCGCTACGTTGATTTTCTTG 237

Ad08A9054 Aradu.A08 9054 p2 (CT)9 18 31518484 31518501 CAAGACCAAAGCATGCAAGA GTATCGGAGGGAAGGGTGTT 228

Ad08A9057 Aradu.A08 9057 p2 (CT)14 28 31525801 31525828 CCACTTAAGTTACGCGCCAT AGTTGGAGCCGTAGGTGATG 218

Ad08A9059 Aradu.A08 9059 p2 (AT)7 14 31531151 31531164 AACGGTATGGCGTTTTGAAG TGGGTGTAGATTTAACGAAGCA 222

Ad08A9062 Aradu.A08 9062 c (AAG)8aaa(AAG)15acacaacatcaggaaagaagaagaagaacatgcgtgcgcgaattcga(AAG)6137 31540314 31540450 TGTTGGTGTTGTTGGTGATG TGAAAAACGGTTTCATTGCC 211

Ad08A9064 Aradu.A08 9064 p2 (AG)6 12 31541797 31541808 CCCAAGTTCATGTTGCTTCA TGTTGCTTTTCTAGAGCCCC 199

Ad08A9066 Aradu.A08 9066 p2 (AT)7 14 31564478 31564491 ACGCCACATGGTAGGTCAGT CATACATAAATTTTGATTTTGAGCA 277

Ad08A9067 Aradu.A08 9067 p3 (TTA)20 60 31564734 31564793 TCAAAATTCAAGAAGATCCACAAA TGATCTTTGCACGTATTATGCTT 177

Ad08A9069 Aradu.A08 9069 p2 (AT)6 12 31578504 31578515 GACCTGAAGAGGTCAGTCGC TTTCTCATTGCATATTTGAACCA 260

Ad08A9072 Aradu.A08 9072 p3 (ATA)8 24 31582442 31582465 TTTATTCAAGTATATGCATCAAAACTC TCTCATCAAGGTTGTGGCTG 164

Ad08A9073 Aradu.A08 9073 p3 (ATT)8 24 31583351 31583374 TCAAATGATTGCAAACCAAAA CACCATTAGATGTAATTTCACACCA 269

Ad08A9074 Aradu.A08 9074 p3 (TCC)5 15 31587631 31587645 AGAGGTCTTGGGCCTGAGTT CCAAATTTGCTTTCCCAGAA 216

Ad08A9076 Aradu.A08 9076 p2 (AG)7 14 31597172 31597185 TTTTCAGTTGGAAACTGGTGG CGGGTAGAGAAGAAGAGCGA 243

Ad08A9077 Aradu.A08 9077 c (A)10cag(A)10 23 31598821 31598843 CTATCCGTCGGAGATTGGAG TCCTTCAAACTATTTTCCCTTATCC 267

Ad08A9083 Aradu.A08 9083 p3 (TAA)15 45 31615794 31615838 TCTTTCTATCACAAAAACTAACATGC TGTGATCATATGAATTTTGACTTGAA 245

Ad08A9086 Aradu.A08 9086 p3 (TAA)5 15 31617651 31617665 CTACGCCTCTCGACTTTTGG TCGTCACTGTTTTCAGCAGG 253

Ad08A9092 Aradu.A08 9092 p3 (GAG)5 15 31625517 31625531 GCACAAGTCAGCATCGAAAA AATGTGGTACACCAATTTCGC 227

Ad08A9093 Aradu.A08 9093 p2 (AG)13 26 31630326 31630351 GGATTCTCCCAACAAAGCAA GCACATCGAGTTTCTCACCA 184

Ad08A9097 Aradu.A08 9097 p3 (ATA)6 18 31643214 31643231 TCAAGTTAATCAGTCCCGGAG TTTTGTTAACTCCAAAAATTAAACTCA 259

Ad08A9099 Aradu.A08 9099 c (TCA)5tctttcttt(TTC)745 31650749 31650793 TTCTCTCTCTTCTTTTCCGCC GAGAGAAAGAGGGAAATGGGA 245

Ad08A9101 Aradu.A08 9101 c (TC)9(AC)7 32 31659902 31659933 AAACAAGGGAAAGCAAAGCA AGAGTGTGGCTCGAAAGGAA 115
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Ad08A9102 Aradu.A08 9102 p4 (TTTA)5 20 31660734 31660753 CGGAGCATTATGCATTGTTG TGTCCACACTCTTCCCCTTC 262

Ad08A9104 Aradu.A08 9104 p3 (AAC)5 15 31666958 31666972 TTGTACCTGAAAACGGCTCC TGGTCATACGCGATTGGATA 189

Ad08A9107 Aradu.A08 9107 p3 (TGA)5 15 31684385 31684399 GCAGCTTCCAATTTCAGCTC AGAATTTCGCGAGAAACCAA 229

Ad08A9110 Aradu.A08 9110 p3 (CAT)5 15 31692070 31692084 CGCTGCTTCAATAATGGGTT CCACACCACTCAATTCATGC 227

Ad08A9112 Aradu.A08 9112 p2 (AC)6 12 31701435 31701446 GGACCACCTGAACTCCAAGA CGTATTGGCACAATCTGCAC 124

Ad08A9113 Aradu.A08 9113 c (A)14ttctctaaattttacctgtcaataaacaagaaggataggcaaacaactaattcaaaaatagcagtagtaaatcaattcac(T)11105 31704821 31704925 GGTGTGGTCCGCACTTTATT TTTCAATGCACGTGACCAAT 252

Ad08A9116 Aradu.A08 9116 c (T)10actaaaatttttttctattgtatttaatgagatttgaagataatattcct(TA)672 31718844 31718915 TGGGATGTACCGATTTCGAG TTGTGTGTGTCATGTCTCATACTATAC 261

Ad08A9125 Aradu.A08 9125 p2 (TA)10 20 31733400 31733419 AAATAATGCGTAACTCTAAATCACTTG TGGAAATATGCCACAGGAAA 271

Ad08A9129 Aradu.A08 9129 p2 (TC)20 40 31736577 31736616 CTCTCTGCTCATCCCGTCTC TCACAAGCTAATCGCACACA 255

Ad08A9134 Aradu.A08 9134 p2 (TA)6 12 31751767 31751778 TTTACCATCCGCTGTCCTAGA ATGATATGCGGCATGGATCT 275

Ad08A9138 Aradu.A08 9138 p3 (TTA)5 15 31758274 31758288 TCATGATATTACGTTCCCCATTT GCCGTCTCCTCTTCTTTCCT 190

Ad08A9143 Aradu.A08 9143 p2 (TA)8 16 31764463 31764478 GACCGAACAAATCAGTTTAACAAA TCAGAATCCTAAATTCTAACCTTTTTC 211

Ad08A9145 Aradu.A08 9145 p2 (TA)9 18 31765552 31765569 GCATGCACTATGCTGCTGTT TCCTCAGATTCAATTGCAAAA 217

Ad08A9146 Aradu.A08 9146 p2 (AT)9 18 31765730 31765747 GCATGCACTATGCTGCTGTT TGAGTTGGACTTATTGATGATCTCC 272

Ad08A9149 Aradu.A08 9149 p2 (TC)6 12 31767800 31767811 TGTGCTACGTCAAGGGACTG TATCAGACTTTGCAGCGACG 251

Ad08A9155 Aradu.A08 9155 c* (A)13(AAAT)5* 30 31791020 31791049 GGATATTCCGTCCAGTGCAT CGAGCAGAATTTGAAAAAGTTG 157

Ad08A9157 Aradu.A08 9157 c (A)10gaaaggaatgaaaag(A)1035 31803957 31803991 TTGGAAACATTGGATGGGAT CTCACTTTGGGGCATTTTGT 259

Ad08A9159 Aradu.A08 9159 p4 (TTAT)5 20 31810724 31810743 CACATTTGCAGATTGGATCG CGCGTATCCGGAAAAATAAA 230

Ad08A9161 Aradu.A08 9161 c (A)10gaatattcttaaccag(TA)8ttagataatattcttaaccagtttccaaagaatttttagtatgagaatttgattcttaacaaattttaataaaaggttagattttttgttattt(A)10146 31816052 31816197 TTCCAAACAGTTCAAAGGCT TCCTCAAATCAGTCATCGCA 278

Ad08A9162 Aradu.A08 9162 p2 (AT)7 14 31817579 31817592 TCTATCGCTCCGATCTGCTT TCAAATGTAAATGGGCATCAA 246

Ad08A9165 Aradu.A08 9165 c (T)10aaactaaaatccttaagcgagcttaagaaaatgaaattcaataatcctattaaattaaactcctagataacc(A)1092 31859118 31859209 TTGCCTTTAGAATTGGACGG CAAAAGAAGGTTTTGTCAGTCA 248

Ad08A9168 Aradu.A08 9168 p3 (TTA)5 15 31890422 31890436 TGTCTCTGCCATTTTCTTCAAA TGCATTTGAATTTTAGGTATGATG 265

Ad08A9171 Aradu.A08 9171 p3 (AAT)7 21 31899388 31899408 TTTCGAAAAATTCGGACGAC TGAAGATATGCCCTTTTAGTGAGA 230

Ad08A9174 Aradu.A08 9174 c (T)11gtttga(T)10 27 31905847 31905873 TGAATATAGGCTCATCCTCTCCTT TTCATCCTCTTCTTCTGCTGC 187

Ad08A9183 Aradu.A08 9183 p3 (TTC)5 15 31928636 31928650 TTATATTCACGCGCTTCGAG GAGGAAGAGGAGGAGGAGGA 101

Ad08A9189 Aradu.A08 9189 c (A)11gaaatggcaaaagccatggtaagaagaaa(AG)7cattacatatttgaaaagaagaaaaaaaatagtgagggaga(AG)6tgcattacatatttg(A)10132 31944433 31944564 GAGAGGTTGGTAGGTTCCCA CCTTTGTCGATGGCTCTCTC 223

Ad08A9195 Aradu.A08 9195 c (TTA)5tgtcatatagaagagcac(TA)645 31961705 31961749 TGACATGAAAAGAGGAAAGGAAA TGTTTCATAAAGAGCAAGTAGCTG 190

Ad08A9203 Aradu.A08 9203 p2 (TA)6 12 31983160 31983171 TTACCATCACGACCCCAAAT CGATATATTTGGCTAAAAATTCCAA 206

Ad08A9207 Aradu.A08 9207 p3 (AAT)6 18 31992659 31992676 AATTTTGGCATACACGTAGCA TGTAGCCACTTTTATCCGTGTG 274

Ad08A9212 Aradu.A08 9212 p3 (TAA)12 36 32003059 32003094 TGGCAATAATTTGGCCTGTT ATTTGGTGACGTGCTTCCTT 103

Ad08A9213 Aradu.A08 9213 c (TAT)5tacat(TA)1142 32003319 32003360 CCCCTTCTCTTAGCCACTGA GTTTAGTGCGGATTGGATCG 261

Ad08A9215 Aradu.A08 9215 c (A)11gtagagcaactgagagggtgaaagaaactactaaagcccacataagaggcccaacctcaatgtaggctttgttgatttaaacttaagtgtg(T)10112 32020482 32020593 AAATTTGATCCTTCTTACTAGTTTTGG GGGGTTGAGATCTACAGATAAAACA 275

Ad08A9216 Aradu.A08 9216 p2 (TA)7 14 32021619 32021632 CATGTTCAGTTGGGGCTTTT TGGTCAGGGTCAGTGTGTTG 181

Ad08A9228 Aradu.A08 9228 c (T)11atgtatccctgatgtttacgttttgtatattttttctagaatactctccccctcccctccccagc(A)1086 32057088 32057173 GGGAGAATTGAATCAGGATGG TTGGTGGGTGTGTATAAGAACG 276
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Ad08A9232 Aradu.A08 9232 p3 (ATA)6 18 32067476 32067493 CAACCCTTTGTTGATGGACC TTCTCAGCTTGACAACACCG 183

Ad08A9234 Aradu.A08 9234 p3 (TTA)8 24 32069267 32069290 TCCTTGATTCCTTTTGGCAC GGTGTTCTTGAAAGTTGAAAATGA 251

Ad08A9238 Aradu.A08 9238 p2 (AG)6 12 32093900 32093911 GGTGAGGTAGGTGGGGTTTT TGCAGGGATGACTTTTCCTT 200

Ad08A9240 Aradu.A08 9240 p2 (CT)7 14 32112326 32112339 AATAAACGTTTGGAACCCCC CGGAAAAGCACACCAAACTT 127

Ad08A9241 Aradu.A08 9241 c (A)10tttct(A)10 25 32113692 32113716 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 169

Ad08A9247 Aradu.A08 9247 p3 (GAA)5 15 32131112 32131126 ACAAGGAAGAGGACGAGCAA CGTCGTTGTGTTTCCCTTCT 186

Ad08A9249 Aradu.A08 9249 p3 (AAG)5 15 32139550 32139564 TTTGCCATTTCAAACAATTCA AATTTGAACCTGCGAACACC 259

Ad08A9250 Aradu.A08 9250 p2 (AG)18 36 32139739 32139774 ATTTCGGATTCGGGTGTTC CGTTGCACTTTCTCCCTCTC 179

Ad08A9251 Aradu.A08 9251 p2 (AT)6 12 32140638 32140649 TTTCCGTGGGAAAACAGAAC AACAAAAGCACCTTCAACCC 245

Ad08A9256 Aradu.A08 9256 p2 (TA)7 14 32148923 32148936 CGCTTTTATATTTTTAATTGTGGAA TTGAAACTGGCAACAAATGA 276

Ad08A9258 Aradu.A08 9258 p2 (GA)21 42 32159818 32159859 GTCACGCGGCATGTAAACTA GGATGGGAAGTAGCAGTGGA 234

Ad08A9259 Aradu.A08 9259 p3 (AAT)8 24 32160923 32160946 GAAGAGAACCATCTAGACGAACG AAAGGGTGAAAACCGGTGA 173

Ad08A9264 Aradu.A08 9264 p3 (ATT)5 15 32190355 32190369 GTAAATTAAACTCTCCTAAAGTCCAAA CTAATCCACTGGTTAAGCAGAAA 280

Ad08A9266 Aradu.A08 9266 p3 (AAG)5 15 32196473 32196487 GAAAAAGGAGAAAGAGAAGGCA CACAATTTCACTGCACCGTC 109

Ad08A9268 Aradu.A08 9268 p3 (AAG)7 21 32202773 32202793 GTCCCTAACGTCTTGGGTCA AGGGATTGCGGGGTACTACT 265

Ad08A9269 Aradu.A08 9269 p2 (TC)20 40 32203050 32203089 CGCATCGCTTCTCTCTCTCT TTGCTGCTACAAGGTCATCG 261

Ad08A9270 Aradu.A08 9270 p3 (AAT)6 18 32204656 32204673 TGCTGGTGTTAACCTGCACT TTTCAATTTGACGAGCCAGA 189

Ad08A9272 Aradu.A08 9272 p3 (CTT)5 15 32222003 32222017 AACATCAACAAAAACCATTCTCA GAGGAGGAGGAGGAAGAGGA 205

Ad08A9278 Aradu.A08 9278 c (CTT)5cctcttctttcaaatacacgtatacgtcctcttcttcctcttcttcttctttcaaattcacacata(CCT)7tttcctccttcgcacacgtaga(TTC)5139 32235716 32235854 GCGTCATTACATGCGTTTTCT GGTGATGATGATAACGAAAAAGG 208

Ad08A9279 Aradu.A08 9279 p3 (AAG)5 15 32236850 32236864 GGAGGAGGAGAAAAAGAAGGG AACTTTTCAAATCACGCACTC 129

Ad08A9280 Aradu.A08 9280 p2 (CT)7 14 32237811 32237824 ATGGTCCATTCTTTAGCGCA TGGGAAGAGGGTCTTGTTGT 227

Ad08A9281 Aradu.A08 9281 c (C)12tttttttttatataaaagctgaagaagaagaaggc(GAA)562 32238524 32238585 GGTTTTGCGTTTCTGGTTGT CCAAAGGGTTGATTTAGCCA 256

Ad08A9282 Aradu.A08 9282 p3 (TCT)5 15 32252662 32252676 TGTCGCCTACCTTGCCTACT AGGGGGTTGATGTTGCATTA 279

Ad08A9283 Aradu.A08 9283 p3 (ATT)6 18 32252898 32252915 TAACGCCATGGTTAATGCAA TCAAAACGACGCCATTAACA 250

Ad08A9286 Aradu.A08 9286 p3 (ATT)6 18 32267556 32267573 AAACTTGGACGTTGGCTTTG ATGAGCAGGAACAGGGAAAA 213

Ad08A9288 Aradu.A08 9288 p2 (AG)9 18 32275145 32275162 CTTTCGCGGTGGGTACTCTA CGATTTAATGAAATGCGTCG 193

Ad08A9289 Aradu.A08 9289 p3 (ATT)5 15 32277082 32277096 CGAAACAACAAAAAGTAAACAAATG TTTGCCCCCACACTTAAAAA 237

Ad08A9290 Aradu.A08 9290 p2 (AT)6 12 32277236 32277247 TTTTTAAGTGTGGGGGCAAA TTTTTGTCGCTAAAGCCGAT 197

Ad08A9291 Aradu.A08 9291 p2 (AT)9 18 32280488 32280505 GCATATGATGCATGCCTGTC GCTCCAGGTTGAGACTCGAT 254

Ad08A9293 Aradu.A08 9293 p2 (GA)13 26 32284467 32284492 TAACGGCAGTGGTGACAATC CGCCAATGTTACCGTCAGTT 233

Ad08A9294 Aradu.A08 9294 p3 (TTC)6 18 32285093 32285110 TTCTCCATCACAGCAGCATC GCCGTTCACATCATCATCAC 257

Ad08A9295 Aradu.A08 9295 p2 (AG)6 12 32285485 32285496 AATGGGTATTCCAGACAGCG GCCAATGTTACCATCGGTTT 259

Ad08A9296 Aradu.A08 9296 p3 (TTC)12 36 32286087 32286122 TCCATCACAGTAGAATAGCAGCA TTCTGATTCTGCTTATGTTTTTGC 232

Ad08A9297 Aradu.A08 9297 p2 (TA)6 12 32288003 32288014 ATTGGCACTAAATTCGACGG TTCACTTTGCAGCAATCAAA 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A9298 Aradu.A08 9298 p2 (AG)8 16 32288442 32288457 TGATGATTTACAACACGTGGAA TTGGATGCAGAACAACTCCA 116

Ad08A9302 Aradu.A08 9302 p2 (AT)9 18 32297641 32297658 TTGTGTTAGAGGATTAAAGGCTAAAA AGTCCCCCAAAATTTCGTTT 215

Ad08A9303 Aradu.A08 9303 p2 (TA)9 18 32298526 32298543 TGGCCACCCTTTATCTGAAC AGTAACGCTGCGGTTTGAAG 193

Ad08A9305 Aradu.A08 9305 p3 (TAT)18 54 32299987 32300040 TTTTCATCGTCATCACCGTT TGACAAACCCAAGTAAACATGAA 244

Ad08A9306 Aradu.A08 9306 p3 (TTA)6 18 32300366 32300383 TTGTCAAACGTGACTCTTGTTG GAATTTTAGATGCATGTGTGCAA 269

Ad08A9315 Aradu.A08 9315 p3 (TTG)8 24 32324421 32324444 TTGTTGCTGTAGCTGTTGGG ATGGCCTTTATGGCACTGAG 184

Ad08A9316 Aradu.A08 9316 p3 (TAT)24 72 32326193 32326264 TTCATTGGCCCACGATAGTT GCGCCACAATATTCCAAAGT 278

Ad08A9317 Aradu.A08 9317 c (A)10cgaaatttgcagtgaaatcaaag(A)1043 32332018 32332060 AATTCAATTCGCACCGATTA CGGTTTCTCTTTTGACGTTTTT 274

Ad08A9324 Aradu.A08 9324 c (T)10gttttttgc(T)1029 32356825 32356853 TGAAGAATGATGTTGCTGCTTT TTTCGATCTTGCTGTTTTCG 141

Ad08A9325 Aradu.A08 9325 c (T)10aattaaaagtgagactccaatctaacatgtttaaacgaagataaaaaaattatgtcaattaaattttaattcattgaggtttatctatatacatttat(A)11119 32358372 32358490 CACCCAATTTTTAAGTTCGGATA TTTTTCCTTTTACAAATGTATGCAG 239

Ad08A9327 Aradu.A08 9327 p2 (AT)6 12 32364938 32364949 TTGTCACCATAAATGAATTTGC ACACCAGTGAAAGGGGTCAA 180

Ad08A9331 Aradu.A08 9331 p3 (TTG)5 15 32370400 32370414 TTTTGTTGGTCTTGTGATTCTGA CGAGCAGCATCTCTTCTTCC 224

Ad08A9332 Aradu.A08 9332 p2 (TA)8 16 32372497 32372512 CGTGTGTGCCAAGCTAAGAA CTACCAGCAAAACGCCCTAA 267

Ad08A9333 Aradu.A08 9333 c (T)10ctttttaaatatatttgtttcttgtcctcgttaaacgatgctcaaatgctattgtgaacagtcacc(A)11tgctattgtgaactcggactagcaataatagaaaaaagagtggaaaccaactattttaagttaatatcagctaataatatttatcttctcttttaaa(T)10194 32372838 32373031 TTGCTGGTTATTATAGAGGGCT TTTCAATAAGCAATCAACCATAAAA 280

Ad08A9335 Aradu.A08 9335 p4 (AAGA)5 20 32377758 32377777 CGAACACCTCCCTGAAATGT GTGGCGGTTGATGTTCTTCT 156

Ad08A9339 Aradu.A08 9339 p3 (TCC)5 15 32386513 32386527 GATGGCGAAGAAGAATTCCA AAGAAGCCGAGGAGAAGGTC 211

Ad08A9340 Aradu.A08 9340 c (CT)9aaactataaccgccatgcctctctta(TTC)662 32395178 32395239 GTATGTCCCTCAGGTGGGTG GGCCTTCTTGGATGAGTGAG 155

Ad08A9341 Aradu.A08 9341 p2 (AG)6 12 32398573 32398584 TGGCATAACTAGGTTCAATTTTCA CGGGACTAACACTTGCCATT 228

Ad08A9344 Aradu.A08 9344 c (ATT)6aattgcacactaatattatatcataattttttgtattttttagacaaa(AAT)5ttatatattagattcttttgtacgtatttataatataaaaaaa(AT)8actc(AAT)6162 32401972 32402133 GACAAATCAGTTTTCCATCCAA GGTGAATAATGATAATTTGAAATCCA 278

Ad08A9347 Aradu.A08 9347 p4 (TTAT)5 20 32408283 32408302 AAAATTGGCCATCAACATAATTG CTTGTTACCCCGTCCTCTCA 207

Ad08A9348 Aradu.A08 9348 c (A)11g(A)12 24 32412097 32412120 GAAATGATGCGAGAAATGAACA GACAATGTTCTGCCACCAAA 213

Ad08A9349 Aradu.A08 9349 p3 (CTT)5 15 32412609 32412623 CATTGGGTACACCGAACACA TGCGTACGAGGAGACTGATG 248

Ad08A9353 Aradu.A08 9353 p3 (ATT)18 54 32421694 32421747 AAAAGTTTGTTGTTGGCTAATTTT TAACTGTGTCAAAGGGGCGT 271

Ad08A9356 Aradu.A08 9356 p4 (TATT)5 20 32437156 32437175 ATCAGATTCGCATTTTTGCC GAATCAGATTGCGGATTTTATG 273

Ad08A9358 Aradu.A08 9358 p2 (AT)6 12 32446820 32446831 AAACCATTAGAGCCCCGTTC AAAAAGAAGAGGGACAAAACTGA 267

Ad08A9361 Aradu.A08 9361 p3 (TTC)7 21 32449397 32449417 CCGTGGATAATACGGTAGCAA CGTGAAGCTCTCAATTTGGTT 160

Ad08A9362 Aradu.A08 9362 p3 (TTG)5 15 32449963 32449977 CGTCTTTCTCTTCCACCTCG ACTACCCACTTCACCCCACA 268

Ad08A9365 Aradu.A08 9365 p2 (AT)7 14 32459669 32459682 GGACAAGTTGATGTGGGCAT AAGGCTGGTCGGAGAACATA 209

Ad08A9366 Aradu.A08 9366 p2 (AT)9 18 32468389 32468406 AAAAACATGATACTCGAGCACTACTT CTTGAGGTTTGGGTTGCATT 145

Ad08A9369 Aradu.A08 9369 p3 (AAG)6 18 32474754 32474771 AATGGCCACAAATTTGCCT GCATGCGTGTTCTTTCTTGA 113

Ad08A9371 Aradu.A08 9371 p3 (TGA)5 15 32478465 32478479 CGATCTCGAGGGTGACTGAT CCACCAGGAATGAAGACGTT 220

Ad08A9372 Aradu.A08 9372 c (T)10aaacgttgtctccttcttcctcttttt(TTC)552 32479749 32479800 GGATGAAATTTTCGAACCGA TGGGATGGCTAGACTCAATG 268

Ad08A9374 Aradu.A08 9374 p2 (AT)7 14 32491021 32491034 GGATCAGTGCTGCAATCAAA GGAATTCTCAGAGTGAGCCAG 250

Ad08A9376 Aradu.A08 9376 p3 (ATT)5 15 32504026 32504040 TTGGATGTTGGCTTTGTGAA GCAGGAATAGGGAAAAAGGC 202
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Ad08A9377 Aradu.A08 9377 p2 (AT)6 12 32513522 32513533 TGAGGAAAGCTGGAGATGCT CAAGTGTGTTGGATCTTTGGTT 245

Ad08A9380 Aradu.A08 9380 p2 (GA)6 12 32515861 32515872 GTTTGGTGCTGTTCAGGGTT TCTTCAATACGCGCCTTTCT 109

Ad08A9385 Aradu.A08 9385 p3 (GTT)9 27 32527467 32527493 TTTACTTGCCTCCCTTGTGC GTGGCGCACCTGAAAATAAT 232

Ad08A9388 Aradu.A08 9388 p2 (AT)10 20 32533360 32533379 TGCTAAAAACTGTTAATCCCAAAA CCCATTGCAGGGAATGTTAC 181

Ad08A9391 Aradu.A08 9391 p2 (GT)6 12 32538491 32538502 TTGACGTCGTTAGCAACAAAA CACCACAAGAGAAAAGGACCA 249

Ad08A9392 Aradu.A08 9392 p3 (TCA)5 15 32540613 32540627 AAACCTCATCAGGCATCACC TTGGAAGGTTTGGACTTTGC 115

Ad08A9400 Aradu.A08 9400 p4 (AAGA)5 20 32599160 32599179 AACACATGGGTTCAGAAGGC AAAGAGCTTGGGGTTTGTGA 261

Ad08A9403 Aradu.A08 9403 p2 (AT)8 16 32607721 32607736 TGATGAAATTAAGAACCAAACAATG ATGTCAAAACGTTTCACGCA 132

Ad08A9405 Aradu.A08 9405 p2 (CT)6 12 32617006 32617017 ACGTTGTCTTCCCCATTTTG TATGGATGTTGCAGTGGTGG 254

Ad08A9408 Aradu.A08 9408 c (T)10agggtttctcaatgcaagcttcaaatacggtctcttttttggattaaaaaaatttaaggatttataagacagttagatg(A)1099 32625072 32625170 CAAAGGATTATTCCATGGGC TGATCGAAATTCCATTCCTTTT 192

Ad08A9413 Aradu.A08 9413 p2 (CT)9 18 32636375 32636392 TGCTTAGCATGATTAACTGTTGG ATGGTTGGTGATTTCGATGG 279

Ad08A9414 Aradu.A08 9414 p2 (AT)8 16 32640517 32640532 ATGCATCCCCTTCAACATTC TCCCTTTATCATTTTTATGCGT 252

Ad08A9416 Aradu.A08 9416 p2 (AT)10 20 32646087 32646106 TTTATGCGATCAATATAAAAAGGTAA CAGGTTTTGATAACATTTGTCCT 155

Ad08A9417 Aradu.A08 9417 p3 (GAA)5 15 32648624 32648638 TTTCTCGTCTTCCCATGGAC GATGCGACGGCGTATTAGTT 279

Ad08A9419 Aradu.A08 9419 p2 (TA)7 14 32661283 32661296 CGGAACAAGCTCGGATTTAG CGGATATCTGCACTGTCCCT 153

Ad08A9423 Aradu.A08 9423 p3 (ATA)12 36 32683790 32683825 GCCCTGTTTCAATTTACATGAC TGGACATTACCATCCAACAGTC 262

Ad08A9424 Aradu.A08 9424 p2 (TC)10 20 32685345 32685364 AACGGTAGCAGTGTCATCCC TTTCTCACCCCACCACTTTC 147

Ad08A9426 Aradu.A08 9426 p2 (AT)7 14 32686007 32686020 GATCAGTGTCTCTCCCTCGC TCCTATAACGCAAAATTGTCCA 240

Ad08A9433 Aradu.A08 9433 p3 (ACG)5 15 32695231 32695245 TGTTGTAGCCATCAGCTTGG TCCTAAACTTTGCAGATCTTGGT 240

Ad08A9434 Aradu.A08 9434 p2 (AT)8 16 32702643 32702658 TTTAGTTGGATCAGGCCAGG TTGTTTTGGACTTTTGGGCT 280

Ad08A9435 Aradu.A08 9435 p2 (TA)7 14 32708152 32708165 TTACAGCAATCAAAATCCAGAA TAAGGTGTAGCTCAAGGGCA 112

Ad08A9436 Aradu.A08 9436 p3 (ATT)17 51 32711774 32711824 AAACAGGAGAACCACGGATG ATCATCCGACACACATTGGA 169

Ad08A9439 Aradu.A08 9439 p2 (TA)8 16 32727456 32727471 TTCTTAGGTCATTGGCTCCC GACCACCAAAAATGATCGCT 275

Ad08A9443 Aradu.A08 9443 p3 (ATT)14 42 32734034 32734075 TCGATTATATTATCCTTCAAGCCA TGGACGATTGTAGAAGCAACA 239

Ad08A9447 Aradu.A08 9447 c (A)15gaaagaaatacacttgtattattactcatcttctaaccggccagttcacttgctttccacctcaaataataaaatgcgaca(T)10106 32742482 32742587 TGTTTGAGAGACTCCTACTCGC CGTCATTCTCCTTTTTAGTGTCG 224

Ad08A9451 Aradu.A08 9451 c (T)10ctc(T)10 23 32744865 32744887 TCTTCTTATTTTTCCTTCCATCC CCATTAACGCTTTGTTTGGA 164

Ad08A9453 Aradu.A08 9453 p3 (ATT)9 27 32746766 32746792 GATGACTGAATTTGCACGGA TAGAACGCGCCATGTCAGTA 280

Ad08A9455 Aradu.A08 9455 c (A)10gaaataagaaaatataaaacagaatctcaaaggaaattatcaaaagaaaaaattaaaagacaatcacaatataaaaaaaaattggtttaagaaccat(A)10117 32749572 32749688 GGTTCCCTTCAAACCCTTGT AGTGGTGCATTGTTGCTTTG 260

Ad08A9463 Aradu.A08 9463 p3 (ATG)7 21 32776526 32776546 CGGATGTATGCCGTTAGTCC AAGGCCAAACAAACAAGGAA 245

Ad08A9469 Aradu.A08 9469 p3 (TTA)11 33 32789777 32789809 CAGGTCGGAACTGGACTCTC AAGCCTCGCTTTTGTCTGAA 201

Ad08A9470 Aradu.A08 9470 p2 (TA)9 18 32790566 32790583 TTTCTTTGAGTTTGCATGAATTTT TTCGAGAAGAAAAGAGTTTGCAT 256

Ad08A9471 Aradu.A08 9471 p4 (TTTA)5 20 32791649 32791668 GCTGGAAAATCAAATCCACG ATATGCCCAAAGGGTTCAAA 115

Ad08A9479 Aradu.A08 9479 p2 (TA)6 12 32804327 32804338 CGAATTAGTGGATGTGTGCG CGGTTATGTGACCGTTATTTCA 222

Ad08A9480 Aradu.A08 9480 p2 (AT)7 14 32807316 32807329 AAAATTGAATCTTCGCTGCAA GCAACCCTTCTCGTTATCCA 254
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Ad08A9482 Aradu.A08 9482 c* (GT)8(T)14* 29 32811103 32811131 TTCAAAAGCCAATCCAAACTG CTTTGCAAAAGGTTTGGAGG 131

Ad08A9484 Aradu.A08 9484 p3 (AGA)5 15 32822641 32822655 AAATGTGGAATCCGCAAAAG GAAATGACGAATGTGCCCTT 235

Ad08A9486 Aradu.A08 9486 p3 (ATC)5 15 32828718 32828732 TGATTAGCGGAACTAGCATTGA TCCCTGCTGCTAACAAGGTT 134

Ad08A9487 Aradu.A08 9487 p3 (AGC)5 15 32829218 32829232 TCCTCTCTGATGAAGCAGCA CAACAACACAACACCACTACCA 256

Ad08A9488 Aradu.A08 9488 p4 (ATGT)6 24 32829341 32829364 AGCAGCAGCAGCAGCTTTAT GCATAGCAGCAGATCCATCA 229

Ad08A9489 Aradu.A08 9489 p2 (CA)7 14 32830741 32830754 ATTCATCCAGCATCAAAGCC GGATTCCCTTCAAAATGTGC 278

Ad08A9494 Aradu.A08 9494 p3 (GAA)6 18 32838498 32838515 CACCATAATGACGTGTTCGG ACAAAATGATCGCTCTTGCC 253

Ad08A9496 Aradu.A08 9496 p2 (CT)8 16 32851125 32851140 TTTTGTAAAATTAGAGTTTTCTCCCC AAATAAAAGGAAGGAGAGCTAGAAA 280

Ad08A9499 Aradu.A08 9499 p3 (TAT)19 57 32854889 32854945 GCTCGATACTGAAGGAGGCA CCACCGTAAAAATTTAGTCGAA 279

Ad08A9506 Aradu.A08 9506 p3 (ATT)10 30 32875758 32875787 CCACAAATTTTGCTTCACTTTC AGTACGCTTAAGAAGCAATTCG 115

Ad08A9507 Aradu.A08 9507 p2 (AT)9 18 32876052 32876069 TTTGATTTTGAGCATATAACTTTGTTT TTTCTTACATTATTACATTTTGCTGGA 103

Ad08A9508 Aradu.A08 9508 c (T)10catcgaagagtatccatttccaaagaggtgatggctacacaa(T)1062 32876951 32877012 AGGTGGGAAATGGATCTCTTC TTTGCTAGATATTAAATGCGAATCA 279

Ad08A9509 Aradu.A08 9509 c (TTG)5aagtttaaatacttgcatgaaag(AAT)656 32881482 32881537 TAATCCATGTAGCCGATCCC CATTTGCATGCTTGGCATAG 211

Ad08A9514 Aradu.A08 9514 p3 (TTG)5 15 32895117 32895131 ACATGACAGAGCACAATGGC TCTGTTGGTCCCTATAGTTTTGC 261

Ad08A9515 Aradu.A08 9515 p2 (TA)7 14 32896493 32896506 AAATAAATAAGACGAATTTAACCAGG TGAAGTGCAGTGTACCAGGC 242

Ad08A9516 Aradu.A08 9516 p2 (CT)9 18 32899177 32899194 GCGACGTAGACGAAGGTCTC GAGCATCAAAAGGACCGAAC 275

Ad08A9521 Aradu.A08 9521 p2 (AT)8 16 32915840 32915855 TGGACTCCATCATCATTATTCG TGCCAATGCAATTATATGCAAC 206

Ad08A9528 Aradu.A08 9528 p2 (AC)8 16 32929554 32929569 TGGTAATGGCATGCAGTGAT ACCCCAAGGCCTATCAGTCT 224

Ad08A9529 Aradu.A08 9529 p3 (AGT)8 24 32929717 32929740 AGACTGATAGGCCTTGGGGT AAACCAATCAAGCAAGGTGC 205

Ad08A9534 Aradu.A08 9534 p4 (AATT)5 20 32933211 32933230 AGATTCCGGCTGTTGAAAAA TGTTGGGATATTTACCCAAAATAGA 278

Ad08A9538 Aradu.A08 9538 c (T)12acacattcacgttaataaaaaatttctctctcttcatcaacttcttcgattcttcgcacgaaaattttggccagtgc(A)1099 32937024 32937122 GCGGTTTTACTTTCGCACAC AAAAATACCTCATTTTCATCAACACA 259

Ad08A9540 Aradu.A08 9540 p4 (AATT)5 20 32939874 32939893 AGTTATGTGCGAATGAAAATTAGA CAAATGCGTCTCAACCTCAA 203

Ad08A9545 Aradu.A08 9545 p3 (ATT)9 27 32948251 32948277 TTGTACTCGTTTTACACATACCCAA CACGTCTTAACTTTGGGCAAC 280

Ad08A9547 Aradu.A08 9547 p2 (AT)7 14 32951581 32951594 GAATCAACCCGTAGATCCGA TGAATGAGTTAATGTTTTTCTCCAA 244

Ad08A9553 Aradu.A08 9553 p2 (AT)7 14 32974689 32974702 CCAAATACTCTTGACATTCGTATAAAA CCTCTTCTTCTCCATCACACTTC 267

Ad08A9555 Aradu.A08 9555 p2 (TC)6 12 32984710 32984721 CAACCATGAACACGGTGAAC CTGTGTTCGGTTCATTCTGC 242

Ad08A9559 Aradu.A08 9559 p2 (AT)10 20 32992229 32992248 AAGGCATAAATTTAGTGAAAGAAAAA CCAATAAAATAAAGCAACGCAA 198

Ad08A9561 Aradu.A08 9561 p2 (TA)6 12 33004055 33004066 TTCAAGATGTGCTTCAGGATTT TGCATGGTGCTAAGGACAGA 114

Ad08A9565 Aradu.A08 9565 c (A)11cattttcgttgttttcaaaagagatggtggtatttttgttatttaatcaaaacctattttttc(T)1286 33024303 33024388 CCGTGTTTGTTCGATCATCTT ATGGTGGAAAAATCAATGGC 267

Ad08A9576 Aradu.A08 9576 p3 (GTT)5 15 33053492 33053506 TAGAGCTTCAGTTCGGTGGG AGAGAGGTGGGTCACAATGG 223

Ad08A9580 Aradu.A08 9580 c (A)11gaagcttctaaaattatttaagaaaaatctaaaatccaaaacaaagaaacattcaaaacat(A)1082 33057542 33057623 CCTAACAAAACGAGATATCCAAAAA TGATGTTCCCTCCAAAACAA 278

Ad08A9581 Aradu.A08 9581 p2 (CT)6 12 33059849 33059860 CACAACCATTTTATTTCTTTTACACA CAAATCCGATGCCAAGTTTC 195

Ad08A9583 Aradu.A08 9583 p3 (TAA)17 51 33064021 33064071 TACCAAAGCCATCCCTCATC CCAAAAACGGAAAGGATCAC 275

Ad08A9585 Aradu.A08 9585 p2 (TC)7 14 33075593 33075606 AAAAGGGATTTGTGGGGTTC AATGTCCCTTGTCGCTTGTC 279
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Ad08A9587 Aradu.A08 9587 c (T)10accatattcttctaattctgtatatatttttttagaataaaaagccctttaatattttattcaagaaaaaaaaggcagg(A)1099 33088238 33088336 AGTGCCGCAGGTGAACTTAG AATACACCCGGAAAGGCTCT 276

Ad08A9592 Aradu.A08 9592 c (A)10ctaatgaccataaaaatgttcatactttttgcggcggtgagcatatgaag(T)12c(A)1083 33114842 33114924 TTGCAATTTAGTGACCTTGAGAA AGTGGACAAATGACATGCTGA 161

Ad08A9594 Aradu.A08 9594 p3 (CTT)6 18 33118254 33118271 TCTTCTGCTGCTTCTTCGTCT TTCATCCTCTTCCAACTAATTTTG 199

Ad08A9597 Aradu.A08 9597 p2 (GA)6 12 33121890 33121901 TTGCAACACAAATTCACAACTTC TTCTCCTGAGCGTGTCACTG 173

Ad08A9598 Aradu.A08 9598 p2 (TA)6 12 33123495 33123506 TTCAAGTGAAAGGATCGATTG CACATTTCAAAGGCAAAATGAA 265

Ad08A9600 Aradu.A08 9600 c (TC)9c(CT)6 31 33130087 33130117 TCCGTAGGTAAATTCGACGG TGTATGTGGTCGGCACTGAT 192

Ad08A9601 Aradu.A08 9601 c (T)13gatttatcttatgctaaa(T)1041 33134445 33134485 TTGTGATGATGTCATATTTCCTTTTT TTTCTTCGTATCGAATTAAACTTTTT 278

Ad08A9603 Aradu.A08 9603 c (AT)7acactagagtttaatctgtgtatatatgcaac(ATT)664 33135006 33135069 TTGTTTACGGATAATTGTTATGGTG CATTGTCAAAATGAGTGCTGG 240

Ad08A9606 Aradu.A08 9606 p3 (AAG)5 15 33136678 33136692 GAGACTCAGGGCTGCCTATG GAGTAGTGCATGGTGGTGGA 225

Ad08A9607 Aradu.A08 9607 c (A)16ctcacaaatacagatcagtttag(A)1049 33137190 33137238 CTGATTGTTTTGGTGCATGG CCGCCAACAACTTAAATTCC 241

Ad08A9608 Aradu.A08 9608 p2 (TA)7 14 33137412 33137425 GAATTTAAGTTGTTGGCGGG GCATGTGCGCGTAGAGAATA 152

Ad08A9612 Aradu.A08 9612 p2 (AT)9 18 33149054 33149071 AATTTGTGTAAATTGGGCCG GCCATTCCAAAACCACTCAT 150

Ad08A9613 Aradu.A08 9613 p2 (AG)7 14 33153814 33153827 TGTGTTGTGAAATAAATAAGGAAGATG TAAAAGCATGAACGTGGCAA 249

Ad08A9614 Aradu.A08 9614 c (A)10ttacaaaatcaatttatagttttaaatgtacataaattccattttgttttcag(T)1073 33159822 33159894 CATGTAGTGTTCGTTGATGTTGA AACATGAACAAGCTGATTGTGG 242

Ad08A9616 Aradu.A08 9616 p3 (GGA)5 15 33162596 33162610 GAGGGAGAGGTAACGGGAAC GTTACGCCTTCCAAATACCG 218

Ad08A9622 Aradu.A08 9622 p4 (TTAA)6 24 33193411 33193434 GATAGCATTGCATCGGCATA CTTCCCAAATTCCCAAACAA 252

Ad08A9623 Aradu.A08 9623 p3 (TAA)6 18 33194132 33194149 GCCGGAGTTTCTTCTCTCCT TGGCTGTTGAAAAACTCACG 157

Ad08A9625 Aradu.A08 9625 c (CT)6ttctcta(TC)8 35 33199022 33199056 TCAATCCTGTAAACCCGTGA GATTCGCGTGGAAGAGGATA 178

Ad08A9628 Aradu.A08 9628 c (TA)8(GA)8 32 33211053 33211084 ATGAAATCATGGGGCGATT CCCATCTATTTTATTTGGAGAAACA 272

Ad08A9629 Aradu.A08 9629 p3 (ATA)6 18 33212051 33212068 GGACCCACATACAAGCGAGT TGCCTTAGTTATGCTTTTAAATTGG 216

Ad08A9632 Aradu.A08 9632 p4 (TTTA)5 20 33218437 33218456 TGAAAAAGCAAAACATGTTACCTC CAATCAGGTTGTCATCCACA 251

Ad08A9638 Aradu.A08 9638 c (TTG)8tta(TTG)1469 33233841 33233909 TGGAGAACATTAAAAACGCCA CTCTTGGTGGGCTTGTTTGT 278

Ad08A9640 Aradu.A08 9640 p4 (AAAG)8 32 33237452 33237483 CATAACCGAGAGCAGCACAA GCTTCTTTCCACGTGCTTTC 215

Ad08A9645 Aradu.A08 9645 p2 (TA)6 12 33250117 33250128 AGCTGAGCAGAGGTTGTGGT GGATGGCAGTAGTACCCGAA 167

Ad08A9648 Aradu.A08 9648 p2 (AT)7 14 33287310 33287323 AAACATGGGAGGAATAGGGG TGTTCCCAATACACCACGAA 244

Ad08A9653 Aradu.A08 9653 p3 (GAA)6 18 33292543 33292560 CATTGTCGTTGCTGCTGTTT GAGGGATCGTATTGTCCCAA 241

Ad08A9658 Aradu.A08 9658 p2 (AT)6 12 33301217 33301228 GCAGCGGCAAGTGTATGAT ACCAATCGTGTTAGGTGTACATT 277

Ad08A9659 Aradu.A08 9659 p3 (TAA)12 36 33301669 33301704 TTTTGTAGCAGATGTGGGCA TATCCGAATAATTGCAGGGC 240

Ad08A9661 Aradu.A08 9661 p4 (AATA)5 20 33307411 33307430 ACCGTCGTCTAACCGAAAAA TGCTTCTTCTGCTGCTATTCA 272

Ad08A9664 Aradu.A08 9664 c (TCTT)10tcactttttctgtgttagtgtgttagttggtgtttcttgctttggtaaa(ATG)5104 33312228 33312331 ATTTCGACACTGCTTCAGGG GCTGCATTGCAATTTAGAACC 276

Ad08A9665 Aradu.A08 9665 p3 (GAT)5 15 33314232 33314246 CCAAAGTTGGAGAAGATGGG GATTGCAAGTTGCTTGTGGA 190

Ad08A9666 Aradu.A08 9666 p3 (TCT)5 15 33316556 33316570 GGTGGTGGCTAGAGCAATGT TGTGCAGTTCATGAAGAAAACAG 188

Ad08A9667 Aradu.A08 9667 c (T)11ctttcaagtaagtatcaacttttaaattgttcc(T)1054 33317334 33317387 GGTGTTGTGATTCCATTGATTG AGCCTGTAGTGGAAAGACACAA 202

Ad08A9670 Aradu.A08 9670 p3 (TAA)5 15 33321633 33321647 TGTCAAGAAAACCAAAAATCAAA CAAATCAACGGTGCCATATC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A9673 Aradu.A08 9673 p3 (TGG)6 18 33325998 33326015 TGATCATGCTGAAGAGGTCG ATCACATCTGCCTCCACCAT 178

Ad08A9674 Aradu.A08 9674 p2 (TA)6 12 33327635 33327646 GCCTTTTCATTTAGGTAGCATCA TGACTTCTTTTATGTTTTATCCATCTC 280

Ad08A9675 Aradu.A08 9675 p3 (AGG)5 15 33329360 33329374 TGAAGGTTGTGCACCAAATC TGGAGCTTTTAGGTCTTGCC 172

Ad08A9677 Aradu.A08 9677 p2 (AT)8 16 33330635 33330650 CCCATATTCTTGATGTAAAAATCTCA AATGGGTTCAGGAGCAACAC 210

Ad08A9679 Aradu.A08 9679 p3 (TCT)8 24 33331235 33331258 GAAGCCTTGGCATCTTTGAC TGGCAAGAAGGGAATTTGAG 154

Ad08A9680 Aradu.A08 9680 c (AG)7aaaataaagggccaagatatatggcattatactattac(GT)868 33331576 33331643 CAACAAGACCCTTCTTTGCC TGTCTGCAAAATCACCACAA 258

Ad08A9681 Aradu.A08 9681 p3 (ATT)6 18 33331895 33331912 TGTTTGTATATGCATGTTCCTAGGTC TCCAAGTCTTGATTTCAATTTCC 276

Ad08A9682 Aradu.A08 9682 c (A)10gtcaatctccctcacttaagagcagatgaagatagatgttgactatgctatatattcatgaagaagcatataccatcaagtagcagtgtta(ATG)6119 33332227 33332345 CTGCTTCCAACTCTTGATCG CCTTGCTTGTGCTTCCTTATTC 260

Ad08A9683 Aradu.A08 9683 p2 (AT)8 16 33334272 33334287 CCTGTGCTCCAAATCCCTAA TACCAATGTCCTCGTCCCAT 126

Ad08A9685 Aradu.A08 9685 p3 (AAT)7 21 33335433 33335453 AAATCCAATCAGCAACTCGC ATGCCATGCTAGCAAAATCC 266

Ad08A9686 Aradu.A08 9686 p2 (GA)6 12 33336789 33336800 TTGGCTACAAGACACCCAAA ATCTCCCTCATCCAAATCCC 155

Ad08A9687 Aradu.A08 9687 p2 (TA)7 14 33337960 33337973 TTGACGACCAACCAACAGAA TGCATCGTCATTGTTTGAAT 253

Ad08A9688 Aradu.A08 9688 c (T)14cggtaaaaaaatttaataggagcccactcactcatcatatgattgagattctgtctc(T)1384 33340308 33340391 CGAATTAAAATGCTTCTGAAAAA TTCAGAATTTGAGTGGAGAAAGG 275

Ad08A9690 Aradu.A08 9690 c (AC)13(AT)8 42 33348037 33348078 TTTGCTCAAGTTTGACATAGATTT AGTTGCAGTGGCAAGATGAT 181

Ad08A9695 Aradu.A08 9695 p3 (TAT)8 24 33367703 33367726 AGCCGGTGGTACTAAACCCT CGACCCCATCATCAGAAAAT 227

Ad08A9696 Aradu.A08 9696 p3 (CTT)7 21 33371111 33371131 GTACTTCCAGTCTACGCGCC TCCGTCTGTACCCATCATCA 229

Ad08A9699 Aradu.A08 9699 p2 (CT)6 12 33375564 33375575 TTGTTTGACCACCTCATGGA TGGTCATACGCGATTGGATA 220

Ad08A9702 Aradu.A08 9702 p2 (TA)6 12 33379887 33379898 GCTGGATTTGGTTGCTTTACA CGGAAATGATTGCTGCTACA 275

Ad08A9704 Aradu.A08 9704 c (TTA)5aaataattaattgatttgc(AT)646 33381668 33381713 TACCAAGGAACCTCGAATGG CATCAAAACCACGAGCTGAA 265

Ad08A9706 Aradu.A08 9706 p3 (AAT)7 21 33385258 33385278 CCCTGCAGAATTTGTCCCTA CTATCGCGGATCTGAGCTTC 268

Ad08A9707 Aradu.A08 9707 p3 (TAA)15 45 33385391 33385435 TTTTGGGCCAGCAATAGTTC GACGTCCATAACGTTCAGCC 225

Ad08A9712 Aradu.A08 9712 p2 (GA)10 20 33398988 33399007 CTCTTCCCAAACGCCATTAC TGCAGAGAATGACAAGGCAG 264

Ad08A9714 Aradu.A08 9714 p2 (GA)14 28 33399546 33399573 AACGGAAGCTTGATGTGGAC GGCGACACTTGAACACTTGA 232

Ad08A9716 Aradu.A08 9716 c (A)12gaatataattataaaacaaacaaacaaa(AAG)555 33403587 33403641 TGACATGACATATGAATGAAAGGTT GCACCAAATCAATCAGACTGTG 255

Ad08A9719 Aradu.A08 9719 p3 (TAT)6 18 33410686 33410703 GAACCAGGGCTTTTGTGGTA TCAGTTTGGCTGATTTCGGT 258

Ad08A9720 Aradu.A08 9720 p3 (TTC)5 15 33418659 33418673 AAACCACAAAGCACTTGTAGCA AAACCTAGCCCTCCCTGTGT 174

Ad08A9723 Aradu.A08 9723 p2 (AT)6 12 33425863 33425874 TCTCTGTCAATACTCCAGCCA GTTTTCGGGACAACACTTGG 264

Ad08A9733 Aradu.A08 9733 p4 (TGCG)5 20 33445789 33445808 TCATACACGATCGCATCAGC AACAATATCGTCCCGATTGC 263

Ad08A9735 Aradu.A08 9735 p2 (AT)7 14 33458475 33458488 CCTCCCCTTCTTTTAGCCAC GGCTTGTTGATCTTGTTGGAA 199

Ad08A9737 Aradu.A08 9737 c (CAT)6ca(CAT)5t(ATC)757 33464457 33464513 ATTTCGTTACCGTCGTCACC TTCACAAACACTTGCGCTTC 278

Ad08A9738 Aradu.A08 9738 c* (A)11(AAG)5* 24 33465038 33465061 AGGAGGTGATATGGTGGTGG ATGCTGCAGGACTTCGTTTT 128

Ad08A9742 Aradu.A08 9742 p2 (AT)6 12 33471334 33471345 TTCAATGCTTTTGTTTCCTCTT AAGCTTCGCTTGGGTACTGA 224

Ad08A9747 Aradu.A08 9747 p4 (GAGG)5 20 33475279 33475298 CCAAGTCCTGCATCCAACTT CCTGTTGTGACTCGTCCCTT 170

Ad08A9750 Aradu.A08 9750 p2 (AT)7 14 33476803 33476816 TGTCGCTTTAGTCATTTGCAC CAAGTCAGGGTGGCAAGATT 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A9753 Aradu.A08 9753 p2 (AT)6 12 33481453 33481464 CAAGTTAGGTTCGTTTTTACAGTG GCGTGTCATCTTAGAGCATTTTT 138

Ad08A9755 Aradu.A08 9755 p3 (CTT)5 15 33491464 33491478 CACCCCAAGCCTCAGATAAA GCAAAGGCTTGGAAGATCAA 143

Ad08A9756 Aradu.A08 9756 p2 (TC)7 14 33494603 33494616 GGGAAATGCCACAATTTTTC TGCTCACAAACATAATCCCCT 214

Ad08A9757 Aradu.A08 9757 p3 (TAC)7 21 33495019 33495039 TTATGGAGATGGGATGGGAG CCTTATCCATTAAACTCCAAGGAA 268

Ad08A9760 Aradu.A08 9760 p3 (GGT)5 15 33500527 33500541 TTGTCGTTTCTGCTCCTCCT TATTGCAGATTTCGCACACG 135

Ad08A9762 Aradu.A08 9762 p2 (GA)7 14 33502600 33502613 GGCTATCGTGAGAACAAGGC TCACACCACCCTCACCACTA 161

Ad08A9764 Aradu.A08 9764 p3 (TAT)14 42 33505656 33505697 AGGGAAACGTTCATCACCTG GAGAACATGTCTAAAAGGGGGA 235

Ad08A9765 Aradu.A08 9765 p2 (AT)12 24 33507815 33507838 GCATTCAAATTCCAGCCAAT AAAACCCTAAACCCTTAAACCC 265

Ad08A9766 Aradu.A08 9766 p3 (TCT)6 18 33516763 33516780 AAAATGGCCGAAACCTAACC TTGCCTTCCCTTTTCCTTTT 280

Ad08A9768 Aradu.A08 9768 p3 (TTG)5 15 33521874 33521888 TGGTTCTGAGTTTTGACGATG GCAGAAGCAACACCAATGAA 264

Ad08A9771 Aradu.A08 9771 c (A)10cctttaactc(CA)632 33537992 33538023 AAACCCTTTAACTCGGACACC GTCTGCATCGGGTTTAGAGG 112

Ad08A9774 Aradu.A08 9774 p2 (AT)7 14 33539411 33539424 TCTAGCACCCAACAACACCA CCTGGTCCTCTATGTCAGCC 189

Ad08A9775 Aradu.A08 9775 p3 (TAT)5 15 33539643 33539657 GGCTGACATAGAGGACCAGG AACCCCCTTCAACGGTTATT 207

Ad08A9778 Aradu.A08 9778 p2 (AG)15 30 33544882 33544911 ATCAAAGCAACAACGGGAAC CGGGTGTTGGCAAGTCTAAT 270

Ad08A9783 Aradu.A08 9783 p3 (AAC)5 15 33564740 33564754 CACGGAGTGCAAGAAAACCT TTCATGTAGCCAACCTCACCT 245

Ad08A9784 Aradu.A08 9784 p2 (CT)9 18 33565023 33565040 TCCTCTTCCTTTCACCCCTT GGATGAGTGGTCATACGCAA 208

Ad08A9787 Aradu.A08 9787 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 33576222 33576275 TGGTTTGTTCTTCGTCGTTG TTTTTCCTCCTCATCTTCTGC 273

Ad08A9788 Aradu.A08 9788 c* (GAA)5(GAAGAG)6*gaagaagaagaaaacgaagaca(AAG)5(AGA)5100 33577097 33577196 CGTGCAGAAACGAAAGAAAA CGCGCATTAACTCATTTTGA 269

Ad08A9789 Aradu.A08 9789 p3 (GAG)5 15 33586032 33586046 GGAGGGGAAGGAAGAGAAGA ATCGCCGGAGTTGTGTTACT 254

Ad08A9791 Aradu.A08 9791 c (T)15aaagttaatacgacttgttttattatta(T)1154 33589896 33589949 GGAAAATGGGAAATGTCGAA CGGTCCACATGGAAAACTG 256

Ad08A9795 Aradu.A08 9795 p3 (AAG)5 15 33615096 33615110 AGACCCAAACAACATCCAGC TCTCAAAACCTTGGCAGCTT 100

Ad08A9800 Aradu.A08 9800 p3 (TAT)17 51 33642051 33642101 GCATCCAACGACTATGGGAT TTCGTCCGTTGTGTCTTTGA 260

Ad08A9803 Aradu.A08 9803 p5 (TTATC)6 30 33651686 33651715 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 197

Ad08A9804 Aradu.A08 9804 p2 (CT)6 12 33654253 33654264 AATTACAGAACACGCCCCAG AAACCTGGGATCGAGAGTCA 261

Ad08A9806 Aradu.A08 9806 p2 (CT)6 12 33659647 33659658 CCAGAGGTTATAAAGTGGGGG CAATTGGGCAACATCAATCA 276

Ad08A9807 Aradu.A08 9807 c (A)11cagtgaatac(A)1031 33672506 33672536 TCACTAAGGTGGACCCGTTC GCACACTCTTATTTGCCTTGG 268

Ad08A9808 Aradu.A08 9808 p5 (TTATC)5 25 33677417 33677441 GGTGCTGCTGATTCCTTTGT AGAGATAAAGGCGGTTCCGT 246

Ad08A9811 Aradu.A08 9811 p3 (AAT)6 18 33703636 33703653 ATGAGCAGGAACAGGGAAAA AAACTTGGACGTTGGCTTTG 214

Ad08A9812 Aradu.A08 9812 p3 (TTC)7 21 33706362 33706382 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad08A9814 Aradu.A08 9814 p3 (AAT)7 21 33717436 33717456 CTCGCCTCAAAAGGAGCTTA ACCCTTCGCTTCTTGTCAAA 242

Ad08A9817 Aradu.A08 9817 p2 (AT)8 16 33720143 33720158 ATATACCGGAGCGGATAGGG GGATTTTCAATTTCATATGGCTG 251

Ad08A9831 Aradu.A08 9831 c (CT)10cccttctctcttcctctt(TC)1058 33771928 33771985 TTTTCTCCCCTTTCCCTCG AAGGAATGGGAGAGAGAGGAAT 203

Ad08A9832 Aradu.A08 9832 c (AG)6ggagagaaagtgagagagaa(AG)644 33772304 33772347 GAGGAGAAAGAGCGCAAGG ATCTCTCTCTCTCTGCCCCC 240

Ad08A9833 Aradu.A08 9833 p2 (AG)6 12 33772497 33772508 AGAGGAAGAGGGATAGGGGA CTCCTTCTTTCTGCCCCTC 184
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Ad08A9834 Aradu.A08 9834 p2 (GA)7 14 33772630 33772643 GAGGGGCAGAAAGAAGGAGA TCCTCTCTCTCCCATTCCCT 179

Ad08A9835 Aradu.A08 9835 c (AG)6ggagagagagaaagagagaaggagatagggagagaa(AG)6gagtgggagaggaaaagagagagagg(GA)698 33772808 33772905 GAGGGAAAGAAAGAAAATGTAAAA CTCTCTCTCCCCCTCCTCTC 265

Ad08A9836 Aradu.A08 9836 c (AG)7gagagaggagagaggagagagggagaagggaatgagaaagagagagg(GA)673 33773249 33773321 GGGAGAGAGAGAAAATAGGGG TCCTCTCCCCCTCTCCCT 239

Ad08A9841 Aradu.A08 9841 p3 (TTA)5 15 33780806 33780820 CGAGCTGAGTCAAAGGCTCT CAGAAACAGGAAAACAGCGA 206

Ad08A9842 Aradu.A08 9842 p2 (CT)7 14 33780976 33780989 TCGCTGTTTTCCTGTTTCTG TGTCCTGGTGATTGTGCATT 267

Ad08A9844 Aradu.A08 9844 p2 (CT)6 12 33800097 33800108 AAAATCACTTCCCTCCCCAC AGAGGCTTGCTTGTCCTCAA 131

Ad08A9845 Aradu.A08 9845 p3 (AAC)5 15 33805414 33805428 CTCATTCGGAGTTCCCGTAA TTTGCTACAATGATTCACCGA 196

Ad08A9846 Aradu.A08 9846 c (CT)6catgtctctttcggagtttccgtaacgatttctttctctatttcttttccaaaatttttatcatgtttttatgagtaatataagagttttaac(T)10115 33809022 33809136 ACTACGAGGACGTGAAACGC CACGTAACAACAATCAGTTTTGC 280

Ad08A9858 Aradu.A08 9858 p3 (TTC)6 18 33863913 33863930 CCTTCCTGCTCCTTCTCCTT GCAGCAAATTTGGGTGTAAAA 223

Ad08A9864 Aradu.A08 9864 p2 (TA)6 12 33883747 33883758 CAAACAATGCACCGGTTTTA TTGCGATTTACTCTTTTATTTGGA 267

Ad08A9867 Aradu.A08 9867 p3 (ATA)14 42 33893715 33893756 CCCGTGGTTTTTACCTCTCA CCTTTCCCCACCAAACACTA 280

Ad08A9872 Aradu.A08 9872 c (T)10ctc(T)10 23 33908419 33908441 CATGTTCTCACAACACCTTAAAAGA TTTGCCATTTTTCTATTTGCG 280

Ad08A9873 Aradu.A08 9873 p2 (AT)6 12 33909850 33909861 TTCTTTAAAATTAAAATACGCACATCA TTCTAATTTCAATTTAATCCCATTGT 279

Ad08A9879 Aradu.A08 9879 c (A)12tgagagatatttaagaggatcatagcccctggggtgaagcctcacttaagagttaagaggggcaatagccccctaaaactca(T)10104 33930442 33930545 ACATGAAAAGAAGGAAGAGTAAATG GAGAACCATCAACAGAAGAGTTAGA 279

Ad08A9883 Aradu.A08 9883 p2 (CT)7 14 33935019 33935032 GACGAAAAAGTTGCGAGGAG CGAGAATGGAGATGGAGGAA 267

Ad08A9884 Aradu.A08 9884 p2 (TA)7 14 33935265 33935278 CGGGACAATTCTTGTAGGGA TCTGGATCAGATAACCAAACACA 133

Ad08A9891 Aradu.A08 9891 p3 (AAG)5 15 33947087 33947101 TTCACAAATACACCCAAACGA GCTGCACGTTCTTCTTCCTC 275

Ad08A9892 Aradu.A08 9892 p2 (TA)6 12 33952586 33952597 CGATTGGTAACCTCCTCTTACAA TGTGACAACATACATCACTCACG 253

Ad08A9893 Aradu.A08 9893 p2 (TA)10 20 33952753 33952772 GGTGTGGACAAATTTTCTTTTCA TTTCCCGTGAACTTTATTAGGTG 242

Ad08A9895 Aradu.A08 9895 c (AAC)6cacagctattgttctacaatattgtc(TAA)765 33954768 33954832 CCCAGAAGAGAGTGGTTGGA TTACCTTGCACGGTGTCATC 210

Ad08A9896 Aradu.A08 9896 p4 (TTCT)5 20 33955107 33955126 TAGCCCCAAGGTTCATTTTG CAGGAACTAAATTTATTAAAGGAAAAA 108

Ad08A9897 Aradu.A08 9897 p3 (ATA)5 15 33955465 33955479 GGAGGAACAACACCTTTTTCA CGCCGCTGAAATAAAAACAT 270

Ad08A9898 Aradu.A08 9898 p4 (ATAC)5 20 33955685 33955704 TGCTATGTTTTTATTTCAGCGG TTCCTGAGCCATTTCCTTTC 174

Ad08A9901 Aradu.A08 9901 p3 (TCC)7 21 33960163 33960183 CACGCATACCTCCTCATCCT TGGTGTTGTTGGTGATGACA 156

Ad08A9902 Aradu.A08 9902 c (GAA)5cctgcgcgaattt(AGA)543 33961145 33961187 TTTTGAATTGAATGGACGCA TTCCTTCTCCTCCTCCTCGT 191

Ad08A9908 Aradu.A08 9908 p2 (TA)6 12 33973579 33973590 GGTAAAGGCTGATTTGAGCG CATGAAGGTTTCTGAGGGGA 255

Ad08A9912 Aradu.A08 9912 p3 (GAA)7 21 33992136 33992156 TTATGGTAGCGCTGTTGGTG GCCAAACCACAAGGATCTGT 154

Ad08A9913 Aradu.A08 9913 p3 (TTA)5 15 33997795 33997809 GTGGGCCACTTGAATCTCAC TGCATCTGCTTCATCCTCAA 272

Ad08A9915 Aradu.A08 9915 p3 (AAT)7 21 34012376 34012396 GAGTCCTCAGCATTTGCCTC CCTTCGGTATGTTCTACCTTGC 252

Ad08A9920 Aradu.A08 9920 p3 (TTA)7 21 34024936 34024956 AGTTGGAAGAAGCCCGAAAA CGAGATAACGGAGCAAAGGA 228

Ad08A9921 Aradu.A08 9921 p3 (TTA)5 15 34026695 34026709 CTCAACCAGCAGCACTGTGT GGACGTGAAGAATCGGGTTA 223

Ad08A9922 Aradu.A08 9922 p2 (AT)6 12 34026910 34026921 CACTGCACAATTCAACAGGAA GAAGGATTGGCATACATGAGG 214

Ad08A9928 Aradu.A08 9928 c (A)12gaatatgtgtatccaaaataaaatgatcacacaagcaggtaaaacccctggagaagtatgcatattatatt(A)1093 34060059 34060151 CCACCCTTCAAGCTCCTAAA TGGGTGTTATGTTTCCCCTC 260

Ad08A9930 Aradu.A08 9930 p2 (AT)7 14 34071984 34071997 CGCGTCCAATTAAAAGGCTA AAAGAATCAAATCTCCCCTCTTTT 222
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Ad08A9935 Aradu.A08 9935 p3 (TCT)6 18 34096949 34096966 TTTTTCGCTCCAAAATGGTC TTCAAAGAATCCAGAAATTTCACA 241

Ad08A9936 Aradu.A08 9936 c (TGA)6ccatgatgataatggtggtatttttctgtatttttgtgaaatttttggattctttgggaaatttctggttgattttggaaaaagttc(TGA)6ccatgatgatacta(GTG)5gttctggttgggcgtaggtttctgttc(TGG)5194 34097108 34097301 TGTTGATGAATTTGTTGATTATTGTTT TTCTCCCTTCACCCCAAAAT 277

Ad08A9937 Aradu.A08 9937 p3 (GAA)6 18 34102961 34102978 TGAATGAATGTAGGTTCATCCTCT TTTCGATGCATTTTTATTCTGA 232

Ad08A9938 Aradu.A08 9938 p3 (ATG)10 30 34103914 34103943 TTTTGGATCAGACAACGTCA TTTCATGTCACCACTACCATCAG 254

Ad08A9940 Aradu.A08 9940 p2 (AC)6 12 34113284 34113295 AGTTAGCCACCCAACCCTCT GGATGCTGAGCTTGACCATT 164

Ad08A9941 Aradu.A08 9941 p6 (GAGCAA)5 30 34113513 34113542 GAGGCCCTGTGAGGAACATA AGTTCCTGAGCTCCCTCTCC 278

Ad08A9944 Aradu.A08 9944 p2 (AT)10 20 34125835 34125854 GGACAAAATTCTCCCGAGGT GGCAAGAGGATGGCTACAAA 271

Ad08A9950 Aradu.A08 9950 p2 (AT)9 18 34138321 34138338 GCGGGTTCGAGTCTTCCTAT CACCATCCAAAAATTCTCAAAA 195

Ad08A9953 Aradu.A08 9953 p3 (ATA)5 15 34149569 34149583 GTCCTAAATCCCCACAAACG AAAAATCCACTATTTGTATTGTGCT 262

Ad08A9954 Aradu.A08 9954 p2 (TA)6 12 34149955 34149966 ATTCCATGTGCAACAAACGA AAGTGCACCGTTAAACTGCC 175

Ad08A9957 Aradu.A08 9957 p2 (TA)8 16 34154833 34154848 CACCAAGCATGCATCAAAAG TCTTCTTGCAAAAGGGTCTTG 186

Ad08A9964 Aradu.A08 9964 p2 (TC)6 12 34193991 34194002 CAGCAAATAAAGAAACCCCG GTTGAGGGCAGGAACGTAAA 265

Ad08A9965 Aradu.A08 9965 p5 (TTGAC)5 25 34194684 34194708 CGCTTCTTCCGCTATTCCTA ATCGCACATTTAGGTTGGCT 219

Ad08A9966 Aradu.A08 9966 p3 (AAT)5 15 34196160 34196174 CCCCTCAAACTATCCTTACCC TGCCTAGTTATAGCATTAAGGACG 257

Ad08A9967 Aradu.A08 9967 p4 (TATT)5 20 34204002 34204021 AAGAGATACGGTGCATTTTGA AATGCTCCAATGCAATTTCC 220

Ad08A9970 Aradu.A08 9970 p3 (TTA)5 15 34214172 34214186 TTTAGGCCTTCTTTGCCTCA TCAAAACCACCCAAGAAAGC 223

Ad08A9973 Aradu.A08 9973 p2 (CT)15 30 34229972 34230001 ATAGATGCCCTCCGTGTGAC GCGAGTGTTGAGGAAGAAGG 180

Ad08A9975 Aradu.A08 9975 p3 (GTG)5 15 34246037 34246051 TAACCCAATCTGCTCCAACC GAGTGAATCGGTTGAGGTCC 117

Ad08A9978 Aradu.A08 9978 p4 (ATTT)7 28 34251539 34251566 AAAATGAAATGTACCGGGGG AAAGTTGCTGGGAACAAAAA 274

Ad08A9983 Aradu.A08 9983 c (A)11tcttgccctttacacaacacacagaacacaagagacgtgaaccaagacgc(T)1071 34268001 34268071 AGCCAAGCACCATTACCAAC TTTCGGAATTAGAGGAATTGGA 239

Ad08A9988 Aradu.A08 9988 c (T)10cattgtatgtatgatagcataaaccaaaat(A)1252 34279082 34279133 TTGGATTGTGGATGGATAATGA GCGTTAGAAATTTTATTTTTGTTCC 264

Ad08A9989 Aradu.A08 9989 p3 (AAT)16 48 34281393 34281440 TGCAAGAAACAAATAACTGAATGTC CCCGAACGTTAAGGACAAAA 277

Ad08A9991 Aradu.A08 9991 p2 (AT)6 12 34284837 34284848 ATGGCGTTATATCAGCAAAAA GGGTGCTGTTTGGTTCAAGT 224

Ad08A9992 Aradu.A08 9992 p2 (TA)6 12 34286308 34286319 AAAAACTGGGGCCAAAACTT CTTTGTCAAGGGGTGCATCT 200

Ad08A9994 Aradu.A08 9994 p3 (AAG)6 18 34293956 34293973 TGAAGACGATGAATACGACGA TCTCCCTCCTCCTCCTTCTC 160

Ad08A9997 Aradu.A08 9997 p2 (AG)11 22 34301117 34301138 TCAAAAACCCCGTTACGTTC TTGCATTTCCCTTTCCGATA 275

Ad08A10003 Aradu.A08 10003 c (CT)8ttctctctctt(TC)639 34332610 34332648 TGCCGAGTCCCTCTTCTCTA AAATTGTAACGGCAACGTCC 192

Ad08A10009 Aradu.A08 10009 p3 (ATC)6 18 34349198 34349215 TTGTCCCTCAAGTTTTCGATTT GATGATGGAGGTGGAGAGGA 183

Ad08A10014 Aradu.A08 10014 c (GA)6acgagaacgagagc(GA)842 34359729 34359770 AGGAGGGAATGTGTTGATGG CACTTCGAGTCCCATCCATT 140

Ad08A10016 Aradu.A08 10016 p3 (ATT)5 15 34360891 34360905 TTGGCAAAGTATGGATAACTAGAGTG AATCCAAGAATTTTGTCTATAAATGTT 272

Ad08A10019 Aradu.A08 10019 c (AT)8(AC)6 28 34364728 34364755 CGCTCAGCACTACACAATGC TCCCATTACAACAATACGTGC 246

Ad08A10020 Aradu.A08 10020 p2 (AG)7 14 34366286 34366299 ATGACTTACGATTCCGTCCG TCTCCACTCCAACTCCCATC 137

Ad08A10022 Aradu.A08 10022 p2 (TA)6 12 34369495 34369506 TTCTCTGTGTGTTGCTTGGG GACTCACGCTTGACCTATTGC 277

Ad08A10025 Aradu.A08 10025 p3 (TGA)5 15 34380403 34380417 CCCTTTTGGTCTTTGGGATT AGTGGACCATGGAAGCAAAG 193
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Ad08A10030 Aradu.A08 10030 p3 (TTA)8 24 34384918 34384941 CATTAGGATCTTACTCACAATTCCA TTTTTCTCTTGCTCTTTTTCCA 267

Ad08A10031 Aradu.A08 10031 p3 (TAT)5 15 34385318 34385332 TAGGCGCCAATGTCCTAACT TGGACATGCATCCAAAGAAA 167

Ad08A10032 Aradu.A08 10032 c (A)10tacaaaagtaagtttttgtttattttattttatttttatataaaattgagagaaatttgatgcacaatcttcttttcaaacatagccttcat(TA)6114 34391581 34391694 TGAGACAGAAATTATTCAAAAGTGA CAGAGCAAGGCACACCATTA 228

Ad08A10033 Aradu.A08 10033 p3 (AAT)11 33 34392919 34392951 TTGAAAAAGCTGGAAGAACGA TCATGCACTTCATCCCAAGA 210

Ad08A10037 Aradu.A08 10037 p2 (CT)12 24 34398460 34398483 GCCACTGAACATGGTTTGTC GCATCAGCACACAGAAGAGG 208

Ad08A10038 Aradu.A08 10038 p3 (TGG)6 18 34399547 34399564 TGGTGGTGCTCTTGGTAGTG GTAACAGTGCAAGCCCCATT 267

Ad08A10041 Aradu.A08 10041 c (AG)8ttgtggattgagaga(AGG)546 34405979 34406024 ACAAACTCCAGGTGGGTGTC TCAAATGGCCAAATCCTCTC 184

Ad08A10042 Aradu.A08 10042 c (T)10cga(T)10 23 34411534 34411556 TTCTTTGGTTTTGGCTTTGC GCCGGGGATTGATAGTGATT 280

Ad08A10043 Aradu.A08 10043 p2 (CT)6 12 34417215 34417226 CCATCTCATCCACCCTCTTG TGGTATAGAGTGTTGGACGGC 241

Ad08A10044 Aradu.A08 10044 p2 (TA)7 14 34420828 34420841 AACCAAACCTATTGACCCCA TTCACACCAACTACTTCTCCCA 225

Ad08A10049 Aradu.A08 10049 p3 (TCT)6 18 34430088 34430105 TGAGAGTGACGTCATGGAGC CGATGTCGTTTCATGCATTC 164

Ad08A10051 Aradu.A08 10051 p2 (CT)7 14 34432844 34432857 TAGCCATGTTGCTGCTTCAC CTCGACCAACAAAACACACG 130

Ad08A10056 Aradu.A08 10056 p3 (AAT)10 30 34436197 34436226 TTGTTGTCATTGGACCTGGA GAGTTTGTTGTCAAGAATTTAGGGA 226

Ad08A10060 Aradu.A08 10060 p3 (TAT)6 18 34437916 34437933 CTACTACATGTTCCAAATATTATGCC TGTGGAGTAACGCAGTGGTG 248

Ad08A10062 Aradu.A08 10062 p2 (AC)7 14 34439651 34439664 ACGGGGAGAGAAGGAGAGAG CCGCAACAGAGCCAACTAAT 270

Ad08A10064 Aradu.A08 10064 p3 (TTA)5 15 34445219 34445233 AAATTCCCTAACAAAGCTCATAAA TGCTACAAGGTCAACAAATAAGAA 220

Ad08A10065 Aradu.A08 10065 p3 (TTA)6 18 34445684 34445701 ATGGAAGGCAGAAACCACAG CCATGGTTCCATGTTCCTTC 238

Ad08A10066 Aradu.A08 10066 p2 (AT)7 14 34447059 34447072 CCACTCCCTTACCCTTCACA AAAAGAGGTGGACATTTGAACTAA 214

Ad08A10067 Aradu.A08 10067 p3 (TTC)5 15 34450062 34450076 CCCCGTCACATATTCGAAAG TCATGGTTGGTGCAACATTT 257

Ad08A10072 Aradu.A08 10072 p3 (ATA)6 18 34455787 34455804 TACCCTTCAAAAACGCCAAA GGATGCGGGATAAACTTGAG 280

Ad08A10075 Aradu.A08 10075 p2 (TA)7 14 34464222 34464235 TTAATTGAACTTGTGAACTAGTGACTC TGGCTCGAACTCACAAACTG 254

Ad08A10077 Aradu.A08 10077 p2 (AT)6 12 34473230 34473241 TTTCCCCTCTAAACCTGGCT AAATTGTGCTGGTTCTGCTG 201

Ad08A10079 Aradu.A08 10079 p2 (TA)8 16 34488117 34488132 TATCAGCTTCAGCATGGCAC AAGGATACATGGCATTGGAAA 136

Ad08A10083 Aradu.A08 10083 p2 (AT)10 20 34492529 34492548 TGAGCCTATTCTCTTCCTCCA TGTGTAAGTTTTACATGTGTATCCTG 280

Ad08A10084 Aradu.A08 10084 p2 (TA)6 12 34493362 34493373 GTGCAAATTTTCGTCCCAAC TTTCATTCACGACATCCTGC 249

Ad08A10087 Aradu.A08 10087 p2 (TA)7 14 34504699 34504712 TCAAATTTGTATGGGAGTTTTCA TCGAAGATATTTGCTAATTATTACCGT 275

Ad08A10089 Aradu.A08 10089 p3 (ATT)7 21 34507013 34507033 TGTCCATACGATAAAACTTTATGAAAA TTGATACACACATTAATAGTGACCCAT 280

Ad08A10090 Aradu.A08 10090 p2 (TA)6 12 34507269 34507280 TCTCCTAATAAAATTATTGCACTTGAA GCATATGAATAAAGTCGGGATTG 279

Ad08A10091 Aradu.A08 10091 p2 (AT)6 12 34510497 34510508 GAGTGAAACTCATGAAAGAGGGA AAAAAGATGTGTCATTTTTATGTTGTT 269

Ad08A10102 Aradu.A08 10102 p2 (AT)8 16 34532473 34532488 CTCAACCTGCGAAGCTAAGG GTTTCCTGTGCAAGCGAAGT 258

Ad08A10103 Aradu.A08 10103 p2 (AT)6 12 34534867 34534878 GCATCCCCAAGCTCAAAATA CCAGGCACTTTAACTCTCCG 149

Ad08A10104 Aradu.A08 10104 p2 (TC)12 24 34538298 34538321 GGTTGTTGTTCTCTGTCTCCG AATGCTAGTGTTTGCGGGTT 197

Ad08A10105 Aradu.A08 10105 p3 (ATT)6 18 34538493 34538510 AACACTAGCATTGCTGCACG CACGCCCAATCCACTATTCT 161

Ad08A10106 Aradu.A08 10106 p2 (TC)7 14 34539484 34539497 CCGCCCTCTCTCTCTTTTCT ATCGGAAATCAAGTTCACCG 149
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Ad08A10107 Aradu.A08 10107 c (T)11ctctgtcttggtttgatagttgataccgttttgatttttattggatggtgctgcagagggcacgaaagagtgcttagtgattgagggggag(GAA)9129 34539711 34539839 TCTGAGGTTCAATTGCGATG TGCTGTGAAAACTAAGCCCC 219

Ad08A10108 Aradu.A08 10108 c (A)10tcttgtcacttgtagaaggggaaggttttacttcatattatttgctgcttattggtgatggttttgttcttttgc(T)1499 34540589 34540687 TGTGTGTGATTGGTTGGGTC TTGTAATCATCCCCTGTCCAA 228

Ad08A10110 Aradu.A08 10110 p3 (ATT)15 45 34546236 34546280 ATGCGTTTTAGAATTTCTGGTT GGGTATGAACAAATAGTATCATTGAC 280

Ad08A10114 Aradu.A08 10114 c (T)10ctttttctttttaacttttaaactcaggaaatatttaatcgggctaaaactgtatgtatcaacttctatgaacgataattttat(TA)7108 34564998 34565105 GCTGATTTTGAATCCGTCGT GACGCAACTAAACACGTGGA 271

Ad08A10123 Aradu.A08 10123 p2 (TC)6 12 34591449 34591460 TTTTCTGGGTCCGTCAATGT CGTCATATTTAAAATTACCGCCA 240

Ad08A10130 Aradu.A08 10130 c (T)10ctactcctcattcttcttttacatttcttttcttcttctcttgtatcttcttttcgttcttcgattagattttctctttctacatttgc(T)11110 34605627 34605736 TCACCCAATAGCACGTTGTC TTTTGTCCGATCAGCTCAACT 214

Ad08A10132 Aradu.A08 10132 p2 (AT)6 12 34616219 34616230 TTACTTGCGTGCGAAGAAAC CAAATGCAAGTCGAGAGGCT 275

Ad08A10134 Aradu.A08 10134 c (AC)10(AT)12 44 34624202 34624245 TCTCTATTCTTTGATGGTCATGC TTGTTGCGAATTCATTGGTT 225

Ad08A10137 Aradu.A08 10137 p3 (TTA)8 24 34636053 34636076 GGAGAAGTGGGGGAGAAGAA CTCCTCTGTGACAAGCATGG 279

Ad08A10138 Aradu.A08 10138 p3 (TAT)5 15 34636365 34636379 GGCTGTCGGATAGGAAACCT TGAGATGGATTCGCGTGATA 261

Ad08A10140 Aradu.A08 10140 p2 (TA)7 14 34640563 34640576 TTTGAGCTTGGATAAACTCAGC CACAAGCTGGTTCAAACTTACG 280

Ad08A10143 Aradu.A08 10143 c (A)10caaaaaacaaaaaacgcagcccttgctaaagacttcaa(T)1058 34650418 34650475 CGCTCGAATAGATATCCCCA GGTGAATTCTCGTGTGTTTCC 190

Ad08A10146 Aradu.A08 10146 p2 (AT)7 14 34654355 34654368 TTCATTCAAAATATTGTGTTTACCTT GGGAGTTAATATTATGGACGTGG 218

Ad08A10148 Aradu.A08 10148 p2 (AT)11 22 34656425 34656446 TTGTGAAAACCGTTGTAAGAAG ATGATATATGCATGCACGGG 270

Ad08A10150 Aradu.A08 10150 p3 (ATA)5 15 34659296 34659310 TGCTGCTTCTTCACAGCAAG TGTTAGCAAACCCAGCTTCC 280

Ad08A10151 Aradu.A08 10151 p3 (TGA)5 15 34659787 34659801 CAATAATGATGATGGCGGTG TTCCAAATTTACCCCCTTCC 118

Ad08A10156 Aradu.A08 10156 p2 (GA)6 12 34676873 34676884 AATGGAACAGAATGCAAGGG CATTTGACACGTTTTCCACG 200

Ad08A10159 Aradu.A08 10159 p3 (ATT)14 42 34684355 34684396 TCAAGCTTGGTGTTGGAAAA TGGCAAAGTCTTGCATAACG 273

Ad08A10161 Aradu.A08 10161 p2 (TA)6 12 34686583 34686594 AAGGACGGGAAATGGAGTCT CCGTTTGACAAGAGGAGAGG 209

Ad08A10162 Aradu.A08 10162 p3 (ATT)19 57 34690107 34690163 TCTTTTCATTAAAAACAAATAAGGTGA TCCACTTTAATGTGTTGAGCTTTC 270

Ad08A10163 Aradu.A08 10163 c (A)11ggtcgtatcatgataactcttgatcaagttgatcatatataaagacaaatgacatgtcctgatttataga(T)1091 34697251 34697341 CTTAAATTCATGTGCTTTCTTTCA TCGTTGACTTCCTGCAAATG 256

Ad08A10164 Aradu.A08 10164 p2 (TA)6 12 34700209 34700220 CCTTCATCTTAAAAGCCGCA TTTTTCATTCATATCATTCTTTGGA 276

Ad08A10167 Aradu.A08 10167 p2 (TA)7 14 34723237 34723250 TGCTTTCAAATGCCAAGAAA CACTCTTCCAATTCACCGCT 267

Ad08A10168 Aradu.A08 10168 p2 (AT)15 30 34738067 34738096 GGATGGTTAGCTCATTCATTTG GCTAGGCTACCATTCATGTCTTTT 203

Ad08A10170 Aradu.A08 10170 p2 (TA)7 14 34739683 34739696 TTCGAGTCAACCTGCCTCTT TGAGTCTCTGGCGTAGAAGTGA 256

Ad08A10174 Aradu.A08 10174 p2 (TA)10 20 34753206 34753225 CGTGATAGTCGCAGGTCAAA GGACATTAATAATCCGAAAAGATCA 239

Ad08A10177 Aradu.A08 10177 p2 (AT)9 18 34765564 34765581 TGCCAAAATCATTTAAAAGAACG CGTTTGTAACATGTGTCCTCG 269

Ad08A10182 Aradu.A08 10182 p3 (TTC)5 15 34787781 34787795 GTGCCTTCGTGTGTCTCTCA GGACAAGGGGTGATTTTTGA 124

Ad08A10185 Aradu.A08 10185 c (T)10gcacagggggctaatcagtcac(A)11gatcaggggccggattgaatg(T)1175 34795889 34795963 CCCTAAACGGCCACTGATAA CACCCGACCCCTAACAATTA 244

Ad08A10188 Aradu.A08 10188 p3 (TTA)5 15 34799236 34799250 GTGTCACTGACCGCAGAGAA AATATGATCCTCGTGGCACC 205

Ad08A10190 Aradu.A08 10190 p2 (AT)6 12 34800139 34800150 TGAGCCAAGACTTTAGTTGCTG ATGCAACATGCTTCCTTTCC 207

Ad08A10194 Aradu.A08 10194 p2 (AT)11 22 34813044 34813065 AGCATACTTCGTCCATTGCC CGGAAAGTATCGTGCCAAAT 172

Ad08A10195 Aradu.A08 10195 p2 (AT)8 16 34820762 34820777 TTTTCTTCTCTGTCGTTATTGGG GATCGGACAAATAAATTTAGCAA 184

Ad08A10201 Aradu.A08 10201 p2 (TA)7 14 34838848 34838861 TCAGAGACTCAATAATGCTTGGA TTCGCATTCTCTCCCAGTCT 240
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Ad08A10202 Aradu.A08 10202 c (A)10tttaatcaaattaaaaatataaaatattatataatatanc(T)1060 34839747 34839806 AAAGAGAAACGAGTTTTGGATCA CAAGACCCTAACTTGCTCGC 262

Ad08A10209 Aradu.A08 10209 p2 (AT)6 12 34846315 34846326 AAATTCAAGTAAAACCCATAAAAATTC TGAAAAGCTCTCTCCTTTGATATG 116

Ad08A10211 Aradu.A08 10211 p3 (ATA)5 15 34857163 34857177 CCGAGTGAAACCTGGATTTT TGTGTTGGTTGTTAACTTTGCTTT 244

Ad08A10212 Aradu.A08 10212 p3 (AAT)22 66 34857305 34857370 AAGCAAAGTTAACAACCAACACAA AACCTTGAGAGCAAGCTACAAA 199

Ad08A10219 Aradu.A08 10219 p2 (TA)6 12 34880634 34880645 TTGGAACAAAGAAAATCGGAA TGTACACAACAGGCCACCAT 252

Ad08A10220 Aradu.A08 10220 c (A)10gtgtagagatttaattaaaaattcgataaaactataaggatccgcaaaataattaaatc(TATAT)594 34882405 34882498 TCTTAAATGTTATTCTTACGACAATGA GGTACAAGGAGGGAAAGGGA 196

Ad08A10221 Aradu.A08 10221 p3 (TCA)5 15 34883432 34883446 CAAAACTCCTCCTCTTCCTCC TGCGTGTTTCTTTCTCATCG 229

Ad08A10223 Aradu.A08 10223 p2 (CT)7 14 34886420 34886433 GCCATCCATCTCAGTGAACA ATTTCGTCGATGCAGAGCTT 254

Ad08A10225 Aradu.A08 10225 p3 (TAT)5 15 34887398 34887412 AAAATTCGCTGACAGTTGGG CTTTAGGGTATCCGATGGCA 160

Ad08A10226 Aradu.A08 10226 p4 (AAAT)5 20 34891329 34891348 CTCAGTCCTTGGGGGAAAAT GAAGAGAGAATCGTGGTGTGG 191

Ad08A10227 Aradu.A08 10227 p3 (ACT)5 15 34893422 34893436 GTTATAGGCCCCGACTCACA AGCAGCAACATCACAAGCAC 208

Ad08A10228 Aradu.A08 10228 c (A)10gacaaaaatttactatttttagttttcaaatattttttatatcatcccatggtcatcataataaattgcttttatttggattcagagtttgttcta(T)10116 34903067 34903182 AGGCAACAGGTACGACTGCT TGGGTCTATGACCCCTTCTCT 249

Ad08A10232 Aradu.A08 10232 p3 (GAA)5 15 34914199 34914213 TTTGTACACAAAATCGTCCCT AAAGGTGGATCGTGGACAAC 221

Ad08A10233 Aradu.A08 10233 c (A)10tttttctacataaacactctttttttacatttacagagaattaaatcgaaaaaactgaggaaaaaaaagaattc(T)1195 34915016 34915110 TTCGAGCATCATTGACGAAC ACCCATTTTTGTTGTCGTGG 273

Ad08A10236 Aradu.A08 10236 p3 (GAG)6 18 34917254 34917271 TGCTAGACCGTTATGCACCA CAAACCAAACACCACCTACTCA 265

Ad08A10237 Aradu.A08 10237 p3 (GAA)6 18 34919467 34919484 ATGGCATTGATTGCTTCCTC TGCAACTTTGTCCTCCATCA 126

Ad08A10242 Aradu.A08 10242 c (T)10cacttcataac(T)1233 34928374 34928406 AAAACGATGATTGGTGCTGA CACACGATTGAAAAGAAATGGA 189

Ad08A10243 Aradu.A08 10243 p3 (ATT)7 21 34934272 34934292 ATTTTGGGACTCGGCTTTTT GGGGCTCACACAAGATTCAT 218

Ad08A10247 Aradu.A08 10247 p3 (TTG)5 15 34948782 34948796 ATTTCCCCTTTATGGGATGG CCACCACTTCATTTCCTTCA 267

Ad08A10249 Aradu.A08 10249 p2 (AT)8 16 34959191 34959206 AACGCCCCTACTTCCAATGT TTTTGGAGGAAAAGATTTGATTTT 253

Ad08A10251 Aradu.A08 10251 p3 (TAT)20 60 34973182 34973241 TTTTTGAGTCATACAACTCACAGTAAT CAAATTTCCAATACATGAGAACCA 274

Ad08A10253 Aradu.A08 10253 c (TTA)5taactcttaacttaccgcttaaatggtttttttggcatttattctatactcattactctgtatcatagaaaatgaaatttgaccgttgt(TAA)5119 34974408 34974526 GAACGTCCGGTAGCAAACAT AAATCGAATTTCATGGTGAGC 280

Ad08A10254 Aradu.A08 10254 p3 (ATT)9 27 34975364 34975390 ATTGCTGTTGCTAATTGCCC GAGAAGCGAAAGATTGTGGC 221

Ad08A10258 Aradu.A08 10258 p3 (CAT)6 18 34987476 34987493 GTTGAAAAATGCGGGAGGTA GAGGAGGTTGCGATTGTGAT 224

Ad08A10260 Aradu.A08 10260 p2 (TA)6 12 34992062 34992073 TTGCAATATGCAAATAAAACCC GATTGGAAAATCGGAACCAA 254

Ad08A10261 Aradu.A08 10261 p2 (AT)7 14 34992440 34992453 TTGGCACAAACTCCTTTTCC GAGTTGGCTCAAATCGCTTC 280

Ad08A10262 Aradu.A08 10262 p2 (AT)13 26 34993080 34993105 TGATGGAACCCTATCTGGTGA CGCTTTTTGATTTTGCGATT 239

Ad08A10263 Aradu.A08 10263 p2 (AG)31 62 34997850 34997911 ACCACTTCTGGACTGGGATG ATGCTGAAATTGAGCTTCCA 271

Ad08A10268 Aradu.A08 10268 p2 (TA)6 12 35015540 35015551 TGAATTGAATGTGGATTGGC ACCCAAGCCCCAACATTATT 187

Ad08A10269 Aradu.A08 10269 p2 (TA)8 16 35017237 35017252 CACGCTGAAGCATACTGGAA AAACGAAAAAGCGCAACACT 261

Ad08A10272 Aradu.A08 10272 p3 (TAT)5 15 35019785 35019799 CCCAGCAATGATTTCCAACT TGCTCAACATATTGCCAACAA 210

Ad08A10275 Aradu.A08 10275 p3 (TTA)5 15 35028270 35028284 TGCTCCATATGTTCCCTTTTC TTTGCCGACAAATGACAGAA 266

Ad08A10280 Aradu.A08 10280 p3 (ATC)9 27 35040142 35040168 TCAAATTCAAAATGCACCGA AAGAGGAGGTGGTGTTGTGG 272

Ad08A10281 Aradu.A08 10281 p3 (AGG)7 21 35040733 35040753 ATGAACGCGAAAAAGAAGGA TCCTTTTGCCAACCAAGTTC 136
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Ad08A10283 Aradu.A08 10283 p3 (TCT)5 15 35041580 35041594 CGTGGCAGACGAAACTTTTT CATGATGGCAAGAATGATGG 218

Ad08A10284 Aradu.A08 10284 p2 (TA)6 12 35043675 35043686 GCTCAAAAATGAAATACAAATTCAA TTTTCGTTAAATTTGTGCCAAC 154

Ad08A10287 Aradu.A08 10287 c (T)10gcaagagagtagagggagagagtgagtggtagtgagtggat(GA)7tgacagacgagagcagaggtggtggttatgggg(GAA)5113 35064539 35064651 GAATTGATGGGTGAGGCAGT CAACCCTAAGACGCGAAGAG 243

Ad08A10289 Aradu.A08 10289 c (AT)10agg(GA)6t(AG)7gggg(GA)1176 35071860 35071935 TCCCGTCTCTGCTAATCTCTG GAGAATTGTGAGGGGGTGG 277

Ad08A10290 Aradu.A08 10290 p2 (GA)6 12 35075994 35076005 CTAGAGGTGGCGGTCAAGAG AGGTGGCGTAAATGCAAATC 271

Ad08A10291 Aradu.A08 10291 p2 (TA)9 18 35080121 35080138 CTTCAAAGCGTGTTGCAAGT CCACCATACGAAATTGGACA 182

Ad08A10293 Aradu.A08 10293 p3 (AAT)6 18 35082448 35082465 TGTTTAGGCCATTTTGTTGG AATTTGCATTGTTGTTTGCG 273

Ad08A10294 Aradu.A08 10294 p2 (TA)8 16 35083458 35083473 TGGTAACACACTAACACTACATCGAA AGAGTGGTCTTCATAGGGCG 214

Ad08A10297 Aradu.A08 10297 c (A)11tacccctgtgtatactatctacatgaccacatccaatgattgaaaaaacaacaaatattaaatctaatgacc(A)1093 35088117 35088209 GCAGATTGGAACCCTTACTCA TGCCTTCGATGCTCTGTCTA 280

Ad08A10298 Aradu.A08 10298 p2 (TA)7 14 35088359 35088372 ACAGAGCATCGAAGGCAGAT TGTTGAAAGCCAAAAACTTGAA 126

Ad08A10304 Aradu.A08 10304 p2 (TA)6 12 35104639 35104650 CTCATTTTATTTTCTCTCCTTTTCTT AAATGACGTACAAAACCGAAAAA 253

Ad08A10305 Aradu.A08 10305 p4 (ATTT)6 24 35105178 35105201 TCACAATTTTATTTACATTCTCAACA TGTCGGTTAAATCAAGAACGG 261

Ad08A10309 Aradu.A08 10309 c (A)11tacttgcaataaatatacactacctcattcaattag(T)1158 35110824 35110881 GACATAGTTTTTGGCAGGGC AACTATGTAAAATTTATGCAAAAGCC 179

Ad08A10311 Aradu.A08 10311 p3 (ATT)6 18 35116348 35116365 CCTTTATCATTCGGGAGTGTTC TGGTCAAGGATTTTGATAGGC 246

Ad08A10315 Aradu.A08 10315 p3 (GGC)5 15 35129840 35129854 TATAGGCGTGGTGAGAAGGG GTTACTGTGCTGTCACCGGA 203

Ad08A10316 Aradu.A08 10316 c (CTT)5ctaattggtctaataacaac(AAT)550 35130174 35130223 ACATGGATCATTCCGCAGTT AACTGTTTTGGTGGTGAGCC 262

Ad08A10317 Aradu.A08 10317 p3 (GCT)6 18 35130347 35130364 GAGAGGCTCACCACCAAAAC GGCTGCAATGAATTAGGGAA 171

Ad08A10324 Aradu.A08 10324 p3 (ATA)6 18 35140721 35140738 CACAAGACCACACGCAGAAT TCCATTCGAATTACGATTTACG 218

Ad08A10325 Aradu.A08 10325 p3 (TAA)7 21 35141808 35141828 CATTCGATTCTTGCGACTGA AGCTAGAAACTCACATGGTCTTG 196

Ad08A10326 Aradu.A08 10326 p2 (AG)9 18 35142282 35142299 GAGAAAACGCAAATGCATCA TTTTGCTTCTCCATTGGGTC 259

Ad08A10328 Aradu.A08 10328 c (ATT)5cacaagaaagatgaaacatgaaaatggtaagatattagaataacacgcttttgt(A)1180 35146227 35146306 TAACGGAAAATTGGTCAGGG CCATATTTGCATTTTTGTGAATG 263

Ad08A10331 Aradu.A08 10331 p2 (TA)6 12 35156599 35156610 TCAATTTTCTCCTCACCATGA TTGGCAAGAAAAATGAAGAGG 255

Ad08A10333 Aradu.A08 10333 c (AAT)5aac(AAT)1048 35157426 35157473 TTTCGTGCACTCTTTTACTCCA AAATTATTGATCATTTTCCCTGTG 270

Ad08A10337 Aradu.A08 10337 p4 (CTAA)5 20 35170597 35170616 AACCATCCAAGCACACACAA ATAAGGCAAAGGGCAAAGGT 194

Ad08A10339 Aradu.A08 10339 p2 (CT)8 16 35178684 35178699 AGGGTGAATGTTCTTCCCAA ATGTTAAAGCGCCTAAGCCA 192

Ad08A10343 Aradu.A08 10343 p3 (TGA)7 21 35189907 35189927 TGAGAAGGTAAAACAAGAAGGAAAA GCAAAATTTCGGTGTAAGGG 267

Ad08A10344 Aradu.A08 10344 c (A)10c(AGA)6(TGA)647 35190325 35190371 TGTAGGTTCATCCTCTTCCCA TTTTGCTGCTGCTTTTTCTTC 201

Ad08A10345 Aradu.A08 10345 p3 (GAT)5 15 35190758 35190772 TCTTCCAAGTAATTTTGCAGC TTTTGCTGCTGCTTTTTCTTC 185

Ad08A10348 Aradu.A08 10348 p3 (ATT)5 15 35200306 35200320 AGGCATGTGATCAGGGTTTC TTATGTATGCTCAGTTTGTTTTTGA 130

Ad08A10358 Aradu.A08 10358 c* (TGTGTT)5(T)14*42 35243239 35243280 TTCAGCTTTTGGACTTAGGGA TCATTTATTTTTGCCCTGCC 241

Ad08A10363 Aradu.A08 10363 p3 (AAC)6 18 35247211 35247228 TTTGCCAATTCAGCATCTTG GACAAAGCCAGAAGGAATGG 137

Ad08A10365 Aradu.A08 10365 c (T)12(G)16 28 35285288 35285315 AAAAACATTTCATTGGACTTTGTTAC GGGCACCATGTTACCTCACT 273

Ad08A10373 Aradu.A08 10373 p3 (ATA)13 39 35300170 35300208 GGTATAAGAGGGGAGGAGCG TTGTGTAGCAAAATGAGAGCAGA 269

Ad08A10374 Aradu.A08 10374 p3 (AGA)8 24 35303904 35303927 TGGAAGGTTGTGTTGATGGA CATAGCGGCCACATACAATG 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A10375 Aradu.A08 10375 p2 (TA)7 14 35318244 35318257 GCTGCCATTTAAATTACCCA TGTCGGTTTAAAATTTGGTGC 204

Ad08A10380 Aradu.A08 10380 p3 (TAT)5 15 35348349 35348363 TGGGGTTAATTATGTCGATTCC CCGTGCAGTGATTCTGTTGT 252

Ad08A10383 Aradu.A08 10383 p2 (TC)19 38 35355093 35355130 CGTGGAAAGCTTCAGAATTG GTTGGTGTCTCAAGCCGAAT 277

Ad08A10386 Aradu.A08 10386 c (T)12aagagtaaatgtc(A)1035 35375811 35375845 TCAACAGTCTACTTCTTCCACGA TGCATGCTTATTAACTTGACAAA 278

Ad08A10388 Aradu.A08 10388 c (A)15ctaaaag(A)1032 35376539 35376570 GGTTGCACAATCACATCCAC CACACAACTAGCAGCAACAACA 238

Ad08A10390 Aradu.A08 10390 p2 (TA)9 18 35385317 35385334 TTCTCGGCCGTAATTACCAA TGAACAATGCATACTCTTTAACCG 178

Ad08A10392 Aradu.A08 10392 p3 (GAA)5 15 35390125 35390139 CGTTCTTCCTCCTCCTCCTT TCCTCCTCCTCATCTTCTGC 264

Ad08A10393 Aradu.A08 10393 c (GAT)6gaaa(AAG)537 35390503 35390539 AGTGTTTCCTCTCATGCTCCA TCCTCCTCCTCATTTTCTGC 265

Ad08A10395 Aradu.A08 10395 p3 (GAT)5 15 35391469 35391483 CCATTGTGTGTTTTTCTTCTCC CCTCCTCATCTTCTGCTGCT 171

Ad08A10398 Aradu.A08 10398 p3 (AAT)5 15 35418351 35418365 GCAGGCCAAGAAGGATTACA ATTTTCTTCAGCACCGCTTG 254

Ad08A10399 Aradu.A08 10399 p2 (AT)8 16 35424158 35424173 TGATAGTCGCAGGTCAAAGAAA TCATATGATTATTAAAAAGGGCATT 238

Ad08A10400 Aradu.A08 10400 p3 (TAT)7 21 35426886 35426906 TTCTGGACCACCGTTCAAAT CCCTGAATAGTGAGCCCAAA 236

Ad08A10401 Aradu.A08 10401 c (TG)8(T)16 32 35427341 35427372 TGGCTGTTTGGATTCTGTCA GGCTCAGCCATCTTACACAT 209

Ad08A10404 Aradu.A08 10404 p2 (CT)11 22 35432312 35432333 AGGAAGTTGCTGAGACATGGA CAACCAAAGTCCAAAACACTGA 279

Ad08A10405 Aradu.A08 10405 c (TTA)9tcatgtctatgatatgaataatagttgtgttttatcataccggc(ATT)586 35433355 35433440 TCATCCTCAATTGGTGAGTAATTT GCCCCGAAATTTTCAGAGTA 280

Ad08A10411 Aradu.A08 10411 p3 (AAT)14 42 35443644 35443685 GAACTTGGAAGAAAGGCTTCAA TGGGTAGGATGTAGCAACCC 250

Ad08A10412 Aradu.A08 10412 p3 (TAA)5 15 35447567 35447581 AAACCGTCTTTCATTTCCATACTT TCAAACCCTGATTATCACCAAA 189

Ad08A10413 Aradu.A08 10413 p2 (TA)6 12 35452594 35452605 AGAGTTTTCTGATGGCGGTG CGCGATTATTCAGTTCATGC 279

Ad08A10414 Aradu.A08 10414 p3 (ATT)15 45 35452808 35452852 GCCTCTGTTCTTGTGGTGCT TGATCCCTTAGTACCTTATGTACCATT 247

Ad08A10417 Aradu.A08 10417 p2 (TA)7 14 35462113 35462126 CAATCCGACACGCCTACTTT GGCTTCACATCATTAAGCCA 203

Ad08A10422 Aradu.A08 10422 p2 (TG)6 12 35471962 35471973 CAGCTAGAGAATCAGCGCCT CCAACCGCAACTAACAACAA 276

Ad08A10430 Aradu.A08 10430 c (T)10aaatattc(T)1028 35486541 35486568 GGCGCTAGTGGTTGTTTGAT ATGCACCGGTTAAACGAAAA 202

Ad08A10436 Aradu.A08 10436 p2 (AT)9 18 35499401 35499418 AAAAGCGTCGCAATAGCTAAA TCTCTTGCAGTCTTGCCAAA 277

Ad08A10439 Aradu.A08 10439 c (TC)9cctccctcc(CT)639 35505925 35505963 GTCGCCACCATTCTCATACC GCGTCATATTTACAATTACCGTCA 184

Ad08A10441 Aradu.A08 10441 c (T)13gttgattacttatatttttaatataatttaataattattttaagacttgtgcaaaat(A)1181 35508359 35508439 AAAATCAATACCACCATAGAACTTCC TGTGACACGTTTTGGTTGTAAA 246

Ad08A10442 Aradu.A08 10442 p3 (TGA)6 18 35517420 35517437 GCTCTTCCTTATGGCATGTTC GTGGTGGATGGAGGAGGATA 207

Ad08A10443 Aradu.A08 10443 p2 (AG)7 14 35518762 35518775 AAGCCTTCCAAAGCTCATCA ATCCCAAAATGGTATCGCAG 241

Ad08A10452 Aradu.A08 10452 p2 (TC)10 20 35532617 35532636 ACTGGGACAAGGTGGTTTTG AGAGTGAATGAAAGAATGAGAGAGA 245

Ad08A10457 Aradu.A08 10457 p2 (AT)6 12 35547902 35547913 GGGATATGCATCAAACCTCC TGCATCTGTTGCTCTTGTCA 216

Ad08A10459 Aradu.A08 10459 p2 (TA)6 12 35550021 35550032 TTGCACGCTTCTCTGATATGTT CGTATGATGCACAAACACTGA 280

Ad08A10461 Aradu.A08 10461 p2 (TA)8 16 35553920 35553935 TGTGGGATATGTTGTTCCCC GCTGAGGCCAAAGTAGTTGC 151

Ad08A10462 Aradu.A08 10462 p2 (TA)6 12 35554206 35554217 ACGAAATGAACGCCAAAATC AGCTTCAGAACAAGGCAGGA 164

Ad08A10463 Aradu.A08 10463 p2 (AT)7 14 35557150 35557163 TCCACAGACAACAACAACAGC GCAGGATCTTCATGTGGGTT 202

Ad08A10466 Aradu.A08 10466 c* (TTA)5(TA)6* 25 35595058 35595082 TTTACATCGAAAATAACTACCTGTGT CAGTCAGTGACGGATCCAGA 198
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Ad08A10467 Aradu.A08 10467 p3 (TTC)5 15 35600871 35600885 TTCGATTCTTGCAGTCATGC GTTGAAACTTGCCGGAAAAA 246

Ad08A10468 Aradu.A08 10468 p2 (CT)13 26 35603957 35603982 GCTCTAGCGACGGTGATAGG GAAGAGGAGGGAGAGGGCTA 260

Ad08A10478 Aradu.A08 10478 p2 (AT)8 16 35648287 35648302 AAAGGAATGCACTTAGATAAAAACA CCAAATCAATTTATCTGATCTAATTTT 140

Ad08A10479 Aradu.A08 10479 p3 (CTA)5 15 35648474 35648488 GATCAGATAAATTGATTTGGTTAAAAA AAGAAAATGGTTAAACAAAATATTCC 230

Ad08A10480 Aradu.A08 10480 p2 (TA)8 16 35648707 35648722 TTTGGATCGGTTTAAAATTTGATT ACAGGCCACAGCCACTTAAA 190

Ad08A10483 Aradu.A08 10483 p3 (TTA)5 15 35662109 35662123 TGCTTTTCTCACGTTGAATGA ATCTGCTGTTTCCCTCGGTA 279

Ad08A10493 Aradu.A08 10493 c (A)10gaagaagatggtgatgatgatg(A)1042 35709812 35709853 TTTGCAGCATTATGTGTTTCTTC TCTTCCTCTCCCTCCTCCTC 202

Ad08A10494 Aradu.A08 10494 p3 (GAA)7 21 35711773 35711793 CCCAAATTTGTTGCAAATACA TCCTCATCTTCTGTTGCTGC 269

Ad08A10495 Aradu.A08 10495 p2 (TA)11 22 35716449 35716470 CTTCTTGTTGGTTGCTGGGT TCCAGAATTTAACTTGATGACGG 171

Ad08A10498 Aradu.A08 10498 p2 (TC)7 14 35736393 35736406 CTTTTTGATGGCGGTAGCTC CACTATATCTGGAAGCCGCC 217

Ad08A10499 Aradu.A08 10499 c (TC)6tgttggcgacggcggcgacgtgatggtggtgcaacccagtacaccggcgcgactgcttcctctcctcttccccttctccgcgaccaacagtgcctcgtgg(GT)6124 35736831 35736954 ATCTCTCTTCAGCTGGCGTC AGCCAACAGCCTCTCTTTCA 269

Ad08A10502 Aradu.A08 10502 p2 (TA)7 14 35750320 35750333 ATTCCACCACTGACTGCCTC CCATTAGTGTGGAGCCTCGT 276

Ad08A10508 Aradu.A08 10508 c (T)11atttaggtccctataccaattc(T)11agttgggtccctataaaattaagccaattactactaagaaggacttaattaaaaaaaaattgtacagggacccaattaaaaag(A)10137 35788179 35788315 TTTTTAATTGAGTTTTTGCACCA GCTCTTGTTTGAATCACAATTTTT 272

Ad08A10509 Aradu.A08 10509 p2 (AG)22 44 35789226 35789269 TCATGGAGAAAGCTGCAGAA TTATCACTAAACCAGCGCCC 213

Ad08A10511 Aradu.A08 10511 p3 (CCA)5 15 35795905 35795919 GCATTGGTACCGAGAAGCAT CAAAACTGTTGGTGTGACGG 249

Ad08A10512 Aradu.A08 10512 p6 (GAGGAT)6 36 35796430 35796465 GGCAGGAGGGATCATACAAA AGGCGATGTATCCTCGTCAG 202

Ad08A10517 Aradu.A08 10517 p2 (AT)11 22 35817450 35817471 TCCATTGTCTCTCACCACGA CCCCATCCTAGGGTCTGATT 148

Ad08A10519 Aradu.A08 10519 p2 (AT)7 14 35825032 35825045 GTGAGGAGTGTGTGGGTGTG ACTTTTTGTTTTCGGACGGA 246

Ad08A10526 Aradu.A08 10526 p2 (AT)6 12 35845126 35845137 AAACCCTAAAACCCTAAACCCTT ACCAGCAGCAGCGAATAACT 197

Ad08A10532 Aradu.A08 10532 c (AAT)5atgatgattttttgtataagtgtatcaagtagaaagcactttgtaatcagaattagaaac(A)1085 35863072 35863156 AAGCTAATTACCGCCACGAA CCTAATCCGCCACAACAACT 258

Ad08A10533 Aradu.A08 10533 p2 (CT)6 12 35871683 35871694 TAGCAATGGCAAATGACGAG ACCTGCAACCCAACAGTTTC 220

Ad08A10534 Aradu.A08 10534 p2 (CT)7 14 35878665 35878678 TAGCAATGGCAAATGACGAG ACCTGCAACCCAACAGTTTC 222

Ad08A10538 Aradu.A08 10538 p3 (TAT)14 42 35888745 35888786 TGTTTGAGGGAACGACAATCT CATGAATCCAAGCCATTAGC 224

Ad08A10540 Aradu.A08 10540 p4 (TTAT)9 36 35903082 35903117 CCAATCCAAACAGCACAATG CAACAATGACATAACAAGTTTCAACA 262

Ad08A10541 Aradu.A08 10541 p2 (TA)7 14 35908146 35908159 ATTGTCGTGGTTCTTTTGGC CTGCGAGTCTAAGGCTGACC 185

Ad08A10542 Aradu.A08 10542 p4 (ATTT)5 20 35908445 35908464 GGTCAGCCTTAGACTCGCAG CCGGAAAACAGAGGTGATGT 249

Ad08A10548 Aradu.A08 10548 p3 (AAT)18 54 35920021 35920074 ACATATTCAATGCGCTCGTG TCGAGGACATTACAATTTGGG 270

Ad08A10551 Aradu.A08 10551 p2 (TA)8 16 35943741 35943756 AGGGTGAGCATTTTCGACAT ACACCGTAACAAAAGCACCA 230

Ad08A10553 Aradu.A08 10553 p2 (TA)8 16 35944473 35944488 TTTGGCCGTAAGATTTTATCC GGCTTGATATTAATTGGGATCG 181

Ad08A10557 Aradu.A08 10557 c (A)11tcaaaattctaaaaaaatatatccaaaactcaattt(A)1259 35953166 35953224 CCCACAAAATTGGTATTAGAGTCA TGATACATCGATTTTCAAAGTATGTG 276

Ad08A10560 Aradu.A08 10560 c (A)10gaaatcaaacaagaaaagaagatggaggaagagaaaaaaaataataataataaaagacgaagagaaacaaaaaaattaaacg(A)11103 35955816 35955918 TGGGCTTGTATTTTATTTTTAAATTG TCTAACCGAACCAAGCTACG 279

Ad08A10562 Aradu.A08 10562 p3 (AAG)5 15 35957290 35957304 CCTCCTCATCTTCTGCTGCT ACCGTTACGGCATGTTTTTC 232

Ad08A10568 Aradu.A08 10568 p3 (TTA)6 18 35973425 35973442 ATCCAGCACCTAATAACCCA GAAGGTGCGGTGTTGTTCTA 233

Ad08A10569 Aradu.A08 10569 p3 (CAT)5 15 35974079 35974093 TTCAATTTACCAAGCCCCAC CAGACTGAACCCATTGCAGA 275
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Ad08A10572 Aradu.A08 10572 p4 (AAAT)6 24 35977173 35977196 TAATGCCCCGACATACCATT TACCCGATCGCTTTGAAGTT 270

Ad08A10574 Aradu.A08 10574 p2 (AT)11 22 35981821 35981842 CGAAGAATCAAGGGTTCCAA CACCAAATTAGTACCTGGGCA 220

Ad08A10579 Aradu.A08 10579 c (CTT)6ttttcctgagcttcttcatcttttttcaaatacacgcatacgtcatcttcttc(T)1182 35992344 35992425 GCGTCATTTCACACGCTTTA GGAGAAGAATCTGAGTGCGAA 172

Ad08A10580 Aradu.A08 10580 p3 (AGA)7 21 35993305 35993325 AACACGAAGAAGAAGGCGAA GTCACACGCTTTTTCCGTTT 144

Ad08A10582 Aradu.A08 10582 p2 (TA)10 20 35995440 35995459 ATAAGACAGCGCGCATTACA TTGGCGGTTAATGAAGCAAT 226

Ad08A10589 Aradu.A08 10589 p2 (AT)6 12 36025165 36025176 GTACCCATCCCGCCTCTAAT GCACAGGTGTTCGTCCCTAT 216

Ad08A10591 Aradu.A08 10591 p3 (TTA)22 66 36027107 36027172 TATGTTTTTGGCCCCATTGT TTTGCAAAATTGCCTCTTCT 252

Ad08A10599 Aradu.A08 10599 p4 (AGAA)7 28 36049305 36049332 TGCCTACCCGTCAAATAAAAA CAGCATCTGAGCCCTCTTTC 241

Ad08A10600 Aradu.A08 10600 p3 (TCT)5 15 36049567 36049581 CCCTCACCGTAACCTCCTCT GACAAAGGCACCACCTGATT 187

Ad08A10601 Aradu.A08 10601 c (A)10tcgaacctttataaaatgaaacatccaattactg(A)1054 36053899 36053952 TTAAACGTAATGTAGAAGGCTCAA TGGTAACCAATAAGAGGTGTTGG 244

Ad08A10602 Aradu.A08 10602 c (TTG)5ttattattttgattctattatcca(TTG)760 36056333 36056392 GTGGTGGTAGTGGTCGTGTG AGCGAACCCAGAAGTTGAAG 279

Ad08A10605 Aradu.A08 10605 p2 (AT)11 22 36087499 36087520 TCAACACTTTGGTTTTGACACA TTTGGTTTTGGTTTCGATCC 211

Ad08A10607 Aradu.A08 10607 p2 (TA)6 12 36091363 36091374 CGGAAGGGAAAAGAAAAAGC AGGCAATAAGGCAGGTGACA 196

Ad08A10608 Aradu.A08 10608 p3 (TAA)18 54 36092198 36092251 ATCTCCCTAAAGGGCAAAGC AAAACCCTAGCAACTGCTCC 236

Ad08A10609 Aradu.A08 10609 p3 (AAG)6 18 36093784 36093801 CTCGAGGTCTCAACCAAAGG TTGGTCATTTCATGGGGAAT 139

Ad08A10610 Aradu.A08 10610 p3 (TGA)5 15 36093996 36094010 ATTCCCCATGAAATGACCAA TCTGGGGTTGTTCTTCCAAC 231

Ad08A10611 Aradu.A08 10611 p3 (GTT)6 18 36094322 36094339 CACCTAAGCCTCTTTGTGGC CCCTTCACCCATGGCTACTA 230

Ad08A10612 Aradu.A08 10612 p3 (AAT)5 15 36097460 36097474 TGAATTTGTCTAAACTTGAATCCAC GGGTCCTGCTTTTCCTCTTC 225

Ad08A10614 Aradu.A08 10614 p3 (ATT)5 15 36101474 36101488 CAAGGGACCAACTCCAGAAA TTCCTTTTCCTTTTCCATGC 188

Ad08A10615 Aradu.A08 10615 c (CTC)7(CTT)5 36 36104368 36104403 CCTCCACCGTAGCAAAACAT ACAGAGAGAAGCTCGCAAGG 174

Ad08A10616 Aradu.A08 10616 p2 (TA)6 12 36105252 36105263 AATCGGTTCAATCGTGGTTC CATTGTCCTATCCTGCCGTT 241

Ad08A10622 Aradu.A08 10622 p3 (TGC)5 15 36112797 36112811 GGATGGGGCTAAAGGAGTTC TGTCCCCAATAATGATGGTTT 214

Ad08A10625 Aradu.A08 10625 c (TCC)5tttttttcctccttcttctttgtgttcctcctcctttttcttacgttcattcttcttcttctttgtgtcctcgtcattctttttat(TTC)5atcgcgtttctcctccaatgtttgtaccccgcgttcctcccccctcctccttttttttgtgttcctcctcttttttcttaggttca(TTC)5217 36116053 36116269 TCTTCTTCGCGTTTCTCCTC AAAAAGAATGACGAAGGCGT 276

Ad08A10626 Aradu.A08 10626 p3 (GAA)5 15 36116417 36116431 CTGCTGTTGTTGCTGCATTT GCATTTGTAGCAAGATTTCGG 269

Ad08A10627 Aradu.A08 10627 p3 (ATG)5 15 36117954 36117968 TGAATATAGGTCCATCATCTTCCA CCTCTTCCTCCTCCTCCCTA 209

Ad08A10628 Aradu.A08 10628 p3 (TTG)5 15 36120114 36120128 CCCCCTGAATACCAGAGCTT CGATGTACAACCCACCCTCT 266

Ad08A10630 Aradu.A08 10630 p2 (AT)7 14 36127236 36127249 AGGGATGGAGCAATGTTCAC TGGCAACTGGCAGAACATAA 213

Ad08A10631 Aradu.A08 10631 p3 (TAA)6 18 36128171 36128188 CGTGCCATTTTGGGTTTAAT TGGACTTTTGTGATTGCATTG 276

Ad08A10632 Aradu.A08 10632 p2 (AT)6 12 36130053 36130064 TTCGGTACCGTCCTTTGTTC TTGAGGGGGTTAAAAACGAG 248

Ad08A10633 Aradu.A08 10633 p2 (TA)6 12 36133337 36133348 ATCATTGATGCGCTTTCACA AAAATTGTAAACCAACGTAATTTTC 206

Ad08A10636 Aradu.A08 10636 p2 (AT)6 12 36140855 36140866 CTTTCCAGCTTCAGCATCAA CAGTTGCTTGTTACATTCCAGG 280

Ad08A10639 Aradu.A08 10639 p3 (GGA)6 18 36146174 36146191 ATCAAACCCGAACTGTTTCA CCTCCAATTCGTGGAAAGAA 220

Ad08A10642 Aradu.A08 10642 p2 (AT)7 14 36149886 36149899 TCAGTACCTCAAAACAAACGCT ACGATTTTCGCTAATCCTCG 181

Ad08A10643 Aradu.A08 10643 p2 (AT)10 20 36153070 36153089 TCCCATCACACCAAAGACAA CCACACGTCAATAACGAGGA 271
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Ad08A10644 Aradu.A08 10644 c (TTA)16(GTA)9 75 36153622 36153696 CCGCATCATGCTTTACATTG TTCTTCACAAAACTAAAACAACAACA 176

Ad08A10650 Aradu.A08 10650 p3 (ATA)5 15 36175123 36175137 CTGCACCTGAATTTTCACCA TGAGATTGCATGTAGCTAGGTGAT 208

Ad08A10651 Aradu.A08 10651 p3 (TGA)5 15 36175470 36175484 TATTGCTCCTCCGTTTGGAC GCGAGTTAAGCTTTGGATCG 213

Ad08A10652 Aradu.A08 10652 p2 (TA)6 12 36175936 36175947 GGTTTTGCATTCCCACTCAT TCCAACCCCATTGGTTTATT 180

Ad08A10653 Aradu.A08 10653 p3 (GAT)5 15 36177032 36177046 TCCGATAGCCGGTACTCTTG CAAATCTGACAGGCACGCTA 263

Ad08A10654 Aradu.A08 10654 c (T)11gca(T)10 24 36226130 36226153 GCCAAAAGCTCTCCTCTCAA GGACATTCATAGCTTTGAGGC 234

Ad08A10656 Aradu.A08 10656 p2 (TA)6 12 36244530 36244541 AAAATCAGTCATCAAAGTTAGTCATCA ACACATTTTTGTTTGCTGCC 266

Ad08A10659 Aradu.A08 10659 p2 (AC)6 12 36249008 36249019 ACGTTAGGAAGAGGGGGTGT CGTTTTGGAACGGCTTATGT 190

Ad08A10660 Aradu.A08 10660 c (CTT)5ctctatcttcttcagctcacaacaaccataaccaccgctccgaagggaacaacactgctacttctgcttctgcg(TCT)9116 36249259 36249374 AACCTCTTCAGGTTCTGCCC CTTGAAGGATCGAGACGGAG 227

Ad08A10662 Aradu.A08 10662 p3 (ATG)5 15 36256718 36256732 CAATGAGGTTGATGCTTGGA GTCGGCAGTACGGATTGTCT 182

Ad08A10668 Aradu.A08 10668 p2 (AT)6 12 36272813 36272824 ATGCTGGTCGAGAGGTGTCT AAGCAAAATCCTGCCTCTCC 116

Ad08A10670 Aradu.A08 10670 p3 (CTT)5 15 36277125 36277139 AATTTTTGGTGCATGTGTGC CCATTGTGTGTTTCTTCTTCTTTTT 218

Ad08A10671 Aradu.A08 10671 p3 (CTT)7 21 36277937 36277957 TTTTCGGTGTATGTGTGCTGA TTCTCCTCCTTTTACTTCGCA 261

Ad08A10678 Aradu.A08 10678 c (AAT)9tttttacactatcaagcaacaaaaattcaaaaatgtaatttaaaaaattatgatggggaatgaacaagtatc(AT)7113 36296252 36296364 AGCTACCGTGGTGATGTAATTG TGAAGTCCCAAATTATACTGCG 279

Ad08A10679 Aradu.A08 10679 c (A)10taaaaaagattctgacctggggtagagggagaatgagaaagaggttaacgaagaaagcccactttgcctttctgaagcgaagagaatttaaagg(AGA)6122 36296519 36296640 CGCAGTATAATTTGGGACTTCA AGATGGCAAAAGCTTCGCT 278

Ad08A10680 Aradu.A08 10680 p2 (GA)8 16 36297086 36297101 TTCTTCTTGGTCGCCTGAGT ATCCACACACCTCACAACGA 157

Ad08A10681 Aradu.A08 10681 p2 (AT)8 16 36297627 36297642 TGGCTTTCTTAAGCAATTCTTTTT ATCACCAAAATTGCTGTCCC 259

Ad08A10682 Aradu.A08 10682 p2 (TA)8 16 36298267 36298282 CTGAATAAGTGCCGACCAAA AACATTGAGACCATTTTAACCCA 219

Ad08A10687 Aradu.A08 10687 p2 (CT)7 14 36303347 36303360 GGCAGTAGATCCGACGGTAA GAGGATACGACGAGGACAGC 260

Ad08A10693 Aradu.A08 10693 p2 (CT)17 34 36328303 36328336 CTCTTCCACGAGAACAAGCC GCAGCAAAACGCATAGTCAA 241

Ad08A10694 Aradu.A08 10694 p3 (ATG)5 15 36334651 36334665 TGCTCCAAGGGGTAGAGGTA CAAGGGTCCTCGTCTCTTCA 269

Ad08A10701 Aradu.A08 10701 c (TTC)5ctg(TTC)5 33 36365567 36365599 TCGTTTGTTTTACACGTGCC TGCAGAAAAGAAAAATGCGA 190

Ad08A10702 Aradu.A08 10702 p3 (GAG)5 15 36367222 36367236 GGTTCAGTGGAGTTGGCATT CGCGAGAAGATTTAGCAAGG 280

Ad08A10705 Aradu.A08 10705 p3 (ACA)6 18 36378504 36378521 TTGAAAACAAATTACGGCCA GTTGCCAACCCCACCTAGT 280

Ad08A10706 Aradu.A08 10706 p4 (TTAA)5 20 36380708 36380727 TCCGAAGCTGCTCAAGGTAT GGTAGCAGCAGAAAAGGTGC 165

Ad08A10708 Aradu.A08 10708 p3 (ATG)5 15 36383680 36383694 GTTGGTGAGACTGGACCGTT ACTAGATGCTCTCCCACCCA 219

Ad08A10710 Aradu.A08 10710 p3 (ATT)7 21 36392661 36392681 TGTGCAAATCTGCTTTACGTT TCCATAAACCATTGGTGCCT 147

Ad08A10711 Aradu.A08 10711 c (ATT)9ataaaaatattatatacgcattaaaattaattattaaaatcagttattatatatttataaatatatacata(ATT)5taattaacatgaattttgttagagatgttttgatgatatgttatttttttaattaagta(T)11183 36393103 36393285 ACAACTCTGTCGTCAATGCG AAATAAAGTTGAATGCGCCA 237

Ad08A10712 Aradu.A08 10712 p2 (TA)6 12 36397288 36397299 AAAGGTTAACAGTTTACACATTCGAT TGATTCATTTGGAGCAGCAG 180

Ad08A10716 Aradu.A08 10716 p3 (GAA)5 15 36411644 36411658 GTTGCTGCTAGCATCGGTTT ATGGTGGCTGATTTGTTGGT 275

Ad08A10717 Aradu.A08 10717 c (T)14gtttcttgtcttctctttctccttcttcaattattactgtacgttttcactgcaccttcttcttcttgctgcaca(TTC)5104 36418819 36418922 CAAGCCTATGCTGCATTTGA AACGGTTGAAGAAGGAGAAAGA 240

Ad08A10725 Aradu.A08 10725 p3 (CGA)5 15 36446573 36446587 GCGATGCTAGTTCCAATGGT AAAACCCTAAAGATCCCGGT 125

Ad08A10731 Aradu.A08 10731 p3 (TAA)6 18 36463210 36463227 TCTCCTCGGTTCAAATCGTT TGGTATGCTCCACCAACTCA 224

Ad08A10732 Aradu.A08 10732 c (T)10caattttctgtttttagggaaatgtttgtgggtttgggacgacaaggatta(GT)1285 36474871 36474955 ATCAGGACACTCGGTTTTCG TCACCTTTGTCATGTCCACC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A10733 Aradu.A08 10733 p3 (TGG)7 21 36477427 36477447 GGGTTGCAAGAGGGTTGTTA GCCAAAGCAAGATTACCCAA 120

Ad08A10735 Aradu.A08 10735 p2 (GA)9 18 36483898 36483915 AAAGGCGAGTCATGTTGGAG CCCTTAAATTTTTCAGGCCA 227

Ad08A10737 Aradu.A08 10737 p2 (TA)8 16 36487511 36487526 CGAAACGTGAAGTCTTTGGA TGCAAATATTCATTGGCTGG 280

Ad08A10740 Aradu.A08 10740 c (CTT)5actgcatg(TTC)538 36490727 36490764 ACTGCACGTTTTCACTGCAC GCACGTAAACGAAGAAGGAGA 213

Ad08A10741 Aradu.A08 10741 c (TCT)5c(T)10 26 36491832 36491857 CGTCGTTGTTATCGTTGCTG CCAAGATTTTTGTGTTGCACAT 270

Ad08A10743 Aradu.A08 10743 p2 (AT)6 12 36494237 36494248 TCCGAAAACAAACGCTACCT TCATTGTTGATTATTTAAGATTTGATG 179

Ad08A10745 Aradu.A08 10745 p2 (CA)6 12 36498496 36498507 TGAGGAACCACAAGCAATGA GATAGATCCGAGGTTGGTGC 237

Ad08A10747 Aradu.A08 10747 p2 (AT)6 12 36502323 36502334 AAAGCACCGAAAGCAACAAT AAGACACCACAAGACAAACACG 122

Ad08A10749 Aradu.A08 10749 p3 (TAA)7 21 36504667 36504687 TTTTGAGAACATGATAAAACGTGA GAAGAACATAAAGACACTTAGTGGAGA 224

Ad08A10751 Aradu.A08 10751 p2 (TC)6 12 36513522 36513533 CAGCCTTCATCTTCAGACCC GATCGACCTTCGAGTTGAGG 158

Ad08A10756 Aradu.A08 10756 c (T)10gtattagacgaaatttaaaatttattatacacattattaagattcttcattatatctccagtagagttttttttattcagatctacgaaccaaagaaat(A)11120 36544547 36544666 TGAGAATTTAATCAGAGGCTGAGA AACCGTCTCTTTTAAGTATGAAGTG 278

Ad08A10762 Aradu.A08 10762 c (AAT)6ag(TAA)7 41 36561347 36561387 CGTCGTTGTGTGGATTTGTG TCTGATTTTTATCCTAAAATGCTCAA 271

Ad08A10766 Aradu.A08 10766 c (TA)6catatatgtaataccatgacaccttcatatttcttatcatattaatcatcatcattacccttcgttcggtctttgaaaccgaaccaagaggaaat(A)12119 36577203 36577321 CTCGACAACCCACACAGAGA CTCTCACGGCCATCTTCTTC 271

Ad08A10768 Aradu.A08 10768 p3 (ATA)5 15 36579689 36579703 ATCTTGCCGTCCAATATGGT TCTCCAAATGCAGCACTCAC 188

Ad08A10770 Aradu.A08 10770 c (A)11gacaaaaacaacttaatggagagttcaagacc(A)1255 36589141 36589195 GCCTTAGGCCCAAAAGAATC AGGAGTGTGGCAAAATCACTC 220

Ad08A10771 Aradu.A08 10771 p3 (ATA)5 15 36590467 36590481 GGTTTGGCCACATTATTCTCA ATCAAAGGGGGAATTGAAGC 196

Ad08A10773 Aradu.A08 10773 c (T)10cccaacatgccttcgatggagtagagaaatcttgaagaaaatgacaaaaatggtattgagaaaacgatcggtggtgcttcaat(A)13106 36594542 36594647 TGTTGGCTTGTGCATTATGTT AGCGCGCGTTCATTTATTAG 228

Ad08A10775 Aradu.A08 10775 p3 (CAA)5 15 36595829 36595843 TAGTCTCCTGCTCTCCCTCG CGGCATCATTTTCTTTGGAT 240

Ad08A10776 Aradu.A08 10776 p2 (AG)8 16 36596614 36596629 ACGGAATTGACAGACCTTGG AATTTCACCAAAGCCTCCCT 213

Ad08A10781 Aradu.A08 10781 p3 (TAA)8 24 36622624 36622647 AATACTTGAACCACACACATTCA TTGTTATTGGCCATTGAATTATTA 231

Ad08A10782 Aradu.A08 10782 c (AAT)17ttttttttggtgtacataataataattacttttgctatttgggagtgtgatgcggggtcaagaatccaatgaatgtattgaa(T)10143 36622804 36622946 TCAATGGCCAATAACAATAAACTC CCGCAAATCATGCACTTTAG 267

Ad08A10788 Aradu.A08 10788 p3 (ATA)7 21 36635114 36635134 CATACAATCATCATCATCAAATGC TCAAATGGTTTCAACTTTCAGTTT 176

Ad08A10789 Aradu.A08 10789 p2 (AG)9 18 36635974 36635991 TGCAGTGATGAGCTGCTTTC TTATCATGGCAAAGTTCCCC 266

Ad08A10791 Aradu.A08 10791 c (T)11ctttgtttctccttctgaaatgcttttttttaacaatattattattgtcgtcatc(T)1076 36636918 36636993 AATTAGGCGGTCGAATATTTTT CTGTGGATCAAAATTTATGTGCT 258

Ad08A10792 Aradu.A08 10792 c (A)10gcatgtgatacatacatatccannnnatccattcga(T)1359 36638434 36638492 GCACGCATTTAGTGGGTTTT AAGTTGACGTTAGGGGTACAAA 231

Ad08A10799 Aradu.A08 10799 p3 (AGA)5 15 36659389 36659403 CTTCTTCTTCAACCCCACCA GGAGCTCCGAACGATTAACA 134

Ad08A10800 Aradu.A08 10800 p3 (AAT)20 60 36659724 36659783 AATGATGCAGAGATTAGAGATTAGAAA GGCCGTATTCTATAAGGGTCA 192

Ad08A10801 Aradu.A08 10801 p2 (AT)10 20 36662562 36662581 GGAGAGTTGAAGCACGGAAG ATCGGACCAATCGATTTCAG 263

Ad08A10802 Aradu.A08 10802 p3 (AAT)19 57 36663538 36663594 TTGTGATAAGAATTGTGCAGTCTC TTTGCTGTTTTGCAGTTTGG 209

Ad08A10807 Aradu.A08 10807 p2 (GA)9 18 36690047 36690064 TTGGAACTGAGCGAGGAAGT CGTGAACCCAAAGCAAAAAC 219

Ad08A10814 Aradu.A08 10814 c (A)10taaaaaattaa(TAT)1463 36700129 36700191 CATGCACTGTGTCTCCCATT GGCTCTATCCCTTCAACCTG 251

Ad08A10821 Aradu.A08 10821 p2 (TA)7 14 36722900 36722913 AAGCCTCTGAATACATCCATCA TCTCGTGATGATAACGTGTTG 240

Ad08A10822 Aradu.A08 10822 p2 (TA)6 12 36728048 36728059 GCTTAAGCCTCTGAGCACAT TGAAAGACCTCCAACAATTGAA 260

Ad08A10825 Aradu.A08 10825 p3 (AAT)5 15 36730872 36730886 GCTAAGCCTTCAATGTTGCC CATGTCCATGCCTATGAACG 262
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Ad08A10826 Aradu.A08 10826 p2 (TA)6 12 36733767 36733778 CCTCAACTTGAACACCACCA CAAGGTTTTAATTTGGGGGA 211

Ad08A10830 Aradu.A08 10830 p3 (ACA)5 15 36741653 36741667 GCCTAGGTTGCCTAGCATGT TCATCCATGAGGTGGTCAAA 203

Ad08A10835 Aradu.A08 10835 c (T)12attgtacgatatatttaataataaaaagtgttacatacataattacaacaacaacaaa(T)1181 36755421 36755501 TTTGACCCCTTTTCTTCCAA ACCCAATTATCCAAAAGGCA 260

Ad08A10837 Aradu.A08 10837 p3 (TTA)7 21 36757547 36757567 CCCCAGAAAGGAATGCAATA CGTTTTCTTTTGTGGGATTGA 271

Ad08A10840 Aradu.A08 10840 p4 (TAAT)5 20 36760470 36760489 CAGCATCACCACCACCACTA CAACACAACATCATGGGAACA 223

Ad08A10841 Aradu.A08 10841 p3 (TCT)8 24 36761971 36761994 GACTGGGAGAGGAGCTGATG ATCTTCGTCTGAATCCACCG 266

Ad08A10845 Aradu.A08 10845 p2 (TC)6 12 36768615 36768626 TCCCTAACGTTTTAATCGTCC TGTGTTGGGGTTGTAGCGTA 242

Ad08A10849 Aradu.A08 10849 p3 (GAA)14 42 36782517 36782558 AGAGGGATCAAGTGTGGACG GGCAATCACCATTCCTATGC 214

Ad08A10850 Aradu.A08 10850 p2 (GA)9 18 36785468 36785485 TTTGTAACGGGACTTACTGCAA CCATCCTTAATACTAACACCCCC 202

Ad08A10861 Aradu.A08 10861 p3 (TTA)7 21 36811806 36811826 CTCACCGGCCTAAAAATGAA AACTCGCATCACCATTCCTC 142

Ad08A10864 Aradu.A08 10864 c (A)12ccgagagctctttctttcaccttatttaccatggcattaactctttttaagttttatctttgtattcttttatttactttattaattttatta(ATT)5120 36820832 36820951 CAAAACTTTGTTGTTGTTGTTATATTT AGATTCCACGTGCACAAAAA 259

Ad08A10868 Aradu.A08 10868 p3 (TGA)6 18 36829376 36829393 TGAACGGAATGAGAGGTGTG ATGGGTGAGACAATCCAAGC 247

Ad08A10870 Aradu.A08 10870 p2 (TA)8 16 36836051 36836066 AAGGTACGAGGCATAGCTGC TTCTGGTTATGCAGGAGATTGA 118

Ad08A10873 Aradu.A08 10873 c (A)10taatgggaatgctagggagctaacacttttagtggttcaaatataagaca(AAAT)684 36863238 36863321 TGTTCAACCGCAACAGAATC GGAATACAAGGCAAACCAGC 272

Ad08A10874 Aradu.A08 10874 p2 (CT)10 20 36867046 36867065 AACTGTTCATGTTCCCATAGCA TGGTCAATTGCAGATCCTAAA 247

Ad08A10875 Aradu.A08 10875 c (A)10ggaggaggggtttaatgagtcacgtgactcaccccctccccagccccacttattttcttttacccgaaacccttctccctctttttcaatttcat(TTC)5ttt(TTC)7144 36868196 36868339 TGTCAAATTTCACGGACAAAA GAGATGAGAAGATGGAAAGGGA 280

Ad08A10876 Aradu.A08 10876 p2 (AT)6 12 36869899 36869910 TTGGTTCGGGTCATGACATA TGAATTTGAATAAAAATTGGCTTC 271

Ad08A10893 Aradu.A08 10893 p2 (AT)7 14 36908547 36908560 CCCGTCCGTTTTCAAAATTA ATATTCCCAATGCGGTCAAA 157

Ad08A10900 Aradu.A08 10900 p4 (AATA)8 32 36935249 36935280 GCCACAAAGGAGAATCCAAA ATGCAACAAGGATCCCAGAA 273

Ad08A10903 Aradu.A08 10903 p4 (TAAT)5 20 36946279 36946298 TCATTTCACATGATGACCAAGTC ATTTTCGATTAAGAATTCACTATCATT 221

Ad08A10904 Aradu.A08 10904 p2 (AT)6 12 36946925 36946936 CTCAGGAGCTGGCTCAAATA CGGTGATGAGTTGAGCTTGA 260

Ad08A10905 Aradu.A08 10905 p2 (TA)6 12 36949481 36949492 TGTGTAATGAATAGCCAGCTTACAA GCACGTTGGCATATTTTGTG 208

Ad08A10907 Aradu.A08 10907 p4 (TTTA)5 20 36952345 36952364 CACGTTGCATGCTGCTTAAT AACATTGAACAACGCACCAA 263

Ad08A10908 Aradu.A08 10908 p2 (TA)10 20 36953072 36953091 TTTGGATTCACCCAAAAACA TCCATTTCATTCTCACACTTTTG 183

Ad08A10911 Aradu.A08 10911 p2 (TA)7 14 36956238 36956251 CATGTCACACGGAGCATCTT TCAAAGGAAAATAAAAGGTACCCA 275

Ad08A10914 Aradu.A08 10914 p3 (AAT)6 18 36965597 36965614 TGGAAAAGCTTAATATTTGAATTTG CATGCATAGTAAAATTGTATTCCTGA 271

Ad08A10915 Aradu.A08 10915 p2 (GA)6 12 36968039 36968050 GAGTTGCGGATGAAAAGAGG ATTCTGCCTCATCGCTCCT 278

Ad08A10918 Aradu.A08 10918 c (AG)16catgttatgttggacccacattctgaaactcaacaaacaatcaagcaattccatttccatgtgccaaac(CT)11123 36978305 36978427 CCCTTGCACCATCATAGTAGAG GCTGAGAGTGAGTGAGATTCCA 280

Ad08A10919 Aradu.A08 10919 p3 (AAG)5 15 36980708 36980722 TGGTATGCAGGTTCCCTCTT ACCTTTTTCGCCATCTCCTT 274

Ad08A10922 Aradu.A08 10922 p2 (TA)7 14 36985115 36985128 CAGGAAAGAAGGGGAAGGAG CATGTTAGTGTCATTTGGTCCC 219

Ad08A10923 Aradu.A08 10923 c (A)11tccaacccggtccctaacaattacctcgaaaggacaacgaggcccctgtgcc(A)11tcaatgttattttttttggcacaggggctaatcagtcccaaaaaaaattattaggggccggattgggtg(T)10153 36985978 36986130 CCCCTGACAATTACCTCGAA TTATCTCGAAAGGACGAGGC 245

Ad08A10926 Aradu.A08 10926 p2 (TA)11 22 36990633 36990654 GTCAGCGTTCTAGGATTGCC TTAAGCGGAGAGAAAGCCAA 236

Ad08A10931 Aradu.A08 10931 c (A)12taaaactc(A)1131 36998448 36998478 AAAACGAGAGACCTGATAAGAAGA TTAAAAATAAAGGAGACCATGTCA 251

Ad08A10934 Aradu.A08 10934 c (TA)6ataaaattatatgttgcaatg(TA)645 37008165 37008209 TCAAGAGCATTGAATTCGAGA TGCAATTCTCTCTCTCTTTATTTTT 269
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Ad08A10936 Aradu.A08 10936 p2 (TA)6 12 37022847 37022858 GGGATGCATTATTTTCAGCC GCAAATGCGATTCTCTCTCTTT 237

Ad08A10938 Aradu.A08 10938 p2 (AT)6 12 37038658 37038669 TAGCCACCACATTGATAGCC GGGATTCAGTTTTGGCTTACC 100

Ad08A10939 Aradu.A08 10939 p2 (AG)7 14 37039474 37039487 TGCATGTGCATGGTTTAAAGA ATAGAGGCAGCTGTCCAAGG 247

Ad08A10940 Aradu.A08 10940 c (CT)9cc(CT)6 32 37039589 37039620 TGCATGTGCATGGTTTAAAGA ATAGAGGCAGCTGTCCAAGG 247

Ad08A10943 Aradu.A08 10943 p2 (TA)6 12 37049113 37049124 TCCTCTTCTTCGACCTTTGC TCAACCAATCATCATGGCAC 269

Ad08A10946 Aradu.A08 10946 p2 (AT)6 12 37051142 37051153 CAACAAACAAAATGCAATCACA TTTTTGTTTTTCTGCTTTTATGC 248

Ad08A10947 Aradu.A08 10947 p2 (AT)9 18 37054337 37054354 TATTTTAGGGGGCGAAATGA AAGTGGATGCTTTTTAGAAGTACG 125

Ad08A10948 Aradu.A08 10948 p3 (ATC)6 18 37055612 37055629 CCCTCAAGTTTTCGATTTGC GCTTCGTTGTTGTTGGGTTT 236

Ad08A10952 Aradu.A08 10952 p3 (TTC)6 18 37061476 37061493 AGTTGAAGTTGTCGTTGCCA TTTGAGATGAGATGGGAGGG 113

Ad08A10954 Aradu.A08 10954 p3 (ATT)6 18 37063673 37063690 GGTAATGGTCCCCCTCATCT GGTCTCACAAATTAAAATACACACA 179

Ad08A10955 Aradu.A08 10955 p2 (TA)8 16 37063905 37063920 TGTGTGTATTTTAATTTGTGAGACC CGTAAGGCAATTCTCCACTTG 253

Ad08A10956 Aradu.A08 10956 c (AT)11(GT)9 40 37065535 37065574 TGACCTCACATTTCATAGCTTGT AAAAGTCAAGACCTTTTTCGTTATT 207

Ad08A10959 Aradu.A08 10959 p3 (ATT)14 42 37069216 37069257 AACATTTGGCTTTTGGCATT AAGGCTCACCTGAATCATGC 247

Ad08A10960 Aradu.A08 10960 c (A)14g(A)24 39 37069979 37070017 TGGCTCTTGAAAGAATGATGAA TTTTTCTAACTTTTGGACACCTTTTT 256

Ad08A10961 Aradu.A08 10961 p2 (AG)20 40 37071927 37071966 CCTCTCTCGCACACACAGAG ATTAGGGATTGGGTTTTGGG 206

Ad08A10962 Aradu.A08 10962 p3 (TGA)5 15 37072539 37072553 GATCAGTTGACTGGACTGCG CGAGAAAGCGAACAAGAACC 143

Ad08A10963 Aradu.A08 10963 c (A)10gag(A)10 23 37077609 37077631 AGAGGGGAAAAGGGTTGAAA CTCAAGGCAAGGTTGTGTGA 201

Ad08A10965 Aradu.A08 10965 p2 (AT)8 16 37084206 37084221 TGTTTTTCGATCTCTTTCATGTTT TTGTTGGCGACGATGTTAAA 182

Ad08A10966 Aradu.A08 10966 p2 (TA)6 12 37085602 37085613 TCATGAAGATTCTACAAGCCCA TCAATTTTTACACAATTATCATCCAA 220

Ad08A10969 Aradu.A08 10969 c (AGA)5accaaagatcaagaaggtgaaagatggatgaagaaaaataaagggag(GA)674 37097752 37097825 GAGCCGTGAGAATGGTGAAT TCAAGTTAGTTAGCCACTTATTACCTG 218

Ad08A10970 Aradu.A08 10970 p2 (AG)16 32 37099518 37099549 GAGAGGCACCACTGGAAGAG TCCTTGGGTTTTCATCCTTG 148

Ad08A10972 Aradu.A08 10972 c (AT)6aatat(AC)8(TC)849 37104318 37104366 AAAAACCGCATCAGTATGCC TGATGCATTCTTTCACAGCA 248

Ad08A10973 Aradu.A08 10973 p3 (GAT)8 24 37105824 37105847 TCAACATTCGATTTCCCTTTG TCTCAATGCCGTTCAATCAA 262

Ad08A10974 Aradu.A08 10974 p3 (AAC)5 15 37107760 37107774 ATTTATTTCGTCCTCGGCCT GCTTCTGCTTCTGGTTTTGC 276

Ad08A10975 Aradu.A08 10975 p2 (CT)10 20 37115078 37115097 CAAAAACAAACGCCAAACAA ATGGCTTCGATTTGGATCAG 114

Ad08A10979 Aradu.A08 10979 p3 (AAT)5 15 37122847 37122861 AGCCAATAGTTTTGTGCCAT ACTGTGAACACGTACTCAATTATTCT 269

Ad08A10980 Aradu.A08 10980 p3 (ATT)14 42 37123180 37123221 CATTATTAGGCCATTAACAAAAATGA AAATATTACCATCCAGTCGTCTCT 203

Ad08A10983 Aradu.A08 10983 p3 (GAA)10 30 37133415 37133444 CGATGCATATGAAGGCTTTG GATTCTGCAACCGTCGCTAT 205

Ad08A10986 Aradu.A08 10986 p3 (ATT)6 18 37149417 37149434 GTTAAGAGGGTGGCGTGTGT AAAGGAATTAACAATCATGCCTC 199

Ad08A10987 Aradu.A08 10987 p3 (GAA)5 15 37150043 37150057 AAGGGAGTATTTCTCCTCCTGC TGGTCCCTAAAGTATAGGCCG 108

Ad08A10988 Aradu.A08 10988 p3 (ATA)5 15 37150436 37150450 TTCGCAAATTAAAAATATCCACAA AACATTTTAACTAACTGCACAATTTTT 258

Ad08A10989 Aradu.A08 10989 p3 (CAA)7 21 37151368 37151388 CCGGAAAAAGAAGGAAAAGG CATCGCAGTGGCAGAATAAA 279

Ad08A10994 Aradu.A08 10994 p2 (AC)7 14 37163212 37163225 TCCTAAACCCAACAAGGCAG GTCGTCGTTTCCTCTTCGAG 243

Ad08A10997 Aradu.A08 10997 p4 (TTTA)6 24 37166487 37166510 TTTTTATCGTTTTAATCCTTGAAGA AATCTACGGGAGGACCAAAAA 164
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Ad08A11002 Aradu.A08 11002 p3 (AAT)12 36 37176025 37176060 TGACTTATTATCAGCGCTACAAGTT TTGGTCCAAACGACGATTTT 231

Ad08A11005 Aradu.A08 11005 c (AG)6tagaagaagaaaggagaaatagaggttgattgaggaggcagtggtggagttgacggcgcagtggggagggagagggtt(AG)6102 37180122 37180223 AGAGAGGATATGTGGTGGCG TGACAGTAAATCCGATGGCA 244

Ad08A11011 Aradu.A08 11011 p3 (CAT)5 15 37208893 37208907 AAACACGGTCAGTCCTACGG TGATGGTTAAGAAAAGGGAAAA 203

Ad08A11012 Aradu.A08 11012 p4 (TTAT)5 20 37209268 37209287 TGGAAGAAGATTGTGCGTATCA TGATACCACAGATTTGAGAATCAGA 272

Ad08A11015 Aradu.A08 11015 p2 (TA)6 12 37213679 37213690 TGCAAGCATCATCACAATGAG CGCCAGATCTGAAAAACAAA 128

Ad08A11016 Aradu.A08 11016 p4 (TTAA)6 24 37214528 37214551 TTGATGTACCATAAGAAGAGGGAA TTTGCCGTAGCAAACATTCA 249

Ad08A11017 Aradu.A08 11017 p2 (TA)6 12 37224488 37224499 GGGTGAATGAGGGTAATGGA GCTTATGCTACTTCGGTGCAA 279

Ad08A11019 Aradu.A08 11019 p3 (AAT)5 15 37228774 37228788 TCAACAATAACATAACAATTCTCAACA ATCCAATCCAATCCAAACCA 248

Ad08A11021 Aradu.A08 11021 p2 (TA)6 12 37230971 37230982 GATCGTGACAACAGCAATGG GCGTGCATGTTTGTTGTTTT 171

Ad08A11025 Aradu.A08 11025 p4 (TTAT)5 20 37240719 37240738 GATGGAGCTGTCCAAGTGTG TGAGTTTTGCAATTCATCGG 219

Ad08A11027 Aradu.A08 11027 p2 (GA)6 12 37247464 37247475 GTGAGCTGTGTTTGGGTGTG GACAGCTTCGACGACAAACA 266

Ad08A11028 Aradu.A08 11028 p3 (AAT)17 51 37254365 37254415 TCACACCGTCACCCATAAGA AAAAATGAGAGTTGGGATAATGG 213

Ad08A11030 Aradu.A08 11030 c (CTT)5(ATT)16(GTT)5ggtttaattcaa(ATT)16138 37256796 37256933 CAACGGAACGGATCAATTTT TACTCAAGAAGACCGCGTCC 258

Ad08A11034 Aradu.A08 11034 c (T)10attttttaaaataaaaatcggacggtccgatttcaacattaaaa(T)10cgaattcacaaatcggactgtccgatttgtgattgtttgtttg(A)10117 37260795 37260911 TCTGCCACTGCTTGTCTTTG ATGCAACATGGCTGACACAT 224

Ad08A11036 Aradu.A08 11036 c (T)13g(A)10 24 37262847 37262870 ACTTCGCCAGTCATGGTCTC TCAAATTCCGTTTTCCACAA 261

Ad08A11037 Aradu.A08 11037 p6 (GGAGAA)5 30 37263497 37263526 AGGCATGACTTTCCATTCAA AGTAAGCCCAATGTATCGGTT 262

Ad08A11041 Aradu.A08 11041 c (AAG)5aggaagaagaacgtgcagc(AAG)5aatgtgcagtgaaaacgtacagtaacgattgaagaaggagaaagagaaggcaagaaacgaaag(AGA)7133 37268032 37268164 GAAAAAGAAGGCAAGCAACG CAAACCGTTTTCACACCTCC 199

Ad08A11042 Aradu.A08 11042 p3 (TCT)5 15 37269073 37269087 TGGAATAGGCTCTCTAACAATACCA TGCTCCACCTAGTGTGTTGA 234

Ad08A11043 Aradu.A08 11043 p3 (GAA)5 15 37269648 37269662 CGAGGAGGTGATAGTGGTGG TTCGTTTTCTTCTCTCCCCA 134

Ad08A11045 Aradu.A08 11045 c (A)10tgatatgtatagaaattagaaatgcctgcttcttgttctctatgcagag(A)1069 37276819 37276887 GTGGAAGGGCTGAGATGTTG CAGGAGAATGCAGCTCAGTG 262

Ad08A11046 Aradu.A08 11046 p2 (TA)11 22 37278406 37278427 TTGTTTCGCTTTTGTGCAAT GCTACCCGGCTGTCTATCAC 152

Ad08A11048 Aradu.A08 11048 p2 (GA)7 14 37281573 37281586 CTCACTCTCCGATAGCAGCC GGTGGGAGGTAGCACCACTA 244

Ad08A11056 Aradu.A08 11056 p2 (CT)13 26 37321578 37321603 CATCCCAATGACAGTGCATC TCCTGATGTATGGTTTAAATTGTTG 251

Ad08A11062 Aradu.A08 11062 p2 (TC)6 12 37343568 37343579 TGTCACGTTGCAGGGTAGAG GAGTCATGCCAGAATTGGGT 261

Ad08A11063 Aradu.A08 11063 p2 (AG)17 34 37353877 37353910 TGTTGTGCCTTATGATCCCA TTCACCAAAGAAGCTTTCACA 234

Ad08A11064 Aradu.A08 11064 p2 (TA)6 12 37363750 37363761 GATGCAGAATCCAGCCATTT ATCTGCATGCTGAGGACTGA 245

Ad08A11065 Aradu.A08 11065 p3 (TCT)5 15 37367456 37367470 CGGTTCAATTATGTTGGATGG CCTCGAATTTTCACATCCTCA 267

Ad08A11066 Aradu.A08 11066 p2 (AT)13 26 37371261 37371286 AAAAGATGCGCAGAATCCAG GCTGAGGACTGAGGAGTGGA 258

Ad08A11073 Aradu.A08 11073 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 37390397 37390450 CCACATACTGTTACGGCACG TTCTCCTCCTCGTCTTCTGC 241

Ad08A11079 Aradu.A08 11079 c (T)12acattgaatatttactatatttgaatgaatttgtagaaagaaaggtgtgacatcaaattagaagtaacaatatccatttctgtt(TTA)17147 37406887 37407033 TTTTCTAGGAAGATAATAACTCCACTC TGAATTTGAAATGTAGCTCGG 269

Ad08A11080 Aradu.A08 11080 c (AG)6tgggaagtgaagtgaaaagactgtgttgtgatgaatgaacgagaaaattgaggggaaaaaatttcttgtcta(T)1094 37409256 37409349 TAGCCATGGATGCAGAGGAT ACGAGATGTTCGTTTCCACC 279

Ad08A11081 Aradu.A08 11081 c (T)10cacattatggtattagatgaaattttgctcttaga(T)1055 37409804 37409858 AAATAAAAGAATAAGCAAGTGTGAAA TGTCTTCTGGAGTGGTTGACA 280

Ad08A11083 Aradu.A08 11083 p2 (CA)6 12 37438141 37438152 AGAAAGCCATTATGCACGCT AAGGGGAAAATGTGAAACAAAA 250

Ad08A11086 Aradu.A08 11086 p2 (TG)14 28 37444581 37444608 AAACATAATGGCCGAAGTGG GTCTTACAGGAGGCGGCTTT 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A11088 Aradu.A08 11088 p3 (AAT)6 18 37447552 37447569 ACAAATGCGAATACACTCAAAA TTCGGCTAGTTGAAACCAAG 280

Ad08A11089 Aradu.A08 11089 c (ATT)5g(TTA)5 31 37447713 37447743 CAAATGCGAATACACTCAAAAA TTTCGGCTAGTTGAAACCAA 280

Ad08A11090 Aradu.A08 11090 p3 (ATT)5 15 37450916 37450930 GAATAACAGCCACCTCCCAA TCAAGTGGTTGGGTACTTATGTG 213

Ad08A11093 Aradu.A08 11093 p2 (CT)6 12 37454906 37454917 ACGCATGCCTTCCCTATTTA ACAAAATTCCCCGTTTTTCC 132

Ad08A11095 Aradu.A08 11095 c (TCCTCT)7ttaccgtggattatgaacaac(TCCTCT)593 37467031 37467123 TCAGTTTCCAAAGCGCTACA TGAAAAGGCAAAGAGAATAACGA 174

Ad08A11099 Aradu.A08 11099 p3 (ATT)5 15 37477707 37477721 CAGGCAAACTTGATGGACAA GAGTCCGGACCAAATCTTCA 275

Ad08A11102 Aradu.A08 11102 p3 (TCT)5 15 37500162 37500176 CAAAGGAGCTCAACACCAAAG ATCGCTGAATTCGAACCAAA 139

Ad08A11106 Aradu.A08 11106 p3 (TTA)21 63 37509118 37509180 GATGACGCCTTGAACCTGAT AAGAAATCCACCCGTTGTTG 179

Ad08A11115 Aradu.A08 11115 p2 (TA)6 12 37537006 37537017 GTGGAGCACTTATCCCCACA TGCATGCATGTACTGCTCTCT 223

Ad08A11119 Aradu.A08 11119 p2 (TA)6 12 37544652 37544663 TTATGATCGTGCTTGCTTACG CCTTCAATTTCCAACACTCCA 147

Ad08A11120 Aradu.A08 11120 p2 (AT)9 18 37550185 37550202 CAGAGCAAAACTTAAGCAACGA GCATAACCTTATGTCTCTCACTTTTTC 244

Ad08A11122 Aradu.A08 11122 p2 (AG)10 20 37563481 37563500 TTCAATGGGACAGTGAACGA TGTTGAGAGATTTTTAATTCAACCA 235

Ad08A11127 Aradu.A08 11127 p2 (TC)7 14 37581829 37581842 CGAGGAATGTCTTCATGCAC GAGAAAAAGCAAGGAAGCCA 257

Ad08A11128 Aradu.A08 11128 p2 (TC)6 12 37584105 37584116 CACATTCTGCGTAGGCTTGA TTCCAAACCCAATGACATGA 257

Ad08A11129 Aradu.A08 11129 p3 (GAT)8 24 37587843 37587866 GCTGTCGCCGTGTTAGGTA TGTGACAAGAGAATGCACAGAG 274

Ad08A11132 Aradu.A08 11132 p3 (TAT)6 18 37601584 37601601 TTTTGTTACTTAACCTTTCCTAGTGTC TTGGGATTTTCTTCCGTTTTT 218

Ad08A11135 Aradu.A08 11135 p2 (AC)6 12 37618173 37618184 TGGGTAAAAGGGAAAAGTGG GCTATTTTGTGTTCACAGTCAGTTT 169

Ad08A11137 Aradu.A08 11137 c (T)10gtcgtagattggacaatcctcaattctaggtacacaacataatcacatactcctcacatatttaccaca(T)1089 37620422 37620510 TTTTTCAATCTCAATCTCAATCTCC AAAGTTGCAGGTTCAAACTCG 265

Ad08A11145 Aradu.A08 11145 p5 (AAATA)8 40 37639431 37639470 CCAACTTAGACAGAGCCCCA TCGAGAACGTTGGTGTTGAA 279

Ad08A11146 Aradu.A08 11146 p2 (TC)6 12 37639941 37639952 GCTGCTGAACGTGAAACAAA TAAGCCTCTCTCTTCCTGCG 207

Ad08A11148 Aradu.A08 11148 p3 (GTT)5 15 37645488 37645502 CGGTTGTTGTTGTTGGTGTT CAAAAGCAGAACCAGAAGCA 130

Ad08A11155 Aradu.A08 11155 c (A)10gggaataactaccattttcatccatgaagagtgaatatgctcacgaaattacctatg(A)1380 37659080 37659159 TATGTTGGGTGCAGATTGGA AAAGAAACTCATTTTGTCATGGG 266

Ad08A11159 Aradu.A08 11159 p2 (TA)6 12 37670811 37670822 AAGGATAGCGATTGAAGCGA CACAACAGAGGTTGCAAGATG 151

Ad08A11160 Aradu.A08 11160 p2 (CT)6 12 37673808 37673819 GGCACGTCAGATTTACCGAT GCTACCGTGGAGATGAGAGC 231

Ad08A11163 Aradu.A08 11163 p2 (TA)6 12 37679432 37679443 CTCATCAGCTCGTGAATTGG GCTCAGTTCACCGAAAGCTC 147

Ad08A11166 Aradu.A08 11166 c (T)11aaattttggaatgatatatgataatatgagggtgagtgagtgagtg(AT)669 37680617 37680685 AACTTTAGGGTGGTGCCGAT AACAACCCTTTCCCACCCTA 185

Ad08A11181 Aradu.A08 11181 p3 (TCA)5 15 37714461 37714475 TCGTCATCATCACCACCAAC TGAACAAAACACACATCCAAA 233

Ad08A11182 Aradu.A08 11182 p3 (TCA)5 15 37714987 37715001 GGTCTTGCAACTGCTTTTTCT CAAAAACTTTGCTACAAAAACACAA 234

Ad08A11189 Aradu.A08 11189 p3 (CAA)5 15 37723714 37723728 CCAAGAAGCAATGTCAGCAA GCTGATGATGATGGTGATGG 251

Ad08A11190 Aradu.A08 11190 p2 (AG)7 14 37724523 37724536 AACTTGTGCTGCTGCTGTTG TTGCCATTTCATGGTAAGGA 185

Ad08A11196 Aradu.A08 11196 p2 (TA)6 12 37743819 37743830 TTTGAAGGAAGGTGAATCCG TGATTTGGGAGATGGAAAGC 272

Ad08A11203 Aradu.A08 11203 p2 (TC)22 44 37768152 37768195 TGCGTTCTCGTTCTTCATGT AATGAGTTTGGGGACTGCAT 250

Ad08A11212 Aradu.A08 11212 p3 (GGT)5 15 37786945 37786959 TGAATTGGTGAAGGAGGAGG GGGATCAGAGTCAGTGTTGGA 252

Ad08A11214 Aradu.A08 11214 p3 (ATT)8 24 37790971 37790994 GAAGATTCACAAATTTTGCTTCAA GTGCGGAGTAGCGTGTGTTA 253
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Ad08A11221 Aradu.A08 11221 p3 (ATT)5 15 37799692 37799706 GCCATGGCAACTTTTGTTTT AATATGTATGCGTCGGCTCC 147

Ad08A11222 Aradu.A08 11222 p3 (TTA)5 15 37804892 37804906 AGGTGTTGCTGTTGTTGCTG AACAAATCGGAGGAAACGTG 104

Ad08A11223 Aradu.A08 11223 p2 (AG)9 18 37808809 37808826 GCCTAGACTCATAGCGACGG GCTTATCTCGTTACTGCCGC 177

Ad08A11226 Aradu.A08 11226 p2 (TC)7 14 37816457 37816470 CGATCCAACGGTGAAAGAAT CTCCTTTGTGAGGTCCAAGC 204

Ad08A11227 Aradu.A08 11227 p3 (TAA)9 27 37818789 37818815 GACGATTAGCTCCCTATACTTTTCC CACTAATGGCACCGGAACAT 253

Ad08A11237 Aradu.A08 11237 p2 (AT)9 18 37842411 37842428 TCCGCATAATTAAACATTCTCTTTT CCAAAAATTGCGGATACGAT 277

Ad08A11241 Aradu.A08 11241 p3 (TGG)5 15 37847121 37847135 GGAATTTGCAGGCAACCTTA ACCTCCAAGATGGTTGAACG 241

Ad08A11243 Aradu.A08 11243 c (T)10a(T)10 21 37852441 37852461 CATTGAATCCTCCCCAGAAA GGCAGTCACAACACACAAAGA 231

Ad08A11246 Aradu.A08 11246 p2 (AT)9 18 37856309 37856326 AAATCAAAGATGGTGAGGCG TGGAGAAACAGGTGTTTTGTTG 244

Ad08A11255 Aradu.A08 11255 p2 (TG)6 12 37877068 37877079 CGTCCTCTTCCTCTCCTCCT CACCAGTCCTAACCCTAACACA 134

Ad08A11259 Aradu.A08 11259 p2 (TA)6 12 37883556 37883567 CCCACTTCCCACTTACTCCA GGGTTTATAGGGGGCAAAAA 272

Ad08A11260 Aradu.A08 11260 p2 (TA)6 12 37888315 37888326 TGGTCTCAACAGCCTAATGC TATTCCCCAACGTAAACCCA 227

Ad08A11262 Aradu.A08 11262 p3 (AAT)12 36 37888953 37888988 TTCGCCTCAAATTGTAGTAGCA TGTTGTCGTACCCCATAATCA 273

Ad08A11264 Aradu.A08 11264 p3 (ATT)8 24 37890081 37890104 TCGGTTGGAAGTTAAAACGAAT AATCAGCCACCAAAGTCAGC 262

Ad08A11265 Aradu.A08 11265 p3 (GAA)6 18 37895416 37895433 CACGATGATGATGATGGAGG AGAATCGCGCTCAAACAAAC 177

Ad08A11267 Aradu.A08 11267 c (T)11gccctcctttgtcaaggccattattaa(T)1048 37901817 37901864 AACACGGCACAAAGTGCTAC AAAACACAATGAACTGTTTCACG 268

Ad08A11268 Aradu.A08 11268 p2 (TA)9 18 37902597 37902614 TTGAGCATGATTATCGGATGTC CCTTACCATCGGAAGGACTG 206

Ad08A11270 Aradu.A08 11270 p2 (CT)6 12 37908491 37908502 ATTGGAAGAGAATGGAGGGG AAGAAATCCAAATCCAACAATGA 254

Ad08A11277 Aradu.A08 11277 p2 (AG)7 14 37926403 37926416 CCAGAATCAAACTGGTCGGT GGTCTTCAAAGAGCCCACAG 209

Ad08A11278 Aradu.A08 11278 p4 (AAAT)6 24 37927485 37927508 CCTTTTAATTAGTGACCCACCA GCGTGCATCTGTAAGTCGAT 280

Ad08A11284 Aradu.A08 11284 p3 (TGG)9 27 37932656 37932682 GCTGCTTCTTGCTTTTTGCT TAACGTTGAGGGTCCGAATC 234

Ad08A11287 Aradu.A08 11287 p2 (AT)7 14 37938777 37938790 CGATGAAACAAACTGAGATGAAG AGGTTGCTGGTTTTGTCACG 126

Ad08A11289 Aradu.A08 11289 c (ATT)5agtttaatgttttaataattatcac(T)10aaagaaagtattattgttgcttgttttggtaataattttttaagtctacttactctattcatgatgataggatgatgtgtata(TAT)11166 37941274 37941439 AGGCAACGTTTAATACATTTTGA CTCAGAGGAGGAGAATGGCA 267

Ad08A11294 Aradu.A08 11294 p3 (TAA)14 42 37955320 37955361 TGATTGGAGTCATAACAACCG ATGCTAGCTGGGAAGTCACG 144

Ad08A11299 Aradu.A08 11299 p4 (ATTT)5 20 37961035 37961054 AGTTTCTCGGGGTAGTTGGG CCCTTCACCACATTCTGACA 119

Ad08A11301 Aradu.A08 11301 c (A)11tataagatccatcacgttgccaaaag(A)1350 37961561 37961610 TTGCCATATTATTGGGCCAT TTAAAAGATCGCACTTGATAACAT 206

Ad08A11305 Aradu.A08 11305 c (TA)7atttaataaatgatatctattaatcttcgtccaataaagaccat(TA)976 37969181 37969256 TGACAGTCGCAAGTCAAAAGA GGACATTAATAATCCAAAAAGATCAA 239

Ad08A11306 Aradu.A08 11306 p2 (TA)6 12 37971609 37971620 ATTTCTGGTTGTCAGGCAGG TCACAATAAAAGGAATAAGATGCAA 225

Ad08A11307 Aradu.A08 11307 p2 (TA)7 14 37973245 37973258 TCGCAGGTCAAAGGAAACTC GAACATTAATAATCCAAAAAGATCAA 225

Ad08A11308 Aradu.A08 11308 p5 (GAGAA)5 25 37976574 37976598 GCGTGGTTTCAATGAAGTTG TTCTGGCACATTCTGTCCAC 277

Ad08A11313 Aradu.A08 11313 p2 (AT)9 18 38001426 38001443 GCAACGGTACATAATGACTACCA CCAACAACGACTTGAGCAGA 144

Ad08A11315 Aradu.A08 11315 p3 (ATT)5 15 38004126 38004140 TCAGATTACGTAGACCCAGCC TGTATCACGACATCACCAAAA 221

Ad08A11318 Aradu.A08 11318 p3 (TTA)6 18 38007186 38007203 GTAAAGTCCAAAGGGGAGGG GAAGCCAAGCCTTCTGATTG 269

Ad08A11320 Aradu.A08 11320 c (T)10acttagaaaaggtataataaaataacttaaaaaataattcaaaatcaagtaaataaatgattgcagtttcttggataataatagcattatttcacct(A)10117 38010736 38010852 TTCACCCTTATTTGATCCCG CTCTTTCATCATTTTGGCGA 202
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Ad08A11321 Aradu.A08 11321 p3 (GTT)6 18 38012206 38012223 CGAAGGAATCCATAGGAGCA CTTCGGTTTACCTTCCACCA 222

Ad08A11322 Aradu.A08 11322 c (TAA)8g(TAT)5 40 38013959 38013998 TGCCTTTTGGTATGGAGGAG ACACACGCACGCATACTCTC 265

Ad08A11323 Aradu.A08 11323 p2 (AG)8 16 38014129 38014144 TGCCTTTTGGTATGGAGGAG ACACACGCACGCATACTCTC 265

Ad08A11325 Aradu.A08 11325 p4 (GTAT)5 20 38016697 38016716 GCATGACCTATCAATGGTGCT CAATGGTACAAAACAAAAGAGCC 265

Ad08A11326 Aradu.A08 11326 c (TC)7tttctctctctca(CT)945 38017607 38017651 CCACACAGCTCCCTCTCTTC ATTTGGGGCAAAGAAGGAAT 156

Ad08A11330 Aradu.A08 11330 p2 (GA)6 12 38028257 38028268 CATACCCTCTGGATGCAGGT CGGTTTCTTGCAGAAAGGAG 155

Ad08A11331 Aradu.A08 11331 p2 (TA)6 12 38034238 38034249 AATTTTCAACAGGAGCACGG CGTTCATGTTCATGCCCTAGT 268

Ad08A11334 Aradu.A08 11334 p3 (TAA)9 27 38046549 38046575 ATTTGCAGCAAGTGGGGTAG GCACGAGTTGTCAAAAAGGG 210

Ad08A11335 Aradu.A08 11335 p2 (AT)8 16 38050025 38050040 CCCTTTAACCATTGACGGTG ACCCTAATCCCAAAAATGGC 265

Ad08A11339 Aradu.A08 11339 p2 (CT)9 18 38059550 38059567 CGCAGCCAGTTATAGAAGCC CAAGAGGACCAGAAAAGCCA 240

Ad08A11348 Aradu.A08 11348 p2 (TA)8 16 38090601 38090616 CGAGGACACTACGACCAATTC TTTTTCCTCACCATTATCGCT 255

Ad08A11350 Aradu.A08 11350 c (T)11cttcagtggcgatggctcctgatctttgcaatgtcgctctttctcttcgttc(T)1275 38097869 38097943 GATGCACTTGCCGGTTAGAT AGGCTCAGGGTAAGAAACGG 254

Ad08A11354 Aradu.A08 11354 p3 (ATA)5 15 38113304 38113318 TTAATTTGTTGCGGCACCTT TTACAAAACCGTGTCGTGGA 238

Ad08A11355 Aradu.A08 11355 p6 (GTGTTG)6 36 38115976 38116011 CTCCAAATTTCTGCTTCCCA CTCTACAGCACCACCACCAA 164

Ad08A11359 Aradu.A08 11359 p2 (GA)8 16 38131806 38131821 TGTAGACGGGTTGGATGTCA ACTTCTTTCATGCTCTCGGC 280

Ad08A11363 Aradu.A08 11363 p3 (TGT)6 18 38152463 38152480 ATATTGCCCTGTGTTTTGCG TGGAAAACCCAACAACCAAT 186

Ad08A11365 Aradu.A08 11365 c (A)11cactaagagttcctggtagctatggatccagaaagtctgttt(A)1063 38161358 38161420 CCTGTTGATAGGGTAGTAAGGCA GGTAGCAAAATAAGCCTTCCA 276

Ad08A11366 Aradu.A08 11366 p2 (AG)6 12 38164469 38164480 CGCGAAAAAGGCATAGAACA CCAAGCATTCACGAACAGAA 275

Ad08A11367 Aradu.A08 11367 p2 (TA)7 14 38168438 38168451 TGCAGTTGAATTCGAGAAACA TCCAAAACAGCATCTTCCAA 160

Ad08A11369 Aradu.A08 11369 p2 (AT)6 12 38172760 38172771 CAAGACACTTGGAAGATGTTGAA ATTGTGAGGCCATGGATGAT 230

Ad08A11370 Aradu.A08 11370 p3 (ATT)5 15 38178086 38178100 AAGATTGATATGGCAACCGC GCATTTCATTGCAAGCTGAA 231

Ad08A11371 Aradu.A08 11371 p2 (TA)7 14 38179751 38179764 ATCGCAAGTGGCTTATTTGG GTTCTCCGAATCATCACCGT 277

Ad08A11373 Aradu.A08 11373 c (CTT)7caactgctctaatcaacacagatttcttggtgaaggacaatgatattttaagcaac(TCA)12113 38189801 38189913 CCAATGATGATGATGCCAAG CATGGATGGTGCTCTTTGAA 231

Ad08A11375 Aradu.A08 11375 p3 (TCT)9 27 38192188 38192214 TGCGATGAATGAAAGTGGAA GATGAAGCTGGTGGAGGAAG 246

Ad08A11377 Aradu.A08 11377 p3 (CTT)15 45 38206347 38206391 TCCTTCTTCTTCGGTGTGCT TGAAATGGAGGAAGGTGAGG 277

Ad08A11378 Aradu.A08 11378 p3 (ATG)6 18 38207011 38207028 TCTCCTCCTCACCCATCATC AGGGGACAAAGGGAATCATC 155

Ad08A11379 Aradu.A08 11379 c (TAA)6(TAG)5 33 38214259 38214291 ATAACATGCACGTCAAATGC TTCCAACCATTTCCACATGA 142

Ad08A11384 Aradu.A08 11384 p2 (AG)8 16 38233715 38233730 GTCAATGAATCCGGAACAGG TTGAAGCCCAACGAAGTTCT 261

Ad08A11385 Aradu.A08 11385 p2 (AG)17 34 38234148 38234181 TGATTCAATTGGTGGGGTTT AAATCCACCACCCAACCTC 226

Ad08A11388 Aradu.A08 11388 p3 (TAA)7 21 38239700 38239720 GGCATTTGAGTTTCAAGTATGATG TTCTTGAATGGAACTGTTTGTTT 202

Ad08A11389 Aradu.A08 11389 p3 (TTA)14 42 38239827 38239868 TTAAACAAACAGTTCCATTCAAGA TATTGACCGGTCCGATTTTC 269

Ad08A11390 Aradu.A08 11390 p2 (AG)8 16 38240876 38240891 GCGAATACTCCACAACCGAT TTGGTGCCCATCTCTCTCTT 124

Ad08A11391 Aradu.A08 11391 p2 (TA)11 22 38249813 38249834 TGAGATCCTAACTGATTCTGTTTCA CCTTGACCAATGAACATCTGA 279

Ad08A11393 Aradu.A08 11393 c (AGA)5atg(AGA)6aatttgagtttgaagtagtggggtggggggacagagagagcatgaaaaaagaggcgcttgttgtgtg(GA)14131 38258178 38258308 TGGCACAATTTCTGCTATGC ACCCCAACCAACTGTTCTGT 265
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Ad08A11398 Aradu.A08 11398 p4 (AAAG)8 32 38267430 38267461 CCTGATGGGATAAGGTTATATTTGA CTGGCATCGAATGTCTAATCC 252

Ad08A11400 Aradu.A08 11400 p2 (AT)6 12 38271639 38271650 AACGCTCTGCTAGGTTCACA AGGGTTGTGTTAGGTTTGCG 257

Ad08A11401 Aradu.A08 11401 p2 (AC)6 12 38271971 38271982 ATTGCAGGCCTAACACAACC GATCCCTTTGCATGTGTGTG 218

Ad08A11402 Aradu.A08 11402 p2 (AC)7 14 38272110 38272123 CACACACACACATGCAAAGG TGAAGCTAAAGCTGCGATCC 269

Ad08A11403 Aradu.A08 11403 p2 (TA)6 12 38273391 38273402 TTTTAATTCTCCATGCTGCG CCTTTTGTGACTTCTGAAGCG 186

Ad08A11404 Aradu.A08 11404 p2 (GA)11 22 38275421 38275442 ACCAAGGACAGCAAGGCATA TCGTTGCAGGTTTCAGTTTG 260

Ad08A11406 Aradu.A08 11406 c (A)13gttgacagctttttctttttctctttttcataatgaaattattttttttacaataaataattttggtgcaatcactttttgaatttcgg(T)11113 38277204 38277316 CCCTCTCCTACAGCGAAGTG GGTAGGTCGCCTAGCCTTTT 241

Ad08A11408 Aradu.A08 11408 p2 (AT)7 14 38279638 38279651 AATTTGAAAATTATGCAAGTACCAA CACCCCAAATTTTAAGAACGA 280

Ad08A11409 Aradu.A08 11409 p2 (TC)6 12 38280491 38280502 GCTCCAACCTCAGTCACGAT AACAGAAAAGAATGCGGCTG 188

Ad08A11414 Aradu.A08 11414 c (TCC)5tctccactgcctttactaaatccactgtcgccgtctctgtcgtgcctcc(CT)778 38291170 38291247 TCACCTTCTTCCTCATTGCC TGTAGAAGAGAAGCGGAGGC 275

Ad08A11416 Aradu.A08 11416 p3 (ATA)5 15 38294260 38294274 TCATTGAGAGCTGAAATGCG TGCTCGACTAGATGAAACATCG 251

Ad08A11417 Aradu.A08 11417 p3 (TTC)15 45 38304774 38304818 TGCACATATATTTCACGCACC AGAGGAGGAGGAAGAGGTGG 174

Ad08A11418 Aradu.A08 11418 p3 (TCA)6 18 38306109 38306126 TTCTCTCCTCCTCATCTTCTGC ATTCATCCTCCTCCAAGCAA 215

Ad08A11419 Aradu.A08 11419 c (GCA)5(GCT)5 30 38312107 38312136 GAAAAACATGGAGGAGGCAA GTTGGATCTCCTTCCCCTTC 239

Ad08A11433 Aradu.A08 11433 p4 (TATC)5 20 38370887 38370906 TGTCGTTTTTGTTCTATTTTCCTTT CGGCAATTAATGACTGGGAG 261

Ad08A11442 Aradu.A08 11442 p4 (ATTT)5 20 38386151 38386170 TTTGTTCACCTTTCAGGTTGC ATGTCGGTCAATGAATGCTC 182

Ad08A11445 Aradu.A08 11445 p2 (AT)9 18 38405453 38405470 CAAGAGGCTTCTAACGTGGC CCCTAAAAGCAGGAAGGGAT 100

Ad08A11448 Aradu.A08 11448 p2 (CT)6 12 38414808 38414819 AATGCTAAACGTTGAAGTCTTTTT GAAGGAAGAACGAGGTGTCG 145

Ad08A11452 Aradu.A08 11452 p2 (TA)8 16 38430880 38430895 GACGCGCCATCTTATCTCTC TCAATTAACGGGAGTGGAGC 255

Ad08A11454 Aradu.A08 11454 c (T)11aaattaagtgactctttgtttatatcttataaagattgatgtcatgtagattgaaataacaaaaattggagcaatgtgattttcttcc(T)11110 38437324 38437433 AAAAGAACAAGCACGGTTGC GCCCCTGTCGTTAAGAAACA 186

Ad08A11461 Aradu.A08 11461 p3 (ATT)5 15 38450802 38450816 AGCGTTTTTCTCGTGTTGCT TCTTTATATCTTCGTGGCGG 235

Ad08A11462 Aradu.A08 11462 p3 (TTG)5 15 38463270 38463284 TTTGATTCATGAGCCGACCT AACATGCATGCCTTTGGATT 107

Ad08A11463 Aradu.A08 11463 p2 (GA)6 12 38465434 38465445 CATTTTGACGCCCAAGAACT TCCAACAATCACACAGACCC 201

Ad08A11467 Aradu.A08 11467 p2 (TG)8 16 38475390 38475405 GACTTTGCCAACCTCCACAT TCACACACGCTTTGCTTACA 114

Ad08A11470 Aradu.A08 11470 p3 (AAT)5 15 38487312 38487326 TGGAAATAAAAGGAGGAAGAGG ACTGCGGCGAAACTAACACT 242

Ad08A11475 Aradu.A08 11475 p2 (AT)6 12 38502906 38502917 TGACAGTTCAATAAGCTGGCTC GAGAGAGTGTGTGTGTGTGTGTG 207

Ad08A11476 Aradu.A08 11476 c (AC)9(TC)6 30 38503056 38503085 CGAAAGTTAAAATCTAAAAACTCCAAA CTTGCACCTTGCAGAATGAA 232

Ad08A11479 Aradu.A08 11479 p2 (TA)6 12 38508233 38508244 TCACAAGTGATCTTTATAATTTTGACA GCATTTAAGAATGAGCCGGT 242

Ad08A11486 Aradu.A08 11486 c* (GAA)5(GAAGG)5*37 38523821 38523857 GAGGGAGAGAGGGAGACAGG GTGACGAACTAGCGAGGAGG 164

Ad08A11488 Aradu.A08 11488 c (CA)16gacacac(AT)651 38541909 38541959 AAAAGCGCAATGCTCAAGAT TCGCAGGCTAAGTTCAAAGC 166

Ad08A11489 Aradu.A08 11489 c (TA)8(TG)12 40 38543370 38543409 TATGCCCAGGAGGAACAAAG AGGTTTGGGGAGATAGGGTG 248

Ad08A11492 Aradu.A08 11492 p2 (AT)6 12 38552066 38552077 AGGCACCAATTCATAGGCAC AGCAACAACAACAAAACACTCC 270

Ad08A11495 Aradu.A08 11495 c (A)12(GA)24 60 38557193 38557252 ACAAATCCTGACCTGGCTTG GACAATGACGGTTGCTTTTACA 279

Ad08A11496 Aradu.A08 11496 p3 (AAT)5 15 38561444 38561458 GCCCCAATTATCACATCACC CCCTCCATAACCATGTCCAC 240
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Ad08A11499 Aradu.A08 11499 p2 (TC)6 12 38579260 38579271 TTATGGCTCTCACTTGCGTG AGGCTTACCAACGGTGACAG 153

Ad08A11500 Aradu.A08 11500 c (GAA)8gagagagtaatttgc(T)1655 38580118 38580172 TGATCAAGTTTCATGCTCGG AAAGCATTCAAAGCCGAAGA 113

Ad08A11501 Aradu.A08 11501 c (A)12caaagaaagatgaatactg(A)1041 38583713 38583753 TGCCTTTTCTTTCAATGGCT CTGCTGCTGTGATATTTGGG 259

Ad08A11502 Aradu.A08 11502 c (T)10ctttgatttgaatctaatcagaatttc(T)1249 38584238 38584286 TCCTAGCTTTTGACTTGCCTG TTCAAGCCCATAAGCATTCA 248

Ad08A11503 Aradu.A08 11503 p2 (GT)6 12 38584706 38584717 GGCATACCTGTCTGCCTCAT CCCCAATCCTAGGCATTACA 119

Ad08A11504 Aradu.A08 11504 p3 (AGG)5 15 38595981 38595995 GAGGAGGGAAAAACTGGAGG CGGCTACTCCTTCTCCACAG 124

Ad08A11506 Aradu.A08 11506 c (T)12cactaatgattaatctaagttgtgataaggatga(AT)760 38601976 38602035 CAAGCAAACAACTTACCGAGTT GTATATTGCGTGCCATGGAG 170

Ad08A11507 Aradu.A08 11507 p2 (AG)6 12 38602463 38602474 GGCTAGCATTGACAGCACAA CCAAATCCTGAGCCAATTTT 280

Ad08A11508 Aradu.A08 11508 p2 (TC)19 38 38605126 38605163 AAACTTGCCATCCTCCTCCT GACGCACTCAGAGAAAAGGG 244

Ad08A11509 Aradu.A08 11509 c (TG)8(TC)6 28 38605338 38605365 CCCTTTTCTCTGAGTGCGTC ATCCAACATGAAGGGCAAAG 158

Ad08A11511 Aradu.A08 11511 p3 (TTG)7 21 38620171 38620191 TGGCATCGTTTGATTCATGT TTCCTCATCTTCTGCTGCTTC 276

Ad08A11515 Aradu.A08 11515 p2 (AT)7 14 38631669 38631682 TTGAGGGACCAGCAATTTTT CATTCGCCAATGCTATATGCT 260

Ad08A11517 Aradu.A08 11517 p3 (GAG)5 15 38633823 38633837 GATGAAGAGGGTGGTTCCAA CCCCTCCACCCTCATTACTT 167

Ad08A11518 Aradu.A08 11518 p2 (TA)6 12 38633961 38633972 GAGGAGGAGGAGGAGGAAGA GAGCAATGTTAGAGGGCCAG 275

Ad08A11521 Aradu.A08 11521 c (CT)6c(CT)7 27 38640661 38640687 CGGAAACTCTTCTCCTCACTTG GCCGTGTTTGGTTTCTGTTT 260

Ad08A11529 Aradu.A08 11529 c (AAG)6gaaaaagagaaggcaagaaacgaaagaa(AAG)561 38667270 38667330 CGATGAAGAAGAACGTGCAG AAACACGCTTCCAACCATTC 166

Ad08A11532 Aradu.A08 11532 p2 (TC)8 16 38681482 38681497 CTTCCCAAGTAGGCCATGC TTGGCCACTTGAACGAAGTT 258

Ad08A11537 Aradu.A08 11537 c (T)10aaatgtaaaaaaaaatttaagcggaccacctatttagtctgcgggctagcccatttaatccg(T)1082 38687189 38687270 TGTTGATGGGTCGATTTTCA GTAGCCGTCAAAATGGGCTA 261

Ad08A11540 Aradu.A08 11540 p2 (TA)6 12 38691883 38691894 ATCCCGATGTGTCATTAGCC CCCTGGAGTCTTTTATGCTTTG 273

Ad08A11542 Aradu.A08 11542 p2 (TC)7 14 38695737 38695750 TTTTAAATGCTCACAAATTTATCCA AGGGTGATAGCTGGTGGTTG 181

Ad08A11545 Aradu.A08 11545 p2 (TA)6 12 38699094 38699105 GCTGGTGAAAATCTGAATTGG TGTTGCAAGAATGTTGAATCTTTT 200

Ad08A11553 Aradu.A08 11553 p2 (TC)6 12 38706751 38706762 CTTTAAAAGCGTGGCGAAAG CCGTTTTTAGTTTTGGAATTTGA 253

Ad08A11555 Aradu.A08 11555 p2 (AG)7 14 38729629 38729642 ACTTGCGGACGAAGAAAAGA CCTCACAGTGGTTGTCATGG 261

Ad08A11557 Aradu.A08 11557 p3 (ACA)8 24 38741378 38741401 TGGAAAACGCTTGTATGTGG ACATGACAGAGCACAATGGC 256

Ad08A11559 Aradu.A08 11559 c (AT)9taacttaaataaacacatagacggtctctaaaatg(A)1063 38745182 38745244 TGCGTGAATTAGGGTTAGGG TGATTCGAGATGTAGCCACG 259

Ad08A11564 Aradu.A08 11564 p3 (AAG)5 15 38767153 38767167 TGGCTGTGTTTAACTGCACC TGCTGCTCATCGCTTACTTG 188

Ad08A11569 Aradu.A08 11569 p2 (AG)7 14 38785618 38785631 TCTTGATGATTTTCCCTGTTTG TGCATGCAAGAACACTTTGA 231

Ad08A11570 Aradu.A08 11570 c (TA)7tnatatgtattatctcattaattatatgccaatatttt(TA)664 38798899 38798962 TCAACACGCTTTTATTTTCCAA TGAAAACATACGCAAGCACG 268

Ad08A11572 Aradu.A08 11572 c (TA)6tttaatttttttaatttataaaaccgcaaaactaatccaattcaaaccgctcgaaattggatcagatcggatcggatttttttt(A)11107 38803860 38803966 TTGCTATGTCATTATTGGTTATTTGAA GGATATTTGCGGTGCAATTT 246

Ad08A11578 Aradu.A08 11578 c (GTT)5gtagttgctgctgttgtaatacttgtagttgctgctgttgttgtaatacttgtagttcta(GTT)693 38824284 38824376 AAGGGCCGACACTCTTACTG GGGGAAAATTTCGTTGGTCT 221

Ad08A11579 Aradu.A08 11579 p3 (ATT)5 15 38830366 38830380 TGATCATACTAAAATTTCAGGCG CGGACAAATAAGATGACCGTT 272

Ad08A11582 Aradu.A08 11582 p2 (CT)6 12 38836885 38836896 TTTGTTGGAGGTGCACAAGA AACTTCAAATTCACGTGTGCC 227

Ad08A11583 Aradu.A08 11583 p2 (CT)8 16 38837103 38837118 CTCTCTCTCTCATCGGCACA GAGTGGAAAACGGATTGGAG 280

Ad08A11584 Aradu.A08 11584 p2 (TC)6 12 38837378 38837389 CAACAACAAACACAATCGACC GATGCTATTGTGGGGTTTGC 272
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Ad08A11586 Aradu.A08 11586 p3 (CAT)6 18 38843735 38843752 TAGCATCAGGGACAACAACG TGGTTACCATGGAAAAGGGA 212

Ad08A11587 Aradu.A08 11587 p3 (AAT)5 15 38844140 38844154 AAAGCGACTTGTCCCTTCCT CTCAAAGTCCCATTCTCCCA 275

Ad08A11589 Aradu.A08 11589 p2 (CT)8 16 38845144 38845159 AAATTCATACACCAAATTCAGAAAAA TCATATTTTTGTTTACTTTTTACGTTG 262

Ad08A11590 Aradu.A08 11590 p2 (TA)7 14 38847866 38847879 TCATAAGACAGAGGTGGTGAGA TATGCTCTGGCCGGTTTATC 268

Ad08A11591 Aradu.A08 11591 p2 (TA)6 12 38848217 38848228 GATAAACCGGCCAGAGCATA CGAAGATCTTTGCGCTTAGG 202

Ad08A11595 Aradu.A08 11595 p2 (AT)9 18 38863589 38863606 CCCCTCCTCCCCAAACTAT ATGTCCAATGCTTGCTACCC 261

Ad08A11598 Aradu.A08 11598 p2 (TA)7 14 38874279 38874292 CCAGGTTCTTTCGTCTCCAC CAAAGGGGACGGATAACTCA 276

Ad08A11606 Aradu.A08 11606 p2 (GA)8 16 38896429 38896444 GGAGTTGGTTTCGGAGATTG CCCTGAAATCTTTTAAGTGCATC 280

Ad08A11607 Aradu.A08 11607 c* (CATA)11(AT)7* 55 38904025 38904079 AACACTTTTTGAACGGTGGG GTAAAGGAAAATCGCGAGCA 266

Ad08A11608 Aradu.A08 11608 p3 (TAT)5 15 38906590 38906604 GGTGACGGCAGAATTTGTTT GGCGCAATATAGCTACCAGC 212

Ad08A11610 Aradu.A08 11610 p3 (CTT)5 15 38910409 38910423 GGTCACGGAGAGAAGCAGAG TTGCGATTTTTGTTTACCCC 276

Ad08A11612 Aradu.A08 11612 p3 (ATT)15 45 38923393 38923437 CTTCCTTTGGTGCCATTGAT AGTTTGGCGCCATATTTTCA 250

Ad08A11617 Aradu.A08 11617 c (AAG)7agcatgaggaggaaaagcagaagaagaatctgcttgcgcgaaggaggat(GAG)894 38943815 38943908 AGCAACTGCATTCCATTCAA CCGCGCTTCTTCTTTCAAAT 255

Ad08A11623 Aradu.A08 11623 p2 (TC)24 48 38958306 38958353 GACGACCTTCTAGTGGCAGC CACCGCCACTGCTAGAGTTT 212

Ad08A11624 Aradu.A08 11624 p2 (TG)6 12 38958726 38958737 TCTTCTCCCCTTCCCTGATT CTCTTCCCCACTCACACACA 115

Ad08A11627 Aradu.A08 11627 p2 (AT)10 20 38964010 38964029 TGGTCATAGGATTATTAAAAAGGACA GGTCATATCCATGTATGCACCA 145

Ad08A11628 Aradu.A08 11628 p3 (ATA)13 39 38969499 38969537 GAAATTTATTGACACTTTATGATCGTC GGACAACTATTGAGGTTTGGATG 248

Ad08A11631 Aradu.A08 11631 c (A)16tccacagactaatcttaa(T)1044 38978463 38978506 TGCTGAACGATGACATGTGG CATTGTGGCATTGAAAAGAAAA 146

Ad08A11633 Aradu.A08 11633 p2 (TC)9 18 38979595 38979612 ACTACCATCATCTCCCCTCC CCTCAAAGGCCTTATCCACA 232

Ad08A11634 Aradu.A08 11634 c (AT)6tacattgaaaagaaggaaaaaactg(T)1249 38982038 38982086 AACCCCCGGAAAAACATTAT GCATCATCACTTCATCACAGC 278

Ad08A11637 Aradu.A08 11637 p3 (ATG)7 21 38984637 38984657 TTTCAAATACTCAAATAAAATTGCC TCAAATAAAATCCTGTTTTAGGTTTGT 265

Ad08A11638 Aradu.A08 11638 p3 (AAT)15 45 38984948 38984992 AAAAAGTTAAACAAACCTAAAACAGGA AATCTTGCGAATTCATTGCC 277

Ad08A11644 Aradu.A08 11644 c (TAA)8acctaattgttatcagatctagtcgaaccgaccaatttacataacccactagatcatagg(T)1296 38993859 38993954 TGGACGTATTAATAAATTGGTTATTTT TTAGACCCGATTTGATCCGA 254

Ad08A11645 Aradu.A08 11645 c (TA)6catgtgaga(AAT)1257 38994863 38994919 GGAGATTCTTAATCCTATTGCCA AAGCACTAACCATCCAACCC 267

Ad08A11651 Aradu.A08 11651 c (T)10ccttttaattgggtcattgcaccaattttttttcaattgggtgcctacacttttttttccttttatttaggtctttgcaccaa(T)12105 39016503 39016607 TGTTGGTCCCTGTAGTTTTGC ATTGGTCCCTGCACCAAATA 228

Ad08A11655 Aradu.A08 11655 p3 (ACA)5 15 39024402 39024416 CTAATATCAAGGCCCAGCCA TGACAAGGCACAATGGTGTT 181

Ad08A11656 Aradu.A08 11656 c (GA)9acgagaaattctcccttccccccttccttctttagtggatggtgatggttatgcacttacgcgtatgctc(CT)7102 39025932 39026033 AAGGAAAAGGGGAAGAACGA TCTGATCGGAATAATTCTCCAAA 246

Ad08A11659 Aradu.A08 11659 c (GAA)6cagagtt(GAA)5ggagattgttgttttttttaaatataaaacgatgacgttttctaggcccttcttttttc(T)10109 39029726 39029834 TTTGCTCGTTGCTGTTTAGG TCCGTTCATCAGAACCTTGA 264

Ad08A11664 Aradu.A08 11664 c (A)10caaaaaagaaatattattttagtttttcaattaagatcggaagtttaactctttttttttacatctaacttttataattatgaaatctc(T)10109 39040441 39040549 GAAGGGAAATGGAAAAACAAAA AATGAAGTTTTAATACGGGTGG 269

Ad08A11665 Aradu.A08 11665 p3 (GAG)5 15 39053401 39053415 ACTTATCCACACCCCACAGC TGTGCAGTTCATAGTCCACAAA 240

Ad08A11666 Aradu.A08 11666 p2 (TC)11 22 39060924 39060945 CCAGTTGACACCGACAGAAA GCGGCATCAAGGTCTAAAAC 237

Ad08A11668 Aradu.A08 11668 p2 (TA)9 18 39065693 39065710 GAAGATTTAAATACGATAACCACAACA TTCGGCTGGATTCTATGGTC 112

Ad08A11669 Aradu.A08 11669 p3 (AAT)19 57 39069897 39069953 TGCATTTGGTCTTCAATCCA TCAAGCGTGAATGGATTTTG 228

Ad08A11671 Aradu.A08 11671 p3 (TCT)5 15 39074783 39074797 TCGGTAGGTCCGATTTGCTA TCGAATGAGATTGTGAATGGA 271
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Ad08A11672 Aradu.A08 11672 p2 (AG)6 12 39077485 39077496 TTTATGGGCTGCTTTTGACC GGACAAATGTGCAGGAACAA 261

Ad08A11673 Aradu.A08 11673 p2 (AT)9 18 39080933 39080950 TTTTCAGATGTAGGACGCGA AAACTGAGGTGGTGAGGTGC 262

Ad08A11674 Aradu.A08 11674 p3 (AAT)5 15 39085588 39085602 TTGTGATTTTTGTGTATTATGTTTGTT GAAACAAATCTAAAAGTTCTTGATGA 200

Ad08A11676 Aradu.A08 11676 p3 (TGA)5 15 39087552 39087566 GTGATCGTTGGCCTTGACTT ACAGCCCTCTCACAACCAAG 197

Ad08A11678 Aradu.A08 11678 c* (CTT)5(TC)6* 26 39092968 39092993 TCCCACTAACAACCTCCCTG CCAAACGCTTTGTTGGAAAT 186

Ad08A11682 Aradu.A08 11682 c (A)10tataagaaccgaattaaaaattttgtaaaattataggaactaacagaataattaaacctttacttataagtaggatattggttcttgaagtg(T)11113 39104290 39104402 GGTCCCCATACAATTAAGCC GAAGCAGACCTCAGTGGGAC 215

Ad08A11683 Aradu.A08 11683 p2 (AT)7 14 39106550 39106563 AAAACCGTCCATCTTTCATGTT TTTTCAATTATCTCGTTTACCGTG 182

Ad08A11690 Aradu.A08 11690 p2 (TA)6 12 39135069 39135080 TTCAAAACTCGTCTATGGATTAACA GCGGCTCAATCATTAAATTG 278

Ad08A11699 Aradu.A08 11699 p5 (AAGAA)5 25 39162348 39162372 GACGAGGGAAGAGTGTGAAGA AATCTCGGTGGACTCACCAC 222

Ad08A11705 Aradu.A08 11705 p2 (AT)9 18 39183196 39183213 CAGATACAGATCAAGCGGCA CAAAAGGCCCAAAAGACAAC 144

Ad08A11713 Aradu.A08 11713 c (T)12gctagtgactaatcaccacaaagc(T)1046 39211763 39211808 AGCTTCGCTCCACATTGAGT CAAGTAGCTTGGACGAAGGG 218

Ad08A11715 Aradu.A08 11715 p3 (TGT)5 15 39220419 39220433 TGTTGTTGTTAGACATGTAGTTGAAGA CTACAGCCAAAAACACAAAACTAA 178

Ad08A11716 Aradu.A08 11716 p3 (CAT)6 18 39228328 39228345 CCGAAGCATTTTCGTCAGAT CGTTTAACAAAAAGAGCGGC 261

Ad08A11717 Aradu.A08 11717 p2 (TA)7 14 39235635 39235648 GATCGGATCGGTTGAAAGTC TTCGGATCGGATGAGTTTTT 262

Ad08A11718 Aradu.A08 11718 p2 (AC)9 18 39243505 39243522 GAGGAGTGCATCCGAGTTTC TCGGAGGGTACGTTTAGTGG 275

Ad08A11719 Aradu.A08 11719 c (A)10ttctgccagaaaacggacccaacgactccatgataaaaaaaaattatctgccagcaaacggacccaacgagtccatgaat(A)10100 39243632 39243731 GAGGAGTGCATCCGAGTTTC TCGGAGGGTACGTTTAGTGG 275

Ad08A11720 Aradu.A08 11720 p3 (AAT)5 15 39244007 39244021 ACTCATCCACCCGTCCAATA CTCATCCCAAAAGCGTAACC 244

Ad08A11722 Aradu.A08 11722 p3 (ATT)5 15 39246758 39246772 CAACTACTGTGCGTGCGTTT TCAATGAGATGCCTTTTCTTTTT 242

Ad08A11726 Aradu.A08 11726 p3 (AGA)5 15 39255656 39255670 ATGGGCCTTGAATATGGTGA AGGGACAAATCGTTCTCTGG 131

Ad08A11728 Aradu.A08 11728 p3 (TTC)5 15 39257513 39257527 AATGTCACCGCAATCGTACA TCCGCTACCTCTTTCTCCTG 248

Ad08A11730 Aradu.A08 11730 p2 (CA)6 12 39260763 39260774 AAGGGTATTTTTGAAATTTTTGTCA TTGGATTTATGCACCATTTTT 267

Ad08A11734 Aradu.A08 11734 p3 (ATA)7 21 39269598 39269618 CATCCCGAGATCGATCAAAT TTTTTCTATTACAATTGAGAACGCT 226

Ad08A11737 Aradu.A08 11737 p3 (TTG)5 15 39276139 39276153 AATTTCTGCTTGCCTTTGGA TGGCTACAGAACGGCTCCTA 246

Ad08A11740 Aradu.A08 11740 p2 (AT)7 14 39283470 39283483 CAGAGACAATTCAAAGATGCTCA AGCCATTTCTCAGAATCGACA 278

Ad08A11742 Aradu.A08 11742 p3 (ATC)7 21 39287247 39287267 CAAACCACTAGGATTGCTTTGA TGGGTTGGGTTGATGATTTT 238

Ad08A11743 Aradu.A08 11743 c (TGA)19t(GGA)5 73 39290606 39290678 CAACGCAACGAAAGTAAGCA TCACCACCACTACCTCCTCC 261

Ad08A11753 Aradu.A08 11753 p2 (TG)10 20 39314467 39314486 GTTCATGTTGTCCCCACACA TGCACTTTTCGTTTGTGGTT 261

Ad08A11754 Aradu.A08 11754 p2 (AT)9 18 39314680 39314697 TCGACCTACGAAGCTAAGGC TGCTGAGTGTAGTTCCACCG 240

Ad08A11762 Aradu.A08 11762 p3 (GAG)10 30 39339139 39339168 GCTTTGAGCATGTTTGGGAT AACTGCCCGTTATCACCATC 215

Ad08A11763 Aradu.A08 11763 p2 (AT)7 14 39345661 39345674 TAGCAAGTGCTGCCTGAGTC TCCATTATAAACACAAGTCTAGTGAGA 174

Ad08A11767 Aradu.A08 11767 p3 (TTC)5 15 39361673 39361687 TTTCATAGTAGCCCATCAAAGG GGGAGAAAATGAGAAAAAGGTG 209

Ad08A11769 Aradu.A08 11769 p3 (CAT)5 15 39368074 39368088 ACCACCATCAGTGATCCACA GCGTCCAAATCAGACTCTCC 277

Ad08A11770 Aradu.A08 11770 c (A)10ggactgtccttaaacatcagcaacaacatatcaagaatttt(GGA)669 39368621 39368689 ACAAATGGCCAAAATGATGC TGCCAACGGATAAATGAACA 187

Ad08A11772 Aradu.A08 11772 p3 (CAT)5 15 39371179 39371193 CACCACCATCAGTGATCTGC GCGTCCAAATCAGACTCTCC 278
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Ad08A11773 Aradu.A08 11773 p2 (AT)8 16 39372663 39372678 TTGCCCCCAAGGATAAAAA TTCTTTGAAAATAACTGAATGTGAGTC 280

Ad08A11774 Aradu.A08 11774 p3 (GGA)5 15 39374454 39374468 AAAAGGGACCGTCCTTGAAC TCAAAACCAGGAGGAGCATC 135

Ad08A11776 Aradu.A08 11776 p2 (AT)6 12 39376587 39376598 AAATTGAGGCTTGCCTTTCC AAGATGGATGGATGGATGGA 256

Ad08A11777 Aradu.A08 11777 p4 (ATCC)5 20 39376786 39376805 TTTTTACAAAATGTGAACAAAGAGC GTTGTGGGCACACTTGAAGA 250

Ad08A11779 Aradu.A08 11779 p3 (ATA)5 15 39381494 39381508 AACCCTAAACCCAATAAGTCCC AAAGAAAGCTAATGCAGCACAA 269

Ad08A11782 Aradu.A08 11782 p3 (ATT)9 27 39388794 39388820 TGCTAATGCTTTACCAAATACCTTC CGTTCTCACGCTTCACTTTCT 256

Ad08A11786 Aradu.A08 11786 p3 (CAT)7 21 39400667 39400687 CACCACCATCACTGATCTGC ACTCATACTTGCACCCCTGG 205

Ad08A11787 Aradu.A08 11787 p3 (TCC)5 15 39401334 39401348 ATGGCCATCATTGAACATCA CGATCCTTGAACATCAGCAA 160

Ad08A11788 Aradu.A08 11788 p3 (GAT)7 21 39401929 39401949 TTTTCGCATCTCTTCTGCTG ATCATAGGACTGCACCACCC 225

Ad08A11791 Aradu.A08 11791 p3 (TCG)6 18 39408790 39408807 CGCACGAACCCTAATCCTAA AGAGTATTACCGGTGGCGAG 218

Ad08A11793 Aradu.A08 11793 p2 (TA)10 20 39411567 39411586 CAGAGGCCTGAACGAAAAAC TCTTGGGTTTTTGTGCTCTTT 279

Ad08A11795 Aradu.A08 11795 p3 (AGA)7 21 39413332 39413352 ACGTCATTTCGTTTTGGCAT TGCATCATATTGGTCCCTGA 252

Ad08A11797 Aradu.A08 11797 p2 (AT)7 14 39420511 39420524 ACCCAAGACCAAGACCCTTT TGTTTCATCTCCACCTTCAGTG 200

Ad08A11798 Aradu.A08 11798 p5 (AAAAT)5 25 39426564 39426588 TCTTCTGTTTGGGATCCATTC CCTCTTTCCGCAGGTTCATA 116

Ad08A11803 Aradu.A08 11803 p4 (TTAT)5 20 39438205 39438224 TCAACGATGAGTGTCGCTTT GGTTTGAAAAGACAAGTCCAAGA 223

Ad08A11806 Aradu.A08 11806 p2 (AT)6 12 39443464 39443475 AAAGCCGTGAGAGAAAACGA GACGGAGACCCGTGAAATAA 198

Ad08A11808 Aradu.A08 11808 p2 (TA)8 16 39447602 39447617 TTTAAAGATATTTGTTTAGACGACGA TGATGAAAGCTCCACGAAAA 148

Ad08A11811 Aradu.A08 11811 p3 (TTA)8 24 39454238 39454261 CTCGAGCTGGCTTATTGGTC ATTCCTTTTCGGGTCCACTT 254

Ad08A11813 Aradu.A08 11813 c (TA)7ccattgtaagtaattcttgattttatctttaattatgatgcttgtggtacactttcttataggttaagccac(TA)14114 39462935 39463048 AGCGAAGATCTACTTGGGACA ACTCGACCTGCGAAACAAAG 279

Ad08A11815 Aradu.A08 11815 p2 (AT)7 14 39470803 39470816 TGGATCAAGTGCATCAAGGA TTCGACGTAGCATGCTTTTG 280

Ad08A11817 Aradu.A08 11817 p2 (TC)9 18 39475109 39475126 TGTGGGACCTTGTGTCCATA GGCTTCCTTCCTGTGTTCAA 169

Ad08A11822 Aradu.A08 11822 p3 (TTG)5 15 39488401 39488415 ACATGACAGAGCACAATGGC TTCGATAGTGGGTGTGTCCA 161

Ad08A11823 Aradu.A08 11823 c (TC)17acacgcgcg(CA)12cgcacgcacgcacg(CA)795 39492194 39492288 CTTGCTGTGGTGGATTTCCT GCCTCCAATTTGCGAATCTA 239

Ad08A11824 Aradu.A08 11824 p2 (GC)7 14 39492435 39492448 TAGATTCGCAAATTGGAGGC CTGCTGTTCACAAGCCTCAG 242

Ad08A11825 Aradu.A08 11825 p3 (ATT)16 48 39498621 39498668 CCTCAAAGCGTAACCTCTCG CATCTTTCACCTTCCTCCCA 139

Ad08A11829 Aradu.A08 11829 p2 (CT)6 12 39518284 39518295 GCAACAACAATCCAGAAGCA TGCTGTCGAGGTGAAGAATG 251

Ad08A11830 Aradu.A08 11830 p2 (CT)6 12 39519519 39519530 GGTGTGGATACCTTTCCCCT TATTTGTCTCCACCAGCACG 255

Ad08A11832 Aradu.A08 11832 p3 (TGG)6 18 39525583 39525600 TGCTGAAAATTGCTGCTGAA AGCAGAAGCAGATGCACAAA 280

Ad08A11842 Aradu.A08 11842 c (T)10ggaaggagttaaaaaaaatacaaaaatggtcc(A)1052 39563875 39563926 GTGCAAACGGAAGGATTGAT CAAATCAAACAAAGACACTTCCA 169

Ad08A11844 Aradu.A08 11844 c (A)11tactcgagtcaattactgcccacaagtca(T)12accttttagttctcgtgctgattaatcccatttggtccacattccttcaatttataattgattattcccagcgaaaccacctcgtcatgccatcgtgg(TAT)5165 39572694 39572858 TGCCGGTTAATTGTTTTTATGA TGCTGCATAGCTTTTGGTTG 278

Ad08A11845 Aradu.A08 11845 p3 (AGG)7 21 39577314 39577334 AATGGGAGATGGTGTTGGAA GCTCCAAATGTTCCACAGGT 163

Ad08A11848 Aradu.A08 11848 p2 (AG)25 50 39583694 39583743 CGAAGGGTGGTTGTCAAAGT CTCCCTCTAACCGAAGCCAT 260

Ad08A11849 Aradu.A08 11849 c (A)10tctctcattattgaagaaaagaaaaaaaattgggaaattaatgctgtaaagaaaatattaacaa(T)1084 39585137 39585220 GGCCATTTGTGTCTTAGCAA GGTGGCATTTTAACCTCAGC 277

Ad08A11855 Aradu.A08 11855 p2 (TA)6 12 39596060 39596071 TTCCACCTTCAGCTGCAATA TTCATCATCCATACCTGCCA 132
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Ad08A11858 Aradu.A08 11858 p2 (AG)6 12 39610333 39610344 GGGTTGCATGAAACAAATCC TGCTGATTTGACATCTGCCT 204

Ad08A11859 Aradu.A08 11859 p2 (AG)11 22 39615200 39615221 ACCTCGTTCACAAGAGTGGA TGGTGTTTGTTGACGATTTTG 280

Ad08A11862 Aradu.A08 11862 p6 (TTGAAT)6 36 39618374 39618409 TCCAATGAAGTTCCTGAGGTG TTTACAGACAAGGTTCACGCA 133

Ad08A11868 Aradu.A08 11868 p3 (CAA)7 21 39631994 39632014 GCGTGTGCGTGTGTCTCTAT CGTTTGATTCATGTAGCCGA 185

Ad08A11870 Aradu.A08 11870 p3 (AAT)15 45 39641103 39641147 TTAGCCATTTTTGGTGGACA CTCAATGATTCAATATGAGTATGTCA 265

Ad08A11875 Aradu.A08 11875 p3 (ATT)5 15 39653907 39653921 TTCAAATCAAAATCCAATACGAAA CGACAGTAAGAGGAGCAGGG 218

Ad08A11876 Aradu.A08 11876 p3 (ATA)5 15 39656498 39656512 TCGTGTGCAACATTGTCTGA ACATTTGCGTAACGTCTCCA 266

Ad08A11877 Aradu.A08 11877 p3 (TAT)5 15 39657272 39657286 GATGGCGAATTTCCAACAAT GCTTCAATGAGTGAAACACGTC 241

Ad08A11880 Aradu.A08 11880 p2 (TA)8 16 39662236 39662251 TTTGTCAAAACTAGATCAGATAAATTG CCCTTCTCTTTTCTTCTCTTCTCTC 214

Ad08A11882 Aradu.A08 11882 p3 (ATA)5 15 39663074 39663088 TCCTTCTAATTCTTATTCATTATCCAA ACGACGCCTCATAGGAAGAA 263

Ad08A11883 Aradu.A08 11883 p3 (TTA)5 15 39663581 39663595 GACCATGGTGTTATCATGTATGC TTTCATATCACATCCGTTTCAA 246

Ad08A11885 Aradu.A08 11885 p2 (CT)6 12 39667642 39667653 TCCCGTTGCCACCACTAATA GTTAGGGAGGGTCGGAGAAG 178

Ad08A11893 Aradu.A08 11893 p3 (TAA)17 51 39684059 39684109 TTCTCCTTCCTGCACTTGGT TTGCTGCATGATAAACCAAAA 202

Ad08A11894 Aradu.A08 11894 p2 (AT)8 16 39684724 39684739 TTGGGCCAAATAAACAATTT CCCCCAAAAATTAGGGTGAT 278

Ad08A11896 Aradu.A08 11896 p2 (TA)7 14 39687499 39687512 GCCCTTGTCAATTGTCATCA GCGATGCATGGTTAGGTTTT 218

Ad08A11899 Aradu.A08 11899 c (A)11gaaaacccagcgcgtaacacccccaccc(CT)651 39694292 39694342 TTTGGGTCGGTTCATTCTTC AGGGTTCGGTGATGAGTTTG 243

Ad08A11900 Aradu.A08 11900 p2 (CT)19 38 39696212 39696249 GTTCAGCTCAGCTCCCATTC GAATCCACCTCCGAAATCAA 229

Ad08A11905 Aradu.A08 11905 p3 (AGG)5 15 39709396 39709410 AGAGAGGAGAAGGGTCTGCC CACCAACTCCACGTTCCTCT 232

Ad08A11909 Aradu.A08 11909 p2 (TA)9 18 39718215 39718232 TTGAACAATAAATCAATTTCCCA CAAAACATTTAATATTGGTTTTAATCG 178

Ad08A11911 Aradu.A08 11911 c (AAT)9agtagatgatcacaatataaaacatatgtattatcatcagatcaattctttattattt(A)1297 39720599 39720695 GGAAGTACGCAATGGCCTTA AGCGGATGGTTGATCTGAAT 268

Ad08A11916 Aradu.A08 11916 p3 (ACA)5 15 39740067 39740081 CTTTGGCCATGGAAACATTC AAAATAAACGTGGTTCCCCC 278

Ad08A11918 Aradu.A08 11918 p2 (AT)10 20 39743023 39743042 GAAGACCCAACCCATAGCAA GTTGGTGTTCTTGGCCTCAT 266

Ad08A11920 Aradu.A08 11920 p2 (AT)10 20 39743584 39743603 TTTGGCTTGATCTTCAATTTTT TTTTTGTCAGATAAATTGGTTCTTC 266

Ad08A11922 Aradu.A08 11922 c (A)11ctttagaaggtaaaacaag(A)10gatgaaaaagaaaaaaaagataatgatgata(ATG)586 39746769 39746854 TCTTCTTTTTCTTTGTTTGATTTTT CCAATTCAACTCCAATCAACA 280

Ad08A11926 Aradu.A08 11926 c (T)12ggggagagagaggggttggggatgaggatgggaatggggaaggaacagattgg(T)1176 39754668 39754743 TTACCGAATACGTTAAATAAAACAAA CCCTCAAACATTTTTCGTTCA 215

Ad08A11931 Aradu.A08 11931 p2 (GA)6 12 39779677 39779688 CGCATCAAAAAGGTTAAAGACA AGATATTTTCATCGGCGGC 184

Ad08A11932 Aradu.A08 11932 p2 (TA)6 12 39780923 39780934 TAACTACCCCTCGTGCCAAC TGTATTAATAGCAACGAACATTGG 270

Ad08A11933 Aradu.A08 11933 c (T)10cttcttcttc(T)1232 39781561 39781592 CCAACAAATATGTGCCCTTCT GAGGTTGCGAGTTCGAGTCT 155

Ad08A11934 Aradu.A08 11934 p2 (TC)8 16 39783760 39783775 TTTTCCCGATCTATTGCATTG AATTTTGAGCTCTGCCCTTG 144

Ad08A11936 Aradu.A08 11936 c (GAT)8gaaa(AAG)543 39789422 39789464 TTTTTCCCTTATTTGTTCCTTTC CCCATCTCCTCATCTTCTGG 253

Ad08A11940 Aradu.A08 11940 p2 (AT)10 20 39799628 39799647 TGTAACCACCTTGCCATCTG TTTTTCGTTCTTGTATATCTCCTTCA 123

Ad08A11942 Aradu.A08 11942 p2 (AT)6 12 39811839 39811850 AAGCGCATTTCCCAGATAAA CCAGCCAACCTCATCTCTGT 193

Ad08A11943 Aradu.A08 11943 p3 (TTA)16 48 39814540 39814587 TTGTGGTCATTTCTCTTCGCT AAATGTGCAAATCTTTGAAAACAA 245

Ad08A11945 Aradu.A08 11945 c (AT)7agatgagctataaaggtagggaatcctattaaatagtttaattatatctttggcatacaaggtctgtttattaata(T)11101 39817783 39817883 TCTTCCACCATTCATCTCCTTT CACAAGTAGGAGTTGCTGGCT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A11946 Aradu.A08 11946 c (AG)9atcgaaagtgaaagagagacaaagg(GA)655 39824961 39825015 CCTGTTTCCAGCATCAATAGC CGCATTTGGTCTCTCTCCTC 234

Ad08A11947 Aradu.A08 11947 p3 (TTA)5 15 39833826 39833840 CGACATTCTGTGTCGAAGTCA AGATGCTCATCTCCTCAATGC 243

Ad08A11949 Aradu.A08 11949 p3 (ATT)6 18 39837427 39837444 CAAACGAAGAATAGCAACCGA GATGCTCATCTTCTCCAGGC 182

Ad08A11950 Aradu.A08 11950 p3 (ATT)10 30 39837864 39837893 CCATCTGTCAATGTAAAACATCA TTTGACACTTTAAATTTTAGCCG 257

Ad08A11952 Aradu.A08 11952 p3 (GAA)5 15 39845459 39845473 CGTCCATGGTTTACTGGACA CCTTAATTGCTTCCAACGGA 254

Ad08A11959 Aradu.A08 11959 p2 (TA)6 12 39867952 39867963 TTGGATGAGTTTTTGCGATTT GGTTAGGTGTCATAAGAAGATGGA 237

Ad08A11960 Aradu.A08 11960 p3 (ATT)5 15 39870298 39870312 TCGTCCTTGTTGCTTTAGGG TACGTCGGTATCGCATTTCA 207

Ad08A11961 Aradu.A08 11961 c (T)12ggtatactttttatatggtatagtagtcttac(A)1054 39878724 39878777 GTCAATCCCAAGTCCCCATT GCACAGCACAGTGCGATCTA 280

Ad08A11962 Aradu.A08 11962 p3 (CGG)5 15 39880276 39880290 CCGGGCTTACATATTGCTGT AGCACTTGCTTCAGACCGTT 189

Ad08A11968 Aradu.A08 11968 p2 (GA)9 18 39894739 39894756 CTCCTGCCCATTTGTCATTT ACGCATTGAAACTACTGGGG 271

Ad08A11977 Aradu.A08 11977 p2 (TA)6 12 39938579 39938590 AAAAGTGAACCCGTGCAAAC TTGCTGGTGTGTAGATCGTTG 136

Ad08A11978 Aradu.A08 11978 p2 (AG)7 14 39941781 39941794 GTGTTAGGCAGCCAAAGAGG TTGCTGGTCTTCGTTTCACA 204

Ad08A11979 Aradu.A08 11979 p2 (AC)6 12 39946508 39946519 ACAATGTTGGGCACTGACTT GCAAACTGACATGTATCTCGCT 222

Ad08A11980 Aradu.A08 11980 p3 (TAA)16 48 39946720 39946767 GGGAATAGCGAGATACATGTCAG CAGGAGAGAAGGATTGTGCC 249

Ad08A11982 Aradu.A08 11982 p2 (TA)7 14 39949924 39949937 GCAAAATTTGTGGATCTTCTTG TTGTTACATTACTACATTTTGCTGGA 241

Ad08A11983 Aradu.A08 11983 p2 (AT)6 12 39950050 39950061 TCCAGCAAAATGTAGTAATGTAACAA CACGTGGCAGGTCAGTAACA 265

Ad08A11984 Aradu.A08 11984 p2 (AG)8 16 39953020 39953035 AAAGTGACACCCAACCTCCC GGTGTTACATCGACCGGGTT 275

Ad08A11985 Aradu.A08 11985 p2 (TG)6 12 39954713 39954724 TCCTCCGTGGGTTAAAGTTG CTCTTCGCACACAAACTCCA 155

Ad08A11993 Aradu.A08 11993 p3 (CTC)6 18 39995244 39995261 CAAGAGGCCAAAGCAAAGTC ACCTCACCAGAAGAGCCAGA 206

Ad08A11995 Aradu.A08 11995 p2 (TG)9 18 40011882 40011899 GCGTAAATTTGAAGGGCAAA CCTTGGGAATGCAGAATCTC 275

Ad08A11996 Aradu.A08 11996 p3 (TAT)12 36 40013194 40013229 GTGGCAAGCCTCGAGTATGT AGAAGGCATAAATTCTTTATTCTATTG 216

Ad08A11999 Aradu.A08 11999 c (TA)6caatacaacatataatattat(TA)849 40049151 40049199 CAAATGCAATTCTCTCTCCCTT TCATTTGAAGTGATTGGTTTTCTT 265

Ad08A12000 Aradu.A08 12000 p3 (ATA)9 27 40050355 40050381 CCTGTCAAAGGAAAGTAGCGA GACAAGCCAAAAATTAATCTGTCA 278

Ad08A12001 Aradu.A08 12001 c (AGA)7aacgtgaatataaatgacttgtatgatttgtatggaaaagcgttatctctttgccttcgatctccttcta(T)10101 40050716 40050816 TTTTACAAGTTGGGTCTAACACG TCGTTCGGGTGTATTTCTGA 206

Ad08A12002 Aradu.A08 12002 p3 (AAG)6 18 40051330 40051347 TGCTGCTGCTTCTTCTTCAA CAAGGTACGTTTCTTGCCTTC 187

Ad08A12003 Aradu.A08 12003 c (AAG)7aaaaagaggc(A)1041 40051495 40051535 GGAGGAAGAGAAGAAAAAGAGACA TTTCTTCCGGCCCAAAAT 256

Ad08A12006 Aradu.A08 12006 p2 (GA)7 14 40060874 40060887 ATGAGAGAGAGGTGGCGAAA CGTCCAACCATCACTGACAC 157

Ad08A12013 Aradu.A08 12013 c* (TAAT)7(TAA)7*t(TTA)1076 40072964 40073039 CAAACTTGGACGGAGATTTCA AGCAACAAGCACATGACCAA 225

Ad08A12014 Aradu.A08 12014 p3 (ATT)6 18 40074041 40074058 CCTAACTATATTTCTCTTGCGCC TGGCTGAGTTGGGTCTTCTT 192

Ad08A12019 Aradu.A08 12019 p3 (ATA)14 42 40087084 40087125 ACAAAAGTTGCTGGCCCTAA GATGTAGATTGGGCGGGTTA 246

Ad08A12024 Aradu.A08 12024 p2 (AT)15 30 40097062 40097091 ACCTGCGAAGTAAAGGCCA AACGTGCTGGATTGCTTTCT 230

Ad08A12027 Aradu.A08 12027 c (T)10aaatttcgaaaatattagagacaaaaaatatattttacac(TTA)668 40102230 40102297 TGAAATTAATGCTGTAGTTGACCTC TTGCGAATATTGCATACCCT 277

Ad08A12030 Aradu.A08 12030 p3 (AGT)5 15 40108049 40108063 GATGCCAAATGTTGTTGTGC TCTCACTTTCCCCCTCTTCC 106

Ad08A12034 Aradu.A08 12034 c (AGG)6aacctgcatgcgc(GAA)546 40112415 40112460 AAAAGAGAAGACGACGACGC GCTTAAAATTCCCAAACAAACG 129
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Ad08A12035 Aradu.A08 12035 p2 (AT)6 12 40117973 40117984 CGCTTAAACGTAGGAGACCAA TTGAAGAGCATAATAAATGCAAAG 262

Ad08A12040 Aradu.A08 12040 p2 (GA)17 34 40126022 40126055 GGATGGACGCTAATTGAGGA CCTAGCCATTTCGGTTGAAG 238

Ad08A12042 Aradu.A08 12042 p2 (TG)17 34 40139379 40139412 TGTAGGTCGAGAGGCACCTT GCCCTTAACTTAGCCTGCAA 276

Ad08A12043 Aradu.A08 12043 c (T)14ggtttttt(G)12 34 40145268 40145301 TGAAAGCTTGATGATTGTCTTG TCAGGCGGAGTGTTGAGAAT 259

Ad08A12044 Aradu.A08 12044 p2 (TA)6 12 40147263 40147274 TCGAATTACACTCAGGCAACA ATATACAACCCTGGCTCGCA 221

Ad08A12051 Aradu.A08 12051 p2 (TC)6 12 40157948 40157959 CTTTTCGCCTCTTCTTCCCT ATCCCGATTCGACACTGTTC 209

Ad08A12064 Aradu.A08 12064 p2 (TA)6 12 40204197 40204208 GTCGGACAATCAAACCAACC CACATAAAAATTAGTTTTCGTCGGT 109

Ad08A12066 Aradu.A08 12066 p2 (GA)10 20 40208888 40208907 TGAAAAATTAGCCGTCAGAGG AACAAATCATGGCTGTGGAA 247

Ad08A12071 Aradu.A08 12071 p3 (ATA)17 51 40218622 40218672 TGAAAAATGGGTATGTGAGTTGA GGGCACACAGACTATCATGC 167

Ad08A12075 Aradu.A08 12075 p3 (AGA)5 15 40233918 40233932 TCCGCCTAGAGAAAAATGATAC TTCCATTGCCACTACTGCTG 145

Ad08A12078 Aradu.A08 12078 p3 (TGA)5 15 40253302 40253316 CGCAAGATTATTTGCCACAA TTATGGAGGCTATGGTTGGC 203

Ad08A12079 Aradu.A08 12079 c (A)16cgtg(A)10 30 40273833 40273862 AATGGATGGGCTTCGAACTT TGATTTGGGGTCATTTTTCC 277

Ad08A12083 Aradu.A08 12083 p4 (TTAA)5 20 40285950 40285969 TCTGGCTTCTAAGGCAGCAG TGCAAGCCTCTTTCATTTTG 202

Ad08A12085 Aradu.A08 12085 c (A)11gaaagaaaaagataaataaaaaaattatataagaagaataagaaaagaaggtgacctgagag(A)1083 40292719 40292801 CGGTCGCTAAGTTGGTCATT TTCAAAAACCTTTAATCGGGT 278

Ad08A12086 Aradu.A08 12086 p2 (AT)11 22 40294501 40294522 GCATCCCCAAGCTCAAAATA ATGTGACCGGGCACTTTAAC 166

Ad08A12088 Aradu.A08 12088 p3 (TTA)13 39 40301135 40301173 TGGGTTTTGACTTTTGACAGAG GAAAAAGACGAAATTCCGCA 275

Ad08A12091 Aradu.A08 12091 c (ATG)12(GAG)5 51 40302833 40302883 CCAAATGAACCGAAAATGGT GGAATTTTGTTTCCTCCTTCC 258

Ad08A12092 Aradu.A08 12092 c (GAA)6a(AAG)5 34 40303050 40303083 GTGTTGTTGGTGACGACGAT TTTTTCCGTTTTCTCCCCTC 165

Ad08A12095 Aradu.A08 12095 p2 (TA)7 14 40312860 40312873 CTAAGCCTTACCTCATGCCG CCAACAATTCTCGTGGGATT 244

Ad08A12101 Aradu.A08 12101 p3 (AAG)7 21 40328467 40328487 TTGTTATCAGGAAAACGAAGAGAA TTTTCGGAACCCACAACATC 271

Ad08A12104 Aradu.A08 12104 p2 (TA)9 18 40334099 40334116 TGTCCAACTGATTCTGTTAATGG TCTCCTTTCCTTTGGAGCAA 279

Ad08A12112 Aradu.A08 12112 p3 (AAG)5 15 40341793 40341807 AAGGAAAAAGAAGAAGAAGATGG AGTTGCAGCAAATTTTGGAA 178

Ad08A12120 Aradu.A08 12120 p2 (TA)12 24 40352181 40352204 TCTTCCATCTCAATAAGGGCA AAAGCCGTTGCTTTGGACTA 257

Ad08A12123 Aradu.A08 12123 p4 (AAAT)5 20 40352871 40352890 CGTCCTCATCACTGTCCTCA TCGCATAATGAGGTTCACTACC 185

Ad08A12124 Aradu.A08 12124 p2 (AT)8 16 40363359 40363374 TGCATGAAAAAGATGACGGA TGAAAAACCGAATTGAATAACG 187

Ad08A12126 Aradu.A08 12126 p3 (TTA)5 15 40365852 40365866 AAGGATGACAAAGGAAAGGAAA AACTTGCACTATCCGCAAGG 276

Ad08A12130 Aradu.A08 12130 p2 (AT)6 12 40385389 40385400 CGGGATACATAGATACGCGA TTTTCTGTGTCAACCGTGTCTT 261

Ad08A12133 Aradu.A08 12133 p3 (TAA)8 24 40395467 40395490 TTGAAACAATTCCGTTGAAAG AAAGCCAAACAAATGAACCAA 279

Ad08A12138 Aradu.A08 12138 c (T)10ctttcctaaattcttcatgttatggccacataaaaaagaacaa(T)1063 40423105 40423167 GCTTTGCTCATAGCATGTGG TTTTGTGGACAAAGATGCATTA 148

Ad08A12140 Aradu.A08 12140 p4 (AAAT)5 20 40430092 40430111 TGCTATTGTGTCTGGGGTCA AAAATTGGTTATTATTGAATTAGGCA 183

Ad08A12141 Aradu.A08 12141 p3 (TTG)5 15 40433481 40433495 TCCAGCAGATTGGTGTTTCA CCCCCTTCTTCTCCAAAATC 267

Ad08A12146 Aradu.A08 12146 p4 (AAAT)11 44 40443051 40443094 TTGGTCAATTTTGTTTGAATTTT AGAGAACACCCACCTCCCTT 200

Ad08A12147 Aradu.A08 12147 p2 (AT)6 12 40447543 40447554 TTTCAAAGGTTTGGAGATGTTTT TCAACGTGTACCATTTCATCA 243

Ad08A12148 Aradu.A08 12148 p3 (TAT)5 15 40451689 40451703 TTGATCATTAGACGATGCGG CCCCTGTATATTTCTATCATTGTGC 149
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Ad08A12149 Aradu.A08 12149 p2 (AT)7 14 40457784 40457797 TTTCAAAAAGTCTAAGGAACCG ACCCGATGTTAATGCACAAG 243

Ad08A12156 Aradu.A08 12156 c (AT)9(AG)10 38 40476350 40476387 GGAACTTGAGGAGCGAACAG CGTGTGAACGTTTTGTGCTT 279

Ad08A12157 Aradu.A08 12157 p3 (ATA)13 39 40480055 40480093 GTGGTCACATTGCAACATCC AGAATAGACCATAGTTCCCTCAGA 235

Ad08A12159 Aradu.A08 12159 p2 (TA)6 12 40481351 40481362 GATCACAGCCGTCACACATC TGCAGCTCATTTATCTGGAAA 261

Ad08A12168 Aradu.A08 12168 p3 (AAT)6 18 40497463 40497480 TTATTCTTCCGGCAATGACC GGAATGAAATAATGTAGTTAAACGCA 256

Ad08A12170 Aradu.A08 12170 p2 (AT)9 18 40497796 40497813 TGCGTTTAACTACATTATTTCATTCC GCTAATTACAAGAGTGCGTTAGAAA 280

Ad08A12176 Aradu.A08 12176 p2 (AT)9 18 40510953 40510970 GCATAGTTGCGAATTTTATCTTCA CGCAGATCGGCACAATAATA 250

Ad08A12178 Aradu.A08 12178 p3 (AAT)5 15 40524526 40524540 TCCAAGCAGATCCAAAGCTC TCCTCTATAGTGGCCATAATTTCA 280

Ad08A12182 Aradu.A08 12182 p2 (TA)8 16 40535970 40535985 TGCATTATTGGCCCTCCATA ACCGTCACGGGTATTGTGTC 253

Ad08A12183 Aradu.A08 12183 p3 (AAT)5 15 40537819 40537833 TTTTTCCCATACAATCCGTGA CCCGTGATATGCCAGACATT 262

Ad08A12184 Aradu.A08 12184 p2 (AT)9 18 40539882 40539899 AAATTTGGTGGCTAAACCCC TTTGAATTCTAAATTTGGATGAGA 269

Ad08A12192 Aradu.A08 12192 p2 (AT)7 14 40559727 40559740 CCGATGAAATACGGATGTTG ATCGAACCTAGCTTCACCCA 204

Ad08A12193 Aradu.A08 12193 c* (A)15(AC)7* 28 40566721 40566748 CTGCCCAATTACATGAAGCA TGCATGCAAGCTCAGTTTCT 199

Ad08A12194 Aradu.A08 12194 c (T)11cggttttcagaagatcaaaacatcatagggctaattt(A)1361 40567289 40567349 GTTCTGACTGCGGACCTCTC TGTCACATCAATCTTCTCCGTT 233

Ad08A12199 Aradu.A08 12199 c (T)10ctttggcaaaaaacagtattaagattttatttttttggtgactgaaaaacagtactaagattgtttgactgcagttaagttattt(A)11106 40576372 40576477 TGAAAATGGCGGGAAGTATC ATGGCCTGTTGGGTCATAAA 271

Ad08A12203 Aradu.A08 12203 p3 (ATC)9 27 40584335 40584361 TCATCACAACCACCATCACC TCCGAAACAAAAATAGTACCGAA 185

Ad08A12204 Aradu.A08 12204 p4 (AAAG)5 20 40584546 40584565 AAATACGAGCAACAAAAACAAAAA TGACAAATTTTTGTTAGGAGGG 254

Ad08A12208 Aradu.A08 12208 p2 (TC)8 16 40605040 40605055 CATGAACTCGTCACCGTTGT TTGGAATTTCAGATGTTTCTTCT 175

Ad08A12209 Aradu.A08 12209 c (T)12gtaatttagccgtaaa(T)1240 40605379 40605418 TCCTTTTTCTACTTGGTGCCAT TTGATCCAAACGTTGAGCAC 209

Ad08A12210 Aradu.A08 12210 p2 (CT)6 12 40608304 40608315 TTGGGATGTCCCAGGAGTAG ATCGTCCTCGTAGTCGGGAT 100

Ad08A12215 Aradu.A08 12215 p2 (CT)17 34 40617039 40617072 GGAATGGGCTCAATATCCAA AATGGAATCAGGGCACAACT 246

Ad08A12219 Aradu.A08 12219 c (A)11tgcaatttggaaacatggtatgaaaatatggcgaattcagaagcaaataaatctaaaataaaat(A)1085 40628931 40629015 GGCTGATTCTGGGTTTGTCT GGAGAATGGAAGCCTGATGA 274

Ad08A12220 Aradu.A08 12220 p4 (AAAC)5 20 40629726 40629745 AATCCGGAAACTGAAAGTGC AAAACACTAACACCGCACCC 234

Ad08A12224 Aradu.A08 12224 p3 (ATC)6 18 40637061 40637078 GCCCCACATGAAGCAAAATA CGGGTATGGAACTCCTGAAA 275

Ad08A12229 Aradu.A08 12229 c (T)10aattgagtccttacacaa(T)1038 40653458 40653495 TTCTGTTGGTTTCTATAATTTTGTGA TGGTTTTTAGAGCTAATTTTGCG 274

Ad08A12231 Aradu.A08 12231 c (T)10cttccaccaattgc(T)1034 40659282 40659315 TGTCATCGTGATTTGCTTCC ATGCGATCATCACAAACCAA 277

Ad08A12232 Aradu.A08 12232 p2 (TA)6 12 40660324 40660335 GCTTGAGCTTGGAATTGAGC TGGGAACTCACAATTTTCTTTG 234

Ad08A12234 Aradu.A08 12234 p3 (CTT)5 15 40666225 40666239 TTCTTCTCCCTCTTCCTCATCTT TGCAGCATTATGTGCTTCTTC 186

Ad08A12237 Aradu.A08 12237 p2 (AT)8 16 40673490 40673505 GCGTTTAGATTTTATCCCAAAA TGATGTACGTATAATTTTCCTCTTCTT 280

Ad08A12240 Aradu.A08 12240 p3 (ATA)21 63 40677750 40677812 CCTATTTATTGTGAGTCCTAGACACG TTCTCACGCATCAAATGTCA 196

Ad08A12242 Aradu.A08 12242 p4 (ATAC)8 32 40681769 40681800 CCACACATCCATGGCATAAA GTTTTCGGGACTGTTTTGGA 236

Ad08A12243 Aradu.A08 12243 p4 (ACAT)5 20 40685725 40685744 TGGCATAAACACAACCAACAA TGGATGCTCATCTTCTCAAGG 270

Ad08A12244 Aradu.A08 12244 p3 (ATT)5 15 40688171 40688185 TTTTGGCTGATAAGCTTTTGG GCGAGAGAAGGGAGTGAGAA 242

Ad08A12247 Aradu.A08 12247 p2 (TA)6 12 40702371 40702382 GCAAAAATTCATTTTGTCATGG GCATCGCATGCTTACTTTCA 213
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Ad08A12248 Aradu.A08 12248 c (TG)8cgcgcgctgtttgtgttggaaattagtgtcttaagggatttgttttaaatttacaatacaatatata(TG)9101 40709572 40709672 TGACACTATTTGGGTGTACCG CCCAAATTGCGTGCTTACAT 273

Ad08A12250 Aradu.A08 12250 p3 (GGA)5 15 40716748 40716762 GGAAGACGCCAAAAACTCAG CTCCTCGTTTCAATCACGGT 212

Ad08A12253 Aradu.A08 12253 p4 (TACA)6 24 40721388 40721411 CCACACATCCATGGCATAAA CGGGACTGTTTTGGAAGTGT 227

Ad08A12257 Aradu.A08 12257 p2 (CT)7 14 40727881 40727894 AGCTCAAACCGTGATGCTCT AGTCACTGAGGGTGGGAGG 199

Ad08A12267 Aradu.A08 12267 p4 (ACAT)5 20 40751706 40751725 CCATGACATAAACGCATCCA AAGTGTGAACTTGGGTGAAGAA 191

Ad08A12269 Aradu.A08 12269 p2 (AT)6 12 40762128 40762139 GATAACGATCGAGGACACGG CCCAAGTGAACATGAGGGAT 270

Ad08A12274 Aradu.A08 12274 p2 (TA)9 18 40786508 40786525 GGAACTCGTGAAATCTCCACA TGCTGGCATCTCTTTTTCTTT 278

Ad08A12275 Aradu.A08 12275 c (A)12gaaaaagagatgccagcaaggcttggagccgccgtcgccatcgagaataagaaccagagg(GA)684 40786713 40786796 AAATTTTATTACCAAATTACCCTCATT ACGCTCATTGAGAGCTGGAT 233

Ad08A12276 Aradu.A08 12276 p3 (TTG)5 15 40787377 40787391 AATCCATTGTTCTTCTGCTTCT CTTTCTTCTCCATCACAACAACA 252

Ad08A12278 Aradu.A08 12278 p3 (CTT)8 24 40790783 40790806 CCTAGTTGGACCCTTCCCTC GCTATCGAAAGCTCTGGCAC 235

Ad08A12279 Aradu.A08 12279 p3 (GAA)7 21 40792517 40792537 AAATTTCCAGCACGTCCAAC TCATCCAAACTCCTTCCTGG 223

Ad08A12280 Aradu.A08 12280 p2 (TA)10 20 40793932 40793951 GCAAAAATTCATTTTGTCATGG TTTCATGATCAGCACCAAAAA 223

Ad08A12281 Aradu.A08 12281 p2 (TA)6 12 40796273 40796284 TATGGCGGATCAGTGGTGTA TTCCAACACAAACAGCGGTA 214

Ad08A12289 Aradu.A08 12289 c (A)14caaatgtgcaaatctttgaaaacaaatgtcataacttgaaaaacaaaaaaatgaaacttttttttaaataaaattgatattttatgtt(A)11113 40812907 40813019 ACCGAAATGGAAGCAAACAT TTCTCTCTTGTGGTAATTTCTCTTCA 277

Ad08A12291 Aradu.A08 12291 p2 (GA)8 16 40815977 40815992 AACTCCGTCACTGTTGACCC TCAACGACTCTGCTCCTCAA 244

Ad08A12292 Aradu.A08 12292 p3 (TTG)5 15 40817609 40817623 TGCTTCTATTTCTGCTTCTGATTC ATTTTGTTCGTCCCCAACCT 255

Ad08A12297 Aradu.A08 12297 p3 (CCT)5 15 40828263 40828277 TCGGCTCAAAAACATTTTCC GACGGAGAAGGAGGGGTAAG 197

Ad08A12298 Aradu.A08 12298 p3 (CTC)5 15 40828456 40828470 TACCCCTCCTTCTCCGTCTT TAGAATGGAGCGGCAGAGTT 151

Ad08A12306 Aradu.A08 12306 c (A)11tttaagtaaaatt(A)1135 40858822 40858856 TGCACTTGAAATGCTTCCTG AGGTTTAAATAAGCTTTTGATTCG 275

Ad08A12307 Aradu.A08 12307 p3 (TTA)6 18 40860607 40860624 CCAATGGCCTTTCAATGACT AAAAATCAGAGTTGCCCCCT 154

Ad08A12312 Aradu.A08 12312 p3 (ATT)5 15 40876915 40876929 ATAAACCATTCGGTGCAAGC AAGAATTGGAACTGATCAAGAAAAA 169

Ad08A12317 Aradu.A08 12317 c (T)14ggcatatgtattctatttcttaat(A)1048 40885834 40885881 TTTCATGTGGGGAGGAAAAC GGAGAGAGACATAAATTTTCTACCAGA 266

Ad08A12318 Aradu.A08 12318 p3 (AAT)6 18 40887259 40887276 ATGCAACAATAGGTGAGGGC CATGCAAAATTTCAAGTGCAG 161

Ad08A12324 Aradu.A08 12324 p3 (AAT)5 15 40904849 40904863 CACTTAGCTCCAAGCCTCCA GGGTTCTCTGCCATGCTTAC 219

Ad08A12325 Aradu.A08 12325 p3 (ATT)5 15 40905599 40905613 GAGGCTACTCATGCAATCATCA TGGCTAATTGGGAGAGATGG 274

Ad08A12332 Aradu.A08 12332 c (AC)8aacgca(CT)838 40915933 40915970 TCGCCATCATTCTTCTTTCC TAAAAATTGATGGCCGGAAT 230

Ad08A12335 Aradu.A08 12335 p3 (TTA)5 15 40926981 40926995 CCACCATGTCTCCTCTCCAT ACCAAACCTGATCAAACCCA 188

Ad08A12337 Aradu.A08 12337 c (A)12ggaaggaggaaaaaaaagcat(A)1043 40933514 40933556 AAAAGAGAGAATGGAAGCTGAG AGTCTTGCATTACAGGGCGT 256

Ad08A12340 Aradu.A08 12340 p3 (AAT)5 15 40945361 40945375 CCTCCGAATTGATCTTCAGC GGCAACCAAGACCAAACATT 215

Ad08A12341 Aradu.A08 12341 p3 (AAT)19 57 40945778 40945834 AACCATCTCTGCATCCAACC GAGTAAATACCCATAACCGCCTT 274

Ad08A12342 Aradu.A08 12342 p3 (CCT)5 15 40952252 40952266 TTTGATTCTGAATTTGCCCC GGGTAGGACTAGACGATTGGG 276

Ad08A12346 Aradu.A08 12346 c (AG)7g(GA)6 27 40969740 40969766 ACAATTTCTTTCACCGCCAC TACTACCTCCGACGACACCC 274

Ad08A12348 Aradu.A08 12348 c (A)10catttaaattttctgaaagaaaaagaaaaagaaaaaaacaaaactaaagtatagagagagagggg(GA)687 40973176 40973262 TGTACAAACCCCACCACTCA CTTTGCCTCTTCTCCACCAC 227

Ad08A12349 Aradu.A08 12349 c (A)10catttaaattttctgaatgaaaaaggggaagaaaaaacaaaactaaagcatagagagagagatggga(AG)995 40976672 40976766 CATTGTACAAACCGCACCAC CTCTGCCTCTTCTCCACCAC 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A12352 Aradu.A08 12352 p2 (AG)6 12 40987877 40987888 TCTTTCACTGCCACCAACAA TTCACGAGAGTGACGACAGG 210

Ad08A12353 Aradu.A08 12353 p2 (AT)7 14 40989038 40989051 CATAAAGTTGAGGTGGCAAGG TATATTTGCTTTGGGCGGTT 233

Ad08A12357 Aradu.A08 12357 p2 (TA)6 12 41005467 41005478 CGTATAACGTTGTTCATTTTCCT TTTTAACATTAACGCTAAGCAATG 216

Ad08A12360 Aradu.A08 12360 p3 (TTC)5 15 41023583 41023597 CATTGCACCTAGTGGCTGAA TTTGTTTTGTCTCGTGCCTG 134

Ad08A12364 Aradu.A08 12364 p3 (TTC)5 15 41031491 41031505 CCCTTTCCCCTAACAACTCC GATCAAGTGCGACGAAGTCA 243

Ad08A12365 Aradu.A08 12365 p2 (AT)8 16 41033914 41033929 CATTCATCTATTCAGGGACATCA TTCCGACTATTTTTGTGCAATG 272

Ad08A12367 Aradu.A08 12367 p3 (CAT)5 15 41041615 41041629 TCTCTGATCCCGAAACCAAC GATGGTGTTGAGGATGCCTT 215

Ad08A12368 Aradu.A08 12368 p4 (AATA)7 28 41045451 41045478 AATTCAAACCGTACCGCAAG TTGACTTTTAACAAACCATCAGG 233

Ad08A12371 Aradu.A08 12371 p2 (GA)10 20 41053049 41053068 ACGACGAGAGAGAAACCACG GCTCACACTCTCACACCCAA 185

Ad08A12372 Aradu.A08 12372 p3 (AAT)5 15 41053201 41053215 TTGGGTGTGAGAGTGTGAGC GCGGTTGTTATTGGTTCGTT 259

Ad08A12375 Aradu.A08 12375 c (A)13ctattttggcaattctctgaaatatgcagtgaatattcaattttaactaacgatgaactacc(A)1085 41058500 41058584 TTTGTGGCTACCCTTCCAAC AAAAAGGAATGTGTTACATCGTTAG 227

Ad08A12377 Aradu.A08 12377 c* (CA)8(ACAT)15* 73 41063825 41063897 AGCAGTCCATCTCACAGGCT AATGCGCTTTTATTTTTGCG 279

Ad08A12379 Aradu.A08 12379 p2 (AT)8 16 41069791 41069806 AAGAGGAAACCCAACCCATC TCCAGGACTTCCTGAACAGC 214

Ad08A12380 Aradu.A08 12380 p4 (TTTA)6 24 41075299 41075322 GCCTGGTAATGTCACGCTG TCAAATTAAAATTTTTCACCTCAA 251

Ad08A12381 Aradu.A08 12381 c* (TTTA)7(TTA)8* 49 41075640 41075688 CAATAATTTAATTGGTTCGATTTTGA GTATGGGAAAGCAAAGTCCC 208

Ad08A12388 Aradu.A08 12388 p3 (TTA)5 15 41091905 41091919 TTGCATTTTACAGATAAGACATGAA AAAAATTTGGTGATAAAGTAGAACAAA 225

Ad08A12389 Aradu.A08 12389 p3 (TAA)7 21 41097441 41097461 CATGCCACGTGATTTTTAGC AACGATCGGAATCACACCA 237

Ad08A12393 Aradu.A08 12393 p3 (TAT)10 30 41105155 41105184 CCTTTTGTTGAGCTTAGCTTTG TTAGTAGAACTAGCAATGAATAACGC 163

Ad08A12394 Aradu.A08 12394 p3 (TAT)10 30 41106004 41106033 CGTACGAAGGTATGGTTTTGG AGTAGAACTAGCAATGAATAACGCT 278

Ad08A12396 Aradu.A08 12396 p2 (CT)6 12 41111848 41111859 TTGCCAATTAAGTGATAGCCG TAACTTGACGCAACTCGTCG 246

Ad08A12401 Aradu.A08 12401 p2 (AG)9 18 41132783 41132800 GCGTATGCAGATGCAACAAG TGCCATGTAAGGTGCATGAT 157

Ad08A12402 Aradu.A08 12402 c (AAC)5accatactaccacaaccaccatcaacaccaacaccaccact(ACC)674 41134077 41134150 CTCACTGCCACCATCAACAC AGTTGCTGTTGTTTGGGCTT 223

Ad08A12403 Aradu.A08 12403 p2 (AT)8 16 41144624 41144639 AAAAAGGACATTAATAATCCGAAA GCAGCCTAGGGTGTTAGGTG 223

Ad08A12406 Aradu.A08 12406 p3 (GAT)5 15 41161943 41161957 AATCATAGTCATCGGCGGAG CCCTTCCCTTCTCTGCTTTC 232

Ad08A12411 Aradu.A08 12411 p2 (TA)7 14 41167561 41167574 TCTCCATTAAAAATTCATATCGTTTG CTCTTGTCAAACTTGGATGGAA 265

Ad08A12412 Aradu.A08 12412 p3 (AGA)8 24 41173792 41173815 GACAACGAAGTGTCAGGGGT CGAAAGAACCACAAGATCCAA 245

Ad08A12414 Aradu.A08 12414 c (CAC)5taccaccactaccaacaccaaccaacaccaacaccaagaacatcaaacaacagcaacaacaccataccaccacaaccgccatcaacaccaa(CAC)6124 41176767 41176890 TCATCATTTCCCGCATTCTT GTTGGTGTTGGTTGGTGTTG 280

Ad08A12415 Aradu.A08 12415 c (T)10(A)10 20 41181933 41181952 CCCATTTAATTGTCCCCACA AATAAATGGAAACGGGGACC 277

Ad08A12416 Aradu.A08 12416 p2 (AG)14 28 41184371 41184398 TCAACAGGAACACCCAAACA TCGCTTTTCTCTCCCTCTCA 258

Ad08A12418 Aradu.A08 12418 p2 (AT)6 12 41197694 41197705 CCTCCGATCTCGTTCTTGAC AACTGAAAATGGCTCCCAAA 156

Ad08A12422 Aradu.A08 12422 c (T)12gggttgattaaagataaaagaaaactaacaacaaagat(A)1262 41220337 41220398 AGCAACATTGCTCGTTGCTA AAGCTTTGTTGAATGCGGAC 259

Ad08A12423 Aradu.A08 12423 p3 (CAA)5 15 41227173 41227187 ACAAGACCACCACCATAGCC CGGTTATGAGGGGGAAGATT 131

Ad08A12424 Aradu.A08 12424 p3 (CAC)6 18 41227347 41227364 AACAACGTTCACCATGACCA ACCGTCTCCGTTGTTGTTTC 153

Ad08A12425 Aradu.A08 12425 p3 (ATA)5 15 41230362 41230376 GCCTTCATTCTCTTTTGCCA TGTCCCTCCTCCTTTGATTG 139
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Ad08A12426 Aradu.A08 12426 p3 (TCC)5 15 41237443 41237457 CTGAAATTGGGAGCTCTTGG AGAAGGTCGCCATTTACCCT 229

Ad08A12434 Aradu.A08 12434 p3 (TAT)16 48 41270888 41270935 AAGGCTAGGGCTCCATGAAT TGCCCACCCCTTAATACTGA 206

Ad08A12437 Aradu.A08 12437 p3 (AAG)5 15 41275295 41275309 CGATGAAGAAGAACGTGCAG TCAAAACACGCTTTCAACCA 166

Ad08A12438 Aradu.A08 12438 c (TCT)13tat(TCTTCC)5(TCT)690 41282047 41282136 AGCGCTACACTCAGAACGGT TCAGAAACCATGAAAATCGAAA 180

Ad08A12440 Aradu.A08 12440 p3 (AAG)5 15 41282827 41282841 CGATGAAGAAGAACGTGCAG AAACACGCTTCCAACCATTC 163

Ad08A12442 Aradu.A08 12442 p2 (AT)8 16 41293009 41293024 TGTGTGACATTTCACCTTTTCA TTGGTTACTTTTCGTCAACGATT 220

Ad08A12444 Aradu.A08 12444 c (A)10caccgttactaccttcatatcaaaaacaaaaaatgtggtgttgcctccatgcgaatgtc(A)1382 41293619 41293700 TCTCACAAATCAAACGATCCA TCCCAACTCCAATTTCTCGT 280

Ad08A12445 Aradu.A08 12445 p3 (TAA)13 39 41294334 41294372 TGAATCATTTAACAAAACAAGACCA AAAAATAGAACATTGTGATGTTTAGGG 270

Ad08A12446 Aradu.A08 12446 p3 (AAT)10 30 41295082 41295111 ATTCGGCTCTTCCAGATCCT CCTTTCTCCCTCCAACATCA 187

Ad08A12453 Aradu.A08 12453 p4 (TATC)5 20 41314013 41314032 GCATTAATTTCATAATTTCACGCA TGTCAAGGATTCATTGTGTCA 221

Ad08A12458 Aradu.A08 12458 c (TTA)5(TTG)6 33 41326853 41326885 GCTGCTTCACAAATGAGCAA TGAATTCAAATTTCCTTCAAACAA 258

Ad08A12459 Aradu.A08 12459 c (ATT)5atatatatacc(AAT)541 41327188 41327228 ACCAATTTTAAAAGACCGAATCT TCGTGAACCCTGCAATATCA 259

Ad08A12460 Aradu.A08 12460 p6 (GATGAG)5 30 41329298 41329327 CTCGGGTTCACACTTCCTCT GGTCTTCATCTTCGTCCTCG 258

Ad08A12463 Aradu.A08 12463 p2 (TA)6 12 41338264 41338275 GCTCTTTCTCAATTCATATCGCA GGAGATTGTGGGAACATTGG 209

Ad08A12468 Aradu.A08 12468 c (T)10ctttttcatttttaccctctttgtattgaaggtacatgtttggaaaaagaaaaagcatagcagatatgttaagactaatttttta(T)10atttttcttctttaccgagtttagtcatagaatcatagatcaatgtactatatacccctttataggacaagttaatttcagggtaagg(T)10203 41347068 41347270 GAGGCAAGTGCTAACATCCC GCACTGTGGTACTAGCCCAA 280

Ad08A12471 Aradu.A08 12471 p2 (AC)6 12 41350027 41350038 AGCCAACTCCACACACACAG AGCCGCTTCAATTTTGTGAT 252

Ad08A12488 Aradu.A08 12488 p3 (TGG)5 15 41383080 41383094 CGGAAGATGGGGTTTGTATG CTGCTAGGAATCGGTCGAAG 233

Ad08A12494 Aradu.A08 12494 p2 (GA)6 12 41415064 41415075 AAAAACAATGCCAAAAAGCG ACCGAAACTATCCCGTTCCT 246

Ad08A12497 Aradu.A08 12497 p2 (TA)6 12 41419385 41419396 GGTTCACTCTCCAAGCTCCA CTCTTGCCAACAGCCACATA 240

Ad08A12498 Aradu.A08 12498 p3 (TTA)6 18 41423681 41423698 TGCTGAAAATTCCACCACTC CCGCAAAGCAAATATCTTCA 227

Ad08A12499 Aradu.A08 12499 p3 (ATA)6 18 41427270 41427287 AATGATGTCGACAAGAGGGG ACTCTGGCCATGTTCGTTTT 253

Ad08A12500 Aradu.A08 12500 p2 (AT)6 12 41430629 41430640 TCGAAAGAAAAATATTTGTGAAACA TCGACTATTCGGTCCAGTCC 207

Ad08A12501 Aradu.A08 12501 c (T)11atttattgag(T)1031 41433935 41433965 TAATTCAAGACTCGGCTGGC TCATCACAATGCTCCAAGACA 277

Ad08A12503 Aradu.A08 12503 p3 (ATA)6 18 41436552 41436569 GAACTCTTCTCACACGCCAA ACTCTGGCCATGTTCGTTTT 211

Ad08A12505 Aradu.A08 12505 p3 (TGA)7 21 41448860 41448880 TGTGTTTCTTCTTCTTCTTTGTTTG TCATCTTCTGCTGCTGCTTC 176

Ad08A12506 Aradu.A08 12506 p3 (TTA)5 15 41455744 41455758 GTACCCCAAGGCACATTGTT TCCTTGCCATTTTTCTTCAAA 276

Ad08A12508 Aradu.A08 12508 p2 (TA)6 12 41466681 41466692 TCGCAGGTCAAAGGAAACTC TTGGTCATAGAATTATTAAAAAGGACA 244

Ad08A12511 Aradu.A08 12511 p2 (AT)8 16 41486865 41486880 TCGAACACATCAAAGTGAGACC TCTTTCATTCGGTCATGGAA 273

Ad08A12514 Aradu.A08 12514 p2 (AT)6 12 41502587 41502598 AGGATTTCAGTTTGCCTTGG GGGATTTGGGATACGTGTTG 195

Ad08A12516 Aradu.A08 12516 p3 (TAT)20 60 41507747 41507806 AAAGGGTTTGGATTGGGAAG GCTGCGCTGTTTTGTTGTAG 252

Ad08A12518 Aradu.A08 12518 p2 (AT)8 16 41515823 41515838 CAAAATGACGTGCTTGTGCT TGTTATTTTCTATTAGTGGATTTTGC 267

Ad08A12519 Aradu.A08 12519 c (AT)11ag(TAA)1363 41520248 41520310 GCAGCACTAGCAGACATGGA TGCTCAGAGCCTTAGACCTTG 217

Ad08A12526 Aradu.A08 12526 p2 (TC)6 12 41554086 41554097 TGTGGGGGTTGAAGGAAATA AGGAGAGAGAGAGTGGCACG 163

Ad08A12528 Aradu.A08 12528 p3 (CTT)6 18 41564478 41564495 CCTCGACGTAATGGTTGGTT GGAGAAGAAGATCCCGAAGG 241
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Ad08A12537 Aradu.A08 12537 p3 (AAT)8 24 41593146 41593169 AACATTACTGAATGGGCCAAG TGAGAATGGTATGCGAACTTGT 234

Ad08A12538 Aradu.A08 12538 c (A)10tacactgtccattataggaacaaagacaaaagaaaaaggaaatctcctacttcggtaaataccaaatactaac(A)1194 41601365 41601458 TCTAACTCCTCCCCTGGATG GCAAAGAAGCTCTAGCAAGGA 277

Ad08A12539 Aradu.A08 12539 p3 (AAG)5 15 41601867 41601881 TTGGCGATGTTGTTGTTGTT AATGACGTGTGTCGGGGTAT 273

Ad08A12542 Aradu.A08 12542 c (A)11gcaacaattaaatgttctaataaactaaatcttaaactgaaatcctccaatatcttcatcttccatggcatcaa(CAT)5100 41612827 41612926 AAAACATACACAAGGAAAGCTTCA CCTGTTGGATACGTCGAACC 199

Ad08A12543 Aradu.A08 12543 p2 (GA)9 18 41613669 41613686 CGACAGATGCTCCACTTGAA TCGTCACTCACTCCTTTCCC 234

Ad08A12546 Aradu.A08 12546 c (A)10c(AT)9(AC)845 41625672 41625716 CGTATGTCGGCCAACTTTTT TGCACTCTTTAACCACCGAG 155

Ad08A12547 Aradu.A08 12547 p3 (AAT)7 21 41625888 41625908 CCAAGTTCAAGCCTTCACAA TTGATGTTTGGAACTCATTGC 167

Ad08A12549 Aradu.A08 12549 p2 (AT)6 12 41633862 41633873 TCCAACGATTGAAAATGAAAAA TGGAACATGGCTTGAGAGTG 202

Ad08A12550 Aradu.A08 12550 p4 (AAAT)5 20 41635562 41635581 AGTATCTCCCAGGCCTCCTC TTCCTGTGGATGTGAATCAGAC 198

Ad08A12552 Aradu.A08 12552 p2 (CT)7 14 41646122 41646135 GGGTTTAGGGTTTACAGCCA TGGATGATAAAGGTGCGACA 271

Ad08A12553 Aradu.A08 12553 p3 (CCA)5 15 41646712 41646726 CTCACAACCTTCGCAACTCA GTTCTCCGAGATTGTTGGGA 187

Ad08A12554 Aradu.A08 12554 p3 (CCA)5 15 41647152 41647166 ATTCACTACCACCGCCTCAC GACGGTTTGGGACAAGAGAA 265

Ad08A12557 Aradu.A08 12557 p2 (CT)19 38 41656275 41656312 AGTTTTCAAACGTTGGGCAC CCTTTTGGTCATCCTGCAAT 138

Ad08A12562 Aradu.A08 12562 p2 (AT)7 14 41660820 41660833 CAAACTTCTCTTTCTGCTTTTTCA CAGTGAATGAAACTTTAGCCCA 248

Ad08A12564 Aradu.A08 12564 p3 (AAT)5 15 41661830 41661844 CAATAATGACATAATGAGTCTCAACAA CGGATTGGATTTCGGATCTA 279

Ad08A12566 Aradu.A08 12566 p2 (GT)6 12 41672421 41672432 GAGTGCATGGTCTGCTGAAA CTCTCTATCCCTCCGACACG 274

Ad08A12572 Aradu.A08 12572 p4 (TGAA)5 20 41707594 41707613 TACTTCCGTTTTGGGTCTGG TAGAGGGTATTGGTGCCCTG 249

Ad08A12575 Aradu.A08 12575 c (CA)6cg(CA)8 30 41714433 41714462 GTAGGGTTCATCCGGTCGTA GGGTGGTAGAAAGTCAGGCA 249

Ad08A12576 Aradu.A08 12576 p2 (AG)20 40 41715188 41715227 GACTGGAGTGGGGAACAAAA CGCATGACATTATGATTGGG 181

Ad08A12582 Aradu.A08 12582 p2 (CT)6 12 41741307 41741318 ACGGTGTCCCTACCAAACAA ACCAAAGAGAAAACGCGAGA 177

Ad08A12585 Aradu.A08 12585 c (ATT)6aa(TAT)6 38 41769064 41769101 GAATCAAACTACAATGGACCAAA CGTAGGTTGTTTTCATCGCA 259

Ad08A12589 Aradu.A08 12589 p4 (TTTA)5 20 41776205 41776224 CCAAAAGTGGAGACCTTGGA GGTGAGCAAAATAAGTACAGGTCA 267

Ad08A12596 Aradu.A08 12596 p3 (TCA)5 15 41784501 41784515 CTTCTTCTCCCTCCACCTCA TGAATGTAAGTTCATCTTTTTCCAA 226

Ad08A12597 Aradu.A08 12597 p3 (ATC)39 117 41785448 41785564 CCCTCCTCCTCATCTTCTCC TGTGTTTCTTCTTCTTCTTTGTTTG 268

Ad08A12603 Aradu.A08 12603 p3 (TCT)6 18 41802500 41802517 TCAAAAATTTCATGCTCCTCC CGACGGTAATCGGTGATTTT 240

Ad08A12604 Aradu.A08 12604 c (T)10atcttctcttttttattttacattctcataattcttcttattccacttttttaaaaagaataaaaagaaaaacaaaatcaaataaaaaag(A)10110 41810496 41810605 AAATCCAACGGTATTCGACG CATGTTTCTTTCACATCACCG 277

Ad08A12607 Aradu.A08 12607 p3 (AAT)6 18 41825946 41825963 CGAAATAGAAACAAAATAGCACGA TATTTATTTGCACGTCCCCC 192

Ad08A12622 Aradu.A08 12622 p4 (ATTT)5 20 41853955 41853974 CCAAATGCAGACTTTTATGTTCA AGAGCTTTTGCTAACGACGG 208

Ad08A12623 Aradu.A08 12623 p2 (AG)7 14 41861400 41861413 AAGTGACAGAGGCAAGGACAT TTGACTCACTGCTCACTGCC 257

Ad08A12628 Aradu.A08 12628 c (A)10c(A)10 21 41886331 41886351 CAAACATGGTGATGGTGCAT TCGAAGAAATTTGCATGCTG 190

Ad08A12631 Aradu.A08 12631 p3 (AAT)9 27 41891026 41891052 CCACAAACTCACCCAGAAAAA TGCAAATTGAAAACTTTTGGG 189

Ad08A12632 Aradu.A08 12632 p2 (AT)12 24 41892809 41892832 AGGAATGGTGTTGGGTCAAG TGCGATGATTGAAATGATGA 175

Ad08A12638 Aradu.A08 12638 p3 (AAT)5 15 41904448 41904462 GCAGAGACCAACAACAAGCA CGCCCCTAGTTTTAGGCTTC 200

Ad08A12641 Aradu.A08 12641 p2 (TG)8 16 41922686 41922701 TGGAATAACCGCATCCTCTC CCTAACCTTGCTTGTTCCTCC 200
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Ad08A12643 Aradu.A08 12643 p2 (TA)6 12 41931057 41931068 TTTCTAAACCCTAAATTCTCAGCTC GCTTATGACCAAATGGACCAA 269

Ad08A12646 Aradu.A08 12646 c (T)12a(ATT)5 28 41939026 41939053 TCGTTTTACATGTAGCGGGG TCCTTGAACAAAGGAGGATGA 250

Ad08A12650 Aradu.A08 12650 p3 (TTA)6 18 41947263 41947280 AATGGTGGTGAACTTTGGGA TCTCGAATAACAAAACAAAGCAA 244

Ad08A12654 Aradu.A08 12654 p2 (AG)6 12 41955788 41955799 GACGATGTGGAGAAAGAGGG CCTAATTTCGAAACCAAATTGC 258

Ad08A12658 Aradu.A08 12658 p3 (CTT)5 15 41958502 41958516 TCTATCGCTGTTTTCCCACC TGACAATGAATGCGAGGAAA 266

Ad08A12662 Aradu.A08 12662 c (T)11gtttcttgtaactatattaatgaattcaattgtgatataatgactaataagtgataaattgttaataattaatg(A)1095 41980707 41980801 TGGAATATTTTATTATTGGTTTGGTT TTCAACCGTAATCTAACCCGA 279

Ad08A12665 Aradu.A08 12665 p3 (TCA)5 15 41986843 41986857 CCTTCGAGGTCCATCCTCTT AGAGATGGAGCAAGCCGTAA 258

Ad08A12671 Aradu.A08 12671 p2 (AT)7 14 42004670 42004683 TGCATAGCAAATATTTTGATCTTTT TGTGTATGTGGAGCCTCTCG 215

Ad08A12675 Aradu.A08 12675 c (A)10ggtaaaggtttagggatttaatggga(T)1046 42011352 42011397 CAGAACCGTAAAATCGGGTG TTTGTTTTGTTTGGGTCAGATG 115

Ad08A12683 Aradu.A08 12683 c (A)10gcaaagaac(A)1029 42034671 42034699 TTTTCGATCTTGCTGTTTTTG TGAGGAATGATGTTGCTGCT 140

Ad08A12685 Aradu.A08 12685 p2 (AG)6 12 42037865 42037876 AATATCCGGGCATAGCGAAT TACTCATCCCCTTACCGTCG 177

Ad08A12697 Aradu.A08 12697 p2 (TA)8 16 42073942 42073957 GAAACGATGCATACATTAAGGAAA CATCACTTGGACATGAGAGACA 231

Ad08A12698 Aradu.A08 12698 p3 (TTA)6 18 42074844 42074861 CCATTTGCCCTTCTTTTTGA TTGACCAACTGAACCGAACA 249

Ad08A12700 Aradu.A08 12700 c (A)10gtgaattataaatgagtcatgagagtcacctaaacataactttaaaatggaaaatgtaccaataatactttttaaagatc(T)19109 42076601 42076709 TGAGATAGAAGATGAATATAAACGCAA GTTCATGTCCCAGCCAATTC 274

Ad08A12703 Aradu.A08 12703 p4 (ATTT)6 24 42078394 42078417 TCTCTCATTGCAGCCTTTGA TTGTTCTTTGTGCTTTCCCC 132

Ad08A12707 Aradu.A08 12707 c (T)10aatctgaatcta(TTG)640 42082594 42082633 CCTCTGCTTCTTGCTTCGAT ACAGCATCCAGAAGCAATCC 239

Ad08A12708 Aradu.A08 12708 p3 (AGA)5 15 42082907 42082921 TCTGTGATTGTTGTGGTTGGA CCCAGTTCACTCCACCAGTT 229

Ad08A12709 Aradu.A08 12709 c (T)11ctcaattaattgtttggtttgaa(T)1448 42084707 42084754 GGGTACATATTGTCACCCCCT GATGAAAATTCGGGTTTCTGA 257

Ad08A12713 Aradu.A08 12713 p2 (AT)6 12 42105046 42105057 TTCAAATTGAGTCAGTTCAATGG TCAAAATTGTTCTTGGTCATAGG 170

Ad08A12715 Aradu.A08 12715 p3 (TAA)6 18 42114657 42114674 TTTTTCACCTCTGCACACAAA TCTTTTTCTTGTTCTCTTTTTCCC 218

Ad08A12716 Aradu.A08 12716 c (A)10gtaactagtctatagtacaagattgatctga(AT)653 42116441 42116493 GGATCCGTTACAAAAATTGGA GGCTCACCAGTGAGGTCTTT 249

Ad08A12719 Aradu.A08 12719 p2 (TG)8 16 42120637 42120652 TGATAACGTGTGTGGACTCTCA CCACATGTTACACAATGCCA 272

Ad08A12723 Aradu.A08 12723 p2 (TA)7 14 42133267 42133280 TCTAGCTCTGCAACAAGAGGTG AACCAGCATCATCACAGCAA 269

Ad08A12724 Aradu.A08 12724 p2 (AT)9 18 42133408 42133425 AGCTCTGCAACAAGAGGTGA AACCAGCATCATCACAGCAA 266

Ad08A12726 Aradu.A08 12726 p2 (AT)7 14 42135884 42135897 TGATAAGCTTGACCACCAAGG TGCATACTTGTGAAGGATTTGAA 255

Ad08A12727 Aradu.A08 12727 p2 (AC)6 12 42136052 42136063 CATTCAAATCCTTCACAAGTATGC GTTGATGCCATGGATGATGA 175

Ad08A12731 Aradu.A08 12731 p2 (AT)7 14 42143671 42143684 CGACGAGGCTTTTACAGAGG TTCTTGGTGACTGTGATGTGTG 189

Ad08A12732 Aradu.A08 12732 p2 (AT)9 18 42145917 42145934 ATTTGGGAAGATGAACAACG GAAATTTATTTTCCATATCAGCATGT 280

Ad08A12737 Aradu.A08 12737 p3 (TTA)12 36 42166245 42166280 CGGACTCTCTGCCTCATTTC AAATTTGATGCAAATCGAAAAA 198

Ad08A12738 Aradu.A08 12738 p3 (ATT)5 15 42166642 42166656 TTTGGCAAATTTTAGAGATGAAAA TGCAAAGTTTGTGAAAAATAAGGA 267

Ad08A12739 Aradu.A08 12739 p2 (TA)6 12 42167844 42167855 CGAATTACATCGAAGGAATAGCA ATACAGCTCCGGCTCATTGT 232

Ad08A12740 Aradu.A08 12740 p2 (TA)11 22 42181556 42181577 ATACAGCTCCGGCTCATTGT CATGGAAGGAATAGCATCAAA 235

Ad08A12742 Aradu.A08 12742 p2 (AT)6 12 42186935 42186946 GTGCTGCAGTAGCCATAGCC ATATTTTGATGAACCGGCCC 100

Ad08A12743 Aradu.A08 12743 p3 (TTA)7 21 42187571 42187591 AGCTCGACTCGACTAAGCCA GGGGGAAATGAGGATTATGAA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A12747 Aradu.A08 12747 p3 (TTA)13 39 42192537 42192575 CATCACCCACCACCTCTTCT ACGGAATTTGCACGATACCA 246

Ad08A12748 Aradu.A08 12748 p3 (AAG)6 18 42199250 42199267 GCAAGGAATCAGTTCCCTCA GCCGGGCTATAAGTGTTTTT 233

Ad08A12753 Aradu.A08 12753 p2 (TA)6 12 42203850 42203861 GCACAATTGAGGAGGACATTC TGAGTTATTAAGTTGGTAGCTGATTTT 280

Ad08A12754 Aradu.A08 12754 c (A)10ttggtgcagggacctaattaaaagaaaaaaaagtatagaaatttaattaaaattttcgttaaactatagggaccaacaatgtaattaaacc(TTA)5116 42204594 42204709 TCAATTACTGCTAAGAGGGACC AATTTTATATTCTAGACCCTCCAAAAA 259

Ad08A12756 Aradu.A08 12756 p3 (AAT)12 36 42206780 42206815 TTCAATGCTGAATCCAAAACC TCGATTAAACTATAGAGATCGACAAAA 259

Ad08A12759 Aradu.A08 12759 p6 (TAATTT)5 30 42220354 42220383 TCGAATTTGGGTCACATCAA GGGCCAAACAAGAAATTGAA 274

Ad08A12760 Aradu.A08 12760 p2 (AT)8 16 42222007 42222022 AACACTTTTGGAAAGCAGGG CGTAGGTCGTGACTAGTGGCT 109

Ad08A12762 Aradu.A08 12762 p4 (ATAA)5 20 42225732 42225751 CGCACAGCGATAGATAATGC TTGAAGTGTGGGACTATTTCAGA 144

Ad08A12763 Aradu.A08 12763 p3 (TTA)5 15 42228025 42228039 CATTCTGAACTGTCGGGTGA AGATGGTTAGGCGTTGATGC 249

Ad08A12765 Aradu.A08 12765 p3 (TAT)16 48 42230227 42230274 GACACGTCTTCGAATTAGGATTT GTACATTCAAAGATATGAGAATTTCG 187

Ad08A12771 Aradu.A08 12771 p3 (TAA)14 42 42240606 42240647 ACATGAATGGTTATCCAAAAGAA TAGGGTCCTTTTGGCACTTG 175

Ad08A12773 Aradu.A08 12773 p3 (TAA)6 18 42249701 42249718 TCACTTTTCATTTGTTTGTTCCA GCGAAGCTTCTCATCCCTC 252

Ad08A12774 Aradu.A08 12774 c (A)10ccgtttttcttgaaacag(T)1038 42249932 42249969 GAGAATGGAGGGATGAGAAGC GGAAATTCGAACCCGTAACC 203

Ad08A12777 Aradu.A08 12777 c (AT)7gggtttagggtttaggaataagtagtaacatggagatgaaaaaagtttgtgaagtgatgatttaggtatgaagaggtagggtga(AT)6110 42256105 42256214 TTCCTTTCACCCTAGATGTTGTT ATTGGGTCGCACTTTCAAGA 277

Ad08A12781 Aradu.A08 12781 p3 (TAA)5 15 42269489 42269503 CAAAACGCTCTTATCTGATACTAATG TTATGCCATCAAAACTCTTCTTT 279

Ad08A12788 Aradu.A08 12788 p3 (TCT)6 18 42292425 42292442 AATTGGCCGAACCTATACCC CCCCTTTCCTTTTCTTGAGG 275

Ad08A12790 Aradu.A08 12790 p3 (TCT)7 21 42298637 42298657 CCAAAGCGCTACACTCACTG TGGAGGAGGAGGAAGAAGAA 230

Ad08A12792 Aradu.A08 12792 p3 (AAG)5 15 42299547 42299561 CACCCAAAGGACACTTTATGC CACAATTTCACTGCACCGTC 270

Ad08A12793 Aradu.A08 12793 p3 (AAG)5 15 42299667 42299681 GACGGTGCAGTGAAATTGTG TTAACGCGCTTGAACGTTACT 118

Ad08A12797 Aradu.A08 12797 p3 (TAT)5 15 42317849 42317863 TTTTTGTATGCGTAGCCCTTTT CAACAGCGCATCAGTGATTT 100

Ad08A12799 Aradu.A08 12799 c (A)10gacatccagtaatttacgtaaaaaaaagtcattaattttctc(A)11catttaaaactcgataaaagaaacatttgtc(A)10104 42322815 42322918 GTGCATCGCACTTGAAAGAA AAGTTTTGAAATGTTTTCTTTTGGA 169

Ad08A12804 Aradu.A08 12804 p2 (TC)10 20 42337600 42337619 CTTTGATGACCATTGATGCG TTCACCATTGCGATTCAGAG 251

Ad08A12806 Aradu.A08 12806 p2 (AT)6 12 42349507 42349518 TGTTGTTTGGCTTGTACCATTT TCGCCCGTCGTATTAATCTC 276

Ad08A12807 Aradu.A08 12807 p3 (TTA)5 15 42349646 42349660 GAGATTAATACGACGGGCGA CACTTTTATGATCGTGATTTTTATG 233

Ad08A12809 Aradu.A08 12809 p3 (TAA)7 21 42352041 42352061 TTTTCATGTACCCGCTTTTTC GAAAAATTCAAAAGCCAGCA 264

Ad08A12815 Aradu.A08 12815 p2 (TA)6 12 42360506 42360517 TTCCATTGGCTCGTCATACTT CTTGTGGCCACCACAGACTA 151

Ad08A12816 Aradu.A08 12816 c (T)11cttacctttctctaattctaaatttccaggagagtgttataggaaggtaggaaaagaaacaacaagg(A)32ttacatgatatcataacaatcta(T)16acaaacag(A)17174 42364290 42364463 AGGGATCAAACCACCCTTTC GGCATGCACAAGCTAAGGAT 277

Ad08A12817 Aradu.A08 12817 p2 (AT)10 20 42368695 42368714 AAAAGGCATAACAAAAAGAGTCAA CCCCTTCTCTTAGCCACTGA 171

Ad08A12822 Aradu.A08 12822 p3 (ATA)20 60 42393536 42393595 CCTAATCCCTAAACCTTACGCC CTCTACGTTGGGGACCAAAA 222

Ad08A12823 Aradu.A08 12823 c (ACC)6agaacaga(ACC)7acattatcatcatgg(TCA)18gaacaga(ACC)5agaac(CCA)6attttaaaatcatcatgg(TCA)7200 42393758 42393957 ATACCCTTCTCCCTTCACCC TTGTTGCTGAAATTTGTTGTGA 278

Ad08A12824 Aradu.A08 12824 p3 (AGA)5 15 42394069 42394083 TCAGAACAGAACCACCACCA CATCGCACCACCAATTCTTA 234

Ad08A12825 Aradu.A08 12825 c (T)11attttaactggtttaaaacacacggacatcaagaacttgagaaaaagcatataatcataataaaac(A)1087 42408423 42408509 TGTAAGCCTTGTTATGCTGATTTT TGTGATTTTGAGCCCCACTT 256

Ad08A12831 Aradu.A08 12831 c (AG)7aaccaaaaaccatt(A)12ttctagaggaacccctgagaccgcgtcc(A)1078 42434201 42434278 ATAATTTCTTTCGGGCCAGG GTGAGGCGGAATCAGAGAAG 267

Ad08A12833 Aradu.A08 12833 p6 (TGTGTA)5 30 42439088 42439117 GGATCCAAATTTGCAAAACG GAACACACCTTTCCACAGCA 213
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Ad08A12844 Aradu.A08 12844 p3 (CTC)8 24 42461341 42461364 GGAGGCTTACCAAAGGGTTC GTCGAGCCAAACTTGAGGAG 161

Ad08A12847 Aradu.A08 12847 p3 (AAT)10 30 42479878 42479907 GCAATTAGAGCGAGTAATGCAA TTGAAACAAATCTGAAAATTCTTG 257

Ad08A12849 Aradu.A08 12849 p3 (CCT)9 27 42517143 42517169 AGAGGCTAAGGCAAAGTCCC CTCAGGAAGAAGTTGGGCAG 172

Ad08A12850 Aradu.A08 12850 p3 (ATT)7 21 42532655 42532675 AGCGCCAAACTCACTCCTAA AGTTCTCGTGATGGAATGGG 137

Ad08A12851 Aradu.A08 12851 p3 (ATT)7 21 42534269 42534289 AGCGCCAAACTCACTCCTAA ATGAAATCGCAGCGAGAAAT 153

Ad08A12853 Aradu.A08 12853 p3 (TGA)7 21 42541571 42541591 TGTGTTTCTTCTTCTTCTTTGTTTG TCATCTTCTGCTGCTGCTTC 176

Ad08A12854 Aradu.A08 12854 p3 (AGA)6 18 42545636 42545653 CTGTATCCACCACCACCACA TTGGCTCCTTTCACAGTTGA 254

Ad08A12855 Aradu.A08 12855 p2 (TC)6 12 42548039 42548050 TCATTTAATATGGGCGGCTC TTTCGTTAGAGTTTCGTGCTGA 263

Ad08A12856 Aradu.A08 12856 p3 (TTA)5 15 42549107 42549121 GTACCCCAAGGCACATTGTT TGTTCTTGCCATTTTTCTTCAA 279

Ad08A12857 Aradu.A08 12857 p2 (TC)7 14 42572142 42572155 TGCTGAATAAAATTGCTGCG AAAAGCCGTGGATATTCGTG 218

Ad08A12861 Aradu.A08 12861 p2 (TA)6 12 42584465 42584476 TCGCAGGTCAAAAGAAACTCT TGGCTCTAGTGCAAGTGAGAA 253

Ad08A12862 Aradu.A08 12862 p2 (TC)7 14 42593970 42593983 TGCTGAATAAAATTGCTGCG AAAAGCCGTGGATATTCGTG 218

Ad08A12865 Aradu.A08 12865 p2 (AT)7 14 42607527 42607540 GGGTGCAGGTAGGATTCTTG TGGGTATCCGACTCTACAGACTT 275

Ad08A12868 Aradu.A08 12868 p2 (GA)6 12 42627443 42627454 GGCGATTGATGAATTCTCCT ACCGAAACTATCCCGTTCCT 172

Ad08A12870 Aradu.A08 12870 p3 (TAT)5 15 42629460 42629474 TCCTCTCTCGTTTTGCAGGT CAGCTCAAAAGGCACACAAA 247

Ad08A12874 Aradu.A08 12874 c (TC)7ttctcttc(T)11 33 42635315 42635347 AGTGAGGGAGGGACCAATTC GCAACTGCTTTGGGTTTCAT 275

Ad08A12876 Aradu.A08 12876 p3 (GAG)6 18 42647206 42647223 GCCTATACGGGCATAGGGAT AAAGGGTCCAGGAGGCTAAA 269

Ad08A12882 Aradu.A08 12882 p2 (AC)7 14 42672289 42672302 CACAAGCAAAAAGCTATTCAAGA AGGAGCCATATTCGTCCCTT 134

Ad08A12885 Aradu.A08 12885 p3 (TTG)6 18 42677360 42677377 ATAGGGCTCAATGACGTGCT CTGCAACAACCAAAGGGATT 235

Ad08A12887 Aradu.A08 12887 p4 (TATT)6 24 42679686 42679709 CTTTTTGGTCCCGGTTGATA TACTTTTGGCCTTGTGGGAC 160

Ad08A12894 Aradu.A08 12894 p2 (AT)6 12 42688863 42688874 TCGAAAGAGTAAACAAACAACGA CCATTTTATGCCTGCGATTT 273

Ad08A12901 Aradu.A08 12901 p3 (AAT)6 18 42701201 42701218 TTTTACACTGGGCAACCAAA ACGATCGCCACAAAAAGTTC 278

Ad08A12902 Aradu.A08 12902 c (AT)6(AC)8 28 42702830 42702857 TGAACCGAACTTGAGCTTGA AGGGTTGGAAGTGAGTCGAG 268

Ad08A12904 Aradu.A08 12904 p4 (TCAC)5 20 42709620 42709639 TCTAACAATGCTGCTGCCAC GACAGTGGTAGTTTGCCGGT 255

Ad08A12909 Aradu.A08 12909 p3 (GAG)5 15 42734849 42734863 AATCACAATGGGCTGAGAGG GACTTGTGGTTTGCCGACTT 193

Ad08A12911 Aradu.A08 12911 p2 (TC)9 18 42739648 42739665 AACTGATCTTTGTCTCGGGC GAAAAGGGTTTCTGCCATGA 158

Ad08A12917 Aradu.A08 12917 c (T)10gttttggacaaattattttattgttc(T)1046 42758885 42758930 TTTCGGTAAACTACGTCTCTCTTTT TTATGCATGCAGCAACCAAT 200

Ad08A12922 Aradu.A08 12922 p3 (ATA)5 15 42764594 42764608 GAAAAAGCAGAAATCACAATTAAAAA TTTTTGCAGCCAAACCTCTT 260

Ad08A12923 Aradu.A08 12923 p2 (AT)13 26 42765178 42765203 TTGTTACTCACACGAAAAGCG CCCTAACAAGTTGGTCTCTAGCA 207

Ad08A12924 Aradu.A08 12924 p3 (ATT)5 15 42765531 42765545 ACCCCAATTACAACAACAATTT GCAGCTGATGAGAATGTGGA 141

Ad08A12927 Aradu.A08 12927 c (T)10aagaaaataatatatatgcaattatttttg(T)1050 42770307 42770356 TTTGTGAGACTTGGAACAAAAA TGAAGCTGAATTTTGTTCATCATA 259

Ad08A12928 Aradu.A08 12928 p4 (ATTT)5 20 42771344 42771363 ATCCCCAATGCATCACTAGC TCCTCCATTATAAACGGTGGTT 227

Ad08A12931 Aradu.A08 12931 p3 (TAT)5 15 42776275 42776289 CACGTGAAATCAACTGCACC ATACCATGGTTGCCCACACT 249

Ad08A12935 Aradu.A08 12935 p3 (TAT)6 18 42778869 42778886 TTTCAAACGTGAATTTGTCACTG TTTTTCTTCAAACAATTTTCATCG 239
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Ad08A12937 Aradu.A08 12937 c (AG)8(AATT)5 36 42781672 42781707 TTCCGTTACAGAGGAGTGGG AAAAATCGGTAATGCTAGGAAAAA 275

Ad08A12938 Aradu.A08 12938 p3 (ACG)5 15 42786644 42786658 TGGGAGGAATCGTTGCTATC AAATCCCTACAGATCCCGGT 224

Ad08A12940 Aradu.A08 12940 p3 (ATA)6 18 42790078 42790095 CGATTCGAATTCCGACAGAT GGAGGAGTTGACGACCTTGA 265

Ad08A12950 Aradu.A08 12950 p3 (ATT)5 15 42807844 42807858 CCTCTACCATGCCACCAAAT ATGGTGCACCTCAATGAACA 217

Ad08A12951 Aradu.A08 12951 p3 (TAT)11 33 42810739 42810771 TGAGCCTCTATGACGGAAGG TCACAGCTAGCGTAAAAGTTGTTC 199

Ad08A12953 Aradu.A08 12953 p2 (CT)8 16 42812304 42812319 AACACAAACAATTTTGCTTCCA AGCCCTTGTGAAATTCATGC 234

Ad08A12959 Aradu.A08 12959 p3 (ATT)21 63 42823153 42823215 AATCTTGGACACCAAACCCA CCAAACACGTATATTGTGATTTTTC 136

Ad08A12962 Aradu.A08 12962 p3 (TAA)5 15 42827288 42827302 CTGGTAGCGGTTAGAGCAGG ACTTTGGAAGTGGCGGTAAA 278

Ad08A12964 Aradu.A08 12964 c (A)10gtaagccattttg(A)1033 42829816 42829848 AACCCAAGGCTTCCTGAAAT TCGGAGTGACAAAATTAAAGAAAA 236

Ad08A12966 Aradu.A08 12966 p3 (ATC)5 15 42834259 42834273 ATTCTTCTCTTGGGTGTGCC GGGTAAACCCTGTTGGTGTG 227

Ad08A12967 Aradu.A08 12967 p4 (AAAT)5 20 42835026 42835045 CAAGGTACGGACCACAATGA TGAAGCGTTAACACTGAGACCA 200

Ad08A12972 Aradu.A08 12972 p2 (CT)14 28 42847103 42847130 TCCGGTAATCTTGCCCTAAA GAGGCAGCTCCAACGAGTAG 137

Ad08A12977 Aradu.A08 12977 p2 (TA)8 16 42859825 42859840 CACCATATTTTTCAGTCAAACAAAC CAAATTCTCTTTAATATGTTGTTTTCG 235

Ad08A12979 Aradu.A08 12979 p3 (AGA)5 15 42876860 42876874 TTTTGGATTTCTTGTTTCTCCC TTCCACCATTTCATTCTTCTTG 235

Ad08A12980 Aradu.A08 12980 p3 (ATA)5 15 42877098 42877112 GGGACGATTTCGATTCTAACC TTCTAAGCCCAACCCAACTG 158

Ad08A12983 Aradu.A08 12983 p2 (TA)6 12 42891971 42891982 GGATCCTGGAAAGCGAAGTA GCAGCATAATTAGCCCCTGA 256

Ad08A12988 Aradu.A08 12988 c (A)12gaaaatttctatatgctatgctatacagctcctccattattatttcctcacataatatcatctctt(TC)894 42903658 42903751 TGGGGTTTGATGAATCTGCT AGTGGTGGATTCTTGTGGGT 267

Ad08A12989 Aradu.A08 12989 p3 (AAC)5 15 42904355 42904369 AAACTGTGGCTGTTGCACTG GAGCAAAGAGGGCATGAGAA 262

Ad08A12990 Aradu.A08 12990 p3 (TTA)6 18 42906435 42906452 CAGTTTTCTCCTCCTTGCCA TTAATGCATTGAAAACGTAAAAAT 279

Ad08A12997 Aradu.A08 12997 p2 (TC)7 14 42929569 42929582 CCATTTTCCCCCAAATTTCT CCACGTGTCAGCTTCACATC 266

Ad08A12998 Aradu.A08 12998 p3 (TAA)10 30 42930674 42930703 TTCCTTACCAGTAGGCATTCTT TGCAAGTAAATGCCTTAACGA 206

Ad08A13002 Aradu.A08 13002 p2 (TA)6 12 42958813 42958824 TCAAATGCAAATCTCTCTCTCTTT TGCCACTTCTATCTCGAAAGC 235

Ad08A13008 Aradu.A08 13008 p3 (ATA)5 15 42973012 42973026 TTTCCCTCTATCACCTACAACAAA GCTTGCCGTGTTGAAGAACT 174

Ad08A13010 Aradu.A08 13010 p2 (AT)8 16 42975024 42975039 GTTCAGCAATCGCCTTGTCT TTCTATGATTCTGATTTTTGTGCT 261

Ad08A13012 Aradu.A08 13012 c (A)10ttaaaaagactttaattttcgaaataca(T)1250 42995047 42995096 TGATTAACTCATTGAAACATAAGAATC GGCAAACTTGGCCAAAATAC 275

Ad08A13013 Aradu.A08 13013 p2 (AT)10 20 42996713 42996732 CATTACAAACATGCGACAGC ATGTTGGAGAGACCAGGGTG 258

Ad08A13017 Aradu.A08 13017 p3 (CAT)5 15 43005517 43005531 CGGAGACCACTTTGGATGAT CTTCATTTCCCGGTTCTCCT 237

Ad08A13019 Aradu.A08 13019 p2 (AG)6 12 43010564 43010575 CACACTCCCACAACACCATC GAACTGAAGCCCCACACAAT 280

Ad08A13021 Aradu.A08 13021 p2 (TA)8 16 43014004 43014019 TTCAAATCATGAGGGAAGCA TAGATTTATGTCGGGCTGGC 142

Ad08A13024 Aradu.A08 13024 p3 (CAT)5 15 43020170 43020184 AGCCTGCCAATTTTGAGAGA GGGAAGATTCGACTGCTGAA 189

Ad08A13029 Aradu.A08 13029 p2 (GA)10 20 43025488 43025507 AAGATTTTTGGGGCATGCTT TAAACACGCGCAGAAAGAAA 150

Ad08A13033 Aradu.A08 13033 p3 (TGA)5 15 43035416 43035430 AGATTGCGCTGGTATGCTTT GAACATCAAGTAAGAAATCTGGCA 195

Ad08A13036 Aradu.A08 13036 p4 (AAAT)5 20 43044241 43044260 AGCAACACTTTTAAATTTGACGAA CAAATCATAAAAATTGAATTGTCTCA 274

Ad08A13037 Aradu.A08 13037 p3 (AAG)6 18 43045663 43045680 GGTTTGCCCCAATCATCTAA CGCTTCGGATATTTGTTCGT 245
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Ad08A13039 Aradu.A08 13039 p3 (CCG)6 18 43047082 43047099 CAACATGTGCCAGAACTGCT CTAGAAGGCTGCTGCGAGAT 102

Ad08A13053 Aradu.A08 13053 p3 (CTC)6 18 43096339 43096356 GGCAAAGAAAAACGCTCAAG ACGGCTGAGAAGGAGTTGAA 205

Ad08A13055 Aradu.A08 13055 p3 (ATG)6 18 43105395 43105412 ATCAATGGCCATAGCAAACC AAATGCAGGCTCAGCAAGAT 187

Ad08A13058 Aradu.A08 13058 p2 (AT)7 14 43108800 43108813 TTTTGGATGTTCATTTCACTAGG CAAGGCAGGACCATCAGATT 234

Ad08A13062 Aradu.A08 13062 p2 (AT)6 12 43113708 43113719 GGGAGTTGCATGTCTGGAAT TTCGTCTTTCTTTGTAATCGGAA 252

Ad08A13063 Aradu.A08 13063 p3 (TAA)7 21 43114059 43114079 GCATGCCACAAATTGTTGAG ATTCAGAAGCATCCCAAACG 168

Ad08A13068 Aradu.A08 13068 p3 (AGA)7 21 43131543 43131563 TCCCTGGAGACAAAAACGAC GCGGAACGTGTAGTGGAAGT 280

Ad08A13069 Aradu.A08 13069 p2 (CT)7 14 43135003 43135016 AATGCGTATCCAACTACCGC CGATTCCCTCTTCCAATTCA 126

Ad08A13072 Aradu.A08 13072 p2 (AT)11 22 43139362 43139383 TTGCTGAGTTGCCATACAGG CCTTTTGAAAAAGAGCTCCC 197

Ad08A13076 Aradu.A08 13076 p2 (AG)12 24 43152458 43152481 GCGATGTGCCGAGAAGTAAT TTTGTTGTTGATGGAAGGCA 211

Ad08A13078 Aradu.A08 13078 p2 (AG)7 14 43155624 43155637 CCTTTTCTGCTCCTTCCCTT GCCCTTCTCCTAAAACCCTG 279

Ad08A13091 Aradu.A08 13091 p2 (CT)6 12 43195859 43195870 ACCGAACGGCATTACTCAAC CGGGAATACCTGCACAAGAT 269

Ad08A13092 Aradu.A08 13092 p2 (CT)7 14 43204567 43204580 ACCGAACGGCATTACTCAAC CGGGAATACCTGCACAAGAT 271

Ad08A13097 Aradu.A08 13097 c (TTA)7ttgttattgagtga(AT)749 43243078 43243126 TCGCTAATTTTAACTTTGAATTTCTT TCCTCAACGTTTCTCTCCGT 253

Ad08A13101 Aradu.A08 13101 p3 (AAT)5 15 43256289 43256303 TTTTGGCCTTAGGGGGTAAC CAAGCTTCGGCATATGGAAT 214

Ad08A13103 Aradu.A08 13103 p2 (TA)8 16 43259904 43259919 TGGCATGGACCAATCAACTA TGGGAGAGAATCATAATTCAAAA 240

Ad08A13104 Aradu.A08 13104 p2 (GA)54 108 43264999 43265106 AAAGGGCTGCTGTCCTGTAG TGGAAACTTGAAGGGAGGAA 273

Ad08A13105 Aradu.A08 13105 p3 (AAT)14 42 43266575 43266616 GCAGCATAGTGATTCCCGTT TTGTGAATAACAAAAGTCGGG 271

Ad08A13106 Aradu.A08 13106 p4 (CATA)35 140 43267090 43267229 CCCTTAATTCCACCCTCACA TTTCACTCATAACCACCCAGG 266

Ad08A13113 Aradu.A08 13113 p2 (TA)7 14 43279554 43279567 AGAGCATGGATAAAACAATTGAG TGATGGTAGTTTTTATGTCTGAATGA 215

Ad08A13115 Aradu.A08 13115 p3 (ATA)6 18 43281886 43281903 AGGCAACCAAATCATCACATT TATGGCCTTTCAAAGCAAGC 259

Ad08A13120 Aradu.A08 13120 p3 (TTA)5 15 43299087 43299101 AGTGGAAGCAAAACCCATTG TTGAGAATGACAAAATCACTCCTC 254

Ad08A13121 Aradu.A08 13121 p2 (TA)8 16 43300655 43300670 TGGATTGGTCTTGGTGTTTTT CGTTGCGATACATAGTTTGATACA 280

Ad08A13125 Aradu.A08 13125 p3 (TCC)5 15 43311321 43311335 AGTTGGCCCAAACTCAACAA CGTGCGTGAATTTGAAAGAA 169

Ad08A13126 Aradu.A08 13126 c (A)17cg(A)18 37 43318928 43318964 AAAAATTGGCTTGTTGTCTCC TGAAGCAGGGAATTCGAAAA 265

Ad08A13128 Aradu.A08 13128 p3 (CTC)6 18 43326635 43326652 AGAGGGTCCAGGAGGCTAAA GCTGAGAGGGAGCTGAAGAA 135

Ad08A13130 Aradu.A08 13130 p4 (ATTT)6 24 43337306 43337329 CATGAAAAAGTTGTATCCACTAAAATC AATCTAATATCATCGCATCCAAA 256

Ad08A13131 Aradu.A08 13131 c (AT)11(GT)7 36 43337515 43337550 TTTGGATGCGATGATATTAGATT GGACCCGACCAGGTCTATTT 213

Ad08A13132 Aradu.A08 13132 p6 (GTCCGA)6 36 43338431 43338466 CCCAGTTTCACCTAACCCAC AGAAGGATGAGACGGGGTTT 236

Ad08A13134 Aradu.A08 13134 p3 (TTC)5 15 43344338 43344352 GTTTGCTGCATCATCCATGT GAGAAAGATGAGAAAAAGGGAGG 102

Ad08A13136 Aradu.A08 13136 p3 (TTG)5 15 43347634 43347648 GGGAAAAGGAACTGAAGGGA TGTTAGCATCATCTGCAGCC 243

Ad08A13139 Aradu.A08 13139 p2 (AT)6 12 43360135 43360146 TCATTAATTTGTGAGTTGACTCGAT TCACAAGCTGGCTCAAATAAA 280

Ad08A13141 Aradu.A08 13141 c (ATT)18ctctaattcatccctaccaa(TAC)692 43375645 43375736 GATCTCTCGAGCTTTGCACC TGGTAGCGTGGTTGTTGAAA 267

Ad08A13142 Aradu.A08 13142 p3 (AAT)6 18 43377108 43377125 TGGGTTTGGGTTGTTAATGG GGATGATCTTTCAGAAACGAATTT 231
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Ad08A13143 Aradu.A08 13143 p2 (AT)6 12 43379476 43379487 TCCAAATTGTAGTTATTGAAAGTGAAA TGTAGTGGGCTTTTTGTTCG 212

Ad08A13144 Aradu.A08 13144 p3 (TAA)13 39 43379961 43379999 AGCTAGATGGCTCCTCCACA TGTACGGTAACCCTTCAATGTT 270

Ad08A13145 Aradu.A08 13145 p2 (TA)6 12 43386078 43386089 TAACATGCGATTTCCAAGCA AGTGTCGGCCCATTTCATAG 257

Ad08A13146 Aradu.A08 13146 p2 (CA)9 18 43386892 43386909 GGGAGGAAACACAGAGAAACA TTCCCATTCGCTATGCATCT 202

Ad08A13151 Aradu.A08 13151 p2 (AT)8 16 43401852 43401867 TAATGGCCTCCTCATGGTTC AATGGTGTGCTTTGCAAAAAT 224

Ad08A13154 Aradu.A08 13154 p2 (AG)11 22 43406122 43406143 TTGTCGTGGTTATTGTGCGT CTTGTCGTATTCCCGTCGTT 167

Ad08A13165 Aradu.A08 13165 p3 (AGT)5 15 43424312 43424326 TTTCAAAGCTAAATTGCAGTAACA CTTCAGGTAACATCTTGTTTGGA 235

Ad08A13166 Aradu.A08 13166 p3 (CTT)5 15 43425271 43425285 CAAGTTGGCCCTCCTCAATA GCTTCCCGCATTAGTGCTAC 174

Ad08A13171 Aradu.A08 13171 p2 (TA)6 12 43443904 43443915 TTCCGTAAACTTGCACCCTC TTCAAAGACACTAAAATCCGCA 210

Ad08A13178 Aradu.A08 13178 p2 (AG)15 30 43458722 43458751 CCAGTCCTTTTGTTTTCATGC AACGGTTGTGATTGCACTTG 280

Ad08A13179 Aradu.A08 13179 p2 (TA)7 14 43458937 43458950 GTGCAAGTGCAATCACAACC GAAATCTTTGGCAGGAGTGG 253

Ad08A13180 Aradu.A08 13180 p2 (GA)7 14 43465108 43465121 TTCATAAGAAAGCACTATTGCCA ACCTTAAGCCGATGTTGCAG 230

Ad08A13182 Aradu.A08 13182 p2 (TC)6 12 43472621 43472632 ATCTGCTCTCACTGCAGCAC TCCCAAAAAGAAGTGGTCAGA 204

Ad08A13189 Aradu.A08 13189 p3 (CTT)5 15 43495706 43495720 TCCTTCTCCTCTTCCTCATCA GCGATACATAAACCCAGTTCG 279

Ad08A13192 Aradu.A08 13192 p2 (AG)15 30 43498790 43498819 GAGAAGTCCGACACCGAGAC TTCAAGGAACTTGGGGTTTG 155

Ad08A13193 Aradu.A08 13193 p2 (TG)6 12 43503900 43503911 ATGGTGGTTGCACTTGTTGA CAGAATCCTGTCCTTTCCCA 223

Ad08A13197 Aradu.A08 13197 c (CAA)6cgaaaaaaaaataaataaatagatacagaaccaaactaattaatttaactaatcaatcaaca(AAAT)5100 43515143 43515242 TTGTTGTTTGCTCCCATCTG CCGTTTCCTGTGGCAAACTA 280

Ad08A13199 Aradu.A08 13199 p3 (TAT)11 33 43516797 43516829 CCAAATAAGCAGCCCATTGT TGCCATGGAAACATGAGTCT 273

Ad08A13206 Aradu.A08 13206 c (C)13(A)13 26 43524083 43524108 GCCCATTTTCACTGCCTAAA GGATATGGTAAGTGGGGGCT 239

Ad08A13207 Aradu.A08 13207 p3 (TTG)5 15 43525553 43525567 TGCAATTGAATCCAGAGCAG TTGCGTGGAATATGCAACAT 279

Ad08A13208 Aradu.A08 13208 p2 (TC)10 20 43525982 43526001 GTGTGAGGGTTGCGAAAGAT GACCCGACCCTACCAAAAGT 189

Ad08A13210 Aradu.A08 13210 c (TC)10cccctttcctctctttttctctctccctcccttctttctct(TC)6ctctttctctccctc(CT)7102 43528610 43528711 GGGGTCGAGTTGGTACTTCA GAGGAGGAGGAGAAAGAGGAA 276

Ad08A13211 Aradu.A08 13211 c (TC)7ttttttctctttctctcttcctcagtctctccta(TC)762 43528929 43528990 CACTCTCTCTCTCCTCTTCTCCC AGAGAAAGAAAGACGATGTGGA 140

Ad08A13212 Aradu.A08 13212 p2 (TC)6 12 43529269 43529280 TCCGCTCTCTCACTTCCTCT AGAAAGAGAGGGGAGGAAAA 259

Ad08A13213 Aradu.A08 13213 p2 (AG)8 16 43529775 43529790 GGGGAGATAGAGAAGGGATGG CTCTCCCCTCTCTCCCATTT 135

Ad08A13214 Aradu.A08 13214 p2 (TA)6 12 43531484 43531495 TGACAGTCACAAGTCAGAAGAAA CAAACACTAATAATCCGGAAAGA 230

Ad08A13217 Aradu.A08 13217 p2 (TA)12 24 43544757 43544780 TCGGACTGAATCTTCAACACC TGGGGAAACACTCATAAAGTCTG 265

Ad08A13218 Aradu.A08 13218 c (T)11gtttttttttg(T)1032 43548575 43548606 TGAAAACAACGTTCCGGATT TCCCAATTCCAAATACAACTCA 239

Ad08A13220 Aradu.A08 13220 c (AT)6agggacggtttttttctactctccctcctcctttccattagtaaaaaatgttaaaacttc(AT)888 43551818 43551905 TCTCCCTCCTCCTTTCCATT CACTTGCCCCACACCTCTAT 165

Ad08A13221 Aradu.A08 13221 p2 (AT)13 26 43552755 43552780 ATAAATTTTGCCTCCACTACTAAAAT GGTGACACCAATGTCTCTAGCA 228

Ad08A13223 Aradu.A08 13223 p3 (TTA)5 15 43553275 43553289 CGATGGACAAAAGTAACATGC CGTTTGTGAAAAATGACGCA 236

Ad08A13227 Aradu.A08 13227 p4 (TATT)5 20 43558848 43558867 TCTTGAAAAGCCACTGTTGG GCTCAACCACCTGCATACAA 270

Ad08A13230 Aradu.A08 13230 c (T)10acatttgtttaactaaacgccagaacctttaagcaacaatggttgtgtatacatcattgtattattgcataactgcactatgtcgctttattatcagc(TAA)5123 43562550 43562672 ATACACTAAAATTTGGATCTCCTATGT TCCATCAGCTTCAGATATCCC 265

Ad08A13233 Aradu.A08 13233 p2 (AT)6 12 43568650 43568661 TCAACAATATCTTAAAAACCAACGA CCATTTCATAAAACTCATCTGGTG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A13239 Aradu.A08 13239 p3 (TAA)8 24 43588405 43588428 GCGTTCCAATGTTGGACTTT TAGCGCATGCAGATTCAATG 145

Ad08A13242 Aradu.A08 13242 p2 (AT)6 12 43590015 43590026 CGTAAAAAGGCCTGTCCAAA CCATTTCTATAGCACCCCACA 249

Ad08A13254 Aradu.A08 13254 p3 (ATT)5 15 43602881 43602895 CACTGCATCAAGCGAAGGTA CCGTAACCGAAACGGTAAAA 113

Ad08A13260 Aradu.A08 13260 c (A)10tccatatatatgaagcatattaaaaaatagcaactagctaagctagtgcctagtagttgacttag(CT)891 43627481 43627571 AGCATTTGGAAAAGTTAAGCC GATTGGAAAAACGGAAACCA 171

Ad08A13264 Aradu.A08 13264 c (ATG)5t(TGA)7 37 43640641 43640677 ATGGTCAAAGTCAAACCCCA ATGAGGATGATGTGGAGGGA 137

Ad08A13265 Aradu.A08 13265 p2 (AT)8 16 43641029 43641044 CAAGAACATGCTGATGAGGAA CAAACAAACAAAAGAAAAAGGATTG 272

Ad08A13266 Aradu.A08 13266 c (T)10attgaaaaaaagattacttta(T)1041 43641501 43641541 GCACAAGAGCCAATAGGGAA TCTCAAACAAAATCCATAAGCAAA 208

Ad08A13273 Aradu.A08 13273 p2 (TG)6 12 43645354 43645365 GGTGGAGAAGAGAGAGGGGA ATGTTGCAAGTGGCAGATGA 101

Ad08A13276 Aradu.A08 13276 p2 (TC)8 16 43652687 43652702 ATCCTCATCGCACACAAACA ACGCGACAATCCTTAAATGG 246

Ad08A13279 Aradu.A08 13279 c (A)12catttcatgttgtattagttaatattttccaattcaattttttctagcagtttctattaacatgtaataactgtttataatttactacatcc(A)11115 43653443 43653557 TTTACACTAAACACGAAATGCCT GAAAAAGCAAGTAGCCGCAC 254

Ad08A13283 Aradu.A08 13283 p3 (GAA)5 15 43655887 43655901 GTGGATGCTAGTGGCGAAAT CGAGCTTTACCTTCACGACC 152

Ad08A13284 Aradu.A08 13284 c (ATTAA)5attacaaaatataatctcaaattctagattaaatattttaaaattttattcttatttttcttctatacttatatccatggttatgaaaatcg(A)10127 43657183 43657309 TGCTTTGTGCCTTTGTATATCG TTGAATTAATATGATGGTTGATTTTCA 240

Ad08A13288 Aradu.A08 13288 c (T)10cttgatacgaaagaacagagataaaagagttgaggaaagaagaaaatgaacaacaacaacgagaggagatgtgagaactcgaatacgcacacact(TA)7atcggacccggcaattagttttgacaaatttaaa(AT)10173 43667206 43667378 TCTCACTCACATGAATAAAAACTTCA GGACCGTCCGATTTGATTAT 228

Ad08A13293 Aradu.A08 13293 p2 (CA)7 14 43674695 43674708 GCACGCAATAAGATCCCTGT GGGTTTCTTCCTGACTTCCA 255

Ad08A13295 Aradu.A08 13295 p3 (AAT)5 15 43686209 43686223 TCCCATCTGCATCAAAAAGA TTGCTTTTTCCAAGCTCGTT 246

Ad08A13298 Aradu.A08 13298 p3 (AAT)6 18 43699452 43699469 CAATTTTAACATGGTTGTTAATACAAA TTTTACTTATGAATTACTCGGTCAATG 257

Ad08A13300 Aradu.A08 13300 p3 (AAT)7 21 43701915 43701935 AGTGCGGAGTAGCCTGTGTT CAAAATGCAAGAAGATCCACAA 249

Ad08A13301 Aradu.A08 13301 p2 (TA)11 22 43702180 43702201 TTGTGGATCTTCTTGCATTTTG TTGTTACATTACTACATTTTGCTGGA 244

Ad08A13302 Aradu.A08 13302 p2 (CT)6 12 43702995 43703006 CTTTTCTTTCCCACCATCCA TTGGAAGCACCAGAAATGCT 181

Ad08A13303 Aradu.A08 13303 p2 (TA)6 12 43707158 43707169 CCAACCACGTAATTTGCTGA TTCCACCATCTTTGCTTTGA 267

Ad08A13304 Aradu.A08 13304 p3 (GAT)7 21 43707442 43707462 TCAAAAGTGATCGCATGGAA CTTTCCAAACTAAGCTGGCG 136

Ad08A13310 Aradu.A08 13310 p2 (TA)7 14 43718064 43718077 AACTTGTGCTTATCAAAATTAAAATG TCAACCAATCTGTTTTGAGTTTC 209

Ad08A13315 Aradu.A08 13315 p3 (AAG)5 15 43738475 43738489 TGCAAGTTGGCTCAAACTCA TCTCCCTCCTCCTCATCTTG 275

Ad08A13316 Aradu.A08 13316 c (AGA)10cgacgtagtatccgaaaaaacgaagaaaaaacgtgaatttaaaacaagat(A)10gaagaaacacaaggaaagg(A)10119 43741970 43742088 GGTGACGACGGTAACGAAAT TCCAAGTGATTTGAATTACGC 182

Ad08A13330 Aradu.A08 13330 p3 (GAA)10 30 43763175 43763204 TTGTGTTTTTCGCTCATTGC CTTGCGAGAAGAGGAATTGG 161

Ad08A13340 Aradu.A08 13340 p2 (AT)9 18 43776579 43776596 TGTCGGCTAGTGTGCAATTT AAAGCAAGGATGCTGCAGTT 278

Ad08A13342 Aradu.A08 13342 c (T)10(A)10 20 43779955 43779974 GCAACTTTGACGCACTTGAA TCACATGCAACCATGGAAAT 235

Ad08A13348 Aradu.A08 13348 c (TTA)9ttg(TTA)9 57 43785059 43785115 CAGATGCAGTTTGATGAACAAGT TTTTTCCCATGCACCTTTTT 255

Ad08A13352 Aradu.A08 13352 c (T)10ctggtgtctaatgtaatgtttacttaatacacaatagtgatgtgtcaaatattcgc(T)1076 43787804 43787879 GAAGCTGAGCATGAACATCA TTGGACAAAATGTCTCTGTCAAT 280

Ad08A13355 Aradu.A08 13355 p2 (AG)17 34 43791873 43791906 CTTGGCCATATTTGAAGCAA GATTGGAAAGCTATGCTTCGT 268

Ad08A13357 Aradu.A08 13357 c (TG)7(TA)9 32 43798518 43798549 AATAGCTTGGTCGCCAAAAA TTTCTGCCTTTCAGGTTTGG 216

Ad08A13362 Aradu.A08 13362 p2 (TA)7 14 43806946 43806959 GGAGGAGCTGATTGTGCTTC CAAAGGCCTTACTCAGCAGG 274

Ad08A13365 Aradu.A08 13365 p2 (CT)7 14 43811121 43811134 TCCCCACCATGTGTGTACTG CAAAATAACAGCGGCGAAAT 155

Ad08A13367 Aradu.A08 13367 p2 (TA)7 14 43812784 43812797 GATTTTCCTCCACCTGTTGC GTCCGCCTTGTAGACTGCTC 267
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Ad08A13369 Aradu.A08 13369 p3 (ATC)8 24 43823738 43823761 GGGGAAGGTGCATAAGAGGT TAGCATCCTTTTTGGCTTGC 188

Ad08A13372 Aradu.A08 13372 p3 (ATA)5 15 43832286 43832300 GCTGTTTCTACTTGCTGGGG TCTCTTCCGCCACCTTCTTA 183

Ad08A13374 Aradu.A08 13374 c (A)12caaaatgcaaaacacaggttattttga(T)1150 43834087 43834136 TATTCCTGCATTTTGCGTTG TCACTGGTGGCTAATTTGGG 274

Ad08A13377 Aradu.A08 13377 c (A)11ctcacccaaacaaggcattacaggagctttgagagagggtgagatgaagtctcaaaaaggcagcctgaacgtgcgtgcgtgtttgcgtgtctc(TG)8120 43864159 43864278 CAAGCAACACTCCTACTTTTGAA TTCAGGAATTTCGCTTTTCG 259

Ad08A13378 Aradu.A08 13378 c (ATA)6gactgattacagttgtataacaaaaggaaataattgaccacaaaattaa(AAG)788 43870319 43870406 CACATACGGTGGAGGATTCA GGAAAGCATAGGATGCAAGC 212

Ad08A13381 Aradu.A08 13381 c (TC)6(TA)9 30 43887129 43887158 TTGAAACTCTGTTCCTAGCTGGT AAACCTGATCCATCAGTTAAAAGC 279

Ad08A13383 Aradu.A08 13383 p4 (TATC)9 36 43888459 43888494 TTCGTATTATTTTTATTATCTCAAGCA AGTTGGGGAAAAACCCAGTT 184

Ad08A13384 Aradu.A08 13384 p3 (ATA)5 15 43888933 43888947 CAATGATTTTATTAGTGGCAAGTTGT TGCCTTCTTACAACAACACCTC 262

Ad08A13387 Aradu.A08 13387 c (T)11aggaaacttgttattctctttttttggcataaaataaagcctaaaagaattggaaggaataacaaatggttataacttatatttcatgac(A)12113 43893763 43893875 TGTGTCATGGATTCATGGATTT CCTCATCCACACTCCTTTCAA 260

Ad08A13390 Aradu.A08 13390 p3 (AAG)5 15 43905815 43905829 CACTGCTGCTGTGGAGCTTA ATAACGCATGCTGCTTACCC 173

Ad08A13392 Aradu.A08 13392 c (TA)6attgtgtgtagcttaatatttatgatgaattggagttactcttactacttcaatctaac(A)1081 43910926 43911006 GGGACTCTCTTAATCTCCCTTCTC TTTTTCAACTAACATTCGGTCA 184

Ad08A13394 Aradu.A08 13394 p3 (CAC)5 15 43916389 43916403 TCAAAACCAACACCAACAGAA GGCATTTTGTCTGTTCCGAT 167

Ad08A13395 Aradu.A08 13395 p2 (CT)6 12 43922575 43922586 GCCTTTTTCGGATAGAGCAGA TGAAATTCCCTCTCTCCTGC 280

Ad08A13397 Aradu.A08 13397 p3 (ATT)5 15 43948980 43948994 TTTCGCTGATGTGCTTATGG AATAAAGCTGGTGGTGGTGG 252

Ad08A13398 Aradu.A08 13398 p3 (GAG)6 18 43950031 43950048 CCCTTTCAACACATGCAAGA GCCCTCTCCCCTTATTCAAG 192

Ad08A13399 Aradu.A08 13399 p3 (TAT)5 15 43950246 43950260 CTTGAATAAGGGGAGAGGGC TGTTTGGCATTTGTATAGGGG 269

Ad08A13402 Aradu.A08 13402 p3 (TCT)5 15 43965313 43965327 TTTTCCACGCTCATTTACGC TACTGCTTCTTCACCAGGGG 214

Ad08A13404 Aradu.A08 13404 c (GAG)7gtggtggtggta(GTG)960 43966527 43966586 CGAAAACAAGCACACAAACAA GCGCTTCTTCCCTAATGCTA 196

Ad08A13405 Aradu.A08 13405 p3 (TCT)5 15 43967380 43967394 GCAGCAAATTTGGGTGTAAC TCTTGAGAAGGTAAAACAAGAGCA 200

Ad08A13407 Aradu.A08 13407 p3 (GAA)5 15 43969231 43969245 GGCAGATTTGGAAGTTAACGA CTCCATCTCCTCACCTCCAC 263

Ad08A13415 Aradu.A08 13415 p3 (TAT)12 36 43981035 43981070 GGAGAAGGGATGCCTCAGAT ATAAGGAGCATCATCCACGC 200

Ad08A13416 Aradu.A08 13416 c (T)10ctttatatggtaaatttatttggaaaagataaagagataataagttcttatttattgta(AAAT)589 43989611 43989699 GACTCATGTGAAAGGAAAATGACTT AAGCAAATACTTCCTCTCTCTTTCC 276

Ad08A13417 Aradu.A08 13417 p3 (TTC)5 15 44013505 44013519 AAAAACGTGTTTGGGGAGTG GCACAAAGAAGCAGATGCAG 280

Ad08A13418 Aradu.A08 13418 p3 (GTG)5 15 44013682 44013696 TGCATCTGCTTCTTTGTGCT GCAGAATCGAATTTGTCCCT 261

Ad08A13421 Aradu.A08 13421 p3 (ATA)9 27 44017422 44017448 AGTGAACATGCCAGCACAAG TGGATCTATCCAATTTGGTCAT 199

Ad08A13425 Aradu.A08 13425 p3 (GGA)5 15 44024411 44024425 TGGATTGGAGGTCACTGTCA CCCCTTTTCAAGACTCTCCC 163

Ad08A13429 Aradu.A08 13429 p2 (TA)8 16 44036347 44036362 CTCAACACCCCCTAGGATGA TTGGGAACCTGGAGAGAAGA 276

Ad08A13430 Aradu.A08 13430 c (A)11ccccaa(AC)731 44041176 44041206 TCCCCTGACATTACCCTTTTT AACACCTCCTCATGTAAGAACCA 269

Ad08A13431 Aradu.A08 13431 p2 (AT)8 16 44042255 44042270 ATTCGGATGGAGCATTATGG TGAAGTGCTTGCCTGAAATG 187

Ad08A13433 Aradu.A08 13433 p3 (TCT)5 15 44055991 44056005 TTTCTTCTTCACTCTGATTCGG CGATGGAGGAAAAGGATGAA 167

Ad08A13437 Aradu.A08 13437 p3 (TAT)7 21 44069262 44069282 TGTTCCTTCGAAAAACAAAATTA GAATTTAAAAATCACTAAATGTGTCAA 179

Ad08A13446 Aradu.A08 13446 p2 (GA)8 16 44092420 44092435 GAAGCTCACTGCTTCGCTCT AACCCACCTGGGATTCTTTC 271

Ad08A13447 Aradu.A08 13447 p3 (CTT)23 69 44092707 44092775 ATCCCAGGTGGGTTTTTCTT CACACTGCAACAGAACAGCA 188

Ad08A13452 Aradu.A08 13452 p4 (AATA)6 24 44118390 44118413 AGAGGGCATGCATACCTGAG TTGTTCGAATCGATGGATGA 235
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Ad08A13457 Aradu.A08 13457 p2 (AT)6 12 44128717 44128728 CCATAATAGTCACCAAAAATAATACCA CCAGGCCTCCACTCTCATT 271

Ad08A13461 Aradu.A08 13461 c (AG)12atatatgatcagatgaatatttttttgttttttg(T)1270 44137907 44137976 TTTGGACAACTGACGGTTCA CAGCCAGTCAGGATTCAACA 214

Ad08A13464 Aradu.A08 13464 c (ATG)19(AGG)5 72 44142936 44143007 CGACGATAACGATAACGACAA ACGTTTCTTTGTGCTCCTGC 276

Ad08A13467 Aradu.A08 13467 c (T)10gaaaaatagataaagttaacgttagtcaacacaaaaggtttaaattagatt(A)1071 44148202 44148272 AAAAAGAAAGCTATAAGGAGAAGCA CCAATCTCCCACAAAAATGG 263

Ad08A13468 Aradu.A08 13468 c (A)11c(A)10nnnnnnnnnnnnnngc(A)11c(A)1262 44148776 44148837 GAGAAAAAGGAGAGCAAGAGGA AGTGGCATTTTGAAACCGTC 273

Ad08A13469 Aradu.A08 13469 p3 (TAT)8 24 44149148 44149171 ATCGTTGATTTGTGGCGATT TCGAAATGCTAAGTTGCCCT 277

Ad08A13470 Aradu.A08 13470 p2 (GA)6 12 44152540 44152551 CGTGATTGATGGCTGAGTTG TCAAAGTTATCCGGACCCAG 272

Ad08A13471 Aradu.A08 13471 p2 (AG)6 12 44152708 44152719 GAGAGAGACGCAAAGACGCT ACACCACTTTCACACGGACA 162

Ad08A13473 Aradu.A08 13473 c (TA)6ataatattatatgttgtaatg(TA)645 44155002 44155046 CCTTAACAAAATTCAAAAATCCA AACAAATGCGATTCTCTCTCTTT 232

Ad08A13474 Aradu.A08 13474 p2 (TA)6 12 44163260 44163271 TCTCGTGCTGATAACGTGTTG AAACAAATGTGATTCTCTCTCTCTTT 191

Ad08A13476 Aradu.A08 13476 p3 (AAC)5 15 44166610 44166624 AAGCACTGGAGGGATCATGT AAATGTTTGGAGAAGGCACG 261

Ad08A13478 Aradu.A08 13478 p2 (AG)8 16 44174628 44174643 CGTCATATTTACAATTACCGCC TTACCGTCGTTATTGAGCCC 198

Ad08A13479 Aradu.A08 13479 p5 (CTTCC)5 25 44178586 44178610 TGCATTGACTTGGTAATGGC GAATGGCTTTGATACGGCAT 173

Ad08A13480 Aradu.A08 13480 p4 (AAAT)6 24 44180466 44180489 CCCCGGTCTAGTCCTCTTTC TTGTCAGGCACTGCAAAGTC 120

Ad08A13484 Aradu.A08 13484 p3 (AGT)5 15 44191054 44191068 AGGAGGACTCCACGAAGGAT ACAGGTCCCGATTCACAAGA 261

Ad08A13488 Aradu.A08 13488 p2 (TA)6 12 44196095 44196106 ATTCTCCCATCATGCTCCAC ACACAACATCTCATGCCCAA 137

Ad08A13493 Aradu.A08 13493 p2 (AG)19 38 44206027 44206064 AAAGGAAGCCATTTTCGGTT CTCTGAAACCCACTTCCCAA 196

Ad08A13497 Aradu.A08 13497 p2 (TC)7 14 44209617 44209630 CGCCAATATTACCGTCGAAT TCTCGATAGTGACGACGGTG 225

Ad08A13500 Aradu.A08 13500 c (A)10tgatccaaaaggtgatttt(A)1039 44217265 44217303 TCAGCTGCATCTTGGTTTCTT CCAGCTAACCAAATCCCAAA 217

Ad08A13501 Aradu.A08 13501 p3 (AAG)5 15 44218027 44218041 TTCTTCTTCCTCTTCGCGTG TCCTCCTCCTCCTTCTTCATC 265

Ad08A13504 Aradu.A08 13504 p3 (ATT)5 15 44223380 44223394 GAAGCGATTCCTCTTGCACT CACTCCACGTGATGACAAATG 235

Ad08A13505 Aradu.A08 13505 p2 (TC)22 44 44227807 44227850 TATGGGAGAGAGGATGTGGG GCTCCAAGCCTTTTTGACTG 173

Ad08A13508 Aradu.A08 13508 c (A)11tatacaacctgtgaaagtaccatgatttatgcttt(A)1056 44233881 44233936 ATAGAAATCGTGGCACTGCT TTTTGGCCATAAATGGTTGTC 143

Ad08A13509 Aradu.A08 13509 p3 (AGG)8 24 44241727 44241750 GTCGAGCCAAACTCGAAGAG CTCAAGAGTCCTACCAGCGG 165

Ad08A13510 Aradu.A08 13510 c (GGT)5gggaactggtggttctgttgtgagttttgcggctgccattcaggtat(ATC)577 44248968 44249044 AGGAGGAACCCAATTTGGAC TGGTGGTTCAATCCAACCTT 259

Ad08A13511 Aradu.A08 13511 p3 (TCA)7 21 44249316 44249336 ACCCATGAAACTGAACTCGG TTCGTCAACAATTTCACCCA 244

Ad08A13512 Aradu.A08 13512 p3 (TAA)5 15 44251089 44251103 CAACCTGTTTAAGGCAACCC TGTTCCTGACATCTTTTGCG 267

Ad08A13513 Aradu.A08 13513 p2 (AG)7 14 44253962 44253975 TCCACAAATCAACCGATGAA TCACTTCCCACTCTTCCACC 231

Ad08A13516 Aradu.A08 13516 p3 (ATT)10 30 44258329 44258358 TCCGGACATTGCCTAATAATTT AGATCGCGTGATTTTTCAGG 142

Ad08A13517 Aradu.A08 13517 p3 (ACC)6 18 44259256 44259273 TATTTGCTAGGAACCGGTCG TACCCATGGAAGATGGGTTT 244

Ad08A13518 Aradu.A08 13518 p3 (ATA)17 51 44260111 44260161 AGTGCGGAGTAGCCTGTGTT CAAATTTCGCTTCAATTCCAA 263

Ad08A13519 Aradu.A08 13519 p3 (TCA)6 18 44262127 44262144 ACACCATTGACCAGTGACGA AGTCGGAAGCGATTGAAGAG 147

Ad08A13525 Aradu.A08 13525 p4 (TTTA)5 20 44272313 44272332 TCAACTTGCATATTGGCGTT CCTTGATGAACCACATTCAAA 270

Ad08A13527 Aradu.A08 13527 p3 (TTG)5 15 44278254 44278268 GGCGACCACTGCCTTTTT CTGCCATTGCAATACCCTTT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A13529 Aradu.A08 13529 c (CT)10(CA)15 50 44279691 44279740 AATTCATTTGGACTCAGAATTTTT AGATTTTTAACGGAATGCTTCTT 241

Ad08A13533 Aradu.A08 13533 p3 (ATT)5 15 44284738 44284752 TGTGGAGGTGAGAGTGGGTT AATTTCCTAATATCAATGCACATTTT 176

Ad08A13534 Aradu.A08 13534 p3 (AGA)5 15 44293846 44293860 TTGAAGGGGAATTGTTGGAG AAGAGCCCAACGAAGGAAAT 224

Ad08A13540 Aradu.A08 13540 p2 (TA)8 16 44301965 44301980 AAGGGAAGAAAAAGGTTTGG TTGGTCCTTATGATTTCACCA 233

Ad08A13543 Aradu.A08 13543 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 44319184 44319237 TGGTTTGTTCTTCGTCGTTG TTTCTCCTCCTCATCTTCTGC 274

Ad08A13546 Aradu.A08 13546 p2 (AT)7 14 44323704 44323717 AGTCAAATTTTAAAGGTCATTTTGA AAACAAGATTTCAATTCCATGTG 228

Ad08A13547 Aradu.A08 13547 p2 (TG)30 60 44335867 44335926 GCGAAGACTTATCTTTTGGGA ACGCGCATACCAAGTTGAAT 272

Ad08A13549 Aradu.A08 13549 p3 (GTG)5 15 44357197 44357211 CAATCGTGGCTCTGTAAGCA GCCCGTAAAGGGAGCATAGT 223

Ad08A13551 Aradu.A08 13551 p2 (GA)6 12 44361000 44361011 TGGCCTAATTTACACGCACA CACCCACTTTCTCTTTTTCCC 276

Ad08A13552 Aradu.A08 13552 p2 (AT)6 12 44367556 44367567 TGGGGTCGTATTTCTTGGAG ACGTTTGTGTCAAACCTTGC 265

Ad08A13556 Aradu.A08 13556 p2 (CT)6 12 44385097 44385108 CCTGCCCTAACTTACACCCA GGCTTCTTTGGAGTTGATGC 125

Ad08A13560 Aradu.A08 13560 p2 (TA)6 12 44405891 44405902 TTTAGTTAAATTAAGCCATACCACTTT TCCGGTCCAATTTTCAGAAC 269

Ad08A13564 Aradu.A08 13564 c (TC)6ttttaacctgtttgtgtttgttccccttgttctctctctttctctga(ATG)574 44416177 44416250 CCTGGCTCACATTTTGTGTC GGCTGTGCCATTTCTCTCTC 171

Ad08A13565 Aradu.A08 13565 c (A)10tattttgaagagcattgttttgttacttgtgatctgtttctatgcatcaattctcatccattggtgttgttctctctatt(TC)10110 44416727 44416836 CTTCTTTTCATCATAAGCGCA CAAAAATTCCAAAGACACACAAA 221

Ad08A13573 Aradu.A08 13573 c (T)10c(T)10 21 44429416 44429436 TGATGAGATACGGTGAAACACA CCGAGGGTTGAGAAAAGTGA 220

Ad08A13575 Aradu.A08 13575 p3 (TTA)6 18 44432273 44432290 CCCATCATGTTCCACAACAA GAAAGTTGAGGTGGGTATTGG 203

Ad08A13577 Aradu.A08 13577 p3 (TAA)23 69 44434060 44434128 ACTTAGTCCAATTGCCACCC TTCCTTCTTAATTAGTGGTCTTGGA 185

Ad08A13579 Aradu.A08 13579 p3 (TAA)6 18 44435637 44435654 AGCTTTTATTGGGCCACTTT CCCTCGTTTTCTTTCATCCA 204

Ad08A13582 Aradu.A08 13582 p3 (GGT)7 21 44441470 44441490 TTGCGTCTGTGACTGTTTTTG AAATGCCCTTCCCACTTCTT 268

Ad08A13592 Aradu.A08 13592 p3 (TTA)14 42 44458633 44458674 AGTCGGAGTTTACGGCTTCA TTTGAAAATTTTGAGGAGCACA 261

Ad08A13593 Aradu.A08 13593 c (TGC)5ggttgtggttgtgggggctgctgttgttgtggttgttgcggctgctgctgc(TGT)684 44465704 44465787 TGCTAGTGCATTGGCAGTTC CAACTAATGAAGGCCAGGGA 243

Ad08A13594 Aradu.A08 13594 p2 (CT)13 26 44466745 44466770 CCAAAATGTGAATGACCAACA TTGGGAGCATGTTTAGGGAG 146

Ad08A13596 Aradu.A08 13596 c (AAGA)5agggggaagaagaagatccaacggatgaacagaagcaacgcctctagattttagca(AAT)797 44467958 44468054 GGGTAGAGAAGTGAATGAAGCAA TCCCCATTCATGTTTTAATTTTC 239

Ad08A13599 Aradu.A08 13599 p3 (CAA)5 15 44480533 44480547 CCCCACCTTTCATAACCATC CGGCATTGAAGAAATTGTCA 280

Ad08A13601 Aradu.A08 13601 p3 (ATT)5 15 44486703 44486717 CCATAATGCTATTCACAAAACCA GTGTCCCCCAAAAGAGTTGA 169

Ad08A13602 Aradu.A08 13602 p2 (AT)10 20 44490535 44490554 GCATATGATGCATGCCTGTC TGTTGACCCTACCATGCAAA 228

Ad08A13604 Aradu.A08 13604 c (AAAG)5aaggaa(AAG)541 44495122 44495162 TGAAAGAGGATGGACTTACATTCA AAAAATGTTTCCTCTAATGCTGC 102

Ad08A13605 Aradu.A08 13605 p3 (AAT)6 18 44495447 44495464 TTGTTTAAGAATTTTCGGTGTATG TTTTTGTGTGTGTTTTATTTTTATCG 259

Ad08A13612 Aradu.A08 13612 p2 (GA)23 46 44515792 44515837 TGAATGACCACCGACAAAGA CTAGAGCCATCTCCACTGCC 196

Ad08A13614 Aradu.A08 13614 p4 (TTTA)5 20 44520361 44520380 TCGGTTCGATTACTGATTTGA TTGGGTCTATGACCCCATTT 208

Ad08A13619 Aradu.A08 13619 p3 (TTA)6 18 44532177 44532194 CAAACACCACTCAGAGCGAA CAGAATAAATCATCTATATTGTTCACG 253

Ad08A13620 Aradu.A08 13620 p3 (GGT)5 15 44545077 44545091 TATTGGGTTGGATTGCTGGT GCAAGTGGTGCAGCATAAAA 146

Ad08A13623 Aradu.A08 13623 c (T)10gtagattcgatctgaaattcgattagctctctaaaaaatgtaacacgactaatttaaaga(T)1080 44559082 44559161 GTCAATTCTCGGGTCAAACG TTGAAAATCCTTTATTTATGGGC 278

Ad08A13628 Aradu.A08 13628 p3 (ATA)5 15 44573790 44573804 CAAAGAAATAAAGCATTCCAACA GAAACGATTTTTGCTTTGGC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A13632 Aradu.A08 13632 c (T)10acattt(A)10 26 44601623 44601648 TTAAACGGGTTAGTCTGCGG GTTGAACGGGTCAGTCCATT 229

Ad08A13640 Aradu.A08 13640 p3 (CAA)5 15 44627370 44627384 AATGCAAATTTATGGCCCAA CATTGCCACAGAAGCCATAA 244

Ad08A13642 Aradu.A08 13642 p3 (TTA)12 36 44631034 44631069 CATGTTTGGGTATTTTCTTTTTCTT TGATCTGTCGCACACATGTTTAT 243

Ad08A13643 Aradu.A08 13643 c (T)11ctcactaataatgaacattgctggaaaatatgatgtatct(TA)663 44631219 44631281 AAACATGTGTGCGACAGATCA GGTCCTTAACATTCGAGTTTCG 167

Ad08A13646 Aradu.A08 13646 p3 (TAA)8 24 44637920 44637943 GCTTTAGCAACTTTGGTCTAATCA AAAAGTCGCAATGTTCATAAATTATAC 169

Ad08A13656 Aradu.A08 13656 c (A)10gttgaaatagatgaaaaaag(A)1040 44657494 44657533 TTCATCCATGAAAAGTGCCC CCATGGTAGGGGATGAAATG 229

Ad08A13672 Aradu.A08 13672 p3 (GTT)5 15 44691688 44691702 TATCAGAGCTTCGGTTCGGT ACCGTGCACTAGGAATGGTC 254

Ad08A13674 Aradu.A08 13674 p2 (AT)14 28 44697040 44697067 CGAAACGTTCACATCCGATA GACTAGTCGGCCTAAACTCTGC 192

Ad08A13684 Aradu.A08 13684 c (AT)8tttggttagctatatctattctatattttcatcgatcatcatacaataaagagaatatatatatgatacattcattt(A)15108 44735225 44735332 TCCTGTGTGCTTGATTCATTG TGAAGGCATCACCACCAATA 275

Ad08A13691 Aradu.A08 13691 p2 (TC)7 14 44743474 44743487 TGCCTTCCATTTTTGCTTCT TGGGAATTCCAAAGGAACAG 223

Ad08A13692 Aradu.A08 13692 p3 (CTT)5 15 44743679 44743693 CTACTGCACCTGCGACACAC AGCGTGCAAGTCAGCAATTA 111

Ad08A13697 Aradu.A08 13697 p2 (AC)6 12 44756715 44756726 AGATCGGCAATCAATCGAAC TTTGTCTTCAAAAGCTTCCCA 255

Ad08A13710 Aradu.A08 13710 p2 (AT)11 22 44812447 44812468 TCAGTCTCCCAGTCTCTATCCC AGCTCTATCCTAAAAATATTGGCA 262

Ad08A13711 Aradu.A08 13711 p3 (TTA)6 18 44813099 44813116 CAAAAATGCTATGAATCACAACC TTAGGAGATAATTGATGCACACA 278

Ad08A13713 Aradu.A08 13713 p3 (TAT)14 42 44813885 44813926 CGAATTGAAAGTGTAGGGCA ACTAGATTGGGGTCGTGGTG 151

Ad08A13717 Aradu.A08 13717 p2 (AT)6 12 44826840 44826851 TTTGTTGTGGATTAATTATATTTTTGC TTCCAATTCTTGAGAATGATTAGC 277

Ad08A13718 Aradu.A08 13718 p2 (TA)10 20 44829225 44829244 GGAGCATGTGACAATTATGAGC TAGAAGAAATGGGCATTGGC 194

Ad08A13720 Aradu.A08 13720 p2 (GA)6 12 44834868 44834879 CGGTTTTGATTCTGACCCTC GGCTCTCTCTTCTCCCCAAT 162

Ad08A13723 Aradu.A08 13723 p2 (AT)6 12 44839943 44839954 CCTTCTATACCCGTGACCCA TATGCAGAGAGAGAGGGGGA 167

Ad08A13729 Aradu.A08 13729 p3 (TAA)5 15 44848754 44848768 TCTGTGCACTTGTTTGATGC TCACTGTGGCCAAGTTGTTC 255

Ad08A13735 Aradu.A08 13735 p2 (AT)8 16 44870723 44870738 AAAGGGCATCCAAAAACAAA GGGAAACCTAATTGAGGGGA 233

Ad08A13738 Aradu.A08 13738 c (T)11caaaattttccaaatttg(A)1039 44872853 44872891 TACCTGAGGTTGCTTGGGTC GGAAATTCTACCCTGCCCTC 231

Ad08A13739 Aradu.A08 13739 p2 (AC)6 12 44873964 44873975 TGGAGCCTGATGTAGCTGTC GCAGTCATCATTGCAGTCCA 235

Ad08A13743 Aradu.A08 13743 p3 (ACT)7 21 44881565 44881585 ATTTGCAAAAGCACCTAGCC TTTCAACCTTGGGACTAGCG 216

Ad08A13747 Aradu.A08 13747 p3 (ATT)5 15 44890604 44890618 TTACTTCAATTTCCACGGGC GGGAGGGTGACAATAAAGCA 277

Ad08A13751 Aradu.A08 13751 p3 (TAC)5 15 44897277 44897291 TGGTGTCTTGATGGCTCTGA AGCCTTTTGGTTTGCATTTG 195

Ad08A13755 Aradu.A08 13755 p3 (TCT)5 15 44906444 44906458 CACAAAAATTTCGTTGTCAAAA CCAAAATTTCTTAACCGTGATACA 176

Ad08A13759 Aradu.A08 13759 p2 (TA)7 14 44913187 44913200 AAGATCCGACATTGCTGACC AGTCCAACCCGTCCCTAAGT 185

Ad08A13760 Aradu.A08 13760 p3 (TGA)6 18 44915505 44915522 AGGAACGTCCTTCGTTTCAA GAACATGACAGACAAAAAGCCA 280

Ad08A13762 Aradu.A08 13762 p3 (CTT)5 15 44921395 44921409 TTTGCATCCTGTTAAATGAAGA CGGGTTCGAGTCTCCCTATT 205

Ad08A13764 Aradu.A08 13764 p3 (AAG)5 15 44922353 44922367 AAAGGAAGCAACCAAGACAGA TTTCCCCCTCTTCTTCCTGT 126

Ad08A13768 Aradu.A08 13768 c (T)11aatcaa(T)11 28 44930990 44931017 TTGCATTATGTGTTCTAATGAGTTG TGGAGGAAGAACGACCATTT 278

Ad08A13771 Aradu.A08 13771 p3 (ATT)6 18 44940668 44940685 CGCAGAGACAATGTTCTCAATC TCGAGTTCAAACGCAACTCTT 279

Ad08A13773 Aradu.A08 13773 c (T)10ctttttttttctttttttattagattttcttctcctccttcttttttatcattttcct(TCA)583 44944287 44944369 TCACACACGTACATTCTTTTTCAC TGGCAAAAATTTGATGATAACG 272
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Ad08A13774 Aradu.A08 13774 p3 (AAG)6 18 44945269 44945286 GCTGCAAAATCACTAAGAAGAGG ACGCGGGATTTAAGTTATCG 130

Ad08A13775 Aradu.A08 13775 p2 (TA)6 12 44950834 44950845 GGTCCGATTTTCAGAACCAT TCATGTGTTAATGTGTCCAACA 233

Ad08A13780 Aradu.A08 13780 c (TCT)5tatttcagaccagtggagaaaagatcacacgattgtggtgaagagaagggaaatcagaaccttaaaattttagctcattcaatacgccattttcaacctt(TC)7129 44977657 44977785 TGTGTGATCCAGCAACCATT GGAACCAGTCCAGCAGGTAA 258

Ad08A13781 Aradu.A08 13781 c (T)15gtatatatctatactaaaatactaattctacgctccaaatatgatacattatgtacgaattacaaaagagtgaagg(A)10101 44982094 44982194 AACAGGACCAACCAATCACA CGCCAACAACAAGAACAAGA 260

Ad08A13783 Aradu.A08 13783 p2 (AC)9 18 44984876 44984893 ATTGCCGTTTGATGGAAAAA TCCAAGAAGACGAGACGCAT 222

Ad08A13784 Aradu.A08 13784 c (TA)6tgtatgcttttttttcttagttcgttcgtcttttttttc(T)1061 44993862 44993922 TTTTGTAGGTAACCAAATTCAACAA AAAAGGAGGAGCACGAAAAA 156

Ad08A13790 Aradu.A08 13790 p3 (AAT)19 57 45011412 45011468 TTGTTTCTAATGAGGTGAGCGA AATGTGATTTGCAAGGAAAAA 250

Ad08A13795 Aradu.A08 13795 p2 (TA)9 18 45030590 45030607 TCCGATCAATTCACATCGAC TGCCGTTGATTCATTCTTCA 167

Ad08A13797 Aradu.A08 13797 p2 (GA)6 12 45036154 45036165 GGGAGTGTGTGGAGTGGAGT CCCGCATCTCCATTTCTTTA 211

Ad08A13801 Aradu.A08 13801 p3 (AAG)5 15 45045853 45045867 AAATGCGAAAGGGAAGAAAAA GAGCTCGGGAGAGAGGAACT 126

Ad08A13809 Aradu.A08 13809 p2 (TA)8 16 45068007 45068022 TGGCAACCCAGAGCTTCTAT GGTCACGAGTCCACGATTTT 191

Ad08A13810 Aradu.A08 13810 p2 (TA)6 12 45068533 45068544 CGACGGAGCCAATTAACATT GGCCGCATAATAGCAACATT 236

Ad08A13811 Aradu.A08 13811 p2 (AT)10 20 45069376 45069395 GCCATCAAAACGAACCTTTG TCCAAAATTAGTTGCTAACCAAAA 205

Ad08A13813 Aradu.A08 13813 p3 (TCT)5 15 45071804 45071818 GGCACCGCATCTTTGTAAAT CACACAGCAAGTCAGCAACA 242

Ad08A13815 Aradu.A08 13815 p3 (ATG)6 18 45073558 45073575 AGACGGTGTCGTTGGATTGT GACCCATTAACCAGCAAGGA 116

Ad08A13816 Aradu.A08 13816 p3 (AGT)7 21 45079594 45079614 AAATAAAAATGGATAAAAACTGCAA TGCTTTACGCCAATAAACAAAA 277

Ad08A13823 Aradu.A08 13823 p2 (CA)7 14 45091194 45091207 ACATGCTTCCAATGAACGTG TCTTATTGACTACACTTCAATCCAAAA 124

Ad08A13824 Aradu.A08 13824 p3 (ATT)5 15 45092089 45092103 TTATTGCTAGTATCTTTTATGGTCAAA AATATGTGTGCGATGACCGA 202

Ad08A13826 Aradu.A08 13826 p2 (AT)6 12 45093559 45093570 CTCCTTCAATCGTGCATGTG AAAAGTTGTACTCCTCCATTTGA 196

Ad08A13827 Aradu.A08 13827 p2 (TG)6 12 45094673 45094684 TTTTGTTTGGAATTTAGGCTTTG ACTTGATCAATCCGGCTGAA 276

Ad08A13830 Aradu.A08 13830 p2 (AT)9 18 45098132 45098149 CGGAGATGCCATTATCATCC TCAGCAGCAACAAGAAGATCA 264

Ad08A13831 Aradu.A08 13831 c (TTAA)5tttcaagaactgtgacatggaaggttccttttctgatcttcttgttgctgctgaga(ATT)591 45098262 45098352 CGACAAAGATTTGAGAAAATGG AGAAGAGAACAGGGTTGCCA 248

Ad08A13832 Aradu.A08 13832 c (AAG)7(TTG)5 36 45098787 45098822 CTGAGAGTGCCTTGGGAGAC GCCAAAATGCAAAGACCAAT 147

Ad08A13834 Aradu.A08 13834 p2 (TC)10 20 45101787 45101806 CTTACTGGCTGCGTTTTGCT AAAGCATGCAACTAAGAACTAACAA 248

Ad08A13837 Aradu.A08 13837 c (T)12aaacagcaaaagcgtggt(A)1141 45121589 45121629 TGTGCAGCCAACTTTACCAA TAGCTTCCCATGCAGCAAAT 229

Ad08A13842 Aradu.A08 13842 p3 (ATT)5 15 45135592 45135606 CAACTTTCCGTCCATTTTGG AATTCGATAAGAACCCGCCT 260

Ad08A13846 Aradu.A08 13846 p2 (TA)8 16 45143470 45143485 CTCTCTCGGCTCATTGGTTC TTCAGAGACAATTGCATAAAAATGA 242

Ad08A13849 Aradu.A08 13849 p3 (ATT)7 21 45155428 45155448 ACCATGAGCTGACCCTTCAC GCCAACTAGATCGCTTCAATC 220

Ad08A13850 Aradu.A08 13850 p3 (TAT)11 33 45155763 45155795 TCTCCCATTTTACATGACTAGCAA CCAACAAAAACAGCAAAGCA 221

Ad08A13856 Aradu.A08 13856 p3 (TCA)8 24 45171907 45171930 CGTGAAATCGGTGGAAAGTT TGCTCTCTCTGGAAAAAGGG 183

Ad08A13863 Aradu.A08 13863 p2 (GA)6 12 45188123 45188134 TGGCATTGGAAATAGAAGGC ATGAAGATTGGATCCGCAAC 237

Ad08A13864 Aradu.A08 13864 c (CTT)10catcgtcatcgtcatcatcaaattcaattcaagtgaag(CAC)583 45189153 45189235 CCGTGTGCTTACCACCTTTT AATTGAACCTGGAGATGGGG 261

Ad08A13868 Aradu.A08 13868 p2 (AG)10 20 45195843 45195862 CCCCGTATTTTGAAGCAGAA CTTTCGGATCTCTTTGGTCG 239

Ad08A13873 Aradu.A08 13873 p4 (ATTA)7 28 45206393 45206420 GCCACACACTCCTTTCCACT GTGCAAAAGCATGCATCAAA 239
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Ad08A13874 Aradu.A08 13874 p2 (AC)6 12 45210172 45210183 AAATTCTGGGAAGTTGCGAA TGCAAAACCAGGATTCATCA 234

Ad08A13875 Aradu.A08 13875 p2 (TC)8 16 45217823 45217838 CATCTGCTATCAATTTCGTGGA GGCGAGTGTGACTGAGATGA 246

Ad08A13876 Aradu.A08 13876 p3 (CTT)6 18 45221609 45221626 TTCCTCCAAACCTCAAACCTT CGAATTATCTTTTGGGAAAGAGG 215

Ad08A13877 Aradu.A08 13877 p2 (GA)8 16 45222528 45222543 GGTCCAAAACCAGAAGACGA TCAAAGAACGTCTCTCCCTCTC 231

Ad08A13881 Aradu.A08 13881 p3 (ATA)5 15 45233023 45233037 TAACTAAAACAACGCCGCCT GCTTCAGCTTTCGCCACTAA 257

Ad08A13882 Aradu.A08 13882 p2 (TA)6 12 45233294 45233305 AACCCTAGGGATTCTGTCGG TCATTGCTCAAGGTCAAGGAT 213

Ad08A13883 Aradu.A08 13883 p3 (AAT)9 27 45234978 45235004 CGTTTTCTTGTGACGACGAC GCGCACGTAAACAAATTCAA 177

Ad08A13884 Aradu.A08 13884 p2 (AT)6 12 45235386 45235397 TCAGTGTACGTAGGAGCCCA TCAACAACATAAATTTTGAGGAGA 182

Ad08A13889 Aradu.A08 13889 c (TC)8tactaaacacccatgggtcattgtttcttcatctgatccaacataagccgaacaagagtgattaatt(A)1497 45251884 45251980 GGCCAAATTAACACTCATTGG CGCTGTTCGTGTGGTTCTTA 178

Ad08A13890 Aradu.A08 13890 p3 (CTT)5 15 45252178 45252192 TGACACAGGACTGTTCGGAG GCTGAGGAATCTTGTAGCGG 226

Ad08A13892 Aradu.A08 13892 p3 (TAT)6 18 45253394 45253411 CATCATTTCTCTCCAAAGTCCA TTTCCTTTTTCATTAAAGCCCA 237

Ad08A13893 Aradu.A08 13893 p2 (TA)6 12 45253707 45253718 TGGGCTTTAATGAAAAAGGAAA AACAAATACGGAACAACACATTT 215

Ad08A13896 Aradu.A08 13896 c (T)10agtctttttagataattgtgaggaaccgttttagaa(T)1157 45257780 45257836 CCCCCTAGCATTGCTCTAAA AAACGTTGTTTCATGCGTGT 261

Ad08A13898 Aradu.A08 13898 p3 (AAT)5 15 45260284 45260298 TTGGGAGCTTGTTCTTTGCT ATTTGCATCCTTGCATTGAA 268

Ad08A13901 Aradu.A08 13901 p3 (CAC)5 15 45268770 45268784 CCAATATAAAACGGGGCAAA GTGAGATTTGGGATTGGTGG 254

Ad08A13908 Aradu.A08 13908 p3 (ATT)16 48 45290505 45290552 GCCTTAAGGAAAACAAAGAATCAA TCCCATTCTCTTATCATTTCACTT 256

Ad08A13910 Aradu.A08 13910 p2 (AG)18 36 45300120 45300155 CACCAGCGCAGAAAATTAGA CGCTTTCCCATTACTTTTGG 274

Ad08A13913 Aradu.A08 13913 p3 (TTA)6 18 45304910 45304927 AAATAGAATCGGATCAAATCGTAGA GAAATAAAACATCCACACATATGAA 217

Ad08A13919 Aradu.A08 13919 c (C)16(A)13 29 45315667 45315695 TGTTGTATTGAACACGTTCATTCTT TACCCTGTTGGTTTTGCCTC 272

Ad08A13920 Aradu.A08 13920 p3 (CCT)5 15 45317909 45317923 TATTTCCGAGTTGTTTCCGC ACAAGGGGTTGAGAGGGAGT 189

Ad08A13924 Aradu.A08 13924 p2 (TC)7 14 45337999 45338012 TCCATTCTGCAACTCACACA GCAAGAAATAAAGCGAAGAACA 163

Ad08A13926 Aradu.A08 13926 c (CT)6cg(CT)6 26 45339495 45339520 TCTCTGCCCCACTCTCACTT AAAAGGTTTTTGTGGCAACG 255

Ad08A13927 Aradu.A08 13927 c (TG)9(AG)13 44 45339802 45339845 TTGCCACAAAAACCTTTTCC TGCATCTCTCCTCTCCCTCT 205

Ad08A13934 Aradu.A08 13934 p2 (AT)9 18 45366274 45366291 TGAATAATGAAAGATACCATCATAAAA CCTGGTAGGGTGTGCTTGAT 197

Ad08A13945 Aradu.A08 13945 c (T)10atactcatccgtcagcatttcttcttatatttactatataaattaatattcactttacata(T)1081 45424544 45424624 TTCTTCATCATAAAATCGGTGA GAGTAGTGGAGAGAGAAAAAGAAAAA 279

Ad08A13946 Aradu.A08 13946 p2 (TA)8 16 45428401 45428416 CACAAAAGTTGGTGTTCCCC AGAGGGCTAGTGGTCGTGG 255

Ad08A13949 Aradu.A08 13949 c (T)12aattttaacttttaaagaag(A)1042 45439800 45439841 TAGTGTTTGCGGCTTTGATG GTGAACGGCCAAAACAAAAT 184

Ad08A13950 Aradu.A08 13950 p2 (TA)8 16 45441161 45441176 TGGGTGACGTTCATTTTATTCA GGTTGGATTTGTCATTTTCTCA 246

Ad08A13951 Aradu.A08 13951 p2 (AT)12 24 45441681 45441704 AATTTTTCTGTTGGGTCTGACA AACAAGGCTCGTAGTTTTGGA 242

Ad08A13952 Aradu.A08 13952 p2 (TA)8 16 45447052 45447067 CCTTCTCTCTCTCCTCCTCCA AATGTGCCTTGGCTCCTTTA 267

Ad08A13953 Aradu.A08 13953 p2 (TA)8 16 45452876 45452891 CAAGAGTCGAATCCCCAAAA ATTGTTTTAATGGGGCTCGG 206

Ad08A13954 Aradu.A08 13954 c (A)10ttc(A)11 24 45455775 45455798 GCAAGTTAATGCCAGCGAGT ATGTGCCTTGGCTCGTTTAG 207

Ad08A13956 Aradu.A08 13956 c (T)11aatttcaattttttttaattaatttaataactattttaatttc(T)1266 45460199 45460264 CAGCAACCTTCAACTCCCAT GAAAAATTCCTAACGTTACACAAAA 191

Ad08A13959 Aradu.A08 13959 p2 (TA)6 12 45468268 45468279 TGCATTCTTGTGGCCAATTA CTCTATACCATTTGCAATACAATCA 255
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Ad08A13966 Aradu.A08 13966 p3 (ATT)10 30 45476016 45476045 AGCTGTGGCTGTCTGGTTTC CGTGTCCTTAAACGCCTTGT 220

Ad08A13970 Aradu.A08 13970 c (A)14tcaatatcactacattttattatttatcttcttgatatcattatgctcttccccctcaaatgatcatcctggaaa(TC)18125 45479457 45479581 TCGAAAATTCAATATCCACGA GGGAGGAAGATGAGGCTTTC 261

Ad08A13978 Aradu.A08 13978 p3 (ATA)6 18 45493060 45493077 TCCATCAAGCTCTTAGTCACCT TCAAGGGCATGATCTCTTCC 280

Ad08A13979 Aradu.A08 13979 p2 (GA)9 18 45493340 45493357 CATGCCCTTGATTTTTCACA CTCATCACTTCACTTTCAGCG 198

Ad08A13982 Aradu.A08 13982 p2 (AT)7 14 45498416 45498429 CAACACATGCAATGCAACAA GAAACATACAAAAATTTCTTCGG 167

Ad08A13983 Aradu.A08 13983 p3 (AAT)8 24 45499413 45499436 GAGTCGGAGTTGGTGGTGTT AAAATGGTCCAATGCAAACC 254

Ad08A13987 Aradu.A08 13987 p2 (TA)6 12 45512991 45513002 GAGATGAAAGTGAGCCATTTGTT TCAGCATATATAGAGCTTTCTTTCC 269

Ad08A13988 Aradu.A08 13988 p3 (ATT)5 15 45513598 45513612 TGAGTTGAGTCGTATGTCGAAC TGATTTTTGTCAAGGTAATGGA 218

Ad08A13991 Aradu.A08 13991 p2 (CT)6 12 45527439 45527450 CCTCGTAAGCAAGATGGCTC GAATCGGAGAGAACGAAACG 180

Ad08A13998 Aradu.A08 13998 c (A)10tctactatgtaattaagaatgattctaccaactcttattaatttttgttgggttggatttcaaagtccatc(A)1192 45545753 45545844 TTGGTGTAAATGTGTAATGACCG AATGGTGGCACTGAGAGGAC 235

Ad08A14000 Aradu.A08 14000 p3 (ATC)5 15 45552289 45552303 GCAGAAACAACACCGATGAA TCTGCTTCTAGCTGCTTTTGG 111

Ad08A14003 Aradu.A08 14003 c (A)11tatcttagttgattgatgccaaagcttcctatatcccaggaagtaggaagtaac(T)1378 45559701 45559778 TGCTGTTAATGACAGAGGAAGC GATGCATCTGCTTGAACCAT 224

Ad08A14009 Aradu.A08 14009 p3 (AAT)5 15 45576951 45576965 ATCGAGCTGGTGAGAGGGTA AATGTGCCAACCAGGTCTTC 262

Ad08A14010 Aradu.A08 14010 p3 (CAC)5 15 45583512 45583526 TCCTTCTTTGCTTCATGGCT TTACATTCCATTCCCCGAAA 233

Ad08A14016 Aradu.A08 14016 p2 (AT)9 18 45602045 45602062 CCGATCAGATAGTCTTGCGA TTATGGAAGTTTTAATCTAATTCACG 248

Ad08A14018 Aradu.A08 14018 p2 (AG)18 36 45610837 45610872 GCTGATGCTTCTTCCCTGTC CCAAAAGCTACCCGAACAAA 250

Ad08A14021 Aradu.A08 14021 p2 (TA)6 12 45615253 45615264 CCTCGGTGAGTTGTCTGGTT GACTCGCGGAGTTTAAGTCG 213

Ad08A14022 Aradu.A08 14022 p2 (TA)6 12 45615559 45615570 AGTCGACTTAAACTCCGCGA ATCGCATCGTAAAGCAAAGG 256

Ad08A14024 Aradu.A08 14024 c (T)12aagaagaatgttagagattatcagag(T)1048 45622494 45622541 TTAGGCCTGATCATGTATTGTAAA CAAAACAGAGGCCAATCCAT 260

Ad08A14030 Aradu.A08 14030 p3 (ATT)5 15 45626728 45626742 AACCACAATCCCCAAACAAC CAATCCCACACTGCCTCTTT 272

Ad08A14031 Aradu.A08 14031 c (A)10caaaatttattaacaagaaacgttatattaatcatttttcatatttttttaataatatccaaatcagtcgtc(A)1294 45629375 45629468 TGCTCCACTTGTTGTGTTGAG TCCAAGGATAACTATCAAATAAAATG 206

Ad08A14033 Aradu.A08 14033 p2 (AT)6 12 45634970 45634981 ATTATGCCTGTGGTGCTTCC TGAGCTCAAATCTGTGATAAATTAGT 276

Ad08A14037 Aradu.A08 14037 p2 (AT)8 16 45643176 45643191 ATGTGGCTGAAACAAAAGCC ATCGTGGCACTTTTGGAGTC 267

Ad08A14038 Aradu.A08 14038 c (T)10ctttttcacccaattttaaatgatttaatttcccactttga(T)1465 45644686 45644750 CAAATGTCCCGAGAAAGGAG GGAGGAGGCGGTGTTTTAAT 243

Ad08A14044 Aradu.A08 14044 p2 (CT)7 14 45657565 45657578 GCCATTTGAAATTTGCTGCT CTGGATCCGTCACTGTGTTG 204

Ad08A14045 Aradu.A08 14045 p2 (AT)6 12 45659715 45659726 TCCCAAACAGTTTCATTACACAA TGAAAATTTATACTTCAGACAGACGA 260

Ad08A14047 Aradu.A08 14047 p3 (AAT)15 45 45661179 45661223 TCGTAAAATAGAGGTGGTGTGG TTCGCACGCAAGTAATTCAG 191

Ad08A14048 Aradu.A08 14048 p2 (AT)6 12 45661429 45661440 TGCGTGCGAAGAAATCTAAA GTAGCGGAGCAGTTTTCTGG 274

Ad08A14052 Aradu.A08 14052 p2 (GA)13 26 45676717 45676742 GAACACAACAATGCAGGTGG TTCCCATTTTCCCACCATTA 246

Ad08A14054 Aradu.A08 14054 c (T)11acaatattctccaatctgttaagcaaagaattaatccgtgacaaaaaaattttatttaaaaattcattattagtcaataaattat(TA)6108 45679315 45679422 TGGAAATTGGATACCAAAAGAGA TTGGGATATGAGCCCTATTGA 278

Ad08A14061 Aradu.A08 14061 p2 (AT)6 12 45689788 45689799 GCGAGTGAAAATATCCAAAGTG CACAACTTGAATACACACAAATCTTTT 134

Ad08A14063 Aradu.A08 14063 p2 (TA)7 14 45697816 45697829 CAAAGCGTATGCATTAGCCA TTGATTTTGATGATTGATTTTGA 268

Ad08A14064 Aradu.A08 14064 p3 (CCA)5 15 45699116 45699130 TCCAAATGCAATTAGCCATC TGAAAAAGTGGTGGTGTGGA 220

Ad08A14065 Aradu.A08 14065 p3 (CAA)7 21 45699310 45699330 TCCACACCACCACTTTTTCA GCCGTGGTCTCAGACAATTT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A14066 Aradu.A08 14066 c (GA)7atggggttagggtta(GTG)544 45699923 45699966 GGAAGGAGTTGGCAGAGTTG CCAACGAAAGTTGAAAACGC 263

Ad08A14071 Aradu.A08 14071 p3 (AAT)5 15 45711870 45711884 AGAAGGAGATGCCTCCATTG TCAAATTGCCAATATCCTCAT 216

Ad08A14072 Aradu.A08 14072 p3 (AAT)15 45 45711987 45712031 AGAAGGAGATGCCTCCATTG TCAAATTGCCAATATCCTCAT 216

Ad08A14073 Aradu.A08 14073 p2 (TA)6 12 45715057 45715068 TTTTAGGTTCCAATAAAATATGCAA CGGAGAGAACTCTTGCCATC 195

Ad08A14076 Aradu.A08 14076 p3 (ACT)6 18 45718286 45718303 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 168

Ad08A14083 Aradu.A08 14083 c (TTC)6tttttccgtgcctcctctttttcttatcctc(CTT)667 45744151 45744217 GCATTTTTCCGTACAAATCATACA AGATGGTGTTGATGACGACAA 203

Ad08A14086 Aradu.A08 14086 c (T)12atcttttcgaatccggtgcattatcttcttttattttatttgttttaaaagttaattaaaacacattaaatgtgtatttt(A)11103 45755359 45755461 TCTTTCAGACTTTTTGTTAAGTGTTGA ACATTTTGTAAAACTTGCCGTT 280

Ad08A14088 Aradu.A08 14088 p2 (AG)7 14 45778488 45778501 TTGTGACGCTCGAAAAGTTG GCCTATAATCTTCGCTCCCTTT 255

Ad08A14089 Aradu.A08 14089 p3 (AGG)7 21 45786657 45786677 GCCGAGACAAGGTTGAAGAG AGGAGGCTAAAGCGAAGTCC 168

Ad08A14092 Aradu.A08 14092 p2 (TA)13 26 45793053 45793078 ATTCCATACCTCCTCCAGCC CAACATCCTCTCCAGCCAAC 200

Ad08A14094 Aradu.A08 14094 p3 (AAT)10 30 45801283 45801312 TGGTAGACAATCAACAAGCAAGA ACGGGAACTGCTGACTCAAT 252

Ad08A14096 Aradu.A08 14096 p2 (AC)14 28 45803039 45803066 TGAATCAACCAAATCAGACCA TTGTGTCTCAAAGCCTGCTG 171

Ad08A14098 Aradu.A08 14098 p2 (AG)9 18 45807011 45807028 CATTTTTGCCTCCCTCTCTG AAAATCCGTTCCTGAGGTCC 267

Ad08A14100 Aradu.A08 14100 p3 (AAG)5 15 45811833 45811847 TTTTTCTTTTAGTTGAATGAATGTAGA AAAAGCACGCAATTTATCCG 234

Ad08A14105 Aradu.A08 14105 p3 (TAT)5 15 45818494 45818508 TGGAGAAACACCTTCCTAATTGA CAAAAATTTCCATGGCATCA 278

Ad08A14107 Aradu.A08 14107 c (GA)11aagagaa(AG)743 45848369 45848411 GTTCAGGCTCATAGCGAAGG TCTCTGCTCATCCCGTTACC 207

Ad08A14109 Aradu.A08 14109 p3 (ATA)5 15 45852896 45852910 GACTCAATCGTTGTCTGCGA ACCGAAACCCTCCTGTTCTT 234

Ad08A14111 Aradu.A08 14111 p3 (ATA)11 33 45856569 45856601 TCACTTCATTAGGCACGCAA CCTTTTCCCGAAGCTTGTTT 247

Ad08A14114 Aradu.A08 14114 p3 (TAA)7 21 45860970 45860990 GACAAGTTGTTACCTTAATGGTGATT AAATAAAGTAACCAGGGCCAA 100

Ad08A14115 Aradu.A08 14115 p2 (AT)8 16 45867351 45867366 TAAAAGCTTATTGCCCGCAT TTCATATTTTTCTGATTTTGTTCCC 218

Ad08A14118 Aradu.A08 14118 p2 (TA)9 18 45875728 45875745 TTTTCCAAAAATAATGGCACA GGCCGTTAGGTATGAAAAATAA 262

Ad08A14119 Aradu.A08 14119 p3 (AAT)13 39 45876452 45876490 TGATTTATTGATTCCATTAGGTAAAGT AGTCTCATGCAGCAGATCCA 218

Ad08A14121 Aradu.A08 14121 p5 (TTTAT)6 30 45882992 45883021 CAGCCACCATGAAACAACAA GGCCTCCTCAACCTTCATTT 272

Ad08A14122 Aradu.A08 14122 p3 (GAG)5 15 45883450 45883464 TTCCATCTGCAAAGAAGCCT GGAGGAAGAAGATCAAGGGG 166

Ad08A14125 Aradu.A08 14125 p2 (TA)9 18 45886010 45886027 CAAAACAACACATAAATTTACACACA GAGGAACTTTGAATGCCCAA 273

Ad08A14130 Aradu.A08 14130 p3 (AGA)7 21 45903505 45903525 GAAAAAGTAGGAAACCAAGAAAGAA AAACTGAAACTGCCGTGCTT 189

Ad08A14131 Aradu.A08 14131 p6 (GCCTCA)5 30 45904173 45904202 AGTCTCAGCCTCAACCGTGT CATCCGTCACCGTCCTTACT 258

Ad08A14132 Aradu.A08 14132 p4 (TTAT)5 20 45905108 45905127 CATTGGACCGAAGATGAACA AACAAGAGAGCAGTGAAGTCGAT 245

Ad08A14135 Aradu.A08 14135 p3 (ATT)5 15 45911301 45911315 CGATTTGCATTAATGACTACAATTTAT AAATGCAATAAACATACATTAAAAGTG 264

Ad08A14138 Aradu.A08 14138 p3 (AGA)6 18 45922371 45922388 CAGTCCAACCTGCACTCAGA AAACTGAAACTGCGGTGCTT 222

Ad08A14139 Aradu.A08 14139 c (TTAT)5tatctagttgaatattggtatttac(A)1055 45923778 45923832 AGGAGGCAACACCAACAAAG CAGCATACAATCATCATCGACA 220

Ad08A14143 Aradu.A08 14143 p2 (CA)7 14 45936908 45936921 TTCAAGTTTCAAACACTTTCAATAAGA TCAATTCCTTTTAACAACAATCAAA 245

Ad08A14144 Aradu.A08 14144 p2 (TA)9 18 45938237 45938254 CATGATGTCCATTCATTGGTTT ATCTGCGTGGAGAATCACAA 252

Ad08A14147 Aradu.A08 14147 p2 (CT)7 14 45941885 45941898 CCGATAATTGATTTGGAGACTGA GGCTTTAATCAAATTGAGAGTGTG 217
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Ad08A14149 Aradu.A08 14149 p4 (AAAT)5 20 45945887 45945906 TGGGTAAAGAAAGACATAGAACACTC TGTGTCCATCAACAAAGCAAA 269

Ad08A14151 Aradu.A08 14151 p2 (AT)10 20 45951248 45951267 TCGTTCAGCAAATAAATACAAATGA TGTGAAAAGGTGATGGCAAA 267

Ad08A14157 Aradu.A08 14157 p3 (CTT)5 15 45958798 45958812 GGTCCAATACCAACAAAAACC CAGCAATTGCATTCCTTCAA 274

Ad08A14161 Aradu.A08 14161 c (T)13ggtgtgttgcggttggttgattgattctgatctgatgctgctgttgacctttttttttaaaatataatttac(T)1196 45966625 45966720 GACCCCATTAAAAATGGCAA CCCCAAGAGCAAACAACATT 190

Ad08A14162 Aradu.A08 14162 p3 (TAT)5 15 45973257 45973271 ACCACCACTGCGACCACTAC TCAGCACCACAAAACACCAT 252

Ad08A14163 Aradu.A08 14163 p2 (TG)6 12 45978432 45978443 TCGTGTGAATGTAAAGTATGATGAGA CTGACTGCGCCACTCTGATA 183

Ad08A14164 Aradu.A08 14164 p2 (AG)6 12 45985845 45985856 CTGCAGCTATGAAGGAGGCT CTCCTCCCTTTCCTTCTGCT 197

Ad08A14165 Aradu.A08 14165 p2 (TC)18 36 45989505 45989540 AAGCCCCAATGTTTTCACAG TGATATCAATCCACACGATGG 262

Ad08A14170 Aradu.A08 14170 p2 (TA)8 16 45995259 45995274 TGCAAAACAATTATGGCATATC GCACATGGAAGTTGAAGATGT 280

Ad08A14171 Aradu.A08 14171 p2 (AT)6 12 45995630 45995641 AACATAAAGCCAAAAATCAGTTACA TGAAATAAGAAATGATCATACATGAAA 205

Ad08A14179 Aradu.A08 14179 p4 (AATA)5 20 46016095 46016114 CGATCTTGCAAAAAGGAAGTG CAGCACCAACAAAGACAGGA 258

Ad08A14183 Aradu.A08 14183 c (TCT)5tcctcttcgtcttcgtcttcgtcctcttcctcttcctcttcc(TCT)6tcgttttttttcgattttcatggtttctgaaa(TTC)5ttgctcttcctcttactcttcttcttctccttttctttcgtttctgcacgttcttcttcctcgttttcc(TCT)5206 46019566 46019771 CCCACTCAAACGGTTCATTT AAAAGAAAACAGAGAGAAAAGACG 280

Ad08A14184 Aradu.A08 14184 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 46020590 46020644 TTTCTCCTCCTCATCTTCTGC CCACATATTGTTACGGCACG 242

Ad08A14185 Aradu.A08 14185 c (T)10catttctattgtggttactttcctattttgtctataattttcaatcacttaatc(T)1074 46021132 46021205 GGAATAGAAGAGTTTTGTGTCCAA AAATGAACAAACGATACAGAGAAA 266

Ad08A14187 Aradu.A08 14187 p3 (CTC)8 24 46022475 46022498 GTAACTTTCACTCCACGCCC AAACGCGAAAGAGGAGAACA 192

Ad08A14188 Aradu.A08 14188 p5 (ATTGA)5 25 46023779 46023803 TTGAATCGAATTGAATGGAATG GGTGAACCGAACACAGGACT 233

Ad08A14189 Aradu.A08 14189 p3 (AAG)6 18 46024329 46024346 AACGTGAAGAAGAAGGCGAA ATACACACAAAATCGCCCAA 138

Ad08A14191 Aradu.A08 14191 p3 (ATT)15 45 46025067 46025111 CGCCAACAGAAACAACAAGA TTAGGCCTTTCAAGCTTTGG 142

Ad08A14192 Aradu.A08 14192 p3 (AAC)10 30 46036461 46036490 TGTGTTCTTTTGTGGATGCAA TGACGTCATTCGATCCATGT 169

Ad08A14193 Aradu.A08 14193 p3 (ATG)6 18 46037169 46037186 CAAATGTGGTGTTGCTGACC TCTCACAATTTGCATTCCCA 200

Ad08A14194 Aradu.A08 14194 p2 (TA)7 14 46037838 46037851 GGCTTCATCATCATCAATCATC TCCCAATCAACACTCACCAA 262

Ad08A14196 Aradu.A08 14196 p4 (AAAT)5 20 46045823 46045842 TCCCTCCGAATTCTAGCAAA TGTTCCCGCTGTCAGTAACTC 279

Ad08A14197 Aradu.A08 14197 p3 (AAG)8 24 46046255 46046278 ATCAATGATGAGGGAGCGAC TTGATCAACTTGCTTCAGCTCT 223

Ad08A14199 Aradu.A08 14199 p4 (ATTT)5 20 46053191 46053210 GCCACTGGATAAGTAGGAGCA CGTCTGCCGTGTCTTTTCA 208

Ad08A14202 Aradu.A08 14202 p2 (AT)6 12 46055834 46055845 TTCCCACCACCTTCTTCAAC GCATGGGAGTCTTCGATCTC 153

Ad08A14204 Aradu.A08 14204 p2 (TA)6 12 46059885 46059896 AACAAACCTAATAACAAATTTTGGA GCCCCTCTTGATGAATATGGTA 280

Ad08A14208 Aradu.A08 14208 p2 (CT)6 12 46065785 46065796 GCTCCGCTCCTAATTTATGTTC TTTGGTGGGGTTGTTCAAAT 263

Ad08A14211 Aradu.A08 14211 p3 (AAT)7 21 46067211 46067231 TTGTGAGAGGGTGTGATTGG CCACTTGATTCAGTTAAAGTGTGC 187

Ad08A14218 Aradu.A08 14218 c (A)10ccccttcccgacctttaaactttacttctatgggactaattagtttttgtgtaagtg(T)1380 46077969 46078048 TGGACCAGTTATGTACCGCA TCCAATTCGTCTCCTGGTCT 262

Ad08A14220 Aradu.A08 14220 p3 (AAG)7 21 46083422 46083442 TCGAAATTCAGCATCATTCG AGTGGTTCACCAATTCCTCG 214

Ad08A14221 Aradu.A08 14221 p3 (TAA)10 30 46084028 46084057 CTCAACAACAACAACTTGAGGG TAGTCCCCGAATGAATCACC 278

Ad08A14223 Aradu.A08 14223 p3 (ATA)5 15 46092607 46092621 GACAAGACAAGACATTGAAAATCG GTTTGTCACAGGAGACACAAAA 232

Ad08A14225 Aradu.A08 14225 p3 (CCA)7 21 46096646 46096666 CCGCATTCAACTCCTTCTTC AATTTCCTCCTCCTCCTCCA 256

Ad08A14226 Aradu.A08 14226 p3 (GGA)5 15 46096846 46096860 GTTACTTCGTCAACCTCGCC TATCATCGACCCTCTCTCCG 156
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Ad08A14227 Aradu.A08 14227 p3 (TGG)5 15 46097091 46097105 CGGAGAGAGGGTCGATGATA GAAATCCAAATGTGGCAACC 256

Ad08A14231 Aradu.A08 14231 p3 (GAA)6 18 46101222 46101239 TTTGCCACATCCTTTGTTGA AAGTGCAGCAATCTCCATCA 220

Ad08A14236 Aradu.A08 14236 p3 (AAT)12 36 46110409 46110444 AGCCAGAAAGTGGCAGCTTA TCTTATTTTTATGGATGTGGGAA 163

Ad08A14242 Aradu.A08 14242 p3 (ATT)7 21 46121209 46121229 ATCAATGCTCCACGAGTCAA TGAGACATGGTTGCGAAAAG 133

Ad08A14244 Aradu.A08 14244 p3 (ATA)5 15 46124699 46124713 AATTGTTGGTGCTGCTGACA CCTAAAACATTTCATTGTCATTCTC 125

Ad08A14246 Aradu.A08 14246 p3 (CTC)5 15 46125158 46125172 AGTTTACGATGCGGGTTTTC AATGGTGATGGAGGAGAGGA 252

Ad08A14247 Aradu.A08 14247 c (ATG)5gaggagaagaatg(A)1038 46125675 46125712 ACCTGCGTCTCGAATGAAAT ATTTCGTTACTGTCGCCACC 274

Ad08A14252 Aradu.A08 14252 p3 (TTC)5 15 46132711 46132725 CCCTTTTCAAGAACACCATCA AATAGGCGGAGATTGCAAGA 179

Ad08A14254 Aradu.A08 14254 p2 (TA)10 20 46136991 46137010 TGGCATTTGCTATGCAGGTA CCCTTTTGCTTGGAAAAACA 242

Ad08A14263 Aradu.A08 14263 c (A)10caaaaataattgcatatatattattttctt(A)1050 46149336 46149385 TGAAGCTGAATTTTGTTCATCATA TTTGTGAGACTTGGAACAAAAA 259

Ad08A14266 Aradu.A08 14266 p2 (TA)12 24 46156176 46156199 AAACAATTCTACCCACCCCA GGAGAAAAGCTTTGGAGCAA 257

Ad08A14275 Aradu.A08 14275 c (T)10ctcttttttctcccttcg(T)1240 46187977 46188016 TGCCTGTCATTGACCAGAGT TTGAACCCCACAAACTCAATC 280

Ad08A14286 Aradu.A08 14286 p3 (ATT)7 21 46217683 46217703 TTCTCATGCATGCCATTTTC TGTGTTTTGGGTCTTTGAAGG 149

Ad08A14289 Aradu.A08 14289 p2 (AT)6 12 46220763 46220774 TGTTCATGGTGGGATAAAATAGTG CACCGGCTATATGGAGGAAA 246

Ad08A14291 Aradu.A08 14291 p2 (TC)6 12 46223274 46223285 TGCTGTTGCATGTTCCTATTT TCAACACCCGTGACTGAAGA 256

Ad08A14293 Aradu.A08 14293 p2 (GA)9 18 46224223 46224240 TCCCCTCAACAACAAACACA TGGGAACTAGGGACATCTGAA 182

Ad08A14294 Aradu.A08 14294 p3 (TTA)5 15 46224972 46224986 GCACGTCCACACTCATCATC CCTCTTTCATTTGCTGTCCC 251

Ad08A14295 Aradu.A08 14295 c (A)12catttataacggtcggaattttt(GA)1055 46229134 46229188 CTTGTTATACGGGCACCAGG TGAACCTGAGTTGGTGCAA 268

Ad08A14296 Aradu.A08 14296 p3 (TTA)16 48 46235939 46235986 GAGGATATTGGTGGTGGTGG TTTTGGGAATGAATGCTGAA 242

Ad08A14297 Aradu.A08 14297 c (A)10cgaacttactcttttaaatagataaattacattg(T)1155 46236691 46236745 CAATCAACAGCGGATTCAAA GGGGTCAACGTAATGCAAGA 278

Ad08A14298 Aradu.A08 14298 c (T)11ctattttcagtgtttttcacttttaggatttcgtgaatgaaaaacttaaaaag(A)1074 46238800 46238873 TGACCCGTGGATTCTACGTT GGCATGTTTGGTTTGTGAAA 227

Ad08A14299 Aradu.A08 14299 p4 (AAAT)5 20 46241548 46241567 ACTCTTGGAGCTTTGGGGTT CAGACGTGCAACCCTCCTAT 244

Ad08A14302 Aradu.A08 14302 p2 (GA)14 28 46246149 46246176 CCATTCTTCCCTGGAAACCT ACCCTCCAAATCCAAACACA 246

Ad08A14303 Aradu.A08 14303 c (A)10ccaatttgatctttagacc(A)1039 46247984 46248022 CCCATAACTCGCACTAATGTCTC CAACCAGTCCGATTCGATTT 185

Ad08A14310 Aradu.A08 14310 p3 (AAG)6 18 46275043 46275060 TTTCCTCCTTATCTTCTGCTGC GCTGCACGTTCTTCTTCCTC 184

Ad08A14315 Aradu.A08 14315 p2 (TA)8 16 46278418 46278433 CATGCTTTCCAAACCATTCA CCACGCTTAGCACTTCATTG 266

Ad08A14317 Aradu.A08 14317 p2 (TA)16 32 46280007 46280038 TTTTTGAGCGCAACTTAGCA AAATCCATGCCGCTCATATT 257

Ad08A14321 Aradu.A08 14321 p3 (TAA)7 21 46289019 46289039 GCAATAGCAACAGCAGCAAC TTGATAATATCCTGCCGTACGTT 241

Ad08A14322 Aradu.A08 14322 p4 (AATG)5 20 46289314 46289333 GCAGAAAGAAAAAGACGGCA CGAATGGTTCCAATGCTTTT 156

Ad08A14329 Aradu.A08 14329 c (T)11aaatataagattgagtgagat(A)10gttataatattggatgaccaccattatcattttagaatattagatttggagaaataataatttttttattttattt(A)10128 46300527 46300654 AGAGTTCGCCTAACTTCCGA TTAAGCGCGAACTAAGCACA 278

Ad08A14330 Aradu.A08 14330 p3 (TGA)6 18 46301094 46301111 TCGTAGCTCACATCGTCGTC CTCTGTCTCGTTTGGCCATT 185

Ad08A14341 Aradu.A08 14341 p3 (ATT)5 15 46332498 46332512 CCACATCCACCAACAAACTCT GCTCAAACCCAGTGAACTCC 184

Ad08A14343 Aradu.A08 14343 p2 (TA)7 14 46337668 46337681 CGTCAAGATGACGACGAAGA CAATAAACATATGCGTTTCTCTCTC 166

Ad08A14344 Aradu.A08 14344 p3 (ATG)5 15 46338494 46338508 TCGTAGCTCACATCGTCGTC CTCAGAACCTCCCCAATTCA 236
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Ad08A14346 Aradu.A08 14346 p3 (AAG)5 15 46341573 46341587 CCAAACGAAAGAAACTCTCCA TCTTCCATCATCTCCTTGGC 241

Ad08A14348 Aradu.A08 14348 p3 (AAG)5 15 46347697 46347711 GAATGTGGGAATTCGATGCT CCACAACACTTGCAACCAAC 120

Ad08A14349 Aradu.A08 14349 p3 (ATA)17 51 46352961 46353011 TGGGAGCAATAATTCACTTCTCTT TCCCATGACCTGAGATAGCC 264

Ad08A14350 Aradu.A08 14350 p3 (TGG)7 21 46353263 46353283 ACTGGTGGTGGTGGAAATGT TCACCAACAACAGGTGCAGT 113

Ad08A14351 Aradu.A08 14351 c (T)10gttcagaggcctaatatca(T)1039 46359500 46359538 CAAAATTAAATTACCACAATCGG AAAAATGATATTAGGTCCCTGTCC 252

Ad08A14352 Aradu.A08 14352 c (A)12catttcaagaaaagcggaattgtacgctgatt(A)1559 46359691 46359749 GCTCAGTACCCCAAGATCCA TTGGATGCGGGAAAACTACT 181

Ad08A14355 Aradu.A08 14355 p3 (TAA)5 15 46365530 46365544 AAAATTGCTCGGTTCTCAACA TTTTAGCAACAAGGATAAGACGAA 201

Ad08A14358 Aradu.A08 14358 p3 (TAA)8 24 46367471 46367494 TTTCTTTGTTGCCAAATGGG CCGGGTGAAATCTGCATTAT 176

Ad08A14360 Aradu.A08 14360 p4 (TTCT)5 20 46377972 46377991 CCTAAATTTGACACCACACAAA TCCTCCTTTTATTTCACCTTTTC 142

Ad08A14361 Aradu.A08 14361 p2 (TA)8 16 46378516 46378531 TCCGGTTCTCATAAACAGTCG TTTGTTTCGACTTTCGACCC 151

Ad08A14362 Aradu.A08 14362 p3 (GGT)5 15 46381854 46381868 GCGGTAGAGCCCTACTTGAA CTTGTCGACCCCCACTACAT 215

Ad08A14365 Aradu.A08 14365 p2 (AT)6 12 46384384 46384395 GCTGGCACATGATGGTTACA CAGCTGGATATGGGTTCTTCA 278

Ad08A14366 Aradu.A08 14366 p3 (AGA)7 21 46385053 46385073 ATGGGGGTAATGGAAATGGT TTCCGTAAGGAAAGGAAGTGA 268

Ad08A14369 Aradu.A08 14369 c (AC)6(AT)6 24 46386665 46386688 CCACCAGAGTCTGCACCATA TGGGATTCGAATTTTTGACA 257

Ad08A14374 Aradu.A08 14374 c (TTA)9tataaaa(AAT)549 46396037 46396085 TCCATACCCTTCCACAAAGC ACCCCAATGCAAGAAAACAT 263

Ad08A14379 Aradu.A08 14379 p2 (GA)7 14 46400922 46400935 TGTGGAGAGAAGAGGGAGGA CGGACGTAAATTCAAATCGC 193

Ad08A14380 Aradu.A08 14380 p3 (AAG)5 15 46403214 46403228 TGGCTTTGAAAGAAAAGGTGA CCAAATTCTCGGACACTTCA 226

Ad08A14383 Aradu.A08 14383 p3 (GAT)5 15 46406009 46406023 ATGGCTCGATGGTCTTCTTG ATTGAACCACCGTCTTCTGC 279

Ad08A14385 Aradu.A08 14385 p3 (TAA)15 45 46411636 46411680 CAGTTGGACTCTTTTTGCCC TCGATAATAGGAGGACTAATACCAAAA 253

Ad08A14386 Aradu.A08 14386 p2 (TA)7 14 46419264 46419277 CCGGACCGAGTTTTTCTTTT CGAATTACTATGAAGGCACATTG 249

Ad08A14388 Aradu.A08 14388 p3 (AAT)6 18 46427840 46427857 ATGCCTGCAACAGAGACAAA GAATTGGGCACTCATTTCGT 244

Ad08A14390 Aradu.A08 14390 p3 (ATA)7 21 46434630 46434650 GACCGAGAAACCTAGCCACA GTTTGACCTCCCCGAGTACA 160

Ad08A14395 Aradu.A08 14395 c (A)11g(A)10 22 46442139 46442160 CCAGCCATTGCAGAATTGTA GCAAAAATGAAAAGAGTGATTTGA 201

Ad08A14397 Aradu.A08 14397 p2 (CT)7 14 46443693 46443706 GCAACAAAAGGACACACCCT GGTATGCATTCAAATTGGGG 228

Ad08A14399 Aradu.A08 14399 p2 (GA)9 18 46448663 46448680 CACCGGCGTTGTAGTAGGAT TGGAGGTGCTCTCTGCTTTT 252

Ad08A14404 Aradu.A08 14404 p2 (TA)6 12 46465159 46465170 GTTGGCGAAGAAGAGGAATG CGGACGGTACGATTTAAGGA 224

Ad08A14405 Aradu.A08 14405 p3 (AAG)5 15 46470449 46470463 TGGCCATATTGAAAATTCTAAGC CAATTGGAAACTCCGGAAGA 236

Ad08A14411 Aradu.A08 14411 p2 (TA)11 22 46501876 46501897 CTGGCAAAGGAGAAAACTCG TTCAAGTTGGGTCCAAGTCC 205

Ad08A14412 Aradu.A08 14412 p2 (TA)8 16 46508232 46508247 CGTGGCCCATGCATAGTATT ATAAATGAGTGACGGCTGGG 238

Ad08A14414 Aradu.A08 14414 c (CTT)5caaaacgatttcaaagcttgatttcagaaatcatgaaaataaaaaaaac(GAAGAG)5gaaaaacttgatttcaaaaaccataaaaatcgaaaaaaaaca(AAG)22202 46518634 46518835 CCCAAAATTCGTTGCATAAT CGGTTCCTCTTCCTCTTCCT 280

Ad08A14416 Aradu.A08 14416 p3 (AAG)6 18 46520691 46520708 TGGCCATATTGAAAATTCTAAGC GGCACCTCCAACAGTTTCAT 147

Ad08A14421 Aradu.A08 14421 p3 (AAT)23 69 46527651 46527719 TCATGATTGCACTTTATGATTTTT TATGGTCCGAATGACGGTTT 250

Ad08A14422 Aradu.A08 14422 c (CAC)5actcaccaccacccaccacccaccactt(ACC)661 46527905 46527965 AACCGTCATTCGGACCATAA TTGGTTGGTGTGATGCAGAT 259

Ad08A14427 Aradu.A08 14427 p3 (AAT)10 30 46538417 46538446 CATCTTTCAAATCAAAATATCCTTCA AACGCTCTCCCCAATTCTCT 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A14431 Aradu.A08 14431 p3 (ATC)5 15 46545061 46545075 AAACATTCAACCCAACCCAA AACCTTTTGGGGCATATGAA 237

Ad08A14435 Aradu.A08 14435 p2 (AG)18 36 46549379 46549414 TTTGTCTGGCCACATGAGAG TGAACTATTGTGCTTCTTTCTTGC 277

Ad08A14436 Aradu.A08 14436 p3 (CAA)11 33 46552444 46552476 GCCACGTTCTCATCAATCTG GCTCGTCGCAATGAAATACA 258

Ad08A14437 Aradu.A08 14437 c (AGA)6g(GAA)6 37 46552975 46553011 AAAGGGTACCCAAAGCTGGT CCTGCACTCCCACTCATTTT 244

Ad08A14442 Aradu.A08 14442 p2 (CT)8 16 46573354 46573369 ACCAAAGACTGTTCAACGGC CGTTAATGGCATAATTGGCA 160

Ad08A14445 Aradu.A08 14445 c (A)12gaagataaaaaaaaccaagaaaagaatcag(A)1052 46581283 46581334 CCTGCTTATGTGACCGATAAA GGTGCCAAACATTATCACTTCA 270

Ad08A14446 Aradu.A08 14446 c (A)10gtaggagttattgtaaagtggtattggtggaagtaaagttcaatccctctttgtgatgatctaaaaataaaatccaaaagatattaccttag(T)15117 46581643 46581759 TGCTTTCAGACATTAAACAATCAA CGTTTCCCAAATGAAAGCAC 254

Ad08A14447 Aradu.A08 14447 p3 (AGA)5 15 46582076 46582090 CAAGAAATTACCCAACACAAAACA ACCTTTCCAAATTCAAGCCA 247

Ad08A14450 Aradu.A08 14450 c (A)11ggcatccgtttatattgaacttaattttggaaaaaaatgaaagaccttattctcattgagttggtgttg(AT)692 46590125 46590216 TTGCTTAAATTTCGGGTTGG TATGCCAAACTTGAGGGGAG 261

Ad08A14451 Aradu.A08 14451 p2 (AT)6 12 46594853 46594864 GGATCGTAGAATGTGGCGTT ATGCGGATTGATTTTGGAAC 251

Ad08A14452 Aradu.A08 14452 c (CT)6ccccctcct(TC)6ttcctctctctttctctctccctaccttctttcttttat(TC)7ctctttctctcccttatctctcttcctatttctttttttccttctctccct(TC)12161 46596879 46597039 GGTTAACCAAAACCAAAACCAA AGAGAGACAAAGAGCGCGAA 242

Ad08A14453 Aradu.A08 14453 c (TC)8atatctctctcatttctc(CT)8ccttttcctctcctctctttctctttctttttttcttttctctctttctctatctcactcctctctctttccttttcttctt(TC)7146 46597342 46597487 TCCTCTCCTATCTCTCTCTCCTCTC CGATGGATAAATATTAAGAGAAGGTTG 261

Ad08A14454 Aradu.A08 14454 p2 (AG)6 12 46597892 46597903 GGGGACAGAGAGAAATAGAGGAA TTTGTCTCCCCCTCCTCTTC 222

Ad08A14456 Aradu.A08 14456 p4 (AGAA)6 24 46606663 46606686 GAGGGTGGCGAAATAACTGA CCGTCCCTTCATCTCACACT 179

Ad08A14458 Aradu.A08 14458 c (T)11gaattcttgttttcgcattgatggagagacatatattaattgacatgtgtttttcttttttcattatta(ATT)698 46610028 46610125 CCACCCGTGCTTACCTCTAA AAAAACAAAAAGATGCCCCC 205

Ad08A14461 Aradu.A08 14461 p3 (CTT)5 15 46621693 46621707 AAACTAACGCTCAAAAGGCG GAGGAAGAAGAACGTGCAGC 125

Ad08A14463 Aradu.A08 14463 p3 (AAC)6 18 46623719 46623736 TCTGGATCCAATCACTGCTG ACATGACAGAGCACAATGGC 154

Ad08A14466 Aradu.A08 14466 p3 (GAA)5 15 46630668 46630682 TGAACGTGCAGATGAAGGAG TAATATTCTTTGTCGGCGGG 269

Ad08A14468 Aradu.A08 14468 p5 (TTCGG)5 25 46635789 46635813 GTTTGGTTCGGTCGGTTTTT GCTTTCGGTTGGCTCAGTAA 277

Ad08A14469 Aradu.A08 14469 p3 (AAT)5 15 46640061 46640075 GGAATAATAATGCAAACAAACGG TCATCCTGGAGATGTGAGAAAA 261

Ad08A14473 Aradu.A08 14473 c (T)10cttttttcttcttccttctctttctccttgcttctcgtaagcctctctaataattta(T)1077 46650729 46650805 CACGATTTGGGCTTTTCTTC GACTCGCAGTGTCTTCCCTC 273

Ad08A14476 Aradu.A08 14476 p2 (TA)6 12 46652903 46652914 TTCTCTCTCCTAAAAGCATAATTTGT GGTCTAAATTGAACTAATATTTTGGG 277

Ad08A14478 Aradu.A08 14478 p3 (ATT)9 27 46653590 46653616 ATGGATTGGTTGTCAACGTG GGGTCCACGTGATGAAGATT 271

Ad08A14485 Aradu.A08 14485 p4 (TTTA)6 24 46661313 46661336 ACAACCGCCGCAGATAATAG TCAAAAGTTTGCCCGTTTTC 215

Ad08A14487 Aradu.A08 14487 c (TAA)9aatgttaaatatgaaataataaatttacctgtagagaaataatactcttctatgaaaatttttgtgaagaacagtgagagagaag(A)10122 46666959 46667080 TCGAAATAGAAACAAAATAGCACG TATTTATTTGCACGTCCCCC 195

Ad08A14489 Aradu.A08 14489 p2 (TC)7 14 46669998 46670011 TTGTTTCAACAGTTCCACGC ATTATTTCGGCTGGGAAAGG 188

Ad08A14491 Aradu.A08 14491 p3 (CAG)5 15 46675786 46675800 AAGTTGCCGAAGAAGGGTTT GCAAACAAAAAGGCCACATT 248

Ad08A14495 Aradu.A08 14495 c (T)10cttttttcaattagatgtgattaaatcttttcaattcgaaataatacaggttgtcttacct(ATAA)591 46685996 46686086 GGTACCATTTATATGCTGATGACG AGACGACAAACCGCATTCTT 219

Ad08A14498 Aradu.A08 14498 p2 (AT)8 16 46692825 46692840 TGATTGGGAAGCAGTAAATTAAAAA TGTAAGATTATATTTGTTCTCTCGCA 280

Ad08A14502 Aradu.A08 14502 p2 (AT)7 14 46696812 46696825 TTGGGATTTGAATTTTGTTTTG TATCTTCATTGGCCTTTGGC 242

Ad08A14508 Aradu.A08 14508 p2 (TA)12 24 46710339 46710362 TTTGTGGTGTCATGAATCATTGT TTGCTTTACCGAAAACATTGC 237

Ad08A14509 Aradu.A08 14509 p3 (TTA)13 39 46711298 46711336 GCGTTACACTATCAGTGCATCAA GCATGGGGTCCTTGTCTTT 277

Ad08A14513 Aradu.A08 14513 c (CAC)7aagttgaatcaatttgccatgatgatccattt(TCA)568 46714822 46714889 AGCGTAAACCACAATCCACA AGGAAGCCATGGTGAACATC 270

Ad08A14514 Aradu.A08 14514 p3 (ATG)7 21 46715111 46715131 GATGTTCACCATGGCTTCCT TTGGCTCAAGTTAGGGTTGG 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A14519 Aradu.A08 14519 p2 (TC)68 136 46736952 46737087 GTGCGAACTGTGGAAATCCT CACACACTCTCTGAAATGTGACAA 256

Ad08A14521 Aradu.A08 14521 c (A)12gaaaagaaaaagagtaagtgtgaaaactctctgaaaagtgaaaaccccaaaaaacccacaag(A)1387 46744790 46744876 GGGAGCCAGAGAGAGTGAGA AACGAAACGAAAGAAACCCC 221

Ad08A14522 Aradu.A08 14522 p2 (CT)9 18 46745003 46745020 GGGGTTTCTTTCGTTTCGTT CCAAATCCAAACACCCAATC 210

Ad08A14527 Aradu.A08 14527 p3 (GAA)5 15 46752489 46752503 GATGGAACGATTGGGTGTTC CATGACTCCTTCACCTCCCT 210

Ad08A14531 Aradu.A08 14531 p3 (ATT)5 15 46761215 46761229 TTGTTCCCATCCTAACAGGC GCTGCATTGAAGGTGAATGA 231

Ad08A14536 Aradu.A08 14536 p3 (ATA)5 15 46777585 46777599 AAAGATTGGTCCAACAGTCCA TGACGACAGAAAGCTATTTATGTAATG 254

Ad08A14537 Aradu.A08 14537 c (TTA)6ttg(TTA)1772 46781692 46781763 GCTCACGTGGCTGGATCTAT CAATGACACTACCACTACTATCAACTC 192

Ad08A14540 Aradu.A08 14540 c (A)10gatttgatatctaaaaatatgtttttttttctgaaataaaattaaaaaaataattatttttctaaattttattttttaattttaatttcttaaatatga(T)10119 46787881 46787999 GGGATTTTGACGTTGCATTT TGAAGGGGAGTTAGCTGAGG 248

Ad08A14542 Aradu.A08 14542 c (TAT)5tacat(TA)7 34 46790449 46790482 TCGATAATAGGAGGGCTAATACCA TTTTAACTAATAGGAGGTCCCAAAAA 257

Ad08A14547 Aradu.A08 14547 p2 (TA)6 12 46796989 46797000 GAATTGAAGCAAAATTTGTGGA TTTTCTTACATTATTACATTTTGCTGG 253

Ad08A14550 Aradu.A08 14550 p3 (AAT)16 48 46798367 46798414 TTCATTCAGCCAGAGACACG ACCCCGTCAAGAAAATACGA 185

Ad08A14551 Aradu.A08 14551 p2 (TA)6 12 46799631 46799642 TGGAAATTTCATGTTGTTGAAT TGTGCATCAGCTTTCTTTCC 280

Ad08A14554 Aradu.A08 14554 p3 (CAT)6 18 46803537 46803554 GGGTCTTTTGTTCACACATTCTT ACCCATGTTGGTTTTGGTGT 200

Ad08A14555 Aradu.A08 14555 p2 (TA)6 12 46807969 46807980 AAGACGGACAAAGAGCGAAA CTGTTGGAATGGTCCCTTTG 246

Ad08A14557 Aradu.A08 14557 p2 (CA)6 12 46815404 46815415 TGATCCACTCCTCGGAAATC GCAAGATGGCGTTATGGTTT 241

Ad08A14558 Aradu.A08 14558 p3 (TAA)10 30 46823935 46823964 ACTAACACGGGCTCATCCAC TGGGTGGTGAAGTCACAGAG 258

Ad08A14561 Aradu.A08 14561 c (A)10tttataaattagattcataaaaattgattaattatcttttctatttata(T)1069 46830584 46830652 TGCAATCAAAGTATAAATAAGAAAGCA TGGCCAAACTACCAAAGTCA 218

Ad08A14563 Aradu.A08 14563 c (A)10gttaacatggatctcacatcaattttttttctctttcacctaatttttcttctcatcctatcaaagaaaaa(ATTT)5101 46832311 46832411 AAGAAAATAGAAGCAAATAAAAGTGAA TGTTTGAATTAAAGAAATTTGAGAGG 275

Ad08A14567 Aradu.A08 14567 p2 (GA)6 12 46839820 46839831 AGGTTTTCATGTTTCACGCC GGGAGAGTTGAAGAAGCCCT 249

Ad08A14573 Aradu.A08 14573 c (GAA)5ggagaagaagagaaagggttttgtgtttggtttggggatttcgctttcgaagctaatga(AAGG)594 46863632 46863725 TTTTCTGGTTCGATCGGTTT CAAAGGTGACGTGTCTTCCA 248

Ad08A14581 Aradu.A08 14581 p3 (ATT)7 21 46880831 46880851 TTGGATCATCCTCAATGGGT AATCAAACAACTCGCATGGTC 278

Ad08A14582 Aradu.A08 14582 p2 (CT)6 12 46881677 46881688 TCTCTGAGCTGAGATGCTGC AAGTGTGGGACGACACGAAT 258

Ad08A14584 Aradu.A08 14584 p3 (TAT)6 18 46883233 46883250 GGTCGAGTGCTGGTCAATTC TGAAAAGCAAATCAAAACAACAA 273

Ad08A14586 Aradu.A08 14586 p3 (ATT)5 15 46884546 46884560 AAAAGTAATTATAAGGAGTCATTGCAC AAAGTTTGCCCAACCAAAAA 252

Ad08A14589 Aradu.A08 14589 c (A)10ga(T)10 22 46889802 46889823 TGCTGCAAAGACATTACATGG TCACCCATAAGTATAACCAACTCTTTT 236

Ad08A14590 Aradu.A08 14590 p3 (AAT)6 18 46891251 46891268 TTCTGGCCCTCTAAGCAAAA ACCTGAAACGTCTTTGACGC 229

Ad08A14591 Aradu.A08 14591 c (TGC)5aagaagaggacactacgataggactaagtccgcggcttcgagtgctctcaagggacttaagttcatcgctaagggtggcggcggcggc(GGT)6ggcggtggc(GGT)6148 46891610 46891757 CGACTCGCTTCGATTTCTTC AGCCATCCATCAGTTGAAGC 260

Ad08A14593 Aradu.A08 14593 p2 (AT)7 14 46895759 46895772 TTTGGTTTCTACTATCATTCCATGT TCCTTGTCTGTGTTTCACAAAA 225

Ad08A14597 Aradu.A08 14597 c (ATT)6aaaggggatggaacaaaataactatcttcagtcacattttattttaccttatttgccattccacttgcttcgttgcttgcattacct(TTA)14147 46899555 46899701 TCCCATTTTCTAACGAACATTT AAATTCTGAAATAAATACCACTTCAAA 263

Ad08A14598 Aradu.A08 14598 c (A)11gaacccgaaaatgtatgaatagtattctgatcc(A)1054 46900523 46900576 GGCTATGGCAAATTGGTTGT CAACTGCTTTCAAGAAGCCC 196

Ad08A14600 Aradu.A08 14600 c (GAT)7ccacatgactttgtgc(ATG)655 46903970 46904024 ACCCCGTTTCCAAAATCTTC GGAGGGTCTTGTACCTTTGG 207

Ad08A14601 Aradu.A08 14601 p3 (ATA)6 18 46904983 46905000 CATCAACAAATCAAGACCGAGA TTGAAAGAGTATTTTAGCAGGTTCTG 238

Ad08A14604 Aradu.A08 14604 p2 (AG)7 14 46911439 46911452 GGAGAGTGGAGTTGGAGCTG TTAAAAATGGGATGCAAACCT 129

Ad08A14607 Aradu.A08 14607 p2 (GA)10 20 46921502 46921521 TGATTGCACAGACAGCAACA CTACTAGGGCCCAACCATCA 229
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Ad08A14610 Aradu.A08 14610 p3 (ATA)5 15 46926173 46926187 AAGAAGCCATGCATCTCTGAA GATTGAAACACTCTGCATGTTG 266

Ad08A14611 Aradu.A08 14611 p2 (AT)6 12 46930304 46930315 TAAATCCCCGGGAATGGTAT ACCCAACAAGTCCAGTTTGC 128

Ad08A14613 Aradu.A08 14613 p2 (AT)7 14 46934499 46934512 TGTCGATAACATATTTCACGACTTT CCTAAAGGAGCACGTGGCTAT 272

Ad08A14615 Aradu.A08 14615 c (A)10tttatcc(A)10 27 46935812 46935838 CCACACACTCGTCCTCCTTT GAGTTTGAACCGAATCCGAA 270

Ad08A14618 Aradu.A08 14618 p3 (TAA)5 15 46944272 46944286 ACCATGATGGCATACGGTTT TGTTGTCGTTGAAAATTGGG 161

Ad08A14621 Aradu.A08 14621 p2 (AT)6 12 46947243 46947254 CACCAAACAATTCCATCATCATA GGATGAAAAGCATATTTAGTGAGTT 280

Ad08A14625 Aradu.A08 14625 p3 (ATA)15 45 46959057 46959101 TTTGGGAGGTTGATGAGGAG CTCTGCCGGGTCATATTCAT 234

Ad08A14626 Aradu.A08 14626 p2 (AT)8 16 46977242 46977257 TCCGAATGAAGGTTGTGAAA TGGTTAAAAGTAGACGCCAACC 161

Ad08A14627 Aradu.A08 14627 p2 (TA)7 14 46978182 46978195 GGAATAATGCATGCTCCCCT TGCAAATTAAACCAGCTTTGG 278

Ad08A14628 Aradu.A08 14628 p3 (TAT)16 48 46978559 46978606 TCAAAGAAACTAGAATTGGGGC TCCCTCGCAGGACTTTTCTA 278

Ad08A14630 Aradu.A08 14630 p3 (TGG)6 18 46981723 46981740 TGGTGGTGGTGTTAATGGTG TGTCAGAATTGAAATCGTCCC 202

Ad08A14637 Aradu.A08 14637 c (T)13aattatc(T)10 30 46990057 46990086 CAGCGATGCAGAGTGAGAGA TCAAACGGAGGGGAGAGATA 160

Ad08A14641 Aradu.A08 14641 p3 (TGG)6 18 46999194 46999211 GGAGGAAGGAGAGGAATTGG TCCACAACTCAGCCACTCAC 218

Ad08A14642 Aradu.A08 14642 c (T)10attatttattatttttattttttaaaagaatagttcaatctgttgggccaatagaacaagagaatggaaaacggtta(TTCAG)5112 46999318 46999429 CTGCTGCGTCTGAGTGAGAT TGGGGTGAATTTTGAGCAAG 273

Ad08A14646 Aradu.A08 14646 p4 (TATT)7 28 47008186 47008213 AAAATAGCAATCTGATTAAGAGGTTT TCTTGCATTGGTAGTGGCAA 243

Ad08A14647 Aradu.A08 14647 c (A)10g(A)10 21 47009117 47009137 CCATGGTTTCAACAAAATTGA CATAGGGGCATGCTTGATTT 130

Ad08A14649 Aradu.A08 14649 c (CAC)5aactaccgttcatcatcactcacttttct(TTC)559 47011500 47011558 TACTGTGCTTCAATGGCACC CCCATCAGAGGGAAAGTTCA 234

Ad08A14650 Aradu.A08 14650 p2 (AG)11 22 47011815 47011836 TATGGCAGAGGCAACAAGTG GAACATTGTCGGTGGATTCAT 141

Ad08A14654 Aradu.A08 14654 c (T)10catcaatcaaaggataatattaaattgtaacgcatctttcttgaaggtatatccgaagcatctttcttttgaaataaaacatgtacccc(A)10109 47016836 47016944 CCTCCTTTTGAAGAAAGAGCAA TGAAGGCTACATCTCACCCA 184

Ad08A14656 Aradu.A08 14656 p2 (TA)6 12 47017737 47017748 TTTGAACACCTAATATTTTTGTCCTG TTGTGTGGCTAAATTAATGGGA 269

Ad08A14659 Aradu.A08 14659 p4 (ATTT)6 24 47022879 47022902 GTTTGTGGCATTTGAAGCAA TCAAAGGATCGGATAAGCAAA 208

Ad08A14662 Aradu.A08 14662 p2 (TC)6 12 47036340 47036351 TGCTCTTCTTCCACCTTTCC CTCAGCCGCATCAACATCTA 260

Ad08A14664 Aradu.A08 14664 c (AT)7agaaactattggttttgatcttgtc(AAG)554 47043624 47043677 AAAAGGTTGCGTTGTCATCC CAAAAGCTTGGTCGACTTCA 221

Ad08A14672 Aradu.A08 14672 p2 (TC)10 20 47074001 47074020 CCACCATTTCGCAATACACA AAAGGGGTTCGGCGTATAAT 211

Ad08A14674 Aradu.A08 14674 p3 (GTG)5 15 47074774 47074788 TTTTGTTGTTTGCACTGGGA AGCCGAAAATCAACACCAAC 198

Ad08A14675 Aradu.A08 14675 p2 (TA)12 24 47083977 47084000 TTCGTAGATTACAAATTTGGTTAGACA TCAACCATTCAATATTTGCCA 137

Ad08A14678 Aradu.A08 14678 p2 (GA)20 40 47086605 47086644 CTTGACGCACCTTCAAAACA GACATGGGATTTCGGAAAGA 247

Ad08A14680 Aradu.A08 14680 c (GTT)5tagtgccaccaaacaaagcagttctactctttctcacaatctcatcatcctcactctcaccact(TTC)697 47088592 47088688 GAAGCTCTTGGAGCTGCTG CCAATTGATGAGCGATGATG 198

Ad08A14681 Aradu.A08 14681 p3 (AGA)5 15 47089229 47089243 AATCTCGTCGACCCAGTCAC CCAACTCCGTCTTCTCCATC 280

Ad08A14683 Aradu.A08 14683 p2 (CA)6 12 47090195 47090206 CGTCCTTGCTATTCCCTGAA GGTGAAAAGGGAGAGTGGTG 218

Ad08A14684 Aradu.A08 14684 c (ATA)5g(TAA)7tgaaaattct(TA)1067 47092790 47092856 AGTTCCTTTAAGGCTTCGGC GAAAAATCATGGGAATTGGG 274

Ad08A14689 Aradu.A08 14689 c (TAA)5tataaacagcgacaaacgtggaatgctcaagagac(TAA)21113 47104042 47104154 TACCATGAGGCCAGGAATGT CATTCCTTAGTCCATTGCAAAA 243

Ad08A14691 Aradu.A08 14691 p2 (TA)7 14 47108786 47108799 TTTCCCTTTTCGGGAAAGTT GGCCTGTAGAGGGAATTTCA 266

Ad08A14693 Aradu.A08 14693 p2 (TA)6 12 47113978 47113989 AAAGCAACTTCACGTACGGC CACCAATTGTGGAAGATCCTG 230
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Ad08A14694 Aradu.A08 14694 p2 (GA)6 12 47116165 47116176 CCAATGTTCTTTAATTTTTGTGGA TGCAATAATTGACTTAGACCCAA 270

Ad08A14697 Aradu.A08 14697 p3 (TAT)5 15 47126622 47126636 ATGTATGTTGCCAAAGTGCG TCGATGCGTTTTTGTTGATG 227

Ad08A14699 Aradu.A08 14699 p3 (ATT)17 51 47128453 47128503 ACCCCTAGGTGCGGTTACTT TCCCTAAACATCTTTTTCGTAATCA 117

Ad08A14708 Aradu.A08 14708 p3 (TAA)6 18 47147469 47147486 TCACCATTTTCACACAAGGC GCTTGAGTTGGTGACTGCAA 251

Ad08A14710 Aradu.A08 14710 p3 (ATT)14 42 47151620 47151661 GTCGGTGCCAAATGTTGATT TCACGGAAGTCTAATCCAAAAA 223

Ad08A14712 Aradu.A08 14712 p3 (TTA)5 15 47157125 47157139 TTTGTTGCTCCTTTGAGTTTTG CTTGCAGGGTTTTCTCAAAGA 239

Ad08A14714 Aradu.A08 14714 c (T)11gtttaaaaacaaagtttacctatcatatccaattctaattgtatttgtgcaatgttgttgactacaaaat(A)1091 47159183 47159273 AGCGTTTTACACAGTCGTGC GATCTCCAATCCTCAAATCTGC 267

Ad08A14715 Aradu.A08 14715 p3 (AAT)5 15 47160966 47160980 TCGAATTTGTTACATCTTTGCAT AGGTGACTTTGATTTATATCCTGAA 219

Ad08A14722 Aradu.A08 14722 p2 (CA)6 12 47176058 47176069 GCATGCTTGCTTTGTTGTGT GTATTGGAATGGGCATCGAG 214

Ad08A14726 Aradu.A08 14726 p2 (TC)20 40 47187640 47187679 CGAAATCGCAGCCTCTACA AACCGCAACTTCATCTGCAT 211

Ad08A14728 Aradu.A08 14728 p2 (TA)6 12 47193166 47193177 TGACCTAAATTTTTGGAAGGAGA AAAGTGCACTCTACAATACAGATGAAA 193

Ad08A14730 Aradu.A08 14730 p2 (CT)22 44 47210473 47210516 AGCAGAGAGGAAGGGAGGAC GGAAGCTCTGAGAACCGTTG 277

Ad08A14732 Aradu.A08 14732 c (TG)13(AG)17 60 47214023 47214082 CTGCTCTCGAAGCACACATC CCCCTCTCTCTGGGAATTTG 218

Ad08A14733 Aradu.A08 14733 p2 (TG)7 14 47218622 47218635 TGAAATTGGCGTTTGAGAGA TCTTCAAATTCGTGATCCGTT 219

Ad08A14735 Aradu.A08 14735 p3 (TCT)7 21 47219595 47219615 CTATTGGACCAAAAAGCCCA TGTTCCCAAAAATCCAAACA 279

Ad08A14741 Aradu.A08 14741 c (T)11gcttttttttaaaagaaggatctacatatatcattgtttctctttctc(T)1069 47231564 47231632 CCATGCTTTTTGACGGATTT GCTGGTACATTAGGTAACACATGG 183

Ad08A14750 Aradu.A08 14750 p4 (TTTA)5 20 47239176 47239195 TCCAAAGCTTGAGGTCATTG TTCTGTCCGTTGATATTCCCT 167

Ad08A14751 Aradu.A08 14751 p2 (TC)7 14 47240536 47240549 AAGCTCGGAAGCTTCTACGA ATTTGTCAACCAAAGCTCGC 246

Ad08A14753 Aradu.A08 14753 c (T)11gaaatgttgaaggtaaaacactctgaactagatcaaagtgaacaagcttcaaaatagcctcacagagaagaggtgtaaaagaatttaaaaaatg(A)10115 47252875 47252989 CAAAAGAAATGCTGAAAAATGAA TGGCATACATATGAATTGAGGG 244

Ad08A14755 Aradu.A08 14755 p3 (ATT)10 30 47253907 47253936 CAGTGTAGCAACTAATTGAACTGGA CGTATTTGAAGAATGAAGCAACA 271

Ad08A14759 Aradu.A08 14759 c (AGTT)6agccgagtcgactcggcggtgacacggagatgaagaatgaagaatgaagaagc(AG)893 47260556 47260648 TCCATTTCTCAACTCAGCGA CCAACGAACTTTGGGAACAT 202

Ad08A14761 Aradu.A08 14761 p4 (TTCT)5 20 47261771 47261790 CATAACTCAAGCGCCTCGAT GGCAAGAAATTCAGACGGAT 164

Ad08A14764 Aradu.A08 14764 p3 (TTA)5 15 47270450 47270464 TGGTCAAAGATGGAGAACCA GACGGCTAAGATCATTCGGA 272

Ad08A14768 Aradu.A08 14768 p2 (TA)6 12 47274199 47274210 TCATGGTTTGTGAAATGAGTTATC GGCAATGAAATTTTGGTGGA 280

Ad08A14772 Aradu.A08 14772 p3 (CAC)5 15 47283028 47283042 ATCCCAACTACCATGACGGA GCGCTTCAACGGAGAGTAAC 261

Ad08A14775 Aradu.A08 14775 p3 (TAA)6 18 47300499 47300516 TCCATATAAAATTTTCATGTTAACGC CACACAATTTTCAGTTGTTACATTCA 140

Ad08A14777 Aradu.A08 14777 p3 (TGA)5 15 47310191 47310205 CAAACCTGATGGATTGGAGG TGGGAGAGGAATGGAATCTG 231

Ad08A14779 Aradu.A08 14779 c (TAT)6tttttaagttaggaaggagactaaaattcgcaattttaagcgaacaataaaaaactatgtcatttgagttatagttcgttagtgaa(ATT)5119 47310931 47311049 CATTGGAAGCTTGAAGAAGCA TTTGTGGATAAATCTAGTTCAAAAATG 231

Ad08A14783 Aradu.A08 14783 p2 (TA)6 12 47317998 47318009 AAAAACTCAGTTACAGTCAACTTCACA CGCTTCCCATGTAACACAAA 196

Ad08A14788 Aradu.A08 14788 p2 (AT)7 14 47321768 47321781 TTGATTGAATTGTGAATTATGAAGG CATCTTCCATCCACCAGCTT 256

Ad08A14789 Aradu.A08 14789 p4 (ATTG)5 20 47323364 47323383 TCAAGGAGGATGATACCATAGC CCACCAAAGTCAGCCACAGT 277

Ad08A14790 Aradu.A08 14790 c (AGA)5gaagaaaagctttggcctttgctttcttctcttccatctttgttttggagagagagagtgtgtgtagtgaagagagg(A)12104 47328663 47328766 TAGAGGGTGGGTTGAGATGG ATTTATTCTCTGCCACCCCC 234

Ad08A14792 Aradu.A08 14792 p3 (ATT)13 39 47334151 47334189 TCACAAATTTTGCTTCAATTTCA AGTGCGGAGTAGCCTGTGTT 263

Ad08A14798 Aradu.A08 14798 p2 (TA)9 18 47348313 47348330 GCCCTTGGTGATTGGTTCTA CCCAAAGCACAATACCAAAAA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A14801 Aradu.A08 14801 c (AAT)5aacaacaataataataat(TAA)651 47369593 47369643 GCACGATATGCACGTTTGAG TTTTTACCGTCACTAAATCATCG 272

Ad08A14803 Aradu.A08 14803 c (ATA)7(TAA)5 36 47371129 47371164 GCACAAGCAATGAAAGCAAT CGGAAATGGCAAGCATTATT 268

Ad08A14806 Aradu.A08 14806 p4 (ATTA)7 28 47376575 47376602 TTTGGTTAGAAAGATTTAGGTGCT TATATGTGTGGGCTTGGTCG 256

Ad08A14809 Aradu.A08 14809 p4 (TATT)5 20 47386045 47386064 TCTAAACAACAAACGGGGTTC TAGCAACCCAACACGTCAAA 193

Ad08A14812 Aradu.A08 14812 p3 (AAT)5 15 47394069 47394083 GGCCCAACAAAAATAACGAT GCTAAAAATAGTGGGTGTGCG 280

Ad08A14814 Aradu.A08 14814 c (A)10caactacaagacaagtgctaatac(A)1044 47401443 47401486 TACAGCCTCGGCAGGTAAGT TCACACCAGGCGTAGTTGTC 267

Ad08A14816 Aradu.A08 14816 p3 (TTA)5 15 47404926 47404940 AAACGGCAGCACTGCTACAT TCAAAACCCAGCCTTCAAGT 131

Ad08A14817 Aradu.A08 14817 p3 (TCT)6 18 47406652 47406669 CGCGCATTAACTCATTTTGA GAAGAACGTGCAGCAAGAAA 216

Ad08A14818 Aradu.A08 14818 p3 (TTC)6 18 47406869 47406886 TTGCTGCACGTTCTTCTTTC CCTCCTCATCTTCTGCTGCT 192

Ad08A14819 Aradu.A08 14819 c (AAG)5aggaagaggaagaagaacgtgcaac(AAG)555 47407573 47407627 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 242

Ad08A14820 Aradu.A08 14820 p2 (TA)6 12 47409957 47409968 TCGTGTTTGAAATGTGTCTGA TGGCAAATTTGTACAAGCCA 275

Ad08A14826 Aradu.A08 14826 p2 (AT)6 12 47421697 47421708 TTAACCATTGCCATTCACCA CTGCATAACAAATTGCAGCAT 255

Ad08A14828 Aradu.A08 14828 p2 (TA)6 12 47422244 47422255 AACGTTTTTAACATGAAAATGACC TGTTGGCTAAATGCTCACAAA 234

Ad08A14832 Aradu.A08 14832 p3 (TTG)6 18 47427830 47427847 ACATGACAGAGCACAATGGC AAGTTATTCGCTCATCAGCATC 217

Ad08A14835 Aradu.A08 14835 p3 (TTA)5 15 47436711 47436725 ATCTCTGCATGCTTCGGAAT AATGTTGAGCAGGTTGATTGG 111

Ad08A14838 Aradu.A08 14838 p3 (TTA)5 15 47439630 47439644 TGGAAATATACCGGACCAAAA CCAATGGCAAAGAAGGATTT 231

Ad08A14841 Aradu.A08 14841 p2 (TG)7 14 47441062 47441075 TCCCTAAATTAAAGGCAACCAA CCTCTTGACCTGACCTGACC 275

Ad08A14842 Aradu.A08 14842 p3 (TTA)7 21 47441535 47441555 TCTGATCCCTGATCTAAATGGAA ATTATATTGACGAATTTTAACCTGTTT 266

Ad08A14844 Aradu.A08 14844 p3 (TAT)15 45 47442230 47442274 GGTTGTTTCAGTATTTTTATTGGTC GGGTTCAAAATATGTTTTATTCGTTT 280

Ad08A14847 Aradu.A08 14847 p3 (ATA)5 15 47466182 47466196 AACTCCCATGTCGTCGAGTC GCACCTATACCCCTCGATCA 258

Ad08A14852 Aradu.A08 14852 c (TC)19ttgtttgctttgtgtttgtctttttttgtctttggtctttgtttttcttttgttggtg(T)10106 47473199 47473304 GCAGAACAATTCACAGTCATCAG CCTTATGTGCCATTCAACCA 241

Ad08A14854 Aradu.A08 14854 p3 (TTA)5 15 47477312 47477326 TCTTGGTGATGATTTATGGCA CGACTGCACCTGAGTTTTCA 212

Ad08A14856 Aradu.A08 14856 c (A)10gtttaatcacaattttaatttttaatgactcacaatttatttatataatgcgga(T)1074 47478370 47478443 AGCTCTGTTGGTGATGCAGA GAATGACCTTTTAGAAAGGAAAAA 246

Ad08A14858 Aradu.A08 14858 p2 (TA)7 14 47479722 47479735 TGAAAAATGGACTTCAATTACTACAAA CAAAATTCGCACAACCAAAA 236

Ad08A14860 Aradu.A08 14860 p3 (CTT)5 15 47483692 47483706 CATTTGGTTGGGAAGAGGAA TGGTTGCATCATCATCACCT 174

Ad08A14861 Aradu.A08 14861 p3 (CCG)5 15 47487372 47487386 TGGGAGCTCTCTTTGCATCT TGCAAACAAATTAGCAGGTTACA 170

Ad08A14862 Aradu.A08 14862 p3 (ATT)9 27 47499663 47499689 TGCAACTAAAAGGAGAGAAAGAA TGCGTCAGAATTTGTTCCAT 223

Ad08A14869 Aradu.A08 14869 p3 (TTA)6 18 47515812 47515829 TTTCCAGTTTATGTATTGAGATGAGT TTGTTTGGAAAGAAAAATGGAGA 270

Ad08A14871 Aradu.A08 14871 p2 (AT)10 20 47523193 47523212 GGTCTCCTTGACCAGAACTCC AATAATAGCCACCACAGAATTTTT 207

Ad08A14879 Aradu.A08 14879 p3 (TTC)9 27 47541509 47541535 TTGACAAGGAAAAAGGGGAA CCACAAATACAAAAAGGGGG 215

Ad08A14881 Aradu.A08 14881 p5 (TTATC)5 25 47564481 47564505 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTTCCCTAAAGA 122

Ad08A14883 Aradu.A08 14883 c (TA)8gatgaattctacccaactccctctaaaataacatgtaagttacccttcatgacgtgtcacactt(TA)794 47575340 47575433 TTGCTTTTAGTGGGGATCCTA TCCTGGATATGAGGCTTAAACA 218

Ad08A14884 Aradu.A08 14884 c (A)10gatatgatgcaaattatcactttttaattcttaagatgcagattgtctgaatt(A)1174 47576131 47576204 CGCAAGACAGGTAATGCTAGA AGAACAAGGATGAACCCACG 272

Ad08A14885 Aradu.A08 14885 p3 (ATT)11 33 47576922 47576954 AGTTGGGTTAATTTGTTGGTGT CCCAAGTGAACATGAGGGAT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A14891 Aradu.A08 14891 p3 (TTA)6 18 47584233 47584250 TGAAGAGTGAATTTTGTTTATTGTATG CATTGTGGGACTAAATTGATGC 222

Ad08A14893 Aradu.A08 14893 c (AT)12tgtattgtattgtattgaaacgagaagaaaacttgta(T)1071 47585532 47585602 GGCCGGGAGTATTGATTATG CAGGCTATCCAAGAAAAACCC 249

Ad08A14899 Aradu.A08 14899 p3 (AAT)24 72 47598558 47598629 TCATCCTTGGATTGTTTTGTAAGA CGAAATTATAGAAACCACCAGAA 179

Ad08A14901 Aradu.A08 14901 c (A)13cagaagttatgatgaagatatgggcctctcctattcacatgcttcattcttagctgtatattcaattattcttc(T)1097 47599168 47599264 GAAGCGACAAAAGTTAGCACG GAGAGAAGTAGATGAGAAAAGAGGG 279

Ad08A14902 Aradu.A08 14902 p4 (AAAT)5 20 47601795 47601814 TGCTATGTTTTGGAAGATCTTTTG TCACCCACAACATCCATTTTT 258

Ad08A14903 Aradu.A08 14903 p2 (AT)13 26 47602272 47602297 ATGCGGTCAAAGATCTAGTTAAA TTCGTCCTAAGTGAATTCCATATTT 249

Ad08A14904 Aradu.A08 14904 p3 (TAT)8 24 47603565 47603588 ACTGCACCTGATGGTGTTTG CCCATTTTGCATCCCATAAC 219

Ad08A14905 Aradu.A08 14905 p2 (AG)6 12 47604050 47604061 AACACAAAATCGACCATTCG CCATTTTGATTAACGCCGAT 280

Ad08A14907 Aradu.A08 14907 p2 (AG)17 34 47605599 47605632 GTGAAAGTCCGATGCTCCAC CGAAAATTACCATTTGTACCCA 234

Ad08A14909 Aradu.A08 14909 p3 (ATT)6 18 47608532 47608549 TGGGTGAATATGAGATCCAAAA TGCCTTCTCCTCTCAACTAAAAA 253

Ad08A14910 Aradu.A08 14910 p3 (AAT)11 33 47608755 47608787 TCATGAAATTATTTTTAGTTGAGAGGA TTTTTGTTTCCGGTTTAATACCAT 192

Ad08A14911 Aradu.A08 14911 p3 (TTA)5 15 47609336 47609350 CATGAAATGTAGCTGTCACACG AAATCTCACCTACCTTTGGAAGC 240

Ad08A14915 Aradu.A08 14915 p2 (TA)9 18 47613289 47613306 TTGTCGGTGAGGGACTTAGG GGATCCGTTTAATTCCCGTT 243

Ad08A14919 Aradu.A08 14919 c (T)10ccgttatatttatatttttatcggtactaacagctaattaataaggaaaaag(A)1072 47616096 47616167 GCTATTTCAGACAGAGATACCAGG TGTATTTGTGTGTGCCACGA 243

Ad08A14922 Aradu.A08 14922 p2 (AT)6 12 47619275 47619286 TTCGTTGGCTTAACAAAATTCA TCCAAAATATTAAATCGATAGAAAAGA 219

Ad08A14923 Aradu.A08 14923 p2 (TA)7 14 47619676 47619689 CTGACTAAGCAAGGCAGTCAT TTTTTAAAAGCCAAAAGGACAA 280

Ad08A14925 Aradu.A08 14925 c (A)10gaaaaagaaaaatggtgatgtatatgcg(T)1048 47622208 47622255 TTATATCGATAAATTTGTGTTACGTGT CGAATGATGTTGCATGTACAAA 231

Ad08A14927 Aradu.A08 14927 p3 (TAA)11 33 47625266 47625298 TTCCATGTATAAGTTGGAACGAA AAAGTTATCATGTCCTGCCGA 216

Ad08A14932 Aradu.A08 14932 p3 (TGT)5 15 47638744 47638758 TAAACGAAACGGCACATTGA CCGCCAATTTCTTCTTGAAA 180

Ad08A14934 Aradu.A08 14934 p4 (AAAG)6 24 47646808 47646831 AGCAGCCTCAAACCAAAGAA TGTCTCCCTCTTTTCCCCTT 113

Ad08A14935 Aradu.A08 14935 p3 (TAA)16 48 47656874 47656921 CACCCTTTGCACGTCTTATTT AAAAACAATGGCCAAAGACG 203

Ad08A14938 Aradu.A08 14938 c (AC)6(AT)9 30 47670951 47670980 GGACGTAAATCAAAGGTGGTG AGGTCGAGTTTGGAGCTTGA 279

Ad08A14939 Aradu.A08 14939 p2 (AT)10 20 47675089 47675108 CTTTTCATCCGATCCTATTTCA GCACACAACCATGCTGTCAT 127

Ad08A14940 Aradu.A08 14940 p3 (GAA)5 15 47677999 47678013 TGTTGTTGTTGGCTTGTTGC TCGGTGTATGTGTGTGCTGA 217

Ad08A14941 Aradu.A08 14941 p3 (GAT)6 18 47678402 47678419 TGCAGCATTATGTGTTTCTTCA TCCTCTTCCTCATCTTTCGC 190

Ad08A14943 Aradu.A08 14943 p2 (TC)13 26 47683731 47683756 AGCCAACACATAAAGCCACC CCAAGTTTGGCCACAGAAGT 221

Ad08A14944 Aradu.A08 14944 c (TTC)5ttatta(ATT)742 47684004 47684045 TGGCCAAACTTGGCTATATG CATGATGAACATGGTATAGCTACAAA 246

Ad08A14945 Aradu.A08 14945 p3 (TAA)6 18 47685009 47685026 CGTCGTCAACAACATCAACA CCTAGAAGCCATGCTTGACC 275

Ad08A14946 Aradu.A08 14946 p3 (TAT)5 15 47685518 47685532 CCCTTTTGGAGAGGTGATGA TTTTTGCATATAAGTGATGAATGG 280

Ad08A14949 Aradu.A08 14949 p3 (CTT)5 15 47687941 47687955 CGTTGATGGTTTGAATTGAATG AGTAAAACAAGAAGAAACTTGAGAAGA 278

Ad08A14952 Aradu.A08 14952 p6 (AAATTT)5 30 47690874 47690903 AATGAGAGATGGTGAGGGTCA TTCACTAAGCTTGGTCATTGTTC 280

Ad08A14954 Aradu.A08 14954 c (T)10caaccaaacaatttagtaaagagaaagggaggagaaaagagaaatattaactaattatttataaaaaaaagttaattctcag(T)10102 47692946 47693047 TCCAGTGATGCAATGCTTAAA GGGCAAATTAAATACCGCAA 213

Ad08A14960 Aradu.A08 14960 p2 (CT)10 20 47700571 47700590 AACGTTCTGATTTCTGGGAAAA AATCTCGCTCATTTCGCTGT 261

Ad08A14963 Aradu.A08 14963 p2 (AT)6 12 47703178 47703189 CCGGAGACCTTCAGTGTGTT TTCGGGGTAGAAAATCACAA 153
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Ad08A14964 Aradu.A08 14964 p2 (TA)11 22 47703359 47703380 TTGTGATTTTCTACCCCGAA TGTGCTACTTTCTGTTGGCG 226

Ad08A14969 Aradu.A08 14969 c (TA)8(TG)7 30 47711040 47711069 TGCCTTTGTTTTGGTGCCTA TCACCGTATTTGAACAGATTGG 278

Ad08A14971 Aradu.A08 14971 p2 (CT)6 12 47715419 47715430 TCTCAAATTTAAAGTTATGGGTAACA CTAAGTTTTGGCCTGCAACA 262

Ad08A14972 Aradu.A08 14972 p2 (AG)6 12 47715905 47715916 TCCTCATTTCCTCTCACTTGC GCCATTTTCGGATAGAGCAG 280

Ad08A14974 Aradu.A08 14974 p2 (AG)9 18 47725574 47725591 CAAAGCAACGTTCCTCTCCT TCCTTTGAATGCCATTTTCA 269

Ad08A14976 Aradu.A08 14976 p3 (CAA)5 15 47730481 47730495 ACATTGGACGGGACTGCTAC TGGAGGGAGATGCAAATAGG 174

Ad08A14982 Aradu.A08 14982 p3 (TCC)5 15 47744034 47744048 AAATGACGAAGCTGGAGGTG TGTCTGGCCAACACTTGAGA 151

Ad08A14984 Aradu.A08 14984 p3 (TTG)43 129 47748305 47748433 ACATGACAGAGCACAATGGC AAAAATGATCTAAACCTATCACACCC 273

Ad08A14990 Aradu.A08 14990 p2 (TC)6 12 47751878 47751889 TTTCGGCTATGGATTCCTTG GATTTCCGGTAGGGGAAGAG 280

Ad08A14991 Aradu.A08 14991 p2 (TG)11 22 47753880 47753901 CCAGAGTTGTCTGCCTGTCA TGGTTTACGAATCAAAGCCAT 195

Ad08A14992 Aradu.A08 14992 p3 (GCG)5 15 47755529 47755543 CAGTTTCGTTGATGTTCTCCAA TCTTCCCCTACCGGAAATCT 143

Ad08A14998 Aradu.A08 14998 p4 (TAAA)6 24 47766453 47766476 TTGGGTGTGTTTATTTAAACCTATTTT TTTCTCCATCTTCTGGGCAC 276

Ad08A14999 Aradu.A08 14999 p3 (ATC)6 18 47770286 47770303 TCCATTGTTAATGCCAACCA GAATGATTCTTGTTGGACTAATGG 262

Ad08A15000 Aradu.A08 15000 p2 (GA)6 12 47773501 47773512 TGCACCAAGGGTATCACAAA CTGGGGAAGAACCCATATCA 255

Ad08A15001 Aradu.A08 15001 p2 (AT)6 12 47784425 47784436 CCCACTTTAATCCTAATGTTGGTT CCAAAGAACCCATTTTGGTC 253

Ad08A15007 Aradu.A08 15007 c (ATT)7gatgataaactatcctcatatttcttttatataatagataaataataag(A)1080 47798414 47798493 TGTGAAGCATAAATTTTGTTACTTCTT TTGTTCCACCCCAAAGTAGC 161

Ad08A15008 Aradu.A08 15008 c (A)10tcttccctttctggcaccatctcaagcacttatatatatttgataaactatgatccatattattcat(TTA)592 47798938 47799029 TTCAAACCACCAAAACCACA TCAGGTTCAGGATTCGTTGA 241

Ad08A15013 Aradu.A08 15013 p2 (CT)9 18 47806751 47806768 CAATTGTTCCAGTTGGGCTT GCAATGACTGCATTGGGAAT 212

Ad08A15016 Aradu.A08 15016 p3 (TAT)6 18 47809775 47809792 GATCGCTTAATTTTTCAGATACCA TTTGGTAATTGCTTTTTGTATTTTG 246

Ad08A15019 Aradu.A08 15019 p2 (TA)6 12 47821260 47821271 TCAAGTTAAAAATTAAATCCCCAAA TACATATCATACCACGCGGC 255

Ad08A15020 Aradu.A08 15020 p3 (TTC)6 18 47822200 47822217 TGCTTAATTCGTTTGGTTGG AGAAGAAAAACCTGCGTGGA 267

Ad08A15021 Aradu.A08 15021 p5 (TAAAA)5 25 47827321 47827345 CATGAGTTTTTACCAAATGAAACA TCCGCTTAATTACCAAACCG 204

Ad08A15025 Aradu.A08 15025 c (AT)11(AC)6 34 47834243 47834276 TCCAATGGCTCATCTTCCTC CATGGACTTCGGTATTCTTCTTC 164

Ad08A15026 Aradu.A08 15026 p3 (TCT)5 15 47834674 47834688 TTGGCCGAAATTAAACCTAAA GGAGGAAGGAGAGGAGGAGA 242

Ad08A15031 Aradu.A08 15031 p3 (TTC)5 15 47841210 47841224 TTTCGTCTCCCTGCTGATTT TTCGCCCTAGAACTCGCTAA 244

Ad08A15032 Aradu.A08 15032 p3 (TCT)6 18 47853350 47853367 ATGCGCTTTGAACCGTTATT CCTCCTCATCTTCTGCTGCT 234

Ad08A15043 Aradu.A08 15043 c (ATG)5atagggaagaag(A)1037 47896519 47896555 CACCGAGACCTAAAAACGATG TCACCACTACCACCATTGTCA 210

Ad08A15046 Aradu.A08 15046 p2 (TA)7 14 47899052 47899065 TGGTATTATATTGGTTTTGTTATGCAC AAACAAGTCCCATCATCTCTTG 224

Ad08A15057 Aradu.A08 15057 p3 (ATT)6 18 47920539 47920556 TCTACCAAACCACATGCCAA CACAAGACAGAATTTGAATCTCTAACA 272

Ad08A15061 Aradu.A08 15061 p3 (CTT)5 15 47927443 47927457 CAAAAAGTTAGCCAAACCTAGTGA ACGTGCAGTGCAGTGAAAAC 240

Ad08A15066 Aradu.A08 15066 c (T)10acata(T)10 25 47936981 47937005 TGGACCACTATTTTGGGGAA TTGATGTCAAAGAGACACCGA 217

Ad08A15067 Aradu.A08 15067 p2 (TC)8 16 47938044 47938059 TAGATTGGATGGCTCCTTGG AACAATGAGGTAGGGGTCCA 274

Ad08A15069 Aradu.A08 15069 p3 (AAC)12 36 47942844 47942879 AATTGAGGCTTCTACCCTCCT TGGATGCAAGACTCAACCAC 252

Ad08A15072 Aradu.A08 15072 p3 (TAT)9 27 47952922 47952948 AATACAAATTCACCTTAGAACAATGA TGCAATAGTGATCGGACACC 279
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Ad08A15074 Aradu.A08 15074 c (A)10ttatttattcaagcctatttcatgttcgacaaaaatgaagaaactcattgcccttttgccgtatgagttttttctttc(T)1199 47953588 47953686 TGGTTTGCTCTGGACTTTTG TGGCCAACGACAAACCTTTA 275

Ad08A15076 Aradu.A08 15076 p2 (TA)6 12 47955748 47955759 AAAAATCGCATCAAAATTCAA GTTAATTCTTGGGCCGGACT 269

Ad08A15078 Aradu.A08 15078 p2 (AT)6 12 47961575 47961586 AAAATCCAAACAAACTAATAAAATTGG ATCTGCACTGCTTGCACAAC 177

Ad08A15079 Aradu.A08 15079 c (ATA)5tattaacgttacaataagaatataaataaataaaccaaaagtatatgcatcttaatttgtaaaaaggattatctc(A)14104 47963961 47964064 AAAATGATTGATATTGGCTGAAAA ATACTTGGCATGGTTGAGCA 198

Ad08A15080 Aradu.A08 15080 p3 (ATA)5 15 47964663 47964677 ACAAGAAAAATCAATCATTCATCTAA GAGGAAATGGAGTGGGGAAT 239

Ad08A15082 Aradu.A08 15082 p3 (TAA)5 15 47969287 47969301 AAACCGCATTAAAGTGTCGC AAACCCGTGATCACCACTAA 219

Ad08A15084 Aradu.A08 15084 p2 (TA)6 12 47970736 47970747 TTTTGGAAAGTTTCACGTGGT AAAGCCCAAACAAAATGCAC 266

Ad08A15085 Aradu.A08 15085 p3 (GCC)5 15 47971007 47971021 GTGCATTTTGTTTGGGCTTT CAATTTTAATTGGCTCTTGTGG 159

Ad08A15086 Aradu.A08 15086 p5 (CTTTT)5 25 47972392 47972416 TGAGAAGGAAAAATGGTGGG AAACAAAAGAGAGAATGGGAGA 208

Ad08A15090 Aradu.A08 15090 p2 (AG)9 18 47976979 47976996 TTTTCTTTTGTGCCAGGACC CCGGAGTAATTGCATCCTTG 267

Ad08A15092 Aradu.A08 15092 p3 (AAC)6 18 47981035 47981052 CCCTAAGGATGCCAAAACAA CCATGGGATAGGAAATGTGG 149

Ad08A15093 Aradu.A08 15093 c (T)10cttgtttggatgaagattgattaataaatgttacttaataaggcattgctgtttgcgatttttgatctctgtcgctcgaaaatctcaattgctct(TC)8121 47982750 47982870 GAAGAAACGAGAGGCATTTGA TCAATTTTCATCAAATAAACGAGA 244

Ad08A15094 Aradu.A08 15094 p3 (TAA)7 21 47983747 47983767 TCTCTGGAAAGCACAGAAAAA GGTCACAAGACCCACGTTTC 230

Ad08A15099 Aradu.A08 15099 c (TGT)5(TGA)8 39 47991767 47991805 TGTTGGAACCAGCAATCAAG ACTTCGCCCCAGATTTAGGT 161

Ad08A15104 Aradu.A08 15104 c (AC)7(AT)7agtcaataatgtatgtggaacgcg(ATT)670 48003304 48003373 CCATTATCGAAGTAGCCACCA TGTGATCCGAAATTTGATTCC 258

Ad08A15111 Aradu.A08 15111 c (AAGAA)6aagtatgtgtgtagaaaaatcaaaaatatttgaagtaattaggtgtaataggacaagactgattctgaccctcccaaaaaag(A)10122 48011497 48011618 CGTGAAAAGTTGGTTCACAA GGAGTTTTACTGATGTTTGGCA 279

Ad08A15112 Aradu.A08 15112 p2 (AT)11 22 48012372 48012393 TCTGCCTCTTTTTGCGATTT GATTGCGCTACCTTGGACAT 146

Ad08A15115 Aradu.A08 15115 p3 (TGG)5 15 48013505 48013519 TCCAAATCCAAGCATGGTAA GTGCATTTTGTTTGGGCTTT 214

Ad08A15118 Aradu.A08 15118 p3 (ATT)21 63 48014737 48014799 TGGTGTATGCAGGATTGTTGA AGGCTTCAAAGGGAGGTTTG 279

Ad08A15121 Aradu.A08 15121 p2 (AG)7 14 48016505 48016518 ATTCGTGGGCCTCTTTTTCT TTCGTCGCAGATTTGAGTTC 232

Ad08A15122 Aradu.A08 15122 c (TA)8(GA)8 32 48017163 48017194 ATTGAATCCTTGAAGGGGCT TCCAAAATCCCTTCTCATCC 222

Ad08A15126 Aradu.A08 15126 c (T)13gatgcttttattttaatgattttataaaagataaaatg(A)1162 48022025 48022086 TGAATTTGAGTAATAAGAGATGTTTGA CACGTAAAATTGCCATGTCTTT 269

Ad08A15127 Aradu.A08 15127 p4 (TTTA)5 20 48023089 48023108 CCACCTTTTTATTCCAACCTTGT AAAAGCAAGGACACCCATTG 250

Ad08A15128 Aradu.A08 15128 c (T)11gtaaaatttg(ATT)1772 48026097 48026168 AAAAGGACGTATTGTTTGTGTGAA TCACAATCTCCCTTCTCACATTT 251

Ad08A15134 Aradu.A08 15134 p2 (AT)11 22 48044357 48044378 TTGTTGGTGTGTGTATCGACAA ATCTGTATTGCGGCACAAAG 239

Ad08A15135 Aradu.A08 15135 p3 (TTG)5 15 48046215 48046229 TCGAACCCCACCTAATAGGAC TGCTCAAATAATGGGTGACAA 236

Ad08A15139 Aradu.A08 15139 p2 (TA)14 28 48050597 48050624 TCCATATGCCCATATCCCTG TCCTGGTTTCTAGAGGCATCA 133

Ad08A15141 Aradu.A08 15141 p2 (CT)19 38 48055087 48055124 TGGGTTAAGAAATTGACCGC GGAAGAGAGGAGAGAGGAGCA 169

Ad08A15142 Aradu.A08 15142 p3 (GAA)6 18 48055254 48055271 TGCTCCTCTCTCCTCTCTTCC CTTCGCATTCCCCAAAATAA 240

Ad08A15143 Aradu.A08 15143 p3 (AAC)6 18 48055474 48055491 TTATTTTGGGGAATGCGAAG TACCTTTGGGTGAGGTGGAG 205

Ad08A15144 Aradu.A08 15144 c (A)10gttacaaaatttcctagtggagcttcagctcagatttggtcaaaatttgcaactgcttcacttaagttttcttcaatttcagctagatggcttcaatttc(T)10120 48055908 48056027 CCCTCAGGGACACATAGAACA ATCCCAAAACCCAAAAACAA 275

Ad08A15145 Aradu.A08 15145 p6 (GTTTTG)5 30 48056509 48056538 GATGAGGTGTTTGCCCAGAT GCAGTGGAGGTTCTTTCTCG 196

Ad08A15146 Aradu.A08 15146 p2 (AT)6 12 48059372 48059383 GGACGATCCATGGCAGTAAG TGGTGCAGCTGACTTTTGAC 261

Ad08A15149 Aradu.A08 15149 p2 (TA)8 16 48065088 48065103 GCACAGCCATTTTGGATTTT CAATGCTCAACCTCCTAGGGT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A15150 Aradu.A08 15150 p3 (TGG)6 18 48067013 48067030 CAGAGTTGGTTGTGCTCCAG ACCGCCACTACTGATTTTGG 174

Ad08A15151 Aradu.A08 15151 p3 (GAA)6 18 48067212 48067229 CCAAAATCAGTAGTGGCGGT CACCAACAACAACAACCTCG 186

Ad08A15152 Aradu.A08 15152 p2 (TA)6 12 48067819 48067830 TGAATTTTGATGGACTCCCA CCGCGGCGTAAATTAAGTAT 263

Ad08A15153 Aradu.A08 15153 p3 (GAT)7 21 48068334 48068354 TTCAATGATAACAATGACAACGA TTGGAATTTTGTCTCCTCCTTC 115

Ad08A15162 Aradu.A08 15162 p3 (TTG)5 15 48078013 48078027 ACATGACAGAGCACAATGGC AACTTGAATTGGTGGCAAGG 256

Ad08A15165 Aradu.A08 15165 p2 (AT)13 26 48079811 48079836 TCCATTGGAATCTTTTCTGTCA ATTGAGAATTGGCGACTCGT 135

Ad08A15167 Aradu.A08 15167 c (TAT)5ataaacactttctctgcttcatttcctcttttcacttcataaaaaaaggaccttcctt(TC)889 48090446 48090534 GAAGGAGTGGGTTACGACCA GAAACTCTGCACAAAAATCCG 268

Ad08A15168 Aradu.A08 15168 p3 (ATT)16 48 48090801 48090848 TTGGATTTGGTGTTGCTCTG ACAATTGGGAAACGCTTCAA 275

Ad08A15173 Aradu.A08 15173 p3 (TGA)6 18 48102267 48102284 CCCTGCTGCTATATCTCCCA TGTGTGAATTGCAGGGAAAA 276

Ad08A15174 Aradu.A08 15174 p3 (TTA)19 57 48102842 48102898 ACGACAACATGGCACTAGCA TTGGCTCCTCATACTTTCCC 179

Ad08A15178 Aradu.A08 15178 p2 (TA)6 12 48105709 48105720 AACCTCCATATTCATCACAAGAAA TGGTTCAAAAGTTGGCAAAA 247

Ad08A15181 Aradu.A08 15181 p2 (AG)13 26 48110049 48110074 CTGCTTGTCCTGGAAGCATT TTCTTTGCCTCACTCCTCTGA 196

Ad08A15182 Aradu.A08 15182 p4 (AAAC)5 20 48119984 48120003 GGGGAGATCTCGGCATCTAT GAGGTTCATGCTCTCTGCAA 261

Ad08A15183 Aradu.A08 15183 c (A)11ggttagagacgaaaaaaattttcaacccactttagagaccaaaatcgtacttaactcttt(A)1182 48123298 48123379 ATATTTTGGTCGGAACGACG ACCGATTCAATCCATTCGAG 220

Ad08A15185 Aradu.A08 15185 p4 (TTTC)5 20 48126304 48126323 TCGCCAGAAATAAGTCAGCC TGGTTCTTTGTTTAATTTCTTTCCA 278

Ad08A15188 Aradu.A08 15188 p3 (TGC)5 15 48137276 48137290 CTGCCCCATTTTGTTGTTTT ACAGCACTGCTACCAGCTCA 232

Ad08A15190 Aradu.A08 15190 p2 (TA)8 16 48141600 48141615 TGAAAGAAGAATCGCTAGATGC TCCATTGAGTATGTATGTGGATCA 235

Ad08A15193 Aradu.A08 15193 p2 (TA)11 22 48148586 48148607 TTGTTCTGCTTAATTTGGGGA ATCCTGCATCAAATACGGAA 269

Ad08A15195 Aradu.A08 15195 p2 (TC)6 12 48158435 48158446 TATTGTGGGCCCTAGCTGAC TCTCAGAGGAGAAGTTGAAAGGA 220

Ad08A15197 Aradu.A08 15197 p3 (TTA)8 24 48164614 48164637 GAAGGCTCATTTTCTTGTAACCA TGTGGTTTTCAAACTCCTCATC 240

Ad08A15201 Aradu.A08 15201 p3 (ATA)9 27 48166282 48166308 AATAATAATGGCGGTGGTGTG AGGCAGGGGCATTATAGTAAA 101

Ad08A15205 Aradu.A08 15205 p4 (TAAT)6 24 48167911 48167934 TTTGAACTTTCCAGGGATTCA GCTTTCTTCTGCTCCATGCT 101

Ad08A15206 Aradu.A08 15206 p3 (ATT)8 24 48168188 48168211 AGCATGGAGCAGAAGAAAGC TCGGAATTCGTGCTAGCTTA 280

Ad08A15209 Aradu.A08 15209 p4 (AAAT)5 20 48169518 48169537 TGTTCCATGATTTGAGAATGC TTGTTGCATGAGGAATTGGA 271

Ad08A15210 Aradu.A08 15210 p2 (CT)28 56 48171830 48171885 AAGCTCCATGAGTTATGAATGTAA ACTTCACTTTTTATGTGAACATGC 277

Ad08A15211 Aradu.A08 15211 c (A)10caaatgaacccaatcaatgaatatagcgatatacataaatcaaagttagggagagataacataaa(AAAT)699 48171995 48172093 CATGCATGTTCACATAAAAAGTG GTTGTTGCCTTAGGGATGGA 213

Ad08A15213 Aradu.A08 15213 p3 (ATT)5 15 48174666 48174680 TCTATTGAAATCCGGCTGAAA GGCTTCATTAGGGGTGGAAT 273

Ad08A15215 Aradu.A08 15215 p3 (AAT)10 30 48178163 48178192 CAACCATCTATATAACTTTGCTTCTTC TCATGTAGTCGACCCCACCT 273

Ad08A15217 Aradu.A08 15217 c (A)11gaaacaaaaaatcacttcca(CTT)5ttacttcttctctgttctcctctgttctcttaacccgtcaacctcacttcaaagttcgcccc(CA)6120 48184331 48184450 ATTTCCGCACACAAAACACA CGCAGAGCACAGAGAAAGTG 277

Ad08A15219 Aradu.A08 15219 c (TA)7aaacaatagaggtgcaattttcct(TA)752 48188171 48188222 GAGGTGCGATTTATCCAACAA CCTCTAAGGAACTGCCATGC 202

Ad08A15222 Aradu.A08 15222 p4 (ATTA)5 20 48189849 48189868 TGTGCCACATAAAATGAAAAGA CCGTCAACGATTGATGTTGTAA 245

Ad08A15223 Aradu.A08 15223 p2 (AT)7 14 48190337 48190350 TGCTTGATTTTGTGAGTGTCAA GCGAACAGATTCAGTGCAAG 190

Ad08A15225 Aradu.A08 15225 p2 (TA)6 12 48193234 48193245 TGACAATAAATCCTTAATGGACACA AAGTAAAAGAAGGTGTTGCTTTACAA 242

Ad08A15233 Aradu.A08 15233 p2 (TC)6 12 48198343 48198354 TGTCGTTGCGTAGGGTAACA TGCATTTAGCGATAGGGAGA 144
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Ad08A15237 Aradu.A08 15237 p3 (TAA)9 27 48213200 48213226 CTGAGGCTATGATTCCCTGC GCATGATAAGTTTTTCTCCGGT 144

Ad08A15238 Aradu.A08 15238 p3 (TTA)5 15 48218765 48218779 TTTAAATTACCATTTGGGTGTGTT TTAACCCGAATTCTATCCCA 280

Ad08A15246 Aradu.A08 15246 p2 (CA)7 14 48228372 48228385 GAGCTCATCCTCCAAATCCA CCTTTTCTCCGTTTTCCTCC 225

Ad08A15251 Aradu.A08 15251 p3 (TTA)6 18 48242435 48242452 TGGCGAGTCATATAGCCTCAT TGCCGCATATTCAAGAAGAA 144

Ad08A15252 Aradu.A08 15252 p3 (TAT)7 21 48243128 48243148 ACTCACGCATGATCCAATGA TGGAAAGCAACTGGATCAGA 148

Ad08A15260 Aradu.A08 15260 p3 (TAT)6 18 48249248 48249265 TACGAAAGGGAAGAACACGG AAAATGTGACACTAACCTCCCC 191

Ad08A15266 Aradu.A08 15266 c (A)12tcaccacaatattaaagatatatgaatatttcaagtcc(A)1161 48260374 48260434 GAAACAGATCTCGGACCCAA TTCCTCTGGGATAAGCATACAAA 222

Ad08A15267 Aradu.A08 15267 p2 (TA)6 12 48262782 48262793 TGGAACCGAATTAGGGAGGT TTTGGATCCATCATTAAGTCCC 279

Ad08A15269 Aradu.A08 15269 p2 (TA)6 12 48265918 48265929 CCATCTCGACACGAGTTCAT CACACTTGATCAACCTGCAAA 184

Ad08A15274 Aradu.A08 15274 p3 (TTA)7 21 48272617 48272637 TTGTGTGTGGCCCAATATCA CATATAGGCTTTGAGGGCCA 145

Ad08A15275 Aradu.A08 15275 p3 (ATT)7 21 48273093 48273113 ACCATGGCACACAGTCCTTT GGAAGCAATGTTGCCTACAA 258

Ad08A15276 Aradu.A08 15276 c (ATT)6tattaattagtaaatcaagtagtgatgaacacatgcatgtgc(T)1070 48273345 48273414 GGCAACATTGCTTCCTTTGT CCAAAGCATTGCACTGAAGA 253

Ad08A15277 Aradu.A08 15277 p3 (TTA)5 15 48275258 48275272 TGGGGTTCTTCAATTTACGTG GGATCCGGGGGCATATATTA 250

Ad08A15279 Aradu.A08 15279 p3 (TTA)5 15 48276359 48276373 TGTAAATTGGCCGGTTTGAT GAGGATTCTTCGATAAAGACGC 188

Ad08A15280 Aradu.A08 15280 p2 (AT)6 12 48280999 48281010 TAATGCCAGCAACCAACTTC TTTGCTTAAAAGAAAATAAAACCC 114

Ad08A15283 Aradu.A08 15283 p3 (AAT)8 24 48281987 48282010 AGAAAATGAAAGGGCCACCT TGAAATTCTGTCACTTTGTTTTCAA 127

Ad08A15286 Aradu.A08 15286 p5 (TTTAA)5 25 48288000 48288024 CATGCCAATGGTTGGTTACA CAACCGAATTTTTGCGCTAT 232

Ad08A15288 Aradu.A08 15288 p2 (GA)21 42 48291211 48291252 CAGTAGGCTCTGGTTCGAGG CCACCACTATCATCTCCTCCC 237

Ad08A15294 Aradu.A08 15294 p3 (ATA)6 18 48300727 48300744 CTCTCAACTCTCAAGCGATTTC GGGGGCTTTTTAGATGCGTA 250

Ad08A15297 Aradu.A08 15297 p2 (AT)7 14 48303393 48303406 GCATAAGTTGCATTGGTTGG ACGAGGAGGAGAAGGAGGAG 241

Ad08A15298 Aradu.A08 15298 p3 (GAA)5 15 48305155 48305169 ATTATTGGCCCCCATGATAA TCCAAGTTGACCCAACACAA 187

Ad08A15301 Aradu.A08 15301 p2 (TA)6 12 48311508 48311519 GCAACTTGGACTCACCTTCC CCGCAAATAAAAACCCAGAA 260

Ad08A15303 Aradu.A08 15303 p3 (TTA)6 18 48312724 48312741 TGAAGGATGCAACATTTCTCA GCTCCAAATCCAAACACATTC 256

Ad08A15304 Aradu.A08 15304 p3 (AAT)5 15 48313847 48313861 CGGAAGAACAAAAACGTGGT TTGGTTCTGAGGGTACCATTG 124

Ad08A15305 Aradu.A08 15305 p3 (ATT)7 21 48314247 48314267 TTTTCAACATGGGGTGGTTT TAGAAGATGTCAAAAGAGTGAAGC 179

Ad08A15306 Aradu.A08 15306 c (TTA)17ttccaaacatgctatagtttatgttctctcttttccaataatttatgtatctctcggtcaaactcttggattctctctttatatgatgtg(ATA)5156 48314375 48314530 TGTGATTGATTTTTCATTTAGAAGTTG AGCCATAACATCACAAAATAATTAAG 236

Ad08A15310 Aradu.A08 15310 p3 (TTA)5 15 48317915 48317929 TTGGTCCACCACGTATTCTG TCTTAGATGTGAAAAAGACGGGA 164

Ad08A15312 Aradu.A08 15312 p2 (TA)6 12 48322171 48322182 TTCTGGCTGCACCATTCTAA TTGACGAGAAGCCTACGAAAA 234

Ad08A15313 Aradu.A08 15313 p2 (CT)7 14 48323501 48323514 CAAACGCAAAACTCCTCCTC TGATGATAGCTGCAGGATGG 276

Ad08A15315 Aradu.A08 15315 p3 (CTT)7 21 48333545 48333565 CACGATATCCGTTCCCATTC TATGGTGCATCCGAAAACAA 230

Ad08A15316 Aradu.A08 15316 p2 (AG)16 32 48334380 48334411 AAATAGCCGACCACATCACC GCCATGTGATTCCAAATTTTC 273

Ad08A15318 Aradu.A08 15318 p3 (TAT)9 27 48340633 48340659 TTTGTGACATTTGTCCGTCA CCTCTAAGTCTTCCGTAAAATATGAAA 195

Ad08A15319 Aradu.A08 15319 p3 (TTA)12 36 48340888 48340923 TTTCATATTTTACGGAAGACTTAGAGG TGACTTCTCTGGGGATTTGG 235

Ad08A15320 Aradu.A08 15320 p3 (GAA)5 15 48341280 48341294 GGAACTTGGGTTTGGAGAAG GAACCTTTTGGCCAATCTGA 199
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Ad08A15328 Aradu.A08 15328 c (GAA)5aacgaaagcagcgagtggaatcggagcgagttgnnnnnnnnnctgcagtctgcacttg(A)1083 48352183 48352265 TCCGTTTAACCGAACGAAAC CCCCGTGACTCACACATACA 270

Ad08A15329 Aradu.A08 15329 p3 (AAG)5 15 48352560 48352574 TGAATCGATTGAATGCGAAA TGAACCCTCTCTGCCACTCT 141

Ad08A15332 Aradu.A08 15332 c (TC)8(TA)6 28 48358034 48358061 AAATACTGTGCTTCCCCCAA CCCAACAAAAATGACATCTGA 196

Ad08A15334 Aradu.A08 15334 p3 (TAA)13 39 48359692 48359730 TATTATTAGGCCCGCTTGGT TTCAAATTTGGAGGGTGGAG 221

Ad08A15338 Aradu.A08 15338 p3 (ATT)15 45 48370495 48370539 CTGTGGAGAGCAGGAAAACC TGCTGAATTAGTGCATGCGT 179

Ad08A15340 Aradu.A08 15340 c (AG)6aaatgagagtga(GT)738 48377767 48377804 GGAATCGCGAAATGTGAAAT GCAAAAACAAAGAAGGCGAG 250

Ad08A15342 Aradu.A08 15342 p3 (TTA)7 21 48380817 48380837 CGGTGAATCAAATCTTGAACTG GACAAATTGATTTGACCGAAAA 262

Ad08A15344 Aradu.A08 15344 p2 (GA)6 12 48389193 48389204 CACCACCTTAAAAATAAAACGGA ATCAGCATTTGCCACTCCTC 280

Ad08A15347 Aradu.A08 15347 p3 (CAA)5 15 48392468 48392482 GGTCATGTGTCACCACCACT TGCAGCTCTATCGTTGCTGT 252

Ad08A15354 Aradu.A08 15354 p2 (TC)6 12 48398278 48398289 GTCGGTCAACTCACGAACCT TAGGGAAGAGTCATCGTCGC 261

Ad08A15360 Aradu.A08 15360 p3 (GAA)7 21 48402142 48402162 GCAAGGGAATGAAGGTGTGT AGTGGCCAAACCTCATCATC 224

Ad08A15365 Aradu.A08 15365 p4 (TAAT)5 20 48406606 48406625 ATGCATGGAAGGTTTCAGGA TCAAAAAGCAAATCCAACCC 246

Ad08A15367 Aradu.A08 15367 p3 (ATT)5 15 48411821 48411835 AAAAACAAAGTGGTCTCTCATGG ATGCTCTTGCGGATTGAGTT 257

Ad08A15368 Aradu.A08 15368 p3 (ATT)8 24 48413871 48413894 TCATCATGCACTACACTACTCAGAGA TGAAAGTGAAAATTTATGCATGG 259

Ad08A15369 Aradu.A08 15369 p3 (TAT)15 45 48415062 48415106 CATTCCATGTCTTGGTGGGT CAAATTCAGAAGAAGAAAGAGCAA 275

Ad08A15371 Aradu.A08 15371 p4 (AAAT)5 20 48422498 48422517 ATCTCCTCCCTTGGCTCAAT AGCCTATTGACTTAAAATGCCA 251

Ad08A15374 Aradu.A08 15374 p3 (TTA)5 15 48427862 48427876 TGTGGCTTCCAAACTCACTG TGCTAATATATTTATCGGCAATTAAAC 269

Ad08A15375 Aradu.A08 15375 p4 (ATAA)5 20 48428352 48428371 TGACAAAATGATCAGTATGGTATGG CACATCCTTGCAACAAATGC 262

Ad08A15376 Aradu.A08 15376 p3 (ATA)6 18 48429464 48429481 TGGACTATTAAGCACTATCAATTCAC CCTTTAGGCATGCTAATAAATTGT 102

Ad08A15378 Aradu.A08 15378 p3 (GAA)6 18 48432542 48432559 GGGCTAAGCAGGACACTCTG GCCTCTTCCTTCTTGGTCCT 109

Ad08A15379 Aradu.A08 15379 p2 (TA)9 18 48438077 48438094 TCGTTGACTTTTTAGTCCACAGAC GAGCCAAGTTAACGATTAAGGG 247

Ad08A15384 Aradu.A08 15384 p2 (TC)10 20 48453252 48453271 CTCAGCGTTCTTAAGCGACC AGAGCGACGACGATTTGAGT 165

Ad08A15385 Aradu.A08 15385 p2 (TA)7 14 48457221 48457234 AGAGCGATAGCACAGCGAAT TCAGATAAACCAAATTTTAAACCGA 176

Ad08A15386 Aradu.A08 15386 p5 (TCTTC)5 25 48458505 48458529 GGAAGAAAGAATCGCTGACG AGAGAGGAGGAAGCAAACCC 147

Ad08A15388 Aradu.A08 15388 p3 (ACA)8 24 48467233 48467256 TGGTGTTTAACAATGGGGGT ATCAAACGAACGGTTTTCCA 201

Ad08A15391 Aradu.A08 15391 p4 (ATAC)5 20 48474793 48474812 AGATCCATCGATCCAGCAAC TCAAATTCGGGGTTTTCTTG 249

Ad08A15392 Aradu.A08 15392 c (T)11catcgaccaattcaaaaatcaccataaaccaatgattaaaaatgtgtttcctctttttttctttttcttttaaaaggtcatttc(T)11106 48477174 48477279 AATTGTTGGTCTTTCTCCTATAAAAT TTGTGCCAAAAATATGCTAAGAAA 223

Ad08A15396 Aradu.A08 15396 c (TG)6aataattataaacaaaactgtaaatacattgctgtgtaaaatatt(TTA)572 48488482 48488553 GGAATTTCAATTCAATTTATCCAA CGGTCATAATTGCACGATTG 200

Ad08A15397 Aradu.A08 15397 p3 (CTT)7 21 48488893 48488913 CAACCTACATACTTGTGTGGCTC GTAGGACCCTGCTTTGTCCA 222

Ad08A15403 Aradu.A08 15403 p3 (AAT)6 18 48503595 48503612 AGCACCGTTTCACAAACACA TTTCATTCGAAGAACTTGGTCA 194

Ad08A15407 Aradu.A08 15407 p3 (AAT)5 15 48509667 48509681 AGCACCGTTTCACAAACACA TTTCATTCGAAGAACTTGGTCA 192

Ad08A15408 Aradu.A08 15408 p2 (TA)6 12 48509911 48509922 TCAGAAGAGTTGCACACACAA TGTCTCTGTTACACTAACAATGTGAA 280

Ad08A15410 Aradu.A08 15410 p3 (GTT)5 15 48511992 48512006 GTGTGCTAACGGTATCAGCG CCCAAACAACCCTTCAAATG 146

Ad08A15413 Aradu.A08 15413 p3 (TAT)16 48 48516937 48516984 TGCAGTGTGCCAATTTGTTT TGTCTGGAAACCAAAAGATCAA 258
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Ad08A15414 Aradu.A08 15414 p2 (TA)7 14 48517469 48517482 GCCAAAAGGTGAAGGACCTA GGATTCGGTTCAAATGTTGG 202

Ad08A15417 Aradu.A08 15417 p3 (AAT)6 18 48520974 48520991 AAGGTGTGGTTAGTGTCCCG CAAATTCTTGCAAACCAAACAA 118

Ad08A15421 Aradu.A08 15421 c (TA)9tgcacttcaaaattcaaataatggtcaaatatacaatatcttcatcttttttttcctttcctttaatttttcgttg(TTA)5109 48524382 48524490 CAACTCCACCATGGATTCCT CAACAACAAAGTCTTGTCCCA 268

Ad08A15422 Aradu.A08 15422 c (A)12ctacaatttatgttttaaatatgcatatatgaatgattgtatttgtacatattttaaaggtattaaaaatgtgac(T)1299 48527522 48527620 TCGTGGCACTCCTATTAGTTTT AAAATCAGCCCTAAACCCAC 234

Ad08A15428 Aradu.A08 15428 p4 (ATTT)6 24 48542680 48542703 ATGCATGGTTTCTGGGAATC TCCAAAATGCACCAATTCAA 259

Ad08A15430 Aradu.A08 15430 c (AT)6ac(ACA)7 35 48545874 48545908 TCGGATATATTCGCATAATTGAA CCGACCCCACTTAGTGAGAC 271

Ad08A15431 Aradu.A08 15431 p2 (TA)7 14 48549017 48549030 TTGCTTTGACACCGTACTCG TACATCCGCGTATCCGATCT 264

Ad08A15439 Aradu.A08 15439 p2 (AT)7 14 48576034 48576047 TCATTTTGAGTGAATAGTGGAGACA TAATGCATGAGAATGCCCAA 198

Ad08A15440 Aradu.A08 15440 p2 (AT)8 16 48576220 48576235 GCATGCCTTGGAATAAGGAA ATTGCTTCTTGGTGGTGGAA 238

Ad08A15443 Aradu.A08 15443 p3 (ATA)19 57 48581341 48581397 TTTTTCTGTCGTCATAGAGTTAGGA TGTATTGGCCAGCATCTCAG 251

Ad08A15444 Aradu.A08 15444 p3 (ATT)6 18 48581876 48581893 TAAGTAACACGCAAGACGGC CCACACCCTTGTTGAGTTGA 264

Ad08A15446 Aradu.A08 15446 p2 (AT)8 16 48583872 48583887 GCATGATTAATTATTTTGATAGCTGA TTTCAGTCTTGGCGATTGTG 211

Ad08A15447 Aradu.A08 15447 p3 (TTA)14 42 48584410 48584451 TGTGGGTCAACACTCATCAA TGTCAAATCATGCATTGAAGG 207

Ad08A15448 Aradu.A08 15448 p4 (ATTA)6 24 48586475 48586498 TTTTGGGTAGGTGTGGCTTC TGTGGATGGAGTTGGTGAAA 259

Ad08A15450 Aradu.A08 15450 p2 (AT)6 12 48588187 48588198 TGCCGCCTAGCTAGTTTGAT TGGTCTTTTGAAACCCTTGG 251

Ad08A15452 Aradu.A08 15452 p2 (AT)8 16 48589296 48589311 GCTTTCATCACAAGACAAGTGAA CGCTAACACCAAGCTCAACA 258

Ad08A15456 Aradu.A08 15456 p3 (AAG)5 15 48591752 48591766 CCAAATTTTCAATTCAATCTGGT CATCTCATGTCCTTTGTTTTTCA 210

Ad08A15457 Aradu.A08 15457 p4 (TTTA)6 24 48592207 48592230 AACCTCCACGCATCCTACAC ATAACCCGCTCTCCCTGTTT 165

Ad08A15459 Aradu.A08 15459 p3 (GAA)5 15 48597009 48597023 TGAAAGCGAGAGCAGGAAAT CATCATGAATCACGGCTTTG 157

Ad08A15461 Aradu.A08 15461 p3 (CGC)9 27 48600487 48600513 CCACACCACCACCATACAAA TGGTCGTTGTTCTGCTCTTG 100

Ad08A15465 Aradu.A08 15465 p2 (TA)9 18 48623272 48623289 TTGAGTGAGATTGTGGGAGG CTTTGTGCATTTGCCATCAG 224

Ad08A15468 Aradu.A08 15468 p3 (ATA)6 18 48626809 48626826 TCGTGCAACTCAAATGTTCA TATGGAGTTTCTTGCCAGCC 199

Ad08A15469 Aradu.A08 15469 p2 (AT)12 24 48632986 48633009 AACATCCCCCAAACTCAAAA TTCCTCTGGTCCTGCTCAGT 244

Ad08A15474 Aradu.A08 15474 p2 (AT)6 12 48655044 48655055 TGAAGTCGAATGCACCTGAG CAGTTCTTGCTAACTGCCCC 165

Ad08A15478 Aradu.A08 15478 c (ATT)19tgttggaataaattttgaattaatcatc(ATT)13124 48659281 48659404 TGCTTTGTTTTGAAATGAAATGT TGCAAATCAACGATTGGACT 279

Ad08A15482 Aradu.A08 15482 p2 (TA)10 20 48675416 48675435 TGGAAGCCTCAGCAAGATTT TTTTCAAACGGCCTTAATCC 273

Ad08A15491 Aradu.A08 15491 p2 (AT)6 12 48693547 48693558 GCACCCAATCCTCTCAATGT TTTCCACATTTTCTCTCTGCAA 255

Ad08A15496 Aradu.A08 15496 c (T)10ctttc(T)10 25 48707326 48707350 AAGGTTGGCCCAATAAATCC ATGGGAGATGACTTGGATGG 225

Ad08A15498 Aradu.A08 15498 p2 (GA)7 14 48710958 48710971 GTGGTGCCGACGACTAAAAT CCTCTTCTCCAGCACTGACC 114

Ad08A15499 Aradu.A08 15499 p3 (AAT)16 48 48711604 48711651 TTGTTTGGAAAGGAAAATGGA AAGGCTTGGCTTTTTAGATTTG 275

Ad08A15500 Aradu.A08 15500 p3 (AAT)5 15 48714481 48714495 CCAACATGAAGACGCCCTTA GAGAAAAACCAGAGCCATGC 216

Ad08A15502 Aradu.A08 15502 p3 (TCT)5 15 48718706 48718720 TGCTGCATGTTCTTCTCCC CCTCCTCATCTTCTTCCTGC 192

Ad08A15503 Aradu.A08 15503 c* (ACATAA)6(ATA)18*86 48722122 48722207 CAATTGTAAACCTTCCCACCA TGCATAGAAACTCACATTGGAA 222

Ad08A15504 Aradu.A08 15504 c (T)10catacaaaagtgtctattagtttcaac(A)1249 48724049 48724097 ATCAATGGATCGGACCAAAT GGGTGAAAATTTATATGGGAAGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A15508 Aradu.A08 15508 p3 (TAA)6 18 48729338 48729355 TTGAACGATAATTTTTCTTCCATAA AAAAGTGAGATTCGAACCAAGA 125

Ad08A15515 Aradu.A08 15515 c (T)11attttatggcaaactatattaactaactacctactaagactttatgcctttatggttatataa(AAT)589 48746252 48746340 GTGGTAATGGCCCTCCCTAT TTTGGATTAGATCAAGGCGG 231

Ad08A15516 Aradu.A08 15516 c (A)11gcaatgactttagtaacatttgttgtcatggtcttccttgtagtattccatttacctggatatacttaaaaaaatatatatatc(T)12107 48748415 48748521 CACGCCAACTTAATGGAACA ACGTGGATTTTTCAATTGGC 270

Ad08A15519 Aradu.A08 15519 c (ATT)6gttattgttattattatt(TTA)551 48764927 48764977 TCATCAAGCCAAAGTTTAGAACA TCCCATATTGTGCTTTCCAA 156

Ad08A15520 Aradu.A08 15520 c (T)10gtaattaataattgatttttgttactctgttgctg(T)1055 48766775 48766829 GCCACTGTCTTCCTAGCCAC GCAGCAACAGAGTATCAAATCC 249

Ad08A15522 Aradu.A08 15522 p3 (ACC)5 15 48771275 48771289 CTTTGTGTGAAGGGATTGGC CCATGGAAGATGGGTTTTGT 275

Ad08A15529 Aradu.A08 15529 c (A)13g(AC)6 26 48789710 48789735 ATGTGAAGCATGCCATGAAA TGAGACCGTCGCTAAACGTA 200

Ad08A15530 Aradu.A08 15530 p4 (AAAT)5 20 48792984 48793003 TTGTAGCACCCAGTTGCTTG TCATTGTGGCTGAAACAACC 247

Ad08A15533 Aradu.A08 15533 c (T)11ataaatataattatgaaaatgaataaagaataaacaagttcttcttcaactggtcctcattgcttcccttcttc(AG)11107 48795869 48795975 CAGAAAAGAGACAAAGGTGTTTGA TGTGTGTGGGGAGCATAAAA 201

Ad08A15539 Aradu.A08 15539 c (T)10atttagatctctcttggccgtaattagcttaattgtatagagaccaaact(A)1070 48803366 48803435 TTGCAAAATTTTTAATTAGGTCCC TTTAGTTTTTAAATTGGGTCTCCA 188

Ad08A15545 Aradu.A08 15545 p3 (ATG)6 18 48814089 48814106 GGATTCCATTTTCATGTGCC TCAAGCCTACAACATGCGTC 248

Ad08A15552 Aradu.A08 15552 p2 (GT)7 14 48830868 48830881 TGATACACCCAAAACACGGA GCAACCAGCAGTAGGGGATA 261

Ad08A15555 Aradu.A08 15555 p2 (AT)6 12 48836177 48836188 GGACCGGTTTGGGGTTATAC TGCATATTTATTCAAATTAAGGGGA 177

Ad08A15560 Aradu.A08 15560 p3 (TAT)5 15 48840841 48840855 ACCTTTATAATGTCATCAACCCA CAAGCCCATTGCATTAAACA 271

Ad08A15563 Aradu.A08 15563 p3 (CTA)5 15 48844613 48844627 GGATCCAAATTCGGTACAACA AGCCAGAGAGCAGCAAAATC 163

Ad08A15566 Aradu.A08 15566 c (A)11ttgtttgc(A)1130 48861074 48861103 TCGTCGTTTATTGTTTTAGCG TGGGAGGAGGTTGAAAAAGA 255

Ad08A15569 Aradu.A08 15569 p2 (TA)6 12 48868714 48868725 CATCATCAAGCATCCCAGTG TCCCATCATCCAACTGCATA 192

Ad08A15575 Aradu.A08 15575 p3 (ATT)9 27 48884237 48884263 GCTTTTTGTTGGGGACAGAA CATGCCCCAATAAAGCAAAG 254

Ad08A15576 Aradu.A08 15576 p2 (TA)7 14 48884407 48884420 ATGCTTTGCTTTATTGGGGC AATCATAAAAGGCATGACAACA 262

Ad08A15579 Aradu.A08 15579 p3 (TTC)7 21 48895321 48895341 CTAAAAGCCAGAAGCCATGC AAACCAGCAAGGAACAATGG 149

Ad08A15580 Aradu.A08 15580 c (AG)6aa(AG)6 26 48895907 48895932 CAAAACGGAAAGCAGAGGAC TGTGCATAAATCAACCCCAA 267

Ad08A15582 Aradu.A08 15582 c (A)10caaaaaaaaatcagaaaattcaaattgaaaggtttgatttgtttattaaaaaaaattttaacgctggaatacaatccgatctttagatttataatttttt(A)12122 48899980 48900101 GAGCGAGGTAGAAAACTGAAGG TGCTTTCATATGGGCAGAGA 280

Ad08A15588 Aradu.A08 15588 p3 (ATT)5 15 48908710 48908724 TGATGGATGCAAACGTGAAT ACCAAGAGCACTTCCCAAGA 267

Ad08A15589 Aradu.A08 15589 p2 (TA)6 12 48909923 48909934 TTCAGTGTTCTCACCCCACA GGGCATTTCTCCATCCATAA 255

Ad08A15602 Aradu.A08 15602 p3 (TTC)6 18 48929478 48929495 AAACGCGCTTTTTGGTTCT GGCTTTGGTGTCAGCATTTT 237

Ad08A15610 Aradu.A08 15610 p3 (AAT)5 15 48946952 48946966 TCAAATTGTTGCCCCTACTTTT TCGTGTCACAACCACAATTT 204

Ad08A15613 Aradu.A08 15613 p4 (CATT)5 20 48949387 48949406 GCATTTGCCAACAACAACAC GATCCAAGGAAGCCACAAAA 249

Ad08A15614 Aradu.A08 15614 p2 (TA)9 18 48951542 48951559 GGAGGCATTGGTAGGTCTCA TGAGCAGAACAGAAGCAAAGT 168

Ad08A15616 Aradu.A08 15616 p4 (TATT)5 20 48954541 48954560 CTTGGTTGGCGTGAACTACA ATTCCCATCACATACGCACA 273

Ad08A15617 Aradu.A08 15617 c (TA)6ataatattatatgttgtattgtg(TA)647 48955951 48955997 CGGTTCATGTTAAGCATTTGG CAAATGCAATTCTCTCTCTTTTTG 230

Ad08A15618 Aradu.A08 15618 c (TA)6ataatattatatgttgtattgtg(TA)647 48961264 48961310 TCATGGCTTTGGCTTTATCC CAAATGCAATTCTGTCTCTTTTTG 250

Ad08A15623 Aradu.A08 15623 p3 (TCC)6 18 48973882 48973899 ACATTCATCGCCTCTTCCAC TATGGGAATCACCCAAGAGG 198

Ad08A15625 Aradu.A08 15625 p3 (TCT)6 18 48978057 48978074 CTCGGTTCGCTCATCTTCTT GCATGTTTCCCTTAACATGACA 266

Ad08A15626 Aradu.A08 15626 p3 (CAG)5 15 48979694 48979708 GTGGCCACACTGTAAACCCT ATTGTGGGGCAGCATAAGAG 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad08A15628 Aradu.A08 15628 p3 (CAT)5 15 48985847 48985861 ACAAAACAAAGCCCTGGATG ATGTTTTGCCCCCACAAAGT 271

Ad08A15629 Aradu.A08 15629 p4 (AATA)5 20 48989986 48990005 TTCATCTCTGATCCAGTCAAAAG AGCTTCTGGGAAAGTGATGG 182

Ad08A15630 Aradu.A08 15630 p2 (AT)9 18 48991825 48991842 ACGATGCACGCGATAATAAA CCACTACTATTCCAATATCAAACACAA 276

Ad08A15636 Aradu.A08 15636 p2 (AC)6 12 49024466 49024477 TCCACTAGCAAACCACAGTCA AAATTTTTCATGGGCATCCA 183

Ad08A15637 Aradu.A08 15637 c (A)10tatttgttttcatccaagg(ATT)544 49024869 49024912 TGGAACCAAATTGAAAGGAAG GTGGCAACAAAAGTCAAGCA 213

Ad08A15639 Aradu.A08 15639 p3 (GTT)7 21 49027823 49027843 CTGGCAACGAACTTTGGAAT GGCAACAAATCGAAGCAAAT 169

Ad08A15640 Aradu.A08 15640 p3 (TTA)7 21 49028766 49028786 AATTTCCAGATTGCATGCTT TTTCCACTGAAGTATCCCCG 270

Ad08A15643 Aradu.A08 15643 c (TA)6ttccatgtggtgtaggacatgcatgtttccacgtgtgtcttattgatgcaacattttttgaag(A)1186 49033559 49033644 CGTTGGTGAAGTTGAGGTGA CATGGCAAGGAGAAATGTTAAA 280

Ad08A15645 Aradu.A08 15645 c (AAC)5ttaacatagagaaagagaaagagaaagagaaataggatgatgagtatgagtagtagtagtcatcagtatttgattccaaactggaacatga(AAC)6124 49042211 49042334 TGATTTGAGTATGACCAGCTTGA GTGGTGGGAGAAGCTTGAGA 247

Ad08A15647 Aradu.A08 15647 p3 (ATT)9 27 49043651 49043677 GCTTGTCAAAGTGGATCGGT TGGTGATTGTTCATGTTGTTCA 112

Ad08A15651 Aradu.A08 15651 p2 (TA)6 12 49047535 49047546 CAGAGCGCGGGTTCTAAAT ATATTCTCCGCGCTCACACT 205

Ad08A15653 Aradu.A08 15653 p3 (ATA)6 18 49050145 49050162 CCAATCCATTTATATGATCACCAA GTGATTGCATGATGGGTCAA 178

Ad08A15654 Aradu.A08 15654 p2 (GA)7 14 49052983 49052996 GAGCAGAATGCTTGGTCCAT TGTCCACTTTTCATGCTTGG 224

Ad08A15657 Aradu.A08 15657 p3 (AGA)5 15 49060472 49060486 AAGAATGGAAACTTGCCACG TCTTCTGGGTCGCTCTGATT 115

Ad08A15660 Aradu.A08 15660 c (T)10aaactgtagagtaaattggtgaatcaattttgtaaatt(A)1058 49069513 49069570 ATTCGATTTGGGTGAGCAAC ACCGATCCACCGATTTGTT 179

Ad08A15662 Aradu.A08 15662 p3 (TAT)5 15 49088101 49088115 AGCACATTCCAGAAACCAGC TTCAAATTCGACTCGTTGCTT 231

Ad08A15665 Aradu.A08 15665 p2 (TA)11 22 49092991 49093012 GAAAGGCATTTCTGCTCCAA GCATGCCTAGTAATTTCATGATCTA 117

Ad08A15668 Aradu.A08 15668 p2 (AG)7 14 49101269 49101282 TGCTAACCGTAGCACTCCTTT CATTCCAGTTGCGTGTGTCT 279

Ad08A15674 Aradu.A08 15674 p3 (AAC)5 15 49117825 49117839 TAGGTGCTAGGGAAAGGGTG TGGAATTCATACTCAATTTTTCCA 195

Ad08A15675 Aradu.A08 15675 p4 (TATT)5 20 49118314 49118333 TCTCCGCTGATTTCGCTAAT GGAGCTAACGCATCCCATAA 259

Ad08A15677 Aradu.A08 15677 p3 (TTC)6 18 49124326 49124343 TTGCATGTTCTCGTCCTCAG AGGAGGGAATTGAAGAAGGG 167

Ad08A15679 Aradu.A08 15679 p2 (AT)6 12 49132050 49132061 TAAAACTGCAGGTCCTGGCT AATCCCTTGATGAGTGCCTG 241

Ad08A15681 Aradu.A08 15681 p3 (GAA)6 18 49143462 49143479 TCGAAAAGAGGAAAGAGGCA ACGTAGTGGATTTTGGTCCG 237

Ad08A15682 Aradu.A08 15682 p2 (TA)6 12 49146558 49146569 TGCCATTGCCGTGAATAATA CCATGCACACATATATAACAGGG 248

Ad08A15683 Aradu.A08 15683 p2 (AT)8 16 49147251 49147266 GAGGTTGGTTATGAGTTTTTCAGA TCATACCACCATGCATTAGGA 280

Ad08A15685 Aradu.A08 15685 p2 (CT)10 20 49149664 49149683 CTGCGTTTGGTTTTGGATTT GGACCGCACAAAGGTTCTAA 262

Ad08A15686 Aradu.A08 15686 p2 (AG)6 12 49158640 49158651 TGCCAGCTGAGATTTGAAGA GCACATTATTACCCAACAACCA 207

Ad08A15693 Aradu.A08 15693 p3 (TAA)16 48 49175109 49175156 AACGGAAAAGGCACAATCAC CGCTGTGCTCAATTTTCAGA 184

Ad08A15697 Aradu.A08 15697 c (AG)7(A)10 24 49190429 49190452 ACAGGAATGTGTTCATGGCA AGTTCAAGGCACCAAAATGG 241

Ad08A15699 Aradu.A08 15699 p2 (TA)6 12 49196720 49196731 AAAACGCAATGCATCGATTA CCGATTGGTTTCAATATCTGTT 171

Ad08A15701 Aradu.A08 15701 p2 (TA)7 14 49203158 49203171 TCTTTTTCACCCATTTTCGC AGGTCTGAGCCTTGGGATTT 131

Ad08A15702 Aradu.A08 15702 p2 (GA)6 12 49204995 49205006 TGGCCTTCAAGGTTTATTGG ATTTTTCCTTGCAACCAGCA 178

Ad08A15704 Aradu.A08 15704 c (AT)8(AC)7 30 49205429 49205458 GCAGTGATTGGTGGTGTTTTT TGTGAATTGTTTTGGCTATTCTT 237

Ad08A15709 Aradu.A08 15709 c (A)10tagtaaactacagattgatctcttatctagatatctattaattagtatcaaatagaagatataaattttgatcccatg(A)1098 49214625 49214722 AAGAAAAATAAAATCAGAGACCAAAT TTGTTATTGGGTTGGTGCAA 184
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Ad08A15712 Aradu.A08 15712 c (TTTA)5t(A)10 31 49251373 49251403 TCCCTATGCTTTGAAATGCC ACTGCTAAAGTCCGACGCAT 204

Ad08A15716 Aradu.A08 15716 c (AG)9caaaagagaaaaag(GA)8ggaatagagagagatagagagagggagagagaaggggagggagggagagagagagtgaggggg(GA)6123 49255537 49255659 GGAGAGAAGAAGATAGAGAAAGAAAGA CTCCCCTCTCTCTCCCCAC 252

Ad08A15717 Aradu.A08 15717 p3 (ATA)5 15 49256977 49256991 AGACGCCGTGACCAATAAAC TCCTCTTCACCGCCATCTAC 260

Ad08A15721 Aradu.A08 15721 p2 (TA)9 18 49260460 49260477 GCAGCATTCAAGCTCTACCC CTCTGCCCTTCCATTGTCTC 233

Ad08A15722 Aradu.A08 15722 p2 (CT)8 16 49266468 49266483 TTCATTTCCATCATTTTTCTTCC TGTTCTTCAGTCCTTGCCCT 264

Ad08A15725 Aradu.A08 15725 c (GAA)7agaagg(GAA)542 49284618 49284659 GGTGAGACAGAGAAGGCAGG ACTGAACCTCCACCGTCATC 131

Ad08A15726 Aradu.A08 15726 c (TG)13(AG)24 74 49284927 49285000 AAATTGCAGCCCAAATTCAC CTGTCTTCCTCCTCTGTCCG 157

Ad08A15728 Aradu.A08 15728 p5 (CTACC)6 30 49303200 49303229 CCTACCCGCGGATTAAAAAT ACACAAAAGTTGCTGGTCCC 249

Ad08A15730 Aradu.A08 15730 c (T)10c(T)10 21 49325682 49325702 CCAATCTTTAATTCCCCCAA TCAATATTCTCACAAAGGCGTG 226

Ad08A15732 Aradu.A08 15732 p2 (CA)10 20 49330294 49330313 CTCTTCCCATGACAGTTGGG TGCCACTATGACCAGCTTCC 280

Ad08A15734 Aradu.A08 15734 p2 (TA)8 16 49336300 49336315 TCTTCATAATGCTTGGGGCT TTCATGCATAAATCGTCCCA 243

Ad08A15737 Aradu.A08 15737 p3 (GAT)5 15 49344559 49344573 GCTTTTTCCCATCATCCACT GCATATCAGATGACAGAGCCC 280

Ad08A15738 Aradu.A08 15738 p3 (TTA)6 18 49346152 49346169 TGTTTCTTAAGTCCCTCCTACATACA TCAATGAAAAATTTAGATGTCCAAT 267

Ad08A15741 Aradu.A08 15741 p6 (AGGGGA)5 30 49350978 49351007 AGTTTGGGGAAAAGCAATCA TGAGTACCACCCCACAGACA 147

Ad08A15742 Aradu.A08 15742 p3 (ATT)10 30 49352660 49352689 CCCTTAAAATTTGTCCAACCA TTTGATTTCTGCCACCAACA 276

Ad08A15743 Aradu.A08 15743 c (CTT)5tttctttcttc(T)1036 49354170 49354205 ACGCGCTTCTTTCTTTAACA AAAACGACGAGGACGACG 147

Ad08A15745 Aradu.A08 15745 p2 (CT)17 34 49373653 49373686 TGTCGTATCATGTCCCGTGT CGACACTGTTCTGCCTTCAA 184

Ad08A15747 Aradu.A08 15747 p3 (CAG)5 15 49381561 49381575 CCATCTCCACGTTTAGCCTC AAAAGAAAGGCGGGTTCACT 269

Ad08A15749 Aradu.A08 15749 p2 (AT)6 12 49383014 49383025 GGATTCATCAAGATTTTTCCACA GCCGTCAGCCAGTTCTTTAG 223

Ad08A15753 Aradu.A08 15753 p2 (AT)6 12 49389972 49389983 CGTCATCATCATCATTTGGC CCACTTCGTTAGAGCTTCGC 243

Ad08A15755 Aradu.A08 15755 p3 (AAG)5 15 49406783 49406797 TGTGTTTCTTCTTCTTTGTTTGATTT ATTTGGGTGTAACGCGAAGA 245

Ad08A15758 Aradu.A08 15758 c (T)11ccactttctagttaaattagcgaagtaactatttttcaactaataacaacta(T)1073 49410987 49411059 TTGGCATTTATCACGATTGG AGAATTTGCAGGGACAGAAAG 277

Ad08A15760 Aradu.A08 15760 p2 (AC)6 12 49411473 49411484 TCTCCACATATCCCAGGACC TTCATGGTTTGAGTCAGGCA 210

Ad08A15768 Aradu.A08 15768 p2 (TA)6 12 49456330 49456341 TGCGAAATTTTAGCTACTATGGTT ATGCATGTGTCTGCTTCTGG 117

Ad08A15770 Aradu.A08 15770 p3 (TGA)5 15 49458861 49458875 TTGTGCTTTGCAACATCCTC CCATTTGAATTCACCATCACC 216

Ad08A15771 Aradu.A08 15771 p2 (AG)6 12 49459345 49459356 AAATGCCAAATGGATCAACC TTTCCCATCCTTAAAACCCC 193

Ad09A2 Aradu.A09 2 p2 (TC)6 12 61110 61121 TTCCAGAGAACCCAACGAAC CGAGGAGAAGAGGAACGATG 201

Ad09A9 Aradu.A09 9 p4 (GTAT)5 20 84964 84983 GAGTTTAGGGTTCACTGCTGC GATCCATCAATCCAGCAACC 228

Ad09A10 Aradu.A09 10 p3 (TAT)5 15 85302 85316 AGTTGATCCATTGATTCGGG TGTCTTCTCCAACAAAACAGC 190

Ad09A11 Aradu.A09 11 c (A)10caaaaaaatagaatttgactactaattgtgtttaaaaaataaaac(A)1065 87803 87867 CCAGGGAGATGACAACAACC GCCGGTAAAACCGACAGTAA 273

Ad09A16 Aradu.A09 16 c (A)10gaaagaaaacgaacgaaaggagaaagaacgcggaaggaaagaagagaagggatggg(AGA)581 102770 102850 TTGTTCATTTTCGACCCTTTTT TCTTCTTCCCTTCCCTTTCC 250

Ad09A20 Aradu.A09 20 p3 (GTT)6 18 112163 112180 TCATACATTGAATATCCCCCG TGGTGGTTGTTCACGTTGTT 235

Ad09A26 Aradu.A09 26 c (A)10gagacattcagaaagatgaataaaagaatgttagtgatataaaagatgaaatttgattgagcttgtattattgtg(T)1398 124659 124756 TCCTTTGATTGGTTTTTGACG GATTTCCACACCGAGGAGAA 197

Ad09A28 Aradu.A09 28 p2 (AT)8 16 130693 130708 TGTGAGAAGCACAAACGGAA ACAAAGAGGGGCTCGATTTT 277
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Ad09A34 Aradu.A09 34 p2 (CT)7 14 140694 140707 TCGGGGATCCTGTGAATAAG TCTGCTCCTCGTATGTGTGC 279

Ad09A40 Aradu.A09 40 c (A)12cttgccatatcaaatcaagttgctgctacaaagcaaactttgttttg(T)1069 147663 147731 ACCACAAGCCGTCTCTCCTA AAAGATGTTTATCCTAAAAGGGGG 259

Ad09A41 Aradu.A09 41 c (AT)6tagctttttatatattacatc(AT)1053 152474 152526 TTTGATCAGAATCTCGTGTTGA GCTTATAGCCCAGCGTTGAA 280

Ad09A42 Aradu.A09 42 p3 (AAT)16 48 156916 156963 AGCTCTGGCACGTAAAGAATG CTCCAACGATAACAATGCAGA 262

Ad09A43 Aradu.A09 43 p2 (TA)11 22 158746 158767 CAAAACAAACGCTGCACAAG AACCGCACCAAATGATACCT 131

Ad09A44 Aradu.A09 44 p2 (TA)8 16 159041 159056 TGCCTTGTGCTAAATTCCAA ATCCCTATAAATGCATGGCG 109

Ad09A45 Aradu.A09 45 p2 (AT)6 12 159298 159309 AACGCCATGCATTTATAGGG TTCGAAACAATTACCACCTTTTT 271

Ad09A47 Aradu.A09 47 p3 (TAA)6 18 162261 162278 TCCAGCACCACCTTCTTCTT AAGGGTTGCCAGAAACAATG 146

Ad09A48 Aradu.A09 48 p3 (TGG)5 15 164889 164903 TCGCTGCTGTAATTCCTGTG ATGAAAGGAATGGCATGGAA 252

Ad09A49 Aradu.A09 49 p2 (CT)10 20 165492 165511 GGAAGCTCTTTTTGTGCAGG TGGAATTAGACCCACCCTCA 167

Ad09A50 Aradu.A09 50 p3 (TGA)6 18 166450 166467 TTGGATCCCGAGACATTGTT ACCTCAGGGCTCCAATTTTC 223

Ad09A58 Aradu.A09 58 p2 (TA)6 12 181801 181812 CAGCCCTGACCTAACCACAT TGTTTTAAAGGGGAAGCAGC 203

Ad09A64 Aradu.A09 64 p2 (AG)18 36 199576 199611 AGCGGTTAAAGGAGAGCACA CCAAACCACTTGAGACGTGA 190

Ad09A65 Aradu.A09 65 p3 (ATT)9 27 204097 204123 GCTCGAACCCCCATTTTATT ATGTTCAAGGTTGCAGCAGG 170

Ad09A68 Aradu.A09 68 p2 (TA)8 16 209411 209426 CTCTTGGGCACCTACTCGAA GCTTCTCTTGCACTTTAATTTGG 274

Ad09A70 Aradu.A09 70 p2 (AT)6 12 211346 211357 TCCAACCATATCCACAACCA TGAGCCCTTCTTCTTTCCAA 254

Ad09A72 Aradu.A09 72 c (T)10cttgtcggtcactacaagaataagaagaaacttgaaaaggtataaaataaaaaggaaaaaaagaataagaa(AAG)699 219394 219492 GAAATGTTTAAGTGGGGGCA TCTTGCTCTTCCTCTTCCTCA 211

Ad09A73 Aradu.A09 73 c (TTA)5ttgttg(TTA)1051 221095 221145 TTTGCTGTTGATTAATAGGTGATTG CTTCTTGCGGTTGGTATCGT 216

Ad09A74 Aradu.A09 74 p3 (AAT)8 24 225217 225240 GAATTTTCACCGGCATGAAT GTTGTGTCATGGACCCACAG 270

Ad09A75 Aradu.A09 75 p2 (AT)6 12 225861 225872 CGAAATTGATTCAACGGAAA CTGTCCTCACACGGTCACAC 142

Ad09A76 Aradu.A09 76 p2 (TA)13 26 228213 228238 TCCATGGACCATCGCTTTA CGTAATTAGTCTGGCCCCAT 201

Ad09A79 Aradu.A09 79 p2 (CA)6 12 230290 230301 TAGCAGTTCATTGGACGGTG TCTCGTTTCCCAAAGCAAGT 140

Ad09A80 Aradu.A09 80 p2 (TA)7 14 233793 233806 GGTGTTTTCAGGTGATGTGG GGACGAGTTATACCTTACCCCA 259

Ad09A85 Aradu.A09 85 p2 (TA)6 12 246605 246616 TTGGGGTGATTATTGGGAAA TTCTGGAGATCAAGGTTGGG 169

Ad09A93 Aradu.A09 93 p2 (TA)10 20 261084 261103 TGTGCACATTCTTCATGTGG TTGGCAATTCATCAAAGCTG 272

Ad09A94 Aradu.A09 94 p2 (TA)7 14 263503 263516 TCTCCACACCCAACAGTTCA ACCCTCTGCATGCACTCTCT 203

Ad09A96 Aradu.A09 96 p2 (GA)6 12 268726 268737 GAAGCAACGTGGGTTTCAGT CAGAATCTGAAGCGTGGACA 194

Ad09A98 Aradu.A09 98 p3 (TTA)5 15 270293 270307 GCTGCGTGGAAATTGAAAGT TGAACCCTCCAAGAATACTGAG 278

Ad09A99 Aradu.A09 99 p2 (AT)7 14 270734 270747 AATATCATCACATGGCCGGT CACACACCACACCAATCACA 262

Ad09A100 Aradu.A09 100 p2 (TA)6 12 271298 271309 CCCCCTGCTCTATGTATGCT TTGGCAAAGAGAATCTGAGACA 270

Ad09A101 Aradu.A09 101 p2 (AG)6 12 275358 275369 ATCCGTGCCCAACATTAAAA ATCAAACAGGGGTCAAGGTG 263

Ad09A107 Aradu.A09 107 p3 (AAT)8 24 285428 285451 GGACAGAAGTGCGTGCTACA ACGTGCGTTTCCCACTTAGA 217

Ad09A112 Aradu.A09 112 p4 (AAAT)6 24 295777 295800 GATTGGATCAGATTTAATTTGTATGTT TCAATTTTATGATTGCGTTATTTGA 267

Ad09A114 Aradu.A09 114 c (AC)6tctctctctttcacacatacagaaaatttc(T)1254 315617 315670 GACGGGCTAAATATGGAAGGA CAGTCCCCATGAAAAGGAAA 256
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Ad09A115 Aradu.A09 115 p2 (AG)7 14 316701 316714 GCTTCGAAACATTGTCCGTT AGTGCCTTTGGACCCTTCTT 188

Ad09A116 Aradu.A09 116 p2 (AG)7 14 328093 328106 GGTCGGTGGTGCTACTCCTA GGCCCAATAAAGCTTCCACT 246

Ad09A123 Aradu.A09 123 p2 (AC)8 16 346120 346135 TCCTTCCAACATATGCCTCA GGTTTTACAATTTTCCCGTCG 228

Ad09A125 Aradu.A09 125 p3 (AGC)6 18 351388 351405 TCGTCGTCGTCATAGTCGAG TTGTTGCGGTTGTTGATGTT 204

Ad09A126 Aradu.A09 126 p2 (AT)6 12 353374 353385 ACTTCCCATGTCGTGATTCC AAACTAACTGCATGGGCACC 247

Ad09A128 Aradu.A09 128 c (AAT)5attaatatgatcgatttaaacttaaataaccatcataatttaaaatattttaagagttaggagataaatt(TA)697 354262 354358 TGAAATTCATATTGGATCACTTTAGA TTGGTTCGGGTATTGTTCTG 279

Ad09A130 Aradu.A09 130 p2 (TA)6 12 355040 355051 TGACATTTCGACCCAAAACA AATGTCACTAGTCATATACACACATGC 278

Ad09A132 Aradu.A09 132 c (A)10cctgtgtcgatcgttgatttcaatattcttagcttgctttgcccttgtgaagacaccttc(A)1282 360573 360654 CGCAAAAGCAAAAATACCAAA CTCCTCTTCGATCCTCAACG 244

Ad09A134 Aradu.A09 134 p4 (AAAT)5 20 364403 364422 CTAACACAGGCCCGAAAGTC TTTTTGGTGTGAAATTGACTGC 245

Ad09A135 Aradu.A09 135 p3 (TTC)5 15 367485 367499 GTCCTTTGCGGTTGTGAAGT TAGCAGGCAGCATCATCATC 178

Ad09A137 Aradu.A09 137 c (T)11aaattggtgaataagtttagttctttactccaaattc(A)1058 374216 374273 GGAATGAGAAATGTGATTGCG TTGCATCATTGCAAATCTTATG 256

Ad09A139 Aradu.A09 139 c (T)10aacaattgagaggatccattatacga(T)1349 379148 379196 GGGGAATGGATCCTCTCAAT GCGGCAAACTTGCCTTTAAT 211

Ad09A140 Aradu.A09 140 c (T)10gtgtcaaatataataatactacttaattaaacaaaagaatgataaggttcacgataaacctgagtttattatta(T)1296 382352 382447 GACCGAAAAATTTGTTGACTCC AAGAATGGATGCAACACAAAAA 183

Ad09A141 Aradu.A09 141 c (T)10aaatgcatgacacataaagttattaataagttttactttaaaaatcaaaaag(A)1072 383497 383568 TTTTTCACCACAACCTAACAAA AAAATTTTAATAAGTTCTTGACCCAA 264

Ad09A142 Aradu.A09 142 c (AT)10gccaatgagtaatagctcaaatgacataatcttcttatactcaattaagaggttgtgggttcgagtctcctatctttggtaaa(AT)9121 384873 384993 TTTTTCATGGGTCAATATCCAA CAACCAATCAGTTTCAATCCC 172

Ad09A145 Aradu.A09 145 c (TG)6aa(AG)6 26 388251 388276 AATAGCTTCGGCTTGCAAAA TATCCAGGAAAGTGGCATCG 216

Ad09A147 Aradu.A09 147 c (T)10cttttttttcatgtattttcttttgtttgttcttctcttgttcttg(T)1268 390272 390339 AAAATTTTGTTAACCGTAACGCA CGTTTTTCTTCCTTCTCTTTATCC 277

Ad09A149 Aradu.A09 149 p3 (AAG)5 15 395526 395540 GGAAGAGAAAAAGAAGAAGGGG GGGACCAAAATCATACGGAA 105

Ad09A158 Aradu.A09 158 p3 (ATA)5 15 407895 407909 ATGCAAGGGGCTCAATGTTA TTATACCTCAAAACGTCTTCTTACG 279

Ad09A165 Aradu.A09 165 p3 (TGT)5 15 438398 438412 GACATCGTCTGGGTCATGTG GGCTCTACAAAAAGCAAGGG 180

Ad09A167 Aradu.A09 167 c (T)12ctgatagaactgaatgcggaagcagatgagtaaaaagagag(A)1063 444103 444165 TTTGAAACAGCTAGCTCCAACT TCATGTATGCTTTGGTTTCCA 187

Ad09A172 Aradu.A09 172 c (A)10catctcagtatttttgcg(A)1038 459644 459681 GAAAGTAGCGGTGAAGCTGG AGATTGTTTGTTGGATGCCG 239

Ad09A179 Aradu.A09 179 p3 (TAA)9 27 487277 487303 TCCCCAGTTCATTTTCCAGA CCTTGTTTATTTTCCGGCAG 253

Ad09A181 Aradu.A09 181 c (AATAAC)5(AAT)1575 488061 488135 ATCCTAAATGAGCCCGAAGC TTGAATTCCAAGGGCACAAT 260

Ad09A182 Aradu.A09 182 c (TC)7c(GT)7 29 490845 490873 TCGTTCCAAAGCCTGGAATA TAATGCCAAGAGAGCATCCC 220

Ad09A189 Aradu.A09 189 c (A)10ccaaaatatgttcataaatattttatcctcactataaatgagatacgttcattgagaattatgtatatattgaatgccggtggatgcac(A)10109 521080 521188 TGCGTTGAAAACCTATCACAGA GCTGTGGGTAGAGTTTGTTATGTT 275

Ad09A198 Aradu.A09 198 c (TA)7tggctaaattggg(T)1138 534979 535016 CTGGGTCATGGGACAACTCT ATCGCACCAGACCAGAAAAC 107

Ad09A203 Aradu.A09 203 p3 (TTG)6 18 546181 546198 TGGTCCATGTAACCAAACCA CCGTGAACATTGAAGCACTG 164

Ad09A204 Aradu.A09 204 p2 (CT)8 16 549006 549021 AAAGGGATTGACATGCTTGG TCTCTCCAATGCTCCGATCT 166

Ad09A207 Aradu.A09 207 p3 (TTA)21 63 558619 558681 CATCATAACATCTTCAACTGGCA CTATGCGGTCAACCTCACCT 265

Ad09A209 Aradu.A09 209 p3 (TCA)5 15 560882 560896 ACACAATGCAAATCCTCCGT TGGTGATGAGGTATGGTGACA 212

Ad09A211 Aradu.A09 211 p3 (TAT)14 42 569687 569728 TCGTTCGCTTGTTCTTGTTT CCGAGTTACTGATTCAACCGA 277

Ad09A218 Aradu.A09 218 p3 (GAG)5 15 592249 592263 GCCTCCTCTGTTTCAACTGC CGGCAAGTGTTTTGTTCTGA 245

Ad09A220 Aradu.A09 220 p3 (ATA)5 15 595413 595427 TCCACAGTGATTTTGGTCCC CCACAATGGGAGCACTTTTT 242
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Ad09A221 Aradu.A09 221 p2 (AG)7 14 595568 595581 AAAAAGTGCTCCCATTGTGG CCCATTTTGGGACAAGAAGA 126

Ad09A228 Aradu.A09 228 c (TC)8tgcaacatttgattctgtattctatattccatcattctaatccattcttctctgcactcaaaaaccc(T)1194 602008 602101 TCCACCATCCCAATTCTCAT CCTTTTGGATTGGCAGAAGA 202

Ad09A229 Aradu.A09 229 p3 (AAC)6 18 602479 602496 TCTTATTCACTTCCCCGCAC ACCTGAGGGTCAGAAAACGG 221

Ad09A230 Aradu.A09 230 p2 (AT)6 12 605147 605158 TCCGCGCATATATTTTTCAA GCAACAGTACCAAAGCCTCC 277

Ad09A231 Aradu.A09 231 p3 (AAT)5 15 606265 606279 AAACTGCATGGATTGTGGGT AACCTTAAAACGAAATTTGGCA 237

Ad09A233 Aradu.A09 233 p3 (TTC)6 18 607911 607928 CTCCTCCTCCCCATAGATGC TCCATGAAAACTGATGGTGG 214

Ad09A234 Aradu.A09 234 p3 (GAG)5 15 612734 612748 GCAGCATCATTGTTGTGCTT GAAATCTCGATGCGAATGGT 223

Ad09A235 Aradu.A09 235 p4 (TAAC)6 24 612858 612881 GAGGAGGAGGAGGAGGAAGA GCGTGCTGGTAAGATGGTTT 228

Ad09A237 Aradu.A09 237 p2 (GA)11 22 618920 618941 TCAAAAAGGGGAAGCAAAAA TGCGGCTCTCTCTTCAATCT 239

Ad09A238 Aradu.A09 238 p2 (GA)6 12 619071 619082 TCAAAAAGGGGAAGCAAAAA ACAATTTTGTTGCGGCTCTC 249

Ad09A239 Aradu.A09 239 c (ATT)8ttatatttttaatatattgaatgcatccaaaatttaaaattttcctattgttatgtttttaaaatatattcttaaaatgcaagataattaa(ATT)7g(TTA)10167 620135 620301 GCATGCCCGTTATCATCATT CTTTGAAATGTGGTGGATGCT 275

Ad09A249 Aradu.A09 249 p3 (AAT)8 24 630856 630879 AAGAATGACGGAGCCTCTCA TTTGCAGATTGTATTTGGTGAAA 275

Ad09A253 Aradu.A09 253 p2 (AG)12 24 636364 636387 AGGGTTTTCTTCTTCGCCAT TGCCATTCTTATTGGATGAGAC 189

Ad09A258 Aradu.A09 258 p2 (AG)7 14 656017 656030 CATCCACATGCAATGCACTA CCTCCCATTACAACCCAATG 237

Ad09A260 Aradu.A09 260 c (AAT)6(TAT)8 42 656708 656749 ATTTGTCTCATTGAACCGCA CAAGACCCAATAAAGTATTCACTCAA 156

Ad09A265 Aradu.A09 265 p4 (AAAT)6 24 661285 661308 TGTCTTTGGAATTTGGAGGC CACGTGTAAGCATCTGGTGG 188

Ad09A266 Aradu.A09 266 p3 (TAT)5 15 662161 662175 CCTTCTCTTCACAAGCGTCC CTCTTCCTGAGACGCAAACC 221

Ad09A268 Aradu.A09 268 p2 (TC)7 14 668151 668164 CTCTCAAAGTCCCAACTCCC TGCTATGCTGCATGGAATTT 184

Ad09A269 Aradu.A09 269 p2 (GA)9 18 668616 668633 AGCCATTCAAAGCATCATCC TTTCCAAACCCAACACTTCC 235

Ad09A275 Aradu.A09 275 p3 (TAT)8 24 671431 671454 TTGATGCATGGAATAATTGGAA AAAACGGGAGCAATGTAACG 118

Ad09A276 Aradu.A09 276 p3 (CAC)5 15 673208 673222 AAATGCAGAATTTTGATGTTTTCA ACTCACGCATTTGCAATTCT 245

Ad09A279 Aradu.A09 279 p3 (TTA)5 15 680427 680441 GGTTGATGCTCCTTCCACAT TGTGGTTGTTCTTACGGGTG 275

Ad09A281 Aradu.A09 281 p3 (TAT)6 18 684356 684373 CAATTTGCATTAGCATGGGA TGTGTGGCTTTAGAAAGGGAA 202

Ad09A283 Aradu.A09 283 c (AT)8acttaaatg(A)1035 687808 687842 GCATATCCATTAGCGTGTCTCT ATGCTTTTGGAATTGCTCCC 182

Ad09A284 Aradu.A09 284 c (T)12a(ATT)5 28 688076 688103 CACGGACACACCCTTAACCT TCTGTAATTGCAATGTTCAAAATAA 249

Ad09A288 Aradu.A09 288 c (T)10gggagtcttgagtggagtttatttttccgtttagcttaatttatttttgtctttcttagtcctaaggctttctttgtattg(A)10101 690324 690424 CGTTAACCAGCGACAAACCT CCAATCTAACTCAAATTGCGA 271

Ad09A293 Aradu.A09 293 c (A)10gaaaaaaaagattagaaaaatgttgtcgttttatatttt(A)1059 718635 718693 ATCAAAACCTTGAAACGACG GTTGCTGTTTTGGTTGATCG 249

Ad09A299 Aradu.A09 299 p2 (TC)14 28 729918 729945 TGAAAAGAAACACGTGGCAG CAAAGTTGGAACCAAACGCT 271

Ad09A301 Aradu.A09 301 p3 (TTG)11 33 732678 732710 CGGTATTGACCCATTCCAGT GCTTTGCCTGCAAATAGGAA 231

Ad09A303 Aradu.A09 303 c (T)10gggacagattagtttgtgtc(A)1141 739673 739713 CGAAATGGTTTCGAGATTTTT CCACTGCCCTTTGCTAACAT 275

Ad09A305 Aradu.A09 305 p2 (TC)13 26 743914 743939 GCACCTACGTTTCCATCGTT ACGCTGGGTGAAGAACTCAA 218

Ad09A309 Aradu.A09 309 p3 (CTT)6 18 757040 757057 TCTTCAGCGTCACAGATTCG ATTTTCAGCTTGCGTCAACA 241

Ad09A313 Aradu.A09 313 c (CAC)5tatacctccattatcatcttcttcacataaag(CAA)665 764284 764348 CACCAGCACCTCATTTCCTT GGTTACGCAGAGGAGCAGAG 238

Ad09A314 Aradu.A09 314 c (CAT)10tatcatttttggt(CAA)558 765403 765460 CTCCATGGTTTTGCGTTCTT GCTGCTGCTGCTAACAAGTG 218
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Ad09A315 Aradu.A09 315 c (A)10ttgtgtagtacttaggatcagagcttgttcaatccatctaac(A)1062 767510 767571 CCGTACCGCGAGATTAAATG GCCAAAACCTGGAAGTGAAA 189

Ad09A317 Aradu.A09 317 p3 (TGA)5 15 773440 773454 ATTTCCCAGTCCATTTGCAG TCCCATTTATACCGCAAACC 237

Ad09A320 Aradu.A09 320 p3 (ATT)7 21 775353 775373 TTGGACTATTCCTCTTCCTTGC GATGCAATTGACAACATGGG 234

Ad09A321 Aradu.A09 321 p3 (ATC)6 18 775964 775981 ACTGAACACTGGGCAGAATG ACGGAATTGGAGAAAGATGC 216

Ad09A325 Aradu.A09 325 p3 (GAA)9 27 787546 787572 TTGGGCTTGTAAACGGAAAC ATACGTCATTGGGGTGGTGT 274

Ad09A329 Aradu.A09 329 p3 (TTA)14 42 801496 801537 TCCCTTTGGAATACATGGTCA GGTGGCATGGTATCAACTCA 265

Ad09A333 Aradu.A09 333 p2 (AT)11 22 810876 810897 ACCCAAAAAGGGAAAAATGG GGTATTTCAATTGTTTTAATTGTTGAT 243

Ad09A334 Aradu.A09 334 c (T)10c(A)12 23 812213 812235 TCTTTTGTTATTTCCTTTGCGTT GCATCCCTCTTGCAATCAAA 279

Ad09A337 Aradu.A09 337 p2 (AT)8 16 820052 820067 CGAGACTACGTGCCTTGCTT TGCAAGACACGATATAATACAGGG 269

Ad09A347 Aradu.A09 347 p2 (AT)9 18 848719 848736 ATGCCTGTCCTATGGCTGAT ATTTGTTGACCCTCTGTCGC 274

Ad09A350 Aradu.A09 350 p3 (TAT)19 57 853149 853205 ATGGCATGGATGAGGTAAGC AGAATTGATCACAGCCGACA 272

Ad09A351 Aradu.A09 351 p2 (TA)7 14 858499 858512 TTTCTATCCATCATTTTAAACTTTGAG TCATTGGGTATAGTTGGCCTC 183

Ad09A352 Aradu.A09 352 p2 (TA)7 14 860236 860249 GTTGGGGCAAATCGAAGTAA TTAGTAACCCACCGGTTGAA 246

Ad09A354 Aradu.A09 354 c (A)13tcatattctaattaagcaagcctct(TC)7ttgcttcat(TC)775 868165 868239 GCCTTTTTGAGAAGCCCATT GGCAGCAGAAAGAGAGAGGA 193

Ad09A363 Aradu.A09 363 p2 (TG)7 14 884485 884498 AACGAGCTAGAAAGAGGGGG CGCTGATTAAAATGACAAATTGA 255

Ad09A367 Aradu.A09 367 p6 (CTGAAT)5 30 891490 891519 TTAATGTGAGCATTTCCGCC CCAGATTCAGGTTCAGGTTCA 161

Ad09A375 Aradu.A09 375 p5 (AAAAT)5 25 907596 907620 TGAACAACTAACTGACGTGGAAA TAGGTGGGGCTGTGAAAAAG 246

Ad09A377 Aradu.A09 377 p3 (TAT)10 30 910709 910738 CACTCTTAGCTTCTCATCATTTCTTT TGGCTTAATACTGTCATTTGTCTTT 252

Ad09A378 Aradu.A09 378 p3 (AAT)7 21 911106 911126 TTGATGGGGAGTTCAAATTATC AATGCTTGACTTCTAAACACTGAA 170

Ad09A381 Aradu.A09 381 p4 (TTAT)5 20 914876 914895 TCCGCACAAATAAATACACCA CCAGAATCTCTTGATGGGGA 247

Ad09A383 Aradu.A09 383 p3 (AAT)13 39 924621 924659 TTTCAGAAAATTTGGCACCC TTGTTGGAGATAGTTCACCTTAAGAA 194

Ad09A384 Aradu.A09 384 p3 (TTC)6 18 927362 927379 ACCGGTAACCACAGCTTCAC CCAACTCCTCCTCTGCAAAA 186

Ad09A385 Aradu.A09 385 p3 (CAG)5 15 930387 930401 GGAAGAACAGAAAGGCCACA TTCGCTCAGCTGGTAAATCA 273

Ad09A389 Aradu.A09 389 c (TA)8tgagaaaaaaggtaggttaacttcttttttc(T)1057 934059 934115 ACGAATTCTATAGCCCCAAAA CCTGCCATTGACCTACCACT 209

Ad09A392 Aradu.A09 392 p3 (AAG)5 15 938328 938342 AGCCAAGAGGCTATGAACCC GAGCGAGCATGTTCCTTGTA 270

Ad09A396 Aradu.A09 396 p3 (TAA)13 39 945809 945847 TGAAAAAGAAAGTGAGTGAGTGAGA CTATTTTTGTACGGCGGTCG 279

Ad09A397 Aradu.A09 397 p2 (TA)8 16 946629 946644 CAAAATTACGTGTGTTTTCAATTT CAAAATTAATTACTAAAGTCAGCCACT 280

Ad09A399 Aradu.A09 399 p2 (AC)8 16 953948 953963 ACCCCATCAAATCCTAAGGG CACAATTTGAACATTTCGTGC 166

Ad09A402 Aradu.A09 402 p2 (AG)18 36 958951 958986 ATTTCGAAAAGGGGGAAATG CACACTCTCTGCGACCCTTT 116

Ad09A404 Aradu.A09 404 p2 (CA)6 12 960537 960548 AAGAAACCCTAGAACGGGGA GATTGTGGTTTCGGAATTGG 202

Ad09A407 Aradu.A09 407 c (A)12(GA)6 24 980418 980441 GAAGCCGTCTTTCTCTTTAGCTT TCGTCCACTCACTCATCCTG 152

Ad09A412 Aradu.A09 412 c (T)10a(ATT)7 32 983367 983398 TGGGCTACAAGCACAACAAC CAATTATCAACATGCCAATTTCA 132

Ad09A419 Aradu.A09 419 p3 (TTA)7 21 1001833 1001853 ATGTGTATGGCCGTATGGGT CTACCACCAAGGCTGCTTGT 138

Ad09A420 Aradu.A09 420 p3 (TAA)10 30 1002115 1002144 CGGTGCCACTAAAATCCAAA CAAAAGATTCTAAAATTTCATCTCAA 275
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Ad09A421 Aradu.A09 421 p3 (ATA)16 48 1003095 1003142 ATGCATGTTGGGGTATGGAC AAGAGCATGTCTTTCATTTTCAA 244

Ad09A422 Aradu.A09 422 p2 (AT)10 20 1003292 1003311 CCTTCACGTTATTGATATTCTCACC GACATTTGTGCAATTATTTGTGA 132

Ad09A423 Aradu.A09 423 p2 (AT)6 12 1003977 1003988 TGAACTCAAGGCTCCTTCAAA TGGATTTTCACCCAACCAAT 261

Ad09A428 Aradu.A09 428 c (AT)6gctagagagac(A)1033 1017299 1017331 ACCTCACTTTGCATGCTGTG GCGACAATTAATGAATGCGA 229

Ad09A429 Aradu.A09 429 p2 (GA)7 14 1020398 1020411 TCATTCATTGGCCAGCAATA GGATTCATGCACTCACCAAA 187

Ad09A432 Aradu.A09 432 p3 (AAT)6 18 1023388 1023405 CCCAATGACCCTTTTATTCTTC AGGTTTGAAGGTCCATGTGC 196

Ad09A433 Aradu.A09 433 p3 (AAG)5 15 1023625 1023639 GCAAGAGCTGAACCTTCTCAA TTTGTGTGCATTTTGATGCC 190

Ad09A434 Aradu.A09 434 c (CAT)6caatggtagattttggatacagattctctccttcttt(TTC)673 1023790 1023862 GGCATCAAAATGCACACAAA GGATCCCAAGTGGCTTGTTA 165

Ad09A435 Aradu.A09 435 c (TAA)9tagtgtaaggattccaaattctcttattatctgaatag(A)1075 1024692 1024766 CCATGGACATTGTTTCCATCT GGAATTGAAGAATTGCCTTAGC 200

Ad09A438 Aradu.A09 438 p3 (TTA)11 33 1028298 1028330 TTGTGTGAATTTGTTTAGTGAATAGA TACCCATTGTGGGATGGATT 172

Ad09A439 Aradu.A09 439 p2 (AT)8 16 1028816 1028831 AAAATGCAGCAAAGCAAGGT TTGCTTAAAATGGTTTGAGCTTT 204

Ad09A444 Aradu.A09 444 p3 (AAT)9 27 1035788 1035814 TTTCCGCTAATCAATCACCA CTCATAATTGTGGCGTGTGG 267

Ad09A445 Aradu.A09 445 p4 (CTCA)6 24 1036886 1036909 CAATATACATAACATAACGCGCA GCAAAAGAAGCAGCACATGA 226

Ad09A446 Aradu.A09 446 p3 (AGG)6 18 1037123 1037140 TCATGTGCTGCTTCTTTTGC AATGGTACACTCCGAGTCCG 223

Ad09A447 Aradu.A09 447 p2 (TC)8 16 1037298 1037313 CGGACTCGGAGTGTACCATT CGTTCTGCAGATTCAAATTCC 151

Ad09A448 Aradu.A09 448 p3 (ACA)6 18 1039288 1039305 GACAAGCCATGTGAAGCAGA GAGGAAGTAGACGACGCAGG 125

Ad09A451 Aradu.A09 451 c (AAT)14gatt(ATG)561 1041056 1041116 TCAGTCCCCTGTGTCCCTAC GGGCATGTGTCAAGAATGTG 241

Ad09A453 Aradu.A09 453 c (A)10tcaactttaacatgacctgtaataccttt(A)1049 1045927 1045975 TCCAACTTCTTTCCTATGCCA CGTTGAGCTGCTGTTATGCT 242

Ad09A454 Aradu.A09 454 p3 (TTA)8 24 1049234 1049257 CCCAACAAATCCTACGAGGT AGAAAATTGGCCTTGGGACT 226

Ad09A459 Aradu.A09 459 p3 (AAT)16 48 1056369 1056416 TCTTTACCTTTTCGCCTTGG TTTCTTTTCGTGTGGTATCGT 189

Ad09A461 Aradu.A09 461 p2 (TA)11 22 1060199 1060220 TCTCATTTGCTCTAATTTTTATGCT AGGGTTTATTGTTGCCCCTT 246

Ad09A469 Aradu.A09 469 c (A)11caaataataaaaataaaaattttaaatttaagacccttttgtatataaataaatcttatgccagcttagcttcttcactccatcacttcacttaaca(TCT)6126 1067196 1067321 ATTGACATTGAAGAAGGCCG AAAAGAACAAAGAAGTTCAAAAGTTG 243

Ad09A470 Aradu.A09 470 p3 (ATC)5 15 1068070 1068084 TGAAACAGCTGAGGATGCAG GTGGTGGTGGTTGAGGATCT 254

Ad09A471 Aradu.A09 471 c (CAT)5caacatcatcaaataatagattattcaataatcaattcccaattggtgctggaacaattgcatatgaggagttacactggctagaaggg(AAT)7125 1068222 1068346 TTGCCCTTCAAATGTCCAAT TTCAATAATGCCACCCCAAT 227

Ad09A475 Aradu.A09 475 p3 (ATA)14 42 1072410 1072451 CCGAACTTCATGGACAAAAA GACACTCCCCATGCACATAA 270

Ad09A482 Aradu.A09 482 p2 (AG)6 12 1088891 1088902 CAAGATAAGGGCAAGTTGTTTTT TGGTGTGGCCTTCTACCTTC 247

Ad09A483 Aradu.A09 483 p3 (CCA)9 27 1089321 1089347 TCATTATCCATCTCCTCCGC AGGTGGTAATGGTGGTGGAA 112

Ad09A484 Aradu.A09 484 p3 (CCA)7 21 1089468 1089488 CACCACCCCCTAAGCCTATT ACTAGCGGTGGTAGTGTGGG 226

Ad09A489 Aradu.A09 489 p3 (ATT)15 45 1108128 1108172 TCTGGTGTAGTCCCCAGTCC TGAAATCAATATAAAATGTGGGAAA 181

Ad09A493 Aradu.A09 493 p3 (TGA)5 15 1115973 1115987 ATGGTCGCTGATGTGTTTCA TCGTAGACAATGGCTCCACC 123

Ad09A495 Aradu.A09 495 p3 (GAT)5 15 1124173 1124187 CTGGCAAATGTGTTTGTTGG CCGTTTGCCACTCCTAACAT 142

Ad09A499 Aradu.A09 499 c (AGA)7aaaatatttggagaataaaaagaacaaagtcgggtttgtgaaagggttgttgttgggtttggtcctgagtt(GAA)5107 1139188 1139294 GCTCTGAGGGTGTTGAAGGA ACCCTTAGAACCCTTCCCAA 250

Ad09A501 Aradu.A09 501 p3 (CTC)5 15 1142626 1142640 GATTCCACCGTTATTGCCAC TGCCACTTCAATGTGTTGGT 117

Ad09A502 Aradu.A09 502 c (AT)8taaaaatttgattaaaaataatgaagagcctactctgtcaaaaataattctcgaaaatttttagaatagtaag(T)1099 1144479 1144577 TTTTTGCGAATTAATTTTGTTAGA GAATTTTAATTCAAACACTTTGGTACA 234
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Ad09A503 Aradu.A09 503 p2 (AT)10 20 1144747 1144766 TGTAAATTATGATCACCCAATTGTT TGCCACTAATGCTCCAATCA 201

Ad09A504 Aradu.A09 504 p3 (TAT)16 48 1145411 1145458 GGCCAATTAGGGTGCTGTTA AAACAAAAACACTAACCAAACGAA 203

Ad09A505 Aradu.A09 505 p3 (TTA)5 15 1145968 1145982 TCTGAACCTTGGAGTCTTAGAGAT CTGCACTCCATGAGAAGCAA 225

Ad09A509 Aradu.A09 509 p3 (TAA)6 18 1150699 1150716 AGTGAATGTTATCATGCTCTCCA TGACAACCACCACCACTACG 206

Ad09A510 Aradu.A09 510 p2 (AT)9 18 1151403 1151420 TGCATCAATTGCATTCATAAAG AATCCCATCGTGGGACACTA 212

Ad09A513 Aradu.A09 513 p3 (ATT)11 33 1159266 1159298 GCTTCTTGCCCTCTTTGTTG CCATGACACCAGCTACACCA 218

Ad09A514 Aradu.A09 514 p3 (TGA)7 21 1159401 1159421 TGGTGTAGCTGGTGTCATGG AATCTCCAAAACACCGTTGG 213

Ad09A515 Aradu.A09 515 c (AAT)5taaaaattaattactatctatacatatatatgtata(TG)867 1159685 1159751 TTCTCATCATCCATTTCCTGC ATGGGAGCATTTGCATCTTC 173

Ad09A520 Aradu.A09 520 p3 (AAT)6 18 1181392 1181409 ACAGATATGAAAAAGGTATGTCGTT TAAAGCCATAAACCGCAAGG 216

Ad09A523 Aradu.A09 523 p3 (AAT)12 36 1187433 1187468 AATCGTTCATTGGGGAAAAA TTGGGAAGTCAACCCAAGAC 218

Ad09A527 Aradu.A09 527 p3 (TTA)5 15 1189849 1189863 AAGGACAAAATCGGAAAATCC TTGCACTTTCAGCCACCATA 175

Ad09A529 Aradu.A09 529 c (T)11acttacttagatatgaactataatattaaattaggac(AT)660 1199546 1199605 GTCGAACCCAACCTTTTTGA TGATTGTGGTGTACCTGGGA 270

Ad09A531 Aradu.A09 531 c (TA)6tttttaattgaatttttacatcaaa(T)1047 1200150 1200196 CCACGAGGACGTTGTTACAG TTTCAGTCTTTGCACCAATTTTT 255

Ad09A535 Aradu.A09 535 p4 (TTAT)5 20 1217104 1217123 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ad09A536 Aradu.A09 536 p4 (TTAT)5 20 1221344 1221363 TCTGGATGACTTGATTGAAATG TAATCATGACAAGGGCGTGA 233

Ad09A537 Aradu.A09 537 p4 (TAAT)7 28 1221973 1222000 AAACATGCTATGAAACTTAAACTCAA ATGCAAAGGACACCAAATCC 149

Ad09A538 Aradu.A09 538 p3 (AAT)18 54 1223307 1223360 TTCACTCCATAGCATCCACAA TGAATCTGGATCACTTGCCA 261

Ad09A540 Aradu.A09 540 p2 (TA)6 12 1227014 1227025 TATGGGGTACAGCACACACC TCACCTCTCCAAACAAAGGC 111

Ad09A541 Aradu.A09 541 p3 (AAT)18 54 1228030 1228083 GTTGGGTGAAAAATCGTGGT CAAAGGCTCATTTCTAATGGGT 279

Ad09A544 Aradu.A09 544 p2 (CT)7 14 1236793 1236806 TAGACTCTGTTCTCCGCCGT TGTATCCATCGCTTCCATCA 220

Ad09A546 Aradu.A09 546 c* (C)10(CT)7* 23 1237676 1237698 GAATCACGCCAAAGGATTGT CACCAGGGACAGGAAGATGT 266

Ad09A549 Aradu.A09 549 p3 (TGA)7 21 1246413 1246433 AGGAGCAGGTAATGCAGGAA GGCCTTGTTCTTCGTATGGA 182

Ad09A550 Aradu.A09 550 p2 (AT)14 28 1246989 1247016 AAGGATCAAGGCCTGCTTTT CCATCAAAAAGTCCCAGGAA 202

Ad09A553 Aradu.A09 553 c (AT)6tatacactgcgatagtaatgtgaatttatttttaaca(AAT)564 1253543 1253606 TGTTTAGTTGATTTTTACGTGTATGTT TCTCTCTACCAAAGGGTACCTAAGA 279

Ad09A556 Aradu.A09 556 c (T)13ctttctttttttttcgcaagaaa(T)1046 1256560 1256605 GAAAATGGCAGCCACAAAAT AAATCAGGCTCAAAACGGAA 172

Ad09A557 Aradu.A09 557 c (A)10cagcttttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagttgagaaaaatg(T)1587 1262289 1262375 AACATTTTGCACAAACATCTCA GGAAATGAATAAATGCTACGCC 273

Ad09A558 Aradu.A09 558 p2 (TA)13 26 1266156 1266181 AAGAAATCGAAACCGGAGGT GTTTGTACGAGGACCCCTCA 181

Ad09A564 Aradu.A09 564 p2 (AT)8 16 1281574 1281589 CCATTACTCTCTTTCTATCGCCA TGATGGAATGATCGTGTAAAGTG 256

Ad09A566 Aradu.A09 566 p2 (TA)6 12 1282635 1282646 CCTTTTAAAAATGAAATTTGGC TCTTTTCAGTTTCCCAGTGGA 274

Ad09A567 Aradu.A09 567 c (TC)16t(TC)7 47 1283511 1283557 TTTTGCTTCATGCATCTTGG GGAAAGAGAGATGCGGTTTTT 201

Ad09A568 Aradu.A09 568 c (TTA)6ttggtgtgtgattttttcaagttacttttccttttgct(A)1369 1283711 1283779 CATGGTGCGGATTTGAATTA AAGACATCGCAACCTTCCAC 199

Ad09A571 Aradu.A09 571 p2 (GA)13 26 1295293 1295318 GACTATTGCGGGCATTGAAC TTTAACTTTTGCAGGGCTGG 232

Ad09A575 Aradu.A09 575 p3 (GTT)5 15 1310756 1310770 ACGCTATGGTCGTTGATTCC GGGATCGTGTTCTCACTGGT 164

Ad09A577 Aradu.A09 577 p3 (ATA)5 15 1314131 1314145 GGTGAGTACGAAGAAATTATGTCA TTTTTGGGAGGATTTTATAAATGA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A579 Aradu.A09 579 p2 (TA)7 14 1315176 1315189 TCATGTTTCCAATCAAAATACCA TGTGTTAGCTAGATTAGTTGGCTG 167

Ad09A588 Aradu.A09 588 c (T)12gctggtgcctggtggtaatgttagggttttgatagattctctttcttatttggttaatttgttacgagttgattaaaatttgcgtgctctgttttcga(T)10120 1329245 1329364 TTGTGCGTAAGAGGCTACCA TCTTTGGTCATCACAATGCAA 278

Ad09A589 Aradu.A09 589 p2 (CT)7 14 1330599 1330612 AACCTCCGTGTAAGAAGCCA CCGCTGACGATGATGAATTA 272

Ad09A595 Aradu.A09 595 p2 (TA)6 12 1338191 1338202 TCCGAATCCAAAAGGATCTTC ATATGCCTTTATATTTATTGTCGAACT 148

Ad09A596 Aradu.A09 596 p3 (AAT)5 15 1339076 1339090 ATTGGGCTCAAGTGTTGGAC TTTACTAACAATTCCTTTATGCCA 254

Ad09A598 Aradu.A09 598 p4 (TAAT)5 20 1341372 1341391 TAGGGCAGCTTATTCTCACG TATCTCATCCAAGCCCCAAA 200

Ad09A599 Aradu.A09 599 p2 (TC)8 16 1345583 1345598 GGATTTGCCTTCATGTGCTT TTTTTGCCACTTAGGCTTTG 247

Ad09A600 Aradu.A09 600 p2 (GA)6 12 1347028 1347039 AGTCTCTCGGAAATGGATCTTT TGGGAGTGGATTCTTTCCAG 184

Ad09A602 Aradu.A09 602 p2 (AT)6 12 1350982 1350993 TTTTATGATACGAAGGTGCTATGT TCATAAAATTTGAAGGATTACGTTT 280

Ad09A603 Aradu.A09 603 p2 (GA)6 12 1358696 1358707 GCTATCGCAATGGCGTGATA AAATGTCCATGTGGCACTCA 266

Ad09A605 Aradu.A09 605 p2 (AG)11 22 1363302 1363323 TCCATAATCTTCATCCCCCA TACACCTAACGGCGAAATCC 271

Ad09A608 Aradu.A09 608 p4 (TTAA)5 20 1366542 1366561 CTTCACAGCCAATAGCCTCC CAGGAGCACCTTCTCTTGTTG 271

Ad09A609 Aradu.A09 609 p3 (TTA)12 36 1366773 1366808 AGGTGCTCCTGCTGCAAATA GTGGCGGTTTTGTGAACTTT 273

Ad09A610 Aradu.A09 610 p2 (AG)7 14 1367336 1367349 TTGTGGGAACCATGTGATTG CTCATTAAACCCCACCCCTT 269

Ad09A617 Aradu.A09 617 c (TA)7c(AG)6aaaagaggaaccctacttacggaaccgacttggattggcgacgaagattttgatggttggaagaagaagcggcaatatattaatacttggtgcggct(GAAGA)5149 1383015 1383163 CGGGAGTGAGAATGGTAGGA TTTGGAAGCTTAAACCCTTGA 217

Ad09A618 Aradu.A09 618 c (T)10c(T)10 21 1383580 1383600 AACATAAACAAAAATAGTTTCCATGA TTGTTAGCCTTTTCGATGTTTTT 131

Ad09A619 Aradu.A09 619 p2 (TA)8 16 1383899 1383914 TGGAAAGATGAGATTCACTGGA AAAATTCGTCCAAACAAACCC 121

Ad09A624 Aradu.A09 624 p3 (TCA)6 18 1407768 1407785 ATGCGAATGGATTTGGTCTC ATGCCTCCAGAAATTCCTCC 254

Ad09A626 Aradu.A09 626 c (A)10gaacgtagtgtaaaagacc(A)1241 1410643 1410683 TTTGGAGTTCAAATCCCGTC GATAAGGGTAGCGTGTTCCG 215

Ad09A629 Aradu.A09 629 p3 (CCG)5 15 1417776 1417790 GTGGTGCACCCACTCTCTCT AGCATCCTGCAGTCTCCACT 233

Ad09A631 Aradu.A09 631 p3 (ATT)5 15 1422444 1422458 TTCCTTCCCGAAATTTCCTT AAATGGAGTGGACTGGGATG 204

Ad09A632 Aradu.A09 632 p3 (CAG)5 15 1423425 1423439 TATACAGGTGCCCTCCCAAG AACATTTCTGATGCAGCCAA 273

Ad09A635 Aradu.A09 635 p2 (AT)10 20 1429225 1429244 AAGAAAGAAAATTGTTACCGAAAAA TCGCGACGGATTAGTCCTAT 273

Ad09A641 Aradu.A09 641 p3 (ACA)5 15 1441831 1441845 CATCAGGTGCCTTTGGTTCT TTGATTTATGTAGCCGACCTCA 163

Ad09A646 Aradu.A09 646 p2 (TA)6 12 1448608 1448619 GCAACAGCTGCAAGTACCAA TTCTCCGTACACTTAAAATTTTTCC 275

Ad09A648 Aradu.A09 648 c (T)10cttcttctatttattttatactattc(T)1046 1450432 1450477 AAAAGTAATTTATTGGCGAATGTT TCTAGAATTTAATTTTTGGTGAATCC 203

Ad09A650 Aradu.A09 650 c (ATA)7ag(AAT)5 38 1453383 1453420 ACCCGGAGGCACATAAAAGT TGGACTGACTGCTGCTGAAC 259

Ad09A651 Aradu.A09 651 p2 (GA)7 14 1454241 1454254 TCGGTGTCTACTGTTGTGGC TCTAATGGCAGCAATCCTCC 193

Ad09A652 Aradu.A09 652 p2 (TA)9 18 1455888 1455905 TTTTCATACCCACACGAACG CGTCAAATTCGCCGATAAAT 270

Ad09A653 Aradu.A09 653 p2 (TA)7 14 1458598 1458611 TCTATTGTGGGTCCCAAAGC CATGTAGCTAGGCGTCTTTGAA 190

Ad09A655 Aradu.A09 655 c (TA)6tcatatatgtgcactcctctcaataacttactcatttcttcatcgctcatttgaattatcaatttattaccggtttctcgtaagaaagagaattattata(TAT)5127 1461458 1461584 CCACTTTACAGCACATGCCA TTGCACAACAAACTCTTCCTTC 280

Ad09A660 Aradu.A09 660 p2 (AG)13 26 1470321 1470346 AGAGCGCAACAGAGCCTAAG AGCTTCTGCTTACCTCGCAG 188

Ad09A663 Aradu.A09 663 p3 (GAA)5 15 1475367 1475381 AATGAACATGAAAGCTGGTGC GGTCCGATTTCAGAGCGTAA 191

Ad09A664 Aradu.A09 664 p2 (TG)6 12 1483173 1483184 AACCAGGTTACGTTGTCCCA CTAATAAGTAGGCAGGCACTGG 100



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A665 Aradu.A09 665 p3 (TCA)5 15 1483346 1483360 AATTAAAACCAGTGCCTGCC TGGTACCAACAAGCTAAGCG 251

Ad09A666 Aradu.A09 666 p2 (GA)6 12 1485781 1485792 CGTCATATTTACAATTACCGCC GCTGCTCATCCCGTTATCAT 204

Ad09A671 Aradu.A09 671 p3 (TAT)5 15 1492757 1492771 AGGAAAGCATGGGAAATCCT TCCGATCCCAAATCCAAATA 245

Ad09A674 Aradu.A09 674 p2 (AT)6 12 1497492 1497503 GGCTCTTCATACTTTTCCAAAGA TGCTCTTGTGAGGGATTGAT 280

Ad09A675 Aradu.A09 675 p3 (TGA)5 15 1497812 1497826 TTGGAGCCTCTGAAGGAGAA TCACCAAGCTTTTCCAACAA 262

Ad09A682 Aradu.A09 682 p3 (CAT)7 21 1511724 1511744 GGAGGCCTTACAGTTGCAGA ACTGGGTCACCTGCTTTCAC 255

Ad09A685 Aradu.A09 685 p3 (AAT)5 15 1516167 1516181 TTGCTTAGCTTTCAGGTGTCC AAAATGGTGCGACACAACAA 264

Ad09A689 Aradu.A09 689 p4 (AAAT)5 20 1518084 1518103 CCAATGCAATGGCTTTTCTT TGCAATTTGAGATGGTTGGT 280

Ad09A690 Aradu.A09 690 c (TC)6tatagatgtttctggtgtgttgttgtaggatttgatgaatgaatattatgatttatatgactttg(AT)893 1519265 1519357 TACTGCGGATCTTTGAAGGC TTTCTCTTCATTAAATTCCTTCCC 179

Ad09A691 Aradu.A09 691 p2 (AT)6 12 1524664 1524675 TTGGTGCCAAAATAAAAGGG TTCCAAAGGCGTTCATTTTT 153

Ad09A692 Aradu.A09 692 c (A)12ttaggacagtttaga(T)1138 1527401 1527438 TTGGGCATTAGTTTTGCCA TTTCACCAAGTTGTATTGAACTTTTA 276

Ad09A697 Aradu.A09 697 c (A)10taaagaagttaataaagtaaaaaaacacagttcataa(T)1057 1549211 1549267 TCGTTAAATGCATAAAAATAAATGA GGGGAAAAATTGCTCTAAAACC 236

Ad09A699 Aradu.A09 699 p2 (AG)6 12 1556262 1556273 AAGCTGTTTGCGTAATGTGC ACAGCCAATAACAGCTTCGG 108

Ad09A701 Aradu.A09 701 p3 (AAT)6 18 1559674 1559691 TTGTGTTCATTGCATCCTGA GGAAATCCGGTGATTGGATA 275

Ad09A702 Aradu.A09 702 p3 (CCT)6 18 1560128 1560145 GAGAATTCGCTGTTGAAGGC ATGCCAGCATTTGAACTTCC 276

Ad09A703 Aradu.A09 703 p2 (AT)6 12 1561054 1561065 TTTGAGTGTGGCAAACCTTG GGCCACTGCCAAAGTTACAT 171

Ad09A705 Aradu.A09 705 p3 (ATA)19 57 1564069 1564125 TTTTAAGTTTTGGAAGAAGTGATTTT GCCAAAAACTACCAAAACAATAGC 177

Ad09A707 Aradu.A09 707 p3 (AAT)6 18 1565026 1565043 GGCTGCTGCTCACATAAACA GGGTTTATTTGTGTTTATTATCTCACT 264

Ad09A708 Aradu.A09 708 p3 (ACC)5 15 1566163 1566177 CTCTTGGGGAAGGGTAAAGG GGGTGGGAAAAGTAGTACGC 236

Ad09A709 Aradu.A09 709 p2 (TC)7 14 1566754 1566767 CGAGATTACCGTCCACCACT GGTGGTTTGTGGGAGAGAGA 232

Ad09A710 Aradu.A09 710 p3 (TTA)5 15 1567149 1567163 CGTCGAAACTGTCTCCTTCC CAAGTAAGCATTCTTCATTCTTCA 268

Ad09A712 Aradu.A09 712 p2 (TA)6 12 1568486 1568497 CAATCAGAATAGCCCCCAAA ATTCAGCTTTTGGCCTCAGA 125

Ad09A716 Aradu.A09 716 c (T)10ggtcaagtaaattggacaattctcaattctattctttcgtgaggatttaaatccggtgcag(T)1182 1580589 1580670 TTGCAACGGATTAGTTCTTGA TCATTGGTCTACTTGCTGCG 257

Ad09A717 Aradu.A09 717 p3 (TTC)5 15 1588151 1588165 CAGTTTCCATTGCATCCCTT CGCGGAAGAAGAAGATGAAG 101

Ad09A719 Aradu.A09 719 p4 (TAAT)5 20 1591668 1591687 TTCAACGCAACAACCAACAT CCTTATTATAGACTCTGCCTGTATGA 208

Ad09A720 Aradu.A09 720 p3 (GTT)5 15 1592578 1592592 TGAGCAGATTGGTGTCCGTA TTAGTTCATGGCTTCCTGGG 169

Ad09A721 Aradu.A09 721 p3 (TAA)5 15 1593849 1593863 ATATCAAACCCTGCATCCCA GCTCCAATCCGTCCAGTAAA 271

Ad09A723 Aradu.A09 723 p2 (AT)6 12 1594534 1594545 CCCCTCCAAATGCAAGAAT TGGTAAAATTTTGGGGGTTC 252

Ad09A725 Aradu.A09 725 p3 (ATA)7 21 1595280 1595300 TTTTTAATGGTCACAAAAACCG CCTTAAAGCTTGGCTGTTGG 210

Ad09A726 Aradu.A09 726 p3 (ATA)14 42 1596314 1596355 GAATCTATGCTTTGTGGGCA TTTTTCTTTTATTTGAGTTCTTGCATT 279

Ad09A727 Aradu.A09 727 c (T)12ctctagtaattattataagtttatatatccgcacgtccaaagtttcggatatattgttg(A)1081 1598703 1598783 AAAAAGACCAATCCAATCCATTT TTTTTCTTTTGGCGCTCAGT 272

Ad09A729 Aradu.A09 729 p2 (TA)6 12 1602118 1602129 GGGAGAGAGCTTCAATCCAA GGAGTTGAATTTTCATGGGG 184

Ad09A730 Aradu.A09 730 p2 (TA)11 22 1602758 1602779 TGACAAAGTTGCTGGCGATA TATTAACGGTGCCAGCTTCC 259

Ad09A735 Aradu.A09 735 c (A)11g(ATAA)9 48 1624294 1624341 CCATGGTTTTCTAAATCGCAC GGACGAATGGACGATATTGC 188
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Ad09A736 Aradu.A09 736 p2 (TC)18 36 1626991 1627026 TCAGAGACCAAAACCAAACAGA GAGAGAGAAGCCCCCTTGAT 199

Ad09A737 Aradu.A09 737 p3 (GCT)5 15 1627340 1627354 ATCAAGGGGGCTTCTCTCTC CTCAGCTTCTCCACCAGACC 271

Ad09A740 Aradu.A09 740 p3 (ATA)12 36 1632471 1632506 AAACAATTCTGCAGTTATGATAGATGA CCAATGAACTATTCATGTTCCAA 126

Ad09A742 Aradu.A09 742 p3 (AAC)10 30 1633131 1633160 ACCCTCCAACTCTTCCCACT TTTCCAAGTTCCCAACAAGG 228

Ad09A743 Aradu.A09 743 p3 (TTG)7 21 1638987 1639007 AAAATGGCGTCGTTTGATTC TGGAGCATGAACATAATTCATCA 171

Ad09A747 Aradu.A09 747 c (TCT)6ttctcctcttcctcttcctcttcctctttctctttttcttcttcttcctcttcctcttcctcttcttcttcattcaccatagattatgaacaac(TCT)6tcc(TCT)5148 1644474 1644621 CCAAAGCGCTACACTCACTG GCAAGAATACCAGTAATAAACGCA 241

Ad09A748 Aradu.A09 748 p3 (AAG)5 15 1645346 1645360 ACCCAAAGGACACCTTATGC TTGCTGCACATTCTTCTTCC 240

Ad09A750 Aradu.A09 750 c (GTG)5gtagtgaatctaaatagcagagaatagggaagggaggggaagggaggcgccgcagtgatgctgaaaatgcaaggaacacgacg(ACC)5113 1651735 1651847 CGACAAAAACCACTGCAGAA TTGTCGTTGTTGGAGAGGTG 254

Ad09A756 Aradu.A09 756 p3 (ATA)13 39 1657798 1657836 ACATCCGAACCTTCCATATCT TTTCAACTTTCAATGCGTGC 234

Ad09A762 Aradu.A09 762 c (T)10caattaggtccctcttaatagtaattggcttgattacatagagacccaact(A)1374 1664483 1664556 TGCAAAATTTTCAATTAGGTTTT CCTTTTAATTGGTCCCTACACC 211

Ad09A765 Aradu.A09 765 p3 (AGA)5 15 1673239 1673253 TTGGAGAAACAGAACAGCCA TCTTGGAACCCAAGCTCAGT 186

Ad09A766 Aradu.A09 766 p4 (GATA)5 20 1687034 1687053 TTGCTGTTGCAATCAAGCTC CTCGCGTGTAAGTTCAAGGA 174

Ad09A773 Aradu.A09 773 p3 (TAT)11 33 1695826 1695858 GCTTAAATTTGTTTTTGAAATGTG CCTTTATCCGATCAACCACTT 225

Ad09A776 Aradu.A09 776 p2 (AT)6 12 1697662 1697673 TCGTGAGCAATGAAATGGTT CGTTTAATTGAAGAGTCGGGA 130

Ad09A777 Aradu.A09 777 c (A)13ttcactactcggatgtagcacattgctctattgcactagg(T)1063 1699962 1700024 TTTTGCTATTGGGTGGCTTC CGGCACAATTTGCAGAATAA 218

Ad09A778 Aradu.A09 778 c (ATA)11ac(AAT)550 1700632 1700681 TTCTCGGAAAAAGTTGGCAC CCAATAAGCATGCGTGAAGA 235

Ad09A785 Aradu.A09 785 p2 (TA)11 22 1716346 1716367 AAATTGCTGGCCTCCTAACA TTTAGAGGGGTTTGGGTTCC 242

Ad09A788 Aradu.A09 788 c (A)15gaagaagaagaaaga(AAG)648 1720470 1720517 CAACAAAAAGTGGGGGAAAA TCCATCTTTATCCTGGTGACAA 219

Ad09A791 Aradu.A09 791 c (TA)8g(AC)6 29 1724369 1724397 TTTGATATGCATTTTGATCCATT TCATCAGTTCAACTTTGTGCAAC 256

Ad09A794 Aradu.A09 794 p3 (TCT)6 18 1728530 1728547 GCACATTCTTCTTTTTGCTGC TCTCCTCCTTATTTTCTGCTGC 209

Ad09A795 Aradu.A09 795 p2 (TA)7 14 1729495 1729508 CCCATATGCTACGGTGCTTT AAGGTTGATTTTTGCGGACTT 266

Ad09A805 Aradu.A09 805 p3 (TAA)21 63 1746448 1746510 CAAAGGGGTAAACTAAAATTCAGC AGCTCCTGCTCCTCCTTCTC 224

Ad09A807 Aradu.A09 807 p2 (AG)7 14 1747970 1747983 TCTGCATTTGAATGTTCCCA TGATTAAGCTCTCTTCATAGTCTCCA 246

Ad09A810 Aradu.A09 810 p3 (TAT)5 15 1760956 1760970 TCCAGTGGCATGTGATGTTT TGGTAGTTCAAAGTTGATTATGGA 207

Ad09A813 Aradu.A09 813 p3 (ATA)5 15 1767602 1767616 TGACATTCTTCAAATTGGTGACA CCAAGGCCTGTAGCAGTAGC 158

Ad09A815 Aradu.A09 815 p2 (AG)6 12 1769691 1769702 TTGTTCATACGTTCCGGTGA CGTCGTCGTCATCTTCTTCA 265

Ad09A824 Aradu.A09 824 p3 (AGA)6 18 1798077 1798094 AGTTCCTCAATGGGTCAACG AAGATGGCAAAATTGTTGGG 184

Ad09A825 Aradu.A09 825 p3 (CAA)6 18 1800327 1800344 GAGGTCGAAGGACCCCTTAC ACATGACAGAGCACAATGGC 182

Ad09A829 Aradu.A09 829 p3 (TTA)7 21 1806033 1806053 GAACAACTTGCCTTTTATTTGAGAA TCACTCACCATAACCTGCATCT 102

Ad09A832 Aradu.A09 832 p4 (AAAT)5 20 1810167 1810186 CACGCATGTCGGTTATATGG ATTAAACTTCCCCCTTCCCC 132

Ad09A835 Aradu.A09 835 p2 (AT)6 12 1818875 1818886 TGGTGTTTATCCGTTTAATTGTTG TGCCATGGTTGATGTTAGTTG 280

Ad09A838 Aradu.A09 838 c (A)10cactaagaactaatttgtctttttattttattatatatgaactaatttgtctaatattctaaaaatttgggaccaatgtat(A)11102 1836225 1836326 CCATTTTTGTATTCGATAATTTAGTCT TTCTTAGCGATTTTGGTATCATT 280

Ad09A839 Aradu.A09 839 p2 (TA)6 12 1836604 1836615 GGAGCCCACAAAATGTGAAT CATTATTAGGGTTTGTGCATGG 180

Ad09A842 Aradu.A09 842 p2 (AT)6 12 1838496 1838507 AAAAATAGAAGGGAAAAAGAAAACA GGGTTGGGTAGAACTCACCAT 250
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Ad09A843 Aradu.A09 843 p2 (TA)6 12 1838683 1838694 GAAGGGAAAAAGAAAACAAATGAA TTGAAATAGAAGGGGTTGGG 255

Ad09A844 Aradu.A09 844 p2 (TA)7 14 1847127 1847140 CACTCTTCTCACCGCAATCA GAACCTTCTTCACATCATTTTGC 208

Ad09A845 Aradu.A09 845 p2 (TA)10 20 1847431 1847450 CCAAAATCATAAATCCATGCAC ATTATGCACCCCCAAAACCT 131

Ad09A847 Aradu.A09 847 c (T)11cgaaaataatga(T)1033 1848364 1848396 TGTGGGTTCGAATCTCCTATC TGCCAAAAAGGAATTCATCA 210

Ad09A849 Aradu.A09 849 p3 (GAT)5 15 1854924 1854938 TCAGGAACCCAACTTCAAGG GCAAATCCAATTCCTAAACCC 194

Ad09A850 Aradu.A09 850 p2 (AT)10 20 1855520 1855539 TGATTTGCAATCTTCACACACA CCAATGCATAGATTTTATTTTCATTC 277

Ad09A851 Aradu.A09 851 c (T)10atttaaaaaaagaataactttgtgacacactttcatatttttaagatcttatatatttagatttatttaacaattctttatctagatctatttc(T)12116 1856287 1856402 ACCTCTGCTCGTGAAAGGC TCCACGAATTCGAAATCTCC 222

Ad09A852 Aradu.A09 852 p3 (GAG)6 18 1857262 1857279 CAACAACCGCAGCAATAAAA ATCACGTCGTTCCTCTTCCA 165

Ad09A853 Aradu.A09 853 p3 (TAT)10 30 1858091 1858120 TCAAACGGCTTAATGGTTCA TCAATGTTCCTTCAAACCTTCA 261

Ad09A856 Aradu.A09 856 p3 (TAT)17 51 1862789 1862839 AGCCATCCATTTTACAAGTTCA TTTCGACATCAAATTTTAAATAGTCA 255

Ad09A859 Aradu.A09 859 p2 (AT)8 16 1865519 1865534 TTTTTATGAAACAAGTTCACCCAA TCACACAATAAATTTGTAACGTCAA 225

Ad09A860 Aradu.A09 860 p3 (AAT)5 15 1869323 1869337 AGAGGTTCGTAACACCGCAC CCCATCCATCTTACAAGTTCAA 204

Ad09A862 Aradu.A09 862 p3 (CAA)5 15 1875295 1875309 TGCACCTAGAGGTCCGTCTT TACAGCTTTATGCCCTGCCT 202

Ad09A867 Aradu.A09 867 p3 (ATT)6 18 1893962 1893979 TTGGATCATCCCCATTTTGT TCTTCGTTTCTTTCCTAAACTCTTTC 231

Ad09A869 Aradu.A09 869 p2 (TA)6 12 1902297 1902308 AAAATGCATTCCAGTTTCGC CATGTATGTGCTTCCCTCCA 234

Ad09A871 Aradu.A09 871 p3 (ATA)15 45 1905924 1905968 CAACGTAAATGCCACCCTCT ATTGGCAAATGGTTGGTGTC 216

Ad09A873 Aradu.A09 873 p3 (TAT)15 45 1907687 1907731 TGATAGCATTATCGTGGTCCT ATTCCAAAAGTGAACCATCG 156

Ad09A875 Aradu.A09 875 p2 (TA)9 18 1913922 1913939 CCTTGTCTTCATCTCATAATGTGC AACAAGAAGCCCACAGCAAT 194

Ad09A880 Aradu.A09 880 p3 (AAG)5 15 1935554 1935568 TCAAGCGAAACAAAACCAAA TGTCTTCTAAATTCGCGCAC 272

Ad09A884 Aradu.A09 884 p3 (CTG)6 18 1951552 1951569 ACACATCATCTTGCATGGGA GTGAAACTCAAGGCAGAGGC 251

Ad09A887 Aradu.A09 887 c (A)10tgctttagtctaatccatatcagcttgaagga(T)1254 1964932 1964985 CGTTTTGTTTATAAAAGCGTTAATTT AATTCGCAAACAACTCCGAA 266

Ad09A893 Aradu.A09 893 p3 (CTT)10 30 1976437 1976466 TGCATAATTCAAAACTCTTCCTCTT TGCAAACGGTTCTTTTTCCT 219

Ad09A894 Aradu.A09 894 p3 (GAT)5 15 1980352 1980366 TCACAAAACTTTGCCCACAA CACCCAATACTCCCCAAATG 147

Ad09A898 Aradu.A09 898 c (T)11cacactgccttttattttttaatataaaaataattctgataacaatataataaacatgtaatattttcaaa(T)1193 1984033 1984125 CAGTGCCAAGTTGAGTTACGA GAACAAAAGGTATTTTGTACAATTTTT 273

Ad09A899 Aradu.A09 899 p3 (GAT)6 18 1987052 1987069 TGTGGACCTCCACTCACAAA ACCCAATACTCCCCAAAAGC 164

Ad09A902 Aradu.A09 902 p2 (GA)6 12 1991828 1991839 CAGGGAAAGAACAAACGAAA CCGCCATTGACTCACTTTTT 280

Ad09A911 Aradu.A09 911 p3 (GCA)5 15 2011061 2011075 ACGATCGGCAAGATCCATAC GGGTGGGTCAACTTTTAGCA 226

Ad09A914 Aradu.A09 914 c (A)12caaaataaaggagtaactatacagatactaattaatttatgcattaatgctttcattgttagaactgtttagaattg(T)11100 2015388 2015487 ACTCCGCCCTGTTCAAATTA CACACACATATTTCGTTGACACA 201

Ad09A915 Aradu.A09 915 c (GT)10(GA)7atgagga(AG)7aattagggtttatgaaacagagaggagaatgagtgatactgatagatagggtcgaag(GA)12136 2017590 2017725 AGCGAAGCACCCATTGTTAC TAGGGTTGCGTTTCGTTTTC 225

Ad09A920 Aradu.A09 920 p3 (TAA)16 48 2036247 2036294 GCATCTTTTTCATGTCCCTCA AATACAACTGGGGCAAGCAC 161

Ad09A925 Aradu.A09 925 p2 (TA)6 12 2047582 2047593 TGAGTTGCGATAAAAGGGCT CAATCCTTCCAATCAAAACCC 159

Ad09A926 Aradu.A09 926 c (ATA)6a(AAT)5 34 2051131 2051164 TGTTTTAAAAGTTGTTATTTTTGCTGA CCACCACAAAATGTCATCCA 229

Ad09A929 Aradu.A09 929 c (A)10tctcaactttaaaaaactatttcaatcccattcacttcacataacacaaccc(TCT)577 2054368 2054444 CCAAAGGCTCATCCCTCTCT CATTAATTGAAACCGGGGAA 230

Ad09A933 Aradu.A09 933 p3 (AAT)17 51 2058884 2058934 TTTTTCACAAATACTACACGAACAA CATTTATCAAAAGGAAAAAGTAAAATG 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A934 Aradu.A09 934 p2 (TA)10 20 2059974 2059993 GGGGCAAATCATTTAATACCG TTTTCATGCATTGGAATGAG 196

Ad09A936 Aradu.A09 936 p3 (CCA)5 15 2067312 2067326 GAACAATTAGCAAAATGAAGAGTCAA TGCATGATAATCAATAATGGAAGC 279

Ad09A939 Aradu.A09 939 p2 (AT)7 14 2078916 2078929 AATGTTAAATTATACTTGCTCAAATCG CCGAAATTTTAGACAAATTCAAA 258

Ad09A940 Aradu.A09 940 c (T)10atcaaaattaagtttcctttatcacttgggggaatctactcaaactacagaagttgtctcagatatgaaaaattcagcaatataaacggcatg(A)10113 2080019 2080131 TGTTCCAATACTGAAGTACCAATGA TGCAGTGAATTCTCCGTTCA 268

Ad09A941 Aradu.A09 941 p2 (TG)7 14 2101477 2101490 CAAATAGAGAGCACGACGCA ATGGAGAATTTTTCCCGTGG 265

Ad09A942 Aradu.A09 942 p2 (GA)7 14 2109203 2109216 GGAAAGCAGGTGCAACAAAT TTGCTCTCAGTTTCTTTGTCACTC 267

Ad09A944 Aradu.A09 944 p2 (TA)11 22 2115361 2115382 AAGTTGTTGCCATTGCTGTG TTTGAGTAGATTTCCCCAAGTGA 238

Ad09A946 Aradu.A09 946 p2 (AT)8 16 2124493 2124508 TCCACCTAGCTGATTCCACC TGTGTTGCCACAAATCATCA 217

Ad09A954 Aradu.A09 954 p4 (AAAT)5 20 2154301 2154320 AGCAACCTCATGGTCTTTGAA GGATTTTTACATCATACTTTGCCTC 240

Ad09A956 Aradu.A09 956 c (A)11tcacaatatttgaaaataataaaggttagagttaattaccg(A)1163 2160936 2160998 TCCCATTGGAAATCACAACT ACGCCAAACGGTGACTAAGA 262

Ad09A957 Aradu.A09 957 c (T)10ctgctttgcaaaccagaaactttagggcactaattaaggaaccg(A)1367 2169253 2169319 CGAAGCAAGATCAGGATGAAG TTGTTCGTTTGTGTTTGTTTTTG 233

Ad09A962 Aradu.A09 962 p2 (TA)13 26 2182137 2182162 ATTCTTTCGGGGACCAATTT CCGTGAAGCAAATTAGAAGGTC 203

Ad09A964 Aradu.A09 964 p3 (ATA)6 18 2182864 2182881 TGCAAGTATGCAACTAACTCCAA CAAGAAGAAATCAAATCATGCAA 279

Ad09A968 Aradu.A09 968 c (AAT)8g(ATA)6 43 2186689 2186731 AAAAAGTCAAATGAAAAGTAAAGACA ATTTGCCCATCTTTTGCTGA 234

Ad09A969 Aradu.A09 969 p4 (TTTA)5 20 2189472 2189491 CAACCCAATTGAAGTACCCA AAGTGATCATCCTAACTACTTTTTCAA 170

Ad09A971 Aradu.A09 971 p3 (ATT)5 15 2194045 2194059 CAAAAGGCCTTAATCCACCA TTCCAACTGCAATTCCTTCC 257

Ad09A979 Aradu.A09 979 p6 (GGATTC)5 30 2208305 2208334 GTGCAGTTGCATATGCTGAA GGGATCTGAACCACAGAATCA 255

Ad09A986 Aradu.A09 986 p2 (CT)6 12 2232009 2232020 CCACTGGCGTCTCTAGCTCT CTCTCTTTGCTCTGGGCTGA 115

Ad09A987 Aradu.A09 987 p2 (CT)7 14 2232125 2232138 TCTCTCTCGTAGCTCAGCCC AAACGAATGTAAAGCACGCA 263

Ad09A989 Aradu.A09 989 p3 (ATT)5 15 2237587 2237601 TTAGGCCCTATTTCCGTTGA TCAATTAGTAAACGCGAATGGAT 269

Ad09A993 Aradu.A09 993 p3 (ATA)16 48 2244052 2244099 TTTGGTGCAAGAATCCAACT GCATGTTTTCACCAATGCC 270

Ad09A999 Aradu.A09 999 p3 (TTC)6 18 2253051 2253068 CCTAGGATTAATCTCCTTTCATGG GCTAGATTTGCCATGCCTTC 194

Ad09A1000 Aradu.A09 1000 p3 (GAA)6 18 2253379 2253396 CAATGTTCTCCAACAAGCGA ATGAGAGAATTGGTGGTGGC 116

Ad09A1004 Aradu.A09 1004 p4 (TTTA)6 24 2256699 2256722 TCCCCTTAGTTTGGCTTACTTG TTTGAGCTGATTGGGTTGGT 210

Ad09A1005 Aradu.A09 1005 p3 (ATT)21 63 2257855 2257917 TGCAAAGCCAGTGTGGTTAG TACGGGCATGTGATGTTTTG 227

Ad09A1006 Aradu.A09 1006 p3 (AAT)5 15 2261498 2261512 TTTCAATCAAGTTACACTTTTAGATGA CGATCATGTGACGTTTTGGT 280

Ad09A1009 Aradu.A09 1009 c (A)10tacatttattatttctactgtaggcattttatcatcaaaaaataaggaaaatatataacaaatttctgatcttaataaagt(A)12103 2269574 2269676 TCATTATTTGAATTTAGACTGATCTGA TTTTCCTTCCTTTTCTTTATGGTT 245

Ad09A1011 Aradu.A09 1011 c (TA)6tttcaccc(AT)632 2271238 2271269 TCACATAGTAGGCCGTGCTG AATTCAACTAGCCGATCTCATC 275

Ad09A1015 Aradu.A09 1015 p2 (TA)7 14 2277640 2277653 CCTAAAGATGGCATGTTCCC AAATGTTGAATTCTTGCACGG 144

Ad09A1016 Aradu.A09 1016 p3 (GAT)5 15 2281719 2281733 ATCATCATCAATGCCGTCAA TTTGCAGCACACACATCAAA 274

Ad09A1017 Aradu.A09 1017 p3 (AAT)8 24 2283437 2283460 TGACAATCAACCAATGCAACA ACATCAAGAGGGCATGGAAG 272

Ad09A1018 Aradu.A09 1018 p6 (ACAGAA)5 30 2286259 2286288 TGAACCGCATTCCTCTTCTT CTTCAGATTCTGGGGGACAA 255

Ad09A1019 Aradu.A09 1019 p2 (TC)7 14 2286521 2286534 GGTTTCAAGAACCAGCGAAA GCTTCCTTGAAATTCCTTGTC 266

Ad09A1021 Aradu.A09 1021 p3 (CTT)5 15 2289518 2289532 GTGGTGACCAGCTGAAAAGG CATCAGCAGCAGCCTGAGTA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A1022 Aradu.A09 1022 p2 (AT)7 14 2289798 2289811 TCCCAAGTATACTCAGGCTGC TGGTGCGCAAGAAAGAAATA 220

Ad09A1023 Aradu.A09 1023 c (A)12ttaaacacaggacaaatt(A)1040 2296426 2296465 CCATTCACTACGTGTATTCTTTTATCA TTTATTGAGTTTATGTGAGTTGCAT 197

Ad09A1024 Aradu.A09 1024 p3 (TAG)58 174 2296918 2297091 TTGTTCATTCCTCCTTTAATTTATGA TTCATGGAATCACTTTGCCA 270

Ad09A1026 Aradu.A09 1026 c (AAT)8at(ATA)5 41 2307597 2307637 TGGGAACTAATCATTTTACATCCT CGGCTAAGTTCACGATGACA 259

Ad09A1029 Aradu.A09 1029 p3 (TAT)5 15 2323992 2324006 CACACACTCTTTTTAATCTCGTCA CTTATCTGCTCACGTGCCAA 120

Ad09A1030 Aradu.A09 1030 c (TC)7(TA)7 28 2324855 2324882 CTTCTTGTGCCCAAATTCATC TTGAGCTGGAAAAACGTCCT 253

Ad09A1032 Aradu.A09 1032 p2 (AT)8 16 2325942 2325957 AACACCCTATCATACTTAATCTTATGC CTAGCCCCTGACTCAACCTG 135

Ad09A1036 Aradu.A09 1036 p3 (ATT)5 15 2331331 2331345 CAATACATTTCATTCGCTCGTT AATATTGGTGCCTACCACCG 256

Ad09A1038 Aradu.A09 1038 p3 (TTA)6 18 2334442 2334459 AGCTTCTTGCATTGAGACAAA TCGAAATACAACGAAACTCTTGA 278

Ad09A1040 Aradu.A09 1040 p3 (TTA)7 21 2334710 2334730 TCAAGAGTTTCGTTGTATTTCG TATTGCTTTCTAACCGGGGA 263

Ad09A1043 Aradu.A09 1043 p3 (TAA)9 27 2340423 2340449 GAAAGATCGAATGTTTTAAATTGGT AGTTCGACTCACTTCCAGCC 269

Ad09A1046 Aradu.A09 1046 p3 (TAT)5 15 2344049 2344063 AAATATTTCATTCCCTCATCATTATT TCGTTAGATGAATTGATAGATTTGA 277

Ad09A1049 Aradu.A09 1049 c (ATT)5aggtttaaatattttgttggtctctatagttttatgaaatttttaattagatttttatattttttttattgagtctttgcaccaa(T)10110 2347986 2348095 GCTTGATAACCAACCAACAATG GACCCAAATAAAAGGGAAAAA 178

Ad09A1055 Aradu.A09 1055 p3 (ATT)5 15 2360193 2360207 CTGGTCCAGAAATTTGGAGG ATCCACAAGCCCAAACAGAA 165

Ad09A1056 Aradu.A09 1056 p4 (TTAA)5 20 2364180 2364199 TTGAACACATATGGCAATTTCA TTTAGTCCCTGTGGTGGTCC 274

Ad09A1057 Aradu.A09 1057 p2 (TA)12 24 2365256 2365279 TGCTTCTGAGTTCAAAATGAATCTA TGTTTTCATCAAACCAGAATCG 222

Ad09A1064 Aradu.A09 1064 p3 (AAT)14 42 2381578 2381619 TGAGGTGAAAGGAGAAATGAATC TTTGGGTTGGTCTTTGTGTG 199

Ad09A1065 Aradu.A09 1065 p2 (TA)7 14 2382882 2382895 TGTCCTAGACTTGGCTCGTG TTTTGTGTGTTCTATGTTGCATGT 235

Ad09A1066 Aradu.A09 1066 p2 (AT)6 12 2394083 2394094 CCTCACATGCATGAAGATTGA TTTGCCATGGACTTAACCATC 179

Ad09A1069 Aradu.A09 1069 c (A)17ctaaagagttaaattatgagattatataaaaaagcataaaacagaacacagag(A)1080 2403793 2403872 TGTAGACTTGCAAGCATCGC CGTGATTATTATCGACGCCC 239

Ad09A1074 Aradu.A09 1074 c (A)10gcggaaaagaggtagggtggtagttaactccaaaaaactaatttcaatacaatagataggaacctcaattctcttttatttatttatttattatt(TTA)18159 2413968 2414126 TTGCTGCCCTAGATTTCTTCA CCATTTGTTCTCACCAACACA 276

Ad09A1075 Aradu.A09 1075 p2 (GA)6 12 2415348 2415359 TTTGCAAAGGACCTTCTAGTCA TGAAAACTGGACGTAGGTCAT 246

Ad09A1077 Aradu.A09 1077 p3 (ATA)14 42 2416513 2416554 ACGACGAGCCTTTGCTAAAA GGCGAACCTGAAACAAAAAG 145

Ad09A1079 Aradu.A09 1079 p3 (TAT)9 27 2416990 2417016 CCAAACAAGCCCCAATACTC CACACGTCACCTTCAACCAC 127

Ad09A1083 Aradu.A09 1083 c (T)10aattaatgtttcagtttactctatatctaagtgagggcccatccgcacattcatgg(T)1076 2420548 2420623 TGTACGTACGCAACTCCAGAA AGTTCCTCGTACTTTTCCGAC 201

Ad09A1086 Aradu.A09 1086 p2 (TA)7 14 2429945 2429958 AAAATTTTGGTAAACCTAATTCTCACA GGATAGGCCCATGTTCTCAA 267

Ad09A1087 Aradu.A09 1087 p2 (AT)9 18 2447879 2447896 ATCGATCCGTCGGTTCCT GCTCTTTTCCGATCCTATGG 258

Ad09A1090 Aradu.A09 1090 c (A)11tagaaagtaaaact(A)1136 2457307 2457342 GATTATGGCCGCAAGGTTAG TGATCCTAACAGCATCGTTAATTT 145

Ad09A1097 Aradu.A09 1097 c (T)18atatgaaactatatataggtttaaaagaaaatttgaatgttgttgagattattatgtaaaattagaatg(A)13100 2476656 2476755 AGTATGACAGATTGGTCTCTTTATCA TTCGAAATTTGCCCTGAATA 280

Ad09A1102 Aradu.A09 1102 p2 (TA)8 16 2495866 2495881 TCTATGCAAATCTAAGGAGCGA TGCCCGTTAAATGTGTGTGT 209

Ad09A1106 Aradu.A09 1106 p3 (TCT)5 15 2502412 2502426 TGATGATGACACGCAAACAA GGGGAGATAGAGGTGGTGGT 236

Ad09A1107 Aradu.A09 1107 p3 (TAT)5 15 2502592 2502606 ACCACCACCTCTATCTCCCC AAAATTTTTGGTGCATTGTGAA 174

Ad09A1111 Aradu.A09 1111 p2 (AT)11 22 2531010 2531031 ACCACAAGACTGCTCCCAAA TATGGGCACTGAAGTCACGA 267

Ad09A1112 Aradu.A09 1112 c (CAT)8(CTC)8 48 2538108 2538155 CACTTGATTTCTCCCCGAAA AGGAGGAGGAGGAGATCGAG 269
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Ad09A1113 Aradu.A09 1113 p3 (CTC)5 15 2538279 2538293 CGATCTCCTCCTCCTCCTTT GGAGGATGGAGCATTTTGAG 255

Ad09A1114 Aradu.A09 1114 p2 (TA)10 20 2538673 2538692 GCTCCATCCTCCTTCTTCTTC CCGTTTTTCAAGGCTCCTAGT 280

Ad09A1116 Aradu.A09 1116 p2 (TA)6 12 2546168 2546179 CGCACTCACAAGTATCGAGC GACTTAAAGTGAATAATCTCTGCCA 240

Ad09A1118 Aradu.A09 1118 c (ATC)7(TCC)5 36 2548587 2548622 TCAGACCATAATGCACCGAA AAGGAGGAGGAGGAGATGGA 175

Ad09A1126 Aradu.A09 1126 p2 (GA)7 14 2569518 2569531 AGAACGGGAAGGAGAGGAGA AGCATCAACAGCGACCTCTT 250

Ad09A1127 Aradu.A09 1127 p5 (ATTTT)5 25 2570946 2570970 GGGCGAAAGGTATGTTCTGA TCAGCAAAAGTCAAGCAGGA 241

Ad09A1132 Aradu.A09 1132 p2 (AT)7 14 2582233 2582246 CACAACCACCAAACTATCACAG GGTTAATCCGGTCCTATGTAAA 280

Ad09A1137 Aradu.A09 1137 p5 (AATAT)5 25 2587155 2587179 CAACAGTTCAAATTCCACCG AAATTATTTTGCTGAGCGCC 200

Ad09A1138 Aradu.A09 1138 p2 (AT)14 28 2588649 2588676 TTTAAAAGTGAGTGCCAACAAA CCGTTAAGCTTTTGGTTTATGC 250

Ad09A1141 Aradu.A09 1141 p2 (AG)8 16 2598130 2598145 ACAAACCTCCCTTTTTGCCT GGATTGGTGAAGCTTGGTGT 219

Ad09A1142 Aradu.A09 1142 p3 (TTA)18 54 2601934 2601987 TCATTAATAGCGTGTTCCACTTG CAGAGACCTAATTAAAAATTCGATGA 191

Ad09A1148 Aradu.A09 1148 p4 (AAAT)5 20 2626499 2626518 AAACGTTAGTTCTCTGTCAAATCTAAA AGAAACACATGAGCCTTTAATCA 245

Ad09A1152 Aradu.A09 1152 c (ATA)13atgtttgtaaaaac(A)1063 2629121 2629183 TTCGAAGTATAAATTTTTATGGGG TCATCAAAACCCTCCTTTTCC 136

Ad09A1155 Aradu.A09 1155 c (T)10ctctgcttctttctttttctgactacttcttatgcataagtgttgtgtttatagtagtattgacaa(TGG)694 2637964 2638057 TTTGACTTTTCTGCGTGTGC TCTCCACCACATCTCATTGC 261

Ad09A1159 Aradu.A09 1159 p3 (TTG)7 21 2644211 2644231 TTTCATAAAACACGTGCCCA TCGGAGTAGTGACGGTGTTG 269

Ad09A1162 Aradu.A09 1162 p3 (TCT)5 15 2650132 2650146 CACCACAACCACCTCCTCTT CACCACCATCTTCATCATCG 248

Ad09A1163 Aradu.A09 1163 p3 (TTC)6 18 2653051 2653068 GGCTGTGGAAACGATAGCTC GAAGACATGCCAAAGGAGGA 275

Ad09A1167 Aradu.A09 1167 p3 (CTT)6 18 2660396 2660413 TCGAATATGGCTTGAAAGGG GCGCCAAGTCTTCATTTCTC 186

Ad09A1171 Aradu.A09 1171 p3 (AAT)5 15 2675160 2675174 CAAATTGTAACGGCCGAGTT GCCGTCGATTTTAACGATGT 267

Ad09A1172 Aradu.A09 1172 p3 (ATA)19 57 2675782 2675838 AAATCGACATAGTTGCCATCG TGGCAGAAAGAAATCCAACA 239

Ad09A1175 Aradu.A09 1175 p3 (TAT)5 15 2681702 2681716 TCCGTTTCCACTTCCATTTC GAGCTCAAGGGTTTGCTTTG 246

Ad09A1182 Aradu.A09 1182 p2 (TA)6 12 2699141 2699152 TCGCCAATTGAGACGTACAG AAATTTGTGAACACCATGTGGA 275

Ad09A1183 Aradu.A09 1183 p2 (TC)13 26 2701497 2701522 GGTGATTGATGGAGCTTGGT GCAATTGCAACCATGAAACT 117

Ad09A1185 Aradu.A09 1185 p3 (TAA)18 54 2703316 2703369 TTTGATAGCCAAATTATTATTCCCA CATTTTGGCACTTTATTATGATGG 252

Ad09A1193 Aradu.A09 1193 p2 (TC)23 46 2717316 2717361 TTCTGCATCTGCTTCAATGG GAGCACCGACTCTTCTGGAG 219

Ad09A1195 Aradu.A09 1195 p3 (AAG)5 15 2724109 2724123 CCCCGGATTAATCTTGGTCT AGTCCGAGGATCTGCAGTGT 234

Ad09A1196 Aradu.A09 1196 c (A)12ttaattccccaacccatcaatctgcaatcctaaacaaattt(A)1063 2724607 2724669 AGCACGAAACAGCTCCAAGT AGAGGCTCCCGAGGAGTTAG 240

Ad09A1198 Aradu.A09 1198 p3 (AAT)7 21 2729822 2729842 CCACCATGAACTTTTGGACA TGATTCTTCTTCCTTTCAATCACA 240

Ad09A1202 Aradu.A09 1202 c (CAA)55(TAA)12201 2737299 2737499 TGACTCCACCTACGCACAAG GCGCGACGGTATTGTACTTT 262

Ad09A1204 Aradu.A09 1204 p3 (TAA)8 24 2738923 2738946 TTTTATTGCCCACACGTTCA TTGGATCATCCTCAATGGGT 228

Ad09A1206 Aradu.A09 1206 p2 (TA)9 18 2739664 2739681 TGACAGATCCACATTCCAGG TTGTATGTTTAGGTCATTAGCTTCC 261

Ad09A1207 Aradu.A09 1207 p3 (TTA)16 48 2746803 2746850 CGATCCTTTAGAATAATTTTCCC TTTCAAAAATGGCTGTTCTTCAT 246

Ad09A1210 Aradu.A09 1210 c (TG)7att(GA)11 39 2754345 2754383 GGTGCTCAGAAGAATGAATGG CAGTTCGCCTATCCTAGCAA 271

Ad09A1213 Aradu.A09 1213 c (T)10atcccaaaaaga(AG)634 2758524 2758557 CCGTGGAAACATAGAAACTAAAA CCATCACTGGATGGTGTTGA 213
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Ad09A1217 Aradu.A09 1217 p3 (TTG)5 15 2776608 2776622 TTGCTGATGATGGAGAACCA TCTCAATTCTCCCTGATGGG 174

Ad09A1227 Aradu.A09 1227 p3 (GGT)6 18 2789470 2789487 GCTCAGCGGTGTGTCTATGA TGGTATTATGAAGGCTGGGA 233

Ad09A1228 Aradu.A09 1228 c (AC)7tcaataacgtttaatttgatgattttctaagaagcaaaaatggtggagaggttggtgtcttcttcatagagagaa(AG)7103 2789983 2790085 TGAAGACATGTCCATTCCCA AGCGAGTTCCCCTCTTTTGT 244

Ad09A1230 Aradu.A09 1230 c (T)10ccttctaattttttaattttttattttatttaaagtgtagttagtaacttggtataagtccaattgaataac(T)1092 2793159 2793250 GTGCGTCTGCAAAGTTTGAT TCAACCAAATTTTATGATGGAAA 231

Ad09A1236 Aradu.A09 1236 p2 (AT)6 12 2805179 2805190 TGCATGTGCAAATGTAAGCA GATGTGATGCTACTCGCTGG 274

Ad09A1238 Aradu.A09 1238 c (T)12aaaat(A)10 27 2808770 2808796 AAGACCGTGAGTCATTTGCC TCCTCCCAAGAGCTTCTCAA 130

Ad09A1247 Aradu.A09 1247 c* (AAT)8(ATAATG)5*(ATA)10atgataatnnnnnnnnnncctgtaccagcaaaaccattatcattaagacctatgacaatgtcacaggttgtaaaag(CAT)7176 2836207 2836382 TCTCTTGGATCAAATTCTGAAGG AATTGAAGGGCTCTTAGAAGGT 237

Ad09A1249 Aradu.A09 1249 p3 (ATC)26 78 2840936 2841013 CTCCGAGCGAATTTCAAGA TGATGATGATGATGATGATAACG 271

Ad09A1255 Aradu.A09 1255 p3 (GAA)6 18 2852516 2852533 TACCCCCAAATTACCCAACA CGGTTGGTTTACGGAAGTTG 209

Ad09A1266 Aradu.A09 1266 p3 (CCA)6 18 2888614 2888631 TTTTTGCTCGAAAATGGTCC CCCCGCTTCTTCTTCTTCTT 272

Ad09A1269 Aradu.A09 1269 c (TTC)5ctcttcc(TCT)537 2901385 2901421 ATCCTAAAAACGCGATGCAA GAGGAAGAAGAACGTGCAGC 274

Ad09A1270 Aradu.A09 1270 p3 (CTT)5 15 2901596 2901610 ATCCTAAAAACGCGATGCAA GAGGAAGAAGAACGTGCAGC 274

Ad09A1272 Aradu.A09 1272 p2 (TA)10 20 2905562 2905581 ACCATGGTCTAAGTTCCCCC GGCTTTCTCAGCAAGGTGTC 174

Ad09A1276 Aradu.A09 1276 p2 (AT)14 28 2917596 2917623 TGGCTCCCGTTGCTAAAATA GAGGAACCTTCAACATGGGA 278

Ad09A1277 Aradu.A09 1277 p2 (TA)10 20 2918241 2918260 ACCATGGTCTAAGTTCCCCC GGCTTTCTCAGCAAGGTGTC 174

Ad09A1284 Aradu.A09 1284 p3 (ACA)5 15 2938501 2938515 CATGCACGTACCTCTTTCCC TTGATTCATGTAGCCGACCC 278

Ad09A1293 Aradu.A09 1293 p2 (TA)7 14 2963914 2963927 CATCCAATAAACACAATATGTTCG TCATGCTTAAGCTCTCTCCGA 117

Ad09A1295 Aradu.A09 1295 p4 (AAAT)6 24 2976809 2976832 CGAATCAGATCCGCACACTA GATATATCCGCAAAACTCAAAAA 278

Ad09A1297 Aradu.A09 1297 p3 (GCA)5 15 2978046 2978060 AAACCGTAAAATCGGAAAACTT TTTGCCTTGGTGATGTTCAA 245

Ad09A1298 Aradu.A09 1298 p2 (TA)8 16 2989847 2989862 CGTGCATCCACGGGTTTA TGGACTTGCCAACAACAAAA 142

Ad09A1306 Aradu.A09 1306 p2 (AG)6 12 2998212 2998223 CCAAGCTTCTCCTTTCTCACC CCACCATTGAAGGTCCTCTT 273

Ad09A1307 Aradu.A09 1307 c (TAA)7gacgaaaacgaagacgaagac(GAA)557 2999247 2999303 GGGCCCTTTGATAATTAAATGTT TTCTTCCAATCCTTTGTGCC 275

Ad09A1309 Aradu.A09 1309 c (AAT)12gtaattttcagcttaacatgcaggatagcatgtgcaatagccaagtccaatttgcaatcctatatatgcatggttgtttgatttgaagg(A)10135 3002896 3003030 AATGCAAAAATTGAAGCAAAA TCATGACCACTCATGCCTTT 211

Ad09A1310 Aradu.A09 1310 p3 (ATG)5 15 3004321 3004335 ATCATCACCGAGTACCGACC TGATGATAAGGTTTCAACGCA 265

Ad09A1317 Aradu.A09 1317 p2 (AT)10 20 3020462 3020481 TTCCAAATTGCCTTGCTTCT TGGAGCATCAAATGATCAAA 149

Ad09A1319 Aradu.A09 1319 c (TCT)7cttcttcttcctcttcctcttcttcttcctcttcctcttcctcttcc(TCT)583 3022145 3022227 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 218

Ad09A1321 Aradu.A09 1321 p3 (AAG)5 15 3023048 3023062 TTTCTCCTCCTCATCTTCTGC CCACATACTGTTACGGCACG 240

Ad09A1323 Aradu.A09 1323 p3 (TCA)5 15 3029501 3029515 TGCATTTGGTTTCGTTGTTC TTCGCGTTCTTTCTCCTCAT 273

Ad09A1324 Aradu.A09 1324 p3 (AGG)6 18 3029735 3029752 ATGAGGAGAAAGAACGCGAA CGTGCTCACATCATTCTTGC 144

Ad09A1326 Aradu.A09 1326 p2 (TC)7 14 3030773 3030786 CGCCTTTCATGCTTCTTTTC GATTGTGTGAGAATTGGGGG 224

Ad09A1330 Aradu.A09 1330 p2 (TA)6 12 3047742 3047753 CGAAGAGTCGTCCACATTCA TTTCCTTTCCTTTGTGCAGG 180

Ad09A1336 Aradu.A09 1336 p3 (AAT)5 15 3060541 3060555 TCCTAAATTCTAATCCGGCA TCAGACAAATTGATTTGACAAAAA 199

Ad09A1338 Aradu.A09 1338 p3 (ATT)13 39 3064077 3064115 GGGTTATGGGAAGAGTTGACC GCAGAAATTAAGCTTAGCACATT 210

Ad09A1339 Aradu.A09 1339 p3 (TAA)6 18 3064776 3064793 TGTGAGTGACTGAAGGACAAAAG TCTCACTAACACTACCCTATGGAAAA 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A1355 Aradu.A09 1355 c (T)11gatgatataaaaattttacttgacagagtaaatacagagcactttttttaaccc(A)1277 3097430 3097506 ACAAGGGCCCATTTTTAGGT CGCGGTGAAACTGTTTTTCT 208

Ad09A1360 Aradu.A09 1360 c (TAA)8tatacaaaaagaacattaaaagagagg(A)1061 3103743 3103803 TTGTCCTCATCCCTCGGTTA TTTTGGGTCTGCTGCATTTT 183

Ad09A1363 Aradu.A09 1363 p3 (CAT)11 33 3107490 3107522 TTTCGCTACAAAATGGTCCC GGTGGTGGTGATTCTGGTTC 249

Ad09A1364 Aradu.A09 1364 p3 (ATA)12 36 3109770 3109805 TAGTCATTTTGCCACCACCA TTTTTGTGTCGTCTTTTAACCG 163

Ad09A1366 Aradu.A09 1366 p3 (TCA)5 15 3113371 3113385 TTGTTGAAGGAACATTGGCA TCGGCTCTCTTTGTTGAGGT 236

Ad09A1370 Aradu.A09 1370 c (T)11aattaagcaaatagattttggaatttcactggaatta(T)1058 3126407 3126464 AGCCAACTCAGCCAAAAGAA AACAAAATTGTTCCGATTTATCC 214

Ad09A1371 Aradu.A09 1371 p3 (ATG)14 42 3127543 3127584 TGAAAAACGGGTCAACTTCA TGCAAGGAGGGAATAATTAAGAA 280

Ad09A1373 Aradu.A09 1373 p3 (GAT)6 18 3128451 3128468 ACCCGCACGCACTAGATAAC CCGACTTGTGCCTGAGTACA 273

Ad09A1374 Aradu.A09 1374 p2 (GA)8 16 3129863 3129878 TCCGTTGAGAATTGGTCTCC GTTCCGTTGCGTTTTACGTT 202

Ad09A1378 Aradu.A09 1378 p4 (AAAT)5 20 3134968 3134987 AACAACAAAACACCAACCAATG AAAAGGTTGTGAATTGTCGGA 133

Ad09A1379 Aradu.A09 1379 p2 (AG)6 12 3135472 3135483 AGTGAGTTGCAGTGAGCACG GGAAGCACCAAAGGAAATTG 232

Ad09A1383 Aradu.A09 1383 c (TA)7attatagtgtatatatgtacaccgcatgaaaaaataagaaac(T)1066 3138450 3138515 TCCTTGATTTGTAAAACATTTATGTCA CAAATGCAGCACGAGGTTTA 260

Ad09A1386 Aradu.A09 1386 c (A)10gcttaagtacacaaggcaaaaccgaaggttttctttggtaaacc(A)1468 3141187 3141254 CATGGGCCTTATTCATTTGG AGCTTGGAGAAAGAAAGCACA 154

Ad09A1389 Aradu.A09 1389 p2 (TA)6 12 3145192 3145203 TTTTTCGTACAACTTAATCCTTCAAA TTCGCGTCGTCAATATAAAAA 218

Ad09A1390 Aradu.A09 1390 p3 (ATA)6 18 3147454 3147471 GGGAGAAAAACAGTGATAAAGACG AATTCGTCGCGAATCAAAAC 143

Ad09A1392 Aradu.A09 1392 c (AAC)6(AAT)8 42 3150723 3150764 TTATGGACCGATTTGATTTGC ACATATGTTTATGCTTGCTAGCTG 244

Ad09A1394 Aradu.A09 1394 p3 (TTA)14 42 3152702 3152743 CATGAGTAAGCTCAAATTTATCGG TCAAACGAACTTGTGCAATGA 242

Ad09A1395 Aradu.A09 1395 p2 (AG)7 14 3154264 3154277 TGTTATGATCGGTACCAGGAGA AATGTGGATCTTTGCTGTCAA 199

Ad09A1396 Aradu.A09 1396 p2 (TA)6 12 3159086 3159097 AAACAAATGCAATTTTCTCTCTTC TCTCGTGCTGATAACGTGTTG 262

Ad09A1398 Aradu.A09 1398 p2 (CT)7 14 3166629 3166642 AACATCGTATTCTGTGCACCTG TCGTGACGGAAGATTTAGGG 130

Ad09A1400 Aradu.A09 1400 p2 (AG)6 12 3172348 3172359 ATATTGGGACGGCTGTGTTT TGCGCAATTAAAAAGAATCC 255

Ad09A1402 Aradu.A09 1402 p2 (AG)8 16 3174922 3174937 GACCAGAACAAACTTGCATTGA CCAGAATTTTGCGTTGGTTT 117

Ad09A1404 Aradu.A09 1404 p2 (AG)6 12 3178710 3178721 CCATTTTCCCCTAAACACGA TCTCTTTCACGGTTTCACCC 160

Ad09A1408 Aradu.A09 1408 p3 (TAT)6 18 3186336 3186353 TTTGCCGTGATTGAACAAGT CGTGCATGACACGGGTTATTA 238

Ad09A1414 Aradu.A09 1414 p3 (ATT)17 51 3196041 3196091 CACCGTATTTTCATTAGTTGGGA TTGTTACGTTAATGGTGACCCA 241

Ad09A1416 Aradu.A09 1416 p4 (TATT)8 32 3206684 3206715 CCGCATTTATCCTTATGCAA CCGATCTAAGTATACGCGAATTT 260

Ad09A1418 Aradu.A09 1418 p3 (ATA)13 39 3208160 3208198 AACTACGGGTTGTTTTGTTTGT TTCGTTTAATTTTCTTAATACGTTTG 241

Ad09A1426 Aradu.A09 1426 p3 (TAT)5 15 3227087 3227101 AAAATTGGTACAGGAACCCAAA TTGCTTTAGAAAGGAAAAATGTTG 261

Ad09A1427 Aradu.A09 1427 p2 (TA)8 16 3227554 3227569 TTTTGACCTCACTGTGGGACT TGTCGGTGCAAACGAGATAA 148

Ad09A1428 Aradu.A09 1428 p3 (TAT)6 18 3228246 3228263 TCAACCTTCCTCCTTTTCCC GAGCTTGGGTTGTTGGTGAT 263

Ad09A1430 Aradu.A09 1430 p3 (CTT)5 15 3250578 3250592 TCACCCATTGCAGCGTAATA TGAAGATGAAACACGCGAAG 183

Ad09A1438 Aradu.A09 1438 p3 (GCA)5 15 3291394 3291408 ATCGGCAAGATCCATACACC CAGGCAGACATTTTGGAACA 224

Ad09A1444 Aradu.A09 1444 p2 (AT)6 12 3303820 3303831 TGTGCTTGGTCAGATTCAGC TGGTTTGCTTTTGCTTGTTG 211

Ad09A1446 Aradu.A09 1446 p3 (TTA)24 72 3309821 3309892 CCTCGTCCCCTGAAGAGTTT TTTGTAACAACCCCGAAAGC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A1447 Aradu.A09 1447 p2 (GC)6 12 3321175 3321186 GCGTCCTTATAGCAACCTGC TGGCCCAACTCTCTGGAATA 102

Ad09A1448 Aradu.A09 1448 p4 (TTAG)5 20 3321499 3321518 TCCAACACTTCCAAACACCA GCATGAAAAACTCAAGACCAAG 280

Ad09A1449 Aradu.A09 1449 p3 (GAG)6 18 3329388 3329405 CTTTTGGACGAAGGCAAGAG GGCAAAGAAAAACGCTCAAG 268

Ad09A1450 Aradu.A09 1450 c (T)11aacaccactaaactcgttgtag(T)1144 3332506 3332549 AAAAGTTTAGTTTAAAAGGTGGGC GGGAGAGTGACGATGGAGTC 249

Ad09A1453 Aradu.A09 1453 p2 (TA)9 18 3340852 3340869 GGCAGTTGCCATTTCTGTTT ATGGCATTGCAAAACAATCA 162

Ad09A1455 Aradu.A09 1455 c (TAT)14tgtgatgttatatggccttatcacatgacttattgcatgtttgggtgccattattttgttaaaaaaagatcttttttaaatgaaaaaaga(T)10142 3343328 3343469 TGCCCAGCTCTTGAAACTCT GAAATTTGCCAAACATATCAAAAA 275

Ad09A1458 Aradu.A09 1458 p3 (GAA)5 15 3349595 3349609 ACGACATGAACATCGACCAA GTAGCAGAGAAGCGAGTCCG 255

Ad09A1462 Aradu.A09 1462 p3 (GTT)5 15 3355270 3355284 AAAATCAAATCGAACCGTGC CCATCTTTCTCACTCACATTGG 241

Ad09A1463 Aradu.A09 1463 p2 (AG)6 12 3364524 3364535 TTTGACCAGAGTATTGTACTGATAACG GCATGACCTGGTCCAGAAAG 277

Ad09A1464 Aradu.A09 1464 p3 (TAA)5 15 3365715 3365729 TTTGTGTAAATATTTCTTCCATCCA TTCGGCCAGCTTAACAACTC 277

Ad09A1465 Aradu.A09 1465 p2 (TC)6 12 3368883 3368894 AAGTGATTCCTCGTCGCAGT TTCTCTGATTGGTTTTGGGC 253

Ad09A1466 Aradu.A09 1466 c (CTT)5ttcatcatcatcaccatcttcttcttcttttcttattcatctttttctttttgttttacattatcaagtttcttcttattttactctctcaccaata(CCT)5127 3370374 3370500 GAATTTTCGGTGTATATGTGCTGA AAAGGAGGAAGAAGAGGAGGAA 224

Ad09A1467 Aradu.A09 1467 p2 (AT)6 12 3372209 3372220 CACCGAATCACAAACCAAAA GGGAAACACCATGAGCAGTT 269

Ad09A1472 Aradu.A09 1472 c* (TATT)6(TTA)11*52 3396008 3396059 TGGTTGATACTGGATTGGCA GGGCTCAACATGTAACTGCTT 267

Ad09A1477 Aradu.A09 1477 p3 (TCT)5 15 3408358 3408372 TCTCCGTATGAAAAACCGTTC TGGTGTTTTTGATGATGACGA 117

Ad09A1480 Aradu.A09 1480 p3 (CTT)7 21 3417671 3417691 TCGTCTTCTCTGCACCACAC CCGTGAAGAGAGAGGCTTTG 133

Ad09A1481 Aradu.A09 1481 p2 (TG)6 12 3418157 3418168 CTTATCGGGCAACACGAGAT TCGCTTCCAAAACCAAAAAC 260

Ad09A1482 Aradu.A09 1482 c (CTG)5ttgctgttgctgttgt(TGC)649 3423560 3423608 ATACCGATTGCTTGCCTCAC AGCGGCAATTGATACAGAGG 205

Ad09A1483 Aradu.A09 1483 p3 (TGC)8 24 3426789 3426812 TGTTGTTGCAGGTTCGAGAG TATTCATCCGCAGCAGACAC 225

Ad09A1484 Aradu.A09 1484 p3 (TGC)5 15 3427050 3427064 GCATTGTTTGCATCATGGAC ACCAACAGCAACAGCAACAG 150

Ad09A1486 Aradu.A09 1486 p2 (AT)11 22 3432327 3432348 TAGTTGCGGCATTCATGGTA CAATGTACGGGAAATGCAAA 253

Ad09A1489 Aradu.A09 1489 c (GA)11acctggagaa(GCG)547 3447545 3447591 TCATAGGAATAATCGACAAACCG CCAACCTTCAGTGACCGATT 177

Ad09A1492 Aradu.A09 1492 p3 (ATC)5 15 3457981 3457995 CGGCACAGTGCATTGAATAA GGTCCTTTAGTTGAGGCATGG 280

Ad09A1493 Aradu.A09 1493 p3 (ATA)9 27 3458726 3458752 CCATGCGTATTTTGTTCCAA TCTACCATGCTCACAATTTTTAAT 210

Ad09A1496 Aradu.A09 1496 p2 (AT)6 12 3461178 3461189 GGATCATTGCGTAAAATGGG CCCACATTGTTTTCGCTTTT 243

Ad09A1499 Aradu.A09 1499 c (A)11taattgaattaatttttaaaatgatttattggaggagaaaaagacgatgataat(A)1075 3463967 3464041 TTGCCAAGTTTGTACGACCA TCCCTTTTCTCATCCTTCCTT 175

Ad09A1500 Aradu.A09 1500 p4 (AATT)6 24 3464900 3464923 ATAGTACGCCCCAAGAAGCC TCGAACACTTGGTTGTTTCG 177

Ad09A1502 Aradu.A09 1502 p2 (TA)12 24 3465365 3465388 TTTTGTAAATGAAGAAGAGGCAAA TGGTTGAGAAAGATCGAAAGAA 274

Ad09A1504 Aradu.A09 1504 p2 (TA)8 16 3472421 3472436 TTCTTCAAATGTTCCCCTGG CAAAAACAAATACAACCTTAAATAACA 263

Ad09A1505 Aradu.A09 1505 p2 (AT)8 16 3474554 3474569 AAGGGCGTGTGAGTGAAATC TGCCAGGGGATAAGTTTGAG 189

Ad09A1506 Aradu.A09 1506 p3 (AGA)5 15 3479461 3479475 CCACCCCTTGTAGCAACACT AGAGCTCCGGACGATTAACA 238

Ad09A1508 Aradu.A09 1508 p2 (TA)8 16 3483321 3483336 TGGAGAGTTGAAACACGGAA TTGGCGGGCTGTTTAGTAAT 167

Ad09A1514 Aradu.A09 1514 c (T)10atattttctcagcacattattttat(A)1045 3495715 3495759 CCCAACTAATATCTGGGGCA AAATTAAAAGGTGAAGGTTTCAAGA 256

Ad09A1515 Aradu.A09 1515 c (ATT)15atattttgtgtgtgcatgtgagtgtgaattgaatatacttttgtgtctacatattcaacacccaaaaaatgtggaagaatgcatta(T)10141 3496158 3496298 CAATGGGTTGGTGACCGTAT TTCTCTGTTGGTAAATGATTATCTCA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A1517 Aradu.A09 1517 p3 (TAT)19 57 3497175 3497231 CCACGTCCAAACATTAAACG AAGATTAGTCCATTCCATTAACATGA 169

Ad09A1520 Aradu.A09 1520 c (ATT)18tatgtaaactaatttataatatattatttttttaacattaatttaattctatttaattttccattttg(TTAT)7150 3500584 3500733 TCAGCTAGGTGCCAAGGAGT TTCCATTGCAGTTGCCTAAA 225

Ad09A1522 Aradu.A09 1522 p2 (TA)9 18 3507017 3507034 GCTTTTCGCTGTCTTCTTCG TTTCTGGAGTGCTGGCTACA 194

Ad09A1524 Aradu.A09 1524 p2 (TA)7 14 3507379 3507392 GCAACCTACCCTTGTCTGCT TTTTGGTTCTGCATTTTTGTG 218

Ad09A1528 Aradu.A09 1528 p2 (AT)7 14 3514466 3514479 TGAACCGGTCGATTCAATTC TGTTCCAAACAAACCAACCA 177

Ad09A1532 Aradu.A09 1532 c (T)11gaagttaaacaag(T)1034 3520662 3520695 AACATAAGCACCTCTTCAGCAA TTTGGGCGAGAAAAATATGC 270

Ad09A1535 Aradu.A09 1535 p2 (TA)10 20 3521677 3521696 TTCCTTCAAAAGTGGGGTTAGA TCGGAAAATGTGATGCATGT 200

Ad09A1540 Aradu.A09 1540 p3 (ATG)7 21 3527760 3527780 ATTGTTGCTGAGGTGGCTTC GCGCCTCTCAGTCCTGTATC 138

Ad09A1543 Aradu.A09 1543 c (T)12agataattacatctccacccaatttcaaacaaagtgggcatagttccaaaaaacagtaacaaaaacagagcaataactat(A)10102 3534486 3534587 TGGATTTATGGGATCCATCG TCTTTTGCTCCCTGTTTGCT 233

Ad09A1545 Aradu.A09 1545 p3 (TTA)5 15 3540484 3540498 AATAACAATGGAATTGCGGC TGAGTAATAAAGACTGCTTCTTTCAA 251

Ad09A1546 Aradu.A09 1546 p2 (TA)6 12 3541658 3541669 GGGGTGACATGAAAAGAAAA GCCACAGACACTCAATTCAAG 280

Ad09A1554 Aradu.A09 1554 p2 (TA)9 18 3556585 3556602 CTCAAAAACAGATTTCTTTCTTACAA TTGTGTTTGGGATTAGATAGAGGA 211

Ad09A1555 Aradu.A09 1555 p3 (TTC)6 18 3556874 3556891 ACACTCCGACGAACAAAACC TTCCGAAACATAAAGCTCGC 240

Ad09A1558 Aradu.A09 1558 p3 (GAA)5 15 3572418 3572432 CCAAGTTTGAAGGAAAATCATTG GGTGGGTGTTTTCTGAAGGA 278

Ad09A1561 Aradu.A09 1561 p3 (GTC)5 15 3579097 3579111 CATCTCCTTCGTCTCCTTCG GGCGTACGACTAAGTCCGAG 256

Ad09A1566 Aradu.A09 1566 p3 (ATC)5 15 3598370 3598384 TGTGCATTTTGAGCTGGAAG TTTCATTGTCTTTTACTGCCCA 164

Ad09A1567 Aradu.A09 1567 p2 (TA)7 14 3599019 3599032 TTGAAATTCACGATTAAAATGACT CTCCCGTTTTAAGAGATGCG 100

Ad09A1570 Aradu.A09 1570 c (T)10gggttgagttaaaaagtttagttaaatctgtcaattgtcctaatcatcttatcatcatgattattgcgtatttcatgactcttagacccacag(A)11114 3602661 3602774 GAAAGAAAGCTCAAATATTGACAAA TATTTGGAGCCGAACCAATC 270

Ad09A1572 Aradu.A09 1572 p2 (TA)10 20 3605530 3605549 AACTGAAAGACGTTAGACTTCACG TCTCTTCTCTCTCTCTCTCATTCAA 275

Ad09A1573 Aradu.A09 1573 p2 (GA)7 14 3605738 3605751 AAACAGACTATTTTGATCTTTTCATCT GATGTCCCATGGCAGTAACC 213

Ad09A1575 Aradu.A09 1575 p3 (TCT)5 15 3609557 3609571 GTAGCCTGGTCCTGGTGGTA GGAGAAGAAGCAGCCACAAC 226

Ad09A1581 Aradu.A09 1581 p2 (AT)6 12 3633617 3633628 CACGCATCACCATACTCGTC ACGGAGCTCAATTTGAAGGA 252

Ad09A1587 Aradu.A09 1587 p2 (GA)10 20 3655980 3655999 GGGAATTGGAAGCAGTGAGA TATCACGTGGATGGCATGAG 194

Ad09A1588 Aradu.A09 1588 p2 (TA)6 12 3658199 3658210 TTTCCACAACCACCTTGACC CGTATGGCATAATACATATGTCAAAAA 260

Ad09A1591 Aradu.A09 1591 c (AAG)11aacgtgcagc(AAG)5gagaaagagaaggcaagaaacgaaagaaaagaagaagaggaagag(GAA)5118 3675177 3675294 GAGGAAGAAGAACGTGCAGC ACGCGATGCAAAGTTTACG 272

Ad09A1593 Aradu.A09 1593 p3 (ATC)5 15 3679844 3679858 TTCAGGTTTTGCAGCATCAG AAACAACTTTCTCGCTGACCA 129

Ad09A1599 Aradu.A09 1599 p3 (ATT)5 15 3688858 3688872 CGTGCAGTGTGCCCATATAA TTCAACAAAATTAGGAAGGCAA 276

Ad09A1604 Aradu.A09 1604 p3 (TTA)6 18 3695814 3695831 TTTGCAAATTAAAACCCATTAAA CAAATGAGGAGGACGGAAAA 266

Ad09A1609 Aradu.A09 1609 c (T)10aaaaaaaatctaatctcatgaaaaataaaaaaacactaatttcacaactagaaataataatagt(A)1488 3703814 3703901 CAATTGTATTTTTATACGGGTGTCA ATGCTGATCATGGATTTGGG 209

Ad09A1610 Aradu.A09 1610 c (T)12gggagaaggcctatttcctaaatgaagatttttaattcacaaactttttttttaaagattgtgtgattaatatatatttgtgaagtt(A)10109 3704542 3704650 TGGGTAGCATGAAAATGAAAGA CAAATCATTTCATCATTACCACTTC 267

Ad09A1611 Aradu.A09 1611 p2 (AT)12 24 3705002 3705025 TGAAATTCAAACTCTCAAACCTTG ATGCATGCGTGGATCATGTA 210

Ad09A1615 Aradu.A09 1615 c (A)10ttcagtggttggaattccaaaaactattgacaatgatatcccggtaaccatgcttgaaatgtatgaggtcaaaatga(T)13100 3718257 3718356 TTGTGAGTGTGTTGTATGTGGG CCATTGACAGGGCCAACTAT 264

Ad09A1616 Aradu.A09 1616 p3 (CAT)6 18 3719243 3719260 AGATTCCTGCAACCCACAAG ATCGGTGAAATTGGACTTGG 268

Ad09A1622 Aradu.A09 1622 c (A)10tctaatattttcagttgg(A)1038 3732041 3732078 CCTTGCCTCCACAAAACCTA GTCCCCTGCAAAATCTGGTA 268
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Ad09A1631 Aradu.A09 1631 p2 (TA)7 14 3753520 3753533 AAAGCTAAATCTAATTTAAGGCGCT TAATGGCGGATGTGTCTCAA 235

Ad09A1634 Aradu.A09 1634 p3 (TAA)9 27 3756208 3756234 TGAGTTTGGCATCAACAATTT GTAACCACAAACCCAATGGC 267

Ad09A1635 Aradu.A09 1635 p3 (TGT)5 15 3756431 3756445 TTCCAACATCCACCACTGAA TGTTTGCAAGTGGGTATGGA 108

Ad09A1637 Aradu.A09 1637 c (AT)10tagatttttttgtttataaaataaaataattaattatttttttagaaaagattttttaactttattttcaagaatacga(T)10109 3758471 3758579 AGTCGGACATGAGATTAAGGC AAATAGAGTTCGCCGGGAGT 253

Ad09A1642 Aradu.A09 1642 p3 (ATT)5 15 3785325 3785339 TGCTTCCATTTTGCTTCATTT TTTGAGATCTCTGTGACCATCTTC 129

Ad09A1643 Aradu.A09 1643 c (AAT)5aaa(TAT)1357 3802583 3802639 TCACGCAATGGTGGTAAAAA GGTTCTGCCAATGTGTTCAA 270

Ad09A1646 Aradu.A09 1646 p2 (TA)9 18 3811690 3811707 ATCTTGGCATGCTTCCACTC TGGTATTCAACCGGATCCAA 216

Ad09A1647 Aradu.A09 1647 c (ATT)5g(TTA)9 43 3812162 3812204 CTGCTTTAATACGCCATCCA CCATGTCATCAAAGATTAAACCA 274

Ad09A1649 Aradu.A09 1649 p2 (TA)8 16 3833569 3833584 TCATCCCAATATTTTTGGTTCAT CACTTTTGAGGGCTACAGCA 225

Ad09A1651 Aradu.A09 1651 p2 (CA)6 12 3838381 3838392 CCAACAGAAGAACCTGCACA CCCCTCAGCCTTTCTCTCTT 191

Ad09A1652 Aradu.A09 1652 p3 (GTT)6 18 3838595 3838612 TGAGGTTGTTGCTGCGATAG AAAAAGTGTGGCTGAATGGG 190

Ad09A1653 Aradu.A09 1653 p2 (AC)7 14 3840701 3840714 TCTCGTCTCTGGATGCCATT GGAACTGCAGCAACATGAAA 279

Ad09A1654 Aradu.A09 1654 p2 (AT)6 12 3844793 3844804 TCAGCGTTAGAATTTTTCGAG TCTTGATCACATAATGCAAGTCTTC 248

Ad09A1656 Aradu.A09 1656 c (A)12tttttcctccctcactgaaaaaaacaaaattgacccaaaaaacacatgttgataaaaataaaaaggaattacc(A)1095 3846430 3846524 CGGCCTAACGAAAGAATATAAAAA CGGTGAATGAAAACTGACAAGA 280

Ad09A1659 Aradu.A09 1659 p2 (AT)6 12 3852685 3852696 TCCTCAACAGTAGTAGCAATTAGTCA CCCACACTTTTGTATGAGAGCA 277

Ad09A1661 Aradu.A09 1661 p3 (ATA)5 15 3860410 3860424 CATAGGCATCTCAGAAGGGC CATCGGACGTTTAACCAACA 242

Ad09A1663 Aradu.A09 1663 p5 (AAATA)5 25 3866349 3866373 TTTCAACGTTGCTCTTGCTG CACTGATTTGTTTTGCAGCATT 237

Ad09A1665 Aradu.A09 1665 p3 (TTA)11 33 3867119 3867151 AACCAACCGGGAATATGTCA GAACTTCCACAATGGGCTGT 261

Ad09A1666 Aradu.A09 1666 p3 (ATA)18 54 3867811 3867864 TCCACTCCTTCTTGCCTCAT TGTCTTCTTGAGGCCTGACC 174

Ad09A1669 Aradu.A09 1669 p2 (AT)9 18 3871613 3871630 GGAAAATAACTTTTAATTAGTTGCTGA AAATCGTAAATAACTGTAATGCAAGAA 279

Ad09A1670 Aradu.A09 1670 p3 (ATC)5 15 3872720 3872734 GCATCATCAATCTATTTGTCGAG TCAGCTGCATAGGCATCAAG 243

Ad09A1671 Aradu.A09 1671 p3 (TAT)6 18 3873366 3873383 TGCGATTCTTGGCACTATGT ACACGCAAACGGGATAAAAC 178

Ad09A1673 Aradu.A09 1673 p3 (ATA)8 24 3881743 3881766 GCTTTCAAATTTCCAGCACA GGAAGATCGCAGGAGTACAAA 235

Ad09A1674 Aradu.A09 1674 p2 (CT)7 14 3882947 3882960 AATATTCTCCGCAGCTTCCA GAGCGTGAGAAGGGAACTTG 186

Ad09A1676 Aradu.A09 1676 p2 (TA)10 20 3893780 3893799 GTGTGTTTTCGAAGGCATGA TAGGACCGGGAACAAAACAA 149

Ad09A1679 Aradu.A09 1679 p3 (AAT)7 21 3928428 3928448 GCAGCTCTTTTGTTGGCTTT CCAACATGGTAAGCTTGGAGA 232

Ad09A1685 Aradu.A09 1685 p3 (TTC)5 15 3984265 3984279 GCTCGCGTTATAGGCTTCAC CTTCCTTGGGCTGCAAATTA 171

Ad09A1686 Aradu.A09 1686 p3 (GAA)5 15 3990521 3990535 TGACGGAGCTTATCACGTTG AACGTATCGCGTTTTCGTTC 164

Ad09A1691 Aradu.A09 1691 p2 (CT)6 12 4017153 4017164 TGCGAACAAATCAGTTCAATTT ATTAACCAACCACAACGGGA 195

Ad09A1692 Aradu.A09 1692 p2 (AT)6 12 4018201 4018212 TCATAATGCGTAAAGGACAACAA ATAGCGCTTTCGTAGCATCG 147

Ad09A1698 Aradu.A09 1698 c (TTC)5g(T)10 26 4025861 4025886 CAGCGATTCAGCGAATGTAA GATTTCAGAAACCATGAAAATCG 276

Ad09A1699 Aradu.A09 1699 p2 (AT)14 28 4038256 4038283 ATTCGTCCTATTTCGCACCA GATGTCAAATGTGCAGCAGG 221

Ad09A1702 Aradu.A09 1702 p4 (TTAT)6 24 4041059 4041082 TCAAAGTTGCATGCCTTTCA GTGTCGAATCTGATGGTCCC 162

Ad09A1706 Aradu.A09 1706 p2 (TA)6 12 4064028 4064039 AGCCGGATCTTGAGTCTTGA GCAACACACCGATCGATAAC 107
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Ad09A1707 Aradu.A09 1707 p2 (TG)7 14 4064325 4064338 TTCCTGTAGAGCCTGAGGGA CGACCTCTCGCACTACCTCT 276

Ad09A1711 Aradu.A09 1711 p2 (AG)13 26 4096413 4096438 CCAGAGGAGTGGGAGAGAGA CTGACAGAGGTGCGAAACAA 278

Ad09A1713 Aradu.A09 1713 p2 (GT)10 20 4099945 4099964 TCCAGCATGAGCTAAGTGTCA CCTTCTAGGGTATTCCAGGACC 156

Ad09A1714 Aradu.A09 1714 p2 (GA)24 48 4106783 4106830 AGAGGGGAAAAGAAAGGCAG ATTTTCAAAGGGCAAGGGTT 201

Ad09A1716 Aradu.A09 1716 c (TG)17cgcgcgtgtgtgt(GA)1781 4114902 4114982 TAACCACCTAAGCACAGGGC CACGTTACCCCAACCAGAGT 230

Ad09A1717 Aradu.A09 1717 p2 (CA)9 18 4116237 4116254 TCTATGTCTGGGCGACACTG TTGGGTTCAAAGTCTTTCGG 166

Ad09A1718 Aradu.A09 1718 p2 (AT)8 16 4122472 4122487 CTCGGCTCAACGAAAGTCAT CTGAACTCGTGAGCTGGTGA 279

Ad09A1719 Aradu.A09 1719 c (T)10aatttggtccttatactttttttcttttatttgggtccctgcaccaa(T)1067 4133433 4133499 TGGTCCCTATACTTTCGCAGA GGTCCCTGCACCAATTTTT 216

Ad09A1722 Aradu.A09 1722 p2 (TA)9 18 4141434 4141451 AAGGGAAATAGCATTCACGC CCCATTAAACCCTAAAGCCC 254

Ad09A1724 Aradu.A09 1724 p3 (AAT)21 63 4155902 4155964 CACATTAAAAGGATTGAGAAGCA CAAATTCCTTTATATATTCCATTTCCA 277

Ad09A1731 Aradu.A09 1731 p4 (GAAA)5 20 4187370 4187389 GCACAGGACATCACACGAAC TATATCCGATCCGATCCGTG 261

Ad09A1736 Aradu.A09 1736 p3 (AAT)14 42 4202730 4202771 ACGTTCCATGGGTCTTGTTT ACCGAGAACTCTTTTTCGCA 252

Ad09A1739 Aradu.A09 1739 p2 (AT)8 16 4212359 4212374 GAATCTTCCTCCCTTCCACC TTGTGACTGCATCCACTGGT 237

Ad09A1741 Aradu.A09 1741 c (A)10ttcttaggcttttttagtttattttttaatacataacagaatttgagtagagaatctg(A)1078 4228134 4228211 AAAAAGAGCTGGTTGCTCTACA TCATTTCGTCTGTCTGGAAAAA 256

Ad09A1744 Aradu.A09 1744 p3 (TGA)5 15 4229981 4229995 TGGAGAAAGACTATTGCTGAAAA CCACTAATATCTTCTTCATCCTTATCG 240

Ad09A1746 Aradu.A09 1746 p3 (TCA)7 21 4233215 4233235 GGGTTGTATCCACACCCTCA CCATGCTTTGGTGTTGTGTC 275

Ad09A1749 Aradu.A09 1749 p3 (ATA)5 15 4240461 4240475 ATTTTGGATCAGACAACGGC CAACACCACATCCTCCTCCT 210

Ad09A1750 Aradu.A09 1750 p2 (AT)6 12 4241954 4241965 GCAAAAAGTGTCGCATTTCA GATGTTTGTGACTGCATCCG 241

Ad09A1755 Aradu.A09 1755 p2 (TG)9 18 4262743 4262760 CCTCTGCTCTCATCCCTTTG GGGATCCGAGAGAGAGGAAG 233

Ad09A1756 Aradu.A09 1756 p2 (GT)14 28 4262975 4263002 CGCTCTCTTCCTCTCTCTCG TACCCTCACCTTTCCCCTTC 137

Ad09A1758 Aradu.A09 1758 p3 (AAT)20 60 4286248 4286307 TAGAAGCTCGCCTAGGGAAA ACAGCGGTCTTCAGCTACAA 228

Ad09A1760 Aradu.A09 1760 p2 (AT)6 12 4290614 4290625 TGACGGTATTCTGCTGCTGT CATGGATCTCCTTGCCAGTT 197

Ad09A1763 Aradu.A09 1763 c (A)10ggggggaagaagagctgaaaggtcttttataagagatataaaaaacggaacctttatttctctgcgaacgcgcacggattt(A)11102 4297860 4297961 GACGGCAAAAGCAAAAATTC ATGGTGCTTTTAATGGTGGG 261

Ad09A1769 Aradu.A09 1769 c (T)11caaagtcatgtgtagtg(T)1139 4341037 4341075 GCCTTTCATGATTGTTGGCT ACACGACAACTTTGCAACCA 269

Ad09A1782 Aradu.A09 1782 p2 (TA)12 24 4405022 4405045 AAAAACTCAATTCCAAAAGGTTACA AGCTTGGTTTTGGTGGAAAA 271

Ad09A1785 Aradu.A09 1785 p2 (AT)6 12 4410116 4410127 TGGTAAGAAACTTGGGAAAACC TTCAATGAGGCAAGTTGAAAAA 208

Ad09A1789 Aradu.A09 1789 c (GT)6c(TA)13 39 4417637 4417675 TTTTTGGCAAATTAATAGGTTGA TTTTAATTGATGCTGAATTGTGG 103

Ad09A1790 Aradu.A09 1790 p2 (AT)7 14 4419353 4419366 GGGTGGCTTGAGTTCAACAT TTTGTGTTTCAATTTCTACACATTATT 279

Ad09A1791 Aradu.A09 1791 c (T)10cggtttta(T)11 29 4419956 4419984 ATTGCCATGCTCAAGGGTAG TTTATTGTGGATTGAAGTTTCATTTA 276

Ad09A1792 Aradu.A09 1792 p3 (ATT)5 15 4421135 4421149 TTGGATATATCGACCAAGATGTTA CAACAATAATAATACTAACAACACCCA 280

Ad09A1794 Aradu.A09 1794 p3 (AAT)5 15 4429339 4429353 TTTTTCACCACCAATGATGC CATCACCTTTCCTTTTCTTGC 269

Ad09A1795 Aradu.A09 1795 p3 (ATC)5 15 4429619 4429633 CACCAACATTTTTGGCATCA CGCATGACACCTATGCATTC 224

Ad09A1800 Aradu.A09 1800 p2 (CT)6 12 4440861 4440872 CCCTCTTCCCTCATCCTTTC ACGGCAGACACACAATGAAG 211

Ad09A1801 Aradu.A09 1801 p3 (GAG)5 15 4443111 4443125 GGAGAGAACATTCGGGATCA AGTGCCCTCAAATCCACAAG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A1804 Aradu.A09 1804 p4 (TTAT)5 20 4446238 4446257 GCAATGTCATGGCCCTAAGT ATTGATGCTCCCGAAAACAG 272

Ad09A1807 Aradu.A09 1807 p6 (TTTTGA)6 36 4447831 4447866 CCATTCAAAACATGCAACCA TCCAAAGCTCTACCACAACAAA 199

Ad09A1809 Aradu.A09 1809 p3 (TAT)11 33 4454449 4454481 TCAAATTGGCCACAGATCAA ATGCTGTCCTGCTTTTGGAC 244

Ad09A1813 Aradu.A09 1813 c (TC)8aa(AC)8 34 4460819 4460852 TTGATAGCTCCGTCGATTCC GAATTGCGCCAGATTTCAGT 145

Ad09A1815 Aradu.A09 1815 p2 (TA)6 12 4489001 4489012 TAGATGCCACGTGTCCTACG CATGGCATCGTTATTCTCCA 204

Ad09A1817 Aradu.A09 1817 p3 (CAT)5 15 4497130 4497144 AAAAAGAAGCCCTGATGCAA GGCCTTCGCTTGAACTAGAG 111

Ad09A1820 Aradu.A09 1820 p3 (AAC)5 15 4505121 4505135 AACCCATCTCGTACAACCCA TTTCTTATGACTAAGGAGGATGAAAA 254

Ad09A1821 Aradu.A09 1821 p2 (TA)6 12 4505339 4505350 AAGTCAAGAATATTTTCATCCTCCTT TTTGTTATTTTGAGTAGCTGAGAGC 115

Ad09A1826 Aradu.A09 1826 p3 (AAT)7 21 4517191 4517211 TGAACCCAACCACATGAAAA AAAATCGTTGCTGAAAAATCA 210

Ad09A1827 Aradu.A09 1827 c (T)10actgcacaaaaaaataagaaaagagaaaaaatgttgtgttttttatgtttgtttcaccatttc(T)1083 4518152 4518234 CATGTGTGTTCTAAGACCAATAAAA TTGTGCAAACATAAATAAAAGCA 275

Ad09A1830 Aradu.A09 1830 p2 (GA)6 12 4521850 4521861 TGAATGGTCAGGGAGAGAATG TGGACCTTGTTGGTGTTTGA 125

Ad09A1831 Aradu.A09 1831 p3 (TAA)6 18 4528241 4528258 TAATCCTCCTCTTTGGGTCG TTGGATGCGAAGCAATGATA 216

Ad09A1832 Aradu.A09 1832 p2 (TA)6 12 4528657 4528668 GTATGTGCATGGTCGAATGG TCATTTATTGATGACTTTGGCTTT 217

Ad09A1837 Aradu.A09 1837 p3 (AAC)5 15 4537973 4537987 AAAAGGGAGGGAGTGAGGAA TTGCCAGTCAAACCATTCAA 155

Ad09A1838 Aradu.A09 1838 p2 (AG)12 24 4540123 4540146 AAGACATGGAGGATGATGGC CAACGCAAATCCAAACACAC 251

Ad09A1839 Aradu.A09 1839 p2 (TA)6 12 4541332 4541343 CCTTTTGTAGCCAATCACTTTTC GTGAATCAAATTTTAAACCGATCT 138

Ad09A1840 Aradu.A09 1840 p4 (TGAT)8 32 4544312 4544343 CAGGCTTGGTTGTTGACAGA TGCTTGTTTGGTAACTGCAAA 280

Ad09A1847 Aradu.A09 1847 p3 (TTC)6 18 4561314 4561331 CTGGACAGTTTTCCGGTGAT CTAGTGCTTCCACCACCCAT 265

Ad09A1848 Aradu.A09 1848 p3 (CAG)5 15 4562768 4562782 CATCAGAAGCAGTTGGCTGA TTGGGTCCCTTTACTTGCAG 262

Ad09A1850 Aradu.A09 1850 c (GAA)6aagaagaagacagagggtagaagtggagaagacaggtgaagagatagtgtgtttttgatgaaacgcgttttata(T)10102 4567770 4567871 GGAACCCTAACGTAGTGGCA TCACCGACGATCTGATGTGT 243

Ad09A1852 Aradu.A09 1852 p3 (TAA)7 21 4571659 4571679 TGAAAATGGATGAAGAATGGC AAAAGCAAAAAGCCCCAAAT 113

Ad09A1859 Aradu.A09 1859 p2 (AT)6 12 4580255 4580266 TGAGTGAAAACCTCATGGACC AACTTTAGTTTTACAGAATTCCATGTT 216

Ad09A1860 Aradu.A09 1860 p3 (AAT)10 30 4586477 4586506 ACGAAGAATGAAAAGTGCCG TCTAGTGAGAACTCAAAGGTACGTG 273

Ad09A1862 Aradu.A09 1862 c (TA)8(T)11 27 4588408 4588434 CATTTCCATGCACAGATTCA TCATGTCCTACATTTAGTTCTTTGC 227

Ad09A1866 Aradu.A09 1866 p2 (AT)9 18 4591808 4591825 TGAAAACCTCATGGACCAAA AACTTTAGTTTTACAGAATTCCATGTT 223

Ad09A1867 Aradu.A09 1867 p5 (TTTAT)5 25 4592829 4592853 AACTGTGTGTCTAAAATGTGTTCG CTCATCAGAACGACTGCCAC 246

Ad09A1868 Aradu.A09 1868 p2 (AT)6 12 4598112 4598123 CGTGAATGCCTCTGGTTTTT AAGCTCAGCATGCTCCAAAT 269

Ad09A1871 Aradu.A09 1871 c (GT)6attgggggtgggtaaccgggggaggactcgcatgggttgaggggattttgg(T)1174 4605248 4605321 TGTGTTTATCGAAGGAGGGG AACTGACGTGGAAAACGGTC 237

Ad09A1872 Aradu.A09 1872 p2 (TA)7 14 4607802 4607815 TCAAAGTATGAAACCTAGAAGAATGAA ATCCGCAGCTATCTTGGCTA 270

Ad09A1873 Aradu.A09 1873 p3 (TTG)5 15 4610021 4610035 GCTGCTGGATTGCAGGTTAC CATCAGCCTTCACCACCTTT 212

Ad09A1874 Aradu.A09 1874 p3 (TAG)5 15 4611445 4611459 AGCTGAAATCACCCAACCTG GTGATGGCTTCAGTGGCTTT 210

Ad09A1875 Aradu.A09 1875 p2 (CT)15 30 4616624 4616653 CAAGATGGAAGGCTCAGATTG TCCTTGTCTCAACCTTTGGC 137

Ad09A1877 Aradu.A09 1877 p3 (TGT)5 15 4620472 4620486 GAAGGAGAGGATGTGGCAGA TTCTACTTCCATGGCGGAAC 136

Ad09A1885 Aradu.A09 1885 p3 (TAT)6 18 4654668 4654685 CATTTTGCATGCAGCTCAAC AAACAACAACAGTAGCAACAGCA 158



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A1887 Aradu.A09 1887 p2 (TA)6 12 4657970 4657981 CCAAATTTATGTTCTAATCGGTTG CACATGGTGGTTAATATATCCCATT 273

Ad09A1890 Aradu.A09 1890 p2 (TG)7 14 4663618 4663631 AATTGATTGCCAGCATGTGT GTCAATGGGTCCATGTAGGG 272

Ad09A1897 Aradu.A09 1897 p2 (AG)6 12 4693772 4693783 AACCGAGGGGAGAGAGAGAG GGAAGAATGGTAACCCAGCA 219

Ad09A1898 Aradu.A09 1898 c* (A)10(AT)8* 25 4696552 4696576 TTATCATGAAATGTTTGTAAAATGACT GAATTTTGATACATTAGAGACAAAAGG 116

Ad09A1906 Aradu.A09 1906 c (A)10ggcagg(A)1026 4742308 4742333 ACAAACAGATCAAAGCAGCG ACCCAGTTTGAAATCCACCA 276

Ad09A1907 Aradu.A09 1907 p5 (TTATC)5 25 4744984 4745008 GAAATTCCAAACGTGTGCCT AAAGCGAGAGGGGTGAGAAT 264

Ad09A1909 Aradu.A09 1909 p2 (TA)9 18 4764563 4764580 GTCACCGGTGCTTCTGATTT CCACGTATGCATGTACGACC 202

Ad09A1911 Aradu.A09 1911 p2 (CT)6 12 4766437 4766448 CAAACCCTCTCCCCCTACAT GTACTTGAATCTGGAGCGGC 208

Ad09A1913 Aradu.A09 1913 p3 (ACG)5 15 4775155 4775169 TCACCTACACCACCACCTCA CAACAACGAAGTAGACGAATAATGA 106

Ad09A1925 Aradu.A09 1925 p3 (GAA)7 21 4797366 4797386 ATGTTGAGCAACTTGCAGGA TATCACGCTCTTGGTGCTTG 115

Ad09A1926 Aradu.A09 1926 c (A)11taattgaccaacaatact(A)1039 4799958 4799996 TCTGAGAGCTGTTGGATGAAAA TGCACAACAATACAGGTGCC 234

Ad09A1929 Aradu.A09 1929 c (GAA)5ag(AGA)6 35 4829722 4829756 GCTCTCCATCGATGAGCAAT CTTACCCCTACCCCCAAAAA 271

Ad09A1931 Aradu.A09 1931 c (CAC)5tatacctccatcatcatcttcttcacatgcagcagcac(CAA)774 4840154 4840227 CACCACCTCCTTCACCAAAT GTCGACGCTGTTCAATGAGA 239

Ad09A1933 Aradu.A09 1933 p2 (AT)6 12 4847302 4847313 CATCTTCTTAAAGCATATAGGGAAAA GATCGGTTTGACCGGATCT 246

Ad09A1935 Aradu.A09 1935 p2 (TA)9 18 4850854 4850871 GCATTCTGATGCCCTCCTAA TCATGAAGGATGTGCTCTGC 280

Ad09A1937 Aradu.A09 1937 p2 (TA)12 24 4858704 4858727 ACTCTGTTATGAGTTTATGACATTTGA CAACTTTTGAACCCACAGTGA 279

Ad09A1940 Aradu.A09 1940 p3 (GTT)5 15 4867109 4867123 TTTGAACTCTCCGTCTTACGAA GGACAGAGAAGTATTGCCGC 240

Ad09A1945 Aradu.A09 1945 p2 (TC)9 18 4870968 4870985 CCTTATTCTATGGACATTCACACTG TGCTTCAACTGAAAGATGGTG 128

Ad09A1950 Aradu.A09 1950 p3 (TAT)13 39 4883752 4883790 GTCGTTATTGGTGAGAGGGC TGAAAAATGATTAAAAGTCTGAACTTA 250

Ad09A1954 Aradu.A09 1954 p4 (TATT)5 20 4889651 4889670 ATCCAAAACATTGAACCCCA AATCTGCATAATTCGGGGTG 167

Ad09A1956 Aradu.A09 1956 p4 (CTTT)6 24 4903613 4903636 TTTTTCTCTCACGCCGAAAC CTCACTTCCTGTTGGTGGGT 174

Ad09A1957 Aradu.A09 1957 p2 (TA)6 12 4903835 4903846 CCAAAGTTTGACCTTGGATAAGTT GTTTGGCTCATCGAAAGCTC 279

Ad09A1958 Aradu.A09 1958 p3 (TAT)7 21 4904522 4904542 CTCGCTCATTCTCCATTTCC CCCTGTTTCTTGCTCAAAGC 274

Ad09A1960 Aradu.A09 1960 p3 (ATT)13 39 4913704 4913742 TGGAGTAGTCCGTTGAGCTG TTCAACATTTTAAAGCTCCCC 267

Ad09A1963 Aradu.A09 1963 p2 (TA)6 12 4920519 4920530 GAATTACTCCTGGATGGCGA CACGAATAAAAAGTTGAACAGTGAA 100

Ad09A1965 Aradu.A09 1965 p3 (TGG)7 21 4929119 4929139 CCCTCACTCCATCACTCCAT TCTTCACCTTCCTCACCACC 225

Ad09A1966 Aradu.A09 1966 c (TC)21gctctctctctcccttcctctctctttctctctccctcccttcttcc(TCT)5ctcta(TC)7123 4929408 4929530 CCAGTTAACCAAAACCAAAACC GAGAGGAGGGAGAGAAGGGA 246

Ad09A1969 Aradu.A09 1969 p2 (GA)8 16 4930870 4930885 GGGGAGAGAGAGGGAGAGAA TCCATTGCTTTCGTTCCTTT 278

Ad09A1970 Aradu.A09 1970 p3 (ATA)7 21 4931609 4931629 CAGGTAATTTTGAAGCAATGAGG GCTATTTTCGCAAGAATCCAA 237

Ad09A1975 Aradu.A09 1975 c (T)10acaattgacggggtaaagtatgatcttttgccattaattttataagtgggactaaaaataaatat(GA)789 4939225 4939313 CCAGTGAGCTAGGATGCACA CTTTGGCGAAAAATGGGAAT 228

Ad09A1976 Aradu.A09 1976 p2 (TA)7 14 4944186 4944199 GAACGAAGGCGATTGATGAT GAACCGCTTATTTAACAGTTTCAA 228

Ad09A1985 Aradu.A09 1985 p3 (GTG)5 15 4967297 4967311 TCCAAGTCCATTACTTGACGG TAATTTTTGCTTTATGCGCC 185

Ad09A1986 Aradu.A09 1986 p3 (GTG)5 15 4967520 4967534 TGAGTTGCGAAGGTTGTGAG TTCACCCAATGGAGGTTCTC 178

Ad09A1987 Aradu.A09 1987 p3 (TGG)5 15 4967745 4967759 GAGAACCTCCATTGGGTGAA TCTCTCTCCCGACAACACCT 228
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Ad09A1988 Aradu.A09 1988 p3 (TGG)5 15 4967968 4967982 TGAGTTGCGAAGGTTGTGAG TTCACCCAATGGAGGTTCTC 178

Ad09A1989 Aradu.A09 1989 p3 (GAG)7 21 4984309 4984329 GTGGCCGAGATAAGGTTGAA TTGCAGACATGGCAAAGAAG 183

Ad09A1993 Aradu.A09 1993 p3 (TAA)5 15 5003099 5003113 TGCCTAATGTCAAACAAAAGTATG TTTTGTGTTTAAGGTTGATCTTTTC 188

Ad09A1994 Aradu.A09 1994 p2 (AT)7 14 5004424 5004437 GCAGAATAAGTGATATATGACAGAAAA TGCACATTTGTGCTTAACTTTAGA 191

Ad09A1996 Aradu.A09 1996 p3 (GAT)8 24 5006547 5006570 GGTAATCGGAGAGGTTGCAG GTCCAGAGCAGAGAAGTGGG 203

Ad09A2001 Aradu.A09 2001 p3 (TAT)6 18 5032925 5032942 GCCCCTTGTTCTTTCTTTTG TCATGAACCAAAATGCTCCA 122

Ad09A2003 Aradu.A09 2003 p2 (TA)6 12 5036212 5036223 TTGTTTTGTTTCACTTTCAAATGTT CCGCCGAATTATGTGTTTTC 277

Ad09A2006 Aradu.A09 2006 p3 (GGA)9 27 5047745 5047771 GTGCATCCATTAGCATCACC GATCCAGATGCTTTTTGGGA 259

Ad09A2008 Aradu.A09 2008 p3 (AAT)7 21 5052425 5052445 GGTTGCTTTCTTATGTCTTAACTCC CGGAAAGCGAGGAATTTATG 254

Ad09A2009 Aradu.A09 2009 p6 (CACCAA)7 42 5057038 5057079 TGGACAAAAATACCCTCACCA TTGTTGGTTTTGTTGAATCTGG 240

Ad09A2011 Aradu.A09 2011 p3 (ATA)6 18 5058806 5058823 CACCCAACACAAATTATTCGG TGGCATAGGAAAGAAATCAAGAA 276

Ad09A2013 Aradu.A09 2013 c (T)10aat(A)12 25 5060361 5060385 AAGTCGAACCAAACCACACC TGGTCGTTCAACCGATGTAA 143

Ad09A2017 Aradu.A09 2017 p2 (TA)6 12 5077789 5077800 CCGAAAAACATTTACGCACA TTTACCATGCCGAGAACCTC 256

Ad09A2018 Aradu.A09 2018 p2 (AT)6 12 5090345 5090356 TTCACCCTAAGCCTTAAATGAG ACCGGTAAAGAAGGCGATTT 132

Ad09A2021 Aradu.A09 2021 p3 (TAT)18 54 5099915 5099968 GATCTACATAGGTTCCCACATTGA GTCCCAAAATGTCCCATCTG 119

Ad09A2023 Aradu.A09 2023 p3 (AAT)7 21 5103814 5103834 GCCCTTTATCATTGCTTTCTT CAAAATGCCTGTCTGAAACTCA 182

Ad09A2026 Aradu.A09 2026 p3 (GAT)5 15 5114826 5114840 GCCCTTAAGTCAGGAAGAACC TGTGAAATCAAATTAACACCGA 148

Ad09A2034 Aradu.A09 2034 p3 (TGA)6 18 5156149 5156166 CAAGTCCGGGTCGAATAAGA ACCAGAAAGACCCACAAACG 164

Ad09A2035 Aradu.A09 2035 p4 (TTCT)5 20 5156875 5156894 TGAAGATGTGAAACGGCAAA TTTCTGCTGAAAACGCCATT 145

Ad09A2038 Aradu.A09 2038 p4 (AAAT)7 28 5166618 5166645 GAAGCTTTTCAAATGGACCC GAACCATCCGTCAATTAGAGGT 215

Ad09A2040 Aradu.A09 2040 p2 (TA)6 12 5169060 5169071 CTAAAGCGGTTTGATGACCG GCGGAAGAATGAAACTTATGC 251

Ad09A2041 Aradu.A09 2041 p2 (AT)6 12 5171258 5171269 GCAGAAGAATGAAACTTATGCAG TGTTTTGGTTTCTAAAGTTTGAGG 274

Ad09A2045 Aradu.A09 2045 p2 (TA)7 14 5172728 5172741 GGGTCGGGTTTTGGTTAAAT CCTACTCACATCGAACCCGT 243

Ad09A2049 Aradu.A09 2049 p6 (AAAACA)5 30 5179596 5179625 AGAGAAACCCCCACAGGAAT TGGCTTATCGATTTAGAGGGC 218

Ad09A2051 Aradu.A09 2051 p2 (CA)11 22 5182675 5182696 ACACCTGCGAGAATTTCCAC GGGGTGTTATTCCAATGGTG 272

Ad09A2052 Aradu.A09 2052 c (TC)8aataatagattcttg(T)1041 5182959 5182999 TGGAAGATGCAAAAGCAAAA ACTTCAGGAACCCACGTGAC 226

Ad09A2055 Aradu.A09 2055 p2 (AG)21 42 5199310 5199351 CCGCATTTGCCAACTCTATT TCCGTGCTTTCTCATTAGGG 224

Ad09A2056 Aradu.A09 2056 p2 (AT)8 16 5204641 5204656 GAAATGCAAAAATATTATACGCACA CCACTCTGTGTTTTTCACCCT 230

Ad09A2062 Aradu.A09 2062 p3 (AAC)5 15 5218953 5218967 TTCCACTTCATAGCACCTGAGA TTTATTTGACACCCCATCCC 140

Ad09A2066 Aradu.A09 2066 p2 (TC)9 18 5229981 5229998 GCTGAAATTGAGCCTCTGCT CCGAATGAGAAGCACACAAA 212

Ad09A2076 Aradu.A09 2076 c (A)10gataaaaatgtaaaattttgtgtcttataagttgtgtttcaatatctcaactc(A)1275 5243668 5243742 GGGACATGGAGGTTGAAAGA TGGCACATGTCCACCATTTA 274

Ad09A2085 Aradu.A09 2085 p3 (ATA)8 24 5263112 5263135 AAAACTTTCTTAAAAGATGCCATGA TGCTTGACTTTTAAACACCGAA 225

Ad09A2089 Aradu.A09 2089 p3 (TCA)5 15 5295922 5295936 ATTTGCCATGAGACAAGGCT GTGAAGCTCAAAGGCAAAGG 246

Ad09A2090 Aradu.A09 2090 p3 (TGG)5 15 5302583 5302597 TGTGCATACCCTTTGATGTTC GCACAAGACATCAAAATCAACAA 200
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Ad09A2092 Aradu.A09 2092 p3 (TTA)6 18 5320098 5320115 GAAATTGCTTTCAATATGTGTTGTG CATTTCATATCACATCCGTTTCA 164

Ad09A2099 Aradu.A09 2099 p3 (TCT)7 21 5336396 5336416 CCGAATACACACATCCCTCC GGGCTCTCTTGATGTGCAGT 253

Ad09A2101 Aradu.A09 2101 p3 (ATT)6 18 5345224 5345241 TGATCGGTTTTCTTCCCAAG AGCCCTTTTATCCAGATGGG 269

Ad09A2103 Aradu.A09 2103 p2 (TC)21 42 5346650 5346691 TTTGGAGGGAACTGATGGAG ATGCTGCTCTGGATATTGGG 179

Ad09A2104 Aradu.A09 2104 c (T)10aattgaatccctacacttttttttccttttatttgagtctctgaaccaaa(T)10agttgggtccctatacaattaagccaattactaccaagagggacctaattg(A)10131 5354675 5354805 TTCGCGAAATTTTTAATTAGGTTC TTTTAATTGGGTCCCTGCAC 216

Ad09A2113 Aradu.A09 2113 p2 (AT)7 14 5385791 5385804 CAAAGCATGCCATTTTGTGT CGATAAGCATGCGTGTGTGT 205

Ad09A2114 Aradu.A09 2114 p3 (CTT)5 15 5396529 5396543 CAAAGCACGCTCTCACTCAC ATGCAGCAACAACAACGGTA 171

Ad09A2117 Aradu.A09 2117 c (A)13cacttttgaataacttgaaatgaactcgatccagagcgatgattctctttcttcagaaaacc(TA)789 5400366 5400454 TTCGAAATAGAAAAGAAAACTTTACC TCAAAAGGGAGAGACGAAGG 236

Ad09A2118 Aradu.A09 2118 p2 (AT)9 18 5409624 5409641 CAGCCAAATTTTTACCCCCT CACAAAAGTGAAGGATTGACAAG 280

Ad09A2120 Aradu.A09 2120 c (ATAC)13(AT)12 76 5412658 5412733 TTTTTGAAAACATAAAACCATGC GATGGACGATGAAGTTTGGAA 277

Ad09A2129 Aradu.A09 2129 p2 (TA)7 14 5451341 5451354 TTTTGGTGTGAAGCGAAAATC TGTCTATTGATTGGCTCTATTATTTTT 241

Ad09A2135 Aradu.A09 2135 p2 (TG)16 32 5469375 5469406 GTAAAGGAACGCCGCAAATA CGCTAATCCCCGAAATTCAT 272

Ad09A2136 Aradu.A09 2136 p2 (TC)12 24 5470335 5470358 TTGGCTGATAACACCATCACA CGATTCATCACCATCGATCA 262

Ad09A2138 Aradu.A09 2138 c (AAT)19aaannnnnnnnnnnnnnnnnnnnnn(TAA)6100 5482572 5482671 GAAACACTAACCGACAAATATGAA TTTTCTCTTGACCACTTGACACA 262

Ad09A2145 Aradu.A09 2145 p3 (AAG)5 15 5501931 5501945 CACCCAAAGGACACTTTATGC CACAATTTCACTGCACCGTC 279

Ad09A2156 Aradu.A09 2156 p3 (TAT)10 30 5525128 5525157 CCTGTTGTTGTGTGTTGTTCG TTCAGTTTCGGTCATGAAGC 191

Ad09A2157 Aradu.A09 2157 p3 (ATA)6 18 5527866 5527883 TTCGCAGACTGAGTTAGGAGC AAATCTATTTTACAAAATTCCCACA 280

Ad09A2158 Aradu.A09 2158 p3 (GAC)11 33 5530026 5530058 GCAGAAACCCACGACGTATT GTCGCGGTCTTCATCATTTT 193

Ad09A2159 Aradu.A09 2159 p2 (TA)9 18 5530306 5530323 CGGTTGAAGTGAAAAACCGT GTGTGCCAGAGAGAAGGGAG 170

Ad09A2161 Aradu.A09 2161 p3 (ACC)6 18 5533910 5533927 AATACCCTCCACCACCAACA GCATTTGCTTCCAATTTTGC 239

Ad09A2163 Aradu.A09 2163 p2 (TA)9 18 5536753 5536770 ACGTTGGAGACGGTTTCAAT CCCATTGTTTTCCGTAGCAT 202

Ad09A2171 Aradu.A09 2171 p2 (TA)7 14 5554327 5554340 TAGACTTTGCCTTTGGGCAT CCATAAAATTCCCCTAAACCC 142

Ad09A2172 Aradu.A09 2172 p3 (ATG)5 15 5556333 5556347 TGTGAACCTAGCCCAAGTGA CAATGCCATTCAGAAATCCC 201

Ad09A2174 Aradu.A09 2174 c (A)10ggttgtaggaccaatatttaaaaaaacaattctacaaaaaaaggagg(A)2178 5558017 5558094 CCACTAGAGAATTGTGATGGTCA CATTTGAAAACGTTAGGGAACA 254

Ad09A2178 Aradu.A09 2178 c (T)12aatttgaataacaacgaaaccacaagttaccg(CTTT)564 5560648 5560711 CTTTGTGACCCCATCCATCT TGCTTTCCATTTGAAACAAGG 226

Ad09A2179 Aradu.A09 2179 p2 (TA)8 16 5561098 5561113 GCCGAAAAATCAGTAAATCAAA GGGCAATAGCGACATAAAATC 276

Ad09A2182 Aradu.A09 2182 p2 (TC)12 24 5568183 5568206 TTCCTTCTTCCCCAGAAACA GGTGAGATGTCCAAAGGGAA 195

Ad09A2185 Aradu.A09 2185 c (T)11aatttctagtgtgtttgacaattttttt(TAA)554 5579374 5579427 CTTGTTTGCATTATTTCCATAAAA CGTCTAGTATGAGAAAAGGCAAGTT 275

Ad09A2191 Aradu.A09 2191 p3 (AAT)7 21 5584903 5584923 GTGGGCTATTTGAGGGGATT TGTTACAAATTGCATTAACTTAACAAA 280

Ad09A2194 Aradu.A09 2194 p3 (CTT)6 18 5591396 5591413 CTTGTTCTTGACACGCGAAA TGACGTCCTTTCCCAAGTTC 198

Ad09A2195 Aradu.A09 2195 p2 (AT)6 12 5591927 5591938 CACGTTTTCTTTAATGAATTTTGTTG TTGTGATCGAAATGGTGGAA 139

Ad09A2198 Aradu.A09 2198 p3 (TAA)5 15 5597530 5597544 TGTAGGTTCTGTGCGTTGCT GAGATTAGCCCTTCGAAATTCA 188

Ad09A2199 Aradu.A09 2199 p3 (TTA)5 15 5598038 5598052 GATCGGATCAAATCAGGTCTAA AAGCTCTTGTATTTTGCTCTCTG 232

Ad09A2201 Aradu.A09 2201 p3 (CTC)6 18 5601169 5601186 AAAGGGTCCAGGAGGCTAAG TTCTTCTTCTCTGGCTCGGA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A2204 Aradu.A09 2204 p3 (ATG)8 24 5614656 5614679 AGAAATCCCACATGCCAAAG TTGTGGTGCAACCTAGGACA 246

Ad09A2205 Aradu.A09 2205 p3 (AGA)6 18 5618478 5618495 CCATGCAGTGAGTGAAAACG TTTTTCCGTCCAGACTGCTT 184

Ad09A2208 Aradu.A09 2208 p2 (AT)7 14 5644685 5644698 AATTCTTCAACATTTATTTATTTCAGG CAACTAACGGTAATTCACAAATATAAA 242

Ad09A2210 Aradu.A09 2210 p2 (AT)10 20 5656335 5656354 TGTTTCTGCAAGTGAAGGGA CTTGTGCTTGCAGCTCACTC 114

Ad09A2214 Aradu.A09 2214 p4 (TTAT)5 20 5663561 5663580 TGAACCATCCATCAATTAGAGGT CAGTTTCTAGCGAAGCGGTC 225

Ad09A2219 Aradu.A09 2219 p3 (AGG)5 15 5669378 5669392 CCAAATTTTCAAGCTGGCAT GGTTTTGAGCTTTGAGGTCG 280

Ad09A2223 Aradu.A09 2223 p2 (AT)8 16 5684869 5684884 AAAAATGTGGCTTTAATTTAACAATAC AGTAAGCCCATCCGTTTGTG 176

Ad09A2239 Aradu.A09 2239 c (A)10cttttatggttttttctttttttttacttgaacttttatgtttggtttaattattttattggtccatatagtttcgtaaaattttcaattaagtttc(TA)6119 5736544 5736662 GGCGGTCTCAAATTAAATCAA AAAAATTGGTACGGAAACTCAA 265

Ad09A2251 Aradu.A09 2251 c (CTT)6ctcacactcgtttatgcacggagcgtcttcttcttcgcgt(TCC)5ttctctttatcgtcattctt(TTG)5108 5767850 5767957 AAATGTGAAATACACGCGCC CCTTCTGCTGCTTCTTCACC 212

Ad09A2252 Aradu.A09 2252 p3 (AAG)6 18 5768890 5768907 ACGAGAAGATGAACGCGACT TTCCCTTCACTCGTTTGTCA 179

Ad09A2253 Aradu.A09 2253 p2 (AT)10 20 5769232 5769251 TGGCCAACTTAAGATCTCTACAA GCCTTTTTGATACGTAATGGGA 226

Ad09A2256 Aradu.A09 2256 p3 (ATA)6 18 5771786 5771803 TGATCTTTGCATGTAGTACGCTT TCAAAATTCAAGAAGATCCACAAA 138

Ad09A2257 Aradu.A09 2257 p2 (TA)7 14 5772049 5772062 TTTGTGGATCTTCTTGAATTTTGA TTTCTTACATTATTACATTTTGCTGGA 237

Ad09A2258 Aradu.A09 2258 c (T)10ggtgact(A)1229 5773123 5773151 CATGAAAAACGAATAGAAGACACTG TAGAAGACAACCTCTCAAATACACTAA 101

Ad09A2259 Aradu.A09 2259 p4 (TAAT)6 24 5774104 5774127 TGCACCATGTGCTGTCAAAT TGGACCCCCTAAAATTTGGT 268

Ad09A2260 Aradu.A09 2260 c (A)11taggatgcattattaaattaaacaccccctctcc(A)1156 5775781 5775836 TTGCAACAATTTTGAGGAAAAA GTAGGGGGACTGGGGAGTTA 213

Ad09A2261 Aradu.A09 2261 p2 (TA)6 12 5777753 5777764 CAAACTTCCTCACAATTCACCA TCATTGAAACATTAGTGTACCGAAA 273

Ad09A2265 Aradu.A09 2265 p2 (CA)8 16 5791041 5791056 AGGCCTTACCTTTCTGAGCC TTCCGGTTCTTGTGCTCTTT 177

Ad09A2266 Aradu.A09 2266 p2 (GA)7 14 5796953 5796966 GGAAGACGTACGGTTTGGAA CGCATCTGCAATTTCTTTCA 247

Ad09A2267 Aradu.A09 2267 p2 (AG)6 12 5798304 5798315 CCAGGAAAGGAGAAAGGAGG CAAGAGTGTGGCAACGAGAA 179

Ad09A2271 Aradu.A09 2271 p3 (ATA)7 21 5845393 5845413 ATCGATGACTGTGAATCCGA CAAGCTGAAGAAAACGACCC 251

Ad09A2276 Aradu.A09 2276 p2 (TA)9 18 5854169 5854186 TGCATGTTGTGCAAATCAAC TGTGTTTTGGATGAATTCCTTG 260

Ad09A2277 Aradu.A09 2277 p2 (TA)8 16 5858950 5858965 CTTGAGGGGGAGTGTTGAAT TGAGACAAGGATTGTGTTTTGG 237

Ad09A2278 Aradu.A09 2278 p6 (AGGTGG)5 30 5860393 5860422 TGGGTTTGAGGATTGCAGTT TTGTCGGATTGTATGGGTCA 144

Ad09A2279 Aradu.A09 2279 p3 (AAT)6 18 5862638 5862655 CATACCTAGATGTTCCTAAATTCACTT AGGAAAAATTCACAATGCCG 246

Ad09A2282 Aradu.A09 2282 p3 (TAT)5 15 5866570 5866584 ATTGCACAATCTCATTTGCG AGCTAGTGAAGCTTTTGGGG 280

Ad09A2284 Aradu.A09 2284 p3 (TAT)6 18 5877544 5877561 CCGATATTGGAGGCAAAATG GGCCCATTTTATATGTCGCA 244

Ad09A2287 Aradu.A09 2287 p2 (TA)7 14 5889220 5889233 TCCAAGATCCATTGAATGAAGA AAGCAAATGCAATTCTCTCTTTTT 255

Ad09A2294 Aradu.A09 2294 p4 (AATA)5 20 5907123 5907142 TCATTTAGCCAATGCTTGACA AGGGGCATTAGCATTAAGCA 274

Ad09A2295 Aradu.A09 2295 p2 (TA)7 14 5907975 5907988 TGAATGGAGTGTGAACCAACT TTCAATGTCAGATGTGGAGTCA 184

Ad09A2302 Aradu.A09 2302 p3 (TTA)5 15 5929415 5929429 TAAAGGAGCCAACATCAGCC CCACCATTTCGGTAGATAAACAA 265

Ad09A2303 Aradu.A09 2303 c (A)10c(A)10tatatttattttttgataaaattatgaaagaataaaagaagc(A)1275 5929531 5929605 GCCCCATTTGATTCACAAAA TTCAATTCAATCGATCAATAATCA 254

Ad09A2310 Aradu.A09 2310 p3 (AAT)6 18 5955869 5955886 GTATGTCGGCGTCCAACTTT TTGGTAGGAAAAAGGGTAAAAA 200

Ad09A2311 Aradu.A09 2311 p3 (TAT)6 18 5958997 5959014 CTTGATGATCGAGAGTGGCA ATCATGTTTTGTTTGGCGGT 261
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Ad09A2314 Aradu.A09 2314 p3 (CTC)8 24 5977786 5977809 GGAAGCTAAGGCAAAGTCCC GTCGAGCCAAACTTGAGGAG 137

Ad09A2315 Aradu.A09 2315 p3 (AAT)6 18 5981902 5981919 GTATGTCGGCGTCCAACTTT TTGGTAGGAAAAAGGGTAAAAA 200

Ad09A2316 Aradu.A09 2316 p3 (TAT)6 18 5985030 5985047 CTTGATGATCGAGAGTGGCA ATCATGTTTTGTTTGGCGGT 261

Ad09A2317 Aradu.A09 2317 c (A)10ttacaccatttgtaggttgttgtgtttttttctatcatcatctttgtcattctcattgttattaccttccctttttttgtttgattta(T)10108 5986723 5986830 TTTGCATGCACAGTTGGTAA TTTTTGTGTCATTCACAGTTAAATAAT 260

Ad09A2321 Aradu.A09 2321 c (TAT)15ctattttacgtgccatcgattttattatgcatgcatcccattttgtgtatacgatcaaaatgtgagctgtttattatccattttgcagatg(TTA)12172 5991777 5991948 AAGCATCATATTTTTGCACATTT TCGATGGCACTTAAAATAGACA 272

Ad09A2325 Aradu.A09 2325 c (AT)9gaaacgcatattttggatatatgtggttgtggatatagttggaata(TGT)579 5998000 5998078 GGATCCTCGTGTGGGTTATG GAAAAACGGATAGACCTTTCTCTG 278

Ad09A2327 Aradu.A09 2327 p3 (ATT)13 39 5999151 5999189 AAGCAACAACCCAACTCAAAA TTCAGTGAGAAATTTAGGGCAAA 271

Ad09A2328 Aradu.A09 2328 p3 (CAT)5 15 6001454 6001468 GCCAGATTAATTGAGATTGACCA TTTTTAAGTGCAAAGTGCAAAAA 195

Ad09A2329 Aradu.A09 2329 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 6013843 6013896 CCACATACTGTTACGGCACG TTTCTCCTCCTCATTTTCTGC 242

Ad09A2333 Aradu.A09 2333 c (A)10tcacacttataaactattcaaatatcatattgttaaaagatataaaatttataatagacattcaaattctttatcggac(A)11100 6020501 6020600 GACCCACAATATTTGATGGAA GCATGAAAAACAGAGATGAACTG 280

Ad09A2348 Aradu.A09 2348 c (A)10ctcatatagttgcatttaatttgattttagagtaaatatctaattttatttttgttcattccaaaataagataaggcgatttttgttc(A)13111 6074573 6074683 AAAGCCGAGCATAGTTCCG TTTGGTGAGGGAAGATGACA 214

Ad09A2349 Aradu.A09 2349 c (T)15gggtcttttttaaagttggaaaatgcatatgttgaagttacaatcccac(A)1074 6075118 6075191 ATGCTGTTTCACATGCTCCA AGTTTTGAATGTAGTGCTTTTGC 278

Ad09A2351 Aradu.A09 2351 p3 (TAA)18 54 6076524 6076577 TCAATTCATGACACACAAACCT CCTCAACGTAAGGGACCAAA 178

Ad09A2352 Aradu.A09 2352 p3 (AGA)7 21 6078524 6078544 ACGCCATTTCGTTACTGACC GAGGTTTCTACAATGGCGGA 241

Ad09A2353 Aradu.A09 2353 p3 (AAG)6 18 6079567 6079584 AGTCTATGATTTCCACGGCG TTCCTTCGTCCCTTTTCCTT 216

Ad09A2354 Aradu.A09 2354 p3 (GAA)5 15 6083040 6083054 AAAGCAGCATGAAGATGGCT AGGGAAGCCACTGGGTAACT 254

Ad09A2355 Aradu.A09 2355 p3 (ATT)6 18 6092190 6092207 CCGCATTACATGAGTCTCCA AAGCAGAACGTTTTGGAAGC 253

Ad09A2356 Aradu.A09 2356 p2 (TA)6 12 6104724 6104735 AAAATTAAGCCGGACAAATCAA AAAAAGAAGAGAAGGGTTAGGATTT 153

Ad09A2358 Aradu.A09 2358 p2 (AT)6 12 6106318 6106329 ATGGCTTGTGAAGTTTTCGC GATTCCCACGGAGAAGAACA 257

Ad09A2359 Aradu.A09 2359 p2 (TA)8 16 6107032 6107047 ACTTGTGGCTCAGGGATGTC CCAATTTCTGATGCGGATTT 220

Ad09A2360 Aradu.A09 2360 p2 (TA)7 14 6108310 6108323 TCGGCGATAGCTAGTGAGAGA TGGACGGGAGAATATTTTGAA 280

Ad09A2362 Aradu.A09 2362 c (T)10aataattaatatttggttctaaaatagagaggttataaaattataaccaaaagttaaagtg(A)1283 6110255 6110337 GCATGCATAGCTCCTCTCCT TTTCCATAATCAAGGCAGGC 246

Ad09A2363 Aradu.A09 2363 c (A)12ctgggaagcacactttctt(TA)643 6110858 6110900 TTGGGAGACAAATAGAAAATAACAAA GGAGAGCAAATTGGGGTACA 278

Ad09A2365 Aradu.A09 2365 p4 (TAAA)5 20 6125936 6125955 GTTTTGCTCATTGGGCATTT TTTCTTAGTGGCAGTTCCCG 280

Ad09A2371 Aradu.A09 2371 p2 (AT)6 12 6154580 6154591 TGAGTGGATCAATGGTCAAAA ACCACGGCAGTGTTTAGTCA 213

Ad09A2383 Aradu.A09 2383 p2 (TC)20 40 6202645 6202684 GTCGATGAGGGTGGCTAGTG CTGGCGTCGAGTCACTTACA 268

Ad09A2390 Aradu.A09 2390 p2 (TA)11 22 6221612 6221633 TTTTCTAAAGGCATGGGTGC ATCCAGGAGGACGCAGTAGA 269

Ad09A2396 Aradu.A09 2396 p3 (GAG)8 24 6238950 6238973 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 165

Ad09A2398 Aradu.A09 2398 c (GA)8aagagagagagggg(GA)1152 6250492 6250543 AGGGGATTGCCAGAGAAGAT ACCGTCAGAGTTATTTGCCG 152

Ad09A2405 Aradu.A09 2405 p3 (AGA)5 15 6267771 6267785 CTTGAAGGGGAATTGTTGGA TTCACCCATCAACAACGGTA 140

Ad09A2407 Aradu.A09 2407 p2 (AT)10 20 6273062 6273081 ACCACATTCGTCCAGATTGC CCCCTGTAATGGATGCGATA 253

Ad09A2409 Aradu.A09 2409 c (A)11tattatatgggagattttataacataaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnc(A)18126 6278771 6278896 GTTCTTGCTTACAGGCAGGC TCGCTAACTGCGAGTAGGTG 267

Ad09A2410 Aradu.A09 2410 c (CT)7(CA)6 26 6285849 6285874 CCACACTCTCACCTAGGGTTTC GTCTATCGTTGCAGCCACCT 263

Ad09A2419 Aradu.A09 2419 p2 (AT)10 20 6302193 6302212 TGGAAAATTCTGCAACAGCA GGATGAGCCCCTGGTAATTT 272
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Ad09A2428 Aradu.A09 2428 p2 (TG)9 18 6328956 6328973 CTGAAAGGCGTCGTCAATTT GTACCCATGCTTTAGGCGAA 279

Ad09A2430 Aradu.A09 2430 p2 (AC)6 12 6332461 6332472 GGGCTAAAACGCTAATGGGT AGACACAAAAATTGGGCAGG 270

Ad09A2432 Aradu.A09 2432 c (CT)7(CA)6 26 6337071 6337096 TCCACACTCTCACCTAGGATTTC GTCTATCGTTGCAGCCACCT 274

Ad09A2438 Aradu.A09 2438 p2 (CT)6 12 6359373 6359384 TACCCCTCTCAGTGTTTCCC GAGACTAAAATTTTGAGAACGAATG 246

Ad09A2442 Aradu.A09 2442 c (TCT)5tccgtgcttcttt(TTC)5tcatgctcgtttacgcacagagtgtcttcttcttcttcgcgt(TCC)5tcattctcctccttcttttttgtgttgcttcttcttcacgtgttttctccttatcgtcattcttttgttgttgttgctactgta(T)11195 6367850 6368044 CGTGTCAAACACACACGAAA TCACCAGAGAGAAGGAGGAAA 266

Ad09A2443 Aradu.A09 2443 p3 (AAG)5 15 6368819 6368833 TCCAAAATCGCTCTCATTCA ACTCGCGTTCTTCGTTATGG 153

Ad09A2445 Aradu.A09 2445 p3 (AAG)5 15 6372105 6372119 TTGGTTTGGTGACCTCCTTT ATAAAATCCGCCGTTCTCCT 274

Ad09A2446 Aradu.A09 2446 p3 (GAA)24 72 6372223 6372294 AGGAGAACGGCGGATTTTAT ACCCTCTTACGCGCTTGTTA 210

Ad09A2448 Aradu.A09 2448 p2 (GA)6 12 6373912 6373923 TTTTGGGGGTGTATTCTTGC GCTTTGGACAAAAACGGAAA 131

Ad09A2449 Aradu.A09 2449 p2 (GA)6 12 6378846 6378857 CTCCTTTGTGAGGTCCAAGC AATCAACATCTCCACCGACC 268

Ad09A2450 Aradu.A09 2450 p2 (GA)9 18 6386958 6386975 CTTTTCACGGGTTGAATGGT AATACCTCCAACCGTTTCCC 166

Ad09A2455 Aradu.A09 2455 p2 (TA)12 24 6403506 6403529 TTGACTCGTTGACTTTTGCG TCATTATTTACCTAACACTCCCTTTTT 256

Ad09A2463 Aradu.A09 2463 p2 (GA)12 24 6455077 6455100 CCCAGGAATTGCAAGAAAAA CTGACTGTGTTTTCCACCCA 255

Ad09A2464 Aradu.A09 2464 p4 (AAAT)5 20 6464037 6464056 TTAACCCCCAACGTTCGATA TGCTACATTCTGAAGCTTTCCA 237

Ad09A2468 Aradu.A09 2468 p2 (AT)8 16 6471233 6471248 GCATAGCGCCTTCATACCAT CGCAGCAAAAGAAAAGAAAA 135

Ad09A2472 Aradu.A09 2472 c (CTG)8ttgctgttgca(GCT)5gttgttgt(TGC)8agaagaagttgctgc(TGT)10127 6474225 6474351 GGTGGTAGTGTGAGGCCAGT CCTCTATCTCCACCAGCAGC 275

Ad09A2476 Aradu.A09 2476 p2 (AT)6 12 6486917 6486928 GTTGAGGTGGTAACGCCACT AAGAAGGGAAATGCGAGACA 175

Ad09A2477 Aradu.A09 2477 p3 (GAA)5 15 6488963 6488977 CCGCTTCAAATCCAGAAGAG CCATATCACCACAACCACCA 119

Ad09A2478 Aradu.A09 2478 p2 (AG)7 14 6489583 6489596 GAAGTGGTGGTGGTGGTTCT TTCTTGTGTGTGTTTGTTTGTGA 148

Ad09A2479 Aradu.A09 2479 p2 (TC)10 20 6489754 6489773 TCACAAACAAACACACACAAGAA CCACCTAACATGCACTATCCA 252

Ad09A2483 Aradu.A09 2483 p2 (TA)6 12 6493888 6493899 AATGAACTCAGAGACATTTCTAATCTT GGCTGTTAAGATATGGCGGT 213

Ad09A2484 Aradu.A09 2484 p3 (GAT)5 15 6495709 6495723 ACCGAAAGATCCACAACAGG CATGGATGGGAGTAAGTGGG 222

Ad09A2485 Aradu.A09 2485 p2 (TA)8 16 6496727 6496742 TCTGATTACTCGACCAACTCTTG TGGGTCAACATCAGTCCAGA 205

Ad09A2496 Aradu.A09 2496 p3 (CAG)5 15 6533480 6533494 CATCCAACCTCCCAACTTGT GGTTGATGAAGTTGGTGCAA 241

Ad09A2499 Aradu.A09 2499 p3 (TCT)6 18 6535236 6535253 ATAACACCTGTGCCTGCTCC AAACAGAATAGTGGTGGCGG 184

Ad09A2500 Aradu.A09 2500 p3 (CAT)5 15 6541485 6541499 CACGGTGGTCTCAAGAAACA CAGCCAATGAGAGTATGCGA 245

Ad09A2504 Aradu.A09 2504 p3 (AAT)8 24 6551119 6551142 GGGTGAATTAGGACGATCCC CCAAATATGACTGCAGGGGT 222

Ad09A2511 Aradu.A09 2511 p5 (AGAAG)5 25 6558939 6558963 AACCACCTGCTTCTCAATGG CTCCACTCCTCTCCCCTTTC 157

Ad09A2515 Aradu.A09 2515 c (ATA)16attc(A)10 62 6569102 6569163 CCAGAATTTTGCTATGTTAAAAAGA GGTGAATGGTGATCCAAGGT 280

Ad09A2516 Aradu.A09 2516 p2 (AT)10 20 6574685 6574704 ATGGAGGGTGACTTGCAAAA TCCATACTGGCTGAAAGCCT 209

Ad09A2517 Aradu.A09 2517 p2 (CT)6 12 6578847 6578858 CATGCAAGAGGAAATGGGTT CTTGATCTCACACCACAAGCA 240

Ad09A2519 Aradu.A09 2519 p2 (TA)7 14 6584009 6584022 TTGAATTGCACAGCATAGAATTG TCACACAGGTGCATTACCATC 268

Ad09A2521 Aradu.A09 2521 p3 (AAT)5 15 6586953 6586967 GTCATGGGGCATTGAGTTTT ATTTCGGACAAAAATTGCGA 241

Ad09A2527 Aradu.A09 2527 p2 (TA)6 12 6611567 6611578 GACACAAGATTTAAATTTCTCTTCCA GAAAACCGGGTGATGATTTG 188
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Ad09A2528 Aradu.A09 2528 p3 (TGA)5 15 6611882 6611896 CAAATCATCACCCGGTTTTC TTCTTGGGAGGTTGGAAGTG 277

Ad09A2530 Aradu.A09 2530 p4 (AAAT)5 20 6612810 6612829 TTTTTGAGGGGTCATCATGG TAGACTGGGCCAGGTTGTTT 270

Ad09A2532 Aradu.A09 2532 p5 (ATATA)5 25 6614504 6614528 ATTGTTCGGCATAATACCCG CGCACAAGAGTTTGCCATTA 266

Ad09A2533 Aradu.A09 2533 p3 (AAT)9 27 6616214 6616240 TGCATGGATAGGGATGTCAA AGAGGTTGACCAAGTGGGAG 206

Ad09A2537 Aradu.A09 2537 p3 (ATT)8 24 6628752 6628775 CGTCTTTCAATTTTTATGTTGCAG TCCTTTGAAGAAATGGAAAAGC 181

Ad09A2538 Aradu.A09 2538 p3 (ACA)5 15 6628972 6628986 TTTGCGTGTGTCCATAAAAA TTTTCCACTGGAGAGGATGC 256

Ad09A2545 Aradu.A09 2545 p2 (AG)9 18 6668740 6668757 ATGGCATGCATTCCCTTTTA CCATGATAGTTCAGCTGGGAA 276

Ad09A2550 Aradu.A09 2550 p3 (CAC)7 21 6675961 6675981 GGATCCAAAACCAAACCCTT TTTTCTCAAATGGGTGGCTC 248

Ad09A2554 Aradu.A09 2554 p3 (AAT)11 33 6683872 6683904 CTTCTTGGGCACTCCTCAAT ATCCTCGTCATCGTTATGGC 231

Ad09A2555 Aradu.A09 2555 p2 (TG)6 12 6687495 6687506 TGATGGCATTTTCTTTCACAG GGTATGGAATCCCATGATGC 244

Ad09A2558 Aradu.A09 2558 p3 (AAT)10 30 6705297 6705326 TCCTCCTTTCCATCCTAATTTTT TCTCTCTTTGCATTTTCCTTTTT 280

Ad09A2563 Aradu.A09 2563 p2 (AT)6 12 6715163 6715174 CAATCATTGCCAAGCAGCTA ATCGGGCTATGTACACCCCT 244

Ad09A2566 Aradu.A09 2566 p2 (CT)17 34 6718275 6718308 GTGCACTGCAGTTGCTGAAT TCCGATGCACTGAAGTTGAA 159

Ad09A2571 Aradu.A09 2571 p2 (TA)7 14 6739501 6739514 TGAAATCAATGGTGAGAGATCA GATCCCCGAAGCGAAATAGT 248

Ad09A2572 Aradu.A09 2572 p2 (TA)6 12 6743032 6743043 TCCAAAGAATAATTTCAAGGTCTAAA GGTCCACTGCACTAACCCAT 246

Ad09A2575 Aradu.A09 2575 p3 (TTC)8 24 6751147 6751170 ATTTTCGTTGACCAGCATCC GAGAGCTTAGTGTGGTCGGG 187

Ad09A2576 Aradu.A09 2576 p2 (AC)8 16 6758472 6758487 CAGACTTCATTTCTTCTGTGGC GTGCATCTGTGGTTGTTGCT 280

Ad09A2578 Aradu.A09 2578 c (A)10gatcaggaaccgaattgaata(T)1142 6765037 6765078 CGAGATCATGAGGTTCTTGCT AAGAGTGAATATCCGGCCCT 140

Ad09A2580 Aradu.A09 2580 p3 (TTA)17 51 6774356 6774406 TGGATGGCACTCCAGAAACT CAGGCAACATTAACCACAGG 205

Ad09A2585 Aradu.A09 2585 p2 (TA)6 12 6794313 6794324 GCCATTTTTCCCTTTTCCTT GGGCCAGCAATATTTGTGTT 178

Ad09A2586 Aradu.A09 2586 c (TA)7(TG)14 42 6795715 6795756 GGCTTTTGTTTGCAATTCTG AACTATCAATGCAGTCAAGGAAAA 210

Ad09A2600 Aradu.A09 2600 c (A)11gataaatgttgattaattgttggcaaaaaaaatgctgtacatctatttttgtatacatcttttatacacatctctagtaaatttgtttt(ATA)5115 6840057 6840171 TGGATGAATATAAATCGAAGGAAAA TTGATGGTCAATTAATGATTACAAAA 206

Ad09A2601 Aradu.A09 2601 c (T)10atttcttggttcttcttcctatttttc(T)1047 6843571 6843617 CCAACGGAGACAATTCCACT TCTAACCCTAACCACGCACC 268

Ad09A2605 Aradu.A09 2605 p2 (TA)6 12 6874422 6874433 CAAAGCTGCTTGCTTTGATG TGATTTAGTTCTCAATTTGCTTTGA 261

Ad09A2610 Aradu.A09 2610 p3 (AGA)6 18 6926649 6926666 TGCCATTGATGGTAGTGGAA CACCCTAAATGGCCGAATAA 241

Ad09A2614 Aradu.A09 2614 p4 (AATA)5 20 6944166 6944185 ACTTTTGCATTATTTGAAAATTACC AAGCAACCACGTACCTCTCG 219

Ad09A2618 Aradu.A09 2618 p5 (CTTTT)5 25 6973635 6973659 TGCTAATAAGCATTTTCATGTTTT GCATCTCCCGACAAGACAAC 269

Ad09A2620 Aradu.A09 2620 c (AAT)12gacatctgcaaaatggataataaacagctcacattttaatcgtatacacaaaatgggatgcatgcataataaaatcgatggcacgtaaaatag(ATA)6(TAA)5162 6976029 6976190 CATAATAAAATCGATGGCACTTAAA AGCAACATATTTTTGCACATTTT 280

Ad09A2623 Aradu.A09 2623 p2 (AT)6 12 6979335 6979346 TGGGCATAACTTTCTCTTCCA TGCGCACTCTTATACCAATGA 205

Ad09A2626 Aradu.A09 2626 p3 (ATA)6 18 6983057 6983074 ATCATGTTTTGTTTGGCGGT CGCTTTGTGGACAATCTACG 174

Ad09A2628 Aradu.A09 2628 p2 (AT)10 20 7007126 7007145 GTTTGGCCGGCTTAACACTA CAGTGTCAAGGTTGAATGTTCC 262

Ad09A2629 Aradu.A09 2629 p3 (TAT)8 24 7012639 7012662 GCAGCATTACCTGTGGGTTC AATTCGCGCTTAGAAATTCG 190

Ad09A2630 Aradu.A09 2630 p3 (ATT)12 36 7012932 7012967 TCGAATTTCTAAGCGCGAAT TCAACTTACCGAAACAAACACC 262

Ad09A2633 Aradu.A09 2633 p2 (AC)6 12 7025126 7025137 CTCTTCCCCAAGACTCAGCA ATCTCCTTCCATTGGTGGTG 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A2634 Aradu.A09 2634 p2 (AG)10 20 7025544 7025563 TTGGCTAGCTAATGGGGATG GCTTCTATGGCAGTTCTCGG 233

Ad09A2635 Aradu.A09 2635 p3 (TAA)22 66 7030721 7030786 TTGAAAACAAATGAGTGTCAAAA GGATCCTACATTCCTACTCCTCC 275

Ad09A2636 Aradu.A09 2636 p2 (AC)22 44 7036170 7036213 CGGAGTAACTTGCGTGTGAA ACACCTGAAGCGAAGTGGTT 237

Ad09A2637 Aradu.A09 2637 p3 (TCC)6 18 7038959 7038976 CCCGTTCGGTTCAATCTTAG GCGTGCACGAAAAAGAAGA 280

Ad09A2638 Aradu.A09 2638 c (GAA)26agaggaggaggagaaggagaagaagaagaagggaagaagaagaacctacgcgaatttg(GAA)6154 7040191 7040344 TGGTGATGACGATAACGGAA CTCCTTCTCCTCCTCCTCGT 246

Ad09A2639 Aradu.A09 2639 p3 (CAT)7 21 7041178 7041198 CGTTGCAAGTATGGGAACAA CCTCTTTTCAGGCCACAGAG 177

Ad09A2640 Aradu.A09 2640 p2 (AT)9 18 7043090 7043107 TTTTCCGTGGCTAATCATAAAAA TGTTTTCGCAGGTACTCCAA 268

Ad09A2641 Aradu.A09 2641 p2 (TA)6 12 7047746 7047757 TGTGCTTGTTTCACTTGGTTTT TTTGTAAATTCGATTTATTACTTCTGC 269

Ad09A2643 Aradu.A09 2643 p3 (TTC)6 18 7053027 7053044 GAGAAATCCCCACCAGTTCA TAAGCTCAGCCAAGTCAGCA 276

Ad09A2644 Aradu.A09 2644 c (T)12ggttttggtattcaacaacaactttttttaattgggcaaaatgtgaagcgcatttttatc(T)1688 7061910 7061997 TGAAACACACGAAATGAGTTCC GAGGAAATGGCAAAAAGCAC 276

Ad09A2645 Aradu.A09 2645 c (T)11gtgactaagtttcgcttagcttggtgtccaacatgtcaaatctaaagaa(AAAT)5tgaaaagatattattactaatatttttaaattaaataaaatttttcaaatttcataaagtaga(T)10153 7063437 7063589 GGTGTCAGCAAGATCAAGCA TCAAATGAATCAAGAAAGACACTCA 235

Ad09A2647 Aradu.A09 2647 c (A)12gaggaaaaaaaaatcaaactt(A)1346 7074883 7074928 TCATTTGTGACAGAAACCTTGC CCCCTCCTCCAACACTTACA 272

Ad09A2650 Aradu.A09 2650 p3 (ATA)17 51 7087677 7087727 TCGAAGAGAACATGCTCAACA CGACCTCCCACACACAATTT 211

Ad09A2655 Aradu.A09 2655 p3 (TAT)7 21 7137854 7137874 TCAAGTTCTCCTTTCTCACTTCA CCGCAAGTACCAAAACAAAAA 280

Ad09A2656 Aradu.A09 2656 p2 (TA)9 18 7139054 7139071 TTTGGGTGTAGGTGGTTGGT TGAGGCCACCAAATCCTAAT 208

Ad09A2658 Aradu.A09 2658 p2 (TC)6 12 7148405 7148416 ATCACGAACCTCTTACCCCC GCCAAGGCTTCCTTCTCTTT 269

Ad09A2659 Aradu.A09 2659 c (A)10gaaaaataggaaaaatgagaacagagaaagagaaggaagccttggccacctccatcacaccactgccttgatc(T)1093 7148573 7148665 ACAATCCAGCATCAATCACG TGGGGATAGTAGGTGGGTGA 211

Ad09A2666 Aradu.A09 2666 c (A)11tcacaatccattgacatttagtttattttaatttattctttattttttcctctt(TTTA)585 7163319 7163403 GTACGGACCAGATGGAAAAA CACTCCAACTAGCTAGGGAGC 227

Ad09A2670 Aradu.A09 2670 p2 (AT)6 12 7170918 7170929 TGCTGAAAAATTTTGGTTTTGTT AATTCGTCCCTGCTTCAAAA 218

Ad09A2673 Aradu.A09 2673 p3 (GTG)5 15 7197239 7197253 TGGTGGTAGTAGTGGTGGCA CACCACCACCATTGACGATA 149

Ad09A2675 Aradu.A09 2675 p3 (CAC)9 27 7200994 7201020 TCAAAATCAAAATCGTCCCC GGGTGAAGGAGTGGTGTTTG 184

Ad09A2678 Aradu.A09 2678 p3 (TAA)6 18 7209028 7209045 GCCACGGTTCACTCTCTTTC GTGCCGAGGTGATTGAAGTT 265

Ad09A2682 Aradu.A09 2682 p2 (AT)10 20 7220016 7220035 TTCTATTCTCCATCCTTATGGTGTT GGAGTTTTAGTGTTTCTGTATTCAATG 255

Ad09A2685 Aradu.A09 2685 p2 (AT)11 22 7236042 7236063 CTTCGCACCTTGAGCCTAGT AAGGCTTTGAGCACCACTGT 159

Ad09A2686 Aradu.A09 2686 p2 (GA)6 12 7241048 7241059 AGATGATTCGCCTCCCTTTT TGAAGAATGCGCGACATAAG 262

Ad09A2688 Aradu.A09 2688 p3 (GAG)5 15 7256286 7256300 CAAGACTTGTGCTCTCAGCG TCAAGTACCAGATCCTGGGG 193

Ad09A2689 Aradu.A09 2689 p2 (TA)6 12 7256677 7256688 CGTAGCTGCCCAAGAAACTC ATGCGGGGATTCTCCATTAT 111

Ad09A2691 Aradu.A09 2691 c (T)10gcttttattcttgttaaaagagtaaaataagaagaaacttgagaagataaaataagaaaaaaaa(GAT)6gaaa(AAG)5111 7259594 7259704 TCATCATCTTCCAAGTAATTTGTACC TCTCCCTCCTTATCTTCTGCTG 192

Ad09A2692 Aradu.A09 2692 p3 (GAG)6 18 7260143 7260160 TGATGGAGGAGAAGGAGGAA CACGCACACACGTTTTTCTT 183

Ad09A2693 Aradu.A09 2693 c (AAAT)5tttaagtgttgtttggagtttaatatgattaatttaa(T)1067 7262594 7262660 CGTGGTCAATCTCCTCGTTT TTTGTGGTGCGTTATGTGTTC 175

Ad09A2696 Aradu.A09 2696 p2 (TA)7 14 7264481 7264494 GGGTGAATGCTTGGATCAGT GCCATCATCCTGATAGCGTT 178

Ad09A2698 Aradu.A09 2698 p3 (TAA)5 15 7266222 7266236 GGCCCGGTTATTTTTAAAGTC TTTGCGAACACCCTTAACAA 276

Ad09A2701 Aradu.A09 2701 p3 (ACA)5 15 7274273 7274287 ATAAAAGGCAATGCTGGCAA TGATAGAGCACAATGGCGTC 274

Ad09A2702 Aradu.A09 2702 p3 (AGG)5 15 7282453 7282467 GCCGAGACAAGGTTGAAGAG AGAGTCCAGGAGGCTAAGGC 145
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Ad09A2703 Aradu.A09 2703 c (A)12ctgagacttcacttaaatattaataattaataattaaaacattaattgatctctttctataatttcttttaacaag(T)18106 7288711 7288816 CCCTAGCGATATTAAGTATTTCACC TGAGAAATCAAGCAAATTCAAGA 244

Ad09A2704 Aradu.A09 2704 c (T)13ggaattgtctgtctgttttggttgtttgattctatttgattcactttaatgtgttagttcttttattttcc(A)1296 7290974 7291069 TGTCTTGGAAAACCCAATAACTT AAGTCACTAGCCATCACCGC 249

Ad09A2708 Aradu.A09 2708 p2 (TA)6 12 7300005 7300016 TGGGTTTTGTAATTTGGGACC TGTTTTAACATTAACGCTAAGCAAT 248

Ad09A2710 Aradu.A09 2710 p3 (AAT)12 36 7310234 7310269 TTTCTTTTGGAGAACAGGCG TGGTCCCTACTATGTCTTCCG 195

Ad09A2715 Aradu.A09 2715 c (T)12gtcaaaataaattccttttcagggtgtcagaatcatggggggacatagggtggcaatggtctctccaaacaaa(T)11aattttagtagtaaatatgtaatattatgtatataca(TG)6145 7323974 7324118 TTTGGCACCAAAAACAAATG CAAAAAGCACATACACTGCTCA 260

Ad09A2716 Aradu.A09 2716 p3 (TAT)10 30 7324794 7324823 TGTTACTTTTGTTGATGTGGGAA AAAGTGAAGAATCCTGCAATTATG 230

Ad09A2718 Aradu.A09 2718 p3 (TGG)5 15 7330036 7330050 TCAAGCAGGTTTCTGAGGCT AGAGAAGATCTCGCCGTCAA 253

Ad09A2720 Aradu.A09 2720 p2 (GA)9 18 7336247 7336264 AATTGTCGGAATCGCAAAAC TCCCATCACTCTGCCTTCTC 258

Ad09A2722 Aradu.A09 2722 p2 (CA)8 16 7349188 7349203 TTTCCGGTCATTTTTGGTGT TGCTCTTGTTGGCATGTTTT 258

Ad09A2723 Aradu.A09 2723 c (A)13ccatagaaaaatgtttaagaatgggaatac(T)1154 7349369 7349422 AAAACATGCCAACAAGAGCA GGCAGTTGAGATTGATGGGT 264

Ad09A2727 Aradu.A09 2727 p2 (TA)6 12 7358141 7358152 GGATAGCCTGCTCAACCAAA TCGCAAAACTAGAGGAACCAA 153

Ad09A2730 Aradu.A09 2730 c (TA)7tgaaaacacttcttcttttcc(T)1045 7360719 7360763 TGATCACAGCATGATATTGAAAC GCCGAATAAAAATTCAATAATAACGA 279

Ad09A2731 Aradu.A09 2731 p2 (AT)6 12 7360884 7360895 TTTTTCGCGCTCTCTCTTTT GCCGAATAAAAATTCAATAATAACG 205

Ad09A2732 Aradu.A09 2732 p2 (AG)15 30 7364042 7364071 CAAGAGAAAGAACCGCGAAG GTGACCTCTTCCTTCTCCCC 276

Ad09A2734 Aradu.A09 2734 c (T)10atgtacgatgtattttggctattgtctactc(T)1051 7367877 7367927 ATTGGCCCTAGGGTTCTTGT TCCGGTACTGGTCATGTGAA 222

Ad09A2738 Aradu.A09 2738 p2 (TA)9 18 7377447 7377464 TTTTGAAACATTAAAAACAAAAGGT TTTTATCCTTCGACAATATCAATTTTT 261

Ad09A2747 Aradu.A09 2747 p3 (TTA)11 33 7386754 7386786 TGATGTGAGTTATTGGGTTGCT TGAGCTGAGTATGAATGATTGGA 145

Ad09A2752 Aradu.A09 2752 c (TGA)5ggaatatgatgtacaatttgatgatgaatcggtatgtctag(T)1369 7399272 7399340 TGCATGTTAAGGTATAAGTGGTCG CAGGATGCAAAATCGCATAA 261

Ad09A2755 Aradu.A09 2755 p3 (GAT)5 15 7414028 7414042 GAAGCTCAGGGTTCTGCATC AGGTTCGTACTTCTCCCCGT 150

Ad09A2759 Aradu.A09 2759 p3 (TAA)7 21 7421874 7421894 TGATTGCAACCGTCACCTTA ATCTGCCACAATGTCCCTCT 252

Ad09A2761 Aradu.A09 2761 c (C)10tccccccaaaacc(A)1538 7424273 7424310 CAACGATCCACCCCATTATC CTGGTTTCGCTTTGCAACAT 155

Ad09A2768 Aradu.A09 2768 c (TAT)6tcatgaattccataacactctcccaatccaaatattcatctaaccctaaattattccactcttcac(TAT)15129 7465909 7466037 TCATCATCTTTCCACAGCCA TGGAAGAAATTGTATGTGGGG 250

Ad09A2769 Aradu.A09 2769 p3 (TAT)9 27 7466464 7466490 AACCCTCACTCTCAAGCGAA GGGCCATGAAGAAGAACAAA 192

Ad09A2770 Aradu.A09 2770 p3 (AAC)5 15 7467987 7468001 TTTCAATAACTATTTGCGGTACGA TCCGATCAAAACTCTCGTCA 204

Ad09A2771 Aradu.A09 2771 p4 (TTTA)5 20 7468701 7468720 CATTCATGATGCTTGCGTCT GCCCCTGAAGGTAGTTCACA 162

Ad09A2772 Aradu.A09 2772 p2 (AT)6 12 7469003 7469014 TCGATTCTCATTGATTTTAGTTCTTG TGCGATTAAAATTTCGTGTCA 173

Ad09A2776 Aradu.A09 2776 p2 (TA)6 12 7472036 7472047 CCCTTTTTCAACCCCACTTT GCTCCCTTCAAACACCAAAA 239

Ad09A2780 Aradu.A09 2780 p2 (TC)27 54 7483141 7483194 AATGTCTCCCTCCGACACAG CTGACGAAGCAAAAGGAAGC 167

Ad09A2783 Aradu.A09 2783 p2 (AT)6 12 7494642 7494653 TTTCTTGGGTGCAGTGACAG GGGGTAGAGAGACCGAAGCTA 280

Ad09A2785 Aradu.A09 2785 p2 (AT)6 12 7495243 7495254 CCAAAGACATTTGGCTGGAT GAACATTGACCATAAAAGTGTGC 274

Ad09A2789 Aradu.A09 2789 p4 (CAAA)5 20 7499954 7499973 TATAAAGCCCGTTTAGGCCC TTTGGGTCCTTTTTGTTTAGTTG 158

Ad09A2795 Aradu.A09 2795 p3 (AGA)5 15 7523688 7523702 TGCCATTGATGGTAGTGGAA ACCTAGGCCGAACCTACGTC 149

Ad09A2799 Aradu.A09 2799 c (T)12ggggaagattcaaaatttaaggttaggctttagaacatttctcataattttatgtttcttttatgattagag(T)1094 7531894 7531987 ACGATGCTAAATCCGACGAT GCCTGGAGCAGATCAAAAGA 226

Ad09A2801 Aradu.A09 2801 p3 (TTA)22 66 7534020 7534085 TGACAAAGGAAAGGAAACAAA TCCTTGCCATTTTTCTTCAAA 280
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Ad09A2809 Aradu.A09 2809 p3 (AGC)5 15 7560804 7560818 CCACAGCAACAGAAGGATCA CACTCAAGGGTCCAAGGAAA 155

Ad09A2810 Aradu.A09 2810 p2 (CA)6 12 7563419 7563430 AAAACCGGACCGATTATCAA TTGCTGTGGTTGTTGTTTGAG 235

Ad09A2815 Aradu.A09 2815 p3 (AAG)5 15 7569531 7569545 ACTCCTCTTTTGCGCTTTGA GCCCAATAACCCCAAGAAAT 227

Ad09A2818 Aradu.A09 2818 c* (A)11(AAAG)7* 36 7574975 7575010 TGGGTAGGGCAGTTAGGTGA GACTCCAATTGAAAAATTGCC 269

Ad09A2819 Aradu.A09 2819 c (A)13cttttgaacttttgacaacataaatgaaaacttttaaaatcatttc(T)1170 7577483 7577552 CAAAAACCTCAACACAAACGA GGTGAAGCCTTCCATTGAGA 247

Ad09A2823 Aradu.A09 2823 p5 (TTTAT)5 25 7589020 7589044 ACCCAAATTGGTCCACTTGA ACTGCGCTTGAGTCTCCACT 241

Ad09A2827 Aradu.A09 2827 c (A)10g(A)10caacattttttca(AT)850 7594400 7594449 TTCACACACTCAATTGAAGCTAGA AAATTAAGTAGTGGGGCTCACA 270

Ad09A2836 Aradu.A09 2836 p2 (TG)8 16 7605610 7605625 GCTGCATTTTACGATGAATGA AAAATTTGTGGCAGTGCAAA 206

Ad09A2837 Aradu.A09 2837 c (A)10gatgataatgataatgataataacaaggaagaggagaaaaaaataataaaaaaaatcaaataagaaaagaagaaaaatgat(A)11102 7607191 7607292 CAACACATGCACCCTTCATC TCCATCTTTCTCCTTCTCTTCC 275

Ad09A2839 Aradu.A09 2839 c (AG)11taccatcttggaaggatagggagaaacgatg(AGAGA)578 7613127 7613204 ATACCGGCCTTCTTGGTTCT TCAGAAACCCTGAAACACCC 210

Ad09A2840 Aradu.A09 2840 p4 (AAAT)5 20 7613509 7613528 AAAGCAAAAACAAAACGTTTCAA TGCATGGATAAAACAAGATTCG 279

Ad09A2841 Aradu.A09 2841 p2 (TA)6 12 7617639 7617650 AGGGGATAGGTTTTTGGGTG TTTCCAACACAAACAGCAGC 143

Ad09A2843 Aradu.A09 2843 p2 (AT)9 18 7622788 7622805 CCAATTCCCAAATGATGTCC TGACAGGTAAGAGCCAAGGTG 215

Ad09A2844 Aradu.A09 2844 p2 (TA)6 12 7623041 7623052 ACCAGCACAAGCACAACATC TTTTGTGCATGTTTTGAACTGA 254

Ad09A2853 Aradu.A09 2853 p3 (ATA)5 15 7647468 7647482 CGTTACCCAACCGTTTTCTG TTCTTCACAGGCTCCTCGAT 161

Ad09A2854 Aradu.A09 2854 p2 (CA)6 12 7650714 7650725 AAGCAAGAGCAAAGGTGGAA AACCATGCCTTGTGTCCAAT 132

Ad09A2858 Aradu.A09 2858 c (TTA)5tc(ATT)8 41 7659231 7659271 TGTCTTCTCATAATATTTGTTTGGA TGAAATATCTTCATGTTTAATCCACC 280

Ad09A2863 Aradu.A09 2863 p2 (GA)6 12 7665391 7665402 GGAAGAGGTGGTTGTGAGGA CTACGATTACGCCTCCCTGA 258

Ad09A2864 Aradu.A09 2864 p2 (CT)6 12 7666364 7666375 CCTCCTTTTATTGCCTTCCC AGCCTCTGTTACATACCCTGG 269

Ad09A2866 Aradu.A09 2866 p2 (AT)11 22 7669732 7669753 ACAGTTGCACCGGTACATGA CGGGAAAGGACTACACCAAA 244

Ad09A2868 Aradu.A09 2868 c (T)10cactgaaaatgatgataaaagag(AATA)553 7680955 7681007 GGTCAACTAACCGGGAAATG TTTGAAAATTTGCAGCGTGT 267

Ad09A2869 Aradu.A09 2869 p3 (GAA)5 15 7681241 7681255 AAGCATGGAAACAACGAACC CATGAAAGGAATACGGGTGC 128

Ad09A2871 Aradu.A09 2871 p2 (AT)8 16 7685442 7685457 TCAAATATGTTTGGCCCTTTG CCTTATCATCTTAACCAGCTCACA 138

Ad09A2872 Aradu.A09 2872 p2 (AT)6 12 7685727 7685738 TGTGAGCTGGTTAAGATGATAAGG AAGAAATGCTATTGACGCCG 276

Ad09A2881 Aradu.A09 2881 c (A)11tgtatagcaatacaagtcgtacaattttctaagg(A)1055 7698355 7698409 AAAGGCCCAAGGAAACAAAG ATGAAGACGGCGATCAATTT 149

Ad09A2883 Aradu.A09 2883 p3 (CTC)6 18 7700244 7700261 AGAGGGTCCAGGAGGCTAAA ATCATCCATGCCTATACGGG 275

Ad09A2886 Aradu.A09 2886 c (T)10aaaaaattaatactcaacatccaaaaaaacgaaatat(A)1057 7710680 7710736 GAAATGTTGCAATTGCTTCTGA TTTTTAAGGACTTCGAGTTTATACG 269

Ad09A2889 Aradu.A09 2889 c (A)15cctgccctgnnnnnnnnnnnnnnnnnnnnnntttaatattggacactatcca(T)1279 7712434 7712512 GCGACAAACCCTTAAATGGA AAAGACTTGAAAATCATGGGTGA 233

Ad09A2895 Aradu.A09 2895 p3 (ATT)5 15 7734718 7734732 TTTTCAATCCCGCGTTTTTA TGTCTTATTTTGGTGTATTTATGTGTT 212

Ad09A2897 Aradu.A09 2897 p3 (CAG)5 15 7750610 7750624 AAGAAGGGGTGGAAGAGGAG GCTTGTTCCTCAACAAAGGG 207

Ad09A2899 Aradu.A09 2899 p3 (ATT)5 15 7767424 7767438 TTGGTTTGCTTAGATTGTTATTTTT TGAATTGAGTCACAAGAGCCC 228

Ad09A2903 Aradu.A09 2903 p3 (TCT)6 18 7783466 7783483 CACAGAGGACATCGCAGAAA AATTATGGCAGCGCTATTGG 170

Ad09A2909 Aradu.A09 2909 p2 (AT)11 22 7798338 7798359 AGGCTCGAACTCACGAGCTA TTTGAGTTTGGAAAAGTTCAGC 261

Ad09A2912 Aradu.A09 2912 c (A)10tatcacttcaaaaag(A)1439 7807652 7807690 TCAGCAAATAACATAATCCTATGG TGGGGATATGGCTCTTTTTG 215
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Ad09A2920 Aradu.A09 2920 c (A)10tgcccgcccgtg(CA)736 7817763 7817798 CTCTAAGCGACCTCTCTGCC CTGACTCAGACTCCCCCAAG 275

Ad09A2921 Aradu.A09 2921 p2 (TA)7 14 7819790 7819803 CGGTTCTGATTCCAGGAGAA CTCAAGCAGAAAAGGGGTTG 183

Ad09A2922 Aradu.A09 2922 c (A)10tatagtcaaataaaatctagcataagaa(T)1250 7823757 7823806 TCATGTTCAAAACTGTTCCCC CCAAAAGAATGATGGCAATG 257

Ad09A2924 Aradu.A09 2924 p3 (TAA)6 18 7824607 7824624 GTGGCTGAGTCAACACATGG TTGATTAAATTCATCGTGTTATTGG 265

Ad09A2926 Aradu.A09 2926 p2 (TA)9 18 7829375 7829392 TGGTTTCACCTTTGAGGAGG GGTGGGTATAGGGGGTGATT 242

Ad09A2928 Aradu.A09 2928 p2 (TA)6 12 7843224 7843235 TTGCCGGACTTTTTCTTAGC TGTGAGCAATAAGCTCTTGTCC 248

Ad09A2930 Aradu.A09 2930 p2 (TA)6 12 7852607 7852618 TGAAATCTCAAGTCTGTACTCTGCTT TCTACCTCAAAAACCTGCAAA 128

Ad09A2933 Aradu.A09 2933 p2 (AG)7 14 7858728 7858741 GGCATTGTTTGGTAAACAGGA CTCATCGCAAACCCTAGCTC 266

Ad09A2935 Aradu.A09 2935 p6 (TATTGA)7 42 7860098 7860139 ATCAGCACATGGAAGTCAGC ACGAAGCAGGGTAACATTGG 242

Ad09A2944 Aradu.A09 2944 p2 (TA)9 18 7883310 7883327 AGCGAGAATTTAACAATATTTCTTTT TGTTGTTCCATTTTTGGCTG 186

Ad09A2945 Aradu.A09 2945 p4 (ATAA)7 28 7884915 7884942 GAAGAAAAAGAAAAAGAAATCGTCA AGAGGTTCAATTCCTCCTTTTTG 100

Ad09A2946 Aradu.A09 2946 p2 (TA)7 14 7885162 7885175 CAAAAAGGAGGAATTGAACCTC CCTCTTTTTGAACAACAACAACA 242

Ad09A2950 Aradu.A09 2950 p4 (TTAA)5 20 7890292 7890311 CTTCCCCTTTTCTGACCCTC AATTTTGTGATTTTCGCCCTT 187

Ad09A2952 Aradu.A09 2952 c (AT)7aaacaataccctaaaattgataaggac(ACA)762 7890993 7891054 TCGGATCCATGCTTCTAACC CAGGGAAGAAACACAATACAAAGA 264

Ad09A2953 Aradu.A09 2953 p2 (TA)7 14 7892433 7892446 AAAATTTTTCGAAATAGGGCTAAA TTCCACATTATTATTCTGTTTGGTTT 279

Ad09A2955 Aradu.A09 2955 p5 (ATAAT)5 25 7892979 7893003 GGGGATTTCCCAAAAACACT TGGAATAGCTTAAGTCATGGGAA 219

Ad09A2958 Aradu.A09 2958 p3 (TAT)10 30 7905130 7905159 TGGATAGAATATAGCGACCCTCA CTCATGAAAATTATATCCAATGTTGT 208

Ad09A2959 Aradu.A09 2959 p3 (TTA)23 69 7905291 7905359 CAACATTGGATATAATTTTCATGAGT GAAGCCAGAAGTTTGGTAGGG 267

Ad09A2962 Aradu.A09 2962 p4 (TAAT)5 20 7912709 7912728 TTTTTACATATTCAACTGCGATTTT TGAACAAGAAGATGCCCACA 192

Ad09A2964 Aradu.A09 2964 p2 (AT)7 14 7913755 7913768 CAAAAACGTTGGAATTAACAAAA TGTTCCATCAATTCTCTCACAAA 275

Ad09A2965 Aradu.A09 2965 p4 (AATA)9 36 7915987 7916022 AGCAATTAACCAGTGACCCG GAGGACAGAGAAGGTGACGC 240

Ad09A2966 Aradu.A09 2966 p2 (AT)7 14 7921177 7921190 ACTCGGCTCGCAAAGTTAGA AAGCGAAGTTGGCTATCCTG 200

Ad09A2971 Aradu.A09 2971 p3 (AAG)7 21 7936804 7936824 CCTCCTCATTTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 202

Ad09A2972 Aradu.A09 2972 p3 (AAG)5 15 7937041 7937055 GGAGGAAGAGGAAGAAGAACG CAGATTCAGAACTTGGTCTTCAAA 271

Ad09A2977 Aradu.A09 2977 p2 (AT)6 12 7947525 7947536 GGACAAAATGAAAATTTTGAGGA GGGTGGCCTACAAATGCTAA 117

Ad09A2985 Aradu.A09 2985 p2 (GA)6 12 7965092 7965103 TGTGAGCATGGTGGATTGTT AAAAACTTTTGAGCGAGGCA 263

Ad09A2986 Aradu.A09 2986 p3 (TTA)8 24 7966177 7966200 TGGCTGGATACATCGACAAA AGCGCTCCCAATACTAGCAA 251

Ad09A2987 Aradu.A09 2987 c (A)10taccaaaaaataattagaaaattgatcttatttaatatttattaattcaaataataattaatgaatacaaataaaacaaattctg(T)12107 7969480 7969586 TGTAATCAATTTATAAGACGCAAAA TTTTGATTTAATGGTAGGCCTTT 277

Ad09A2988 Aradu.A09 2988 p3 (TTG)9 27 7972938 7972964 TGATAGAGCACAATGGCGTC CCTTGTGTTGTCGCTTGAGA 247

Ad09A2989 Aradu.A09 2989 p2 (GT)6 12 7974226 7974237 TCGGATCATCTAGCACAGGA TCCCTCCTACGGAAAAAGTG 252

Ad09A2991 Aradu.A09 2991 p3 (AAT)5 15 7989046 7989060 GCAATTGCATCTGGTGTTTT CAAATGATTTCAATCTTGAGTTTTG 275

Ad09A2995 Aradu.A09 2995 c (CT)13gg(TC)7 42 8007948 8007989 GCCGCTAAATCCGACAATAA AGCGGAACAACCTTTTTCAA 258

Ad09A2998 Aradu.A09 2998 c (AC)7ggtacctaacccacccctcactcaagtcacacactcagactcaacaag(CA)878 8011117 8011194 CCCTAAAATTCCCGATTTCAC TCGCTCTCTCCCTCTCAGAC 223

Ad09A2999 Aradu.A09 2999 p2 (TA)10 20 8011794 8011813 TCCAAACTTATGTGCGGAGA CGATTTTATTCAAACAAGTAATCAAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A3000 Aradu.A09 3000 c (AAT)5ataccatcaaaaaaattgagttataacttatgaactttttcacttgataaacggtcaattttc(A)1189 8012366 8012454 TCGGGTTCGAATACGTGAAT CAAATACATCTCCTACACTATCTTCG 223

Ad09A3002 Aradu.A09 3002 p2 (TA)6 12 8014695 8014706 TTCCCCATAACACATGCAAA CGAGACGAAACGGAGTTAGG 224

Ad09A3007 Aradu.A09 3007 p2 (TA)6 12 8025526 8025537 TTCCCCATAACACATGCAAA AATGCTGGCAAGTTTTCGTT 251

Ad09A3008 Aradu.A09 3008 p2 (TA)6 12 8026922 8026933 GGAATATATAGCAATGAGAAGCTTTG AAAGCAAAATGTTTGACCCG 259

Ad09A3009 Aradu.A09 3009 p3 (AGA)6 18 8028599 8028616 ACCGTGTTCTCAATTCAGGC GGAGAGCGATTTGTTGTGGT 262

Ad09A3011 Aradu.A09 3011 c (T)10gtttttataattataattgttattattaaaaagtta(ATT)1488 8039024 8039111 TTTGTGTCCTGATCATGGTATTTT TTGTTCGTCTTCTTCCTCTCG 280

Ad09A3015 Aradu.A09 3015 p3 (ACT)5 15 8046090 8046104 TGGTGATAGCAAAATGTCGTG GGGGAAAAGAATCTCAGTGC 260

Ad09A3019 Aradu.A09 3019 p3 (ATC)5 15 8060996 8061010 TTGGACGGTGTATTGGTTCA CCTCACCATTTCCATTTTGG 241

Ad09A3020 Aradu.A09 3020 p2 (GA)6 12 8062596 8062607 TTTTGGGGGTGTATTCTTGC CCAACGCTGAACAACTGAGA 172

Ad09A3021 Aradu.A09 3021 p3 (TAT)11 33 8068712 8068744 TCATTTCCGAAGTCTCCCC ATGGCACCAGCCCACTATAC 165

Ad09A3022 Aradu.A09 3022 c (A)13caggtggtgtagctcttcaaggtcgacctcaaaagatttatttgtcacataatatcccacaatcagatgagataaagtttacctaaataaa(T)11115 8070292 8070406 CGCTTGGTTGTGCTATTGTG GGATTGGGTTGTGAAGGCTA 280

Ad09A3023 Aradu.A09 3023 c (T)10aattatgcgctcttcttttatttcttttttttctgtctttttcgtaagttttttcctctttttctttcc(T)1089 8075774 8075862 AACCAATCCCAATCAAATCTT TCCAAAACACAGAACAAAGAAAAA 280

Ad09A3028 Aradu.A09 3028 p3 (TTA)5 15 8083739 8083753 TGTTACAAATTGCATTAACTTAACAAA GTGGGCTATTTGAGGGGATT 278

Ad09A3029 Aradu.A09 3029 c (A)10gtaaaataacaattagattttcgaagaattcaatctcgaactatttagtttttg(A)1074 8087819 8087892 TGATTGCATGGCAATTTTACA CATTGTTTTCCATGCTCACG 264

Ad09A3030 Aradu.A09 3030 p3 (TCT)7 21 8089443 8089463 TGCCCAAGAACACAAAATCA CTTACACCTGCTGCTGTGGA 149

Ad09A3032 Aradu.A09 3032 p3 (TCA)6 18 8098157 8098174 CCCAAAAACCTCAAATTACCC ACCCGAAAATAGCAGTGGTG 140

Ad09A3034 Aradu.A09 3034 p3 (TTG)5 15 8100359 8100373 TGGATCCTAAGGAAATTGCG TGCTTCATGGACAACCAAAA 209

Ad09A3035 Aradu.A09 3035 p5 (ATTTT)5 25 8105043 8105067 ACTTAATGCCGATTGCCAAG AAACGGAACGGAGTTGAAAA 220

Ad09A3038 Aradu.A09 3038 p3 (AAT)20 60 8108197 8108256 TTGGTTATTGCCTTCTTGGG TGACACAACCGATTTCTCAAA 236

Ad09A3041 Aradu.A09 3041 p2 (GA)6 12 8113879 8113890 GGTTTTTGGAGTCCATCGAG GAAGTTCCAACCGAATACCG 200

Ad09A3046 Aradu.A09 3046 p4 (AAAT)5 20 8128407 8128426 TCTCAGTAGTGCGTGGACGA TTAAGAATATTCAGTTCGTCAGTTTTT 260

Ad09A3047 Aradu.A09 3047 p2 (GA)8 16 8129999 8130014 CGGGGATAAGATAGCGTGAA CCACTACCACCGTCATCTCC 268

Ad09A3054 Aradu.A09 3054 p2 (CT)18 36 8143410 8143445 CTATCTTGGCGTTGCCACTT TGCATTGCATAATGGAGCAT 210

Ad09A3055 Aradu.A09 3055 c (TGT)5(TCT)5 30 8143622 8143651 GTTGCCATTGTTCCCTCCTA TGCAAAACATTTTCTTTGCTACA 190

Ad09A3057 Aradu.A09 3057 c (TTA)5ttgttgttgttattataataattataatcatcaatctcatcaat(TCA)677 8150766 8150842 TTAGGTCTTCGGCAACCAAC CTGCAGGAAGGAATTAGCGT 219

Ad09A3058 Aradu.A09 3058 p2 (TA)8 16 8154486 8154501 AAACATGCGGGAATCAATGT GCCAGTTGCACCGATTTTAT 124

Ad09A3064 Aradu.A09 3064 p3 (TAT)5 15 8173334 8173348 ATGAGCTGGAAGTTTGGCAG CCAATCAAGTTTGATGGCAA 134

Ad09A3065 Aradu.A09 3065 p4 (AGAA)5 20 8176627 8176646 AGCCAACAACAGGCTCAAAT GACCAATCTTTGCATGCATCT 249

Ad09A3066 Aradu.A09 3066 c (T)10cttttc(T)11 27 8177458 8177484 CCCAACAGTGGGTTAGGAGA CAACATAGGAAGGCGCAGAT 254

Ad09A3071 Aradu.A09 3071 c (A)10gtatattaagagcatgcttttttttattgtcctagagcacaattatttattatttaactttaaattattttggggaatt(TTA)8113 8187020 8187132 CATTAGCCGACGACAAACCT GCAAAAGCCTTTCCACCATA 277

Ad09A3077 Aradu.A09 3077 c (ATA)18(ATGATA)5(ATG)9(ATA)8135 8202950 8203084 TGAAAAAGTGAAAAGGGAGCA CTATTTGGAGAGGTGGGCCT 241

Ad09A3078 Aradu.A09 3078 p2 (TA)9 18 8205550 8205567 CAAACCCTAAACACAATGGGA AATTCTCCAGCCCCTCTGTT 140

Ad09A3079 Aradu.A09 3079 c (A)10gaaaaagaaagaccacccaatgtataagggcaagggtacaacaaacacagcattagcaaaaaagaattgccgttaaattccaggg(T)13108 8206442 8206549 TAAGTTCACTGTCTTGGCCG ATGGTTACGGCAGGCTAATG 249

Ad09A3085 Aradu.A09 3085 c (GAA)6gaggaagaggaagaggaaaaggaagatgaagatgagttgttcataattcacggtgagtgaagaagaggaagaggaagaga(AAGAGG)6134 8222564 8222697 ACGCATGAAGGAGATCCAAC TTTCCAAAGCGCTACACTCA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A3088 Aradu.A09 3088 p3 (AAT)8 24 8232280 8232303 GCAAAATGTTTGTGCACTAGG GGGTCTTCGCTCAAATTCAA 267

Ad09A3090 Aradu.A09 3090 p2 (TC)6 12 8246376 8246387 CCACTATCATCTCCTCCCCC AAATGAGTCGGGCTATGGTG 193

Ad09A3093 Aradu.A09 3093 p2 (AG)6 12 8251516 8251527 TCCTCCTCCTCTGGGAAGTT CAGCACCATCTCCCTTCCTA 277

Ad09A3096 Aradu.A09 3096 p4 (AAAT)7 28 8266035 8266062 TCCAAAGCAAACAAACAAGC TGGAGAAGCATTCCCTTTCT 182

Ad09A3099 Aradu.A09 3099 p3 (CTG)7 21 8269850 8269870 ACTGGGCATTGATTAGGTGC CCTCAGGTCTCATCTCAGTTCC 162

Ad09A3105 Aradu.A09 3105 p2 (AT)8 16 8297007 8297022 TTAAGAACGGATTGGTTCGG CAATCTGCGAACCCGATTAT 279

Ad09A3107 Aradu.A09 3107 p3 (AAT)5 15 8305208 8305222 CACCCACAACTTGAGCATGTA ATGGAAGACAAAGCTCGCAT 222

Ad09A3108 Aradu.A09 3108 p3 (AAT)7 21 8310347 8310367 GGCCTCCATAAAACTATATCCG CGAATATTTCGTAGGTGCATAATTT 280

Ad09A3112 Aradu.A09 3112 p2 (TA)7 14 8328988 8329001 CCTAGCCACTGAAACCCTAAA CAAATTTGATGATTCACTCCAGA 260

Ad09A3113 Aradu.A09 3113 p2 (AT)6 12 8329689 8329700 GTCGAGTTCGGTCAATGCTT AGCATAGGGTGGCAATAGGT 254

Ad09A3122 Aradu.A09 3122 c (T)15catgttgttttactagttggctccaaaacttggatctaatagtgtgagattgttggagtctacaacatttgcaatattgttcacta(T)10111 8349653 8349763 TTGGAAAACTCAAACTCTGCTTC AAGGCTGACTTTCTCCCATGT 249

Ad09A3124 Aradu.A09 3124 p3 (TAA)6 18 8352109 8352126 TTGAAAAATATCAAAACAGTTCCTC TTTTATAATGCAACGACCTCTTAAA 269

Ad09A3127 Aradu.A09 3127 p3 (ATA)6 18 8356447 8356464 TCTCGAAGAAATGGTCACCC GCACGCACACATGAATTCTC 151

Ad09A3130 Aradu.A09 3130 p3 (TGG)5 15 8366446 8366460 CGGAAGATGGGGTTTGTATG CTGCTAGGAATCGGTCGAAG 233

Ad09A3133 Aradu.A09 3133 p3 (AAT)5 15 8368961 8368975 CCATGCTCCACACAGTTGAC GGAGGAGCCAGTTAGCATCA 280

Ad09A3135 Aradu.A09 3135 p2 (TA)10 20 8382679 8382698 ATGCACTAAGCCACGTTTCC CAACTTTTGATGATATAACACCCG 260

Ad09A3141 Aradu.A09 3141 p3 (TAT)6 18 8393220 8393237 TCAATTTGCTCATGATTGGAA GCAGGAAGGATTAATGAAGGG 273

Ad09A3142 Aradu.A09 3142 c (CTC)5gtcgtcatcgtcgtattaa(TCC)549 8393617 8393665 CGTCCTAAGCGTCGTCGTAT TCGGATATTGGTGGAGGTGT 173

Ad09A3147 Aradu.A09 3147 c (TA)8agaagggtgttagataaaataatttatacttttttccattgccacctttacattattctttttattttc(TA)799 8401188 8401286 GCATCTTTGCACGCTTTATG GCAGGTCCGTGCAACTAAA 210

Ad09A3148 Aradu.A09 3148 p3 (TAT)6 18 8401690 8401707 AAGATAGTCGAAACAATTTTAACTTCA GGGAATTTTATTATGCAGGAAGG 105

Ad09A3149 Aradu.A09 3149 p3 (TCC)5 15 8402110 8402124 GCGTCGTCGTATGAATCCTT AACGGATATTGGTGGAGGTG 187

Ad09A3152 Aradu.A09 3152 p3 (TCA)5 15 8407351 8407365 ATGCTTGCTTGCTAGCTTCC AGCAGAGAAAGGGACCCACT 226

Ad09A3154 Aradu.A09 3154 p2 (CT)17 34 8423706 8423739 GCAGCACCTAAACCACCATT TGACGGGACTATGTTGATGC 124

Ad09A3155 Aradu.A09 3155 p3 (GAA)6 18 8424110 8424127 GAAGTTGGGGTTGCAGAAAA TGGTTTCTCCTTTTGCCATC 107

Ad09A3156 Aradu.A09 3156 p2 (AG)15 30 8429860 8429889 AACTAGACCCAAAGCCCACA TCGCAAACAGCTCATCAAAC 266

Ad09A3158 Aradu.A09 3158 p3 (GAG)6 18 8442690 8442707 ATGGGTTTGGAAAGAGTCCC ATGCCGACTTGTTTGATTCC 182

Ad09A3160 Aradu.A09 3160 c (T)10ctacaccatacaactcacctttaaattaatatcatgttaaatactaactttaaataaata(T)1181 8446443 8446523 TTTGTCAAATTCTCTAATCAGTCG TTGTGTCATGTTCCATGGCT 237

Ad09A3161 Aradu.A09 3161 p3 (TTA)6 18 8451041 8451058 GGCAATCTGGCATTAGCATT ACTACGACTTTTGGAACCCA 149

Ad09A3163 Aradu.A09 3163 p2 (TG)6 12 8453870 8453881 GCCTTTGGTTGTGAAATCTTG CTGCAGTCTTTGCAGGTTCA 265

Ad09A3165 Aradu.A09 3165 p2 (AG)11 22 8461764 8461785 GAAGAGAGTGGCGGTTTTGA AATCAATAAATTGGCCAGCA 244

Ad09A3168 Aradu.A09 3168 p3 (ATT)14 42 8465561 8465602 AAAGCATGCCTAATTTAATTCTATTTT TGAATATGTCAACAAACTCAAAAGAT 272

Ad09A3169 Aradu.A09 3169 p2 (CT)20 40 8466512 8466551 AAATGTTGAGCCGAGCTGAG GTAGGGGTTGCTGGTGAGAA 250

Ad09A3170 Aradu.A09 3170 p2 (GA)8 16 8477820 8477835 TTAGAACCGAACCTGGAACG CGGATCAATTTTCCGTTAGG 198

Ad09A3172 Aradu.A09 3172 c (TC)18(TA)6 48 8486316 8486363 AACACCGCTAATTTGGATGC AAATCAGCGTTTCAGGTTCG 266
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Ad09A3175 Aradu.A09 3175 p2 (TG)6 12 8501663 8501674 CATTGGAGTGAGGGCACTTT CTGGGTCATGAAGGAGTTGG 259

Ad09A3176 Aradu.A09 3176 c (A)10gcctattaattctaacaacaataataaatactaaataagacaagttttgcttaatttttgcga(T)1184 8501862 8501945 TGGAAAATATCCAGGAGGACC AAGCTTCCAAAATTGAAACACAA 275

Ad09A3188 Aradu.A09 3188 p2 (TA)13 26 8543225 8543250 TTAAATGGCACTTTTCATAACCTT TGTAGCAAGTATCTCCATTGAAAA 280

Ad09A3189 Aradu.A09 3189 p3 (AGG)8 24 8551442 8551465 AATCACAATGGGCTGAGAGG GCAGATATGGCCAGGAAGAA 192

Ad09A3198 Aradu.A09 3198 c (T)10catttttcaccgtccctttttccttctctttaacttctctttc(T)10ctttttatattatttttttattcatcctaatcta(T)10107 8600965 8601071 AAATAATCTCATCTCATTTTCTTTGTT CTCTGTCTAAAATTAAAGGTGCG 254

Ad09A3199 Aradu.A09 3199 p3 (TTG)7 21 8608264 8608284 TGGTCATGATTTCGCATTGT TCATGAACATAATCCCACGG 266

Ad09A3201 Aradu.A09 3201 p2 (AT)8 16 8613072 8613087 TGTGCCACATGGATTGTATG TCCACTGTGTGAAAATTCGG 208

Ad09A3203 Aradu.A09 3203 p2 (TA)14 28 8616927 8616954 AGGCCACGAAAGGGTAGAAT TCCGGCATGACTCACTAAAA 222

Ad09A3205 Aradu.A09 3205 c (ATA)5(AGA)5 30 8618806 8618835 GATGACATGCTTGCTTGACG CAATTTGCATCCGAAGTTGA 173

Ad09A3211 Aradu.A09 3211 p3 (TTG)5 15 8635066 8635080 ATGGATAAGGGGTGAAAGGC CTCCAATCAAATGCTCCACA 257

Ad09A3212 Aradu.A09 3212 p3 (AAT)12 36 8636078 8636113 TGCATTGGTTGTGCGATAGT CAGGGTGGAAGTTGAAGCAT 230

Ad09A3214 Aradu.A09 3214 c (A)14tgaaaaatacataaagggtcctttgatcccactaatcttagtgatcaataa(TCT)580 8655472 8655551 CAATTTTCCGATTTTAACGGT TGCATGCCAAAATAATTCCA 250

Ad09A3215 Aradu.A09 3215 p2 (TC)11 22 8662651 8662672 ATACGGGCGAGCAAATACAG CCCATATTTATTGGGTTCTTTTTC 250

Ad09A3223 Aradu.A09 3223 p2 (TA)9 18 8679607 8679624 GCGTGCTAAGAAACCTGGAG GTACTTTGGGTTTCCGGGAT 164

Ad09A3227 Aradu.A09 3227 p5 (AAAAT)5 25 8712668 8712692 AATTTCCACGACTCCCCTTT TCTTGCTTTGGTGGTGTCTG 255

Ad09A3230 Aradu.A09 3230 p2 (AT)8 16 8724880 8724895 GAGAAATCGAGAATTAATTTAGGCA ATTCGCATGCAACTGTCTTG 164

Ad09A3232 Aradu.A09 3232 p2 (AT)12 24 8728648 8728671 GGGGGCCAAAAGTACAGAAT TCTGGATTCTGAAGCGGAGT 242

Ad09A3239 Aradu.A09 3239 p2 (TA)10 20 8764205 8764224 GCGCAGAAGTCAGGAAGAGT TCTTTTTACTGCAAAGCCGC 276

Ad09A3240 Aradu.A09 3240 p2 (AG)11 22 8766415 8766436 ACACAAAGGAGCGAGAGCAT GTTGCACATGGTATGACGGT 174

Ad09A3242 Aradu.A09 3242 p2 (TA)6 12 8774972 8774983 CCTTCCTTTTATCTCTCCCCC TCTCATCTTCATTAGTTGGGAAAA 204

Ad09A3244 Aradu.A09 3244 p3 (AGA)16 48 8776196 8776243 AAGAAGTTGGGCCTAACACG CGCTGGTTATCCTTGTTCGT 244

Ad09A3248 Aradu.A09 3248 p3 (TAA)13 39 8783727 8783765 AATTCTCGATCATTATGCAAGTT CGTGTGTACTGTTTAGACCTTTTC 219

Ad09A3255 Aradu.A09 3255 p3 (ATT)5 15 8800241 8800255 CTGCCGCAGAAAACGATATT GCAATGAGCATTCATGGGAT 250

Ad09A3260 Aradu.A09 3260 p3 (TAT)5 15 8822475 8822489 ACGTACCTGTCGTACCCCAA CTTGCACTATCCACAAGGCA 269

Ad09A3264 Aradu.A09 3264 c (T)21c(A)18 40 8840610 8840649 AGCTTTGCCTACCTGCTGAA ATGATGTTGCAGGGTCAAGA 257

Ad09A3266 Aradu.A09 3266 p2 (AT)7 14 8841596 8841609 GCAGGGATTAAGGCACAAAA TGCCTGAACAATTTAGCATCA 196

Ad09A3269 Aradu.A09 3269 p2 (TA)10 20 8861643 8861662 CTTGAGTTGGCATGCGATTA AAACCCGGACTTTATCACCC 202

Ad09A3270 Aradu.A09 3270 p3 (ATG)20 60 8865396 8865455 GGGAAGGACAGTGGTTCTGA CATTTACAGACGCATGAGCAA 273

Ad09A3273 Aradu.A09 3273 p5 (AAGAT)5 25 8888835 8888859 AACACGACCCAAATCGAAAG CCTGGGTGCTCCAGTGTATT 166

Ad09A3279 Aradu.A09 3279 c (A)11ccgtacagggacccaaataaaaggaaaaaaaggtatagggaccaatt(A)1068 8914998 8915065 TCGCAAAATTTTCAATTTGGTA CGCAAAATTTTTAATCAGGTCC 239

Ad09A3280 Aradu.A09 3280 p2 (TA)8 16 8917148 8917163 TTTGTTTTGGATTTTCGTTCG TTCGAATTAGGAAAAGGAAATTAGA 257

Ad09A3281 Aradu.A09 3281 p3 (ATA)5 15 8923254 8923268 TGAGGCTTGAAGCGTTACCT ATTTCTGAGCATTGCGCTTT 264

Ad09A3283 Aradu.A09 3283 p2 (AT)9 18 8927347 8927364 TGAAATTAGATTAGACAGCTTGTTAGG GGAATCTCGAATCTGCGATCT 184

Ad09A3285 Aradu.A09 3285 p2 (AT)9 18 8928172 8928189 GAGAACATACATGGACACGCA GGGGTTCACCAAGAATTGAA 232
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Ad09A3288 Aradu.A09 3288 p3 (TGA)6 18 8935625 8935642 TTTGTTTTTCTGAGTTTCGGG TTCCCCATTCTTTCCCAAAT 272

Ad09A3293 Aradu.A09 3293 p2 (AT)6 12 8963412 8963423 AGCTCGGACATTACGACGAC CCCCTACATTTTTCCCCTTT 264

Ad09A3304 Aradu.A09 3304 c (A)10ttaatacacagatcaatctctaacgattttttctgtcagacataacagtctcccgtccattttacttttactatatctcaacct(TTA)6112 9026771 9026882 TCGGCAGAATAATTATCCAAAT CTCATCCACATGCACAAAGC 196

Ad09A3306 Aradu.A09 3306 c (ATT)5gagtgactatatataaaaatttaatgaataaagttatcattatttttgtcaaaaattacaagaaattatggtacagtattattattgtataat(TAA)6126 9029372 9029497 AGTTTCAACTTTGAATTTCTTGTAAA GACATTAATAGTCTTCCATCCAAAAA 219

Ad09A3307 Aradu.A09 3307 p3 (AAC)7 21 9030203 9030223 AATGTACACATCACAACTTTAATCG TTCATGAGGTGGTCAAACGA 274

Ad09A3313 Aradu.A09 3313 p2 (TA)6 12 9047256 9047267 AATTGGGATGTCAATTCCCT GCATTTTCGGGTGACAAGTT 163

Ad09A3314 Aradu.A09 3314 p2 (AT)9 18 9054012 9054029 CCTTGAATAGTTTCTCTGGGAGTC CTGGCATGCATCCATATTCA 203

Ad09A3315 Aradu.A09 3315 p2 (AT)7 14 9060979 9060992 CAAATTGGGAAGGTTGAGGA GATATAGTGCCCGCCACACT 213

Ad09A3316 Aradu.A09 3316 p2 (TC)6 12 9062206 9062217 AAAGGAACATTGAACCTGGAAA TGACCTAGTTTTTGGCCCAG 225

Ad09A3318 Aradu.A09 3318 p2 (TA)6 12 9092654 9092665 GCATTAGTGTAATTTTGTCCCCTT TGTGGGAAAACTATGCGAAC 254

Ad09A3320 Aradu.A09 3320 p5 (GAGAA)5 25 9118721 9118745 TCAAATGACAATGTGAACGGA TGGAAGGAGCTCACAGAACC 265

Ad09A3322 Aradu.A09 3322 p3 (ATA)8 24 9133464 9133487 CAATTTTGTATTAAATGATAACTAGCG GGAGAAATTTTTGTGACACATCC 280

Ad09A3323 Aradu.A09 3323 p2 (TA)6 12 9134243 9134254 ACCATCGCAACTCTAAAGCG GACTGGTTATCTTCGCAGCC 149

Ad09A3324 Aradu.A09 3324 p2 (CA)6 12 9136543 9136554 TTCACCACCAAACCTTTTCC TCCTTAGACCTTGGGTGTGG 225

Ad09A3327 Aradu.A09 3327 p3 (AAT)11 33 9157542 9157574 ACAAGGTTGGGTTTCTAATTTCT TTTTGCTCGTGTGATAGCCA 219

Ad09A3329 Aradu.A09 3329 p2 (AG)6 12 9161857 9161868 TACAACGGGCCCTCATTAAC TGGCATGGTTTCTTCACTCTC 130

Ad09A3330 Aradu.A09 3330 c* (AT)7(TATG)12* 59 9163974 9164032 GGGCAAGGATAGTGGTTTCA TCGCCACACTTTTCAATCAT 280

Ad09A3335 Aradu.A09 3335 p2 (CT)6 12 9203567 9203578 CCTTCCTCCTCCTTCGAGTT GGAAGGTTGTTGCCTGTCAT 274

Ad09A3338 Aradu.A09 3338 p2 (AT)7 14 9212842 9212855 AAGTCAAGGTTGGCCAGAGA CCTCCGGTTCTCATTCCATA 267

Ad09A3340 Aradu.A09 3340 p2 (GA)24 48 9219010 9219057 TGGATGCACCGACAGAGATA TCCCTCTCATCCCTCTTCCT 265

Ad09A3342 Aradu.A09 3342 p2 (TA)7 14 9224096 9224109 GGGGTAAACAAAAATCGCAA AGCCGGATTTTGAGTCTTGA 137

Ad09A3344 Aradu.A09 3344 p2 (AT)6 12 9240165 9240176 TAAACCGCAATACCATTCCC ACATTTTTCCCCCTTTCAGG 278

Ad09A3347 Aradu.A09 3347 p3 (ATA)6 18 9246330 9246347 CGTGATTCCATTTTTCCTCC GAATAACCGGTGCCATTATCA 280

Ad09A3349 Aradu.A09 3349 c (AT)8aaattaccaattaatattaataatgataatgattattattattc(AAT)781 9248706 9248786 TGAAATGAAAGATTATTGCACGA TCCTTCAAGCCAAAAATTCA 199

Ad09A3351 Aradu.A09 3351 p3 (ATA)10 30 9249988 9250017 TCCACGATAATTCACGTTCTAA AATGAATAAAGATTTGAGTCGAAAA 197

Ad09A3355 Aradu.A09 3355 p2 (TA)9 18 9258809 9258826 GTGTGTGGCTGGTTCATTTG CAACACCAACCATAATCCATCA 254

Ad09A3356 Aradu.A09 3356 p3 (CAA)6 18 9264297 9264314 GTCCGTCTTTCAAGTTGGGA CACCTTGCTTTTGCTTCTCC 222

Ad09A3361 Aradu.A09 3361 p2 (AT)7 14 9290260 9290273 GCCTTCAAAGGAACCAAAGA TGGATGGAAATTTGTGGTAGC 279

Ad09A3363 Aradu.A09 3363 p2 (CT)6 12 9294054 9294065 TTGGTGCGTTCTTTAGGGTC GAACGAGCTAGGAACAACGG 150

Ad09A3367 Aradu.A09 3367 p3 (CTC)10 30 9308433 9308462 TCTTTTGCAGACATGGCAAG AATCACAATGGGCTGAGAGG 171

Ad09A3369 Aradu.A09 3369 p2 (CT)7 14 9322502 9322515 GCGTTTGATTCACAGCGTT TCACATTGCTTGCTTCGTTC 279

Ad09A3377 Aradu.A09 3377 p4 (AATA)5 20 9355831 9355850 GCAGTTTCTGATGTATGCACG GCCTGAGAAGGTTGGAAAAA 193

Ad09A3378 Aradu.A09 3378 c (CTAA)5c(TA)8 37 9360936 9360972 TTCAAGTCTTTTCTTTTAGAGGTCG ACGCAGCATAACTCACACCA 271

Ad09A3379 Aradu.A09 3379 p2 (AG)10 20 9362995 9363014 AAGTGGTGGGGTTGAAAGTG TCGATTTCAGGGTTCGGTAG 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A3380 Aradu.A09 3380 p2 (TA)6 12 9365080 9365091 TTTGATGGAACCATAACAGCC CGAATTTGACTATTCTCGTCAATG 274

Ad09A3383 Aradu.A09 3383 p2 (TA)11 22 9382005 9382026 TGAGCATGCTGGAGACTTTG GCATCGCACTTGAAATGTTG 195

Ad09A3388 Aradu.A09 3388 p2 (AT)6 12 9417919 9417930 AAGAGAGCCCCCTACCAAGA CAGAATTCTTTACCTACTCTGCAAAA 263

Ad09A3390 Aradu.A09 3390 p4 (TATT)5 20 9420081 9420100 AGACGGCAAGGAGATGAAAT TCGGGTTTTTCTTTTGTTGG 131

Ad09A3393 Aradu.A09 3393 p2 (GA)10 20 9421367 9421386 GCTCTCGCTAGGAACACCAC GGAAATAACCTCAGCCACCA 271

Ad09A3401 Aradu.A09 3401 p2 (AT)7 14 9467238 9467251 ACCCAACATTGAATCCCATC GAAGAGAATTATTCGAATTTTACCAA 245

Ad09A3404 Aradu.A09 3404 p3 (ATT)5 15 9469059 9469073 TTCCCATTCTCATTTCCTCG ACCGAAACGGTCTTTCTTGA 233

Ad09A3409 Aradu.A09 3409 p2 (AT)8 16 9475858 9475873 GCTTCTCAAACCTTAGTTGCAC AAAGGCGTGAAGCTGAGAAA 195

Ad09A3410 Aradu.A09 3410 p2 (TA)7 14 9476878 9476891 CGCGATACTCGACCCTACTC CCTCAATCCTATCCGACCAA 275

Ad09A3411 Aradu.A09 3411 p4 (ATTT)5 20 9484111 9484130 CAAACCTGCTCTGTGAATTGAG TGAGGTGGTGTTTCTGATGC 257

Ad09A3433 Aradu.A09 3433 p2 (TA)7 14 9560830 9560843 CTCTCCATCTCCACCAAACG GGCTAAGCAATGATCAGTTACAA 251

Ad09A3436 Aradu.A09 3436 p2 (AT)7 14 9574573 9574586 TCACGTTTTATGCCCTTTCA GTTGGAAGCGTGTTTCACAG 159

Ad09A3437 Aradu.A09 3437 c (T)10aaaaatatttgagaaaaaagtgtatattttataaataatagaaaaaatatcattttaagatattttaaaagacgagagtaaaatt(A)10105 9576259 9576363 TGGTTTTACAAGTTTGGTTTAACA CATGCTTTGGTGACATGGAA 272

Ad09A3438 Aradu.A09 3438 p3 (TTA)15 45 9576625 9576669 CCTTAAAGAACGGTGCTCCA TGTAAACCAAAACTCATAGCGG 278

Ad09A3439 Aradu.A09 3439 p3 (TTC)6 18 9577147 9577164 ATCAACAAGACGCTGACGTG CTAGTGCTTCCACCACCCAT 240

Ad09A3440 Aradu.A09 3440 c (A)10ccaaaattcaaccacactaacaacacaagcatatacaaaaatcatcatgcattgc(A)1176 9579135 9579210 GAGCTTCTCATGAAACCCCA CGTTAGGGTTCCTTTGGTGA 260

Ad09A3441 Aradu.A09 3441 p3 (GAA)6 18 9579365 9579382 GGAACCCTAACGTAGTGGCA TCACCGACGATCTGATGTGT 243

Ad09A3444 Aradu.A09 3444 c (TC)17(AC)6 46 9594270 9594315 ACAAAGGGCATTTTACACGC AGCTGAAGGTAGGTGGGGTT 265

Ad09A3445 Aradu.A09 3445 p3 (TCT)5 15 9594466 9594480 ACCCCACCTACCTTCAGCTT CCCATGACTCGGAGGTAGAA 246

Ad09A3446 Aradu.A09 3446 p2 (AG)7 14 9601512 9601525 GAAGGCTTCATGGGTCAGAG TCTCCCTTCCTGCTTCTTCC 149

Ad09A3447 Aradu.A09 3447 p3 (AAT)5 15 9607334 9607348 GACCTCGATTTTGGTGCAAT TGAACCGCTTAATCTTTTGC 196

Ad09A3448 Aradu.A09 3448 p2 (TA)7 14 9607689 9607702 TTGTTTTCACCAAAATCAATGTG TCTCCGATGCATTTCATTTG 250

Ad09A3451 Aradu.A09 3451 p2 (CT)9 18 9616301 9616318 GGTCAACAGCAGCACACAGT GCAAATGTGGTAAGAAGGGG 207

Ad09A3452 Aradu.A09 3452 p3 (ACA)6 18 9616742 9616759 TTCAATGCAAACAACATGGC GCTGCTGTTGATGGAGATGA 210

Ad09A3453 Aradu.A09 3453 p3 (ACA)5 15 9617213 9617227 GGAAGCAGAAGCTTCAATGG CTTGAGAAGAATTCGCAGCC 229

Ad09A3457 Aradu.A09 3457 p3 (ATT)6 18 9621169 9621186 CCCAATCATATGACGACGTG ACTCCACCCTGGATGTTCCT 210

Ad09A3464 Aradu.A09 3464 p3 (AAT)10 30 9647769 9647798 CGCCAATTTTCCCAATTTC GGGTCATATTTAATTTCCCAGC 278

Ad09A3465 Aradu.A09 3465 p2 (AT)9 18 9647975 9647992 GCCAATTTTCCCAATTTCAC GGGTCATATTTAATTTCCCAGC 277

Ad09A3472 Aradu.A09 3472 p3 (ATT)12 36 9661881 9661916 TCAGTGCAGTTGTGCTACCC GGCTAAGCCCATGACAAAAA 220

Ad09A3475 Aradu.A09 3475 c (T)11accctttttttttcatgttgttattattatttgttttcttttcatattatttttgtcttcaatttac(T)1088 9662987 9663074 TTAAATCGATGCAACTCGCC CAATATAAAGATGAAAGGGTAAAAGAA 272

Ad09A3479 Aradu.A09 3479 p3 (ACC)8 24 9667295 9667318 CTTTTCAAACCCATCCCTCC GCACTATCATGGTGTGGGTG 177

Ad09A3481 Aradu.A09 3481 c (TA)6tt(TG)6 26 9672627 9672652 TGAATTTTAAAAGAAAAATCGCAA CATACATTCCGCCACGTAAA 271

Ad09A3482 Aradu.A09 3482 p2 (TA)8 16 9673186 9673201 GAGACCGCTCCAAATGAAGA AAATGTGGGACAGCACACTG 267

Ad09A3483 Aradu.A09 3483 p3 (TGG)8 24 9674255 9674278 GTGGCTGGTGGCTAGAAGAA TGTCGTCATCATTATCATCATCTCT 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A3486 Aradu.A09 3486 p3 (AAT)6 18 9679357 9679374 ATTGGCCTGTTGAGTTGGAT ACTCTCCTCCCATTCTTCCC 253

Ad09A3487 Aradu.A09 3487 c (AT)13ttcacaatatgttgtttatgttataaaatattgtttg(T)1073 9682150 9682222 TGTTTTGGGTGTATTTTTGTGAA CCCGTGATGCTTTATCCCTA 250

Ad09A3489 Aradu.A09 3489 p3 (TAT)7 21 9688937 9688957 TTTGTCCGTAAAGTTTGTTTCC CGATTGGATTTGTTCTCGGT 261

Ad09A3491 Aradu.A09 3491 p2 (TA)8 16 9695071 9695086 GAGCTTTCGCGAATACGAAC TTTACCCCCTATTTCCACCC 278

Ad09A3493 Aradu.A09 3493 p2 (TC)8 16 9696552 9696567 CCAATTGGCTGAATTCAAAA CATCCATTCATTTAACCGAACA 240

Ad09A3498 Aradu.A09 3498 c (TA)9(CA)7 32 9726896 9726927 GGCATCATAAACTCCAGCGT TTAAGATGGGGCAGGAAGTG 232

Ad09A3502 Aradu.A09 3502 p2 (TC)6 12 9754452 9754463 TGATTGGAGTAAATATCAAATTATTCA AAAAAGTATGCACCTAATATAAGCAAA 274

Ad09A3516 Aradu.A09 3516 c (AT)6caactaagtcaaattattggaaagagatcttcagagttcagactagttaggagagatttcctaatgtgccatatagaatgataataat(A)10110 9784042 9784151 GAAATCGGATGCAGAGGAAA TGTGGCACAAGTACTGGAGAA 266

Ad09A3519 Aradu.A09 3519 p2 (AT)6 12 9794222 9794233 TTTGATTCCATTAAACAACCCA AAATCGAAAAAGTAAAAGCGACA 228

Ad09A3522 Aradu.A09 3522 p2 (TA)9 18 9811092 9811109 GCGTATCCCTGCTTATCTGC GTGGAACAACCCTCGTCACT 146

Ad09A3523 Aradu.A09 3523 p6 (GACAGG)6 36 9817990 9818025 TCTGACCGTAAAATGGAGGC TTTGATCTCTCCCTGGATCG 139

Ad09A3524 Aradu.A09 3524 c (TCA)6ttatg(ATT)950 9818283 9818332 TTTGGGCTTAGCGACAAAAC TTGAAGGGTAGGAGGAACCA 136

Ad09A3527 Aradu.A09 3527 p2 (TA)7 14 9823693 9823706 GCTTATGAATGGGGCATTTG TGAGTTGACGAAGATGACCACT 252

Ad09A3528 Aradu.A09 3528 c (T)10gaattgaactcttccttttaccactcgaattggg(CT)656 9825367 9825422 ATTCTGCCATTTGTCCAAGG TGAGAAAACAAATCAAGGAAGAA 239

Ad09A3531 Aradu.A09 3531 p4 (TTAA)5 20 9826802 9826821 CAATTCTTTGGTTTCATTCGC TGCAGATCTCCCTTGAAGACA 183

Ad09A3532 Aradu.A09 3532 p2 (TG)11 22 9829026 9829047 CTCCGTAAGATGAATCACCCA TCCGTTTTACATATCATCTTCTGG 230

Ad09A3536 Aradu.A09 3536 c (A)10tttgaccaaaaaaatgttgttgatatattatttcatatacaaaataagattcaaattctcaaca(T)1084 9836938 9837021 AGGTGAAAACTCAGGTGCAT TTCGGGTTCGAATTTCACTC 233

Ad09A3540 Aradu.A09 3540 p2 (TA)6 12 9874185 9874196 GGCCACCATCTCTCTACCAA AGGCATAGCACATTGCTGGT 279

Ad09A3544 Aradu.A09 3544 p3 (TAA)6 18 9883399 9883416 TGTTCTCATATTCACACACAACTCA TGAAAAATTGACACCTCACTTCA 196

Ad09A3547 Aradu.A09 3547 p2 (AG)6 12 9892836 9892847 ACACCTGCAATGCCTTTCTT TTTGTCTCTCTGTGCCGTTG 204

Ad09A3548 Aradu.A09 3548 p3 (AGA)5 15 9893093 9893107 CAACGGCACAGAGAGACAAA CTCCGACGACTGAGAAAACC 264

Ad09A3549 Aradu.A09 3549 p2 (TA)7 14 9896023 9896036 AACATGTATTTCGTAAATAGAAACTGG TTAAGGTGGTGAGAGGTGGG 280

Ad09A3551 Aradu.A09 3551 p3 (TCA)7 21 9902953 9902973 TGCTTGGTGGCTAGTTTCCT TCGTTCTGAAAGGGTGGTTC 210

Ad09A3552 Aradu.A09 3552 c (T)12g(T)10 23 9914848 9914870 CACAGATTTAAAACACGCACTCT CTTCCAACAAAGTGATCGGC 247

Ad09A3559 Aradu.A09 3559 p2 (TA)6 12 9927948 9927959 TTGAGTGCACCTATTTTCACCTT TGGGGAATAAAATTGTCTACAAAC 278

Ad09A3561 Aradu.A09 3561 p2 (TA)7 14 9944315 9944328 TCAAAGTAAGTCACTTCAATGGTCA TCCAACCTTCCATAATTCACAA 274

Ad09A3566 Aradu.A09 3566 p2 (AT)7 14 9970096 9970109 AGCCCAAGTGGGAGATTATT AGACCAAAACCTTGAAGGCA 279

Ad09A3568 Aradu.A09 3568 p2 (AT)6 12 9982415 9982426 TGCTTGCCCATCATTATTCA ACACCACCTCTGCTTTACGG 264

Ad09A3569 Aradu.A09 3569 p2 (AT)6 12 9982979 9982990 CTGCGAAGTTAAGGCTGGTC AACCTCCAGTTCTCATCCCA 196

Ad09A3570 Aradu.A09 3570 p2 (TA)6 12 9985944 9985955 TCCTTTGGCCATAGCTTCAC AAATGGGCAAAACAAAGTGC 189

Ad09A3571 Aradu.A09 3571 p2 (TC)9 18 9990919 9990936 CCGCGCTTAAGTAATTCCAA TAGAGGGAGTCGCGCATTAT 156

Ad09A3578 Aradu.A09 3578 p2 (AT)9 18 10015675 10015692 CCCCCTAGCATCTCCCTATT TCGAACCCCTAACGGACTAA 280

Ad09A3579 Aradu.A09 3579 p3 (AAC)5 15 10026390 10026404 ATGCAATTGGTGCTGTGTGT TTGTTGCTGTTGCAATTGTG 196

Ad09A3581 Aradu.A09 3581 p3 (TTA)6 18 10034560 10034577 ATTGGTGGGGGCTTGATTAC GTGAATAATCTTAAAACTGACGAAGA 266
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Ad09A3582 Aradu.A09 3582 p2 (AT)7 14 10042971 10042984 GCGATATACGGACAAGGCAT GTACCCTAGCCGGCCTAAAC 120

Ad09A3583 Aradu.A09 3583 p3 (TTC)6 18 10056914 10056931 ACGTGCTGGTGCTTCTTTTT GAGGAGGAAGAATGCGAAGA 123

Ad09A3588 Aradu.A09 3588 p2 (TA)8 16 10063772 10063787 CACCAAAAGTGGGTAAATTGC AGCCGTAACAACTTCATCTGC 267

Ad09A3589 Aradu.A09 3589 p2 (AT)8 16 10066186 10066201 TTGATTTTCGATTTTGCACC AACCGATACCGTGAAAGTGG 245

Ad09A3590 Aradu.A09 3590 p2 (AT)6 12 10066400 10066411 CCACTTTCACGGTATCGGTT CACCCATCCAGATCGGTAAT 221

Ad09A3591 Aradu.A09 3591 p2 (TA)12 24 10068882 10068905 GCCCTTGAAACATTGAGACTG TTTTTCTCACTCTCTTCAACTTGC 280

Ad09A3597 Aradu.A09 3597 c (GAA)5ggagaacag(GAA)6tgcgaacaaagaacaagaagaagaacgcgaaca(AAG)9102 10103739 10103840 TGCAGAGAAGAAAAACGCAA TCAACGTAAACCTTTCTCAACG 205

Ad09A3601 Aradu.A09 3601 p2 (AG)14 28 10127862 10127889 GTACAAAGTGTTGGGCGGTT TTGACTGAGTGCTTTGTCGG 234

Ad09A3602 Aradu.A09 3602 p2 (CT)6 12 10132561 10132572 CAAAAGGATTGGAGCATATGAA GGAAGGATCTATTCTCATTGACG 212

Ad09A3605 Aradu.A09 3605 p2 (TA)6 12 10136411 10136422 TCAATGCAATGTTAGATCAAGGA TGTTAAACATCTTTGTGTATTGACTCT 139

Ad09A3608 Aradu.A09 3608 p2 (TA)7 14 10138436 10138449 TGTCATCGTATCGTATGTGTAATTTTT TCATGCATATGAAAAGAGATTGG 268

Ad09A3610 Aradu.A09 3610 p3 (ATT)10 30 10152623 10152652 TCATGATTAGATCGGTGCCA AAATAAACAGCTACAATTGACATGG 100

Ad09A3612 Aradu.A09 3612 p2 (AT)8 16 10156164 10156179 TGACCGTTGCATGAATTAAAA GAACACTTGGAGCAGCACAA 262

Ad09A3613 Aradu.A09 3613 p3 (CAC)7 21 10157119 10157139 CCAATACTAACACCACCGCC TAGTGGTGTGTACGGGGTGA 166

Ad09A3616 Aradu.A09 3616 p5 (AAGAT)6 30 10165303 10165332 CAGAGGAACACGACCCAAAT ATGCAAGGGACTCTGATGCT 248

Ad09A3617 Aradu.A09 3617 p3 (ATC)6 18 10169667 10169684 CAGTGGAAGTCAGCGGTGTA TGGGCCGATTATATCGAACT 232

Ad09A3618 Aradu.A09 3618 c (T)14gctgtcttttagttctctaatt(A)1046 10176826 10176871 GGGGAGACCCTAATAAGCCA ATTGCATCTCGTTTTCCTGC 169

Ad09A3622 Aradu.A09 3622 p2 (AT)8 16 10186010 10186025 AGCTTTTGAAACATCACAAAAAT TTTTTCTTAACGTGGGACGAA 201

Ad09A3624 Aradu.A09 3624 c (T)10cattt(ATA)1766 10188687 10188752 GGTGGGAGGAGCACTATCAT TCAAATGGTTTCAACTTTCAGTTT 273

Ad09A3626 Aradu.A09 3626 p3 (CTC)6 18 10193225 10193242 AGAGGGTCCAGGAGGCTAAA GCTGAGAGGGAGCTGAAGAA 135

Ad09A3630 Aradu.A09 3630 c (AT)8gtatatttacttctagatgttaaatttttttaatttatgataaaatttttctc(TTA)12105 10215559 10215663 TTGGCAGCTCTGCACAAAT CCCTACCTTACGAGCCAAAA 254

Ad09A3631 Aradu.A09 3631 c (TCA)8aaactcagaacccagaactcagaactcagaaaaacaagaaa(ATC)683 10216078 10216160 AACTCAGAACCCACCACCAC TTGCATCTGGGTTTTGTTAATG 242

Ad09A3632 Aradu.A09 3632 p3 (TTA)8 24 10216770 10216793 CATTTGGGACTATTTTGTAGGCA GCCTTGGTTTTAGTTTGACCG 233

Ad09A3635 Aradu.A09 3635 p2 (AG)22 44 10231346 10231389 TGACAACTTCTGAAGCGATGA TGAACACACACGCACTAGCA 253

Ad09A3638 Aradu.A09 3638 p3 (CTT)5 15 10245169 10245183 GCAAATTTTACCGGAGATCG TGCAAGTTGTGTTTTAAGCCAT 186

Ad09A3642 Aradu.A09 3642 p3 (ATA)5 15 10268761 10268775 TCTTAATGCAAACCAACCTGAA AAGTTGCACCCACTCGTGAT 191

Ad09A3647 Aradu.A09 3647 p4 (TTTA)5 20 10293037 10293056 AAGGCTTAGCTTAAAAAGTCGGA GCCTTACAGACAAGGGAACG 115

Ad09A3650 Aradu.A09 3650 p2 (CT)22 44 10307419 10307462 CGCCCAAAATCAAAAGAAAA GACAACTAGCAATGCGACGA 239

Ad09A3651 Aradu.A09 3651 p2 (TA)6 12 10309024 10309035 GCTCCACCTTGTTGTGTTGA TTTTAAGGTCGACAAACTCGC 253

Ad09A3652 Aradu.A09 3652 p2 (GT)6 12 10315397 10315408 GCAAAGGAGGAACATCAAGC CCACAAAACACAAACAACCCT 247

Ad09A3655 Aradu.A09 3655 c (T)10cttctctcttctttacaaaaattttcatagaagagtattatttctctacaggtaaatttattatttcatatttaacatt(TTA)9116 10323194 10323309 TATTTATTTGCACGTCCCCC CGAAATAGAAACAAAATAGCACGA 187

Ad09A3656 Aradu.A09 3656 p4 (TTTC)5 20 10323460 10323479 GATGAGTCGTGCTATTTTGTTTC AAAGCGTTAATATTCAAATAAGAAATG 219

Ad09A3658 Aradu.A09 3658 p3 (AAT)5 15 10326179 10326193 TTGCACAATTTTTGAGAAAGC TTCCTATGACTATGAAATAGCTGGA 210

Ad09A3664 Aradu.A09 3664 p3 (ATG)5 15 10345257 10345271 TGAGGTTGATGCTTGGACAC GGTTGTTAACCTCGCCAAAA 218
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Ad09A3667 Aradu.A09 3667 p2 (AT)8 16 10356443 10356458 TATTTGGGAATTGGGTGCAT TGGGCGACAATCAATCATAA 271

Ad09A3668 Aradu.A09 3668 p2 (AT)7 14 10357442 10357455 TCCACAAATCCGCACAATAA TCCGCATAATTAAACCTTCTCTTT 243

Ad09A3669 Aradu.A09 3669 p2 (CT)9 18 10358362 10358379 TGGATGAGACTTTCCATGACC TCTTTCGAGGACCAAAATGAA 164

Ad09A3670 Aradu.A09 3670 p3 (TTA)17 51 10362633 10362683 TGGGCTGAACTGTTACAATATG TCTCATCCATGTGCAATAATTT 280

Ad09A3672 Aradu.A09 3672 p3 (ATT)5 15 10364619 10364633 TTGTTGTAAAAGCTATCCAATGAAA TCCAATGATTTTATTAGTGGCAA 221

Ad09A3673 Aradu.A09 3673 c (T)10gggggtcttggtgcttaattgcttatcaagggaattggtaagtgataacataaggtgagtgaagcttttaaaccggattttcgttcgacttcatcgattc(T)12122 10389225 10389346 TGATGCTGCCATTTATCCAA GCTGAGTCACTTCCTCGTCA 270

Ad09A3677 Aradu.A09 3677 p3 (AAT)14 42 10409848 10409889 TCATGTTATGGCCTCTGCAA GAGAGATCAAAGTGGCTGGG 272

Ad09A3682 Aradu.A09 3682 p3 (ATT)10 30 10438499 10438528 ATCCACCAGTTTGCGAGAAT AAGAACATGAAAACACCGGAA 266

Ad09A3690 Aradu.A09 3690 p2 (TG)7 14 10461506 10461519 TTAATTTGAGCAGCATCCCA TCAAGTGCCATTATGGGTCA 158

Ad09A3697 Aradu.A09 3697 p3 (GAA)5 15 10489402 10489416 CAAACTGAAAGCAAAACGCA ACCCATTGAGGATGATCCAA 192

Ad09A3698 Aradu.A09 3698 p3 (TTA)5 15 10489674 10489688 TTTGGATCATCCTCAATGGG AAATTATTCTCATTGTCATACCCAC 246

Ad09A3701 Aradu.A09 3701 p2 (TA)9 18 10499881 10499898 TTAAGATGGGGCAGGAAGTG GGCATCATAAACTCCAGCGT 226

Ad09A3705 Aradu.A09 3705 p5 (TTTTA)5 25 10515954 10515978 TCCTCTGTCTGGGTTCCATC CCACCATTCACAGCAACAAC 263

Ad09A3706 Aradu.A09 3706 p2 (GA)6 12 10516169 10516180 AGAGGGAAGTGTGTGTTGGG ACTTTCCCTTCCTCCCTCAA 129

Ad09A3708 Aradu.A09 3708 p3 (TTA)5 15 10520209 10520223 GAGGGACGATTTCGATTCTG TGCAGAGTAGCCTGTGTTATGC 237

Ad09A3713 Aradu.A09 3713 p3 (AAT)5 15 10540949 10540963 TTAAAGATGGTAACGGGCCA CCTCCCATATTTAGCAACCG 200

Ad09A3715 Aradu.A09 3715 p2 (AT)8 16 10552345 10552360 GCCACTTTTGGGTGACAAAT TAGGCTCAAATCCCACATGC 266

Ad09A3716 Aradu.A09 3716 p2 (TA)8 16 10557782 10557797 TCGATCTGCAGACCAAAACA CCTTTTGTTTTTATGACCAGGAG 172

Ad09A3719 Aradu.A09 3719 p2 (AT)10 20 10570229 10570248 TGGTTCTTCCCCCTTAACAA TGCATGTGAGATTTGTGCTCT 233

Ad09A3720 Aradu.A09 3720 p3 (AAT)7 21 10575206 10575226 TTGGCCTTTTGAATAAGATTTGA GCTCAAAATTTGCTTTAACGA 193

Ad09A3723 Aradu.A09 3723 c (A)10ttgcagagaagagacatgatagtagcacattttactc(AG)761 10580248 10580308 ACGGCTAGCAACTAACGCAT TTGTTATTCCGACAAACGGA 257

Ad09A3725 Aradu.A09 3725 p3 (GTG)6 18 10584816 10584833 AACTTTCGGTTGAATGTCGC TCCCTTGCTCTCTGCATTTT 190

Ad09A3727 Aradu.A09 3727 p2 (TC)6 12 10606991 10607002 ATGGATGACCATAGGTGGCT GCGTAAGAAGGAAGAGAAAAGTT 190

Ad09A3729 Aradu.A09 3729 p2 (CT)7 14 10624540 10624553 TTCTCTCTCAAGCCTTCGGT CTCTCAACCGGACTGGGTTA 249

Ad09A3730 Aradu.A09 3730 p2 (TA)8 16 10624917 10624932 GCTCCACTCCTGTTCCACAT GAAACGACCCGGTTTCAGTA 254

Ad09A3733 Aradu.A09 3733 c (AG)14atcctatttatttctgtcaatccaagtgcaacctatgtgtttgattgtgaacttttatcattctttttgggtgtctatcatgcc(TAAT)7140 10632259 10632398 TTGCCATGTTCTCTATCATCG GCATGATCCTCCAATTTAAGC 252

Ad09A3736 Aradu.A09 3736 p2 (AG)6 12 10641121 10641132 TCAGAAGTAGGTTCCGGTGG ACCACATTTCCCAGATCCAA 203

Ad09A3737 Aradu.A09 3737 p2 (TA)6 12 10641708 10641719 CGGTTCGAATTAGTGGGAGA CACTCCGAAACGAGTTTTCC 155

Ad09A3740 Aradu.A09 3740 p3 (ATA)5 15 10659857 10659871 CACCACAATTAAAAGGGTGTTC TTTTTATTTTTCAAAATGCGAGA 228

Ad09A3742 Aradu.A09 3742 p2 (GT)6 12 10665173 10665184 TCACCATTAAAGGCTGCTCC TGGCATTAGGCTGTGTTTGA 136

Ad09A3752 Aradu.A09 3752 p3 (TTA)12 36 10682251 10682286 AGCACTCTTTCAAGGTCCTCC ATTGTCTCCTCGCATTCCAC 207

Ad09A3753 Aradu.A09 3753 p3 (ACA)5 15 10682434 10682448 GTGGAATGCGAGGAGACAAT CCATACACAAGGTGGTTAAAGGA 202

Ad09A3756 Aradu.A09 3756 p2 (GC)6 12 10710901 10710912 ATGGCGCGTACGTACTCTTT GAGTGGCCTAGAGGTTGCTG 263

Ad09A3757 Aradu.A09 3757 p2 (AT)7 14 10714257 10714270 TTTGGATCCTTGATTGGCTC GGCATTTTGTCCCCTCTTTT 261
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Ad09A3760 Aradu.A09 3760 p3 (TTA)6 18 10722732 10722749 AGCACTCATCAAGGTCCTCC ATTGTCTCCTCGCATTCCAC 184

Ad09A3761 Aradu.A09 3761 p3 (ACA)8 24 10722896 10722919 GTGCACAATTTGGTGGAATG TCCATCTAATTGACCCCACC 140

Ad09A3764 Aradu.A09 3764 c (A)11catttgttga(T)1031 10737053 10737083 TGTGGCTGTACAAATAAAACACTT AAATAAAAAGGTGGGGAGGG 271

Ad09A3765 Aradu.A09 3765 p3 (TTA)8 24 10738059 10738082 GCACTCTTCAAGGTCCTCCA ATTGTCTCCTCGCATTCCAC 193

Ad09A3766 Aradu.A09 3766 c (AT)6ttacataatatgtattacctttttttatttttaatttataatagtatgtctgcataactctt(TA)1196 10741646 10741741 ATTGCAAAACCCCGTATCAA TTGGCTTGTGAGTTGGTTTG 169

Ad09A3771 Aradu.A09 3771 p3 (AAT)5 15 10750762 10750776 CAGTGCCCCAACTTAGTTCC TTCACTGATTATAAAAATTGCATGT 272

Ad09A3772 Aradu.A09 3772 p3 (TAT)17 51 10750897 10750947 TGCTGTTAGTTAGTTATTTCATGTGTT AAACTAACCCTAAACTAACGGTCAC 162

Ad09A3773 Aradu.A09 3773 p3 (AAT)17 51 10751087 10751137 TGACCGTTAGTTTAGGGTTAGTTT AACTGATTCCCCACTATTTTCTTG 215

Ad09A3774 Aradu.A09 3774 p3 (GAT)5 15 10753464 10753478 CGACACCACACATCCTCATC TCCGCATTACCTTCCTCATC 257

Ad09A3775 Aradu.A09 3775 p3 (GAA)5 15 10756677 10756691 TAAACATGAAAGCTGCTGCC ACTAAAATTGGCATGCGGTC 163

Ad09A3779 Aradu.A09 3779 c (TAT)14aagttttctgttttcaaaattctgtgtctaccaagtcattacatttcatga(AATT)5113 10766109 10766221 TATCAACCGTTAACCGGAGC TGGCATGGAACCTAGAGTGA 260

Ad09A3786 Aradu.A09 3786 c (ATA)5(ATG)12 51 10790955 10791005 CCGGTTTCTTTTGTAAGGGG TTCATTGCTGTCATCGTCGT 273

Ad09A3787 Aradu.A09 3787 p2 (CT)6 12 10818080 10818091 GATTGCACAGTAAGGGCGTT ATTAGGGTTGGGTTTGGGAG 243

Ad09A3789 Aradu.A09 3789 p3 (ACC)5 15 10827854 10827868 AGCCAAATTTGTCATCGACC CCTGCTTACCGGTGTGATTT 243

Ad09A3793 Aradu.A09 3793 p4 (ATTA)6 24 10846140 10846163 TGCCATTATTTTGAAAGGAGTGT GACGCGAATAGCTAGAATGACA 150

Ad09A3797 Aradu.A09 3797 c (T)10atgattttgtaaa(T)1033 10875036 10875068 GAAACATGCAATTGACACCAA AATTCCTGGACCGGAGTCTT 209

Ad09A3798 Aradu.A09 3798 p2 (AG)6 12 10883262 10883273 CCATTATGAGTGGGTTTGGG CTTGGTGCAGGGATGAATTT 246

Ad09A3799 Aradu.A09 3799 c (A)11gattacttatgagctaaatacatcgcaattacagctacgtaattttataaggaagcaatttgattgcaaaagttaac(A)1098 10892155 10892252 TTTTGTTGCAAAAGTTTGAATTG ATGGCTAGTGATGGAGGTCG 277

Ad09A3800 Aradu.A09 3800 p3 (ATC)5 15 10892744 10892758 TCGTCCCTAACGTCTTGGAT TGTTGGTGGCAGTGGAGATA 187

Ad09A3801 Aradu.A09 3801 p2 (TC)6 12 10893087 10893098 CGCATCGCTTCTCTCTCTCT ATTGCCGCTACAAGGTCATC 252

Ad09A3802 Aradu.A09 3802 c (A)11gcttatgcttttaccacaccaaacttaaaatattgctcgccctcgagcaagagaagaaagaag(AGA)692 10903467 10903558 CTCGAAGGTGGAAGCTTTTG TTGGCCGAATTCATCTTCTC 212

Ad09A3806 Aradu.A09 3806 p4 (TTTG)5 20 10923219 10923238 TCTGGAGGACTCATGTCCTTG TGATCTATGTAGCCGACCCC 270

Ad09A3807 Aradu.A09 3807 p2 (TA)6 12 10925172 10925183 TCCCATTTTCATGGTTGGTT GAAGCTCCTGCATTACTCCG 225

Ad09A3821 Aradu.A09 3821 p3 (TCC)8 24 10982679 10982702 AAAACAAGCCGGTAAACCCT GGTTTCGAGAAGGGAGGAAC 103

Ad09A3823 Aradu.A09 3823 p2 (TG)8 16 10985719 10985734 CTGAGCTCCTGAAGCGAAGT CCTATGAAGTCAAGGCTGGC 210

Ad09A3824 Aradu.A09 3824 p2 (CT)10 20 10993375 10993394 CCATTACTCCAAAAGGCCAA ATTCAATGGTAGGGAAGGGG 280

Ad09A3825 Aradu.A09 3825 p3 (ATT)9 27 10997782 10997808 TGCATTTAAGGGGAATTTGC TTTACACACTTTGTCAAACCCA 227

Ad09A3832 Aradu.A09 3832 p2 (AT)8 16 11006456 11006471 TTCTTGTTGCCTGGTGAAGA CGAGATTCATCCCATCAACTT 214

Ad09A3837 Aradu.A09 3837 p2 (AT)9 18 11014580 11014597 CAGTGCATTCATTTTAGCGG TGACAACACATCACAACGCA 225

Ad09A3841 Aradu.A09 3841 p2 (AT)6 12 11051086 11051097 GTGTGTTTGTGGTTTCCTGC GCAAAATTTTCTTTGGCTGG 258

Ad09A3842 Aradu.A09 3842 p3 (AGG)8 24 11061588 11061611 CCCCACCATCAAAAGAAGAA AGGAGGCTAAAGCGAAGTCC 225

Ad09A3846 Aradu.A09 3846 p2 (AT)12 24 11069841 11069864 TGTATTTCCCTTCTTTTCGGG TCAAAAAGATTTTAATGAGGCCA 268

Ad09A3852 Aradu.A09 3852 p3 (GAA)6 18 11088817 11088834 CAGCACATTGTTCGTCTCCA TGCTTTTCTTGTTGGCAATG 161

Ad09A3853 Aradu.A09 3853 p4 (ATAA)5 20 11089635 11089654 TTCATGTATCGACGTGTCCC TGGTTTTCAGCAAAAGAAATCA 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A3858 Aradu.A09 3858 p4 (AAAT)7 28 11091776 11091803 AAAATTGTGTCCAAGCACCA TGGGGGTATCCACCTTATGA 263

Ad09A3859 Aradu.A09 3859 p3 (TTG)7 21 11104357 11104377 GTTCAGAATCGTTGCCTGGT ACAACACCAAAGAAGCCACC 245

Ad09A3864 Aradu.A09 3864 p3 (TAT)12 36 11127753 11127788 CAGGCGTCCTCCTTGAATTA TGCCATGCACTACCTATTTTTG 247

Ad09A3867 Aradu.A09 3867 p3 (CCA)7 21 11129653 11129673 CCAGAATTGATTTCGTCCCT TATTGGTGGAGGTTATGGCG 186

Ad09A3869 Aradu.A09 3869 p2 (AT)7 14 11133183 11133196 TTTGCAAAATCTCTCTTATTATTTTCT AAACGTACTACATGCAAAGAGCA 276

Ad09A3870 Aradu.A09 3870 p3 (ATT)8 24 11141845 11141868 TGCTGGATAACAGCAAGCAA TCTTTCCGCCTTGATTTGTC 203

Ad09A3872 Aradu.A09 3872 p3 (TAT)9 27 11143248 11143274 CCGGATTCAACAAAAGTGCT ACTGGAATTTCCCACTTCCC 229

Ad09A3878 Aradu.A09 3878 p2 (AT)9 18 11152664 11152681 GCACAATTTTGAGACTTATCCCA TGCTCCTTTTGATTAGAGCGA 276

Ad09A3880 Aradu.A09 3880 p2 (TA)7 14 11154542 11154555 TCCAATGGCTCACCTTTCTC TAAAAAGAAAATTCATGTATCAATCC 280

Ad09A3881 Aradu.A09 3881 p2 (AT)6 12 11155779 11155790 CGGTAAATTAATTATCGTTTACGGTT CACACACAATTGATTACACACACA 280

Ad09A3883 Aradu.A09 3883 p2 (TA)6 12 11186839 11186850 CATAGTGATATTTTTAGCTGGCG TTGTTGTGAGCATTGTTTTCG 163

Ad09A3884 Aradu.A09 3884 p3 (AAT)16 48 11189600 11189647 GAGAGAAATAAAATGACTCACCCAA TCGCTAATTTTGGTTTTAGATTCA 254

Ad09A3885 Aradu.A09 3885 c (T)11aaaaaaaaggggaaatgtttaatgtataaccaatgagtaaggaacaagcacaaaagataaacaaatatactcaaat(A)1299 11190424 11190522 GCATTGACATAAACTAAGGCCA GAACAATTTTTAGCTGTCTCCGA 240

Ad09A3889 Aradu.A09 3889 c (A)11caaaaattgatcaattatataggttgaattttaattattaaaaaatatttttaaaaaagatgttttaaacatttttatgtgagtggttc(AT)9118 11193801 11193918 CGATTTTTCGGTCAAATCAA TCTCTGCACAGTTGAAAAACAA 181

Ad09A3892 Aradu.A09 3892 p2 (AT)6 12 11215694 11215705 TCAACCCTCCTTCTCTAAGCC TTTACGTGAATAAATAACCCATAAAAA 135

Ad09A3895 Aradu.A09 3895 p2 (TC)6 12 11220278 11220289 ATGTTGGGTTTTGCATTGGT TTCTCCTTGCTTCAAACCGT 156

Ad09A3896 Aradu.A09 3896 p3 (TCT)6 18 11229765 11229782 TTCTTCACCGATCACATCCA TTGCCTTCCCTTTCCTCTTT 278

Ad09A3898 Aradu.A09 3898 p4 (AAAT)5 20 11243403 11243422 GGAGAAGTGACCGATGGAAA CAAAACATTTAAATTCATCCAAAAA 195

Ad09A3899 Aradu.A09 3899 p2 (CT)6 12 11251870 11251881 CCTTCTCATTCCAACCCTCA GCCAGAGCAGGGAGTTGTAG 226

Ad09A3901 Aradu.A09 3901 p3 (ATA)6 18 11255751 11255768 CCAACAATACCGTCGGAAGA TCTCTTTCCTTCTTCGTCTTTCT 280

Ad09A3902 Aradu.A09 3902 p2 (AT)7 14 11262589 11262602 AACACATTCTCATTGTTGGTGG TGTTGAAGATGCGGTTGAAG 249

Ad09A3903 Aradu.A09 3903 p2 (TA)8 16 11270390 11270405 CGATGATCGTCCTCGATTTG AAAACATACAAATGTCTGGGCA 230

Ad09A3905 Aradu.A09 3905 c (A)12ctataatgtaatatttctaagatttctttttcttattcattctgtgtgttcattc(TG)679 11274685 11274763 TCCACACTGTCCATGACGTT CCAAATTAGAAGTTTTGGTTTAAAGA 267

Ad09A3906 Aradu.A09 3906 c (CT)10caaacaaaaatgttgagtcctctccaaatcttctcaaaatcatcatcaa(CTT)687 11276635 11276721 AAGGGGCAAAGTTGTAACCC TGGGAGAGTACGAGGGTTTG 256

Ad09A3907 Aradu.A09 3907 c (CT)6cc(CT)6 26 11277981 11278006 TGGTGTTTTTACCATGCAGC AATTTTTCATTTTGGGAAGTGAT 238

Ad09A3912 Aradu.A09 3912 c (A)11ggtgtcgctcatgccttgactgcaatgat(A)11cttgtggctttatttctttcaacataaatcaagtttgaatgcacttagggtagaaaaaggat(A)10123 11289051 11289173 ATTGGGTGTCGCTCATGATT TCCGTCACTGTTCGTAACCA 176

Ad09A3913 Aradu.A09 3913 p2 (GT)6 12 11290452 11290463 GATGCGGTGAGAAGGAAGAG GTCCCCACTATTCCCTGAAA 259

Ad09A3926 Aradu.A09 3926 c (A)15ca(AC)6 29 11366242 11366270 CAAAATCGCAGAAGCCTCAT GGCGATGTGACTTAAGAGCC 162

Ad09A3929 Aradu.A09 3929 p3 (TCT)5 15 11370001 11370015 AAGGAATCGGAGAGAGGAGC TTGTTATCGGCATCAGCATC 140

Ad09A3932 Aradu.A09 3932 p3 (ATT)18 54 11373871 11373924 GCGAACTAACATTCATCTAGAGAGC TCCACCGTGTGTAACAATAACA 277

Ad09A3933 Aradu.A09 3933 p2 (AT)9 18 11377006 11377023 TGACAACACATCACAACGCA CAGTGCATTCATTTTAGCGG 225

Ad09A3936 Aradu.A09 3936 c (TTTTA)5(T)10 35 11390153 11390187 TCCAACATGCATACCACCAC CATGCACCCCTGCTTTAAGT 248

Ad09A3937 Aradu.A09 3937 p3 (GAA)5 15 11398165 11398179 ACCACTGAGCTATGACGGCT ATCCATCTCCCGTCACTCAC 236

Ad09A3938 Aradu.A09 3938 p2 (AT)8 16 11412102 11412117 TTTTTCGCATTTTGCACAGA AAGCAAATTCATTTTTGCCG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A3940 Aradu.A09 3940 p2 (AT)6 12 11420030 11420041 CCAGGAACTATTGTCGGCTT TCCAGGAGGAGGTACCATTG 265

Ad09A3941 Aradu.A09 3941 p3 (CTT)6 18 11423173 11423190 CACACCCCTCTCTTTCCTCA AAGCGATTCTTTGGCTGAAA 224

Ad09A3944 Aradu.A09 3944 p3 (TAT)14 42 11431750 11431791 GGCTATTTGGTTTTTCAAGGC GAGTTAAATTCAAGAATAACGATGTTT 264

Ad09A3947 Aradu.A09 3947 p4 (AATA)6 24 11436734 11436757 CATATCCACGAAGTGCACCA CCTTCCACTAAAAAGAATCCAA 122

Ad09A3948 Aradu.A09 3948 p2 (AT)8 16 11438281 11438296 TGCTATGAAAATGAAGGAGTGTG ACAAGTTTCTTCCCTCGCCT 255

Ad09A3950 Aradu.A09 3950 p3 (CTT)6 18 11452062 11452079 GCTCCATTTTCTTGGTTGGA CCGGAGATTATCAAGACCGA 211

Ad09A3956 Aradu.A09 3956 p3 (GTC)5 15 11463154 11463168 TTCTCCATCGGTCCGTAGTC CCATAGAACAGAGCAACGCA 125

Ad09A3958 Aradu.A09 3958 p2 (AG)7 14 11470431 11470444 AACATTGAACCTGTGATCGAGA CCCAAAATCCAAGTCCAGAA 193

Ad09A3959 Aradu.A09 3959 p2 (TA)6 12 11471205 11471216 TCCAAATTTCATCACACATGA CAAAATCCAGTGAGGGTTCA 174

Ad09A3961 Aradu.A09 3961 p2 (AG)7 14 11478338 11478351 AAGAACCTGGGATTGAGAGTCA TGCAGAAAATGCTCATAGCG 245

Ad09A3963 Aradu.A09 3963 p2 (CA)6 12 11492237 11492248 GGAGCTTTCATGCCTCCTAA GGGGTTGGTGCTCTTCTACA 229

Ad09A3964 Aradu.A09 3964 p4 (AGAA)6 24 11494851 11494874 ACCCAAGAGACCACAAGCCT GGCCGTGAGTGACTAGCTTC 279

Ad09A3965 Aradu.A09 3965 p2 (GA)6 12 11495181 11495192 ACGGCCAAACCATATCAAAA GTGGCTTCAGCAGAGAGGAG 278

Ad09A3966 Aradu.A09 3966 p3 (TTA)5 15 11498914 11498928 CCATCGCCTCTTGAATGAAT TGCATCATGTGACAATTTTCTTT 190

Ad09A3968 Aradu.A09 3968 p2 (AG)7 14 11504818 11504831 GTTGGAAAGGCGAGTGAGAG TGGTAGTGTCGTTTCGTTCG 103

Ad09A3969 Aradu.A09 3969 p3 (TTA)14 42 11504933 11504974 GTTGGAAAGGCGAGTGAGAG AAACATTTCGTGAAACTATAGACCAA 225

Ad09A3974 Aradu.A09 3974 p3 (ATT)10 30 11530362 11530391 CACAAATTTTGCTTCAATTCCA CGGAGTAGCCTGTGTTATGC 249

Ad09A3976 Aradu.A09 3976 p2 (TG)6 12 11538803 11538814 AAGTCACGTGTTGCTGTTCG CAAAATCACCAATCAAGCTCC 271

Ad09A3977 Aradu.A09 3977 p3 (CAA)5 15 11541968 11541982 ATCGCTGAGAAAGGGAGTCA TTACAGCTTTATGCCCTGCC 259

Ad09A3978 Aradu.A09 3978 p3 (TTC)6 18 11558478 11558495 CCTCTTCCCAATTACCCCAT CGTCCTCGAGCAAGAAAGAA 275

Ad09A3983 Aradu.A09 3983 p2 (AT)7 14 11598654 11598667 ATCCGCAGATCCGCATAATA GGATCGGATTGGATATCGG 265

Ad09A3986 Aradu.A09 3986 p3 (AAT)6 18 11602286 11602303 GCTTAAGCAAGTGTCGGGAG GGGGATTGAGAATGGTACAAAA 213

Ad09A3992 Aradu.A09 3992 p2 (TC)16 32 11612680 11612711 TGAGAACCAGAACATGCGAA AAAAGCAGCCTCCATCATTG 252

Ad09A3994 Aradu.A09 3994 c (CA)10(CT)8aacctatcaccctcctctctctctccctctaacctctcacccttcca(CT)20123 11618831 11618953 ATCCGACGATAACCATGCTC GAAGAGAGGTGGAGGTGCAG 267

Ad09A3996 Aradu.A09 3996 p2 (GT)6 12 11624088 11624099 TAGAGCTCTTCGCGGTGAAT CCCTTGGCCCAACTAAACTA 207

Ad09A3997 Aradu.A09 3997 p2 (AC)6 12 11628976 11628987 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad09A3998 Aradu.A09 3998 p2 (GT)6 12 11632324 11632335 TGTTCTTCCCTTCCTCTCCA GCCATTGGCCCAACTAAACT 103

Ad09A3999 Aradu.A09 3999 p4 (TTTA)5 20 11635262 11635281 TTTTGATCTATGATGAGTAAGAAGAGA CCCGACAAAAGCTTACCAAG 272

Ad09A4000 Aradu.A09 4000 p4 (AAAT)6 24 11635546 11635569 CTTGGTAAGCTTTTGTCGGG GGTTAAACCAACCATTCTTTGC 161

Ad09A4005 Aradu.A09 4005 c (A)11cataatcttattttgttaaaaaatattgatgttcgttggtagtaattttctatttgatgatgttg(A)1086 11651144 11651229 TGCACTTGAAAGCAAGGCTA CCAACCCACTCCATGCTACT 251

Ad09A4006 Aradu.A09 4006 p2 (CT)22 44 11652118 11652161 ACATGTTAGGCTGCTCATGC ATCGTGTGATAACGCATCCA 226

Ad09A4011 Aradu.A09 4011 p2 (GA)7 14 11659018 11659031 CAGAGAAGGAGAATACGCGG GAAAAAGGACTTCAGTGGCG 254

Ad09A4016 Aradu.A09 4016 c (TGT)5ttggcgttcttggtgttggttggtgttggtggtggtgtttgtgt(TGG)677 11679031 11679107 TGCTTTCTTGCTTTCCTGCT CATTACCACCACAACCACCA 258

Ad09A4019 Aradu.A09 4019 p2 (TA)8 16 11682378 11682393 CTTATGAACTGGGGAGCCAA GGCTTACCGAAAACTCACGA 241
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Ad09A4021 Aradu.A09 4021 p3 (AAC)5 15 11684621 11684635 TGGCACAAATTGTTGAGGAA TCATCTCTGATGAGGGGCTT 274

Ad09A4022 Aradu.A09 4022 p3 (TAT)6 18 11690165 11690182 TCTTCCTGTCAAGCCCCTTA TTGAAGGTTGTGACATGGTTG 272

Ad09A4031 Aradu.A09 4031 p3 (ATA)5 15 11723782 11723796 AAGCTCCCACACCATGATTC TGTCGGATTCTCTGCTTCAA 200

Ad09A4034 Aradu.A09 4034 p2 (AG)7 14 11765213 11765226 CGTGTTTTGGTGGATTAGGG GCGATATATGAAATTGACGGG 217

Ad09A4036 Aradu.A09 4036 p2 (TC)27 54 11772156 11772209 CTTCCATCAACGGCATCTTT TTCAGCTGCTTGTTGGTACG 220

Ad09A4038 Aradu.A09 4038 p3 (AAT)5 15 11777048 11777062 TTTTGAGCACCACTGTCTGG TTGAGCCTAGCCGTGACTTT 181

Ad09A4039 Aradu.A09 4039 p3 (CAT)7 21 11781771 11781791 GAATCCCTCAGTTGTGCCAT ATTGCAATGCCTGGTACTCC 263

Ad09A4045 Aradu.A09 4045 p3 (TTC)9 27 11799195 11799221 GCTGACAACACCTCCATCCT TCGTAGCAGCAGAACGAAGA 254

Ad09A4047 Aradu.A09 4047 p3 (ATT)5 15 11799838 11799852 CGTAGTGACCGCAAATTTCA GTTCCGAAACACCACCTGAT 121

Ad09A4048 Aradu.A09 4048 p3 (TTA)5 15 11803777 11803791 CTTGCTCTGCTCCTTCGTCT TTCTAATTGTGCTTGCAATGG 234

Ad09A4053 Aradu.A09 4053 p2 (AT)7 14 11816653 11816666 TTCAGCATGCAACTAAAAGCA AACTCCATGCTTGACCCATC 133

Ad09A4056 Aradu.A09 4056 p2 (CT)6 12 11834696 11834707 CTTCCTTTGAGTCGGGTCTG GGCAGAGGGAAGAGGAGACT 276

Ad09A4058 Aradu.A09 4058 p2 (TC)6 12 11838146 11838157 CTATCATCTCCTCCCCTCCC ATTGTCAATTCTGCCGGAAA 212

Ad09A4059 Aradu.A09 4059 p2 (GA)6 12 11839098 11839109 GGCGACGAGCTCAGAAAATA CATCTCCTCTCCTCCCCTTC 124

Ad09A4063 Aradu.A09 4063 p3 (TAA)5 15 11846866 11846880 TTGGTTAGGATTTTATTTGTCCC TGATAAATTTTCATGGATCTGTACTTT 254

Ad09A4065 Aradu.A09 4065 p2 (GA)7 14 11859300 11859313 AGAATGGGAAAGGGAAATGG TCTCATCACAACCACTCCCA 179

Ad09A4066 Aradu.A09 4066 p3 (AGA)5 15 11859551 11859565 GGAGAAGAGGAGGGAGGAGA CGTGGGTCCCTAGATTCCTT 245

Ad09A4072 Aradu.A09 4072 p3 (AAT)7 21 11885170 11885190 TTGCAATTTTCATTTTTGTTCTG TTTTAAGTATCGATTTTGTGTCCA 231

Ad09A4076 Aradu.A09 4076 p3 (AAG)5 15 11911088 11911102 CTCTCACCCTCCCATAACCA CTAAATGATCTTCGCTGCCG 279

Ad09A4077 Aradu.A09 4077 p3 (AGA)16 48 11913200 11913247 TCTCCTTCCCCCTCTTCTTC GAGGAGATCATCGGAGGTGA 246

Ad09A4087 Aradu.A09 4087 p2 (TA)11 22 11923461 11923482 CGAGGAATCGACACCTCACT TCTGCATTAAAAATTCATACCGTT 111

Ad09A4095 Aradu.A09 4095 p3 (TCC)6 18 11937331 11937348 TTCTGGCACTGACAAAATGG TCTTGTATTCGCCGCTTCTT 275

Ad09A4096 Aradu.A09 4096 p3 (AGA)7 21 11937724 11937744 CAGCGGTGTGTTGAAGAAGA ACACTGATGTGGCCATCAAA 152

Ad09A4098 Aradu.A09 4098 p2 (TA)6 12 11938713 11938724 CATCTCCAGACACCTAGATGGA CCAAGTCCCGGAGTATCAAG 271

Ad09A4099 Aradu.A09 4099 p3 (ATA)5 15 11940586 11940600 TCGATATTTACTTATATCGGCGG ATCGGAGTGTCTTTGCAGGT 261

Ad09A4100 Aradu.A09 4100 p3 (CTC)6 18 11942483 11942500 AGAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 138

Ad09A4103 Aradu.A09 4103 p2 (GT)6 12 11960627 11960638 AGACAGAATCAGATTGGGCG TTCATTTCGCCGTAACTTCC 205

Ad09A4104 Aradu.A09 4104 p3 (AAT)7 21 11971803 11971823 CGCCAAAAGCTTTGAGTACC TTTGCACCTTGAGCCTAACC 172

Ad09A4105 Aradu.A09 4105 p3 (TCT)5 15 11978497 11978511 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 272

Ad09A4108 Aradu.A09 4108 p3 (AAT)5 15 11999231 11999245 TACCTTGTATGTCGGTGCCA TCCTGACACTTATACCCCGC 241

Ad09A4109 Aradu.A09 4109 p3 (TAA)5 15 12000995 12001009 AAATTATTCTCATTGTCATACCCAC ATTTGGATCATCCTCAATGG 246

Ad09A4112 Aradu.A09 4112 p2 (TA)9 18 12010055 12010072 TGGAACAAATCATGCCAAAA GAGGTCTGAGGTGAGAGCGT 257

Ad09A4116 Aradu.A09 4116 p3 (GAT)5 15 12027898 12027912 AGAGGTGATGGAGCTCAGGA TAGCTTCAACTGCCGAGGTT 274

Ad09A4117 Aradu.A09 4117 p3 (TTA)6 18 12042204 12042221 TTTGATATATGTGAATCGGGTAAC CGTTTTTCCTCCAAAACGAA 273
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Ad09A4127 Aradu.A09 4127 p3 (CAT)5 15 12064009 12064023 ATGTGCCAAAGAAGAACGCT CGTCGCGAAAGAGATTAAGG 159

Ad09A4130 Aradu.A09 4130 p3 (TTA)6 18 12069846 12069863 TTCAAAATCAATGGATGAGACG TGGTTACATTGTTGTTGTAGTAATTTG 270

Ad09A4131 Aradu.A09 4131 p2 (TA)6 12 12072346 12072357 TAATAAATGGGACGGGACGA AAGGGACAACAACGTGAAGG 277

Ad09A4134 Aradu.A09 4134 p2 (GT)7 14 12080005 12080018 TGGATAGAAACGATGGGCTC CCATTCAACACAACACACCC 182

Ad09A4136 Aradu.A09 4136 p3 (TTA)8 24 12087263 12087286 GGCCAACCTTGACTTCACAT GCAACGCTCACGTAAACAGA 178

Ad09A4137 Aradu.A09 4137 p2 (AT)8 16 12087710 12087725 AAAATGGTTTGTTATGATTAACATTGA TTCTTGTTTCCATAAACATAAACACA 256

Ad09A4138 Aradu.A09 4138 p2 (AT)6 12 12088883 12088894 AATAAAGGTACGCTTCCGCA TCGAGGACATTGGCATAAAA 240

Ad09A4146 Aradu.A09 4146 p3 (ATC)5 15 12115396 12115410 TGCTGTTTGTTTCAATGGGA CCCATAAGCTACGCAAAAGG 117

Ad09A4147 Aradu.A09 4147 c (A)10gagatggcttcattattttaacttttgattcattgttcttgttcttcattg(T)1172 12116459 12116530 TGCTTTTATTTCTAATTCTGCATCTG CATTAAAATCACCAGCAACAACA 270

Ad09A4148 Aradu.A09 4148 p2 (TA)9 18 12116834 12116851 TTTTGGTGAAGATGAAGAAGAAT TTCATAACAAAATCGTCCGC 280

Ad09A4151 Aradu.A09 4151 p2 (AT)9 18 12126098 12126115 CCATGTTGTTATGGCTGATCC AAAATTAGCGGTTGCTTCCA 279

Ad09A4152 Aradu.A09 4152 c (ATG)10ata(ATG)754 12128253 12128306 TGGTTATGGGCAGCATATCA CTCCATGAGCATTCCATTTG 260

Ad09A4154 Aradu.A09 4154 p3 (TTA)14 42 12131640 12131681 TGACATTACGCGTCCTGAAG CGATTTCAACTCGGGAATCA 280

Ad09A4155 Aradu.A09 4155 p3 (TAA)5 15 12133727 12133741 TCCATACCGATGACAAATTCAC TGCACCAGAATTTCCTGAGTT 265

Ad09A4162 Aradu.A09 4162 c (AG)7aaagaaagaggtggtgttggcagagagccagaagcatcatcagagagagccattagtattatccacgcacaggagaagaatctg(A)12110 12154270 12154379 AAGGCAGCTGCAGAGAAAAA AGGACATGTTTTGTGGAGGG 261

Ad09A4164 Aradu.A09 4164 p3 (AAC)5 15 12155130 12155144 GAACCGTTCAAGAAAGCCTG ATTGATGCTGCTGCTGTGAC 227

Ad09A4165 Aradu.A09 4165 p3 (TCT)5 15 12155340 12155354 GTCACAGCAGCAGCATCAAT GAGCCGGAGTCCATGAATAA 153

Ad09A4166 Aradu.A09 4166 p3 (CAA)6 18 12155635 12155652 GAGGGAGGATGTGGATGAAA TGAAGTCTGTCCCCAACACA 239

Ad09A4168 Aradu.A09 4168 p3 (ATT)6 18 12156770 12156787 GGTGGATGGGACCACATTAG ACCACCATTAAAACCCCACA 257

Ad09A4172 Aradu.A09 4172 p2 (AT)6 12 12160149 12160160 CAAGCTACGAAATGTGCTGA GCTGTGTTCTGTTCCTTTGATG 189

Ad09A4174 Aradu.A09 4174 p2 (AG)13 26 12161934 12161959 GATTTTGGACCCCTTTGGAT TGACTCATGACAGGTCCGAA 196

Ad09A4178 Aradu.A09 4178 p3 (GAA)8 24 12176310 12176333 TGATCGCAAAGAACTTCCCT CCAATGTTGTCCCTGATTCC 209

Ad09A4180 Aradu.A09 4180 p2 (TA)7 14 12177671 12177684 GGCCATGTACACCCGTACTA TTTTCCATTATCTCCCTAACGAA 259

Ad09A4181 Aradu.A09 4181 p2 (TA)7 14 12178026 12178039 CCATCCTCTCACTCATCGGT CGAGGCTATGGTCTTGGAGA 202

Ad09A4182 Aradu.A09 4182 p2 (AG)6 12 12182382 12182393 AACTATCAATGGGCACGTGAG TTGGCATGGTGGACAACTTA 210

Ad09A4183 Aradu.A09 4183 p2 (TA)7 14 12186877 12186890 CCATCTCTCATACCAAGCGA AACCAGCTCTTATACCAAATAGGAA 231

Ad09A4184 Aradu.A09 4184 c (CAA)15tataat(AAC)566 12188236 12188301 TCCACGACGATGACAAATTC GCGTTTTTGCATTTACGCTT 277

Ad09A4185 Aradu.A09 4185 p4 (TATT)6 24 12189419 12189442 GCATTAAACGAGAACTTACCCAA CTTCAAGAGCCACGGTCATT 224

Ad09A4186 Aradu.A09 4186 p4 (TTAT)5 20 12191010 12191029 ATAATGTGCAATTTTGGCCG CAAAAATCCAAACGCCACTT 126

Ad09A4191 Aradu.A09 4191 p2 (GA)6 12 12207414 12207425 TAACTGGAGACTTGGGGTGG TCGCGACCTACTTCTCCCTA 256

Ad09A4195 Aradu.A09 4195 c (A)10gttaagtgtgattttaatttttaaggtataggtcgaa(T)1057 12225809 12225865 TCTCTCAATTCAAAGGAGGAAAA TTGTCTCCACTTTCATCGCA 265

Ad09A4201 Aradu.A09 4201 p3 (AAT)18 54 12258427 12258480 ATTCTGACACCCCCTTCCTT TGGGAATTTGGGTTTGGTTA 255

Ad09A4202 Aradu.A09 4202 p3 (ATA)11 33 12260254 12260286 CCATACCTTGTCACGCCTCT TGTCGCCAATTTGAGAAGGT 209

Ad09A4205 Aradu.A09 4205 c (A)10(TAT)14 52 12262955 12263006 GAGATTTTAGGAAAAATAAAACCACA CCGTGGTGTTACAAGGTAATG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A4206 Aradu.A09 4206 c (ATT)6gctactactattttgatttgcctccgctgaagatgaagatgagcaacaagtttgtgccaaccatgatgacttgtaaaccccgttgcccgctatgagagc(ATG)5132 12263433 12263564 CCCCACCATTTTGTTCTTGT TCATCGTCACTGTTCCAATCA 265

Ad09A4209 Aradu.A09 4209 p2 (CA)7 14 12267301 12267314 TTGCAATTCAGCGAGAGATG GCGAACGCTTCACGTATGTA 228

Ad09A4210 Aradu.A09 4210 p2 (CT)8 16 12270797 12270812 AAACGGCTCGTCAATCAGAG CAAAGTGGGCCAAACAGACT 236

Ad09A4214 Aradu.A09 4214 c (GAA)7t(AAG)6aatttgaaaga(AGG)669 12277024 12277092 AATGCGAACAGAGGAAAACG ATCACAAAGGCCACTGAACC 188

Ad09A4215 Aradu.A09 4215 p3 (GAA)43 129 12277473 12277601 ACGAACAGAGGAGAACGACG ACCCCACAGTCGTTTGTTTC 211

Ad09A4221 Aradu.A09 4221 p2 (GA)6 12 12300949 12300960 TCAGCGACATCCTGAACAGA CTCTTTCAATCACCATCGCTC 137

Ad09A4223 Aradu.A09 4223 c (TTC)5ctctttc(TCT)5tttctttcgtttcttgccttctctttctccttcttcttctttttcttcctcttcctcttt(TTC)5ttttctttcgtttcttgctttacaactcatcttcctcttcc(TCT)5168 12305835 12306002 TCTGCATACAAAAGTAATTAGGGC TGGAGGAGGAGGAAAAAGAA 279

Ad09A4225 Aradu.A09 4225 p2 (TA)6 12 12312826 12312837 CAGCCGAGGTAGAAGGTGAG TGCCAAAATTATGGGTGAAA 243

Ad09A4227 Aradu.A09 4227 p3 (GGA)5 15 12347790 12347804 CTCAAGTTGGAGAAGGGACG TCCAAGTCGGATTCATCCTC 122

Ad09A4228 Aradu.A09 4228 p2 (TA)8 16 12350394 12350409 GAACGCTACCCCAAAAAGAA CAAGAGGTGCCACTAGGGAG 277

Ad09A4233 Aradu.A09 4233 c (T)12agaatcttgggacgtaatttgatgtttaaaagttgtttggagttttagtattttttaatt(A)1385 12358478 12358562 TCGAAAGGTGTTTTGATGATTT TGCTGCTTCTTTTCTCTCTTTTT 228

Ad09A4235 Aradu.A09 4235 p3 (TAT)5 15 12360325 12360339 CGTCCACATGCACAAAGCTA ATTTGGACCTGGGCCTTAGT 233

Ad09A4236 Aradu.A09 4236 p2 (AG)6 12 12361903 12361914 GCGACCTGGACATTCTCACT GGCCTAGGGGGAGGTAGTCT 172

Ad09A4242 Aradu.A09 4242 p3 (TTA)8 24 12389229 12389252 TGGAAATGGGTGTCATTGAA CGGAGCTTCTCAAGATGGAC 169

Ad09A4244 Aradu.A09 4244 p4 (TTAT)6 24 12392216 12392239 TTCATGAATCCAATAAAAACATCA CCTTCTCGGAAACAGGTCAA 186

Ad09A4245 Aradu.A09 4245 p5 (TATAT)6 30 12394440 12394469 TGCTGCACGAAAAATTTCAA AAGCAGACGAATGATTTAACCAG 279

Ad09A4249 Aradu.A09 4249 p3 (GGT)5 15 12400433 12400447 TCTCCCCTCATCGTCAGTTC CTCGCCTGGTAGAGAAGACG 191

Ad09A4250 Aradu.A09 4250 p3 (ATA)7 21 12404251 12404271 TGTTTTTGCCATTTTTATTTGA CGTGTTGTCTTTTGAACCGA 126

Ad09A4252 Aradu.A09 4252 c (T)10gtaaatcacaaaattattagagaactcatattttataattttca(T)1064 12410160 12410223 AAGGTGAATTCTTTTCGATCTTTTT TTGGAACTGATCATTAAACAAGTGA 250

Ad09A4256 Aradu.A09 4256 c (AG)11tcgtggctgac(AG)1971 12420429 12420499 AGGAGAGGAAGATGCAGTGG CGACGGTAACGAACCCTAAA 183

Ad09A4257 Aradu.A09 4257 p2 (AG)8 16 12421053 12421068 ATCAGCGTGGTTCTCCTTGT ATGCTAACAGCGGTTTCAGG 174

Ad09A4259 Aradu.A09 4259 p2 (AT)8 16 12422750 12422765 CCTTATGCAGTGATAGGGACA GGGTGTGGTTCGGTTTAAGA 170

Ad09A4264 Aradu.A09 4264 p3 (TTA)13 39 12436194 12436232 TGATGATGAGCTTGGATTGC AGTACCACCCCAAACTCCAA 268

Ad09A4265 Aradu.A09 4265 p3 (TTG)6 18 12436358 12436375 AGATGAAGAAGGAGGAGGTGG CCGTATGCATTCTTCTGCAA 275

Ad09A4269 Aradu.A09 4269 p3 (AAT)9 27 12444957 12444983 GCTGGGTCATGGAAGACAAT CCTAATTGCAAATTTGGTGAAA 267

Ad09A4270 Aradu.A09 4270 p3 (AAT)11 33 12445353 12445385 GCGTAGGAACCCAATTGAAA CTTTCATACTCTGCGGGGTC 179

Ad09A4271 Aradu.A09 4271 c (AAT)5(GAT)6 33 12446485 12446517 GGGTCCAGCTTACACTGTGG AGCTCAAGCCAAGGAACTGA 207

Ad09A4272 Aradu.A09 4272 p3 (TGC)5 15 12446771 12446785 GGTCCTGACATCCTTGGAGA AGCAACAACTGGCTTCACCT 256

Ad09A4273 Aradu.A09 4273 c (TGC)5tgattctgcagctgagctgccgccgaagcagaaccgccgaaattcatttggccgccgtacaacccagcctgctgccgcataacgccaa(GCT)6121 12449545 12449665 AAGACTCGACCCTCCCAACT ACCATGAACCCTATGTCCCA 234

Ad09A4280 Aradu.A09 4280 p3 (TTG)5 15 12475952 12475966 TGCGTCATGTCATGTCATCTAT TGAAAGTCCTTCACATTTTGGA 269

Ad09A4282 Aradu.A09 4282 p2 (TG)6 12 12478718 12478729 TCCACCAATATTATTATTTCAACAAA ATAGACGGTGCCATCTTTCC 153

Ad09A4283 Aradu.A09 4283 p3 (GAA)5 15 12483187 12483201 CTGTTGTGGATGATGAACCG CATTCTCCATTTGGTCCCTG 266

Ad09A4284 Aradu.A09 4284 c (TC)14aatgcgttgactctctctccgccatagtctctgtcgtcgctacgccatctcagtcgccgctcgcttttc(CT)6109 12494269 12494377 ATGCTAAGCCCCTCATTCCT CGCATCAATTTATCATCCCC 275

Ad09A4285 Aradu.A09 4285 c (T)10aaatctagattgaatcttatatctaatggttacttctatttacaaataa(T)1069 12495463 12495531 ATCTCTTCTTTCCCCGTTGT ATAACCAAGCAGCCATTTGC 218
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Ad09A4291 Aradu.A09 4291 p2 (TA)6 12 12516675 12516686 TTAATCTCATCACTCAGAAACGAA CGGAGTGTATCCACCTCACC 252

Ad09A4292 Aradu.A09 4292 p3 (ACA)6 18 12519385 12519402 AATAGCAGCAACTGCGTGAA AGAGGCTTGACAGGCACATT 280

Ad09A4303 Aradu.A09 4303 p2 (TA)8 16 12577909 12577924 TTTTTGATGTGGCAATTCTCAT TGTGCCTATAAACAAACATAGCC 158

Ad09A4304 Aradu.A09 4304 p5 (TCTTC)6 30 12578718 12578747 TGTGGGTTCCTCTACACACG AGACCTGCAGTGTCAGCCTT 248

Ad09A4307 Aradu.A09 4307 p2 (TG)9 18 12581484 12581501 TGCCAAAGGTTGGTTTCTTC CCCCAGTCAGAATACCAAGG 229

Ad09A4309 Aradu.A09 4309 p2 (TA)9 18 12590213 12590230 AAGAGGTTCCATCCCCATTC AAAGTAACCCACGACCTCCC 116

Ad09A4314 Aradu.A09 4314 p3 (TAT)17 51 12602821 12602871 GAGAGGATGAACCTGTCCAAA TATGGGCAACCCTAATGTCG 258

Ad09A4320 Aradu.A09 4320 p2 (TC)7 14 12636180 12636193 ATCAAGAATTGTGGCCCTGA TTTCTGAGTCCGAGCCATCT 273

Ad09A4326 Aradu.A09 4326 p3 (AGA)7 21 12670082 12670102 CTAGAGGATTCTCCGGCCTT TTCAATGGCTGAACCTACCC 260

Ad09A4328 Aradu.A09 4328 p3 (TAT)21 63 12688506 12688568 AAAGAGCACCGTGTTAAAGATTG AGATAGAGTTAAATTCAAGGATAACGA 245

Ad09A4334 Aradu.A09 4334 p2 (AT)6 12 12698217 12698228 TCTTTGGATTTAACTTTCTCCTCAA GAAGCCGATTATGGGGATCT 272

Ad09A4335 Aradu.A09 4335 c (A)11gag(A)11 25 12701391 12701415 GGCCTTCTGTGATACTCGGA TGGCACATGCATAAAATTCAA 190

Ad09A4339 Aradu.A09 4339 p2 (TA)6 12 12717332 12717343 CGAGTGTAACACCCTCCCAT AGCCGGAATTTGAGTCTTGA 280

Ad09A4344 Aradu.A09 4344 p4 (TTAT)5 20 12735806 12735825 CAGTCTCTCAGTCTCTGTCCCA ATTAGTCGATTGCGAGCACC 266

Ad09A4345 Aradu.A09 4345 p3 (GAA)5 15 12736728 12736742 TTTCTCCTCCTCATCTTCTGC TTTTTCATGCCTCCTCTTTTT 233

Ad09A4346 Aradu.A09 4346 p2 (AT)7 14 12741860 12741873 AGGTGGAAATAGGCTAGGCG CCCAAATTCAACTCTTTCCAA 220

Ad09A4347 Aradu.A09 4347 p3 (CTT)6 18 12742183 12742200 CCGGACTACATCCTCTTCATC AAGATCTTTGACAGCATAAAACCC 157

Ad09A4350 Aradu.A09 4350 p3 (ATT)5 15 12746450 12746464 AGCCGAAGATCGAAACTGAA CAGTGTCATTTTGTTTGGAAAA 168

Ad09A4353 Aradu.A09 4353 p3 (ATG)6 18 12756039 12756056 CCCACCATTATTGCCATGTT CCATTTTCATGGGGAACAGA 230

Ad09A4355 Aradu.A09 4355 p2 (GA)6 12 12761738 12761749 GCAGGCACAGAAGGAGAGAG CACCGACAAAGGCAGTTTCT 156

Ad09A4356 Aradu.A09 4356 p2 (TA)11 22 12764861 12764882 TGGTCTATTGTACCCTCGCC TTAAACCGCAATACCGATCC 205

Ad09A4357 Aradu.A09 4357 p2 (TA)11 22 12772013 12772034 TGGTCTATTGTACCCTCGCC TTTAAACCGCAATACCGCTC 206

Ad09A4358 Aradu.A09 4358 p2 (AG)19 38 12772731 12772768 AAAGATGTTGAGGGACGACG GACTCCGCCACTCTTCTTTG 205

Ad09A4359 Aradu.A09 4359 p3 (ATT)14 42 12785800 12785841 CAATATTTTTGTTCAGGTATTTCTTTT TGTCTCCCCTTTTATCAAAAAC 229

Ad09A4362 Aradu.A09 4362 p2 (TA)11 22 12795678 12795699 CCATTGCCAGCCCTATTTAT TCATGAAACTAGAATGAGCACAAA 266

Ad09A4364 Aradu.A09 4364 p2 (AT)8 16 12801613 12801628 CCACGGAAGGGTAGAATTGA TGTTGATTATAATTTGTTGAAACTTGA 237

Ad09A4365 Aradu.A09 4365 p2 (AT)7 14 12812533 12812546 TGTTGGACATGTGTTGAGGAA CACCACTCAAGCTCAAACCAT 188

Ad09A4370 Aradu.A09 4370 p3 (TGA)18 54 12835978 12836031 TGACTGGTGACAACGACGAT AATGTGTTTTTCGTTCACGC 243

Ad09A4371 Aradu.A09 4371 p3 (CTT)18 54 12836742 12836795 CGAAATCACCCAACGTTTTT AGGAGGAGAAAGAGGAACGC 177

Ad09A4372 Aradu.A09 4372 c (TTG)7taaatgatttgagttatatgtttcttttttccgttttctttttttccttgta(CTT)6tttcttctcttaaattcacgcttcttct(TTC)5134 12844892 12845025 TTGATTCATGTAGCCGACCC TGGTGACGACGATAACGAAA 280

Ad09A4373 Aradu.A09 4373 p3 (CAT)8 24 12845285 12845308 TCCTCTTCCTCTTCCTCTTCC ACGTCTCGAATGAACCGAAA 244

Ad09A4374 Aradu.A09 4374 c (GAG)6gaaa(AAG)640 12845871 12845910 GGTGGTAGTGACGATGACGA TAGTTTACGCTGCGGGACTT 113

Ad09A4375 Aradu.A09 4375 p3 (CAA)5 15 12846354 12846368 CCTATTCCCAACGCACACTT GTTGAGGGAGGGAGGGATAG 202

Ad09A4377 Aradu.A09 4377 p2 (GA)6 12 12849809 12849820 GGGGAAGCTCTGGTAAATCC TCCATTTGAGCTCTCTCCGT 273
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Ad09A4378 Aradu.A09 4378 p2 (AT)6 12 12856053 12856064 AACAATTATTTTTGGGTACGATG TTCAAATTAAAGCTTGTTTAAATGC 235

Ad09A4379 Aradu.A09 4379 p2 (AG)6 12 12856299 12856310 CATGAAACAAGATTTATTGCAAACTT TGTCATAAGATTCAGCAGCATTG 157

Ad09A4385 Aradu.A09 4385 p2 (TA)7 14 12886693 12886706 TGTGTTCTTTTGACCAAGGTG GCCTTGCTCTTTTTAGATTTGA 276

Ad09A4387 Aradu.A09 4387 p2 (AT)6 12 12901303 12901314 GGATCCACCAATTTTTGCAC GCAGGAATTGCAAGAAAATCA 268

Ad09A4389 Aradu.A09 4389 p2 (TA)6 12 12902243 12902254 ACCAACAGCATTTTTGTCAAT TGCGAAAATTCTCTGCAAAT 279

Ad09A4392 Aradu.A09 4392 p3 (ATA)17 51 12903566 12903616 GGCATAAGAGGTGTAGTCATGC TATGGGATTTTTGGATGGCA 267

Ad09A4393 Aradu.A09 4393 p3 (CAT)6 18 12903823 12903840 GCCCAAAGTGGGTGATTATG CGTGAAATCGATTATGATGGC 180

Ad09A4394 Aradu.A09 4394 p3 (TAA)22 66 12904504 12904569 CAGAGAGAAATGAGACCGGG CGCTTCCGCAATAAAATCAC 245

Ad09A4401 Aradu.A09 4401 p3 (ATT)5 15 12913564 12913578 AAAGTTGAGGAGGCACGAGA CAAATTTTTCCCGAAATCCA 256

Ad09A4408 Aradu.A09 4408 p2 (TC)6 12 12938347 12938358 TGGGCTTTCATTACTGTCCC TCCTCGTAATGGTTTGTCCC 267

Ad09A4409 Aradu.A09 4409 c (GAA)6tgaagaatttcatgatgacgtcatgcgttatgaacttgattatgatgatgac(GAT)688 12939523 12939610 TTCCATGTGTTGCAGGAGAG ACACAGGCAACTCCTCCCTA 241

Ad09A4413 Aradu.A09 4413 p3 (AAT)5 15 12943800 12943814 TGCACATGATCATTGGAAGTG AGCTCAACCAAAGGTTAGCAA 177

Ad09A4416 Aradu.A09 4416 p2 (TA)6 12 12945485 12945496 GTCATGTCCGAAGATAGGGG GACAGCCCAAACCATGAAAT 228

Ad09A4417 Aradu.A09 4417 p3 (ATC)5 15 12947853 12947867 GTACCCCCTGCGATCTCATA GGACAGGGTAGAGCATTGGA 210

Ad09A4421 Aradu.A09 4421 p3 (CTT)5 15 12951498 12951512 GCATGCGTAAATCACGTTGT GAGGGAAAAACTGCAGCAAC 155

Ad09A4423 Aradu.A09 4423 p2 (AT)7 14 12954925 12954938 TGCGAAGGTTTAATGCAGAG TTTTAGCATCTCAAGATCGCAC 264

Ad09A4424 Aradu.A09 4424 c (GAT)5aatgaaa(AAG)537 12955359 12955395 TGTGTTTCTTCTTTTTCTTTGTTTG CAGTAAATTTGGGTGTAACACGA 273

Ad09A4425 Aradu.A09 4425 c (A)10g(AAC)7 32 12955857 12955888 GGAAGAGGAGAAGGAGGTGG TTTTTGTACCATTGCTGCAC 101

Ad09A4426 Aradu.A09 4426 c (T)12cactttacacccacacgtgatggattggcccttcatgtcccagaactgtcgcgcatgcacacgtgtgttctcactttcac(CT)7106 12956759 12956864 TGATAGTTCACAGCATGCACC GAGGGACAAGCGTTTATGGA 159

Ad09A4433 Aradu.A09 4433 p2 (AT)12 24 12973749 12973772 TACCACCAAGTTTTGGAGCC TGAACCATTCAACCAACTCAA 230

Ad09A4435 Aradu.A09 4435 p2 (TC)6 12 12976333 12976344 TCACACGTCATCACCAACAA TTCGGACAACGTTTAAGTCAG 257

Ad09A4442 Aradu.A09 4442 p2 (GA)6 12 12989551 12989562 GAATGGGGTTTCGAGTTCAA CGCTTTTCTTTGAGTTTCCG 154

Ad09A4444 Aradu.A09 4444 c (AT)8aggggatattagttggatataaagataatagaaatattgggtaaataaatatttttaattaaatttattttata(AT)8106 12991362 12991467 GGGGATATTAGTTGGATATAAAGATGA TGCAAAAGAACAGAAACAATGC 266

Ad09A4446 Aradu.A09 4446 c (A)10ctataacattagcatattcaattatgtagagaaaaatttaatgaaaataaggaaaagaacaacaatatagctatatttatttttgcattcttaattac(T)14122 13000033 13000154 CACCTCCATATTTATTTCAAACTCA GCAAATTTGAGGTGAATATCTTTT 246

Ad09A4449 Aradu.A09 4449 p4 (TATT)9 36 13009661 13009696 GGGTACATTTGTCAGCATCTGT CGTATATCCGTGGATCTGCAA 258

Ad09A4452 Aradu.A09 4452 p2 (CT)6 12 13020533 13020544 TGCATCAAGAAGCATCAAGG ATAGAAGGGGAAGCCTCCAA 224

Ad09A4454 Aradu.A09 4454 p2 (TA)9 18 13029942 13029959 TCGCAAGTCAAAGGAAACTCT AATGGTCTTCGTTGGATGAA 138

Ad09A4456 Aradu.A09 4456 p2 (TA)8 16 13039931 13039946 TTGTCACTTTACCACACCTTCG CGTTTCATTCTTTCGAAATTCTTT 244

Ad09A4459 Aradu.A09 4459 c (A)11ccac(AT)7 29 13043995 13044023 GCATGTGAAGAGGGTAACTGC GGATGCTATTATCAATCCAAAAGTT 245

Ad09A4463 Aradu.A09 4463 p2 (TA)6 12 13053057 13053068 GGAGAGATTTGTGGCATTGG AGCTAACATGATGGCGCTTT 238

Ad09A4468 Aradu.A09 4468 p3 (CAG)5 15 13057837 13057851 CCTGTTTGCCTTATTCGCTC CAGAACCTGGTGTTGCTGCT 166

Ad09A4470 Aradu.A09 4470 p3 (CAT)5 15 13064378 13064392 CGGACAATTTTGCCCTTAAA CTATGGTGGCAGTGGTGATG 133

Ad09A4472 Aradu.A09 4472 p3 (AGA)5 15 13066210 13066224 CGATAACGAAAGAGAAAAATTACGA GCAGGTGTCTTTTCCTGGAG 270

Ad09A4479 Aradu.A09 4479 p2 (AT)6 12 13101227 13101238 GGGAAAAAGAGGGAAGGAAA TACTTTGGGGCATTTTGTCC 130
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Ad09A4480 Aradu.A09 4480 p2 (GC)6 12 13102433 13102444 ACAACTAGAAGCCGAAGCCA TTGCTCCCCTGGTCTTCTTA 268

Ad09A4482 Aradu.A09 4482 c (AG)7atagagaatct(GA)2065 13111870 13111934 AGTTGGCAACAACTTGGGAG GCACGGATTCAGTGTTTCAA 167

Ad09A4483 Aradu.A09 4483 p2 (AG)13 26 13114103 13114128 AGCGCTTCAGTAGGAGTGGA TTCTCCCACAAGCCTCCTTA 197

Ad09A4485 Aradu.A09 4485 c (AC)8tctctctctctatctctctctctt(TC)1774 13118936 13119009 TGACGTGGGTGCTTGTGTAT TGACACAAAACCATAATGTTCAAA 246

Ad09A4487 Aradu.A09 4487 p2 (CT)7 14 13124500 13124513 TCGTAAAATTGGCCAAAAGA AAGCAGGAAGAGGAGGAAGG 242

Ad09A4488 Aradu.A09 4488 p2 (CT)6 12 13129557 13129568 AGCTGTGTCGCCGTTATAGG CACAGAGGAGACGAGGAGGA 266

Ad09A4489 Aradu.A09 4489 c* (TCT)7(TCCTCT)7*62 13132978 13133039 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 204

Ad09A4490 Aradu.A09 4490 p3 (TTC)5 15 13133181 13133195 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 189

Ad09A4491 Aradu.A09 4491 p2 (TA)9 18 13135366 13135383 TTGCGTTGAACTCAGATTGC TCTTCAATCAATTTATTCCAAAACT 220

Ad09A4492 Aradu.A09 4492 c (TA)8(TG)8 32 13141443 13141474 TCATTCGCATATTTGATCCG TCCGCATAATTGAACCTTCTC 263

Ad09A4493 Aradu.A09 4493 p3 (TAT)13 39 13141904 13141942 CCGTCCCTCCCATACTTTTT ATCCAAACAAAAAGCCCAAA 280

Ad09A4500 Aradu.A09 4500 p3 (CTT)5 15 13153716 13153730 CGTGGCGAGTAGAATCAACA TGCTTCTCATTGCTTCTGGA 260

Ad09A4501 Aradu.A09 4501 p3 (TAA)7 21 13165004 13165024 GGTGGATCGAATTTTCTGGA ATCCCAGACGTTGGAGACAA 254

Ad09A4502 Aradu.A09 4502 p3 (AAT)6 18 13165129 13165146 GGTGGATCGAATTTTCTGGA ATCCCAGACGTTGGAGACAA 254

Ad09A4503 Aradu.A09 4503 c (A)10tattaccctcttcacaccaccctcaccactaacccccaccaggccaccagtaaccccatcatatcttacctctca(CT)8101 13165310 13165410 CCAACGTCTGGGATCAAAAT GGTTGAGAACAAGATGGTTGC 278

Ad09A4504 Aradu.A09 4504 c (GTG)6a(AG)7 33 13166461 13166493 GCGGAGGTGTTGATTTTGTT ACTACCCACCACCACTGCTC 221

Ad09A4506 Aradu.A09 4506 p2 (CT)7 14 13167331 13167344 GCTTTCCACTCTTCTTCCTCC GGTTGCATTTGGCAATCTTT 192

Ad09A4507 Aradu.A09 4507 p2 (AT)11 22 13168190 13168211 TGTTAATTGCTCTTGTTAAACCAT TGAAGGGAAAGTGGTCACAA 272

Ad09A4508 Aradu.A09 4508 c (AAG)6aaaaagaacacggagaagatgacaatgataagaac(AAG)568 13168801 13168868 AGCAAAGAGATTCAAGCCGA AAATGCACCCTACGAACCAG 187

Ad09A4510 Aradu.A09 4510 p4 (TTAT)5 20 13169511 13169530 CCAGCTGACATTGCTGAGAA TGTTCCGAAAAACATGGTCA 261

Ad09A4513 Aradu.A09 4513 c (TTG)5atgttgttgttgt(TGC)5(TGT)558 13187717 13187774 ATTCATGTAGCCGATCCCAC AGCACTCCCTCTTAGGTCCA 273

Ad09A4516 Aradu.A09 4516 p2 (TC)8 16 13191621 13191636 TCTCCCTAGCTTCCCCTCTC GGGGAGAAAGAGGGACAGAG 106

Ad09A4517 Aradu.A09 4517 c (TC)8cttctctttcctttgtctctt(TC)6cttcccctctttctccctctcccttctctctctcatccccttcctctctctcctttctcctttctttttcct(TC)8cccttttcctcctctctcaccactcccctctctttctatctttctctatctctcattttct(TC)9216 13191823 13192038 CTCCTTTGTTATCCCCCTCA AAGGAAAGAAAAGAGAGAGGAGC 269

Ad09A4518 Aradu.A09 4518 p2 (GA)9 18 13192516 13192533 GAAAGAAAAGGGGGAGAAAGA TTCCATTGCTTCGTTCCTTT 260

Ad09A4519 Aradu.A09 4519 p3 (AAT)12 36 13196237 13196272 AACCAATTTGAATATGCGAAGAA TGACATGCAGCAAACTTTCA 254

Ad09A4523 Aradu.A09 4523 p2 (GA)27 54 13216274 13216327 GCAACATATTGTCCATCCCC GGGATTATGGCAACGGTTTA 192

Ad09A4525 Aradu.A09 4525 p3 (GGT)6 18 13219778 13219795 TACAGTGGAGAGGGAGTGGG TGGGGTTGAAATCAAAATCG 200

Ad09A4526 Aradu.A09 4526 p2 (AC)7 14 13221404 13221417 CGAACGGGTTAAAAACGCTA TTGGGTGGGTTTTGTAGAGC 256

Ad09A4527 Aradu.A09 4527 p2 (AC)7 14 13224666 13224679 CCTTTGATCAACCTTTGCCT TCCTCTTTTTGACCCTGACG 280

Ad09A4529 Aradu.A09 4529 p3 (TTA)6 18 13232843 13232860 AAAGTCTGTGGGTAATTGAAATCC ATTCGGGCCAACTCTTTTTC 258

Ad09A4530 Aradu.A09 4530 p2 (AT)7 14 13232977 13232990 GAAAAAGAGTTGGCCCGAAT GCCATGGTTTCACGTTCTCT 223

Ad09A4532 Aradu.A09 4532 p2 (GA)6 12 13235796 13235807 TAACCCTAGCCGCCTTACCT CTCTGCTCCCTCAACTCCAC 253

Ad09A4534 Aradu.A09 4534 p3 (AAT)5 15 13244653 13244667 AAAAATTAAAAGATATTTGACGAAGC TCCACATGGGCTTTAATTCAC 183

Ad09A4535 Aradu.A09 4535 p2 (CT)10 20 13244859 13244878 TCCATACTGCAGCTTGAACG CAAATCAAATCCATGTCCCC 113



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A4536 Aradu.A09 4536 p3 (GAG)5 15 13246213 13246227 ACCTACGTGCACGAATTTGA TCCAAGTGTTTTGGCAATCA 175

Ad09A4539 Aradu.A09 4539 c (AAT)16gataata(TAT)570 13250063 13250132 TTGCATCCAAGCAGAGAATG TTCCTTTGCTTTGTGCCTCT 240

Ad09A4540 Aradu.A09 4540 c (GT)6(GA)15 42 13250359 13250400 AGAGGCACAAAGCAAAGGAA GCGGATTATACTGAGCTCGC 236

Ad09A4543 Aradu.A09 4543 p3 (GAA)5 15 13261229 13261243 TATTCTGTGAGCAACGCTGG TGGATGCATCTTTGTGTGGT 165

Ad09A4544 Aradu.A09 4544 c (T)10atggtagcatattgggtagtatgcgtagaattgtaacttgaaggtttttaatgtcttcatagtagtagaataagttttgttctgttggccaa(T)10112 13261962 13262073 TGGATGATGCAGAATGGAAA TGAAATGAGGACGAAAGTGCT 166

Ad09A4552 Aradu.A09 4552 p2 (GC)6 12 13297452 13297463 GCAAAGATTGGATCAAGGGA ATAGTGGGCCACGACAGAAT 273

Ad09A4560 Aradu.A09 4560 c (AT)6(GT)6 24 13329831 13329854 CCAGTGAAAATTTTATTTGTGTCA CCAACTCAAAGCAAGACAAGG 191

Ad09A4562 Aradu.A09 4562 c (A)10tatagc(A)10 26 13336574 13336599 TTGGGGAAGATATAATCAAAGACA TTTGCTAAATAAATCACACCAGAAA 237

Ad09A4569 Aradu.A09 4569 c (T)12aaaaaaaaggattttgcacagaaaagtggtactttttatctaaaaactgattttt(A)1178 13371385 13371462 CAAGCAAGCCCTAAACCAAG GAGGCAGATGTTGTCAAAAGG 223

Ad09A4572 Aradu.A09 4572 p3 (TTA)14 42 13379147 13379188 CGTTACCGAGCTACGAATGA AAATTGAGTAAGATTGTGTTAATCCAC 145

Ad09A4575 Aradu.A09 4575 c (A)10tgagaaagaaagataaaaaaagaagaaaagat(AG)654 13413301 13413354 AAATATTTGAAGAAAGAGAAGTGAAAA TTGACAAACTAAAATGTGCCACT 276

Ad09A4576 Aradu.A09 4576 p3 (GAA)5 15 13423216 13423230 AGGGAACAGAAATCATTGCG TAAAATGTAAGCTCCGCCCA 159

Ad09A4578 Aradu.A09 4578 p2 (TA)6 12 13424693 13424704 TGCCCATTGCTGTGGTATTA CAGATTAGTGGCTCCCATGA 249

Ad09A4580 Aradu.A09 4580 c (GAA)5gaggaaaacgaggaagaagaacatgcagaaacga(AAG)5aatttcagaaaccatgaaaatcgaaaaaaaacaaa(GAAGAG)5gaagaagaagaagacgaagac(GAA)7171 13426600 13426770 TCCTCATCTTCTGCTGCTTCT GCCACTCAAACGGTTCCTC 280

Ad09A4583 Aradu.A09 4583 p3 (TGA)5 15 13436967 13436981 TTATTTTTCAAACCGACGGC CCAAGACAAAGGGAGGATGA 238

Ad09A4590 Aradu.A09 4590 p2 (AG)8 16 13491505 13491520 GAGAAACTTGGACAGGCAGC TTCCCACCACTTTATCCCAA 243

Ad09A4596 Aradu.A09 4596 c (A)12ttaataggaacgatgctcttgacaaaagaaacaggaaccatgtgagattagattttctcga(T)1083 13500606 13500688 GCGACAAACCCTTAAATGGA AAATTTTTCTGGGTCCGTCA 260

Ad09A4597 Aradu.A09 4597 p2 (TA)14 28 13500819 13500846 AGTGACGGACCCAGAAAAAT TATTGCCGGTCAGTTGTTGA 169

Ad09A4602 Aradu.A09 4602 p3 (ATT)5 15 13536969 13536983 GTTCCGCGAGGGAACTAAAT TTTCTTGGGCACTGTGTTGA 280

Ad09A4603 Aradu.A09 4603 p3 (AAT)16 48 13537240 13537287 AACACAGTGCCCAAGAAACC AGCAAGACACCGTCTTTACCA 108

Ad09A4610 Aradu.A09 4610 c (A)13ttatgttaagtatatactaaaatcaattattagaataaaatatatattaaaatatatatatttaatattcttactttctttcttgttttctttttttc(T)11atttaatttttttcttgtgaaattaaaag(A)10161 13552460 13552620 TGGTACTGGTTATTTTCAAGGC AAGAAATGCGTAGAGTAGATGTCA 229

Ad09A4612 Aradu.A09 4612 c (A)11ttgtcttttgccacgctttaaaacctatgagaaagct(A)1058 13553266 13553323 AACCTGCTTAATGCATGTGTTG CAAGAAGCGTGCTCATCAAA 178

Ad09A4613 Aradu.A09 4613 p3 (ATT)5 15 13560959 13560973 TCCTCAAATACGTTTGAAGGATAA TTTGGATCTCGCTGATTGTCT 276

Ad09A4615 Aradu.A09 4615 c (TGA)5ttttcttatttgagttcttg(T)1348 13568438 13568485 AAAGGGTATACGAAGGGGGA TCCTCATCAGAACCCAGAGC 278

Ad09A4622 Aradu.A09 4622 p3 (TAA)12 36 13592639 13592674 ATTTGGTGCCTTTCGTTGTC ATTCGAATCCCACTTTGTGC 236

Ad09A4626 Aradu.A09 4626 p3 (AGA)13 39 13625262 13625300 GTTGCACTTGCACAAGCATT ATCACGACAACAACGTCGAA 135

Ad09A4629 Aradu.A09 4629 c (TA)6gctagcactcctttctctctc(TA)849 13629342 13629390 ATTCCCATGGCGGATATTTT CCTCAGTGCAGCATAGTCCA 218

Ad09A4630 Aradu.A09 4630 p2 (TC)6 12 13643910 13643921 AAAGAAAATTTGCGACCCAC TGAAGATGATTTGCCTCCCT 261

Ad09A4631 Aradu.A09 4631 p4 (AAAT)7 28 13644909 13644936 AAAGTCACGGCTAGGCTCAA TCCTGGATAGGTTTGGCATC 206

Ad09A4633 Aradu.A09 4633 p2 (TC)10 20 13647632 13647651 TCCGCTTTTCGAAGTCATCT GCATGGTACCTGCAAAAGGT 127

Ad09A4637 Aradu.A09 4637 p3 (ATG)5 15 13656519 13656533 GGATGATGATGATGTTGATGATG TGTTTTCATTCTTCTTTTTCTTCC 139

Ad09A4638 Aradu.A09 4638 p3 (AAC)11 33 13658245 13658277 CACCCAAGTTTATATTTGTCTATTTTT CAATGTGATTTTGTTATTTGCG 280

Ad09A4641 Aradu.A09 4641 p2 (TA)6 12 13660545 13660556 GCCTACGAATTTGTTGAACG GTGATACACGCAATGCCATC 274

Ad09A4649 Aradu.A09 4649 p2 (TA)6 12 13733796 13733807 TCTCAAAACCAAATGGTGAAA TTATCATTTGATGTGTTGTGTATTTTT 265
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Ad09A4658 Aradu.A09 4658 c (T)10ccaaaggtagaatataatatttaaatggatacaaacg(A)11cccctaaaaagtaaatggtgcttctatttttcattttatattcatttatgc(T)10119 13759011 13759129 TGTATTTGGTATTTAACATGTTTGGA GATCGGTTGGTTCGGATTTA 270

Ad09A4663 Aradu.A09 4663 p3 (GAT)7 21 13780364 13780384 AAATGGTCCAACCAATGCTG TTGTGCAATTACATCCGTTTTT 245

Ad09A4667 Aradu.A09 4667 p3 (AAT)6 18 13793804 13793821 ATAAATATCATGCGGCCACG GCCTGTAATCGGGTTAGCGT 252

Ad09A4668 Aradu.A09 4668 p2 (CT)11 22 13796716 13796737 CAGCAAGCAGCATAGGAGTG AGAAACCTCTCCTCCGTCGT 256

Ad09A4672 Aradu.A09 4672 p2 (TC)6 12 13800000 13800011 TCTTAGCCCATTTGTCCACC TTGCACAGTCACAAACGAAA 208

Ad09A4685 Aradu.A09 4685 p2 (AG)6 12 13838912 13838923 GTCCCCTCCCAAATTCCTTA TCAGTGTTCTCGCATTGTCC 165

Ad09A4691 Aradu.A09 4691 p2 (CT)6 12 13877550 13877561 CTCATAAGGCCACAGGGGTA CATAAACTGCTCGGCACTGA 277

Ad09A4694 Aradu.A09 4694 p3 (TAT)5 15 13904861 13904875 TGCATTTGGCTGAATCATGT CCTTTGGCTTCGGTCAAATA 173

Ad09A4695 Aradu.A09 4695 p2 (GT)6 12 13911453 13911464 GGCGAAAACACTTTCAGAAGA ACCCGAAGAAACAAGTGGTG 224

Ad09A4697 Aradu.A09 4697 c (GTT)5accatctcaagtgctgtttggtttatta(TTG)1794 13912632 13912725 AAACTTGGCCCCTAATGCTC TAATCGGCCCCTCACAATTA 245

Ad09A4701 Aradu.A09 4701 p3 (ATC)5 15 13920377 13920391 CGGAAGGCAGAGAAAACAAG TGAGCTGAGCCTTGCAAATA 270

Ad09A4702 Aradu.A09 4702 p3 (ATT)18 54 13926597 13926650 GGATACTAAACCTGTGCATCTCG TTTTGGTATCCAATTCTTTCTTCC 152

Ad09A4704 Aradu.A09 4704 p2 (TC)13 26 13930506 13930531 AGATGGGCTTTCAAAAAGGA GATTGGTGGATGAGGGAGAA 198

Ad09A4706 Aradu.A09 4706 p3 (TTG)6 18 13936296 13936313 AACATCCAGTCAGGAGGGTG AACGAAATAACATGGCCGAA 254

Ad09A4708 Aradu.A09 4708 c (T)10agtttttttgttctatttgtgtgttgagctttccttcattt(A)1061 13938266 13938326 AGGAGTGGAGGTGTGCAAAA CCTCAGCCAAGATGATTAGACA 200

Ad09A4709 Aradu.A09 4709 p3 (AGA)11 33 13939898 13939930 CCTTTCCCCGAATAGCAGAG AGAGGGTGGGGAAAGAAAGA 277

Ad09A4713 Aradu.A09 4713 p3 (CTT)7 21 13954682 13954702 GTAGCCTTTTCTTTGGGCCT TCGAATTTCAAATGTCACGC 263

Ad09A4714 Aradu.A09 4714 p3 (TTC)8 24 13955829 13955852 CATCATCATGACCCCCTACC CTCTCCCTGCAGGAACTGAC 150

Ad09A4716 Aradu.A09 4716 p2 (AT)8 16 13958124 13958139 CATACGATAAAACCACCGGG TGTGATGAAAATTCAAAACAAAAA 140

Ad09A4717 Aradu.A09 4717 p2 (AT)9 18 13958838 13958855 CAATGCAGTGAGATCGGAGA GCAAAATTTTCTCGAGGCTG 253

Ad09A4718 Aradu.A09 4718 p2 (CT)13 26 13961415 13961440 CATCGCTGCTCATCCTGTTA AAACTGCAACGGCAATATCC 218

Ad09A4720 Aradu.A09 4720 p2 (GA)8 16 13965093 13965108 GCTGCAGAAAGTTGTCCTCC CAGTCATGGCTCCAGTGAGA 250

Ad09A4725 Aradu.A09 4725 p2 (CT)14 28 13990432 13990459 TCCCCGTTGAAGAAATTGAA TGGAAAAAGTGAACAGAAGAATCA 280

Ad09A4726 Aradu.A09 4726 c (A)10ttattactgattttgactgcagttttgcaaaataaatggaaaagaaattgaagagagtagctcaaaa(T)1087 13990773 13990859 CCATCGGGTGTATTTAGGACTC GGTTCGAGCAACCTCCAATA 271

Ad09A4727 Aradu.A09 4727 p3 (TCT)5 15 13993713 13993727 GCATTTTCCTCCTCCTCCTT CAGAACACCTGTGTCCATTCA 195

Ad09A4728 Aradu.A09 4728 p3 (GAA)5 15 13994463 13994477 TTTTGAATTGAATGGACGCA CTCCTTCTCCTCCTCCTCGT 231

Ad09A4734 Aradu.A09 4734 c (AG)7ggagaacgagtctcaaagaaaaagaaaagattcgaattggaggcaggaattggggttacttaatttaaaaaatggatt(TA)6104 14013709 14013812 TTCCCAAAACACTAACGGAAA CCAAAGAAAATCAGCCAAAAA 233

Ad09A4737 Aradu.A09 4737 p2 (GT)8 16 14027249 14027264 GATTGCGAGTTGGGGAGTAA ATAGGAATCAGCCAAACCGA 226

Ad09A4739 Aradu.A09 4739 p3 (TTA)9 27 14029488 14029514 ATTCAGTTGGAAGAAGCCCC AACGAGATAACGGATCAAAGGA 241

Ad09A4740 Aradu.A09 4740 p3 (TTA)5 15 14031266 14031280 CTCAACCAGCAGCACTGTGT GGACGTGAAGAATCGGGTTA 223

Ad09A4741 Aradu.A09 4741 p2 (AT)6 12 14031481 14031492 CACTGCACAATTCAACAGGAA GAAGGATTGGCATACATGAGG 214

Ad09A4744 Aradu.A09 4744 p2 (AT)6 12 14042326 14042337 TTTTGGTGATTTTTGTGCCA AATCCTGGCATTCTACACCC 178

Ad09A4746 Aradu.A09 4746 p3 (GTG)5 15 14046464 14046478 CACCAGAAACAATGCACACC CACCACCACTTCCATCACTG 198

Ad09A4748 Aradu.A09 4748 c* (TCT)14(TC)18*tat(TC)690 14049149 14049238 TTCAAACGTGAAGCTCCTCC CGAAGACTTTCCACGGAGAC 279
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Ad09A4752 Aradu.A09 4752 c (TC)7tg(TC)7 30 14079116 14079145 GGTTTGTTGTACGAGGTTTGG TTTTGGGTTGGGATGAGAAG 212

Ad09A4753 Aradu.A09 4753 c (TC)17tt(TC)7t(TC)6t(TC)778 14082842 14082919 TCTGAGACAAGAATAGAAACCATCA AAAAACAATGCCAAAAAGCG 260

Ad09A4754 Aradu.A09 4754 p2 (TA)7 14 14089205 14089218 AAGTTCTGAGACAAGAATAGAAACCA TTGTCGGCTTGATTGTTTGA 275

Ad09A4756 Aradu.A09 4756 p2 (TA)7 14 14093748 14093761 ATTTTGATGCGGTTCTTTGC GGTTGAATTTTGATGCGGTT 172

Ad09A4757 Aradu.A09 4757 p3 (TTC)6 18 14100528 14100545 CCAAGTGCCTTTCACTCCAT GCAGAGAAGAAAAACGCGAA 268

Ad09A4758 Aradu.A09 4758 p3 (CAG)6 18 14105449 14105466 GAACCAAAATGGTGGCAATC TTTTGGCGTGTGATGTTGTT 250

Ad09A4761 Aradu.A09 4761 p3 (TTC)6 18 14124346 14124363 CCGAAATTAGCTGCAAATACA TCATCATCATCATCACCATCTTC 279

Ad09A4762 Aradu.A09 4762 c (AAG)5atgg(TGA)534 14124542 14124575 TGCATTTTTCTTCTTCTTCTTCTTC CGGCTTCTTCTTCTTCCCTT 261

Ad09A4763 Aradu.A09 4763 p3 (AAT)5 15 14130552 14130566 TGTAAACAAGCCACGTTTGG AGGACACATGCCACCTTCAT 142

Ad09A4764 Aradu.A09 4764 p2 (TC)8 16 14131445 14131460 CATCGCCAAAAACTCCTCTC GGAGTCGTGGAGGACGATAA 202

Ad09A4765 Aradu.A09 4765 p3 (TCT)6 18 14143103 14143120 GGGATTGGTATTCCGGTCTT CAACTCGAGGGACAAAAAGG 222

Ad09A4767 Aradu.A09 4767 p2 (AT)6 12 14151856 14151867 GAATTCGAAGCACGAGGAAG CTGGTTTGGTCCAGGACATT 263

Ad09A4773 Aradu.A09 4773 p3 (TCC)5 15 14179535 14179549 ATCTAAATCCATCCCACCCC AGGTCAACCAGCAGCTCAAT 226

Ad09A4775 Aradu.A09 4775 p2 (AG)7 14 14189852 14189865 GGCAAAACAAAAAGCAGAGC CAAAACACTTCCCTCCCAAA 251

Ad09A4778 Aradu.A09 4778 p3 (GAA)5 15 14220398 14220412 TACTTCCACCATGCAAACCA CATACCCACCATCCGTTTTC 105

Ad09A4779 Aradu.A09 4779 c (A)10gagaaaaaaaaactgagttaggac(A)1044 14227159 14227202 CCATTCTTTCAAATTGGTTGC ACGTCTCTGATGATGCTTCG 261

Ad09A4783 Aradu.A09 4783 c (AGA)9acg(AGA)545 14244397 14244441 CAGCTGAGAATCTGACGTTGA TACGTCCAATACACGCGCTA 275

Ad09A4793 Aradu.A09 4793 p2 (TA)6 12 14278140 14278151 GAGTGCGCTATTGAAACGGT CAAATTTTGTCTCGGATAAGGAA 250

Ad09A4794 Aradu.A09 4794 p3 (CAA)8 24 14279426 14279449 CACCCCAGAAGACGAAGAAG GGTCGTAGACTGCTTCCGAG 263

Ad09A4798 Aradu.A09 4798 c (T)13ctctttgtttttgggtctttgatcccttcattccaaccgg(A)1063 14297080 14297142 GGGACAACACCTCCCAACTA GAAGATTTACAAAATCAACAAATAAGC 214

Ad09A4806 Aradu.A09 4806 p4 (TGAA)5 20 14314221 14314240 TTTGTGCTCCCTTGATTTCC GCTATCACTTTCAGGTTCGGA 250

Ad09A4809 Aradu.A09 4809 c (ACC)6actaccactagtatcatcatgg(TCA)6gaacttcccccaaaatcaaacagaagcccaagctgaacaagaacccaccaccaccattatcatcatgg(TCA)5141 14323481 14323621 CTATTCCCCCTTTACCCCAA ATGATGATGGTGGAGGTGGT 275

Ad09A4810 Aradu.A09 4810 p3 (AGA)21 63 14323794 14323856 CTACCATCCCCACCTCAGAA CTCCTCGTCGTTCAGTCCTC 272

Ad09A4811 Aradu.A09 4811 p2 (CT)19 38 14324935 14324972 CATTGCCTAAGGTCTTGCGT AAGAGTGGTGTGGTGGTGGT 265

Ad09A4812 Aradu.A09 4812 c (TTC)5ctccatcaatagaatagaacctcaccatcatccttatcatcaccaca(TTC)680 14325136 14325215 TGCTGGTCCCTATAGTTTTGC AATTTGGTTCCTACACCATTTTT 233

Ad09A4816 Aradu.A09 4816 c (TTA)6gaaatttaagaatatatgtttaaatgatatatgttacaga(ATT)573 14350950 14351022 AAAGATGTTGATCGTTCTGAACTT GGGACCAACAAAGTAATTAAACC 229

Ad09A4820 Aradu.A09 4820 p2 (TA)6 12 14370648 14370659 TCCCATCACTGTTCTCCACA TGCGATATTTGCTCTTGTTTTT 213

Ad09A4825 Aradu.A09 4825 p2 (TA)8 16 14390006 14390021 CGCTCAATACCATAGAATTTTCC AATCTTTGGAACGCTTTTGC 205

Ad09A4828 Aradu.A09 4828 p2 (TG)18 36 14415659 14415694 GCCACCACTTGTTGATAGGAA CATCTTCACCAAACGACCCT 269

Ad09A4829 Aradu.A09 4829 p2 (TA)6 12 14420484 14420495 TTTTGTGTGTTTCATATGTTTGAGAT CCTTTTTCTTACATTATCACATTTTGC 158

Ad09A4837 Aradu.A09 4837 p2 (AC)6 12 14451965 14451976 GCACTCAAACGAAACAATGG AATCGGACCATCCAATTTCA 192

Ad09A4840 Aradu.A09 4840 c (A)10ttgaaaatcactattttggtttaatttatactgtagaaattgacaaaatgtcttccag(T)1179 14453189 14453267 TGTGTTCTACTTTATGCTCTTTTCTC CACCCACTGCAGTAGCCATA 274

Ad09A4841 Aradu.A09 4841 p2 (CT)6 12 14453960 14453971 TGTGCAGTTTCAGCTTCTTCA TGCCTGCTAGCCCAATAGTT 222

Ad09A4842 Aradu.A09 4842 p2 (CT)6 12 14458356 14458367 TGTGCAGTTTCAGCTTCTTCA CCCTGCACAGCATAAAAACA 228
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Ad09A4845 Aradu.A09 4845 c (GT)6(GA)25 62 14463776 14463837 AACAACAATGGAGGTTGCGT CAATATGCTGTGAAGGACAAGG 272

Ad09A4846 Aradu.A09 4846 c (T)14g(A)13 28 14464461 14464488 TGTTTGTTTGTTCTTTGATTGG CAACGTCAAGTTTCACATGGAC 187

Ad09A4852 Aradu.A09 4852 p2 (TA)6 12 14520052 14520063 GCCACTTTCTTTTTGTCCGA TGTGAAATGGCTTAATTTGTGA 275

Ad09A4853 Aradu.A09 4853 p2 (AT)8 16 14525435 14525450 TCGGCGAATTTAAAACTTGA TGGGTAGGATCGACCCATATT 263

Ad09A4857 Aradu.A09 4857 p2 (TC)7 14 14546266 14546279 GGCCCAAACTTAATTATCCACA TGAGCTATGCTCACTTATTTATAGCC 280

Ad09A4859 Aradu.A09 4859 c (AAT)16(AAC)5 63 14554648 14554710 TGCCAATAACAAATTCACCG GGCGAGCCAATATCCATCTA 252

Ad09A4864 Aradu.A09 4864 p2 (CT)9 18 14611661 14611678 GCCAGTAAATCCGACGGTAA GGATGTTGAGGAAAAGGGTG 235

Ad09A4866 Aradu.A09 4866 c (TTA)7(TTG)6ttattgttgttattattagtattattgttattattattatcaatg(TTA)6102 14617496 14617597 GTTGCGCACGTAACTGGATA GAGGTTGGAACGGTTTACGA 206

Ad09A4868 Aradu.A09 4868 c (T)10aatttttcagattcaaaggattcca(TTG)653 14622769 14622821 GTTTCGGGAAGAAGGGAAAG CAGAAGCAACCAAAGCATCA 260

Ad09A4870 Aradu.A09 4870 p2 (TC)6 12 14626180 14626191 GCGATTTCGAAAAACAGGAA GGGAGAATGCAAGGAAGACA 148

Ad09A4877 Aradu.A09 4877 p2 (TC)12 24 14665279 14665302 AAAACGTGCACGAAATACCC ATGCCATGAGGAAGTGGAAG 194

Ad09A4879 Aradu.A09 4879 p2 (CA)6 12 14683072 14683083 AGCCAAGGATTCAAGAGCAA CAACAAAAGAATGGAAGAAGATGA 213

Ad09A4881 Aradu.A09 4881 p2 (AC)24 48 14687450 14687497 AGCTCCTGACTCAGCCTACG CAGGAGAGTTAGGGGCTTGA 207

Ad09A4883 Aradu.A09 4883 p2 (AT)6 12 14720796 14720807 TCACAAGGTTGTGTGTTCTTAGC CACCGAGGACGGTGTAAACT 222

Ad09A4886 Aradu.A09 4886 p2 (AT)15 30 14771254 14771283 TCAGCTGAATTCGGTTCAAT GGGGCACCTCACAGGTACTA 278

Ad09A4887 Aradu.A09 4887 p3 (TGA)7 21 14779458 14779478 AAAAAGGGACCCACTCATTTTT TGGCAAGTTTCCTTTGCTTT 217

Ad09A4888 Aradu.A09 4888 p2 (CT)6 12 14790226 14790237 TGGCAACATAGATAAACCAACAA GCAGATGGGGACATTCACTT 229

Ad09A4891 Aradu.A09 4891 p2 (AT)6 12 14795081 14795092 AAGTCAAAGCTGGTCGGAGA GGCTGGTTATCCCCTTCAAT 245

Ad09A4892 Aradu.A09 4892 p4 (AAAT)5 20 14796563 14796582 AATTCCGCACCAAGTTTTTG GGGAACACCAAACTTAATTTCA 211

Ad09A4897 Aradu.A09 4897 p2 (CT)8 16 14821703 14821718 CAGATGAATTAAGTTTGGGAAACA TTGCCCACTATTGCAAATTAAA 267

Ad09A4900 Aradu.A09 4900 p2 (AT)10 20 14839965 14839984 GCCCTTTAAAGAGTATATGAAAAGACA TATTGGTAAAGGAGGCACCG 271

Ad09A4902 Aradu.A09 4902 p2 (GA)9 18 14843562 14843579 GGTTAGGGCCACACTGTTGT TCTGCCACATTCTCCTTTCC 272

Ad09A4905 Aradu.A09 4905 p2 (GA)6 12 14850845 14850856 GTGGTAGACGATGGTGGAGG AGTGGGACGCTGTATTTTGG 218

Ad09A4908 Aradu.A09 4908 c (T)10aactactttaaaatagaaatgattgcatcactttg(AT)861 14855054 14855114 TCGCAGATTCGAGTATTCCC TTCCACCGGCTATTAAATCCT 247

Ad09A4911 Aradu.A09 4911 c (CCA)5caattatcatcatggtcatcatcatt(AGA)556 14860525 14860580 CCAAAATCAACCAGAAGTCCA TGGTGGTGGGTTTTGAGTTT 120

Ad09A4915 Aradu.A09 4915 p2 (TA)6 12 14866814 14866825 GGGGGTAATATTTGCTCAACG GCAGAGCTCTCTGTTCCACC 268

Ad09A4917 Aradu.A09 4917 p2 (AT)9 18 14870006 14870023 TGCAGAACTAGTTGGACCCC TATCTAACCAAGCCGCCAAC 133

Ad09A4920 Aradu.A09 4920 p2 (AT)6 12 14872634 14872645 TGTAGACGACTGCCACTTGC CATGAATACTCCCGATGCACT 167

Ad09A4922 Aradu.A09 4922 p2 (TA)10 20 14875259 14875278 CGAATACCACCAAATCACCA CCTCTCTCTCGGCCTTTCTT 243

Ad09A4925 Aradu.A09 4925 p2 (AG)6 12 14885890 14885901 GAGAGGCGTTACAAGGACGA TTGCCTCCAATCCTCTCAAC 274

Ad09A4927 Aradu.A09 4927 p2 (GC)6 12 14896243 14896254 TCATTGAAACACCGGTACGA AGCAATGAATAGAGCGGCAT 245

Ad09A4928 Aradu.A09 4928 p3 (GAT)6 18 14900580 14900597 GCGATTGCAATGACTGACAC TTCCTAAACTAGCCGCTCCA 202

Ad09A4931 Aradu.A09 4931 p3 (ATT)5 15 14908484 14908498 AGGGTTGTTTGTGTCCGAAT TGGTGACAACAGACCTTGGA 260

Ad09A4932 Aradu.A09 4932 c (CT)6t(TC)6 25 14909468 14909492 CCGTGGGCATCTTAAACCTA ATTTGCAGTTATTCCTGCCG 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A4935 Aradu.A09 4935 p2 (TG)9 18 14919802 14919819 TGAGGATGAGGAGTTTTGGG AAAGTGCAACGCTCAGGAAT 105

Ad09A4936 Aradu.A09 4936 p2 (AC)15 30 14919947 14919976 TGAGGATGAGGAGTTTTGGG AGAATTTTCTCCGTGGGGAT 229

Ad09A4938 Aradu.A09 4938 c (T)12caaaactggcttttgttttttattttaaacctcatttttctccctcgaaaaattatagttccaataaaataattaagaaact(A)10104 14925774 14925877 AGCCCCAATTGCTATTTTGA TTTGGAAGATCTCGAAAGGC 228

Ad09A4941 Aradu.A09 4941 p4 (AAAT)6 24 14939435 14939458 GCGCTTCTAGATAAAATTGTTGA TCCAACATGCAAAAAGAAACA 169

Ad09A4942 Aradu.A09 4942 p3 (TTA)8 24 14939673 14939696 TGTTTCTTTTTGCATGTTGGA CATTAGTATTGGTCGAAGCGTT 220

Ad09A4944 Aradu.A09 4944 p3 (ACA)10 30 14959061 14959090 AATTCTTATTTATTATCCAACGACG GCATTGCCATGTCGTATTTTT 186

Ad09A4948 Aradu.A09 4948 p3 (AGA)5 15 14976415 14976429 TAAAATATTGCTCGCCCTCG CTTCCCCATAAATCCCACCT 246

Ad09A4951 Aradu.A09 4951 c (T)13gcaggttccccattgatgacaaaagggggacgaaaagttggaaaatttg(A)1173 14995814 14995886 TGCTGTTGGATACTCTGGACC CATAAGGCATGACCATTGGA 236

Ad09A4953 Aradu.A09 4953 p3 (AAG)5 15 14999136 14999150 TTTGCAGCATTATGTGTTTCTTC TCCTCTTCCTCCTCCTCCTC 197

Ad09A4954 Aradu.A09 4954 p3 (AAG)5 15 14999593 14999607 GGAGGAAGAGGAGGAGGAGA GAATTATTCCCCACATACAAGCA 154

Ad09A4956 Aradu.A09 4956 p3 (TTG)5 15 15002267 15002281 ACTTGTTCCCAATTCGGTTG TCACAAAGAAGCACAAGGGA 129

Ad09A4957 Aradu.A09 4957 p2 (AT)12 24 15002977 15003000 AGACCCCACATTTTGCTTCA CAACCTTGCTGGTTGAATGA 225

Ad09A4961 Aradu.A09 4961 p4 (AATA)5 20 15016047 15016066 GGCAGTATGCTGAAATGCAC TGGCACTTGCAAATGATTGT 250

Ad09A4962 Aradu.A09 4962 p2 (AT)6 12 15016253 15016264 GGCCAACTGCCAATTAAGAA ATGTTCCATTGCCCAAGATG 263

Ad09A4963 Aradu.A09 4963 p2 (TG)10 20 15016480 15016499 AACATCTTGGGCAATGGAAC TACCAAAGGCATTGGGACAG 236

Ad09A4966 Aradu.A09 4966 p2 (AT)6 12 15025505 15025516 AAAATCTGACCTGGCTTGGA GGTGCTTTCCCACCATAAGA 267

Ad09A4969 Aradu.A09 4969 c (A)10cagatgaaaataacattgaaaaataaacaaatatgaattattaggtcatgaaagaatgaagaaagt(A)1086 15041352 15041437 AAGGCTTTAAAGGGACTCAAAGA AACATGCTCGTATTGCTTGTAGA 242

Ad09A4971 Aradu.A09 4971 p2 (AT)6 12 15047384 15047395 TTCAACCAGGTAAATTGGGC TGGCTAATGAGCATGACGAC 258

Ad09A4973 Aradu.A09 4973 c (A)15cctttctactaagtgttcttaggttagcaaaattctttggatccgaattt(A)1176 15048913 15048988 GCCTATTTTATCGTTGTCGATG TTCAAGCATGACCTTTGATCC 237

Ad09A4975 Aradu.A09 4975 p3 (TTC)5 15 15050883 15050897 CGAACTGCAGTCTTTGCGTA AAAAAGACGATGCTCCATGC 258

Ad09A4976 Aradu.A09 4976 p3 (GAG)11 33 15052150 15052182 AGGAGGAGGATGACGAGGAT TAAATGGGCTATGCCACACA 237

Ad09A4977 Aradu.A09 4977 p3 (AGA)7 21 15053277 15053297 GGGACTGATTAGCCCCTATG CAACCCGACCCTGACAATTA 150

Ad09A4978 Aradu.A09 4978 p3 (AGA)5 15 15053855 15053869 CCCTTTCTTTTCTCCCCATC TGCTTGTTGCTATTGTGGTTG 173

Ad09A4983 Aradu.A09 4983 p3 (AAT)5 15 15077505 15077519 CAAGCCACTTGAGAAAAGGG TTGTTTTGCTTTGCTTCGTG 125

Ad09A4984 Aradu.A09 4984 p3 (AAT)16 48 15080597 15080644 AAGCACAGCTCTTGCATCTG TTGCCGTTTGTTTTGGTTTT 236

Ad09A4986 Aradu.A09 4986 p3 (ATA)7 21 15084544 15084564 TGTGTTCAACGTCAAAAAGAAAA AATGCCGAAATAACGATTGG 259

Ad09A4988 Aradu.A09 4988 p3 (GAA)5 15 15093100 15093114 AAGGAGAAAGGGAATCACGG AGGCACTCCTCTTCCTCTCC 249

Ad09A4995 Aradu.A09 4995 c (TTA)6ttgagtgactatatatttttgtctaaaaaatacaaaaaaaatatagtacagtattattttacaat(TAA)598 15117007 15117104 TTTGGGAAGGAAAAGTAAGACA TTTTTCCTTTAGACTACTCTGTCACAA 234

Ad09A4998 Aradu.A09 4998 c (ATT)11(ATA)6 51 15118785 15118835 ACTAATGCCTTCTGCCTTGG CAACATATTCCGTCCGCTTT 194

Ad09A5001 Aradu.A09 5001 p3 (CAA)5 15 15130878 15130892 CGATGCGTGATTTTGTCACT TCCGGGACACTTATTGGGTA 278

Ad09A5002 Aradu.A09 5002 p6 (CCACCG)8 48 15137740 15137787 GCATCATCAACCCCCAATAC TCCTCACGAAGATTGCACAG 216

Ad09A5006 Aradu.A09 5006 p2 (TA)6 12 15149295 15149306 CGGTTAAGCTCAAAACTCACAG AAAGAGTAAGCTAGGAACTTGAACA 243

Ad09A5007 Aradu.A09 5007 c (TC)17(AC)9 52 15161146 15161197 GTTGTCGTCGCAACTTCCTT TGGTGACGGAATCACAAGAA 263

Ad09A5010 Aradu.A09 5010 p3 (CCT)5 15 15174531 15174545 CTCACGATCTCCGCTACCTC GCTCCTAATAGCGTGGCATT 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5013 Aradu.A09 5013 c* (T)10(TCA)5*(TCT)642 15177007 15177048 TCCTCCTCCTCATCTTCTGC GAATGTAAGTTCATCCTCTTCCAAA 223

Ad09A5015 Aradu.A09 5015 c (T)13ggtgacttccctatgggtataattctaatagtatgtttaggtcttaactcag(A)1075 15179260 15179334 TTGAAAATGGGTTTTGAAAAGAG AAGGTACCCCGACAAATCTT 224

Ad09A5017 Aradu.A09 5017 p2 (GA)23 46 15190581 15190626 CTCATGACCTGCTGCTTCTG CCCTCTCTTCAATCACGGTC 264

Ad09A5018 Aradu.A09 5018 p2 (AT)9 18 15191217 15191234 GGGGATTTTCCAAATGACCT CTTGAAGCTTTTGGCTGTTG 112

Ad09A5026 Aradu.A09 5026 p4 (ATAA)6 24 15224298 15224321 CACCAAACAAAAAGCATCGT ATTTGCATAGTCACCGTAGACA 161

Ad09A5027 Aradu.A09 5027 c (A)10gttaacaaaaatttaagctcaatctttaagcaatcgaagaacatgacaaggaatctaaatgataggacaacacctacaaatctagaca(AAT)6116 15224538 15224653 TTTGAAACACCAAATTACAAAAAGA GGAGTCTGGGCACCTATTCA 256

Ad09A5030 Aradu.A09 5030 p2 (GA)7 14 15226454 15226467 ACTGGGTGATGAGGGTTGAG CCTCACAATATGGTGGGTCC 221

Ad09A5031 Aradu.A09 5031 p2 (CT)6 12 15228465 15228476 AAATTCGAAAAGCGAACCCT CGCTAGAGAGGATGTCGAGG 173

Ad09A5034 Aradu.A09 5034 p3 (TAC)5 15 15263917 15263931 CAAAAAGTGTTGCCACCAAA CCCAAAACACAGGTTGTTGA 267

Ad09A5037 Aradu.A09 5037 c (AT)7(AC)6 26 15284378 15284403 CTCCTTTTGGTGCCATTGAT GCGCACAACTCTCCTCTCTT 168

Ad09A5038 Aradu.A09 5038 p3 (TTC)5 15 15288488 15288502 GACTCACTGCCCGATCAAAT GGAGCTGCTAGGTGCTAACG 275

Ad09A5052 Aradu.A09 5052 c (AAT)7aaaagtcagttaattaattaattatgcagtagttgttgcttag(CT)1288 15334410 15334497 TGAGCAAAAGTGCAAAACCA CACTTGCTTTGGATGCTTGA 273

Ad09A5053 Aradu.A09 5053 p2 (AG)6 12 15335825 15335836 TTGATGAAAAATGTCCAACAAT CCATATTCTTTCCCTTGCTCC 215

Ad09A5054 Aradu.A09 5054 p2 (TA)7 14 15344076 15344089 CGCCAAATGATTTACTGCAC GGATGGAAACAAAATTCTCTCG 239

Ad09A5055 Aradu.A09 5055 p3 (TTA)8 24 15344793 15344816 TTTCCTCGTGCTGATTTTTG TGCTGCATCTACACTTTGGG 197

Ad09A5062 Aradu.A09 5062 c (A)10gaatcaaaagaacatttaaatcacagcaaaaacacaacaacaataggaacatttaaaacaaagcaacc(A)1088 15356083 15356170 TGACCAAAACCAATCAACCA TCTTTGAGCATACACGGATCA 180

Ad09A5064 Aradu.A09 5064 p2 (AG)6 12 15369727 15369738 TACGGTGGTTGTTACGGACA GCGACTCTCTTCCTCCACAC 104

Ad09A5067 Aradu.A09 5067 p2 (AG)8 16 15379938 15379953 CAAAGGGCAACAATCTATCCA ATCAAGGATTGAGGGGAAGG 270

Ad09A5069 Aradu.A09 5069 p2 (TG)6 12 15415094 15415105 TGCGGCGATTGAAACTCTAT GCCCAAGCCCAACATATAAA 166

Ad09A5072 Aradu.A09 5072 p2 (AT)7 14 15429806 15429819 CCTTTTGAGCAATAGTGACCG TTGTTGTTTTCCCTCGTGTG 118

Ad09A5077 Aradu.A09 5077 p2 (TA)6 12 15449171 15449182 ATGAATTTCAGCAAGCTGCG CATATTATGCTTGCCTTTGTGC 136

Ad09A5081 Aradu.A09 5081 p3 (TTG)5 15 15454923 15454937 ATCGCTGGTGCTCTACCACT GACCGTTGCGAAAATCCTTA 270

Ad09A5084 Aradu.A09 5084 p3 (TAT)5 15 15458535 15458549 TTTTCCATATGCCCTGCTTC GTCTACCCCTGTCGTGGTTG 260

Ad09A5093 Aradu.A09 5093 p2 (AT)8 16 15518925 15518940 TTGGCGTAGCTAATCGGACT GAAGAAGAACAACAAAAAGAATGAGA 197

Ad09A5095 Aradu.A09 5095 p3 (AAT)15 45 15532809 15532853 AGCAGGATGTGAAGGAGCAT GGCCAAGACACAATCCTTTC 215

Ad09A5096 Aradu.A09 5096 p4 (ATAG)8 32 15533056 15533087 TCATGACCTTGCACCCTGTA TCATCAAATGCATCAGCCAT 225

Ad09A5102 Aradu.A09 5102 p2 (GA)12 24 15572626 15572649 AGGAAGCATCAAAATCCCAA GACCATGATCTACCTATGGCG 209

Ad09A5104 Aradu.A09 5104 p3 (AAT)6 18 15573459 15573476 ACAGCTTTGCCACAACAATG TCGTTTGATAAAATGGCCAAA 229

Ad09A5106 Aradu.A09 5106 p3 (TTC)5 15 15575387 15575401 AACCCCCTTACGCGTTTATT TGAAGAATGCGAGCAGAGAA 189

Ad09A5108 Aradu.A09 5108 p2 (TA)6 12 15579045 15579056 GGAGAGGAGAGGCTGAAGGT ATGGAGACCCATTTAACCCC 183

Ad09A5116 Aradu.A09 5116 p2 (CT)9 18 15600212 15600229 GCAGTGGGTTACTGCCAGAT AATATGGAGTGGCGACGAAG 183

Ad09A5118 Aradu.A09 5118 p2 (TC)8 16 15604386 15604401 CCTTCTCCACTCACTCAGCC AAGGAAATTGGGATTGGGAC 246

Ad09A5120 Aradu.A09 5120 p3 (AAC)5 15 15615616 15615630 CCGTCAATTCCAAGACAATG ATTCATGTAGCCGATCCGAC 177

Ad09A5122 Aradu.A09 5122 p2 (AT)6 12 15617385 15617396 CCTTTTATTTTCTTTTAGTACTTGCAT TCAAAATTGATACTCTTTTATTAAGCG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5127 Aradu.A09 5127 p2 (AT)7 14 15629822 15629835 CCAAGTCAGGGCACTTTTGT TTGTTCTTGCACCTGCATTC 249

Ad09A5133 Aradu.A09 5133 c (TA)6tgtata(TG)1650 15685896 15685945 TCTCGTTAGGCGTCTGGACT CTCCTAACTCAGCCCACGAA 201

Ad09A5134 Aradu.A09 5134 p3 (TGA)5 15 15688530 15688544 CCCGTGCAAGGTTGTTCTTA AGCAAACGAATTCACCCAAC 252

Ad09A5135 Aradu.A09 5135 p2 (AT)7 14 15693649 15693662 TCATGAGAATGGAAATGAATCAA TAAAAGAGGAGGAGGCAGCA 245

Ad09A5140 Aradu.A09 5140 p2 (TA)6 12 15726393 15726404 AATCCCACCACAAGTTCCAG CGAATTCTAGTTCTTGCTTCAATG 135

Ad09A5142 Aradu.A09 5142 p2 (AC)15 30 15733707 15733736 TTGATTCTTGAGCGTTGCAC TCCCTCAGGCTCTACAGGAA 251

Ad09A5143 Aradu.A09 5143 p2 (TG)17 34 15733883 15733916 TTCCTGTAGAGCCTGAGGGA AATCTACCTCAACCTGGCCC 260

Ad09A5144 Aradu.A09 5144 p2 (TA)8 16 15740736 15740751 TAAGATGCAGGTCGAAAGGC TCAAGCTCCGAACTCAACCT 270

Ad09A5149 Aradu.A09 5149 p4 (AATA)5 20 15753294 15753313 CATCAATCAATCATCCATCCA AAATGCAAATTCCGGCTTTA 276

Ad09A5151 Aradu.A09 5151 p3 (AGA)7 21 15759693 15759713 GGTCTGGGTCGAAATCAAAA TGCAAAGTAGGGAGGGATTG 268

Ad09A5152 Aradu.A09 5152 p2 (TC)11 22 15759996 15760017 AGCACCTCCTTTGCATCACT AGATGGGTTGCTGCTGTAGG 274

Ad09A5153 Aradu.A09 5153 p3 (TCA)6 18 15760150 15760167 TCTATGCATCGCTTAACCCC TGTAATTATTGTCGCGCTGC 242

Ad09A5154 Aradu.A09 5154 p3 (AGA)5 15 15760273 15760287 TCTATGCATCGCTTAACCCC TGTAATTATTGTCGCGCTGC 242

Ad09A5155 Aradu.A09 5155 p2 (TC)8 16 15762610 15762625 TGATGGAGACTGGATGTAGGC GAGGGTTGAATCTTAGCCCC 264

Ad09A5156 Aradu.A09 5156 p3 (GAA)5 15 15768434 15768448 CATCCTCCTCGACTCTCCAG GATGGGAAGTTGATCGTCGT 225

Ad09A5158 Aradu.A09 5158 p2 (AG)6 12 15773168 15773179 CGCGATCTGCAGAATTAACA TCAACAAGGAAAAATCAACAAA 267

Ad09A5164 Aradu.A09 5164 p2 (AT)8 16 15828327 15828342 TGAAATGAAGCACAAGCAGTG CCACAAGTGAGTTAGCTGTGAGTT 190

Ad09A5165 Aradu.A09 5165 c (T)10c(A)12 23 15837671 15837693 TTGGTCTTAGTGCATTCCTATCT TGTGGCCAAATGAGTTGAAA 237

Ad09A5166 Aradu.A09 5166 p3 (ATT)26 78 15838634 15838711 ACCATGGTAGTTGGTACGCC TTCTCCACTCCTTCTTGTCTCA 195

Ad09A5167 Aradu.A09 5167 p3 (ATA)8 24 15839371 15839394 GGCAAGGTGCTTCTGTTTTC CAAACTTTAGAAGATCCAAATCCAA 267

Ad09A5168 Aradu.A09 5168 p2 (GA)20 40 15874295 15874334 CCCCTCTCATTACCCACAGA ATTGCCCAGAGCTAGCAGAC 209

Ad09A5171 Aradu.A09 5171 p2 (AT)10 20 15887263 15887282 CTCAAATCAAATAAAAACCCTAACA TTTTGGACATCCTAGTTATGTAAGTTT 269

Ad09A5172 Aradu.A09 5172 p2 (GA)8 16 15888164 15888179 CAACGGATGAACATACAACCA TCCCCTGCCATTTTCTAGTC 232

Ad09A5174 Aradu.A09 5174 p3 (AAT)5 15 15893575 15893589 TGAATTTTGAATGATGGCGA TTTTGCGACACATTTTCAGC 270

Ad09A5177 Aradu.A09 5177 c (ATA)5atg(ATA)6 36 15902379 15902414 AGTGCGGAGTAGCCTGTGTT TCAAAATTCAAGAAGATCCACAAA 277

Ad09A5179 Aradu.A09 5179 p2 (TA)7 14 15902662 15902675 TTTGTGGATCTTCTTGAATTTTGA TTTCTTACGTTATTACATTTTGATGGA 239

Ad09A5180 Aradu.A09 5180 p3 (TTC)7 21 15904569 15904589 AGGTGGATGGGTGAAGAGTG TCATTTTGGAGGGTGGAGAG 250

Ad09A5181 Aradu.A09 5181 p3 (GAA)16 48 15905793 15905840 TCATTTGGAAGGTGGAGAGG TCCTTAATGGCCAAAACGAC 192

Ad09A5182 Aradu.A09 5182 c (A)10t(A)12 23 15914096 15914118 GACAACGGACGGTTCATCTT GCATGCAGTTGACACCAAAC 227

Ad09A5186 Aradu.A09 5186 p6 (GAATGT)5 30 15933311 15933340 TGAATGTCCCTCCTGAGTCC GCTGAATTTGAAAAGCTCCG 177

Ad09A5189 Aradu.A09 5189 p3 (AGT)5 15 15974459 15974473 CCACTTCCCAAAACACAGGT GAACGACCCGAGGTTCAATA 276

Ad09A5190 Aradu.A09 5190 p4 (AACT)7 28 15977905 15977932 CATTTAGGCAATAAGGGGCA TCCAACACTTCCAAACACCA 174

Ad09A5191 Aradu.A09 5191 p2 (GC)6 12 15978086 15978097 TGGTGTTTGGAAGTGTTGGA TCCATACCTTGACCCGAGAG 252

Ad09A5193 Aradu.A09 5193 p2 (AT)7 14 16008720 16008733 TAACTGGGTGAACCCTTTCG AGCAGCAAAGAGCAAAAAGC 274
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Ad09A5194 Aradu.A09 5194 p2 (TA)18 36 16022493 16022528 GTATTCTCCGACTGGCCTTG TGTTTGGGCCTGAAAATACA 269

Ad09A5199 Aradu.A09 5199 c (A)10ttggatttctc(A)1031 16027822 16027852 GTTTAAAACCGCCGCTAAAT TTGGAGATATTTTTGATTGAAGC 270

Ad09A5200 Aradu.A09 5200 p2 (AT)7 14 16029301 16029314 GCTTGTGAAGCCTTGAAGGTA TGAAGGGATTCGTGCTGATT 280

Ad09A5201 Aradu.A09 5201 p2 (AT)9 18 16035291 16035308 GTGGCTTGCAACCATGTGTA AACCCGACAAGTCCAGTTTG 212

Ad09A5202 Aradu.A09 5202 p3 (AAT)6 18 16037004 16037021 TTTGGACTTTGGTGTCAATCA GGTTAGTTCCATGGTCTCTTACCA 232

Ad09A5203 Aradu.A09 5203 p2 (TC)6 12 16041506 16041517 CAGCACCATTCATTTCATGC TGATCCGACGACGTCTAGTG 226

Ad09A5208 Aradu.A09 5208 c (A)11ttacaaagaatttaaaaaaatgaaaagacatggaaaaaattctac(A)1066 16048911 16048976 TGAATTTAAAACGACAGTGCAGA ATGCATTTGGTGGAAATAGC 264

Ad09A5209 Aradu.A09 5209 p2 (TA)7 14 16053047 16053060 GGAAGAACTTTTGGAGCCCT GAGGAGTAGGTTTCACTCCCAA 246

Ad09A5218 Aradu.A09 5218 p3 (AGA)7 21 16087242 16087262 TCTGTTTTGGCCAAGAGGTT TTTCCTTCCCTGCTTTTTCC 204

Ad09A5222 Aradu.A09 5222 c (A)14gacaaagttcgaaaaagcgtaagtttcaggtccc(A)1058 16096550 16096607 TACCGAATTGATTGTGGGGT TCAAACTGGATTCCACGTCA 181

Ad09A5224 Aradu.A09 5224 p3 (GAT)5 15 16126287 16126301 ATCTAAACCGCAACCGTGAC CTCGCGATGTCATCATCACT 202

Ad09A5225 Aradu.A09 5225 p3 (TCA)6 18 16129434 16129451 TACTCCACCACCATCACCAA GGCCATAGAGGAAGTAGGGG 219

Ad09A5227 Aradu.A09 5227 p2 (CA)6 12 16152181 16152192 CCAACTTGTGCATCGCTAGA TCGATTCCCTCATCTCCATC 267

Ad09A5229 Aradu.A09 5229 p3 (TAG)6 18 16154937 16154954 CGTTAGGGACAACTTTGGGA TGTTAAGGCAATTGCATGATAGTT 144

Ad09A5230 Aradu.A09 5230 p2 (TC)6 12 16158328 16158339 TTCTCATCTGCTTCCCTCGT CCGGTACACTGCTAATCGGT 185

Ad09A5231 Aradu.A09 5231 p2 (TA)9 18 16172944 16172961 AGGTGTCTAGGGAAACAACCC TCCCATGAAGTGCATTACCA 258

Ad09A5232 Aradu.A09 5232 p2 (AG)6 12 16176658 16176669 TCCATCTTTAGGGCTTCACG TTAAATATGCTTAAACGGGTAAAAA 215

Ad09A5235 Aradu.A09 5235 c (ATC)5acaccc(CT)2571 16200172 16200242 TTGTCCCTCAAGTTTTCGATTT GGTTGTGATAATGATGGGGG 215

Ad09A5237 Aradu.A09 5237 p3 (TGA)5 15 16201359 16201373 TGGTGGTAGAGTGACGGTGA CCCTCAAGTTTTCGATTTGC 170

Ad09A5243 Aradu.A09 5243 p3 (TTG)14 42 16223290 16223331 CGTTTGATTCATGTAGCCGA TCACAAACTTACAGCAACCCA 177

Ad09A5251 Aradu.A09 5251 c (A)10gttataatttacaattgcttgacttcttttctttgtctgcctctttgtttaacaatacatcaagtaactcataatttgctata(T)10103 16243304 16243406 TTTTATCTTTATCTTTTTGTTGCATGA TGGAACACATTCACAAAATTCTTC 264

Ad09A5254 Aradu.A09 5254 p3 (ATG)5 15 16248511 16248525 ATGTGCACAAGTGCTGTTCC TCGGCTATAGTTTTCAGTGTCATC 114

Ad09A5256 Aradu.A09 5256 p2 (TA)6 12 16250731 16250742 GAGAGAAAGATAAAGAAGAAGGAGAGA AACAATCAAAATATGTTACACGACA 251

Ad09A5259 Aradu.A09 5259 p2 (AT)6 12 16255742 16255753 GGTATGAATTGCCAGCCCTA CTCCTCATCTTTCATGCAGC 236

Ad09A5260 Aradu.A09 5260 p3 (AGA)6 18 16256460 16256477 CTTACAGATCGCAGCCATGA TCAGGATTACATCCCAAGCC 241

Ad09A5264 Aradu.A09 5264 p2 (CT)22 44 16261574 16261617 TGGTGACTCGCAATGGTTTA AGAGCAGGGAGCTAGAGGCT 250

Ad09A5265 Aradu.A09 5265 p2 (AT)9 18 16266568 16266585 AAAAAGTCATCGATCATAAGAAAAA TGAACCTCACACCTACTTTTAAGAAA 273

Ad09A5268 Aradu.A09 5268 p2 (GT)7 14 16268854 16268867 GTCGGTACGGGTTGTGAGAT TATATAAAGGGGCCAAGGGC 192

Ad09A5269 Aradu.A09 5269 p4 (ATAG)12 48 16273568 16273615 TGTCATTGTCATGGTTCACAAA GAGGGCGCACATAGAATAGG 225

Ad09A5270 Aradu.A09 5270 p2 (AT)9 18 16298233 16298250 TTGGGTATCCGATGAAATAGAAA CGAACTAATCGTAGATCCGACC 276

Ad09A5271 Aradu.A09 5271 p2 (TC)16 32 16300887 16300918 CGTCGGATTTATCCACTGGT AGGAGGTGGTGAAAGGAGGT 204

Ad09A5274 Aradu.A09 5274 p3 (CTT)6 18 16316479 16316496 CTCCTCGTCGTTCAGTCCTC GAACAAAAACCCACCACCAC 271

Ad09A5275 Aradu.A09 5275 c (TGA)6ccatgatgatactggta(GTG)550 16316706 16316755 GTGGTGGTGGGTTTTTGTTC CACCCCAAAATCAACCAAAC 171

Ad09A5278 Aradu.A09 5278 p3 (ATA)7 21 16323552 16323572 ACTCAAATTGGGCCATGAAT TTTGAAGACCGCAGTAAATACAAA 279
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Ad09A5279 Aradu.A09 5279 c (ATT)7atc(ATT)5 39 16324641 16324679 GGGTTTATAAATAAATTCGTAGTTGTC GTTGGTGAGGTTTGCAGGAT 267

Ad09A5280 Aradu.A09 5280 c (T)10gaaattatattttaattcgattatgattttctggttttcgt(A)1566 16326477 16326542 CACATCCTGAATGGCACATC TGCGACGTAACGAAATCAGT 277

Ad09A5289 Aradu.A09 5289 p2 (AT)6 12 16336169 16336180 CACCCTTCTAACGATTTCTTCAA CCCATCCATCCAATCAAAAG 277

Ad09A5290 Aradu.A09 5290 p3 (TAG)5 15 16342425 16342439 TGTTCGATGACTCTCCCCTT ATACAGAGCGAGGGCAAAGA 109

Ad09A5291 Aradu.A09 5291 p4 (TTTA)5 20 16345890 16345909 TTGGAGTTAAACCCTGACTCAA TCTCCCCGTGTGTGTGAGTA 256

Ad09A5295 Aradu.A09 5295 p2 (TA)6 12 16356703 16356714 TCTAGTCGGCCTTGTCTTCG ATCGCATCACACTCAAAACG 118

Ad09A5305 Aradu.A09 5305 p2 (AG)9 18 16407340 16407357 AGTCTTTGGACGCTGTTGGT CACTCTGACTCTGGCTCCCT 273

Ad09A5307 Aradu.A09 5307 p3 (TGA)5 15 16412126 16412140 TACGCTTTGGAGCCATCTTT GGCACGGTCTTTAGTGTGGT 258

Ad09A5311 Aradu.A09 5311 p2 (GC)6 12 16450101 16450112 TAGTGAAAGAAGGGCATCCG CCACCTGCACTCCTGGTACT 229

Ad09A5312 Aradu.A09 5312 p2 (CG)6 12 16450301 16450312 AGTACCAGGAGTGCAGGTGG ACGCGCACTTTAAGCATTTT 253

Ad09A5313 Aradu.A09 5313 c (A)10tttatgtaaaaacaaaaaaactatttaaaatgaatcatattattcaaaaatttgg(T)1176 16466810 16466885 AAAACTGTGCAACACCTCCA CACTTGTGTTTTGGTTCATTCG 278

Ad09A5317 Aradu.A09 5317 p2 (CT)14 28 16480982 16481009 TGGATCCTCTCCAGTGAAAAA CAGCTATGCGGAGTTGTGAA 248

Ad09A5323 Aradu.A09 5323 p2 (TG)6 12 16507983 16507994 CAATCCATCAAATTGCCAGA TGGGAGACGCTAAGCTCCTA 279

Ad09A5325 Aradu.A09 5325 p2 (TA)6 12 16513181 16513192 TGAAGCAAAATTTGTGGATCTTC TTTTGTTACATTACTACATTTTGCTGG 247

Ad09A5326 Aradu.A09 5326 p3 (ATA)14 42 16514280 16514321 AGACATAACAGTCCTCCGTTCA TTTTTGTTAAAACGAGTAAAGTGATT 272

Ad09A5328 Aradu.A09 5328 c (ATA)11(TAA)7 54 16519156 16519209 TGCACTCATCCATCCCTACA CAGCATTTCTGCAATCTGGA 277

Ad09A5330 Aradu.A09 5330 p3 (AGA)6 18 16543176 16543193 GCTTAAAAGGGACCTCAGGG TGGCCGAACCTACATCTCTC 247

Ad09A5331 Aradu.A09 5331 p4 (TAAA)5 20 16545863 16545882 TTGTTCCTGCTCATATAGGGAA CGAAAATCACTAACCACTTTTTCA 257

Ad09A5333 Aradu.A09 5333 p2 (GA)8 16 16550892 16550907 CTTCTGTTTTTGGTCTGGGC GCATTGTTGGATGTTTCACG 269

Ad09A5334 Aradu.A09 5334 p2 (GA)8 16 16555958 16555973 ACAAATTGACCCGTCACACA GGAGCTCTATCCCCTTCTGG 217

Ad09A5340 Aradu.A09 5340 p3 (AAG)5 15 16568242 16568256 TCCAACCATCCCGATTCTTA CCTCTACGTGGATGGTGCTT 143

Ad09A5342 Aradu.A09 5342 p2 (TA)6 12 16576436 16576447 CAGGCCATCTACACCCCTAA TTGGTGTCATCAACTATCGCA 258

Ad09A5343 Aradu.A09 5343 p2 (TA)7 14 16576614 16576627 AATGCGATTTCACAGTAAAAAGA GCAAGGACCTGAATGACACC 270

Ad09A5353 Aradu.A09 5353 p2 (TA)9 18 16623896 16623913 CCAGGTGCAGGTGTCTCATA GGCTTATGTCAAAAAGTGAGGG 216

Ad09A5358 Aradu.A09 5358 c (T)12ggtagtaatcgagatctttgatgtgttatgcacttatgcatcattatagaatggtgggtgttcttttattaatatggagaagattttttt(A)10112 16638671 16638782 GAATGCGCGTGCTTAGATTA TGTACTCGCCAAAATCAAATCTT 276

Ad09A5363 Aradu.A09 5363 p3 (ATT)6 18 16718006 16718023 TCAAATTCCCAGTGGAGGAG TGGTTTTGGATTTGGGGATA 225

Ad09A5364 Aradu.A09 5364 p3 (TAA)5 15 16718424 16718438 TGTAAAATTATAAAAACGTTTGTCACG TTTCAGTCCTCTGTGTCCTCA 252

Ad09A5366 Aradu.A09 5366 p3 (AAG)6 18 16737896 16737913 GCACCAAATGATGGTTCTGA GGGAGGTGAGGTGGCTAGTT 278

Ad09A5370 Aradu.A09 5370 p2 (AT)10 20 16753458 16753477 GATGATCTGGGACGAATTTGA GCCATATCTAATCTGCAAACACC 213

Ad09A5371 Aradu.A09 5371 p3 (ATT)5 15 16753599 16753613 GATGATCTGGGACGAATTTGA GCCATATCTAATCTGCAAACACC 213

Ad09A5380 Aradu.A09 5380 c (AAC)8(AAT)6(ATT)1278 16872377 16872454 CCAAACCGCTTAAAATTGGA TTCTTTTGGAACGAATTGCC 181

Ad09A5381 Aradu.A09 5381 p3 (ATA)6 18 16875162 16875179 TGCAATGATTTTATTAGTGGCAA TCCACGATAGTTGCCTTCTTG 278

Ad09A5384 Aradu.A09 5384 p2 (CT)8 16 16914921 16914936 ATCGCAGAACGAGACAAAAA AAAATGGACTTGGAGGGAGG 210

Ad09A5388 Aradu.A09 5388 p2 (TC)6 12 16982384 16982395 AATAGTCCAACCGTTGTGGG CCTCCATGGATCGTTGAACT 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5389 Aradu.A09 5389 c (AT)7agctcaacgatccatggaggacactgcgccaacaccaaagcttcaatgaacttcctttaccaga(AT)690 16982513 16982602 CAACACCAAAGCTCCAATGA TTGTTCACCTTTATGCACGC 277

Ad09A5390 Aradu.A09 5390 p6 (TTTTTC)6 36 16997136 16997171 TCCACCTGTTTAAAATGGATAAGA ATTGATGGCCAATTGATGGT 179

Ad09A5392 Aradu.A09 5392 p2 (AT)8 16 17013719 17013734 TAAGCCACACACACAGCCTC ATTTCACGGGTAAGCCACAA 267

Ad09A5394 Aradu.A09 5394 p2 (TC)6 12 17017761 17017772 GAAACGGCAGCCAGAAATTA TTGGAGACCATGGATGATGA 244

Ad09A5398 Aradu.A09 5398 p2 (TC)11 22 17029894 17029915 GCACATGATCTGGTGGCATA TTCTTTAAACAACCACCGGC 198

Ad09A5404 Aradu.A09 5404 p3 (TTA)14 42 17088871 17088912 ATTGATGCTCAGAGCCTTGG TCTGTTGCTTTGATCGCTTG 263

Ad09A5407 Aradu.A09 5407 p3 (GTT)5 15 17100296 17100310 AGGCTGCTTCCCATACCTTT AGAAAGGGAGTCAAAGGGGA 143

Ad09A5409 Aradu.A09 5409 p3 (ATT)7 21 17146587 17146607 TGGCTGAAATGAATGCTTTG TTTGGATGCAATTAGGGAGG 167

Ad09A5410 Aradu.A09 5410 p3 (GAT)6 18 17151002 17151019 TGACAATGAACTGGGTGATGA TTACAAAGCCATGCCAACAA 233

Ad09A5411 Aradu.A09 5411 p2 (TA)6 12 17161111 17161122 TGGGAAAATGACAAGGGTTC CACGGTTTAATTATGTTACAGCTTC 214

Ad09A5416 Aradu.A09 5416 p5 (AAATC)5 25 17207063 17207087 TGATGGAAAATAACGTGAGACG CACCAAATGCCACACACTTC 276

Ad09A5418 Aradu.A09 5418 p3 (TTA)11 33 17212859 17212891 TCCTCCAATCTAACAGGCTAAA GCTAAATGGACCTCGTGAGC 256

Ad09A5419 Aradu.A09 5419 c (T)11cattatctcttttttttctttatcttcgtttttctctttttctacttttttttc(T)2287 17213267 17213353 TGCGTGATTGCATTTTTGTT AAAAATGATATTGATGATGATAATGG 190

Ad09A5420 Aradu.A09 5420 p2 (AC)6 12 17219496 17219507 CCACTCACTAACCCACCACC AGCAATGACCAATGGTGACA 204

Ad09A5421 Aradu.A09 5421 p2 (AG)8 16 17219673 17219688 GTGTCACCATTGGTCATTGC AACGGTGGTAGCAACGAAAC 248

Ad09A5422 Aradu.A09 5422 p2 (TA)8 16 17223943 17223958 CTTTGGGTTTTTCTTGGGGT GAGCCTTTGAAGAAAAGGGG 227

Ad09A5425 Aradu.A09 5425 p2 (CA)13 26 17230696 17230721 TGGCAATACCCATCACAAGA TGTGACCACTGAGAACGCTT 246

Ad09A5426 Aradu.A09 5426 p3 (TAA)22 66 17232765 17232830 TGCACCAGTAGACTGTGAAACC TTTGAACCGTTTCGGTTAGG 257

Ad09A5427 Aradu.A09 5427 p3 (AAT)6 18 17233942 17233959 GGAAATGGTGGTGGTTTCTG TTTAATTTTGTTCTGGTGATTTGTT 191

Ad09A5430 Aradu.A09 5430 c (T)10gtcttcagtagcagctgagccattg(A)1045 17237233 17237277 ATGTACCATGCACAAGGCAA AAGACGGGGCAACATAACAG 222

Ad09A5432 Aradu.A09 5432 p3 (TGT)5 15 17246970 17246984 TCGGATAGGGCTATGGACAC TTGCAGATCGTCACCTTGTC 275

Ad09A5433 Aradu.A09 5433 p2 (CT)8 16 17248461 17248476 TTTTTGGTCCAGATCCAAGC TCAAATCCAACATGGAAAAATTC 277

Ad09A5434 Aradu.A09 5434 p3 (ATA)24 72 17251053 17251124 CCCACCATGGTATGATCGTT GATCTTTACGCCGATTTCCA 231

Ad09A5436 Aradu.A09 5436 p2 (AG)6 12 17256869 17256880 TTTTTGGTCCAGATCCAAGC CCTGTGATGAAGAAATAATCCCA 205

Ad09A5437 Aradu.A09 5437 p2 (GA)8 16 17261750 17261765 AGAGGTGTGGAGGTGATTGG TTCTTGACCGCTCAGGATCT 132

Ad09A5438 Aradu.A09 5438 p2 (AT)9 18 17275704 17275721 TTGTTTTCAGATGCAGGTCG CGAAGCTAAGGCTGGCTAGA 261

Ad09A5439 Aradu.A09 5439 p3 (TAT)5 15 17275921 17275935 TGACACCTTTCAACGTTTTCTG AGGGCAAATTGTACAAACAAA 257

Ad09A5442 Aradu.A09 5442 p2 (TA)7 14 17304739 17304752 TCAACCCTACCTTGCTCCAC TCACAGCTGAAATCAAACGC 243

Ad09A5444 Aradu.A09 5444 p2 (GA)13 26 17309074 17309099 TGATTCCAGTGCATTTTGGA GTAGAGCCTGAGCCTCCCTT 229

Ad09A5449 Aradu.A09 5449 p3 (AAG)5 15 17346252 17346266 GCAGAGATAGCTTGGTTGGC CCTTAGTAGCCTGCACGACC 229

Ad09A5450 Aradu.A09 5450 p2 (TA)7 14 17355933 17355946 TTTTATTGCCATTTAAAGTCTTGTG GGAGTGTTTGTGACCTTTTCAA 249

Ad09A5452 Aradu.A09 5452 p2 (TA)8 16 17362207 17362222 ATTTTGGTCATGATTATAATTTGGT ACGGTAACGGAGAGGAGGAT 253

Ad09A5453 Aradu.A09 5453 c (T)14gtcatctctaagtctaaccaataaaaaagggattttatggtgctactagatattatcacttctatttttataa(T)1097 17362365 17362461 TTCATTTTTCTCCTGGTCGC ATCCAGCTGTGCCACTCTTT 273

Ad09A5455 Aradu.A09 5455 p2 (AT)10 20 17363842 17363861 TTCAGTCGCATGATTTGAGC TTCCTTAGTTTTAACGGATTTAATTTG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5462 Aradu.A09 5462 c (A)10gagactgaaaccttagtg(A)1240 17372796 17372835 TTTCACCTCATATCACTCTAAACAAAA ATGGCTCCTCAAAACCAAAA 275

Ad09A5463 Aradu.A09 5463 p4 (CATA)7 28 17388010 17388037 TCCGTACGAAACCGAGAGTC GCAGCCTCCTCACTTGTCA 217

Ad09A5466 Aradu.A09 5466 p3 (ATA)6 18 17400950 17400967 TTTTGTATTCTTCCAAAGACACTGA TTTTGCTTCCGTTCCAAAAT 242

Ad09A5467 Aradu.A09 5467 p2 (TA)10 20 17401328 17401347 TTGACCCTATACATCAACAACCC TTCTAATGATGTTTAAATTGTTACGGA 264

Ad09A5470 Aradu.A09 5470 p2 (AG)6 12 17407329 17407340 AAATTGGTTTGTTTTCCCCC AACTCCCCTCCCCACCTTAT 199

Ad09A5471 Aradu.A09 5471 p3 (AAT)5 15 17420735 17420749 TGCACTGGGTCGTTCAAGTA AGAAGGATTGGATGAAGGCA 272

Ad09A5472 Aradu.A09 5472 p3 (AAT)5 15 17429893 17429907 TCGCACAACTAACCAGCAAG GATTCAGAAGGAGCACAGCA 259

Ad09A5473 Aradu.A09 5473 p2 (AT)8 16 17438585 17438600 GCTCCAAACCAACCAACAGT TGATCATTGGTGAACACTAGCC 200

Ad09A5474 Aradu.A09 5474 p2 (CA)8 16 17440298 17440313 TCAGTCCACAAACAACCTTCA TGCATTGGCAGTTAAAGGAC 214

Ad09A5475 Aradu.A09 5475 p2 (AG)6 12 17442771 17442782 GGCAGAAGCAGTGACATCAA ACGCTACGTTTTTGTGACCC 279

Ad09A5476 Aradu.A09 5476 p3 (CTT)6 18 17443937 17443954 TTTTACGCGCCTTCTGATTT TGTTGATGACGACGATAACGA 117

Ad09A5477 Aradu.A09 5477 c (T)10cttattcatctttttctttttgttttaccttctcaagtttc(T)1162 17444306 17444367 TTTCCTCCTCTTCATCTTCTGC TTTTGCAGCATTATGTGTTTTT 196

Ad09A5478 Aradu.A09 5478 p3 (TTC)5 15 17445431 17445445 AAAACGAAGATATTTGGGCG CTTCGCGTGTTTCATCTTCA 236

Ad09A5486 Aradu.A09 5486 p5 (AAAAT)5 25 17459111 17459135 TCTTGCCATGAGGTAGGACA CTTCCGTTCTCTTTCATCCG 237

Ad09A5490 Aradu.A09 5490 c (T)10ggtcaacatacaattaatatagttcgtgcttccaactttctaaaactctccttaaattttttatacatactctaata(AT)7101 17470056 17470156 CGGCTCTCAGCTATCGACTT TTTTTGCAAACAGGGTTCAT 178

Ad09A5494 Aradu.A09 5494 p2 (GC)6 12 17487598 17487609 AAACAATTGCACCCACCTTT TGCATGAGGAAACAAGCATT 247

Ad09A5495 Aradu.A09 5495 p2 (TG)6 12 17489757 17489768 TGCTTGTTTGCGCATATCTC GATAGGGGGTAAGAACCGGA 198

Ad09A5498 Aradu.A09 5498 p3 (TTC)6 18 17492860 17492877 TTCATCATCTTCCTCCTCCG CCTTTCCAAATTCATGACCC 237

Ad09A5499 Aradu.A09 5499 p3 (TGA)5 15 17497937 17497951 GGGGATGAAGTAAGGGGAGA GAGCAATGCCACTGCATCTA 240

Ad09A5500 Aradu.A09 5500 p3 (AAC)18 54 17501174 17501227 TAAGGAGGTTCAAGGCTCCA CTTTCAGTGGGTGGCATTTT 279

Ad09A5501 Aradu.A09 5501 c (TAA)15tgataataatgacactgcacataataac(AAT)5ataacagtcgtgtactattgcacgtaatagtaaa(AAT)5137 17514298 17514434 CCTTTCAATCCCTATTCCCT GCCACATGCAATAGCAACAC 275

Ad09A5502 Aradu.A09 5502 p3 (AAC)5 15 17515609 17515623 CATTCAGCTGCTTTGGATCA AATCATGTCCAGCGTGTGAA 255

Ad09A5503 Aradu.A09 5503 c (CTC)7ctattggaatttcgtctcctccttacttttcattctcctcctc(CAT)682 17522044 17522125 TTTCGTTACCGTCATCACCA CTTGCGTCTCGAATGAACAA 266

Ad09A5507 Aradu.A09 5507 p2 (TA)9 18 17535680 17535697 TGTCAACAGACTGCACCACA TAACTGAGGGAGAGAGCGGA 175

Ad09A5511 Aradu.A09 5511 p2 (CT)6 12 17545933 17545944 ATGCGGAGTGAAAACCAATC GCTAGAGAATCAATTAAGAAGGCAA 238

Ad09A5513 Aradu.A09 5513 c (AGA)5aggcctaacacgtgcgtcac(AGA)859 17568791 17568849 CAAGTTGGGCCTAACACGC ACAGAAGGAGATCGAAGGCA 192

Ad09A5515 Aradu.A09 5515 p2 (TA)6 12 17574538 17574549 TTGCCATTTCGATTTTAATAATACTTT AACAGGATCTAACACCATTGTCA 238

Ad09A5519 Aradu.A09 5519 p3 (ATT)5 15 17580343 17580357 CACTCTCACTCGCATTCTTCA GGTGGTCTGGGCTGTTACAT 157

Ad09A5522 Aradu.A09 5522 p3 (TAA)21 63 17592058 17592120 AAGCGTGGATTGCCACAT CCACCAATCTTTATTCTTTAACTTTTT 280

Ad09A5524 Aradu.A09 5524 c (TTA)7a(T)10 32 17595985 17596016 GCAAAGAAGAAAAACGCGAA GTACCTTCCACTCCATGCGT 265

Ad09A5528 Aradu.A09 5528 p2 (TA)10 20 17602652 17602671 AACCAGCAACTACACCCACC GCAATCCACCTTTAACTTTTGC 155

Ad09A5529 Aradu.A09 5529 p2 (AT)8 16 17604462 17604477 CCAGTGTGCAGCTGTGTTCT TGATCTTTGATCACGTGCTTTT 254

Ad09A5530 Aradu.A09 5530 p2 (AT)8 16 17619098 17619113 CAGGTCGAGAGACTCCTTGC GCTTGCAAAACTAAGGCTGG 227

Ad09A5532 Aradu.A09 5532 p2 (GA)8 16 17621935 17621950 GTGGTTGCATAGCTTGGGTT TCTCAATTTGTTGTTCATCGAC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5533 Aradu.A09 5533 p2 (AG)6 12 17622888 17622899 GAGAAATAGAGAATGAGAAAGAAAAGA CAAACCAAAATACGTGACGAGA 126

Ad09A5535 Aradu.A09 5535 c (A)10tccatttgattcttcttgacaaattcttgcaagattcatagtttcataattctcttcgttgtatctctcc(ATA)11113 17624221 17624333 AAAAACCCAAGAATCCGGTC TTTCTTTCCTTGGTTGTTTTTCA 253

Ad09A5536 Aradu.A09 5536 p2 (AT)6 12 17626555 17626566 GGTGATACGACTCTCAGGTGG ATGCCTTGTCCGTATATCGC 171

Ad09A5538 Aradu.A09 5538 p2 (CT)6 12 17631244 17631255 TCTGAGGGTCTCGGTCATTC TGGAGGTTATGCTTGGAGTTG 259

Ad09A5539 Aradu.A09 5539 p2 (AT)6 12 17633674 17633685 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 267

Ad09A5540 Aradu.A09 5540 p3 (ATC)5 15 17634497 17634511 TTCCCAACTCGCTGACTCTT CGTACTGGTGTCGATGGATG 246

Ad09A5541 Aradu.A09 5541 p2 (AT)6 12 17644464 17644475 TCAAAAGTCGTACTTCCGGC AGAACCCTTTCGAGGACGAT 233

Ad09A5544 Aradu.A09 5544 p2 (AT)6 12 17663246 17663257 CTTTCCCCACCAAAATTGAA ATCCCCAAAAGGAATCAAGG 270

Ad09A5546 Aradu.A09 5546 c (AT)9tagtatttcttaagttttagtaatttttttctaagattttaacttcggatacaataatccttgcaatataa(AAAT)5109 17670695 17670803 GGAGTTGAAATCTCTCTTGTAACAC ATGGGATAGGAGTGGAAGGG 279

Ad09A5550 Aradu.A09 5550 p2 (CT)9 18 17687014 17687031 CGTGAGATTTACCGACGGAT GAGAAAAAGGGAGAAGAGAGGC 195

Ad09A5553 Aradu.A09 5553 p3 (GGT)6 18 17695027 17695044 GAGAGAAGAAAGTCTCGCCG CGGTGATGTTAGAAATGCGA 173

Ad09A5554 Aradu.A09 5554 p3 (TTG)5 15 17695430 17695444 TCGTCGAGACTGAAGGAGGT CAGCATCCAGAAACAATCCA 226

Ad09A5557 Aradu.A09 5557 p3 (CAC)5 15 17702155 17702169 TGCTTCACGCAAGAGAATTG TGTTGTTTGAACAGGGGACA 153

Ad09A5559 Aradu.A09 5559 p2 (AG)8 16 17717270 17717285 CGCACCAAAAGGAGAGAAAA ACATGCACCCACTCCACTCT 100

Ad09A5562 Aradu.A09 5562 p2 (TA)9 18 17745423 17745440 CAGGTCGAGAAGTACCTCGG AGCTTGCGAAGTTAAGGCTG 223

Ad09A5563 Aradu.A09 5563 p2 (AT)7 14 17746171 17746184 TCCGATAACAACAACAACGG CACGGTGCTTCTTCAAATCA 259

Ad09A5564 Aradu.A09 5564 p3 (TAT)5 15 17746408 17746422 CATGATGGTGCATGTGATGTT TTCCTTAAAGAGGCTCCAAGC 215

Ad09A5568 Aradu.A09 5568 p3 (TCT)9 27 17760521 17760547 AAACCCCTCTCCCTCCACTA TTGCCTTCCCTTTCCTCTTT 275

Ad09A5569 Aradu.A09 5569 c (ATT)7aattatggtacaatattattatataatt(AAC)1388 17767234 17767321 ACCACAACTTCGCTTCCCTA CCGTCCGATGCAAAACTAAT 260

Ad09A5570 Aradu.A09 5570 c (AT)12(AG)9 42 17774723 17774764 GGGTCCTGTTTTGCATTCTC TTTGATGCAAACTGTGCTGA 269

Ad09A5571 Aradu.A09 5571 p3 (TGA)8 24 17777999 17778022 GTGCAAACTGCTCATCATCG TGGAATAACAGGAGCAGCAA 109

Ad09A5573 Aradu.A09 5573 p3 (GTT)5 15 17797257 17797271 CAAGGGGGAACGATGTCTTA GGAAAGAGAGGTGGGTCACA 264

Ad09A5574 Aradu.A09 5574 p6 (AATCAA)5 30 17798429 17798458 ATTTTCTCAAGGGGGAATGG CCATTCAAAACATGCAACCA 215

Ad09A5575 Aradu.A09 5575 p2 (GA)6 12 17799481 17799492 GAGAATAGGGGAGGGACGAC TGCGTTTCTCTCTCACATGC 247

Ad09A5576 Aradu.A09 5576 p2 (AG)6 12 17805960 17805971 GACTTCGCCAGAGTTTCACC ACTCCCAGCTCAACCTCAGA 228

Ad09A5577 Aradu.A09 5577 p3 (ATG)5 15 17820040 17820054 GGGTTGATCCCAGCTGTTTA AAGGCATGAAATCAGCCATTA 199

Ad09A5578 Aradu.A09 5578 p3 (ATG)5 15 17820739 17820753 TTTTTCAAGCAAATCGGACC ATTTTTGCACGTGGCTAAGG 267

Ad09A5579 Aradu.A09 5579 p3 (ATG)5 15 17821436 17821450 TGTGTGATCCCATCCTCTCA CACCGTACCCGTGAACATTA 122

Ad09A5580 Aradu.A09 5580 p2 (AT)9 18 17825872 17825889 AGCCTGCGAAGTAAAAGCTG CTGGCATTCCCAAGACCTTA 275

Ad09A5585 Aradu.A09 5585 p2 (TA)7 14 17845493 17845506 GCTAATGGGAATGGATGGAA GGGCCTTAGTGCCAAATGTA 277

Ad09A5586 Aradu.A09 5586 p3 (AAT)17 51 17846742 17846792 GCATGGTTCATGCAAACAAC ACCAAGCAAATCGTCCACTT 240

Ad09A5587 Aradu.A09 5587 p3 (TAA)5 15 17847830 17847844 GCACGTCATGATCGTACCAA AGAGTTTCCTCGCCCTTGTT 252

Ad09A5589 Aradu.A09 5589 p3 (TAA)5 15 17850494 17850508 GCACGTCATGATCGTACCAA AGAGTTTCCTCGCCCTTGTT 252

Ad09A5591 Aradu.A09 5591 p3 (TAA)5 15 17856065 17856079 GCACGTCATGATCGTACCAA AGAGTTTCCTCGCCCTTGTT 252
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Ad09A5594 Aradu.A09 5594 p2 (AG)6 12 17885161 17885172 GGGTGTAGGAGGGGTTGAAT CGCCTACGTGGATTTACGAT 247

Ad09A5595 Aradu.A09 5595 p2 (AT)9 18 17890705 17890722 TCTTGTGGCGAGTCAAACAA CGCCATGAGAGTGAAGAACA 187

Ad09A5596 Aradu.A09 5596 p3 (TGT)5 15 17901590 17901604 TGGTTTCCTAGAATCCACGC GTCCAAGAAGCTCTGCCAAG 184

Ad09A5598 Aradu.A09 5598 c (TTC)6caaatttgcacaggttctttttcttcctttcttcttctc(CTT)778 17908498 17908575 CGTGCTCCTTCTCTTTCTCC TTTTGAATTGAATGGACGCA 250

Ad09A5599 Aradu.A09 5599 p3 (GAA)5 15 17909148 17909162 TGGTGTTGTTGGTGATGACA CACGCGCTTTTTCTTCTTCT 163

Ad09A5602 Aradu.A09 5602 p3 (CTT)6 18 17911312 17911329 AAACATGCGCTTCCTCAACT CGATAAGGATGAAAACGCAAA 172

Ad09A5604 Aradu.A09 5604 p3 (AAT)5 15 17934049 17934063 CGGTATCGCGTTTCAGTTTT CCCTCACCCTTGTTGCTTTA 202

Ad09A5605 Aradu.A09 5605 p2 (AT)8 16 17943965 17943980 CTTACCTCGCGTCGTAAAGC GGCTTAAACTCCGTGAGTCG 257

Ad09A5607 Aradu.A09 5607 p2 (GT)7 14 17979832 17979845 AGGCTTGTCCATGGAAGTTG ACACTGAACCATCCAGGAGC 160

Ad09A5610 Aradu.A09 5610 p2 (TA)8 16 17984689 17984704 CAGAAAACGGACGAAGAAGC ATCAAAATGTCACGCTTCCG 258

Ad09A5616 Aradu.A09 5616 p2 (TA)10 20 18015796 18015815 CTAGCCGGCCTAAACTTCG ACTGTGAAGCCGAAAACGAT 134

Ad09A5617 Aradu.A09 5617 p2 (AT)21 42 18023126 18023167 GGGTAGGAATTGTATTTGAGGG TACTAAAAGCCCAGGCGTCA 238

Ad09A5618 Aradu.A09 5618 p2 (TA)7 14 18025090 18025103 GGTGCGAAGGTTTAGTGCAT TACTAAAAGCCCAGGCGTCA 253

Ad09A5620 Aradu.A09 5620 p2 (TA)6 12 18029464 18029475 GAAGTTCTTTGTCTGAGGTACGAA AGCTCTTTTCTAAAAATATTGGCA 189

Ad09A5621 Aradu.A09 5621 p3 (TTA)7 21 18030110 18030130 TTTTTAAAATATAATGCATGTACCCTG TGCACAAATTAATAGTGACCCA 103

Ad09A5625 Aradu.A09 5625 p2 (TA)8 16 18033025 18033040 GAAGAAGTTCTATGTCTGAGGTACGA AGCTCTTTTCTAAAAATATTGGCA 196

Ad09A5626 Aradu.A09 5626 p3 (TCC)5 15 18034056 18034070 GGATCTTCTTCGTCACGCTC CAACAGAATCACAGGGAGGG 180

Ad09A5627 Aradu.A09 5627 p2 (TA)6 12 18036825 18036836 GCAAGGTTTATGGAGTTGGG ATTGGTTTTCGTCGACTTGG 149

Ad09A5630 Aradu.A09 5630 p2 (AC)6 12 18063284 18063295 ATGCAAAAGCAAGAAAGCGT TTCTTGAGTGCTTTCATGATCC 271

Ad09A5635 Aradu.A09 5635 p2 (TA)13 26 18084616 18084641 AAGGATTCAAAAGGCGTTCA TGAGATCCTCTAAGTTGGAATCA 271

Ad09A5636 Aradu.A09 5636 p3 (CAA)5 15 18085908 18085922 ATCATTCCCACAGAACCGAG TTTTAGCACAAACCCCATCC 204

Ad09A5637 Aradu.A09 5637 p2 (TA)7 14 18092788 18092801 CTGTCCCTTTGGGTTTCCTT GGGGTAAACAAAAATCGCAA 219

Ad09A5638 Aradu.A09 5638 p2 (AT)6 12 18093863 18093874 CCACAAGAGAAGGACAGGTCA AGCCTCATTCATTGGGGTAA 265

Ad09A5640 Aradu.A09 5640 p2 (AT)6 12 18110941 18110952 ATGCTTCGTTCCTCTCCTCA CGCCTCCACTAAGAATTCCA 263

Ad09A5641 Aradu.A09 5641 c (AT)10(GT)8 36 18112225 18112260 ATTGGCAAAATGATCGAACC TGTGTGAACCATCACCATCC 227

Ad09A5646 Aradu.A09 5646 c (T)10atttgattgaaaaaaccgaacaaactgaaccaaactaaaattgaattggtttggtttgatttagatgatattg(A)1093 18128880 18128972 ATTTCGGTTGGTCGATTTCA TTTGAAGGAAAAGCCATTCG 203

Ad09A5653 Aradu.A09 5653 p2 (TA)7 14 18143772 18143785 GAAGACGAAGAGTGATGAGCAA TAAACTCGAAGCCCAACTCG 171

Ad09A5656 Aradu.A09 5656 p2 (AG)15 30 18146953 18146982 TGACGAATGCAATTCCAAAA CCCTTCGCAAATTTTCTTCA 232

Ad09A5657 Aradu.A09 5657 p3 (ATT)5 15 18160663 18160677 TTGGATGTTGGCTTTGTGAA ATGAGCAGGAACAGGGAAAA 236

Ad09A5658 Aradu.A09 5658 p3 (TCC)5 15 18165648 18165662 GCTCTCATAGTGGCACCCAT AGTGGGGGAATTCTCTTCGT 253

Ad09A5660 Aradu.A09 5660 p3 (GTT)5 15 18179618 18179632 AGTGGCCTCAGATGTGATGAT CGTGAAGTCGATTGGATCTG 236

Ad09A5661 Aradu.A09 5661 c (TA)6gcatatgtacaatattttatgatatgactacgatagctggactaactgaaatgaccctaaacctaaggtcgatggtgatgaatcatacatataaatt(A)10119 18187159 18187277 ATTAATCAAGCCTGCGTTGC GAAGAAGGAACAACGCCAAC 235

Ad09A5662 Aradu.A09 5662 c (ATA)14atttattaaaatattattttttacataagaccaaaaaata(T)1092 18188705 18188796 TTCGAGAAACACGGTTCATCT GCAATATTCGATCCGGTACAA 251

Ad09A5669 Aradu.A09 5669 p3 (ATG)14 42 18234925 18234966 GCAAAATGCAAGATGGTTCC TGGTTCGTGATTTTACGTTACCT 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5673 Aradu.A09 5673 p2 (AT)7 14 18258688 18258701 TCAAAGAAACAATGAAATGCAC TGCTTCGTTTTGTTGGTGTC 257

Ad09A5674 Aradu.A09 5674 p2 (TA)6 12 18259341 18259352 GCGAAGTTAATGGGACCTTG AGCAAATTAAAGGCCCAACC 192

Ad09A5675 Aradu.A09 5675 p2 (GT)6 12 18261658 18261669 TTGTTACCTAACATTCAGGCTTCA TCTTTTTACATGAGATACCCAAACA 235

Ad09A5676 Aradu.A09 5676 p4 (AAAT)5 20 18263354 18263373 CTCCTGGAGGAGCTTCCTTT GAGTTGAGTTAGCCCCATGC 176

Ad09A5680 Aradu.A09 5680 p3 (TAT)6 18 18269174 18269191 TCAGTGCAGTTGTGCTACCC ATAGTGCGGAACCTCCTCCT 119

Ad09A5681 Aradu.A09 5681 c (T)12ggtcagatggattaaacagtccctaatcctaggcattactcatgtattacacacccacaca(AC)685 18271426 18271510 CGAGTGAAACAATTACATACGTTTT CAAGTAGCTGCACCCGAGTT 276

Ad09A5682 Aradu.A09 5682 c (A)10gtctattttatattagtaatttgataaattaaaatttgtcattagatatttttattataattaaataa(T)1088 18272683 18272770 TCTCTTGAACTTAGGTTCCATTACC GAAAAATAAAGAATGAGAGAAAGGAGA 192

Ad09A5688 Aradu.A09 5688 p2 (AT)10 20 18309405 18309424 TGCTTGAACTTTAGCTTTCATCA GCAAAGGTCCCAACTCATTC 136

Ad09A5695 Aradu.A09 5695 c (AGA)5ggaagaaaatagaggagaagaggaggaggatc(AAG)1283 18339974 18340056 AGGTGAAGCTCGACGATGAT GTTAACAACCGCTGCCATTT 241

Ad09A5696 Aradu.A09 5696 p3 (GAG)6 18 18349315 18349332 ACGGCTGAGAAGGAGTTGAA GCTAAGTCTCGTGCTCGGTC 118

Ad09A5698 Aradu.A09 5698 c (AG)8ggagagg(GA)635 18370757 18370791 TGTGGGATTGTAGAGGAGGC ACTCCAAATTTTTCCACCCC 275

Ad09A5699 Aradu.A09 5699 p2 (AT)9 18 18376650 18376667 TTCCGAGCCCATTCTTAGAG TGAAAATGTGCATTGGAACAA 276

Ad09A5704 Aradu.A09 5704 p2 (TC)8 16 18426658 18426673 CTTCCCAACGCACCTATGAT AGTGCTTGGTGGGAGACAAC 222

Ad09A5707 Aradu.A09 5707 p3 (AAT)10 30 18470156 18470185 TTTCATGCAGCAAAAACGTG GGAGCCAGAATTGTTCAAAGG 121

Ad09A5710 Aradu.A09 5710 p4 (TTAT)5 20 18479554 18479573 CGAATAAGTTAGCGGTCTCCA CGTTTTCAATAATAGATAAAAGTGCAT 276

Ad09A5723 Aradu.A09 5723 p3 (TTC)5 15 18505495 18505509 TCTGCAAACACCACAGCTTC CGTTCTTGGTTCTCTGCGTT 128

Ad09A5726 Aradu.A09 5726 p3 (TGT)5 15 18514028 18514042 ACCATTTGAGCCACCTCTTG TGGTCAGTTGTCTGGGATCA 257

Ad09A5727 Aradu.A09 5727 p2 (TA)9 18 18521103 18521120 ACAGCGAAGATGGGATTTTG CCGAAAAGCGTAGCACTCAT 255

Ad09A5728 Aradu.A09 5728 p2 (AG)31 62 18527210 18527271 GCAAAGACGAGTCTGTGGAA GTCTTCTTCTCCGATGCCTG 229

Ad09A5733 Aradu.A09 5733 c (T)12gaaaaaaaaattcatttaaaaaatattcaactgttttaatggtgacattcttaatatttaaga(AT)789 18540824 18540912 CCAACATTTTTGTACGGTGG CCCAACTAAATCAAACATGCAC 166

Ad09A5735 Aradu.A09 5735 p3 (TTA)5 15 18549414 18549428 TCCCATTCGTTAAATCCCTTT CTCCTTCAACTTTGGTCGATG 161

Ad09A5736 Aradu.A09 5736 p2 (TC)6 12 18572456 18572467 CCATGGCTGCTACTTCTGCT CTGCGACCATGGGAGTAGAT 134

Ad09A5738 Aradu.A09 5738 c (A)13g(A)10 24 18579383 18579406 ATCCGCCCTCACAATAACAC TGACTTTCTCGTCGTTGGTG 255

Ad09A5739 Aradu.A09 5739 p2 (AT)9 18 18587819 18587836 TGCGTGCTAAGAAACCAAAA ACGTTCAAAGAATGGATGGC 266

Ad09A5742 Aradu.A09 5742 c (AG)7(TC)6 26 18612651 18612676 AAGGCTGCAAAGTGAAGGAA TGGAAATTGAGAAGAAGAAATCC 155

Ad09A5744 Aradu.A09 5744 p3 (TTA)10 30 18616381 18616410 CAGATTTTGAGAAAATTGGGGA AAAAAGGCATTTCAATTTTGG 278

Ad09A5748 Aradu.A09 5748 p2 (CT)6 12 18631875 18631886 GCCTAATTGGTGCAGGGATA AGTGGTGAAGAGGTGATGGG 178

Ad09A5749 Aradu.A09 5749 p3 (TTC)54 162 18632155 18632316 CCACACACCTCTCCCTTACC GCCTTAGGTGCCATAAGTGG 279

Ad09A5750 Aradu.A09 5750 p2 (AT)9 18 18647396 18647413 ACGTGGTGACCATCAATGAA TGATTAAAATTGTTCGTGCTCAA 223

Ad09A5751 Aradu.A09 5751 p2 (TC)6 12 18647812 18647823 CCCACCATGGTATGATCGTT GCTTTCGCGTGACTTTCTGT 236

Ad09A5752 Aradu.A09 5752 p3 (AGA)6 18 18668144 18668161 TTGATTTGCAGCCACATGAT ATAACCGAATCCATCTCCCC 271

Ad09A5753 Aradu.A09 5753 p2 (AG)6 12 18695754 18695765 TTTTTGGGGAAGAGGTGTTG ATGACATTTGGTGCAGGGAT 135

Ad09A5756 Aradu.A09 5756 p2 (CT)6 12 18724026 18724037 TCGCAATGATTTTTCGTCAG AGACGGTGGTGATGGAGAAG 197

Ad09A5760 Aradu.A09 5760 p2 (AG)6 12 18747972 18747983 ATAGGTGAGGGGTTTTTGGG TTAACACCAGAAAGGGGCAC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A5763 Aradu.A09 5763 p2 (AT)6 12 18776185 18776196 ATGTATTTGCGTCCCTTTGG GGGGTAAACAAAAATCGCAA 224

Ad09A5764 Aradu.A09 5764 p3 (CTT)6 18 18777888 18777905 TCCTCCTCCTCTTTCTTCTCC TTCCTCTTCCTCCTCCTCATC 279

Ad09A5765 Aradu.A09 5765 p3 (AAG)5 15 18779542 18779556 TGCAACTCAATGAAACATGC TTTCTCCTCCACATCTTTTGC 270

Ad09A5766 Aradu.A09 5766 p3 (ATA)5 15 18786120 18786134 TGTTTCTGATGCAGTGGCA AATTTCAATTATTTGTGCCAACA 280

Ad09A5767 Aradu.A09 5767 c (GAG)6(GTG)6ttggtaagacgataacaaaaaagaaaaataacaaaaaagaaggaggaggagg(AGA)5aaaagaagacaaagtatcaggaatgacgaagaagaaa(AAG)7161 18788311 18788471 TGAAGATGATGGAGGAGAAGG CCTAATTTACCTCACGCACCA 265

Ad09A5768 Aradu.A09 5768 p2 (TA)7 14 18790637 18790650 CACGTTTTGGGGTTTCAGTT TGTAATCCAAAGGGGTCCAA 271

Ad09A5769 Aradu.A09 5769 p3 (AAG)11 33 18791065 18791097 TTGCACTTGATCTTTGGTTCA AAAACCTGGCGATGAGACAG 188

Ad09A5770 Aradu.A09 5770 p4 (ATAA)5 20 18791569 18791588 CAAACTTGAATCAATGGAGAGC TGGCGCCAATATCCTAAAGT 231

Ad09A5771 Aradu.A09 5771 p3 (CAT)7 21 18794345 18794365 TTATCGCTTTGCCGTTTAGG TTTGAGCTGACTACTCGAACCA 242

Ad09A5773 Aradu.A09 5773 p3 (TTA)5 15 18795909 18795923 CAATTTGCAGGAAGACACGA CTTGCGTCTCACCCAATTTT 100

Ad09A5774 Aradu.A09 5774 p4 (ATTG)5 20 18804623 18804642 TGCAAGGTGCTATCGTTTTC TTTTTCATTTGAACCAATAGTGC 245

Ad09A5780 Aradu.A09 5780 p3 (TCT)5 15 18814881 18814895 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 242

Ad09A5784 Aradu.A09 5784 p3 (ATT)5 15 18828441 18828455 TTCGGATCGTTGCTCTTCTC CCCAAATCTTGGAAACGAAA 267

Ad09A5785 Aradu.A09 5785 c (AGA)5tgaagaagaaagaaaatatgagaagaagaagatgaaagatgggaat(TGA)14103 18829396 18829498 TGATTGATGATGGATTGTTGC CACCTCCAATTTCCCTTCCT 274

Ad09A5786 Aradu.A09 5786 p3 (TTA)11 33 18829786 18829818 TGATATTGACCCCAGACCTTG GGTGTGCACGAAAGTCTCCT 179

Ad09A5788 Aradu.A09 5788 p2 (AG)7 14 18833352 18833365 TCGTAGAAGCTTCCAGTCCC TCAAAAACCCTTACCGATGG 204

Ad09A5790 Aradu.A09 5790 p2 (AG)7 14 18840160 18840173 ACAAGAGGAGGAGAAGGGGA TCAAAATCCCTTACCGATGG 278

Ad09A5792 Aradu.A09 5792 p2 (TC)6 12 18855348 18855359 CTCCGCATCATTCTGCTACA TTAATTCTTGGCAGGGATGG 112

Ad09A5793 Aradu.A09 5793 p3 (TTC)7 21 18865531 18865551 TTTCACACAACACAAACCCC TATCTCCCATGACTCGGAGG 253

Ad09A5794 Aradu.A09 5794 p2 (AT)12 24 18869842 18869865 AGCTTATCCATTTCTGCTTCTG GGGTTGCCACGGATTACATA 269

Ad09A5797 Aradu.A09 5797 c (A)10gaaagtattttttgaattactctaacacattgaaa(T)1156 18878702 18878757 AAAGAATGGGGAATGTATATCGAC GGAAATCCCCACCTTTCATT 181

Ad09A5801 Aradu.A09 5801 p3 (TAA)7 21 18887881 18887901 CCCTTGAATTGAGTTGGTTG TTTTCATTTGTTTTTGCCCC 195

Ad09A5802 Aradu.A09 5802 p3 (TTG)5 15 18888321 18888335 ACGTAGAATGGGAATGCTGC CGAAAGGGAAAAGCCAAGAT 191

Ad09A5804 Aradu.A09 5804 p3 (ATG)6 18 18897747 18897764 TCAATATGGTGGTGGTGCAG CCACAAGCTTCCTGAGGAGT 120

Ad09A5808 Aradu.A09 5808 p3 (ACA)6 18 18916303 18916320 CACCACAATTCATTGCATCC ACATGACAGAGCACAATGGC 200

Ad09A5812 Aradu.A09 5812 p2 (AT)8 16 18920074 18920089 GGTAATGAGCACCGCAGAGT TCCTGGTGCTATGTGTTTGC 270

Ad09A5813 Aradu.A09 5813 p3 (ATA)14 42 18921013 18921054 AAGAATTTAAAATCACTAAAGGTGTCA GCGAACTTACACTATCCGCA 244

Ad09A5817 Aradu.A09 5817 p2 (TA)6 12 18927964 18927975 TATGCAACGTCTTACGCCAA CGATCATATTAATACCGGAAAAA 244

Ad09A5822 Aradu.A09 5822 p2 (TA)9 18 18951320 18951337 ACACTAAGCCAATTGGACGG GACTGGTGAACACAAATCGG 240

Ad09A5825 Aradu.A09 5825 p5 (GGGTA)5 25 18972403 18972427 GCTTGTGAGTTCAACACTCACTTC CGTTCGGGTAGGGTTGTCTA 195

Ad09A5826 Aradu.A09 5826 p2 (TA)6 12 18976754 18976765 TCACTGTTTTGTTATATGAAATTGAAA GCTTGTAGCCATTAGGTATGAAAA 230

Ad09A5827 Aradu.A09 5827 c (TAT)18(GTT)11 87 18977479 18977565 CAACTGGAACTTAAGCAACTGG TCATATATGCACCAACCCCA 233

Ad09A5831 Aradu.A09 5831 c (T)11aacttgaaaagagaaaaccttatgttactctttttttcttaccatattatttctttaatatttttgtttatggctttatggtaatcttgggag(TTA)5119 18980537 18980655 GGTGGATGAAGTTTCCAAGG AACTTACGGAGGAACGCTGA 278

Ad09A5833 Aradu.A09 5833 p3 (TTA)8 24 18985854 18985877 CGCTGATGTTATTGCTGTGG GCGACTGCCCGTATTCTATT 232
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Ad09A5834 Aradu.A09 5834 p3 (GAA)6 18 18987596 18987613 AACGAGGATGATGAAGGCAA TTTTTACCGGTTTCGTTTCG 221

Ad09A5835 Aradu.A09 5835 c (CT)8ttctctctctcattacaataatcctaaagcttatacataa(AT)872 18993305 18993376 TGGGTTTGATTTGGGTGATT TTCATGTGAACGTTTTGCGT 243

Ad09A5836 Aradu.A09 5836 p2 (TC)6 12 19002214 19002225 CTCACCACCAACCAACTCCT CGTAAGGAAGCAAGGGAGTG 161

Ad09A5837 Aradu.A09 5837 c (TCT)6attctttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtgc(T)1081 19010170 19010250 ATCTCTTTCCCACCCAAACC TGACTCAGAGGTGGAAGCAA 239

Ad09A5838 Aradu.A09 5838 p2 (TA)6 12 19016331 19016342 CCACCGGAAGTAGAGGATGA ACGCTAACAGGTTGGACCAG 174

Ad09A5841 Aradu.A09 5841 p2 (CT)6 12 19036749 19036760 TTCAATGATTTTAGGCACCAA CGCGATAAATTTCAACCCAT 211

Ad09A5842 Aradu.A09 5842 p3 (AGA)6 18 19041319 19041336 TGCCATTGATGGTAGTGGAA TACCTTGGCCGAACCTACAC 151

Ad09A5844 Aradu.A09 5844 p4 (ATTT)9 36 19052890 19052925 TGGCATCTCACTCTCCTTTG AAAGACACGGCTAGGCTCAA 212

Ad09A5845 Aradu.A09 5845 p2 (GA)6 12 19053827 19053838 AGATGATTCGCCTCCCTTTT ATGAAAAATTCGCAACCCAC 226

Ad09A5847 Aradu.A09 5847 p3 (TGA)5 15 19058052 19058066 AAATCGGTGACAAACGAACC CCCTTATCCCACCTCTCACA 277

Ad09A5849 Aradu.A09 5849 p3 (AAT)5 15 19065848 19065862 GGCTCAAATTGCATGAGTAGC TGGAGGTAATAAAGAGACGGAAA 210

Ad09A5851 Aradu.A09 5851 c (A)10catttttttattgaaa(T)1036 19067599 19067634 CTATTAAAAATTTGCCAAACGTC CGAGCCTAAAAGACTTGCGT 206

Ad09A5855 Aradu.A09 5855 p5 (CCCGC)5 25 19095997 19096021 CCATCGACAACATCGAAGAA CCCCAACCCAACTTACAAGA 272

Ad09A5856 Aradu.A09 5856 p2 (GA)7 14 19109620 19109633 CAGAGGAGAAGAGAGGGTTCG TGAAAATTCCTCACTCTTTTTCAA 209

Ad09A5857 Aradu.A09 5857 p3 (AAT)6 18 19115518 19115535 ATCCCGAACCTGAAAGGACT AATGGCAGGAATTGAGATGC 203

Ad09A5859 Aradu.A09 5859 c (A)10tttatacgagatatccaaacataaaattacttttacttatccataacatcttttaaaaaaaagatagccc(A)1090 19129734 19129823 TGCTTTTATATCGTTATACCCAAAC ACGACGGTGGAGAGAGAAGA 168

Ad09A5860 Aradu.A09 5860 p2 (TC)10 20 19131614 19131633 CCACAACGGTTCCTCAGTTT ATCATCAGAGATTCGGGTGG 192

Ad09A5863 Aradu.A09 5863 p2 (TC)6 12 19140482 19140493 TGCCTCTCACCAGAACTCAG AAGCCCAAGCAAAATTGATG 146

Ad09A5865 Aradu.A09 5865 p2 (GA)12 24 19150118 19150141 CCTCAGCAAATCAGGGGTTA TGGATTAGCAATTGCAGGGT 217

Ad09A5867 Aradu.A09 5867 p3 (ACT)5 15 19164444 19164458 CTCGTCGACTCTCCCGTATC AGCGTCGTCACTCTGTTCCT 273

Ad09A5870 Aradu.A09 5870 p4 (TTAA)5 20 19176910 19176929 AGCTTTAGTCCCTATTGCGG TCTCCAAAGAAATGCCCAAC 248

Ad09A5872 Aradu.A09 5872 p3 (AGA)5 15 19194680 19194694 CTAGAGGTTTCTCCGGCCTT AAATGACCGAACCTTACCCC 258

Ad09A5876 Aradu.A09 5876 p2 (AG)6 12 19246460 19246471 CGCTATCACCAAAAACGGAT TGAATGATGAGATGGCACAAA 164

Ad09A5877 Aradu.A09 5877 p2 (TA)6 12 19259020 19259031 GGGGTAAACAAAAATCGCAA CTTTGGGTTTTCTTTGGGGT 209

Ad09A5884 Aradu.A09 5884 c (ATT)6ac(TAT)6 38 19313671 19313708 TTGTACTGTGGTGATCGTTTG TGTCAGTATGCTTAGCGTCAGAA 223

Ad09A5886 Aradu.A09 5886 p2 (CT)16 32 19317323 19317354 GTCTCCTTTGCGAACCAAAA AAGGGTGTCATGGAGAAAGC 235

Ad09A5893 Aradu.A09 5893 p3 (ATT)5 15 19369658 19369672 AATGCTAAGACCAGCGGAGA GCTCAAGCCTTTTGAGCTTT 231

Ad09A5894 Aradu.A09 5894 p2 (AT)6 12 19372285 19372296 GCCAAACTCTCCTCTACCTTCA TGAGCCAAATTATTCACTCGTC 256

Ad09A5896 Aradu.A09 5896 p3 (TAT)17 51 19379497 19379547 TCACCCTCTTTTCCTCTCCA TTCTCTCTCCCACGGAAAAA 230

Ad09A5904 Aradu.A09 5904 p3 (ATT)10 30 19392393 19392422 AACCCTGCAATGTCAACACA CCCTTCTCATTTCAGGTGGA 144

Ad09A5908 Aradu.A09 5908 p2 (CT)11 22 19401434 19401455 AACGGAGGGTCCTACTGCTT TCGAAGGAGGAGGAAGAAGA 188

Ad09A5910 Aradu.A09 5910 c (T)11atgaaatttatgtgttttgtaataaagagcttttgtattttattattttacatg(T)1479 19405055 19405133 AATTTTGTGTGCAATATAGGTAGGA TTTCCTTTAAAAATCACTGTCGC 177

Ad09A5913 Aradu.A09 5913 p4 (TAAA)5 20 19417717 19417736 TGCGCATAAACAAACAGAAGA TTTGACATTAAGTTTGGTGTTACTCA 234

Ad09A5914 Aradu.A09 5914 p2 (CA)6 12 19428433 19428444 ATGGAGATGGGGGACAAAAT TGAATGGAGTATGGACAGCG 232
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Ad09A5918 Aradu.A09 5918 p3 (GTT)6 18 19433687 19433704 TCGTAGCGGGTTATATAGAAAAA GCATGCCGAATTCCTAAACT 274

Ad09A5922 Aradu.A09 5922 p3 (ATA)6 18 19445901 19445918 GGGTTCCAATCCTTTCCAAT TGGAGTATGTTGACACCACGA 101

Ad09A5928 Aradu.A09 5928 c (TG)19tc(TG)8 56 19474194 19474249 TGACGTCGTTTTGGTTAAAAA GTTCGCACTACGCACAGAAA 271

Ad09A5930 Aradu.A09 5930 c (TAA)14caac(AAT)561 19475928 19475988 AAGTTTTAACCTTGGCCTGC GCTGGAGCCTTCCACTATCA 222

Ad09A5936 Aradu.A09 5936 p4 (AAAT)5 20 19501355 19501374 CACCACTACTGCCACTGCAA GCTCAGATCTGCTCGTCTCC 258

Ad09A5939 Aradu.A09 5939 p3 (ATA)5 15 19527537 19527551 TGGTGATGGATATCTTGCCA ACCCAAAAACACACACACGA 173

Ad09A5950 Aradu.A09 5950 p2 (AT)6 12 19596578 19596589 TTGACTTAGAAAGGAATAATTCGACA TTGAAGATCACCAGGCTTGA 186

Ad09A5952 Aradu.A09 5952 c (A)13cttacggaattcagagacaacaaaaaggagaagtagaaattgaatgggaaggaaatcgttctacttttataaaatttattgatgcaaactttaaag(A)10119 19604850 19604968 GGCTTGCATTTTCGATTTGT GGATTAGGCATTAAAATAGCTTGC 241

Ad09A5953 Aradu.A09 5953 c (TTC)5acctaataaaattcgtcgttctcctcttttcgcatttttcttttctgctcgcattctttattattgatctacattgaattcaacgtaataagctccgtcg(TTC)5130 19605328 19605457 CGTAAACTTTGTCTTTTCGCA TGCAGCAATCATTTCCTAGC 254

Ad09A5954 Aradu.A09 5954 p2 (AT)9 18 19607528 19607545 TTTTTGAGAAATATGTTTGAATCACT TGCTCGATTGATCCTTGTTTT 251

Ad09A5962 Aradu.A09 5962 p3 (ATA)24 72 19620609 19620680 TCCACGATTGCAATTTTTAGG GCTGGTGGGGAACATTTTACT 279

Ad09A5963 Aradu.A09 5963 p2 (AT)9 18 19621188 19621205 CCACATATTAAAGTGACAAAAATTTCA CAGGAAGGTGATGGTGATGA 259

Ad09A5965 Aradu.A09 5965 p2 (AC)10 20 19623947 19623966 CATAGGCAACCAGAAGCACA TTGCGTTCCATCTCTGTGAG 277

Ad09A5966 Aradu.A09 5966 c (A)11gaaaaaacgagagaaaatagaagaaaaataaactaaaaaaaggaagatgtcc(A)10gagaaagggaaagaagatagtggctattggggagaaaagagctgccatttctat(AG)6139 19630953 19631091 TCCAACAATTAAATAAAGCATTCA GAATCAAATTCACGGCGACT 207

Ad09A5968 Aradu.A09 5968 p2 (CT)20 40 19633655 19633694 CGGACTAGCAGAGAGTTGGG TCGTTCACTTTTGTGTGTTGG 254

Ad09A5970 Aradu.A09 5970 p2 (AT)6 12 19640789 19640800 CCTGTTTCGTTTTCCGTTTC TCCCAGTGAGGTAACCTGAATAA 276

Ad09A5971 Aradu.A09 5971 p2 (CT)23 46 19654010 19654055 CGGACTAGCAGAGAGTTGGG CACATCACAAGCAACGTTCA 267

Ad09A5972 Aradu.A09 5972 p2 (TA)7 14 19656021 19656034 CTTGATCACTTCCAAATTCCAA AAAACACTCTTCTCTCTCCCTTTT 218

Ad09A5976 Aradu.A09 5976 c (AG)6aaaaattgagagagacagagagaa(AG)648 19679942 19679989 AAGAGAGGGGAAAAAGAGCG CCCTATCCCTCTCTCCCATT 126

Ad09A5977 Aradu.A09 5977 c (AG)6gagtgagagagagatggagatagggagagagaggggaagagagagaaaaggaaaaggtg(GA)6aaaattgagagagatagagagaa(AG)6118 19680095 19680212 AGAAAGGGGAGGGGAAGAA CCCCTATCCCTCTCTCCCA 178

Ad09A5978 Aradu.A09 5978 p2 (GA)6 12 19680383 19680394 AGAGAGAGGGGGACAGGAAA CCTTTTCCCTCTTTCTCCCC 171

Ad09A5979 Aradu.A09 5979 p2 (GA)15 30 19680607 19680636 GGAGAAAGAGGGAAAAGGAAAA CTCCCCTCTCTCCCCACTCT 242

Ad09A5982 Aradu.A09 5982 p2 (CA)8 16 19689157 19689172 CTGGGCAGAGATTACCAAGG AGCATTGCATGAGGATTGTG 278

Ad09A5983 Aradu.A09 5983 p2 (GA)15 30 19691219 19691248 AAATCCATGTCTCAAACACACAA TTTCTTCTTGCTACCGTTCTCA 250

Ad09A5985 Aradu.A09 5985 p2 (GA)16 32 19695540 19695571 CCACAATGGCAAAATTACCC GAAAGCTTCGCAGAACCAAC 274

Ad09A5989 Aradu.A09 5989 p2 (GC)6 12 19733274 19733285 CCAGTTGGGTTGGAAAGCTA AAGGCTCCTAAAACCGTTGG 161

Ad09A5990 Aradu.A09 5990 p2 (TA)9 18 19741858 19741875 AGGGTTTAATGCTGGTCAATG CCCAAATTTCTTGGGCTTTT 261

Ad09A5991 Aradu.A09 5991 p3 (ATA)6 18 19743857 19743874 CCGTTATCCCCTAACAGAGTCA TCTTTAAGGACCAACATGACTGAA 155

Ad09A5998 Aradu.A09 5998 p3 (TTA)14 42 19767710 19767751 ATGCCATGCTTCTTTCACCT CATCCCAGCACGAAAGAGTT 235

Ad09A5999 Aradu.A09 5999 p3 (ATG)8 24 19769689 19769712 TACCACTCCAATTCCACACG TTCTTAATTATTGTTGTTTTAGGGGAA 275

Ad09A6000 Aradu.A09 6000 c (ACT)5catcccatgcttgga(AAT)545 19769947 19769991 GGCCTGGAATTAACATCCCT TTGAAGTAGTGGCGGTTGTG 221

Ad09A6001 Aradu.A09 6001 p2 (AT)13 26 19779425 19779450 AGGCCAAACAAATCAGGAGA CTCAACCTGATGCCCTTGTT 235

Ad09A6002 Aradu.A09 6002 c (T)10cg(T)11 23 19787288 19787310 TCGAGTTTGGACAACTGACG TGTGGTTCATGAATGTTGGC 236

Ad09A6009 Aradu.A09 6009 p3 (ATT)16 48 19796659 19796706 ACGATGATGTGCGAACAATG CAGGATCTTCAATACGAAGCAA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6010 Aradu.A09 6010 p3 (TTA)5 15 19796812 19796826 TTGCTTCGTATTGAAGATCCTG TCGTTATTCTCGTTTTCTCCG 258

Ad09A6012 Aradu.A09 6012 p2 (TC)6 12 19808115 19808126 GTTAGAAGCTCGACGATGGC AGCGTGAGGAAGACGAGAGA 191

Ad09A6014 Aradu.A09 6014 p3 (ATA)7 21 19811640 19811660 TCTTTTTGTTACCGTTGGGC GAGGCATAGCAGAGCAAAGG 280

Ad09A6015 Aradu.A09 6015 p3 (GAG)5 15 19823121 19823135 CCGGACAAATGTAGGAGCAT TACCAGAGAGTCCAGGTGGC 261

Ad09A6020 Aradu.A09 6020 c (A)11gaaaaaagacagaaaatagagggagcaattactatagaaagcaatttttttt(A)1073 19838508 19838580 GGGCTATGAGTGGATTGACG CATTATGTCAGCTCGTCCCTT 280

Ad09A6022 Aradu.A09 6022 c* (A)10(AC)8* 25 19839488 19839512 TTTGAGTCATTCTCTTATCCGAAA TTGGTTTGCCTTTGCTTTCT 251

Ad09A6023 Aradu.A09 6023 p3 (TTA)18 54 19840003 19840056 TCTCGAAAGGACAACGAGATT GAATATCCAATCCGACCCCT 168

Ad09A6026 Aradu.A09 6026 p2 (TG)7 14 19863205 19863218 ATTCAAAACCGTGGCAAGAC TTTTCAAATGAGTTGCACACATAA 138

Ad09A6027 Aradu.A09 6027 p3 (TGA)5 15 19864647 19864661 GGCCTTGCTTGAGGTATGAG GATGTTTTCTCCCTCCGACA 141

Ad09A6029 Aradu.A09 6029 p3 (TTC)5 15 19868069 19868083 TCTTACACCAACAACCGCAA TGATTCAGAAGAAGCAGGCA 253

Ad09A6030 Aradu.A09 6030 p3 (ATA)5 15 19868320 19868334 TTGCAATGAAATGAAGCCAG ATGCTGCTGTGAGCTTCTGA 155

Ad09A6037 Aradu.A09 6037 p2 (AG)15 30 19896695 19896724 CTTGCCTATAAATCCGCCAA TAGATCTACATGCGCAACGC 221

Ad09A6044 Aradu.A09 6044 p3 (CTC)5 15 19922705 19922719 CGTCATTTTCTTCTTTTTCGC GATGATGGGAGAAAACACGC 126

Ad09A6045 Aradu.A09 6045 c (T)12ggtagctccatgtagcttccatggttttttggtcaataacc(GAA)568 19925175 19925242 TGGTGATTACCTCAGCCACA GCTGCACGCTACTCTAAGGG 254

Ad09A6046 Aradu.A09 6046 p3 (GAA)5 15 19934724 19934738 TTGGTTTACTTTTCCGTGCC TGCTTAATGCTGCACGCTAC 233

Ad09A6049 Aradu.A09 6049 p2 (AC)6 12 19981227 19981238 GCAATGTTCCATCCAAACAA TCAAAGCATGATGCGAAATC 275

Ad09A6050 Aradu.A09 6050 p2 (AG)9 18 19981986 19982003 GGGTGTTCTACAAAATGCAGC GGCCAAGCCTTCTTCAGTAA 279

Ad09A6052 Aradu.A09 6052 p2 (TG)8 16 20002992 20003007 CAAACCAACCATTTCCTGCT ACGCTCGTGTACTGCCTTTT 144

Ad09A6053 Aradu.A09 6053 p4 (ATGT)5 20 20003144 20003163 ATTGGAGCTGCTATTGGTGG AAGGAGCAGCGATGAGTGAT 160

Ad09A6057 Aradu.A09 6057 p2 (TA)7 14 20011567 20011580 TCCAAAGTGTCAATCTTTCAAGT TTTTGGGGAGCCAACAATAA 239

Ad09A6058 Aradu.A09 6058 p3 (TAA)10 30 20012896 20012925 TCGCTCTTGCGTGTAGTAGTTT GGTTGTGGGTTCGAGTCTCA 280

Ad09A6060 Aradu.A09 6060 p3 (TAA)5 15 20021851 20021865 GAACAAAGGGTTTTCGCCTT CGAAAAATTGCCTTTTCACA 240

Ad09A6068 Aradu.A09 6068 p3 (GAT)7 21 20045817 20045837 TGCACGTAAAGCAATCCAAA TCCTCATCCCCAAGTGTCTC 268

Ad09A6069 Aradu.A09 6069 c (AC)6(AG)6 24 20047838 20047861 CGTTCCACACACAACAAAGG CCATTGTCGACTGCCTCTTT 249

Ad09A6070 Aradu.A09 6070 p3 (GAA)5 15 20048079 20048093 GTGGCAGCAACTGAGAGTGA GCATGGCTTCTTCCATTGTT 210

Ad09A6072 Aradu.A09 6072 p2 (AT)14 28 20052807 20052834 GGGGTCAAGTTCTGAAACCA TTTTGTCGAAGGTGTTTCTTGA 230

Ad09A6080 Aradu.A09 6080 p2 (AT)8 16 20090788 20090803 GGGACTTATGCAATGCAACC CACATCCAGTGAGGGTTCAA 273

Ad09A6081 Aradu.A09 6081 p2 (CT)7 14 20100504 20100517 TGGATTGAAGGAAACAAGAAGAA CTGCAGAGTGGAGCAGAATG 278

Ad09A6083 Aradu.A09 6083 p2 (TA)9 18 20115210 20115227 GCGTCTGGAGTTTCCTATGC ACTCGACCTGCGAAGCTAAG 225

Ad09A6085 Aradu.A09 6085 c (A)11cagttac(ACA)636 20117064 20117099 GGTGTCTTTTCCAACAAACCA GCACCCACTCCTGATCCTAA 157

Ad09A6090 Aradu.A09 6090 p2 (TA)6 12 20140823 20140834 TCATTTTCTTTTCCTTCTTTCTTGA TCCCAGATAATCATCCTTTGTATTT 272

Ad09A6095 Aradu.A09 6095 c (TA)11(TG)9 40 20184597 20184636 CATTTTAAAAAGTATGCGTACAAAAAG CGATCCATAAGCATCATATCGT 269

Ad09A6097 Aradu.A09 6097 p2 (TA)7 14 20186752 20186765 TCAAAAATGTTAGATGCACACAAA CTTGACTCCAGCAATCCCAT 277

Ad09A6102 Aradu.A09 6102 p3 (CAT)5 15 20203034 20203048 TCTTATTTCACCCTCTTAACAAGAA AAATTTTGGGGCTTAAATTGAGT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6105 Aradu.A09 6105 p2 (AG)16 32 20207343 20207374 AGGGCTGCTTTGAGAAGGTT GTGGGCTCCTACTCATTGGA 205

Ad09A6106 Aradu.A09 6106 p3 (CAC)5 15 20214450 20214464 ACCTGGTGAGGCATTGGTAG AGTGAGGGTGGTTGTTGAGG 231

Ad09A6107 Aradu.A09 6107 p3 (ATG)9 27 20214660 20214686 CCTCAACAACCACCCTCACT TACACACCATCCTCTGCCAA 213

Ad09A6108 Aradu.A09 6108 c (A)10gactacttttttaattaaaagatcttcaagttatcataaaaaa(AT)767 20217282 20217348 TGATTGTTTTCCCACTCTCATC GTTGGTAACGTAGCGCCATT 175

Ad09A6110 Aradu.A09 6110 c (GAT)5tttctgagttcttattttttttagtttgagttctatatttgtttttctgagtttgagttatggattcaaagttttggattctgatgatgacgt(TGA)5123 20256056 20256178 GCCATCTGGGTTTGTTTTTC GAATCAAAACCCACCACCAC 270

Ad09A6111 Aradu.A09 6111 p3 (TGG)6 18 20256296 20256313 ATGCAGATGGTGATGGAGTG AGCTGAACCAAAACCACCAC 146

Ad09A6114 Aradu.A09 6114 p3 (TTC)7 21 20258806 20258826 AGCATGTACGCACACGTTTC TGCGAAGAAGAAGAAGGAGAA 185

Ad09A6115 Aradu.A09 6115 p3 (AAG)5 15 20260073 20260087 GGAGAAGGAGGAGGAGGAGA TTCCGTTTCCATTTTCTTCTG 138

Ad09A6119 Aradu.A09 6119 p3 (GAA)5 15 20295412 20295426 GACCGGCAAGACAAAGAGAC ACCTTCATTGGCTTCAGCAC 195

Ad09A6121 Aradu.A09 6121 p3 (CTT)5 15 20300541 20300555 AAAATTGTACGGAAGTGGCG TTCTGCTCTTGTGAAGGGAAA 114

Ad09A6128 Aradu.A09 6128 p2 (AG)6 12 20318641 20318652 TTGGGCTATTTTTGACCCAG TGAGTAAAGAAACATTGAACCTGAA 249

Ad09A6134 Aradu.A09 6134 p2 (TA)6 12 20334401 20334412 TGAACAAATGCGATTCTTTCTC TCGACCTCTTCCCTTTCTCC 280

Ad09A6135 Aradu.A09 6135 p3 (CAG)5 15 20334710 20334724 GTCTTGTACGTCGCGTTTCA TGGAGCACTCCTCTTTCGAT 111

Ad09A6146 Aradu.A09 6146 p3 (CAT)5 15 20357297 20357311 ATGTTCCCACACCCACAAGT CGCAGTTGTGATGCGTTAGT 226

Ad09A6149 Aradu.A09 6149 p3 (TTA)6 18 20369670 20369687 GGTTAATAACATGTCCATCTGTACG GGGTTATGTCCAAACATAAGGG 222

Ad09A6150 Aradu.A09 6150 p5 (TTATC)5 25 20382767 20382791 CTGGTGTGTTTGACTCGTGG AGGCGGTTCCCCTAAAGATA 260

Ad09A6151 Aradu.A09 6151 p5 (AAGAT)5 25 20389068 20389092 TAAAGGCAGCCAAAGCCTAA CCTGGGTGCTCCAGTGTATT 148

Ad09A6154 Aradu.A09 6154 p2 (AT)8 16 20424204 20424219 ATGCTTGATGATGGTTGGGA CAAACATCAACACCCACCAC 135

Ad09A6156 Aradu.A09 6156 p2 (AT)6 12 20426566 20426577 GACTAGCCGGCCTAAACTCC TCACGAGGACGAACCTCTCT 251

Ad09A6157 Aradu.A09 6157 c (AT)6a(AT)6 25 20428850 20428874 GAAAAACAAGGTTGAAACAAAGAAA TGAGGGAAAGGAACAAGGTG 194

Ad09A6158 Aradu.A09 6158 p2 (AT)10 20 20440376 20440395 TCCCCTCCTAATAAAATTTTTGC CAGCCGAAGGCTAGAGAGAA 148

Ad09A6161 Aradu.A09 6161 p2 (CT)7 14 20457674 20457687 CGTTTTTGACCCAGATTTCG AAACAAAAGGAACATTGAACCTG 220

Ad09A6162 Aradu.A09 6162 p2 (AT)9 18 20467240 20467257 TCGAAAAAGTGAGGAGAGAGAAA TTCATCATAAATTTCAAAGGAGCA 276

Ad09A6164 Aradu.A09 6164 p2 (AG)6 12 20474979 20474990 GCAGAATTTGCCCCTAGTGA GGAACATTGAAACTGAAATTGAGA 246

Ad09A6165 Aradu.A09 6165 p2 (TA)7 14 20476469 20476482 GAGGGGGAAGAAATCTGAGG TTCTACAAGTGACCAGTGGGTG 276

Ad09A6167 Aradu.A09 6167 c (A)11cggaacaaataactatatttatagtaacc(A)1050 20497932 20497981 AAGCAGAACTGACACCACCA TGGAAAACGAGCCAGAGTTT 280

Ad09A6168 Aradu.A09 6168 c (TAA)6aaataataataacaacaac(AAT)861 20510789 20510849 TCATGGCATGTTCATCCAAC ACACACCCTCACCACTCTCC 245

Ad09A6171 Aradu.A09 6171 c (GAT)6aaaa(AAG)640 20515632 20515671 TTTGCAGCATTATGTGTTTCTTC TTTTCGGTGTATGTGTGCTGA 258

Ad09A6175 Aradu.A09 6175 p2 (AT)10 20 20540213 20540232 ACGCGAATGACTTTTTGGAC CGATCCGATCTGATGGAAAT 268

Ad09A6176 Aradu.A09 6176 p2 (AT)11 22 20540653 20540674 TGCATAATTGAATGTTCTCTTTTT ACATTCGCGTATTCGATCTG 266

Ad09A6180 Aradu.A09 6180 p2 (AT)8 16 20544299 20544314 TACACACACCACACACCACG TTCGGCAGAACTGGTAGCTT 228

Ad09A6183 Aradu.A09 6183 p2 (AT)10 20 20551676 20551695 TTTTCGAACAATACGCAAATC TGTGTTATCGCCGAAAATGA 271

Ad09A6184 Aradu.A09 6184 p2 (CT)6 12 20556983 20556994 CGACAACTGGAAGAACGGAT GTGAAGCTGGAAGGGAATCA 278

Ad09A6187 Aradu.A09 6187 p2 (TA)9 18 20574080 20574097 ATCAGCAACCTTTGGCTCTG TTCATTTCAATCAAGTCATCCAA 271
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Ad09A6198 Aradu.A09 6198 p2 (GT)6 12 20636856 20636867 GAGCTCTCCACAAGAAACGC CGAGCTAAAAACGCTAACGG 237

Ad09A6200 Aradu.A09 6200 p3 (CTT)6 18 20645025 20645042 CAAGTTTGGTGTTATGGGGG AATAAGCAAGTGCCTGCTGC 203

Ad09A6205 Aradu.A09 6205 p3 (TCG)6 18 20653145 20653162 GGCTACTCTGCTTCGTCTCG AGCAGAGTCTGTCAAGGGGA 165

Ad09A6208 Aradu.A09 6208 c (GAA)5ggg(GAA)533 20661055 20661087 AACACCCAAATGAACCGAAA CGCGCCTTCTTCTTCTTCTA 264

Ad09A6209 Aradu.A09 6209 p2 (TA)8 16 20669115 20669130 GAATGTCCAAACTCGAGGGA AATGCGTCTTGGGAATTTGT 244

Ad09A6210 Aradu.A09 6210 c (ACA)6tatttcaatcatatccaaaatacgcatc(AT)862 20701626 20701687 AACGGAAGAGGACACAAACG TCATGCAAACTGGGATGAAA 260

Ad09A6215 Aradu.A09 6215 p3 (AAC)5 15 20719678 20719692 CACCGCAACACAACAAATTC TCGAGGTTAACCGAACCATC 217

Ad09A6224 Aradu.A09 6224 p3 (TAT)14 42 20750736 20750777 TCACGAAAAACATACAGTACCACC AAACTCCTGCACGACAATTTTT 270

Ad09A6225 Aradu.A09 6225 p2 (CA)6 12 20771805 20771816 ACACGCACGCACGTACAC CAGCCTAAACTTCGTGGGTC 249

Ad09A6226 Aradu.A09 6226 p2 (AT)8 16 20772815 20772830 CTTGGCCTACGGTTGATGAT CATTTGCTCTGGGTTTGGTT 275

Ad09A6231 Aradu.A09 6231 p2 (AT)7 14 20782853 20782866 GTCGAGGACGTAACGAGGAG AGGTTTGCAGATCGAGCCTA 226

Ad09A6233 Aradu.A09 6233 p2 (AT)6 12 20785957 20785968 AAGATGCGAGGGGTTGTATG ATTGCAATGTTCGACTGACG 212

Ad09A6236 Aradu.A09 6236 p2 (TA)8 16 20803649 20803664 GTACCCTAGCCGGCCTAAAC AAGCATGAAGTCGAAAGCGT 145

Ad09A6245 Aradu.A09 6245 p3 (GAC)5 15 20830979 20830993 CAAGGGAGGAATTACGGTGA ACTCTTTTCCCCCATCGTCT 264

Ad09A6248 Aradu.A09 6248 p3 (CAT)18 54 20840113 20840166 CACCACCCCCAGCTAGAATA ATGAGCTTGCGAATGTGATG 216

Ad09A6250 Aradu.A09 6250 p3 (TAT)19 57 20840916 20840972 TGCATTCAGTGTTAAAAGAAATCA CATTGAGCAAACCAAACTTCAA 188

Ad09A6253 Aradu.A09 6253 p2 (CA)7 14 20855645 20855658 AGAGAGAGGAGGAGGGGGTT ATGGTGGTTGTGGAAGTGGT 258

Ad09A6257 Aradu.A09 6257 c (AAG)5aggaagaggaagcacggagaaagaagaagaagaaaaagaggcac(A)1069 20862081 20862149 TCATCTTCGCGTGTTTCATC ACAGAAGGAGATCGAAGGCA 213

Ad09A6258 Aradu.A09 6258 p3 (AAG)11 33 20862656 20862688 AGAGGGAGGAAGATGTGGTG AGTCTTGAATCGCTTTCCGA 245

Ad09A6260 Aradu.A09 6260 p3 (CTT)8 24 20875122 20875145 GTCACACGCTCTTTCCGTTT GAAGAAGAAGACGCTCCGTG 112

Ad09A6261 Aradu.A09 6261 c (AGG)6gggatgtatacgcgaatttgaaagaagaagaagatgacatatgcgtgtatttaa(AAG)5aactacagggg(AGA)5113 20876019 20876131 TAGCAATCGCATTCCATTCA ATTTTCTTCTCCTCTCCCGC 229

Ad09A6262 Aradu.A09 6262 c (A)12gagagttttcgaaaaaaataagaaaaacac(A)1052 20883702 20883753 ACTGTTGCAGGGGATTGTTC AAACATGCAGTTGACACCAAA 245

Ad09A6265 Aradu.A09 6265 p2 (CT)18 36 20892616 20892651 GGCTCGCTGATGAAGATAGG GGCGAGGCACTAAGGTATCA 277

Ad09A6267 Aradu.A09 6267 p3 (AAT)5 15 20897234 20897248 TGATCAATGATGGAAAAGTTTGA TTTTCGAAGAAATACTGTACATGAAA 258

Ad09A6269 Aradu.A09 6269 p3 (TTA)7 21 20902125 20902145 CCTTGACACGTTCACACCAC CCTTGAAGCAAAACAAACAGC 155

Ad09A6270 Aradu.A09 6270 p3 (TTG)11 33 20910230 20910262 CATGAGGTGGTCAAACGAGA AAATGTCACATGGTTGCTGC 258

Ad09A6272 Aradu.A09 6272 c (TTA)6ttccaagagactgcacatgcatttgatagctacatttcaaaattgcagatctcacatgctatattatatagcaa(T)10102 20915418 20915519 TGCCTTACAGCAAAGAAGCA TGATCACGTGGAAAAGACACA 278

Ad09A6276 Aradu.A09 6276 p2 (AT)7 14 20923242 20923255 ACCTGTCCTACCCACTCCCT ACCTTGGCGGAATAAGCTCT 270

Ad09A6278 Aradu.A09 6278 c (AG)6acaccttttaagatttgttccgcttcgaaaggcgctcgcattaaccaagtcgagttaataattcatttatttatttcattaagtgtccaaattcaaa(T)10119 20924771 20924889 TCCCCTTCTCACACTCTCTCA GCAGTCTGCAGGTGCTTTTT 273

Ad09A6279 Aradu.A09 6279 p3 (TTG)5 15 20925197 20925211 TTCCTTTTCCGCCTAACCTT TCACGTAACGATGCTCAACC 223

Ad09A6283 Aradu.A09 6283 c (T)24aagtgaaattgataagaaaataagagaaacagaacaaaaat(A)1176 20939560 20939635 GGTTGGTCTTCTCTGTTTTGC ATCACAAGCTTCGAACCCCT 193

Ad09A6287 Aradu.A09 6287 p3 (AAT)21 63 20946658 20946720 CGCTATCCTGAGGAGGACAC GGACATTTACAACGACCCTGA 229

Ad09A6289 Aradu.A09 6289 c (CAC)5catacataacagaatg(AGA)546 20947071 20947116 TGAGGTTGTTGCTGGCTATG CCACATCGAGTGACGCTAAC 253

Ad09A6290 Aradu.A09 6290 p4 (TAAC)5 20 20947577 20947596 TAACCGTGCTGCAATCTGAG GGAGCATTCTCACAGGAGGA 167
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Ad09A6293 Aradu.A09 6293 p3 (TGT)6 18 20952874 20952891 TGTCACCAGTGTGGCAGAAT TGTCACCCAACTATCCACCA 170

Ad09A6294 Aradu.A09 6294 p3 (TTC)5 15 20957924 20957938 GCTGCACGCTACTCTAAGGG TTTGGTTTTCTTTTCCGTGC 225

Ad09A6297 Aradu.A09 6297 p2 (CT)8 16 20968814 20968829 CATCTTCCATCATTCCGCTT TTATAAAATCCGCGTGAGGC 154

Ad09A6299 Aradu.A09 6299 p4 (AATA)5 20 20970050 20970069 AATCATGGAGCAAAAGCGTC TGTTCAAGTTGGGTGGATGA 250

Ad09A6300 Aradu.A09 6300 p3 (TAT)16 48 20970364 20970411 TGAGCTGTTCAGCAAAGTCAA CCGGAAGAAGAAGACCAGTG 217

Ad09A6302 Aradu.A09 6302 p3 (CAC)5 15 20973207 20973221 CCACACATACACCACCTTCG GTTGCGGTGTCATCGAGTT 274

Ad09A6306 Aradu.A09 6306 p2 (AT)9 18 20991898 20991915 TCGTCTCAAACTTTTCTTTTGATTT AAAAAGAATTTGCGCATAAAATA 253

Ad09A6309 Aradu.A09 6309 p2 (AT)9 18 21007892 21007909 AAAGTCTAGGGATGGCAGCA ACTAGAGCAGATTCGACGGC 243

Ad09A6314 Aradu.A09 6314 p3 (TTG)5 15 21021927 21021941 TCCATGTAGTTGACCTCACCC TGTTCTAGTGGAGGATTGGGA 268

Ad09A6316 Aradu.A09 6316 p3 (GAT)6 18 21025555 21025572 ATCATGAGGCTGATTTTGGG GGTTGCAAACCTTGTCCCTA 239

Ad09A6317 Aradu.A09 6317 c (A)12gctaaactcataagagacatacaaaatgagattacccgagttc(A)1065 21030064 21030128 GGGGGACTGATCGGTCTTAT CTCCTCCAACAACTCGGGTA 271

Ad09A6322 Aradu.A09 6322 p2 (TA)8 16 21036631 21036646 CAAACAAGCATGAAACGTGG TCATCAATAATGAAAACCCCAA 176

Ad09A6323 Aradu.A09 6323 p2 (GA)8 16 21039589 21039604 TTAACACCAAATCCTAAACACTCA TTTCTGTTCCAAATCCTGGG 189

Ad09A6324 Aradu.A09 6324 p2 (TA)6 12 21053577 21053588 GGCCCACAGAAAATGAAAAA TTCACTAGGTGTGCGGATGA 274

Ad09A6326 Aradu.A09 6326 p2 (AG)6 12 21058366 21058377 GTTGTAGACGAACGGTGGGT CGACGCCATTTTTGTAACCT 259

Ad09A6333 Aradu.A09 6333 c (TAA)7(TAT)18 75 21082209 21082283 TGTTGCATTTATGACAGCCA CAAAAATGATCGTGAACCACA 158

Ad09A6335 Aradu.A09 6335 p3 (TTC)5 15 21083130 21083144 GCTGCTGCAGGTGTCTCTAC GAGCGCGAAAAGAAGAAAGA 199

Ad09A6337 Aradu.A09 6337 p3 (GGT)5 15 21094274 21094288 TTTTTGGTTGGAGATGACAGAA TCATCATTGTTGTCGCCTTC 171

Ad09A6338 Aradu.A09 6338 p3 (ACC)9 27 21095181 21095207 TGGACGAAAATACCCTTCTCC TTCTTGTTCAGCTTGGGCTT 192

Ad09A6339 Aradu.A09 6339 p3 (CCA)8 24 21095327 21095350 TCCCAAAATCAACCAGAAGC TTTCTTCTTCTTCTTCGCCG 241

Ad09A6340 Aradu.A09 6340 p3 (GAA)5 15 21095515 21095529 GCACATTGCAGATTTGGTTG GCAAATGCAAACCACAAAAC 274

Ad09A6343 Aradu.A09 6343 p3 (TTC)6 18 21098562 21098579 CTTTCGATCCAGTGGGAAAA TTTTATGAAACCTCAATGCAAAAA 209

Ad09A6346 Aradu.A09 6346 c (TA)7tctataagcacctaaaacaggaaagcaaaataaatt(A)1161 21099604 21099664 TGGTTCCTAGCACCTAACAATG GCGTGAATAACTCGAGGAGC 278

Ad09A6347 Aradu.A09 6347 c (ACC)5ctcatgtgatatacagtctgtcc(A)1250 21100541 21100590 GCCACAGCTCACAACAGCTA CAACCCCAAGAAAAAGAAGG 279

Ad09A6348 Aradu.A09 6348 c (T)10gttactcccactactactagttcagaagaagaagaaggtctcaataactttgaagcttcactctgtcaccttgg(ATC)7105 21100721 21100825 TTTCCTTAACAGACAAAATCTAAGAAA TGGTTTTATCCACCTACTTGTGG 265

Ad09A6349 Aradu.A09 6349 p3 (GAT)5 15 21104875 21104889 CTTGCACTATCAGCAAGGCA ACTTCCGTTGTGGTGGAAAG 248

Ad09A6351 Aradu.A09 6351 p3 (TCA)10 30 21108054 21108083 ACCACATCCTTGACCACTCC GGGACCAACTCGAACTGAAA 156

Ad09A6352 Aradu.A09 6352 p3 (GAA)5 15 21114223 21114237 AGTTTCAAGCATGTAATCACGA ACGCATCACATTCCGATAAA 198

Ad09A6353 Aradu.A09 6353 p2 (AG)8 16 21133170 21133185 GAGAAAGTGGGACGCAGAAG GGATTACGAAAAAGCATGTGTG 209

Ad09A6355 Aradu.A09 6355 p2 (GA)11 22 21134975 21134996 TTGCCATTGCTTGAGAGTTG CACCCAATTTTGCAAAGGAT 175

Ad09A6358 Aradu.A09 6358 p2 (AT)9 18 21139172 21139189 TTTTCCTTTAATTTTCGCAATGT TTTGTCTCGTTGCTTGGAAA 280

Ad09A6363 Aradu.A09 6363 p3 (TTG)11 33 21169082 21169114 GCACCCACTCCTGATCCTAA AAACTTCTTAGTGCAAACCAACC 168

Ad09A6367 Aradu.A09 6367 p4 (AATT)5 20 21174047 21174066 AAAACAAAATTGATTCATTTATCTCAG GAATTTGACTTCTAATTTTAAACAAGG 276

Ad09A6368 Aradu.A09 6368 p2 (GA)6 12 21174875 21174886 AACAAAAACCTTCAAGGCCA TGGCTCTCTCCAATTCTCGT 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6371 Aradu.A09 6371 p2 (AT)14 28 21193566 21193593 TTTTCCCTCGCCATTTATTG TTAGCACCTCATGATCGCAC 272

Ad09A6373 Aradu.A09 6373 p2 (TA)9 18 21196989 21197006 ATATCTGGTGAGGAGCCGTG TGGAAGCAGTGGCTTTACCT 259

Ad09A6374 Aradu.A09 6374 p5 (AAATA)5 25 21201598 21201622 GTTTGGCTCCATGGTGATTT TTTCCTCTTGGTTTCGATTTTT 271

Ad09A6379 Aradu.A09 6379 p3 (TTA)21 63 21215385 21215447 TGCTCTTATTGGTCAAGGATTTT AGGCTTATGCCTGTTCCAAT 280

Ad09A6385 Aradu.A09 6385 c (AAAT)6aaagaacttagttttcaagaatacagggcagaaaatgacaagaatgttatgtataaagttatccccaaaattttcttttc(TAT)5119 21228715 21228833 TGAATGGTTACCGACACGAA TCCCCTTCAATTTTTGCTTG 280

Ad09A6392 Aradu.A09 6392 p3 (AAG)8 24 21250557 21250580 AGCACCGTATTCCCAAAATG CCTCTTGTGCGATCTCCTTC 248

Ad09A6393 Aradu.A09 6393 c (AG)7aaagtaaaataaggcc(AG)846 21255330 21255375 TGCAAGTAATTTTGGGAACCT GCACATGTAGGGCAGTGAGA 273

Ad09A6395 Aradu.A09 6395 p2 (GA)17 34 21265305 21265338 ATCCCTGGTGCTGGTTAGTG ACTTGCTTGGCCAACACTCT 260

Ad09A6397 Aradu.A09 6397 p3 (GGT)5 15 21269002 21269016 TGGGAAAAGGAAAGAAGGAGA ATCACCATCACCATCCCAAT 174

Ad09A6402 Aradu.A09 6402 p3 (AAT)5 15 21279835 21279849 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad09A6404 Aradu.A09 6404 p3 (TTC)6 18 21282771 21282788 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 242

Ad09A6407 Aradu.A09 6407 p2 (AT)6 12 21300978 21300989 TTCCATCCACTTGGCTTCTC TGTTGGAATTGGTGTTGGGT 236

Ad09A6408 Aradu.A09 6408 p2 (TC)10 20 21316422 21316441 TTATCAAAACCAGGCAACCC TCCCTTTGGTGCCATAAAAA 269

Ad09A6411 Aradu.A09 6411 p2 (AT)10 20 21319286 21319305 TCCATCCAACACTTCCACAA TCCCCATACCCTTGTGATTC 145

Ad09A6414 Aradu.A09 6414 p2 (AT)7 14 21358754 21358767 AGAAAAGGCAACGGATCTCA TTTTCACTTTCTGCCGACCT 246

Ad09A6416 Aradu.A09 6416 p3 (TTA)18 54 21382945 21382998 GCTAGCCAAGTCAAGTGAGC TTGCAAGCAGCAAACAAATC 274

Ad09A6417 Aradu.A09 6417 c (CAT)6(TAT)14 60 21414612 21414671 ACAGATTGAATGGCCCAAAG TTCGTTGAGGACTGGGTTTC 202

Ad09A6418 Aradu.A09 6418 p2 (CT)7 14 21415776 21415789 CCCCAAATCATTTTCAGCAT CTTCGCTCCAAGATGTCGAT 200

Ad09A6419 Aradu.A09 6419 p3 (TAA)6 18 21419106 21419123 GTAAAATGCAGCTGAAGCCA CCCCTCGTGCATAATCAAAT 277

Ad09A6420 Aradu.A09 6420 p3 (ATG)6 18 21419608 21419625 GTAGTCACTCGGCCACACCT AAGACCAAATCCAAGGCTCA 233

Ad09A6424 Aradu.A09 6424 p3 (AGA)5 15 21448093 21448107 TTGCCTTCCCTTTTCCTTTT AAAATGGCCGAAACCTAACC 280

Ad09A6425 Aradu.A09 6425 p3 (AGA)31 93 21472232 21472324 TTGGGTGCCTTGAATTGTAA TATAACCCCCACTGACCGAG 257

Ad09A6426 Aradu.A09 6426 p3 (TCT)8 24 21484408 21484431 TGTGGACCCCACAGGATATT CTAGAGGTTTCTCCGGCCTT 252

Ad09A6427 Aradu.A09 6427 p2 (GA)6 12 21484592 21484603 CTAAGGCCGGAGAAACCTCT CATGCTCTTGTTGAGGTCCA 161

Ad09A6430 Aradu.A09 6430 p3 (TCT)5 15 21494938 21494952 ATGAGATACCCCAACCACCA GCCACTGAGGAAGGTGAAGA 171

Ad09A6431 Aradu.A09 6431 p3 (CCT)6 18 21505097 21505114 CACGCAGGTTCTTCTTCTCC TCGGTGATGACGATAACGAA 102

Ad09A6435 Aradu.A09 6435 c (TTC)5tctgtttgca(TTC)6aacctaataaaatccgtcgttctcctctgttcgcatttttcttctctgctcgcgttcttcattattgatctgcattgaattcaacgtaataagctccg(TTC)7162 21509948 21510109 CGCCTCGTAAACCTTTCTCA TCATTCATTGTTTCCATTCAGA 260

Ad09A6444 Aradu.A09 6444 p2 (AG)7 14 21540874 21540887 AATCAAGAAAGGGAAGAGGGA CGCCGTAAATTCAACGGTAA 140

Ad09A6445 Aradu.A09 6445 p3 (GGC)5 15 21544593 21544607 GCCCTCCCAGGTTCTCTATC GTCGTCTCTTTCGTGAAGCC 185

Ad09A6451 Aradu.A09 6451 p3 (AAT)7 21 21585064 21585084 CCCTGCAGCTTTATTTGCTT TCATCTCCTGTTTGGTCCTTC 239

Ad09A6452 Aradu.A09 6452 c (T)11aaatttttatgttaaattttttaatgataaattatgaacaatttattatataaaataataaaaatttaaatctttaataaagatgtga(T)10109 21591060 21591168 GCAAGACAATGCTGTCTCAAA CTGGACAACGGAGAGGAAAT 263

Ad09A6456 Aradu.A09 6456 p2 (TA)6 12 21601531 21601542 AACCCTCCCCATGTTCTTCT ATGGAGGTCGTTGCCTAAGA 252

Ad09A6457 Aradu.A09 6457 p2 (TA)6 12 21601916 21601927 GAGCTCTTCCCATCGTTGAT TCCTACACACCACAGGGTGA 275

Ad09A6458 Aradu.A09 6458 p3 (AGA)7 21 21606313 21606333 TGATTTTCTTATACTTTGAAATTTTGC TTGAAAAACAAAACACACTCTCG 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6459 Aradu.A09 6459 p2 (AT)6 12 21610416 21610427 TCGAAAAAGAGGAAAAATTGGA TGCATGTTTTGGGTCATGTT 235

Ad09A6462 Aradu.A09 6462 p3 (AAT)8 24 21617964 21617987 CATTACCAACAAATTGAAAACGA GGCAATAAGCACCGTGAAGT 116

Ad09A6463 Aradu.A09 6463 c (AAT)19attg(TTA)576 21618354 21618429 CAATACAATGCCATCACACCA CATGTAAGTGACGATTTGCCA 214

Ad09A6464 Aradu.A09 6464 c (A)11caccaaattttattattgctagaaaatactactggaagcccaacattaaaagtaaaatc(ATT)14112 21618742 21618853 ACCAGTTTTAGCCAATATCTCAA GCACCTGACTAAAGCCAACA 280

Ad09A6468 Aradu.A09 6468 c (ACC)5att(TC)21 60 21627530 21627589 GATCTAGCACAATTGATAGTTAGGTGT CAGACAACCAAAAGTTTACAAAAA 276

Ad09A6470 Aradu.A09 6470 p2 (GA)18 36 21631549 21631584 GGAGAAGAGGGGGAGAGAAA TCGTTGACAGAGATTCGACG 238

Ad09A6472 Aradu.A09 6472 p3 (ACA)7 21 21635979 21635999 GCGCAGTGAATTGCGTATAA GCTGGGATAGAACTCACCGT 239

Ad09A6473 Aradu.A09 6473 c (A)10gaaagaaaaag(A)1031 21644477 21644507 TGGCTCTTGAAAGAATGATGG GCACACTCTTTTTGCCTTGG 178

Ad09A6476 Aradu.A09 6476 p2 (AT)9 18 21655062 21655079 CCCCTGTTACGTTTTCCCTT AACGCACCATGTGGTAAACA 247

Ad09A6477 Aradu.A09 6477 p2 (TA)7 14 21656683 21656696 AGTGCTTGGTGGGAGACAAC ATTTTCTCCCCTCTCCTTGC 222

Ad09A6486 Aradu.A09 6486 p3 (GTT)5 15 21692911 21692925 GGCGCTGTAAGAGTTGAAGG TATTGTGATTAGGCTCCGGG 199

Ad09A6490 Aradu.A09 6490 c (AC)6(AT)6aatgatatctatattaattttaattataaaatctataaaaaaatgtcaaagttatatttatataatgg(TA)6104 21705748 21705851 GTAAGCACGACTTGGGGAGA CCCCCACTCTAATAAAACAAACA 248

Ad09A6492 Aradu.A09 6492 p2 (GA)13 26 21709342 21709367 CACATATGGGAATAAGCCGC AAAAGATGCTCACGCATCAA 249

Ad09A6494 Aradu.A09 6494 p3 (CAA)5 15 21726816 21726830 AACCATTGTTGCTCAGTCCA CTAGGTTGCCCATTTGCATT 193

Ad09A6495 Aradu.A09 6495 p4 (TTTC)6 24 21734188 21734211 GCCCAAAGCACTCTGTCTTC TTGAAGCAAGAAAAGCAGTGAA 272

Ad09A6499 Aradu.A09 6499 p3 (TAT)5 15 21770206 21770220 AAGGAGTTTTTGTCGGAGAATTT CTGCAGCGGAATTTTGACTT 246

Ad09A6500 Aradu.A09 6500 p3 (TAT)6 18 21781274 21781291 AAGGAGTTTTTGTCGGAGAATTT TGATGGAGGAGGAGTATGGC 276

Ad09A6503 Aradu.A09 6503 p2 (AT)6 12 21782393 21782404 TCGTTGTTTTGAATAAAGAGAGAAAA GAACAATTCAAAGCGGTCGT 205

Ad09A6508 Aradu.A09 6508 p3 (GAA)5 15 21812343 21812357 ACTCGGAGGTGGAAGCTTTT CACAAATCCCCTCTTCTCCA 231

Ad09A6509 Aradu.A09 6509 p2 (TA)11 22 21819798 21819819 AGTGTGGCCTTTTGTCTCTCA TGAAAGACGATGTATGGTTGATG 239

Ad09A6512 Aradu.A09 6512 p3 (AAG)9 27 21835629 21835655 GGAGGAAGAGGAGGAGTTGG AAGTTATTCTCCACGCGGTTT 228

Ad09A6513 Aradu.A09 6513 p3 (TAA)5 15 21839260 21839274 ACTGGCCATGACAACACTGA GGTGATGGAAGAGGATCCAA 167

Ad09A6514 Aradu.A09 6514 p3 (TAA)11 33 21839408 21839440 AGCCCCTTTTCCTTTTTCAA ATGTGCATGTCACCACCACT 211

Ad09A6515 Aradu.A09 6515 c (T)10cttttttcttcctcatctagtcatcttcagcatcctttattaatcattgtttttgtcgtcttcatc(T)1086 21844456 21844541 TGCACATTCTTTAACCACTAGCA CTTGGTACACGGAAGCCATT 199

Ad09A6518 Aradu.A09 6518 p3 (AGA)5 15 21863472 21863486 ACATCTACCCATCGAGCGAG TCCGACCCTTCGAAAGTAAA 273

Ad09A6522 Aradu.A09 6522 p3 (GAA)7 21 21871736 21871756 CCTCCTCATCCTCCTCTTCC TCCTCCTCCTCATCTTCTGC 257

Ad09A6528 Aradu.A09 6528 p3 (ATT)7 21 21877452 21877472 CGACATAACAATCTCCCTCCA TGGTTTCAACCTTGAGTTTCTTG 276

Ad09A6529 Aradu.A09 6529 c (TA)6ttgtcactc(AAT)948 21877584 21877631 TGGAGTCATTTGCATTGTCTAA CCTGTGCAACTCCTTGTTCA 280

Ad09A6530 Aradu.A09 6530 p2 (AT)8 16 21878024 21878039 TTGTCAACAAGAATCCGACAA TTTTTCCGTGTATCCCATTCA 248

Ad09A6531 Aradu.A09 6531 p3 (AAT)6 18 21878161 21878178 TTGTCAACAAGAATCCGACAA TTTTTCCGTGTATCCCATTCA 248

Ad09A6539 Aradu.A09 6539 p2 (AT)7 14 21892445 21892458 TGAGTTGGTTGATTATTGCTGC GGAGCACGATAGACCTCCAG 139

Ad09A6541 Aradu.A09 6541 p3 (TAA)5 15 21902231 21902245 TCTTGGGCATCCAAATTATGT AAAATCCAACTCCACGGTAAAA 239

Ad09A6542 Aradu.A09 6542 c (AAT)7gataataataataac(AAT)5aaaattagtatgttgttttatg(AAT)10103 21902750 21902852 TCGCATCAAAGGCATACTCA ATCCAAACCAAACCAAACCA 266

Ad09A6543 Aradu.A09 6543 p2 (CT)6 12 21920605 21920616 ACACAACCCCCTCTTCTCCT GCTTTTGTCTTCCCTTTCCC 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6547 Aradu.A09 6547 p2 (TA)10 20 21932063 21932082 CATTTTCGAATTAGATTCGTGTCA TGATAAGTGAAATGATAAGAGAGGGA 265

Ad09A6549 Aradu.A09 6549 p3 (TGT)6 18 21939459 21939476 CACCGTGAATTCTCCAACCT CGACGTTCGATCCTTCCTAA 271

Ad09A6551 Aradu.A09 6551 p2 (TA)6 12 21942070 21942081 ACAAGCAGGCAATTGATGAC GGGAGATGGAGTCATGGAGA 209

Ad09A6556 Aradu.A09 6556 c (TTA)7atgttattattac(TAT)1064 21949678 21949741 TGCTCCTGGCACTTATACCC GTCCCATGTCGTTGAGTCCT 222

Ad09A6559 Aradu.A09 6559 c (A)10tgagaccactttaattttcagaattcaatttg(T)1052 21964916 21964967 TGCCTATGTTTAATTGTTAAAGGA GAGTTCGTCGAGGGTTATGG 238

Ad09A6562 Aradu.A09 6562 p2 (AG)6 12 21974050 21974061 GAGTCTTCGCTTCGTACGCT GCTTGAATGGAAGATGACTGAA 257

Ad09A6566 Aradu.A09 6566 p4 (TAAC)12 48 21986552 21986599 CCCTTTTTAATACTCAGCAGCAA TCCAACACTTCCAAACACCA 195

Ad09A6568 Aradu.A09 6568 p3 (GAG)6 18 22002134 22002151 GAAGGGGAGAAAGGAAGGAA TTTCCGTTACCGGAGAGATG 263

Ad09A6578 Aradu.A09 6578 p3 (TGA)13 39 22051236 22051274 AACACAGCAGACTTGCACCA GGATCAGAGCGATCATGTCA 224

Ad09A6584 Aradu.A09 6584 p2 (AT)7 14 22097325 22097338 TGGGTACACATGGAGAATGC TTTGGTCCGAAGGACAATTT 242

Ad09A6585 Aradu.A09 6585 c (T)11aaggaagaggagagaattttg(ATT)5gttt(TTG)669 22099890 22099958 TCTCCTTCACCTTCCTCCAA TGATTCCAAATTCGGTGGTT 248

Ad09A6586 Aradu.A09 6586 p4 (ATTT)6 24 22103619 22103642 TTGTGCCTCAGTCTTCTTTCTC CAAATCCACACTTAAATGCCAA 212

Ad09A6587 Aradu.A09 6587 p2 (GA)28 56 22106125 22106180 GCGAGAGATGAAGGGAGAGA CCTCTTATTTGCTCATCCCG 220

Ad09A6590 Aradu.A09 6590 p3 (TTC)5 15 22144561 22144575 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 207

Ad09A6593 Aradu.A09 6593 p3 (GTT)8 24 22155856 22155879 GCTCTTCTTCCACGTTCGAC GCAACAACAAAAGCAGAAGC 248

Ad09A6594 Aradu.A09 6594 p2 (TA)11 22 22157062 22157083 TTCCATGAGAAAGGAGACGG CGACGACAGAGTTGTGGAAA 273

Ad09A6599 Aradu.A09 6599 p3 (AAG)7 21 22177528 22177548 TAAAATATTGCTCGCCCTCG TTCAAAAATCTTTCCCACGC 217

Ad09A6607 Aradu.A09 6607 c (TA)6ataatattatatgttgtattgtg(TA)647 22216065 22216111 AGGCACTGCCACAAACAAA AAACAAATGCAATTCTCTCTCTCTT 228

Ad09A6608 Aradu.A09 6608 p2 (TA)7 14 22221441 22221454 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTTT 200

Ad09A6617 Aradu.A09 6617 p2 (TC)13 26 22289637 22289662 TCTTCTTCCTCTTCCCCCAT AGAGAGAGACTGGCTGGCTG 229

Ad09A6618 Aradu.A09 6618 p2 (TC)6 12 22289784 22289795 TCTCCTCTTCCTTTCGGTCA GAAAGTAGGGCAGGGGAGAG 156

Ad09A6619 Aradu.A09 6619 p5 (TTATC)5 25 22300303 22300327 GCGTGGGTGACACTCTTTTC TTATTGAGGTTAGCCCGCCT 280

Ad09A6620 Aradu.A09 6620 p3 (GAT)7 21 22304563 22304583 GGAGCAGGTTCGAATTCTTG TCGGCTGAAGGAGGTAAAGA 156

Ad09A6624 Aradu.A09 6624 p2 (AG)7 14 22323816 22323829 TTGTTGGCTCTTGAAAGAATGA AGGCCCTCCTATCCACTGAT 222

Ad09A6629 Aradu.A09 6629 p2 (AC)7 14 22355578 22355591 CCATACCACCTCCCCTTTGT CCATGTTTGGCCTCTCTCTC 194

Ad09A6630 Aradu.A09 6630 p2 (GA)8 16 22355713 22355728 CACACACACACAGTCACCCA ATGGATGACGGAAACTCAGG 261

Ad09A6632 Aradu.A09 6632 c (TG)6(TA)10 32 22358209 22358240 AGAACCCTTTCGAGGACGAT AAATGACAAATGACGAGGGG 204

Ad09A6638 Aradu.A09 6638 p2 (AT)6 12 22382417 22382428 TTTTCTATTTGGCTTATTTGCG GACTCTCTTCAAGTTGCTAAGGTTG 269

Ad09A6639 Aradu.A09 6639 p2 (AG)6 12 22384597 22384608 TCCAGCCCCAGAAAACATAG GCCAGTTTGGAAACATAAATCA 269

Ad09A6640 Aradu.A09 6640 p5 (TTATC)6 30 22386904 22386933 GTACTTGCAAGGGACTCCGA CAGAGCCCAGAAAGATGAGG 224

Ad09A6641 Aradu.A09 6641 p5 (TTATC)5 25 22393186 22393210 TCGACTTGTTGGACTTGGTG CAGAGCCCAGAAAGATGAGG 273

Ad09A6642 Aradu.A09 6642 p2 (AG)8 16 22399906 22399921 AAAGTGGGGAAATCCATTCA CATAAGCCAGTTTGGCAACA 246

Ad09A6644 Aradu.A09 6644 p2 (AG)6 12 22413009 22413020 CCCTTTATGACAGGAGCGTT CAAATTACTTTGGATGGCAACA 240

Ad09A6647 Aradu.A09 6647 p2 (AG)7 14 22418167 22418180 TGGGTGTTACAGGTGCGATA ACATGACTCGGACTGGATCA 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6648 Aradu.A09 6648 p3 (AAC)7 21 22423338 22423358 ACAACAGTTGGGGCTACACC TTTGAATCTTGATGCCATGC 254

Ad09A6652 Aradu.A09 6652 p2 (AG)7 14 22430894 22430907 AGAGGTGGTTTGTGGTGGAG CGACAGATTTATCCGCCAAT 278

Ad09A6655 Aradu.A09 6655 p3 (AAT)18 54 22436924 22436977 AGGAGGCACGATAGTCCACA CAAAGAATTATTAGGCTTCGGA 263

Ad09A6656 Aradu.A09 6656 p2 (TC)10 20 22437519 22437538 GGATGTGAATTTGATCGGGT CCCCCTACTTTCCCCATTTA 246

Ad09A6657 Aradu.A09 6657 p2 (TA)10 20 22437822 22437841 CGCTTATTGGTTTGAACGGT GGGAGAATTTTCCTGAATATTTGTA 219

Ad09A6665 Aradu.A09 6665 c (CT)6tcc(A)10 25 22453494 22453518 CGGGGATCTGCGTCTAATAA GTTTCCGCTTCTTATCGTCG 255

Ad09A6666 Aradu.A09 6666 p2 (TA)8 16 22456023 22456038 TCAACCAAAACATGCCAAAA TGATGGTTGATTGGTGATGG 199

Ad09A6669 Aradu.A09 6669 p2 (TA)9 18 22459059 22459076 TCTCAAGCTTCATAACGTCCAA AATCAAGTTTGTTCCCGCAC 254

Ad09A6678 Aradu.A09 6678 p3 (CAA)5 15 22499691 22499705 GAGAAAGGGAGTCAAAGGGG GGATGGTGACTTCCACACCT 185

Ad09A6679 Aradu.A09 6679 p3 (TTA)5 15 22525154 22525168 TTCCAACGCACTAGTGATGC GTGCTAGGTGGGAGACAACC 242

Ad09A6680 Aradu.A09 6680 p2 (AT)9 18 22547808 22547825 GGGTGGAATGTAAGACCCAG CAAATTGCTATACTATTTTCACTCACA 280

Ad09A6681 Aradu.A09 6681 p2 (AT)6 12 22551358 22551369 AAGGGGATGGGATCTTGTTT TCAAAATGTCACGCTTCCAG 187

Ad09A6689 Aradu.A09 6689 c (GAA)5ag(AGA)6 35 22588737 22588771 GCTCTCCATCGATGAGCAAT CTTACCCCTACCCCCAAAAA 271

Ad09A6690 Aradu.A09 6690 p2 (AT)10 20 22589655 22589674 TCCTGCCTCTCCATACACCT GGGCATTCCCAGGAACTTAT 187

Ad09A6698 Aradu.A09 6698 p2 (TA)7 14 22637004 22637017 AAAATGTCACACTTCCGGCT TGTTTTCCCTCGCCTTTATC 269

Ad09A6699 Aradu.A09 6699 p2 (GT)6 12 22639680 22639691 CAACCCCCTTATCGGTTCTT CCGCAACCCATCTATCCTAA 221

Ad09A6700 Aradu.A09 6700 p3 (TCT)5 15 22645065 22645079 CGAACCCTATACACCCTCCA CTGGCCTTAGGTGCCATAAA 152

Ad09A6707 Aradu.A09 6707 p2 (TA)6 12 22703347 22703358 GGGCGCAGAAGTTATGAAGA TTAAATCGCAAAATCGCTCC 268

Ad09A6708 Aradu.A09 6708 c (CAC)5(CTC)5 30 22704904 22704933 TATTCACGCGCACATGTTTT CGATGGAGAAGAAGGAGGAA 176

Ad09A6710 Aradu.A09 6710 p3 (TTC)7 21 22706134 22706154 TGTGCGTTGTTGTTGTCAGA TAAAGCACCACCATCACAGC 243

Ad09A6711 Aradu.A09 6711 p3 (GAG)5 15 22706346 22706360 CGATGAAAATGAAACATGCG TGCGCGTAAAAATTACGTTG 126

Ad09A6713 Aradu.A09 6713 p2 (AG)6 12 22715018 22715029 TCCTCAACGTGTACGTAATAGAATG TCGTTGGCAAAGAAAGAAAT 230

Ad09A6714 Aradu.A09 6714 p2 (TA)6 12 22716400 22716411 CAAATGCGATTCTCTCTCTCTTT TTTTTGTAATGGATGTTGTTGTAAA 193

Ad09A6717 Aradu.A09 6717 p2 (AT)8 16 22724439 22724454 CTGCAGACAAACTGAAATGACA AGGGTCCTCCAATAGCGTCT 219

Ad09A6719 Aradu.A09 6719 c (T)10cggttaattc(A)1333 22740375 22740407 TTGGTGTCATTTTGTTGTTTTTC TGGATAAAGGGAAATGATATGGA 272

Ad09A6721 Aradu.A09 6721 p2 (AG)6 12 22773626 22773637 GGCTATGCTTGGAGTTGAGC CGATCATTCGTCCAACACTG 245

Ad09A6723 Aradu.A09 6723 p3 (TTC)6 18 22790054 22790071 CTTGGCCGAAACCACATACT GCTTTTGTCTTCCCTTTCCC 196

Ad09A6734 Aradu.A09 6734 p3 (ATT)20 60 22844209 22844268 GAGAAACGACAAAATAAACCTGC GCTTGTTGCATCAATGAAGG 170

Ad09A6736 Aradu.A09 6736 p2 (CT)8 16 22876273 22876288 AGACAGAGCAGTGGCGATTT CCGATAGGAAATCCGATTCA 268

Ad09A6737 Aradu.A09 6737 p2 (CT)7 14 22877085 22877098 GAAGTGGATTGCATGGTGTG TGTCCATTCACATGCTCAGAA 218

Ad09A6740 Aradu.A09 6740 p2 (CT)9 18 22895026 22895043 GCGACAGTGGTGTTCTCTGA TTTACCGACAGAAAATCCGA 184

Ad09A6741 Aradu.A09 6741 p2 (TC)8 16 22896829 22896844 GACTTGCTGAGGGCGAATAG TTGGCAGAGGAGAGAGGAGA 205

Ad09A6745 Aradu.A09 6745 p2 (AC)9 18 22904553 22904570 TTCACAAACTCGTGAACCAAA TTGTGTTGGATCGTTTTCCA 242

Ad09A6746 Aradu.A09 6746 c (T)10ccactttattatcgaaaaagc(A)1041 22906850 22906890 AGCATTGCACTGATTCCTGG TGGATGCATGTAACTGACACC 172
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Ad09A6747 Aradu.A09 6747 p3 (TCC)5 15 22919078 22919092 TGCATGGATTTTATGTGCGT TGCCAAAACTTTTAAATAATGTAAGG 180

Ad09A6748 Aradu.A09 6748 p3 (TAT)10 30 22921627 22921656 TCAGAGAGTGCCAGTCTTAATCC AACCCGATTTTGTGACGAAG 201

Ad09A6749 Aradu.A09 6749 p2 (TA)7 14 22925626 22925639 GCATAGCCAAATGAAAAGCA CAATTTTACCAAGGCCGAAG 222

Ad09A6751 Aradu.A09 6751 c (AG)9aaaa(AG)7 36 22937185 22937220 AGGTGGCATGCATAAAAACA CCTTGTAGCAACCACAACCTC 278

Ad09A6752 Aradu.A09 6752 p3 (TAT)23 69 22940957 22941025 CCTAATTATCACTTTACTCTTTGGGA GATTTCAATTGACGAGTCGGA 266

Ad09A6754 Aradu.A09 6754 c (AAC)17(AAT)8 75 22945492 22945566 GCTCATATGCCGGAACCTAA ATTGGCACTGATGAAGCACA 272

Ad09A6763 Aradu.A09 6763 p2 (CT)9 18 23012929 23012946 TTTCAAAACCACCTAACCACG CAGAAGGAGAGGGAGGGTTC 247

Ad09A6764 Aradu.A09 6764 p4 (AAAG)5 20 23021269 23021288 AAAATACAAAGCTTGCGGGA AGCCACTTAGGCCAGGATTT 211

Ad09A6766 Aradu.A09 6766 c (CT)10caactctcaagcacactcagtctctcacagtaacatagatagtgttatcgaaattcgaaaccctaacaaaccaagaaagtcatggctc(CCAAAT)5138 23032410 23032547 TCTTAACATTCCCGCCAAAC AGGACTTGGAGGAGGAGGAA 269

Ad09A6769 Aradu.A09 6769 p2 (TA)6 12 23037743 23037754 TTCGAACTCCTCTCATGCAC TCGGAACGTGTCTTCCTCTT 230

Ad09A6771 Aradu.A09 6771 p3 (CCA)9 27 23048030 23048056 GTCTGGGGTCGAAATCAAAA GGTGAGGGAGTGGTGTTTGT 230

Ad09A6772 Aradu.A09 6772 p3 (AAG)5 15 23048208 23048222 CCACCACCACAGACACAAAC CGCACGACCATCTTCTTCTT 253

Ad09A6773 Aradu.A09 6773 c (G)11(T)10 21 23048615 23048635 CGAAGAGATGCTGATGGGT CCCTAATGTCTGGGGTCAAA 185

Ad09A6775 Aradu.A09 6775 p3 (TTA)18 54 23049925 23049978 GCATGAACGGCTTTAGGATT CGTTTAATCACCCCCAAAAA 168

Ad09A6776 Aradu.A09 6776 p2 (TC)19 38 23064700 23064737 GCCTTGGATCCTTTTTACCC TGTTGGCTCCTGAAAGAATG 201

Ad09A6777 Aradu.A09 6777 p2 (GC)6 12 23073012 23073023 AACTAATTGCCCCCTTGCTT AGTGGTTTTCCACAAGGACG 225

Ad09A6778 Aradu.A09 6778 p2 (AC)7 14 23075173 23075186 GCGTGTTCTTCCTTCTGCTT TGAAGTGCATGTTTTCTTTTGTG 273

Ad09A6779 Aradu.A09 6779 p3 (ACA)5 15 23081802 23081816 AGAAAATGGCCAAGGTGTTG TTGCTCCACAGCCTCTTCTT 116

Ad09A6780 Aradu.A09 6780 p3 (AAC)8 24 23090945 23090968 GGGCCGAAAATGATAACTGA ACATCCAGTCAGGAAGGTGG 250

Ad09A6786 Aradu.A09 6786 p3 (TTA)6 18 23137323 23137340 GGACGAAGAAACTTGCGGTA GGAGCCTTTGACTCAACACTG 271

Ad09A6788 Aradu.A09 6788 p3 (ATC)6 18 23178473 23178490 AGGACGAATCTGAAGAGGCA CGACCTTTCCCTTTTTAGCC 231

Ad09A6789 Aradu.A09 6789 p4 (AAAT)5 20 23186142 23186161 AAGAGCCAGCGCAAAAATTA TGTCAAGTTAAATGTGATGTCCAA 255

Ad09A6793 Aradu.A09 6793 p2 (AG)6 12 23225193 23225204 AAGAACCTGGGATTGAGAGTCA TCTCCAGCGATTTCTGGTCT 226

Ad09A6796 Aradu.A09 6796 p3 (AGA)6 18 23249288 23249305 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 267

Ad09A6802 Aradu.A09 6802 p3 (CCA)12 36 23284747 23284782 ACCCTCACCACTACCAGCAC GGATGCGTGTCAGGAACATA 177

Ad09A6803 Aradu.A09 6803 p3 (ACC)8 24 23284978 23285001 GACACGCATCCGTCTGATTA TGGTTTGGTGTTGTTGCTGT 160

Ad09A6804 Aradu.A09 6804 p2 (AT)9 18 23285838 23285855 TCACTCTCCTTTAATCTTCTCAAAA TTTTGATTTTGAGCATATAACTTTGTT 163

Ad09A6805 Aradu.A09 6805 p3 (ATA)10 30 23286124 23286153 TCTCAAACATATGAAACACACAAAAA AAAAATTTTGCTTCAATTCCAAA 164

Ad09A6806 Aradu.A09 6806 p3 (TTA)17 51 23287129 23287179 TGTGGTAGCATAGTTGGAGAGG TGTGACGTGACATGAGACAGA 233

Ad09A6808 Aradu.A09 6808 p2 (AC)8 16 23302019 23302034 CCCTCATTTTAATCTTTCCGGT TTTTACCAAATGGCATCATGT 178

Ad09A6810 Aradu.A09 6810 c (T)12ggaagaat(GAA)5ccagagaggaggagcaacattacttcctagttttttgaaatagac(GAA)595 23320493 23320587 GGTTGGACTTGCCATGATTT TCAATTTTTGCTTGTCTTCCTTT 153

Ad09A6812 Aradu.A09 6812 p3 (TTA)5 15 23328041 23328055 TGAATGCACCAGAATTTCCT CATGCCGATGACAAATTCAC 264

Ad09A6813 Aradu.A09 6813 p3 (AAT)14 42 23332462 23332503 GCATCTGAGTTTCCACCGTT CACCAAGCATCTAACCTACATCA 215

Ad09A6815 Aradu.A09 6815 p3 (GAT)8 24 23349029 23349052 AGGTGCCCTATTGGTCTTTG CTTCTTCCTCCTCCTCCACC 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6819 Aradu.A09 6819 p2 (TA)7 14 23364001 23364014 TCTTATGGACCAGCATGCAA TTTCAATGGTTAAACACTAAACGA 191

Ad09A6822 Aradu.A09 6822 p3 (ATC)7 21 23382732 23382752 TTTGGAGGAAAAATGAATTTATGA CAAGTTGTTACGTTAATAGTGACCCA 103

Ad09A6823 Aradu.A09 6823 p2 (AC)6 12 23385893 23385904 GGGCTAAGGTAAGGGTGAGG GCAAAGTGAGATTTTGGATGG 140

Ad09A6824 Aradu.A09 6824 p2 (GA)8 16 23390384 23390399 GGAGAAAGGGGGAGACAGAC AATTCATTAACCCACGGACG 259

Ad09A6831 Aradu.A09 6831 c (T)10ctcttggctagtgctcatggc(T)1142 23451109 23451150 ATCCATTGATGCTCAAAGCC TTGGCTCATGAAAGGATGAA 159

Ad09A6835 Aradu.A09 6835 p3 (ATC)5 15 23480266 23480280 GGACGAGTCTGAAGAGGCAC GGAGCTTGACCTTTCCCTTT 240

Ad09A6843 Aradu.A09 6843 p3 (TTA)5 15 23504638 23504652 CACGAACAACAATTTTGGTGAC TGCCCAACGAATATTTCAAG 229

Ad09A6845 Aradu.A09 6845 p2 (AT)6 12 23515417 23515428 TGTTTTTCAGATGCAGGTCG GCCGGCTAGCCATATACAGA 224

Ad09A6851 Aradu.A09 6851 p2 (AT)13 26 23538848 23538873 AGCCTGCGAAGCTAAGACTG GCTAGGCGTCTGGATCTTTG 242

Ad09A6852 Aradu.A09 6852 p2 (TA)8 16 23540441 23540456 TCGCTAGGCATCTGGATCTT CTCAGCCTGCGAAACTAAGG 231

Ad09A6853 Aradu.A09 6853 p2 (AT)14 28 23542389 23542416 AGGCTTCCAATTTAAACCGA GCTGGGAGCCAAGAGAAGAT 267

Ad09A6854 Aradu.A09 6854 p2 (AT)6 12 23542704 23542715 TCAATAAACCCCCATAGGCA CGTGAAAATGTTATCATGGGA 260

Ad09A6855 Aradu.A09 6855 p3 (AAT)13 39 23564283 23564321 CGGTCACAAATCACAATACCA ATGCAATTGGCTTGCTTCTT 212

Ad09A6859 Aradu.A09 6859 p2 (AT)13 26 23581009 23581034 TTGAAAAGATTTGATTTTGAAATTG TGGTGTCTTTTGGTTGTTTTTC 270

Ad09A6861 Aradu.A09 6861 p3 (GGA)5 15 23626244 23626258 AGTGGGCCAGCTGAGTAAGA TGAGCCTCAGATTCCTTTGG 225

Ad09A6862 Aradu.A09 6862 p3 (TCT)6 18 23628043 23628060 ACAACCCCCTCTTCCATACC CTCGAAGGTGGAAGCTTTTG 226

Ad09A6863 Aradu.A09 6863 p3 (CAT)6 18 23632902 23632919 CTGAGTCGATGGGGGAAGTA TGGAAGATGGTAGGATTGGC 218

Ad09A6867 Aradu.A09 6867 p3 (ATT)14 42 23648826 23648867 AATGTGTGCTGGACATTGGA TGAGTCGGCTGCATCATAAA 262

Ad09A6870 Aradu.A09 6870 p3 (AAG)6 18 23661874 23661891 GTGCCATTGATGGTAATGGA AACCCCTTCTTCTCCCACAT 165

Ad09A6872 Aradu.A09 6872 p2 (GA)7 14 23669495 23669508 CCTAGGCCCAGAAACACAGA GGAACATTGAACCTGTGATGAA 178

Ad09A6875 Aradu.A09 6875 c (T)10ggattttatga(T)1031 23682163 23682193 TCAGAGCACGAAAATCATCAA AATTCCTGGACCGGAGTCTT 244

Ad09A6878 Aradu.A09 6878 p2 (CT)7 14 23705106 23705119 AAGCCAAATAAGCAACATCAA CATTTCAACCCAGTTTTCGG 259

Ad09A6879 Aradu.A09 6879 p2 (CT)7 14 23716235 23716248 GATTGCACATTAAGGGCGTT TTGGGAGGGAAAAGTGTTTG 268

Ad09A6882 Aradu.A09 6882 p2 (AG)6 12 23724335 23724346 CCCAAAACCTATAAACATGACCA TGCGTGTATTGGGTGAAATG 260

Ad09A6884 Aradu.A09 6884 p5 (AAAAT)5 25 23752395 23752419 GCTGCTGTAGGCGTCTTCTT TTTTCGAATTTTCTTGTTCCC 243

Ad09A6891 Aradu.A09 6891 p3 (AGA)5 15 23767555 23767569 AGTCCATCTCCCATGACTCG TCCATCTCCCATCACTCTCC 210

Ad09A6896 Aradu.A09 6896 c (TCC)5tattggaatttcgtctcctccttccttttcatccttcttctc(CAT)572 23787636 23787707 CATCGTCACCAACAACACCT TGCATCTCGAATGAACAAAAA 243

Ad09A6897 Aradu.A09 6897 p3 (AGG)12 36 23801545 23801580 TTGCTCAATCCTTCAATCCC CTAGACTTCGGGCCTCCTCT 236

Ad09A6899 Aradu.A09 6899 p2 (TC)13 26 23809705 23809730 TCACCTCGGATTAATTTGCC GTGGTAACGATGACGACGTG 235

Ad09A6902 Aradu.A09 6902 p2 (TA)11 22 23819243 23819264 TGCAAAGGTGTCAGCACTTC TGATTCATATGCATGACACTTCTCT 166

Ad09A6903 Aradu.A09 6903 p5 (TTATC)5 25 23834896 23834920 TGGTGGTGCTGATTCTGTGT AACACGACCCAAATCCAGAG 279

Ad09A6907 Aradu.A09 6907 p2 (TA)10 20 23883016 23883035 CGGAAGCGCTTTTGTAACTC GAGAAGTTGCAGGATCCGAG 209

Ad09A6910 Aradu.A09 6910 c (TG)9tc(TA)8(TG)32100 23907843 23907942 AGCATCCGGAGTTCTAAGCA GCCCAAAGTATGCCAAAACA 271

Ad09A6911 Aradu.A09 6911 p2 (AT)6 12 23911515 23911526 AGAATCCTCCTCCAGGGAAA TTTGTTGCAACTCGAACTGG 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6912 Aradu.A09 6912 p3 (ATC)6 18 23912864 23912881 CCTTGTTTTTCCTCGTGTCC GAGGAGGAACATAGTGGAGCA 280

Ad09A6913 Aradu.A09 6913 p3 (CTC)5 15 23963406 23963420 ACTTTTGTTCGGTCGCAACT AAGAAATCACAATGGGCTGG 271

Ad09A6916 Aradu.A09 6916 p2 (TC)7 14 23973659 23973672 TGCAAAAGGACGATTGAACA AGCCCAATACAATGTCAGCC 259

Ad09A6918 Aradu.A09 6918 c (A)14gagaaaaatagttatataatttggttagatttagttggataaatcacttgattggagaaattttca(T)1191 23978298 23978388 AACGATAACGATGGACAATAACAA TGGGATGCTTGTGAAATTGA 266

Ad09A6921 Aradu.A09 6921 p2 (AT)8 16 24008759 24008774 GACGACGTTCCACCTCCTTA TGCAAGATTGGAGTGTTTGG 257

Ad09A6924 Aradu.A09 6924 p2 (AT)6 12 24015452 24015463 TTCGTATCTTTGTATCCATCCG TGTCATAATTAGATCAGACAAATCG 208

Ad09A6925 Aradu.A09 6925 p3 (ATA)6 18 24016425 24016442 CACATGAATCACTCCAAACTCC TTTTTGCCCATTTGTTCG 275

Ad09A6926 Aradu.A09 6926 p3 (TAA)14 42 24016692 24016733 TCGAACAAATGGGCAAAAA TGAGGGGGAAAATAGGGAAC 154

Ad09A6927 Aradu.A09 6927 p2 (CT)7 14 24016948 24016961 TCCCTATTTTCCCCCTCAAC CTGGATTTGGTCCCAAGAAA 220

Ad09A6932 Aradu.A09 6932 c (T)10agtttttgttagtgttatcatattggcttctttttttcatttttaattttactcttta(T)1078 24026739 24026816 ATCGTGCCAGGTGTTTCTTT GCAAATGGCATGTACACGAT 152

Ad09A6938 Aradu.A09 6938 p3 (TTC)6 18 24105981 24105998 GTCCATCCTTGCTACCGAAA TTTGATGATGTTGTTCTTGTTGC 195

Ad09A6940 Aradu.A09 6940 p2 (CT)8 16 24111258 24111273 TGCGTTTTGATGATCCGTAA GATGGGAGAATGTTGCTGGT 275

Ad09A6941 Aradu.A09 6941 p4 (TATG)15 60 24118254 24118313 TTGTTTTTCATGAGCGATGC CGCTACGACCTCCAAAAGTG 190

Ad09A6943 Aradu.A09 6943 p3 (TAT)5 15 24121231 24121245 CCATCTCTCAATCTTCATCTTTATCTT CAATCGAATCTTGATTTTAACTTTT 280

Ad09A6950 Aradu.A09 6950 p3 (TTA)5 15 24157977 24157991 ATGCGTGGTTCTTTTTGTCC CCATCTTCGACAAAGCTTCC 255

Ad09A6951 Aradu.A09 6951 p2 (TG)7 14 24159250 24159263 TCCAAATCAAAAGCAATAACGA TCAGATGCGCACATAAGGTT 228

Ad09A6955 Aradu.A09 6955 p2 (AG)7 14 24295033 24295046 AAGTTTCCACCATTCCAACAA CTTTCCCTGGTCATCAAACAA 232

Ad09A6957 Aradu.A09 6957 p2 (TC)6 12 24298723 24298734 ATGCATCCATTCAGGGAGAG TCTCAAAACAAGAGGAAATCCTAAA 112

Ad09A6958 Aradu.A09 6958 p3 (AGA)5 15 24304315 24304329 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 229

Ad09A6959 Aradu.A09 6959 p2 (CT)6 12 24315646 24315657 CCTATCCTTCCCATTCCCTC GAAGATCTTGGTGGTGCCAT 244

Ad09A6960 Aradu.A09 6960 p3 (ACA)6 18 24316558 24316575 CCAAGAAGATGGCCAAGGTA TGGTATGGTGGTGGTTGAAA 145

Ad09A6964 Aradu.A09 6964 p2 (GA)9 18 24401879 24401896 GAAGAGGGAGGAGAAGAGCAA CGAAAATCACCCACCACTTT 276

Ad09A6967 Aradu.A09 6967 p3 (CAT)5 15 24441293 24441307 CCCCTTCACCTCAAAATCAA GTGGTGGTGGGTTCTGTTTT 147

Ad09A6971 Aradu.A09 6971 p3 (AAC)5 15 24487695 24487709 TTACCGCTTCGCTCATTTTT TCGTTTGATTCATGTAGCCG 270

Ad09A6973 Aradu.A09 6973 p3 (TAT)23 69 24497646 24497714 AAGAGGCAACCGACTATGGA TTCAACAATGAAACCATCGTG 238

Ad09A6974 Aradu.A09 6974 p2 (AC)7 14 24503708 24503721 TGTTATGTGTCAAAATTTCTGTGC TCACTGGAACGGGCTAAGTT 236

Ad09A6978 Aradu.A09 6978 p2 (CA)6 12 24587669 24587680 AGCGCTACAAAAGAGAAGCG GACACTGGTGCCACTTGAGA 119

Ad09A6979 Aradu.A09 6979 p2 (GA)14 28 24588614 24588641 AGCCGTTGAGAGGAAGTGAA CAGATCTACAGCGACGGTGA 252

Ad09A6980 Aradu.A09 6980 c (CA)33(TA)7 80 24590042 24590121 TTGAGACAAATTGTTGACCCTC CTGACATGTCCTGGCAGCTA 272

Ad09A6981 Aradu.A09 6981 p2 (CT)19 38 24593776 24593813 GTGCTCCCATGCTTTCTCTC TTGGAAATCGGGCACTAATC 227

Ad09A6982 Aradu.A09 6982 p2 (AT)8 16 24601439 24601454 GCTTTCGCGTGACTCTCTGT GTGCTAGGTGGGAGACAACC 265

Ad09A6984 Aradu.A09 6984 p2 (AT)8 16 24610749 24610764 TTTGTTGTTTTTCTCTTCCCTCA CCATGATGGATAAAGGGAATATG 278

Ad09A6989 Aradu.A09 6989 p2 (AT)6 12 24668103 24668114 TCCGTTAAGGATGAGCTGTT TCCCTTATGATCTGGCATCC 130

Ad09A6990 Aradu.A09 6990 p3 (GAA)5 15 24677754 24677768 AGCAATGCTTTTTCCACACC TCCCTAAAACCCCACCTACC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A6993 Aradu.A09 6993 p3 (AGA)7 21 24707446 24707466 CACCCTCGAGCAAAGAAAAG CCCAAATACCCCACCTACCT 229

Ad09A6996 Aradu.A09 6996 p2 (CT)6 12 24761186 24761197 CTTGGTGCAGGGATGAATTT GGGGTAGGGTTCGGTTATGT 264

Ad09A6998 Aradu.A09 6998 p2 (AT)9 18 24771364 24771381 TTTTGTTGTTTTTCTCTCTCCTCA CGTTAAACGCCCAGAATGAT 250

Ad09A7002 Aradu.A09 7002 p3 (AGA)5 15 24841346 24841360 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 200

Ad09A7003 Aradu.A09 7003 p3 (ATT)6 18 24844535 24844552 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad09A7007 Aradu.A09 7007 c* (TTG)5(TTGTTA)5*ttatcccttggccga(AT)1179 24903277 24903355 GCTTCATCCAAACTCTTGGG CAAGAAATCAAGGCCGAAAG 279

Ad09A7008 Aradu.A09 7008 p2 (AT)10 20 24908325 24908344 GATTCAGTTCTCAATTTGCTTTGA TTGCTTGCTTTAATGGGAGG 279

Ad09A7011 Aradu.A09 7011 c (A)10ttttcgaaaaaaaagagaagaaaaaagcagtggatacaaaaaaaatcg(A)1068 24924094 24924161 GGCTCTTGAAAGAATGAGGG TCCCCAATTAGAGGTGTCCA 251

Ad09A7013 Aradu.A09 7013 p3 (AAG)7 21 24940616 24940636 GCTTTTGTCTTCCCTTTCCC CAACCCTCTCTTCTTCACCG 212

Ad09A7015 Aradu.A09 7015 p3 (TAC)6 18 24947938 24947955 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 242

Ad09A7017 Aradu.A09 7017 p3 (ATT)6 18 24984926 24984943 CACATACACTATGGCGGTGC GAGTTTTGGCGGAAGATTTG 152

Ad09A7018 Aradu.A09 7018 p3 (TAA)5 15 24985346 24985360 TGTAAAATTATAAAAACGTTTGTCACG AATGTTTCAGTCCTCGTCCAA 278

Ad09A7019 Aradu.A09 7019 p2 (GA)14 28 24986152 24986179 CAAGCAGCAAACACGATGTC ATCCAGGCCTAGCCACACTA 279

Ad09A7021 Aradu.A09 7021 p3 (AAG)6 18 24994919 24994936 CCGTTTGTGAGAGGGTGAGT TCCTTCAACTCAAACGAGGG 225

Ad09A7023 Aradu.A09 7023 p2 (CA)7 14 25026943 25026956 CGAATCGGGTTGTATTCGAT ACGCTTTGAAGGTAGCAAGC 278

Ad09A7025 Aradu.A09 7025 p2 (AC)8 16 25031844 25031859 ATGAACCCATTCGACACACC TCAAAACCAGACCCCAAAAC 269

Ad09A7027 Aradu.A09 7027 p3 (TAA)16 48 25037125 25037172 ACTGAAGGATCATTCCCTCG TGTTACAAATCCTTATATGCAAATCT 210

Ad09A7030 Aradu.A09 7030 p4 (ATAC)6 24 25051478 25051501 AACTCGAATCAACCCACTCG GGCATCCTTTCAGACTTCCA 171

Ad09A7032 Aradu.A09 7032 p3 (GAT)5 15 25054158 25054172 CCAGAGGAATCGAACAAGTGA CATACACAACCCTCCCCAAC 239

Ad09A7034 Aradu.A09 7034 p3 (TAC)15 45 25058996 25059040 CGATTTTTGTAGTGTGAGCCC TGGCAATAATTTGGCTTGTT 198

Ad09A7037 Aradu.A09 7037 p3 (AAT)17 51 25067809 25067859 GCTCAAATTCACACACCCAG GAATGCACCCAAGTTTTCTGA 280

Ad09A7039 Aradu.A09 7039 p2 (TA)6 12 25073472 25073483 GTCATCCTCAGCCTCTTGGA GCTCAGAAGGCAAGCTCAAT 251

Ad09A7042 Aradu.A09 7042 p2 (TA)9 18 25100880 25100897 GCTCTTGTTGGTGAGCATGA GCATTTCCAACCTCTCATTCA 128

Ad09A7043 Aradu.A09 7043 p2 (TA)8 16 25102846 25102861 TGAGGACCTTCGGTTTTCAC GTGTGATTGCAATTTCGTGC 205

Ad09A7044 Aradu.A09 7044 p3 (AGA)5 15 25120121 25120135 CAAGAGAATAATTAAGGAAGAAAAAGG ACTCATGGCCAGCGATTTTA 265

Ad09A7045 Aradu.A09 7045 p2 (AT)7 14 25125015 25125028 GCTCTTGTTGGTGAGCATGA CAACCCACCAATTCTTCCAT 165

Ad09A7046 Aradu.A09 7046 p2 (TA)7 14 25129856 25129869 GGAAAAATAGTTTGATTGGGTG CACAATTATTTCAGTTTGGACATGTTA 116

Ad09A7048 Aradu.A09 7048 p2 (AT)9 18 25133022 25133039 ATCTTTTCGCCAGCCTTTTT TGTTTAATTCTTTTTACTCGGTTTTC 276

Ad09A7049 Aradu.A09 7049 p2 (CT)6 12 25153555 25153566 TAAATTCGTGTTTGGCTCCC TCATGGAAAAGCACACCAAA 131

Ad09A7053 Aradu.A09 7053 p2 (TA)6 12 25167025 25167036 GACCATGCACGAAGTTCTGA GTTTATGTGACCCCCTGCAT 248

Ad09A7054 Aradu.A09 7054 p2 (TA)10 20 25168436 25168455 GCCATTCCCTTCAAGTCAAA TCCCTCAGAAGCCCAACTTA 246

Ad09A7058 Aradu.A09 7058 p2 (GA)6 12 25223699 25223710 GGGGGTTTGAATTTTTGAGA TCGAAAATTACCTCTCTCTTTTTCA 206

Ad09A7060 Aradu.A09 7060 p3 (TTC)7 21 25229450 25229470 GCTGAGCTGCTTCGACTCTT GCTTCGGCTCACTTCTTGAT 271

Ad09A7068 Aradu.A09 7068 p3 (AGA)7 21 25285677 25285697 CACCCTCGAGCAAAGAAAAG AATTCCTTTCCCACCCAAAC 200
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Ad09A7069 Aradu.A09 7069 c (TAT)5ggtctctggataatgatccattattagtgcctctcattattggaaatggtctagtagctattagatcttgcctaccattataactctccacatgtgaac(TAT)6132 25299259 25299390 CACTACTACCAGGCCCTCCA GAGGCATTATTCCAAGCAGG 224

Ad09A7073 Aradu.A09 7073 c (TA)6ttacaaaattgaagaactagcattagataaacatggttaggcccaagtgaa(T)1073 25304659 25304731 TGAGTGTCATTAACAATACCCCA TTTCTCGAAACGGATACGGA 245

Ad09A7076 Aradu.A09 7076 p5 (AATAA)5 25 25307659 25307683 TTCTTAAAATTTGAACGCGAAA CATGACTCGCATCTCCTCTG 257

Ad09A7077 Aradu.A09 7077 p2 (AG)6 12 25312281 25312292 GTGACCAAAGGGGAGTACGA TCCCTTTCATTCCTTGTCCA 256

Ad09A7078 Aradu.A09 7078 p3 (CCT)6 18 25313875 25313892 TACGAACCAAAACACCACCA AAGGAGGTGACAGTGGGTTG 167

Ad09A7079 Aradu.A09 7079 p2 (AT)8 16 25317159 25317174 TTAAAACAAGTCCGCATCCC ATCGGTTCGATCACCAGTTC 145

Ad09A7080 Aradu.A09 7080 p2 (AT)10 20 25321480 25321499 CTCGACCTGCGAAGTTAAGG GATGTAGGTCGAGAGGCACC 251

Ad09A7084 Aradu.A09 7084 p2 (CT)17 34 25366269 25366302 CCGGATACATACATGCCACA GCAGTATGTGCGAAAAAGGA 242

Ad09A7086 Aradu.A09 7086 p2 (AT)8 16 25387653 25387668 CATGTGGTTTTAAGTGGGCA TCCACTTCGAGAAGGATTGG 275

Ad09A7087 Aradu.A09 7087 p3 (TCA)5 15 25390010 25390024 TCATAATTGGGAGGTTGGGA TGGAGAATTCCGTCAAGGAC 250

Ad09A7089 Aradu.A09 7089 c (TG)12tac(AT)7(TA)755 25416101 25416155 TTGCTTTCATATGCAGGTCG GGCCGGTCCGAGAATATTTA 239

Ad09A7091 Aradu.A09 7091 c (AG)9aaagagagagagg(GA)949 25450225 25450273 GATGGGAAGGCATCATTCAT CTCAGGTGCTAGAGTGATGGAA 230

Ad09A7094 Aradu.A09 7094 p3 (GAA)74 222 25499324 25499545 TTTCACAGCAACGCATTAGG CGTCTTCTCAGTACGACGATCA 272

Ad09A7096 Aradu.A09 7096 p3 (GTA)9 27 25508864 25508890 ATTTGTGCGTGGGAAGACTC TGTCAGACACCACCCTTTCA 212

Ad09A7098 Aradu.A09 7098 c (CCA)6ttatcatcatgg(TCA)7(GAA)772 25511477 25511548 CAACAATCCAGCAACACCAA GATGATGATAGTGGGGGTGG 271

Ad09A7105 Aradu.A09 7105 p3 (AAT)10 30 25529511 25529540 CCTTTTCCTTTCACACCCAA AACGCAAGCAACAACAACAG 273

Ad09A7106 Aradu.A09 7106 p3 (TCT)5 15 25529789 25529803 CTGTTGTTGTTGCTTGCGTT TATCGATCAACTGCATCCCA 226

Ad09A7111 Aradu.A09 7111 p2 (AG)6 12 25588352 25588363 CCCCGGATATCTCATGTTTG GGATATTTGGTGAAGGGGCT 230

Ad09A7112 Aradu.A09 7112 p2 (AG)6 12 25591301 25591312 CAGGTTCAGGATCAGCTTCA CTCTATCGCTCTCTCATCTCTTTC 269

Ad09A7113 Aradu.A09 7113 p2 (AT)10 20 25594655 25594674 TTCCAATTTTGATCTTGCATTC GGGCTTAATCATAAAACATGGC 277

Ad09A7114 Aradu.A09 7114 p3 (CAT)5 15 25606958 25606972 TCGTTATTTGGGAGAAACGG AGGCACCATAGCATTTACGG 254

Ad09A7115 Aradu.A09 7115 p2 (TC)7 14 25612095 25612108 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 239

Ad09A7116 Aradu.A09 7116 p3 (TGA)7 21 25628811 25628831 GTCCAAGCCGATTATACCGA GGTAGCAGGCAGTGAAGGAC 207

Ad09A7117 Aradu.A09 7117 p2 (GC)6 12 25645361 25645372 TGAATGAGGGATTGGAGGAG GCGCCACTCTCGAAATAAAC 145

Ad09A7119 Aradu.A09 7119 p2 (TC)6 12 25664403 25664414 TGGATTATGCGTTTGGTCCT ATTTAGAGTGGCGTTGCCAT 224

Ad09A7120 Aradu.A09 7120 p2 (TA)6 12 25665310 25665321 CGCTCCTATTGTCCCATTTT TGTTGGTACTGGCACCATTG 248

Ad09A7128 Aradu.A09 7128 p2 (GA)6 12 25678430 25678441 TAAATGGGAGGTGGACTTCG CCTACCCACCACCAACAATC 147

Ad09A7129 Aradu.A09 7129 p3 (AAT)5 15 25690325 25690339 CAACATGGAAGAATAGAAAAGCC CTGAATCCAAACATAGACGATCA 228

Ad09A7130 Aradu.A09 7130 p4 (AAAG)5 20 25695755 25695774 GCCCATTTAATCGCACAGAT AACTTGTTCCTTCTTGCCCC 137

Ad09A7131 Aradu.A09 7131 c (CA)7a(AC)17(AT)6aagtgagaataactaattttattaacctgactatgacaaactaatttctataattaacaagctaattatccaactaacaaaagccaagtggcttt(TA)7170 25710832 25711001 AAATTGAGGGCAAAAAGTTCC TGATGATTAATGGAAATAAAGAAACA 279

Ad09A7133 Aradu.A09 7133 p3 (TCT)5 15 25717753 25717767 TTTTGTGTGAGGGAGGGAAC GCCGAGTCAACTGGCTTAAC 229

Ad09A7134 Aradu.A09 7134 p2 (TA)7 14 25729093 25729106 AAACAGAAGAAGATCTATGTCTGAGG AAAAATGTTGGCATATAATTAATGTTG 259

Ad09A7135 Aradu.A09 7135 p2 (AG)6 12 25731162 25731173 CCGAGTTGCATGTATGAGGA GGTTTCAGAAAAGCAAATCCC 249

Ad09A7137 Aradu.A09 7137 p3 (TAT)5 15 25745916 25745930 TCACAATTGATCATTGATACCCT GTGGCATGTTTCTGATGGTG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7140 Aradu.A09 7140 c (A)10gacta(AT)15 45 25752347 25752391 AAAGAGCAACAAAGAGACAAAAA TGGGGTAGGATGTAAGACCTCA 228

Ad09A7146 Aradu.A09 7146 p2 (GA)6 12 25804139 25804150 TAGGTGGTGTTTTTGGGGAA GATTGCACAATAAGGGCGTT 234

Ad09A7147 Aradu.A09 7147 p2 (GA)6 12 25807176 25807187 AACTGCATGTGAGTTTTTACCA ATTTGGATGAATTGCCCTTT 275

Ad09A7150 Aradu.A09 7150 p2 (CT)7 14 25825759 25825772 TGCCATTTCCATTCATTCAA TCTTTGCACGAACTCAGTGG 229

Ad09A7151 Aradu.A09 7151 p2 (CT)6 12 25831371 25831382 GAAATGCCTCGAATTGCATTA TGCATCCATTCATCAGACAA 233

Ad09A7155 Aradu.A09 7155 p3 (GTT)5 15 25843289 25843303 TGCAGTGGTCAGAGTTGGAA TCATTTTCATCATCATCTCCAAA 278

Ad09A7163 Aradu.A09 7163 p2 (AT)7 14 25867671 25867684 TCTTAACCCACTTGCCCAAA AGCATGCTCATGTGAAATCAA 190

Ad09A7164 Aradu.A09 7164 p2 (AC)6 12 25911386 25911397 ATGGGGCTTAGGTAAGGGTG ATGGAAGCACCCCAATGATA 239

Ad09A7167 Aradu.A09 7167 p4 (TTTA)6 24 25936778 25936801 CCGGATACATACATGCCACA TGCTCTTGAAAGAATGAAGGAA 251

Ad09A7171 Aradu.A09 7171 p3 (AGA)6 18 25963160 25963177 CCCTTTCCCTTTTCTTGAGG CTCCCATATAGCCGAAACCA 193

Ad09A7173 Aradu.A09 7173 p3 (AGA)5 15 25985951 25985965 CAGAAGTGGAAGCTTTTGCC CTCATATAGCCGAACCCCCT 253

Ad09A7177 Aradu.A09 7177 p3 (TTC)5 15 26063049 26063063 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 260

Ad09A7179 Aradu.A09 7179 p2 (AT)6 12 26099260 26099271 TTATTTGGATTTGGGCCTTG TTGGGTGTATAATTAAATCAGTTGTT 276

Ad09A7182 Aradu.A09 7182 p3 (GAA)6 18 26107196 26107213 AGTTGGTGGTTCTGGAAACG CATTGAGCTTCTTCCTTCGC 248

Ad09A7186 Aradu.A09 7186 p2 (AG)6 12 26130617 26130628 GGACCATTGTTACATGGCAA TGTGAAGTGATGGTGAGGGA 213

Ad09A7187 Aradu.A09 7187 p2 (AC)6 12 26132664 26132675 TGGGGCTAAAGTAAGGGTGA GGGGACAAAATTACCCCAAT 261

Ad09A7190 Aradu.A09 7190 p2 (AC)6 12 26167598 26167609 CCCATGGCCCAACTAAACTA GAGAGTGTTCTTCCCCTCCC 111

Ad09A7191 Aradu.A09 7191 p2 (TA)9 18 26195633 26195650 GACGGGAACTCCTCAGATCA GCGTCTTGGGGATTTGTAGA 225

Ad09A7192 Aradu.A09 7192 c (T)10cgctgtaacattttactaacatttttattggtttgataaatcgattcattttaaggaaaataatgtcatgtgtcaaattttttgctaggagttttca(T)10117 26224506 26224622 TGTTGGTTGTTATTTTCTTATCTCTCA CAACACAGTTTTCGTGAACAAAG 274

Ad09A7196 Aradu.A09 7196 p3 (AGA)6 18 26233708 26233725 TAGAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 237

Ad09A7199 Aradu.A09 7199 p4 (TTTA)5 20 26259596 26259615 GGCTAAAGGGACACGACCTT TCCCACAATATGAAACCTAAGAA 280

Ad09A7200 Aradu.A09 7200 c (TTTA)5tttgattg(TTTGT)553 26262784 26262836 AACAAGCAACGAATAACCGTG ATTTTCAAAAATGCGGGATG 239

Ad09A7201 Aradu.A09 7201 p2 (GA)10 20 26270504 26270523 TCCATCAAACACAGAGGCAA GCCACTGCCTCACACAATTA 280

Ad09A7205 Aradu.A09 7205 p2 (AT)9 18 26281155 26281172 ACACAGCATATTATTTTGTCGTTGA ACTAAAACACAACATTTTGTAATGAGA 183

Ad09A7210 Aradu.A09 7210 p3 (TTG)17 51 26294738 26294788 TTAAGTTACGAAATTATCCTTGATAGC TTGGGGATGAATGAAAGAGG 251

Ad09A7211 Aradu.A09 7211 p3 (ATA)21 63 26301886 26301948 CCGTTGATCATTTAGGACAGAA TGATTTTTAAAGGAAGGCGG 233

Ad09A7215 Aradu.A09 7215 c (T)11ctctcttttctatttagtcac(A)1042 26325315 26325356 GAGCCAACCATGGAGTAAGC GAAGGACAAATGGTACGGATG 209

Ad09A7217 Aradu.A09 7217 p2 (CT)8 16 26326302 26326317 CAAAAGATGGGTTTTGTGTGA GATGGTGGTTGATGCTGTTG 159

Ad09A7220 Aradu.A09 7220 p2 (AG)6 12 26346196 26346207 TGGAGAGACTCAAGGGAGGA CCAATTTGGCAACATAAATCAA 230

Ad09A7222 Aradu.A09 7222 p2 (AG)6 12 26365485 26365496 AGAGGTGGTGAGGTGATTGG CCGACGTTTAATGCCAGAAT 166

Ad09A7223 Aradu.A09 7223 p3 (ATT)9 27 26374861 26374887 AAGTGCTGGCCAAAAATGAT CATCTAAGGTGTAATGTTTCATTCAT 226

Ad09A7226 Aradu.A09 7226 p2 (TA)9 18 26382309 26382326 TGACGATCACGTTTGTTTTATG TCCTGTGCTTCTTTGATTTTGA 158

Ad09A7227 Aradu.A09 7227 p2 (TA)13 26 26383583 26383608 AACAAAATAATCACGGCAGACA GGCACCAAGTTATAGGCACC 207

Ad09A7230 Aradu.A09 7230 c (A)10tatattgataaaaaaggatatactatcatttatatcaaattttaaagatatttaattttaac(T)1082 26391278 26391359 AAACAAGTTTCTTCCCAAATTGA TTTTGGTTTCGTCACTGCAA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7231 Aradu.A09 7231 p3 (TCT)6 18 26398155 26398172 TACCTTGGCCGAACCTACAC CTCGAAGGTGGAAGCTTTTG 211

Ad09A7236 Aradu.A09 7236 c (AG)10aa(AG)17 56 26459120 26459175 ATTTTGGGGACTGAAACCCT AACTATGGACCCGAAAAGGC 245

Ad09A7237 Aradu.A09 7237 p3 (TCA)5 15 26460511 26460525 GCTAGCAGCCAATCACTCAA TCATTGCCTTGGTTTTCTTCTT 274

Ad09A7238 Aradu.A09 7238 p2 (GA)6 12 26460806 26460817 CGAGCATGCGTTATTCAACT AAACCCATGTTTCTCCCTCC 226

Ad09A7239 Aradu.A09 7239 p2 (TG)8 16 26484350 26484365 CAATGAGTGTGCAATTTCGG TCATCCCAAGTCAAGATTCCA 220

Ad09A7240 Aradu.A09 7240 p3 (TTC)5 15 26499552 26499566 CCTTGGCCGAATACACATCT CTTGGAGGTGGAAGCTTTTG 208

Ad09A7241 Aradu.A09 7241 p2 (GA)12 24 26503722 26503745 AACACAGAGGGAGAGAGAGGG TCGAAAATCACCTTCCTCTTTT 261

Ad09A7245 Aradu.A09 7245 c (ATA)14(ATG)8 66 26517630 26517695 TGTTTGTATGTCGTCAAGATGATG TCTCCTCCTCCTCTTCCTCC 171

Ad09A7251 Aradu.A09 7251 c (CAA)13(TAA)11 72 26605230 26605301 TTGGCCCTAGAATCAAAGTTC TTGCAAAAGCTAAGTGCCAA 175

Ad09A7253 Aradu.A09 7253 p2 (AT)10 20 26607574 26607593 TTGTAAAAATGCATATCGGCAC GGCTCCCGAAAGGTGATAAT 266

Ad09A7254 Aradu.A09 7254 p2 (CT)6 12 26609251 26609262 TCTATGCTGAAAAGTTGTGGGA GCATCACTTGAAAGAATCACGA 188

Ad09A7256 Aradu.A09 7256 p3 (ATG)5 15 26619972 26619986 GTGGATGTTGAGGGCTGTTC TTCCCAACTCGCTGACTCTT 233

Ad09A7259 Aradu.A09 7259 p2 (TA)9 18 26629284 26629301 TTCCGCAGAGTTGTCAAATG CCTAATCAAAACACGCTATCCA 220

Ad09A7262 Aradu.A09 7262 p2 (TC)6 12 26632629 26632640 TGCAGAATGCGATTAGTTTCTT TTTAATTTCTCAAATGAACACCAC 267

Ad09A7269 Aradu.A09 7269 p2 (AT)9 18 26684941 26684958 AGGGAGACGATGAGAGACCA ATTTCCAACCATTTTTCGCA 271

Ad09A7270 Aradu.A09 7270 p3 (TTC)5 15 26685901 26685915 ATCCTCTGTCTCCACATGGC TGGAACCTTGTTCTTCAGCA 267

Ad09A7274 Aradu.A09 7274 p3 (AAT)5 15 26700682 26700696 CACTGTCAATGCCACACCTC TTCCTTTGGTTAAATCGGCA 271

Ad09A7280 Aradu.A09 7280 p3 (AGG)5 15 26725106 26725120 TTGAACGAGACCCAATGTGA TCTCATCTCCACCTCCATCC 195

Ad09A7284 Aradu.A09 7284 p3 (CAC)5 15 26740794 26740808 CCCCATCCCCTTAACAAAAA CGTACACGAGAGAGGTTCCC 263

Ad09A7285 Aradu.A09 7285 p3 (TTG)5 15 26741519 26741533 GGGGTTTTGGGTTCATCTTC GCAACAACCAAATTCAGCAA 280

Ad09A7288 Aradu.A09 7288 p3 (ATT)6 18 26748087 26748104 GTTCACCGGTTGAATCATCA CCTATGCTCTTGATACCATGTTAGA 264

Ad09A7289 Aradu.A09 7289 p3 (ATA)22 66 26752628 26752693 TACCCTCCAGCTTCATGACC ACTTCTGGGAAGCCAAGGTT 276

Ad09A7292 Aradu.A09 7292 c (T)12atatggccactttttcttcggctaaacataaacgtaattctataatctaagccacgtttacctaaagctaaaaaatctaatttttgcattcac(T)10115 26756793 26756907 TGTTTCTTATTTATACGAGTTCGTCG TGCATGTAAGAGCATTAGAGAAAAA 225

Ad09A7297 Aradu.A09 7297 p2 (CT)7 14 26807538 26807551 ACGCCAGAAATGGCTAAAAA AAGGATGGAGGTGAGTGGTG 216

Ad09A7298 Aradu.A09 7298 c (A)10tcgaaaagaaaaaaagagaaaaagaaaaggaaaacgaaaaaaagagagaaaaagaaaagaaaacg(A)1287 26809068 26809154 TGGTTCATGAATGTTGGCTC TCCCCAATTAGAGGTGTCCA 270

Ad09A7300 Aradu.A09 7300 p2 (CT)20 40 26825212 26825251 AAGGGGTTCTCTTGTTAACCTGT AATGTGAAGGGTATCGCACC 160

Ad09A7303 Aradu.A09 7303 p3 (TCA)6 18 26849819 26849836 GGGGAAGAAGAGGAAGGGTA CATTGTGCTTCAGAAAGGTGA 215

Ad09A7306 Aradu.A09 7306 p2 (TA)7 14 26853022 26853035 TGATAATTAAATGATGGCCAAAAA TGCCGATAGATGTGGAGTCA 237

Ad09A7313 Aradu.A09 7313 p5 (AATAA)5 25 26982654 26982678 TGGAGAAAGGGAGATGATGTG TTGGGTTGACTTGGTCAAAA 240

Ad09A7317 Aradu.A09 7317 p3 (TCT)6 18 27045635 27045652 AAGCAACCAAAATAAAATGTGAA TGATTTCAAGGTTCATGGCA 226

Ad09A7320 Aradu.A09 7320 p3 (TTC)19 57 27137235 27137291 CGAACCTACCCTCTTCCCTC TAAAATATTGCTCGCCCTCG 219

Ad09A7322 Aradu.A09 7322 c (A)10tttattaagtaattgaataaggggatacaaaaaaataataataaaatgaaaaaaaatattaccccaaat(A)1190 27146758 27146847 TTGAAAATTTGGGAAACATGC TTTTGTCCCGTATGCATTGA 173

Ad09A7323 Aradu.A09 7323 p2 (CT)7 14 27149554 27149567 TTAGCACTCAGAGGGCGTTT GGGGAATAGTGGATGGAGGT 186

Ad09A7327 Aradu.A09 7327 p3 (AAT)5 15 27173719 27173733 AATTCCCTTCCTGCCAAAAC TCCCCTGTTTTGTTTTCAGG 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7328 Aradu.A09 7328 p3 (AAT)15 45 27174947 27174991 ACAGTCATCCATGGCAAAGC TGTAAACCCTCACGTTACATGG 268

Ad09A7333 Aradu.A09 7333 p2 (CT)6 12 27224032 27224043 GGTTGTAATGGGGCTAGGGT GCCCTAAAGCAAAATGCAAC 227

Ad09A7334 Aradu.A09 7334 p2 (TA)8 16 27253685 27253700 GACTCACACAGCAAGAAGCAA TTGTCACAAACTCTGCCGTC 181

Ad09A7336 Aradu.A09 7336 p2 (GA)6 12 27280092 27280103 GTTGGTCCCTATTGTTTCGC GTGCAGGGACCCAAATAAAA 133

Ad09A7337 Aradu.A09 7337 p2 (GA)10 20 27322637 27322656 TTGGAAAATTGGAAGCCAAC CCAATCATTACCAGCTGCAC 267

Ad09A7339 Aradu.A09 7339 p3 (ATA)9 27 27325164 27325190 ATCTGAGCTTGATTCGTGGG AAGAAGAAGAGAAAGGGGCG 226

Ad09A7341 Aradu.A09 7341 p3 (TAA)5 15 27327088 27327102 CACCATCTCTGGTGCAAGAA CTGCATGCATGAAAATTCAAC 255

Ad09A7342 Aradu.A09 7342 p2 (TA)7 14 27331433 27331446 TGCGTATTAAATTTTCGGGC ACTCGCTGGACTTGGTTCAT 229

Ad09A7344 Aradu.A09 7344 p3 (TTC)5 15 27342494 27342508 ACTAAAATTGGCATGCGGTC ACATGAAAGCTGCTGTCGAA 160

Ad09A7345 Aradu.A09 7345 p3 (TCA)5 15 27346166 27346180 TCCGCATTACCTTCCTCATC CGACACCACACATCCTCATC 257

Ad09A7346 Aradu.A09 7346 p3 (TAT)8 24 27348473 27348496 TTTCTTCATAATGATTTCCATTCG TTTAATTTCTATATGTGGCCGTACA 278

Ad09A7347 Aradu.A09 7347 p3 (ATA)16 48 27348636 27348683 AACTGATTCCCCACTATTTTCTTG ACATTAATTTATTTATCTTGAACGAGG 264

Ad09A7350 Aradu.A09 7350 p3 (ACA)5 15 27357172 27357186 CATTTGGGGACAACATAGGG TTGCCGTTATTACTGGAGGG 172

Ad09A7354 Aradu.A09 7354 p2 (GT)6 12 27371282 27371293 TTGGGTGGGTTTTGTAGAGC GGCCAAACGGGCTAAAAATA 262

Ad09A7355 Aradu.A09 7355 p2 (AG)7 14 27383290 27383303 ACCAAAAGCAACGTTCACCT CGGACTAGCAGAGAGTTGGG 261

Ad09A7359 Aradu.A09 7359 p3 (GAA)6 18 27416507 27416524 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 230

Ad09A7360 Aradu.A09 7360 p3 (ACA)8 24 27432396 27432419 GGGTTTCTGGACAAGGCATA GCGTCGCTTGATTCATGTAG 221

Ad09A7362 Aradu.A09 7362 c (T)18g(A)22 41 27435064 27435104 TCCAGACGGGGTTGATTTAG AGCTTGGCCATTTGATGTTC 244

Ad09A7365 Aradu.A09 7365 c (T)10aattgagttcttgcaccaa(T)1039 27440561 27440599 GAATCCTGAACGCCATGTTC TGAGTCCCTGCACCAATTTT 254

Ad09A7367 Aradu.A09 7367 p2 (AC)7 14 27450316 27450329 AGACACCCCACCATGGTAAT CGAGGCTAAAATGCAGTGTG 266

Ad09A7369 Aradu.A09 7369 p4 (TTAT)6 24 27474022 27474045 ACCCATCATTCCCACTTTTG GGAATGTATCACGTTTTTAATTCTGA 277

Ad09A7373 Aradu.A09 7373 p3 (CAA)5 15 27484786 27484800 GAGCAAAGCAAGCAGTGACA GATGCCCTTCTTTTCCCTTC 256

Ad09A7374 Aradu.A09 7374 p4 (AATA)5 20 27487922 27487941 TACGACATCGTTTGGGAACA TGCCATTTGTTTAACAGCGA 166

Ad09A7375 Aradu.A09 7375 p2 (GT)6 12 27488446 27488457 TTGGTGATCCAACCCTTTTT CCACATCACCACATCTCCTG 268

Ad09A7377 Aradu.A09 7377 p2 (CT)6 12 27508777 27508788 CATTGAACCTGTGATTTGAAGAA CCAGCATCAATTTCTGGGTT 249

Ad09A7382 Aradu.A09 7382 p2 (CT)6 12 27587623 27587634 GAATGATAAAAACTTCACGGAGG AGAGGCTGCATAGTGGAGGA 188

Ad09A7384 Aradu.A09 7384 c (TC)15cttcccctctcattcttcctcttttctctctctctttcctttccctctctttgtcttc(CT)8104 27596888 27596991 CCACCAGCTTTTCCAACCTA CAAGAATGGAGGATCGAAGG 268

Ad09A7385 Aradu.A09 7385 p2 (AG)7 14 27597330 27597343 CACTCTTTCTCCCCCTTCCT CCCCTTCCCTTGTTTCTCTT 261

Ad09A7386 Aradu.A09 7386 c (GA)8aacaaaatgggagaaatagggaaaagagg(GA)8gggaggaagagagaagggaggagaggagag(GA)6103 27597541 27597643 AAGAGAAACAAGGGAAGGGG CTTCCTTTCCATCTCTCCTCC 270

Ad09A7388 Aradu.A09 7388 c (T)10ag(T)10 22 27601412 27601433 CACCCTTGCCTTTTGGTTTA TGAATGAATGCCTGAACAGTG 226

Ad09A7390 Aradu.A09 7390 c (AG)7aaatcagagttttacatagcagg(GA)853 27628156 27628208 TGAGACGAGAGGGGAAGAGA GGCGATGACTTCTCTGATCG 184

Ad09A7392 Aradu.A09 7392 p3 (AGA)6 18 27634760 27634777 CTAGAGGATTCTCCGGCCTT CTTGGCCGAAACCTACACAT 172

Ad09A7394 Aradu.A09 7394 p2 (TA)8 16 27657627 27657642 CCAAGATCAGAATGCACAGG GTGTTTGGAGGAATGGCAGT 279

Ad09A7395 Aradu.A09 7395 p4 (TTAT)5 20 27670528 27670547 CGTCACTGCCAGGGATTATT TTTCACCAAAGAAACACCCA 209
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Ad09A7397 Aradu.A09 7397 p2 (TC)6 12 27684049 27684060 AACGAGGACTGTGATATTTGGAA CACCTGCGAGTCGCTTATTT 279

Ad09A7398 Aradu.A09 7398 p2 (AT)6 12 27684334 27684345 TTGCTTATTATTAGGTGCATACTTTTT AAAGAGCAACAAAGTGACACAAA 266

Ad09A7401 Aradu.A09 7401 p2 (AT)7 14 27690231 27690244 CGTATGGCATAATACATATGTTAAAAA CCCACTTAGTTCATTCGCAA 245

Ad09A7402 Aradu.A09 7402 c (A)11tgcctgaatgcttgtgtcctgacaacccaattccatttgttgtcaagttctaactactcttttcttttctttttttc(T)1199 27695144 27695242 CCCCGGCTAGTTGAACTTTT GATGGGTGCCTGAACAAGAT 188

Ad09A7404 Aradu.A09 7404 p3 (TTC)5 15 27710997 27711011 TTGGCCGAATACATCTCTCC AGTGGTCTTGATGGGCTTTG 248

Ad09A7405 Aradu.A09 7405 c (T)10cgtaaattc(A)1332 27715987 27716018 TTCAGTTTTCAATTTGCTTTGA CCAGAGTCCCTTTGGACTGA 193

Ad09A7406 Aradu.A09 7406 p3 (TGT)5 15 27726381 27726395 TTTCATCCACCAAGCATCAA ACGACGACGACAACAACAAC 234

Ad09A7408 Aradu.A09 7408 p2 (AG)6 12 27763076 27763087 TTGAAGGGTGAGGTAGGTGG ACGCCAGAAATGGCTAAAAA 244

Ad09A7410 Aradu.A09 7410 p2 (GC)6 12 27771797 27771808 CCCCATACGTTTTCCAGAGA ATGTGCCAAGAGTGCACAAA 175

Ad09A7419 Aradu.A09 7419 p3 (ATC)6 18 27876696 27876713 GGACGAGTCTGAAGAGGCAC AGCAATTTCGAGTTCTTGCG 259

Ad09A7422 Aradu.A09 7422 p2 (AT)10 20 27894273 27894292 CATCGTGATTATCAGCGCAC CATGGAACCACATGGTCGTA 276

Ad09A7423 Aradu.A09 7423 p3 (ATA)12 36 27895116 27895151 CCTGCCTGCTGGAAGATAAA GACCTGACCTTTGGCGAAC 211

Ad09A7428 Aradu.A09 7428 p3 (TTC)5 15 27911505 27911519 TCAACAACCTCTTCGATGCT CAGCAGATGAAAGATCACATCA 136

Ad09A7431 Aradu.A09 7431 p3 (ATT)5 15 27919854 27919868 AGGAAAGTGGAGCGGAAAAT GTGATGAAATCCCGACCATC 279

Ad09A7432 Aradu.A09 7432 p3 (TGG)13 39 27920035 27920073 TGCATTGACTCAGGTGCTTC CGAAACCAACTCCACCACTT 160

Ad09A7435 Aradu.A09 7435 p3 (CCA)5 15 27943894 27943908 CTCTTCGCCCCTTTCTTCTT GGATCAGAGAGATGGTGGGA 150

Ad09A7437 Aradu.A09 7437 p3 (GAA)5 15 27965327 27965341 CGTCCTCGAGCAAAAAGAAA TAATTTCCCCATGCACCATT 268

Ad09A7438 Aradu.A09 7438 p5 (AATAA)5 25 27972255 27972279 GGAAAAGGGGAGATGATGTG GCTTGGTGTTCTTTCTTTTGTTC 263

Ad09A7440 Aradu.A09 7440 p2 (CT)8 16 27984986 27985001 CATCAATCTGGCGTTGAATG AAGGTAGGTGGGGTTTTTGG 269

Ad09A7441 Aradu.A09 7441 p3 (TTC)11 33 27985289 27985321 AGCCAAGCCTACTCCCTCTC CCTTAGGTGCCATCAGTGGT 253

Ad09A7446 Aradu.A09 7446 c (A)10gagtaaaaaaaaagag(T)1036 28018952 28018987 ATACCCATCGACGCGTAAAC CACGTCAAGAAGCACCAAAA 247

Ad09A7447 Aradu.A09 7447 p2 (GT)6 12 28037925 28037936 TCTTCCCCCATTTCCTCTCT GGCCCTTGACCCAAAATAAC 102

Ad09A7448 Aradu.A09 7448 p3 (AAT)5 15 28039321 28039335 ACGAGCTGGACTTGATTCGT TTGCTAAAGTCATCAGAGAGTGC 191

Ad09A7449 Aradu.A09 7449 p3 (ATT)5 15 28040761 28040775 CCAACAAAAAGAGGTTCCGT GGTCCTCTCCAACATAAGCC 280

Ad09A7459 Aradu.A09 7459 c (A)11gttaaagttccagcaaacaactaaacacatttgcagtag(T)1060 28106989 28107048 CCAGGCCGATGGATTAAATA TGGATGCGAATGAATTTCTG 268

Ad09A7462 Aradu.A09 7462 p3 (TTA)12 36 28140813 28140848 AAACCTCCATGTTTGTTGGC CAGCGTCACCCTCATCTACA 274

Ad09A7463 Aradu.A09 7463 p3 (ACC)6 18 28166910 28166927 TGGGGTTGAGAACTTGCTTT TGACCCTCCATCACCATTTT 238

Ad09A7464 Aradu.A09 7464 p2 (AT)9 18 28167413 28167430 TTTCCGTTTAGTCGGGAATG CTCGATTCCAAACCCTTGAA 192

Ad09A7467 Aradu.A09 7467 p3 (AAT)6 18 28176663 28176680 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 182

Ad09A7468 Aradu.A09 7468 p3 (TCT)5 15 28180023 28180037 TCCCACATAGCCGAACCTAC AGGTCTTGATGGCTCTTGGA 257

Ad09A7469 Aradu.A09 7469 p4 (CTAA)5 20 28187028 28187047 ACCGTTTCAACACTCGTTCC GCGCCTCAACCTATAACAGC 278

Ad09A7472 Aradu.A09 7472 p2 (CT)6 12 28193318 28193329 CCAAGACTCACTTGTGACCG TCCCTCCAATTTGCTCTCAC 275

Ad09A7473 Aradu.A09 7473 p3 (AGA)6 18 28196666 28196683 GCTATGCTTTTACCACCCCA AGCCGAATACCCACCTCTCT 114

Ad09A7474 Aradu.A09 7474 p2 (GA)6 12 28199794 28199805 CCCAAACATAAGGGTGAGGA TTTCTTATCTTTTTCAAAACCACC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7475 Aradu.A09 7475 p3 (AGA)6 18 28212679 28212696 ACTCACCCTCGAGCAAAAGA CCCCAAAAACTCTTCACCAA 180

Ad09A7476 Aradu.A09 7476 p2 (GA)6 12 28215796 28215807 CCAAACACAAGGGTGAGGAT TTTCTTATCTTTTTCAAAACCACC 280

Ad09A7477 Aradu.A09 7477 c (A)10g(A)10 21 28225449 28225469 TTGTTGGCTCTTGAAAGAATGA TTTTATTCCTTTGGGCCCTC 255

Ad09A7478 Aradu.A09 7478 p2 (TG)6 12 28239749 28239760 TTTTGGAAAATAAGCTCTCTCACA CGTTTTGCAATCGATTAAAGAGT 267

Ad09A7480 Aradu.A09 7480 p3 (TTA)9 27 28240896 28240922 TGTTGGTGATGGTTAAGGCA AGCCAAACAGGAACACAACA 258

Ad09A7481 Aradu.A09 7481 p3 (ATT)5 15 28241778 28241792 TTGCTCTTGAGAGATTGGGG TAGTGTTGGTGGTGCTTTCG 163

Ad09A7483 Aradu.A09 7483 p3 (AAT)16 48 28246396 28246443 CAAACCAATCTAGCCCTAAGAGG TGGGCATGCATGAAAATATC 227

Ad09A7484 Aradu.A09 7484 p2 (AT)7 14 28255980 28255993 CTTGGGCCTTTTGTGTGTTT TGAGGAAAGAGAAAGTGGTCAGA 182

Ad09A7490 Aradu.A09 7490 c (ATA)6tgataattgttttatatatcacacaaatataaacg(T)1164 28330207 28330270 TAACTAAGAGGAGGCGCCAA TGAGGGTTAACACTACAAAAATCG 261

Ad09A7492 Aradu.A09 7492 p2 (AT)8 16 28333111 28333126 TGAGTTATCCAAACATAAAATCACC GACAACGAAATCTCCTAATAACAAAA 273

Ad09A7494 Aradu.A09 7494 p2 (CT)10 20 28340150 28340169 AGGGCAGATGAAATCAGTGG CTGCCGTTCGTCGTTATCTT 163

Ad09A7499 Aradu.A09 7499 p3 (TAA)8 24 28360994 28361017 AATACGCAGTAAGTCGCCGT GGCGATGTTGGTATTCCACT 176

Ad09A7501 Aradu.A09 7501 p2 (GT)6 12 28369603 28369614 TGTATTCCTCCCTTCCCCTC AAACCGGACTAACTGGACCC 132

Ad09A7502 Aradu.A09 7502 p2 (AT)6 12 28386431 28386442 TTAAAACGCGCAACACTCTG AATGCAGGACGTGAGGTTTC 243

Ad09A7505 Aradu.A09 7505 p2 (AT)9 18 28394420 28394437 TGTTGAGCCACCACTTTTCA TGCTAGAAGGGAACCTGGAA 280

Ad09A7509 Aradu.A09 7509 p3 (AGA)6 18 28410627 28410644 CTAGAGGATTCTCCGGCCTT ACTCCCCCTTCTCCTCCATA 159

Ad09A7512 Aradu.A09 7512 p2 (TC)6 12 28449890 28449901 GTCACTTCAACAACGCGCTA AGATGATTCGCCTCCCTTTT 279

Ad09A7516 Aradu.A09 7516 p2 (AG)8 16 28467068 28467083 TGATGGCAGCAAGATAGGTG TGTGGCAAATGGAGAAACAT 241

Ad09A7517 Aradu.A09 7517 p2 (AT)10 20 28467585 28467604 GTGCGGGTTGAGCTTTAACT TACACCCCTAGGCCAACATT 219

Ad09A7518 Aradu.A09 7518 p2 (AT)12 24 28468077 28468100 CGATCCGATCTGCAAATGT GATCCGTAGATCCGCACAAT 240

Ad09A7520 Aradu.A09 7520 p2 (AT)7 14 28472047 28472060 CATTAGGCGTTAATGTGCCA CCCTAGCGTAGTGCCATGTT 144

Ad09A7521 Aradu.A09 7521 p4 (ATAC)7 28 28476091 28476118 TTGCATGTTGGTTAACAAGGAG ATGACGTATGATCGTGCGAA 209

Ad09A7525 Aradu.A09 7525 c (A)10gaaagagaaaaacg(A)1034 28512312 28512345 TTGTTGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 243

Ad09A7528 Aradu.A09 7528 p5 (AAAAT)5 25 28568075 28568099 TGTGGTGGCAATACCTTTTGT CACCCTTGCCTTTTGGTTTA 267

Ad09A7529 Aradu.A09 7529 c (TC)7ttatttctttgattcatg(GT)1256 28578763 28578818 ATGACAGCAGCAGCTCAGTG CCCAACTCCCTTTCACACTC 210

Ad09A7531 Aradu.A09 7531 p2 (AT)7 14 28591650 28591663 CACGTAAAGGGTGGTTGATG TTTTTGCATCAAACTTGTCATT 235

Ad09A7532 Aradu.A09 7532 c (ATA)11(ATC)10 63 28598260 28598322 TGGTCATCACTTTTAACCATCAA TGAAATTTAAAAAGTGGTTGGTACAC 277

Ad09A7534 Aradu.A09 7534 p2 (TA)6 12 28605120 28605131 AAGGAGTTTAAAAACGGGGG AACGACCGTAGTCTGCTTGG 110

Ad09A7536 Aradu.A09 7536 c (A)10gaaag(A)13 28 28611835 28611862 GGAAAACTCCAGCTTAGGCA GTTGGTTCAACTGACTGCGT 280

Ad09A7542 Aradu.A09 7542 p3 (ACC)6 18 28620023 28620040 TCGAACACACTTTTTCTTCTTTTG AACATCCGTCGCTAAATTCG 212

Ad09A7543 Aradu.A09 7543 p2 (AC)6 12 28625052 28625063 GAAATGGAAAACCGGGAGTT GCAAATTGGAGCACCGTAAC 259

Ad09A7544 Aradu.A09 7544 p2 (AC)11 22 28628623 28628644 CATGTGCAAAAAGAGCGAAA TTTGCACGTATGCGTGTTTT 278

Ad09A7545 Aradu.A09 7545 p2 (AC)18 36 28628957 28628992 CACGTGCTAAATGAGCGAAA CTTGCTTTGCACGTTTGTGT 219

Ad09A7546 Aradu.A09 7546 c (AC)8gtgcggaacgagcgaaagacacacacatgcaaaacggccgaaaaacacacacgtgtgaaactagcaaaaaacgcaaaaa(AC)10atacacgtgagaaacgagcgaaaaacaccaaaaaca(AC)7165 28630349 28630513 TCTTGTTGAGACAGAGAATTGATG TTGTGATTGTGACTCTGGTGG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7547 Aradu.A09 7547 p2 (AC)7 14 28630858 28630871 TGAACGAAAAACTCGCACAC GTATTTTTCGCTCGTTTCGC 174

Ad09A7548 Aradu.A09 7548 p2 (AC)6 12 28631594 28631605 GAAACAAGCGAAAAACTCGC CGTTTCTCACGTGTGTGCTT 272

Ad09A7549 Aradu.A09 7549 c (AC)8gtgcgaaacgagtgaaaaacacccatgtccgagatgaacgaaacacacaaaaaaatacacagacacgtgcgaaataagcgaaaa(AC)6atgcgaaacaaagaaaaacacactctcacacacgtgcgaaacgagtgaaaaacacccatgtctgaaaagaacgaaacacaaaaaa(AC)7211 28631785 28631995 CAAACACATGTGAAAAGAGCG ACGTGTGTGTCTTTCGCTTG 279

Ad09A7550 Aradu.A09 7550 p2 (AC)6 12 28632154 28632165 ACAAGCGAAAGACACACACG TTTTCGCTAGTTTCACACGC 255

Ad09A7551 Aradu.A09 7551 p2 (AC)15 30 28632272 28632301 CACACACACCCACATACACG GTATTTTTCGCTCGTTTCGC 261

Ad09A7552 Aradu.A09 7552 p2 (CA)6 12 28633758 28633769 CAAGGACACATGTGAAACGG TGTCGCTCGTTTTGTACCTG 166

Ad09A7553 Aradu.A09 7553 p2 (AC)6 12 28635671 28635682 ACGAAACGAGCGAAAAACAT CGTTTCTCACGTGTGTGCTT 234

Ad09A7554 Aradu.A09 7554 p2 (AC)8 16 28637089 28637104 CGTGTGAAACTCGTGGAAAA GTATGCGTGTTTTTCGCTCA 122

Ad09A7560 Aradu.A09 7560 p2 (TC)16 32 28652532 28652563 CTCTGTAAAAGCCTCGTCGG AGGACCTGACATTGGTGGAG 270

Ad09A7563 Aradu.A09 7563 p2 (AG)6 12 28679863 28679874 GAGGGATAAAATCCGTCGGT TTGAACCTGGAATTGAAAAGAAA 199

Ad09A7567 Aradu.A09 7567 p2 (GT)7 14 28711232 28711245 GGCTCACGTTTCTGAAGACC CGATAAGCGAAAACATTCCAA 200

Ad09A7574 Aradu.A09 7574 p3 (TAA)7 21 28742098 28742118 CATGCATCACACATCACCAA TGGTTTGTTTTCACCCCAAT 263

Ad09A7577 Aradu.A09 7577 p2 (AT)8 16 28752604 28752619 CATCATGGAGGGCTTCCTTA TTCAATCCCTTTTCAGGTCG 273

Ad09A7578 Aradu.A09 7578 p2 (TA)9 18 28753003 28753020 CTTAAACTCGTTCAAGCGGC AAGGGGGTTGGATAGCATTC 215

Ad09A7580 Aradu.A09 7580 p3 (ATA)17 51 28759920 28759970 TTTTTGTTTAGATTTGTAACGTGATTT AGCTGCCATTACTATTGCTGTT 264

Ad09A7581 Aradu.A09 7581 p3 (GAA)5 15 28763290 28763304 GCGAAAGTGAAGGAAGTTGC TTTGCGGTAAATTTGGGTGT 199

Ad09A7582 Aradu.A09 7582 p3 (AAG)5 15 28763687 28763701 TTTTTCCCTTATTTCTTTCTTTCTTTT TTCCCCATCCTCATCTTCTG 257

Ad09A7583 Aradu.A09 7583 p2 (GA)6 12 28776083 28776094 GGAGGGTTGAGTGCGTGTAT AGTCCTTGACCCCTCAGGAT 251

Ad09A7584 Aradu.A09 7584 p3 (AAG)5 15 28781684 28781698 TAAAATATTGCTCGCCCTCG TTCAAAAATCTTTCGCACCC 215

Ad09A7587 Aradu.A09 7587 c (A)10gaagaagaag(A)1030 28806649 28806678 CAAATTCTCTTTCCCACCCA AGGTGGAAGCTTTTGCCTTC 251

Ad09A7589 Aradu.A09 7589 p2 (AT)6 12 28819405 28819416 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 231

Ad09A7590 Aradu.A09 7590 p2 (AT)8 16 28825169 28825184 GCCTCCCCACACTTAAACAA CCCATCTCAATTGTAAAGGCA 260

Ad09A7598 Aradu.A09 7598 p2 (CT)24 48 28896454 28896501 TCTTGATCATTCGTCCAACG TGCTTGGAGTTGAGCTGTGA 277

Ad09A7599 Aradu.A09 7599 p2 (TA)9 18 28909334 28909351 GGAGCATTTTGTCCCCTTTT GGGAACATTGGTTGGGATAA 279

Ad09A7601 Aradu.A09 7601 p2 (TC)6 12 28924172 28924183 TTTTTGACCCAGATCCAAGC CAAAACAAGAAGAAATCGTAAATCC 164

Ad09A7602 Aradu.A09 7602 p2 (TC)6 12 28941131 28941142 TTCATAGAATACGCCCCCAG TCAAAACAAGAAGAAATCCTAAATCC 201

Ad09A7603 Aradu.A09 7603 p2 (AT)9 18 28943821 28943838 CAATGTGTTTGTTTTTGGGC ACTCTGTTGCCATCGGTCTC 182

Ad09A7604 Aradu.A09 7604 p2 (TA)11 22 28950688 28950709 TCATCAGTTGTAGCAACCCG GAGGAGGAACGACGTGATTT 244

Ad09A7605 Aradu.A09 7605 p3 (TTC)20 60 28950833 28950892 AAATCACGTCGTTCCTCCTC TGCAGCAACAACAATAGCAA 164

Ad09A7607 Aradu.A09 7607 c (GAT)5g(TGA)10aa(AAG)563 28951675 28951737 GAATGTAGGTTCATCCTCTTCCA TCCTCCTCCACATCTTCTGC 241

Ad09A7608 Aradu.A09 7608 p3 (AAG)10 30 28952106 28952135 TTTGCAGCATTATGTGTTTCTTC TTCAAAAATCTTCCTCTTTTTCTTC 201

Ad09A7612 Aradu.A09 7612 p2 (GA)6 12 28962236 28962247 ACGACAGACCATTGGTGACA CCCAATCATCTCCCTAACCA 202

Ad09A7614 Aradu.A09 7614 p4 (TAGT)8 32 28978913 28978944 TCCTATTTTAATCCATGTAGAACGAA TTCAATTTCAGGGACATCCT 216

Ad09A7615 Aradu.A09 7615 p3 (TTC)5 15 28987549 28987563 CTCTCTTCTTTTTCAAAACTTGCT ATGGAAGAAGGGAGAAGGGA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7616 Aradu.A09 7616 p3 (AGA)6 18 28992600 28992617 TTTTGGATGTCTCTGGCCTT TAAATGGCCGAACCTACACC 257

Ad09A7617 Aradu.A09 7617 p3 (TTC)5 15 29000375 29000389 ACACTCATAAGCCCCACGAC CAACCTTGGGTGCCATAAGT 172

Ad09A7618 Aradu.A09 7618 p3 (AAT)5 15 29004330 29004344 CCCTTCAATGGAAGAGGTGA TGGTTGCTAAGTCAGAGTGGC 229

Ad09A7622 Aradu.A09 7622 p2 (AT)8 16 29035294 29035309 TTGCATGTTTTTCTCTTTCATCA TTCCAGGAATCATGCAATGT 279

Ad09A7631 Aradu.A09 7631 p3 (TTC)6 18 29212637 29212654 CCTATACCTTGGCCGAAACA TAAAATATTGCTCGCCCTCG 101

Ad09A7636 Aradu.A09 7636 c* (A)14(AAG)5* 27 29277518 29277544 GAAAATTCAAATCCATTCCTTTGT AGTATGGGCGATTCCTTCCT 177

Ad09A7639 Aradu.A09 7639 p3 (AGA)7 21 29287148 29287168 AAGGGAGCAGCAAGAGTCAA ACGTGCACCTGTACCAACCT 194

Ad09A7641 Aradu.A09 7641 p2 (AT)12 24 29291046 29291069 GGCTTGAACAAGCAACGACT TTTTTGCTTACTGTTATATAATGCCA 252

Ad09A7647 Aradu.A09 7647 p2 (AC)6 12 29315318 29315329 ACCCCACACCATCCTAAACC TCCCTCCCCTCTTCTCTCTC 164

Ad09A7648 Aradu.A09 7648 p2 (TA)7 14 29319857 29319870 GCTTCCTAGCCATCCATCCT CGGGAGAAGTGAATGGAAAA 277

Ad09A7649 Aradu.A09 7649 p3 (TAT)5 15 29322842 29322856 CCTACCCGCACCCTAAAGTT TTGTCCACACGACTTAACAAATG 280

Ad09A7651 Aradu.A09 7651 p2 (AT)7 14 29327379 29327392 TCAAACCTCTGTCAATACCAAAAA AGCAAGTATATTACGACGATTCTATCT 279

Ad09A7652 Aradu.A09 7652 c (AAT)8atatttgatctttaaaagattaacgtcatgtttaatgctataacattcgt(TAA)692 29328081 29328172 TGGTTGATGTTATAATTATTTTGGTTT CAACAATTTAGGGTTTCTTTCTTTTT 200

Ad09A7653 Aradu.A09 7653 p2 (AG)6 12 29328358 29328369 AAAAAGAAAGAAACCCTAAATTGTTG GCCTTACGTACAACACACAAGC 258

Ad09A7654 Aradu.A09 7654 p3 (AAT)5 15 29332250 29332264 ATCTTGCACTATCCGCAAGG TGATGAAAATTCCACCACTCA 240

Ad09A7655 Aradu.A09 7655 p2 (AG)6 12 29333239 29333250 AGAGCTTCGTGATGATAACGTG CCTTACGTACAACACACAAGCAA 256

Ad09A7656 Aradu.A09 7656 c (T)11aatga(T)10 26 29335813 29335838 CATCACCGTTCACCAGTTTG TTGTACAGAATCCCCTTGCC 270

Ad09A7661 Aradu.A09 7661 c (ATAC)5gtacatacaaactaatcacaacacttc(AAT)871 29339318 29339388 CCTTCAGATGTTTGGAAGCC TCAATGGCTATGCCTACTTCAA 276

Ad09A7663 Aradu.A09 7663 p3 (CCT)7 21 29353791 29353811 GGCATTCTTCCTCCTCCTCT GTGGTTTCGAATGGAAGCAT 279

Ad09A7664 Aradu.A09 7664 p2 (AT)7 14 29360368 29360381 CTGTCGCTCTAGCTCCTGCT TTTACATCGAAAATAACAATCTGTG 232

Ad09A7667 Aradu.A09 7667 p2 (GA)6 12 29366801 29366812 AGTGTGCGTTGGGAAAGAAG AAACCACCCCCAAAGTTTTC 248

Ad09A7668 Aradu.A09 7668 p3 (AAT)7 21 29368482 29368502 ATAGTCCCAACCACCACTGC TTTACCGGTTCCTTGTGAGG 252

Ad09A7669 Aradu.A09 7669 p2 (AG)16 32 29369934 29369965 CGATCCCCTGTATGTGTGTG CCACCATCAAGAGAGCACAA 235

Ad09A7671 Aradu.A09 7671 p3 (AAC)5 15 29371204 29371218 AGCTTCTTGAGTCGAAACCAA TGGATGTCCCATATCCCAAT 278

Ad09A7674 Aradu.A09 7674 p4 (TTAG)6 24 29438340 29438363 GAACGACCCGAGGTTCAATA TGCAATTAGGAATAGGTGGCA 217

Ad09A7677 Aradu.A09 7677 p2 (TA)6 12 29495027 29495038 GGTGAGGTAGGTGGGGTTTT CGTTAAATGCCAGAATTGGG 276

Ad09A7678 Aradu.A09 7678 p3 (TGA)5 15 29500737 29500751 TCCAGGGTCATCTTGTAGGC GACCGACTTCAACTACCGGA 234

Ad09A7679 Aradu.A09 7679 p3 (GAA)5 15 29521092 29521106 CAACAGAGCTCCCTAACCCA AAAGCTGAGCCCACTGAAGA 279

Ad09A7681 Aradu.A09 7681 p3 (TCT)8 24 29559277 29559300 ACACACTACCCCCTCTCCCT TTAGGTGCCATTGATGGTGA 235

Ad09A7683 Aradu.A09 7683 p2 (CT)8 16 29588540 29588555 AAACCACCTAACCACTTTTCCA GAGATTCCTTGAGGTGTCAGAAA 257

Ad09A7686 Aradu.A09 7686 p2 (AT)6 12 29604530 29604541 TCGAAAATCCTCACCCAAAA CCATGATGGAGAAAGGGAGA 134

Ad09A7690 Aradu.A09 7690 p5 (TTCTT)5 25 29656389 29656413 TCCTTCTCCCTTCTTCCTCC ACGATTTGCAACAATCCACA 246

Ad09A7691 Aradu.A09 7691 p6 (AGAAAA)5 30 29661947 29661976 TGGAGAAAGTTGAATTTGGAA TACTTTGGGGCATTTTGTCC 224

Ad09A7692 Aradu.A09 7692 p3 (TGA)6 18 29674315 29674332 GAGCTCGACCTCTCCCTTTT CAGTATCTCGGGGTGAAGGA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7695 Aradu.A09 7695 p2 (TC)6 12 29707356 29707367 CCAAAAGGTTACCAGCCAAA TACGATCAGTAGTGTGCCCG 227

Ad09A7697 Aradu.A09 7697 p2 (TA)8 16 29715353 29715368 TAGTCTGCCTTACCTTCGCA GCATAGTCAATCCGTCCCTC 215

Ad09A7700 Aradu.A09 7700 p3 (TTG)5 15 29737965 29737979 ATGGAGAACACAAACCCAGC TTTCATAATTGAGAGGGCGG 255

Ad09A7701 Aradu.A09 7701 p3 (TGA)6 18 29771459 29771476 ATTGCCAAGCTTCCTCTGAA TTGGACCAATGAACCAGTGA 256

Ad09A7704 Aradu.A09 7704 p3 (AAT)6 18 29775533 29775550 TGGTGTGCTGAAGTGAAACC CTGCAAAACAGTTGGCTCTG 280

Ad09A7705 Aradu.A09 7705 p2 (CT)19 38 29778506 29778543 CAAGATGCCATAGACAGCAAGA TTGCTGATATGGTGAACCGA 173

Ad09A7707 Aradu.A09 7707 p2 (TA)7 14 29785347 29785360 TCCAGTATCTCCATTAAAAATTCG TGCTATCATTTGATACCTGCAAA 205

Ad09A7709 Aradu.A09 7709 p6 (CTCTCC)5 30 29792120 29792149 CTAGAAAGCCCCATGGAGTG TTCTTTCTTCAAATGTCTAAAACATAA 265

Ad09A7711 Aradu.A09 7711 c (CTT)10tttggactgattcttcttgttctttttggacaattgatccttcttcttctttttctgtttttgatcagg(TCT)5114 29796619 29796732 AACCGTACAACCACCACCAT GGGAAAACGAAGGAAGAAGC 229

Ad09A7724 Aradu.A09 7724 p4 (ATTT)5 20 29856793 29856812 TCCAAACCACAAGTTAATGCC TGTGGTTCCTCTCTCTTTACCC 224

Ad09A7732 Aradu.A09 7732 p2 (AG)21 42 29869564 29869605 TGCAGAGGTGCAAATTACAGA TTTCATGATTGGATGTGCGT 236

Ad09A7734 Aradu.A09 7734 p3 (TTA)6 18 29887562 29887579 TGCGATAATTTGAAATGAGTGA CGATTGGCCTTAGCACTTTT 280

Ad09A7735 Aradu.A09 7735 p3 (TTC)5 15 29899026 29899040 CGAACCCTACCCCTCTCTTC GCAATGCTTTTACCACACCA 200

Ad09A7739 Aradu.A09 7739 p2 (AG)15 30 29915687 29915716 TCGACGACCCACTTCCTTAC GTTCGGTTCCCTCTCCTGAT 164

Ad09A7742 Aradu.A09 7742 c (GAA)5aagca(T)13gttcaaaatgacgtcgcattcttttttctttttcttttcttaaa(T)1087 29926299 29926385 TGCTGTTTAAGTGGATTCATGC CCCGAACTTGTACTTCGAGA 278

Ad09A7744 Aradu.A09 7744 p3 (AAC)7 21 29935470 29935490 GCAGAAGTAGGAGCAGGAACA AAGAGAAGGAGGGTGGTTCG 240

Ad09A7746 Aradu.A09 7746 p3 (TTG)7 21 29942339 29942359 TCACTTATAGCCGACCCCAC CACACAAGCTGCTCCAGGTA 156

Ad09A7756 Aradu.A09 7756 c (T)11gcaaactctgactttaagatatagtaattgcagaaataaaaattcaataagaatttttgag(T)10ggactctaaagtaaatttgtaaaaattg(A)11121 30015685 30015805 TGAAAAAGCTTGAAAAAGAATATTGA CGTGTCTTTTCTTATCCTTTCG 280

Ad09A7759 Aradu.A09 7759 p3 (TTC)5 15 30056773 30056787 TTGTGCATTTCGCACAATTT GAGAGAGGGTGGTGGTCGTA 254

Ad09A7762 Aradu.A09 7762 p3 (CGC)5 15 30069086 30069100 CCAGTTCTAATGGCAACGCT ACGTCGCCAGAAATCAAGAC 234

Ad09A7763 Aradu.A09 7763 p4 (ATTA)5 20 30071336 30071355 ACCAGCAAGATCCAAACACC CTGCCTCTGCTTCTTTGCTT 248

Ad09A7764 Aradu.A09 7764 p2 (AT)13 26 30071765 30071790 TGAGGGTGTCGATGATCAAA GTGCTCTTGCTTCTCTGGCT 273

Ad09A7766 Aradu.A09 7766 p3 (TTC)5 15 30073489 30073503 ATTCACCTGCCCAGACAGAG TTCAAATGATTGTTTGGCGA 100

Ad09A7768 Aradu.A09 7768 p3 (CAA)5 15 30080081 30080095 CCGTGTCGTGTCATGTCTGT GCAGTGACGATCGCATTAAG 141

Ad09A7769 Aradu.A09 7769 c (T)11cgtagggaagaagagaagtaattaatcacagaattttccccgtattttgtg(T)1072 30082440 30082511 TCTTAAATTTCAAATGACGATTTTT TTGCCTGGTAACACGACAAG 261

Ad09A7771 Aradu.A09 7771 c (A)10cttatttgtaatgtacctatttatagagaaaaatttgctaccaaaaagttgatattcatatttgaacttgaatttgtccataaattctaatttgatac(T)10atctattttctaattcaacaagtgt(ACA)7164 30084531 30084694 CCGATAAAACCTACACATTTTCG CCCACATAGTGGGATAAGGC 274

Ad09A7772 Aradu.A09 7772 p3 (TAA)7 21 30088859 30088879 CAAAGGAGAGCTCGCATATTTT AACTGCCTGTGACATGGAATAA 226

Ad09A7777 Aradu.A09 7777 p2 (AT)6 12 30163913 30163924 CTCCATTAATACAGCATGCCA GAGAAGGTGGACACGGACAT 254

Ad09A7778 Aradu.A09 7778 p2 (AT)8 16 30168109 30168124 TTTCAAAAATCTTTTTCATTGCTTT TCAGCACAAGAATGTGGGTT 254

Ad09A7781 Aradu.A09 7781 p3 (TGC)6 18 30175772 30175789 TCAGACGAGGGTAGTGGAGG GGAGGTTGACTTGGCTGTGT 241

Ad09A7786 Aradu.A09 7786 p2 (TA)6 12 30201135 30201146 CGCTTCCGCATTCAAGTATT GAAGTATCAGGGGTGGCAAA 171

Ad09A7791 Aradu.A09 7791 p2 (TA)6 12 30208173 30208184 TTATCCAAAAGCCAGCAACC TGAAGCATTTGATTAGTTCCAAA 269

Ad09A7796 Aradu.A09 7796 p2 (AT)7 14 30230111 30230124 CCATGATGGAGAAAGGGAGT TGTGGTTTTTCTCTTTCCTCTTTT 277

Ad09A7798 Aradu.A09 7798 p3 (TCT)6 18 30263361 30263378 TCGTGAATGTGGCGTTAAAA TGGTGAGTTACATGACCAATGA 239
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Ad09A7800 Aradu.A09 7800 p2 (TG)7 14 30279681 30279694 CGATCCTCTGTGATGAACCA GCACACACCCACAAATTCAA 275

Ad09A7803 Aradu.A09 7803 p2 (GC)6 12 30337973 30337984 TGATGGAATACCCCTTTGCT AGCCAAAGAATTGAACTCGC 241

Ad09A7808 Aradu.A09 7808 p3 (AAT)18 54 30357166 30357219 CAATGGCCTTCCATTTCCTA ATTGGGCAAAGTGTTTTTCG 136

Ad09A7810 Aradu.A09 7810 p3 (AAT)5 15 30360641 30360655 CACGAGAATGACAGAGGAAGAG CTTGCTTGGGCGGTTTATT 279

Ad09A7814 Aradu.A09 7814 p3 (ATT)5 15 30363842 30363856 GATGACGAGGTGGAAGGAAA ATTGGAGCATGGTCATCACA 165

Ad09A7819 Aradu.A09 7819 p2 (GA)8 16 30405773 30405788 TGAAAATGAAAGGTAAAAGATACAAAA CGGTAAAATTAGCTTTCTAAGATTTCA 237

Ad09A7820 Aradu.A09 7820 p5 (ATAAA)5 25 30412652 30412676 GGGTTAGCATATGACCCCAG TCGAAAATCCTCACCCAAAA 196

Ad09A7821 Aradu.A09 7821 p2 (AT)9 18 30418076 30418093 CGACTCACGGAGTTTAAGCC TGTTTTTCAGATGCAGGTCG 247

Ad09A7824 Aradu.A09 7824 p2 (AT)8 16 30428440 30428455 CTTGGGGCAAAAACTGTGAT CCACAAGGTTTCACCAGAAAA 192

Ad09A7825 Aradu.A09 7825 c (TAT)6tgaagtgttgtgattggtt(TGTA)661 30428700 30428760 GGCGATGTTGGTATTCCACT AAGTCCCATGTCGTCGAGTC 253

Ad09A7827 Aradu.A09 7827 p3 (ACA)5 15 30437305 30437319 CAGAACAAGACTCGCAGCAG TTGAACTGCAATTTCTGTGTGAT 248

Ad09A7829 Aradu.A09 7829 p2 (TA)6 12 30445217 30445228 TCTTGTGTTCTCCACTCCACA CCTCGGATCTTAAGCAAGGA 258

Ad09A7833 Aradu.A09 7833 p2 (CT)13 26 30470850 30470875 TGAACCTGGAGCTCAGAAGAA GCCCAGATCCATATCCAAGA 245

Ad09A7838 Aradu.A09 7838 p2 (CT)8 16 30498637 30498652 GGACATAAGTACCTGCCCCA ACGGACTTGAGAGGCAGAAA 213

Ad09A7840 Aradu.A09 7840 p2 (GT)6 12 30538831 30538842 TGGCAGAATGAGAGGAGCTT ACATGGGCCAAACCTACAAC 276

Ad09A7841 Aradu.A09 7841 p2 (TA)13 26 30549005 30549030 TCCTTAAATCCATCTTAATTCACTCA TGCTTAAGTGTCACCATCACAA 255

Ad09A7843 Aradu.A09 7843 p3 (AAT)13 39 30562140 30562178 TTCATCGTGATTCGTGCAAT AGTTTATGATGAAATTGTTAGCATGT 250

Ad09A7845 Aradu.A09 7845 p3 (GAT)5 15 30565761 30565775 CAAGTGATCAACGGTGGCTA TGCCGATCAACATCTTTGAA 273

Ad09A7846 Aradu.A09 7846 p2 (CT)6 12 30566103 30566114 TCCAATGTCGTCGTGAAGAA GTGGCCATTTGTAAAGAGCG 278

Ad09A7851 Aradu.A09 7851 p2 (CA)6 12 30611199 30611210 CCTACGGCTCTTCTCCTCCT AAAACAAAAGCACCAAAATATAAGG 240

Ad09A7852 Aradu.A09 7852 p2 (TA)6 12 30635463 30635474 AAATGTGGATTCAACCGCAG GGCTTGCCTAACTCTATGCG 208

Ad09A7853 Aradu.A09 7853 p3 (GAA)6 18 30637127 30637144 TGTTCACGACGAAGAGGAAG TGGTGATGAATCCTTTGGTG 226

Ad09A7858 Aradu.A09 7858 p2 (TA)10 20 30662677 30662696 CCTAACTTATTTGTGGGCAATACA GAAAATTTTACTTTAAAACAGTTGGAC 280

Ad09A7864 Aradu.A09 7864 p2 (AT)6 12 30693864 30693875 AACAATTGAAGGGACACCAAA TCATTAGTTTCGAAAAATTGCAT 226

Ad09A7870 Aradu.A09 7870 p3 (AGG)5 15 30730749 30730763 AGTGGGCCAGCTGAGTAAGA CAGAGCTCATGAATGGCAGA 275

Ad09A7875 Aradu.A09 7875 p3 (AGA)5 15 30780562 30780576 TCCCTCGCTTATGCTGTTCT GGCCAAAGGAGTGACTTTGA 169

Ad09A7876 Aradu.A09 7876 p4 (AATA)5 20 30783813 30783832 TGCCTTTTTCCTTGTTCCTG TGAAATTCTTCCCCTCTCCTC 235

Ad09A7879 Aradu.A09 7879 p3 (AAT)6 18 30813681 30813698 TAATGTCCTTCGGCCATTTT ATATCAATTTTCGAGGGCGA 247

Ad09A7882 Aradu.A09 7882 c (T)10catctttttttcgtt(ATC)540 30823360 30823399 TTAACGGTGAGTGTTTGGCA TGTCTGGTATGGTGGTGGTG 206

Ad09A7883 Aradu.A09 7883 p3 (ATG)5 15 30823924 30823938 CCAAATAAACCGAAAATTGTTCAT TTCGTCCCTTCCTTCCTTTT 236

Ad09A7884 Aradu.A09 7884 p2 (CA)6 12 30827666 30827677 TATTAAGCCATGCCTGACCC TCGAAAAATGCAAGATGCAC 225

Ad09A7885 Aradu.A09 7885 p2 (AT)7 14 30831340 30831353 TCAGTTGCAAGGAACTGCAT CCATGCGACTGTTTGTGAAA 278

Ad09A7887 Aradu.A09 7887 c* (T)10(TCA)5*cca(TCT)542 30833426 30833467 TTTCTCTCTCATCTTTTGCTGC TGCTGCATTTTCTTCTTCTTCTT 275

Ad09A7888 Aradu.A09 7888 p3 (AAG)5 15 30833647 30833661 TGCTACAAAATTACTTGGAAGATGA TGATGGTGATGATGATGGAAA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7893 Aradu.A09 7893 p3 (TTC)5 15 30866624 30866638 TGCTTGTGGGTTGTTACAAAT CACATGGCATGCATGATAGA 111

Ad09A7898 Aradu.A09 7898 p3 (TTC)5 15 30941287 30941301 AATTACACCCACTCCCCTCC TAAAATATTGCTCGCCCTCG 173

Ad09A7899 Aradu.A09 7899 p2 (AG)21 42 30950479 30950520 TTGTTGTTCATGAATGTTGGC TTGGCTTTTTCTGCTTGCTT 178

Ad09A7903 Aradu.A09 7903 p2 (AT)7 14 30989146 30989159 CCACGCAAAAATCCTCTCAT AAAGCGAGAGGGGTGAGAAT 202

Ad09A7905 Aradu.A09 7905 p4 (CAAA)5 20 31000671 31000690 GCGTCATACAAGGAAGGGAA TGTGAATTTTGCATGTCGGT 270

Ad09A7910 Aradu.A09 7910 p3 (AGT)6 18 31056146 31056163 GGTTGTGGTTCGTTCCACTT CCACAACCCCCTTGCTACTA 179

Ad09A7914 Aradu.A09 7914 p2 (TA)7 14 31070591 31070604 TCAATATGCGGGACATGGTA CGCTTGAAACAGCATAGCAA 268

Ad09A7916 Aradu.A09 7916 p3 (ATT)14 42 31071383 31071424 GTGAAGAAAAAGGAACGCGA TACACACGAAATCGTCCCAC 169

Ad09A7919 Aradu.A09 7919 p3 (GAA)5 15 31078960 31078974 GTGCATGGACTTCACGTTTG TCATGGACCTGAATGCAAAA 175

Ad09A7920 Aradu.A09 7920 p3 (TCA)5 15 31083150 31083164 CCCTCGGTAGAAGAAGGAGG CCCTTCCTTATGGCATGTTC 213

Ad09A7921 Aradu.A09 7921 p2 (TA)15 30 31090199 31090228 TTACCTCTCTGTTGTGTGGTTTT TGGTGTGTTGTGAAATTGAGG 207

Ad09A7925 Aradu.A09 7925 p3 (AGA)7 21 31117385 31117405 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 205

Ad09A7926 Aradu.A09 7926 p4 (TTTA)5 20 31127974 31127993 TCATCAGTCGCGTGACTCTC GTGCTAGGTGGGAGACAACC 269

Ad09A7927 Aradu.A09 7927 p2 (CT)7 14 31131028 31131041 TGAACCTGGAACTCAGAAGAAA CCCAGTTTCAAGCCCATAAA 213

Ad09A7929 Aradu.A09 7929 p2 (GT)6 12 31133368 31133379 CCATATGGCCAACCCTTACA ACAAATTCCCCCACACTTGA 179

Ad09A7931 Aradu.A09 7931 p3 (TTA)5 15 31158537 31158551 CGTTGACCAATTCCAAACCT AAGTGGTGGTTTCTATGGCG 103

Ad09A7932 Aradu.A09 7932 p3 (TGT)5 15 31158967 31158981 GGGTGTGGGTGATCTCCTTT CCGTGACCTTGATACGGAGT 230

Ad09A7933 Aradu.A09 7933 p3 (GTG)9 27 31159137 31159163 AGGATCATTTTTGGAGCGAC CGTAAGAATTCCATCCATCTTTTT 274

Ad09A7935 Aradu.A09 7935 c (TC)8cccatatatcttccaacagcattattttggcgcattcttcaacaaacaatg(A)1077 31163012 31163088 TCAAAGAGATAATTGGATGTGTCA ATCATTGCCCTCCTTCACTG 269

Ad09A7936 Aradu.A09 7936 c (TC)11tt(TC)11 46 31164440 31164485 TGATGAGGCAACAACCAAGA TTCTTGTGCCAACCCTCTCT 250

Ad09A7938 Aradu.A09 7938 p2 (TA)6 12 31168815 31168826 TCAAACAAATGCAGCATAAGG ACGATTTGACCGAATTTTACA 266

Ad09A7939 Aradu.A09 7939 p3 (ATC)26 78 31176784 31176861 GGTGAGTGGAATATAACATTCTGG TTGTTCCTTAGAGGCTTCGG 267

Ad09A7940 Aradu.A09 7940 p3 (TAG)5 15 31186949 31186963 CCCAAAACACAGGTTGTTGA AAAAGTGTTGCCACCACAAA 269

Ad09A7941 Aradu.A09 7941 p2 (AT)7 14 31213537 31213550 AACCTTTACACGTGATCGCC CATTAAGGGTGGGTTGCTGT 140

Ad09A7951 Aradu.A09 7951 p2 (AT)9 18 31265295 31265312 TTGAGCTTCACTTTGGGACA AGAACCTTGGGACATTGGGT 271

Ad09A7953 Aradu.A09 7953 p2 (AT)6 12 31271633 31271644 CAAAATCAAGCTCCAGCACA CCTTTGTGGCCATAGCAGTT 278

Ad09A7954 Aradu.A09 7954 p2 (TC)7 14 31273881 31273894 TTCTTGCGACACAGTTCGAC CCGAAAGCATTTGGAGAAAG 256

Ad09A7957 Aradu.A09 7957 p3 (ATT)7 21 31295177 31295197 TTAAAAGCGCTCACGAAGGT CGTCTTTCATTTCTTTCCTTTCA 208

Ad09A7960 Aradu.A09 7960 p3 (ATT)6 18 31314209 31314226 ATATGATGCCTCACAGCCCA CCATCCAAATGATCAAACCC 194

Ad09A7961 Aradu.A09 7961 p3 (TAT)5 15 31315659 31315673 TGAATCAATTAGAATCTCATCCAAA TGATCACACACTAACGAATGTTCT 221

Ad09A7963 Aradu.A09 7963 p2 (AT)11 22 31316403 31316424 ATGGCAATCGCAGGTAAAAA TGGTCTTTGTTGGATGAATGA 206

Ad09A7964 Aradu.A09 7964 p3 (TAA)7 21 31318143 31318163 CATAATACATGCGATATGTTTTTGTA CATTCAAATTACATGTTATGATTGTCA 277

Ad09A7966 Aradu.A09 7966 p3 (AGA)5 15 31332711 31332725 TAAACCGGTTCAAGTCTGCC GGTGAATAGTGCTCATGGGG 276

Ad09A7967 Aradu.A09 7967 p2 (TA)10 20 31335620 31335639 TGAGCCGTGGCTAGATTCTT AAGCCTTAACTCGCGTCGTA 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A7968 Aradu.A09 7968 c (TA)6actaaggagctttacttaaagtaacttaggaagagagaagagagaagagtgact(GA)1290 31337897 31337986 TTTTGAATTAATGCGAGTTTTTCTT AAAAGGGGTAAGAACTGGGG 273

Ad09A7969 Aradu.A09 7969 p3 (TAC)8 24 31339075 31339098 TCAGAGTTGCTAAAACTCCATCA AGGCACCAATTCATAGGCAC 158

Ad09A7970 Aradu.A09 7970 p3 (ACA)5 15 31341942 31341956 TCGAAAGGTTTCAGTTTGTTGTT TGGAGTGCACTAGTTTTTGTCA 280

Ad09A7971 Aradu.A09 7971 p2 (GA)17 34 31349229 31349262 CACCTGGATCAGCCGATAAT GAGGATCCATTATTGAGAGTTTCC 227

Ad09A7974 Aradu.A09 7974 c (T)10cttaattttgttgtttttcttaattctcttctttttttgtg(T)10catttcttgttgttgaatttttttag(T)1097 31359918 31360014 TTTTTGAATTTGATGCCCAA TTTGTTTGATTTCTTTGTTTTTGC 245

Ad09A7979 Aradu.A09 7979 c (A)13tggccatcggcgcgctagcacgctgt(GC)651 31376977 31377027 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 233

Ad09A7980 Aradu.A09 7980 p2 (GC)6 12 31377132 31377143 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 233

Ad09A7982 Aradu.A09 7982 p3 (TGA)5 15 31389852 31389866 CAGGTTCAAGTTCCTACGCC GACTCCAGCTGACCGACTTC 191

Ad09A7986 Aradu.A09 7986 p2 (AT)6 12 31466611 31466622 ATGAGGCACCAGGTTGAGAC TGCGTCTTGAAATCTTGTGG 128

Ad09A7988 Aradu.A09 7988 p2 (TA)6 12 31481538 31481549 ACAGCTATTTTCCGCTTCCC AATCCCAATTTCCCGGATAC 143

Ad09A7989 Aradu.A09 7989 p4 (TTTA)5 20 31521067 31521086 CGAAAATTAACTCCCTCTTTTTCA TCCAAACACAAAGGTGAGGA 222

Ad09A7990 Aradu.A09 7990 p3 (AAT)11 33 31535203 31535235 AAGGAAATTCATAACTGTTCGCA TCAAATGGCATAAACTCCCC 248

Ad09A7994 Aradu.A09 7994 p2 (TA)9 18 31584627 31584644 CAGGTATCTGAACCGCCCTA CTACACAGCACAATGGTGGG 263

Ad09A7995 Aradu.A09 7995 p5 (ATAAA)5 25 31588786 31588810 TTTCTACTTGTCTGCTTCCAGG GCACATAAAGCCAACAGCAG 280

Ad09A7996 Aradu.A09 7996 p2 (CT)8 16 31633605 31633620 TTTGCTAGTTCCAAAAATTTCTCA TTTCTTTCCTTTCAACCGAAT 136

Ad09A7997 Aradu.A09 7997 p3 (TTA)6 18 31637404 31637421 CAAAAGAATCAGCCCGTCAT AAAAGCAACCGCGACGAC 267

Ad09A7999 Aradu.A09 7999 p2 (CT)6 12 31638520 31638531 ATTTGCGGTAAATCCGACAG GCGGTGAGAAGAACGACAAT 242

Ad09A8000 Aradu.A09 8000 p2 (AT)9 18 31640048 31640065 GTGAAAGAGGTTGGAGGTGG TCGAAATGAATGCACTTTATGC 169

Ad09A8005 Aradu.A09 8005 p3 (ATG)7 21 31671626 31671646 CACACATTCATAGGAGGGAGAA TTCTTGGCTTGGGAAGGTAA 125

Ad09A8008 Aradu.A09 8008 p3 (AGA)6 18 31697980 31697997 CTAGAGGTTTCTCCGGCCTT ACCCTAAATGATCGAACCCC 259

Ad09A8009 Aradu.A09 8009 c (T)10acgtttatattttttctttttttccgttacacttcctttttttcttttgttcccccctcccatgttacgttttccttctttttttctttttattataaa(AAAAT)7144 31706094 31706237 TTCATTGTTTGATTGCTTAGATTAGA TCAGAAACTAAGAAAAATATTGGTGC 268

Ad09A8013 Aradu.A09 8013 p3 (GTT)6 18 31752335 31752352 TCAAGTCAAGGTTGTTGGCA AGCTGCTGAAGGTCTCAAGG 200

Ad09A8014 Aradu.A09 8014 c (TA)7(TG)14 42 31756446 31756487 GAACCCTCGATTGTCACTCC TCCCACCCAAAAGTTTACCA 273

Ad09A8015 Aradu.A09 8015 p2 (AT)6 12 31761605 31761616 CAATCCAGTCCAAACAAAATCA CCCTTCCCCTGTTAAAGCTC 278

Ad09A8016 Aradu.A09 8016 p3 (TTG)7 21 31781810 31781830 TGCTAGCTCAGGTGATTACGG AACGCGAAGACGAAGAAGAA 265

Ad09A8017 Aradu.A09 8017 p2 (AT)6 12 31783013 31783024 CGCAGATCCGCACAATAATA TCCGCATAATTAAACCTTCTTTTT 258

Ad09A8018 Aradu.A09 8018 p2 (AT)9 18 31785881 31785898 CCAACGAGTAAGCAAACGCT GCGCGTGTTAATGAAGTTTG 257

Ad09A8019 Aradu.A09 8019 c (TCT)6ttttc(TCT)6tcgtcttcgtct(TCTTCC)6(TCT)12125 31786033 31786157 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 257

Ad09A8020 Aradu.A09 8020 p3 (TCT)5 15 31786283 31786297 CTGCACGTTCTTCTTCCTCG CGGTTACAAGAATTCACCCAA 267

Ad09A8021 Aradu.A09 8021 p2 (TA)7 14 31787124 31787137 CGCGTGTAAAGGATGTAGCA GGGACACGTGTGTTTGTGTG 262

Ad09A8025 Aradu.A09 8025 p2 (CT)6 12 31845949 31845960 GGTTAGCTGTTGGGCGTTTA TTTTTGGGGAAGAGGTGTTG 278

Ad09A8034 Aradu.A09 8034 c (AGA)5ggatagaaaagat(AGA)543 31974986 31975028 ATGGAGGATGTGAGTGGGAA ACTTGAACTTCATGCGACCC 233

Ad09A8037 Aradu.A09 8037 c (AT)6agctttcaaaaaaaataat(ATAA)551 32002970 32003020 AAGTGTGGGAAAACTGTGGG GCATTGGGGTAATTTTGTCC 268

Ad09A8038 Aradu.A09 8038 p2 (TA)7 14 32003234 32003247 TGGTGCAAGGACTCAATTAAAA TTCGGTAAATTTGAGGCCC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8041 Aradu.A09 8041 p2 (TA)8 16 32052467 32052482 GACGAGAAAGCGATTCAAGG AAGGCAAAGCCTGATCTTCA 226

Ad09A8046 Aradu.A09 8046 p3 (AGA)6 18 32072434 32072451 CTAGAGGATTCTCCGGCCTT CTTCACTCTCCCCTCTCCCT 250

Ad09A8047 Aradu.A09 8047 p2 (TA)6 12 32078847 32078858 ACGGGTGTGCGTATTAGGAG GGCAGTCATCTCACATTTTCAA 274

Ad09A8051 Aradu.A09 8051 p4 (TTAT)5 20 32112978 32112997 GCTCAAAGCCTTGGACCTTA TTTGAATTTGAATCAAGGGATG 163

Ad09A8053 Aradu.A09 8053 p3 (AGA)5 15 32144514 32144528 TGCCATTGATGGTAGTGGAA CCTAGGCCGAACCTACATCA 160

Ad09A8057 Aradu.A09 8057 p4 (TAAA)5 20 32199915 32199934 CGAAAATCAACAATAAATTTTCAA TTGAATGCAAGAAGAGGAACAA 122

Ad09A8058 Aradu.A09 8058 p4 (CACT)5 20 32207469 32207488 TCGGCCCATTTACCACTTAC GCGTTTGCAGACAGACAAGA 212

Ad09A8059 Aradu.A09 8059 p4 (GAAA)5 20 32211566 32211585 GGTTGGGTTCACTGGAAAGA GTCCGCATACGCCTTAACAT 218

Ad09A8062 Aradu.A09 8062 p3 (ATC)5 15 32265259 32265273 TTAGATCCTCACCAACCCCA GAGGATGAGTTGTATGATGATGG 268

Ad09A8063 Aradu.A09 8063 p2 (AT)7 14 32265935 32265948 CGTAAATGACACGCAAATCG GGTTGCGCCTTTCTGATAGT 265

Ad09A8068 Aradu.A09 8068 p3 (GAA)5 15 32320243 32320257 ATGGCAACAGCAGCATAACA TTTCTGAATGCTCGGTTCTTC 252

Ad09A8070 Aradu.A09 8070 p2 (GA)6 12 32384300 32384311 CAGAGGAGAAAAGAGGGTTCG TTTCTTATCTTTTTCAAAGCCACC 265

Ad09A8072 Aradu.A09 8072 p2 (AG)6 12 32402772 32402783 ACACGCATCACTCACTCCAC CCATTCCCCTCTAACAGCAA 252

Ad09A8076 Aradu.A09 8076 p2 (TA)7 14 32433430 32433443 GGGGTAAACAAAAATCGCAA AGCCGGATTTTGAGTCTTGA 137

Ad09A8077 Aradu.A09 8077 p3 (TAC)5 15 32444860 32444874 CATGTCTGATGATGATGAGAAAAAT GAGCAAGGGCGTGATTTAAG 262

Ad09A8079 Aradu.A09 8079 p3 (TCT)6 18 32461071 32461088 CCTTGGCCGAACATACATCT TGCCATTGATGGTAGTGGAA 149

Ad09A8084 Aradu.A09 8084 c* (TTA)20(TA)9* 76 32515048 32515123 TCCGTTGTGTGAATAGAGATGC TTGTAAAGATGAAACACCAAAAAGA 252

Ad09A8085 Aradu.A09 8085 p3 (AAG)7 21 32533847 32533867 GCTTTTGTCTTCCCTTTCCC CTTCTTCTCCCACATAGCCG 210

Ad09A8088 Aradu.A09 8088 p2 (AG)7 14 32558544 32558557 AGTGAACACCAGGGATGAGG GGGTTGAACGTGGTTAGGTG 108

Ad09A8089 Aradu.A09 8089 p2 (AT)9 18 32560646 32560663 CATAAGGGTGACTGGGCACT CAAGGAAATCACAGGCATCA 227

Ad09A8090 Aradu.A09 8090 c* (AT)9(T)10* 27 32561323 32561349 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ad09A8094 Aradu.A09 8094 p2 (AT)10 20 32594799 32594818 TGCAGCAGTATGTAACCAAAAA GAAGAATTGAATGTTGCAGGC 216

Ad09A8095 Aradu.A09 8095 p2 (AT)11 22 32595457 32595478 AGGTTTCGGTTCGACCTTTT TTTGGTGACTTACTGTGCGTG 212

Ad09A8096 Aradu.A09 8096 p2 (AT)6 12 32601459 32601470 TTCACAATCCTAAACCACACAA CAGTCGTGCTCCCTGTCTCT 133

Ad09A8098 Aradu.A09 8098 p2 (AT)7 14 32613823 32613836 TATCAAGCTTTAGGCTCGGC ATATAGGACGCGAGACACCG 272

Ad09A8099 Aradu.A09 8099 c (TTTAT)5ttatttaaaaatcctatcatttcctcgtttaatttccaatattagaggcttggcatattaagcatgagcattgcagaagcagcc(AT)6121 32615144 32615264 TTGTTTGCAGTATAAACGACATAAAT TTGATTTGTTGCTACGCTGC 242

Ad09A8101 Aradu.A09 8101 p4 (AATA)7 28 32616397 32616424 TGACGATTTGAACTGCAAGC TCATGGTTGCATTTGGTGTT 113

Ad09A8102 Aradu.A09 8102 p2 (AT)6 12 32723484 32723495 CTCATCACTTTCGAGCCACA AGGTCCAGTCCGGTTGAAT 277

Ad09A8103 Aradu.A09 8103 p3 (GAG)6 18 32725984 32726001 CATCTAGCGTGGAGGAGGAG TCTCTTCCCTCTCTGTCGGA 226

Ad09A8108 Aradu.A09 8108 p2 (CT)8 16 32735046 32735061 CAAAGACATCAACTGTTTGGGA CGACGATAATGTCCAACACG 263

Ad09A8111 Aradu.A09 8111 p5 (TTATC)6 30 32760395 32760424 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 132

Ad09A8112 Aradu.A09 8112 c (AG)6aa(AG)21 56 32762832 32762887 TTTTGGAGGAAAAGATTTGATTT GTCGCCCACTTTGTGTACCT 258

Ad09A8114 Aradu.A09 8114 p3 (AAT)5 15 32792400 32792414 ATGAGCAGGAACAGGGAAAA GATCCCACTGTTGGCTTTGT 209

Ad09A8115 Aradu.A09 8115 p5 (TTATC)5 25 32819850 32819874 TCCTAATATTTACAGGCTTGTTACAC GCAACGAATTTCAACCCATT 165
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Ad09A8116 Aradu.A09 8116 p3 (AGA)6 18 32830690 32830707 GGTCTTGATGGGCTTTTGAG GAAACCCTCACCTCTCTCCC 244

Ad09A8119 Aradu.A09 8119 p2 (AT)7 14 32868164 32868177 GGAAAACATGCAAGACACCA TTTGGACAATTGACGGTTCA 228

Ad09A8122 Aradu.A09 8122 p3 (AGA)5 15 32891696 32891710 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 205

Ad09A8123 Aradu.A09 8123 p3 (TTA)6 18 32898768 32898785 AGGATTGGATGAAGGCAGTG GCAAGCTATGGCCATCTTGT 202

Ad09A8124 Aradu.A09 8124 p3 (TTC)5 15 32913329 32913343 TGCGGGTTAAGTGAGCTTTT CAAACGGGTCAAAATTTGCT 106

Ad09A8130 Aradu.A09 8130 p3 (TAG)5 15 32981657 32981671 CGGCAGAAAGATGTGATTCC GAGTTTTTCTCAACGCACGC 256

Ad09A8132 Aradu.A09 8132 p2 (GA)8 16 33000964 33000979 TCGACATCATCGAACTCAAAA TCTCTCAAGCCTCTTGCCTC 263

Ad09A8133 Aradu.A09 8133 p2 (AT)7 14 33002438 33002451 AACATTGGGAATTGGGAACA TTCACTTTGGGGCATTTTGT 221

Ad09A8135 Aradu.A09 8135 p3 (AAG)5 15 33041665 33041679 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ad09A8137 Aradu.A09 8137 p3 (GAT)6 18 33055673 33055690 GCCAGATCTTGACCTTTCCC ACCGCATCTACTGTCCCATC 222

Ad09A8141 Aradu.A09 8141 c (TTC)6ctctcttcttttctttcttgctcgagggcgagcaatattttaagtttggtgtggtaaaagcatagc(T)1397 33118611 33118707 CAACTTCTCTTTCCCACCCA CTCCCAAGACTCAGAGGTGG 247

Ad09A8142 Aradu.A09 8142 p2 (TC)6 12 33139507 33139518 AATTGACCGACCTTGTGAGC CTTTTCCTCATTTGGACCCC 136

Ad09A8143 Aradu.A09 8143 p3 (AGA)6 18 33152983 33153000 ACTCGGAGGTGGAAGCTTTT ACTCCCCCTTCTCCTCCATA 194

Ad09A8144 Aradu.A09 8144 p3 (AAT)5 15 33173339 33173353 AATGCTCCATTGGCTGTAGG TGAAGGGAAGGAAATGGATG 162

Ad09A8145 Aradu.A09 8145 p3 (TCT)6 18 33191304 33191321 TTTGGGCTACTTGATTTGGG TGGCCAATGGTTGCTACATA 252

Ad09A8151 Aradu.A09 8151 p3 (TTA)6 18 33222825 33222842 TGAGTTGGTCGAGTGGTCAG TGTGCACTTAAATCTTTCTGCTTT 267

Ad09A8153 Aradu.A09 8153 p3 (GAA)6 18 33226550 33226567 ACTCTCCGGCTTTCGATTCT AGTGAGTTTGATGCACGCAG 258

Ad09A8154 Aradu.A09 8154 p3 (TGA)11 33 33226831 33226863 TTCTTCTGCGTGCATCAAAC ACATCAACTTGGCCATGACA 264

Ad09A8168 Aradu.A09 8168 p3 (AAG)8 24 33303965 33303988 CAGAAGCAGAGATTCACCCA CGCCACTCGTCACTACTCCT 252

Ad09A8170 Aradu.A09 8170 p3 (AGA)6 18 33313839 33313856 TAAAACGATGGACTTTGGGG CGACTGGACGAGTGTGTGTT 185

Ad09A8172 Aradu.A09 8172 p4 (ATAA)5 20 33335652 33335671 TTCTTCAACACCCAGCATGT GCATCATTAGTGGGGGTGTC 145

Ad09A8178 Aradu.A09 8178 p2 (AG)9 18 33363906 33363923 TGCTAGGTGGAAGACAACCC CAATTGTGTTAAAGGCACGC 264

Ad09A8180 Aradu.A09 8180 p2 (AT)9 18 33407210 33407227 CCACACCATTAGGTTCAAATCTC ACTGATCAGCGATTTTGGGT 265

Ad09A8183 Aradu.A09 8183 p2 (AG)6 12 33461755 33461766 TTTCTGACCCAGTTTTTGGC ACATTGAACCTGGGATCGAG 227

Ad09A8187 Aradu.A09 8187 p3 (ATA)5 15 33478092 33478106 AAGCAAAAAGTCTCAACTGCG GCCCCGTAATACAGCGATAA 125

Ad09A8188 Aradu.A09 8188 p2 (AG)6 12 33481980 33481991 ACAATCAACGATTTCTGGGC TGAACCTGGTACGAAGAAACAA 227

Ad09A8190 Aradu.A09 8190 p3 (TTC)5 15 33494091 33494105 CTAAGGCCGAAACCTAACCC TCTCCTTTTCCCATGATTCG 256

Ad09A8193 Aradu.A09 8193 p3 (TTA)18 54 33506009 33506062 GAAACCACGCCACATTTCTT ACGGGCTTAATCAATGAACG 193

Ad09A8198 Aradu.A09 8198 p3 (AGA)9 27 33528212 33528238 AGGATGTCGGTGGATGAGAG AGGAAGGAAAGCAGACCACA 241

Ad09A8200 Aradu.A09 8200 p4 (TATT)5 20 33538428 33538447 GCCCAAAGCACTCTGTCTTC TGTTGGCTCATGAAAGAATGA 273

Ad09A8202 Aradu.A09 8202 p2 (AT)6 12 33605762 33605773 TGAGGCTTTGATTGTGTGATTC TGGAGCTGACCTAGACTCGAC 256

Ad09A8205 Aradu.A09 8205 p5 (AATAA)5 25 33633445 33633469 TCCCGTATGAAGCAGTAGTGG TTTCTCTCTCCTCACTTTTTCG 275

Ad09A8209 Aradu.A09 8209 p2 (AT)7 14 33639120 33639133 GGAAAGCAAAGAAGACAGAACA GCCGGGGATTGATAGTGATT 272

Ad09A8213 Aradu.A09 8213 p2 (TA)7 14 33676806 33676819 TTGCTCCGGGTTAAGATGAG TGCTAAACCCTGGATTGTCC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8215 Aradu.A09 8215 p3 (ATT)20 60 33694214 33694273 TGTGTGGGAACTTTGTGATGA ACTACTCACCCACCCTTTGC 267

Ad09A8217 Aradu.A09 8217 p4 (AATT)5 20 33700919 33700938 GTCCATCGAATTCAACCACC TGATCATGATTCTCTATCTCTCCTTC 273

Ad09A8219 Aradu.A09 8219 p2 (TC)8 16 33705844 33705859 TGGGACATGATAGGGGTTGT TTGAGTGACACGTGGCAGAG 252

Ad09A8223 Aradu.A09 8223 c* (A)10(AC)8*agagtagcgtaccgtccggattggataatagggatttcgaagagtgcacttggtttcaaattgaaacggctatattca(T)10113 33719507 33719619 TGTTTTTCAGCGAGCATTTG GCCGTTCAGACTTCGATTTT 239

Ad09A8225 Aradu.A09 8225 p2 (CT)6 12 33745197 33745208 TTTTCCCTCGTCTTAAAATTCG AACACAGAGAGAGGGAGAGGG 127

Ad09A8226 Aradu.A09 8226 p2 (AG)7 14 33766349 33766362 AAAGGAACATTGAACCTGGAAA TTTCGCCCCAGAAAATACAG 218

Ad09A8229 Aradu.A09 8229 p5 (TTATC)5 25 33769003 33769027 GGTACCTGCAAGAGACTCCG CACCAAGAAGAGCCCAAAAA 278

Ad09A8231 Aradu.A09 8231 p2 (TC)14 28 33777773 33777800 GGAACATTAAACCTGGAACTCA TTTTTGACCCAGTTTTTGGC 241

Ad09A8233 Aradu.A09 8233 p2 (TA)7 14 33805122 33805135 CAATCACCATAACCAAACAATCA GGGCAATTAATGATGGTGCT 119

Ad09A8241 Aradu.A09 8241 p3 (CTT)8 24 33858672 33858695 GGGTGGCGATTGATTAGAGA GAAGCGTGCCAAAAGAGTTC 252

Ad09A8243 Aradu.A09 8243 p3 (TAA)8 24 33880267 33880290 CACTAGTAAAATGAACATCCGACA AGGATCCAAGAAGGAACCGT 273

Ad09A8246 Aradu.A09 8246 p3 (TTA)16 48 33883263 33883310 TCTATCGCTGCATGGTTTTG CACCATGTTGGAGATCGAAA 204

Ad09A8247 Aradu.A09 8247 p3 (AAT)5 15 33883527 33883541 TGAATCTTAGGTGAGGATGGAAA GAGTAGTGCCAAGGAGTGGC 240

Ad09A8248 Aradu.A09 8248 c (TTC)5tttttctc(T)1033 33883653 33883685 CGTGGGATCTATACTCCACAGA TGCACAGAAACTGCATGAAA 270

Ad09A8251 Aradu.A09 8251 p3 (AAT)23 69 33920186 33920254 CTTGTATGTGGACGCCAATG TCTTTTTCTTTGGGTGTGGG 230

Ad09A8252 Aradu.A09 8252 c (TCC)10(TCA)21 93 33922784 33922876 GGTCCGAATAGTGCTCCCTT GAGAGGGACGTCAATCCAAC 269

Ad09A8255 Aradu.A09 8255 p3 (TAT)8 24 33932133 33932156 GGTGCACCTGGTGTTTTTGT TGTCATCGCTCATATTGTGGA 250

Ad09A8256 Aradu.A09 8256 c (T)11agttgggtccctataaaattaagtcaattattactaggagggacttaattg(A)1072 33932709 33932780 AATTGAGTCCTCGCACCAAA AATTGGGTCCCTGCACAATA 171

Ad09A8259 Aradu.A09 8259 p3 (ACA)5 15 33959793 33959807 GGTGCAGGAACCCAATTAAA TCCCGAATCTCGAGAGAAGA 174

Ad09A8261 Aradu.A09 8261 p2 (AT)6 12 34007308 34007319 TAGGTGTGAGAAGGCAGGTG CTCACCTTCCACCATCTCGT 235

Ad09A8262 Aradu.A09 8262 p2 (AT)10 20 34008140 34008159 GCTTTCTTCAAAAGCATGGC CAGGGGTTTTAGGGTTTTGG 267

Ad09A8265 Aradu.A09 8265 p2 (TA)8 16 34023494 34023509 TCACCGCAACTAAGATCCAG CTAGTGCTGCTTGTGGAGGA 225

Ad09A8270 Aradu.A09 8270 c (T)16(G)17 33 34084750 34084782 ACCTAAAGCCGAGTTCAGCA TGTTTGGCTTTGAAAGGGAT 200

Ad09A8271 Aradu.A09 8271 c (T)10ctcaattggaggagcatctaaaagaattattttttgatccactaaaccaatcccacctagtgggatgagact(TTG)597 34086338 34086434 GGCCAAAATTTCCATCAGTG GAGGTTGAGATGCTTAGCCG 265

Ad09A8274 Aradu.A09 8274 c (T)10ggtgactttgatataatgataatttgtttaagtccattaaataatagttccaa(T)1073 34115709 34115781 CACCACTCACCACCAGTCAC CTTTATCCCCTTAGTGGGGG 144

Ad09A8281 Aradu.A09 8281 p3 (AAT)6 18 34152785 34152802 GAAGGAAATATTGGCCATTTGA TGTGCGAACTTGCACTATCC 190

Ad09A8282 Aradu.A09 8282 p3 (TCT)5 15 34155451 34155465 CTTCCCCACTCACCTTCAAA CGCCCTCGAGTAAGAGAAGA 136

Ad09A8285 Aradu.A09 8285 c (T)12ggtgactttgatataatgataatttgtttaagtccattaaataatagttccaa(T)1176 34177036 34177111 TTTCTCTTGGTTTTGGTCCC TTTGGTTTCATATAGAGCAGGTCA 216

Ad09A8287 Aradu.A09 8287 p5 (TTATC)5 25 34192437 34192461 CCTGGGTGCTCCATTGTATT AACACGACCCAAATCCAGAG 166

Ad09A8289 Aradu.A09 8289 p5 (TTATC)5 25 34212936 34212960 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 166

Ad09A8290 Aradu.A09 8290 p2 (AT)6 12 34224759 34224770 AGAGGACGAAAAAGGGGCTA CAGACGTAAGTCATTTTCATCCC 276

Ad09A8292 Aradu.A09 8292 p3 (ATA)6 18 34242342 34242359 TGACACGAGCAACCCATAAA ACTTTGCATGGCAAAAGGTC 181

Ad09A8294 Aradu.A09 8294 p3 (ATA)5 15 34246505 34246519 AGTGGCAAGTTGTTAACCCA ACGACGCCTCATAGGAAGAA 226

Ad09A8295 Aradu.A09 8295 p3 (TTA)8 24 34247012 34247035 GACCATGGTGTTATCATGTATGC TTTCATATCACATCCGTTTCAA 255
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Ad09A8296 Aradu.A09 8296 p2 (TG)7 14 34252878 34252891 TGAGGGACGAATTGACTATGC TCGGTTTCTGGTTCCTCATT 256

Ad09A8297 Aradu.A09 8297 p3 (ATT)5 15 34259591 34259605 TGCATTGTTATGTTATTTTTGTCTTC TTTTTATCTGCACTCATTTTTCAT 279

Ad09A8298 Aradu.A09 8298 c (AAG)6aggaagaggaagaagaacgtgcag(GAA)6agagaaggcaagaaacgaaagaa(AAG)7aggaagag(GAA)5127 34270316 34270442 AACGTGCAAGAAGAAGAACGA AAAAACGCAATGCAAGGTCT 197

Ad09A8302 Aradu.A09 8302 p2 (GA)7 14 34274146 34274159 AATTGATAAAATCTGTTGTTGGTG TTGAACCTCAGTGTATAACACACATC 274

Ad09A8309 Aradu.A09 8309 p2 (AC)7 14 34363808 34363821 TTGTTTGTGTCGGTTTCTGG TGAGGGACGAATTGACTATGC 265

Ad09A8311 Aradu.A09 8311 p3 (TTA)6 18 34368842 34368859 TGAACGACTTTGGGATAGGG TGACACGAGCAACCCATAAA 157

Ad09A8317 Aradu.A09 8317 p2 (TC)6 12 34388847 34388858 CTCTTTTGGTTTGGCAGCTC AACAGCGGGTGAAATATGGT 129

Ad09A8325 Aradu.A09 8325 p3 (ATT)5 15 34418768 34418782 AGCACTCCACAAACTATGCG TCCTTAGCAAGGGTTTTATTGC 249

Ad09A8326 Aradu.A09 8326 p3 (CGT)5 15 34428087 34428101 GTATCCCATGCTTGCCATCT TGGTGTTTCACTTGGAGCAA 279

Ad09A8327 Aradu.A09 8327 p2 (TA)6 12 34429249 34429260 AAAATTTGACACATCATGAAAGG CAACAAGTGATATCAGAGCCG 199

Ad09A8330 Aradu.A09 8330 p3 (ATA)6 18 34448769 34448786 GATCACCGAAATTTGGCACT ATTTTGGTCCCCTTCCTCAG 172

Ad09A8332 Aradu.A09 8332 p3 (AAT)6 18 34461485 34461502 CCACATCTTTACAAAAACAAGCA GAAACATGACAAAGGAGGGAA 276

Ad09A8335 Aradu.A09 8335 p2 (CT)6 12 34472071 34472082 CAATGGTGACCTGAACCCTT ATGAGGAGAGAGGCGACAGA 255

Ad09A8336 Aradu.A09 8336 c (A)11ttgttacaaaatattttgaatttttgcaacttg(T)1357 34473661 34473717 ACAAAACAACTGGAGTTTTTGAA AACATGATAGTATTTTGTAACAACCTG 227

Ad09A8339 Aradu.A09 8339 p4 (AATA)5 20 34499547 34499566 GGCATGACTAAATCGGAAAAA TCAACTGTGTTTGGATAAAATAAGA 229

Ad09A8341 Aradu.A09 8341 p2 (CT)6 12 34521988 34521999 GAAATGGCCAAAAACGTGAT TTTTTGGGGAAGAGGTGTTG 160

Ad09A8342 Aradu.A09 8342 p3 (AGA)6 18 34551483 34551500 CCCTTTCCCTTCTTACTCCG GCTGGAAACAATGCCTTCAT 202

Ad09A8343 Aradu.A09 8343 p3 (ATT)6 18 34554831 34554848 TTGGATGTTGGCTTTGTGAA GGCACTCTTGTTGAAGCTGA 185

Ad09A8344 Aradu.A09 8344 p2 (AG)6 12 34567140 34567151 GGAGGAATGAAGATGGACGA TTCATGGATTAAATTGGGAAAA 188

Ad09A8345 Aradu.A09 8345 c (A)10gaggcgaaaaag(A)1133 34569218 34569250 TTTCATATAAATACAATTGCACCTGA AGCAACGGAAAATAGCTGGA 220

Ad09A8351 Aradu.A09 8351 p2 (TA)7 14 34606262 34606275 AAACAAATCAATGGTGAGAGATCA CCCAAAATTCGGAATCAATG 203

Ad09A8355 Aradu.A09 8355 c (TCT)5caccctcaaccgccgctaacagcagcgccgtcgccaccgccgcacggccaaccccaacctccctctctcaccatcaaccaactcccattcgtc(CT)7122 34628952 34629073 GATAACCCTAGTGCGCGAAG AGAGCAGAGGGCAGAGTGAG 207

Ad09A8358 Aradu.A09 8358 p2 (CT)6 12 34651863 34651874 TTGAACCTGGTATGAAGAAACAA CGCATTTCAACCCAATTTTC 197

Ad09A8359 Aradu.A09 8359 p2 (TA)8 16 34659664 34659679 TCATGAGGACTTTTCATGGG GGACAAAATGCCCCAAAGTA 248

Ad09A8360 Aradu.A09 8360 p2 (TA)11 22 34680717 34680738 GAATTTGGTGGGATTGTTGG GCATGCACAACAGAACACAA 251

Ad09A8361 Aradu.A09 8361 p3 (CCT)5 15 34684065 34684079 TTCTTCTTCTTCTCGCCCAA GACGGAGGTAGTGGTAGTGACA 244

Ad09A8363 Aradu.A09 8363 p2 (AG)7 14 34692702 34692715 AAGTTGCAATTTCACAGCCC TCTTGTTGAAGCAAAACGGA 280

Ad09A8364 Aradu.A09 8364 p2 (AT)9 18 34702428 34702445 TTTGCGTGCTCCATGTAAAC TTGGTCCCCAATCTTTGTCT 274

Ad09A8366 Aradu.A09 8366 p3 (AAT)9 27 34738197 34738223 ACCCCAATTTGAATCTTTGG AACATTGGGGCAAATTGTGT 236

Ad09A8371 Aradu.A09 8371 p3 (TCT)6 18 34804691 34804708 CACGGTCATCCCTTCTGTTT CTTGGAGGTGGAAGCTTTTG 269

Ad09A8373 Aradu.A09 8373 p2 (TA)6 12 34821008 34821019 CCTTTTGGGTTAAGAAAATGC GAGTATAAATGTGCGATTGAAAAA 280

Ad09A8376 Aradu.A09 8376 p2 (GA)11 22 34822834 34822855 CAAAGAATGAGGGTGAGAGTTAGA CCCTCCCTAAATTCTCTCAGC 201

Ad09A8377 Aradu.A09 8377 p2 (CA)8 16 34824365 34824380 GGAAAAATTCAACCTGTTTTTCT GCATGCTCTAACTTGAGGGG 279

Ad09A8378 Aradu.A09 8378 p3 (ACC)5 15 34841321 34841335 AAAATTGAATGTCGTGCACCT GATGGTAGTGGGGGTGTTTG 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8380 Aradu.A09 8380 p2 (AT)8 16 34850096 34850111 GCGAGACCATGAGAGAGACC CCGATCGAACTGACCAATTT 214

Ad09A8383 Aradu.A09 8383 p2 (AG)6 12 34873483 34873494 TCCATTGTTTGTGCTTGACA TTACACATGGCTGGCGTTTA 107

Ad09A8389 Aradu.A09 8389 c (TC)6a(CT)9 31 34987115 34987145 CCTCCATCTGCCCCTAAGTT CCGAGTAAATGAATGATAAGCAAA 265

Ad09A8390 Aradu.A09 8390 p3 (TAT)6 18 34992318 34992335 ACAAAGGAGGCCTAGAGGGA TGGTGGTTGACCTTGTAGTTG 204

Ad09A8391 Aradu.A09 8391 c (A)10tccaacgcaggaggagaggcagggccaatgcaaccaaacaatgaaacaa(T)1271 34993197 34993267 TAGTTTTGCCAAATCGGAGC CTTCCACCATACGCCAAAGT 222

Ad09A8393 Aradu.A09 8393 p2 (AT)9 18 35023530 35023547 GCTCCATTACCATGAGTGGG AACCATGGTGGATTGGAAAC 181

Ad09A8395 Aradu.A09 8395 p3 (TTC)6 18 35030826 35030843 CCTACTCCCTCTCCCCTCAC CAGCCTTAGGTGCCATCAAT 235

Ad09A8396 Aradu.A09 8396 p2 (GT)7 14 35036439 35036452 AAGCTCCGTATCTGGGAGGT GGGCTGTGACTCCATGTCTT 254

Ad09A8397 Aradu.A09 8397 p2 (AT)8 16 35049103 35049118 AAAGATAACCGATCCGAGCA TTTCAGATGCAGGACGTCAG 184

Ad09A8398 Aradu.A09 8398 c (TA)9g(AT)6 31 35058710 35058740 TTTGGGTGAATCATTCTGTTTCT TGCGAATTTTCCAATCACAA 258

Ad09A8399 Aradu.A09 8399 c (GA)11nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(GA)23120 35061170 35061289 GTGGCAAGGAGCATTGATTT TGTGCAATCTTGGACTACTGC 231

Ad09A8400 Aradu.A09 8400 c (AT)7tc(AATA)5 36 35064297 35064332 AGAAACTGTGGGAACATGGG CATTGGGGGTAATTTTGTCC 221

Ad09A8401 Aradu.A09 8401 p3 (AGT)5 15 35067170 35067184 AGGGATCAATGACCAGCAGT AACAGGCCTCGACTCACAAG 167

Ad09A8402 Aradu.A09 8402 p3 (ATT)20 60 35086827 35086886 AACTCAATTCATTCAATTTCATCG AATTGCATTATATTGTTGTCTATTACG 252

Ad09A8404 Aradu.A09 8404 p3 (TCT)7 21 35116896 35116916 GGCGTTTTACATGCCTCATT CCCTCGAGCAAAAGAAGAAA 279

Ad09A8407 Aradu.A09 8407 p6 (TTAGGA)7 42 35139447 35139488 CTGGGCTGTTTTTAACCCAA TGAACCTGAGATGCAGAAGAAA 236

Ad09A8408 Aradu.A09 8408 c (A)10ttcagattttaaaatttttatcttatcttatcttatttttcaaaattcaaatctttttc(A)1382 35140283 35140364 TTGCAAACGTGTGCCTTATT CCAGACTCATAGCCAAAAGAGTG 280

Ad09A8410 Aradu.A09 8410 p2 (CT)8 16 35142843 35142858 CTAAAGTGCAATCACGCGAA GAAAAGGAAGGAGGGAAGAAGA 229

Ad09A8411 Aradu.A09 8411 p6 (TTAGGA)5 30 35145618 35145647 AAAGTGGGGGAATGCATCTA TGAACCTGAGATGCAGAAGAAA 171

Ad09A8414 Aradu.A09 8414 p3 (GAA)6 18 35169034 35169051 CCCAAGACTCAAAGGTGGAA CAACTTCTCTTTCCCACCCA 237

Ad09A8415 Aradu.A09 8415 p5 (AAGAT)7 35 35185697 35185731 CAGTAAAGGGCCCAAATGAA CCTGGGTGCTCCAGTGTATT 198

Ad09A8416 Aradu.A09 8416 p3 (AGA)8 24 35190989 35191012 TCCTTGTAGGAAGGCTTGGA GAGTTCGACACATTAGGTGAAAAA 263

Ad09A8418 Aradu.A09 8418 c (AT)11(AG)9aa(AG)1164 35199857 35199920 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 252

Ad09A8420 Aradu.A09 8420 p2 (TA)6 12 35209705 35209716 AACATTTGGGGAAGGAGGAG AATCCAATGTGTAAACCCCG 252

Ad09A8422 Aradu.A09 8422 c (T)11cgaaatttttttttc(T)1036 35236771 35236806 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAAGGAGG 205

Ad09A8427 Aradu.A09 8427 p2 (AT)8 16 35275315 35275330 TGACTCTTGTAAGAGCCGAAATC TGCTCATCAAGATCGTGTGTT 120

Ad09A8429 Aradu.A09 8429 c (AAT)16gctttacgtactctccacactg(AT)1090 35277638 35277727 TCATCATTGTAAATCCACACGA TTCTCCTTTCAAAACATTGGG 238

Ad09A8430 Aradu.A09 8430 c (TC)8ccttcactctctctccccccttca(TC)652 35281493 35281544 TGAATTGAATTGAAACTGAACTGAA AAAAGCGGAGGGAGAGAAAG 262

Ad09A8432 Aradu.A09 8432 c* (GA)6ggacgggaagagagaggaagataagaagagagagggggagagagagaaaaagaaaatagg(GA)10(AGA)14*131 35282411 35282541 GGATTGGGAATGATTGGAGA GACAAAAGGAGCTTCAACGC 187

Ad09A8434 Aradu.A09 8434 c (AC)6(AG)7at(AG)946 35295884 35295929 CCTTTTCCCTTCACGTAGCA TCTCTGCTCGTAACACGACG 260

Ad09A8438 Aradu.A09 8438 p2 (GA)11 22 35302243 35302264 GCTTGAAAGTTTATGGTGCGA TCACGATAATGAAAACCCTGAA 164

Ad09A8442 Aradu.A09 8442 p3 (CCA)7 21 35313970 35313990 TTCCATCTTTGCCCTTGTTC GAAAGAAAGGTGGTGGTGGA 258

Ad09A8443 Aradu.A09 8443 c (ACC)12tcctcctcctttatgaccattttgccccttattgttctt(TCC)7tgctgatgctgcggccatcatcttggagggatcaatttgcaagttcttgaactgttgtgggttaatggggaagttctggttgaacatgatgccg(CCT)6ccg(CCT)5226 35314497 35314722 TATTCCTTGCCCCATCCTAA TGAGTTTGGACAAGTGAAGTCTAT 280

Ad09A8444 Aradu.A09 8444 p2 (AC)6 12 35315225 35315236 TTCACCTGAATTCTCATCATGTC CAGTGTTGCTTGTTGCTGCT 223
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Ad09A8445 Aradu.A09 8445 p2 (AG)8 16 35315458 35315473 CCCGCTCATCAACTACGAAT ACGCTCACTTGGGTTCACTC 125

Ad09A8451 Aradu.A09 8451 p2 (TA)7 14 35319062 35319075 AAACACCACATTTTAGGTGTCAAA CCAGGTTGGGCTTTTAATGA 247

Ad09A8454 Aradu.A09 8454 p2 (TA)13 26 35321010 35321035 TCACACTCGAAAACGTCAAAA CGACCTTATCTTCGCAGGTT 117

Ad09A8455 Aradu.A09 8455 p2 (AG)6 12 35326367 35326378 TTTTGCAGCATTATGTGTTTTT TCCTCTTCCTCATCTTCTACTGG 192

Ad09A8458 Aradu.A09 8458 p2 (CT)11 22 35346677 35346698 GCCAAATAAAGAAGTTGAGTTGAA TTTCGGCCCAAAAATACAGA 264

Ad09A8459 Aradu.A09 8459 p4 (TTTG)7 28 35349224 35349251 ACATTTGGGCTTCACACACA TCACCAGAGAACTCCCCAAG 280

Ad09A8463 Aradu.A09 8463 p2 (AG)7 14 35364748 35364761 TGCTTGTCCTCAAGCAAAAA AATAAACGTTTGCCACCCCT 100

Ad09A8465 Aradu.A09 8465 p3 (ATT)24 72 35393767 35393838 TTTGCGAATTTGCTTTACCC AATATGCCAGGCGAAAAATG 226

Ad09A8466 Aradu.A09 8466 p3 (TTA)6 18 35394828 35394845 TCTCTTGTAGGTTAACGCAGAATTT CCCTCACGCTCTACAGGAAC 237

Ad09A8467 Aradu.A09 8467 p3 (AAT)6 18 35396363 35396380 ACGCGTGGGATGAAATTAAA GATAGGCTTCCTCCCTGGTC 235

Ad09A8468 Aradu.A09 8468 c (TTA)5ttgctgttattattaataatattaattagtagaatg(TTA)5gtaagtaaaactacagtag(TTA)12atgtattacactgtttctgtgttatt(TTA)6165 35397421 35397585 TTCTTTTTGGGGGAGACAGA AAGCTTCGTTTTCGCCTCTC 250

Ad09A8469 Aradu.A09 8469 c (A)10gggttttcattaaaatgtttttggtctaaaaagattttcagtttgattc(A)1069 35414188 35414256 AAACGAACCATCTCTGGACC TGCAACTGCATCACTGTTGA 261

Ad09A8470 Aradu.A09 8470 p3 (GTT)5 15 35418840 35418854 CCCGCCTTACCACAAGAATA TAGGGGACCATTCCCACATA 225

Ad09A8471 Aradu.A09 8471 p3 (TTA)5 15 35424014 35424028 TGCGATTTGAATTGGTTTTG ATCCAATCCAAACTGCTTGA 131

Ad09A8472 Aradu.A09 8472 c (TTC)6tttgtctgatattttctttttatattcttgttaagagagtaaaataagaaaaatcatgagaaggtaaaacaagaaggagaagatgaacaaaaaaagaa(GAT)5131 35425859 35425989 TTGCAATTTTATTTTGTTGAATGA TCAAAACTCCTCCTCCTCCTT 237

Ad09A8474 Aradu.A09 8474 p2 (TA)8 16 35444464 35444479 CGTTCTGGTGGGATACAGGT CTGATTAACCTTCCCGCAAA 244

Ad09A8475 Aradu.A09 8475 p2 (CT)6 12 35449994 35450005 TGGAAATTGAGAAGAACAAATCC CCAGATCCAAACCCAGAGAA 205

Ad09A8477 Aradu.A09 8477 p2 (TA)7 14 35461884 35461897 TCGGTTTGATTTGACCAACC ATTGGTTGGAAAAAGCGTTG 229

Ad09A8482 Aradu.A09 8482 p2 (CT)7 14 35501500 35501513 GGAACATTGAACCTGAAAATTGA TTTTGACCCAGTTCTCGACC 239

Ad09A8483 Aradu.A09 8483 p4 (AAAT)8 32 35502427 35502458 CCTCCCCTGTTTCGTTTTCT TGCAGAGAATTTCCAGTGAGG 242

Ad09A8485 Aradu.A09 8485 p3 (TAC)7 21 35537232 35537252 TGTCTGATGATGATGAGAAAGATAAA AGCTGAAGCGCCAGAAATTA 239

Ad09A8494 Aradu.A09 8494 p2 (AT)8 16 35624431 35624446 TGGATTAAGGCACTCAAAGAAA CCGAATTGCAAGTCAGAGTACA 224

Ad09A8496 Aradu.A09 8496 p2 (CT)7 14 35637366 35637379 CTTCTGGGCTGTTTCTGACC AAAGAACTTGGGATTGAGAGTCA 211

Ad09A8497 Aradu.A09 8497 p2 (AT)7 14 35641649 35641662 GGACATGTTCGTGCATTCAA TACTTTGGGGCATTTTGTCC 113

Ad09A8498 Aradu.A09 8498 c (AG)6gttctctc(CT)632 35643018 35643049 GCAAATTTGGGTGTAACACGA AAAACAAGAAGAAACTTGAGAAGG 224

Ad09A8499 Aradu.A09 8499 c (T)14gaaaaagatttgaaatttgaaatttgattttgaaataagataagataagataaaaattttaaaataaaatctgaa(T)11100 35663063 35663162 TTTGGATAAGAGAGGCGCAC TTTGTGTGCTAAGGGAGAGAGA 175

Ad09A8500 Aradu.A09 8500 p2 (CT)6 12 35663986 35663997 CCCTGATTGAAGAACCCAAA CGCAGATTAGCACGTTGGAT 217

Ad09A8502 Aradu.A09 8502 p2 (TA)6 12 35679840 35679851 CCGGACTAAGGGATATGATGG CATGCTGCTTCTTTTTATGGTG 276

Ad09A8503 Aradu.A09 8503 p2 (AT)8 16 35680987 35681002 TTGTTTTTAGTATCAAGTGCCGTT TGCATACTTGGTTATTGATTTTCA 251

Ad09A8504 Aradu.A09 8504 p3 (AAG)5 15 35682422 35682436 TTTCTCCTCCTCATCTTCTGC TTGCTGCATGTTCTTCTTCC 250

Ad09A8505 Aradu.A09 8505 p3 (AAG)5 15 35682557 35682571 GAGGAAGAAGAACGTGCAGC TCTCAAAAACGCAATGCAAG 214

Ad09A8514 Aradu.A09 8514 p3 (TTG)7 21 35714953 35714973 TTTTCACACAGTCCCGCATA CCATTCCTCGTGACTTGTCTT 265

Ad09A8518 Aradu.A09 8518 p2 (TA)9 18 35722917 35722934 TGTGTTGAATTCTTTGTCTTTGG GCAACCATTAACTTGTGGCTC 276

Ad09A8519 Aradu.A09 8519 p3 (TTG)5 15 35739613 35739627 GAGTGTCTCAGATCCCTCGG AGAGGGGAAGCTCTTTCAGG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8520 Aradu.A09 8520 p2 (AC)6 12 35740602 35740613 AAAGTCCCAAATGCATGCTC TTCCTGTAAAGCCTGAGGGA 129

Ad09A8523 Aradu.A09 8523 c (CT)6taacatatacaaaatt(AG)6aaagggaaaggagagagagaagagggg(GA)679 35772968 35773046 TTCTCTCTCCCCCTCTCTCC TTTTTCTCCCATTCTTCTCTTCC 253

Ad09A8527 Aradu.A09 8527 p2 (TG)12 24 35784365 35784388 TTCATGCATCCCTTAAGCCT CTAGCATATTGTGGGGGAGG 245

Ad09A8528 Aradu.A09 8528 p3 (TTC)6 18 35805706 35805723 CCCATAAACCCCACCTACCT TTAGAATTTTGCTCGCCCTC 241

Ad09A8530 Aradu.A09 8530 p3 (TCA)5 15 35829183 35829197 TCGGAGGAAGTTCTCATGCT TAAAAGGGGGTGGTTCAGTG 265

Ad09A8535 Aradu.A09 8535 p4 (TTTA)5 20 35863518 35863537 TCTTTTTCAAAACCACCTAACCA CAGAGAGGGAGATAGGGTTCG 222

Ad09A8536 Aradu.A09 8536 p3 (GGA)5 15 35880625 35880639 GGATCCAAATTCTCCCCAGT CCAGAGCCCAAACTTGATGT 125

Ad09A8537 Aradu.A09 8537 p3 (AAG)5 15 35887850 35887864 GGAAGCTTTTGTCTTCCCCT CACACTTTCCCTCTCCTCCA 209

Ad09A8538 Aradu.A09 8538 p2 (AT)9 18 35896885 35896902 CAAGGCAGCCACACTAGTCA CTTGCAAAGCTTGTCGGACT 267

Ad09A8540 Aradu.A09 8540 p3 (TCT)7 21 35904653 35904673 TTACTGTCGTGTCGTCTGCC CGAGGATTTAAGGCTTGCAG 199

Ad09A8544 Aradu.A09 8544 p2 (AT)9 18 35917015 35917032 CCTCAACCCAAAAGTCACTC AAATTTTAAGAGGTTTGAGCTTGTT 267

Ad09A8545 Aradu.A09 8545 p3 (AAT)5 15 35918158 35918172 TGATTGCATTTCATGAATTTTTC TGGTGACGTGCTTCATTTTT 105

Ad09A8547 Aradu.A09 8547 p3 (TCT)5 15 35927699 35927713 TCGTCATCTTGCGACATCAT GCCAGGCCAAGCTACTATTG 257

Ad09A8549 Aradu.A09 8549 p3 (GAT)7 21 35962482 35962502 CGAGAATTTGAAGGCTCAGG AGGGATGGCATCAACTGTTC 268

Ad09A8550 Aradu.A09 8550 p2 (AG)6 12 35964719 35964730 ATCAAGGAGGGGGAATCATC TTGAACCTGGAATTGGGAAG 138

Ad09A8553 Aradu.A09 8553 p5 (TTATT)7 35 36028313 36028347 CCAATTTGGACTCAAGGGAC GCCATTGGAGTTCTGCTTTC 272

Ad09A8554 Aradu.A09 8554 c* (TA)7(TATG)11* 56 36043302 36043357 CGCCAGCTTAGGGACTTCTT CATTCCGTGATCCAACCTTT 180

Ad09A8556 Aradu.A09 8556 p2 (TA)8 16 36063963 36063978 ATGACTGATCGTGCAGAGGA TCCGTGATCCAGCCTTTATT 275

Ad09A8557 Aradu.A09 8557 p2 (AG)6 12 36078794 36078805 CGGAAAAGCACACCAAACTT CTCTTCCCACCACACCATTC 102

Ad09A8558 Aradu.A09 8558 p5 (AAAAT)5 25 36110535 36110559 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 259

Ad09A8561 Aradu.A09 8561 p2 (CT)6 12 36144488 36144499 GGTTAGCTGTTGGGCGTTTA TTTGGGGAAGAGGTGTTGAG 279

Ad09A8564 Aradu.A09 8564 p2 (TA)6 12 36192681 36192692 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 252

Ad09A8567 Aradu.A09 8567 c (T)10gaattaacgaaaa(AAAAT)548 36228635 36228682 GCAGCTGTAATGGGGTTAGC GATTCAGTTTTCAATTTGCTTTGA 222

Ad09A8568 Aradu.A09 8568 p5 (AATAA)5 25 36230683 36230707 CTACTGACTCCGATGGAGGG TTTTTCTCTCTCTTCATTTTTCG 275

Ad09A8574 Aradu.A09 8574 p2 (AT)6 12 36308818 36308829 ATTAAAATGCCACGCTTCCA TTCCCTCGCCTTTAACTTTG 261

Ad09A8576 Aradu.A09 8576 p2 (GA)8 16 36320467 36320482 TGAACACGGTGGTGATCCTA GCAATGTTTAAGGACGTCGG 158

Ad09A8577 Aradu.A09 8577 p2 (GT)8 16 36321899 36321914 GAGGAGCATCCGAAGACTTG ATATTTGCACACAGAGCCCC 245

Ad09A8578 Aradu.A09 8578 p2 (CT)7 14 36336548 36336561 CCCGTTTCTCCCTTCAATCT TTGCAACAATCCACAAGCAT 239

Ad09A8579 Aradu.A09 8579 p3 (TTA)5 15 36342296 36342310 TGCATTTTCTTTTCAAACATGG ACATTCCAAGTGCCATTTCC 206

Ad09A8581 Aradu.A09 8581 p2 (AC)6 12 36353091 36353102 GAACCATGCATGAACGGAAT CCGAGATCGCGAGTATGATT 122

Ad09A8582 Aradu.A09 8582 p2 (CT)11 22 36359352 36359373 CCCCCAAAACATTCTCAGTT GGTGGAATGACTTCGACAAAA 234

Ad09A8584 Aradu.A09 8584 p3 (TCT)6 18 36372371 36372388 GCACACAAACAAGCCTCAAA GAACGTGCGGGTTAACTTGT 116

Ad09A8585 Aradu.A09 8585 p3 (TCT)6 18 36375904 36375921 CCACAGGATCACCTGAGGAT GCTTTTGCCACACCAAACTT 228

Ad09A8587 Aradu.A09 8587 p3 (GAG)5 15 36381274 36381288 TTCACTTGACACCTTCACGC TGAAAAATACAAAGCTTGCGAA 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8591 Aradu.A09 8591 p3 (AGA)6 18 36453820 36453837 CACCCTCGAGCAAGAGAAGA CAACGCCAAAAACATGTCAC 270

Ad09A8593 Aradu.A09 8593 p2 (TA)7 14 36469304 36469317 ATATGGCTAGCCGGCTTAAA CCTAAGCTTTACCGCGTGTC 266

Ad09A8595 Aradu.A09 8595 p2 (TA)8 16 36471614 36471629 GAATTTATCATCGTACCGTAGCA AAGGCAGAGCGATGATGAGT 280

Ad09A8598 Aradu.A09 8598 p3 (AAT)5 15 36472982 36472996 TCGAATGATCGAAACCTTGTC TCGCAATTAATGAGATCAAGC 249

Ad09A8605 Aradu.A09 8605 p3 (TTC)6 18 36531064 36531081 TCCATCTCCCATCACTCTCC ACTCGGAGGTGGAAGCTTTT 197

Ad09A8607 Aradu.A09 8607 p3 (AAT)9 27 36572277 36572303 GCTAATAAAAGTGGCCTGATGG GAACTTATCAATAATTTGGCTATTGG 254

Ad09A8608 Aradu.A09 8608 p2 (GA)6 12 36574359 36574370 CAGCTATTGCGGTCTCTTCC ACAATTGCTTGAATGGCTCC 275

Ad09A8615 Aradu.A09 8615 p4 (TTAA)6 24 36613082 36613105 GTTGCCGGTCTTTGATTTTG GGTTGTGGATAACCTCGCAT 242

Ad09A8617 Aradu.A09 8617 p3 (GAA)5 15 36626769 36626783 CCCCTAATGAAAAATGGGGT CCGGAGAGCTATTTTGGGTT 168

Ad09A8619 Aradu.A09 8619 p3 (GAA)5 15 36638515 36638529 CCCCTAATGAAAGTGGGGTT CCCGGAGAGCTATTTTGGTT 169

Ad09A8620 Aradu.A09 8620 c (T)10cgaaaattatatatggttttgtaaattttttgg(T)1053 36641884 36641936 AACATGCAATCGACACCAAA TGACATTGCATGATTCCTGG 181

Ad09A8624 Aradu.A09 8624 p3 (TGA)5 15 36653037 36653051 ATGCATTACGGACATCATGG GCATAAGGTGATGGGGATTG 198

Ad09A8625 Aradu.A09 8625 c (A)10ggaaattgaaataaaagagaggaagttacagt(A)1153 36656335 36656387 GGTACTACATTAATTGTCCAAGAAAA GTGCTGAAACTCGTGTCCTG 267

Ad09A8629 Aradu.A09 8629 p2 (AG)6 12 36674894 36674905 TGCATGAATTCCATGGTAAAA TAGCACCTCGTCTGCATTTG 224

Ad09A8631 Aradu.A09 8631 p3 (TTA)5 15 36675479 36675493 GGTGTTGTAAAATTGCAGCC TGAATTTGTGATGGAAAAGTGG 212

Ad09A8632 Aradu.A09 8632 p2 (AG)6 12 36691747 36691758 AACATCACCGAGGCAGTTTC CTATGTTTGCATGGGGTTTG 248

Ad09A8634 Aradu.A09 8634 p3 (TCT)5 15 36700696 36700710 CAGGATCCCCACCTACTTCA AGGTTTTTCTGGCCTTTGGT 277

Ad09A8635 Aradu.A09 8635 p2 (AC)6 12 36704088 36704099 TGGGGCTAAGGTAAAGGTGA GGGATTGAAAGCACCTCAAA 244

Ad09A8640 Aradu.A09 8640 p2 (AT)9 18 36720552 36720569 GCTATCCATGTCGGAGGTGT CGTGAGCGTTACGACTTTTG 206

Ad09A8641 Aradu.A09 8641 c (T)12cttttaccatttcagacataaaaaaagattggttagattgaattagtagtgttaagtttaaccaatttattttaatacattttc(T)10106 36738216 36738321 CAACAAGTTTACATTTGAGTCCTCTT GAACCAACATGCTACTTCACCA 233

Ad09A8642 Aradu.A09 8642 p3 (AAG)5 15 36738621 36738635 GGCTGTACTTTTGTCCCATGA GGGGATACGGCGAACTCTAT 221

Ad09A8643 Aradu.A09 8643 p3 (TAA)13 39 36739643 36739681 AGGTGCGGCGAACTCTATAA CGGAGATAAAAGCAGCCCTA 199

Ad09A8644 Aradu.A09 8644 p2 (AT)7 14 36759093 36759106 AGCGGAGTATGGTTCCTCCT AGGATTACAAAAGCGCGAAA 221

Ad09A8645 Aradu.A09 8645 c (T)10aattataagtgtgttttgcataattaaaatattttaacccgaaagtcttgtcaataaataccattgtcattcatctctcttttgtagttgtga(T)10113 36766336 36766448 AAAACGCAGGTTGTGTCTTC CTCCCTCCTGTGTGTTTGGT 254

Ad09A8649 Aradu.A09 8649 p2 (AT)8 16 36780966 36780981 CTGAATCGGTTTGGGTTTTG CCCATGCCACCATAGAACTT 200

Ad09A8652 Aradu.A09 8652 p2 (GA)8 16 36787377 36787392 TGTGCGTGTGAGTGTTCAAA TACCCACAAAATTGCCATGA 188

Ad09A8654 Aradu.A09 8654 p2 (TG)7 14 36797654 36797667 AAAGCACCCCAAATGATGAG GGCTTAGGTAAGGGTGAGGG 234

Ad09A8656 Aradu.A09 8656 c (CT)16ttctct(CA)9tacacat(AC)981 36842848 36842928 GAAAATGAAGGGGAAAAGGG GCTGACTGTGGTGTAGGGGT 205

Ad09A8657 Aradu.A09 8657 p2 (CT)6 12 36848787 36848798 TTGCAGAAATGCTCATAGCG AAGAACCTGGGATTGAGAGTCA 235

Ad09A8658 Aradu.A09 8658 p2 (TA)10 20 36855920 36855939 CGTGGAGGAGATGTGACTTG CGTTCATAGTGGTAAATTGATATTGC 211

Ad09A8659 Aradu.A09 8659 p4 (AAAT)5 20 36865514 36865533 TTTGGTTTGGGAATTGGGTA TCATGCATCCCAAAAATTGA 257

Ad09A8660 Aradu.A09 8660 p2 (GA)6 12 36869070 36869081 ATGGGAAGCACACAAAGGAG TGAGGATTTTGTTGCATACGG 190

Ad09A8663 Aradu.A09 8663 p4 (TTAT)6 24 36913180 36913203 TTATTTCCTTGGGCCTTCCT AAGCAAAAGCTTGCGAAAAA 188

Ad09A8664 Aradu.A09 8664 p2 (CT)6 12 36938194 36938205 GCGAATAACAGCCCTCCATA GATTGGCAGATTTCACCCAT 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8667 Aradu.A09 8667 p3 (AGA)7 21 36967763 36967783 CAGCCTTAGGTGCCATTGAT TTCTACACCTTGGCCGAAAC 169

Ad09A8669 Aradu.A09 8669 c (A)11ttatagtagagtaaaacttagctgaaaccaaataacatactgtaacacacatctttgatcaatatt(A)1087 37009263 37009349 AATCGATTGGTAATGGTACATAAAA CAGCGCATGAAAAAGCATTA 279

Ad09A8670 Aradu.A09 8670 c (GC)10(AC)7(AT)6gaatgatgtaacatcctaatatttaaatccttatgctcgagtcataagtcaatgatattatggtggttcgactctcaggtggattataatacatac(AT)8158 37012101 37012258 AAAGGCTGGAAACTCACTCG GCTCCTTGTCAAGCTTTTCG 259

Ad09A8672 Aradu.A09 8672 p2 (AT)6 12 37042688 37042699 TAAACCGCAATACTGCTCCC CCCTCGCCTTTATCTTGATG 168

Ad09A8675 Aradu.A09 8675 p2 (CT)9 18 37074269 37074286 TCAGGTAACCCTCGGAACAG GGTTTGTTTATGCCGCTTGT 222

Ad09A8677 Aradu.A09 8677 c (A)10g(A)10 21 37127832 37127852 TGAGGTTGAGCATGTTGACTTT TTAGGCCAATTTTGACCCTG 192

Ad09A8680 Aradu.A09 8680 p3 (GAA)5 15 37163493 37163507 CCTGGTAGGCGAATTAACGA CCAAATCCCTCTCCTTCCTC 265

Ad09A8681 Aradu.A09 8681 p2 (TC)11 22 37164165 37164186 TTTGTCGCAACTGACACGAT GTGCTAGGTGGGAGACAACC 239

Ad09A8682 Aradu.A09 8682 p4 (AATA)6 24 37166639 37166662 CAAGGGAAGGTCAAGGAACA TTTCGAATTCTCTCCCTCTCA 218

Ad09A8685 Aradu.A09 8685 p3 (TTC)7 21 37194503 37194523 TTCTTCACCTTGACCGAACC AATCGGAGGTGGAAGCTTTT 223

Ad09A8686 Aradu.A09 8686 p2 (AT)6 12 37198280 37198291 TGATCACAATTTCGTCCACC TACTGGCAACTTTGCTGCAC 241

Ad09A8688 Aradu.A09 8688 p2 (AG)8 16 37247825 37247840 TCCGTTCAGGAGAAAACTGC TTGCAGAGACACATCAAATGC 268

Ad09A8689 Aradu.A09 8689 p2 (CT)8 16 37258247 37258262 TGCACGCACCTCAACATTAT TTTGAATTTGGCAAGTGTGTTT 200

Ad09A8690 Aradu.A09 8690 p2 (GA)9 18 37266738 37266755 GGAGGGGGTCCGAATTATTA CCTAACCACTTTTTCACTCCCA 150

Ad09A8691 Aradu.A09 8691 p2 (AG)10 20 37270201 37270220 TCCTGAGTCCCTCACAATCA GTTGAGGAGCTTCTTGACCG 259

Ad09A8697 Aradu.A09 8697 p3 (AAT)6 18 37290818 37290835 AACCCTTGGATTGGAGCTTT TCAAGACTCAAACAAGAAACACAA 194

Ad09A8698 Aradu.A09 8698 p3 (TTC)19 57 37295540 37295596 AACCACAACCCCCTCTTCTT GCTTTTGTCTTCCCTTTCCC 248

Ad09A8700 Aradu.A09 8700 p3 (TAG)5 15 37316004 37316018 AGCAAGGATTGTGGTTCGTC AAAAGCTCAACCTGGAGCAA 103

Ad09A8702 Aradu.A09 8702 c (AAG)5acgctccatgcgtaaacgagcgtgaggaggat(GAG)871 37318891 37318961 CTGCTTCTTCACCAGGGAAA CGTGCCTCCTCTTCTTGTTC 260

Ad09A8704 Aradu.A09 8704 c (T)10gaaaa(T)10 25 37327780 37327804 CATGCAAGACACCAAACTTAGAA TTGGTGTCAATTGCATCTTTTT 229

Ad09A8706 Aradu.A09 8706 p3 (AAG)5 15 37334359 37334373 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad09A8707 Aradu.A09 8707 p4 (TAAA)5 20 37337619 37337638 ATCCAATCACAAGGGTGAGG TTGGAATTCTCCCTCTCTTCTC 112

Ad09A8710 Aradu.A09 8710 p2 (CT)11 22 37417743 37417764 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 252

Ad09A8712 Aradu.A09 8712 p3 (AAG)7 21 37446445 37446465 TTGGCTTCCCTTTTCCTTTT TACCCCCTCTCCTCTCCCTA 271

Ad09A8714 Aradu.A09 8714 p3 (CAT)5 15 37463476 37463490 TTGGCAAAAGTAACCGGAAG TTCTGAAAGAGCAGGTTCGG 145

Ad09A8715 Aradu.A09 8715 p2 (TC)6 12 37474634 37474645 TTTTTCCTCCTCATCTTTTGC GGAGGTGGTATTGGTGAGAGA 147

Ad09A8717 Aradu.A09 8717 p3 (CAT)5 15 37521782 37521796 GGCCATCACCCTCTTCTTATC TTACTTCTTTGAATGCCCGC 260

Ad09A8720 Aradu.A09 8720 p3 (ATT)5 15 37546543 37546557 TTCGAAAAGCCTCATCAAAAA CCATGATGGAAAAAGGGAGA 163

Ad09A8721 Aradu.A09 8721 p3 (AAT)5 15 37548053 37548067 CCTTTGTATCGATTTCGCGT TCGCTCTTGTCCTTTGAGGT 211

Ad09A8722 Aradu.A09 8722 c (T)11(A)10 21 37570087 37570107 TTTGGAGGGAAAACACCAAG TTGGATTGAATCTTGTGCCA 227

Ad09A8723 Aradu.A09 8723 p2 (GA)11 22 37613537 37613558 TGGGATGATCTCCCTCTCAC ATCAGCAAGCCCAATACCAC 275

Ad09A8724 Aradu.A09 8724 p2 (AC)39 78 37656900 37656977 CAACCTTAAGCCCAAAGGAA GCTAGGCGTCTGGATTTCTG 232

Ad09A8725 Aradu.A09 8725 p3 (TTC)8 24 37667492 37667515 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 191

Ad09A8733 Aradu.A09 8733 p3 (TCT)7 21 37689938 37689958 TCACTCTTCCCCATCACCTC GCCCTCAAGCAAAAGAAGAA 277
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Ad09A8736 Aradu.A09 8736 p4 (TTTA)5 20 37714257 37714276 TCGAAAATCATTAACTCGTCTTCA CTCCAAACAGAAGGGTGAGG 143

Ad09A8737 Aradu.A09 8737 p3 (TTC)6 18 37717608 37717625 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 197

Ad09A8740 Aradu.A09 8740 p2 (AT)6 12 37735802 37735813 TTATCGAACCTTGCTTTGGG AAGTTGCGAACATGGGGTAG 251

Ad09A8741 Aradu.A09 8741 p3 (AAT)5 15 37744630 37744644 GAGTAAGGGTCAATCCCACG ACGCCTATCTGAAATTCCCA 180

Ad09A8747 Aradu.A09 8747 p3 (TCT)9 27 37774587 37774613 CCTCTCTCCCTCTCCTCCAT CTGAGCTACGGACCCTTGAG 250

Ad09A8749 Aradu.A09 8749 p2 (AT)6 12 37808999 37809010 TTTTCTGGCCCACAACATTT CGTCCTACAAAGCAAAATTCA 203

Ad09A8751 Aradu.A09 8751 p2 (CT)6 12 37820516 37820527 TCTGAACCAGTTTTCGACCC CAGAGAACATTGAACCTGGGA 206

Ad09A8752 Aradu.A09 8752 c (A)10ggagatttt(A)1231 37821368 37821398 TTGCAAACGTGTGCCTTATT CTTCCAACCTTGATGCCTGT 245

Ad09A8754 Aradu.A09 8754 p2 (CT)6 12 37826779 37826790 TTCTGGGCTGTTTCTGACCT CAGAGAACATTGAACCTGGGA 234

Ad09A8755 Aradu.A09 8755 p2 (GA)17 34 37850278 37850311 CCATGACAGAAAAGCGAACA TATCCAGCTTGCCATTCCTC 134

Ad09A8760 Aradu.A09 8760 p2 (AT)6 12 37859702 37859713 GTTATTCCCACACAATGGGG TGGGGCCAAAAAGAATTACA 158

Ad09A8761 Aradu.A09 8761 p3 (AAT)15 45 37860656 37860700 ATCAACGATGATTTCGGAGG GCACATTGTTCACAACACTCAA 275

Ad09A8762 Aradu.A09 8762 c (TAT)5tacat(TA)7tgagcaaaaaaagtccaactgttttaaagtaaaattttctttcaatatttgattaaatgttcttgtatttagtac(T)12121 37860893 37861013 TCAAGATTCTTCATTGACTCCC CGCGTGAAGAAGAGAGGATT 200

Ad09A8764 Aradu.A09 8764 c (T)13attaagttagacgaatgttgtgcccgcatactactactatttataatcacaaacattgcaaaaata(T)10cttctatatttctcattttgattttgccttttggtagcatgcattgtttatcacctattttttccccttcttaataaaccaccgttcagttaatcga(T)10196 37863832 37864027 TCCATCCATTCTCTAACACAACC TGAAGGTTTGAGCATCAACAA 272

Ad09A8766 Aradu.A09 8766 p2 (AG)6 12 37869380 37869391 TTCCAGTTGCGTAGAGAGAGTT TCAAGTTAAATAGCAAAACCCCA 191

Ad09A8768 Aradu.A09 8768 p2 (CT)6 12 37877494 37877505 CCAAATTAGGGAAATAAACAAATCA TTTTTGGTCCAGTTCCAAGC 276

Ad09A8771 Aradu.A09 8771 p2 (GA)7 14 37907127 37907140 GGTTTGGGAGGGAAAAATGT GGAGCATGGATGAGAAGTCC 252

Ad09A8772 Aradu.A09 8772 c (T)10caaaaattattttggaaaaacgaaaaagaagaagaaa(T)1057 37911328 37911384 AAACATGCAATTGACACCAAA GTTGCCAGGGATTGTTCAAG 276

Ad09A8781 Aradu.A09 8781 p2 (TA)7 14 37989926 37989939 CGAGAAGACTTTTTGAGGCG AACACCCCTCAGTCAGCAAC 206

Ad09A8782 Aradu.A09 8782 p2 (TA)8 16 37991034 37991049 TTTTCCTCGCCTTTGTCATT TGGCTGCACCACTCTGATAG 251

Ad09A8783 Aradu.A09 8783 p2 (TA)6 12 37991772 37991783 TATCCCTCGCCTTTGTCATT ACGCTTCTGACTGCACCATA 248

Ad09A8788 Aradu.A09 8788 p2 (AG)6 12 38009438 38009449 GCTGGCTATGGTGAGAGGAG ATAACCTAATGCGCGACGAG 188

Ad09A8789 Aradu.A09 8789 p3 (TTC)6 18 38027041 38027058 TACACCTCTCCCCCTCTCCT ATGGATCACCTTCGTCTTGG 279

Ad09A8792 Aradu.A09 8792 p5 (AAATA)6 30 38054110 38054139 TGGGCAAGTTTGTGTCTGAG CCCACCATGGTATGATCGTT 274

Ad09A8793 Aradu.A09 8793 p3 (AGA)6 18 38065160 38065177 CTCCCATGACTCAGAGGTGG ATCTCTTTCCCACCCAATCC 247

Ad09A8795 Aradu.A09 8795 p3 (GAA)5 15 38076493 38076507 AATTATCCGCTCATCACAACG CTTTCTGCGCTCTGTTTTCC 210

Ad09A8796 Aradu.A09 8796 p2 (AT)6 12 38085237 38085248 TTCCTTTGCCTCTTACTTCCC AGCATTTGAGTTTCCAATCG 250

Ad09A8797 Aradu.A09 8797 p2 (CT)7 14 38087776 38087789 TCAATCCAACATGGAAAGTTCA TTTTGGCCAAGATCCAAGTC 261

Ad09A8799 Aradu.A09 8799 p3 (TTC)6 18 38097660 38097677 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 208

Ad09A8801 Aradu.A09 8801 p2 (CA)6 12 38117361 38117372 AAGGAAAGGATCCCCTAGCA CAATGAGTGCACAATTTCGG 232

Ad09A8810 Aradu.A09 8810 p2 (TC)6 12 38171771 38171782 TCCCTCTTACCATCAGCACC AAGGAAATTGGGATTGGGAC 181

Ad09A8813 Aradu.A09 8813 p2 (AG)6 12 38194703 38194714 TCCTCTTGAGAGTCCTTTCCTG TTTCGAAAATTCCCTCTCTCA 273

Ad09A8821 Aradu.A09 8821 p3 (AGA)5 15 38231656 38231670 GCCCTGGCTTTTCTCTTCTT CAGGATCCCACCTACCTCAA 278

Ad09A8822 Aradu.A09 8822 p3 (AGA)6 18 38238223 38238240 TCTCTGGCTTTAGGTGCCAT CCACAGGATCACCTCAGGAT 276
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Ad09A8828 Aradu.A09 8828 p3 (TAA)5 15 38350093 38350107 TAAGGGTCGATCCCACAGAG AAGGAACACAGCACCTCCAT 203

Ad09A8832 Aradu.A09 8832 p3 (GAA)5 15 38372888 38372902 CTTCCAAGAGGGTGCTCATC GAGCATGGTTGCCCACTACT 239

Ad09A8835 Aradu.A09 8835 p2 (AG)8 16 38409753 38409768 GTGCTAGGTGGGAGACAACC GAACAATTTGTGCCAAAGGC 268

Ad09A8840 Aradu.A09 8840 p3 (TTC)5 15 38488133 38488147 AGCTTTTTGGGGAGGAGAGA CCGAAGAGATCCATGTTTGAA 277

Ad09A8842 Aradu.A09 8842 p4 (AATA)8 32 38497830 38497861 CCTTCTGCATCTGTGCCTAA CCATGATGGAGAAAGGGAAA 244

Ad09A8843 Aradu.A09 8843 c (A)10taataaaaaaataaataaaaaataaataaaaa(AT)654 38497989 38498042 GTCCAGAAGGACTCTGGGGT GCAAATGCAATAAAAGAAATTGG 186

Ad09A8844 Aradu.A09 8844 p2 (TA)7 14 38499495 38499508 TGGAAAACTTGGGACATTGG GGCATTTTTGTCCCCTTTTT 180

Ad09A8852 Aradu.A09 8852 p2 (AT)12 24 38627090 38627113 GGGAAGATTGTGGGAACAAA TCACATGTGCATTGGTTGTTT 205

Ad09A8858 Aradu.A09 8858 p3 (AGA)17 51 38650020 38650070 TTGGGTGCCATAAGTGTGAA AACCCTAACACAAATCCCCC 272

Ad09A8861 Aradu.A09 8861 p3 (TCT)5 15 38666242 38666256 ATCCATCATCTCTTGCCCAC CCCTTGACTCAGAGGTGGAA 250

Ad09A8866 Aradu.A09 8866 p2 (GC)6 12 38742568 38742579 AAGAATTTGTCGACCATCCG TGGAATATGTGCCAGGAGTG 274

Ad09A8867 Aradu.A09 8867 p2 (GC)6 12 38742850 38742861 GCCTGTGGCATAACCACTTT AAGAATGAAAGGGGGCAAGT 269

Ad09A8868 Aradu.A09 8868 p2 (TA)6 12 38752351 38752362 GCATCGCGCAACTCTAATTT CAAAATCCAGTGAGGGTTCAA 223

Ad09A8869 Aradu.A09 8869 p2 (TA)8 16 38756946 38756961 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 272

Ad09A8871 Aradu.A09 8871 p3 (ATA)7 21 38768774 38768794 GGTGCCATTCATGAAAAGAAGT GATCAATGAAGCCATAATGCAA 279

Ad09A8872 Aradu.A09 8872 p3 (CTT)8 24 38769603 38769626 TCCATTTTCAAACACAGCGA AAAGATGGAATTTGAGGGGG 280

Ad09A8873 Aradu.A09 8873 p3 (ATA)6 18 38776995 38777012 TTGAATTAACGGAAACAAAATCA CTTGCTCTGCTCCTTCACCT 226

Ad09A8875 Aradu.A09 8875 p2 (GA)20 40 38803044 38803083 AGAGAGAGAGGGACGAAGGG AATCTGACGGTAATCGTGCC 134

Ad09A8879 Aradu.A09 8879 p3 (CTT)5 15 38824556 38824570 ACGATTTCAGTTTGTTCGCA ACCGAGCCTGAAAGTTCAAA 210

Ad09A8882 Aradu.A09 8882 c (T)10ccccttttttttc(T)1336 38826978 38827013 GCCTTTCCTTTTAATGGATGC GCAGAAGCTTGTCCAAATGA 252

Ad09A8883 Aradu.A09 8883 p2 (CT)18 36 38828783 38828818 GCTGCAAATAGCACAAGAGG TGTGGGGAAAATTTTAAAGCA 232

Ad09A8887 Aradu.A09 8887 p3 (AAG)7 21 38832737 38832757 GGGAATTGGGGAAATGAAGT TAGGGGTGAGGGAGGAGTCT 244

Ad09A8891 Aradu.A09 8891 p3 (ATA)5 15 38874389 38874403 CAAGCACCCCGTTACAATTT TCAAATTGGCTATCAAGTGTCG 135

Ad09A8893 Aradu.A09 8893 p3 (ATA)13 39 38879120 38879158 CTGCCAAAATGAATGCACTA AATAACCGGTGCCATTATCA 280

Ad09A8894 Aradu.A09 8894 p2 (TC)6 12 38879483 38879494 AGGATAGAGCTCATCGAAACG GAAAGGAAGAGAGGGAGGGA 231

Ad09A8895 Aradu.A09 8895 p3 (ATA)6 18 38884100 38884117 TGCACACATTAATATTGACCCA TGTGTCCATACGATATAACTTTACGA 257

Ad09A8896 Aradu.A09 8896 p3 (GTT)6 18 38895686 38895703 AGGCTGCTTCCCATACCTTT AAAGGGCAACTGCTGAGAAA 161

Ad09A8899 Aradu.A09 8899 p3 (ATA)15 45 38902003 38902047 CATTGCATTCTATTTCGTTTAGAAAA TTTCCCTTCTCTGCCTTTGA 122

Ad09A8901 Aradu.A09 8901 c (TAA)6tacccaaat(A)1037 38907299 38907335 AAAGATAAAGCACCGAAATAGTTTT GCCAAATCATATTCATCACTCATC 280

Ad09A8902 Aradu.A09 8902 p3 (TTA)23 69 38922344 38922412 TTGCTATGCTGTATTGAGAAGGA TGTCCAAACCCATTAAAGCTG 275

Ad09A8904 Aradu.A09 8904 p2 (TA)9 18 38933671 38933688 CCATCAAAAATCTCTTCATCAGG TTTCAACCAATTGAAACATAATCA 178

Ad09A8905 Aradu.A09 8905 c (T)10actattat(A)12ggtgcaaataccaatagattctttacggttc(T)10cctttttgtattattagtgtattgctgcaaaatacatttg(A)10121 38934208 38934328 TATCTTCTCCTTAAAATTGTCTTCAA TCGTTTCTCATGCTGCTGAC 253

Ad09A8909 Aradu.A09 8909 p2 (TA)7 14 38960958 38960971 CAATTAACATGTGTTCCAATAGTGC GGACAAACTATAATCAAAGGATCCAA 277

Ad09A8911 Aradu.A09 8911 c (A)11taaagatgcacagcaatttccttctgcgg(T)1353 38961805 38961857 TTGTTTGGCCACGATCATTA TTTTTAATCACGTTAATTTTCCGA 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A8913 Aradu.A09 8913 p3 (TTC)5 15 38967858 38967872 TGCTTTCACCCATCCCTAAA CACTGAGGCACAGTTGAGGA 217

Ad09A8916 Aradu.A09 8916 c (CTT)19ctgatactaacgttgtcgattca(TCT)6actttgaattcttgttgtgg(TTC)6136 38972989 38973124 ACATGCATGCTTTTATGGGG TTGGTTAGACCTCTCTTGGTTTTT 280

Ad09A8917 Aradu.A09 8917 p3 (GGA)5 15 38973543 38973557 AAAAACCAAGAGAGGTCTAACCAA TGGATGATTCTTTATCTTATGTTTTGA 263

Ad09A8918 Aradu.A09 8918 p4 (TATT)6 24 38975201 38975224 TTGGGGTTAGGACTCAGTGG ACCGAAAACTGAACAAACCG 232

Ad09A8919 Aradu.A09 8919 p3 (TTA)16 48 38976822 38976869 GAATTGCTAATGTTTCGTCAAA TGTTCGGTCACTTGGAAAAA 265

Ad09A8920 Aradu.A09 8920 p2 (GA)6 12 38977155 38977166 AAAAGGAAGCTCGTGACACC CGAAGCTAAAAGTTCGGTGG 178

Ad09A8921 Aradu.A09 8921 p2 (TA)6 12 38992235 38992246 TTGCCACCATTTCACGAGTA AAAATTTTTCATATAGAGGGTTCAAA 240

Ad09A8925 Aradu.A09 8925 p2 (CT)6 12 39027772 39027783 GATGCATCCATTGGGAGACT AAGAACCTGGGATTGAGAGTCA 148

Ad09A8931 Aradu.A09 8931 p2 (CT)7 14 39054155 39054168 CAAGAAATCGAAGCCGAAAA CCGAAGCCATAAGGAAACAA 212

Ad09A8932 Aradu.A09 8932 p3 (ATA)15 45 39054429 39054473 TTGTTTCCTTATGGCTTCGG TTAGCCACTGGGGTCTTGTC 271

Ad09A8937 Aradu.A09 8937 p2 (TA)6 12 39092121 39092132 CTGTGTCGAACGAGACATGC CCATCAGCTATTCCCAAAGC 225

Ad09A8939 Aradu.A09 8939 p2 (AT)6 12 39105471 39105482 GCGTTTTCATCTTTCATGGG TAAGTTTGAGGTTCGGTCGG 272

Ad09A8940 Aradu.A09 8940 c (CT)6ttttttttgtttaagttcagtttggtggtgaatgaaaagaaacgaaggtgattaatgatgattatggttaagtggcattggt(TA)7108 39105970 39106077 TGTTTGGAGTTACGGATCACA CGAAGCCATTAAGGGAACAA 235

Ad09A8943 Aradu.A09 8943 p2 (TC)6 12 39110408 39110419 GCAGCTTCTCCATCGACTTC CGTGACATCTAGCCACCTTTG 271

Ad09A8945 Aradu.A09 8945 p2 (TA)8 16 39124779 39124794 TTATGCTCGGACCGGTTATC GAAAGCGTAACACTCCGGTC 137

Ad09A8946 Aradu.A09 8946 p2 (GT)6 12 39125086 39125097 GAGCTTGAGGGATGGACTGA AAAGTCCCAAATGCATGCTC 127

Ad09A8947 Aradu.A09 8947 p2 (TA)13 26 39132612 39132637 TTATGCTCGGACCGGTTATC GAAAGCGTAACACTCCGGTC 147

Ad09A8948 Aradu.A09 8948 p2 (TA)8 16 39133826 39133841 AATCTTTCAACCGCGCAAT CGCAACTCAACAACCAGATG 272

Ad09A8953 Aradu.A09 8953 p2 (AT)7 14 39219660 39219673 GTTTGGGAGAGTTGGGAACA GGCCTTTTGTCCCCTTTTTA 254

Ad09A8954 Aradu.A09 8954 p2 (GC)6 12 39220729 39220740 CCAAGATTGGAAATGCATCA TTTGCTTGGGCTTCAATTCT 269

Ad09A8956 Aradu.A09 8956 p2 (AT)14 28 39235353 39235380 GGGAATTTGGACACCTACTCA GGGCCAAGGTAAAGGTAAGG 238

Ad09A8958 Aradu.A09 8958 p3 (TTA)8 24 39244594 39244617 TCACTAAATGTGTCAATTTTACTATGC GCTCTTCCAGAGCCTTCTATCA 237

Ad09A8960 Aradu.A09 8960 p3 (CAT)5 15 39259436 39259450 GGATCAAAAATCAGCCTCCA TTTCAAGGGTTGAGTGTTATAAAGG 235

Ad09A8962 Aradu.A09 8962 p2 (AT)9 18 39306083 39306100 AACGCACCATGTGGTAAACA ACTTGCCGGTTAGTTTGTGG 236

Ad09A8963 Aradu.A09 8963 p5 (AAGAT)5 25 39320917 39320941 CCAAATCCTAAGGCAGTCCA TGCTGCTGATCCTTCATCAC 263

Ad09A8966 Aradu.A09 8966 p2 (CT)6 12 39345567 39345578 CCAATTTGGCAACATAAGTCA TTGGCCCAGAAAACACAAAT 274

Ad09A8967 Aradu.A09 8967 p2 (CT)6 12 39362146 39362157 ATTTTTGCATGCCATTTGGT GAGGTGATTGGTGAATGGGT 124

Ad09A8968 Aradu.A09 8968 p2 (AT)6 12 39364236 39364247 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 222

Ad09A8969 Aradu.A09 8969 p3 (TTC)5 15 39380195 39380209 GTTCGGACAGAGGAGCTACG CGAAACGAGAATTTTGACACC 245

Ad09A8972 Aradu.A09 8972 c (AG)6aaggctcggccttgtgggtgtatgagtgtatgagag(GT)966 39412046 39412111 TCTCGTCCTCGAGCAAAAAT CCATCATAACTCCCACCCAC 246

Ad09A8977 Aradu.A09 8977 p2 (TA)6 12 39468483 39468494 TTGCTAGCCTCTGCTTGTCA GAGGTTGGACCTCACCAAAA 149

Ad09A8978 Aradu.A09 8978 p3 (ACA)5 15 39480214 39480228 CGGAAAGTACACCGGATTGT TCGTTTGATTCATGTAGCCG 251

Ad09A8980 Aradu.A09 8980 p2 (CT)8 16 39496799 39496814 TGAACTAAAGCGCAATCACG GGAAGGACGGAAGAAGAAAA 228

Ad09A8982 Aradu.A09 8982 p3 (AAG)5 15 39508308 39508322 TGTCAATCTGTCTTTCATTGTTGA TACTGCGGTTGATTTGGTGA 165
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Ad09A8984 Aradu.A09 8984 p3 (AGA)5 15 39560769 39560783 GGTCTTGATGGGCTTTTGAA CTCTCTTCTCCCCCTTGTCC 263

Ad09A8988 Aradu.A09 8988 p2 (AT)11 22 39616155 39616176 TGGCTAGTATGACTAGGACGTG CCGTTGTTGCCATTTCTCAT 279

Ad09A8989 Aradu.A09 8989 p2 (TA)10 20 39619387 39619406 CGTGGCTTGTCGTTTTGTAA TCAAGCATGTCATAATAAAAATCAAA 246

Ad09A8993 Aradu.A09 8993 c (TA)8tgcttgcgtggatggtactcttcttaagtccgttttgt(TTG)672 39649460 39649531 GAGGACAACCTCAAGGACCA TTAAAACAAGGCCGTTCACC 256

Ad09A9000 Aradu.A09 9000 c (CTT)5ctcacatg(CTT)1362 39659295 39659356 CTAATCCATCACCCAACGCT CGCGAAGAAAAAGAAGATGC 135

Ad09A9002 Aradu.A09 9002 c (TTG)5ctgta(T)12 32 39660544 39660575 AACCCTGAACCCATAAACCC TGTGTTTGGTTCATTCTGCAC 180

Ad09A9003 Aradu.A09 9003 c* (TC)7(CTCC)5* 31 39664547 39664577 AACCCTACCAATTCACCCATC GGAAGAAGGGTATGGGGTGT 167

Ad09A9007 Aradu.A09 9007 p2 (GC)6 12 39685809 39685820 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 277

Ad09A9008 Aradu.A09 9008 p4 (AATA)5 20 39686021 39686040 GCAAAAACGACAAACGTTATCA CCAATCTTTTCTTTATGGGTCG 129

Ad09A9009 Aradu.A09 9009 p2 (GA)9 18 39691633 39691650 CAGAGGAAGAGAGAGGGTTCG CCACTTTTCCACTTCCAATTTT 230

Ad09A9012 Aradu.A09 9012 p2 (AG)7 14 39700321 39700334 GAACCTGGGATCGAGAGTCA GACATGCGCGATCTGTAGAA 247

Ad09A9015 Aradu.A09 9015 p5 (AAGAT)5 25 39745119 39745143 CTTAGGTCAGGACAACCCGA CCTGGGTGCTCCAGTGTATT 254

Ad09A9016 Aradu.A09 9016 p5 (AAGAT)5 25 39755100 39755124 CAGCCCAAGCCTACAAAGAG CCTGGGTGCTCCAGTGTATT 151

Ad09A9017 Aradu.A09 9017 p2 (TA)9 18 39757355 39757372 TTCTTATGGGCTCCCAATTTT GAACATGTCACCTCCACCAA 263

Ad09A9018 Aradu.A09 9018 p3 (TCC)6 18 39762394 39762411 ATTCCTCCTCATTGCCTCCT AGAGGCGACGACGAATCTAA 224

Ad09A9019 Aradu.A09 9019 p3 (TAT)13 39 39762684 39762722 CTTCGTTGCCAGATCCATTT CTGCCACAAACCATCAACAC 276

Ad09A9020 Aradu.A09 9020 p3 (TTC)5 15 39768026 39768040 GTGTTTTTCCATCCCACAGC AAGAAGACGAAGAACGCGAA 166

Ad09A9021 Aradu.A09 9021 c (GTT)5atta(TTG)637 39773931 39773967 CCCTTATCATCATCCGCATC AGAGAAAATCGGGTGAAGGG 257

Ad09A9022 Aradu.A09 9022 p2 (AG)7 14 39780014 39780027 TTCGTGTATTTGGGGTTGGT GGATCCCCATATATCCCACC 213

Ad09A9023 Aradu.A09 9023 p2 (AT)8 16 39792715 39792730 TTTCTTCCGTCAAATTTTTCAA AACCATGCAATTTACGCACA 273

Ad09A9026 Aradu.A09 9026 p3 (TAC)6 18 39809630 39809647 AACAAAAAGTATTGCCACCACA CCACTTCCCAAAACACAGGT 280

Ad09A9027 Aradu.A09 9027 p2 (AT)14 28 39816544 39816571 TCGGCAGAAGTTCTATAAAGGAAG GGCCAAAAGGCAATGATAAG 255

Ad09A9036 Aradu.A09 9036 p2 (CT)6 12 39845332 39845343 TTCTGTGTATCATCAGAAGAGAAGAAA CAGCAGAAAAACATCAGGCA 165

Ad09A9038 Aradu.A09 9038 p3 (TAT)13 39 39850445 39850483 TTGTTCAAAAATGTTGTTGGTT GCAATGCTAAGTTCATCGAAAA 244

Ad09A9040 Aradu.A09 9040 p2 (AC)6 12 39851184 39851195 GGGGTAAGAACTGGGGAGTC AGCTCATGGCCTGCTTAGAA 276

Ad09A9042 Aradu.A09 9042 c (CGA)6tgatgat(GAC)540 39865756 39865795 GCTTCTGCTGAGTTTGGTCC CGCATTGACATGTTCCATTGT 217

Ad09A9044 Aradu.A09 9044 p3 (ATC)6 18 39871839 39871856 GTGCCCAATTTTGCTTTTGT CTAGGCAAAGGGTGCATGTT 266

Ad09A9045 Aradu.A09 9045 c (GA)21cctgnnnnnnnnnnnnnnnnnnnnnnnacgaacgagtagtgtaagaagagtggtcac(TG)6111 39873970 39874080 GCAAAGAAAACCCTAACGCTT ATTTCCCGCTTTAATACCGC 245

Ad09A9046 Aradu.A09 9046 c (T)10gtattttactt(A)1031 39875191 39875221 GGGAATGATACAAAATGCTGC CATAATCCTTCGTTCGGCAT 188

Ad09A9049 Aradu.A09 9049 p2 (TC)6 12 39882377 39882388 TTCGTTGTTCTTCTCTGTTTGTG TCATTCGTTGTTGGGATTCA 129

Ad09A9051 Aradu.A09 9051 p4 (CTAA)6 24 39887869 39887892 CATCTCAGACCGACAGGACA CCTCTCCAGCCCTTTTTGTA 274

Ad09A9052 Aradu.A09 9052 c (T)14aaatttttctctgtggatggtgctc(T)1049 39888307 39888355 GATGGTCGAAAACGCTTGAT TGGATTGGTGCCAAAACATA 148

Ad09A9054 Aradu.A09 9054 p3 (GAA)5 15 39908137 39908151 TTCTTTGTTGATGAGCACGG GCATCATTACAACACGCCAC 178

Ad09A9058 Aradu.A09 9058 p3 (AAT)14 42 39913831 39913872 TCCCTTGGAAAATAATGAGCA TTCCATACCAAGAAAAACACACC 249
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Ad09A9059 Aradu.A09 9059 p2 (TA)11 22 39914648 39914669 TTTATGTTTTTGCTTTACAGCTATG TCATGAATTCAGAAATTGATACGAA 259

Ad09A9060 Aradu.A09 9060 c (GT)6atgtgtgtgtgg(GT)636 39920979 39921014 CCCTATTTTGATTTGTGTTGTTTG CACGGTTTTAGCGTGACCAT 233

Ad09A9062 Aradu.A09 9062 p2 (GA)6 12 39929277 39929288 GCACTGTCTCTAGAACCGCA CTTTCTTCTCCGTCTGTGGC 202

Ad09A9063 Aradu.A09 9063 p2 (GA)6 12 39936436 39936447 TGGCCTGGAGAGTTGGAATA GATGTTGAAATGCCAAATGC 279

Ad09A9069 Aradu.A09 9069 p2 (AG)6 12 39988838 39988849 ACGCTTTTTCCACACCAAAC ACCCTCTTCCCCATGTTCTC 258

Ad09A9073 Aradu.A09 9073 p3 (CTT)9 27 40010224 40010250 ATGGCTCCTCCATCATTCAC TGGACAAATGGTTTTAGTGGC 133

Ad09A9074 Aradu.A09 9074 p3 (CTT)9 27 40012860 40012886 TGTTCCTCATGCATCGACAT GACCAACCGAATCAATTCAAA 266

Ad09A9075 Aradu.A09 9075 c (AT)6aatttttgaaaaatcc(A)1139 40028593 40028631 TTTGGACAACTGACGGTTCA ACACCATGCATGAGTTTTCG 252

Ad09A9076 Aradu.A09 9076 c (AT)6aattttcgaaaaatcc(A)1038 40037317 40037354 TGAACACATTTTAAGAAAATTTAACCC TCCAATCAAGTTGGTCTGACA 236

Ad09A9077 Aradu.A09 9077 p3 (TCT)9 27 40060301 40060327 TGGTGCTCGAAACAGTAACG ACGAGAGAGGAAGAAAGGGC 232

Ad09A9079 Aradu.A09 9079 p3 (GTT)5 15 40079115 40079129 TTTGAGCCTGGACATCACAA CAGGCTTCAACATGCTTCAT 268

Ad09A9080 Aradu.A09 9080 p2 (CA)6 12 40081556 40081567 CAAGCTCTCAAGGCCTCAAC GGACCTTGGGTGTGGTAAGA 208

Ad09A9081 Aradu.A09 9081 p3 (GTT)5 15 40085627 40085641 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 239

Ad09A9082 Aradu.A09 9082 p2 (CA)6 12 40089076 40089087 GCTTTCGCGTGACTCTCTGT GTGCTAGGTGGGAGACAACC 254

Ad09A9083 Aradu.A09 9083 p2 (TC)7 14 40109564 40109577 CCTAAATGGAGCAGGGATGA ATGGAGGTGTTTGGTGAAGG 145

Ad09A9084 Aradu.A09 9084 p4 (AATA)7 28 40120877 40120904 TTCTGTTCAGCATCCCCTTC CCCAGTGAGGTAACATGTGTAAA 274

Ad09A9085 Aradu.A09 9085 c (A)11gaaata(AT)7 31 40124466 40124496 GGGGATTCCCACAGAATCAT GGCTTGAAGCAAGGAGTGAG 274

Ad09A9086 Aradu.A09 9086 p2 (TA)8 16 40124701 40124716 CACCAAGTTCAGCGTGAAGA CAGACGGAGAAGGAAAAACAA 248

Ad09A9087 Aradu.A09 9087 p2 (GA)6 12 40131103 40131114 GGAGGAGATTGAGGGAGGAG CAGCAAAGGCATGTTGTACG 228

Ad09A9088 Aradu.A09 9088 p3 (CAA)5 15 40148233 40148247 GATTTTGGTAGATGGCATTTCA CTGTTTGTGAGAATGGAGATGG 253

Ad09A9090 Aradu.A09 9090 p3 (TTA)10 30 40165512 40165541 TTGTCCAAAATTGCACGGTA AATGTCAATACATTAAAATTAAACCCA 224

Ad09A9092 Aradu.A09 9092 p2 (AG)10 20 40209787 40209806 CAGCATACACACCCAAGCAG CTTCTCCTCCTACCCAACCC 280

Ad09A9095 Aradu.A09 9095 p2 (AC)6 12 40270175 40270186 ATGTCCCTATTGTCCCCACA AGCCAACTTTGAGCCTACGA 152

Ad09A9097 Aradu.A09 9097 p3 (AGA)6 18 40280894 40280911 CTCCCATGACTCAGAGGTGG ATCTCTTTCCCACCCAATCC 255

Ad09A9099 Aradu.A09 9099 p2 (AT)9 18 40317968 40317985 TTGGGTTCTGACTTTGTTGATG TTTTCTCCTTGCGTTTTACCA 279

Ad09A9100 Aradu.A09 9100 c (T)20c(T)15 36 40321350 40321385 CAGAATGGGCAAAATAACCA TGCTCACCTACACGAGCTAAA 260

Ad09A9101 Aradu.A09 9101 c (A)12tttattttgggccaaaactatattttatcta(T)1053 40323282 40323334 AAGACCTGACTCCTTTGCTAAAAA TTAAGACTGGACCGGACTGG 243

Ad09A9105 Aradu.A09 9105 p2 (TA)6 12 40328432 40328443 AATTGAAACGTGCCAAGGTC CATACATACACACGCGCACA 115

Ad09A9106 Aradu.A09 9106 p4 (AAAT)6 24 40334341 40334364 CCTCTCGAATTTGTACCTCTTTTT CACTTTTGACCCCTTCTCCC 240

Ad09A9110 Aradu.A09 9110 p2 (CT)8 16 40345538 40345553 GGAACATTAAACCTGGAAATTGA GACATGCGCGATCTACAGAA 273

Ad09A9113 Aradu.A09 9113 c (T)13a(ATT)5 29 40385129 40385157 AGCCGCAGAAATGAATGAAG AATGAAGGGAAAGCCACAAA 154

Ad09A9114 Aradu.A09 9114 c (GAA)6gg(AGA)5 35 40389896 40389930 TTGGGTTCGATTTCGAGAAG ACAGAGGACGGGTTCAGTTG 252

Ad09A9115 Aradu.A09 9115 p3 (TAA)5 15 40390339 40390353 AACCTGCGTTTTGAGGCTT CCATGAAATGGAAGGAATGC 270

Ad09A9118 Aradu.A09 9118 p5 (AAAAT)5 25 40426671 40426695 TGGTTAGGAAGTTTTGAAAAAGG TGTGTGTTTTTCTCTTCCCTCA 265
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Ad09A9125 Aradu.A09 9125 p3 (GAT)5 15 40447813 40447827 GAGCAATTCCGAGTTCTTGC AGCTTCAACTGCCGAGGTTA 180

Ad09A9127 Aradu.A09 9127 p3 (AGA)6 18 40464155 40464172 ATAGCCAAGTCGATGCCATT CTGTCTGGCCACCCTTATGT 224

Ad09A9128 Aradu.A09 9128 p2 (AT)6 12 40471473 40471484 TTCAATCCTTCCTCAGGCTC ATTGCGCTTTTTATTTTGCG 218

Ad09A9129 Aradu.A09 9129 p2 (AT)8 16 40471697 40471712 CTAGCCCCTGACTCAACCTG TCCTCACTAGGCGTCTGGAT 259

Ad09A9131 Aradu.A09 9131 c (T)10gaaatctggttctccccttaaacaccaaatggcgtcattttggtttaatt(A)1070 40503045 40503114 ATTTGCCTATGGCCAAACAG GGAAAAGATCATTCAGGGCA 184

Ad09A9134 Aradu.A09 9134 p3 (TGA)6 18 40510610 40510627 AGCTTCAGCTGATGGGAAAA CAACCTTTGGATGATTGGCT 224

Ad09A9137 Aradu.A09 9137 p3 (TAC)5 15 40553402 40553416 CATGTTTGATGATGATGAGAAAAA GAGGAACATCCACTTCCCAA 184

Ad09A9138 Aradu.A09 9138 p3 (TCT)6 18 40563681 40563698 CCCATAAACCCCACCTACCT TCGTCCTCGAGCAATAGAAGA 230

Ad09A9141 Aradu.A09 9141 p3 (TAT)5 15 40583545 40583559 TTTGAACCCTCTTCTCCCCT CAGGTTCAGGATCTGCTTCA 186

Ad09A9145 Aradu.A09 9145 p3 (TGG)5 15 40640079 40640093 CAGGGAATCCTGGAAATTGA TGCTGCAAAATGGAGTCAAG 272

Ad09A9148 Aradu.A09 9148 p2 (AT)9 18 40666788 40666805 AAGCCTCATGGAAAAAGTGC CCAACTGGGTCTTGAGAAGC 137

Ad09A9149 Aradu.A09 9149 p3 (TTG)8 24 40671122 40671145 GGAGTGGAGAGTAGAATTTTCCC TTTCATGACGTTGGTTTTTCC 152

Ad09A9151 Aradu.A09 9151 p2 (AT)6 12 40678711 40678722 TGACAGTCACAGGTCAAAGGA TCAAAATTGTTCTTGGTCATAGG 261

Ad09A9152 Aradu.A09 9152 c (ACC)6atattatcatcatgg(TCA)12gaacaga(ACC)6aattttaaaatcatcatgg(TCA)10143 40696338 40696480 CTTCACCCCAAAATCAACCA TTTGCTTGTGAAATTTCTGGATT 262

Ad09A9153 Aradu.A09 9153 c (AAG)5aattggtggtgcggaggtgcggc(AGA)759 40696607 40696665 TCAGAACAGAACCACCACCA ACTGCACCACCACCACCT 280

Ad09A9156 Aradu.A09 9156 p2 (AT)9 18 40712111 40712128 CTGCGGTGTCTCAAAAAGTG TGGCAGACTTCTTCCAGGTT 236

Ad09A9159 Aradu.A09 9159 p2 (TA)6 12 40764036 40764047 GACAGAGCGGAGGATGTCTC CAGGTGATAACCCAAAGCGT 279

Ad09A9161 Aradu.A09 9161 c (TC)9(TA)10(T)1048 40783805 40783852 ATCCATTGATGCTCAAAGCC TAGCAAAAGCTTGCGAAAAA 172

Ad09A9162 Aradu.A09 9162 p2 (GA)8 16 40786889 40786904 TGGCCCAGAAAACACAGATT CAGGTGTGATGAGAATTGGG 263

Ad09A9163 Aradu.A09 9163 c (TA)8(T)22ctttttctc(T)1057 40808629 40808685 CATTGGGGTAATTTTGTCCTC AGTGTGGGAAAAACTGTGGG 262

Ad09A9166 Aradu.A09 9166 c (AT)9agctctgggttgcattaagcaactaatatatatattaatatagctctgggttgcatcaagcaacta(AT)798 40825555 40825652 CCATAACCCATTTGAATCCG TTGATTGATGCAACCCAGAG 273

Ad09A9171 Aradu.A09 9171 p3 (AAG)7 21 40838532 40838552 CAGCATCTAATTCGAACCCC TTGAACTTGGAAACTCGGCT 143

Ad09A9172 Aradu.A09 9172 c (CAT)10cac(CAT)651 40844421 40844471 TTCGTTTTCCTCCTCCTCCT TTGTGACATGCAAGCTCAGTT 254

Ad09A9174 Aradu.A09 9174 p4 (TTAG)5 20 40856306 40856325 TTGTACGCGTGACTTGAAGC GCACCAATAAACAGCAGCAA 147

Ad09A9175 Aradu.A09 9175 p2 (GT)6 12 40857123 40857134 GCTTGATTGCTTTCATGCTTC GAGTTCTAAGTTGCATGCGG 176

Ad09A9177 Aradu.A09 9177 p4 (AATA)7 28 40878806 40878833 ATTGTCCCAACCTCATCCAC CAAAAGGAAATGGAAGAAGAGAA 232

Ad09A9178 Aradu.A09 9178 p3 (TGA)5 15 40895725 40895739 TGATACACGCTTGAGCGAAC CACCCTCTCATGCCCACTAT 194

Ad09A9191 Aradu.A09 9191 p2 (TA)6 12 40968818 40968829 TGACAATCGCAGGTTAAAGG TGGTCATAGGATTATTAAAAAGGACA 251

Ad09A9192 Aradu.A09 9192 p3 (AGA)5 15 40970418 40970432 GGAGGAGGAAGAGGAAATGG TGCATGTGCCTCTTTACTTG 220

Ad09A9194 Aradu.A09 9194 c* (TTTCT)6(T)10* 39 40973879 40973917 AGAGCCTTAGGCCTTGCTTT TTTTTAAAATTTGGGGCAGG 244

Ad09A9195 Aradu.A09 9195 c (T)10aaaaaaattatatcttttccgaaaatattctaaccactttctctctcctcacttttttgaaaatcttcataaaatatttttaaat(TTTTTA)5125 40984698 40984822 TCAAAATTTTTCAAATCTCATCC CCATGATGGAGAAAGGGAGA 276

Ad09A9196 Aradu.A09 9196 p3 (TGC)5 15 40989825 40989839 TCCACCCTCGTGCTGTTTAT TCGCCTTCAACCTTAACCAC 257

Ad09A9202 Aradu.A09 9202 p2 (AT)10 20 41032560 41032579 CAGTGCATGTTTGATGTTGG AACCATTGATGCTCAAAGCC 253

Ad09A9204 Aradu.A09 9204 p3 (ACA)8 24 41038160 41038183 TGAGCTGTCTTTTTGTCCCA CGTGGTGGTGTTGTTATTGTT 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A9207 Aradu.A09 9207 p2 (AG)7 14 41053495 41053508 AAAGGAACATTGAACCTGTGA TCGCAGTGACGAAAATCAAC 275

Ad09A9209 Aradu.A09 9209 c (A)10gaaagaaaaagaaag(A)1035 41069868 41069902 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 238

Ad09A9210 Aradu.A09 9210 p2 (CT)6 12 41072519 41072530 TACACCACAGCTCAGTTCCG GGAGGAAGGAAGAAGAACGG 127

Ad09A9211 Aradu.A09 9211 p2 (TA)6 12 41077494 41077505 CCAGTGAGGGTTCAATTGCT CAACTGCATGCAAAAATGCT 231

Ad09A9214 Aradu.A09 9214 p2 (AT)6 12 41101811 41101822 TTGGAGAAGTGCATTGAAGC GAGTATTTCATGGCATGGGG 265

Ad09A9215 Aradu.A09 9215 p3 (ATT)7 21 41102691 41102711 TTTTTGGGTAGGAGCAGGTG CTTCCCATCCAATTTCAATCA 146

Ad09A9219 Aradu.A09 9219 p3 (TAG)5 15 41120498 41120512 GAACCAAGCATCCCACAGAT TGATGTCTGATGATGACGAGAA 251

Ad09A9221 Aradu.A09 9221 p2 (AT)10 20 41145719 41145738 TGATCTTTTCCTTGGATGTTGA ACCATCTTGTCAACACGATAAA 200

Ad09A9222 Aradu.A09 9222 c (TTA)7(TTG)17 72 41151213 41151284 AGAAAAAGCCACATTGACCA TGGAGGGGCTCGACTATATG 248

Ad09A9224 Aradu.A09 9224 c (CTC)5atcttttcctg(CTT)5tt(TCA)558 41156530 41156587 GAAAGAAAGAAATAAGGGGAAAAA TGGTGAAATAAGAAGAAGAAGATGAA 277

Ad09A9225 Aradu.A09 9225 p3 (GAG)5 15 41157541 41157555 GCCCTCATCTTCTGCTGATT TTGTATCTCGCGTTCCTCCT 274

Ad09A9228 Aradu.A09 9228 p5 (ATAAA)5 25 41168701 41168725 GGGTTAGCATATGACCCCAG TTTCGAAAATCCTCACCTAAAA 195

Ad09A9229 Aradu.A09 9229 c (T)10cgttttcttttctcccttttttcgtttttctccttctctc(T)1161 41200037 41200097 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 267

Ad09A9231 Aradu.A09 9231 p2 (AT)11 22 41217908 41217929 CCCCGACAGTTTTCCTTTTT TCTTTAACTCGAATACCGGATCA 275

Ad09A9238 Aradu.A09 9238 p3 (TCT)5 15 41327357 41327371 CCCATAAACCCCACCTACCT GTGCTTTGACCACACACCAA 267

Ad09A9240 Aradu.A09 9240 p3 (ATC)6 18 41340707 41340724 GCAGTGGAAGTCAAAGAGGC GGATCTCAGGAACAGCTTGG 267

Ad09A9243 Aradu.A09 9243 p3 (AGA)6 18 41367874 41367891 CTCGGAAGTGGAAGCTTTTG TGGCCGAACCTACATCTCTC 206

Ad09A9247 Aradu.A09 9247 p2 (GC)6 12 41420984 41420995 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 163

Ad09A9248 Aradu.A09 9248 p2 (GA)6 12 41425910 41425921 GAGAGGACGACGCTGGTTAG ATGACATCAACATCGCGAAA 254

Ad09A9249 Aradu.A09 9249 p2 (GA)6 12 41449846 41449857 GAGAGGACGACGCTGGTTAG ATGACATCAACATCGCGAAA 254

Ad09A9254 Aradu.A09 9254 p3 (AAG)8 24 41507458 41507481 CCATCGATGAGCAATACCCT TCGAGGCGAATCTATGTGTG 114

Ad09A9255 Aradu.A09 9255 p2 (TA)9 18 41510141 41510158 ACCTGGGGTTGAGTACATGG CCACCCTAGCCCATAGTTCA 222

Ad09A9261 Aradu.A09 9261 p2 (GT)6 12 41526273 41526284 GCTTCATGAGTTGTTGGTTCC TAAAGCTGGTTCGCTCACCT 237

Ad09A9264 Aradu.A09 9264 p3 (TTA)5 15 41544308 41544322 GATCTACATTCCCCTTGCCA ACTTCCCCTTTTTCCCTCCT 178

Ad09A9268 Aradu.A09 9268 p5 (AATAA)5 25 41591850 41591874 CCATGATGGAGAAAGGGAGA TTTCGAAAATATCCTAACCAATTT 211

Ad09A9270 Aradu.A09 9270 p3 (AGA)8 24 41633534 41633557 TAAAATATTGCTCGCCCTCG AATGGCCGAAACTACCCTCT 188

Ad09A9271 Aradu.A09 9271 p4 (TAAA)5 20 41638352 41638371 TGCCTTTTTCCTTGTTCCTG CGAAATTTCTTCCCTCTCCC 227

Ad09A9272 Aradu.A09 9272 c (TTA)6g(TAT)18 73 41646563 41646635 TTTTGCATTTGGGGACTTTT CCATCAATCTTCAGTTCTTCACA 251

Ad09A9273 Aradu.A09 9273 p2 (AT)10 20 41651054 41651073 TTCAAGCAGGGATAACAGGG GCACGGTCCAGCATTTTTAT 140

Ad09A9278 Aradu.A09 9278 p2 (GC)6 12 41694642 41694653 ACATGTCATCAGCATCCACG CGCAGATGTGTACCGAGAGA 215

Ad09A9279 Aradu.A09 9279 c (T)10caaaaa(T)10 26 41717543 41717568 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 175

Ad09A9280 Aradu.A09 9280 p2 (TG)6 12 41751620 41751631 GAATCGGAGCAATGAAGCTC AATGCTAACAGGTTGGACCG 183

Ad09A9282 Aradu.A09 9282 p2 (GC)6 12 41759006 41759017 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 280

Ad09A9296 Aradu.A09 9296 p3 (AAG)5 15 41948935 41948949 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266
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Ad09A9298 Aradu.A09 9298 p2 (CT)6 12 41952750 41952761 CATCCATTCATAAGGAGGGC ATAAGCCAATTGGGCAACAG 275

Ad09A9299 Aradu.A09 9299 p3 (TCT)5 15 41955251 41955265 CGTTTTCACACAATGCAACC TTGCTCACTCTCGAGCAAAA 120

Ad09A9302 Aradu.A09 9302 p2 (TA)6 12 42004787 42004798 TCAAGTCTGATTGAAGAACAAAATC TGCAATTTCAAATCATCATACCA 245

Ad09A9303 Aradu.A09 9303 c (T)12aagtatccccttttgatttgcacaaaaaaagacgaataggaacaaaaaaaatgaccccgtcgttttgttt(TC)694 42005332 42005425 CTCCCCCAATTCCGATCTA TTATAACCCTCCGTCCATCG 262

Ad09A9304 Aradu.A09 9304 p2 (CT)6 12 42007139 42007150 AGCCATTTCATTTCGGCTTA AAATCATCCGCGTCTGAAAC 270

Ad09A9307 Aradu.A09 9307 p2 (CT)6 12 42014206 42014217 AGCCATTTCATTTCGGCTTA TGCGGTGACGATACTGTAGG 248

Ad09A9309 Aradu.A09 9309 p2 (TA)7 14 42024286 42024299 GGCACGCCTGTAACCTAAGA AATGCGTCTTGGGAATTTGT 211

Ad09A9314 Aradu.A09 9314 p2 (AT)6 12 42101099 42101110 TCCTTTGGGTTGACTTGGTC CCTTCTGGACTGTTCATTTCC 274

Ad09A9317 Aradu.A09 9317 p3 (CTT)6 18 42137128 42137145 AGCCCCAACTTCGTGTAATG GGAAGAAGCTGGCGTTAGTG 238

Ad09A9320 Aradu.A09 9320 p2 (GA)6 12 42161355 42161366 GCCTCTGTTTGACCCAGTTT TCCCAACAATTGAATGGAAAA 280

Ad09A9322 Aradu.A09 9322 p4 (TAAA)6 24 42189860 42189883 GAATTTGGGTGCTCACTCGT TTGGGGTAATTTTGTCCCCT 116

Ad09A9328 Aradu.A09 9328 p3 (ATA)7 21 42202502 42202522 TATCCCAATAGGTGGGGTCA AAGCAAGGGACCTTGAGGAT 193

Ad09A9329 Aradu.A09 9329 p3 (ATT)5 15 42202975 42202989 ACTGGTGTTCCTGCCAAATC TGACAATCAATTTGCAGCCT 219

Ad09A9330 Aradu.A09 9330 p2 (AG)6 12 42209941 42209952 AGCAGAAGCGGCAAAAATAA TTACAGCCACGCTGTTTCAC 163

Ad09A9333 Aradu.A09 9333 p3 (AGA)6 18 42239767 42239784 CCTGCCTTAGGTGCCATAAA CTTCCCCATAAACCCCACTT 230

Ad09A9337 Aradu.A09 9337 c (AGA)6aggagaagaagaaggagaagaaagagaaa(GAG)6aaggagg(AGA)587 42264576 42264662 GGAGGAGAAGAAGCAGAAGGA TACGTGCCTCCTCCAATCTC 228

Ad09A9341 Aradu.A09 9341 p2 (AG)13 26 42280362 42280387 CAGCCATTAATTGTGGTTGC GAAGCACGTCCTTTTCTTGC 238

Ad09A9343 Aradu.A09 9343 p2 (TA)6 12 42284312 42284323 AAAAATGTCAAGTGCACACTAAAA CCCCTCTACCTAGACTCCTCAA 246

Ad09A9344 Aradu.A09 9344 p2 (AG)6 12 42295998 42296009 GAGTGAAGAGGGAATGCGAG AACTTGATTGGAAAGGCGTG 178

Ad09A9345 Aradu.A09 9345 p2 (CA)21 42 42303283 42303324 ATGGCCAAGTGAGCTTGAAT GGGGACAAAATTATCCCAAT 165

Ad09A9346 Aradu.A09 9346 p2 (TA)12 24 42304233 42304256 CAGACAAAGGACCCTGCATT TGGAAATGCGCATATTTGAAC 185

Ad09A9350 Aradu.A09 9350 p2 (GA)8 16 42327595 42327610 TGATGGTGGATGAGTGGCTA TGCCTCGTTCTCTCCTCTTC 261

Ad09A9351 Aradu.A09 9351 p3 (TCT)5 15 42328127 42328141 GAGCAGTTCTCGCACCCTAC CGTACGCGTGAACTCTCTTG 199

Ad09A9353 Aradu.A09 9353 p2 (AT)6 12 42345185 42345196 TTTTCACAATCCACCACCAA CCTTCTCTGTCTCTGCCCAC 221

Ad09A9354 Aradu.A09 9354 p3 (GAT)9 27 42346123 42346149 GCACGCAGAGGGAAGAATAG GACTGGAATGGCACAGTGAG 184

Ad09A9360 Aradu.A09 9360 p3 (TTC)6 18 42391545 42391562 TCTACACCTTGGCCGAAAAC TAAAATATTGCTCGCCCTCG 102

Ad09A9362 Aradu.A09 9362 c (A)10gttttcaaaaatctttcaaaaatttttctttattgtcgttttcttaaaatataattttc(A)1079 42484391 42484469 GGGGATTGTTCGAGTATGGA TGTGTTTTTCTCTTTTCGTTATGG 272

Ad09A9363 Aradu.A09 9363 p3 (TTC)6 18 42488604 42488621 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 174

Ad09A9365 Aradu.A09 9365 p5 (TTATC)5 25 42536506 42536530 CTGATCCTTCGTCCCTGAAG CCCAAGCCGATAGAGACAAG 249

Ad09A9372 Aradu.A09 9372 p2 (AG)6 12 42601205 42601216 GTGGAAGAATGAAGGGGGAT CCTTGGCCGAAACATAACTC 280

Ad09A9375 Aradu.A09 9375 c (TA)8gagagatagggagagaa(AG)951 42639747 42639797 TAACACCCCGTCACCCTAAG GTGTGTGAACGCTTCGTGTT 232

Ad09A9378 Aradu.A09 9378 p3 (CTT)5 15 42671240 42671254 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ad09A9379 Aradu.A09 9379 p3 (TTC)11 33 42691030 42691062 TTCTCCTTCCAAATTCGCAC TGATGACAGCAAAGAAAACCA 136

Ad09A9380 Aradu.A09 9380 p3 (AAG)5 15 42707597 42707611 AAAATATTGCTCGCCCTCAA CCCATAAACCCCACCTACCT 240
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Ad09A9382 Aradu.A09 9382 p2 (TC)6 12 42727361 42727372 TCGAAAATATCTCATCCCTTTTTC AGAGGCAGTGATTGGAGATGA 199

Ad09A9383 Aradu.A09 9383 p3 (TCT)5 15 42762143 42762157 ATTTCTTTCCCACCCAAACC TTGAAATATTGCTCGCCCTC 208

Ad09A9384 Aradu.A09 9384 p2 (CT)7 14 42773672 42773685 AGGAGCAGGGATGAAATCCT ATTAGGGTTGGGTTTGGGAG 205

Ad09A9388 Aradu.A09 9388 p2 (CA)15 30 42827797 42827826 CCGGAAATACTTTTGCTTTCTTT TAAGCATTTGGTTGCACCTT 232

Ad09A9389 Aradu.A09 9389 p2 (GT)7 14 42831618 42831631 GCCTACGCTTAACCCACTTG CCCTTTTACTCCCCCAATGT 159

Ad09A9391 Aradu.A09 9391 p3 (ATG)8 24 42845374 42845397 GTTGGGCACACTACCGAGTT TGACACCCAACCCCTTCTTA 245

Ad09A9392 Aradu.A09 9392 p2 (CT)19 38 42847516 42847553 ATACTAGGCAAAGGCGACGA CGAGTACGAGCAAGAGGGAG 276

Ad09A9393 Aradu.A09 9393 c (CT)12caacgtcaactaaag(TC)651 42847666 42847716 TGCGGCTCTCTCTCTCTCTC TTGTTGCCATCGAGTACGAG 233

Ad09A9396 Aradu.A09 9396 p4 (TTTA)5 20 42849079 42849098 ACTGTCCGGCAACAACATTT TTATTTGGGGGTCCAAAACC 175

Ad09A9399 Aradu.A09 9399 c (T)12ggctaagataggtagttttattaaaatgatgaaaggtccaaatttggacaacaggc(A)1078 42851011 42851088 CGCTCCTCAAATCCAGTTTC TTTTTCAATTGCCTTTTCCC 198

Ad09A9401 Aradu.A09 9401 c* (TTTA)7(TTA)13*64 42875459 42875522 TCAAAGATCAAATAATAGTCCCCA TTGAGTTCTTTCTCAATACCCAA 272

Ad09A9404 Aradu.A09 9404 p2 (TA)6 12 42877710 42877721 GAAGCAGGCAGGGTAGGTTT GGTTTGCCCAGACCTTGTTA 274

Ad09A9405 Aradu.A09 9405 p2 (CT)6 12 42878130 42878141 GACGTCGTTTCAGGAGAAGC TGGAGTGACAGTTGAGGCAG 237

Ad09A9409 Aradu.A09 9409 p3 (TCT)8 24 42897917 42897940 AAACCCCTCTCCCTCCACTA CTCTGGCTTTAGGTGCCATC 241

Ad09A9410 Aradu.A09 9410 p2 (AT)10 20 42914131 42914150 TTGCTCTTGCCTTTTGGTTT TGATGTTGTGGCATTGCTTT 270

Ad09A9413 Aradu.A09 9413 p2 (AT)6 12 42949423 42949434 CCATGATGGAGTAAGGGACA TCAAAATTTTTCAAATCTTATCCTCC 273

Ad09A9414 Aradu.A09 9414 p3 (AAT)7 21 42957628 42957648 TGATATTAATAACGCACATTGATTTT TTTTTACCATTACCCGTGATAAA 204

Ad09A9415 Aradu.A09 9415 p3 (AAG)12 36 42976318 42976353 TTTGGTTGGTGTGATGGATG CCCGAACGTTCAGAAACACT 236

Ad09A9416 Aradu.A09 9416 p5 (AATAA)5 25 42987600 42987624 CCATGATGGAAAAAGGGAGA TTTTTGAATCCCTTGGGTTG 268

Ad09A9418 Aradu.A09 9418 p2 (GA)6 12 43006680 43006691 TGCCAGAGAAAAGAAAAGCC TTTGAGCCTGCCTCTCTCTC 233

Ad09A9420 Aradu.A09 9420 p2 (TA)11 22 43014796 43014817 GTTGCATTCACATTGGTCGT GGCAAAACCATTGAGCAGTT 277

Ad09A9425 Aradu.A09 9425 p2 (TC)6 12 43080731 43080742 AAGCCATGCGAACAGAAAGT TGCTTGTCCTCAAGCAAAGA 274

Ad09A9427 Aradu.A09 9427 p3 (CTT)5 15 43085027 43085041 TCGGCAATAGAGGCTGAAGT GACTCGGGAGAGGCTTCAAT 239

Ad09A9428 Aradu.A09 9428 p2 (AT)7 14 43096608 43096621 GTGTTCCTTGGCGTTTTCC GGAGGGAGAAAGTGGTTAGGA 265

Ad09A9429 Aradu.A09 9429 c (A)10ttttggc(A)11 28 43102763 43102790 TTGATTCCTGAAGCAAGAAAAA ATGCCACAAGCACATGGTTA 210

Ad09A9431 Aradu.A09 9431 p3 (TTC)5 15 43131503 43131517 ACCCCTTTCATTGGGTTAGG TTTCCAAGGCTCAAAGGAGA 180

Ad09A9432 Aradu.A09 9432 p3 (AGA)6 18 43157890 43157907 GGTCTTGATGGGCTTTTGAG CTCTCTTCTTCCCCTTGGCT 264

Ad09A9437 Aradu.A09 9437 p3 (GAT)6 18 43266201 43266218 TGGAGCTCAAGGGTAGGTTG CCCAGCAGTAGAAGTCGGAG 272

Ad09A9438 Aradu.A09 9438 p3 (AGA)5 15 43275368 43275382 GGTTCCACCAATGGTTATGG CCCTCTCTACTTCCCCTTGG 165

Ad09A9439 Aradu.A09 9439 p3 (TTA)5 15 43276622 43276636 TCCAACAATAGCGGGACTTC CAGGTTGTCTCCCAACGAGT 171

Ad09A9440 Aradu.A09 9440 p5 (TTATC)5 25 43283965 43283989 CCTGGGTGCTCCAGTGTATT TCTTCAGGTCAGGACAACCC 249

Ad09A9441 Aradu.A09 9441 p3 (AAT)5 15 43291989 43292003 CCCACGGAAATTGTTGGTAT GTAGCCACTGACAACGGTGA 278

Ad09A9443 Aradu.A09 9443 p2 (GA)6 12 43325809 43325820 AAAGCGTCAGCACCAAACTT GCCAGAAGCATAACATGGGT 259

Ad09A9444 Aradu.A09 9444 p2 (GA)9 18 43384220 43384237 AAAAAGGGACGAGGGAAGAA TGAACTAAAGCGCAATCACG 233
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Ad09A9445 Aradu.A09 9445 p2 (GT)6 12 43410061 43410072 TGAAGTGCATGTTTTCTTTTGTG GTTGCTGCGTGTTCTTCCTT 276

Ad09A9447 Aradu.A09 9447 p3 (GAT)5 15 43426311 43426325 CTGTTCAGGCCGATTACTCC AGCAGCAGAAGTCGGAGAAG 245

Ad09A9449 Aradu.A09 9449 p3 (TCT)6 18 43455594 43455611 TCCCACATAGCCGAACCTAC CGGTCTTAGGTGCCATTGAT 163

Ad09A9450 Aradu.A09 9450 p3 (AGA)5 15 43469045 43469059 CTAGAGGACTCTCCGGCCTT TTCTACACCTTGGCCGAAAC 176

Ad09A9456 Aradu.A09 9456 p5 (TTATC)5 25 43601029 43601053 GTGCTGGCGGTGTGTTGT GAGCTTCCTAGCAGCCCC 275

Ad09A9457 Aradu.A09 9457 p5 (TTATC)5 25 43607486 43607510 CCTGGGTGCTCCAGTGTATT AGAGAATGGTGGTTCCGTTG 130

Ad09A9460 Aradu.A09 9460 p2 (CG)6 12 43655519 43655530 ACGCGTGGACTGAGAAGTTT GGGTAGGAGGAGGGAAGAAA 234

Ad09A9461 Aradu.A09 9461 p4 (GTTA)5 20 43655662 43655681 TTTCTTCCCTCCTCCTACCC CGGCAACGCATAGTAAACAA 219

Ad09A9463 Aradu.A09 9463 p3 (TCT)6 18 43666256 43666273 CACCTTGACCGAAACACCTT GGTCTTGATGGCTTTTGGAG 254

Ad09A9467 Aradu.A09 9467 p3 (TTG)5 15 43682661 43682675 AACCCCTCCTCTACCACCAC GCGACAACAAAAACAAAACC 230

Ad09A9468 Aradu.A09 9468 p2 (TA)6 12 43683094 43683105 TTTAAAGTAAAGATAGATCGTGAACAA TTTTGGCTTTTTGCAAGGAT 275

Ad09A9473 Aradu.A09 9473 p2 (CT)6 12 43737004 43737015 CCTCAACCCCTCTCTTCTCC GAACTGGGGTTAAGGGGTGT 277

Ad09A9475 Aradu.A09 9475 p3 (AAG)19 57 43760963 43761019 AAAGGGGAAAAGGATGCAGT TTCATCCAGAGCCTCCATTC 259

Ad09A9477 Aradu.A09 9477 p4 (ATAG)5 20 43775817 43775836 GCTTGGGAATTTGATTGTTTG GGTGCTCAAGTGTGAGTTCG 270

Ad09A9478 Aradu.A09 9478 p3 (TTA)5 15 43792902 43792916 TCTCTCCCCTCACTGTTTCG CCATGATGGAGAAAGGGAGA 215

Ad09A9479 Aradu.A09 9479 p3 (ATC)6 18 43802941 43802958 CCCAGCAGTAGAAGTCGGAG AGCAATTTCGAGTTCTTGCC 173

Ad09A9481 Aradu.A09 9481 p3 (TTC)7 21 43830619 43830639 AGCCGAACCTACTCCCTCTC CGGTCTTAGGTGCCATCAAT 242

Ad09A9488 Aradu.A09 9488 p3 (GAA)5 15 43979764 43979778 CTGGGAGGCACTCAAAACAG CATGGCAACCCCAAACTTAG 233

Ad09A9489 Aradu.A09 9489 p3 (AGA)6 18 43992498 43992515 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 271

Ad09A9490 Aradu.A09 9490 p3 (TCC)6 18 43994255 43994272 CCTCAGATTCCTTTAGGCCC AGTGGGCCAGCTGAGTAAGA 221

Ad09A9492 Aradu.A09 9492 p2 (TC)8 16 44008160 44008175 CGAAAATCACTAACCATTTTTCAA TGTCCTTGCTCCTGCTCATA 260

Ad09A9494 Aradu.A09 9494 p2 (CT)6 12 44011149 44011160 GTTAAACGCCAGGATTGCAC TTGAAGTGAGGTAGGTGGGG 220

Ad09A9501 Aradu.A09 9501 c (T)10ccctctctatccctccttttcctctctctctcctttttctttttttcctttctctctt(TC)7(CT)694 44047018 44047111 TCTCCCTCTCTCCCATCCTC GAAGGGAGAAGGAAAGGAAAA 238

Ad09A9502 Aradu.A09 9502 p2 (AG)6 12 44047450 44047461 GGAGAAAAATGGGAGAGATAAGG CTTTCTTTCTCCCCCTCCC 174

Ad09A9503 Aradu.A09 9503 c (GA)6gcggaaaaagggaaggagagagagaa(AG)752 44047702 44047753 GAGAGAGCATGGGGAAAGAG CCCCCTCCTCTCCCTTTT 187

Ad09A9504 Aradu.A09 9504 p3 (TGA)6 18 44051815 44051832 CGCTTTTTAGCCTGGACAAC GGACGAGTCTGAAGAGGCAC 214

Ad09A9508 Aradu.A09 9508 p3 (AAT)14 42 44069247 44069288 CACAATTTCATCATCCGAAAAA AGCTTGGATGCTATGGGATG 270

Ad09A9511 Aradu.A09 9511 p3 (TTG)6 18 44091732 44091749 GTGTGGTGGTGGTTGAAGTG TGACAACACAAGGTTGGCAT 262

Ad09A9514 Aradu.A09 9514 p3 (GTA)5 15 44105070 44105084 GCGTGGTCTAAGGGAGTTGA TCATGACTGATGATGATGAGAAAA 250

Ad09A9515 Aradu.A09 9515 p2 (AT)12 24 44105406 44105429 TCCATGGCATTGATTCTTGA GGACAGCTTGGTTTAGCTGC 204

Ad09A9518 Aradu.A09 9518 p3 (AGA)6 18 44144203 44144220 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 147

Ad09A9521 Aradu.A09 9521 p3 (AAC)5 15 44192919 44192933 TTCGGTATACTTGCCGAAGG CCCAATTGAATCCCTCTGAA 204

Ad09A9523 Aradu.A09 9523 p3 (TGT)5 15 44238967 44238981 TCAGGTAACCCTCGGAACAG TCAATTGGGAACAAATGCAA 258

Ad09A9524 Aradu.A09 9524 c (T)12gc(T)10 24 44259857 44259880 TCAGAGCCTTCAGCTTTCTCA AACAACCAACTTGGGCTTTG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A9528 Aradu.A09 9528 c (A)11gcagtgaatac(A)10gagagaaagcaagcag(A)1058 44302497 44302554 GATGTGGTGGCAATACTTCG TTGCCTTGGATCACGACTTT 254

Ad09A9529 Aradu.A09 9529 c (T)11gcattttttgtttcttctg(TGT)545 44330990 44331034 TCCCTCCTTGATCTGCTTTC GCCAAGGGAGGAGAAGAAAA 124

Ad09A9532 Aradu.A09 9532 p4 (TTAT)6 24 44358019 44358042 TCACGTATGCATTGATTTTTCA AAGTGTGGGAAAACTGTGGG 271

Ad09A9535 Aradu.A09 9535 p2 (TA)6 12 44383577 44383588 GGCGAACTTGCCTCAATTAC TAAACGCCCCGATTTAAAGA 255

Ad09A9538 Aradu.A09 9538 p2 (CT)11 22 44401939 44401960 GGTGTTTTGCACGCCTAAAT TATAGAGATGTGCGAGGGGG 130

Ad09A9541 Aradu.A09 9541 c (A)10ttggtatagagacctaaat(A)10tgtagagatctaact(A)1064 44406652 44406715 TTTAATTGGGTCCCTGCATT TCTGTAAAGCGATGGTTTCG 270

Ad09A9543 Aradu.A09 9543 p3 (TAC)7 21 44427049 44427069 CATGCCTGATGATGATGAGAA AAGAGCAAGGGCGTGATTTA 265

Ad09A9552 Aradu.A09 9552 c (A)10tttttggcg(A)1029 44473927 44473955 TTGAAGCAAGAAAAAGCAGTGA TTTAGCCGCTTAGGCCTGTA 201

Ad09A9554 Aradu.A09 9554 p3 (TCT)5 15 44490352 44490366 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 180

Ad09A9555 Aradu.A09 9555 c (A)10ttagaaaatcataaaaaacaaaaatattttgtgtttcttgtttgagtcttgagtcaatttttaagtttggtgtcaattgcatattcatattgttcttgca(T)10120 44496102 44496221 AACCCCTGAATTGGAGCTTT AGAACACCACGAATGCATGA 267

Ad09A9557 Aradu.A09 9557 p3 (TCT)8 24 44506955 44506978 CACGGTCATCCCTTCTGTTT CTCGAAGGTGGAAGCTTTTG 279

Ad09A9560 Aradu.A09 9560 p2 (AC)17 34 44528436 44528469 TGTTTCCCATAAATTCCCCC AAAAACAATGCCAAAAAGCG 244

Ad09A9561 Aradu.A09 9561 p2 (GT)8 16 44534116 44534131 CCCAGCGATTTGCAATAAAT CCCATGCACAGGAGAAAAAT 103

Ad09A9562 Aradu.A09 9562 p2 (AT)11 22 44553493 44553514 TTTGATTTGTTTGTATTGAGGGTT AGCCGGTCATGGTTACTGAC 243

Ad09A9565 Aradu.A09 9565 p2 (GC)6 12 44590956 44590967 AGAGTTGTGCGTGCTTTGTG GGAGAAAAACAGGGTGCAAA 150

Ad09A9566 Aradu.A09 9566 c (AATA)5aaatact(A)10caaaaaaacaaaaa(T)1061 44591176 44591236 TTTGCACCCTGTTTTTCTCC TGCAATGAATGAAATGAAGCA 270

Ad09A9568 Aradu.A09 9568 p3 (AAT)10 30 44596586 44596615 TGTGGGAAAACTTGGGACAT TTTGGAAAATTTTGTCCCCTT 223

Ad09A9569 Aradu.A09 9569 p2 (TA)8 16 44599988 44600003 TTTTTGTCCTTGCCTTTTGG GGTGGCATTGCTTTTGTTTT 248

Ad09A9570 Aradu.A09 9570 c (TA)6tg(TA)8c(AT)643 44606858 44606900 CAAAACCTTGCTTAAACCCG GACGTGCTCAGGAGAAAAGG 174

Ad09A9571 Aradu.A09 9571 c (TA)7ttctggttggcctttacttcgcatgtcaagtctagagcttgattccgtatctctattttggaattc(TA)692 44617402 44617493 CGACCCAGGATACGAACAGT CGACAATGTGTCACACTCGAA 262

Ad09A9581 Aradu.A09 9581 p3 (TTC)5 15 44767873 44767887 ACCCCTTTCATTGGGTTAGG CAAGGATCCGAAGAGATCCA 172

Ad09A9583 Aradu.A09 9583 p5 (TTTAT)5 25 44817733 44817757 TTTTTCAAAACTTCCCAACCA AGAAAGGGAGATGACGTGGA 162

Ad09A9584 Aradu.A09 9584 c (TG)7ca(TG)6 28 44826198 44826225 TGACGGTATGTAGCTTGGCA AAACACACCCCCACAACACT 233

Ad09A9585 Aradu.A09 9585 p2 (TC)9 18 44827090 44827107 GTGCTTGAATGGCTTGGATT AATCACGCCCCTTCTCTCTT 253

Ad09A9586 Aradu.A09 9586 p2 (AT)6 12 44835179 44835190 CAGAACGGAAATCATAGGGG TGTTTGTGGTTGTTCTTACTCCA 275

Ad09A9588 Aradu.A09 9588 p2 (AT)8 16 44838138 44838153 TGCATTGCTAGAAGGAACCTG TGAGGCTCTGAACAACGAAA 226

Ad09A9591 Aradu.A09 9591 p3 (TTC)5 15 44856700 44856714 CTATACCTTGGCCGAATCCA CTTCCTTGCCTTTGTTGCTC 225

Ad09A9592 Aradu.A09 9592 p3 (AAG)8 24 44866935 44866958 CTAGAGGTTTCTCCGGCCTT CCTAATCCCTCTCCCTCCAC 257

Ad09A9595 Aradu.A09 9595 p3 (TCC)5 15 44881748 44881762 GTTCTCTCCCAGCTCTCTGC ATTGGAGGCAACTTCACCC 267

Ad09A9596 Aradu.A09 9596 p3 (AGA)5 15 44886844 44886858 TGAGTTTGTTAAACATGTCTTCGAG AAACCCTATCCCCTCTCCCT 154

Ad09A9600 Aradu.A09 9600 p3 (AAT)6 18 44926763 44926780 CCTAACCACTTTCTTTCTCCTCA CCATATGAAGCAGTAGTGGGG 276

Ad09A9605 Aradu.A09 9605 p2 (TG)6 12 44962665 44962676 AATTGCCTCCAGTGTTTTGC CGCAAAAGTGATTTCGCATA 149

Ad09A9607 Aradu.A09 9607 p2 (TA)8 16 44985214 44985229 ACTTTCTGTCGATCCGTTGC GACGGGAACTCTCCAGATCA 210

Ad09A9612 Aradu.A09 9612 p5 (TTATC)5 25 45031046 45031070 GATCATTTGTCATCGGAGGG CAGAGGAACACGACCCAAAT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A9613 Aradu.A09 9613 p3 (TTC)6 18 45095486 45095503 AAATCTTTCCCACCCAAACC CTAGAGGATTCTCCGGCCTT 199

Ad09A9615 Aradu.A09 9615 p3 (CTT)5 15 45101467 45101481 CCCATGAAGGTTCTGCATCT AACCCCAGTGGACAAGACAG 116

Ad09A9617 Aradu.A09 9617 p3 (AGA)6 18 45152776 45152793 CTGGCCTTAGGTGCCATAAA ATCTCTCCTCCCCAACACCT 225

Ad09A9620 Aradu.A09 9620 p2 (GA)7 14 45187699 45187712 TTAGAATGTTGCTCGCCCTC CCCATCACCTCTTCACCACT 278

Ad09A9621 Aradu.A09 9621 p3 (GAT)6 18 45209830 45209847 GCAATTCCGAGTTCTTACGC CAACTCGAGGGTGAAAGAGG 276

Ad09A9622 Aradu.A09 9622 p2 (AT)7 14 45221567 45221580 TTTGGGTATGGGAAACTTGG GGGCATTTTTCCCCTTTTTA 240

Ad09A9623 Aradu.A09 9623 p3 (TGC)5 15 45240355 45240369 AGGGTAGGGCAGGAAATTGT AACGAGTAGCGTGTGCATTG 272

Ad09A9624 Aradu.A09 9624 p3 (TGC)5 15 45245403 45245417 TTAGCCCATGAAAAATTGGC GTAGGGCAGCATCTTGTGGT 257

Ad09A9629 Aradu.A09 9629 p3 (CTT)5 15 45276663 45276677 AATGGCCGAAACTACCCTCT GTGGTCTTGATGGGTTTTGG 260

Ad09A9630 Aradu.A09 9630 p2 (CA)8 16 45317278 45317293 TCGCAACAGATTTGAGATGC TCATAACGCAGGATGTCGAT 217

Ad09A9632 Aradu.A09 9632 p3 (AGA)6 18 45323442 45323459 GGTCTTGATGGCTCTTGGAG CCCACTTAGCCGAACCTACA 255

Ad09A9634 Aradu.A09 9634 p3 (CAT)6 18 45349768 45349785 CCATCGTCATCGTCATCATT TGAGTGGCACCCAAATAAGA 258

Ad09A9636 Aradu.A09 9636 p2 (AC)6 12 45355637 45355648 TTGTAATGGGGCCAAGGTAA GGGGATAAAATTACCCCAATG 242

Ad09A9637 Aradu.A09 9637 p2 (TA)13 26 45355791 45355816 CAAAATTTCCACTTTTGCATCA TGGGAACTTGGGTTGATAGG 257

Ad09A9638 Aradu.A09 9638 p2 (CT)6 12 45363116 45363127 TTGGCACAGAGAGCATTTTG GGGAAGAGGTGTTGAGGTGA 150

Ad09A9639 Aradu.A09 9639 p3 (TCT)7 21 45371068 45371088 ATGGTAAGCATCCACTTGGC TCGTTACAATTGGCACCTCA 275

Ad09A9640 Aradu.A09 9640 p3 (TCT)6 18 45379747 45379764 CAAAATCTCTTTCCCACCCA TATGACTCAGGGGTGGAAGC 242

Ad09A9642 Aradu.A09 9642 p3 (TTC)5 15 45396846 45396860 TAGCACTTCCGGGAGGATAC CCCCTAATGAAAGTGGGGTT 187

Ad09A9643 Aradu.A09 9643 p4 (TTTA)7 28 45401892 45401919 GGGTTAGCATATGACCCCAG TCGAAAATCTTCACCCATTTTT 196

Ad09A9644 Aradu.A09 9644 p3 (AGA)6 18 45416846 45416863 CTAGAGGATTCTCCGGCCTT TCACACAACACAACCCCCTA 201

Ad09A9646 Aradu.A09 9646 p4 (TAAC)5 20 45426469 45426488 AACATTTAGGCAATAAGAGGCA CCCTCATCCAAAACTTCCAA 209

Ad09A9649 Aradu.A09 9649 p3 (GAG)7 21 45493873 45493893 CATCAGAATTAGCCTCCCCA TACCAGAAGGTCCAGGATGC 259

Ad09A9651 Aradu.A09 9651 p2 (TA)9 18 45524007 45524024 CCACAATGGTGAAGCACAAA CCTAAAGCAACACTTGTCCAAA 253

Ad09A9655 Aradu.A09 9655 p2 (AG)7 14 45569971 45569984 GAATTCGCCCCTAGCAATTT AAGGGACACTGAACCTGGAA 245

Ad09A9657 Aradu.A09 9657 p2 (AT)9 18 45578708 45578725 GAGGTGATGGATTCATAGGACA AAACGCCACCATCACTAAGG 169

Ad09A9659 Aradu.A09 9659 p2 (TC)6 12 45579573 45579584 TCTTCTTTCTTTCTCCTCTTTTTCA GGAAAATTTGTTTTTCCGCA 140

Ad09A9660 Aradu.A09 9660 p6 (TTTTTC)5 30 45599243 45599272 TTGCCTCCTTCCTGTACCAC ATGGAAAATTCAGGACGGAT 236

Ad09A9662 Aradu.A09 9662 p3 (ATA)5 15 45622534 45622548 AAAAAGCAAAAGCTTGCGAA ATCCATTGATGCTCAAAGCC 137

Ad09A9663 Aradu.A09 9663 p3 (TCT)6 18 45632246 45632263 TTCTAGTGTACGGCCCTTGG TGGTTGCTTTGTCTGTAGCG 237

Ad09A9669 Aradu.A09 9669 c (A)10caacaagaagacactaatcttacagatttgacacaagatttaaacagagaaagactatttttg(A)1083 45729250 45729332 CACAAGAACATATAAAGGACACCA TTTGTTTTTGATTTGAGTCTTTTTG 263

Ad09A9670 Aradu.A09 9670 p3 (GAT)6 18 45740727 45740744 GAGCAATTCCGAGTTCTTGC CAAGATTTGGCAATCCGTTT 213

Ad09A9671 Aradu.A09 9671 p3 (AGA)7 21 45779047 45779067 CGGCCTTAGGTTTTCCTTTT ATGGCCGAACAAACACTACC 270

Ad09A9673 Aradu.A09 9673 c (AT)7gataaaaaaaattaattattaacacatatttgatatgaagaaagaatatatgaaaattaaagaatatgagatataag(T)12103 45815415 45815517 CAAATAAATCATCACTCCCCA TGTTGTCTTCATGAGGCTGC 279

Ad09A9675 Aradu.A09 9675 p2 (AT)7 14 45818465 45818478 AGCGCTACTGCATCACTTGT TTCATTCCAGTACTTTTGGATCA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A9676 Aradu.A09 9676 p2 (GA)7 14 45822084 45822097 CCTCTATGCTCACTGCACCA TTGAGAATTCATTCAGCCCC 204

Ad09A9677 Aradu.A09 9677 p2 (TC)7 14 45824466 45824479 TTCATTCAGCCCCATTTTTC CTTTTAGCCATCGTCAAGGC 177

Ad09A9679 Aradu.A09 9679 p2 (TA)7 14 45841630 45841643 CCATATTCTCAGGGAAAAAGGA TTTATCCGTTGTTCGTGTCG 152

Ad09A9682 Aradu.A09 9682 p2 (TA)6 12 45877468 45877479 CAAAATAATAATGAATCCCAATGGA GCACTAATAAAACACGAAGCCA 223

Ad09A9684 Aradu.A09 9684 c (T)10gtttctc(T)10 27 45894525 45894551 TACTTTGGGGCATTTTGTCC GTGGAGAAAGTGGGTTTGGA 232

Ad09A9688 Aradu.A09 9688 p2 (CT)6 12 45922063 45922074 TGAACTAAAGCGCAATCACG GGGAGGAGGGAAGAAGAAAA 225

Ad09A9691 Aradu.A09 9691 p2 (AT)8 16 45953835 45953850 CTGAATTTCTGCACTTGATAAAAA CCGTCCCAACTTTTGTTGTT 197

Ad09A9693 Aradu.A09 9693 p3 (TTA)13 39 45955185 45955223 TTGAATGGCATGCTTAGTGC TGACACAAAAGAACAAGGGAA 149

Ad09A9699 Aradu.A09 9699 c (T)10cgtattaaaatcgttctttttaataaaatttttttctaaatgacaaaatactccttttttcccagttcactccaccagttcag(TCT)5108 45993775 45993882 TGGTCTTTAACGTTGAGGCTT GGAGAAGAAGAGGGACCTGG 203

Ad09A9704 Aradu.A09 9704 p2 (TG)10 20 46044634 46044653 TTGGTAACATGAGCATCCCA GTCGTATCATGCCCCGTATC 180

Ad09A9705 Aradu.A09 9705 p4 (AACT)5 20 46046637 46046656 TTGAGAAAGCTTTGAAGGCAA CCACCATTTACCAATGACCA 277

Ad09A9709 Aradu.A09 9709 p3 (AGT)6 18 46094702 46094719 AAGAGCAAGGGCGTGATTTA CATGCCTGATGATGATGAGAA 262

Ad09A9712 Aradu.A09 9712 p3 (TCT)6 18 46104346 46104363 CCTTGGCCGAACATACACTT TGCCATTGATGGTAGTGGAA 149

Ad09A9714 Aradu.A09 9714 p2 (AT)6 12 46145209 46145220 GAGCTCTGCCTCTCTGGTGT TGTGAAGGATTTGAATGTGTGA 223

Ad09A9715 Aradu.A09 9715 p2 (CT)8 16 46151904 46151919 CGATTCATAGGGAGGCATCT GGGCAACATCAACCAAACAT 246

Ad09A9718 Aradu.A09 9718 p3 (AGA)6 18 46179172 46179189 AGATGGGCTAGCCACTGAGA GTCCTGGGAGAATGACTCCA 218

Ad09A9724 Aradu.A09 9724 p3 (TTC)5 15 46210598 46210612 AGTTCGTCAAAGAAAACGGC TGAACGCAAAGCTACAAAGTT 203

Ad09A9727 Aradu.A09 9727 p2 (AT)7 14 46226864 46226877 TCAAGATTCCCAACCCTCAC GCAAAGCAACTCCAATCCTC 278

Ad09A9735 Aradu.A09 9735 p2 (AT)7 14 46329508 46329521 GAATACTCATTTATGATCATCCCA CGCTTTTCAATGCTACTGCC 278

Ad09A9739 Aradu.A09 9739 p2 (TC)7 14 46371611 46371624 TCCCTCGGTCAAAGTGAAAG ATGAATCCACATGATGGCAA 125

Ad09A9741 Aradu.A09 9741 p2 (GA)6 12 46395282 46395293 TTGGGAGGGAAAAGTGTTTG CAGGATCTCCATCTACCCCA 188

Ad09A9742 Aradu.A09 9742 p2 (TA)8 16 46405363 46405378 TGTGATTTTGCTTTTGACTTTGA CAACTTCAATTTGTTGCTCTACTTA 147

Ad09A9745 Aradu.A09 9745 p2 (AG)13 26 46434069 46434094 CGGAGGAGAGAACTCACCAG TCTCTATGTGTCCGCACAGG 253

Ad09A9747 Aradu.A09 9747 c (AT)6aagaag(A)1028 46447983 46448010 TCTTGGGAATGGGGAACATA TATTGAACCTTGCTTTGGGG 211

Ad09A9750 Aradu.A09 9750 p5 (AATAA)5 25 46465999 46466023 GTTGCTCCTGCGAAACTCTC GTGCTAGGTGGGAGACAACC 264

Ad09A9752 Aradu.A09 9752 p2 (AT)7 14 46487345 46487358 TTTGGTCCGTGCATACGTTA CTAAACCATACCTTGGGCGA 162

Ad09A9753 Aradu.A09 9753 p2 (AG)6 12 46493553 46493564 AAGAACCTGGGATTGAGAGTCA GACCCAAATCCAAGTCCAGA 193

Ad09A9754 Aradu.A09 9754 p3 (CTT)5 15 46499272 46499286 CATGGGAGGTTGTGCTTCTT ACCAGAAACCCCAGTGAACA 268

Ad09A9756 Aradu.A09 9756 p2 (AG)7 14 46500960 46500973 AAGAACCTGGGATTGAGAGTCA CGCACAAGAAATTGCAGAAA 234

Ad09A9757 Aradu.A09 9757 p2 (AT)6 12 46511476 46511487 TCGAGTTGACAGATGGATGC GCCCACTCCATGCTGATATT 211

Ad09A9761 Aradu.A09 9761 p3 (TCT)12 36 46528491 46528526 AATGGCCGAACATACACTCC TGCCATTGATGGTAGTGGAA 253

Ad09A9762 Aradu.A09 9762 p3 (AAG)5 15 46535265 46535279 CATCCCAACTCCTTCGTTCT AGCCCGACACTTTCTTCTGA 123

Ad09A9763 Aradu.A09 9763 p3 (AGA)20 60 46535728 46535787 TGCCATTGATGGTAGTGGAA CCCCTCTTCTTTACCTTGGC 206

Ad09A9766 Aradu.A09 9766 p2 (AC)7 14 46593138 46593151 CAGTGCCACCTTCCTTCACT CCCCTTCCTTCCTTCTGTTC 138
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Ad09A9769 Aradu.A09 9769 p2 (CT)8 16 46638813 46638828 TTTCGACTTGATTGGGACAA AGGAACCGGAAGTTGGTTCT 193

Ad09A9771 Aradu.A09 9771 p2 (AC)6 12 46667001 46667012 CGCCTTCCTTCACTCTCATC CCCCTCCTTTCCTTCTGTTC 135

Ad09A9772 Aradu.A09 9772 c (TAC)5tatgtttatgtttaattagtctatatagtttcgcaaaatttttaactacc(ACT)580 46671161 46671240 AAAGGAGCTAAGTTTTCCAGCA AAAATTTGGTGCAAGGATTCA 246

Ad09A9773 Aradu.A09 9773 p3 (TTA)7 21 46671546 46671566 AAAAATTGGTGTAGGGACCG TTTATGGAAAGGGAATCAAAAGA 249

Ad09A9774 Aradu.A09 9774 c (T)10c(T)10 21 46679661 46679681 TTTAAGGAGGAGCTTCTTGCC AGCTTGTTGTAAACGCCTCC 156

Ad09A9775 Aradu.A09 9775 p2 (AT)6 12 46685765 46685776 CAGAAGCCTCCATTTGGTGT AGCTGAGAAAAGCTGCAAAA 232

Ad09A9776 Aradu.A09 9776 c (A)10gatatcatcacaaaaagataac(A)1042 46722663 46722704 TTCACCTCTTACATTTGTGGTCA GAAGAGGGAAGGCAAAGGAG 269

Ad09A9780 Aradu.A09 9780 p2 (GA)17 34 46773538 46773571 TTCAGATGAAACTGCAACGG GCCACCTTTCTTCTGTCGAG 172

Ad09A9784 Aradu.A09 9784 p2 (TC)18 36 46794399 46794434 CTCCCTTCAGTTCCGTTGAA GGAATTGGGAAAAGTGTGGA 190

Ad09A9786 Aradu.A09 9786 c (CT)6ttctgtcccttcatcttcttattctccccatctcatgactcagcttgtttgatgatttttttttc(T)1087 46794917 46795003 ATGAATGGTGTCACCCACCT TTTGCCGAGGATTTCATTGT 231

Ad09A9789 Aradu.A09 9789 p2 (TA)9 18 46798780 46798797 ACGCGTGAAATTGGTTGTTT TAATCAAATGTCGCTGACGC 194

Ad09A9794 Aradu.A09 9794 p3 (TTC)6 18 46807086 46807103 TCAATTTCCATTCCCAGAGC CCGGTCCAACATGAGAAAGT 262

Ad09A9799 Aradu.A09 9799 p3 (TTC)5 15 46850104 46850118 CACACAACACAAATCCGCTC CTCGAAGGTGGAAGCTTTTG 237

Ad09A9800 Aradu.A09 9800 p3 (TTC)5 15 46859481 46859495 ACCCCTTTCATTGGGTTAGG ATCCGGTCCAACATGAGAAA 228

Ad09A9805 Aradu.A09 9805 p2 (GA)6 12 46904778 46904789 TTTGAGGTTGTTTTGGGAGG TACACGCCTAAATGGTGCAG 260

Ad09A9806 Aradu.A09 9806 p3 (CTA)50 150 46912466 46912615 CAAGCGCCTTCTATTCTACTCC AAGGGCATCAGTTTCATTTCA 237

Ad09A9809 Aradu.A09 9809 p2 (CT)6 12 46919724 46919735 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 243

Ad09A9811 Aradu.A09 9811 p2 (AG)8 16 46922446 46922461 CATTTCAACCCAGTTTTCGG CAATTGGGCAACACAAATCA 269

Ad09A9816 Aradu.A09 9816 p3 (TTA)14 42 47051627 47051668 ATTTTGGCACGGGTAATTGA TCATTTTGGAGGGAAAATGAAT 141

Ad09A9817 Aradu.A09 9817 p2 (TA)6 12 47052168 47052179 TTTGCAGGCATCAAAGAAAA TCACAATAAAAGGAATAAGATGCAA 249

Ad09A9818 Aradu.A09 9818 p3 (TAT)19 57 47053010 47053066 TTCCAAATCTGAATCCTTCAA ATTTACCCAAACTGGGCCTT 280

Ad09A9820 Aradu.A09 9820 p2 (TA)9 18 47055315 47055332 CCCACTTAGTTCATTCGCAA CGTATGGCATAATACATATGTTAAAAA 241

Ad09A9822 Aradu.A09 9822 c (AAG)5gagaaagagaaggcaagaaacgaaagaaaagaagaagaagag(GAA)572 47059714 47059785 AAGAAGAAGAACGGAAAGAGGAA CCTTCTTCTCTTGTTGCACG 129

Ad09A9823 Aradu.A09 9823 p3 (GAA)5 15 47059929 47059943 GAAGAAAAAGGAGAAAGAAAAGCA CCGGTGTGGATTTCACTTTT 273

Ad09A9824 Aradu.A09 9824 c (ATC)8attgttgtatttttta(T)1050 47061011 47061060 CAGCCATGGAAAAGCTTGAT TAGCTTTTGCCTGACGGTTT 230

Ad09A9827 Aradu.A09 9827 c (TC)14(AC)15 58 47065282 47065339 GCCCAAGGTTTACCTGTTGA TCCAGCTTTACTCGCGAAAT 277

Ad09A9829 Aradu.A09 9829 p2 (TG)31 62 47074427 47074488 GCTGAAGCAATCAACGCATA CCCTGAACTCACCCAAAACA 280

Ad09A9831 Aradu.A09 9831 p3 (AGA)6 18 47090497 47090514 ATGTTGCTAGCCCTCGAGAA CCCATAAACCCCACCTACCT 233

Ad09A9832 Aradu.A09 9832 p2 (GA)7 14 47090792 47090805 AGGTAGGTGGGGTTTATGGG CCCGTAGGATCACCTCAAGA 182

Ad09A9833 Aradu.A09 9833 p3 (TCT)6 18 47108891 47108908 AAATTTATTGAAATGGTTGTGAAAT GGTCACGACTAGGGGTAGCA 124

Ad09A9837 Aradu.A09 9837 p2 (CG)6 12 47138260 47138271 CACTCGCCAACTGCAGAATA ACGCGTCGGTAAGGTTGTAG 199

Ad09A9840 Aradu.A09 9840 p2 (CT)6 12 47193312 47193323 TTTTCCCAAAACCCAAATTC TAATTATGGAGTTTGCCGAGG 100

Ad09A9841 Aradu.A09 9841 p2 (GA)6 12 47202032 47202043 AGGGAGTGGTGGAATCCTCT CTCTTCCACTTCCAATTTTCG 269

Ad09A9842 Aradu.A09 9842 p4 (TTTA)5 20 47202823 47202842 TGGCGTTTAACACCCAAAAT TCGAAATTTTGAGTTGACTTGG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A9845 Aradu.A09 9845 p3 (CTT)5 15 47234679 47234693 AAGAAGGAGTCGGCACTGAA TTTGGACAAAAATGCCCTTC 279

Ad09A9846 Aradu.A09 9846 p4 (AAAG)10 40 47240125 47240164 GGGAAGAAAAGAAATGGGAGA ACTGACGCGTATACATCCCC 259

Ad09A9847 Aradu.A09 9847 p3 (GTT)5 15 47255130 47255144 AGGCTGCTTCCCATACCTTT AGAAAGGGAGTCAAAGGGGA 143

Ad09A9848 Aradu.A09 9848 p2 (CA)6 12 47258905 47258916 TTTCACCACCAAACCCTTTC CTTGTCTCCTTGGACCTTGG 182

Ad09A9849 Aradu.A09 9849 p3 (AAG)5 15 47272061 47272075 TTAGGTGCCATCAATGGTGA CCATTCTCCTTTCTCCCCTC 232

Ad09A9850 Aradu.A09 9850 p3 (AGA)7 21 47330593 47330613 CTAGAGGATTCTCCGGCCTT ACCCTTTCCCCTTTCCCTAT 247

Ad09A9851 Aradu.A09 9851 c (T)10gccactcttc(T)1030 47348706 47348735 ATGCCACAAGCACATGGTTA AAAGCAGTGAAAAAGCAAAAGC 259

Ad09A9860 Aradu.A09 9860 p2 (TA)6 12 47466934 47466945 TTCTGGCAGTTTTTCAGCCT GACCACGCAAAAGTCCTCTC 225

Ad09A9862 Aradu.A09 9862 p5 (ATTTT)5 25 47495893 47495917 CCATGATGGAGAAAGGGATG ATCCCTTGGGTTGAGTTGGT 267

Ad09A9866 Aradu.A09 9866 p4 (TTTA)5 20 47501216 47501235 ACTCCAGGAAGGTGAAAGCA TGTCATCACAAATTCTATCACAAA 171

Ad09A9867 Aradu.A09 9867 c (TC)6(TA)7 26 47501563 47501588 TTGTGTGCCATTCATCACATT GAATTCAGGTACGCTTTCGC 220

Ad09A9868 Aradu.A09 9868 p2 (CT)10 20 47502396 47502415 TTCCAAAAGGTTGCCATCAT CGAAACCTTTATCGAATTGTTG 268

Ad09A9870 Aradu.A09 9870 p3 (TAT)5 15 47503443 47503457 GGGCAAAGTTTGGGAACC CCTCTTCACTCAAATCGTTGG 279

Ad09A9871 Aradu.A09 9871 p2 (CT)6 12 47526903 47526914 TGACTTTTCCTTGGCACCTC AGTGGAGAGACGGGTAGGGT 259

Ad09A9872 Aradu.A09 9872 c (A)10gaagagaaaaaaag(A)1034 47528829 47528862 TGTGGTGGCAATATTTTGGTT CCAATTAGAGGTGTCCAGGG 280

Ad09A9874 Aradu.A09 9874 p3 (TTC)5 15 47534111 47534125 CGAACCCTCTCTCCCTCTCT GTCTTTGTCCTTGCTCCTGC 130

Ad09A9875 Aradu.A09 9875 p2 (CT)6 12 47537015 47537026 TGAACCCTCAGGATGTGTGA GGGAAAGAGAGGGAGAGTGG 239

Ad09A9876 Aradu.A09 9876 p3 (TTC)5 15 47549707 47549721 AGGGGGAGAAGCTCTGTTGT TCCCTTTTCCAAAGCTCACA 166

Ad09A9877 Aradu.A09 9877 p2 (GA)7 14 47569550 47569563 GACACATTTTTATATTTGTGAAGTTGA TTTGGACTCTTTGAATGTACGC 188

Ad09A9878 Aradu.A09 9878 p3 (AAT)5 15 47593222 47593236 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad09A9879 Aradu.A09 9879 p3 (TTC)6 18 47596056 47596073 TCAAATTCAACTTCCCACCC TAAAATATTGCTCGCCCTCG 257

Ad09A9883 Aradu.A09 9883 p3 (GTG)5 15 47623032 47623046 TTGGTCGAGATTCTTTTGCC TCTTCATGCCATAGCACAGG 267

Ad09A9884 Aradu.A09 9884 p2 (AT)9 18 47625703 47625720 AAGGTTGTAATGGGGTCAAGG AGGGGACAAAATTACCCCAA 261

Ad09A9885 Aradu.A09 9885 p4 (TTAT)5 20 47625931 47625950 CCAAAATTTCTCACTTTTGCATT GGAATTTGGGTGCCTACTCA 274

Ad09A9888 Aradu.A09 9888 p3 (ACA)5 15 47661427 47661441 AATTGGAGGGACAATCACCA CTTGAATGATGGTCCGGAGT 265

Ad09A9889 Aradu.A09 9889 p2 (GC)6 12 47666244 47666255 ACTCTTTTAGCAACTCGCGG GAGGTTGCTGCAGGACTAGG 240

Ad09A9890 Aradu.A09 9890 p2 (GT)6 12 47701508 47701519 ACCCCCTCTCACTCTCCATT ACCTTCACTTTCGCCATCTG 254

Ad09A9891 Aradu.A09 9891 p2 (GC)6 12 47702430 47702441 CCAAAAGAGTAGGAGAAGGATGA TGCTATATGTTGCATCGCGT 254

Ad09A9892 Aradu.A09 9892 c (A)12tggccatcggcgcgctagcacgctgt(GC)650 47706213 47706262 ATAGGGAGCTCTTGGGCATT AAGTTGCGGAAGTGCAATGT 107

Ad09A9895 Aradu.A09 9895 p2 (TG)9 18 47722802 47722819 ATCCGATTGACCGAAAATTG CCAATTAAATAATCCCGACGA 215

Ad09A9897 Aradu.A09 9897 p2 (GA)6 12 47742041 47742052 TTTGGGAGGGAAAGTGTTTG GCACGACTAAAAGGAGCAGG 247

Ad09A9901 Aradu.A09 9901 p3 (TCT)7 21 47793776 47793796 TCTCAGGATCTGTGGAACCC TAGAATATTGCTCGCCCTCG 237

Ad09A9902 Aradu.A09 9902 c (T)10catcacaactcatatgcattgattattattacttcgctttggggcatttttgtcccctttttattgttttttttc(TA)9103 47807123 47807225 CCCATGATTCCCACTTTTTC TGAATCTTTTGGGAATTGGG 257

Ad09A9903 Aradu.A09 9903 p2 (TC)6 12 47825978 47825989 TGTCGTGTGTCCGTGTCAGT CGCCTAAACATAGGAGACCAA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A9906 Aradu.A09 9906 p2 (TA)7 14 47861995 47862008 GAACGTCGACACGGTAGGAT TTTGAATCTATTCCGGGCAC 169

Ad09A9907 Aradu.A09 9907 p5 (TTTAT)5 25 47869414 47869438 TCTCCCTCCTCACTTTTTCG GGGTTAGCATATGACCCCAG 249

Ad09A9908 Aradu.A09 9908 p3 (TCT)6 18 47874143 47874160 ACATGGCCAAAACACAAACA TTGCCTTCCCTTTCCTCTTT 192

Ad09A9909 Aradu.A09 9909 c (T)10catcacaactcatatgcattgattattattacttcgctttggggcatttttgtcccctttttattgctttttttttc(TA)8103 47880188 47880290 CCTAGCTACCCATGATTCTCACTT TGTTGAATATTTTGGGAATTTGG 270

Ad09A9911 Aradu.A09 9911 p3 (AAG)14 42 47929702 47929743 GGCCTTAGGTGCCATCAATA AGCCGAACCTACTCCCTCTC 259

Ad09A9912 Aradu.A09 9912 p3 (AAG)6 18 47953339 47953356 AAAAAGGGGCAATCATGAAA GGCCCAGATCCAAGTACAAA 189

Ad09A9916 Aradu.A09 9916 p3 (TAG)5 15 48034252 48034266 AAGAGCAAGGGCGTGATTTA ATTCGTGCCTGATGATGATG 264

Ad09A9923 Aradu.A09 9923 p3 (AGA)5 15 48131301 48131315 TGATTTAATTCTTAACGTTTGGG CATGCCTTTCATCATCCCTT 224

Ad09A9924 Aradu.A09 9924 p2 (TC)6 12 48143004 48143015 CAATCAAGAAGGAACCCCAA GCAGGATGAAGATGCAACAG 232

Ad09A9926 Aradu.A09 9926 p3 (CCG)5 15 48154067 48154081 GGACTGAATGGTGGAGAGGA GCTCCATTGAGACAAGCTCC 270

Ad09A9927 Aradu.A09 9927 p2 (GC)6 12 48191495 48191506 GGTGGGCCTAACTCTCTGTG TACGCACGCTTTCACAAATC 275

Ad09A9931 Aradu.A09 9931 p2 (CT)6 12 48245499 48245510 ATCACGCTTCCTTCCTCTCA GACGAGCAGTGAGGACAACA 236

Ad09A9933 Aradu.A09 9933 c* (TC)6(CTCC)5* 29 48275185 48275213 CCCAATTTATTTCTTTTAATTCTGTAA CGAGAGAGAAAGAGAGGGGAA 280

Ad09A9939 Aradu.A09 9939 p2 (TG)6 12 48326064 48326075 TCATCCCTGGTGTTTTGGAT GTCACCGTCAATCCCTGAGT 272

Ad09A9941 Aradu.A09 9941 p3 (AAG)5 15 48340054 48340068 GCTTTTGTCTTCCCTTTCCC TACACCTCCCCGTCACTCTC 186

Ad09A9944 Aradu.A09 9944 p3 (AGA)6 18 48386964 48386981 TGCCATTGATGGTAGTGGAA TCACAAAACAAAACCCCCTC 176

Ad09A9946 Aradu.A09 9946 p2 (TC)18 36 48394960 48394995 AAGCTGATAGGAGGCAACGA TAGTTCGGCCATATTCAGGC 176

Ad09A9947 Aradu.A09 9947 p2 (TA)9 18 48401291 48401308 TGAGCCTGATTCGTTGTTAAA CCTGGTGCCAGCTTAAAGAC 205

Ad09A9948 Aradu.A09 9948 p2 (TA)7 14 48429211 48429224 TGGGACCTTGAAGTACATGC CTCCACATCGGTCCAAAAGT 251

Ad09A9949 Aradu.A09 9949 p5 (AATAA)5 25 48444298 48444322 GATAGGCAATGTCTGGTCGG GCTTCCTTCAGACAAGTGGC 280

Ad09A9950 Aradu.A09 9950 p2 (CT)7 14 48470930 48470943 ACGTTTAACGCCAGAATTGG GGTGAGGTAGGTGGGGTTTT 193

Ad09A9952 Aradu.A09 9952 p2 (CT)6 12 48490100 48490111 GAGGCGATGATGAGGATGAT GCGTCGTTTTGATCCCTTAC 228

Ad09A9954 Aradu.A09 9954 p2 (AG)8 16 48499410 48499425 TGTTGGCTCCTGAAAGAATG ATCCATTGATGCTCAAAGCC 223

Ad09A9955 Aradu.A09 9955 p2 (TA)6 12 48510149 48510160 TTTATTAACGGTGAATTTGAGTAAACA AGTGACGGATGAATCGGAAC 252

Ad09A9956 Aradu.A09 9956 p2 (CT)6 12 48529523 48529534 GTTTCACCCCTCACCATCAC CGTCCAGTACCGCGTATTTT 270

Ad09A9957 Aradu.A09 9957 p2 (TG)22 44 48530995 48531038 CGCTTTTCCGAACACGTTAT TGGTACGACTCAACACGGAG 228

Ad09A9958 Aradu.A09 9958 c (AT)6aagagaatattaaatgagaaatctgaagaggagtaaaaaaatcgcgagcacttgtaaattaataatatgtatata(TATATG)5117 48548088 48548204 TGATACGACTCAAGATAGGGTTG GCATGTCGTGACTAGTGGCT 206

Ad09A9959 Aradu.A09 9959 p2 (TA)6 12 48583075 48583086 AATGTCAATGCGGTGAAACA ACGGACGAAGGTGTTTGTGT 206

Ad09A9960 Aradu.A09 9960 p3 (GAA)9 27 48583884 48583910 AACGCAAACAGAGGAGAACG GCCTCCCCACTTCCTAACTC 193

Ad09A9961 Aradu.A09 9961 p2 (GT)6 12 48584558 48584569 CTGATGGTGCTTCATGGTTG TAATTGCAAGCTTTGGCTCC 258

Ad09A9970 Aradu.A09 9970 p2 (CT)7 14 48616250 48616263 TTCATCTTCTTCTCTCCTCTTCC GGTGATGGGAGGGATAGGTT 124

Ad09A9971 Aradu.A09 9971 p3 (AAT)5 15 48619723 48619737 TCCACTGGAAAAGGAGGAAA AAATGGGACGGCAAATATGA 193

Ad09A9972 Aradu.A09 9972 p2 (AT)6 12 48632122 48632133 TTTTTCTAAAATTGTTCTTCTGTCATA TCGTATTGGTTGAAATTAGCTTTT 235

Ad09A9977 Aradu.A09 9977 c (TG)9(TA)9 36 48688148 48688183 TTCGGTCTTTTTGTATCACCG AAAACCGCATAACACATTTCG 233
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Ad09A9981 Aradu.A09 9981 p2 (AT)7 14 48703307 48703320 AAAAGAGATTGCCAAAAACACA TCATTTGGGATAAGGGTTCG 209

Ad09A9983 Aradu.A09 9983 c (A)10tattaataaaaattgtataatcat(A)1044 48704942 48704985 ATCCATATCAGACTTCGCCG TCACCGAATGAAACTTCTGCT 219

Ad09A9987 Aradu.A09 9987 p3 (AGA)5 15 48709938 48709952 AAGCTTCTTGCGTCTTGGAA CGCGAATTTGAATCCCTTTA 151

Ad09A9988 Aradu.A09 9988 c (T)10cttttttc(T)12 30 48768608 48768637 AAGCTTCTTGCGTCTTGGAA CGAGTCTTAGCTATCAACACAGC 269

Ad09A9990 Aradu.A09 9990 p4 (ATAA)6 24 48776023 48776046 TTGCATGATTCAAAAACCTAAA TCCATTCTTCCCTCTTCTTTCA 240

Ad09A9992 Aradu.A09 9992 p2 (TC)8 16 48783264 48783279 GATAAATCCGACGGTGTTCG GCGGAAGAAGCATTTGTAGC 237

Ad09A9998 Aradu.A09 9998 p3 (AGA)6 18 48819539 48819556 CACCCTCGAGCAAAGAAAAG ACCCACCATAAATGACCGAA 181

Ad09A10000 Aradu.A09 10000 p2 (AG)13 26 48827337 48827362 AGAAGTCGCTGGCACAGATT CATTGAACCTGAGCTGAAGAAG 254

Ad09A10001 Aradu.A09 10001 p2 (AG)9 18 48834976 48834993 CGGCCCAGAAACACAGATTA TCTCCAATTAATCAATTAAAGCCA 277

Ad09A10003 Aradu.A09 10003 p2 (AG)8 16 48850439 48850454 AAAGGGGTGAAAGCTCGATT TCACTGATCCCATCCCTCTC 231

Ad09A10006 Aradu.A09 10006 p3 (TAT)9 27 48889254 48889280 TAATTCGAGGGCATTTTTGG TGATAATTGTAGCAGCTTAAGAATAAA 278

Ad09A10008 Aradu.A09 10008 p3 (TAA)19 57 48893148 48893204 TCAACCAAACCAAAAACACAA TTTCGCGGGTTTTACAGTTC 179

Ad09A10010 Aradu.A09 10010 p3 (TAA)13 39 48896452 48896490 ACTCCGATCGATAACGCAAC CAGACCGGTTATCTTCGCAT 139

Ad09A10011 Aradu.A09 10011 p2 (TG)14 28 48898993 48899020 ATCAGAGCCAAAGGTTGCTG AAACTGAATCAGCCAGTGCC 263

Ad09A10013 Aradu.A09 10013 p2 (TA)6 12 48902668 48902679 CCCACATGGTTGTGTGTTCT CGACCAATCGGTCAATCTTAG 273

Ad09A10015 Aradu.A09 10015 p2 (CT)6 12 48919611 48919622 GGAACATTGAACCTGGAATGA TCCTGATCAGTTTTTGGCCT 215

Ad09A10016 Aradu.A09 10016 p3 (AGA)6 18 48937419 48937436 CTAGAGGTTTCTCCGGCCTT ACCCCACAGGATCATCTCAG 269

Ad09A10017 Aradu.A09 10017 p5 (AAAAT)5 25 48947538 48947562 GGGTTAGCATATGACCCCAG TCGAAAATCCTCACCCATTT 177

Ad09A10019 Aradu.A09 10019 p2 (AT)6 12 48995709 48995720 TCAACGGTGGTGAGGTATCA ATTGAGCGTGCCAATTTCTC 276

Ad09A10023 Aradu.A09 10023 p3 (AGA)5 15 49010585 49010599 TTAGAATGTTGCTCGCCCTC CCCATCACCTCTTCACCACT 279

Ad09A10026 Aradu.A09 10026 p2 (AT)6 12 49034355 49034366 GGTTTAAAAATTTCGAGATAATTGC CCTTGGTGTTTTTCCTCCAA 169

Ad09A10029 Aradu.A09 10029 p2 (CT)6 12 49058169 49058180 GTTCCCTTGCAACACTCCAT TGGGATGATCTCCCTCTCAC 215

Ad09A10030 Aradu.A09 10030 p2 (TC)6 12 49063193 49063204 TCCATTCAAGATGGCTCACA CAATTGGGCAACATCAATCA 252

Ad09A10034 Aradu.A09 10034 p2 (TA)6 12 49086564 49086575 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 270

Ad09A10035 Aradu.A09 10035 p2 (TC)6 12 49087437 49087448 AACTACAGAACACGCCCCAG TGATCAATTCAAATGCTGGAA 280

Ad09A10036 Aradu.A09 10036 p2 (TC)8 16 49115324 49115339 CCTGTGCATCCACACAAGTC AACTCACCGGTGGTGAAAAG 247

Ad09A10041 Aradu.A09 10041 p2 (TG)7 14 49140630 49140643 AAGTTCGTACCCAGGCTTCA AGGCGGCGTAACTGAGTAAA 265

Ad09A10044 Aradu.A09 10044 p2 (GA)21 42 49150626 49150667 TGTTGAAAGGCGATAAAATGG GATTGGAGACAACCATCCGT 275

Ad09A10045 Aradu.A09 10045 p3 (TTA)5 15 49154385 49154399 GTATTTGGCTTTGGGTGCAG TTGTTTGGGGATTTGGGTAA 171

Ad09A10047 Aradu.A09 10047 p3 (AAT)15 45 49158668 49158712 CCAATCAGCACAAAAGATCG CAAAGCACCAGAACCACCTT 229

Ad09A10050 Aradu.A09 10050 p3 (ATC)11 33 49197396 49197428 TCCATAGGATCACTGCAACAA GCTGTGTACCGCAGGTGTAA 212

Ad09A10052 Aradu.A09 10052 p2 (GT)6 12 49220589 49220600 GAGCTCTTCACAAGGAACGC AATTTTAAAGGTTTGGCCCG 267

Ad09A10054 Aradu.A09 10054 c (A)10gagaaatgttattgatgatctgaaaaatcataaaattgattcttgaagcaagaaaaagcaatgaataacaaagcttgcg(A)1099 49229275 49229373 TTATTTTGATGTGGTGGCAA ATTGGCTTTGTCTGCTTGCT 245

Ad09A10058 Aradu.A09 10058 p4 (TACA)14 56 49255733 49255788 CACACCCGAAGATCTTGTCC TGGAATAGTGCCCAGAGTGTT 271
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Ad09A10059 Aradu.A09 10059 p5 (TTTTC)5 25 49257131 49257155 CTCGTTCTCAGCGTCAAACA CGGTTTAATTTTCAAAACCATGA 269

Ad09A10061 Aradu.A09 10061 p2 (TA)10 20 49262432 49262451 TGTCGCTACCCAATGAGTTGT TGTTCTCATGCAGTCGGAAT 280

Ad09A10062 Aradu.A09 10062 p2 (AC)7 14 49266420 49266433 TTGTAATGGGGCCAAGGTAA TGCAAATTTTGGGTAGCTAGG 147

Ad09A10063 Aradu.A09 10063 p2 (TA)6 12 49266593 49266604 CATTGAGGTAATTTTGTCCCC AAGTGTGGGAAAACTGTGGG 221

Ad09A10067 Aradu.A09 10067 p3 (AGA)6 18 49285345 49285362 CTCGGAAGTGGAAGCTTTTG TCTTCTCCCACTTAGCCGAA 207

Ad09A10070 Aradu.A09 10070 p2 (AG)6 12 49324486 49324497 AACACAGAGAGGGAGAGAGGG TTTTTGAAAACACCCCATCC 248

Ad09A10074 Aradu.A09 10074 p2 (GA)6 12 49378168 49378179 TGGGATGATCTCCCTCTCAC GGTGTTGGGGCAAAACTTTA 247

Ad09A10076 Aradu.A09 10076 p3 (TCT)6 18 49401191 49401208 TACCTTGGCCGAACCTACAC TGCCATTGATGGTAGTGGAA 150

Ad09A10078 Aradu.A09 10078 p3 (AAT)6 18 49462835 49462852 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad09A10079 Aradu.A09 10079 c (TA)6(TG)13 38 49479210 49479247 TCGTTAGGCGTCTGGACTCT CACATTCAAGACTGGTCGGA 233

Ad09A10081 Aradu.A09 10081 p2 (CT)7 14 49551925 49551938 CACACTGTTTTTGCCTTGGA TGGCTCTTGAAAGAATGATGG 206

Ad09A10083 Aradu.A09 10083 p2 (AT)6 12 49572891 49572902 TGAGGAGAGAGAAAGTGGTTAGG CTTGGTGTTTTCCCTCCAAA 168

Ad09A10084 Aradu.A09 10084 p3 (AGA)5 15 49586324 49586338 CCACCTAATGAAGGTGGGGT AACCACACCAAATGAGGACC 279

Ad09A10089 Aradu.A09 10089 c (AC)7(AT)8 30 49636819 49636848 ACGAGATGCACAATGCTCAC TTTGGGAGACTTTGGATTGC 195

Ad09A10091 Aradu.A09 10091 p2 (TA)17 34 49654177 49654210 GGGAAACGAATAAATGCCTC TGCCAACTTGAGGGGAGATA 265

Ad09A10093 Aradu.A09 10093 p3 (AGA)6 18 49666542 49666559 TTAGAATGTTGCTCGCCCTC CCCATAAACCCCACCTACCT 240

Ad09A10094 Aradu.A09 10094 c* (A)12(AAG)5* 25 49673762 49673786 TACACCTCTCCCCCTCTCCT ACTCGGAGGTGGAAGCTTTT 217

Ad09A10103 Aradu.A09 10103 p4 (ATTT)5 20 49719490 49719509 GCCAGCCAAGCTTTAGCATA GTACCAAGTTTTTGGCACCG 225

Ad09A10105 Aradu.A09 10105 p3 (ATA)5 15 49739498 49739512 TCGCACAACTAACCAGCAAG ATTCGAAAGGAGCACAGCAT 262

Ad09A10106 Aradu.A09 10106 p3 (AAT)5 15 49747467 49747481 TAAGAGTCGATCCCACGGAG GACAACGGTGATGCCCTACT 280

Ad09A10108 Aradu.A09 10108 p2 (CT)6 12 49766370 49766381 TCCTAAATCCTTTAAGAGGAATCGT TTTCTGACCCAGTATTCGGC 192

Ad09A10109 Aradu.A09 10109 p2 (AC)6 12 49771577 49771588 TCCAAATGTTAGTTGATTCACG GGGTCACTTGGCAGATAGGA 236

Ad09A10110 Aradu.A09 10110 p3 (TGA)6 18 49802057 49802074 TGCCAGATCTTGACCTTTCC AGGACGAGTTTGAAGAGGCA 242

Ad09A10114 Aradu.A09 10114 p2 (TG)6 12 49874006 49874017 GGACCTTGGGTGTGGTAAGA CCAAGCTTTTCAAAATCACCA 152

Ad09A10115 Aradu.A09 10115 p3 (TCT)9 27 49878620 49878646 CCACCACTCACCTCAACCTT CCCTCGAGCAAAAGAAGAAA 261

Ad09A10116 Aradu.A09 10116 c (T)10cgcaaaaa(T)1028 49896768 49896795 GGTGGAGCTAGATACAATGGC CCAGGCACCACTTCTTCAGT 273

Ad09A10118 Aradu.A09 10118 p3 (TTC)7 21 49921248 49921268 AAATCTTTCCCACCCAAACC CCTTAGGTGCCACTGATGGT 273

Ad09A10120 Aradu.A09 10120 p2 (CT)6 12 49939628 49939639 CACGCACCAGAAAGCATAGA GCATAGGCCAAATAGGCAAT 278

Ad09A10124 Aradu.A09 10124 p2 (CT)6 12 49945273 49945284 CCAGAGGTTATAAAGTGGGGG AGTGGCATAGGCCAAATAGG 262

Ad09A10127 Aradu.A09 10127 p2 (TA)7 14 49978913 49978926 GCTTAACTCACCCAATGATGC TCACCTGTTCCAGACTTCCA 257

Ad09A10132 Aradu.A09 10132 p3 (AAT)6 18 50000071 50000088 AAGCCACACAAAGATAGGCAA CGACGGCTGTGATTCAGTAA 273

Ad09A10133 Aradu.A09 10133 p3 (TAT)15 45 50001896 50001940 TGATTCCAGCAGTAGAAGAGGA CTTCAGTTGGGGTCCACAGT 277

Ad09A10134 Aradu.A09 10134 p2 (AG)11 22 50002744 50002765 TGTTTGAAATTTGGTTGACGA TCAAATGCATCAAATGCAAG 261

Ad09A10135 Aradu.A09 10135 p2 (AT)9 18 50002880 50002897 TTGCTCAAAGGTAACTGGGG GCCTCCTTATGTCGATGTCTG 271
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Ad09A10136 Aradu.A09 10136 p2 (AT)6 12 50004963 50004974 GAGGACGACCAGAACTCCCT GGGGTAGAACTTGCATTTGAG 270

Ad09A10140 Aradu.A09 10140 p3 (TCT)5 15 50016735 50016749 CACCTTGACCGAAACACCTT GCTTTTGTCTTCCCTTTCCC 198

Ad09A10141 Aradu.A09 10141 p3 (AAG)5 15 50028236 50028250 AGCTGTTAACCCGCTTCAAA AATGGTGGTATGGTGGTGGT 134

Ad09A10142 Aradu.A09 10142 p3 (CAA)8 24 50028415 50028438 GGGTAAAGTGTGATCTTCTACCTT TGTGATCTTTCACTAGGACCAAGA 258

Ad09A10144 Aradu.A09 10144 p2 (GT)6 12 50145456 50145467 TCCTTCTTCCTCTCCACCCT TGGCAGTTGAACCAATTGAA 280

Ad09A10146 Aradu.A09 10146 p5 (TTTAT)5 25 50150047 50150071 CCTAACCATTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 260

Ad09A10147 Aradu.A09 10147 p2 (GT)6 12 50188832 50188843 CTGATGGCACGCAAATTAGA CAAGTTAGGCCCAAGTCCAA 175

Ad09A10153 Aradu.A09 10153 c (T)10c(T)10 21 50221521 50221541 TTGGAGGTGGAAGCTTTTTG GCAGGAGCAAGGACAAGAAC 161

Ad09A10156 Aradu.A09 10156 p3 (TTC)6 18 50239547 50239564 AAAACCCACCCTAAAATGGC AGGATTCTCTGGCCTTTGGT 268

Ad09A10157 Aradu.A09 10157 p3 (CTT)5 15 50242169 50242183 TTGGAAGAGAGGGGCCTTAG CCCCTAATGAAAAATGGGGT 278

Ad09A10162 Aradu.A09 10162 p2 (TC)6 12 50284839 50284850 CCCAGACGTTTACCGTCACT ATAAGGAGGACAGGGGAGGA 184

Ad09A10165 Aradu.A09 10165 p2 (GC)6 12 50357065 50357076 ATTTAAAAATCACGTGCGGC TCAAAGAATTGGAAAACGCC 128

Ad09A10168 Aradu.A09 10168 p2 (AG)6 12 50378842 50378853 GGTGTGCTTTGAACACCAAA AAGAGGGGAGGACTTCAAGC 239

Ad09A10169 Aradu.A09 10169 c (A)12g(AGAA)5 33 50399174 50399206 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 159

Ad09A10173 Aradu.A09 10173 p3 (TTC)6 18 50472024 50472041 CTCCCAAACCCACCCTAAAT GCCTTCGAGCAAGAGAAGAA 185

Ad09A10177 Aradu.A09 10177 c (T)10cttttatcacatgtgcattgatctttttattaacttaacattggggtaattttgtccccttatttatttatttatat(TA)699 50507472 50507570 CCCTACCACACAGGGCTTTA TTGGAACTCCGGTCCTTATG 234

Ad09A10179 Aradu.A09 10179 c (AT)10(GTAT)9 56 50512337 50512392 CATTGGTTGAGAAAAAGGGTG TACCTTTGGGCATTTTGTCC 278

Ad09A10180 Aradu.A09 10180 p3 (GAT)6 18 50549503 50549520 GAGAGGTGATGGAGCTCAGG CAGTGGAAGTCGGAGAGGTC 276

Ad09A10181 Aradu.A09 10181 p2 (AG)6 12 50557416 50557427 CAGTTCGCACGTGATTCTGT TTGCAATGGATCTCACCAAG 259

Ad09A10188 Aradu.A09 10188 p2 (AT)6 12 50610885 50610896 GGGAACAAAATTACCCCAATG AGGTTGTAATGGGGCTAAGG 246

Ad09A10189 Aradu.A09 10189 p2 (TA)7 14 50611230 50611243 ATTTCCCGAATTCTTGGACC TTGGTGGTGGTGTTTGTGTT 157

Ad09A10195 Aradu.A09 10195 p3 (GAA)5 15 50678400 50678414 GCATGCAGGGTTTAAAGGAG GGCAGTCACAAACACCATGA 255

Ad09A10198 Aradu.A09 10198 p2 (GT)7 14 50690325 50690338 TTGCAATTCTGTTCACTCGC CTATTGTCACACACCCCGTG 215

Ad09A10201 Aradu.A09 10201 p3 (TTC)6 18 50717368 50717385 GTTAAACCGAAAAGCGCAAC CCCTCCTAGAGGTTGACTTGG 241

Ad09A10202 Aradu.A09 10202 p2 (TC)22 44 50727187 50727230 AGGTGCATGATGGAGAAAGG TTTTTGAAAATCCACACAAAAA 260

Ad09A10208 Aradu.A09 10208 c (A)10cgaaaagaaaaggggagaaaagaaaacg(A)1048 50794732 50794779 TGTGGTGGCAATATTTTGGTT TTAAGCACACCCTTTTTGCC 275

Ad09A10209 Aradu.A09 10209 p2 (AT)7 14 50808202 50808215 TGAGCCTCATGATGATCTGC TCAGTTTACACCTTCGTCAACC 251

Ad09A10210 Aradu.A09 10210 p3 (ATT)15 45 50809483 50809527 GGGTAGGATATAACAACCCGA ATGGCCTTCAGCCAGTAAGA 257

Ad09A10213 Aradu.A09 10213 p2 (AC)7 14 50822267 50822280 TCATGCTCGAGAAAGACCAA CATGGTGAACTGGAAACCCT 252

Ad09A10216 Aradu.A09 10216 p3 (AAT)5 15 50851805 50851819 CAAGGAATTGCAGGGAGGTA GGATCCGAAGATCAAACCAA 249

Ad09A10218 Aradu.A09 10218 p2 (GA)7 14 50863936 50863949 CCTGAGGTTGGTTCATTGGT CCTCCCATTCCCTTCACATA 263

Ad09A10219 Aradu.A09 10219 p3 (TCT)6 18 50868000 50868017 CAAACCCCTATCCCTCCACT TGCCTTCCCTTTCCTCTTTT 266

Ad09A10223 Aradu.A09 10223 p3 (TCT)5 15 50924705 50924719 ATACATCGCCCTCTCCCTCT TTAGAATGTTGCTCGCCCTC 175

Ad09A10225 Aradu.A09 10225 p5 (TTTAT)6 30 50949569 50949598 TTGGGTTGACTTGGTCAAAA CCATGATGGAGAAAGGGAGA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10226 Aradu.A09 10226 p3 (TTC)5 15 50977004 50977018 CCGGAGAGCTCTTTTGGTTT CCCCTAATGAAAGTGGGGTT 171

Ad09A10228 Aradu.A09 10228 p2 (CT)6 12 50984021 50984032 GCACCAGACTGGCGTTTAAT ATAGGTGAGGGGTTTTTGGG 258

Ad09A10231 Aradu.A09 10231 p3 (CCT)6 18 51000419 51000436 CGACACCCTTCCTGTTCCTA GAGAGCCTGGTAGTCATCGG 133

Ad09A10232 Aradu.A09 10232 c (A)12gtggacatgtgttagggctattcatctttgcttttgagtgcgattctcgttgtcatgcattacacctgtatgaatatgattgaaattgaa(AAAAG)5127 51000921 51001047 TGGTTCTGATCTTCTGAAAAAGG GCTCTCGAGGAGGTTCAAAA 280

Ad09A10239 Aradu.A09 10239 p3 (TCA)10 30 51019400 51019429 GAAGTCCCTGAGAGGGAGGA TGTGGCTCTTTCTTATGGCA 230

Ad09A10240 Aradu.A09 10240 p2 (TC)6 12 51029719 51029730 TGGAGCTTTGAAGGAGGAGA AAAACGCTTCATCGTTGGAC 172

Ad09A10242 Aradu.A09 10242 p2 (GT)6 12 51075822 51075833 AGCTCTTTTCAAGGAACGCA TAGAAATGGAAAACTGGGCG 278

Ad09A10243 Aradu.A09 10243 p2 (CT)6 12 51091518 51091529 GCAAAACAAGAAATCAACAAGG TTGAACCCAAGGATTGAAGG 249

Ad09A10244 Aradu.A09 10244 p4 (ATTT)8 32 51097039 51097070 AAACCAGTTCAATGTCAAGGC TGCTTATGTTGCTAGCCTCC 273

Ad09A10246 Aradu.A09 10246 c (T)10aattttta(AT)1140 51106923 51106962 CCAAAGGCTACGCTTTTCAG TGAGTTGTTTTTCCCTTTTGC 280

Ad09A10249 Aradu.A09 10249 c (AT)9(GT)13 44 51117709 51117752 AAAAAGTGTGGCTGAATGGG TGCCATAATCACCAATCCTTC 259

Ad09A10252 Aradu.A09 10252 p2 (CT)9 18 51169686 51169703 ATTCCCGGCTTTAATCAGGT GATTTGTCCGAACACTGGGT 236

Ad09A10253 Aradu.A09 10253 p2 (CT)8 16 51178187 51178202 TGACCCACATGAAAACGGTA GCTTAAGCGCTTCTAGGCAA 252

Ad09A10255 Aradu.A09 10255 p2 (TA)8 16 51188028 51188043 CGGGCTTTAGGTTGATTGAG ATTTAGTCCAAGGCATCCCC 254

Ad09A10256 Aradu.A09 10256 p2 (AT)6 12 51194430 51194441 GATGATGCAGAACCCTTTTCA TGACTTTCAGCAAAGGCAAA 173

Ad09A10258 Aradu.A09 10258 p4 (TATT)5 20 51199445 51199464 TCGAAAACTCCTCCCTTTCA TTCTTGTCCTTGCTCCTGCT 234

Ad09A10260 Aradu.A09 10260 p2 (TG)6 12 51234340 51234351 AAAGTGTGGGCACAAGAAGC TTTTGACTGACGCCAACATT 242

Ad09A10261 Aradu.A09 10261 p3 (TTA)5 15 51236108 51236122 TTGCCATGGAAAGGAGTAGG TAAGGGTCGATCCCACAGAG 254

Ad09A10262 Aradu.A09 10262 p3 (GAA)6 18 51240317 51240334 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad09A10263 Aradu.A09 10263 c (T)10atgattttctaattttttttgtatttttattaa(T)1053 51244761 51244813 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 240

Ad09A10264 Aradu.A09 10264 p5 (TTTTA)5 25 51255721 51255745 TTCACATTTTTGAATCAATCACATT TTCTTACAAGTCAAGTCAAATTTTCAA 221

Ad09A10266 Aradu.A09 10266 p3 (AAG)6 18 51268235 51268252 CTCCCAATGCTTGAAGGGTA AATTGCTTTGGAGGTTGTGC 239

Ad09A10267 Aradu.A09 10267 p2 (GC)6 12 51283731 51283742 GAGATGTGATGGGGAAGGAA GCGTCTGTGTCATCTTCCAA 258

Ad09A10268 Aradu.A09 10268 p2 (GC)6 12 51284164 51284175 ATGGCACAAGTATGGCACAA AGAGAGCAAGGAAAAAGGGC 280

Ad09A10269 Aradu.A09 10269 p5 (AATAA)11 55 51296956 51297010 AGAAAGGGAGATGACGTGGA CCTAACCAATTTCTCTCTCCTCA 209

Ad09A10276 Aradu.A09 10276 c (T)10cctgagacctcattcattttgtattaaatatcaaatattggtat(TA)768 51387666 51387733 CAGCGATTTATCAAAATGCAA CACAAAATGTCATAACCAATCCA 151

Ad09A10281 Aradu.A09 10281 p2 (TA)8 16 51399657 51399672 TCCTCTGTTCCTCTCTTTCCA TGTTTGCATAGCCTTTTAGCC 267

Ad09A10283 Aradu.A09 10283 p3 (TTG)6 18 51425745 51425762 ACCAGGAAATGTGGTTGCTC CAAGAAAATGGCCAAGGTGT 123

Ad09A10284 Aradu.A09 10284 p2 (GA)6 12 51426664 51426675 CTTTGAGGCTGAGGACCTTG CATCTCCCTCCCACTTCAAA 260

Ad09A10286 Aradu.A09 10286 p3 (TCT)7 21 51450294 51450314 TCATAAATAACGGCCATCGAA TGTGTTGAAGTCAAGAAAGGGA 226

Ad09A10287 Aradu.A09 10287 p2 (AT)6 12 51468049 51468060 AGAAAGGGACGGAGCAACTT GAGTCTCTTTTGGATTTGTTTTATTTT 280

Ad09A10288 Aradu.A09 10288 p2 (TA)7 14 51486499 51486512 GCCTTTTGGTTTTAAGGGCT AGCAAAAAGCTTGCGAAAAA 103

Ad09A10289 Aradu.A09 10289 p2 (AG)11 22 51496863 51496884 TGATGTTGTTGATTGCATAGGA CAACTGCCTTTTCTTGCCTT 232

Ad09A10292 Aradu.A09 10292 p2 (GA)6 12 51513689 51513700 AAGGAAATTGGGATTGGGAC CTCTCTCACCATCAGCACCA 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10293 Aradu.A09 10293 p2 (CA)7 14 51527027 51527040 CCACATCCCCCTTTCTCTTC TTCCTCCTTCCTCCTTCCAT 105

Ad09A10294 Aradu.A09 10294 p2 (TA)8 16 51530130 51530145 TTGTTGTCGCGATGTTTTGT GCGTATAACCCGCAAAGAAA 201

Ad09A10298 Aradu.A09 10298 p3 (TTC)5 15 51667063 51667077 ATCAAGGATTGAGGGGAAGG GAAGAACAAAAATGCATCAACA 264

Ad09A10300 Aradu.A09 10300 c (TCT)5caccctcaaccgccgctaacagcagtgccgtcgccaccgccgcacggccaaccccaacctccctctctcaccatcaaccaactcccattcgtc(CT)6120 51670379 51670498 GATAACCCTAGTGCGCGAAG AGAGCAGAGGGCAGAGTGAG 205

Ad09A10302 Aradu.A09 10302 p2 (GC)6 12 51678260 51678271 ACTAATTGCTCCCCCTTGCT AGTGGTTTTCCACAAGGACG 226

Ad09A10304 Aradu.A09 10304 p2 (AC)8 16 51680418 51680433 ACAAGCATGCCTTGGATTTC ACAGGAGAAGAAGGAACGCA 272

Ad09A10305 Aradu.A09 10305 c (T)10c(T)11 22 51684814 51684835 CATATGCATTGCTTTCACCG GTGGGAAAAGTTGGTTTGGA 230

Ad09A10306 Aradu.A09 10306 p2 (AG)10 20 51689312 51689331 CTTCTTCCTCCGTGAGCTTG TCATGATTCCATCGCCACTA 211

Ad09A10307 Aradu.A09 10307 c (TC)11tt(TC)10 44 51689476 51689519 GGCCTCCATTCATAACTCCA TGTTTTCACCTTTCAACCCA 262

Ad09A10310 Aradu.A09 10310 p2 (AG)10 20 51711346 51711365 CTTCTTCCTCCGTGAGCTTG TCATGATTCCATCGCCACTA 211

Ad09A10311 Aradu.A09 10311 c (TC)11tt(TC)10 44 51711510 51711553 GGCCTCCATTCATAACTCCA TGTTTTCACCTTTCAACCCA 262

Ad09A10321 Aradu.A09 10321 p3 (AGA)6 18 51835869 51835886 TCACGTTAAGGGTCGGAATC CCGTCCCCGATCTAATTTTC 230

Ad09A10323 Aradu.A09 10323 p3 (AGA)6 18 51892942 51892959 TCTTCTTGGCCACAACTTCA AGCCAAAACCCACACATCTC 276

Ad09A10326 Aradu.A09 10326 p3 (TTC)5 15 51965088 51965102 ATTTTCCGAGAGGATACCCG CCCCTAATGAAAGTGGGGTT 183

Ad09A10330 Aradu.A09 10330 p2 (TC)17 34 52027799 52027832 TGGAATGGCAGAGAGTTGAA TTGATCCCTCCAATTTGCTC 279

Ad09A10332 Aradu.A09 10332 p3 (TTA)16 48 52046180 52046227 GCACACTCTTTTTGCCTTGG TTCATGAATGTTGGCTGTTGA 184

Ad09A10334 Aradu.A09 10334 p3 (TTC)6 18 52055320 52055337 TACCCTCTCCCCTCTCCCTA CGGTCTTAGGTGCCATTGAT 232

Ad09A10335 Aradu.A09 10335 p5 (TTTTC)5 25 52061475 52061499 TACTTTGGGGCATTTTGTCC AACTTTGGGACATTGGTTGG 265

Ad09A10337 Aradu.A09 10337 p2 (GC)6 12 52064353 52064364 GATGGAGAATGAAGGGAGCA CTCTTCCAGAGAGTGGTGCC 194

Ad09A10338 Aradu.A09 10338 p3 (AGT)5 15 52083267 52083281 AAATGCTTGTGCTGATCGAC GCGTAATTGCGTATGTGTTGA 237

Ad09A10339 Aradu.A09 10339 p3 (TAT)7 21 52083641 52083661 TCATTACATCGCTCGCATTC GCAAAAGCAGAAACCTCCTG 223

Ad09A10340 Aradu.A09 10340 p2 (GA)6 12 52086987 52086998 TGTGTTGGTTTGTCATCCCT GCGAGATTCTCACTCTCCCC 258

Ad09A10346 Aradu.A09 10346 p5 (TATTA)6 30 52116068 52116097 TGAAGCACCTTACCATGCAG TGGCATTAGTTTATGCCGGT 276

Ad09A10348 Aradu.A09 10348 p2 (CT)7 14 52143145 52143158 AAAAATAATTGGTGCAGGGA AAAATTGTCTTTGAATTCTTCCA 260

Ad09A10350 Aradu.A09 10350 p4 (AATA)7 28 52159174 52159201 TTTGGACAACTGACGGTTCA GACTCAAACAAGACGCACAAA 223

Ad09A10351 Aradu.A09 10351 p2 (CT)8 16 52163513 52163528 ATTAAACGCCAGGATTGCAC ATTAGGGTTGGGTTTGGGAG 279

Ad09A10352 Aradu.A09 10352 p3 (AAG)5 15 52175433 52175447 CCCTATTTGGGATCGAAGGT CCTCCTAATTGTCGTGCTCC 107

Ad09A10353 Aradu.A09 10353 p6 (CCTAAT)5 30 52191426 52191455 AGCAACAAAGGATTGAAAGGT TTAAGTGCTTCTCGCCCAAT 280

Ad09A10357 Aradu.A09 10357 p2 (CT)6 12 52236045 52236056 CTCCCTCTCTCACCATCAGC AGAATGGAAAGGGGAATTGG 188

Ad09A10362 Aradu.A09 10362 p2 (TA)12 24 52272630 52272653 AATTTGTGGTGGCCGTTTTA ATGGGTTGGCTTCTAGCTCC 270

Ad09A10364 Aradu.A09 10364 p2 (TA)12 24 52296863 52296886 GATTCCCCATTCTTACCCGT ATCTCGTCCAACGATGCAAT 195

Ad09A10368 Aradu.A09 10368 c (T)10attttttgtgtatttgataaatttctagtagtaaaaataaaagtattagaaaaatt(A)1076 52344771 52344846 ACACATAGTGTATATTTGGGTGTCA TCATCAACGAAAGAAAGGGAA 259

Ad09A10372 Aradu.A09 10372 p2 (AG)6 12 52365590 52365601 AAGACAGCAATCATCAATCAGAAA GGCCCAGAGGACACAGATTA 270

Ad09A10374 Aradu.A09 10374 p2 (CT)12 24 52401670 52401693 TTCATTTACCCAAAACCCCA GCAGAGACAAGGAAGAGGGA 203
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Ad09A10378 Aradu.A09 10378 p3 (AGA)6 18 52440471 52440488 CTAGAGGATTCTCCGGCCTT AAATCTTTCCCACCCAAACC 198

Ad09A10379 Aradu.A09 10379 p3 (TTA)5 15 52451080 52451094 ACAACGGTGATGCCCTACAT AAAGGTCGATCCCACAGAGA 278

Ad09A10383 Aradu.A09 10383 p2 (AC)6 12 52471502 52471513 TGCAGTCCTTTTCAGCCTCT CGCTTTTTGGCATTGTTTTT 188

Ad09A10384 Aradu.A09 10384 p5 (AAGAT)5 25 52483820 52483844 GCTCGATAGACAAAGCGACC CCTGGGTGCTCCATTGTATT 272

Ad09A10385 Aradu.A09 10385 p5 (AAGAT)6 30 52493530 52493559 CCTTGTCAAAAAGAGCTCGG AGTAGCGGAGGCTGACCTTT 207

Ad09A10387 Aradu.A09 10387 c (T)10caaaagaatattttcgaaaaaaataaataaaaatac(A)11ctagaaaatcataaaaatcaaaaatattttgtgtttcttgtttgagtcttgagtcaatttttaagtttggtgtcaattgcatgcttttaaaaa(T)11161 52540312 52540472 CGGTTCATCTTGTTGCTCAG CTATGAATGCATGAGTTTTTCG 268

Ad09A10388 Aradu.A09 10388 c (A)13ttctttttgttttaaattttaattttgaacttatcttatctttaattttcaaaaattactaaccc(T)1088 52541421 52541508 CCCAACTAACTACCTATCCCTCTC GGATTCGGATTTTTGGATGA 279

Ad09A10389 Aradu.A09 10389 p3 (AAT)6 18 52541900 52541917 GCAGGAACAGAGAAAAAGGC AAACTTGGACGTTGGCTTTG 209

Ad09A10394 Aradu.A09 10394 p2 (TA)6 12 52579898 52579909 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 194

Ad09A10395 Aradu.A09 10395 p2 (TC)7 14 52580778 52580791 ATGCATCCATTCAAGAAGGC TGATCAATTCAAATGCCGAA 191

Ad09A10399 Aradu.A09 10399 p3 (AGA)5 15 52605609 52605623 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 209

Ad09A10403 Aradu.A09 10403 p2 (CG)6 12 52635229 52635240 AGAAGTTCCACCTCCAGGCT GAGAAGAAGAAAAGGCGGGT 232

Ad09A10406 Aradu.A09 10406 p3 (TTG)5 15 52674371 52674385 GGTCCCAATTGAATCCCTCT AAAAGATGGCCAAAGTGGTG 183

Ad09A10408 Aradu.A09 10408 p3 (TTG)5 15 52731137 52731151 TTGGGATCTTCAAGTGGTCC GAGCATTCAACCAATCCACC 227

Ad09A10412 Aradu.A09 10412 p2 (AT)13 26 52743837 52743862 TCATCTTTGAGTGCACCGAG GGTTAATCGTAGGCGCAAAT 277

Ad09A10418 Aradu.A09 10418 p2 (AG)6 12 52807792 52807803 TCAAGCACAAGCCACCATAG TCCTAATGCACTTGTGACGC 263

Ad09A10419 Aradu.A09 10419 p2 (GT)9 18 52814489 52814506 CTGTGAAGAGTGGCACCTGA GGTGTTTGATCTGCGGTTTT 244

Ad09A10422 Aradu.A09 10422 p2 (TA)13 26 52829618 52829643 GGTGGAAAAGGGAAGGAAAG ATTTTTGCGGGCCTGTTAG 274

Ad09A10426 Aradu.A09 10426 c (GA)6ggacgaatgggagttggttgatggtgagggagggaggttggggttggccgtgcggcggtggcgacggcgctgctgttagcggcggttgagggtg(AGA)5121 52856411 52856531 GTGTGTGGGTCGTGTGAGAC GATAACCCTAGTGCGCGAAG 223

Ad09A10427 Aradu.A09 10427 p3 (AGA)5 15 52862782 52862796 AGAAGAACAAAAGTGCATCAACA GCATTGAAGAAGGATGAGCC 264

Ad09A10428 Aradu.A09 10428 p3 (CAA)5 15 52879475 52879489 TGCACCTAGAGGTCCGTCTT AACAATTTGCGGCTTTATGC 209

Ad09A10429 Aradu.A09 10429 p2 (TA)6 12 52886313 52886324 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 134

Ad09A10430 Aradu.A09 10430 p2 (TA)9 18 52887089 52887106 TTGAGCGTACGGTATTAAAAAGG CAATGCCAAAACGCGTATAA 255

Ad09A10438 Aradu.A09 10438 p2 (TC)18 36 52945571 52945606 TTCCCTCACCCACTTACAGG AGCTCCTTCGCCATTTTCTT 272

Ad09A10439 Aradu.A09 10439 c (A)10tgtataattagaaagagaaattttc(T)1247 52946291 52946337 GCTTTGGTTATTCATCTTTGTGC TCCCTTTCTCCTTTCTTACGC 266

Ad09A10440 Aradu.A09 10440 c (A)11t(TA)9 30 52948171 52948200 CATAATTGTGAGGGGGCACT TGACGCCTGAGATTTCAGAAT 235

Ad09A10442 Aradu.A09 10442 c (AGA)15aggagaagacacgtgaagaagaagaaacgcgaaaaagggaggagaat(GAG)5107 52956563 52956669 ACGCAAAAAGGGAGGAGAAT ACATACGCGTGGAGCTTCTT 244

Ad09A10443 Aradu.A09 10443 p2 (TA)7 14 52957173 52957186 CCGAAAAACTGGTGAATCAAA TTTTCTATCGTAGGATTAGGATTTAGA 153

Ad09A10444 Aradu.A09 10444 p2 (AT)6 12 52960220 52960231 TCCCCTTCTTCTTCCCTCTT TCGAAAACAATAACTTGTGCTAAA 228

Ad09A10450 Aradu.A09 10450 c (A)12taa(AAT)5 30 52967998 52968027 TATCATGTGGCCAAGAAGCA AATGCATGTACCATGTAGACTTTTT 145

Ad09A10451 Aradu.A09 10451 c (T)16acatttttttcaaaaaaattagtacttttagttgatatttctctcgattcgacctgaaaatcagacctatcaact(A)10101 52968690 52968790 CACGGTTTTCTTCTTTAATATTCC TTGGATTTTGGATTTTGGATG 274

Ad09A10452 Aradu.A09 10452 p2 (TA)7 14 52973112 52973125 ATGGCTAGCCGGCTTAAACT CACGTCGTAAAGCCAAGGTT 254

Ad09A10457 Aradu.A09 10457 p2 (TA)7 14 52994187 52994200 GAGCCAAGATCTTAGGGACAAA TTTGTAACACCAAGTTAATGCAAGA 112

Ad09A10463 Aradu.A09 10463 p3 (ATT)6 18 52997049 52997066 AGAGCTTTCCTGTTGCTCCA TTCTGTTACTCCGGGGACTG 226
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Ad09A10466 Aradu.A09 10466 p2 (CG)6 12 53004888 53004899 TGGTGTTTGGAAGTGTTGGA GTACGCGCCACTCTCAAAAT 164

Ad09A10467 Aradu.A09 10467 p2 (CG)6 12 53013228 53013239 TGCACCTACAGTTGGTCCCT TCGCAGGTTCAGATCTGTTG 201

Ad09A10468 Aradu.A09 10468 p2 (AT)7 14 53016178 53016191 CCTGGGACATTGGAGGAATA TACGCTTTTTGCTTTGGGAC 260

Ad09A10470 Aradu.A09 10470 p3 (TTC)6 18 53032851 53032868 GACATAGGTAGCGCCGTAGC TGGGGTTTACGTTCTCTTCG 237

Ad09A10472 Aradu.A09 10472 p3 (TTG)5 15 53034192 53034206 ATCTGCCCTGTTAATTGGCT CAGCTTAACAGTCTTGGGGC 190

Ad09A10473 Aradu.A09 10473 p3 (GAG)6 18 53044347 53044364 GCAATCCCAAGCTAAAACCA GCGCACTCTGCATATTGAAA 270

Ad09A10477 Aradu.A09 10477 p2 (TC)10 20 53066983 53067002 CCGGTTAGTTTGTGCGAAAT TGATGTTGGCTCTTGAAAGAAT 194

Ad09A10478 Aradu.A09 10478 p3 (TAC)5 15 53077109 53077123 AACAAAAAGTATTGCCACCACA CCCAAAACACAGGTTGTTGA 270

Ad09A10481 Aradu.A09 10481 p3 (TTC)6 18 53116686 53116703 CACACACCTCCACCTTTCCT GCTTTTGTCTTCCCTTTCCC 179

Ad09A10483 Aradu.A09 10483 c (A)10gattatgctttgaccacaccaaaattaaaatattgctcgtcctcgagcaatagaagaaagaag(AGA)691 53131909 53131999 GCCTTCCCTTTCCTCATTCT ATCTCCCCTCACTCTCCTCC 193

Ad09A10487 Aradu.A09 10487 p2 (AG)10 20 53171010 53171029 GAGTCCATATTAGGCCCACG AAACGACTCGTCAATCGGAG 196

Ad09A10488 Aradu.A09 10488 p3 (ATG)5 15 53171946 53171960 CGGAAAGAGGTAAGGACGGT ATCAACCTCCTCATGCCAAC 237

Ad09A10489 Aradu.A09 10489 p3 (GAT)5 15 53199278 53199292 CCACGTGATACCGTGACTTT TGTTGGATGTTGGTCTTCCA 208

Ad09A10492 Aradu.A09 10492 p2 (AT)9 18 53292182 53292199 GGCAGCGGCTAGATTTCTTA CAACACTAAGCGAGGCACAA 108

Ad09A10494 Aradu.A09 10494 c (T)10aa(ATT)16 60 53296765 53296824 TCCAACACCCATGTCAGAAA TTAGCTGCTGCTCTGGATGA 196

Ad09A10495 Aradu.A09 10495 p2 (GC)6 12 53305887 53305898 CCAGTTGGGTTGGAAAGCTA AACATGTGTTTCCCCCTTCA 226

Ad09A10496 Aradu.A09 10496 p2 (CT)6 12 53319536 53319547 AATTACAGAACACGCCCCAG AGAACCTGGGATTGAGAGTCA 230

Ad09A10497 Aradu.A09 10497 c (GT)7c(TA)7 29 53359951 53359979 TTTACACGAAGCTAAGGCCG TGCTTTTTCCGGGACCTTAT 145

Ad09A10498 Aradu.A09 10498 p2 (TA)6 12 53368808 53368819 GAACACCACAGACACATGCC TATGCTTTGAACACACCCCA 150

Ad09A10499 Aradu.A09 10499 p3 (AAG)5 15 53378821 53378835 CGACCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 234

Ad09A10500 Aradu.A09 10500 p4 (AATA)6 24 53382062 53382085 GGAGAATCCAAACACAAGGG TCGAAAATATCTCATCCCTTTTTC 164

Ad09A10503 Aradu.A09 10503 p2 (AG)6 12 53392670 53392681 AACGAAAGAGGAGGAGAAGGA TCCAACACCAACAAAAACCA 158

Ad09A10504 Aradu.A09 10504 p3 (TTC)6 18 53400597 53400614 TTAATTTCCCACCCTTTCCC CTCGGAAGTGGAAGCTTTTG 223

Ad09A10505 Aradu.A09 10505 p4 (AAAG)6 24 53410952 53410975 AAGTCCCCAAATTGAAACCC GTGCGCTCTCTCCTCTCTGT 280

Ad09A10506 Aradu.A09 10506 p2 (TA)8 16 53414192 53414207 ATTTTCCCTCGCCATTATCC CAGAATGTCACGCTTCTAGCTG 266

Ad09A10507 Aradu.A09 10507 p2 (TG)6 12 53417019 53417030 GAGGGACAAAAAGTCAGGGAC TCCTTCTACCTTCTCTTCCTCG 218

Ad09A10508 Aradu.A09 10508 p2 (TC)6 12 53426866 53426877 TGACCCCACTCACCCATTAT GGTGGTCACGGTGGAGTAGT 252

Ad09A10510 Aradu.A09 10510 p4 (TAAA)5 20 53440187 53440206 AACCCATGTGATCTCTCTCCA TGCCGGTAAGTAGTGTGGGT 269

Ad09A10512 Aradu.A09 10512 p3 (TTA)6 18 53445382 53445399 TTGTAGGATTTTTATGATTATTGGAAA TTTTGGTTTAGCGGATTTGC 238

Ad09A10514 Aradu.A09 10514 p2 (GC)6 12 53505506 53505517 CCTTCAAGTGGGCCAAGTAA AGTGGTTTTCCACAAGGACG 123

Ad09A10525 Aradu.A09 10525 c (CT)7tctccgcca(TC)10a(CT)1166 53626512 53626577 ATGTTTGCGAAAAGGTTTGG GCGCTTATCCATGTCATCAA 211

Ad09A10526 Aradu.A09 10526 p2 (CA)8 16 53627543 53627558 TTCCTCACCACTCATGATATGC TCTCTTGCATCAATTCCTTTCTC 278

Ad09A10527 Aradu.A09 10527 p3 (GAT)5 15 53627687 53627701 GTTGCACACACACACACACA AAGGGTTTGAAGTTTGTTATTTTCA 280

Ad09A10529 Aradu.A09 10529 p2 (GC)6 12 53641252 53641263 AGTTGAACCGTTTCTCCAGC GGACCACTTTTCATTGTAATTGCT 142



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10530 Aradu.A09 10530 p2 (GC)6 12 53641385 53641396 ACAGAGAGTTAGGCCCACCC TCCCTATTAAGTTGGCGTCG 279

Ad09A10531 Aradu.A09 10531 p2 (GC)6 12 53641502 53641513 CCAACTCTAAGCCACCCTTG AAGAATGAAAGGGGGCAAGT 173

Ad09A10538 Aradu.A09 10538 p2 (AT)7 14 53703650 53703663 TCTTGCTTCATTGGTGCTTG AACCCCAAAGGTCCAAAATC 213

Ad09A10540 Aradu.A09 10540 p2 (AT)7 14 53704655 53704668 GAATTTCCTTTACGCGACCA TGCGTTAGTTTCGTGTGACG 261

Ad09A10543 Aradu.A09 10543 p3 (AGA)6 18 53759281 53759298 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 167

Ad09A10545 Aradu.A09 10545 p2 (TA)6 12 53789094 53789105 CGTGCCCCTATTTTTAGCAA TCCTCACCTTCCACCATCTC 247

Ad09A10547 Aradu.A09 10547 p2 (AT)11 22 53828842 53828863 GATTGCCTCTGGCATTCCTA CAAGAGGCCCTAGTTCTCCA 260

Ad09A10551 Aradu.A09 10551 p2 (TA)6 12 53840418 53840429 TGAAGATATTTGCTAATTATTACCGTG TGTCCGAGGTACGAATTTTT 119

Ad09A10554 Aradu.A09 10554 p3 (AAT)5 15 53860698 53860712 TCAGGATCAGTTGACCTTTTCA TTTTGGGATAGGAGCAGGTG 199

Ad09A10555 Aradu.A09 10555 p2 (TA)6 12 53863733 53863744 AAACAGAAAAAGAATTGTTTGAGG GCTCTTTCCTAAAAATATTGGCA 263

Ad09A10556 Aradu.A09 10556 p2 (TA)9 18 53864049 53864066 TGCCAATATTTTTAGGAAAGAGC GGGTCGGGATTGGAGACTAT 228

Ad09A10557 Aradu.A09 10557 c (T)11aattacacttctatcaataattgcattactaatctgaaatacataaagagaaaaaaagttgatacatatatccaaaaaaataaacttataaattag(A)10117 53864236 53864352 TTGTTTCTCCAGTTTTATGGTTACA CCGCATACTTAATGAATTGAACA 280

Ad09A10560 Aradu.A09 10560 p3 (TAT)14 42 53865657 53865698 GAATAACCCATGCCAATTTCA CCTTAATGGTTGCCCATTTG 101

Ad09A10562 Aradu.A09 10562 p3 (TCA)5 15 53869759 53869773 AGCGTGGCAATAGCCTTGTA GGCATCGCCATAGGAACTTA 261

Ad09A10564 Aradu.A09 10564 p2 (AT)6 12 53892887 53892898 CGGTCACGAGTAATCCCAAT TATAGCCATTTTCCGCTTCC 152

Ad09A10565 Aradu.A09 10565 p2 (AT)11 22 53893022 53893043 TTGCTCTGGGTTGCATTAAG CGGTAAGCAGAGAAATCAGAGC 189

Ad09A10566 Aradu.A09 10566 p2 (GA)7 14 53905005 53905018 TGGGATGATCTCCCTCTCAC GTTTGATGTTGGGGCAAAAC 253

Ad09A10571 Aradu.A09 10571 p2 (AT)10 20 53929419 53929438 GGTTGTAATGGGGCTAGGGT GGACAAAATGCTCCAAGGAA 237

Ad09A10572 Aradu.A09 10572 c* (CT)6(T)10* 21 53935527 53935547 GCCTTGCTTTAGCGTGACTC GTGCTAGGTGGGAGACAACC 260

Ad09A10574 Aradu.A09 10574 p2 (AC)7 14 53978318 53978331 ATTCCCAAATTCCAAAACCC TCTTTCTCCTGCGGACTTGT 165

Ad09A10575 Aradu.A09 10575 p4 (TATT)5 20 53983494 53983513 CTGTAATGCAGCATGTTTGAA TCAAACAGCACTTATATATCAAAAGAA 190

Ad09A10576 Aradu.A09 10576 p3 (TTC)6 18 53997445 53997462 TCCGGATCAAAAGTTATGGC CCAAACGAACCAAAAATGCT 203

Ad09A10582 Aradu.A09 10582 p2 (AG)24 48 54032448 54032495 CCACCATGTTGGATCTGATG AATGATTGCTCCAGCTGCTT 252

Ad09A10583 Aradu.A09 10583 c (A)13cttgcttacannnnnnnncaaattttttcaattcataaaatttcaatttactttttttttgg(A)1287 54033252 54033338 TCCATGTTTTGTTTAGGTCCA AAACGTGGTGGATTGTCCAT 227

Ad09A10584 Aradu.A09 10584 p3 (TTG)9 27 54072227 54072253 CAATTGGTGCAAATCTCCCT AGAAAATGGCCAAGGTGTTG 245

Ad09A10585 Aradu.A09 10585 p3 (TCT)6 18 54078904 54078921 GGGAGAGTGGTAACGCTTTG ATATGCCTCATGCAGTTCCC 187

Ad09A10586 Aradu.A09 10586 p2 (GC)6 12 54093262 54093273 CCAGCACTGTGCGAAAATTA ATGTACCAAGAGGGCAGGTG 151

Ad09A10597 Aradu.A09 10597 p2 (AT)10 20 54188173 54188192 ATCCTAACGTCAAAATGGCG ACTCAAAGCGAGAAGGGTGA 184

Ad09A10598 Aradu.A09 10598 p3 (TTC)5 15 54219132 54219146 ACTCCAAGTGTCGGGATGAC CCCTCTAATGAAGGTGGGGT 226

Ad09A10601 Aradu.A09 10601 p2 (AT)6 12 54259193 54259204 TGTTGAGATCCAGGTCATGC GCGTTTTCACCTTTATCGGA 232

Ad09A10603 Aradu.A09 10603 p3 (TCT)6 18 54302819 54302836 AAACCTAACCCTCCTCCCCT CTTGGGTGTCATTGATGGTG 235

Ad09A10604 Aradu.A09 10604 p2 (TG)27 54 54313817 54313870 GATTCTGCTTTCCCCTTTCC ATCCTAACTCCCCTAGCCCA 155

Ad09A10605 Aradu.A09 10605 p3 (GAA)6 18 54340548 54340565 TCTTGACGTTTCTCTGGCCT CTCTCTTCTCCCCCTTGGAC 188

Ad09A10606 Aradu.A09 10606 p4 (TATT)5 20 54344696 54344715 TCGAAAACTCCCCTCTCTCA AGTCCTTTCGGGTTCAGGAT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10608 Aradu.A09 10608 p3 (TCT)5 15 54360619 54360633 TTTAAGCATAGCAGCCTGGAA TGAGATTCGCACAACAACAA 213

Ad09A10611 Aradu.A09 10611 p2 (GA)9 18 54366906 54366923 TGAAAGTGAGGTAGGTGGGG GGATATGTGGACCCCACAAG 185

Ad09A10613 Aradu.A09 10613 p2 (AT)9 18 54396135 54396152 CCTGGGTGTCAGTTTAGGGA TTTTCTTGGAAAACGTTTGGA 199

Ad09A10614 Aradu.A09 10614 c (A)12tgaacgtgactgattaaaaaaaaagaaacccaacaatgaattgtttataagatgagaatcccagaccc(A)1090 54399654 54399743 ACGAATTCGATTCAACAGCC TCACATTACACTGGCTTGGC 266

Ad09A10615 Aradu.A09 10615 c (A)10gaaacaagcgaagacatatcatttcagaaattaaagaaattacatgatgttataatgagttgatttttactattaattaggtctttta(T)12110 54403903 54404012 TCTGTGTTCTTGTTGCGCTC TGCCTCCCGTACATAATGCT 253

Ad09A10617 Aradu.A09 10617 p5 (AAAAT)5 25 54407976 54408000 TCAAGCAGGCAATAACTTTCA CCTCTTTCCGCAGGATCATA 134

Ad09A10618 Aradu.A09 10618 p3 (AAT)5 15 54409323 54409337 TTGTCAAAATTGGACCACCA TCGTCAGATTGCCAACCTCT 213

Ad09A10620 Aradu.A09 10620 p2 (TA)11 22 54412689 54412710 AAGTGTGGCCTTTTCTCCCT TCGTTCCAATATTTTTGGTTCA 213

Ad09A10621 Aradu.A09 10621 p5 (AATAA)5 25 54421960 54421984 TCCAATGGAGGGTATACGGA CCTAACCAATTTCTCTCTCCTCA 272

Ad09A10622 Aradu.A09 10622 p3 (TTC)6 18 54436360 54436377 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 203

Ad09A10623 Aradu.A09 10623 c (TC)6ta(TC)17 48 54441860 54441907 CCTCACTCTCTCTCTCCCCC AAACATGCAAGCAACCCTTT 248

Ad09A10624 Aradu.A09 10624 p3 (ATA)5 15 54449326 54449340 TAAAGCTGAGGTGGCAAGGT TTTTGAAGGTTGCGCTTTTT 142

Ad09A10625 Aradu.A09 10625 p3 (ATA)5 15 54452726 54452740 CAGTCTGTCCCTCAGGCTCT TCTGAGGGTTGGGATTTTTG 223

Ad09A10627 Aradu.A09 10627 p5 (AAAAT)5 25 54461792 54461816 CTTGTTTCTGGTGTTCAGCG GGGAGGCAACCCAATTTTAT 251

Ad09A10629 Aradu.A09 10629 p3 (GAA)5 15 54496183 54496197 CATGCCAACACTGAATCCAC GGCATTTCCATTCTTTTGGA 215

Ad09A10634 Aradu.A09 10634 p2 (CT)6 12 54570595 54570606 ACTTGTCATCACCACCCTCC CTGCATTCCAACCTTTCACA 236

Ad09A10639 Aradu.A09 10639 p2 (CT)8 16 54615016 54615031 CAAACGTCAGGATTGCACAG ATATAGGGGTGAGGGGATGG 266

Ad09A10640 Aradu.A09 10640 p2 (CT)10 20 54616787 54616806 GATCTGTGGACCCCATAGGA ATATAGGGGTGAGGGGATGG 198

Ad09A10644 Aradu.A09 10644 p3 (ATC)6 18 54638707 54638724 TCCTTCCTTGTCATCTTCTGC TGTTTCCTTTAGTGCTGCATTT 274

Ad09A10646 Aradu.A09 10646 p3 (AAG)5 15 54641862 54641876 GAACAGTGACCCACGGATCT GTGGCTGCTCTCATAAAGGC 231

Ad09A10650 Aradu.A09 10650 p2 (AT)7 14 54658228 54658241 CTTGCACTATCCACAAGGCA GGATGACAAAGGAAAGGAAACA 261

Ad09A10651 Aradu.A09 10651 p3 (ATT)5 15 54667691 54667705 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 196

Ad09A10656 Aradu.A09 10656 p2 (AT)11 22 54748239 54748260 TAGGATCTGCAATTTTCGGG TTCCTATACTAGGCAACATGCAAA 211

Ad09A10658 Aradu.A09 10658 c (A)12gagaaag(AGAAA)544 54748963 54749006 GGGAAATTTGTGGGAAAACA TCCTTTTCTCATTCACTGATGC 273

Ad09A10660 Aradu.A09 10660 p2 (GC)6 12 54758036 54758047 TGGTGTTTGGAAGTGTTGGA AAGCTCCTGTCATGGACACC 208

Ad09A10662 Aradu.A09 10662 p4 (AAAT)8 32 54766814 54766845 GGGAACATGGGATGATAGGA TTGTCCCATGTGCATTGATT 228

Ad09A10667 Aradu.A09 10667 c (T)12ggtgactgccaatacatgggttttgatccttcaacaaagcctagaatttcgtttccattaatggattattatttgcgctagcttgttca(T)10111 54793910 54794020 GTTTATATGGGCTTGCCGTG GGGTTATTACTGGGCTTAGGCT 270

Ad09A10668 Aradu.A09 10668 p2 (TA)7 14 54794725 54794738 CCAATGGAAACTGCTAACCC TGCAATCAAAGGCACTGTGT 224

Ad09A10675 Aradu.A09 10675 p3 (TAT)17 51 54826159 54826209 AAAAAGAGTAAATATCATTGTCAAGCA TCTCGTAACGAAGAGGAGTGAA 240

Ad09A10676 Aradu.A09 10676 p2 (TA)7 14 54828844 54828857 TGGATGGAAATTTGTGGTAGC GCCTTCAAAGGAACCAAAGA 279

Ad09A10678 Aradu.A09 10678 p2 (TC)12 24 54834090 54834113 GCTGCACACGTCACCTTCTA CCTTTTGACAACGAAGAGGG 183

Ad09A10683 Aradu.A09 10683 p2 (AG)6 12 54885665 54885676 CGGAAAAGCACACCAAACTT TTTCGAAATCTCTCCTCCCC 147

Ad09A10685 Aradu.A09 10685 p2 (CT)6 12 54933246 54933257 TAACACCAGAAAAGGGCACC GGGTGTTATGGGAAGGTGTG 276

Ad09A10686 Aradu.A09 10686 p3 (TTC)5 15 54933548 54933562 CTTGGCTGAACCACTCACAA TCTCCCATAATTCGGAGGTG 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10687 Aradu.A09 10687 p2 (AT)10 20 54950335 54950354 GGGGAGTTGGGAATATTGGT TTGAACCTTGAACTTTGGGC 257

Ad09A10689 Aradu.A09 10689 c (T)10acaaaaa(T)10aagagagaaagaagaaacaaaaagaaaaagaaag(A)1071 54963967 54964037 GCAAATGCAATAAAAGAAAATGG TTTGTCCTTCCTCCTTTCTCC 222

Ad09A10690 Aradu.A09 10690 p2 (GC)6 12 54964259 54964270 GGTTTGAAAATTGCGGTTGT TCGTGTGGGTCAAGAGAATG 140

Ad09A10694 Aradu.A09 10694 c (CT)6tgt(TC)6 27 54974267 54974293 TCCAATGGCAATTTGAGAAA GAGCGGTGAAATCCAAGAAA 255

Ad09A10695 Aradu.A09 10695 p2 (AT)7 14 54979026 54979039 TCCTTGTTTGGTCGACCTTT AGATGCCAAGCCAAGACCTA 189

Ad09A10697 Aradu.A09 10697 p5 (TTATC)5 25 54989937 54989961 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 126

Ad09A10698 Aradu.A09 10698 p5 (TTATC)5 25 54996570 54996594 GGTGTGTCTGACTTGCTGGA AGGCGGTTCCCCTAAAGATA 259

Ad09A10700 Aradu.A09 10700 p3 (AAG)5 15 55033085 55033099 AGCTTTGTGCTTCAATGGGT TCACAATCTTCTGGTGGCAA 253

Ad09A10706 Aradu.A09 10706 p2 (CT)6 12 55074263 55074274 TAAACGCCAGAAATGGGAAC TTTGGGGAAGAGGTGTTGAG 198

Ad09A10710 Aradu.A09 10710 c (AG)6aa(AG)7 28 55126436 55126463 GGAGAGAAACTCACCGATGG TTCAATTTCTCCTCTGCCCA 137

Ad09A10712 Aradu.A09 10712 p2 (AG)8 16 55130654 55130669 TTGAAAACCGGGCACTAATC CTCGTCAATCGGAGGTCTGT 251

Ad09A10714 Aradu.A09 10714 p2 (AG)18 36 55147343 55147378 CAGGCAGGATCCAACAATTT CGGCGCTCAGAAAAATAATC 151

Ad09A10715 Aradu.A09 10715 p3 (TGA)6 18 55148159 55148176 GGTGGTTTGGAGTAAAAGGG TTCCCTCCAAATAAACACGG 179

Ad09A10717 Aradu.A09 10717 p3 (GAT)5 15 55221801 55221815 TGAGCCTAAAAACTAAAACGCAA TTTTGAGGCGAGTGAATTTT 125

Ad09A10720 Aradu.A09 10720 p3 (TCT)6 18 55232854 55232871 ATGGCCGAACAAACACTACC CCCTTTTCCTTTTCTGGAGG 268

Ad09A10721 Aradu.A09 10721 p2 (TC)7 14 55239871 55239884 TGATGGTTCTTCTCAAGCACA GCCGAAGCCATTAAGGAAAC 188

Ad09A10723 Aradu.A09 10723 p2 (GA)8 16 55247690 55247705 GGTTTGGGAGGGAAAAATGT CAGGATCTCCACCTATCCCA 194

Ad09A10724 Aradu.A09 10724 p2 (AG)6 12 55253450 55253461 GGATGCTAGTATGGTTTGCCA CACACCGGGTATGACCTCTT 215

Ad09A10730 Aradu.A09 10730 p2 (TA)6 12 55299711 55299722 TTTGGTGAGGAAGTTGGAGC ACCATTCCATTCCTTCCACA 220

Ad09A10731 Aradu.A09 10731 p2 (TA)11 22 55322114 55322135 AGGTCGAGATGTGCCTCAGT AAATAACAAGCTCTAGGCCCG 242

Ad09A10733 Aradu.A09 10733 p2 (AT)7 14 55330140 55330153 TGGCATTCCATAATCACATCA GCAATTAAGCTCAAAACTCACG 192

Ad09A10736 Aradu.A09 10736 p3 (GAA)5 15 55365550 55365564 CTGCACAACTAGCGATCCAA TGCATTTGGTTTTGTTTCCA 279

Ad09A10741 Aradu.A09 10741 p2 (AC)6 12 55447569 55447580 GGATAGCCATGGAGACCAAA AACTCGATGATGCCAGGAGT 256

Ad09A10744 Aradu.A09 10744 p3 (GAA)5 15 55497125 55497139 GTGCATGCTATTGGAGGGTT TGTGCGTGGATGGTTATACG 115

Ad09A10746 Aradu.A09 10746 p2 (AT)6 12 55505109 55505120 TTTTGTTGTTTTTCTCTTTCCTCA TGGAGAAAGGGAAATGATATGG 273

Ad09A10751 Aradu.A09 10751 p3 (TTC)6 18 55587339 55587356 CCTCCCCTCACACACTTTTC ACCCAATTGGATGAAGATCG 257

Ad09A10758 Aradu.A09 10758 p2 (CA)6 12 55657832 55657843 TTGGTGATTTGTAAGGGAAAAA AAAAATAAATGCGCATGAACTAA 255

Ad09A10763 Aradu.A09 10763 p4 (AAAG)11 44 55751268 55751311 CCGAAAGAGAGAACTCACCG GCCCTATTGAGAGGTAGCCC 247

Ad09A10769 Aradu.A09 10769 p2 (GA)11 22 55914343 55914364 TCCAGTATTTGTTGCTTTGCTG TTGTCCTCCTCTTTGGAAAA 238

Ad09A10775 Aradu.A09 10775 p3 (TAC)5 15 55980935 55980949 TTGGGAATAAAGCCAGAATAGA AGCTGAAGCGCCAGAAATTA 198

Ad09A10776 Aradu.A09 10776 p3 (CTT)5 15 55990739 55990753 TGTTTTCTGCAATTGGCTTG TCTTCCTTGATCCAAAGTCACA 246

Ad09A10777 Aradu.A09 10777 p2 (AT)10 20 56001828 56001847 TATATCAGGATGCCTCCCCC TTGACTCTGATGTGCCTTGC 202

Ad09A10779 Aradu.A09 10779 p2 (GC)6 12 56025084 56025095 TGGGCAAAAGAAAATGGAAG CTACACTGCGCCAACACAAT 270

Ad09A10781 Aradu.A09 10781 p3 (TTC)6 18 56061743 56061760 CATTGGCCGAAACCTACACT ACTCGGAGGTGGAAGCTTTT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10782 Aradu.A09 10782 p2 (CA)6 12 56069914 56069925 GTTGTGCTCACGCACACTTT GAGAAGCATGCAAGGAGGAG 181

Ad09A10785 Aradu.A09 10785 p4 (AATA)6 24 56097552 56097575 CCAATCGGCATTTTTAGGTG TCACATGCTTGTGTTCTTAGCTC 279

Ad09A10786 Aradu.A09 10786 p2 (AT)6 12 56100211 56100222 ACAAATTGCGTCTCAATCCC TCAACTCACCAACAAGCCAC 257

Ad09A10787 Aradu.A09 10787 p2 (GA)6 12 56105091 56105102 GACGACGGAAGTTGTGACAG CGAGACGGGATGAATTTTGT 239

Ad09A10788 Aradu.A09 10788 p2 (TA)10 20 56106192 56106211 TCAAGGAGGAGCACTTACCG AAAACAAAAGCAATGCCACC 226

Ad09A10789 Aradu.A09 10789 p4 (AATA)5 20 56106539 56106558 GCAAGAAAAAGCAGCAAAAA TTGCTCTTGCCTTTTGGTTT 152

Ad09A10796 Aradu.A09 10796 p2 (CA)6 12 56168675 56168686 TCATCCCAAGCCAAGATTTC CCCAAGGACCTAGTGACCAA 233

Ad09A10797 Aradu.A09 10797 p2 (CA)6 12 56174343 56174354 TTAGCTCATCCCAAGCCAAG GTCTCCAAAGGACCCAGTGA 242

Ad09A10798 Aradu.A09 10798 c (TA)7(TG)11cgt(GC)855 56188394 56188448 AATATATGTCGCTGGGTCCG CCCACCCCGTTATGTAACAC 152

Ad09A10799 Aradu.A09 10799 c (A)10ttcaaaattcaaaaaatatctttcctaactaattttaaactacattttcgaaaattttat(A)1080 56193906 56193985 TTGTGTCTTTTGTGTGTTTTTCTC TCCTGGACTGTTCATTTCCAC 265

Ad09A10800 Aradu.A09 10800 p3 (TAG)5 15 56200939 56200953 AAGAGCAAGGGCGTGATTTA CATGCCTGATGATGATGAGAA 261

Ad09A10804 Aradu.A09 10804 p5 (TTTAT)5 25 56260910 56260934 AACCACTTTCTCTTTTTCCTCAAA TGGGGTTAGCATATGACCCT 222

Ad09A10807 Aradu.A09 10807 c (AGA)7tatggag(GA)742 56320056 56320097 TTAGAATGTTGCTCGCCCTC CTCCCCCTTAGTCGATCACA 105

Ad09A10808 Aradu.A09 10808 p2 (GA)9 18 56323356 56323373 GAGAGAGAAGAGAAGAGGGTTCG TTTCGAAAATCACCTCCCTC 251

Ad09A10811 Aradu.A09 10811 p3 (AAT)5 15 56347724 56347738 TGACAGCTACCATCATGCTCA AGGGCCAATTTGTCATTGTT 252

Ad09A10815 Aradu.A09 10815 p3 (CAT)9 27 56371578 56371604 GGTGTCTCCTCGTCGCTATC TTGGATCTTCGTCAGCAGTG 280

Ad09A10818 Aradu.A09 10818 p2 (AC)17 34 56399917 56399950 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ad09A10819 Aradu.A09 10819 p2 (TG)12 24 56400103 56400126 TCCCTCAGGCTCTACAGGAA ACTTGGCTCTCCTGGAATGA 270

Ad09A10822 Aradu.A09 10822 p2 (AG)6 12 56423185 56423196 TCATAAGCCAATTGGACAACA TCGGCCTAGAGGACACAGAT 278

Ad09A10824 Aradu.A09 10824 p2 (TA)13 26 56432848 56432873 TGCTCACGCATCACCTAAAC ATTTCCTCCACCTCCACCTC 277

Ad09A10825 Aradu.A09 10825 p2 (AC)6 12 56441197 56441208 AATGCCAATGCCCTATGAAG GCAATGAACTTCGGCATTTT 130

Ad09A10827 Aradu.A09 10827 p4 (TTTA)6 24 56471730 56471753 TGGGGTAAACCCCTTATTCA AACTGTGGGAACTTGGGTTG 226

Ad09A10829 Aradu.A09 10829 p5 (AAGAT)5 25 56517781 56517805 TTTCCTTCTTCCCCTCTTCC CCAAAGAAACCCTAGTCCCC 110

Ad09A10830 Aradu.A09 10830 p2 (AC)6 12 56531272 56531283 GGGCTTAGGTAAGGGTGAGG GCATGAGTAGGCGCAACATA 171

Ad09A10832 Aradu.A09 10832 p3 (ATA)6 18 56536592 56536609 TCTTCTCATGTCAACAGCGG CAAAGAAATCCTAGCCCCCT 213

Ad09A10833 Aradu.A09 10833 p3 (ATA)6 18 56538931 56538948 AACCATTCAACCAATCCAAA AGTGTATGTTCCCGTGCCTT 181

Ad09A10837 Aradu.A09 10837 p5 (AAATA)5 25 56574367 56574391 CCATGATGGAGAAAGGGAGA AATTTTCGAATCCCTTGGGT 238

Ad09A10838 Aradu.A09 10838 p3 (AGA)6 18 56600372 56600389 TGCCATTGATGGTAGTGGAA AATGGCCGAACATACACTCC 234

Ad09A10840 Aradu.A09 10840 p3 (AAG)8 24 56604463 56604486 AGTGGTCTTGATGGGCTTTG TTCTTGGCCGAATACACCTC 261

Ad09A10841 Aradu.A09 10841 p4 (AACT)5 20 56623849 56623868 TCAACAAGAGGCAGCAATGT TCCAACACTTCCAAACACCA 161

Ad09A10843 Aradu.A09 10843 p5 (TTTTA)5 25 56632027 56632051 GGGAGGCAACCCAATTTTAT TCAGTGCCAGAATGATGCTC 244

Ad09A10845 Aradu.A09 10845 p4 (AATA)5 20 56651069 56651088 GGAGACACCCTCATTCTCCA CTGCCAAAATCTTGCTGTGA 170

Ad09A10848 Aradu.A09 10848 p2 (GT)6 12 56673007 56673018 AGCCAACTTTGAGCCTACGA CCAAGGTTCCCACACTTGAA 151

Ad09A10849 Aradu.A09 10849 p3 (ATC)5 15 56692577 56692591 CCGGCGAATTTACTATCGAA TCATAGCGGAATGATGGTCA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10853 Aradu.A09 10853 c (T)10gtcaggggccgagttgggg(T)1039 56742732 56742770 TTCGAGGTAATTGTCAGGGG CAGAGGAACACGACCCAAAT 270

Ad09A10854 Aradu.A09 10854 p3 (AAG)6 18 56794327 56794344 GCCTTTGTCTTCCCTTTTCC TGGCCGAACCTACATCTCTC 197

Ad09A10859 Aradu.A09 10859 p2 (GC)6 12 56843660 56843671 CAAAGATTTGGAATGCACCA ATTAATTGCTTCCCCCTTGC 234

Ad09A10863 Aradu.A09 10863 p2 (AC)6 12 56855497 56855508 GGGTTCTAAATTGTGCACGG CCTGTTTGGTTCCCTTAACC 146

Ad09A10864 Aradu.A09 10864 p2 (GC)6 12 56860005 56860016 TTCAGAGACAGAAGAAAAGAAAGAAA TCCTCACATAACGTGTCCTAAAA 137

Ad09A10865 Aradu.A09 10865 p2 (TC)6 12 56863906 56863917 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 229

Ad09A10867 Aradu.A09 10867 c (T)10ctattttccattgcaaaacc(A)1242 56878926 56878967 ATGGGCAAGTTCCAAATCAC GGCAGCCTATGGTATCTTGC 129

Ad09A10868 Aradu.A09 10868 p3 (AAT)5 15 56880064 56880078 GCAGAGTCTACAAGGGCGTC GTCAAGTTGCTTCACAGCCA 272

Ad09A10869 Aradu.A09 10869 p3 (AGC)5 15 56881947 56881961 GTTGAAAAGGGCGACAAAAA TGTGCTCCAGTATCTCGTCG 208

Ad09A10870 Aradu.A09 10870 p4 (GAAA)6 24 56882273 56882296 AGAACTGCACTGCTGAGGCT ACTCGTCTCACTTCCATTAAAAA 274

Ad09A10877 Aradu.A09 10877 p3 (AGA)6 18 56960663 56960680 GCCTTAGGTGCCATCAATGT CCATAAACCCCTCCATCCTT 211

Ad09A10878 Aradu.A09 10878 p2 (TC)6 12 56976823 56976834 TCGAAAATATCTCATCCCTTTTTC GGAGAATCCAAACACAAGGG 239

Ad09A10879 Aradu.A09 10879 p3 (TTC)6 18 56980061 56980078 TACCCCCTCTCCTCTCCCTA GCTTTTGTCTTCCCTTTCCC 270

Ad09A10881 Aradu.A09 10881 p2 (AT)8 16 57007056 57007071 CGAAAAATTTGAGGAAAAAGAGA GTGTTCCTTGGTGTTTTCCC 216

Ad09A10888 Aradu.A09 10888 p2 (TC)6 12 57051882 57051893 GGTGACCCTTTTGTTGGAGT AGCATCTTCAAAGTCAGTGCC 278

Ad09A10889 Aradu.A09 10889 p3 (TCT)5 15 57068229 57068243 CCTACTCCCTCTCCCCTCAC CTAGAGGTTTCTCCGGCCTT 214

Ad09A10892 Aradu.A09 10892 p4 (TATT)5 20 57081800 57081819 CGAAAATCACTAACCACTTTTTCA CTTTTTCCTTGTTCCTGCTCA 269

Ad09A10893 Aradu.A09 10893 p2 (CT)7 14 57091574 57091587 TGGCAACATAAAGTCAACAACA GCCCGAAAACACGAATTAGA 253

Ad09A10898 Aradu.A09 10898 c (TC)8tt(TC)6 30 57111590 57111619 ACGCTGGATTTTGGTCATTC AGGCTGCCAAAGGTTGTTTA 167

Ad09A10899 Aradu.A09 10899 c (AG)6atatat(AG)9 36 57113553 57113588 CCCTACAAGAGGTGAGAGAGGA CCATCAAAAGCCTTGTTTTTC 191

Ad09A10902 Aradu.A09 10902 p2 (AT)9 18 57136030 57136047 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 276

Ad09A10903 Aradu.A09 10903 p2 (GA)7 14 57140298 57140311 GTACAGCGGTAATGGTGGCT TAGCACAAATTTCAGCGACG 276

Ad09A10907 Aradu.A09 10907 p2 (TA)13 26 57163627 57163652 TCGGAATCATTCACAAATAAACC CTTCTTGAACAGGTCAGGGC 219

Ad09A10908 Aradu.A09 10908 p6 (CTACTC)6 36 57167362 57167397 TTGCAGACGATAATGGCAGA GGGGTTCTGGTGCTGAAATA 180

Ad09A10909 Aradu.A09 10909 p3 (CTA)5 15 57172334 57172348 GGCAAGGCAGAGGTTTCATA CATGCAGCAGCTGGAAGTAT 146

Ad09A10911 Aradu.A09 10911 p2 (TA)6 12 57241749 57241760 AGGATTGATTGTCGGTTTGG GCTCCTCCCATCTTTGATTG 276

Ad09A10913 Aradu.A09 10913 c (A)10tttctctttgttttcgttttttc(A)1043 57258064 57258106 GGGATTGTTCGAGTTTGGAC AAACATGCAATTGACACCAAA 261

Ad09A10916 Aradu.A09 10916 p2 (AG)8 16 57271585 57271600 AAGGGGATTAATGGGGTCAC CCGAATTTCTTAAGGGGGAG 104

Ad09A10919 Aradu.A09 10919 p2 (TA)7 14 57286351 57286364 TCTCCCATCTCAATTGTAAAAGC ATGGGTTTATCAACCTCCCC 273

Ad09A10923 Aradu.A09 10923 p3 (CCT)6 18 57313890 57313907 GGCGTCGACTTTTGTTCAAT ACAAGGGGTTGAGAGGGAGT 253

Ad09A10931 Aradu.A09 10931 c (AGTT)5(AGA)5 35 57393665 57393699 TGAGCTTGTGCTGCTTCTGT TTGAAAAGGGATCGAGATGG 197

Ad09A10934 Aradu.A09 10934 p3 (AAC)7 21 57415816 57415836 TGAATTCAAGGAAGGAATGACA TGCTTGGCCATCATCATTTA 134

Ad09A10938 Aradu.A09 10938 p3 (ATT)14 42 57420595 57420636 GTGGGATAAAATCCGTCGAA TTTTTCCCGTTGAAACTCGT 201

Ad09A10939 Aradu.A09 10939 p2 (GA)6 12 57427965 57427976 CAATGGCGTCACTGAGAAGA GCAACGCCGATTCCTAAAT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A10940 Aradu.A09 10940 p3 (TAT)13 39 57428104 57428142 AATACTGGCCGAAACAGTGG TATCCCGTACCTTGTCGCTC 251

Ad09A10944 Aradu.A09 10944 p2 (TA)8 16 57444553 57444568 GGGTTTCAATCCATTCATTCTT TTTTATCAATACATTCAAAACTCATGT 270

Ad09A10947 Aradu.A09 10947 p3 (TCT)6 18 57473071 57473088 CCCATAAACCCCACCTACCT TGCTTTGACCACACCAAACT 259

Ad09A10952 Aradu.A09 10952 p2 (GA)8 16 57509321 57509336 TCCTACCTCAACTCGTCGAAA GTGAGGGCTGTTGGATTTGT 276

Ad09A10953 Aradu.A09 10953 p4 (ATTT)11 44 57517740 57517783 CAATTTGTGTCAAAGGCACG GAGTTTTGATCGGACCTGGA 216

Ad09A10955 Aradu.A09 10955 p3 (GAG)7 21 57521726 57521746 ACCCTCTCTCCCTCAGCTTC CTTCCTCCTTGAACAGCGAC 189

Ad09A10956 Aradu.A09 10956 c* (TA)7(ATA)11* 44 57522282 57522325 GCTTAGATCGCACTCTTAGCCT TGTGAATCTCAAATGCCTTTCTT 262

Ad09A10957 Aradu.A09 10957 p2 (AT)6 12 57562783 57562794 TCAATCAGTTCCTGGGCTTC TCCACCTCAAAGATGAGCAA 253

Ad09A10959 Aradu.A09 10959 p5 (AAGAT)5 25 57604170 57604194 AAAGGTTTGCTGGAGAGGGT CTTTGGGCAGGATTTTGTGT 163

Ad09A10960 Aradu.A09 10960 c (A)13ctataaagttcgtaaaagaaaaaattcccaatttaaaagaaaaaaattgggggaaggggtaacggtatggtat(ATC)5101 57605825 57605925 TTTCTCCGCCAAAGACATTT AGGGGAGACCAAGTGGAAGT 205

Ad09A10961 Aradu.A09 10961 p2 (TC)19 38 57606219 57606256 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ad09A10964 Aradu.A09 10964 c (T)11caacttctgtgtttttttattattatttctaattg(T)1056 57609963 57610018 CAATGTGTGCGCAAATTACA TCCTCCTCAGTCTCTCGGAA 113

Ad09A10966 Aradu.A09 10966 p3 (ATA)5 15 57611216 57611230 GTACCCTGGCTTGGATCTGA AAGAAGAAGAGAAAGGGGCG 237

Ad09A10967 Aradu.A09 10967 p2 (AC)6 12 57613322 57613333 TTGGCCCAAAGCTAAAAATG TCTTTACAAGGAACGCGTGG 241

Ad09A10968 Aradu.A09 10968 p3 (CTT)5 15 57623646 57623660 CAGAAATTCACCCAAACGATTA GGCCTAGTCTGTGTGAACCTG 279

Ad09A10969 Aradu.A09 10969 p3 (GAA)7 21 57624483 57624503 TGAGGAGAAACACGACAATGA TCCACGTACAAGTGTTTTCCC 163

Ad09A10978 Aradu.A09 10978 p3 (TCT)6 18 57674576 57674593 CCTACTCCCTCTCCCCTCAC TGCAAGCTTTTGTCTTCCCT 279

Ad09A10980 Aradu.A09 10980 p2 (GA)6 12 57687932 57687943 TTGATTCCCTGGTGGAAGAG GGGCGGTCCTATGTGTTTTA 274

Ad09A10981 Aradu.A09 10981 p4 (TAAA)5 20 57702151 57702170 CAAAGAGGGAGATAGGGTTCG CGAAAACCACTAACAACTTTTTCA 175

Ad09A10982 Aradu.A09 10982 p2 (AC)20 40 57716573 57716612 CTTTGGGAGGAAATGATGGA TTATGCCTACCACCCCACTC 237

Ad09A10984 Aradu.A09 10984 p2 (GA)10 20 57772310 57772329 GATGGAAGATGGAAGATGGG TTCTCTCTCTTCTTTTTCAAAACTACC 276

Ad09A10987 Aradu.A09 10987 p2 (AT)6 12 57845216 57845227 AAAGTGGTTGGCATCTTTGG TGTTGAGATCCAGCTCATGC 272

Ad09A10990 Aradu.A09 10990 p5 (TTATC)6 30 57908410 57908439 CCTGGGTGCTCCAGTGTATT CGGTTCCCTTGAAGATACGA 126

Ad09A10991 Aradu.A09 10991 p3 (GAT)6 18 57911401 57911418 AGAGGTGATGGAGCTCAGGA CGAGTTTGAGGAATACGGGA 277

Ad09A10993 Aradu.A09 10993 p2 (CT)6 12 58028840 58028851 TACATGCCTAATCGGTGCAG AGGAGATGGAGGGATGTGTG 268

Ad09A10994 Aradu.A09 10994 p3 (ATC)5 15 58033684 58033698 GTGGAAGTCGGAGAAGTTGG GATGATGGAGCTCAGGGGTA 267

Ad09A10995 Aradu.A09 10995 p2 (CA)6 12 58036216 58036227 AAGGCAAAATAAAATGTTACGGA TTGCATTGGAAGGAAAGGAG 277

Ad09A10996 Aradu.A09 10996 p2 (TC)6 12 58036541 58036552 AGAGAGAGGACGAAGATGCG CCTTCCCTCTCTTCCAATCC 244

Ad09A10998 Aradu.A09 10998 p2 (AG)6 12 58051630 58051641 GTCTCCAATCTCCATTGCGT TCCAATAATGCTCAAAGAAAACA 216

Ad09A11002 Aradu.A09 11002 p3 (AAT)5 15 58074876 58074890 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 196

Ad09A11004 Aradu.A09 11004 p3 (TCT)5 15 58078090 58078104 CCCATAAACCCCACCTACCT TAAATATTTGCTCGCCCTCG 243

Ad09A11018 Aradu.A09 11018 p2 (GA)6 12 58207289 58207300 GGGAGAATGGGGGAGAAATA CTCCTTTCATCACCATCCGT 252

Ad09A11026 Aradu.A09 11026 p2 (AG)6 12 58245256 58245267 TTTCTGGGCTGTTTCTGACC CAAAATAAGGGAATATTGAACCTGA 233

Ad09A11028 Aradu.A09 11028 p2 (GT)7 14 58260274 58260287 TAGTGGGTTGTTCGTCGTCA TGACCTGTGAAACTGAGGGA 146



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11030 Aradu.A09 11030 p2 (GT)7 14 58262405 58262418 GTATTTTTCGCTCGTTTCGC ACACGCACGTATGAAACCAA 249

Ad09A11032 Aradu.A09 11032 p2 (AC)6 12 58264088 58264099 CATACACACGTGCAAAACGA ACACGTGTGAAACCAACGAA 255

Ad09A11033 Aradu.A09 11033 p2 (GT)8 16 58264349 58264364 CGAGCGAAAAACACAAAACA ACACGTGTGAAACCAACGAA 220

Ad09A11035 Aradu.A09 11035 p2 (AC)7 14 58265560 58265573 TGCATATGTTCGAAACGAGC CTCGTTTTGCGTGTGTGAGT 218

Ad09A11036 Aradu.A09 11036 p2 (GT)9 18 58266274 58266291 CGCACGTGTATGTGTGTCTG CGCATACGAGTGAAACGAGA 225

Ad09A11037 Aradu.A09 11037 c (GT)7ttttcttggttttgca(TG)642 58266911 58266952 GGACTAACAGAGCGACAGGG AATTTCGAAGCGCAAACACT 219

Ad09A11038 Aradu.A09 11038 p2 (GT)7 14 58267269 58267282 TTGCACGTGTGGATTTTTGT GAAACGAGCGAAAAACAAGC 232

Ad09A11039 Aradu.A09 11039 p2 (TG)6 12 58267736 58267747 TCGCTCGTTTCTCATGTTTG AAACACGCACATGTCCAAAA 264

Ad09A11040 Aradu.A09 11040 p2 (GT)9 18 58268353 58268370 GCTTGTTTTGCACGTGTGTT GCGTGTGAAACTAGCGAAAA 200

Ad09A11041 Aradu.A09 11041 p2 (TG)6 12 58268473 58268484 CTTGTTTCGCACGTGTCTGT CCCATGTCTGAAAAGAACGAA 274

Ad09A11042 Aradu.A09 11042 p2 (TG)6 12 58268643 58268654 CGTTTCGCATGTGTGTCTTT CACGTGTGAAAAGAGCGAAA 224

Ad09A11043 Aradu.A09 11043 p2 (TG)6 12 58268953 58268964 GCATGTGTGGATTTTTGTCG TGCGAAACGAGTGAAAAACA 244

Ad09A11044 Aradu.A09 11044 c (T)11atttttttatcgtttcgca(TG)6(T)1153 58269318 58269370 TCGCACTTATGCGTGTTTTC GTGCGAAATGAGCGAAAAAT 247

Ad09A11045 Aradu.A09 11045 p2 (GT)6 12 58269618 58269629 ATATTTTTCGCTCGTTTCGC CGAAAAACAAACACACACGC 276

Ad09A11046 Aradu.A09 11046 p2 (TG)10 20 58269961 58269980 TCTCGTTTTGCACGTGTCTC AAACGAGCGAAAAACACACA 239

Ad09A11048 Aradu.A09 11048 p2 (TG)6 12 58270348 58270359 TTTTTCACTTGTTTCGCACG GCGAAAAACACACACACAGG 163

Ad09A11049 Aradu.A09 11049 p2 (GT)6 12 58270862 58270873 GTATTTTTCGCTCGTTTCGC TGAACGAAAAACTCGCACAC 170

Ad09A11050 Aradu.A09 11050 c (TG)7tatgttgtttttggtgtttttcgctcgtttctcacgtgtatgtgc(GT)7tttttgcgttttttgctagtttcacacgtgtgtgtttttcggccgttttgcatgtgtgtgtctttcgctcgttccgcac(GT)13178 58271214 58271391 TTTTGCACGTGTCTGTGGTT ATGCAAAACGAGCGAAAAAC 256

Ad09A11053 Aradu.A09 11053 p2 (GT)9 18 58272746 58272763 CTTGCTTTGCACGTTTGTGT CACGTGCTAAATGAGCGAAA 193

Ad09A11054 Aradu.A09 11054 c (GT)6ttttcgtacgtttagcacgtgtgcgtgtttttcgctcgttttgcacttatgtctgtttctcgcttgtttcgcacgtgcgtatgtaa(T)10gtttttcgctcgtttcgcacgtgtattttgtttttcggtcgtttcgccc(GT)11179 58272913 58273091 TTTGCACGTATGCGTGTTTT ACACACACAGGCGAAATGAG 268

Ad09A11055 Aradu.A09 11055 c* (GT)6(T)10* 21 58273593 58273613 GTATTTTTCGCTCGTTTCGC TGAACGAAAAACTCGCACAC 173

Ad09A11056 Aradu.A09 11056 c (TG)8tatgttgtttttggtgtttttcgctcgtttctcacgtgtatgtgc(GT)8tttttgcgcttttttgctagtttcacacgtgtgtgtttttcggccgttttgcatgtgtgtgtctttcgctcgttccgcac(GT)8173 58273948 58274120 TTTTGCACGTGTCTGTGGTT ATGCAAAACGAGCGAAAAAC 253

Ad09A11057 Aradu.A09 11057 p2 (GT)9 18 58275479 58275496 CTTGCTTTGCACGTTTGTGT CACGTGCTAAATGAGCGAAA 193

Ad09A11058 Aradu.A09 11058 c (GT)11tg(T)11 35 58275809 58275843 TTTCGCACGTGTGTGTTTTT CATGTGCAAAAAGAGCGAAA 231

Ad09A11060 Aradu.A09 11060 c (T)10gtgcttttcactcgtttcgcacgtata(TG)955 58309392 58309446 ACGTGTGTGTTTTTCGCTTG AACACACGCTGTGAAACTCG 256

Ad09A11061 Aradu.A09 11061 p2 (TG)6 12 58309577 58309588 CTCGTTTTGCACGTGTCTGT TGAGCGAAAAACACGCATAC 274

Ad09A11062 Aradu.A09 11062 p2 (TG)6 12 58309883 58309894 CGCTTGTTTCGCATGTATGT CGAAATGAGCGAAAAACACA 205

Ad09A11063 Aradu.A09 11063 p2 (GT)9 18 58310054 58310071 TGCATATGTGTGTGTGTGGG CATGTGCAAAAAGAGCGAAA 229

Ad09A11064 Aradu.A09 11064 c (A)11ctcattttgtaataggttcatgcaatatgtatttta(T)1057 58311362 58311418 CACATTTCATGTGGCTTTGG TCTGTGTAAATACCCCGCGT 258

Ad09A11066 Aradu.A09 11066 p2 (AC)8 16 58313114 58313129 CGTGCGAGATGAGTGAAAAA CGCACGTGTATGTGTGTCTG 246

Ad09A11067 Aradu.A09 11067 p2 (TG)8 16 58313832 58313847 TCATTTCGCATGTGTGTGTG CATATGTTCGAAACGAGCGA 277

Ad09A11069 Aradu.A09 11069 p2 (AC)7 14 58314989 58315002 CATACACGTGCAAAACAGGG GTGTTTTTCGCTCGTTTCGT 273

Ad09A11070 Aradu.A09 11070 p2 (GT)8 16 58315251 58315266 ACACGTGTGAAACCAACGAA CAAAACGAGCGAAAAACACA 171

Ad09A11071 Aradu.A09 11071 c (T)13gtgtttttcgctcatttcgaatatatgcgtatttttcgcccgtttcgcacgtgtgtttgtttttttaccgtttcaca(TGTT)6114 58315464 58315577 TCGTTTTGCACGTGTGTATG CGTGTGAAACGAGCGAGATA 271
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Ad09A11072 Aradu.A09 11072 p2 (AC)6 12 58316131 58316142 AAAAATGCATGCGTGTGAAA GCATGTGTCCATGATTTTCG 123

Ad09A11073 Aradu.A09 11073 p2 (AC)6 12 58316763 58316774 GGCACAAGAAAGATTCTTCAAA CGTATTTTGTTGGATTCGGG 220

Ad09A11074 Aradu.A09 11074 p2 (AC)7 14 58316927 58316940 AAAAAGGATGCATACCTGCG TGTGTTTTTCGCTTGTTTCG 140

Ad09A11077 Aradu.A09 11077 p2 (AC)6 12 58318089 58318100 CAAGGACACATGTGAAACGG TGTCGCTCGTTTTGTACCTG 197

Ad09A11079 Aradu.A09 11079 p2 (AC)6 12 58320377 58320388 ACAAAAATCCACACGTGCAA GTTTCGTTCGTTTCGGACAT 237

Ad09A11080 Aradu.A09 11080 p2 (AC)6 12 58321589 58321600 ATGTCCGGAACAAACGAAAC GCGTGTTTTTCGCTCATGTA 187

Ad09A11082 Aradu.A09 11082 c (T)10cttttgtaggtcaattgactaattgacttatgcatttatttaattaccggaaggcctttttc(T)1082 58332550 58332631 TATAGATTGTCAGGGGCGGT TGCATTATCCTGTGTTTTCTACG 248

Ad09A11083 Aradu.A09 11083 c (T)10ctcctgaaatattggtattatgatcataattttaggtattatatatgtgtgagtaaatgtg(GA)887 58339812 58339898 TCTTTTCTTCACATATTAATGGGG TTTTTGGAAATACATTGGGG 249

Ad09A11089 Aradu.A09 11089 p3 (CTT)5 15 58355674 58355688 CGGTTACAAGAATTCACCCAA ATCGTCGTGTTTCTCCTCGT 280

Ad09A11090 Aradu.A09 11090 p3 (AAG)6 18 58355819 58355836 ACGAGGAGAAACACGACGAT TTGAAAACGATTTAGGGTTGTG 228

Ad09A11092 Aradu.A09 11092 p2 (GT)6 12 58358709 58358720 CGCGTGTGTGTTTTTCATTT CACACACTTGCAAAACGAGC 258

Ad09A11093 Aradu.A09 11093 p2 (GT)6 12 58359083 58359094 TCCGCACGTGTGTGTATTTT CACGTGTGAAAAGAGCGAAA 191

Ad09A11094 Aradu.A09 11094 p2 (GT)6 12 58359329 58359340 CTCGTTTTGCACGTGTGTGT CTAGCGAAAACCACGGACAT 277

Ad09A11095 Aradu.A09 11095 c (GT)7tgcttttggtgtttttcgctagtttcactcgcatgtatttttcgcttgttttgcacgtgtgtgtgttttttttgtttttcgatcgtttctcacgtgta(TG)6124 58359634 58359757 GCTCGTTCTGCACGTGTTT AAACGAGCGAAAAACACACA 255

Ad09A11097 Aradu.A09 11097 p2 (GT)7 14 58360437 58360450 TTTCGCACGTATGCATGTTT CGAAACGAGCAAGAAACACA 207

Ad09A11098 Aradu.A09 11098 c (GT)7ttcttgtgtttttcgttggtttcacac(GT)1061 58360881 58360941 CGTGTGCGATTGTGTGTGTA TACGTGCGAAACGATCAAAA 271

Ad09A11099 Aradu.A09 11099 p2 (GT)8 16 58361085 58361100 TTTTGATCGTTTCGCACGTA ACATGTGACAAATGAGCGGA 242

Ad09A11100 Aradu.A09 11100 p3 (TTC)6 18 58367462 58367479 TTGAAAACGATTTAGGGTTGTG GACGAGAAACACGACGATGA 226

Ad09A11101 Aradu.A09 11101 p3 (GAA)5 15 58367611 58367625 ATCGTCGTGTTTCTCGTCGT CGGTTACAAGAATTCACCCAA 280

Ad09A11103 Aradu.A09 11103 p2 (TA)6 12 58373143 58373154 TTTGAATCTTGGTATTGAGCCA CGTACATGCCTTGTCATTTTG 276

Ad09A11107 Aradu.A09 11107 p2 (TA)9 18 58384658 58384675 AGCGGTAATTGTGTTTGGAA TCTTTGCGTATCGACTCCCT 193

Ad09A11109 Aradu.A09 11109 p2 (TC)8 16 58388179 58388194 TTTTTGGAAATACATTGGGG TGGGGTAGAACTTGTTTAAGGTTT 237

Ad09A11110 Aradu.A09 11110 p4 (TTAT)6 24 58388559 58388582 GGCAACCACAAATGTCACAA CCTGGAGATGACACACATGG 191

Ad09A11112 Aradu.A09 11112 p2 (TA)11 22 58391192 58391213 ATCGGTGCAGTCAAAGGTTC CAAGACCGATAAACATGATGC 249

Ad09A11114 Aradu.A09 11114 p2 (AG)6 12 58405123 58405134 AGGGGGTGAAGAGAAGTGTT TTCAAATCTTTTTCAATCAACCAA 280

Ad09A11116 Aradu.A09 11116 p2 (TA)8 16 58423772 58423787 TCCTTTAATCGCAAAATGTTAAG GCTTGGTTTCCGACTTGGTA 196

Ad09A11118 Aradu.A09 11118 c (TTG)15(TTA)5 60 58424815 58424874 TTTTTAAAATATAATGCATGTACCGTG TTAGGAGATAATTGATGCACACA 157

Ad09A11120 Aradu.A09 11120 c (TTA)13ttg(TTA)7taat(ATC)582 58430059 58430140 TGGGTAGGATAAAACACCCG TTTCTCTAAATGGCTTCGGC 262

Ad09A11124 Aradu.A09 11124 p3 (ATT)17 51 58435170 58435220 TGGGTAGGATATAACACCCGAG TTTCTCTAAATGGCTTCGGC 248

Ad09A11125 Aradu.A09 11125 c (ATT)10gttattataat(ATC)556 58437330 58437385 ATATCAATTTTCGAGGGCGA TTTCTCTAAATGGCTTCGGC 266

Ad09A11126 Aradu.A09 11126 c (ATT)7(GTT)8attattataat(ATC)6gttt(A)1088 58439474 58439561 TCAATTTTCGAGGGCAAAAC CTTCGGCCACTTTCTTTTCC 269

Ad09A11127 Aradu.A09 11127 c (TAT)6(TGT)9tattattataat(ATC)6gttt(A)1089 58443389 58443477 TACGGGGTTTGGGAACATTA TTTCTCTAAATGGCTTCGGC 176

Ad09A11130 Aradu.A09 11130 p3 (ATC)5 15 58449913 58449927 ATATCAATTTTCGAGGGCGA TTTCTCTAAATGGCTTCGGC 233

Ad09A11133 Aradu.A09 11133 c (TTA)9(TTG)18 81 58454074 58454154 TGGGTAGGATATAACACCCGAG CGGCCACTTTCTTTTCCTTT 273
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Ad09A11135 Aradu.A09 11135 p3 (ATT)12 36 58456274 58456309 ATATCAATTTTCGAGGGCGA CGGCCACTTTCTTTTCCTTT 250

Ad09A11136 Aradu.A09 11136 c (ATT)5gttgttgttgttgtggtta(TTG)18ttattataat(ATC)6116 58459893 58460008 AGGCGGGTAGGATATAGCAC CGGCCACTTTCTTTTCCTTT 280

Ad09A11138 Aradu.A09 11138 p2 (AT)13 26 58477270 58477295 CGCCAATGACTCCACCTAAC AACTGCAAGGAAATGGATGG 260

Ad09A11139 Aradu.A09 11139 c (T)12gaaaaattgaaagttctttttgttttttacaaacagg(CA)967 58479104 58479170 AAAATGTCACGCTTCCGTCT TGCAAGAGGGATAGGAGTCG 203

Ad09A11145 Aradu.A09 11145 p2 (AG)9 18 58515483 58515500 GCAAAATAAGGAAATCATAAAGGG TAGAGGCTACAGAGTGCGGG 240

Ad09A11148 Aradu.A09 11148 p2 (AT)9 18 58570034 58570051 CGGACAAGGCATAAAGGAGA CAGCCTAAACTTCGCAGGTC 105

Ad09A11149 Aradu.A09 11149 p2 (TC)6 12 58574614 58574625 ACGCCTAAATGGAGCAGAGA TTGGGGAAGAGATATGGAGG 196

Ad09A11151 Aradu.A09 11151 c (TC)7ccatttctctctggcctcctctctttgttt(TC)8cccctcctctctatttatctatctctctatccccttcctctttttctccccctccattttctttctcactatccttctctccctctctcacctcatg(CT)6169 58580908 58581076 TTTGCTTTTCTCTCCCCCA GTGAGAGTGAAAGAGAGAGGGA 266

Ad09A11152 Aradu.A09 11152 c (GA)10ggagagagagaaagagaaaaaaggaaaaagagaggagaaaggagagagatatgggaaagaaagag(AGA)5ggagat(GA)6118 58581521 58581638 GGGGAAGAAACAAAGAAAATGA CCTCTTCTATCTCTCCCCTCCT 251

Ad09A11155 Aradu.A09 11155 c (GA)8aagggagaaagagggagagagaaaatc(AG)655 58582353 58582407 GAGAGGGAGGGGAGAGAGAA CTCCGTATTTCGTTGACGGT 260

Ad09A11156 Aradu.A09 11156 c* (TA)9(AGA)9* 44 58582624 58582667 ACCGTCAACGAAATACGGAG TCCCTCTCCCTCTTCCTCTC 194

Ad09A11157 Aradu.A09 11157 p3 (CAT)5 15 58600581 58600595 TGCAGGGATAGAATGGATCA TCTGTTTCTTTCAAAGGTTGAGTG 257

Ad09A11159 Aradu.A09 11159 p3 (CCA)5 15 58613812 58613826 GAGCTAGAGCGGCAATTGAG GAACACCTGGTCTATGCGGT 203

Ad09A11160 Aradu.A09 11160 c* (A)10(AT)10* 29 58615086 58615114 TGGAATAGTTGGGAACATTGG CTTTGGGCATTTTATCCCCT 251

Ad09A11162 Aradu.A09 11162 p2 (AT)12 24 58656341 58656364 TTATTTTTGGGTCTGCTCCG ATATCATGGCCATCCTCCAA 102

Ad09A11163 Aradu.A09 11163 p2 (TA)8 16 58663685 58663700 TGGCCCCTATAAAATTAAGCC GTGGGTTCCTACAGTTTCGC 135

Ad09A11164 Aradu.A09 11164 p2 (TA)6 12 58669634 58669645 GTTCAATTCTTTATTCTCTAACTCGAC TCTCTCTGTGTGTGTGCGTG 196

Ad09A11166 Aradu.A09 11166 c (T)10cgttaagtcttaatttcatatcttcggattttgattttgagtctttctattt(A)1072 58679334 58679405 GGCCTTGGAAGAACAAACAA TCAATTTCTTCCCATGCTCA 242

Ad09A11170 Aradu.A09 11170 p3 (GAA)5 15 58694017 58694031 TTCCAATTCTGCTTATGCTTCA CCCTTCTCCTTCATTCACGA 280

Ad09A11172 Aradu.A09 11172 p2 (AT)8 16 58697017 58697032 ATCTTAGGCTCTGATCCGCA TTCTGGTGATTTTTGTGGCA 241

Ad09A11173 Aradu.A09 11173 p2 (TA)6 12 58703080 58703091 GGCACGCCTGTAACCTAAGA AATGCGTCTTGGGAATTTGT 201

Ad09A11174 Aradu.A09 11174 p2 (AT)10 20 58708220 58708239 TCCAAGGACAACAACAACACA TCCATATGTCACAGGCAGGA 210

Ad09A11175 Aradu.A09 11175 p3 (AAG)19 57 58709713 58709769 GCTCCATGATTTAGGGTTGTG CGAAACCCTTCTCCCTTTTC 245

Ad09A11177 Aradu.A09 11177 c (AGA)6aatgaaattgaaagaaaagggagaaggtttcgggtgaaagaaaataagtggggttggggagggggtgaatcatgtgactcattaaacccctcttc(T)11124 58719878 58720001 TCAAAAAGAAGAGATGAGAAGATGG TTCAGACAAATGAGCTAAAGCA 254

Ad09A11178 Aradu.A09 11178 p2 (GT)6 12 58723247 58723258 TACCCTTTGGAACAGCCAAG AAGCTAGCGTTTGCCTTTGA 253

Ad09A11180 Aradu.A09 11180 p3 (GAA)6 18 58733171 58733188 TGCTTATGCTTCTGCTTCATTG TCGTTCTTCTCCATCAACAGC 235

Ad09A11181 Aradu.A09 11181 c (T)10cgttgagtcttaatttcatatcttcggattttgattttgagtctttctatttgaaaagaaaaaggcatattttatatgataaagatttcaat(A)10112 58736299 58736410 GCAAGAGATACATCAAAGCACG TAAATTTGGGTCCAATCCGA 270

Ad09A11183 Aradu.A09 11183 p3 (TAA)17 51 58759655 58759705 GCCAAGTTTCCTTTCTTTTTG AAACACTATTTTGATCGGCAA 190

Ad09A11185 Aradu.A09 11185 p2 (AT)8 16 58761687 58761702 GGTCCAGAGTGTTGGGTTGT ATCAATTTTCGAGGGCAAAA 226

Ad09A11186 Aradu.A09 11186 p2 (AT)8 16 58763185 58763200 TCTTTCTTCCTCCAAAGCCA CGGAAACCTTATGGTCATGG 230

Ad09A11187 Aradu.A09 11187 p2 (TG)6 12 58771411 58771422 ACGGTCCGATTTGTTTGAAG TTTGACGGTTCGATTTGTGA 151

Ad09A11191 Aradu.A09 11191 p3 (TCT)6 18 58808849 58808866 CTTCCCCATAAATCCCACCT GTGCTTTGACCACACACCAA 268

Ad09A11192 Aradu.A09 11192 p3 (GAA)5 15 58813625 58813639 CCAGCTGCTCATACCAACAA TTGGAGTGTAGTTGCTGCCA 241

Ad09A11193 Aradu.A09 11193 p3 (ATG)5 15 58818137 58818151 CGGAATGGAAAGAAGGATGA CCAGGGAACCTCGTATCTCA 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11197 Aradu.A09 11197 p3 (GGA)5 15 58841808 58841822 CCAAAAAGAGAGTGCAAGGC TCCTTTGGTTCCTCAAATGG 140

Ad09A11198 Aradu.A09 11198 p3 (TTC)6 18 58848823 58848840 TCACACAACACAACCCCTTC ACTCGGAGGTGGAAGCTTTT 276

Ad09A11200 Aradu.A09 11200 p2 (CT)6 12 58852823 58852834 GTTAAACGCCAGGATTGCAT TGCAGGTGATTGGTGAAGAG 220

Ad09A11201 Aradu.A09 11201 p2 (GT)6 12 58861322 58861333 TATCCATGGTGAACGTGTGG GCCTTTGGCCCAACTAAACT 205

Ad09A11203 Aradu.A09 11203 p2 (GT)6 12 58871978 58871989 GTGTTCTTCCCTTTCCCTCC GGTCCTTGGCCCAACTAAAC 104

Ad09A11204 Aradu.A09 11204 p3 (GAA)5 15 58875692 58875706 GAAACCCAGCTGCTCATACC TTGGAGTGTAGTTGCTGCCA 246

Ad09A11205 Aradu.A09 11205 p3 (ATG)5 15 58880967 58880981 CGGAATGGAAAGAAGGATGA GGCAAGCCACGACACTTTAT 195

Ad09A11206 Aradu.A09 11206 p2 (TC)6 12 58883186 58883197 AGCAGCTTCAATCGACCCTA ATGATAAGGCGCTAGCGAGA 185

Ad09A11209 Aradu.A09 11209 p2 (AT)12 24 58906633 58906656 TGAAGCAAGAAAAAGCAGCA TCACCGGGGATTATTTGTGT 229

Ad09A11211 Aradu.A09 11211 p3 (GAA)6 18 58918758 58918775 TTTTGCTTCAACTTTGTTTCCA TCCGAATCAGAAGCACAAGA 139

Ad09A11215 Aradu.A09 11215 p3 (AAT)11 33 58993136 58993168 CTTGGTGTTTTCCCTCCAAA TTGAGGAGAGAGAGAAAGTGGTT 194

Ad09A11217 Aradu.A09 11217 p2 (AG)6 12 59000812 59000823 TGGTGCTTGAAAGAATGAGG ATCCTTTTCACCCTTGCCTT 189

Ad09A11218 Aradu.A09 11218 p2 (AG)7 14 59019375 59019388 TTTCATCCCTGTTCCTGCTC TCGAATACTTTCTCTCTCTTCTCTTTC 232

Ad09A11219 Aradu.A09 11219 p2 (TA)7 14 59026529 59026542 TCATACATAATAGCCCATAATACAACA AAACTCCACAAGATCGTCCG 178

Ad09A11220 Aradu.A09 11220 c (AC)8at(AC)8ag(AT)1260 59028610 59028669 TAGCTCCTGACTCAGCCTGC AGTCCCTGGGTTATTTTGGG 254

Ad09A11222 Aradu.A09 11222 p2 (CT)6 12 59031986 59031997 TCGAAGGAGACTGCGAATTT GAATGTCTTCAGATTGAGAACAACA 280

Ad09A11226 Aradu.A09 11226 p3 (CAA)5 15 59058030 59058044 AGTGTGTGAAAAGGGCAACC TGAGGCTGCTTCCCATACTT 169

Ad09A11228 Aradu.A09 11228 c (T)12actcttggctagtgcccatggcttgtgaatattgtgttatttata(T)1067 59073768 59073834 ATCCATTGATGCTCAAAGCC TTGAAGCAAGAAAAAGCAGTTC 119

Ad09A11229 Aradu.A09 11229 c (AT)6ta(T)10gaaaaaaaatgaaattaaaatctaaaaact(A)10tttcgaaaaagtagttggaaaatataaaa(T)10103 59085463 59085565 TGTTCATTCCTACTTGCTTCCA TTGTGTGCTTTTCTCTTTCATCA 257

Ad09A11230 Aradu.A09 11230 p3 (TAA)7 21 59093460 59093480 TGCTGACTCCCTAACATTTCTC CACGTGCCCTCCAACTTCTA 272

Ad09A11231 Aradu.A09 11231 p3 (AAT)14 42 59095824 59095865 TGCATCTTCTGCTATATGTATCTTCTT TGGACCAATAATGTTTTGTATGTT 277

Ad09A11232 Aradu.A09 11232 c (TA)9tgcaatatgtatgtatataaatatttttcgaccagtcttgacttcgtaggctgagttagaagcttgcttattttgcaccattgacttcctattctcact(TA)6(TG)9147 59100332 59100478 GATTCCCTCACACATTTGGC TCGGGAACAAGGTTACTTGC 258

Ad09A11235 Aradu.A09 11235 p3 (TTA)5 15 59171570 59171584 TCAGAGTCAAGTTAACGATTAAGGG AAATGCATGTGGGGACTCTC 280

Ad09A11237 Aradu.A09 11237 p2 (TA)9 18 59177725 59177742 GAATTCATTGGTGATGCCCT CCGAAATTCGTCACTTGAAAA 244

Ad09A11238 Aradu.A09 11238 p2 (TA)7 14 59178176 59178189 TTGGTATTGCAAGGAGAGGG GAGCAATCGCCATTTTTGAT 149

Ad09A11239 Aradu.A09 11239 p2 (TA)7 14 59180610 59180623 TGAGAGTTGGGGCTGACTTT TCGTCTAGTTGCTCGAAAGG 204

Ad09A11240 Aradu.A09 11240 p3 (GGT)5 15 59189290 59189304 TGTGAATTTGGTGGCAGAAG AACTGTCAAAGGCATCGTCC 272

Ad09A11242 Aradu.A09 11242 p3 (TTG)5 15 59199637 59199651 GCACCTTGTTTCTGCCTCTC TCATTCCCATAGAACCGAGG 260

Ad09A11243 Aradu.A09 11243 p2 (AG)6 12 59214454 59214465 GCTTGTCCTCAAGCAAAAGAA TTTCGAAAATCTCTCCCCC 121

Ad09A11245 Aradu.A09 11245 p3 (TTC)5 15 59226312 59226326 CCTAAGTGGCCGAACCAATA CCAGCCTTAGGTGCCATAAA 249

Ad09A11246 Aradu.A09 11246 p3 (AGA)6 18 59234581 59234598 TAAAATATTGCTCGCCCTCG ATCAATTTCCCTCCCATTCC 208

Ad09A11250 Aradu.A09 11250 p2 (CT)6 12 59296486 59296497 TAAATACACGTTCAGCCCCC CGGAAAAGCACACCAAACTT 121

Ad09A11252 Aradu.A09 11252 p3 (AGA)6 18 59306605 59306622 AGTGGTCTTGATGGGCTTTG TCCATCTCCCATCACTCTCC 243

Ad09A11253 Aradu.A09 11253 p2 (TC)6 12 59332609 59332620 CCTAAATGGAGCAGGGATGA GAAGGATGGATGAGGGGTTT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11254 Aradu.A09 11254 p3 (TTC)5 15 59336531 59336545 CCCTTCCTTTTTCTCCACAA GCTTCTGGTTGCTTCTGCTT 275

Ad09A11255 Aradu.A09 11255 p3 (AAC)5 15 59336664 59336678 CCCTTCCTTTTTCTCCACAA GCTTCTGGTTGCTTCTGCTT 275

Ad09A11256 Aradu.A09 11256 p3 (ATC)6 18 59338986 59339003 AACATAACCTTGACGCCCAA CCGAAGGTTCGTAGAGGTCA 160

Ad09A11257 Aradu.A09 11257 p3 (CAT)5 15 59339858 59339872 AAAAAGAGTTTTGGGGCTGAA AATCTATCCTCGGTCATGCG 222

Ad09A11258 Aradu.A09 11258 p2 (AT)13 26 59343455 59343480 TGTCGTTTGGTTGTCGAAAG CACTGTGGCAGAGAGCAGAG 153

Ad09A11259 Aradu.A09 11259 p2 (TC)7 14 59348086 59348099 AATTTTTGGCTCACCCCTTT GAGGCATTATGGGCGTCTAA 255

Ad09A11262 Aradu.A09 11262 p4 (TATT)5 20 59410785 59410804 TGGGATAGGACCTCCAGTCTT TATTCAAACCTCGGGTCGTC 191

Ad09A11263 Aradu.A09 11263 p3 (AAG)5 15 59412067 59412081 AACCCCAGTGGACAAGACAG TCAATCGTCTTGGAAGGAGG 153

Ad09A11264 Aradu.A09 11264 p3 (AGA)6 18 59437353 59437370 AGTGGTCTTGATGGGCTTTG TTGGCCAAAACCTACACCTC 254

Ad09A11265 Aradu.A09 11265 p2 (AT)9 18 59451138 59451155 CAAGTTTTGGGAAGTTGGGA TTATCGAACCTTGCTTTGGG 192

Ad09A11266 Aradu.A09 11266 p2 (CT)8 16 59471015 59471030 CTATGGACCCCACATGATCC ATTAGGGTTGGGTTTGGGAG 202

Ad09A11268 Aradu.A09 11268 p3 (AGA)5 15 59484435 59484449 ATGAGTACAGGGCGACATCC CGTGGCTCTGGAAGTACGAT 274

Ad09A11269 Aradu.A09 11269 p3 (TCT)5 15 59488585 59488599 TGGCCGAAACCTACACTTCT TCGGAGGTTGAAGCTTTTGT 205

Ad09A11270 Aradu.A09 11270 p2 (AT)7 14 59490291 59490304 TCAGTGAATAAAAAGCCTGCAA AGCACATGGTTAGGGACAGC 216

Ad09A11275 Aradu.A09 11275 p3 (AGA)29 87 59537796 59537882 GCTTTTGTCTTCCCTTTCCC TTCTTCACCTTGGCCTAACC 276

Ad09A11277 Aradu.A09 11277 p2 (TA)6 12 59552613 59552624 GAGGTCAACTTGGAGAAACAGG AGGAGCCTTGAATGGGAAGT 250

Ad09A11279 Aradu.A09 11279 p3 (AAG)5 15 59576347 59576361 TAGAGGTGGTCTTGATGGGC ACCTCCCCTACTCTCCTCCA 242

Ad09A11281 Aradu.A09 11281 p2 (AC)6 12 59605241 59605252 CCCTCTTATTCCCCCAATGT AGCCTTAAAGCGAAAAGCAA 116

Ad09A11286 Aradu.A09 11286 p2 (GA)8 16 59647454 59647469 AGCGTAGGAGCGTGTGTTTT GTGGACCCCATAAGATCCCT 219

Ad09A11287 Aradu.A09 11287 p2 (CT)6 12 59656369 59656380 GGCATAAGCCAAATAGGCAA AAATCCAAGTCCAGAAGGCA 273

Ad09A11289 Aradu.A09 11289 c (A)10gaagagaaaaaaattgatgatgaaaataaaaaa(AT)859 59688353 59688411 ATTGGATGGGATAAAAGGGG CTCACTTTGGGGCATTTTGT 251

Ad09A11290 Aradu.A09 11290 p2 (GA)6 12 59736830 59736841 GAGAAATGAGCAGGGCAGAG CTCTCTCACCATCAGCACCA 153

Ad09A11293 Aradu.A09 11293 p3 (TTA)5 15 59814191 59814205 GAGAGGATGGGATGTAGCCA TGTAAATCTCGGTTAGGCGG 251

Ad09A11298 Aradu.A09 11298 p3 (ACA)8 24 59830850 59830873 TGGTGGCTACAGTGGCTATG TCCATCTAGCTCATCCCACC 218

Ad09A11299 Aradu.A09 11299 p2 (AT)6 12 59841692 59841703 ACAAGGTGCCTCCACAGTTC GCAGGCAGTGGCTAGTCTTC 134

Ad09A11302 Aradu.A09 11302 p2 (CT)13 26 59867205 59867230 GCTCAAGTTATGGCTCTCGG CAAATGGGCTAAAACCGCTA 205

Ad09A11304 Aradu.A09 11304 p3 (TTC)5 15 59875112 59875126 TTGGGTTAGGGAGCTCTGTG TCCATCCAAACCCCAATCTA 230

Ad09A11305 Aradu.A09 11305 p2 (AG)7 14 59878629 59878642 TGGGATTGAAAGTCACTCCTAAA ATTTCGCAAACAACGAATCC 251

Ad09A11308 Aradu.A09 11308 c (AC)31at(AC)6 76 59900784 59900859 CATCTTTGAATGCATCGTGG TCGAATCAATTGGGATGTCA 226

Ad09A11309 Aradu.A09 11309 p4 (ACAT)6 24 59927306 59927329 TTGCATTTGCATTTTTGATAGG AATCAAATCAATGGAACGCC 274

Ad09A11310 Aradu.A09 11310 p2 (CT)11 22 59930769 59930790 TGCAGCAAATTTGGGTGTAG GAGAGAAAAACAAGAAGAAACTTGAAA 258

Ad09A11311 Aradu.A09 11311 p3 (AGA)5 15 59937888 59937902 TGCCATTGATGGTAGTGGAA TACCTTGGCCGAACCTACAC 154

Ad09A11313 Aradu.A09 11313 p2 (CT)19 38 59954075 59954112 TTACAACGGCATGCTTAACG ATCTCCTTCCTCGCCATCTT 144

Ad09A11314 Aradu.A09 11314 p2 (CT)7 14 59958628 59958641 TCATCAATGACCAGGAAGCA CTCGAGGAAGGAGACACCAC 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11317 Aradu.A09 11317 p3 (AGA)7 21 59995847 59995867 TCTCCAGTCTTAGGTGCCGT CCCCATCACCTATTCACCAC 251

Ad09A11321 Aradu.A09 11321 p2 (AT)7 14 60079351 60079364 CGTGGCATAGAGTGTGTCTGA ATGGAGTGTCATGGAGGCTT 218

Ad09A11323 Aradu.A09 11323 p5 (CTTTT)5 25 60090263 60090287 TCTGTGAATTGGCACACTCC CACAATAGAGCTGTCTAACCCG 250

Ad09A11325 Aradu.A09 11325 p4 (TAAT)5 20 60100344 60100363 TGGTGAAAATGGAATGCTGA CAAACCTCATCAAGGACAACAA 271

Ad09A11327 Aradu.A09 11327 p3 (TTA)18 54 60103103 60103156 TGAGTCGACTTCGAACCAGT CCGGTCAATCGTTAACAATAAT 279

Ad09A11328 Aradu.A09 11328 p3 (TAT)13 39 60103296 60103334 CGACTTCGAACCAGTAATAACG GGAAAACCGGTCAATCGT 280

Ad09A11330 Aradu.A09 11330 c (T)11catgttctttttttctttttttcctatttttttttcgttttcttc(T)1268 60115618 60115685 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 240

Ad09A11336 Aradu.A09 11336 p2 (AG)6 12 60213151 60213162 TCGAAAACAGATGAGAGATTTTTG TCGAGTTTGGACAACTGACG 117

Ad09A11338 Aradu.A09 11338 p2 (TA)10 20 60221103 60221122 TGCCCTAATTATAATGGAGCCT GGCTTGCTTCAATATGACCC 271

Ad09A11339 Aradu.A09 11339 p5 (AAGAT)5 25 60257399 60257423 GCCCAAACAGAGGAACACAT GTGGAGTGACCTTTTCGGAG 149

Ad09A11342 Aradu.A09 11342 p2 (CT)6 12 60277458 60277469 ACGGACACGAGCTCAGCTAT ACAAAATTCCCATTCCCTCC 233

Ad09A11343 Aradu.A09 11343 p2 (GA)7 14 60314434 60314447 CCAAAGGACACCAAACTTGAA CGGTTGTCTTGCTCCTTAGA 280

Ad09A11344 Aradu.A09 11344 p5 (TTTTA)5 25 60338732 60338756 TTCTCCCCTGTTCCCTTTCT CGAAAACACCAAACTTAATTTCAA 280

Ad09A11347 Aradu.A09 11347 p3 (GAT)5 15 60347440 60347454 TCTTCTTCTGGGTTTGCTTGA CCCACACCCACTGTTACTCC 257

Ad09A11348 Aradu.A09 11348 p3 (GTG)7 21 60347732 60347752 TATCCATGGTGATGCTGGTG GCGCTAGAATCGAAATCGTC 249

Ad09A11349 Aradu.A09 11349 p2 (TA)9 18 60348831 60348848 AATCGTTCGGGTGTGTTTCT AACGTGAAAACGGCATGAAT 167

Ad09A11350 Aradu.A09 11350 p3 (AGA)6 18 60354219 60354236 CTCGGAGTTGGAAGCTTTTG CACCTTGACCGAAACACCTT 211

Ad09A11351 Aradu.A09 11351 p4 (AATA)5 20 60357348 60357367 CTTTTTCCTTGTTCCTGCTCA CGAAAATCACTAACCACTTTTTCA 259

Ad09A11353 Aradu.A09 11353 p3 (AAT)16 48 60364538 60364585 GAGGAAAAACAGGAGACTTCG AAAGTCTCACATCCATTGACAAA 200

Ad09A11354 Aradu.A09 11354 p3 (GAT)5 15 60365096 60365110 GAAGGAAGTGGTGCAAGGAG CATCTGCCATGCTTTCTTCA 184

Ad09A11356 Aradu.A09 11356 p2 (AT)7 14 60368681 60368694 TGCTATAAACTCACAAAAACCGC TGAACCACGTTGCTTAACTCA 235

Ad09A11357 Aradu.A09 11357 p2 (AT)11 22 60369622 60369643 ATCCGTCTGTAAATCCGTCG ATGGTTGAACAATATACTGGAAATTA 272

Ad09A11358 Aradu.A09 11358 p3 (AAT)12 36 60372469 60372504 AAAAGAGTGAAGGCAAAAGGG CCAGTGAGGGTTCAATTGCT 279

Ad09A11359 Aradu.A09 11359 p2 (CT)9 18 60380896 60380913 GGATATGTGAACCCCACAGG TGGAGGGAGATAGTGGTTCG 248

Ad09A11367 Aradu.A09 11367 p2 (AG)6 12 60441058 60441069 TCACGGAAAAGCACATCAAA CCACACCATTCGAATTTCCT 101

Ad09A11370 Aradu.A09 11370 p4 (TATT)5 20 60513926 60513945 CCTGTCCCTCTCTAATTTTCG CTTTTTCCTTGTTCCTGCTCA 256

Ad09A11372 Aradu.A09 11372 c (AT)6agc(A)10 25 60529431 60529455 TTGTTGGCTCTTGAAAGAATGA GATTCAGTCGCTTAGGCCAG 263

Ad09A11374 Aradu.A09 11374 p2 (CT)6 12 60540766 60540777 TGTTGGGGCAAAACTTTGTT GATGATCCCCCTCTCACTCA 242

Ad09A11376 Aradu.A09 11376 p3 (TTC)5 15 60552958 60552972 TCCTCCCCTCACACACTTTT ACCCAATTGGATGAAGATCG 273

Ad09A11380 Aradu.A09 11380 p3 (TCT)5 15 60579103 60579117 GCAGTTCGGCATCTCCTAAA CAAACACTCAACAGACCCCC 183

Ad09A11393 Aradu.A09 11393 p3 (AGA)6 18 60665642 60665659 CTAGAGGATTCTCCGGCCTT TACCCTCTCCCCTCTCCCTA 245

Ad09A11395 Aradu.A09 11395 p3 (TTC)6 18 60700701 60700718 GTCTTCGGACTCTCTCCCCT ACCCAATTGGATGAAGATCG 273

Ad09A11396 Aradu.A09 11396 p2 (GT)6 12 60748187 60748198 TGTTCTCCACCGGTTTCTTC CCGAACCAAGACCCTCATAA 277

Ad09A11398 Aradu.A09 11398 p2 (AT)9 18 60755326 60755343 CGGCATCGAATGGAATAAAT GCTTTCATGAGCTATCTTTTTGC 280
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Ad09A11399 Aradu.A09 11399 p3 (TTC)5 15 60799142 60799156 TTTGGGTAGAGCAATGATCAAA CCCCAACCTAATCCAATGTG 254

Ad09A11401 Aradu.A09 11401 p2 (TA)6 12 60836789 60836800 TCATCAATTCCCCCACACTT TTGCAAGTTGCTTCATTTTGA 278

Ad09A11404 Aradu.A09 11404 p2 (CT)6 12 60903374 60903385 GGGTAAAGCAATCATGAGTTTGA AAAGGCTGCAAAGTGAAGGA 275

Ad09A11407 Aradu.A09 11407 p2 (CT)6 12 60916523 60916534 GGAAAAAGCAATCATGAGTATGAA AAGGCTGCAAAGTGAAGGAA 274

Ad09A11411 Aradu.A09 11411 p2 (TC)10 20 60935229 60935248 TCGAAAATTCCCTCTTCTTTTTC CAGAGGAGAAGAGAGGGTTCAA 218

Ad09A11412 Aradu.A09 11412 p3 (TCT)13 39 60938572 60938610 CCCATAAACCCCACCTACCT TGTCCTCGAGCAAAAGAAGAA 249

Ad09A11413 Aradu.A09 11413 p2 (TC)6 12 60939640 60939651 CAAAAATTCCCTCTTCTTTTTCAA CAGAGGAGAAGAGAGGGTTCG 213

Ad09A11414 Aradu.A09 11414 p2 (TC)6 12 60942745 60942756 ACAAAGGGCATTTTACACGC AGTGGTGAAGAGGTGATGGG 212

Ad09A11415 Aradu.A09 11415 p3 (TTC)6 18 60943037 60943054 CCTACACCTCTCCCCCTCTC CTAGAGGTTTCTCCGGCCTT 163

Ad09A11416 Aradu.A09 11416 p2 (TC)6 12 60944070 60944081 CCCCAGGAGACTCAAATCAA TGATGAGGGTGATTGTGATGA 255

Ad09A11417 Aradu.A09 11417 p3 (TCT)7 21 60947449 60947469 CCCTACCTCTCTCCCTCCAC CTAGAGGTTTCTCCGGCCTT 253

Ad09A11419 Aradu.A09 11419 p4 (TAGT)5 20 60968542 60968561 GAACTCTTCACCACAATGCG TTCATGAAGTGGCCGAATC 275

Ad09A11421 Aradu.A09 11421 p2 (TA)11 22 60995565 60995586 CCTCAGTTCGGATTGTAGGC CGTTTGGCCTTTTTAGGTGA 228

Ad09A11424 Aradu.A09 11424 p2 (TA)10 20 61004483 61004502 TCGTAGGCTCAAAGTTGGCT TCTTTGCATGCACTGAGGAG 266

Ad09A11426 Aradu.A09 11426 c (TC)19ccttcctctctctt(TC)7cctccctctcccccttcctctctctttctctctccctcccttctttctcttcttt(TC)18tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnccttt(TC)6221 61027145 61027365 TCAAAACCTAATTTCAAAACCAAA AGAAAGATGAGGCAGAGAAAGAG 280

Ad09A11428 Aradu.A09 11428 p2 (CT)6 12 61033559 61033570 ATCTTCACTCTTTGCCGCAT ACAAATCAACCAAGGGCAAG 248

Ad09A11430 Aradu.A09 11430 p3 (TCT)6 18 61068713 61068730 CCCATAAACCCCACCTACCT AATGTTGTTCACCCTGGAGC 237

Ad09A11432 Aradu.A09 11432 p4 (AAAT)5 20 61085319 61085338 TCCTCTGTCCCTACAATGTGC CACGTGTTGTGTAACGACCTT 251

Ad09A11433 Aradu.A09 11433 p2 (AT)6 12 61086820 61086831 TGGAAACAAGGATGAAATGC TGCATGATATTTCAATAAGACAAAGA 130

Ad09A11434 Aradu.A09 11434 p3 (AAC)5 15 61087726 61087740 GAGTGCCAGGAGACCAGTTC GGTGCAAGATACTGGGGTGT 276

Ad09A11435 Aradu.A09 11435 p2 (TA)6 12 61088253 61088264 ATGGAGAGTTGGTTCCCACA TTTCATTGCTGTGTATGTCGATT 280

Ad09A11436 Aradu.A09 11436 c (AC)7tcacagagagtaatggcacacannnnnnnnnagacagaga(G)1165 61088618 61088682 TCCATGTGGAAGACAAACACA AAAATCAATGGGGTTCCCTC 175

Ad09A11438 Aradu.A09 11438 p3 (ATA)7 21 61090474 61090494 TGATGCAAGCACCTTCTTTG GCTAAGCCACCATCAAAACC 151

Ad09A11441 Aradu.A09 11441 p5 (TGATT)5 25 61094800 61094824 TTTCTGTGTTAAAGTGAATTGCG GGCAACTGGAATACTTTCAACT 215

Ad09A11446 Aradu.A09 11446 p2 (TC)6 12 61101120 61101131 TGGTGAATCAGCTGAACTGG TGGGTGGTGATTGTTCTTCA 204

Ad09A11448 Aradu.A09 11448 p2 (AC)9 18 61118663 61118680 CATATGCGTGTGGACTACCG GGTGGAAACTTGGGAATGAA 127

Ad09A11449 Aradu.A09 11449 p2 (GA)6 12 61141703 61141714 TTCGAACACAGAGAGAGCGA TTTCCCTCTTCTTAAAATCCGA 126

Ad09A11450 Aradu.A09 11450 p3 (AGA)6 18 61180862 61180879 AATATTGCTCGCCATTGAGC ATTTCCCACCCAAACCTACC 202

Ad09A11451 Aradu.A09 11451 c (T)10cacttttttttccgcaagctttttttcactgc(T)1153 61205967 61206019 ACAAGCACGTGGTTAGGGAC GTGAAAAACAAGCTTGCGAA 252

Ad09A11458 Aradu.A09 11458 p3 (ACA)5 15 61356222 61356236 TGACAACACAAGGTTGGCAT CTTCAGCCTCTCCCTCTCCT 221

Ad09A11460 Aradu.A09 11460 p5 (TTATC)5 25 61360817 61360841 CGATGAACTGGAAGAACCGT GCGTACGCCAGTTTTGTTTT 126

Ad09A11461 Aradu.A09 11461 p2 (TA)7 14 61362851 61362864 CTTAGCATTGGGGGTAATTTT GAACTGTGGGAACTTGGGTG 247

Ad09A11462 Aradu.A09 11462 p3 (AGA)5 15 61383061 61383075 GGACACTCAAGGAACTCCCA TGCCTGCTTTAGGTGTTGTG 268

Ad09A11463 Aradu.A09 11463 p2 (AT)9 18 61389832 61389849 TTGATTTTGGGAAAGTTGGG GGGCGTTTTGTCCCTTTTTA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11466 Aradu.A09 11466 p3 (TAC)5 15 61425600 61425614 CATGTCTGATGATGATGAGAAAAAT CAAGGGCATGATCTAAGGGA 249

Ad09A11470 Aradu.A09 11470 p3 (TTA)10 30 61466176 61466205 GATTGTGACCCAGCTTTGCT TTATTTTGACGTGGTGGCAA 277

Ad09A11473 Aradu.A09 11473 p2 (AT)8 16 61479648 61479663 CATCTGCTGCCCTCTCTAGC CACCCTGATTCCATTCACTG 277

Ad09A11475 Aradu.A09 11475 p4 (AAAG)5 20 61490373 61490392 TGCACAAGTTTCTGAGATTGG AGGATAATGCATGACCGAGG 246

Ad09A11478 Aradu.A09 11478 p3 (AGA)5 15 61497604 61497618 TATGACTCGGAGGTGGAAGC GCCAAAACCCACACATCTCT 208

Ad09A11479 Aradu.A09 11479 p2 (GA)6 12 61497899 61497910 AGGTAGGTGGGGTTTATGGG CCTAAAGGGTGCAGGAATGA 236

Ad09A11480 Aradu.A09 11480 p2 (GA)6 12 61498116 61498127 TAACGCCAGACTGATGCTTG GGATTGCATACAGAGGGCAT 210

Ad09A11481 Aradu.A09 11481 p2 (GA)6 12 61501197 61501208 CAGAGGAGAAGAGAGGGTTCG TCAAAAACTCCTCACTCTTTTTCA 218

Ad09A11484 Aradu.A09 11484 c (A)11caaaaggaaagaaatatagaaaaaaagaagaaaagtgaaatgaaaaaaag(A)1071 61515539 61515609 ATTGGATGGGATAAAAGGGG GAGCTACAAATTGGGGCATT 231

Ad09A11486 Aradu.A09 11486 p4 (AAAT)6 24 61531185 61531208 TGCATGTCATTCATTGCATTT AGGCATTTTTCCCACATGAC 272

Ad09A11492 Aradu.A09 11492 p3 (TCT)6 18 61568650 61568667 ACACACTACCCCCTCTCCCT CTAGAGGATTCTCCGGCCTT 247

Ad09A11495 Aradu.A09 11495 p2 (AG)6 12 61622801 61622812 AAGAACCTGGGATTGAGAGTCA CCCAATTTTCAACCCAGAGA 193

Ad09A11498 Aradu.A09 11498 p2 (AG)8 16 61637945 61637960 AAGAACCTGGGATTGAGAGTCA TTCTGACCCAGTTTTCGACC 232

Ad09A11501 Aradu.A09 11501 p2 (AG)6 12 61666784 61666795 ACGTATTAGAAATCGCCCCC TGAACCTGGAATTGAGAAGAAAA 226

Ad09A11502 Aradu.A09 11502 p3 (GAA)5 15 61671283 61671297 GAGAGACGACCCGAGGTTTA ATCAATGGTCCATCCCAATG 267

Ad09A11503 Aradu.A09 11503 p3 (AGA)6 18 61682894 61682911 CTTAGAATGTTGCTCGCCCT AAACCCCTCTCCCTCCACTA 171

Ad09A11507 Aradu.A09 11507 p2 (AT)6 12 61710242 61710253 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 237

Ad09A11512 Aradu.A09 11512 p3 (ACA)5 15 61736050 61736064 GGGAATGTCGGATTTTGTGT GATTCATGTAACCAACCCCG 276

Ad09A11513 Aradu.A09 11513 p3 (AAG)5 15 61760906 61760920 TGATGGCCTGATCCACAGTA CACCTCCCCTACTCTCCTCC 260

Ad09A11514 Aradu.A09 11514 c (AATA)5gaggaagat(GA)641 61764265 61764305 GGAGAATCCAAACACAAGGG TCGAAAATATCTCATCCCTTTTTC 233

Ad09A11519 Aradu.A09 11519 p2 (GT)13 26 61809456 61809481 TAACAACATGCGAATCGGAG AAGGTTTGGCACAAAGTTGG 252

Ad09A11522 Aradu.A09 11522 p3 (TAT)14 42 61833809 61833850 TGTCAGCTATGTTCAGCTTTTCA ATGCAGGATGCTGAAAGGAA 197

Ad09A11527 Aradu.A09 11527 p3 (TTC)7 21 61880944 61880964 TACCCTCTCCCCTCTCCCTA CGGTCTTAGGTGCCATTGAT 235

Ad09A11528 Aradu.A09 11528 p2 (AT)6 12 61885330 61885341 ACCCGTAAGGGTGGTGAAGT TTTCCAACGATTTCAAACTCAA 219

Ad09A11529 Aradu.A09 11529 p2 (GA)6 12 61888141 61888152 CGTGAGTTTTCAGCAACGAA CCTCTCACCCTACCTCCTCC 248

Ad09A11536 Aradu.A09 11536 c (A)10ttaacccaaatacctcatgccacgttagttttc(CT)1981 61935693 61935773 CCTCTCCAACCCAGGTAGC AAACAAGGCACAAGAATGGG 266

Ad09A11538 Aradu.A09 11538 p2 (TA)8 16 61965687 61965702 AAAATTCAATTGACATGGTTGTT AAATCATTCCCACTCCCCTT 234

Ad09A11540 Aradu.A09 11540 p2 (GC)6 12 62017187 62017198 GACTTTGACTTCCAGCACCC CAACAGGCTTAGGGCAACTC 156

Ad09A11543 Aradu.A09 11543 c* (A)10(AAAAT)5* 31 62083488 62083518 TGAAGCAAGGAAAAGCAGTG ATGCCACAAGCACATGGTTA 238

Ad09A11544 Aradu.A09 11544 p2 (AT)6 12 62095914 62095925 ATCGTTCATGACCGGTGTTT CAATCAAAGCCAAAATGCAA 213

Ad09A11545 Aradu.A09 11545 p3 (TTC)5 15 62105317 62105331 TCCGATTCAACCCTCTTCAG GCCGAGTCTGAGATTTTGCT 276

Ad09A11552 Aradu.A09 11552 p2 (AT)8 16 62183048 62183063 GCTTTCAATTTGCTTTGATTTT CCATGATGGAGAAAGGGAGA 175

Ad09A11554 Aradu.A09 11554 p5 (GAAAA)6 30 62204352 62204381 GGCACCCTACCAATTTGAGA AGGCATTTTGTCCCCTTTTT 196

Ad09A11557 Aradu.A09 11557 p2 (GA)8 16 62265886 62265901 CCTATCCGGAGTGTTGTGCT AAACCACCTAACCACTTTTCCA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11559 Aradu.A09 11559 p3 (TTA)5 15 62290689 62290703 CTTTGAAGCGAACTGAAGCC GGTGGCGGCTATTAAATCAA 219

Ad09A11560 Aradu.A09 11560 p2 (AT)8 16 62293341 62293356 ATCCATCAATGCTCAAAGCC GAAAAAGCATGTTGCAAAAGAA 213

Ad09A11561 Aradu.A09 11561 p2 (TC)6 12 62296029 62296040 ATTCCCCTCCACCGTTTATC ATTTTTGTGCATACCTCGGC 231

Ad09A11563 Aradu.A09 11563 p3 (TTA)18 54 62299026 62299079 CCACTCTCTCGTCTTGGAGC TCACATAAATAAGGGGGCAAA 148

Ad09A11566 Aradu.A09 11566 p2 (AT)14 28 62310850 62310877 CCCAAATGGCCTTACCTTTT TTATTGAGCTTTGCCTTGGG 269

Ad09A11568 Aradu.A09 11568 p2 (TC)6 12 62329731 62329742 AGAATCTCCGACGAGGACAA TTATTGCCGATGTCTAGCCC 210

Ad09A11569 Aradu.A09 11569 p2 (TG)15 30 62336572 62336601 CCAAGCTTCAATAAACCCTTTT GGCCAAACAAATCAGGAGAG 264

Ad09A11573 Aradu.A09 11573 c (A)10gactaaaatttggcgcttatacccttaaaagaaggtgggttccctgaagctagcactgtttggtaagcacaaaaaacaaaaaaagatag(A)12111 62344012 62344122 TGTGCAAAAAGCAAAAGCAC TCAGCATGTTTTGATCTCTTCTG 239

Ad09A11576 Aradu.A09 11576 c (AG)8aag(GA)7 33 62346622 62346654 GCATTGAGAGAGAGGGCAAG TTTGGTGACCTGCAATGGTA 248

Ad09A11577 Aradu.A09 11577 p3 (TAA)16 48 62348787 62348834 CAAGCATAATTAGTGACGACTTGA AAAGCATGCCACGTCAACTT 176

Ad09A11579 Aradu.A09 11579 c (A)10cactaaatataaaattatgaattgactctcaaatttagattcaataaatat(TTA)679 62361197 62361275 AAAAGGATCGGATCAACTTCAA ACTAATTTGGCAACATATTCTCATT 268

Ad09A11580 Aradu.A09 11580 p2 (TC)6 12 62363519 62363530 GTGGAAGCCTCATTCCAAAA TCGAGTTTGGACAACTGACG 199

Ad09A11588 Aradu.A09 11588 p2 (TA)6 12 62463831 62463842 CCGGTTTGCAAAGATAACCA CTGTGCACACGCACAGAATA 271

Ad09A11589 Aradu.A09 11589 p2 (AT)8 16 62466055 62466070 CTAGCCAACCTTTGTTTCGC GAGGCGCTACGACCTCTAAA 210

Ad09A11590 Aradu.A09 11590 p2 (AG)8 16 62469904 62469919 AATGCTAACTGGTTGGACCG AACAGCTCGTCAATCGGAGT 211

Ad09A11591 Aradu.A09 11591 p2 (AT)6 12 62473433 62473444 ACGTTTCGCGCTTTTGTAAT CCAACATGGTAAAGTTGCCC 264

Ad09A11593 Aradu.A09 11593 p2 (TC)13 26 62556136 62556161 GAGCAGGGAGTGCACTTTTC AAACGTGCAGAATCTAGGGC 202

Ad09A11594 Aradu.A09 11594 p2 (TA)6 12 62572363 62572374 CGCTCATTCTCTGCCTATCC GGTTCTTAAATCCTCCCCTCC 226

Ad09A11595 Aradu.A09 11595 p2 (AG)8 16 62572853 62572868 ACGGACCAAAAATGCTAACG CTCCTCTCTAAAAACCGGGG 129

Ad09A11596 Aradu.A09 11596 p3 (AAG)5 15 62582809 62582823 TATCTCCCATGACTCGGAGG TACCCTCTCCCCTTTCCCTA 258

Ad09A11597 Aradu.A09 11597 p2 (TA)9 18 62590346 62590363 TTCGTGTGAACGTCTGCTTC GAATTCCAGGTTCCACCTCA 247

Ad09A11598 Aradu.A09 11598 p3 (CAT)5 15 62610291 62610305 GAGGCTTTGGCAGAAGTGAC AGAGGTGATGGAGCTCAGGA 249

Ad09A11601 Aradu.A09 11601 p2 (AG)9 18 62663474 62663491 AAGCCAGAGAACATGCAGAGA AACCAAATTGGCAACATCAA 262

Ad09A11605 Aradu.A09 11605 p2 (CT)6 12 62686946 62686957 CGCTACACAGCTCAACCTCA GAAAAGGAAGGAGGGAAGAAGA 183

Ad09A11606 Aradu.A09 11606 p3 (AGA)6 18 62700420 62700437 TATGCTTTGACCACACCGAA AAATCTTTCCCACCCAAACC 230

Ad09A11608 Aradu.A09 11608 p3 (AGA)6 18 62716917 62716934 CATCTCCCATGATTCGGAGT TCTTCTCTCCCTTGACCGAA 233

Ad09A11614 Aradu.A09 11614 p3 (TGA)5 15 62752523 62752537 ATGGTGGTGATGGAGATGGT CCCTCAAATTTTCGATTTGC 241

Ad09A11617 Aradu.A09 11617 p3 (TAT)18 54 62762896 62762949 TTTATGGTGAAATTGTTAGTATGTCAA TGCATCATTATGACAACCCA 146

Ad09A11623 Aradu.A09 11623 p3 (AGA)5 15 62787330 62787344 TTTAGCCGCTTAGGCCTGTA CTTCCCCATAAACCCCACTT 279

Ad09A11629 Aradu.A09 11629 p3 (TAA)5 15 62831545 62831559 GGAGGTTTCAATTGTCTGCC AGTGTGGCTAATTATTTCATGTCTT 211

Ad09A11634 Aradu.A09 11634 c (A)10tttttctttattttcgtttttctaatgaattttttcgaaaataaataataaaaatac(A)1077 62871181 62871257 TAACGGTTCGCCTTATTGCT CATGAACGCATGAATTTTCG 272

Ad09A11635 Aradu.A09 11635 p3 (TTC)6 18 62876112 62876129 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ad09A11636 Aradu.A09 11636 p3 (TTC)6 18 62886804 62886821 CCCATAAACCCCACCTACCT CCCAAGACTCAGAGGTGGAA 267

Ad09A11637 Aradu.A09 11637 p2 (CA)8 16 62889888 62889903 CCAGAAATCATGCAGCACAT GGAAAAGCACACACAGCAAA 227
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Ad09A11638 Aradu.A09 11638 p3 (TTG)5 15 62897282 62897296 CATATAGCCGACCCCACCTA CGGTCCAGTCTAAAGGCAAA 212

Ad09A11639 Aradu.A09 11639 p3 (GAA)5 15 62901725 62901739 AGCAATGCTTTTTCCACACC TCCCTAAAACCCCACCTACC 274

Ad09A11641 Aradu.A09 11641 p3 (AGA)7 21 62920851 62920871 CTAGAGGATTCTCCGGCCTT CACACAACAAAACCCCCTCT 200

Ad09A11642 Aradu.A09 11642 p3 (AGA)6 18 62935206 62935223 TATCTCCCATGACTCGGAGG ACCCCTCCATCCTTCTTCAT 275

Ad09A11645 Aradu.A09 11645 p2 (GC)6 12 62963561 62963572 GCACGTGCTTGAGGATCATA GGGAGCATGCATAAAGGAAA 160

Ad09A11647 Aradu.A09 11647 p2 (GC)6 12 62999779 62999790 GTAGTCCAGCCGCTAAATGC GGGAGCATGCATAAAGGAAA 143

Ad09A11651 Aradu.A09 11651 p4 (ATTT)5 20 63013509 63013528 TTGGTGTGGCCAAACTTATG CAGGCCAATTAAAAATTAGACCAT 276

Ad09A11652 Aradu.A09 11652 p2 (TA)10 20 63015081 63015100 GGGTAAGAGTTTCTCCCCTTC AAAATGAATAAAAGAATGTTATTGTGC 275

Ad09A11653 Aradu.A09 11653 c (A)10gtc(A)11 24 63015219 63015242 TCTCCTCTCAAATTCAAGTGGTAAT TGTTGAGGAAGAAGAGGGGA 278

Ad09A11654 Aradu.A09 11654 p3 (CAA)5 15 63015665 63015679 GTGGAAGAACAGCAGAAGCC TGCTGAAAGTTGCTGCTGAA 156

Ad09A11656 Aradu.A09 11656 p2 (GA)7 14 63030444 63030457 GGAGAAGAGAAAAATTCGAACA TCGAAAATCACCTTCCTCTTTT 272

Ad09A11657 Aradu.A09 11657 p3 (ATG)10 30 63033979 63034008 GGTTTTGAAGTGGGGGATTT ACCCGTCACACTCTCCAATC 224

Ad09A11659 Aradu.A09 11659 c (A)10gagaag(A)1127 63047851 63047877 TCATGAATGTTGGCTCTTGAA TCCCCAATTAGAGGTGTCCA 223

Ad09A11661 Aradu.A09 11661 p2 (TA)11 22 63092204 63092225 GGGGCATTTTGTCTCCTTTT AATTTGGGAACATTGGTTGG 246

Ad09A11662 Aradu.A09 11662 c (T)12ggaagagagcatttgtga(T)1040 63118433 63118472 TGATGAGTCGTGATTCTCGG AAAAACCCCAAATTTAAGAATGA 212

Ad09A11663 Aradu.A09 11663 p3 (ATT)11 33 63119968 63120000 GCACTATACCCCTCCTGGAA CAAATGGTCAAACCCACAGA 278

Ad09A11665 Aradu.A09 11665 p2 (AT)7 14 63127690 63127703 TCACTCGTGAAGCATTGAGA AAAACGCGTGTAATGACGCT 280

Ad09A11667 Aradu.A09 11667 p3 (TAT)20 60 63140939 63140998 CTACAAAATGCACCCCGTCT TCGAAAATTGGATTAAGAAATCG 219

Ad09A11669 Aradu.A09 11669 p2 (AT)6 12 63150348 63150359 TTAAGTGTGGGGAGGTCGTC AGCTCAAAAACCATGTTCCA 259

Ad09A11670 Aradu.A09 11670 p3 (TCT)6 18 63169846 63169863 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ad09A11671 Aradu.A09 11671 p2 (CG)6 12 63174240 63174251 GAAGGAGAAAGGAGGAAGGAA ATTGTGCTGGGAGCATAACC 142

Ad09A11672 Aradu.A09 11672 c (CG)6cacagcgtgctacccgatgcc(T)1043 63174403 63174445 GCTTACGCGTGAATGAGGTT ATAGGGAGCTCTTGGGCATT 177

Ad09A11673 Aradu.A09 11673 p3 (TCT)7 21 63183791 63183811 CATGACCGAACCATAAACCC CTAGAGGTTTCTCCGGCCTT 262

Ad09A11674 Aradu.A09 11674 p3 (AAG)6 18 63194363 63194380 CGACCTTAGGTGCCATCAAT TCCTTCTTGGCCGAATACAC 164

Ad09A11676 Aradu.A09 11676 p4 (AATT)6 24 63203096 63203119 TCTCTTCCCTCCTCTAGTTTCG CTTGGATCAAAGAGCTTCCAA 270

Ad09A11679 Aradu.A09 11679 p3 (ATA)5 15 63222741 63222755 TTTCGAAAACAAGGAGGATTAAA GCAAGGGAGATGATATGGATG 274

Ad09A11683 Aradu.A09 11683 c (A)10ttatcttttctaactattttcaagctatattttcaaaatttttttatataaaaattcagatttcaatttcaaaatttttcaaatcttatccttttaa(AT)8123 63268822 63268944 CCTTGATGTTTTCCCTCCAA TGAGGAGAGAGAAAATGGTTAGG 279

Ad09A11690 Aradu.A09 11690 c (TC)16(TA)10 52 63341333 63341384 TGCACATTGACATGGCTCTT ATAACCTGATGGTTGCTGCC 163

Ad09A11691 Aradu.A09 11691 p2 (TA)8 16 63342852 63342867 ACGCACAAAGATAAGTGGGG AACAAATCATCTAACCATTCTCAAT 263

Ad09A11694 Aradu.A09 11694 p2 (TC)6 12 63352654 63352665 TCAGATTTTGAGTTTTTGACACA TCTCCAATTTTCTTTTTATTTTTCA 159

Ad09A11700 Aradu.A09 11700 p2 (TC)6 12 63393261 63393272 TCTCACTCCTCCATAACCGC GCAAGAGAGCAGAGGGAGAA 152

Ad09A11704 Aradu.A09 11704 p2 (AG)10 20 63485729 63485748 TCAATTGAGCCTTTGGTTAGC TGGGGTAATTTTGTCCCCTT 280

Ad09A11706 Aradu.A09 11706 p3 (TCT)7 21 63521579 63521599 CAATTGGTGCAAATCTCCCT AGAAAATGGCCAAGGTGTTG 242

Ad09A11707 Aradu.A09 11707 p2 (GA)6 12 63531144 63531155 TTGAGGCTGAGGACTTTGGT ACTTCCAATTTCCCTCCCAC 264
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Ad09A11709 Aradu.A09 11709 p3 (ATT)7 21 63535745 63535765 CCTCATCAAAAATTTTCAAAAACC CCATGATGGAGAAAGGGAGA 156

Ad09A11710 Aradu.A09 11710 p3 (TCT)5 15 63550134 63550148 TTGGCCGAATCCTTACACTC GCTTTTGTCTTCCCTTTCCC 197

Ad09A11711 Aradu.A09 11711 c (A)10c(A)10 21 63555576 63555596 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTCTTTACCC 143

Ad09A11712 Aradu.A09 11712 p2 (AT)6 12 63564077 63564088 GTTTGCATTGCTAAGCCGTC CCCTCCTTGTTTTTGTCGAG 238

Ad09A11714 Aradu.A09 11714 p2 (TG)6 12 63586724 63586735 TGAGCGCAACAAGATTTTCA CCTTAGCTCATTCCAAGCCA 200

Ad09A11715 Aradu.A09 11715 p2 (CT)6 12 63636824 63636835 TGCGTTAAATGCCAGAGACA GCAATGCTTTTACCACACCA 243

Ad09A11718 Aradu.A09 11718 p2 (AT)7 14 63673578 63673591 TTCAAGTTGGGAGAGTTGGG GGCATTTTGTCCCCTTGTTA 220

Ad09A11719 Aradu.A09 11719 p2 (TA)7 14 63674139 63674152 TAAGGGTTCGATCGCTCAAT CGAAGCATGTCCTGATGCTA 272

Ad09A11720 Aradu.A09 11720 p2 (TA)6 12 63694636 63694647 GGGTCACCCTCGATTCATTA GGATTTTCGCACTACGAGAC 280

Ad09A11721 Aradu.A09 11721 p2 (TA)6 12 63705560 63705571 GCCTTAGATCCCTCATTGTTTTT TTGTTCAATTGGATAGTTGGATCT 279

Ad09A11722 Aradu.A09 11722 p3 (CAT)5 15 63715424 63715438 GCTTTGGCAGAAGAAACTGG TGGGGAGATGGTGGATCTTA 249

Ad09A11724 Aradu.A09 11724 p2 (TA)6 12 63721498 63721509 CTCGACCTGCAAAGGTAAGG TGAGAGCCCCAAGTTCTCAT 209

Ad09A11726 Aradu.A09 11726 c (AT)8(TA)9 34 63729421 63729454 GGCTCTACAGGAACAAACTGC ACCTTGAGCGTTGTGCTTTT 241

Ad09A11727 Aradu.A09 11727 p3 (ATG)5 15 63732912 63732926 CCAAGGTATGGTTTCGGTTT CCAAGGATCACACCCAATCT 280

Ad09A11728 Aradu.A09 11728 c (TATG)7tatatatgtatgtata(TATG)564 63761593 63761656 CCTTTTCTTCGCAGGTTGAG ACCGTTACCACACACGAAGT 178

Ad09A11729 Aradu.A09 11729 p2 (AT)14 28 63777252 63777279 CCACCGGATACATAAATGCC GCTGTCCCTAACCATGTGCT 203

Ad09A11730 Aradu.A09 11730 p4 (AAAT)6 24 63783773 63783796 TATGGAATGAGAACCGGAGG GGTAGGCAGTGGCAATAGGA 275

Ad09A11731 Aradu.A09 11731 p3 (AAG)7 21 63789793 63789813 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 188

Ad09A11733 Aradu.A09 11733 p3 (TTA)5 15 63803127 63803141 AGAAGGATTGGATGAAGGCA TAAGGGTCGATCCCACAGAG 236

Ad09A11734 Aradu.A09 11734 p4 (AAAT)7 28 63804059 63804086 TGCATGTTTTCTTTGCATCA GACTAAGTCAACCCAAATTTTCAA 264

Ad09A11735 Aradu.A09 11735 p3 (TTC)5 15 63814857 63814871 TGGACTCAAGGACCTAACGC TTCCCACTATCAGCCAACAA 170

Ad09A11737 Aradu.A09 11737 p3 (TTA)6 18 63828674 63828691 GATCAATATATTATTGTCGTCGTGG TCCAATCTTACGATTCTTTGGA 231

Ad09A11740 Aradu.A09 11740 p2 (AT)7 14 63869892 63869905 TACCACAAAATAGTGGCGCA ACACTCCGCTTTGATGCTTT 261

Ad09A11742 Aradu.A09 11742 p3 (TTC)6 18 63898227 63898244 GAACCATACCCCTCTCCCTC TCTAAAGGTTTCTCCGGCCT 252

Ad09A11744 Aradu.A09 11744 c (AT)6aagaag(A)1028 63934220 63934247 TTTGATTTTGGGAAAGTCGG TGCTTTAGGGCATTTTGTCC 254

Ad09A11745 Aradu.A09 11745 p2 (CT)6 12 63965681 63965692 GGCATTTTTACACGCCACTT ATAGGTGAGGGGTTTTTGGG 157

Ad09A11746 Aradu.A09 11746 p2 (AT)10 20 63983125 63983144 AAATTTCGAATCCCTTGGGT TCTGTAGAACATCCCGGGTC 267

Ad09A11747 Aradu.A09 11747 p6 (TTTATT)5 30 63998095 63998124 TCCCTTGAGGGATCAGACAC TTGAAAGCTTGAAATAATTGCC 276

Ad09A11748 Aradu.A09 11748 p3 (TTC)6 18 64005173 64005190 TTGGCCAAAACCTACACTCC CTAGAGGATTCTCCGGCCTT 168

Ad09A11749 Aradu.A09 11749 p5 (AAGAT)5 25 64030958 64030982 GCGGTTCCCTTGAAGATACA GGGTGCTCCAGCATATTTGT 118

Ad09A11750 Aradu.A09 11750 p2 (AT)8 16 64033324 64033339 TGGGTGTAGCCATTCTTTCC GATCAAAATGAGCCAGGCAT 195

Ad09A11754 Aradu.A09 11754 p2 (TA)7 14 64074625 64074638 GCTCACAAAGGCACTTCCTC AAAACCCTGCAAAGCAAATG 247

Ad09A11755 Aradu.A09 11755 p2 (AT)6 12 64075275 64075286 GACCGGCCTTCATTTTGTAA TTTTTGAATTTGAGCCTCTTTG 125

Ad09A11760 Aradu.A09 11760 p3 (GAA)6 18 64089010 64089027 GAGAAACCAAGCAAGCGAAC ACAGCCACTCGATCCACTCT 236
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Ad09A11764 Aradu.A09 11764 p2 (CT)6 12 64113497 64113508 CAGATAATCAACAAGGGAAAATCA GACATGCGCGATCTGTAGAA 271

Ad09A11765 Aradu.A09 11765 c (AT)8ttttttttctttttctttttctctttttttgaaaatatataagcaaacataacatatcaatgcatatgga(T)1096 64114705 64114800 TGATGGATTAGTGGGTTTTGC CCGGACAAAATTGAGACGAT 259

Ad09A11766 Aradu.A09 11766 c (TA)13ttctttttctttatctttttctc(T)11gaaaatataaaagcaaacataacaaatcaatgcatatgga(T)10110 64150351 64150460 GGGCTAAGGTAAGGGTGAGG TGGAAATTTGGTTGCCTACTC 249

Ad09A11770 Aradu.A09 11770 p2 (TA)6 12 64227109 64227120 TCATGTTATCTTCCGTTGCG CGCCTATCCCTGGTCAGTAA 272

Ad09A11772 Aradu.A09 11772 p2 (TA)6 12 64230700 64230711 GCAATAGAAACTCCATGTGCAA TTATGCATTCGGCATCATTG 266

Ad09A11775 Aradu.A09 11775 p2 (CA)15 30 64233853 64233882 GCTGTAACACCCCAATTACCC CCGGATACCCTTTGGAGTCT 260

Ad09A11779 Aradu.A09 11779 c (AT)7a(AT)6 27 64304945 64304971 CGACATTCAAGGTGTTCTTGG TCGAAATTTAGGAGAGAAATAAGGAA 185

Ad09A11786 Aradu.A09 11786 c (TA)7ag(T)10 26 64343312 64343337 TTGATTGTATAAAAGAGTTGAAGGGA ATAGCGCGCTTTGGAAATAA 267

Ad09A11788 Aradu.A09 11788 c (A)10ctttccaccccggaaggccgatacgatgttgcttacattt(A)1565 64347538 64347602 GATCCCACTTCACGACCAGT CAGCTCTATGGGTGCCATTT 279

Ad09A11790 Aradu.A09 11790 p3 (ATG)5 15 64348995 64349009 CGTGTTACACCCAATTCGC TCATCTTCTACTGCTGCTTCTTC 278

Ad09A11791 Aradu.A09 11791 c (GAG)6gtagtgttagtgacgatgataacgaaagagaagata(AAG)569 64350375 64350443 GGAAGGAGAAAAAGAAATTCAAA TCCCTCCTCCTTATCTTTTGC 252

Ad09A11792 Aradu.A09 11792 p3 (ATG)5 15 64350933 64350947 TCATCATCGTCCAAGTAATTTTG AAAACTCTTCTTCTCCCTCTTCC 225

Ad09A11793 Aradu.A09 11793 c (A)10ggaggaa(GAG)5gtagtgttagtgacgatgataacgaaagagaagata(AAG)5aacgtgcagt(AAG)5108 64351344 64351451 CAACGAGATAAGGAAGAGAAGGA GCTCTTCTTCGTGCCGTTAC 190

Ad09A11794 Aradu.A09 11794 c (TTTA)5tt(TC)6gctctctcta(T)1054 64352529 64352582 AACTTCGGCCATTGTCTCTG CCCTGGTGCTAACGTCTTGT 270

Ad09A11795 Aradu.A09 11795 p2 (CA)10 20 64359354 64359373 GCTCAAAAGAAACATCTCAAGC GGTAACGGCAAAACACAAGC 254

Ad09A11796 Aradu.A09 11796 p2 (AC)7 14 64363712 64363725 TCCCAAATGCATGCTCATTA CGTAATACCGCACCACCTCT 213

Ad09A11797 Aradu.A09 11797 c* (TA)6(ATA)9* 36 64363877 64363912 AGAGGTGGTGCGGTATTACG ACCCATTCTTCAAAGGCTCC 113

Ad09A11799 Aradu.A09 11799 p3 (TTC)5 15 64402501 64402515 TACACCTCTCCCCCTCTCCT CTCGAAGGTGGAAGCTTTTG 198

Ad09A11801 Aradu.A09 11801 p4 (ATTT)6 24 64408980 64409003 GGTTAGGTAGGCAGTGGCAA ACGTCGAAGGCAATCCTAGA 211

Ad09A11802 Aradu.A09 11802 p2 (AT)7 14 64410051 64410064 CGGTTTTGACGTCGACATTT TCTTTTTCCTCTGCTTGACACA 108

Ad09A11803 Aradu.A09 11803 p4 (AATT)5 20 64430051 64430070 TGACCTTAGCTTGATTATTGGGA AAGCCAACAGTGAAGAACAACA 252

Ad09A11806 Aradu.A09 11806 p3 (TGA)5 15 64456153 64456167 GATGGTAAGATTGCCCCTGA AGGGCGAGTCTAAAGGGGTA 198

Ad09A11807 Aradu.A09 11807 p3 (TTA)5 15 64459536 64459550 CCCTTTTGGTTGACTTGGTG CCATGATGGAGAAAGGGAGA 266

Ad09A11809 Aradu.A09 11809 p3 (TAC)5 15 64483217 64483231 CATGTCTGATGATGATGAGAAAAAT GGACGATCCAATCAAGAGGA 257

Ad09A11810 Aradu.A09 11810 p4 (TATG)7 28 64519185 64519212 GCCTTTTCTTTGCAGGTTGA GAGGTGGTGAGACATTACGACA 246

Ad09A11813 Aradu.A09 11813 p2 (AG)8 16 64590226 64590241 GCGGTGATAGGAAAAGAGCA CGTTTGTTACCGACGGAGTT 143

Ad09A11814 Aradu.A09 11814 p2 (AT)10 20 64613546 64613565 ATGATGGAGCAAGGGAGATG TTTTCAATTCTTATCCTTTTACGTTTT 278

Ad09A11817 Aradu.A09 11817 c (T)12g(A)10 23 64625429 64625451 TCAAATTTTTGAATCAATCACATTA TTTTCCTTAATTTTCTCCAAATTTTC 271

Ad09A11820 Aradu.A09 11820 p2 (CT)6 12 64639298 64639309 ACGCCAGAATTGGCATAAAG GGTGAGGTAGGTGGGGTTTT 240

Ad09A11824 Aradu.A09 11824 p2 (CT)6 12 64665385 64665396 ATCCCCACCTATCCCACTTC AGAATATTGCTCGCCCTCAA 149

Ad09A11826 Aradu.A09 11826 p3 (TAT)9 27 64672594 64672620 AAAAAGGTGAGACACTCCTGG CGGATTGCTAATGTTGTTGG 278

Ad09A11833 Aradu.A09 11833 c (GTT)5gaagcagtgagaaaggttgttgtgcatacaagagtgaggatcttgcagccattaa(TTG)791 64684254 64684344 AGAATTGTTTGGCAAGCAGG TCTTAAGCATGCATGGGACA 274

Ad09A11836 Aradu.A09 11836 p2 (AT)8 16 64685779 64685794 CTCTGGCCAAACAAGCTTTC CTTTTTGGCAATGCATAATGA 263

Ad09A11837 Aradu.A09 11837 c (A)10tgcaaaaaactagagaaaagtttcatcactagacttttctctattc(T)1268 64686546 64686613 CATTTGATCCAAATTATTGTGAAAA TTTTAATTTACATGAATTGGTATTGC 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A11840 Aradu.A09 11840 p3 (TCT)5 15 64704577 64704591 TTGGCCGAAACCTACACTTC ATGCTTTTACCGCACCAAAC 111

Ad09A11842 Aradu.A09 11842 p3 (TAT)12 36 64711938 64711973 CACGATGAACAAGAGCCTGA AAAATCTATCAAATCTTTCTTGCGA 271

Ad09A11845 Aradu.A09 11845 p2 (AT)7 14 64736650 64736663 AGCTGCTTGCTTTAATGGGA TTCTCTTTTGGTTTTCGAATTTTT 220

Ad09A11849 Aradu.A09 11849 p2 (AT)13 26 64753987 64754012 TTGGGAATTTGGGTGCTTAC CCCAAAATTTCCCACTTTTTC 241

Ad09A11850 Aradu.A09 11850 p2 (AT)7 14 64756962 64756975 GGGTATGATGAATGGGGAACT TCTTCTTCCCTTTTTGTCATCAA 280

Ad09A11852 Aradu.A09 11852 p2 (CT)7 14 64762848 64762861 CCATCTAACCACCAATTTTCG AGAGGGAGAGAGAGGGTTCG 169

Ad09A11860 Aradu.A09 11860 p2 (GC)7 14 64844594 64844607 GCCTGAAGCACAAGAACCTC CACAGGGGTGGCATAACTCT 269

Ad09A11862 Aradu.A09 11862 p2 (AT)7 14 64853621 64853634 AGATGCAGGTCGTAACCCAC TTCACGGCAATTCTAAGGCT 276

Ad09A11863 Aradu.A09 11863 p2 (AG)6 12 64858463 64858474 GAAATGCTGCAACAACAACG TGTTTGAGGACATGGGAACA 126

Ad09A11872 Aradu.A09 11872 c (A)10tccatgtgcattgataagctttgtttattttcatgttca(AT)1987 64888725 64888811 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 222

Ad09A11873 Aradu.A09 11873 c (A)10tccatgtgcattgataagctttgtttattttcatgttca(AT)1987 64893069 64893155 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 222

Ad09A11874 Aradu.A09 11874 p2 (CT)6 12 64900217 64900228 CACCTAAAGCCAATGCCAAT CTGAGCGTGAATGGAAGTGA 187

Ad09A11877 Aradu.A09 11877 p3 (GGT)6 18 64907219 64907236 CGAAGCGAGTGACCTATGTT TATTGGTGGGGTTCTTGCTC 243

Ad09A11880 Aradu.A09 11880 p3 (CTT)5 15 64921353 64921367 CTTGGTCCCATTGCTTTTGT ATTGGCTGTCAACCCACTTC 269

Ad09A11882 Aradu.A09 11882 p2 (AG)6 12 64937309 64937320 CTGAAAATAAAACATTAAACCTGGA ATCCCTTTTTGGCCCATATC 209

Ad09A11883 Aradu.A09 11883 p2 (AG)7 14 64945538 64945551 TGGATCCAGGGTTACTCTCAA TGACAGAGGCCACGTATCAG 242

Ad09A11888 Aradu.A09 11888 p2 (GC)7 14 65010420 65010433 AAGATGCCTTCCCCTTCAAT CAAAGATTTGGAAAATGCCC 237

Ad09A11889 Aradu.A09 11889 p2 (AT)7 14 65029967 65029980 TGAAGCAAGAAAAAGCAGTGAA TTTTATTCCTTTGGGCCCTC 204

Ad09A11890 Aradu.A09 11890 p2 (AT)6 12 65030611 65030622 GAATTGGGAACATTGGGTTG TCACTTCGTGGCATTTTGTC 223

Ad09A11891 Aradu.A09 11891 p2 (TA)10 20 65032084 65032103 TCCCCTTTTGTTATTGTGTGTG AGCAAAGGACAACAAAGCGT 251

Ad09A11892 Aradu.A09 11892 p3 (CTT)5 15 65064882 65064896 AGAACCTCCATAACCACCCC GGATGAGAGGAAAGGAAGGG 214

Ad09A11894 Aradu.A09 11894 p2 (AT)6 12 65087462 65087473 TTTTCAGGGTTGTAATGGGG TTTCCCCAAATGCAAAATAAA 240

Ad09A11902 Aradu.A09 11902 p3 (TTC)6 18 65281377 65281394 TACACCTCTCCCCCTCTCCT CTCGGAAGTGGAAGCTTTTG 198

Ad09A11904 Aradu.A09 11904 p6 (AAAAGA)5 30 65318588 65318617 TCACACTTTAAAAATACATCCATTTCA GAACAGAAAGTGGGTGGTTCA 251

Ad09A11909 Aradu.A09 11909 c (T)10caaatatatcaaatgtatcttaatccataaagacaaatc(T)1059 65372432 65372490 GTTAAACGCCCAAAACATGC AAAAAGAGTTGGATTGGATTGG 279

Ad09A11912 Aradu.A09 11912 p2 (TA)9 18 65383205 65383222 GATTTTATAATCATGTCTCCAAAAGTT TCCATTTGTCTTCTCCTCACG 254

Ad09A11915 Aradu.A09 11915 c (TA)6atgtg(ATA)532 65392607 65392638 TCCCATCTGTAAACACCCCT CAAGGTTAGGGACTTACAAAACA 269

Ad09A11916 Aradu.A09 11916 p3 (TTA)6 18 65392828 65392845 TGTTTTGTAAGTCCCTAACCTTG TGGCAACAATTTAGCCTGTTA 175

Ad09A11920 Aradu.A09 11920 p3 (TTA)12 36 65418052 65418087 ACACGTTTTCCCTTTCAACG GACCTCGCCCACGATAATAA 181

Ad09A11922 Aradu.A09 11922 p2 (TG)7 14 65439217 65439230 GGTAATGTCGGGAGCAGGTA GAAAATCACAAGTCAAGAAGCG 147

Ad09A11925 Aradu.A09 11925 p3 (TTA)20 60 65442488 65442547 TGAAGATATACACGAGAAAATAAAAGG GGATTCAAGCATAACAAGTAATAAAA 280

Ad09A11926 Aradu.A09 11926 p3 (ACA)8 24 65447554 65447577 TTGGACACCATATGAAGGCA AGCACAATGTCGTCGTTTGA 224

Ad09A11930 Aradu.A09 11930 p2 (GT)6 12 65472985 65472996 CCTTGGTTGCCATAAGTGGT ATGGCCGAACCTAACCCTAC 253

Ad09A11931 Aradu.A09 11931 p2 (CT)7 14 65497441 65497454 AAAACCACCTAACTACTTTTCTCTCTC GGGTTCGAATTTTAAGATGAAGA 280
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Ad09A11932 Aradu.A09 11932 p2 (CT)6 12 65500527 65500538 CACACCTAAAAGGAGCAGGG TTGGGAGGGAAAAGTGTTTG 247

Ad09A11934 Aradu.A09 11934 p2 (AT)7 14 65508221 65508234 TTCCATCTGCACCACTCTGA TTGATGTTTCCCTTGCCTTT 250

Ad09A11935 Aradu.A09 11935 p2 (AG)17 34 65522766 65522799 TATTTTGGGGAAGTGCCTTG AAACCCTAATGAGAGGTTGGAA 179

Ad09A11936 Aradu.A09 11936 p3 (ACA)5 15 65524806 65524820 TGACTTAGCCGAATCCAACC GTATTGTTGAGGGGGTGGTG 211

Ad09A11940 Aradu.A09 11940 p2 (AG)6 12 65544674 65544685 AAGACCAAGGGTTGAAGGGT TCAAGGAATGGTTGAGAATTGA 160

Ad09A11942 Aradu.A09 11942 p2 (TG)12 24 65554496 65554519 CTCCCCTCACTGCTCTCTTG TTATCCGCTCATCAACCACA 253

Ad09A11943 Aradu.A09 11943 p3 (TCT)7 21 65561778 65561798 CCCATCACCTCTTCACCACT CTAGAGGTTTCTCCGGCCTT 268

Ad09A11944 Aradu.A09 11944 c (A)10gaaaaagagagagg(GA)738 65573364 65573401 TATTTTGTGCCACTGCTTGC CAGTATATTATTGCATTGGGCG 243

Ad09A11947 Aradu.A09 11947 c (CT)7cactttctcg(CT)636 65581398 65581433 CATTGAGATTTTAGGTTATTCTCCTTT GGAGGGAGAAAGAGGGAGAG 264

Ad09A11948 Aradu.A09 11948 p2 (TC)6 12 65581709 65581720 TGTCTTCCTCTCTCTCCCCC AGAAAAAGAAAGGGGATGGG 153

Ad09A11949 Aradu.A09 11949 p2 (CT)6 12 65581896 65581907 TCTCTCCTTCTCCCCTCTCC GGGGAAGAAAGAGCACAAGA 217

Ad09A11950 Aradu.A09 11950 c (GA)6agaagaaagagagaatggaaggagagagagaaacaaaaggggagagagagggaaaaaagggtgg(GA)688 65582309 65582396 GGAGATACAAAAAGAGAAGGTGGA TTTTTCTCCTCTCTCCCTTGC 191

Ad09A11953 Aradu.A09 11953 p3 (TAA)5 15 65588595 65588609 AATGAGTTAGGGTGGCAAGC CGGGACGATTTTGATTTTGA 252

Ad09A11954 Aradu.A09 11954 p2 (GA)7 14 65590443 65590456 TACCCTTTGTGATTGGGTGC CCCTCTTCTTCATTGGGATG 250

Ad09A11961 Aradu.A09 11961 p2 (TC)6 12 65663427 65663438 TTCTTATCCTTTTCAAAACCACC AAGAGGGGAGAGGGTTCAAA 213

Ad09A11968 Aradu.A09 11968 p5 (AAGAT)5 25 65705898 65705922 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 192

Ad09A11969 Aradu.A09 11969 p5 (AAGAT)5 25 65716153 65716177 AACACGACCCAAATCCAGAG CCTGCAAGGGACTCTAATGC 243

Ad09A11970 Aradu.A09 11970 p3 (AAG)5 15 65728692 65728706 ACCCAATTGGATGAAGATCG TAGAGGGAAGCGACGGTAAA 262

Ad09A11972 Aradu.A09 11972 p3 (TAG)5 15 65739770 65739784 CCCAAAACACAGGTTGTTGA AACAAAAAGTATTGCCACCACA 271

Ad09A11974 Aradu.A09 11974 p2 (AG)9 18 65787147 65787164 GCAAAACAAGAAGAAACTTGAGAA GTTACGCGTGCCAGAAAAA 272

Ad09A11981 Aradu.A09 11981 p3 (AGA)6 18 65833685 65833702 ACTCGGAGGTGGAAGCTTTT CGAAACACCATCTCTCCCTC 203

Ad09A11984 Aradu.A09 11984 p3 (TTC)5 15 65850226 65850240 TGAGTCTTCGGACCCTCATT CAAGGTTCCCATAAAACCCA 257

Ad09A11985 Aradu.A09 11985 p2 (GC)6 12 65862315 65862326 AAATAGAGCACCAACCACGC AAATGCATGGAAGGTGGAAC 127

Ad09A11989 Aradu.A09 11989 p3 (AAG)23 69 65949768 65949836 GCTTTTGTCTTCCCTTTCCC AACCACAACCCCCTCTTCTT 266

Ad09A11991 Aradu.A09 11991 p2 (AT)6 12 65952744 65952755 ACGCAAAGCTCTTCTCAAGC CACAAGGGATAAGGGTGAGC 226

Ad09A11995 Aradu.A09 11995 p3 (AAT)5 15 65979937 65979951 CTCGCACAACTAACCAGCAA AGCACAACATCTTCACACGC 249

Ad09A11998 Aradu.A09 11998 p2 (AG)7 14 66068972 66068985 AGGGAGTGGTGGAATCCTCT TGGGTTTATCAACCACCTAACT 268

Ad09A12001 Aradu.A09 12001 p3 (AAG)10 30 66129667 66129696 TAGAATATTGCTCGCCCTCG AATAGCCGAACCAACTCCCT 189

Ad09A12003 Aradu.A09 12003 p3 (AAT)5 15 66142635 66142649 TAAGGGTCGATCCCACAGAG TTGCCATGGAAAGGAATAGG 254

Ad09A12005 Aradu.A09 12005 p3 (TTC)6 18 66153643 66153660 TTGGCCGAAACCTACACTTC GCTTTTGTCTTCCCTTTCCC 195

Ad09A12006 Aradu.A09 12006 p2 (AT)8 16 66155168 66155183 TGAAGCAAGAAAAAGCAGTGAA GCCTTTTGGTTTTAAGGGCT 114

Ad09A12007 Aradu.A09 12007 c* (AAT)8(AATA)10*61 66164647 66164707 TAAGTGTGCGAAATGTGGGA AACATTGGGGAGTTTTTGTCC 221

Ad09A12008 Aradu.A09 12008 p3 (GGT)5 15 66183416 66183430 GGGAAGATTTTGCTAAACGC CCGAATGGGAATTTGTTGAG 259

Ad09A12011 Aradu.A09 12011 p3 (AAT)5 15 66263078 66263092 TCGCACAACTAACCAGCAAG TGAAATTCCCACCGATGATT 223
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Ad09A12013 Aradu.A09 12013 p4 (AACT)5 20 66267419 66267438 GTGTGGGGAAGTTGGATTTG TTCACCACTTACTTTGGGGC 240

Ad09A12014 Aradu.A09 12014 p3 (TTC)6 18 66274060 66274077 AAATCTTTCCCACCCAAACC GCTTTTGTCTTCCCTTTCCC 223

Ad09A12017 Aradu.A09 12017 p2 (CT)9 18 66312249 66312266 ACCGAAACCAACACAAAACC ATCAAGCTAAGAGCGAAGCG 264

Ad09A12018 Aradu.A09 12018 p2 (AT)6 12 66312581 66312592 TTCCTTTGGAATGCGCTACT CCAAAGAGGAAACTTTTGGC 277

Ad09A12022 Aradu.A09 12022 c (AT)7taatctaatc(T)1034 66334228 66334261 TGTGCTCAGGAGATCAGGTG CCCTTTACAACAACCCCAGA 163

Ad09A12027 Aradu.A09 12027 p4 (TTCT)5 20 66344381 66344400 GTGTGGAAGAGGTGAAGGGA GTTGAAGGCAACGGAAACAC 181

Ad09A12030 Aradu.A09 12030 c (AGG)7agaggaggaggagaaggagnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnacacaaatttaaaaga(AGG)7139 66352169 66352307 TTGTTGGTGATGACGATAACA TTCTCCTACTCCTCCTTCTCCA 202

Ad09A12031 Aradu.A09 12031 p3 (TTG)5 15 66359924 66359938 TTCCACTCATGTCATTGAAATCT AACCTAAATTGCAAAGTTTGTTAAA 169

Ad09A12032 Aradu.A09 12032 p3 (AAT)8 24 66365539 66365562 GCCGGATTGGTAGTTCACTC CCAACCAAAGAGCTCAATCC 244

Ad09A12033 Aradu.A09 12033 p3 (ATC)6 18 66390322 66390339 CCCAGCAGTAGAAGTCGGAG TTCCCTTATTTGCCTGGACA 139

Ad09A12034 Aradu.A09 12034 p2 (GT)7 14 66432623 66432636 GATTTCGGTGGCTAGGTCAA TGCTGTTTTGGAAAATGAAGAA 246

Ad09A12035 Aradu.A09 12035 p3 (TCT)6 18 66436932 66436949 CCAAAGCCTGAGATCGAGAC AGGAGGACGGTGATTCTTCA 254

Ad09A12036 Aradu.A09 12036 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcaccctcgagcaaaagaagaaaagaat(AGA)588 66445516 66445603 GGGCTCTCTTGATGTGCAGT CCAAACCTCTCTCCCTCTCC 268

Ad09A12037 Aradu.A09 12037 p3 (TCT)5 15 66454553 66454567 ATACATCGCCCTCTCCCTCT TTAGAATGTTGCTCGCCCTC 176

Ad09A12038 Aradu.A09 12038 p3 (TGA)5 15 66459438 66459452 TCAATGTACATCCACATACACCA ATGCGGAAGACAAGGATGAT 267

Ad09A12043 Aradu.A09 12043 c (T)10gcgttttttttatatgtttctttgtcattcttattcctttattgttgttactattgctata(T)1081 66484377 66484457 TTGAAATGGATTTCGGTACAAA TGTTACAAAATCATCAGAAGAAAAA 254

Ad09A12047 Aradu.A09 12047 p2 (GA)8 16 66506427 66506442 CGGCATGAATTCCTATTTCC TCTCTCCTCCACTTCCGTGT 263

Ad09A12048 Aradu.A09 12048 p5 (AAATA)5 25 66527171 66527195 TCCATGTTGGAGTAAAGGGG CCTAACCATTTTCTCTCTCCTCA 210

Ad09A12049 Aradu.A09 12049 p2 (TA)10 20 66532388 66532407 TCCTCTGCTAAAATGTTGAGGTC AAATTGCATCAAACCACTTTTT 197

Ad09A12051 Aradu.A09 12051 c (A)10tacacacat(AC)8at(AG)751 66555192 66555242 ACTGCCAACCCTCCCTAGTT CCGTCTCTCTTCTCCACGAC 151

Ad09A12052 Aradu.A09 12052 p2 (AG)6 12 66576621 66576632 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 206

Ad09A12053 Aradu.A09 12053 p3 (AAG)5 15 66588128 66588142 ACACAACTGTGAGGATGGCA TTTCTTAACTTTTTCAAAACCACC 278

Ad09A12055 Aradu.A09 12055 p3 (GAT)5 15 66613724 66613738 ATCCTCGATTTGTGGCTTTG AGCGACACTCCGAAAAAGAA 176

Ad09A12056 Aradu.A09 12056 p3 (AAG)6 18 66628762 66628779 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 184

Ad09A12060 Aradu.A09 12060 c (AG)10aa(AG)17 56 66692583 66692638 TGGAGGATCCATTTTAGCCA CCTACTTTGCCAGGTTTCCA 243

Ad09A12061 Aradu.A09 12061 p4 (TTTA)5 20 66693009 66693028 TTCTTGGCCAGAGACGAGAT TTCTTTTCTTTTATATTGGACACAAA 275

Ad09A12063 Aradu.A09 12063 p3 (AAG)13 39 66699882 66699920 TCCAAATCAGAATCACCAAGC GTTGAACTCGCTCTCCTTGC 204

Ad09A12070 Aradu.A09 12070 p5 (AAAAT)5 25 66751893 66751917 CAGACTCATAGCCAAAGGGG CAAATCTTTTTCAAATCTTTTCTCTT 127

Ad09A12071 Aradu.A09 12071 c (A)10gagaaaaagagaaaaagaaataaaaaaaacaagaaaatgagag(A)1063 66766738 66766800 AAGTTGGCCACTTTCCTTTG TGAAAAGGAAGCAAGAAGGC 244

Ad09A12072 Aradu.A09 12072 p2 (TA)6 12 66769222 66769233 GGTTCCAATCTAGGGTGGCT GGGTATAAGCATTCAACAGTCAGA 226

Ad09A12073 Aradu.A09 12073 p2 (AT)6 12 66771350 66771361 GTTCCAAGCCAAGGAGTGAA TGGATTCTAGCTTGTTTCCATTG 233

Ad09A12074 Aradu.A09 12074 p3 (AGA)6 18 66808748 66808765 GTTTTGCGGTGGTTTTTGAC GCTATTTGAATTGCAGGGGT 205

Ad09A12077 Aradu.A09 12077 c (T)10gttttcgtttttctaaaaataaattttc(A)1048 66848385 66848432 TTTGGACAACTGACGGTTCA GAACACATGCATGAATTTTCG 277

Ad09A12078 Aradu.A09 12078 p2 (AG)6 12 66881704 66881715 TGGGAGTGGAGCAGAATCAT CAATTGGGCAACACAAATCA 245
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Ad09A12089 Aradu.A09 12089 p2 (CT)8 16 66918587 66918602 AAGCCAATTAGGCAACACAAA GTTGGGAGTGGAGCAGAATC 253

Ad09A12092 Aradu.A09 12092 p2 (CT)6 12 66923340 66923351 ATTCGAACCACACCCTTCAC TTAAGGATCTTGGTGGTGCC 262

Ad09A12093 Aradu.A09 12093 p2 (TA)8 16 66932374 66932389 GCGACAGGCTTAGGCAATAC TGCTGTCATGTACGGCATTT 225

Ad09A12094 Aradu.A09 12094 p3 (AGA)5 15 66937086 66937100 TTCATGCATGGGACACTCAT ATTAGCAAACGATGCGATCC 221

Ad09A12097 Aradu.A09 12097 p2 (TA)11 22 66943389 66943410 CCGTATCACATTTTTGCACG GGCCAAGAAATGGAAGTGAA 185

Ad09A12102 Aradu.A09 12102 c (AT)14gtatgta(TG)749 66992899 66992947 GAACCGCGGCTAGATTCTTA CAATTGGTCGATCCCTCAGT 106

Ad09A12104 Aradu.A09 12104 p3 (AGA)5 15 67025110 67025124 AGGTTTCTCTGGCCTTGGAT TCACTTGACCGAACCCTACC 258

Ad09A12109 Aradu.A09 12109 c (CT)6t(TC)8tt(TC)643 67040468 67040510 TCAAGGCCCAATACACAATTC GCTCTGTGTGGTAGAGTGTTGAA 235

Ad09A12110 Aradu.A09 12110 p2 (GA)6 12 67046464 67046475 ATTAGGGTTGGGTTTGGGAG ACAATAAGGGCGTTTTGCAC 237

Ad09A12113 Aradu.A09 12113 p3 (TTC)6 18 67059854 67059871 CTATACCTTGGCCGAATCCA CCCATGACTCGGAGGTAGAA 220

Ad09A12114 Aradu.A09 12114 p2 (AT)7 14 67067407 67067420 CAGACTTGTTGGGTTGGCTT CTCTTCCGCTTCTCCATCAC 176

Ad09A12117 Aradu.A09 12117 p2 (AT)8 16 67098733 67098748 GATATAAGACCCCCGGGATG TTCAGAAGGCAGTGTCGATG 233

Ad09A12119 Aradu.A09 12119 p2 (TA)7 14 67133703 67133716 CACGATTTTGGTTCCTAACACA TCGAAAGAGTTTGGTTGTTTGA 133

Ad09A12120 Aradu.A09 12120 p2 (AT)9 18 67134526 67134543 TAGCTAAGAAGGACACGCGG TGCTCCATTTTCTGTGTTGAG 247

Ad09A12131 Aradu.A09 12131 p4 (AACT)5 20 67198690 67198709 AGGGGCAGCAATGCATAGTA TCATCCAACACCTCCAAACA 165

Ad09A12135 Aradu.A09 12135 p2 (AG)6 12 67229419 67229430 CAATTCAAATGCCGGAATAAA TTCTGGGTTGTTTCTGACCC 254

Ad09A12136 Aradu.A09 12136 p2 (AG)6 12 67238691 67238702 CAATTCAAATGCCGGAATAAA GACCGAGTTTTTGACCCAGA 239

Ad09A12143 Aradu.A09 12143 p3 (TTC)5 15 67284899 67284913 CCACCATCCAAATTCAAACC AGCAACGCTTTTACCACACC 252

Ad09A12144 Aradu.A09 12144 p3 (TTA)6 18 67287631 67287648 TCCCCAATTAGAGGTGTCCA TGTGGTGGCAATACTTTCACA 255

Ad09A12153 Aradu.A09 12153 p2 (AG)8 16 67359520 67359535 GAAACGTAAAACCTGGATTGAGA TTTACAGAATACGCCCCCAG 242

Ad09A12154 Aradu.A09 12154 c (T)10cttttccactttttctttttc(T)1041 67361989 67362029 GCGGTATTTTGTCCCCTTTT TGGTTGGGAAAAAGTGTGTG 240

Ad09A12159 Aradu.A09 12159 p2 (TA)7 14 67402656 67402669 AACCCTAACCCAGTAACCCG GCGGCTTCCTTACTCTCCTC 161

Ad09A12164 Aradu.A09 12164 p3 (TTC)5 15 67428971 67428985 CCCCTTTTCATTGGGTTAGG ATCCACCAAAACCCCAATTT 244

Ad09A12166 Aradu.A09 12166 p3 (AGA)6 18 67457666 67457683 TGCCATTGATGGTAGTGGAA CTTGGCCGAAACCTACACTC 149

Ad09A12167 Aradu.A09 12167 p3 (AAG)5 15 67475951 67475965 CTCCCAAGACTCAGAGGTGG ATAGCCAAATCCATCTCCCC 208

Ad09A12168 Aradu.A09 12168 p3 (ATT)5 15 67478442 67478456 GGACGTTGGCTTTGTGAAGT CAGGAACAGGGATAAAGGCA 196

Ad09A12173 Aradu.A09 12173 p2 (GA)8 16 67494145 67494160 AAAGGTTTGCTCGTCCTTGA AGTATCCCCACCTACCCCAC 277

Ad09A12175 Aradu.A09 12175 p2 (GA)6 12 67507615 67507626 AGAGAGGGAGAGAGGGTTCG TCACCTAACCACGTTTCCAC 159

Ad09A12179 Aradu.A09 12179 p3 (AGA)10 30 67573661 67573690 CTAGAGGTTTCTCCGGCCTT CCTATTCCCTCTCCCTCCAC 260

Ad09A12182 Aradu.A09 12182 p4 (ATAA)12 48 67603981 67604028 TAAAGCTGAGGTGGCAAGGT ACCACGTTTTCTGAGGGTTG 151

Ad09A12183 Aradu.A09 12183 p2 (TC)21 42 67684679 67684720 GCACAAAATCATTAGCACGC TGCTTGTCCTCAAGCAAAGA 266

Ad09A12184 Aradu.A09 12184 p4 (ATAA)6 24 67685364 67685387 TCTGTGATTTTTGAATGCATGA AGAGCCTTGGACCTTGCTTT 200

Ad09A12186 Aradu.A09 12186 p3 (TCT)6 18 67704344 67704361 AACACAACCCCCTCTTCCTT TATCTCCCATGACTCGGAGG 242

Ad09A12188 Aradu.A09 12188 p3 (AAG)6 18 67709773 67709790 ACCCAATTGGATGAAGATCG CTCCCCTCACACACTTTTCC 267
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Ad09A12189 Aradu.A09 12189 p2 (TA)7 14 67713424 67713437 ATGGTATGAGAACCGGAGGA TTAAGGATGTTTGGAAGGCG 229

Ad09A12191 Aradu.A09 12191 p2 (AG)10 20 67723531 67723550 ATTGAACGAAAGAGCCAGGA GAGAAACTGAGAAGGGTGCCT 213

Ad09A12193 Aradu.A09 12193 p4 (TATT)5 20 67731217 67731236 TCACATATGCATTGACCTTTCA GGAATTTGGGTGCCTACTCA 206

Ad09A12194 Aradu.A09 12194 p2 (CT)18 36 67736067 67736102 CCTGGAATTGAGAAGAAGCAA CGCGATCTGCAGAATTAACA 264

Ad09A12197 Aradu.A09 12197 p2 (AG)7 14 67753298 67753311 ACGCTGAAGATGATTTTGGG TTGAACCTGATGAAGAGTTGAAA 227

Ad09A12198 Aradu.A09 12198 p2 (TC)6 12 67770518 67770529 CAAAACCACCTAACCACCTTTC GGAGAAGAGAGGGTTCGAATTT 245

Ad09A12201 Aradu.A09 12201 p2 (GA)6 12 67791533 67791544 ATTAGGGTTGGTTTGGGAGG GAATAGGAAGGAAGGCTGGC 274

Ad09A12202 Aradu.A09 12202 p2 (AT)11 22 67807025 67807046 TTCATCTGCCATCTCCAGTG AAAAACACCACGGCTTGAAC 261

Ad09A12203 Aradu.A09 12203 p2 (CT)6 12 67822512 67822523 AAGAACCTGGGATTGAGAGTCA TTTTTGGGCTGTTTCTGACC 219

Ad09A12204 Aradu.A09 12204 p2 (TC)10 20 67826164 67826183 AATGGTGATAGAGCGGAGGA GTACGAAAAGCCCGATGAAG 249

Ad09A12205 Aradu.A09 12205 p3 (AGA)6 18 67830959 67830976 CCTTAGGTGCGATCAATGGT AAACCCACACCTCTCTCCCT 147

Ad09A12207 Aradu.A09 12207 p2 (AT)7 14 67840414 67840427 TTCCTTGGTGTTTTCTCTCCA TGATTTTTGAAAACATGACAACTAA 231

Ad09A12208 Aradu.A09 12208 p2 (TA)10 20 67847955 67847974 TTTTTGTCCATTTACTCCAAAGAA GAGAGGAACGATGGTGGAAG 176

Ad09A12209 Aradu.A09 12209 p3 (TAT)7 21 67854123 67854143 CCGATAAATCACCAATGGTTAAA CCTCAGATTCCGACAGCAAT 138

Ad09A12210 Aradu.A09 12210 p2 (TA)8 16 67857315 67857330 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 229

Ad09A12213 Aradu.A09 12213 p2 (AG)18 36 67885605 67885640 GAAGATTCGGAATGCAGGAA TCCAACCCTGGAATTTGTTC 233

Ad09A12219 Aradu.A09 12219 c (CT)7ccccccctccctccctctctct(CA)750 67951818 67951867 GGTGATGCTCCCTCAACAGT CCCTAACCCTAATTGACAAAAAGA 179

Ad09A12225 Aradu.A09 12225 p3 (TTC)5 15 67992925 67992939 GAACTTCCGGGTACTCTCCC TCAACAATTGCCATGAACAAA 140

Ad09A12227 Aradu.A09 12227 p4 (TTAA)6 24 68007317 68007340 TTTCCTTTTCGTTTCTTCCG GCAGAGAATTCCCAGTGAGG 153

Ad09A12229 Aradu.A09 12229 p4 (AATA)5 20 68019214 68019233 TTTGAATCAAGGGATGTTGATG ATTGATGCTCAGAGCCTTGG 164

Ad09A12230 Aradu.A09 12230 p2 (TA)6 12 68021435 68021446 ACTCCTGCGCAACTCTCTGT AGTGCTTGGTGGGAGACAAC 261

Ad09A12235 Aradu.A09 12235 p3 (TTA)5 15 68093284 68093298 GAAGGATTGGATGAAGGCAG GATCCCATGGAGATTGTTGG 227

Ad09A12236 Aradu.A09 12236 p3 (AGA)6 18 68098825 68098842 TAAAATATTGCTCGCCCTCG CCTTGGCCGAATACACACTT 137

Ad09A12237 Aradu.A09 12237 p3 (TCA)7 21 68113531 68113551 GTTCTTGTCCTTGCTCCTGC TCACATCTCAACCCTCCTCA 176

Ad09A12240 Aradu.A09 12240 p2 (AT)6 12 68134770 68134781 CCCAACACTTTTGCATTTCA TCAAATCAATTAGGGGGTGC 149

Ad09A12244 Aradu.A09 12244 p2 (AG)10 20 68170331 68170350 TGGTAGAGATTCTGGGCCAC CATTGAACCTGAGCTGAAGAAG 247

Ad09A12245 Aradu.A09 12245 p3 (AAT)5 15 68179359 68179373 TTTGTTGGGTCAAGGTATGAA AAATTTAGTTGTTGTGTTAATCGAAAA 248

Ad09A12249 Aradu.A09 12249 p3 (CTT)5 15 68189699 68189713 CGTGATAATATGCGCGTCAC GGAAGAGGAGGAGGAGAAGG 112

Ad09A12253 Aradu.A09 12253 p2 (AT)6 12 68219537 68219548 TCGAATCTGTGTTCTTCATTCTTC TGGGACAAGATTCAATCAAAGA 274

Ad09A12254 Aradu.A09 12254 p2 (AT)6 12 68220078 68220089 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAAAGTGGTTAGG 276

Ad09A12260 Aradu.A09 12260 p2 (TC)6 12 68327748 68327759 AGCCTTAAGTGTGGGGAGGT TCAAAATCTCACAGGTTGTGTGT 276

Ad09A12267 Aradu.A09 12267 p2 (GA)6 12 68349494 68349505 ATGGAAAAGGAAGGAGGGAA ACAGCTCAACCAAAATTGCC 178

Ad09A12269 Aradu.A09 12269 p3 (AAG)5 15 68373864 68373878 GCAATTTCAAACCTGCAACA GGGGGATGGTTCTAATGCTT 209

Ad09A12273 Aradu.A09 12273 p2 (CT)11 22 68438135 68438156 AGGCATTTTTCCCACATGAC AGCTCATCCAAATGGACCTG 274
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Ad09A12274 Aradu.A09 12274 p3 (ATT)7 21 68453282 68453302 TGTGCATTGCTTTTTGCATT GGAAGCATGCTCATGTGAAA 142

Ad09A12279 Aradu.A09 12279 p3 (AGA)8 24 68524985 68525008 GGAGGATGTGAGTGGCAAAG AATGCACAGAGAGTTGTGCG 280

Ad09A12280 Aradu.A09 12280 p3 (CAT)8 24 68546233 68546256 AACTCATCACGGGTGACCTC TTGAAGGCTCAGGTTCGAGT 205

Ad09A12283 Aradu.A09 12283 p3 (AGA)5 15 68605632 68605646 AAGGGGCAGTTATGGTTGTG ACAGCGTTGTAGCCGTTTCT 223

Ad09A12285 Aradu.A09 12285 p2 (AT)10 20 68606866 68606885 CTCTTTTGGCCACACCAATC TTCGATTCTTGGTGAATCCC 230

Ad09A12286 Aradu.A09 12286 p2 (AT)7 14 68607235 68607248 CCATTGTACGCATTGTACGC GAAAGGGGTGGAAATAATAATGC 109

Ad09A12293 Aradu.A09 12293 p2 (AT)8 16 68634450 68634465 CAAAATCCAGTGAGGGTTCAA GCCATGCAATGCAATTCTAA 269

Ad09A12294 Aradu.A09 12294 p2 (AT)7 14 68650671 68650684 GGAAGCATGCTCATGTGAAA GCTTTATTTTGCATTTGGGG 123

Ad09A12295 Aradu.A09 12295 p3 (TCT)6 18 68661544 68661561 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 183

Ad09A12297 Aradu.A09 12297 p3 (AGA)12 36 68712258 68712293 AGAAGTGGTCTTGATGCGCT GAAACCCAAACCTCTCTCCC 268

Ad09A12299 Aradu.A09 12299 p2 (CT)8 16 68763844 68763859 TCCCAATTTTTCTTTTCCCTC ATTTGCAACAATCCACATGC 278

Ad09A12300 Aradu.A09 12300 p3 (TCT)6 18 68768833 68768850 GATGGCAAAACCCAAAGCTA ACACCCACACATTGCTGAAG 253

Ad09A12303 Aradu.A09 12303 p3 (ACA)12 36 68794398 68794433 TGACAACACAAGGTTGGCAT TATTGTGGTGGTGGTGGTTG 276

Ad09A12305 Aradu.A09 12305 p2 (AT)6 12 68811807 68811818 TGATGTTGTGATGGATGCAA GCATTGCATTTTCTTTCGGT 232

Ad09A12308 Aradu.A09 12308 p3 (GAA)5 15 68820980 68820994 TTGATGTGGTGACAATGCTTC TGCTGCTTTTTCTTGCTTCA 183

Ad09A12309 Aradu.A09 12309 p2 (AG)8 16 68842276 68842291 ATGCGCACGCATAGATAGTG GAACCTAGAGAGAGGAGAGGGC 245

Ad09A12310 Aradu.A09 12310 p3 (AAT)5 15 68850646 68850660 TGCAGTGAGGTTTTGAATCG CAGGATTAGAAGAGCAATGCG 213

Ad09A12313 Aradu.A09 12313 p2 (AG)18 36 68896454 68896489 TGGTGCACTTGCTGGTTAAG TGGCTCACAAGTTCTGTTGC 263

Ad09A12314 Aradu.A09 12314 p2 (TG)11 22 68896656 68896677 AACCAGTTAGGACATCACCACA TTTATCCCAAATCCATTGCC 239

Ad09A12315 Aradu.A09 12315 c (GT)6ttgtgtgagtgtgtgcgc(GT)6gagtgaatgagt(GA)8gtgaatgagttta(AG)797 68896805 68896901 GAACCAGAATCAGTGGGGTG CTGGTTCACAAGTTTCGTCG 229

Ad09A12316 Aradu.A09 12316 c (TA)8tttttttattttttttatttttttatttttttctttttctctttttttc(T)1075 68899099 68899173 TGGGGTAATTTTGTCCCCTT TAAGTGTGGGGAAGAGTGGG 239

Ad09A12318 Aradu.A09 12318 p2 (AG)6 12 68902661 68902672 ATAAGCCAATTGGGCAACAG CATCCATTCAGAAGAGGGCT 275

Ad09A12319 Aradu.A09 12319 p3 (CTT)5 15 68906784 68906798 ATCTTGGAAGGAGGCTCGAT TCAGGCAACCACTCAACAAC 276

Ad09A12320 Aradu.A09 12320 p2 (AG)7 14 68908531 68908544 GCGAGTTAGAATGATTTGGACC CTAGAAAAGTGTGTGCGCGT 217

Ad09A12321 Aradu.A09 12321 p2 (AG)6 12 68911040 68911051 AAGAACCTGGGATTGAGAGTCA TTTGACCCAGTTTTTCAGCC 198

Ad09A12322 Aradu.A09 12322 p2 (GA)6 12 68911789 68911800 GGCAAATGTAAAACCATGCAA GCTTGATGAGAGAAGGCCAC 197

Ad09A12323 Aradu.A09 12323 p2 (CT)8 16 68920019 68920034 TTTTCAGATGCAGGTCGAGA AACAAGCTCCTAACTCAGCCC 270

Ad09A12326 Aradu.A09 12326 c (CT)7ccgcataacttgttcttttgatcctcttagaggtttatggagaggcaggattttgtttatctacatttgtgttttgg(AT)13(GT)29175 68949515 68949689 GACCCCTGAGGCGAAGTAGT CCCGTGAAGTCAAGACTGGT 275

Ad09A12327 Aradu.A09 12327 p2 (AG)6 12 68957431 68957442 TGCAGAAACTCGTCATGCTC ATAAGCCAATTGGGCAACAC 231

Ad09A12330 Aradu.A09 12330 p2 (GA)6 12 68972178 68972189 GTTTGGGAGGGAAATGGTTT CAGGATCCCTACCAACCTCA 187

Ad09A12333 Aradu.A09 12333 p2 (AT)9 18 69032201 69032218 TTTTTGTCCCCTTTCATTGC TGCTAACCAATTTTGAGCCC 269

Ad09A12343 Aradu.A09 12343 p3 (ATG)5 15 69102514 69102528 TCAAACACCTTTCACGACCA CTATTCTTGCTGAGTGGCCC 102

Ad09A12344 Aradu.A09 12344 c (A)22(CA)6 34 69102882 69102915 CAAACAACTGCTGCGACTGT ACCGCAATATCCGGTAGGTT 253

Ad09A12349 Aradu.A09 12349 p2 (AT)13 26 69113091 69113116 TACCTCGCATCGTAAAGCAA AGTCGGCTTAAACTCCGTGA 196
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Ad09A12350 Aradu.A09 12350 p3 (CGC)5 15 69114147 69114161 ATTGATCCGAAGAGATGCGA TGCGAATGGATAGTGGTTGA 260

Ad09A12352 Aradu.A09 12352 p4 (AAAT)8 32 69118187 69118218 GCACCAAAGGGAGATGAATG CAGTGAGCAATACATGAGGCA 235

Ad09A12357 Aradu.A09 12357 p2 (CT)6 12 69213583 69213594 AAGCCAATTGGGCAACATAC ACATTTCAACCCAGCTTTCG 280

Ad09A12359 Aradu.A09 12359 p2 (AG)21 42 69221801 69221842 AGTGGTGGCCTTGCATTTAC AGCCTTGGATCCTTGCTCTT 269

Ad09A12361 Aradu.A09 12361 p2 (AG)6 12 69266799 69266810 GCTGACGGAATTCAAAAACC CGAAGAAAAAGATGCTGAAAAA 278

Ad09A12365 Aradu.A09 12365 p2 (AT)11 22 69292554 69292575 CCACCCTCCTGTAGTCCAAA TCACAGAATGAAACGCAAAAA 218

Ad09A12368 Aradu.A09 12368 p4 (TAAT)5 20 69344070 69344089 TCGGCTCCCTTTCTTGAGTA AGCCCATTGGCCTAATTTTG 277

Ad09A12369 Aradu.A09 12369 p2 (TG)6 12 69344769 69344780 ATCATGGACCTCTTGATCGG CGCTCATCAACATACAACCC 254

Ad09A12370 Aradu.A09 12370 p3 (AGA)6 18 69367831 69367848 TTAGAATGTTGCTCGCCCTC TCTTTCTCACCCAAACCCAC 207

Ad09A12372 Aradu.A09 12372 p4 (CTAT)5 20 69405261 69405280 CAAGCTTGTGCTGCTTCTCTT ACACGTGTCTCAACCGAACA 277

Ad09A12373 Aradu.A09 12373 p4 (AAAT)6 24 69408807 69408830 GCACTTCCCAATTCTCATCC GAAATTTCACACAACAACCATACA 273

Ad09A12375 Aradu.A09 12375 p2 (AG)6 12 69435541 69435552 TAGATGCAGCAGAGTGGTGG AAATCTGAAATACCTCAAATTGCAT 255

Ad09A12376 Aradu.A09 12376 p2 (GC)6 12 69443114 69443125 CACAGGGTAGGCACCAGTTT TGCATTTTGCACTCCTGGTA 217

Ad09A12378 Aradu.A09 12378 p3 (GAT)5 15 69475188 69475202 GAGCAGGTTCAGGTTATCGC TTTGGATTAGATTCCGGACG 203

Ad09A12380 Aradu.A09 12380 p3 (AAG)5 15 69493123 69493137 AGTGGTCTTGATGGGCTTTG CCGAATACACCTCCTCCTCA 249

Ad09A12383 Aradu.A09 12383 p3 (GAT)5 15 69503291 69503305 ATGTTTGGACGGGACTCAAG TCAATCATCATCCTTCACTCAAA 278

Ad09A12384 Aradu.A09 12384 p3 (TTC)6 18 69518080 69518097 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 155

Ad09A12387 Aradu.A09 12387 p3 (AAG)5 15 69570308 69570322 TTCAGGCAACCATTCAACAA TCTTGACTTTCCCATGGAGG 256

Ad09A12389 Aradu.A09 12389 p5 (AAAAG)5 25 69583218 69583242 TGCATTGAGAAAAACAAAAGAAA CACTCACTTTGGGGCATTTT 129

Ad09A12392 Aradu.A09 12392 p3 (AGA)6 18 69638371 69638388 TGCCAATGATCAATCACACA ACGGTGGGGTCTTTGAATTT 230

Ad09A12394 Aradu.A09 12394 p3 (AAG)5 15 69645876 69645890 CAGCCCCATGTGGATAGTCT GAAGGAGGCTCGATGTCTTG 193

Ad09A12397 Aradu.A09 12397 p3 (AAG)5 15 69706795 69706809 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 271

Ad09A12398 Aradu.A09 12398 p2 (AT)12 24 69727548 69727571 AAACGTCCGCACTCATTACC TGGAAAAAGGACGAAGAACAA 256

Ad09A12399 Aradu.A09 12399 p3 (TTC)6 18 69734208 69734225 CCACACACTTCTCCCTTTCC AGTGGTCTTGATGGGCTTTG 240

Ad09A12401 Aradu.A09 12401 p3 (GAA)5 15 69753802 69753816 ACCCACGAAAGTTGAAAACG GGAAGGAGTTGGCAGAGTTG 262

Ad09A12403 Aradu.A09 12403 p3 (CTT)5 15 69802263 69802277 TACACCCACCTCAGCATCAA AAGAGCGTAGCGTGAAGGAG 203

Ad09A12405 Aradu.A09 12405 p4 (TAAA)5 20 69828271 69828290 GAATCCAAACACAAGGGGAA TTCGAAAATTCCTCACCCTTT 230

Ad09A12407 Aradu.A09 12407 p3 (TTA)6 18 69829485 69829502 TGAACATGCAATTGTCACCA GCTGTTGCATGCCTGATTTA 262

Ad09A12408 Aradu.A09 12408 p2 (TA)7 14 69834420 69834433 GGTTGACTTGGAGAAACAGGA GAGCCTTGAGAGAAAAGGGG 242

Ad09A12409 Aradu.A09 12409 p2 (GA)6 12 69845148 69845159 GAATTCGGCCAAGAGGGTAT CACGCCTAAAAGGAGCAGAG 279

Ad09A12416 Aradu.A09 12416 p2 (TC)6 12 69916274 69916285 TCACACCACTTCCAATAATAATACA ATAATCTCCCATCTCCCAATTAT 254

Ad09A12419 Aradu.A09 12419 c (T)10gtctgaaacataacatatcaatgcacatggattttcaat(TA)865 69938236 69938300 TCACATGTGCATCGATCTTT GAAACTGTGGGAACATGGGT 251

Ad09A12422 Aradu.A09 12422 p3 (TTC)6 18 69967433 69967450 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ad09A12424 Aradu.A09 12424 p6 (AAAAAT)5 30 69973647 69973676 GCCTCCATCTTCGTTTCAAG ACAGGAAGCTCAGCGAGAAG 169
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Ad09A12425 Aradu.A09 12425 c (TA)7tgtatatata(TG)15ta(TG)1076 69981206 69981281 TCCAGCATCTGCAATATAGTGTT TGGAACTTCCTCCCATAACAA 280

Ad09A12427 Aradu.A09 12427 c* (ACAT)6(AT)10* 42 69992508 69992549 GATGCTTCGTGGGGAATATG GCGCCAGTACGCATTTTTAG 258

Ad09A12428 Aradu.A09 12428 p2 (TA)10 20 70006573 70006592 TGCGTTTAGTTACCGTGTGC GGCACTTCAATTCCACCAGT 277

Ad09A12430 Aradu.A09 12430 p2 (GA)6 12 70037080 70037091 GGAGGGGGTCCGAATTATTA CCACTTTTTCACTCCCAATTTT 140

Ad09A12432 Aradu.A09 12432 c (A)10tttgaattttgaaaaataagataagataagataaaaattttaaaatctaa(T)1070 70047695 70047764 CATAGCCAAAGGGGTGAGAG CCTAACGTCAAAATGGTGCC 237

Ad09A12436 Aradu.A09 12436 p2 (CT)6 12 70143590 70143601 ACACGTTTTGCCTCCTCATT CGGAAAAGCACACCAAACTT 118

Ad09A12443 Aradu.A09 12443 c (AT)7cttttctaaccaattttaaaactacattttcgaaatttttaatataaaattcagatttcaatttcaaaa(T)1194 70193569 70193662 CTTGGTGTTTTCCCTCCAAA GAAGTGGAATAAATAAAAACGGAA 276

Ad09A12444 Aradu.A09 12444 p2 (GT)6 12 70209288 70209299 AGAGAGAGTCCGAAGACCCC ATCAAGGCCACAAGAAGCAT 206

Ad09A12448 Aradu.A09 12448 p2 (AT)11 22 70238383 70238404 GACCTGTAAAGCAAATGCCG GATGCGAAGCACTGCACTAA 242

Ad09A12450 Aradu.A09 12450 p4 (TTTA)5 20 70255306 70255325 ACATCGCAGAATTAGCCAGG CACAATGTTTGCCCAAGAGA 208

Ad09A12452 Aradu.A09 12452 p3 (TAA)5 15 70256639 70256653 TGCTCAAATTAATCGGCTACG GCACTGAAAATATAAAAATTAAAAGCG 277

Ad09A12453 Aradu.A09 12453 c (CT)17(AT)9 52 70257098 70257149 TTGCATTTTGCTTGAAGTGC ACCAGGAGTCCCAACATAGC 218

Ad09A12454 Aradu.A09 12454 p2 (TA)8 16 70258034 70258049 ACACCCTACCACACAGAGCC TTACGTTGGGGACCAAAATC 254

Ad09A12455 Aradu.A09 12455 p4 (TCCC)5 20 70258318 70258337 AAAATGGTCCCCAAGGTTTC TTGTTGTTGCTGTTCTTCCG 212

Ad09A12458 Aradu.A09 12458 p2 (AG)7 14 70267058 70267071 CATGGGTTGTGTTGTTGCTC AATTTGAAGCGCAAACCATC 255

Ad09A12460 Aradu.A09 12460 p3 (GAA)6 18 70268293 70268310 CCAAAAACATATGCTACAACACG GTCGCTTCTTCTTTTTCCCC 249

Ad09A12461 Aradu.A09 12461 p2 (TA)6 12 70269345 70269356 TTTGTCGCAACGTTGTTTTT CATGGCACTCCCTGCTTAAT 160

Ad09A12462 Aradu.A09 12462 p2 (AT)6 12 70270399 70270410 TGCAATTGACACCAAACTTAAAA GCTGGCCATCAAGCTTTAGA 211

Ad09A12464 Aradu.A09 12464 p2 (TA)6 12 70270913 70270924 AAACACGTTGATGTGCCAAT CGACGAATGAATCAAAGCAA 222

Ad09A12465 Aradu.A09 12465 c (A)10cattattaggagtggtattcattcttcagttgttatatttttattaaagcaagtattttatgtgcacacaaaaaattaattaataatcaaccatcgc(A)11118 70271873 70271990 TCAAATTCAATGTGTGAGCGA AAAAACTCACCGAATCAAGAAA 201

Ad09A12467 Aradu.A09 12467 p4 (TAAA)6 24 70299827 70299850 CTCCAAACAGAAGGGTGAGG TTCGAAAATATCTCCTTCTTTTTCA 242

Ad09A12468 Aradu.A09 12468 c (A)10caagcaacaaatcag(A)1035 70304438 70304472 TGCAATTGACACCAAACTTAAAA GGCTGGCCATCAATCTTTAG 214

Ad09A12469 Aradu.A09 12469 p5 (AATAA)7 35 70329280 70329314 GGGTTAGCATATGACCCCAG CCTAACCAATTTCTCTCTCCTCA 269

Ad09A12471 Aradu.A09 12471 p3 (ATC)8 24 70335738 70335761 ATGGTGGAGGCTGAAGATGT ATGGATGGGGATAATATGCG 187

Ad09A12474 Aradu.A09 12474 c (A)11ccaaaaacaaacccaacttaaagataaactaaaccacctcgtattggaattggatcaagcactcaagtgtccctgaac(A)10gcactcaagtttcaagacccaaaaggaaaaaggaaaattgaaataaaattggattaaataagagtttggtcttataaaagtgtctgaa(T)12199 70346818 70347016 GTGAACCAAAAACAAACCCC CCCTAAACAGAGAATGAAGCA 259

Ad09A12475 Aradu.A09 12475 p4 (ATAA)6 24 70347262 70347285 TGCTTCATTCTCTGTTTAGGG GGACCATGTTTCTCTTGCACT 279

Ad09A12477 Aradu.A09 12477 p3 (TTC)5 15 70350846 70350860 TTACCGACAATTTTCCTCCG TCCGGTAAAGTCCCTTGTTG 131

Ad09A12481 Aradu.A09 12481 p3 (TAT)18 54 70358684 70358737 TCCAATTTTCCCACTTTTCAA AATGGAGGATGTGCCGAATA 207

Ad09A12483 Aradu.A09 12483 p2 (AT)6 12 70363977 70363988 AAACCTAACTCAGTAAGAATTTTCCA AATGGACGTGTGCAAACAAA 143

Ad09A12485 Aradu.A09 12485 p2 (AC)7 14 70369343 70369356 TTGTAATGGGGCCAAGGTAA GCAAAAGTGGAAATTTTGGG 154

Ad09A12486 Aradu.A09 12486 p3 (TAT)19 57 70369512 70369568 GGGTAATTTTGCCCCCTTAT TGGGAACTTGGGTTGATAGG 236

Ad09A12488 Aradu.A09 12488 p3 (TCT)15 45 70392153 70392197 TGGATAAAGTCAATCACCATCC GAATTGGGCAGAGGTGACAT 240

Ad09A12490 Aradu.A09 12490 p3 (AGA)6 18 70400071 70400088 GCTTTTGTCTTCCCTTTCCC CACACAACTCAACCCCCTCT 222

Ad09A12491 Aradu.A09 12491 c (A)10tttcgaaaata(T)1031 70404806 70404836 CTGAAATGCAGTCCCCCTAA AAGTGAGCACATTTGCGAAG 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A12503 Aradu.A09 12503 p6 (TTTTTA)6 36 70461112 70461147 CCTAACCACTTTCTCTCTCCTCA CTGGGCTGTTCATTTCCACT 214

Ad09A12509 Aradu.A09 12509 p3 (CTT)5 15 70502631 70502645 GGGCATGATAGGTTGTGCTT AACCCCAGTGGACAAGACAG 265

Ad09A12512 Aradu.A09 12512 p2 (TC)6 12 70525519 70525530 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 252

Ad09A12516 Aradu.A09 12516 p2 (TA)8 16 70563342 70563357 TTGAGCCTTTTAACCCCCTT TCAATGCACATGGATTTTCC 234

Ad09A12517 Aradu.A09 12517 p2 (CT)6 12 70564775 70564786 AAAGACTAATGTTGGATTGTTGG AATGCAACAAAGCAAAGGCT 252

Ad09A12538 Aradu.A09 12538 p2 (AT)8 16 70696473 70696488 TGGGTTTGGCAATATTTGGT CACCACTTACTTTGGGGCAT 219

Ad09A12539 Aradu.A09 12539 p2 (TA)7 14 70700691 70700704 TCGTTGGGGGAAATTTTACA CCTTTGCTTTACGACGTGAG 274

Ad09A12541 Aradu.A09 12541 p2 (GT)6 12 70704077 70704088 AAAAAGATTGAATAAAGTTCCACATT TTGCCATTGCCATTAAGATG 212

Ad09A12543 Aradu.A09 12543 p2 (TC)6 12 70737798 70737809 AATGTCTGGTGCAATTTTCAA CGGTTCTGTTCACAAGTATCTTT 218

Ad09A12553 Aradu.A09 12553 p4 (AAGA)6 24 70873816 70873839 CAAAATAAAAATATGAATGCAAAGTCA GGCCCTACACATTGTGGTTC 198

Ad09A12555 Aradu.A09 12555 p2 (TC)6 12 70876350 70876361 TAAGGGAGGTTGTGGGTTCA CGGGTAGGGTACGGGTTTAG 100

Ad09A12557 Aradu.A09 12557 p2 (AG)6 12 70880956 70880967 AAGCTCTCTACCGCAACGAA TACCAAGAACACCAAAGGGC 208

Ad09A12558 Aradu.A09 12558 p2 (TG)6 12 70891156 70891167 AAAAACAATGCCAAAAAGCG ACCTGTAGCTGAAAGGGGGT 222

Ad09A12561 Aradu.A09 12561 p3 (GAA)5 15 70905596 70905610 TCGTCCACTAAAGGAAACGG AGGATTTCATCGCCAGAATG 179

Ad09A12563 Aradu.A09 12563 c (AG)8acagagaat(A)1237 70915411 70915447 TCCAGAAGCGAAGCATTTTT CCGTTCCGGATTACACAGTT 109

Ad09A12564 Aradu.A09 12564 p3 (AAC)5 15 70919669 70919683 TGCCAAATCCTCTCAACACA CCACAGCGGATTAGGGTTTA 256

Ad09A12565 Aradu.A09 12565 p2 (AT)6 12 70924913 70924924 TGGTCATTATGTTGTTGCCA TGTCGTTTCATAGGGGAAATG 211

Ad09A12567 Aradu.A09 12567 p3 (ATT)6 18 70928172 70928189 AGATCGTTGTCCACAATGGC TCCGAATCACTAATGTCCCA 272

Ad09A12568 Aradu.A09 12568 p3 (ATT)6 18 70934469 70934486 GGCTCTAGTGCAAGTGGGAG TCCGAATGATTAATGTCCCAT 253

Ad09A12569 Aradu.A09 12569 c (CT)6tctttgcgagcatcaattgcgacggtggctgctagctccgtcagcgccgtctccttcctcctccctcttttcccttctccgtttttc(CT)6gtgttttcgtgg(GT)6135 70940154 70940288 CTGCTTCTTCTCAGCTCGGT CTCTAACCCAAAACCCCCAT 231

Ad09A12573 Aradu.A09 12573 p3 (AAG)6 18 70956911 70956928 CAGATCAAGCCATTTGAGCA GCAGGGATGCAACTTCCTTA 277

Ad09A12575 Aradu.A09 12575 p2 (TC)6 12 70968667 70968678 AGCACATTCGCCTCAGTTTT TCTTCATCCAACGAAGACCA 175

Ad09A12576 Aradu.A09 12576 p3 (TTC)6 18 70978845 70978862 CCCTACCCTCACTCTCTCCC TGAGGATCCATTTCCAGTTCA 255

Ad09A12577 Aradu.A09 12577 p2 (TA)13 26 70985092 70985117 TTAACGTGCCACATAGGCAT TGGCAGTGCTTGAAAAATCA 217

Ad09A12579 Aradu.A09 12579 p2 (AT)6 12 71007968 71007979 CTTTTTGTTTGTTTCTTATCTTTTTCA TGCTAAATTAGAGGTACTTTGTTCAGA 276

Ad09A12585 Aradu.A09 12585 p2 (GC)6 12 71140709 71140720 GCGTTAGCTTTGTGTGAACG ACAATCGGTCCATCCTTCAG 243

Ad09A12587 Aradu.A09 12587 p4 (TTTA)6 24 71149953 71149976 CACCTCTTTCCCATCAATCC AGGTTGCACGTTCGAGTCTT 160

Ad09A12590 Aradu.A09 12590 p4 (AATA)6 24 71191266 71191289 TGCTCAAAAACATTCCAATGAG TTGCTTCATCAAACAACCAAA 273

Ad09A12597 Aradu.A09 12597 c (ATG)5ggaatgatgatgataatga(AGG)549 71268528 71268576 TGATGTCATTTTCAATAGATTTTTGTG TCCTCCTTTTCCTTCTCCTTG 236

Ad09A12601 Aradu.A09 12601 p2 (AT)7 14 71272812 71272825 TGAAAATAATGCCCCTTCTGA TTATGGGACCACCCTCGTTA 275

Ad09A12603 Aradu.A09 12603 p2 (TA)6 12 71280331 71280342 CATGTGCAAAATATGATGCGT TCAGGCTTCTCGACTAATACTCC 280

Ad09A12605 Aradu.A09 12605 p3 (AAG)7 21 71284746 71284766 TGACTCGGAGGTGGAAGATT CACAACACAACCCCCTCTTC 248

Ad09A12608 Aradu.A09 12608 p2 (TA)7 14 71313334 71313347 TGCAATGGGTCGATCTGTAA TGCTTCCTGCAGGTTAGGTT 238

Ad09A12609 Aradu.A09 12609 p3 (GAA)5 15 71341994 71342008 GCTTTTGTCTTCCCTTTCCC CGAACCTTAAACCCTCTCCC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A12610 Aradu.A09 12610 p2 (CT)6 12 71348574 71348585 AGATGATTCGCCTCCCTTTT ATTTCAGAACAGGAACCGGA 182

Ad09A12611 Aradu.A09 12611 p3 (AAT)9 27 71355761 71355787 TTTTATCTCCTATGCATTTGAATTT TCCTAATTGGGACTGTTTGTCA 213

Ad09A12612 Aradu.A09 12612 p2 (AC)7 14 71358631 71358644 ATCAGCAAACACCCCATCAC GACAGCAAAGCGGTAGGAAG 242

Ad09A12614 Aradu.A09 12614 p2 (CT)8 16 71362567 71362582 CACGGAACGTTTCCCTCTAA GGGATGTGTGACCTACCACC 222

Ad09A12615 Aradu.A09 12615 p2 (TC)8 16 71369104 71369119 TGGGTCACTTTACTCCCGAA AGAAGAAGCAGCGTGAGAGC 232

Ad09A12617 Aradu.A09 12617 p2 (CT)7 14 71394502 71394515 TTTCTGACCCAGTTTTTGGC TGAACCTGGGATTGAGAGTCA 211

Ad09A12618 Aradu.A09 12618 p2 (AT)13 26 71397410 71397435 TCCTTCTTCACATCTGATTGTGTT CGAAACCATACCGCTGTTTT 280

Ad09A12619 Aradu.A09 12619 p2 (GT)9 18 71401788 71401805 TGCTTCATTGTTCCCAGACA GCAATCTTCCGTCTATCTCAATG 234

Ad09A12625 Aradu.A09 12625 c (A)10gcattaaatatacaaattgagaggttctatacccgaaataaattt(A)1267 71424468 71424534 ACTCGCCTACTCGGTCACAC GCACATGCTTGTGATTGTGG 249

Ad09A12628 Aradu.A09 12628 p3 (TTG)5 15 71438011 71438025 CATTCCACTTGAAATTGGGG GAATCCGTTCCTCGTTCAAA 257

Ad09A12629 Aradu.A09 12629 c (ATT)5atcgaataataactaggcataacacattaattacgattattcaat(A)1171 71439912 71439982 TCATTGTCATGCAACGTGTTT GAATGCAAGCATTTATGTTATTTTTC 262

Ad09A12630 Aradu.A09 12630 c (A)11gcttttaa(T)1029 71440726 71440754 CCGTTTGCCTCCTAGATCAT TTTCGTTTTGCATGTATTCTGG 232

Ad09A12635 Aradu.A09 12635 p2 (TA)7 14 71487760 71487773 TGACAAAAAGGGCTAAACTGAA GAGAGGTAACCGTGTTAATATTGGA 216

Ad09A12637 Aradu.A09 12637 p3 (TCA)6 18 71504481 71504498 CTTGCGACAAAAGGTCAACA TTTCCAAACCTCTGAAAACTCTG 271

Ad09A12639 Aradu.A09 12639 p2 (CT)8 16 71521435 71521450 TTGCAGAGTTTTCAACAGCG ATTGGAAGGGGAGCTTCATT 231

Ad09A12640 Aradu.A09 12640 p2 (GT)7 14 71521744 71521757 CGGTGTCACCTCCTTCTCTC TTTTCTTTGGCAATTCGGTC 247

Ad09A12642 Aradu.A09 12642 p3 (ATT)5 15 71524359 71524373 AAAAATTTAGCCGTCGATGA TGTTCGAGATCAGAACAAAGTTTA 275

Ad09A12643 Aradu.A09 12643 p3 (TTA)5 15 71526869 71526883 TGTTTGTGGTATATTGTAGTGCGA AAAATAAATTGAATGTGAGAGGTTTTT 216

Ad09A12644 Aradu.A09 12644 c (A)11ttcttctattttttttcattca(T)1043 71534884 71534926 GGAGAAGTGCAAACATGGGT GAAAGAAAGAAAGTGAGAAGAAAGAAA 182

Ad09A12645 Aradu.A09 12645 p2 (CT)8 16 71536033 71536048 GTTTGCCACCCCTAATGAGA AACCCTCTCAAATCGGTTCA 247

Ad09A12656 Aradu.A09 12656 c (TTG)19(CTG)5 72 71576755 71576826 GTGGGTGGGACTAGGGTTTT CGATCCGGGTAAGGTCATAA 264

Ad09A12657 Aradu.A09 12657 p3 (AAG)5 15 71582267 71582281 CCCTTTAGTGACGATCGGTG ATGTAATCCTTCCCGCCTTT 117

Ad09A12658 Aradu.A09 12658 p2 (TA)6 12 71583624 71583635 CCAAGGTTAGAATCCGGAAG ATCCTCACTTGTCAATTTGGAGA 135

Ad09A12659 Aradu.A09 12659 p2 (TC)15 30 71586823 71586852 TCCGTCACTGTTCACAGCTC ATAGCGACGGCGACTAAGTG 240

Ad09A12661 Aradu.A09 12661 p3 (ATC)5 15 71589346 71589360 CGGAAGGTCAATAAAGCGTC GAGGTTGTGAAGCGGAGAAT 197

Ad09A12662 Aradu.A09 12662 p3 (TAT)10 30 71590122 71590151 TCATTTCTAATCATTCAACATCCAA TTGGTTTCCTTAAGGCTTCG 273

Ad09A12663 Aradu.A09 12663 p2 (AT)8 16 71590336 71590351 CATACACGATTCGATTCCGA TCAATTCCTTCGCTCCATTC 232

Ad09A12666 Aradu.A09 12666 p2 (TC)8 16 71600152 71600167 TTTGGACAACTGACGGTTCA GTTTGGAAGCCTCAGTCCAA 248

Ad09A12667 Aradu.A09 12667 p2 (TA)11 22 71601846 71601867 TTGATCATCTGGACTGCTGC TCTGTTGGTGAACAGGTGGA 180

Ad09A12668 Aradu.A09 12668 p3 (CAT)5 15 71605387 71605401 CATCTTGTAACGGAAGGTCAA GAGGTTGTGAAGCGGAGAAT 206

Ad09A12669 Aradu.A09 12669 c (CA)8atcttttcaattctagaatgcaagtcgtacgtatgcatgatttg(T)1070 71605507 71605576 ACGAGGGTGACCACAGTGAC GAACGAACTTGGGTGTTGGT 230

Ad09A12675 Aradu.A09 12675 p2 (TA)6 12 71674485 71674496 TGTTAGAGACTTAAAAAGGACGACTT TGGGTTTGGAAGAAAACACC 216

Ad09A12676 Aradu.A09 12676 p2 (CT)6 12 71680420 71680431 CCACCGGATACATAAATGCC TCCTGGTCTAAGCGGCTAAA 230

Ad09A12682 Aradu.A09 12682 c (T)12caaaaaatgcgggaatggatttattcctttagggaagaaactggtttttttgttggcctttaatatccagtcaacccttttttc(T)11107 71753416 71753522 TTAGAATGTTGCTCGCCCTC CCTAAATTGGTGCAGGGATG 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A12685 Aradu.A09 12685 p3 (TCT)6 18 71760208 71760225 GCCAACATTGAGGTTTGGTT CATTCAAGCCTTAAAAAGCTCC 180

Ad09A12686 Aradu.A09 12686 p2 (GT)6 12 71769381 71769392 TCACAAGGAACACATAGCCG CGGGCTAAAAACGCTAACAG 218

Ad09A12687 Aradu.A09 12687 p3 (TCT)6 18 71770516 71770533 AAAGTGAGGGAGTGTGGGGT TTCTGCAGATTGAATTGACATTTT 253

Ad09A12688 Aradu.A09 12688 p2 (AG)6 12 71776631 71776642 TGTTGGGGAAGAGTAGGTGG GGCACTCAAAGGGGTGTTTA 224

Ad09A12690 Aradu.A09 12690 p2 (CT)15 30 71797137 71797166 GTTTTCAGAAACCTGGTGGC ACATCACCAGCATAATGGCA 276

Ad09A12693 Aradu.A09 12693 p3 (CCT)5 15 71804421 71804435 TTTCCGAGTTGTCTTCTCCG GGGATGGAAGAGAAGAGGCT 247

Ad09A12695 Aradu.A09 12695 p3 (TCT)5 15 71832359 71832373 TCCTTTCAATTCAATTCCCAA GATTGGATGCTCATTGGACA 270

Ad09A12696 Aradu.A09 12696 p3 (AGA)5 15 71868892 71868906 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad09A12697 Aradu.A09 12697 p3 (TTA)6 18 71877564 71877581 ATTGCAGCTCCAAGGAGAAA CCCATCACTACCAAGTGCAA 175

Ad09A12699 Aradu.A09 12699 p3 (TAT)17 51 71883465 71883515 TGTGTTTAAACTGGAATCCAAGA GTCAGACAAGCCATTCATGC 242

Ad09A12701 Aradu.A09 12701 p2 (TA)7 14 71886488 71886501 CATTCTCCAATGATTCCTAATGA TTCACCACCATTATCCATTTG 277

Ad09A12705 Aradu.A09 12705 p2 (TA)8 16 71902019 71902034 TTTTTCTGTTCAATCGTGTGTCTT TGCACATCAAATTTTTGAGACAG 258

Ad09A12706 Aradu.A09 12706 p3 (ATA)10 30 71902782 71902811 CCCTCCCCCTATTCTTTGAA TAGGGATGGGTGAAAGCAAA 279

Ad09A12707 Aradu.A09 12707 p2 (AT)10 20 71903334 71903353 CCAGGATGGAGCAATGAAAT TCTTGCAATTTGTCCTTATTGA 238

Ad09A12713 Aradu.A09 12713 p2 (AG)19 38 71924326 71924363 ACCTGACATCCATGGTCGAT ATGGGACGATGTGGTGGTAT 275

Ad09A12714 Aradu.A09 12714 p3 (GAA)5 15 71928842 71928856 TGGACGTGGAGAGTAAGCAA TCAACTGTTCCGAGCCTTTT 256

Ad09A12717 Aradu.A09 12717 p2 (GC)6 12 71958957 71958968 GAGATCCAAATGATGCGGTT CTGGGGACGATTTCGTTAAA 165

Ad09A12719 Aradu.A09 12719 p2 (AG)6 12 71970939 71970950 AGATCCAAGTCCAAGAGGCA GAACCTGGTACGAAGAAGCAA 192

Ad09A12720 Aradu.A09 12720 p3 (TTC)5 15 71981002 71981016 AGATTTCTTGGGGAAGGGTG TCTTTGGTTGGTGTCCTTCC 166

Ad09A12721 Aradu.A09 12721 c (CT)40(AT)10 100 71984521 71984620 CACCCAGTTAGGAGGGTGAA TGGGGTTAGTCATGGATCAAA 176

Ad09A12722 Aradu.A09 12722 p2 (CT)12 24 71986746 71986769 ACCCAATCTGGAGGACCATT TTTAGGTGTTGTATGATGTCACTTTTT 234

Ad09A12723 Aradu.A09 12723 p2 (AT)8 16 71986892 71986907 ACCCAATCTGGAGGACCATT TTTAGGTGTTGTATGATGTCACTTTTT 234

Ad09A12730 Aradu.A09 12730 c (T)10ctttttctttcttccttttttcgtttttctctttctc(T)1057 72031049 72031105 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 249

Ad09A12737 Aradu.A09 12737 p3 (AGA)5 15 72065421 72065435 AAATGCAAGGTCACATGGCT TTTTTCTTCCTCCTTTTTGAGC 109

Ad09A12740 Aradu.A09 12740 p3 (CAC)5 15 72067653 72067667 TTGTCGCTGCTACCACCAT CGCTTTTGAACTTGTAGCCC 280

Ad09A12742 Aradu.A09 12742 p3 (TAA)6 18 72075264 72075281 CGCGGTCCAATACTAACAAAA AACTAAATGGCGTCGCTCAC 269

Ad09A12745 Aradu.A09 12745 p3 (AGA)6 18 72087234 72087251 CTAGAGGATTCTCCGGCCTT TACCCTCTCCCCTCTCCCTA 246

Ad09A12748 Aradu.A09 12748 p5 (AAAAT)6 30 72112372 72112401 TTGGCTCTTGAAGGAATGATG TGGCTTTTTCTGCTTGCTTT 169

Ad09A12750 Aradu.A09 12750 p3 (CAT)5 15 72117780 72117794 CCCCTCCCTTTTCTCTTTGT AAAAGAAAAGAACAACCACCCA 266

Ad09A12753 Aradu.A09 12753 p3 (TAT)6 18 72183038 72183055 GTGATGGGGAGAGTGGAAGA CTGACGGTAAATTCGTCGGT 266

Ad09A12755 Aradu.A09 12755 p3 (AGA)6 18 72206143 72206160 CTTAGAGGTTTCTCCGGCCT CGAACCTCTCTCCCTCTCCT 157

Ad09A12760 Aradu.A09 12760 c (AAAT)6ttaataaataatgaaataaatta(AAAT)567 72258360 72258426 TTGTCCCTTCTGCAATCCAC GAATGAAAATGAGCAAATGCAA 263

Ad09A12766 Aradu.A09 12766 p3 (AGA)9 27 72290399 72290425 AATGAGACCAGCCAAAATGC CCGAAGGAGAGTTTCGACAG 263

Ad09A12768 Aradu.A09 12768 p3 (GAA)5 15 72299451 72299465 CTGGCCTTAGGTGCCATAAA CCTCTTGGCCGAATACACAT 162
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Ad09A12771 Aradu.A09 12771 p3 (TAT)5 15 72324722 72324736 ATTGTTCGATTAAAATTGGTTTTT TTGCAGGGGCTCTCTACTGT 208

Ad09A12772 Aradu.A09 12772 c (TTC)5tattctttcttctttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1087 72334901 72334987 CACACACATCCCTCCATCAC TGCTCTCTTGATGTGCAACC 275

Ad09A12773 Aradu.A09 12773 p3 (TTC)7 21 72344439 72344459 CTCCCTCTTGGCCAAATACA CCTATGACTCGGAGGTGGAA 229

Ad09A12775 Aradu.A09 12775 p2 (AC)6 12 72356918 72356929 GGCCCAAGTCCCACATATAA AGGAATGCGTAGCCACAAAC 180

Ad09A12776 Aradu.A09 12776 p2 (TA)9 18 72370612 72370629 GCATGCATTTGACACCAAAC CCTAAAGCTGGCTGGCTATG 252

Ad09A12777 Aradu.A09 12777 p2 (AC)6 12 72374190 72374201 TGCGCAAGAAAAAGTGAGAA GCGAAAAGAAGAGATGGGTG 263

Ad09A12779 Aradu.A09 12779 c (A)11gaaaaagcatgttgcaaaataaaaaaaattacatatgcatgccaaaaaagaaagaaaaaaacatggca(AT)793 72379788 72379880 TTGGCTCTTGAAAGAATGATGA TTCAATCTGCCCTCCTTCTC 235

Ad09A12782 Aradu.A09 12782 p2 (TA)7 14 72420295 72420308 AGCATGCTATGAACCGCTCT ACGCTTCGTGCTTTTCTGTT 207

Ad09A12783 Aradu.A09 12783 p3 (TTA)5 15 72423275 72423289 TTCAAACTCGTGATTGCTGG TAAGGGTCGATCCCACAGAG 217

Ad09A12790 Aradu.A09 12790 c (A)10gaaggagaaaaacgaaaaaaaacgagggagaaaat(A)1156 72553499 72553554 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTCCCTTGG 212

Ad09A12791 Aradu.A09 12791 p3 (AAT)5 15 72571791 72571805 TCGCACAACTAACCAGCAAG CAGGGACAAAGCATCTCCAT 252

Ad09A12794 Aradu.A09 12794 p2 (AG)7 14 72620715 72620728 AAACCTGGGATCGAGAGTCA CCCAAATCCAAGTCCAGAAA 220

Ad09A12796 Aradu.A09 12796 p2 (AG)8 16 72626525 72626540 AAACCTGGGATCGAGAGTCA AATTACAGAACACGCCCCAG 263

Ad09A12798 Aradu.A09 12798 p2 (AT)6 12 72686339 72686350 GGCCAAACGAACCTAAAACA TGGCTACAAATGGCTTGTCA 232

Ad09A12800 Aradu.A09 12800 p2 (TA)6 12 72689453 72689464 TGCTTTGGGTTATCGTGTGA CCGGACATTATCCTCTCTGC 245

Ad09A12801 Aradu.A09 12801 p2 (AC)6 12 72710009 72710020 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAG 248

Ad09A12802 Aradu.A09 12802 p2 (AT)8 16 72710189 72710204 CTGGGGTAATTTTGTCCCCT AACTGTGGGAACTTGGGTTG 225

Ad09A12806 Aradu.A09 12806 c (A)10caataggtgaaaataaaaaatgattttactgattttttttg(T)1061 72740140 72740200 TTCATTTTTAGTGTTTTTGTTTTCA GACTTGGGCCAACTTGGTAG 275

Ad09A12808 Aradu.A09 12808 c* (AG)10(A)10(AG)25*79 72778885 72778963 ACCGTCACCATCACAATTCA GGTCGGACACTTGGCATACT 214

Ad09A12809 Aradu.A09 12809 c (CT)12acggttcgacaacaacgtgacagcggcggtgaggcccaacgcgccagcgtggtcttcttctccgctctccactgctttccccata(TC)7123 72781534 72781656 GAACTCTCTCCCATGGCTCC CGAAGAAAGAAGAAAGGGGG 247

Ad09A12810 Aradu.A09 12810 c (A)10caaaaaaacatagcaaaaa(T)1140 72786286 72786325 AGCTGTTTGGAGGTTTGGAA CGGGTCAGTGTATGGAAGGT 210

Ad09A12811 Aradu.A09 12811 p4 (TTAG)5 20 72786714 72786733 CGAGGAACTAGGGTTTAGGGTT TGGGTTGTTTCCTTGTTTTT 248

Ad09A12812 Aradu.A09 12812 p2 (AT)12 24 72787725 72787748 CCCAACACTTTTGCATTTCA AACCACACCATTAGGCTCAAA 246

Ad09A12813 Aradu.A09 12813 p2 (AT)9 18 72794405 72794422 AACGTGAAGTCGAAAGCGAT CTAGCCGTCCTAAACTTCGC 127

Ad09A12814 Aradu.A09 12814 p2 (GT)6 12 72840943 72840954 CGTTAAAAGCTCTCAATCAGCA ACCAGGACATGAACAGGAGG 145

Ad09A12815 Aradu.A09 12815 p2 (CT)6 12 72842185 72842196 AAGTGGGGGAATCAATCCAT GGGCAACAAGAAAATCCAAA 276

Ad09A12818 Aradu.A09 12818 p3 (GCA)5 15 72874694 72874708 CCTCAGCTAGCCAAAATCCA GCTGCTCCATTCCTCTGTTC 252

Ad09A12819 Aradu.A09 12819 p2 (TC)8 16 72875113 72875128 ACTTCGGCACACAAAAGGAG GTCGGTGAAGAGGAGCTGTC 264

Ad09A12821 Aradu.A09 12821 p2 (TC)13 26 72879452 72879477 TCCTCACTCCCTTATCGGTG TGCATTAGCCATGTTCAGGA 206

Ad09A12822 Aradu.A09 12822 p3 (AAT)7 21 72880199 72880219 TGTCTCTCCGTCTCAGTCTCAA TTCTTTCGTGCACACTTTGG 157

Ad09A12825 Aradu.A09 12825 p3 (AGA)6 18 72919902 72919919 CTGCCTCAGGTGCCATAAAT CAGGATCCCCATCTACCTCA 276

Ad09A12826 Aradu.A09 12826 p4 (TAAA)5 20 72942941 72942960 CCCATGCTTTGCACAAAAA GCAATAATGCAATGGATCCTAA 187

Ad09A12829 Aradu.A09 12829 c (T)10ggaaaaaaaaatttttatttaatatttttgaattaataaatttttgtataattattttttttggttttattatta(T)1196 72955136 72955231 TCTCCTTCCGAACACGCTAT TTGACCACCATTCTTCACCA 263

Ad09A12830 Aradu.A09 12830 c (AAT)6ttcgaatttatataattgatataattgatatagttctaattctcattcgtatgtaataattttattagtatgtattcacagttttaatcaatat(ATA)5127 72959480 72959606 GGAGGTAGAGGTGGAGATAATGG TGATCAGGTCTCAGTTTGGTTTT 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A12831 Aradu.A09 12831 p3 (ATA)12 36 72960475 72960510 TGCACACATTAATAGTGATCCATTT CCTTTTAAAATATAATGCATGTACCG 265

Ad09A12832 Aradu.A09 12832 p2 (TA)7 14 72961216 72961229 GCTCTTTCCTAAAAATATTGGCA TTTATATGGGTGATTTGCCC 213

Ad09A12833 Aradu.A09 12833 p2 (CT)19 38 72962383 72962420 CAAAATAGTGTGCAGCCGAA GTAGAAAGGGGGTGAGGGAA 164

Ad09A12834 Aradu.A09 12834 p3 (CTC)5 15 72965448 72965462 TGGCAATGTATGATTGGGTG CCAACTAAAGCTTGCCTGGA 205

Ad09A12835 Aradu.A09 12835 p2 (AC)8 16 72973433 72973448 CCCTTGGCCCAACTAAACTA TAGAGCTCTTCGCGGTGAAT 211

Ad09A12836 Aradu.A09 12836 p2 (AC)8 16 72981072 72981087 CCCTTGGCCCAACTAAACTA TCGAAGAGCAAAACATGGCT 260

Ad09A12837 Aradu.A09 12837 p2 (TC)9 18 73016052 73016069 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 237

Ad09A12838 Aradu.A09 12838 p2 (GT)6 12 73016892 73016903 AGCACCCCAATGTTAAGTGC CGAGGTTGTAATGGGGCTAA 239

Ad09A12840 Aradu.A09 12840 p3 (TCT)6 18 73026304 73026321 CATGACTCAAGACTCAAACATGAA TATTAAGCCATGCCTGACCC 201

Ad09A12842 Aradu.A09 12842 p2 (TC)6 12 73034060 73034071 CCTAAATGGAGCAGGGATGA GGGTCCGAATGGAATTAGGT 268

Ad09A12843 Aradu.A09 12843 p5 (AAGAT)5 25 73045302 73045326 TGCATCCATTCATTCAACAA AGGAATCCATAAGCCCGTTT 276

Ad09A12844 Aradu.A09 12844 c (CACACG)5cg(CA)15(TA)776 73068560 73068635 CAAATTTTGGATCTTGTGTCATTT TGGATTCCCAAAAGCAAAGT 280

Ad09A12845 Aradu.A09 12845 c (AT)9aattaataaatggaagtattaactgagaagcctaagagaatttaaaagataaccgtgagcgta(AC)999 73072969 73073067 GGTGGTACGACTCAAGGTGG GGGTGATCCTGACCTGAAGA 231

Ad09A12850 Aradu.A09 12850 c* (A)10gagaaggagaaaaacgaaaaaaaaagaggggaaaaaag(A)10(AG)6*69 73121833 73121901 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 248

Ad09A12854 Aradu.A09 12854 p3 (TCC)5 15 73167983 73167997 GCAACTTGCTCCCCAGTAAC GCCAAAGAGAGAGTGCAAGG 258

Ad09A12855 Aradu.A09 12855 p4 (TAAA)8 32 73169595 73169626 CCTTTTTCCTTGTTCCTGCTC TCGAATTCTCTCTCTCATCTTCTTC 258

Ad09A12857 Aradu.A09 12857 p2 (TC)6 12 73193843 73193854 ATTGTGGAGGCAGTGACACA GAGGCAATGTTTGGAGTGCT 273

Ad09A12859 Aradu.A09 12859 p2 (TC)7 14 73197563 73197576 TAGAAGCCATCAACCCAACC GAGGGGAAGAGAGAGGAGGA 224

Ad09A12860 Aradu.A09 12860 p3 (TTC)5 15 73197851 73197865 ATCAATTCCCCCATTGAACA TCACAGACGCTGGTAGTTGC 206

Ad09A12862 Aradu.A09 12862 p3 (AAT)5 15 73230758 73230772 GGAAGCATGCTCATGTGAAA TTTGAATTTTGTCCCGTGTG 166

Ad09A12863 Aradu.A09 12863 p4 (TTTA)6 24 73234773 73234796 CTTTGTCTCTGTTCCTGGCA TTCCCCCATCCCCTTTATAC 235

Ad09A12864 Aradu.A09 12864 p2 (TA)10 20 73241861 73241880 GACCCATGATCGGTGAGTTT AATCGTGGCCCAAAAATGTA 270

Ad09A12866 Aradu.A09 12866 c (TA)9tttatagagacataaaaactaaaataacatatcaatgcactttttttctctcttttttttctc(T)1091 73258256 73258346 TTGGGATAATTTTGTCCCCTT GGGAAAACTGTAAGAACATGGG 272

Ad09A12867 Aradu.A09 12867 p3 (TTA)7 21 73276931 73276951 AATTCAACCTGAGGGTGGTG TGCAATTTCATCCTCCACTG 234

Ad09A12868 Aradu.A09 12868 p2 (TG)23 46 73277345 73277390 TTTGGAGCCATTGTTGATGA CCTGGGTGAATGTAGTGGCT 264

Ad09A12872 Aradu.A09 12872 p2 (AT)6 12 73305718 73305729 CGCATGATGCCATGTTTTAC CTGTCCTATGGGCGATGAGT 258

Ad09A12876 Aradu.A09 12876 c (A)10taactgtattagtttaagcgagacaaaagtaagaagaaaatattagttatctaacattttttcaaaaattttatga(T)1197 73313542 73313638 AAAAGAATGATCGGGGTTGA GAGAATGAGAATAACTTGACCGAA 246

Ad09A12879 Aradu.A09 12879 p2 (AC)9 18 73318447 73318464 GCCGGCTTAAACTCCGTAT GCGCAAAGTATTCACACACG 136

Ad09A12881 Aradu.A09 12881 p3 (AAC)5 15 73323647 73323661 TTCGACCCAGAAAACACAGA GGAACATTGAACCTGGAATGA 195

Ad09A12887 Aradu.A09 12887 p2 (GC)6 12 73393425 73393436 TGCAGCAACTTTCCCTATCA TTGGTGTGGGAAGATGGATT 220

Ad09A12888 Aradu.A09 12888 c (A)10gagagaatgaaaaaaaatgagaaaaagaaaagaaaaaaaattttttaatatggaaaaaaaaagagaagaaag(A)1092 73396409 73396500 GGGGTGAATAAAAGGGCAGT ACTTTGGAGCATTTTGTCCC 238

Ad09A12891 Aradu.A09 12891 p3 (TTC)5 15 73440791 73440805 GACTTCCTGTGGTTGTTCTTCA TGAATTAAGGAATTCAACTGTCTCTT 263

Ad09A12893 Aradu.A09 12893 p2 (AC)6 12 73448799 73448810 AACAAAGTCACCGCAAAACC GTGTTCTTCCCTTTCCCTCC 200

Ad09A12894 Aradu.A09 12894 p2 (AC)6 12 73456935 73456946 ACCAAGATTGGACCGAACAG ACGCATGGTCGTAAACAGTG 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A12895 Aradu.A09 12895 p2 (TA)6 12 73459820 73459831 CGGACCAGTTATCTTCGCAT GCCTTTGTAGAAAAAGGGGG 167

Ad09A12899 Aradu.A09 12899 p2 (AG)6 12 73504218 73504229 TGGGAGAATGCGTCTATTCA AGCCAATTGGGCAACATAAA 239

Ad09A12905 Aradu.A09 12905 p3 (AAC)5 15 73552972 73552986 CAAAATGAAATCAACACCCTCA TTTGATTGTTCGTTGGGGTT 160

Ad09A12906 Aradu.A09 12906 p3 (GAA)5 15 73556864 73556878 TCTCCTCCTTTTTCTTCGCA TTTTCGGTGTATGTGTGCTGA 263

Ad09A12907 Aradu.A09 12907 p3 (GAT)9 27 73558189 73558215 AAAAGTGTTTCCTCTAATGCTGC TTCTCCCTCCTCCTCATCTTC 280

Ad09A12908 Aradu.A09 12908 p5 (TTATC)6 30 73566534 73566563 GTACCTGCAAGGGACTCCAA GCCCAAATAAAGGAACACGA 262

Ad09A12909 Aradu.A09 12909 p2 (GC)6 12 73569791 73569802 GAAACATGTTGGAATTGGGC GGAGAATGCATGAAGAAACCA 251

Ad09A12911 Aradu.A09 12911 p2 (AC)6 12 73599355 73599366 GGTGTTGGGACAAAACCTTG TGGGATGATCTCCCTCTCAC 251

Ad09A12912 Aradu.A09 12912 p3 (AGA)5 15 73610749 73610763 GGTCTTGATGGCTCTTGGAG TGGCCGAACCTACATCTCTC 249

Ad09A12913 Aradu.A09 12913 p5 (TTATC)7 35 73617368 73617402 CTGGGTGCTCCAGCATATTT GATACGAGGACCCCAGTCAA 116

Ad09A12918 Aradu.A09 12918 p3 (AAT)5 15 73658497 73658511 TAAATTGCGCGTGGATGTAA GAAAATCTTTTGACATTTAATTTATGG 278

Ad09A12919 Aradu.A09 12919 p2 (TC)13 26 73659455 73659480 AACGCTATGATGCAGCACTT GAAATGGATCTTGGTTCCGA 151

Ad09A12920 Aradu.A09 12920 p2 (CT)6 12 73659709 73659720 TCGGAACCAAGATCCATTTC TGGTGGTTACTGCTGAGACG 237

Ad09A12924 Aradu.A09 12924 c (T)10c(T)10 21 73675050 73675070 GAGAAATCCACAAAACCATGC AAATTGGCATCGACGCATAC 248

Ad09A12925 Aradu.A09 12925 c (A)10tgccgtaattaccataattttttgtagtgttggatctttactcttgccttttgggtttttcttttt(AC)892 73680096 73680187 TGGTGCTCAGAATTACGTCG GCCCAACCTTTACAAGTCTTC 277

Ad09A12926 Aradu.A09 12926 p2 (TA)7 14 73686039 73686052 TTACGGGACCACCCTTGTTA TTGGCTCTTGAAAGAATGATGA 268

Ad09A12927 Aradu.A09 12927 p2 (GA)6 12 73703548 73703559 TGATGGAGGTGATTGGTGAA GATTGCACACTAAGGGCGTT 214

Ad09A12930 Aradu.A09 12930 p4 (AACA)5 20 73729301 73729320 TGCCCCCAAAATAGAATGTT CCTCACCTTCTTCCTTCTTTCA 279

Ad09A12931 Aradu.A09 12931 p3 (TAT)5 15 73742954 73742968 TGGTTGGACTCAATTCGTGA TCTGTTTTCACTCAAGCGGA 101

Ad09A12935 Aradu.A09 12935 p3 (GGC)5 15 73774912 73774926 TAGAGCATGGGACCCAAAAC AGGGCAAGTCAAGTTCCTCA 143

Ad09A12937 Aradu.A09 12937 p2 (AG)6 12 73784437 73784448 CGGAAAAGCACACCAAACTT ACACGTTCAGCCTCCTCATT 117

Ad09A12938 Aradu.A09 12938 c (AT)15cttttcctttaattcctcataaaatttcgaatctcttgggttgacttggtcaaaatttttaaaatcatatctttttcaaaatttcctaactactt(TC)20165 73804791 73804955 ACTTTGTTGTTTTTCTCTCTCCA AAAGGGAATCGAAAACTAAAATGA 276

Ad09A12943 Aradu.A09 12943 p2 (TC)7 14 73871480 73871493 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 239

Ad09A12946 Aradu.A09 12946 c (A)10(T)10 20 73916601 73916620 AGAGCCAACTCCTCATTCCA GGCAACCAAAATCATACCAA 224

Ad09A12949 Aradu.A09 12949 p5 (TTATC)6 30 73940778 73940807 TGTCTGTAACTGCTCAACAAATCA CCAAATGGCAAAATTCCAAA 239

Ad09A12952 Aradu.A09 12952 p3 (TAC)5 15 73960422 73960436 AAAACGCTTCATGGTTGGAC TGGAGCTTTGAAGGAGGAAA 196

Ad09A12953 Aradu.A09 12953 p4 (TATT)5 20 73965194 73965213 CCGCATATTTGCAGATTGAA CAATCCGCACACTAATTGAA 276

Ad09A12954 Aradu.A09 12954 p3 (CTC)5 15 73967064 73967078 AACGATTTTTGTAGTGCGCC TGAAGATGAAACACGCGAAG 108

Ad09A12955 Aradu.A09 12955 p3 (GAA)5 15 73967280 73967294 CTTCGCGTGTTTCATCTTCA TTTTCGGTGTATGTGTGCTGA 251

Ad09A12957 Aradu.A09 12957 p3 (AAG)5 15 73975738 73975752 TTGAATGAATGTAAGTTCGTCATC TCCTTCCTCCTCATCTGCTG 213

Ad09A12959 Aradu.A09 12959 p3 (GAT)5 15 73976615 73976629 GAAAAGTGTATCCTTTAATGCTGC TCCCTCCTCCTCATCTTCTG 269

Ad09A12960 Aradu.A09 12960 p2 (GA)14 28 73980295 73980322 ACTTGTTCAGCTGGCAATGG GGGAGGTGAAAACTGGGATT 257

Ad09A12961 Aradu.A09 12961 c (T)10ggtgactcctgtaatttaggatctactaaaggtttggcttcaacggtggcactaaaaatttcgcaaattaaatttatgtgta(ATT)6110 73983316 73983425 TTTTCCAAGGAGAGAATGCC GACGATTTCGATTCTGACCC 270

Ad09A12962 Aradu.A09 12962 p3 (GTG)5 15 73985618 73985632 TTTCTGTTTCTGCTTCGCCT CCTCTTCCACCAACACCAAT 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A12963 Aradu.A09 12963 p3 (AAT)6 18 73985865 73985882 GAGACGATTTCGATTCTGGC CCTAAGAAGATGGGATGGCA 222

Ad09A12966 Aradu.A09 12966 c (A)12cttagctatttcttataagtcaagtcaaattttcaattttaaaaatcttatcttttcaaaactttttc(A)1191 73993308 73993398 TTTGTGTTTTTCTCTCTCATCATT TGAAATAAAGATAAGAAAAGATTTTGG 280

Ad09A12967 Aradu.A09 12967 p3 (TTC)6 18 73997242 73997259 CAAAATCTCTTTCCCACCCA TAGAATATTGCTCGCCCTCG 214

Ad09A12968 Aradu.A09 12968 p3 (AGA)6 18 74002045 74002062 TAAAATATTGCTCGCCCTCG CCCTTCACCACTCACATCCT 270

Ad09A12969 Aradu.A09 12969 p2 (AG)6 12 74019379 74019390 CCAGCGAATTCTGGACTGTT ACGTTGAACCTGGGATTGAG 223

Ad09A12977 Aradu.A09 12977 p3 (AGA)7 21 74074210 74074230 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 186

Ad09A12978 Aradu.A09 12978 p3 (TCT)7 21 74088196 74088216 GTTAAACGCCAGGATTGCAT TTAGAATGTTGCTCGCCCTC 275

Ad09A12980 Aradu.A09 12980 p2 (CT)6 12 74110287 74110298 CCTGGAAATGACCCATTGAC TCCAAGAGCAAGATGATCCC 209

Ad09A12981 Aradu.A09 12981 p2 (AT)8 16 74135520 74135535 CGCGGGTTGAGGTTAGTATC ACCCCTATGCCGTAAAGCAA 280

Ad09A12985 Aradu.A09 12985 p3 (GAT)5 15 74219996 74220010 TGGAGTCTGTTCAGGCCAAT TAGCTTCAACTGCCGAGGTT 261

Ad09A12990 Aradu.A09 12990 p3 (AAG)6 18 74290578 74290595 AAAGTGAAAGGTAACAATCCGAA CAATGTGGCATGGAGTTCAA 222

Ad09A12992 Aradu.A09 12992 p4 (TAAA)5 20 74300238 74300257 CAGGTTCAGGATCAGCTTCA TCAAATTCTCCCTCTCTTCTCTTC 264

Ad09A12993 Aradu.A09 12993 p2 (CT)6 12 74302492 74302503 GGACGCCGAATTTTCTGTTA AAGAACCTGGGATTGAGAGTCA 131

Ad09A12995 Aradu.A09 12995 p3 (TTC)6 18 74352843 74352860 TTGGGCTTGTGCTAACTTGT TACCAAGACGACCCGATACC 259

Ad09A12999 Aradu.A09 12999 p2 (AT)9 18 74377840 74377857 AAAATTTTGGGAATTGGGTACA CTTCACTTTGGGGCATTTTT 191

Ad09A13000 Aradu.A09 13000 p2 (GA)9 18 74382989 74383006 GGGTTAGGGGACTTTTGCTC TCACCAAGGAATGGTTGAGA 144

Ad09A13001 Aradu.A09 13001 p2 (GA)8 16 74394834 74394849 GGGTTAGGGGACTTTTGCTC CTCACCAAAGAATGGTTGAGAA 143

Ad09A13003 Aradu.A09 13003 p2 (GA)7 14 74406288 74406301 GGGTTAGGGGACTTTTGCTC TCACCAAGGAATGGTTGAGA 140

Ad09A13004 Aradu.A09 13004 p2 (CT)8 16 74420467 74420482 CTCCGTCTCTCTCATCTCATCTC TGTCCTTTCAGGTTTAGGATCAA 275

Ad09A13005 Aradu.A09 13005 p3 (AGA)6 18 74436001 74436018 AGGTTTCTCCGGCCTTATGT TCTTCTCCCTCTTGGCTGAA 176

Ad09A13006 Aradu.A09 13006 p4 (TAAA)5 20 74441191 74441210 AGAGAAGAAGAGGGGGTTCG TTTCAAAAATTCCTCCCTCTTTT 219

Ad09A13007 Aradu.A09 13007 p4 (AAAT)6 24 74445464 74445487 TGAGGTGGTTGAGTTCCTTTC TGTCATGCATTCAGAATCACAG 273

Ad09A13011 Aradu.A09 13011 p2 (AT)7 14 74505546 74505559 GAGCCATGGCCAGATTCTTA TGGATGTTCGGTAGTGGTGA 201

Ad09A13013 Aradu.A09 13013 p3 (AAG)5 15 74511746 74511760 GGTGCATTTGGACTCGTTCT TTCCTCCTCTTCCTTCGCTT 190

Ad09A13017 Aradu.A09 13017 p2 (AG)6 12 74540649 74540660 CGCATTTCAACCCAGTTTTT TGGTTCATAAGTCAAATAGGCAA 276

Ad09A13018 Aradu.A09 13018 p2 (CT)6 12 74558148 74558159 CTCCCAAACCCAACCCTAAT GCCTTAGGTGCCATTGATGT 261

Ad09A13023 Aradu.A09 13023 p2 (CT)10 20 74618577 74618596 AATACGGGCCCAATTCATTC CCTTCAGAGACACATCCTGCT 258

Ad09A13027 Aradu.A09 13027 c (T)11cgtttttctccttctc(T)1138 74699033 74699070 CCCCAATTACAGGTGTCCAG TGTGGTTCATGAATGTTGGC 256

Ad09A13030 Aradu.A09 13030 p2 (TG)22 44 74723112 74723155 GGTGGATTTTGGAGTGGAAA TCCCACCAAATTCAACATCA 183

Ad09A13035 Aradu.A09 13035 p4 (TAAA)5 20 74761261 74761280 GCATTTTTCCTTGTTCCTGC TTCGAATTCTCCCTCTCTTCTC 236

Ad09A13037 Aradu.A09 13037 p2 (AC)6 12 74779918 74779929 TGCGTGACTCTTTGTTTGCT AGCCGAAGCTTGAGCTAGTG 266

Ad09A13039 Aradu.A09 13039 p3 (AAC)5 15 74783725 74783739 GAATGTCAATGGAAAAAGGCA CATGGAGGGTGAATGGATCT 220

Ad09A13048 Aradu.A09 13048 p2 (AG)6 12 74847255 74847266 AGCCAATTGGGCAACATAAA ATTCTGGGCTGCATTTCAAC 278

Ad09A13049 Aradu.A09 13049 p2 (AG)8 16 74853264 74853279 AGCCAATTGGGCAACATAAA TTGGCCCAGAAACACAGATT 254
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Ad09A13051 Aradu.A09 13051 p2 (CT)6 12 74883961 74883972 CCTGGAGCTCAGAAGAAATTG TCAGCGATTTCTGGGCTATT 227

Ad09A13054 Aradu.A09 13054 p3 (TCT)6 18 74956855 74956872 TCTTTCCCACTCAAACCCAC TTAGAATGTTGCTCGCCCTC 208

Ad09A13060 Aradu.A09 13060 p4 (TAAC)5 20 75001713 75001732 TCAAGTCGGTAAGCATCAACA CCATCCACCATCATTTCCTT 196

Ad09A13062 Aradu.A09 13062 p3 (AGA)6 18 75015273 75015290 CAGAGATGGAAGCTTTTGCC CCTTGGCCGAATACACATCT 206

Ad09A13063 Aradu.A09 13063 p2 (GA)8 16 75034914 75034929 TGAGGTAGGTGGGGTTTTTG GCAACAACCTGGCGTTTAAT 270

Ad09A13066 Aradu.A09 13066 p3 (CAT)7 21 75082165 75082185 TTCTTCATCTTTTCTTTGTTGTTTT TTTCGCTAATCAAATTCAGAGAT 279

Ad09A13067 Aradu.A09 13067 p4 (AAAT)6 24 75103541 75103564 GAATGAATGCTTGAACAGTGC AGATTGTGACCCAGCTTTGC 271

Ad09A13068 Aradu.A09 13068 p2 (CA)7 14 75119261 75119274 TCATCCCAAGCCAAGATTTC ACAATTTCGGTTGTGAAGGC 206

Ad09A13069 Aradu.A09 13069 p3 (ACA)5 15 75150173 75150187 TGACAACACAAGGTTGGCAT GATTGAGGGTGCTCTTCAGC 234

Ad09A13071 Aradu.A09 13071 p2 (TC)7 14 75172513 75172526 TCCTCGACAAATTGTATTTTTGAA TGGTTTGGTTGATAGGTGAAA 160

Ad09A13072 Aradu.A09 13072 p2 (TC)6 12 75181188 75181199 GGATAGCATCCTGGCGTTTA GTTTGAATTTGGATGGTGGG 235

Ad09A13076 Aradu.A09 13076 p2 (CT)8 16 75196995 75197010 CCTGGAGCTCAGAAGAAATTG TCGCAGTGACAAAAATCAGC 245

Ad09A13079 Aradu.A09 13079 p3 (AAG)6 18 75208631 75208648 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad09A13081 Aradu.A09 13081 c (T)10gccacaca(CT)630 75222301 75222330 ATCCATTGATGCTCAAAGCC TAGCAAAAGCTTGCGAAAAA 144

Ad09A13082 Aradu.A09 13082 p3 (AAG)7 21 75223819 75223839 GCTTTTGTCTTCCCTTTCCC CTTGGCCGAAACCACATACT 193

Ad09A13083 Aradu.A09 13083 p4 (AATA)5 20 75227180 75227199 TTCTTGTCCTTGCTCCTGCT TTTCGAATTCTCTCCCTCTCA 240

Ad09A13084 Aradu.A09 13084 c (T)11attttcaa(T)10 29 75241001 75241029 TGCATTGATGTTCTTGCATGT TACTTTGGGGCATTTTGTCC 166

Ad09A13088 Aradu.A09 13088 p3 (AAG)8 24 75273350 75273373 CCCCTAATGAGAGTGGGGTT CCCGGAGAGCTATTTTGGTT 176

Ad09A13090 Aradu.A09 13090 p2 (AT)8 16 75325220 75325235 GAAAAAGCATGTTGCAAAAGAA TCCGCTGATACTCAAAGCCT 205

Ad09A13095 Aradu.A09 13095 p4 (AACT)6 24 75366140 75366163 CGTTGAACTGGCATAAGGTT TTCCCTCTTCCAACCATCAC 271

Ad09A13097 Aradu.A09 13097 c (ACA)10at(AAC)650 75413564 75413613 CACTTCAGAGGGCCAGAGAG TGCTCCCTTTGGCTATTTTG 280

Ad09A13100 Aradu.A09 13100 p5 (TTATC)6 30 75469598 75469627 TGCTGCTGATCCTTTGTCAC TACGACCCAAATCCAAAAGC 279

Ad09A13103 Aradu.A09 13103 p3 (AAT)7 21 75493433 75493453 AAATCATACAAAGCCTAAATTTTCA CCATGATTTAGTTGGCCCAT 222

Ad09A13104 Aradu.A09 13104 p2 (AG)9 18 75493624 75493641 ATGGGCCAACTAAATCATGG CGTCACTCGAAACAGGTGAA 241

Ad09A13105 Aradu.A09 13105 p2 (TA)7 14 75495372 75495385 TTCAAGAATTTTGCAAGGTTTACA AAAGGCGTCTGTCATAACAAAAA 247

Ad09A13106 Aradu.A09 13106 c (T)11ggggataaagttcatgtttataataatgttatgtgaaaagccataaacacttttttag(T)1180 75496633 75496712 TCTGGTTTGTTGAAAGCGTG AAGCAGGGCTTGATTTGATT 238

Ad09A13107 Aradu.A09 13107 p3 (AAT)5 15 75497277 75497291 GCTCATCGGCTTACTTGGAC GCTCATGTGCCTGAAACAGA 224

Ad09A13110 Aradu.A09 13110 p2 (TC)6 12 75508513 75508524 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 251

Ad09A13111 Aradu.A09 13111 c (TGG)5tgc(TGG)5 33 75514613 75514645 AGGAGTTGGTACGTTGGCTG AGCTTATTCCGTGGGGACTT 197

Ad09A13112 Aradu.A09 13112 p2 (AG)8 16 75523176 75523191 CATGCTTCTTCACTACTTGTTTGG GAATGCAAAAGCAAGGAAGC 261

Ad09A13116 Aradu.A09 13116 p2 (CT)6 12 75542818 75542829 CTCTTCTCAAAGAGCTCGGC CCTGGGTGCTCCAGTGTATT 256

Ad09A13120 Aradu.A09 13120 p2 (CT)8 16 75555387 75555402 ATACTTGCCGGTTGGATTTG ATTAAACCTGGGATCGAGGG 258

Ad09A13123 Aradu.A09 13123 p2 (CT)7 14 75561228 75561241 AATTACAGAACACGCCCCAG AAACCTGGGATCGAGAGTCA 261

Ad09A13125 Aradu.A09 13125 p2 (AG)6 12 75572661 75572672 TTCAATCCAAACCCGTATCC ATGCATGCAAGATGAGATGG 264
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Ad09A13128 Aradu.A09 13128 p2 (GA)7 14 75586402 75586415 AATTTTGGAGGTAGGTGGGG CCTAAATGGAGCAGGGATGA 180

Ad09A13130 Aradu.A09 13130 p2 (CT)10 20 75605305 75605324 CCCTGGAAATTGAGAAGAAGAA AGCGATTTCTGGACCCTTTT 242

Ad09A13131 Aradu.A09 13131 p3 (TTG)5 15 75607104 75607118 AAATTGTTTGCTCCAATGGC AGCTGACCCTGAACCTGAAA 216

Ad09A13135 Aradu.A09 13135 p2 (TA)12 24 75638946 75638969 CATGGAAAAAGTGACTAAATGAACA ATGAGCGATGATGATGGTGA 156

Ad09A13136 Aradu.A09 13136 p2 (AT)12 24 75641103 75641126 TCCACCCCCTTTCAACTACA TGAGTTTTCGTGAATACGAACTG 279

Ad09A13137 Aradu.A09 13137 p2 (TG)23 46 75641379 75641424 TCCCTTCCAGAAAGTTGAGG CACATAATGCATGCCTGTCC 244

Ad09A13138 Aradu.A09 13138 p2 (AG)6 12 75663777 75663788 GACTCAGGGGGATCATTCAA GAAGAAAGCAATCATGAGTCTGAA 261

Ad09A13144 Aradu.A09 13144 p2 (AG)8 16 75727835 75727850 GGAAGCAGAGGAGTAAGGGG TAGCGGTGCCATTTTAGAGG 264

Ad09A13145 Aradu.A09 13145 p3 (ATA)6 18 75728225 75728242 CCTCTAAAATGGCACCGCTA TTGCTCTAATTACAATGGAGCCT 262

Ad09A13152 Aradu.A09 13152 p3 (TCT)5 15 75825615 75825629 CAAATTCTCTTTCCCACCCA CCCTCGAGCAAGAGAAGAAA 112

Ad09A13153 Aradu.A09 13153 p3 (AAG)7 21 75833224 75833244 TAGAATATTGCTCGCCCTCG ACCCACTCTTCCCCAAAAAC 251

Ad09A13155 Aradu.A09 13155 p2 (CT)6 12 75853151 75853162 ATTTTTGCATGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad09A13158 Aradu.A09 13158 p3 (TAA)5 15 75875360 75875374 TCAGGTTAGCTCCTTTGGTTG ATGCTGCTCTTGGCGTTATT 245

Ad09A13162 Aradu.A09 13162 p2 (TA)6 12 75889329 75889340 GAGGTTGGCTTGGAGAAACA CCTGTGACATCATCAGGGGT 264

Ad09A13163 Aradu.A09 13163 p3 (AGA)6 18 75892799 75892816 AGAATGTTGCCACCCTCAAG CCCATAAACCCCACCTACCT 238

Ad09A13165 Aradu.A09 13165 p2 (AC)6 12 75902000 75902011 TTACCTCAACCAATGTCCCA CAAGGCAAGAAGCGAAAAAC 115

Ad09A13167 Aradu.A09 13167 p3 (AAT)8 24 75928007 75928030 TCTGTGATTTTTGAATGCATGA ATTGATGCTCAGAGCCTTGG 216

Ad09A13172 Aradu.A09 13172 p3 (TTC)5 15 76037933 76037947 TACACCTCTCCCCCTCTCCT CCATGACTCGGAGGTGAAAT 201

Ad09A13175 Aradu.A09 13175 p2 (TA)7 14 76065919 76065932 TTCGATTAATCTGACTTGATGATCT AAAGCGGAAGAACGTACAACA 251

Ad09A13176 Aradu.A09 13176 c (T)10gaaaaactttgaaaatcaacgtaaaccaaaaagacaaaaatgaaagaaaaatgcaaaagaaca(AAG)5aatgcaattatgtaatgcttaaatg(A)10123 76074875 76074997 ATTGGCTATGGGCTTCACAC ATGGCATTGGAGAAAGATGC 271

Ad09A13177 Aradu.A09 13177 p2 (AC)9 18 76086526 76086543 GTGACCTCGTTTTCCATGCT AAGGAAGCATGGATTGTTGG 148

Ad09A13181 Aradu.A09 13181 p5 (AATAA)5 25 76133807 76133831 GGTTAGCATTTGACCCCAGA TCCTAACCACTTTCTCTCTCTTCA 259

Ad09A13185 Aradu.A09 13185 p2 (TC)6 12 76167132 76167143 CTCAGTTTTGCTGGAGTCCC TGAAGCAAGAAAAAGCAGTGAA 161

Ad09A13187 Aradu.A09 13187 p3 (TCT)5 15 76188196 76188210 ATTTCTTTCCCACCAAACCC GTGCCATCAATGGTAATGGA 261

Ad09A13188 Aradu.A09 13188 p3 (TTA)5 15 76191113 76191127 ACAGCTTGCCATTGAAAGGA AAGGGTCGATCCAACAGAGA 261

Ad09A13191 Aradu.A09 13191 p3 (CAA)5 15 76248483 76248497 GCAACCGCTGAGAATAGGAG GGATGGTGACTTCCACACCT 229

Ad09A13194 Aradu.A09 13194 c (AG)21(TG)6 54 76288304 76288357 GCTAGGGTTGGGTTCAGTCA CAGTGGGCCCTACAACATCT 249

Ad09A13195 Aradu.A09 13195 p3 (TCA)5 15 76299717 76299731 TTCTTCCTCCGCATCTTTTG TGTGTGTTCAAAAAGACATCCA 262

Ad09A13196 Aradu.A09 13196 p3 (AAG)6 18 76302036 76302053 AATTGCAGCAACAACAGCAG TCCTCCTCCGCCTATTCTTT 104

Ad09A13198 Aradu.A09 13198 p4 (AAAT)5 20 76304708 76304727 CAACCTCGTCCAAGACTGGT GTTTCCGTTGCAGGACAGTT 271

Ad09A13199 Aradu.A09 13199 p3 (TTC)5 15 76305177 76305191 TTGGTTTTGGTGGAAGTGGT GCAAATACTGATGCGGGTTT 272

Ad09A13201 Aradu.A09 13201 p3 (AGA)6 18 76322275 76322292 TTGCCTTCCCTTTCCTCTTT AACACACACACCCTTCTCCC 171

Ad09A13208 Aradu.A09 13208 p3 (GAA)5 15 76386689 76386703 TCGTCCTCGAGCAAAAGAAT TCACCACTTACATCCACCCA 243

Ad09A13212 Aradu.A09 13212 c (A)10ccataaaaaaattacaaaatcataaaaacc(A)1050 76451077 76451126 AAAGCTTGGCTGGCTATGAA GGAAACATGCAATTGACACC 236
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Ad09A13217 Aradu.A09 13217 c (A)10g(A)10 21 76495133 76495153 GCAGGAGCAAGGACAAGAAC TTGGAGGTGGAAGCTTTTTG 158

Ad09A13221 Aradu.A09 13221 p3 (AGA)6 18 76515143 76515160 ACTTGGAATGTTGCTCACCC GGATCCCCACCTACCTCAAT 214

Ad09A13225 Aradu.A09 13225 p3 (ATT)5 15 76526818 76526832 CATTTGCCATTCTTGCCTTT GCCAAAAGAGATGCCAAGAG 139

Ad09A13227 Aradu.A09 13227 p3 (AAG)5 15 76529215 76529229 TTGCTTCTCATATTGGACTTGAA TCCTCCTCCTCGTTCTTCTTC 258

Ad09A13228 Aradu.A09 13228 c (GAG)5gaagaagatattcaaatgaaaaaagaaagaa(GAAGAG)894 76529565 76529658 GGTGCACCTTTAGTCTGAATTT TTCGTCACCACTACCTCCATC 267

Ad09A13235 Aradu.A09 13235 c (AAT)15aacaataagggtggcaccaagctgagccaaacttcactttttctaagtttggctccactaaatttcc(A)10122 76595709 76595830 AAAGCTCTAGAACGTTGGCG TGCACGGATGAGTAAAAGCA 250

Ad09A13237 Aradu.A09 13237 p2 (GA)6 12 76622327 76622338 TGTCATATTTACAATTACCGCCA CTCATCCCGTTACCGTTGTT 191

Ad09A13238 Aradu.A09 13238 p3 (TTG)6 18 76664801 76664818 AAATTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ad09A13240 Aradu.A09 13240 p5 (AAGAT)5 25 76683547 76683571 GGCAGTTCCCGTGAAGATAA CCTGGGTGCTCCAGTGTATT 119

Ad09A13241 Aradu.A09 13241 p5 (AAGAT)5 25 76692093 76692117 CCTAAATCCTAAGGCAGCCC CTGATCCCTTGTCACCGAAT 266

Ad09A13242 Aradu.A09 13242 p3 (CAA)6 18 76706983 76707000 GCAGGAGCAAGGACAAGAAC AATGGCAAGGATTGAGATGC 236

Ad09A13243 Aradu.A09 13243 p2 (TC)6 12 76709779 76709790 AGTCCTTGACCCCTCAGGAT AATTTTGGAGGTAGGTGGGG 239

Ad09A13244 Aradu.A09 13244 p2 (AC)9 18 76715843 76715860 GAGTGGATCAAGCCCAAGAA CCATTGAATTGCAACAGAGC 261

Ad09A13247 Aradu.A09 13247 p2 (AC)6 12 76730376 76730387 AGTCACTTCACCCACCAAGG CCATTGAATTGCAACAAAGC 241

Ad09A13249 Aradu.A09 13249 c (A)10tgatataccaccaaaaaatatctcctcattcaactc(T)1359 76735768 76735826 GGCGTAAACTTCCGATTTTG AACAAACACGGAATGGAAAAA 280

Ad09A13251 Aradu.A09 13251 c (A)10cttgttgcttaaagaggtatattaaagttataaaataagtaattttatgatagttttagtgttttaaatcagggataccg(A)12102 76739292 76739393 TTTCAATCCTTAGTGTTCTCCAAA TTTAGGTACTAATGCTTTGAAGTTTTT 219

Ad09A13252 Aradu.A09 13252 p2 (TC)6 12 76742642 76742653 ATCGGAGCTCCATAGCAAAA ACCAAACGAGCCCATGTTAG 191

Ad09A13254 Aradu.A09 13254 p4 (TAAT)6 24 76751200 76751223 GAGACGACCTGGGACTCAAA CTCTATTGCAACTCCCCAGC 201

Ad09A13255 Aradu.A09 13255 c (A)10tttcg(A)10 25 76758626 76758650 TGTGGTTCATGAATATTGGCTC TCAGCTTTGCTAGAGTCCCC 268

Ad09A13257 Aradu.A09 13257 c (T)13cagactaagttttcaccatctgatataatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)17110 76779889 76779998 TTTTGAGAAAAGAACATCGTCC ATTGGAGGTTGTCCAATCCA 179

Ad09A13263 Aradu.A09 13263 p3 (AGA)6 18 76842555 76842572 TTAGAGGATTCTCCGGCCTT ACATCCACTACCCCCTCTCC 250

Ad09A13264 Aradu.A09 13264 p3 (TAT)14 42 76874143 76874184 GCAGACAAATCAGTCCTCCG CAACAGAGCTCCCTAACCCA 271

Ad09A13265 Aradu.A09 13265 p3 (GAA)5 15 76882970 76882984 TTGCCTTCCCTTTCCTTTTT ATATGGCCGAAACATACCCA 192

Ad09A13266 Aradu.A09 13266 p2 (CT)6 12 76886673 76886684 GCAAAATTGGCAACATCAGA TGACCCAGTTTTTAGCCCAG 276

Ad09A13272 Aradu.A09 13272 p2 (AT)7 14 76951489 76951502 TTGCGAGATGTTTAATTGATTTTT AATTGATTTTACCAAAAGAGTTATCAA 204

Ad09A13273 Aradu.A09 13273 p2 (CT)7 14 76952225 76952238 ACCGTAAATATTCTCTCTCACTCTCT TTGTTAAAGAAAGGCACCCC 226

Ad09A13274 Aradu.A09 13274 c (AT)7(GT)22gc(GT)1998 76962481 76962578 CCCTAAAATCCTAAACCCTAAACC GGAACCAGCAGCAGTGGATA 276

Ad09A13276 Aradu.A09 13276 p2 (CA)7 14 77000488 77000501 CTAACCCATGACCCATGACC CTCTTCCCTTGCGTGATAGC 260

Ad09A13277 Aradu.A09 13277 c (TC)8ccttcactctctctctccccttc(CT)10cc(CT)775 77011903 77011977 AAAAACCAATTTTTATGGTTCAGTTT GAGGGAGAGGGGAGAGAGAA 245

Ad09A13278 Aradu.A09 13278 p2 (TC)6 12 77012135 77012146 CCTCCTCTCTCTCCCTCCAT TCTCTTATTTTGGAGCTCCTCTTT 280

Ad09A13281 Aradu.A09 13281 p3 (AAG)5 15 77016507 77016521 TAGAATATTGCTCGCCCTCG CAGGATCCCCACTTACCTCA 248

Ad09A13290 Aradu.A09 13290 c (A)10ctaaaatacaaaataatttttttaaaattgtttataaaattttc(A)1165 77030211 77030275 TCACCATTTTAAACGTGGCA ACATGGGTGGACTTATAGATTCTT 245

Ad09A13294 Aradu.A09 13294 p3 (ATT)15 45 77033983 77034027 TGTTAGATATAATAGTCCTCGGTCCA GCGCAGATGCACGTAAAATA 268

Ad09A13295 Aradu.A09 13295 p3 (TAA)6 18 77034652 77034669 CACTGTACGAGATAAGTAATCCTACG AACAGTCCTCTGTCCAAGAAAA 279
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Ad09A13298 Aradu.A09 13298 p3 (TAT)5 15 77037706 77037720 CGTTTGGTGATACATAGGCTCA CATGCTGGTGGGAAATCTCT 189

Ad09A13302 Aradu.A09 13302 p3 (AGA)5 15 77106434 77106448 CGGTCTTAGGTGCCATTGAT TATAGCCGAACCCACCACTC 158

Ad09A13304 Aradu.A09 13304 p2 (GA)7 14 77120630 77120643 GAAGCTTTTGCCTTCCCTTT CCTAATTGGAGCAGGGATGA 267

Ad09A13306 Aradu.A09 13306 p2 (GA)11 22 77136843 77136864 GCTTTCCCCTTTCCTCAAAC CTCCCTCCTCCTCTCCTCTG 222

Ad09A13307 Aradu.A09 13307 p3 (TCT)5 15 77157167 77157181 TAGCCGAACCCACATCTCTC CTCGGAAGTGGAAGCTTTTG 207

Ad09A13314 Aradu.A09 13314 p2 (CT)7 14 77204241 77204254 TGCAGATCTCAGTGAAACCG CATCACTGCGAAATCGCTAA 256

Ad09A13315 Aradu.A09 13315 p3 (CAG)5 15 77204615 77204629 TTGCGCAACATGTAATGTGA GACAATGCAGGGTCCAAGTT 261

Ad09A13317 Aradu.A09 13317 p2 (TC)20 40 77212196 77212235 GTGCCCGAGGACCATACTTA ATCAAACGAACGCAATGTCA 252

Ad09A13318 Aradu.A09 13318 p2 (TA)16 32 77217241 77217272 TGTGCTTGTTTGAGCGTCAT TCAAACATCCACCAAATCCA 216

Ad09A13320 Aradu.A09 13320 p2 (AT)9 18 77221419 77221436 GCAGGTGCTCGACCTTTTTA ATCGCGTGATCTTTTAGGGA 100

Ad09A13321 Aradu.A09 13321 p3 (ATA)5 15 77222397 77222411 GCGGAGTAGCCTGTATTATGC CACAAATTTTGCTTCAATTCCA 232

Ad09A13324 Aradu.A09 13324 c (CTT)6tttcaa(CAT)539 77244308 77244346 TTCTTCTCCCTCCTCCTCATC TGTAAGTTCATGCTCTTCCAAA 224

Ad09A13325 Aradu.A09 13325 p2 (CT)6 12 77245652 77245663 TCCTTTAAGAGGAATCCTAATCC TCGCACTGACAAAAATCAGC 248

Ad09A13326 Aradu.A09 13326 c (CTT)5t(TCA)8(TCT)1276 77246721 77246796 TTCAAACTCTTCTTCTCTCAACTCC TGAATGTAAGGTCATCCTCTTCC 265

Ad09A13327 Aradu.A09 13327 p3 (GAG)5 15 77247392 77247406 GGAAGAAAAATGCAGCAACA ACGCACGCTACTCAACGATT 221

Ad09A13331 Aradu.A09 13331 p4 (ATAA)5 20 77252759 77252778 TTCAATTACATTCGAGACTTGGA CATCAAATCAAAAGCATGAACA 235

Ad09A13333 Aradu.A09 13333 p4 (TTAT)5 20 77255174 77255193 TCTCTTTTGAAACGACAAGCTG ATCCATGAAGCACTCCCAAG 207

Ad09A13335 Aradu.A09 13335 p2 (TA)11 22 77308021 77308042 CTCGACGATGCCATGAGTAA TTGTGCTCATTCCGTACCAA 277

Ad09A13336 Aradu.A09 13336 p2 (CT)7 14 77310084 77310097 CATCACTCAAAGGCACATGG AACAGAATTCCCCCAACCTC 225

Ad09A13337 Aradu.A09 13337 p3 (TCT)6 18 77331783 77331800 AAACCTAACCCTCCTCCCCT TTGCCTTCCCTTTTCCTTTT 272

Ad09A13340 Aradu.A09 13340 p2 (GT)6 12 77367899 77367910 GCGTACGCACACTTGTTGAT TCAAGAAAGCTGCCAATCCT 215

Ad09A13344 Aradu.A09 13344 c (AG)14ggagagagaa(AG)1262 77390406 77390467 TTTCAGCATGCTCATCCATC TCAGAGGTGCAGTGGAACAG 207

Ad09A13345 Aradu.A09 13345 p2 (GA)15 30 77415149 77415178 TGGAGGAGGAATGTTAGCAA TCTTTTTCAAAACCACCTAACCA 274

Ad09A13347 Aradu.A09 13347 c (A)10ggtgaaaaaactgtcgacctcagtttaaaagggttgagtgttgacaccc(A)1271 77422190 77422260 CCGAAACGAAAAATCCATTC CCACGAAACAACCACATGAA 278

Ad09A13348 Aradu.A09 13348 p2 (CT)10 20 77423606 77423625 AATGCCTCAACCTCCTTCCT GGTTTCGAAATGGCAAACAG 120

Ad09A13352 Aradu.A09 13352 p2 (TG)6 12 77448495 77448506 CCTCCTCCACTGACTCTTGC TGTTTCTCCACTCTCACCCC 245

Ad09A13356 Aradu.A09 13356 p3 (TTG)9 27 77480738 77480764 GAATCTTGATCCTGCATGCTT TCACATGAAATTGACTGCACC 258

Ad09A13358 Aradu.A09 13358 p2 (GA)6 12 77485808 77485819 TCCGAGGCATCATAGTGACA GCAAACAACGCAAACGTAGA 267

Ad09A13361 Aradu.A09 13361 p2 (AG)7 14 77514914 77514927 GGGGGCGATTTCTAAGCTAC TCCTAAAACCTAGAGAGAGGAGAGA 175

Ad09A13362 Aradu.A09 13362 p2 (AG)21 42 77544388 77544429 TTGGTTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 264

Ad09A13364 Aradu.A09 13364 p2 (CT)7 14 77569950 77569963 GTTTACCACCCCTCTTTCCC CGGAAAAGCACACCAAACTT 120

Ad09A13365 Aradu.A09 13365 p3 (AGA)5 15 77623369 77623383 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 258

Ad09A13366 Aradu.A09 13366 p6 (TTAGGA)5 30 77647321 77647350 CGCGATCTGCAGAATTACAA TGAACCTGAGATGCAGAAGAAA 251

Ad09A13368 Aradu.A09 13368 p2 (AT)7 14 77670780 77670793 AGCTCACGAGTTGGCTCAAA TGAGCTTGGATAAGCTCGAC 280
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Ad09A13370 Aradu.A09 13370 p4 (TATG)12 48 77677655 77677702 CCTCAGTGAGCGTCTGGAGT CTCGGCTCTCGAAGCTAGAA 271

Ad09A13371 Aradu.A09 13371 p2 (TA)7 14 77684074 77684087 TCTGCAAGCGAAGTTGGTTA TGTGGAAAGGTAGGTATGATCG 280

Ad09A13372 Aradu.A09 13372 p3 (ATT)9 27 77685379 77685405 ATGAGAAACAGCCTGCCAAG TCAATTCCATCTCAAAATTCACA 248

Ad09A13374 Aradu.A09 13374 p3 (TTA)13 39 77686576 77686614 TCGGACAAGAAAAATTAATCACT CGGTACTGATGTTTGCTGGA 198

Ad09A13376 Aradu.A09 13376 p3 (AAT)6 18 77691511 77691528 TCAATTTCATAATTTGAACGCA TTCAATGTTTATCAAACACCAACA 257

Ad09A13378 Aradu.A09 13378 c (GAA)5ggagaagaagaggaagaggaagaggaagaggaagatgagttgttcataatctacggtgagt(GAA)6gaggaagaggaagaggaaaaggaagatgaagatgagttgttcataattcacggtgagtgaagaa(GAAGAG)7200 77694393 77694592 TGAAAAGGCAAAGAGAATAACGA CTCACCGTGAATTATGAACGA 273

Ad09A13383 Aradu.A09 13383 p3 (TCT)16 48 77711496 77711543 ACCCACACCTTTCTCCCTCT TTGCCTTCCCTTTCCTCTTT 211

Ad09A13386 Aradu.A09 13386 p2 (AT)13 26 77754934 77754959 ACCCAAGTGGAAGCATGAAG CCGGTGACCTAGGTTGCTAA 209

Ad09A13387 Aradu.A09 13387 p2 (GA)6 12 77774509 77774520 AAACTCCAAACCCCAGCTTT GGTAAACCCTAGTGGCAGCA 277

Ad09A13389 Aradu.A09 13389 p2 (TA)7 14 77780958 77780971 TTGGGAGGAGGAGTTAGGGT CAAAATTTCCCCAACGAAAA 215

Ad09A13391 Aradu.A09 13391 p5 (CTTTT)5 25 77800963 77800987 TTTTTCTTGGCTTGGGAATG GATCTCTGGGTGCTCCTCTG 272

Ad09A13393 Aradu.A09 13393 p2 (AC)6 12 77805405 77805416 TGTGTGGGTTCTAAGTTGCG TGCTTGATTGTTGCTTGAATG 190

Ad09A13394 Aradu.A09 13394 p4 (ACTA)5 20 77806206 77806225 TGAGCAGCAATTAACAGCAAA CTTTCCACCCATCAACCATC 166

Ad09A13396 Aradu.A09 13396 c (A)10gagaagaagaaaatttcg(A)1038 77853228 77853265 TTTGCGGTTCATGAATGTTG TCAGCTTTGCTAGAGTCCCC 264

Ad09A13405 Aradu.A09 13405 c (A)10gagaaggagaaaaacgaaaaaaaaggggagaaaagaaaac(A)1060 78025424 78025483 TTGTTGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 229

Ad09A13408 Aradu.A09 13408 p3 (AAT)5 15 78045592 78045606 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ad09A13409 Aradu.A09 13409 p3 (TCT)5 15 78048663 78048677 TCCCACATAGCCGAACCTAC ACTCGGAGGTGGAAGCTTTT 214

Ad09A13412 Aradu.A09 13412 p4 (TAAA)5 20 78120988 78121007 GAATCCAATCACAAGGGTGAA TCGAAAATTTCCTCCCTCCT 230

Ad09A13415 Aradu.A09 13415 p2 (AT)11 22 78138310 78138331 TGCGTACTCATGCGTTCTTT ATGAACCCCAAGAAAAAGGG 217

Ad09A13416 Aradu.A09 13416 c (TGA)5ttttatgattctgagtattattattgtttgatttttctggattttgagttctgggttttgatgaggattctgggttct(TGA)5108 78145623 78145730 AAAGAACGGGGGATTCAGAG TCCATCACCATCCATCACAC 274

Ad09A13417 Aradu.A09 13417 p3 (GGT)5 15 78145874 78145888 GTGTGATGGATGGTGATGGA GGATCGACCCTTACTCACGA 206

Ad09A13418 Aradu.A09 13418 c (TGA)5(TGG)6 33 78151272 78151304 CATCAGTGGTGGTGGTTCTG TTTTTCGCTCCAAAATGGTC 213

Ad09A13419 Aradu.A09 13419 p2 (GC)6 12 78161757 78161768 CACAAGCATGGCACAACTCT CCCCACTTCCTACTTGGACA 110

Ad09A13422 Aradu.A09 13422 p2 (GC)6 12 78192805 78192816 CCAAGTTTCATCAAGGGACG GGGGGTGGGTAGAGAGAGAG 243

Ad09A13423 Aradu.A09 13423 p2 (TC)8 16 78192987 78193002 TTCTTCCTCCTCTCTTCCCC GGTGGTTCGGCTAGAAAATG 237

Ad09A13424 Aradu.A09 13424 p2 (TA)7 14 78206258 78206271 TTTGTTATGTGTCGAAACTCCG ATTGGTCAACAATGAGCGGT 280

Ad09A13428 Aradu.A09 13428 c (GTA)7acagtactagtaatagtt(GAA)760 78209259 78209318 AACCCCCTCTTGAATTTGCT TGAACTTGGCTTTTCCGTCT 204

Ad09A13431 Aradu.A09 13431 p3 (TTA)7 21 78215767 78215787 TAACTCAACATTGGGGCAAA GGGAAATTGTGGGAACAAAA 179

Ad09A13433 Aradu.A09 13433 p2 (AG)6 12 78251152 78251163 GTTTGGGGAAGAGGTGTTGA TGCAGGGATGACTTTTCCTT 123

Ad09A13435 Aradu.A09 13435 c (T)11cgaaaatctctcccccccactctataaataaacgtttgccacccctcattccccacaccattcgaatttcctcttc(CT)7101 78280654 78280754 TCATTCCCAAATTTTGTCCA CGGAAAAGCACACCAAACTT 244

Ad09A13440 Aradu.A09 13440 p4 (AACT)5 20 78300345 78300364 CCTCTTTCTTCCATGTTGCC ACCAATGTGCGTCTGAAGAT 272

Ad09A13444 Aradu.A09 13444 c* (A)10(AT)7* 23 78326566 78326588 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 169

Ad09A13448 Aradu.A09 13448 p2 (CT)7 14 78462021 78462034 CACCCTCTTGATTGGATGCT GGACAGCCAAAAGAGAGCAC 222

Ad09A13450 Aradu.A09 13450 p2 (TA)6 12 78494089 78494100 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 152
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Ad09A13451 Aradu.A09 13451 p3 (AGA)6 18 78495645 78495662 TGCCATTGATGGTAGTGGAA CTTCACTCTCCCCTCTCCCT 225

Ad09A13452 Aradu.A09 13452 p3 (TCT)6 18 78528147 78528164 CGTACGCATCATTCACGATT GAAAGAACATTGAGAAGGTGGTG 219

Ad09A13453 Aradu.A09 13453 p2 (TC)7 14 78531828 78531841 CAAACAGCAATCTGGCGTTA TGAGGTAGGTGGGGTTTTTG 267

Ad09A13454 Aradu.A09 13454 p2 (AT)10 20 78539101 78539120 TGTGGTGAAAAGTGGGAACA TCACCTGTGCATTGATCTTTTC 265

Ad09A13459 Aradu.A09 13459 p2 (AC)7 14 78581186 78581199 GCCCAAGCTAAGATTTGCAC GGCCTAACAAGACAGGTTGC 279

Ad09A13461 Aradu.A09 13461 c (TTTA)12(TTTG)23140 78584028 78584167 ACTATGCCCATGGTGAAAAA CGACGTGATGGAGGTTAGGA 280

Ad09A13463 Aradu.A09 13463 p2 (TG)7 14 78632202 78632215 GGTGAAGCGGAGAAGACTTT GGAGCCCATGAAAATATCAAA 280

Ad09A13465 Aradu.A09 13465 p2 (AT)7 14 78634734 78634747 CCAACATTCTTTCCACGCTC TGAGTTGGGTTGGACATGAA 167

Ad09A13467 Aradu.A09 13467 c (T)10g(T)10 21 78637687 78637707 GGTCGAACCGACCAATTTAC AATAAACTCAATTGTCCGCATT 183

Ad09A13470 Aradu.A09 13470 p2 (AG)6 12 78649005 78649016 AACAAATTAAAAGTTTTCCAGCAA GGAAGAGTAACAACAGCAGCAA 132

Ad09A13471 Aradu.A09 13471 p2 (CT)13 26 78650838 78650863 CTCAAGTGGTGGCTGGATTT TGCCCTGTAGCTGAAGTCTG 274

Ad09A13474 Aradu.A09 13474 p2 (CT)7 14 78653192 78653205 TTTTTCCTCGGCATTTCAGT TTGCCATCAAGTGCAAAACT 178

Ad09A13477 Aradu.A09 13477 p2 (TA)6 12 78662582 78662593 TTTCTTCACAATTCTGGGCG TCCGTTCCTGATTCAGTTCA 255

Ad09A13479 Aradu.A09 13479 p2 (AT)7 14 78679218 78679231 ACCCACCGTGGTATGATTGT TCGGGTGCTCTTCAATCTTT 164

Ad09A13481 Aradu.A09 13481 p3 (AAT)5 15 78704873 78704887 TTTGAATCAAGGGATGTTGATG ACAATCGCACCACAAGCATA 243

Ad09A13484 Aradu.A09 13484 p2 (CT)6 12 78719737 78719748 CCAATTTGGCAACATAAATCAA TTCTCAACCCAGAAAGCACA 276

Ad09A13488 Aradu.A09 13488 p2 (AT)6 12 78795611 78795622 GTTTGGGAGAGTTGGGAACA TTACTTGGGGCATTTTGTCC 208

Ad09A13489 Aradu.A09 13489 p2 (AT)12 24 78798457 78798480 GCTTGAAATCGGGTTAATGG TATATGGGCCAAACCTTGGA 234

Ad09A13493 Aradu.A09 13493 p3 (GAA)5 15 78808490 78808504 GCTAGCTATGAATGAGGGCG GTGATTCGTTCGTGGTTGTG 248

Ad09A13495 Aradu.A09 13495 p2 (AG)6 12 78826450 78826461 AAGAACCTGGGATTGAGAGTCA TTACAAAAGTCGCTGGCAGA 226

Ad09A13501 Aradu.A09 13501 c (A)10gtcgcgaaaaaaaatagaaag(A)1041 78871908 78871948 TGAAGCAAGAAAAAGCAGTGAA CTCAAGCTTTTCACTTGGGC 254

Ad09A13503 Aradu.A09 13503 p3 (AGA)6 18 78879365 78879382 AGTGGTCTTGGTGGCTTTTG CTTATCCCCCTTAGCCGAAC 263

Ad09A13505 Aradu.A09 13505 p3 (TTG)9 27 78892213 78892239 AACATCCAGTCAGGAGGGTG TCCCGCTTAAATTGCTAAAAA 272

Ad09A13506 Aradu.A09 13506 p2 (AT)8 16 78894048 78894063 TCGAACGAATCAAATCTCTCC TGCCTCTCTCCAAATTCAGG 264

Ad09A13509 Aradu.A09 13509 p2 (TG)11 22 78896747 78896768 TCAAATTTCTCCTCTTTTATTCATTTT CGCGTCCAATTAAAAGGGTA 271

Ad09A13511 Aradu.A09 13511 p3 (GAA)6 18 78904766 78904783 AAGGTAACCACCATGCGAAG CCACCATTCTCACCCAATCT 267

Ad09A13512 Aradu.A09 13512 p2 (GA)9 18 78905025 78905042 GGGTGAGAATGGTGGTCAAC TTCAACCAAGCTAATCAAACTCA 279

Ad09A13513 Aradu.A09 13513 p3 (AAG)5 15 78920126 78920140 TCCAAGTAATTTTGCAGCATGT CCCTCTTCCTCATCTTCTGC 191

Ad09A13516 Aradu.A09 13516 p2 (TC)6 12 78927918 78927929 TCGAAAATACCTCCCTCTTTTTC GGAGAATCCAAACACAAGGG 240

Ad09A13517 Aradu.A09 13517 p3 (TTC)8 24 78931334 78931357 ATTTCTTTCCCACCCAAACC TTTCCCATAACTCGGAGGTG 272

Ad09A13519 Aradu.A09 13519 p2 (TA)11 22 78963413 78963434 ACCCCTTTTCTCTCCCTTCC TGCATACAAACGGGGTGTAG 191

Ad09A13521 Aradu.A09 13521 p5 (TTATC)5 25 78996064 78996088 ACTGCGAGGATGGGATGTAG ATAGAGATAAGGGCGGTCCC 268

Ad09A13522 Aradu.A09 13522 p3 (AGA)8 24 79009049 79009072 TTAAAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 239

Ad09A13525 Aradu.A09 13525 p3 (AAT)6 18 79062273 79062290 AGTTGATCAGACGGAGGTGG TGATGCATGCACCTAGAGACA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A13528 Aradu.A09 13528 c (GA)6ggaagttggaagatggaaaatggaatgaagaagaagagttgctttgtttcgttgttgtgggaaacagaacaca(AAGG)6109 79067720 79067828 TTCTGACTGACGCTGACACC TGTGTCTCTGGCCGTTACTG 242

Ad09A13535 Aradu.A09 13535 p3 (AGA)6 18 79097922 79097939 TAAAATATTGCTCGCCCTCG TCAAATTCACTTTCCCACCC 133

Ad09A13539 Aradu.A09 13539 p2 (AT)7 14 79116827 79116840 TTTTCAGGGTTGTACTGGGG CCCAAGTTGAATCCTTGGTT 248

Ad09A13542 Aradu.A09 13542 p2 (AT)7 14 79130888 79130901 TCAAAGCTCCACCAAAATCA GCCTAAACTCCGCAGGTTGT 276

Ad09A13543 Aradu.A09 13543 p3 (AAG)5 15 79136173 79136187 GCTTTTGTCTTCCCTTTCCC TACCCTCTCCCCTTTCCCTA 269

Ad09A13545 Aradu.A09 13545 p2 (AG)6 12 79144012 79144023 CGGAAAAGCACACCAAACTT TGGCTCTCTCTTTCCACCAC 109

Ad09A13552 Aradu.A09 13552 p4 (AAAG)9 36 79225814 79225849 AACCTCAACAAAAACGGCTG CGTTTCATCATCTCGAGCTTT 270

Ad09A13553 Aradu.A09 13553 p2 (AG)6 12 79234940 79234951 GAGCCATCATCACTTGAGCA GGAACATTAAACCTGGAAATTGA 129

Ad09A13554 Aradu.A09 13554 p2 (CT)6 12 79257227 79257238 TCTGAAACACCTCAATTTGCAT GGGAATCCATCCATTCATTG 260

Ad09A13555 Aradu.A09 13555 c (AT)6ttttttccttttatatttttttcttcttc(T)1051 79273758 79273808 CCCAGGATTTCCTTTTCACA AAGGGAATTTGGGTACCTATTCA 257

Ad09A13558 Aradu.A09 13558 p3 (AAT)7 21 79311565 79311585 TCTTAAAAACCAACGATATCATAACAA TTTTGCAAACTGTTGGATCG 275

Ad09A13560 Aradu.A09 13560 c (T)10cgg(T)12 25 79329112 79329136 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 228

Ad09A13561 Aradu.A09 13561 p2 (GT)9 18 79357659 79357676 GGGGAATAAAATCACCCCAG TTTCAAGGTTGTAATGGGGC 259

Ad09A13563 Aradu.A09 13563 p2 (AG)6 12 79374521 79374532 TTGTTTTCCCTTAGGAGCCA CCTCTTTCCACCACACCATT 153

Ad09A13566 Aradu.A09 13566 p2 (TC)10 20 79396644 79396663 TTGGAGAAAGCGTTCCAAAT CGAATCGGAAACTTGGATTTT 280

Ad09A13568 Aradu.A09 13568 p3 (ATA)17 51 79403342 79403392 TTTTTAAAGATTTTAAGGCTGTGAG AAGGCACCATAGAACTCACCTT 280

Ad09A13570 Aradu.A09 13570 p2 (TA)8 16 79404737 79404752 TGAAGATATTTGCTAATTATTACCGTG CCATGCACGTGAGAAGATTG 272

Ad09A13571 Aradu.A09 13571 p3 (ATG)6 18 79413875 79413892 ACTCCATTATCACGCGCTTT AGACAAATGGTAAGAGCCACC 172

Ad09A13573 Aradu.A09 13573 p3 (ACT)5 15 79417618 79417632 TCACCCACCAACTCACAAAA TGCATTGATGAGGAGGATGA 191

Ad09A13574 Aradu.A09 13574 c (T)10ctaataaggttttgc(TAA)643 79420223 79420265 TTGTACTTGCTTTCTGGGGG GGAGCCTTTAAGAGTGGCCT 280

Ad09A13575 Aradu.A09 13575 p2 (TA)13 26 79420576 79420601 TTTGATATCTCATCTCTTGTCAAAAA TGGAGATTTGGAGCAGTTCA 273

Ad09A13577 Aradu.A09 13577 p2 (TC)6 12 79435661 79435672 GCCGTTTTGGAACAAGTGAT CATCGTACTTGGTCGGAGGT 155

Ad09A13579 Aradu.A09 13579 c (T)11g(T)10 22 79439474 79439495 ATATGGCCAGTCCGACCTC ATACCTGCATTGAGCGCTTT 184

Ad09A13582 Aradu.A09 13582 p2 (TA)7 14 79453325 79453338 AAATTTCCCCAATGCCAAGT ATGGGGCTAAGGTAAGGGTG 237

Ad09A13583 Aradu.A09 13583 p2 (CG)6 12 79457536 79457547 CTGCCGCACCTCTAGTTCAT CACGATGTTAGCCCAGGAGT 228

Ad09A13587 Aradu.A09 13587 p3 (AGA)5 15 79603465 79603479 CAGCTGAGAATCTGACGTTGA GCTGCAACCCTACATCCAAT 273

Ad09A13592 Aradu.A09 13592 p3 (AAG)6 18 79661220 79661237 ACCATCTTCTTGGCCACAAC TACACCTCTCCCCCTCTCCT 271

Ad09A13594 Aradu.A09 13594 p2 (AG)7 14 79677447 79677460 CGTGCAGAAAGTGCAGAAAG GAAACATTGAACCTGGAGTTGA 246

Ad09A13597 Aradu.A09 13597 p3 (ATA)6 18 79687406 79687423 TTCTCGAAACATGACAAATTCTACA TCAATGTCATCGTAGTCCAATTTT 271

Ad09A13598 Aradu.A09 13598 c (TTC)5ctcaatgaaaaccacgactgtcattttttcttcgcgttt(CTC)672 79703164 79703235 TCCAAAGTGCTCATTCACCA GGAGGAGAAACACGACGAAG 186

Ad09A13599 Aradu.A09 13599 p3 (GAA)14 42 79705073 79705114 AGGAGGAAGACGAGGAGGAA CAGACGCCCTCTTTTAGCAC 164

Ad09A13600 Aradu.A09 13600 c (T)10caattaagttactcttaatagtaattggcttaattttatagggacccaact(A)1273 79706493 79706565 TTTTTCTTTTTAATTGGGTTCCTG ACGGGCGTAAGAACCCTC 275

Ad09A13604 Aradu.A09 13604 p2 (AT)6 12 79707998 79708009 TTTGCATGAATTATCACCGC TAACCCAGTCTGCGCGAT 241

Ad09A13605 Aradu.A09 13605 p2 (TC)17 34 79712850 79712883 TGAGTTTTCTCCTCCGGTGA CCTCTGTGTCGGGCTTTTAG 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A13607 Aradu.A09 13607 p3 (TCT)6 18 79729978 79729995 TTCTTGGCCGAATACACCTC AGTGGTCTTGATGGGCTTTG 261

Ad09A13608 Aradu.A09 13608 p3 (GAA)6 18 79732267 79732284 CCCCTAATGAAAGTGGGGTT GGGAGGATACCGGAAAGCTA 176

Ad09A13609 Aradu.A09 13609 p2 (GA)9 18 79739773 79739790 TGAAAGTGAGGTAGGTGGGG ATAAGCAGCAGTCTGGCGTT 280

Ad09A13611 Aradu.A09 13611 p3 (TAA)5 15 79778784 79778798 ATCCCACGGAGATTGTTGAT TTGACAATGGTGATGCCCTA 270

Ad09A13612 Aradu.A09 13612 p2 (AT)6 12 79788275 79788286 CCACACACTCTGCCTCTTCA AGTATGGCTTTTGGTGGCAG 247

Ad09A13615 Aradu.A09 13615 p3 (TAA)5 15 79828766 79828780 CTTCGCACAACTAACCAGCA GCACAACATCTTCATACGCC 246

Ad09A13616 Aradu.A09 13616 p2 (AT)6 12 79836010 79836021 CCTCACGTTCAGGTCCAAAT TGCAGAGCTGCTGCTACATA 234

Ad09A13618 Aradu.A09 13618 p2 (GT)6 12 79875200 79875211 CCGTTCAAATTGGAGCTCAT CACTCCATAGGCAACACCCT 197

Ad09A13619 Aradu.A09 13619 p3 (TTC)5 15 79891808 79891822 GATTCTGGTCACGCACACAC TGGAGGCAGAAGAAATTAAGAAA 250

Ad09A13620 Aradu.A09 13620 p2 (TG)6 12 79899416 79899427 TGGCAGCAACATGACTCTTC ACCCTAACCCGCCTAACACT 128

Ad09A13621 Aradu.A09 13621 p2 (AC)8 16 79917272 79917287 CCGTGGTATGACCGTTCTTT CGCGCACAACTCTCTGTTAC 237

Ad09A13624 Aradu.A09 13624 c (T)10g(T)11 22 79950902 79950923 CCATGATGGAGAAAGGGAGA TCCATTTATTTTATTATTTTCGGTCA 116

Ad09A13625 Aradu.A09 13625 c (AT)6ttttcttttgcaacatgctttttc(T)1046 79957922 79957967 TTTTGCTCTTGCCTTTTGGT TGGCTCTTGAAAGAATGATGAA 221

Ad09A13627 Aradu.A09 13627 c (GA)7aagcaaagaggtgttgggtggtggt(GA)1671 79968639 79968709 AACCTGGAGCAGAGCAAAAA TTCTCCTCCTTCAACTCCCA 235

Ad09A13631 Aradu.A09 13631 p4 (AATA)5 20 80003311 80003330 GTCCTTGTCCTTGCTCTTGC TTCTCTCCCTTTCATCTCCTTC 228

Ad09A13633 Aradu.A09 13633 p3 (TCT)7 21 80018604 80018624 TCAAAAACACTTTCCCACCC CCTTAGGTGCCACTGATGGT 277

Ad09A13635 Aradu.A09 13635 p2 (TA)7 14 80041573 80041586 CCCTCTATTGAGAACCAGCG TGAGCCATTAACTCAAAACCG 278

Ad09A13636 Aradu.A09 13636 p3 (TTC)5 15 80085868 80085882 AGGATACCCGGAGAGCACTT CCCCTAATGAAAGTGGGGTT 175

Ad09A13640 Aradu.A09 13640 p2 (GA)6 12 80156372 80156383 TCCCAGAATGATGGGGTAAA TCCACATTCCTTGTGCCATA 279

Ad09A13641 Aradu.A09 13641 p2 (CT)6 12 80183663 80183674 TTCAGCATTATTGCAGTTGCTT GAAGATGCAGAACCGAAAGG 160

Ad09A13642 Aradu.A09 13642 p2 (AG)6 12 80188825 80188836 CAACAATAACCCCCACAACC ATTCATAACTCCACCGGCAA 212

Ad09A13645 Aradu.A09 13645 p3 (CAT)5 15 80198851 80198865 TTTTTGCAGGGAAAAGATGG ATGATTGGAACCATTTGGGA 277

Ad09A13650 Aradu.A09 13650 p2 (TA)11 22 80242087 80242108 CAATGGAAGAGCAACGGTTT AAACGTATTTCGCCATGTCA 261

Ad09A13651 Aradu.A09 13651 p2 (AC)6 12 80254949 80254960 GCTTTGGAGCGTACAAGGAG TCCAAGATCAAAAATGAAAAATTG 169

Ad09A13654 Aradu.A09 13654 p2 (AT)6 12 80311085 80311096 CGTTAGTCATGACCTGCGAA AGCTGGAGCTCGTCTGAAAG 245

Ad09A13657 Aradu.A09 13657 p2 (AG)7 14 80351477 80351490 AAACCCTAACCCAGTGACCC CGCACAGATCCTTCTTCCTC 210

Ad09A13658 Aradu.A09 13658 p2 (TA)7 14 80354874 80354887 GGATATGGGCGCAGAAGTTA TAAACCGCAATACCATTCCC 275

Ad09A13659 Aradu.A09 13659 p2 (AG)7 14 80358662 80358675 AAACCCTAACCCAGTGACCC CCTCTCTTCATCCGCAACTC 194

Ad09A13661 Aradu.A09 13661 p2 (AT)10 20 80383222 80383241 TCGAAATTTGATTTTATTTTCCATT TACTGGCAATTTTGCTGCAC 278

Ad09A13662 Aradu.A09 13662 p3 (TTC)6 18 80396986 80397003 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 276

Ad09A13664 Aradu.A09 13664 p2 (GT)6 12 80407562 80407573 TTCTTAGATCCAACCCGTGC CACGCACGCTCAAACATACT 195

Ad09A13665 Aradu.A09 13665 p3 (AAC)5 15 80414408 80414422 ATATGCATAGGGCAAAACCG TCAATGTGATGATTGGCGTT 181

Ad09A13666 Aradu.A09 13666 p2 (TA)6 12 80415053 80415064 TTGGATACGTGAAGTGGCAA ATGTTTCAAACTTTTCGGGA 263

Ad09A13668 Aradu.A09 13668 p2 (TA)10 20 80432522 80432541 TTCATCGGACAATTTGAAAGG AGAACCAGGCTTTCTCCTGA 168
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Ad09A13670 Aradu.A09 13670 p3 (AGA)8 24 80466920 80466943 TCAAAATTTCTGAATTAAAACAACA TCTGCTCCTGAATCTATCGTAGC 264

Ad09A13671 Aradu.A09 13671 p3 (AGA)5 15 80473414 80473428 TGCTAAAATTAGAAGGCGAAAA AAATTCAAATTTTTCTGTTCCGA 182

Ad09A13672 Aradu.A09 13672 p3 (TTC)5 15 80477500 80477514 AAATTCAAATTTTTCTGTTCCGA GAACTAAAATTAGAAGGCGAAAACA 184

Ad09A13673 Aradu.A09 13673 p2 (AT)6 12 80491633 80491644 AACAAGTACAGGGCAAACCG TCGAAAAACGAGAGCAAAGAA 278

Ad09A13678 Aradu.A09 13678 p3 (TTA)7 21 80510453 80510473 TGGACTCAAAACTCACATGCTT AAGTGTGAGGAGGTTGTCCG 219

Ad09A13682 Aradu.A09 13682 c (T)10aaaaattt(TAA)1975 80554988 80555062 TGGTTCCGTGAATGAAATGA GGGGTAGGATATAAGACCCCAG 269

Ad09A13683 Aradu.A09 13683 p2 (TA)7 14 80569583 80569596 TGGTTCCGTGAATGAAATGA CCTTTCTTCTCCTGCTCCCT 183

Ad09A13689 Aradu.A09 13689 p2 (TA)6 12 80619681 80619692 AAAAACAATGCCAAAAAGCG ACACGTCGTACACGAAACGA 267

Ad09A13694 Aradu.A09 13694 p3 (TTC)6 18 80643851 80643868 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 232

Ad09A13696 Aradu.A09 13696 c (A)10gagattttcgag(A)1133 80680179 80680211 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 247

Ad09A13698 Aradu.A09 13698 p2 (GA)9 18 80709574 80709591 TGGCAAAGAAGGAAGAAGGA TTCACGTTCTGTTCATCCCA 235

Ad09A13700 Aradu.A09 13700 p2 (TG)6 12 80718561 80718572 AAAACTCCCCGCTAAGAACC GCACACATGCATACAAACCA 243

Ad09A13701 Aradu.A09 13701 p2 (AG)6 12 80720011 80720022 TGGTCATACGCGATTGGATA CATCCTCCATCTCATCCACC 166

Ad09A13702 Aradu.A09 13702 p2 (TA)6 12 80720267 80720278 GGTGGATGAGATGGAGGATG TTTGTGTGACGCGATCTTTC 230

Ad09A13705 Aradu.A09 13705 p3 (TTC)7 21 80760449 80760469 CACCTTGACCGAAACACCTT CTAGAGGATTCTCCGGCCTT 177

Ad09A13706 Aradu.A09 13706 p3 (GAT)5 15 80764954 80764968 ACGCTGCTTTGCTGAAAAAT TCATAATCAATCATCCCCATCTC 271

Ad09A13707 Aradu.A09 13707 p2 (GA)6 12 80769989 80770000 TGAAAGTGAGGTAGGTGGGG CCTAATTGGAGCAGGGATGA 216

Ad09A13712 Aradu.A09 13712 c (GA)6gttgcagaggtt(AG)636 80832208 80832243 GGAAAAGAGAGAAGGGGTGG TTGCATCTATGTCACGCGAT 230

Ad09A13714 Aradu.A09 13714 p3 (AAT)5 15 80868780 80868794 CCCACGGAGATTGTTGGTAT GAAGGATTGGATGAAGGCAG 224

Ad09A13725 Aradu.A09 13725 p3 (AGA)6 18 80982963 80982980 AGTGGTCTTGATGGGCTTTG TACACCTCTCCCCCTCTCCT 245

Ad09A13726 Aradu.A09 13726 p2 (AG)6 12 80986616 80986627 CGGAAAAGCACACCAAACTT CCCACATCATTCGAATTTCC 100

Ad09A13729 Aradu.A09 13729 p3 (GGT)5 15 81040281 81040295 TAAGGGAGCATAGTGCCGTC GATGCCAAATGGGGTTGTAG 182

Ad09A13730 Aradu.A09 13730 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 81041685 81041738 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 242

Ad09A13733 Aradu.A09 13733 p2 (AG)10 20 81061502 81061521 CCAAAAGACCAAAGCCTTCA TTTCAATTTGCAAAAGCTGC 229

Ad09A13734 Aradu.A09 13734 p3 (AGA)5 15 81079246 81079260 CGGTCTTAGGTGCCATTGAT ACTATACCCTCCCCCTCCCT 234

Ad09A13745 Aradu.A09 13745 p2 (TA)6 12 81126704 81126715 TTGTGAATTAACTTGCATACTCG TCGATTGTGGTTCAATGTTCA 252

Ad09A13749 Aradu.A09 13749 p2 (TA)6 12 81160966 81160977 TAGGGTACGGGTTTAGCGTG TGAAGGAGGTTGAGGGTTCA 122

Ad09A13752 Aradu.A09 13752 p2 (AT)6 12 81184064 81184075 CCAAAAATACCATGCACACC GACCCAAGCTTGATGCTCTC 260

Ad09A13754 Aradu.A09 13754 p2 (TA)6 12 81185033 81185044 TTTGAATCTTTCTTTGGTTTTTGA TCCATTTCAACTTATATATCCCACA 267

Ad09A13757 Aradu.A09 13757 p3 (TAA)5 15 81192781 81192795 ACCCAGATCAGCTTTCCTGA TAAATGGCTTGAGGGTTTGC 275

Ad09A13761 Aradu.A09 13761 p3 (TCT)23 69 81217162 81217230 CATCAATCAGGTCCTTCCGT GTGGCTTTTCATTTGCGTTT 236

Ad09A13762 Aradu.A09 13762 p2 (AG)6 12 81222221 81222232 AACAGAATTCACCCCAAACG CGAGGCTTCCTTCTTTCTGA 227

Ad09A13767 Aradu.A09 13767 p2 (AT)6 12 81236312 81236323 TGTGTCTTTTATGTGTTTTCCTCC ATGATGGAGCAAGGGAGATG 280

Ad09A13775 Aradu.A09 13775 p2 (AT)9 18 81305212 81305229 CTACACAGGACTCGTTGCCA TTTTGCCGACAGAACAACAG 251
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Ad09A13778 Aradu.A09 13778 p4 (TTTA)7 28 81311160 81311187 ATGAAAATGGTCCCAACCAA GAGACTGCAGATTCGAGTTTTTC 143

Ad09A13779 Aradu.A09 13779 p4 (TTTA)5 20 81314059 81314078 GTGTCCAGAGGGTTCTCCAA AGCCACCAAAGTTGGACTTC 102

Ad09A13781 Aradu.A09 13781 p3 (TGA)6 18 81320273 81320290 TGCTCACTTGACATTCCTTCA ACATCGGGTCGTCTCTCAAG 254

Ad09A13782 Aradu.A09 13782 p3 (TTC)6 18 81337615 81337632 CACAACACAAACCCCCTCTT ATCTCCATGACTCGGAGGTG 244

Ad09A13787 Aradu.A09 13787 p2 (AG)6 12 81362406 81362417 CATGCCGCAATTACAGAAAA ATTGGGAAGGAACAAGACGA 240

Ad09A13788 Aradu.A09 13788 p3 (TAT)10 30 81367264 81367293 GTTTATCTAACCGCCGCAAA GCTGAGGGTTAGAGCTGGTG 233

Ad09A13790 Aradu.A09 13790 p3 (AAT)5 15 81370491 81370505 TCCCTGTCTTCTCTTTCCCA GCAACGCATCCTTTACTGCT 267

Ad09A13791 Aradu.A09 13791 p3 (TTC)17 51 81390278 81390328 CACCCCACAGTCGTTTGTTA AACGCAAACAGAGGAAAACG 141

Ad09A13792 Aradu.A09 13792 p3 (TTC)12 36 81390705 81390740 TGGTGAACCGAAATCACAAA GAACGACGGAGCTTATTTCG 233

Ad09A13793 Aradu.A09 13793 p3 (TTC)5 15 81390845 81390859 TTCTCTGCTCGCATTCTTCA TGGTGAACCGAAATCACAAA 231

Ad09A13794 Aradu.A09 13794 c (AGA)5aa(AAG)5 32 81391248 81391279 TGTGATGCATTTCGGAAGAA CGCGCATTAATGAGAGTGAA 258

Ad09A13795 Aradu.A09 13795 p3 (ATT)5 15 81391915 81391929 GGGTGGGTTGTTTCCTTTTT GGGAATCGTAAAGATGGCAG 206

Ad09A13796 Aradu.A09 13796 c (TC)14(TG)6 40 81393569 81393608 ACCATTTCACAGCTCCCATC ATACCGACGGCGACTAAGTG 223

Ad09A13800 Aradu.A09 13800 p2 (GA)6 12 81404305 81404316 TGACAAACTATCGGAAGGTGA TTGAATACTCACAAACCTTTTTCC 265

Ad09A13806 Aradu.A09 13806 p3 (ACC)5 15 81428360 81428374 CTGTTTCTGTGTTCCCCGAT GACAGCCCTAGTAACAGCGG 260

Ad09A13812 Aradu.A09 13812 p5 (AAGAT)5 25 81484748 81484772 CCAAATCCTAAGGCAGTCCA GGTGGTGTTGATTCCTTCGT 269

Ad09A13814 Aradu.A09 13814 p2 (TC)6 12 81500213 81500224 TGGCGACATAAAGAAATCAACA TGAAGATTAGAGGCTGGGGA 250

Ad09A13815 Aradu.A09 13815 p2 (AG)6 12 81521576 81521587 CGGAAAAGCACACCAAACTT ACACGTTCAGCCTCCTCATT 117

Ad09A13820 Aradu.A09 13820 p2 (TG)10 20 81571729 81571748 AGGGGCTTTCTTTATGGACC AAGCAAACATAGGCAGAGCA 216

Ad09A13821 Aradu.A09 13821 p2 (AT)7 14 81572128 81572141 TCCCGATAGTGCGAGAGACT TCATTCGCAGTTCATCCTTG 261

Ad09A13822 Aradu.A09 13822 p3 (TAT)5 15 81583079 81583093 AACGCAGTTGCGTAGAACCT CCCGGTTAAACCAATCTCCT 221

Ad09A13823 Aradu.A09 13823 p4 (ATAA)5 20 81589931 81589950 TGGAATCCACAAGTGCCATA AAAACAAAAAGGAGCCACCC 116

Ad09A13828 Aradu.A09 13828 p3 (TAA)5 15 81596918 81596932 TCTTTAAATTGCTTGACTAAAATATCA AAAATAACATACATTTTTGTCCACTTG 242

Ad09A13829 Aradu.A09 13829 p3 (TAA)5 15 81598074 81598088 TCAATCAGAATTTCCCCACA CCCATTTTCCGGTTTCTTTT 254

Ad09A13830 Aradu.A09 13830 p4 (AAAT)5 20 81599674 81599693 TGCAACAACACGACAGAATG TGTTGGATGGGTCTTGGAAT 262

Ad09A13831 Aradu.A09 13831 p3 (ATA)13 39 81599912 81599950 CTCACATTGCACTTCCCAGA AGTTTGCGTCTTCCAGCAGT 276

Ad09A13832 Aradu.A09 13832 c (T)11caatgctactagtgcacatggcaagaccaaaacgggaaaaagaaaattgatataataaaatatatttattaatcaacaccccccacccc(AT)8116 81601956 81602071 AATTCCCCCTTCATTGGAGT TCAAACCTGCCAAGCTACTG 235

Ad09A13833 Aradu.A09 13833 p5 (CTCTT)5 25 81606096 81606120 TCCAAAATGTTGAGACACGG GGAGAAGGGAGGCTAAATGG 264

Ad09A13835 Aradu.A09 13835 c (A)14gagaagaggggttnnnnnnnnnnnnnnnnnngaagaggggtttgaaaggggaaatgaaggagaaaaagagtgatgaatatgaa(TG)11119 81612999 81613117 CGGGGATAAAGAAGGAGGAG ACTCTTACGCGCACTTGACC 200

Ad09A13838 Aradu.A09 13838 p3 (AGG)5 15 81631786 81631800 ATCCCGATACTCCTTCCGAC ATGCTATGGCTGAGACTGGG 185

Ad09A13840 Aradu.A09 13840 p2 (AT)6 12 81632982 81632993 GCTTAGGCTAGCGAGAGTGC TGTCCCCTTTTTATTGCTTTTC 280

Ad09A13841 Aradu.A09 13841 p3 (TGA)5 15 81635381 81635395 TGAAATAATAACTAAACAAGTGGCA TTTCTGCAACAAATGGGAAA 269

Ad09A13842 Aradu.A09 13842 c (AAG)6aaagaagaagaaagagcaccgcgatgaaggggatcgtacaaaagaaga(AGG)684 81641888 81641971 TCTTGGCATTGGCTTCTTCT GCCCTCAAAAATCTCCCTTC 244

Ad09A13843 Aradu.A09 13843 p3 (AGA)9 27 81690764 81690790 CTAGAGGATTCTCCGGCCTT CGAATCCACATCTCTCCCTC 174



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A13844 Aradu.A09 13844 p3 (ATT)5 15 81693400 81693414 GTTAGCTCCAATGGCAGGAA CAAGAAAAGGAGATGGCAGC 123

Ad09A13847 Aradu.A09 13847 p2 (TA)7 14 81705252 81705265 GCCACCACGTGTTCTAGGTT TGAAGCCAACCCGATAAGTC 207

Ad09A13851 Aradu.A09 13851 p3 (TTA)21 63 81717593 81717655 TGTGGTTTTAGGATTGTTGATGA GCAGCCATTTTAATTCAAGAAA 244

Ad09A13853 Aradu.A09 13853 p2 (TA)6 12 81724154 81724165 TTCAATGCCTCTCCCAAATC ACTGCATGCACTTGCGTTAC 202

Ad09A13854 Aradu.A09 13854 p3 (GAA)6 18 81727338 81727355 CACTGCCCAACTAACTGCAA TGGGGTGGTACCCATCTAAC 277

Ad09A13855 Aradu.A09 13855 p2 (GA)6 12 81728612 81728623 CGAGGACGGATACACGAGTT CTAATCATAAACACCCCCGC 253

Ad09A13859 Aradu.A09 13859 p2 (AT)6 12 81789273 81789284 TCAGATCCTCTTGGCTTCGT CACGAAGGGATTTTTGTTGG 274

Ad09A13863 Aradu.A09 13863 p2 (CA)8 16 81821949 81821964 CAACCTCCCCACACTTAAACA TGATTCTATGTTCCCCGCTT 274

Ad09A13865 Aradu.A09 13865 p5 (TTTAT)5 25 81831355 81831379 TTTTTAAGCCATATTTTCGATTTTT TGGAGAAAAGGAGATGATGTGA 258

Ad09A13873 Aradu.A09 13873 p2 (TA)6 12 81920178 81920189 AAAATCGTGTCACACTCGCA GATTTGGAGATACGGGGGTT 216

Ad09A13874 Aradu.A09 13874 p3 (TTA)5 15 81921865 81921879 ATACGTGAATCGGGTAACAAA ATTTCTCATGCCTCCGCTTT 280

Ad09A13876 Aradu.A09 13876 p3 (TTA)5 15 81923555 81923569 TCGATTTTTGTAGTGTTAGCCC TGGCAATAATTTGGCCTGTT 155

Ad09A13878 Aradu.A09 13878 p2 (GA)9 18 81934254 81934271 GGAGCAACAGAATCAGAGCC ACAACCACTCATTTGGCCTC 221

Ad09A13880 Aradu.A09 13880 p3 (AAT)6 18 81940243 81940260 ATTCGAACTCCCGACACTTG CCAACAGGGACAAAGCATCT 238

Ad09A13881 Aradu.A09 13881 p2 (TA)10 20 81950860 81950879 CCCTACCCATCTACATCCGA CATTGAGTAGAGAAATCTTGGCA 280

Ad09A13884 Aradu.A09 13884 p3 (ACT)5 15 81956716 81956730 TGATTGGCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 165

Ad09A13885 Aradu.A09 13885 p2 (AG)6 12 81961854 81961865 GGCTGCAAAGTGGAGGAATA TCATAAGTCAATTGGGCAACA 236

Ad09A13886 Aradu.A09 13886 p2 (TA)7 14 81969027 81969040 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 164

Ad09A13887 Aradu.A09 13887 p3 (AGA)6 18 81970584 81970601 CATAGGTGCCATTGATGGTG CCTAAATGGCCGAACACACT 243

Ad09A13893 Aradu.A09 13893 p2 (AG)8 16 82087094 82087109 GCATAGGCCAAATAGGCAGT CCAGAGGTTATAAAGTGGGGG 262

Ad09A13894 Aradu.A09 13894 p2 (TC)6 12 82093580 82093591 ACCATTGCCACCTTCTCAAG CCATAGTCATTCTGCAGCGA 256

Ad09A13895 Aradu.A09 13895 p2 (AG)6 12 82096776 82096787 ACGCTCCTAGCGATTTCTGA GGAACATTGAACCTGTGATGAA 228

Ad09A13898 Aradu.A09 13898 p2 (AT)6 12 82123936 82123947 TGACGTTAAATGCCAAGCTG GCCTCAAAGTTTAGCGTTGC 179

Ad09A13899 Aradu.A09 13899 c (A)10gagaaaaaagatagtatatgc(A)1041 82181202 82181242 CCTAGCTCAGAGGACGGATG TAGGTAGGTCGGGCATTTCA 208

Ad09A13900 Aradu.A09 13900 p3 (AAT)5 15 82200408 82200422 GAAGGAACAGGGAAAAAGGC GGACGTTGGCTTTGTGAAGT 200

Ad09A13903 Aradu.A09 13903 p3 (ATA)11 33 82219566 82219598 AGCCCATCCACAACTTCAAC AGGATCTTCCTGGCCATTCT 231

Ad09A13905 Aradu.A09 13905 c (GT)19(GA)7a(AG)1073 82222059 82222131 GTCAGCGTATCCGTGTCGTA TGGGATGTCACATTGAGGAA 266

Ad09A13908 Aradu.A09 13908 c (TAA)16(TAG)9 75 82267315 82267389 GCAAAAGTGGGAATTATGGG TGTTCTTCATCTAACCAATCAACAA 222

Ad09A13910 Aradu.A09 13910 p2 (AG)6 12 82280546 82280557 GCGTTTTGACCCAATTTTTG AAGGAACATTGAACCTGGGA 214

Ad09A13911 Aradu.A09 13911 p2 (AT)9 18 82283562 82283579 CGGATCTCCTCTCGTCTCTG TCCCCTTATTCCCAAAAACC 215

Ad09A13912 Aradu.A09 13912 c (ATG)5attgattgtctgaatcgaaaagtgaatggtgatg(AT)763 82310442 82310504 CAGCCAAGATATGGTTTCGG CCAACCACATTATCATTTCATCA 272

Ad09A13913 Aradu.A09 13913 p2 (AT)9 18 82312836 82312853 TGACTAGCCGGCGTAAACTC CTTAAGCTTTGCCTCGCATC 186

Ad09A13914 Aradu.A09 13914 p2 (CT)6 12 82320823 82320834 TTTAACGCCAGAATTGGCTC TTGAATTTGAATGGTGGGGT 256

Ad09A13917 Aradu.A09 13917 p3 (TTC)6 18 82331122 82331139 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A13918 Aradu.A09 13918 p2 (TA)6 12 82360541 82360552 CACCAGTTTGTGACCATTGC TGATTAATACGATAGGGGATCAAAA 269

Ad09A13919 Aradu.A09 13919 p3 (GTG)5 15 82361588 82361602 CACGGGTATTGAGCAGGTTT ACACGACCCAGAATCCAAAG 212

Ad09A13921 Aradu.A09 13921 p2 (GA)22 44 82364708 82364751 GCAATGTATTTCAAAGGCCC TCATCCGTGTCTCAACTGGA 200

Ad09A13923 Aradu.A09 13923 p2 (CT)6 12 82372882 82372893 CGAATAGAACGACGAGGTGG TCCCAAAATAACGCTAATAGGC 204

Ad09A13924 Aradu.A09 13924 p3 (TAT)6 18 82373413 82373430 TGGAAGAGGGTTGAGAACTGA GGGGAGCAAGTTAAGCAATG 279

Ad09A13927 Aradu.A09 13927 p2 (TA)8 16 82385188 82385203 TCGCACTGAACATTCTGGAG AGCTCTAAACCCGACTTCCG 237

Ad09A13930 Aradu.A09 13930 c (A)10gagaaggagaaaaacgaaaaaaaagggagaaaagaaaacg(A)1060 82409260 82409319 TTGTTGTTCATGAATGTTGGC TAGAGGTGTCCAGGGTGCTT 234

Ad09A13939 Aradu.A09 13939 p2 (GC)6 12 82509494 82509505 AGATGGAAAAGGGGTATGGG ACGCACTCTTTTGGCAACTC 254

Ad09A13940 Aradu.A09 13940 p3 (GTT)6 18 82521403 82521420 GGTGGCCAGTTTTGTGAGTT CAAGGCGGTAATCCTAACCA 176

Ad09A13942 Aradu.A09 13942 c (TA)6tg(TA)8 30 82555591 82555620 GTCATCTCTCTCGTCCGCTC TTTGCCATAGAAAAAGCAAAAA 249

Ad09A13948 Aradu.A09 13948 p2 (AT)8 16 82647614 82647629 AGGTGTGACGATGCAGTGAG ATCCGACTGTGGGGAATTTT 277

Ad09A13950 Aradu.A09 13950 c (AC)20at(AC)7 56 82659816 82659871 AAGAGCCATTAACTCAAAATCG AAAGAGGGATAAGAGTCGTGATTG 250

Ad09A13951 Aradu.A09 13951 c* (AC)11(AT)6(TATG)10*71 82660666 82660736 AACTCGGCTTGCGAAGATAA TTTTGGGTTGTCTTTTGGGA 151

Ad09A13952 Aradu.A09 13952 p2 (TA)6 12 82665813 82665824 GCAGGAGCAAGGACAAGAAC GTTTGCTCCAATGGTAGGGA 245

Ad09A13955 Aradu.A09 13955 c (AT)8gtatatatataggaattcccaaaagacaacctaaaagacaatatacaaatcctgtttcttcaaaataaacctctaagaggagttaatacaaa(AT)6120 82695795 82695914 CCCACAACACAACCCTCTCT GGATTCGACCCTTACTCACG 240

Ad09A13956 Aradu.A09 13956 p4 (TTAG)5 20 82708177 82708196 TCCATTTCCTTCCTCCTCCT GGGGCAGCAATGCATAGTAA 210

Ad09A13958 Aradu.A09 13958 c (AC)7tcatgtttcatatttaattccatcacatatgcattgattattattgaatttcctattggtg(ATT)796 82718642 82718737 TTTGGGTGCTTACTCGTGTG TGCTTAGCCACCCAAAATCT 256

Ad09A13959 Aradu.A09 13959 p4 (CTAA)5 20 82720477 82720496 GCAGCAATGTCTCAACAAAATC CTTCTTTCCCTCCTCCAACC 177

Ad09A13961 Aradu.A09 13961 p2 (GA)10 20 82728542 82728561 ACCCGTTAGCAACAACCAAA GTGTGTGTGTGCGTGTGTGT 195

Ad09A13962 Aradu.A09 13962 p3 (TTG)5 15 82736487 82736501 TGCTGCTTCCCAAACTTCTT AAAGGGCAACTGCTGAGAAA 157

Ad09A13966 Aradu.A09 13966 p3 (AGA)6 18 82758683 82758700 GCTTTTGTCTTCCCTTTCCC CACAAACCCCCTCTTCTTCA 215

Ad09A13969 Aradu.A09 13969 p3 (TTC)6 18 82789915 82789932 CAACACCACCCCCTCTTCTA TAAAATATTGCTCGCCCTCG 118

Ad09A13971 Aradu.A09 13971 p2 (TA)12 24 82809156 82809179 AAACCAGCTCAATCAACCAAA AAAACCCTCAAAGCTCTGCTC 194

Ad09A13972 Aradu.A09 13972 p2 (CT)7 14 82809716 82809729 CACTACATAAACAGCGGCGA GAGAGAAGGACGTCGTCGAG 248

Ad09A13975 Aradu.A09 13975 p2 (AT)13 26 82838145 82838170 AAAAACACGTTTTCGTGCAA TCCTTTTCTGGACATGGACG 272

Ad09A13977 Aradu.A09 13977 p2 (GA)6 12 82843434 82843445 AGGTTGGTGGGATTTTAGGG GCACGCCTAAATAGAGCAGG 213

Ad09A13978 Aradu.A09 13978 p4 (TTTC)5 20 82857443 82857462 TATGGCAGCAGTCTCCCTCT CCCCATTTGTCCAACAAAAC 268

Ad09A13979 Aradu.A09 13979 p2 (TC)6 12 82862585 82862596 AGGGAAAATGAACATTGGGA GGTTTGGGGTTGGTCAGATA 280

Ad09A13986 Aradu.A09 13986 p2 (TA)7 14 82963206 82963219 AGCTCTTTTCTAAAAATATTGGCA GAAGAAGATCTATGTTTGGGTACGA 258

Ad09A13987 Aradu.A09 13987 c* (ATT)5(TA)6* 26 82964956 82964981 GGGAATTCGCCTCATGATAA CAATCATTGTTGGATGACATTTTT 225

Ad09A13988 Aradu.A09 13988 c (T)10ccacatattatcatttttg(T)2150 82966423 82966472 ATTTTGTGCACCGCCTTTT CTCGAATCCATTTGTGAAAGA 253

Ad09A13989 Aradu.A09 13989 p2 (CT)6 12 82969000 82969011 CTTTCCCTCGTGATTTGCAT CCACTCACTGCCACACTCAT 250

Ad09A13991 Aradu.A09 13991 p5 (TTATC)5 25 82989437 82989461 TGATTGCGACACACACACTC TTTTCTCCTCATTTTTCATCATCA 235

Ad09A13992 Aradu.A09 13992 p3 (ATT)7 21 82990123 82990143 CGAGCTGAGAATTTGTTGGA CACTCAACAAACGCAAATTGA 279
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Ad09A13995 Aradu.A09 13995 p3 (AAT)5 15 83083209 83083223 GCAAGAACAGGGATAAAGGC AAACTTGGACGTTGGCTTTG 206

Ad09A13996 Aradu.A09 13996 p2 (TA)6 12 83088889 83088900 TTATCTTCGCAGCCGAATTT GGGGTAAACAAAAATCGCAA 147

Ad09A13997 Aradu.A09 13997 p3 (CAA)5 15 83090246 83090260 AAAGGGCAACTGCTGAGAAA AGGCTGCTTCCCATACCTTT 158

Ad09A14000 Aradu.A09 14000 p2 (TA)9 18 83104938 83104955 AAACACACACATGCTAGCGG GTGTTGGTCTTGGTCCCTTT 280

Ad09A14003 Aradu.A09 14003 c (AG)11gtgcgccgagttcaagaggg(GA)654 83110415 83110468 AAAATCTCCCCCTCACGACT TAAGCAGCAAAGCAGAAGCA 201

Ad09A14004 Aradu.A09 14004 p2 (AT)9 18 83111135 83111152 AAGTGGCTCCACCTGCTCTA AGCCATATCATGGAAGCCAA 226

Ad09A14008 Aradu.A09 14008 p2 (TC)22 44 83132330 83132373 CAAACCATGTCAGCATCTCG GGTCTCGAACCTCCAATGAA 264

Ad09A14009 Aradu.A09 14009 p3 (GAA)5 15 83137352 83137366 CTAGAGGTTTCTCCGGCCTT GCCAAACCTTAACCCCTCTC 264

Ad09A14010 Aradu.A09 14010 p2 (AG)6 12 83147332 83147343 TCCCACCTACCTCCACTCAC TTAGAATGTTGCTCGCCCTC 223

Ad09A14012 Aradu.A09 14012 p3 (CAA)5 15 83166497 83166511 CTAAGTTTGGCGTCTTGCGT TGAATGTCAAGATGAACACCAA 113

Ad09A14015 Aradu.A09 14015 p2 (TA)7 14 83180271 83180284 GAATGATATGGGGGAGGGAT CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ad09A14027 Aradu.A09 14027 p2 (AG)6 12 83287845 83287856 GGAAGAAGAGGTCGTCACGC GAACCCTAGGGAGGACTTGC 225

Ad09A14028 Aradu.A09 14028 c (G)11catggttgcccactacttcatctggatgattgtgtgcttcaccttccatattttggattggatcc(TCT)9103 83293427 83293529 GAGCTCGAAATTGTTGGCAT AAAGAGAGGCAGTGGCAAGA 193

Ad09A14033 Aradu.A09 14033 p2 (TC)10 20 83316223 83316242 TCTTTTTCTCTCTCTCCTCCCC AAAAGGAAAGAGAAAGGAGCG 233

Ad09A14034 Aradu.A09 14034 c (GA)7tagatagaga(AG)7aaaaaaaaacaaagagagaatgcgaaagaaaaatgg(GA)992 83316764 83316855 AAAGAAAAGGGAGGGGGATAA TCCTTCTCTCTCTCTTTCTCCG 222

Ad09A14035 Aradu.A09 14035 p4 (AAGA)7 28 83317489 83317516 CCAAACCATGAACACCCCTA TCACAGCTGAAACCCCTCTT 100

Ad09A14036 Aradu.A09 14036 p2 (AT)8 16 83382778 83382793 TCTTCGGACCAATTGGCTAT TCACATGGTTGTGTGTTCTTAGC 275

Ad09A14038 Aradu.A09 14038 p2 (CT)6 12 83387005 83387016 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 103

Ad09A14040 Aradu.A09 14040 p2 (CT)6 12 83395094 83395105 ATTCCCTGCTTGTTGTGCAT AGTTCCAGTTTGAGCCAGGA 228

Ad09A14041 Aradu.A09 14041 p2 (AG)6 12 83409191 83409202 CGGAAAAGCACACCAAACTT TATAAAAACACGTTCGGCCC 125

Ad09A14042 Aradu.A09 14042 p3 (TTA)5 15 83423208 83423222 TCTGTTTGTGGTATATTGTAATGTGA CATTTCATATCACATTCGTTTCAA 186

Ad09A14045 Aradu.A09 14045 c (TTA)23g(TGT)12106 83433824 83433929 ATTGTTGTTGTTATTTTTGTTGTTG CAAATGCACTAACGAGCCAA 223

Ad09A14046 Aradu.A09 14046 p3 (AAT)5 15 83436528 83436542 CATTTTGGTTTGACATCACCT GACAATCACTCCAAAACGTTGA 136

Ad09A14047 Aradu.A09 14047 c (T)10atgggaaagtttatatatatgtttaattggttgatatggacaatgtaaaattggtctttgattttaaaattatatataaattttgcatgaaataaatg(A)10118 83439664 83439781 AAGTCTACTTTTGTGGTGACAAGC TTTAAAGCGTGCCAATTTCC 269

Ad09A14048 Aradu.A09 14048 p2 (AT)9 18 83448287 83448304 TGGGAAATCTTGGGTAGCTG GGGCTAAGGTAAGGGTGAGG 141

Ad09A14049 Aradu.A09 14049 c (CA)9cg(CA)12cgcacacgcacacacacgcacgcg(CA)31130 83454090 83454219 CTAGGATTTGGGGTTGTGAA AAACCCCCATTATCGACACA 233

Ad09A14051 Aradu.A09 14051 p3 (TTG)10 30 83482597 83482626 CCCTAAACCCAAAACCACAA GGCCTCAAGAAATGTAGCGT 279

Ad09A14054 Aradu.A09 14054 p4 (TTTA)6 24 83524849 83524872 TTTTCGAATTTCTCTTCTCTCTCA TCAGGATCGGCTTCAATAAGA 277

Ad09A14056 Aradu.A09 14056 p3 (ATA)18 54 83538496 83538549 TACTTGATTGGATGCGTTGC GGTCTTGTTGCGACATTTCA 220

Ad09A14058 Aradu.A09 14058 p3 (ATT)5 15 83543604 83543618 CGGGGATTGACTGTGATTG CCATGTGGTAAACAGAAAAGCA 261

Ad09A14064 Aradu.A09 14064 p3 (AGA)8 24 83563075 83563098 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 277

Ad09A14065 Aradu.A09 14065 p2 (AG)8 16 83573462 83573477 TTGAACCTGGGATCGAGAGT CGGATTCTGAAGCCTTTTTG 224

Ad09A14069 Aradu.A09 14069 p3 (AGT)5 15 83603689 83603703 GAGGAACATCCACTTCCCAA TTTTATTCATGTCTGATGATGATTATG 194

Ad09A14070 Aradu.A09 14070 p2 (AG)7 14 83607984 83607997 GCACAGTGGAGCTAGAAGGG TGGCAACATAAGGAAATCAACA 231
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Ad09A14071 Aradu.A09 14071 p2 (AT)7 14 83611267 83611280 TGAGCCTTCACGAATACGAA GCGGAGCTACAGGAGCATAG 240

Ad09A14072 Aradu.A09 14072 p2 (CT)6 12 83619651 83619662 TTGAACCTGGATTTGAGAAGAAA TTGAGCTATTTTTGGCCCAG 196

Ad09A14075 Aradu.A09 14075 p3 (ATG)6 18 83642178 83642195 GTCAATTTGTGGGCTGACCT ATTGTGAGATGAATTCGGGG 271

Ad09A14076 Aradu.A09 14076 c (A)11caacatcatgtttagagctcaaaaatgattttggatacaacctgcgtaatgcttatttgtgtaattctttttt(TTA)599 83643264 83643362 GGAACCTCAATAATTTCCTGTCTC TCAGATAGATGATAGGTTGAGGATTTT 253

Ad09A14080 Aradu.A09 14080 p2 (AG)7 14 83650072 83650085 TTGGGCAGAACCAAGAAGAC CGCACCTTTAGACCCCAATA 254

Ad09A14082 Aradu.A09 14082 p3 (GAA)5 15 83651589 83651603 CTCCAGGAACAACAGCAACA CTGGACAGTTTTCCGGTGAT 223

Ad09A14085 Aradu.A09 14085 p2 (AT)7 14 83663156 83663169 GCACGGACAGAACAAGACAT GGTGAGTTTGCGGATATGGT 277

Ad09A14086 Aradu.A09 14086 p2 (TC)6 12 83669044 83669055 CCCGAAAGATGGTGATGAAT CGGACTTAAAACGCTAACGG 175

Ad09A14087 Aradu.A09 14087 p3 (ATA)5 15 83679644 83679658 CGGTCACTTTTCTCTCTCGC AAATCATAGAAAACAAAAGGTGGTT 243

Ad09A14090 Aradu.A09 14090 p2 (TA)11 22 83687362 83687383 GGAGTCTTTGACTCGAAACCA GAACCTGCGAGGACAATGTT 240

Ad09A14091 Aradu.A09 14091 p2 (CT)6 12 83690219 83690230 TCTCCTTGCGTGTCTCCTCT ATTGGGTTGGAGGAAGGAGT 275

Ad09A14092 Aradu.A09 14092 p2 (TG)6 12 83690358 83690369 TCTCTCTCTGGTTCAGCGGT ACCCTAACCCCAATACACCC 230

Ad09A14094 Aradu.A09 14094 c (T)10gttttttgtttttttgttg(T)1039 83707415 83707453 CTTGCTTTGATGGGAGGTGT TGCTTTGATCTTGTTTGCTTTT 274

Ad09A14095 Aradu.A09 14095 p3 (ACG)5 15 83727675 83727689 AATGGAGACCTCAAACAGCG CGTCGTCATCTAGTCTGCCA 153

Ad09A14096 Aradu.A09 14096 p3 (TCT)5 15 83734908 83734922 CGGCAGTTCCTTTGAGATTC AAATGATCCTCTTCGCCAAA 230

Ad09A14099 Aradu.A09 14099 p3 (AAG)5 15 83774200 83774214 GAGGAGGGAATAAATGGGGA AAGAGGACTATCGCGCTTCA 198

Ad09A14100 Aradu.A09 14100 p2 (TC)25 50 83774521 83774570 GTCAATGGTTGTGCGTTCAC GCACACTTCCCCAGTTTTTC 195

Ad09A14109 Aradu.A09 14109 p4 (TAAC)5 20 83801420 83801439 AATTTTAAAGGTTTGGCCCG TCGCAAGTTGAAGTGAGGAG 213

Ad09A14110 Aradu.A09 14110 p2 (AT)8 16 83822176 83822191 TTTTGCTCTTGCCTTTTGGT AACAATGCATATTTGAAGTTGGAA 268

Ad09A14111 Aradu.A09 14111 p2 (TG)27 54 83856513 83856566 CCTAGGTTAAATGCCCATAGGA CATCACCCAACATTCAAACA 269

Ad09A14113 Aradu.A09 14113 c (ACA)5attacatcttcttt(TTC)544 83884353 83884396 CCCCTTCCCCCACTATAAAA GTGGTGTGGAGGGAAAAGAA 111

Ad09A14114 Aradu.A09 14114 p2 (AC)6 12 83888683 83888694 GTTCAAGTTTGCCTGGAACC TCCTCTCCTTCCCTCTTTCA 249

Ad09A14115 Aradu.A09 14115 p2 (TA)8 16 83917597 83917612 GGCAGCAAATTGTCAAAGGT TCATCTGCAAGGTTAAGGGC 259

Ad09A14116 Aradu.A09 14116 p2 (TA)7 14 83921814 83921827 TCATGAGTGTTGCGCTTTTC AAAATTTGATCCCAAACATCG 245

Ad09A14119 Aradu.A09 14119 p3 (CTC)6 18 83943829 83943846 AGTGGGTCCAAGGCTTACCT TCGAGGACTTGCGTTTCTTT 244

Ad09A14125 Aradu.A09 14125 p4 (TCTT)7 28 83995455 83995482 TTGGAAGCACCTTGGATTTC GGACAAGTGGCTGGAACAGT 135

Ad09A14127 Aradu.A09 14127 p2 (AC)10 20 84000568 84000587 CTACCAAAGCTCACGCTTCC GCGTATCACCTCATCCCTGT 279

Ad09A14129 Aradu.A09 14129 p2 (CA)6 12 84011283 84011294 TGGATTGGATTGTTAAACCCT CTCATCTATTGAAAGCCACTCG 193

Ad09A14132 Aradu.A09 14132 c (T)10cgaaa(T)10 25 84028336 84028360 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 228

Ad09A14133 Aradu.A09 14133 p2 (AG)7 14 84041205 84041218 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 101

Ad09A14134 Aradu.A09 14134 p2 (CT)6 12 84052691 84052702 TTTTGAAATCTCCTTCCCCC TAGTGATCACGGAAAAGCCC 157

Ad09A14135 Aradu.A09 14135 p2 (TG)6 12 84059788 84059799 GGACCTTGGGTGTGGTAAGA GGGAAACCGAAACCATACCT 277

Ad09A14136 Aradu.A09 14136 p2 (AC)6 12 84073794 84073805 TGCTGCTCGAGAAAAAGTGA TTTCTTCCTCCTCTCCTCCC 242

Ad09A14139 Aradu.A09 14139 c (TGA)5tgttgattttgattctactaaggtgcctaggagaatcaatgggtttggtggtagagtgttgaatagtaa(TGG)5tgatggggatagtaatgcacctggttcaggtgatgggaa(TGG)5153 84090318 84090470 TACCCCTCGAAAAACCAGTG TCAAGTTCCGTGGCATTGAT 279
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Ad09A14142 Aradu.A09 14142 p2 (GA)22 44 84097259 84097302 GCCATGCTCTCGCATAACTC AAGCAAAGTGCTAGGTGGGA 247

Ad09A14149 Aradu.A09 14149 p3 (GAT)7 21 84104849 84104869 TGGTACGTTTTGGGGGTAGA TTTCCAAATCTGAAGGTCCAA 266

Ad09A14154 Aradu.A09 14154 p2 (AC)14 28 84113612 84113639 GCTTCGCAATAAGCCTTCAC TTGCGCATATTTCTCTGTGC 265

Ad09A14159 Aradu.A09 14159 c (AC)10(AT)7 34 84157646 84157679 ATGAACACCACCCCTATCCA GCTTATTGCGTGGCATCTTT 140

Ad09A14160 Aradu.A09 14160 p2 (AT)10 20 84158011 84158030 AAAAGTTTGCATTCGTTTGAGTC CAGGATGTATTTCACCAAGAGG 280

Ad09A14161 Aradu.A09 14161 p2 (AG)7 14 84158695 84158708 CTCATTATCTCTCAGCCCCG CAGCGACGACGGTTCTTAGT 112

Ad09A14165 Aradu.A09 14165 p2 (TA)8 16 84187838 84187853 GCTACCCATGATTCCCACTT GGGAACATTGGTTGGGATAA 274

Ad09A14166 Aradu.A09 14166 p3 (TCT)5 15 84194931 84194945 AAACCCCTCTCCCTCCACTA CTAGAGGTTTCTCCGGCCTT 242

Ad09A14167 Aradu.A09 14167 p4 (TATC)7 28 84209775 84209802 GGCAATCTAATCCGTGGAGA TGACTGAAAAATCGGTGTACCA 253

Ad09A14168 Aradu.A09 14168 p3 (ATG)5 15 84212648 84212662 AATTGGGGCTTGTACCAGTG TGAAAGGAAAGCTCCTCCAA 280

Ad09A14169 Aradu.A09 14169 p2 (AT)8 16 84213934 84213949 ATCACCTCCGATTTCATTGC TATTCTTTCAGGCCTGGGGT 243

Ad09A14171 Aradu.A09 14171 p2 (TC)6 12 84236128 84236139 CATATGCTTCACCACCATCCT TGGTAACTAATTGCGATTGAAGAA 100

Ad09A14172 Aradu.A09 14172 c (A)23gatagagc(A)1546 84239502 84239547 CACCTCCCATCTCTCGTTGT TTCATGCACTCCTTGCACTT 263

Ad09A14174 Aradu.A09 14174 c (CTT)5ttttgtcttcttctttcaaatatacgcatatgtccttttcttcttctttcaaattcacacatacctca(TCC)5ttctcctttacatacgtagatttttcttc(TCT)7148 84241847 84241994 GCATCATTGCACATGCTTTT TGTTGGTGTTGTTGGTGATG 217

Ad09A14175 Aradu.A09 14175 p3 (AGG)6 18 84242878 84242895 TTGAATGGATGCAGGTGTTC AATTACGCGCTCCTTCTCCT 258

Ad09A14176 Aradu.A09 14176 c (TA)11(CA)7 36 84243884 84243919 AAAGCGCAGTGCTTAGGAAA GTGCTTGCCATGCTTGAATA 135

Ad09A14179 Aradu.A09 14179 p3 (TCT)15 45 84254771 84254815 TTTAATCTACGATGGACCACGA TCGGCTGTTATGGATGATGA 265

Ad09A14180 Aradu.A09 14180 p2 (AG)15 30 84258184 84258213 TAGTGGCGACAACGTGCTAC CTTTTCCCGTGGATCTTTCA 260

Ad09A14181 Aradu.A09 14181 p3 (AAT)6 18 84261429 84261446 GCAGAGACAAATTCAAGTTCCA GAAAACCAAGCCCAGTTTGA 198

Ad09A14184 Aradu.A09 14184 p3 (AAG)9 27 84266018 84266044 GGAAAACAACAATGAATTCAAGA TTGCTGCTGAAATTTGTTGG 170

Ad09A14185 Aradu.A09 14185 p2 (AT)6 12 84274061 84274072 GCATGGATAAAATCAAAGCACA CATGAAAAATTCTTTTAAAAACGTCA 183

Ad09A14189 Aradu.A09 14189 p3 (CTT)15 45 84291834 84291878 TACCTTCCGCATGCTCTTCT GGGGTTGAGGGACATAAGGT 256

Ad09A14190 Aradu.A09 14190 p2 (AT)7 14 84292741 84292754 TTCACTTTGGGGCATTTTGT TTCAAGTGTGGGAACCTTGG 258

Ad09A14191 Aradu.A09 14191 p2 (AT)6 12 84293742 84293753 CACATCCCCAAGCTCAAAAT GGGTGAGCATGTTGAATAGGT 278

Ad09A14192 Aradu.A09 14192 c (TC)6tt(TC)8tatctcta(TC)7tt(TC)1482 84314834 84314915 ATGGTCGAAAATGCTGGAAG GTGCTAGGTGGGAGACAACC 279

Ad09A14194 Aradu.A09 14194 p3 (TTC)9 27 84348385 84348411 CCCATAAACCCCACCTACCT CCCTCGAGCAAGAGAAGAAA 232

Ad09A14195 Aradu.A09 14195 p2 (AG)6 12 84354953 84354964 GGTGTTGAGGTGATTGGTGA CAGAATTGGCACAAAGAGCA 149

Ad09A14200 Aradu.A09 14200 p3 (GAA)5 15 84374552 84374566 AAAAATCAGCGGCCAAAAT CCTCTGTCACTGTTTCTCCCA 276

Ad09A14201 Aradu.A09 14201 p2 (GA)11 22 84375195 84375216 GTGTGGGTTACCGAGGAGAA CCACCTTCCCCTTCTTTTTC 124

Ad09A14204 Aradu.A09 14204 p2 (TA)6 12 84385983 84385994 AAACAAACGCGGCCATATTA CTTGAATTGTGCTCCGCTTT 267

Ad09A14205 Aradu.A09 14205 p2 (AT)7 14 84390636 84390649 CGCTACCCGTACTCACCCTA CGCAGCATCATCACCTAGAA 261

Ad09A14212 Aradu.A09 14212 c (ATG)5att(ATG)6 36 84486840 84486875 GTAGCTTCACCGTCCTTTGC CGCTATCATCAGCAATCGTG 229

Ad09A14213 Aradu.A09 14213 p2 (TA)7 14 84489910 84489923 TTCCGTTCAATGCTTTTCTG ATGACGACATGCTACTCCATT 131

Ad09A14218 Aradu.A09 14218 p2 (CT)6 12 84511448 84511459 AGCAATTTTGCTTGCCACTT TTTTTGGGGAAGAGGTGTTG 145



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A14219 Aradu.A09 14219 p3 (AAT)6 18 84535230 84535247 GGGGAACTTTTGGGAAACAT GGATTGTAATGGGGTTAGGG 273

Ad09A14221 Aradu.A09 14221 p2 (TC)6 12 84566574 84566585 CTAAAACGCAATCATGCGAA AGATGATTCGCCTCCCTTTT 248

Ad09A14222 Aradu.A09 14222 p3 (TGA)6 18 84585002 84585019 TCACTGTTGCACCTCGTCTC GAAAATCAACCAGAAGCCCA 239

Ad09A14223 Aradu.A09 14223 p3 (TGA)6 18 84585186 84585203 TAATGGTGGTGGGTTCTGGT TTTTTGCTACAAAATGGCCC 240

Ad09A14228 Aradu.A09 14228 p3 (ATT)15 45 84616132 84616176 CCCACTGTCTCACCACCAC AGCACCAACATCAACACCAA 237

Ad09A14233 Aradu.A09 14233 p2 (CT)6 12 84716355 84716366 ACACCAGGATTGGCACTAGG TGAGCCAATTCTTTGGGTTC 240

Ad09A14236 Aradu.A09 14236 p3 (AAT)10 30 84767058 84767087 AAGTGTGGGGAAACTTTTCAGA TCATGCGTCTTTTTCATCCA 275

Ad09A14238 Aradu.A09 14238 p3 (GAT)7 21 84778605 84778625 GAGCAATTCCGAGTTCTTGC GACGAGTCTGAAGAGGCACC 262

Ad09A14239 Aradu.A09 14239 p2 (TC)6 12 84786155 84786166 TTGAAAATATTGGGAATTGGG GGCATTTTTGTCCCCTTTTT 265

Ad09A14249 Aradu.A09 14249 p2 (AT)9 18 84871306 84871323 GGTGGTACGACTCTAAAGGTGG GTACCCTAGCCGGCCTAAAC 215

Ad09A14250 Aradu.A09 14250 p2 (CT)6 12 84884030 84884041 GGGAAGAAAACATGGCGTTA TGGTGATTGGTGAGGGGTAT 225

Ad09A14251 Aradu.A09 14251 p3 (TTA)6 18 84891078 84891095 TGGGGTAATTTTTGTCCCCT AACTGTGGGAACTTGGGTTG 199

Ad09A14254 Aradu.A09 14254 p2 (AT)6 12 84910554 84910565 TGTTTTTGAGGATTGATGATGA TTATGCCCCATCAAAATTGG 215

Ad09A14256 Aradu.A09 14256 p2 (AT)6 12 84929514 84929525 CCATCATGAACAATCAGGACA GGATCGTGCAACGCTTAAAT 273

Ad09A14257 Aradu.A09 14257 c (AAG)9gagaagaagg(AGA)13(AGG)797 84931085 84931181 TGAAGCAAGAAAAAGCAGCA GGCTCGAACAAATCCTGGTA 179

Ad09A14258 Aradu.A09 14258 p2 (AT)8 16 84936404 84936419 TCATTCTGTTTGCTCTTCTCTGAC AAAAAGTTCGTGATTCAGAAAGTAA 210

Ad09A14261 Aradu.A09 14261 p2 (TA)6 12 84941675 84941686 AAACATATGCAATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 197

Ad09A14262 Aradu.A09 14262 p2 (TA)7 14 84950369 84950382 GCATATGCTTCTCTCTCTCTTTATTT TTGTGTCATACCAAAAACCAAAA 232

Ad09A14265 Aradu.A09 14265 p2 (CT)6 12 84961959 84961970 TTCCTTCCTATCTCCCTCCC CGCATCATGAAGGGAAAGAT 189

Ad09A14268 Aradu.A09 14268 c (AAT)5gt(TGA)6 35 85012490 85012524 CGCATCAACTTTTCCAGTCA AACTCAGCCAACCCAATCAG 279

Ad09A14271 Aradu.A09 14271 p2 (AT)8 16 85022940 85022955 CACCATGAATTGGTGGCA ATCCCAGTGAAAAGGAAGGG 197

Ad09A14278 Aradu.A09 14278 p3 (AAT)8 24 85056888 85056911 CCTTCCCCTGTTTCGTTTTA GCACCATGTGGTAACCAAGA 266

Ad09A14280 Aradu.A09 14280 p2 (TC)7 14 85059098 85059111 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 212

Ad09A14282 Aradu.A09 14282 p3 (AGA)6 18 85104717 85104734 TAAAATATTGCTCGCCCTCG ATTTCCTACCCAAACCCACC 249

Ad09A14283 Aradu.A09 14283 p3 (TTG)6 18 85120957 85120974 CGTTTGATTCATGTAGCCGA CCAATGACTCAAGGTCACCC 275

Ad09A14285 Aradu.A09 14285 p3 (TAA)6 18 85128321 85128338 AAGCGGTCCAATTCTAACAAAA GTACCGATTAAATGGCGTCG 275

Ad09A14290 Aradu.A09 14290 p3 (AAG)10 30 85153546 85153575 GCCAAATCAAACCCAAACAC GGACCCTTCTGATGATCCAA 188

Ad09A14291 Aradu.A09 14291 p3 (CTT)6 18 85153753 85153770 GGAATGGTGCATGCTCTGTA GGACCATGGTTGCATCTGTA 280

Ad09A14292 Aradu.A09 14292 p2 (GT)7 14 85154349 85154362 CAATGGCGAAGATGTTGTTG ATGCTATTTTTGTCCGCCAG 214

Ad09A14295 Aradu.A09 14295 p2 (GT)9 18 85204272 85204289 GAGCTTTACCTAGCCGCTGA AATTTTAAAGGTTTGGCCCG 260

Ad09A14296 Aradu.A09 14296 p2 (AT)6 12 85213282 85213293 TCAACATCTCTTTCCCACCC TTGCCTTCCCTTTCCTCTTT 221

Ad09A14297 Aradu.A09 14297 p2 (CT)7 14 85213680 85213693 GAGCACCACAGACACATGCT TGAGACACAGCCCATGAGAC 153

Ad09A14298 Aradu.A09 14298 p3 (AAG)5 15 85224232 85224246 TTCAGGCAACCATTCAACAA TCTTGACTTTCCCATGGAGG 256

Ad09A14300 Aradu.A09 14300 p3 (AGA)6 18 85231957 85231974 TTCTTGATGGCTTTTGGAGG GAAACTTCCACTCCCCCTTC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A14301 Aradu.A09 14301 p3 (AGA)5 15 85244999 85245013 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 205

Ad09A14304 Aradu.A09 14304 c (T)10attttttttgggctgtgagaagtagttgtgaggcctaagggaaagaaaaaac(A)1072 85304221 85304292 AACCAAACATCTAATTTCTAACTGACT CAACGGTTGAAACTTCCGAT 255

Ad09A14311 Aradu.A09 14311 p2 (AG)6 12 85331194 85331205 TGTTGCATAACATTGCCGAT TGGTTGGTTCACCTTTCACA 120

Ad09A14319 Aradu.A09 14319 p2 (AT)9 18 85405441 85405458 CTCCAACCATCATCACATCG TGTTGGGCATGTGTTAAGGA 155

Ad09A14320 Aradu.A09 14320 p3 (GTG)5 15 85411271 85411285 CTGCTTTGCTTCTGCTTGTG ACCGCACTACTACCAGCACC 202

Ad09A14326 Aradu.A09 14326 p5 (TTTAT)5 25 85492882 85492906 TTGCCACGTTAATTTTTGGC AATGGCGTTTCAAATTCGTC 260

Ad09A14328 Aradu.A09 14328 p3 (TTG)5 15 85525271 85525285 CATCGAATTGCAAGATGTGC TGACAAACCAACAAACGACA 273

Ad09A14330 Aradu.A09 14330 p3 (TTC)6 18 85552684 85552701 CCACCCTAAATAGCCGAACA TCTAAAGGTTTCTCCGGCCT 265

Ad09A14331 Aradu.A09 14331 c (TG)6ttcggatcggttaccttcgcgaactgagtcttgaactttgttatctgtatgtttgcattct(TG)11cgcgcattcggaagtgttgtgcttttcaatttaacaattttgcttagctcttttcttcaaaggctcctagttacaaatatttttcacactat(TA)6199 85580187 85580385 TCCCCTTTCTTCCTTCTTCC TCCAAACAAGTCTATAATAATCCACAA 266

Ad09A14336 Aradu.A09 14336 c (T)12actttactctatatagttcttccttgtttctttgaatattatcgttgag(A)1071 85607440 85607510 TTGGGGACAAGCAAGGTTTA CCTAAGCCTCCAAAGTGTGC 275

Ad09A14340 Aradu.A09 14340 p3 (ACA)9 27 85616336 85616362 TGACCAAGCAACTCAAATGG GTCAGGAGAGGGGTGAATGA 217

Ad09A14342 Aradu.A09 14342 p2 (AG)14 28 85622019 85622046 TGTCGAAGAGGAAGAGGGAA CCCTTCCTGCTCTCATCAAA 129

Ad09A14345 Aradu.A09 14345 p2 (AT)6 12 85627978 85627989 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 146

Ad09A14348 Aradu.A09 14348 p2 (AC)13 26 85652722 85652747 GCATGCCTGTCCTACTAGCC AGTGTGGCGGGCACTATATC 228

Ad09A14351 Aradu.A09 14351 p2 (GC)6 12 85677833 85677844 TGAGGATGTTGTTGCTATTGCT CAAATTGGTCACTGCCACAC 224

Ad09A14352 Aradu.A09 14352 p2 (AG)6 12 85679005 85679016 ACATGCAAGCAACCCCTTTA TTCCCCCTTCTTCCTTCTTC 277

Ad09A14353 Aradu.A09 14353 c* (A)11(AT)9* 28 85694582 85694609 TGTTCCTTGGTGTTTTTCTCAA CCATGATGGAGAAAGGGAGA 220

Ad09A14354 Aradu.A09 14354 p3 (TGC)5 15 85708353 85708367 AGGCGATTTCTGGGCTATTT TGAACCTGGAATGAAGAAACAA 228

Ad09A14355 Aradu.A09 14355 p3 (TAT)25 75 85714802 85714876 TGATGATCCGTGACATTCGT TGCATTTTGGTGGTTAGTGG 187

Ad09A14360 Aradu.A09 14360 p3 (AAT)14 42 85725078 85725119 ATGAAAACCCCATTTCACCA TGGAGGAGGCTGATTTTTGT 272

Ad09A14361 Aradu.A09 14361 p3 (TAT)5 15 85726339 85726353 TCGATGATCGTAACATTCCTG TGCAAATCATGGAGATCAACC 272

Ad09A14363 Aradu.A09 14363 p2 (TA)10 20 85745980 85745999 AAAAATTTGTTGGTGGGTCTAA TGCCATGCACGTGATAAGAT 252

Ad09A14365 Aradu.A09 14365 c (A)11ctagtgcctttgatcttaaaatttttaagtttagtgtctcttagttgtttttctttttccttaataatttga(AT)797 85752146 85752242 TCAAAATTTTTAAAGTTGGTGCC TTGCCAACAAGAAAACACCA 247

Ad09A14367 Aradu.A09 14367 p2 (CT)8 16 85756253 85756268 TCGAATTCCCTAGCCTCTCA GGGTGAATGAAGGGGGTATT 220

Ad09A14368 Aradu.A09 14368 p2 (TA)6 12 85763439 85763450 TCGCAAGCAATGTTATCGAC GTGGTGCGGTATTACGACCT 144

Ad09A14369 Aradu.A09 14369 p2 (TA)10 20 85788981 85789000 TGGATCCTTTGGGTCTTGAG CAGAATGGAGAAAGGGGAGA 214

Ad09A14373 Aradu.A09 14373 c (TAT)10c(ATT)6aatattttaaaaatcttaaaaggataagatttgaaaaattttgaaattgaaatctaaattt(A)10120 85812292 85812411 CCATGATGGAGCATTTTTGA TTTTGTGTGTTTTTCTCTTTCATCA 237

Ad09A14376 Aradu.A09 14376 p2 (TA)13 26 85824608 85824633 TTTCAAACTGATCCCATCCC TTTCCTAAGACAAGAGCAAATGA 266

Ad09A14377 Aradu.A09 14377 p2 (AT)8 16 85824760 85824775 ACTCGACCTGCGAAGCTAAG ATGCTTCTGGCTTTTCTGGA 277

Ad09A14378 Aradu.A09 14378 p4 (TCTA)5 20 85842282 85842301 CAAGATCAAAGGATGGCACA TCTGTTGAGGAGTTCGATTGC 275

Ad09A14379 Aradu.A09 14379 p3 (AGA)5 15 85857110 85857124 ATTTGGTCCGCATGAGAAAG ACCCCTTTCATTGGGTTAGG 222

Ad09A14380 Aradu.A09 14380 p2 (TC)6 12 85867076 85867087 GCTCATAAGCCAAATAGGCAA TCGGCCCATAAACACAGATT 275

Ad09A14384 Aradu.A09 14384 c (CAC)6taccaccaccaacaccaacaccaacgccaaccaacaccaacaccaagatcaaacaacagtcacaacaccataccaccacaacaaccatcaacatcaa(CAC)6133 85917919 85918051 CCACCAACATTACCACCACA GTTGCTGTTGTTTGGGGTTC 233

Ad09A14385 Aradu.A09 14385 p4 (TTTA)5 20 85920587 85920606 TGTTTTTGCATTTGAAGAGTGAA GCAATGTCAAAGAAACAAATTGA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A14388 Aradu.A09 14388 p3 (ATC)5 15 85928923 85928937 AGGTTACGCCACTGTTCACC GTGCAAGGCTAAACCCTGAG 226

Ad09A14389 Aradu.A09 14389 c (T)12aactgtagaaacaagatttaatgttgcatatatgatatatttactctttcaaatctcactttgtaagattcttgtctactaagttgctcaactactctac(T)12124 85929920 85930043 GCACAATTGTATGGTGGCTG TTCATCAAAAATATCGATCACCA 242

Ad09A14394 Aradu.A09 14394 p3 (TAA)17 51 85936338 85936388 GCATTGGCCCATAGTTGTCT GTAACGGTGAAAAGGCAGGA 270

Ad09A14397 Aradu.A09 14397 p2 (AG)13 26 85951231 85951256 GTTGAGATCGGGATCGAAGA TTTGCAGGCAAAATTATTCAAA 247

Ad09A14399 Aradu.A09 14399 p2 (AT)6 12 85952578 85952589 TGTTTCTCAACTTTTTCAAAACTACC TCCTGGACTGTTCATTTCCAC 276

Ad09A14402 Aradu.A09 14402 p3 (ATT)15 45 85980270 85980314 TTTTGCCACATTGGTAGCAC AATGGCAATGATGGAAGAGG 208

Ad09A14403 Aradu.A09 14403 p3 (TTG)5 15 85990324 85990338 AAGCCATTGGGTATACGCTG TTCAAACCCTGAAAATTCTGC 280

Ad09A14404 Aradu.A09 14404 p3 (TTA)7 21 85991353 85991373 ATGTCCCCCAAGTGAGATTG TGGGTTGTTAAACTTGGTGAA 195

Ad09A14406 Aradu.A09 14406 p3 (TAA)19 57 85999420 85999476 CCTCTGCATCATCAGTGTCC TGATGGCCAAGAAAATCAAA 245

Ad09A14407 Aradu.A09 14407 c (CA)6(TA)6 24 85999680 85999703 TTGTGAATCAAGTCATTAAATTGAGA AAAAGAAATTTTGAAAAGGGGG 275

Ad09A14409 Aradu.A09 14409 p3 (CAA)5 15 86003786 86003800 ACCCCACCTTTCACTTCTCC TGTGCCACCTCTATGTCTCG 244

Ad09A14410 Aradu.A09 14410 p2 (AG)6 12 86004747 86004758 TCTTGTGATTTCTTATGAATCAAGTC GAAAAAGAGGGAGATATTTTTCG 274

Ad09A14415 Aradu.A09 14415 p2 (TA)9 18 86036454 86036471 TTTTAGCCCTTGATTGTGCAT TCCCCACACTTAAACATTAGCA 210

Ad09A14416 Aradu.A09 14416 p2 (AT)9 18 86040196 86040213 AAGAGACAAATGGCTGGGTG TTTGAAATAGCCTGTTGGGC 126

Ad09A14418 Aradu.A09 14418 p2 (AG)7 14 86045643 86045656 GGTGATTTCTGGGCTGTTGT CATGGGAAAATAAACTGAGATGC 276

Ad09A14419 Aradu.A09 14419 p3 (TCT)6 18 86055320 86055337 AATGGCCGAACATACACTCC GGCCTTAGGTGCCATTGATA 243

Ad09A14424 Aradu.A09 14424 c (AT)8tatatgtatagtagtagcgtatgaa(AG)653 86081594 86081646 AAAGCTGCTGAATCATTGGC ATGTACTGTTCCGCAGGAGG 246

Ad09A14427 Aradu.A09 14427 c (TA)8(GA)9 34 86086185 86086218 TCAGCAAACAAAAACTTAAACG TTTGCCCTAAAATATCGATCTAA 274

Ad09A14428 Aradu.A09 14428 p2 (TA)8 16 86088867 86088882 AAATTTTTGGCGCTGTTGTC CAAGTCAAAGGGGGTGAGAA 174

Ad09A14432 Aradu.A09 14432 p2 (GT)7 14 86116631 86116644 GGGGACAAAATTACCCCAAT GTTGTAATGGGACCAAGGCA 197

Ad09A14435 Aradu.A09 14435 c (A)11ttatagtagagtaaaacttagctgaaaccaaataacatagtgtaacacacatctttgattaatatt(A)1087 86145822 86145908 AATCGATTGGTAATGGTACATAAAA GCACATGAAAAAGCATTATTGG 279

Ad09A14436 Aradu.A09 14436 p3 (ATT)13 39 86150441 86150479 TGCTCGACTGGTCAAGTTCA AATCCACCATGACCACCACT 243

Ad09A14440 Aradu.A09 14440 p3 (AGA)6 18 86175788 86175805 CTAGAGGTTTCTCCGGCCTT CACACCCATCTCCCTCTCAT 159

Ad09A14442 Aradu.A09 14442 p2 (GA)6 12 86191731 86191742 ATTCACGCCGAACTTGTTTC TGGCTGATTGTGTGTGGAAT 232

Ad09A14452 Aradu.A09 14452 p4 (ATAG)5 20 86240046 86240065 AATGACACCTAAACAAACACAAAA TTCTCCCCTCAAGAAAGGAA 206

Ad09A14453 Aradu.A09 14453 p3 (TAT)5 15 86246934 86246948 CATTCTCAGCAACCACTCCA CGTTGCTCAAGAAAATGCAA 127

Ad09A14457 Aradu.A09 14457 p3 (GAA)5 15 86268838 86268852 CACGTACAAGCGTTTTTCCA TCCTCCTCATCTTCTGCTGC 237

Ad09A14459 Aradu.A09 14459 p3 (ATT)10 30 86269767 86269796 TCCTACACCAAGGAACCGTC AGAAAAATGATGGGAAGGGG 212

Ad09A14465 Aradu.A09 14465 p4 (AAAT)5 20 86314552 86314571 GTGCGTATGGATATTTGGGG TCAACACATGAAGTTTGAGGAA 272

Ad09A14471 Aradu.A09 14471 c (GA)7aagagagag(AGAT)647 86325420 86325466 TTCATTCTCCTGCACTTGCTT AGTCACTCGTCGACCCACTT 266

Ad09A14474 Aradu.A09 14474 p2 (TC)18 36 86328610 86328645 CCATCTTCCAATGACTTCCA TTGGGCTCAAAATGTTTAGGA 169

Ad09A14475 Aradu.A09 14475 c (T)10ctttg(T)13 28 86329957 86329984 GGACTTGGAATGCGACTGTT CACCTCTTCCAACTCAAGCA 218

Ad09A14479 Aradu.A09 14479 c (AGA)6tatgga(AG)636 86347474 86347509 CTCGGAGTTGGAAGCTTTTG CCCTCTCTTTTCCCTCTTGG 221

Ad09A14480 Aradu.A09 14480 p3 (AGA)5 15 86386832 86386846 CGGTCTTAGGTGCCATTGAT ACCCCTTTCTTCTCCCACAT 174
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Ad09A14482 Aradu.A09 14482 p2 (TC)16 32 86396345 86396376 TTGATTTTATGGTTTAGTTTGGTTTT GGGGGAGAAAGTGGAGAAAG 200

Ad09A14483 Aradu.A09 14483 p2 (AG)7 14 86396799 86396812 GAGTGAGCGAGAGAGAGCAGA CCCTTCTCCCAATGTCTTCC 239

Ad09A14484 Aradu.A09 14484 c (GA)16ggggaaaaagaaggtaaggggacagagagagagggagagaaagaggatggaaagagagagg(GA)6gtggaagggggagacagaa(AG)7138 86396982 86397119 GAGAAGGGAGAAAGAGGGGA GCATCAATTTAAACCAGTTCATAAAA 280

Ad09A14485 Aradu.A09 14485 p2 (TA)10 20 86399930 86399949 TGCCACATCTGACAAGCCTA TTGTTTTTCTGACCGCTCACT 274

Ad09A14486 Aradu.A09 14486 c (TTA)8(TTG)5 39 86404161 86404199 GGGTCCATGGGGTTTACTTT GACCTAGGCGTTTAGTGCCA 273

Ad09A14488 Aradu.A09 14488 p2 (AG)6 12 86427796 86427807 CGTCAGAACCGACCAATTTT TAGAGAGGAAGGGACGAGGG 185

Ad09A14489 Aradu.A09 14489 c (A)10tg(T)10 22 86429038 86429059 CATTGTACTCCCCCATGTCC AGAGGCACAAAACATGCTCA 224

Ad09A14491 Aradu.A09 14491 c (T)10ggtttacttaaatttttttgcatatattttttttatttattttatactagaattc(T)1075 86436096 86436170 TAACTCTTCACCCCACCCTG TCACATGTCTTCTTCTTCTATCAGTTT 261

Ad09A14495 Aradu.A09 14495 p2 (TA)9 18 86440365 86440382 CCAAACCATTATTTCTGAGTGTGA TGCAGCGTCTTATTTTTGAGC 264

Ad09A14497 Aradu.A09 14497 p2 (AG)16 32 86444991 86445022 AAAAACATGCAATTGACACCA GGGGATTGTTTGAGTTTGGA 228

Ad09A14499 Aradu.A09 14499 c (A)10ttaaaaacaaaaaaatttgatctatattttaaagaccaaaattatact(TAA)573 86446666 86446738 TGCAAGAGTAAAAACACTCTCTTTC GACCAAATTAACGCCCACAT 280

Ad09A14503 Aradu.A09 14503 p2 (TC)6 12 86459779 86459790 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 209

Ad09A14504 Aradu.A09 14504 p3 (TAA)5 15 86460455 86460469 CCTTGAAGGAAAAGAAACAGCA CCAGACAGTGGTGCACAAAG 258

Ad09A14505 Aradu.A09 14505 p2 (GA)9 18 86473220 86473237 CGGTTCACGAAAGTCTGGAT TCCTCCAAGTTCCTGACCAC 162

Ad09A14517 Aradu.A09 14517 p3 (ATT)9 27 86554741 86554767 TGCTCTAATGGCCTAATGGG CCATTTCCCAGCCTTTGATA 244

Ad09A14520 Aradu.A09 14520 p2 (TA)6 12 86562976 86562987 GGGGTTAGGGTCAAGGTAGG TAAGTGTGGGGAAAAGTGGG 242

Ad09A14522 Aradu.A09 14522 p6 (CTCACT)5 30 86570899 86570928 CACCGATACTCTCGATGCAC TGCGCTTGAAAGTGAGAATG 262

Ad09A14523 Aradu.A09 14523 p3 (CAA)5 15 86573231 86573245 CAAATTAGTAAGCGACGCCC TGCATTCTGCATTCTGCATT 253

Ad09A14524 Aradu.A09 14524 p3 (CCA)6 18 86575028 86575045 TGGTCCCTAAAGTTGAGCGT GGTTGTGTTGGTGTTGGTGT 188

Ad09A14528 Aradu.A09 14528 c (CT)7accgctcatcctctctgttatatatgtacattggggtggatcttctttaacg(A)1076 86582907 86582982 TTCTCTGTTCCAAACCCTGG TGGAAAATGGATCTTTTCGAG 278

Ad09A14529 Aradu.A09 14529 p3 (AAT)17 51 86587440 86587490 TTGTGGTGACTGGTGACATT CTTTTATCAGCATTCGCAAAA 244

Ad09A14530 Aradu.A09 14530 c (AC)27(AT)7 68 86592116 86592183 CTAACTCAGCCCGCAAAGTC TTGGACTCCTGAAGCGAAGT 257

Ad09A14534 Aradu.A09 14534 p3 (AAT)13 39 86598471 86598509 TCACCGTCATCTAAACACGC TTCTACGCTCTTTTTACCATTTCT 217

Ad09A14535 Aradu.A09 14535 p2 (AT)8 16 86602638 86602653 TACTTTGGGGCATTTTGTCC TTGGTTGGGATAAAAGGGTG 227

Ad09A14537 Aradu.A09 14537 p2 (TA)6 12 86607787 86607798 TTTGGTTGTTGTGGAGGTCA GGAGTCAGTCCTTGATTCCCT 137

Ad09A14539 Aradu.A09 14539 p3 (ATT)6 18 86616854 86616871 ATAAAGCTGGAAATTCGCAA CCTTCACCCCTCTCACACTC 195

Ad09A14541 Aradu.A09 14541 p3 (TTA)5 15 86619743 86619757 TCAGGCATGTCCAGAGCTAA AACCACAAATGGGATGGATG 266

Ad09A14542 Aradu.A09 14542 p3 (ATT)8 24 86619955 86619978 CATCCATCCCATTTGTGGTT AAAATGATTTCCCCAAACCC 133

Ad09A14543 Aradu.A09 14543 c (T)11ctttatgtttggtaaagtaatagttttagtctatccaatatttttcaaaatttttaaaattgacttcaaccttttatgac(A)10101 86620196 86620296 CAGCCCACTAAATAGCCCAG ACACATCCCCTTCCCTTCTC 214

Ad09A14544 Aradu.A09 14544 c (T)10(A)13 23 86620747 86620769 TTATCGCCCTTAAATCTCAGC CGAATTGGATACTCACGGGT 206

Ad09A14545 Aradu.A09 14545 c (A)10gagaagagaatgaaaagg(A)10gaaataaaagtgaaatag(A)1066 86638129 86638194 GAACCTTGGAACATTGGGTG TACTTTGGGGCATTTTGTCC 243

Ad09A14547 Aradu.A09 14547 c (AT)8agaaaataaaaagacctaaggctacacttatatgtacaattgctatagtatac(A)1281 86707479 86707559 GACTTGTCTCCGGAATTCAAA AAGCGTAGCCTTAGATCCCTC 260

Ad09A14552 Aradu.A09 14552 p2 (TA)6 12 86769297 86769308 ACCCAGAAGCCTGGAAACTT CGAAGCTGGATGAAAACAAA 277

Ad09A14553 Aradu.A09 14553 p2 (TA)6 12 86771001 86771012 TTTGATCACAATAAAAGGAATAAGATG GTTGTCAGGCCGCTCTTTAT 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A14555 Aradu.A09 14555 p2 (TA)6 12 86789625 86789636 AGCCTGAAAGCCAAACAGAA TCAAGTAGGGGTGCACAAGA 237

Ad09A14563 Aradu.A09 14563 p3 (TAT)18 54 86804890 86804943 AAACGTATTGGTATTATCTTTGTGG GGCTGGAAGAGGCTCCTAAC 280

Ad09A14564 Aradu.A09 14564 p3 (TTC)6 18 86805151 86805168 TCAGACATGACACGCCTAGC TTTGGACAACTGACGGTTCA 262

Ad09A14566 Aradu.A09 14566 p3 (AAG)8 24 86806078 86806101 TGAAGATGAAACACGCGAAG CCCAATCCGAATCTGAGAAA 278

Ad09A14568 Aradu.A09 14568 p3 (CAA)5 15 86816740 86816754 AAAGGGCAACTGCTGAGAAA AGGCTGCTTCCCTAACTTCC 158

Ad09A14569 Aradu.A09 14569 p2 (AC)6 12 86824424 86824435 CTAACAGGTTGAACCGGACC AGAGCTCTTCGCAAGGAATG 224

Ad09A14570 Aradu.A09 14570 p2 (AC)6 12 86829539 86829550 GAAGTTGGGCCAAACAGGTA GTAGCCACTGAAGGCACACA 230

Ad09A14571 Aradu.A09 14571 c (TA)6aacagccgaaag(TA)7tgcacaatcgcacatacataatacgcgcatatattgaattattgattaaggaatacaaaatatatatattttttatattcctttatatgcatcgt(TA)6145 86834308 86834452 TGGCACTCATAATTTTAAACGAGA TTCAATTTGGACCAGACCGT 265

Ad09A14575 Aradu.A09 14575 p2 (AT)9 18 86878211 86878228 ACTTGAGCGTCGGAGTGTCT TTTGAGTTTGTGTGTGTGCG 233

Ad09A14578 Aradu.A09 14578 p2 (GA)9 18 86884707 86884724 GAAAGCTCATGTGACGACGA TGAATTACTCCCATGCCCTC 147

Ad09A14581 Aradu.A09 14581 p3 (AAT)5 15 86900638 86900652 TCCAACACAACGATAAGAGAAAAA ACCCATGTTGAGGTTGGAAG 183

Ad09A14584 Aradu.A09 14584 p3 (ATA)5 15 86915904 86915918 TTGACCAGCAATACAGGCAG ATCCTTCGCAAAACCAGTTG 174

Ad09A14591 Aradu.A09 14591 p2 (CT)6 12 86977552 86977563 ACAGAGAAGGTGATGGCTCG GGGTTGTTAAATCACCGCAC 257

Ad09A14593 Aradu.A09 14593 p3 (TTA)9 27 86983474 86983500 TGAAGCTCAGAGTCTTGGACC TGCTTTGATTGTTTGCATGA 261

Ad09A14594 Aradu.A09 14594 p4 (AACT)5 20 86991133 86991152 AAGGAGGCAACAATGTGGAG TCCAACACTTCCAAACACCA 182

Ad09A14597 Aradu.A09 14597 p2 (TA)8 16 87004031 87004046 TTTTTGTCCTCGAAAATTGAA CCTTATAGCCTTTTGCCACG 278

Ad09A14599 Aradu.A09 14599 p2 (TA)8 16 87026344 87026359 ATGCCCATTCCCATGTAAAA GACACGGATGGTAATTGCATAA 271

Ad09A14600 Aradu.A09 14600 p2 (AT)7 14 87043454 87043467 ATGTGTTTTCCTCCTTCATCA TGGAGCAAGGGAGATGATATG 269

Ad09A14603 Aradu.A09 14603 p2 (AC)6 12 87082099 87082110 GAGCTGCGCAAGAAAAAGTT TTCTTCATCCTCTTCCCCCT 242

Ad09A14604 Aradu.A09 14604 p3 (TCT)5 15 87097259 87097273 GATAACCCTAGTGCGCGAAG GGTTGATGGTGAGAGAGGGA 153

Ad09A14606 Aradu.A09 14606 p2 (AT)7 14 87112205 87112218 AGAGGGTGAAAATGTGGCAA CGCTCTGACAAATCGAGCTT 279

Ad09A14608 Aradu.A09 14608 p3 (AAT)5 15 87118606 87118620 TTCCTCAAGTAAGGTAACATGGC TTGTTGGCAAGTCCATTCAA 280

Ad09A14609 Aradu.A09 14609 p2 (TA)9 18 87120847 87120864 GTTTTCTTCCAATCGCCGTA TGGGTGTTTTTCTTGTAGTGGTT 270

Ad09A14614 Aradu.A09 14614 p2 (AG)6 12 87165049 87165060 GAGAAGGAAGGAGGGAAGGA AAAATTCCACCTACCCCAGG 253

Ad09A14617 Aradu.A09 14617 p3 (ATA)5 15 87199652 87199666 TCCAAATTCCAATTTTATATACCTCC CAAGAGCATGGACCAAAGAA 142

Ad09A14619 Aradu.A09 14619 p3 (CAA)5 15 87203006 87203020 ACCATTCTGTTTTCCGCAAT TTACGCACGGAGCTTCTTCT 230

Ad09A14620 Aradu.A09 14620 p3 (TAA)6 18 87208658 87208675 TTCAACGGCTACAATGCAAG AACACATTTTCTTCCGTCGC 227

Ad09A14624 Aradu.A09 14624 p2 (GA)6 12 87220141 87220152 CTAGAGGTTTCTCCGGCCTT AAATGACCGAACCCTAACCC 257

Ad09A14625 Aradu.A09 14625 p2 (GA)8 16 87223516 87223531 CATGTAGAGGGGAGAAGAGGG TTTCTTAGCTTTTTCAAAACCACC 273

Ad09A14627 Aradu.A09 14627 p3 (AGA)7 21 87275677 87275697 TCCATTGGGAGAGACAAAGC AATGGGAGGATGGATGATGA 235

Ad09A14628 Aradu.A09 14628 p3 (TTG)5 15 87282186 87282200 TGGTTGTTCTGAGGTGCTTG CAACAGAGGAGGCAGACACA 126

Ad09A14631 Aradu.A09 14631 c (TA)7cacgtttgactatttaat(A)1042 87300603 87300644 CAAAACCAAAACTGCCAAAAA TGCTCCACCTGCTACAACAC 277

Ad09A14632 Aradu.A09 14632 p3 (ATT)7 21 87302861 87302881 GGTGAAAGAATAAAGCAAGAATCAA TGACATTAATTATCCTAAGACACACG 139

Ad09A14633 Aradu.A09 14633 p3 (TAT)5 15 87303895 87303909 TGTGCTGCTATAATTGAACCAA AAAGTGATCCAATTGATAAGGAACTT 277
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Ad09A14634 Aradu.A09 14634 p2 (TA)8 16 87304094 87304109 CGTTTCTTTCTTTTGTCCCG CGCCTACGACCTATTCCTGA 139

Ad09A14642 Aradu.A09 14642 p3 (TAT)5 15 87373142 87373156 TCTTTGTCTGTGTTCCTGCG AAATACCGCACCAAGTTTTTG 270

Ad09A14644 Aradu.A09 14644 p2 (AC)6 12 87386839 87386850 ATTGAAAGCTTGGCTGGCTA TTTCGAAAAATGCAAGATGC 259

Ad09A14645 Aradu.A09 14645 p2 (GA)9 18 87401717 87401734 AGCGCAAAAACAAGTTGGAT GGTGTTTGTTTGATGGTGGA 257

Ad09A14646 Aradu.A09 14646 p4 (AAGA)5 20 87414066 87414085 CACACCCTCAAGTAACGAAACA CGTACCCCAGGTTGTCATCT 254

Ad09A14650 Aradu.A09 14650 p2 (TA)6 12 87428255 87428266 CGGGCTATGGCTAGTGTTCT ATCAGAAAAGCGCGAAGTGT 138

Ad09A14651 Aradu.A09 14651 p2 (AG)7 14 87445893 87445906 AAGTGGAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 227

Ad09A14653 Aradu.A09 14653 p2 (AG)6 12 87452035 87452046 GAACCTGGGATCGAGAGTCA CGCGATCTGCAGAATTACAA 235

Ad09A14654 Aradu.A09 14654 p2 (TG)7 14 87461746 87461759 CCGATAGAAATCCGTTCGTC GTAAATCAATGGTGGCGAGG 221

Ad09A14655 Aradu.A09 14655 p4 (GTAT)5 20 87462247 87462266 CCTCGCCACCATTGATTTAC CTTCCGGTTGCGCTATTCTA 204

Ad09A14660 Aradu.A09 14660 p4 (TATT)7 28 87508218 87508245 TTTGCCTTGGATCACAACCT TCGCTCTTGAAAGAATGATGG 185

Ad09A14663 Aradu.A09 14663 p2 (TC)10 20 87531134 87531153 AATCCAACGTGGAAAAGTTCA ACGTTTTGACCCAGATTTCG 279

Ad09A14664 Aradu.A09 14664 p2 (AG)7 14 87548956 87548969 CAAAATAGAGATCTGGAACATGGA GGGAGCTCGCCAATTTCTA 215

Ad09A14666 Aradu.A09 14666 p2 (CT)6 12 87596609 87596620 CTTGGTGCAGGGATGACTTT ATAGGTGAGGGGTTTTTGGG 141

Ad09A14669 Aradu.A09 14669 p2 (CT)6 12 87642893 87642904 CTTGGTGCAGGGATGACTTT TTGGAAGGGAAAGTGGTTTG 232

Ad09A14671 Aradu.A09 14671 p2 (AT)7 14 87650800 87650813 GATAAAGAAGCGCTTGTCGG TTTTCTCGCACCCCTAGATG 233

Ad09A14673 Aradu.A09 14673 p2 (TA)7 14 87684537 87684550 TTGGTGTCCCTTTGGTTTTC GAAAAAGATGAGATAAAGATTTTCAAG 185

Ad09A14675 Aradu.A09 14675 c (GAA)6gggggaatg(GAA)2087 87708501 87708587 TGTTTGAAGTTGAGAGAGAGAAAGA GAGAAGAAAGGGCGACACAG 192

Ad09A14676 Aradu.A09 14676 c (T)10gatatatttatcacgtgactgtcgtgcttaattggaatagtttgctaagtagaaagtgattagcgataacgtaacctaattagttt(TA)7110 87708902 87709011 GCTCGCCTTTGTTCTGTAGG GTGACTGGCAGAACCACAAT 280

Ad09A14677 Aradu.A09 14677 p3 (AGA)5 15 87714416 87714430 CTAGAGGATTCTCCGGCCTT CTTGGCCAAAACACCATCTT 169

Ad09A14678 Aradu.A09 14678 p2 (CT)6 12 87727644 87727655 CCCAAAATCCAAGTCCAGAA AAGAACCTGGGATTGAGAGTCA 197

Ad09A14679 Aradu.A09 14679 p2 (GT)6 12 87732640 87732651 TTTGATTGGGATGCTGTCAA CCGAATAAAGCATGGCAAGT 245

Ad09A14684 Aradu.A09 14684 p2 (AG)6 12 87781698 87781709 GAGCTGGAAAGGTGGAATCA CCAAAGCATCAAGAGTGCATA 257

Ad09A14685 Aradu.A09 14685 p2 (CT)6 12 87790945 87790956 GAGATGCAACTCCGTTCACA ACGGAACAAACACACACGAA 136

Ad09A14686 Aradu.A09 14686 c (AG)6gagagaac(CT)632 87796131 87796162 AAGAACCTGGGATTGAGAGTCA CTTCTGGGCTGTTTCTGACC 217

Ad09A14687 Aradu.A09 14687 p2 (CT)7 14 87809825 87809838 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 127

Ad09A14689 Aradu.A09 14689 p3 (TAA)6 18 87820655 87820672 TCCATTTTCCTTCCAAAACG CGTGAATCGGGTAACAAAGA 268

Ad09A14691 Aradu.A09 14691 p2 (TA)7 14 87822540 87822553 CCATTGTTTTGTTATATGGAATTGA CCCATATTACCGCTAACAGCA 272

Ad09A14692 Aradu.A09 14692 c (A)10gaattttcattcactaaccaatcaattatttgaatgaaaaaattgattgttttatacaagtcgt(A)1286 87825104 87825189 GCCAATCAGTTAGATCCCTCA CAAACAATCAATTGGCTAACGA 232

Ad09A14693 Aradu.A09 14693 p2 (TA)6 12 87832105 87832116 TCCTCTAAAGTGACATAGGAGTTAAAA ATTCAATTTATTACTTTTGCACCA 249

Ad09A14697 Aradu.A09 14697 c (A)10ctaaatatataatcgggtaaagtactattttggtctcctatgtttggggtgaattctgttttagtccccaacgtttaaactgttctattttaat(A)10114 87838939 87839052 TCCAATTATCAGGACGGAGC GGACACGGCGTCAATAATTT 271

Ad09A14698 Aradu.A09 14698 p3 (TCT)5 15 87839195 87839209 TGTAATCCTTTCCGCCTTTG TCGATAGGGTTTGTGGCTTC 102

Ad09A14702 Aradu.A09 14702 p2 (TA)8 16 87863339 87863354 TCCAACATATTTAGTTAGGCCTTT GCTTTTGATCAATTGGCTTGA 271

Ad09A14703 Aradu.A09 14703 p2 (TA)8 16 87900638 87900653 GCCAGCCTAAACTCCGTAGG CATGAGGACGAATCGCACTA 191
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Ad09A14710 Aradu.A09 14710 p3 (TTC)7 21 87947599 87947619 TCCATTCTGCTGGATTCTCC GCCCAAGCAAAATTGGACTA 266

Ad09A14712 Aradu.A09 14712 p2 (AT)7 14 87972610 87972623 ATTCCCCATTCAAACCAACA AGCCATCAGCAAAGTGACAA 278

Ad09A14714 Aradu.A09 14714 p2 (AT)6 12 87979825 87979836 AGCTCGACGTAGAAACCCAA TCAATCCAAATTGACCATCTCT 242

Ad09A14715 Aradu.A09 14715 p2 (AG)8 16 87985513 87985528 TTCCTAAGATAGGGCCAACG ATCGAAGTGCACGACAAGTG 269

Ad09A14717 Aradu.A09 14717 p2 (CT)6 12 87999977 87999988 CTGGGCTGTTTTTAACCCAA AAGAACCTGGGATTGAGAGTCA 215

Ad09A14718 Aradu.A09 14718 p2 (TA)10 20 88017920 88017939 TTTATGAAAAGGACCTGGCG CGTTCATCGAGAAGTACCGA 259

Ad09A14723 Aradu.A09 14723 p2 (AT)6 12 88036579 88036590 CGAACAAGGATAACCAACGC GACTGGTTATCTTCGCAGCC 104

Ad09A14725 Aradu.A09 14725 p2 (AT)8 16 88080697 88080712 CAACACACAACAACAAGGCA CACTTACACGAGTGATGCGA 264

Ad09A14728 Aradu.A09 14728 c (T)10a(T)10 21 88099107 88099127 ATAAAAAGGGGCAACGGTCT TGGATTATTCATGCAGGACG 165

Ad09A14735 Aradu.A09 14735 p3 (AGA)6 18 88141248 88141265 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 183

Ad09A14737 Aradu.A09 14737 p2 (AG)6 12 88150583 88150594 GAAATGGGGGAAGGAGAAAG GTACTAGCTCCCCCTCCTGG 225

Ad09A14738 Aradu.A09 14738 p4 (TATT)5 20 88155516 88155535 TCCATATGTCACAGGCAGGA ACGCACACGAAAAACATTCA 243

Ad09A14739 Aradu.A09 14739 p2 (AT)9 18 88177317 88177334 AACCATCGAAGGGTGTTGAG TTATCCAATAGCCGCCAAAG 240

Ad09A14743 Aradu.A09 14743 p2 (AG)6 12 88250148 88250159 CGGCCCAGAAACACAAAATA AACCAAATTGGCAACATCAA 276

Ad09A14747 Aradu.A09 14747 p3 (TTC)7 21 88282565 88282585 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 212

Ad09A14749 Aradu.A09 14749 p4 (TTAG)5 20 88311765 88311784 TTCTTTCCCTTCTTCAGCCA GGATCCAACAAGGAATATGAACA 223

Ad09A14750 Aradu.A09 14750 p2 (AT)9 18 88322501 88322518 ACGCCTTAAAGCGAAAAACA ATCGAACTTTACTTTGGGGC 249

Ad09A14751 Aradu.A09 14751 p3 (ACA)5 15 88329966 88329980 TGGATTTTATGAAAGTTGCGTC CGTTTGATTCATGTAGCCGA 186

Ad09A14752 Aradu.A09 14752 p2 (TA)11 22 88333376 88333397 GATAATATCCGCCCCTACCC AATAACTCGCATTGAACCCG 276

Ad09A14756 Aradu.A09 14756 p2 (CT)6 12 88350454 88350465 GATTTTGCTTGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad09A14758 Aradu.A09 14758 p2 (TA)8 16 88386436 88386451 TCGTGATGCTTTGTATTGCC GCTCGGACATTACGACGACT 278

Ad09A14759 Aradu.A09 14759 p3 (AGA)5 15 88394034 88394048 GCTTTTGTCTTCCCTTTCCC CACATAGCCGAACCACCTCT 197

Ad09A14761 Aradu.A09 14761 c (A)10gtggc(A)11 26 88411919 88411944 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 171

Ad09A14762 Aradu.A09 14762 c (T)10cttgca(T)11 27 88414506 88414532 TTGGTGTCAATTGCATGCTT CCAAGAACACCATGAAGATCA 277

Ad09A14764 Aradu.A09 14764 p3 (ATT)6 18 88428826 88428843 TGATGGTGTTGGTGTTGTCA AAAAGAGATATTTTTATCCCCAATCA 256

Ad09A14765 Aradu.A09 14765 c (ATA)8tattatttgacacatgaattcgactgtagttatattatttattcccaacagatatcgttgttggt(GA)6101 88436298 88436398 TCTCAAAGTAAGTCAATTTAATGGTCA TCCTTCGTGTGGAGAAAGAGA 266

Ad09A14767 Aradu.A09 14767 p2 (CT)7 14 88442382 88442395 AAATCCGACGGTAACAGTGC CTATGGCGGTAGATGGTGGT 216

Ad09A14769 Aradu.A09 14769 c (AT)8ac(AT)6 30 88449561 88449590 ATTCGGTGTTCCTCATCACA AACAAGCTCCTGACTCAGCC 241

Ad09A14771 Aradu.A09 14771 p3 (ATA)19 57 88450534 88450590 TGGCAATAATTTGGCCTGTT ATTCCCTATCCAATTTCGGG 223

Ad09A14774 Aradu.A09 14774 c (TACA)6tatatacatacatacatac(AT)1063 88458251 88458313 CCGTAATACCGCTCCAAAAA GACGCAGAAGTCACGAAGAG 276

Ad09A14775 Aradu.A09 14775 p2 (GT)6 12 88461753 88461764 TGCCGTAACTCAGTCTCCCT AAACCCTAACCCAATGACCC 169

Ad09A14777 Aradu.A09 14777 p2 (AT)9 18 88466056 88466073 CCAAGATCAATGGCTTGGTT TGGTGAAATGGAACTTGAAGG 275

Ad09A14778 Aradu.A09 14778 p4 (TTAT)5 20 88468081 88468100 CTCAAGCGTTTGAACTTGGA TCAAACCCCTCTAACAACGC 187

Ad09A14781 Aradu.A09 14781 p2 (GC)6 12 88479013 88479024 AGATTTGGAATGCACCAAGG GCATTTTGCCTTTAAGTGGG 134
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Ad09A14782 Aradu.A09 14782 p4 (ATTT)5 20 88480819 88480838 TTGGAAATTGGGTACATGCTC TCAAAACTTGGATTAGTTGCTTTT 168

Ad09A14785 Aradu.A09 14785 c* (A)11(AAAG)6* 32 88527440 88527471 TGGTTCTTGAAAGAATGAGGAAA CCCCAATTAGAGGTGTCCAA 210

Ad09A14786 Aradu.A09 14786 p3 (AAG)5 15 88533289 88533303 ACTTAAAATATTGCCCGCCC ATTTCTTTCCCACCCAAACC 210

Ad09A14787 Aradu.A09 14787 p4 (AATA)5 20 88536556 88536575 AATCCCAACACAAGGGTGAG CGAAATTCCTTCCCTCTCCT 106

Ad09A14788 Aradu.A09 14788 p2 (AG)13 26 88558928 88558953 AGACAGCAATAGGAAGGGCA CGCAAAATTTAGCATGGGAT 276

Ad09A14789 Aradu.A09 14789 p2 (TC)7 14 88561449 88561462 CACATGCAGTCACAAGCACA TTGCCATTTTTGGCTCTACC 247

Ad09A14791 Aradu.A09 14791 p3 (TAT)6 18 88562739 88562756 CAACTTTGATGAGACTGAACGTG TCCCATGCATCAAAGAAACA 190

Ad09A14793 Aradu.A09 14793 p3 (TGA)5 15 88564110 88564124 CATGGAGAAATGCAAAAGCA TTCCATTACAAATTCCCCCA 275

Ad09A14794 Aradu.A09 14794 p3 (ATT)10 30 88564259 88564288 TCCTTCATTTGCTGTCATGATT CTTCCTGTTCCAGCCAAGAC 266

Ad09A14796 Aradu.A09 14796 p3 (ATT)6 18 88567130 88567147 TCTCCACTGATTGATATTAAATGCTT AACCGGGTTTTACAATTCCA 270

Ad09A14797 Aradu.A09 14797 p3 (TTC)5 15 88593930 88593944 GAACTTCCGGGTACTCTCCC CCCCTAATGAAAGTGGGGTT 184

Ad09A14799 Aradu.A09 14799 c (T)10ctctttctc(T)1029 88623597 88623625 GCTGGTTAGTTGTGCGGAAT ATCCAAGGAGCAGCAGAAAA 243

Ad09A14801 Aradu.A09 14801 p3 (TTC)5 15 88631358 88631372 AAACCCCTCTCCCTCCACTA CTAGAGGTTTCTCCGGCCTT 244

Ad09A14803 Aradu.A09 14803 p3 (AGA)5 15 88659520 88659534 CAGCCTTAGGTGCCATTGAT TTCTCCCACATAGCCAAACC 166

Ad09A14804 Aradu.A09 14804 p3 (ATT)5 15 88662344 88662358 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad09A14811 Aradu.A09 14811 p2 (TA)8 16 88714727 88714742 AAACAAAGCACAATCGGTCC GCTTAAACTCCGCAAGCTGT 264

Ad09A14814 Aradu.A09 14814 p2 (TC)6 12 88733278 88733289 CACAGAACCACTCTCGGTGA AGAGTTCGGGAACAGAGCAA 202

Ad09A14815 Aradu.A09 14815 p2 (TC)6 12 88733714 88733725 TCTCTCCGTCGCATCTTTCT CACTGAAACCCTCTCCCAAA 246

Ad09A14817 Aradu.A09 14817 p3 (AAG)5 15 88739411 88739425 TCCACCTCCTCATCTTTTGC TCATCTTTCAAGTAATTTTGCAGC 200

Ad09A14819 Aradu.A09 14819 p3 (TTC)5 15 88740437 88740451 TCTTCATCTTCCTCCTCCTCA GCGTTTCTCCTCTTCCTCCT 242

Ad09A14820 Aradu.A09 14820 p3 (CAT)5 15 88741462 88741476 AAGAATGCTTGTGGAGGTGG CCCACAGAAGCAGAACACAA 276

Ad09A14826 Aradu.A09 14826 p2 (TA)6 12 88756217 88756228 TGGACACAGCGAAGAAAGTG CCGGAGTAAGGCATTGAAGA 239

Ad09A14827 Aradu.A09 14827 p3 (CTT)7 21 88757426 88757446 TTGGCATTCTTGAAGGTTGA CAAATTGCCAGCATCATCAC 245

Ad09A14829 Aradu.A09 14829 p3 (AAT)6 18 88765251 88765268 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 225

Ad09A14830 Aradu.A09 14830 p3 (TTC)6 18 88768587 88768604 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 273

Ad09A14832 Aradu.A09 14832 c (GA)8a(AG)15 47 88802523 88802569 GGAAACCTTGTTAATGGGGTG CGCTCCAGTAGCATCAAACA 264

Ad09A14833 Aradu.A09 14833 p2 (TG)19 38 88818067 88818104 ATGGTTGCGTGATGATGTGT GCGAATATTGCGGAGTCAAT 279

Ad09A14834 Aradu.A09 14834 p3 (AGA)5 15 88843132 88843146 CTTCCCTTTCCCTTTTCTGG TTAACCCCTCTCCCTCCACT 263

Ad09A14835 Aradu.A09 14835 p5 (AATAA)5 25 88843898 88843922 GTCCTTTCTCCAGGGTGTGA ATGAGAGCCCACTGTCAAGC 196

Ad09A14837 Aradu.A09 14837 p4 (AAAT)5 20 88869102 88869121 GTGGTGAGTTTATGGTGGGG TTTACCCGTTTTTCAGGGCT 219

Ad09A14838 Aradu.A09 14838 p2 (TA)8 16 88869721 88869736 TTGCAAGTTGCTTCATTTTGA TGGACTCATCAATTCTCCCA 276

Ad09A14842 Aradu.A09 14842 p2 (AT)9 18 88880182 88880199 GAAATTTGTGCCCTCACACC TTTGCATAAGGAGGGAGCAT 278

Ad09A14844 Aradu.A09 14844 c (A)10ttgagatatgaaattttctacctag(A)10taacgctccaatac(T)1372 88882904 88882975 AACGTTCTGTCCTTAGCCGA CCATCCAAGCTGAACAACCT 206

Ad09A14846 Aradu.A09 14846 p3 (ATA)16 48 88886439 88886486 TGGACCTATCAGCTTTTCCTTT GACAATATCCAGGGCGTTTC 277
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Ad09A14848 Aradu.A09 14848 p3 (AGA)6 18 88907847 88907864 CGGTCTTAGGTGCCATTGAT AATGGCCGAACATACACTCC 245

Ad09A14849 Aradu.A09 14849 p2 (AT)8 16 88929454 88929469 TGTGCGAGCATTACCTTGTT GATTTTGTTTTTCCCTCGTCA 243

Ad09A14850 Aradu.A09 14850 p2 (TA)7 14 88942729 88942742 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ad09A14851 Aradu.A09 14851 c (TA)6g(TTAT)5ttgattttaatttttttaggggg(TA)668 88959171 88959238 CAAACTGAAAAAGGGGGACA CAAAGCTCCCCTTCCTATCC 209

Ad09A14853 Aradu.A09 14853 p2 (GC)6 12 88969686 88969697 ATAGGGAGCTCTTGGGCATT AGGAGAAAAGCAGGATGCAA 271

Ad09A14854 Aradu.A09 14854 c (AATA)6aaatact(A)1041 88969857 88969897 TTTGCATCCTGCTTTTCTCC TGCAATGAATGAAAATAAGCAAA 261

Ad09A14856 Aradu.A09 14856 c (TA)12cagaaaataaaaaaaacgagacctaaggctacacttatatacagtagctatagt(A)1189 89022745 89022833 CCTTAACCCCTACCCCTCCT GCCTAATTTTGAACGTAAACGG 226

Ad09A14857 Aradu.A09 14857 p2 (AT)11 22 89029559 89029580 CCTTTTAATGATAAAACATATGACAGC CGACAGTACCGACTGCGAT 277

Ad09A14858 Aradu.A09 14858 c (T)10ctttg(TAT)6 33 89035925 89035957 TAACTTGGGCCATTTTGTCC TTTGGTTTGAGAATTGGGTG 198

Ad09A14859 Aradu.A09 14859 p3 (TTA)6 18 89039281 89039298 TCTTATCATATCTTTTTCAAAACTTCC CCATGATGGAGAAAGGGAGA 217

Ad09A14862 Aradu.A09 14862 p2 (AT)6 12 89052638 89052649 CCGCTCATTTGAGATAGCCT GAGTCGGACAGCTTAACCCA 214

Ad09A14863 Aradu.A09 14863 p5 (AAGAT)5 25 89060413 89060437 AGGCGGTTCCCCTAAAGATA CTTTATCACCGAATGGTGGG 219

Ad09A14864 Aradu.A09 14864 p2 (AT)9 18 89062723 89062740 GGAACATTGAACCTGGATTGA CAGTTTCTGGCCCAGTTCTC 214

Ad09A14872 Aradu.A09 14872 c (T)12ctttcagc(T)1030 89071374 89071403 TGCCTGTGTAGATTGCCTTG ATGACAGCTCTGCCTCGTTT 149

Ad09A14874 Aradu.A09 14874 p2 (TA)7 14 89081661 89081674 TTCATTGTACCCTCGCCTTT TTAAACCACAAAACCGCTCC 183

Ad09A14875 Aradu.A09 14875 p3 (TCT)5 15 89092198 89092212 TGGATTCTCTTGCAGGCTTT GGGAAAAGAGGGTGTGTGAA 215

Ad09A14876 Aradu.A09 14876 p3 (TGC)5 15 89092650 89092664 GGCCAATTCCTTGCTCTTTT GAAATCACAGCCCTTCGTGT 273

Ad09A14877 Aradu.A09 14877 p3 (CTT)5 15 89106435 89106449 CCAATGGAGGTTCAGCATCT GATCAATTTCACGCAACCCT 252

Ad09A14878 Aradu.A09 14878 p2 (AG)8 16 89124725 89124740 TGCTCTTGCCTCTTGGTTTT TCAATGCTCAATCATTCCCA 257

Ad09A14879 Aradu.A09 14879 p3 (AGA)5 15 89135594 89135608 TCTTTGACAGGTGGAAGCCT TCGAGTTTGGACAACTGACG 265

Ad09A14882 Aradu.A09 14882 p3 (TAA)13 39 89149177 89149215 GGCCCGATCACAATTAAACA TCAAACTCCACATCTGTCCG 277

Ad09A14883 Aradu.A09 14883 p2 (AC)6 12 89150278 89150289 CCCAAATTGGAACCCACTAA GCGGCTACTGATGGAAACAT 132

Ad09A14894 Aradu.A09 14894 c (A)10tcatgaaattgattcttgaagcaagaaaaagcagtgaaaaagcaaaagcttg(A)1072 89233842 89233913 CTGAATGAATGATTGAACAGTGC TTGGATCCTTGCTACCCTTG 275

Ad09A14895 Aradu.A09 14895 p3 (ATA)9 27 89246907 89246933 TTTGGATTCGTTAAATACTGATGTT TTCCTCATTGAAATTGTATGTCATTA 242

Ad09A14897 Aradu.A09 14897 c (TTA)6ttg(TTA)5 36 89254461 89254496 CCTGTTGGGACTCAGTATTCA GATGAATTCCGAAGATGCAC 200

Ad09A14898 Aradu.A09 14898 p3 (TTA)13 39 89257680 89257718 GGCCTTCAATTGGAGAACAA GCTTAATCATTAGAACGAACCTCA 275

Ad09A14901 Aradu.A09 14901 p3 (TTC)6 18 89324789 89324806 TCCCTATTTCCCAAAATCCC CTAGAGGTTTCTCCGGCCTT 257

Ad09A14905 Aradu.A09 14905 p3 (GCT)5 15 89353552 89353566 CTCCATGAAGCGGAAGAGAC GATGATGTGTCACCACTGCC 242

Ad09A14909 Aradu.A09 14909 p2 (CT)6 12 89424907 89424918 AATAAGGGTGTTTTGCACGC TTGGGAGGGAAAATTGTTTG 260

Ad09A14911 Aradu.A09 14911 c (A)10gagag(A)10 25 89460323 89460347 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 220

Ad09A14912 Aradu.A09 14912 p3 (TTC)6 18 89462723 89462740 ATCTTTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 120

Ad09A14916 Aradu.A09 14916 p3 (GAA)5 15 89477011 89477025 ACGTGGAGGAAGAAGCAAGA TCCGGTTTAACCAAGTCACC 243

Ad09A14917 Aradu.A09 14917 p3 (TTC)5 15 89489227 89489241 AAACCCACACCTCTCTCCCT CATGACTCGGAGGTGGAAGT 198

Ad09A14918 Aradu.A09 14918 c (TTC)12cctcactctt(TTC)561 89499423 89499483 ACCACGTGTACGCGTCATTA GAAAGAACCTTGAGAAAAAGGTGA 251
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Ad09A14922 Aradu.A09 14922 p2 (CT)9 18 89527724 89527741 TGGCCCAGAAAACACAGAAT AAATCCAAACAGTCAATTGCATTA 258

Ad09A14924 Aradu.A09 14924 p2 (TA)12 24 89540080 89540103 GCCGCTTAGGCCTAGATTTT TTGTTGGCTCTTGAAAGAATGA 257

Ad09A14933 Aradu.A09 14933 p2 (AT)6 12 89583293 89583304 GTAACCACACCATTGGGCTC GCGATTTTGGGTGACAAGTT 277

Ad09A14936 Aradu.A09 14936 p2 (CT)7 14 89612255 89612268 ACGTTGAACCTGGGATTGAG GTGGCCCAGAAAACACAGAT 192

Ad09A14938 Aradu.A09 14938 p3 (CTT)5 15 89616656 89616670 TCTTGACTTTCCCATGGAGG TTTCAGGCAACCATTCAACA 257

Ad09A14941 Aradu.A09 14941 p3 (AGA)6 18 89640566 89640583 TGCGATCAATGGTTATGGAA CTCACAACACAACCCCCTCT 176

Ad09A14942 Aradu.A09 14942 c (ATT)5tgaattgagacttttcttgttcaaatatagtgtattattatttgaattatctgggaacaaagcaataagtttttcttgggctgcta(ATT)15146 89685321 89685466 TGCCAAGTAAAGCCAAATGA TTGCAAAGAGATATATGAACATGGA 256

Ad09A14949 Aradu.A09 14949 p2 (AC)6 12 89758872 89758883 ACTTCCTCCTTCCCCAAAAA GGAATTTGGCCACTTTTGAA 241

Ad09A14953 Aradu.A09 14953 c (T)11gcaaattataacaatcactggatagttggattaaatgttaatattcatcattatggttaatattcatgaagttatgtgtttaac(T)10105 89778680 89778784 CACGTAAAGTCGATTACACTTGAG TTGAAATGTCCGTCAACATCA 251

Ad09A14955 Aradu.A09 14955 p2 (TA)8 16 89781734 89781749 GCACCTCAACCATTTCTCTTG TGCGTTTCTCTCTCTCTTTATTTTT 242

Ad09A14957 Aradu.A09 14957 p2 (TA)6 12 89787022 89787033 TCTCGTGCTGATAACGTGTTG TCAAATGCAATTCTCTCTCTCTTT 188

Ad09A14958 Aradu.A09 14958 c (ATG)8(ATA)6 42 89801765 89801806 ATTCAAACATGGGTCACGGT TTTCTTCCGCTGCGTGTTAT 233

Ad09A14959 Aradu.A09 14959 p2 (AT)6 12 89802970 89802981 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 223

Ad09A14962 Aradu.A09 14962 c (AAT)15aactcccaatactaataaaaataaaat(TAA)5caatgatcataacag(TAA)6tactagcaacacat(AAC)6152 89818426 89818577 AAACCCACATTAGTTTTCTATTTTCTC GGCTGGATACATCGACCAAG 274

Ad09A14966 Aradu.A09 14966 c (GCTC)5tcg(CT)1247 89937569 89937615 TAAAAATTTCCCCGTTCGGT CGAGCTGATAGCAGCACAGT 266

Ad09A14968 Aradu.A09 14968 c (T)14gtttaaatgtagccgaccccacctagtgggacaaggct(TTG)670 89939215 89939284 CTGGTATGGGATGTGAGCTG GCGTCCCAGTTCAATAAGGT 267

Ad09A14971 Aradu.A09 14971 p3 (TTG)6 18 89946909 89946926 TCCATATAGTCGACCCCAGC GTGCTGCTCCACAAACTCTG 278

Ad09A14973 Aradu.A09 14973 p2 (AG)6 12 89957270 89957281 TCCTTGAAGCAAATAAAATCCAA TTTCTGACCCAGTTTTTGGC 188

Ad09A14974 Aradu.A09 14974 p2 (CT)10 20 89978176 89978195 GTTTCTCACCCCTCATTCCC CGGAAAAGCACACCAAACTT 112

Ad09A14977 Aradu.A09 14977 p3 (AAT)5 15 89996289 89996303 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad09A14978 Aradu.A09 14978 p2 (GC)6 12 90003132 90003143 GACTCCACATAACCCCATCG TTAAAATAAGGCACCGACGC 221

Ad09A14980 Aradu.A09 14980 p3 (TCT)7 21 90036598 90036618 CCACCCTAAATAGCCGAACA CTAGAGGATTCTCCGGCCTT 270

Ad09A14981 Aradu.A09 14981 p2 (AT)9 18 90065664 90065681 ACACCCTACCACACAGAGCC TGGGTTTCTTTTGGGTTCCT 274

Ad09A14986 Aradu.A09 14986 c (T)10aataatacatatatctcgtttatattgtattgtaaacgagatatacttttattttaaattttgtatatttcatttgcaattgtgataaagcg(A)10112 90085098 90085209 GCCGCGCCAAAATATAAGTA GCCTTAGAATTGTCGTAACCTTTG 274

Ad09A14987 Aradu.A09 14987 p2 (CT)8 16 90089082 90089097 ATCGGAGTTCCGTAGCTCAA CCCAAGGCCCAACATATAAA 164

Ad09A14988 Aradu.A09 14988 p2 (CT)12 24 90093831 90093854 GTAGCTGGCGGAAAGAAAAA AGCGGACGAGTAATGAGATGA 260

Ad09A14989 Aradu.A09 14989 c (AG)6taagttcatgaggagagagagaa(AG)749 90095277 90095325 CCCTTACTCAACGGCAAAAA GCGAGCACGAATGATAGTGA 249

Ad09A14990 Aradu.A09 14990 p3 (CAA)5 15 90101670 90101684 TGCACCTAGAGGTCCGTCTT CAGTCTGTTGTGCCTTTCCA 251

Ad09A14992 Aradu.A09 14992 p2 (AG)15 30 90122641 90122670 ATGCATGAGAAGGGGAGAGA GTAGGCGGTGACGAAGGTAG 273

Ad09A14993 Aradu.A09 14993 c (TA)6tgtatatg(TA)1244 90125332 90125375 CCCTCGCCTTTATCTTTACG CTGCGCCACTCTGATAGCTC 273

Ad09A14995 Aradu.A09 14995 c (T)11cgccaa(T)10 27 90131210 90131236 GCCTTGGATCCTTTTTACCC TGGCTCTTGAAAGAATGATGAA 211

Ad09A14996 Aradu.A09 14996 p3 (AGA)6 18 90134579 90134596 ATGGGTCTTGATGGCTTTTG ACTCCCCCTTCTCCTCCATA 241

Ad09A14999 Aradu.A09 14999 p3 (TTG)5 15 90160768 90160782 GCACCTTGTTTCTGCCTCTC AGAGGGGAAGCTCTTTCAGG 208

Ad09A15000 Aradu.A09 15000 p2 (TA)17 34 90181422 90181455 TGGCATTCTCAGGACCGTAT AATCTGCGAAGCTAAGGCTG 280
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Ad09A15001 Aradu.A09 15001 p2 (TA)8 16 90192049 90192064 TTGTTTTCAGATGCAGGTCG CGAAGCTAAGGCTGGCTAGA 257

Ad09A15003 Aradu.A09 15003 p3 (AAT)5 15 90222735 90222749 GGCACTCTTGTTGAAGCTGA GGACGTTGGCTTTGTGAAAT 180

Ad09A15004 Aradu.A09 15004 p3 (TCT)5 15 90225622 90225636 CTCATATAGCCGAACCCCCT GCCTTTGTCTTCCCTTTTCC 200

Ad09A15005 Aradu.A09 15005 p2 (AG)6 12 90241271 90241282 TCTCAAAACAAAAAGAAATCCTAAA ATGCATCCATTCAGGGAGAG 112

Ad09A15006 Aradu.A09 15006 p2 (AG)6 12 90246839 90246850 TGGATCCATAGTTACTCTCAAAACA ATCCCTTTTTGGCCCATATC 188

Ad09A15008 Aradu.A09 15008 p2 (CT)7 14 90260697 90260710 TGGTGAAAAGGGAAATTAACAA TTCCAAACCTGAAAACCCAG 265

Ad09A15010 Aradu.A09 15010 p3 (TTC)5 15 90275143 90275157 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTT 237

Ad09A15018 Aradu.A09 15018 c (AT)8aacgtaatttaaatttttaatatttatttaaatagattaataaactaactattatgttaacctaaattggtttttcaaacatgcattctaattcaaatt(A)10125 90323851 90323975 AGGCAAGAATTTAGAAAACATCA TGCCAGATGTATGTATGTAACTATGC 272

Ad09A15020 Aradu.A09 15020 p2 (CT)6 12 90335146 90335157 CCCAAAATCCAAGTCCAGAA AAAAACCTGGGATTGAGAGTCA 197

Ad09A15021 Aradu.A09 15021 p3 (AGA)6 18 90354378 90354395 CTAGAGGTTTCTCCGGCCTT TATCCCATCTTCTCCCCCTT 230

Ad09A15022 Aradu.A09 15022 p3 (ATT)5 15 90357189 90357203 TTGGATGTTGGCTTTGTGAA CAGGAACAAGGAAAAAGGCA 201

Ad09A15027 Aradu.A09 15027 c (TTC)6ctctcttctttcttctcttgctcgagggcgagcaatattttaagtttggtgtggtaaaagcatagc(T)1094 90400239 90400332 ACTTCTCTTCCCCACCCAAT ACCACTGAGCTATGACGGCT 276

Ad09A15028 Aradu.A09 15028 c (TA)11(T)11ggtttttcaaaaatttc(T)1060 90413198 90413257 AAAAACATGCAATTGACACCA TTTGGACAACTGACGGTTCA 250

Ad09A15035 Aradu.A09 15035 p2 (TA)8 16 90428774 90428789 ACCCTAAATAAAGTTATATGCTCAAAA TCCTTTAATTCTTGTCAAAATCTCTC 280

Ad09A15036 Aradu.A09 15036 p4 (AATA)5 20 90431470 90431489 CAATTGTGTGGTCGCAAATC GGGTCATTGGTTTTCTACCCT 192

Ad09A15040 Aradu.A09 15040 p3 (TTC)7 21 90440410 90440430 TACCCTCTCCCCTCTCCCTA TTAGGTGCCATTGATGGTGA 230

Ad09A15041 Aradu.A09 15041 p2 (CT)6 12 90475563 90475574 TGGTGTGCAAAGGCATTTTA TTGGGTGGGAAAGAGTTTTG 236

Ad09A15044 Aradu.A09 15044 p3 (AAG)8 24 90516702 90516725 ATGCTTTTACCGCACCAAAC AAATCTTTCCCACCCAAACC 236

Ad09A15048 Aradu.A09 15048 c (GA)6gcgagcgaggacagagcgg(GA)643 90567885 90567927 GAGATGAGCCCAAGAACTGC CACCTCTCTCTCCCTCCCTC 245

Ad09A15055 Aradu.A09 15055 p3 (ATT)5 15 90587957 90587971 CGATCAGTTAAGATGAAGCCG GGGTCCTATGCCCAAGAAAT 235

Ad09A15056 Aradu.A09 15056 c (AT)6acatatcctatatgcatttaatctatacttttaatat(TA)661 90596867 90596927 GCATGGAATTGAGCTCATAAA CGAGTTGGCTCAAATAATAGAAA 278

Ad09A15059 Aradu.A09 15059 p3 (TTA)12 36 90632284 90632319 TTCATGCATCTTTTTCATCCA GGAAAATGGGTTCACATTCA 212

Ad09A15060 Aradu.A09 15060 p2 (TA)8 16 90661888 90661903 ATCAATGCACATGGGACAAA TTTTCAGGGTTGTAATGGGG 184

Ad09A15062 Aradu.A09 15062 p2 (TA)9 18 90672494 90672511 TTGCGCTTAAACTTTTCTTCG TGGCTAATTGATGGCTACACA 256

Ad09A15068 Aradu.A09 15068 p2 (AG)6 12 90729072 90729083 TTTGGGGAAGAGGTGATGAG CAGAAAAGGGCAAGAAGCTG 222

Ad09A15071 Aradu.A09 15071 p3 (ATC)6 18 90759863 90759880 AACAGAGGTTTTGGTGGCAG AGTCACCTTGTAGGCAGCGT 189

Ad09A15072 Aradu.A09 15072 p3 (TCT)5 15 90768196 90768210 GTACACCTCCCCCACTCTCA GCTTTTGTCTTCCCTTTCCC 185

Ad09A15076 Aradu.A09 15076 p3 (TTA)12 36 90784636 90784671 AAGGATTGAACTCTGCAGGTAA TTTGTGCATCTTTACTCAAACAAA 280

Ad09A15081 Aradu.A09 15081 p2 (TA)9 18 90803823 90803840 TCAGAATGTCACGCTTCCAG TCGCCTTTATCTTTACACATTTTG 276

Ad09A15083 Aradu.A09 15083 p2 (AG)15 30 90870171 90870200 ACAAGGAAATCGAGAGGGCT TAAATTGGCGCGTCCTTTAG 266

Ad09A15084 Aradu.A09 15084 p3 (TTC)6 18 90874807 90874824 CTAGTTCCCTCCCAGCGAC GGCATGCAGTGCACATATTC 256

Ad09A15086 Aradu.A09 15086 p2 (GA)6 12 90900713 90900724 TGAAAAACAGAAGGGATGACC CTGAACGCCAGTAACAAGCA 232

Ad09A15089 Aradu.A09 15089 p2 (AT)11 22 90915385 90915406 GATAGGCATTGTCCACCGAC AACCCAGCTTTACTTGCCG 226

Ad09A15094 Aradu.A09 15094 c (CTC)8ctaat(TTC)647 90930553 90930599 CCTTCCAAATTCGCATAGGT TTGGTGTTATTGGTGATGACG 187
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Ad09A15095 Aradu.A09 15095 p6 (CTCCCT)5 30 90931701 90931730 AGTCCCTGAAATTGCACTCG CAGTGGTTCGCAACAGAGAA 267

Ad09A15098 Aradu.A09 15098 p3 (AAT)8 24 90939077 90939100 TTTAACCAAAATACCGCTTCAA AAATGAGTTGGACCGCAGAT 132

Ad09A15102 Aradu.A09 15102 p3 (ATT)15 45 90943695 90943739 GAAGATTCACAAATTTTGCTTCAA GATGTTTGCACGTATTACGCTT 146

Ad09A15103 Aradu.A09 15103 p2 (TA)7 14 90944881 90944894 TGTTTCCTCAGAACACATGATAA TTATTGATAATAGGCTTATGTTGCAC 255

Ad09A15107 Aradu.A09 15107 p2 (TC)8 16 90951756 90951771 GGAAATGAAGGTAGCCCTCTC GGGTTGGGCTTCAGATTTTT 228

Ad09A15108 Aradu.A09 15108 p2 (AG)9 18 90951920 90951937 CCCAACCCACTCTCCTCTCT AATGCTTGCGCTTCTGATCT 211

Ad09A15109 Aradu.A09 15109 p6 (CAACCG)5 30 90952590 90952619 TCTGATTGGTCGGTTAAGGG TATTGGTGGAAGGTGGTTGC 233

Ad09A15112 Aradu.A09 15112 p2 (TA)7 14 90954175 90954188 CATGCAATTTGAAGCATCGT CAAGTTTCACCCTTTGACCA 222

Ad09A15113 Aradu.A09 15113 p2 (AT)7 14 90957555 90957568 GGCTTAGGGTATACATTAGAGCTAGA GCTTTATAGGCAGACCGCAG 266

Ad09A15116 Aradu.A09 15116 p4 (ATTT)5 20 90968257 90968276 TTTTCATTGAGCCTTTGTCAC TTGAATATTTGAAATGATAAGATCTCC 164

Ad09A15121 Aradu.A09 15121 p2 (AT)7 14 90992889 90992902 CACCCCATTACCACTCCCTA CCAAATGCTTTTGCCCTTTA 272

Ad09A15125 Aradu.A09 15125 p2 (TG)18 36 91063306 91063341 AAGTACCGTGACTTGCCACC CCAGCTGCTAAACCTTGGAC 227

Ad09A15127 Aradu.A09 15127 p2 (AC)6 12 91067795 91067806 TTTCTTTTGTATCCATCATTTGATTT AGATAACACAGACACCCTAATATTTTT 160

Ad09A15132 Aradu.A09 15132 p2 (AG)6 12 91081170 91081181 TGCTTGTCCTCAAGCAAAAA GAAATCTCTTCTCCCCACCC 122

Ad09A15138 Aradu.A09 15138 p4 (AATT)5 20 91136807 91136826 ACGCAGTACCGGACAGACTT TTGTTCGCAGTTTCAGCTTG 245

Ad09A15139 Aradu.A09 15139 p3 (GAA)5 15 91138830 91138844 CCTCGGCCATGTCAACTAAG ATTACCTAGCGTTGGGTTGC 268

Ad09A15144 Aradu.A09 15144 p3 (CAA)5 15 91161856 91161870 ATCATTCCCACAGAACCGAG CAGTCTGTTGTGCCTTTCCA 269

Ad09A15151 Aradu.A09 15151 p3 (AAT)16 48 91258442 91258489 CTAAGCATCATCATCTGCGG TGATGATGTGATAAATGCCGA 161

Ad09A15152 Aradu.A09 15152 p3 (AAT)6 18 91267954 91267971 AGCTCTCCCTCCAGGTATCC AGGATCTTGACATCTCAGCAAA 272

Ad09A15154 Aradu.A09 15154 c (GC)6(AC)11 34 91291165 91291198 ACAAATGCAACAAAGTGCCA AAACTCCGCAGGTTGTGACT 276

Ad09A15160 Aradu.A09 15160 p2 (AG)8 16 91318506 91318521 AGCTGAAAGGAGAAGGGGAG AGCTCGTAGCTCCATGGGT 171

Ad09A15161 Aradu.A09 15161 p2 (TA)6 12 91323345 91323356 TGTTTCCCTCGCCATATCTT GCTTGGGCATTACGACAACT 234

Ad09A15163 Aradu.A09 15163 p2 (CT)7 14 91332721 91332734 CGCTTCCGAAAACTCAAAAG CGTCGTCACCATTGAAACC 246

Ad09A15172 Aradu.A09 15172 p3 (TTC)5 15 91365059 91365073 CTGGCTTGATGGTTGGTTTT TGGGATTGCTTTTTGGTAGG 110

Ad09A15173 Aradu.A09 15173 p2 (AT)6 12 91379223 91379234 ACAACCTGCCGAATGAACTC CTTAGCTTGGGAATGGCAGT 250

Ad09A15177 Aradu.A09 15177 c (TGA)6acttgaaatagcgtctttcacc(GAT)9gcaattcctgcaaataaattgcaaaacatcagatccgattcacagaatactgggagtgtctcccctctaagtgaaaatggtaaaac(T)11164 91407136 91407299 AGGGAAGATAGCGAATCCGT AAAGCATCCCTTAGCAATGA 265

Ad09A15178 Aradu.A09 15178 p2 (AT)11 22 91419526 91419547 AAGATGATTCGCCTCCCTTT AATCCCCAACCCTTTTCCTA 276

Ad09A15179 Aradu.A09 15179 p2 (TC)9 18 91426356 91426373 TTGCCTTTTGGTTTAAAGGG TGTGGTGGCATTGCTTTTAT 279

Ad09A15180 Aradu.A09 15180 c* (A)10(AT)7* 23 91439919 91439941 TGAAAATTCTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 214

Ad09A15181 Aradu.A09 15181 p2 (AT)8 16 91459105 91459120 CCTTACTGCCCAAACTCCAG CATGACCCGCAACAAAAATA 273

Ad09A15183 Aradu.A09 15183 p2 (AT)8 16 91468493 91468508 CCATGCAATGTAATGCAACC AATGCTCGATCCTGTGTTCC 134

Ad09A15185 Aradu.A09 15185 p3 (ATT)6 18 91495336 91495353 AAATTTGGACGTTGGCTTTG GCAGGAATAGGGAAAAAGGC 206

Ad09A15186 Aradu.A09 15186 p2 (GC)6 12 91513057 91513068 CCAGTTGGGTTGGAAAGCTA ACGATTTCATCAAAGTGGGC 139

Ad09A15188 Aradu.A09 15188 p2 (AT)8 16 91553712 91553727 GAGCTTTCAGTTTCAAGTTTCTCA TTTCAAAAGTCGAATTGCCC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A15190 Aradu.A09 15190 p2 (AT)6 12 91555708 91555719 TTGTAACACCCTACCACGCA CTCCTGAGCATTGCGATTTT 168

Ad09A15194 Aradu.A09 15194 p3 (TGA)8 24 91572031 91572054 ATGTGAAGAGCCACCTTTGG GAAAGGCATCTGAATCCTGC 178

Ad09A15198 Aradu.A09 15198 p3 (AAT)6 18 91617877 91617894 CAGGAACAGGGATAAAGGCA GGACGTTGGCTTTGTGAAGT 202

Ad09A15200 Aradu.A09 15200 p2 (AT)6 12 91628702 91628713 AGGAGTCCTGTGGTGGAATG CTTTCATGGCTCTTTGCGAT 237

Ad09A15201 Aradu.A09 15201 p3 (TTG)7 21 91630414 91630434 TTGATTCATGTAGCCGACCC TAGCACCTCGCCACCTCTAT 271

Ad09A15207 Aradu.A09 15207 p2 (AT)8 16 91671218 91671233 AATGTTCGAAAACAAGGACCA TTGAGGAGAGAGAAAAAGTGGTT 280

Ad09A15216 Aradu.A09 15216 c (TCT)5tcctcgatgaaaaccacaaccgtcattttttttagcgttt(CTC)570 91732475 91732544 GTTAGGCCAAACCCAACAGA TGAAGATGAAACACGCGAAG 231

Ad09A15219 Aradu.A09 15219 c (A)10gaaatgaaaag(A)1031 91739589 91739619 GGATGGGATAAAAGGGGTGT TTCACTTTGGGGCATTTTGT 251

Ad09A15223 Aradu.A09 15223 p4 (TTAA)7 28 91757230 91757257 GGCAATTTACAATGCTTGTCG TTTAGTCCCTGTTGTGGTTCC 269

Ad09A15224 Aradu.A09 15224 p2 (CT)6 12 91758725 91758736 TTGGAAGGTTATGTGTGGCA CAGCAACATCTGAATGATGGA 132

Ad09A15226 Aradu.A09 15226 c (TC)6tt(TC)9(TA)746 91768883 91768928 AATGACCAAAATTACTAAAAATTGC GGCTAAGATTCAACCCCTCC 230

Ad09A15227 Aradu.A09 15227 p2 (TA)8 16 91771068 91771083 TCACATTGTTCACACATTGTTCA CGAAGGATTTCTGACCCAAA 172

Ad09A15232 Aradu.A09 15232 p2 (AG)20 40 91783567 91783606 CCGTGTTCTTTGCCGTAGTT CTGTTCTCACTCGCCTCCTC 212

Ad09A15233 Aradu.A09 15233 p2 (TA)10 20 91785582 91785601 AGCTTGGATAAGCTCGGCTC GAAAGCTCACGAACTGGCTC 252

Ad09A15235 Aradu.A09 15235 p2 (AT)7 14 91793149 91793162 CAAGCCTAATCAACCCAATCA GATGAGAAAATTGGACCGGA 225

Ad09A15236 Aradu.A09 15236 p3 (ATC)6 18 91793331 91793348 TATTACGGTCTCCGGTCCAA AGGCAAGTGGCCTTAGGATT 215

Ad09A15237 Aradu.A09 15237 c (GA)6tccaa(AG)1037 91795617 91795653 GTATTTGCGGTTATGGTGGC AATTTGTTGCGTCCTCATCC 268

Ad09A15239 Aradu.A09 15239 p3 (CTG)5 15 91799099 91799113 AGCAGGGTCATCATACGGTC TTGGTGTCAGGTTTGTTGGA 230

Ad09A15240 Aradu.A09 15240 p2 (TA)6 12 91802121 91802132 TGTCTGAGGTACGAATTTTCTAGATG GCTCTTTCCTAAAAATATTGGCA 181

Ad09A15244 Aradu.A09 15244 p3 (TTA)5 15 91808958 91808972 TTTCATCATATCACGGGTAACAA AGTTTCATTTGGCGGATTTG 266

Ad09A15247 Aradu.A09 15247 c (AC)9tatg(TA)8 38 91821773 91821810 TTCAAGCTTCACGGTAATGTTC TGAATGCATTTCCCACTGAA 276

Ad09A15248 Aradu.A09 15248 p5 (TTTTC)5 25 91824067 91824091 CCCACCTGAGACCACAAACT GCATGTGCATGTGCCTATTT 163

Ad09A15252 Aradu.A09 15252 p3 (GAA)6 18 91832266 91832283 CGTTTTCAACTGGGTGGAGT TCTTCTCCATTTGCTCCGTT 250

Ad09A15254 Aradu.A09 15254 p3 (TTG)5 15 91833834 91833848 GAGGTCCCTGCAGTGTTGTT GAGTCTTGCCTTCCTCTCCA 210

Ad09A15255 Aradu.A09 15255 p2 (AT)7 14 91836809 91836822 AGCATTTGATTCACAACAGGG CAAACAAAGCCCAAAGGAAA 276

Ad09A15256 Aradu.A09 15256 p3 (TCA)5 15 91838015 91838029 AGGCAGAGGGAGGATGAGAT TGCATACTTAATGGTGAGGCA 264

Ad09A15257 Aradu.A09 15257 p2 (GC)6 12 91856045 91856056 AGGAAAAGCAGGGAGCAAAT ATTGCACTTCCGCAACTTCT 232

Ad09A15259 Aradu.A09 15259 p2 (GC)6 12 91858998 91859009 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 162

Ad09A15262 Aradu.A09 15262 p3 (AGA)7 21 91893673 91893693 CTAGAGGATTCTCCGGCCTT ACAACCAAATCTTCTCCCCC 190

Ad09A15264 Aradu.A09 15264 p2 (CT)16 32 91903633 91903664 TTAGCGTGATTGGACATTGC GCCCAAATTGTTTCAAGCAT 178

Ad09A15272 Aradu.A09 15272 p3 (AGA)5 15 91953674 91953688 AGGAAACTCCGGTCTTGGTT TATTACCGAACCCCCTCCTC 170

Ad09A15274 Aradu.A09 15274 c (A)15gtgggccaaaggatgaactttgtggtttttgtggacgacaatgtgggctgtt(A)2289 91962043 91962131 TGCTCCACCATGTTTGTGTT GAAAATGGAATTTGTCAACGAAG 165

Ad09A15280 Aradu.A09 15280 c (A)14ggggttttaggtatttttttatt(A)2057 92002791 92002847 TAAGGAGTTGTGGGCACCAT CACAATGTTTGCCCAAGAGA 223

Ad09A15284 Aradu.A09 15284 p3 (GAA)5 15 92023131 92023145 AGTGAATGAGGACGAGTGGG CCTCCCTATTTTGCTCCTCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A15289 Aradu.A09 15289 p3 (AGG)5 15 92036660 92036674 TGATTTCACAACAAGGCTGC CTCAGTGTCCTGCTTCCACA 193

Ad09A15295 Aradu.A09 15295 p2 (AG)6 12 92044069 92044080 AAACTGCAACGGCAATATCC ATCATCGCTACTCATCCCGT 198

Ad09A15297 Aradu.A09 15297 p2 (AG)18 36 92116486 92116521 CACACACTCAACCCCCTTCT TGGTAACAATGGTAGCAGCG 247

Ad09A15298 Aradu.A09 15298 p3 (TTC)6 18 92133437 92133454 TCTTCTCCCACTTAGCCGAA TGCCATTGATGGTAGTGGAA 160

Ad09A15299 Aradu.A09 15299 p3 (TTA)6 18 92153532 92153549 TCATACATGCATTGACCTTTGA GGGAAATTGTGGGAACAAAA 210

Ad09A15301 Aradu.A09 15301 p2 (AT)7 14 92171049 92171062 CTTTTCTCTCTCATTAATTTCAAAAAC GAGAGAGAGAGAGAGGGTTCCA 269

Ad09A15302 Aradu.A09 15302 p3 (ATC)5 15 92178537 92178551 TGTGACACCTAACCCCCTTT GCTTCACCGTCAAATTCTCC 244

Ad09A15303 Aradu.A09 15303 c (TTAT)5(TA)14 48 92182958 92183005 GCAAAAGAAGAATAAAATGATAAAAGG TTGGGAATTTAGGTTCCTACTCA 258

Ad09A15307 Aradu.A09 15307 p2 (AT)6 12 92201832 92201843 AAGGATGTTCATTTTTGAGAGCA TGTGATGATTTTGGAAGGAAAA 277

Ad09A15308 Aradu.A09 15308 c (AT)6(GT)21 54 92210720 92210773 AAACCATATGCATTGGCACC TTATTGGCTTCACTTTGGGG 194

Ad09A15309 Aradu.A09 15309 p2 (CT)6 12 92212320 92212331 CATTGAACCTGAGATGAAGAAGAA AGAAGTCGCTGGCACAGATT 234

Ad09A15314 Aradu.A09 15314 p3 (TTC)7 21 92252184 92252204 ACACAACCCCCTCTTCTCCT AGTGGTCTTGATGGGCTTTG 280

Ad09A15317 Aradu.A09 15317 p2 (AT)6 12 92270839 92270850 AAATGACTTATTTTTGGACAGGTT GGGAAATTCCAAAAACCACA 256

Ad09A15320 Aradu.A09 15320 c (AT)8tttccattcttgaataattacattatacaacttagacttaaaaaagagttggtttattttctaa(AG)794 92275012 92275105 TCTTTAGAAATTGGGTGCCA TTGACAATGATTCCATCTCAGC 266

Ad09A15321 Aradu.A09 15321 p3 (AAT)8 24 92275260 92275283 GAGATGGAATCATTGTCAAGCA CCCAGAAGAACTTCACAGCA 115

Ad09A15322 Aradu.A09 15322 p2 (AT)8 16 92277164 92277179 TGGTGAGTCGAGTTTGAGCTT CTAGCTGGCTCAAACAACCG 253

Ad09A15323 Aradu.A09 15323 p4 (AAAT)6 24 92279700 92279723 TGCACCTGAAGTTTCCATCA CATGATTACATAAAACACGACCG 278

Ad09A15325 Aradu.A09 15325 p3 (AAT)5 15 92285395 92285409 TGGCAAAGTGCTTTGTGAAT CAAAATTCTCTTGGTGCCGT 138

Ad09A15329 Aradu.A09 15329 p2 (TA)6 12 92295732 92295743 AAAAAGAAAGAGGGAAAAGAGAA AGGCATGAGGCATCCATATT 237

Ad09A15331 Aradu.A09 15331 c (T)10atcttttcaatgatgcaatctttaa(T)10caaacatcatattctaagattatatataataattctttgcatctaaaaacattttcagcttttcacatttatatactggactgaaagttcca(T)10147 92301850 92301996 CGGTATTAATTTAAAAAGTAACCATTC TGAATTTCAAAAGTCATTTTACACG 224

Ad09A15333 Aradu.A09 15333 p2 (TA)7 14 92320732 92320745 CCCATATTTCACCTTTTCACA TCTGAGAACATTGGTTGGGA 258

Ad09A15334 Aradu.A09 15334 p3 (TCT)6 18 92347115 92347132 GCCACAGGGGCTCAATTAT TCGCAAAAGTTGAGAATCACAG 277

Ad09A15336 Aradu.A09 15336 p3 (TTC)6 18 92357582 92357599 CACCTTGACCGAAACACCTT CTTGGAGGTGGAAGCTTTTG 211

Ad09A15341 Aradu.A09 15341 p2 (TG)6 12 92384743 92384754 TTTCAGCATGGGTGTGTTGT TAGAAATGGAAAACCGGACG 181

Ad09A15348 Aradu.A09 15348 c (TC)10(AC)8 36 92412414 92412449 CATCAACTTGCTGGAACCAA AGGGTGTTACAATGGTTCGG 207

Ad09A15349 Aradu.A09 15349 p2 (GT)6 12 92414555 92414566 GAATGCCTTTTCCAACGTGT ATTTCTGGTTTGTGTGCGTG 237

Ad09A15351 Aradu.A09 15351 p5 (AAAAT)6 30 92452188 92452217 CCATGATGGAGAAAGGGAGA CCTTGGTATTTTTCCCTCCA 238

Ad09A15354 Aradu.A09 15354 p3 (ATA)16 48 92471980 92472027 GATGATCTCTGACGAGTTTAGGAA TGGATGACAAGTGTGAAAAACA 272

Ad09A15360 Aradu.A09 15360 p3 (AAT)15 45 92493484 92493528 TGGATTGTGTGATTAGAGTGGG ACATATCACGAAAAACATGTAGTACC 279

Ad09A15363 Aradu.A09 15363 p3 (GTT)5 15 92504480 92504494 CCTTTCCAGCACCTTGTTTC CACAGAACCGAGGAAAGAGC 271

Ad09A15364 Aradu.A09 15364 p2 (TC)6 12 92512582 92512593 ATGTTGGATTTTGCATGGGT TCTGTGCCTTGCACTCTCAC 185

Ad09A15370 Aradu.A09 15370 p2 (TA)6 12 92553520 92553531 CTTTGGGTTTTCTTTGGGGT GGGGTAAACAAAAATCGCAA 212

Ad09A15371 Aradu.A09 15371 p2 (TA)7 14 92559303 92559316 TCGTTCAAGGCTCTTCGATT AATGCAAATGCACAACAATGA 181

Ad09A15372 Aradu.A09 15372 c (AT)10gtatatatc(TA)6tgtatatac(AT)764 92559920 92559983 GAGTGGCAAAGTTAATTCGGA CTTGGTACGAAAATGACGGA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A15378 Aradu.A09 15378 p4 (TTCT)5 20 92572116 92572135 GCGTCCTCCTCTTCCTTCTT ATAGAAAGGGGAAACGGGAA 213

Ad09A15381 Aradu.A09 15381 p3 (CAG)5 15 92593450 92593464 GCAGCAGCAACCATTAGTCA TGAATGGTAATCTCCGGACTG 177

Ad09A15382 Aradu.A09 15382 c (CT)10cg(CT)9 40 92598519 92598558 CGTCCCTACTCATTTCGCTC GACTGCGACCAGCAAAGAC 278

Ad09A15383 Aradu.A09 15383 p3 (CAT)5 15 92606113 92606127 TTGGTATTGTTGGTGATGACG TCCTCCTCCTCCTTCTCCTC 134

Ad09A15388 Aradu.A09 15388 p4 (TTTA)8 32 92661311 92661342 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 149

Ad09A15389 Aradu.A09 15389 p2 (TA)8 16 92663735 92663750 CTAGCCAGCCTAAACATCGC AAGCATGAAGTCGAAAGCGT 140

Ad09A15390 Aradu.A09 15390 p2 (AG)8 16 92665644 92665659 TGCTTGGAGTTGAGCTGTGA TGCCGCACTCTTATTCCTTT 277

Ad09A15393 Aradu.A09 15393 p4 (AAAT)5 20 92680793 92680812 TTTCATGCATCATGTGTTTTGA AAACATTAATTGTTGATGATATTTTCG 280

Ad09A15394 Aradu.A09 15394 p3 (GAT)5 15 92685465 92685479 AGCGGTGATGTTACAGGGAC TCTGGCCCTGTAAATTTGTTTT 242

Ad09A15397 Aradu.A09 15397 p3 (GGT)6 18 92698382 92698399 ACTGCTTGAACAGGTCAGGG AAACGGAATCATTCACAATCAA 226

Ad09A15398 Aradu.A09 15398 p2 (TG)15 30 92710965 92710994 TTTGTGGCTTTCAGATGCAG ATGAAGCAAAGGTCGGCTAA 271

Ad09A15399 Aradu.A09 15399 p3 (TAA)7 21 92713375 92713395 TTCAGCCAAGAGAATGGGAC TTTTTGGTGAGCTTAGCTTTG 208

Ad09A15401 Aradu.A09 15401 c (T)10gaaa(T)10 24 92728204 92728227 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGAGGA 190

Ad09A15403 Aradu.A09 15403 p3 (TCT)7 21 92762601 92762621 GCCGAATACGCATCTCTCTC CCAGCCTTAGGTGCCATAAA 157

Ad09A15405 Aradu.A09 15405 p2 (AC)19 38 92774590 92774627 AAACATTGACCCGAAGCAAG AGGTTGTGGAGGTTTGTTGAA 211

Ad09A15406 Aradu.A09 15406 p3 (CTT)5 15 92777496 92777510 TCCCAAACATTAACCCCAAA CTTACATGAACAGGATGGCG 258

Ad09A15407 Aradu.A09 15407 c (AAC)18(AAT)5 69 92783545 92783613 TGGCAGATTTGGTTATTGCC CATTGTTAATGCACCTTTGGAA 261

Ad09A15408 Aradu.A09 15408 p3 (GAA)5 15 92785001 92785015 TTATAGGATGGCGATTTCGG TTGCCCTCTTTCTCTTCTTGA 231

Ad09A15409 Aradu.A09 15409 p2 (TA)6 12 92791586 92791597 AACTCCGCAGGTAGTGGCTA GCACACGGTAACTAAACGCA 149

Ad09A15412 Aradu.A09 15412 p2 (CA)6 12 92799206 92799217 CGAAACCATACCTTAGCCGA GGACCTTGGGTGTGGTAAGA 271

Ad09A15413 Aradu.A09 15413 p2 (CA)6 12 92807526 92807537 CAAGCTCTCAAGGCCTCAAC GGACCTTGGGTGTGGTAAGA 208

Ad09A15414 Aradu.A09 15414 p3 (TTG)5 15 92811800 92811814 CCGGACAATTTACGGCTTTA AGAAAGGGAGTCAAAGGGGA 261

Ad09A15415 Aradu.A09 15415 p2 (CA)6 12 92815410 92815421 CAAGCTCTCAAGGCCTCAAC ATGGACCTTGGGTGTGGTAA 210

Ad09A15416 Aradu.A09 15416 p3 (TTG)5 15 92817234 92817248 CATGCACCAGAATTTCCTGA TTAAACTCCATTCCAACGGC 265

Ad09A15417 Aradu.A09 15417 c (AT)8acacacgcacatacacacacacgtag(AC)654 92821483 92821536 GGGTTAACGGAACTCGACTG GGATATGGGCCAGACTTTGA 246

Ad09A15418 Aradu.A09 15418 p3 (AGA)5 15 92825382 92825396 CCAACAGACTAAACCGGGTG CTAGTGCACCTAGGGCAAGC 151

Ad09A15419 Aradu.A09 15419 p2 (TA)7 14 92826117 92826130 TGGTGTGGTTGGTGTTGAAT CCAAAACCCAAAACCTCAAG 270

Ad09A15420 Aradu.A09 15420 p2 (CT)6 12 92832643 92832654 TTTGGGTATGGGAAACTTGG TGGGGTATTTTTGTCCCCTT 255

Ad09A15421 Aradu.A09 15421 p4 (ATTT)5 20 92833959 92833978 GGGCTGAGGTAAGGGTAAGG ATCAATGCACATCGGACAAA 238

Ad09A15422 Aradu.A09 15422 p2 (CT)6 12 92840783 92840794 CAATTGGGCAACGTCAATAA TGGGGAATTCATCCATTCAT 250

Ad09A15430 Aradu.A09 15430 p2 (AT)6 12 92904018 92904029 CACTTTTGTCCCCGTTCATT TGAAAATTCTGGGATTTGGG 211

Ad09A15431 Aradu.A09 15431 p3 (TCT)6 18 92923200 92923217 CCCGAACCTCTATCTCTCCC TGCCATTGATGGTAGTGGAA 144

Ad09A15433 Aradu.A09 15433 p3 (AGA)6 18 92932682 92932699 TGCCATTGATGGTAGTGGAA ACCCTCTATGGCCGAAACTT 240

Ad09A15441 Aradu.A09 15441 p2 (GC)6 12 92956378 92956389 TTGGATCTAGGAAGGCATTGA GGGAAGTGGATTTGCAGAAA 210
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Ad09A15446 Aradu.A09 15446 p3 (GAA)6 18 93016495 93016512 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad09A15449 Aradu.A09 15449 p3 (AGA)6 18 93038609 93038626 ATGTGCCATTGATGGTGATG AAATGGCCGAACATTCACTC 244

Ad09A15453 Aradu.A09 15453 p3 (TTC)5 15 93082160 93082174 ATTTCTTTCCCACCCAAACC GCTTTTGTCTTCCCTTTCCC 279

Ad09A15454 Aradu.A09 15454 p2 (TC)6 12 93087613 93087624 TCAAAACCACCTAACTACTTTTTCC GCAGTGATTGGAGGTGAAGAG 237

Ad09A15455 Aradu.A09 15455 p3 (TTC)6 18 93091132 93091149 TACCCCCTCTCCTCTCCCTA GCTTTTGTCTTCCCTTTCCC 270

Ad09A15456 Aradu.A09 15456 p2 (AT)7 14 93106612 93106625 AACAGACCCGATTTTTACGAA CTGGATGTCAGAGTAGGGGC 223

Ad09A15457 Aradu.A09 15457 c (TA)8t(TAAAA)5 42 93125048 93125089 AAGATTGAACCTTTCTTACTAGGCA TCTTTGGATTGACTTTTCCAA 279

Ad09A15461 Aradu.A09 15461 p3 (CAA)5 15 93152006 93152020 TGCACCTAGAGGTCTGCCTT CGCCTTACCACAAGAAAAGC 187

Ad09A15463 Aradu.A09 15463 p2 (AT)6 12 93162125 93162136 AAGCAGAGCTGGAACAGTGC TTTTTATTGTGGGGAATGGG 265

Ad09A15467 Aradu.A09 15467 c (CT)14(CG)11 50 93173808 93173857 CTCGGTTTGCGAAGATAACC TTTCAGATGCAGGACGTGAG 181

Ad09A15471 Aradu.A09 15471 p3 (ATA)5 15 93178301 93178315 CGTGAAAATTGTAACGCCCT TCGGCAGATATCCAACCAA 208

Ad09A15472 Aradu.A09 15472 p2 (AG)20 40 93178600 93178639 TTGCCGTTGACACCTAATCA CAAGCTCGGAAGGTTGAAGA 174

Ad09A15473 Aradu.A09 15473 p3 (ATT)5 15 93179617 93179631 AAAAGCTTGTAGTTAAAACATCATTTC AATTGTTTTGCCTCTCTTTTCTT 193

Ad09A15475 Aradu.A09 15475 p2 (TA)6 12 93195297 93195308 TTTTGCACACCATGTATTTGTTC GCAATTTGGAAGCCATTGAT 197

Ad09A15476 Aradu.A09 15476 p2 (AT)10 20 93197342 93197361 AGACCGCTCCCGAAAATACT AAGAGGGATAGGAATTGTATTGG 157

Ad09A15477 Aradu.A09 15477 p2 (TG)6 12 93206671 93206682 TTTCGATATGCCACCAGGAT GATGCAGGAGTTGGGAGAAG 204

Ad09A15479 Aradu.A09 15479 p2 (AT)7 14 93217099 93217112 GTGAGGATCAAGACGGGTGT TTTAAATGCATTGGGGTCGT 144

Ad09A15481 Aradu.A09 15481 p2 (AT)7 14 93229130 93229143 ATGCCAATCATATGCAGGCT TGACATGAGTCAGCAGCACA 274

Ad09A15482 Aradu.A09 15482 p2 (TG)8 16 93230877 93230892 TGCACATGGCATAGATTATCA CATCATGCGTTCAGTTCGAT 187

Ad09A15484 Aradu.A09 15484 p2 (CT)21 42 93236649 93236690 CCTTAGCTCAGCCCAAACAC GAATCAGCAGAGCTCCTAACC 273

Ad09A15485 Aradu.A09 15485 p2 (TG)39 78 93238615 93238692 ATGTCTAGACTGGCCGGAGA TGTGTTTGGCACCTTTACCA 270

Ad09A15488 Aradu.A09 15488 p6 (GGAGGT)5 30 93249219 93249248 GTGGTATTGGAGGGGGATCT ATAAGCCTCCTGCTCCTCCA 102

Ad09A15491 Aradu.A09 15491 p4 (TTTA)5 20 93255700 93255719 CACATCTGCATTGGAAGCTG TCGAGCCTAAAAAGAATGCAA 275

Ad09A15494 Aradu.A09 15494 p3 (ACG)5 15 93261281 93261295 TGGCTTGTCCATGACGATAA AGACTCGGCTTACTCTCCCC 130

Ad09A15495 Aradu.A09 15495 p3 (CGG)6 18 93261464 93261481 GAAAGAGAGCCGGGAATAGG ATAAGGGCCAAGGATTTTGC 278

Ad09A15499 Aradu.A09 15499 p3 (ACG)5 15 93294067 93294081 CCATAACGGTAAGCCAGTGC TCTCTTTCTCGTCGCCAGAT 185

Ad09A15500 Aradu.A09 15500 p2 (AG)7 14 93296649 93296662 AGCGACGTAGTGACGGACTT CCGCCCCATGAAACTTATTA 215

Ad09A15502 Aradu.A09 15502 p3 (ATT)5 15 93309444 93309458 TCACCACCGAGAAAACTTGA CAGATCCACAATCAACCGTG 224

Ad09A15504 Aradu.A09 15504 c (AT)9(GT)8 34 93316443 93316476 CCACAATCCAATCAATCACG TTAATCTTCATCCAAAGAAGGC 260

Ad09A15506 Aradu.A09 15506 p2 (TA)9 18 93331172 93331189 GCGTGTGATGTATTTATTTCTATTGAG TGATTTTTCATATACTAACGTTTAGCC 255

Ad09A15510 Aradu.A09 15510 p2 (AT)8 16 93337894 93337909 AGGTTGAATGTTGTGAAATTGG AAAACCTTGCTCAACCCAAA 243

Ad09A15511 Aradu.A09 15511 p2 (TG)31 62 93339583 93339644 TCTGTTTGCAAGCGAAGTTG TCTAAGAGGTCGGTCATGGG 278

Ad09A15514 Aradu.A09 15514 p2 (AC)7 14 93356582 93356595 AGCTACCAAGGTCATGGCAC GTCGAAATCGGACGATGAAT 277

Ad09A15517 Aradu.A09 15517 p2 (AG)6 12 93379008 93379019 TTGAATTTGAATGGTGGGGT ATTTTTGCATGCCATTTGGT 229
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Ad09A15518 Aradu.A09 15518 p2 (CT)6 12 93385893 93385904 CACAGGATCCCCACCTACC GGTTCGGTCATGTATGGGAG 208

Ad09A15519 Aradu.A09 15519 p3 (TCT)5 15 93424745 93424759 AATGGCCGAAACCTAAACCT TTGCCTTCCCTTTTCCTTTT 280

Ad09A15520 Aradu.A09 15520 p3 (AAG)5 15 93435557 93435571 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ad09A15527 Aradu.A09 15527 p2 (CA)6 12 93531430 93531441 TTTCACCACCAAACCCTTTC CTTGTCTCCTTGGACCTTGG 182

Ad09A15528 Aradu.A09 15528 p2 (AG)9 18 93536050 93536067 TCACTCGCCACAATAACACC AAAGATTCATCGCCGTCACT 193

Ad09A15529 Aradu.A09 15529 p2 (GA)8 16 93536240 93536255 AGTGACGGCGATGAATCTTT ACATCTGCAACGCCTCTTTT 230

Ad09A15530 Aradu.A09 15530 p3 (TAT)5 15 93538540 93538554 CATGATGGCATATTGGCATTT TCCGGATACTTCTGCATAAAA 187

Ad09A15531 Aradu.A09 15531 p3 (TCT)6 18 93555534 93555551 CTTCACTCTCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 224

Ad09A15534 Aradu.A09 15534 p2 (GA)6 12 93597560 93597571 CCAAACACAAGGGTGAGGAT CGAAAATTACCTCCCTCTTTTTC 223

Ad09A15536 Aradu.A09 15536 p2 (TG)6 12 93611021 93611032 GGACCTTGGGTGTGGTAAGA GGGAAACCGAAACCATACCT 278

Ad09A15537 Aradu.A09 15537 p3 (CAA)5 15 93614702 93614716 GGACTCCGGGGTGATATTTT GCTTCCCAAACTTCTTCCCT 250

Ad09A15539 Aradu.A09 15539 p2 (TA)7 14 93637756 93637769 ACGCTTTTCGATTTAACGGT ACACCCTACCACACAGAGCC 171

Ad09A15545 Aradu.A09 15545 p2 (AT)7 14 93645494 93645507 AGTGGTAGTTGATTTTAGGATACACG AAAAATGGGGGACTATGACCA 100

Ad09A15547 Aradu.A09 15547 c (GAG)6gtatgagatggtaaaacaagaagtaaaagatgaacaagaaaagaagaagagaaagatgatgataataaaa(GAG)10118 93658253 93658370 TGAACAGAAAAAGAAGAAGAGAAAGA CGTTATCGTTATTGTCATCATCG 257

Ad09A15548 Aradu.A09 15548 p2 (TG)7 14 93659985 93659998 TCATGCATGCCTATTTCCAA TTGCTGCTTATCCCGTTACC 262

Ad09A15554 Aradu.A09 15554 p2 (AT)8 16 93684912 93684927 GCCATGCCAGCTTCTATTTC AACTCAATGCATGAATATCGTGA 245

Ad09A15556 Aradu.A09 15556 p3 (TTA)11 33 93688108 93688140 TGACAAGGGTTTGAGATGACA AAAGCTGCCTTATGTGGTGG 245

Ad09A15560 Aradu.A09 15560 c (A)11gagtaatactgtaatagtagtttcgtggctagagtaatgtataattactaattaagtgttggtttctccgcc(A)1093 93704423 93704515 AGCGAACGGCCAATATGAT TCCACTGAAAAGATTAAATAAACCAA 257

Ad09A15562 Aradu.A09 15562 p3 (ACT)5 15 93710312 93710326 TGATTGGCATTGCTGAGTGT ACTGTGTGAAGGTGTGGTGG 143

Ad09A15563 Aradu.A09 15563 p2 (TA)8 16 93719644 93719659 ACACTCGCACCAAAACCTTC TGACGACACGTAAGCAAATCA 212

Ad09A15565 Aradu.A09 15565 p2 (GA)12 24 93732664 93732687 TTGCATTTGTAACAGCATATTGG CAAACCCCTTAGATTTCCCG 174

Ad09A15569 Aradu.A09 15569 p2 (GA)7 14 93763737 93763750 AATATGAGGGGAGCAGCAGA ACTCCCACTCCTTTCCACCT 273

Ad09A15570 Aradu.A09 15570 p2 (AT)19 38 93766217 93766254 TTTGAAGAGCTCGGCAAGAC TGGAGAACAGAAACAGATGTGG 261

Ad09A15572 Aradu.A09 15572 p3 (TTA)5 15 93773627 93773641 AATTTTCCGGAAGTATTCAATAATAA TGTCAAATATGTCTTTGGCATT 253

Ad09A15574 Aradu.A09 15574 c (TG)6(AG)6 24 93775169 93775192 TTTAAATGACCTTTCACTTCTTCAA CAAATGAAACGGCTCAAGAAT 278

Ad09A15575 Aradu.A09 15575 p2 (AT)7 14 93775782 93775795 CCTAAAATGCGTAAGCAAAAGG AGCATATAGAAGGCCGGGTT 236

Ad09A15576 Aradu.A09 15576 p3 (AAT)14 42 93775930 93775971 AACCCGGCCTTCTATATGCT GCCCAGAATGGTGAACTGAT 157

Ad09A15577 Aradu.A09 15577 p3 (CTT)6 18 93776801 93776818 TTCATGTGACCCCCTAAAGC CGTTACATTGTCCGTTTCCTG 233

Ad09A15578 Aradu.A09 15578 p2 (AT)6 12 93778368 93778379 GATGAAAAATGGGTTGGAGG GGCTAGAAAGCTCACGCAAC 213

Ad09A15579 Aradu.A09 15579 p3 (TCT)5 15 93786225 93786239 TCCCTTCCTCTCAGAGTTCG TTCTTGTCCTTGCTCCTGCT 156

Ad09A15581 Aradu.A09 15581 p3 (TTC)5 15 93799586 93799600 CCTTGGCCGAATACACATCT ACTCGGAGGTGGAAGCTTTT 208

Ad09A15585 Aradu.A09 15585 p3 (AGA)5 15 93825151 93825165 GCCACATGACCTGAAAACCT CAGTCACAACGGTGTTGTCC 279

Ad09A15586 Aradu.A09 15586 p2 (GA)6 12 93825914 93825925 AAAAAGTGTGGCTGAATGGG GGTCAAAATGGCAATGCTCT 175

Ad09A15587 Aradu.A09 15587 p2 (AT)6 12 93833148 93833159 GAGCAAATCAATTTTGTAGCTCG TGCACGATGGTTAATTGGTG 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A15589 Aradu.A09 15589 p2 (GT)7 14 93836207 93836220 GCGTGAGTGTTTTTCGTTCA AACACACACACGTGCGAAAT 126

Ad09A15590 Aradu.A09 15590 p2 (AC)7 14 93838245 93838258 AAACACGCACACGAACAAAA TCTCTCGTTTCGCATGTGTC 280

Ad09A15591 Aradu.A09 15591 c (AC)6gtgcgaaacgtgcggaaaacacgcacacgtggcaaaacgagcgaaaaacacaaaaataaataaataaataaaa(AC)7atacatacatgcgaaacgagcgaagaaa(AC)7141 93838699 93838839 ACACATGCGAAACGAGTGAA GCACATGTGTTGTTTTTCGC 255

Ad09A15592 Aradu.A09 15592 p2 (AC)6 12 93839050 93839061 TTGTGAAAAACGCACACACA TTTTTCACTCATTTCGCACG 208

Ad09A15593 Aradu.A09 15593 p2 (AC)8 16 93839838 93839853 ATGCATATATACGCGTGCGA GCACGTGTGGGTACTTTTCA 275

Ad09A15594 Aradu.A09 15594 p2 (AC)6 12 93839999 93840010 ACAGACGTGCGAAATGAGTG TTTGTTGTGTTTTTCGCTCG 118

Ad09A15595 Aradu.A09 15595 p2 (AT)8 16 93841601 93841616 GTAATTGAACCCTCACCGGA GGGAATTTGGATACATGCTCA 266

Ad09A15599 Aradu.A09 15599 p3 (GAG)5 15 93860329 93860343 CCGAAAGGGAAAAATGAAGA AGCATTCACCTCGTTGCTCT 204

Ad09A15601 Aradu.A09 15601 p2 (TA)9 18 93865900 93865917 ATTGTTAAGTCATTTTCGATGCT TTGTTCCGGGGATAAACGTA 102

Ad09A15606 Aradu.A09 15606 p3 (AAG)6 18 93877294 93877311 GGAGGGGGTTTGTAGGACTC CCCTGACTTGGAGTCTGGAT 245

Ad09A15609 Aradu.A09 15609 p3 (ATT)5 15 93889272 93889286 TCTGCCATCCTGATCATGTAA TTATCATTCATTAAAATGTGCTCTAAC 227

Ad09A15610 Aradu.A09 15610 p2 (AG)7 14 93893155 93893168 CCACGTTTTGACCCAATTTT GCAACATAAAGTAATCAACAAGGG 261

Ad09A15613 Aradu.A09 15613 p4 (TTTA)5 20 93928024 93928043 TTCAATTGCCAGTGAAAAGG CCGACATGCGATCAAGATTA 180

Ad09A15614 Aradu.A09 15614 p2 (AT)11 22 93932553 93932574 TCCCCTACAATAAACTTTCCCA CTGTCGCCTTCAACTTCTCC 241

Ad09A15622 Aradu.A09 15622 p2 (AT)9 18 93946740 93946757 GGAATTTGGGACATTGGTTG GGGCATTTTTGTTCCCTTTT 223

Ad09A15626 Aradu.A09 15626 c (CA)9ctcctccgcgtacatataaaacccacgcgacagcaacaccccccactacttccattatctcttctccttcttctccaatctc(CT)7114 93983529 93983642 TTAACTCCGTGAGGAAACGG GGAAAGAAAGCGCGTGAGTA 212

Ad09A15630 Aradu.A09 15630 p2 (CT)6 12 93992539 93992550 GCCTTTCATCCCTTACCCAT CAAATGGGAGCACGAACATA 243

Ad09A15632 Aradu.A09 15632 p2 (AT)9 18 94003020 94003037 GCCCCCACTCTCATTTCATA AGTGACGGTTGGGATTTGAG 132

Ad09A15634 Aradu.A09 15634 c (A)10taggtttaaatctcg(A)1035 94005209 94005243 ATTTCAAGCCGATCCAACAG TACTGTGTGCCACCTTTTGC 263

Ad09A15636 Aradu.A09 15636 p3 (TAT)20 60 94013864 94013923 TATTCGTTTTGCGTGGGAAT AATTTTGCACGGGATTGAAC 236

Ad09A15640 Aradu.A09 15640 p2 (TG)6 12 94027748 94027759 TCCTTAGACCTTGGGTGTGG CGAAACCATACCTTAGCCGA 275

Ad09A15641 Aradu.A09 15641 p3 (CAA)5 15 94031548 94031562 AAAGGGCAACTGCTGAGAAA ACAATTGTAGCACAAGCCCC 242

Ad09A15642 Aradu.A09 15642 c (T)10caagaagata(AT)1040 94050677 94050716 TGGGATAATTTTGTCCCTTTTC CTTGAAAATTTGGGGTGCAT 160

Ad09A15643 Aradu.A09 15643 p2 (AT)8 16 94058905 94058920 TGAAACATACTGAGATACATCACCAA GGGCTCTAAAATCCGAAACC 212

Ad09A15647 Aradu.A09 15647 p2 (AC)15 30 94072958 94072987 CGATAACGTAAGCGAAACAGG CTTCGCAAACTGAGTCCTGA 124

Ad09A15650 Aradu.A09 15650 c (AT)10cttacgtttcttcgtatgcaagttttccgtttaagtgagcgttaagacttttgttttaaattttccttcgaaagctcctcgttataaaattcctttaaac(TAT)5135 94109272 94109406 GTTGAGCCTGGAGCTTGAAT GAGGTGGCGAGGTATTACGA 219

Ad09A15651 Aradu.A09 15651 p2 (TC)7 14 94114129 94114142 CGGTGACAACTTCCACAATG ACAGAGAGGAGGGATACGCA 224

Ad09A15653 Aradu.A09 15653 p2 (AG)7 14 94126437 94126450 GGGAAGAGGTGTTGAGGTGA CACCAGACTGGCGTTAAACA 280

Ad09A15654 Aradu.A09 15654 p2 (AG)7 14 94149088 94149101 TTGCAGTGACGAAAATCAGC CGAACATTAAACCTGGAATTTGA 262

Ad09A15655 Aradu.A09 15655 p3 (AAG)6 18 94157769 94157786 GGTCCGCTCATCTGTTGAAT GCCACTCCTGCTCATCTCTC 278

Ad09A15657 Aradu.A09 15657 p2 (AG)7 14 94163171 94163184 GAAGGGTTTTTGGGGAAGAG TCAAAACGCATTTTTGCTTG 160

Ad09A15658 Aradu.A09 15658 p3 (AAG)5 15 94188005 94188019 GTTCTTTGGATTCGGGTTCA TCTTCTCCCACTTAGCCGAA 222

Ad09A15661 Aradu.A09 15661 p6 (AAAAAT)5 30 94199711 94199740 TTTGTGATTTTGAATGCATGA TGATACTCAGAGCCTTGGACC 215

Ad09A15662 Aradu.A09 15662 p3 (GGT)5 15 94207689 94207703 TTTTCTTAGATGAGATTGATGCTGA AGGGCGGATTGGACTAGAAT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A15664 Aradu.A09 15664 c (A)12g(A)10 23 94209526 94209548 GTCGGTTCACAGTAATGGCA GAGCCCATATATTCAACGGG 117

Ad09A15665 Aradu.A09 15665 p3 (TTA)5 15 94210830 94210844 AACAAAAATAACTTTTAGTCGTGAAAA GGCCCCTCGCTAATAGAAAA 279

Ad09A15669 Aradu.A09 15669 p2 (CT)6 12 94239416 94239427 CATTGAACCTGTGATGAAGAAGA TTTTTGACCCAGTTTTTGGC 205

Ad09A15671 Aradu.A09 15671 p2 (CT)9 18 94247058 94247075 TCACATCCAACATGGGAAAA AGTCAGGGAACATGCAGAGG 229

Ad09A15677 Aradu.A09 15677 p2 (TA)7 14 94263581 94263594 TTTTGGGTAGCTAGGTAAAGCA AAGCATTGAACCCTCATTGG 242

Ad09A15678 Aradu.A09 15678 p2 (AG)7 14 94264670 94264683 GTCACTTTCCCGTGACCTGT CATTGAACCTGTGATGAAGAAGA 272

Ad09A15679 Aradu.A09 15679 p3 (ATT)5 15 94272920 94272934 GCGAAAATTTTTACAAGGTGG TCGATTTAAACCAAAAACTAAAACAA 280

Ad09A15680 Aradu.A09 15680 p2 (GA)8 16 94274008 94274023 TGTTCAACGGCAACTGGTAA CATGATTCCCGTTAGAATCAAAT 131

Ad09A15683 Aradu.A09 15683 p3 (ATT)5 15 94291533 94291547 GGGCGAAAATTTTTACAAGG TGCGATTCTACTCTACATAACCGA 272

Ad09A15685 Aradu.A09 15685 c (T)13gtttaatttatttcagtcacc(A)1044 94297253 94297296 ACGGTGGCAGATACTATGGC CGAACGGCCAATACTTTTGT 259

Ad09A15694 Aradu.A09 15694 p3 (CAT)5 15 94348189 94348203 CTGTTGAGGTTGAGGAAGGC GAGTTGGAGTCTGTCCGAGC 256

Ad09A15695 Aradu.A09 15695 p3 (TAA)13 39 94351648 94351686 AACTCCCATGTCGTCGAGTC GATGGCCCACTGATACTGCT 237

Ad09A15697 Aradu.A09 15697 c (AAC)9(AAT)5 42 94358184 94358225 TGTCATCGAGTTGTCGCCTA GCTGGATAGGCTGCTCATTC 258

Ad09A15698 Aradu.A09 15698 p3 (AAT)12 36 94359056 94359091 TTCCAGATCGTCTGCAAAAA TGTCTCAACATGTTTCCATTCA 280

Ad09A15701 Aradu.A09 15701 p3 (TCT)5 15 94386451 94386465 TCCTATAGCCGAACCCCTCT CTCGGAAGTGGAAGCTTTTG 210

Ad09A15703 Aradu.A09 15703 c (GTG)5gcagtgt(TGTTGG)5tggtggttgtggtggtggtgttggtgt(TGG)697 94398803 94398899 TGCCTTGCTTCTGCTTTCTT AAATACCCTCACCACCACCA 277

Ad09A15704 Aradu.A09 15704 p3 (TTA)5 15 94399070 94399084 ACCCTCAACGTGAGGAATCA TGACGTATGTAGGAAGAATGGA 187

Ad09A15706 Aradu.A09 15706 p3 (AAT)5 15 94403036 94403050 TCTCCAAACCATTTCCAAAAA TGTTGATCGTCTCGAACTTCAT 248

Ad09A15707 Aradu.A09 15707 c (A)11gtaaaaaaagagatccaatcctaagtaccctaatggattagacaactcccaattttaggtacacaacatatccacacacttttcaca(T)11109 94403563 94403671 TCACACCAAACTCCTCTCCA ACCTAGGATTGGGGGTTGTC 226

Ad09A15711 Aradu.A09 15711 p2 (TA)9 18 94420297 94420314 TCATGGTGGGAATATGATGC CACCCAATCCATACCCTGAC 136

Ad09A15712 Aradu.A09 15712 p3 (TAT)15 45 94429261 94429305 TGACCTTGACTTTAACCAGCG CATCATCCTTCATCAACTTGC 249

Ad09A15713 Aradu.A09 15713 p2 (AC)10 20 94431533 94431552 TCAAGGTTGTAATGAGGCCA GGGGACAAAATTACCCCAAT 265

Ad09A15716 Aradu.A09 15716 p3 (AGA)6 18 94443856 94443873 CTCGGAGTTGGAAGCTTTTG GCCGAATCTATCTCCCATCA 203

Ad09A15721 Aradu.A09 15721 p3 (AAT)21 63 94476770 94476832 GCATTCGGTTTGAGAATTGG GGGCATTTTGTCCCCTTTAT 259

Ad09A15724 Aradu.A09 15724 p2 (GC)7 14 94499929 94499942 AATCGACGCGTAAGCGTATT GAGGTACCAGAAGTTGGCGA 279

Ad09A15725 Aradu.A09 15725 p2 (GC)6 12 94509562 94509573 GCGCAGTACCAGAGATTGCT AATCGACGCGTAAGCGTATT 181

Ad09A15726 Aradu.A09 15726 p2 (AG)12 24 94556108 94556131 ACAGTGACGACAGAAATGCG CGGACAGTAAATCCGACGAT 186

Ad09A15728 Aradu.A09 15728 p2 (TA)8 16 94557850 94557865 ACGAAAGCTCACGAGCTAGG TGAGTCACACTTGAGCCTGG 223

Ad09A15731 Aradu.A09 15731 p2 (TA)9 18 94564251 94564268 GCCAATAAAACTTAAACGTGTGTC CACTTTCTTCTCCGTTAGGAGG 268

Ad09A15733 Aradu.A09 15733 p3 (TTC)5 15 94570907 94570921 CGCGCTTTATCTTCTTCTGC CAAGAAGAATCTGCGTGTGC 132

Ad09A15734 Aradu.A09 15734 c (AT)10aggtccctgcctgtattttacacttgtaaattgtaatataat(TA)674 94579638 94579711 TCAAGCAAAGAAGAATTGAAAACA TCCTTTCTTTCTTTCCCCATT 269

Ad09A15736 Aradu.A09 15736 p3 (TTC)7 21 94605620 94605640 CTTCCCCATAAACCCCATCT CCTCGAGCAATGGAAGAAAG 231

Ad09A15737 Aradu.A09 15737 p2 (TA)6 12 94640981 94640992 AGCGGTTTATCAATCTCCCC CCTCACCCTTACCTTAGCCA 234

Ad09A15739 Aradu.A09 15739 c (CTC)5cacc(TCT)534 94664676 94664709 CGGAAGCGTGACATTTGATA TGTTGGTGATGACGATAACGA 110



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A15740 Aradu.A09 15740 p3 (AAG)7 21 94665504 94665524 GAAGAAAAAGACGCTCCGTG AAGCAATTTTCGCATCCAAG 159

Ad09A15744 Aradu.A09 15744 p3 (AAG)14 42 94695820 94695861 GAGGGATGATGGAGAATGTGA CCGCCCTGTTTTCTTTTCTT 173

Ad09A15745 Aradu.A09 15745 p3 (GTA)5 15 94703441 94703455 CGGTTCATCTTGTTGCTCAG CCAAAGCAGTTTGGGTATGG 228

Ad09A15746 Aradu.A09 15746 c (A)11caagatctaaggctacacttatttacagtagctatagtatat(A)1063 94704128 94704190 GTGTCAATTGCATGTGCATC TGCAAAGAAAACATGCAAGAC 213

Ad09A15747 Aradu.A09 15747 p2 (GA)6 12 94705854 94705865 TTTCTTATCTTTTTCAAAACCACC TTCTTGTCCTTGCTCCTGCT 198

Ad09A15748 Aradu.A09 15748 p3 (TTC)5 15 94729432 94729446 ATCCTTCAAAAATCCCCACC AAAATGTTTGCTCGTCCTCG 252

Ad09A15749 Aradu.A09 15749 c (T)10cgttttctttctctctctttttttcgatttttctctctttctc(T)1063 94741529 94741591 TCCCCAATTAGAGGTGTCCA GGCCCTTGAAAGAATGATGA 224

Ad09A15752 Aradu.A09 15752 p2 (AT)8 16 94764872 94764887 GCATTCTTGCAAGTTGCTTC TGATGAAATCCATCCAAATTGA 268

Ad09A15755 Aradu.A09 15755 p2 (AC)7 14 94777764 94777777 GGGCTAAGGTAAGGGTGAGG AGGGGAATAAAATCACCCCA 241

Ad09A15758 Aradu.A09 15758 p2 (CT)7 14 94805409 94805422 CATGAAAGGGTTCATAAGCCA GCTATAAAGTGGGGGAATGC 272

Ad09A15760 Aradu.A09 15760 c (T)10cgaaaatactctccccctcaccttataaattcgtgtttggcttcctctttccaccacaccattcgaatttcctcttc(CT)699 94819305 94819403 TTCAAAAACTCACCCTTTTCTCA CGGAAAAGCACACCAAACTT 226

Ad09A15761 Aradu.A09 15761 c (A)11c(A)11 23 94839577 94839599 CAGGAACAAGGAAAAAGGCA TTGGAGGTGGAAGCTTTTTG 161

Ad09A15764 Aradu.A09 15764 p2 (TA)9 18 94862237 94862254 TGAGCGTTCCGCTTTTTATT GTCCGTCCCTCAGGCTCTAT 224

Ad09A15766 Aradu.A09 15766 c (TA)7atttaataatatttatatattagtgttagtggtcaatcaattaaattacaaaattttctataaaaattatattttttaattag(T)10107 94871923 94872029 TTTTGATGTTTTTGTTTGGTTTT TCCCTTTTTAGCACAATGCC 260

Ad09A15769 Aradu.A09 15769 p3 (AGA)5 15 94878301 94878315 TGCAAGAACCTAGGGAAGAAA GCTTACCAAGGGCATGAGAG 128

Ad09A15772 Aradu.A09 15772 p2 (AG)11 22 94903651 94903672 TTGTTGGGAGGCAACCTAAT TGTAAAGCACAGTTCCTGCG 221

Ad09A15774 Aradu.A09 15774 p2 (CT)6 12 94915429 94915440 CCAAAGCAATCATGAGTCTGAA GCTATAAAGTGGGGGAATGC 269

Ad09A15775 Aradu.A09 15775 p2 (CT)9 18 94921556 94921573 AAAAGGAACATTGAACCTGAGA GAAAAACCAGCATGGCAGAT 269

Ad09A15776 Aradu.A09 15776 p2 (TA)7 14 94924119 94924132 TGGATTGATGCACCTCATGT AAATTGAGCTCTCGATCGTAAC 232

Ad09A15779 Aradu.A09 15779 p3 (ATG)5 15 94941333 94941347 TTGGGAATTGTTAGTGAACGG ACCCAGGGAAACTCCTGTCT 200

Ad09A15781 Aradu.A09 15781 c (A)10caaagcatgtgcctatagattcagagagcacaagcgaatctgaaaacgagtaagtatatttgttgattgc(AT)794 94970065 94970158 CAAATATGAATCCGAAAGCCA GAAACATAGAAGCCCACCGA 278

Ad09A15784 Aradu.A09 15784 p3 (TTC)5 15 94989486 94989500 TTCCCCAAATACCCCTCTTC CTGGCCTTAGGTGCCATAAA 221

Ad09A15785 Aradu.A09 15785 p3 (AAG)6 18 95009845 95009862 CGAAGAAGAAGATGAACGACG ACTTTCACTCCACACCCCAC 265

Ad09A15790 Aradu.A09 15790 c (ATT)14atg(ATT)560 95051735 95051794 GGTCATGCTTTGTGCAACAC TGTATTTCAAAGATATGAGGGTTTT 247

Ad09A15800 Aradu.A09 15800 p4 (AAAT)6 24 95131033 95131056 GCCTTGTTGTGCTCTTCTCC GGGTCTTTAACCAGCGTCAA 239

Ad09A15801 Aradu.A09 15801 p3 (GAA)6 18 95131381 95131398 TTGCCCAGCAAAGTATGACA TTGAAATGGTGGCTTTTAATCTT 266

Ad09A15803 Aradu.A09 15803 p2 (GA)7 14 95139129 95139142 CGAACACAGGTAGAGGGGAG TTTTTCAAAACCACCTAGCCA 268

Ad09A15805 Aradu.A09 15805 p2 (AG)20 40 95154061 95154100 AATCACCACTTCTAGCCCGA TTGAGGAATTTGTTACACACGG 233

Ad09A15807 Aradu.A09 15807 p3 (TTC)5 15 95160961 95160975 CATCCTCATTGGCCATCTCT AGAAAGCGATGGAGGGTTCT 278

Ad09A15815 Aradu.A09 15815 p3 (AAT)22 66 95174807 95174872 TGTGCTAGTGTCTTGCCACC AGATGCCCCTAGCCAATTTT 271

Ad09A15818 Aradu.A09 15818 p3 (AAT)5 15 95179634 95179648 CAACAGGTGATGGGAGTGAA TCGGCTAAAACGCTCAATAAA 280

Ad09A15819 Aradu.A09 15819 p2 (AT)7 14 95180169 95180182 TGTGGGTATGTATTTAAATTAGCGA ATCATTGATGGGAGCCATTT 234

Ad09A15820 Aradu.A09 15820 p2 (AT)6 12 95181984 95181995 CGTTTGACTGAAAATACACTACAACA CCCTTACTCATTGATTGTCTGC 280

Ad09A15823 Aradu.A09 15823 p3 (ACA)14 42 95185089 95185130 GCAAGCGATTCCACTCTCAT GGGTTTGGGTCAACTTGGAT 277
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Ad09A15824 Aradu.A09 15824 p3 (TAA)6 18 95212411 95212428 TTGGCAGCTTTAGATTTTTGTG TTTGGATTCGTATCTGCTTTGA 236

Ad09A15827 Aradu.A09 15827 c (TA)6tttcttttttctttttctc(T)1041 95220048 95220088 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 237

Ad09A15828 Aradu.A09 15828 p2 (AG)6 12 95224789 95224800 TGTAGCATAAGCCAAATAGGCA GCATCCATTCATTAGAAGGCA 238

Ad09A15829 Aradu.A09 15829 p2 (TA)6 12 95258899 95258910 CCAGTGAGGGTTCAACTGCT AGGATGCATGAAATGCAATG 271

Ad09A15831 Aradu.A09 15831 p3 (AAT)11 33 95266967 95266999 TGACCGTGGCTAATTGAACA CATCAAAATATGACGATGAAGTACC 258

Ad09A15835 Aradu.A09 15835 p3 (AGA)6 18 95311959 95311976 GCTTTTGTCTTCCCTTTCCC CCCCCATAGCCGAAACTACT 199

Ad09A15838 Aradu.A09 15838 c (TCA)9(TCT)5tcctt(TTC)665 95328544 95328608 GCCACACTGGACAGCATAAA TGTGAGTGAACCCCACAAAG 280

Ad09A15839 Aradu.A09 15839 p3 (TAT)13 39 95345557 95345595 GCACCACGTGTCAATCAAAG GAAGCAATTCAAAATCCATCG 276

Ad09A15843 Aradu.A09 15843 p3 (TTA)5 15 95355069 95355083 CCCCAAGGCACCTAGTTGAT TGTCATTGCCATTTTTCTTCA 277

Ad09A15845 Aradu.A09 15845 c (TA)8tc(TG)9 36 95362068 95362103 GGCTTCTTAATGGTGACAGGTT CATGCATGGTTGATTAGCATTT 247

Ad09A15849 Aradu.A09 15849 p3 (GAA)7 21 95374006 95374026 TTCAAACCCTCTCCTCCTCTC TCCTCTCCGAAGTGTTGTGA 261

Ad09A15852 Aradu.A09 15852 p2 (AT)6 12 95392836 95392847 ACTACACGTGTTGGCACGAA TGGTGACAGAGCGAAGAATG 232

Ad09A15853 Aradu.A09 15853 p2 (TA)6 12 95398479 95398490 AAATCCCCGATTCTCATTCC AGGCGTCACGACCTCTAAAA 239

Ad09A15857 Aradu.A09 15857 p2 (TA)7 14 95416473 95416486 AAGCATTGAAAATGATGTGAAA TGAATAAAAGTGAGTTGGATTGAA 253

Ad09A15859 Aradu.A09 15859 p3 (TTA)6 18 95417408 95417425 AAGAAAAGTTCAAGGACTAACAAAA TTCACCCAACAAACCACTTG 216

Ad09A15864 Aradu.A09 15864 p3 (GAA)25 75 95477810 95477884 TGCAGAGAAGAAAAATGCGA CTTTCACGACACCCCTGTTT 263

Ad09A15866 Aradu.A09 15866 c (T)11caaaatatttttttttcatcaattatt(TTTA)558 95488695 95488752 GCCTTGGATCCTTTTTACCC TGAAGCAAGGAAAAGCAGTG 196

Ad09A15869 Aradu.A09 15869 p5 (AAGAT)5 25 95537287 95537311 AGCCTAATAAAGGGCCCAAA TGGAGGCTGACCTTTCTGAT 162

Ad09A15872 Aradu.A09 15872 p2 (GA)11 22 95570723 95570744 CACACAGAGAGAGAGGGTTCG CACTTCTCAACTTCCAATTTTCG 280

Ad09A15874 Aradu.A09 15874 p3 (TTG)6 18 95586528 95586545 GTTTACGCACGGACCATTTT ACCAGGGAGAGAAGGAGGAA 176

Ad09A15875 Aradu.A09 15875 p3 (CAA)5 15 95587210 95587224 TTCACCAGGGAGAGAAGGAA GCTTCTTCTTGTTCGCGTTC 156

Ad09A15876 Aradu.A09 15876 p3 (AGA)8 24 95587348 95587371 GAACGCGAACAAGAAGAAGC ACATGAATTTCTCACGCTCG 103

Ad09A15880 Aradu.A09 15880 c (CTT)6tttcgatcgttcttttctcctcctttctcattggtttgttcttcgtcgttgacgttagttcctccacatactgttacggcacgttttcattgcac(CTT)5gctgcacgttcttcttcctcttcc(TCT)5167 95602927 95603093 TTCGCTGCAAGTGCTACATC GAAGGAGAAAGAGAAGGCAAGA 239

Ad09A15881 Aradu.A09 15881 c (A)10cgagaaaacagagagaaaagacgtaaat(GAA)5gaggaaaacgaggaagaagaacgtgcagaaacgaaaaaaaaggagaagaagaagagtaagaggaagaagaacgtgcagc(AAG)5aatttcagaaaccatgaaaatcgaaaaaaaaac(GAA)5195 95603855 95604049 CCTCCTCATCTTCTGCTGCT TCCTCTTCCTCTTCCTCTTCC 278

Ad09A15883 Aradu.A09 15883 p3 (GAT)5 15 95608819 95608833 CCTTCATGATCGCAACCTCT CACACGTATGATCCCACCAC 276

Ad09A15884 Aradu.A09 15884 p2 (CT)6 12 95619067 95619078 ATTTTTGCATGCCATTTGGT ATCGGTTGCTAGTGGGAATG 188

Ad09A15890 Aradu.A09 15890 p2 (GA)13 26 95722521 95722546 GAGAGAAGAGAAGAGGGTTGGA TTTCGAAAACCACCTTCCC 259

Ad09A15896 Aradu.A09 15896 c (CT)7aacctctgcaa(CT)841 95758893 95758933 GCGTGGACTCACGATCACTA GGAAAAGAGAGAAGGGGTGG 198

Ad09A15902 Aradu.A09 15902 p2 (AG)8 16 95802695 95802710 TGTCTCGTAACCAGCCAAGA GTCAAGTTCAGGATTGGGGA 268

Ad09A15904 Aradu.A09 15904 p3 (TTC)5 15 95808402 95808416 GATAATGCCATCCACAACCC ACTCAATCGTTCTCCATGCC 209

Ad09A15905 Aradu.A09 15905 c (A)11ttcaaaacgtaacaaaacctagcaaaaaacaagataacctaaaagcttttaa(T)1073 95810153 95810225 GGAAAAAGAAACATCCAAAACC TGATAATTTGAATTGATGTTCCTCC 143

Ad09A15906 Aradu.A09 15906 p2 (CT)7 14 95811752 95811765 GGAACATTGAACCTGGAATTG GGAGAATGGGGGAATCAAAT 175

Ad09A15907 Aradu.A09 15907 p2 (TA)10 20 95812787 95812806 AGCCAAGGGCTAAATCAGGT CCCAAATAAGCCTACCCTTCA 243

Ad09A15910 Aradu.A09 15910 p2 (CT)6 12 95832101 95832112 GAAGCTTCATCTAGGCACCG CGGCGAGTACGAAGAGAGAG 217
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Ad09A15917 Aradu.A09 15917 p3 (AAG)5 15 95850816 95850830 AAGGAAAAGGGGACCAAAAA ATTTTTCAATTCGCATCCCA 209

Ad09A15920 Aradu.A09 15920 c (A)11gaaagaaatctaagacgctttttatttttgttattgagctttcaacagtattttcaaataatatggacaa(T)1091 95881093 95881183 AGAGGGAACCATTTCGACCT TTTCACCCTCAGATTTGTATTCTC 194

Ad09A15922 Aradu.A09 15922 p2 (AC)7 14 95898010 95898023 TGGGGTTAAGGTAAGGGTGA CGGGACAAAATTATCCCAAA 235

Ad09A15923 Aradu.A09 15923 c (A)10tatttttaaaaaaatcataaaatc(A)1044 95904239 95904282 AATTCCTGGACCGGAGTCTT GCATGCAATTGACACCAAAC 192

Ad09A15926 Aradu.A09 15926 p2 (CT)6 12 95925501 95925512 AAACTGAGCAACAAAGCGAGA ACTTTGCAAGGACTTGGAGG 274

Ad09A15927 Aradu.A09 15927 p2 (TC)10 20 95952636 95952655 ACCGTCGGATTTGTGTTTTC GCAAGGAGGGAGAGGGTTAG 271

Ad09A15929 Aradu.A09 15929 c (A)11gagagaaaaacg(A)1033 95968721 95968753 TGTTCATAATGGTTGGCTCTTG TCCCCAATTAGAGGTGTCCA 224

Ad09A15931 Aradu.A09 15931 p3 (GAC)5 15 95981297 95981311 AGTCGAAGTCGTTGGACCAT CCATCAGTAAATCCGACGGT 275

Ad09A15932 Aradu.A09 15932 p2 (AT)6 12 95987174 95987185 ACCCACCGTGGTATGATTGT TGCATATGATATCCTCCGGC 245

Ad09A15934 Aradu.A09 15934 p4 (AAAT)5 20 96021003 96021022 TGTTCGAGTTTGAACAACCG AAACATGCAATTGACACCAAA 245

Ad09A15935 Aradu.A09 15935 p3 (TTC)5 15 96025722 96025736 ATATGGCCGAACCTTAACCC TCTAGAGGTTTTTCCGGCCT 261

Ad09A15937 Aradu.A09 15937 p2 (CT)6 12 96047416 96047427 GATTTTGCTTGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad09A15939 Aradu.A09 15939 p3 (AAG)6 18 96085406 96085423 GTGGCTTTTTGTTTGCGTTT CATCAATCAGGTCCTTCCGT 185

Ad09A15940 Aradu.A09 15940 c (CT)6ccgagatcaacatgcctctttaagctctctatcgcgcgcg(CT)664 96088319 96088382 TCACTCCTCTTCTCATCGCC CGTGAACCTGCTATTGACCA 261

Ad09A15941 Aradu.A09 15941 p3 (AAC)5 15 96089653 96089667 GCTTTGACGTAGGCAATGGT TCGTTTGATTCATGTAGCCG 272

Ad09A15942 Aradu.A09 15942 c (T)10g(A)10 21 96091455 96091475 CATTTTCAAGCGAAATCGTG GAGTGCCATTAACATGCAAAA 278

Ad09A15945 Aradu.A09 15945 p3 (TTA)10 30 96115456 96115485 GTGCCATTGCATGAACATCT TTACATATCCGGATGGTTGG 241

Ad09A15947 Aradu.A09 15947 p3 (ATA)14 42 96135624 96135665 TGTGATCCAGGACATGGTTG TTCTTAGAAACAACGAACTACCTTTT 244

Ad09A15951 Aradu.A09 15951 p2 (AT)8 16 96219050 96219065 GGAGAGAAGCGGTGAGAATG AATAAACAGATCCCTGCCCC 264

Ad09A15953 Aradu.A09 15953 c (A)10tataaaacactttatctgcac(A)1041 96219641 96219681 AAACTCACCCAAACATGCGT TATCTGCAGGGATTCAAGGC 241

Ad09A15954 Aradu.A09 15954 p3 (TTA)6 18 96226213 96226230 TCGAAAAGATGTTAGAATTTTTCTTAT TGACCGTGGCTAATTGAACA 216

Ad09A15961 Aradu.A09 15961 p3 (GAG)5 15 96238975 96238989 CCTCCTTTACCCTCTCCAGG CAACTCTCCCACCTCCGATA 185

Ad09A15967 Aradu.A09 15967 p2 (TA)8 16 96255786 96255801 TTCGAACTCGACTCGTTAATAGC TCACGAGCTGGCTCAAATAA 265

Ad09A15971 Aradu.A09 15971 p3 (AAC)5 15 96261447 96261461 CAACAACAACAGCAACTGCC AATTTTGGTGAACCTGAGCAA 269

Ad09A15975 Aradu.A09 15975 p2 (CT)27 54 96280020 96280073 TCCACCCACTAACTACCCCA CAACTTTGTCGTCCCCCTTA 271

Ad09A15976 Aradu.A09 15976 c (GA)6aagagagggcgagg(GA)638 96280396 96280433 TTCATTTAGGATGGCTTCGG ACCCCATCATCATCATCTGC 192

Ad09A15983 Aradu.A09 15983 c (TCT)5actcttcttttcttttttgctcgagaacgagcaaattttaagtttggtgtggtaaaaagcctaagcttttta(T)1097 96311572 96311668 AAAATGGCCGAAACCTAACC TTGCCTTCCCTTTTCCTTTT 279

Ad09A15985 Aradu.A09 15985 c (TCA)10(TCT)23 99 96320605 96320703 ATCTTCTGGTGCTGCTGCTT TCCTCTTTCAAGTAATTTTGTAGCA 267

Ad09A15987 Aradu.A09 15987 p3 (CTT)5 15 96321448 96321462 TGTATTTGCAGCCAATTTCG GATGGTGATGACAATGAAGAAAA 166

Ad09A15988 Aradu.A09 15988 p3 (TAT)12 36 96327709 96327744 CTACTGCACCAGCACTTCCA AACCGCCGCTAATTTCAATA 279

Ad09A15995 Aradu.A09 15995 c (CTT)5cccttcccctttttacttcttcctttccctttcgtaggggtagaaacactctctttctcttc(T)1188 96335360 96335447 CGAAAGCGGAGATAGAGGTG GGTTGAAAATCGGTCGCTAA 274

Ad09A15999 Aradu.A09 15999 p2 (AG)6 12 96349868 96349879 TAAAGTGGGGAAATGCATCC CCTCAAATTGCATGGAGATG 271

Ad09A16000 Aradu.A09 16000 p2 (TA)7 14 96380183 96380196 TCATGGACCAAGTAGCCAAA TGAGGACACTGACAATGAGGA 213

Ad09A16002 Aradu.A09 16002 p2 (AT)12 24 96423556 96423579 CCTCCGGTTCTCATTCCATA CTCAACCTACGAAGCCAAGG 244
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Ad09A16003 Aradu.A09 16003 c (AG)6ataagggaggtttagaga(GT)948 96440821 96440868 AATAGCGAAGGCAACAATGG CCGGTAAATCCAACGGTAAA 264

Ad09A16006 Aradu.A09 16006 p3 (AGA)73 219 96444618 96444836 CCCTCGAGCAAAGAAAAGAA CCCTTCACCAATCACCTCAA 280

Ad09A16007 Aradu.A09 16007 p2 (GA)6 12 96447954 96447965 TTCTTGTCCTTGCTCCTGCT CGAAAATCACTAACCCTTTTTCA 265

Ad09A16009 Aradu.A09 16009 p2 (AT)7 14 96457093 96457106 TGAAGCAAGAAAAAGCAGTGAA GGGTTTATCACCCTTGCCTT 140

Ad09A16010 Aradu.A09 16010 p2 (CT)9 18 96457848 96457865 AATTTTCACCGTTGATATTCTGA TCTCAAACCCAATTGCTTACG 238

Ad09A16012 Aradu.A09 16012 p3 (TCT)5 15 96477603 96477617 AAACCCACACCTCTCTCCCT TGACTCAGAGGTGGAAGCAA 202

Ad09A16016 Aradu.A09 16016 p3 (TTC)6 18 96489573 96489590 CCCTTAGCCGAACCTACCTC GCTTTTGTCTTCCCTTTCCC 197

Ad09A16018 Aradu.A09 16018 c (AAT)5aacaattaattaaaacataatattttctatgta(T)1058 96498695 96498752 AACATTGCCCTCAAGGTTGT GGTCTTCAAGCCCAATCAAA 273

Ad09A16020 Aradu.A09 16020 p2 (AG)6 12 96501102 96501113 TCACCAACACCAGGCATAAA AACAAATCGTACTATCGGCCA 279

Ad09A16022 Aradu.A09 16022 c (TA)6catgccatttcaatttcttttcctttgattatatagac(AT)662 96515296 96515357 TCTTTCTCAAATTCCATTCGG TGGATTGATTCCTCTTGCAG 270

Ad09A16028 Aradu.A09 16028 p3 (ATA)8 24 96534400 96534423 TCAAAGCTCACCCAAATTCC TGATTACAATGTCACATCAACG 217

Ad09A16031 Aradu.A09 16031 c (A)13gaaaaaaagttgcaatatatatagttcttttaagtttttgatttaatgtccaaaaaaaagtttttgatttaatgt(TA)6100 96540408 96540507 TGGGTAGATTTGTCTCCGAAC ACTAATAGTGCACATGAATTTTCG 194

Ad09A16032 Aradu.A09 16032 c (AC)9(AG)20 58 96541610 96541667 GATTCGATGCCTGATGTGTG AACATCTCGAAGAAAGCCGA 212

Ad09A16034 Aradu.A09 16034 p3 (TTC)5 15 96543300 96543314 AGGCTTTTGTTTGGTTGTGG CAGCTTCATTCGATGGTGAA 103

Ad09A16035 Aradu.A09 16035 p3 (TTA)5 15 96546556 96546570 TTTATTGAGGAATTGCAAGAAGA TGGATTCAGAAATTTTAAATAATAGGG 272

Ad09A16041 Aradu.A09 16041 c (CT)6atctatc(TA)1039 96554603 96554641 TCGCGTCCTCTTCTTTCATT ATTGCAAGGGCAACAAAAAC 177

Ad09A16042 Aradu.A09 16042 p2 (AG)9 18 96560168 96560185 GCAAAGGGGTAGAGGGGTAG GCCGACAATATTTGGAGGAA 263

Ad09A16044 Aradu.A09 16044 p3 (AAG)6 18 96565117 96565134 AAAAGGAGGACCATGGTTGG AGCTGAGGACGCAGCTAGAG 214

Ad09A16048 Aradu.A09 16048 p4 (AAAT)5 20 96575833 96575852 GCACTTGATTGTACATAGGTCTTTTT GCCATGATAAAATCCAGTTGAGA 271

Ad09A16053 Aradu.A09 16053 p2 (TA)6 12 96588554 96588565 TGCAAAATTCCGCACACTTA TGGTGCTCACTTGTGTGAAA 174

Ad09A16054 Aradu.A09 16054 p3 (AAT)13 39 96617086 96617124 AAAACTTCCTTAAAAATTCCATGA TGGTGAAACTATAGGGACCTGC 207

Ad09A16055 Aradu.A09 16055 p3 (CAG)5 15 96619077 96619091 CTTCCTTTTCCCCTGCCTAC GACACTGTGCCTACTGCTGC 146

Ad09A16056 Aradu.A09 16056 c (A)12gtatagagacctaattgaaaattcgatgaaactataaggacctgcagaataattaaacctaataataataatagaaaagaatcaaccattcacgaatt(A)10120 96621409 96621528 CGGCAGGGACTTAATTGAAA TGTTTTTGGTTTTTCTCGCC 250

Ad09A16060 Aradu.A09 16060 c (TG)7ttggaaattagggttaaggttaggctaggggtagttttgtaatttcaattaaaaataggaacaatatggtaattgaaacccaaattaaatgcaacattaa(AT)6126 96658088 96658213 CTGTGGTTACTGGAGGGGAA TTTTTGGATTTGAACATTTTATTGA 247

Ad09A16065 Aradu.A09 16065 c (ATAG)5atatagattcatagataggttgatatgacatagctatatatagaggtatgagtatatgtaatttaattaggtatggacacattgaatgtcatatg(TCAA)5135 96684050 96684184 CACCACTCATACTGATAGGGAACA GCAAGCTTGTAAGGCAAAGC 265

Ad09A16067 Aradu.A09 16067 p2 (TG)17 34 96684595 96684628 TGACCATTTGGGAAGATGCT TTGGATCTTTTGGTGCTGAA 261

Ad09A16068 Aradu.A09 16068 p2 (CA)7 14 96685772 96685785 AAACTCAAAATTTGTGCCCC GTGCACCTCATTGTTTCCCT 253

Ad09A16069 Aradu.A09 16069 p2 (AT)7 14 96688196 96688209 TTGGGAATCATCAGCCTCTC CATAACTCCGGAAATCAGTTCA 268

Ad09A16073 Aradu.A09 16073 p4 (TTAT)6 24 96699565 96699588 TGTATCATAATTAAGAAGAAGGACCAA AAAATGACAGAAAATCACAAAAACC 180

Ad09A16076 Aradu.A09 16076 p3 (ATT)6 18 96707676 96707693 GCTGGGCTGTACTCTGTTTGA TCAATGGAAACAAGATTTAACAACA 277

Ad09A16077 Aradu.A09 16077 p3 (AGG)6 18 96712349 96712366 AACGAGAAGATGAACGCGAC CCCTTTCCTCCTTCACTCGT 280

Ad09A16078 Aradu.A09 16078 p2 (TC)9 18 96713137 96713154 TTCCTGGATCCCTTCTCCTC GGGCAGAGATTCATGGAGAG 268

Ad09A16084 Aradu.A09 16084 p4 (TACA)5 20 96751969 96751988 TTCCAAAAATTGGTTGAAAAA CCAGCTATCAAGCCCAAAAA 265

Ad09A16087 Aradu.A09 16087 p3 (AGA)6 18 96774118 96774135 GCTTTTGTCTTCCCTTTCCC ACCCCTCCATCCTTCTTCAT 246
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Ad09A16088 Aradu.A09 16088 p2 (GA)7 14 96785904 96785917 GGTTTGGGTGGGAAAGAAAT CCCGTAGGATCACCTCAAGA 247

Ad09A16093 Aradu.A09 16093 p3 (TTC)5 15 96856853 96856867 GGTTTCGCTTTTCTTCTCCC CATACCCCACCAATGGAAAG 277

Ad09A16094 Aradu.A09 16094 p3 (CTT)6 18 96857742 96857759 CAATGCAAATTGCCCTCTTT TGATGATTCCAAACCACGAA 208

Ad09A16095 Aradu.A09 16095 p3 (CAG)5 15 96858068 96858082 AGAAAGTGACAAGCATGGGG GCTCTTCCACTTGCACTTCC 223

Ad09A16097 Aradu.A09 16097 p3 (AAT)5 15 96859498 96859512 AACCAAACCACAGCCAAAAT TTAGTGGATCCGGAGATTGC 231

Ad09A16103 Aradu.A09 16103 c (A)12gaaaagaaaaaagt(A)1137 96864715 96864751 TTCAAATCCTCATCATAAATCTCA GATGCAAAAGGCACACTTGA 173

Ad09A16104 Aradu.A09 16104 p3 (CTT)7 21 96864868 96864888 TCAAGTGTGCCTTTTGCATC CCAGAAAAAGGGTGGTCGTA 237

Ad09A16112 Aradu.A09 16112 p3 (AGA)52 156 96892749 96892904 GGGAGAAGGTGAACGATGAA ACAATGGTTTACGGTCGGAG 242

Ad09A16113 Aradu.A09 16113 p2 (TC)16 32 96896258 96896289 TCGACCTTCAACAGTGTGTTTT TGAAGAGCTTCAAAATGTGGT 279

Ad09A16114 Aradu.A09 16114 p2 (CT)7 14 96902807 96902820 GGCGCGTAAGTTAGTATCGG GAGTTTGATAGAGCGGCAGG 226

Ad09A16115 Aradu.A09 16115 p3 (AAT)5 15 96907323 96907337 GGGTCTTCACCATTGCAGTT TCGTCTTTGGCGAGAAACTT 237

Ad09A16118 Aradu.A09 16118 p2 (TC)8 16 96915839 96915854 ACATTGGCCCTTTCTCTTCA AATAATCCCGTGCTCATTCG 251

Ad09A16121 Aradu.A09 16121 p2 (AT)11 22 96926007 96926028 CACATTTGTTGGTTTCGTTCA GCTCATGTTTAGGCCAAAGG 221

Ad09A16123 Aradu.A09 16123 c (T)10aaagatagatgatgattatcagggaagagaaggtggcggttgtcagttgtatgtgtaataaag(A)1083 96930381 96930463 TTCGTTTCTAGGTGTTTTCATTTG AAGTTCGCTCGCCAAAAATA 274

Ad09A16125 Aradu.A09 16125 c (A)12tttaagaaatttatttgagttgttata(T)1049 96933961 96934009 GGTCTTTCTCCAATTTCTTCG TTTTGATCACTCCACGCTTTT 195

Ad09A16126 Aradu.A09 16126 p2 (AC)6 12 96936027 96936038 CAAGTTAGGCCCAAGTCCAA GCTTGGGAAGATTGAGGTGA 134

Ad09A16132 Aradu.A09 16132 p4 (TTAT)5 20 96946719 96946738 CATGTTCAATTTGTTATCCATTTTTC TCAACATCAAATTTTAAATAACCAACA 237

Ad09A16134 Aradu.A09 16134 p3 (TTA)21 63 96947614 96947676 TTTGGTGACATGTTTCCTTTTT ACCCTCAACATCAAGGACCA 139

Ad09A16135 Aradu.A09 16135 p3 (AGA)5 15 96948690 96948704 CCGCTACTGCTCTTGGAGAT CAACCATCACACACCACCTC 240

Ad09A16136 Aradu.A09 16136 p3 (TTA)8 24 96948989 96949012 TAGGAACGGGTTCGATTCTG TGGCAATAAATTGGCCTGTTA 115

Ad09A16141 Aradu.A09 16141 p2 (AG)8 16 96970701 96970716 GGAAGCCTCTACGGTTGAAA AAGCAAAAGTGGAGCAGGAA 252

Ad09A16142 Aradu.A09 16142 p3 (AAT)11 33 96981243 96981275 TGATGGAGATGTTTTGATTCCA TTTTGAGCTCTCATTGGCTT 264

Ad09A16148 Aradu.A09 16148 c (A)10gaacataaaaaagaagaggaagtggagaaagaagagatggtgttaatgatgatcataatgatgatgataataaaagtggaagaaaaagagaaggaggac(A)13122 96990706 96990827 TGTTGATGATGATGATGGAGG CCAAAAATGCTAGACAAACCAA 268

Ad09A16152 Aradu.A09 16152 p2 (AT)8 16 97029576 97029591 TGCTCCCAACATTATCCAAA TTGGACAATACCGGAAATAAA 187

Ad09A16159 Aradu.A09 16159 p3 (AAG)5 15 97070519 97070533 TGCAATGGCTTTACGTTTTT TCTCCTCCTCATCTTCTGCTG 181

Ad09A16160 Aradu.A09 16160 p3 (AGA)6 18 97071069 97071086 AGGAGGAGGATGTGGTGTTG ATTTACGGTGCGCACGTTTT 150

Ad09A16161 Aradu.A09 16161 p3 (GAG)6 18 97071315 97071332 CGTGCGCACCGTAAATATAA TTTTCTTCTTTTTGTACGTTCTTCTTC 277

Ad09A16162 Aradu.A09 16162 p3 (TAA)5 15 97074149 97074163 TGTTTTCTCCCCTACAAGGC TCCCTAGCTGTCAGACATTGAA 162

Ad09A16163 Aradu.A09 16163 p3 (ATA)10 30 97074986 97075015 TTGTCTTGCCGTCAATTCTG AAAAATTGGCGGATATTGGTC 221

Ad09A16164 Aradu.A09 16164 c (TTG)5(T)10 25 97080398 97080422 TGGCATCGTTTGATTCATGT TGTCCATACTTTCCCCCAAA 210

Ad09A16165 Aradu.A09 16165 p2 (AT)7 14 97084024 97084037 TCGGGAATATTTCTAAAGCTCG TTTAGACTCTCGCCTTTCGG 210

Ad09A16168 Aradu.A09 16168 p2 (AC)6 12 97101401 97101412 TTCAACGACACAATCTACAAACG AAACTGCATGCTTGTGTTGG 239

Ad09A16172 Aradu.A09 16172 p2 (CT)6 12 97129071 97129082 CTACTGCCTCCACAATCCGT AGGGAGATTGTTGGTGGTTG 161

Ad09A16173 Aradu.A09 16173 p3 (AGA)6 18 97145193 97145210 TTGATGGCTTTTGGTGATGA ACTCCCCCTTCTCCTCCATA 232
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Ad09A16174 Aradu.A09 16174 p2 (TA)6 12 97161182 97161193 TGAATTTTTGTTTTCAACCAATC AGAGCGATAGCACAGCGAAT 278

Ad09A16178 Aradu.A09 16178 p3 (TAA)18 54 97171171 97171224 TTTCGCTCCTCATCTCCATT TGTGGTTCGGTTTTGGTGTA 271

Ad09A16179 Aradu.A09 16179 c (A)10tggggttcttctcgtttctgggtcgtgtcttcttcgcttccctcttcatcttatcggcatggcagatgttagt(TC)14111 97171374 97171484 TTCAAATCATTCGCAGAGAAA TGACAACCCAGATGCGTAAA 276

Ad09A16181 Aradu.A09 16181 p3 (TTA)15 45 97178803 97178847 TTGGTCCCAAATTCAAAAGC CCCGCAAATGTTAACAACATAA 122

Ad09A16187 Aradu.A09 16187 p4 (ATAG)5 20 97205316 97205335 TCACAAAGGTAGAATTCATGGC CTTGCATCAAGACTTGTGGG 255

Ad09A16188 Aradu.A09 16188 p3 (TTA)21 63 97213230 97213292 TTGAAACACGAATTGTTTGGTT CCAAAACGTACAACAACAACG 160

Ad09A16190 Aradu.A09 16190 p3 (TTA)6 18 97229702 97229719 TCGTCCTGCTTAGCCTTTTT CATTTGGAGGAATGGCATGT 166

Ad09A16197 Aradu.A09 16197 p2 (TA)9 18 97262454 97262471 TGTTTTTCAGATGCAGGTCG GCCGGCTAGCCATATACAGA 233

Ad09A16198 Aradu.A09 16198 p2 (AT)10 20 97264657 97264676 ATGTCGGATGTGAACTTGGC TCTTGTTCTCCGAACCTGAAA 239

Ad09A16199 Aradu.A09 16199 p2 (TC)19 38 97270883 97270920 ATGGCGGTATGAAAATCTGC ATGAGAAGCACGCAAAGGAG 180

Ad09A16213 Aradu.A09 16213 p2 (CG)6 12 97332722 97332733 GTGGGTTGAGGCACAGAGTT AGAGAGAAGACACGCGCAAG 118

Ad09A16214 Aradu.A09 16214 c (TCC)5ttcttcttcttcattattatcatcatca(TCT)558 97346646 97346703 AACAAACTCAGTTCAAAACAACCA TTCCTACTGATTTTGCAGCATT 251

Ad09A16215 Aradu.A09 16215 c* (A)12(AAAG)5* 29 97346954 97346982 GAAAGAAACACATAATGCTGCAA CGCATATTTCTAAGTTTTGACACC 265

Ad09A16218 Aradu.A09 16218 c (TAT)8taattattctgataaatatactattcaccttttaatatgg(ATT)14106 97376613 97376718 TTCATTATTGCAGAAGCCTCTTT TTAGAAAAGAAGACTACAATCCCAA 260

Ad09A16220 Aradu.A09 16220 c (T)11(A)11 22 97383515 97383536 TCCGTGTGACTGAGAATTGC AAAAATAGCGGGCAGTCAGA 184

Ad09A16222 Aradu.A09 16222 c (T)11cagaaatggcaaagacaaacgctcaagaatcttttcagagggtccaggaggctaaagctaagtctcgcgctcggtctggtggtgccagggttatct(CTC)6125 97393930 97394054 CCCAACATTCCGACTTGTTT AGGGGGAGCTGAAGAAGAAA 219

Ad09A16223 Aradu.A09 16223 c (T)10cattttcttcttctgcaatctgggagtttcaagtgaccaaaaaataaaatgatgattttaatatttag(T)1189 97404649 97404737 TTTTCTGGGTTTTGTTTGCTTT AACAATACCTCCCCTCCCCT 156

Ad09A16225 Aradu.A09 16225 c (CATA)8tatatatnnnnnnnnnnnnnnn(AT)768 97408799 97408866 ATGCGGTTTTGAAATTCATC TGAGAAAATTGTGCAAGAATGA 248

Ad09A16227 Aradu.A09 16227 p3 (ACC)5 15 97411859 97411873 TCCATGAGGCCAAGGATAAG TGATGAGGAAGATGAAGGGC 250

Ad09A16229 Aradu.A09 16229 c (AG)7aaga(AG)6 30 97413141 97413170 CAAGATGGAACAGATGCGAA TCTCCTTTGTTGTTGTTGCG 261

Ad09A16231 Aradu.A09 16231 p3 (AAT)19 57 97465101 97465157 GGGCATAAACAATTAGTTAAGAGAA TCTAGCTATATGGTTGGAAACACC 256

Ad09A16233 Aradu.A09 16233 p2 (AT)7 14 97465799 97465812 TCCAACTAGAAAAAGAGCAAAACA CATCGCACGGGTTTAACACT 144

Ad09A16239 Aradu.A09 16239 p2 (AT)9 18 97534435 97534452 CCTTGCCCTTGCCTTTTAGT TGTGGTATCATTGCTTTTGCTT 237

Ad09A16242 Aradu.A09 16242 p2 (TC)6 12 97547683 97547694 AGCTAAACCCACGCGTCTAC TGCTTGTCCTCAAGCAAAGA 258

Ad09A16244 Aradu.A09 16244 p4 (AAAT)5 20 97570008 97570027 TGGGGATTATTCGAGTTTGG CCAGGAATTGTGCCAGGTTA 267

Ad09A16246 Aradu.A09 16246 p3 (TAC)6 18 97642868 97642885 AACAAAAAGTATTGCCACCACA TCAAAACACAGGTTGTTGAGTTC 274

Ad09A16249 Aradu.A09 16249 c (T)10cgaaaatctctccccccactctataaataaacgtttgccacccctctttccaccacaccattcgaatttcctcttc(CT)698 97673854 97673951 TCCATGTCTCCTCAAATCTCC CGGAAAAGCACACCAAACTT 197

Ad09A16252 Aradu.A09 16252 c (ATA)8(ATG)6 42 97691833 97691874 TTTGGTCGTAGCTAATTGAACA TGATGGTGAAGTGCTTAGTGTG 261

Ad09A16255 Aradu.A09 16255 c (A)10gcagtgaatac(A)10gaaaaaaattcg(A)1154 97703578 97703631 TGCTTCATGAATGTTGGCTC TCCCCAATTAGAGGTGTCCA 241

Ad09A16256 Aradu.A09 16256 p3 (CTT)5 15 97706019 97706033 GAATTTCCAATGGAGGCTCA AACCCTTCATCAACTGGTGC 245

Ad09A16259 Aradu.A09 16259 p3 (TAA)12 36 97720058 97720093 TGCTCGATCATATTCACGTTTC CGCGCGCTTAACCTATATCA 234

Ad09A16261 Aradu.A09 16261 p2 (TG)40 80 97738280 97738359 TGTTGATGAACGAAATGGGA CATCTCAATTCATTCCCGGT 247

Ad09A16265 Aradu.A09 16265 p2 (AT)15 30 97749298 97749327 ACTCCAAACCAAACTCGACC GAGAGGCACCTCATTAGGCA 263

Ad09A16268 Aradu.A09 16268 p2 (AG)12 24 97767799 97767822 CACATGCATGATGCGAAAAT TGAACCTGAAATTTGGAAAAGAA 263
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Ad09A16273 Aradu.A09 16273 p4 (TTAT)6 24 97785119 97785142 TCGCCCCTACAGCAGATAAT GGGTCCAGACGTCCAGTGTA 272

Ad09A16276 Aradu.A09 16276 p3 (ATT)6 18 97786314 97786331 TGCTCGTGAATAAATTACTGCAA CAATGAAAGGCCATGACAGA 168

Ad09A16280 Aradu.A09 16280 p3 (GAG)5 15 97826067 97826081 AAACTTGGAGGCACAAGTGG CTGAATGGTGGACGTTCCTT 195

Ad09A16281 Aradu.A09 16281 p3 (TTC)5 15 97829230 97829244 CCCCACAGGATCCTCACTTA CTGGCCTTAGGTGCCATAAA 217

Ad09A16292 Aradu.A09 16292 p4 (ACAT)6 24 97903840 97903863 TTTTGAACTATTGCATTTGCATC GAATGCCCTTGAAACAAAATTC 253

Ad09A16293 Aradu.A09 16293 c (A)10cgaaatagaaaaggaaaaaaagaagatgcatgaataag(A)1159 97904480 97904538 AATTAGAGAAGCTTGCCCCC TTCTACCCCTTGTGATCCCT 254

Ad09A16294 Aradu.A09 16294 p2 (AT)8 16 97905111 97905126 TCAATTAATGATCTTCTTTTAGCGA TCTTCACATTTTCAATTTTGCTTT 248

Ad09A16295 Aradu.A09 16295 c (AT)15(AG)14 58 97909565 97909622 AAGCTTCCTCCGTTGTTTGA AAACTTTGCAGGTCGCAACT 276

Ad09A16296 Aradu.A09 16296 c (A)10cgaaatagaaaagg(A)10gaagatgcatgaataag(A)1061 97913097 97913157 GGAAAATGGGTGCACATTCA CTCAAGTGTCCAACCCAACC 280

Ad09A16297 Aradu.A09 16297 c (AT)15(AG)14 58 97927874 97927931 AAGCTTCCTCCGTTGTTTGA AAACTTTGCAGGTCGCAACT 276

Ad09A16298 Aradu.A09 16298 p2 (CT)7 14 97957611 97957624 CCCCACTCCATAAATGAACG CGGAAAAGCACACCAAACTT 140

Ad09A16300 Aradu.A09 16300 c (A)10ttcg(A)10 24 97959775 97959798 TTGATGTGGTGACAATGCCT CACACTCTTGTTGCCTTGGA 272

Ad09A16301 Aradu.A09 16301 p3 (TCT)5 15 97981043 97981057 CCGAATACACCTCCCTCTCA CTCGGAAGTGGAAGCTTTTG 203

Ad09A16305 Aradu.A09 16305 p2 (CT)6 12 98024198 98024209 AAGAAATTGGAGCAGAAACCC AGTTGGAAGGGGGACTCACT 115

Ad09A16307 Aradu.A09 16307 p3 (CTT)5 15 98060256 98060270 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ad09A16309 Aradu.A09 16309 p2 (CG)6 12 98065012 98065023 AACTCTGGGCCAACATTGAG TTGGAAGTGTTGGATGAGGG 272

Ad09A16310 Aradu.A09 16310 c (CA)12a(AC)22(AT)783 98066192 98066274 CCCAACACTTTTGCATTTCA GCTCAAAAATTCATGTTCCACA 277

Ad09A16316 Aradu.A09 16316 p2 (AT)12 24 98083217 98083240 GCTCTCAAATCAAACAGTGGAA TTACCCTTTCTAACACGCACA 181

Ad09A16320 Aradu.A09 16320 p3 (AAT)6 18 98094105 98094122 CGAGATAACGGAGCAAAGGA TTGGAAGAAGCCCAGAAAAA 190

Ad09A16321 Aradu.A09 16321 c (TCT)5tttctttcgtttcttgccttctctttctc(CTT)559 98094667 98094725 CCCAAAAACGCAATACAAGG GAGGAAGAAGAACGTGCAGC 127

Ad09A16322 Aradu.A09 16322 p3 (CTT)5 15 98094873 98094887 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 229

Ad09A16323 Aradu.A09 16323 p3 (ACA)6 18 98096503 98096520 CTGAGACGCGTGATTTCTCA TACAGGCACAGAGATGGCAA 264

Ad09A16326 Aradu.A09 16326 p2 (AG)7 14 98108308 98108321 ATGAAACTGCAACAGCAACG TCGCTACTCATCCCGTTACC 203

Ad09A16329 Aradu.A09 16329 p3 (TCT)5 15 98119934 98119948 CCTACTCCCTCTCCCCTCAC CTAGAGGTTTCTCCGGCCTT 247

Ad09A16330 Aradu.A09 16330 p3 (AGA)6 18 98123513 98123530 CTAGAGGATTCTCCGGCCTT TACCTTGGCCGAACCTACAC 174

Ad09A16331 Aradu.A09 16331 p2 (GT)6 12 98155701 98155712 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 251

Ad09A16333 Aradu.A09 16333 p3 (GGT)6 18 98168990 98169007 TCAATGTCATTCCCTCCCTC CACGGTAGTGATGCTGGAAA 272

Ad09A16336 Aradu.A09 16336 p3 (TAA)6 18 98170312 98170329 AATTCCTGAACCCAACAACAA ATGCAAACATTTGGCACAGA 230

Ad09A16337 Aradu.A09 16337 p2 (TA)7 14 98170572 98170585 TCTCGAGTCAAGACCCCTTC GCCATAAGGTTTGTGGGTCA 229

Ad09A16339 Aradu.A09 16339 c (A)10catacac(A)1027 98174334 98174360 GGATTGGAATGGCATGAATC TTTTCGGGGAGAGCTCTTTA 279

Ad09A16340 Aradu.A09 16340 p3 (AGG)5 15 98174883 98174897 CGTTAAGTGCACCACCATTG CAGCAAAAAGCCTCCAACTC 174

Ad09A16343 Aradu.A09 16343 p3 (TCT)5 15 98180611 98180625 AGTTATCATGAAATGTTTGTAGAATGA GCGACCTATTGTGGTGACTG 170

Ad09A16345 Aradu.A09 16345 p2 (AT)7 14 98201816 98201829 TGACGGCAGGATAACATTGA CAATACGCGAAACGTTCACA 268

Ad09A16347 Aradu.A09 16347 p2 (TA)6 12 98215313 98215324 TGAATCTCAATAAGAGTTGGCTTC TCAGTTATGGCTAGTATTATTCCAAGT 162
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Ad09A16350 Aradu.A09 16350 p4 (AAAT)6 24 98232067 98232090 TCAAGAGAGTGTTGGGTCACA CACACAAATGTTATGCAATATCCA 276

Ad09A16351 Aradu.A09 16351 p3 (CAA)6 18 98233883 98233900 AGAGAGGTGGGTCACAATGG TGTTCTGTGGCTTGAGGTTG 140

Ad09A16352 Aradu.A09 16352 p3 (CCT)6 18 98253319 98253336 CGCCATCTCTAGCAAACCTC CTCTGCGACGTTCATCTTCA 170

Ad09A16355 Aradu.A09 16355 p2 (GT)6 12 98349723 98349734 AACTTGGCGCTCAAAACTTG GACGTGTCAAAAGTTGGGGT 232

Ad09A16356 Aradu.A09 16356 p3 (TCT)5 15 98362288 98362302 CGAATTCCCACCCTACCTCT CTTCCCTTTCCCTTTTCCTG 267

Ad09A16357 Aradu.A09 16357 p3 (TTC)6 18 98372804 98372821 ATTATCCGCTCATCACTGGC CAACAGAGCTCCCTAACCCA 165

Ad09A16359 Aradu.A09 16359 p3 (TTC)6 18 98381690 98381707 GGCTGGCATATTGGAGAAAA CAGAGCTCCCTAACCCAATG 149

Ad09A16360 Aradu.A09 16360 p2 (TA)13 26 98383390 98383415 ATGTGACCGGGCACTTTAAC CGCGTATCTCCAAGGTCAAT 154

Ad09A16361 Aradu.A09 16361 p3 (AGA)5 15 98388733 98388747 ACCACTGAGCTATGACGGCT TTCCATCTCCCCTCACTCAC 226

Ad09A16362 Aradu.A09 16362 p4 (ACAA)5 20 98414943 98414962 GCCTTCATGGACTCTGTGGT CGAGTTAGAGCAGGCCTTTG 236

Ad09A16365 Aradu.A09 16365 p3 (ATT)6 18 98436829 98436846 GAGTGGAAAAAGAGGTGGCA CGCATGTGAAGGATCATCAG 180

Ad09A16367 Aradu.A09 16367 p3 (TCA)5 15 98439273 98439287 ATCAAAGTCAAAAGCGTGGC AATTGAATTTCCAACGCATCT 262

Ad09A16371 Aradu.A09 16371 p4 (TTGT)5 20 98443918 98443937 TGGCCTATCCAATTCGATTCT ACCTTCTCCCACTTTCGTCC 223

Ad09A16372 Aradu.A09 16372 p2 (CT)10 20 98444637 98444656 TTTCTCAATTAAGCCCCTCTTG TTGAGAAGCCCTATTGGTGG 216

Ad09A16374 Aradu.A09 16374 p3 (AGA)6 18 98466198 98466215 CCCTTTCCCTTTTCTTGAGG AATTGGCCGAACCTATACCC 275

Ad09A16375 Aradu.A09 16375 p3 (ATT)6 18 98468803 98468820 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad09A16377 Aradu.A09 16377 p2 (TC)6 12 98475537 98475548 TTATGAAAAATTCGCGACCC ACCCTTAAGCAAAGCGTCAA 217

Ad09A16380 Aradu.A09 16380 p3 (GTT)5 15 98487359 98487373 ACAATTGTAGCACAAGCCCC AGAGGGGAAGCTCTTTCAGG 155

Ad09A16381 Aradu.A09 16381 p4 (TTAG)5 20 98519733 98519752 TCCAACACTTCCAAACACCA CCTCAATCAAGGAATCCAACA 246

Ad09A16382 Aradu.A09 16382 p2 (CA)40 80 98520771 98520850 CCCAACACTTTTGCATTTCA TCTTAGCTCAAAAATCATGTTCCA 278

Ad09A16387 Aradu.A09 16387 p3 (CTT)5 15 98558953 98558967 CCCATGGAAGTTCAGCATCT TTTCATGCAACCCTTCATCA 247

Ad09A16391 Aradu.A09 16391 p3 (AGA)6 18 98581054 98581071 CTAGAGGATTCTCCGGCCTT TACCCTCTCCCCTCTCCCTA 248

Ad09A16392 Aradu.A09 16392 p3 (AGA)5 15 98586189 98586203 TCTCCTTTTCCCATGATTCG CTCCTACATAGCCGAACCCA 231

Ad09A16393 Aradu.A09 16393 p2 (GA)10 20 98613611 98613630 TCATCAAGTGTTCTTCCCCC GAACCAAGATTGGACCGAAC 177

Ad09A16394 Aradu.A09 16394 p2 (TA)7 14 98614125 98614138 CATGCCATTTGATGTTTGGA CAAACTAAGTCCCCATTGCC 239

Ad09A16395 Aradu.A09 16395 p2 (TA)11 22 98623087 98623108 CCAGCTTTAGCTTCACAGGC TAAAACAGAGGTGGCGAGGT 275

Ad09A16398 Aradu.A09 16398 p3 (AGA)5 15 98690932 98690946 GCTTTTGTCTTCCCTTTCCC ACTTCTTCCCCTTTCTCCCA 183

Ad09A16401 Aradu.A09 16401 p2 (AG)6 12 98776737 98776748 TTTGGCTCAGAAAGCACAGA CATTGAACCTGGAAATTGAGAA 189

Ad09A16405 Aradu.A09 16405 p3 (AGA)6 18 98834650 98834667 CTCCCAAGACTCAGAGGTGG CCTACCTCGCCCTCTCTCTT 233

Ad09A16406 Aradu.A09 16406 p2 (CT)6 12 98863258 98863269 CAGCAGTCTGGCATTTAACG TGATGGTGAGTGGGTGAAGA 159

Ad09A16410 Aradu.A09 16410 p2 (AT)7 14 98903696 98903709 TTGGGTAGATGTAGCGGGTC ATTGGACTGTCCCTGTGAGC 187

Ad09A16411 Aradu.A09 16411 c (A)11cttcaagcataaaccataaggccccaaaaccctaa(CT)7cgccgtctgctttccctccctctcgttcgttcaacggccag(TTC)8ccgccgccgcacccactgccgcctgccg(CTT)5168 98908498 98908665 GCGATGAGCCCATATAATCC CAGATCCAAAAATTTCACAAAAA 248

Ad09A16412 Aradu.A09 16412 p3 (TGG)7 21 98908917 98908937 TTTGGTTGGTGTGATGGAGA TTTTTCGCTCCAAAATGGTC 183

Ad09A16414 Aradu.A09 16414 p3 (TTC)6 18 98962155 98962172 CATCCACTCTTCCCCAAAAA TAAAATATTGCTCGCCCTCG 256
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Ad09A16415 Aradu.A09 16415 p2 (AT)7 14 98975725 98975738 AGAAAAGGCAACGGATCTCA TTTTTCACTTTCTGCCCACC 247

Ad09A16418 Aradu.A09 16418 p3 (TCT)22 66 98992953 98993018 TATATTCACGCCGTTTCACG GGTGGTGTTGATGACGATGA 161

Ad09A16419 Aradu.A09 16419 p3 (TCT)8 24 98993676 98993699 ACAGAAGGAGATCGAAGGCA TCATCTTCGCGTGTTTCATC 218

Ad09A16420 Aradu.A09 16420 p2 (AT)7 14 98994177 98994190 GATACGCTGACACACGAATTTT TCCATGAGGTGGTCAAACAA 257

Ad09A16421 Aradu.A09 16421 c (CA)7(CT)17tta(TC)765 98994542 98994606 CCTCCTGATTGGGTGTTCTG GTTGGACGGCCAAAAGTAAG 275

Ad09A16423 Aradu.A09 16423 p2 (TC)18 36 99008106 99008141 CTCTCTCATCACTGCCACCA GAACACATGGATGTTGCAGG 169

Ad09A16424 Aradu.A09 16424 p3 (TTA)5 15 99015786 99015800 ATGTCAGTATTGCCCTTGGC ACTTTGTCAAAATGGCAGGC 123

Ad09A16426 Aradu.A09 16426 p2 (TA)9 18 99022166 99022183 TGCATGAAAATTATGATTCACAGA AATTGGCTCACTCAATCGTG 280

Ad09A16427 Aradu.A09 16427 p2 (AG)7 14 99042681 99042694 CGGAAAAGCACACCAAACTT AACATTCCTCACCCCTCCTT 124

Ad09A16429 Aradu.A09 16429 p2 (CT)10 20 99062373 99062392 GAGAGATGAGAGCGACGCAT TCAAAGACGTGACTCCATTCC 175

Ad09A16430 Aradu.A09 16430 p2 (CT)6 12 99080126 99080137 TTACTGGGTCCCACACCAAT GCCTGGATACAAAGGGTTGA 261

Ad09A16437 Aradu.A09 16437 p2 (TC)8 16 99107681 99107696 TCATAAGCCAATTGGACAACA TGGATGAATGAAAGGAGACG 255

Ad09A16438 Aradu.A09 16438 p2 (TC)8 16 99115999 99116014 TGAACCTGGAGCTCAGAAAAA TGGAGGAATGAAAGGAGACG 174

Ad09A16439 Aradu.A09 16439 p4 (TATT)5 20 99117746 99117765 AAAGAACGCTTGCGACAAAT CGTTCTTAATAGCGAATCGGA 264

Ad09A16442 Aradu.A09 16442 p3 (AAT)21 63 99129283 99129345 TTTTAATGGCCGCAAAAAGT TTGGTCAAAATTCAAATGCAA 278

Ad09A16444 Aradu.A09 16444 c (A)10gaagctttgtattattcaatattattatatttttcaagtttaaaatactattataatgaaatgacttg(A)1189 99135609 99135697 TCAGGCTTAGGCCAATCAAC TTGTTTCGGAGTCATATTTTGC 279

Ad09A16447 Aradu.A09 16447 p2 (AT)6 12 99146652 99146663 AAGTGTGGGAAAACTGTGGG TCACATATGCATTGACCTTTCA 269

Ad09A16448 Aradu.A09 16448 p2 (AG)6 12 99148021 99148032 TTCGGCCCAAAAACATAGAC TTGAACCTGGAATGAAGAAGAA 196

Ad09A16450 Aradu.A09 16450 p3 (AGA)6 18 99153072 99153089 CTAGAGGATTCTCCGGCCTT CACCTTGACCGAAACACCTT 173

Ad09A16452 Aradu.A09 16452 c (TC)7ttcgc(CT)8 35 99161514 99161548 AAAAGCCAAAATCATGCGAG GTGGAAGACAAACCTGGGAA 170

Ad09A16455 Aradu.A09 16455 p2 (TA)6 12 99172832 99172843 CCTTCGGAGTTCGGAGTACA CGGATTCAAATCCTCTTGGA 238

Ad09A16459 Aradu.A09 16459 c (AAG)5aatgtgcagtaaaaacgtgcagtaacggttcgaagcgcgttaatataaatgacttgtgaaaacttgtat(A)1094 99175615 99175708 CAATGGAAATCGAGAATAACGA TTCTCTGAATCGAAATTAATTACACAA 242

Ad09A16463 Aradu.A09 16463 p4 (TAAC)5 20 99191443 99191462 TGCATTGAAGGTAATCCACAA CACCCACCACCATTTTCTTT 270

Ad09A16464 Aradu.A09 16464 p2 (TA)6 12 99202593 99202604 TGCTCGGATCGGTTATCTTC GGGGTAAACAAAAATCGCAA 155

Ad09A16465 Aradu.A09 16465 p2 (GT)6 12 99202923 99202934 TACAACACGCAAACGTGACA GCGCCATCTGGTTCCTATAC 264

Ad09A16467 Aradu.A09 16467 p2 (TA)6 12 99221870 99221881 AGCCGGATTTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 133

Ad09A16470 Aradu.A09 16470 p2 (GA)6 12 99234225 99234236 GATGACCGACAGCTTCAACA CGACGATTTTACCGTCGATT 273

Ad09A16474 Aradu.A09 16474 p3 (GAA)9 27 99246190 99246216 ACCTGATAACTAGAGCGCGA CGCCACTCTACCTCACACAA 200

Ad09A16475 Aradu.A09 16475 p2 (AT)8 16 99248180 99248195 TCCGCCTTCAATTAGGTGTT TGCAATACGCTTGCCTTTTA 267

Ad09A16479 Aradu.A09 16479 p3 (TCT)5 15 99286083 99286097 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 274

Ad09A16480 Aradu.A09 16480 p4 (AAAT)5 20 99287774 99287793 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 170

Ad09A16484 Aradu.A09 16484 p3 (ATG)6 18 99296860 99296877 GGTCCCTATTTTCGGAGAGG GTTGAAAAGTGCAGGGGGTA 186

Ad09A16486 Aradu.A09 16486 p2 (AT)8 16 99327374 99327389 TCCGCCTTCAATTAGGTGTT TGCAATACGCTTGCCTTTTA 264

Ad09A16487 Aradu.A09 16487 p3 (TAT)5 15 99328957 99328971 TGTTTGAATGACAAAAGCCG CTGACCCAAAACTTTTTCACTT 130
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Ad09A16492 Aradu.A09 16492 p4 (TAAC)7 28 99351570 99351597 CCAAAAGCATTCTCAAAGGC ACCTCCCTCACCCACCTTTA 276

Ad09A16493 Aradu.A09 16493 p3 (TCT)5 15 99358441 99358455 AAACCCACATTCCCACACAT GGTCTTGATGGCTCTTGGAG 268

Ad09A16497 Aradu.A09 16497 p4 (AAAG)6 24 99369986 99370009 CGTCTTTTTCTTTCCCAAACC TCTCCCTTCGTCGTCACTCT 274

Ad09A16499 Aradu.A09 16499 p3 (AAT)7 21 99374134 99374154 AAAAATACAAACATAAAACCCTCTTCA GGAAGGTCAGATATGTCTTGTGA 269

Ad09A16506 Aradu.A09 16506 p2 (AC)9 18 99419670 99419687 ATGTGCTAAGGGACACTGCC AAGAGCCGGAGTGAACACAT 170

Ad09A16509 Aradu.A09 16509 p3 (GAG)6 18 99425323 99425340 CTTGTTTGTGTGTTGCCGTC TTCCCCGTTTTCTTCTCCTT 229

Ad09A16510 Aradu.A09 16510 c (GAG)8(GTG)9 51 99425634 99425684 CAACTTGGTTAGACTTGATTAAATGG TTATTGTCACCACCACGTCA 279

Ad09A16515 Aradu.A09 16515 p2 (CT)6 12 99434884 99434895 AACATGAATGTCATTAAGCCAAA GAGGCGGAGGATAACAATCA 225

Ad09A16517 Aradu.A09 16517 p2 (CT)9 18 99460768 99460785 TGAATTAAAGCGCAATCACG GAAAAGGAAGGAGGGAAGAAGA 235

Ad09A16518 Aradu.A09 16518 c (T)16acaaatttgcctcctctaaataccaagttgcacatagagataaaaaaatttgacaatttataaaggaggg(A)1096 99484872 99484967 CCCAATTGCACATGACATTC GATGATGAGGCAGCAGATGA 278

Ad09A16523 Aradu.A09 16523 p3 (TTC)5 15 99505040 99505054 TTGACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252

Ad09A16525 Aradu.A09 16525 p3 (GAT)6 18 99510606 99510623 CAAGTCCGAGTTCTTGCTCC TGAGGTGAAGGAGGACGAGT 272

Ad09A16526 Aradu.A09 16526 p3 (TCT)5 15 99523941 99523955 TCCCACATAGCCGAACCTAC CTCGGAAGTGGAAGCTTTTG 212

Ad09A16531 Aradu.A09 16531 p3 (AAT)16 48 99560223 99560270 TGTAATAGTAATAATGGTGCTGTTGA AAGAGGTGGTATTCATTGAAGAAA 262

Ad09A16532 Aradu.A09 16532 c (A)10caagttgcaaaaattcaaaatattttgtaacaa(T)1053 99564462 99564514 TTTTGTAACAACCTGTTTTATTTTGTT CGAAACAATTTGAGTTTTTGAA 169

Ad09A16533 Aradu.A09 16533 p2 (AG)6 12 99565381 99565392 TCATGGATGAGGAGAGAGGC CCCATCAATGGTGACATGAA 266

Ad09A16535 Aradu.A09 16535 c (T)10gtttttctca(T)1030 99574389 99574418 TACTTTGGGGCATTTTGTCC TTGGGAATTGGGTACATGCT 205

Ad09A16538 Aradu.A09 16538 p3 (CAC)5 15 99590551 99590565 CAGAATCGAAATCGTCCCTC GTGTTGGTGGTGGTGAAGTG 234

Ad09A16539 Aradu.A09 16539 c (A)10tctcaacgttagggaccaaaacaatacttatatttttttttaattatcaaaag(TC)675 99591386 99591460 TTCTCTGTTCCCTTTCTTTCG CCCAGGTTGTTATTTTTGAATTG 269

Ad09A16543 Aradu.A09 16543 p2 (AG)9 18 99617989 99618006 GTAATATCCGGGCATAGCGA GAATTTTTCTGGGTCCGTCA 233

Ad09A16545 Aradu.A09 16545 p3 (ATT)13 39 99621342 99621380 TTCGCCAAGATAAAATTGCC GATGACGATGACGACAACAA 238

Ad09A16546 Aradu.A09 16546 p3 (ATT)8 24 99621586 99621609 TGTCGTCATCGTCATCATCA TCCCAAAAATGCAATTAACAAA 183

Ad09A16549 Aradu.A09 16549 p2 (TA)6 12 99633923 99633934 TCGTGGTTGTCAGGTCACTC TCACAATAAAAAGAATAAGATGCAAAA 219

Ad09A16553 Aradu.A09 16553 c (CAA)5taataatgatttatcaataaattataccttaaatgatataatctttttttacttacctagtaagttgtgaatttgaatttctttatctttgat(A)10118 99661559 99661676 GTCGAAGCAGGGTCTGGTAG TGCGTGTTTAACTCCTCCAA 272

Ad09A16556 Aradu.A09 16556 p5 (TTATC)5 25 99676931 99676955 GTGCTGCTGATCCTTCATCC ATCTAAAGGCAGCCAAAGCA 262

Ad09A16557 Aradu.A09 16557 p5 (TTATC)5 25 99688712 99688736 CCTGGGTGCTCCAGTGTATT AAAGGCGATTCCCCTAAAGA 122

Ad09A16558 Aradu.A09 16558 p2 (TA)11 22 99692701 99692722 AGGTTTGGGATTTATGGTCAA GAACTAACCGAGTGGCTCGT 258

Ad09A16559 Aradu.A09 16559 p2 (AT)8 16 99701784 99701799 ATCCACAACGTCGACATCAA GGCATATTGGGAATTGGCTA 241

Ad09A16560 Aradu.A09 16560 p3 (GAA)5 15 99702374 99702388 TTGGGTGGGTTTTGTAGAGC CAGCTGAAAGGGGAGAAAGA 147

Ad09A16561 Aradu.A09 16561 p2 (AT)7 14 99705047 99705060 AGCTCGGACATTACCACGAC ATTTTTGTTCCCTCGCCTTT 265

Ad09A16562 Aradu.A09 16562 p2 (CT)6 12 99708719 99708730 AGCTCATTGCTGGACCAAAC CACTACGCCACACTGCCTTA 145

Ad09A16563 Aradu.A09 16563 p2 (AT)12 24 99713866 99713889 TTCCAACAGCATCAGCAGTC GGGGGTTAGGAATTGTATTGTG 280

Ad09A16564 Aradu.A09 16564 p3 (ATT)12 36 99720497 99720532 AGTCTTGGCCACATTATCCG TAGGCCCATAGCCATAAACG 130

Ad09A16567 Aradu.A09 16567 p2 (CT)7 14 99739851 99739864 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 127



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A16569 Aradu.A09 16569 p3 (TTC)6 18 99784734 99784751 TGACGTTAACACTCACCATGC TTTTTGTCGAACCCAAGAGC 158

Ad09A16572 Aradu.A09 16572 p2 (AT)7 14 99821749 99821762 CCTTTGTCGGTCGATCATTT AAGGGTACGAAAAATTCCCG 198

Ad09A16575 Aradu.A09 16575 p3 (AAG)5 15 99854468 99854482 GAATCACCCCAAAAAGCGTA ATTTCCCACCATTCAAACCA 247

Ad09A16577 Aradu.A09 16577 p2 (TA)10 20 99859826 99859845 TTTCTTTCAAGGCTCCCAGA GAATCACCCCAAAAAGCGTA 167

Ad09A16578 Aradu.A09 16578 p2 (AT)6 12 99861277 99861288 CACTCACCACATCACTTGAGC GCTGAATTTTTGCAAACGAA 224

Ad09A16579 Aradu.A09 16579 p3 (AGA)6 18 99874796 99874813 CCCTTTCCCTTTTCTTGAGG AAACCCCTCTCCCTCCACTA 260

Ad09A16584 Aradu.A09 16584 c (T)10caatcaatcagggtgctctataggtaaaatccttaaaaaatttcattattttgactaagctta(AT)991 99954744 99954834 AGCTCAAAAACATGATCCACAA GAGTTCACCAAGGACGGTGT 280

Ad09A16585 Aradu.A09 16585 p3 (TCT)6 18 99963873 99963890 CCCATAAACCCCACCTACCT TTAGAATGTTGCTCGCCCTT 240

Ad09A16588 Aradu.A09 16588 p2 (TC)6 12 99975995 99976006 TTTTGTTAAGTTCCTCCTTCTTTCA AAAGAAGAATTAGAGAAACGCCAA 245

Ad09A16590 Aradu.A09 16590 p2 (AG)6 12 99990910 99990921 TGAAGCAAGAAAAAGCAGTGAA GCCCAAAGCACTCTGTCTTC 266

Ad09A16591 Aradu.A09 16591 c (A)11ccgaaaaaaagaaaaaaaccgagaaaaaaaaatg(A)1055 100021565 100021619 TGGTTCATGAATGTTGGCTC TTTGCCAAAGTCCCCAATTA 246

Ad09A16596 Aradu.A09 16596 c (A)10ttattttctaaccaattttaaaactactttttcgaaatttttttttat(A)1068 100098238 100098305 CTTGGTGTTTTCCCTCCAAA CGAAACAAAATAAAAGAAATTGAAA 226

Ad09A16600 Aradu.A09 16600 p5 (AATAA)5 25 100119643 100119667 CTACTGACTCCGATGGAGGG TCCTAACCACTTTCTCTCCCC 272

Ad09A16601 Aradu.A09 16601 p3 (TAA)7 21 100125010 100125030 GTCCGCGTTTAAAAAGGTCA AAATGTGTCACGTCATAAAGGG 231

Ad09A16602 Aradu.A09 16602 p3 (CAT)7 21 100145523 100145543 GACTCAGGCTGACCGACTTC GAGCTCGACCTCTCCCTTTT 176

Ad09A16603 Aradu.A09 16603 p3 (AGA)7 21 100151674 100151694 TCTCCCATAACTCGGAGGTG CCCCTCTTCTAAACCTTGGC 235

Ad09A16607 Aradu.A09 16607 p4 (AAAT)5 20 100193352 100193371 CCCCCTCTTCAATTCCAACT CCATCCTTAACGAGAGCCAA 243

Ad09A16610 Aradu.A09 16610 c (T)10ctatatgtttgcatttttccaaaagtaattttcgaaaaattc(A)1062 100215258 100215319 TTTGGACAACTGACGGTTCA ACACCATGCATGAGTTTTCG 277

Ad09A16614 Aradu.A09 16614 p2 (AG)6 12 100242290 100242301 TTTTTGGGGAAGAGGTGTTG AAAACAACCAGCAATCTGGC 186

Ad09A16618 Aradu.A09 16618 p2 (TA)6 12 100270291 100270302 CGACCTGTGAAGCTAAGGCT TAGCTTTTCCGGGACCTTTT 247

Ad09A16619 Aradu.A09 16619 p5 (AAGAT)6 30 100271639 100271668 CACAGGAAAGCCCAAAGAAG CCTGGGTGCTCCATTGTATT 207

Ad09A16621 Aradu.A09 16621 p2 (AT)9 18 100276540 100276557 TTTCGAAAATAAGGAGCACTAGA TCGAAAATTTGAGGAGAGAGAAA 272

Ad09A16622 Aradu.A09 16622 p3 (AGT)5 15 100283305 100283319 CCCAAAACACAGGTTGTTGA AACAAAAAGTATTGCCACCACA 271

Ad09A16623 Aradu.A09 16623 p5 (AAGAT)5 25 100293999 100294023 CGGCTAAGTCACAGGAAAGC CCTGGGTGCTCCAGTGTATT 211

Ad09A16625 Aradu.A09 16625 p3 (GAA)5 15 100320516 100320530 CTAGAGGTTTCTCCGGCCTT GTCACACCTCCACCCACTCT 280

Ad09A16626 Aradu.A09 16626 p2 (AG)6 12 100329421 100329432 AGGAGGAGAGTTAGAGGCGG TCACCATTCCCTTCGTCTTC 163

Ad09A16627 Aradu.A09 16627 p2 (GC)6 12 100329590 100329601 GACGAAGGGAATGGTGAGAA CTCTAAGCCCCTAGCCCAAC 242

Ad09A16628 Aradu.A09 16628 p2 (AG)7 14 100333743 100333756 GAAGGGTGTTATGGGAGGGT TACACGCTAAAACGGTGCAG 128

Ad09A16633 Aradu.A09 16633 p3 (TAA)9 27 100374407 100374433 TGTGATGCATATATAACAATGTCAA TTGATCGGCTAATTCGAACC 201

Ad09A16636 Aradu.A09 16636 p6 (GGGAAA)5 30 100400277 100400306 AAAACAAAAGAGCGGGGG CTTCTTTCTTTCGACGACGG 164

Ad09A16641 Aradu.A09 16641 p2 (AT)9 18 100412183 100412200 TCCATAGCCACCATAGACACC GGTTCGGTGAATGAAGAAGG 280

Ad09A16642 Aradu.A09 16642 p2 (AG)15 30 100420444 100420473 GCCTCATCTCTTTTGACGCT AACACCGATTCACCTCCAAG 248

Ad09A16644 Aradu.A09 16644 p2 (AG)9 18 100427746 100427763 CATGAACAGATGGTGATGGG TTTGCATACAAAATCGTCCC 165

Ad09A16648 Aradu.A09 16648 p2 (AT)7 14 100442358 100442371 TGTGGCGATCGTATCACATT TTTGACATGTTATTCTTCTTCAAGTTT 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A16649 Aradu.A09 16649 p3 (TAT)5 15 100442788 100442802 CCCAACTTAACATGTAACAGCG CATGTGCATAAATTCTGAAAAAGC 234

Ad09A16651 Aradu.A09 16651 p2 (TA)6 12 100450270 100450281 GAGCAACATGAGTTCACAGCA CCAGGAAGCCAAAAATTGAA 237

Ad09A16652 Aradu.A09 16652 c (CTA)15(TTA)9 72 100454535 100454606 CAAGCTGATTTAGGCCTTGC GCATTTGAATCTCTGCTTGCT 256

Ad09A16654 Aradu.A09 16654 p3 (TAA)15 45 100458219 100458263 TATTGCCACGCTCTACCTCC ATGGATGTTGTATGTTGGCG 276

Ad09A16657 Aradu.A09 16657 c (A)11ctttaatattaagtc(T)1036 100462688 100462723 GTGTGGCTCAGCTGATGTGT GTAGGCGAACTTGTTCCAGC 277

Ad09A16658 Aradu.A09 16658 p2 (AT)9 18 100463264 100463281 TTTCCCTGTCTTTACGGAGC TGAATTCAAGATGAGAGAGTTTCG 265

Ad09A16660 Aradu.A09 16660 c (T)10acttttcttcaaaggctcctagttgtaaactttttcaaactatat(TA)667 100491324 100491390 AGTGTTGCGCTTTTCGTTTT AAGCAAAATTGGGATTACGAGA 273

Ad09A16662 Aradu.A09 16662 p3 (AAT)5 15 100500001 100500015 AAAACCAATCCTCTTGGGCT TATGGGATCCATTGCCAGTT 153

Ad09A16663 Aradu.A09 16663 p2 (CT)7 14 100501120 100501133 CGAAATCCCTCCGATGAATA TCCCTCCTAATTCCCAAACC 196

Ad09A16664 Aradu.A09 16664 c (T)10gaagtaaaaatgacaacaaaaaatcaaggtgaaaaaaatacaacgtaagcga(AT)980 100502839 100502918 TTGTGGCTGGTATTTAGGTGC CTGATGCATTGAGGCGAAG 146

Ad09A16665 Aradu.A09 16665 c (GA)6tcgggc(AG)630 100504750 100504779 TGAAGTCTGTTCTGCCGTTG GGTTCTGCCTCCTCTCCTCT 250

Ad09A16668 Aradu.A09 16668 p2 (AT)6 12 100535077 100535088 GGGTTTATCAACCTCCCCAT TGTGCTTTAATATAATTTGGCCC 244

Ad09A16672 Aradu.A09 16672 p4 (AATT)5 20 100559069 100559088 TGAATTAATGCTCAAAGATGGC GCTTTGCTTCGCTCTCAGAT 273

Ad09A16673 Aradu.A09 16673 p3 (AAG)5 15 100560005 100560019 TGGAAGCTATGAAGCTCTTGC TAAGCTGTGGGATCAGGCTC 255

Ad09A16674 Aradu.A09 16674 p2 (TA)6 12 100574684 100574695 GCCCCCACTTACTCCAAGTT AACCCTGGATAGTCACTGCG 163

Ad09A16675 Aradu.A09 16675 p2 (TG)14 28 100575104 100575131 CGTTGAGGGTTGTTCCACTT TCACTGAGATGCAGAATGCAC 264

Ad09A16676 Aradu.A09 16676 p2 (TC)28 56 100576692 100576747 TTGTTGCATTCTCCTTTCCC GAAGAAGAAGATGGCGATGG 280

Ad09A16677 Aradu.A09 16677 p3 (GTT)7 21 100611404 100611424 TCTGCTTCTCCGGACAATTT ATCATTCCCACAGAACCGAG 257

Ad09A16678 Aradu.A09 16678 p2 (TA)6 12 100620988 100620999 GATGGTTGCTTCAAATGGGT TTGCCTGGATAAATGAAGCC 167

Ad09A16680 Aradu.A09 16680 p3 (ACC)9 27 100628722 100628748 CCAACACAAACACCACCACT TTATGGTGAGGAGGTGAGGG 194

Ad09A16682 Aradu.A09 16682 c (TCA)6acagaaaattcaaacaacattcacttt(GAA)560 100629201 100629260 TCACTTGCAACAGATCCTCG TCCTCTTTATATCGCCGCAC 248

Ad09A16684 Aradu.A09 16684 p2 (TA)6 12 100640776 100640787 TAAGACTCGTTGGTGAAGCG AGCGACGTTAAAGCGAGAAA 243

Ad09A16686 Aradu.A09 16686 p2 (AG)8 16 100646713 100646728 CACCGATTCGATTCAGTTTTT TTTGTCGGTGCAACTTGAAT 280

Ad09A16687 Aradu.A09 16687 p3 (GAA)5 15 100648166 100648180 GGCCGGTAGAAATTAAAGAAA TGATTATAGGGGTATACCATTTTTGG 280

Ad09A16689 Aradu.A09 16689 c (T)10ccacttaattttcgaaaaacac(A)1042 100666513 100666554 AATTCCTGGACCGGAGTCTT GCATGCAATTGACACCAAAC 193

Ad09A16690 Aradu.A09 16690 p2 (CG)7 14 100678237 100678250 CGAGACACGTCAACACACAA TCCTAAGGGAGAGGAGAGAGC 266

Ad09A16693 Aradu.A09 16693 p2 (AT)10 20 100695543 100695562 ACCCGTGGATCATACCAATC GCATGCAGAGTGGGATAGTG 200

Ad09A16694 Aradu.A09 16694 p2 (AT)9 18 100697062 100697079 GGATTCTACTCAGTGGCGGA CGATGAAAACTAAAATCCATTGAA 247

Ad09A16695 Aradu.A09 16695 p2 (AT)6 12 100700479 100700490 TCTAAATTGTTCTTGGTCATAGGATT TTGGCAGATATGCTGTTGGT 107

Ad09A16696 Aradu.A09 16696 p2 (TA)7 14 100700767 100700780 AAGAGTTGGCAGAAGTTGGC CAGTCGCAGGTCAAATGAAA 252

Ad09A16697 Aradu.A09 16697 c (A)10tttttactaacgtagtatttaaatttgatttactgtatattatttatttctaaaataaaatttaagtacaaaatagatttttaggatcatc(T)15116 100701989 100702104 TTGATCAAGGAGTTGACAGCA TTGCAGGTGAGGAACACTGA 276

Ad09A16699 Aradu.A09 16699 p3 (GAG)6 18 100715129 100715146 AAGAAATCACAATGGGCTGG TGTCCAGGCACAGCTAGGTA 256

Ad09A16702 Aradu.A09 16702 p3 (ATA)7 21 100721492 100721512 AGCACATGGGAAACAAAAGG CCCCATGTTCATATGCCTCT 250

Ad09A16708 Aradu.A09 16708 p3 (TAA)5 15 100740998 100741012 CCCATTTCACCTCTGTTCGT TTTCCAACGTTTCTTTCTGTTAGA 169
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Ad09A16711 Aradu.A09 16711 p3 (CTC)8 24 100751681 100751704 TTACCAAAGGGTGCAGGAAG TAGTTGGGCAAAAGGGAGTG 172

Ad09A16714 Aradu.A09 16714 p2 (CT)10 20 100763568 100763587 CCAGGTTAATCCGACGGTAA TAGCAGATTCCATGAGCACG 254

Ad09A16715 Aradu.A09 16715 p2 (CA)6 12 100774701 100774712 ACTGACCGAACACCAACACA TGGCCACAGAAAGTGTGTGA 258

Ad09A16717 Aradu.A09 16717 p2 (AT)7 14 100794290 100794303 GGTGTCTTAGGAGGCCATGA TTGGAAAGACGACTCGGACT 174

Ad09A16720 Aradu.A09 16720 p3 (ACA)5 15 100821677 100821691 ATAGCGTACGCGTGTTTGAA TTCGCATACCTACTAAAATGACCA 277

Ad09A16723 Aradu.A09 16723 p2 (AT)6 12 100845514 100845525 CTCACAGAAGAGGGGAGTGG TGCTCTGAAAATGCGAGAGA 272

Ad09A16724 Aradu.A09 16724 p2 (TA)8 16 100866464 100866479 TCGCACTTTTCACTTTTGCTT TTTGAATCTTAATGCCGTTTTT 192

Ad09A16726 Aradu.A09 16726 p4 (AAAT)6 24 100885208 100885231 AGTGGTGCAAAAGATAACCCA TTCACACACATCCGAAAGTCA 225

Ad09A16727 Aradu.A09 16727 p2 (AT)6 12 100887112 100887123 GGTGTCTTAGGAGGCCATGA TGTTGGAAAGACAACTCGGA 173

Ad09A16730 Aradu.A09 16730 p3 (TAT)5 15 100888559 100888573 TGTCCTCCTCGAGATAGCGT TAAAGGCGTACCGTAATGGC 271

Ad09A16733 Aradu.A09 16733 c (T)13cattttgtttca(T)1035 100890432 100890466 TTCCTCAATCCATGAAACCC TGCAACTATTCCATCCAGTCC 194

Ad09A16734 Aradu.A09 16734 p3 (GAG)5 15 100892618 100892632 CAGGAGGCATGTAAGGTGGT TTCACCTGCAGCTTTCAATG 262

Ad09A16736 Aradu.A09 16736 p5 (TGGAT)5 25 100894264 100894288 CAATTGGCTATCACAAGGCA AACTTGCATTGGCTCTGACC 156

Ad09A16738 Aradu.A09 16738 p3 (GGT)6 18 100895162 100895179 ACAATGGGGAGTTGTTGCTC AGCATCACATGTGTCGGTTG 242

Ad09A16739 Aradu.A09 16739 p4 (TAAT)5 20 100895320 100895339 CCGACACATGTGATGCTGA ACTGGGACCAACCCTTCTTT 255

Ad09A16740 Aradu.A09 16740 p2 (AT)6 12 100898683 100898694 TGCCAATTGATTCAGTCTTTT GAAAATTTTAGGAGTGGGGG 279

Ad09A16741 Aradu.A09 16741 c (T)10ctctcccgcatatgctcatcatatacatatatatgcatgcttaattagtaagctgttaagccgcctttagctttcttttttattt(TA)8111 100910428 100910538 TGGTGGGATTTACGGTTTGT AGCATGGAAATTAAAGGCGA 217

Ad09A16743 Aradu.A09 16743 p4 (AAAT)11 44 100914076 100914119 CAAAATCCCGAATCATGGTC GCGGTTTATCAAGTTCTGGG 257

Ad09A16744 Aradu.A09 16744 p4 (AAAT)7 28 100920469 100920496 ATCCCAAATCATGGTCCAAA TGCACGCAAAACTGTCCTAA 279

Ad09A16746 Aradu.A09 16746 p2 (AT)10 20 100931521 100931540 GCATATGATGCATGCCTGTC TTTTCCTGGGTGAAAGCAGT 223

Ad09A16748 Aradu.A09 16748 p2 (TG)6 12 100999276 100999287 TCTCTGTTGCAGTGAGTGGG CTTACCCGGTTACCCTTTCC 100

Ad09A16749 Aradu.A09 16749 c (T)10ctttcttttttttcgtctc(T)1039 101001926 101001964 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 226

Ad09A16750 Aradu.A09 16750 p3 (GAT)5 15 101014034 101014048 GCTTACATGTGTGATTAAAATGCG CATCCCGTCGACCTAATCAT 245

Ad09A16753 Aradu.A09 16753 p3 (AAC)5 15 101021414 101021428 AGTTGTTCCACAGTTCACATGG TGGGATCCGTTTTGGAGTAG 203

Ad09A16754 Aradu.A09 16754 p3 (ATA)23 69 101022036 101022104 CAAAGCTCAAACGAACGGAT CACCATCACCATGCATTCTC 249

Ad09A16758 Aradu.A09 16758 p3 (ATG)11 33 101033930 101033962 CATCCAATGAGCAACACCAG CTCATCCTCGTTCTCATCCC 252

Ad09A16761 Aradu.A09 16761 p3 (AAG)5 15 101043933 101043947 ATAGGTTGTCATTTTGCGGC CACCAAGGCCAAACCATAAT 270

Ad09A16762 Aradu.A09 16762 p4 (AAAG)5 20 101044806 101044825 CACAAGAGGGTAGAGCGCAG AATCTCGGTGGACTCACCAC 158

Ad09A16763 Aradu.A09 16763 c (TA)9(AT)6 30 101045774 101045803 TTACCCCCTATTTCCATCCC CTGAGCCTTTGCGAATAAAA 264

Ad09A16768 Aradu.A09 16768 p2 (AT)7 14 101067942 101067955 TTCGACCCAAAAACATTCCT CCTCCCACCATCTCACCTAA 116

Ad09A16769 Aradu.A09 16769 p2 (AT)12 24 101076229 101076252 GGAACTGGTCTTGCCGAGTA TGTTCTTATTCCATCGCACG 264

Ad09A16770 Aradu.A09 16770 p3 (TTA)5 15 101088293 101088307 CCATGATGGAGAAAGGGAGA TTTGAATCCCTTGGGTTGAC 270

Ad09A16771 Aradu.A09 16771 p2 (AG)12 24 101088412 101088435 CCATGATGGAGAAAGGGAGA TTTGAATCCCTTGGGTTGAC 270

Ad09A16773 Aradu.A09 16773 p3 (TTA)5 15 101101806 101101820 TGTTGAATTGTGTTTGAGTGTATTTT TTGTGTTAAGGAGGGACGATTT 230
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Ad09A16775 Aradu.A09 16775 c (TA)7ttttttaatttgattcttacactattttctttttcaattaaatctttctttacagtaattaatttaaatgtataaagt(A)12104 101105912 101106015 TGTCGGTCCTATAATTTTGCG TGATTTGCATAAGAAATTGAGGAA 274

Ad09A16776 Aradu.A09 16776 p2 (TC)6 12 101106304 101106315 CCCCTTCATGTGTCCTAAATC CTTCGGCACATAAAATCCGT 166

Ad09A16777 Aradu.A09 16777 p3 (TTA)5 15 101116129 101116143 CTGGCAATTTTGCTGCACTA TCTCAGTTTGCTTTGATCTTATTTTC 279

Ad09A16780 Aradu.A09 16780 p2 (TA)10 20 101125124 101125143 GTAGGGTTTGGGGTTGTGAA TGATTTGGTTTAACGACGCA 265

Ad09A16783 Aradu.A09 16783 p3 (TAT)19 57 101135963 101136019 ACATTTCTTGAGGCCACCTG TGTTAACGGGCTTAGCCAAC 192

Ad09A16785 Aradu.A09 16785 p2 (AT)7 14 101151509 101151522 CTCGTATTCCCCAAAATCCC TATCCGCTCATCATCTGTGC 173

Ad09A16787 Aradu.A09 16787 p3 (GTT)5 15 101173641 101173655 CAGTCTGTTGTGCTTTCCCA AGAGGGGAAGCTCTTTCAGG 228

Ad09A16788 Aradu.A09 16788 p2 (AC)8 16 101174630 101174645 AAAGTCCCAAATGCATGCTC TCATTCCTGTAGGGCCTGAG 136

Ad09A16789 Aradu.A09 16789 p3 (TTC)8 24 101181265 101181288 CTCCATGGGATAGCGTCATT GGGATCGACCTCACTCATGT 244

Ad09A16791 Aradu.A09 16791 c (GA)10gtgtggtggag(GTT)546 101186719 101186764 TTGTTGCTGTGAATGGTGGT ACTTTCCCTTCCTCCCTCAA 167

Ad09A16792 Aradu.A09 16792 p3 (ATA)5 15 101187205 101187219 GCGTTTGAATCTTTCGGGTA TTAACATCATCCTAAACGGTATTTT 241

Ad09A16795 Aradu.A09 16795 p3 (AAT)5 15 101191171 101191185 GGCACTCTTGTTGAAGCTGA AAACTTGGACGTTGGCTTTG 238

Ad09A16804 Aradu.A09 16804 p3 (ACA)5 15 101236250 101236264 GGGTGGGGTAAGTTTGCAGT TGCCATTTTTAAATACGGTTTG 278

Ad09A16806 Aradu.A09 16806 p2 (TA)8 16 101254206 101254221 ATACTCCTGCTGGTGGTTGG GCGAAGATAACCGGTCTGAG 278

Ad09A16807 Aradu.A09 16807 p3 (ATT)6 18 101258685 101258702 TGCTGATCTTGTAACGGTCC TACGTCACCGTCAACTTCCA 234

Ad09A16810 Aradu.A09 16810 p3 (TTC)5 15 101272316 101272330 TTCACCTTGGCCGAAACTAC CTCGAAGGTGGAAGCTTTTG 212

Ad09A16812 Aradu.A09 16812 c (TA)9tn(AT)7 34 101313817 101313850 ATTGAAAAGCGCAACACTCC TCCTTTTGGGTTTCCTGTTG 222

Ad09A16815 Aradu.A09 16815 p3 (TCA)5 15 101329764 101329778 TTCGGAGGAGGAGGAGGTAT CAGCATGGATAATGTGGTGG 225

Ad09A16816 Aradu.A09 16816 p3 (ATT)5 15 101335824 101335838 TTGGATGTTGGCTTTGTGAA CAGGAACAAGGAAAAAGGCA 198

Ad09A16821 Aradu.A09 16821 p3 (TTC)6 18 101375611 101375628 AAATCGATGGCACACAGTGA TTCTTCCTCACTCACCCACC 241

Ad09A16822 Aradu.A09 16822 p4 (TTAT)6 24 101379904 101379927 TCCATCTGTGCTTCCAACAG TGAATATGAGAAGAAGGAACCCA 255

Ad09A16829 Aradu.A09 16829 c (ATT)10atc(ATT)548 101398543 101398590 GGAGATAAGTGTGTATGTCCAACAA GTCGCAGGTCAAAGGAAAAT 280

Ad09A16831 Aradu.A09 16831 p3 (AAT)14 42 101411605 101411646 TGCACTCAGCACACCTTTTC GGCTAGGGTTTTGGTTTGGT 251

Ad09A16836 Aradu.A09 16836 c (T)10atttctatttttatagcttaaacaatgttacaagaagctcaggtatgaataaaactg(A)1077 101422397 101422473 GCATGTCATCAACACTGCTCA GGCAATGCATGAGAGATCAA 192

Ad09A16841 Aradu.A09 16841 p2 (CT)8 16 101456503 101456518 TTCTGACCCAGTTTTCAGCC AAGAACCTGGGATTGAGAATCA 199

Ad09A16843 Aradu.A09 16843 c (T)12gcatattttaccacttggttgaagtaata(T)1051 101460160 101460210 GCATTTGCATGATTGATTGC GGCTCAAAGTCTCACTGGTTTT 206

Ad09A16844 Aradu.A09 16844 p2 (CT)6 12 101462189 101462200 ATCACTAGCCAAAAGCGGAA GCATTTTGTCCCCTCCTTTT 278

Ad09A16845 Aradu.A09 16845 p4 (TTCA)6 24 101466762 101466785 AAACGATGCCAAATTCCAAA CGCACTTGTTTTGTTCGTTG 198

Ad09A16855 Aradu.A09 16855 p2 (TA)6 12 101475962 101475973 TGGCCAATTATTACCATGCC TGGATGGGACTTTTCATAACG 247

Ad09A16863 Aradu.A09 16863 p3 (ATG)5 15 101521682 101521696 CAACCATAGCCACAGGAATG TACTCCGGCTTTCGTGAAGT 210

Ad09A16865 Aradu.A09 16865 p2 (CG)6 12 101529982 101529993 TGCAAGCCTTAGTCCAAATG AGTTTGGACAACTGACGGCT 240

Ad09A16867 Aradu.A09 16867 p3 (TAT)6 18 101539625 101539642 GGTGCCTACGACGACTCAAT AAGCTGTGCTGCATGTATGG 266

Ad09A16869 Aradu.A09 16869 p2 (TA)6 12 101541693 101541704 CTCCAGTTGCAAACTGTCCA GCCTGCATCTACTGCTAATGG 154

Ad09A16870 Aradu.A09 16870 p3 (TCC)5 15 101547460 101547474 TGTTTCCTTCTCATCCTCCTTC ATGGTGGTGGTGACGATGAT 130



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A16871 Aradu.A09 16871 c (TCA)5tc(T)10gttattcatcttttctttcttgtttcaccttctcaaattttttcttgttttactctcttaacacgaataaaaataatgaacctacattcacaact(A)10132 101548171 101548302 CGGTTCATCTTGTTGCTCAG TGAAGATCATGAAGAACACATGC 280

Ad09A16873 Aradu.A09 16873 c (A)10tcaatactacaaaattactagaaagaaaatg(A)1152 101550069 101550120 TGGCAGCCTAATAATGCACC CACACGCACATTTCGCTAAT 267

Ad09A16875 Aradu.A09 16875 c (TAA)7(TTA)9 48 101560466 101560513 GTCGTTCCGAGTTTCAGGTC TCCAACGTTTTTCTCCATCA 276

Ad09A16878 Aradu.A09 16878 p3 (TAA)7 21 101565120 101565140 TGCTGCGTTATTCCTGTCTG TACTGTCGTCAACCTTCCCC 136

Ad09A16882 Aradu.A09 16882 p2 (TC)6 12 101594601 101594612 GAAGTGGCAGTTTCTGACGG CGTCTCGTGATCACCACTGT 275

Ad09A16884 Aradu.A09 16884 c (TC)8ccctctccttcctccc(CT)6cctttccctcccatctctt(TC)6ttttcttttctctctttctctctctcactcctctctttcttttttcttctt(TC)6138 101599558 101599695 CCTTTCTCCTCTTGTTTCCCTT GGGATAGAGATTGAGAGAAGGTTG 276

Ad09A16885 Aradu.A09 16885 p2 (AG)6 12 101599996 101600007 AGGAGAGCAAGAGGATGGG TCTCTCTCCCTTTCCCCTCT 208

Ad09A16886 Aradu.A09 16886 p3 (GAA)5 15 101603701 101603715 TTTTTGTGCTTGTTGCTGTTT CAACGTCATTTTGAACAACCA 244

Ad09A16887 Aradu.A09 16887 p2 (TC)13 26 101619028 101619053 GTATGGGGGTGATTGACGAC CAGAGCAATGGAAACAAAGC 277

Ad09A16889 Aradu.A09 16889 p3 (AAT)5 15 101619933 101619947 TCATCCTCTCACCACCAGAA TATCATCACCATCGTCCGAA 161

Ad09A16890 Aradu.A09 16890 p2 (TA)6 12 101621306 101621317 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 137

Ad09A16892 Aradu.A09 16892 p2 (GA)6 12 101631629 101631640 TAAACTCCGTCCGTACCTGC AACACACTCCAACTCACCCA 264

Ad09A16894 Aradu.A09 16894 p2 (AT)8 16 101633298 101633313 AGGACCAATTTGAAAAACGAG AACTTAGCATTGGAATGGGC 270

Ad09A16903 Aradu.A09 16903 c (TG)10(TA)9 38 101708917 101708954 GCTGCAGCATTGAGTCCATA TTCTTTCAACTCCGAAATGTGTT 238

Ad09A16904 Aradu.A09 16904 p3 (TTA)11 33 101709088 101709120 TTTGTGTGTGTGTGTGTGTGTG AATGACCAATTTTAGTGATTGATTTT 265

Ad09A16911 Aradu.A09 16911 p3 (TTG)5 15 101755000 101755014 GTGTAGCACAAACCCCATCC AAAGGGCAACTGCTGAGAAA 238

Ad09A16912 Aradu.A09 16912 p2 (TA)11 22 101770886 101770907 TCTTAGCTTCCCAGGTTCCA GAGATGGGGTCACCTTGTGT 280

Ad09A16914 Aradu.A09 16914 p2 (TC)6 12 101786732 101786743 GCCTCCGTTAATTCATCATCA TTGTCCATTGTTAGAAGAGGTTGA 271

Ad09A16915 Aradu.A09 16915 p2 (AT)6 12 101793557 101793568 AAGCTCATGAATAAGGGGCA AAATGAGTGACGGCTGGAAT 221

Ad09A16918 Aradu.A09 16918 p2 (AT)6 12 101809053 101809064 GGTCTCCCCTTCACACAAAA TGCACAGTACCTAGGCAGTCA 134

Ad09A16919 Aradu.A09 16919 p2 (TA)6 12 101810365 101810376 AACGTTTAATTTTAGTATGTGGTTGAA TTCAAAGAAGAGGTTATTTTTCGG 233

Ad09A16921 Aradu.A09 16921 c (TA)9atcatttcaattcttcatcccaatctcttctcaaacttc(T)1168 101816713 101816780 CTCCATGCTAGATGGGGAAA GTCGACCACCTGAACATCAA 162

Ad09A16922 Aradu.A09 16922 p3 (AGC)5 15 101817002 101817016 GGAAGAACGGACAACGAGAT ATGATCCCCTTCATGTCCAA 206

Ad09A16923 Aradu.A09 16923 p2 (TA)6 12 101818633 101818644 TCCAACTGAATAAATTTGGATTAGG AATGCGATACGTGAATTTCG 260

Ad09A16924 Aradu.A09 16924 p2 (TC)18 36 101822215 101822250 TTATCCTTCTCTCCACCGCT CCCTTCGCAAGTATGGGATA 252

Ad09A16925 Aradu.A09 16925 c (AG)6g(GA)6 25 101823044 101823068 GGGTGATGGTTGGTGGTTAC AAGTTCTAAGCGCCGACAAA 269

Ad09A16928 Aradu.A09 16928 c (CTT)5tt(TCA)6acttctttttttttcttatcatttttttcttattttatcttctcaggtttctttttattttactcttttaacaagaataaaaat(A)10129 101834090 101834218 TCAAAACTCTTCTTCTCACTTTTCC TTTGCAGCATTATGTGTTTCTTC 205

Ad09A16931 Aradu.A09 16931 p3 (CTT)7 21 101846615 101846635 TTTAATTTGAGTTCCGGGCA AGGACCGATTCGACCTTCTT 261

Ad09A16932 Aradu.A09 16932 p2 (AG)6 12 101862574 101862585 ATTCCTGCAAAAAGAAGGCA GCTCTTTTCCCCCAATTTTC 263

Ad09A16940 Aradu.A09 16940 p2 (AG)7 14 101913659 101913672 CAAGCCCGAAAAACACAAAT TCTGAACAGGGTAAATGGAGG 198

Ad09A16941 Aradu.A09 16941 p3 (GTT)5 15 101929581 101929595 CAATTTGCGACTTTATGCCC AAAGAGGGCAACCATTGAGA 273

Ad09A16945 Aradu.A09 16945 p3 (GAA)5 15 101957327 101957341 AAGAGAAAACGCACGAAGGA TATACGATTTCCATGGCGTG 139

Ad09A16946 Aradu.A09 16946 p3 (ACA)5 15 101958476 101958490 TCCTGAATGAATGCTTGAACA TTGGCTTTTTCTGCTTGCTT 248

Ad09A16947 Aradu.A09 16947 p3 (TGG)6 18 101958835 101958852 CCTCGTCGCACCTAGCTATC AACTGCCACTGCTGGTCTTT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A16950 Aradu.A09 16950 p2 (AG)11 22 101965683 101965704 TCCCCAACGTTGTATTTGGT CGGCGAGACTTTCTTCTCTC 199

Ad09A16951 Aradu.A09 16951 p3 (GGT)5 15 101965873 101965887 GCTTTGAGGGAGTGCTTTTG CAAGCATTCTGAGTTTGGCA 269

Ad09A16952 Aradu.A09 16952 c (T)12aatctgaatctgtta(TTG)542 101966388 101966429 TGTTGTTGTTGGTGTTGTTGG CAAAACTCAAGATTGTGATGAACA 235

Ad09A16953 Aradu.A09 16953 p3 (AAG)5 15 101966597 101966611 TTGTTGTTGTTGTTGGATTTGA CCATTTTTCACCCGTTCTTC 245

Ad09A16954 Aradu.A09 16954 p3 (TAT)5 15 101967940 101967954 TTGTATTGGACTGAAAGTTAGTTAAAA TTTAGTTGGGTCCTTATAAAATTAAGC 263

Ad09A16961 Aradu.A09 16961 p3 (CAT)7 21 102033300 102033320 CCAATTTTACCCCTCCTTCA GGGGAAAAAGGAGAAGAGGA 120

Ad09A16962 Aradu.A09 16962 p2 (AG)20 40 102047973 102048012 AATCTGCAAATCGGGCTTTA ACATGAGAGAAATGGGACCG 188

Ad09A16963 Aradu.A09 16963 p3 (TTA)7 21 102049983 102050003 CTTGCACTATCTGCAAGGCA TGCATTTGATTTTCAAGTACGA 258

Ad09A16964 Aradu.A09 16964 p2 (AT)6 12 102051104 102051115 AAAACTTTAGTATTAATATTCACCGCA TGTGGACGACTCATGTTTTCA 212

Ad09A16966 Aradu.A09 16966 p3 (GAG)7 21 102052051 102052071 TTGGTGGTTTTGCAGCATTA TTCGGTGTCGAAATTGAGAA 259

Ad09A16968 Aradu.A09 16968 p2 (TC)10 20 102068618 102068637 AAACCCCACTTTGCTCCTTT GGGTTCGAACACCGAAGTAA 202

Ad09A16969 Aradu.A09 16969 c* (ATTT)9(TTA)15*79 102069312 102069390 TCAATTGGAACGGCTTTCTT TCAGAAACACTGCATCACCC 229

Ad09A16970 Aradu.A09 16970 c (T)11c(A)12 24 102070284 102070307 ATCCCACCAATTGAGGTTGA GGTTGCTCAACCAAAAGACAA 218

Ad09A16976 Aradu.A09 16976 p3 (AGA)5 15 102076541 102076555 ATGCAACAACAACCGCAATA TTCATGTTCCTCCTCCAACA 109

Ad09A16978 Aradu.A09 16978 p2 (AG)6 12 102079620 102079631 CAAGAAGGAGGGTCAGAGGT CAACCCCCTTCTCTTAACCA 251

Ad09A16979 Aradu.A09 16979 p3 (AAT)13 39 102092537 102092575 TTGAAAGGAATTTTGTTCCCTC TGAGCAGACAAAGACGATGG 245

Ad09A16981 Aradu.A09 16981 p2 (TA)13 26 102094203 102094228 CAAGGTTGGAAGAAGGCTCA TTTAATTCATTCATTCATAGCATACA 191

Ad09A16982 Aradu.A09 16982 p2 (TA)6 12 102094879 102094890 CGCAACACTCCGATCAATAA AGCCGGATTTTGAGTCTTGA 107

Ad09A16987 Aradu.A09 16987 p2 (AT)8 16 102112914 102112929 GCTCTCCATTATGGGCAAGA CATTATTGGAGACGATGGGG 271

Ad09A16988 Aradu.A09 16988 p2 (TA)12 24 102118965 102118988 TTTGGGGGACTACAGGAGTG ATTGGGAAGTCTGTAGGGCA 215

Ad09A16989 Aradu.A09 16989 p2 (AG)10 20 102157826 102157845 CAGCAGCTCGTCTAACATGC GGTAAGAACAACCAGCCCAA 274

Ad09A16990 Aradu.A09 16990 p2 (AT)6 12 102162185 102162196 AAAAAGGACATTAATAATCCGAAA TCGCAGGTCAAAGGAAACTC 228

Ad09A17000 Aradu.A09 17000 p2 (AG)6 12 102223363 102223374 TATCAGAAATCACTGGGGGC AACCCTGAAACCTAGAGAGAGGA 173

Ad09A17001 Aradu.A09 17001 p2 (AT)8 16 102228161 102228176 GTGGCCTTGCATTGATTTTC AACCATTGATGCTCAAAGCC 248

Ad09A17002 Aradu.A09 17002 p3 (GGT)6 18 102232318 102232335 TACAGTGGAGAGGGAGTGGG GTCTGGGGTCGAAATCAAAA 201

Ad09A17005 Aradu.A09 17005 p2 (AT)6 12 102250369 102250380 GGACATCCACGTTCCATTCT ACTCAACCCCAGGAAACCTT 198

Ad09A17006 Aradu.A09 17006 c (A)10gaaaagagaaaaacgaaaaaagggagaaaaagaaaacg(A)1058 102274785 102274842 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 237

Ad09A17013 Aradu.A09 17013 p2 (AT)7 14 102346669 102346682 GATGTGTCATCTTTACGTTGTTTT CATATAAACTACATGCACGAACAATG 237

Ad09A17019 Aradu.A09 17019 p2 (TA)7 14 102381638 102381651 ATGCCACAAGCACATGGTTA AAAGCAGTGAAAAAGCAAAAGC 219

Ad09A17020 Aradu.A09 17020 p3 (AGA)7 21 102382512 102382532 CTGGCCTTAGGTGCCATAAA CCCATCACCTCTTCACCACT 219

Ad09A17024 Aradu.A09 17024 p3 (TTA)5 15 102400806 102400820 CACCATTGATTTTATAGGTGGGA CAACGACGACAATGACAACA 176

Ad09A17027 Aradu.A09 17027 p3 (TTC)5 15 102408401 102408415 TTCTCAAGCATTTGGAACGA ATTCACAGCACCAACATCCA 221

Ad09A17029 Aradu.A09 17029 p2 (GT)8 16 102424103 102424118 GTGCCTAAGGAAAACCCCAT GAGCATGCCTGTGAACTTGA 143

Ad09A17031 Aradu.A09 17031 p3 (TCT)7 21 102430035 102430055 GAGAGGAATCGCGGATATTG GTTTCGCATTTTTGAGAGGG 253
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Ad09A17034 Aradu.A09 17034 p3 (TAA)5 15 102451010 102451024 GCTGCTCAAAGCTCCAAAAC TGCATGGCTTCATCATAGGT 191

Ad09A17035 Aradu.A09 17035 p4 (TTTA)5 20 102453763 102453782 TCAGGCATTTTCAATGACCA AGCCAATGAAATGAGCCAAT 147

Ad09A17042 Aradu.A09 17042 p3 (CTT)6 18 102500153 102500170 CATGCAAAGCAGCAAGAGAA AAGAGAAAAATAAGGGGAAGGG 280

Ad09A17045 Aradu.A09 17045 p2 (AG)9 18 102525165 102525182 AGGTCACTATTGTGGACGGC AAACCCTCACCACTAACCCC 120

Ad09A17046 Aradu.A09 17046 p3 (TTC)5 15 102531825 102531839 CCTTGGCCGAATACACATCT GACCAATAGCGTCCTTGAGC 182

Ad09A17048 Aradu.A09 17048 p2 (AC)8 16 102546678 102546693 TCTCACTCAATTCCCAACCA ATGCGATGCAAACAGAATCC 229

Ad09A17052 Aradu.A09 17052 p2 (AT)6 12 102559016 102559027 TTTGGGTAAACATGTATTTAATGAAG GGTATACTGCCATACTGGTAATCAA 276

Ad09A17053 Aradu.A09 17053 p2 (TA)13 26 102559165 102559190 TTTGGGTAAACATGTATTTAATGAAG GGTATACTGCCATACTGGTAATCAA 276

Ad09A17056 Aradu.A09 17056 p3 (AAT)5 15 102563440 102563454 GTCATCGTCGGAACTACACG GCCGACCCAATCTAGTGAGA 192

Ad09A17058 Aradu.A09 17058 c (A)14cactgttctgagttgttgtgagttgtgcttggagttgaagaagc(AGA)5agctgg(ATA)5acaaggttattcggattccaag(T)12128 102567667 102567794 ATTCAAAACCCAGGCACAAG CCACGCATCATTCTCTCTCA 273

Ad09A17059 Aradu.A09 17059 p4 (TAGA)5 20 102574199 102574218 TGAGAGCTTTCTTAATAATTGTCATT TTTCTTTTATTTTGAACACGGGA 164

Ad09A17061 Aradu.A09 17061 p2 (GT)7 14 102575774 102575787 TTCCCTTTCCAGACTTTCCA AAGCAACAAATGTGAGCGAA 254

Ad09A17062 Aradu.A09 17062 p2 (TA)6 12 102577727 102577738 TTTTCGAACCTTTTTCATGC CCGAAATATATCCGACACGC 276

Ad09A17064 Aradu.A09 17064 c (T)10ccggggaaaggaatgggtattatcgttttctatgattagaaaatttcatttcgcgcc(A)1077 102580947 102581023 TTTCCACATGACACGGACAC GCCACCATAACAGGAAGCTC 269

Ad09A17067 Aradu.A09 17067 p2 (AG)8 16 102596492 102596507 TGAGGGTCGGAATTTCAAAG TCGTTCTCTTCCTTTCCTCG 124

Ad09A17070 Aradu.A09 17070 p2 (TC)15 30 102615353 102615382 CTCTGCTGCCACTACCATCA GGTTGGGTATTGTTGCTGCT 187

Ad09A17072 Aradu.A09 17072 p2 (TC)9 18 102616851 102616868 TTGCCAAAGTCTTTCACTTTCA ACACGTTGAGGAAGGCAAAT 164

Ad09A17076 Aradu.A09 17076 p2 (TC)12 24 102667893 102667916 AGAGTCGGGGAGTGGAAAAT TCCTCCACAGTCTGTTCCAG 275

Ad09A17077 Aradu.A09 17077 p2 (AC)7 14 102671909 102671922 GTGGGAGATGGGAGATCAGA GCTGCAGAAAATGGCAAGA 271

Ad09A17080 Aradu.A09 17080 p2 (CT)6 12 102678743 102678754 GGTCAACCAGACCCAAAGTG CCCTCACTCCATTTCAGCAT 119

Ad09A17081 Aradu.A09 17081 p3 (AAT)5 15 102693125 102693139 CCCTACCTCGTTCGTGACTC TGTGCGGTGAGTTATTTTGC 232

Ad09A17083 Aradu.A09 17083 p2 (AC)8 16 102702979 102702994 ACACGTATATCAACCCTCCCT AGTGGTGATGCTTGGGAGAC 178

Ad09A17084 Aradu.A09 17084 p2 (AG)7 14 102703633 102703646 ATGCGATGATGATGAAGCAA GCTCCATCCTCCATTTTTGA 233

Ad09A17086 Aradu.A09 17086 p3 (TAT)5 15 102705446 102705460 TGGACTTTACAACAACGTGGA GCCATACCTGATAGATGCTGC 275

Ad09A17088 Aradu.A09 17088 p2 (AC)6 12 102721166 102721177 TACATACGACGCCGTAGCAG TTTTGGCTTCAACAGAGGCT 213

Ad09A17089 Aradu.A09 17089 p2 (TA)6 12 102721811 102721822 GCAATCAAATTCCAGCCAAT TTTCCAACACAAACAGCAGC 205

Ad09A17090 Aradu.A09 17090 p3 (ATT)11 33 102727289 102727321 TTTCCAAGGCCTTCTCTACG TTGGCACTTGATCCCTAACA 189

Ad09A17097 Aradu.A09 17097 c (ATT)6atc(ATT)7 42 102742578 102742619 AGTTTTCCCAGGCCTTCTGT CTTTTTGGCACTTGATGCCT 263

Ad09A17099 Aradu.A09 17099 c (TAT)5tcataaaaaactttgatacggtacaaagttaattagcataaaagactagaaagcgagaatcctgttaagctacaaagt(TTA)8117 102750031 102750147 TTGCTTTGAATGAGTGCTGG TTATTTTGCACACGTGGCTG 215

Ad09A17102 Aradu.A09 17102 p3 (ATG)5 15 102769070 102769084 GGGGATGCAATTGGTGTTAT GTAAAACTGGCCAAAATGCC 202

Ad09A17103 Aradu.A09 17103 p5 (CTCTT)5 25 102775082 102775106 CTCAAGTAAGGCGCAACTCC TCAGGTAAACTGTAAAGTGCGG 280

Ad09A17104 Aradu.A09 17104 p2 (GA)19 38 102781662 102781699 AAGTGTTAGACGGCCAAAGG CATCCATCCTCTTGACTGGG 189

Ad09A17108 Aradu.A09 17108 c (T)10aattgaattgaccggttcttataactatagtcacatcaaatctaagttattttgttatttg(T)1081 102785602 102785682 ATGTGCGAATCAACGACTCA TTTTTCTGGCTTGCTCTTGG 240

Ad09A17112 Aradu.A09 17112 p2 (TA)6 12 102797970 102797981 TTCCAAATGCAATCAAAAGAG TACGGGTAAGGAGGCATTTG 182
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Ad09A17114 Aradu.A09 17114 p2 (TC)6 12 102829401 102829412 TGAACCTGTGATTGAAGAAGATG ATTTTGGCCCAGAAACACAG 178

Ad09A17115 Aradu.A09 17115 p2 (CT)7 14 102837475 102837488 GGAAACAAGTAAACTGGAACGC AGAGGCTGCATAGTGGAGGA 215

Ad09A17120 Aradu.A09 17120 p3 (TTG)5 15 102863326 102863340 CCGTGATTGATATTCCAGCTAA AATGCTTAATATTGTTGACGATGA 253

Ad09A17122 Aradu.A09 17122 c (A)10ttggtgtagggacccaaataaaaag(A)1045 102865437 102865481 CAATTAGGCCCCTCTTGACA TTTCTTTCAATTGAGTTCTTTTACCA 153

Ad09A17126 Aradu.A09 17126 p3 (ATT)17 51 102880858 102880908 CCATTATCTTCCATCTCCATCA TTTAAAAGAGACGCGCACAA 259

Ad09A17128 Aradu.A09 17128 c (A)10gtcaatcttttataggtataaaattag(T)1047 102881559 102881605 TGGAATAGGGATAGAATTGGGA CGCTACTTGTCGTCAAAAGG 266

Ad09A17129 Aradu.A09 17129 p2 (TC)10 20 102882596 102882615 TGTAAGTCGTATTGTTCTTGTCAAA GAATGGGACTGGAATTGAGG 262

Ad09A17131 Aradu.A09 17131 p3 (TTG)8 24 102885244 102885267 ACATGACAGAGCACAATGGC AACAACAGCAGCCCAACAAT 150

Ad09A17132 Aradu.A09 17132 p3 (CTC)6 18 102911421 102911438 GGGAGATTTGTTGAGAGGCA TGTTAGTTGTGGGTGATGCAA 271

Ad09A17133 Aradu.A09 17133 p3 (ATT)5 15 102918680 102918694 CAAGTCGTGGTTGATACCGA TTTTGGAATGTTTATTCCGATTT 275

Ad09A17140 Aradu.A09 17140 p3 (TTA)18 54 102924525 102924578 AGCAGCTACCAGCAGGGTT TTTTGGCACTTTAACCCCTTT 267

Ad09A17142 Aradu.A09 17142 p3 (TAT)15 45 102955880 102955924 AACCAGAATAATTTCACGACTGA AACGAATGAACGAAGGGATG 228

Ad09A17143 Aradu.A09 17143 p4 (TCTT)5 20 102956071 102956090 CATCCCTTCGTTCATTCGTT ACCGTTGATTTGGGGTTTTT 121

Ad09A17146 Aradu.A09 17146 p2 (AG)6 12 102973960 102973971 GTGATCACGGAAATGCACAC CCTCTTTCCACCACACCATT 110

Ad09A17148 Aradu.A09 17148 p3 (TAT)20 60 102987732 102987791 TTCATGAAAAATTGACACCTCA ACCATACAGCATAGCCGGTC 207

Ad09A17149 Aradu.A09 17149 c (TTG)5(TAT)6 33 102988267 102988299 TCAACATCTCTTTCCCACCC GGAGGTCAGAATCCAACAGC 278

Ad09A17152 Aradu.A09 17152 p2 (GC)6 12 103000408 103000419 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ad09A17153 Aradu.A09 17153 c (GC)6ggatcgtcccaacctcatccacgcgtaagcgcacagtgcgcgcgcgcggattgtccctgctgcatccacgcgtaagcgcgctgt(GC)6108 103000524 103000631 GCGCGCACATTGTACTTCT AGAGAAAAGCAGGGTGCAAA 241

Ad09A17155 Aradu.A09 17155 p2 (GC)6 12 103005566 103005577 TTGCTCTTCAATCCTTGGCT CAAAGAAGTTGAACTCGCCC 225

Ad09A17156 Aradu.A09 17156 p2 (GA)17 34 103015610 103015643 AAGCCATGAACCACAAATGA TTGGTCTTGGATTTTGCTTTC 216

Ad09A17160 Aradu.A09 17160 p4 (TATT)5 20 103022850 103022869 ACAAAATGCCCCAAAGTTCA GCATATGGTCAAGTGGGCTT 204

Ad09A17162 Aradu.A09 17162 p3 (ATT)17 51 103026480 103026530 CAAGTTGTACAAAGTTAACAACACCC TCTTGATCCTTGGACCAGTG 236

Ad09A17164 Aradu.A09 17164 p3 (ATT)5 15 103036459 103036473 AAGGCTGGTGTGTGTGTCTG TATCTGTCCCCCAAACGAAG 242

Ad09A17165 Aradu.A09 17165 p2 (CT)6 12 103037877 103037888 GAAAAACCGTCCTGCAAAAA GGTTTGAGTTTGCCCAGTGT 198

Ad09A17166 Aradu.A09 17166 p3 (CAA)5 15 103050011 103050025 CACCACAATTGGTTGAGCAC TATGCAATGGCTGCATCTTC 200

Ad09A17174 Aradu.A09 17174 p2 (CT)6 12 103080360 103080371 CGCTAATTCGTTATTGCGGT CTGCCAGAGATGGGAGAGAC 264

Ad09A17179 Aradu.A09 17179 p2 (AT)6 12 103102991 103103002 CATTAAAATATTTGAGTTTGGCG TTTGACCGCATGTATTTTGG 277

Ad09A17180 Aradu.A09 17180 c (CCA)8acatcagcat(CAGCAC)882 103122629 103122710 TCAGAATCGAAATCATCCCC GCATCTTTTTCTGCTTTGTGC 254

Ad09A17185 Aradu.A09 17185 p3 (AAT)17 51 103139933 103139983 TTGCCTTGTCTGACTGATGG CGATGTTGGTGTTCCACTTG 115

Ad09A17186 Aradu.A09 17186 p3 (TAA)5 15 103140804 103140818 GCCACTGTAGCTTGCTCGTT TTTTTGGGTGCATGTTTTCA 267

Ad09A17187 Aradu.A09 17187 p3 (AAC)7 21 103145372 103145392 CACCAAGGAATACAGAGCCAG TAACCAAGCCCACTAAACCG 250

Ad09A17188 Aradu.A09 17188 p3 (GAA)11 33 103151897 103151929 TGCAAACAGAGGAGAATAACGA TGGATTTGCCATGGTCAGTA 195

Ad09A17190 Aradu.A09 17190 p3 (TCA)6 18 103157334 103157351 AAGTTTTCATGCTTGGTGGC CAGCAGAAAAAGGGACCAAC 236

Ad09A17191 Aradu.A09 17191 p3 (AGA)6 18 103173990 103174007 TAGAATATTGCTCGCCCTCG CACGGTCATCCCTTCTGTTT 166
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Ad09A17192 Aradu.A09 17192 c (A)10taaaaaaatt(A)1030 103188442 103188471 ATTTTGATTGTTCATTGCTTTTT ATAAGTGTAACCTTAGGTCCTTCATT 272

Ad09A17193 Aradu.A09 17193 p3 (ATC)6 18 103195657 103195674 AGTCTGAAGAGGCATCGCAT TCTTCCACCAGATCTCGACC 240

Ad09A17195 Aradu.A09 17195 p2 (TC)6 12 103201645 103201656 ATGAAGAATTCGCAACCCAC TGCTTGTCCTCAAGCAAAGA 195

Ad09A17196 Aradu.A09 17196 p3 (CGC)6 18 103218108 103218125 AATTGGCAGAGAGGCAAAGA ACCAAGTAGCAGCAGAGGCT 272

Ad09A17201 Aradu.A09 17201 p3 (ATT)5 15 103259286 103259300 TTTTTCTTTTAAATTATGGCCCAC AAGCGGACGAGTGAGATGAT 273

Ad09A17203 Aradu.A09 17203 p2 (TC)6 12 103260892 103260903 GTTACCGTCGTTGTTGAGCC CGTCATATTTACAATTACCGCC 188

Ad09A17208 Aradu.A09 17208 p2 (TC)9 18 103267756 103267773 AGGGGCGTAATTTGAGGAGT GAGAAAGATCGACGGAGACG 278

Ad09A17211 Aradu.A09 17211 p4 (AAAT)5 20 103270172 103270191 TGGAAAACAGTGAGATCCAAAA CGGAGTTTCATCCCATTACC 187

Ad09A17212 Aradu.A09 17212 c (T)12actattttttagtttcttttatcgtttaaatgggttttagcctttttgtataaagtatgatatttcgg(T)1090 103274279 103274368 GGCTGAATCACTGAATGTTGTC ATCATACCGGAAACTGAGCG 244

Ad09A17213 Aradu.A09 17213 p2 (TC)9 18 103287588 103287605 CCTTGAGTTGCGACTAGGGT CAAACATCTCTTGGGTTGCAT 169

Ad09A17216 Aradu.A09 17216 p3 (AAT)5 15 103302350 103302364 TGCCGTACTACTGCCAAAGA CCATTGAAAGCACCTTGTGA 272

Ad09A17219 Aradu.A09 17219 c (TCA)5taat(A)12 31 103306109 103306139 CAAGCCAAAGAAAATCACCAA GCTAGCCGAGACGTGGTAAG 159

Ad09A17220 Aradu.A09 17220 p2 (CA)7 14 103306767 103306780 AGGGAGGGCTTCATCTGTCT TTTGCACCCTTTGGAAAAGT 279

Ad09A17222 Aradu.A09 17222 c (AG)20caaagagaaaacgttcaacaactgaagctgaagatgaaatttctagttggagttcgttacttctagcttcagttgaagctcactgaaccc(A)10140 103309228 103309367 AGGAGGAGAGAGAAATGGTGG CGATAAGCAGGTATTTTCAAGGA 260

Ad09A17226 Aradu.A09 17226 c (TG)6(TA)14 40 103315308 103315347 TCACAAGTTGTATCTGCTTGCT TTTATCACGTGTGCCTTTGC 270

Ad09A17231 Aradu.A09 17231 p3 (AGA)5 15 103338907 103338921 TTGCCTTCCCTTTCCTCTTT ATGGCCAAAACACAAACCTC 194

Ad09A17233 Aradu.A09 17233 p2 (AT)6 12 103361453 103361464 TTCACTTCGTATAAAACCACCAAA CATTGATCTCGTGAATGGTCA 149

Ad09A17237 Aradu.A09 17237 p4 (AATA)5 20 103372448 103372467 CCACCGGATACATAAATGCC GCGACTAAACCAAGCTGTCC 215

Ad09A17239 Aradu.A09 17239 p3 (TTG)6 18 103378361 103378378 TCGTTTGATTCATGTAGCCG GGAATTTCAGCACATTGACTTG 272

Ad09A17240 Aradu.A09 17240 p2 (GT)18 36 103382214 103382249 TTCTGTTCGCTCACACAAGG GCACACCCCGTAGATTTTTG 241

Ad09A17249 Aradu.A09 17249 c (AAT)6cataaggcctaatataaag(A)1047 103426992 103427038 AAAAACCGTTGGTAATTTTGAA CAAAACCAAAAATTTTCAGCAA 250

Ad09A17251 Aradu.A09 17251 p3 (TTA)9 27 103433034 103433060 GTTGTTACTTTACCCTCATGATAATTT TGATATTAATAACGCACATTGATTTT 170

Ad09A17252 Aradu.A09 17252 c (TCA)11t(TTC)5 49 103436130 103436178 CGTGGTATTTTCACAATTCAAAAC CGAAGATTGTTCTTGTTAAGAGAGTG 121

Ad09A17255 Aradu.A09 17255 c* (C)10(CT)6* 21 103437415 103437435 TGGATGTGTGGCGTAATCAT ATTACAACTGCGGGATGAGC 221

Ad09A17256 Aradu.A09 17256 p3 (CTT)5 15 103449068 103449082 TCAAATCCTTGTGGCTCCTC GGGAATTACAAACGTGTGCC 264

Ad09A17257 Aradu.A09 17257 p2 (AT)6 12 103454267 103454278 CGCGAATACGAACCAAAGTT TTTCCACCCGTTTCAGCTAC 267

Ad09A17258 Aradu.A09 17258 p2 (AT)8 16 103456111 103456126 CGTAAAACAGATGTGGTGTGG GAGGTTTATGGAGAACTCGGG 278

Ad09A17259 Aradu.A09 17259 p2 (TA)6 12 103459984 103459995 TATCGGCGGATATCGAACT TTGTTGTTGGACTTTGGCTG 241

Ad09A17261 Aradu.A09 17261 p2 (TC)6 12 103462437 103462448 TGGATGTGTGGCGTACTTGT GGCGAAGATAGCAAGACAGG 231

Ad09A17266 Aradu.A09 17266 p2 (AT)8 16 103484695 103484710 GCTTATTCGGTCAAGCAACC AGCGCATTGTGTATTGGTCA 276

Ad09A17267 Aradu.A09 17267 c (AT)9(GT)8 34 103495611 103495644 GCGAACTACTCCGGCACTAC TGCGATGCAAAGAGAAGAGA 112

Ad09A17272 Aradu.A09 17272 p2 (AT)6 12 103524884 103524895 CAAACTACGCTCTTCAGCACC GCAATGTGACGTGGAAGATG 200

Ad09A17275 Aradu.A09 17275 c* (CA)9g(AGACAC)5(AC)6*(AG)23103 103531146 103531248 CGTTGATCTGTTAATGGCCC CATCTTGTTGGTCGCTGCTA 227

Ad09A17276 Aradu.A09 17276 p3 (AAG)6 18 103535066 103535083 TCCACCGTGATCATTAGCAA TGTTCGTGATTGCTGCTAGG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A17277 Aradu.A09 17277 p3 (GAA)7 21 103535487 103535507 TAAAGGTGGAGGAGGCATTG CACAAAGCCCAGCATACAGA 241

Ad09A17278 Aradu.A09 17278 p3 (GAA)5 15 103544575 103544589 GCAAAATCCTTTTCATCAACG TTGTAGACTTGGGAGGCAGG 185

Ad09A17283 Aradu.A09 17283 p3 (TTC)5 15 103561138 103561152 GGCAATGGCTACTTCCAACT TCAAAGCCAGGTTCTTGGAG 149

Ad09A17286 Aradu.A09 17286 p2 (CT)8 16 103573810 103573825 CTCTTTCTTTGCGTCCTTGG GTTTCTGAGGGAGTTGGCAG 212

Ad09A17287 Aradu.A09 17287 p3 (CCT)6 18 103574097 103574114 GCACAACGCTTCATCTTTCA GAGGAAGGGTGAGAAGGAGG 119

Ad09A17290 Aradu.A09 17290 c (CAA)14(TAA)5 57 103587284 103587340 TGCATCCTTTTTCCAATTCA AGGGGAATTTGTGGGAAATC 222

Ad09A17291 Aradu.A09 17291 p2 (TA)9 18 103588001 103588018 AGCTCTTTTCTAAAAATATTGGCA GAAGAAGTTTTATGTCTGAGGTACGA 198

Ad09A17293 Aradu.A09 17293 p3 (AAG)5 15 103590893 103590907 TTTGCAGCATTATGTGTTTCTTC TCCTCCTCATCTTCTATTGCTTC 185

Ad09A17294 Aradu.A09 17294 p3 (GAA)7 21 103591356 103591376 GGAGGAAGAGGAGGAGGAGA TCACGTACAAGTGTTTTCCCA 162

Ad09A17297 Aradu.A09 17297 p3 (TTA)6 18 103603617 103603634 GAAGCGTTGACATCAGCAAA ACACCGCCAATTATCCTTGA 262

Ad09A17298 Aradu.A09 17298 p2 (TG)9 18 103606841 103606858 TCCTCCAATTGTTGAAACCC AACCGATCAGAAGGCCATTA 213

Ad09A17300 Aradu.A09 17300 p2 (TC)6 12 103613847 103613858 GTCCTGGGAGAATGACTCCA CCAGCCAGCAAATTCAAAAT 273

Ad09A17301 Aradu.A09 17301 c (TC)16tt(TC)6 46 103618806 103618851 TCGAGTCCTGGGAAAATGAC AGATGGGCTAGCCACTGAGA 247

Ad09A17307 Aradu.A09 17307 p4 (TTAT)8 32 103643074 103643105 AAAACATTCTTTCCTTTCTCCA CGCCATGCACTCACTACATT 254

Ad09A17308 Aradu.A09 17308 p3 (CAA)5 15 103645794 103645808 CCCCAACACACACTCTCCTT GATGGTGCTCTTGCAGTTGA 159

Ad09A17309 Aradu.A09 17309 p2 (TG)8 16 103645992 103646007 TCAACTGCAAGAGCACCATC TTTCTCTTCTCGGAGGACCA 202

Ad09A17313 Aradu.A09 17313 c (T)21gggg(T)14 39 103656666 103656704 ATGCCCCTATTGCTCCTCTT AAAAGCCCTCTTTATTGATGGT 278

Ad09A17316 Aradu.A09 17316 p2 (AT)7 14 103664507 103664520 TTTTGCGTGTTTTTCTCTTTCA TGCTTCCATGATTGAATACAAGTT 231

Ad09A17321 Aradu.A09 17321 c (AT)8(GT)7 30 103684305 103684334 ATGCTTCATATCGCCCTCAC TTCCCATCACGCTAATTAAACA 193

Ad09A17334 Aradu.A09 17334 p2 (GA)7 14 103728152 103728165 TGCGACCTTCTCCTACATCC CCAAACCAGGGATGATTGAT 258

Ad09A17336 Aradu.A09 17336 p4 (AAAT)6 24 103732098 103732121 TTTTTCTTTCGTTTCCCCCT CGTCAGAGTGCAGAAAATTCC 272

Ad09A17337 Aradu.A09 17337 p4 (AATA)5 20 103738385 103738404 AAAGTCACGGCTAGGCTCAA TGGCATCTCACTCTCCTTTG 201

Ad09A17340 Aradu.A09 17340 p3 (TTA)5 15 103750679 103750693 GGATGTGCCATTGATGCTAA CTCGGGTGCTAACCAATCTC 200

Ad09A17343 Aradu.A09 17343 p2 (CT)21 42 103760674 103760715 CTCTCCTTTCGTTGGCACTC GCATTGGGTATGTCCAACCT 158

Ad09A17344 Aradu.A09 17344 p2 (TC)22 44 103761765 103761808 TTTGCCATTCAAATGTCTCG CCTGACTTGTGGTGGGAAGT 251

Ad09A17347 Aradu.A09 17347 p3 (TAT)14 42 103778676 103778717 CAATGCAATTGAAGAGGGGT AAGTTAGAACTATTTGCGGCAG 261

Ad09A17350 Aradu.A09 17350 p3 (CCG)5 15 103782745 103782759 GCAGTGTGTGTTTGTGGGTC CTCCCTCATCATGGATGCTT 221

Ad09A17354 Aradu.A09 17354 p3 (TTC)5 15 103803418 103803432 GCAAATCGTCAACGCTGTTA AGTAGTTGTGGCCTTGTGGG 208

Ad09A17360 Aradu.A09 17360 c (T)11actttttgttgatcaaaataaatgagtactaaactttttttttgttgcta(T)1071 103819288 103819358 TTTGGCCGATTTTGTGTGTA GGCCGAAATAAAAGGTCCA 256

Ad09A17361 Aradu.A09 17361 p4 (TATT)5 20 103819667 103819686 TAGTGGCACACGCAAGACTC TTTCGATATGCCAAGGGACT 279

Ad09A17362 Aradu.A09 17362 p2 (TA)6 12 103835196 103835207 GTCCCATGTGCATTGCTTTA CAAAGGGTGGGAAGTTGAAA 185

Ad09A17366 Aradu.A09 17366 p2 (CT)22 44 103851634 103851677 TTGGAGAAGGAGCGAAGAAA TGCGAAGAGAATAGTTGGGC 262

Ad09A17367 Aradu.A09 17367 c (T)10catcatcatcaccatcttcttcttttttgcttattcatc(T)1160 103854346 103854405 TCCTCATCTTCATCTTTTGCTG TTTCCTCCTTTTGGAGCATT 195

Ad09A17368 Aradu.A09 17368 p3 (AAG)5 15 103855651 103855665 CAAAATTACTTGGAAAATGGTGAA CAACCACCAACGTCAGTCAC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A17369 Aradu.A09 17369 p3 (GAA)9 27 103856876 103856902 CTGTGTGTTGTTGGGTGAGG TCAATGACGTTTTGCTCTGC 169

Ad09A17370 Aradu.A09 17370 p2 (AT)10 20 103858312 103858331 ACGTGAGTGAATGAATGGCA TTGCTTCATGCTTGTTTTGC 273

Ad09A17372 Aradu.A09 17372 p2 (GT)8 16 103879466 103879481 TGGCTCATTTTCACACTAGGC TATTGGCTTCTTGTCCCACC 280

Ad09A17376 Aradu.A09 17376 c (TC)6ttgaaccaactactctagatgagccgattaaggat(TA)659 103884871 103884929 CACATGATTGCTTTTGCCTT TGCTTGAATGTGGAGAATTACC 269

Ad09A17383 Aradu.A09 17383 c (AG)7aaaaagagaaagtggataaaagggaaaagggagggaaagaagggaagagaaaaaagagagaa(AG)790 103914116 103914205 GCTCCTTAAAAACCTTGATGATG CCCTATTGGGACCCTCATTC 274

Ad09A17391 Aradu.A09 17391 p2 (AG)6 12 103938456 103938467 AATGGCGCTCCACCTAAAAT TGTCAGTGTGCAGTTTCAGC 262

Ad09A17392 Aradu.A09 17392 p2 (AG)6 12 103942853 103942864 TTTGCAGATCTCACACTCGAA CAAAGTCATTAGTGGCCTCAGA 246

Ad09A17393 Aradu.A09 17393 p2 (AC)10 20 103944943 103944962 TCAGCCATATCAGCCGTACA CCCGACGAAATCGTAATGTT 259

Ad09A17403 Aradu.A09 17403 p4 (AGAT)6 24 103996878 103996901 TCGCTGACATGCCTTCATTA GCGGCACAAAATCTCCTTTA 263

Ad09A17406 Aradu.A09 17406 p2 (TA)6 12 104019454 104019465 TGAACCAGATTTTGATTTAGCG TCACTCATCTACGCACACAGAG 221

Ad09A17410 Aradu.A09 17410 p3 (TAA)6 18 104036937 104036954 GCGGCAGAGTTTCTTGAAGT TGCAGTTAATGCAATTAAAACTCG 178

Ad09A17411 Aradu.A09 17411 c (A)12taataccactatttcctaatgtcatttgaagattagaatacaa(AAT)18109 104039974 104040082 TGGTAACAGCATCACATCCC GCTAGCTGCACAGTTTCGTG 183

Ad09A17412 Aradu.A09 17412 p5 (AAAAG)5 25 104052675 104052699 TTTGGGTGCTTACTCGTGTG TTGGGGTGATTTTATCCCCT 136

Ad09A17417 Aradu.A09 17417 p2 (AT)6 12 104082227 104082238 CGAAATTTATTTTGTTTTCGTTTTG TACTGGCAATTTTGCTGCAC 274

Ad09A17418 Aradu.A09 17418 p3 (TAA)9 27 104099911 104099937 TTGAAGTTAGGTAGACAATGTTTGG GCATGCTCTTGAGGTGTTCA 100

Ad09A17423 Aradu.A09 17423 p4 (AAAT)5 20 104122036 104122055 TGCAGAATATGCCAAAGGCT TTGAGCCTAGCCGTGACTTT 195

Ad09A17426 Aradu.A09 17426 p3 (TGT)5 15 104141072 104141086 TAGGCAGGATCCTCGTGTGT TCCTTTGGACCTTACCAACA 257

Ad09A17427 Aradu.A09 17427 p2 (AG)8 16 104144583 104144598 AATTAGGTTCGGAAAGCCGT CCATCACCACGACATGACTC 181

Ad09A17428 Aradu.A09 17428 p2 (CT)11 22 104144733 104144754 GAGTCATGTCGTGGTGATGG TGCCCTAAACAACGACTCAA 208

Ad09A17433 Aradu.A09 17433 p4 (ATAA)6 24 104173161 104173184 CGTGTGTTTGGTGTAGGTGG CTTATGCGCACAAAAAGTCA 173

Ad09A17436 Aradu.A09 17436 p3 (TAT)5 15 104190113 104190127 GGAGGGGGAGGAGTCAAATA GCTGTCATGCAAAACCAAAA 130

Ad09A17439 Aradu.A09 17439 p2 (CT)6 12 104234367 104234378 ACGTTTAACGCCAGAATTGG TTTTTGGGGAAGAGGTGTTG 173

Ad09A17440 Aradu.A09 17440 p3 (GGA)8 24 104253059 104253082 CGCCAAATGAGTCATCTCAA TCGGATCAGAGGTCAAAACC 256

Ad09A17441 Aradu.A09 17441 p3 (ATC)6 18 104259835 104259852 TCAACTTTGCATGGTGGCTA TTCCATCATTAGAATGCCAAAA 161

Ad09A17443 Aradu.A09 17443 p3 (AGA)5 15 104262134 104262148 TGGGCATGTAAAGAAAGACG CTCCCTGTTCTCTGTCGCAT 193

Ad09A17447 Aradu.A09 17447 p3 (AGA)5 15 104275681 104275695 AGAAAAGGGGTGAGGGTTGT AAGCTTCACCGCTACCTCAA 127

Ad09A17448 Aradu.A09 17448 p2 (AG)24 48 104278052 104278099 AAAAATGGCGAAAAAGGAAAA GGGCCGAAATTAGAGGCTAC 280

Ad09A17456 Aradu.A09 17456 p3 (AAT)5 15 104307894 104307908 TGAGCAGGAACAGGGAAAAG TGAAGTCACCAAGCATTCTCC 189

Ad09A17457 Aradu.A09 17457 p3 (AAT)6 18 104308478 104308495 CAGGAACAGAGAAAAGGGCA AAATTTGGACGTTGGCTTTG 208

Ad09A17458 Aradu.A09 17458 p3 (TCT)5 15 104311566 104311580 AATTGGCCGAACCTATACCC TTGAGGATACTCCGGCCTTA 259

Ad09A17461 Aradu.A09 17461 c (TCC)6c(CCT)5 34 104318538 104318571 CCAAGATGCCAAGACGAGAT GAACGAATTGAGGCCCATTA 263

Ad09A17462 Aradu.A09 17462 p4 (TAAT)8 32 104337090 104337121 TGACAGCACAACTGGTCACA TCAGATGTGAGTGTTGATTTAGGA 273

Ad09A17463 Aradu.A09 17463 p3 (TAA)6 18 104337986 104338003 CCATGGAATGCATGTGTTGT CCTGACTCAATGAAGGTCTCCT 271

Ad09A17466 Aradu.A09 17466 c (T)10atgttttgtatgttttttttcttaagatttggatgattctttatcttatgttttggtgctttttattttttggagtttcgaag(T)11104 104344024 104344127 GCGGCTCTTTTTCTCCTTCT TTTATTACGCAAACACTAATTCCTC 245
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Ad09A17475 Aradu.A09 17475 p4 (ATTT)5 20 104393092 104393111 TCCATTCTTCCCTCTTCTTTCA TCACTGTCACAAACAATTAATAATGAG 280

Ad09A17485 Aradu.A09 17485 p3 (ATT)5 15 104431213 104431227 TGCACGAGCTTTAATGTTTCA TTGTTAAAAAGAATTTGAAAGGGTG 138

Ad09A17487 Aradu.A09 17487 p2 (AG)6 12 104446513 104446524 GGAAACAATGAGTATTATCATGCAA TGGCTTTGAACCAATTCGAG 264

Ad09A17489 Aradu.A09 17489 p2 (AT)9 18 104457714 104457731 TGCCTCTTTACTGGCGTTTT TCGAAATTTTGAGTTGACTTGG 219

Ad09A17491 Aradu.A09 17491 p2 (GA)6 12 104488045 104488056 CTCCACTATCCAGCCACCAT TTCAACAGCAGTGGTGAAGG 128

Ad09A17493 Aradu.A09 17493 p2 (AT)6 12 104494115 104494126 TTGTGTGATGCACGTTAGCA CATGAACAACAACCCCACAA 235

Ad09A17497 Aradu.A09 17497 p2 (AT)7 14 104495997 104496010 GGGCTTGCAACACCAATATAA TTGCATGATCTATGGAGTCTTTTT 259

Ad09A17500 Aradu.A09 17500 p2 (TA)9 18 104506493 104506510 TTTGAATCAACCAAACTTGCAT TTCTCATTTCGAAGACAAAGCA 237

Ad09A17502 Aradu.A09 17502 p3 (AAT)12 36 104511477 104511512 AACCAACATCAATGTATAAAACAAGT TCCGTCCTCAATTCTCCTGT 265

Ad09A17505 Aradu.A09 17505 c (ATT)10ctattttttagtcaaaactaccacacacaca(AT)673 104513691 104513763 TTCATTTACCCTGGCGCTAC CAAGGACTTTGATTATGTTGATCG 237

Ad09A17506 Aradu.A09 17506 c (A)13tccctggaaggcacgaagtgttgttaagaatttcttgacattgaaggtaccctt(TC)883 104514232 104514314 TGAGTGGGTTCAAATTCCAAA TGATTGAGGGTCAAGCAACA 170

Ad09A17508 Aradu.A09 17508 p3 (TTA)5 15 104528927 104528941 TTTTATTGCACAAACACCTTTAGTT TGCAAACTTGCATTATTCGC 125

Ad09A17509 Aradu.A09 17509 p2 (AC)8 16 104530901 104530916 CCGATAATGCATCACACTCG AGCCTTTAATTCGCAAGTCG 125

Ad09A17512 Aradu.A09 17512 p6 (ATCGTC)5 30 104551979 104552008 CCTGCGTGACTCTCTGTTCA GTGCTAGGTGGGAGACAACC 254

Ad09A17514 Aradu.A09 17514 c (TTC)10tttcgttatcgttgtcaccaacacca(CCT)777 104561799 104561875 TAAAAGGACGGTGGCTATGG TCAACAACGAGATAAGGAGGG 273

Ad09A17515 Aradu.A09 17515 p3 (AAG)5 15 104562417 104562431 GGATGAACTTACATTCATTCAACG GCAGAAGATAAGGAGGAGGGA 218

Ad09A17517 Aradu.A09 17517 c (A)10gaaatggaaaattcagttaaaccccaaaag(A)1151 104577440 104577490 TGGCTCTTGAATTTGCACAG TCCAACTCTTCACAGGACCC 213

Ad09A17518 Aradu.A09 17518 p2 (TG)16 32 104577814 104577845 ATAGCAGCAGAGGCAAAGGA TTTCTGGTTTTCTCCCTCCA 216

Ad09A17519 Aradu.A09 17519 p3 (GAA)5 15 104581744 104581758 CCTCACCAATCGAACCCTAA TGGACAGTTTTTCGTTGCTG 266

Ad09A17522 Aradu.A09 17522 p3 (TTA)13 39 104598709 104598747 TGGAACCATTAACCACATTGC CGAAGTAGGTATTGCACTTAGCG 258

Ad09A17528 Aradu.A09 17528 p2 (AT)7 14 104624336 104624349 TTCAAGACTTTCGTTCGTCG TTTCTCAAGTTCACCCCACC 235

Ad09A17530 Aradu.A09 17530 p2 (AT)7 14 104628256 104628269 CCCCCAACAATCAGCATAGA CCGTTATCGTTTTTAATCCCAA 280

Ad09A17534 Aradu.A09 17534 p2 (AC)15 30 104639141 104639170 ATGAAAACGAAGGACCCAAA ACAAAGATGGGAGCACCAAC 229

Ad09A17538 Aradu.A09 17538 p3 (TAA)9 27 104654594 104654620 TGATATTAATAACGCACATTGATTTT AAGTTGTTACTTTACCCACGTGAT 172

Ad09A17539 Aradu.A09 17539 p2 (AT)6 12 104656357 104656368 TGTGTCATTTTTATGTTGTTTTCAA AAAGAGCATCAATACAGAGAAATCA 263

Ad09A17541 Aradu.A09 17541 p3 (TCA)5 15 104683742 104683756 TCTGACAACATTCAGCAGGG GGACCCACTCGTTCAGAGAG 135

Ad09A17542 Aradu.A09 17542 p3 (TCA)5 15 104692254 104692268 ACATTCAGCAGGGCAGACTT GGACCCACTCGTTCAGAGAG 128

Ad09A17544 Aradu.A09 17544 p2 (TA)7 14 104746960 104746973 CCCAAAGCACTCTGTCTTCC TGAAGCAAGAGAAAGCAGTGA 190

Ad09A17545 Aradu.A09 17545 p2 (TC)7 14 104755842 104755855 GGGCATGTAGAAAGGTGGTG TGACTTTGTGCCCATGAAAA 236

Ad09A17549 Aradu.A09 17549 p2 (TA)7 14 104764719 104764732 AATGTACAAATCGTCCTATGAAAAA TTATAGTGTTCTTAGTCCAAACAAAAA 255

Ad09A17556 Aradu.A09 17556 p3 (GAG)9 27 104792085 104792111 ATCACAATGGGTTGAGAGGG GGCAAGGAAGAATGCTCAAG 153

Ad09A17560 Aradu.A09 17560 p2 (AT)8 16 104801701 104801716 TCTCCGACTTGAAAGGCTAAA CCACATGGGTGGTTCAACTT 220

Ad09A17562 Aradu.A09 17562 p2 (TG)6 12 104802206 104802217 CCGAGCCTCATCTTATTTGA AATGCCGTCAATTAATGCAA 280

Ad09A17564 Aradu.A09 17564 p3 (GGT)5 15 104803723 104803737 TTATGGCTCTGGCTATGGCT AATTCATGCATTTAAGGGCG 222
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Ad09A17567 Aradu.A09 17567 p2 (AG)6 12 104818714 104818725 AAGGAACAATCATAAACTGAAATGC TGCATCCATTCATAAGCAGG 249

Ad09A17568 Aradu.A09 17568 p2 (TC)8 16 104823983 104823998 CTAAAATGCAATCACGCGAA AGATGATTCGCCTCCCTTTT 274

Ad09A17570 Aradu.A09 17570 p3 (GGT)5 15 104836880 104836894 GTGGTGGAGCAATAGGAGGA ACCACCAGAGCCATATCCTG 131

Ad09A17573 Aradu.A09 17573 p2 (GA)11 22 104843863 104843884 CCATTCCCTTCTCCTTCCTC CCCTGTCTCTACCTCGCTCTT 168

Ad09A17574 Aradu.A09 17574 p3 (TAA)12 36 104844029 104844064 CCCGAAGCTGATAACCAAAA CGTGTTTTTCTGAGTGAGTTCC 265

Ad09A17575 Aradu.A09 17575 p2 (AT)8 16 104844381 104844396 TTTTCTATCGTAGGATTAGGATTTAGA GACAAATTGATTTAACCGAAAAA 181

Ad09A17576 Aradu.A09 17576 p2 (TA)8 16 104847440 104847455 CACTGGTTCTCCATCAAGCA GCACCATTACCATGCTGAGA 186

Ad09A17580 Aradu.A09 17580 c (TTAA)5tttcatacaat(TTA)649 104874814 104874862 TTGAGGAAGAATGGTGTGCC GGGGCTAGCTTAGCAAGTTGT 238

Ad09A17594 Aradu.A09 17594 p3 (AAG)6 18 104947469 104947486 GGAAAAGAAGATCCCGAAGG TCCCTCGAAGTAATGGTTGG 243

Ad09A17595 Aradu.A09 17595 p4 (TTAT)5 20 104947918 104947937 ATTTTGTGAAGCCGTTTTGG CATCATAACAGAACAAATGAACGA 182

Ad09A17598 Aradu.A09 17598 p3 (TAG)5 15 104962883 104962897 AGCTGAAGCGCCAGAAATTA AACTTAATTGGAAATAAAACCAGAAT 203

Ad09A17601 Aradu.A09 17601 p3 (ATG)10 30 104969427 104969456 AGCCTCCTCGTCTCTTCACA ACCGCTCACCATTCATCTTC 121

Ad09A17602 Aradu.A09 17602 p2 (TC)6 12 104971305 104971316 TGGCCAATGCGATGTTACTA GATCCTCAAATAATGGGGGC 248

Ad09A17603 Aradu.A09 17603 p2 (AT)6 12 104974258 104974269 AAAATTATGAAAACAGTTGAAATGACA TGACACGCTTTCAGTTACCAA 183

Ad09A17606 Aradu.A09 17606 p4 (AAAT)5 20 104988003 104988022 TCCACCACGAGTTAGCTTGA GCTTCATAAAGACTGATAACACACC 116

Ad09A17609 Aradu.A09 17609 c (T)12aaatttatttct(TC)16(TA)1178 105003462 105003539 TATGGCCACTGTTTATGGGC CCACAATAACCAGTAACGGAA 228

Ad09A17611 Aradu.A09 17611 p3 (AGA)6 18 105008301 105008318 GGAGAAGAAGATCCCGAAGG CCTCGACGTAATGGTTGGTT 241

Ad09A17616 Aradu.A09 17616 p3 (ATG)9 27 105019430 105019456 GCTTCACCAACTTCAGCCTC ATTGCCACCTCTCACCATTC 132

Ad09A17617 Aradu.A09 17617 p2 (TA)9 18 105022343 105022360 AAACCGTGACAAGGAACCAC TCCTCACTTGCCATTGTGAC 207

Ad09A17618 Aradu.A09 17618 p3 (ATA)6 18 105025634 105025651 TGCTAACACTTCCAAATTCTAAAACA GGACGAAGCTCGCTTGTATC 259

Ad09A17619 Aradu.A09 17619 p3 (CAA)5 15 105029304 105029318 CAATGGAACTTTCGTTCAACA TTCTTTGCCTCAAGCCCTAA 218

Ad09A17623 Aradu.A09 17623 p2 (CT)6 12 105045100 105045111 TAGAAGTGATGTGGTTGCCG AACCTAACATAAACTTCAACACAAAA 181

Ad09A17625 Aradu.A09 17625 c (T)12aaatttatttct(TC)16(TA)1382 105058216 105058297 TATGGCCACTGTTTATGGGC CCACAATAACCAGTAACGGAA 232

Ad09A17627 Aradu.A09 17627 p3 (TTA)8 24 105068027 105068050 GAAAAGATTCTCACGCATCAAA TTAATTTGCTCTACCAAATGAGATT 178

Ad09A17628 Aradu.A09 17628 p2 (TG)11 22 105070978 105070999 TTCTTGGGTTTGGTTTTTGC CCCTGATATGGCCTCTTCAA 236

Ad09A17629 Aradu.A09 17629 p3 (TTA)5 15 105072713 105072727 AGGAGAACAAATCGCGAAGA CCCTATGGTCGTTGGTGTCT 184

Ad09A17630 Aradu.A09 17630 p2 (TA)6 12 105086127 105086138 TACCCTCGCCTTTATCCTGA GCGACTCTGATAGCTCGGAC 251

Ad09A17631 Aradu.A09 17631 p3 (TCT)5 15 105092057 105092071 CCCATCACCTCTTCACCACT CGTCCTCGAGCAAGAGAAGA 263

Ad09A17632 Aradu.A09 17632 p2 (GT)12 24 105114816 105114839 GACGGACTATCTAAGAGGCCA ATGCCAGCATTCATTTGGTT 146

Ad09A17638 Aradu.A09 17638 p2 (TC)6 12 105127181 105127192 AATGGATGGAGACGGAGACA TGATAAACTTGAGAGACAGAAATAATG 229

Ad09A17639 Aradu.A09 17639 p2 (TA)6 12 105130890 105130901 CACCAACCTGTGAGGATGAA CTTGCAGCAGATGGAACACT 278

Ad09A17640 Aradu.A09 17640 p3 (AAT)6 18 105131885 105131902 GAGATACAGCTAGGGCGTGC CATCCGTTCTTGCCTTTGAT 274

Ad09A17641 Aradu.A09 17641 p2 (AT)7 14 105135016 105135029 CCGCTAACTCCGAAATTCAC TACAATGTGGTGAGACGGGA 219

Ad09A17642 Aradu.A09 17642 c (TA)6(TG)7cgt(GC)641 105136818 105136858 GAATAAGACTGAACACCATTTCATT TGCCCACACACGTATACACA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A17644 Aradu.A09 17644 c (TGGTGT)5tggtgctggttgtggcggtggtgttggtgt(TGG)678 105139466 105139543 TGTTGGTGTTGGTTGGTGTT GTGCCAGAATCGAAATCGTC 251

Ad09A17647 Aradu.A09 17647 p3 (AAT)17 51 105143407 105143457 CGATCCCTATCGTTATTATTTGTTT TTTTTGGTCCCACCTATGAAA 231

Ad09A17649 Aradu.A09 17649 p2 (AT)8 16 105160908 105160923 TTCCCTGTGAAGTAACCTGTG TGCGTAAAGGTTTTGCTCCT 244

Ad09A17652 Aradu.A09 17652 p4 (AAAT)5 20 105167831 105167850 GTCCGTCTCTTGGTTGCTTC GGAGGCAATGTAAGGGTTCA 257

Ad09A17655 Aradu.A09 17655 p3 (ATG)5 15 105176938 105176952 GAGACAATGGCTCTGAAGGC CTTCATCACAACCTGCGCTA 252

Ad09A17656 Aradu.A09 17656 p2 (AG)6 12 105180953 105180964 GCCTTCTCCTTCGTCCTCTT CACCCAGCAGAAAACCCTAA 221

Ad09A17658 Aradu.A09 17658 p2 (AT)6 12 105187488 105187499 TCAGAATGTTTGGAACCTCC TTGTTGCTGCAATCTGAAATG 269

Ad09A17661 Aradu.A09 17661 p3 (TGA)5 15 105194972 105194986 GGATTGGGCTTTTCATAGTAAGG AAACCAGCCTCCAGTGAAGA 260

Ad09A17662 Aradu.A09 17662 p3 (CGG)5 15 105202815 105202829 GGAAACCAAACGCTTACCAA TCCTTTCTGCTTCTGGTGCT 275

Ad09A17664 Aradu.A09 17664 p3 (CGG)5 15 105209881 105209895 GGAAACCAAACGCTTACCAA TCCTTTCTGCTTCTGGTGCT 275

Ad09A17666 Aradu.A09 17666 p3 (TGA)5 15 105215075 105215089 GGATTGGGCTTTTCATAGTAAGG AAACCAGCCTCCAGTGAAGA 260

Ad09A17668 Aradu.A09 17668 c (AAT)13atatttgtctaacttaatttaactttttcgtagacaattcttaatctattttatattcatctacatt(A)10gaaagaaatgaaggatatacaatctttaacacggtgttcttttaggtatttagaaatctag(A)10187 105218359 105218545 GAGTTAAATTCAAGGATAACGATGTTT GGTCACAAGAATTGAGGGCA 280

Ad09A17669 Aradu.A09 17669 p3 (GAG)6 18 105228704 105228721 GCTGAGAGGGAGCTGAAGAA GGTGCCAGGGTTATCTGCTA 131

Ad09A17670 Aradu.A09 17670 c (A)10c(GAAGAG)6gaagaagaagaagacgaagacgaaaaagaagaagaag(AGA)599 105231383 105231481 GAAAGAAGAACGTGCAGCAA TCAAACGGTTCCTCTTCGTC 176

Ad09A17672 Aradu.A09 17672 c (T)10cacgtaacttcttttgccaattgaattttctgaattgaaaattcttttattcaattggctttcgagttcgtc(T)10cacgtaacttcttttgccaattgaattttctgaattgaaaattcttttattcaattggcttttgagttcgtc(T)10174 105241422 105241595 TTGGGATTAGTCACGTTCCC AAGACGAACTCGAAAGCCAA 271

Ad09A17675 Aradu.A09 17675 c (A)10ttaattaaatttatgtaatttaaacctttctacgaaagttttagttt(A)10tatgtaattaggtttctaagctctttgaaagaaataattagaaaaagaatataatccattcccatttctaatgaagtagtactaa(T)10162 105250557 105250718 TGTGTTTAATGTTATTCCCAAGTCA TCACATTTAACAACATCAATTGAAAA 276

Ad09A17681 Aradu.A09 17681 p3 (ATT)7 21 105256853 105256873 TAATCCCCATCCTTGTCGAG GCTTTGGGATCGATGAAATC 231

Ad09A17683 Aradu.A09 17683 p3 (TCC)5 15 105258050 105258064 ACATTCCATCAGCTTGGAGG TTTTGAGCGTTGTTGAGGTG 278

Ad09A17684 Aradu.A09 17684 p3 (GAA)5 15 105258501 105258515 GAGGTGCGTGAAACTGGAAT CCCCACTCACCCATTCTTAC 175

Ad09A17685 Aradu.A09 17685 c (T)10acttcctatatttttattttatttatttatgatttaagcaggtttcttttcttcttcctcttttc(ATT)20135 105261129 105261263 CTCCTATGGCGCGTGTTATC AACCAGAATTTGTGATGTTCCA 245

Ad09A17688 Aradu.A09 17688 p3 (CTC)5 15 105266204 105266218 CGCACGTGGAGAGGTAGTTT CAAGTTTGAGAAAATTAGATGCGA 234

Ad09A17692 Aradu.A09 17692 c (TAA)17ttttattt(TTA)574 105274985 105275058 TCGCAAATCGCACTCAATTA TGAGATGTGGCTTGCATGTT 252

Ad09A17695 Aradu.A09 17695 p3 (TAA)21 63 105282888 105282950 TGGGTTCTGCGTTTTGAATA GCATTAAAGCTTGCCACAAA 280

Ad09A17702 Aradu.A09 17702 c (T)12cgaattcacaaatcggactgtccaatttgtgattgtttgtttg(A)1065 105307372 105307436 GGTCCGATTTGTTTGGAGAA TTGGATGCACTGATTTGTTTG 205

Ad09A17705 Aradu.A09 17705 c (T)10aaagttaaaattattgaccttttaagctacatcacaaaagtgtacttatttctttgtttttaccttc(T)1087 105309075 105309161 TCTTTGAAGCTTTTTCCGACA CAAACATATGCAGGGTTTTTGT 208

Ad09A17706 Aradu.A09 17706 p2 (TA)13 26 105310666 105310691 TTACAGTTGCATCAACCATGC AAAACCGCGTGAATTCTGAC 275

Ad09A17708 Aradu.A09 17708 p3 (AAG)7 21 105318673 105318693 AGCAAAGCAATGGGTACGAG ATGCATCAAGTTGGTCCTCC 280

Ad09A17710 Aradu.A09 17710 p2 (GA)16 32 105325265 105325296 GGAAGCGGAAGAACAAATCA TTCTTACACACTCCCTCCCG 254

Ad09A17712 Aradu.A09 17712 p2 (TG)8 16 105332045 105332060 CTGAACAAAAAGGCTCCTGC CATTCTTTGTGTTTTCCCCC 245

Ad09A17714 Aradu.A09 17714 p2 (AT)7 14 105334421 105334434 AATCACAAGTAACGCAGCCC CTAGGGTTGGTGTTCGTGCT 258

Ad09A17715 Aradu.A09 17715 p3 (TAT)9 27 105336404 105336430 ACCGACTAAATGGCATTGCT CAGCTCCCATTACTAATAAAAATAAAA 274

Ad09A17716 Aradu.A09 17716 p2 (AT)9 18 105339999 105340016 TTAAAAGCGGACATTTTGGC TGTGGCAACTCAGCATTCTC 142

Ad09A17721 Aradu.A09 17721 p2 (TA)11 22 105350666 105350687 TGGTCTGTCCAGTAGTTTAGCC GGTAAACAAAATAATGGCAGCA 275

Ad09A17723 Aradu.A09 17723 p3 (ATA)6 18 105352187 105352204 ATTACGAACGGTTGGGTGAA ATGTCATTGTCTCATCGCCA 109
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Ad09A17725 Aradu.A09 17725 p2 (AT)6 12 105354959 105354970 CCTTTTGAGCTGATAACCCC TGTCTGATCCTGCAAGTTGG 177

Ad09A17726 Aradu.A09 17726 c (TTA)5ttgagtg(AT)9aaaagaatttaatgaataaatttatcattatttttgtttaaaaaatacaaaaaatatagtacaatattattgtgcaat(TAA)11151 105357491 105357641 GGATTGCTGCGAGAATGACT TCAATCCCCAACGTTTCTCT 249

Ad09A17727 Aradu.A09 17727 p2 (TC)7 14 105358349 105358362 GTGGTTCGATTCGATTTTCG AGAGGGAGGTTGATAGGGGA 201

Ad09A17728 Aradu.A09 17728 p3 (TCT)5 15 105359734 105359748 TTTGCATCCAAGTTCATCCA GGAGAATGAGGAGGAGGAGG 193

Ad09A17729 Aradu.A09 17729 p3 (AGG)6 18 105360581 105360598 TGGCAAAATGTTGGTGTTGT CTCTCCCGCCTTCTTCTTCT 175

Ad09A17730 Aradu.A09 17730 p2 (AT)6 12 105362700 105362711 CGAACCAAATCACAATGTCTG TTGGTTCCCTAAATCATAAATGG 272

Ad09A17731 Aradu.A09 17731 p3 (CTT)5 15 105365324 105365338 TCGGTCGAACCGATTTTTAC TGGGTAAGCATCAAAAAGGC 264

Ad09A17732 Aradu.A09 17732 p3 (AAG)6 18 105370125 105370142 TTTCATTATGTCGGTCCATCC ATTCCTTCTATCCGCATCCC 256

Ad09A17733 Aradu.A09 17733 p6 (CCTCAG)5 30 105370405 105370434 AGCCGGATGTAAGGGAGATT TGCTGAAACTGCTGAGGATG 154

Ad09A17736 Aradu.A09 17736 p2 (AG)19 38 105387099 105387136 GAAATCAGATGGGCCAAAGA AGCACAGATTGATGTGGGTG 275

Ad09A17737 Aradu.A09 17737 c (A)11cac(A)11 25 105395280 105395304 AATTCCTGGACCGGAGTCTT GCATGCAATTGACACCAAAC 192

Ad09A17740 Aradu.A09 17740 p2 (AG)6 12 105407421 105407432 GTCACTTTCCCGTGACCTGT CATTGAACCTGAGATGAAGAAGAA 269

Ad09A17741 Aradu.A09 17741 c (AT)6aatag(AATAT)752 105412484 105412535 AGAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 223

Ad09A17742 Aradu.A09 17742 p2 (AG)6 12 105413918 105413929 GGCCCAAAAAGCACAGATTA AAGAAAGTCATAACATGAATGGTCA 252

Ad09A17743 Aradu.A09 17743 c (TTC)9tattctttcttctttttgctcgagggcgagcaatattctaagtttggtgtggtaaaagcatagc(T)10101 105416422 105416522 TTCACCTTAGCCGAAACCAC GCTTTTGTCTTCCCTTTCCC 216

Ad09A17744 Aradu.A09 17744 p2 (TA)8 16 105428585 105428600 AACCACAATCCAAACACACG TTATGCATTCGAGGAAAGGC 249

Ad09A17748 Aradu.A09 17748 p2 (AT)6 12 105443158 105443169 AGGACGCTAGGCAGACAAAA TCTTTTTGGACCCTTTGCAC 264

Ad09A17760 Aradu.A09 17760 p6 (CTGAGG)5 30 105492556 105492585 TGCTGAAACTGCTGAGGATG AGCCGGATGTAAGGGAGATT 154

Ad09A17762 Aradu.A09 17762 p2 (TA)6 12 105500749 105500760 TTCATGGGTTAATTGGAATTTTG GTGCCTTTGTTGCTTTGGTT 256

Ad09A17764 Aradu.A09 17764 p2 (GA)6 12 105505973 105505984 TGAATTGGGAAGTTTGGAGG AACCCAATTTTGTTCCCCAT 263

Ad09A17768 Aradu.A09 17768 p2 (TC)9 18 105521821 105521838 TACACTCTCTTCCGCCACCT GAAGGTGAAGGGGAAGAACC 187

Ad09A17769 Aradu.A09 17769 p2 (TA)8 16 105523174 105523189 TGATGCAATGCAACCAATTT AATGGATGGACATGGAAACG 276

Ad09A17772 Aradu.A09 17772 c* (ATT)5(T)10* 23 105526677 105526699 CGAGGAACAAAAGATATCCCA CTGAATGCATCTATTTGGCG 247

Ad09A17776 Aradu.A09 17776 p2 (CT)7 14 105535282 105535295 AATGGTCATCCAAGAGGGTG AGAGTGAGAGAGAAGAGTATTCAAAAA 268

Ad09A17777 Aradu.A09 17777 p3 (ATA)5 15 105539183 105539197 CGTTTTCCCTCCAAAATGAA TTCTTATCATGATTATCACAGACCG 257

Ad09A17779 Aradu.A09 17779 p2 (AT)9 18 105541322 105541339 CGTTGCCTCATTCTGTTCCT CAGTGCATTCATTTTAGCGG 267

Ad09A17782 Aradu.A09 17782 p2 (AG)19 38 105544865 105544902 GGTAGATGCAAGGGTTGTGG GTCACTGTCGCTGCTGAGTC 195

Ad09A17783 Aradu.A09 17783 p2 (TA)11 22 105545233 105545254 GAGAAAACAGGCTCATTGCAG GATTGGATTTAGGGTGTGCC 253

Ad09A17784 Aradu.A09 17784 c (T)10catttttcaa(T)1030 105546188 105546217 CTTGTTCCGTCCTGTTCTCAG ATTGGGAGTACCCATCACGA 252

Ad09A17787 Aradu.A09 17787 p3 (ATT)8 24 105547812 105547835 GTAGAGCGGATCAAATGGGA AGGAGGCATGTTACAAGACTTT 244

Ad09A17788 Aradu.A09 17788 c (A)11gaataaaacaaaaactttagattgtcc(A)1048 105555188 105555235 ATGGCTATGGCCAAGTTTTG TCTTATTGTCTGCTCCATTTTGA 267

Ad09A17790 Aradu.A09 17790 p2 (GA)10 20 105570993 105571012 ACGCTTTCGCATGACTTTCT GTGCTAGGTGGGAGACAACC 244

Ad09A17791 Aradu.A09 17791 c (TC)9accaccacccaacacctcttcgctt(TC)655 105573517 105573571 CTTCTCCCTCACCATTTCCA CGTTCGGAGGAGTGAGAGAC 161

Ad09A17795 Aradu.A09 17795 p2 (AT)8 16 105597033 105597048 TTGGAGACCCACGTTCTACC CAGCTTGGTAGCGCATTTTT 275
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Ad09A17804 Aradu.A09 17804 p3 (ATT)14 42 105613754 105613795 GGGCTTCATATTCCTGCAAA TTTCGAAAACAAGGAGGATTAGA 270

Ad09A17806 Aradu.A09 17806 p4 (AAAT)7 28 105616406 105616433 GAAAGTTGGGTAGGGTCCAG TTGGAGACTTGGAGATGTTCC 271

Ad09A17809 Aradu.A09 17809 c (CT)11ccctctctttctctctctg(TC)857 105621194 105621250 TAAGCCGACGGTAAATCCAA CTAACGTGATGCAAGGAGCA 237

Ad09A17815 Aradu.A09 17815 p3 (TTG)5 15 105639197 105639211 TCCATGAGGTGGTCAAACAA TCCAGCAACAAAATTCAACCT 197

Ad09A17818 Aradu.A09 17818 p2 (AC)6 12 105661546 105661557 TAGAAATGAAAAATCGGGCG TCACAATGAACACGTAGCCG 278

Ad09A17819 Aradu.A09 17819 p2 (AT)8 16 105664172 105664187 TCTAGGATTGCCTTTGGCAT CTCGTGAAGTTTAAGCTGGC 264

Ad09A17820 Aradu.A09 17820 p3 (AAC)5 15 105667480 105667494 TTCTTCCATTCTCCTCCGTG GACGGGAACAGCAAGAAGAG 206

Ad09A17822 Aradu.A09 17822 c (A)10taataactgaa(T)1031 105671869 105671899 GGTTGGCTTCACCTTGTGAT TAGGCTTTGTTGGAGGGTTG 206

Ad09A17826 Aradu.A09 17826 p2 (AT)6 12 105708743 105708754 TTTTCGGGTTGGATCAAGAG TCAAGCTAAACGAGCTGAACC 133

Ad09A17828 Aradu.A09 17828 c (CT)9aactctctgtctctgttctttttttt(TC)656 105714752 105714807 CTCGGACACAAGCATTTCAC AGTCGCACTAAAATTCCCGA 217

Ad09A17829 Aradu.A09 17829 p3 (TGG)5 15 105720266 105720280 CTCATCCACCATCGACCTCT CGTGGAGTCTGAGAAGGAGG 199

Ad09A17835 Aradu.A09 17835 p3 (AAT)5 15 105746768 105746782 TTTTAAAAAGATTCGTATCGACAAA TTGATGATCCTATCCGGGAG 119

Ad09A17836 Aradu.A09 17836 p2 (AT)7 14 105754055 105754068 AAAACAAACGCTATTGAACGG AGGGGGCGTGATAGTGTATG 276

Ad09A17840 Aradu.A09 17840 p3 (TTA)5 15 105764998 105765012 ACAATCTACGACTTGAAACAAGC TGGTGTGTTTGCAGCACTAAG 280

Ad09A17841 Aradu.A09 17841 p3 (TAA)15 45 105766485 105766529 TTGAATAACAAAAATAATTGAAGTGAG TTGTTTTCCATTGACCCCAT 154

Ad09A17842 Aradu.A09 17842 p3 (ATA)11 33 105766648 105766680 ATGGGGTCAATGGAAAACAA AGGCAGGTAGCACCCTTTTT 151

Ad09A17854 Aradu.A09 17854 p5 (TTATC)5 25 105840288 105840312 GTCCGATTTGTTGGACTTGG AGAGATAAAGGCGGTTCCGT 264

Ad09A17856 Aradu.A09 17856 c (ATA)11cagtataggggttag(TAA)666 105854072 105854137 GAAGCAAAATTGTTGGGTTGA TTTCGGTCCTTCACATCAGA 272

Ad09A17857 Aradu.A09 17857 p3 (AAG)5 15 105855563 105855577 TGCCTGCACAAAATACCAAA GGTATGGCATTGTTCTTGGG 183

Ad09A17858 Aradu.A09 17858 p5 (AATAG)5 25 105861077 105861101 GCTGGTTCCAAGTCCAAAAA TTTCAAGATTCTATTCCCTATCTGTT 268

Ad09A17860 Aradu.A09 17860 c (AT)11aatg(TAA)541 105872306 105872346 CGAGAAGTAAGATGCATGAACG GAGGGCTAACACTACAAAAATCG 258

Ad09A17861 Aradu.A09 17861 p3 (TAT)10 30 105872525 105872554 ATTGGTGACGTGCTTCCTTT TGAAAAGAATTTTGTTTCCTCCA 153

Ad09A17862 Aradu.A09 17862 p2 (TA)9 18 105873560 105873577 TCCTGTTTGATCTCTGGTTTTTC TTGCCACGAACTTAGACCAA 178

Ad09A17866 Aradu.A09 17866 p3 (TCT)7 21 105898735 105898755 TACACGCGCTTTATTCATGC GAGAAAGAGAAGGCAAGAAACG 272

Ad09A17867 Aradu.A09 17867 p3 (CTT)6 18 105898904 105898921 CAAGGTACGTTTCTTGCCTTC TTTCTCCTCCTCATCTTCTGC 205

Ad09A17868 Aradu.A09 17868 c* (AAG)7aggaagaggaagaggaagaggaagaagaagaagac(GAA)7(GAAGAG)5*104 105899669 105899772 GAGGAAGAAGAACGTGCAGC CGCGCACTAACTCATTTTGA 234

Ad09A17871 Aradu.A09 17871 c (A)10ctaagttataaaaaataataaatacatggaaggaaaaaaaagat(A)1064 105902183 105902246 AAAGTTGAAATGGGAATGATTGA TCCCATTTTTATTAACTTTCCAGC 147

Ad09A17872 Aradu.A09 17872 p2 (TA)7 14 105903399 105903412 TTGCCATCTCTAAACACCATTG ATGATACCGCTCATCCCAAA 211

Ad09A17875 Aradu.A09 17875 p3 (ATA)15 45 105908871 105908915 ATGGGATGAATAAGGCCACA TTTCGGATCATAGAATGAAGTCTG 177

Ad09A17877 Aradu.A09 17877 p2 (AT)6 12 105923845 105923856 ACCTACGCATGATTTGGTCC AAGTTTTCAACCATCATATCGAA 172

Ad09A17878 Aradu.A09 17878 p3 (TTC)7 21 105929020 105929040 TTTTAAAACCGTCCTTCGGA GGATGATGCTGAATGCAGTG 164

Ad09A17879 Aradu.A09 17879 p3 (TTC)7 21 105931434 105931454 TTTTAAAACCGTCCTTCGGA GGATGATGCTGAATGCAGTG 164

Ad09A17880 Aradu.A09 17880 c (TC)10c(CT)13 47 105932957 105933003 TCTGACGGTAAATCTCACGG AGTGATGGGGATGATGGTGT 167

Ad09A17881 Aradu.A09 17881 p2 (CT)19 38 105933219 105933256 CCTCACCGTGGAATCTTTGT GGGGCTGCTCTTGTCTCTAC 214
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Ad09A17887 Aradu.A09 17887 p3 (AAT)6 18 105952559 105952576 GCATAATAGGTAGAGTTAAATTCAAGG TTGAGGGCAAGAAAAGTTGG 280

Ad09A17889 Aradu.A09 17889 p2 (TA)8 16 105954834 105954849 GCTTGTAGCCATTAGGTATGGAA TCCATAATTTTTGAAAACCACTGTT 267

Ad09A17891 Aradu.A09 17891 p2 (CT)11 22 105958007 105958028 ATGACATCACGCAGCTGAAC GCGAGAGATGAGAGGGTGAC 124

Ad09A17892 Aradu.A09 17892 p3 (AGT)5 15 105958747 105958761 TTGTTCAGAGCAGGGTAATGG GGCAAGGAGGAATAAGACCC 228

Ad09A17893 Aradu.A09 17893 p3 (AAT)5 15 105960047 105960061 CATGGTCTTCCTGGCATTTT TGCAAAGTGAAGCCACAAGA 277

Ad09A17894 Aradu.A09 17894 p4 (TTAT)5 20 105962735 105962754 CGTTCTTTTATGCAATTTGTGG GGTTGTCCAACTGCCACTTC 267

Ad09A17896 Aradu.A09 17896 p4 (TAAA)5 20 105990902 105990921 CCAAGCTTTATTCGATACCTGC TGACTCAATGAAGACGCGAG 179

Ad09A17898 Aradu.A09 17898 p3 (CTT)8 24 105992559 105992582 TCAACGACGGGTAACAACAA GCATTGCTCTTCTGGGACTC 269

Ad09A17900 Aradu.A09 17900 p2 (CT)7 14 106030526 106030539 TAAATTCGTGTTTGGCTCCC TCATGGAAAAGCACACCAAA 133

Ad09A17901 Aradu.A09 17901 p2 (AT)14 28 106034994 106035021 TCGAAGCCGTATAAACTATTCTTC TGCGTTTTGCTTATTCGAGA 253

Ad09A17904 Aradu.A09 17904 p3 (TTC)5 15 106049746 106049760 ACTAGTAGTTGGGTTGCCCC CCCCCAACAAGTAAGGTGAA 204

Ad09A17910 Aradu.A09 17910 p3 (CTT)9 27 106058148 106058174 TTCTTTTCCTTTCACCACGG ACAGCATGAACCACAATGGA 228

Ad09A17914 Aradu.A09 17914 c (A)13gaaaaaattttttcgtattcatcaaattttttatttaaataaattttatatttttttaactattattattcac(AAT)5101 106068895 106068995 TCAAATCGGTGCATAAAACAA AAAAATCCTAATAGCGGTGCT 277

Ad09A17916 Aradu.A09 17916 p5 (CACAC)5 25 106071136 106071160 CGGCTTGAACGTTTGGTATT TTCCATCTTTGAGGAGTCGG 254

Ad09A17918 Aradu.A09 17918 p3 (TTG)8 24 106073159 106073182 TGGCTAGGGGTAGAGTGTGG CACATGGTAGAGGCATCAGTG 202

Ad09A17919 Aradu.A09 17919 p3 (AGG)5 15 106077926 106077940 TCATGAGTTTCACAAGCTTTCAC TTGTTGCTGATGAGGATGGA 230

Ad09A17921 Aradu.A09 17921 c (T)13(G)17 30 106088359 106088388 GGACCACCAAGGAGAACAAA CCCAATAGACCCGTTGAAAA 241

Ad09A17925 Aradu.A09 17925 p2 (AT)7 14 106094024 106094037 CCAGCCCACAACGACTTATT TCAGATATTCACATTTGGCATGT 262

Ad09A17931 Aradu.A09 17931 p2 (TA)9 18 106111338 106111355 TCAACTGTTCCCATCATTGC TCACGCCATCATCACAATTC 181

Ad09A17934 Aradu.A09 17934 c (ATT)15gatgacacttcgtgag(T)1071 106120592 106120662 AAACGTTGGGAACAAAAACG TGTCACAAAGCAAAACATAAACAA 226

Ad09A17936 Aradu.A09 17936 p3 (TAA)5 15 106126396 106126410 GACCAAAGAGAACAAATGTTACAA GCAATGATGTCAAAATAAAACTCG 276

Ad09A17942 Aradu.A09 17942 p2 (TA)7 14 106131823 106131836 GTCCTTCCAAAAGCGAACAG TTTGAAATTTTTGGTTGGGC 198

Ad09A17943 Aradu.A09 17943 c (GTG)6ttggtgttggtattggtgttggtgttggtgttggtgctggttgtggtggtagtgttggtgt(TGG)594 106132860 106132953 GTTGGTTGGTGTTGGTGTTG CGAATCCGTCCCTCATCTAA 249

Ad09A17945 Aradu.A09 17945 c (AT)9aagtagtagacctccataaatatgacaagtggatggagaggttttagatctatcaagaacatgaggcatcaaatttttttgatgctttcttc(T)10120 106133522 106133641 TGTTGTGTTTTAATTGGTTTCTGT CAAAAGCATGCACATGGAAA 240

Ad09A17946 Aradu.A09 17946 p3 (AAT)23 69 106134553 106134621 GCCTCAACTTCATTCTTTCCC TTTGGTGACGTGCTATCTTTTT 202

Ad09A17947 Aradu.A09 17947 p2 (AT)10 20 106134830 106134849 GGTTAAGGACTTACAAAACCTTTCTT TTCGATCTGTGAACACGCTT 272

Ad09A17948 Aradu.A09 17948 p2 (TA)6 12 106136072 106136083 GAAATTCACAAAACTTTAGGCTTGA TCGCCTATTTCATCTTTTGC 267

Ad09A17950 Aradu.A09 17950 c (T)10ctgcttgctttctctctc(T)10gtattcactgc(T)1059 106145337 106145395 GCACATTCTTTTTGCCTTGG GATGTGGTGGCAATACTTCG 266

Ad09A17951 Aradu.A09 17951 p2 (TG)7 14 106157568 106157581 TCTTCCCCTTCCCTGATTCT CACAAACCCACAACCCCTAT 147

Ad09A17955 Aradu.A09 17955 c (CT)6atcactcactaactcactttttctttctcatctcttgaacatcaatatagtccagtcactatcctcttcaaaatcac(A)1099 106171965 106172063 CTGCAGCACCTAAACCATCA TGCAATGAAAATGGTGATCTG 260

Ad09A17956 Aradu.A09 17956 p3 (GAA)6 18 106172387 106172404 GAAGTTGGGGTTGCAGAAAA GAGCTCCATCTTTTCCTCCC 107

Ad09A17958 Aradu.A09 17958 p2 (CT)7 14 106175078 106175091 AAAGTCCAAGAAACAAAAATCAAA TGAGTTGCTCTTCCATGTGC 145

Ad09A17959 Aradu.A09 17959 p2 (GT)7 14 106175207 106175220 GCACATGGAAGAGCAACTCA TGCGAAAAGAACACGAATTG 193

Ad09A17961 Aradu.A09 17961 p2 (CA)6 12 106185856 106185867 TTATATACGCACGCACAGCC AGCGTGCTATCACTCCCAAC 106



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A17962 Aradu.A09 17962 p2 (TA)8 16 106201031 106201046 ACTAGCCGGCTTAAACTCCA CATGCCGTAAAGCAAAGGTT 267

Ad09A17966 Aradu.A09 17966 p3 (GGA)5 15 106241813 106241827 AAGATCAGGAAAGAGGGGGA CAGAAAGAGATCTCGGGCAC 170

Ad09A17971 Aradu.A09 17971 p2 (AT)9 18 106251105 106251122 TGCACATTAAGAATTAAGCATCAAA TTGGCAAGTTTGAAAGAACCT 270

Ad09A17972 Aradu.A09 17972 p2 (AT)6 12 106251567 106251578 TGATCAAGATCAATGACGTTCT TCCGTTCTTTATCGGTTTGG 205

Ad09A17986 Aradu.A09 17986 p3 (AGA)5 15 106302537 106302551 CTAGAGGTTTCTCCGGCCTT ACCCCTCCATCCTTCTTCAT 220

Ad09A17987 Aradu.A09 17987 p4 (TAAA)5 20 106305869 106305888 GAATCCAAACACAAAGGGGA TTCCTCCCTCTTTTTCAAAGC 219

Ad09A17989 Aradu.A09 17989 p3 (ATT)5 15 106326822 106326836 TGATCCTCTTCACATGCTGC CATATCCCCAAAGCATGACC 243

Ad09A17991 Aradu.A09 17991 p2 (TA)10 20 106333486 106333505 TGGTTGTGCTTTGACCTACG GAGGGAGGCTGTGACTTGAC 273

Ad09A17998 Aradu.A09 17998 p2 (TA)7 14 106363633 106363646 TTGGCTAAGCTCAGCTCATTA CAATCTCGCCTCACCAAAAG 278

Ad09A17999 Aradu.A09 17999 p2 (TC)9 18 106368385 106368402 CTTGATTTCAGGTTTCCCCA AAACAGAGCGAGCCTTTCAC 170

Ad09A18008 Aradu.A09 18008 p2 (CT)21 42 106400737 106400778 TGGTTCTGCTCTCTCAGTCG ATTTGGTTGGAGCAAAATGC 270

Ad09A18009 Aradu.A09 18009 c (AG)8(AC)15(AG)1984 106407492 106407575 TCGGTCTCAGTCCTCGTCTT CAAACACAACGGAAGAAGCA 258

Ad09A18010 Aradu.A09 18010 p4 (ATAG)18 72 106408021 106408092 AAATTTGGCTGAAAATTTTGTTA CATGATGGAGGAAGTGGCTT 237

Ad09A18011 Aradu.A09 18011 p3 (TAA)10 30 106410463 106410492 TTTTGTCCGTATGCAAATAAAAAG TCAAGTTATTCTGTTCAAATAGGCA 267

Ad09A18012 Aradu.A09 18012 p2 (AG)6 12 106411152 106411163 GGGAAAAGAGATGCCAGAAA GCGAATGGTCTCTCCTTTCA 231

Ad09A18015 Aradu.A09 18015 c* (A)10(AT)9* 27 106412718 106412744 TCACGACTAATGCTTGATCCC CCAAACTAATGAACCCACCAA 110

Ad09A18022 Aradu.A09 18022 c (T)10cttttttttctctttttttttctgatttttgttcttgcttttgatccactactattttcctattttctctattcttccttcctcttcccgtctttctcc(T)10119 106422387 106422505 TTCGTCTCTCTTGTATCTCATTGTC AAATCTAACACTCAAAATCAGAAAAAT 205

Ad09A18025 Aradu.A09 18025 p2 (AT)6 12 106426061 106426072 GGTCAAACATGTTGGTAACAAATAA CATAATTCGCTTTTAATGTTTTTCA 259

Ad09A18026 Aradu.A09 18026 p2 (AT)9 18 106426491 106426508 CCCATCCTTTGCTCATTCAT TGTGCACATAAATAATCACTCAAAAA 265

Ad09A18028 Aradu.A09 18028 p3 (CCA)5 15 106429434 106429448 CCGCTCCTTTCTTTCCTCTT GAGTTGTGGTGGTGGTGATG 226

Ad09A18029 Aradu.A09 18029 c (ATC)5atgcattcatggccgccatggacactgctt(CTG)663 106429700 106429762 TCTTCTCTCAACCCCACACC TTCCACAAGGGAGCTTTTTG 260

Ad09A18030 Aradu.A09 18030 c (AAT)5ggtggaggagggtattattttgagag(TAA)865 106431886 106431950 TGATTAGGAAGTTTTGAAAAGGA GTGTTCCTTGGTGTTTTCCC 240

Ad09A18031 Aradu.A09 18031 c (CTG)6ttgccaaaaccaataggccttggtgtttggaactcaagctcac(TGA)885 106432076 106432160 GGGATGTTTGGGATTTGAGA CACAATGCAATACGATGATGC 251

Ad09A18038 Aradu.A09 18038 p3 (TCT)7 21 106453008 106453028 ACAACGAAAGATGCTTGGCT ACTCCGGTAACCAGTGATGC 247

Ad09A18040 Aradu.A09 18040 p3 (ACC)6 18 106466160 106466177 CCTAACCCATTTCAACCCCT GTGTGGGGCTGAGAGAAGAG 247

Ad09A18041 Aradu.A09 18041 p3 (AAT)5 15 106467519 106467533 GTAAGGGTCGATCCCACAGA ACGGTGAGGCCCTACATACA 277

Ad09A18042 Aradu.A09 18042 p4 (AATT)5 20 106487038 106487057 TCCTTTCTTCTCTTCCCTCCTC GGCAAGAAGCTTCCAGTGAG 267

Ad09A18045 Aradu.A09 18045 p3 (ATA)6 18 106582722 106582739 CCCAGCTGATAGGCATGAGT TCCATAAAAGTGAGTCCTGGG 242

Ad09A18046 Aradu.A09 18046 p2 (TG)8 16 106584987 106585002 GAGATATCGCACCAACAGCA AAAGCTAGGGAGCAACAGCA 211

Ad09A18051 Aradu.A09 18051 p2 (GT)6 12 106611207 106611218 AGCCCCTCTCTCTCTGTTCC CAACACACCTCTCCCCCTTA 141

Ad09A18053 Aradu.A09 18053 p2 (GT)6 12 106618311 106618322 TTCCCTCCTCCTCTCCTCAT GGGAAAAAGGAAAAAGGCAG 124

Ad09A18056 Aradu.A09 18056 p2 (TA)6 12 106676955 106676966 CACAACTCTTGAGAAGCGCC TGGCTTCAATATGGAATTTGC 179

Ad09A18059 Aradu.A09 18059 c (AAG)22(ATG)13105 106694964 106695068 CGAGAAGATGGCACAAATCA TCTTCGTCTTCATCCCCAAG 218

Ad09A18062 Aradu.A09 18062 p3 (AGA)5 15 106723549 106723563 CTCCCATGACTCAGAGGTGG CCCATATGGCCGAAACATAC 214
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Ad09A18065 Aradu.A09 18065 p2 (TC)9 18 106743400 106743417 GAAGAAGAGCACCTTCACGG GCTGGTGATAGGGGTGGAT 246

Ad09A18071 Aradu.A09 18071 c (A)11gagatgaaaccc(T)1033 106788499 106788531 TTCTTCGGAAGGTAGGAGAAAA AGCAATTTCGGAATCTCCCT 273

Ad09A18073 Aradu.A09 18073 c (AG)15aa(AG)13 58 106795919 106795976 TTAACCTCCCATGATGGTTTG CACCCATGGCATTAGAGAAGA 244

Ad09A18076 Aradu.A09 18076 c (T)10agaaataacaaaac(A)1135 106801196 106801230 CGGGTCTTTAAGATGAAATCG ATTAAGATGGCCCCTCGTTT 246

Ad09A18077 Aradu.A09 18077 p3 (TTG)5 15 106802164 106802178 GCGCATTGTTCCTTCTCTTC CCTCCTCTTCATCTGCTGCT 248

Ad09A18078 Aradu.A09 18078 p3 (GAA)5 15 106802281 106802295 GCGCATTGTTCCTTCTCTTC GCATAATTCAAAACTCCGGC 267

Ad09A18081 Aradu.A09 18081 p2 (GC)6 12 106855754 106855765 TGGAAAGCTAACATCTGGGG ACAAGGCTCCTAAAACCGCT 153

Ad09A18089 Aradu.A09 18089 c (A)10gaagaattttcg(A)1032 106908700 106908731 TTGTTGGCTCTTGAAAGAATGA AGATTGTGACCCAGCTTTGC 255

Ad09A18092 Aradu.A09 18092 p2 (AG)6 12 106965526 106965537 GGTGAGGTAGGTGGGGTTTT CAGAATTGGCACAAAGAGCA 235

Ad09A18094 Aradu.A09 18094 p2 (GA)6 12 107035907 107035918 AAGCTCGAACACAGTGGAGAA TCGAAAATCACCTTCCTCTTTT 226

Ad09A18095 Aradu.A09 18095 c (T)10caaaaatcatatctttttcaaaatcttatcttatc(T)1055 107074018 107074072 TGCGCCTTATTATTGGTTATTG CCAAAGGGGTGAGAGTTCAT 280

Ad09A18096 Aradu.A09 18096 p2 (AG)7 14 107077320 107077333 TGGGGGAATCCATTCATTTA CATTGAACCTGTGATGAAGAAGA 178

Ad09A18101 Aradu.A09 18101 p3 (GAG)5 15 107100684 107100698 AACCCATCAACGCAAGAGAT TGGTCCCACACTCTCTCCTT 276

Ad09A18103 Aradu.A09 18103 c* (A)10(AT)7* 23 107126205 107126227 GACAAGTGCACCAGGTCGTA ACTACGGGGACACCAAACTT 222

Ad09A18104 Aradu.A09 18104 p3 (AGA)6 18 107140260 107140277 GAAGTGGTGTTGGTGGCTTT TCTTCTCCCACTTAGCCGAA 266

Ad09A18107 Aradu.A09 18107 p2 (TC)6 12 107169165 107169176 ACGGAACCAAGCCTTTAACC GCATAGCGTCCATAGCTTCC 270

Ad09A18108 Aradu.A09 18108 p3 (AGA)6 18 107175203 107175220 TGCCATTGATGGTAATCGAA TTCAAAAATCTTTGCCACCC 268

Ad09A18111 Aradu.A09 18111 p3 (TAT)6 18 107179084 107179101 ATTCGCTTTGGTACAGGACG GCAAAAGATTAGAGCGCACC 237

Ad09A18114 Aradu.A09 18114 p2 (GA)6 12 107219044 107219055 GAGGCAATGTTTGGAGTGCT ATTGTGGAGGCAGTGACACA 273

Ad09A18116 Aradu.A09 18116 c (A)10ctcttccttaaattctattactgcaatttctgtttattccagttaacacaaaaaaataaacgttaaaaaaaggaagc(A)1097 107228907 107229003 ACGTTCCATGGGTCTTGTTT GCACCCAAGGAAAATTTGAA 224

Ad09A18118 Aradu.A09 18118 p2 (CT)6 12 107278214 107278225 CCAATTTGGCAACATAAGTCA AATAATGCCAGGGAACATGC 253

Ad09A18120 Aradu.A09 18120 c (CT)6atgcgtttctttcttcttt(TG)643 107294121 107294163 CACAAACGACGACGATGACT CCTTTCCTCAGCCACTGAAC 227

Ad09A18123 Aradu.A09 18123 p2 (AT)6 12 107320653 107320664 AGCCCTAGTACAGGCCATGA TACCTACAGCCATTTTCCGC 220

Ad09A18124 Aradu.A09 18124 p2 (AC)12 24 107348460 107348483 GCGATATACGGACAAGGCAT TGAGTTGTGGGTCGTCTGAG 279

Ad09A18126 Aradu.A09 18126 p2 (AC)12 24 107370054 107370077 AACCTGCGAAGTCAAGGCTA TTATCATATGCAGGGCGTGA 259

Ad09A18130 Aradu.A09 18130 c (ATT)5at(CAG)5 32 107391687 107391718 TGCAGGCAACGTATCTATGC AAGGGAGGGTTCAGTGAGGT 278

Ad09A18131 Aradu.A09 18131 c (TC)11tt(TC)10 44 107394672 107394715 GGTAGTGGCGATGGAATCAT TGTTTTCACCTTTCAACCCA 188

Ad09A18132 Aradu.A09 18132 c (A)10caagctaaaaagttactgcaacacatgacacttagcagtgaataaaagtataagcttttcagc(A)1184 107440783 107440866 TGCTGGGCATCAATGTCTTA AAAGCTGCTGCTGTGAACCT 208

Ad09A18138 Aradu.A09 18138 p2 (TG)7 14 107566826 107566839 GCTTCTGATCACTCTTGCTGG TGGTAACTTCATCCCAGCCT 266

Ad09A18139 Aradu.A09 18139 p2 (TG)9 18 107567197 107567214 AAACAAGCCAATCAACCAGG CACCAAGCAACCCCATTTAT 257

Ad09A18140 Aradu.A09 18140 c (CTA)12ccactactactactaca(ACT)877 107576631 107576707 GAAGAAAATTGGCTGAAATTGAA AGGAGGCAGTATGGGGTTCT 217

Ad09A18141 Aradu.A09 18141 p2 (AT)8 16 107596406 107596421 ACAGCTAGCCTCACTGGCAT GGAGGCAACCCAATGTTTTA 196

Ad09A18142 Aradu.A09 18142 p2 (TA)8 16 107628114 107628129 AATGAGGCGTCAAGATTGAGA CTTTGTCGGTCGATCATTCC 219

Ad09A18148 Aradu.A09 18148 p2 (CA)6 12 107728816 107728827 GCTGTCAACCCTGACCTCTC TTAATGAGCTCACGTGCCAG 251
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Ad09A18149 Aradu.A09 18149 p2 (CT)7 14 107736166 107736179 TTGGGAAAATTAAGAAATCAACAA AGTGGAGCTGGAAGGAATCA 244

Ad09A18150 Aradu.A09 18150 p2 (CT)8 16 107737246 107737261 AGCAAAACAAGGTTTGGGTG GTTGGACTGGGCCTAAGTTG 159

Ad09A18152 Aradu.A09 18152 p2 (TA)7 14 107740219 107740232 CTTTTCGTGATCCAGCCTTT AAGCTGCTTGATGAGGAACC 259

Ad09A18153 Aradu.A09 18153 p2 (AT)11 22 107747686 107747707 TCCGTGATCCAGCCTTTATT TGACTGATCGTGCAAAGGAG 280

Ad09A18155 Aradu.A09 18155 c (AT)6cggcgtaaggatccaacgaacagaaagttaggctggaatcgtg(AT)769 107790398 107790466 TATTGCGAAAACACCATCCA TTGGATCCTTACGCCGATAG 138

Ad09A18158 Aradu.A09 18158 p2 (TA)6 12 107794853 107794864 TTTCTTTCCCATCTCATTTGC GCATGTCCTCATGCTAAATCC 232

Ad09A18159 Aradu.A09 18159 p2 (TC)7 14 107795796 107795809 ATTCAAGAGAGCGGGCATAA CAATTCAAATGCCGGAATAAA 179

Ad09A18161 Aradu.A09 18161 p3 (TGC)5 15 107813560 107813574 CAGGGCAGAAATTTTTGGTG GTGCCAAGAAAACCAAGGAA 215

Ad09A18164 Aradu.A09 18164 p3 (TAA)5 15 107838831 107838845 AGGGTCCATTTTGTAGGCAA GTGCATTGCATGGGTCATTA 246

Ad09A18165 Aradu.A09 18165 p3 (TCT)10 30 107840256 107840285 CCATCGGAAGGACTGAAATG TTGAGCACGATTATCGGATG 268

Ad09A18169 Aradu.A09 18169 p2 (AC)63 126 107861804 107861929 ACCTGCGAAGTCAAGGCTG GCTCCTGATGCAAAATGGTT 280

Ad09A18170 Aradu.A09 18170 p2 (AT)8 16 107864107 107864122 CAAAATTCTCGTTTTGATGAGC AACTAATCAAACTTACGCAATTAAAAA 276

Ad09A18171 Aradu.A09 18171 c (T)10cgttaagtcttaatttcatatcttcggattttgattttgagtctttctattt(A)1072 107864965 107865036 GGCCTTGGAAGAACAAACAA TGAATCCAAATCGTTCTATTCCA 279

Ad09A18178 Aradu.A09 18178 p2 (AT)9 18 107902782 107902799 TGTCTTAGGCTCTGATCCACTG TTCTGGTGATTTTTGTGGCA 244

Ad09A18184 Aradu.A09 18184 c (AGA)5gttaagaatccaaacacaagggtgaagatatgttcagattcttgagatgaagagaagtattag(TAAA)7106 108021845 108021950 TTCAGGTTCAGGATCAGTTTCA TCAAAATTCTCCCCCTCTCA 277

Ad09A18185 Aradu.A09 18185 p3 (TAA)5 15 108023798 108023812 TCGCACAATTAACCAGCAAG ACGCCTATCTGAAATTCCCA 229

Ad09A18188 Aradu.A09 18188 c (T)12ctgcctatttttttcttctttttctatcttagctttttattcaaatcataatttccatggtccatctcttatttcattgaaattaaaa(T)10110 108049164 108049273 AGACATGGCACCATGCTTAG TGTTGCTGAAAAGTGGAGAGAA 226

Ad09A18189 Aradu.A09 18189 p4 (TATT)8 32 108049381 108049412 TTCTCTCCACTTTTCAGCAACA TGTGGTTCGAGATTAATTGGC 161

Ad09A18195 Aradu.A09 18195 p2 (TA)6 12 108068329 108068340 GGATCAATAGGATCTCCCCC TGGTTCAATTGCAAAATGTCA 273

Ad09A18200 Aradu.A09 18200 p3 (AAT)5 15 108086585 108086599 TCTTAAGAAAGCAAGGCCCA GTGTCTTTGCCTCTTCTGGC 156

Ad09A18205 Aradu.A09 18205 p3 (TAT)9 27 108096390 108096416 ATTCACCAATGCGAAAAAGC CCAAACAAATTAATCTATCCGTCA 219

Ad09A18208 Aradu.A09 18208 p3 (CTC)5 15 108102329 108102343 GAGGGTGGGAGAAGAAAAGG AAGATGACGAGGAGGTCACG 213

Ad09A18209 Aradu.A09 18209 c* (GTG)7(TGGTGT)5*46 108102653 108102698 GTTGGTTGGTGTTGGTGTTG CGAATCCGTCCCTCATCTAA 211

Ad09A18210 Aradu.A09 18210 p3 (GAA)5 15 108104381 108104395 GGAGGAGGAAGAGGCAGATT CCAAAAACAGAAATTGAAAGCA 258

Ad09A18216 Aradu.A09 18216 p3 (TTG)5 15 108133730 108133744 CGTCTTCGCATTCCTTCTTC TTCCTGGATCCAAACAAACC 184

Ad09A18217 Aradu.A09 18217 p3 (TTG)5 15 108146222 108146236 ACACTGCTACCTGCGTCCTT AAACAGAAGCAGCAACAGGA 280

Ad09A18219 Aradu.A09 18219 p3 (TAT)5 15 108150044 108150058 CAAATAGCATTTTCTCCCTTTG TTTTACCTTTTGGGCTATGAAA 196

Ad09A18223 Aradu.A09 18223 p2 (TA)6 12 108165239 108165250 AAAACAAAAAGGGAGTCACTTAAA TTTGACCGAAAAATAGTGAATTAAA 212

Ad09A18228 Aradu.A09 18228 p2 (TC)14 28 108173734 108173761 GGTTGGTCCCTCAAGGTTTT AAAAGATCACTTTCAATTGGGTG 268

Ad09A18231 Aradu.A09 18231 p2 (TA)9 18 108184405 108184422 TTGGAAAATGGGAACAATCA TGCCACATCTCGTTTACACTG 162

Ad09A18234 Aradu.A09 18234 p5 (ATAAA)5 25 108215824 108215848 GTCCTCCTCGTGATAGCGTC ACCTAAAGGCGAGCCGTAAT 245

Ad09A18235 Aradu.A09 18235 p2 (TA)7 14 108218771 108218784 CCTCGGGATAGCGTCATTTA CATCTTTGGCAAGCTCCTTC 270

Ad09A18236 Aradu.A09 18236 p3 (TCT)5 15 108221168 108221182 CCTCGGGATAGCGTCATTTA TAATGGCCTCATCTTTGGGA 112

Ad09A18237 Aradu.A09 18237 p2 (TA)7 14 108222029 108222042 TTGCTCAATCCTTCAATCCC TAAATGACGCTATCCCGAGG 205
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Ad09A18242 Aradu.A09 18242 p3 (GAA)7 21 108242003 108242023 ATTCCTCCATTTCCATGTGC CAGTTGTACCCACCATTTTCC 226

Ad09A18246 Aradu.A09 18246 p2 (AT)13 26 108253315 108253340 GCAACCCAGATAGTTCCAACA CATCTGCTGTCCTTTCAAGTTC 280

Ad09A18247 Aradu.A09 18247 c (T)10ataaatttttttgagatgtatcaagattttaattttagttataaaataaaattaaagataaataaa(AT)892 108254785 108254876 ATTGCTTGGATGTGTAGCCC TTTGTATTTTATTTTATCTTTGACACG 219

Ad09A18249 Aradu.A09 18249 p2 (AT)13 26 108259537 108259562 AGGAGCCTTGAAAAATGGGT TATGGAGAGGCAGGGTTTTG 271

Ad09A18250 Aradu.A09 18250 p2 (AC)6 12 108261257 108261268 AGCCGGAAGTTCAAAAGGAT ATAAAGAAAGCCTACGGCGG 163

Ad09A18251 Aradu.A09 18251 p2 (AT)7 14 108261439 108261452 TGCACATTGAGGAAGAGTGC TTTCAATCATATATTCTCAATCACATC 256

Ad09A18252 Aradu.A09 18252 p2 (AT)13 26 108265209 108265234 AGCCGGAAGTTCAAAAGGAT CGGACCAGGACTAATAGCCA 212

Ad09A18257 Aradu.A09 18257 p3 (TTA)5 15 108279172 108279186 AATAAGTGTAAGACCCCAAATTTTTA GGGGCAAAAGATCAGGGAC 274

Ad09A18258 Aradu.A09 18258 p3 (TTA)16 48 108280997 108281044 AGGTAAGCAGAGGGGAGAGC AAGCCATCATTTGATTTTCTTTT 275

Ad09A18259 Aradu.A09 18259 p2 (AT)8 16 108281257 108281272 AAAGAAAATCAAATGATGGCTTTTA AAAACTTTTCTTCTTTCTTTCTTTCA 262

Ad09A18260 Aradu.A09 18260 p3 (ATA)5 15 108285355 108285369 CAAACTTGCACTATCCGCAA GGGATGACAAAGGAAAGGAA 278

Ad09A18261 Aradu.A09 18261 p3 (ATC)6 18 108289362 108289379 TCGCCTGGAGCTAGTGAAAT GTCGATGGATGTTGAGGGTT 139

Ad09A18263 Aradu.A09 18263 p3 (ATC)5 15 108295962 108295976 TATCATACCCTCGCCTGGAG GTCGATGGATGTTGAGGGTT 146

Ad09A18269 Aradu.A09 18269 c* (CA)8(ACAT)15* 73 108345224 108345296 TTCAAACACTCTACCACACAGAATC GCGAGCGATGCACTTTTATT 237

Ad09A18270 Aradu.A09 18270 p2 (AT)6 12 108352039 108352050 ATCCCGGTTGCATAGATGAC TTTCAGATGCAGGACGTGAG 272

Ad09A18271 Aradu.A09 18271 p2 (CT)6 12 108398846 108398857 CGCCAGAATTGGCTAAAAAG TTTTTGGGGAAGAGGTGTTG 165

Ad09A18272 Aradu.A09 18272 c (A)10gagag(A)10 25 108400520 108400544 GAGTGGAGAGAGGGGTAGGG GGGCGTTTACATGCCTAAAA 262

Ad09A18273 Aradu.A09 18273 p2 (AT)7 14 108406245 108406258 CGAACTGCTCTGATGCCATA CGCAGGTTGAGTTGGAGATT 263

Ad09A18278 Aradu.A09 18278 p3 (CCT)5 15 108434312 108434326 GCAGTGAAGAACAAAGCTTGC CCTCGACTTTAACCGCTCAG 267

Ad09A18279 Aradu.A09 18279 p3 (CAA)5 15 108435043 108435057 ACCGGAGAGAGAAGGAGGAA AAAGACATGCGTCCAACACA 229

Ad09A18280 Aradu.A09 18280 p3 (GAA)5 15 108435177 108435191 AACGCGAAGAAGAAGGTGAA AAAGACATGCGTCCAACACA 103

Ad09A18282 Aradu.A09 18282 p3 (TTG)5 15 108439197 108439211 TGATAGAGCACAATGGCGTC ATCGAACGATCCGATTTCTG 279

Ad09A18290 Aradu.A09 18290 p2 (AT)7 14 108459925 108459938 TTTTTAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 256

Ad09A18295 Aradu.A09 18295 p3 (CCG)5 15 108494703 108494717 ACTGCTATGGAACGGAGGTG TTTCAAAGGTGGCAGAAACC 213

Ad09A18297 Aradu.A09 18297 p2 (AT)12 24 108498591 108498614 TGGTTTATTGTACCCTCGCC GCGACTCTGATAGCTCGGAC 267

Ad09A18300 Aradu.A09 18300 p3 (GCC)6 18 108504694 108504711 TCCTCTCTGCTTCTGGTGCT CGCTTACCAAGAAGGACAGC 269

Ad09A18302 Aradu.A09 18302 p2 (AT)11 22 108519348 108519369 TGGTTTATTGTACCCTCGCC ACCGCAATACCACTCCAAAA 188

Ad09A18303 Aradu.A09 18303 p2 (AT)9 18 108553587 108553604 TACGATCTGATTCGCACCTG GGGATTTGGGGTTTCACTTT 228

Ad09A18304 Aradu.A09 18304 p2 (AG)6 12 108566502 108566513 GGCTAAAAGAAGGGGGTTGA CGGAGACTGGATGTAGGCTG 268

Ad09A18310 Aradu.A09 18310 p3 (GAT)5 15 108584392 108584406 GGTGATGGTGATGGTGATGA TCACTAACCCCTAACCCCCT 127

Ad09A18312 Aradu.A09 18312 p2 (TC)18 36 108591099 108591134 TCCAGGTCATGCAGTAGCAC CATGACAAGGAGCTCACCAA 279

Ad09A18319 Aradu.A09 18319 p3 (AAT)6 18 108629944 108629961 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 188

Ad09A18320 Aradu.A09 18320 p3 (TCT)5 15 108632947 108632961 ATAACCCTCCCCCTCCCTAT TGCCATTGATGGTGAAAGAA 224

Ad09A18323 Aradu.A09 18323 c (A)12tctcactttctcaattatgcactctctatgtgttgtgtatgttatgcaaccttttgcttgatgttcta(T)1292 108675163 108675254 CAGACACTTCAAATTTTAGGCCA CCAAGTGTTCATATTCAGCAACA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A18327 Aradu.A09 18327 c (A)10taatgattcaaccctagtcacc(A)1042 108709119 108709160 TGGATTGATTTATTTGTGTTTAACG TCCTTCGATTGGAAGCTTGA 221

Ad09A18329 Aradu.A09 18329 p3 (GGT)5 15 108717208 108717222 TGCTTCTTGCTTCGGTTTCT AAAATATCCTCCACCACCGC 275

Ad09A18334 Aradu.A09 18334 p3 (AGA)7 21 108743391 108743411 TTCATAATCCACTTCGCCCT CGTTCTTCGTTCTTCTTCTCG 157

Ad09A18337 Aradu.A09 18337 p3 (TTG)5 15 108747732 108747746 GAAAATGCCGTAACTGCCTG CAAAAGCACAAGCAGAAGCA 279

Ad09A18338 Aradu.A09 18338 c (A)10g(A)10 21 108748314 108748334 AATTAAAGTAAAATTCGATCTACCACA TTAACCATTGAGTGAGCTTCAA 261

Ad09A18339 Aradu.A09 18339 p2 (TA)11 22 108753344 108753365 GCTCGGACATTACGACGATT TTGTTCCTTCGCCTTTATCTTT 265

Ad09A18340 Aradu.A09 18340 p2 (TA)11 22 108760815 108760836 CGGATAGCTCGGACATTACG TGTTCCCTCGCCTTTATCTTT 262

Ad09A18343 Aradu.A09 18343 c (A)10ttaatattaaaaacatctttta(T)1042 108785458 108785499 GACGCGTCAGCAACACTTAC TGAGTTCAAGCACAAGCCAC 254

Ad09A18344 Aradu.A09 18344 p3 (TTG)7 21 108798570 108798590 ACATGACAGAGCACAATGGC GTTTAGTGCGGATTGGATCG 232

Ad09A18348 Aradu.A09 18348 p2 (AT)6 12 108809782 108809793 TGCTTGATTTGATTTTCATTCA AGTCTCCAAGCAATTCCCCT 268

Ad09A18349 Aradu.A09 18349 p2 (TA)6 12 108810875 108810886 TTCAAACCGCCGTAATAACC TTCTTTGTTTGGGTTGCACA 266

Ad09A18350 Aradu.A09 18350 p2 (CT)8 16 108815366 108815381 TCCTGATGAAACACGCCATA AGGAGTTCATGCAAGCGAGT 223

Ad09A18351 Aradu.A09 18351 p2 (TG)6 12 108816355 108816366 ATCAGTCCCCTGACAAATGC TATCAGAACTCCTGGCCCTG 272

Ad09A18352 Aradu.A09 18352 p3 (GAA)5 15 108817253 108817267 GCTCCGATTTTGAGGATGAA ATTCAGGGTGGCAGATCAAC 208

Ad09A18353 Aradu.A09 18353 p3 (GAA)7 21 108821454 108821474 CCAAACGGTGTGTGAAGTTG CCATGTTTGGTTCTTGGATTC 231

Ad09A18354 Aradu.A09 18354 p2 (AT)9 18 108825308 108825325 GGGACAAAAGAGAAAGGGGA AAGTGCGAAACCAAGGTCAG 221

Ad09A18356 Aradu.A09 18356 p2 (CT)6 12 108844143 108844154 ATAGATGCCCTCCGTGTGAC ATGGTAACGAAACCGCAGAG 273

Ad09A18357 Aradu.A09 18357 p2 (GA)23 46 108845156 108845201 GCGAGTGTTGAGGAAGAAGG GATAGATGCCCTCCGTGAAA 262

Ad09A18362 Aradu.A09 18362 c (A)11ctaaaaat(A)10g(A)1040 108862670 108862709 GAATGAATGCTTGAACAGTGC TTGGCTTTTTCTGCTTGCTT 266

Ad09A18363 Aradu.A09 18363 c (A)10t(A)10 21 108874517 108874537 TGGCTAACAAAGCCTCAACA ACGGGAGGTCACCATACTCA 276

Ad09A18366 Aradu.A09 18366 p2 (AT)6 12 108889832 108889843 CATCAACACCTTCTCCCACA CCACATTTGATGATGACGAG 244

Ad09A18368 Aradu.A09 18368 p2 (TA)9 18 108903802 108903819 GACACCAAAAGAGGCACTCA CATGGGCATCTTGGGTAAGT 169

Ad09A18375 Aradu.A09 18375 p2 (TC)6 12 108937336 108937347 TCGTGCGAATCGTACAAAAC TGCTTGTCCTCAAGCAAAGA 254

Ad09A18376 Aradu.A09 18376 p4 (AATA)5 20 108938347 108938366 AAAGTCACGGCTAGGCTCAA GGGTTTACAACTGCAATCCTG 228

Ad09A18380 Aradu.A09 18380 c (TTC)5tcccttgcg(CTT)848 108942759 108942806 TCCAACACCAACAAAAACCA AGGAGGAGGAGGAGAAGCAG 240

Ad09A18381 Aradu.A09 18381 p3 (GAA)5 15 108943728 108943742 GACGCTCTGTGCATAAACGA GGCATCCAAATTCATCCAAG 114

Ad09A18384 Aradu.A09 18384 p3 (TGA)6 18 108956423 108956440 TCCTCGAGATAGCGTCGTTT TTACGTTGTGCTGACCTTCG 178

Ad09A18385 Aradu.A09 18385 p5 (AAGAA)9 45 108960924 108960968 GAATCCAAAGCTGAAATTGAAA CCACTCCCCCTACACTCTGA 142

Ad09A18387 Aradu.A09 18387 p3 (TCT)6 18 108973814 108973831 CTTCTCTCATGAATCCCCCA AGGAGGTGGTTGTGGCTATG 212

Ad09A18388 Aradu.A09 18388 p2 (AG)6 12 108975451 108975462 AACGCTAACAAATTGGACCG GGAGCTTTGAAGGAGGAGGT 170

Ad09A18389 Aradu.A09 18389 p2 (AC)9 18 108976693 108976710 CATGCACATCCCTGTGAAAA TTGCAATTCAGTTCACTCGC 235

Ad09A18391 Aradu.A09 18391 p2 (GA)6 12 108982176 108982187 GTGTTGGACATCATGGTTGC TGCAGGTTCCCACTAAAAGC 262

Ad09A18392 Aradu.A09 18392 p3 (ACA)5 15 108986121 108986135 CCAACACAACCTCTTGGGTAA TCGTTTGATTCATGTAGCCG 242

Ad09A18393 Aradu.A09 18393 p2 (AT)8 16 108994075 108994090 TGCAGTAGCTGCCTTTGGTA CAGACTAAACCATAGGAACTAAAATCG 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A18394 Aradu.A09 18394 p3 (ATG)5 15 108994750 108994764 ACAAGGGTTTCCAGAGGGAT CCCAGACCTCAGACAAACAAA 277

Ad09A18396 Aradu.A09 18396 p2 (AT)8 16 109004496 109004511 AGCTGCTGCTGAATATCCGT TGATGCTGATTGTTGTGGGT 142

Ad09A18404 Aradu.A09 18404 p3 (CCT)6 18 109056337 109056354 AAAGGGTCCAGGAGGCTAAG CCCCACCATCAAAAGAAGAA 222

Ad09A18406 Aradu.A09 18406 c (A)10ttagcctaattttataaactaaattctcataatagaagtataatg(A)1166 109066655 109066720 CGTGTTGACTTCCCACAAAA ACGGTGTACAGGTGTCCGTT 274

Ad09A18407 Aradu.A09 18407 c (T)10cct(TTA)5 28 109068449 109068476 GCGCAGTGATCAGCACTTTA GGATTTGTGGCTCGTGCTAT 216

Ad09A18409 Aradu.A09 18409 p3 (TTA)5 15 109075287 109075301 TTCCCAGGTGATTATTGTTATGC GACTGCAGAAACGGCACTCT 229

Ad09A18411 Aradu.A09 18411 p2 (AT)6 12 109080196 109080207 TTGATATCTCGGCCAGTTCC TGTGGTCCAATGCTTCTGTC 242

Ad09A18413 Aradu.A09 18413 p2 (TC)7 14 109111721 109111734 TTTCGATCTTCCTCTCTCGC CCACCTGCTCATTCTTCCAT 270

Ad09A18416 Aradu.A09 18416 p2 (AT)6 12 109115310 109115321 TCTGCAGATATCTTGGTCTTCTT TTCATTTGTGCATCATTCATGT 243

Ad09A18417 Aradu.A09 18417 p3 (AAT)6 18 109116709 109116726 GCCTAAATATTTTATTGGTCCATGA AGTGGGTGGACACCGTAAAC 103

Ad09A18418 Aradu.A09 18418 p3 (CCA)6 18 109117226 109117243 TGAAAATCGAAACCGTCCTT TGTTGGTGGTGGTATTGGTG 209

Ad09A18420 Aradu.A09 18420 p2 (CT)12 24 109120174 109120197 AAACCCACCCTAAGCTCGAT GCTGTTGTTGTGGTCATTGG 136

Ad09A18421 Aradu.A09 18421 p2 (AT)9 18 109128166 109128183 TGAGATGGAATAGGCCAAGG TTTGTTTCAACGTCACGAGC 255

Ad09A18424 Aradu.A09 18424 p3 (ATT)6 18 109151464 109151481 GAATTAGTTACCTTGATGTGGAAGAA TTGAATTCACAGAACAGGGAAA 203

Ad09A18427 Aradu.A09 18427 p3 (ATT)7 21 109160068 109160088 TGATTTGGTGATCAAGTTGAGA ACTGACTTGAGCGTCGGAGT 278

Ad09A18428 Aradu.A09 18428 p2 (TA)9 18 109163692 109163709 CGAGGCGTGACTAGTTTCCT CGTCGTAAAGCCAAGGTCA 276

Ad09A18431 Aradu.A09 18431 p3 (TTA)12 36 109220736 109220771 CCCACAAAAATGGAGATGATG TCAACAATTCATAGACACCAACAA 271

Ad09A18434 Aradu.A09 18434 p3 (CCA)9 27 109241800 109241826 CAAGCTCACTGCCACTTCAA GTGGATTTTCCTGCACCACT 198

Ad09A18435 Aradu.A09 18435 p2 (AT)6 12 109250930 109250941 GTGCATGTGTCGCATTTCTT CACATGTAAAAGCGCGGTAA 280

Ad09A18437 Aradu.A09 18437 c (AG)7aaaaagagctcttgaagaactagg(AGA)553 109254871 109254923 GTCTTCATCGACGAATGCCT CCATAATAACGGCCAAACAAA 232

Ad09A18438 Aradu.A09 18438 c (A)10tatttttttgagaaattatcatctacatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaagtaactc(A)11(T)11114 109255091 109255204 TTGTTTGGCCGTTATTATGGT TGAATCAACTCTTCTTGTGGTCTC 258

Ad09A18439 Aradu.A09 18439 p3 (TTG)5 15 109256851 109256865 CTCCTCTTCACCACCACCAC CAGAAGCAACCAAAGCATCA 171

Ad09A18442 Aradu.A09 18442 p3 (AAT)6 18 109269866 109269883 CTTTCTGTCTCACGCACCAA CAAAACTTGGCCAACATCCT 154

Ad09A18446 Aradu.A09 18446 p2 (TC)6 12 109305449 109305460 AACAGGCATTGGTCTTGGTC GTTCGGGTTCTTCGATACCA 160

Ad09A18450 Aradu.A09 18450 p3 (TCT)5 15 109314652 109314666 AGCTGACCCTCCACTGAGAA TCAGCGACGATGAAGATGAC 265

Ad09A18455 Aradu.A09 18455 p3 (TTA)7 21 109323713 109323733 CTCTTCATGTCCGCATAGCA AGGCCTTAATGTCTGATGTTGA 221

Ad09A18460 Aradu.A09 18460 p3 (ATA)5 15 109343112 109343126 TTGGTTTGCTTGTAGTGGACC TTCATGAAATGGACAGAACTCA 257

Ad09A18461 Aradu.A09 18461 p2 (AG)14 28 109344165 109344192 GAGGGGGTTGAATCTTAGCC TGCACTTAGCAGCTGAACCA 253

Ad09A18462 Aradu.A09 18462 p4 (CTAT)16 64 109360182 109360245 CACCACGAATGAGAAACGAT GGCTCCTAAAAGTTGGGTTTC 280

Ad09A18463 Aradu.A09 18463 p2 (TC)9 18 109360544 109360561 GTATAGGCCTCACCATTCGC CACAGCTTATTCCTCGAGCC 197

Ad09A18464 Aradu.A09 18464 p2 (AG)14 28 109369706 109369733 TCTGGTCGAACAATCACAGC GCATAGGCCTCACCATTTGT 230

Ad09A18465 Aradu.A09 18465 p4 (ATAG)16 64 109370042 109370105 CATGATTTTGTTTCTGGCTCC CAGGGTATCCTTCACAGTTCAA 253

Ad09A18471 Aradu.A09 18471 p2 (AT)9 18 109428689 109428706 GGAGGTCATTAACGGGAACA TCCTGTTTGTCCACCTCTTTG 268

Ad09A18472 Aradu.A09 18472 p3 (TGA)5 15 109430984 109430998 TGTTGGATGGATTTATGGTTGA CAAAGAATCCTCCCTTTCCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A18473 Aradu.A09 18473 p2 (AT)12 24 109434322 109434345 ATTTATGATTCCACTGCGCC TGGACGTGTGTTGCACTTTC 274

Ad09A18474 Aradu.A09 18474 p3 (AAT)6 18 109437729 109437746 TCTTCTCAACTTCTCCTGATAAGAGT CAAGAATGATTTTACCACTGCC 246

Ad09A18483 Aradu.A09 18483 p3 (TAA)10 30 109454950 109454979 GGCCTATTCAAATATCATAGACCCT TGAATTTCGGGTGATAGCTTCT 183

Ad09A18484 Aradu.A09 18484 p3 (ATT)7 21 109456602 109456622 AGCCGAAGATCGAATCTGAA AGTTGTCCGTTTCTTGTTTTTG 273

Ad09A18493 Aradu.A09 18493 c (A)10tttctactatgatttctgtccatttcatgaaaggatcacttgtttctcacaatt(A)1074 109516395 109516468 TTTTTGGGCCAAGTTGTTTA AGAACATGATTCTTTGGCGG 262

Ad09A18495 Aradu.A09 18495 c (T)11atttgtttaaaaaaaaatt(A)1040 109536898 109536937 CTGCTTGGATTTCTGTGCTG AAAAAGGGTAAAAAGTTCATGAAAAA 251

Ad09A18507 Aradu.A09 18507 p2 (AT)9 18 109580052 109580069 AAGTGTGGGAAAACTGTGGG TTGGGGTAATTTTCTCCCCT 243

Ad09A18508 Aradu.A09 18508 p3 (ATT)20 60 109585671 109585730 TGAGCCTTGTAACTGAAGAGCA ACAAACCTTTTGCCTTCCAA 195

Ad09A18509 Aradu.A09 18509 p3 (AGA)5 15 109596938 109596952 TCCCGATTTTTGAGATGGAG TTATCATCAGGGCGAAGAGG 144

Ad09A18510 Aradu.A09 18510 c (T)11gctgcc(T)11 28 109602327 109602354 CACCCGAACAATTCAAAAAGA CAGCCGTCTCAGAGCATGTA 257

Ad09A18515 Aradu.A09 18515 p2 (GA)6 12 109628547 109628558 AGATGCTCACGCATCACAAC GGATTGCAGTTGTAAATCCCA 152

Ad09A18516 Aradu.A09 18516 p3 (GAA)5 15 109632471 109632485 CTGGTGGAGAAGGAGGAATG GAAGGTTGGATGCATGGTCT 265

Ad09A18518 Aradu.A09 18518 p2 (TA)9 18 109653507 109653524 TAAAGGGACATCAAGGGTGC TCAGGATGTGTCCACTTTTTGT 260

Ad09A18520 Aradu.A09 18520 c (TC)14(AC)17 62 109655315 109655376 GCTGTCCATTCTTCTAGGGC TTCCATTCATGTGCTGTGGT 259

Ad09A18521 Aradu.A09 18521 p2 (AT)6 12 109658681 109658692 CAGGCAACAATAATCTCCTCG AGCTTTTCACCAGTGCCTGT 222

Ad09A18522 Aradu.A09 18522 p2 (GA)6 12 109662694 109662705 GTCTTTGGAGAGCGTGAAGG CCTCTGGTCGTCCTCTCAAC 151

Ad09A18526 Aradu.A09 18526 p3 (TTA)13 39 109679617 109679655 CAGTTGTGAAAAATATTTGCCCT TGGCCAAAATGAATAGGGAC 258

Ad09A18528 Aradu.A09 18528 p3 (AAT)23 69 109682556 109682624 TTGTGTAAATGGAAGCCGGT GTGCCCGTGGAGTAGGATTA 240

Ad09A18529 Aradu.A09 18529 p2 (AT)6 12 109689647 109689658 TCCCAATTAAATCCAACCCC TTAGGATTAGGTCGGCAAAAA 203

Ad09A18531 Aradu.A09 18531 p3 (TCC)5 15 109692453 109692467 AAGAACGGCGTCGTATTGTC AAATCGCAAAGGTGCCATAC 149

Ad09A18534 Aradu.A09 18534 p2 (AG)7 14 109697712 109697725 AGCAAAGAGATTGCGGAAAA CTTCCAACTCACAAGCCTCC 148

Ad09A18536 Aradu.A09 18536 p2 (CT)7 14 109704152 109704165 ATGCGGCTTAAGCTTCGTTA AACATACCCGAACTTGGCTG 211

Ad09A18537 Aradu.A09 18537 p3 (ATG)8 24 109705619 109705642 TCAGCACTCTGGACTTTGGA CAATCTCCTTGATGTTATTTTGGA 199

Ad09A18539 Aradu.A09 18539 p2 (TA)9 18 109711682 109711699 AGAAACAAATGCATCTGCCA ACCGGGGATTCTCTTCAACT 218

Ad09A18541 Aradu.A09 18541 c (AAC)5(AAT)11 48 109713082 109713129 TGTTGTGCTCTGCATTTTCC CCTTCAACTATGTGCCACCC 125

Ad09A18542 Aradu.A09 18542 p2 (CA)6 12 109715154 109715165 TACGGGAATTGCCTCGAATA TTGACACATCACCTTTCTCCC 267

Ad09A18543 Aradu.A09 18543 p2 (TA)7 14 109715987 109716000 CATGGTGCCATCGTTACAAA GAACCATTGGAATGCACAAA 279

Ad09A18548 Aradu.A09 18548 p3 (ATA)5 15 109724955 109724969 AATGGTTGGATCCTGCATGT CAGGAGAGGAAAGGGCTACC 276

Ad09A18550 Aradu.A09 18550 p4 (TTTA)8 32 109729104 109729135 TGCATATTTTTCATAATGCTCCA GATTAGTGATTTTCGCCGCT 267

Ad09A18552 Aradu.A09 18552 c (CGA)5cttgatggcggcagagacagcttcttctccctcttttccattgtggtctccttctctgtcttaag(CT)692 109731906 109731997 ATCCGTTGCGTTCTCATACC GAAGAGGGGAAAGGAGGATG 243

Ad09A18554 Aradu.A09 18554 p3 (ATT)7 21 109737739 109737759 ATCACCAACATCCATCACCA TTGCCGATGATGAACAAAAA 125

Ad09A18556 Aradu.A09 18556 p4 (ATTT)5 20 109742026 109742045 CAACACAGGCTTCTGGTGAA ATAAGCCGGTAAACTCCCGT 186

Ad09A18562 Aradu.A09 18562 p2 (AG)6 12 109775721 109775732 TCTGCAAATCAGCATTCAGC CTCATCCTTCCTCATTTCGC 251

Ad09A18567 Aradu.A09 18567 p2 (AG)6 12 109789870 109789881 TCAGACTCTTGAAGATGAAGAACAA GCCACATATTGAGATGCCAC 279
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Ad09A18568 Aradu.A09 18568 p2 (TA)6 12 109793516 109793527 TAAACACACTTGGCTTCCCC CTTCCTCAGCATCAACCCAT 279

Ad09A18570 Aradu.A09 18570 p3 (GAA)5 15 109794484 109794498 TTCTTCTTTTTCCGTGCCTC CCCAAAATTCGTTGAAGTGC 243

Ad09A18572 Aradu.A09 18572 p3 (GAG)5 15 109794874 109794888 AAAGGCAAAGAGAGAACGCA ATAAAAAGCACGCTGTCCCA 181

Ad09A18579 Aradu.A09 18579 p2 (TC)8 16 109822715 109822730 TCTGCCCCTGAGCTGTACTT CGGATGCGATAGTTTTGGAG 158

Ad09A18581 Aradu.A09 18581 p2 (AC)9 18 109836702 109836719 AGTGTGGCGGGCACTATATC AATGGGTCTAAGAGGCAGGG 217

Ad09A18584 Aradu.A09 18584 p2 (TC)6 12 109843711 109843722 TATACTAGTTCGCCGCCCAG AGCGGTCGCTTTATTCTTCA 255

Ad09A18591 Aradu.A09 18591 c (A)10tgtataggaactcaattg(A)1139 109873776 109873814 TAAGAGTTGGACCCTTGGCT TTTTGCGAAATTTTTAATTAGGTC 275

Ad09A18596 Aradu.A09 18596 p4 (AAAT)5 20 109878284 109878303 TTGAGTAAATTCGATTTATGTGTGA TTGAAGTGATGACTATTTAAGCCAA 270

Ad09A18602 Aradu.A09 18602 p3 (TAA)8 24 109883600 109883623 TTCTTGCAATAACCTTTGCTTTT CTCACGCCAGACTCAAATCA 240

Ad09A18603 Aradu.A09 18603 p3 (TCT)5 15 109884340 109884354 TCAAGCATTTCGTGACTTCG GCAAAGAAGGGAGCAACAAA 222

Ad09A18604 Aradu.A09 18604 p2 (AG)13 26 109892680 109892705 GAAGAGAGCGCATCACACAA TGTTCCTTCCTCCAGTTCGT 202

Ad09A18605 Aradu.A09 18605 p2 (AG)25 50 109892845 109892894 CGAACTGGAGGAAGGAACAC GGTTTTAATCCCACGTGACATATT 241

Ad09A18614 Aradu.A09 18614 p3 (AAG)7 21 109961994 109962014 CTTCAAAGAGGAGCACCCTG AGACTTGGCAATATGGTCGG 262

Ad09A18628 Aradu.A09 18628 p2 (AG)8 16 110009769 110009784 AGAAGGAGTGTTGCAGTGGG AGAGCTTTCCTAAGGCCCAT 210

Ad09A18630 Aradu.A09 18630 c (GAT)5aatatttgatttcttt(A)1243 110016616 110016658 TTGACTAGCGGCAGACCTTT GGTGATTCATGGGACTCCAC 201

Ad09A18631 Aradu.A09 18631 p2 (GA)12 24 110021637 110021660 TAAAACAGGTGGGTCGGTGT TCGAGCAAATTGAGGTTTCC 243

Ad09A18637 Aradu.A09 18637 p3 (GTC)5 15 110060886 110060900 TGCACGCTCTGTAACTTCAA TTGGTTCGGAAAAGGAACTG 272

Ad09A18638 Aradu.A09 18638 p3 (AGG)6 18 110077858 110077875 AAAAGGGTACTCGCCGAAAT AGGAGGCTAAGGCAAAGTCC 260

Ad09A18640 Aradu.A09 18640 c (T)14caagtttgttgtgtttgggtttttgaccaatttcagaggatcaaggaagtac(GAAG)586 110082243 110082328 AGCATGAGCATGAAGTGCAA ATGAAAAGTGAAAGTGCGGC 205

Ad09A18641 Aradu.A09 18641 p2 (TC)12 24 110082820 110082843 AGTGGTTCCACCTAATCCCC TTTCTCGGGAAACAAATTGC 101

Ad09A18642 Aradu.A09 18642 p2 (TG)7 14 110085571 110085584 AGCTTCTTTTGGGCATTTCA CTCGGCATTGTTATCCTCGT 250

Ad09A18643 Aradu.A09 18643 p4 (AAAT)5 20 110087639 110087658 AACGATGGCTCCCATATCAC TTGTATGGAGGGCGAATAGG 236

Ad09A18644 Aradu.A09 18644 p2 (CT)7 14 110088927 110088940 TGTGCCTCCTCACCTCTTCT CCGGAGTAGTAGTCCCCTCC 247

Ad09A18648 Aradu.A09 18648 p3 (GAA)9 27 110106367 110106393 GGTAGCAGAGTCCGAGGTTG ACACATGCTTCATGGCATTG 220

Ad09A18650 Aradu.A09 18650 c* (A)13(AC)12* 36 110119812 110119847 TGTGACATTAACACACCCCG TCAAATTTGGGGAGTGAAGC 244

Ad09A18651 Aradu.A09 18651 p2 (GA)16 32 110124047 110124078 CAAGCAACAATGCCACAATC ATTCCCCTCTCCATTTTGCT 144

Ad09A18655 Aradu.A09 18655 c (A)10gaactaggaat(A)1031 110134426 110134456 CAAAGATTGGTCGCATTGAA TGCCTAACGCTAGGTCCAGA 276

Ad09A18657 Aradu.A09 18657 p3 (TAT)10 30 110138512 110138541 GGCTATTTGGTTTTTCAAGGC GAGTTAAATTCAAGGATAACGATGTTT 248

Ad09A18659 Aradu.A09 18659 p2 (CT)8 16 110140544 110140559 TCCAACTCCAACACCACAAA ATAGCCTGCCAACAGCAAAG 254

Ad09A18660 Aradu.A09 18660 p2 (TA)7 14 110141496 110141509 GGTTCCAATGTGAAGGCTGT GAATGCTTGGCAATCCTCAT 249

Ad09A18665 Aradu.A09 18665 p3 (TTC)6 18 110156516 110156533 CGGTGGAACCAAGAACACTT ACATGGCAACGATGAAAACA 155

Ad09A18671 Aradu.A09 18671 p2 (AT)9 18 110166500 110166517 TATTGCGATGGATGGTTGTG GCAGAATTTTCCGGACAGAC 278

Ad09A18672 Aradu.A09 18672 p3 (CTC)10 30 110168936 110168965 GCATGCATTCCTTATTTCCG TTGGTAGAAGGGAGTGGTCG 279

Ad09A18673 Aradu.A09 18673 p3 (CTC)5 15 110174614 110174628 ACTCTCCCGGAATCCTCACT CGAGAGCGAAGAAGCTCTGT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A18674 Aradu.A09 18674 p3 (TTA)5 15 110176430 110176444 GGATAAATGGAGCGGACAAA GGAATGGTTCATGATTTGGG 271

Ad09A18675 Aradu.A09 18675 p2 (AT)7 14 110177147 110177160 CCAAGTGCGAAAATGTTCAA CAAGATCGTTGACAGCTCGTT 280

Ad09A18676 Aradu.A09 18676 c (ATA)6t(TAA)6 37 110177865 110177901 GTGTGCTTAGCTTGTTCCCG AGCCACCAAAATCAGTCACC 192

Ad09A18677 Aradu.A09 18677 p3 (ATA)8 24 110178045 110178068 GGTGACTGATTTTGGTGGCT TAGGCAACGCTCTTGAACCT 240

Ad09A18680 Aradu.A09 18680 p2 (TA)6 12 110186873 110186884 TTTTTCATGGGCTTTCAATAA GCCACTCATCAACACACGAG 240

Ad09A18681 Aradu.A09 18681 p2 (AG)19 38 110192109 110192146 TGGTTAGCTGGCCACTCTTT CCGGTGACTGTGTTGTTCTG 265

Ad09A18682 Aradu.A09 18682 p2 (TC)6 12 110192844 110192855 ATGCGGGCTATTCACACTTC AGCCTCGCTTCCATTATTCA 278

Ad09A18689 Aradu.A09 18689 p3 (TTA)7 21 110213768 110213788 ATATATGATCGGATTCGCGG TTGTAGTACCGTGAGCGTGC 259

Ad09A18690 Aradu.A09 18690 p2 (AT)6 12 110214494 110214505 TGACAACTCGCGATGTCTCTT TCAAGAAGCATGTTCGGAAA 213

Ad09A18691 Aradu.A09 18691 p2 (TA)6 12 110214852 110214863 GGTTGTGCAGTGAGTCCGTA GGAGAAACCATGGGCAGTTA 193

Ad09A18693 Aradu.A09 18693 p2 (TA)10 20 110216960 110216979 CGAGTGGCAACTGGAATTATG CGTGCATGATTGTGTGAATG 212

Ad09A18697 Aradu.A09 18697 c (A)10taccactttcatttgaattaaattaccacaccatccaatcaaattttttcttctcttttttctcacccatgtgaagat(A)1199 110230637 110230735 CAATTGGTGATCCAAATCCA TTGACTTTCTCCTTCTTGTTTGAA 230

Ad09A18699 Aradu.A09 18699 p2 (GA)10 20 110233544 110233563 CTCTACATGCATTCTCCGCA CAGCTCAGAAGCCATAACCC 154

Ad09A18704 Aradu.A09 18704 p3 (TTA)5 15 110257263 110257277 TTCATCATATCACGGGTAACAAA TTTTCCCTCCAAAATGAATACAA 280

Ad09A18707 Aradu.A09 18707 p3 (GAG)6 18 110265254 110265271 CGCGATAACTGATGATGGAG GTCGTTATCAACACCACCCC 122

Ad09A18709 Aradu.A09 18709 p2 (TA)7 14 110269689 110269702 TCCACAAATTTTGACTCCAAG TCCTTTAATTCTTCTCAAAATCTCTC 280

Ad09A18710 Aradu.A09 18710 p2 (TA)7 14 110274263 110274276 TCCACAAATTTTGACTCCAAG TCCTTTAATTCTTCTCAAAATCTCTC 280

Ad09A18711 Aradu.A09 18711 p2 (AT)9 18 110276110 110276127 CGTGTTTGTTATGCGACCAC TGGGATGCGATTTTCTTTGT 280

Ad09A18712 Aradu.A09 18712 p2 (GT)6 12 110280554 110280565 ACACCAGAGGATCGGATGAG ATTAAAAGGGCTGGTTCCGT 263

Ad09A18714 Aradu.A09 18714 p2 (AG)10 20 110281864 110281883 TTCTTCTTTTCCCCCGAGTT TCTTTGGTCATTGGTCAAGGT 271

Ad09A18721 Aradu.A09 18721 p2 (TA)6 12 110311656 110311667 TCCGTGCAAAGTATGATCCA TGGAAGCCCACTTAATCGAA 203

Ad09A18725 Aradu.A09 18725 p4 (TAAT)5 20 110324372 110324391 GCAGATGGCAGATGGTTCTT TGGGTTGTGCATCAAACAAG 216

Ad09A18731 Aradu.A09 18731 p3 (AAG)5 15 110341327 110341341 GCAAGAGACATCCAGAAGGC CAAATTCCACGTCATCAACG 250

Ad09A18732 Aradu.A09 18732 c (AAT)5cccttttgggttttaatattatatgcccagtcttgttacattttgttaaatcataccccaaaataagttt(A)1196 110345151 110345246 TTCACTGGTGATGGATCAGG ACCGTAACTTGCCTCACCAC 278

Ad09A18735 Aradu.A09 18735 p2 (TA)6 12 110363350 110363361 TGTTCTCGCCAAAGGAGAGT AATGCATGAGCCATGAAACA 180

Ad09A18737 Aradu.A09 18737 p2 (AT)6 12 110381971 110381982 AAGTTTGAAGTTTTGTATTTGACTCAT AAAAATGGATACGAGCGATCT 225

Ad09A18745 Aradu.A09 18745 c (A)10cgcatatatgtcactattttttatctccgcatttttttagcataa(T)1065 110389218 110389282 TCAACTAGCTCCACGTCTACAG TGTGCAAATATTTATGTGCTATATTGA 240

Ad09A18746 Aradu.A09 18746 p3 (AAT)5 15 110392377 110392391 AACACCATCAAATTTCGTTCC AAAATTGATTTCGCGTGGAC 276

Ad09A18747 Aradu.A09 18747 p3 (AAT)9 27 110394391 110394417 CGTGGTGGAGATGCAATATG GGCACTCGCTTCTCATGTTT 228

Ad09A18749 Aradu.A09 18749 p4 (TTAT)6 24 110402002 110402025 TTCAATGGTCACAGCAGGAA GCATGGAAATGTGAATCCAA 136

Ad09A18754 Aradu.A09 18754 p3 (AGA)7 21 110409768 110409788 GAAAGCTTCAAACCGCAGTC ATTCGCTTCCATCCTGAGTG 206

Ad09A18755 Aradu.A09 18755 p3 (GCC)5 15 110410788 110410802 GAGCAATTAGGCCATGTGGT GCATCTGAGTGGCAGCACTA 178

Ad09A18758 Aradu.A09 18758 p2 (TA)9 18 110428788 110428805 CAAATTCTCTCTCTTTTCTCCCA TTTTCGCTGCTGAGTTCAAA 231

Ad09A18759 Aradu.A09 18759 p3 (CAT)10 30 110442464 110442493 CTCATTAATCAGCCTGGCCT ACCACCAATAGTCCTTCCCC 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A18760 Aradu.A09 18760 p2 (AT)7 14 110446816 110446829 TGCATGCAAACGTGAACTT CGCTGTTGAATATGGTACGC 275

Ad09A18762 Aradu.A09 18762 p2 (TA)6 12 110448273 110448284 GATTCATAGCATCCGCATCA CGTGCGTAAGAAATTATTTGCC 162

Ad09A18765 Aradu.A09 18765 c (CAT)5gattattgtccactccatgcactaatgggaatcggaccccagaaaattggtgtcaatgtgccatcttttattaatgaaaatatgctcatatgacaaca(AAAT)5133 110455017 110455149 CGACTCGGATACATTGCGTT TGCATCTTTGAAATTTTTCGG 270

Ad09A18766 Aradu.A09 18766 p2 (AT)6 12 110455855 110455866 GGGAATTAACTCCTCCAACAA GGAATCACTGCATCCGAGATA 247

Ad09A18767 Aradu.A09 18767 p2 (TA)9 18 110458122 110458139 TTGATGTCCTTTTTATCTAACCATC TCCTAAGCCGTGACTGAGTG 222

Ad09A18775 Aradu.A09 18775 p2 (AT)6 12 110483059 110483070 TTCCAGTTCCACCAAGAGTTG TCAACAACATCTGCAGTCACA 278

Ad09A18777 Aradu.A09 18777 p2 (TA)9 18 110487224 110487241 GGGCTGAGATTAGAGGTCCA AGGCCTTTAGGTGGCTTTTC 214

Ad09A18778 Aradu.A09 18778 p2 (AC)6 12 110491085 110491096 AAGCAGCTCCTTCGATGTGT GAAGAAGAGCAAAGCAAAGCA 176

Ad09A18782 Aradu.A09 18782 c* (TCT)6(TCTTCC)5*tcttcgtcttcg(TCT)7(CTT)7cgtcttcgtcttcatcttcttct(TCTTCC)7164 110504176 110504339 CGCGCACTAACTCATTTTGA CAGAAACCATGAAAATCGGAA 258

Ad09A18784 Aradu.A09 18784 p2 (AT)6 12 110506042 110506053 TTTTTGTGTGGGTTGTGTGG ATCTCGGTTGTGATGCTTCC 214

Ad09A18790 Aradu.A09 18790 p2 (AT)12 24 110522429 110522452 AAGCCTCGGTCCAAAAGATT TCGAGTTTGGACAACTGACG 221

Ad09A18791 Aradu.A09 18791 p2 (CT)6 12 110525087 110525098 CGATGTTCCTGCTACCACTTT TAGAAGATCCGTGCAAAGCA 279

Ad09A18794 Aradu.A09 18794 p2 (CT)8 16 110530220 110530235 TGTTCCTGCTACCGCTTTTT TTTCGGTTTCCTGTTTCGAC 249

Ad09A18797 Aradu.A09 18797 p2 (AC)6 12 110539526 110539537 AAGCAGCTCCTTCGATGTGT GAAGAAGAGCAAAGCAAAGCA 176

Ad09A18798 Aradu.A09 18798 p3 (AAC)5 15 110540301 110540315 CCAGAAGCAGATGCACAAAC TGCTGAAAGTTGCTGCTGAA 240

Ad09A18802 Aradu.A09 18802 p2 (AT)7 14 110544003 110544016 GTGGGGATTTGCTTAGGGAT ATCTCGGTTGTGATGCTTCC 205

Ad09A18803 Aradu.A09 18803 p2 (TA)6 12 110546705 110546716 CAGAAGTTGAACGCTTTCCC TGTCAAGACTTTGCACCACC 271

Ad09A18804 Aradu.A09 18804 p3 (TGA)5 15 110547063 110547077 CTGCTTTCCCTTTCCCTTTC CAAGATTGCGCAACATGAAT 236

Ad09A18807 Aradu.A09 18807 p2 (AG)30 60 110563225 110563284 AGAGAGAAGAGAACGCGCAG ATCGGAAGCAGAGGCAACTA 267

Ad09A18808 Aradu.A09 18808 p2 (GA)6 12 110567543 110567554 TCACTCACCTTTTTCCCCAC TTGGATGAGTTCGATGGTGA 275

Ad09A18809 Aradu.A09 18809 p2 (TA)6 12 110570298 110570309 AGAAACCGGATGAAAAAGCA TGACTCGACACTGTATCGCTG 263

Ad09A18812 Aradu.A09 18812 p2 (CT)6 12 110615484 110615495 TACGCTGTTTCTGCTACCCC TGCAAAGCACCGATTAAAAA 269

Ad09A18814 Aradu.A09 18814 p2 (CT)7 14 110620534 110620547 CTCCCTGAACCACCACTCAT ATATTGGCAGAAGACCCGTG 264

Ad09A18815 Aradu.A09 18815 p3 (AAG)5 15 110642275 110642289 CCTCCTCATCTTCTGCTGCT CAAGGTACGTTTCTTGCCTTC 200

Ad09A18816 Aradu.A09 18816 p2 (TA)8 16 110647507 110647522 GTCTGGATCTTCAAGCGGAG TCGCAAAAAGAAAAGCACAA 271

Ad09A18819 Aradu.A09 18819 p3 (TAA)5 15 110675421 110675435 TCATATTTCTGTTTTCTCTCTAAAACG CGTGAATCGGGTAACAAAGA 275

Ad09A18821 Aradu.A09 18821 p2 (TA)6 12 110681772 110681783 GAAAAGAAAAACAACGCATACAA GGGATTCGCAATCAACCATA 180

Ad09A18822 Aradu.A09 18822 p2 (AC)6 12 110685419 110685430 TTCGAAAATCAAGCGTTAGAA TTCCAAAGCACCCTTTTGTC 272

Ad09A18823 Aradu.A09 18823 c (TCT)6(TCA)5 33 110687675 110687707 CAGGTCTTCTGGTGGCAACT CTTCACAGCTCCTACCCCAG 247

Ad09A18824 Aradu.A09 18824 p2 (AT)12 24 110690572 110690595 TTTTAAAATTTACCTGAAATACCGA TTCAGAATTTATTAACAACTCACCTTT 236

Ad09A18828 Aradu.A09 18828 c (CT)6cctggcttgaga(T)1034 110703792 110703825 CAAAACGAATTAACCGCCAT GGGTTACCGTGAAGTTTGGA 258

Ad09A18829 Aradu.A09 18829 c (T)10cttgattagatttc(T)1034 110705238 110705271 CGGCACAATTTGTAGCAGAA CAAGCAAGCAACCAAGAACA 224

Ad09A18831 Aradu.A09 18831 p2 (AT)6 12 110714728 110714739 TGGGAACATTGGAAGGGATA TTATTGACTTCGCTTTGGGG 270

Ad09A18832 Aradu.A09 18832 p2 (AG)19 38 110721599 110721636 TTTGTTGTTCGGTTGTTGGA AACTCGGATGGAACATTTGG 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A18837 Aradu.A09 18837 p2 (CT)6 12 110731522 110731533 TGGGGATTTCACCATCATCT AAGAAGGCCTGTGAGGGAAT 200

Ad09A18839 Aradu.A09 18839 p2 (GA)12 24 110735502 110735525 CGTCATATTTAAAATTACCGCCA CTCATCCCGTTACCGTCATT 213

Ad09A18842 Aradu.A09 18842 p2 (TA)7 14 110740095 110740108 GACGTGTGCCACCTACATTG GGAACAGTTCGTGGAAGAGG 150

Ad09A18843 Aradu.A09 18843 c (T)11ac(T)10attcaaataaaaaaag(T)11attcattttcttttcatccaaacaacacacacaaaaatttacttttttttatttttttatctcttattttcttttc(T)10136 110740689 110740824 TGAGATGAAAATGGATGGAGAA TGGATGCAAAATAGAAAATGG 280

Ad09A18845 Aradu.A09 18845 p4 (TTTA)5 20 110746647 110746666 TGCATTCTGTTTCGTTACATTCA TGGGACCAGTACTATTCCACAAT 111

Ad09A18846 Aradu.A09 18846 c (A)10caattgttattattatcaatttatc(ATT)550 110749000 110749049 TCCAACCATTTTCGGTCATT TTTGTGAATCATTTCCTTGGC 278

Ad09A18849 Aradu.A09 18849 p2 (TA)6 12 110765484 110765495 GGATCGTGTCAGATGCAAAA TTTTTATTTTTCTTGCTTATTCCTCTT 262

Ad09A18852 Aradu.A09 18852 p4 (AAGA)5 20 110779959 110779978 GCAGTGAGGCAATGCAAGTA GATGCTGAGGATGGGTTTTG 263

Ad09A18853 Aradu.A09 18853 p3 (CCT)6 18 110780830 110780847 CCTTCAGCGTCTCCTTCAAC CGAAAAGCTCGACACTCCTC 229

Ad09A18855 Aradu.A09 18855 p2 (TC)6 12 110783046 110783057 GTGGTGTGGAACCTGGAAAT ACCTCGGCATCATAACTTGG 217

Ad09A18856 Aradu.A09 18856 p3 (CTC)11 33 110785715 110785747 TCTTTTGCAGACATGCCAAG CTGGCTCAGGAAGAAGTTGG 229

Ad09A18857 Aradu.A09 18857 p3 (TCT)5 15 110799686 110799700 TAGCCTATTTTCCGTCACCG AACTTCTTGTGTTGGACCGC 275

Ad09A18859 Aradu.A09 18859 p2 (GA)6 12 110805871 110805882 ACTGATCAACGTTTCCCCAC GGACCCAACTCCTTCAAACA 223

Ad09A18860 Aradu.A09 18860 p2 (TC)18 36 110821231 110821266 TTCTCCGACGACGATAATCC GGGTGAAGAGTGCAAAGAGC 231

Ad09A18870 Aradu.A09 18870 c (CT)6tcataaaacactgcttcagtgtttaccttacaggtcacgccaaacgcctgca(CT)778 110836879 110836956 GTTAACGTCTCTTCACCGCC CAACAGCAGCAGCTCATCAT 260

Ad09A18871 Aradu.A09 18871 p2 (AT)6 12 110838173 110838184 CGTCCATGATACGTCACCAG AAGGTAGCCATTTGCAAAACA 128

Ad09A18873 Aradu.A09 18873 p3 (TAT)12 36 110850254 110850289 TGTGCATTGCTGACAAGGTT GTTCAACCTCAAAACCCGAT 280

Ad09A18879 Aradu.A09 18879 p3 (AAT)6 18 110867514 110867531 AGGCGTGCATTGGTAGATTT CGTGATGAGGGGAGGACTAA 249

Ad09A18880 Aradu.A09 18880 p3 (AAT)6 18 110867913 110867930 CATCTGTGCCAACAATGGTC TGCATGTGATCATGCCCTAT 140

Ad09A18883 Aradu.A09 18883 p2 (TA)6 12 110869362 110869373 ACCAAAGAGCACACTCACCC TTTTGTAAGGAAGCATGGGC 257

Ad09A18884 Aradu.A09 18884 c (ACC)6atcacaagagaaccaccagcaccacaacaaca(ACC)565 110871659 110871723 CCCCATTCTCAGAACCACAT CCTGCAACTTGGTCTCATCA 225

Ad09A18885 Aradu.A09 18885 p3 (GTG)5 15 110871910 110871924 CACCACAACCACCAGTCATC GGATTTGCTTGAAGTGGGAA 243

Ad09A18886 Aradu.A09 18886 p2 (TC)11 22 110872655 110872676 GTTAATGGCCCCAAGTATGC TTTCTTTAAACAATGGTATCGTCAA 139

Ad09A18888 Aradu.A09 18888 p2 (TA)9 18 110878053 110878070 TGTGTGGCACATTCTTAGGC TAGGTTCAACCCCTTCTTGC 151

Ad09A18889 Aradu.A09 18889 p3 (ATA)8 24 110878253 110878276 TCCAAATAGGAGGAACAAATGC GAAAAGTTGTGGCCGAAAGA 200

Ad09A18890 Aradu.A09 18890 p2 (TA)9 18 110881097 110881114 GGGACAAGAGAAAGGACGAG TTTGTTGGGGTGAGATCAGA 260

Ad09A18892 Aradu.A09 18892 c (T)12aattggatacaatatatagaaagagaagtgcaatactattagtgaatatgaatttaatctatagg(T)1087 110881895 110881981 TGTTGGTATAGTTTTAAAAGATGATGA TGTTTCTCCCATGGCCTTTA 250

Ad09A18894 Aradu.A09 18894 p3 (GGT)6 18 110892533 110892550 GCAAGCAGTGAAGCTGTCTG TCAGTGCCTTGATTCTCGTG 273

Ad09A18898 Aradu.A09 18898 p2 (TC)6 12 110930494 110930505 GCAACTGAGGTACTCCATACAGC TCGTTAGAGCTTCGTGCTGA 173

Ad09A18900 Aradu.A09 18900 p2 (AG)10 20 110951324 110951343 CTTCACTGCCAGCTGTACCA GCATTTCCTCTTCCCCTTTC 160

Ad09A18901 Aradu.A09 18901 p3 (AAT)8 24 110952902 110952925 GAATTGCCGAATGTCACTCC ACCATATGCGGCTATGCTTC 108

Ad09A18902 Aradu.A09 18902 p2 (AT)6 12 110955147 110955158 CCTAAACCCCAAAACTGCAA TTTCGGGGAACTTTGTTGTC 160

Ad09A18904 Aradu.A09 18904 p2 (TA)12 24 110970590 110970613 GAGGTGCTGCATAATTAAGCTTTT TGCAGCTGCTGAAGATGTAGA 229

Ad09A18905 Aradu.A09 18905 p3 (TAT)7 21 110970754 110970774 TTCAGCAGCTGCAAGAACAT TGGACCTTCTTGGTTTGAATG 173
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Ad09A18906 Aradu.A09 18906 p3 (ATC)5 15 110970890 110970904 CATTCAAACCAAGAAGGTCCA TGGAGAAAGGAATTGGAGGA 232

Ad09A18907 Aradu.A09 18907 p2 (TA)6 12 110973408 110973419 TTGTTTTCTTGTCAACGGCA GCAGCATAGTGGGACTTGTTT 197

Ad09A18912 Aradu.A09 18912 p3 (AGA)5 15 110999217 110999231 CCTTTCCAATTTGACTCCCA CACAACCACCACTTCCTCCT 274

Ad09A18919 Aradu.A09 18919 p3 (AAG)5 15 111016277 111016291 AGAGGGATGTGGTGGTATGG TGCAACTAAGCAACCAAGTCA 158

Ad09A18920 Aradu.A09 18920 p3 (CAT)7 21 111018724 111018744 ATGAGAAGAGGTCGAGGGGT TTAAGATGGGTGCCTGCAAT 274

Ad09A18921 Aradu.A09 18921 c (TC)7t(TC)6 27 111018854 111018880 TGTTGCCAAAACAGAACAGG CAATGCATGTTGGTAGGCAC 159

Ad09A18922 Aradu.A09 18922 p2 (CT)6 12 111019152 111019163 GGGAACGTTGGGAATGTAAG GCATGGAACCAATGGAGCTA 280

Ad09A18924 Aradu.A09 18924 p2 (TC)6 12 111020092 111020103 ATGAAAGGTTGGTCCCATCA AAAATTGGAAACCACACCCA 223

Ad09A18925 Aradu.A09 18925 p2 (AG)10 20 111022255 111022274 CCACAAACAAAGCCTCCACT AAAACAACAACACTGCCACG 276

Ad09A18928 Aradu.A09 18928 p4 (GTTA)6 24 111029947 111029970 GTATTGAAGGCGGCATTGTT TTTGGCAGGAAGTATCTCCG 239

Ad09A18933 Aradu.A09 18933 c (AT)8taatatgttttagaaactaattttaaaatctttaaaaattgattttagtaacggaaatgtttggtaac(A)1094 111036056 111036149 TTTTCTTGCGACTGATTTGAA TTGTTGCTGTGTTTTGATTGA 201

Ad09A18934 Aradu.A09 18934 p2 (AT)8 16 111039185 111039200 CCAAACACATGTATTGCAATTTT TCAAAATTAAGTGACCCGCA 226

Ad09A18936 Aradu.A09 18936 c (T)10aatttttcacatgacaaatttttgtgtgtaatgggtcaaaggcccagataagaaactgcgggttta(T)1086 111042108 111042193 TCCAAACATCCTATAACCAACAAA GCCAAAACATCACTCGTTGA 207

Ad09A18938 Aradu.A09 18938 p2 (TA)6 12 111048219 111048230 TCTCCAACCAAGAATTTCAGG GTGCCTTGGATGAAACTGCT 170

Ad09A18939 Aradu.A09 18939 p3 (GAA)5 15 111048388 111048402 AGCAGTTTCATCCAAGGCAC CAATTCATGGCTGGTAGGCT 168

Ad09A18941 Aradu.A09 18941 p2 (AT)10 20 111069707 111069726 TGAGAACCCCTAAATCATAACCC CGATGAATCAAATTTTAAATCGGT 191

Ad09A18947 Aradu.A09 18947 p3 (CTT)5 15 111093031 111093045 AAACACGCTTCCAACCATTC GAGGAAGAAGAACGTGCAGC 112

Ad09A18949 Aradu.A09 18949 c (A)10c(GAAGAG)647 111093596 111093642 ACACCCAAAATTCGTTGCAT AGCGCTACACTCAGAACGGT 205

Ad09A18950 Aradu.A09 18950 p3 (AAG)10 30 111100777 111100806 AAGAAAAAGGTCCAAGCACG GACCATTGTTTTGCTCGTGA 112

Ad09A18951 Aradu.A09 18951 p2 (TC)6 12 111101065 111101076 ATTTTCGGACCAAACCACAC GGCTCCTTTTTGACAGTTGG 207

Ad09A18955 Aradu.A09 18955 c (T)10cc(T)11 23 111103829 111103851 CCATGCATTTTCCTACCCAC AGAGTTAATAACAATGGCAACACA 119

Ad09A18957 Aradu.A09 18957 c (CA)6aagcctttatggtaaggtcacgctatatggtcccatattc(T)1264 111105863 111105926 TTAGCTAGCAGCACAACCCC GCAACTTTTCAGAGATGGGC 161

Ad09A18959 Aradu.A09 18959 p3 (AAG)5 15 111113034 111113048 TAACAAGGAAGGGATGCCAC ACCACCAACAACCTCAATCC 218

Ad09A18960 Aradu.A09 18960 p3 (AGA)9 27 111113175 111113201 GGATTGAGGTTGTTGGTGGT CGATAACAAATCCCGCCTTA 182

Ad09A18964 Aradu.A09 18964 p5 (AAATA)5 25 111115472 111115496 TCCTTCGATCCGATTTCAAC GAAGTTTTTCAAATTCGCGG 263

Ad09A18971 Aradu.A09 18971 p3 (TAC)5 15 111136643 111136657 AATGCCTTATAAGCTCCCCC CTGTCTCTTCTCTTGGGCGT 272

Ad09A18974 Aradu.A09 18974 p2 (AT)6 12 111140540 111140551 TGCAATCACGTTTCCAACTT TGGGCTTTAGTTTATATGGGGA 251

Ad09A18975 Aradu.A09 18975 p4 (GAAA)5 20 111141842 111141861 TTTGTGACATTTGGAAAACCC CCTTGTAAAATCTCCGCCAA 280

Ad09A18978 Aradu.A09 18978 p3 (TTA)8 24 111143814 111143837 TGTATGGGATTGCTCTGTGC GTCATGAACCCACTCATCCC 220

Ad09A18979 Aradu.A09 18979 p3 (TTA)5 15 111144193 111144207 GGCTAAATCTTTGGTCCATGA TGGCATGCATGTTCTCCTAT 275

Ad09A18981 Aradu.A09 18981 p2 (TA)10 20 111146028 111146047 TTTCCACCATACTTGCACCA CAGGAGTTAAAAATATTTGATGTATGA 258

Ad09A18984 Aradu.A09 18984 p2 (CT)9 18 111148799 111148816 TGTTTGCAGAGAACGAGGTG GAGAAAGCGCCACCAATTAC 202

Ad09A18986 Aradu.A09 18986 p2 (TA)8 16 111155371 111155386 GGAGAGCTTCAATTGGCTTG ATTCCTCTCTCCCTCCGAAA 271

Ad09A18989 Aradu.A09 18989 p2 (TA)6 12 111156587 111156598 AAACTTGGGGTTTGCTATCG GCAGCATGCAATGCAGTAGT 223
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Ad09A18990 Aradu.A09 18990 p2 (TC)8 16 111157153 111157168 GCAATCCTGGGAGCCTAAGT CTGCAAAAAGCAGCATTGAA 166

Ad09A18992 Aradu.A09 18992 c (A)10ttcattttctgttatttctttcttattatctg(A)1153 111161769 111161821 GCTGCCTTATCCAAGAGAGAA TGCATATGCTACCTGACTGATTT 269

Ad09A18994 Aradu.A09 18994 p3 (TGA)5 15 111164911 111164925 GAACGGTGACGAGTGGTTTT GAGCCTTGTGGAAGATGGTC 237

Ad09A18995 Aradu.A09 18995 p3 (TTG)6 18 111165052 111165069 AGGGGTTTTGTCCTCCAAAT ATAAAGCAAGGGCAAGAGCA 104

Ad09A18996 Aradu.A09 18996 p3 (TAT)10 30 111165785 111165814 GATGGTGAAGAAGCGTGGTT TCATTGCACAAAAGCTAGGG 248

Ad09A19000 Aradu.A09 19000 p3 (TAT)14 42 111180232 111180273 TGTCGCAAAAATATAAATTGACTAAGA TGACGTGGCATTATTATGATTTG 182

Ad09A19002 Aradu.A09 19002 p2 (TA)7 14 111181437 111181450 AGCTCCAGACTCGACCTGTG AGATCAAGAGGCACCACGTT 261

Ad09A19003 Aradu.A09 19003 p2 (AC)18 36 111184306 111184341 CCTTTACCCCAAAGAAACCC CCTTCCCTCTTCTCCAATCC 137

Ad09A19004 Aradu.A09 19004 p2 (AT)7 14 111185298 111185311 TCGGTACTCCGGATTTGGTA TATTCGAGTAAAATCAAATGTTCTAAA 250

Ad09A19008 Aradu.A09 19008 p2 (AT)8 16 111203989 111204004 TCTTGGTCATAGGATTATTAAAAAGGA TCGCAGATCAAAGGAAACTCT 251

Ad09A19009 Aradu.A09 19009 p2 (TA)6 12 111209955 111209966 TAACTGCATCTTCCCCTTCC AACAACTTGGTTTCAACCGC 211

Ad09A19010 Aradu.A09 19010 p4 (TATT)5 20 111212715 111212734 GCTGTGGGGAAGAGAGTGAG CTCCATGGCTTTGCTTTCTC 276

Ad09A19011 Aradu.A09 19011 c (A)15caaaaagaaaggaaaaagaacatcatgaacatctttgaaatttgaacc(TTAAT)588 111218455 111218542 CCAAGCCCAAGAGACTTTGA GAGGGCAAAAAGGGGATTAG 274

Ad09A19012 Aradu.A09 19012 p3 (TAT)19 57 111224495 111224551 ATGGCCAGCACTTAACCATC TTCAATCAATCAACAATCAATAAAA 248

Ad09A19013 Aradu.A09 19013 p3 (TAT)13 39 111224835 111224873 GGGTTGAATTTGTGGGTCAC ATCCTTTGGCCCATCATACA 131

Ad09A19014 Aradu.A09 19014 p2 (TA)6 12 111225091 111225102 TGTATGATGGGCCAAAGGAT AACGAAGCTGCATGAAACAA 277

Ad09A19016 Aradu.A09 19016 p2 (TC)6 12 111231550 111231561 TGAGGGGTAGAAAGGTGGTG TGTTGTTCGTTCAATGAGGC 165

Ad09A19018 Aradu.A09 19018 p3 (GAA)17 51 111236765 111236815 TCCCTTTGCATTCAAAATCC TGTTGCTGTTCTCAAGGTGC 108

Ad09A19019 Aradu.A09 19019 p2 (TC)8 16 111248258 111248273 CTTTCTCCTGCCGAATCCTT CGTCTGGACTCATAGCGACA 131

Ad09A19020 Aradu.A09 19020 p3 (TAA)5 15 111249962 111249976 AAAACGAAGCTTGTATTAAAGAACG TTTTCGATCTTGCTGTTTTCA 216

Ad09A19022 Aradu.A09 19022 p2 (TA)6 12 111264504 111264515 CTTATTCCTGTGAGGGGCAA CAACGTTAGTCGTAAATGCCTG 152

Ad09A19025 Aradu.A09 19025 c (AAG)5cagaagaagaa(AAG)11ttgggcctaacacgtgcgttac(AGA)596 111282314 111282409 ACAAGTTGGGCTTAACACGC ACAGAAGGAGATCGAAGGCA 205

Ad09A19026 Aradu.A09 19026 p3 (AAG)6 18 111283028 111283045 CAGGAAGAGGAAGGAGAACG TATAAACACGCCGTTTCACG 278

Ad09A19027 Aradu.A09 19027 p2 (TA)6 12 111286682 111286693 ATGCTTGCATGTGGTGTGTT CCAAGACTTAATGAAAACCCGA 236

Ad09A19030 Aradu.A09 19030 c (AGA)8gaagacgagcgacgaaagagaaaagaagtgacagagagagaaagagtaaaggtatgaatt(AG)798 111292039 111292136 GTTGTTTCTGCGCTTTGTGA CAACCTTCGTTGTTCCCCTA 185

Ad09A19032 Aradu.A09 19032 c (A)12gaaagaaaaatccttttatacattggattcatctagggaaagcttagaatgcaaaactagactacaagtatcattt(ATC)16136 111298186 111298321 TGCATGGAACACCACAACAT AAATTCTTGGACGTGGCATT 272

Ad09A19034 Aradu.A09 19034 c (TC)6ccctatccatcttactttctatcgctttctccctctctccttccctctccccct(TC)6tttctccctctctccttctatcttc(CT)7117 111301532 111301648 CTCTCTCCCCTGTCCCTCTT AAAGAGAGGACAAAAAGTTCAAGG 251

Ad09A19035 Aradu.A09 19035 p2 (GA)6 12 111301771 111301782 CCTCTCCCCCTTCTCTCTCT TCTCTCCTTCTTCTCTTTCTCTCC 275

Ad09A19040 Aradu.A09 19040 p3 (TTC)6 18 111318987 111319004 CCCGCTTTAAAAAGGAGCTT TGGGGAGTGCTCTTCTTTTG 248

Ad09A19042 Aradu.A09 19042 p3 (CTT)5 15 111326321 111326335 ATGTCATGCTTGATGCTGGA TTTACATCAATCCCGCTGGT 277

Ad09A19049 Aradu.A09 19049 p3 (TAT)10 30 111353489 111353518 TGATTGTGATCTACAAAACCTCC CTCACCAGCTCACGAGTTCA 222

Ad09A19053 Aradu.A09 19053 p2 (AT)7 14 111370332 111370345 CATGCCACTGCACATATCAA ATGGCCCTCCTCTACTCGAC 260

Ad09A19054 Aradu.A09 19054 p3 (CAT)6 18 111371689 111371706 CAAATTGCAGCAACGAAAAA ATTGTTGGAGCACCCCATTA 151

Ad09A19056 Aradu.A09 19056 p3 (CCA)5 15 111373526 111373540 TGGCGCCTATATAGCAAAGA TGGTGAATGCTACCATGTCCT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A19057 Aradu.A09 19057 p3 (ATA)5 15 111375178 111375192 ATTCATCTTCTCTTCCGCCA TCAAGCGCTATTTAGGCTGC 275

Ad09A19059 Aradu.A09 19059 p2 (AT)7 14 111377471 111377484 GCACCAAAATGCTCACAAGA TAATGATTATTCGCGCCAGC 160

Ad09A19060 Aradu.A09 19060 c (CT)10ata(TC)7 37 111380659 111380695 AAGCCCTTTAGCCTTTGAGC GCTTCACGCAACCATCATAA 226

Ad09A19061 Aradu.A09 19061 p2 (TC)11 22 111380978 111380999 GGAAGCAGCCAAAGTTGAAG GTTGCTTTGCTGCCTTTTTC 249

Ad09A19063 Aradu.A09 19063 p2 (TG)16 32 111385285 111385316 TGGTGTGTTGGGAAATGAGA ACAGCAGAATCTCGGGCTAA 232

Ad09A19064 Aradu.A09 19064 p5 (AACTC)6 30 111388847 111388876 TGACAGACCTTAATGCAGCG AAAGTGTCTAATTTAGCCGCAA 242

Ad09A19066 Aradu.A09 19066 p2 (AT)10 20 111390965 111390984 TTTGCTTCCGACATTACTCAAA CGCTAATTTTACGGGATTTACG 247

Ad09A19069 Aradu.A09 19069 c* (TAT)6(ATTA)6* 40 111395082 111395121 AATGTGTGCATGTGCTGTTT ACATTAATGGTGACAAATTGATATTGA 100

Ad09A19070 Aradu.A09 19070 p3 (TTA)13 39 111395471 111395509 TTTGCATAATGATTGAGAATTAGAA AATTCTTTTCAATGCACGGG 272

Ad09A19085 Aradu.A09 19085 p2 (AT)6 12 111428376 111428387 TCAAAATTGTTCTTGGTCATAGG TCGCAGGTCAAAGGAAACTC 257

Ad09A19086 Aradu.A09 19086 p3 (ATA)5 15 111431784 111431798 CCCAACTTCCCAATCAATTT CAGTTTCTTTTCGGGTGCAT 267

Ad09A19093 Aradu.A09 19093 p2 (TA)6 12 111456408 111456419 CAGGACGGGAGAAAAATTCA TTTGAATTGGAGGCAGAAGG 259

Ad09A19095 Aradu.A09 19095 p2 (AT)7 14 111460336 111460349 TTGTATTCGAATTTTTACTTTCTCC TCAGAGGAACACATGCATCC 256

Ad09A19097 Aradu.A09 19097 p2 (AT)7 14 111466941 111466954 CGTTGTTACCGGTTAATATTTCA GCAAATAAACTGGTATAAAAATGGG 269

Ad09A19101 Aradu.A09 19101 p2 (TC)7 14 111470019 111470032 ATCTTGCTAGCAGTGCCCAT TTGAGACAAACCCACACCAA 247

Ad09A19106 Aradu.A09 19106 p2 (TA)7 14 111479964 111479977 AAATTTCGTGAAGTCCGTGC CAGGGAACAAACGTGCCTAT 225

Ad09A19108 Aradu.A09 19108 p2 (GA)6 12 111486547 111486558 ACATGGAAAGAGGTTGTGGG AACAGAACCATTCCCTTCCC 253

Ad09A19110 Aradu.A09 19110 c (A)10tagttgattaatgttttaaaaaaa(ATT)549 111486986 111487034 GAGGGAAGGCTTTATGGGTC AGAGTGGGTGGAAAATGGTG 227

Ad09A19112 Aradu.A09 19112 p2 (AG)7 14 111488508 111488521 TAGCAACATGGGAAGAAGGG CCTGTCCCCACTCTAACACC 249

Ad09A19113 Aradu.A09 19113 p3 (CCA)9 27 111492221 111492247 ATTTGGTAACTGCTGCCTGG TCAATCACAGCAGAACCAGC 250

Ad09A19114 Aradu.A09 19114 p3 (ATT)7 21 111493682 111493702 GGAAGTGGCAAAGAATTGGA GCAAGAAGCAGCATCAAACA 231

Ad09A19115 Aradu.A09 19115 p5 (TCTCT)5 25 111496384 111496408 AGAGATCTTAGGGGCCTTCG AAAAGAGGGGACGGAGAAAA 150

Ad09A19118 Aradu.A09 19118 p3 (ATG)5 15 111506773 111506787 GTTGGTGAGACTGGACCGTT CTACCCACAGGTGGAGTCGT 193

Ad09A19121 Aradu.A09 19121 p2 (GA)7 14 111529623 111529636 TTGAAAATGATTGAAAACCCG TTGTGTTAGGGTGATGATGAGG 277

Ad09A19122 Aradu.A09 19122 p2 (TC)6 12 111535299 111535310 GTTTAGGGGGCATGGTTTTT TATACCGGGATGGCCAATTA 126

Ad09A19124 Aradu.A09 19124 p2 (GA)9 18 111546794 111546811 TCATCCACAACAACAGAAACAA AAGCCATCAACAACCACCTC 164

Ad09A19126 Aradu.A09 19126 p2 (CA)7 14 111553167 111553180 CCAGACCTAACCTTGGACAAA GGACAGCTTTCTCTTCCACG 220

Ad09A19130 Aradu.A09 19130 p3 (TTC)8 24 111564724 111564747 TCATGCACTCTTCCACCATC GTGGAGGATTTTCGAGGTGA 110

Ad09A19131 Aradu.A09 19131 p3 (AAC)6 18 111565082 111565099 ACTTCGTCAACCGCCATAAC CTTCCCATTTTCTTCACCGA 202

Ad09A19132 Aradu.A09 19132 p3 (CTC)7 21 111565368 111565388 AGTAGCAAAGAGATCCGCCA AGGGCAGCTTGAAACGTAGA 196

Ad09A19134 Aradu.A09 19134 p2 (AT)7 14 111566589 111566602 TCTGCAGCTTGAATTTGCC CATTACTATGTCCTCTTGTGCCA 277

Ad09A19138 Aradu.A09 19138 c (AGA)5tgatgatgaagatgaagagttagaagaggaagttgtagtagtg(AAC)573 111577365 111577437 GGAAGCTTCTTCCCTTTTGG TTGCTTCTTCAACCTCAGCA 263

Ad09A19143 Aradu.A09 19143 p2 (TC)16 32 111609304 111609335 TTTCAATTCCCAAAACACCC TGTGAAGCTCCATGAAGACG 194

Ad09A19148 Aradu.A09 19148 p5 (AATTT)5 25 111651251 111651275 TATTTGCCTGCAATGACCAA TTTGTGAGGAGTTGAAGCGA 217
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Ad09A19149 Aradu.A09 19149 p3 (TTA)5 15 111652964 111652978 TTGACGACAAGTATTATGGAATCA CAGCCAATGATAACTTGCCA 209

Ad09A19151 Aradu.A09 19151 c (AC)7(AT)8 30 111654300 111654329 GGTGCTAGAAACTCCAACACAA CCCTTTCCCTCCTTGATCTC 101

Ad09A19152 Aradu.A09 19152 p2 (AG)6 12 111661784 111661795 TGGATGGAAGAGGAGGAAGA CGTAAGAACTCCTGGTGGCT 225

Ad09A19154 Aradu.A09 19154 p3 (TTC)5 15 111665458 111665472 GTCAAGGGTTGGAACGTTGT GACGACTCTGACAATGCGAA 129

Ad09A19166 Aradu.A09 19166 p3 (TAT)5 15 111687155 111687169 GGTTCAGATTCCAAATGGTCA CCACAAATTTGACTCCTTCCA 211

Ad09A19170 Aradu.A09 19170 p2 (TA)6 12 111700285 111700296 GCTGTTATATCAATTCAAAATAGGTGA TGGCAACAATGCATTTTAGATT 258

Ad09A19174 Aradu.A09 19174 p2 (TA)6 12 111706082 111706093 AAACACCCAAATTGGCACTC TTTTGAAGGAATAAAAACGCAA 205

Ad09A19180 Aradu.A09 19180 p2 (TA)8 16 111713902 111713917 TTCGGATGAATGGTTATCTAAAAA GCTCTGCTAAGTGGCAACAA 216

Ad09A19183 Aradu.A09 19183 p3 (AAG)5 15 111715708 111715722 TCTTCCTCCTCAACCCATTG TGCTCTCTTGTTCGTTCCCT 157

Ad09A19184 Aradu.A09 19184 c (GAA)7acagaggat(GAA)1781 111716277 111716357 CCGCAACACAAACATGAAAA CAGGAAGTAGCCACCCAAAA 263

Ad09A19188 Aradu.A09 19188 p2 (AT)8 16 111724070 111724085 AAGCCCTCATGCAGTCTTTG ACACGCTCTCCCCTATCCTT 265

Ad09A19191 Aradu.A09 19191 p2 (AT)7 14 111730027 111730040 CAAAATCTCTCTTATTCTTTTCTGTTC GCCAAAATTTGTGGATCTTCTT 280

Ad09A19194 Aradu.A09 19194 p3 (AAT)5 15 111736184 111736198 CACGCATGCATTTACACACA AAACAGGCTGTGGTCCAGTT 227

Ad09A19200 Aradu.A09 19200 c (A)10gaaaacaaaaaaacattgaaaacgacgtagttttatgtttatt(A)1164 111744120 111744183 GGATTTTCCGTTCGTCAGAA GAGTGAGAGAAGGGGAAGGG 202

Ad09A19201 Aradu.A09 19201 p3 (GAA)6 18 111745019 111745036 TGTGATTTTTGTTGGTTCTAATGA GCTACCGGAAAACTGAGCTG 204

Ad09A19208 Aradu.A09 19208 c (T)11(A)10 21 111777885 111777905 CTTTCGTTACATCGCATCCC ATGGACATTTTGTGGGAGGA 220

Ad09A19213 Aradu.A09 19213 p3 (ATC)5 15 111803949 111803963 GGACGTGAAATTGCCTGAAT CCTTTGCTTCGACGGATTTA 266

Ad09A19214 Aradu.A09 19214 c (GAA)15agctgtaacctgaaatcagcaaac(A)1483 111804894 111804976 CCACAAAAGGGTTTCAGAGC GGAATTGGAATATCCACTTTCGTA 237

Ad09A19216 Aradu.A09 19216 p3 (CAC)6 18 111805618 111805635 TCTGTTCTTGGCAATTCCTTT TTCAAGTGAAAAGCAGGCAA 237

Ad09A19217 Aradu.A09 19217 p3 (ATC)8 24 111806771 111806794 CAGGGAAGCCACCATAAGAA TTGGATGAATGTCAAAGCCA 236

Ad09A19218 Aradu.A09 19218 p5 (AAGAA)6 30 111808002 111808031 TTTGCATGTCGTTCAACCAT GCGTTATTCTTCGGAGTGGA 254

Ad09A19220 Aradu.A09 19220 p3 (TCC)8 24 111810591 111810614 CTAGAAGGTCCAGGATGCCA TGCGCTTTTTCTTCTCAGGT 230

Ad09A19221 Aradu.A09 19221 p2 (AT)9 18 111815363 111815380 AGGTCAGGGCCTAGGATGTT CAAGATTCAGTGATCCAGCCT 117

Ad09A19226 Aradu.A09 19226 c (T)11ggacctggagtgaattgaagttggttagtaaactaactatttaaccaatcaagttggatatatatttg(T)1493 111826095 111826187 TTCGTCGTAAATTTGAATTTCATT GCTAACTATGGCCAACATTAACAA 279

Ad09A19227 Aradu.A09 19227 c (CT)16(CA)17 66 111829569 111829634 TCGTATACGTTACCCCAACCA CCACATTAGCACTTGCAACC 279

Ad09A19231 Aradu.A09 19231 p3 (TCT)5 15 111835092 111835106 TTCTTCACATCGAAGCAATTTT TGGAGGAGACGAAATTCCAA 189

Ad09A19232 Aradu.A09 19232 p4 (AAAT)7 28 111841025 111841052 GACCACCTACAGCTGCAACA TGAAACAGCGAGTACCGAAA 234

Ad09A19233 Aradu.A09 19233 p3 (TAA)5 15 111842039 111842053 CGGCCAAAATAGAAAGAAGG TCTCGGAACGCAAGATTCTC 156

Ad09A19234 Aradu.A09 19234 p2 (TC)6 12 111843804 111843815 CACATTGCCAAATCCTTTCC CTTCCTCTTCCGAGTCGCTA 148

Ad09A19235 Aradu.A09 19235 p3 (CAA)5 15 111845758 111845772 TCATACCCAACTGGGTCCAT GCCACCTTCAAAGGAATCAA 269

Ad09A19236 Aradu.A09 19236 p2 (TA)9 18 111850661 111850678 TTATGAATGTTGGATGCCCA CCATATCCCATGTTGCTTTTG 233

Ad09A19246 Aradu.A09 19246 p2 (TA)7 14 111896977 111896990 TGGGTAATGTTAAGAAGACAGAAAAA CACTTGAGTTTGAGGGGCAT 274

Ad09A19247 Aradu.A09 19247 c (T)10atttttagagttcactaataatgaactctagatcttttggatatagaactctaataccatgtaaaatctaatagaagagaacaaaaaaattgatattg(TA)6120 111897821 111897940 TTCCCTCAAACAAGAACCTTTT GCCTAATTTTTATATCAAACAACAACA 233

Ad09A19250 Aradu.A09 19250 p2 (AT)6 12 111900241 111900252 AAAAGGCCAACAACAGCAAC AGCACGGTCTGCAATTCTCT 127
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Ad09A19253 Aradu.A09 19253 c (AAT)5a(AAT)8 40 111907957 111907996 TTCCATTAATTTCTCATACTTTCTCA TTTGGGTCATGGAACAGACA 266

Ad09A19255 Aradu.A09 19255 p3 (GAG)8 24 111918293 111918316 ATCACAATGGGCTGAGAAGG TTCAGGAGGCTAAGGCAAAG 115

Ad09A19256 Aradu.A09 19256 p2 (AT)6 12 111919579 111919590 TTGCCTTTGACCGAAGAAGT TATTTGGACTTGGGCCTTTG 262

Ad09A19257 Aradu.A09 19257 p3 (AAT)5 15 111920984 111920998 TTGACGAAGGTAAAGTTGTCTTTTT GGTCATGGGACGGACATATAA 276

Ad09A19259 Aradu.A09 19259 p3 (ATA)13 39 111957934 111957972 TGGAAACCTTAATGGTTGGG TAAACAAATGCAGCCGAATG 221

Ad09A19261 Aradu.A09 19261 p3 (ATT)5 15 111959297 111959311 TGGAAAAATCTTTTCAGCCA CGTCCACATTGTGTGAACAT 198

Ad09A19262 Aradu.A09 19262 c (TTA)5ctcaataagttgttgtatatacaaagtgagattcgaagtcccaatatttatttaagataaactgactactcgactaactcaaattag(TTA)11135 111959430 111959564 TCACACAATGTGGACGTATGC GATTTTTGGGCCATCAAATACT 217

Ad09A19263 Aradu.A09 19263 c (AC)6(AT)9 30 111960172 111960201 GATTCGCGCAAAAATTGAGT CCTGGGGGTAGTGTTGTCAC 276

Ad09A19265 Aradu.A09 19265 p2 (AG)14 28 111962907 111962934 ATCACCTCGTAAGCATTGGC TTGCAGGGTAGCACAGAATG 256

Ad09A19274 Aradu.A09 19274 p2 (TA)9 18 111984028 111984045 GCACGACGTCATTTTCAAGA TGCTTTCCATTTAGTCTCAACA 279

Ad09A19275 Aradu.A09 19275 p2 (TA)7 14 111988026 111988039 CTTCCAAGTGAGGCAACCAT CGGGAATAAGGTACAAGTGTTTTC 192

Ad09A19276 Aradu.A09 19276 p2 (AT)6 12 112006227 112006238 TCGTATATACTCCACACGCCA CGAAAAAGTAAATTTTGCTCTCA 221

Ad09A19281 Aradu.A09 19281 p2 (CT)7 14 112034744 112034757 CCACCTCAATGAAAACACCA TTTTTATTGGGCTAAGGATTGTG 260

Ad09A19282 Aradu.A09 19282 p3 (AAG)12 36 112035043 112035078 AAGACCGAATAGGAGAAGGGA GGCGTAGGTTTCTGAACTCG 254

Ad09A19283 Aradu.A09 19283 c (T)10c(A)12 23 112037922 112037944 TACCCATTGCTATTGTGGCA AAAGCTGTTCGTGGATGCTT 279

Ad09A19288 Aradu.A09 19288 p3 (TAA)6 18 112048184 112048201 TCAGTCTCATCACCACCTTCA CGGCACATGTACATCCCATA 265

Ad09A19289 Aradu.A09 19289 p2 (AC)6 12 112050934 112050945 TTGATTTCCTTTTTGCAGTGG TTGCTTCCAAGCCTACAACC 280

Ad09A19290 Aradu.A09 19290 p2 (TA)6 12 112065864 112065875 CAAAATTTAGAGGATCCAAATCCA AGTGGAGAAGCATTGCAAGAG 280

Ad09A19292 Aradu.A09 19292 c (ATG)6tgtgggtatggctatgggttaatgcagtggaagaatatgcagagtataatcatgatgcaagaacagggcagcaccgtgtgggagggagctccatgtcaga(ACC)5133 112076514 112076646 TCCCTCTCACTTTCAGTGCAT TCAAAGGTTGTCCCTTGACAC 273

Ad09A19296 Aradu.A09 19296 p2 (AT)8 16 112094636 112094651 CAACACTCCTGGGTCCAGTT TATGGAGCTTCACTGCAACG 268

Ad09A19298 Aradu.A09 19298 p2 (AT)6 12 112103794 112103805 GCCCCAAAATTTAATGTCCA GAAAGTGCCATGCCTATGGT 212

Ad09A19301 Aradu.A09 19301 c (TAA)7(TTA)8 45 112110493 112110537 TTCCACTTTCCATTGAACCA GCAGCCATCGTTTATGACCT 252

Ad09A19302 Aradu.A09 19302 p3 (ATT)18 54 112121972 112122025 AAACCTCAGCCCAATTTTCA GCCTAAGGCCTCCTTGTTTA 205

Ad09A19313 Aradu.A09 19313 c (AAAT)6aaaat(TAAA)653 112155058 112155110 GAACACCTAGCGTTCCCAAA GCATGATGCATACAGGGCTA 157

Ad09A19314 Aradu.A09 19314 p3 (CTA)5 15 112158998 112159012 GGGAAGAAAGGTGGGAGAGT TCAGAAAGTTTGCTTGGCCT 221

Ad09A19315 Aradu.A09 19315 p3 (TGG)5 15 112165585 112165599 TTAAATATGCCCCACCCAAA TGAGTGGAAGACAGGAACCC 238

Ad09A19319 Aradu.A09 19319 c (T)10gacaatctttaagaaatgtaagtgttattgattgat(TA)6atttaaatatttgtaattgaaaattgttattg(TTA)7111 112172024 112172134 TGTTTTTGTGTCAAAGCTAAAAAG CAACTATTTGTCATTTGACTAGCATCT 279

Ad09A19320 Aradu.A09 19320 p2 (AT)6 12 112175882 112175893 AAATGAGACACCCTTGGTGC TCTCCCGAGGAGAAATGTTG 251

Ad09A19325 Aradu.A09 19325 p3 (CCT)6 18 112185620 112185637 GTTTTCGCCGACTTGTGTTT GGGGGAGTACCCACATTCTT 183

Ad09A19326 Aradu.A09 19326 p2 (AT)7 14 112198103 112198116 CAAAATTTCCTTGCATGCATTA GCATTTTTCTAAACGCCCAG 239

Ad09A19329 Aradu.A09 19329 p2 (TC)6 12 112216358 112216369 TCTTTCTTCTCCCTCCCCAT GAGAGGATGAGTGGGGTTGA 129

Ad09A19337 Aradu.A09 19337 p3 (TAA)17 51 112243318 112243368 CATGGACTACTTTGTCCCCAA TGTAACCATTTCAAGCACACA 147

Ad09A19338 Aradu.A09 19338 p4 (GAAG)5 20 112246583 112246602 TGAAACAACAACGCGGATAA AATGCTTGCTGGGAGCTCTA 253

Ad09A19340 Aradu.A09 19340 p2 (TC)6 12 112253391 112253402 AAAGCATGAACGAGGCAAAT TCTTTTCTCTTGTCTGTGTTGTGA 273
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Ad09A19341 Aradu.A09 19341 p2 (AG)7 14 112254087 112254100 ATTATGTGGGGCAGCAGATT CTTACGTTGTTCGTGGCTGA 254

Ad09A19343 Aradu.A09 19343 p3 (ATT)8 24 112267913 112267936 AAGTCATGAAAGCCCACCAG TCATTGTCACAAGGTGGCTC 265

Ad09A19347 Aradu.A09 19347 p3 (CTC)5 15 112283131 112283145 ATGTTGCAAACCCTAGCACC GCGTGATTGGTCTCCGTAAT 153

Ad09A19348 Aradu.A09 19348 p3 (GAA)6 18 112287798 112287815 ATGATTCACTCAACCGCACA TCTGCTTCGGATCTCAACCT 229

Ad09A19351 Aradu.A09 19351 p4 (TTAA)5 20 112298607 112298626 CTTGCCGTCCATACCAATTT GCCATAACCTCCAGCACATT 276

Ad09A19356 Aradu.A09 19356 p5 (AAAGA)5 25 112312503 112312527 TTGTTTCCCACTGCATTGAC AGCAGCTGGTATGGAGGAAA 238

Ad09A19357 Aradu.A09 19357 p3 (ATT)5 15 112313332 112313346 CTTCTGCCTCTTGGTCTTGG CTTCTTGGCCTCCACATGAT 119

Ad09A19364 Aradu.A09 19364 p3 (AAG)6 18 112325135 112325152 GAGGCAGCGGAGAGTAACTG TTGCTTGACCTCCAGCTTTT 197

Ad09A19368 Aradu.A09 19368 p3 (AAT)5 15 112333930 112333944 AACCACCTCACCCACTCTTG TCTCTCGTGTTCATTCACGG 168

Ad09A19369 Aradu.A09 19369 p3 (ATT)14 42 112334130 112334171 ATGCATGTTCCGTGAATGAA TAGAGCAGCCAAACTGCAAC 260

Ad09A19370 Aradu.A09 19370 p2 (TA)7 14 112335036 112335049 ATATGCCCCATGACCAAAAA CCAAAAGGATAAAAGGGTTAATCA 268

Ad09A19371 Aradu.A09 19371 p3 (TTG)6 18 112351607 112351624 TCGCCTTTTTCTTCACGTTT ACGACTTCTTCACCAGGGAG 163

Ad09A19374 Aradu.A09 19374 p3 (TGG)5 15 112365554 112365568 GGAATGGGACAAGCTCCTCT GCACACCAATTTTGTTGCAG 250

Ad09A19376 Aradu.A09 19376 p2 (TC)6 12 112372059 112372070 GTAAGGTGGAGCAGAGTCGG TTGGGTATGGATTGGACCAT 259

Ad09A19381 Aradu.A09 19381 p3 (ATA)10 30 112394423 112394452 CTGCTTGCTACAATTTCCCC CAGAAGGCCGTACAAAGCAT 249

Ad09A19382 Aradu.A09 19382 p4 (AAAC)5 20 112401646 112401665 TTTCCCTGTTCCTTTAGCCA GTCAACAGATCCAGTGGTGC 202

Ad09A19387 Aradu.A09 19387 c (A)10gaagaaggtagaaagtgcagggagagtagaggggcatcacgtagcatagttttgactttgaaaaagtcatggggaggtgtttttttcatgagt(TC)7117 112416978 112417094 AATTAATGGCACGGCAACTG CGGTGGTGAGTGTTTGAGTG 248

Ad09A19388 Aradu.A09 19388 c (TC)11tagttaataaattaaagatggctttggaggctctgaactctcctacagctgcaggaatcactcctttcattgcaaagttccaagatc(AAG)6127 112417282 112417408 CCCGAGCACACTTTTCTCTC TCGTTTTGATCGCTTCCTCT 248

Ad09A19389 Aradu.A09 19389 p3 (ACA)6 18 112417832 112417849 ATTCTGAAAACAACACCGCC TTCGCTGACGTCATCAAGAG 260

Ad09A19390 Aradu.A09 19390 p3 (AAC)5 15 112418880 112418894 CGCTATCTATTTAGGTCTCGCA ACCACATGGGAAGGTTTTCA 226

Ad09A19392 Aradu.A09 19392 p2 (AC)6 12 112428119 112428130 TGCACCAACCATATCACGTT TGGTAGCATGCGTTACCTGA 133

Ad09A19395 Aradu.A09 19395 p3 (TTA)8 24 112429198 112429221 GGCAATGTTTGGGAACTTTT AGTGGTGGAGTGGAGTGTCA 161

Ad09A19396 Aradu.A09 19396 p4 (TTTA)5 20 112429631 112429650 GCTTCCTTCATCTATCTGGTCAA CCGCACAGGATTAGTTGAAAA 279

Ad09A19397 Aradu.A09 19397 p2 (GT)8 16 112430598 112430613 CACCAATGTCCTGAATGTGC TGTTGGTTCCACACTCCAAA 246

Ad09A19403 Aradu.A09 19403 p3 (GGT)5 15 112444630 112444644 CTCCCCTTGGGTCTTCTAGG CCACCTTTATCCCCCAAAGT 141

Ad09A19404 Aradu.A09 19404 c (TC)13(TA)7 40 112450833 112450872 GCCACCACCTTCACTTGTTT AAAATAGAGCGCCATGATCC 264

Ad09A19409 Aradu.A09 19409 p2 (GT)9 18 112462168 112462185 CACGAATCGGAGCACTGTAA CGAACGGGTTAAAAACGCTA 217

Ad09A19411 Aradu.A09 19411 p3 (GAA)5 15 112470754 112470768 GAATCCTAGCGGGGTTCTTC AGCCGCAACTTCACATTTCT 209

Ad09A19412 Aradu.A09 19412 p5 (ATTTT)5 25 112470921 112470945 TTCGGGAAAATTGGTGACTC GGAGAGTAAAAGGCCAACCA 219

Ad09A19413 Aradu.A09 19413 p2 (GA)10 20 112474551 112474570 GGAAGGGATTTTGGAGAAGC TCTCTCTCACAACCAATGCG 233

Ad09A19414 Aradu.A09 19414 p2 (AG)10 20 112479675 112479694 CTACGTTCACTTTGGCAGCA AGAAAGCGAGTGGACCTTGA 264

Ad09A19416 Aradu.A09 19416 c (A)11gttatatctcaaca(T)1035 112481334 112481368 TTGGTAGGGTGAAATTGGCT GCAAATTCTCATGACAGCACA 241

Ad09A19423 Aradu.A09 19423 p3 (ATT)6 18 112498724 112498741 GAGCACGCTCTACAACACCA TCCAAGTTTGGCACCACATA 275

Ad09A19424 Aradu.A09 19424 p3 (TAA)16 48 112502062 112502109 ACTTGGTCCCACCCAAGTTA CCTCCCTTTGGTGCTATTGA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A19426 Aradu.A09 19426 p2 (CT)7 14 112513493 112513506 TCATTCTTTCCTCCAAACGC TTGAGGTCAGTGTGCCAGAG 234

Ad09A19432 Aradu.A09 19432 p3 (CAA)5 15 112530700 112530714 TGGACAGAGCAACCATTCTG GGAGGAGGAGAAGATGGAGG 172

Ad09A19433 Aradu.A09 19433 p3 (TCT)5 15 112532504 112532518 CGCTTGGTTATTATTTAGAGGCA AAACAACGAATGAAAAGGCG 270

Ad09A19435 Aradu.A09 19435 p2 (TA)7 14 112533403 112533416 TTTGAGCGTAATATCAATTAGAGGA GGCATTTTTGGAAGAAGAATGT 278

Ad09A19436 Aradu.A09 19436 c (T)10gt(A)11 23 112533768 112533790 CAACCCGCCTCTAAAAGAAA CAACCGAAGGTGTTGAAGAA 169

Ad09A19439 Aradu.A09 19439 p2 (TA)6 12 112538077 112538088 CCAGCCCAAAATTTGAAAAA ACAACCTTGGACTTGGATCG 273

Ad09A19442 Aradu.A09 19442 p2 (AG)10 20 112543821 112543840 ATAGCGAGGGGGAAGAGGTA CAGGCTTTCACCTTCCCATA 222

Ad09A19452 Aradu.A09 19452 p3 (TCC)5 15 112561522 112561536 TTGCGTTCTCGCAATGTAAC GAACTTAAACCCTCGCGTCA 117

Ad09A19455 Aradu.A09 19455 p2 (AT)7 14 112578914 112578927 TTGGGAATTGGGTACATGCT CCTCAACACTTGTGCATTGG 248

Ad09A19456 Aradu.A09 19456 p3 (TAA)17 51 112585226 112585276 CAATTGGCACTTGACAACAA TTACTTAAGGTGAATAGCGTAGAATTT 209

Ad09A19458 Aradu.A09 19458 c (A)11gtaaatagtaaacaaatattttggcataagttttgtagacccattctagaatgttccatgataaagttaatttgacc(A)1199 112588793 112588891 GCGTTCTATGCGTAAGTCCC TCCTTCGACATCCTTATGGG 230

Ad09A19461 Aradu.A09 19461 p5 (CAAAT)5 25 112592700 112592724 TCAAATTCAAAAATCAAATCAGAC AACAAAGAAGCCGCACTTGT 176

Ad09A19462 Aradu.A09 19462 p2 (CT)11 22 112598051 112598072 AAGAGGAGGGAGGAAAGGGT GACAGCGTGCATGTTTGACT 265

Ad09A19465 Aradu.A09 19465 p2 (CT)12 24 112600491 112600514 ACCGCCACAACGTAAGTTTC GAGGTGCACTGCATTTTGAA 195

Ad09A19466 Aradu.A09 19466 p3 (TTA)6 18 112603138 112603155 CTGACCATTGATTCAGTGCC AAAATGCTGAGACAAAGAATTTACAA 267

Ad09A19470 Aradu.A09 19470 p2 (AT)7 14 112614006 112614019 AGACACACGCCAAAAAGAGC AGCTTGGATTTGGATGATGG 172

Ad09A19475 Aradu.A09 19475 p2 (AT)7 14 112619225 112619238 CACCCTAATTCCCCCAAGTT CATTGGAAGCAAATCAGCAA 276

Ad09A19478 Aradu.A09 19478 p3 (ACC)6 18 112624596 112624613 AAGCTCCGATGAAACACCAC AGCTAAACCGTACCCCTGCT 262

Ad09A19479 Aradu.A09 19479 p3 (GAA)7 21 112625012 112625032 GCAATAGCCTTGCAGGAACT ACGTGCCATTGCCATTTATT 261

Ad09A19480 Aradu.A09 19480 c (A)10tcaagtactaatgaacctagtttcttttagaatccatgtgaccc(A)1064 112634922 112634985 GAGCTCCCGATTGGTTTACA CGACACCTGCTTCTCCCTTA 263

Ad09A19481 Aradu.A09 19481 c (A)11caattcatctcttatttttctcaactcaactgcaaattgcaagtgtgaaaattataaccaatatcacagatattattccttctctcttgaaataagtg(T)14gaagaaaaagggaagaatatagttgagtgcttaatt(A)11170 112644560 112644729 GACTTGGCAACTCCTCATGC CCGAACCACATACATGAAATGA 270

Ad09A19489 Aradu.A09 19489 c (A)10ccactaaaattttaaaataaatacctatgagaattgatggaatactatagaccaatttgaaaatgc(T)1187 112669592 112669678 GGCCGCTAAACTTCCTCTTT AAGCAGAGATTCATGTTCACACA 199

Ad09A19490 Aradu.A09 19490 p3 (TTA)5 15 112670506 112670520 TGTCTCTCACACTTTCTGCCA TCAAAATCAACCTTGGCCTC 217

Ad09A19491 Aradu.A09 19491 p3 (AAC)5 15 112670857 112670871 GAGGCCAAGGTTGATTTTGA GTTTCAGGGAGCAAGAGGTG 236

Ad09A19492 Aradu.A09 19492 p3 (CTT)5 15 112671663 112671677 ATGCATGCGCAGACAGATAC CTTTCCTTGGCTTCTTGTGG 245

Ad09A19495 Aradu.A09 19495 p4 (TATT)5 20 112683498 112683517 AGCAGCAGCAAAGACAAAAA GAGCACAGAACGTCTCCAAA 237

Ad09A19498 Aradu.A09 19498 p3 (AAT)7 21 112686386 112686406 TACATCACGTGCAGGCTACC TGCCTCTGATCTGATCTCTTCC 271

Ad09A19500 Aradu.A09 19500 p2 (AT)6 12 112688307 112688318 AGCGTGGCAGATCAATTTTC CCGGCATTATAGGCTTTGAA 236

Ad09A19501 Aradu.A09 19501 c (A)11cgaaatttgcgagtgcccacgagtttttggataagtggggtagtag(T)1572 112691219 112691290 CAAGCGACCCTTTTCTTTCA TCTCAACTCCGCAGGTTCTT 242

Ad09A19504 Aradu.A09 19504 c (GT)8ttttctgtttcattcctc(T)1044 112707665 112707708 AAATGCACAGATTTGGCCTC GGACATGCAGATCAAGCAAA 235

Ad09A19506 Aradu.A09 19506 p6 (ATTTAT)5 30 112716641 112716670 AAACAACAATCCTATATTTCCAATG TGTTCATGAGAAAATTTTGGGAG 264

Ad09A19507 Aradu.A09 19507 p3 (TTA)6 18 112717495 112717512 GGAACAGTTCTTTTTGGAGGC TGGTGCTGCTGCTCTTAATG 254

Ad09A19513 Aradu.A09 19513 p2 (AT)7 14 112725365 112725378 ACTGCTTGAAATTGGATCGG TCATGAATCCGAATACCATACA 215

Ad09A19514 Aradu.A09 19514 p2 (GA)6 12 112727792 112727803 GATTGCACAGACAGCAGCAT CTACTAGGGCCCAACCATCA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A19518 Aradu.A09 19518 p3 (TTA)5 15 112742955 112742969 CTGAATGAGGTGTTCAAAGTTCA GCTTTATGTTCATTTCAATCACAATC 112

Ad09A19521 Aradu.A09 19521 p3 (CGT)5 15 112756706 112756720 GAAACGGTCGTTTACTCCGA CATGGCCGAGATTTTTCCTA 245

Ad09A19523 Aradu.A09 19523 p2 (TA)6 12 112771028 112771039 GGTCATCGAAAGAGATATGTGAA TGATGTCTAACGAATGTTGTTATTTTT 262

Ad09A19525 Aradu.A09 19525 c (A)11cgcacgtgcttttcgccggtttcgattttcattttcgtttttatatgg(A)1170 112771956 112772025 ACATGAAGATTGGGCCGTAG TTACGGGTGGGTTTGTTTGT 266

Ad09A19526 Aradu.A09 19526 p3 (ATA)5 15 112772381 112772395 GAAGTGCAGGAGATGTCACAAG CAAGCACTCTGGACCTAGCC 252

Ad09A19527 Aradu.A09 19527 p2 (CA)6 12 112772741 112772752 AAGCATGTGGCCTTTACCAG GCAGCAGAGGGTTTTGTTTT 258

Ad09A19529 Aradu.A09 19529 p3 (TAT)7 21 112777934 112777954 CGTCTCACTTTGCTTATATGCTTT AAACGAGAGATGGCACTTTTT 280

Ad09A19533 Aradu.A09 19533 c (TA)7atattatatgttgataatgataaaccttcaactcttgcttt(TA)769 112790345 112790413 AGGACTCACATTGATTGTCCG TGCATGATTTGACGTGAACC 231

Ad09A19536 Aradu.A09 19536 p2 (AT)6 12 112799079 112799090 AATGACACAAAGAAAAGAAAAGGA GCAGCCACTTATATAAAAACGC 274

Ad09A19538 Aradu.A09 19538 c (A)11ggtctatttctatataatatactgaataaaaatattatattttaataatgataaaccttcaactcttgctgata(AT)799 112800781 112800879 GCCTCATTTTCTGCCTTCTG AGGTGCCTGTTTGTTTTTGG 205

Ad09A19546 Aradu.A09 19546 p3 (TCT)7 21 112823474 112823494 GCATGGGATTAGGTCGAGAA CCCATCTCGCATCTGAGTTT 276

Ad09A19547 Aradu.A09 19547 p2 (TC)6 12 112823600 112823611 GCATGGGATTAGGTCGAGAA CCCATCTCGCATCTGAGTTT 276

Ad09A19552 Aradu.A09 19552 p4 (TTAT)5 20 112842430 112842449 AATGGCTCAACTCCTCATGG TGCTAGAAGATCAACAGATTTTGC 262

Ad09A19553 Aradu.A09 19553 p2 (TC)12 24 112846610 112846633 AGAAACCACACCTTGCCAAC GCAACTGCCACAAATTCAAA 279

Ad09A19555 Aradu.A09 19555 p2 (AG)6 12 112851851 112851862 AGCTACGAAGCAGCTGGAAA TTCCTTGTTCGGTTCCTTTG 229

Ad09A19558 Aradu.A09 19558 p3 (TTA)8 24 112855226 112855249 CCTTTTTAAAATATAATGCATGTACCG TTGATGCACACAATAATAGTGACCT 120

Ad09A19560 Aradu.A09 19560 p2 (AT)9 18 112859374 112859391 GAATTCAGGTACACTTCCGCA CGGATGAGCTCTCCTCGAT 273

Ad09A19561 Aradu.A09 19561 p2 (TA)7 14 112866079 112866092 TTCCATTAGGTGACGCTTTTC TCTGAAACAATGCCAAAATCA 273

Ad09A19562 Aradu.A09 19562 p2 (TA)7 14 112866198 112866211 TTCCATTAGGTGACGCTTTTC TCTGAAACAATGCCAAAATCA 273

Ad09A19564 Aradu.A09 19564 p2 (AG)9 18 112875057 112875074 CACTCGGGGTGTCCTGTAGT GAAAGTGGTTGGCTGGTAGC 248

Ad09A19565 Aradu.A09 19565 p3 (CAA)6 18 112877554 112877571 GAGCAAACGGTTCAGCTAGG AAGCGACTCTGGTGCTTGAT 155

Ad09A19566 Aradu.A09 19566 p3 (GAA)5 15 112879615 112879629 GGCATGAACGATTACCCATC TGCACACAAGTCAAACCCAT 238

Ad09A19569 Aradu.A09 19569 c (T)10caacataaaaattccattattttttgttgtaa(T)1153 112907679 112907731 CAGTTGCCTTGGCAGTAACA TTTGAGGCCTTCAATATCGC 235

Ad09A19570 Aradu.A09 19570 p3 (CTT)5 15 112910034 112910048 GACATTAGCCCGGTTGAAGA TCAGATTGAGGGAAGTGCAA 196

Ad09A19575 Aradu.A09 19575 c (TA)11a(T)11 34 112924759 112924792 TGACGCCTGAGATTTCAGAAT CATAATTGTGAGGGGGCACT 239

Ad09A19576 Aradu.A09 19576 p2 (CT)6 12 112925638 112925649 CGGTTCAGTATTCTCAAGAAAGAA TGCAAGAGGAAGAATAGTGTGAA 168

Ad09A19580 Aradu.A09 19580 p3 (ATA)6 18 112946003 112946020 TTGTGTGGACCATTTTGGG GAAGAAGGGGGAAGAGGAGA 226

Ad09A19581 Aradu.A09 19581 p3 (ATT)5 15 112946492 112946506 CACTGCATCAATTACGCCAC TCATCACAGCACTGAGGGAG 277

Ad09A19582 Aradu.A09 19582 p3 (ATA)6 18 112946786 112946803 TGCAGTGGCCAATACAGAAG CCTGTGACCCCACTCTCATT 258

Ad09A19583 Aradu.A09 19583 p3 (AGA)5 15 112947384 112947398 GATGCAAGTGACAGAGGCAA AAGCTTGACCACGAAGCCTA 249

Ad09A19584 Aradu.A09 19584 p2 (GA)24 48 112947886 112947933 CACACCCATCTTCTTCTCCC CATCTTCCTTTCAACGGGTG 278

Ad09A19586 Aradu.A09 19586 p3 (TAA)21 63 112948811 112948873 TTGCCTATCTAAAAAGTACGTCACC TTTGGTCAAAAATAAAATTGAGCTT 222

Ad09A19593 Aradu.A09 19593 c (T)10cttcctctttagttgcgaccttcttgctcttttcaatccttcctcttccttttc(T)1276 112959304 112959379 TTTTGGTGACTTTTGGATATGCT TTGACCAATAAATTAAAAGCGAA 266

Ad09A19594 Aradu.A09 19594 p3 (CAC)5 15 112960372 112960386 TAACTCCCTCTTTCGCATCG CACCAGCCATGACTCGTAGA 254
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Ad09A19595 Aradu.A09 19595 p2 (AT)11 22 112963298 112963319 GAAGGATGAGGTGTTTTTGACA TTCGAGTTATTGGATGTTCACG 132

Ad09A19596 Aradu.A09 19596 c (ATT)7ggtctatcttttttattttaaatttcttgc(AT)1173 112965167 112965239 CCTCATGCGGAGGAAGATAA TTGACCATTTTCTGAGACTTGAA 280

Ad09A19598 Aradu.A09 19598 p2 (TA)7 14 112973306 112973319 CAAATTCACCCAAACCCAAC TTGTGGTTCAACCGAAAACA 159

Ad09A19608 Aradu.A09 19608 p3 (TAT)5 15 112999709 112999723 TGTCTCCCTAGCGTTACCCA AAACTTACTTGAAAGGACTTGCTCA 219

Ad09A19612 Aradu.A09 19612 p2 (AT)11 22 113010722 113010743 GAAGCAATAAAATACTCATCTCTTCG TTGATCAGAGTCTCATGCCG 265

Ad09A19615 Aradu.A09 19615 p2 (TA)6 12 113021011 113021022 GTAGCAATCGAACTCCTGGC CAAGAAAGCCAATCTCCTGC 238

Ad09A19616 Aradu.A09 19616 p2 (GA)13 26 113021844 113021869 TAATGTGATCCCTCGCTGTG CAATTAAGAACCTTGCCCCA 123

Ad09A19617 Aradu.A09 19617 p3 (CTG)6 18 113024300 113024317 ACACCACCATGACCATCCTT CAACTTCATTTGCTGAGGCA 191

Ad09A19618 Aradu.A09 19618 p2 (TC)10 20 113025698 113025717 ATTTCCAAAACCAAAAGGGG AGTCCCATGTGCCAATGTTT 181

Ad09A19619 Aradu.A09 19619 c (A)13ggaaaaaagatagtag(GA)641 113026014 113026054 CACATGGGACTTGGGACTCT AACTCAGAGCTATCCCGCAA 268

Ad09A19620 Aradu.A09 19620 p3 (TAA)6 18 113026632 113026649 AAATAACCAGGGCAAGGTGA AATTGAGATTTTTGCCATGC 269

Ad09A19621 Aradu.A09 19621 p2 (TA)6 12 113026888 113026899 AGACATGTGGACACACAATTTTA TTCGTTCAAAAATCATCACG 243

Ad09A19629 Aradu.A09 19629 p2 (TC)7 14 113035801 113035814 CCTACCCACACCCACAAAAC CAAAAAGAAACAGCATTGGGA 201

Ad09A19635 Aradu.A09 19635 p3 (AAT)5 15 113041918 113041932 GCTAAACGTGTGAAGAAACGG GAATTCTTTTGCTCTTAACTACTCTTG 278

Ad09A19638 Aradu.A09 19638 c (T)11ctaaaaacaaatgaaagactttaattaggaggg(T)1054 113055288 113055341 TGGATAACCATGCAAACCAA AACTATGCTGTGGAAAATTTTTGT 199

Ad09A19639 Aradu.A09 19639 p4 (AAAT)5 20 113057201 113057220 TCGGATCACACCAAATCTGA TTATCAAATTGCCAGCACCA 166

Ad09A19640 Aradu.A09 19640 p2 (AG)6 12 113061815 113061826 GTGAGCACGAAGTGGAACCT AGCACTAGAAAGAGCAGCGG 192

Ad09A19642 Aradu.A09 19642 c (A)10tgtggtgacggctatgcatagaaaaaccttataaaaagtcaaaagataattttaa(T)1176 113067421 113067496 TTTGATTCCGGATTAAACCAA GAAATTCGTTGGTGGCTTTT 240

Ad09A19647 Aradu.A09 19647 c (A)11g(A)10 22 113071650 113071671 TTGCTTTCATCTCAATTCGG GCCACCATTATCGTCTTCCT 277

Ad09A19649 Aradu.A09 19649 p3 (TTA)21 63 113077730 113077792 GTGGATTTTGTTGGCTTCCT TTCTGACGTTGTTTGGCGTA 216

Ad09A19650 Aradu.A09 19650 p2 (AT)7 14 113078124 113078137 CTTCAATTCCCTTACGCTGC AATTGTGGTGCCCGTATGAT 257

Ad09A19654 Aradu.A09 19654 p2 (TA)6 12 113096377 113096388 CCGAATGATGAACCTATCCC TCATGGGTCATGATGAAAAA 171

Ad09A19658 Aradu.A09 19658 c (T)10ggtattatcttcaagtgtcacgttattgccaaatgccaatttgc(T)1165 113102878 113102942 TGCATATTGTTTACGTCACTGAGA AGCTCAATACTGCAGCGGAT 165

Ad09A19659 Aradu.A09 19659 c* (CT)6(T)11* 22 113103138 113103159 CTTGGTTTGCCAATTTGCTT CCAATGTTTTCCCTGTCGAT 271

Ad09A19664 Aradu.A09 19664 p2 (CT)6 12 113115422 113115433 GAAGGGAAAGACGAAGCAGA CACACAATTGAACGATAAACATGA 280

Ad09A19665 Aradu.A09 19665 p3 (TAT)11 33 113116150 113116182 AACATAATTTGGCCTTTCCA CCTACCAAATCTGAGCCGAA 242

Ad09A19667 Aradu.A09 19667 p3 (CTT)6 18 113122758 113122775 CGTTTTCTCTTTCTCCTTCATCA TTTCTCCTCCTCATCTTCTGC 259

Ad09A19668 Aradu.A09 19668 c (A)10caagaaaacagagagaaaagacgtaaat(GAA)656 113123562 113123617 CTAGGATGGGTGACCTCCTG GTAAGTCGAGCTGCGAATCC 177

Ad09A19669 Aradu.A09 19669 c* (AAG)5acgaagag(GAA)5(AAG)9(GAAGAG)5*91 113123738 113123828 ACCTCCTGGGAAGTCCTTGT GTAAGTCGAGCTGCGAATCC 173

Ad09A19670 Aradu.A09 19670 p2 (AT)8 16 113124125 113124140 TATGTAGCAGGCCCCTTTTT TTTGGACACCTAAAGAAATGTGT 223

Ad09A19673 Aradu.A09 19673 p2 (GC)6 12 113132409 113132420 ATGGCGTTAGGAAGTGTTGG CCATGCATTAACCCGAGAGT 252

Ad09A19675 Aradu.A09 19675 p3 (AGA)6 18 113134425 113134442 ACGTCGCGAGAGATGCTTAT TCAGGTAATTGAGGCTCGCT 256

Ad09A19676 Aradu.A09 19676 p3 (TAT)5 15 113140094 113140108 GGTCGCTAAAGTGGACCTGA AGAGCTTTATTTGCCAGCGA 280

Ad09A19678 Aradu.A09 19678 p2 (TA)6 12 113142786 113142797 AAGCGTGCTTGGATGAGAGT GTAAGTCGAGCTGCGAATCC 197
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Ad09A19679 Aradu.A09 19679 p3 (TAT)5 15 113154082 113154096 TGTCGCTAAAGTGGACCTGA GAGAGCTTTATTTGCCAGCG 268

Ad09A19680 Aradu.A09 19680 p2 (TA)6 12 113155399 113155410 GTCGCGAGACATGCTTATGA TCAGGTAATTGAGGCTCGCT 255

Ad09A19683 Aradu.A09 19683 p3 (TTA)7 21 113177859 113177879 TTCAAAGTTTTTGTGTTGGCA TCTCGCTCAACTCTCCTTGC 238

Ad09A19684 Aradu.A09 19684 p2 (TA)6 12 113179358 113179369 GTCGCGAGACATGCTTATGA TCAGGTAATTGAGGCTCGCT 255

Ad09A19686 Aradu.A09 19686 p3 (TAT)15 45 113183484 113183528 ACATATCACGAAAAACATGTAGTACC ATACACTCCTGCACGACAAAT 279

Ad09A19694 Aradu.A09 19694 p2 (TA)6 12 113200564 113200575 TGTAGTGGGCTTTTTGTTCG TCCAAATTGTAGTTATTGAAAGTGAAA 212

Ad09A19696 Aradu.A09 19696 c (A)11gtcagaatttgaaaattaaacgctcttcaaatgctgcgcttgagtccaacatcaacgctcttcaaatc(T)1190 113204453 113204542 ACCTCTTGGGAAGTCCTCGT TTGATGGGATCCGGTGTATT 251

Ad09A19698 Aradu.A09 19698 p2 (GA)7 14 113223643 113223656 AGATGATTCGCCTCCCTTTT ACATTCGCGACTCACACGTA 272

Ad09A19699 Aradu.A09 19699 p2 (TA)8 16 113227445 113227460 GCAGAGAATTCCCAGTGAGG GCCGGGGATTGATAGTGATT 278

Ad09A19700 Aradu.A09 19700 c (T)11gtttttttttgttttttttagtattttatttgtttatttatttatttattgatttattatta(TAT)6tctta(T)10106 113236588 113236693 GAAGTCCTCGTGTTGCACCT TAATTTCCCTGCACCCAGTC 194

Ad09A19701 Aradu.A09 19701 c (GC)6acagcgtgctagcgcgccgatggccg(T)1250 113236991 113237040 CATACCAGCACAAATGCACC CGTAGGGTAAGTCGAGCTGC 256

Ad09A19703 Aradu.A09 19703 p2 (AG)7 14 113243801 113243814 GTCGCGAGACATGCTTATGA TCAGGTAATTCAGGCTCGCT 254

Ad09A19704 Aradu.A09 19704 p3 (GCG)5 15 113250085 113250099 AGTCCTCGTGTTGCACCTCT GTAAGTCGAGCTGCGAATCC 172

Ad09A19705 Aradu.A09 19705 c (TCC)10(TTC)5 45 113251047 113251091 GATTCGCAGCTCGACTTACC GTTGCCGAAAATCAGGTCAT 279

Ad09A19707 Aradu.A09 19707 c (TCC)5ttcttctttcaaa(TTC)749 113258027 113258075 ATCACAAAGTCCACCGAACC AGAAAAACGCGAACAGAGGA 181

Ad09A19708 Aradu.A09 19708 p2 (TA)6 12 113261104 113261115 CAAATTGAAAATGCAACCCC CATTGAAAGTTCATGAGATGGC 272

Ad09A19711 Aradu.A09 19711 p4 (AAAG)6 24 113267190 113267213 TGCCAACTGAAAGTCCACAA GGTGTCAAATGTTGCAGTGG 170

Ad09A19712 Aradu.A09 19712 p2 (AT)6 12 113268392 113268403 CATACCAGCACAAATGCACC TCAGGTAATTGAGGCTCGCT 207

Ad09A19713 Aradu.A09 19713 p2 (TA)9 18 113270473 113270490 GAATCTGCAGAGGGAGTTGC TCCCACTTCTCTCTTCTGCC 266

Ad09A19714 Aradu.A09 19714 c (A)11ctgcatatc(AT)836 113270614 113270649 GAATCTGCAGAGGGAGTTGC TCCCACTTCTCTCTTCTGCC 266

Ad09A19715 Aradu.A09 19715 p3 (TTA)14 42 113277168 113277209 ACGTCGCGAGAGATGCTTAT CCTGCCAAAAATCAGGTCAT 269

Ad09A19716 Aradu.A09 19716 c (TCA)7tt(ATC)5 38 113279284 113279321 ACGTCGCGAGAGATGCTTAT CCTGCCAAAAATCAGGTCAT 257

Ad09A19719 Aradu.A09 19719 p3 (ATT)5 15 113285525 113285539 TAGGATGGGTGACCTCTTGG GTAAGTCGAGCTGCGAATCC 171

Ad09A19722 Aradu.A09 19722 c (GA)10gtagtgatgttattattctacagttatgatttgcgacg(A)1169 113298366 113298434 AAATTCGGACGAAGCAGAAA TGCTTTTCCAACTCGCTTTT 264

Ad09A19723 Aradu.A09 19723 c (GA)7(GT)7 28 113298538 113298565 GTCGCGAGACATGCTTATGA GTAAGTCGAGCTGCGAATCC 220

Ad09A19724 Aradu.A09 19724 p2 (GA)8 16 113298854 113298869 GTCGCGAGACATGCTTATGA GTAAGTCGAGCTGCGAATCC 220

Ad09A19732 Aradu.A09 19732 c (T)10cttttttgaaaaagaaaatttctatatttgtatg(TA)656 113312051 113312106 CTCGAGAAGACACGCACAAG TGCATTGTCTCCATGTTTTGA 240

Ad09A19733 Aradu.A09 19733 p3 (ATC)9 27 113312874 113312900 AATGCCATCCAGAAATTCCA GTGAACCTAGCCCAGGTGAG 205

Ad09A19734 Aradu.A09 19734 p2 (AT)6 12 113313511 113313522 TGAAATAGAGGGGGTTGGGT AAAGCACAATCAGTCCGTCC 171

Ad09A19738 Aradu.A09 19738 p2 (TA)6 12 113318171 113318182 ACCTAGCTACCCCAATGCAA CAAGTAGTCAAATGCGTGCAA 279

Ad09A19743 Aradu.A09 19743 c (TTA)7caaacaaa(AAC)544 113327740 113327783 GCTATTCCTTTTGTCGAGGC AGAACTCAATGGCGTCGTTT 264

Ad09A19744 Aradu.A09 19744 p2 (TC)22 44 113331592 113331635 TAATTGGGGCTTTGGATGAG CACACTAAGACCAGCAGCCA 192

Ad09A19745 Aradu.A09 19745 p2 (TG)6 12 113332547 113332558 TTATCTACTGGCTGGGTGGG ACCACACAATATCCCCCAAA 200

Ad09A19750 Aradu.A09 19750 p3 (ACA)5 15 113345861 113345875 TTCAGCTTCTTCAGCAGCAA ATGGCGTCAACGATAACCTC 186
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Ad09A19753 Aradu.A09 19753 p4 (AAAG)10 40 113355324 113355363 AAAAACCAAAACTTTGCCCA GCCATGCCCTAACAACTCAT 256

Ad09A19759 Aradu.A09 19759 p2 (AG)6 12 113374604 113374615 TGACAGACTTGATGAGAGGTAGAGA CCCGTTTGCCACTCCTAATA 243

Ad09A19764 Aradu.A09 19764 p2 (CT)8 16 113389002 113389017 AATATGCTCGGCTAAAGGCA CGAGCTTAAGCGTTTCCAAG 208

Ad09A19765 Aradu.A09 19765 p2 (CT)8 16 113397525 113397540 CGGCACGAAAACAGACAGTA GCGGAAATACCTGCAAAAGA 280

Ad09A19766 Aradu.A09 19766 p2 (AT)12 24 113398590 113398613 ATCTGTAAATGCCGTTTGGC TGCATAATTAGCGGACACCA 224

Ad09A19768 Aradu.A09 19768 c (A)12(CA)6 24 113404296 113404319 CCAGCACACATACACCCAAA GGAAGTCAACACATGAATCCAA 264

Ad09A19772 Aradu.A09 19772 c (AT)6actcaaaattgaaatgtaggtatttgttaatctaaacaaacttatatgctcaaaattaaaatttatgtatgttaaactaaatgaaagtaataccgtaatg(A)11123 113413891 113414013 TCCTTTAATTCTTGTCAAAATCTCTC AACAAAGTTATATGCTCAAAATCAAAA 274

Ad09A19777 Aradu.A09 19777 p3 (CTC)8 24 113427791 113427814 ATGCTCAGGAGGCTTACCAA GGTTGAGAGGGAGTACCAACA 133

Ad09A19780 Aradu.A09 19780 p2 (GA)6 12 113439523 113439534 GAAGAATCCCTGACCTGACG GTGTGTCGGAGACGGTTTTT 143

Ad09A19782 Aradu.A09 19782 c (T)10aaaaagcaagattaaattcctaatcccatccataaaaaagtaaagtagttaatcaaaatttataaataacaaactcatctt(A)11102 113441274 113441375 TCTGAGGTGAAGGCAAAGGT TATGCGAGGACTAACGTGGG 274

Ad09A19784 Aradu.A09 19784 p3 (ATC)5 15 113454452 113454466 AGAGGCTTTTCCCTTCTTGG TGATTACAGTCGCGTTCAGC 178

Ad09A19786 Aradu.A09 19786 p3 (AAT)5 15 113455349 113455363 ACCGGTATGTAATCGGCAAA CGGTTTCGTGACCTAATTCC 272

Ad09A19790 Aradu.A09 19790 c (AAG)5gagaaaaagaaggcaagaaacgaaagaaaagaaagaaagagaaagcaagaaacgaaagaa(AAG)5aggaaaaggaagaagaatgtacagc(AAG)5gagaaagagaaggcaagaaacgaaagaaaaagaagaagaagag(GAA)5188 113478600 113478787 AACGACAGAGAGAAAAGCACG TGCGATGCAAGGTCTATGTT 276

Ad09A19791 Aradu.A09 19791 p3 (ATT)15 45 113479658 113479702 GCATTTGAACGACAAAGCAG ACCCCTATTGCTCTTGGATG 280

Ad09A19795 Aradu.A09 19795 c (T)13acaacttattgctcgttatctatgtttttggtcagaactcaatgtcctttggtgactaactcaatgtccatttgaaacagttgttatccttttttgc(T)10120 113504137 113504256 TTTCTGACGTTTATTCAAGCGA TCTCAATCACAACACGAGGG 186

Ad09A19796 Aradu.A09 19796 c (T)10gcacatggattaatcaatcccaaaaaaatatcagagatcggattgagtg(T)1069 113504990 113505058 TTGAAAGTAGCTCGAGGTGGA TCTCGAAAGGACAACGAGGT 249

Ad09A19803 Aradu.A09 19803 p2 (TG)23 46 113517779 113517824 TGGACAGCGTTAGGGATTTC GGAATTTTTCCCGTGGAGAT 279

Ad09A19808 Aradu.A09 19808 p3 (TAT)7 21 113537265 113537285 TGGAAACTCATGTGCAGTCA GGCATTACCAATCCATGCAG 276

Ad09A19812 Aradu.A09 19812 p2 (AG)6 12 113548583 113548594 GAGTGGGAAAGCAATGGAAA CCCCTAACCAGAAGACCACA 237

Ad09A19814 Aradu.A09 19814 p3 (TCT)7 21 113549760 113549780 TACACGCGCTATATTCACGC GAGAAAGAGAAGGCAAGAAACG 264

Ad09A19815 Aradu.A09 19815 c (CTT)7ctg(CTT)5 39 113550749 113550787 ACAGAAGGAGATCGAAGGCA AAGCAGAAGAAGATGGGCCT 144

Ad09A19818 Aradu.A09 19818 p5 (ACACA)7 35 113562305 113562339 GCAATGAAGCACAAGGTGAA CCCTACTTGACGCCATTGTT 227

Ad09A19822 Aradu.A09 19822 p3 (AAT)15 45 113566385 113566429 AAACAATAGGTGTGGCAGGG CGACCAACATCAGTTACAGTGAA 223

Ad09A19826 Aradu.A09 19826 p2 (TA)6 12 113574493 113574504 TCCAATTGCTGAAACGATCC TTTCAACCGGGAAAGACTTG 161

Ad09A19830 Aradu.A09 19830 c (A)10gatggtgatgatgatgaaaaaaaaagaagtagtagaagat(GAG)565 113580644 113580708 TCTTGTTGAGAGAGTAAAACAAGAAAA GCAAATTTGGGTGTAAGACGA 234

Ad09A19833 Aradu.A09 19833 p2 (AG)21 42 113584491 113584532 TGTCGTCATACTCATCGGGA ATTCTGGTCATCCTCATCGC 215

Ad09A19838 Aradu.A09 19838 p3 (TAT)5 15 113603009 113603023 TCGCCTGTGAATGTGTCAAT TTCTTATTCAACTTGCGCCC 229

Ad09A19840 Aradu.A09 19840 p2 (TA)7 14 113620071 113620084 TGTAAAAATCACCCTACGAAAAA TACACCCAAATGTTACCAAAAA 223

Ad09A19841 Aradu.A09 19841 p4 (AAAT)5 20 113621273 113621292 ATTGCATGACGTGACCATTG GATCACAAGGCACCGATCTT 236

Ad09A19843 Aradu.A09 19843 p2 (AT)6 12 113634640 113634651 AGAAAGCAAGCAAGCATCGT CCTAGTGTCGCTTCTCATTGG 211

Ad09A19849 Aradu.A09 19849 c (T)10attttag(A)11 28 113640761 113640788 CATGTGGCCATGTGTGTGTA TCATCTTGAGCCTTCCTCAAA 255

Ad09A19850 Aradu.A09 19850 p2 (TC)17 34 113649540 113649573 AGAAGCAGAATCGGAAGCAG GAAAGAGGGAGATGGGGAAG 274

Ad09A19852 Aradu.A09 19852 p2 (GA)6 12 113658251 113658262 GGTGCACCATATGGCTGTTT GGACCGTCCGATTAGTTTCA 260

Ad09A19853 Aradu.A09 19853 p2 (AT)10 20 113659804 113659823 TCGTGAACCCTGCAATATCA GGTTTCGATCGGTTGACAAT 265
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Ad09A19854 Aradu.A09 19854 p3 (CTT)5 15 113662310 113662324 GCCAAATCCGCCACTATAAA TGGACACTCTCCATCGTCAG 277

Ad09A19856 Aradu.A09 19856 p2 (AT)6 12 113680850 113680861 TGCAAGTAAGATGCTGATCCC TTCAGGAATCAAGAAACAGGTG 273

Ad09A19863 Aradu.A09 19863 p3 (ATT)7 21 113703764 113703784 AGCTGGCTTTGAAGGTGAAA GGAAAAGGCAACTCTTGTCG 213

Ad09A19868 Aradu.A09 19868 p2 (AG)9 18 113730423 113730440 CAGCAGCTGCAAAGGCTATT CGTACCTTATCCATGTGCGA 274

Ad09A19870 Aradu.A09 19870 c (CA)6ctcactcttcttcactcttcacacttcactgg(CT)1778 113736901 113736978 GCTGCAGGATGCCAAATTAT CAAGGTAGCATGAGCAACGA 224

Ad09A19871 Aradu.A09 19871 p3 (AGG)5 15 113738024 113738038 CTACTCGGCGAAGTTGAAGG CAATTCGAACCTCTTCTCGC 154

Ad09A19873 Aradu.A09 19873 p3 (GGC)5 15 113741818 113741832 AATTGTTCCCACAAAGGTGC TACCCCGAAAAGCGTCTATG 259

Ad09A19874 Aradu.A09 19874 p3 (TTG)6 18 113750112 113750129 TCCATGAGGTGGTCAAACAA TGAATTGTCCATGTTGGGTG 195

Ad09A19881 Aradu.A09 19881 p2 (AG)8 16 113766225 113766240 GGTGAAAATTTAGTTGCAGTCG CCAATTTGTTGGACCCTTTG 246

Ad09A19883 Aradu.A09 19883 p3 (AAT)5 15 113767309 113767323 GCATTGTTCTAAACTATGTCATGGA GCCGATAACCTTTTGGTTCC 112

Ad09A19885 Aradu.A09 19885 c (CA)6actatttgaaagaaaatttataaggatgaaat(A)1054 113768514 113768567 AATTAACATTGCATTGACTTTGTC TCCCCACATCAACTCTTCAA 276

Ad09A19888 Aradu.A09 19888 p2 (AG)17 34 113772308 113772341 AGCTTTGCATGTTGCATGAG CGCATGTTTCACATCATTCC 116

Ad09A19889 Aradu.A09 19889 p2 (CT)10 20 113775332 113775351 GTCATTTTGGGTGGTGTTCC CGGAGTTGCATGAGTTGTGT 202

Ad09A19890 Aradu.A09 19890 c (ATT)5ttattgttatcatcatctgcttcaaatcttgtacattttcacatatttattttttctttttctt(A)1190 113776441 113776530 GACTTGCACCTTAGCCTTGC TGTGGTCAATGAGCAGTTGG 248

Ad09A19891 Aradu.A09 19891 p3 (TAG)5 15 113777265 113777279 TGAGACAAGTAGGGCACAGAAA AGCATCCATTTGTCGGAAAC 261

Ad09A19895 Aradu.A09 19895 c (TA)6tgttcggtttaacggaaattttattagagttaaatttgatataattaaataatatatttttgtatttgtatatata(TG)6100 113789965 113790064 CAAATGTTTGGAACAAGGTTTG GCAAATTTCAAGTCGCACAG 179

Ad09A19897 Aradu.A09 19897 p3 (AAC)5 15 113800003 113800017 CCTTCTGTCGCAAGATGTGA CGCATCCCTTAGCTCAAAAG 138

Ad09A19898 Aradu.A09 19898 p2 (AG)20 40 113807712 113807751 CCGACTCATAGCGACAGTGA CGTTGTTGTTGAGTCCATCG 280

Ad09A19901 Aradu.A09 19901 c (A)12gtgaatagcagtcaaaga(T)1040 113812207 113812246 GGAGAATATGGAGCAGCGAC TAGGCCCAAAGAAATGTTCG 222

Ad09A19904 Aradu.A09 19904 p3 (GGC)5 15 113816431 113816445 GAGGAAGAGGCAATTCGATG GCTCTTCGCTCCACCACTAC 279

Ad09A19906 Aradu.A09 19906 p2 (TA)8 16 113818645 113818660 TGTAGTGCATGTGCTTTCGC CATTTGTTGGGGGTCAGTTT 271

Ad09A19908 Aradu.A09 19908 p3 (ATG)6 18 113821040 113821057 CAATCATCCCCGGATACAAC AAGGGAAGGGAAGAAGATGG 140

Ad09A19909 Aradu.A09 19909 p2 (AT)6 12 113821218 113821229 TTTTTGTTGCAAAGGAAGGG CGTGTCACGAAATCTTCACG 139

Ad09A19912 Aradu.A09 19912 p2 (GA)8 16 113825099 113825114 TCTCAAAACAGGGGAACCAC TCCACAACCTTCCCTTGTTC 244

Ad09A19913 Aradu.A09 19913 p2 (AG)6 12 113825315 113825326 GAGGATGTTCCAAACCGAGA GGTGAACCTCCACGAAAGAA 197

Ad09A19916 Aradu.A09 19916 p3 (CAA)5 15 113835787 113835801 GGAGTGAATCGTTGGAGAGG GCTCCCTCCTAGAACTGGCT 144

Ad09A19923 Aradu.A09 19923 p3 (TGT)5 15 113854969 113854983 TTCTCTGGTAGACCATCCCA AAACCTGTGGGAGTGACTGG 167

Ad09A19924 Aradu.A09 19924 p3 (TAT)5 15 113855101 113855115 CCAGTCACTCCCACAGGTTT GCAAGTCCTCCCAATGTGTT 222

Ad09A19925 Aradu.A09 19925 p2 (TA)8 16 113856177 113856192 GTTGCTATTGATGCTGCCCT CATTTACGAAATTCCGTGGG 100

Ad09A19926 Aradu.A09 19926 p2 (AT)6 12 113857949 113857960 GGTTGACTCTATAGCGATGAATTG AAAACAAGTGATCAAGACCCC 124

Ad09A19928 Aradu.A09 19928 p3 (TAC)5 15 113860289 113860303 GTGGAATTCTAACTGTCATTCCTT GAATGGAGAGATCCCCTTTTT 262

Ad09A19929 Aradu.A09 19929 p2 (AT)9 18 113861204 113861221 TCAAACACTATAAATCCTTTTGGTT TGGATATCATGTAAGAATTCAACGA 225

Ad09A19931 Aradu.A09 19931 p2 (AT)6 12 113872903 113872914 TTGACCAGAAATGAACCAATC AAGTGAGAGTGGGGTTGTTTTT 265

Ad09A19935 Aradu.A09 19935 p3 (ATC)5 15 113878922 113878936 GATGAATACTTGCACCCCGT GACGCCTCTGAGAACTTTGG 172
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Ad09A19936 Aradu.A09 19936 p3 (TAA)5 15 113891414 113891428 CTCACAAAAATAGGGGGCAA TTTAATTTTGATGCACTGTACCAC 268

Ad09A19937 Aradu.A09 19937 p3 (TTA)7 21 113892240 113892260 GCATTGCCAACTTTTTGGTT CGCCAATCGTAGCTAAGGAG 193

Ad09A19944 Aradu.A09 19944 p4 (TATG)6 24 113905833 113905856 GACGATATTCTCAACCCCCA CCAAATTCAAATCACAATCCTC 263

Ad09A19946 Aradu.A09 19946 c (A)12caaaaaatagattcatcagaaaaatcctaactacattagatactctaacctccactg(A)1079 113915256 113915334 TGCTAACCATCTGACCACCA TTGTTGGCAGCTGAAGAGTG 246

Ad09A19954 Aradu.A09 19954 p2 (AT)6 12 113921173 113921184 CGTAAAACAGAGGTGGTGTGG AGGCTGAGCTTGGAGTTTGA 214

Ad09A19959 Aradu.A09 19959 p2 (TA)6 12 113936143 113936154 AGGGGAACCTGATGACAGAA TGTGAAATCCATACCCACCA 274

Ad09A19960 Aradu.A09 19960 c (T)11atataagattgggtggcttgaactcacattctatatcatctgaattatactccgttagctctcatctaagtgtttatcgttgagcaaattgg(A)10113 113937507 113937619 TGGAATTTGGGATAGGCAAG CCAAGCCCGAATTAACTCAA 275

Ad09A19961 Aradu.A09 19961 p2 (TC)7 14 113941095 113941108 AGCTAGCCAGCATCACCCTA GGTGCCTGCTGAGAGAAATC 278

Ad09A19962 Aradu.A09 19962 p3 (CAT)5 15 113941247 113941261 AGCTAGCCAGCATCACCCTA GGTGCCTGCTGAGAGAAATC 278

Ad09A19963 Aradu.A09 19963 p2 (GA)6 12 113941579 113941590 TGCATGAAACTTCATCAGCAA TCCCTGCTACCCAACGTTAC 148

Ad09A19966 Aradu.A09 19966 p2 (TA)6 12 113942831 113942842 TTTTGGCACACAAAAATCATC CAAACGTTTTGGGACTATCG 267

Ad09A19971 Aradu.A09 19971 p4 (AAAT)5 20 113962135 113962154 AAAGTCACGGCTAGGCTCAA TCCTGGATAGGTTTGGCATC 208

Ad09A19976 Aradu.A09 19976 p2 (TA)8 16 113973612 113973627 TGGTCCACCCTTCTATCTGC ACTTTCCCTCTCTGGGCATT 113

Ad09A19977 Aradu.A09 19977 c (A)10gaaaatcctaaagtcttcaccacctagctactacaccttagacagttcctgtatcagtagatgttttttctttttc(T)1298 113974159 113974256 ATGCTGCACTTACACCCACA TTTTCGTTAATTATGTGAGAAGGA 168

Ad09A19978 Aradu.A09 19978 p2 (CT)6 12 113974981 113974992 CGACAACACACTGACGGAAC AAGCAGAAAACTGATTTCATTCG 160

Ad09A19980 Aradu.A09 19980 p2 (TA)8 16 113978508 113978523 GCCATTCATCATTGGAGGAG TTCATGGTTGCTTTTCTCCC 269

Ad09A19981 Aradu.A09 19981 p2 (CA)6 12 113980635 113980646 AAATGAATGCTAAAACACGCC CACCACTTCCATTGGCTTCT 255

Ad09A19988 Aradu.A09 19988 p2 (TA)6 12 114005911 114005922 CCCCTTTTCTTTCAAGGCTC ATTGCTTCTTGTGGTTTGGG 177

Ad09A19989 Aradu.A09 19989 p3 (TGG)6 18 114008166 114008183 GTGTTGGTGTTGGTTGTGGA GGCTGAAAATCGAAATCGTC 190

Ad09A19993 Aradu.A09 19993 c (T)10(A)11 21 114011484 114011504 ATCCATTTTCGGCGTATTCA ATGCCTGGAATTTCTCAACC 279

Ad09A19997 Aradu.A09 19997 c (T)10cttctttctttc(T)1032 114017283 114017314 GGTATTGAAGCAGAGGCGAC CATCGAAATTTTGAAACGACG 279

Ad09A20001 Aradu.A09 20001 p3 (TCC)6 18 114022009 114022026 CAAAGGGCACCTGCTAACAT CAGCGGTAGTTGCCTCTTTC 127

Ad09A20002 Aradu.A09 20002 c (CAA)5taacagcaaagaggtggttattacgcctactggtggtgaggatactagtaactgtgaggagaac(ATG)594 114022141 114022234 AAAGAGGCAACTACCGCTGA TCACCCATGAAGTCCATGTC 221

Ad09A20005 Aradu.A09 20005 p6 (TTGGAC)5 30 114037664 114037693 GGCCTACGTCCAAAATGAAA GAAATCTCTGGAGGACGCTG 258

Ad09A20007 Aradu.A09 20007 p2 (GA)15 30 114042023 114042052 TCTCGTCCCTTTCTCGTGTT TCAGTGCCTGCACAGTTAAAA 280

Ad09A20009 Aradu.A09 20009 p2 (TA)6 12 114043084 114043095 AAGACAGTGACACAGTGCCG TGCGAGCGAGGAAGAGTAGT 206

Ad09A20010 Aradu.A09 20010 p2 (TA)8 16 114046323 114046338 TTTGCATACACCTAAACATTATGACA CCTAAATACTAACACGAACATAAGACA 277

Ad09A20011 Aradu.A09 20011 p3 (CAG)5 15 114047015 114047029 TGTTCCCATGGTGGTAGTGA TGGGCACTCTTCTTTTGCTT 254

Ad09A20013 Aradu.A09 20013 p2 (CT)8 16 114049968 114049983 GTAGCAAACCGCCACGTATT AGCAAATGGTAAACGGCAAC 259

Ad09A20015 Aradu.A09 20015 p3 (TTA)5 15 114056252 114056266 TCCATGTGTTCCTGTTCCTG GGAGAGCGAAGAGAGCAAGA 213

Ad09A20020 Aradu.A09 20020 p3 (ATT)5 15 114061977 114061991 TCCCATTTTCACAAGAAATGAA CAATAGAAAAGTGGCTCAAGGC 111

Ad09A20026 Aradu.A09 20026 p4 (AAAT)5 20 114074178 114074197 CACGGTTAGGCTTAAGGTGC GGATGTCATTGTCATTCGGA 152

Ad09A20027 Aradu.A09 20027 p5 (AAAAT)5 25 114076241 114076265 TCTGAATGCATGATATGAACAGTG ATTGATGCTCAGAGCCTTGG 205

Ad09A20028 Aradu.A09 20028 p4 (AAAT)7 28 114076598 114076625 AAAGTCACGGCTAGGCTCAA GGATGTCATTGTCATTCGGA 165
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Ad09A20032 Aradu.A09 20032 p3 (ATA)5 15 114092289 114092303 TAATAACTGCACCCGAAGGC GCCGCTTTAGTAGGTTACGC 270

Ad09A20033 Aradu.A09 20033 c (T)11cttttaagaattattttttaaaaatcagtagcttggtaaat(A)1264 114092912 114092975 CAAAACCCAAAGACTTAGAGGC AAGAAGGAAGATGAGGAGACGA 231

Ad09A20034 Aradu.A09 20034 p3 (CAT)6 18 114093181 114093198 TCCTTCTTCATTCTTCTCCTCC TTTTGTTGGTTGAGCGAGTT 241

Ad09A20041 Aradu.A09 20041 p3 (ATT)6 18 114110996 114111013 GGTGGGCGTTGGTAGTAGAA ATATGGGCTTGGACACATCC 238

Ad09A20043 Aradu.A09 20043 c (A)10tatagagacctaattaaaaattttgtaaaactatagagaccaatagaataattaaacct(A)1281 114111895 114111975 AAAGTCAATTATTGTTAAGAGGGATCT CGTGCAGTGTTCAAACAACC 249

Ad09A20049 Aradu.A09 20049 p3 (ATT)8 24 114121086 114121109 TCATGGGCATGAAAATCAAA CGTCTTTATTTGAGTGGCTCC 247

Ad09A20051 Aradu.A09 20051 p2 (AT)6 12 114123368 114123379 AACCACTCGCTCAGGAACTG CTTCCCGATTTCGATTTTGA 246

Ad09A20052 Aradu.A09 20052 c (A)10gttattgtgagtttttctacagatctgaaaaccagaacatgaaaacagaggtaaaacaattatataagt(A)1392 114125287 114125378 TCACAAGCCAAAAGAAACACA CTCCAACCAAGGTCGGCTA 277

Ad09A20053 Aradu.A09 20053 p2 (CT)6 12 114125667 114125678 GCTGCTCTGTCTCTGCCTCT GGTTCAGGCCTGGGTAGAAT 105

Ad09A20056 Aradu.A09 20056 c (TTC)6tcctttctccttcttcatttttgtgt(TTC)559 114131461 114131519 TCCAATCAAGCAAGCTCAAA TGCAACAACAACAGCAACAA 253

Ad09A20057 Aradu.A09 20057 p4 (AAGA)9 36 114132086 114132121 GCAGCATCAAGTGAATCTCAA TTTCAAATTACACGCCTCCA 196

Ad09A20059 Aradu.A09 20059 c (TTA)5(T)10 25 114136645 114136669 CATCGTTAATTATCTTGATCATCCT ACCTAAATTAACGGCCACCG 251

Ad09A20063 Aradu.A09 20063 p3 (GAA)5 15 114153784 114153798 GAAGATGAGAGCTGGTTCCG ACTGTTGAGATGCGGTCAGA 158

Ad09A20069 Aradu.A09 20069 p3 (GAT)5 15 114169475 114169489 TGTGGTGTGGAAATGGAAGA TATCTCTTTGGCGCTCCACT 106

Ad09A20070 Aradu.A09 20070 p3 (TTA)7 21 114180302 114180322 CAGCGTGAAGTCCTTCTTCC CTCCTCTACCCATGGCTTTG 226

Ad09A20075 Aradu.A09 20075 p2 (AT)11 22 114203786 114203807 GACGACATGTGTTGCTGTGT AAAAATCAGCTATCAAATCAATCA 142

Ad09A20076 Aradu.A09 20076 p3 (ATT)24 72 114205543 114205614 ATAATGGCCCCGTCAACTTA GCAAGCAATACAAACAGCCA 144

Ad09A20077 Aradu.A09 20077 p3 (ATT)7 21 114209643 114209663 TCTTCTTTTTGACATCCATTCTACA CAACTCGTGGATGATTAGCAA 275

Ad09A20081 Aradu.A09 20081 p3 (TTG)5 15 114220928 114220942 CATGAGGTGGTCAGACGAGA TCTTAGACTAACTTAGCTGGATTTGG 239

Ad09A20085 Aradu.A09 20085 c (A)12g(A)10 23 114232231 114232253 TCAACTTCATTAACATGTCGGC GGCCTCAGTCGTCTGGTAAG 169

Ad09A20086 Aradu.A09 20086 p2 (AT)8 16 114234741 114234756 CCGATCTTATTCACGAATTACCA AGGGGGTTGGATAGAATTCAC 276

Ad09A20087 Aradu.A09 20087 p3 (GAG)6 18 114242494 114242511 ATTCTTTCAGACGAAGGCGA AAAGGGTCCAGGAGGCTAAA 242

Ad09A20088 Aradu.A09 20088 p2 (TA)6 12 114245672 114245683 AAAGAGATTGCGTGAGAGGC GGGTTCTCGTCGGATAGGAT 270

Ad09A20089 Aradu.A09 20089 p3 (ATT)5 15 114252499 114252513 CACCAAATGTCCAAATCAAGTTT TGGGAAGAATTGTTTTCTTTGAA 280

Ad09A20096 Aradu.A09 20096 c (T)11aatacttaactttgtaatttagctttttaggagctgtaatttttggaatatgatttgtatcgtcgttggaacatcttctgccttgttagcta(T)10113 114268204 114268316 TATCGAGGGTGTGAGGGTTC GGGAATAGTATTGCGGCGTA 249

Ad09A20097 Aradu.A09 20097 p6 (CTGCAC)5 30 114269950 114269979 AAACTTTGCATTTTGGCAGG GACCCTACCCTGCTTCAAGA 232

Ad09A20100 Aradu.A09 20100 p3 (GAG)7 21 114283700 114283720 CTGGCTCAGAAAGAAGTCGG GGCAAGGAAGAATGCTCAAG 206

Ad09A20103 Aradu.A09 20103 p3 (GGA)6 18 114294089 114294106 TCTACCTTGTGCTGCTTTGC CCAAGTCATCACAATCCCAA 178

Ad09A20111 Aradu.A09 20111 c (AG)15aatgaaagagtaagaatgtgagtgagtgagcattagagacagagacagaatcagcaagtgaacaat(AG)6108 114307256 114307363 ACTGAAATGGTGACTTGCGA CTTCATCGCTCACTTGCTCA 219

Ad09A20112 Aradu.A09 20112 c (CA)26aacacacacagt(CA)778 114308543 114308620 GGACCTTATTGTGCTGGGAA GCAGGTGAGTATGTGTGTGTTTG 271

Ad09A20120 Aradu.A09 20120 c (AAC)7(AAT)12 57 114339264 114339320 CAATTCGGGGATCATACACA TCGTGACATTACGCGTCCTA 257

Ad09A20123 Aradu.A09 20123 p2 (AT)8 16 114342892 114342907 TCTGCAGATCCGCACAATAA TCTGCACAATTTTCATCGGA 277

Ad09A20127 Aradu.A09 20127 p2 (CA)8 16 114363144 114363159 TAGTTCCTGGCTTCCTGCAT GAGTGGTTACCCACAAGGGA 117

Ad09A20129 Aradu.A09 20129 p3 (TTA)5 15 114368471 114368485 TCAATACAGGGATTGGGACA AAGCAATGTCCGTTACTTCCA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A20131 Aradu.A09 20131 p2 (TA)6 12 114371469 114371480 ATTTGGGAAGGAGTTTGCTG CCTTCGTTCTGCTTTCCAAG 268

Ad09A20134 Aradu.A09 20134 p2 (TA)8 16 114373519 114373534 TTCAATCACAAACTGTGGGG CAACGAAATTTGAGGAAGGG 245

Ad09A20135 Aradu.A09 20135 p2 (TC)13 26 114376481 114376506 GATACGAAGCAAACGCCATT ATTAGGGTGCAGTGGAGTGG 201

Ad09A20136 Aradu.A09 20136 p3 (ATG)5 15 114377099 114377113 TGACATCCAGCTACGGTTGA CACTAGCATGCTCCACTCCA 194

Ad09A20142 Aradu.A09 20142 c (TGC)5tgttgccctgtctcaacgtaacaacctgaagaagcaaggttctatagaaacacaacatttcagataaggttcttcgaaatccaactaca(AG)8120 114400088 114400207 ATGGCTGATTCAGACCGAGT TTCAGCTTCTCCTCCCTTCA 261

Ad09A20149 Aradu.A09 20149 p3 (GAA)9 27 114409791 114409817 GAAGATTGAAATTGCGGGAA GCTAATGGCGGGTATCTTCA 196

Ad09A20150 Aradu.A09 20150 p2 (AT)10 20 114413206 114413225 GCCACTCAAATAAAGACGCC TTTTAAGAGGTTTGAGCTTGTTTT 235

Ad09A20151 Aradu.A09 20151 p3 (ATA)6 18 114415305 114415322 CGAAATTTCAGCCATATCCC CAAAAATCGATAACAAGGTTAGGG 170

Ad09A20152 Aradu.A09 20152 p3 (TTA)8 24 114415513 114415536 TCGATTTTTGTAGTGTTAGCCC TGGCAATAATTTGGCCTGTT 152

Ad09A20159 Aradu.A09 20159 p4 (TTGG)5 20 114447400 114447419 TCGGCACTTGACTTACTCCA TCTCAAAACTGAAGGCAGCA 207

Ad09A20164 Aradu.A09 20164 p3 (TCT)8 24 114454531 114454554 ACTTGTCCCTTCCTTCCCTC GTGGAGTGCCATGAACAGTG 216

Ad09A20165 Aradu.A09 20165 p3 (TGG)5 15 114458625 114458639 AACAAAACCCAAGGTTGCAG TGAACTATTCGGGCAAAAGG 168

Ad09A20168 Aradu.A09 20168 p2 (AT)7 14 114461909 114461922 CATTTTTCTCCACCCCCTTC TGCGATGAAATGGAATCAAA 185

Ad09A20173 Aradu.A09 20173 p2 (TA)7 14 114479208 114479221 CAGACTATTCATGGGACGCA TTTTTGTTTAAGGCCCAACC 260

Ad09A20176 Aradu.A09 20176 c (T)11attaaagttagatgataatttttttttaaatcccacgatctcatcaccatgcatataaaactctcaaattattagtcc(A)11100 114484737 114484836 TCACAATCACGAATTGACGA AATTTAATTTCTATTACCTGCCAAAT 270

Ad09A20178 Aradu.A09 20178 c (A)10ctt(A)10 23 114485551 114485573 AAATTGACTGCACCTCCTGG AGAAGTTGGCGTCTGCTGTT 199

Ad09A20179 Aradu.A09 20179 p3 (AGT)5 15 114486610 114486624 TCACGGAGGGTCAAAAAGTC CTCGTTCCGGTGGATTAAAA 111

Ad09A20189 Aradu.A09 20189 p3 (TTC)5 15 114501677 114501691 ACTCGCGTTCTTCGTTATGG ATTGTTCGATTCAGTGGCCT 279

Ad09A20190 Aradu.A09 20190 p3 (TTC)6 18 114502003 114502020 GGAAGCTACCAAACCGAACA GCAACTCCACTTAATCGAGCA 219

Ad09A20191 Aradu.A09 20191 p3 (CTC)5 15 114508051 114508065 GCGTCGCAGACTGATATAATGA CCGGTTAGGCAACTTGAAGA 279

Ad09A20192 Aradu.A09 20192 p2 (CT)19 38 114511618 114511655 ACGCGCAAGAAGGTTACAGT TTGAACTCACCCCAACAACA 252

Ad09A20193 Aradu.A09 20193 p4 (AAAG)5 20 114523100 114523119 GCGTCTTTATCTGAATGACTCC ACCGTCCAATGGGAGAAAAT 168

Ad09A20194 Aradu.A09 20194 p3 (ATT)5 15 114523244 114523258 ATTTTCTCCCATTGGACGGT ATATGAGTGGTTGAAGCGGC 191

Ad09A20195 Aradu.A09 20195 p3 (AAT)5 15 114523743 114523757 AGCGCTAAGGACCCCATTAT AATTTGCGTCATTGTCATGG 180

Ad09A20196 Aradu.A09 20196 p2 (TA)8 16 114526455 114526470 ATCCCGATCTTGGTTCTCCT CTTCGGTGATCCACGGTACT 266

Ad09A20198 Aradu.A09 20198 p2 (TC)9 18 114528216 114528233 CACAGCAGAGAGGAGAAGGG GGTAGTGCATTGAAGGGGAA 124

Ad09A20199 Aradu.A09 20199 p2 (TC)6 12 114528398 114528409 TTCCCCTTCAATGCACTACC AAAAACAAAACCCCTGTCCC 245

Ad09A20201 Aradu.A09 20201 p3 (CTC)6 18 114531245 114531262 AGGCTAAAGCTAAGTCCCGC CCAGACTCTAGGAGCTTGCG 181

Ad09A20202 Aradu.A09 20202 c (A)10ccaacaaaaatggactcagggactagtataac(A)1052 114539621 114539672 GATATGGAGAGGAGGGGAGC CAGTCCATGGATCCGTTTTT 235

Ad09A20205 Aradu.A09 20205 c (GAA)5gag(GAA)533 114543784 114543816 CACAAGGGAGAGGAAGGAAA CCATGGATTCATTGTTGCTG 201

Ad09A20206 Aradu.A09 20206 p3 (ATG)5 15 114544428 114544442 CCATGATTCTGCTGATGGTG TCAAAACCAAAGAGGAACCG 227

Ad09A20209 Aradu.A09 20209 p2 (TA)8 16 114551666 114551681 ACTTGAGGGTCTGCCAAAAG TGGCTCCTTTCACCAATTTT 271

Ad09A20211 Aradu.A09 20211 p2 (AT)10 20 114553471 114553490 TTTTGGATGATTACCTGCCC TTGTTAGACATAATAATCCCCCG 169

Ad09A20212 Aradu.A09 20212 c (AG)6atttcgcgggttggtgttttagcc(A)1349 114557164 114557212 AGATGGAAGTGGCAGCAAAT ACACTAGAACGATTGAATCTCCA 230
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Ad09A20214 Aradu.A09 20214 c (A)10catacagaaaaatagaaatagctttggtatgttacttaagtatcaaactatctattttc(T)1079 114569161 114569239 ATGCATGACAAGCCAATGAA TGGGATAGACAAAGTGTGATGG 269

Ad09A20216 Aradu.A09 20216 p3 (TTA)21 63 114580953 114581015 TGGATACGGATGGCATTATT AGTGCGTGAATCACAAACGA 243

Ad09A20217 Aradu.A09 20217 p3 (TTC)13 39 114584733 114584771 GGTTTTTGGGAGAGTATGAATCC ATCCATCACGAAGAATGCAA 278

Ad09A20218 Aradu.A09 20218 p6 (AAAAAG)6 36 114587388 114587423 TGCATCAAAACAAGAGGCTG CCGCCATCTAAAAGGTTCAA 200

Ad09A20219 Aradu.A09 20219 p3 (TTA)18 54 114592184 114592237 TGGATATGGATGGAATTATTACACA TCCATCACAAATTCTTCCAAAA 157

Ad09A20220 Aradu.A09 20220 p2 (TC)6 12 114612730 114612741 GCCAAATTTGAATTCGGAGA GAGCCTGCTCGATTATCCAC 278

Ad09A20225 Aradu.A09 20225 p2 (AT)6 12 114626336 114626347 TTGGAGACGGTCCCTACAAC GTGATTGGATATCATGGGGG 224

Ad09A20226 Aradu.A09 20226 p4 (TGAA)5 20 114632207 114632226 TTCACCACTGAGCTCTCCCT CCTCATGACCCTCGTCATCT 138

Ad09A20230 Aradu.A09 20230 p2 (TA)7 14 114637505 114637518 TCAATATCGAGAACCGTAACAAA AACCGTTTTTAATTTTGCGCT 250

Ad09A20232 Aradu.A09 20232 p3 (TGA)5 15 114638262 114638276 AAAACAAAAAGAAATTTGAGAAGG GCAACAAATTTGGGTGCAAT 229

Ad09A20233 Aradu.A09 20233 p3 (AAG)5 15 114638632 114638646 TTTGCAGCATTATGTGTTTCTTC GCAAATTTGGGTGTATCACAA 280

Ad09A20234 Aradu.A09 20234 c (GGA)6agaggtggtgttgataacgacgataacaaaaaagaaaaagaagaaa(AAG)579 114638923 114639001 CTGAATTGAATCACACCTCAGC TTTTTCACGTACAAGCGTTTT 234

Ad09A20235 Aradu.A09 20235 p2 (AT)6 12 114641465 114641476 GGAACTCAGGAAGCTTGTCG TTCCTTTCCACCACCATCTC 244

Ad09A20241 Aradu.A09 20241 c (CT)6(AT)6 24 114649787 114649810 TTTTTCTGATTTGCGGTTGTT CGGTTTGACTAACACCATTCC 179

Ad09A20244 Aradu.A09 20244 p2 (AT)6 12 114665597 114665608 CCAAGTCCAACGAGAGTCAA CCGAACTTGAGACCGACTATG 280

Ad09A20245 Aradu.A09 20245 p2 (TA)6 12 114670522 114670533 GCGGAACTAGAGCAGATTCG TAAGGAAGGCAGCAGTGACC 278

Ad09A20248 Aradu.A09 20248 p2 (TC)8 16 114679420 114679435 CCTCGTCGCTCACTACAACA GAGCTCAACCTTGGAGTCGT 138

Ad09A20251 Aradu.A09 20251 p2 (AG)8 16 114686528 114686543 TTCTTGTCCTTGCTCCTGCT TCACATCTCAACCCTCCTCA 171

Ad09A20253 Aradu.A09 20253 p3 (TAC)7 21 114693381 114693401 CAAGTTTGGTGTTCAAGGCA TAAGATTGAAAGTTGGCGGC 274

Ad09A20262 Aradu.A09 20262 c (A)11ggataattctgctgagaaatcaaaggaaaattctgatagataaatgttttattt(A)1176 114739505 114739580 TTATGATGGGTTTTTGGGGA TGGCACACAAAGGGTGTTTA 201

Ad09A20263 Aradu.A09 20263 p2 (GA)8 16 114741615 114741630 GCTCACAATTGAAGCGATGA TCACCGAACCTCAAAAGGTC 156

Ad09A20276 Aradu.A09 20276 p3 (ACC)7 21 114773433 114773453 GAAGCGGTGAAGAGGAACAG TATGGCTATGGCGATGACAA 151

Ad09A20281 Aradu.A09 20281 p2 (TC)8 16 114787788 114787803 ACACAACCCCTTCTCCCTCT CCTTAGTGATGGTGGCGTTT 221

Ad09A20283 Aradu.A09 20283 p2 (TC)14 28 114798038 114798065 TGGGGTATGGTACGAGACAA AATCTAGTTCCACCCATGACATT 251

Ad09A20284 Aradu.A09 20284 p3 (TTC)5 15 114801219 114801233 CAAGCAAAGGTTTCCCAAAA TGGCCAAAGGTCTTACCAAG 272

Ad09A20304 Aradu.A09 20304 p3 (TAT)7 21 114847320 114847340 TGATGACTTGGAAGCCTCAG GAGGATGGGATGTAGCTGGA 269

Ad09A20305 Aradu.A09 20305 p3 (CAA)5 15 114848421 114848435 GAATTGCAAGGACCAACCAT GGGGCTGAATGACACTGTTT 228

Ad09A20306 Aradu.A09 20306 p2 (AG)10 20 114848841 114848860 GTATGTGAGGTCCAGTGGGG CCTTAGCCGCATAACGACAT 168

Ad09A20308 Aradu.A09 20308 p2 (TA)6 12 114849713 114849724 GCCTTCATGGCTTCATCATT GTGCTATCACCTCCGCATCT 200

Ad09A20309 Aradu.A09 20309 c (CT)10ccacctttttcattctacctcgaaaacaccgcttattttttc(T)11cctccttttttttctctattcacgtgttgctatgccatgaagagatgat(AG)7136 114850587 114850722 TACACACGGAGGAACAGCAC AGCCAACCCAGAAGAGAACA 234

Ad09A20310 Aradu.A09 20310 p2 (AT)8 16 114851948 114851963 TGATGATGATGAACTTCCATTTC CAAAACCTTTATAGCGACCCA 261

Ad09A20311 Aradu.A09 20311 p3 (TAC)7 21 114852336 114852356 GAATTGCAACTAAAACTAAATGGC TCACACCCTGCTTGAGTGAG 250

Ad09A20312 Aradu.A09 20312 c (AGG)5agctaataataatagtagtaacaacaac(AAT)5aacagtaacctcttcaaccttccattcctttcaagcaacagcactaacagcagcaacaactctttctctgatcagcatggt(AAC)5154 114852864 114853017 CCAGGGACTCATGCACCTAT ATAGCACTTCCACCTGCACC 270

Ad09A20313 Aradu.A09 20313 p3 (AAC)6 18 114853123 114853140 GCACCATCACTCTTCAGCAA TGTTGCTTGTAGTTGCACCC 127
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Ad09A20315 Aradu.A09 20315 p2 (TA)6 12 114856983 114856994 AACAAATGCAATTCTCTCTCTTTTT TCTCGTGCTGATAACGTGTTG 187

Ad09A20316 Aradu.A09 20316 p2 (TA)7 14 114862476 114862489 AACAAATGCAATTCTCTCTCTTTTT TCTTTGAGCTAATTTTCGTCAATAAC 216

Ad09A20321 Aradu.A09 20321 p2 (TG)6 12 114883802 114883813 AAAAGGACTGGAGCACTGGTT ATGTACACCTCCATGCACGA 143

Ad09A20324 Aradu.A09 20324 p2 (GA)12 24 114892485 114892508 GGCGAGAATGAAGATGTCGT CACGTCACATCACACAGCAG 262

Ad09A20326 Aradu.A09 20326 p3 (TTC)6 18 114901371 114901388 CTTTTTGTTTGTTTCTTATCTTTTTCA TCGGATTTTTGGTGATGTGA 274

Ad09A20329 Aradu.A09 20329 p3 (TTC)5 15 114913019 114913033 TCTTTCAAAATTTTCTCCTTTGTTTT GGGTCAGGCATGGCTTAATA 221

Ad09A20331 Aradu.A09 20331 p3 (CTC)5 15 114921074 114921088 TCACTTCCCCTCCATCTCAC GTGGTGTTTGAGCACATTGG 228

Ad09A20334 Aradu.A09 20334 c (T)10gcacacagtgctagcc(T)1036 114923479 114923514 AAGGTGTTGGGAAGGAAAGG ACCGTGGTTCAACCGAAATA 272

Ad09A20335 Aradu.A09 20335 c (A)12gttgaagtgttgacttgtccgacaggctcgccaaagtatgtgagttcaaaagcatgagtttgatga(T)10aattttggtggcatatatcatatcggcgaaat(A)10130 114923804 114923933 AATGACCGGTTCGGTTTTC AACGATGAATACATTGCTCTTTACTT 263

Ad09A20337 Aradu.A09 20337 p2 (AT)12 24 114943897 114943920 CGAGTCAACGCCTTCTTAGC AGGCGTCACTAATGCTTGCT 241

Ad09A20339 Aradu.A09 20339 p2 (TA)6 12 114950230 114950241 CCATTCGGGCTTTCTTATCA GGGGGAACCTTGTGGAGTAT 189

Ad09A20341 Aradu.A09 20341 p3 (ATA)19 57 114955358 114955414 TGGCACAAGATTTAATCAAAGAAA CCTGGATCTTCAAGTTGTTCTTG 273

Ad09A20342 Aradu.A09 20342 p3 (AAG)5 15 114962005 114962019 TTCCTCATCTTCAGCTGCTTC TTGTTGCACGTTCTTCTTCCT 197

Ad09A20343 Aradu.A09 20343 p3 (TTA)7 21 114964207 114964227 GCCAGCATGTAACCATCAAA CTGCAAGGCAAACATCTTCA 207

Ad09A20348 Aradu.A09 20348 p3 (GCC)5 15 114976364 114976378 CCATGCATGCGACCTAGATA TTTTTCAGGAGGGGGAGACT 235

Ad09A20349 Aradu.A09 20349 p3 (CGG)6 18 114976742 114976759 CCCCTCCTGAAAAACATCAA GCAGCTGCAGAGAAGGTTTT 245

Ad09A20352 Aradu.A09 20352 p3 (GCC)5 15 114984346 114984360 CCTCGTCTTCGTTCTCATCC TCAAGAAGATGGCACAAATCA 272

Ad09A20353 Aradu.A09 20353 p3 (CGG)6 18 114984724 114984741 AAAGGCGCACTCGATTCTAA CGCACAGAAACATCAAGCAT 199

Ad09A20358 Aradu.A09 20358 c (AAG)7aggaagaggaagaagaacgtgc(AAG)558 114998711 114998768 GTGCTTCCGTGCTCTTTCAT TTACGTCGAAAACTCAGGGC 273

Ad09A20359 Aradu.A09 20359 p3 (TTA)5 15 115000748 115000762 TTCAAAATTACTAAATATGCCAAGTTC CTGCAAGGCAAACATCTTCA 198

Ad09A20360 Aradu.A09 20360 p2 (AT)11 22 115004565 115004586 TGGTCGTCCAAAGAGAAGTG GCGTCGAAAAGGAAAACTGA 249

Ad09A20361 Aradu.A09 20361 p2 (TA)6 12 115005032 115005043 CCATTCGGGCTTTCTTATCA GGGGGAACCTTGTGGAGTAT 189

Ad09A20367 Aradu.A09 20367 p2 (TA)7 14 115014140 115014153 CCCATTTCAACTGTAAAGGCA ATGCCATGCAATGCAATCTA 186

Ad09A20369 Aradu.A09 20369 p2 (CT)6 12 115020861 115020872 AAGTGTGGGGAGGTCATCTG CAAATCAATTTGTGATGCCC 210

Ad09A20370 Aradu.A09 20370 c (T)10agttatatataataattaccacgactaatacta(TAT)1588 115021970 115022057 GCACTGGTTAATTCATGTGTCA AACAATCTATTGGCCAGCAA 260

Ad09A20372 Aradu.A09 20372 p3 (ATT)8 24 115023974 115023997 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ad09A20375 Aradu.A09 20375 p4 (ATAC)5 20 115027330 115027349 TGGGGGAGAGAGAAAATGAA TTCAAGTACAGCACCCACCA 217

Ad09A20376 Aradu.A09 20376 p2 (TC)16 32 115027534 115027565 ATTGTGGAATGGGGAATGAA TCATTTGAAATCCGAAAGGC 220

Ad09A20384 Aradu.A09 20384 c (ATG)6actccattgagattttgaagccttgtaaacacaaacgcagcatgctagtgttggttcctcaaccttgtaataaaagaatgaaaggtatg(TA)7121 115055937 115056057 TGCTTGTGATGATGAAAAGAACA GCTTTGGCCAATTCAATGAT 275

Ad09A20385 Aradu.A09 20385 p2 (TG)6 12 115058404 115058415 TGGGTTTTCACTGCTTCTCA CCCCTAATGAAAGTGGGGTT 178

Ad09A20386 Aradu.A09 20386 p4 (TTAT)5 20 115060012 115060031 TGGGATCGACCCTTACTCAC CTTGAAAATGATGTGCAGGC 231

Ad09A20391 Aradu.A09 20391 p3 (ACT)6 18 115071158 115071175 ATGGTTGTTGGTATGGTGGG GGATCACGACATCGAATGGT 280

Ad09A20392 Aradu.A09 20392 p2 (TA)7 14 115071317 115071330 GCCTTGTAAACACAAACGCA GCTTTGGCCAATTCAATGAT 194

Ad09A20395 Aradu.A09 20395 p3 (ATG)5 15 115075656 115075670 GATCACGGATGCTTGGTTCT GGATTTCCTTCGCAATCTGA 151
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Ad09A20397 Aradu.A09 20397 c (TTG)5caatttttttttctttttctttctattaattttgcaacattatgta(T)1071 115077927 115077997 GACACATCAAAATATCTTTTTCCAA TCCTTCTTCTCATCTTCTTTTTCTTC 214

Ad09A20398 Aradu.A09 20398 p3 (AGA)5 15 115078190 115078204 TGAGGGACCTAAGGCTACACT TGTCCAGGACCAAAGGCTAC 194

Ad09A20399 Aradu.A09 20399 p2 (TA)6 12 115083088 115083099 TCTTGTGATTACTTGTGAGTCAAGTC CTGCAGGCGTTTTCTTTAGG 263

Ad09A20402 Aradu.A09 20402 p3 (ACA)6 18 115086541 115086558 CCGATCAATTCACATAACCCA ACATGACAGAGCACAATGGC 181

Ad09A20403 Aradu.A09 20403 p3 (ATA)6 18 115087123 115087140 TGTCTTTATCGAAGTGGTCCTT CATAGCAAATTAGCAACTAAAATTGAA 268

Ad09A20406 Aradu.A09 20406 c (AGA)6tcgtaaacgagtcacatgaacgctcaccgcagcatgttgaacttcgttgaacttgtgacccgaattgcagaaagaaaaaga(AG)6111 115096236 115096346 AGCCACGCTCTCATCAAAAT ATTCAGCATGCATCTCCAAA 279

Ad09A20423 Aradu.A09 20423 p3 (TTA)7 21 115125240 115125260 AAGGAATGGTCCAAACATTGA TTTGTCTGAAAACATGCAAAAA 180

Ad09A20424 Aradu.A09 20424 p3 (AAT)5 15 115125397 115125411 TTTGCATGTTTTCAGACAAAAATAA AATTTCTAGCTATCACACCAAATTAAA 249

Ad09A20426 Aradu.A09 20426 p4 (TTAA)5 20 115128314 115128333 TGGGTCAACTATTCCCCAAA GCTCAACTAGTCCACCTGGC 190

Ad09A20427 Aradu.A09 20427 c (ATA)5atgaaaatcaagtgatgatg(AAC)550 115128677 115128726 TGGTAGAGCAAGAAGCAGCA TGGTGAAGTTTCTGGTGCAG 176

Ad09A20428 Aradu.A09 20428 p3 (GAA)5 15 115128958 115128972 CTGCACCAGAAACTTCACCA TTCTCCTTTGTCCCCACTTG 247

Ad09A20429 Aradu.A09 20429 p3 (ATC)8 24 115130663 115130686 ATGGTGGAGGCTGAAGATGT AATGGATGGGGATGATATGC 188

Ad09A20432 Aradu.A09 20432 c (A)11caatgtgcaaaaaataaagtcaaacctacaatatgtgcctaggtttaaattcttaataaaaatcaacgttgaacaataacac(TAA)8117 115131590 115131706 CAATCATAATGTTGAGGAAGAAAGA TGATCATGCATTAACCCCAC 254

Ad09A20435 Aradu.A09 20435 p4 (GAAA)6 24 115140034 115140057 GAAGGAAGAAGAAGCTGGGG TGCGTGTGGGAGTGTATGAT 260

Ad09A20436 Aradu.A09 20436 p3 (AGA)5 15 115145949 115145963 GGTGAGAAAAGGAGGAAGGAA GGCGTGATGACGTGTACTGA 277

Ad09A20437 Aradu.A09 20437 p2 (TA)7 14 115147958 115147971 ATTCCTGCTCCCACAATCAC CTGACATCATGAAGAAAACTGCT 254

Ad09A20442 Aradu.A09 20442 p2 (AG)6 12 115164160 115164171 ACCATCTGTGCACATGCAAT AGCTTACCTTCTTCCCCCAA 244

Ad09A20443 Aradu.A09 20443 c (A)10caaaaaaggaaaataaagtggctattagccatgggaagca(AG)662 115168720 115168781 AAAGAGAAGGCGGGTATGGT TCTCCCTCGACACAGTTTCC 224

Ad09A20448 Aradu.A09 20448 p2 (CT)6 12 115187958 115187969 TTAGCGCCCACCACTTTATC AAAATGAATGGAGAAGAGAGCG 193

Ad09A20449 Aradu.A09 20449 p2 (TA)6 12 115188311 115188322 CCACGTGTTTTGTTAGGATAATG AAATAATCAACTCGCCCGGT 264

Ad09A20451 Aradu.A09 20451 c (TC)10gactatttcttctccctttctctctctaaccctctcccttcctactgctccatcagcccccgctgtggcctcctcaattcgtctttctctc(T)10121 115191831 115191951 GAAATGCGAACGATCTCTCC ATGATAGTCGGCGCTATTGG 217

Ad09A20452 Aradu.A09 20452 p3 (TAT)13 39 115192500 115192538 TTTTATACGGTTAATGTTTGGTCA CTTGTTGACTGTTGACTCATGC 200

Ad09A20453 Aradu.A09 20453 p4 (AATT)7 28 115195464 115195491 GACCATTCAATTTGTTGATATTCG AAATTGTGAATCCAGCCAGC 210

Ad09A20454 Aradu.A09 20454 p3 (TTA)5 15 115196449 115196463 AGAGGAGCGTCCAGAATCAA CAACCACCGTCACAAGAATG 240

Ad09A20456 Aradu.A09 20456 c (ATT)15gtgttgcaagaagtgtgagtatgggattatccactaagaaaaagagcc(AT)6105 115197813 115197917 ACATTTGTGTGCACGTGTGA ATTATGTTCCCTTAGCCCCC 257

Ad09A20457 Aradu.A09 20457 c (T)10cttttaatttaatttctcttcatttattatttttttcccttatccattcatgctctcaaaatc(AAT)588 115198581 115198668 GGCATATCTGTTGCTGCTCC ATGGGCATGCCATTTCTATC 176

Ad09A20463 Aradu.A09 20463 c (AT)8(AG)8 32 115210014 115210045 CAAAACCAAAAAGGGCAGAA TGACCATGAAAACATGCTTGA 214

Ad09A20465 Aradu.A09 20465 p3 (TTA)5 15 115210581 115210595 CAATTTCTGATGGGGCCTAA AACCAAACAATCGGAAGGCT 192

Ad09A20468 Aradu.A09 20468 c (A)11tcaagagagagtgagagagacacagacaccatttactgacaaaaccatcctgtggttaagtggaaaaggac(T)1092 115213159 115213250 CAAAAACAAGTTTGCAAAATCAC TTGTTTGGATGAAGATGGAGG 279

Ad09A20469 Aradu.A09 20469 p2 (TC)8 16 115214427 115214442 CTTTCTCGAGCCCCTACCTT AGCATGGAGCTACAAGGAACA 228

Ad09A20470 Aradu.A09 20470 p2 (AG)8 16 115215022 115215037 CCTTTCTCCCTCCATCTTCC TACTTGCAATGTGCCTCAGC 218

Ad09A20471 Aradu.A09 20471 p3 (GAA)5 15 115215432 115215446 GTGGCCCATGCAATACTTCT AGAAATCCCACCCAAAATCC 237

Ad09A20472 Aradu.A09 20472 p3 (AGA)5 15 115221122 115221136 TCCAATTATCCGAAACTCGC TCCTTCGAGGACATACTCCG 160

Ad09A20473 Aradu.A09 20473 c (TTTAT)5ttttgtgaaagaaattgaattgagagtgtgaggctttaacttaatctgagtgagaaagaaagagaagaag(A)12107 115221497 115221603 GAGTGGAACACCGTCGAGTC TACATGCTTCCGTTCCGTCT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A20477 Aradu.A09 20477 c (CT)8cgtgtggaaatttattgtagtttttatttttagatagtatttaacggcttgcatgttgtttgctttctgtttgtgttttaatgcttgta(TTAT)5125 115240689 115240813 AGCCTTGATTGTTGTTGCTG GGTTATGGGTTTGAGCGGTA 278

Ad09A20482 Aradu.A09 20482 p2 (TA)6 12 115263157 115263168 TGGCAATAAAATGACACAAATTTAAC AATAATGGATGTAAGGTATGCCA 277

Ad09A20486 Aradu.A09 20486 c (T)11gtgatttgagtggatgctttatagtgatccacacaaaaaatatgtgagcc(A)10gtaagttgaagcattagaggcccataatcgtatgatgagtccaatcgaaagagatccacccgacaggaaccc(A)12155 115275073 115275227 ATGCCACTTGAGTTGAGGCT CCCCTATCAGAACATCTGCAC 273

Ad09A20489 Aradu.A09 20489 p3 (TTA)19 57 115287890 115287946 TGGAATTAACGGTGGGGTAA TGTCCCTGTCCCTCCATTAG 251

Ad09A20490 Aradu.A09 20490 p4 (ACTC)6 24 115289058 115289081 CAACTTAGAAGCCACGCCTC CGCCTCCTAAACCTGTCAAG 236

Ad09A20491 Aradu.A09 20491 c (T)11aattatctcacgcctctcaactatcaactataatattcacgtgagtagtta(T)1072 115289363 115289434 CCCGCCTTCTTCTATTTTCA AAAAGTGTTAAACAATGCCGAA 253

Ad09A20492 Aradu.A09 20492 p2 (AC)6 12 115293160 115293171 TCCATAATTGCCGACTCAAA TGAGAATTTGAAGGCGGTTC 150

Ad09A20495 Aradu.A09 20495 p3 (GAA)5 15 115297379 115297393 GGTGACCTTCGTCTTGAAGC AGAAGGTGTGGAGGTTGTGG 213

Ad09A20496 Aradu.A09 20496 p3 (CTT)11 33 115297530 115297562 TTGCAGAAGCAGAAGAAGCA AGTCGGAATTGAGGTGTTGG 238

Ad09A20500 Aradu.A09 20500 p4 (ATAG)8 32 115317856 115317887 TTGATTTCCAAGTTTTGCCA CTGAGCTTGTTCCTTTTCGG 259

Ad09A20502 Aradu.A09 20502 p3 (GTG)5 15 115328500 115328514 CGTCGTCTGAGGCAGTTACA CAGAACATTTTGGGAGGGAA 192

Ad09A20503 Aradu.A09 20503 p3 (TTC)5 15 115334707 115334721 ACCTCATCCTTCCTGGTCCT AGTGGGAAAAGAGGCTCACA 157

Ad09A20504 Aradu.A09 20504 p2 (AT)6 12 115347411 115347422 CCACTTGCTTCGGGTTAAGA GCGCATTCCCATGAGTCTAT 149

Ad09A20508 Aradu.A09 20508 p3 (ACC)5 15 115356418 115356432 ATCATCTTTCCCTTCCCCAC GCTGGAACGAAAACAGAAGC 199

Ad09A20509 Aradu.A09 20509 p2 (CT)10 20 115356844 115356863 CTCCTCTCTTCATCGCCAAC TGCGGACGTTAATGATGGTA 276

Ad09A20513 Aradu.A09 20513 p2 (GA)7 14 115368227 115368240 CGGGTTTATCCTCCGTACAC ACGATCAGCTCTGGAACCAC 260

Ad09A20516 Aradu.A09 20516 p2 (TA)7 14 115375096 115375109 AGGAAGCTATGAGGTGGCAA GTGTGCGTGGAGCTGAGTAA 220

Ad09A20518 Aradu.A09 20518 p4 (ATTT)5 20 115377684 115377703 TTTGCATGCACAACGATACT ATAGTATTTCCCCCACCCCC 194

Ad09A20519 Aradu.A09 20519 p6 (AAATAC)5 30 115378611 115378640 CCCTATGGGCTAAGGCAAAT ACGAATTTGAGCAGTGGCTT 223

Ad09A20520 Aradu.A09 20520 c (TGA)6tggcgacgacgacgatgacaaaaatgactactagaaggaatcatcataaataaaaaccaacgct(TGA)6100 115381631 115381730 CGAAGGAAGCTCATCCAGAC CTTCATGCCATTGCAACATT 280

Ad09A20521 Aradu.A09 20521 p3 (AGG)8 24 115391343 115391366 TTGGTTGAGAGGGAGTACCG ACGCCGACTTTTGTTCAATC 264

Ad09A20522 Aradu.A09 20522 p3 (GTA)6 18 115393085 115393102 TTCTCCTCCTTCACGCACTT TGGGGTTTAAAATCCTCACAA 237

Ad09A20530 Aradu.A09 20530 p2 (TC)22 44 115398993 115399036 CAAACCAAACCCACAGAGAAA TGTGTGGAAGAAAAACCGAA 233

Ad09A20532 Aradu.A09 20532 p2 (TA)8 16 115403232 115403247 CCGAGCTTGAGCTTGGATAA CTAGGGCTGGAAGTGAGCC 263

Ad09A20536 Aradu.A09 20536 p3 (CTC)10 30 115408781 115408810 CGACTTATGGTTTGCCGACT AGAGGGAGTCCCCATGTTCT 196

Ad09A20538 Aradu.A09 20538 p3 (ACC)8 24 115426561 115426584 GTCTGGGGTCGAAATCAAAA TACAGTGGAGAGGGAGTGGG 208

Ad09A20539 Aradu.A09 20539 p3 (TCA)7 21 115426733 115426753 ACTGTAACCCCTCCTCCCAC TTGCTTTCTGCCTTCTGCTT 275

Ad09A20541 Aradu.A09 20541 p2 (TC)7 14 115431231 115431244 ACAAAACCAAACCAAACCCA TTTATCGGAAAGGGGCTTCT 270

Ad09A20546 Aradu.A09 20546 p6 (TCCTCT)7 42 115444578 115444619 CGACTCCTCTTCCTCTTCCTC TCGTTCATAATCCACGGTGA 200

Ad09A20547 Aradu.A09 20547 p6 (TCCTCT)8 48 115444723 115444770 TCTTCTTCACTCACCGTGGA TCAGAAACCATGAAAATCGAAA 187

Ad09A20548 Aradu.A09 20548 p3 (AAG)6 18 115445559 115445576 CCTCCTCATCTTCTGCTGCT CACAATTTCACTGCACCGTC 224

Ad09A20553 Aradu.A09 20553 p3 (GAT)5 15 115454531 115454545 TATGGAAGTTGGGAAGCTGG TCAGCCTCTTGTAATGCCCT 263

Ad09A20554 Aradu.A09 20554 p2 (CT)22 44 115456647 115456690 ACATGCCATATTGGGGAGAA GATGACGTATCCCTTGGTCC 264

Ad09A20555 Aradu.A09 20555 p2 (GA)14 28 115460453 115460480 AGGGATTCGGTTTGAGGATT TCTAAACGGGTCATGTGCTG 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A20556 Aradu.A09 20556 p6 (GGCGGT)5 30 115466830 115466859 TTATGAGAATCGGAATCGCC CAAACGGGTATCGCAAAGAT 155

Ad09A20558 Aradu.A09 20558 p2 (TC)6 12 115475740 115475751 GAAGGGTTATGCAAATGAGGA TGGTAAAACTCCCCGAGACA 260

Ad09A20561 Aradu.A09 20561 p2 (AT)6 12 115477617 115477628 TTTTTGGACCTAGTGTTCTTCCTC GGCCCGTTACAAAAATGCTA 245

Ad09A20562 Aradu.A09 20562 c (A)10gataaaaaaaattattaattgttgattgattgaattatgaagataaaactaaatgtatataaaatattgtttacgaaaaat(A)10101 115478505 115478605 GCAAGAATGTATACCAGGCG CAACAATAAATAAGTCTCACTAGCGT 277

Ad09A20566 Aradu.A09 20566 c (T)11ggttagggtctagattttctttattgggatatgttcacaaattagttacgcaaaaaggcccaattgttagcttattgggcttcaatacatcaccgactc(A)12122 115487788 115487909 AGCCAATTCAAGTTGGTCTCA GTGAATTGGTGGGTGATTCC 262

Ad09A20574 Aradu.A09 20574 p3 (ACT)8 24 115499490 115499513 GCCTCGACTCACAAGAGTCAC TTTGAATTTTCAGCCTTGGG 280

Ad09A20575 Aradu.A09 20575 p2 (TC)10 20 115501702 115501721 GGTGACATAAGGGGCTGAAA CTGTGGATAAGCTCGACACG 274

Ad09A20577 Aradu.A09 20577 c (CA)6tatacaaaaaaataataata(AAT)547 115503786 115503832 CCTAGTTGCCAGCACAAACA GAGGTTCCGTCGGTGTTAGA 268

Ad09A20578 Aradu.A09 20578 p2 (TA)6 12 115504945 115504956 GTGGTTTTGGTGGCTGAGAT TTTGCACACACAACGAACAA 118

Ad09A20579 Aradu.A09 20579 p2 (AC)12 24 115506554 115506577 AATCCCATGTTGGTGCATTT ACCAAGGGTGTGGCAATAAA 179

Ad09A20581 Aradu.A09 20581 p3 (CAT)5 15 115510709 115510723 TTGTGACAACCTTCCCCTTC CGTTGAGGCCTCTGTTTTTC 153

Ad09A20582 Aradu.A09 20582 p3 (TTA)5 15 115511347 115511361 TGGCACTTCATTCGTATCCA GAGAGAACAGCATTCATTTTTCA 136

Ad09A20584 Aradu.A09 20584 p6 (ATTTTG)5 30 115516563 115516592 CAGTGCATGGTTCCGTCTTA ATAACGGGAGCAGTGAATGG 198

Ad09A20588 Aradu.A09 20588 p2 (AG)13 26 115536033 115536058 CGGAGAAGAAGCTTCCATTG CCCAACTCAACCTAATCCGA 261

Ad09A20589 Aradu.A09 20589 p3 (TTA)5 15 115537182 115537196 TATTTGTGGGGAAAACGAGC CACCTGTCAACAACCTTCCC 177

Ad09A20594 Aradu.A09 20594 c (TA)6agaacaaggaaaataaaaaagg(A)1044 115550633 115550676 TTTTGAAGCAGTGGGGACTT CTTTAGCCCAATCAATCCCA 212

Ad09A20595 Aradu.A09 20595 p2 (TG)6 12 115551003 115551014 TCTATTGGACAAAGCAGGGC TGGCAGATTTCCACAACAAA 157

Ad09A20600 Aradu.A09 20600 p3 (TCT)11 33 115559540 115559572 TCATTTTGCTTTGGTTGCAG GAATGGCACTTGTGAAGTCG 160

Ad09A20602 Aradu.A09 20602 p3 (CAA)7 21 115562599 115562619 CTTTTCAGGAGCCATTCAGC GTATTGAATTGCATGCCGTG 185

Ad09A20605 Aradu.A09 20605 p3 (AGG)9 27 115573156 115573182 GTCGAGCCAAACTTGAGGAG CTTACCAGAGGGTGCAGGAA 156

Ad09A20606 Aradu.A09 20606 p2 (AT)6 12 115577122 115577133 CCACAACATGCCAGTTCATC GCAGGCTGTGACTAGTCCTCTT 133

Ad09A20607 Aradu.A09 20607 c (A)10gaaaagaaaagaagaaatggtgcatttccatttccaattaaactcttatattaatttattacaataaaaattattaat(TTA)5103 115583302 115583404 TTCTAAATCGCAAATGTCACAAA GGAGCCGAGTGTGATTGTTT 273

Ad09A20608 Aradu.A09 20608 p3 (ACG)5 15 115583862 115583876 GCTCTCACTTCCTCCACGTC TGGTTCCTCATTTCCGACTC 251

Ad09A20612 Aradu.A09 20612 p2 (TA)6 12 115593554 115593565 GGCACATGGTTTTGTCTGTG GCATGCTAATGCAACGTACC 172

Ad09A20613 Aradu.A09 20613 p2 (TA)7 14 115594039 115594052 CAATGCTTAGTATCATTTAATGCTTGA TTGTAATAAGCTTCTGCCTAATGTT 233

Ad09A20616 Aradu.A09 20616 p2 (AT)7 14 115599335 115599348 GCAAGGTTCCATATTTGTTGG AGATGCCAACTCAGAACGCT 183

Ad09A20619 Aradu.A09 20619 p2 (CG)6 12 115610161 115610172 TAGCCTTGGCCTTGACACTT CTTTGCATAATGTTGCCCCT 232

Ad09A20620 Aradu.A09 20620 c (A)11ctaaaataaaaagcacagttggcaaatgttttcaaaaacagtttttggatttttttaataataataagaactt(A)1195 115617603 115617697 ATCCACCAAAGGCAACACTC GCAACAGAAACCACACCTGA 210

Ad09A20621 Aradu.A09 20621 p3 (CAG)5 15 115618230 115618244 TTGTCACCTTTTGCATTCTGA CTTGGATCCTCTCTGCCAAC 238

Ad09A20622 Aradu.A09 20622 p2 (TA)7 14 115620188 115620201 TCGGTTAGAACTGAGGAACGA GCTGAAGGCATTGAGAAAGC 248

Ad09A20626 Aradu.A09 20626 p2 (AT)8 16 115626240 115626255 CTAGCCGATTGAGAACCACG CAGAGCCCATATCACTCGGT 152

Ad09A20631 Aradu.A09 20631 p4 (AAAT)5 20 115634078 115634097 CGGTTTTGACACGATGAAAG GTTGCTGTTTTGGTTGGGAT 149

Ad09A20635 Aradu.A09 20635 p2 (TA)6 12 115640116 115640127 ACTTCTGGAATCCGCATCTG TGAGTGACTTTGATGACTGATTTT 194

Ad09A20637 Aradu.A09 20637 p3 (ACA)6 18 115647590 115647607 CCATTCCACAACACACTTCG TGTTTGACGTTGAGCTCCTG 243
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Ad09A20639 Aradu.A09 20639 p2 (AC)8 16 115650710 115650725 GAATTGTCGTCGCCAAAAGT TCCAAGGCCAAGTTGATCTC 184

Ad09A20640 Aradu.A09 20640 p3 (GAG)7 21 115662683 115662703 TTGCGCTTCTTAGGATCAGG AGAGGGTCCAGGAGGCTAAA 181

Ad09A20641 Aradu.A09 20641 c (A)10tactaaatacacgtattttatatgtattcatctaaatttatgtctcaagaaacaaataataaatatatactaccgtatctaacaattagtatttctc(AACA)5127 115675812 115675938 TGTTTATGCATTGTGTCTTATGC TAGGCAGCGTTTGTTTAGGC 247

Ad09A20650 Aradu.A09 20650 p2 (AC)6 12 115696397 115696408 TTCCTCTTCTCTTCCTGCCA TTGTGTGGTTGCTTGCTTTC 102

Ad09A20654 Aradu.A09 20654 p3 (TTA)5 15 115710135 115710149 CGTTGTTGGATCCTTCTTATCTG CCCGCACCCAATAACATAAA 253

Ad09A20661 Aradu.A09 20661 p2 (TC)15 30 115735699 115735728 CGGAGAGGAAACCAGAATTG GATCGATGACGTGTCCCTCT 177

Ad09A20663 Aradu.A09 20663 p2 (AG)7 14 115741116 115741129 TTTTTCTCTGTCTGCCATGC GCTCCAAGTTTGGTGTGCTT 197

Ad09A20665 Aradu.A09 20665 p4 (TAAT)5 20 115742856 115742875 AGGAGACCAGCTCAAAAGCA AACGGCAACATGGTACACAA 161

Ad09A20666 Aradu.A09 20666 p3 (ATT)8 24 115743034 115743057 GCAGTGATTCTTTGAACCATACA AACAATCCGTTTTGCACATTT 271

Ad09A20667 Aradu.A09 20667 p3 (TTA)5 15 115744665 115744679 ATTCAGTTGAGGGTTAGCCA CCTTACCCTATCCTACCCGTG 271

Ad09A20674 Aradu.A09 20674 p3 (AAT)5 15 115763810 115763824 TACCCACGTTACGACGTTGA GCCATTATTATGCCCTGCAA 277

Ad09A20676 Aradu.A09 20676 p3 (TCG)5 15 115770551 115770565 TCCTCCCATTCTGCAGTCTT GCTTGTTGTGGAAGAGGAGG 210

Ad09A20677 Aradu.A09 20677 p3 (CGA)7 21 115771869 115771889 TCGAGTTTGGACAACTGACG AGAAGACTGGCCAAGAACGA 267

Ad09A20685 Aradu.A09 20685 p3 (CCT)5 15 115793819 115793833 CTCCCGTGATTGTGACTCCT GGATGAGGGAGTTGAAACGA 276

Ad09A20686 Aradu.A09 20686 p2 (GA)9 18 115795463 115795480 CCCGTCACTTCTTATCCCCT ATGCGAGCGATCTGTTTCTT 259

Ad09A20688 Aradu.A09 20688 p2 (AG)9 18 115798309 115798326 TACTGACCACTCTGCTTGCG ACAACTTGGATGCATTTCCC 269

Ad09A20691 Aradu.A09 20691 c (TC)7(A)13 27 115808626 115808652 TCCTTGCTTGCCAATTTTCT TTTGGGTATTTTGTCCCCTG 249

Ad09A20693 Aradu.A09 20693 p2 (GA)6 12 115816518 115816529 CGGAAACTGTTATTGCCCAT GAGAGGAAACCACCGATTCA 161

Ad09A20694 Aradu.A09 20694 c (TC)7a(CT)6 27 115816691 115816717 TGAATCGGTGGTTTCCTCTC CGCCAATAAGAAGGAGCTTG 247

Ad09A20697 Aradu.A09 20697 p3 (ATA)5 15 115821879 115821893 TGTCGTCGGTAAGGAAACAT ACTCTTGGAACGCGTTTTGT 271

Ad09A20698 Aradu.A09 20698 p3 (TAA)13 39 115825099 115825137 TAATTAATGCGCGTGTGGAA TTCTTTAATTTGCCCATGCC 264

Ad09A20701 Aradu.A09 20701 p3 (AAT)15 45 115837838 115837882 GCTCTTCCGGAGCCTTCTAT TGTGCATGTACTTTTGCTCATTT 242

Ad09A20704 Aradu.A09 20704 p5 (TATTT)5 25 115842276 115842300 AAGTTCCACGTCAGGAAAAA CAAAAATACAATCTCCTAACACTTCAA 275

Ad09A20705 Aradu.A09 20705 p3 (ACC)6 18 115848085 115848102 GCCATGGCCAACTATCTCAT GTGAGTCTTAGGCTTTGCCG 231

Ad09A20710 Aradu.A09 20710 p4 (AAAT)5 20 115869108 115869127 TGGTGCCACAACTCTCAAAA TGCAATGGTTGGATTTGTTT 223

Ad09A20711 Aradu.A09 20711 p3 (CTT)7 21 115869362 115869382 GAATTGTTTTGCTCCACCGT TCGATCTTTGGAACACCCTC 255

Ad09A20712 Aradu.A09 20712 p3 (TAG)5 15 115872903 115872917 TTTCATCTGGCAAAGTGCTG AGCTAGGCATAGCCGCATAA 151

Ad09A20714 Aradu.A09 20714 p3 (CTT)5 15 115874519 115874533 TTTTCCTATTTTCTCCTCCTCAAA GGTGACGACGGTAACGAAAT 149

Ad09A20716 Aradu.A09 20716 c (T)10catacaaaaccgtccctaaagtttaacttagttttaaaatcgtcatttgcaccaaaata(TTC)584 115876027 115876110 GGTCGAATTTTCTTTTTCGTTT TTGGGTATTGTTGTGATGAAGAA 155

Ad09A20717 Aradu.A09 20717 p2 (TC)10 20 115876747 115876766 TGAGATTCAACAGACGGCAG GTATCGTCGTTGCCATTGTG 164

Ad09A20718 Aradu.A09 20718 p3 (CTC)5 15 115879760 115879774 AGGAGGCTAAAGCGAAGTCC CCGAGACAAAGTCGAAGAGG 137

Ad09A20725 Aradu.A09 20725 p2 (TA)7 14 115909527 115909540 TCTCGTGCTGATAACGTGTTG TCAAGGAATATACACACACAGAAGC 257

Ad09A20727 Aradu.A09 20727 p2 (AT)6 12 115914096 115914107 AGCCGGAGGTTCAGAAGAAT ATAAAGGAAGCTAAGGCGGC 130

Ad09A20730 Aradu.A09 20730 p3 (GGA)6 18 115929240 115929257 CGTCAAAGGAAGAGCCAGAC GTCGAGGAAGAATGCTCAGG 248
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Ad09A20733 Aradu.A09 20733 p2 (AT)11 22 115939649 115939670 CAGAAGGCATCTTCTTGGCT GCTCCACGTGCATAGTTTGA 277

Ad09A20734 Aradu.A09 20734 p3 (ATC)5 15 115943446 115943460 TTGAAGTTAGGTAGGCAATGTTT TGGCAAGTTGTTAGTTAACGG 115

Ad09A20736 Aradu.A09 20736 p3 (CTC)5 15 115945980 115945994 TCTCCGACCTTTGTCCAATC TGAGAGGGAGCTGAAGAGGA 275

Ad09A20737 Aradu.A09 20737 p3 (ATA)7 21 115956577 115956597 GGCTGCAACATATGAAAGACAA AAAGATGGGAGCTATTAGTACGTTT 280

Ad09A20738 Aradu.A09 20738 p2 (TA)10 20 115956926 115956945 TATCGAGCATCCAATGCAAA CCTCCCACGGTTTATGAAGA 201

Ad09A20739 Aradu.A09 20739 p2 (TA)7 14 115966161 115966174 TGGTGGAATTAATATTGGAAATGA GGTGCCACACCTTAAAGCAT 280

Ad09A20741 Aradu.A09 20741 c (A)10catcaattcaatttgtgaatatgttatatgattctgctggctgtgatattttgttatgtgaaacaag(T)1087 115972979 115973065 TGATTTCAGTTTCAGTTCTGAGC TCCATCATGCAACTCAATGC 275

Ad09A20743 Aradu.A09 20743 p2 (TA)6 12 115976332 115976343 GGTCGTCATTGCTCCAAGAT CGAGGTGATGAGTGGGACTT 151

Ad09A20750 Aradu.A09 20750 p3 (AAC)17 51 115993844 115993894 CGAGCTATGAAAAAGATTCAACAA CGATGCATCCTACCCTTACG 233

Ad09A20755 Aradu.A09 20755 p2 (AT)12 24 116008250 116008273 TTTTGGAAGCGTGTGAATATG TTGTCATACATTATGCGTGTTTTC 271

Ad09A20756 Aradu.A09 20756 p2 (TA)6 12 116008655 116008666 GAAAACACGCATAATGTATGACAA CAATGAAAATGTAATATGTGGCA 275

Ad09A20760 Aradu.A09 20760 c (A)10taagtatataaaaacttcatgtttgactgctatgac(TTA)664 116017229 116017292 GCCCTCAGTAGCTTCACACC GAAGGTTGTTGAATTGGGGA 172

Ad09A20762 Aradu.A09 20762 p3 (GAA)10 30 116022852 116022881 CAGCAGCAACAGCTTCAGAG GCTACTCAAAACCCCATCCA 157

Ad09A20764 Aradu.A09 20764 p2 (AT)11 22 116024037 116024058 TGGTGACCTAACTCCCCATC CAAGTAACGCACATTACGGC 175

Ad09A20769 Aradu.A09 20769 c (CTC)5ttcttctcctgcttcatacattcacatgg(TA)758 116026704 116026761 TCACCTATACCCTCGTCTCTTCA CACTTCTCGATCAGGTGCTG 280

Ad09A20770 Aradu.A09 20770 p2 (CT)7 14 116027553 116027566 CCAACATGTAGTTACACAATTCCA CCTAGTGCATCCCACGAGTT 214

Ad09A20771 Aradu.A09 20771 p4 (ATTT)5 20 116027932 116027951 CTCGTGGGATGCACTAGGTT TGTGTAACATGCGGACATGA 256

Ad09A20773 Aradu.A09 20773 p3 (TAA)5 15 116028922 116028936 AGAGGAGAAGATCATGTCGCA TGAGATCGTTTTCGATGGGT 148

Ad09A20774 Aradu.A09 20774 p2 (TA)6 12 116029598 116029609 TGCTACTTTCGTACGTCCACA TTCTAGCTCCACTCATGCACA 267

Ad09A20775 Aradu.A09 20775 p3 (AAT)17 51 116029732 116029782 TGCTACTTTCGTACGTCCACA TTCTAGCTCCACTCATGCACA 267

Ad09A20776 Aradu.A09 20776 c (TTA)9(GAA)20 87 116033465 116033551 AATGGACCTGCAAACACACA ATGGCTCTGGAAGTTGCTGT 176

Ad09A20783 Aradu.A09 20783 c (T)10agaaatttattaacgattctt(A)1041 116045181 116045221 GCTTGCATGCTTGGTTCATA TTTGGCAAGATTGAGATGCC 261

Ad09A20784 Aradu.A09 20784 p3 (AAT)12 36 116045431 116045466 TGGTAGATATTTTTGGTTGGAACA TTTTTGGTATCAATTGAGAATGATG 271

Ad09A20785 Aradu.A09 20785 p2 (GT)6 12 116050757 116050768 GCTTGTAACATGAAAGCAATTGAA GCAATCTTCTTCTTTTGTTCGG 181

Ad09A20790 Aradu.A09 20790 p3 (TCT)6 18 116059071 116059088 CCCCTCATCTTCTGCTGTTT GAATGTAAGTTCATCCTCTTCCAAA 219

Ad09A20795 Aradu.A09 20795 p2 (TA)6 12 116070110 116070121 TCCTTTATTTGAGAGGAAGTTAGC TGATATTTGCGTGTGTGTGTG 145

Ad09A20797 Aradu.A09 20797 p2 (AT)8 16 116072417 116072432 CAAGCGAATATGCAAATGACA TTTTATGGTGGAAGCAGCCT 254

Ad09A20800 Aradu.A09 20800 c (AT)7aaatataatgagaaagacacagaagacaaagaagaagaagggggaagggtagagagaaggagctggttgttctga(T)1099 116077024 116077122 GGCGAGAGAAAGCGCTACTA TCCTCTACTCCGGTCCCTTT 187

Ad09A20801 Aradu.A09 20801 p2 (TA)7 14 116079853 116079866 GGTGACTGAGGCCAAGTTGT TAAATGCACATGGGAGCAAG 206

Ad09A20802 Aradu.A09 20802 c (T)11actaaacatacagttttattattat(TA)648 116082871 116082918 AAAGATGGCACATGTTAATCCA GCCTCATCATGCTTGTATCG 268

Ad09A20804 Aradu.A09 20804 p3 (CGC)5 15 116084431 116084445 CTCCCTCTCCTTTCTCCGTC GATGTAAAGGCGGCACAGAT 207

Ad09A20806 Aradu.A09 20806 c (A)15taaaaaaataaaaaggatgaaaatagcgaatagtaacaataatgatttctaataacgaagaccgttccgccaccgcggcccgagctgcag(CTT)7126 116086402 116086527 AAAAGAAGAGGGGAAAACCG CCTTCGACGACATCACAATG 279

Ad09A20807 Aradu.A09 20807 p3 (AAT)12 36 116086739 116086774 GATTCTCTCTTCAGCGGTGG GAAATTTTCAGAATGGCGGA 239

Ad09A20810 Aradu.A09 20810 c (ATA)17annnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnataatttgcag(A)10tggaattagc(A)14137 116091910 116092046 TCGCTAGAAAGAAAATGTTGATGA CAAGAAGGAGAAACACATTTTGG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A20811 Aradu.A09 20811 p3 (CTT)8 24 116092221 116092244 GTGTGTCTGCTTCCCCAAAT TGAGAGCTGCAGATAGCGAA 225

Ad09A20813 Aradu.A09 20813 p6 (TATATC)6 36 116098493 116098528 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 244

Ad09A20816 Aradu.A09 20816 p3 (TAT)5 15 116099800 116099814 ATGCCAAGTTCCCTCATGTT CGAACTTAATGAGTGGAAGAATG 274

Ad09A20817 Aradu.A09 20817 c (T)10c(T)12 23 116103718 116103740 TCATGCAAGAAATTGGGTTTC TCAAGACTTTTCCCGTGTGT 175

Ad09A20819 Aradu.A09 20819 p5 (TATAG)5 25 116104365 116104389 TTTGTTTCCTCCAATGAGCA GATTAGCATAGCTAGGGAGGGA 192

Ad09A20820 Aradu.A09 20820 p3 (AAT)18 54 116110970 116111023 CGGTTCACCTCCAAAATCAC AGCTTAGCTGAGGAGCCATT 280

Ad09A20823 Aradu.A09 20823 p5 (ATAAA)5 25 116122642 116122666 TGTCCTTTCTGACGGCTTTT TTCAATTAAAACAACACAAACCTAGC 138

Ad09A20825 Aradu.A09 20825 p2 (TA)6 12 116127998 116128009 ACGTGACATTGTCGACTTGC CTTTTTGGACACTTACGTGGA 268

Ad09A20830 Aradu.A09 20830 p2 (TC)6 12 116138456 116138467 CATCTTCATCCCTCTCCCTG GCTCAACGTAACAGAGATGGAA 249

Ad09A20832 Aradu.A09 20832 p2 (AT)7 14 116144089 116144102 GACGAAGCAACGGAAGAAGT GTGGAACTTCAGTGTTGCCA 252

Ad09A20834 Aradu.A09 20834 c (TA)8ttatttaatttattttaatatatattttttatcgataattaattttttaaaatattagtaaaaacaaggaaaacgactttcgagaaag(A)10114 116148671 116148784 GGATTACCTCTAGAATTCCTCTAAAA AAAAATTGACTTAGTTGGTTTATGC 275

Ad09A20835 Aradu.A09 20835 p2 (AT)6 12 116153547 116153558 TTCTATTCCCACACCCAAAA TACATGCGCTGTCTCGTTTC 263

Ad09A20838 Aradu.A09 20838 p3 (AGG)9 27 116159659 116159685 ATCTTTTTCGGTTTTGGGCT ATCAGCCGATGACAGCTTCT 227

Ad09A20840 Aradu.A09 20840 p3 (AAG)6 18 116165781 116165798 CAGCCAGGCTTCACATATCA TCGAGTTTGGACAACTGACG 171

Ad09A20841 Aradu.A09 20841 p3 (TTC)12 36 116172059 116172094 GCTTCTTCTCCCCTACGCTT AGAAGGAGAAGGAGGAACGC 153

Ad09A20846 Aradu.A09 20846 p2 (TA)9 18 116188218 116188235 ATGGAAAGGGACTTCTTGGC CCCTGGCAGAAAATGACTTG 103

Ad09A20847 Aradu.A09 20847 p2 (CT)7 14 116188684 116188697 TAATTGAAGTGCCGTGCATC ATATAGGAAGGTGGGGCAGG 151

Ad09A20848 Aradu.A09 20848 c (TC)13(AC)14 54 116189660 116189713 AAACCATGACGGGAACTCAG GGCCATCAGAAAGAAATTTAGC 235

Ad09A20855 Aradu.A09 20855 p2 (AT)11 22 116197143 116197164 CGTAAGTCATTTTCATCCCTCA CATACATAAATTTTGATTTTGAGCA 262

Ad09A20857 Aradu.A09 20857 c (T)13agttttattcctcttaaagaagaattatgagaaaataaaataagaagaggaagatg(A)1079 116198464 116198542 CCTCTTTTTCGCGTGTTTTC TCTTTTGCATCTTTTGCTGC 246

Ad09A20858 Aradu.A09 20858 p3 (GAG)6 18 116199459 116199476 TGGAAGAGGAAAAGGAAGGA TGTCGTCGTCACTACCATGC 102

Ad09A20859 Aradu.A09 20859 p3 (AAG)5 15 116199637 116199651 AAGATGGAGGAGGATGATCG TTTTAAATTCATGCGCGTTTT 240

Ad09A20860 Aradu.A09 20860 p3 (AAG)5 15 116199756 116199770 GAGGAGGATGATCGGAGGAT TTTTAAATTCATGCGCGTTTT 234

Ad09A20862 Aradu.A09 20862 p2 (GA)6 12 116215610 116215621 CGTCATATTTACAATTACCGCC TTTCTGGGTCCGTCACTGTT 207

Ad09A20866 Aradu.A09 20866 p4 (GAAT)5 20 116229782 116229801 TAACAATAATCATGGCCGGG GCATGGATCATAGCCTTCAAA 271

Ad09A20873 Aradu.A09 20873 p2 (TC)8 16 116245302 116245317 TTGGCTCTCACCTTCGTTCT CTGGAATTCAGGGGAGTTGA 226

Ad09A20878 Aradu.A09 20878 c (A)11gaaagagagagaaaggaatgagtaaactgaatgagaagtgaagtgaagtggagttagcaggatttcaatagtcacttttttggtgctttc(T)10111 116256790 116256900 AGGTTACAAAATGGAGGGGG CAAGACCAAAACAAAAACACCA 214

Ad09A20879 Aradu.A09 20879 p2 (TC)12 24 116257388 116257411 TGAGGTAATGGAAATGGCAA GCACGTTTTCCCCTAAACAA 159

Ad09A20881 Aradu.A09 20881 c (A)11gtatcatcagaccaaaattaaaagaattgtagtccccaaaatttgtttatatgtttgaatatacgattgttgttgttttcttaatt(A)10gtaagaacaaaactatctaagcaaagcgacattattaatggaagaaaagaatatcacccttactcccttaatttt(A)11193 116273107 116273299 CCACACGACTTAAAATAACAAAAA GAGAATGGGCATGTATCATGTG 255

Ad09A20882 Aradu.A09 20882 p3 (TCT)5 15 116275598 116275612 TTTTCCACACCCTCTCAACC TACAGCACGTGCCAAAAGAG 191

Ad09A20883 Aradu.A09 20883 p3 (CTT)6 18 116275812 116275829 CCTTCATGGCTCTTCCTCAG TTGTCAAGTGTCTCAACCGC 201

Ad09A20888 Aradu.A09 20888 p3 (ATT)5 15 116295403 116295417 ATCCAGAGGCAGAGAAGCAA CAGCGCCTTTATTCGTCTTT 244

Ad09A20894 Aradu.A09 20894 p3 (TAA)8 24 116307689 116307712 TCGACTCCCATGTCATCAAG CTATTCTCCGCGATCAGCTC 161

Ad09A20898 Aradu.A09 20898 p3 (GGC)5 15 116330152 116330166 GGAGCTTCGTAGTGGAGTGC ACGCCGAAAACCTTTTCTTT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A20899 Aradu.A09 20899 c (TAA)6ataac(TAA)538 116336730 116336767 TTTCTCTCCTTGCACAGCCT GGCTCATGAACTTGCTCACA 216

Ad09A20900 Aradu.A09 20900 p3 (AGA)5 15 116337810 116337824 GAGGATCAACAGGTGCCATT ATAATAAAGCTGGGGAGCCG 117

Ad09A20901 Aradu.A09 20901 c (A)12tttgttgaatacttgaacaggtttcttagtagtttgaaatttgtttggatctgttaaattgttaaa(T)1189 116338091 116338179 TGAAACTGTCCAAAGGAAAGAA TTCTCAGCCCAGAAACAGAT 280

Ad09A20909 Aradu.A09 20909 p2 (CT)9 18 116367847 116367864 AGGAAGCAAAATAAGCGCAA TGTGATGAGCGGATTAGCAG 277

Ad09A20916 Aradu.A09 20916 p2 (TA)7 14 116385396 116385409 TGAATCAAATCTTGAACCGAA TGATCGAAAAATAGTGAATCAAATC 280

Ad09A20929 Aradu.A09 20929 p4 (TTTA)6 24 116432848 116432871 TGGGTTATATTGGGGAATGAA TTCACTCTTCTAATTTCTGTCTCTGT 280

Ad09A20932 Aradu.A09 20932 p3 (TAT)5 15 116440074 116440088 TCAAAACCAGGAGGAGCATC ATCACAAAAATTTGCGGCTC 246

Ad09A20936 Aradu.A09 20936 p2 (AT)7 14 116445710 116445723 GAAAGAAAGGTGCATGAAGGA CATTTCGGAGCTGTGATGGT 276

Ad09A20938 Aradu.A09 20938 p2 (AT)6 12 116446031 116446042 CTGGTCAAAGTCACAGCACG TTTGACGGATAATTGAGTTTCA 255

Ad09A20942 Aradu.A09 20942 p2 (AC)6 12 116467165 116467176 TCGTCAAATGGATAGGCAAA GCGAAGAACTGTCTTTTGGG 270

Ad09A20943 Aradu.A09 20943 p2 (AC)12 24 116475292 116475315 CTAAACTCGACCTGCGAAGC GCGTCTGGAGACCATCCTTA 254

Ad09A20947 Aradu.A09 20947 p3 (ATT)5 15 116491051 116491065 TCAATTAATGCAGTGGACGC ACCAGTAGCACTTGCAGGGT 261

Ad09A20948 Aradu.A09 20948 c (A)10gttagacttcggaatatttttccccatttcattgtttagttggaagatacaagtgtgctatactgatacttttattt(A)1097 116493648 116493744 CCACAAATATGCACTCCCCT CCGAAATTGCAAGTTAACGA 183

Ad09A20951 Aradu.A09 20951 p3 (AAT)14 42 116495617 116495658 CGTTGGAGATACGATGAAAAGA TAAGTTGGTGCAGAACAGCG 219

Ad09A20953 Aradu.A09 20953 c (A)10nnnnnnnnnnnnnnnnnnnnnnaaaaagttgtaaatgttagaaaagcaccaaattttgtttacc(A)1185 116500640 116500724 ATTGTAATGGCTCAATCGGG GCACAATCCTTGTTATTCGCT 265

Ad09A20954 Aradu.A09 20954 p2 (TC)10 20 116502544 116502563 CGTGAGAAGAGGACATTGGG CGATTGTTGCAAAGAACGAA 159

Ad09A20955 Aradu.A09 20955 p2 (TA)6 12 116506462 116506473 GATTTCATCGAATGCTGCAA ACAAACCCAAACCCATCGTA 197

Ad09A20956 Aradu.A09 20956 c (T)11cactagagaggatctacttctctcttaatcttagtttcacaacatactcttcacacacttattagattttttttctccattgcatttgatgggg(T)10115 116507041 116507155 TGAAGGGTTAGATTAGACATTGGA TGTGGGTGTGTTGTGATACCT 199

Ad09A20957 Aradu.A09 20957 c (AGA)5acgaggagaagaacggaaaacgaaataaatctagaaaaaaggagagaagaacg(AGA)583 116516805 116516887 TCGATAGAAAACGAAGCTGGA TAAAACCTAAAACGCGCTCC 238

Ad09A20958 Aradu.A09 20958 p2 (CT)6 12 116520626 116520637 AAAGGGAAAAGAATCAGCCC CCGTTCCACCCAAATTCATA 245

Ad09A20959 Aradu.A09 20959 p2 (CT)7 14 116523253 116523266 GCACCAAGTCAAGTGCAGAA CCAGGTAGAGCAAGAGCCTG 272

Ad09A20963 Aradu.A09 20963 c (ATA)5ac(AAT)6aagcataaaacgcctattccatttccattaacattcacatcataattactactacatctcaaatattacacaatacgcttt(TC)13142 116532168 116532309 GACTCACCACACGAACATCG TGCTACGAATATGTTGAGTGAGA 270

Ad09A20965 Aradu.A09 20965 p2 (TC)6 12 116535580 116535591 CACTGCTGTTTTCTTGACCG CTAGCCAGTAGGCAAGGCAG 241

Ad09A20966 Aradu.A09 20966 p2 (AT)6 12 116536658 116536669 GTTCCATCATTGGCCTCTGT ATCACAAAAACTGGAACCGC 263

Ad09A20968 Aradu.A09 20968 p2 (TC)8 16 116538423 116538438 GAAAGCCTCTTCTTCCAACCT ATTCGCACAACCATATGCAA 271

Ad09A20969 Aradu.A09 20969 p2 (AT)8 16 116544274 116544289 GTCATGGAGGCCACTCAAAT AAATTTTAAGAGGTTTGAGCTTGTT 239

Ad09A20972 Aradu.A09 20972 p3 (AAT)5 15 116570986 116571000 TGATTAGCGTGAGCAACGAG TCACCATGCATTATGGTTATTTT 263

Ad09A20973 Aradu.A09 20973 p3 (CCT)5 15 116571943 116571957 TGCGCATGTTTTTCTGTTTC TCAAACCACACCTTAGCCACT 227

Ad09A20975 Aradu.A09 20975 p3 (GGA)6 18 116573386 116573403 TGGGAGGACAAAATCAAACA CCACAACCGTCGTTTTTCTT 217

Ad09A20981 Aradu.A09 20981 c (A)13cacgaaagaaaaatgaatgtatctgatttttttttatcataatgtatctgatttttgaatggaagaaaataaatgagata(T)10103 116588073 116588175 GGCATTTTTGTCGCCTTTT CTTGGGACATTGGTTGAGGT 234

Ad09A20982 Aradu.A09 20982 c (AT)6(A)10 22 116590331 116590352 TTGGCTCAAAACTCACATGC GGACCACTTGGTTAGGGTGA 158

Ad09A20983 Aradu.A09 20983 p4 (TGAA)7 28 116591433 116591460 TTCTAGGCGAGCAAAGTCGT CCCTAGATGGCTCTTCACCA 158

Ad09A20986 Aradu.A09 20986 c (CTT)5gctgcacgttcttcttcc(TCT)1063 116595376 116595438 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 252

Ad09A20987 Aradu.A09 20987 p3 (GAA)5 15 116596164 116596178 TGGTGCAGTAACATAAAGACCG AGCATGGACATCCACATGAA 194
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Ad09A20988 Aradu.A09 20988 c (A)10c(GAA)5 26 116596293 116596318 CGTGCAGAAACGAAAGAAAAG TCAAACGGTTCCTCTTCGTC 205

Ad09A20990 Aradu.A09 20990 c (AG)6ggggaaaacgaaaaaccctagccgcaaaaaatagagagt(GA)1071 116607248 116607318 AAGGGTCCTGTGTATCGTCG GTTGCTGTGCGTTTCTTTCA 279

Ad09A20991 Aradu.A09 20991 p3 (CAA)6 18 116610835 116610852 TGGAGCTAAATGACCTTGTGAA TGCTTTGTTGAAATTTTGGTG 239

Ad09A20993 Aradu.A09 20993 p3 (AAT)6 18 116612650 116612667 ACTTTGGCCCCATTACAACC TGCCTTTAAAATTGAGATGGGA 279

Ad09A20994 Aradu.A09 20994 p3 (TCT)5 15 116613711 116613725 GCAAGGGAGTGAAGCAACTC GGAGGGACAATAGAGGAGGC 196

Ad09A20995 Aradu.A09 20995 p3 (AGG)5 15 116614472 116614486 AGAAGGAGGAGGAGAAACGC GGCCCAAACCCAATAAAAAT 130

Ad09A20996 Aradu.A09 20996 p2 (CT)6 12 116616695 116616706 AGGGGCATAGGGTGAGACTT AGAGTCTCGTGCTGATAACGTG 171

Ad09A20997 Aradu.A09 20997 p3 (TTC)5 15 116627497 116627511 CTCTGACGGTTTGAAGAGGC TTTGGTGAAAGCAGAGGATG 265

Ad09A20998 Aradu.A09 20998 p2 (AT)14 28 116635620 116635647 TGGAAATATTTATTCAACGTAACCA TGAAACAAAGGAATTTAAGTATACCA 257

Ad09A20999 Aradu.A09 20999 p3 (AAT)13 39 116636395 116636433 TGTTTGATGTCAATTGCATAATTT CACCAAACAAGAAAATGCAAAG 144

Ad09A21003 Aradu.A09 21003 p2 (AT)9 18 116647024 116647041 CTAACCGGCTGCTTTCTTTG GGTGTGAAGCTATTTGGCGT 199

Ad09A21004 Aradu.A09 21004 p3 (TTC)5 15 116647143 116647157 ACGCCAAATAGCTTCACACC TGTTGAAGCCACAAAACGAG 174

Ad09A21007 Aradu.A09 21007 p5 (CTCAT)6 30 116662274 116662303 TTTGGCTTTTTCTGCTTGCT TTGGCTCTTGAAAGAATGATGA 183

Ad09A21011 Aradu.A09 21011 p3 (AAT)5 15 116678743 116678757 TCCATTTCATTATTGCTCTTGC ATCACACCCAGCCTAAGTGC 151

Ad09A21012 Aradu.A09 21012 c (CAT)6caacctctgctaggcagaattgcgaaacaatatagtaaggaataatttttaatttttctacttatattagattttttttc(TA)6110 116679027 116679136 GGGAATGCATCCAACAACTG ACCAAGTGAAATAGAGCAACTAAAG 256

Ad09A21016 Aradu.A09 21016 p2 (AT)6 12 116689013 116689024 TGCACGTTTTGAACAGAAGC CCCTCATGGCAACTTCTCA 269

Ad09A21018 Aradu.A09 21018 p3 (ATA)6 18 116691505 116691522 TTGCAAGAGAGAGCAAGCAA TTTTATTTCCCACCCTTCCC 246

Ad09A21021 Aradu.A09 21021 p2 (AT)6 12 116696506 116696517 CAACTCCTTGTGGCTCCTTC TCAAATCTTTTTCAAACCTTTTCTC 229

Ad09A21023 Aradu.A09 21023 p3 (AAT)5 15 116697690 116697704 GGGAAGCTAATGTTCCCACC AACCCACCATGGTATGATCG 221

Ad09A21026 Aradu.A09 21026 p3 (ATT)5 15 116706499 116706513 AATTGGAGCGTGGAATGAAG GCAGAATGAAGACTAAAAGGGC 275

Ad09A21030 Aradu.A09 21030 c (A)12gatatttgtacatacatagctgacattattgagaaaaaaatgtgagtagaaggtgagaaatgaaggggaacatttttgg(A)10101 116714748 116714848 GGTGTGGGAACACCAAACTT TGTTCCACCAAAATCCCATT 214

Ad09A21031 Aradu.A09 21031 c (A)10gagaaagagagtg(T)1134 116726391 116726424 ACCTTAACGTGTAGGCCGAA TTCCCCTTCTTCTTCTTCCC 196

Ad09A21032 Aradu.A09 21032 p3 (ATT)5 15 116727071 116727085 TGTGTTCATTAGTTTTCATTTTATTGT GATTCTCTCCTCCCTCCCAC 266

Ad09A21036 Aradu.A09 21036 c (A)10ttgtaac(A)12 29 116737805 116737833 GCTTTTGAACCCTCATTGGA CTTTGCCTTGACCCCATTAC 194

Ad09A21039 Aradu.A09 21039 p3 (ATT)5 15 116746527 116746541 TGGTGTTTTTCGCGATATGA ACCCACCATGGTATGGTCAC 210

Ad09A21044 Aradu.A09 21044 c (CTT)5attcgcgttttcatcttcatcgtggttctttttattgttgttattgttgctgcatatttttcctcatcctctttctattgattttacaacattatata(T)11124 116761953 116762076 CCACATTCTTCCTCTTCCTCC TGCTTCTTCTTCCTCATCTTCTT 269

Ad09A21046 Aradu.A09 21046 p3 (TTG)6 18 116764131 116764148 ACACATGCGCGTTTCAATAA TTTGGTTCATTTCTGGATTCAA 273

Ad09A21051 Aradu.A09 21051 p3 (TAG)5 15 116772642 116772656 GTGGTGCAGGGATGAGAAAT GTCGGTGGGGTTTTATGATG 243

Ad09A21053 Aradu.A09 21053 p2 (TA)7 14 116776134 116776147 CAATTTGATCCACATTCACTCC TTGCTAACCTTCAATTTGGATTT 279

Ad09A21054 Aradu.A09 21054 p2 (AT)14 28 116777351 116777378 CCTTGACGTGTCAGAGGAAA TTAGATGAGGGACGGTTTCG 224

Ad09A21055 Aradu.A09 21055 c (A)10gaaaaaattattactcaataaaac(A)1044 116777571 116777614 CGAAACCGTCCCTCATCTAA GTGGTGCTGGTAGTGGTGGT 190

Ad09A21057 Aradu.A09 21057 c (ATT)5atgacatttttaatgtatatttattgtatttaattaatattttatattttaattgaataataatgataagaa(T)1097 116794143 116794239 TGGCATAAGAGATTAAGAAATAAAGAG TTGAAAATCAACCAATCATCTTTT 279

Ad09A21059 Aradu.A09 21059 p3 (ATA)14 42 116798004 116798045 GCGTTTAATGCCAGGATTGT TTGAAAAAGGATTTGAGAAGAGG 216

Ad09A21060 Aradu.A09 21060 p3 (ATA)22 66 116798713 116798778 CTCTCGTGACTCCGTTTTCC TTACAAATTCGGGGGCATAA 212
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Ad09A21061 Aradu.A09 21061 p3 (TAA)5 15 116804204 116804218 CCTAATACGGATGCCACGTT CTACAACCGGTGCAATTATCA 244

Ad09A21062 Aradu.A09 21062 c (TAA)15(TAT)9 72 116804401 116804472 AAATTTTATGATATTAATAACGCGCA GCCCATACCATGTCATATTTTTC 280

Ad09A21063 Aradu.A09 21063 p3 (TAT)6 18 116805458 116805475 TGCTCTTGCCTTTTGGTTTT CATGAAGCAAGAAAAAGCAGTG 122

Ad09A21064 Aradu.A09 21064 p3 (ATT)13 39 116806283 116806321 TGCTGATTTGATGTACAATTATAAAAA TTTTATTAGTGGCAAATTGTTACG 277

Ad09A21066 Aradu.A09 21066 c (CTT)7gctacacgttcttcttactctttctgttcttcttcttcatttacgtgtttttctctctg(T)1191 116808168 116808258 CGGTCTTAGGTGCCATCAAT TTAACCCCTCTCCCTCCACT 236

Ad09A21067 Aradu.A09 21067 c (AAG)5(AGA)10cgaagaggaagaggaagag(GAA)785 116809113 116809197 AGGAAGAAGAACGTGCAACAA CGCGCACTAACTCATTTTGA 259

Ad09A21069 Aradu.A09 21069 p2 (TC)20 40 116814789 116814828 TCCTTGTATACCAATCTGCCAA CAGACGGAGAGGAGAACGAC 122

Ad09A21072 Aradu.A09 21072 p3 (TTC)5 15 116818683 116818697 ACGATGCTGATTTTGAACCC TGCAGTGAATTATGCGGCTA 117

Ad09A21073 Aradu.A09 21073 p4 (AAAT)6 24 116821221 116821244 CTAAGAAAGCCGTGACCAGC TTTTTGTTTGTTCCTTAACTTTTTCA 275

Ad09A21077 Aradu.A09 21077 p3 (TTC)5 15 116829024 116829038 TGCACCAATAAATCCAGCAA CTTGTTCTGGTTGCTGCTCA 156

Ad09A21085 Aradu.A09 21085 c (T)10cttttttcctttcttcctttacctgttacttgctctctgtagctctaagaac(T)10ccttcatgctctctgtagctctaagaacttttttttcttccttcctttacctgttacctgctctctgtagctctgagaac(T)10162 116849459 116849620 TTCCTTCCTTCCTTTACCTGC TGAGAGAGCGAAGGAACTACAA 275

Ad09A21086 Aradu.A09 21086 c (T)10ataaactgtaataattttttttaaatatgacaggactaatgctaaactggttctttgcccctgttagcccatgtaagattgtaaaaaggaaaaat(A)12117 116851861 116851977 TTCATAGAATTAAGTAGCACGGGA TGCATGAAGTTAAAATGCAGAAA 230

Ad09A21089 Aradu.A09 21089 p3 (CAT)5 15 116859890 116859904 TACCCCCTTGCTCATCTTTG AAATCAATTGGGATGCCCT 248

Ad09A21090 Aradu.A09 21090 p2 (TA)12 24 116861742 116861765 ACCGTTATTGACACGCATGA TGATTGACATCAAAACGGACA 240

Ad09A21093 Aradu.A09 21093 p2 (CT)8 16 116867354 116867369 CATGTGGAAAAGGTGGCTCT TCAGGAACATTGGTTCAGGT 280

Ad09A21097 Aradu.A09 21097 p3 (GGT)5 15 116894504 116894518 AAAATAATGCGGAAAAGGCA TGTTGCCCTAGTTCGTTCACT 232

Ad09A21098 Aradu.A09 21098 c* (T)14agttatttgtttaattctatttcatgttttttttc(T)11actttctttctc(CT)7(T)10*95 116895162 116895256 GGCTGGATAACTGAATGTTGC CGACCCAATTTTAAGTACGCC 270

Ad09A21099 Aradu.A09 21099 c* (TGGAGC)6(GCT)5*49 116902745 116902793 AAGGAAGCATTCGCGTCTTA CGGCACAATCACCTACAGTG 250

Ad09A21100 Aradu.A09 21100 p3 (TAT)5 15 116904301 116904315 ATACCCCACCGACCATACAA CCTTAGCTTCTTCAGGCTTTGA 262

Ad09A21102 Aradu.A09 21102 p2 (TC)6 12 116910066 116910077 GGTGGCATATCGAATGGAAA GAAAGATGCTCACGCATCAA 247

Ad09A21108 Aradu.A09 21108 p3 (TTA)16 48 116927334 116927381 TGGTTAGTGAGGTTTCAAGCAA GCACCGACCTTTAGAGTCCA 190

Ad09A21111 Aradu.A09 21111 p3 (TTG)6 18 116934135 116934152 CCATCGCAATCCTTCTTCTC AAGCAGAAACAACCAAAAGCA 227

Ad09A21115 Aradu.A09 21115 p2 (GA)9 18 116943216 116943233 TTGGGAGTAGCGTGTCACTG CGTTTCATCACTCATCCCCT 257

Ad09A21116 Aradu.A09 21116 p3 (TTA)5 15 116954890 116954904 TGCTTTTCTCACGTTGAATGA ATCTGCTGTTTCCCTCGGTA 279

Ad09A21121 Aradu.A09 21121 p3 (CTT)5 15 116990141 116990155 AATGTAGCCGTTGAATTGGG GGTTGGCGAAATTGTGAGTT 187

Ad09A21124 Aradu.A09 21124 p2 (AT)7 14 117003176 117003189 AATGAATATGTCATGGTAATCATTTG CGGACTAAAAATTAATCTGGACC 219

Ad09A21129 Aradu.A09 21129 p3 (TAA)11 33 117008590 117008622 TTTCCAGAGGAACAAGTGGG TCTTTGAGGACCAAAATGGG 273

Ad09A21130 Aradu.A09 21130 p3 (TAA)10 30 117009876 117009905 GGACCATTTTGTCCCCTCTT TGCAAACATTTTGGCACTGT 202

Ad09A21131 Aradu.A09 21131 p3 (GAA)6 18 117029997 117030014 AGTCGGTGTTGGAGGAAATG ACCACCGACCAACTCTCTTG 235

Ad09A21134 Aradu.A09 21134 p5 (ATATG)5 25 117034720 117034744 GGAATCACGGTTGGGTAGTG GAGGACCATTTCTGCCTCAA 168

Ad09A21136 Aradu.A09 21136 p2 (TA)6 12 117035591 117035602 ACCACCTTTGACTTGCTTGC TGAAGTCGATTGCACCTGAG 204

Ad09A21140 Aradu.A09 21140 p3 (TTA)5 15 117039411 117039425 AAATGCAGGGTCATGTGGTT CCTAAGGACCCGTTCCAAAC 259

Ad09A21141 Aradu.A09 21141 c (A)10gatgacagccggtcccatcctgtactgcctcgcaattttggcgaactttttaaatttggcggattcaaaatcttgtatcattcccc(T)10106 117043081 117043186 TGAAGCTTAGGGTCAGGGAA AATCCGTTATGTCAAACCGC 267

Ad09A21142 Aradu.A09 21142 c (GTA)5gaagtgctgtagctacatccagaatcc(ATA)557 117045420 117045476 GAGTGACCTTCCATTATTCCG TTGTTGGTTTTTGGATGGAA 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A21145 Aradu.A09 21145 p2 (TC)7 14 117059039 117059052 AGGGAAGTGGCTCGTATCCT GCCAGGAAAAGCAAGACAAG 226

Ad09A21147 Aradu.A09 21147 p4 (AATA)5 20 117062510 117062529 CAGTTTGTGTAGTCGGCAGG TGTGTGGGACGTTTTATTGA 253

Ad09A21150 Aradu.A09 21150 p3 (AAT)5 15 117070889 117070903 TACGTGGCGAGGTTGATGTA ACAGCTTGTGGTGGGTTAGG 116

Ad09A21151 Aradu.A09 21151 p3 (CCA)5 15 117072584 117072598 ACCCAGTGTACCACTCTCCG GGTGAGGGTGAGGGTAGTGA 180

Ad09A21152 Aradu.A09 21152 p3 (CCA)5 15 117073036 117073050 ACCCGGTTTACCACTCTCCT TAGTGGTAAGGAGGGGGAGG 139

Ad09A21155 Aradu.A09 21155 p2 (TA)7 14 117079858 117079871 TGGACGCAAATTGATTACGA TCGATTTCATTAAACAAAAGTGACA 274

Ad09A21161 Aradu.A09 21161 c (A)10cattagcaggatatcatttttttttggttagcaggatatcgttgatcacc(A)1070 117114941 117115010 GTCTTGCTTGTGGATTGGGT CCAATAATGGCTTAAACGGC 173

Ad09A21164 Aradu.A09 21164 c (TTC)6(TTA)11 51 117126605 117126655 GGAACTGAGGCCAATCTTCA TTTCATTAGGTGTGTGGATGG 248

Ad09A21165 Aradu.A09 21165 p3 (TTA)10 30 117126851 117126880 CCATCCACACACCTAATGAAA TTGACACATTGCATTCGACA 243

Ad09A21167 Aradu.A09 21167 p2 (AT)11 22 117132347 117132368 TTTTTAACGGGAGAAGAAGAAATG TGAATGCTCTATGCTCCATCA 259

Ad09A21168 Aradu.A09 21168 c (T)10aaaatagagaaactcgaactcgcaatttttatgtgaatataaaaaactatgctgtttgagatatagttagttgacaagtgaaaatttc(TAT)7119 117134636 117134754 TCCCATCTCTAAGGAGGAAACA AGCTGACCACTCGACCAACT 202

Ad09A21174 Aradu.A09 21174 c (A)10caattttaagagatataatttttcaataaattatcttttcaataaattacaactctaaaaaaaacaatttttttaatattatttttc(AT)6109 117159031 117159139 TTTCTTTTCTGTGTATGGTGAGTGA CTCGAAGAACACAATGTGGAA 258

Ad09A21178 Aradu.A09 21178 p2 (AT)9 18 117180048 117180065 GTCTGTTGGGTTTTGAGGGA ATTGGACTTATAGTTAAAAACATTGGT 220

Ad09A21180 Aradu.A09 21180 p3 (GCT)6 18 117188170 117188187 GGCTCGGCCTTAACTTCTTT GTGAAAAGGAGGGGGAAGAG 157

Ad09A21181 Aradu.A09 21181 p3 (TCC)5 15 117189659 117189673 CCGTAGGCTTCTTCCTACCC ATCCGATTCTAAATTCCCCG 157

Ad09A21187 Aradu.A09 21187 p3 (ATA)15 45 117209319 117209363 CATAGTTATGGTGATATGTAAATGCAA GCCTTAATCACTTGTATGCGAA 248

Ad09A21188 Aradu.A09 21188 p3 (CTT)6 18 117209509 117209526 TTGTAATGGGGCCAAGGTAA GGGATAAAATTACCCCAATGC 244

Ad09A21189 Aradu.A09 21189 c (A)10ca(AAG)5 27 117209984 117210010 ATGCAAGCAACCCGTTAAAA TTCTTCTTCCTTCTTTCTCACTTTC 278

Ad09A21192 Aradu.A09 21192 c (CTA)6(TTA)20 78 117212456 117212533 CACCACCATGCATCTCTCTG GAAGCATCCTTCATTCATCTCTT 201

Ad09A21194 Aradu.A09 21194 c (TA)6ctgcaaatgttgttaattacaagttccaatcatttaaattgaaatttctttgcatgtattgataaatg(A)1090 117215743 117215832 TGAAGGATCCACTTCAAAAACT TGGGAGAAACTAACAAGGTGG 241

Ad09A21203 Aradu.A09 21203 c (A)10tgtaaagctaagaagaaagcccattatttattctcactattaattattaggatagataagaaaacaagtcttcagatcccaccaaaaaaacatt(A)11115 117231679 117231793 AAAGTGACTGAAGATTCCACTGC TGATGAAAGCTCTGTTTCTCTCTC 225

Ad09A21206 Aradu.A09 21206 p3 (CCA)6 18 117233336 117233353 TGGCAAAACTTACCGCTTCT GTTTGTTGGTTGTGGTGGTG 223

Ad09A21207 Aradu.A09 21207 c (GTT)5gcccctctctctcacaaaggtagtgatgtatgcgcttcaattctcctcttcattggtgtcagtactaagaaaagaaatgagatgaatgaaact(TCA)10138 117235664 117235801 TAAACCCTTGAAAGGGGAGG GTGAGGGCAGAAAAGGTTGA 271

Ad09A21213 Aradu.A09 21213 p3 (CCA)6 18 117244214 117244231 ACCGAGAGGCATATGGTGAC CAAAACTGATGGTGTGACGG 244

Ad09A21214 Aradu.A09 21214 p6 (TATTTA)5 30 117244976 117245005 AGGATGAGGGTGGTGATGAG TTTCACTTGTGGCCGTACCT 262

Ad09A21215 Aradu.A09 21215 c (A)11cactactgtcggaattaacctttgtatgaagttatcctgtataagttccttgtcac(A)1279 117249279 117249357 TATGCACATCAACCACCACC TTTGGGGTGCTCTGTCTTCT 221

Ad09A21216 Aradu.A09 21216 p2 (TA)7 14 117250000 117250013 CATGGACCAAATCAATGTGC TAGCATCCCCATGGATGGAT 120

Ad09A21217 Aradu.A09 21217 p3 (ATA)7 21 117250874 117250894 TGTTCAATGAGCTGCTACGC CTCCACTCAACCCCTTCAAA 247

Ad09A21219 Aradu.A09 21219 p2 (AT)8 16 117252498 117252513 CACACATGAACGTGGCTACA GTTGTGGTCCTGATGAAGCA 265

Ad09A21220 Aradu.A09 21220 p2 (TA)6 12 117252677 117252688 GCTTCATCAGGACCACAACA TCAATAAAAGGCTAGAAGCCCA 265

Ad09A21221 Aradu.A09 21221 p3 (AAT)5 15 117254982 117254996 TGGGAAGGGAAACTACAACG AATAATGGCCGAGTCACTGC 138

Ad09A21225 Aradu.A09 21225 p3 (TAA)7 21 117263011 117263031 TGCCATTGTGCCTTTTATCA TGATTGGATGGAATCATGGA 165

Ad09A21226 Aradu.A09 21226 c (TCA)5tcctcctcttcttcttcatgatcatat(TC)654 117263235 117263288 TTGTCGCAATCTCATAACGG AATGCATGCCATGAAGATGA 163

Ad09A21227 Aradu.A09 21227 p3 (GTG)6 18 117264426 117264443 GACAGTTGTGGTGGTGGTTG TCGAAGTGGAAAATCCGAAG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A21228 Aradu.A09 21228 p3 (TGA)5 15 117264856 117264870 CCGGACCGTACGAAATTAGA TGTGTCAGTTGCGGAATTTG 150

Ad09A21239 Aradu.A09 21239 c (TTA)5ttg(TTA)6 36 117291565 117291600 AACCGTCGATTTGGGTAACA GGGTCACGATCAAAGGATTT 170

Ad09A21241 Aradu.A09 21241 p3 (ATT)5 15 117295447 117295461 TGAGGTTGGTTCACGTTTGA ACTGTAGTGTTCGGCAAGCA 226

Ad09A21244 Aradu.A09 21244 p2 (TA)10 20 117302371 117302390 GCACACAAATGGTTGTGAGAG ATATGGTCCCTTCCAAAGCC 249

Ad09A21245 Aradu.A09 21245 p3 (ATG)5 15 117302601 117302615 TAGGACCCATCCCACATGAT GCCCTGCATGTTAACTAGGG 192

Ad09A21247 Aradu.A09 21247 c (A)10cgtatctttgtattaatatacaaatatttgtcacgag(T)1158 117304403 117304460 TCTTATTCGGAGCCCACAAC TTTTGTCCCGTTTGGTTTGT 261

Ad09A21250 Aradu.A09 21250 p2 (GA)12 24 117321848 117321871 TCCAGAGTCAGCCTCTTCGT GTCCGGAAGTTTCCCAAATC 261

Ad09A21252 Aradu.A09 21252 p2 (TA)7 14 117334092 117334105 CTGCTCTGCTCCTATCCGTT TCGGAGCGGGTTTTTAGTAG 266

Ad09A21257 Aradu.A09 21257 p3 (AAT)18 54 117346716 117346769 GCGATCATTCGAAACCCTAA TTTCCGATTTAATTGGCGAG 279

Ad09A21258 Aradu.A09 21258 p2 (GA)19 38 117347065 117347102 GTTGGGTGCATATCCGATTC TGATTCAGGCAGTCAGCAAC 250

Ad09A21259 Aradu.A09 21259 p3 (TAT)6 18 117349038 117349055 TGAACTGCTCAAAGCTCATCA TTTGCTCCAGTCACAACTGC 160

Ad09A21260 Aradu.A09 21260 c (TCT)7(CTT)25 96 117350801 117350896 CGTAAACCTCTTTCGCGTTC CGATGAAGCTAATTGCGTTG 215

Ad09A21262 Aradu.A09 21262 p3 (CAT)5 15 117366359 117366373 ACAGCATCTACCGTCCCATC AGGAGCAGGTTTGGGTTCTT 246

Ad09A21266 Aradu.A09 21266 p2 (AT)6 12 117377720 117377731 TGAATCAATTCAACCAAAAGAAA CCCAATTGTTCTTGTTTGGC 190

Ad09A21267 Aradu.A09 21267 p2 (GA)13 26 117378361 117378386 AACAGAGAGGCGAGCAAAAA ACTTCTCTCTGTCGGCCAAA 223

Ad09A21268 Aradu.A09 21268 p2 (CT)12 24 117378930 117378953 CACTGGTGATGTCATTGCCT AAGAACATGATGTGCGTTGC 257

Ad09A21272 Aradu.A09 21272 p2 (GA)13 26 117389865 117389890 TGGCAAGGCTTTTTGTCTTC GCCTTGGATCCTTCTTACCC 266

Ad09A21273 Aradu.A09 21273 p2 (CT)12 24 117390433 117390456 TTCTACCCCATCGCATCTTC AAGAAATCCTCACACCACGG 264

Ad09A21276 Aradu.A09 21276 p2 (AT)8 16 117392821 117392836 CCACTCTTTTTAGCGGTTCG TGCACAAAACTTTAAATAACAACAAA 201

Ad09A21277 Aradu.A09 21277 p2 (TA)7 14 117395412 117395425 GTTAACGGAGGAGATTGGCA TGCAACAAAATAATTGCCTTGA 224

Ad09A21278 Aradu.A09 21278 c (TC)13tggctcttgctcg(CTCA)663 117403163 117403225 CCCAATGATGCACAATTCAA TCCATAGCCAGTGGTGTTCA 242

Ad09A21279 Aradu.A09 21279 c (TC)16acttgataactctgtgaactgcgatctttcataa(TTAT)586 117403828 117403913 GGACAGACAATCTCCTGGCT GCACCATCCGGAAGAAATAA 160

Ad09A21280 Aradu.A09 21280 c (TC)25ttttaaatatatataaacatacacactcccact(TGG)7104 117406571 117406674 GCCCAATGATGAAAGGAAAA TCATCAAAAGCCTTCCAACA 244

Ad09A21281 Aradu.A09 21281 p2 (TC)18 36 117407332 117407367 GCCCAATGATGAAAGGAAAA ACAGCTTTTGCAGCTGGTTT 199

Ad09A21282 Aradu.A09 21282 p2 (TG)7 14 117407791 117407804 GCATATGCAATTGACACCAAA CTAGTGTTTTGGACCGGAGC 263

Ad09A21283 Aradu.A09 21283 c (TGC)8tagtactactactaca(TTC)8tatagcagttattgttgttgttgaaatcttcttct(TCC)6117 117408291 117408407 CCTTTTCATCCCTTCTGCCT CTGCCTCCACCATCTTTTTC 241

Ad09A21284 Aradu.A09 21284 p3 (ATG)6 18 117408783 117408800 TGCATACACACACACGCACT TCATCAAAACCCTTCCACAA 111

Ad09A21285 Aradu.A09 21285 c (ATC)12atgactatcttctaccctt(TC)8acacacaca(CT)896 117409895 117409990 ACCGGATGTATCTCCACTGC TGAACTCAGAGATGCCCTCA 249

Ad09A21286 Aradu.A09 21286 c (TAA)7(TTA)5 36 117410404 117410439 TTGGTGTCTTGCATGTTTTTC TTGACTAAATCAAACCAAAATTTCA 260

Ad09A21287 Aradu.A09 21287 p2 (CT)20 40 117410799 117410838 TCATCACTTGCCTTCCATCA CCAGTGGTGTGCATCAAAAG 141

Ad09A21288 Aradu.A09 21288 p2 (AT)7 14 117411289 117411302 TGAGGTCTTTTGACGCTCAT ACACGTGAACAGCGAAACAG 216

Ad09A21289 Aradu.A09 21289 p3 (TTC)5 15 117412238 117412252 TTTGATGTGCCCAGTGATGT TGCCAATCCATAAAAGCCTC 276

Ad09A21295 Aradu.A09 21295 p3 (CGA)5 15 117424209 117424223 GATGATAGGGCAGACGAGGA CGACACCATTCTCCTCCAAT 278

Ad09A21300 Aradu.A09 21300 p3 (AAT)13 39 117429945 117429983 TATGGGATAAAACCACCCCA AATGGGGCTAACGTAAGGGT 235
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Ad09A21301 Aradu.A09 21301 c (A)11gagaaaacaaataaaatcaaattgaaattgtcatttctagtgaaaatataaataattttggtaaagtagctaag(A)1196 117431400 117431495 TTTGCTGGTTACATGTTGGC AAAGTAAAACATGTGGGCCG 273

Ad09A21304 Aradu.A09 21304 p2 (AT)7 14 117433262 117433275 CAAGGGAAGTGGGAGAACAA CCAGCACACAGAGACCTCTTC 209

Ad09A21306 Aradu.A09 21306 p2 (GA)6 12 117434741 117434752 GGTGCCATTGCTTTTGTTTT CTTTTTGCTCCTGCCTTTTG 277

Ad09A21307 Aradu.A09 21307 p3 (TAA)21 63 117440430 117440492 AATTCACCGTCCGAAACAAC GGCGAGCCAATATCCATCTA 250

Ad09A21308 Aradu.A09 21308 p2 (TA)9 18 117442428 117442445 CTGGCTGCTGAGCTTAATCC GAGGGGAGCTCACTAGCCTT 249

Ad09A21311 Aradu.A09 21311 p3 (AAT)6 18 117447300 117447317 TGATCTGCAGTCATTGCTCC CTTGAAAGTTTCCCTCGTGC 202

Ad09A21315 Aradu.A09 21315 c (A)10ctcttctagttgttttagagta(T)10(A)1052 117453154 117453205 GGTTTTGTGTAACCCATCCG CGATGAGGTGAGGTGAGGTT 206

Ad09A21316 Aradu.A09 21316 p2 (TC)26 52 117454870 117454921 TGCATGTATGAGGAAATGGG CGTTAGCAACAAATCCCTCC 275

Ad09A21317 Aradu.A09 21317 p3 (TTA)19 57 117459560 117459616 TTATCTCTTTCCTTTAATTCTTTTCAA GTTGGGCTGAATTTGTGGGT 280

Ad09A21319 Aradu.A09 21319 p2 (AT)6 12 117469815 117469826 CTGCACAGTAACGTGGCAAT CGTTCAACGCATCTCAGAAA 266

Ad09A21323 Aradu.A09 21323 p2 (AG)6 12 117476551 117476562 GTGTCAGCGTGTCCAATCTT ATAAGACACGGGAACACGCA 230

Ad09A21324 Aradu.A09 21324 p3 (ATT)7 21 117478151 117478171 TTCATTTTCTTTTTCTTGCATCA TGCCAAAGTGTGCATGTAGC 269

Ad09A21325 Aradu.A09 21325 c (A)12(CA)8 28 117479095 117479122 ATGCTTCCTGCAACCATTTT GATTTCCTACGACCCACTGC 279

Ad09A21328 Aradu.A09 21328 p2 (AT)7 14 117491196 117491209 TGGCTTTTAAGGAAGGCTGA CCATGCAACAATCAAGAGGT 255

Ad09A21329 Aradu.A09 21329 p3 (ATA)6 18 117492037 117492054 CATGCAGAGACAAAGGACGA CCGAAGCCAAAATCTTCAAA 121

Ad09A21336 Aradu.A09 21336 p3 (TTA)15 45 117504583 117504627 TCCGATCAATATGCGAATCA TGGTACGCTAATCAAACATGGA 216

Ad09A21338 Aradu.A09 21338 p2 (AT)6 12 117507394 117507405 ACCCCTCTCTGACCCCTCTA TCTGGAATTTGGCTTGTGAA 245

Ad09A21339 Aradu.A09 21339 p2 (TC)18 36 117509058 117509093 AACTCTAATGGCCGAACCCT TAAAATGTTTGCTCGTCCCC 189

Ad09A21341 Aradu.A09 21341 p2 (CT)7 14 117523585 117523598 TCCCTAAGGAAAGATTGGGA TTGCTTCCAATCTGAAGTCATTT 165

Ad09A21342 Aradu.A09 21342 p2 (CT)15 30 117525298 117525327 CGAAATCCAACCTGGAAAAA CATGCTCTCCACTAGCACCA 278

Ad09A21344 Aradu.A09 21344 c (TC)10actccacgctcaggtaact(TC)651 117529653 117529703 GAGCCCAATGGTGCTATGTT GCTCCTCCCACCTTTGATCT 253

Ad09A21345 Aradu.A09 21345 p4 (TTTC)8 32 117530081 117530112 TGAAAATGCCTCTATGTCTCCA TGGCCCAGGAAACTAAAATG 196

Ad09A21346 Aradu.A09 21346 c (TC)7ttga(T)10 28 117532474 117532501 TAGACCACGCAAAAGCCTCT TGAAGGTCAAGATGAACACGA 260

Ad09A21353 Aradu.A09 21353 c (AAT)14aaactaatagtattaa(T)1371 117540035 117540105 ACCCATTGAAGCTGTTGGTC GACTTATAACCAACGGCGGA 194

Ad09A21354 Aradu.A09 21354 p2 (AT)6 12 117541551 117541562 CGTGAAGGAACAGAAAAGGC TGGGTCTCATAACCAACCACT 278

Ad09A21356 Aradu.A09 21356 p2 (TA)7 14 117542014 117542027 TTTCCAAAATCTGTTCTTGGTG TCAACCTAGGTAATTCGAAAATGA 218

Ad09A21360 Aradu.A09 21360 p2 (AT)6 12 117545978 117545989 CAATGTGTTACCATTTGGTTTAGTTT AATGGGTCGGTCCATTAACA 150

Ad09A21361 Aradu.A09 21361 c (T)11atacatatccttttaaaatgagtggattatattctcatcagatcaagtagtagagtaatgttc(T)1084 117547191 117547274 AATGGGTGCAGGGATGTAAA CCCTCGAGCAAAAGAAGAAA 228

Ad09A21362 Aradu.A09 21362 p2 (AT)6 12 117550067 117550078 TACATGTGGTGGCAATGCTT TGCCTTTTGGTTTTAATGGC 261

Ad09A21363 Aradu.A09 21363 p2 (AG)8 16 117550829 117550844 GGAACCCTAACCGTAGCTCA TGGTGGAATGCTCCCTTTAG 167

Ad09A21364 Aradu.A09 21364 p2 (AG)8 16 117553437 117553452 GCCAGGAGCTTAATGTTTGC TTTGAATTTTGGTTGCTTTAGGA 187

Ad09A21365 Aradu.A09 21365 p2 (AT)10 20 117554059 117554078 CTCAAATGAATTGGTGCCCT GCGATTTTGGGTGACAAGTT 176

Ad09A21366 Aradu.A09 21366 p2 (AT)8 16 117556483 117556498 AAGCTCGAAGGCAATTCTCA TCCAACACTTCCAAACACCA 268

Ad09A21367 Aradu.A09 21367 c (GA)7tctggggaagcagagaagaagaccgcgccggcgcgctgggcctcaccgccgccgtcgcgtcgttgtcgaaccgtg(GA)8105 117563893 117563997 CAGCCCAACTTTCTGGTCAT AGGTAGGAGACAACCCACCA 253
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Ad09A21368 Aradu.A09 21368 c (CT)8g(AC)10 37 117566294 117566330 CCCTCACGAGCTTCTTCATC TCACCGTCAGGGTACACAAA 265

Ad09A21371 Aradu.A09 21371 c (A)10gtatatcctacatcaaaattttaatatttttactaactgtt(A)1061 117581532 117581592 AATGTTGGGGACAAAAACGA TGTCTCTTAGTTTCTTTGCCTTTG 263

Ad09A21372 Aradu.A09 21372 c (AT)6ac(ACAT)6 38 117582354 117582391 CAGGGAAAGAAAGAGCGATG GTCAGGCTTCACATGCTTCA 250

Ad09A21374 Aradu.A09 21374 p2 (AT)6 12 117584957 117584968 ATGGTGCCGATTGGTTTCTA CTGGCTCAACAAATAATGGG 280

Ad09A21375 Aradu.A09 21375 p2 (TA)9 18 117585403 117585420 TTCGTCGACGCATAGTGAAG CTCGCACATTGTTTATCCCA 262

Ad09A21376 Aradu.A09 21376 p2 (AC)6 12 117586898 117586909 ATGGCAACAATTGAGAAGGG ACGCATGAAACATCATTGGA 222

Ad09A21378 Aradu.A09 21378 p3 (TTA)5 15 117599181 117599195 TTGCAATTCGAAAATGTTACTCA AAAAATTTTGATAAACAAGGCAGG 250

Ad09A21380 Aradu.A09 21380 p3 (AGG)9 27 117610492 117610518 AATCACAATGGGCTGAGAGG GCAGATATGGCCAGGAAGAA 168

Ad09A21383 Aradu.A09 21383 p3 (TAA)9 27 117625081 117625107 CAAGAAGCACCAAAATTAACGA TTTAGCCAAACTGTGCATCG 237

Ad09A21384 Aradu.A09 21384 p3 (AGA)7 21 117625379 117625399 TGCCATCCACACCAGAATAA CATTGCACAAGGCAGTTGAA 190

Ad09A21385 Aradu.A09 21385 p3 (TCT)6 18 117627604 117627621 TATTGTCTCCCAGCTCCCTG CTTCCTCTTGGAAGATCCCC 271

Ad09A21388 Aradu.A09 21388 c* (A)15(AC)7* 28 117637435 117637462 GACCCACCTTCTCATGCAAT CCTGAAGAATAAAGCGACCG 275

Ad09A21389 Aradu.A09 21389 p2 (AG)19 38 117638423 117638460 CGAAGTGTTGGATTCAGGGT CTCAAGAAAACCGCCATCTC 165

Ad09A21391 Aradu.A09 21391 p2 (TA)6 12 117647618 117647629 TTGAAAATTTGAAAAAGTGTTGAAT ATGGTGGGGAGGAGGTAAAT 222

Ad09A21392 Aradu.A09 21392 p2 (TC)7 14 117647840 117647853 CCGAGATTGGAAAGCAAAAG TGTCGTGGACAAAGAAGGTG 270

Ad09A21393 Aradu.A09 21393 p2 (AT)6 12 117651894 117651905 TTCTTTTTCGTTTTCCCCAA CACCATGCATGAATTTTTCG 182

Ad09A21394 Aradu.A09 21394 p3 (AAT)8 24 117655229 117655252 CGCATATTTTCACCTTTCAATG GATGGGGAGCAATGGTAACT 280

Ad09A21396 Aradu.A09 21396 p4 (ATTT)6 24 117665985 117666008 AAATCAATCCACTCCAAACCA AACTAACAATGACATAACAAGTCTCAA 264

Ad09A21397 Aradu.A09 21397 p3 (TGA)5 15 117670070 117670084 GGGAAACCTTTTGGGAACAT TGTGCATTGTTTTCATTGGG 195

Ad09A21398 Aradu.A09 21398 p3 (CTT)6 18 117670259 117670276 GGACCTTCAAGTGTCTTGGC GCCTTCTCCTTCTTCCCATT 194

Ad09A21400 Aradu.A09 21400 p2 (AT)7 14 117680562 117680575 CTTGTGTGGACAAGGTGTGG GGTTAAGCCTCGTTGACAAAA 277

Ad09A21401 Aradu.A09 21401 p3 (ATC)5 15 117685191 117685205 GCCTCAAAGGCTCAAATTCA GCGAGTTTTTGCATTGAACA 239

Ad09A21402 Aradu.A09 21402 p3 (TTC)5 15 117688419 117688433 TTGAACGAATGTAAGTTCATCCT TCTTCTTTTCCATCCTCCTCA 228

Ad09A21403 Aradu.A09 21403 p3 (AAG)5 15 117688545 117688559 TTGAACGAATGTAAGTTCATCCT TCTTCTTTTCCATCCTCCTCA 228

Ad09A21404 Aradu.A09 21404 p3 (ATG)5 15 117689497 117689511 CCAAGTAATTTTGTACCATTTTGTG TCATCCTCATCTTCTGCTGC 189

Ad09A21405 Aradu.A09 21405 p4 (AATA)5 20 117690187 117690206 GCGCGTTTTGATTGAAAAAT GGTAGTCAAATTTCGGGGGT 245

Ad09A21411 Aradu.A09 21411 p3 (AAC)8 24 117708024 117708047 AATGCCAAATCCATCCTTCA GTTCGGTGTGAAAACGGTCT 214

Ad09A21413 Aradu.A09 21413 p3 (AAT)18 54 117715439 117715492 CCCCTACCTAATCCACTTCAAA TGGGAAGCATCATATTGCAG 268

Ad09A21414 Aradu.A09 21414 c (A)10cg(A)10 22 117717012 117717033 AACGCAGCCAAACAAGTACA CCGGTTAAATTTTAGGGGGA 271

Ad09A21415 Aradu.A09 21415 c (A)11gggaagttttctttgttttttccccctaaaatttaaccggaataaaattttatggaag(A)10ttctggnnnnnac(AG)21134 117717195 117717328 TTGCTGATTTGGAAGGGTTC ATTGCCACGTATGCACTCAA 241

Ad09A21416 Aradu.A09 21416 c (ATGT)5gtactctctcatgcaccatcgtcatctcatatcatatcacatgacattgtttcaagtgttattatcg(CTA)9114 117717434 117717547 ATTGAGTGCATACGTGGCAA CAACATATGGTGTTACACATGAAGAA 223

Ad09A21419 Aradu.A09 21419 p2 (AT)7 14 117725392 117725405 AAGAAGTTCAGTCCAGCCCA GGGTTGATTCAGGGATTCTG 280

Ad09A21421 Aradu.A09 21421 c (T)10gttgtctatgatagtggagtcgctgggtacgtttgcggttttccgaaaatttttttgcagaag(A)10ggtgaaatttttttagtaggattcggtgggtccgatttg(TA)11144 117726419 117726562 CCTGGGTGCTCCTGTGTATT TCCGACCTCTCTCCAAAAGA 232

Ad09A21427 Aradu.A09 21427 c (T)10aaatacaaatataatgttgaagaagaattgcatagaaaaatatgacaaataaaatagagtgttgtga(T)1087 117736038 117736124 GATGAAGATGACAACGACAATGA TCATCATCCTAACGTGTTATTTTCT 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A21434 Aradu.A09 21434 p2 (TA)6 12 117773722 117773733 TCCTGGCCTAAGCGACTAAA CCACCGGATACATAAATGCC 226

Ad09A21435 Aradu.A09 21435 p3 (AAT)5 15 117773933 117773947 CTTGTGGATCACAGGATCAGA CAAGGAACAACTTGGAGTCCT 231

Ad09A21436 Aradu.A09 21436 c (CTT)9gtcatcatccctcacggttgtcgattnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntcctgc(T)14105 117774091 117774195 CCACACCATAAGGCTCAAAA TGCATTGCATGATAGGTTGC 235

Ad09A21438 Aradu.A09 21438 c (T)10ctttc(T)12 27 117776387 117776413 TGAATGCTTGACCCAAAAGA TCAATCAATCAGGGAAGGAA 156

Ad09A21440 Aradu.A09 21440 c (T)10agttgagttctataaaattaaaccaattactactaaaagggacttaattg(A)1373 117778837 117778909 TCTATTGGTCCTTATAGTTTTGTGAAA TCTTTTTAATTGGATCCATGCAC 232

Ad09A21441 Aradu.A09 21441 p2 (TA)8 16 117779032 117779047 AGCATGACTTCTCAGCTGGC TCAATTGGATTCGAGAAGCA 193

Ad09A21444 Aradu.A09 21444 p3 (TAT)6 18 117782795 117782812 TGAGTTGAAAAGATTTTAAGAAGGAA TTTCGAAAACAAGGAGCATT 265

Ad09A21445 Aradu.A09 21445 c (T)10cctcttcttagtatcttatca(T)1041 117783367 117783407 ACGCAAAACAAAACACACCA CCCCTCCCTTTTTGTTTCAT 219

Ad09A21446 Aradu.A09 21446 p2 (TA)7 14 117785437 117785450 TTGAAGGTTCATTTCCCTGG GAAATCACTTTAAAAATGGATAATCA 269

Ad09A21448 Aradu.A09 21448 p3 (ATT)6 18 117788181 117788198 TCAAGGGAGATGGCTATTCG GGATCGGGTCGAATAATGTG 276

Ad09A21451 Aradu.A09 21451 p3 (TAT)8 24 117792005 117792028 CCAAAATAACATGACATTCAAAACA GTGAATGCCAAAGTAAACCG 132

Ad09A21460 Aradu.A09 21460 p3 (ATG)5 15 117808014 117808028 TTGAACAATGGCCTCAATCA CTCATTTTTAGGGCACCACC 264

Ad09A21461 Aradu.A09 21461 p2 (TA)11 22 117808446 117808467 ACTACTTGCAACCCCACGTC TGTTGATAATGTAGCGGAATTGA 269

Ad09A21462 Aradu.A09 21462 p3 (TTA)7 21 117808954 117808974 TTCCTTTTTCAGGCCACAAG TGTTTTGGATGTGGTCAACAA 209

Ad09A21463 Aradu.A09 21463 p2 (TA)11 22 117809559 117809580 AGGCCATGAAAATAAATGCG CGGTGCTCGTTGCATAGTT 248

Ad09A21464 Aradu.A09 21464 p2 (TA)6 12 117809839 117809850 TCTTTTCCTCCCCAAATCCT TGAGAACACCAAGTAAAAGGGAA 253

Ad09A21465 Aradu.A09 21465 p2 (GA)6 12 117811714 117811725 AAGCAAAGTGCTAGGTGGGA CCCTGCTTCTGCGTAACTCT 230

Ad09A21466 Aradu.A09 21466 p2 (CT)6 12 117811927 117811938 AAGGCATATGACAGCGTGAA TGTGGAGCAGATGAAAGAGC 234

Ad09A21467 Aradu.A09 21467 c (A)10gac(A)10 23 117813757 117813779 GATGGATGGACTTCATTGGG GTTTAGCCGCTTAGACCACG 258

Ad09A21468 Aradu.A09 21468 c (ATA)8g(TAA)7 46 117814713 117814758 TCGAGTTTGGACAACTGACG GGAAGCCCCTATCCAAAAGA 245

Ad09A21472 Aradu.A09 21472 p4 (TAAT)5 20 117821993 117822012 AGGCTCAAATCTCACATGCTT TTTTAAATGTGGGGAGGTCG 276

Ad09A21473 Aradu.A09 21473 p4 (AAAG)5 20 117822173 117822192 AAAAGGAACCTTGAACCTGGA TCCCCAGTGATTTCTGAAGC 232

Ad09A21476 Aradu.A09 21476 p2 (AT)9 18 117827067 117827084 TGGACCATTACCATAGTTAAAGCA TAACAATCCGAGGTTGGAGC 244

Ad09A21477 Aradu.A09 21477 p3 (TCT)5 15 117830193 117830207 GAGATCTCAGCGGCTTCATC AATCATCCAAAATCAGGAAAAA 150

Ad09A21481 Aradu.A09 21481 c (T)10gttaataaacaagatttctttcggac(A)1248 117842308 117842355 CATCACACATGATAAGGAGAGCA CCTTATATGCATGCACCAAGAA 266

Ad09A21482 Aradu.A09 21482 p3 (TAA)8 24 117847106 117847129 GAATTTGGAAAGGGCATGAG CCACCGTCATTATTGCATTG 150

Ad09A21483 Aradu.A09 21483 p2 (AG)8 16 117849438 117849453 GACATCTTCGTCCTCTTCGC CATTAGCCTAACTGCCCCAA 231

Ad09A21486 Aradu.A09 21486 p2 (AT)6 12 117863873 117863884 CCCCTCCTTTCCAAACCTTA TAATTGCATTCGGTGGCATA 173

Ad09A21487 Aradu.A09 21487 p3 (TAT)21 63 117867145 117867207 TGTTAGTTGTGGGTGATGCAA CCGAAGGGAGATTTGTTGAG 274

Ad09A21489 Aradu.A09 21489 p2 (TA)6 12 117868614 117868625 CGTGTTAGGTACCAGACAAATGA TTCATTTCAATCAAGTCATCCAA 242

Ad09A21491 Aradu.A09 21491 c (A)11ctaaaaaagtagtacaaactacaaacaaacaaagcaaatattacaaat(A)1069 117875624 117875692 GGGTTTAGCATATGACCCCA TTTCCAATCATATCCTTTCAATCA 247

Ad09A21495 Aradu.A09 21495 p3 (ACC)6 18 117881410 117881427 AGCAAAATGCAAGAAAGGGA TCGAGTTTGGACAACTGACG 265

Ad09A21496 Aradu.A09 21496 p3 (AGA)5 15 117881558 117881572 CACCACCACCATAAAGCTGA TGGAGCCATGTGAAAGTTTG 186

Ad09A21500 Aradu.A09 21500 p2 (TA)6 12 117906826 117906837 TTTGATGTGGTGGCAATACC TTGGCTTTTTCTGCTTGCTT 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A21503 Aradu.A09 21503 p3 (TTC)6 18 117908481 117908498 TGGGAATTTGGACACCTACTC CCAAGCTTCAACCCAACCTA 270

Ad09A21506 Aradu.A09 21506 p2 (AT)9 18 117911619 117911636 ATGATAGGTCACGGCGAATC ATAAATCGCGCATATCTCGG 102

Ad09A21508 Aradu.A09 21508 p2 (AG)6 12 117920962 117920973 CTGCCATCCACCTGAAAAAT TCACCGATGGTTCTCCTTTC 203

Ad09A21512 Aradu.A09 21512 p2 (TA)9 18 117928759 117928776 CAGATGGAAGAGAGGGTTCG TTTCTTATCTTTTTCAAAACCACC 250

Ad09A21514 Aradu.A09 21514 p2 (CA)6 12 117930749 117930760 GATAAACCACAAAATCGGGG CATCCATCATAAACCCCACC 263

Ad09A21516 Aradu.A09 21516 c (TA)6aagagaaggaaatctccattgaagatatttgctaattattaccgtgtataattagtg(TA)681 117935615 117935695 TGAAGATATTTGCTAATTATTACCGTG AATTAGTAGCCCTTAGGTATGAGAAA 225

Ad09A21523 Aradu.A09 21523 p2 (TG)6 12 117960974 117960985 ACCGACTTCCAGGGGTTAGT AGCTCAAAAATCATGTTCCAAA 251

Ad09A21524 Aradu.A09 21524 c (A)12(T)11 23 117963084 117963106 GTCACAACAACAACGATGCC GTGTCCTCGTGTGTCCAGTG 275

Ad09A21528 Aradu.A09 21528 p2 (CT)6 12 117970113 117970124 TGAAAATGCCTCTATGTCTCCA CGCGTGGCTTACTTTTTCTC 134

Ad09A21529 Aradu.A09 21529 p3 (AAG)7 21 117970313 117970333 GCACCTTCTTTGCTTCATGG TTTAACCAATTGGGGTGGTG 280

Ad09A21530 Aradu.A09 21530 p2 (CT)8 16 117970498 117970513 TCCTCCGATCTCCTCTCTCA CACACATAACCTGCATTGCC 278

Ad09A21533 Aradu.A09 21533 p3 (TTA)6 18 117977168 117977185 GTCCCATGTGCATTGCTTTA TCCCAAGTTGAATCCTTGGT 275

Ad09A21534 Aradu.A09 21534 p2 (TA)7 14 117980905 117980918 TGGCATAATTTTTATCTGATTGTAGC TCTTGCCTTTATTTTCCAAACC 265

Ad09A21535 Aradu.A09 21535 c (TCA)14ccatcatc(T)1060 117984062 117984121 CCTCCTCATCTTCTGCTGCT TTGCAACATTATGTGTTTCTTCTTC 208

Ad09A21537 Aradu.A09 21537 p3 (TAA)8 24 117987081 117987104 ATCTTATGATATTAATAACGTGCATTG CGCTTAATGAAAATTGAGCGAT 266

Ad09A21538 Aradu.A09 21538 c (ATA)16attttgaattaatataattgatatagttctaattctcattcgtatgtaataattttggtatattattttcacaattttaatcagtat(ATA)5150 117987761 117987910 CTCAAAAAGGACACCAAGGC TGCCAGGGATTGTTCAGATT 263

Ad09A21539 Aradu.A09 21539 c (TCA)8tcttcttctttttc(T)1048 117989418 117989465 CTTGTCCCCAGCATTTTGTT TAAAATCATGGCCTAAGCGG 265

Ad09A21546 Aradu.A09 21546 p3 (ACA)5 15 118002476 118002490 CCTCCAATCAAGCATCCATT AATCATTGATGCATTTGCCA 215

Ad09A21550 Aradu.A09 21550 p3 (TCT)5 15 118012799 118012813 ATGCATACAACCATGAGCCA TACCTGAGATTGAGCAGGGG 271

Ad09A21554 Aradu.A09 21554 p3 (GAA)5 15 118027705 118027719 CAAGCTTCTGCCATGTTCAA CATCCCTCATCAAAACCCAC 116

Ad09A21557 Aradu.A09 21557 p2 (TC)14 28 118031039 118031066 ATCCAAAACGACGCAGTCTC GCCCTCATTTATCAGTTCGC 248

Ad09A21559 Aradu.A09 21559 p2 (TA)13 26 118038984 118039009 ACAACGTTAGATCGGTTGCC TTGTCTGTTAAGGTTGGGGG 237

Ad09A21563 Aradu.A09 21563 p2 (CT)6 12 118046927 118046938 GCTCACCAGAGCAAATCTCC TTGGAAAAAGGAGCTGCAAT 277

Ad09A21565 Aradu.A09 21565 p2 (AG)6 12 118047436 118047447 GATGGTGCTCTTGCAGTTGA CTTTTCTCTCCCTCCCCAAC 237

Ad09A21566 Aradu.A09 21566 p4 (AAAG)5 20 118048951 118048970 AAAGCGTTAATATTCAAATAAGAAATG GATGAGTCGTGCTATTTTGTTTC 219

Ad09A21567 Aradu.A09 21567 c (AAT)6aaaatgttaaatatgaaataataaatttacctgtagagaaataatactcttctatgaaaatttttgtaaagaacagtgagagagaag(A)10115 118049134 118049248 CGAAATAGAAACAAAATAGCACGA TATTTATTTGCACGTCCCCC 190

Ad09A21568 Aradu.A09 21568 p2 (TA)8 16 118050550 118050565 TCGAGTTTGGACAACTGACG AAGCCTCGGTCCAAAAGAAT 254

Ad09A21570 Aradu.A09 21570 p2 (AT)6 12 118055015 118055026 TTGAACCTGTGATTGAAGTTGT TTTTGACCCAGTTTTCAGCC 212

Ad09A21571 Aradu.A09 21571 p2 (TC)22 44 118057303 118057346 ACGCTATCGCGTGACTCTCT GTGCTAGGTGGGAGACAACC 262

Ad09A21572 Aradu.A09 21572 p2 (TC)6 12 118057815 118057826 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 136

Ad09A21575 Aradu.A09 21575 p2 (TA)7 14 118063800 118063813 CGGATGTTGAAATTTGTGAGG TGCTTAACTTACGTTCTTAGGACA 259

Ad09A21582 Aradu.A09 21582 p3 (CAT)5 15 118078854 118078868 TTCTCTTCCACACACCCTCA GAAGAAAGATCGGGGAGGAG 210

Ad09A21583 Aradu.A09 21583 p3 (CAA)5 15 118081060 118081074 CCAGGTTGGCCATTGATAGT TCGTTTGATTCATGTAGCCG 158

Ad09A21584 Aradu.A09 21584 p3 (ATT)7 21 118087914 118087934 GTTTTCTTCAGGGTAGCCCC TTCAACTGGGGTTGGAGTTC 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A21586 Aradu.A09 21586 p2 (AT)6 12 118093657 118093668 CATTCATGTATCAGTAAAATGCAGC TTCAGTGAGGGGTTTTGACC 173

Ad09A21588 Aradu.A09 21588 p2 (TA)12 24 118100302 118100325 GCAGTTAATGCTATTGTTGTTTCAA ATTGTTCTGTTTGGGCTTGT 264

Ad09A21589 Aradu.A09 21589 p4 (TATT)5 20 118102730 118102749 TACGTACATTGGGGCTCACA ACTCGGACGGAGACTCTCAA 279

Ad09A21590 Aradu.A09 21590 p3 (ATT)5 15 118103254 118103268 TCGCAACTTATTTTGAGCCTG TGATGATCTTAGAGTGGAAACTTGA 247

Ad09A21592 Aradu.A09 21592 p3 (ATT)5 15 118105959 118105973 GCATATGTGTCCTCATCATCATC CCAGCTGCTACTTTTGACTTTG 237

Ad09A21594 Aradu.A09 21594 p2 (TA)6 12 118112284 118112295 TTTTTGTTGTTTTCAGCAGCA GTGGCACACCAGGAACAAG 272

Ad09A21596 Aradu.A09 21596 p2 (GA)10 20 118112825 118112844 TTATAGGGTAATGTTTGGGTCATT ATGGAACCTCCTTGGTTTCT 279

Ad09A21603 Aradu.A09 21603 c (T)11gttgtatcaaaaaattaaataaaaagtaaaataattttatttgtatttaattttaatc(TAT)687 118124189 118124275 AAAAATCTTTTGTAGTTTTGCAATGA CCCTATCTTATTATGCATGTTCTTGA 277

Ad09A21604 Aradu.A09 21604 p2 (AT)6 12 118125350 118125361 ACAATTTGTGGACGGGAAAG ACCTTGTTGGTGCCATTAGC 219

Ad09A21605 Aradu.A09 21605 p2 (TA)6 12 118128874 118128885 CCCCCAACTAATTAATCTTATACTTTT CACAATCATCTTTTTAATCAAGCA 280

Ad09A21606 Aradu.A09 21606 p3 (TAA)5 15 118139332 118139346 AGTTTGTTGCGCCTTTCACT CTAGATTGAGTTGTGCCCCC 268

Ad09A21609 Aradu.A09 21609 p3 (TTA)7 21 118143980 118144000 AAACCCTGGTTGAACAAGCTA TCCGATTCTCTAAAATTTGTTCG 280

Ad09A21610 Aradu.A09 21610 p2 (TA)6 12 118144176 118144187 CCCTTCAATTTTGGCCATT TCACGCAACACATACAACCA 228

Ad09A21611 Aradu.A09 21611 p4 (ATTT)5 20 118146511 118146530 TGTTAAGTGCACATTCAAAAGGA GAGGAGAAGAAAGAGGATGAAAAA 229

Ad09A21616 Aradu.A09 21616 c (TGG)5c(GGA)6 34 118148829 118148862 GGCTCCTTGCATGTGAGATT AGCAACAGCGAGAACAACCT 165

Ad09A21618 Aradu.A09 21618 p2 (TG)6 12 118158457 118158468 TTGACGTCGAGGATTCTGTG CTGTCATCTTGACCCCCTGT 273

Ad09A21620 Aradu.A09 21620 p2 (AT)10 20 118166311 118166330 TGGCTAATAATTCGTGTTCTGC AATTATTGGGCGGCAAGTCT 237

Ad09A21625 Aradu.A09 21625 c (A)10gaatcacaggattataacataac(A)1043 118175622 118175664 AAATAGAATAAGATGAGAGAGGGAAAA TTGATTTTCAAATTTGTTTCAACT 274

Ad09A21629 Aradu.A09 21629 p4 (TTAT)5 20 118187738 118187757 CGAATAGAAAACATGGTCGAGA GCCCCGTAAACAACATTTTC 244

Ad09A21639 Aradu.A09 21639 c (T)12cgggtttctcctccttcgatccttcttcttttcctccttcttctttgcatttttcagccttcttctttagattc(CTT)5101 118223531 118223631 AAACAGTTTTTGCATTCCGC AACAATTATGAGAAGGGAACACG 173

Ad09A21642 Aradu.A09 21642 p3 (TTA)6 18 118229532 118229549 CGGATTATAGGCCTGAAGCA CTCCAAAGCTCCTTCCACAG 144

Ad09A21643 Aradu.A09 21643 p3 (TCT)5 15 118230052 118230066 TTTCAAGCTGAGGATGGACC AAGGGCATTCCCTCTCAAAC 218

Ad09A21645 Aradu.A09 21645 c (TA)10(TG)10 40 118231356 118231395 GGGTTCCTTCTCTGTTTTCG ATCCCCAGTTTGGTCGTTTT 267

Ad09A21646 Aradu.A09 21646 p2 (TA)6 12 118231546 118231557 AAAACGACCAAACTGGGGAT TGGAGGTGGTCCAAAAGCTA 266

Ad09A21647 Aradu.A09 21647 p2 (GA)18 36 118236154 118236189 TCCAAAATACACATTCTCATGGAC TCTCAGAGACACGGTGATGC 199

Ad09A21650 Aradu.A09 21650 p2 (AT)6 12 118247343 118247354 CAAGAATATCTATCAGTATTCAGTGGA CCCGGTACTCATCAGGATTC 218

Ad09A21652 Aradu.A09 21652 p4 (AACA)5 20 118248134 118248153 TCTTCGGGAGAGTATGGATGA GGTGATGAAAGGTCGTGGTC 264

Ad09A21657 Aradu.A09 21657 p2 (TA)7 14 118260875 118260888 CATGATGAATTGGTGGGATG TGTGAATTGTGACTGGTGCAT 221

Ad09A21658 Aradu.A09 21658 p2 (AT)7 14 118263166 118263179 TCAAAACAGAAAAAGCCTTTCA TGCCGAGGTCTACATTAAGC 116

Ad09A21661 Aradu.A09 21661 p3 (TAT)8 24 118265671 118265694 TCCAACCATGCATATTTATCACTC TGCAACTTGTCATATCAATAGGC 274

Ad09A21662 Aradu.A09 21662 p2 (TA)7 14 118266287 118266300 TTTGTTGTAGTACCTCATCATGATATT ATATGAGAAATTTTGGCACAGTAA 245

Ad09A21667 Aradu.A09 21667 p3 (TCC)7 21 118276059 118276079 CCCACGATAAATCCAACGAC ATGCGATTTGCTACGAGACC 271

Ad09A21668 Aradu.A09 21668 p3 (TTA)6 18 118280320 118280337 AGCAATTTGCATGGAGAATAAT AAATATTTTCTTTCCCTTTCAATCTT 280

Ad09A21669 Aradu.A09 21669 p2 (AG)8 16 118280532 118280547 CAAGAGGGAGAACAAAGAACAA GGCACACCATTGGCTACTTC 219
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Ad09A21676 Aradu.A09 21676 p2 (AT)6 12 118297659 118297670 TTCAAATGACATTCCCACCTT TGCTTTTTGTTGCTAGCTAGATG 253

Ad09A21677 Aradu.A09 21677 p2 (CT)9 18 118298601 118298618 CCCCATTAATTGAACCCCTT AGTTGAGGGGAAGGTGTGTG 276

Ad09A21678 Aradu.A09 21678 c (T)10aattttaaaatctcaaaagatc(T)1042 118300490 118300531 GGCTGAGGGTGAGAGAAACA CTTCTGCACAACACTTCCCA 241

Ad09A21681 Aradu.A09 21681 p2 (GA)9 18 118304305 118304322 CAAACCCGTTTCAGAGACGTA AGCCGGAGAAGAAGAAGAGG 179

Ad09A21682 Aradu.A09 21682 p3 (CAC)5 15 118304482 118304496 CATCACCATCTCCATCATGC GCTCCCACTAGATCGGTGAA 168

Ad09A21683 Aradu.A09 21683 p3 (CAA)8 24 118305747 118305770 AACCGGGGTTCAGTGACTCT TGTTGTTCCACCTCCATCAA 233

Ad09A21684 Aradu.A09 21684 p2 (GT)8 16 118305993 118306008 AAATGGTTGATGGAGGTGGA AAGTGGTTCTCCCACACGTC 266

Ad09A21686 Aradu.A09 21686 p3 (ATG)5 15 118311088 118311102 CGTGTTCCTCGCCTCCTCTA TCTGCATCACCCCACTCATA 279

Ad09A21687 Aradu.A09 21687 c (A)11cactcttgcatcaaaattaattttataattt(A)1759 118319836 118319894 AGGCATATGGCTTGAACCTT ACCAAAGCAAAACCACGTTC 169

Ad09A21688 Aradu.A09 21688 p3 (AGG)6 18 118327854 118327871 AACGTGGGAGTATTTGGCAG TCCCTCTTTTGTCAACCCAC 263

Ad09A21694 Aradu.A09 21694 p3 (AAT)7 21 118333240 118333260 GCAGCATTGAAGCTGAGTGA GCTTCGTGCACGCAATATAA 278

Ad09A21698 Aradu.A09 21698 p3 (ATT)6 18 118343417 118343434 AAACGAATAAATTTGTCATTTGAGC CATTGGAAATCAATAGGAGTTGA 258

Ad09A21701 Aradu.A09 21701 p3 (CTT)6 18 118345708 118345725 ACCTTGTTTCCATGGCTCTG TTGCATGTTGTCCTTCTCCT 167

Ad09A21702 Aradu.A09 21702 p3 (TTA)5 15 118345848 118345862 AGGAGAAGGACAACATGCAA GAACTGAAACACATCATCTTTTTGT 226

Ad09A21703 Aradu.A09 21703 p3 (ATA)5 15 118346759 118346773 GCCAAACAAGGCATAAGGAA CCAAAACTTCCTCGATCACC 248

Ad09A21707 Aradu.A09 21707 c (TTAA)7aagggttttagtttaattttctttagg(A)1065 118360687 118360751 CCAACCAATTGATCCATCCT GGGAAGCATTGGTGTCTTGT 264

Ad09A21708 Aradu.A09 21708 p2 (TA)8 16 118365242 118365257 GTTTGTCACAGCATGTTGCC ATTGTGATTTTGTTGGGGGA 148

Ad09A21711 Aradu.A09 21711 p2 (TC)6 12 118368431 118368442 TTTCTATAATTTGTACGATGGCG GGACATTCATTCCAAGGTTCA 247

Ad09A21712 Aradu.A09 21712 p2 (AT)7 14 118369049 118369062 TTAAAATGAAAGGTTCATGAAAAA GCTTGTAATTGTACGGGGGA 263

Ad09A21713 Aradu.A09 21713 p3 (TAT)8 24 118369938 118369961 GCTCAAAAACCATGTTCCAAA ACCGATCTCCATGGGTAACA 270

Ad09A21714 Aradu.A09 21714 p2 (TA)6 12 118371056 118371067 GCTTTAGGTGGGTGCATGTT TTTCGGTTCTTGCATTGTTG 169

Ad09A21716 Aradu.A09 21716 p3 (TCT)5 15 118377094 118377108 GTCCACCGTCTCGACGTATT CATTCAAAACCAAATAGAAGGAGG 132

Ad09A21723 Aradu.A09 21723 p4 (TATT)5 20 118383310 118383329 TCATGAACACCCCTAACTAGAATG CGCTTTGCATTAAACACCAA 174

Ad09A21729 Aradu.A09 21729 p3 (AAT)5 15 118395860 118395874 TGAGCAATGAGCATGATAGGA TTTCCAAAGTCGTACCGAGC 210

Ad09A21734 Aradu.A09 21734 c (TGA)6ttttctgagttctgagttc(TGA)552 118408566 118408617 CGTTTCTGCTCCTCCTCCTC ATCTGCATCACACCAACCAA 267

Ad09A21735 Aradu.A09 21735 p3 (TGG)5 15 118408837 118408851 TTGGTTGGTGTGATGCAGAT CGAAACCGTCCCTCATCTAA 230

Ad09A21739 Aradu.A09 21739 p3 (TAA)5 15 118428199 118428213 GCAACAAAAGGTGCTGAAAA GAAAATGTCCGCGGAATAAA 264

Ad09A21745 Aradu.A09 21745 p3 (TTA)5 15 118442715 118442729 TGATATACGTGAATCGGGTAACA ATGCCTCTGTTTTTCCTCCA 234

Ad09A21749 Aradu.A09 21749 c (T)12ataaaag(AT)937 118453651 118453687 TTAGGATGCAGTTAATTTGGAGTT TGTCAGGCATCACTCCCATA 224

Ad09A21751 Aradu.A09 21751 p2 (TA)10 20 118457816 118457835 TCCATTGTCACACAATTTTGAA CCCTCAAACCAAGGATGAAA 264

Ad09A21752 Aradu.A09 21752 c (T)10caagtaacttcttttgccaattgaattttctgaattgaaaattcttttattcgattggctttcgagttcgtc(T)1193 118463676 118463768 TTGGGATTAGTCACGTTCCC AAGACGAACTCGAAAGCCAA 277

Ad09A21753 Aradu.A09 21753 p3 (ATA)6 18 118465121 118465138 AAAAATGGTGGGCGAAGATT TGGTTTAATTTCGTCTCTCCTCA 256

Ad09A21756 Aradu.A09 21756 p2 (AT)6 12 118475190 118475201 AATGTTGCATCAATCATCACA GTCCACCATGGAGCTGAAGT 174

Ad09A21763 Aradu.A09 21763 p4 (AAAT)5 20 118488770 118488789 AGGTGAATGGCATCGCTAAA CAAGTGAAAAGAAAAGGCTATATTGTT 280
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Ad09A21767 Aradu.A09 21767 p2 (AT)6 12 118496593 118496604 ATTAGCACGTGCGTCACAAG CATGTCCCAATTCATGACCA 227

Ad09A21768 Aradu.A09 21768 p3 (TGT)6 18 118496754 118496771 TGAATTGGGACATGTTTGGA TTCGGTTCAGATCATCACCA 268

Ad09A21769 Aradu.A09 21769 c (AAT)7gatggtgtttattagaaaggagatgcatgaaataatagtatgtactcacaggaatttgtgttagtgtcatatcttggatcttgttaattgaaggt(AG)6128 118500947 118501074 GCAACACATGAGAATGTGGA ATTCACATCCCCTCTCTCCC 218

Ad09A21771 Aradu.A09 21771 p3 (TAT)5 15 118503580 118503594 CAAAAGCCGAAAGCTTGTGT TGTAGGCGATAAGTTGCTGG 226

Ad09A21774 Aradu.A09 21774 p2 (AT)9 18 118505141 118505158 GCTAGCAAAACAAATAGCCGA TGTTGCCTCCTGTAATCAAAA 280

Ad09A21776 Aradu.A09 21776 p4 (TTAA)5 20 118509816 118509835 CCATTCCTGATTGGCCTAAA CACACGCGCCCATAATAATAA 261

Ad09A21777 Aradu.A09 21777 c (TC)7g(CT)6(AT)741 118511053 118511093 TCAGATGCAAGTCCTAATGCTC CGCAAAGTTTAGGTCGGCTA 263

Ad09A21779 Aradu.A09 21779 p2 (AT)6 12 118512946 118512957 TTGCTTACTTGGGGAGTTGG TGTAAGGGGGTCACACACAA 242

Ad09A21780 Aradu.A09 21780 c* (TA)6(ATA)5* 24 118514418 118514441 TGGGGATTATTCCTTTTGTCTC CCATAAACAAATAAAATCACGGAA 279

Ad09A21781 Aradu.A09 21781 c (T)10aaactttttcataagcacttaaataacttc(A)1050 118516010 118516059 AGACCAACCCAACTTGATTGA TCTTAGAGGGAGAGGGAGGG 268

Ad09A21784 Aradu.A09 21784 p3 (AAG)7 21 118522869 118522889 GAAGGCAAAAACCGAAAGAA CCAAAAACGCGATGTAAGGT 267

Ad09A21785 Aradu.A09 21785 p2 (TC)13 26 118526603 118526628 CGGAATTGAAATCATCCCTC GTGACCAAGGAAAGGAGTCG 248

Ad09A21787 Aradu.A09 21787 p5 (AACGC)5 25 118538547 118538571 AAAGAGAAGAAGCAGCAGCG AACTTGGGTGGCGATATGAG 265

Ad09A21788 Aradu.A09 21788 p3 (ATC)5 15 118538731 118538745 CTCATATCGCCACCCAAGTT CGAGCATAGCCAACACTTGA 273

Ad09A21795 Aradu.A09 21795 p3 (CTT)5 15 118565234 118565248 CGATCCTCGTCTTCCTGTTC CAAAATCCCCAATGCAAAAC 239

Ad09A21797 Aradu.A09 21797 p3 (GCA)5 15 118574184 118574198 TTGTCGTAAAAGGCACCACA GACCTTTGGGCAGGATTGTA 150

Ad09A21798 Aradu.A09 21798 p3 (AGC)6 18 118574369 118574386 GAGACGCCACCACTCTCTTC CAAGCAAAGTCCAAAGCACA 190

Ad09A21799 Aradu.A09 21799 p2 (AG)12 24 118574847 118574870 GAGCCATTTGGAAAATCGAA GCCCAACAAAGGAAGCAATA 233

Ad09A21801 Aradu.A09 21801 p3 (AAT)9 27 118580638 118580664 GATTTGGGCCCCTATTTTGT ATTTTTCCAAACAGGCAACG 148

Ad09A21808 Aradu.A09 21808 c (AG)7aatgtagaaattgaattcgaaattttgag(GAA)661 118600696 118600756 ATCGATGTTGACGACGATGA TGAAAAAGATAGCCGTTGGTG 279

Ad09A21814 Aradu.A09 21814 p2 (TA)8 16 118607419 118607434 CCTGACGATCATTATGGATTGA TTTAAATGAAATTCAAATGAAGGAA 254

Ad09A21815 Aradu.A09 21815 p2 (AT)10 20 118607906 118607925 CAAACTAGGGCTTAACAAAGGG GTCTCAGCTTGGCAACCACT 262

Ad09A21816 Aradu.A09 21816 p3 (CCG)7 21 118608130 118608150 TGCCACCCTAAAGAGACAGC TAGCTCCAAGGCCATGATTC 162

Ad09A21817 Aradu.A09 21817 p3 (TTG)5 15 118609523 118609537 GGAGGCCATTATTGGTGTTG GGGAAAGAAAGAAAAAGAAAGGA 228

Ad09A21819 Aradu.A09 21819 p2 (TC)6 12 118613980 118613991 CCTTTGCGTGAGGATGAGAT ATTGCTATGCAGAACCGACC 186

Ad09A21820 Aradu.A09 21820 p2 (CT)7 14 118618363 118618376 CTCCTCTGCCATAGATTCCG GTGCATGCTTTGTTTGCTGT 178

Ad09A21821 Aradu.A09 21821 p3 (ACA)6 18 118624779 118624796 AACACGGATATTTCACCCCA AAAACAGGTATTTGGCGACG 209

Ad09A21822 Aradu.A09 21822 p2 (TA)7 14 118629751 118629764 TCACGAGCTGGCTCAAATAA TTAGCTCGTAAGCTGGCTCG 252

Ad09A21832 Aradu.A09 21832 p3 (TCT)5 15 118665086 118665100 CGGACACACGTTTACTGTCG CTGGATCCAAATGAGCGAAT 266

Ad09A21833 Aradu.A09 21833 p3 (ATC)5 15 118666731 118666745 TCTTCTCTTCCACCATTATCATCA TGAAAACAAGAAAAAGGAGGAG 276

Ad09A21834 Aradu.A09 21834 p2 (AG)7 14 118668022 118668035 TGCTCAGGTCCCTCAATTTC TCGAAACATTTTGAATTTCTTTG 223

Ad09A21837 Aradu.A09 21837 c (TA)8tt(TG)8 34 118674308 118674341 TGGATGGAGTATGGACAACG TGGAGAATTTTTCTCGTGGG 276

Ad09A21839 Aradu.A09 21839 p2 (TA)6 12 118676850 118676861 CCAATGGAGGGTATGCAGAT TTTTCCAAATCATACCTTTTTCAA 278

Ad09A21842 Aradu.A09 21842 p4 (AATT)5 20 118678069 118678088 GCGTGGCACATAGAATCAGA CTGATTTGGTAGCGAGGAGC 172
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Ad09A21844 Aradu.A09 21844 p2 (TC)7 14 118683772 118683785 GAGACAACCCACTGCGGTAT TTTTCTTTACTCCCCCTGCC 193

Ad09A21848 Aradu.A09 21848 p2 (TA)7 14 118689584 118689597 CATGGAGGTGGATATGGGTC TCATGCATACACACCAAGCA 206

Ad09A21853 Aradu.A09 21853 p2 (TA)6 12 118695855 118695866 CATTCACCCCAAATCAGACA AATAGAGTTGCGGCTTGCAC 227

Ad09A21855 Aradu.A09 21855 p3 (AAT)6 18 118707159 118707176 CATCATTCAGCAAGGCAGTG TGGTTTACCATTGCTGCTTTT 188

Ad09A21857 Aradu.A09 21857 c (T)14ccgcttgttgcttggtgattagaaccaaacatcatttgttga(T)1066 118725330 118725395 GGTTTGGGTTGCCTACATTG CTTTTGGAGGAAGGACCAAA 211

Ad09A21862 Aradu.A09 21862 c (ACT)5aacccctttc(TAA)1055 118730478 118730532 TTTTCATGTGGACAGGGTGA TCACAAACATTAAAGATACAAAAACA 220

Ad09A21864 Aradu.A09 21864 p3 (TTA)6 18 118735776 118735793 TGTAAGTGCTATCCACCCATT TGCAGCATATACGTCAGTGAAA 277

Ad09A21866 Aradu.A09 21866 p2 (CA)7 14 118739294 118739307 ACTTTGATTAAAAATATGAGGGGTT TGTCAAACATAACAACTTAAAAGGG 279

Ad09A21867 Aradu.A09 21867 p3 (TAT)5 15 118746014 118746028 CCACCCACTCTTAATCCTAAAAA TGCCAGAAAATAAATTGAGAATTG 280

Ad09A21868 Aradu.A09 21868 p3 (ATT)5 15 118746597 118746611 TTTTGTTCAAAACAAGTAAGGTGAA AATACATAACAGTCTTTCGTCAAAAA 273

Ad09A21869 Aradu.A09 21869 p3 (TTA)6 18 118746881 118746898 CGGACGATGAAAGAGACCAT CACCAAAATTACTGGTCCCC 126

Ad09A21870 Aradu.A09 21870 p3 (AAT)14 42 118749174 118749215 CCCGAAAATTAAGTGGGACA ACCGTGTAGGGTTACGTTCG 279

Ad09A21871 Aradu.A09 21871 p2 (TC)6 12 118751627 118751638 GGGGGCAATAGACACAAAGA CGCTGATGAGACTCTTCCAA 254

Ad09A21872 Aradu.A09 21872 p3 (CCG)5 15 118753445 118753459 AAATTCGACGGTAATCGTGC GGCAGTAGTGGCGGTTAGAG 197

Ad09A21873 Aradu.A09 21873 p2 (GC)6 12 118764267 118764278 TACGCACGCTTTCACAAATC CTGTGAAGTGGCCTAGAGGG 260

Ad09A21874 Aradu.A09 21874 p2 (GC)6 12 118764416 118764427 GATCACCCTTGTGCACTCCT CTGTGAAGTGGCCTAGAGGG 201

Ad09A21875 Aradu.A09 21875 p2 (GC)6 12 118764655 118764666 TAAGCCACCCTTGTGCTACC TCCCTATTAAATTGGCGTCG 131

Ad09A21878 Aradu.A09 21878 c (A)10ttaacttgttacatattcactctaaatattatggttcatgaaaattttcacattttc(T)1077 118776236 118776312 TCATTTAAAAAGTCACAAATTCAAA TATGACCCAAACAAGGGGAA 246

Ad09A21879 Aradu.A09 21879 p2 (AG)13 26 118779983 118780008 TGATGCGACCCGGTATACTT TGGAAAACACAACACCAAGG 252

Ad09A21880 Aradu.A09 21880 p3 (AGA)5 15 118782554 118782568 GAGGAACGACGAGGATTGAA TTGATGTGCATGGCTTCTTC 279

Ad09A21881 Aradu.A09 21881 p3 (TAT)6 18 118784614 118784631 GCATAGGCTCAAAAGTGGCT TTGATGAGAAATTACGTGTCGG 231

Ad09A21883 Aradu.A09 21883 p2 (AT)8 16 118788982 118788997 GGATTGGTTCAATTCGGGTA ACCAGCGAACCCGATCATA 271

Ad09A21885 Aradu.A09 21885 p3 (TTC)5 15 118791104 118791118 CGTGAATATTTTTGCGTTTTT CCAAACGTTCGAATTTTGTTT 215

Ad09A21886 Aradu.A09 21886 p3 (AAT)5 15 118792782 118792796 TATTTTCTTCCACCGCCAAC CGCAAGTTCAATTTCCAATG 110

Ad09A21888 Aradu.A09 21888 p2 (TA)7 14 118801672 118801685 ATTACCCGGCCCATTAAAGT GTGAAGACTCAAGACCGCGT 242

Ad09A21889 Aradu.A09 21889 p2 (TA)6 12 118802701 118802712 CCTTGTTTGGTTTCTGCCTT CGATGAAGTCAAAAGGTTGGA 235

Ad09A21891 Aradu.A09 21891 p2 (AT)7 14 118803152 118803165 CCATGATGGAGAAAGGGAGA TTCCCTTGGTGTTTTGGTCT 280

Ad09A21892 Aradu.A09 21892 p2 (TA)11 22 118804071 118804092 AGCACAATCGTTTGATTGGA TCCCGGTACACCTGATAACC 218

Ad09A21894 Aradu.A09 21894 p3 (TAA)7 21 118812188 118812208 GAGGTTGAACTCCCTCCACA CTGATTTTGCACTGCCTGAA 267

Ad09A21895 Aradu.A09 21895 p4 (ATAA)5 20 118814069 118814088 ACCTGGAGTTCCGGTAGGTT CCCTGCAATTCTTGGACAGT 222

Ad09A21896 Aradu.A09 21896 p3 (ATT)5 15 118818376 118818390 GGAACAAGAAAGCAAGAAACG TTCGCGAAATGCTTAATGCT 276

Ad09A21899 Aradu.A09 21899 p4 (AAAG)5 20 118830572 118830591 ATCCAATGGGAAAACCATGA TCCTAACACCAAATCCTGGC 239

Ad09A21900 Aradu.A09 21900 c (T)10agttggatcctatacaattaagtcaattactactaaaagagacctaattgaaaaaaaattggtgcagtgacccaatt(A)1097 118831464 118831560 AATTGGGTTCCTGCACTAAA TCCATTGACATTTAGGAAAAACG 279

Ad09A21901 Aradu.A09 21901 c (A)13caaaattggctaggctattactgttggtgtattccgacggtaggcttttttaa(T)1076 118833029 118833104 CCGTTGAATATAGCGACGGT GGGTACATTACATATGGATGGAAA 261
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Ad09A21903 Aradu.A09 21903 p2 (GA)7 14 118837628 118837641 AGCATGGTGGTAACAGGAGG GGGTTAAATTTCAAACGCGA 278

Ad09A21906 Aradu.A09 21906 c (A)11caaagattcaaaac(A)1035 118845346 118845380 GTCGCCACCTTTGTACGATT TGGTTCCTAAGGTATAGGCCG 139

Ad09A21912 Aradu.A09 21912 p2 (AG)26 52 118886429 118886480 CAAAGGTAAAGAAGGTTTTGGTG AAAACCCGAAAAGGTGAAGG 240

Ad09A21914 Aradu.A09 21914 p2 (GT)6 12 118887190 118887201 CTGAGGAGAAAATGTGTGCG CCGATTTGCATCTGGACTCT 262

Ad09A21918 Aradu.A09 21918 p2 (AT)6 12 118897027 118897038 TCCTTAGTGTTGGGTTTGCC ATTTGCGGTGAAAATTCAGG 276

Ad09A21927 Aradu.A09 21927 p3 (TCT)5 15 118914240 118914254 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 250

Ad09A21928 Aradu.A09 21928 p2 (CT)8 16 118919525 118919540 TTTGAAAAGCACGTCCATCA AACCCTGAATTTGCAACACA 254

Ad09A21930 Aradu.A09 21930 p3 (CAA)6 18 118928462 118928479 TCAGCAACAAACCAACCAAA TCTTAGCCGACCCCACATAG 146

Ad09A21931 Aradu.A09 21931 p2 (GA)7 14 118932573 118932586 GAGAAAGCCAAACCAAACCA ATCTGCAACCATGGCTCTCT 153

Ad09A21939 Aradu.A09 21939 p3 (TCG)7 21 118960038 118960058 CGTCGTTGTTGTCATCATCA GCACCAAGATTTTTGTGTTGT 280

Ad09A21941 Aradu.A09 21941 p2 (AT)8 16 118967940 118967955 AGGCAATGCCATCTTCAAGT CCAGCCAAGATGGAACTCAT 247

Ad09A21944 Aradu.A09 21944 p2 (TA)6 12 118970669 118970680 AGGGCAAATTTGTCATCTGAA TTGTGTTCTGTGGTGCCTCT 217

Ad09A21952 Aradu.A09 21952 p4 (TTTC)5 20 118978569 118978588 TTTTGCAGACTCCAGAAGGAA TGCAGTCACATGCACCATAA 211

Ad09A21954 Aradu.A09 21954 c (AG)17aatatacccctgaaactgaaagtggaagcggttgagtagtgctcatgaagaacgaatgagagtgaatgtgatgaagagattc(AGA)6134 118984140 118984273 TTGGAATTCAAATTGGTGAGTG CCCACACCTTGCAAATTACC 266

Ad09A21957 Aradu.A09 21957 p2 (AT)7 14 119000522 119000535 TAAGCGAGGGGACTGAGAGA TTCTCTTCTTCCCTCCACCA 266

Ad09A21965 Aradu.A09 21965 c (A)11cattcaatctgtctctaatctttttttgggactgattagttcctgtgc(A)1069 119010932 119011000 ACTCCATTCGATTTCTGACAA AAAAATTCAATCCAAACTCTGAGC 191

Ad09A21966 Aradu.A09 21966 c (T)10gtatttgcatatattgttttaagttttgtcattaaccacccttcttttattttgt(TA)881 119012009 119012089 ACTAGAGTCGCCGTCGAAGA CTGTTCGTGACTCAAATGGC 141

Ad09A21970 Aradu.A09 21970 p2 (TA)7 14 119016123 119016136 TCAAATTGGTTGGTTTAGTGGTT CCCTAAAATTTGTGCATTCTTG 246

Ad09A21972 Aradu.A09 21972 c (TTTA)5ttttaataatagttaggttaatttataaattttattgcactctttatttttttaggacattattagcattcgtact(TA)7110 119016841 119016950 TGTTGGATATAAGGTTAGATTTTAGGG TGTCAAATTAGATTAATAATTCCATCA 179

Ad09A21984 Aradu.A09 21984 p3 (GGA)5 15 119029166 119029180 AAAACGAGAAGAATAATGAGAAGG TGTCACACAAGCGAATTCAA 202

Ad09A21989 Aradu.A09 21989 p2 (AT)7 14 119036669 119036682 AGCCAGGTGAGTCAAGCTCT GAGCCTAGCATCAGGGTCAC 201

Ad09A21990 Aradu.A09 21990 p2 (CT)9 18 119039482 119039499 TCCCTCCCTATCTTTAGCCC TGGGAATACATATGAAGCTGGA 241

Ad09A21991 Aradu.A09 21991 p2 (CT)7 14 119042465 119042478 GGAATAGGAGGAGGAGGACG TCCCACTTTTGACCTGCTTT 158

Ad09A21994 Aradu.A09 21994 c (TTG)5tgatggt(A)1234 119058825 119058858 TGAGTCTTTCTTTCGCTCTGC GCCACCAATCATCAGTTTCA 276

Ad09A21997 Aradu.A09 21997 p4 (ATTT)5 20 119065109 119065128 TCGGAGGGGGATTACATACA GGCATTAGATTACAAACCAACCA 227

Ad09A21999 Aradu.A09 21999 p2 (TC)6 12 119069007 119069018 TCTGCAGTATGATGGTCACG AGACCGCCTGATCAGCTAAA 239

Ad09A22000 Aradu.A09 22000 c (A)11cctctgcagaacaagacc(A)1039 119070169 119070207 GTGTTCAACTGTGGGCCTTT TCAACACCAACCCAAATTGA 212

Ad09A22001 Aradu.A09 22001 c (TA)6tccaacttaattttttc(A)1039 119071423 119071461 AAATTCAGCCATTCACAAAAA GGCATTATTTATCGGGGACA 270

Ad09A22002 Aradu.A09 22002 p3 (AAT)8 24 119072131 119072154 TTGAACCGTATGTGACTGCC ACTCAAAACCTAAAACTATTCCACTT 280

Ad09A22003 Aradu.A09 22003 p3 (AAT)5 15 119072707 119072721 TGCCCTATGGCCAAATTAAA AATAACAGTCGGTGCGTTCC 154

Ad09A22004 Aradu.A09 22004 p4 (AAAT)6 24 119078659 119078682 TATTTGCATATTCGATCCGC CCGATCCGATCAGATATTGG 272

Ad09A22005 Aradu.A09 22005 c (T)10ggatttttttatccctttctaaataaaaaaatgacatctcccaaaaattggttgatattaattcgatatttatgtattcgatagtatgtg(AT)10120 119080530 119080649 GGAATACTCCTCCAAATGAGGT CGATTAAAATAATTGGAACACCA 258

Ad09A22007 Aradu.A09 22007 c (A)10c(A)10 21 119087017 119087037 CACAGAAAATGCATGTAATGGAA ACTGCTTCTTGAGACCGCAT 207

Ad09A22008 Aradu.A09 22008 c (T)10atatgagattgattagtttttgtgct(A)1046 119091602 119091647 ACGAAGAAGGGAGACTCGGT GACAATTATTTCGAAAGGACTACGA 279
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Ad09A22012 Aradu.A09 22012 c (TAA)5tgataataac(AAT)643 119097740 119097782 CGTTATTCCTTTCTAAAACAAAATTGA TGCAAGACTTATTTTTCTGAAACTCA 277

Ad09A22015 Aradu.A09 22015 p4 (TTTA)5 20 119110033 119110052 GCACACTGTTGGTCCTTCAA AATCGGTCCTTCACCTGTTG 175

Ad09A22016 Aradu.A09 22016 p4 (AAAT)6 24 119113036 119113059 GGAAAGTAGTTGGCACAGGC CACCTCAATTCTAACCGTAACGA 280

Ad09A22027 Aradu.A09 22027 p3 (TTA)5 15 119125812 119125826 TTCTTGCCCATACGAAGTCA CTTGTTCACCTTCAAATTGCAT 277

Ad09A22034 Aradu.A09 22034 p2 (GA)7 14 119143397 119143410 CCACGGAATAGGCAACATCT CTGAAAATTGGGTAGGCTGG 170

Ad09A22035 Aradu.A09 22035 p3 (ATT)5 15 119144270 119144284 CGCATTCCAAAACACATACG ATCCACGTGTCTCATGATGG 272

Ad09A22039 Aradu.A09 22039 p2 (TA)6 12 119146083 119146094 AAAGGAAAATTTCAAACGTGGA TGTTAGTGTTGTTGGTAATGACG 275

Ad09A22040 Aradu.A09 22040 p3 (ATG)5 15 119146664 119146678 TGTGTCTCGAATGAACCGAA CAACACATCTTCTTCCTCCTCC 222

Ad09A22041 Aradu.A09 22041 p3 (ATC)5 15 119149651 119149665 ACTCTTTCGCTTCCTCCTCC TGAATATAGGTTCATCATCTTCCAA 213

Ad09A22045 Aradu.A09 22045 c (T)11gttgcagcgacattggctcctaaaatttttttattatatattttatgtttacgaatactcatatactaattaataatcaaatgtgatgaaatagac(TAT)6125 119167001 119167125 AAGAGAGTCAGATATATTTTTCCTTCA TGAGAGCTGCTTCCCTTTTT 270

Ad09A22046 Aradu.A09 22046 p2 (TC)6 12 119168000 119168011 TGATGATGATGACGACCACA GCCTAAAATGGAAGAAAAGAAGAA 109

Ad09A22052 Aradu.A09 22052 p3 (ATT)6 18 119174140 119174157 CTTCTTGCAACGACACCTCA TCCTTCTAATTCTTATTCATTATCCAA 274

Ad09A22053 Aradu.A09 22053 p2 (AT)6 12 119177531 119177542 CGATCACAAAAGCTGGAACA CAACCCTTCTCTTTTGTCCG 144

Ad09A22054 Aradu.A09 22054 p3 (TAA)5 15 119181201 119181215 CCCACATGTCCTCTCGTTTT GAGTGGGAGTGGGATTGAGA 279

Ad09A22057 Aradu.A09 22057 c (AG)14ga(G)14 44 119193252 119193295 CGCTTTTAGGTTGACTGGTTG CCAGACAACTCATTGCCAAA 212

Ad09A22058 Aradu.A09 22058 c (AG)10aagagaaaagagaaaaggaaaaagagaga(G)1160 119194395 119194454 CTCTGCTTTGAAGGACTGCC CTGGAACCACTTGGAGCATT 244

Ad09A22060 Aradu.A09 22060 c (A)14(CA)9 32 119195964 119195995 TCATGTCTGACCCAATGAACA CCACAACCCCGTAATCAAAT 177

Ad09A22061 Aradu.A09 22061 p2 (GA)18 36 119198502 119198537 AAACTTTGGAGAGCTCGCAG TGAAAAACGAAGCAGCAATG 181

Ad09A22066 Aradu.A09 22066 c (T)10gcagcacaaagcaattattattttttaagttaaaactaaataaagaatattttggttaacttgcaccttaatagaatcatgccaag(A)10106 119214769 119214874 TTCAAGAGGTACATTGTGCCATA CGATAAGCCATGGCAGTTTT 275

Ad09A22067 Aradu.A09 22067 c (GAA)6tttgaggagagaagagaatagaagagagtgaatagtg(TGT)5gtgtgtgagagagagagtatgtgaagtggaagataaataaaaaagga(AG)7131 119216891 119217021 GGTGTTGAGAGGTGGCATTT GTCTTTGGTCGGCAAGTGAG 266

Ad09A22069 Aradu.A09 22069 p2 (CT)17 34 119222753 119222786 GTCTTTGCTCATCCTGCTCC GCAACATAACATGCCACAGC 161

Ad09A22071 Aradu.A09 22071 p2 (TA)7 14 119229147 119229160 TTACAAACTTTGCTGATTTCTAACTAA CACATGCATGGGTTGGTAAA 165

Ad09A22072 Aradu.A09 22072 p2 (CT)6 12 119230432 119230443 CTCCTTCGGCCATCATCTTA GAGAAATAGAGAATGAGAAAGAAAAGA 225

Ad09A22075 Aradu.A09 22075 p2 (TC)8 16 119237501 119237516 TAGGTGAGGCTCCTCCTTCA TAGAGAGAAGTGGGGCCAAA 118

Ad09A22088 Aradu.A09 22088 p2 (TA)6 12 119248726 119248737 TGGTTACGAGAAAAGCACAAGA ATTGGGATCCTGACAACTGG 279

Ad09A22092 Aradu.A09 22092 c (A)13caatgatcaaagattttttttaaggttagggttaaaaaccgtcagtgtgacaaaaaatatttaaaagctatgattatagttgtg(A)10107 119250285 119250391 TTAAGATGCCACTTCACGTTT GCGAGTACGTACGGCTACTGA 241

Ad09A22100 Aradu.A09 22100 p3 (AAT)6 18 119256654 119256671 TTAATGGGTTCAACACTTGCT CAGCGTAAATAATCATCCATGTG 276

Ad09A22103 Aradu.A09 22103 p3 (ATA)7 21 119264248 119264268 TCCCAATGTGAAGAACAAAGC CAGGTGTTGTATGTTGCTGATG 196

Ad09A22106 Aradu.A09 22106 c (ATAA)6atagcaagtcta(AAAT)660 119272229 119272288 TTTCTTAAATTCTCAGTTCATTGAGTG AATATTTTCAAATTCACAAAGGTTAAG 184

Ad09A22107 Aradu.A09 22107 c (A)10cacccaatccgtctcgatattttttttggggactgattagtctctgtgc(A)10caacattaactttttttggcataggggcctcgttgtccttttaaagtaattgtcagaggccgggttgag(T)10148 119275668 119275815 ACCTCACCCGACTTCTGACA TAAAACCAAAACAGCCCCTG 249

Ad09A22108 Aradu.A09 22108 p4 (AAAT)5 20 119277481 119277500 TTTGACATTTATATGTTTACAGCCA TTCGATGGTTCAATACAAAAGC 234

Ad09A22109 Aradu.A09 22109 c (A)10tagcccaatttacggcccacagccttaattctctgacgctgtgtcgttcactgaggt(TC)1495 119277911 119278005 AACTGACCACTCGACCAACC GCAACTTGCAACACACAGAA 242

Ad09A22112 Aradu.A09 22112 p4 (AAAT)5 20 119284086 119284105 GTGACAGGAAAATGGGGAAA TTCCCTATGACGTGGGTTGT 222

Ad09A22113 Aradu.A09 22113 c (TG)18(AG)19 74 119284938 119285011 CCCCAAAATAAAACGAAGGA GAAGTGTCAGCAGCAGCAAG 211
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Ad09A22115 Aradu.A09 22115 p4 (ATTT)5 20 119287771 119287790 TTAGTATGGCCTTCATCCGC TCAAATAAAACCTGAAAATGTTTGAA 213

Ad09A22118 Aradu.A09 22118 c (CAC)6(CTC)6 36 119292075 119292110 TTCTTTTTCTTTCTGGACGTTCTT GGAAAAGGAGAAAAAGGAAGTAGG 191

Ad09A22119 Aradu.A09 22119 c (CTT)7ttcatt(ATC)542 119292532 119292573 TTCCTCTTCCTCCTCCTCATC TGTGGATTCATCATCTTCCAA 224

Ad09A22120 Aradu.A09 22120 p3 (AAT)10 30 119295200 119295229 TCACGCATCAAAAACTTGGA CGCAATTTGAGTCAAGGTAAA 185

Ad09A22122 Aradu.A09 22122 p4 (TTAT)5 20 119298947 119298966 GTCCCCGATTGTGCTAAGAA TCAAAAGAAACTCCCCAATGA 261

Ad09A22123 Aradu.A09 22123 p3 (TAT)6 18 119299232 119299249 CCAAAGTTGATTTTTCCCCC TAGGGCGTCCTCAATTATGC 126

Ad09A22127 Aradu.A09 22127 p3 (AGA)7 21 119305310 119305330 ACAAAACCAATGATCCCCAA TCTTTCTGGTTTTCATCGCC 216

Ad09A22131 Aradu.A09 22131 p2 (GA)7 14 119311017 119311030 AATTAAGGTGTTTGAAGCCACA ATGTCGCACGGTTTCCTTAG 190

Ad09A22137 Aradu.A09 22137 c (TAT)17ttagcatctagtcacaaagacatcatcatatacagagaatgaaaaaccctaatatacaacag(T)10123 119341133 119341255 TCTCAGAACTCAAATTCGACAA GCTTCTTAAAATAAGTGAACCCC 229

Ad09A22138 Aradu.A09 22138 p3 (AAT)5 15 119345203 119345217 CCGCACTTCCTTCTCAACTC GACCGTTGGATGATTATGGG 249

Ad09A22140 Aradu.A09 22140 c (T)11atattttgagagtaatataaatcaaattagtgttgatatttttattttta(T)10gggtcgcggtgttgatagttttaagagagattttcttcttttatttttgggtctgagttttattggattggctttttaagtgttcttataaggcc(T)10176 119363119 119363294 AAAAATAAAAATCAGGAGACATCAA TTGATTGTTGTGAAATAAGCCC 255

Ad09A22141 Aradu.A09 22141 p3 (AAT)15 45 119375719 119375763 ACAATGAAGCATTTGGCTTG CGTGCCAACAAGTGGATATG 196

Ad09A22145 Aradu.A09 22145 p3 (TTA)9 27 119401589 119401615 AGCATTTAATGGGGGTCCTC TCGATTTACCCTCTCAAATAAAAA 179

Ad09A22148 Aradu.A09 22148 p2 (TA)6 12 119404575 119404586 CATTGGCTTTGGGGTAAGAA ATGCAGGACACACCGATACA 268

Ad09A22150 Aradu.A09 22150 p3 (TCC)6 18 119411683 119411700 CAAGCACAAACCAAAAAGTTCA TCGTCGTTCTTTTGTTGTTGTT 243

Ad09A22151 Aradu.A09 22151 p3 (CAA)5 15 119411813 119411827 TCTTCCTCCTCCTCCTCCTC CCTTCTTCTTCTTCGCGTTC 208

Ad09A22154 Aradu.A09 22154 c (A)10tacattttttcaatctccatattgtcttgctc(T)1052 119421995 119422046 AAGCTGCATTTCTGGGATTC TGTGCTTTAGATCTGTGATCCG 279

Ad09A22155 Aradu.A09 22155 c (A)11caag(TAA)6 33 119424918 119424950 TGTGCAGAAAGTTAATATTGAAACA TGTTTTTGGTCATCAAATAAATGTC 275

Ad09A22158 Aradu.A09 22158 p2 (CT)6 12 119427350 119427361 CAAAATTTGGTGCTATGTACCTGA TGCACATTTTGATTGTTAATTTCA 280

Ad09A22160 Aradu.A09 22160 p2 (AT)6 12 119430622 119430633 TCAAATTATTAGTAGGGCAGATCC CATTTGCCGGTGATCATTTT 277

Ad09A22163 Aradu.A09 22163 p2 (AT)6 12 119435031 119435042 AACAATTTATTGTGTATAACCGCA CGGAGTTTGAATCTTGCTTTG 206

Ad09A22164 Aradu.A09 22164 p4 (AAAT)5 20 119435413 119435432 TCATCCCAACTCTTTTGCTG GATTGAGGAGTGGTGCTTTTT 201

Ad09A22165 Aradu.A09 22165 c (GA)7tagat(AG)1447 119436349 119436395 GGCAACAAGGAGTCTACCCA GCACATCGGAGAAGGTAAGC 255

Ad09A22166 Aradu.A09 22166 p3 (ATA)5 15 119440469 119440483 CGACACGAGCTGTTTCATTG TTCGTGTGTGTGAAAGATAGGG 249

Ad09A22167 Aradu.A09 22167 p4 (AAAT)5 20 119440592 119440611 CGACACGAGCTGTTTCATTG TTCGTGTGTGTGAAAGATAGGG 249

Ad09A22173 Aradu.A09 22173 p2 (TA)7 14 119470814 119470827 GAATATGAGATTCATTTAATTTGGATT CAATTCTCTAGTTCACAAATTTACACG 204

Ad09A22176 Aradu.A09 22176 p2 (AT)6 12 119473082 119473093 ACAAGCATTTGCGAGTATTTAAC TCGACCATATCAGTTTCGACC 213

Ad09A22177 Aradu.A09 22177 p2 (TA)6 12 119474056 119474067 CGCGTGCGTGAAAAATAATA GCATTTCCACCTAGAGCACC 280

Ad09A22180 Aradu.A09 22180 p2 (TA)9 18 119475684 119475701 TTTAACAAGTTTCCATTGAAAAACA CACTCGCGCAAAGTTTTGTA 246

Ad09A22182 Aradu.A09 22182 p2 (TA)6 12 119478844 119478855 GGCCATCACTGCTGAGGTTA CACCATGTGAAGGGACATTG 244

Ad09A22185 Aradu.A09 22185 p2 (CT)13 26 119483145 119483170 GACGGTAATCGTGCCCTAAA ATGCGACGACAGAGGAAGTT 185

Ad09A22186 Aradu.A09 22186 p2 (AT)7 14 119484566 119484579 GCCTGGCCTGTAACTTGGTA TTTGGAAGTAGCCAAGTGGG 228

Ad09A22187 Aradu.A09 22187 p2 (TA)6 12 119487725 119487736 GAGGCAAATGGCTTAGTGGA ACGGGCCTATGTTTAACCTG 206

Ad09A22193 Aradu.A09 22193 p2 (AG)10 20 119517871 119517890 TGAAGCCAAATGCACTCAAG TGAGTTCAAAAGTGAAGCACG 168
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Ad09A22194 Aradu.A09 22194 p2 (AG)16 32 119520526 119520557 GAGAGAGTGTGGGAGGGTGA AAAGTTACCGCCGGAAGAAT 217

Ad09A22198 Aradu.A09 22198 c (AC)8atacacac(AT)636 119527555 119527590 ATCATCACCCGTCCGACTAC TGGTCGTTTACTTCGACCTTG 274

Ad09A22200 Aradu.A09 22200 p3 (ATA)14 42 119532943 119532984 AAAAATGGATAAATAAGTTCGTCCT TATTTGGGCGCTCTCTCTGT 212

Ad09A22202 Aradu.A09 22202 p2 (TA)6 12 119536389 119536400 TGTAGTGGGCTTTTTGTTCG GTTATTGGATGTGAAACAACATTT 201

Ad09A22204 Aradu.A09 22204 p2 (GA)8 16 119544549 119544564 GCACTCCGACAACACAGAGA GCAAAGCATTACTGCGGATT 269

Ad09A22205 Aradu.A09 22205 p2 (GA)6 12 119545412 119545423 AACGGCTGTGGGAATCATAG GGTAGCTCATCTCACACCCG 247

Ad09A22207 Aradu.A09 22207 c (A)11g(A)10 22 119551854 119551875 CTCACTTGAGGATGCCGATT TGCAAATTGAAAATTTTTGGG 233

Ad09A22209 Aradu.A09 22209 p3 (GAA)6 18 119558954 119558971 TGTTTTGCGTTCGAAATGAG ATAGCGCGCTCAAATTATGG 271

Ad09A22213 Aradu.A09 22213 p2 (AT)9 18 119561637 119561654 GAAGTCGAGTTCACTAGTTTTCACC TTTTTAGTTTACTCCTCAATCAAACA 271

Ad09A22214 Aradu.A09 22214 c (T)10ggtttgatttttcttcctttttttattttattcctctcaagagtgaaataagaaaaattataacaaataaaataagaagaaaaagacgaagaag(A)10114 119569157 119569270 GAATACGATGAGGAGTTTTGAGAAA TGCATTTGGTCTCGTTGTTC 217

Ad09A22215 Aradu.A09 22215 p3 (GAG)8 24 119569533 119569556 CAGAACAACGAGACCAAATGC GTCATCACCAACACCACGAC 273

Ad09A22218 Aradu.A09 22218 p3 (ATT)13 39 119573188 119573226 ATGCGAGATTTGATTCCCAA TTTTTCGTTTGAACTCCACTTT 267

Ad09A22219 Aradu.A09 22219 p3 (ACA)5 15 119577892 119577906 ACATTTATCGAGCACAGCCC CTCAAAGTCGTGCTACTGCG 271

Ad09A22220 Aradu.A09 22220 p2 (AT)9 18 119583930 119583947 GAGCCTTCGCAAACAAGAAC CGACTGACCATCGGAGCTAT 255

Ad09A22225 Aradu.A09 22225 c (TAA)16aattttacattcaaacaaaatatttaattaaatttaattagattattataacaactttttaaatcatgcgtcttttttagtcac(A)10142 119598296 119598437 CCGGTGATTGTCTTATTGACC GAAAGAGAAGGAGAAGAAAATGGA 272

Ad09A22226 Aradu.A09 22226 p3 (TCC)9 27 119598608 119598634 TTCTTCCAAATTCGCACACA TCAGCAGCATCAAGTGAACC 265

Ad09A22227 Aradu.A09 22227 p3 (GAG)11 33 119599404 119599436 CAGCATCAGGTGAATCTCAAA TCACTTTCATCAAACCAGCG 213

Ad09A22230 Aradu.A09 22230 c (CA)7tgtatacccatttgagtgtactcttcctctctattaatatataaattcc(T)1073 119603205 119603277 TTGGACATGAAATTAATTGCTCA CACTCGACCAACCCAAATTA 279

Ad09A22233 Aradu.A09 22233 p2 (TA)6 12 119611206 119611217 TCAATCCTCTTTTATGCTGCAA TCTCGTGCTGATAACGTGTTG 205

Ad09A22237 Aradu.A09 22237 p3 (ATA)5 15 119624201 119624215 TGGCAATAATTTGGCCTGTT CGAACTGGTCTGCTTGAAAA 280

Ad09A22244 Aradu.A09 22244 p3 (CCT)8 24 119642404 119642427 TTCAGGAGGCTAAGGCAAAA AATCACAATGGGCTGAGAGG 119

Ad09A22246 Aradu.A09 22246 p3 (TTG)7 21 119660131 119660151 ACATGACAGAGCACAATGGC CACATGATTGAGACCCCCTC 247

Ad09A22253 Aradu.A09 22253 p3 (TTC)5 15 119673048 119673062 AAATTCGCTCCTTCTACCACC TTCCCTCAATGTGGTTCTTTG 183

Ad09A22257 Aradu.A09 22257 p2 (TC)23 46 119680517 119680562 TTATGGCTCTTCACTCGGCT CCATGGTTTGATTGGTTTCTC 270

Ad09A22259 Aradu.A09 22259 p2 (TA)6 12 119681745 119681756 CATTCCTATTACTAAAATTCTTGGTGT TTATTTGTGTGCTTGATTTGGT 264

Ad09A22260 Aradu.A09 22260 c (AG)13g(GA)7 41 119687011 119687051 CTCAAAGCTGGAACCGAAAC TACACTGGCCATGCTACTGC 202

Ad09A22261 Aradu.A09 22261 p2 (AG)24 48 119689147 119689194 CTCAGAATCACATCAGACGCA CGGAGTCTAAGGTATGCCCA 193

Ad09A22265 Aradu.A09 22265 p2 (TA)6 12 119703270 119703281 TCTAAATTGTTCTTGATCATTGGA TGACAGTCGCAGATCAAAGG 264

Ad09A22266 Aradu.A09 22266 p2 (TC)8 16 119705421 119705436 GCTCCTGTTCAGGGTCATGT AACTGGACAACCGGTGACTC 266

Ad09A22269 Aradu.A09 22269 p2 (TA)6 12 119712896 119712907 TGCCAGATTTTAAGGAAGGG CACACCTTTTCAGCTTCCTTTT 141

Ad09A22272 Aradu.A09 22272 p2 (AG)7 14 119716629 119716642 CCATGAGGGACAAGGAACAT CTCTCAAGCCATTGATTCTGC 212

Ad09A22273 Aradu.A09 22273 p2 (TA)6 12 119718156 119718167 CCGACAAACCGAACATAACA TCCGGTGGTTAATTTACTCATTT 280

Ad09A22277 Aradu.A09 22277 p2 (TA)6 12 119726612 119726623 TTTTTCGTATTTCAAAATTACGGTT AACTCGTCTACGGATCAATTTACA 204

Ad09A22278 Aradu.A09 22278 p2 (TA)7 14 119726784 119726797 TGTAAATTGATCCGTAGACGAGTT CGGTGCTAGAGCATTGTGTG 242
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Ad09A22280 Aradu.A09 22280 p3 (AAG)12 36 119732540 119732575 CAACAATACGGCCAACACTG TCCGAATCCAATCCAAAATC 221

Ad09A22283 Aradu.A09 22283 p2 (TA)6 12 119741787 119741798 TTGACTTCTTTTCTTTTTCTGCC GATTCTCCATGCGTTCCATT 106

Ad09A22284 Aradu.A09 22284 p3 (AGA)5 15 119741902 119741916 TTAACAATGGAACGCATGGA TCTGGAATATAGAAGTCACCACCA 200

Ad09A22286 Aradu.A09 22286 p2 (TA)10 20 119745706 119745725 TGTCTTGTTCATTGTTTTTGCT ATAAGCGTGCAAATTACGGG 231

Ad09A22287 Aradu.A09 22287 p2 (TA)6 12 119746304 119746315 CTCCTTCATACGAGCTTCGC TGAGATACACGCTTAAATTAGGGA 244

Ad09A22290 Aradu.A09 22290 c (A)16(TA)8 32 119761799 119761830 CGTGAACATTTTTGCGTTTC CCAAATAATAGCGATCAGAGCA 229

Ad09A22292 Aradu.A09 22292 p2 (AT)6 12 119763847 119763858 CCAAAAAGCGACAAAAGACC TGCTAGATTAAGAAATACATGAGACAA 169

Ad09A22296 Aradu.A09 22296 p2 (CA)6 12 119770651 119770662 ACCTGCAATCAACGACTGTG AAACACCATTGGGGAATTGA 153

Ad09A22299 Aradu.A09 22299 c (A)10gttaatcaacatatgatagatcctactaaaactaaacacaaaattatgttttaataaatacaaaaagtttaaattttgttgg(T)10102 119781562 119781663 GAATACATAAATTTTTGCAACACAAAC ATTCATGGACGAGAACCCAA 253

Ad09A22301 Aradu.A09 22301 p2 (TA)6 12 119789339 119789350 CGCCACAAATATAATTACCGA GAACCAACAACCCAATGACC 266

Ad09A22303 Aradu.A09 22303 c (A)17ttttat(A)29 52 119792911 119792962 TGAAATGTCCCCTAAAACCG GTGATGAGCATCTCTCAACCA 229

Ad09A22304 Aradu.A09 22304 p3 (TTA)5 15 119793167 119793181 GAGAGATGCTCATCACATTCACA TCGTTCCTGTACAAAGGACAAA 269

Ad09A22306 Aradu.A09 22306 p2 (TC)8 16 119794523 119794538 GGAAGGCAAGACAATGCAATA TGGAAGAGGAAGAAAATGAGAAA 231

Ad09A22308 Aradu.A09 22308 p2 (AT)8 16 119796972 119796987 TGGTTTTGATTTATAGAGGGCG TTCTTTCAACCATGGGAAGC 278

Ad09A22309 Aradu.A09 22309 p3 (AAT)7 21 119797350 119797370 TGCTAGCAATGAGTTGGCAT GGGTCTTGTAGCACCCACAC 269

Ad09A22310 Aradu.A09 22310 p3 (TAA)16 48 119797637 119797684 TCAGCCTCTTGGATCCTCAT TTCATGATTAAGCCATGCCA 171

Ad09A22311 Aradu.A09 22311 c (A)12tcttactacttctatttttttcgaattttaaaattaaaaatataagaaattgacttgagttggttcatgatataattggtagcatcctcttttaactcg(T)11122 119798122 119798243 TTTTGCTAAGAAATCAATTAGGGG TCAAACAACCCATGCACAAT 208

Ad09A22316 Aradu.A09 22316 p3 (ATT)19 57 119807859 119807915 TTTTTAAGTGATGGTCTTGAAACA TCAAGTGGCACCACATTCTT 227

Ad09A22317 Aradu.A09 22317 c (A)10gatatttctattattttatttattcattgcaaaagaaagagaaaaactaaaaggtgagatgaatatt(ATAA)597 119809255 119809351 TTCAAACAACGGAACATCCA ATTCATGTCCATCCTTGCCT 230

Ad09A22318 Aradu.A09 22318 p2 (AT)12 24 119809581 119809604 AGGCAAGGATGGACATGAAT CGACTGCACTTGAGTTTCTACC 193

Ad09A22319 Aradu.A09 22319 c (TAT)7tgttattgttgttccatccatatacacttcaaggaataatagtaac(AAT)685 119809976 119810060 AGCAACGTTTCAAGTGTCCC TGCTGCTTGTGAAGTGGTTC 251

Ad09A22320 Aradu.A09 22320 p2 (TC)6 12 119810555 119810566 AAGAGAATGAATCAACTCTATGTACG GACATAACGATTAGGGGCCA 263

Ad09A22324 Aradu.A09 22324 c* (TCT)5(TTCT)5*(T)21*51 119818417 119818467 TTTCTGTTACTTCCGCATTGAA TGAGTTTGACTCTAGCGTTGC 209

Ad09A22325 Aradu.A09 22325 p3 (TCT)11 33 119819143 119819175 TTGCTGCACGTTCTTATTCC TCCTCCTCATCTTCTGGTGC 211

Ad09A22326 Aradu.A09 22326 c (T)10actaccaaacattttcgttattaaaaacagtttcagggttcatgatcatccggagatctttcttatttatgaaa(T)1094 119819893 119819986 GGGCTTGTGCCAACTTGTAA GGAGGTTGTCTAATCCACCG 275

Ad09A22339 Aradu.A09 22339 p3 (ATA)8 24 119843340 119843363 TGCGGAATAGCTTGTGTTATG CCAGAAATTTTGCTTCAATTCC 246

Ad09A22340 Aradu.A09 22340 p2 (AT)7 14 119843608 119843621 GCAAAATTTCTGGATCTTCTTGA TTTCTTACATTACTACATTTTGATGGA 241

Ad09A22343 Aradu.A09 22343 p2 (AT)7 14 119845361 119845374 TTTGTGGATCTTCTTGAATTTTGA CCTTTAATTCTTCTCAAAATCTCTCTT 276

Ad09A22345 Aradu.A09 22345 c (AT)6aatttatattttaaaatatattataaactaataattaattttagtgtatatttaatataattataaaaaataaattgtaatatttgcacgtaa(T)10115 119847218 119847332 AGTGAGCATTGACTCCGCTT AGCCTGATAAATATTCTAGTGCAAA 255

Ad09A22346 Aradu.A09 22346 p2 (TA)6 12 119848286 119848297 GGCAATGAACATTTTAGAGGGA GCGAGACTATTTTATTAGAAACCACA 147

Ad09A22348 Aradu.A09 22348 p2 (TA)8 16 119852282 119852297 GACAAAATAGCACAATTCTTGAATAAA TGGAAATGACAAAAATAAGCCTG 269

Ad09A22349 Aradu.A09 22349 p2 (GA)7 14 119853321 119853334 CCTTCTGGCGATACGAAGAG TTATCCGATCAATGTGCAGC 238

Ad09A22351 Aradu.A09 22351 p3 (GAG)8 24 119863823 119863846 CTGGCTCAGGAAGAAGTTGG TCTTTTGCAGACATGGCAAG 226

Ad09A22352 Aradu.A09 22352 p2 (AT)10 20 119872939 119872958 TCCAGCCTGAAGGTAGCTGT GAAGTTTCACGGGACAGGAG 101



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad09A22356 Aradu.A09 22356 p4 (TATG)5 20 119878136 119878155 CAACGTTGCATTGGATTCAG GCCCCCTATTGGGATGTACT 222

Ad09A22359 Aradu.A09 22359 p2 (GA)19 38 119885946 119885983 TTTTGACGCAAAATCTGCAA GCTTTCCTGTCCGGTGTTAG 227

Ad09A22360 Aradu.A09 22360 p2 (GA)6 12 119888187 119888198 TGCTCCTATTTCACCGGTTC TTTGGTTATCGATCCGAAGC 257

Ad09A22364 Aradu.A09 22364 p2 (GT)8 16 119896390 119896405 ACTTCGCCTGTGAGAGGAAA TCACGAGAAGGGATCAACAA 200

Ad09A22368 Aradu.A09 22368 p3 (TTG)5 15 119904294 119904308 GCTTCCCTTAGGACACCCTT GCAATCTTTGGCTGACATGA 117

Ad09A22370 Aradu.A09 22370 p3 (TTA)15 45 119918592 119918636 CATCTTTGGGTAAAGATTTCAGG AAGAATAGCAGTGGTGCAAGG 265

Ad09A22371 Aradu.A09 22371 p3 (ATC)5 15 119919234 119919248 GCTACTGTCTATGGCGAGCA AGTTCCATGACGGGAAACAC 246

Ad09A22373 Aradu.A09 22373 p2 (TC)7 14 119927641 119927654 ATGGGATCATGAAGCAGGAG AGCGTCTGTGTCCGTCTTCT 189

Ad09A22376 Aradu.A09 22376 c (TA)8tgtatttaatcaattggcactataaaaaaaataatatttgt(A)1067 119933552 119933618 TCCTTTTATTTGAAAGAGAGTTTGG AGACATACTGCAACGACCCA 174

Ad09A22378 Aradu.A09 22378 c (T)10attaaaatcatcctcaacgtttaaaaacgctttaaaatcatcctttcccgaatttttggaccaaaataccctcatcatcatcattctcct(ACC)5115 119935184 119935298 GGTCTGGGTCGAAATCAAAA GAAACCAAAATGGAGGGGAG 214

Ad09A22381 Aradu.A09 22381 p4 (ATTT)5 20 119941047 119941066 GATCTTGATGCGGTTGGTTT AGTAAGCAATCAGGGCATCG 140

Ad09A22385 Aradu.A09 22385 p2 (TA)6 12 119951007 119951018 CAGACCAAAAGCGGAAAAAG GAAAGTGAGCGAGGAGAGGA 248

Ad09A22388 Aradu.A09 22388 p3 (TAT)6 18 119955973 119955990 AGACGCTCTGTCAGGGAGAA TCACCACTCTGCTCAGCAAC 278

Ad09A22392 Aradu.A09 22392 p4 (TTAT)5 20 119961851 119961870 TCCGCAGTTTTTAAGCTTGG AGGTATACGCATATCCGCGA 254

Ad09A22394 Aradu.A09 22394 p2 (AT)11 22 119967112 119967133 TGGCATTCCCATGACCTTAT AAATAAAAAGCGCAACGCTC 271

Ad09A22396 Aradu.A09 22396 p3 (ATG)9 27 119973400 119973426 AGTTGGGGTTAGAGGAGGGA CTCTCCCAGTTGCTTCTTGC 116

Ad09A22399 Aradu.A09 22399 c (AG)16aaaacagcgcgtttgtgggaagctgcttataaaggaagagtgttgctacgttgcgtgggactgaggttttgtgaacc(AG)10actgttagttacagttaagaagcatgtatgc(CAT)10190 119991196 119991385 CTGCGAGGAGGAAGAGAGG CGTCAATGGCTGAATGTCAA 277

Ad09A22410 Aradu.A09 22410 p3 (TAA)5 15 120008198 120008212 AACATGAATTTTGGTTTTAACTTTC TCAACCCTGCACATGGTAAC 279

Ad09A22411 Aradu.A09 22411 p2 (TA)6 12 120008337 120008348 AACATGAATTTTGGTTTTAACTTTC TCAACCCTGCACATGGTAAC 279

Ad09A22412 Aradu.A09 22412 p3 (TGG)5 15 120008876 120008890 TAGATTGGGTGAGGGTGAGG CTTCTCCACCACCACCAGTT 253

Ad09A22414 Aradu.A09 22414 c (A)14gacaaccatggtattataaaagttaatataacgaaaatggataggaatattattatatatgtagttcaataaaaattctg(AT)6106 120011181 120011286 AAAAATAAGAAGATCTATCCCGAAAA CACTTGTCTAAACAACATAGGATTCA 215

Ad09A22417 Aradu.A09 22417 c (T)10ctttttggttgtttataatttggttacgatgggatttcccattcttccactgtcttaaggtaattttgggtcaattttattcgatgaat(A)10109 120017124 120017232 TGCAAATTCGTCTTGGAATG TTTGCAAAATTATTCGGAGAG 210

Ad09A22419 Aradu.A09 22419 p5 (ATTTA)5 25 120017830 120017854 GTGAACGAGCACAGGTCTGA ATCACGCGTTTCAATACCCT 209

Ad09A22421 Aradu.A09 22421 p3 (ATT)5 15 120022113 120022127 TTGTTGGTAAATAATGGCCG TTATGCGATGCCAATCTCAG 179

Ad09A22425 Aradu.A09 22425 c (A)10tatatatgcagcaacttgtattgaaatctcgagtatcagtaaattatagatgaattagatctaccaaaagtcaccc(A)1197 120029391 120029487 TGCCGACAATAGAAGATGAAA CGAAGCGAGAATCAATGAGG 279

Ad09A22427 Aradu.A09 22427 c (A)11ctaatttgatgtaacttcaagtcaagcaacaactaacaattatcttttaag(A)1072 120031444 120031515 GGATGTTTTTATTTGTAGTTTCTTGA TTCACATCATCACATGGATACATTA 278

Ad09A22429 Aradu.A09 22429 p3 (TAT)6 18 120035864 120035881 CACCCTAAACCCTAACTACCCA CTAACTCCACGTCTCCACGA 209

Ad09A22432 Aradu.A09 22432 p3 (ATA)15 45 120037334 120037378 GGCCTATCGGGTTAGGAGAT CAATTCCAAAAACCGCAATC 146

Ad09A22433 Aradu.A09 22433 p3 (TGA)10 30 120037859 120037888 CCCCAAGATGATTCTGAGGA ATGATCATCACCACCAGCAA 222

Ad09A22436 Aradu.A09 22436 p2 (AG)8 16 120041905 120041920 ACCACAAGCTGATGAAAGCC TCATAAACCAGCACCACCAA 116

Ad09A22438 Aradu.A09 22438 p3 (ATA)14 42 120046990 120047031 GAAACAGGACAATAAACCAACAAA TGAAAGACACTGACCAAACCA 106

Ad09A22441 Aradu.A09 22441 c (T)10cgtattatatagggcagaaaattttttttctatttttgatgaattattccacaactttaaaaacta(T)1187 120050335 120050421 CTCAACTTGCATTGCTTCCA CGAGCACCTTCTACAGTTCG 265

Ad09A22442 Aradu.A09 22442 p2 (TA)9 18 120053854 120053871 TGGGTTAGAGTATGAACAACAGTCA AAAACATATGTACGCATGGTGA 267

Ad09A22443 Aradu.A09 22443 p2 (TA)11 22 120054785 120054806 TTTGTGAATGTAAACTAGCCCA TCACGTGAACTCACAACCAA 280
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Ad09A22446 Aradu.A09 22446 p3 (TGA)5 15 120056978 120056992 AGGCTTTTGTGCATGGATTC CCCACAAAGGTGAAGGAAGA 228

Ad09A22447 Aradu.A09 22447 p3 (ATT)8 24 120057247 120057270 TAACTTCAGGGTCAGGTGGG CCGGCATGTGACTACTTGAA 226

Ad09A22450 Aradu.A09 22450 p3 (ATT)6 18 120058125 120058142 GGGCAAGAAGTGGTTGTTGT TGGTACCTCCATGCAAATCA 195

Ad09A22453 Aradu.A09 22453 p2 (AT)6 12 120061440 120061451 AATGTCCGCAAACCAAAAAG GTTTGATTGTAGTGGCGGCT 267

Ad09A22456 Aradu.A09 22456 p3 (TAT)9 27 120063083 120063109 CCGTTTGAAAACAAAAACAATTT GCCCATATAGCAAGAGGCAG 223

Ad09A22460 Aradu.A09 22460 p2 (TC)16 32 120067023 120067054 TTTCTTTGCTTGTTCTTCATGG GGGAAGAGTTTGATGAGTCCTTT 155

Ad09A22466 Aradu.A09 22466 p2 (AT)8 16 120077876 120077891 GCGTATCCCCAATCTCAAAA TACTGATGGATGCAATGGGA 275

Ad09A22474 Aradu.A09 22474 c (T)10cttgaatcacataataatcaagagaaaattgaagcaa(TAAT)567 120090603 120090669 GGATGCAACATCACTCTCCA GCCATGGCCAAAGATAATGT 241

Ad09A22475 Aradu.A09 22475 p3 (GGA)5 15 120091982 120091996 AGCTGGTAGGAGCCTGAGGT AGTTTACCAAGCCATTTGCG 272

Ad09A22476 Aradu.A09 22476 p3 (TGG)7 21 120092714 120092734 TCTCTGGCTAAGGAGGTGGA CCACCACCTCCAATCATACC 155

Ad09A22477 Aradu.A09 22477 p2 (TA)6 12 120093127 120093138 TTCTTTCCCCCTTTCCTCTC TGCATTAATGATGCCGTTTG 219

Ad09A22481 Aradu.A09 22481 p3 (AAT)12 36 120099667 120099702 TCACAAAGTCATAACGTTAAAATCAA TCAAGTCATTGCAGGAGCAC 248

Ad09A22486 Aradu.A09 22486 p2 (GA)6 12 120125369 120125380 CGCACATAAAGGGGAAGAAA CACTGGTGTAGACTCCGCAA 213

Ad09A22489 Aradu.A09 22489 p3 (AAC)5 15 120131090 120131104 TGGTGAAGGAGAAGATATGAACAA ATGTAGCCGATCCCACTCAG 212

Ad09A22494 Aradu.A09 22494 p3 (TAT)12 36 120145896 120145931 AGCTAGCTTCACAAAAGGCA TCTCTGTCCTTGCCTTTACCA 257

Ad09A22497 Aradu.A09 22497 p4 (AAAT)5 20 120159591 120159610 CAGATGCCATGACAAAACCA TGAACCATCCATCAATTAGAGGT 280

Ad09A22506 Aradu.A09 22506 p2 (AT)6 12 120183541 120183552 TCAATCAAATTCCAATAACACCC TGCCTTTTATCATTTAGGGCAT 280

Ad09A22512 Aradu.A09 22512 p2 (TA)7 14 120189491 120189504 AGTTTGGCCACTTAGCACTGA CATGCCTAATGCCTAATGCC 268

Ad09A22516 Aradu.A09 22516 p3 (GAA)8 24 120201937 120201960 AACCGTGGTTCCAACTTCAC CTTTTCCTTTTCCCCCTCAC 256

Ad09A22517 Aradu.A09 22517 p4 (GTGA)5 20 120202149 120202168 AAAGAATTGAATGGCAACGG AGAAGAATATTCGCGGAGCA 224

Ad09A22519 Aradu.A09 22519 p3 (TTA)14 42 120207616 120207657 TGATTCTTGCTTTATTCTTTCGC TTCTAATTGTGCTTGCAATGG 277

Ad09A22521 Aradu.A09 22521 p3 (AAT)7 21 120209800 120209820 CCGTGAAAATTGAAAAGGACA AAAAACCTAGCTTAACATTCCTTCC 253

Ad09A22522 Aradu.A09 22522 c (A)10gtaagacaggaccatattttcaacatagagtatgtttagtcacc(A)1165 120210391 120210455 TCATTATTGATGACAAGCACCTG AACCCTAGCCAAAGATGGAAA 237

Ad09A22523 Aradu.A09 22523 p2 (AT)6 12 120211387 120211398 TCGGATCCATTTATGTATCTATTTGA AAACGAACAATGTTAGGAGATTAAA 280

Ad09A22524 Aradu.A09 22524 p3 (ATG)5 15 120214387 120214401 CGGAATCATGAACAAAAACG CAACACCACCATCTCCTCCT 234

Ad09A22526 Aradu.A09 22526 p3 (TTA)5 15 120219702 120219716 TCTTATGACTTTGAACATTTTTCATT TGAAAAGGCCTAAAGTGGACAT 262

Ad09A22530 Aradu.A09 22530 p2 (GA)9 18 120225452 120225469 CGTGGTATGCATGACATGGT TTTTGGGCTTCCTTTACGTG 234

Ad09A22532 Aradu.A09 22532 p3 (TTG)5 15 120233059 120233073 CCATCCAGAGGTGGTCAAAT TGCATACTAATTAAGGAATGCAAA 223

Ad09A22534 Aradu.A09 22534 p2 (AT)6 12 120240656 120240667 AAAATGAAACTCCAAAGAAACCC CCCAGTCTAAATGCGACTCC 224

Ad09A22536 Aradu.A09 22536 p3 (TAT)6 18 120250123 120250140 CGGTGCTCATGTTGAGAAGA CGGATCCACAGCATTACCTT 133

Ad09A22537 Aradu.A09 22537 p3 (TAA)5 15 120252795 120252809 CAAAGAGAGCCCAGATTTGC AGGGAGATTGATGGGTAGGC 238

Ad09A22538 Aradu.A09 22538 p2 (TA)6 12 120256595 120256606 TGGAGGAAACACAAAAAGCTG GCTGCATAAAAGCAAAAGGC 277

Ad09A22539 Aradu.A09 22539 p5 (TAATA)5 25 120257328 120257352 GAAAGGTGTGCTGTGTGCAT CCAAACGTAGGAGACCAATTT 280

Ad09A22540 Aradu.A09 22540 p2 (AT)8 16 120258371 120258386 TGTCCTCAAAACTCGTGGCT CATGTGACCCGTGAAAACAG 272
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Ad09A22542 Aradu.A09 22542 p2 (AG)6 12 120261619 120261630 AAAATCACAATGGTCACGCA CCCTCCCTTTCCGTCTAATC 170

Ad09A22546 Aradu.A09 22546 p2 (TC)18 36 120273044 120273079 GCCGCCTTCTTCTTGTTCTT CGACGGTGACGAAGATTACC 273

Ad09A22547 Aradu.A09 22547 c (TCT)11(TCC)8 57 120274598 120274654 GCTGTCTCGTTCAGCCTTTC TCCACTAGGCAGAACCCAAC 239

Ad09A22548 Aradu.A09 22548 p3 (TTG)5 15 120274954 120274968 AATTGCCTCTTGGGTTCTGT TTCCAACAGCAACAACTAATGAA 191

Ad09A22549 Aradu.A09 22549 p2 (AG)30 60 120278391 120278450 AACACGAAAAATCCGAACCTT TGGTTAACGACGATCTCATGTC 280

Ad09A22550 Aradu.A09 22550 p3 (TCT)5 15 120279562 120279576 AGGTGGCTGATTTGTTGGTC TGCAATGGTGAATAAGAAAAAGAA 267

Ad09A22551 Aradu.A09 22551 p3 (TTC)5 15 120279712 120279726 ACCCTTCTTCTCCACTGCAA ATGCGTTCGTGGGTAATCTC 210

Ad09A22556 Aradu.A09 22556 p2 (AG)6 12 120300455 120300466 CCGATTGAACCAGATGATCC TGGAAGACAGAACACAACGC 138

Ad09A22557 Aradu.A09 22557 c (A)10caaaaacatttaaatgtatgaatagataatctgttaacaaacttagcacaataacttttcaaaaagaaacattactataattt(A)10103 120304647 120304749 AAACTAAAAGCGTATTAAAAACGAAA ATAGGCTTGCCAATTCATGG 234

Ad09A22559 Aradu.A09 22559 c (GA)6a(AG)8 29 120313009 120313037 GGCGACAAATGATGAGTCTG CTTCACAGCTCATATCGCCA 179

Ad09A22560 Aradu.A09 22560 p2 (TA)6 12 120313341 120313352 GAGCTGTGAAGAGGTAGGCG TTGCTCAAGATATGGCATGG 257

Ad09A22561 Aradu.A09 22561 p2 (AT)8 16 120314141 120314156 CGCACTTTCGACGAACTTTA CCGATCCATTCTTTCCTTCA 280

Ad09A22566 Aradu.A09 22566 p2 (CT)16 32 120326085 120326116 AGTCACCTTCCCCAAAGTCA AAAAATATGTTAATGTGGCAACAAA 249

Ad09A22567 Aradu.A09 22567 p2 (AG)6 12 120336475 120336486 TCTTTCTACCCGCAGATTTCA CGGTGGTTGCCAGATTAAAA 279

Ad09A22573 Aradu.A09 22573 p3 (TAA)5 15 120352869 120352883 CAAGGCCCAAAATTTCATCT TTCCAGACTCGAACCAATGA 275

Ad09A22576 Aradu.A09 22576 p2 (AG)7 14 120366435 120366448 GCAATGGCCACATTCTTCAT TGACGTGTGCTCATGTTCAAT 277

Ad09A22579 Aradu.A09 22579 p2 (AT)6 12 120372188 120372199 GGACGGAAGTAGAAGTCCCC CTCCAATGAGAGAACGAGCC 278

Ad09A22583 Aradu.A09 22583 c (CAG)7caaccatggtccatgccatcaatacaagaactacccttcaacaaccatgaatcgtttattgtgcctcc(ACA)6107 120376994 120377100 CTTTGGAGGAGGAAGAGGCT TGGAAGATGACGATGATGGA 263

Ad09A22584 Aradu.A09 22584 p3 (TAC)5 15 120379075 120379089 TCTTTTGTTTTTGGGGGTGT TCCATTGTATCCAACCACTCA 216

Ad09A22587 Aradu.A09 22587 p2 (CA)6 12 120393709 120393720 GCTTTCACTGAGCGTAAGGG TCCACCACAATCCAGAAACA 249

Ad09A22590 Aradu.A09 22590 p2 (AT)10 20 120403991 120404010 TTTCTAAGATATCACGGGACCTTC TAGTCACTGCTTTGTGGCGT 204

Ad09A22592 Aradu.A09 22592 p3 (CAT)5 15 120411250 120411264 ACCCTTCCCCTTCTTCTCAA TAGTAGTGGGTGGGAGGTGG 149

Ad09A22593 Aradu.A09 22593 c (ATC)5gacatcatcattagaacccataactcaaaatccataactcaaactcagaaaaacaaacccagaactcaaactaaaaaaaattagaactcagaaa(ATC)5124 120411377 120411500 TCAGAAATGCCAAACCAAAA ATGTGCAAATCTGTTGCTGC 243

Ad09A22599 Aradu.A09 22599 p2 (TC)11 22 120435972 120435993 GCCTTTTGGTTTTAAGGGCT TACATGTGGTGGCAATGCTT 268

Ad09A22600 Aradu.A09 22600 c (T)12cccatgacccatttgagaaaattgtggaacgaattatggggtgccaacaagatttcagctttgttgttttaaga(T)1298 120436288 120436385 TAATTTTTGCGCTTTTTGGG CGAAAATCCTCCATTCAAGC 274

Ad09A22606 Aradu.A09 22606 p3 (TTA)12 36 120448637 120448672 TTCCACAACGGATAAAGTCG TCCTCTTCCCCTCTCTTTCA 231

Ad09A22607 Aradu.A09 22607 p3 (GAA)6 18 120448811 120448828 CAAGTTTGGTGTTCAAGGCA TAAGATTGAAAGTTGGCGGC 278

Ad09A22609 Aradu.A09 22609 c (TA)6ttaacagttctgattgtgaacaactataaatatttataaaataaattgttctccgacaaag(A)1285 120453906 120453990 TATGCTTGAAACACACCCCA TCCCTTACACAGGAACACCA 169

Ad09A22610 Aradu.A09 22610 p2 (AT)10 20 120456832 120456851 CGGGGACTCATACTCCTCAA GGCCTCTACATTCTTCAGAACC 167

Ad09A22611 Aradu.A09 22611 p4 (AATG)5 20 120457415 120457434 GGTAGCACTAGCACTCCCCA TGTTGTCTGGTTGGTTTGGA 222

Ad09A22614 Aradu.A09 22614 p3 (AAT)5 15 120459662 120459676 CATGGTATGGTCGCTTCCTT GTTGGATCCTTACGCCGATA 270

Ad09A22616 Aradu.A09 22616 p2 (TA)7 14 120462463 120462476 AAACGAATGGGTTTGAAAATG TGGAGAGGAATACTTGGGTGA 232

Ad09A22620 Aradu.A09 22620 p2 (CA)6 12 120471013 120471024 AACCCTTCCCTAACACACCC CAGGCACAGAAATTCAGCAA 242

Ad09A22622 Aradu.A09 22622 p2 (AT)6 12 120474588 120474599 AGCAAGGACTCGCAAATTGT GCCTTAGGTCCCTCATTGTTT 258
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Ad09A22623 Aradu.A09 22623 p2 (CT)7 14 120477691 120477704 AACCGCACCCTTCTCTTTTT GAGCCGCAGTTTATGTGGAT 197

Ad09A22625 Aradu.A09 22625 p2 (TA)6 12 120484264 120484275 GCAAGAAATGTGCCTCGTAA ATAGTTAAGCCAGCGCACCA 108

Ad09A22631 Aradu.A09 22631 p4 (AGAA)5 20 120492392 120492411 ATGAGAAGCAATGTTCCTAAAAA CACAGAAATTTCGCTACAAAAA 124

Ad09A22632 Aradu.A09 22632 p3 (TTC)6 18 120492526 120492543 TTTTTGTAGCGAAATTTCTGTGT TGTTGCTGCATTTTTCTTCC 211

Ad09A22635 Aradu.A09 22635 p3 (TGA)5 15 120493629 120493643 GCCAGTCATCGCTACTCCTC GAACAACAACAACAAAAGCAGC 273

Ad09A22637 Aradu.A09 22637 p4 (TTTA)5 20 120495011 120495030 TCATTCTGCATACGATGCCT AGGTCATCGACAAATCACATTG 139

Ad09A22642 Aradu.A09 22642 p2 (AT)6 12 120503660 120503671 TACGACGACGACCGAATGTA TATTTCTGGATCCGTCCCTG 252

Ad09A22643 Aradu.A09 22643 p3 (AAT)7 21 120506662 120506682 TATAATAAAAAGGGGCCGGG CTACTGCACAACCCTCAGCA 249

Ad09A22646 Aradu.A09 22646 p3 (AAC)5 15 120515308 120515322 AAAAGCAAGCTGCTGAGGAA ACCAAGCCCACTGAACTGAA 259

Ad09A22647 Aradu.A09 22647 c (GAA)5cggcgaagaagaagataactcgaacagagaagaacaacgaagcttattaggttaaagaagaagaagaaa(AAG)6102 120523351 120523452 TTCACAATTGCATTCCATTCA TCGCATTTTCGTTCTTTTTC 273

Ad09A22653 Aradu.A09 22653 p3 (GAA)7 21 120538139 120538159 GACAACATCAACCGACAACG AGGTGGTGATGAGGGTTCTG 226

Ad09A22656 Aradu.A09 22656 p3 (TAA)6 18 120543895 120543912 TGCGAATAAAACAAGACAAGACA GGCATCGTACAATTATGGGC 248

Ad09A22662 Aradu.A09 22662 p2 (AT)6 12 120547309 120547320 GGCACTAACAAATCCACCCT CAAGTCCTTCACCCACTCAAA 280

Ad09A22663 Aradu.A09 22663 p2 (TA)7 14 120547957 120547970 TTCTTTGCCATTAAAAATGCG ATGGAAACATCACGTGCAAA 111

Ad09A22667 Aradu.A09 22667 p2 (TA)9 18 120565388 120565405 CACACAGTCGCAGTCATCCT GACATTTATTTTAAAACGAAGGAAGT 279

Ad10A2 Aradu.A10 2 p3 (CGA)6 18 19830 19847 CAGGTCAACCAGCAGATCAA AGCAGGATCTTCGTCGTCAT 129

Ad10A4 Aradu.A10 4 c (T)10gttctttttc(T)1131 22376 22406 CTCCTTATTACCGGCACACC TGGCATGTCACCATTTTCAT 199

Ad10A6 Aradu.A10 6 p2 (TG)10 20 23927 23946 TGCAGCCTGTTTTGTTTTCA GCAGCCTAGTCATCTGAGGG 148

Ad10A7 Aradu.A10 7 p2 (TA)6 12 29587 29598 TTCAATCACCCCAATTCACA CGGGGAATAATTTGTTGTGG 179

Ad10A9 Aradu.A10 9 p3 (ACC)8 24 39613 39636 TGCATTACCAGACTCCACCA AAATGCACCTTACAGTGGGG 199

Ad10A15 Aradu.A10 15 p2 (TC)18 36 60812 60847 TGTTGCTGAGTCAGGTATCATT CAATCTCGATCTTCCACGCT 265

Ad10A16 Aradu.A10 16 p2 (TC)11 22 66073 66094 TGGAGATGAAAATGCATTCAG GGAGAAGAATTGGGGAGGAA 276

Ad10A18 Aradu.A10 18 p2 (TG)6 12 88063 88074 TCAAAACGGTGGTTTACACA TTCTTTAACTGTCAGCCCATGA 159

Ad10A19 Aradu.A10 19 p3 (GAG)6 18 95929 95946 ATCACAATGGGCTTGGAAAG TGGCAAAGACAAATGCTCAG 142

Ad10A20 Aradu.A10 20 p2 (TA)7 14 98646 98659 TGGACAAATCAGTTTAGCACAAA CAAGGGGATGCTTCCATAAA 269

Ad10A25 Aradu.A10 25 p2 (TA)6 12 104211 104222 TTTGATTTTCAAATTTGTTTCAACT AATGAGATGGGAGAGGGAGAA 262

Ad10A26 Aradu.A10 26 p2 (TA)7 14 105323 105336 GGATTACTCATTTTTCTTTTGATGG TTGAGCAGTTGCAAAAAGGA 233

Ad10A30 Aradu.A10 30 p3 (TTA)5 15 119302 119316 TGCTCCCAAATAGTTTACTTTCA TGGTTTAATAATCGGTTCAATTTT 280

Ad10A34 Aradu.A10 34 p6 (TCTTCC)6 36 127719 127754 ATTCACGCCGTTTCACATTT AGGGAGGAAGAGGTGGTGTT 167

Ad10A35 Aradu.A10 35 p3 (TCT)6 18 128402 128419 ACAGAAGGAGATCGAAGGCA CTTCGCATGTTTCATCTTCG 209

Ad10A40 Aradu.A10 40 p3 (ATG)6 18 140475 140492 CCTTCTCATCGTCGTCGTTC TGAGAGCTCCTCTTCTTCCTTC 227

Ad10A43 Aradu.A10 43 p2 (AT)6 12 161026 161037 TGAGACAACACTTAATTGGAAGC CACTTCGCGACCAAATTGTA 120

Ad10A44 Aradu.A10 44 p3 (TTA)5 15 161883 161897 CGAGGACAATCCAATCAATCA AATTTTCATCCAATAAAGACCATT 243

Ad10A46 Aradu.A10 46 c (AG)6g(GA)8 29 178459 178487 AACAGGGGTGTCCTGTTTTG ACTGCGAACTCCTTCCCTTT 258
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Ad10A48 Aradu.A10 48 c (T)10cttttttc(T)11 29 180979 181007 CGTGCTTTTCCTGCACTGTA TTTTGGCATTTGAAACCAGA 164

Ad10A50 Aradu.A10 50 p2 (AT)6 12 182562 182573 TTGCATCACATTAGTTATACTGGTCA TTTTTGGGAGAGTTTGGCTA 264

Ad10A52 Aradu.A10 52 p2 (AT)6 12 186753 186764 TTATCATGAAATGTTTGTAGAATGACT GGACGAAAACGTTAGGGACA 128

Ad10A57 Aradu.A10 57 p2 (TA)6 12 190050 190061 TTTACGGATATCCACTCCCG GTCTACGGGTACCTGCTCCA 272

Ad10A59 Aradu.A10 59 p3 (CTT)5 15 190675 190689 GAAATACACGCGCCCAATAC AGGAGGAGGAAGAGAAACGC 152

Ad10A60 Aradu.A10 60 p3 (TTG)5 15 190822 190836 CGCGTTCCTTCTTCTTTACG ACGTGCGTCTCCCACTACTC 188

Ad10A62 Aradu.A10 62 p2 (AT)6 12 192603 192614 ATTTCTTCGCTGCTGCTCAT AGTGAAAATCATGCCGGTCT 261

Ad10A67 Aradu.A10 67 c (A)10g(A)10 21 205159 205179 GCCAGTACCTACTCAGCCACA GCATGCCCTTGTACCAAAAT 205

Ad10A69 Aradu.A10 69 p3 (AAC)8 24 206596 206619 TGGAGGAACAGGAATCTTGG GGAGCAATTCTCCCTTGTTC 272

Ad10A71 Aradu.A10 71 c (ATA)6atgcatagaggtctatgcaga(AT)651 207918 207968 GATGACGCTGGAACTTGGAT ATTGCGACCGGTCTGTATTG 261

Ad10A72 Aradu.A10 72 c (CT)12catctctctct(CA)6ctctctttct(CA)6gagacagcgacttgaactgctgcttcttctaacaactactaaggtaggttggttcctctctccctctctctatatttctctctctc(TA)8171 209211 209381 CCTGCTCCAGAGTGCAGATT GCATAATAATCAGCACATACAAAGAAA 279

Ad10A73 Aradu.A10 73 c (GA)6gccagagaggggaaaagaaaaaagaaaaaagatt(A)1056 211232 211287 TGTGTTTTGGATTGGCTGAA CCAAACGCAGCCATAATCTT 210

Ad10A75 Aradu.A10 75 p2 (AT)8 16 213222 213237 CGATGATAAAAAGGAGGAGGAA AAGCTGGTTTGTATTGTCTCTGA 276

Ad10A77 Aradu.A10 77 p2 (AG)20 40 219428 219467 CCATAATCCAAACCCGAAAA TTGCAGTTCCACCAATACCA 236

Ad10A79 Aradu.A10 79 c (TC)7taaagacta(T)1336 224676 224711 AAGTTAGCGACGCCTTGAAA GACGGATCCATCTGTTTCGT 220

Ad10A87 Aradu.A10 87 c (T)10aaaaaataatattttttttactaatacagttaaaagtttataaaagagttgggaatctccaaataacattttttttctatttataaaacat(A)14115 245337 245451 GGATTCTCGAATCAACTAACACA TTTGCAATGGACAAGAGAAAA 257

Ad10A90 Aradu.A10 90 p4 (TGTA)6 24 256059 256082 ATTGACCGGAGTGAGAAACG CCAGTACCAGAGCCGTTGAT 256

Ad10A91 Aradu.A10 91 p3 (ATT)6 18 256877 256894 TGGCTTTCCGACTGTTTCTT AAGTTCTGCGAAATGAGGGA 197

Ad10A92 Aradu.A10 92 p3 (ATC)6 18 258173 258190 CTGTTTGTTCAGACACATGGC GCCTGGCCAATTGATGTACT 275

Ad10A94 Aradu.A10 94 p3 (ATA)5 15 259479 259493 GATCTCGACTGAGCCTCTTCA GCTTGAGACTGCCTGCATTT 277

Ad10A96 Aradu.A10 96 p2 (TA)6 12 262178 262189 ACCGTGTACAGTTAACCCCG TTTGCTTTGCTTGATGTTGC 204

Ad10A98 Aradu.A10 98 p2 (TC)9 18 266055 266072 GGAGCAGAAGGAGCATGAAC TCTGCCTTTTGTGGTTCCTC 138

Ad10A103 Aradu.A10 103 p2 (TA)9 18 277107 277124 TGACCAAACCAAAACAAACAA CCACAACAATGCACAACACA 270

Ad10A104 Aradu.A10 104 p2 (AT)10 20 277730 277749 ACTTCTGGGCACACTGATGA TTCTAGGTCCTCCCATTCCC 264

Ad10A107 Aradu.A10 107 p2 (TA)6 12 280898 280909 ACCCGACCGTAGACTTGATG TTAGTTTTGACGGTTTTGGAA 280

Ad10A119 Aradu.A10 119 c (GAACAA)5gaactcattaattagtagt(AGC)564 304595 304658 GGAGGAGGATCGTCAAGATG AATTTCAAGGGCGTTGTGAG 228

Ad10A120 Aradu.A10 120 p2 (TA)7 14 304878 304891 GCCTAACTCCGCCTACTCCT CTTGATGTTGTGCATCCTGG 198

Ad10A123 Aradu.A10 123 p4 (AAGA)5 20 310206 310225 TCGCTCCTTTGATTGCTCTT ACTTGAACGAGAACATCCCG 194

Ad10A128 Aradu.A10 128 c (A)10gactttacaaataaaatattgtgtg(TA)1157 327087 327143 TCAAAAATTTTAGGGGCCAA ATTCTGCTGTTTCACGGAGC 275

Ad10A129 Aradu.A10 129 c (A)11tattcaaccgaactcctaagctttaattttataggactgagtagtctgtgtaaaaaaaaagtcaacgttattttttttggtataggagctaataatcc(A)10119 328464 328582 TAAGCACCGAAAATCCCAAC AATACCCAATTTGAGCTTCTGA 280

Ad10A130 Aradu.A10 130 p2 (TA)8 16 329023 329038 TTTGACCGAAAAATGGTGAA CGAAAAGGAACATTTACATAAATACG 256

Ad10A131 Aradu.A10 131 c (TCAC)6tactctttttgagtagaaatggtaa(TGG)976 331926 332001 CCCATCCATGATCTGAAGGT CTGTTTGCGTTTGAGGGATT 149

Ad10A132 Aradu.A10 132 p2 (AT)8 16 338425 338440 TTCATTTCCGTGACCTTTGA TTGGAAACGAGTTAAACAACACA 246

Ad10A135 Aradu.A10 135 p3 (GAA)5 15 359643 359657 AAATGGCCGAATTCAACAAG TATGTTTGCCAACGCTTCAC 274
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Ad10A136 Aradu.A10 136 p3 (TAT)6 18 360800 360817 TCGTGTTGTTGCTTTGTTGC TCCAATACAAGTTGTGATGACATTC 240

Ad10A137 Aradu.A10 137 p2 (TC)11 22 362480 362501 TTTTTATGTCGTGCTTTGCG ATAGGGAGGAAAGAGCCCAA 268

Ad10A139 Aradu.A10 139 p3 (ATC)5 15 364470 364484 ATGCAGGCCAAATCAATCTT ACGATGATGAAGATGGCTCC 103

Ad10A141 Aradu.A10 141 c (T)10gtgactaaagttatgtttgtataaaagttgaatttttgtgaaatatanttaaagttg(T)1481 365200 365280 GGATCATGGTATGTCAAAAACG CCTACTGGTTGTTGATGGCA 250

Ad10A142 Aradu.A10 142 p6 (AGAAGG)6 36 368363 368398 CCCTCGCTTACCCTAACACA AGGAACAAAGCGGAACTCAA 280

Ad10A143 Aradu.A10 143 c (A)10taaagaaaagaaaat(A)1035 370808 370842 TTTATCTCTTACGCTTTGTTTGG AAAAAGAAAAATGGAACAATATGGA 279

Ad10A146 Aradu.A10 146 p3 (ATA)5 15 375564 375578 CTGGTTGAGAAAGAGCAGCC CCAAAAAGCCTTCACCAAAA 203

Ad10A150 Aradu.A10 150 p2 (TA)8 16 402172 402187 CCAAGCCCACTTGGTTAAAA GAAGTGAATGCTGGTGCAAA 264

Ad10A153 Aradu.A10 153 p3 (ATG)20 60 410301 410360 GCGAGGCAAGGTAATTAAACC CCCCTTGGAATAGGGTTTTG 186

Ad10A155 Aradu.A10 155 p2 (TC)6 12 414894 414905 AGAGAGGGGCATGCTTGTAA CCTATGTTGTTGTTTTTGGGC 272

Ad10A156 Aradu.A10 156 p3 (GAA)5 15 415664 415678 AGGTCAGGGAGTGAAGGAGC CTGGCATATCACCTTCCCAT 225

Ad10A157 Aradu.A10 157 p2 (TA)7 14 416161 416174 TAGGTGCAGTCGACCTTACG TTTGTGGTTGCAATTTCATTTC 268

Ad10A161 Aradu.A10 161 p3 (CTC)7 21 430211 430231 CACTTTGGCCGGTTAAGTTC TCCCCTTTATAAATCCCAAACA 122

Ad10A163 Aradu.A10 163 p2 (AG)9 18 435406 435423 TGAAAAACAAAGCTTGCGAA GCCTTGGATCCTTTTTACCC 118

Ad10A166 Aradu.A10 166 p2 (TC)7 14 438810 438823 AGCAGCAGTGATTCACCCTT AAGGGATTTGGTGGTTAGGG 205

Ad10A172 Aradu.A10 172 c (ATT)5(GTT)7 36 461128 461163 GCTATCCATTTAGGAAAAGCTCA TTCAACTCGCATAAGGGTCA 262

Ad10A176 Aradu.A10 176 p2 (AT)9 18 468145 468162 TACGTTGAATTGGACGCTGA CATTTTTAGTTAGACGTTGATCGG 157

Ad10A179 Aradu.A10 179 p3 (TTA)5 15 477386 477400 TATTGGCAACTTAGGCTGGG TTAGAATTCCCTTCCTGCCC 230

Ad10A180 Aradu.A10 180 p3 (ATT)5 15 481940 481954 CCAATTATTATGGGAAAGATGGA ATTCGATCCGTGCAATTGAT 223

Ad10A181 Aradu.A10 181 p2 (AT)6 12 482465 482476 TGCTCTATGCTACGTATGGTCC CACATCCGGTTGTTACGGTAT 189

Ad10A191 Aradu.A10 191 p4 (TTAA)5 20 517838 517857 GAATTCAAAGTATCTCTCTCTTCTCCA AAAATTAGCAGTTGTAAACACAAAAC 262

Ad10A194 Aradu.A10 194 c (TAA)15actaatagtattaa(T)1372 529073 529144 ACCCATTGAAGCTGTTGGTC GACTTATAACCAACGGCGGA 194

Ad10A196 Aradu.A10 196 c (T)12caattaaaactagtctgctaccatgtttcctattttcagaaaaccaattctacttctagaatttaaa(AAT)594 532847 532940 GCCCAACAAAAGAGGCTGTA CGCGTTTGATCTGTAATCTCG 233

Ad10A200 Aradu.A10 200 p4 (AATT)6 24 548008 548031 CCGGAGAATTCAGCAAACTT AATGCCCCATTTGGTATTCA 140

Ad10A203 Aradu.A10 203 p2 (TA)6 12 555794 555805 TTCGTGCTCAACTGCATCAT TTGTTTGTTTAGCCACATTTTGA 266

Ad10A204 Aradu.A10 204 p2 (AT)6 12 563438 563449 CTGACATGCTCATGCTGAAA TGCTTTGACTTTTGCTTTGG 200

Ad10A209 Aradu.A10 209 p2 (AG)10 20 582181 582200 CATGGCTGACAAAGTGGAAA ACGTTAACCGTTTTTGTCGC 152

Ad10A210 Aradu.A10 210 c (T)10(A)10 20 582988 583007 CGCAGATATGCGGATACGA ACTATGCAATGTGCAGTGGC 270

Ad10A211 Aradu.A10 211 p3 (TCT)5 15 583270 583284 GCAGATTGCATTGAGTGAGG TTGGGAAGGAGATTGGAATG 212

Ad10A213 Aradu.A10 213 p2 (AG)9 18 588412 588429 GGCCAAGATAACCACTTCTTCA GTACCCGTCTTTGGAGGGTT 280

Ad10A214 Aradu.A10 214 p2 (AT)7 14 590244 590257 TTTAGCATTGTCACCGGTCC GCAACAAATGAGTCTTCCCA 243

Ad10A216 Aradu.A10 216 p2 (AT)7 14 593270 593283 TCTTTTATTTCATTTCTTCGGCA TATATTGGGGGTGGACGAAT 260

Ad10A217 Aradu.A10 217 p2 (TA)6 12 594471 594482 CCGCAAGATCCTCCAAATAA TGAAGCCAAAAATACGAAGG 244

Ad10A220 Aradu.A10 220 p2 (TA)6 12 596258 596269 TGAGTGATACGAAGTTTCAAGTATGA AAATGCCCTTTGATATTGTATTATTC 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A222 Aradu.A10 222 c (TAAT)6tattgcaataataagctaagataataagtaagaacgaaatatacacgagtttaaaatttac(T)1196 598696 598791 TGCACCTGAATTTTCACCAA TCTGTTATTTGCCCCCACTC 215

Ad10A224 Aradu.A10 224 p2 (TA)7 14 604944 604957 CGGAAATATTGCTGGATGCT CCACAATGCATTTATGGGAT 274

Ad10A226 Aradu.A10 226 p2 (AT)9 18 606065 606082 GAATGTACCGAAAACACCGC TTGATATTTCAATTGTTTTAACCG 108

Ad10A227 Aradu.A10 227 p2 (GA)8 16 608578 608593 CGGTTGTGTTCTCACTTCTCA AGTTGCACCTTGTTGCTGTG 136

Ad10A231 Aradu.A10 231 p2 (CA)6 12 627057 627068 CCAAAAGCAGAATTTTCAAACC AGTGGTTGATCTTGTGGGGT 245

Ad10A233 Aradu.A10 233 p2 (TG)8 16 632661 632676 GATCAAATTGGCTCCAATGAA GCTTCAAGTTCCATTGCTCC 258

Ad10A235 Aradu.A10 235 p2 (TA)6 12 640969 640980 AAAGCATCGGCTTAAAAACTAA TTGAATGCGGATGTAAAACAA 279

Ad10A236 Aradu.A10 236 p3 (AAT)11 33 641390 641422 TTTACCCAAGTTTAATTATAGCCAA TTTTCTCCACCACAAGGATTC 280

Ad10A239 Aradu.A10 239 p2 (AT)7 14 649782 649795 ATGACATGGTTGTTGAAATAATAAAT ATCAAACTCGACTTCACCCG 209

Ad10A242 Aradu.A10 242 c (TA)9ggaaatacataa(T)1040 670807 670846 CCAGAAGGTACCCCTGAAGA AAGGAGTCCAACCTTGGATAAA 280

Ad10A245 Aradu.A10 245 p2 (AT)15 30 678955 678984 TGATGATGTGGCATTTTGCT TCGGTTTAGAATTTATATTTTTGTTCA 278

Ad10A264 Aradu.A10 264 p3 (ATT)18 54 729614 729667 CTTGCCATGTCGTGTTTCTC TTTATGATATCAACAATGCACATTAAA 264

Ad10A266 Aradu.A10 266 p3 (ATA)5 15 732232 732246 TTGAAATAAGTCTTGGCAGATCC TCTAGAATCTCAATTATTTGTGCCA 271

Ad10A268 Aradu.A10 268 p3 (CTC)6 18 740975 740992 AAAGGGTCCAGGAGGCTAAA ACGGCTGAGAAGGAGTTGAA 138

Ad10A270 Aradu.A10 270 p2 (AT)12 24 751491 751514 TTGCTGGCATCAAGATTCAC TGTACAAATATTCCATTGACTCCC 202

Ad10A271 Aradu.A10 271 p3 (TTG)5 15 755853 755867 AACATCCAGTCAGGAGGGTG TTTAATTACGTCGGCATGGA 231

Ad10A276 Aradu.A10 276 p2 (CT)6 12 760375 760386 TTGGTTTGGTTCCCTTTCAG AAAAGTTCGCATTCTTTTCTTTTC 273

Ad10A282 Aradu.A10 282 p3 (GGA)5 15 768175 768189 GTGCATCCATTAGCATCACC GATCCAGATGCTTTTTGGGA 247

Ad10A289 Aradu.A10 289 c (TTA)5taac(A)10ggctcaaatttaaatgctgcaagtagataagataggagtatccataaagaaaag(A)1093 789925 790017 CAAGAAAGCTAAAAGATCCCCC TGCTAGCCCTCTGAACTTTCTC 278

Ad10A290 Aradu.A10 290 p3 (AGA)5 15 791160 791174 ACCCCTTCATACTGTGCCTG CATGCACCAAATTGACCAAC 280

Ad10A291 Aradu.A10 291 p2 (TA)7 14 791906 791919 TCACGTATGGAAGCCACTCA GCCATTTATTTCTCTATTGTAGGTTT 267

Ad10A294 Aradu.A10 294 p3 (CTT)5 15 797359 797373 TCATTTTGGGGGTTCTCAAC CAGAGCTTTGCCTAAAACGG 198

Ad10A297 Aradu.A10 297 p2 (TA)6 12 810636 810647 TGAATTTATGTGAACGTGTGTAAAAA GGCAACTTTATTGTAGCCAGC 152

Ad10A299 Aradu.A10 299 p2 (TA)6 12 812317 812328 AATTGTGAGAGAGAAACAAGAAAAA TGTGGGAGTATTTACCCACTGA 196

Ad10A302 Aradu.A10 302 c (T)10at(A)10 22 819402 819423 GGAGAATAAATGGAGACGGGA TTCGTCTAAATTTTGTCGGTCA 274

Ad10A304 Aradu.A10 304 p2 (AT)11 22 824030 824051 ATTTTAGAAAGGGAGCCCGA GATCTCAGGGGTGGATCCTT 222

Ad10A305 Aradu.A10 305 p2 (AT)9 18 831387 831404 TGATGAAAGCCTAAGATGGC TTGTGATTGTGATTGTCACCC 154

Ad10A308 Aradu.A10 308 c (AGAA)5(AG)6 32 837103 837134 GGTTTGGGCTTATTGAAGCA GATCAGCCACTTCCAACACC 280

Ad10A310 Aradu.A10 310 c (A)10ggatatatctagaagattatttaagttatgcctcattagcaac(T)1063 838721 838783 TTGCTCTTGCCTTTTGGTTT TGAATGTATGCTTGAACAGTGC 256

Ad10A311 Aradu.A10 311 p4 (ATAA)5 20 841515 841534 ACACACGCATGTCAAATCAA CAATAATGTCCCCCTCCTCC 256

Ad10A312 Aradu.A10 312 p2 (AT)6 12 844113 844124 TGGGTTTAAGTAATACCTGTCCG TCTGTCCCACTCTTATTAGCGA 278

Ad10A313 Aradu.A10 313 p3 (AAT)11 33 844454 844486 CATTGCCACCTTCACCTGTA CATGCATGAAACCCTTTGTC 145

Ad10A314 Aradu.A10 314 p3 (TAA)5 15 849794 849808 ACCACTCTGATGGTTGAGCC ACTTCCAACTGCCTTGTGCT 216

Ad10A315 Aradu.A10 315 p2 (AT)11 22 850050 850071 CCCACCCTCAAATAAACCCT GCACCTGAGTTTCCACCATT 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A316 Aradu.A10 316 p2 (AG)6 12 851951 851962 TTTGATGGGACTTTTGGGTT TGGCTCTTCTTAATAACTCCATGA 169

Ad10A318 Aradu.A10 318 p2 (AC)6 12 855860 855871 CGCATTCCAAACTCTCCAAT CCTATGGTCAAGAGAAACCCC 136

Ad10A321 Aradu.A10 321 c (TAA)6c(AAT)10 49 866062 866110 TCAAAATAACAAAACAATGGCAA CCGATTAAATGACGTTGCAC 277

Ad10A322 Aradu.A10 322 p3 (TTA)10 30 866830 866859 TCAAGTCAATTGCCCGATTA CATTGCAACTAGTAACACTAACAACAA 280

Ad10A323 Aradu.A10 323 p3 (TAA)13 39 875339 875377 TCGTTGATAACTGAGAGCTAGAGAGA TCAAGTCAATTGCCCGATTA 268

Ad10A324 Aradu.A10 324 c (TTA)6ttctca(TTG)5(TTA)22105 876082 876186 GAAAGATGTGAGAAGAGGGGAA TTGATTTTCAACCATATCTTCTCAA 234

Ad10A325 Aradu.A10 325 p3 (ATG)5 15 881024 881038 TAATTCCGTTTCCCAGAAGC GGCATCGCCATCTTCATACT 123

Ad10A329 Aradu.A10 329 p3 (ATA)5 15 896734 896748 GAACCCCCTCTTCCATCTGT TTCAGGTTCAGGGTCTGCTT 204

Ad10A331 Aradu.A10 331 p3 (TAA)14 42 900370 900411 TCATTGATAACCGAGAGCTAGAGA TTTTAATCAAGTTAATTGCCCGA 275

Ad10A332 Aradu.A10 332 p3 (TTA)11 33 901098 901130 TGGATACATCGACGAAGAGG TCAAAATAACAAACAATGGCAA 280

Ad10A338 Aradu.A10 338 p2 (TA)7 14 918081 918094 CGCGTCTGTGTCTGAGGATA CCACACTCAAATTAGCCACAA 267

Ad10A339 Aradu.A10 339 p3 (AAG)5 15 925095 925109 GTGAAGCGGTGATGATGATG TATGCAAAGGGAAAGGATGG 250

Ad10A343 Aradu.A10 343 p3 (ATG)5 15 935472 935486 AGCAGAATCAAAGCAGCTCA TTTGGCGTCTTTTTGCTCTT 268

Ad10A345 Aradu.A10 345 p3 (TCT)5 15 938273 938287 TCTTCTCTTTTCAAAATTTGTTTCA GAATAAGATGGGGGAGGGAA 280

Ad10A346 Aradu.A10 346 p3 (CAA)5 15 940658 940672 TTGCCAAACAAGTCCTTAACAA TCCCCTTTCTTCCTTCTTCC 267

Ad10A351 Aradu.A10 351 c (TA)7ccaaaattaaacttatatgttttcca(AG)1366 959317 959382 GTGCTTCAAGGTTCCCAAAA GCCTCCCTATGAAACGATTG 223

Ad10A352 Aradu.A10 352 p3 (CTC)6 18 962323 962340 TGACTTTTCCGACTTGGCTT TCTCTGGCTCAGTGGAAGGT 249

Ad10A358 Aradu.A10 358 p3 (ATT)8 24 987598 987621 AGGGCAGAAACAAGCAACAC TCCTTTGAAGAAATGGAAAAGC 179

Ad10A359 Aradu.A10 359 p3 (ACA)5 15 987818 987832 TTTGCGTGTGTCCATAAAAA TTTTCCACTGGAGAGGATGC 256

Ad10A364 Aradu.A10 364 c (T)11g(TTC)5 27 994088 994114 AATTGCATTCTTTTTCCCCC AACGACGACAAGGTCGAGAG 249

Ad10A368 Aradu.A10 368 c (AT)11ggttgtgtatttcttgatcaatgaaatgg(T)1061 998976 999036 TTGAACCACCATCAATTTGC GGGATCGGAGAGAAAGAAGG 223

Ad10A369 Aradu.A10 369 p3 (AAG)13 39 1000088 1000126 CGAACCTAGTGGTGACCGTT TTTCTCAACGGCGATTTCTT 242

Ad10A370 Aradu.A10 370 c* (AT)7(T)10* 23 1012099 1012121 AAGGGGTCGGAATCCTTTTA ACCAGCTGGCGATGAATTAC 257

Ad10A372 Aradu.A10 372 p2 (TA)8 16 1014306 1014321 CATTGCATCCCTACGTGTTG AGCAAACAATTCAGTGCAGG 279

Ad10A375 Aradu.A10 375 p2 (TC)25 50 1027928 1027977 GAACAAGTCGGAACTCCCAA CGAAACATAACGAAAGGACCA 233

Ad10A378 Aradu.A10 378 c (A)10gtaaaaacgaactaaatctattcatccaaagttaaaaactacccaattctatgttagtattgcaagtatgaggaatgttgaagttagtttaacat(A)10115 1036980 1037094 TGAATAAAGTAAAAACAAACTAATCCG AAAGAGATTTCGGGGAGGAA 276

Ad10A380 Aradu.A10 380 p2 (TA)6 12 1038418 1038429 TGGAAGTGGTCAATGCAAAA TTGCCGTATCAAAATTAGGGA 159

Ad10A385 Aradu.A10 385 p2 (AG)11 22 1051241 1051262 CAGCAAGGTTCACATGCACT CATGCTTAGCAGCAAATGGA 233

Ad10A387 Aradu.A10 387 c (AAAT)5aacattctgaacataaaatatttatta(AAT)665 1054231 1054295 ATTTCAAGCGGTTTGGATTG GCACTAATTCGGATTTGATTTG 264

Ad10A388 Aradu.A10 388 p2 (AT)6 12 1056092 1056103 CCAAACATTTCCATATCAACG GGCAACATAGTTCACGCAGA 192

Ad10A390 Aradu.A10 390 p3 (ATT)19 57 1057306 1057362 AGTCCAAATATATAGGTCCAAACTTTA TCACCACTCTCCACGTACACA 269

Ad10A391 Aradu.A10 391 p2 (TA)6 12 1057600 1057611 CTGGGGTCTGCCTCTATTCA AATTGCTTTCAACCACCACC 121

Ad10A392 Aradu.A10 392 p3 (ATT)16 48 1066488 1066535 GCAACGCTGACTCACACACT TTTGTTTTGGGTGATTCAAGTAGA 260

Ad10A393 Aradu.A10 393 p2 (AT)6 12 1070753 1070764 ATCAGCAGCAGCGGATAACT CCCTAAACCCTAAACCAACGA 200
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Ad10A395 Aradu.A10 395 p2 (AG)8 16 1081523 1081538 TGTCAAGTTTGTGTCGGTCA TAGTTTTTGAAGGGAGGGGG 226

Ad10A397 Aradu.A10 397 p3 (AAT)7 21 1086781 1086801 ACCTTACGCCTCACCCTCTT TGTCAGAAACCTGTCTTGCG 244

Ad10A398 Aradu.A10 398 c (AT)7(AG)6 26 1087588 1087613 TCGTAGAGATGAGGATGGGG TGGCTGCAAAGAGTTTGGAT 277

Ad10A400 Aradu.A10 400 p3 (ATT)9 27 1089240 1089266 GCAACGCTGATTCACACACT TTTGTTTTGGGTGATTCAAGTAGA 250

Ad10A402 Aradu.A10 402 p3 (CAC)6 18 1096247 1096264 TTTTTGTTTACGCGCTTTTT CAGCAGCAATGACAATAACGA 214

Ad10A403 Aradu.A10 403 p2 (TA)7 14 1097259 1097272 AAATGAGTGACGACTAGGATTTGA GAAGGAGGAAAAGAAACACGG 247

Ad10A405 Aradu.A10 405 p2 (CT)6 12 1097733 1097744 ACCCACGAAAGTTGAAAACG CCTTGTTCCTCCCAATTGAA 280

Ad10A407 Aradu.A10 407 c (ACT)5(CCT)5catcatcatcattatcatcactatcatcattag(CAT)578 1099401 1099478 CCGGTCAAGTAACTGGTTCAA TGGTCTGGATTCTGGGTTTT 213

Ad10A408 Aradu.A10 408 p2 (AT)7 14 1099752 1099765 CATCTTCTTCTTCTTCGTTATCATCA CGCTTTCTCTTTTTCGCATT 264

Ad10A411 Aradu.A10 411 p3 (ATG)6 18 1106553 1106570 TTGAACCACACCTCAACCAC TCTCCCCTCCTCATCTTCTG 100

Ad10A415 Aradu.A10 415 p2 (CT)6 12 1113147 1113158 TTCTTTCCCACCCTGTGTTT TGGAGAGAAAATTGAGTCATGAGA 194

Ad10A417 Aradu.A10 417 p2 (AT)8 16 1115957 1115972 CCTCAATTACGGTATTAAGACTTTG TGAGGGTGTAACGTTCAACAG 266

Ad10A418 Aradu.A10 418 p3 (CTT)5 15 1119696 1119710 AAACATGCAATTGACACCAAA TGGGATCGACCCTTACTCAC 168

Ad10A424 Aradu.A10 424 p2 (GA)7 14 1138838 1138851 CGTATGCTACAACATTCCGGT GACGTCAAAATTTTCTTTTCCA 274

Ad10A426 Aradu.A10 426 p3 (GAT)15 45 1140377 1140421 TTCTGTTTGAGCTACGACGA TGGTCTCAAGATGATCCGTTT 235

Ad10A438 Aradu.A10 438 p3 (GAT)6 18 1172376 1172393 TCAAGCTTGGCTTCAATCCT TTGGAAGCAACAGTGTGAGC 269

Ad10A439 Aradu.A10 439 p3 (CAT)5 15 1175501 1175515 GCCTCCATGTTCCTATCCAA CACCCCTCTTCACTTCTTGC 272

Ad10A442 Aradu.A10 442 p6 (TCAGAA)5 30 1179971 1180000 GCCTGACAAACACTTCCGTT GTTGAATGCCAATCCCAAAG 236

Ad10A443 Aradu.A10 443 p3 (TCA)5 15 1180208 1180222 GAGTGTGATTATGACCCCTGC TGTTGTCATAGGTGATGGGG 112

Ad10A444 Aradu.A10 444 p3 (TTA)10 30 1180607 1180636 TCTTCTCTTTGTGCCCTCTGA TCAAGGGATGAGTTTCATTTCA 280

Ad10A446 Aradu.A10 446 p3 (AGT)6 18 1185071 1185088 CATCAAGTGCAAGAGTGGGA CATCATGGCTGTGCTTGAGT 277

Ad10A447 Aradu.A10 447 c (T)10aagaataccttgcccttgtcaccgaaaaggaaaagacaagttggattaaaaagttgtg(A)1078 1190613 1190690 CCCAATTAGACCCAATGTGA CGATTTTCCAACTGCTGACA 227

Ad10A451 Aradu.A10 451 p2 (CT)6 12 1206120 1206131 TGAGCAACAAACGGAGACAG GAGAGAAAGTGCGCGAAGAT 154

Ad10A454 Aradu.A10 454 p2 (TA)6 12 1218865 1218876 CCGTGTTTCGTAGGTTATTCG TGGTTTTCATGTGCCTTCAT 280

Ad10A457 Aradu.A10 457 p2 (TA)7 14 1239419 1239432 GCCTTTTGTTCTGGTGAAGC TCTTCATCAATGCCAAGCAG 241

Ad10A460 Aradu.A10 460 p2 (TA)8 16 1242905 1242920 TTGAACTGATGAATTGAGCTTGA TGATTTTGAACTCACGAGCTG 252

Ad10A461 Aradu.A10 461 c (A)12cgttgtaattttattttattaacagcaatcattagtctagcaacgaaaaataatgggatg(A)1082 1243158 1243239 AAGTCAGCTCGTGAGTTCAAAA GCAACTCTCGTCTCCAAACC 273

Ad10A463 Aradu.A10 463 p3 (ACA)5 15 1247167 1247181 GAACCTGGGATTGAGAAGCA TCCAGCGATTTCTAGGCTGT 232

Ad10A469 Aradu.A10 469 p2 (TA)6 12 1288684 1288695 AAGGGACATTAATAATCCGGAAA TCGCAGGTCAAAGGAAACTC 186

Ad10A471 Aradu.A10 471 p3 (TCA)6 18 1294697 1294714 TCTCCAAAATCAACCGGAAG ACCACCGTACCACCACTAGC 258

Ad10A472 Aradu.A10 472 p3 (ATA)5 15 1297921 1297935 CTCGAGTTTGGGTTGTTGGT CTCAACCTCCCTCCTTTTCC 268

Ad10A473 Aradu.A10 473 p2 (GA)6 12 1298180 1298191 AGCCCAAAACGAGTTTGATG CCCTCCTCTCTTCTTTCCCA 256

Ad10A476 Aradu.A10 476 p2 (TA)6 12 1321508 1321519 AAAGTGTAACTTTGGCCACCA TAGGACAACCCACGTGAAGC 107

Ad10A485 Aradu.A10 485 p2 (TA)6 12 1347747 1347758 ACCATATCTGCTGGTTTGCC TTTGCTGATCCCATGAAACA 272
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Ad10A486 Aradu.A10 486 c (A)11gtcgccgattagaaaaccttcttccttcccgaaattaaggtgttcaagttacaaaaatcgttctcaaaattaaagattattgtcaacttgaag(TA)10124 1348475 1348598 TTGGCATAAACGCAAAACAA TGGGGTTTCTGCTTTCACTT 261

Ad10A488 Aradu.A10 488 c (TAT)6ttaatcacaatt(AG)744 1354672 1354715 TGGTTTAAATCCTCCAACCTATC AAACGCAGTTGTTAGCAAAAGT 280

Ad10A493 Aradu.A10 493 p3 (CAA)7 21 1388081 1388101 TCGGATTAAGCTAATGAACAAGG AACATCCAGTCAGGAGGGTG 274

Ad10A497 Aradu.A10 497 p2 (TC)9 18 1402498 1402515 TCCTCCCATTTTCTTTCCCT TGTCAAGTTTGTGTCGGTCA 171

Ad10A502 Aradu.A10 502 p2 (AT)14 28 1475811 1475838 CGCTTTCGTATTATGATATATTTTTGG GAAAAAGACAACCGAGACAACA 238

Ad10A510 Aradu.A10 510 p5 (TTTTA)5 25 1535736 1535760 TCATCTTGGCTCCTTGCTTT ATAATCTCCACCACTCCCCC 268

Ad10A513 Aradu.A10 513 c (A)10gcttatgcttttaccacaccaaacttaaaatattgctcgcccttgagcaagagaagaaagaag(AGA)588 1547279 1547366 CTAGAGGATTCTCCGGCCTT CAAACCCACCATAAAATGGC 277

Ad10A520 Aradu.A10 520 p3 (TGC)5 15 1665619 1665633 CTTCCATGCCCAACTTACCA AGCAGCATCAAGTTCTTCCC 122

Ad10A523 Aradu.A10 523 p4 (TTAA)6 24 1670563 1670586 TCATTGTGATGAAGAGATCTGGA TTTTCATGACATTATTTTGAAAGGA 273

Ad10A527 Aradu.A10 527 p2 (TA)10 20 1673714 1673733 ACCAAAAAGTGCACACTCCA GCATTCTTTCCGTAGTTAGTTTTT 260

Ad10A534 Aradu.A10 534 p2 (TA)6 12 1680725 1680736 AGGATTTGAGCGGTTTGAGA ATCTTTGGTCAAGGGTCGAT 273

Ad10A543 Aradu.A10 543 p2 (TA)10 20 1704257 1704276 TTTCGATAAAGGTCCCATGC GGAAGCTGCCCCTTTAACTT 280

Ad10A544 Aradu.A10 544 p2 (AC)6 12 1712040 1712051 CACACCCCCTCTTTCAAATG TCCCTGTTGCAATCTTTGTG 161

Ad10A551 Aradu.A10 551 p2 (AT)6 12 1736480 1736491 TCTCAAGGAATTGCAGGGAG TCCAGCTCTCATACCTTGCC 148

Ad10A552 Aradu.A10 552 p6 (TGGATT)5 30 1736935 1736964 TGGGTCTTACACGTTTTCCA TTTGTGGGTGGAGGCATAAT 137

Ad10A556 Aradu.A10 556 p3 (TAG)5 15 1749285 1749299 TGCACAATAGGGCTTTCACA GGCATTACAAATTGCTTCAACA 136

Ad10A557 Aradu.A10 557 p2 (TA)6 12 1754900 1754911 TGCACACACAGAATCCAAGG TGCCCATTTCCTATGAAACTCT 278

Ad10A559 Aradu.A10 559 p2 (TA)9 18 1763091 1763108 TCAACACAATGTCCAACCTGA CTTGGAATGGCTCCAGTGAT 202

Ad10A560 Aradu.A10 560 p2 (GA)6 12 1764618 1764629 GAAAGCTTTGCATACCCCAA CTGCATTCTCTTCCACTCCC 248

Ad10A561 Aradu.A10 561 p2 (AG)8 16 1764744 1764759 GGGAGTGGAAGAGAATGCAG TGCTGTGCTGTGTTCTCAGTT 187

Ad10A563 Aradu.A10 563 p2 (CT)6 12 1768265 1768276 TGCCTGCTCAACAAAAACAC CTGTATCCACTGTTGGGGCT 280

Ad10A565 Aradu.A10 565 p3 (AGA)5 15 1777481 1777495 CTCCATGAGATATTGCCGCT CGAACTCATCATGAACCCCT 273

Ad10A570 Aradu.A10 570 p3 (ATA)17 51 1784026 1784076 TCTCTCTCAGGAGCTTTTCCC TCAATACATCCATGCAAACCA 228

Ad10A573 Aradu.A10 573 p2 (TA)6 12 1796918 1796929 TCACGAGACACGATATGGGA CGATACCGGATTCTTGGCTA 159

Ad10A574 Aradu.A10 574 c (TAA)7tag(TAA)5t(TTA)761 1800846 1800906 TTTGTTAGCGAGGATTTGGG TTTTCCAAACTCATCACTTTTCT 262

Ad10A578 Aradu.A10 578 p3 (ATT)6 18 1805099 1805116 CGCCGCTTGTTCAAAATATAG TTTGGAATGGGCCAGATTAG 272

Ad10A579 Aradu.A10 579 p3 (ACA)5 15 1809860 1809874 AAAATACCCCTTCCTCCCCT TGTTTCTGTTTCTGCTCTTGCT 210

Ad10A580 Aradu.A10 580 p3 (AAG)7 21 1810047 1810067 GCAGCAAGACAACAACAACAA TTCTGCTTTTGCTTCCATCA 238

Ad10A581 Aradu.A10 581 c (AGA)8agcggtgggcggtgagggcgaggagaaagaacaatgac(GAA)5a(AAG)696 1810350 1810445 CCCCATTCTTTCTCTCTCCC TATGATCCGCCACTGTTCCT 246

Ad10A587 Aradu.A10 587 p3 (TTA)14 42 1829977 1830018 GAGAAAATGCGGACCAAAAA GTGAAATCGACTGCACCTGA 116

Ad10A588 Aradu.A10 588 p2 (AT)7 14 1833877 1833890 CAATTTTCATTAACCACGAGCA TGAAATTCTCAAGCAAAATCAATC 147

Ad10A592 Aradu.A10 592 p2 (AG)8 16 1840813 1840828 TGTAACCATCATGGAGAATTTGA ATAATGGAAACAGATGCGGC 229

Ad10A593 Aradu.A10 593 c (T)10caataatgttatttg(A)1035 1841050 1841084 GCCGCATCTGTTTCCATTAT GGAAAAACATTAGTCATCTTTCCTT 228

Ad10A594 Aradu.A10 594 p2 (TA)6 12 1842295 1842306 TCATCAGAAGTACTCCATGTTAGGA GATCACCAATGCGTGTATGC 222
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Ad10A595 Aradu.A10 595 p3 (GAA)6 18 1842985 1843002 TTGGTTTGAGGTGATTGCAC TCTTCATCACATGCTGCCTC 212

Ad10A598 Aradu.A10 598 p2 (CT)12 24 1861689 1861712 TAAAGCAGGGAGTGGAGGTG AGGGAGCTTTGTCTTGCCTT 242

Ad10A600 Aradu.A10 600 p3 (TGG)5 15 1864625 1864639 ATGCAGCACACAGCATTCTC ATGGCCTCATATCCAACCAA 236

Ad10A606 Aradu.A10 606 p2 (AG)6 12 1881032 1881043 CCTTGGCCTTAGTCAAAGCA ATCTTTCAATTCCCCCAACC 125

Ad10A607 Aradu.A10 607 p2 (AG)6 12 1882237 1882248 GCATTGCATTCAAAAGTGGA TTATTACGTCCAAGGCTCCG 235

Ad10A613 Aradu.A10 613 p2 (AT)7 14 1924096 1924109 TGAGAAGATTAGCCTTAGCAAGAA TCATCTCCACTCCCTTCCAG 243

Ad10A614 Aradu.A10 614 p3 (ACC)6 18 1926338 1926355 TCCATCATCCTCATGTGCTC GCAAAGGTCCTCTGTTCAGC 191

Ad10A615 Aradu.A10 615 p2 (CT)7 14 1926686 1926699 CACCACAGTCTCTTTTGCGA GCTGTTTGAGGGAACAAAACA 243

Ad10A616 Aradu.A10 616 p2 (AT)11 22 1928795 1928816 TTGACGGCTACACTTCTACATCA AAAAATCATGTGACAAAAGGGT 280

Ad10A619 Aradu.A10 619 p3 (AAG)5 15 1932449 1932463 TGGTTATTATGGCACGACGA CCCTCAAAAGACACCCAAGA 165

Ad10A620 Aradu.A10 620 p2 (TC)7 14 1932592 1932605 TGGTTATTATGGCACGACGA GAGTGGAAATACGAATACGATGAA 260

Ad10A621 Aradu.A10 621 p2 (TA)7 14 1933435 1933448 TGATTGGATGTTGATGGTGC TCCGTTCCTTAAACACATACACA 157

Ad10A623 Aradu.A10 623 p2 (TA)7 14 1937117 1937130 GCAGGGTTTATTTGGGATGA TCAACCCACCCACCTTACTC 273

Ad10A624 Aradu.A10 624 c (A)10caaatatatatctgatttttatatattt(A)1048 1942227 1942274 GACTCGATTTGATACGACTGATTT GGTCGAACCGATCAATTTACA 148

Ad10A626 Aradu.A10 626 p2 (AT)6 12 1943711 1943722 AGATGTTGTTTGAGGACGGC GGTCTATGGGCACCCTACAA 223

Ad10A632 Aradu.A10 632 p2 (AT)9 18 1957558 1957575 AAACAAGTGTCGGAGGTTCG GTGCTGTCTGATGCGTGTTT 172

Ad10A634 Aradu.A10 634 p2 (TA)6 12 1962021 1962032 TGCCAATTGCTTGTTGACTC GCAAGCGTGATTTACAAGACC 248

Ad10A635 Aradu.A10 635 p2 (TA)6 12 1963107 1963118 GCAATCGAATGAACACGATG ACGCAAATCATGTGCAAAAT 232

Ad10A638 Aradu.A10 638 p2 (TA)7 14 1988750 1988763 ATAGGCATTGGTTAGGCACG CACTTCTCCGACCCAATGTT 181

Ad10A640 Aradu.A10 640 p3 (TAT)5 15 1991640 1991654 AATCCAAACCGCACAATGTA GGATTGGATTGGATTTACGG 244

Ad10A641 Aradu.A10 641 p2 (AT)9 18 1992966 1992983 CGACGCTTAACTATTAACTTCACG ATCGAGCAGGCACACAAGTT 271

Ad10A643 Aradu.A10 643 c (CA)9aatattccaaattatttaagctttatatacacactt(CA)1686 1995433 1995518 GTGCTACCGGCCTTCTCTTA AATTCCCATCACAGGCTCAC 240

Ad10A647 Aradu.A10 647 p3 (ATG)5 15 2007734 2007748 TGAGCAAAGAAAGGCAAGGT GGAGACAGCACAAAATGCAA 263

Ad10A648 Aradu.A10 648 p3 (AAT)18 54 2010685 2010738 TCCATAGATAGTGGTCGCTTGA CTTCGTCCTCCTCCTCCTCT 255

Ad10A650 Aradu.A10 650 p4 (AAAT)5 20 2022444 2022463 GCCCCGATTAAATACCAAAAA AGGGTAATGAGCAGTCAGCAA 277

Ad10A651 Aradu.A10 651 p3 (CAT)6 18 2027446 2027463 TAAAAGGAACCAAATCCCCC TTTCGTGTCGCTTTTGATTG 230

Ad10A653 Aradu.A10 653 p3 (AAT)5 15 2038863 2038877 AGTGACCACGACCCAAAAAC GTAAGTGCCTGCCAATGGAT 250

Ad10A656 Aradu.A10 656 p2 (AG)6 12 2041850 2041861 ATACAAATTGGAGGGTCCGA AACTCTGGGTCCGATTTGTG 105

Ad10A658 Aradu.A10 658 p3 (ACT)5 15 2043708 2043722 TGATTGGCATTGCTGAGTGT ACTGTGTGAAGGTGTGGTGG 143

Ad10A659 Aradu.A10 659 p3 (CCA)6 18 2050175 2050192 AAACCCCAATCACAAATCCA TGTTGAGGAGATGAGGAAGGA 139

Ad10A663 Aradu.A10 663 p2 (TC)8 16 2057716 2057731 GATGCACTAGCAGCAATGGA GACAAAATTGGGAAGGGTGA 208

Ad10A667 Aradu.A10 667 p2 (TA)8 16 2063900 2063915 TCTCGTGACCTACAAATTTAGCC TGTGGTCCAGCTCTGAAAAA 278

Ad10A668 Aradu.A10 668 p3 (TAT)5 15 2065882 2065896 TCAAGCAATGCAAGAGATGC AAAGAAGAGCCTGTTTTAGGTATTTT 270

Ad10A670 Aradu.A10 670 p3 (TTA)18 54 2071370 2071423 TCAAGCTTCTCCCTCAAGGT TGTCACAAAGCAAATCAAAGG 141
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Ad10A671 Aradu.A10 671 p3 (AGA)7 21 2073018 2073038 ACAATGGCGAAGGAGAGTTG GTAAGTGGATTGCGCCATTT 246

Ad10A675 Aradu.A10 675 p2 (TC)6 12 2091104 2091115 TTTCAAGATACATAGGGCCAAGA GTGAGGAATTTCTTCGCAGC 249

Ad10A679 Aradu.A10 679 p3 (AAT)11 33 2097855 2097887 ATGGTTCGGTTTAGTTTGCG TTTGTGTTTGTGGGGACTGA 159

Ad10A682 Aradu.A10 682 p3 (AGA)5 15 2110333 2110347 TTTCGAAAATCTTTCACTCATTTTT CCATGATGGAGAAAGGGAGA 126

Ad10A684 Aradu.A10 684 c (GA)7aaagagtagaaaaagaaaagataatgcaatgggtataatgagtgttat(A)1072 2118728 2118799 TGCTAATGCTTCCATGTTTCC TGTCAAAGTGATTTGATGGCA 184

Ad10A685 Aradu.A10 685 p2 (GA)9 18 2126791 2126808 GCTTCCATGTTTTCTGATGGA CATGCTTCCAAGGGATTTCT 276

Ad10A688 Aradu.A10 688 p3 (TCT)8 24 2133822 2133845 CAAAAACACGATGCAAGGTC CAGAAATACACCCGAACGGT 141

Ad10A689 Aradu.A10 689 p2 (TA)6 12 2135592 2135603 TTTTCATTCCATCAATCACATTTT TTCGCTTATTGAATTATGCTTGT 233

Ad10A690 Aradu.A10 690 c (AT)7ggaagcctttcaaactctcaaaaacaagttgtttgaactactatatatacttctaacactttaaaaacaaatagatttg(AT)9111 2135904 2136014 TGTGGTACCTTGGTTGATGA GGGATGGTTTACACCTCACTG 255

Ad10A692 Aradu.A10 692 p3 (AAT)5 15 2149381 2149395 CCAATCAATGAAAGGTGGCT TGTTTTAGCTGCAGGGCTTT 267

Ad10A693 Aradu.A10 693 p2 (AG)7 14 2151710 2151723 AGGGTGTTGGCTGTTAGGTG AAAACAACCATTTGCCACAA 116

Ad10A697 Aradu.A10 697 c (A)12gaatagccgatattattttataaatactttcttctttttagttttacgacaaaataaactatagtgtaaatgtgtaaagttgaataatttttttgc(A)10118 2161113 2161230 AAATACTTTCTAAACGAATAGCCGA CCTTTTTGTTAATTGCAACCG 268

Ad10A699 Aradu.A10 699 p3 (AAT)15 45 2172262 2172306 GCACATTGATTTTAAATATTTTTGG TTTTAAGTTGTTACTTTACCCACATGA 183

Ad10A700 Aradu.A10 700 p3 (AAT)16 48 2172822 2172869 TTTCCCTCCAAAATGAATGC AATAACCGGTGCCATTATCA 188

Ad10A702 Aradu.A10 702 p2 (AT)10 20 2177479 2177498 TAGTGTGTGGAAAGAGGGGC TTTGAGAAAAAGAGAGTTTATGTGTAA 151

Ad10A703 Aradu.A10 703 p3 (ATA)20 60 2177849 2177908 TGCACACATTAATAGTGACCCAT CATGTACCGTGTAGACCTTTATTTT 130

Ad10A704 Aradu.A10 704 p3 (ATA)8 24 2180220 2180243 TTAGGAGATAATTGATGCACACA TCACAATTGATTATTGATACCCTCA 176

Ad10A705 Aradu.A10 705 p2 (TA)6 12 2180941 2180952 CCTTTCTTCCCAACGCACTA GTGCTAGGTGGGAGACAACC 236

Ad10A706 Aradu.A10 706 p3 (TCT)5 15 2181664 2181678 CAGACGGAAAAGAGAATCCG AGCCACGGAGAGAAGAATGA 272

Ad10A707 Aradu.A10 707 c (GA)8ggaatactatatattcaacaaaaactattttctgcaattcagattttcactagcaacactttcaggtt(TC)9102 2188004 2188105 TTTAATTATGCGCTGCCACA TCATGAACGCTGCCAAATAG 253

Ad10A708 Aradu.A10 708 c (A)10gtccatatataaaaaagatcataattataataacaagaaatgtaataagtgaaaagaaaggaaaagttacaatatttaaccattag(A)10106 2190101 2190206 GTTAGATCACCGGCATCTCG TCATTACCTAGCACTACATCCACAA 251

Ad10A710 Aradu.A10 710 p3 (ATT)17 51 2190837 2190887 CCCTTTGATATGGATCCTGC CACAAGAGTAAATGAAATCTGGCA 221

Ad10A711 Aradu.A10 711 p2 (AT)8 16 2195079 2195094 TGTGTTTTGGATGAATTCCTTG CGACGGTTGTGTTTTGGACT 278

Ad10A714 Aradu.A10 714 p2 (TA)8 16 2201586 2201601 TGTACTCGACGAGAATCCACC TTTGCTGCAGTGTGTGTTGA 218

Ad10A715 Aradu.A10 715 p2 (TA)13 26 2201988 2202013 GGCTAATTGCAGTGGCTTTC TACGCTCAACCGCACTAACA 277

Ad10A720 Aradu.A10 720 p2 (TA)7 14 2227177 2227190 AAGGGAGTCACTCAGGTAAAGATG TCTTTTATTTTTCTATTCGTAGGGTT 270

Ad10A724 Aradu.A10 724 p2 (AT)7 14 2239155 2239168 ATGTTTTTATGGTGAGCGGC TGCATTCTTCTGCTGGATGT 157

Ad10A732 Aradu.A10 732 p3 (CAT)5 15 2261223 2261237 TTTGCTTAGTGCTGGCATTG GTGGGAGCGTTGTGGATTAT 266

Ad10A740 Aradu.A10 740 p2 (AT)13 26 2282560 2282585 TGCGATCCATGGTTCATACC TTTTGGTTACTCAAACTGGAGAC 280

Ad10A743 Aradu.A10 743 p3 (AAG)6 18 2285474 2285491 ATCCATGCCATAAGGTGGAA ATTCGAAAAATGGGGACCTC 228

Ad10A746 Aradu.A10 746 p2 (AT)7 14 2291679 2291692 TTATGTATAGATATAGCTGTTTGACGC ATGCCACAATTTGATGTCCA 280

Ad10A748 Aradu.A10 748 p2 (TA)13 26 2299754 2299779 TTCTGACTCAAAGTTTGCAAAAAG TCCTTAAAGGTGGTGATGGC 177

Ad10A750 Aradu.A10 750 p3 (AAG)5 15 2301079 2301093 CCAGCCACCTTCCTTTCTTT CAACAGCACCATCCCCTACT 143

Ad10A751 Aradu.A10 751 p4 (ATTA)5 20 2301594 2301613 TTCTCTCATCAGCAAAGCCA AGTTTTGTTCCCACCAGCAC 204
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Ad10A752 Aradu.A10 752 p2 (AG)7 14 2303503 2303516 CCCGTTCATTTTTGTATGCTT TGTTGCACATGCCATCAAC 279

Ad10A753 Aradu.A10 753 c (T)10caaatatagtaatacagaatacttgtggacaaaaaaatttattatcacattgtttttagacataa(T)10atcttatgtaacattataatcaagctttttgtgactttaacacagttaacttag(T)11150 2306103 2306252 TTTTAAGGTATGGTTTTTCATTTTC CCCTTTTGTCTTTTTATTGTCTCAA 268

Ad10A755 Aradu.A10 755 p3 (CCT)7 21 2310359 2310379 CCAGGGATGAGATCAGGAAG GAGGAGGATGAGGTGGATGA 181

Ad10A756 Aradu.A10 756 p3 (CCG)8 24 2310500 2310523 TCATCCACCTCATCCTCCTC TGATGAGCTTGCACCACATT 251

Ad10A760 Aradu.A10 760 p2 (TA)8 16 2313738 2313753 GAAGACAAAAGCGTTCTGGG TCTATTCCAACGTCGTGCTG 279

Ad10A761 Aradu.A10 761 p2 (TC)7 14 2314874 2314887 ATTCAACGCCAATCCATCTC CGATTTTCCCACACCAGAGT 227

Ad10A762 Aradu.A10 762 p3 (AGG)6 18 2316692 2316709 GGAACTAGGTCACCAACCGA GCCAAAACCCTCTCCTCTCT 165

Ad10A765 Aradu.A10 765 p3 (ATT)5 15 2326153 2326167 CTGCAAATATCCAATCCCCA CCCTTTAATGTCTCGTCGCT 268

Ad10A766 Aradu.A10 766 c (T)10gtttttgttcttctaatatacatcaaaag(A)1049 2326316 2326364 TCCAATCCCCACATTTGATT CCCTTTAATGTCTCGTCGCT 259

Ad10A771 Aradu.A10 771 p4 (TAAT)7 28 2328632 2328659 TGCCCACTTTCATGTCGTTA AGCACTCGAAAGATGGTGGT 127

Ad10A775 Aradu.A10 775 p2 (TA)7 14 2339061 2339074 GAGTTTTCGGCAAGCTTTTG TGGGGAAGAGAGCTTGAAAA 275

Ad10A776 Aradu.A10 776 p3 (GAA)5 15 2341249 2341263 GTCATAGTCGGCAATGGCTT CTACAGTGGCAAGCACCTCA 194

Ad10A778 Aradu.A10 778 c (GAA)5aaacagagttaaagagttgaagaagaaggggattgttgtttttttttaaatataaaacgacaacatttttctacgcttc(T)10104 2344409 2344512 TTGTTTAGGTTGATTGGTACTTGC CCTTGAGACATTTTCCGCTC 260

Ad10A779 Aradu.A10 779 p2 (GA)6 12 2350547 2350558 AATGACGTTGTTACGGGAGG GCAGGGATTGCATTAGTGGT 203

Ad10A780 Aradu.A10 780 p3 (CAG)7 21 2350760 2350780 AACGCCGTTAACAGAACCAC GTTTCCAGGGGAACAACGTA 224

Ad10A783 Aradu.A10 783 p2 (TA)6 12 2352483 2352494 GCAGCTGAGGAAATTGCTTT CAACAATTCAAAGAAACCAGCA 155

Ad10A784 Aradu.A10 784 p3 (AAG)6 18 2353576 2353593 ATAGGCTCATGCGGTTCTTG TCTTTGAGGAGGAGCCTTGA 130

Ad10A785 Aradu.A10 785 p3 (ATT)5 15 2361966 2361980 TCTTCTTGTTGATGATGGCG TTGGGACTCAAAACGGAAAC 229

Ad10A788 Aradu.A10 788 p4 (TTGG)5 20 2381027 2381046 CCGAACCAATTTGATCCGTA CCCTCCTTCCATGAATGCTA 251

Ad10A789 Aradu.A10 789 p4 (AGAA)5 20 2387329 2387348 CAAGAAAGGATGGCCTCAAG TTTCGCTTTACAAAAACGGC 244

Ad10A791 Aradu.A10 791 p3 (ACT)6 18 2389135 2389152 AGGGCTGCCGTACAGTCTTA GCTGAGACTGTTGGGTGTGA 223

Ad10A792 Aradu.A10 792 p2 (AG)10 20 2389370 2389389 TCACACCCAACAGTCTCAGC GGGATTTAAGTTGGGGCAAT 208

Ad10A793 Aradu.A10 793 p2 (GA)6 12 2389623 2389634 CATCGCTCCACTCTTGTTCA TTTCAGAGAGCGTGAAGGGT 254

Ad10A794 Aradu.A10 794 p3 (CTT)5 15 2390006 2390020 GGCTCTGCTTCATCACCTTC GTTCAAAGTGGCCTTGTGGT 175

Ad10A795 Aradu.A10 795 p2 (TA)8 16 2400109 2400124 CCAAGGCGACATTTCTCAAT ATTTTGTGCTCCAACCGACT 189

Ad10A796 Aradu.A10 796 c (T)11aagtctaatgtttgtgtttgtatgtgta(TG)651 2403882 2403932 CATCCAAGTCCCATAGCACA ACTTAGGACCAGATTCCCCC 269

Ad10A799 Aradu.A10 799 c (GAG)9agatgattgccttggcaccaccagccctggcccgggactttgctttagcctcctgaactctctggtaagattct(TA)7115 2418083 2418197 AATCACAATGGGCTGAGAGG GGGCCCCATACTTGGATACT 222

Ad10A817 Aradu.A10 817 p3 (AAT)5 15 2457548 2457562 CCGTAGTCAATGAATAATAGCTCAAA GATGTGACCTGTCTCTGCCA 230

Ad10A818 Aradu.A10 818 p3 (ATA)5 15 2457997 2458011 TGAGTGGGAAACATGGATGA TCAACCAAGAATGATGGCAA 198

Ad10A819 Aradu.A10 819 p3 (GAA)12 36 2461299 2461334 GCTGATAGAACCGCCAGAAC AGCGGCAGCATTAAATCAAA 136

Ad10A821 Aradu.A10 821 p2 (TA)9 18 2471422 2471439 TGAGTCTCAATCTCCAAATCTCT GGTCGAGAAATGATAGGATAACCA 236

Ad10A822 Aradu.A10 822 p2 (TA)10 20 2471680 2471699 GCCAGGGTCATGAATTGTTT TTTGGACCTGGCGTTCTAGT 270

Ad10A824 Aradu.A10 824 p3 (GTA)5 15 2473347 2473361 CGAATCGAACCAATCCATTT CTTAGCTTCACTTCCGAGGC 191

Ad10A825 Aradu.A10 825 p2 (TA)8 16 2476284 2476299 TTGCACCTTGCTAAAATCACC CATACACTTCCAAGCCAGTCAA 219
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Ad10A827 Aradu.A10 827 p3 (GGA)5 15 2482108 2482122 TTGCCTGCAAAATTTCTTGA TCAAGGTTCCTGTGAGTCCC 274

Ad10A828 Aradu.A10 828 p5 (GGGTA)5 25 2485643 2485667 TGTGGATTCAACTCTTACTTTCTTCA TGCAGGTAGGGTAGGGTACG 127

Ad10A829 Aradu.A10 829 c (CTT)6tcaaatatatgcatacatcatcttcttcttctttcaaattcacgtatacctcctcctccttctccttctttgcgcacacagattcttctt(CTC)5cttc(TCT)5142 2486391 2486532 CCCAAGCCCAAATAGAGTCA TGTTGGTGATGACGATAACGA 243

Ad10A830 Aradu.A10 830 c (AAG)5aatttgcgtgcgc(GAA)543 2486953 2486995 CGAAATGGTCAACACCACTG GCGCACGTAGGTTCTTCTTC 257

Ad10A831 Aradu.A10 831 c (GAA)5tgacgaagctaattaggttaaagtcaatctagatccataacgaaaaacgcgagtag(AGA)586 2490886 2490971 ATTCGGTGGCCTCCTTTTAC CTCTTCTGCTCGCGTTTTCT 271

Ad10A833 Aradu.A10 833 p5 (GGGTA)5 25 2497458 2497482 TGTGGATTCAACTCTTACTTTCTTCA TGCAGGTAGGGTAGGGTACG 127

Ad10A834 Aradu.A10 834 c (CTT)6tcaaatatatgcatacatcatcttcttcttctttcaaattcacgtatacctcctcctccttctccttctttgcgcacacagattcttctt(CTC)5attc(TCT)5142 2498206 2498347 CCCAAGCCCAAATAGAGTCA TGTTGGTGATGACGATAACGA 243

Ad10A835 Aradu.A10 835 c (AAG)5aatttgcgtgcgc(GAA)543 2498768 2498810 CGAAATGGTCAACACCACTG GCGCACGTAGGTTCTTCTTC 257

Ad10A836 Aradu.A10 836 c (TA)7tgtgtatacatatatg(TATGTA)6tacatacatatacatatatatatg(TA)6102 2499377 2499478 CCGTATAACCGCTCCAAAAA CCGAGCTTGAGCTTGGATAA 245

Ad10A837 Aradu.A10 837 p3 (AGA)5 15 2503172 2503186 AGGCCATGAACCACAACTTC ACGGCTAGCTGAGGTGGTAA 279

Ad10A838 Aradu.A10 838 p3 (TTA)5 15 2504343 2504357 ACACGAACATCAAGCAATCG CCAAAGCCAAAGGAAAAACA 236

Ad10A839 Aradu.A10 839 p3 (CTG)6 18 2504707 2504724 TGCCTTTTCCATTCCTTGAC TTTCTCCCCTTTCAAACCCT 252

Ad10A842 Aradu.A10 842 p3 (ATT)11 33 2542693 2542725 CATATCACGAACATTTGAAGCA CCAGTTCAGGTAACAGGGGA 278

Ad10A844 Aradu.A10 844 p3 (ATA)7 21 2544393 2544413 TCTTCCCACAATCCTCCTTG TGTGGATGTGTCTTTTGGGA 257

Ad10A845 Aradu.A10 845 p3 (TTA)11 33 2545905 2545937 TGACGAATGGATGTAAGGCA CCACCAAAGGAAGCAAGAGA 247

Ad10A846 Aradu.A10 846 p3 (CAA)5 15 2547002 2547016 GGCAAAAGCATAGTTGCTCA AGATGGTTGTTCTTGCTGGG 241

Ad10A847 Aradu.A10 847 p3 (ACA)6 18 2547514 2547531 AATGGGGATATGTAATTGTGGT TCTGTCGTGGGTTGAAATTG 229

Ad10A854 Aradu.A10 854 p2 (AT)6 12 2557141 2557152 TGGTCATAGGATTATTAAAAAGGACA TCCCAATATGACAGTCGCAG 256

Ad10A859 Aradu.A10 859 c (TC)9gtgaaggtgaagcatacctctcttgttcagcatttttagataacagcaaattcaagttaccacc(T)1294 2570443 2570536 CATGAAATCCAACGTTGTCG TACGAACCAAAGTGGGAAGG 262

Ad10A863 Aradu.A10 863 p3 (TAT)6 18 2579074 2579091 GACTCCCTTTGGCACTAACG AGTGGAGAAAATCGGATTAGTAAG 158

Ad10A874 Aradu.A10 874 p2 (TA)11 22 2618517 2618538 GTGCATCGGTACTTCTCCGT TGGGGAACCTTTATGTGAGC 250

Ad10A875 Aradu.A10 875 p2 (TA)15 30 2619570 2619599 CTGTTGGTGCCTCTTCCATT TTGGCAGATAATATGTTGGTACCTT 280

Ad10A883 Aradu.A10 883 p2 (GA)6 12 2634697 2634708 TGTGGATTGTGAAAAGGACAA ACTCTCCTGTCCCCGATTCT 225

Ad10A884 Aradu.A10 884 p3 (AAT)8 24 2635155 2635178 CGAAAGTTCACAAAAATTGCAT TGTGACTTAATTTCCCGTCCA 269

Ad10A885 Aradu.A10 885 p2 (AT)6 12 2637547 2637558 AACGAACCAAGCAATTTCCA GTCTTTGCTTTGAATTATCGGC 100

Ad10A886 Aradu.A10 886 p2 (AC)7 14 2643342 2643355 TCCAAAGATCATGGGAGATTG CGATGAAAAATTGGCATGTG 210

Ad10A888 Aradu.A10 888 p2 (AT)9 18 2645371 2645388 GGTGGCAAAGGGACGTATTA TTCCTGCGGCATTCTTATTC 271

Ad10A889 Aradu.A10 889 p3 (ATG)5 15 2646969 2646983 CTGCTACATTGCTGGCAAAA TAGTTGGGGCGAGAGAAAGA 279

Ad10A895 Aradu.A10 895 p2 (AT)6 12 2652319 2652330 TGTTTCTTTTGGGCTAAGGC CAGATGATGCTGCCACTGAT 278

Ad10A898 Aradu.A10 898 p2 (TA)8 16 2670978 2670993 TTTTGATGACCCTCTAACTACATCC CCTTCTTCCTCCCTCTGCTT 233

Ad10A899 Aradu.A10 899 c (A)10gtaaaaatgccattcaccatccattcaccatc(T)1456 2673656 2673711 TGAATGACCAATGCCTTCAA TGGGCACAAAGCAATAATCA 220

Ad10A902 Aradu.A10 902 p3 (TCT)6 18 2677147 2677164 TCCAACACCAACAAAAACCA AGAAGAAGAATCTGCGTGGG 155

Ad10A903 Aradu.A10 903 p3 (TCT)5 15 2677272 2677286 TCCAACACCAACAAAAACCA ATTGCATTCCATTCAATTCG 277

Ad10A906 Aradu.A10 906 p3 (TTA)5 15 2683927 2683941 TTTGAACCGTGGAACATTCA TCTGCGAGTATCAACATCCG 167
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Ad10A908 Aradu.A10 908 p3 (ATT)7 21 2687375 2687395 GCTTGGATCCCAAACTTGAA TAATGGGGGTGTCAGAGGAG 255

Ad10A914 Aradu.A10 914 p3 (ATT)5 15 2699189 2699203 CGGTATTAATCAACTGTGATGGAC TTTCATCATTCACTAGTTACTTCCA 102

Ad10A916 Aradu.A10 916 p4 (ATTT)5 20 2703036 2703055 TGGGTGTAGAGGAAGGACCA TCACTGCTAAACTTATGCCACG 280

Ad10A921 Aradu.A10 921 p3 (TCT)8 24 2721150 2721173 GGTGAATCCAGCCAAGTAGC GGGGAGAAGTGAGAGAAGCC 125

Ad10A924 Aradu.A10 924 p4 (AATT)5 20 2729504 2729523 TCTATGGCGTCAGCATGAAC ATGAACAGCAAGGGAAGTGC 186

Ad10A928 Aradu.A10 928 p3 (TGG)5 15 2734772 2734786 AGGAAGTCATTCTTCCGGGT TTGCCTGATAATGCTGCTTG 187

Ad10A931 Aradu.A10 931 c (AAT)5t(A)10 26 2744194 2744219 CTTTCTCCAACCCAACCAAG AATTCGTGGATTTTCGTTGC 233

Ad10A932 Aradu.A10 932 p2 (AT)7 14 2744832 2744845 TTCTCCCATGCATTCAGACA GACACACAAACATGGTTCGC 279

Ad10A939 Aradu.A10 939 c (CT)8atttctctctttctctcacacacactgatttctagagagagaaaataataacaacgga(AG)890 2748938 2749027 GTCTTGGTACCTTGGGGACA CGCGTAGGGATGGATTAGAA 276

Ad10A942 Aradu.A10 942 p2 (TA)7 14 2750255 2750268 TTTTTCGATCTTATCTCATTTACAGTG TGGTTGGATTGCAGCAGTAG 231

Ad10A950 Aradu.A10 950 c (TA)6gttaactcaaaataaatgatgaaagtaatagctcaaatagcattatctctccgtactcaattaagaagttgcgtgttcgagtcttctatatttggtaaa(AAAT)5131 2768465 2768595 AATTCCCTCCTGCCAAAAAT CCCTCCTCAAACTTCAAGGG 195

Ad10A952 Aradu.A10 952 p3 (ACT)5 15 2776234 2776248 TGATTGCCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 165

Ad10A956 Aradu.A10 956 p3 (AAG)6 18 2783838 2783855 GCAAAGGGACCAAAAGACAG GGGAATTGATTTTTAGGCCA 230

Ad10A957 Aradu.A10 957 p2 (AT)9 18 2784488 2784505 AAACCACAATTACCCCCACA GGCGAACAGTTCCAAGAGAA 202

Ad10A959 Aradu.A10 959 p2 (AT)6 12 2787043 2787054 CCCACGTGTCAAAATCACAG TTGAATTGAATCCGTGCAAA 242

Ad10A962 Aradu.A10 962 p2 (AT)8 16 2797123 2797138 GGGCACAAATCCTAATCATTC CGTTGATTTAAAATTTGATTTTTGT 238

Ad10A964 Aradu.A10 964 p3 (ATT)6 18 2799971 2799988 GATCTTCATTTTCTCAAACCTCA GGAGAGTTAATTGTTTTTAACCCG 241

Ad10A965 Aradu.A10 965 p3 (TTA)7 21 2800173 2800193 CGGGTTAAAAACAATTAACTCTCC TAGCCATCGCTCCAACTTTT 200

Ad10A966 Aradu.A10 966 p3 (TTA)7 21 2800366 2800386 AAAGTTGGAGCGATGGCTAA TATTTGGCAGTTTGTGCCGT 248

Ad10A976 Aradu.A10 976 p2 (AT)6 12 2828736 2828747 TCCAAACATGGTAAACACCAAA ATCGGATTCAACCCAAATCA 231

Ad10A980 Aradu.A10 980 p4 (TGTA)7 28 2844758 2844785 TCAAAACAAAATGCTTCAGCC CACGAAACTTCTTTCAATTTGG 274

Ad10A981 Aradu.A10 981 p2 (TA)7 14 2845728 2845741 AATGCATGCACCATGGAATA GATAGCATCCCTCGCAAAAA 121

Ad10A982 Aradu.A10 982 p2 (TA)10 20 2847559 2847578 TCTTTTGAATAGTCATTCACGCA ATATTTCAACCGGGACATGC 267

Ad10A983 Aradu.A10 983 p2 (TA)6 12 2849720 2849731 TTGGACCAATGGACACACTG TATCAGAAAATGTATGTGCTTCG 214

Ad10A985 Aradu.A10 985 c* (AT)7(T)10* 23 2850332 2850354 AACCTGCAGTTTGAACGAGC TTTAAAGCTCAAGCGAAATTTTA 180

Ad10A986 Aradu.A10 986 c (TC)7tt(TC)8(TA)7ttatatttttgaaattttaa(AT)678 2852559 2852636 TTCAATTCGGCTGAAGCATA TGATGTCATTCCTCCCTAATGA 228

Ad10A988 Aradu.A10 988 p2 (CT)6 12 2856479 2856490 GCCACCATTCTTATGCCAAG TTTACAATTACCGCCAGTATGA 161

Ad10A989 Aradu.A10 989 p2 (GC)6 12 2862207 2862218 CAACTCTAAGCCCCTAGCCC AAGAAGCGGAAATGGAGGTT 246

Ad10A996 Aradu.A10 996 p4 (TTGT)6 24 2873722 2873745 TTCCCCTGCAAAGTTTCATC TTTTGGAAGGGGATCAACAA 261

Ad10A1001 Aradu.A10 1001 p2 (GT)11 22 2895934 2895955 GCGCTAAGCATTTACACACG GGCCTAAACTCTGCGAACTG 133

Ad10A1002 Aradu.A10 1002 p3 (GGA)5 15 2901363 2901377 GGACCTGGAAGATGAGCAAG CTTCGAAGTAGGCGGAGATG 110

Ad10A1003 Aradu.A10 1003 p2 (AT)7 14 2902806 2902819 GGCGTATTTAGCAGCTGGATT ACCTGGAAGGGAGATTGTCA 279

Ad10A1005 Aradu.A10 1005 p2 (TG)8 16 2912385 2912400 TCAGAGGCCAAAGAACATGA TCACCATTGATCACCAGCAT 265

Ad10A1008 Aradu.A10 1008 p2 (TA)8 16 2936397 2936412 AATATTTAGTCCGGGCGTAGC CACACTGAAGGTCCCCAGTT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1009 Aradu.A10 1009 p3 (CAT)6 18 2942647 2942664 CCGGTACTCCTTCACTGCTC GCCTAGCAAAGCTGGTTGAC 270

Ad10A1010 Aradu.A10 1010 c (T)11ggatgtggcccccctcttaattctaaaaccttgcacacatgac(A)1165 2943760 2943824 TGCCTAAAACTTCCCCCTCT TTGTTGGTGATTCAGCTTCG 196

Ad10A1017 Aradu.A10 1017 p2 (TA)7 14 2959230 2959243 AGCAGTGCAAAAAGGGGTAA TCCTTCAAAATTTCCATCCC 271

Ad10A1018 Aradu.A10 1018 p2 (AT)9 18 2962687 2962704 GCCATTGTGAAAATGCTCCT CCGTGACTAAGTAAGGACGGTT 208

Ad10A1020 Aradu.A10 1020 p2 (AG)8 16 2967788 2967803 AAACTGCAACGGCAATATCC CTGCTCATCCCGTTACCATT 200

Ad10A1021 Aradu.A10 1021 p3 (GAA)5 15 2973501 2973515 CCGTTTGTTTTTGGTGGTTT ACCGCAACTTCAAGTCCATC 119

Ad10A1023 Aradu.A10 1023 p2 (TA)6 12 2975075 2975086 TGTTTAAGTGGACAAGTGAGTTGA CGTGGTTGTGAGTTTTGACG 280

Ad10A1025 Aradu.A10 1025 c (T)11aagactcattcacacaaccaaaaaatatattcgttataa(T)1262 2978944 2979005 TTTTAAAAGACCACATGTCAAGAA AATTAATGCACGTCAGCACG 275

Ad10A1029 Aradu.A10 1029 c (T)10c(A)11 22 2986566 2986587 TTGTGGCTGATTAACCAAATCT CTTTGTGCAAAATGTGGGTG 222

Ad10A1030 Aradu.A10 1030 p2 (AG)6 12 2989031 2989042 CATACAGGTGCGCGTTTTTA AGCGAAAATCAGTGTGCCTT 150

Ad10A1031 Aradu.A10 1031 p2 (GA)19 38 2989144 2989181 AAGGCACACTGATTTTCGCT TGCGAAGGTCTTTCAAGGAT 205

Ad10A1032 Aradu.A10 1032 c (GAA)5gagtattgaagctgaggaggagtggggtttctctgtc(AG)766 2989441 2989506 AGGCCTTTGCTTTTTCAATG TAGAAGGCGGAGGAAGAAGG 280

Ad10A1033 Aradu.A10 1033 p3 (TAA)6 18 2989622 2989639 GAGTCGTGGAGGTGATTGGT AAAAGGGAAGAAAAGCTGGC 244

Ad10A1034 Aradu.A10 1034 c (TAT)7ttaatcacaat(GA)746 2991225 2991270 GCCTACCTTACTCTTCTCAACTCAA AAACGCAGTTGTTAGCAAAAGT 249

Ad10A1037 Aradu.A10 1037 c (CA)6ccactacaacctttatttaaagtgcacttgattttatgattaatttgaacaattatttc(A)1081 3014369 3014449 GTGTTGCCACTGTTGGTGTC TCTTTGATGGTGGCTACAAAA 201

Ad10A1038 Aradu.A10 1038 p3 (GAG)6 18 3018590 3018607 CCTTGAACGTGGTGTTTTGA CCCTTCACAGGAGCAGAAAC 270

Ad10A1040 Aradu.A10 1040 p3 (AAT)9 27 3023511 3023537 AAGGATACAATGAAACCTAAGAATTT TGTTTATTGGTTAAAAGGACACAA 268

Ad10A1041 Aradu.A10 1041 p3 (GAG)5 15 3023852 3023866 ATGATGTCGAGCATGCAAAG TGTCAGGGCATGAGGTATCA 247

Ad10A1043 Aradu.A10 1043 p2 (TA)6 12 3030178 3030189 CTTTCTGAAACACACCTGCG TGCGTTTGGTTTCTCTCACA 164

Ad10A1045 Aradu.A10 1045 p2 (AG)7 14 3032028 3032041 ACTCTTCACCATCGCGTCTT TCGTCGTTCTTCTCCTTCGT 129

Ad10A1049 Aradu.A10 1049 p2 (TC)25 50 3054873 3054922 GTAGGTGGGATTCCTCCGTT TTTCAAACAAATGGGAAGGC 124

Ad10A1052 Aradu.A10 1052 p3 (ATG)5 15 3061414 3061428 GTGCACGCCCTTAGAAGAAA TGCTATGCCATCATTCTTGC 250

Ad10A1054 Aradu.A10 1054 p2 (TA)6 12 3063937 3063948 TGCAAACATATAAATAGAATGCAAA ATTGCAAATTAAAATGCGGC 236

Ad10A1057 Aradu.A10 1057 p2 (AT)8 16 3068689 3068704 TTTGTATGACATGGTTGTTGAAA TTTGCATCCCCATTGATTTT 184

Ad10A1058 Aradu.A10 1058 p4 (TTTA)5 20 3071596 3071615 GCAGCTTGCCTGAAACTTCT GTGCCATTTAACTGGGATCA 236

Ad10A1062 Aradu.A10 1062 p2 (CT)7 14 3076724 3076737 ATGCCACATGACAAGACACG TGTTCTCCATGGATCGTTGA 253

Ad10A1064 Aradu.A10 1064 p2 (AG)6 12 3097095 3097106 ATTGTCATTTTCAACCCCCA AGGAACAGAGGAAAGGAGGG 231

Ad10A1066 Aradu.A10 1066 p2 (TA)6 12 3101942 3101953 TGGCAATTCTTCTTCTTCGG AGGAGAGAGACACCGGGATT 242

Ad10A1072 Aradu.A10 1072 p3 (AAC)8 24 3124354 3124377 AAGGCCTTGTTGCAATCATC GCTCTACAGAAATGGCGAGG 206

Ad10A1073 Aradu.A10 1073 c (TCC)6tactctttaccaatctatgattcgtccaccacctttgctaccacaacag(AAT)582 3124688 3124769 AAATGGTGGTGGTGGAAAAA CTGAACATGGGTTTGCATCA 275

Ad10A1077 Aradu.A10 1077 p2 (TA)6 12 3127469 3127480 TCAACAACTGTGATTGCAGG AATAATAAAGCCGCAGGCAA 254

Ad10A1078 Aradu.A10 1078 c (T)10caaac(A)10 25 3128461 3128485 CCCTACAGGGAAAGTGTTTCTT TGGGCCTCTATCCATTTCAG 147

Ad10A1084 Aradu.A10 1084 p3 (AAC)5 15 3149908 3149922 CCTTCGAACGTCTAAGATTCAA CGACCCCACCTAGTAGGACA 260

Ad10A1086 Aradu.A10 1086 p3 (ATT)5 15 3154451 3154465 TCGTATAATAGTTGGATGCCAAAA TGGATAATAAGGTGAAAAATAAACATT 265
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Ad10A1089 Aradu.A10 1089 p4 (TAAA)5 20 3161203 3161222 TTTGCTAGAACCGCGATCTT TTGTTTTTGTTCTCGTTTGGA 180

Ad10A1090 Aradu.A10 1090 p3 (AAC)5 15 3163656 3163670 CCGATTTTTCAGTTGAAGCG TTTGGACATACAAGCATCTAAGGA 277

Ad10A1095 Aradu.A10 1095 c (TCTTCC)5(TCT)751 3175988 3176038 TACACGCGCTTTATTCATGC GAGAAAGAGAAGGCAAGAAACG 279

Ad10A1096 Aradu.A10 1096 p3 (CTT)6 18 3176187 3176204 TCAATGTACGTTTCTTGCCTTC TTCTTCAAAAACGATTTCAGAGC 176

Ad10A1097 Aradu.A10 1097 c* (AAG)5aggaagaggaagaggaagaggaagaagaagaagacgaagacggagaagaagaagaat(AGA)5(GAAGAG)5*(GAA)6130 3178118 3178247 AAGGAAGAAGAACGTGCAGC TTTATTAACACGCGCACCAA 273

Ad10A1098 Aradu.A10 1098 p6 (GACGAT)5 30 3178993 3179022 GCAGTTGATGATGAGGCTGA TTTTACCTGCACTAGGCGCT 178

Ad10A1102 Aradu.A10 1102 p3 (CCA)7 21 3197433 3197453 CCCTATCCCTTCTTTCCCAA TTGGTTGGTGTGATGCAGAT 116

Ad10A1104 Aradu.A10 1104 p3 (TAA)9 27 3198301 3198327 GCCCCTACGTTGGAGATTAAA GATCGGATACCCAGCAAGAA 239

Ad10A1109 Aradu.A10 1109 p3 (CTT)6 18 3212670 3212687 CGCACGTTCTTCTTCCTCTT TGCAATGAAAACGTGCAGTA 222

Ad10A1110 Aradu.A10 1110 c (TGT)7atttttatttgtataattgacttaatacctaattaaatataa(AT)777 3218261 3218337 CATGAGGTGGTCAAACGAGA AAAGTGTTTCCGAGTGGTGC 279

Ad10A1113 Aradu.A10 1113 c (A)10gactgcaa(T)1331 3228186 3228216 AAGAAAAAGAATGAGGAGGAGTTG TGTTTTTCTTTAATGTCATCCTTCTCT 279

Ad10A1115 Aradu.A10 1115 p2 (TA)7 14 3230135 3230148 CTTTCAATGTCCACCGACAA TGCTTTAGCTATGCCAAATTTCT 166

Ad10A1117 Aradu.A10 1117 p3 (TTC)5 15 3238854 3238868 TGCTGCAAAATTACTTGATGG TGGCACCAGAGAAAATCAGA 173

Ad10A1118 Aradu.A10 1118 p3 (AGG)6 18 3239315 3239332 GAAAAACCTGCGTGTGCAA CACGCTCGGTTCTTCTTTTC 142

Ad10A1119 Aradu.A10 1119 p2 (TA)6 12 3239597 3239608 GAACCGAGCGTGAGAATCAT TTCCTTGACAATTTTACTCATTGTT 280

Ad10A1120 Aradu.A10 1120 p2 (CA)7 14 3241216 3241229 CCGAAAACCAAGAAAATGGT GCAGAATAGAGGGTCCCCAT 239

Ad10A1122 Aradu.A10 1122 p3 (GGT)5 15 3244655 3244669 CAATTTGGCTGATGATGGTG GCTATGCTGATGGAGGAAGC 159

Ad10A1131 Aradu.A10 1131 p3 (ATA)19 57 3272944 3273000 TGGTTTTTCCGTGGCTAATC TGATACATTCCGATACTTGATTTTG 264

Ad10A1132 Aradu.A10 1132 c (TTA)5tagcttgatgattgggtgttgtgccgaatatatgaaaaaagcaaccgtggcaattttgcaagaacagcgttgatggagcaccatgatc(ATG)5118 3281547 3281664 TTTTGCTACAGTTTGATATTTTCG TAATGTTGTGTGGGCTTGGA 280

Ad10A1137 Aradu.A10 1137 p5 (ATTTA)5 25 3291043 3291067 ATGGCCTCCATTGCTTAGTG CAAAGGCCTCTGTTATCCCA 244

Ad10A1138 Aradu.A10 1138 p5 (TATAT)5 25 3293533 3293557 AGCAGTGAGGTGGACTGTGA AATGTTGTGTGGCAAGGTGA 256

Ad10A1139 Aradu.A10 1139 p2 (TA)6 12 3294434 3294445 GCCAGGCAAGTTAGTCACAAG CCATCATCAACCAAGTTCCA 242

Ad10A1141 Aradu.A10 1141 c (T)13g(A)10 24 3295173 3295196 TTCGGACTGGTTCGAATTTT TAGAAGAGCTGGCAAGAGGC 236

Ad10A1142 Aradu.A10 1142 p2 (AT)10 20 3298271 3298290 AGCTCTATCGCCAACCAAGA TCTTGTCCCAATTTTCCGTT 189

Ad10A1144 Aradu.A10 1144 p4 (AAAT)5 20 3300998 3301017 CTTCCCTGCAATTCCTTGAG TTCCTCCTCATCCTCCTTCA 223

Ad10A1145 Aradu.A10 1145 c (CTC)5ttt(CTC)6 36 3301751 3301786 GAAGCTTTATCTTTCGTTAATTCAAAA AAGAAAAAGAACCTGCGTGC 192

Ad10A1149 Aradu.A10 1149 p2 (AT)7 14 3305604 3305617 GACCAATGACCATATTCGGG AAGGTTCGCCACAAAAACAC 189

Ad10A1153 Aradu.A10 1153 p2 (AG)9 18 3314725 3314742 AAGAAGGTGCGCAGACTGAT CTCTCTGCCCACTGCAAAAC 174

Ad10A1158 Aradu.A10 1158 p2 (TA)6 12 3326744 3326755 TCATGATAATGGGGGAAGGA AATTCACTGCATTTAAGTTTTCAA 274

Ad10A1160 Aradu.A10 1160 p2 (CT)20 40 3329119 3329158 CCTTATATCCAAATTCCAAGGC TGCACCTTCACTGCTACTGG 161

Ad10A1163 Aradu.A10 1163 c (T)10ggcctcacattgtcattcatggatcacctcttaaggctgaaaaaatagaaaatgattacaaat(TA)1093 3352351 3352443 TGTCTGCAATTCCTTTGCTG TCAAGCTATTAACGAGTCGAACTT 198

Ad10A1168 Aradu.A10 1168 c (TAA)5tttatgataagatatggcaactagttttaaggatccctcgttatatatagcaaaagcattcactaaatttaataattaatata(AT)7112 3362085 3362196 TGGGTCATTTTACGTGCAGA TTCTCACCGAAATCAATTTCCTA 238

Ad10A1172 Aradu.A10 1172 c (TA)10ataatattatatgttgtaatgtg(TA)655 3368066 3368120 GGTTCACCATTAATTCTAGCCA ATGCAATTCTCTCTCTGTACTTTTT 247

Ad10A1173 Aradu.A10 1173 p2 (TA)6 12 3373483 3373494 TCTCGTGCTGATAACGTGTTG CAAAAACAAATGCAATTTTCTCTCT 264
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Ad10A1174 Aradu.A10 1174 p2 (AC)8 16 3374727 3374742 AGAGAGCAAAGCATAGGCCA TGGAAAGCCCTAACATGGTC 132

Ad10A1180 Aradu.A10 1180 c (T)10acaacaaacctccaacccaaacagacc(A)1047 3391467 3391513 CCCTCAACTCCCTCATCTCA CACGCAAACGAAAGACAGAA 277

Ad10A1182 Aradu.A10 1182 p4 (TTCT)5 20 3399837 3399856 CCATTCACATGCATTCACCT GCTGAGCTACCGTTTTGGAG 192

Ad10A1186 Aradu.A10 1186 p2 (TC)6 12 3407242 3407253 CAAATCACACAAGATGCCAAA TTCTTATGCAAGGGAATGGC 251

Ad10A1190 Aradu.A10 1190 p2 (AC)7 14 3410602 3410615 CGGATTTTTCTGCCTTGAAA AATCCAAATGCAAACAAGGC 269

Ad10A1191 Aradu.A10 1191 p2 (TA)8 16 3410797 3410812 GCCTTGTTTGCATTTGGATT TGAAATGGAGAAAATGCACG 243

Ad10A1193 Aradu.A10 1193 p3 (ATG)5 15 3414011 3414025 GGACCAAGGGCTTGAAGAAT AAGCGGTTCATGAGGAATTG 200

Ad10A1197 Aradu.A10 1197 c (CTT)6atgcc(GCT)641 3427168 3427208 GCAGGCCACCAAGTATAAGG TCTGCTCAGTGCAGTGAATG 139

Ad10A1198 Aradu.A10 1198 p2 (GA)14 28 3430783 3430810 GAGCGCCCACTACAACAAAT GGGTTGAACTTCATCTTCGC 137

Ad10A1199 Aradu.A10 1199 p2 (TC)18 36 3431214 3431249 TTGACCGTAAGGCTAGACCG TCAGAACACAGCAAAGCAGAA 252

Ad10A1200 Aradu.A10 1200 p2 (CA)6 12 3438888 3438899 CATGGCTTCGAAGACTCACA GAGGAAGAAGCTTGTGGCAG 203

Ad10A1201 Aradu.A10 1201 p3 (ATT)5 15 3439602 3439616 AGTATGGGTGTGGAAGTGCC GAGCATTGCAAAAGGAGAGC 210

Ad10A1206 Aradu.A10 1206 p3 (TAA)6 18 3456576 3456593 ATTAAATTTAGATTGGATTGATTCG GAAAATGCACCTCAAGTACACAA 275

Ad10A1211 Aradu.A10 1211 p4 (TTAA)5 20 3461974 3461993 AACAGTCCTTGGAGGAGCAA TCAAATTGGAAAGTCCGTCC 209

Ad10A1213 Aradu.A10 1213 p2 (TA)6 12 3474143 3474154 AAAATGTTCTCTTTCTTTCCCTTAC CGACTCTAGCATTAAAATAATTAGCTC 217

Ad10A1214 Aradu.A10 1214 p2 (TA)6 12 3479674 3479685 AAACAAATGCAATTCTCTCTCTTTT AGGCTGACTTGGCCAAAAAT 275

Ad10A1215 Aradu.A10 1215 p2 (AT)8 16 3480102 3480117 TGAGCCGAACTTGAACTTGA CGACTCAACGAAAGCTCACA 247

Ad10A1218 Aradu.A10 1218 p2 (AT)7 14 3488156 3488169 TGAAAAAGGATAAAAGCGTCAA AAACCGAAATGACAACTTTAGG 280

Ad10A1219 Aradu.A10 1219 p2 (AT)10 20 3493360 3493379 ATCCCTGATCACATGGATGG TGCAGTGCTCCCAGATATGA 264

Ad10A1222 Aradu.A10 1222 p2 (TA)8 16 3508181 3508196 TGTCTTCTCCAGAAACCCGT TTCGCCTACCCTGAGAAAAA 138

Ad10A1225 Aradu.A10 1225 p2 (AG)6 12 3514348 3514359 TTGGTTAGCTAGCGGAGTTGA ATGGGATGGGCAATTAATCA 241

Ad10A1226 Aradu.A10 1226 p3 (TTC)7 21 3514489 3514509 TGATTAATTGCCCATCCCAT GAGGAGGAGGGAGAGGCTTA 153

Ad10A1228 Aradu.A10 1228 p3 (ATG)5 15 3517147 3517161 GTGCACGCCCTTAGAAGAAA TGCTATGCCATCATTCTTGC 250

Ad10A1231 Aradu.A10 1231 p3 (ATA)5 15 3525074 3525088 GATGCCATGGCGAGTTAGAT TGGATCCTGGAGGAATTGAG 253

Ad10A1232 Aradu.A10 1232 c (AG)8aatgcagctatgttgtgttcatagcagtagaaactgggaaagaagaaagaattg(T)1181 3527041 3527121 TAATCACCAAAGCCCAAAGC CCGCCGAATGAATGAATAAC 217

Ad10A1236 Aradu.A10 1236 p2 (AT)6 12 3530816 3530827 GTATCGTCGTAGGGCCAAAA TGTCACGTCACGAAGGGTAA 226

Ad10A1237 Aradu.A10 1237 p3 (ATG)6 18 3531945 3531962 GTGAACCTAGCCCAGGTGAG TCAATGCCATCCAGAAATCC 198

Ad10A1240 Aradu.A10 1240 p4 (AAAT)5 20 3537740 3537759 AATTGACGTCAGAACCACCC TTCTTTTATTTCTTCCGCTGTTTT 272

Ad10A1241 Aradu.A10 1241 p2 (AG)6 12 3538659 3538670 GAGATTTTGCCATGCCATTT AATTCATGTAACCGACCCCA 219

Ad10A1243 Aradu.A10 1243 p2 (TA)7 14 3554820 3554833 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 203

Ad10A1244 Aradu.A10 1244 p3 (TTC)5 15 3559223 3559237 ACGCGCTTCGAGTTGTTACT GGAGGAAAAGGAGGAGAAGG 142

Ad10A1245 Aradu.A10 1245 p3 (AGG)6 18 3560237 3560254 AAACACGCGAAGAAAAAGGA ACACACACCACGCAAAAAGA 259

Ad10A1248 Aradu.A10 1248 p2 (TC)7 14 3571417 3571430 TGGGAAAAAGTTGAACAGGC GTGAAAGCCCGATGCTCTAC 176

Ad10A1250 Aradu.A10 1250 p2 (TA)6 12 3576232 3576243 AAGCGAAATCATCATCACCA TGTCCCCAAAAACAGTTTCA 251
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Ad10A1253 Aradu.A10 1253 c (A)11tacaaactataaatctaagaatcagatttatattatttc(A)1161 3577427 3577487 AACAAAATTTGGGATCCGATT TTGCAGCACAAACATTAGGC 251

Ad10A1255 Aradu.A10 1255 c* (AT)11(T)10* 31 3578466 3578496 GAGTTAGCTCAATGAGGCGG GTTATAGGGTTTGCAGGCGA 261

Ad10A1256 Aradu.A10 1256 p2 (CT)8 16 3578654 3578669 TCAGTGAATGGTGTTTACATTGC TTTTTCTTCCTTGCCAAACG 219

Ad10A1258 Aradu.A10 1258 p2 (AG)6 12 3584550 3584561 TAGGATCGTTGTTGCTGCTG CCTCCTTCGCATCACTTCTC 107

Ad10A1259 Aradu.A10 1259 p3 (TTC)14 42 3584850 3584891 CCCTTTCAACTTTCCCTTCC CTTCTCCTCTGGCTCCCTCT 193

Ad10A1261 Aradu.A10 1261 p2 (TA)6 12 3586180 3586191 ATTAACAGGCGCTTGGTTTG TCATCCTTCTTTCCATTCCG 192

Ad10A1262 Aradu.A10 1262 p2 (TA)6 12 3588624 3588635 CGGGTATTCGATTCTAGTCGC ATCGGACTAACCCGCACTAT 280

Ad10A1263 Aradu.A10 1263 p2 (AT)8 16 3591568 3591583 CGGTTTATGGCAATGAATCAA ATTGTTGCAGGATGCCTTTC 232

Ad10A1265 Aradu.A10 1265 p2 (AT)6 12 3596300 3596311 GCAATCTCCAATGGTGTCCT CGCCGTAATTCTCAACCCTA 164

Ad10A1267 Aradu.A10 1267 p2 (GA)24 48 3605023 3605070 CGTGGACATTTTTCCCCTTA CCCTCTCAGATTCCCCTCTC 263

Ad10A1269 Aradu.A10 1269 p5 (AAAAT)5 25 3610706 3610730 CGTTGCCGAGGATTGATTAT TGTGGTAAACAGGCAAGCAA 259

Ad10A1273 Aradu.A10 1273 p5 (AATTT)5 25 3651537 3651561 CCGCCATAATTATATTGTAACACA TTTCACCTGTGAGTGGACTTTG 186

Ad10A1276 Aradu.A10 1276 p3 (CAC)7 21 3656358 3656378 ACCAATACATTCCGCACCAT CCAGGCAAATAAAATTTGAAAAA 165

Ad10A1277 Aradu.A10 1277 p2 (TC)6 12 3659474 3659485 TGGTGAAGAAGTTGCAGGTG AGCATAACCCATTAACCCCC 264

Ad10A1279 Aradu.A10 1279 p2 (CA)6 12 3660541 3660552 TTCAATAAATTGCTGGCCCT AAGAGCTGAATGCTGGGAAA 239

Ad10A1286 Aradu.A10 1286 p2 (AT)6 12 3670838 3670849 GCTAGCAAGCCATGCAAGAT GACTCCACGGCGTTGATAAT 137

Ad10A1287 Aradu.A10 1287 p3 (ACA)5 15 3672085 3672099 CCTGCTCCTGCGTAACTCTC GCGTCCAACTTACGGACATT 257

Ad10A1288 Aradu.A10 1288 p3 (ATT)5 15 3672486 3672500 TGGGTCCTTCATCATTGTCA TCCGATCCCTGGTTTGTCTA 270

Ad10A1289 Aradu.A10 1289 p3 (ATA)6 18 3673514 3673531 TGCCCTTTCTTGAATTAGCAA GGATCTTCCCCTCTCTCTCG 233

Ad10A1295 Aradu.A10 1295 p4 (TTTA)5 20 3684256 3684275 GTCGCCAACATCACATTCAC AAACATCTACCGCGAAAACG 235

Ad10A1296 Aradu.A10 1296 p3 (CTT)6 18 3694210 3694227 CTCCTGAGCTCACCCTCATC AGGGCGAGGATTTCAAAGTT 260

Ad10A1303 Aradu.A10 1303 p3 (TAT)14 42 3722126 3722167 CGTGAAGTCGATTGTACCTGAA GGGGAATGGTGCCTATCACT 277

Ad10A1305 Aradu.A10 1305 p3 (TAT)7 21 3731282 3731302 GCTCAAACGCACTAATTGCT AATGCCACTTCCTTCCAAGA 273

Ad10A1310 Aradu.A10 1310 p2 (TC)12 24 3737626 3737649 AAACACCAACGGTTTTGGAG CAAGTTGAGCATGGATGGTG 267

Ad10A1312 Aradu.A10 1312 c* (TTC)6(TCTTCA)5*43 3740550 3740592 TTGCTTCTTCTTCAGCACCA TGATACCTGCAACCACCAGA 224

Ad10A1313 Aradu.A10 1313 p2 (AG)6 12 3750205 3750216 CCAGCAGACAGCTCGTTAAT GCCTCTGACAGTTACACACAGC 280

Ad10A1314 Aradu.A10 1314 p3 (AAT)5 15 3754016 3754030 TGTGCGAACTTGCACTATCC TTTATGAATTTTGAAATCATTACACG 222

Ad10A1315 Aradu.A10 1315 p3 (ATT)5 15 3756207 3756221 AATGCTGAGGAAGCCAAGAA ATTGGTTCCTGCCAATTTGT 247

Ad10A1324 Aradu.A10 1324 p3 (AAG)5 15 3785892 3785906 GAAGGCAAGAAACGAAAGAAAA CTTCTTCTTGCGCACGTTCT 212

Ad10A1325 Aradu.A10 1325 p3 (AAG)5 15 3786038 3786052 GGAAGAGGAAGAGGAAGAGGA GCCAGCATTCATTCTAAGGC 215

Ad10A1330 Aradu.A10 1330 p3 (GAA)5 15 3796533 3796547 ACAAGGTTTCCGGTGTTCAG GCCAACAGAGACCAACCAAT 176

Ad10A1335 Aradu.A10 1335 p3 (CCT)5 15 3831841 3831855 AAAGGGGAGCACGAACATAA CACATGCGTCCATTCAATTC 280

Ad10A1336 Aradu.A10 1336 c (GAA)5agaggaggaaaagaagaaggatgagaagataaaggaaagaaaaagaacctgcacgaatttg(GAA)694 3832424 3832517 TTTTGAATTGAATGGACGCA TCCTTCTCTTTCTTCTTCTCCG 270

Ad10A1340 Aradu.A10 1340 p3 (CTC)5 15 3848586 3848600 CACACAGAAAAGACGCCAAA TAAGGATCCGTTTGACGAGG 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1342 Aradu.A10 1342 p2 (AT)7 14 3861852 3861865 TGACCACAATCCAATCAATCA AATCTTCATCCAATAAAGACCATT 244

Ad10A1343 Aradu.A10 1343 p3 (TTG)7 21 3871553 3871573 CATTCATCGCAACAACAACC TATCTTGCCGCCACCATATT 227

Ad10A1344 Aradu.A10 1344 p2 (AG)6 12 3871829 3871840 TCAAGCAGTGGTAGTGGCAG CCAAAATTGCTCCCGAATTA 198

Ad10A1350 Aradu.A10 1350 c (A)11tttcctagtgtatgtataatgttagattaatttatttctgaaaataatattttttattatattatgggg(A)1090 3893124 3893213 ACTTGCATAAGTTCGCCGTT GTCACGACGAAAACATGGTG 170

Ad10A1351 Aradu.A10 1351 c (AGA)5aggaagcagatgaataatctctatgtgcga(AGG)6tatacgtgaatttgaaaaaagaagaagatgacatatgcgtctatttgaaagaagaagaaaaagaagcgcagggg(AGA)5152 3897665 3897816 TGTTGGTGTTGTTGGTGATG CGCGCTTTATCTTCTTCTCC 207

Ad10A1358 Aradu.A10 1358 p2 (CA)6 12 3920171 3920182 AAAACCAAGCATCAGAGTGATAAA TTAACCACTAAAATCAGTCACCAA 259

Ad10A1363 Aradu.A10 1363 p2 (CT)6 12 3931841 3931852 ACCCCTTCCCCCTTCTTATT TGATTTGGGGTTGTGAAACA 255

Ad10A1368 Aradu.A10 1368 p3 (GCA)5 15 3955069 3955083 CTGCTGATATGCCAGGGATT AGAATACTTCGGGCAAGCCT 278

Ad10A1372 Aradu.A10 1372 c (T)10ctttttttttctttcttttctattttcatatatatcatttttttccttttgtttttctca(T)1080 3974574 3974653 TACTTTGGGGCATTTTGTCC ACTTGGGAGGGACATTGGTT 235

Ad10A1374 Aradu.A10 1374 p2 (GC)6 12 3976292 3976303 GAGGAAGGAGAAAAGCAGGG ATAGGGAGCTCTTGGGCATT 260

Ad10A1378 Aradu.A10 1378 p2 (TA)6 12 4012081 4012092 GACCCGAGTTTGAATTTGGA CAGAGACTTGAGTTCACGAGTTG 237

Ad10A1394 Aradu.A10 1394 c (T)10ctttttttgaaggaaaaaagattctatattgttgggtacttgcctcctgtacaaaatcaagatcaa(T)11agaaaaatgtcatagggttcttttgtatgttgtgtacattgaaataatgaaag(A)10150 4089891 4090040 TGGAGGTGAGTTTGGGTTTC AGAGCTAGCCTCTCCCACC 214

Ad10A1397 Aradu.A10 1397 p3 (TAT)26 78 4092196 4092273 AGCCGCCTCATGTGACTAAA GCACGGTTTGGCAGAACTTA 268

Ad10A1399 Aradu.A10 1399 p2 (AT)6 12 4094104 4094115 AAACGCCATCCGTCGTATTA TTGTTTGGCTTATACCATTCAAAA 280

Ad10A1401 Aradu.A10 1401 p2 (AT)9 18 4110620 4110637 TTAAAACGTGCGACAAATCC AAACCACAATGCCTAAGAAAAA 280

Ad10A1402 Aradu.A10 1402 p3 (ACA)7 21 4113107 4113127 ATTCAATGGGTGTGCCTTGT TCGTTTGATTCATGTAGCCG 199

Ad10A1406 Aradu.A10 1406 p3 (TCA)5 15 4130086 4130100 CCGAATTACAGTCGAGGCAT CTTTCTCCCTACAATGCCGA 205

Ad10A1410 Aradu.A10 1410 p2 (AT)9 18 4162448 4162465 TCAGAAGTTAGGCCAGATCCA CGTTGAATACTTGCACTGCG 226

Ad10A1411 Aradu.A10 1411 p2 (AT)8 16 4166057 4166072 AAAAATGGGTTTACCCACGA GACATCAGAAATATGTAAACCGTG 227

Ad10A1412 Aradu.A10 1412 p4 (AATA)5 20 4169003 4169022 TATTAGAAGAGAGCCGCCCA TGTCCACCTAGGCACCTACC 256

Ad10A1413 Aradu.A10 1413 p2 (TA)7 14 4169156 4169169 AGCTAGCCACTACTGCCCAA TGTCCACCTAGGCACCTACC 143

Ad10A1415 Aradu.A10 1415 p2 (TA)6 12 4170807 4170818 CGTTTTACTTTGTTTAATTTTTCTTTC CGTACCATGTGGTAAACAGGAA 278

Ad10A1417 Aradu.A10 1417 p2 (TG)6 12 4172385 4172396 TTGTGTGGCTTTTGCTTGTG TTCTTTGCCTCTTCCATGCT 179

Ad10A1418 Aradu.A10 1418 p2 (AT)6 12 4175790 4175801 TCATGGTGACACAACAAAACAA GACATCTTAACCGGCATTGG 253

Ad10A1419 Aradu.A10 1419 p3 (ATA)5 15 4176238 4176252 GCATTATGGCGTTGGAAGAT AGTTGCCAGCTTGAATTGCT 195

Ad10A1420 Aradu.A10 1420 p3 (AAT)6 18 4176542 4176559 TGTCACAGTTCCTTCCCACA AGAAAGCCATGCTCCGTAGA 221

Ad10A1426 Aradu.A10 1426 p3 (ATG)6 18 4193438 4193455 GGTTGCTGGAGAGAGATTGC CTTCTCTTGAGGATGTGGGG 112

Ad10A1427 Aradu.A10 1427 p2 (AG)9 18 4195579 4195596 TCACAGTTGCCACAGTCACA CCCACCTTCAACAATCACAC 253

Ad10A1429 Aradu.A10 1429 p2 (AT)7 14 4202579 4202592 TTTCTATCCCCATCCAAGCA TGTGCATAATTTTCAGATTGGC 212

Ad10A1430 Aradu.A10 1430 p3 (ATG)5 15 4211256 4211270 GGTTGCTGGAGAGAGATTGC TAGCGATACATGAAGCAGCG 154

Ad10A1434 Aradu.A10 1434 p3 (AAG)6 18 4221194 4221211 CATGCTAAAGCTTGACTGGC ATGCATGAATGCAATTTTCG 273

Ad10A1435 Aradu.A10 1435 c (AAG)6aggaagaggaagaagaacgtgcagc(AAG)6gagaaagagaaggcaagaaacgaaagaa(AAG)5aggaagag(GAA)5127 4221317 4221443 GAAAGAGAAGGCAAGAAACGAA AAAAATGCGATGCAAGGTCT 253

Ad10A1436 Aradu.A10 1436 p3 (CTC)5 15 4234084 4234098 CAGCCATCACAACCTTCCTT GTGTTTGAGCACAACGGATG 205

Ad10A1438 Aradu.A10 1438 p2 (TA)6 12 4235069 4235080 GGTTCAACCGGATCAACTGT GTTTTGGCAACTTGTTGGGT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1440 Aradu.A10 1440 p2 (CT)7 14 4242570 4242583 AGCTTACTTTGATTAGGGCGA CACAACGCTTTCTTTGGTCA 142

Ad10A1447 Aradu.A10 1447 p3 (TAA)6 18 4260398 4260415 TGCACAATCTCTTCCACTGC TGTACCATGCATCCATCACC 204

Ad10A1448 Aradu.A10 1448 p3 (ATT)5 15 4261649 4261663 GGTGTAAGCGTTGCAACAAA CAAAAGCTTGCCAATGTTCA 137

Ad10A1449 Aradu.A10 1449 c (CT)7t(TC)6 27 4272100 4272126 CCGGCCAATTGTAGATTCTT TTTACAATTACCGCCAGTATGA 258

Ad10A1451 Aradu.A10 1451 c (T)10cccttttagcagtttggcttgcttgattatttcaggggacaatggatcccactaccaaaagaatgttaaaaattttga(T)1199 4280626 4280724 CTTTTTGCCGTTACTCATGC TAATGCCAAACAATGCCAAA 275

Ad10A1452 Aradu.A10 1452 p3 (TCC)7 21 4281463 4281483 CCCAAGAAAAGAGCAAGCTG TTGCTTCAAACTTGCAATGG 220

Ad10A1454 Aradu.A10 1454 c (GT)6a(TC)9agatggaaatgaaagaaagaaagaac(GAAA)681 4284971 4285051 GTATCTGGCGTCTTCTTCGC CGAAGGAGAAGGAGGGAACT 209

Ad10A1456 Aradu.A10 1456 p3 (AAT)7 21 4289119 4289139 TCATTCTTTCAAGAGCCAACAA TGTCCTGTGAATCCATCACC 214

Ad10A1457 Aradu.A10 1457 c (A)10tagaaagatgaaaacgagattattt(A)1045 4294046 4294090 TTTCCGGCTCTCCTCTAACA TGTTGTTTAGAGAATGTTGTTTCCA 260

Ad10A1458 Aradu.A10 1458 p2 (TA)10 20 4298886 4298905 GCATTTGAGTAAAGACCCAACC GCTACAGGAAATGATGCGGT 230

Ad10A1463 Aradu.A10 1463 c (A)12cacctaatctggcccctgatctttttttggattgattagtccctgtggcaaaaaaaacaacattga(T)1189 4313776 4313864 GAATATTCCATCCGACCCCT CCCCTGACAATTACCTCGAA 179

Ad10A1471 Aradu.A10 1471 p2 (GA)6 12 4335998 4336009 CCCATGGGAAGTTTTTATTTAGC ATTTGGCCAGCATTTAGCC 243

Ad10A1472 Aradu.A10 1472 p2 (TA)6 12 4339978 4339989 CCATTGCCCTCTCAACTTTT CTGTGATTGTGTGCTCTCCAA 270

Ad10A1474 Aradu.A10 1474 p3 (AGG)6 18 4352100 4352117 AAGAAATCACAATGGGCTGG GGCAAGGAAAAATGCTCAAG 158

Ad10A1476 Aradu.A10 1476 p2 (TC)6 12 4369917 4369928 TCTCTCTCTCGACGCCTCTC AACGACCCGAGGTTTGAATA 221

Ad10A1477 Aradu.A10 1477 p3 (AAG)6 18 4372332 4372349 CTCGCCAGCAAAACAGAAGT CATGCACGATCCCTTTCTCT 254

Ad10A1481 Aradu.A10 1481 p3 (CCA)5 15 4413221 4413235 TGCATCTTCTTCCGTCTTTTC GTGGCTGAGAAGGAGGTGAG 173

Ad10A1482 Aradu.A10 1482 p3 (CCA)5 15 4422462 4422476 TGCATCTTCTTCCGTCTTTTC TGTGGTTGACAAGGAGGTGA 174

Ad10A1483 Aradu.A10 1483 p2 (AT)7 14 4425288 4425301 CCGATTGACTCGGTCTTATG GGTTCGAATCCTCAGTCAAGA 270

Ad10A1485 Aradu.A10 1485 p2 (AT)7 14 4434673 4434686 TAAACCGTGAAACCGAAAGC GTACCCTAGCCGGCCTAAAC 138

Ad10A1488 Aradu.A10 1488 p3 (ATA)22 66 4449250 4449315 TTTGGGTTCCCACTCTTTTG CGGTGTGCAGGTGTGAATTA 144

Ad10A1489 Aradu.A10 1489 p4 (ATCT)6 24 4449797 4449820 GCTGCTAAGGCAAACCAAAG ACAGCCATAACCAGTGGACC 275

Ad10A1496 Aradu.A10 1496 p2 (CT)7 14 4469440 4469453 ACCATCGGTTTTGGAAACAA GTCTGGATTACTGCGGTGCT 245

Ad10A1498 Aradu.A10 1498 p2 (AG)11 22 4488064 4488085 GCATCGTTGTGCTTGCTAGA GCAAGGAAGGAAGCATCTTG 274

Ad10A1499 Aradu.A10 1499 p2 (AT)8 16 4488420 4488435 TCGAAATAGATGTGGGGACC GTTGGAAGTGGGAACTGGAA 211

Ad10A1500 Aradu.A10 1500 p2 (AT)12 24 4493768 4493791 TGCTGGTTCAACCGGTAATC CCCCTATTTTTAGTGAAATTTATGA 261

Ad10A1502 Aradu.A10 1502 p2 (TC)10 20 4496564 4496583 CAGCTTATAAATGGCTGAATCAAA TTATGAAAGATCAGAGCCAAAGA 225

Ad10A1506 Aradu.A10 1506 p2 (TC)7 14 4505918 4505931 GGAGAAGTGTTTTGGGTTGG CTTGTTCTTGCCGGTGAGTT 248

Ad10A1508 Aradu.A10 1508 p3 (CTC)8 24 4513045 4513068 AAAGGGTCCAGGAGGCTAAG GAAGTCTCCCCTCCAACTCC 270

Ad10A1509 Aradu.A10 1509 p2 (TA)9 18 4524515 4524532 TCTCATTTAGTTGTTCTCTGCCA TGATCCCAAGTTATTATGAAAGATCA 251

Ad10A1510 Aradu.A10 1510 p3 (TTA)5 15 4526070 4526084 TAGCTGCTATGCACAATGGC TCCAACAAATGAGAATTGGC 106

Ad10A1512 Aradu.A10 1512 p3 (TTA)5 15 4528657 4528671 CCCAACTTTTGCTCGTTCAT TCCAAGTACACGAAAAGGCA 215

Ad10A1513 Aradu.A10 1513 p3 (TTA)5 15 4530882 4530896 TCTGGAGGCTCTTGTACCGT ACGAAAAGGCAATTACGACA 166

Ad10A1515 Aradu.A10 1515 p3 (TTA)5 15 4533358 4533372 TCCCACTTCAACGGAAGAAC AAAACAAAATCCACCACCTTT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1519 Aradu.A10 1519 p3 (TTA)6 18 4546221 4546238 TTTCACATGCCACTTTAGCG CACGAAAAGGCAACTATGACA 240

Ad10A1521 Aradu.A10 1521 p2 (AT)9 18 4546979 4546996 TCAACCTTTTGGCCATGTTT GCATCGTTTTCCACTGATGA 206

Ad10A1534 Aradu.A10 1534 p3 (ATT)6 18 4601526 4601543 ATAACCTACAACTTAAAAATCAATGGT TGGCCGAAAACCTTACTAGC 230

Ad10A1535 Aradu.A10 1535 p3 (ATA)5 15 4602086 4602100 TTTTGGCTACCTAACATTACCCA GAAACAATTTTAATTTTGTCCCAA 242

Ad10A1536 Aradu.A10 1536 p2 (TA)10 20 4602238 4602257 GATGTAGTCTTGGGGTGCGT CATTTTCATCAAACCCCTTCA 237

Ad10A1537 Aradu.A10 1537 c (TCA)5tgaattaacgtttgagtattgaatggaatttgtatgtttgacttcaaaggaaaaaaatgtatatgaataaccagttaagtgattttcc(T)13116 4602523 4602638 CTATCCAGCTGTTCGGTCGT TGCAAGATCTTTCTTCTTGGAA 235

Ad10A1546 Aradu.A10 1546 p3 (TTC)5 15 4613502 4613516 CACCCAAATTTACTGCAAATACA TTCTCCTCCTCATCTTGTGCT 280

Ad10A1547 Aradu.A10 1547 p3 (GAT)5 15 4613681 4613695 CACCCAAATTTACTGCAAATACA TTCTCCTCCTCATCTTGTGCT 280

Ad10A1551 Aradu.A10 1551 p4 (TAAT)5 20 4617269 4617288 AAAATTTCCTGGTGAACGCA TTCAACACCCCTCACACTTG 234

Ad10A1554 Aradu.A10 1554 p2 (TC)6 12 4637772 4637783 ATGTTGGATTTTGCATGGGT TTTGTGCCTTGCACTCTCAC 179

Ad10A1559 Aradu.A10 1559 p2 (AT)6 12 4655379 4655390 AAAGGGCAGAGGCTCATTG GGTAACCAGGGAGTATCGCTT 279

Ad10A1564 Aradu.A10 1564 p3 (TAA)13 39 4664736 4664774 AGTGGGAAGTGTTCGTTTGG CCACTTAACGTTTAACATTTCTCCA 216

Ad10A1566 Aradu.A10 1566 c (CAC)6ctcctt(CTC)539 4675175 4675213 ATTTGCGTGCGTACGTTTTT TGGGAGAGAGGAAAAGAAAGG 175

Ad10A1567 Aradu.A10 1567 p3 (TCA)5 15 4675592 4675606 TCTCCTTCTTCTTCATCTTCTGG TTCATCATCTTCCAAGTAATTTTG 202

Ad10A1569 Aradu.A10 1569 p2 (AT)6 12 4677712 4677723 AAAAATAAAATGCAAAACCAACG TGTGAACATTAAATAAAATTCAATCAC 234

Ad10A1571 Aradu.A10 1571 p2 (AG)6 12 4693000 4693011 TCCTGGACTTGAAGGGACAC TTTTCTTTTTCCGCTGGTTC 166

Ad10A1579 Aradu.A10 1579 c (CT)12t(GAA)6 43 4713423 4713465 TGAACCCCCTCACTTTTCAC CGGTGAGGTCAACGAATTTT 228

Ad10A1582 Aradu.A10 1582 p2 (AG)6 12 4717569 4717580 AAAGCCAACCTAAGCCCAAT GAGTTGGAAAGGGAGGGAAG 276

Ad10A1583 Aradu.A10 1583 p2 (AT)9 18 4719062 4719079 AGTCGTGGGGTCAAAGTTAAA CCTTTTTATGCTGCTTTGCC 226

Ad10A1585 Aradu.A10 1585 p2 (GA)17 34 4728330 4728363 TGAACCGGAAGAGAGCATTT TCTTCATCTTCAGCATCCCC 193

Ad10A1586 Aradu.A10 1586 c (ACC)6agaccagaagcctgcgcccaaccaga(ACC)8agtatcatcatgg(TCA)699 4740378 4740476 CGAAAATTGATTTCGTTCCC TTCTTGTTCAGCTTGGGCTT 278

Ad10A1587 Aradu.A10 1587 p3 (AGA)11 33 4740745 4740777 AAAAAGAAGGTGCGGTGATG AGGATAGAGAGAAAGGCCGC 130

Ad10A1589 Aradu.A10 1589 p2 (AT)6 12 4746135 4746146 TTTGGTTGATTATGTTGGCA TCTTCCTCAATGTTCACAAAACC 192

Ad10A1591 Aradu.A10 1591 c (T)10atttttaaaaacaaaaactgaagagtctaattttaatattaaatttaaaaaaatttaaaaacataagtcagacgtctaatttatga(T)11107 4753244 4753350 TTTTAAATCAGAGGGTATTTGCAT AAAACATGGTCTCTTCGGTCTC 220

Ad10A1594 Aradu.A10 1594 c (A)13gaaagactaactaacacttaattaacaagctcaacgttcactattaaattgaaacaggtggg(TGA)590 4762559 4762648 GGCCTGCTTGTCAAAAACAT CATTCATTTTGCAGGAGGGT 238

Ad10A1595 Aradu.A10 1595 p3 (TGA)5 15 4764344 4764358 CCCCAACAAGGTTGTTCCTT TGAAAGACCAGCAAAACAGC 232

Ad10A1596 Aradu.A10 1596 p3 (TAA)8 24 4766267 4766290 TCTCAAATTTTAAAACTATTCATGTTG TTTTGCTCCACCTTGTTGTG 265

Ad10A1600 Aradu.A10 1600 p2 (TA)7 14 4774165 4774178 GGAGAAAAATACATTTACCAATCTAGG CAATATGATCAACGTTGTTACCG 262

Ad10A1601 Aradu.A10 1601 p2 (GA)6 12 4776244 4776255 CCACAAACTCACAACTTCACC GTGTCGCTGTCTTCCTCCTC 124

Ad10A1602 Aradu.A10 1602 p2 (TA)6 12 4784383 4784394 GAAAAAGAACAATGTTTGAATTATGAA TCCTCTTTTAGCTCTTTCCTAAAAA 268

Ad10A1603 Aradu.A10 1603 p3 (TAT)12 36 4785104 4785139 TTTTTAAAATACAATGCATGTACCA TTCTCATTCAATGTGCAATAATTT 152

Ad10A1607 Aradu.A10 1607 p3 (CCA)5 15 4791251 4791265 GGCAACAAAAACATGGAACC TGACAGTAAGGGGAACCAGG 112

Ad10A1611 Aradu.A10 1611 p3 (CTT)7 21 4797263 4797283 TCCAATACACACGAAATCGC CGAAGAAGGCGAAGAAGAAA 112

Ad10A1612 Aradu.A10 1612 p3 (TTC)6 18 4808836 4808853 CCACAGCTTCAAGTCCATCA CGAATCTTTTTCCTGCGCTA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1614 Aradu.A10 1614 p3 (GGA)5 15 4817070 4817084 TGAGACCCATGTACTCGCAG TTATTCCCACACCAAGGCTC 264

Ad10A1616 Aradu.A10 1616 p6 (TCTCGT)5 30 4817904 4817933 CTTCGCTAAGCTTTCCCTCC GGTTCTGGTCAGGGAAGTGA 136

Ad10A1629 Aradu.A10 1629 c (T)13caagataacatttcattgaatgaaacttaggctttattcagatataggaaagaaaatagaag(A)1085 4860516 4860600 AAGGGAGACCTGGGAAGAAA TCTTCATCCAAACAACACACAA 251

Ad10A1633 Aradu.A10 1633 p3 (TTC)6 18 4871375 4871392 TGTCCTCACTCCTAACACGCT TGCAGATGCGCTCTAGAAGA 163

Ad10A1636 Aradu.A10 1636 c (A)11c(A)10 22 4889975 4889996 AAGATGCTCACGCATCACAA GATAGCTCCTCCATCCACCA 280

Ad10A1640 Aradu.A10 1640 p2 (AT)6 12 4904869 4904880 AACTCCATCCACCACCACTT TGAATGCAATGGTAGGACACA 126

Ad10A1641 Aradu.A10 1641 c (T)11cccactcatacatatgttggaaaggatgctaaaatcggctgatttt(TA)873 4909314 4909386 GGGTACCCGATGACTTTGAA TTCGGGTATCGGTTTTGG 280

Ad10A1645 Aradu.A10 1645 p2 (AT)6 12 4931238 4931249 GAGCCCACAGAATGTAAGCC AAACTGGTCGGTCCATTCAG 278

Ad10A1647 Aradu.A10 1647 p2 (AT)6 12 4959542 4959553 AGTCACTACCCCACCACGAA TGTTTTCTGGCTGTAGTTTATTGC 259

Ad10A1652 Aradu.A10 1652 c (AAT)13(GAT)6 57 4984518 4984574 TTGAAATTCGAGCAAGGACC CACGTCCAGTCGTCCAATAA 256

Ad10A1653 Aradu.A10 1653 p2 (TA)12 24 4987118 4987141 AAGCACATGAGATATGTTGGACA GGAATTTTGGACGGAGTGAC 256

Ad10A1654 Aradu.A10 1654 p2 (AT)6 12 4987544 4987555 TACCTTTTGTCCCAAGGCAT TTAATGCAAGCTGGTTGACG 105

Ad10A1658 Aradu.A10 1658 c (TC)20atggctaccacagacccgccagagaagctgaaattagaaacaagcttcgactatgagaagaacgaagagaaaa(AAG)6131 4993324 4993454 CTGGTTCTCGCAACCTTGAT CCGTTAGTCGCACTTCTTCA 279

Ad10A1659 Aradu.A10 1659 p3 (AAT)6 18 4994545 4994562 TGAGGTCATGTGCCTTCATC AAGGAAGCAAGGAAGGAAGC 175

Ad10A1660 Aradu.A10 1660 p4 (TTTA)5 20 4994700 4994719 CGTTGTGGAACCAGCTCATA CGTTAAATCCTAGGGTGGGA 202

Ad10A1664 Aradu.A10 1664 p3 (TTA)10 30 4999349 4999378 TTGTTCATGGAGAAGGGAATG AATCCATCAGCAGATGTCAAA 198

Ad10A1668 Aradu.A10 1668 p3 (TTA)20 60 5016716 5016775 TCAAGTTATCCACAAAGACGTGA TGACAACACCATACCTCCCA 280

Ad10A1671 Aradu.A10 1671 p3 (TAA)6 18 5027975 5027992 TTTCTTGTCATCTTTCTCCTTCA GTACGGCAAAATACATACCAATTA 280

Ad10A1679 Aradu.A10 1679 c (A)11gagactaagcaattatgaatagttaattaatagttt(TTAA)567 5055834 5055900 TCCCAACCATTAAGTGCAAA TGAATATGCAAGCACCAGGTA 280

Ad10A1681 Aradu.A10 1681 p4 (AATA)5 20 5059282 5059301 TTGGACCTACGCCAAAATAAA TAATGGGTTTGCCCTTCAAA 180

Ad10A1683 Aradu.A10 1683 p2 (TC)16 32 5063611 5063642 CATCAAAAAGAGAGGCCAGC TCGAGAAACAGAACCCAGAGA 271

Ad10A1686 Aradu.A10 1686 p2 (TC)21 42 5077328 5077369 GGCCAGCTTAAGTAGGGAGC GAACCCAGAGAGCAAGAACAA 279

Ad10A1689 Aradu.A10 1689 p3 (TAT)5 15 5105883 5105897 AACAAACTCTCACTCTCATTCTTCA CAATTGAATCTTGATTCTAGCTTTT 225

Ad10A1693 Aradu.A10 1693 p2 (AT)10 20 5110630 5110649 CAAAACATACATCCATACGTTGC TCCCCTACAGGTTTTTCCCT 238

Ad10A1694 Aradu.A10 1694 c (A)10gtattgaatacaagataaaaaaaatcattatcagcaaaaaaaaacattgaataatgttaaaaactaatatcatagtagactatcat(A)11107 5115372 5115478 TTTGTTTATTGGGTCTGGGC AAAAACATCTGAAATCCAAACTCA 248

Ad10A1696 Aradu.A10 1696 p3 (TTC)5 15 5116313 5116327 AACCAACTGCTAGATGACGTG GTGATTACGCACCTGCAGAC 246

Ad10A1699 Aradu.A10 1699 p2 (AT)6 12 5123764 5123775 TCAAAAATTTTAATAAGAAGAGGCTGA TTGAACGAATGAATTTTAATCAATAAG 268

Ad10A1700 Aradu.A10 1700 p3 (CTT)5 15 5124578 5124592 TAAGTCCGTCCCTGGTTGAG GAGGAAGAAGAACGTGCAGC 243

Ad10A1702 Aradu.A10 1702 p3 (AAT)6 18 5131818 5131835 ATGGGCAACGGTATTGAAAG ACAGCAGCAGCAACGTAATG 163

Ad10A1706 Aradu.A10 1706 c (TC)6ccttcactctctctttccccttcctctctctcctcttc(CT)6ccctcctctttgtctctctccttctttctctccccctcccctcctctctcttccccttctctctctcat(TC)8ctctcca(TC)7168 5140893 5141060 AAAACCAGTTTTTATGGTTCAGTTT GAGGAAGGAGAAGGGAGAGG 274

Ad10A1707 Aradu.A10 1707 p2 (AG)8 16 5141479 5141494 CCCTCTCAACCTTCTCTCACTC TTCCCTCCCCTCTCTCTACC 273

Ad10A1708 Aradu.A10 1708 p2 (GA)8 16 5141755 5141770 GAGGGGAGGGAAATAAGGAG CCTTCCCCTCTCACTCTTCC 271

Ad10A1712 Aradu.A10 1712 c (T)10cttttaaataatttatttaaggtttaccacgtatggtgatttaatttaaccaaagttaaacgtatgtacagtgtattaaa(AT)6102 5158378 5158479 TCCAGCAGCATATACAACGG GCTGTATTTATTAATTTCAATCAGCA 232

Ad10A1716 Aradu.A10 1716 p2 (TA)7 14 5168584 5168597 TGTGGGAGCCAGATAAGGAC GAGAAAATTCGCCACAAATCA 256
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Ad10A1719 Aradu.A10 1719 p3 (ATT)5 15 5170658 5170672 AAGCTGCAAGAAGCACCAAT AATTTCGCTTCATTTTCCCA 209

Ad10A1721 Aradu.A10 1721 p3 (GCA)8 24 5172866 5172889 TGCCTTTGAGTGAATGTTGC TTGTAGGAATGGCTTTTGGC 170

Ad10A1726 Aradu.A10 1726 p3 (AGG)5 15 5186111 5186125 ATGACAAGGGGTTGAGATGG TATTTCCGAGTTGTTTCCGC 207

Ad10A1727 Aradu.A10 1727 p3 (TAT)5 15 5197169 5197183 ACCTGGCACTTGTTAATCGC GTCCCAAACCTCCTACCGTT 266

Ad10A1728 Aradu.A10 1728 p5 (GGGTA)5 25 5197952 5197976 GGGTGTACCCACAACCTTTC TCAACCATAATCCTACCCGC 239

Ad10A1730 Aradu.A10 1730 p3 (CTT)5 15 5209880 5209894 GAAACAGTATCGCATGCACC TCCAGCCATCACATTTTCAA 196

Ad10A1731 Aradu.A10 1731 p2 (TG)6 12 5212056 5212067 TTCAGCTTCCAGAGGCAGTT GGCTTTTAAGGTGGGTCCTC 236

Ad10A1732 Aradu.A10 1732 p2 (GA)25 50 5215853 5215902 TCCTCATTCTTTCCCTCAACC CTGGACAGGGTGCTCTTCTC 262

Ad10A1734 Aradu.A10 1734 p2 (TC)6 12 5222034 5222045 TTTCCCTTCCCAAATTTTCC AAATCAAAACGGTGAGCCAG 198

Ad10A1735 Aradu.A10 1735 p3 (TCA)7 21 5229055 5229075 AAGCTTCTTCCACCTCGTGA AGGCTGCAAGCAAGAACCT 148

Ad10A1739 Aradu.A10 1739 c (A)11ttaagccaccaacggccaactaaaaaagttaatcaccaaataataataatgacacgcatacaactacaagac(A)1093 5235501 5235593 GATGACCCCTTGAATCCAGA TCGGTCCTCTAGTAGGCGAG 277

Ad10A1741 Aradu.A10 1741 p4 (TATT)5 20 5247408 5247427 TCACGAAGCAGCAAAATTCA TGGCCATTTATTCATCTCACA 279

Ad10A1746 Aradu.A10 1746 p3 (AAC)5 15 5256879 5256893 TAGTGCTCCAAGGTTGACCC TGGACCCACAAAACAGATCA 276

Ad10A1749 Aradu.A10 1749 p3 (CTT)5 15 5271782 5271796 TGAATTTGGGGAAGCATTTC TCACGGATTTTTATTTTATTTTCCA 278

Ad10A1753 Aradu.A10 1753 p3 (AAT)19 57 5280160 5280216 TCTCAGAACAACAAGGGAATGA TCCATCTTCAAGGTCTCCCA 211

Ad10A1757 Aradu.A10 1757 p4 (TTTA)5 20 5289142 5289161 CGCTTATGGGTGGAAACAAT TCAAGTCTCACTCCTAAGTCCTCA 130

Ad10A1758 Aradu.A10 1758 p6 (AAATAA)5 30 5290162 5290191 AAATTCGTCTCCGACCTTTTT CACAATGGCAATAACAACGG 264

Ad10A1759 Aradu.A10 1759 p3 (TCC)10 30 5291961 5291990 ATGGAGCCATCAATCCATTC AAAAGTCACACCCGGAAAAA 245

Ad10A1762 Aradu.A10 1762 p2 (AG)8 16 5300297 5300312 CCAAACATAGTGCAAAGCGA TTTGGCTTGATTGGGAAGTC 226

Ad10A1763 Aradu.A10 1763 p3 (GGT)5 15 5301016 5301030 TTTGTCGTCTAGTGGGGGAC ACCCCAAAGTACCCCTCATC 233

Ad10A1765 Aradu.A10 1765 p3 (AAT)5 15 5304802 5304816 ACCTGCCTTGCTGCTATGTT TTTACAACGTGGTGTTCCGA 272

Ad10A1767 Aradu.A10 1767 p2 (TA)8 16 5310307 5310322 AAGGAAATTTCAAAACAGCCC AAGCATGAAGAGACAAAATAATCC 186

Ad10A1770 Aradu.A10 1770 p2 (AG)7 14 5317199 5317212 TCCAAGCCCTGGTTGTTATC GGGCTAGGAATCCTTCTTGG 239

Ad10A1771 Aradu.A10 1771 p2 (TA)7 14 5333306 5333319 CGAAGTCAAGACTGATCGGA TGGAGGAATGGTAGTATGGGA 275

Ad10A1773 Aradu.A10 1773 p2 (AT)7 14 5337573 5337586 AATAACATTATCCTGATTCAAAAAGAG TGAAGGCTTTTTCATATTCATATCC 167

Ad10A1777 Aradu.A10 1777 p3 (CCT)6 18 5349551 5349568 TTCGATAACGACCTCAGGCT TTTGGTGGAGGAAGTGGTTC 190

Ad10A1778 Aradu.A10 1778 p3 (CAG)5 15 5349767 5349781 GAACCACTTCCTCCACCAAA TTCTTGTTCTCGCCGTTTCT 241

Ad10A1779 Aradu.A10 1779 p3 (AAG)5 15 5350624 5350638 GACGATGAGGATTGGAGGAA ACTTGCCAATGCAGCTTTCT 252

Ad10A1782 Aradu.A10 1782 p2 (TA)7 14 5353910 5353923 CTCAGATCTGCCACCAGGTT TTGCATGGGCCAGTAAAACT 254

Ad10A1784 Aradu.A10 1784 p3 (ACC)8 24 5361169 5361192 ACACTGCCCAACATTCCTTC AAAGGTAAAAATGACATAAATGACGA 233

Ad10A1785 Aradu.A10 1785 p4 (TTAT)5 20 5368314 5368333 TTATTAACCACAACCAAATCTTTTT AAACAAAGGAGCTGATTTGGAA 279

Ad10A1786 Aradu.A10 1786 p3 (ATT)5 15 5372741 5372755 ACAAGCAGGGGACATCATTC CGTTCCTCAAGAAATCAACAATC 204

Ad10A1788 Aradu.A10 1788 p2 (TA)6 12 5376457 5376468 TGATGATGTGATCTTTGTCCA GAGATCATTGTTAAAAAGGCCG 243

Ad10A1790 Aradu.A10 1790 p3 (ACA)5 15 5379476 5379490 ACACTCCAATGCCAACCTTC CGAAGCCGTTCCTGAAGTAG 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1793 Aradu.A10 1793 p3 (ATA)6 18 5382842 5382859 TGCATTATTAACCTAATTATCAATCAA CTGTGCTTGGCTCATTTGAA 194

Ad10A1794 Aradu.A10 1794 p3 (ATA)23 69 5383590 5383658 GTTGCGCTGTTGATTGTGTT TTCACTTCAATTAGTTAGGGAAAAA 250

Ad10A1798 Aradu.A10 1798 p3 (TTC)6 18 5389411 5389428 TGTACCACCACCAAGCACAT TGCAAGAGCATGATACCCAA 269

Ad10A1799 Aradu.A10 1799 c (T)12aaaaataagaaaaatttaattggaggatccgtttttctttt(ATAA)573 5392038 5392110 TTGGTGTGTTGCAGCGTTAT AACAAATTGGATGGTCCGAA 246

Ad10A1800 Aradu.A10 1800 p3 (TGA)5 15 5394649 5394663 GGGTCAAAAGCATCTACCGA TTGACTTCCGCCTTTTGTTT 272

Ad10A1802 Aradu.A10 1802 c (T)10gtcaaattttctttttcg(A)1139 5401478 5401516 GGCCAAAAGAGAAGAATGGA GCATATCACTCAACTGGGCA 131

Ad10A1803 Aradu.A10 1803 p3 (ATA)11 33 5409902 5409934 CAGCGTTTTCATTTTTCATGG GGCACACTTGGACCTCTAGC 142

Ad10A1804 Aradu.A10 1804 c (TA)6cacacaacacacctaagagaaatgataaataaataattaaatatagttgctcactgagctccaatgctagttg(T)1095 5411905 5411999 CATGATCGGTATGAAGAGGGA TGTCGGATTTCACCCATTTT 232

Ad10A1806 Aradu.A10 1806 p3 (TTA)5 15 5419159 5419173 CGAAAGCTTATTGCACAGCA GCCATTTGGATTATTGTGGC 173

Ad10A1807 Aradu.A10 1807 p2 (TA)6 12 5422677 5422688 AAACTCGTGAGCTGGTGAGC GTAGGTCTGGAACTGAGCCG 253

Ad10A1808 Aradu.A10 1808 p2 (AG)9 18 5424075 5424092 GGGAGAAAGAGCGTGAGATG TTCTTTTGCACACAACCTGC 239

Ad10A1812 Aradu.A10 1812 p3 (TCC)6 18 5435707 5435724 TGGTACTGCATCATCAGGCT GGGCATGCAGACACTACAAA 248

Ad10A1813 Aradu.A10 1813 p3 (CAT)6 18 5436340 5436357 CCCCTTCTTTCCTTTTGTTTC TTTCCATTAGGTGACGCTTTTT 271

Ad10A1818 Aradu.A10 1818 p2 (AT)8 16 5457701 5457716 CCCAACTAGAACTTAAGCAATTTT ATTAAAGCCGATGTTCGCTG 147

Ad10A1823 Aradu.A10 1823 p2 (TA)8 16 5468347 5468362 GCACTGAATGCATAGCCTTTT TTCACTCTCAAAGGAGTCCCA 222

Ad10A1825 Aradu.A10 1825 p3 (CTT)5 15 5472388 5472402 CGCAAACAAGCACTTGCTAA GGGTGAGTACAGCCAAAGGA 187

Ad10A1827 Aradu.A10 1827 p4 (TAAA)5 20 5480979 5480998 TTTTTATGGTTGGGAACCGA ACGTCGTCGTTTTCCATTTC 202

Ad10A1833 Aradu.A10 1833 p2 (TA)6 12 5498715 5498726 AGGTAGTTTCCTTGCCCCTG GAGTGGTTATTGCCCCCTAA 241

Ad10A1836 Aradu.A10 1836 p2 (AG)7 14 5504755 5504768 CATCAAACACTTGGAAGGCA TCATGCTTTGATTCAATTGTCC 271

Ad10A1839 Aradu.A10 1839 p2 (TA)6 12 5524092 5524103 TGCAATTCTCTCTCTTTTTGTTTTT TCCAACTTTGGATTTAGGATAGAAA 256

Ad10A1841 Aradu.A10 1841 p3 (ACC)5 15 5525273 5525287 TCGTTCGACAAAAATGACCA TTTTGTGGGATTGTGGGAAT 168

Ad10A1844 Aradu.A10 1844 p2 (AT)7 14 5540988 5541001 ATCAAACTCGACTTCACCCG ATGACATGGTTGTTGAAATAATAAAT 209

Ad10A1845 Aradu.A10 1845 p2 (TG)6 12 5565457 5565468 AGTCATAGACACGTGGGATGC GTTGATGGAAAACCGTGCTT 150

Ad10A1846 Aradu.A10 1846 c (T)13g(T)23 37 5566462 5566498 CGAGCCTTAGTTCAAGTGCC AATTGCTTGCGTGGACTTTC 122

Ad10A1852 Aradu.A10 1852 p2 (AT)7 14 5596713 5596726 ATGACATGGTTGTTGAAATAATAAAT GAATCATGAAATGTCTTTGTGAGG 168

Ad10A1855 Aradu.A10 1855 c (TTC)9taaattcgcacacataggttcttctttccctcttctt(CTC)682 5601171 5601252 GCCCATTGTCTTGCTTCTTC AAGAATCTGCGTGTACAAAGAGG 244

Ad10A1858 Aradu.A10 1858 p3 (GAT)7 21 5607232 5607252 TGAGAAAGTTTGTATGGCTCATTT CGATGTGAGCATGCCTAAAG 132

Ad10A1861 Aradu.A10 1861 p3 (GAT)10 30 5615593 5615622 GCTGAAGCATTTTGAAAGCC TCCAATGAACCTTGTCACCA 220

Ad10A1864 Aradu.A10 1864 p2 (TA)6 12 5621223 5621234 TCTCTCAAGTTCAGGTCATAAAGA TCATGAAAATATCTTCGTATCAAAA 280

Ad10A1867 Aradu.A10 1867 p4 (TAAA)6 24 5633406 5633429 GGGAGGGGAGTGAGGAAGTA TTTGTTGCATTCATAGTTTTTCC 280

Ad10A1868 Aradu.A10 1868 c (T)13cttttac(T)11 31 5635680 5635710 AAACTAACCCAATCGGGGAC CTCATTTTGCCCCATCAACT 235

Ad10A1869 Aradu.A10 1869 p2 (TA)6 12 5637066 5637077 AAAATTATCCAATCTTTTCGTAATATG TGCACTTAGTGACGAATTCAAAA 278

Ad10A1871 Aradu.A10 1871 p2 (TA)7 14 5640412 5640425 TGCACCTAAACCATTCACCA TGCCACAATCCAAATCAGAA 274

Ad10A1875 Aradu.A10 1875 c (T)10gcctttttttttcttcttctttcttcgtgcttcttcttcc(TCT)668 5671002 5671069 ACAGAAGGAGATCGAAGGCA GCCTGAAATGCACGTTATTG 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A1882 Aradu.A10 1882 c (A)10gaaagcttgaaatacaaagtgttaaacgaccaaaaaaaagaaagaaatacaaagtgtttgtgctccacgaccaac(A)1095 5696017 5696111 TAAAAATTGACTTGGCCCGT TGCACATGAACAGTGCTGAA 245

Ad10A1888 Aradu.A10 1888 p3 (AAT)7 21 5699386 5699406 TCGACAAAAACTGAAATTGTGA CAACCCAAACTTAGCATTTTGA 141

Ad10A1889 Aradu.A10 1889 c (T)11cggagcaatcttaataagttgtctttgttttgaaagctgtgttaccattttgaattcagtaccaacggatattattctcttattctctcgcaaaaac(T)10118 5707104 5707221 CAAAAATGATTGCTACTGCCTG AAGCTGCTCTTCGAAGTCGT 242

Ad10A1890 Aradu.A10 1890 p2 (TA)6 12 5708250 5708261 TGCATGCCATCAATCTATATGC AGTCCACCGGAATTATCCCT 278

Ad10A1895 Aradu.A10 1895 p2 (TA)6 12 5722306 5722317 ACTCATAGCAGTCGGCCTTG CTCCAAATTGGGATGGAGAG 268

Ad10A1896 Aradu.A10 1896 p4 (AGAT)6 24 5723663 5723686 ACAGCCATAACCAGTGGACC GCTGCTAAGGCAAACCAAAG 275

Ad10A1900 Aradu.A10 1900 p2 (TA)7 14 5730692 5730705 GCCTTCAAAATGTTATGCCC AGCAGCATATTGGTCCACCT 247

Ad10A1901 Aradu.A10 1901 p3 (TAT)5 15 5730815 5730829 TTCGTGAGTTGAAAAATGGTTT TGCAAAATTATTGCCACACC 126

Ad10A1907 Aradu.A10 1907 p2 (TA)6 12 5740116 5740127 GCAGTTGAGTCCTACAAAGCAA CAGAATCTGGTCAACAAAATGG 267

Ad10A1908 Aradu.A10 1908 c (A)12ttggtgcagggacccaaatt(A)1143 5747188 5747230 TTTTCTTTTAATTTAGTTTCTGCATCA GCCAAATTTTTAATTGGGTCC 212

Ad10A1913 Aradu.A10 1913 p2 (TA)6 12 5793166 5793177 ATTGTTAAGTCATTTTCGATGCT ATCATGGATTGTTCTGGGGA 117

Ad10A1922 Aradu.A10 1922 p2 (TA)6 12 5836877 5836888 TGATCATTTTCTTGAATTCCG ATATCCACGCACCCTTACCA 274

Ad10A1923 Aradu.A10 1923 p3 (TAT)5 15 5837328 5837342 TGGGTAGTGTTAAGTCAAATACAAGG TTGGTAGTGTTGTTTAATTTGGC 262

Ad10A1928 Aradu.A10 1928 c (TA)8gcagaatatgtatgcatcaataatgttacattaaataaac(CAA)571 5842171 5842241 CCCCAGCTTTCTCATTCAAA TTCACTTGGAAACAGTCGTCA 213

Ad10A1930 Aradu.A10 1930 p2 (TA)6 12 5850687 5850698 CAACCAGAAGTAGCTTTGGGA GGTGAACGTTTGGAAAATGG 233

Ad10A1935 Aradu.A10 1935 p3 (ATA)5 15 5857298 5857312 GCTCCTCAGTCGGATCTCTG TGATCCGATCGAATTACACAA 212

Ad10A1940 Aradu.A10 1940 p3 (TTA)6 18 5874161 5874178 AAGCAAATTTCCCCTAAAGCA AAAGCGACTACCAAATACGTTAGA 107

Ad10A1941 Aradu.A10 1941 p2 (AG)8 16 5876680 5876695 CCAAGTTAGATTGATCGGAAATG TTTGAACCCCCGACACTTAC 245

Ad10A1943 Aradu.A10 1943 p3 (TTC)5 15 5878261 5878275 TTCCCCCTCAGTCGTTGTTA ACAGAGGAGAACGACGAAGC 188

Ad10A1945 Aradu.A10 1945 p5 (TTTTA)5 25 5892042 5892066 TCTGGGTTTCATCTTGGCTC AACATCAACAGAGTTGCCCC 237

Ad10A1950 Aradu.A10 1950 p3 (AGA)5 15 5942840 5942854 GCATGTTGTTTGGCAGTTTG TCGTCAGATGGGACAAATCA 252

Ad10A1951 Aradu.A10 1951 p2 (AT)6 12 5944368 5944379 AAAAATGAAGTTCGCGGAGA CGTAGCAATTGTGTAATCGCA 169

Ad10A1958 Aradu.A10 1958 p3 (TCC)5 15 5961741 5961755 TTTTTCTTTTTGGCTCTCCG TGTTTTGTAGCAACCCGTGA 113

Ad10A1959 Aradu.A10 1959 p2 (TG)8 16 5967548 5967563 TGGAATTGCTGCACTTGAAT TAAACTTGGCCGAATGGAAC 126

Ad10A1960 Aradu.A10 1960 p4 (TTAT)6 24 5970378 5970401 TGCTGCATGTGCAAACATAA GGAGGGTCAAAAGGGTAAGC 264

Ad10A1961 Aradu.A10 1961 p3 (CTT)5 15 5972969 5972983 AATGTAGCCGTTGAATTGGG GGTTGGCGAAATTGTGAGTT 187

Ad10A1962 Aradu.A10 1962 p3 (ATT)5 15 5975569 5975583 GACCATAATAATACGCAATTTGAA TATCGACAGATGGATCCGGT 236

Ad10A1963 Aradu.A10 1963 p2 (AG)6 12 5975965 5975976 CGTTAGAGGTACTTTGCGCC AGTGGAAGATGCGTAGCAGG 268

Ad10A1964 Aradu.A10 1964 c (ATT)5aattgcataataatattatactatattttttgtattttttggacaaaaataatgataaatttattcattaa(AT)10tc(AAT)7129 5988399 5988527 TCCCCCATCCAAAAATAAAA CTCTTCACCCAGTCACCACC 250

Ad10A1967 Aradu.A10 1967 c (AT)7aatg(TAA)5 33 5992009 5992041 TGTAACTAAGAGGAAGTGCCAAAA GAGGGCTAACACTACAAAAATCG 273

Ad10A1968 Aradu.A10 1968 p3 (TTA)23 69 5992262 5992330 TGGTGACAGGCTTCCTTTTT AGCCACTGTTTTAAACGACG 262

Ad10A1973 Aradu.A10 1973 c (CAC)5tatattatatatcacatatgccatattatatataaagggacattgtaatttagtaattaatcacaaataataaa(AAT)5104 6000828 6000931 TGGGTGACTGCTTAGGGAAG TCAAAACCCATTTCTTGGACTC 251

Ad10A1974 Aradu.A10 1974 p3 (ATA)17 51 6001996 6002046 CGACCTAATGAAATGGTGCAT ATGGATATAGCAAGGGCAGC 220

Ad10A1976 Aradu.A10 1976 p5 (TTATA)5 25 6012558 6012582 TCATTACTTGTCAACGTGTCTAACTTT TTCCTCCAAAAGAAATTGCC 253
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Ad10A1977 Aradu.A10 1977 p2 (TC)7 14 6013295 6013308 TCCTCATCACTAGCCCCAAC TGCTGTTGCTGTTGTTGGAT 128

Ad10A1978 Aradu.A10 1978 p2 (AG)7 14 6014080 6014093 TGGTGATGAGAAGATGAGTGG CATCATCACCGAGCCTCTTT 164

Ad10A1981 Aradu.A10 1981 p2 (AC)12 24 6018519 6018542 TGCTTGAATTTCTGACCCAA CCTTTTCCTCCCTTTTCAGC 164

Ad10A1983 Aradu.A10 1983 p2 (TG)7 14 6023100 6023113 TGTGGAGGAGGAACTGGTTT CGACCCTAAAAGGAACAATCA 279

Ad10A1984 Aradu.A10 1984 p6 (TCTCTT)5 30 6028738 6028767 TGTGGGACGACATGCTAAAA AAGAGGATGCGATAGCGATG 280

Ad10A1985 Aradu.A10 1985 p4 (AAGA)5 20 6029670 6029689 CCTTCTTGGAAGCACCAGAG GCTACAAAAACGGGCAATGT 197

Ad10A1986 Aradu.A10 1986 p2 (GA)7 14 6031928 6031941 ACCACCATCTCATCCACCAT CTTGCAGATGAAATGCCTCA 156

Ad10A1987 Aradu.A10 1987 p3 (TTC)5 15 6033890 6033904 ACGAAGCCACTGTGCTCTTT ACTAACCTGTGCGATGGCTT 190

Ad10A1988 Aradu.A10 1988 p3 (CTT)5 15 6039766 6039780 ACCACACGTCCATGTAACCA AGGAGGAGAAAGAGGAACGC 211

Ad10A1989 Aradu.A10 1989 p5 (TCAAT)6 30 6040272 6040301 TCTGCAGAATGAACCGAACA GAATGGAATGCAATTGCTCA 238

Ad10A1990 Aradu.A10 1990 p2 (TC)8 16 6042609 6042624 TCATTCGCTCTCTTCTCTCTTC TGGGTCACAACATACACTCTAAA 193

Ad10A1992 Aradu.A10 1992 p2 (TA)10 20 6049751 6049770 GGCATAAATTGTAGCAAGTATTTTCA TTGTTCTTGTCAGATTTGGATGA 242

Ad10A1994 Aradu.A10 1994 p2 (AG)6 12 6059050 6059061 GGCCCTCCTATTCTTCAACC GGTCACTGCCAGGTACAGGT 162

Ad10A1995 Aradu.A10 1995 p2 (CT)7 14 6064044 6064057 GCAGTAGGAACCCAGCTCAG GAGCCAGCGAGAGAGGAGAT 276

Ad10A1996 Aradu.A10 1996 p3 (TTC)5 15 6067436 6067450 ATCCCGTTTGTTTTACACGC TCGAAAGTGCAGATCGAAGA 276

Ad10A2003 Aradu.A10 2003 p4 (AAAT)5 20 6110057 6110076 CGATTTTGAGGTTGATTCGG CCAGAACATTTGACAACACATTT 249

Ad10A2004 Aradu.A10 2004 p3 (CTT)12 36 6113742 6113777 TTCATTGCTCCCTTTGCTCT TGCACCCACAAACATCATTC 264

Ad10A2005 Aradu.A10 2005 c (T)10aatgg(TTA)7 36 6114688 6114723 ATATCATCCCGTGATCGGTT CCAGAGCCTCCAGGTAGAAA 235

Ad10A2007 Aradu.A10 2007 p2 (TA)6 12 6121634 6121645 TCCCAACAAAGCATAGCACA CCAAAATTTGTTTAATGATTTCTGA 256

Ad10A2011 Aradu.A10 2011 p4 (TTAA)5 20 6138858 6138877 AAATAATGCCTTTGCGCTTG TAAAATAGCGGATCCGGAGA 156

Ad10A2012 Aradu.A10 2012 p2 (AT)9 18 6139042 6139059 TCTCCGGATCCGCTATTTTA AGTGGGGTGTTCAGAATTTCA 251

Ad10A2013 Aradu.A10 2013 p4 (TAAT)6 24 6140804 6140827 GATGGCATGAGCCTCAGAGT CATGCATGATGGACACAGAGA 264

Ad10A2018 Aradu.A10 2018 c (A)11gttgcataatgtttttgttaacaaaatgttgaatttcattaaatatagtacaaatattgaaatataaagtagtaacaagg(T)10101 6147463 6147563 TCAATTGGAACATATGTAGATGCTG AAAGGAAGCTGAGTTGCTCG 251

Ad10A2021 Aradu.A10 2021 c (A)12tagaa(AG)8 33 6149563 6149595 CATTATGAGGCCAGGTCATACA CCGTACATTAAATCATCCCACA 270

Ad10A2024 Aradu.A10 2024 p3 (AAT)7 21 6159081 6159101 GAGGAGGACAGGGGTTGAAT ACAACAACCACCCTCTCACC 193

Ad10A2025 Aradu.A10 2025 p3 (CTT)5 15 6163083 6163097 GAAACAAAATAGCATGCGCC TAAAACCCTTCCTCCAGCCT 225

Ad10A2030 Aradu.A10 2030 c (AG)6tgagaagctgta(AG)840 6168979 6169018 CATTTAAGGCAGCTTTGGAG ATAGCTGAAGCATTGGCAGG 187

Ad10A2035 Aradu.A10 2035 c (T)10aattgttattattatttc(T)1240 6199977 6200016 GCATGCAAGGAATGGAAAAC AGGGAGTTGAATTTGCATGG 232

Ad10A2038 Aradu.A10 2038 p4 (TTTC)6 24 6211995 6212018 ATCCCAGTTCTTTGGCCTTT GGCAAGAGACAAGAATGATGC 248

Ad10A2039 Aradu.A10 2039 p3 (ACT)7 21 6212748 6212768 ATGCTACCAATGATGCCAGG AGGATCACCCCGAATAAACC 173

Ad10A2043 Aradu.A10 2043 p2 (TA)9 18 6221168 6221185 GCTTTAAAGTTGTCATTCGAATATTTA AAGTCACCAAAACGAAAGCAA 275

Ad10A2047 Aradu.A10 2047 p3 (GCA)7 21 6228476 6228496 ATGTCCGAGTCGGTGTTTTC CTTCAGCTGCCTCTGTCTCC 194

Ad10A2049 Aradu.A10 2049 c (A)10cgaaaacatgctacaaaaactaaatgaaaatgggaagagtagaagtatgcgaatgtgataagcaaaagaaaatggaaggggagaaaaaaaac(T)10112 6241406 6241517 CAAACAAGTCAAGAAGCACCA ATACCCATCGACGCGTAAAC 241

Ad10A2052 Aradu.A10 2052 p3 (AAG)8 24 6249963 6249986 CGAGGGTACGACCTCTTCTG GTACGACGTGGAATCGGAGT 241
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Ad10A2053 Aradu.A10 2053 p3 (GAA)8 24 6253549 6253572 AATGCGAAAACAACGAAACC AAGGATGACACGGACACCTC 235

Ad10A2057 Aradu.A10 2057 c (TC)8tgtattgtcgtcttgggtttgttgttacagtgcgtgtctgtgtcttgactc(AG)12(TG)6103 6283167 6283269 CTGGGTTCGCTCTATTGCTC TGTGACTCCATCGTCATCGT 200

Ad10A2062 Aradu.A10 2062 p3 (ATG)5 15 6297114 6297128 AAATTTCTGTCCAAAGGGCA GGTGATGATGATGACGATGC 178

Ad10A2063 Aradu.A10 2063 p3 (TCA)5 15 6297319 6297333 ATCACCACCACTGCAGAACA TCGCATCTGGCTCTAACAGA 150

Ad10A2064 Aradu.A10 2064 p3 (AAT)13 39 6298252 6298290 TCACTTTCCATGGATCACCA TCAATTGGGCCTAACGTTTC 248

Ad10A2074 Aradu.A10 2074 p3 (GAA)9 27 6349678 6349704 GGATTAGGGTTTGATCGGGT TCCATTCCCTTTGAACTTCG 230

Ad10A2078 Aradu.A10 2078 p2 (AT)9 18 6357225 6357242 TGCAATTAGCCAAACAATTCA AGATTGAAATTTTCTGCGGAC 251

Ad10A2080 Aradu.A10 2080 p3 (TCC)5 15 6360467 6360481 CTCTTTCTGACGGGTTGTGG GAAGGGATGCACACTTGGAT 154

Ad10A2081 Aradu.A10 2081 p2 (GA)23 46 6363654 6363699 CAGCTCGAGAATGCAATCAA ACAATCACGTGCACGATCTC 275

Ad10A2082 Aradu.A10 2082 p2 (TC)7 14 6374413 6374426 TGGCTCTTGCTCTTTCTTTG ATCGATCCTAGTGCTCCGAA 242

Ad10A2086 Aradu.A10 2086 p2 (TA)6 12 6378393 6378404 ATGTTAGCGCGTCCAATCTT CACAAAATACGCAGACACGC 262

Ad10A2089 Aradu.A10 2089 p2 (AG)8 16 6381558 6381573 AACCGAACCAAACCAAACTG AGTGGCTGGTACAGGTGAAAA 207

Ad10A2092 Aradu.A10 2092 p3 (GAT)7 21 6390171 6390191 TGTTGCTTTGCTCACCTCAC GCGAATCATCGTTTCCAAAT 218

Ad10A2095 Aradu.A10 2095 p2 (AG)6 12 6394669 6394680 CCTTGTCCAATGAAGTGCGT GGAGATTAAGCCTCCCTTGA 240

Ad10A2096 Aradu.A10 2096 p2 (AT)6 12 6402619 6402630 TTGTCTTTTGAACGGCTGTG GATGCAGGCAGAAGAGGACT 209

Ad10A2098 Aradu.A10 2098 c (AC)6aaatgtggttgtggtaaaatcatgatcatctatactggaa(AT)766 6405341 6405406 GCTAATTGCCACCGTAAACA AAACAAAGGCACAAAGTCCAA 248

Ad10A2101 Aradu.A10 2101 p3 (ATA)6 18 6407675 6407692 GGTTGCATTTGTCTGTCCAA TATGAAACCTCATGGCCACC 271

Ad10A2110 Aradu.A10 2110 p4 (TTAT)5 20 6446165 6446184 TCAACCTCTCATTGAACCATTG TGATCATTGGATGATAAAGAATGC 244

Ad10A2112 Aradu.A10 2112 c (T)11(A)11 22 6453923 6453944 GCTTTTGAACCTTCTCAGTGG CAGTAGAACGCTCCACACAAA 145

Ad10A2116 Aradu.A10 2116 p2 (AT)8 16 6459827 6459842 CTCGGCTCATCAAAATCTCA TGGAGCCAATGATTGCTACTT 237

Ad10A2117 Aradu.A10 2117 p3 (TGG)6 18 6465594 6465611 CCACCACCAGCTTCTTCTGT TCCAAAATCAACCAGAAGTTCA 246

Ad10A2119 Aradu.A10 2119 p3 (AGA)11 33 6468823 6468855 CAGTAACCGTCAAAAGTGTGTTT GCAGGTACTGCTCTGGTTCC 265

Ad10A2120 Aradu.A10 2120 p6 (CCTTCT)7 42 6471229 6471270 TGGCCTTGATTACTCTCGCT ACAGGGGTCTGGAGGAAGTT 241

Ad10A2121 Aradu.A10 2121 p3 (TTA)6 18 6475595 6475612 CCGCAAGTACGATGAAACAA GTTGGGAATGTTGTTGAGGC 228

Ad10A2123 Aradu.A10 2123 p2 (TA)6 12 6493904 6493915 CAGTTCAGGGAACCAGCAGT GCCCCTAAACTCGTAAACCC 218

Ad10A2127 Aradu.A10 2127 c (T)10ctcttcgtcttatccttcttctttttttttcgtttcttgccttctctttctccttctc(CTT)583 6511762 6511844 CCCTCAATGTAGTGCCCTTG CGTGCAGAAACGAAAGAAAA 269

Ad10A2128 Aradu.A10 2128 c (A)10ccgaagaggaagaggaagaggaagag(GAA)551 6512362 6512412 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 183

Ad10A2130 Aradu.A10 2130 p3 (TCT)5 15 6519569 6519583 CATCACCACCTTCCACCTCT GCAATGGCCTGAAGTAGCTC 233

Ad10A2131 Aradu.A10 2131 c (A)11tcccaaaatcttctctcttcttcgttc(T)15gcaat(A)10cactgnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntatagagtgagagt(GA)10184 6522681 6522864 TCAACTTGAGCCAAACAGACA TGGGTCTTCGTTATCCCTTG 280

Ad10A2133 Aradu.A10 2133 c (T)10cttgtgtgcttatatttgtcacacgaaactactatatttttgtaattatttgaataaaattaaaatgtgaaatgaaaaaagttattcgc(T)11110 6527144 6527253 TGCTGTAATATGCCTTTACTTCTTCA TGTACAAATGATTTTCTCAGAATTGA 241

Ad10A2143 Aradu.A10 2143 c (A)11caaaaaacatcatgtgcttatcatacctaaattgtggaattttgaagcaattcccaaaaatttatcaataagaaatttgcatcttttactgtc(A)11115 6553165 6553279 GCAGCTTATGCACTTTTTGC GGGATTGTTCTGCTGGACTT 275

Ad10A2147 Aradu.A10 2147 p2 (AT)9 18 6564570 6564587 TGCACTAAAATACATTATGAATATGCT TCGAACTCCCGACACTTTCT 125

Ad10A2152 Aradu.A10 2152 p2 (AT)8 16 6588822 6588837 TTTGAAACACTAACGTCTTCTCTTTT TCCTAACAGCATTTTGAACCG 273

Ad10A2153 Aradu.A10 2153 c (T)11gaaaatagaaaaattcaaattcgcgatatc(T)1354 6589441 6589494 GACATTAACATTGAAATAGCGTGC TCATGCAACATCATGTAATCCA 245
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Ad10A2154 Aradu.A10 2154 p2 (TC)6 12 6589905 6589916 TAGAGAAAGACGCGAGAGCC TCCCATCAACCTCAATCTCC 270

Ad10A2155 Aradu.A10 2155 c (CTT)5attc(TTA)5 34 6593997 6594030 CAATGATTCCCATGTACAGCA CCAGCACAAGCAAACAGAAA 154

Ad10A2156 Aradu.A10 2156 p3 (AAT)5 15 6594853 6594867 TTCCGTTGGATTAAGATTCCAT TAGAGGCAATCCATTGAGGG 230

Ad10A2160 Aradu.A10 2160 p2 (AT)6 12 6619540 6619551 CGTTTTTGTGTTTGGCTGAA AAAACATGGGAAGTTAGGCA 115

Ad10A2164 Aradu.A10 2164 p3 (TAA)5 15 6626779 6626793 TATGTCAGCGCCAATGACTC CAGATCGTTGTGTCGTGCTT 276

Ad10A2165 Aradu.A10 2165 p3 (AAT)11 33 6627573 6627605 ACTCAGCAGTGCAGCATGAC TTGTGTTTTATCATACGGGCA 270

Ad10A2166 Aradu.A10 2166 p3 (ATA)10 30 6627723 6627752 TGCCCGTATGATAAAACACAA TGTGAAGAGGAAGAATTAGTGAAGG 278

Ad10A2170 Aradu.A10 2170 p3 (CTT)5 15 6688856 6688870 TGGGTATTCAGTGGCTAGGG GGAGATCCACCCCTGTGTTA 263

Ad10A2172 Aradu.A10 2172 p2 (TC)8 16 6694771 6694786 GACCAGCTGCTTGCTTTCAT CCCAAGACCATACGAGTTCC 105

Ad10A2173 Aradu.A10 2173 c (ATT)6accactactactactattattattattg(TTA)561 6697990 6698050 CTCTGGCCCTGATATTTCCA CTAGCCCCAGCAAGAACATC 206

Ad10A2174 Aradu.A10 2174 p3 (TAT)6 18 6703002 6703019 TGAAAGGTTAAGGAACCGCA TTTTTGCTAAATTGATTTGTTCG 247

Ad10A2178 Aradu.A10 2178 p2 (TA)8 16 6727442 6727457 TTCCCAGTGAGGTAACCTGTG GCCGGGGATTGATAGTGATT 275

Ad10A2182 Aradu.A10 2182 p2 (TA)7 14 6748059 6748072 AACGCAGAGAATTTTATGTTTTCA CACAACACGCGACTTTCAAC 259

Ad10A2186 Aradu.A10 2186 c (A)10ttggtcattcacaatt(A)1036 6766543 6766578 CAAACGACAAATACCCCTTGA TTTGGTAATTTTATGCCATTTGAA 275

Ad10A2190 Aradu.A10 2190 p4 (AATT)6 24 6781289 6781312 TCAGGACTCCAGAAAGATTGC TGCACTCAAATTTTTATCTTTTGAT 269

Ad10A2191 Aradu.A10 2191 p2 (TA)6 12 6782393 6782404 TGGCCAATTTCTTAATGTCTTTT TTCAATCAAATTCAACCGAAG 246

Ad10A2193 Aradu.A10 2193 c (T)12g(T)12 25 6786959 6786983 GATTTGATGTATGGTGGGGG GAGGAATTTGTTGACGGCAT 153

Ad10A2194 Aradu.A10 2194 p4 (CAAA)5 20 6787854 6787873 AACCAAAAAGGGTTGTGCAG CCTTCTGACAAGGAAGGGTG 261

Ad10A2195 Aradu.A10 2195 c (TAA)5tccatttcattattatcatt(ATA)550 6787981 6788030 TCCTTTAACACCAGCCAAGG TTGTGAAATGGGCACAAAAA 249

Ad10A2196 Aradu.A10 2196 p3 (ATT)5 15 6789200 6789214 ATGCAGGAAGAAGCTTTTGG GCTTCCCTTGAAAGCAAGAA 207

Ad10A2197 Aradu.A10 2197 p2 (AT)14 28 6789466 6789493 TTTCAAGGGAAGCAAGCATT GAAAGATTCTCATTGACTCCACA 240

Ad10A2199 Aradu.A10 2199 p2 (AT)8 16 6791141 6791156 TGCTTTATTTGCTCACTCACTTTC AAAATTTTTGTTGTCCAGTTATTTAGT 275

Ad10A2200 Aradu.A10 2200 p2 (TA)7 14 6795429 6795442 AAGATTGAAGCTTTCTTAATAGGCA TTCGAAAATTTGGGTTGACTTT 273

Ad10A2204 Aradu.A10 2204 p2 (AT)9 18 6800026 6800043 TTTTTAGTGTCTACGTAACATTTTTGC AGGCCGATTTTAGGGTAACG 127

Ad10A2206 Aradu.A10 2206 p2 (TA)7 14 6812122 6812135 TCGTTCGATTAGAGTTGAGTGC TCAAGTCCTCCTCTTGGGAA 274

Ad10A2210 Aradu.A10 2210 p2 (TC)18 36 6819125 6819160 TGCTGTGAGAGAAATGGCAG GCGCATTCTTCGATTAAAGG 200

Ad10A2211 Aradu.A10 2211 p2 (AC)14 28 6830717 6830744 TACCAGGGAGCGTTCTTGTT CGCCGTAGATTGCAAACAG 277

Ad10A2212 Aradu.A10 2212 p3 (TGA)8 24 6833053 6833076 TTTGCAAAGAAACCGTGATG TCCTCTTGGTCTTGGTCCCT 195

Ad10A2214 Aradu.A10 2214 p2 (AT)6 12 6838591 6838602 TTTTTCGACCTCTGGCCTAA GGCTAGATGCCCCTAGGATT 178

Ad10A2216 Aradu.A10 2216 c (A)11gcaaagaac(A)1030 6842456 6842485 TGTTTTCGATCTTGTTGTTTTTG AACTTTCGTCTTTGGCCATC 114

Ad10A2217 Aradu.A10 2217 p2 (AG)11 22 6845419 6845440 AAACTGCAACGGCAATATCC CTCATCCCGTTACCATCGTT 204

Ad10A2218 Aradu.A10 2218 p3 (CAT)6 18 6849584 6849601 GCTCCGATTTTCATCGTCAT GGTGGATAGCTTGGCAAAAG 194

Ad10A2222 Aradu.A10 2222 p3 (AAG)5 15 6869183 6869197 AATCGCAACCCTTGAATGAC GTAACGGTGTGTTCGACGTG 175

Ad10A2225 Aradu.A10 2225 c* (ATT)5(TA)7* 28 6872180 6872207 TGCTTGCCAACAGTAGCATT TTTTACAAGAGGTTAATCCAATTCTTT 231
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Ad10A2227 Aradu.A10 2227 p3 (AAT)5 15 6873076 6873090 TGGCTTACAAAATTACCCAGG AGTTTTTCAAACTCAAAACGCT 219

Ad10A2229 Aradu.A10 2229 p2 (TA)8 16 6878929 6878944 GACAAAATCACAGACTGGCG GCAGCATACTTGCACTATTCG 274

Ad10A2230 Aradu.A10 2230 p2 (AG)23 46 6893019 6893064 TGAGTCCCTCTCCATCCTCT TGGCGAGTGATGCAATTAGT 279

Ad10A2233 Aradu.A10 2233 p2 (TA)6 12 6899483 6899494 AGCTTTGGTGGTGAAGCTGT TGCACCCATGTTTTATCCAC 261

Ad10A2235 Aradu.A10 2235 p2 (GA)8 16 6903488 6903503 TTCATCACAAGCTCCAGTGC CCAAAGCCAGCATTTTCATT 204

Ad10A2243 Aradu.A10 2243 c (CT)6cctctgtgaacgtcactgattttgattttg(A)1052 6923919 6923970 TGTTCTGCTGCTTATCAACGA TCCAATCTTAGGCCGTTCTC 264

Ad10A2247 Aradu.A10 2247 c (GT)7(GA)19 52 6940678 6940729 CATTCAGTTCAGAGAGCGAGC TCATAGGTTCCAAGTACCAACAAA 279

Ad10A2250 Aradu.A10 2250 p3 (ATA)13 39 6956196 6956234 TTTGTCATCACTACTCTCCCAAAA TAAAAAGGCTTGGGTGTTGC 256

Ad10A2260 Aradu.A10 2260 p3 (TTC)5 15 6990942 6990956 CCCTTCTTCTTCTTCACCAAAA ATTGTTGTTGCTGCTGATGC 110

Ad10A2261 Aradu.A10 2261 p3 (CTT)7 21 6992052 6992072 TGCCCAATACACACGAAATC GTGAAGAAGAAGGGTTGCGA 158

Ad10A2262 Aradu.A10 2262 p3 (AAG)6 18 6993941 6993958 CGAAGAAGAAGATGAACGACG CCACAGCCCCTTTTGTTTTA 244

Ad10A2264 Aradu.A10 2264 p3 (AAT)5 15 6998751 6998765 TGTCACAAAAGCATAACCAACA TCCCTGTTGTGTTTCCATCA 256

Ad10A2265 Aradu.A10 2265 p4 (ATTT)5 20 7010715 7010734 TTGGTAAGTCATGGTGAAATGC CGCAACCTCAAAACCTGAAT 110

Ad10A2267 Aradu.A10 2267 p3 (ATT)12 36 7016842 7016877 ATTCATTGTTCCAAGCCCAG TGCGGATTAAAGTATTGACAAGG 280

Ad10A2268 Aradu.A10 2268 p2 (AT)8 16 7020241 7020256 CACAATCAATCAATGTAATCAAAAA TGTGAGACCGGTTTTACCAG 233

Ad10A2269 Aradu.A10 2269 p3 (TAA)6 18 7021146 7021163 TCATGGCATGTTCATCCAAC TCCATTACACCCCCTTACCA 208

Ad10A2270 Aradu.A10 2270 p2 (AT)6 12 7025239 7025250 GGCTCAAATCTCACTTGCTTG CCCAACACTTTTGCATTTCA 234

Ad10A2275 Aradu.A10 2275 c (A)12cacctaatttgatttttgaattttattttttataggactgattagttcttgtgt(A)1076 7051954 7052029 GGAATGAAACATGAAGAGCTGA GGATTGATTGATTTCTGTGATAGTG 262

Ad10A2278 Aradu.A10 2278 c (ATA)16actctttcttttggctaataaactataattcaaatgtcataatctcttcatactcatctagagattattcattcattcatatatatagctcttgttattc(T)12160 7056672 7056831 TGTAAGCTTCCAAACGAACAAA TTTATTGTGTTGAGCTCCTTTTT 216

Ad10A2279 Aradu.A10 2279 p3 (TAT)21 63 7068326 7068388 AACTAAAAAGGCTAACAAATTCCTG TTATTTGTTCCCGTTCCTGC 280

Ad10A2282 Aradu.A10 2282 c (CCT)6cccttcttctttttcttcatcttcttttgtttccttctcctcttt(TTC)990 7081557 7081646 AATTGGTTCATTTGTGCAGC TAGCAGCAGCAAAGCAAAAG 277

Ad10A2291 Aradu.A10 2291 p2 (TA)9 18 7100624 7100641 TTGTCATAGCCAGCATATTCCT TCACAAGCACTTTTATGGGG 261

Ad10A2295 Aradu.A10 2295 p2 (GA)6 12 7103544 7103555 GTCACGGCCTCTAAAGCAAG CCTCTCCCTCCTTCCTCATC 277

Ad10A2302 Aradu.A10 2302 p2 (TA)8 16 7163043 7163058 CATGAAAAGAGTAATATGCATGGG ACTTTCTCGCGTCATCGTCT 263

Ad10A2307 Aradu.A10 2307 p4 (TCTA)5 20 7171678 7171697 TCCCAAGTGAATGGCTTAAC TGGACACTTGTCAAACAACCA 195

Ad10A2309 Aradu.A10 2309 p3 (CTC)5 15 7187198 7187212 AAAGCGCGCTACTCATCATT AAGGAGGAGAAACACGACGA 179

Ad10A2314 Aradu.A10 2314 p4 (CTTT)5 20 7198952 7198971 GCCTGTCTTTCTCTTCGGTG CCTTCAGCAAACAATCAGCA 207

Ad10A2315 Aradu.A10 2315 p2 (TC)8 16 7206447 7206462 AGCAAATGCTTCTTGCTTCC TCTGTGAAGTGACCGAATGC 259

Ad10A2316 Aradu.A10 2316 p2 (TC)16 32 7214235 7214266 ACTAGCTTGCTTGGTCCGAA GGTAGCGTGTAGCATTGATGA 200

Ad10A2318 Aradu.A10 2318 p3 (TCT)5 15 7217000 7217014 CGTGCACGCAGATTCTTCT TGCATAATGAACCGAACACG 270

Ad10A2319 Aradu.A10 2319 p3 (GAA)5 15 7217769 7217783 ACTTTGGTGCATTTTGTCCC AAGTGAAGGGAAGTTTGGGAA 205

Ad10A2323 Aradu.A10 2323 c (TCT)10(CTT)5cgtcttcgtcttct(TCTTCC)7tcc(TCT)17155 7225604 7225758 GAGCGTAACTACACGTGCCC GAGGAAGAAGAACGTGCAGC 264

Ad10A2324 Aradu.A10 2324 p3 (AAG)5 15 7226712 7226726 GGGGAAGAGGAAGAAGAACG AAATCAAATTACGCGCTGCT 196

Ad10A2325 Aradu.A10 2325 c (CAT)7cttcttcttc(T)1041 7227568 7227608 TTCTTCTCCCTCCTCCTCATC TTGAACGAATGTAAGTTCATCCTC 224
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Ad10A2326 Aradu.A10 2326 p3 (TCA)6 18 7228473 7228490 TCCTCATCATCTTGTGCTGC GAAAAATATTTCCTCTAATGCTGC 257

Ad10A2330 Aradu.A10 2330 c (TCT)8ttttcgtttcttactttctatttctccttcttcttctttttcttgctacacgttcttcttcctcttcc(TCT)5tttctttcgtttcttgccttctctttctc(CTT)5151 7240257 7240407 CGCATACAAGCGATTAAGGC TGAGGAAGAAAAATGTGCAGC 262

Ad10A2331 Aradu.A10 2331 c (A)10cgaa(GAAGAG)650 7240772 7240821 TCGTTTGGGTGTATTTCTGAAG TGCGTTATTCAACCATTTCC 188

Ad10A2334 Aradu.A10 2334 c (T)10cgaaattcctcttc(T)1034 7277539 7277572 CAGCTTTGCTAAAGTCCCCA TGTGGTTCATGAATGTTGGC 266

Ad10A2335 Aradu.A10 2335 p2 (AG)6 12 7279362 7279373 TTGAATTTGAATGGTGGGGT CAGAATTGGCACAAAGAGCA 248

Ad10A2336 Aradu.A10 2336 p3 (GAG)9 27 7291046 7291072 AATCACAATGGGCTGAGAGG AGGAGGCTAAGGCAAAGTCC 116

Ad10A2345 Aradu.A10 2345 p3 (TTA)5 15 7325459 7325473 TTGATATACGTGAATGGGTAACAAA TCTCTCATGCCTCCGTTTTC 280

Ad10A2349 Aradu.A10 2349 c (GA)6aggagggagagggaatttatcagtggt(GA)1263 7331284 7331346 CAGACCCACTATAGGGCACA TGTGAGCTTGAGCATTTTCG 232

Ad10A2350 Aradu.A10 2350 p2 (TA)8 16 7340080 7340095 TTCGGGTACCAGTTTAGGAGT TAAACCCGTTAGCAGCAACC 236

Ad10A2351 Aradu.A10 2351 p2 (TA)6 12 7344403 7344414 CAAGTTCAACTCGCCGAAAG GCTCGTAAGCTGACTCGATTT 255

Ad10A2353 Aradu.A10 2353 c (T)10caa(T)10 23 7348215 7348237 GCAAAATCTCACAGCACTGAA TGAAAGAAATAAATTCCCCGAA 111

Ad10A2360 Aradu.A10 2360 p6 (CTCTCA)6 36 7354720 7354755 GAAAACGTTGTCGTTTTGGG GCTACGGTTAGAGAAGGGGG 262

Ad10A2370 Aradu.A10 2370 p2 (AC)7 14 7397412 7397425 GGGCTAAGGTAAGGGTGAGG GAATTTTGGGTGGTTAGGCA 136

Ad10A2373 Aradu.A10 2373 p3 (TGA)5 15 7409010 7409024 ATTCCCAAATTGGAACCTCC GACAATGTGGAACCAAGAAGC 179

Ad10A2375 Aradu.A10 2375 p3 (TAA)5 15 7411363 7411377 CATTGGCACCACTAGAAGCA GCGCGTGTTAATGAAGTTTG 171

Ad10A2376 Aradu.A10 2376 c (TCT)7cttcttcgtcttct(TCTTCC)565 7411512 7411576 CGCGCAATAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 210

Ad10A2377 Aradu.A10 2377 p3 (CTT)5 15 7411717 7411731 CCCACTCAAACGGTTCTCTT GAAAACAGAGAGAAAAGACGTAAATG 268

Ad10A2378 Aradu.A10 2378 p3 (TAA)5 15 7414072 7414086 AAACGCGGGATCTTTGTATG TCAAATGCCAAAGATGACCA 205

Ad10A2383 Aradu.A10 2383 c (T)10acatagaaattaatcagttccaaaacaaatcaggagctgaattgaa(T)1066 7433252 7433317 AATGAAATTTCTGTGCCCAA CACACTTTACGATCCTCTCCA 229

Ad10A2391 Aradu.A10 2391 c (A)10gcactcaagtttcaagacccaaaagagaaaaggaaaactgaaataaaattgggttaaataagagtttggtcttataaaagtgtctgaa(T)11109 7461200 7461308 GGAATTGGATCAAGCACTCAA CCCTAAAGAGAGAATGAAGCAC 177

Ad10A2392 Aradu.A10 2392 p4 (ATAA)5 20 7461553 7461572 AAGTGCTTCATTCTCTCTTTAGGG GGACCATGTTTCTCTTGCACT 277

Ad10A2395 Aradu.A10 2395 p2 (CG)6 12 7490726 7490737 GGTGGGAGTTCCAAGATGAA AAGAAACGACATTCAGGCGT 255

Ad10A2402 Aradu.A10 2402 p3 (CAT)6 18 7517045 7517062 GACCAACTCCTGGGGTCTTC GGAGGAAGTAAAAGAAAAGAAGGG 276

Ad10A2404 Aradu.A10 2404 c* (AT)10(T)12* 31 7530930 7530960 TGCATTAGCAAACTAAGCCAA CCTCGTGCTTTCCATCATTT 175

Ad10A2407 Aradu.A10 2407 p3 (TTC)6 18 7549407 7549424 AGCCAATTTGAGCCCTCTTT GTATGTGGCAGAGGGCAAAT 197

Ad10A2408 Aradu.A10 2408 p3 (TCT)5 15 7550567 7550581 TGAGTTCCGCTACACATCCA ACAGGAGGAGGAGGAGATGG 208

Ad10A2409 Aradu.A10 2409 p3 (GAT)13 39 7551168 7551206 AAATGAACCGAAAATTGTCCA TTTCGTTATCGTCGTCACCA 200

Ad10A2415 Aradu.A10 2415 p2 (AT)7 14 7579207 7579220 GGGGAACAAATTCCCCTAAA TGTCATGAGGACAGCTGAGG 229

Ad10A2419 Aradu.A10 2419 p2 (TA)7 14 7581396 7581409 AACCAAAAGAGTTGCGATCA CATTAAAGAAAGGCCAGCCA 262

Ad10A2420 Aradu.A10 2420 p2 (AT)7 14 7582708 7582721 GGTTGTATCACTTTATGGTCCTTC AGGGCTCTTCGTCATATAGTCA 230

Ad10A2421 Aradu.A10 2421 p2 (CT)11 22 7583349 7583370 GCCCTAAATTTGAACCACGA GTCTTTCGAGTTGCGGTAGG 170

Ad10A2423 Aradu.A10 2423 c (T)10atgtcaaaattataaatatacatatttataaataattacttaatgtcataaaaagaatagttaatgttaccaatgagcagattttttgtttg(T)10112 7587578 7587689 TTGCCCCAACTATAGGATTCA TGCTTTGGTCCTTACAGCCT 273

Ad10A2425 Aradu.A10 2425 p3 (AAG)6 18 7591477 7591494 ACCGAAATGACCAACACCAT TTCAAATTTGCGCACTTAGG 234

Ad10A2426 Aradu.A10 2426 p3 (GAA)5 15 7591787 7591801 ATGAATGTTGTTCGGTTCGG TCCTCTGTTCGCGTTTTTCT 254
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Ad10A2427 Aradu.A10 2427 p3 (GAA)17 51 7591903 7591953 AAAACGCGAACAGAGGAGAA CACGCGCCTCATATAACGTA 119

Ad10A2430 Aradu.A10 2430 p3 (ATA)6 18 7601800 7601817 TTAGTTGCCATTTTATTGCCG TTTCAAGTTTTCCTGGTCAAAA 234

Ad10A2434 Aradu.A10 2434 c (GT)6taggtgagagcttaggctattcaatgattcaatttatagctcacttagcc(AT)1082 7621021 7621102 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 259

Ad10A2435 Aradu.A10 2435 p2 (TC)21 42 7625986 7626027 TTGAAGAGCACGACAAGGTG AGGGCTAACGGACCAAACTT 227

Ad10A2437 Aradu.A10 2437 p3 (ACA)5 15 7637838 7637852 TTCTTCGCAACAACAATTCG GCAAGGTCTCCAAGAGTTCG 119

Ad10A2445 Aradu.A10 2445 p3 (TTG)5 15 7674545 7674559 ATTCTGCCCCCATTTTTACC CCTTGATTCGCCTTCAAAAA 137

Ad10A2446 Aradu.A10 2446 p2 (AT)9 18 7675694 7675711 TCGCTGTCAAAATTTATTTATATGAGA TGTTTATACCACACGTTCTTGGA 279

Ad10A2449 Aradu.A10 2449 c (A)10gatattttttcattgaaaaagatctttttttattaagataataacgctcaaacaatcacaaaatctttagtttcaaatgaa(AT)13117 7683968 7684084 ACTAGAAATTTGTCAAACACGCT TAGAAAGGTGTTTCAAGTGTCAAT 259

Ad10A2450 Aradu.A10 2450 p3 (AGA)5 15 7686232 7686246 GAGGTCATCGACATCAGGGT AACGCACAGCGTAACTCCTT 177

Ad10A2451 Aradu.A10 2451 p2 (AG)27 54 7693636 7693689 AGCAGGTTCCTCGTCTAGCA AGCTTACGCCATTTCTTCCA 219

Ad10A2452 Aradu.A10 2452 p2 (AG)15 30 7694144 7694173 CTTTCTGTGCAACCACCTGA GCTCCTTTGCTTTCGTTCAC 235

Ad10A2453 Aradu.A10 2453 p4 (AAAG)5 20 7694898 7694917 TTCGATTTTGGTCCCTAACG TCTCTCTCACCTCCAATTCTCTG 235

Ad10A2454 Aradu.A10 2454 p3 (TCT)7 21 7695434 7695454 CTCTCCTTGCTGCTCTCCTC ACCATGACATTGCAGCAACA 280

Ad10A2456 Aradu.A10 2456 p2 (AT)6 12 7713850 7713861 GCGAAGATAACCGGTACGAG TTTCAGATGCAGGTCGTGAG 258

Ad10A2457 Aradu.A10 2457 p2 (TC)6 12 7716273 7716284 GATGGTGTCGAGTGGAGGAT CGGAACAACGCTAGTGGAAT 159

Ad10A2458 Aradu.A10 2458 p2 (AT)7 14 7721542 7721555 CCGGTCCGAGCATAGAAGTA TTTCAGATGCAGGTCGTGAG 266

Ad10A2461 Aradu.A10 2461 p4 (TTTA)5 20 7731211 7731230 TGGTGTTCTCATGTGAGTGTCT TCAAATCTTTATGAGTACGCAATTT 232

Ad10A2464 Aradu.A10 2464 p2 (TA)9 18 7750093 7750110 GGAGCACAACATCATATGCC TGCAAATGAAACAGTTTGAAGTC 203

Ad10A2465 Aradu.A10 2465 p2 (CT)17 34 7751712 7751745 ATGGCCAGGTAAGAAAAGGC TGCAAACTAACATGTGGAGC 198

Ad10A2467 Aradu.A10 2467 c (A)11gacgaactcgaaagccaattgaataaaagaattttcaattcagaaaattcaattggcaaaagaagttacgtg(A)1093 7762149 7762241 AAGACGAACTCGAAAGCCAA CACGAAGAGGCTGGGATTAG 205

Ad10A2475 Aradu.A10 2475 p2 (TA)8 16 7781745 7781760 TCAATCTAATCCAATAATAACACGAG GAAATGGAAACTGCAGCTTATTG 225

Ad10A2483 Aradu.A10 2483 p2 (AT)6 12 7811698 7811709 TGAATTGGGGCAACTTTAGG GGATTTTCTGGCAGAGCTGA 244

Ad10A2484 Aradu.A10 2484 p2 (AT)9 18 7811890 7811907 AGCTCTGCCAGAAAATCCAA GTTGGTGTTGGGCCTACTTG 187

Ad10A2485 Aradu.A10 2485 p3 (AGA)11 33 7813052 7813084 AAGAAGGAGGAGAATGGGGA TTTAGGTCACGCGCTTTTCT 185

Ad10A2486 Aradu.A10 2486 p2 (GT)8 16 7819907 7819922 TTCCAATGTCCAACGAGACA TGCAAGGGATGACAATAGGA 253

Ad10A2489 Aradu.A10 2489 c (T)10cttcttttccttctatgcaaatttcagcactctctgaagaactattgtcaggtttacatg(A)1282 7841202 7841283 CAGAAGATGAAATGGCAAGGA TTCTCCGAGCTCTGTGGTTT 205

Ad10A2490 Aradu.A10 2490 p2 (AT)8 16 7847978 7847993 TCCAATTTACGCACCATCAA TGGAGGAGATACGTATTTTGACA 266

Ad10A2491 Aradu.A10 2491 p2 (AG)6 12 7857752 7857763 TCGTCACCAAAACTTCCCTC AAAGTTGGAGCCGTTAGCAA 238

Ad10A2493 Aradu.A10 2493 p3 (TTA)8 24 7861423 7861446 TGGTAAGTGCTTGACCACG AAGTGAACAATTCTAAAATTTCGATG 269

Ad10A2502 Aradu.A10 2502 p3 (AAG)5 15 7914498 7914512 TCATGAACAAAAACACATCCAA TCGTTGTCATGCACAATTCA 234

Ad10A2504 Aradu.A10 2504 p2 (TA)6 12 7915600 7915611 AGGAATTGGAATAACAGATTGATT TCAAATGCAATTCTCTCTCTCTTT 250

Ad10A2508 Aradu.A10 2508 p2 (TC)12 24 7932287 7932310 TCTTCCTTCATCGGTGGAAC TGATGAGAAAGAGGAAGCAGAA 262

Ad10A2509 Aradu.A10 2509 c (A)11tccacatttatagaaataacgtggttcgtctctcagtggcac(T)1063 7935922 7935984 AGGGAGCATCTATGGTGTGTG GGACAAGTTCATAGGCCCAG 277

Ad10A2512 Aradu.A10 2512 p3 (GAC)5 15 7942241 7942255 AGAGGAACGGAGGTGACAGA CACTCTTTTCCTCCTCGTCG 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A2514 Aradu.A10 2514 p3 (ATT)6 18 7948644 7948661 AGCAGGTACTCCGTTGGTTC TGTCATCAGTCATCGTGTGC 142

Ad10A2517 Aradu.A10 2517 p2 (GT)7 14 7970356 7970369 TTCCTTCTTCTCCTCTTCCTTTC CAAAGAAACCTTAGCCCCCT 105

Ad10A2518 Aradu.A10 2518 p2 (CT)8 16 7977566 7977581 GGATAGAGCACGACCGGATA CACGCTCTGCTACGTCACTG 209

Ad10A2519 Aradu.A10 2519 p2 (TC)9 18 7977742 7977759 CAGTGACGTAGCAGAGCGTG AAAGAGAAGAGAAAGGCGGC 238

Ad10A2520 Aradu.A10 2520 p2 (GT)8 16 7977951 7977966 CTCACCCTTTCCTTCTTCCC CCCTTTACCCCAAAGAAACC 124

Ad10A2523 Aradu.A10 2523 p2 (AT)7 14 7991795 7991808 TCACAACACTTTCTTAAGTAAACGAC ATTTGCCCCCACAAGGTTTA 275

Ad10A2528 Aradu.A10 2528 p3 (CGC)5 15 8011502 8011516 GTTTCGGGAAGAAGAGGGG ATAAGCATGCAGAAGCAGCA 135

Ad10A2529 Aradu.A10 2529 p3 (TGG)7 21 8011999 8012019 TCAGCTTCAGCTTTTGGGTT GACGAAAATACCCTCCCCTC 270

Ad10A2532 Aradu.A10 2532 p3 (TTA)6 18 8019599 8019616 ACAACGGTGATGCCCTACAT CCCACGGAGATTGTTGGTAT 271

Ad10A2533 Aradu.A10 2533 p2 (CT)6 12 8025867 8025878 ACAGGATCCCCACCTACCTC GTGGAGGGAGAGGGGTTAAG 234

Ad10A2536 Aradu.A10 2536 p2 (AC)6 12 8035084 8035095 TTCGGCTCAATACCACTTCC ATGTGGAGGGAGATGACGAG 109

Ad10A2538 Aradu.A10 2538 p3 (CTT)5 15 8035436 8035450 ATGAACAAACCCTCCAGCAC TCGCAAAGAACATAATCCCC 249

Ad10A2541 Aradu.A10 2541 c (T)10catatatataaatatgtttatttatatatgtatatatattagttgcatattttccttttcctattc(T)1086 8037029 8037114 TGCAAGCGTTAAGGACAAAA TTCGGCCAGCAATTCTAAAC 222

Ad10A2542 Aradu.A10 2542 c (C)11t(C)15 27 8038051 8038077 CTGAATGAGTGAGGGGTGGT AATGCAATTAAATCGTCGCC 280

Ad10A2544 Aradu.A10 2544 p3 (CTC)6 18 8044597 8044614 GGCAAAGAAAAACGCTCAAG CCCTAACCTCCCCAGAAGAG 242

Ad10A2550 Aradu.A10 2550 p2 (AC)6 12 8082184 8082195 ATCCCACACCACTCCAAATC CTCCTCTCTCCTCTCTCGCA 159

Ad10A2555 Aradu.A10 2555 p5 (TTATC)5 25 8126678 8126702 TGTGGAACTGAGAATGCTGC AGATAAGCTGGCCTCACCAA 233

Ad10A2556 Aradu.A10 2556 p3 (TAA)5 15 8128575 8128589 TTGGCCCACATTTAATTAGTCA ACCAGTGGCAATATCCAACC 199

Ad10A2558 Aradu.A10 2558 p2 (AT)11 22 8140646 8140667 CCTGCTCTTTCCTGATCCTG CCTAGCGCCCATAAAATTCA 211

Ad10A2560 Aradu.A10 2560 p2 (TA)12 24 8149637 8149660 GCCCTTTAACATCAGTAAAAATTGA CCACCTCTTACCTTTGTCGC 257

Ad10A2566 Aradu.A10 2566 p2 (GA)6 12 8176749 8176760 AAAGCAGAACCGTGCAATCT TTTTAAGCGCGCTCTCTCTC 278

Ad10A2574 Aradu.A10 2574 c (TCC)5ttcttctttcaaatttgcgttcatagg(TTC)660 8207209 8207268 TGGTGAACCGAAATCACAAA AACAACCAATTTCAAAGCCC 204

Ad10A2575 Aradu.A10 2575 c (GAA)5ccacaatgctaattacgttgaactcaattcagatccataacgaagaacgcaagtag(AGA)689 8207593 8207681 TTATTGTGATGCGTTTCGGA GCTTCACCGTTCTTCTTTGC 235

Ad10A2576 Aradu.A10 2576 p2 (AT)9 18 8208268 8208285 TTTGAAATAAATGGAAATTGTTGTATG GCCAGTGAGAACAGGGGTAA 254

Ad10A2587 Aradu.A10 2587 p2 (AG)6 12 8231619 8231630 CATTAGATTCGTCGAAATCGG TCCCTCTCATATCGGCATTC 118

Ad10A2588 Aradu.A10 2588 p2 (TA)7 14 8232733 8232746 CCGTGGTATCTTTTTCACGA AATCCGTCATTCGGTCTCAC 164

Ad10A2589 Aradu.A10 2589 c (T)11atccaaaatgatataattttctaggattttata(T)1054 8235675 8235728 CGCGATCCTTGATCATTTAGA CGAGTTTTTCCCTATCAATTTTC 214

Ad10A2595 Aradu.A10 2595 c (GT)18gc(GA)15c(AG)1395 8243602 8243696 ATGCTGCAGAAATCAAGCAA AATCCCTGAAGAAACGTGAA 264

Ad10A2600 Aradu.A10 2600 p2 (AG)11 22 8252170 8252191 TCGCGTATCTATTCTCCTTTAGC GAGGGGTTTAAAAAGGCGAC 262

Ad10A2601 Aradu.A10 2601 p2 (AT)6 12 8253643 8253654 TTCTCACTAGCCATTTTCCCA CAGAAGGTCGAATCCCATGT 159

Ad10A2602 Aradu.A10 2602 p3 (TAT)6 18 8255328 8255345 CGATTTTTGAGCCATTTTGG GGCATTAGCCCATGTCATAGA 208

Ad10A2608 Aradu.A10 2608 p3 (ATA)14 42 8286290 8286331 CCAAAGTGATTACACTATTCTCTCTTC TTTATCAGGATTAGAATAACCAATGC 280

Ad10A2615 Aradu.A10 2615 p3 (TTC)7 21 8332290 8332310 AAACACGCTTCCAACCATTC GAGGAAGAAGAACGTGCAGC 121

Ad10A2616 Aradu.A10 2616 c (A)10c(GAA)7 32 8332904 8332935 ACACCCAAAATTCGTTGCAT AGCGCTACACTCAGAACGGT 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A2617 Aradu.A10 2617 p3 (GAA)18 54 8333041 8333094 GCGCTTTGAAAACAGACTCA TATACATGGGCCATTACCCG 268

Ad10A2620 Aradu.A10 2620 p3 (ATA)5 15 8336033 8336047 TTGGGCTAAATTTTCAACGC TCTTCCCAAAACAAACCACC 280

Ad10A2622 Aradu.A10 2622 p3 (GAG)6 18 8367734 8367751 GAAAGAAGTCGTGCAGAGGG TCTTTTGCAGACATGGCAAG 200

Ad10A2623 Aradu.A10 2623 p2 (TA)10 20 8371024 8371043 TGCAACCCTCTGCCTCTAGT CTTAACTGAAAGCCGCAACC 129

Ad10A2624 Aradu.A10 2624 p2 (TC)6 12 8372393 8372404 CACCTTCACAAAACCCTGCT TGAAGAAGCAGTGGAGGCTT 182

Ad10A2628 Aradu.A10 2628 c* (T)11aaattatgtattgtaaatttgattatctactattttcgtccaatg(A)10(AC)6*aaaaaccacacaagaccatttttccta(T)13117 8379698 8379814 GGGAAGAATTGTCATGGAGAG GGACTGTGAACTAAGCCAACAA 249

Ad10A2630 Aradu.A10 2630 p3 (TTC)5 15 8382230 8382244 TTTGCATGGAAGATTCCTCAG CCTCTACAGATCCAGCGTCC 201

Ad10A2634 Aradu.A10 2634 p3 (CTC)9 27 8394907 8394933 GAGGGTCCAGGAAGCTAAGG GTCGAGCCAAACTTGAGGAG 187

Ad10A2637 Aradu.A10 2637 p2 (TA)9 18 8402824 8402841 TTGAACCTCAACCCTATCCG TAAGGGTTCGATCCTTGGTG 234

Ad10A2638 Aradu.A10 2638 p2 (TA)6 12 8403186 8403197 TCATGAACCCACTCATCCAA TGAAAAATCTTCGATTCATCATC 174

Ad10A2639 Aradu.A10 2639 p2 (TG)10 20 8404355 8404374 CGAACTGCCAACTTCTCCTC ACCTGCCGTTCAAATCAAAC 217

Ad10A2640 Aradu.A10 2640 p3 (TTC)6 18 8411984 8412001 AACCTCCCAGTTTGAGACGA GCCATGGAAGAGGAAATCAA 277

Ad10A2641 Aradu.A10 2641 p2 (TC)10 20 8412155 8412174 GTTGAACCCGGCTTTTCTG CTGTCGGCTTCAGTGTTCAA 233

Ad10A2644 Aradu.A10 2644 c (A)10gtcaatatttttttggcacataggctaatcagtcctaaaaaaaatatcaagggccggattggttg(T)1287 8414375 8414461 ATACCACCAGGAACCCAATG TCGAAAAGACAACGAGGTCC 259

Ad10A2650 Aradu.A10 2650 c (T)11ggtttgttaacccctccgccaaaggaagtcgttttggatttaagg(A)1268 8424895 8424962 TTGTACTTTGGTTTGGTTGTTACAT CTCTGCCTCTGTGCTGTGAG 275

Ad10A2653 Aradu.A10 2653 p3 (TTC)6 18 8426823 8426840 AACCTCCCAGTTTGAGACGA GCCATGGAAGAGGAAATCAA 277

Ad10A2655 Aradu.A10 2655 p3 (TTA)7 21 8427776 8427796 TCAAACCGGTGTAAAATCCTT ATCCATGGCATATGCGAAAT 255

Ad10A2658 Aradu.A10 2658 p3 (TTC)6 18 8438556 8438573 AACCTCCCAGTTTGAGACGA GCCATGGAAGAGGAAATCAA 277

Ad10A2659 Aradu.A10 2659 p2 (TC)10 20 8438727 8438746 GTTGAACCCGGCTTTTCTG ATTTGTTTCGGCACTTCGTC 122

Ad10A2665 Aradu.A10 2665 p2 (AC)6 12 8450149 8450160 TCCAAACCCTACCCTACCCT TGGTGCTCATTGCTTGAATC 262

Ad10A2666 Aradu.A10 2666 p2 (AT)7 14 8454217 8454230 CACGTGGAGACCCGTTAAAT AAGGGCTAAGGGTTTGAGGA 190

Ad10A2667 Aradu.A10 2667 c (AT)6agcatagtcaaataaaataaaataattatctgtttcccactaat(A)1066 8472750 8472815 CCCGTTAAATTGTTATGGTACAAA CACATGACATGATGACAACAACA 278

Ad10A2669 Aradu.A10 2669 c (A)10cttggaaaataatttattaacacatggg(T)1048 8473104 8473151 GCTTCGTCCCTGAATATTCTCAT AAAAACCCATGTGTTAAGTCACC 157

Ad10A2671 Aradu.A10 2671 p3 (GTA)6 18 8475904 8475921 TTTATAAGCTTTGGCGGTGG TCTTGCATACCCCGTCTCTC 232

Ad10A2673 Aradu.A10 2673 c (GTT)5accatctcaagtgctgtttggt(TTA)6tg(ATT)572 8477822 8477893 CCCCAACCCTCTCATTATCA ATCCTAACTTCGTTCACCGC 237

Ad10A2675 Aradu.A10 2675 p2 (CT)6 12 8494222 8494233 TGGAAACGTTCATCACTTGC ACGGGTTACATGATCCAAGC 237

Ad10A2678 Aradu.A10 2678 p3 (ATT)8 24 8510317 8510340 TTTCAAAATTACTAAATGTGCCAAA GGTAGGAAAGATGCTCACGC 128

Ad10A2693 Aradu.A10 2693 p3 (ATA)15 45 8536364 8536408 AGCTTCACCCCATGGAATCT TTACCGTTTTCGGATTCAGG 269

Ad10A2695 Aradu.A10 2695 p2 (GA)9 18 8542213 8542230 AGATGGTGGAGGCATAGTGG TTCGCCGGTAAATCCAATAG 242

Ad10A2698 Aradu.A10 2698 p2 (TA)9 18 8547890 8547907 TCATGGAATTGACCTAGACGG TCATTGAAAGTCATTGCAGTTG 218

Ad10A2701 Aradu.A10 2701 p2 (TA)6 12 8581634 8581645 ACTCCCACTTTCATTTCAGGT TGATGTTTCAATTGCCTTTTCA 279

Ad10A2707 Aradu.A10 2707 p3 (ATA)5 15 8600115 8600129 AATGTACTAGTGCGGGGCAG CAAAATTCAAAAAGATTCACGGA 225

Ad10A2708 Aradu.A10 2708 p3 (ATG)13 39 8600644 8600682 GAAAGAAAGGGGGATTGAAAA ATTTCAACGGCACCTAGCAC 273

Ad10A2709 Aradu.A10 2709 c (ATG)8(GTG)12 60 8600809 8600868 GTGCTAGGTGCCGTTGAAAT CCCTTCTTCCCCAAAATCAT 234
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Ad10A2710 Aradu.A10 2710 p3 (AAG)5 15 8604168 8604182 CACATCCGAAACCTAGGAGAA TCAAGGTTTTTGGAAATTCTTTTT 251

Ad10A2713 Aradu.A10 2713 p2 (TC)6 12 8629528 8629539 GAAGCAGCGACGAGGACTAC ACTGGTTAAATGGGGGAAGG 269

Ad10A2717 Aradu.A10 2717 c (T)10aacttttgtgttc(T)1134 8635320 8635353 ATCACCCTACGTGGTTCTGC GCACAGAGGACCAAACCTGT 162

Ad10A2721 Aradu.A10 2721 p3 (AAG)5 15 8646042 8646056 GAGAGAAAAGCGCGTAAATGA TTCTTCTTGCTGCACGTTCTT 254

Ad10A2722 Aradu.A10 2722 c (AAG)18aacgtgcagc(AAG)5gagaaagagaaggcaagaaacgaaagaa(AAG)6aggaagag(GAA)5148 8646182 8646329 CGTGCAAGAAGAAGAAGAACG AAACGCGATGCAAGGTCTAC 217

Ad10A2726 Aradu.A10 2726 p2 (TA)6 12 8661747 8661758 AGCCATCTCCCCTCTTTGTT CATGCATGCAACAAATTCAA 273

Ad10A2727 Aradu.A10 2727 p3 (ATT)6 18 8666546 8666563 TTTTGGTTTTCAATGCTCTTCA AACGATTTTGAATTGGACAAAAA 260

Ad10A2730 Aradu.A10 2730 p2 (AT)7 14 8679526 8679539 CGTTCGGGTAGGGTTGTCTA CAAGGTGATTCTCAACCTTTACA 216

Ad10A2732 Aradu.A10 2732 p4 (AATT)5 20 8687341 8687360 TATTTGCCCGTGATGTAGCA TCCAGAACAAACAATAGCACAAA 278

Ad10A2734 Aradu.A10 2734 p3 (AAG)5 15 8704091 8704105 TCTCTCCCTTCGTGGCTTTA AAATGTGAATTCATCTTCTTTCAA 183

Ad10A2735 Aradu.A10 2735 p3 (CAT)5 15 8704440 8704454 TCCTTCTCATCTTCTGCTGCT TGTTTCCTCTTCTTCTTTGTTTGA 179

Ad10A2736 Aradu.A10 2736 p3 (TCA)5 15 8705311 8705325 TCCTCCTCCTCATCTTCTGC TACCGACGAATTTTCTCCCA 212

Ad10A2737 Aradu.A10 2737 p2 (CT)6 12 8706352 8706363 AAAACCCTAAAACCTAGAGAGAGGA CAGAAAATGCTGGAGGCAAT 182

Ad10A2738 Aradu.A10 2738 p2 (TA)10 20 8707129 8707148 AGCGGTTTATCAATCTCCCA TTTAGCCCTCAATTGTGCAT 246

Ad10A2742 Aradu.A10 2742 c (A)10gaaa(AAG)5 29 8710984 8711012 GGAGGAAGAGGTGGTGTTGA TTCTTTTTCTTTCTTCGTGCC 119

Ad10A2745 Aradu.A10 2745 c (A)10tcttgaaattagtg(A)1034 8716157 8716190 CACCTTTTCACATCTCGCAA TCTACAAGAGCAAATGCCCC 268

Ad10A2746 Aradu.A10 2746 p2 (AG)9 18 8716409 8716426 GGCCTGGAGCATCTGTTTTA AACAGCAACACAGCAAGCAG 234

Ad10A2748 Aradu.A10 2748 p2 (CT)24 48 8721059 8721106 CAGGCAGCAATTTTTGTTCA TAAACCCGAGAAGGTTCCCT 263

Ad10A2750 Aradu.A10 2750 c (TC)13ttttccctttcttcattctctccctt(TC)664 8725671 8725734 TGAACTGAAACCATAGTTTTTATGA GGGGAGAAAGAAAGAGGGAG 266

Ad10A2751 Aradu.A10 2751 p2 (TC)8 16 8726163 8726178 CTCTCTCACCCCATCCCAT GGAGAGAGGGGAGGAAGATG 140

Ad10A2752 Aradu.A10 2752 p2 (GA)8 16 8726488 8726503 CCCCCTCTCGTCTCTCTTTC TTCTCTGTCTCTCCTCCTCCA 280

Ad10A2753 Aradu.A10 2753 p2 (GA)6 12 8727003 8727014 GAGGAAGAGGGAAAGGAAAGA CCCTCTCTCTCCCACACACT 268

Ad10A2754 Aradu.A10 2754 p2 (AG)6 12 8727156 8727167 GGGAAAGGAAAGAGAAAGGGA CCCTCTCTCTCCCACACACT 260

Ad10A2757 Aradu.A10 2757 p4 (TTTA)5 20 8735326 8735345 AACAATGGAAGGGGATTCCT CTTCAATTCCAGCGGAAGAA 272

Ad10A2758 Aradu.A10 2758 p3 (AAT)5 15 8740522 8740536 TGCGAACTTGCACTATCCAC TTGGCTATTTGATCAATGATGG 177

Ad10A2759 Aradu.A10 2759 p3 (TTA)19 57 8747592 8747648 TGGAGTCACGAAGCAAAGTG ACCCTCAATTTGCAAAGAAAT 232

Ad10A2760 Aradu.A10 2760 p3 (TTC)7 21 8748270 8748290 TCAAACGGTTCGACCAATAA GAGGAAGAGGAGGTGGTGGT 262

Ad10A2762 Aradu.A10 2762 p2 (TC)9 18 8758192 8758209 TAGGGCGCTGTCGTTTCTAT ATGCTCACAATCCGGTCTTC 207

Ad10A2764 Aradu.A10 2764 c (T)10ataattctataatcgtatagtttgcagaaaataaaattatttaattttgtatcctttattttattcaacatcaacaaagtcttatttcatt(A)14115 8761444 8761558 TGCAAATGTGAATGTCTCTATTTCT TAGTCAATAGCAGCAAGGCG 280

Ad10A2767 Aradu.A10 2767 p2 (AT)6 12 8782377 8782388 GGTGAAATTTGAGGCGGTAA AAACCGATTTTGTTTTGATTTATT 259

Ad10A2768 Aradu.A10 2768 p2 (AT)9 18 8783538 8783555 TCCCATGAGGAATTACCATATTTT TCCCATTTCAAAAATACCACG 276

Ad10A2769 Aradu.A10 2769 p3 (TCT)5 15 8784171 8784185 AATCGTCATGGTGATTCGGT AAACCAACTCGTGTTGAGGC 201

Ad10A2775 Aradu.A10 2775 p3 (ATT)6 18 8793729 8793746 CAATTATTATCGCTGAATGCG GCTTTTTGAGTTAATTGATAATTTGG 269

Ad10A2779 Aradu.A10 2779 p3 (AGT)6 18 8796840 8796857 TGGCAATCATTGATCTACTTGC TCGGATGTTGTTGAGGTGAA 270
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Ad10A2780 Aradu.A10 2780 p4 (AATA)6 24 8797861 8797884 AAAGGTGAATTCTATGGTGCCT CATGGTTGCAGCAAAGGATA 239

Ad10A2781 Aradu.A10 2781 c (A)10gtttagt(A)10 27 8799701 8799727 TCAGTTAAAGCTTCTATTTCATGTG TTCATGCGCCTTTCTATGTG 111

Ad10A2783 Aradu.A10 2783 p2 (TA)17 34 8800816 8800849 CATACATAAATTTTGATTTTGAGCA TTTTTCTTCATAAAATTATCTCTCTCC 212

Ad10A2786 Aradu.A10 2786 p3 (GAT)6 18 8820295 8820312 GGTGCAGTGAAACAGCAAAA CTCCTGCACGATGTCTTTGA 174

Ad10A2791 Aradu.A10 2791 p2 (AT)7 14 8832826 8832839 CTTCCCAAGGTTTTCAACGA CAGTTTCAAATGGGTTGGCT 153

Ad10A2794 Aradu.A10 2794 p2 (AT)14 28 8835154 8835181 CCTGCTCTGCCCTCAGATA GCACAGAGTATGGGAATTCGT 186

Ad10A2797 Aradu.A10 2797 p3 (AGA)5 15 8844329 8844343 CGGTCTTAGGTGCCATTGAT AAATGGCCAAAACCTAACCC 249

Ad10A2798 Aradu.A10 2798 p2 (AT)7 14 8857957 8857970 AAGTGAACCGGATCCAAGTG ATGGTCATAAACGGCTCGTC 139

Ad10A2802 Aradu.A10 2802 p2 (AT)6 12 8873253 8873264 AACCCATAGGATAGGCTTGGA TTCTCCATCCACGACATCAA 264

Ad10A2806 Aradu.A10 2806 p3 (ATA)8 24 8881813 8881836 CAAACATGCTTAAGCGCAAA TCCAGGTTGAGGCTCAGAGT 106

Ad10A2807 Aradu.A10 2807 c (A)10tgtctccgtcttttttctattttcattccaggtttctatttgatttg(A)1168 8882602 8882669 CAGATACCTTTTTCCTGTCCCA CTTGCCTCCATGAAAATTCG 275

Ad10A2809 Aradu.A10 2809 c (TTAT)5tggggctagaatgggagtctcagtgtaaaaaagattcttt(ACA)781 8907472 8907552 TACCGGCCTTATCATCCATC ATTCATGTAGCCGATCCCAC 236

Ad10A2810 Aradu.A10 2810 p3 (ACA)11 33 8912614 8912646 TTTTCGAAAGATTTAAAGACGGA CATGACAGAGCACAATGACG 231

Ad10A2813 Aradu.A10 2813 p2 (CT)6 12 8937695 8937706 TTTAACGCCAGAAATGGCTC TTTTTGGGGAAGAGGTGTTG 170

Ad10A2814 Aradu.A10 2814 p4 (TTAT)5 20 8943056 8943075 TCCAATTCAAATCGCATGAT TAACAAGTCTCAAAATCAAATCTTAAA 280

Ad10A2815 Aradu.A10 2815 p3 (ATT)6 18 8963893 8963910 AATTGCTAATGTGGGGATGC CGACGTTACCCAGGACAAAT 223

Ad10A2816 Aradu.A10 2816 p2 (AG)6 12 8967471 8967482 CAATGGAGCAGCAACAAAGA CGTTTAGGCAACGACGTACA 178

Ad10A2820 Aradu.A10 2820 p6 (TTCTCC)5 30 8975550 8975579 GTCGTCGTCTTTTTCTTCGC CGTTCTCCTGCACAATTCAA 211

Ad10A2822 Aradu.A10 2822 c (T)10cttttc(T)11cttttttttattcttttgtttttctcattttcactcttatttc(T)1080 8978845 8978924 ACTTCACCTTGGGGCATTTT GGAACATTGGATGGGATGAA 251

Ad10A2824 Aradu.A10 2824 p3 (AGA)5 15 8982225 8982239 GAGAGAGGGAGGACGAGGAC ATTTTCCTCAATGTACGCGG 230

Ad10A2825 Aradu.A10 2825 p3 (AAG)5 15 8987693 8987707 AACGGAAGGATGAACGTGAC TTGAACTCGTTGTCCTGCAC 239

Ad10A2826 Aradu.A10 2826 p3 (AAT)5 15 8995627 8995641 AACCGTTGGGCTCCATTT TCGAAATATCCATAGGGTAGAATGA 280

Ad10A2833 Aradu.A10 2833 p3 (CTT)7 21 9036155 9036175 TTGAGCCCCTTTTTAACCCT ATTCCAGACCATCGAAGCAC 240

Ad10A2837 Aradu.A10 2837 p2 (AT)7 14 9044133 9044146 TGCAATGTGCTTTGAGTTGA TCCAAGCACGAATCCACATA 223

Ad10A2839 Aradu.A10 2839 p2 (CT)6 12 9047229 9047240 TCAATCATATTGGGGAAATGG GCAGAAGCATGGGAGAGTTC 279

Ad10A2841 Aradu.A10 2841 p2 (TG)6 12 9052004 9052015 CAGGGCAAATTGTGTTCCTT GCAACACCAAATTTCATCCA 112

Ad10A2842 Aradu.A10 2842 p2 (AT)7 14 9054109 9054122 TGCAATGTGCTTTGAGTTGA TATGATGCTTTCCAGGAGGG 276

Ad10A2844 Aradu.A10 2844 p3 (ATA)6 18 9074932 9074949 GCATGCCACTTCTCATTCAA GTGTCCGCACCTTCAATAAA 174

Ad10A2847 Aradu.A10 2847 p3 (AAT)14 42 9078726 9078767 GCGAGTGCATTGATAGGACA GCTCATCCTTCTTTGACAGAATC 279

Ad10A2852 Aradu.A10 2852 c (TAT)17t(AGA)5 67 9096567 9096633 TGCGTTATTCAACGTTTCCT TTTCTCCTCATCTTCTGCTGC 245

Ad10A2859 Aradu.A10 2859 p3 (ATA)7 21 9122349 9122369 AAAACTGCACCGATCCAAAC TCGGCGTGTGATAGTGAGAG 250

Ad10A2860 Aradu.A10 2860 c (AT)14aaatataaatatataatattaaaagtatagattaaatgcatataggatatgtgtattaataat(TA)8107 9138656 9138762 GGCTCACAGCTCGACTCATT GCTTGAGCTTGGAATTGAGC 277

Ad10A2861 Aradu.A10 2861 p4 (ATAA)5 20 9145572 9145591 TCAAGATTTGGGCAAGTTGA AGACATGCATGCAGGGAAAT 231

Ad10A2863 Aradu.A10 2863 c (T)13ctcattctattttcaagttgttttaactatcagcatttcttttttc(T)1069 9175476 9175544 CTTCGTGACTTCAATTGCCA TATGCATAGCGCGAATTTTA 132



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A2869 Aradu.A10 2869 c (TTC)5ctcttca(TCT)5tttctttcgtttcttgccttctctttctc(CTT)5gctgcacgttcttcttcctcttcttt(TTC)5122 9201300 9201421 GGAATGTGGGAACAAGTACATTA GAAAGCAAGAAACGAAAGAAAA 280

Ad10A2870 Aradu.A10 2870 p3 (ATT)13 39 9202086 9202124 GCGTTAATTAAGTGTAATGCGTG TGCATGACCAAACCCAATAA 270

Ad10A2871 Aradu.A10 2871 p3 (TTA)6 18 9202237 9202254 TGCGTGTGTTTTATTTGACTTG CGCTTAAATGTGCTAAAAGGG 276

Ad10A2874 Aradu.A10 2874 p3 (TAA)7 21 9203618 9203638 TCGCGTAGAACAAACACCTG CTTTTGGGACAATGGACAAGA 124

Ad10A2875 Aradu.A10 2875 p6 (AAAATA)5 30 9204341 9204370 CACCATGCATGCCTAAACAC ATTCTGCATCCCCAAAATCA 273

Ad10A2878 Aradu.A10 2878 p3 (TCT)5 15 9213098 9213112 ACTCCTGTAACCCTCCACCC CAGAAATTCAAGCAGAAGCAGA 251

Ad10A2880 Aradu.A10 2880 c (AT)6gtatataggatttctacaaatttcactagaggtaggaattttttaaagtgttt(AG)8aaagagagagaggaacgagagaagaagagaacaaagcttgtgatatttcaattatcaatatgaaatcaaaatgtgtcttcacaaag(GA)7181 9223593 9223773 TCACTAACGAATTGTGCCTATTTT TGGTCGGCAAGTCAGTTGTA 280

Ad10A2886 Aradu.A10 2886 c (T)10cttaaactgtctatgaaattaaaa(AT)646 9255387 9255432 CATTGATTCATGAGGACCCA TGTAATCTGGTAAAGGTTTCTCTCAA 186

Ad10A2888 Aradu.A10 2888 p2 (TA)8 16 9265379 9265394 ACGAATTGGAGGACCTTGTG AATGAAGCCATGAACTGCGT 199

Ad10A2890 Aradu.A10 2890 p2 (CT)7 14 9278205 9278218 TATTCGGCGGCTATAGGTGT CTTGAGGAAGAAGACACCGC 273

Ad10A2891 Aradu.A10 2891 c (TC)9ccc(CT)8 37 9287265 9287301 TTTGTAGCCTTCTGGCGAGT ATCACCATCAGAACGATCCC 253

Ad10A2893 Aradu.A10 2893 p2 (GA)7 14 9296865 9296878 AGGAAATTGCGGAAGTAGCA CCTCATTCCCTCATAGCCAA 237

Ad10A2894 Aradu.A10 2894 p3 (TTG)5 15 9301834 9301848 TGCTTCTTCTTTTGCGTGC CACAAAGAAGACGAGAACGATG 121

Ad10A2901 Aradu.A10 2901 p3 (CAA)5 15 9312238 9312252 CTCTCCACCAACACTCCTCC TTCCTGGATTTCAGCCAAAC 268

Ad10A2905 Aradu.A10 2905 p3 (AAT)8 24 9323401 9323424 CAAGAATCCAGTCATTCAATCG ACGCTTTGAGACTCGTCGTT 252

Ad10A2907 Aradu.A10 2907 p2 (TC)22 44 9327808 9327851 TCTATGCCACCCGAGTCTTC ATGCAGATTTTCCTGGAGCA 251

Ad10A2908 Aradu.A10 2908 p2 (AT)8 16 9332135 9332150 CCCTTTTCAGTAGAGCGGAA TGACATGTCGCAGAGGGTAA 142

Ad10A2909 Aradu.A10 2909 c (TA)9(TG)8 34 9332800 9332833 CACGTCACGAGGGGTAATTT CCAGCATTAAATCACAATAATAAGCA 144

Ad10A2913 Aradu.A10 2913 p2 (TA)12 24 9339182 9339205 TTGCTGCCCAAGTAATGAAA TCTGTTAGCATCAGGTTCCAAA 225

Ad10A2914 Aradu.A10 2914 p3 (CTT)6 18 9340996 9341013 AAAGGACAAATTGCCACCTG GATGGAGTGGCGTTAGTGGT 143

Ad10A2920 Aradu.A10 2920 p2 (AT)6 12 9362504 9362515 CGGCAAGGTTGTCGATATTT GGCTATTTCTGCCGTCGATA 214

Ad10A2925 Aradu.A10 2925 p2 (AG)6 12 9383572 9383583 AATTCGGCGAAAATTGATTG TCAGGAGGAAATTTACAAAAGCA 247

Ad10A2933 Aradu.A10 2933 p3 (TTA)19 57 9430292 9430348 AATTTCTCCATCGGGCTTCT TCATGTCGCAAAACAAAGGA 168

Ad10A2936 Aradu.A10 2936 c (T)11aggcttttttcctgttctgttttttatgtgctagacgttattagtgtttta(ATT)1195 9449930 9450024 GCTTCCAAAGCGTGAGTTTC CTCGTCTCTCGAGACCATCC 264

Ad10A2940 Aradu.A10 2940 p2 (TA)6 12 9456073 9456084 AGCCTTGACACATGATCGAA TTGGCCAAATATAAATCTTCCTTT 249

Ad10A2945 Aradu.A10 2945 p2 (CT)16 32 9493708 9493739 TTCAGATTCACATGGTGGGA GTTCGGCTTAAAGTCGGTCA 220

Ad10A2948 Aradu.A10 2948 c (TAC)5taaataat(TAA)538 9497908 9497945 GCAAACACCATAACTGCCCT AATGCAAATTCTGGCTTGCT 273

Ad10A2949 Aradu.A10 2949 c (T)10ggcttagatattttaattcttctcttataatccatataaaaag(T)1164 9506298 9506361 GCATAATGTGAATTGTGATTTTCA GCCCTCAGGAGCTAATGAAC 280

Ad10A2952 Aradu.A10 2952 p3 (TTA)5 15 9516770 9516784 TTTGGATCATCCTTAATGGG AAATTATTCTCATTGTCATACCCAC 246

Ad10A2953 Aradu.A10 2953 p3 (TTA)17 51 9521139 9521189 CCTCTCCTCGTTGTGTCTCC CCGTCTTTGATTTTCATCCTTT 220

Ad10A2954 Aradu.A10 2954 p3 (ATA)5 15 9521332 9521346 TCAAAGACGGTTTACATTTTGG ATAAGCCGCCTTAGCTTTCC 117

Ad10A2955 Aradu.A10 2955 p2 (TC)10 20 9525343 9525362 GGCTCTGTGTGGTAGGGTGT AGACAGAGAGGGAGAAGGGG 225

Ad10A2956 Aradu.A10 2956 p4 (ATAG)6 24 9527017 9527040 CACGATGCCAATCACAAGAC TATTTTTGCAGTGGATCCCG 247

Ad10A2957 Aradu.A10 2957 p3 (ATA)20 60 9543034 9543093 AGTATCATCCCAACCCATCG TTGACAGGGGCAGGTAATTC 216
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Ad10A2964 Aradu.A10 2964 p2 (CA)6 12 9568057 9568068 CCACACTCACTCATTGCCAC TCCCTTCCTCTCCTCCTCTC 115

Ad10A2971 Aradu.A10 2971 p2 (TA)8 16 9595883 9595898 AAACCTAATGCAACCGTTAAAAA AAAAATTCTTTTGAGGACCAATTT 242

Ad10A2972 Aradu.A10 2972 p2 (AG)8 16 9600289 9600304 AACTAAACATAACCCGGCCC TTCTTTGCTCACTCTGCCCT 227

Ad10A2973 Aradu.A10 2973 p3 (ACA)10 30 9603293 9603322 CCCAATTGATTTGCCATCAT TGGATTGGTGATTTGGTGTG 134

Ad10A2979 Aradu.A10 2979 p3 (TTA)7 21 9612973 9612993 CAACATTTCAAAGGCAGCAA CAAACACATTCCATTTTTGGC 196

Ad10A2980 Aradu.A10 2980 p3 (TTA)9 27 9615626 9615652 TCGTAGGATTGTTCTGCACG ACTGCTCCCACAACGGATAC 210

Ad10A2981 Aradu.A10 2981 p4 (TTAA)5 20 9616075 9616094 TCCACATCAGTTTTTGCGTC GCCCATCTTCGAAATAAGCA 275

Ad10A2985 Aradu.A10 2985 p3 (ATA)22 66 9652056 9652121 TTGTTATGTTAATGGTGAGCCA TTAGGTAGACAACGTTTGGCA 146

Ad10A2986 Aradu.A10 2986 c (CT)8ttctctctctt(TC)639 9653993 9654031 TGCCGAGTCCCTCTTCTCTA AAATTGTAACGGCAACGTCC 161

Ad10A2999 Aradu.A10 2999 p3 (GAG)8 24 9706066 9706089 TACAATGGGCTGGGAAGAAG TTCAGGAGGCTAAGGCAAGA 113

Ad10A3001 Aradu.A10 3001 c (T)12acacaaataaaaaaaattatatgttgataaaatactagaaaaagtacgtatatctttttttaatttctc(T)10cc(A)12105 9713381 9713485 ATAAGGGGAATGAGGATCGG AACTGGGTGGGATCAGATTG 275

Ad10A3003 Aradu.A10 3003 p3 (TAA)5 15 9718855 9718869 ATTGCTCTCTAGCTGCCCAC TTGATGATTAATTGGGCCGT 247

Ad10A3010 Aradu.A10 3010 p4 (ATTT)6 24 9723424 9723447 GCTCATGCATGTGTTCTCGT TGGAGAGAATGGGGAAATGA 115

Ad10A3013 Aradu.A10 3013 p2 (AT)7 14 9730928 9730941 GGGATCACGCTGTTGAATTT CATTTTAAATTGGCTATCTCTTTTATT 245

Ad10A3018 Aradu.A10 3018 p4 (ATAA)5 20 9733537 9733556 ATTGCATGCCCTATTTGAGG TGCCATTAATACAAGTATGGAACA 202

Ad10A3020 Aradu.A10 3020 p2 (TA)8 16 9738179 9738194 GGGAGAAGCAAGATAAAAATGAGA CGCGAGCCATTAATACAACA 275

Ad10A3022 Aradu.A10 3022 p3 (AAT)18 54 9739388 9739441 TGTATCTGTGCCATGCATAAAA GGTTTCTATGAGTCAGGTAACAGTTG 234

Ad10A3023 Aradu.A10 3023 p2 (AT)6 12 9747194 9747205 TCTCATGAGCGTAAATGAAACA CACTTACCTCACCGCACTCA 172

Ad10A3026 Aradu.A10 3026 p3 (ATT)6 18 9756484 9756501 TTGTGCATGAGGCGACTATT TCCGAATCACTAATGTCCCA 248

Ad10A3029 Aradu.A10 3029 p3 (ATA)7 21 9767425 9767445 TTGTTGATAATGGGTATGGGC TTTTACAAATACAGAAGAGAGGAATG 180

Ad10A3038 Aradu.A10 3038 p2 (TA)6 12 9781538 9781549 ACAGTGTTAGCGGCAAAAAT TGCTGTAGAAGTAGTAAATCGAATCAA 280

Ad10A3040 Aradu.A10 3040 p4 (TTAT)5 20 9783861 9783880 CGATCCAATCCATTCCAAAC CAATATCTTAAAAAGTCAGCGATAACA 229

Ad10A3045 Aradu.A10 3045 c (A)10cagagagcaaaaatggaaagcaaaagtgtctaaaacagaaactcg(A)10gacaaatcagagcagaaaaaagaaaaggcggcaccattaattatttttg(A)10124 9797581 9797704 TGGCTAAATTTTCGCTTCCT GCGACGTCATCATCAGTCAG 257

Ad10A3046 Aradu.A10 3046 c (CT)10cacacgatcttctttgaatcttcgagatttggcggcgagagtgaagagacgcgaacagtgcagaaggttactc(TG)8109 9797974 9798082 CTGTGCATCGAGTCCTCTCA TTCCTCCAAAAACGGAGAGA 254

Ad10A3047 Aradu.A10 3047 p2 (AT)10 20 9806992 9807011 TCAACCAACATTCCATTTGC GGTAGGATGGAATGATACAACCA 280

Ad10A3052 Aradu.A10 3052 p2 (AG)6 12 9823148 9823159 GGAACTTCTCATGGATCGGA GAGGGCTCTCCCATTGTAAA 216

Ad10A3053 Aradu.A10 3053 p2 (TA)7 14 9827319 9827332 TGAACCTTCCGCATATTTTG GCCAGAGATACAACACACAATCA 263

Ad10A3054 Aradu.A10 3054 c (TC)10tgg(A)12gcttaacatcacaattcgcaagtacaaaactcacataaaacgcaaatccc(ATTT)5105 9836939 9837043 CGCCTCTTACAATCATGCCT TTCTAAGCCATACCGCCAAC 245

Ad10A3055 Aradu.A10 3055 c (AC)6tctctctct(CA)837 9837231 9837267 TTGGCGGTATGGCTTAGAAC CTGCCCACTCAGATCCATTT 256

Ad10A3056 Aradu.A10 3056 p3 (TTC)5 15 9837595 9837609 AAATGGATCTGAGTGGGCAG TCAGTGAAGCAACGAAACCA 259

Ad10A3057 Aradu.A10 3057 p2 (CT)6 12 9842083 9842094 GAAACCCACACCAGGTAGGA CACGAAGATTGAGTTGCGAG 205

Ad10A3064 Aradu.A10 3064 p3 (ACA)5 15 9859447 9859461 GTTTGCATGGCCTATGGTCT GACCCCACCTAGTGGAACAA 254

Ad10A3069 Aradu.A10 3069 p4 (ATTT)5 20 9885762 9885781 CAGCTTGGGCATTTTCTAGG TCTCTCAGCACACAGAACCG 193

Ad10A3071 Aradu.A10 3071 p2 (GA)7 14 9891937 9891950 TTCGCTTTCTCCTCTGATTGA TTTCCCCTTTCTTCGTTTCA 277
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Ad10A3072 Aradu.A10 3072 p4 (AACA)5 20 9892525 9892544 GAATCCTTGCATAGTTGCAAAA GGCGACTCATCAATCAACAA 218

Ad10A3073 Aradu.A10 3073 c (TTA)7acgtttaacagg(A)1144 9893786 9893829 TCAAAATGTGATTGTCTAGGATGAA AAGGCAATGGTGGTTAGGTG 271

Ad10A3078 Aradu.A10 3078 c (TCT)5catgctcatttgcgtatggagcttcttcttcttctcatgctcgtttacgcacagagta(TCT)588 9900865 9900952 CACCAGCAAAAATCACTCTCA AACACGCGAAGAAGAAGGAA 198

Ad10A3079 Aradu.A10 3079 c (GAA)8agaggaggagaagaagaaggaggagaagaagaagagaagaagaaaaatctgtgagaaatttga(AAG)22153 9902053 9902205 TGGTAGCAAAGAAAACCAGAAC CCTTCTCCTTCTCCTCGTCC 251

Ad10A3083 Aradu.A10 3083 p3 (CGC)7 21 9935587 9935607 GGGGTTGGTGTACTTCCCTT CGATGGTAAGGGACTCAGGA 177

Ad10A3084 Aradu.A10 3084 p3 (ACC)5 15 9938547 9938561 GAGATGGAGCACTACCTGCC ATGCACGTCTTCACAAGCAA 243

Ad10A3090 Aradu.A10 3090 c (T)11c(A)11 23 9951168 9951190 TTCAATAAAAATCAGCATGAAGTTG CTAGCGCTACCCCTGAATTG 264

Ad10A3091 Aradu.A10 3091 p3 (TTA)6 18 9951821 9951838 GCTGGGGGTGGAATATTTTT TGGGCTTAGTAGTTCTTTTGCC 220

Ad10A3092 Aradu.A10 3092 c (AAT)14ag(TAA)868 9953620 9953687 TTTGTTTGCATTCTTCTGTTTCA TCTTCCTAAACAAACCTAAACAACTC 266

Ad10A3093 Aradu.A10 3093 p3 (TTA)25 75 9954479 9954553 TTTAATTGCTTATTATTAGGCGCA GAGCAACAAAGAGACACGCA 268

Ad10A3101 Aradu.A10 3101 p4 (TATT)7 28 9966858 9966885 ACCATATTGCACGTGAACCC CCTTAAATTGTGCTCCGCTT 278

Ad10A3102 Aradu.A10 3102 p3 (AAC)5 15 9972042 9972056 GGGCCTTCCTTGCTCTTTAT GGGCTCCAAAACATTAGCAA 152

Ad10A3105 Aradu.A10 3105 p2 (AT)6 12 10005755 10005766 TCCATTTATGTGTGCGGTTC AAGAGGGATAGGGCTTGAAAA 253

Ad10A3106 Aradu.A10 3106 p3 (AAT)5 15 10010002 10010016 TGAAGAAAATATTGGCCATTTG GAAGCACTGTACATAAAATAGTGTCAT 280

Ad10A3107 Aradu.A10 3107 p2 (GT)7 14 10031875 10031888 TTCGTTGTGGTATGCTGCAC TCTGGTCCACCAGGTTTTTC 268

Ad10A3108 Aradu.A10 3108 p3 (TCT)7 21 10041999 10042019 TTGGCCGAACCTACACTTTC TTGCCTTCCCTTTTCCTTTT 195

Ad10A3109 Aradu.A10 3109 p3 (AAT)5 15 10051825 10051839 CAAGCAATACAGGCAAAGCA GGACTGTCCAGGGTTTAGCA 218

Ad10A3110 Aradu.A10 3110 p2 (GA)6 12 10089469 10089480 AGCTGCAAGCAGCAAATTCT CTTGTCTCTCAGCCTCCTCC 100

Ad10A3111 Aradu.A10 3111 p3 (GTT)5 15 10096617 10096631 CCAGCACCTTGTTTCTGGTT TGCACCTAGAGGTCCGTCTT 234

Ad10A3114 Aradu.A10 3114 p2 (AT)6 12 10110718 10110729 AAATTAGCCACATCTTTTAAATACAAT TGACATGTATGCTTATTCCATAATGA 222

Ad10A3117 Aradu.A10 3117 p2 (AT)6 12 10113531 10113542 CACTCATAATCCGCGACAGA TCCAAATTAAGCATCGAGTATTT 207

Ad10A3122 Aradu.A10 3122 p3 (ATT)7 21 10121017 10121037 CCCAAAACACCACTTGCTTT TCCAACAATTTTGAGGGACC 201

Ad10A3124 Aradu.A10 3124 c* (TACA)6(AT)9* 41 10128891 10128931 GGAGCGCCATCTTAGAGATATG TTGCTGTTTGTAGCAACGGA 189

Ad10A3125 Aradu.A10 3125 p2 (TA)7 14 10129098 10129111 TGGAAAGCTTGTGGAGTTCA TTGCACTAAGATCAAGGGGC 231

Ad10A3126 Aradu.A10 3126 c (AC)8(AT)15 46 10133091 10133136 TTCTGCTTACATAGCAATAAACGA GAGACCAAAACCAAAAGACCA 161

Ad10A3129 Aradu.A10 3129 c (A)11ttcg(A)10 25 10138617 10138641 TGGCTCTTGAAAGAAATGGC CCAACCACCAGCAGGAGTAT 180

Ad10A3130 Aradu.A10 3130 p3 (ATT)7 21 10142582 10142602 AAGAAAGGCAGTGCGTCTTG ATTCTTTGCTTTTGTCCCCC 234

Ad10A3133 Aradu.A10 3133 c (AT)8tcaacattcataaatctaaacaatcatttag(T)1057 10153107 10153163 ATTTTTAGCATACGTTAAGCAGACT CATCTTGCCCCACATAAGGT 212

Ad10A3135 Aradu.A10 3135 c (AC)6a(AT)6 25 10161549 10161573 TTTGGGGCTCTTAATGTTTG TTTGTTGTCCTCTCCAACCC 280

Ad10A3136 Aradu.A10 3136 c (TA)13nnnnnnnnnnnnnnnnnnnnnnnn(A)1060 10163287 10163346 ACAGAGCGGGATCAGGTTTA TTCGGCCTATGCTTGTTTTT 242

Ad10A3138 Aradu.A10 3138 c (A)12gaaatctagaatacttaagtccttaacccactaactgtgaatacc(CT)771 10176022 10176092 TGTAATGCCTAGGATTGGGG GCGACGACGTAGAGGAGAAG 240

Ad10A3141 Aradu.A10 3141 p3 (ATT)6 18 10202515 10202532 AAACTTGGACGTTGGCTTTG ATGAGCAGGAACAGGGAAAA 213

Ad10A3143 Aradu.A10 3143 c (CT)6cacggagtaattattta(T)1039 10231574 10231612 GTGCAACCGTGCAACATATC TGTTGGCCAAAATTCAACAA 264

Ad10A3144 Aradu.A10 3144 p2 (AT)6 12 10231932 10231943 TGTGAGGAAAAGCTTTCAAGTG CAATAAACTGAATAAAGTGCACAACA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A3147 Aradu.A10 3147 p2 (CA)9 18 10243209 10243226 AGAAAGTCGCATCACACTCG GCACCTCCCTAAGCATTCTG 219

Ad10A3149 Aradu.A10 3149 p2 (AT)6 12 10261105 10261116 TAGCCACCAGAGACTTGGCT TGGACTATACTGGGTTTACATGAGA 240

Ad10A3150 Aradu.A10 3150 p2 (TA)7 14 10262932 10262945 ACAAGCAAGCAAAGGCAAAC CTACGTCGTAAGGGTGACCG 265

Ad10A3151 Aradu.A10 3151 p2 (TC)6 12 10278134 10278145 GTCACAACACCCAAGCCTCT CCATGACGGACTTGAAGACA 144

Ad10A3152 Aradu.A10 3152 p2 (TA)6 12 10278593 10278604 ATTTTGCGATCAAGAATGGC TGGGTAGGTTTGCAAGTGAA 191

Ad10A3153 Aradu.A10 3153 p3 (TGG)8 24 10279384 10279407 GCCATGGAGTCCGAAACTAC TTGATTTGGTTTGGGTATGGA 130

Ad10A3154 Aradu.A10 3154 p2 (TA)7 14 10281132 10281145 AAAAATTTGCTTTGGAGTGTTG TCTTCCGACCATGATGAAGC 159

Ad10A3157 Aradu.A10 3157 p2 (AT)6 12 10290194 10290205 CAAACAAGCCAAGCAAACAA GGTTTGTCACCACGTGTTCT 212

Ad10A3162 Aradu.A10 3162 p3 (CAA)5 15 10323418 10323432 TCACCATCATCCACCCATAA GGATCTGAAGTTGCGGTGAT 183

Ad10A3165 Aradu.A10 3165 c (T)10caattaagtttttcttagtagtaattggtttaattttatagggacccaac(A)1070 10327631 10327700 GGTGGTAACTCTGTTGGTCCC TTCGCGAAATTTTCAATTAGG 279

Ad10A3176 Aradu.A10 3176 p2 (AT)9 18 10426177 10426194 TCCAGTTAGGAGGGTGGATG TTCCTTTGGCTAAATGGTCG 262

Ad10A3177 Aradu.A10 3177 p6 (TATAAA)5 30 10427372 10427401 CCGGATAGCAAAGAAGACCC CACCATCTGCTCAATTGGTTT 253

Ad10A3180 Aradu.A10 3180 p2 (TG)7 14 10448059 10448072 TTTTGTGGAACGATGGTCAA TCACATTCTCAATCCCGACA 205

Ad10A3181 Aradu.A10 3181 p2 (TA)6 12 10450284 10450295 CGGAGAAACAGGTTGTTGGT TTGAGGTGGCAAGGTACTACG 245

Ad10A3182 Aradu.A10 3182 p3 (TCA)6 18 10450940 10450957 CAGTCTCCCAGTCTCCATCC TGGTCTGTGTGTTGAGCTTTG 221

Ad10A3184 Aradu.A10 3184 c (TA)7(GA)7 28 10459076 10459103 TAGCCACAACCATTAGCGTG GTATAGGCAGGCCCTGTGAA 196

Ad10A3188 Aradu.A10 3188 p3 (ACC)5 15 10478744 10478758 TGGTGGTGTTGAGGTGTTTG GAGTGTGTTGGTGGTGATCG 128

Ad10A3196 Aradu.A10 3196 p2 (TC)6 12 10536809 10536820 GGTCTGGTGTTGGAGGTGTT ATGGCATCACAGTGAACGAA 213

Ad10A3201 Aradu.A10 3201 p2 (AT)7 14 10569972 10569985 TGAAATCAACCGTACAATGAAT CGCGGTTGGTTTTAAGAAAT 245

Ad10A3202 Aradu.A10 3202 p3 (CAA)5 15 10575689 10575703 TGCACCTAGAGGTCCGTCTT GCACCTTGTTTCTGCCTCTC 231

Ad10A3203 Aradu.A10 3203 p2 (AT)13 26 10587778 10587803 TTGCATCAAACTTGGAACCTC ATAGGCCACCTGTTGGAATG 144

Ad10A3206 Aradu.A10 3206 p2 (AG)6 12 10619341 10619352 TGGAGACTACAAAGTGGGGG GGAACATTGAACCTGTGATGAA 200

Ad10A3207 Aradu.A10 3207 c (TA)6(TG)9 30 10625885 10625914 GTCTTATGGCAAGGTGGTGC TGCATGCAAGTTTAGGGACC 269

Ad10A3208 Aradu.A10 3208 p2 (AG)17 34 10626387 10626420 CGGATGCCACACTAAACCTT TCTGGTGTATGAATTTGGGGA 249

Ad10A3212 Aradu.A10 3212 p3 (CTC)6 18 10646039 10646056 AGAAATGGCGAAGACGAATG AAATCACAATGGGCTTGGAG 149

Ad10A3213 Aradu.A10 3213 c (TG)6agagagataagaggtggaagaacaac(A)1149 10654811 10654859 GGTGAGAACACAAAAGATGCAA GTTTGTCGTCCTTTCTTGCC 209

Ad10A3215 Aradu.A10 3215 p3 (TCA)8 24 10655736 10655759 GCAGCAAATTTGGGTGTAAC GAAGAAACTCGAGAAGATAAAACAAGA 243

Ad10A3224 Aradu.A10 3224 p3 (ATT)8 24 10678890 10678913 AGCTGCAAGCACAAACACAT TCTGGCGTTGCTCCTTTTAT 229

Ad10A3226 Aradu.A10 3226 c (T)10aaatcatcattgagttaaattttgttgttgaatttgttgttaaaaattttttagatgaatttttc(T)1186 10685072 10685157 GGAACCTGTTGTTGACTTGCT TCGATTTCTAAATGTATTTGTGATGAA 180

Ad10A3227 Aradu.A10 3227 p3 (AAT)6 18 10685847 10685864 CGTATTTGAGCCCCAGAAAA CGCTTAGTTCCATGGAGAGG 112

Ad10A3239 Aradu.A10 3239 p3 (ATT)6 18 10722543 10722560 ACGCGATGATGTGAAGTACG GCAGATGATGTTTTGCAAGG 275

Ad10A3240 Aradu.A10 3240 p2 (AT)10 20 10722711 10722730 GCCTTGCAAAACATCATCTG ATGATAGTCGCAGGTCAAAAA 249

Ad10A3241 Aradu.A10 3241 p3 (ATA)7 21 10724178 10724198 AAAAACCGTGTTCCTGTCCC TCCAACAAAAATCTGTTCCTCC 252

Ad10A3242 Aradu.A10 3242 p3 (ATT)10 30 10725044 10725073 CCACCCATACAGAATACATGTTAAA AAAAAGTGGCAATTACAGGAAGA 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A3244 Aradu.A10 3244 p3 (CCT)5 15 10732081 10732095 ATTCGTAGTCGTCGCCATCT ACCCCACCACACATGATTCT 275

Ad10A3245 Aradu.A10 3245 p3 (AAT)7 21 10732445 10732465 GCGTCGATGATGTTGAGAAC ATCACCTTCAGTTGCACACG 231

Ad10A3246 Aradu.A10 3246 p3 (TTC)5 15 10741748 10741762 ACCCTCTTTGCGTTGTGTCT GAGGTGAGGGAGAAAGAGGC 131

Ad10A3249 Aradu.A10 3249 p3 (TTC)5 15 10747772 10747786 TGTTATACCCAAATTTGCTGC TCTCTTTTTCATCATCATCACCA 272

Ad10A3250 Aradu.A10 3250 p3 (AAG)5 15 10748361 10748375 TGTTTCTTCTTCTTCTTTGTTTGA AACCGCACTTGACTTATCTCG 280

Ad10A3254 Aradu.A10 3254 p3 (AGG)6 18 10774953 10774970 GTCGAGCCAAACTTGAGGAG CGACTTGTATCCTGCCGACT 222

Ad10A3258 Aradu.A10 3258 p2 (GA)7 14 10787396 10787409 AAGGAGGACGGAGTCAGGAT AGACACTTTCCTCCCGGATT 148

Ad10A3260 Aradu.A10 3260 p2 (TA)9 18 10794000 10794017 CCCATTGGTACGAATTCAAAA TGCAGAAAATGGTTAAGGACG 257

Ad10A3263 Aradu.A10 3263 p3 (CTT)17 51 10808260 10808310 GAAGGAGAAGGACCCTCTGG CAACACGAAGATCTGGCAAA 236

Ad10A3268 Aradu.A10 3268 p3 (TAT)13 39 10815062 10815100 GGGTGGACACAGTAAATTTTTGA TGAAATAATTAAAAGTAGGTTTGATCC 156

Ad10A3271 Aradu.A10 3271 p3 (TTG)5 15 10821987 10822001 ACCCCACCTAGTGGGACAAG AGTTAACAAGTGCCTTATCAAGTATTC 276

Ad10A3272 Aradu.A10 3272 p2 (AT)10 20 10835678 10835697 CATAGCACAACCGAAAAGCA TTTGTTGGGCTGAATTTGTG 264

Ad10A3273 Aradu.A10 3273 p3 (AAT)17 51 10841842 10841892 TGTGTAAACTCGCCCTATTCG ACTGAATGTGCCAAAATAATGA 243

Ad10A3277 Aradu.A10 3277 c (AGA)7aa(AAG)6 41 10854594 10854634 GAGGAGAACGACGAAGCCTA GAATGTTCAACGGAACGGAT 255

Ad10A3278 Aradu.A10 3278 p2 (GA)6 12 10862010 10862021 CCCTGATGTATTTTTAATGTGACAA TTTGGGTTGGATAGAGTGGG 244

Ad10A3280 Aradu.A10 3280 c (A)10tcctttgtcaaatgtcacggttgcatccctaatgtcaaatatcaaacttttttgttgagtccgattgagatc(TATT)5102 10866169 10866270 CACAGCTTGATTTGGGTGAA TGAACGGGTAAAAAGTTTGTTTT 259

Ad10A3284 Aradu.A10 3284 p3 (ATA)9 27 10874610 10874636 ATGAAAATCAAAGGCGGTTT TTTTTCTTTTCTCTCCCGCA 181

Ad10A3290 Aradu.A10 3290 p3 (AAG)5 15 10889062 10889076 TTGCATCGAACATCAAGCAT GACTGGACAGCAAAGGGTGT 239

Ad10A3294 Aradu.A10 3294 p2 (CT)6 12 10899962 10899973 CTTCGGTGAAAGGCTTATGG CAGCTAATGGGCTGAATGGT 268

Ad10A3295 Aradu.A10 3295 p3 (ATG)5 15 10911000 10911014 GGATGTTGGTGGCTGTTCTT TTCCCAACTCGCTGACTCTT 231

Ad10A3296 Aradu.A10 3296 p3 (ATG)5 15 10917683 10917697 GGATGTTGGTGGCTGTTCTT CCTGGAGCTAGCGAAATCAC 127

Ad10A3298 Aradu.A10 3298 p2 (TA)13 26 10920347 10920372 ATCAATGCACATGGGACAAA TTTCAGGGTTGTAATTGGGC 235

Ad10A3299 Aradu.A10 3299 p2 (GA)10 20 10924831 10924850 ATAGAAGGGGAAGCCTCCAA ACGTGGAGAAAGAGGCAGAA 277

Ad10A3301 Aradu.A10 3301 p2 (CT)6 12 10933804 10933815 AGCCGAATCGGTTGACATAG GTTGAGGAGAAGAGTTCGGC 278

Ad10A3304 Aradu.A10 3304 p2 (TC)6 12 10948313 10948324 CTCATGGAGTTCAGCAGCAA TGACTCTTAGCATATCGAGGGG 224

Ad10A3306 Aradu.A10 3306 p2 (TA)9 18 10959524 10959541 CCTTCATGCGTAGTGTGGAG ATGTCTGTGGTGCAGTCAGG 246

Ad10A3309 Aradu.A10 3309 p2 (AC)6 12 10978081 10978092 AGACCACCACATTTGCCTTC GTGCTCCAGGATGAAATGGT 172

Ad10A3311 Aradu.A10 3311 p2 (CA)12 24 10980148 10980171 AGAAAGTCGCATCACACTCG GCACCTCCCTAAGCATTCTG 223

Ad10A3312 Aradu.A10 3312 p4 (TTAA)5 20 10988809 10988828 AAAATGTGTCAGAATGACGAATC AATTGGCACCACCAAAACAT 257

Ad10A3318 Aradu.A10 3318 p5 (TTATC)5 25 11005754 11005778 TTTGGTGTCCCTTAGTGTTTTTC TTTGAAGTTTGAAATTTGGATTTTT 271

Ad10A3319 Aradu.A10 3319 p3 (TTA)5 15 11009578 11009592 ACAACGGTGATGCCCTACAT AAGGGTCAATCCCACAGAGA 278

Ad10A3321 Aradu.A10 3321 c (AAC)6cagaatcaaaagaagagcaacaataatggataatggaatcag(AAC)781 11026994 11027074 GCAGAACCAGGAACAAAAGC TGAGGTCTCGTTCACACCAA 244

Ad10A3322 Aradu.A10 3322 p2 (TA)17 34 11027285 11027318 TTGGTGTGAACGAGACCTCA TTTTTGCTTACAAAATCGTCCA 255

Ad10A3325 Aradu.A10 3325 p3 (TAT)6 18 11037155 11037172 TGCAAGTATCAGTCGGCAAA GAACTCAATTTGACTCACTTTCCA 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A3326 Aradu.A10 3326 c (AAC)6cagaatcaaaagaagagcaacaataatggataatggaatcag(AAC)781 11037764 11037844 GCAGAACCAGGAACAAAAGC TGAGGTCTCGTTCACACCAA 244

Ad10A3329 Aradu.A10 3329 p2 (TC)6 12 11044132 11044143 CCCCCATTTTTCTTTCTCCT TAAAGAGGGGATGGGGAGAG 197

Ad10A3330 Aradu.A10 3330 p2 (CT)6 12 11056297 11056308 TCGGTCCGGTCTGATTTTTA TCTCTCTCCTCTTCCTTTGTTCA 238

Ad10A3331 Aradu.A10 3331 c (GA)8aagagagaaaagaaaaaagagagaaagaaagagag(GA)6aaagagagagaggaaggagaggg(GA)698 11056488 11056585 GGAGAGAAAATGAACAAAGGAAGA TTACCCTCTTTCTCCCCCTC 210

Ad10A3332 Aradu.A10 3332 c (AG)8aaaaggggaggg(GA)640 11056753 11056792 GAGAAAGAGAAAGACGAGGTGG CTCTCTCTCCGCTTCTCCCT 180

Ad10A3336 Aradu.A10 3336 p3 (AAT)5 15 11061213 11061227 CGTGCGTGCTTAAGGAACTT GACACTAGCCACCAATGCAA 139

Ad10A3338 Aradu.A10 3338 p2 (TA)7 14 11063384 11063397 ATTTTTGGTCATCAATCAGTCA ATTTCTTTGTGTGTTGGGGG 259

Ad10A3340 Aradu.A10 3340 p2 (AG)18 36 11070356 11070391 ATCATTCCCACAGAACCGAG GCGGTGGTTCAGGCTAGATA 195

Ad10A3341 Aradu.A10 3341 p2 (GA)9 18 11070696 11070713 TTGCATGCATCGTCACTGTA TCCTCCTCCTTCTTACCCGT 119

Ad10A3348 Aradu.A10 3348 p2 (TA)7 14 11106955 11106968 TGCAGTCACAGAAAGTTGAGC GATATGGACATGATCGTGCG 241

Ad10A3354 Aradu.A10 3354 c (A)12cggtttgcattgttaagccgtcccctcaataaaagataagtttggtgttcaccaaattttagcatttttatttagggacacaattgatcac(A)10113 11133560 11133672 CATTTCCCAATCATGAACCA TGAACCAAAACAGCTAGCCTTA 280

Ad10A3355 Aradu.A10 3355 p3 (AAG)5 15 11139532 11139546 TAGATCGGTTGCAAGAGCCT CACTTCTCACCACACCCTCC 249

Ad10A3357 Aradu.A10 3357 p2 (TA)6 12 11147340 11147351 GAAGAACGGCATTGTATGGAA TACGCGAGTGATGCAATTTT 240

Ad10A3360 Aradu.A10 3360 p5 (TATCA)6 30 11159587 11159616 GGATGAAACAATTTCAGTTTCCA TGCCCTGGTTACTTTATTGATG 242

Ad10A3364 Aradu.A10 3364 p2 (AG)23 46 11188384 11188429 CGACTCAATCGGTTTTTGGT ACCACCACCGCTATCACATT 152

Ad10A3366 Aradu.A10 3366 p2 (AT)6 12 11197744 11197755 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 187

Ad10A3367 Aradu.A10 3367 p3 (ATC)6 18 11219011 11219028 GGACGAGTCTGAAGAGGCAC CGGCTTATGGGAATCTGAAA 280

Ad10A3368 Aradu.A10 3368 p3 (TAA)5 15 11237605 11237619 CAACAGAGCTCCCTAACCCA TCGTCAGACATAATAATTTTCTATCCA 272

Ad10A3369 Aradu.A10 3369 p2 (AG)7 14 11238978 11238991 TCACCCAGTCTTTGGACACA CTGCGTTTTGGTCACTTTCA 258

Ad10A3370 Aradu.A10 3370 p2 (GA)6 12 11240964 11240975 GTTGAGGCAGAACCAAAAGC ACTTCTCCCTCCAAGACGGT 265

Ad10A3371 Aradu.A10 3371 p2 (TC)10 20 11241603 11241622 CTGAGTCAGCGTTAGGCTGTT CGGATTCAGTGTTGGTGATG 245

Ad10A3372 Aradu.A10 3372 c (CT)9t(TC)8 35 11264299 11264333 GAGTTTGAGGGGGCATGATA AAGGTATCAGGTCCTTGTGCTC 275

Ad10A3374 Aradu.A10 3374 p2 (AG)7 14 11267975 11267988 TGACGAATTTGAGAGGCAGA GACTTTTGGTGAGACAGGGC 270

Ad10A3376 Aradu.A10 3376 p2 (TA)8 16 11270264 11270279 GGCAACTTAAATGTTGATAAGTCTGA TGGTTAGCTCCCACGGTTTA 278

Ad10A3380 Aradu.A10 3380 p3 (TAA)5 15 11276573 11276587 CTTCGTAGGCTGCCGTAGAC TGGGCCGATATTTCATGTTT 208

Ad10A3383 Aradu.A10 3383 p2 (TC)7 14 11285335 11285348 GACGGTTCAGCCCTATTCAA TGTTACAATGGGTACTGCCG 137

Ad10A3384 Aradu.A10 3384 p3 (TGC)5 15 11286042 11286056 CCTGCTCTGCCTTCTCTGTT CAGCAACAGACTCGAACCAA 115

Ad10A3385 Aradu.A10 3385 p3 (TTA)5 15 11291709 11291723 CCACTAAGGGTTATTCGCTGTC TTGGTAGCTCTTTTGGTGGG 218

Ad10A3387 Aradu.A10 3387 p2 (AT)7 14 11296558 11296571 CATTCCACTTCCCTTCCAAA TTGGGGAGTATGGTCATGGT 147

Ad10A3388 Aradu.A10 3388 p3 (AGA)5 15 11302016 11302030 TCTCCTATGACTTGGGGGTG ACCTCTTCGCCACTCACATC 266

Ad10A3395 Aradu.A10 3395 p2 (AT)7 14 11361496 11361509 TTGTTGGCTTGCTGAATTTT CAATCATCCAGCCTAGTTAGCA 234

Ad10A3396 Aradu.A10 3396 p2 (TC)17 34 11363865 11363898 TCGCGAATCAAGGCATTATC TGAACCTTCGATTCCAACAA 277

Ad10A3398 Aradu.A10 3398 p2 (TA)6 12 11375171 11375182 TGACAAAGCGGAGGATCTTT AACCACAAGCGTAAAGGCAC 250

Ad10A3403 Aradu.A10 3403 p3 (GGT)6 18 11390285 11390302 GATTATTCGCATTTGGTGGG GGTCAAAATCAAATTCGTCCC 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A3405 Aradu.A10 3405 p4 (AATA)6 24 11394748 11394771 ACGTTGGTTGCTCCAATTTC CAAAAATTAAATTCATCATCATCATC 211

Ad10A3407 Aradu.A10 3407 p3 (ATA)9 27 11406964 11406990 TGACTCAGACTCATGCAAAGG TTGTCGCTCCGCTAATTTTT 229

Ad10A3408 Aradu.A10 3408 p2 (GT)7 14 11409271 11409284 GGCCAGAGAGAGATGAGAGG CCAAGGATTGAAGGGGATTT 215

Ad10A3409 Aradu.A10 3409 p2 (GA)6 12 11413724 11413735 AGGACTGGGTAGCGGAGAAT AACCCTAATACGCGATGCAC 218

Ad10A3413 Aradu.A10 3413 p6 (AATGTG)8 48 11436334 11436381 CGTGACAATTAATCATTATAGCGG AATTCTTTTCGGCAACTACCC 165

Ad10A3415 Aradu.A10 3415 p3 (TTC)8 24 11439181 11439204 GAAAATGAAATGGTTTTGCCA CATAACAGCTGGAGCACTGG 254

Ad10A3416 Aradu.A10 3416 p2 (GA)10 20 11446052 11446071 ATTGTGTCCTGTGCGCAATA TGACAGGAAGAATCAGAAATGC 237

Ad10A3421 Aradu.A10 3421 p3 (AAT)8 24 11472831 11472854 CTGTGGTACCGCTAAGGCAT TTCACCACTTACTTTGGGGC 103

Ad10A3422 Aradu.A10 3422 p3 (AAT)5 15 11474136 11474150 TGTCGGCTTTAGCCCTTAGA ATTGTTAAACATCGGGCGAG 166

Ad10A3423 Aradu.A10 3423 p2 (AG)7 14 11481728 11481741 GTTTTTGGCCCAATTTCAAG CAACATAAAGCCATCAACAAGG 275

Ad10A3425 Aradu.A10 3425 p2 (GA)22 44 11488591 11488634 GGTGAAAGGCCACAACAAAT CAAGCTAGCCTCCCCTCTTT 142

Ad10A3426 Aradu.A10 3426 p2 (AT)6 12 11491187 11491198 CTTATATGTGGGACAATAAACTAATGA TGATTAATTGATTCGGTGGCT 229

Ad10A3427 Aradu.A10 3427 p3 (ATA)13 39 11491314 11491352 GCCACCGAATCAATTAATCA CTTTGTTTTAATCGAATCAAATTGT 267

Ad10A3428 Aradu.A10 3428 p4 (ATTA)5 20 11492939 11492958 CGTCAATTCCTCATTCAATTCTT GCACCTGAAAGGCAACAAAT 126

Ad10A3432 Aradu.A10 3432 p3 (TTC)6 18 11503260 11503277 TGGCCAAATTGAAGTTGTGA GCACATCAAGAAGCATGGAA 110

Ad10A3441 Aradu.A10 3441 p4 (AAAT)5 20 11525131 11525150 TCCCAACCCACTTTAATTGC CATCCAGTGGCGAAAAGAAT 260

Ad10A3442 Aradu.A10 3442 p3 (TTC)5 15 11534681 11534695 TATAACGCGTGCGTGAAATC GCAGCAGCAACAACAACAAT 176

Ad10A3444 Aradu.A10 3444 c (GA)8a(AG)13 43 11545744 11545786 TGACAGTGACGTGAGCAACA CGTAAAACCCTTCCACCTCA 252

Ad10A3446 Aradu.A10 3446 c (T)10gcagagaagaatgtattctaaataaattaaataaatgagatgaaatcggttaaacactaaaaaacat(A)1087 11548530 11548616 GGCATGTGATTTTTCGTCAA GCAAGAATTTATATGTTGTTCCCA 220

Ad10A3448 Aradu.A10 3448 p2 (AT)9 18 11549292 11549309 AATTAGAATATGACACATCAGAAATGA CTTCGTTTGCAAGACACCAA 278

Ad10A3450 Aradu.A10 3450 p2 (TA)9 18 11552482 11552499 ACACGAGGAAGAGAAGGGCT CTTCTTCCACGCCATGAACT 268

Ad10A3451 Aradu.A10 3451 p4 (ATAA)5 20 11553127 11553146 TTGCAGGTTCGAGTCTTCCT CATGAGGTCATTCCAAAGTGG 151

Ad10A3455 Aradu.A10 3455 p4 (TAAA)5 20 11578617 11578636 TTGCCATGTAGTGGTGATGA TCAACACACGGACAATGCTT 271

Ad10A3459 Aradu.A10 3459 c* (GTTTT)5(T)12* 33 11592335 11592367 ATGGGATGCATTGTCGTTTT TTCTTCCAACATCATCCGTG 201

Ad10A3465 Aradu.A10 3465 p3 (CTT)5 15 11598619 11598633 GGATTACAGAAATACACCCAAAGG TGTTTCATCTTCATCGTCGTG 251

Ad10A3469 Aradu.A10 3469 p3 (CCT)5 15 11605426 11605440 TAAGGCAAAGTCTCGGGCTA TCAAAAGAAGAAGGGCCAGA 195

Ad10A3473 Aradu.A10 3473 p2 (AT)6 12 11643210 11643221 TGGCAAAGGCGAAGTTAGTT TGGAAATGGGTAAGAGAGTTTG 193

Ad10A3475 Aradu.A10 3475 p5 (TGATT)6 30 11660492 11660521 TGGTTCTTATAATTTTGTGTGGC TGTATGAATAAAAGAGGCTCTCCA 239

Ad10A3477 Aradu.A10 3477 p3 (TTC)8 24 11672048 11672071 TCGTTTGTTTTACACACACCTCTT AACGCGAAAGAGGAGAACAA 179

Ad10A3478 Aradu.A10 3478 c (GAA)5gacgctccggatctgtgcgtaaacgagcgtg(AGA)1076 11674024 11674099 AAGGAACACGAAAAAGGAGGA GCTTCTTCTCCCCTACGCTT 155

Ad10A3480 Aradu.A10 3480 p2 (CT)6 12 11678374 11678385 CTTTTAGCGAGACAGGACGG AGCGACGTAGTGACGGACTT 277

Ad10A3483 Aradu.A10 3483 c (AG)18aaagagaa(AG)1166 11681348 11681413 TTGCATTCAAATTCGTCCCT AACGACAAAGGCGAAGAGTG 268

Ad10A3484 Aradu.A10 3484 p3 (GGT)5 15 11681576 11681590 AGGAAGCCTCGTTCTTGTCA TGGCAGTGAGTCTGGACAAC 267

Ad10A3485 Aradu.A10 3485 p3 (TGA)7 21 11681916 11681936 GCGGCTGAGCTAACAGAGAA CACCACCCACTACCACCTCT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A3486 Aradu.A10 3486 p3 (GGT)5 15 11682059 11682073 TTTGGTGAGAAATTGGAGGAA CCACCGTTAAACACCCATTT 255

Ad10A3488 Aradu.A10 3488 c (T)10gctttttattttttttatgtttttcgcatgcatgtatatttttttcttttattacaacatgatttttc(T)1088 11690644 11690731 TTGCCTTTTGGTTTAAAGGG GGTGGCATTGCTTTTGTTTT 277

Ad10A3489 Aradu.A10 3489 p2 (TA)6 12 11713019 11713030 CACGGTCACGCCTTAAAAAT TTCCGCTTGAATGATGAAAA 255

Ad10A3490 Aradu.A10 3490 c (TTA)7ttg(TTA)7 45 11713286 11713330 AGTTTTCATCATTCAAGCGGA TTCGCAGGTCAAAAGATCAA 169

Ad10A3491 Aradu.A10 3491 c (ATA)5ctatctgttatacg(T)1039 11713771 11713809 GCCACCACTCGTCGTTTAAT ATTCGCATTTTCCGAAACAC 197

Ad10A3493 Aradu.A10 3493 p3 (AAT)6 18 11721849 11721866 AAGTATCGCAAAAGTCAAATGAT CCGGTTAAAAGAATTTGGTTCA 178

Ad10A3497 Aradu.A10 3497 p2 (TA)6 12 11778285 11778296 ATCAATTCGTCGTTCAAGGC GCCGTATGATTTCTGCCAGT 279

Ad10A3498 Aradu.A10 3498 p2 (GT)6 12 11781121 11781132 GATGCTCCGTCTGTGGTTTT GGAAAGAAGCGATAGGAGGG 263

Ad10A3502 Aradu.A10 3502 p3 (CAA)5 15 11796886 11796900 AGTGTGTGAAGAGGGCAACC ACAATTGTAGCACAAGCCCC 251

Ad10A3508 Aradu.A10 3508 p3 (ATT)12 36 11851790 11851825 AACAGCCTTCTTGCACCATT CCCTTCCTTCTTCTCCGTTC 246

Ad10A3509 Aradu.A10 3509 p2 (GA)8 16 11852249 11852264 TCATTGAGCTTGCTGTCGTC GACAGCTTCTCAACGGCAAC 222

Ad10A3510 Aradu.A10 3510 p2 (TA)9 18 11867096 11867113 TTCACGGGAGGGTATAATCAA TAGCAAGAAGCAACGAAGCA 163

Ad10A3512 Aradu.A10 3512 p3 (AAT)14 42 11875832 11875873 GAACTTGGAAGAAAGGCTTCA CCGAATTTGTAGCAACTCTCAA 249

Ad10A3516 Aradu.A10 3516 p2 (GA)9 18 11897116 11897133 CCGCAGTCAACAAAACTCAA CTCCTTGCCTGCTATCCTTG 227

Ad10A3519 Aradu.A10 3519 p2 (TA)6 12 11910319 11910330 TTTCCATTAAAAATTCATATCGTTTG CCACAACCACCTTGATCGTA 219

Ad10A3520 Aradu.A10 3520 c (A)11ttaaccaaaacatgcttcgcttacattataagcacgcaacag(TA)971 11912253 11912323 TTCAATAATGCTCGGTTGATTT TTGCATGATGTGCGTCAGTA 264

Ad10A3528 Aradu.A10 3528 p3 (TAC)5 15 11957376 11957390 TGCATATTTGCGTCGTTGAT TGGGTGATGGAAGAGGTTGT 275

Ad10A3532 Aradu.A10 3532 p3 (AGA)5 15 11986500 11986514 CTCTTCCAAGGTTCCCATGA CCAACATTGGGAAAGAGAGC 180

Ad10A3533 Aradu.A10 3533 p2 (AG)9 18 12002517 12002534 TGGTGAGTCTTGGCTCAGTG AAAATTTTCGAACCCATCCC 179

Ad10A3535 Aradu.A10 3535 p3 (TAT)6 18 12011629 12011646 AAAATAAAAATCAGTCACCCAAAAA AAACAGTGAAGCAAACATATAGCA 278

Ad10A3536 Aradu.A10 3536 c (T)12ataactcttttcttaaaaaaattttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnggcg(T)1089 12012233 12012321 TTCCTCAACAGGGTTGACTTC TTCTTGTCTTACCATAATGTGCTTTT 276

Ad10A3538 Aradu.A10 3538 c (T)10gaaactctcatctcttcttccttatcatgatctaccaatgttttcttcttcttcgccaataaactcctcctcattttcattcgtcacacctctacct(TCC)5122 12017537 12017658 AAAAACACCCCAATATTAATTTTCTAA GCTCGAAGGCTATGGAGTTG 192

Ad10A3543 Aradu.A10 3543 p4 (AAAT)5 20 12081452 12081471 TCGAAAGATCTTATTTGCATGTT ACACGTGTTTTGGCACACAT 262

Ad10A3547 Aradu.A10 3547 c (A)10tttt(A)10 24 12103085 12103108 CCTCACAGCACTTTGTACGC GAGCAGTAAACGCCTTGGTC 233

Ad10A3550 Aradu.A10 3550 p3 (ACC)5 15 12107577 12107591 CCCATTGAGTTGCAAACGTA TGTGGGTGAAATTTGCTTTG 279

Ad10A3553 Aradu.A10 3553 p3 (TGT)5 15 12114450 12114464 AAGATGTTGATCAATCTGAGCTTC ACTACAGCCAAAAACACAAAACT 277

Ad10A3555 Aradu.A10 3555 p2 (CT)6 12 12125979 12125990 TCGAAAAAGACTTGATCGCC CGGCACCAATGAGAGAGAAT 279

Ad10A3556 Aradu.A10 3556 p2 (AT)6 12 12127750 12127761 CCAAAATAAAAATACATGCACCAA TCTCTTTTATTGTACGCGCATT 236

Ad10A3557 Aradu.A10 3557 p2 (AT)10 20 12127961 12127980 TGAAACAATCAAGAAAGCCCA CCTCCGCTCTACCAACTGAG 136

Ad10A3558 Aradu.A10 3558 c (T)11a(ATT)5 27 12131401 12131427 AGCATCTAGCGCCAGTCATT TCCTCTTCCTCAACGCACTT 117

Ad10A3559 Aradu.A10 3559 p3 (AAG)5 15 12134062 12134076 TCCTCATCATCTTCTGCTGC ATTAACGCGCTTCGAACATT 246

Ad10A3560 Aradu.A10 3560 p2 (AT)7 14 12137332 12137345 CGAATTTAAACTGGTGAAGTCCA CCATGTGCATCCTAAGGGAC 273

Ad10A3561 Aradu.A10 3561 c (T)10acggtgggtgtatattatg(T)1140 12141912 12141951 TATTGCAGGTTGTGGGTCG TTTGTGGGGGACAAAACTGT 214

Ad10A3569 Aradu.A10 3569 c (TTTC)5ttttctctc(T)1039 12207226 12207264 TTCACTTTGGGGCATTTTGT GGGAACATTGGATGGGATAA 280
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Ad10A3575 Aradu.A10 3575 c (AG)9a(AG)10 39 12234243 12234281 AAGGAGTTGCCATGGATCAG CATAGTTGTGCCAGCTCGAT 255

Ad10A3581 Aradu.A10 3581 p3 (TTC)5 15 12246469 12246483 TTTTCGGTGGTGATGAAGGT AACCCCCATTCCAAAAAGTC 236

Ad10A3582 Aradu.A10 3582 p3 (TTG)5 15 12256459 12256473 TTTCTCCAACCTTTTGGTGC ATGATGAATCATGGACGACG 240

Ad10A3584 Aradu.A10 3584 p3 (TGG)7 21 12283187 12283207 TGGTGGTGGTAGTGGTGGTA CGAAATCGTCCCAACGTAAT 231

Ad10A3585 Aradu.A10 3585 p3 (GGT)5 15 12286416 12286430 GGTTGAGGTAGAGTCCGACG ACCATCATCTCCACCACCAT 227

Ad10A3586 Aradu.A10 3586 p3 (CAT)15 45 12289359 12289403 TTCACGATTAACACGACCTCC GTGGAGTACCGGATGGTGTC 233

Ad10A3587 Aradu.A10 3587 p3 (TAT)5 15 12292281 12292295 CCACTTACACTCAACAATCACGA TGTTTTTGGTGAAAGAATTTTATG 274

Ad10A3591 Aradu.A10 3591 p3 (AAC)16 48 12303084 12303131 TGCACACATTAATAGTGACCCG AATGCATGTACCATGTAGACCTT 113

Ad10A3592 Aradu.A10 3592 p3 (AAT)5 15 12311306 12311320 AAAGTGGGGTGACTGGTGAG AAAGGGGTATTTGGGTTTGC 240

Ad10A3596 Aradu.A10 3596 p3 (ATT)5 15 12321198 12321212 TTCAGTTGAGATCGTCGTGC CCGAAGACGAAGACGAAGAC 143

Ad10A3597 Aradu.A10 3597 p2 (TA)8 16 12321569 12321584 CAGAATGGTTTGCCTCCAAT CGCATGCTCACGAGTGTATT 222

Ad10A3598 Aradu.A10 3598 p2 (TA)12 24 12322347 12322370 GCGGATAAACATTTTTAGGAAGA GAGTGAATATCGATACACCATCTAATA 273

Ad10A3599 Aradu.A10 3599 p2 (AT)8 16 12322973 12322988 TGTTTGTCTCTAAGATTGTTGGGA CCCTAGGGTATTAGGTGTCCAA 276

Ad10A3601 Aradu.A10 3601 c (A)10cttttatgtataatattt(A)1240 12326513 12326552 TCTTTTAAGTCTTTTGCTCCTAATAAA AAACAAGAAGTACATTATTCACACACG 240

Ad10A3605 Aradu.A10 3605 p3 (ACA)5 15 12340040 12340054 CAAATGAGTGTGTTTTTCGGTT CAAACGAGATCTACATGTAAACGG 280

Ad10A3611 Aradu.A10 3611 p2 (AG)6 12 12365857 12365868 TCGAACGAAACCCTTGTTTT TCACCTTCAGGGAATTGGTC 270

Ad10A3612 Aradu.A10 3612 p2 (TG)6 12 12369470 12369481 TGAGCCTCGACATTGAACAG AGCATGACTCAGCAATGCAC 245

Ad10A3615 Aradu.A10 3615 p3 (CTC)6 18 12373058 12373075 TCATATTGTCCGCCACTCAA ATCCTCATCCCCCAATCTCT 238

Ad10A3616 Aradu.A10 3616 p3 (TCT)5 15 12388858 12388872 GAACCCACTTCTCTCCCTCC CTCGGAAGTGGAAGCTTTTG 201

Ad10A3620 Aradu.A10 3620 p3 (CAA)5 15 12414977 12414991 CATTTCAAGAACCAACCATGC AAGCGGCAGAGTGGAAGTTA 279

Ad10A3621 Aradu.A10 3621 p3 (AAT)6 18 12425906 12425923 CGATCCCTATCGTAATTATTTGTTT GCTTGTCGGGGAAATTCTAA 229

Ad10A3623 Aradu.A10 3623 p2 (GA)7 14 12438392 12438405 GTGACACTCTCCCACTCGGT TGAGTGTGATGGGTGAGGAA 239

Ad10A3631 Aradu.A10 3631 p3 (AAC)6 18 12455706 12455723 TTTGAAGGAAGAGATGTGAAAAT TCTCTCTCCCTCTTTCTTCCTTATT 178

Ad10A3640 Aradu.A10 3640 c (A)10caaaagcaaaagatgtttttaatacttgaaaacaatt(A)1057 12474150 12474206 GTGTTGGTTTGGATTGGCTT GACAAAAGCTATTTCACATTTCG 249

Ad10A3644 Aradu.A10 3644 c (T)12cctttttcttatgtatagaattggaataatttcggattctgattcattccctgtagctgcttctac(AAT)8102 12493359 12493460 AGAAGGTGTTGGAGGAGGGT AGAACTTCAAAGCCAGCACC 267

Ad10A3649 Aradu.A10 3649 p2 (CT)6 12 12502991 12503002 TCAAATTTAATAAGTTGATGGTGG TCTTTTGTTTTGTGGTACAAAGAT 254

Ad10A3656 Aradu.A10 3656 p2 (AG)9 18 12519577 12519594 CCATGGAGCACCTTGCTTAT CCACCTCCGATCTCCTAACA 230

Ad10A3664 Aradu.A10 3664 p3 (AAT)5 15 12541240 12541254 CAGGGAAAAAGGCACTCTTG TCCATCAAACTTGGACGTTG 205

Ad10A3665 Aradu.A10 3665 p3 (TTC)6 18 12543314 12543331 ACCCACCTCACTCCCTCTCT GCTTTTGTCTTCCCTTTCCC 186

Ad10A3672 Aradu.A10 3672 p2 (GA)8 16 12561166 12561181 GGACCAACAAAACGCTGATT TGGTTTTTGTTCTCCCAAGG 270

Ad10A3677 Aradu.A10 3677 p3 (TGG)5 15 12605868 12605882 GCTTCTTGAGGGAAGTGTCG CCTATGAGCCACCCTTGAAA 174

Ad10A3686 Aradu.A10 3686 p2 (CA)6 12 12635085 12635096 CCCATTCATGACCCCACTTA ATGACCGCATGGCTAAAAAC 217

Ad10A3688 Aradu.A10 3688 p3 (AAT)9 27 12651479 12651505 TTTTAATACCCGTGCTTGGC CGTCGAGGTGAAGAGAGAGG 213

Ad10A3692 Aradu.A10 3692 p2 (CT)7 14 12686164 12686177 GTCCTAGGAAGCTGTGTCGC AGATTGGGACCTGCATCAAC 212
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Ad10A3704 Aradu.A10 3704 p2 (GC)6 12 12729043 12729054 ACAAGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 143

Ad10A3706 Aradu.A10 3706 p2 (TA)7 14 12733635 12733648 TGAATACCTTCAATTTGCGAATAA AATTTGAAAGGTAGACATTGATTATG 260

Ad10A3709 Aradu.A10 3709 c (T)11gtgacctacgcttgaaacgacgtcgtttcattaaaaatt(A)1767 12736463 12736529 GAACCGGCGAATTTCATTTA GGCTGAAGCTGAAGCAGACT 242

Ad10A3712 Aradu.A10 3712 p2 (GA)8 16 12739683 12739698 CACCACCAAATTGAGTGTCA TAGCTCCTTTTTCCAAGCCA 196

Ad10A3714 Aradu.A10 3714 p2 (TA)7 14 12743084 12743097 CGCACTTCTTTCTAAACGGC CATGGGATTACAATGTTGCG 279

Ad10A3720 Aradu.A10 3720 p2 (AT)6 12 12750392 12750403 ATTGGACCAAACTTGGGTGT TTACATTTAACCTCCCCCACC 224

Ad10A3725 Aradu.A10 3725 p3 (TGA)5 15 12753002 12753016 AACGCAAAGCTAAGCACAATC GAGAAGGGAAGAACCGAAGG 267

Ad10A3726 Aradu.A10 3726 p3 (GTT)7 21 12753357 12753377 GATCCTTCGATGCAACAACA TTCCTTCTTCTTCTTCCCCC 207

Ad10A3727 Aradu.A10 3727 c (AGA)5accgccaccaacaaagagatccaaccttgttcttggaaaagg(AGA)675 12753624 12753698 CGGTAGAGGAACTTTCTGCG TTTAACAACGGACACCACGA 205

Ad10A3728 Aradu.A10 3728 c (TTG)5ctgcagcaacggtggta(GCG)547 12753861 12753907 CGTGCTGTTACTGTTTGCGT CGCCCCTATCTTTGATCCTT 280

Ad10A3729 Aradu.A10 3729 p3 (GTT)6 18 12754126 12754143 AGGATCAAAGATAGGGGCGT TAGTGGTGCTCCTGCTGATG 154

Ad10A3730 Aradu.A10 3730 p2 (GA)6 12 12754385 12754396 CAAGAAAATTGTCCTTGGGC GAAAAACCTGGCGACTCAAA 105

Ad10A3733 Aradu.A10 3733 p2 (TC)7 14 12767028 12767041 TTTCGAATGTGGCTGAGAGA ACGGCAAGAAATGTGGTTTC 151

Ad10A3734 Aradu.A10 3734 c (ATA)13ag(AAT)659 12767291 12767349 GGGCCCTCTCTAGCTATTCAA CGTATAAATGAAAAGGACCGC 218

Ad10A3738 Aradu.A10 3738 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 12770360 12770413 CCACATACTGTTACGGCACG GAAGGAGAAAGAGAAGGCAAGA 119

Ad10A3739 Aradu.A10 3739 p3 (CTT)5 15 12770853 12770867 ATCGTTTGGGTGAATTCCTG GAGGAAGAAGAACGTGCAGC 227

Ad10A3740 Aradu.A10 3740 c (A)10cgagaaaacagagagaaaagacgtaaat(GAA)553 12771558 12771610 TCATCCTCATCTTCTGCTGC GCTGCACGTTCTTCTTCCTC 190

Ad10A3741 Aradu.A10 3741 c (GAA)5gagaagaagaag(AGA)748 12771783 12771830 GAGGAAGAAGAACGTGCAGC GCCGTACAAGTTTTAGCCCA 258

Ad10A3742 Aradu.A10 3742 p3 (ATT)17 51 12773616 12773666 TGGAAAATGATGATGGGACC GGTGGGTTGAGGGAGAAAA 273

Ad10A3743 Aradu.A10 3743 c (CT)15ttctctctctt(TC)1469 12776929 12776997 CTGGCTCTCTGTCCTTCCAG CACACGCACAGAGAAGAGGA 251

Ad10A3746 Aradu.A10 3746 p2 (TC)10 20 12788591 12788610 ACCGTGAACTCTCTTCCCCT GCGTTTTCAACAATAGCGGT 190

Ad10A3747 Aradu.A10 3747 p2 (TA)7 14 12788993 12789006 TTAGAAGCTCCTGCTCAGCC AAAGCACCAAGAAATAATTTTCAA 249

Ad10A3748 Aradu.A10 3748 p2 (AG)6 12 12804027 12804038 GAAGGGGGAATGAACCAAGT GGAAAATTAAAGCAAAGGAGGAA 157

Ad10A3752 Aradu.A10 3752 p4 (TATC)6 24 12821629 12821652 GGCCAATGAAATGGCAATAA CCTATTCTTTGAGACCATGTAGCA 211

Ad10A3753 Aradu.A10 3753 p2 (TA)6 12 12829612 12829623 GACCAGTTATCTTCGCAGCC AAGGGGTAAACAAAAACCGC 153

Ad10A3754 Aradu.A10 3754 p2 (TA)6 12 12839014 12839025 GACTGGTTATCTTCGCAGCC AAGGGGTAAACAAAAACCGC 137

Ad10A3755 Aradu.A10 3755 p3 (CAT)15 45 12841781 12841825 TAAACTAGCCGCTCCACCAC CGATGGCCGGTACTACTGAT 205

Ad10A3757 Aradu.A10 3757 p3 (TAT)5 15 12847954 12847968 CCTTTGGCACGATATACTTTATTT CGTTTTACCCTTTTTCTTCATTTT 280

Ad10A3764 Aradu.A10 3764 p2 (AG)8 16 12900793 12900808 TCTTATGTTTTAGACCATGTTTGTTTT GTATGGTGAGGCGGTCCTG 264

Ad10A3766 Aradu.A10 3766 p3 (TCT)5 15 12941207 12941221 TTGTACCCACATTGGTCCCT CATGAGTAGCAGCCCCAGAT 149

Ad10A3767 Aradu.A10 3767 p3 (AGA)6 18 12964495 12964512 TCAAAATCGCTAAGCAGAACAA CTGATTTTCCCCTCTGGTCA 148

Ad10A3770 Aradu.A10 3770 c (AG)33aaaaaagat(AG)17109 12971344 12971452 GCGATTCAATGGTTAGTTCG CCAAAGGAATTTGATGGTGG 241

Ad10A3772 Aradu.A10 3772 p3 (ACT)5 15 12980038 12980052 CAACTCACAAGAGCCACCCT AACATCACGGGTGTGTCTGA 214

Ad10A3775 Aradu.A10 3775 p6 (AGAAAA)5 30 13006303 13006332 GGACATGTTCATGCATTCAATAAT TACTTTGGGGCATTTTGTCC 147
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Ad10A3777 Aradu.A10 3777 c (ATT)11aaattacacaataaaactataccataattttttgtattttttgaacaaaaataataaaaaatttattcattagatttttatgtatgtatttctat(TA)6140 13010647 13010786 AGACATAACAATCTTTCGTCCAA TGCATATATAATTCGACTGGGTCA 268

Ad10A3786 Aradu.A10 3786 p3 (AAG)7 21 13042849 13042869 TGACAATGTGAAACAAGAAGGAA AAAAATTGTGTCGCAACTAAAAA 253

Ad10A3787 Aradu.A10 3787 p4 (ATAA)5 20 13043553 13043572 TTATCATCACCATTATCATCATATTTT ACTGAACTTATCATTTAAGTAATTGGG 273

Ad10A3789 Aradu.A10 3789 p2 (CA)17 34 13056920 13056953 CTGCAGCAGCAAGTGAGAAC ATTTGATGGTGCTTGTTCGT 241

Ad10A3790 Aradu.A10 3790 p2 (AT)6 12 13058661 13058672 CGCTCTAGTTAGCGTGGGTC TCGTGAAAAGAGCAATTCACAT 138

Ad10A3794 Aradu.A10 3794 p3 (TAT)7 21 13065639 13065659 GCAGGAGCTGTCGAAGAAAG TGGTTGAATGAGGAGTTGGA 276

Ad10A3795 Aradu.A10 3795 p2 (AT)6 12 13066438 13066449 TCCATGTCTCTACCTATATTCTGTGG TTCCTAGTTTGTCGGCAAGG 226

Ad10A3799 Aradu.A10 3799 p4 (AAAT)7 28 13079120 13079147 GCTTTGCCATCAAAGTTACAAA TGGCTCAGGTTCTCAAAATG 199

Ad10A3800 Aradu.A10 3800 p3 (TAT)5 15 13083120 13083134 TGCACTATCCGTAAGGCAAA AAAATCAGTAAATGTGTCCAGTTCT 216

Ad10A3801 Aradu.A10 3801 p2 (GA)6 12 13126920 13126931 TTTTTGTCTGCCTTAACATTATGA TCCGATGCGAGTTTAATTTG 115

Ad10A3803 Aradu.A10 3803 p3 (ATT)14 42 13129323 13129364 TTGATGCAAAAGTTCAGTCCA TGCGTCTCAGTTCATTTTCG 228

Ad10A3807 Aradu.A10 3807 p2 (AT)9 18 13137275 13137292 GGTTCCTATTCCTCAAGAACCA TGCTCACTAAGCCTGAAAAGAA 197

Ad10A3810 Aradu.A10 3810 p3 (GAT)6 18 13141480 13141497 AACAATGGCAGACCTCCCTA TCATCCCAAACACTCACCAA 180

Ad10A3811 Aradu.A10 3811 p3 (TCG)5 15 13145942 13145956 AAGATGCTCACGCATCACAC AAAATTATGCTGGGCACCAA 216

Ad10A3812 Aradu.A10 3812 p2 (AG)9 18 13149884 13149901 CAATTGAGACGTTGCGAAGA GCTGGTAAATCCGACGGTAA 224

Ad10A3813 Aradu.A10 3813 p2 (AT)12 24 13151043 13151066 TACTCTCTGGTACCTATTTTCTCAAA TTGGTTAACAGTTCGCTCTCA 251

Ad10A3815 Aradu.A10 3815 p2 (TA)8 16 13155605 13155620 TGATGTATAATGATTTTGGTTGAAA TGTATGCGGACTACCACTGC 191

Ad10A3816 Aradu.A10 3816 p3 (TGT)5 15 13158597 13158611 GGTTGGGGTTTGAATAATTTGA CCTGTAACTGTCCACGATGTTT 171

Ad10A3818 Aradu.A10 3818 p3 (TTA)13 39 13170250 13170288 AGCCGTTGTAAAAATAGCCG TTGAGGTTTGAGATTGTTGGG 273

Ad10A3821 Aradu.A10 3821 p3 (TTA)17 51 13176369 13176419 TATATAGGCCACGCCCACTC GCAATTCGCAAGACTACAACA 212

Ad10A3822 Aradu.A10 3822 p3 (CTT)5 15 13177852 13177866 TCAGATCTGCTGCCTCAAGA TCCACAACGAATTTCACAAAA 233

Ad10A3824 Aradu.A10 3824 p4 (ATTA)5 20 13179887 13179906 CGGGATTCCTATCCCCAATA TTTGATTCTTGTTGACTCCAAA 215

Ad10A3825 Aradu.A10 3825 p2 (AT)8 16 13182414 13182429 GTGGTTCGCCCCACTTACT TGCTAAACCCTGGTCTGTCC 280

Ad10A3827 Aradu.A10 3827 c (T)10atggttagattcgtctgcgttataactttcatagttaataatctattgtttctctcattagtaaa(T)1085 13185772 13185856 CCCCAATAATGTTCCACCTTT GGAAAGGATTGGGAGAGTGTG 272

Ad10A3830 Aradu.A10 3830 p2 (AT)10 20 13188713 13188732 TTGGTAGGCCTTGTACATGCT CAATTTTGCAATAAAAGCTATTCC 250

Ad10A3831 Aradu.A10 3831 p3 (TTC)10 30 13192256 13192285 CGAAAAACGCTGATATGGCT GCCATGGTGGTGTTCTTCTT 156

Ad10A3833 Aradu.A10 3833 p3 (TCT)5 15 13199883 13199897 CTTCTTCTCCCACATAGCCG CGGTCTTAGGTGCCATTGAT 173

Ad10A3834 Aradu.A10 3834 c (TTA)17atagtaccaactgaagaaattaagtaacatttactttattatcattattatacttgcgccgcc(AT)9132 13208739 13208870 TGTTTTATCAAATATTTTTCACCCTT TCTCTCGCTCCTCTCTCTCG 256

Ad10A3835 Aradu.A10 3835 p2 (CA)30 60 13209650 13209709 GGCCCTCTGTCACAAGATGT CCATTGGACAGTCCCTCTGT 269

Ad10A3836 Aradu.A10 3836 p2 (TG)6 12 13218243 13218254 GAGCCTGAGGGATTGACTGA AAAGTCCCAAATGCATGCTC 121

Ad10A3837 Aradu.A10 3837 p3 (ACA)5 15 13219299 13219313 AAAGGGCAACTGCTGAGAAA GATCATTCTGAGGCTGCTCC 168

Ad10A3838 Aradu.A10 3838 p2 (GT)6 12 13227319 13227330 TCAGAGTGCATCAGCGAATC GCATTTTAGTGACCCGCAAT 215

Ad10A3839 Aradu.A10 3839 p3 (AAG)5 15 13227881 13227895 AGTTGTCCCTTCTGCTTCCC CGACGTAGTGGAGAGGTGCT 280

Ad10A3843 Aradu.A10 3843 p3 (TCT)5 15 13236869 13236883 CGTATAGAGGTAGCGGCGAA GCATACAAAATCGTTTCAAAGGT 248
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Ad10A3845 Aradu.A10 3845 p3 (CAA)5 15 13276820 13276834 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad10A3846 Aradu.A10 3846 p3 (AAC)5 15 13283507 13283521 AAAGTCTCGGATCCTTTTTCAA CAAATAGGACAAACGTGTAACCA 271

Ad10A3848 Aradu.A10 3848 p3 (AAC)7 21 13297903 13297923 AGAGGTCGTCATACCATGCC CAAATAGGACAAACGTGTAACCA 199

Ad10A3849 Aradu.A10 3849 p3 (TAT)10 30 13298415 13298444 CGAATAAGGCCAATTCGAT CTCATGATGTTTATATCCAATGTTTT 278

Ad10A3851 Aradu.A10 3851 p2 (AT)6 12 13313743 13313754 GTCTGAGAGACGGCGAAGAT TCGCGAAGACGTATCACTCA 277

Ad10A3854 Aradu.A10 3854 p3 (TAA)5 15 13328768 13328782 AACCCTATTCCTAAATCAATTCTTG TGCAAAATGCAATTGACACA 212

Ad10A3859 Aradu.A10 3859 p2 (TA)10 20 13343938 13343957 AGTCACACCACAAATCTTGCAT TGCTAAAGAAAGAGAAAAACCCA 130

Ad10A3862 Aradu.A10 3862 p3 (TGA)5 15 13346419 13346433 TATGGAGGAACTTTGGGTGG TCTCTCACCTTCTTCCCCTG 118

Ad10A3864 Aradu.A10 3864 p3 (TCA)5 15 13352283 13352297 TTTCTTCCCAGTGGAAATGG TAAAAGGGGGTGGTTCAGTG 145

Ad10A3865 Aradu.A10 3865 p2 (TC)6 12 13360655 13360666 CATCACCATTGCATATTCGC CATTGTTCGTGATGAGGGTG 128

Ad10A3866 Aradu.A10 3866 p3 (GAG)6 18 13370483 13370500 GCACGCATAGTCACCGTTTT TGTTCTTCCTCATCCTCTTTCA 277

Ad10A3867 Aradu.A10 3867 p3 (AAT)19 57 13382326 13382382 AAGGATCAATCCCTCAGTTCAA ACAAGCCATTTAAGCCAGGA 272

Ad10A3875 Aradu.A10 3875 p2 (GT)7 14 13418167 13418180 TAGAGCTCTCCGCGATGAAT GACCGAGATTAGACCGAACG 266

Ad10A3880 Aradu.A10 3880 p2 (CT)12 24 13428819 13428842 GCAGTTCTGATGGCGATGAC AGAGAGGAAGAGCCATGCTG 276

Ad10A3881 Aradu.A10 3881 p2 (TG)6 12 13431873 13431884 GGTAATGTCGGGAGCAGGTA GATGACCAATAGCAACAAACCA 202

Ad10A3882 Aradu.A10 3882 p2 (AG)6 12 13444163 13444174 CTGTACGTATCCGGCGATTT GGAACATTGAACCTGGATTTG 224

Ad10A3883 Aradu.A10 3883 p3 (TAT)5 15 13456154 13456168 CGTGAATGGTTTTGATAAATAGAA GAATTCGAATCTCCCTATCTTTAGT 280

Ad10A3885 Aradu.A10 3885 p2 (AT)6 12 13457887 13457898 AAGGATAAACCAACGCGAGA CCTTTGTTCTCGGGACTCTG 279

Ad10A3887 Aradu.A10 3887 p2 (TA)6 12 13474881 13474892 CCCCTACACCCATTTCCTTT GCCACAAATTTAGCTATCCTCG 266

Ad10A3892 Aradu.A10 3892 p2 (AT)6 12 13520055 13520066 TGATGTGATTCAACTAATCAAAATAAT CCAAAAAGAACTACCATAAAATAGCA 143

Ad10A3893 Aradu.A10 3893 p5 (AAAAT)5 25 13525115 13525139 TTCAGTTCTTCAAAATGGCG TTTTGAAAAAGATAAGATAGGATTTCG 259

Ad10A3894 Aradu.A10 3894 p2 (TA)10 20 13554354 13554373 GGGGCAGAAAACTACACTGC GCCTTGGCAAAATTGACACT 128

Ad10A3895 Aradu.A10 3895 p2 (AT)7 14 13556834 13556847 AAAGGCCCAAAACACTTATCA CATAACAACCAATTAAGAAGTGACA 272

Ad10A3896 Aradu.A10 3896 p2 (TA)6 12 13559747 13559758 TCAAGATGATTGGAGTGCGA AATGATTTTTGCAGTTTTGGTAA 280

Ad10A3902 Aradu.A10 3902 p3 (ATA)13 39 13580591 13580629 TCATTGCCATACACACATGAAA TGAGTGGAATAAATGTGGAAAAA 271

Ad10A3905 Aradu.A10 3905 p3 (ATT)13 39 13583685 13583723 ACTTGTTTCTGTTTTTGTGAAAGA TGAATAACCAAACATATACCTTCAAA 207

Ad10A3906 Aradu.A10 3906 p3 (AGA)5 15 13584982 13584996 TGCGAAACAACAAGGAGAAA CAAAACTCTCCCTCCTCTTCC 102

Ad10A3907 Aradu.A10 3907 c (A)10gagaaggtagtaataatgataatggacgactatgatagtgg(A)10gacggcaatagcctacaaatgatgta(T)1198 13585612 13585709 TGATGATAATGATGGTGGTAAAAA GATAAGGCGGTTCTGTTTGC 203

Ad10A3910 Aradu.A10 3910 c (A)10g(A)10 21 13593783 13593803 TCATGTTTCAGGGGATTGTG CCCCTTTTTACCAGGGTGTT 248

Ad10A3912 Aradu.A10 3912 p2 (AT)8 16 13604588 13604603 CCGAGTGACGAGACAAAACA CGCTCCTCTCCTCTTGGTTA 263

Ad10A3915 Aradu.A10 3915 p2 (AT)7 14 13610872 13610885 TATGGAGAGGCAGGGTTTTG GCTCCGGAAAAGGAACAACT 202

Ad10A3916 Aradu.A10 3916 c (TTG)19accgaaagaag(A)1078 13620440 13620517 CTCTCCCCTATCCCTCTTCC AGAGAGAAGGGAGGGAAAAA 221

Ad10A3917 Aradu.A10 3917 p2 (GA)6 12 13620781 13620792 TCCCCTCTTCTCTCTCTCCC TCCCTCTTCTCTCTCCTCCC 229

Ad10A3920 Aradu.A10 3920 p3 (TTA)8 24 13640075 13640098 CAACTGCTCTATGTCCATGTTTTT CGGTCATCACTATTAAATTAAAGCA 256
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Ad10A3924 Aradu.A10 3924 p2 (AT)6 12 13670064 13670075 AATTTTCCCCGAACAACCAT TGCCCTCATTTGGGAATAAC 160

Ad10A3925 Aradu.A10 3925 p2 (CT)6 12 13671434 13671445 CATTGAACCTGGGATGAAGAA CGCGATCTGCAGAATTACAA 249

Ad10A3926 Aradu.A10 3926 p2 (AG)7 14 13679519 13679532 TTGTTTTCCCTTAGGAGCCA CCTCATTCCCCACACCATT 160

Ad10A3928 Aradu.A10 3928 p2 (AT)10 20 13712533 13712552 AAGTTTTTGGTGTCGTTGCC ATATCCGCTCATCAACAGCC 231

Ad10A3930 Aradu.A10 3930 p2 (AG)7 14 13730187 13730200 CGGAAAAGCACACCAAACTT CCCTTCATTCCTCACACCAT 113

Ad10A3932 Aradu.A10 3932 c (TA)6ttttttttgaaatccaaaatta(AAAAT)559 13747439 13747497 CCATGATGGAGAAAGGGAGA TCACATTTTTGAAAATCCTCACC 132

Ad10A3936 Aradu.A10 3936 p2 (GC)6 12 13807178 13807189 ACATGGCTCCTAAAACCGCT TGCTCAATTCCTTGATTCCC 245

Ad10A3938 Aradu.A10 3938 p4 (AATT)5 20 13819188 13819207 ACTAGCCGGAGAATTCAGCA GCCCCATTTGGTATTCACAC 137

Ad10A3939 Aradu.A10 3939 p2 (AT)6 12 13821645 13821656 CTCCCTTGGAAAGGATCCAC TGCCATTTTGCTTCAATTTT 143

Ad10A3940 Aradu.A10 3940 p2 (TC)6 12 13822773 13822784 AGTGCCGTTACCAAGGAATG TTAACAGCCAGCCAGGATTC 278

Ad10A3942 Aradu.A10 3942 p3 (AAG)6 18 13826746 13826763 GGGAGAAATTTGTGGGACAC GAGTCATGTGCTGGGCTTTT 222

Ad10A3943 Aradu.A10 3943 c (T)10aaattaaatagttaactatttataaactaatatattatattgaaatgtaatttttaaaaaaactatttattaatattattaa(TAT)13gaccgaagccttctgaaggaacaaaagaaaagaaaatgaaatttatgcatg(TA)6194 13829539 13829732 ATCTATTGGGTACCCCACCC TTGAACAATGGCCTCAATCA 268

Ad10A3946 Aradu.A10 3946 p2 (AG)6 12 13860430 13860441 TCTCGTGCTGATAACGTGTTG ATAGACGGTGCCATCCTTTC 268

Ad10A3948 Aradu.A10 3948 p2 (AT)10 20 13863261 13863280 TTGGCCAGCATAGACACTTG TCGTGTGTTCACTTTTTCCG 131

Ad10A3950 Aradu.A10 3950 p2 (AG)6 12 13895909 13895920 TCCAACCATCCTCTAGCCAC ATTTGCTGCAGGGATGACTT 279

Ad10A3952 Aradu.A10 3952 p2 (AT)7 14 13908608 13908621 TTTGGCATATGGATCATGGA CAAAGGTTTGTGTGCCCTCT 143

Ad10A3953 Aradu.A10 3953 p2 (GC)6 12 13917691 13917702 CAGCATCGACTGAAATTGCT TTCCTCTCCAGGCTTCTTCA 219

Ad10A3954 Aradu.A10 3954 p4 (TTAT)6 24 13927849 13927872 CAAGTAGAGCTTCCGATGCC GCTTTCGAATGATGGGTTGT 224

Ad10A3955 Aradu.A10 3955 p3 (AAC)5 15 13934262 13934276 GCATCAACCTTCGGACACTT AACATCCAGTCAGGAGGGTG 258

Ad10A3956 Aradu.A10 3956 p2 (GC)6 12 13938761 13938772 ATAGGGAGCTCTTGGGCATT GCGCACAACTCTCTGGTTTT 146

Ad10A3957 Aradu.A10 3957 c (GC)6ggatcgtcccaacctcatccacgcgtaagcgcgctgt(GC)661 13938877 13938937 CTGGGAGCACAAGCTCATC AAAAGCAGAGTGCAAATCCG 164

Ad10A3959 Aradu.A10 3959 p2 (AG)6 12 13947152 13947163 TTGGGAAAGAGGTGTTGAGG GATTTTGCTTGCCATTTGGT 140

Ad10A3960 Aradu.A10 3960 c (T)10cttaaatttcggatgattctttttattagttttgaatgatttttttatgttttgta(T)1076 13954618 13954693 AACGAGCCACTGCAAGTTCT TCAAATCCTAAACAAAAACATACAAAA 260

Ad10A3961 Aradu.A10 3961 c (TTC)8ctcccgccgccgcactgccgcctgt(TTC)13ccgccaccgcaccgccgcccgtttcttctcgccg(CTT)9149 13962788 13962936 GGTCCCCAAGGTTTCAATTT TTCCACAACAAATTTCACAAAAA 276

Ad10A3962 Aradu.A10 3962 c (ATG)12(GTG)5gtaggtggtgggtggtggtggat(GTG)589 13963232 13963320 GTGATGATGGAGTGGCAGTG TTTTTCGCTCCAAAATGGTC 274

Ad10A3963 Aradu.A10 3963 p2 (AT)10 20 13967120 13967139 TCCGATGAACAGAGTGTGGA TGCTCTGAGAGTTCCCCTTG 269

Ad10A3964 Aradu.A10 3964 p2 (TG)17 34 13993366 13993399 TGTAGGTCGAGAGGCACCTT GCCCTTAACTTAGCCTGCAA 276

Ad10A3965 Aradu.A10 3965 p2 (TC)6 12 14007347 14007358 AAGAGAAGAGGCTCACAGCG CTGCTGTGGTGGAGAATGTC 214

Ad10A3966 Aradu.A10 3966 p2 (AT)10 20 14010454 14010473 GGCCCCATTCTCTATCTCATT TTGTTAGAAGTTGTATTTTGACAATGG 278

Ad10A3969 Aradu.A10 3969 c (T)11attattgagttttgtttttatttttcgtttttctagtctcattctatatcta(T)1073 14051894 14051966 AATGCCAAAAGTTCTCCCCT GAGGTGATGGATTCATAGGACA 261

Ad10A3972 Aradu.A10 3972 c (T)10aatttaaacattttatttttttaatttatgtataatattagatgtgtctagtgttttttatgtgtttgtgttgaaa(T)1197 14086631 14086727 TCCTTTACAATTTCTGGATTAGCA GCACGCTCTCTCTCATACAGC 269

Ad10A3977 Aradu.A10 3977 p3 (AAC)7 21 14125734 14125754 ACCACGTGTCCTACTCGACC TCCATGAGGTGGTCAAACAA 248

Ad10A3978 Aradu.A10 3978 p2 (GT)9 18 14129127 14129144 TCGTCCCTCCTAGAGGTTGA AAATCAAGACCGAAAATGCG 188

Ad10A3980 Aradu.A10 3980 p2 (AG)8 16 14132244 14132259 GAAAAGGGCAATTTGAGCAG CGTTGGATTTACCAGCGAGT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A3984 Aradu.A10 3984 p2 (TA)9 18 14166529 14166546 TTTCATAGGTCCTTATAGTTTCCAA TCATGGGGTTCGAACTTCTC 258

Ad10A3985 Aradu.A10 3985 p4 (TTTC)6 24 14167867 14167890 AGTAGCAGCAACGACGGAAT CCTAACCCACCTAACTGCCA 241

Ad10A3987 Aradu.A10 3987 p2 (TA)6 12 14176014 14176025 TGCACATGGGATAAAACCAA AATGGGGCTAAGGTAAGGGT 196

Ad10A3988 Aradu.A10 3988 p2 (AT)6 12 14180805 14180816 GTGATGAGGGGCTCTATCCA TCTCTGTGTCCTGTCTCCGA 276

Ad10A3989 Aradu.A10 3989 p3 (TCT)23 69 14181206 14181274 CGCCGATCTCTTCCACAGTA CAAGGTGATTTTGGAGCCAG 279

Ad10A3990 Aradu.A10 3990 c (TC)10tt(TC)9 40 14181476 14181515 TGGCTCCAAAATCACCTTGT CCCAGATGAAAACAATCGAAG 226

Ad10A3991 Aradu.A10 3991 p4 (AGTT)5 20 14185486 14185505 TAAGACAGGCTGCTTTTGCC CAGCAACCACCAACATCATT 278

Ad10A3993 Aradu.A10 3993 p3 (TAA)5 15 14202476 14202490 TGGTGCATGCAAAGTGAAAT GTGCAGTGGCCTCTGTATGA 279

Ad10A3999 Aradu.A10 3999 p3 (AAT)14 42 14217381 14217422 TTGGCCTTGTTATTTTTAAAGTCAT TGGGTGATAAATTATTTGGTGATG 174

Ad10A4000 Aradu.A10 4000 p2 (TA)7 14 14222587 14222600 AGCCGGATTTTGAGTCTTGA GGGGTAAACAAAAATCGCAA 137

Ad10A4001 Aradu.A10 4001 p2 (AC)6 12 14231801 14231812 TAAAAATGGAAAACCAGGCG GCTTGGGAAGATTGAGGTGA 223

Ad10A4002 Aradu.A10 4002 p2 (AC)6 12 14240058 14240069 AAAGGTTTGGCCTGAAGTTG CCTCTTCTCCTCCCTTTCTCA 162

Ad10A4007 Aradu.A10 4007 p2 (TA)6 12 14269168 14269179 GGCAAGGCATTACGACATCT TATGCTCGGACCGGTTATCT 247

Ad10A4012 Aradu.A10 4012 p3 (TTC)5 15 14280918 14280932 TGACCTATAAAAATATGCATGTGAA GCAAGATCAGCAAAGAAACAAA 156

Ad10A4018 Aradu.A10 4018 p2 (TA)7 14 14283100 14283113 GCACTCACGCAGCAGAATTA GACACCATTTTCCACGCTTT 142

Ad10A4019 Aradu.A10 4019 p3 (AGT)6 18 14283320 14283337 AAAGCGTGGAAAATGGTGTC AATATGGTGGTGGCTTCTGC 270

Ad10A4020 Aradu.A10 4020 p2 (AT)6 12 14283560 14283571 GCAGAAGCCACCACCATATT GGACAGCTGCTTTGGTTTGT 279

Ad10A4021 Aradu.A10 4021 p3 (ATG)5 15 14284294 14284308 GGGATGATTCCATGACCAAC GGAGAACCACCAGCATGAGT 160

Ad10A4022 Aradu.A10 4022 p2 (AG)8 16 14284573 14284588 ACTCATGCTGGTGGTTCTCC ATTTGCCCTTGAGCCTTCTT 271

Ad10A4024 Aradu.A10 4024 p2 (TC)18 36 14294371 14294406 CAAAAATATTTCTCCTCTCACTTCTTT AATGTCCTTGTCCTTGCTCC 225

Ad10A4032 Aradu.A10 4032 p2 (TA)6 12 14319292 14319303 AAATGCGCCAGATAAGCATT TCAGGAAGATGGGAAAGAAAAA 279

Ad10A4035 Aradu.A10 4035 c (A)10gtagggaattaatttgaataagttatttgaaaatttgggaagcatgctcatatgaaatcaaaataattaaattaccatgtgcattg(A)10106 14355086 14355191 GAATTTTATGGGAACATGGGA TTACATGCTCATGCACCAAA 265

Ad10A4036 Aradu.A10 4036 p2 (AG)7 14 14356544 14356557 AAGGTTGCAAAGTGGAGGAA AGCCAATTGGGCAACATAAA 247

Ad10A4040 Aradu.A10 4040 p4 (ATAA)5 20 14377387 14377406 TGTTCACATTTTCAATCGGTTT GGTGAACCCTTGTGTTGGAT 242

Ad10A4041 Aradu.A10 4041 p3 (TTC)6 18 14385787 14385804 TCATTTTCTCCCTTCGCTGT TTGTTCGAGGATGAAGACCC 212

Ad10A4043 Aradu.A10 4043 p4 (TTTC)5 20 14396732 14396751 ATGGTTTCCCTCCAAGGTTC AGTTGCTCCCATACCCACAG 116

Ad10A4044 Aradu.A10 4044 p3 (TGT)5 15 14397743 14397757 CATTTGATCTATATAACCAACCCCA TTCATTTCTCATTTTTAGTGTATTTGA 251

Ad10A4045 Aradu.A10 4045 p2 (AT)8 16 14397968 14397983 CAAAGCTTTTCTGTTGTTGTTGTT CGACAATTTTTCATTTCTTATTTTCA 278

Ad10A4048 Aradu.A10 4048 p2 (CT)7 14 14405751 14405764 CAGTCTTCTTCATCTTCTTCTCTCC GGTGATGGGAGGGATAGGTT 124

Ad10A4050 Aradu.A10 4050 p5 (AAAAT)5 25 14441946 14441970 CAATTTGCTTTGATTTTATTTTTCG GCAGCTGTAATGGGGTTAGC 221

Ad10A4052 Aradu.A10 4052 p2 (TA)8 16 14458085 14458100 CCCGTTTTTCAAGGCTCATA CAGCATGTATAGGCACTCCG 229

Ad10A4054 Aradu.A10 4054 p2 (AT)6 12 14464170 14464181 TAAACCGCAATACCATTCCC CAGGATTTGGGCACAGAAGT 274

Ad10A4055 Aradu.A10 4055 c (TTA)6tcattgttgttattattattaatattaaactattatcgttactgttactattg(TTA)689 14470142 14470230 AAATCATGCCACAGCTACCC TCCATGGCTAGGATCACCTT 166

Ad10A4057 Aradu.A10 4057 p2 (GA)7 14 14484992 14485005 TTCACCACAAACACAATGGC TCGTGTTTTGTGACGTTGGT 210
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Ad10A4058 Aradu.A10 4058 p3 (TGA)5 15 14492078 14492092 GGGTGATCTTTCAGGACGAA TGCTGTATGCACAAAGTGAGG 177

Ad10A4059 Aradu.A10 4059 p3 (AAT)17 51 14492244 14492294 GCAACTCATTGTCCAACAACA TTTTAAAGTGGTTTTAACTTGTCTGC 161

Ad10A4062 Aradu.A10 4062 p3 (GAA)5 15 14496157 14496171 AGATGGTGTTGATGACGACG CGTTCATCTTGGCACTCAGA 176

Ad10A4068 Aradu.A10 4068 p3 (TTG)5 15 14556202 14556216 GCACCTTGTTTCTGCCTCTC ATCATTCCCACAGAACCGAG 261

Ad10A4071 Aradu.A10 4071 p3 (AAT)19 57 14574920 14574976 TTTCGGTTGCATCACTTTGA TGTTGTTGTCGCGATGTTTT 242

Ad10A4072 Aradu.A10 4072 p4 (TTCT)6 24 14578271 14578294 TTCGACAACGACTTGACAGC CCTAGTTGCTCCCATACCCA 239

Ad10A4073 Aradu.A10 4073 p3 (TGA)6 18 14600374 14600391 TTCTGGGTTGTTGTTTTCTGAG CAACCAAATGCAGAAGCAGA 252

Ad10A4074 Aradu.A10 4074 p3 (TGA)5 15 14600504 14600518 TGGGTTCTGAGTTTTGATGATG TACCCTTTCCCATTCTTCCC 253

Ad10A4075 Aradu.A10 4075 p2 (AG)7 14 14605572 14605585 AACACTTGCTGGCCTTTTGT CCAGGATACATCGTGGTGTG 186

Ad10A4076 Aradu.A10 4076 p2 (AG)8 16 14615117 14615132 TGCAGCAGAAACAGAAATGG GTCAAGTTCAGGATTGGGGA 222

Ad10A4078 Aradu.A10 4078 p3 (CAT)6 18 14617767 14617784 CCCCCTTCTTCTCCAAAATC GCTGCTTTTGTTGTTGTTGTTC 155

Ad10A4079 Aradu.A10 4079 p3 (ATC)6 18 14617898 14617915 GAACAACAACAACAAAAGCAGC CTCGTTGCCAGTTTCTGGTT 256

Ad10A4081 Aradu.A10 4081 p3 (GAA)5 15 14645249 14645263 GGAAGCCATTGTTATCCAGG TTGCATATTCGCATTCATGG 253

Ad10A4082 Aradu.A10 4082 p3 (GAA)5 15 14674784 14674798 GGAGGTTTGAAGCTATGCCA CTCAAGATTGGGCCAAACAG 186

Ad10A4084 Aradu.A10 4084 c (CTC)5atcctcttccaaatttgcgcaggttcttcttctttccttctt(CTC)572 14678629 14678700 ACACGCCTCCTTCTCCTTCT AAGAAGAAGCGCAAATTGGA 198

Ad10A4085 Aradu.A10 4085 p3 (AGA)5 15 14679699 14679713 CAAATTCGGTTCATTTCTGGA TCGTCCTCGTTTTCGTTTTT 280

Ad10A4086 Aradu.A10 4086 p2 (TG)10 20 14679820 14679839 CGAGGACGAAGAAGAAGACG CCAAGTAGGCCCAAACTCAA 107

Ad10A4091 Aradu.A10 4091 p2 (GA)15 30 14707569 14707598 CAACAGCAACAGCGGAGATA AAGCGATCATGAGTGCAATG 268

Ad10A4093 Aradu.A10 4093 p3 (ATT)5 15 14710404 14710418 CAGACCAATCCCTAACGTTTTT GCATGCGAACGAAGACACTA 254

Ad10A4095 Aradu.A10 4095 p3 (TAT)6 18 14718208 14718225 ACGCAGGCATAAAAGAGACG TTTTAGGGTGCTGATGAAAAA 248

Ad10A4098 Aradu.A10 4098 p3 (TTC)5 15 14727077 14727091 ATCCTTGCCACACTGGAGAT AGAACTTTGGATGCCACCTG 214

Ad10A4099 Aradu.A10 4099 p3 (TTA)7 21 14737945 14737965 CTTCTGGTTACTCCCCTCCC AATCAACATTGCAGCCAACA 220

Ad10A4100 Aradu.A10 4100 p3 (TTA)5 15 14738147 14738161 TGTTGGCTGCAATGTTGATT GAACGACTTGCGTTTTGGAT 223

Ad10A4101 Aradu.A10 4101 p3 (CAA)6 18 14738272 14738289 TGTTGGCTGCAATGTTGATT GAACGACTTGCGTTTTGGAT 223

Ad10A4102 Aradu.A10 4102 p2 (TA)6 12 14745774 14745785 CCACATATTCATGCATCCCA GGGTTGAGAATTGGGTGTTG 264

Ad10A4103 Aradu.A10 4103 c (TCA)5ccatcc(TCA)536 14764943 14764978 GCAACAGTGTGAGCCCATAA TCAAGCTTGGCTTCAATCCT 263

Ad10A4104 Aradu.A10 4104 p3 (TTG)5 15 14765150 14765164 GCAAACCAGGAAGGATTGAA CAAGATGAAAGGCAAGCACA 214

Ad10A4107 Aradu.A10 4107 p2 (AT)8 16 14780939 14780954 TCAAATCAGATGTTTTGGCCT CATCATTTTGATGGAAACTGATTTA 206

Ad10A4110 Aradu.A10 4110 p3 (ATC)5 15 14785916 14785930 GTGCTGCCAAAATGGCTAAT AATTTCGATGATCACTTTATTGC 279

Ad10A4113 Aradu.A10 4113 p3 (TTA)16 48 14795736 14795783 CGCAGTAAATTAAAATTGTATTCCTC TTCTTGAGTTTTATTTCCTATGCATTT 251

Ad10A4114 Aradu.A10 4114 p2 (TC)19 38 14798446 14798483 TGGCACATCCTTTACCATCA AGCAGGAGGCAACAGTTGAG 272

Ad10A4116 Aradu.A10 4116 p2 (AG)6 12 14807639 14807650 AAGCGAAACATCATCAGTAGCA TCATTTGGCTATCTGCAACG 214

Ad10A4118 Aradu.A10 4118 p2 (TA)13 26 14816368 14816393 CACGCAAGATGCCTTCTGTA TCCGTAAAAGATAAAAACGCTGA 170

Ad10A4120 Aradu.A10 4120 p2 (GT)7 14 14819308 14819321 GCGCCTCCTTCTCTTTCTCT ATTTTCGAATTTTCGAGGGC 197
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Ad10A4122 Aradu.A10 4122 p2 (TC)15 30 14827524 14827553 TCTTCTCATCAACGTCGCAC TATCTCGCCACCTCTGCTTT 200

Ad10A4123 Aradu.A10 4123 p2 (CA)6 12 14828886 14828897 TTTGCCACTCTTCTTGGGTC TTGAGTGGGTGGTTGAAATG 245

Ad10A4128 Aradu.A10 4128 p2 (AC)9 18 14849640 14849657 CAACCCACCCACTTAGAAGC CTTCCTTTCCCTCTCTGCCT 124

Ad10A4130 Aradu.A10 4130 p2 (GA)6 12 14861472 14861483 TCGTGACACCTCTGCTTGTC GAAGCCCCTTCTCCTTCATT 215

Ad10A4131 Aradu.A10 4131 p3 (ATG)6 18 14864667 14864684 TGACTCCAACTTAAGGCCCA TGCTACCACCATCAACCACT 273

Ad10A4133 Aradu.A10 4133 c (AG)6gggcagagagatata(AG)639 14882822 14882860 ACGATAGGAAAAGGGAGGGA TGTGGCCCCATCTCTATCTC 128

Ad10A4134 Aradu.A10 4134 p2 (GA)22 44 14883082 14883125 GATAGAGATGGGGCCACAGA CCATCGCTGTCTGTCTTTCA 270

Ad10A4135 Aradu.A10 4135 p2 (GA)7 14 14883239 14883252 TGAAAGACAGACAGCGATGG TAGCGGTTCAATTATTCGGG 205

Ad10A4140 Aradu.A10 4140 p2 (AG)6 12 14899424 14899435 CGGAAAAGCACACCAAACTT TAAAAACATGTTCGGCCTCC 122

Ad10A4145 Aradu.A10 4145 p2 (AT)6 12 14940373 14940384 TCAGCTTGCATAACCCACAA TTTAAACGCAAATTGCTTGC 226

Ad10A4146 Aradu.A10 4146 p3 (TTA)8 24 14941197 14941220 TTCTGTAGAAGCCACCACCC ACACTGGTTCATCAGGAGGG 198

Ad10A4147 Aradu.A10 4147 p2 (TC)7 14 14943568 14943581 TCTCAAGTTCTTCCCTCCCC ATGTGCAAGACGATGACGAG 117

Ad10A4149 Aradu.A10 4149 p3 (AGA)6 18 14966619 14966636 CGGTCTTAGGTGCCATTGAT CTTCTTCTCCCACATAGCCG 170

Ad10A4155 Aradu.A10 4155 p3 (AGA)5 15 15007517 15007531 AATGCAGAATAGAGCGGGTG CCATTGAAAGCATGCCTATTT 231

Ad10A4160 Aradu.A10 4160 c (TA)6aaagtgagcttgaaataattttcttccctatctttttta(T)1061 15062021 15062081 ACCAATTTTCGGTTTGGTTG TTTTGTGCATCCTCACTTGC 262

Ad10A4161 Aradu.A10 4161 p4 (ATAG)5 20 15065477 15065496 CCTTCCCTTCAAAGCCTACC TGCCAGTTACTATGCCCCTC 203

Ad10A4165 Aradu.A10 4165 p2 (AG)8 16 15091479 15091494 AGGAACATTGAACCTGAATCG TTTTGGCCCAGAGGACATAG 221

Ad10A4167 Aradu.A10 4167 p3 (TTC)6 18 15105943 15105960 TAACCACTCACATCCGTCCA CTAGAGGTTTCTCCGGCCTT 275

Ad10A4169 Aradu.A10 4169 p4 (TATT)5 20 15117160 15117179 AGGGTCAAAGCTGAAAGCAA TTTCCAACGTCTTAATGCCC 273

Ad10A4171 Aradu.A10 4171 p2 (TA)7 14 15124908 15124921 CCATGCTGAGAACCTCCAGT TAACAAGCTCCGACTCGACC 219

Ad10A4173 Aradu.A10 4173 p3 (TTC)6 18 15153147 15153164 TCCCCATAAACCCCTCCTAC TCGAGCAAGGGAAGAAAGAA 209

Ad10A4175 Aradu.A10 4175 p4 (GAAT)6 24 15159490 15159513 CTGGGTAAGAGGTGAGACCG TTACATTTTCGGCTTGGAGC 227

Ad10A4176 Aradu.A10 4176 c (TG)6ttta(TG)27 70 15160416 15160485 TCTTTCCATCTCCATGGCTC CCCTCCCTCTCTCCATTCAT 275

Ad10A4192 Aradu.A10 4192 p3 (AGG)7 21 15224658 15224678 GTAGCTGGAGCTGGAGGTTG ATAATTTGCAATGGCCTCCA 211

Ad10A4193 Aradu.A10 4193 p3 (CTT)5 15 15227932 15227946 GGGGTTATCGAAATGGGATT ACCAGCCCAAATTCTTCCTT 269

Ad10A4196 Aradu.A10 4196 p2 (TA)6 12 15233610 15233621 AACAAATGCAATTCTCTCTCTCTTT TAGGAGGTAACAATTGCGGC 253

Ad10A4197 Aradu.A10 4197 c (T)11cgaaa(T)10 26 15236954 15236979 GCACACTCTTTTTGCCTTGG TCCGAATGAATGCTTGAACA 231

Ad10A4202 Aradu.A10 4202 p3 (TTC)5 15 15268232 15268246 TTTCACCAACTGTTTGTCGC GGACCAAACGAGCTCCAGTA 261

Ad10A4203 Aradu.A10 4203 c (GTA)5(GCA)5 30 15268353 15268382 ATTTTCATATGCCGCTTGCT AACGAGTTGAATTTGGGTGG 169

Ad10A4205 Aradu.A10 4205 c (T)10atgttttttttgtcttacctataaaatgaattgtgagagatcacattttatcatttcaagtg(A)1082 15272428 15272509 AAGAATTATGAAGTTGGGGGA TCGGGAATTCGATTCTCTCA 176

Ad10A4210 Aradu.A10 4210 p3 (CTT)7 21 15280050 15280070 TTCCTTTTCCTCCTCCTCCT TCCTTCTTTTTCTTCGCGTG 235

Ad10A4211 Aradu.A10 4211 p3 (AGG)6 18 15282427 15282444 CGACAAGGATGAAACACGAG CACATGAAATCATGCCGTTC 167

Ad10A4217 Aradu.A10 4217 p2 (TC)6 12 15297330 15297341 CAATCCAAGTGCACGCATAC ATAAGCGAAGCGTCAACACC 280

Ad10A4218 Aradu.A10 4218 c (AT)7acacccacacaa(AC)1148 15302403 15302450 GCATAAGATGGAAGGGGGTT GCTTGCGAATACGTCATGCT 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A4220 Aradu.A10 4220 p2 (GA)9 18 15306177 15306194 TGAATGGATTGTCATGCTCC TGATGAGTCGAATAGAATAAAAGCA 247

Ad10A4221 Aradu.A10 4221 c (T)10cttttttc(T)10 28 15307664 15307691 GGTCTGCGCACTACATTTCA TTTTTACTATAGTGCCGTTAGGACA 156

Ad10A4223 Aradu.A10 4223 c (TC)14aagaaaat(TC)1158 15313632 15313689 TTTACGGCATGAGGTAAGGC CCATCATCTCGTTATCATTACTGC 239

Ad10A4225 Aradu.A10 4225 p2 (TA)9 18 15315461 15315478 GGACATTAATAATCCGAAAACATCA TGACAGTCACAGGTCAAAAGAAA 240

Ad10A4230 Aradu.A10 4230 p2 (TA)6 12 15338678 15338689 AAATGCGAGATTACGCAAGG TTGGCATCTCCCTGGTTTAG 272

Ad10A4231 Aradu.A10 4231 c (T)14cgaaagtaaaattaaaataaatctaataaaaaataataagtaaaaattcaatcataatttcatctc(A)1292 15346015 15346106 GCGTTTGGTAGGCTGACAGA TTTTTCCAGTAATTCGAAATCAGA 228

Ad10A4232 Aradu.A10 4232 p2 (TA)17 34 15382613 15382646 CTTAATTCCCAACCCTTGCC GGGATTTTGGTTGAAATATGC 168

Ad10A4233 Aradu.A10 4233 p5 (TTAGT)7 35 15384685 15384719 CCTTCATCTCCCATTCCCTT CAAATCATCGGCAACAAACA 275

Ad10A4235 Aradu.A10 4235 p5 (AAGAT)5 25 15410913 15410937 AGTCGACAGAAAAGCCCAAA CCTGGGTGCTCCAGTGTATT 205

Ad10A4238 Aradu.A10 4238 p2 (TC)6 12 15440763 15440774 TCCACAAAAATCAAAAATACTGACA ATGATGTGGTTGTCCCGACT 264

Ad10A4241 Aradu.A10 4241 p2 (TA)6 12 15442842 15442853 CGGTTCGAATTAGTGGGAGA CTTCCAGCCTGAGCTTCATC 252

Ad10A4242 Aradu.A10 4242 c (T)15gtaactatttcttcacttattcacattttaaacattgaagggagctcctgtaattg(A)1182 15480313 15480394 TTTTCGTAATCCCACATGCT ATTAATGTTGATTTTTGAACGATG 279

Ad10A4243 Aradu.A10 4243 p2 (TA)6 12 15487359 15487370 TGGTTAGGTTCTCAACCTCCT CAAACCAATCACAACACTTCAAA 257

Ad10A4244 Aradu.A10 4244 p3 (AAT)9 27 15488177 15488203 CAATCACAATGTTATAATCTCGTTCA TGCTTGACTCTAAATTGTCACCTG 167

Ad10A4245 Aradu.A10 4245 p2 (CA)6 12 15496304 15496315 CCCATTCATGACCCCACTTA ATGACCGCATGGCTAAAAAC 216

Ad10A4248 Aradu.A10 4248 p3 (TTA)5 15 15520596 15520610 CGCAATCTTTTCCATTCCAT ATTCAAGGATGGACCACGAG 251

Ad10A4249 Aradu.A10 4249 p3 (ATT)10 30 15521665 15521694 CTTCTTTCCACCATTCTCGC ATGGCATCGTTCCTGAAAAA 276

Ad10A4251 Aradu.A10 4251 p3 (CTC)6 18 15524222 15524239 CGTCAAAATTAAGAAATTTTTATGTCA GAAGCAGCAGAAGAGGGAGA 268

Ad10A4257 Aradu.A10 4257 p2 (TA)6 12 15533410 15533421 TTTAGTCATTTTGGGCCTGC TGATTAATGGATAATTTGATAGCTGA 254

Ad10A4258 Aradu.A10 4258 c (ATT)14tggtaaaaattattattattatcgctatggctagtgttactcttccagtaaatgccacttttttctagctcaacagatttc(T)14137 15534290 15534426 CCTCCACAAAAATTATCACACTCA TCCAAGAAAGAGGATTTTGGAT 260

Ad10A4260 Aradu.A10 4260 c (TTA)6ttgcatgaccatcattactattgctagtattattattactattattaactataaagcataaaaaataaaaggttatttatactttggaaagtttgc(ATT)17atatgcgcatg(TA)7190 15539033 15539222 TTGTTGTTATTATATTCACTATGTGCC CCTTAAGTAAATGGCTGCCG 265

Ad10A4266 Aradu.A10 4266 p3 (AAC)5 15 15563357 15563371 TACTTGCTGCCCACTCTCCT GAGTGAGGCCTCGAAGAATG 187

Ad10A4267 Aradu.A10 4267 c (TTCT)7tttgttttatatatttttttaaatttttactattgaaaaagaggactaaaattctag(A)1095 15574731 15574825 TGCTTCAAAAATAAAGCACACAA TCGGGAGCTTATATCAAACACA 279

Ad10A4268 Aradu.A10 4268 p2 (TA)9 18 15578528 15578545 TCGATCTTCTTGAATTGTGTTTG TTCGACAACACCACCAGAAA 268

Ad10A4271 Aradu.A10 4271 c (A)10ttggtatagggacctaaataaaaagaaaaaaaaatgtaggaacccaattaaaaaaaattttggtgcaaggactcaatt(A)1098 15583507 15583604 AATTGGCTTAATTTTAGAGGGAC TGTTGGTCCCTATAGTTTCGTG 173

Ad10A4272 Aradu.A10 4272 p2 (CA)6 12 15587489 15587500 CATACAATTGGACGAGTTATTTGC TATCGCGCATGTGTCTTGTT 277

Ad10A4274 Aradu.A10 4274 p2 (TA)7 14 15591705 15591718 TTTTGTGAATACCGTGCATTG AATTGCTCTTGCGATATGCC 232

Ad10A4276 Aradu.A10 4276 c (TC)7tttct(TC)20 59 15596442 15596500 CTCTCGCAGTCGTAGCACAG CATTGCTGTCTACCGCAGAA 135

Ad10A4282 Aradu.A10 4282 p3 (TCT)7 21 15620703 15620723 ATCTCTTTCCCACCCAAACC TTAGAATGTTGCTCGCCCTC 124

Ad10A4285 Aradu.A10 4285 p2 (AG)6 12 15655199 15655210 GATTCTAGGCCGCATTTCAA AGCCAATTGGGCAACATAAA 279

Ad10A4286 Aradu.A10 4286 p2 (AG)6 12 15658496 15658507 TCCAAGAGCAAGATGATCCC TTCATTGCTTGATCCAGGTG 267

Ad10A4289 Aradu.A10 4289 p5 (TTATC)5 25 15693661 15693685 GCTGATTCCTTCGTCTCTGG GCGGTTCCCTTGAAGATACA 229

Ad10A4292 Aradu.A10 4292 p2 (TA)8 16 15733358 15733373 GGATCCTTTTACCCTTGCCT TCTTGATGTGGTGGCATTGT 252

Ad10A4295 Aradu.A10 4295 p3 (TTG)5 15 15765148 15765162 TGGCATCGTTTGATTCATGT AGGTACTGGCGTGCCTATTG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A4296 Aradu.A10 4296 p3 (TAA)7 21 15766223 15766243 TAATCGTGGCTCGTCACAAA CCTTTTTATGCATTGATGTGAA 233

Ad10A4298 Aradu.A10 4298 p3 (TCT)6 18 15779619 15779636 TCCCACATAGCCGAACCTAC ACCACTGAGCTATGACGGCT 249

Ad10A4299 Aradu.A10 4299 p2 (AG)6 12 15795052 15795063 AAAACGAGGAAGCCACTGAA ACCCTTTTCCTTTTCCCAAA 234

Ad10A4304 Aradu.A10 4304 c (T)11cttttcaactcatggc(T)1037 15819218 15819254 GGGGAATTTTTCATTCTCTCC TGTGTGTTTTCTTTTGGTATTTGG 252

Ad10A4305 Aradu.A10 4305 p3 (ACC)6 18 15820900 15820917 GATGCATGCGTACGAAGAGA TGTGTGAAGGCTCCTGAATG 211

Ad10A4308 Aradu.A10 4308 p3 (TGG)6 18 15834143 15834160 TAGTAGTGCTGGTTGTGGCG CCAAAAGCAACGTGGAGATA 268

Ad10A4309 Aradu.A10 4309 p2 (CT)7 14 15839939 15839952 CTTTTTACTCTGCGCGCTTC GATTAGAGGAATTGGCTTGGC 280

Ad10A4312 Aradu.A10 4312 p3 (TCA)5 15 15865301 15865315 CCACCCACATTACCATTTCA AATCGGCCAAGGTATGGTTT 235

Ad10A4314 Aradu.A10 4314 c (T)10cttttcttttcttttgtttttctcattttcacttttatttctcttcttttttttcatttc(T)1080 15872191 15872270 TTTGGGGTATTTTGTCCCCT GGATGGGGTAAAAGGGGTAG 241

Ad10A4316 Aradu.A10 4316 p2 (TC)8 16 15890734 15890749 TACTGCAGGGCACCAGTTTA AGTATGTGCATATTTTATGATTCATGT 249

Ad10A4318 Aradu.A10 4318 p3 (CTC)6 18 15894607 15894624 CCAACGTTACTCTTCGCGTT TGGCACCAAAGAAAATCAGA 253

Ad10A4319 Aradu.A10 4319 p3 (AGA)6 18 15895141 15895158 GAAGAAGGAAGAGGAGGAGGA CTTCGAACGAAGCACACAGA 100

Ad10A4323 Aradu.A10 4323 p3 (TGA)5 15 15898421 15898435 AACCACCACGTGCACATTTA AAAGCTCATCATGTGTCACCA 271

Ad10A4324 Aradu.A10 4324 p2 (CT)9 18 15899100 15899117 TGAATGCCTCTAGATCCGAAA TCCCTAGAGCAAGGTACAGCA 124

Ad10A4325 Aradu.A10 4325 c (TA)6(TG)6 24 15899483 15899506 CGCCTACAGACGATAAATTCG AAACATTTGTAAGCACCGTAACAA 261

Ad10A4326 Aradu.A10 4326 c (A)10taaattagacaaaagttagacactatactatactatagacattatagaatccatc(AT)10tagtatatattttatattaatatttaatttaatttaatga(T)10135 15899716 15899850 CGCGAATTCGAATCTCCTAT TTGATGCACAAAACAAAAGC 207

Ad10A4327 Aradu.A10 4327 p2 (TA)6 12 15908849 15908860 CCTGCTGGATTGTAGATCCC AATCCAAAACAACTTGTGCAG 251

Ad10A4332 Aradu.A10 4332 p3 (GAA)6 18 15931761 15931778 TCTCCAATTTGAACTTGCCC ACTCCATCAACGCAACCTTC 234

Ad10A4337 Aradu.A10 4337 c (A)10ccttttaagcttttcaaatgtgcataatcaataatttacaaatataacccatataggggt(TAA)13109 15947290 15947398 CTTAAACGGGACTGCTCCTC GCGTGCAGTGAAATTACAGG 273

Ad10A4339 Aradu.A10 4339 p3 (TGA)5 15 15957006 15957020 TTGTTCCTTCAAGGGTTGAG CTGCTGTTCCAGCAAAACAA 167

Ad10A4340 Aradu.A10 4340 p2 (AG)10 20 15962805 15962824 CCAGTTTTCGACCCAAAAGA CATTGAACCTGGAATGGAGAA 208

Ad10A4341 Aradu.A10 4341 p2 (AG)22 44 15964172 15964215 TGTGGAGAAATTGGGATTGA ACTTAGGGCATTTTGTCCCC 264

Ad10A4344 Aradu.A10 4344 p3 (CAT)5 15 16012247 16012261 AAACGAGCCTCCAGTGAAGA TTGTTCTTTCAAGGGTTGAGTG 236

Ad10A4345 Aradu.A10 4345 c (T)11aagg(A)10 25 16019836 16019860 CATCCAGCACAACCATTGAC TGCATCTGCATGCTCTTTTC 248

Ad10A4348 Aradu.A10 4348 p3 (TAT)5 15 16028347 16028361 CCACCAATTGAATCAGTGACC AAAATTGGTGAATTGTGAATGA 252

Ad10A4356 Aradu.A10 4356 p3 (TAT)7 21 16062836 16062856 CGAACACGGTAACTCAGCAA GTTTTACTCCGCCGTCACAT 216

Ad10A4358 Aradu.A10 4358 p4 (GAAT)9 36 16064195 16064230 TGGATTTAACCGTTGAGTTGG TGTATACATCTCATTCTCCTTCCTC 150

Ad10A4361 Aradu.A10 4361 p2 (AT)8 16 16085614 16085629 CGAACCATGTGATTTGTTGC AAAATGAAATGGGCTGGTCA 221

Ad10A4365 Aradu.A10 4365 p2 (AT)6 12 16099737 16099748 TGCTCAGTAATCTGGTGGCA TGGGTGTTTATGGCTGGAAT 280

Ad10A4367 Aradu.A10 4367 p3 (AGA)5 15 16102291 16102305 TGACGACGACAATAACAAAAGAA GCCACACTACTAGCAGAGTCAAAA 274

Ad10A4371 Aradu.A10 4371 c (A)10ttttcg(A)10 26 16140279 16140304 GAATGAATGCTTGAACAGTGC CACACTCTTGTTGCCTTGGA 257

Ad10A4373 Aradu.A10 4373 p2 (AT)11 22 16143526 16143547 TTTTGTCGCTATCATTCTTTTTCTT TGCAAATTCTTTCATTATGTTGAT 221

Ad10A4374 Aradu.A10 4374 p2 (AT)8 16 16146949 16146964 TTGGTTGGTTTCATCTTGAATG TGGATATTGGCATGTTGCAT 136

Ad10A4377 Aradu.A10 4377 c (ATG)6ataacatt(AAC)19aataata(ATC)9117 16153947 16154063 TGCGACAACAGTAGTGGAGG TGCACCGAAATTTCCTGAAT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A4379 Aradu.A10 4379 p3 (ACT)5 15 16166389 16166403 CAGAATTCTCTCATTTCCCCC GATGCCAAATGTTGTTGTGC 113

Ad10A4380 Aradu.A10 4380 p2 (TC)18 36 16171671 16171706 GGAATCTACAACCTTCGCCA GGAACCAGAAGAGCAACGAG 250

Ad10A4383 Aradu.A10 4383 p3 (AAT)6 18 16186745 16186762 TGCATCATTATAACAACCCAAAA AACGAGTCCATAAGGAGGTGAA 192

Ad10A4388 Aradu.A10 4388 p2 (AC)6 12 16210339 16210350 GCAGAAAATAAAACAGGCCC AGTTGTCCAGCCTTCTTGGA 119

Ad10A4389 Aradu.A10 4389 p2 (CT)6 12 16210963 16210974 TGTTTGGAATCCACGATCAA TCTCTTGCTCAATCCTTGGC 260

Ad10A4391 Aradu.A10 4391 p3 (AAG)5 15 16252415 16252429 GAATGTAAATTCATCCTCTTCCAAA TCTTCCTCCTCCTCATCTTCTG 221

Ad10A4392 Aradu.A10 4392 p3 (AAG)5 15 16252789 16252803 CCAAGTAATTTTGCAGCATTGT TCTTCATCTTCCTCCTCTTCATC 203

Ad10A4393 Aradu.A10 4393 p3 (AAG)6 18 16253151 16253168 AAAAATATTTCCTTCAATGCTGC TCTCCCTCCTTCTCATCTTCTG 259

Ad10A4398 Aradu.A10 4398 p3 (ATA)8 24 16272047 16272070 TGTTGGGTGCAATAATGGAA GCGGTATCCACCAATACACA 219

Ad10A4399 Aradu.A10 4399 c (AAT)6c(ATA)11 52 16279436 16279487 ACCCACCTAGCATCATTTGC TGTAGTTGCCGCGTCTAAAG 266

Ad10A4400 Aradu.A10 4400 p2 (TA)6 12 16285628 16285639 TTGCAAAGCATGATGAACAAT ACAACCCTTTCATAACTTTCACA 206

Ad10A4405 Aradu.A10 4405 p2 (TA)6 12 16299706 16299717 TTGCTGCTTAATTATTATTGTTGC GCACATTTGCAGATCGGATA 170

Ad10A4410 Aradu.A10 4410 p2 (TA)6 12 16303420 16303431 GCATGGATGGTGGGAATTTA TTTCGACCTAGCATTGGCTT 190

Ad10A4411 Aradu.A10 4411 p3 (TCT)7 21 16306267 16306287 TATAAACACGCCGTTTCACG GGAGGAGAAAGAAAAGGCAA 249

Ad10A4414 Aradu.A10 4414 p3 (TCT)5 15 16323156 16323170 TGCACAATTTTACTGCACCG CACCCAAAGGACACTTTATGC 273

Ad10A4415 Aradu.A10 4415 c* (GGA)5agaagaagaaggagaagaagaggaagaggaagaggaagaggaagatgagttgctcataatctacggtgagt(GAA)7gaggaagaggaagaggaaaaggaagatgaagatgagttgttcataattcacagtgagt(GAA)5(GAAGAG)8*225 16324054 16324278 TGAAAAGGCAAAGAGAATAACGA CACCGTGAATTATGAACGACTC 280

Ad10A4416 Aradu.A10 4416 p2 (AT)7 14 16325639 16325652 TTCAAACAACACTTCACCCAA TAGCCCCGCTTAGAGAACAA 256

Ad10A4420 Aradu.A10 4420 p2 (TA)6 12 16372324 16372335 CCACCGGATACATAAATGCC TGAAAAAGAAAGCTTGCGAA 192

Ad10A4424 Aradu.A10 4424 c (T)12ggagagagcttactttcattttgaattttcatccttagtcacttgagagcactttccatttttc(T)1288 16461922 16462009 TTCACCAAATCAAAAAGCCC GAAAACAAAACGAGCAGAGGA 237

Ad10A4429 Aradu.A10 4429 c (T)10agtttttctcgttc(T)1135 16497282 16497316 TCACTTTGTTTGTAATTTTCTCATATC TCGATCTAATCATGCCTTGAAA 280

Ad10A4431 Aradu.A10 4431 p2 (GA)6 12 16517801 16517812 TGGAGGAATGAAGGGAACAC CCTGAAACTCAGAAGAAATTGTACG 176

Ad10A4435 Aradu.A10 4435 p3 (TAA)15 45 16538787 16538831 CTGCTCAAGCATCCGTGTTA TGCTCATCCAAGATTTCTTCC 225

Ad10A4440 Aradu.A10 4440 p2 (AT)7 14 16554036 16554049 CGAGCTGGACGTGATACAAG AAGGCTGCAACGTATCCTTC 193

Ad10A4441 Aradu.A10 4441 p2 (TG)6 12 16556461 16556472 TTCTGGGTTTCCTTGTCTGG TTGGTCAAGTGGATTGGACA 216

Ad10A4443 Aradu.A10 4443 p3 (ATT)6 18 16560912 16560929 TATATAGGGGCACTGTGGGC TGTGCATTCAACCTTCCAAA 219

Ad10A4444 Aradu.A10 4444 p2 (TA)6 12 16561145 16561156 TTTGGAAGGTTGAATGCACA ATTTCTTGGCGAAAATGCAG 250

Ad10A4448 Aradu.A10 4448 p3 (TTA)15 45 16563745 16563789 TCTCATTCTCAACGCACTGTC TCCTGCAAAGGAGGAAGAGA 280

Ad10A4450 Aradu.A10 4450 p2 (TA)7 14 16567047 16567060 TTTAGAGCAACTCCAACGGT TACTAATGGGTTGGACCGGA 275

Ad10A4451 Aradu.A10 4451 p3 (TGA)5 15 16570427 16570441 CGAGGAGAAAGTTGCCTGTC GGAGGCTGCTGTTGGAATAA 172

Ad10A4452 Aradu.A10 4452 c (GC)7(AC)15 44 16576687 16576730 CACACACCCATATGAACCACA ATAAGGTGATGCAGGGGTTG 233

Ad10A4455 Aradu.A10 4455 p3 (ATC)5 15 16594553 16594567 AGGCTTCGAAACAGGAGAGA GAAACTAGCAGTGGGGCAAG 202

Ad10A4456 Aradu.A10 4456 p2 (TA)8 16 16594743 16594758 CTTGCCCCACTGCTAGTTTC GCATAAAGAGGGGGTTGATG 229

Ad10A4459 Aradu.A10 4459 p2 (TC)10 20 16598460 16598479 GTTGTGATTTGGGAATGCCT TGTGAGAAGGGTAGGATGGC 108

Ad10A4468 Aradu.A10 4468 c (TC)8tt(TC)9 36 16619873 16619908 GTGAGGCCTAACCCTCTTCC TCTTGGCCTTATCGGATGAC 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A4470 Aradu.A10 4470 c (AAC)11(AAT)5 48 16622630 16622677 CGTACTTGCAATCAAACATAATCC CAAAATCGAGGTTAATGGCG 229

Ad10A4473 Aradu.A10 4473 p3 (GTT)5 15 16634519 16634533 AGAGACCCGAGAATTGGGTT AACACCGTTGAACACCATGA 251

Ad10A4477 Aradu.A10 4477 p2 (AG)6 12 16639657 16639668 GGAGAGAGGGGGAGAGAGAA CTGTCGAATTTGGTTTTCCG 261

Ad10A4478 Aradu.A10 4478 p3 (ATA)15 45 16641976 16642020 TGCCAATAAAGTTGGAAAACTG TTAGGCAGCATACATGCGAT 251

Ad10A4479 Aradu.A10 4479 p3 (TTA)5 15 16642148 16642162 ATCGCATGTATGCTGCCTAA AAACGCGTACAGATCAGCAA 184

Ad10A4481 Aradu.A10 4481 p2 (TA)9 18 16642633 16642650 ATGAATTAATGCCAGCCTGC ATTAGCATCGTGCATGTGAA 252

Ad10A4482 Aradu.A10 4482 p3 (TAT)6 18 16645730 16645747 TTTGCACTTTAATTTGGACAGC GTTGCTGGCAGAGAACGAAT 256

Ad10A4483 Aradu.A10 4483 p2 (CT)6 12 16656504 16656515 GCGAGCTCTCTCTTCCCTCT TTGCTTACTGTTACACGCCG 201

Ad10A4485 Aradu.A10 4485 p3 (TTC)10 30 16659124 16659153 TACCCTCTCCCCTCTCCCTA CCCTCGAGCAAGAGAAGAAA 166

Ad10A4487 Aradu.A10 4487 p2 (GC)6 12 16666834 16666845 TGGTGTTTGGAAGTGTTGGA GTGCCTTTGGCAAAAACCTA 240

Ad10A4488 Aradu.A10 4488 p2 (AT)7 14 16678485 16678498 AATTCTTTCAATAGAGTTATCTCCCTC AGAAATGTAATCGACAAACAAAAA 235

Ad10A4491 Aradu.A10 4491 c (T)14ggagtcatgaaacacggattattaaacttgttgcattatatttttgagcccctgaaattgtcccaagagacttcgttttatta(TAT)5112 16699413 16699524 CCTTACTAAAAATGAACACAAGTTGG CCAACGATTGTCAAATGTGC 228

Ad10A4494 Aradu.A10 4494 p3 (TTA)5 15 16700954 16700968 TGTTTCTCATGCTTTGCACTG CAATTTAGTGTTTGTCGTTGGC 280

Ad10A4496 Aradu.A10 4496 p2 (TA)7 14 16701818 16701831 CAACAATGCACCACACTTCC AGAAAGTGCGACTCACACCC 197

Ad10A4497 Aradu.A10 4497 p4 (AAAT)5 20 16704625 16704644 TGGATCAAATCGGCACACTA GCCAGATGACTCCTCCACAT 201

Ad10A4498 Aradu.A10 4498 p4 (TTTA)5 20 16708551 16708570 GTGTTCACCTCAGGGTCGTT ATAAAGCGTGCTTGCGTCTT 277

Ad10A4500 Aradu.A10 4500 p3 (CAA)8 24 16709824 16709847 TGTCAGAATGGAATTTGGCTC GTATGCTGTTCATGGCCCTT 152

Ad10A4501 Aradu.A10 4501 p3 (AAT)5 15 16710707 16710721 CGTCCGCAAAACGAAAGATA TTGGATCATCTTTAATGGATAATTTTT 276

Ad10A4502 Aradu.A10 4502 p3 (TTA)5 15 16711670 16711684 CAAACGAACCCTTTACTGCC CATTGATCTTTTGCCTGGAA 204

Ad10A4503 Aradu.A10 4503 p4 (TACA)8 32 16714680 16714711 GGGTTAATAAGGGAGCAGCC GAGGGTTTCCATGCAGTGTT 279

Ad10A4505 Aradu.A10 4505 p3 (TTA)6 18 16742545 16742562 CCCCTCCTAACACCGATACA CCTTATCCCTCTCTGGGCTT 135

Ad10A4507 Aradu.A10 4507 c (T)10agcatccaaaaaatatttagactcacaataaggtttgg(T)1058 16749838 16749895 GGCATAGGGGAAGAAGGAAC TCATAGCCAATTCAATCCGTC 267

Ad10A4508 Aradu.A10 4508 p4 (ATTA)5 20 16759081 16759100 AAATTCAAACGGGCACTGAA TCACTGCAGTCATCTTCATAACC 200

Ad10A4512 Aradu.A10 4512 p3 (TCC)6 18 16767494 16767511 AATGGCTTTTGCAGAAATGG GGGGATGGAAGAGAAGAAGC 210

Ad10A4513 Aradu.A10 4513 p2 (AT)7 14 16789107 16789120 CATTTGTAATACTGAAAAATTCGAAAA CATGCATGCAAAAATTACGG 276

Ad10A4514 Aradu.A10 4514 p3 (AAG)6 18 16792543 16792560 CTGGATCCAAATGAACCTCAA CCCTAACCAAGTCCAACCAA 275

Ad10A4528 Aradu.A10 4528 p2 (AG)6 12 16929611 16929622 CAATTGGGCAACATCAATCA CGGCCCATAGAACACAGATT 261

Ad10A4530 Aradu.A10 4530 p2 (GA)8 16 16940470 16940485 GAGTTAGTGGTGGTGGTGGC CACGAAAGTTGAAAACGCTG 277

Ad10A4534 Aradu.A10 4534 p3 (AGA)5 15 16944714 16944728 GTGAAGAATTTGGGCTTGGA CGGAACCTGAACCTTAACCA 207

Ad10A4536 Aradu.A10 4536 p3 (TCT)5 15 16954699 16954713 CCTCCCTCCATTCAAATTCA TGTTTTGCAGCGAAGAAATG 130

Ad10A4538 Aradu.A10 4538 p2 (TC)6 12 16959351 16959362 CTTGCTCCAGCTTTTCCAGT CGAAGAACAAAGTGTTGGCA 253

Ad10A4539 Aradu.A10 4539 p3 (TTC)5 15 16961953 16961967 TTGGTCTTGGCACTGTCTTG CTTGCCGGTTAGTTTGTGGT 187

Ad10A4540 Aradu.A10 4540 p4 (ATTT)5 20 16963765 16963784 GGATGTCATTGTCATTCGGA GGACTCAAAGAGAGTCCCCC 230

Ad10A4541 Aradu.A10 4541 p4 (TTAT)5 20 16964109 16964128 ACGCACTTGGTCTCGACTCT CCTTGAAGCAAAAGAAACAGC 201
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Ad10A4543 Aradu.A10 4543 c (AAT)9(ATT)14 69 16976493 16976561 TGTTCTTGATTCTATGACGACGA TGATTAAATTAGAACGGTTGTTGTTG 215

Ad10A4544 Aradu.A10 4544 p2 (AG)7 14 16980273 16980286 TGGAGAGACAGAGAGCACGA TAGTCCCACTGCTCCTTGCT 184

Ad10A4545 Aradu.A10 4545 p3 (AAC)6 18 16981089 16981106 GACCTGGCTGATAAGGATGC CTGTGTAACCGACCCCACTT 278

Ad10A4546 Aradu.A10 4546 p2 (TA)6 12 16982810 16982821 CTTGACCCAAAACCTCTCCA TAGGCATGAAGGAAGGAGGA 122

Ad10A4548 Aradu.A10 4548 p3 (CAC)5 15 17015362 17015376 TTCTAAAGGTTTAAGGATGCAAAA GGAGGAGGATGGAAAAGAAGA 195

Ad10A4549 Aradu.A10 4549 p3 (CAT)17 51 17015487 17015537 CCACCACCACCACTTTCTCT CCAAAAATTCTTATGCCATTCA 274

Ad10A4551 Aradu.A10 4551 p3 (CTC)7 21 17016456 17016476 CCTCTTTCATCATCATCATCATCT TGACACATGTTCTTGTTAAGAGGG 216

Ad10A4561 Aradu.A10 4561 p3 (AGA)5 15 17032661 17032675 TGGCGCCGATACTAGTTCTT TCATTTTGGAGTTTCAGGGG 259

Ad10A4566 Aradu.A10 4566 p3 (CCA)5 15 17052917 17052931 CGTCGAGTGCATAGTGATCG AGTTGGACACGTAACTCCCG 253

Ad10A4568 Aradu.A10 4568 p3 (TCT)5 15 17093229 17093243 AAATCTTTCCCACCCAAACC GATTTCTCTGGCCTTAGGGG 275

Ad10A4571 Aradu.A10 4571 p3 (GAG)5 15 17103120 17103134 ATGACAATAGATCGGGTGGG AGGCCCAATTAGGTAGCGTT 269

Ad10A4573 Aradu.A10 4573 p3 (AGA)5 15 17112031 17112045 TTGCCTTCCCTTTTCCTTTT TCCTATAGCCGAACCCCTCT 197

Ad10A4574 Aradu.A10 4574 p3 (ATT)6 18 17114817 17114834 TGGAGATGCTTCTTCCATCA CAGGAGAAGGATATGGCAGC 106

Ad10A4576 Aradu.A10 4576 p2 (CT)6 12 17118416 17118427 AAATCACTCAACCGTCCAGC TTTTAGAGCTGAGGGAGGCA 143

Ad10A4577 Aradu.A10 4577 c (GAA)17a(AAG)1082 17134425 17134506 GCGAATAAAGGAGAGCAACG ACCTGAGAGTCGTACCACCG 198

Ad10A4578 Aradu.A10 4578 p3 (GAG)6 18 17138738 17138755 TCTTCCACCCATATTCGCTC CCCCCACACACTCGTTTATC 193

Ad10A4582 Aradu.A10 4582 p4 (ATAC)8 32 17153324 17153355 GAAGGGTCATGTGCATTGTG CGTCTGGGGTGAATTTGGTA 206

Ad10A4583 Aradu.A10 4583 p3 (GAA)5 15 17157957 17157971 CTGAAGGAACGGGAAGACAG CTTTCTCCTGCATCGACTCC 152

Ad10A4585 Aradu.A10 4585 c* (GAA)5(A)10* 23 17163291 17163313 GCAGAGTCCAACGCTTCTCT GAGCTTGAAGGAATTGGCAG 256

Ad10A4592 Aradu.A10 4592 p3 (TTC)6 18 17199676 17199693 AATGGAATTTGGCAATGGAA TGAAGAATGCGAGCAGAGAA 235

Ad10A4593 Aradu.A10 4593 p3 (CTC)12 36 17200075 17200110 TGGTGAACCGAAATCACAAA TGCAAGCAGAGAAGAAAAACA 183

Ad10A4594 Aradu.A10 4594 p3 (TTC)5 15 17200213 17200227 TTCTCCTCCTCCTCCTCCTC TGTAGCATGCAGCAATCATTC 268

Ad10A4595 Aradu.A10 4595 c (GAA)5ccacaaagctaattatgttgaagtcaatccagatccataacgaagaatgtgagtag(AGA)5acaagaaagaaaatacgagcagagaagaacggtgaagcctatagcgcaagcag(AGA)22205 17200883 17201087 TTCAATTCAAAAGTCCAGATCG TTCCTCAGTTCTTCTTCTTCTTTT 262

Ad10A4599 Aradu.A10 4599 p2 (TA)6 12 17211860 17211871 CATTAATAATCCGGAAAGACCAA TGACAGTCGCAAGTCAAAGG 224

Ad10A4600 Aradu.A10 4600 p2 (AT)10 20 17215834 17215853 AAGTGGGAGATTGTTGGGAA TCTTCTTCCAATGAAGACCATT 278

Ad10A4605 Aradu.A10 4605 p3 (TGG)5 15 17227563 17227577 CCTTTGTCATGGAGTCCAAA TTCTTTGTGTGCAGGGATTG 153

Ad10A4609 Aradu.A10 4609 p2 (AT)7 14 17261764 17261777 GTGAGATGAGCGATGACGAA CCCTCTTCAAGGGACCAGTT 214

Ad10A4610 Aradu.A10 4610 c (TC)7tt(TC)6 28 17262727 17262754 TTCATCTTCCCTGGGTTTTC GGCGAGTGTGACTGAGATGA 161

Ad10A4611 Aradu.A10 4611 p3 (CTT)5 15 17266554 17266568 GCATCAGAAAATTTGGCAGG CCTTGATCTTGAAGAAGAAACGA 105

Ad10A4612 Aradu.A10 4612 p2 (GA)9 18 17267470 17267487 TGTGACTGAGATGAGGCTCG CATCTGCTATCAATTTCGTGGA 240

Ad10A4614 Aradu.A10 4614 p3 (CAT)5 15 17269852 17269866 TGAAGTCCTCACACAAGTCG CGAAAGGAAGAACGGAATCA 260

Ad10A4616 Aradu.A10 4616 p2 (CT)7 14 17273313 17273326 TGATGGCTCTCTAGCATTCCT GAAAACAAATGGCAATGGCT 128

Ad10A4619 Aradu.A10 4619 p2 (TA)8 16 17281391 17281406 TCCAAAGAAATCGAACCCAG TCAAAAATTTGGAGATCGGG 266

Ad10A4621 Aradu.A10 4621 p4 (TATT)5 20 17295408 17295427 ATCCGATTCGATCCACACAT TCCGATCTGCATATCTACGG 280
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Ad10A4626 Aradu.A10 4626 p3 (GAT)5 15 17316190 17316204 GAACAGGGTAGAGCATCGGA ATATCTTTGGCCCCAAATCC 247

Ad10A4629 Aradu.A10 4629 p2 (GA)9 18 17339705 17339722 ATGTTGCAACGACGAATCTG AGAGACGGAATCACGGTCAC 206

Ad10A4632 Aradu.A10 4632 p3 (TCC)5 15 17347459 17347473 AAGCTGGTCCGAGCACTTTA GCGGAACAAACTTGAAGGAA 193

Ad10A4633 Aradu.A10 4633 p3 (GGT)7 21 17351162 17351182 TAAGATTGGGGTTCTGGGTG CCATTCTCTTTCCGTGCCTA 152

Ad10A4634 Aradu.A10 4634 p2 (TA)7 14 17354892 17354905 ACACCACTAGCCTTAAGCGG TTGGGGTAATTTTGTCCCCT 276

Ad10A4635 Aradu.A10 4635 p2 (AT)7 14 17355134 17355147 GGGGACAAAATTACCCCAAT TATATGCGCTCTAGTCGCCC 279

Ad10A4636 Aradu.A10 4636 p3 (GAT)7 21 17359158 17359178 CCTGTTGAGAACGGGAACAT CGCAACATCTCATCATCGAC 231

Ad10A4637 Aradu.A10 4637 p2 (TC)10 20 17359284 17359303 GTCGATGATGAGATGTTGCG GTTGGGCTGAGTCTGGTGAT 188

Ad10A4639 Aradu.A10 4639 p2 (TA)6 12 17370559 17370570 AAAAATATTTAAATCGCAAAAGGA TGTGTTTTCGGCCATTCATA 224

Ad10A4646 Aradu.A10 4646 p2 (TA)8 16 17391881 17391896 TCCCTTCAATTTCTAACTACACAA CATGCCCACTTGCATTATCA 231

Ad10A4648 Aradu.A10 4648 p2 (AT)7 14 17397071 17397084 TCACACTTGTGCCATAGCCT TCTGGGTTTGGACAACTTCC 232

Ad10A4649 Aradu.A10 4649 p2 (TA)6 12 17406472 17406483 CGTAGGAATCGACCAAGGAA CAGCCAAGAACCACAATTCA 269

Ad10A4653 Aradu.A10 4653 p3 (TAT)16 48 17416624 17416671 CCGGACCAACTTCATATCATT TGGCAAGTTGCATTGTTACC 124

Ad10A4656 Aradu.A10 4656 p2 (GA)6 12 17430181 17430192 CACTGGTTTTGTGTGTTCGAG ACCGTGCCAAGCCTTAAGTA 279

Ad10A4660 Aradu.A10 4660 p3 (TAA)6 18 17487942 17487959 CAGTGTCTCTGGTTTCACCG TACACAGCACCAAGGCAAAG 255

Ad10A4662 Aradu.A10 4662 p3 (ATC)6 18 17491198 17491215 CACTCACAACTTCTCCCTTCC GATGATGATGGTGGAGGAGG 254

Ad10A4668 Aradu.A10 4668 p3 (CAA)6 18 17503322 17503339 CAGAAGCAACCAAAGCATCA TCGCAGTTCAATGTCGTAGC 220

Ad10A4669 Aradu.A10 4669 p2 (TA)6 12 17503917 17503928 CCACCTCTTCCTTGGAAACA TCCCTAATGTAGAGGCCGAA 232

Ad10A4670 Aradu.A10 4670 p2 (AC)6 12 17505164 17505175 TGCCCCTAACCCTAATTTTTG GACGACTTCCAGGCATGATT 273

Ad10A4672 Aradu.A10 4672 p2 (CT)6 12 17540061 17540072 CCCATCCATGAAAACAAACC TTGGGGTAAGAACCGAGATG 213

Ad10A4681 Aradu.A10 4681 c (TTC)5att(ATC)6ttcttcttttcttattcatttttttcttcttcgtttaccttctcatgattcttcttattttactcccataacaagaataaaagc(A)10130 17566181 17566310 TGATAACTCAAAACTCCCCTCC AGGAGCATTGCTTTTCATGC 277

Ad10A4682 Aradu.A10 4682 p3 (AAG)5 15 17566468 17566482 AGCATGAAAAGCAATGCTCC TTGCTACAAAAGTACAAAAATGCC 117

Ad10A4685 Aradu.A10 4685 p2 (GA)6 12 17578108 17578119 TTTGGAGGAGATTGGAGGTG AAAGACGCGCGAAAATTAGA 219

Ad10A4687 Aradu.A10 4687 p2 (TA)10 20 17584105 17584124 TTCTTGGCACAATGGTGAAG ACACCCGCATTTGAATAAGC 226

Ad10A4689 Aradu.A10 4689 p3 (AAC)12 36 17591457 17591492 GAGCGGAGAGTAAAGGATTCAA TTTCATTTGCTGCGAAGTTG 270

Ad10A4690 Aradu.A10 4690 p2 (AC)8 16 17597370 17597385 CCCTTGGCCCAACTAAACTA AGCTGGAAATTCGAAGAGCA 271

Ad10A4691 Aradu.A10 4691 p2 (CT)8 16 17606968 17606983 CCACTTTAAGAATTTAGTCTTCGTTTG TTCTCCCCCTTCTCCGTAAC 213

Ad10A4692 Aradu.A10 4692 p3 (TTC)5 15 17609641 17609655 GCTGCTAGTTTCCTTCGGTG TATTGAGCCAGGTTGAAGGG 212

Ad10A4694 Aradu.A10 4694 p2 (TA)8 16 17614183 17614198 TTGCTCCTTAACAGCCATGA TTGCAGCCAACTAGCTATGAA 180

Ad10A4695 Aradu.A10 4695 p3 (ATA)13 39 17615163 17615201 TAATTGGCAAAAACGCTTGG ACTCTTAAGGGCACCGGATT 227

Ad10A4697 Aradu.A10 4697 p2 (TA)6 12 17621498 17621509 TAAATGCTGGACCCCACTTC TTGCGGTACAGTTTGGATTG 280

Ad10A4702 Aradu.A10 4702 p2 (GT)7 14 17628227 17628240 GACATACGTCCTCGTCGTCA GGGTTGCTACAAATAGCATTGA 243

Ad10A4703 Aradu.A10 4703 p3 (TAT)14 42 17628432 17628473 TCGTGTGTGTGTGTGTTGTTG TGTACCTGATGCTGTTCTGCTT 274

Ad10A4706 Aradu.A10 4706 p5 (AAGAT)5 25 17646878 17646902 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A4707 Aradu.A10 4707 c (T)11aattgagtccttgcaccaatttttttttaattgggttcttacatttttttttcttttatttaggtccctataccaattc(T)10100 17650018 17650117 CAATCTCCATATGTTACTTCACCA GCTTAATTTTACAGGGACCCAA 271

Ad10A4709 Aradu.A10 4709 c (T)10c(T)10 21 17653933 17653953 CAATTGTATCCTTAACACCCCC GGTAATTGGGTTGCACTGCT 183

Ad10A4712 Aradu.A10 4712 p2 (AT)7 14 17663868 17663881 CCCAAACCTTAGGGACGATT GGACATTAATAATTCGAAAAGATCA 119

Ad10A4717 Aradu.A10 4717 p2 (TA)6 12 17666362 17666373 TCATTCAAGACAAGAAACGCA AAAAGTGAAATTCGAACCCA 275

Ad10A4720 Aradu.A10 4720 c (AT)7(GT)34aatgagctttaagcttattttgatggga(AG)6122 17678478 17678599 AACGGGCTAAAACCGCTAAT TCACGGAAGGTGATGATGAA 230

Ad10A4721 Aradu.A10 4721 p3 (AAC)12 36 17683666 17683701 TCTTAATGCAAACCAACCTGAA CACACGTGATCCCAATGAAG 169

Ad10A4722 Aradu.A10 4722 c (CGTCGC)7cgtagagtggaggtggaggagtgaccgaa(AG)1295 17689170 17689264 GGGAAACTAGAAGGGCGAAG TCCCTAGTTCTCGCGTTCTC 211

Ad10A4723 Aradu.A10 4723 p2 (CT)6 12 17692365 17692376 CCCGAACAAGAAAACCAAGA AGCTTCATCCATTTAGCCAGA 231

Ad10A4725 Aradu.A10 4725 c (CAT)6cgttatcgtcatcactgctgctgtctcttcttattctcctccttttttctcatatttctctttcattatcatcgttgtcatcaccagcacca(CCT)5ttctttcttatttgaatttattttcttccttcctttttctcctcctc(CAT)5187 17697230 17697416 CCTTTTCTCCTTCTCATCCTCC GGAGAAAAAGAAACACTGCAA 276

Ad10A4726 Aradu.A10 4726 p3 (TCA)5 15 17698410 17698424 AAATGGTGTTATCTTGTGATCTTCT CAACTTCTTTAATGCTGCAATTTT 198

Ad10A4729 Aradu.A10 4729 p2 (AT)6 12 17700514 17700525 TCTGCCTCCAAATGGGTATC CTTCAGACAGGTGAGTGGCA 238

Ad10A4731 Aradu.A10 4731 p2 (GA)6 12 17702515 17702526 CTTGAAACAGCCCTGCATTT AGCGAAACAGAAGAAGCCAG 271

Ad10A4732 Aradu.A10 4732 p3 (AAT)6 18 17702852 17702869 GCAATGTCAATCCATTGCTG CTTATTGGGGAACCCAGGTC 232

Ad10A4734 Aradu.A10 4734 p2 (TG)7 14 17706229 17706242 AAACGGAGGGCAGATTAAAA ACTTTTGTTCTGCGGATTGC 125

Ad10A4736 Aradu.A10 4736 p2 (TC)8 16 17708070 17708085 GCCAAGTACACTACTGCCCC CGTGAGGGGGAGAGTAATCA 169

Ad10A4737 Aradu.A10 4737 p3 (TTA)5 15 17708559 17708573 CGATTTACAGTTTCATCGTTTGG ATGCAGTAGAAATCGCCACA 254

Ad10A4738 Aradu.A10 4738 p3 (ATT)10 30 17709115 17709144 AGGATTTTGGTTCGTCAAGC GCTTAATGCAGTCACTCGTTG 245

Ad10A4742 Aradu.A10 4742 c (T)10aacaggggctaattagtcctaaaaaattatcaggggccgggttgggtg(T)1270 17714049 17714118 AAACCCAAAACAGCCTCTGA CACCCGGTCCCTAACAATTA 238

Ad10A4746 Aradu.A10 4746 p2 (AG)9 18 17732254 17732271 TATCGCATTCAGCAAAGCAC GGTTTTCCCTCCCATTTCAT 180

Ad10A4748 Aradu.A10 4748 p3 (ATA)12 36 17740026 17740061 TTCAAGTTGGCTTATAGACTTGG ATCCATGGGTTTGTTTGAGC 178

Ad10A4752 Aradu.A10 4752 p2 (CT)8 16 17743088 17743103 TCGTAACGGACTTGATTTTGA ACGATCACAGGCAAAAGGAT 279

Ad10A4754 Aradu.A10 4754 p3 (CAT)7 21 17746960 17746980 TCCTCATCCTCCTCCTCCTT GCGAAAATTCGATGATAACAA 157

Ad10A4756 Aradu.A10 4756 p2 (AG)6 12 17780147 17780158 CGGAAAAGCACACCAAACTT CCTTCTTTCCACCACACCAT 116

Ad10A4758 Aradu.A10 4758 p2 (AT)9 18 17793581 17793598 TTGTGCGGAGTTGTGAAAAG GCAATTGACACCAAACTTAGGA 264

Ad10A4760 Aradu.A10 4760 p2 (AG)19 38 17818369 17818406 GCTCGCTAGCTTCCTCGATA CAAATCAGTTGCATGTTGGG 237

Ad10A4765 Aradu.A10 4765 p2 (AT)9 18 17837053 17837070 TTAATCAAATTAAACATAAATGGCA GAATTGTCACATGGTCAGGC 224

Ad10A4766 Aradu.A10 4766 p2 (AT)6 12 17837876 17837887 AAGGACACCTGCACATCACA GCTCCCCATTTTCACAAACA 276

Ad10A4768 Aradu.A10 4768 p2 (CT)7 14 17846650 17846663 GGTCCTGAATAACAGGAATGGA ATAGGCCAAGGTTTGCACAG 272

Ad10A4770 Aradu.A10 4770 p3 (TAC)5 15 17854970 17854984 TGATGTCTGATGATGACGAGAA ACCCCACAGATCAGAGGAAC 200

Ad10A4771 Aradu.A10 4771 p4 (TTAT)5 20 17864697 17864716 TTCCCACTTTTGTATCACATGC TCTGAATATTGGGAAATTTGGG 255

Ad10A4772 Aradu.A10 4772 p2 (CT)6 12 17867944 17867955 TTGCTTGCTCCAATTGATGA ACATCCACCAATCCAAGAGC 268

Ad10A4774 Aradu.A10 4774 p2 (TG)7 14 17872374 17872387 CTTTGCAAATTCACGTATGGA CAGACCAGCACCTCTTACCAG 187

Ad10A4775 Aradu.A10 4775 p2 (TA)10 20 17881541 17881560 AAATGAGATAACAACAAAAGGAACG GCAACTTATGCCTGCCATTC 236

Ad10A4780 Aradu.A10 4780 c (TAT)5tg(T)11 28 17919735 17919762 GCATTGTGATGTGGTCCAAC CTTGTGACCTGTGAGGCAGA 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A4782 Aradu.A10 4782 p2 (GC)6 12 17924736 17924747 CATACAAGTGGAGCGAAGCA TGTGTTGTCAATCCCCTTCA 251

Ad10A4785 Aradu.A10 4785 p2 (TA)9 18 17940728 17940745 TGATGGTTCATGTCCACAACT TGCATGCTGAATGATTGTTG 256

Ad10A4786 Aradu.A10 4786 c (TAT)13ctaacccta(ATG)666 17967465 17967530 GTGGACAACCTTCTTCCCCT GGTGGGCAAGACGATAGAGA 279

Ad10A4791 Aradu.A10 4791 c (AG)7ctagagaaagacatggatccatatgctcatgtatttatcgtttaaataattcttcacacgccattaataa(T)1296 17971572 17971667 GATCACCTCCTTCCAAAAGC CATCTTACAAGAAAGAAAAGGATCA 280

Ad10A4794 Aradu.A10 4794 p2 (TA)7 14 17986468 17986481 TCGACCTAAACTCCGCAGAC CGGCAAAGGTTAATCAAAGG 232

Ad10A4795 Aradu.A10 4795 p3 (AAT)5 15 17993362 17993376 GGGTTAAAGTTTGAAAATTAGGAA CAAAGGAATAAAATATCCTCCTCA 280

Ad10A4796 Aradu.A10 4796 p2 (TA)9 18 17997068 17997085 TTTTCAGATGCAGGACGTTG CAAGCCCTAGACTCGACCTG 257

Ad10A4797 Aradu.A10 4797 p2 (AG)7 14 17997376 17997389 CAGGTCGAGTCTAGGGCTTG AAATCAAAGGTGGTATGGCG 206

Ad10A4798 Aradu.A10 4798 p4 (TATT)5 20 18009887 18009906 CGTGCTCTCATTGCAGGTAA ACACCGTGGATCACAGTCAG 246

Ad10A4799 Aradu.A10 4799 p2 (TA)9 18 18012893 18012910 TCAACACAACAAAAGCCCAA GGTTTCATGGAAGCGAGTGT 231

Ad10A4800 Aradu.A10 4800 c (A)18gaattcttgactcgcgcgcgatccctatttttaaaatt(A)1066 18027450 18027515 TTTTAGGGTTGAATTTGGCTTT GGGTTCGAAACCTTTCCTTC 164

Ad10A4801 Aradu.A10 4801 p3 (CAA)5 15 18033097 18033111 TGGACCAGCATTATTCGTTG CACCCAGTCAGGAGGGTAGA 243

Ad10A4802 Aradu.A10 4802 c (CA)7taaatataaatacataatataaa(C)11acacacacaaatataaatacataatataaaaagccc(CA)6taaatacataatataaaaagccccc(CA)6(AC)7147 18037962 18038108 CTCCAAAGTCAACCTCTCGG CATAGACTTTTGGGGATGCG 243

Ad10A4803 Aradu.A10 4803 p2 (TA)9 18 18038716 18038733 TCCTCACCTTCCACCATCTC TTTACAGCCGGTGACTTAGGA 209

Ad10A4806 Aradu.A10 4806 p3 (AAT)15 45 18058563 18058607 CAATGATTGTGTCTTTTCACTTTT AGGGAAGTTACATGGATGCG 229

Ad10A4807 Aradu.A10 4807 c (CT)20t(TC)7tttctcttcacattctc(T)1082 18067647 18067728 GAAACATGGATTTGGATCCTC TTCTTTGAGAACCAAAATGGG 241

Ad10A4808 Aradu.A10 4808 c (TA)8(T)10 26 18069047 18069072 CGAACAAAGGAGACCAGGAA ATTGTAATGACGGGTGGGAA 252

Ad10A4810 Aradu.A10 4810 p2 (TG)6 12 18076404 18076415 GGACCTTGGGTGTGGTAAAA GGGAAACCGAAACCATACCT 277

Ad10A4811 Aradu.A10 4811 p2 (TG)6 12 18079050 18079061 TTCCTGTAGAGCCTGAGGGA CTGGTGCACGAGCGTTAGTA 259

Ad10A4812 Aradu.A10 4812 p2 (TG)6 12 18083214 18083225 GGACCTTGGGTGTGGTAAGA GGGAAACCGAACCATACCTT 276

Ad10A4814 Aradu.A10 4814 p2 (CT)7 14 18091788 18091801 GCTAATCCTAAAATCCCAAAACC CGCGATCTGCAGAATTAACA 217

Ad10A4816 Aradu.A10 4816 p3 (GAA)5 15 18099206 18099220 TTTCATGCAACCCTTCATCA CCATTGGAGGTTCTGCATCT 247

Ad10A4819 Aradu.A10 4819 p2 (CT)7 14 18119935 18119948 AAAATCCTAAAACCTAAGAGAGAGGA CGCGATCTGCAGAATTAACA 207

Ad10A4820 Aradu.A10 4820 p3 (ATG)5 15 18126661 18126675 TCCAAGAGGTGAAGGAGAGTG CCAACCAATTCTTTCATGCC 226

Ad10A4821 Aradu.A10 4821 p2 (TA)7 14 18135564 18135577 AGAAAAGCCAAGGAACAGCA CAGATGCAGGTTGAGAGGCT 156

Ad10A4827 Aradu.A10 4827 c (A)12caatgttctgagtaaagaatgaagaacagagaacgaaaatt(A)1164 18168583 18168646 TTCAATGATTCAATCCAAAACAA GTCGCTTGGTCTCTGTCTCC 220

Ad10A4828 Aradu.A10 4828 p3 (CTA)5 15 18169561 18169575 AAACACACCTACTTTTCAACAAGC GCGCAATTTTTGTGAGAACA 278

Ad10A4829 Aradu.A10 4829 c (A)10gaatcaaaagaacatttaaatcacagcaaaaacacaacaacaacaggaacatttaaaacaaagcaaccc(A)1089 18175018 18175106 TGAGCAAAACCAATCAACCA TCTTTGAGCATACACGGATCA 183

Ad10A4830 Aradu.A10 4830 c (TAA)9cttgaaaaacctgtatataaactatttcaattacccgtgtattattattaaaat(TCTA)5101 18187975 18188075 TCCCTCGTGATTTCGTTTTC TCACTTCCATTAGTTGGGGG 280

Ad10A4831 Aradu.A10 4831 c (TA)7(GA)9 32 18192293 18192324 TTGACAAGCACAAGACGATTT TCTTGTCAAATTTGGATGAGACT 270

Ad10A4832 Aradu.A10 4832 c (AGA)6acgagaagaagaagaacg(AGA)5acgaggagaagaacgaagaatgaaacaaatctagaaataaggagagaagaacgagaagaagaagaacc(AGA)5134 18213239 18213372 AGCTGAGAATCTGACGTTGAA TACGTCCAATACACGCGCTA 280

Ad10A4837 Aradu.A10 4837 p3 (ATG)5 15 18225746 18225760 ATCCGAGCCCTTCATCTTTT AGATCTTTGGAGGGATGGCT 132

Ad10A4841 Aradu.A10 4841 p3 (TAT)9 27 18258943 18258969 AAAAATTACATGTCACGGAGAGAA TTAAATACAACTTTGTGGTATGCTTT 103

Ad10A4846 Aradu.A10 4846 p3 (TGA)7 21 18322822 18322842 TCCCTTTTTAGCCTCGACAA GACGAGTCTGAAGAGGCACC 226
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Ad10A4848 Aradu.A10 4848 p2 (CT)6 12 18351769 18351780 TTTAACGCCAGAAATGGCTC TTTTTGGGGAAGAGGTGTTG 204

Ad10A4853 Aradu.A10 4853 p4 (TGTA)5 20 18409581 18409600 TCAACCGGAGCTTCATATTG CAGCCACAAACATTCATCTCA 259

Ad10A4855 Aradu.A10 4855 p5 (AGAGA)5 25 18410370 18410394 TTTGCGTGCCTATCTTCTCA CTTCCTCGTTCGCACTCTTC 273

Ad10A4857 Aradu.A10 4857 c (A)10tcg(A)10 23 18433257 18433279 GGAGACATGTTACTGAGGATCTGA GCACACTCTTATTTGCCTTGG 166

Ad10A4859 Aradu.A10 4859 p2 (TA)6 12 18469316 18469327 TTATGCTCGGACCGGTTATC ACCTTAAAGCGCAACACTCC 141

Ad10A4861 Aradu.A10 4861 p2 (AT)9 18 18474712 18474729 AGGCACATGCTATTCACAACA GGGGAGGATTCACCATTTTT 219

Ad10A4868 Aradu.A10 4868 c (T)11ctttctttcttttcctttttttttcgaaa(T)1151 18496179 18496229 CCCCAATTAGAGGTGTCCAA TGGCTCTTGAAAGAATGAGGA 222

Ad10A4871 Aradu.A10 4871 p3 (AGA)7 21 18541357 18541377 CCTTAGGTGCCACTGATGGT TTCCCCTTCTCCTCCATCTT 141

Ad10A4873 Aradu.A10 4873 p3 (CTT)5 15 18550858 18550872 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ad10A4874 Aradu.A10 4874 p2 (AT)13 26 18553311 18553336 CGCGAATATGAACCGAAGTT TTTCCCCTCGTGGTTTATTG 186

Ad10A4875 Aradu.A10 4875 p2 (TG)12 24 18564351 18564374 TTGGTGTCAAGGTTTGGTGA CAACTAGCCAACAAGCACGA 254

Ad10A4876 Aradu.A10 4876 p3 (AGA)5 15 18566027 18566041 AGCCACACTCAATTTGGTCC ACCCCTTTCATTGGGTTAGG 234

Ad10A4877 Aradu.A10 4877 p3 (TCT)8 24 18573272 18573295 ATCTCTTTCCCACCCAAACC GGCCTTAGGTGCCATCAATA 188

Ad10A4885 Aradu.A10 4885 p2 (TA)6 12 18663454 18663465 GAAGTGCGAAACACACAGGA CAAAACAATCCACACACCTTG 262

Ad10A4891 Aradu.A10 4891 p2 (GC)6 12 18690289 18690300 ATTAAAGTGGGCCACGGAC GGCAAAGATTGGATCAAGGA 278

Ad10A4896 Aradu.A10 4896 p3 (AGA)6 18 18758777 18758794 TAAAATATTGCTCGCCCTCG CCTTCACCACTCACATCCCT 270

Ad10A4902 Aradu.A10 4902 p3 (TCT)5 15 18830514 18830528 GAACCTACTCCCTCTCGCCT CTAGAGGTTTCTCCGGCCTT 250

Ad10A4904 Aradu.A10 4904 p3 (AGA)5 15 18841142 18841156 CATCATTGCCCTAGTACCCAA CTGAAGCATGGCCCAACTAT 272

Ad10A4910 Aradu.A10 4910 p2 (AG)6 12 18991906 18991917 AGGTTGGGAGTTGAGCAGAA CCAAATTGGCAACATCAAGT 221

Ad10A4912 Aradu.A10 4912 p2 (TA)8 16 19003862 19003877 AGACCAACGCTCTAGCCAAT TTTCTTGTTCTTTTCCAAAGCAT 104

Ad10A4913 Aradu.A10 4913 p3 (CAT)6 18 19006855 19006872 TGAAGGGGTACCGCATCTAC CCTTTCCCTTTTTAGCCTGG 222

Ad10A4917 Aradu.A10 4917 p3 (TTA)5 15 19040446 19040460 TGAAATTCCCACCATTGGAT TCGTGTTCCTCTATTTGGGC 255

Ad10A4920 Aradu.A10 4920 p3 (TTC)5 15 19077642 19077656 CCTCTCTCCCTTAGCCGAAT CTCGGAGTTGGAAGCTTTTG 216

Ad10A4921 Aradu.A10 4921 c (A)10tttataaaatcataaaattaaa(T)1042 19097985 19098026 TCGAGTTTGGACAACTGACG CATGCAATTGACACCAAACG 239

Ad10A4922 Aradu.A10 4922 p2 (TC)7 14 19099195 19099208 TCGAAAATTCCTCACCCTTTT CAGAGAGGAAGAGAGGGTTCG 241

Ad10A4923 Aradu.A10 4923 p2 (CT)7 14 19102253 19102266 GGATTGCACACTAAGGGCAT AGAATGGAGGAGATGGAGGG 134

Ad10A4924 Aradu.A10 4924 c (AG)6tatgaaagaa(AG)736 19114381 19114416 TCATCGGTGGTGAACAAAGA TGCTCTCTACCTCTGCCCAT 182

Ad10A4925 Aradu.A10 4925 p2 (AG)6 12 19114770 19114781 GCAAACAGAGAGGGTGCATT ATCCTTCTGTGCGAGAGCAT 225

Ad10A4926 Aradu.A10 4926 p2 (AG)6 12 19117847 19117858 AGAACGTGGGATTGAGAGTCA GACCCAGTTTTCATCCCAGA 189

Ad10A4927 Aradu.A10 4927 p3 (TCT)7 21 19124678 19124698 CCGAAACCACTTCTCTCCCT TCTTGGTGGCTCTTGGAGAT 248

Ad10A4930 Aradu.A10 4930 p3 (AGA)6 18 19158451 19158468 TAAAATATTGCTCGCCCTCG AAATCTTTCCCACCCAAACC 208

Ad10A4934 Aradu.A10 4934 p2 (TA)6 12 19203461 19203472 ATCCACACCCTTCAATCACC CTCGACGATGCCATGAGTAA 214

Ad10A4935 Aradu.A10 4935 p3 (TTC)5 15 19207753 19207767 CCCCTTTTCATTGGGTTAGA AACCCCAATTTGGTTCAACA 234

Ad10A4936 Aradu.A10 4936 p2 (TC)15 30 19219722 19219751 TGTTTGACACCAATGACGGT AGGGATGAGCGGAAGAAGAT 184
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Ad10A4937 Aradu.A10 4937 p2 (TA)7 14 19226272 19226285 CGTTTCTCATATGCAACGGA TCGCACTTTTGGATTCTTGT 215

Ad10A4941 Aradu.A10 4941 p2 (TA)6 12 19308705 19308716 AAAGAACGATAAAAGTGTCCAACA AAAAATCGGATAAAAATTTGACAT 226

Ad10A4942 Aradu.A10 4942 p2 (TA)8 16 19309690 19309705 TACATGTGAATCCTGGGCAA ATGGCAACTTGCAAGGCATA 215

Ad10A4943 Aradu.A10 4943 c (T)11c(T)11 23 19312135 19312157 CCTGATGGGCAAGAGGTAAA TGGGGAGTCATTCGTCTTCT 201

Ad10A4950 Aradu.A10 4950 p2 (TA)6 12 19335776 19335787 GAAGGGTTGGAGGAGACAGA TTCGATTCAAAAAGGTCTTCAAA 212

Ad10A4951 Aradu.A10 4951 p3 (TAA)17 51 19342478 19342528 ACGTCCTAGGCGTAAAGCTC TCAAACTCGGTTGTCTGCAA 269

Ad10A4952 Aradu.A10 4952 p3 (GAT)5 15 19351603 19351617 GAGCAATTCCGAGTTCTTGC GACGAGTCTGAAGAGGCACC 259

Ad10A4957 Aradu.A10 4957 p2 (AT)6 12 19379514 19379525 AAATAAATCATGCACATCCAAAA TCTTTTGACATTTATCAACAATGAGA 267

Ad10A4958 Aradu.A10 4958 p2 (TC)8 16 19380424 19380439 CGACGAAATGTCATCCTTCC GGTCATGGTGCTTTCAGGTT 183

Ad10A4963 Aradu.A10 4963 p2 (TA)6 12 19404826 19404837 GCAAGCCACGTTCTTTTCTT AAAGGAAATGTTGAGGACGAA 280

Ad10A4968 Aradu.A10 4968 p2 (TA)9 18 19422763 19422780 TGATGTCACCGAAATTTAGGACT AAATGATACTCATTGATCTGATTCG 256

Ad10A4969 Aradu.A10 4969 p2 (AT)6 12 19427261 19427272 CACAAAACACTTTCTTTAGTTGGG TCAGGAGACGGTGTTAGTAGAAA 182

Ad10A4976 Aradu.A10 4976 p3 (ATT)5 15 19470917 19470931 AATTTTGGACCTATTCCGGG CCGTTCGGCGAGTACATTAT 170

Ad10A4977 Aradu.A10 4977 p4 (TTTA)5 20 19472129 19472148 TGATATCCCAAGCCTGTCCT GGCTGAAAATGCTTACCTCAA 249

Ad10A4978 Aradu.A10 4978 p6 (AAAGAA)7 42 19489380 19489421 AAGAGGAGGAAGGTGGTGGT TCTGTGCATCTTCGTCGTCT 224

Ad10A4979 Aradu.A10 4979 p2 (TC)10 20 19490118 19490137 GGTGATCCGGCTGTGTTACT ACGACAGCAGTGGAAGAGGT 229

Ad10A4980 Aradu.A10 4980 p2 (TA)6 12 19500755 19500766 CCCTAACCGGCCTAAACTTC CGCGAAGACGTATCACTCAC 205

Ad10A4985 Aradu.A10 4985 p3 (TTG)10 30 19534037 19534066 CTTTTTATTTGGGCATGGGA CGCCAATGACTCCACCTAAT 182

Ad10A4986 Aradu.A10 4986 c (A)11gctttccccaaaaacacaacctacttttggctagaaacaaataaaaaaaaataaaacccaaaacgcaggctgcatttggtgaag(A)11caaagcaactgaaaacgtaacatgtgtttggtgattttcaaaaac(A)10161 19538230 19538390 TGCCACTCATAAAACGCAAC TCATAACCTCCGTTTTGGGT 276

Ad10A4989 Aradu.A10 4989 p3 (GAG)8 24 19560778 19560801 TGATGGAGGAGGAGGAAGAA CATCGTCATTATTATCGCCGT 225

Ad10A4990 Aradu.A10 4990 c (GTG)5acgatgatgatgataacaaaaaaacaggaaaaactgag(A)1063 19561018 19561080 CGGCGATAATAATGACGATG CGTGCGTCTCTTTTGTTTTC 217

Ad10A4994 Aradu.A10 4994 p4 (AATA)5 20 19572681 19572700 AAGTCACCGGCGCATAATAG AATTTCTTCCATATCGCCCC 147

Ad10A4998 Aradu.A10 4998 p3 (GAA)5 15 19574530 19574544 CTTACGCGCTTTGAAAATCC TTCCGGTTCTTCTTGCTCAT 279

Ad10A5001 Aradu.A10 5001 p3 (TTA)6 18 19582558 19582575 TTTCCATTTGTGTTGTGTAATGA TGGTACATTTCATATTACATCCATTTC 161

Ad10A5003 Aradu.A10 5003 p2 (TG)8 16 19596740 19596755 GAGTGGAGTGAAGTGAGGGC AACACCGGATACCATCCAAA 234

Ad10A5009 Aradu.A10 5009 p2 (AT)7 14 19660580 19660593 AACATATAAACCACACACACGAA TCTCTCTCTTCCTCCCTCCC 271

Ad10A5013 Aradu.A10 5013 c (A)10ttcaataaagatgtattactcgataaattatacatataaagc(T)1163 19662633 19662695 GCCATTGGTTTTGATGTGGT TGTGATTATGTTATGTTCTTTTTGG 212

Ad10A5023 Aradu.A10 5023 p2 (TA)6 12 19731327 19731338 GTGAGGTTTCTTGCTGAGGC GATAACCGGTCCGAGCATAG 255

Ad10A5024 Aradu.A10 5024 p2 (AC)7 14 19736598 19736611 AATAAAGTGGGCCCTTGACC GTGTGTTCTTCCCTTCCCCT 117

Ad10A5026 Aradu.A10 5026 p3 (TGA)6 18 19769727 19769744 GCTCTTTCCTATGGCATGTTC AAGCTGAAGTCCTGAAGGCA 223

Ad10A5029 Aradu.A10 5029 p2 (AT)10 20 19776253 19776272 TGGAGTTAACTTAGACTTGACTTGTGA GCTGGAGGTACGTAAAATACTGG 280

Ad10A5030 Aradu.A10 5030 p3 (TAT)5 15 19780920 19780934 TGATGTAGACCAACTATAAGATTCCAA TGCGATATCGACCTAAAGGC 213

Ad10A5031 Aradu.A10 5031 p2 (TG)6 12 19781695 19781706 TGCTTGTTTGCGCATATCTC CCAACCGCAACTAACAACAA 126

Ad10A5032 Aradu.A10 5032 c (T)10cttttaaactt(TAA)1669 19783873 19783941 TCCCTTTTGGTTTTTCGGTA TTCAAACCCACTAGCACGAA 271
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Ad10A5033 Aradu.A10 5033 p3 (TAT)5 15 19784560 19784574 GGGTAGGATGTAAGATCCCAAA TTTCCCTTAATGGTTTTCCG 214

Ad10A5036 Aradu.A10 5036 p2 (TG)6 12 19790249 19790260 CGAGGTTATGTCGCTGGAAT CCAACCGCAACTAACAACAA 237

Ad10A5038 Aradu.A10 5038 p2 (TG)6 12 19792273 19792284 TGCTTGTTTGCGCATATCTC CCAACCGCAACTAACAACAA 126

Ad10A5040 Aradu.A10 5040 p3 (TTA)5 15 19799280 19799294 TTGATATACGTGAATGGGTAACAAA TCATGCTTTCGTTTTCCCTC 279

Ad10A5041 Aradu.A10 5041 c (A)12gaaaaaaagaggttatttggcgggcttagcc(AT)961 19805862 19805922 TGTTTATTTTGCTTTGGGAACA AACTAGCGCTCGGTCAAATC 260

Ad10A5044 Aradu.A10 5044 c (A)10cagttaccaaatgtccacaattggtaaatttttttgtagtcaccataggtacaataagataataggtaccacagaaggcacc(TA)9110 19819750 19819859 GAGCCAAGTTAACGATTAAGGG CTTGCCCACAACAATGGTAA 238

Ad10A5053 Aradu.A10 5053 p2 (CT)21 42 19866497 19866538 GACCACCGGTTGAGGAACTA TTGAAGATGGTAATGCCCGT 279

Ad10A5056 Aradu.A10 5056 p2 (TG)13 26 19882673 19882698 CAGATCATTTTTGGATGGCA CTATGCCCCCTGTGGTCTAA 163

Ad10A5057 Aradu.A10 5057 p2 (TA)8 16 19883269 19883284 ATTTTGCCAAACAAACGGAA TAGCCAAGCCAAAACACAAG 160

Ad10A5058 Aradu.A10 5058 p2 (TC)16 32 19886099 19886130 CAAATTAAATGTGCTTCAAGAGC GGCAGACTCTTGTATGGCTGA 262

Ad10A5059 Aradu.A10 5059 p2 (GA)6 12 19890495 19890506 ACAAGTTGAGGGGACGTGAC TCGCCACTCTCCCTTCTCTA 263

Ad10A5061 Aradu.A10 5061 p2 (AT)7 14 19895035 19895048 CACATAGTACCCCAAATTTTGAA TTTAATTTTCGCGTGCTCAA 251

Ad10A5063 Aradu.A10 5063 p4 (TTAT)5 20 19898710 19898729 GCATGGGTGGAATAGCAAGT GGAAATGAGTCATCATGCGA 231

Ad10A5064 Aradu.A10 5064 p4 (TAAT)5 20 19900500 19900519 ATGTGCATGCATTTGGTTGT AAGCATGTGCAGGATGATCT 195

Ad10A5065 Aradu.A10 5065 p3 (AAT)5 15 19903638 19903652 CAGACAACATGGCAGGAGAA GGAGGGGGTTAGGAAGTGAC 206

Ad10A5066 Aradu.A10 5066 p3 (CTT)6 18 19904982 19904999 TCAACCAAGTCGGCCTAAAC AGAGAAAGCACGCGAAGAAG 200

Ad10A5067 Aradu.A10 5067 p3 (AAG)6 18 19905989 19906006 TTTCTTCTTCTTCTTTGTTTGATTTTT TGTGCTTTTGTAGCAAAGTTTCA 280

Ad10A5068 Aradu.A10 5068 c (AAG)6aat(AAG)536 19906311 19906346 TGTAGGTTCATTGTTTTTATTCTTGTT CTCGACCAAAAAGTGCACAA 280

Ad10A5069 Aradu.A10 5069 c (GAT)5agaaaaggaggagaagaaaaccaatgaaaaaaagaaattaaac(A)1068 19906848 19906915 CGATGACAATAACAATGATGACG TCTCCTCCGTTTCCTTCTCA 265

Ad10A5070 Aradu.A10 5070 c (A)10tgtttttcctgctttttgtttcctaagctatgattccaaactttttcgttttttattgactaggattttatcctattaag(T)15105 19907747 19907851 GCGTGAGAGGGTGAAAGCTA TTGTCTAGAAAAATTTGTTGCGAT 247

Ad10A5072 Aradu.A10 5072 c (A)11gttatcatctctg(TC)840 19910506 19910545 TTTTCCGCAAAAGCAAAAA TGGTGGATAACTGGTTCCAAG 275

Ad10A5073 Aradu.A10 5073 c (T)11(A)10 21 19916146 19916166 ATGCGGTGTAAGCTTTTGCT TGCTAACTTGAATGGGATTGG 194

Ad10A5076 Aradu.A10 5076 p2 (AG)9 18 19921685 19921702 TCGTAGCGAAACGAAGAGAAA TCTCCCATTCGTCACTTTCC 103

Ad10A5079 Aradu.A10 5079 p2 (GA)6 12 19929424 19929435 ACTCACGAACACATTGTGCC GCGAGGGTCAGTTCACATTT 277

Ad10A5080 Aradu.A10 5080 p2 (CT)7 14 19934362 19934375 TTTGAATTTCTCTTCTCTCTCATCTC CCTTTCAGGTTCATGATCAGC 280

Ad10A5089 Aradu.A10 5089 p4 (TCAT)5 20 19971126 19971145 GGTGGAGAGCTTTCACTTGG CATCACTCCATCCTGCAATG 203

Ad10A5090 Aradu.A10 5090 p2 (TC)8 16 19973205 19973220 GGTTGGATCTGACAGAGGGA TCACTATCGCATCTTGCCAC 215

Ad10A5091 Aradu.A10 5091 p3 (TCA)37 111 19975224 19975334 AAACTTTTTGTCACCGTCCTTC TGACAATGAAACTTTATAACCGACA 164

Ad10A5092 Aradu.A10 5092 p2 (TA)10 20 19979369 19979388 ATGGGAATCCTGCTGAGTTG CCCGCGGTAAAGTTTCATAA 194

Ad10A5093 Aradu.A10 5093 p2 (TA)12 24 19981977 19982000 GGGCCCCATACTTGGATACT CCTGAGCATTCTTCCTTGCT 228

Ad10A5094 Aradu.A10 5094 p3 (CCT)5 15 19982169 19982183 AGCAAGGAAGAATGCTCAGG CTGGCTCAGAAAGAAGTCGG 209

Ad10A5095 Aradu.A10 5095 p3 (AAT)6 18 19989195 19989212 ACCCCAAAAATTAGCAACCC GACCCTACGGTGCGACTAAC 198

Ad10A5101 Aradu.A10 5101 p3 (TAT)5 15 20012515 20012529 AAAAAGGAAGCATGTCACCAA ACGATTTTGTGAGGCAGTGA 274

Ad10A5103 Aradu.A10 5103 p2 (TC)6 12 20014881 20014892 GTAGGTGGACGAAGGGTTCA AAAATCCATTTCCTCACCGA 173
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Ad10A5104 Aradu.A10 5104 p3 (ATT)18 54 20029689 20029742 CGCTTTTTGATTTTGCGATT TGCAATTGGAGTAGCAGGAG 228

Ad10A5106 Aradu.A10 5106 p3 (AGA)6 18 20046148 20046165 CTCGAAGGTGGAAGCTTTTG TACACCTCTCCCCCTCTCCT 198

Ad10A5111 Aradu.A10 5111 p2 (CA)8 16 20082178 20082193 CCGATGGAAAATTCGTCTGT CGCTGTGAGTGAGGAAATGA 261

Ad10A5112 Aradu.A10 5112 p2 (AG)6 12 20090998 20091009 CAATTGGGCAACAGGAAAAT TGCATCCATTCAGAAGAAGG 270

Ad10A5114 Aradu.A10 5114 p2 (AT)8 16 20121449 20121464 TGCTTTAGAATTTAAGGAGTGTTGC TTATGTGCACAACAAAAATCG 216

Ad10A5116 Aradu.A10 5116 p2 (CT)6 12 20127249 20127260 TTTGACATCTGCCTTTCAACC GATTTGATCCAAGCCCGTTA 183

Ad10A5118 Aradu.A10 5118 c (TC)20(AC)15 70 20134695 20134764 TGCATGCTTAAATGGAGCAG AATTTTGGAGGTAGGTGGGG 228

Ad10A5119 Aradu.A10 5119 p2 (TC)19 38 20160519 20160556 GTGTGATTGCAATTTCGTGC AGTCAGATTGGTCAAACGGG 266

Ad10A5120 Aradu.A10 5120 c (T)10ctctc(T)10 25 20169811 20169835 CTCTTTTCGCCTTGGATCAC TGAAGCAAGAAAAAGCAGTGAA 145

Ad10A5121 Aradu.A10 5121 p2 (AG)6 12 20171506 20171517 TTTTTGGGGAAGAGGTGTTG CTTGGTGCAGGGATGACTTT 129

Ad10A5122 Aradu.A10 5122 p2 (CT)6 12 20177980 20177991 TTAAATGCCAGGATTGCACA GGGTTTCGGTCATTAGGGTT 269

Ad10A5124 Aradu.A10 5124 p2 (AT)7 14 20187980 20187993 TTCTGTCGCAAGATGTGACC CCATTTGCATGTTCTGTAGCA 272

Ad10A5126 Aradu.A10 5126 p2 (AG)9 18 20204386 20204403 GGTTGAGCGAGATAAGGGTG CTGCGTCTCTCTCTGCACAC 257

Ad10A5127 Aradu.A10 5127 p2 (AT)9 18 20210443 20210460 ATCTAATATCCGCATACAAGAATAAAT TTAATCTGACGATCCCCGAG 236

Ad10A5130 Aradu.A10 5130 p2 (TA)9 18 20241551 20241568 CCAACACACATCACACACGA ATGCAGGTCGAGAGACACCT 207

Ad10A5131 Aradu.A10 5131 p3 (CAA)5 15 20243436 20243450 CACAGGTTACCTCACGGAGAA CAAAATTGGCATTAAACGCA 264

Ad10A5132 Aradu.A10 5132 p3 (ACT)5 15 20246370 20246384 AGAAATACCACATCGCGGAG ATGGTTTGTCCCACTTGCTC 208

Ad10A5133 Aradu.A10 5133 p3 (TCA)7 21 20246519 20246539 CCATTACTGTTGCTAATGCCC GGCTACGGAATAGGGATAAGG 280

Ad10A5134 Aradu.A10 5134 p2 (TA)6 12 20253440 20253451 TGCAGGCAACATCAAGGTTA GAAATTTAAACCGCAGCAGG 183

Ad10A5136 Aradu.A10 5136 c (AGG)6aagaggaagaggtgttgttggtgacgacggtaacaaaatt(A)1169 20258356 20258424 CCAAATGAACCGAAAATGGT CACTCCTGCTCTGCCTTCTC 258

Ad10A5137 Aradu.A10 5137 c (AAG)6catgaatttga(AAG)647 20262945 20262991 TGCATCACTAATTCCTCGCA ACGCGTTTCTTTTTGTCGTT 181

Ad10A5139 Aradu.A10 5139 p3 (TCT)5 15 20265632 20265646 CCAGTTTGATCATGGTTGCTT AATCATCCCACTTCACCCAT 253

Ad10A5141 Aradu.A10 5141 p3 (TCT)5 15 20273373 20273387 CACGGTCATCCCTTCTGTTT AAAATATTGCTCGCCCTCAA 198

Ad10A5144 Aradu.A10 5144 c (T)10gttaaacttgtgccaacttaattggacttggcttttacatatagcatccacgtataaaattagctatcatatcataaattatatcctaaatcgtgtc(AT)8123 20285981 20286103 AATTGAAAAAGCGCGAAGAA CCCGAAGTAGATTTTCAAGCA 250

Ad10A5147 Aradu.A10 5147 p2 (CT)6 12 20314069 20314080 TTCGAAATCTCTCCTCCCCT GGATCACTGACCTCAGACCC 270

Ad10A5151 Aradu.A10 5151 p2 (GA)6 12 20330809 20330820 AAGCGAAGAGTCAACACCAAA CCCAAAGCATAACATGGGTC 280

Ad10A5154 Aradu.A10 5154 p3 (AAG)5 15 20353910 20353924 CACTTTCTTGAACGTCGGGT CTCATCCCAACCACCAACTT 246

Ad10A5155 Aradu.A10 5155 p3 (ACA)15 45 20360002 20360046 ATGCTTCTTGCTTGCACCTT CCCCATCTAGTGGGACAATG 230

Ad10A5157 Aradu.A10 5157 p3 (ATT)6 18 20376685 20376702 TTGGATGTTGGCTTTGTGAA GGCACTCTTGTTGAAGCTGA 188

Ad10A5158 Aradu.A10 5158 p3 (GGT)5 15 20380682 20380696 CCTCCCACGAGTAACGAAAA GCAAGTGGTGCAGCATAAAA 248

Ad10A5161 Aradu.A10 5161 p2 (AC)6 12 20424668 20424679 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 249

Ad10A5163 Aradu.A10 5163 c (A)10ttc(A)10 23 20439311 20439333 TGGCTCTTGAAAGAATGAGGA GCACACTCTTTTTGCCTTGG 188

Ad10A5164 Aradu.A10 5164 p2 (TA)13 26 20455870 20455895 CTCGAGAGGCACCTTGGTAG CTCAGCCTGCGAAACTAAGG 194

Ad10A5165 Aradu.A10 5165 p3 (GAA)9 27 20457231 20457257 GGGAAGAAGAAGAACATGCG TGTGCTTTAGTGAACGACCG 259
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Ad10A5167 Aradu.A10 5167 c (A)10ttaactacaaaataaactacaaaaagagagaagaaaagaataattt(A)1066 20464385 20464450 ATGAGGGGCGTGTTAGTTTG CTGCATTCATTGCTGCTGAT 247

Ad10A5168 Aradu.A10 5168 p3 (TCA)10 30 20464835 20464864 TGCTTTGCTTCCAATGTCAC CGGATGTGATTTGACGACAG 196

Ad10A5171 Aradu.A10 5171 p3 (ATC)5 15 20488281 20488295 TCACAATTTGACCTTATCGGTG CCTGTTTCCTTTCCTCCCTC 233

Ad10A5172 Aradu.A10 5172 p3 (ATC)5 15 20491338 20491352 TGTAATCCAAAATGCATCGAA AAGCAAGAAGGAAACGATGAA 203

Ad10A5173 Aradu.A10 5173 p3 (CTT)6 18 20491785 20491802 AGAAATTTCAGTGTTATTTGTTCTGA TTTTTCCCTCCTTTTCTTCC 237

Ad10A5175 Aradu.A10 5175 p3 (GAG)6 18 20499550 20499567 ATGGGTTTGGAAAGAGTCCC TGGCAAAGACAAATGCTCAG 136

Ad10A5176 Aradu.A10 5176 p3 (ATT)7 21 20503139 20503159 CATCTATTTTTGAAAAGCTAAGTTTGA CCCCATTGAACTTTAGGAAAAA 280

Ad10A5184 Aradu.A10 5184 p3 (AAG)5 15 20514573 20514587 TGTTCATCCCCTTCACCCTA GTGCACCAGACACCAACATC 253

Ad10A5185 Aradu.A10 5185 c (T)10cgaaattttctctc(T)1135 20516533 20516567 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 248

Ad10A5187 Aradu.A10 5187 p4 (AAAT)5 20 20526804 20526823 TTTTGAAAATCCACACCAAAAA CCATGATGGAGAAAGGGAGA 210

Ad10A5188 Aradu.A10 5188 p4 (TTAG)5 20 20546573 20546592 TCCAACACTTCCAAACACCA TTCGCAAAATGAAGCATGAA 268

Ad10A5192 Aradu.A10 5192 p2 (TA)9 18 20552063 20552080 CAACGGAAGCATTTATCCTCA GCCTTTTGTCCCTCATTTTT 279

Ad10A5196 Aradu.A10 5196 c (AT)6ttttttaaaatttactaattaaattttgatttttcaaattattggtttttaac(T)1075 20572449 20572523 GAATTCGATTGGCATGAACC TTCAATCTCGTTGATGCTCTCT 273

Ad10A5197 Aradu.A10 5197 p3 (GGA)5 15 20597607 20597621 AATCTGGAAGCACAAGTGGG TGAGCCTCAGATTCCTTTGG 239

Ad10A5198 Aradu.A10 5198 p3 (TTC)6 18 20599475 20599492 TACCCTCTCCCCTTTCCCTA GAGCTTAAAGGGGATCTCGG 226

Ad10A5199 Aradu.A10 5199 p2 (AC)10 20 20620931 20620950 TGGTTCCTTTCCTTCCTTCA AACATCTGCCAAATGCAACA 256

Ad10A5202 Aradu.A10 5202 p2 (TA)7 14 20667999 20668012 AAAGATGATGAACCACGCAA CCCAAATCATTGCTGTGTGA 277

Ad10A5207 Aradu.A10 5207 p3 (ATT)5 15 20720878 20720892 TGAAGAGACTGATCCGTTCAA TTTGTAGATATTGTGTCAACTTTTTCA 274

Ad10A5214 Aradu.A10 5214 p2 (GA)6 12 20793933 20793944 AAAGCGACGAAGTGTTGGTT CCCTCTGCCTTCCTCTCTCT 167

Ad10A5215 Aradu.A10 5215 p2 (GA)6 12 20794049 20794060 AGAGAGACTGGCCGTGTGAT CGCACCCTCTTCTCACTCTC 249

Ad10A5217 Aradu.A10 5217 p2 (GA)19 38 20809764 20809801 TGAAAGTGAGGTAGGTGGGG GTTTTGCACGCCTAAAAGGA 252

Ad10A5218 Aradu.A10 5218 p2 (AT)8 16 20812249 20812264 TTGCAGACGTGTGCGTTATT TTGCCTAAAGGGTTGATTGG 260

Ad10A5219 Aradu.A10 5219 p2 (TA)8 16 20815969 20815984 AAGTGTGGGAAAACTGTGGG TTGGGGTAATTTTGTCCCCT 217

Ad10A5222 Aradu.A10 5222 p2 (TA)6 12 20825723 20825734 TAGGCCTGTTATGCTTGCCT AATCTGGCTTGACCTGAACC 229

Ad10A5225 Aradu.A10 5225 p2 (GA)8 16 20840819 20840834 GCAGTGGTGTTCCCAACTTT ACCCTTCCTCCCTCACTTGT 208

Ad10A5231 Aradu.A10 5231 p3 (ATT)7 21 20856524 20856544 ATAGGGGTACCAATGGGAGG AAGGCTAAGCCCCTATCAGC 258

Ad10A5232 Aradu.A10 5232 p3 (TTA)13 39 20861396 20861434 TGTGCAAAATCGAAAAGGAA ACATGGTGGAGTTCATGGTG 183

Ad10A5237 Aradu.A10 5237 c (CT)8catgcgattattatctatatatggcgcagcat(TC)966 20891279 20891344 TTCGAACAATCCAACATTTGAG AGATGCATGGACAAGCAAAG 233

Ad10A5242 Aradu.A10 5242 p3 (AAC)10 30 20911691 20911720 TGCTAATGTCATTGTCCACG CAGCTCTATGAACGAGAAGTAGTGA 256

Ad10A5244 Aradu.A10 5244 p3 (TAT)6 18 20915627 20915644 CAAGAATGAGAGTTTGCCATGA TTTGGGCCTCTTTTTAGCAA 164

Ad10A5245 Aradu.A10 5245 p2 (AT)6 12 20915952 20915963 TCTGCACATGTCCCAACAAT AGTGCTAACGAGACCTGCCT 269

Ad10A5247 Aradu.A10 5247 p2 (AG)8 16 20925956 20925971 GGCATGTTTGTGCATTCAAC TACTTTGGGGCATTTTGTCC 124

Ad10A5249 Aradu.A10 5249 p2 (AT)6 12 20933334 20933345 TCGGCTCAGGGAATCTTAAT CCACCTTCAATGAACTGCAC 276

Ad10A5255 Aradu.A10 5255 p2 (AT)6 12 20942908 20942919 GAAGATACACCGGCCATGAT AATCTGAGTGACGGCGTTCT 274
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Ad10A5256 Aradu.A10 5256 p3 (GAT)6 18 20951615 20951632 CCGAGCTTGACCTGACTCTC CTCCTCAGTAGCAGCATCCC 272

Ad10A5259 Aradu.A10 5259 p2 (AC)11 22 20973030 20973051 AAGGTTCAAGACTCGGTTCG TCACTGAGGCACATTGGAAG 240

Ad10A5260 Aradu.A10 5260 p2 (AT)9 18 20975100 20975117 GAGGTGGCGAGGTATTACGA GCTTCGCTTGTTTTTATCGC 150

Ad10A5261 Aradu.A10 5261 p2 (AT)10 20 20975293 20975312 GCGATAAAAACAAGCGAAGC TCTTTTGGGTTCATTTTGGC 138

Ad10A5264 Aradu.A10 5264 c (T)13gaatgaaccgaaaaagggaaatgataatgattgcaaacagataaatg(T)1070 21006195 21006264 AGCATATGACCCCAGAGTCC GATTCAGTTTTCAATTTGCTTTGA 280

Ad10A5268 Aradu.A10 5268 p3 (TTC)6 18 21029741 21029758 CGTACAAGCGTTTTTCCCAT AGGAGGAAGAGGAGGAGGTG 180

Ad10A5269 Aradu.A10 5269 c (TCA)7tcttttttttcttattcatctttttttcttattttatcttctcaagtttcttcttattttactcttttaacaataataaaaac(A)10114 21030233 21030346 CCCTCTTCTTCATCTTCTACTGC TGCTGCATTTTTCCTTCTTTT 273

Ad10A5272 Aradu.A10 5272 p2 (TC)6 12 21041753 21041764 ACAACTCCGCTTGACTCCAC TTCAACCCCACACAACAAGA 173

Ad10A5274 Aradu.A10 5274 p2 (AG)6 12 21051511 21051522 GGTGAAGCCTGGAAGAAATG TTGACAGTGATACCCACGGA 274

Ad10A5275 Aradu.A10 5275 p3 (ATA)20 60 21052872 21052931 TTGCCTAAATTGCCCCATAG GGAGCGTATGTCGTGGATG 238

Ad10A5276 Aradu.A10 5276 p3 (TAA)11 33 21053608 21053640 CTCTATCGCTCCACCAAAGC TTCAGCATATCCTTTCGCAAT 238

Ad10A5280 Aradu.A10 5280 c (TA)6cattggcccattgattaaaaccttttacatacatacatac(AT)868 21109363 21109430 GGTTTCACTCGTCGTTGTTCT CCATTCAACCTTAACTGTGCC 275

Ad10A5283 Aradu.A10 5283 c (CCT)5gattattcaccttcttcttcagtggcagcgttgctttgctcacacaacaacagaacaccactcacactattcacagaat(A)10104 21117733 21117836 TGAAATTTGCGGATGCAATA GTTTGGCTGTTTGGTGGTTT 279

Ad10A5286 Aradu.A10 5286 c (CT)10cctctctcactcttctctctctcacgctct(TC)2090 21123979 21124068 CCTTGACGATATTTCTGCCC TTTCTCGGTTCCTCTTCTCG 208

Ad10A5288 Aradu.A10 5288 p2 (TA)6 12 21126041 21126052 GGACGAAACTAAAGTAAGATGATTTTT ATCGACAGCGATAGAATGCC 278

Ad10A5290 Aradu.A10 5290 p4 (AAAT)5 20 21133336 21133355 CGACTTCACCTGAATTTTCACC GACCAAAGAATTGAATGGTGTT 223

Ad10A5293 Aradu.A10 5293 p2 (TA)6 12 21145255 21145266 TTTGTTAACCAAGTCCAATCAAA TCCTTCTTCCTCCTTCGAGC 280

Ad10A5294 Aradu.A10 5294 p2 (TC)6 12 21149257 21149268 TGAGGATTCCCTATCGTTGC TGGCTATGAGCTCACGTGTC 242

Ad10A5295 Aradu.A10 5295 p2 (AG)9 18 21154802 21154819 CAACAACTGCAACCACCAAG GCAGCCAGAAGCGTGATATT 242

Ad10A5296 Aradu.A10 5296 p2 (GC)6 12 21159343 21159354 CCTCCATACATTGACCCGAG TAGGCACAAAAGTGGCACAA 208

Ad10A5297 Aradu.A10 5297 p2 (AT)7 14 21165022 21165035 ACAGAAAAGCGCGTAGCATT AGTCGGCCTAAACTCTGCAC 150

Ad10A5298 Aradu.A10 5298 p2 (GA)9 18 21165184 21165201 GTGCAGAGTTTAGGCCGACT TGCTAGATGGTGACAGAGCG 203

Ad10A5299 Aradu.A10 5299 p2 (TC)7 14 21167804 21167817 CTCCTTGTTCGAAACCCAAG AGAGCCGAGAAGAATAGGGG 243

Ad10A5303 Aradu.A10 5303 p2 (AG)7 14 21206760 21206773 GCAGAGTGGAGGAATCAAGG GGAGTAGAAAGAAGACATGGCAA 275

Ad10A5304 Aradu.A10 5304 p3 (TTC)5 15 21209944 21209958 ATGACACGTCTGCACCGTTA GGAGGGGAGGAAGAAAAGTG 162

Ad10A5306 Aradu.A10 5306 c (TTA)10aactttcactcaatttttgtttcaaaaggtaccatccaataag(A)1083 21240024 21240106 CAATTTTCGCCGTTACTTTCA CATTGCTATTTTAATTTGAATTTTTCC 279

Ad10A5308 Aradu.A10 5308 p4 (AATA)5 20 21243243 21243262 TCCATTTCTATTTTGGAGAAGAA CTGGCCTCTTTTGCTATTCG 210

Ad10A5312 Aradu.A10 5312 p3 (TAT)7 21 21253936 21253956 TGAGAAAATAAAAACAACAAATGAAGA GCATGTGCAGGGTGGTAAAT 207

Ad10A5313 Aradu.A10 5313 p2 (TC)8 16 21261037 21261052 TTTTCTTTCTAAATGATACCTCCCC GGGAGAGAAAGAGGGGAATG 100

Ad10A5314 Aradu.A10 5314 p2 (TC)6 12 21261175 21261186 CTCTCTCTCCTCCCTCCCC AAAAAGAGGAAAAGAGAGCAAGG 119

Ad10A5315 Aradu.A10 5315 p2 (TC)7 14 21261296 21261309 TCCTCTTTCTCTCCTTGCTCTC CCCTCTCTCTCTTCCTCTTCC 262

Ad10A5316 Aradu.A10 5316 p2 (GA)7 14 21261453 21261466 TCACTTTTGAGAGAAGAGGAGAAAA TCGCTCCACTCTCTTTCCTT 187

Ad10A5317 Aradu.A10 5317 c (GA)6aaaagagacaaaggagagagaag(GA)6caa(AG)6aaagagtgaaagagagagggggagagcaaaggatagagagaaagagggaaagaatgatagagagacaagggagagagaaagaaaggagaggtggagagaa(AG)8178 21261684 21261861 GAGTAGAGAGAGGAAGGGGATG TCTCTCTCTTCCCTCACCTTTT 280

Ad10A5318 Aradu.A10 5318 p2 (GA)8 16 21261989 21262004 AAAGAGGGGAAGGGGATAG TCTCCCTTCTCTCTCTCTCTCTC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A5319 Aradu.A10 5319 c (GA)9agg(GA)6atg(GA)1158 21262175 21262232 GGGAAAGGAGAAAGAGATAAAGAA CCGGTTAACCAAAACCAAAA 211

Ad10A5323 Aradu.A10 5323 p2 (TA)7 14 21279878 21279891 TGCATGTTCTTTTTGAATTTAAGTG TTGCTAGCATTTGTTGGTTCA 178

Ad10A5324 Aradu.A10 5324 p2 (TA)10 20 21280257 21280276 TACCCACTTCAAAGAACCCG CCCTGGAGTTGAATACCCCT 141

Ad10A5327 Aradu.A10 5327 p2 (CT)8 16 21287365 21287380 AACCTGGAGCTCCGAAGAAT GGAATGAAGGGAACGACTCA 165

Ad10A5329 Aradu.A10 5329 p3 (GAA)5 15 21297956 21297970 TGCCTCAGAAACATTTCAACC TGGAATGTTTGTCCGGTTTT 248

Ad10A5330 Aradu.A10 5330 p3 (GTT)5 15 21310977 21310991 AATTTGCGGCTTTATACCCC GGATCATACCCACAAAACCG 239

Ad10A5331 Aradu.A10 5331 c (TTC)6tgaattagattttttgtgaaatttctggttgttgattattgtttaaagtgcatgttgcttgatttttctgatgttgatgatgatgatac(TGG)6ttctggctgggcataggtttctgttc(TGG)5166 21315817 21315982 ATGATGTCCTACCGTCCTGC CTCCCTTCATCCCAAAATCA 234

Ad10A5332 Aradu.A10 5332 p2 (AT)6 12 21322244 21322255 TTCCATAAAGAAGGTGGATACTCA CGAATTCTCGCGAATAATGA 280

Ad10A5333 Aradu.A10 5333 p2 (CT)6 12 21323175 21323186 TGGGGAGCAAAATGGTAAGA GCGAAAGAAGGAGAGAGACAA 246

Ad10A5335 Aradu.A10 5335 p2 (TA)8 16 21330649 21330664 GGCAAGGAATGAAGAATGTTG CCAGTTTGTGCCAGTTTTCA 244

Ad10A5337 Aradu.A10 5337 p2 (AT)7 14 21331948 21331961 CATGCATTGGTCTGTTTCCA TTAAACAAATCGCTGGGTCC 157

Ad10A5341 Aradu.A10 5341 c (AG)7attgaa(AG)1142 21345100 21345141 TAGCCCCTGTTTCCAACATC TCCTCCGTCAATCTCTTGCT 262

Ad10A5342 Aradu.A10 5342 p2 (CT)20 40 21349008 21349047 CTTCCATGGCTTCCTGGATA TCCAACGGATTCCATTTCTC 278

Ad10A5344 Aradu.A10 5344 p2 (CT)8 16 21365089 21365104 CTTCCATGGCTTCCTGGATA TCCAACGGATTCCATTTCTC 254

Ad10A5348 Aradu.A10 5348 c (TA)9(GA)11 40 21386170 21386209 TCACGCCAACCTATTTCTCC AACAACAGTGGCTGATTTGTCT 213

Ad10A5351 Aradu.A10 5351 p3 (TTC)5 15 21421998 21422012 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 264

Ad10A5356 Aradu.A10 5356 p2 (TC)6 12 21450816 21450827 TCTTCTTTCTCCCTTTCCCC TGGGAATGATGACTCAAAAGG 225

Ad10A5357 Aradu.A10 5357 p2 (AC)6 12 21462783 21462794 CCAACACTCCAACCCTCACT CCTTCATTTTGTTCCTTCGC 275

Ad10A5359 Aradu.A10 5359 p3 (AAT)8 24 21464466 21464489 GGCTCCTTTGTTTTGTTTGG TGAAACAAATTTTCAGCCCC 259

Ad10A5360 Aradu.A10 5360 p3 (TAA)5 15 21465823 21465837 TTTGGGACCATTTTGTAGCG AAGCGCTCAATCTTTTCATGT 261

Ad10A5362 Aradu.A10 5362 p3 (AGA)7 21 21502370 21502390 TAGGGGCATTCATCTCCTTG AAATGGCCGAACATTCACTC 233

Ad10A5366 Aradu.A10 5366 p2 (AT)7 14 21597634 21597647 AATCCTCAACACCCACCAAC AAGCTTTTGGTGTTTTGCGT 259

Ad10A5367 Aradu.A10 5367 p3 (ATT)18 54 21599655 21599708 AAACATCGAGAGAATCAACCAAA TTTTGGCCATCAAATATTGTCTT 259

Ad10A5374 Aradu.A10 5374 p3 (TTA)5 15 21606952 21606966 TCACAAAAACTTCATGTGCAA GAAATCATGTAACACATAACATCACA 275

Ad10A5376 Aradu.A10 5376 p2 (AT)9 18 21632002 21632019 TCTTGGTCAGATAAAAGAAAGTGAAA TTTTTCGATAAGGGAAGATAATCG 271

Ad10A5377 Aradu.A10 5377 c (A)13tactcgatctcatatataaagaattagttatttttaaaattacacaagataatga(T)1078 21636250 21636327 GCAAACGATGACCAATTGAA ATTGTTTATAAAAGCATCCCCTT 280

Ad10A5380 Aradu.A10 5380 p3 (ATA)17 51 21641776 21641826 CATTCCATTATTCCTCCCTCAA TTCTTCAATGCGCTGTTTTC 208

Ad10A5385 Aradu.A10 5385 p2 (AT)9 18 21655135 21655152 TTTTGACCGGGTATAAACACA AGCCAAAACACAAACCCAAA 221

Ad10A5387 Aradu.A10 5387 p2 (TA)6 12 21754173 21754184 TGTATCCTAGCCGGCCTAAA CTCACGATTCGACAACGAAA 156

Ad10A5388 Aradu.A10 5388 p2 (AG)6 12 21761804 21761815 AGATGCAAGGGTTGTGGTTC CCAGATTCAAGCTACGGTCC 243

Ad10A5389 Aradu.A10 5389 p3 (ATT)5 15 21765389 21765403 ACGACATGAACACACACACG TGCACATAAATCACCACATTTTC 276

Ad10A5391 Aradu.A10 5391 p2 (CT)6 12 21781969 21781980 ATTTGGTGCGATGTAGGGAC CACTGCTGGGTGAATACCCT 200

Ad10A5392 Aradu.A10 5392 p2 (TA)6 12 21784425 21784436 CGCATATAAGCAAATTTTCCA TATCATGCAGCGATCACCAT 273

Ad10A5393 Aradu.A10 5393 p2 (TA)6 12 21784968 21784979 AAGAAGGCCGAAAAGAGGAG ACAGATAATTCGCGACCACC 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A5394 Aradu.A10 5394 p2 (TA)10 20 21800535 21800554 TCTACTCGGACTTCGCAGGT ACGACCGTTATCACACACGA 120

Ad10A5397 Aradu.A10 5397 p3 (ATT)6 18 21821227 21821244 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 234

Ad10A5400 Aradu.A10 5400 p3 (ATT)17 51 21853243 21853293 GAGGCAAATAGACGGAAGGA GCAGCTAGGCCTGACTTCTC 278

Ad10A5401 Aradu.A10 5401 p4 (AAAT)5 20 21856384 21856403 TGAGATTGTTGGGTATTTGGA TTTGGTCACGGTAGGGACTT 280

Ad10A5404 Aradu.A10 5404 p4 (AGAA)14 56 21895671 21895726 CAATCCAAGCTCTAGTCCCG CCCCTCTCGGATATCCATCT 172

Ad10A5405 Aradu.A10 5405 p3 (ATA)5 15 21900048 21900062 CAGTTGTGGCTGGTTGTTGT CGAACAACTTAATGTTGAACAAA 246

Ad10A5406 Aradu.A10 5406 c (A)10tcatcttttcattcaacttaactttttattacaaaaaataattcctgagcctatttaaccattttagttggacttcttctcattgatgg(TTA)7120 21900696 21900815 TTTTTGTTTTGGTCAAGGGA GATAACAAAATTCGTAACAACGG 254

Ad10A5414 Aradu.A10 5414 p2 (TA)11 22 21922447 21922468 ATGTTTGAATTGCTCCCCTG TGCTAAATCAGCACGTGACC 201

Ad10A5416 Aradu.A10 5416 p2 (CT)15 30 21938070 21938099 TAATAGATGCCCTTCGTGGG AGGGAGCAGAGTGTTGAGGA 206

Ad10A5417 Aradu.A10 5417 p2 (GA)9 18 21939336 21939353 CAGCAAGGAAAAAGGTCTGG ATCTGAGTTTGGTTCGTGGG 153

Ad10A5419 Aradu.A10 5419 p2 (TC)8 16 21951092 21951107 ACTGAATGGCTCAATTCTTCA AAAACCACATAAAGATTCAGAAAGA 186

Ad10A5420 Aradu.A10 5420 p3 (TAT)16 48 21951419 21951466 TCGTATCCGCTCCTGAGATT GCTTGAGCCTCACAAAGGAG 187

Ad10A5427 Aradu.A10 5427 p2 (TG)10 20 22026875 22026894 CTGCGAACCATGGCTAGTCT GACCCAGAGTGTGCAACAAA 278

Ad10A5430 Aradu.A10 5430 p4 (ACTA)5 20 22038905 22038924 TCAACAATCAACACCAGCAA TGTTCTGTTTTGACAACCCAAG 265

Ad10A5431 Aradu.A10 5431 p2 (GA)17 34 22039191 22039224 AGCCGGAACGAGTTAGGAAT TTTTCTGACGGTAACTGGGC 200

Ad10A5437 Aradu.A10 5437 p2 (TA)6 12 22085174 22085185 ATCTTCACAGCCGGATTTTG ATCGAAATCCTAAAGCGCAA 132

Ad10A5438 Aradu.A10 5438 p3 (CTC)6 18 22085670 22085687 CTCCTCTCCTCAGACGTTGG TGGCTATGGGAAAGGATCTG 231

Ad10A5439 Aradu.A10 5439 p2 (TA)6 12 22109237 22109248 TATGCCCTTCGCATTATTCC GGAGCATCATTGAGATTCCC 258

Ad10A5441 Aradu.A10 5441 p3 (TTC)5 15 22117908 22117922 AAGTACACGACGAGAGCGGT CCTCTCCCTTTCTCGTAGCC 202

Ad10A5444 Aradu.A10 5444 c (GAG)7gtggcattgttgatgacgacggtaacaaaattgaaaaataacaaaaaggaag(AGA)7cgtagcatccgaagt(GAA)5124 22122832 22122955 TGATGGACGAGAACGATGAA CAAATCTCTACGCGTCCAAG 253

Ad10A5445 Aradu.A10 5445 p2 (AT)9 18 22123813 22123830 CGAATATATCCGTCCCTCCA TGCACTCAGTTTCACTCCCTT 205

Ad10A5447 Aradu.A10 5447 p2 (AT)6 12 22127854 22127865 ATTCGGTGTTCCTCATCACA CTGATGAGCAAGCTGATGGA 239

Ad10A5449 Aradu.A10 5449 p4 (TTGT)7 28 22143660 22143687 ACCACTTTTGATGGTCCCAC TTCAACACCCACACAAGAAAA 266

Ad10A5452 Aradu.A10 5452 p2 (AC)16 32 22154988 22155019 CCACAAATTTCTCCCACACC CCATATGGCCAACCCCTTAT 204

Ad10A5453 Aradu.A10 5453 p5 (ATTTT)5 25 22158075 22158099 TATGGACAACTGACGGCTCA GCCAGCCAAGCTTTAGCATA 271

Ad10A5461 Aradu.A10 5461 p3 (TAA)5 15 22227254 22227268 TTTTGAAGATGATTGTTTGGC CAATTGCTTTTTGTAATGGTGG 223

Ad10A5473 Aradu.A10 5473 c (GA)19aaagttatatttataattgcaattttttctt(GA)24117 22258076 22258192 CACAAGTGTTTCCTTTTCCG TTGTAAATGACTATAAATCATCCCAGA 247

Ad10A5475 Aradu.A10 5475 p3 (TCT)5 15 22273627 22273641 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 201

Ad10A5478 Aradu.A10 5478 p3 (ATA)5 15 22301202 22301216 CCGTGATTGTGAAACAACAA CTGAATTCGTTGAAGGCGAT 277

Ad10A5479 Aradu.A10 5479 p3 (ATT)5 15 22302516 22302530 TGCACTTTGATTGTGTTTGTG CACAAGTTGAACGCAACCTC 212

Ad10A5480 Aradu.A10 5480 p3 (TAT)14 42 22303082 22303123 CCCATCACACCCAATCTCTT TTCCAATTTCCAATCAGTTGC 280

Ad10A5486 Aradu.A10 5486 p2 (TG)6 12 22356908 22356919 TTCGTTCCTGTAGAGCCTGG GCGCCATCTGGTTCCTATAC 209

Ad10A5487 Aradu.A10 5487 p2 (GA)7 14 22372276 22372289 GTGGATGGATGTGAGTGGTG ACACCAGATAAGGCACCCAG 200

Ad10A5491 Aradu.A10 5491 p3 (TGT)5 15 22388031 22388045 TGGTTGGTTCAATGGTTTCA AGTGGCTCGAGTTTCACACC 274
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Ad10A5492 Aradu.A10 5492 c (CT)11cat(TC)15 55 22388419 22388473 TTCTCTCAAAAAGCGCATCA TCGTTCACTTAGCTTCAATCCA 269

Ad10A5493 Aradu.A10 5493 p3 (CAA)5 15 22388656 22388670 TGAACGATTCAAGAGCACTCA TTGTTGTTGGATTTGGTGGA 150

Ad10A5498 Aradu.A10 5498 p2 (GC)6 12 22435218 22435229 TCCGCACATTCTGGTACAAA GGAAGGAGAAAAGCAGGGAG 182

Ad10A5499 Aradu.A10 5499 p4 (AATA)7 28 22435379 22435406 CCTGCTTTTCTCCTTCCTCC TGCAAAGAATAAAAGTATGCAAATG 276

Ad10A5505 Aradu.A10 5505 c (TTA)7c(TAT)6 40 22441967 22442006 TTATGAGGTTTAAATCTAAAATCCTGT AAAACCCTAACAGCAATATAACAAAA 264

Ad10A5507 Aradu.A10 5507 p2 (AT)13 26 22442941 22442966 AAAATTGAATCAAACCATTTCAA AGAGCAGTTGACCCTCTTCCT 258

Ad10A5510 Aradu.A10 5510 p5 (GGCGG)5 25 22460920 22460944 ATGGTGGGATTCTAAGACCG TTTAAAAGGGTCACATCCGC 265

Ad10A5512 Aradu.A10 5512 p2 (TC)6 12 22467320 22467331 TCTCAAGTTCTTCCCTCCCC ATGTGCAAGACGATGACGAG 115

Ad10A5518 Aradu.A10 5518 p3 (TAT)8 24 22482636 22482659 TGACAGAAGCAGCAGAGAGG ATGCTTCAGGGATTTAGCCA 277

Ad10A5519 Aradu.A10 5519 p2 (GA)6 12 22484427 22484438 GAAGCAAGAAGACGACGAGC CAAGTTCTTCCCTCCCCTTC 176

Ad10A5520 Aradu.A10 5520 p4 (AAAT)5 20 22487477 22487496 AGAATCGGATTGCAGATTTCA ATATCCGCAAAACATAAAAATACAT 270

Ad10A5525 Aradu.A10 5525 p2 (CA)6 12 22521620 22521631 CGAAACCATACCTTAGCCGA TCCTTGGACCTTGGGTGTAG 274

Ad10A5526 Aradu.A10 5526 p2 (TA)7 14 22542667 22542680 ACTCAAATCAATTGGGGTGC TCATCTTTGAGTGCACCGAG 241

Ad10A5527 Aradu.A10 5527 p2 (CG)7 14 22543755 22543768 GGGGGTAGAAGAAGGGAAGA GCTTGAGGCACAAACATCAA 239

Ad10A5528 Aradu.A10 5528 p3 (GAA)5 15 22552763 22552777 ACCACCTCCACTACCACCAA GCTGGTTCATCGGAGAAGAG 213

Ad10A5529 Aradu.A10 5529 p2 (TC)6 12 22553006 22553017 CTCTTCTCCGATGAACCAGC CCATAACAAAGGGAGGGGTT 235

Ad10A5531 Aradu.A10 5531 p3 (TTG)6 18 22568995 22569012 TCGTTTGATTCATGTAGCCG CCTCTGGTTCTCACCCATGT 277

Ad10A5533 Aradu.A10 5533 p3 (AGA)5 15 22596778 22596792 GCTATGAATCATGATGGCCC TCCCACATAGCCGAACCTAC 241

Ad10A5534 Aradu.A10 5534 c (TGA)5ccatgatgataa(TGG)542 22614058 22614099 TTCTGATTTTCAATTTTGTTGATGA TCAAAATCAACCAGAAGCCC 103

Ad10A5535 Aradu.A10 5535 p3 (TGG)5 15 22614216 22614230 TTTTGGGGGAAGTTTTGATG TCAATTTCGTTTCCGACCTT 210

Ad10A5538 Aradu.A10 5538 c (A)17tgagc(A)14 36 22621729 22621764 TCATTGAAGAGTAGTTAGAGTTGGTCA GTTGGGTTGAGTCGGAAGAA 183

Ad10A5542 Aradu.A10 5542 p2 (TA)6 12 22624648 22624659 TTGTAAACGGTCTCCTAGAATTTG CCCGTCAAACCTTCAATTTT 280

Ad10A5544 Aradu.A10 5544 p2 (GA)7 14 22627819 22627832 TGAGATAAGCAATCAGCAAAGG GGTGCCAATTGGAAGAATGT 262

Ad10A5545 Aradu.A10 5545 p3 (TTC)8 24 22629521 22629544 ATCGAAAACCCACTCACCTG CGTCTTCTTCATGTTCAGCG 274

Ad10A5553 Aradu.A10 5553 p2 (TA)6 12 22689593 22689604 AGCCGGATCTTGAGTCTTGA AAGGGTAAACAAAAACCGCA 134

Ad10A5554 Aradu.A10 5554 p3 (CAA)5 15 22701789 22701803 GGAAAGGCATTGTTGGAGAA TGAGTTGTGGTTTCAGCTCG 228

Ad10A5559 Aradu.A10 5559 p2 (TA)11 22 22723936 22723957 CGGCAGGAATTTGATAATGG ATGAGCAACGACGGACCTAC 240

Ad10A5561 Aradu.A10 5561 p3 (TTG)5 15 22731662 22731676 TGAGGCTGCTTCCCATACTT AGTGTGTGAAAAGGGCAACC 169

Ad10A5563 Aradu.A10 5563 p3 (ACC)7 21 22740933 22740953 AATTAACTCCCAACCCAGCC AATGGCAATAGGTGGTGGAG 116

Ad10A5564 Aradu.A10 5564 p3 (AGA)5 15 22759381 22759395 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 260

Ad10A5567 Aradu.A10 5567 p2 (AG)8 16 22766693 22766708 TCTTCTCCATGCTCACATGC AGCATCTGCCTTCGACTCAT 143

Ad10A5569 Aradu.A10 5569 p2 (GC)6 12 22796891 22796902 CCACATGGCTCCTAAAATCG TGGAAAGCTAACATCTGGGG 139

Ad10A5570 Aradu.A10 5570 p2 (GT)6 12 22808681 22808692 CCATCCCTTCCTTCTTCTCC CTCCCTTACTCTTCACCGCC 141

Ad10A5575 Aradu.A10 5575 p2 (TA)7 14 22841341 22841354 AGACCATCAAGTGCGGGTAG AATCATCAAACAGGCCGAAG 224
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Ad10A5576 Aradu.A10 5576 c (TG)7(CG)7(TG)1252 22844188 22844239 AAGGCTTTTTGGGTAAGTAAGC TAGGGCACCAATTGATTTGA 270

Ad10A5577 Aradu.A10 5577 p2 (TA)9 18 22849431 22849448 TTTCAGATGCAGGACGTGAG GAAGATAACCGGTTCGAGCA 279

Ad10A5578 Aradu.A10 5578 p2 (TG)17 34 22854113 22854146 TGGGTTAGTCGTAGGCTCAAA GACACCAATTGATTTGAGTGAAAA 196

Ad10A5582 Aradu.A10 5582 p2 (AT)7 14 22891536 22891549 AAAAATTTTGGGGAATTGGG GGCATTTTTGTCCCCTTTTT 186

Ad10A5584 Aradu.A10 5584 p2 (GC)6 12 22904946 22904957 GGGAGGAGAAGAATGAAGGG CTACCAGCACAAGCACATGG 158

Ad10A5586 Aradu.A10 5586 p3 (CAA)5 15 22924547 22924561 TGCACCTAGAGGTCCGTCTT CCCAGCACCTTGTTTCTGTT 235

Ad10A5588 Aradu.A10 5588 p2 (TA)7 14 22946900 22946913 CGGGTTGTCGTTTTCTGTTT CAAAGCTTCCAATTCGGTTC 104

Ad10A5589 Aradu.A10 5589 p2 (TA)9 18 22947073 22947090 CGGGTTGTCGTTTTCTGTTT CCCTACCACACAAAGTCTTATGC 277

Ad10A5590 Aradu.A10 5590 p2 (GA)12 24 22948209 22948232 CTCATAGCGACGACGACAAA TTCCTTCACAGCTCATGTCG 172

Ad10A5592 Aradu.A10 5592 p4 (GAAA)9 36 22950184 22950219 AGCGAATTAGTTGCAACGCT TGGTGTTGATGGAAAACGAA 116

Ad10A5593 Aradu.A10 5593 p4 (TTGT)5 20 22953201 22953220 CGATGATACGACATTGACGC ATAATGCGAAGTGGTGCAAT 230

Ad10A5594 Aradu.A10 5594 p3 (CTC)5 15 22955499 22955513 GCGCGTTTCAATAACACAAC CGCATGCGTCTAGAATGAAC 259

Ad10A5595 Aradu.A10 5595 c (A)10gaagaagacacaaatt(GAA)541 22956307 22956347 TGATGACAGCAGAGAAAATTGG TCCTTCTTCCAAATTCGCAC 142

Ad10A5598 Aradu.A10 5598 p2 (TA)13 26 22976245 22976270 GACAACTTTCAGCGTTTCCAA ATTCATGAACACCATGGCAA 230

Ad10A5599 Aradu.A10 5599 p2 (CT)6 12 22980510 22980521 TCTTTTTCAAAAGCACCTAACCA AGGAAGGGAGAGAGGGTTCA 192

Ad10A5601 Aradu.A10 5601 p2 (GA)25 50 23002890 23002939 AATGGCGCTTGATTATGAGG CAGTGCAGCGATCAGAGTTC 171

Ad10A5604 Aradu.A10 5604 p3 (GAG)5 15 23023807 23023821 GATCAAGGCACTCCCATTGT GGTTGTGCACTCTCCTCCTC 257

Ad10A5605 Aradu.A10 5605 p2 (CA)6 12 23032525 23032536 CAAGCTCTCAAGGCCTCAAC GGACCTTGGGTGTGGTAAGA 210

Ad10A5606 Aradu.A10 5606 p2 (AT)11 22 23033812 23033833 AGGAACATTGGTTGGGATGA AGCTTTACCTGGGGCATTTT 171

Ad10A5609 Aradu.A10 5609 p2 (TA)8 16 23044521 23044536 ACCGTAAAGGAAAAACCGAA TCCTAACACTAACGTGGTCAACA 207

Ad10A5610 Aradu.A10 5610 c (TTC)6ta(CTT)8 44 23047200 23047243 GCCCCATACACTCGTTTGTT CATTGAAGTCAATCCAGATCCA 254

Ad10A5611 Aradu.A10 5611 p2 (AT)7 14 23055951 23055964 CGTTTCGTTTGTATGGGACA CAGCAGAATTGCTTAGCAGC 279

Ad10A5612 Aradu.A10 5612 p2 (AG)9 18 23067948 23067965 AAAACACAAGGATGCAATGAA CGTACCCATCAGAGATGCAA 271

Ad10A5617 Aradu.A10 5617 p2 (CT)11 22 23094710 23094731 TTCGAAAATCACCTTCCTCTTT GAATGGAGGGGTTCGAATTT 243

Ad10A5622 Aradu.A10 5622 c (T)11aataaaaagatttatatttttcaatttatgtgataatagaaggaattata(T)1273 23125105 23125177 TATACATTTCCCGGCAATCC TTTGCTGGTAAGACGGTGAA 278

Ad10A5624 Aradu.A10 5624 p2 (TA)8 16 23132491 23132506 TTTACAACTTATAGTTCGCCTAAAAA CCTAGTGCATATAATTTTTCAATGAC 280

Ad10A5625 Aradu.A10 5625 p3 (ATT)5 15 23139558 23139572 GGGTACCAAAATGTCAGCGT TTGGACATCTACTTATTCTTCTTCTCA 225

Ad10A5627 Aradu.A10 5627 p3 (TTG)5 15 23151165 23151179 AACATCCAGTCAGGAGGGTG CAATCCCTTTTCCCCCTTTA 231

Ad10A5629 Aradu.A10 5629 p2 (AT)7 14 23155578 23155591 CAATGAATGACAGCAATCGG GCCTGGATGGTTGCATAGTT 167

Ad10A5632 Aradu.A10 5632 p3 (AGG)5 15 23166112 23166126 CCAACTCTCAGGCTCAGGTC TTCTTGTTCATGTTGCCGTC 137

Ad10A5633 Aradu.A10 5633 p2 (GC)6 12 23182563 23182574 TGGTGTTTGGAAGTGTTGGA CCATGCATTAACCCGAGAGT 251

Ad10A5635 Aradu.A10 5635 p2 (TA)7 14 23194309 23194322 TCAGAGCATTTAGGTTGTGAAA CAGTGCATAACTATGGAAACCAA 265

Ad10A5643 Aradu.A10 5643 p3 (ATT)7 21 23239186 23239206 GGCAGGAATGGAGATGCTT CAAGAGAAGGAGATGGCAGC 117

Ad10A5644 Aradu.A10 5644 p3 (TCA)5 15 23254820 23254834 CAACCCAAACCATTCCAAAC TGATGGGTTGACGAATTTTG 277
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Ad10A5645 Aradu.A10 5645 p2 (CT)7 14 23265621 23265634 CGGCCTCTCTCTCTCCTTTT CGCTTGGTGTCTTGTTTTCA 212

Ad10A5646 Aradu.A10 5646 p2 (AG)7 14 23277758 23277771 CCCTTGCAATTCCTTGAGAA TTTTTCAAAACATCCTAACCACC 205

Ad10A5648 Aradu.A10 5648 c (TCA)6(GCA)5 33 23295280 23295312 CACAACCAAGTCAAAGCACG CGACAACGGTAACAATGATGA 208

Ad10A5650 Aradu.A10 5650 p2 (TA)9 18 23303069 23303086 CGGTGATGCCTTGATAGCTT TTCAGCCAATGAATGACAGC 259

Ad10A5653 Aradu.A10 5653 p2 (AC)6 12 23312656 23312667 CCATTGACCCAACTCCATCT AGGTGGTGAAGAAGGTGACG 191

Ad10A5670 Aradu.A10 5670 p2 (CT)6 12 23427691 23427702 CCTCAAATTGCATTAAAACGG AGGGGAATTCACACTTTCATT 277

Ad10A5671 Aradu.A10 5671 p2 (GA)6 12 23431554 23431565 TTGAGCTCTAAAAACCATGTTCC AGCCTTAAGTGTGGGGAGGT 254

Ad10A5676 Aradu.A10 5676 p5 (TTTAT)5 25 23454272 23454296 CAAGTTGAATCAAATAGGCATCA ACCTCTCCTGTTCACACCCA 259

Ad10A5679 Aradu.A10 5679 p3 (CTT)25 75 23461942 23462016 TATACGCATTGTCGCTGCTG ACCAGAGATGAAGACGACGG 195

Ad10A5682 Aradu.A10 5682 p4 (ATTT)5 20 23473935 23473954 CAGCCTCTGGTGTTAGGCAT AAAGTTTGTTAAGGATTAATTTGAGTG 220

Ad10A5687 Aradu.A10 5687 p3 (TAT)6 18 23502726 23502743 ATAAGGCCACCTTTTTGGGT AAAAAGGACAAATGAATACAACTCA 253

Ad10A5688 Aradu.A10 5688 p5 (GAAAA)5 25 23503702 23503726 GTTGCATTTCTTTTCGGAGG AGAGTGACAGTGAGACCGGG 135

Ad10A5691 Aradu.A10 5691 p2 (TC)6 12 23524724 23524735 ACTCGCAGGAGAAGAAGCAT TACAAAGGGGAGGCTGTTTG 277

Ad10A5692 Aradu.A10 5692 c (A)10gtgcgagaatgtagaaaagagtggagaatcttccgtcaatagtagggnnnnnnnnnnnnnnnnnnnnngtttttact(TAA)19144 23538606 23538749 CGCCAATCTCAGAGACCATT TGAACGAAAATGTTCACACCA 262

Ad10A5694 Aradu.A10 5694 p2 (GT)7 14 23556661 23556674 ACCCACCCACTCAAATTCAA TCCCTTGAGGCATTAGTGGT 222

Ad10A5695 Aradu.A10 5695 p2 (TA)8 16 23556816 23556831 AAACATTTGTGCGCATTCCT TCCAATTCACATTTGCATTCTT 209

Ad10A5697 Aradu.A10 5697 p3 (TAT)20 60 23568769 23568828 GTATGAATTTGGCGGCCTTA CTTTTACATGCACCGTGGTT 229

Ad10A5699 Aradu.A10 5699 c (AT)6tattttacatttttaaataaaataatcagtctaaaataattaaatttgacacacacaaaattaaattta(AT)999 23571029 23571127 TTTTTAGCCCAAGGTAGAGCA TTGTATATGGAATCGAGTCATGTTT 257

Ad10A5700 Aradu.A10 5700 p2 (TA)10 20 23572205 23572224 TAAACGGGATATGGCTTGGA ACTAACCGCAAAGTCGGCTA 235

Ad10A5703 Aradu.A10 5703 p2 (AT)8 16 23576654 23576669 ACTTGCATTTGGGGATCTTG AAGCACGTGGTTGATCCTTC 279

Ad10A5704 Aradu.A10 5704 p2 (AG)8 16 23579786 23579801 CCTCATCCTAGTAGCCGCAG CTCCCTTGTCTGCTTTGCTC 279

Ad10A5708 Aradu.A10 5708 p3 (TAA)19 57 23649525 23649581 TGCCATTTGTGATGTCCTTG GCCTGTCACAATTTATCTGCAA 280

Ad10A5711 Aradu.A10 5711 p3 (AAG)5 15 23655581 23655595 AACCCCAGTGGACAAGACAG TTCAACCGTCTTGGAAGGAG 154

Ad10A5713 Aradu.A10 5713 p2 (AG)7 14 23660012 23660025 CTGGGCTATTTCTGACCCAA AGAACCTGGGATTGAGAGCC 223

Ad10A5715 Aradu.A10 5715 p2 (TA)7 14 23662374 23662387 CGCTTGCCTCTTCATAGCTT CATGGGGAGTGGGAAAATTA 269

Ad10A5718 Aradu.A10 5718 p3 (ATC)5 15 23679314 23679328 CTCAATTGCCACACCCTTCT AGGTGCTGATGATACTGGGG 259

Ad10A5719 Aradu.A10 5719 p2 (AC)7 14 23679878 23679891 CCCACATACTGTAATGGCCC ATGATTGAATGGAGGCCAAA 228

Ad10A5720 Aradu.A10 5720 p2 (AG)8 16 23681423 23681438 TGTGATCCTTGAACTGTGGAA CCTAAACCATGCACGAATTTT 279

Ad10A5722 Aradu.A10 5722 c (TACCAC)6c(ACT)655 23697902 23697956 TTTGAATGTTGATGCCATGC CGCGTCAGGAGACAAAACTA 230

Ad10A5723 Aradu.A10 5723 p2 (GA)22 44 23698753 23698796 CTTTGGCCGTTCACCATTAT ATGAATGGCCCAGATTCAAG 238

Ad10A5726 Aradu.A10 5726 p2 (TA)6 12 23716481 23716492 AACAAGAACCAGCCACCATC CGAGAAGCAACGTCATTCAA 269

Ad10A5731 Aradu.A10 5731 p2 (AT)7 14 23775797 23775810 CTCACGATTCGACAACGAAA GTACCCTAGCCGGCCTAAAC 161

Ad10A5736 Aradu.A10 5736 p2 (AC)7 14 23863538 23863551 CCCATTTCCCAATATTTTCAAC TTTGTTAGCCAACTTTGAGCC 214

Ad10A5738 Aradu.A10 5738 p2 (GA)7 14 23877347 23877360 CCACTGCAACTAAAATATCCAAAA TGGTAGAGGGTTGTTGCCAT 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A5742 Aradu.A10 5742 p2 (AT)7 14 23897226 23897239 TCATAATTAAATCGGACAAATCG CAAACGATGTACCCGCTACC 197

Ad10A5743 Aradu.A10 5743 p2 (TC)7 14 23899789 23899802 AGAGAGGCTGAAAAGCCACC CTTCTCTCTTTGGGGCTGTG 140

Ad10A5744 Aradu.A10 5744 p3 (CCG)5 15 23899995 23900009 CACAGCCCCAAAGAGAGAAG AAGGATTTCGGAGGAGGAAA 191

Ad10A5749 Aradu.A10 5749 p2 (TA)6 12 23944877 23944888 CAATGCACATGGGACAAAAG GGGCTGAGGTAAGGGTAAGG 193

Ad10A5750 Aradu.A10 5750 p3 (GAA)5 15 23957321 23957335 CAGCCTTAGGTGCCATCAAT AATCCCTTTTTCCACCCAAC 277

Ad10A5755 Aradu.A10 5755 p3 (TCT)5 15 24029977 24029991 CTTCCCAAAAACCTTCACCA CCCTCGAGCAAGAAAGAAAA 266

Ad10A5756 Aradu.A10 5756 p3 (GTT)5 15 24037174 24037188 GTGTAGCACAAACCCCATCC AGTGTGTGAAGAGGGCAACC 247

Ad10A5758 Aradu.A10 5758 p3 (AAT)8 24 24045361 24045384 CGAGGCAATCAAAATATGACA TTGTTCACTTTTGCACCGAA 188

Ad10A5760 Aradu.A10 5760 p2 (CT)6 12 24053166 24053177 CAAGCACCAGAAATTGCAGA GAACCTGGGATCGAGAGTCA 252

Ad10A5763 Aradu.A10 5763 p2 (AT)8 16 24057674 24057689 AACAAAACAGTTACACGGCTG TGGCTCAATGATTGGATGAA 221

Ad10A5771 Aradu.A10 5771 p3 (GAA)6 18 24085575 24085592 TCAAATGACAATGTGAACGGA TTTCCAAAACTCCCCACTTC 275

Ad10A5773 Aradu.A10 5773 p2 (AT)8 16 24092927 24092942 GGAACATTTTTGTGTGTGCG TTGTGGTGAGGCTTGTCAAC 225

Ad10A5775 Aradu.A10 5775 p3 (TCA)11 33 24095083 24095115 TGAATAGCGATCAAACGTCG TCAGCACCATACAAATCCCA 203

Ad10A5777 Aradu.A10 5777 p3 (TTG)22 66 24102012 24102077 TCCTGACACTTATACCCCGC CGCCAATGACTCCACCTAAT 165

Ad10A5778 Aradu.A10 5778 p3 (AAT)6 18 24106248 24106265 CCATACTCACCTAAAAAGTGACGA CAATCCGTGTACAGCGCTAA 233

Ad10A5784 Aradu.A10 5784 c (T)10caaaaagctaaacaaaggtcaatattatgttatgctagatcaaattcaaattaagatgatttgtgtgaagtttattatat(AC)9108 24146509 24146616 CGACATGGCCAATAATAGGAA TTGCTTTAGAAAATTTGAAGCGT 240

Ad10A5785 Aradu.A10 5785 c (CA)8(TA)6 28 24147834 24147861 GTGACACAACACCGTATCGC CACCTTTGAAACTCCGTGGT 277

Ad10A5787 Aradu.A10 5787 p2 (CT)6 12 24150402 24150413 TTCCCTTTTCCTCCCTTGAT AAGCTGAGAAGAGGGGGAAG 219

Ad10A5788 Aradu.A10 5788 p4 (TCTT)5 20 24150519 24150538 CTTCCCCCTCTTCTCAGCTT AACCTAACCCTAACCACCGC 132

Ad10A5792 Aradu.A10 5792 p2 (GA)7 14 24159722 24159735 TGTTGAAGCAGCTGAATTGC CTTCAACCGGCTTCCATTTA 198

Ad10A5794 Aradu.A10 5794 p3 (ATA)5 15 24166206 24166220 AACTTGCACTATCCGCAAGG GGATGACAAAGGCAAGGAAA 278

Ad10A5800 Aradu.A10 5800 p2 (GC)6 12 24186014 24186025 GCAAAGTGGAGAATGCATGA TAAGTGAATCACGTGCGAGC 201

Ad10A5804 Aradu.A10 5804 p2 (AT)8 16 24207378 24207393 CCTCAAATTAATCAGGGGCTT TTCGAAGTTTTGGGGCATAG 100

Ad10A5810 Aradu.A10 5810 p2 (AC)9 18 24236990 24237007 CCTCACCTTTTCCATTCAGC ACCCCCAACTCGTGATAGTG 132

Ad10A5812 Aradu.A10 5812 c (GA)8gggagagggagagaa(AG)643 24246826 24246868 GCATTAGCCACAAGATTCACAA GAATGGAAAAGGAACAAGAGC 275

Ad10A5813 Aradu.A10 5813 p2 (GT)6 12 24252021 24252032 GCGAACTCTCTCTCCCCTCT CACACTCACAGCCACTCACC 198

Ad10A5814 Aradu.A10 5814 p2 (AT)8 16 24253662 24253677 CAAACAAACCTCCCTCCTTTC AAACATCAAAACCAAGCAATTT 263

Ad10A5819 Aradu.A10 5819 p3 (AGA)6 18 24277604 24277621 CTTACAAGGGCCAGCAAAAG TTGGGGTTTGTTTTGTCGTT 151

Ad10A5820 Aradu.A10 5820 p3 (TAT)6 18 24278281 24278298 TTAACGAACGCAATGTGAGC AAGAACGGTAACTCCCTCCG 268

Ad10A5822 Aradu.A10 5822 p2 (TA)7 14 24282884 24282897 TGAACTGAAATGACCCCTCC CAGGTTATTGTTACGGTGGGA 120

Ad10A5825 Aradu.A10 5825 p2 (AT)9 18 24291972 24291989 CCCCCTCTTTGCAAGTATCA TCGAATCCAACACAAATCAAA 245

Ad10A5826 Aradu.A10 5826 p2 (CT)20 40 24307875 24307914 ATTATCCGCTCATCACTCCG GGAACGAAAGCAGCAGAATC 236

Ad10A5827 Aradu.A10 5827 p5 (AAGAT)5 25 24328117 24328141 AGAAGGGCCCAAATAGAGGA CCTGGGTGCTCCAGTGTATT 186

Ad10A5829 Aradu.A10 5829 p3 (TAC)5 15 24337604 24337618 TTCATGCCTAATGATGATGAGAA AGCTGAAGCGCCAGAAATTA 237
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Ad10A5833 Aradu.A10 5833 p5 (AAGAT)5 25 24391181 24391205 TCAGGACAATCCGACCTCTC CCTGGGTGCTCCAGTGTATT 241

Ad10A5834 Aradu.A10 5834 p3 (TCT)5 15 24415490 24415504 AATTCAATTCCCCACCCATT CGGTCTTAGGTGCCATTGAT 273

Ad10A5836 Aradu.A10 5836 p2 (TG)12 24 24423647 24423670 ACTTGCCGGTTAGTTTGTGG AGCCGTGGCTGAACTACAAT 182

Ad10A5837 Aradu.A10 5837 p3 (AAC)5 15 24427509 24427523 GAACCAAACTCATAATTTGAAAAGA AACATCCAGTCAGGAGGGTG 273

Ad10A5840 Aradu.A10 5840 p4 (TTCT)8 32 24436004 24436035 GCACCACCGACCACTAACTT CTTACAAAAAGGCGCCAAAG 220

Ad10A5841 Aradu.A10 5841 p2 (AC)9 18 24444216 24444233 ATTTTGGGACTCGGTGTTTG TGCGAAGCAAAGACTGGATA 157

Ad10A5847 Aradu.A10 5847 p2 (TG)10 20 24493261 24493280 TCGTGCAGAGGAGTAGTGGA TCTTGGTTAGAACACCCCTACAA 200

Ad10A5849 Aradu.A10 5849 p2 (TC)7 14 24521435 24521448 GGCCAGAATTTCATCTTGGA CTGAGAACCCTATGCCTTGC 278

Ad10A5850 Aradu.A10 5850 c (A)13gactaactaacc(ATA)5ttaacaatgtt(AAC)566 24522477 24522542 TTAACCCTGTGTAGGCCACC CGGAACCAATATTTCATGGG 266

Ad10A5851 Aradu.A10 5851 p3 (AAC)6 18 24529320 24529337 TTGTCAGTTGCCACAGAAATAGA CGACAGGGCACAACACATAC 217

Ad10A5852 Aradu.A10 5852 p2 (TA)6 12 24533284 24533295 GGGGTAAACAAAAATCGCAA TGCTCGGACCGATTATCTTC 158

Ad10A5853 Aradu.A10 5853 p2 (GA)6 12 24575770 24575781 TGAAAGTGAGGTAGGTGGGG CCTAATTGGAGCAGGGATGA 220

Ad10A5855 Aradu.A10 5855 p2 (AT)10 20 24604060 24604079 GCACTCACTTTCCTTAATTGACA CAAGTGGTCAAAATGGCTATACA 199

Ad10A5858 Aradu.A10 5858 c (ACA)7(ATA)10 51 24623166 24623216 TTGGCTTGGAAGCTTCATTT CCTGTTGGATCCCAGTATTCAT 175

Ad10A5859 Aradu.A10 5859 p3 (TTA)5 15 24624062 24624076 AAATACCTATTTGATCTCCAGTATTCA TGAGGCTGATGGACCATTATT 197

Ad10A5861 Aradu.A10 5861 p2 (GA)6 12 24628346 24628357 GGATGCTTTAGGATTGAGCC AACGAAGCAGAGCGAGAGAG 255

Ad10A5862 Aradu.A10 5862 p2 (CT)6 12 24628483 24628494 GTGGGACCTTGCGAGAGTAG CAGGTCTTGTTGCGAGTTGA 269

Ad10A5865 Aradu.A10 5865 p2 (AT)6 12 24660287 24660298 TTGCCTCTGTGTGCTGATTC AAGTTCATCCTTGACCAGCG 237

Ad10A5866 Aradu.A10 5866 p3 (ATT)5 15 24670271 24670285 CCCAGATCAATTCCCAAAGA CCAGCTCGGAGATAAAACCA 267

Ad10A5868 Aradu.A10 5868 c* (A)10(AC)7* 23 24678207 24678229 ACATTGTTGGATTTGGGCAT CAGGTTTGGGTGAGTTTGCT 187

Ad10A5869 Aradu.A10 5869 p3 (ATT)5 15 24689184 24689198 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 199

Ad10A5872 Aradu.A10 5872 p2 (TA)6 12 24701563 24701574 GGGTTTGGTTTTCCGTTGTA ATTGATTTTGGGGCATGAAA 243

Ad10A5875 Aradu.A10 5875 p3 (TTA)8 24 24714815 24714838 CTCTCCATCGCCAAAAGAAC AAAAATCAGGAACGCAGGAA 254

Ad10A5876 Aradu.A10 5876 p4 (ATAG)6 24 24715437 24715460 CCGAATCAAACCCTAAACCC TGCATCCAAACACCAATCAT 280

Ad10A5877 Aradu.A10 5877 p2 (TG)28 56 24715989 24716044 CATGATTGGTGTTTGGATGC TATGGCCACAATCACCTGCT 194

Ad10A5879 Aradu.A10 5879 p2 (TC)23 46 24738779 24738824 TTGGGATTTGGTTGTTTTCA CAGAACTCCATCCACGGTTT 269

Ad10A5887 Aradu.A10 5887 p2 (AG)8 16 24785581 24785596 TTCTAACGGGTCTTTGCATT CAAACAGTCCGTTCGAATCA 207

Ad10A5888 Aradu.A10 5888 p2 (TC)9 18 24807843 24807860 CGTGTTTCGTGATTTTCCAA GCCACAGTTACAGCCACAAA 277

Ad10A5890 Aradu.A10 5890 p2 (TA)7 14 24809539 24809552 ATGTGGACTGCTGCTGCTTA TCTGTTGGTGAACAGGTGGA 178

Ad10A5892 Aradu.A10 5892 c (TTC)5caaattcgcgcagattcttctttttcc(CTT)1381 24818674 24818754 GCCAAAGGCAATCCTAGAAC TGGAGGGTAGGTTGGTGAAG 165

Ad10A5894 Aradu.A10 5894 p3 (AGA)13 39 24819588 24819626 GAGGAGGAGGTATGCGTGAA CAAACTGGGAAGCCAAAAAG 216

Ad10A5895 Aradu.A10 5895 p3 (AAC)6 18 24820337 24820354 ACTAACGGCGTTTCTCACCA CGTTTGATTCATGTAGCCGA 259

Ad10A5897 Aradu.A10 5897 p2 (AT)13 26 24825396 24825421 GCGAAAACTTTCAAACTTCAAC GAAAACAAAAATTGGCAGGC 255

Ad10A5905 Aradu.A10 5905 p3 (AAT)5 15 24845188 24845202 TTGGCGCAATACATTAAGCA CTTCGGACTTTACACGCACA 159
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Ad10A5906 Aradu.A10 5906 p3 (TCT)8 24 24845772 24845795 ATAGCCGATGCACTTGTTCC AATCGTAGTTGCGGAAATGG 115

Ad10A5907 Aradu.A10 5907 p3 (ATT)8 24 24845911 24845934 CCATTTCCGCAACTACGATT AATTGGAATTCTTTTGGGGG 267

Ad10A5908 Aradu.A10 5908 p2 (AT)6 12 24846241 24846252 GATTTTGCTTACCGCAATCC TTGGCCCATCACACAAACTA 197

Ad10A5909 Aradu.A10 5909 p3 (TAT)6 18 24848988 24849005 TCAAATGAATCCCCACCATT AGCATCCTTTGACGCATCTT 149

Ad10A5913 Aradu.A10 5913 p3 (AGT)8 24 24863169 24863192 AGCACTGTGGATAGGAAAGCA TTGGTGTGTGCTGTTATAATTGTTT 208

Ad10A5914 Aradu.A10 5914 p4 (ATAA)6 24 24869311 24869334 TGCTTTGTGTTTGTTGAAGAGAA ACTTTGAAGTGAAAAGTTGAATCTAA 269

Ad10A5915 Aradu.A10 5915 p3 (GTT)5 15 24869693 24869707 CGTGTTGTCAGGCTAGCAAA TCCCCATGGGAGCAATATAA 151

Ad10A5919 Aradu.A10 5919 p3 (TCT)13 39 24887878 24887916 AGGATCAGGGGAGGAAAGAA AGAAGACATGGTGGTGGTGC 137

Ad10A5920 Aradu.A10 5920 p3 (TGA)5 15 24888115 24888129 TTGGGAAATTTGTTGTGGAA TGGTCATCATCATCATCCTCA 251

Ad10A5921 Aradu.A10 5921 p3 (TGG)5 15 24888307 24888321 TGGTGGTTCTAGTTGGGCAT AAAATGGTCCCCAAGGTTTC 127

Ad10A5924 Aradu.A10 5924 c (T)10ccgacaaagaacattttctaa(T)1041 24896600 24896640 TGAGAGAGAGAAGGCGGTTC CAGCCCATGGTCTACAATAACA 261

Ad10A5925 Aradu.A10 5925 c (T)10gtttg(T)11 26 24907192 24907217 TCATGCTCCACATAGGCAGA CTGCCGCTGGAATAAGTTTC 259

Ad10A5926 Aradu.A10 5926 c (T)11attttgtattttttggctgctaatgattctgttgcctttacgttactcggtattcaaatgtatcatatcatttctaactttcctctcttcta(T)10113 24907655 24907767 CCATGAAGAGATTTGCATCC ACTTCATGGATGGATGTGGG 177

Ad10A5927 Aradu.A10 5927 p5 (TTTTG)7 35 24908650 24908684 TGATGATTACTTAACACATACGTGGA AATGGAACAACAGGGCAAAG 269

Ad10A5936 Aradu.A10 5936 p2 (GA)8 16 24970975 24970990 GATGGCTGCACAAGAGAAGA TGCTCCTTCTCCCTCCATTA 204

Ad10A5939 Aradu.A10 5939 p3 (AAC)5 15 24974014 24974028 TAGATTTCACGGCCTTTTCC GATTCATATAGCCGACCCCA 205

Ad10A5942 Aradu.A10 5942 c (T)11acgggatttaatacaaatataactatcgagtatttttgttaatgagaactcaattttttcgggtataatgttagtttag(T)12102 24986592 24986693 TTGTTAATTTGAGTTGGGTTGAGA TGTTGCTGGCTGCTACAATTT 278

Ad10A5943 Aradu.A10 5943 p3 (AAG)16 48 24988999 24989046 GACATTGCAGCAACACCAAC TTCCTCCTTACTCGCTGCTC 279

Ad10A5945 Aradu.A10 5945 c (T)10gtgaaggttacttcg(T)1035 24997121 24997155 GCATGATGACGAACCCAAAT TTCTTCGATCTCATCCACCC 190

Ad10A5951 Aradu.A10 5951 p2 (CT)7 14 25024701 25024714 TGCTCCTTCTCCCTCCATTA GATGGCTGCACAAGAGAAGA 198

Ad10A5952 Aradu.A10 5952 p2 (TA)6 12 25024995 25025006 CATCGGCGAGACTCTACAGC CCTACCGTTTGGGGTAAGTTT 280

Ad10A5953 Aradu.A10 5953 p2 (TC)8 16 25026163 25026178 TGCTCCTTCTCCCTCCATTA GATGGCTGCACAAGAGAAGA 201

Ad10A5956 Aradu.A10 5956 p3 (TAA)14 42 25028140 25028181 AATTTGAATGGGGAACAAGTG GTTTCATGACACATGCAATCA 151

Ad10A5961 Aradu.A10 5961 p3 (TAA)14 42 25031883 25031924 AATTTGAATGGGGAACAAGTG GTTTCATGACACATGCAATCA 151

Ad10A5965 Aradu.A10 5965 p2 (AT)6 12 25036075 25036086 CATTCCTTCGTACACTTTTTAACAT CACATCAACGTTAATTTAATTTCTTTT 280

Ad10A5967 Aradu.A10 5967 p2 (TA)7 14 25044267 25044280 CCATCCTGACAAGAAAAACACA TTTGCAGTATATGTTGCGATAGA 276

Ad10A5970 Aradu.A10 5970 p2 (TA)9 18 25055089 25055106 TCTTCTTTACGACATTCTCTTCTTTTT TGACCATTCAAGTGGTGCAT 207

Ad10A5974 Aradu.A10 5974 p3 (ATA)9 27 25072881 25072907 TAGTCAGTCCATTCCCGAGG CCTTGGTTTCGTAGGCTGAG 243

Ad10A5975 Aradu.A10 5975 p2 (TA)7 14 25078345 25078358 ACGAAGAAGCTTGCAGTGGT CGACAAAAGCGAGGTAAAAA 104

Ad10A5978 Aradu.A10 5978 p3 (ATT)6 18 25088618 25088635 TATTTTCGGTGGGGCAATTA CCACAAAACTCTGTGTCAAAGG 261

Ad10A5980 Aradu.A10 5980 p2 (CA)6 12 25094409 25094420 GCTTGGAGGATGGAAATGAA TCTGGGACGCTGAATTTTCT 268

Ad10A5982 Aradu.A10 5982 p2 (AG)6 12 25127509 25127520 CAGAAAATTCAGCGTCCCAT TCACGGAGGTAGCAACTCTTT 247

Ad10A5985 Aradu.A10 5985 p2 (TA)8 16 25134627 25134642 GGTTTTTGTTGAAGAAGATCGAA ATACAAACGCACACAGTCGC 272

Ad10A5986 Aradu.A10 5986 c (A)10(T)10 20 25134816 25134835 GCGACTGTGTGCGTTTGTAT GCACACAAAATTAGATCCAAAATG 263
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Ad10A5987 Aradu.A10 5987 p2 (AT)8 16 25157131 25157146 TAGCAACTCATTGGCCCTCT CAATAGGTCGACCGGAAAAA 265

Ad10A5996 Aradu.A10 5996 p2 (CA)11 22 25283554 25283575 ACCGGGCACCTATCCTAAAG TTCTCTCATAACCAGCGCCT 186

Ad10A5998 Aradu.A10 5998 p2 (TA)7 14 25314540 25314553 AACTCCGCGAGCTACGACTA AGACCATCAAGGATGGCAAG 249

Ad10A6002 Aradu.A10 6002 p4 (TTTA)5 20 25364557 25364576 AACAGGGGGAGGATGTGTTT TGGGATCGACCCTTACTCAC 271

Ad10A6016 Aradu.A10 6016 p2 (CT)6 12 25434871 25434882 TCCGTGTCACCTCATTCAAA AAAACCTTGATAATGGTGGGG 213

Ad10A6018 Aradu.A10 6018 p2 (CT)6 12 25441379 25441390 TTTCTCTGAACCCAACACCC AAGGAGGGTGATTGCTGATG 269

Ad10A6022 Aradu.A10 6022 p3 (CTC)6 18 25467761 25467778 TTGCGATTTCTTGTGAGACG ACGAGAAGAGGTCCCCAGAT 254

Ad10A6025 Aradu.A10 6025 p3 (CTT)7 21 25489145 25489165 AAGGGGGTACCGTGAGAGAT CATGTACGTCGTCGTTTTGG 190

Ad10A6027 Aradu.A10 6027 p3 (TAT)7 21 25492210 25492230 TGGTTTCAACTTTGAATTTCTTG CAGATCAATCTCCAACGTTTTT 275

Ad10A6028 Aradu.A10 6028 p2 (AG)17 34 25493740 25493773 AAGAGTCCACGGCAACAAAG TTGGCATCATCGTCTCTGTC 165

Ad10A6030 Aradu.A10 6030 p2 (TA)9 18 25502624 25502641 AATCGTATTAGCGCGTGACC CCCTTTTCAGGATATGGACG 272

Ad10A6032 Aradu.A10 6032 p2 (TG)10 20 25509946 25509965 CCTTCCACCACGATTCTGTT ACAGCCGTAACCCCTATCCT 164

Ad10A6033 Aradu.A10 6033 p6 (TTTTCT)6 36 25512174 25512209 AGCTCATGAGAGGTCACGGT ACTTGGCCGAAGCCTCTAAG 280

Ad10A6034 Aradu.A10 6034 p3 (ATA)7 21 25512509 25512529 TCGATAATTATTTATATCGGCAAA TTTCCACTTCGTTATCCCTATG 253

Ad10A6035 Aradu.A10 6035 p3 (CCT)5 15 25516018 25516032 ATATCACATTGCTGGGAGCC GCGCAGGATGAAGAGAAAAC 245

Ad10A6036 Aradu.A10 6036 p2 (GA)8 16 25518788 25518803 GAGGGAGAAGGGAGATCAGG CTCTCTCTCCACGGTTCGAC 179

Ad10A6039 Aradu.A10 6039 p2 (TC)6 12 25533620 25533631 TCTCAATCTTGCCCTCCAAC TGGAACAAAACGGCATTGTA 266

Ad10A6040 Aradu.A10 6040 p2 (GA)13 26 25533856 25533881 TACAATGCCGTTTTGTTCCA GGTAACGTCACCCGAAAAGA 178

Ad10A6044 Aradu.A10 6044 c (TGT)5(TGG)5 30 25545200 25545229 TGGTTGTGGTTTCAAATTCAG CATTGGAACTCTGCAACTGG 259

Ad10A6045 Aradu.A10 6045 p3 (TAT)18 54 25545557 25545610 CCAGTTGCAGAGTTCCAATG TTTGAAATGTGCCTTCTCTCTC 278

Ad10A6046 Aradu.A10 6046 p2 (TA)8 16 25546442 25546457 TCGTCTCTACCCGTCTCGTT TCAGATACGTTTGTCTACTTTTCAA 270

Ad10A6047 Aradu.A10 6047 p2 (AT)11 22 25548054 25548075 TCGGATCGTATCAAGTATCGG CGCAGATCCGCACAATAATA 273

Ad10A6048 Aradu.A10 6048 p3 (TAA)5 15 25548398 25548412 ACCAATCGGATCGTATCTGC CTCTCTCGCGCTCTCTCATT 265

Ad10A6049 Aradu.A10 6049 p3 (AAT)6 18 25554691 25554708 TTGTTGTTGATGGCAATGCT TGGATAGAGAGGAGGGCGTA 247

Ad10A6057 Aradu.A10 6057 p3 (ATA)5 15 25578430 25578444 TGACATTCTTCAAATTGGTGACA CCAAGGCCTGTAGCAGTAGC 158

Ad10A6061 Aradu.A10 6061 p2 (AT)9 18 25584534 25584551 TGCCTGTTTGGACTTAGGATG TGAATCGACTCAAGTGGAAGAA 279

Ad10A6065 Aradu.A10 6065 c (AGA)5aagc(AAT)534 25589401 25589434 GGGGGAAATCTAAAGTGCAA AAGCCGCAAAAACTGCTTTA 175

Ad10A6066 Aradu.A10 6066 c (A)10gggggggaggcgtttggtttcgggttgaagttagagattcgaggtctgacaaaacgtacatggtaacgctaacacct(GA)8103 25589811 25589913 TTGTTTTGTTGGTTGGTTGC TGAGGGAGTGAGTCAAATACGA 278

Ad10A6067 Aradu.A10 6067 c (A)12gtaaagatgatgtcaatctctaa(T)1045 25592640 25592684 TTTGTTTGACAAATTGATTATATCTCG TGCGTGAATCTGTGATGTCT 280

Ad10A6069 Aradu.A10 6069 c (ATA)7caacac(AAT)1984 25595481 25595564 TGGTATTCGGATTCGTGATG TTATTTTGTTGTTGTTATCTGTGTTG 147

Ad10A6071 Aradu.A10 6071 p2 (GA)6 12 25612421 25612432 CAATGAAATGCATATTAGACCCA CGGAGTCCCTTTTCCCTAAG 217

Ad10A6072 Aradu.A10 6072 p4 (GAGG)5 20 25612616 25612635 CTTAGGGAAAAGGGACTCCG GCTGCCTTCCTCTTGTTGAG 204

Ad10A6073 Aradu.A10 6073 p3 (GTT)9 27 25613936 25613962 TGTTGTTGCTGGTCTATTGGA AGCCATAACGAGGTTGAAGA 272

Ad10A6074 Aradu.A10 6074 p3 (TTG)5 15 25614085 25614099 GAATCTTCAACCTCGTTATGGC TTGTGTGCAAATCAATGCCT 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A6077 Aradu.A10 6077 p2 (GA)6 12 25628861 25628872 CGGAAAAGCACACCAAACTT CCTCTTTCCACCACACCATT 111

Ad10A6079 Aradu.A10 6079 p2 (CT)6 12 25671555 25671566 GGCCCAGATCCAAGTACAGA AAAACCTGGATCGAGAGTCA 189

Ad10A6081 Aradu.A10 6081 p3 (GAA)5 15 25718379 25718393 CCCCTAATGAAAATGGGGTT CCACATTGCTAGCCCAAATTA 260

Ad10A6086 Aradu.A10 6086 p3 (CAA)5 15 25800947 25800961 AACAACAAAACCCGCAAAAG ATTGCTTGCTCCTCCAAGAA 142

Ad10A6087 Aradu.A10 6087 p4 (ATAC)15 60 25801402 25801461 TCTGCCGTCATCATTGAAGT AAACAAAATTTCGAAGGCTTACT 280

Ad10A6092 Aradu.A10 6092 p3 (AAT)26 78 25840434 25840511 TTCGGAGCTTCTATCCGTGT ACTTGGATCATCCTCAATGG 272

Ad10A6095 Aradu.A10 6095 p2 (AG)6 12 25922347 25922358 CCAGATCCAAACCCAGAGAA CATTGAACCTGTAATGAAGGGA 216

Ad10A6096 Aradu.A10 6096 c (T)19gtcttaaaaatttttatgtttggtgtccctttgtg(T)1064 25935136 25935199 TTCTTTGAGTTTTGTTCTTGGTG AGGGTTTCGGCTTTAGTGCT 215

Ad10A6101 Aradu.A10 6101 p2 (AG)6 12 26029727 26029738 GGACAATTGGCACTCAATCA TGCCGCAGAATGATACAAAA 274

Ad10A6104 Aradu.A10 6104 p2 (GA)10 20 26039446 26039465 GGCCGAAAAGATAAACCGAT AATGCTGCGGAAATCAAAAC 220

Ad10A6106 Aradu.A10 6106 p3 (AGA)7 21 26051160 26051180 TAAAATATTGCTCGCCCTCG CCCATAAACCCCACCTACCT 274

Ad10A6107 Aradu.A10 6107 p2 (CA)6 12 26082197 26082208 GGGAAACCGAAACCATACCT GGGTGTGATGATTGTGGCTT 197

Ad10A6111 Aradu.A10 6111 p3 (TCT)6 18 26149540 26149557 GGATTGCATACAGAGGGCAT CAGCCTTAGGTGCCATCAAT 270

Ad10A6113 Aradu.A10 6113 c (A)16ccgaaaaaaaaagagaaaacg(A)1047 26160476 26160522 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 227

Ad10A6114 Aradu.A10 6114 p3 (GAA)5 15 26175475 26175489 CAGCCTTAGGTGCCATCAAT ACATCCATCCTCTCTTCCCC 197

Ad10A6119 Aradu.A10 6119 p3 (TTC)5 15 26245123 26245137 ATATGGCCGAACCTTAACCC CCTCGAGCAAGAGAAGAACG 168

Ad10A6120 Aradu.A10 6120 p3 (TAA)5 15 26255248 26255262 AAAAACATTTTTGGTTGGTAAAAT ACCCTACTATCATTGCCTATACAAA 210

Ad10A6121 Aradu.A10 6121 p2 (GA)22 44 26261332 26261375 GGGAGGGAAAGGATTTTGAA AGTCCTTGACCCCTCAGGAT 232

Ad10A6122 Aradu.A10 6122 c (TG)18cgtgtgtgc(GT)6gggc(GT)1081 26269988 26270068 TCTGGGTAAAGTACCGTGGC CGCGTATCCCCAAGAGTCTA 217

Ad10A6127 Aradu.A10 6127 c (T)10cgaaa(T)10 25 26287291 26287315 CCAATTAGAGGTGTCCAGGG TCCGAATGAATGCTTGAACA 280

Ad10A6128 Aradu.A10 6128 p2 (AG)6 12 26288796 26288807 CGGAAAAGCACACCAAACTT TAAATACACGTTCAGCCCCC 121

Ad10A6132 Aradu.A10 6132 p2 (TC)9 18 26310789 26310806 AACTCTTTTTGGCATTGAATGAA CACTTCCCTTCCCTCTACCC 227

Ad10A6133 Aradu.A10 6133 p2 (AT)7 14 26314741 26314754 TATAACTTCCCGGGTTTCCC ATTGGACAGTCCCTCTGTGC 142

Ad10A6134 Aradu.A10 6134 c (AC)21(AT)6(AC)870 26315757 26315826 TATTTTGGGACTCCAATCCG GAGGTGGCGAGGTATTACGA 224

Ad10A6139 Aradu.A10 6139 c (T)10gcac(T)11 25 26376349 26376373 TGGCTTTTTCTGCTTGCTTT GAAGGAATGCTTGAACAGTGC 230

Ad10A6141 Aradu.A10 6141 p2 (AG)7 14 26392056 26392069 GAGAATGAGAGGAATTCAAACACA TCACCTAACCACTTTGCCACT 207

Ad10A6142 Aradu.A10 6142 p2 (TA)10 20 26393396 26393415 TCGAAAATGCATATGAAAAACAA GCCGGGGATTGTTAGAGTTT 272

Ad10A6144 Aradu.A10 6144 p2 (TA)7 14 26410168 26410181 ATCCATTGATGCTCAAAGCC AAAGCAGTGAAAAAGCAAAAGC 157

Ad10A6145 Aradu.A10 6145 p3 (AGA)6 18 26422254 26422271 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 204

Ad10A6149 Aradu.A10 6149 p2 (AT)6 12 26463665 26463676 AAAAGGTAAGGCCTTTTGGG CACCAAGTTTTTGGAGCCAT 228

Ad10A6153 Aradu.A10 6153 c (A)10gaaagagaaataaaagtgaaaatgag(A)1046 26502796 26502841 GACCTTATGCATTGATGTTCTTG GGCATTTTGTCCCCTCTTTA 201

Ad10A6156 Aradu.A10 6156 p2 (AT)6 12 26549695 26549706 AATGCGTCTTGGGAATTTGT CATGGCATGCCTGTAACCTA 208

Ad10A6157 Aradu.A10 6157 c (A)10gagaagaaataagaaaaaaaaagagagaaag(A)1051 26591212 26591262 TGGGTGGACAAAAAGGGTAG TGTCCCCTTCATTGCTTTTC 253

Ad10A6158 Aradu.A10 6158 p3 (TCT)6 18 26595450 26595467 CAACTTCTCTTTCCCACCCA TAAAATATTGCTCGCCCTCG 120



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A6164 Aradu.A10 6164 p4 (TTCT)6 24 26631140 26631163 CACTTCCCCTTCCCTCTTTC TTAGTGGTGCCATTTGGTTG 243

Ad10A6169 Aradu.A10 6169 c (GA)10aagagagagaagaaaagaaaaaaaagagcacaaggaaagagagaaggagga(AG)683 26671768 26671850 TCTCCAAAATAAGAGAGAAGGAGG CTCTCTCTCTCCCCTGTCCC 269

Ad10A6170 Aradu.A10 6170 p2 (GA)6 12 26671988 26671999 AGGAGAGCGAAAGAAAAGGG TTCTTTCTCCCCACCCTCTC 160

Ad10A6172 Aradu.A10 6172 c (AG)6caaaagaggaaaag(GA)6gtggaagagagagagatagagagagga(AG)779 26672626 26672704 GAGAGGAGAGAAGGAGAGAGTGA GCACCAGTTTAAACCAGTTCAT 278

Ad10A6173 Aradu.A10 6173 p2 (AT)6 12 26676681 26676692 TTGCTACCAGGAGGACATGA CCAAACAACACAAATAAAAAGAGTG 172

Ad10A6175 Aradu.A10 6175 p2 (AG)6 12 26694238 26694249 TTGAATTTGAATGGTGGGGT AAAAACGCAATTTTGCTTGC 236

Ad10A6186 Aradu.A10 6186 p3 (AAT)5 15 26761230 26761244 GGTTAATCCTACTTGCTTGAGAGG TGATCTATTTTAATTATGTGAATGTGG 257

Ad10A6190 Aradu.A10 6190 p2 (AT)8 16 26801532 26801547 TAAGTTGTAAGCCGGATGGC GGACTATCCCTCTGTCGTGC 261

Ad10A6194 Aradu.A10 6194 c (T)10c(T)10 21 26815891 26815911 CTGGGGTGTTTTCTTCCTGA GAAGATGGCGGAGACAAGAG 200

Ad10A6197 Aradu.A10 6197 p2 (TC)6 12 26856118 26856129 AAGCCAGGAAACATGCAGAG GGAACATTAAACCTGGAAATTGA 173

Ad10A6206 Aradu.A10 6206 p3 (ATA)16 48 26887092 26887139 TTGGTCTCTCTTATAACGTTCAGG CCCCGACATCTGTATGTGTG 170

Ad10A6207 Aradu.A10 6207 p3 (CAC)5 15 26890470 26890484 GCAACGAATTGATGACATGG GGTTTCGAGGTTGCAGAGAG 199

Ad10A6210 Aradu.A10 6210 p2 (AC)6 12 26902822 26902833 CCTAAGCTCCACCCACTTCA CCCAGTGCTCTCATCCTCTC 269

Ad10A6211 Aradu.A10 6211 p2 (AG)11 22 26903283 26903304 GAAGAGAGAGCTCGTGGGTG TCTCCCTTCACACCTCTGCT 223

Ad10A6212 Aradu.A10 6212 p2 (AC)15 30 26909977 26910006 AGCTCAGCAAAATCAAAGGC GCAACACTCCCTCTCTCACC 262

Ad10A6214 Aradu.A10 6214 c (AT)12(AC)7aaaagagtgtcaaaaacgggaatatcaaactcaaaagccggttgcgaagataaccggtccgagcatagcaacatat(TA)6126 26917048 26917173 ACCGTAACTTGAAAAGCGCA TTTGTGTCCCTTTGGGTTTC 229

Ad10A6220 Aradu.A10 6220 p2 (AT)7 14 26949236 26949249 TCAACGGTGGTGAGGTATCA TAGTCGGCCTTATTTTCGCA 233

Ad10A6223 Aradu.A10 6223 p3 (AAT)12 36 26973016 26973051 GTTGGCCATCAAACATTGTC AACCCATTTCTTTTAATTTCAGAAT 280

Ad10A6225 Aradu.A10 6225 p3 (TTC)6 18 26984227 26984244 TTGGCCGAATACATCTCTCC GCTTTTGTCTTCCCTTTCCC 196

Ad10A6230 Aradu.A10 6230 p2 (AT)13 26 27017633 27017658 CTCCCTTTCAGGATATGGGC TTTAAACCGCAATACCGCTC 277

Ad10A6231 Aradu.A10 6231 c (A)12ttatttccggttgaaaaggttaggcgggaacccaaattcttgaaatctagaaagacaaataatacag(T)1089 27020909 27020997 AATGGATAAGGCACGTTTGC CAGTGGAAGTGGGCTGATTT 239

Ad10A6232 Aradu.A10 6232 c (CA)6aag(A)10 25 27021977 27022001 AGAAGATCGGATTTGGCTCA TTCCATTTTCTTTTCCTCTTCA 279

Ad10A6235 Aradu.A10 6235 p3 (AAT)5 15 27029463 27029477 GTTGTAGATTGGGCGGGTTA AACATTGCATCAATCATGCTG 216

Ad10A6237 Aradu.A10 6237 p3 (GCT)5 15 27045285 27045299 GAGAGCAGCTGATGTTGCTG GGAGGTTGACTTGGCAGTGT 132

Ad10A6240 Aradu.A10 6240 p2 (TG)23 46 27072096 27072141 TGGGCACAGAAGTCATGAAG CGCAATACCACACCCAAAAT 278

Ad10A6241 Aradu.A10 6241 p2 (GA)7 14 27078226 27078239 GAGGATAGGGGGAAGAGCAC CCAGGTGAACCTCCATTGAT 216

Ad10A6242 Aradu.A10 6242 p2 (AT)8 16 27079968 27079983 CGAGTTTTCCTGGGTAGACG CTTGGACTGTTCCCTAACGC 205

Ad10A6244 Aradu.A10 6244 p3 (AAT)6 18 27096862 27096879 TCACTTCCCCACTGATTTCC AGGGAGTGGAACGAGGTTTT 189

Ad10A6246 Aradu.A10 6246 p3 (AGT)5 15 27099112 27099126 TGTTCACATGCAAAGTGGTG GGAAGCGTGTAAAAGAAGCG 256

Ad10A6252 Aradu.A10 6252 p3 (AGA)11 33 27113869 27113901 TCTCTCCATCTCCCATGACC CAAATCTCTTTCCCACCCAA 269

Ad10A6253 Aradu.A10 6253 p2 (GA)7 14 27114052 27114065 TTGGGTGGGAAAGAGATTTG CCTAATTGGTGCAGGGATGT 223

Ad10A6259 Aradu.A10 6259 p2 (AG)11 22 27133498 27133519 AACCCTTGGATTGGAGCTTT AAAAATGCAATTGACACCAAA 214

Ad10A6261 Aradu.A10 6261 p2 (CT)8 16 27134792 27134807 ATCATTTTCCCTCCTCCACC TGATGTAGACGAGGGAGTGG 204

Ad10A6262 Aradu.A10 6262 c (CA)8taca(AC)10 40 27142904 27142943 CCACTCAATTCAGCGCAAG ATCTCCTTTCGAATCACGCA 216
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Ad10A6265 Aradu.A10 6265 p2 (AC)7 14 27155590 27155603 GCGTATCACTCGCGTAATTG TTATTCGATTGGGTCATGTCA 278

Ad10A6266 Aradu.A10 6266 c* (AC)23(CAT)11* 78 27157600 27157677 ACCACATCAAACCAAGTCCC TGGCATGAGAAAGTTGATGG 171

Ad10A6267 Aradu.A10 6267 c (T)10cccttctctttcagtgtatctcctcaaaggatg(T)1457 27171912 27171968 TTTCTGTCGTCCAAAAAGCA CCCATGAAAATATCGAAAGTCC 234

Ad10A6270 Aradu.A10 6270 p2 (AG)9 18 27198988 27199005 CGCGATCTGCAGAATTACAA CATTGAACCTGAGCTGAAGAAG 265

Ad10A6273 Aradu.A10 6273 p3 (AAT)21 63 27219093 27219155 TGTCAATTGTATCCGTTTCTTCC CACGTTGGTATCTTAATATTAGTGCTG 269

Ad10A6274 Aradu.A10 6274 p2 (AG)8 16 27223173 27223188 CTAGAAATCACTGGGGGCAA CCCTGGAAATTGAGAAGAGG 241

Ad10A6275 Aradu.A10 6275 p3 (TTC)5 15 27226554 27226568 AGTTAGGATGGAGTGGGGCT TGGAAGTGAAGAGGGATGAGA 280

Ad10A6276 Aradu.A10 6276 p2 (AG)7 14 27229321 27229334 GTGTGACTTTGCAGCGACAT CCCTGGAAATTGAGAAGAAGAA 238

Ad10A6280 Aradu.A10 6280 p2 (AT)15 30 27255481 27255510 CCAAAGACAATTCCAGCAAGA TCCTCATTTAACCCAATGGA 275

Ad10A6281 Aradu.A10 6281 p2 (TA)7 14 27259363 27259376 AGTTTCGCAGGTCGAGTTTG CACCCGACTACACAGAACCTT 278

Ad10A6283 Aradu.A10 6283 p2 (TG)7 14 27262076 27262089 TTTGAATTGAAAGCTTCGGG TTTCAAGCAAGGGGAATCAC 191

Ad10A6284 Aradu.A10 6284 p3 (ATT)23 69 27262790 27262858 TGCTTTTAGATGGTTCTGATGG TCTTGACATTGGAAAAGGGG 262

Ad10A6288 Aradu.A10 6288 p2 (TC)6 12 27302849 27302860 TCATTCCTTTCTACGGAACAA TTCAAGATGAGAAAGCTTCGAC 265

Ad10A6289 Aradu.A10 6289 c (CCA)6acaccaacactactgccacaactag(CAC)1176 27308915 27308990 TGGACAAAAATACCCTCACCA TTGAGGGAGAGTTTTGGGTTT 256

Ad10A6294 Aradu.A10 6294 c (T)10aattttcc(T)10ctggattccaggattccagatcttc(T)1063 27319297 27319359 ACCATTGTTGTTTGATGCGA AAAAATTGCAACTCCGAAAAA 203

Ad10A6297 Aradu.A10 6297 c (A)10tttaagaaattgaaaaaaat(A)1040 27320330 27320369 CCCGTGGATTTTGATTTTTG TGGCCCTAGCACTCTTCTTT 248

Ad10A6300 Aradu.A10 6300 p2 (AG)7 14 27350876 27350889 CCAGATCCAAACCCAGAGAA GAGGAGGGAACCTCTCTCAC 134

Ad10A6306 Aradu.A10 6306 p2 (TA)7 14 27373119 27373132 CAAGCATATTCTCCTTTTTGTATG AGAAAAATGCCACCCGGTA 278

Ad10A6309 Aradu.A10 6309 c (TA)6ataatattatatattttattgtgtatatatatacaaagatagaaagaagtattaaaaat(AG)683 27377123 27377205 AAGTAGCTCATGGAATCAACAAA TGAGATAGTAACAATAAACAAATGCAA 228

Ad10A6310 Aradu.A10 6310 p2 (AT)8 16 27378789 27378804 TCGTCCAGATTGTTTCAGACC TTCACAAAGGCCCGGTATAG 280

Ad10A6313 Aradu.A10 6313 p2 (CT)6 12 27393952 27393963 TAAATTCACGCTTGGAACCC CGGAAAAGCACACCAAACTT 120

Ad10A6314 Aradu.A10 6314 p2 (AG)7 14 27397670 27397683 ATCTCTCCATCCCATCACCA AGTTCTTCAATCGCGCTGTC 206

Ad10A6315 Aradu.A10 6315 c (TCC)5tgacacttcgtctttctttccttttttgttatcattgtcactaacacgttcacca(CCT)585 27415668 27415752 TCATTTACATTCACGCGTCC AAGAAGACGACGACGATGCT 236

Ad10A6317 Aradu.A10 6317 p3 (AAG)5 15 27416336 27416350 GAAGAAACACATAATGCTGCAAA AGCAGCAGAAGATGAGGAGG 267

Ad10A6323 Aradu.A10 6323 c (A)10tcatctacattttggt(A)1238 27423599 27423636 ATTGGGAGCTGAAACACCAG TTTGTGGCTCCTTAGTCTTTACA 278

Ad10A6326 Aradu.A10 6326 c (T)12ctgtttgttttagatataaaatgttcaacaaaaatattttgtaaaag(A)1069 27432188 27432256 CTGCACCTGAGTTTCCACCT CCGATCTAAAGGGGTTGACA 189

Ad10A6330 Aradu.A10 6330 p2 (AT)6 12 27446947 27446958 CAAAGCCTTTCGCATTATAAGAT GATATGCTGAGGAGTGTTCTCAT 280

Ad10A6332 Aradu.A10 6332 c (A)12gaagaaaagccctacgggctaccaatccccacccccacccgaccctagtttccactttctctcaat(C)1088 27450064 27450151 TTGATGAAAACCGGAAAACC GAGGGCTGATAGGGTTAGGC 267

Ad10A6333 Aradu.A10 6333 p2 (GA)6 12 27459990 27460001 ATGTGCAAGACGATGACGAG TCAAGTTCTTCCCTCCCCTT 114

Ad10A6335 Aradu.A10 6335 p2 (AG)6 12 27464958 27464969 CCGTGTTTTGACCCAGTTTT GGAACATTGAACCTGGAATGA 218

Ad10A6336 Aradu.A10 6336 p2 (GT)6 12 27484207 27484218 AGGAGGTGATGGTGAACTGG ATCCAACATTGCCAAACACA 233

Ad10A6341 Aradu.A10 6341 p2 (TG)7 14 27577486 27577499 TTGCTAAAAGTGGGAAATTGG CAGTCGCACATTCCAGAAGA 135

Ad10A6344 Aradu.A10 6344 p2 (TG)15 30 27617196 27617225 CCCTTTCAGGATATGGACACA ACCGCAACACCACTCCTAAA 280

Ad10A6345 Aradu.A10 6345 p3 (TTA)9 27 27620210 27620236 CCATGATGGAGAAAGGGAGA TCGAAGTTTGGTGTCTTCTTTG 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A6346 Aradu.A10 6346 p2 (AG)6 12 27624551 27624562 AAACCCTAACCCAATGACCC TTCCCTCCTCCTCTCCTCAT 101

Ad10A6347 Aradu.A10 6347 c (TG)16tt(TG)9cgtgcatgtgtgc(GT)677 27627913 27627989 TGTTCCCTCGCCTTTATCTTT TTTAAACCGCAATACCGCTC 248

Ad10A6348 Aradu.A10 6348 p4 (AAAT)5 20 27631476 27631495 TTTGGTTAGAGTCTCGTGCTGA TGAAGGATGTGGATGTCCATT 252

Ad10A6351 Aradu.A10 6351 p2 (TA)8 16 27645574 27645589 CACAAATTCAGCCCAACAGA GCTTCCTTTAAGACCATTTTGA 280

Ad10A6356 Aradu.A10 6356 p3 (TTG)5 15 27682935 27682949 GCGTTCCTCCTCTTCTTCCT TCCTCCTCCTCATCTTCTGC 262

Ad10A6357 Aradu.A10 6357 p3 (GAA)6 18 27686819 27686836 CCTCTGCCACTTGATTGGAT ACATTCTTCTTCGTGCCGTT 269

Ad10A6358 Aradu.A10 6358 p2 (GA)19 38 27687130 27687167 GAGAAAGGAACACGAGCTGC ACTCTAACGGCAGTAGCGGA 177

Ad10A6359 Aradu.A10 6359 p3 (CAA)5 15 27693090 27693104 CCTCTGCCATTTACTTCCCA GCTAAACCTCTGCTCCCTTTT 277

Ad10A6360 Aradu.A10 6360 p3 (TGA)5 15 27693806 27693820 GATGGTGATGGTGATGGTGA CACTAACCTCCAACCCCCTT 212

Ad10A6362 Aradu.A10 6362 p3 (TTG)6 18 27701089 27701106 TGGCATCGTTTGATTCATGT ACCTGAGAGTCGTACCACCG 162

Ad10A6363 Aradu.A10 6363 p3 (ATC)5 15 27702038 27702052 ATGATTCCCAACTCGCTGAC GAGGTTGAGGGCTGTTCTTG 234

Ad10A6365 Aradu.A10 6365 c (AG)7actaaaagagagagagaagaaggggg(GA)754 27710030 27710083 CTGGAGGCTTTTCACAGAGG GGGGTAAATTTCAAACGCAA 230

Ad10A6372 Aradu.A10 6372 p2 (CT)8 16 27730748 27730763 AACACCAGAAATGGCACACA AGGTAGATGGGGTTTTTGGG 248

Ad10A6373 Aradu.A10 6373 p3 (AAG)5 15 27731562 27731576 GCATTTCCCTCCACACAACT AAAAATGGGTCCACCTTCAT 241

Ad10A6374 Aradu.A10 6374 p2 (GC)6 12 27734982 27734993 CCAGTTGGGTTGGAAAGCTA AAAACCACTGGGGACGATTT 152

Ad10A6375 Aradu.A10 6375 p2 (AG)6 12 27757001 27757012 CGGAAAAGCACACCAAACTT TTTCGAAATCTCTCCTCCCC 148

Ad10A6379 Aradu.A10 6379 c (T)10gttg(T)10 24 27838830 27838853 CATCTTTTTATGTCCCTCCCTG TGACCCTTCATTCTTCAGGC 182

Ad10A6380 Aradu.A10 6380 p3 (TAA)5 15 27844540 27844554 ACTGTCTATTTTGGCCACGC CAGGGCATGAAAATCCATCT 171

Ad10A6381 Aradu.A10 6381 p2 (TG)13 26 27844832 27844857 AAGGCTCCATGAAACTCAGG CAATTGGATCCCAACAAGAAG 258

Ad10A6382 Aradu.A10 6382 c (AC)19agaagtacataacaaaatgatgcctctccataagcctctaagaggaccaaaaagaataggttatgcggagagaaagagctaag(TA)11143 27850632 27850774 AAAATAAAAGCGCAACGCTC TCTCGTTAGGCGTCTGGACT 253

Ad10A6384 Aradu.A10 6384 c (ACT)5(AAT)11 48 27877087 27877134 TCGCCCAAGTATTGTGATGA TTCAAGAATTTGGTTACTATTGTGAAA 256

Ad10A6390 Aradu.A10 6390 p2 (TA)6 12 27902826 27902837 AAATCGCAACTCGAAAGTGC TTTGTGTCCCTCTGGGTTTC 205

Ad10A6391 Aradu.A10 6391 p2 (GT)6 12 27905826 27905837 TCGAAGAGAAAAACGTGGCT GCCCTTGGCCAACTAAACTA 257

Ad10A6392 Aradu.A10 6392 p4 (AACT)5 20 27909743 27909762 AGGCAATAAGGAGGCAACAA CCAATCCCTCATCCAACACT 184

Ad10A6393 Aradu.A10 6393 p2 (GC)6 12 27909915 27909926 GGATTGGAGGAGGGAAGAAG GTACGCGTGGGATGAGAAGT 255

Ad10A6394 Aradu.A10 6394 p2 (AT)7 14 27915353 27915366 GTCTCTACACGCTGAGTGCG GATATGGCAAGAATGGCTGG 233

Ad10A6398 Aradu.A10 6398 p3 (TCT)6 18 27931165 27931182 TCTTCTCCCACTTAGCCGAA GCTTTTGTCTTCCCTTTCCC 208

Ad10A6399 Aradu.A10 6399 p3 (TGA)5 15 27936990 27937004 GCACGATCCATGCACTAAAA ACCTCGGAAACCTAATCACG 270

Ad10A6401 Aradu.A10 6401 p3 (AGA)5 15 27949065 27949079 GCTTTTGTCTTCCCTTTCCC AAACCCCTCCATTCCACTTC 246

Ad10A6403 Aradu.A10 6403 p2 (GT)6 12 27965688 27965699 ACACGCAAATCGGAGCTCTA TCCTCAGGTGGTTAGTTGCC 238

Ad10A6407 Aradu.A10 6407 p3 (AGA)6 18 27995961 27995978 ATCAACACCCACACCCCTAA CGCTTCTCTACTCGGTCTGG 228

Ad10A6408 Aradu.A10 6408 p2 (TA)7 14 28012300 28012313 TGTGTTTCGATTTGGTTTTTGA CACACAACGCATCATTTTTG 280

Ad10A6409 Aradu.A10 6409 c (A)10tcgaaaaaaagggagaaaaagaaaagaaaacg(A)1052 28038284 28038335 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 259

Ad10A6411 Aradu.A10 6411 p4 (AAAT)5 20 28057479 28057498 GTTCTTCAAAATGGCGTCGT AAAGCGAGAGGGGTGAGAAT 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A6413 Aradu.A10 6413 p3 (AGA)7 21 28063762 28063782 CTCAGAGGTGGAAGCTTTGG CAACTTCTCTTTCCCACCCA 230

Ad10A6414 Aradu.A10 6414 p2 (CT)6 12 28111292 28111303 GGAACATTTAACCTGGAACTCA TTTCTGGGCTGTTTTTGACC 254

Ad10A6415 Aradu.A10 6415 p3 (ATT)16 48 28125235 28125282 TTTAATTCCATTTCGGTGGG GCCAACAAAGAAATCAGCAA 150

Ad10A6416 Aradu.A10 6416 p2 (TA)6 12 28127862 28127873 TCATGAAAGCAGGGAACACA TTTGGGTAGCTAGGCATGAA 233

Ad10A6423 Aradu.A10 6423 p2 (AC)6 12 28184443 28184454 GGAAAATCGGGCGTTAATTT GCTTGGGAAGATTGAGGTGA 215

Ad10A6426 Aradu.A10 6426 c (CCA)5ccttctcctcctctttctcttttttttcttatttgaatttctttttctccattctttttatcttctt(TCC)5(TCT)7118 28207825 28207942 TTATAAACCGACGTTTGGCTC CGATAATGATAACGATAACGACGA 191

Ad10A6427 Aradu.A10 6427 p3 (TTC)6 18 28208615 28208632 GACATTTTTGTGCTTTTGTAGCA TTCCTTCTCATGTGTTATTGCAG 271

Ad10A6428 Aradu.A10 6428 p3 (CTC)6 18 28208855 28208872 TGCAATAACACATGAGAAGGAA TGTCCGTTAAAAGTTTGTCGC 162

Ad10A6429 Aradu.A10 6429 p2 (AG)7 14 28213401 28213414 CGTCCTCGAGCAAAAGAAGA TCCAATAACACCCTTTCCCA 204

Ad10A6431 Aradu.A10 6431 p2 (TA)8 16 28252900 28252915 TTGGCACAAGATTCAATCAAA CCAAAGCATTAGCCTTCCAA 170

Ad10A6432 Aradu.A10 6432 p3 (CAT)6 18 28255899 28255916 GGAGGGCGGAATATTAGAGG ATGCCAAACTCCAAGGTCAC 221

Ad10A6433 Aradu.A10 6433 p2 (TC)16 32 28271215 28271246 CCATTGCATTTTGAAGCTCT TTGCTATTTGGGTCGGATTC 226

Ad10A6436 Aradu.A10 6436 p3 (ATT)6 18 28277444 28277461 AACTTTGGTAATGCTTCATCGT GCCACCTTGGCTTTATTTCTT 235

Ad10A6437 Aradu.A10 6437 c (T)10atgtgttgatgtcatttttgtttagtgaaaattaatggtaatgtagc(T)1471 28277764 28277834 AAAGAAACCGCGAAAATCCT AACTCAAATTGGCCGAACTC 185

Ad10A6439 Aradu.A10 6439 p3 (AAT)6 18 28281350 28281367 TGTGGACAAACGTTATGCAAT TTTGAGTCATTGGAGCAGACA 273

Ad10A6441 Aradu.A10 6441 c (ATG)7aagac(GAT)850 28291317 28291366 TCCATGGAAGAAGGACAAGG CACCTACCACAAAAACTCATTCC 278

Ad10A6442 Aradu.A10 6442 p3 (ATC)5 15 28303508 28303522 TCTCCCTCTTCCTCATCTTCTG TCATTTTGTGTTTCTTCTTCTTTTT 183

Ad10A6444 Aradu.A10 6444 p2 (GA)6 12 28337170 28337181 GATTGGAATGGAATTGGGTG TCTCATCCCCTCTCACCATC 196

Ad10A6445 Aradu.A10 6445 p2 (AG)6 12 28355103 28355114 TGAAAATAAAAGAACATTAAACCTGG ATGCATCCATTCAGGGAGAG 150

Ad10A6448 Aradu.A10 6448 p3 (TCT)6 18 28397422 28397439 TCTTCTCTCCCTTGGCTGAA CTAGAGGTTTCTCCGGCCTT 181

Ad10A6451 Aradu.A10 6451 c (T)10aataactataacaactttttttagatattcctgaaattgctggatgttcacgaagagagaagtttaaatcctgcttaaatatag(T)10104 28443701 28443804 CGTCGCTTCTCTGTCGATTT CAATTACCTTTCGTTGCTCACA 258

Ad10A6454 Aradu.A10 6454 c (T)11a(T)12 24 28446618 28446641 TCAACAAGGTGTGTGCTTCC GATTAGTCCTTGACCTGCCG 178

Ad10A6456 Aradu.A10 6456 p2 (CT)6 12 28449415 28449426 CGCCCTCTTCTCTCTTCCTT AGCAACACAAACACTTCCCC 202

Ad10A6457 Aradu.A10 6457 p2 (AG)9 18 28450901 28450918 CCAGGGAACATGCAGAGACT AAATCTGAAATACCTCAAATTGCAT 271

Ad10A6458 Aradu.A10 6458 p2 (GT)7 14 28456178 28456191 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 235

Ad10A6465 Aradu.A10 6465 p3 (AAT)5 15 28493389 28493403 CGTTGGTAAAATGTAAAACGC TTGAGGGCATAGCCATTTTT 131

Ad10A6469 Aradu.A10 6469 p2 (AT)14 28 28503428 28503455 GTGATGCATGCTGATGTCCT AGATAGGATGCAGGCAGAGC 205

Ad10A6471 Aradu.A10 6471 p4 (TATT)5 20 28559933 28559952 TTTCGAATTCTCTCCCTCTCA TTCTTGTCCTTGCTCCTGCT 240

Ad10A6473 Aradu.A10 6473 p3 (TTC)6 18 28587027 28587044 TGAACATCTCTTGCGTCGAG GTGCCTATGCTTTTTCCTGC 174

Ad10A6474 Aradu.A10 6474 p2 (AG)6 12 28587171 28587182 GCAGGAAAAAGCATAGGCAC GCTCAACATCTTCCCCAAAA 210

Ad10A6475 Aradu.A10 6475 p3 (AAC)6 18 28590355 28590372 GAACCCACCACCACCACTAC TTGGGTGGGGTGATACAGAT 201

Ad10A6477 Aradu.A10 6477 p3 (TAT)5 15 28606188 28606202 TTTCATGATGCCGAATTGTG GGGAGACCTCGTATCACCAA 198

Ad10A6480 Aradu.A10 6480 p2 (TC)14 28 28626122 28626149 TCATGCGTTCACCTATCGAA AACACATCTTTCCCTCAACCTT 256

Ad10A6481 Aradu.A10 6481 p2 (TA)6 12 28628813 28628824 ATAATCCCTTGTCCATGCCC GTTTTCTCTCAATGCCGCTC 122



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A6483 Aradu.A10 6483 p3 (GAT)14 42 28633356 28633397 GCATGCATCGGAGTTTTCTA TGGAAAATACCACAGGGACA 279

Ad10A6484 Aradu.A10 6484 p2 (CT)6 12 28639677 28639688 GCAACAACAGCAACAATTTCA TTGTCGAGGAGAGAGAGGGA 279

Ad10A6485 Aradu.A10 6485 p3 (CTT)7 21 28644892 28644912 GCAGCAAATTTGGGTGTAAC AAAAAGAAGATGATGATGATGAAAA 191

Ad10A6486 Aradu.A10 6486 p5 (TAATT)6 30 28647170 28647199 AAAAGTGGCCTCACCTCAGA TCAAATTGGAAGCGAAACAA 184

Ad10A6487 Aradu.A10 6487 p3 (TCT)5 15 28647586 28647600 GCTTCGCACTATTTGGTGGT ATCGCAACAAAAGCACACAG 191

Ad10A6488 Aradu.A10 6488 p2 (CT)6 12 28652461 28652472 ATGCCACCAGAGGTCTGACT CCCACTGCAAAACAATTTGA 165

Ad10A6496 Aradu.A10 6496 p3 (TTA)9 27 28685412 28685438 TTCGCAGGCTGAGTTAGGAG GCCGTAAATCAGAGGTGGTG 262

Ad10A6498 Aradu.A10 6498 p3 (ATA)6 18 28687874 28687891 TCTCGAATAGCAAAGCAAAGC GGCTCGTTTTAGGCTGTGAC 204

Ad10A6499 Aradu.A10 6499 p2 (TC)6 12 28708839 28708850 ATGCATGCAAGATGAGATGG TCAGAAATGCAAATCCCTCC 243

Ad10A6500 Aradu.A10 6500 p3 (GAA)9 27 28710481 28710507 ACACCCCAGAATCTGAATGG TCCTTTGGTCCCTAATGTGC 197

Ad10A6507 Aradu.A10 6507 p3 (CTT)5 15 28742340 28742354 GGCATGGTAGGTTGTGCTTT AACCCCAGTGGACAAGACAG 264

Ad10A6508 Aradu.A10 6508 p3 (AAT)5 15 28746916 28746930 TTACGCAAACCAACCTGAAA TCAAACTGCTGGGAAACAAA 154

Ad10A6512 Aradu.A10 6512 p3 (CCT)5 15 28755004 28755018 CACACGTCTTGCACGTTCTT TGAAGATGATGGAGGAGAAGG 170

Ad10A6513 Aradu.A10 6513 c (T)11gttttattctttcttaacaagaataaaaacag(A)1053 28755834 28755886 TCATCATCAGCATCTTTTTCTTTT TTTTATCCCGAAATTTGTTGC 273

Ad10A6514 Aradu.A10 6514 c (T)10attatcatcacca(TCT)538 28758032 28758069 GCAGCAAATTTTGGGGTAAA AAAACAAGAAGAAACTTGAGGAGG 222

Ad10A6515 Aradu.A10 6515 p3 (CTT)6 18 28758426 28758443 CAAAACTCTTCATCTTCCATCTCA TTTGCAGCATTATGTGTTTCTTC 209

Ad10A6524 Aradu.A10 6524 p3 (GAT)7 21 28881828 28881848 TGTCCCTCCCTTCATTCAAC ACGAGTTGCTCACTATGCCC 271

Ad10A6525 Aradu.A10 6525 p2 (TA)8 16 28885312 28885327 CATGTCAACTTTAATCATCTGTTGTC GGTTGATCTGCAGGTTGGAT 279

Ad10A6526 Aradu.A10 6526 p2 (TA)11 22 28888876 28888897 GGTTCCGACATGAATTGGAC TCCAAGCACACCCTTAGTGA 274

Ad10A6528 Aradu.A10 6528 p3 (AGA)6 18 28898547 28898564 CAACAGACTCCCATGGCTTT AGATAATTGCAGTGGAGGCG 266

Ad10A6529 Aradu.A10 6529 p2 (CT)6 12 28903150 28903161 AGTTTTTAGGGGGAGAGGCA GCATAGGCCAAATAGGCAAC 239

Ad10A6532 Aradu.A10 6532 c (T)10caaattatcgactttgtttttacactgttgccacgtaaaatattttattaattatttaattttgaatttatagtaagactacattgaaattaaatta(T)12119 28917199 28917317 GAACCAAGACTAACGGCTCG AAATTAGTCCCCTATGTTTGGACTT 254

Ad10A6533 Aradu.A10 6533 p3 (TCT)5 15 28928943 28928957 CTCCCATATAGCCGAAACCA CGGTCTTAGGTGCCATTGAT 164

Ad10A6534 Aradu.A10 6534 p2 (AT)7 14 28946955 28946968 CCTGTCTCAGCCTACGAAGC GTCTGGATTCCTGAAACGGA 197

Ad10A6535 Aradu.A10 6535 p2 (AT)6 12 28950072 28950083 TTGCTTTGATTTTATTTTCTTCTGG GCAGTTATGATGGGGTTAGCA 221

Ad10A6536 Aradu.A10 6536 p2 (AT)9 18 28958668 28958685 TCCTCCACTAAGCCTCCAAA CTTGCAAAGCTTGTCGGACT 198

Ad10A6537 Aradu.A10 6537 p2 (TA)7 14 28962800 28962813 ATGGCTAGCCGGCTTAAACT CTTACCTCGCGTCGTAAAGC 261

Ad10A6538 Aradu.A10 6538 p2 (TC)6 12 28964524 28964535 CAAACTTCTATCGGCGCTTC TGAACGATGAACGATGGAGA 202

Ad10A6539 Aradu.A10 6539 p2 (TG)6 12 28966257 28966268 TGGTGGCAACGTATGAAGAA AAGCAAAGTGGCAACAAACA 214

Ad10A6540 Aradu.A10 6540 p2 (GA)9 18 28984922 28984939 TGAAAGTGAGGTAGGTGGGG GACCCCTCAGGATCTGTGAA 193

Ad10A6542 Aradu.A10 6542 p3 (AGA)7 21 29022593 29022613 TGCCATTGATGGTAGTGGAA TACCTTGGCCGAACCTACAC 153

Ad10A6545 Aradu.A10 6545 p2 (AT)8 16 29045424 29045439 TCAAGCTCCGAACTCATCCT CTTCCCTGCAATTCCTTGAG 240

Ad10A6546 Aradu.A10 6546 p3 (AGA)6 18 29051630 29051647 ATACTCCGGCCTTAGGTGCT TCTTCTCCCAGTTAGCCGAA 174

Ad10A6547 Aradu.A10 6547 p3 (TTA)6 18 29076579 29076596 CCTAACCACTTTCTCTCTCCTCA CGGAGTCCTTCTGGACTGTT 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A6550 Aradu.A10 6550 p3 (TTC)6 18 29105920 29105937 CCCTCTTCTCCCACTTAGCC GCCTTAGGTGCCATTGGTAA 169

Ad10A6557 Aradu.A10 6557 p3 (CAT)5 15 29227141 29227155 CGTCGTCACCACTACCACAC TCGGTGCATTTTGAAATAAGG 264

Ad10A6559 Aradu.A10 6559 c* (TAT)5(T)10* 24 29239100 29239123 ATAGCCAGCTCCTTCTGCAA GAACAATAATGAGAAGCCCCA 177

Ad10A6561 Aradu.A10 6561 c (TTA)6aaaagaaacggaaagaaaagaaaagaaagaaaaagaaaaa(G)1068 29240152 29240219 TTGAATTGAATGCATGGCTG ACCCTCATTCCTCCCACTTT 279

Ad10A6562 Aradu.A10 6562 p3 (TTA)7 21 29240330 29240350 AAAGTGGGAGGAATGAGGGT CACCAATGGAGGGAACAAAA 184

Ad10A6563 Aradu.A10 6563 p3 (AAT)7 21 29241533 29241553 TGTTTCACCATATGGCAAGG TGAAAACTTTAACAGGCGCA 189

Ad10A6566 Aradu.A10 6566 c (A)11ctaagcttggcgggtttttcacttaacaaaactaaacaaaacttaaaaactattcacaatttccaaattacccc(T)1196 29245398 29245493 TTGGGGAAGTTGAGTTTTGG GAAGGAAGGAGGGGTGGTAG 268

Ad10A6568 Aradu.A10 6568 p3 (TGG)5 15 29247842 29247856 GGTGTTGGTGATGATGATGC TCAAAATCGAAATCGTCCCT 194

Ad10A6569 Aradu.A10 6569 p2 (TA)10 20 29248096 29248115 CGATTTCGATTTTGACCCTC AAAACATTTGTCCCCAACTTT 189

Ad10A6571 Aradu.A10 6571 p3 (AAG)6 18 29262315 29262332 GAGGATGAGGTGGTGGTGTT CTTTTCCTTGCTTCTCCCCT 113

Ad10A6573 Aradu.A10 6573 p3 (TTC)21 63 29286368 29286430 AATGGCCGAGCAAACACTAC TGCCATTGATGGTAGTGGAA 280

Ad10A6574 Aradu.A10 6574 p2 (AC)6 12 29294357 29294368 TCCCCTAGCTAATCCCAAGC CAATGAGTGCACAATTTCGG 225

Ad10A6575 Aradu.A10 6575 p2 (AC)10 20 29319027 29319046 CTAGCTCATCCCAAGCCAAG CGAGTCGTCTCCCAAAGACT 253

Ad10A6578 Aradu.A10 6578 p2 (TA)7 14 29341732 29341745 TATGCTCGGACCGGTTATCT GAGCAAGGATAAACCAACGC 108

Ad10A6580 Aradu.A10 6580 p3 (AGA)5 15 29354309 29354323 TATCTCCCATGACTCGGAGG CCCTCTCTTCTCCCTCTTGG 237

Ad10A6582 Aradu.A10 6582 c (GAC)8(GAT)5 39 29367067 29367105 ACTCACGTTGTATTTCGGGC GGTTGGTTGATGGAGCACTT 260

Ad10A6590 Aradu.A10 6590 p3 (TTA)18 54 29412630 29412683 AAATTGGTACAGCGATCCAAA CTTGTTACTGTCGTGGTGTGTG 239

Ad10A6591 Aradu.A10 6591 p2 (TC)12 24 29414890 29414913 GCCGTAGCTACTCAGCCATC CATTGAATGAGTCCAGCCCT 104

Ad10A6592 Aradu.A10 6592 p2 (AT)13 26 29415985 29416010 TCATCATCTAGCATTTTCGTCAA CTTTTTGCTGCCACTCACAA 248

Ad10A6594 Aradu.A10 6594 p3 (TCT)7 21 29426019 29426039 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 274

Ad10A6596 Aradu.A10 6596 p2 (TA)6 12 29448851 29448862 TTTCAAGGTTGTAATGGGGC AAGTGGGAAAATTGGACAGC 158

Ad10A6599 Aradu.A10 6599 p2 (AT)7 14 29458897 29458910 CAACTTCAACCAGCATTCCA GGCGTCAGCACTTGGTTTAT 274

Ad10A6600 Aradu.A10 6600 p3 (AAT)16 48 29461479 29461526 GTCCGCCAAAACCATTTATC TCTGCAAACTCTACTAGGTGGG 256

Ad10A6601 Aradu.A10 6601 p2 (AC)8 16 29463459 29463474 CTGAATCGCTTTTCATTCCC GTGGTTCGGCCTACCTGAT 273

Ad10A6602 Aradu.A10 6602 p3 (AGA)10 30 29464221 29464250 CGTTCAACGAAAACAGCAAA GCATCAGGAATGCGGTTAAT 262

Ad10A6605 Aradu.A10 6605 p3 (TAC)5 15 29471963 29471977 AAAAGTGTTGCCACCACAAA TTCCAAAACACAGGTTGTTGAG 270

Ad10A6606 Aradu.A10 6606 p3 (TTC)6 18 29499565 29499582 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 242

Ad10A6607 Aradu.A10 6607 p2 (CT)7 14 29506050 29506063 TTTGCTTGCCATTTGGTGTA AGAGGTGGTGAGGTGATTGG 132

Ad10A6609 Aradu.A10 6609 c (A)10gag(A)10 23 29532036 29532058 GATTCAGTTTTCAATTTGCTTTGA CTTGCTTTGATGGGAGGTGT 272

Ad10A6611 Aradu.A10 6611 p2 (AG)8 16 29550613 29550628 GGAGTGGAGCAGAATCAAGC AATTCAGGAATTGGGAAGGAA 140

Ad10A6612 Aradu.A10 6612 p2 (AT)10 20 29557587 29557606 GAAAAGTTGGGAACATTGGG TTCACTTTGGGGCATTTTGT 229

Ad10A6613 Aradu.A10 6613 p2 (AT)6 12 29591625 29591636 CGTGGAGCTTACCTAAACATGA GCTTTGATTGTGTGTGACTGTG 232

Ad10A6616 Aradu.A10 6616 p3 (AAT)18 54 29614147 29614200 ATGGGTAAACACTCATGCCG GCTCAAGTATCCCACCTAATCC 229

Ad10A6617 Aradu.A10 6617 p2 (CT)6 12 29636899 29636910 TCACGCGCAACAGTTTCTAC GAGCTAGAGGAAGGAGCCGT 139
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Ad10A6618 Aradu.A10 6618 p3 (CTA)7 21 29638717 29638737 TGCTATTTCAATGAATAAATGCAAG GATGAATGAATGGACAATTTGG 269

Ad10A6619 Aradu.A10 6619 p2 (AG)8 16 29642189 29642204 CCAGCCCAGAAACACAGAAT TCCTTTAAGGGGAATCCTAATCA 172

Ad10A6625 Aradu.A10 6625 p4 (TTAT)5 20 29666683 29666702 CTGTTAAACGCACTTGGCCT CCTTGAAGCAGAAGAAACAGC 205

Ad10A6626 Aradu.A10 6626 p3 (AAT)5 15 29678777 29678791 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad10A6627 Aradu.A10 6627 p2 (AG)9 18 29692170 29692187 GACGATTTTGGGCTGTGTTT TTGGAAATTGAGAAGAAGAAATCC 214

Ad10A6628 Aradu.A10 6628 p2 (AT)6 12 29693875 29693886 TTGAAGAGATGTAACCTTTTGAACA TTTTTCACCCGTATACTTGTTAGTT 265

Ad10A6631 Aradu.A10 6631 p2 (GA)6 12 29708161 29708172 CCTTTAAGCGAAGCGTCAAC ATTATGGAAATTTCGCGACC 234

Ad10A6636 Aradu.A10 6636 p2 (TA)6 12 29746034 29746045 CCCAATTGAATCTTTGGTTAGC ACACACACACACACACGCAC 256

Ad10A6637 Aradu.A10 6637 c (GT)9gc(GT)10 40 29746204 29746243 GGGAATTATGGGTAGTTAGGCA TTTCAAGGTTGTAATGGGGC 179

Ad10A6645 Aradu.A10 6645 p2 (AT)8 16 29803819 29803834 AAAAAGAAATAATCTCACAAAACTGAA GACATGGATGCCCATTTTCT 264

Ad10A6647 Aradu.A10 6647 p2 (CT)6 12 29831214 29831225 AAAACGTGATTTTGGTTGCC TTTGGGGAAGAGGTGATGAG 148

Ad10A6652 Aradu.A10 6652 p2 (AC)6 12 29859747 29859758 ACCTAAGTTGGACCCAAGGC AATTTGGGCAAGGGTTTCTT 124

Ad10A6653 Aradu.A10 6653 p2 (AG)6 12 29865372 29865383 CGGAAAAGCACACCAAACTT GTTCGAAATCTCCTCTCCCC 148

Ad10A6654 Aradu.A10 6654 p2 (TC)6 12 29914230 29914241 ACAGAGTGTGACAACAGCGG TAATGCTGATCCGTCCACAA 174

Ad10A6655 Aradu.A10 6655 p3 (ATT)6 18 29935581 29935598 TGGCAGGAATGGAGATGTTT CAAGAGAAGGACATGGCAGC 115

Ad10A6659 Aradu.A10 6659 p2 (AT)7 14 30017598 30017611 GAATTGGGAACATTGGTTGG TTACTTGGGGCATTTTGTCC 113

Ad10A6661 Aradu.A10 6661 c (A)10tggggtaaaggagcttgttgtgtaaattattgcacaacacgagttcacatatgtcggaattaaaatccttccttccatatttgcatgacacaggagcc(T)10118 30047148 30047265 TGTTTCGGTCAAAGAAGAAGG TTTCCTTTCATGTAGACCACCA 237

Ad10A6669 Aradu.A10 6669 p2 (GT)6 12 30078836 30078847 CAGCCGCTAACAGCATACAA CAAATTAGGCCCAAGCTCAA 190

Ad10A6670 Aradu.A10 6670 p3 (TCT)5 15 30083696 30083710 CTGCACGTTCTTTTTCCTCG TCCTCCTCATCTTCTGTTGCT 140

Ad10A6671 Aradu.A10 6671 c (A)12caaagaggaagaggaagaggaagagaaagaagaagaagaaccgttttgagtgtagcgctttgaaaacaggaaaatcgaaaaaaaaac(GAA)5gagaaagaggaagaggaagaggaagagaaagag(GAA)5162 30084217 30084378 TCCTCATCTTCTGTTGCTTCTTC TGCGTTATTCAACCGTTTTC 280

Ad10A6673 Aradu.A10 6673 p3 (TAA)5 15 30098172 30098186 GACTCCGACACAATTGCAGA GGTGGTGGATCGGAGATAGA 236

Ad10A6678 Aradu.A10 6678 p2 (AG)16 32 30103153 30103184 GGAAAGAAGCAGCAGGCTAA AACGCCCATAACCTTAGCAA 277

Ad10A6679 Aradu.A10 6679 c (AGA)5aa(ATT)7 38 30103565 30103602 CCTCGGGATCCTTTAACTCC CAATTCAGGAACATGTCGGA 199

Ad10A6682 Aradu.A10 6682 p3 (TTA)6 18 30106658 30106675 CAAGGTTGAAATGGTATTTTTGG CGAAGATGATTTCGGAGTGG 271

Ad10A6683 Aradu.A10 6683 c (T)11cgatttttttttcggttttcttttacgtgctttttttgttaactggaataaatagaaattgcagtaatagaatttaaagaagaaatttttgtttg(T)11117 30115613 30115729 GCAAAATTGAATCCTAATTGGAAC ATCTGCTCCAGAATTTTTGTTT 272

Ad10A6684 Aradu.A10 6684 p4 (TAAA)5 20 30125196 30125215 ATCCAATCACAAGGGTGAGG TTCGAATTCTCCCTCTCTTCTC 199

Ad10A6686 Aradu.A10 6686 c (TA)8(CA)93 202 30141682 30141883 AGGTATGAGGAGGTTGGTTGT TTTTTCCTTTCTTTAATCATCCTTAT 267

Ad10A6687 Aradu.A10 6687 p2 (TA)7 14 30142462 30142475 AGGAAGGTTAACCCCCATTG CAGACAATGGCAAACACAGG 220

Ad10A6688 Aradu.A10 6688 p2 (TA)8 16 30143006 30143021 GATTGTCTCTGGCTTTCCCA TCCCAAAAGACCCACAAGAC 244

Ad10A6692 Aradu.A10 6692 p2 (GT)6 12 30170466 30170477 GGGACAAAAATTTCCCCAAT GGGCTAAGGTAAGGGTGAGG 239

Ad10A6693 Aradu.A10 6693 p3 (AGA)6 18 30179208 30179225 TAAAATATTGCTCGCCCTCG TTCTACACCTTGGCCGAATC 103

Ad10A6697 Aradu.A10 6697 p4 (ATTT)5 20 30192095 30192114 TCACAATTTTATTTACATTCTCAGCA TCGGTTAAATTAAGAGCGACAA 275

Ad10A6698 Aradu.A10 6698 p3 (ATA)5 15 30193010 30193024 CCCTACCACACAGGGCTTTA TGCTTGCATTTTTCTGGTTG 279

Ad10A6699 Aradu.A10 6699 p2 (AT)7 14 30194958 30194971 GAATGCAGCTCCAAGAGGTC GTGGTGGTGAGGTTTTGCTT 226
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Ad10A6700 Aradu.A10 6700 p2 (TA)8 16 30200770 30200785 AGGTTTGGGCCTTCTAACAA GCATTTGCTCCCACTCTCAT 136

Ad10A6702 Aradu.A10 6702 p3 (TCT)6 18 30216166 30216183 TATTTTTCCACCCATTCCCA TGCCATTGATGGTAGTGGAA 260

Ad10A6705 Aradu.A10 6705 p3 (TTC)6 18 30228196 30228213 TTCTACACCTTGGCCGAATC CTAGAGGATTCTCCGGCCTT 180

Ad10A6710 Aradu.A10 6710 p2 (TC)23 46 30287728 30287773 GAACCATCATGGAGGGAGAA CTTGAAACTCCGACTCAGCA 241

Ad10A6711 Aradu.A10 6711 p2 (GC)6 12 30296892 30296903 GCACAAGTCTCGGGTCATTT ACCCTTGCAACTTGACCATC 253

Ad10A6712 Aradu.A10 6712 p2 (CT)6 12 30310383 30310394 CAGAAAAGGGCAAGAACCTG AGATGGGTTTTGATGGGTGA 203

Ad10A6715 Aradu.A10 6715 p3 (GTT)5 15 30323949 30323963 ATAGCCCTCATCCCGCTTAT ATGCACAATGGAGCAATCAA 254

Ad10A6716 Aradu.A10 6716 c (AG)15aa(AG)6 44 30358215 30358258 TCGTACAGAGTGTTGGACGG TGTTCAAACCACCTGAGACG 229

Ad10A6717 Aradu.A10 6717 p3 (ATA)11 33 30358566 30358598 CCCACCTAATGGGACAAGAC AGAGCTTGGACCTCACATTCA 144

Ad10A6718 Aradu.A10 6718 p2 (AT)7 14 30360556 30360569 GGGCTGAAAGTGAGTCAAGC GAAAGCTCACGAGCTGGTTC 266

Ad10A6719 Aradu.A10 6719 c (AT)6gtatatctatatatatacatac(AT)1156 30363135 30363190 CTTCTCTTCGCCCACTAACG TCACTCTTTTCAGGCTTCTCG 230

Ad10A6721 Aradu.A10 6721 p2 (CT)8 16 30385108 30385123 GGCATATACTCCCTCTCCCC CAGCCTCAGAGCCATTTTTC 209

Ad10A6722 Aradu.A10 6722 p2 (AT)10 20 30398629 30398648 CAGCTTCCTCCAAGTTCCAG CTTGGGTAAGGTGATGATACGA 167

Ad10A6725 Aradu.A10 6725 p4 (ATCT)5 20 30427876 30427895 AACGTCATGTCAGCACCATC TGGCTTAAACTCATTGTGGAGA 142

Ad10A6728 Aradu.A10 6728 p3 (AAG)5 15 30436485 30436499 TCCTCATCTTCTGCTGCTTCT TTTCTTGCTTTCTCGTTCTCG 260

Ad10A6729 Aradu.A10 6729 p3 (AAG)6 18 30436605 30436622 CGTGCAAGAAGAAGAAGAACG TTTTGGAGAAAAGCTCGCAT 266

Ad10A6730 Aradu.A10 6730 p2 (TA)7 14 30439024 30439037 TCCATCTTTTTATTTTTGGAAAGC AAGATATTATGCATTAATTGATGTGAG 264

Ad10A6731 Aradu.A10 6731 c (CT)6cctctctctt(TC)9ttcctctctctatctctctctcttccttttg(CT)785 30439758 30439842 CCCCTCTCTCTCCCCACA GGGGAGAAAGGGAGAGAAGAA 240

Ad10A6733 Aradu.A10 6733 c (TC)6tttctctctcttcctccttctctctttccttgcgctttttttcctctcttctctctcttcctctct(CTC)5atctctctcttct(TC)6118 30440536 30440653 CTCCCCTTTCTTTCGCTCTC TCTTTCTCTTCCTCTTTTCTCCAA 241

Ad10A6736 Aradu.A10 6736 p2 (TA)6 12 30443283 30443294 CAGAGATGGCAAGGTATTACGA CTTGACCCTTTGGGTTTCCT 233

Ad10A6738 Aradu.A10 6738 p2 (AT)6 12 30453477 30453488 CATTGTTGGATTTCATTTAGTTCG CCAAGGCCTAGTATCACCGA 246

Ad10A6741 Aradu.A10 6741 p2 (AT)10 20 30469988 30470007 TGAGATTGAACAACTCACACACA GCACAAAATTCGGAAGGAAA 251

Ad10A6742 Aradu.A10 6742 c (TCT)5tt(TTC)6ttt(TTC)965 30498391 30498455 ACGCCACTGTTTTCTCACCT GAAGCAACCCATTCCACATC 279

Ad10A6749 Aradu.A10 6749 p2 (CT)9 18 30547058 30547075 ACACTTGCGGTAGCCTGAAT GAGGGAGAGGAAAATCGGAG 245

Ad10A6750 Aradu.A10 6750 p2 (GA)6 12 30551586 30551597 AGCCAATAACAAAGGCAACG CTCGACCGGTTCAATGTTTT 182

Ad10A6754 Aradu.A10 6754 c* (T)10ctaatggtttgaactgttgctttgtatcgctaata(GT)8(T)12*72 30586872 30586943 AACAAGTTCGAAGGTGCATGT GGCGTTCGTTTGGAAAAATA 226

Ad10A6758 Aradu.A10 6758 p4 (TTTA)5 20 30600091 30600110 TATGATGCCAATGATGAGCG TTGAACAATTCCCATCAGCA 262

Ad10A6762 Aradu.A10 6762 p4 (TTTA)5 20 30604544 30604563 GCTCATGAACCATGTTTCTCTT TGTTTCATTCTCTGTTTTGGG 280

Ad10A6768 Aradu.A10 6768 c* (CTTT)6(T)13* 34 30637138 30637171 TTGGGTTCTCTGACTCTCAGC AACATGTTTCGCTCAGCTTTC 278

Ad10A6771 Aradu.A10 6771 c (AT)9tataattattcaaaagttacttcatttagtttaatatattatttcttttag(T)1281 30645192 30645272 CCAATAAATCTATTATTGTTGTGGTCA GGGTGGCATCTTTTTAAATGTC 214

Ad10A6773 Aradu.A10 6773 p3 (TCA)42 126 30648463 30648588 TCTCTCCTCCTGATCTTCTGCT TGTTTTCTTCTTCTTCTTTGTTAATTT 280

Ad10A6774 Aradu.A10 6774 p3 (AGG)5 15 30649566 30649580 TTCTGCTGCTTCTTCTTCTTCA CGTGAAAATCACGTTGTTCC 259

Ad10A6778 Aradu.A10 6778 p3 (TTA)6 18 30673561 30673578 GCGAGTTCAAGCTAACCGAG TGTCTGTGTCTTTGCATTGGA 263

Ad10A6779 Aradu.A10 6779 p4 (TTTA)6 24 30674512 30674535 TGTCATGCACGTTCTCATCA CTTGCTTCGTGTGTTTGAGG 270
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Ad10A6780 Aradu.A10 6780 c (TA)6g(T)10 23 30674682 30674704 GGCGACGACGTAACTCTCTT TTTAATAGCTCATTTTTGTGTGCAT 269

Ad10A6784 Aradu.A10 6784 p2 (AT)6 12 30681849 30681860 CAATTGTGGCCATAACAGCA GTGTGTCTTTGATGGCGTTG 168

Ad10A6785 Aradu.A10 6785 c (TCT)6tttctttcgtttcttactttctctttctccttcttcaaccgttactgcacaatttcactgcaccgtcttcttcttcttgctgcaca(TTC)5119 30684524 30684642 TATATTAGCGCGCTTGAACG GAAGAAGGAGAAAGAGAAGGCA 196

Ad10A6786 Aradu.A10 6786 c (GAA)5ggagaa(GAAGAG)5gagttgttcataatccacagtgagt(GAA)8100 30685260 30685359 TGAAAAGGCAAAGAGAATAACGA TCTTCTTCACTCACCGTGGA 203

Ad10A6787 Aradu.A10 6787 c (GAA)6agaa(GAAGAG)552 30685473 30685524 CCACGGTGAGTGAAGAAGAAG TTTCCAAAGCGCTACACTCA 164

Ad10A6792 Aradu.A10 6792 p3 (TAC)5 15 30716782 30716796 TTCATGCCTGATGATGATGG AGAGCAAGGGCGTGATCTAA 263

Ad10A6801 Aradu.A10 6801 p2 (AT)6 12 30761549 30761560 TATATGTTGCCGTGCGAATG TCCATCGGATAATTGGAAGC 220

Ad10A6802 Aradu.A10 6802 p3 (CAA)6 18 30772490 30772507 GAACCGATGGAAGAGCTTTG GCACCTTGTTTCTGCCTCTC 252

Ad10A6803 Aradu.A10 6803 p3 (ATA)20 60 30781281 30781340 TGAATCTCTGTTACTTGCAATTTGA TGAAGGAGATAAAAACGACAAAGA 273

Ad10A6805 Aradu.A10 6805 c (T)11gttcatctttttcttcttatttcacattcttataattcttcttattttatcattttaacaaggataaaaat(A)10tc(A)10104 30784154 30784257 TTTCATTCTCCTTTTCATCATCA CAAACGTTCCGCACTTTTTA 280

Ad10A6807 Aradu.A10 6807 p2 (AT)9 18 30793386 30793403 CAACACAAACATGCCGGTTA GACAGATGGGTAGTACGCGA 193

Ad10A6809 Aradu.A10 6809 p3 (TAA)5 15 30807308 30807322 TTCTTTATCCGATGTATAGTTGGTT AACCCCTGCCACATATAACAA 277

Ad10A6810 Aradu.A10 6810 p3 (TAA)6 18 30808661 30808678 TCGTCCAGTCCTTATTCTTTGTC CAACCAGAGTTTTTGAAAATTGA 274

Ad10A6811 Aradu.A10 6811 c (TAA)5tgataatac(TAA)539 30810183 30810221 GTTGGACTCGTCCAGTCGTT CGCCTTTCCAAATATCCACA 268

Ad10A6813 Aradu.A10 6813 c (TAA)5tgataatac(TAA)539 30817180 30817218 AGTTGGACTCGTCCAGTCATT CGCCTTTCCAAATATCCACA 268

Ad10A6821 Aradu.A10 6821 p2 (AT)7 14 30832971 30832984 TGATTCGAACTACACCCACG TGGAATTTGAATTGATAGCTCA 170

Ad10A6822 Aradu.A10 6822 p3 (TAA)6 18 30836785 30836802 TCGTCCAGTCCTTATTCTTTGTC CAACCAGAGTTTTTGAAAATTGA 274

Ad10A6824 Aradu.A10 6824 p3 (TAA)19 57 30850432 30850488 TTCTTTGTCGGATATATGGTTAGTT CCAGAGTTTTTGAAAATTGAATAATG 280

Ad10A6825 Aradu.A10 6825 p3 (TAA)5 15 30851985 30851999 TTCTTTATCGGATGTATAGTTGGTT CTAGTTTAAGGAAAACACGATAAGTTT 274

Ad10A6826 Aradu.A10 6826 p3 (TAA)6 18 30853162 30853179 TCGTCCAGTCCTTATTCTTTGTC CAACCAGAGTTTTTGAAAATTGA 274

Ad10A6827 Aradu.A10 6827 c (TAA)5tgataatac(TAA)539 30854693 30854731 TCTTTGTTCGATGTATGGTTGG CGCCTTTCCAAATATCCACA 245

Ad10A6829 Aradu.A10 6829 p3 (CCT)7 21 30869252 30869272 CCAATCACGTCGTCATCATC TGACACGCATAGAGAAACGG 132

Ad10A6832 Aradu.A10 6832 p3 (GAA)5 15 30879012 30879026 CCAACAAAGCAACGAGGAAT ATGCACGTAGTTGGTCCCTC 266

Ad10A6833 Aradu.A10 6833 c (A)12gc(AGA)8 38 30887145 30887182 GAACCTGAGAATCCACAGCC GTTGAATCCTCGGGACGTTA 255

Ad10A6834 Aradu.A10 6834 c (T)12atacaatttaactctactcattaatcgcattaagttttctatcataaattggtgatg(TA)681 30891270 30891350 AACAAATGGAGGCATTTCCA TCAACACCAATCAAGTCGGA 241

Ad10A6835 Aradu.A10 6835 p3 (TCT)8 24 30892104 30892127 AGTTTCTCCTTGGGATCCGT ACCAGCATGACAAAACCTCC 246

Ad10A6836 Aradu.A10 6836 p3 (TTA)8 24 30904327 30904350 GCAGGTCAAGATTGATGGAGA CCACCATCACACCACATGAT 233

Ad10A6838 Aradu.A10 6838 p2 (GA)7 14 30909968 30909981 ACTGACATGGAGATAGGCCG TCACGAATACTTTCAATCGACC 248

Ad10A6840 Aradu.A10 6840 p2 (TC)6 12 30929007 30929018 CCTTCCTCCTCTCAACCTCC TGACTGTGGTGGTTGGTGTT 145

Ad10A6841 Aradu.A10 6841 p4 (AAAT)5 20 30937592 30937611 GCATTTAACGCCAGGAATGT TGAATTTTGAAAAAGATTTGAAGAGA 246

Ad10A6847 Aradu.A10 6847 p2 (AT)8 16 30944655 30944670 TTTAAATCCAGCTCAATTCGAC TAAACCTCTTGCAATGCAGC 258

Ad10A6848 Aradu.A10 6848 p4 (AAAT)5 20 30946129 30946148 AAGTAAAAATTCCGGCTGGG TTCCCATTTTTCTCCCGTTA 211

Ad10A6852 Aradu.A10 6852 p2 (AT)10 20 30950306 30950325 GCAATCAAGTCTTGCCCTGT GAAAGGTGCGATTATGCCTG 196

Ad10A6855 Aradu.A10 6855 c (TA)6c(AT)6g(TA)638 30962155 30962192 TTGTTTTGTCATCTGTGACGTG GCGCTTTTCGAATTAACGAT 265
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Ad10A6858 Aradu.A10 6858 p2 (AT)6 12 30985209 30985220 ATCCTCTTTGAAGATGCCCC TTGCTTCCTTGCTTACAGCTC 256

Ad10A6860 Aradu.A10 6860 p3 (AAT)13 39 30986207 30986245 TTTCAACCCAGCAACAAGTG ATCCAATCCAATCCCACAAA 228

Ad10A6863 Aradu.A10 6863 c (AAG)5aggaagaggaagaaaaacgtgcagc(AAG)658 30987936 30987993 TGCTGCTGCTTCTTCTTCAA ACTGCACGTTTTCACTGCAC 216

Ad10A6865 Aradu.A10 6865 p3 (AAG)5 15 30997047 30997061 TGTGTTTCTTCTTCTTCTTTGTTTG TTTGGGTGTAACACGAAGACC 272

Ad10A6866 Aradu.A10 6866 c (GAG)5gtggtggtgttggtgagagagtaaaacaagaagaaacttgagaaggtaaaacaaaaagaaaaagataaataagaa(AAG)5105 30997516 30997620 TGGAGGAGAAGGAGAAAAAGG TCATCCTCATCTTCTGTTGCTT 219

Ad10A6869 Aradu.A10 6869 p2 (TC)19 38 31001872 31001909 AGTATAAACGCGCACAACCC TGCACCCAACAGTGTCATTT 222

Ad10A6876 Aradu.A10 6876 p2 (TA)8 16 31035480 31035495 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 212

Ad10A6877 Aradu.A10 6877 p2 (AG)10 20 31041246 31041265 GGACCAAAAATCTCTGAGCG TGTTCCCATAGCAATTCCCT 104

Ad10A6879 Aradu.A10 6879 p2 (GA)7 14 31051040 31051053 TTTGCAATAATCCACAAGCA TCTTCTTTCTCCCTTTCCCC 254

Ad10A6881 Aradu.A10 6881 p3 (GAT)5 15 31063048 31063062 AGGTTCGGGTTATTGCTCCT TACAGTTCCATCATCCCGGT 206

Ad10A6882 Aradu.A10 6882 p2 (AG)6 12 31102032 31102043 TGACAGATTTCGCAAACAGC CCTGGAATTCAAAAGAAAATTG 266

Ad10A6884 Aradu.A10 6884 p3 (AGA)6 18 31110138 31110155 CTCGGAAGTGGAAGCTTTTG TTCTTCTCCTCCATAGCCGA 222

Ad10A6887 Aradu.A10 6887 p2 (CT)7 14 31135876 31135889 GGAACATTAAACCTGGAATGAAG CAATTTTGTGCCACGTTTTG 221

Ad10A6888 Aradu.A10 6888 p4 (TATT)6 24 31141248 31141271 AAATTATGCGAAGTTATGCCG TGTTCTCATAAGATGGAAGGGA 252

Ad10A6895 Aradu.A10 6895 p2 (GA)6 12 31247825 31247836 TCTTCATTCACAGCTGCCAC GCAGCTCCCTCTTCTTTGTG 246

Ad10A6896 Aradu.A10 6896 p2 (AG)16 32 31248008 31248039 GCACAAAGAAGAGGGAGCTG GATAGAGTAGGCAGCGCGAG 240

Ad10A6897 Aradu.A10 6897 p2 (TA)6 12 31248806 31248817 TATTGATTGCTTGGGTTGGC CCTTCAAGGGTTCATCCAAA 236

Ad10A6898 Aradu.A10 6898 p2 (TA)11 22 31251230 31251251 TTGTGCTTTTGGTTATGCGA CGATGTGGTTGAGACGATTG 269

Ad10A6901 Aradu.A10 6901 p2 (TA)6 12 31266757 31266768 CTCAAATCAATTGGTGCCCT TTAAGTGTGGGGAGGTCGTC 200

Ad10A6913 Aradu.A10 6913 p2 (AG)10 20 31319706 31319725 GCTTGCGCTACTTGTGTCAG ACGGTGGGTTTTCAGTTTTG 169

Ad10A6918 Aradu.A10 6918 p3 (AAT)6 18 31331867 31331884 GATTGTACCAATCCGGCG AAGGATTAATGATTGATTTATTGTTGT 271

Ad10A6919 Aradu.A10 6919 p3 (TAT)9 27 31332239 31332265 CCAATCTTAATATTACTGTTGCATTC AGAAGGAAGAATTATGGTACATTATGA 164

Ad10A6923 Aradu.A10 6923 p2 (CA)7 14 31356028 31356041 TTCACCACCTGACCTTCACA CTCTCTCCTTCGGACTCCCT 256

Ad10A6924 Aradu.A10 6924 p2 (CT)7 14 31356391 31356404 TGTCCTCACTTTCGGCTTCT TGAAGAAGAGGTCTGGGGAA 211

Ad10A6928 Aradu.A10 6928 p2 (GA)6 12 31388092 31388103 CCTCTTTGGTGCCATAGGAA CGACCGCGTCAACTAACTAA 260

Ad10A6932 Aradu.A10 6932 p2 (TG)7 14 31406374 31406387 CGCAGAATAAGAAAAATAGGGC TCCAGTGTGTCTTCACCCAA 275

Ad10A6933 Aradu.A10 6933 p3 (AGA)7 21 31418727 31418747 TAAAATATTGCTCGCCCTCG TACACCTAGGCCGAAACACC 102

Ad10A6936 Aradu.A10 6936 p2 (AT)6 12 31453344 31453355 CGAAATCCTCTATAAAGATTCCCTT TCCGTTAGGCGTAATTTGAA 263

Ad10A6937 Aradu.A10 6937 p3 (AAC)5 15 31473284 31473298 CACCGTCGCAGCTACTCATA GAAGTGCTCTGTAGGGCTGG 251

Ad10A6938 Aradu.A10 6938 p3 (GAA)9 27 31476612 31476638 GGAACCTTGAGAAGGTGGTG GCAGCCCTGTTTTCTTTTCTT 189

Ad10A6940 Aradu.A10 6940 p3 (TGT)5 15 31502673 31502687 ATTCTGAGATCCCTGGGCTT CGCCCGAATCAAGGATACTA 249

Ad10A6942 Aradu.A10 6942 p6 (AATAAA)5 30 31517514 31517543 TGAGGTATGCAAGTGACACCA GGATCACAATTTCGTCCACC 267

Ad10A6944 Aradu.A10 6944 p3 (AAT)16 48 31579695 31579742 CACAGTTGCGAACAATATAAACAA GACGATTTATTATTTTTAGCCAGCA 226

Ad10A6945 Aradu.A10 6945 p3 (TAT)16 48 31581298 31581345 TCGATTCAAACTGTACCACAGAA GGACCAATTCAGCAACAATTT 265
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Ad10A6946 Aradu.A10 6946 p2 (TA)7 14 31582560 31582573 TGTCTGAGGTACGAATTTTCTAGATG GCTCTTTCCTAAAAATATTGGCA 276

Ad10A6948 Aradu.A10 6948 p2 (GT)6 12 31590482 31590493 TTCTTCTCCTCCCTCACTCC GACCTAGATTGGACCGAACG 152

Ad10A6949 Aradu.A10 6949 p3 (GTT)5 15 31594212 31594226 AATGCAATGAATGAATGCGA AGAGGGGAAGCTCTTTCAGG 178

Ad10A6950 Aradu.A10 6950 p2 (GT)7 14 31597755 31597768 TGCCAATTTCATCCCTTTTC GCATTGAATTGTTGGTGTGG 271

Ad10A6952 Aradu.A10 6952 p3 (TCA)5 15 31610736 31610750 TCTTCAGCAACAACACCCAC CGTCCTTCCGTAAGCAAGTC 198

Ad10A6956 Aradu.A10 6956 p2 (GA)6 12 31626671 31626682 GGGAGAGAGAAAGGGTTCAAA AAACCACCTAACCACTTTTCCA 220

Ad10A6958 Aradu.A10 6958 p3 (TTC)5 15 31657789 31657803 TTTACATCCGCCTCTGAGTG CCGAAATTTCTGAATTAAAACAACA 262

Ad10A6959 Aradu.A10 6959 p3 (TCT)7 21 31665727 31665747 AAAATGGCCGAAACCTAACC TTGAGGAAACTCCGGTCTTG 264

Ad10A6961 Aradu.A10 6961 c (A)10gggagagaaaagaatgaaaagaaaaagaaataaaagtg(A)1058 31697296 31697353 TGGGTGCACACTCATGTCTT TTACTTTGGGGCGTTTTGTC 196

Ad10A6963 Aradu.A10 6963 c (TC)6actcctcccacaccgcaactgatccccccgccgccaccccgtctttaccgccggcagcccatctctctctttcccctcccgctctttcttctctca(CT)6120 31715762 31715881 CAACTGCCGTCGTAGTAGCA GGCCAGGAGAAAGAGGAGAG 250

Ad10A6964 Aradu.A10 6964 p3 (AGA)5 15 31728843 31728857 TCTAAAATTTCTGAATTAGAACAACAA CATCTGCCCCTGAGTCTATCA 261

Ad10A6966 Aradu.A10 6966 p2 (GA)12 24 31743218 31743241 AAGTTGACGCCCAATTTCAC TAACCTGACCGAGTTGGACC 216

Ad10A6969 Aradu.A10 6969 c (TCT)5tttatttttca(T)1339 31751909 31751947 CACATATCAAATCATCATCCTCA GCAGGTATGCTTCCACGTTT 177

Ad10A6971 Aradu.A10 6971 c (TTC)5tctgttcgcg(TTC)1570 31753460 31753529 CCCAATCCCCTTACGTGTTT CGAACAGTGGAGAATGACGA 175

Ad10A6972 Aradu.A10 6972 p3 (TTC)5 15 31753631 31753645 TCGTCATTCTCCACTGTTCG CGGTGGCCTCCTTTTACTTT 258

Ad10A6973 Aradu.A10 6973 p2 (TA)6 12 31786215 31786226 CAATGGCAGCTTAAACAAACA TTGAATTCTAGCTTGCTTCCG 183

Ad10A6976 Aradu.A10 6976 p2 (CT)8 16 31812412 31812427 ACAGCTCAACCAAAACTGCC CACCATGCAAAAAGGAAAGAA 268

Ad10A6981 Aradu.A10 6981 p2 (AT)7 14 31869884 31869897 ACGCAGAAGTCACGAAGGAT CTACCAAAGCTCACGCTTCC 265

Ad10A6982 Aradu.A10 6982 p3 (AAT)6 18 31873589 31873606 TGAAGCTGATCCAGAACCTG AAATTTGGACGTTGGCTTTG 181

Ad10A6983 Aradu.A10 6983 p3 (TTC)6 18 31876401 31876418 AACACAACCCCCTCTTCCTT CCCATGACTCGGAGGTAGAA 237

Ad10A6984 Aradu.A10 6984 p3 (AAT)5 15 31882392 31882406 TCCTTGTACTTGGGTCCGTC TGTCATTCCTTGTCAAGTTTGC 261

Ad10A6989 Aradu.A10 6989 p2 (CA)8 16 31900343 31900358 CAACAAACACTCATCTGTGCC TCAAATTGAATGCAATAAATACAAA 206

Ad10A6991 Aradu.A10 6991 p2 (AT)6 12 31912330 31912341 GTCGGTCGCTTCTTGTCTTC TGTGTATGTTGTGTTGGATGC 205

Ad10A6992 Aradu.A10 6992 p2 (GA)6 12 31917474 31917485 AAAGGTTTGCTCGTCCTTGA GATTGCACAATAAGGGCGTT 271

Ad10A6994 Aradu.A10 6994 p3 (TCT)5 15 31936998 31937012 AATTGGCCAAAACCTAACCC TTGCCTTCCCTTTTCCTTTT 278

Ad10A6995 Aradu.A10 6995 p2 (CT)7 14 31957585 31957598 GGCAAGAAACTGGCGTTAAA TTGGGAAAGAGGTGTTGAGG 246

Ad10A6999 Aradu.A10 6999 p2 (CA)7 14 31968723 31968736 TCGTTGGAAGTTGGTGTCAA TCGCACAACTGAAAACTTGG 130

Ad10A7001 Aradu.A10 7001 p2 (AT)7 14 31990381 31990394 GAACGTTTTGCGCTTCTGTA ATCCCTTGCTGGGAGACTTT 136

Ad10A7008 Aradu.A10 7008 p2 (TC)6 12 32010108 32010119 GGTCGGAAGCATACGAGGTA TCTCGTGCTGATAACGTGTTG 253

Ad10A7011 Aradu.A10 7011 p2 (AG)7 14 32040715 32040728 CGGAAAAGCACACCAAACTT TTTGAAAACTCCTCTCCCCA 150

Ad10A7013 Aradu.A10 7013 p2 (TA)6 12 32064096 32064107 AACTAATGGGCATCCACTGC CAAACCAAATGTCTCCCCAC 250

Ad10A7015 Aradu.A10 7015 p2 (GC)6 12 32068765 32068776 ATGCGGTTCTAGTTGGGTTG AGAAATGAGTTGGATTGGGC 193

Ad10A7025 Aradu.A10 7025 p3 (TAT)11 33 32178510 32178542 AAACGGACAAGAAGTCTGCG TTTGGCTTAAATGGGTCCAA 276

Ad10A7026 Aradu.A10 7026 p2 (TG)9 18 32179420 32179437 AATGAGTTGGATTTGATGGGA AATCCTTCGACCACCGAGAT 140
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Ad10A7032 Aradu.A10 7032 p2 (TG)6 12 32257082 32257093 TGTGATCGTCAGAAAAGTTCAT TTGACTTCTGAGCTTATTGTTGTTG 257

Ad10A7034 Aradu.A10 7034 p3 (AAG)5 15 32258557 32258571 ATTTTGTGAACCATGCACGA TGGAGAATATTGCCCCACTT 273

Ad10A7035 Aradu.A10 7035 p4 (AGAA)5 20 32260729 32260748 TATGAGAGAGAGATCAGAGAGAGGT CTCACAAATCCCACAAGCATT 280

Ad10A7036 Aradu.A10 7036 c (TC)8tatctctctct(CA)741 32263783 32263823 CGGACCTGAAAGGAGAAAGTT AATTGGTTTGGGCTTTTGCT 213

Ad10A7038 Aradu.A10 7038 p4 (TTTA)5 20 32272071 32272090 GTCCAACCAAGGAGGTCGTA GACCCACGGCTTTGAACTTA 278

Ad10A7039 Aradu.A10 7039 p3 (GAA)5 15 32277629 32277643 CAACCGACGGATTAGAGCAT TCCCCACCCTAATGACACTC 227

Ad10A7040 Aradu.A10 7040 p3 (TTC)11 33 32278441 32278473 CTCCAACGCCTGAGAGTAGG ACATGAAGAGGATGGCACAG 206

Ad10A7041 Aradu.A10 7041 p2 (CT)6 12 32289191 32289202 GGAACATTGAACCTGGATTTG TGCAGAAAACGCAGAAAATG 252

Ad10A7042 Aradu.A10 7042 c (A)11gaaatctatctttttaaatctttttcaaaataaattctttttcaattttcattttatatttcttcttc(T)1089 32293146 32293234 TTCGAATTCATTAGGTTGATTTAGTC CACCAAACTTAAAATTTTTCAATCAA 274

Ad10A7044 Aradu.A10 7044 p6 (CACAGC)5 30 32316981 32317010 TCAGATGTTAGCATCGCTGG AAGCATCGTCCCAATGCTAC 221

Ad10A7045 Aradu.A10 7045 p2 (AT)6 12 32317310 32317321 TTGGCATCCTTGGTTGTGTA TTCCTCAATGCAATGTTGTGA 226

Ad10A7046 Aradu.A10 7046 p2 (AT)13 26 32318129 32318154 GTGCATCATTCAAGTGTGGG TGGACTTCACTTTGGGCATT 267

Ad10A7047 Aradu.A10 7047 p2 (AG)8 16 32336004 32336019 GCCAGAGGCTTTATATCAGCA TACCGGCTCATCAACTCACA 272

Ad10A7048 Aradu.A10 7048 p2 (CT)6 12 32341164 32341175 ACTCACTCTCATGCACGCAC AGAGAGGGAAGGAGAATCGC 174

Ad10A7052 Aradu.A10 7052 c (TA)13tg(TA)6 40 32381477 32381516 TGAGTTGAGCTTGAGCTTGG CAACAGGAGCTCACGAACTG 273

Ad10A7055 Aradu.A10 7055 c (TGG)6ttctggttc(TGG)645 32440371 32440415 TGATGAGGATGACGATGATGA ATTTCTTTCGTCCCTCGGTT 206

Ad10A7056 Aradu.A10 7056 p2 (AT)6 12 32441134 32441145 AAAACGGTTCAATAACCAATTCA GCAGCAAGTTTTGGCAGATT 276

Ad10A7066 Aradu.A10 7066 p2 (CG)6 12 32503651 32503662 TCCATACCTTGACCCGAGAG TGGTGTTTGGAAGTGTTGGA 252

Ad10A7068 Aradu.A10 7068 p2 (CT)6 12 32512523 32512534 TGAAAACTTCTCATCCTTTTTCAA AGAGGGAGAAAGGGTTCGAG 242

Ad10A7075 Aradu.A10 7075 p2 (TA)11 22 32543802 32543823 TTTGTGAAGGATTTGAATGTGTG CATGGAGCTGACCTAAACTCG 202

Ad10A7083 Aradu.A10 7083 p2 (CA)6 12 32625167 32625178 TGAACCGGTTTAAGTCGTCC TCCCCTTTCTCTTTTCAGCA 257

Ad10A7084 Aradu.A10 7084 p2 (TA)8 16 32628224 32628239 ATATCCTTCGTCGGGCTTCT ATCGGTCTATCCCTCAGGCT 212

Ad10A7085 Aradu.A10 7085 p2 (TA)12 24 32636441 32636464 GGCTAGCCGGCTTAAACTCT AGCCTAAGCATTACCTCGCA 236

Ad10A7089 Aradu.A10 7089 p2 (AC)6 12 32652789 32652800 GGAAGTCATGTTGGTGCCTT CAGAAGGGGTGTTGGTGAGT 159

Ad10A7091 Aradu.A10 7091 c (T)10cgttttctctcttttttttcga(T)1042 32680528 32680569 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 227

Ad10A7096 Aradu.A10 7096 p3 (AGA)7 21 32744275 32744295 TGGTGCCATTGATGGTAATG TCTTCTCCCACTTAGCCGAA 163

Ad10A7097 Aradu.A10 7097 p3 (TTC)5 15 32751742 32751756 GCGCTAGTAGCACAAACACG TGATGGAGAATGTGAGATTGAGA 269

Ad10A7098 Aradu.A10 7098 p2 (GT)8 16 32754560 32754575 TTAGGGGAATGAAAGCATCC GGGGCTTAGGTAAGGGTGAG 249

Ad10A7100 Aradu.A10 7100 p2 (AT)7 14 32763696 32763709 AGGACCCATCCAGAAAATCC TTTAAAAACTTCCCCCACCTT 264

Ad10A7102 Aradu.A10 7102 p3 (ATT)8 24 32766094 32766117 GCCTGTAATGAAGAAAAACATGG AATTGCTTGGTCCTTTGGTG 143

Ad10A7104 Aradu.A10 7104 p3 (TCT)5 15 32768338 32768352 CCCTAAATCCCCAAATTTTCA TTCATTGAAACCCACTGAGC 222

Ad10A7105 Aradu.A10 7105 p3 (GAT)5 15 32770478 32770492 TGTGGGTTCATCCTCTTTCA TTCTTTCTCTTCCTCCTCCTCA 239

Ad10A7106 Aradu.A10 7106 p3 (GAT)5 15 32771410 32771424 TTCATCCTTTTCCAAGTAATTTTG TCCTTTTCATCTTCTGCTGCT 204

Ad10A7109 Aradu.A10 7109 p2 (AG)6 12 32781438 32781449 CAGAGAAGGGATGGGTTCAA CGAAAATCACCTATCTCTTTTTCAA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A7110 Aradu.A10 7110 p2 (TA)9 18 32790303 32790320 CGGATAGATCTCAGGCGGTA GTTCAGGATAAACCTGCCCC 267

Ad10A7114 Aradu.A10 7114 c* (TA)7(TATG)6* 36 32799611 32799646 AGGATTGAGAGACAGCTCGC GAAGCAAAGGTCGGACAGAG 266

Ad10A7115 Aradu.A10 7115 p2 (AT)11 22 32820769 32820790 TCCGCTCATCAGGAATATGA TTTTCAATTTGCTTTGATCTCATT 158

Ad10A7118 Aradu.A10 7118 c (AT)9taagcttagtcagaatcaagatattttctaaggattttatctatatggcaccccaattgattgaaa(T)1195 32847114 32847208 TAAAGTGTGGGGAGGTCGTC GCTCAAAAACATGATCCACAAA 248

Ad10A7120 Aradu.A10 7120 p2 (GC)6 12 32876515 32876526 GCAAGGAAAGGAAGCATGAG AATCATTTTCGAACATCGGC 255

Ad10A7121 Aradu.A10 7121 p2 (CT)6 12 32882316 32882327 CACTCGTACAACACCCGATG ATGAAAGAGAGATCGGGCAA 216

Ad10A7122 Aradu.A10 7122 p4 (CTTT)10 40 32882529 32882568 TGGTGACGAGCTTTTCCTTC ACGGGCTTCTTTAACCACCT 243

Ad10A7124 Aradu.A10 7124 p3 (GAA)5 15 32895270 32895284 TAGTGGCAAGAGGCAAAAGG TGTTACTGCCACAATTCCCA 180

Ad10A7126 Aradu.A10 7126 p5 (AAGAT)6 30 32929001 32929030 AGATAAAGGCGGTTCCCCTA CCTGGGTGCTCCAGTGTATT 131

Ad10A7129 Aradu.A10 7129 p3 (AAT)5 15 32942664 32942678 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad10A7130 Aradu.A10 7130 p3 (TTC)6 18 32945700 32945717 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 273

Ad10A7131 Aradu.A10 7131 p2 (AG)7 14 32948659 32948672 AGGGAGAATGGAAAGGGAGA CTTGGTGACTTTGACAGCGA 238

Ad10A7132 Aradu.A10 7132 p2 (AT)14 28 32953132 32953159 CAAAATATTCAAGCTCCGGG GGCGTCTGGAGTTCTATTGC 197

Ad10A7133 Aradu.A10 7133 p3 (CAT)5 15 32954294 32954308 GCCTCTTACCCGGTCATCTC CATTGCCAGGGAAAGAAAAA 264

Ad10A7136 Aradu.A10 7136 c (A)10gagaaggagaaaaaag(A)1036 32983729 32983764 TCATGAATGTGGGCTCTTGA TCCCCAATTAGAGGTGTCCA 280

Ad10A7138 Aradu.A10 7138 p2 (TA)6 12 33025609 33025620 TGAACATGCAGAAACTCATGC TTTCCATGTTCCCTGCTTTC 197

Ad10A7139 Aradu.A10 7139 p2 (GA)6 12 33028718 33028729 AAACATGCAAGCAACCCTTT TTCCTTCTCCCTTCTTCCTTC 257

Ad10A7142 Aradu.A10 7142 p2 (GC)6 12 33045890 33045901 TAGTGAAGGAAGGGCATCCA ATGGCAACCTGCGAATAGAC 231

Ad10A7143 Aradu.A10 7143 p5 (TTATC)5 25 33048687 33048711 TTGCTCTTCAATCCTTGGCT AGGACGGTTCCCTTGAAGAT 276

Ad10A7144 Aradu.A10 7144 p5 (TTTAT)5 25 33065664 33065688 CCTAACCACTTTCTCTCTCCTCA CTACTGACTCCGATGGAGGG 236

Ad10A7145 Aradu.A10 7145 c (A)10tatggc(A)10 26 33070979 33071004 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 208

Ad10A7146 Aradu.A10 7146 p3 (TCT)5 15 33074485 33074499 TCTTCCTCTTCTTCCACCTCC TGGGATCGACCCTAACTCAC 198

Ad10A7147 Aradu.A10 7147 p2 (AG)6 12 33133820 33133831 GGTTCATAAGCCAAATAGGCA GAGGCTATAAAGTGGGGGAA 256

Ad10A7148 Aradu.A10 7148 p2 (TC)6 12 33157895 33157906 CTGTTCTTCGTGGTGCTCAA CACCACCACAAGGGTTTTGT 250

Ad10A7149 Aradu.A10 7149 p2 (CT)6 12 33162019 33162030 CCTTCCTCCTCCTTCGAGTT GGAAGGTTGTTGCCTGTCAT 274

Ad10A7150 Aradu.A10 7150 p2 (CT)17 34 33168374 33168407 CCACCTTCGTCGTGTTCTCT GCCAAAACAAGGAAGATTCG 276

Ad10A7151 Aradu.A10 7151 p4 (TTTA)5 20 33168677 33168696 TAGCTGATACCTGGCCTTGG ATCAATGACCAAAATCCCCA 194

Ad10A7162 Aradu.A10 7162 p3 (TTA)10 30 33235236 33235265 GACGCTATGACTGCACCAAA TCCATGCTGACGACAAATTC 152

Ad10A7164 Aradu.A10 7164 p5 (ATTTT)5 25 33268451 33268475 TCCAACCTCACTTTGCATCA CAAAGCACCCAAAAGGAGAA 269

Ad10A7166 Aradu.A10 7166 p2 (CT)7 14 33300463 33300476 TTTTTCGAAATCTCCCCTCC CGGAAAAGCACACCAAACTT 152

Ad10A7173 Aradu.A10 7173 p2 (AT)6 12 33365498 33365509 AGAACCCTTTCGAGGACGAT TGAGTTTAGAGTTGCTAATGCTTCA 251

Ad10A7174 Aradu.A10 7174 p2 (GA)15 30 33366071 33366100 AGGCAACTCCAGTGAGCAGT GAAAAGCACGCTTTCTCCAC 214

Ad10A7177 Aradu.A10 7177 p2 (TC)7 14 33431243 33431256 TCTTCTTTCTCCCTTTCCCC TTTGCAATAATCCACAAGCA 253

Ad10A7180 Aradu.A10 7180 p3 (TTC)5 15 33484244 33484258 TCCATCTCCCTTCACTCACC ACCACTGAGCTATGACGGCT 235
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Ad10A7181 Aradu.A10 7181 p2 (GC)6 12 33495833 33495844 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 278

Ad10A7184 Aradu.A10 7184 c (A)13tggccatcggcgcgctagcacgctgt(GC)651 33503763 33503813 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 278

Ad10A7188 Aradu.A10 7188 p2 (TC)7 14 33517860 33517873 TCCAATGGTTAAATCCCCAA GAAGTGGGGGTGAGTTGAAA 165

Ad10A7191 Aradu.A10 7191 p2 (AG)9 18 33528108 33528125 GCGAATTCTCAGAAAACCCA CATTTCTGGCCTCCTCATGT 258

Ad10A7192 Aradu.A10 7192 p3 (GAA)8 24 33528622 33528645 CGTCAGTGTCGTGTCCATTC GTTGTCTCTGCTCTCTGCCC 219

Ad10A7194 Aradu.A10 7194 p2 (AT)8 16 33537484 33537499 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 215

Ad10A7201 Aradu.A10 7201 p2 (AG)6 12 33625201 33625212 GCAGAATTCAAGGGGAGTGA CAAGAAGAGTAAAAGGCTAGAGCAA 198

Ad10A7205 Aradu.A10 7205 c (A)10gggaat(A)11 27 33698890 33698916 AGCAACCCAAAGAGGTGTTG ACCCTTGAACCATTCTTCCC 274

Ad10A7208 Aradu.A10 7208 p3 (TTC)6 18 33747823 33747840 AAATCTTTCCCACCCAAACC CCTTGGGTGCCATCAATAGT 253

Ad10A7214 Aradu.A10 7214 p2 (TA)6 12 33859971 33859982 ACAGCTATTTTCCGCTTCCC GAATGATGCGCAGACAAGAA 245

Ad10A7215 Aradu.A10 7215 p2 (TA)6 12 33889041 33889052 TGAGTTGCGACTAGGGTTAGG AATCCCGATTTCCCGAATAC 259

Ad10A7220 Aradu.A10 7220 p6 (TTTTCT)5 30 33952487 33952516 TTTTCCGACTCATCATCAAGG TTGAACATGCAAGCAATCCT 264

Ad10A7227 Aradu.A10 7227 c (T)11atgattttattaatttttttggatttttattaattttttcgaaaataaagtttagaaaaacgcaaaagaaaagaaattttg(A)10102 34037043 34037144 AAAGCATACAATTGACACCAAA TGGACAACTGACGGTTCATC 266

Ad10A7232 Aradu.A10 7232 p2 (TA)8 16 34099647 34099662 GGAACGTTAAGCACTTACCCA CATTAATAATCCGGAAAGACCAA 204

Ad10A7242 Aradu.A10 7242 p2 (CT)6 12 34149984 34149995 AAATTCGAATACTCCCTCTCTCA TCAGGATCAGCGTCAACAAG 264

Ad10A7247 Aradu.A10 7247 p2 (GT)6 12 34246481 34246492 TGAAGTGCATGCCTCTTTGT GCTCTTCCTCTTGCTTCCCT 257

Ad10A7252 Aradu.A10 7252 p3 (ACA)6 18 34264347 34264364 TTCTTTTGCAGGTACCCACC ATAAGGCACAACCCTTGCAC 220

Ad10A7253 Aradu.A10 7253 p3 (GTG)5 15 34268312 34268326 GTCTTTGAGATATGCCCGGA AAACAAGGGAATTCCATCCC 198

Ad10A7254 Aradu.A10 7254 p2 (TA)6 12 34273794 34273805 GTTCGCAAAGAGGATTCTGC GACGTCTCCCTGGTACCTCA 185

Ad10A7255 Aradu.A10 7255 p2 (TA)7 14 34274128 34274141 TGCCAGCTTAGGGACTTCTT TCATTCACAATCAATTCGCAA 209

Ad10A7256 Aradu.A10 7256 c (ACC)6agaacagaaccaccaccactaccaccacat(CAC)8(CAT)999 34281256 34281354 CCATTCACCCAAAATCAACC ATTGCCAAGCTTCCTCTGAA 216

Ad10A7257 Aradu.A10 7257 c (CCA)6attttaaaatcatcatgg(TCA)8gaaattcacaacaaaatttcacaacaaatttcagtaacaacaatattccacaacaaatttcacaaaaaatcagaaatttcacaaacaaatctagttcac(AGA)6aagaagaagaagagttggtggtgcggtgcagcg(GAA)5225 34281543 34281767 AAAGACAAGGCTTGCACCAC GCACCACCACCTCCTTCTT 274

Ad10A7261 Aradu.A10 7261 p3 (CAA)6 18 34286598 34286615 AGTAGTGCCTGCCGCTTAAA TCGTCGTTTTTATTTTGGGG 259

Ad10A7262 Aradu.A10 7262 p2 (AT)6 12 34288685 34288696 GCTATGATACAAAGTGATGCATAAAAA CGATTGATCAAATTTGCCTG 169

Ad10A7264 Aradu.A10 7264 p2 (AT)11 22 34292852 34292873 TGAATGCTCAACGACACCTC TTCAAGTCAGAAAACAGCATGA 237

Ad10A7267 Aradu.A10 7267 p3 (ATC)9 27 34302907 34302933 CCTTCAATATTGCCATCCCA AAGGAGGTGTTGGTGAGGTG 151

Ad10A7269 Aradu.A10 7269 p3 (ATT)6 18 34326342 34326359 TGTGTCCATACAATATAACTTTACGAA TCAATCATCGATATTTTTAATCATTCT 273

Ad10A7270 Aradu.A10 7270 p2 (GA)6 12 34329608 34329619 CACGAGAGAGAGGGGAGAGA TGATTAGACATTCAAATCTCACCAT 241

Ad10A7271 Aradu.A10 7271 p2 (AG)6 12 34330873 34330884 AGGCTACAGGGTGGAGGAAT CATTGAACCTAGAATTGGGAAGA 151

Ad10A7273 Aradu.A10 7273 c (A)10taaaaatagaaaacaaaacaaact(A)1044 34344656 34344699 GAGGTGATGGATTCATAGGACA GGGAGCATCCACTTCTCAAA 235

Ad10A7277 Aradu.A10 7277 p3 (GAA)16 48 34386330 34386377 GGAGGAAGAGGTGGTGTTGA TTCTCCGTGCTTTCTCTTCC 147

Ad10A7278 Aradu.A10 7278 p3 (ATT)5 15 34397337 34397351 TTCACCAATCAAATTCAAATGC TTTTAGGGGAGATGCTGTCG 182

Ad10A7281 Aradu.A10 7281 p2 (AT)8 16 34461300 34461315 CTGAAATTCATGGATCTGGGA CTGTTGGGATTGCTCTCGAT 278

Ad10A7282 Aradu.A10 7282 p2 (TC)6 12 34468875 34468886 TTCAGAAGGAGTTCGCCAAT CAATCCGTGACATGGAAGAA 226
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Ad10A7284 Aradu.A10 7284 p2 (TA)6 12 34484551 34484562 CAAAATCCAGTGAGGGTTCAA TGGAATGCAATGCAACCTAA 271

Ad10A7285 Aradu.A10 7285 c (TA)6ttttttttc(TA)939 34500448 34500486 CATTACAAACCACGTTGCCA TCGGCTAAAATATCGTTTAAGTTTT 261

Ad10A7287 Aradu.A10 7287 p3 (TAT)19 57 34502227 34502283 CTCCAACCCTGACAACGTCT TTTCGAATTTGGCAAAGGAG 262

Ad10A7288 Aradu.A10 7288 c (ATAAA)7taaaagat(A)1356 34503671 34503726 TGCTACGAAGATGAGGCAAA GAACAGGAAGGGCAAAATCA 268

Ad10A7293 Aradu.A10 7293 p2 (TA)6 12 34513349 34513360 CCTTGCAAGCAAACCTTCTC TTCGTTTGTGTTTGAGGTAGGA 259

Ad10A7294 Aradu.A10 7294 p3 (TTA)18 54 34513753 34513806 TCAGAGTTGGTTGTGGCAAA CTGAGGGTCTCGTAAGCCTG 273

Ad10A7295 Aradu.A10 7295 p3 (TTG)6 18 34514480 34514497 TCAATGGCAGTGTCCTGTGT CAATTCACTCAAAACGCAACA 252

Ad10A7300 Aradu.A10 7300 p2 (AT)6 12 34538099 34538110 TGGTCAAAGCCAATACCCAT CACTGCTCAAGGAGGGATGT 265

Ad10A7302 Aradu.A10 7302 p2 (AT)7 14 34538467 34538480 ACACGAACTCAATTTACTTTCAGA GGAAGGAGAGGTTGGGACTC 258

Ad10A7304 Aradu.A10 7304 c (A)10ttatttttttatgttatttagatgaaaaaaaatagatggaaa(T)1062 34541827 34541888 TGGTGCCATGAATCTTGTTC TCTCCTTACCTTTTTCTATTTAAACG 220

Ad10A7306 Aradu.A10 7306 p3 (TCC)8 24 34544272 34544295 CGAAATTAAACTCAGAATGCACC TCCCAGTTGTCTTTTCGAGC 254

Ad10A7307 Aradu.A10 7307 c (GTG)5ataa(AGG)534 34545460 34545493 CCCCTAAGTCCCAAGTTATTCC CGTCACTACCACCACCTCCT 215

Ad10A7311 Aradu.A10 7311 c (T)14cgaaatctc(T)13gtatccactgctttttcttgcttcaagaatcaatctaattatttttagatcctcaataaaagttctc(T)10113 34586190 34586302 CACACTCTTGTTGCCTTGGA GAATGAATGCTTGAACAGTGC 256

Ad10A7312 Aradu.A10 7312 p2 (TA)6 12 34603449 34603460 CTGGTTGTGCTCCTCTGTGA TCCCATACACGTACCCTTCC 267

Ad10A7314 Aradu.A10 7314 p3 (AAT)5 15 34610593 34610607 GGATTTGCGTCCTGTTGTTC GCAAATGCAAGAAAAGAAAATG 254

Ad10A7317 Aradu.A10 7317 p2 (AT)8 16 34626762 34626777 AAATAAGACTAACTAGGAAACACCAAA CGAGTCCCCGTGCTTTATT 276

Ad10A7318 Aradu.A10 7318 p5 (TTATC)5 25 34627933 34627957 TATCGCGTCTGACTTGTTGG TAGAGATAAGGGCGGTTCCC 269

Ad10A7320 Aradu.A10 7320 p3 (TCT)6 18 34647267 34647284 ACAACCCCCTCTTCTTCACC TGCCATTGATGGTAGTGGAA 167

Ad10A7322 Aradu.A10 7322 p5 (TTATC)6 30 34658130 34658159 GGGTGCGCCAGTGTATTTAT TCCAATCACCAAGAAGAGCC 205

Ad10A7323 Aradu.A10 7323 p3 (TCT)7 21 34694514 34694534 CCTACCTCGCCCTCTCTCTT CTCCCAAGACTCAGAGGTGG 268

Ad10A7324 Aradu.A10 7324 p3 (TAT)10 30 34701020 34701049 TTGCAAATTCTTAAATTAGAGAGTACA GGGATCACCACCTTCCCTTA 247

Ad10A7326 Aradu.A10 7326 p2 (GA)7 14 34750086 34750099 GGGTTAGGGGACTTTTGCTC TTGCAAATTGATCTCACCAAA 153

Ad10A7327 Aradu.A10 7327 c (A)10caaag(A)11 26 34758316 34758341 TGTTCCATTTCCGACGAGAT TTGAAAGAATAAATTCGAAAGATGC 268

Ad10A7328 Aradu.A10 7328 p2 (TA)7 14 34770228 34770241 GGGAGCACTTCAGACAATCC AAAAACAATGCCAAAAAGCG 206

Ad10A7330 Aradu.A10 7330 c (A)10taaaaagctaggctttttaccacaccaaacttaaaatttgctcgtcctcgagcaaaagaaaagaagagt(AGA)697 34788940 34789036 TCTCCTTTTCCCATGATTCG CATAGCCGAACCCACTTCTC 229

Ad10A7333 Aradu.A10 7333 c (ATT)5(GTT)12 51 34805851 34805901 TTGGATCATCCTCAATGGGT CATTTCTTTCCGAGACTTAATCC 232

Ad10A7335 Aradu.A10 7335 c (A)14cgaagaagaagaacgaagaggaagaggaagag(GAA)664 34812947 34813010 ACACCCAAAATTCGTTGCAT TTCAAAGCGCTACACTCAGC 200

Ad10A7336 Aradu.A10 7336 p2 (TC)7 14 34815894 34815907 GACGGCAATTCCTCTCACTC CGAGAAAAGGGAGTCCACAG 213

Ad10A7339 Aradu.A10 7339 p3 (TTG)5 15 34855757 34855771 TGCAATTTGAGGTAATTCATGT GTCAATGGCTCCCAATCATC 223

Ad10A7340 Aradu.A10 7340 p3 (TTG)5 15 34862307 34862321 CCTTTTGTAATTCTTGTTCCCC ACCTTTCCAAGCCAAGAACA 275

Ad10A7342 Aradu.A10 7342 p3 (TCT)6 18 34881833 34881850 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 267

Ad10A7343 Aradu.A10 7343 c (A)10gtggcg(A)10 26 34882634 34882659 GAATGAATGCTTGAACAGTGC TTTTTCTGCTTGCTTTTTCTTTC 201

Ad10A7350 Aradu.A10 7350 p3 (TCT)5 15 34934635 34934649 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 270

Ad10A7352 Aradu.A10 7352 p3 (GTG)5 15 34998031 34998045 GGCATGGATCAGAGAGATGG CCCCTTTCCTTCTCTTCCAC 250
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Ad10A7353 Aradu.A10 7353 p2 (TC)6 12 35038743 35038754 CAACTCTGCCAACTCCTTCC TTTTCTGGGTTGAGGATTCG 104

Ad10A7358 Aradu.A10 7358 c (T)11ctttcttttctatttagtcacaaaaaaaaattttgtctcttttttttctttcttttctatttagtcacc(A)1191 35045707 35045797 TGGAACCAACCATTGAGTGA TTGGATAGGAGTTTGTGCCTG 189

Ad10A7361 Aradu.A10 7361 p2 (CT)6 12 35052949 35052960 GCATCCATTCATAACCATGC CAATTGGGCAACATCAATCA 233

Ad10A7362 Aradu.A10 7362 p2 (AG)6 12 35069168 35069179 GCCTCCACAGTTGAAACCAT GGAAGCAAAAGTGGAGCAAG 246

Ad10A7364 Aradu.A10 7364 p3 (TTA)12 36 35097357 35097392 TCATTTAAATTGGGATAAATTAAGGTT TTGGCAGATTTTGAACTCGAT 244

Ad10A7366 Aradu.A10 7366 p3 (ACC)5 15 35103166 35103180 TTGACTATGCACCTCCACCA TTGTTTGGGAGAAAGGTTGC 175

Ad10A7367 Aradu.A10 7367 p2 (AC)7 14 35106353 35106366 TATCTAGTGCGCAAAGGCAA TTGGGTGCTACTCATGTGAAA 271

Ad10A7368 Aradu.A10 7368 p2 (TA)6 12 35106496 35106507 TATCTAGTGCGCAAAGGCAA TTGGGTGCTACTCATGTGAAA 271

Ad10A7370 Aradu.A10 7370 p3 (AAT)6 18 35110582 35110599 GAGCAGGAACAGGGAAACAG TTGGATGTTGGCTTTGTGAA 207

Ad10A7371 Aradu.A10 7371 p3 (TCT)5 15 35113897 35113911 CTCATATAGCCGAACCCCCT TTGCCTTCCCTTTTCCTTTT 196

Ad10A7373 Aradu.A10 7373 p2 (AT)12 24 35125145 35125168 TGCCTAGTTTGCATTGCCTA GCAACCACACAATTAAAGCTCA 275

Ad10A7374 Aradu.A10 7374 p5 (GAAAA)5 25 35125874 35125898 GTGGGGGAAATTTGTGGAG CCTTTCTCACATTCACTCATGC 277

Ad10A7375 Aradu.A10 7375 p2 (CT)12 24 35139713 35139736 GTTTCTGACCCAGTTTTCGG GAACCTGGGATCGAGAGTCA 217

Ad10A7376 Aradu.A10 7376 c (A)10t(TA)6ttttctaactaattttaaaactacattttcgaaa(T)1067 35146917 35146983 TGCGTTTTTCTCTTTCATCA CCAGAGTCCTCCTGGACTGA 280

Ad10A7378 Aradu.A10 7378 p2 (AG)9 18 35191543 35191560 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 239

Ad10A7380 Aradu.A10 7380 p2 (CT)6 12 35224618 35224629 GTTTTTGCTTGCCATTTGGT ATAGGTGAGGGGTTTTTGGG 155

Ad10A7392 Aradu.A10 7392 p4 (AAAT)5 20 35384938 35384957 GAAAATTCATGTGCATTGATAAGTT TTCAAGGTTGTAATGGGGCT 280

Ad10A7394 Aradu.A10 7394 p3 (TTC)6 18 35401664 35401681 CAACTTCTCTTTCCCACCCA TCCCTTTGTGGTTTCTCTGG 208

Ad10A7395 Aradu.A10 7395 c (TTTA)5ttattatta(TAT)1059 35408019 35408077 TGCAATGAATGAAAATACGCA CCTCCTTTCTCCTTCTTTCCTC 269

Ad10A7398 Aradu.A10 7398 c (TTTA)5ttatta(TAT)541 35414288 35414328 TGCAATAAAAGAAAACGGATGA TCTCTCCTTGGCTTGTTTACG 258

Ad10A7400 Aradu.A10 7400 p2 (TC)6 12 35428379 35428390 TCTTTCTCCCTTTCCCCTTC CGCAATAATCCACAAGCAGA 224

Ad10A7402 Aradu.A10 7402 c (T)10ctctttatttttctttctctctacctctttttttttcgaaata(T)1063 35460388 35460450 GCCCAAAGCACTCTGTCTTC AAGCAAGAAAAAGCAGCGAA 273

Ad10A7403 Aradu.A10 7403 p2 (AG)6 12 35462213 35462224 GAAGGGTTTTTGGGGAAGAG ATTTTTGCATGCCATTTGGT 147

Ad10A7406 Aradu.A10 7406 p2 (CA)6 12 35523632 35523643 GGATGTTACCGATGACCCAC CCTCATGGCCTCATTTCCTA 248

Ad10A7408 Aradu.A10 7408 p2 (CT)10 20 35558384 35558403 TCTGGGCTATTTCTGGCCTA AAACCTGGGATCGAGAGTCA 243

Ad10A7409 Aradu.A10 7409 p2 (CT)16 32 35564545 35564576 CCATTCATGAAGAAGGCCAC CCAATTGGGGAACATCAATC 271

Ad10A7416 Aradu.A10 7416 p2 (AT)9 18 35586830 35586847 AGGGACGGATCCAGAAATGT AAGAATCGACGTGCACCATT 115

Ad10A7420 Aradu.A10 7420 p3 (AAG)5 15 35652926 35652940 CTAGAGGATTCTCCGGCCTT TACACCTCTCCCCCTCTCCT 172

Ad10A7421 Aradu.A10 7421 p2 (AG)8 16 35716139 35716154 CGGAAAAGCACACCAAACTT AACGTTCTTCACCCCTCCTT 122

Ad10A7422 Aradu.A10 7422 p2 (GA)9 18 35728886 35728903 TTGGGAGGGAAAAGTGTTTG GCCTAAATGGTGCAGGGATA 246

Ad10A7426 Aradu.A10 7426 p4 (AACT)5 20 35756784 35756803 CAATGCTCACTTTCCTTCCC CCTTTCATCACAGTGCTCCA 231

Ad10A7430 Aradu.A10 7430 p2 (AG)7 14 35848738 35848751 CCACTTTGGCTAAGGAGCTG AGCAGTGGCCTCCAACTTTA 186

Ad10A7433 Aradu.A10 7433 p3 (AGA)6 18 35891463 35891480 CTCCCATGACTCAGAGGTGG TCCATATCTTTCCCACCCAA 253

Ad10A7436 Aradu.A10 7436 p4 (TTAT)5 20 35958506 35958525 TTCTGAATTCAACATTGGGG GGGAACAAAAGTTGTTAGGGG 184
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Ad10A7437 Aradu.A10 7437 p5 (ATTTT)5 25 35974058 35974082 TTTCGAAAATCCTCACCCA AATCAGTAGAAACGGGGCCT 233

Ad10A7440 Aradu.A10 7440 p2 (CT)6 12 36009871 36009882 TCTTTCCACCACACCATTCA CGGAAAAGCACACCAAACTT 101

Ad10A7441 Aradu.A10 7441 c (A)10gaagagt(AGA)635 36027502 36027536 TCTCCTTTTCCCATGATTCG TTTTCGCACAACACTACCCA 256

Ad10A7442 Aradu.A10 7442 p3 (ATT)5 15 36030654 36030668 TTGGATGTTGGCTTTGTGAA GGCACTCTTGTTGAAGCTGA 182

Ad10A7443 Aradu.A10 7443 p3 (GAA)5 15 36034879 36034893 GCCAACCATTATGAGCAACA CCTAATGCATCTTTGTGAGCC 269

Ad10A7444 Aradu.A10 7444 p2 (TC)6 12 36063244 36063255 AAGAGGGAAACCTTTTTGGG GGTTCAGGGGATAACCGAAT 156

Ad10A7445 Aradu.A10 7445 p3 (AAT)5 15 36075069 36075083 AACAGGAGAAGGAGATGGCA TCAGCTTGCTCAGCTTTTGA 209

Ad10A7451 Aradu.A10 7451 p2 (CT)6 12 36158050 36158061 CTTGGTGCAGGGATGACTTT GTTATGGGAGGGTGGGTTTT 197

Ad10A7452 Aradu.A10 7452 p3 (ATT)5 15 36171251 36171265 AATGGCAGGAATGAAGATGC CAAGAGAAGGAGATGGCAGC 114

Ad10A7453 Aradu.A10 7453 p2 (TG)7 14 36184053 36184066 GAGCTTTTCACAAGGAACGC TGGGCTAAAAATGCTAACGG 248

Ad10A7454 Aradu.A10 7454 p3 (ATT)5 15 36196048 36196062 GGGTTAGCATATGACCCCAG TCAATTTCAAAATATTTCCACTTTCTT 223

Ad10A7458 Aradu.A10 7458 p3 (AAT)6 18 36232256 36232273 GGCACTCTTGTTGAAGCTGA TTGGATGTTGGCTTTGTGAA 188

Ad10A7459 Aradu.A10 7459 p3 (TCT)5 15 36235796 36235810 CCCCCTCCTCTCCTTCTCTA CTCGGAAGTGGAAGCTTTTG 198

Ad10A7461 Aradu.A10 7461 c (A)11gtagaaaattagtggcc(AT)640 36250555 36250594 CACGAAAATTTGAAGTGGCA AAGCTGGAAATTCTGCTGGA 265

Ad10A7462 Aradu.A10 7462 p5 (AAATT)5 25 36251147 36251171 CAATCCACCTAAGTCGGGAA CTTAACAAATGCTGGGCTGG 236

Ad10A7463 Aradu.A10 7463 p3 (CAA)7 21 36252247 36252267 CATCATAGCTTTCCTCCCCA GATGGTGCTCTTGCAGTTGA 202

Ad10A7464 Aradu.A10 7464 p2 (TG)7 14 36252483 36252496 CAACAAGGCCTGAAATAGCC ACCAACAGAGGAACCTGCAC 234

Ad10A7465 Aradu.A10 7465 p3 (AAG)9 27 36253332 36253358 TGGTCCAAACTCCAAAAACA TCCTCCTCCTCTTCCTCCTC 244

Ad10A7466 Aradu.A10 7466 p3 (ATG)5 15 36253954 36253968 CCGAACTTTTTAACCGTGACA AACTTCCGTTCCTCTCCCTC 169

Ad10A7469 Aradu.A10 7469 p3 (AAT)22 66 36257324 36257389 GACCTAAACTTGGGGTGACCT CAAAGTTTCCCATTAAAACTAGTTACC 280

Ad10A7471 Aradu.A10 7471 c (AC)15(AT)7 44 36265889 36265932 ACTCGACCTGTGAAGCCAAG GGTACCTCGCTAGGCATCTG 254

Ad10A7478 Aradu.A10 7478 p2 (GC)6 12 36412998 36413009 TTTGCTTGGGCTTCAATTCT GAAACCAAGATTGGGAATGC 274

Ad10A7480 Aradu.A10 7480 p2 (TC)6 12 36417668 36417679 CGAAAATCACTAACCACTTTTTCA TTTGAACAGAGAGAAGAGAGTGAGA 247

Ad10A7482 Aradu.A10 7482 p3 (AGA)5 15 36450036 36450050 ACATAGAATGTTGCTCGCCC TCCCCATTACCTCTTCACCA 152

Ad10A7487 Aradu.A10 7487 p2 (CT)6 12 36504334 36504345 GGGATGGCTTTTTCTTGACA GGTATGGAGGTGATTGGTGG 106

Ad10A7490 Aradu.A10 7490 p2 (CT)6 12 36512056 36512067 GCACCAAACTGGCGTTAAAT TTTTTGGGAAAGAGGTGGTG 246

Ad10A7491 Aradu.A10 7491 p2 (GT)6 12 36527924 36527935 TTGGAGTGTGAAGATGCTGC GGAAAAGGAGTAGCGTGTGC 236

Ad10A7492 Aradu.A10 7492 p2 (GA)6 12 36546158 36546169 AGAGGTTGGGTGGTGATGAG TCTTCTTCCTCCCCTCCATT 247

Ad10A7494 Aradu.A10 7494 p4 (TTTA)5 20 36561006 36561025 TGGTTGACAAGCAAGCAAAG CCCCTCCCCTGTTATGTTTT 206

Ad10A7495 Aradu.A10 7495 p2 (AT)11 22 36565888 36565909 TTAAGTGTGGGGAGGTCGTC TGATTGGGGTGCCCTATAAA 200

Ad10A7498 Aradu.A10 7498 p3 (TCT)5 15 36590391 36590405 GATACGGAATCCTTGGCTCA GAGCCAGCAGTTGAAGATCC 277

Ad10A7499 Aradu.A10 7499 p2 (TA)10 20 36597395 36597414 GAATTGAAGCAAAATTTGTGGA TTTTGCCGGATACATTTCAA 258

Ad10A7502 Aradu.A10 7502 p3 (TCT)5 15 36618973 36618987 ATTTCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 196

Ad10A7505 Aradu.A10 7505 p2 (TA)6 12 36710146 36710157 GAAGTGCGAAACACACAGGA TGGCATAACAGAATAAAAATAATCCA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A7506 Aradu.A10 7506 p3 (AGA)6 18 36739864 36739881 CTCCCATGACTCAGAGGTGG CTTGGCCGAACCTACACTTC 216

Ad10A7508 Aradu.A10 7508 p3 (AGA)6 18 36755447 36755464 TTAAAATATTGCTCGTCCTCG ACAACCCCCTCTTCCATACC 114

Ad10A7509 Aradu.A10 7509 c (A)10ttaagtaattgaataaggggatacaaaa(AAT)656 36762171 36762226 TTTTATGGGAACATGGGATGA AATTTTGTCCCGTGTGCATT 233

Ad10A7510 Aradu.A10 7510 p2 (AT)11 22 36791764 36791785 TTTTGGACTACCGTTTTCCG CAAGCTCAACCCCTACAAGC 230

Ad10A7512 Aradu.A10 7512 p2 (AG)6 12 36822182 36822193 GATTTCACGCATCACTTGGA GCAATTCACCTTCCCTCTGA 167

Ad10A7513 Aradu.A10 7513 p2 (AT)6 12 36835753 36835764 TACAAAACTGATTTTGATACAATGAA TTTATGCGTTCACTTTTTACATTT 228

Ad10A7514 Aradu.A10 7514 p2 (TA)11 22 36845300 36845321 CTGGTTAGTTGTGCGGGATT CTTGGCAGAGAACCGTTGTT 264

Ad10A7516 Aradu.A10 7516 p2 (GA)6 12 36849703 36849714 TTTTGAAGGTAGGTGGGGTG CGTTCAACACCAAAACATGC 273

Ad10A7517 Aradu.A10 7517 c (A)12gaaaaatacaaaatgcaatgcattttgcaggtttgaaaataa(T)1064 36855575 36855638 TGCGTTTTGCAGGTTTTAAT CAACACAAAACTCAGGTTGCAT 172

Ad10A7518 Aradu.A10 7518 p3 (CTC)5 15 36860849 36860863 CTCTGTTCGCTTTCTCACCC TGAAAAGCTTCATTGGGTCC 263

Ad10A7522 Aradu.A10 7522 c* (AT)9(T)13* 30 36865787 36865816 GGGAGGAAGGGGATGAATAA CATGAGCATGAACCAAAATGA 278

Ad10A7523 Aradu.A10 7523 p2 (GA)7 14 36872952 36872965 TGAATCGCTGACTCAACAGC AAGAAATCGAACGTCGAAGG 199

Ad10A7525 Aradu.A10 7525 c (TTA)10tg(ATT)9 59 36880307 36880365 ATCCAAACTGGATCTGCCAC GCAGAAAAAGATTGGGACGA 210

Ad10A7529 Aradu.A10 7529 p3 (TAA)7 21 36903556 36903576 GGGAATGGACCAAACTAATCC TTGCGATACCTAAACCAATTCA 263

Ad10A7530 Aradu.A10 7530 p2 (TA)6 12 36904498 36904509 TTACTTCAAGGTGGAAGCCC AAGCTCGTGTCTCCTCAATCA 209

Ad10A7531 Aradu.A10 7531 c (A)10caatattataaaatataatagagccatagacgagcacaatttatgtaagaatatatacctatatatatgaatatga(AT)698 36912707 36912804 TTCATGCATTTATTGGACGG AAGAATGTTTTTCTCATGTGATATGT 276

Ad10A7533 Aradu.A10 7533 c* (AG)6(AGA)6* 28 36922468 36922495 AAATTACCCCCAAAAAGCGT TTGATGCCTGTGCTAGTTGG 247

Ad10A7538 Aradu.A10 7538 p3 (TCT)5 15 36980581 36980595 AATTGGCCGAACCTATACCC AACGCCAACCTCACATTTTC 276

Ad10A7540 Aradu.A10 7540 c (T)10gtttttctctttcc(T)1034 37001475 37001508 GCACACTCTTATTGCCTTGGA TTCTTGAAGTAAGAAAAAGCAGTGAA 135

Ad10A7541 Aradu.A10 7541 p2 (GC)6 12 37034355 37034366 AGAGGGAGAGGGGTAGTGGA TAACCCTGCAGCCAACTTCT 261

Ad10A7545 Aradu.A10 7545 p2 (CT)6 12 37130762 37130773 AGCCAAATGGGCAACATAAA CATTTCAACCCAGTTTTCGG 279

Ad10A7546 Aradu.A10 7546 p3 (AGA)5 15 37137771 37137785 CAAGGATCCGAAGAGATCCA ACCCCTTTCATTGGGTTAGG 172

Ad10A7547 Aradu.A10 7547 p5 (TTATC)5 25 37152710 37152734 CCTGGGTGCTCCAGTGTATT TAAAGAACTCGGCCAAATCG 183

Ad10A7549 Aradu.A10 7549 p2 (GC)6 12 37226410 37226421 ATAATAGTGGGCCACGGACA GCAAAGATTGGATCAAGGGA 276

Ad10A7550 Aradu.A10 7550 c (T)10aacttttatttc(T)1234 37227724 37227757 CACTTTGTTTTGGGGCATTT ACATTGGGGAATTGGGTACA 218

Ad10A7552 Aradu.A10 7552 c (T)11atattttgaaa(T)1133 37229244 37229276 GCACCAAAACAAATGCAAGA TTTGGTTCTTCTCTCTCTCCCT 275

Ad10A7554 Aradu.A10 7554 p3 (AGA)5 15 37247967 37247981 TGCCATTGATGGTAGTGGAA TACCCTCTCCCCTCTCCCTA 223

Ad10A7555 Aradu.A10 7555 p3 (ATT)5 15 37250732 37250746 TTGGATGTTGGCTTTGTGAA GCATGAACAAGGAAAAAGGC 202

Ad10A7556 Aradu.A10 7556 p2 (TA)6 12 37255397 37255408 AAGCGTCACCAACTTGCTTT GGACTAGGGCCTGGAATGTT 257

Ad10A7560 Aradu.A10 7560 p6 (AATTCA)5 30 37276393 37276422 GCAGTTTCCTCCTGACTTGC TCCGGATTTGATTCTCTTTGA 250

Ad10A7562 Aradu.A10 7562 p3 (CAT)9 27 37277722 37277748 CCACCTCTTTCTCCTCCTCC CACAGGTTCTTGTTAAGAGGGTG 280

Ad10A7563 Aradu.A10 7563 c (TCA)10(TCT)8 54 37278039 37278092 TGTTACGGTTAAAAATTTTCGG CCTCCTTTTGGTTTTGTAGCA 258

Ad10A7564 Aradu.A10 7564 p3 (TTC)15 45 37284909 37284953 TACACCTCTCCCCCTCTCCT TATCTCCCATGACTCGGAGG 238

Ad10A7567 Aradu.A10 7567 p2 (GC)6 12 37341518 37341529 ACATGGCTCCTAAAACCGCT CCAGTTGGGTTGGAAAGCTA 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A7569 Aradu.A10 7569 p2 (AT)11 22 37346015 37346036 TTTCAAATGCAGGACGTGAG CTCAAGACTCGGTTCGAAGG 272

Ad10A7570 Aradu.A10 7570 c (T)10ctcttttcttttcaatgtcaatacttggcaattcac(T)11agtttttgaactttattctaaaca(T)10acttgtgaaaattctttttttctttaatttaggattagtcacatagattataatcagaag(A)10161 37348797 37348957 CACAAAAATAAAATTGTTATGCTGA CCCATCTCAAATGTATCCAACA 274

Ad10A7571 Aradu.A10 7571 p3 (AAT)17 51 37349495 37349545 AAAATTTGCTTCTAGCGTTCAT AATTCATCTTCATAGTTATCATTCCAA 247

Ad10A7573 Aradu.A10 7573 p4 (TTAT)5 20 37351690 37351709 CGTGTTTTGCTTTTTGTCCC CAATGGCATCTTCCCTTGTT 193

Ad10A7574 Aradu.A10 7574 p3 (TAA)8 24 37352817 37352840 CACCCTGCTCCTCACAATTT GGCATGAAAGTGTTGGGTTT 206

Ad10A7578 Aradu.A10 7578 c (AAT)5caagactccaatccaagacacacg(A)1049 37360590 37360638 CGAAAATAAATTGAGAGAATCCA GGCCAACAAATCCTCCACTA 185

Ad10A7583 Aradu.A10 7583 p3 (TCT)6 18 37457088 37457105 TACCTTGGCCGAACCTACAC ACTCGGAGGTGGAAGCTTTT 212

Ad10A7584 Aradu.A10 7584 p3 (CAA)5 15 37488464 37488478 TTATTCCCACAGAACCGAGG CAGTCTGTTGTGCTTTCCCA 280

Ad10A7587 Aradu.A10 7587 p3 (ATA)24 72 37523986 37524057 TTACGGGAACATGGGATGAT TGTAATGGGGCCAAGGTAAA 224

Ad10A7589 Aradu.A10 7589 p3 (AAG)6 18 37533337 37533354 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 185

Ad10A7591 Aradu.A10 7591 p4 (AACT)5 20 37583095 37583114 GGCAATAAGAGGCAGCAATG TCCAACACTTCCAAACACCA 170

Ad10A7592 Aradu.A10 7592 p2 (AT)6 12 37607525 37607536 ATCAAAATGTCACGCTTCCG CGGTCTTTTTGTTTCACCGT 242

Ad10A7593 Aradu.A10 7593 p3 (AAG)5 15 37621686 37621700 GCTTTTGTCTTCCCTTTCCC CTCCCCATCAATCTTCTCCA 180

Ad10A7597 Aradu.A10 7597 c (T)10ctttttttaacttttatttctc(T)1042 37666566 37666607 GGGCATTTTGTCCCCTTTAT AACTTTGGGACATTGGTTGG 253

Ad10A7598 Aradu.A10 7598 c (T)10gttcttttggtttttggattctgcttgttcttcttgatttcagctccgaaatgttacacataatctctttgtttcgttatgctgga(TTG)6114 37680690 37680803 TTTCACATTTTTCATCGCCA TGACAGGTCAACATCAAGATCC 271

Ad10A7604 Aradu.A10 7604 p3 (CTT)9 27 37686310 37686336 CTCTCCCACTTCCTCACTCG AACGTGAACAGGGAAAAACG 194

Ad10A7605 Aradu.A10 7605 p3 (TTC)5 15 37686457 37686471 CGTTTTTCCCTGTTCACGTT TCCATTCAATTCGATGCAAA 264

Ad10A7607 Aradu.A10 7607 p2 (AT)6 12 37704294 37704305 CCAAGCCAAAAGGGTGATAA TGCCATGATTTTGGTTGTGT 201

Ad10A7608 Aradu.A10 7608 p2 (CT)10 20 37718728 37718747 CGAAAATCACCCACCACTTT GGGATGGGTAATTCGAACAG 270

Ad10A7611 Aradu.A10 7611 p3 (TAT)12 36 37740492 37740527 CGCATAATGTAACGACCCTC TGTAAAATCAAAACCGCACTT 247

Ad10A7613 Aradu.A10 7613 p2 (AG)7 14 37742218 37742231 GGTTCACCGTCTTTGTTCGT CCAATATCGACCCAGAGACC 249

Ad10A7615 Aradu.A10 7615 p4 (ATAG)10 40 37748111 37748150 TGCCATTTATGGCTGAATGT ACGGCTTCATCAGTTTCCAC 280

Ad10A7620 Aradu.A10 7620 c* (A)10(AG)6* 21 37775662 37775682 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 225

Ad10A7621 Aradu.A10 7621 p2 (AT)6 12 37788021 37788032 CGCATGTCCCATGGTTAAA CGCATGATTCCAGCCTAACT 173

Ad10A7622 Aradu.A10 7622 p2 (TC)11 22 37806715 37806736 TTCATAAGCCAATTTGGAAACA ACATAGGGGAGGCGGATAAT 228

Ad10A7623 Aradu.A10 7623 p2 (AT)8 16 37809077 37809092 GGGGACAAAATTACCCCAAT CAAACATCATGAGGTCTTTTCAA 273

Ad10A7624 Aradu.A10 7624 p2 (AT)8 16 37809412 37809427 CCCTGCTTTCATGAGCTGTC TGGTTTATCAACCTCCCCAC 262

Ad10A7626 Aradu.A10 7626 p2 (GC)6 12 37815121 37815132 CCCATGTGCTTGTTCTCGTA ACGCATCCCTCATCCTACAC 211

Ad10A7627 Aradu.A10 7627 p2 (GC)6 12 37815399 37815410 AGTTGCCCAACTCTCTGGAA TTAAGTGGCTGTTTGGAGGG 252

Ad10A7630 Aradu.A10 7630 p2 (GC)6 12 37890762 37890773 GAGAACGACCCGAGATTTGA GCCCAACTCTCTGGAAAATG 279

Ad10A7632 Aradu.A10 7632 p2 (AG)8 16 37895558 37895573 GGGACTTTTTGCCCATTTTT TGAACCCTAATGAGAGCTTGG 105

Ad10A7633 Aradu.A10 7633 p3 (TCT)22 66 37907946 37908011 CCCCTCTTCTTTACCTTGGC CAGCCTTAGGTGCCATTGAT 217

Ad10A7635 Aradu.A10 7635 p2 (AT)13 26 37916449 37916474 CGGATCGGATCGAATATCAG CGCAGATCCGCACAATAATA 277

Ad10A7639 Aradu.A10 7639 c (TCT)6caagaatgctctgcatctaagtgatttc(TCT)5tccgaatttgcacacgcaggtt(CTC)7104 37937464 37937567 CGTTCAATTGATTCAACCGT TTGGTGTTATTCACGCAACA 247
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Ad10A7640 Aradu.A10 7640 p3 (GAA)11 33 37937888 37937920 GAAGGACAAGGAACGTGAACA CTTCGTCTTCGCATTCTTCC 170

Ad10A7647 Aradu.A10 7647 p2 (GA)6 12 37959191 37959202 GAGAGAGGAAGACGTCACCG GAGGAACCAGCTCAATCTCG 141

Ad10A7648 Aradu.A10 7648 c (TA)10ttatttgtaag(TA)745 37970125 37970169 ACTTTGCCCGCCTTTATCTT AAAAACAATGCCAAAAAGCG 257

Ad10A7649 Aradu.A10 7649 p3 (TCT)6 18 37986055 37986072 TCCCACATAGCCGAACCTAC CTCGGAAGTGGAAGCTTTTG 213

Ad10A7651 Aradu.A10 7651 p2 (AG)7 14 37993413 37993426 TTTCGGCCCAGAAAACATAG TCAATTGCATTAATTGGGAAA 258

Ad10A7653 Aradu.A10 7653 p2 (GA)6 12 38022273 38022284 ACGAGCCAGTGAAAGAGGAA GACAGTGGTCATTGGTGACG 239

Ad10A7655 Aradu.A10 7655 c (AT)7g(AT)6 27 38051649 38051675 CTTACCTCGCGTCGTAAAGC ACGTTTTGCGCTTTTGAAAT 162

Ad10A7656 Aradu.A10 7656 p3 (AGA)6 18 38059636 38059653 ACATGACTCGGAGGTGGAAG TGGCCGAATACACCTCTCTC 211

Ad10A7658 Aradu.A10 7658 p2 (GT)6 12 38097479 38097490 CGTGAAGAGAAGAGAGGCGT CCAGTTCAAGTTTGTCCGGT 275

Ad10A7659 Aradu.A10 7659 p2 (CT)7 14 38122475 38122488 GGAGCAAGAATTGATAAAGGAAAA AATTTCTAGGCTTCCCAGGC 245

Ad10A7661 Aradu.A10 7661 p3 (ATG)5 15 38162640 38162654 CATTCTCACTTGCCAACGAA TCATGGCATCAACATCATCA 262

Ad10A7662 Aradu.A10 7662 c (T)10gcttttctttttccttcttttctatatattttctttttttctcttttttttctttttcacttttatttctc(T)1091 38167400 38167490 TCGAACTTTACTTTGGGGCA ATTCGAGTGTGGGAACCTTG 268

Ad10A7663 Aradu.A10 7663 p2 (GC)6 12 38170487 38170498 TCTGGACGCAGTACCAGAGA CGTCCATACATCGCAAACAC 208

Ad10A7664 Aradu.A10 7664 p2 (GC)6 12 38170621 38170632 GGGGCTCAACTCTCTGTGAA CGTCCATACATCGCAAACAC 104

Ad10A7665 Aradu.A10 7665 p2 (TC)9 18 38179636 38179653 GCGACTGCAATCTGTAACGA TTGGTTATCTTTCGGGGATG 278

Ad10A7667 Aradu.A10 7667 p3 (GAA)5 15 38201731 38201745 TTGACGAAGGAGTAAGCGGT AACTCAAACACCAACCCAGC 201

Ad10A7670 Aradu.A10 7670 p3 (TTA)12 36 38216294 38216329 GGGGTAGGATGTAAGACCCAA TTGATTCCTTTGAAGGGTACG 252

Ad10A7672 Aradu.A10 7672 p2 (AT)6 12 38218465 38218476 CGACAATCATTCGAAACCAA GGGCCAAAGTGACTTGTGAT 222

Ad10A7674 Aradu.A10 7674 p2 (TA)6 12 38226312 38226323 TGCTTCTCCATGACTATGCAA ATCCGAGGAGAACCGTTACC 269

Ad10A7675 Aradu.A10 7675 p2 (GA)13 26 38226829 38226854 GAATGTTGCGGGTTGAGTTT AATTGGCGTGGCTCATTAAG 174

Ad10A7676 Aradu.A10 7676 p3 (AGA)6 18 38264439 38264456 ACTCGGAGGTGGAAGCTTTT CCTTGGCCGAATACACATCT 214

Ad10A7679 Aradu.A10 7679 p3 (GAA)5 15 38274231 38274245 TATTGGCTTGTGGATGATCG AACCGTAATCCCCAACATGA 260

Ad10A7680 Aradu.A10 7680 p3 (TTA)6 18 38275058 38275075 GGAGAACATCTATCACTAAGGGC GAACAGTGCCTGTTGAGTCG 130

Ad10A7686 Aradu.A10 7686 p2 (AT)6 12 38338514 38338525 AGCTTCCTCTTCCTGCAACA TTGCAAACGTGTGCCTTATT 209

Ad10A7687 Aradu.A10 7687 c* (A)10(AT)6* 21 38349591 38349611 TGAAAATTCTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 207

Ad10A7688 Aradu.A10 7688 p3 (AAT)8 24 38354452 38354475 CAATTTCAAAATCTTTCCAATTTCT TGCTCCCATATGAAGCAGTG 264

Ad10A7691 Aradu.A10 7691 p2 (AT)6 12 38384846 38384857 ACTTCACCCCAAGCTCAGTC ATGTCGAATAGGGATGACGG 280

Ad10A7693 Aradu.A10 7693 p3 (TTC)6 18 38410226 38410243 CCCCTCTTCCTTATCTTGGC CTCGGAGGTGGTAGCTTTTG 222

Ad10A7698 Aradu.A10 7698 p2 (CT)7 14 38503488 38503501 GAGGAACATTGAACCTGGAAA GCTATAAAGTGGGGGAAGGC 184

Ad10A7701 Aradu.A10 7701 c (A)10tctcaaaagagtgcagttagttatactttatctttcgatttctcacagccaactcgcaagaaatgaaataacgcgcggatattctgcatttt(A)10112 38557751 38557862 TTGCAACTTGGAACAACTGG GAGTGCAACGTGGATGACAC 253

Ad10A7704 Aradu.A10 7704 p3 (AGA)5 15 38585865 38585879 TCCTCGAGCAAAAGAAGGAA CATAGCCGAACATCACCCTT 170

Ad10A7705 Aradu.A10 7705 p2 (AG)6 12 38586164 38586175 AGAGGTGGTGAGGTGATTGG CGTTTAACGCCAGAAAGAGG 255

Ad10A7706 Aradu.A10 7706 p3 (GAC)5 15 38591438 38591452 TCTCCGACCAAAATTCCTTG AGTGGCATTTTTCCTCCCTT 192

Ad10A7707 Aradu.A10 7707 p3 (AGA)5 15 38597335 38597349 GTGCCATTGATGGTGAATGA CTCTCCTATAGCCGAACCCC 155
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Ad10A7708 Aradu.A10 7708 p3 (ATT)6 18 38600618 38600635 AAACTTGGACGTTGGCTTTG GGCACTCTTGTTGAAGCTGA 192

Ad10A7709 Aradu.A10 7709 p2 (AG)6 12 38618484 38618495 GGATCACTGACCTCAGACCC CCACACCATTCGAATTTCCT 266

Ad10A7710 Aradu.A10 7710 p3 (AAG)6 18 38646581 38646598 ACCCAATTGGATGAAGATCG CCTCCCCTCACACACTTTTC 261

Ad10A7715 Aradu.A10 7715 p3 (AAG)5 15 38743793 38743807 CCTTTGGTGCCATAAGTGGT CCCTTGGCCGAATATACATC 159

Ad10A7718 Aradu.A10 7718 p2 (GT)14 28 38841423 38841450 CTCTTCCCCCTTTGCTTCTT CACCCATCCCCTAAAACCTT 154

Ad10A7722 Aradu.A10 7722 p3 (AAG)17 51 38914851 38914901 CCACCACCAAGAATAACAACA TCGACTTCTGCATCTGCTTC 277

Ad10A7724 Aradu.A10 7724 p3 (CCA)7 21 38916300 38916320 ACACCCTCCACTCACCACTC TTGTTGGGAAGTAGAAGCGG 249

Ad10A7726 Aradu.A10 7726 p3 (GGT)5 15 38919873 38919887 CAGGAGGAGCACTTGGTTTC CCATTAGTGGAACAGGCACC 254

Ad10A7728 Aradu.A10 7728 p3 (TGT)5 15 38922624 38922638 TGTTGTTGTTAGACATGTAGTTGAAGA CTACAGCCAAAAACACAAAACTAA 178

Ad10A7731 Aradu.A10 7731 p3 (TTC)15 45 38949923 38949967 CCCATAAACCCCACCTACCT GCTTTTGTCTTCCCTTTCCC 278

Ad10A7733 Aradu.A10 7733 p3 (AAG)6 18 38970123 38970140 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATCTCTC 149

Ad10A7734 Aradu.A10 7734 p5 (ATAAA)5 25 38994237 38994261 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCAAAA 143

Ad10A7735 Aradu.A10 7735 p5 (ATAAA)5 25 39000155 39000179 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCAAAA 143

Ad10A7738 Aradu.A10 7738 c (T)10cgcca(T)10 25 39020342 39020366 GCCTTTTGGTTTTAAGGGCT TTGTTGGCTCTTGAAAGAATGA 174

Ad10A7746 Aradu.A10 7746 p2 (CT)6 12 39145810 39145821 GTTTTTGCTTGCCATTTGGT AGGGAATGGCTTTGTGTTTG 170

Ad10A7748 Aradu.A10 7748 p3 (AGA)6 18 39159294 39159311 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 271

Ad10A7749 Aradu.A10 7749 p3 (TCC)5 15 39180039 39180053 CAGAGCTCATGAATGGCAGA AGTGGGCCAGCTGAGTAAGA 275

Ad10A7752 Aradu.A10 7752 p2 (CT)6 12 39219998 39220009 ACACCCTGGAGGAAGAACCT TTTTTGGGGAAGAGGTGTTG 260

Ad10A7753 Aradu.A10 7753 c (T)10c(T)11 22 39239189 39239210 ACTTGGAGGTGGAAGCCTTT CCTCTCCTTCCATTATCCCC 269

Ad10A7755 Aradu.A10 7755 p4 (TATC)5 20 39264376 39264395 TCATCAATTCCCCCACACTT GATTGGATCGCTTGCTTGTT 186

Ad10A7756 Aradu.A10 7756 p2 (AT)7 14 39265836 39265849 AGGATCAAAATGAGCTAGGCA GGGGAGGATCTTCTATTTTTGG 272

Ad10A7757 Aradu.A10 7757 p3 (TCT)5 15 39266529 39266543 CACTCAATGCGATGCAGAGT AATTTCGTCCACCAGTACGC 255

Ad10A7758 Aradu.A10 7758 p3 (AGA)5 15 39270363 39270377 CTCGGAAGTGGAAGCTTTTG ACTTCTTCCCCTTTCTCCCA 196

Ad10A7759 Aradu.A10 7759 c (T)10cgtttttcgctttctctc(T)1038 39301183 39301220 CCAACTAGAGGTGTCCAGGG TGTGGTTCATGAATGTTGGC 222

Ad10A7761 Aradu.A10 7761 p3 (GAA)5 15 39319811 39319825 CCCCTAATGAAAGTGGGGTT ACCGGAAAGCTATTTTGGCT 161

Ad10A7762 Aradu.A10 7762 p2 (GA)6 12 39331712 39331723 TTGCAACAATCCACAAGCAT TTCTTCCTTCACCCTTCTTCC 246

Ad10A7763 Aradu.A10 7763 p3 (ATT)5 15 39340687 39340701 AATGCAATTGTGTTTGCCAC CTTTGGCATTCCATCTTCGT 179

Ad10A7764 Aradu.A10 7764 p3 (AGA)5 15 39348013 39348027 CCGGCCTTAGGTGTCATAAA CCCTACCCCTCTCTCCACTC 240

Ad10A7765 Aradu.A10 7765 c (T)12gcaaaataatttttttttcgctc(T)1247 39358826 39358872 ATGCCACAAGCACATGGTTA CAGTGAAAAACAAGCTGCGA 234

Ad10A7766 Aradu.A10 7766 c (T)10ctttttttcgaa(T)1032 39362371 39362402 TTTTTAGATTGTGGCCCAGC TGGCTCTTGAAAGAATGAGGA 232

Ad10A7768 Aradu.A10 7768 p2 (AT)9 18 39406441 39406458 GAATTGGGAACATTGGTTGG TTACTTGGGGCATTTTGTCC 242

Ad10A7769 Aradu.A10 7769 p2 (AT)6 12 39407434 39407445 CTTTGGTCACCACCACACAC ATTGGGAACATTGATTGGGA 278

Ad10A7770 Aradu.A10 7770 p2 (AT)6 12 39426039 39426050 TGCATTCTCTTTTGATCACCAC TTTGATTTTGGGAAAGTGGG 221

Ad10A7774 Aradu.A10 7774 p2 (AT)7 14 39468878 39468891 GATGGGGGACGAAATTCTCT TTTGACAATGCGGTGAGAAG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A7775 Aradu.A10 7775 c (A)11gaaaatttcg(A)1132 39482875 39482906 GTGGTGGCAAACCTTTTGTT TTGCCTTGGATCACAACCTT 264

Ad10A7776 Aradu.A10 7776 p2 (GA)6 12 39492324 39492335 ACAAGGTGATGCTTCAAGGG CCTCCTTTTATTGCCTTCCC 280

Ad10A7777 Aradu.A10 7777 p2 (GA)6 12 39492598 39492609 TGAGGGAAGGCAATAAAAGG ACGCCTCCTTGATTCTCTCA 238

Ad10A7778 Aradu.A10 7778 p3 (TAG)5 15 39519435 39519449 AAGAGCAAGGGCGTGACTTA CATGTCTGATGATGATGAGAAAAAT 259

Ad10A7781 Aradu.A10 7781 c (A)10tcaaaaagaattg(A)1033 39554017 39554049 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 237

Ad10A7784 Aradu.A10 7784 p2 (AT)6 12 39604578 39604589 TTTGAAAATCCTCACCCAAAA AAGGGAGATGACGTGGATTG 135

Ad10A7785 Aradu.A10 7785 p2 (AG)8 16 39612186 39612201 AGAGGGAACAGTGTTGTCGG AGTTCTGTGCAAACTCCGCT 246

Ad10A7786 Aradu.A10 7786 p3 (TTG)6 18 39636132 39636149 TCCATGTCCCCTCTTTTCTG CAACAGAAGCAATTTTCAGCA 229

Ad10A7787 Aradu.A10 7787 c (TGA)7cgaccatgatgataa(TGG)7gttctggtttaacttgggttcttagttgattttgttgttc(TGA)7ccatgatgataata(GTG)6150 39636260 39636409 TTTTGGTTGATGGTTCTTCTGA AAAATACCCTTCCCCCTTCA 260

Ad10A7788 Aradu.A10 7788 c (TG)22cgtgcgtgc(GT)665 39658085 39658149 CCTAGCGGCACTAAATTCCA CTAGAAGCCCGATGAAGGAA 244

Ad10A7795 Aradu.A10 7795 p2 (TA)6 12 39688286 39688297 CAATTTTGTGTCCCTTTGGG TCACAACTTGAAAGCGCAAC 215

Ad10A7796 Aradu.A10 7796 p2 (AG)17 34 39690498 39690531 CCAACCCACAACAATTGAAA TTGCTCACAGTGCTGATGATA 280

Ad10A7799 Aradu.A10 7799 p4 (GATT)5 20 39710176 39710195 GAGCAACCCTATAATGCAAAGC ACCACTCATATTGGTGGGGA 273

Ad10A7808 Aradu.A10 7808 p3 (TTC)6 18 39752930 39752947 CATCAACCTCCTCTTTCCCA CCCAAGATTCAGAGGTGGAA 241

Ad10A7812 Aradu.A10 7812 p2 (GA)6 12 39771421 39771432 ATTGTGATGATGGCCTTTCG TGGAAGCATTTCACAGTTCG 231

Ad10A7814 Aradu.A10 7814 c (T)11gaaattgaaatctgaaatttatataaaaatttcgaaaatgtagttttaaaattagttagaaaagatatttttttta(T)1198 39788412 39788509 TGTTCATTCCTACTTGCTTCCA TTTTGTGTGTTTTTCTCTTTCATCA 270

Ad10A7816 Aradu.A10 7816 p3 (AAT)5 15 39817762 39817776 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 278

Ad10A7820 Aradu.A10 7820 p3 (AGA)5 15 39847157 39847171 TTAGAATGTTGCTCGCCCTC CACGGTCATCCCTTCTGTTT 158

Ad10A7821 Aradu.A10 7821 c (AG)10aa(AG)10 42 39854986 39855027 TCTAGGTGGGAGACAACCCA CACAGCTCCCGTGTAACCTT 245

Ad10A7822 Aradu.A10 7822 p5 (AAAAG)5 25 39856824 39856848 TGGGTTTGGAAATGTTTGGT TACTTTGGGGCATTTTGTCC 216

Ad10A7823 Aradu.A10 7823 p3 (ATC)6 18 39865417 39865434 CATCATCCCGGTTCAAAATC AGGCAGTGTTTCTGCTGCTT 260

Ad10A7824 Aradu.A10 7824 p3 (ATC)6 18 39883013 39883030 AACAGAGGTCTTGGTGGCAG AGGCAGTGTTTCTGCTGCTT 178

Ad10A7827 Aradu.A10 7827 c (TC)13cttgccctctttctccccctccattctctcccttcctcttctcatctctctctgccctcctatctctcactcctctaatctctt(TC)6tttctctctctccttc(CT)7152 39894717 39894868 TTTGTCTCTCTCTCCTTCTCTCAG AAAGAGAGGGGAGGAAAAGG 207

Ad10A7828 Aradu.A10 7828 p2 (GA)6 12 39895389 39895400 AGGGGAGAGAGAGCATAGGG TTTTTCTGCTTCCCCTCTTTC 259

Ad10A7835 Aradu.A10 7835 p3 (TTC)6 18 39948150 39948167 CAATGGCCGAACCTACATCT CCTTAGGTGCCAGTGATGGT 155

Ad10A7836 Aradu.A10 7836 p3 (TCT)7 21 39948718 39948738 TCTTCTCCCACTTAGCCGAA CCTTAGGTGCCAGTGATGGT 169

Ad10A7838 Aradu.A10 7838 p2 (TC)6 12 39963896 39963907 CTCGCACCAGTAGCATCAAA CCTTGTTAATGGGGGTGAGA 240

Ad10A7839 Aradu.A10 7839 p3 (TTC)5 15 39969561 39969575 CCAATGACACACTTGCATCC CCAAAGACAGTGGTGATGGA 203

Ad10A7840 Aradu.A10 7840 p2 (AT)10 20 39972494 39972513 TGAAAATTCTGGGATTTGGG TTTTTGTCCCCTTTCATTGC 213

Ad10A7841 Aradu.A10 7841 p3 (AGA)6 18 39978781 39978798 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 226

Ad10A7843 Aradu.A10 7843 c (GA)6atttcgaaaattattttt(A)1040 40023761 40023800 AGGGGAGAAGAGGGTTCAAA TCTTTTTCAAAACCACCTAACCA 251

Ad10A7844 Aradu.A10 7844 p3 (TCA)5 15 40033524 40033538 GTTGAGATCGGAGTGGCATT CGAAAATCTGAAGGCTCAGG 267

Ad10A7845 Aradu.A10 7845 p2 (GC)6 12 40079354 40079365 ATTATTCCGAGAGTGGTGCG CCCAGCGAAAAACTTGAGAG 277

Ad10A7846 Aradu.A10 7846 p3 (AGA)5 15 40096302 40096316 AAAGCAAGGCTTTTTCCACA CCATTTCTCTTCCAAACCCA 235
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Ad10A7850 Aradu.A10 7850 p3 (AAT)6 18 40124462 40124479 TGTGTGTTTTTCTCTTTCATCACA CCATGATGGAACAAGGGAGA 277

Ad10A7852 Aradu.A10 7852 c (A)10gggagaaaaagagaaaacgaaaaaagtagggagaagaaag(A)1060 40136570 40136629 TGTGGTTCATGAATGTTGGC CCCCAATTAGAGGTGTCCAA 240

Ad10A7853 Aradu.A10 7853 p3 (TTA)5 15 40139276 40139290 GGTGTCTTGCATGCATTGTT CGTTTTGAACACCCAGCTTT 165

Ad10A7855 Aradu.A10 7855 c* (AGA)6tggatgtttaggatcatggaagtggagtggtggtgggaat(AGA)5aaataaataaaaaaagagagtaaggaagagggaagtgagtgtgg(AGA)9(GAAT)8*174 40144794 40144967 TAGGGTGAGAGAGGCTTGGA CCCCACCCCCATATTCTATT 265

Ad10A7856 Aradu.A10 7856 p3 (GAA)9 27 40146426 40146452 ACCAAAGACCGGAGTTCCTT CATCCAATCTCCCCTCTCAA 271

Ad10A7857 Aradu.A10 7857 p2 (GT)19 38 40149149 40149186 GGAAAAATTTCTCTCTCCCAAAA GCCCCAAGATAACACAATCAA 232

Ad10A7859 Aradu.A10 7859 p2 (TG)13 26 40171060 40171085 TGTAGAGCCTAAGGGACGGA TGGGTCAGTTCAACCACAAA 269

Ad10A7862 Aradu.A10 7862 p2 (TA)11 22 40195605 40195626 TAGGATCACCTTCGGCTTTC GAAGATAAACCGGCCAGAGC 279

Ad10A7863 Aradu.A10 7863 p2 (CT)7 14 40200959 40200972 GCTGGAGTAAGGCTGGACTG AAAACCTTGTTAATGGGGGTG 258

Ad10A7866 Aradu.A10 7866 p2 (GT)9 18 40217248 40217265 CCTCTGCTCTCATCCCTTTG CCCACACCTCAACACTACCC 118

Ad10A7869 Aradu.A10 7869 p5 (TTATC)5 25 40232875 40232899 ACCAAGGGGATTAAGCAGGT AATGGCTCAGACAAAATGCC 263

Ad10A7873 Aradu.A10 7873 p5 (TTATC)5 25 40252641 40252665 CCTGGGTGCTCCAGTGTATT AGATAAAGGCGGTTCCCCTA 126

Ad10A7874 Aradu.A10 7874 p5 (TTATC)5 25 40258325 40258349 CCTGGGTGCTCCAGTGTATT CGACCGACCTCTTCAGGTAA 253

Ad10A7875 Aradu.A10 7875 p3 (GAT)6 18 40278073 40278090 GAGCAATTCCGAGTTCTTGC GCACAACAGAAGTCTTGGCA 148

Ad10A7876 Aradu.A10 7876 c (T)10(A)10 20 40293498 40293517 CGGGGATTATTCGAGTTTGA TGAAGAACAAAGAACACAAGTCG 261

Ad10A7877 Aradu.A10 7877 p3 (TCT)6 18 40321918 40321935 TGGCCGAACCTACATCTCTC TGCCATTGATGGTAGTGGAA 148

Ad10A7882 Aradu.A10 7882 p2 (AT)9 18 40394211 40394228 CATGTTGGAAAAAGGGGTGT TTTGGGGTATTTTGTCCTTTTT 160

Ad10A7885 Aradu.A10 7885 p2 (AG)6 12 40411807 40411818 TTGTTTTCCCTTAGGAGCCA AAAACACGTTCGGTCTCACC 143

Ad10A7886 Aradu.A10 7886 c (A)11gcac(A)10 25 40416852 40416876 AATTCCTGGACCGGAGTCTT GAATGTATGCAATTGACACCAAA 193

Ad10A7887 Aradu.A10 7887 p2 (CT)6 12 40420655 40420666 CAGAATTGGCACAAAACGTG TTTGGGAAGAGGTGTTGAGG 159

Ad10A7891 Aradu.A10 7891 p2 (CT)7 14 40450720 40450733 TCTGCACAGGTCACTTTTCG CTAGGGCTGAACGCTAGTGC 246

Ad10A7893 Aradu.A10 7893 p2 (TA)7 14 40458624 40458637 TGGCAGGTATTTGCACTGTC CCCGATGCACTTGTCAGTTA 258

Ad10A7899 Aradu.A10 7899 p3 (TTC)5 15 40518374 40518388 AATTGGCCGAACCTATACCC TTGCCTTCCCTTTTCCTTTT 274

Ad10A7900 Aradu.A10 7900 p3 (AGA)5 15 40525438 40525452 CTAGAGGATTCTCCGGCCTT CCAAAAACCCCACCTACCTT 207

Ad10A7903 Aradu.A10 7903 p2 (TC)9 18 40578943 40578960 CACTCATTGAGGCCGATTTT CATTCTGCATCATCACCTGG 273

Ad10A7904 Aradu.A10 7904 c (ATAC)8atagatcc(AT)652 40596166 40596217 TCTCACCCGATTCATTCATTC TGTTGGAAATTGTTGAGTGGG 207

Ad10A7905 Aradu.A10 7905 p3 (AGA)5 15 40615637 40615651 CGGTCTTAGGTGCCATTGAT AATTGGCCGAACCTATACCC 242

Ad10A7907 Aradu.A10 7907 p3 (AGA)7 21 40645309 40645329 CTCGTCCCGAGCAATAGAAG CCCATAAACCCCACCTACCT 233

Ad10A7910 Aradu.A10 7910 p3 (TCT)5 15 40670662 40670676 CCTATAAACCCCACCCACCT TTATGCTTTTGCCACACCAA 262

Ad10A7911 Aradu.A10 7911 p2 (GA)10 20 40677784 40677803 GTTGAGGCTGAGGCTTCATT AATATTCGCTGCCGGTCTTA 179

Ad10A7912 Aradu.A10 7912 p2 (CT)8 16 40678276 40678291 CCGCTTCTCTGCAACTCTCT TTTCCAGCCTTCCAATGTTC 268

Ad10A7913 Aradu.A10 7913 c (A)10ttattttatttaatatttactaattgttataataatattaaaaaaatcttattttatttaatatttattagcatttctaac(A)11102 40679450 40679551 GCACCAAATGAGGGAATCAT TTGGCAGTTTCCTTTTCAGC 265

Ad10A7917 Aradu.A10 7917 c (T)12atttttaaattttttttatttttttagtat(TTTA)6ttattata(T)10attattagaaaaaaaattttc(T)10115 40713838 40713952 TGCAAAGAATAAAAGTATGCAAATG CCTCCTTTCTCCTTCTTTCCTC 274

Ad10A7918 Aradu.A10 7918 c (CG)6cacagcgcgcttacgcgtggatgcagcagggagaatc(CG)661 40714078 40714138 GGAGAGAGAAAAGCAGGGTG ATAGGGAGCTCTTGGGCATT 279
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Ad10A7920 Aradu.A10 7920 p2 (TA)10 20 40723929 40723948 TCCCATCTTATTTGCTAAAATGC ATGGGTTTATCAACCTCCCC 272

Ad10A7922 Aradu.A10 7922 c (T)11cgaaaa(T)10 27 40761185 40761211 CACACTCTTGTTGCCTTGGA TGCTTTCTGAATGAATGCTTG 235

Ad10A7923 Aradu.A10 7923 p2 (AG)6 12 40762894 40762905 CGGAAAAGCACACCAAACTT ACGTTTGGAACCCCCTTTAC 113

Ad10A7925 Aradu.A10 7925 c (T)10g(T)10 21 40768512 40768532 CTTGCTTTGATGGGAGGTGT GATTCAGTTTTCAATTTGCTTTGA 272

Ad10A7926 Aradu.A10 7926 p2 (TC)30 60 40779394 40779453 CAACCCATCCTTCCTCCTTT CGCCAAAACTAGAGCAAAGC 257

Ad10A7928 Aradu.A10 7928 p3 (TTC)5 15 40810427 40810441 TTGCCAAAACTTGCCAAATA TTGTAAAAGTGCGGAAGAGGA 254

Ad10A7929 Aradu.A10 7929 c (A)10taaaaaaagaaagaacgacgaacagctccttgaaatttcgttcgaaattccagaaccccaccactactgtta(ACC)5gaccaccacgaccacaactgccatgtttatcaaaatctctgagattctgtggctggtagagaaacaacggattac(TGT)5187 40815328 40815514 TCAAAAATAGCAAAACAACAGAAA CCCATTAATTCATATTTTTGGGA 280

Ad10A7931 Aradu.A10 7931 p2 (TA)6 12 40818473 40818484 ATTGCCCATTTGCTATGCTC TTGATCCACATTGTCCTTGC 187

Ad10A7933 Aradu.A10 7933 p3 (AGA)6 18 40823708 40823725 TCAAAATCCAGAGTCCCAAAA CTTTTCTCCTCTGTGGCCCT 278

Ad10A7934 Aradu.A10 7934 p2 (GT)7 14 40825076 40825089 TCGTGAGATTGGTGCTCTTG CATTCAATCCTCAACCCACC 191

Ad10A7935 Aradu.A10 7935 p3 (TAT)6 18 40827897 40827914 TTCATGCATCTTTTTCATCCA TTTCATTTAAGTGCGAGGGG 272

Ad10A7936 Aradu.A10 7936 p2 (TA)8 16 40828656 40828671 TGATGTGATGGATACAATTTCAA GCTTAAGTGTGGGGGAGGAT 246

Ad10A7938 Aradu.A10 7938 p2 (TA)7 14 40866039 40866052 TGAGAATTTTCTTTCAAGCCG ATTGGGATGTCAATGCCCTA 231

Ad10A7939 Aradu.A10 7939 p2 (AT)8 16 40870164 40870179 ACAATTGGTCCATCCCTCAG CGGGCTGTGGCTAGTATTTT 235

Ad10A7940 Aradu.A10 7940 p4 (TTAG)5 20 40873755 40873774 TGGACACCCCTATTCACAGA TCAGCAGCAATAATAGCACGA 260

Ad10A7942 Aradu.A10 7942 p3 (TTC)10 30 40882409 40882438 GTAACTTTCACTCCACGCCC CCAGATCCACAATGCAGAGA 178

Ad10A7943 Aradu.A10 7943 p3 (AAG)5 15 40888057 40888071 CAGCCTTAGGTGCCATCAAT ATTTCTTTCCCACCCAAACC 271

Ad10A7945 Aradu.A10 7945 c (AGA)6t(GAA)8ggagaagcgcgggagaaa(AAG)679 40905229 40905307 AAGACGCTCCGTGCATAAAC TGAAATGGGGATGCTACACA 277

Ad10A7947 Aradu.A10 7947 p3 (AAT)5 15 40918232 40918246 GGCACTCTTGTTGAAGCTGA TGAAGTCACCAAGCATTCTCC 169

Ad10A7948 Aradu.A10 7948 p3 (TTC)6 18 40920930 40920947 TAACCCATCTTCTCCCCCTT CAAGACTCAGAGGTGGAGGC 220

Ad10A7950 Aradu.A10 7950 p3 (TTC)5 15 40932151 40932165 GCCGAAAAATAAAGCCACCT CCTTTTTCATGGCCACAACT 275

Ad10A7951 Aradu.A10 7951 p3 (GTG)5 15 40938408 40938422 ACCCTTTCCCCCTTCCTATT TTCAGCCTGCCCATTAGTCT 280

Ad10A7953 Aradu.A10 7953 p2 (TA)12 24 40981289 40981312 AGCCTCGAGATCAAATGGAA GTTGAATTTTGTACGCCGCT 272

Ad10A7954 Aradu.A10 7954 p2 (CT)6 12 40981655 40981666 ACGTGGAAGAAACAATGCCT CCCCAAAACACTCACACACA 206

Ad10A7955 Aradu.A10 7955 p2 (GA)14 28 40985641 40985668 ACCCCACAAAATTCAGCAAT ACCCATGTTTTCTGCCACAT 193

Ad10A7958 Aradu.A10 7958 p4 (GAAT)5 20 40995410 40995429 CCTGGGTAAGATGCAGTGGT CGTCTTACCCGGAGACACAT 116

Ad10A7959 Aradu.A10 7959 p2 (TA)6 12 41014071 41014082 AGGCTCAAATTTCACACGCT AGTTGGCATTTTTGGGTGAC 261

Ad10A7961 Aradu.A10 7961 p2 (CT)8 16 41024294 41024309 GCAACATAAAGTAATCAACAAGGG TGGTCCAACTCTAAGCCCAG 266

Ad10A7964 Aradu.A10 7964 c (A)10taatccttttaattatttactaatgactgcaagatataattgaagccataaatttcactatgaataaaggaacttgacc(A)11100 41068856 41068955 GGCGAATGTCTTTGGGATTA GCCACACGAGATCACTACAAAA 266

Ad10A7966 Aradu.A10 7966 p4 (AATA)5 20 41088950 41088969 GGGAAACTGTGGGAATATGG CATTGGGGTAATTTTGTTCCC 215

Ad10A7969 Aradu.A10 7969 p3 (AGA)6 18 41102372 41102389 AGTGGTCTTGATGGGCTTTG TCCCCTTCTCCTCCATCTTT 112

Ad10A7973 Aradu.A10 7973 p2 (GT)7 14 41114261 41114274 AAACGTGGCTTACCTCAGGA CCCTTGGCCCAACATAACTA 249

Ad10A7974 Aradu.A10 7974 p4 (CTTT)8 32 41114713 41114744 TTTATCTTCCTCGCGTGACC TCACCCTAACCCTAAACCCC 195

Ad10A7975 Aradu.A10 7975 p2 (AT)9 18 41118928 41118945 GCAAACCTGAAATGTCCTGG GAATGGGAGGATGGATGATG 274
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Ad10A7979 Aradu.A10 7979 p2 (AG)6 12 41159912 41159923 CGCTAGTGGCGATTTCTAGG CAACATCAAATAATCAACAAGGGA 258

Ad10A7981 Aradu.A10 7981 p4 (GTTA)5 20 41179578 41179597 TCCAACACTTCCAAACACCA TTAGGCAATAAGAGGCAGCAA 174

Ad10A7983 Aradu.A10 7983 p2 (TC)8 16 41197070 41197085 TTCTCTTCTTCTCTCTCTTCTTTTTCA GAGAGGGGGAGTAGAGTTGAAT 272

Ad10A7987 Aradu.A10 7987 p2 (CT)6 12 41239388 41239399 TCCCAATTTTTCTTTTCCCTC ATTGCAACAATCCACAAGCA 272

Ad10A7988 Aradu.A10 7988 p4 (AAAT)5 20 41271267 41271286 CCAAGTTTTTAATCCGGCAA GTGGAAGCCTCAATCCAAAA 278

Ad10A7989 Aradu.A10 7989 p3 (TTC)6 18 41276238 41276255 GCCGAAACCAAACACTTCTC GCTTTTGTCTTCCCTTTCCC 202

Ad10A7992 Aradu.A10 7992 p3 (AGA)5 15 41326704 41326718 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 224

Ad10A7997 Aradu.A10 7997 p2 (GA)8 16 41358289 41358304 GCTCGCGAGTACATGTGAAA TTCCTTCTCCCTTCTTCCTTC 280

Ad10A8001 Aradu.A10 8001 p2 (TG)7 14 41406603 41406616 CCGTCAGGGTTTTGTGACTT TCCAAAACGACCACTTCCTC 229

Ad10A8005 Aradu.A10 8005 p3 (TCC)5 15 41445041 41445055 ACGACAGCTTTACCACCCAG GAGGGGGACCACGCTATTAT 120

Ad10A8010 Aradu.A10 8010 p4 (TATC)5 20 41478985 41479004 TCATCAATTCCCCCACACTT TTCTTTGGTTGGTCCTTGATG 223

Ad10A8012 Aradu.A10 8012 p4 (TATG)5 20 41480227 41480246 GAATGCCCTTGAAACAAAATTC TTCCCGATTGTGTTCGTGTA 256

Ad10A8015 Aradu.A10 8015 p3 (AAT)5 15 41495423 41495437 GCAGGAACAGGGAAAAGACA GGACGTTGGCTTTGTGAAGT 199

Ad10A8016 Aradu.A10 8016 p3 (TTC)5 15 41498136 41498150 CCCTTAGCCGAACCTACCTC GCTTTTGTCTTCCCTTTCCC 194

Ad10A8017 Aradu.A10 8017 p2 (TA)8 16 41514374 41514389 TTTTTCTCGCCTTTGTCTTTG TCGACTGCGCCACTTTAATA 269

Ad10A8020 Aradu.A10 8020 p2 (TA)13 26 41540121 41540146 AAGCGGAATTACGAAACGTG CAGGCCGTGACTAGTCCTCT 199

Ad10A8022 Aradu.A10 8022 p2 (AG)6 12 41545756 41545767 GGCTATAAAGTGTGGGAATCCA AGCCAATTGGGCAACATAAA 253

Ad10A8023 Aradu.A10 8023 c (AGA)6tagagaagat(AGA)749 41552021 41552069 GAGAGAGGCAATGGAGGATG TACGTGCCCCTCTCTTTTTG 265

Ad10A8024 Aradu.A10 8024 c (A)11tttacaaagtcataaaatcc(A)1041 41563380 41563420 AAGCTTGGCTGACCATGTCT GAATGCATGCAATTGACACC 227

Ad10A8026 Aradu.A10 8026 p2 (GT)7 14 41585783 41585796 GGGGACAAAATTACCCCAAT TTTCAAGGTTGTAATGCGGC 260

Ad10A8027 Aradu.A10 8027 p3 (TCT)5 15 41593305 41593319 TCGAACATACACTCCCCCTC TGGGATCACCTTCTTCTTGG 254

Ad10A8028 Aradu.A10 8028 p3 (TCT)6 18 41597087 41597104 CCCCTTTGGTCGAAACATAA CTAGAGGTTTCTCCGGCCTT 174

Ad10A8032 Aradu.A10 8032 c* (A)10(AT)8* 25 41621255 41621279 CGTGCATCAGTGGGATATTG TGGGGTATTTTTGTCCCCTT 209

Ad10A8033 Aradu.A10 8033 c (T)11ctttttttcga(T)1032 41632474 41632505 TGCGACTCAGCTTTGCTAGA TGGCTCTTGAAAGAATGATGAA 245

Ad10A8036 Aradu.A10 8036 p2 (AG)8 16 41645508 41645523 TGGGAAATCCATCCATTCAT GGAACGTTGAACCTGTGATG 166

Ad10A8037 Aradu.A10 8037 p2 (CG)6 12 41661518 41661529 TGGTGTTTGGAAGTGTTGGA AGAGTTATGCCTACGCCACG 236

Ad10A8038 Aradu.A10 8038 p2 (AT)7 14 41673519 41673532 TACCTTGGGGCATTTTTGTC GTGGGTTTGGAAACATTTGG 204

Ad10A8039 Aradu.A10 8039 p5 (AATAA)5 25 41685325 41685349 TCTTCCAAACGCACATACGA GTGCTAGGTGGGAGACAACC 231

Ad10A8040 Aradu.A10 8040 p3 (CTT)5 15 41686291 41686305 TCTTGACTTTCCCATGGAGG TAGGCTTCTAGGCGCTCAAA 215

Ad10A8046 Aradu.A10 8046 p3 (TTC)6 18 41784536 41784553 ACCCCACAGGATCATCTCAG TAAAATATTGCTCGCCCTCG 277

Ad10A8050 Aradu.A10 8050 p3 (TAT)5 15 41824233 41824247 CTTTCCCACCGTAAATTCTCA TTGAATAACGTTGGTGCATGA 251

Ad10A8051 Aradu.A10 8051 p2 (CT)6 12 41824895 41824906 TTATGGCTCCCAGAAGATGG GGGGTTTGTTAATTGGGACA 242

Ad10A8054 Aradu.A10 8054 p2 (TC)7 14 41833630 41833643 TTGGCATTTAGCACCAACAA AGTGGGAAAGGGGGTATGAC 252

Ad10A8057 Aradu.A10 8057 p3 (CTC)7 21 41840977 41840997 GGTTTATTGGGCAAAGGTGA TGAAGGTGTCCTATTGTCACG 114



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8058 Aradu.A10 8058 p2 (TA)6 12 41849125 41849136 CATTGGCATGAGCTTGAGAA ACTTTTTGCAGGGATCTTGA 149

Ad10A8060 Aradu.A10 8060 p3 (AAT)11 33 41857363 41857395 TTCCCCTCAATCACAGCTTC ACAACATTCAAAGGGCAAGC 221

Ad10A8062 Aradu.A10 8062 p2 (AT)6 12 41878210 41878221 ACCCCAATGCCAAGTCAATA AATGGGGCTAAGGTATGGGT 224

Ad10A8063 Aradu.A10 8063 p2 (AT)6 12 41878512 41878523 TTGGTTAGGTGCAGGACAAA TGGTTTATCAACCTTCCCACA 271

Ad10A8064 Aradu.A10 8064 p2 (CT)8 16 41886813 41886828 GGAAGACCCTTCCTGGCTAC AGTGCTTGATGATGGCTTCC 243

Ad10A8068 Aradu.A10 8068 p2 (CA)7 14 41918110 41918123 CCATCAATACCTCCGTCTGAA TGCAATGCTTGATAAATGGG 247

Ad10A8069 Aradu.A10 8069 p3 (TTA)9 27 41918901 41918927 TGTCAATTCCAGGAACCAAA TGATTAAAAAGATTATCGTGTCCA 214

Ad10A8070 Aradu.A10 8070 p2 (TC)10 20 41919746 41919765 CACACGAGAGCAGCGAAATA CCCTATTCCCAATAACGGGT 265

Ad10A8071 Aradu.A10 8071 p3 (CTC)6 18 41923951 41923968 AGGAGGCTAAAGCGAAGTCC CCGAGACAAAGTCGAAGAGG 140

Ad10A8072 Aradu.A10 8072 c (T)11cgaattttcc(T)1031 41930625 41930655 CACACTCTTGTTGCCTTGGA GAAGCAAGAAAAAGCAGTGGA 104

Ad10A8075 Aradu.A10 8075 p2 (AT)8 16 41964254 41964269 TCGTTAGGCGTCTGGACTCT TCAAGACTGGCCGGAGAATA 181

Ad10A8077 Aradu.A10 8077 p3 (TCA)9 27 41969834 41969860 TCGTCCTCGTCCTCGTCTAT TCAAGAAGATGCCACAAATCA 174

Ad10A8080 Aradu.A10 8080 p2 (TG)8 16 41993856 41993871 GATGACGCGACAAGATGAGA CTAACCCATGACCCATGACC 259

Ad10A8081 Aradu.A10 8081 p2 (TG)10 20 42001288 42001307 CTCCTTCTCCCTTATTCCGC AAAACCCTAACCCATGACCC 170

Ad10A8082 Aradu.A10 8082 p2 (AT)6 12 42013387 42013398 TGGTGTTTGAACCCTTGTCA AATGGCGGCATTCAAAATAG 278

Ad10A8084 Aradu.A10 8084 c (T)10aatttgaaagtaaaaattagatataatattaattttaaatgttttcgttataatcttatc(T)1080 42016375 42016454 CCATAACTTATTTTTAAATATTTTCGC TTTTAATTTTTGGCGCAGGT 217

Ad10A8085 Aradu.A10 8085 p3 (AAT)7 21 42023072 42023092 AGCCAAACATGCATTCAACA GCTGCTTCCTGCTCTTGTCT 188

Ad10A8086 Aradu.A10 8086 p2 (AG)7 14 42033403 42033416 ATACGCTGGAGACAGTTCCG CATTGAACCTGTGATGAAGAAGA 235

Ad10A8087 Aradu.A10 8087 p2 (AG)7 14 42041729 42041742 CGCGATCTGCAGAAATTACA CATTGAACCTGTGATGAAGAAGA 257

Ad10A8088 Aradu.A10 8088 p3 (CCT)5 15 42044967 42044981 CGTGATATGCTTCGGAGGTT GATCAAGGCACTCCCATTGT 271

Ad10A8089 Aradu.A10 8089 p2 (AT)6 12 42050214 42050225 TGAATACTTTCAATTTGCCAAAAA TTTGGAATCTCATTGGGAGC 241

Ad10A8095 Aradu.A10 8095 p2 (GA)6 12 42090661 42090672 GGGTTAGGTTTGGGAGGAAA GACCCCTCAGGATCTGTGAA 223

Ad10A8099 Aradu.A10 8099 p3 (CAT)5 15 42140241 42140255 GAGGCTTTGGCAGAAGTGAC GAGCAGGTTTGAGTTTTCGC 143

Ad10A8100 Aradu.A10 8100 p3 (AGA)6 18 42154284 42154301 GGTGCCATCAATGGTTAAGG CAAACCCACCCTACATGACC 251

Ad10A8102 Aradu.A10 8102 p2 (CT)6 12 42171938 42171949 CATTGAACCTGGAATTGGAGA TTTCTGGGCTGTTTTTGACC 226

Ad10A8111 Aradu.A10 8111 c (T)12cttgttggatactaattatctgaaggcg(T)1050 42245807 42245856 TGTCTACTCTCCTTCAACTCAATTT GACAAAATTTTTCTGTACATTTGGAA 279

Ad10A8112 Aradu.A10 8112 p3 (TTG)5 15 42250397 42250411 TGCCTCTTTGCCTCTGCTAT ACACGGCTGCGCTTATTAAC 172

Ad10A8114 Aradu.A10 8114 c (T)11aaaatgttggttaaa(AAT)541 42270816 42270856 TGTGAGTGCCCACAAACACT GGCCTTTATTTTCAATTTGCAC 263

Ad10A8117 Aradu.A10 8117 p3 (TCA)5 15 42279250 42279264 TCAAGAGAGCCAAGAAAGGG TTCTCAGTACCCGGAAATGG 213

Ad10A8119 Aradu.A10 8119 p3 (TTC)5 15 42280839 42280853 GCGCTACTCACCATGCATTA TCGTTTGGGTGAATTTCTGT 151

Ad10A8121 Aradu.A10 8121 p2 (AG)7 14 42300095 42300108 GCAGATTTCACAATCAGCGA CCAAGTTGAGAAAAGGAACATTG 250

Ad10A8122 Aradu.A10 8122 p4 (TAAA)6 24 42323086 42323109 GTTCTTCTCGTTGCTCCTGC TTCGAAATTCTCTCTCCCTCA 245

Ad10A8124 Aradu.A10 8124 p2 (TA)6 12 42326083 42326094 GGTCCCTTAATTTCAGCCAG GGTTGAAGTTGCATGTGTTTTT 279

Ad10A8128 Aradu.A10 8128 p2 (AT)9 18 42339204 42339221 TCCATCTTGCTTGCGACTTA TGAATCTTTTTCTTTTCCCTGG 278
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Ad10A8131 Aradu.A10 8131 c (TAT)10tg(TTA)7 53 42345423 42345475 CAAATAGGTTAAAGTTTGTTAATTTGG AAATACAACTTTGTGGTATGCTTCA 223

Ad10A8135 Aradu.A10 8135 c (T)10gtattcactgc(T)1031 42371757 42371787 CAATCAGAGGTGTCCAGGGT GGAAGACAGAGTGCTTTGGG 193

Ad10A8137 Aradu.A10 8137 p2 (AT)6 12 42383879 42383890 ACTAAAACGCATAGGCACGG CCTTGGAGGCTTGATTTCAG 163

Ad10A8138 Aradu.A10 8138 p2 (AG)7 14 42386196 42386209 AGAGGAGAGAGAGGGGAACG ATCGGCGAAGGTGACAATAG 225

Ad10A8139 Aradu.A10 8139 p4 (TAAA)7 28 42390516 42390543 GGAAAAGGCAAGAATCCAAA CGAAAATTCCTCACCCCTTT 248

Ad10A8141 Aradu.A10 8141 p2 (GA)6 12 42396788 42396799 CCCATTCCCTCTAACCCAAT CTTCTTTCCTCTGGGCTCCT 274

Ad10A8143 Aradu.A10 8143 p2 (TC)6 12 42409709 42409720 GCTCAAGTTATGGCTCTCGG TTAGAATTGAAAATCGGGCG 237

Ad10A8145 Aradu.A10 8145 p2 (AT)8 16 42411297 42411312 TTTTTGTATGAATGATTGATTAGGG TCCACGTCAGCATCAATTTT 280

Ad10A8148 Aradu.A10 8148 p3 (CGG)5 15 42417667 42417681 TCCATCTCTCAACCCGTACC TTGGGAGTTCCAGTCCTCTG 126

Ad10A8150 Aradu.A10 8150 c (AAG)5gagcaagaatagcttactgttagagatccaatccaatgagaagagttgaa(AAG)18119 42426049 42426167 GCATTCCAGGAGAGCAAAAT TTTCATTTTCATAACGCATCAA 217

Ad10A8156 Aradu.A10 8156 c* (AT)8(T)10* 25 42474427 42474451 GGGTTAGCATATGACCCCAA TTTTGTGTGTTTTTCTCTTTCATCA 277

Ad10A8160 Aradu.A10 8160 p2 (AG)6 12 42508119 42508130 AGGAACATTGAACCTGAATCG AGTTAAATTCGCAACCAGCG 262

Ad10A8161 Aradu.A10 8161 p2 (TA)10 20 42509518 42509537 TGGGGTAATTTTGTCCCCTT TTTTGGGAACATGGGTTGAT 252

Ad10A8162 Aradu.A10 8162 p3 (CTT)5 15 42512677 42512691 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ad10A8163 Aradu.A10 8163 p2 (AG)6 12 42514860 42514871 AGGAACATTGAACCTGAATCG TTCTGGGCTGTTTCTGACCT 240

Ad10A8165 Aradu.A10 8165 p3 (GAA)10 30 42535732 42535761 CGAAGAAGAAGATGAACGACG CGTTTATTTTGACACGCGCT 241

Ad10A8170 Aradu.A10 8170 c* (TAA)18(AATA)9*85 42560810 42560894 GACAAATATCAAAGTTCAAATGTAAAA AAGTCTTGGGTTTTTGGTTGA 235

Ad10A8172 Aradu.A10 8172 p2 (CT)6 12 42574965 42574976 TCTCCTCTCCCCCACCTTAT TCACGAAAAAGCACACCAAA 143

Ad10A8173 Aradu.A10 8173 c (A)10tcattagattgattcttgaagcaagaaaaagcagtggatac(A)1061 42577165 42577225 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 180

Ad10A8174 Aradu.A10 8174 p2 (AT)6 12 42586729 42586740 GGAAAGGACCCTACCGAGTC TCAGAGTAATGCGGCTTGTG 258

Ad10A8175 Aradu.A10 8175 p5 (AAGAT)5 25 42587065 42587089 CCCAGAAAAATAAAGGCGGT TGCTGCTGATCCTTTGTCAC 235

Ad10A8176 Aradu.A10 8176 p5 (TAAGA)5 25 42592874 42592898 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 182

Ad10A8177 Aradu.A10 8177 p5 (AGATA)5 25 42614388 42614412 GCCCAACTCAAGGAATACGA GGTACCTGCAAGAGACTCCG 259

Ad10A8178 Aradu.A10 8178 p5 (TTAGT)5 25 42622309 42622333 AGCTAACATCCAGGGCTTCA TGAGAGCTTCTCTCTCTAGAAACTAAC 280

Ad10A8181 Aradu.A10 8181 p5 (AAGAT)5 25 42638991 42639015 TTCTTCTCAAAGAGCTCGGC CCTGGGTGCTCCAGTGTATT 222

Ad10A8185 Aradu.A10 8185 p2 (CT)25 50 42665727 42665776 CCTGGGACGTTACCTATCCA TTGCGTCGGTATCAATGTGT 232

Ad10A8186 Aradu.A10 8186 p5 (TATTT)6 30 42667728 42667757 ACCCCTTCATTAACCCCTTG ATTGTGTCGTCTGTGCCATC 143

Ad10A8187 Aradu.A10 8187 c (T)10cgaaatctcctctcccccaccttataaatacacgtttggctccctctttccaccacaccattcgaatttcctattc(CT)698 42682976 42683073 CCCTTCTCTCACTTTCTTTCCA CGGAAAACCACACCAAACTT 207

Ad10A8192 Aradu.A10 8192 p2 (AG)6 12 42724260 42724271 TTTTGACCCAGTTCTCGACC AGCCAATTGGGCAACATAAA 271

Ad10A8198 Aradu.A10 8198 p2 (CT)6 12 42785496 42785507 GGAGGAATCCTAATCCAAATCC ACGAAAAACCAGCGTGGTAG 204

Ad10A8200 Aradu.A10 8200 c (A)10gaaaagaaaatattttgaaaaatatatgatttttgaaaaaaagataagataagattttgaaaaagatatgatttttg(A)1097 42797384 42797480 AGCCAAAGGGGTGAGAGTTC CGTGTGCCTTATTATTGGTTATTG 279

Ad10A8201 Aradu.A10 8201 p2 (TC)7 14 42798351 42798364 GGACGAATCCTAATCCTAATCC TTTCCTGCCCAGTTTCAATC 162

Ad10A8202 Aradu.A10 8202 p3 (GGA)5 15 42803673 42803687 AGAGGAGGTCCCCAAGTTGT CCTCCGATTTGCTATTTCCA 214

Ad10A8203 Aradu.A10 8203 c (AG)7aa(AG)18 52 42814026 42814077 GCAACCCGATCATTTCGTAT GTGCTACTCCCGCTCAACTC 272
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Ad10A8206 Aradu.A10 8206 p3 (AGA)6 18 42835278 42835295 CAGCCTTAGGTGCCATTGAT CTCCCAAACCCACCCTAAAT 263

Ad10A8207 Aradu.A10 8207 p2 (AT)7 14 42848323 42848336 AACAACCTTCTTAATTCTAATGCAAA TGCATCATTTGAGAGAGAGCA 233

Ad10A8209 Aradu.A10 8209 p2 (CT)9 18 42856152 42856169 CCAACTGAACAGCTGGAACA GCATTGCATGTTAGTTGGCA 263

Ad10A8210 Aradu.A10 8210 p2 (AT)8 16 42869824 42869839 AAAAGGTAAAAGAGGGATGGAAA GCATGTTCAATTGGATGCTAAA 233

Ad10A8212 Aradu.A10 8212 p2 (AT)8 16 42879934 42879949 TATTTGGGAATTGGGTGCAT AGGGCATTTTGTCCCTTTTT 185

Ad10A8213 Aradu.A10 8213 p2 (AT)7 14 42887257 42887270 CCAAGTGGGAGATTGTTGAAA TGGTACCCATTAAACCCTAAACA 239

Ad10A8215 Aradu.A10 8215 p2 (CT)7 14 42895819 42895832 TTTCGAAATCTCTCCTCCCC CGGAAAAGCACACCAAACTT 150

Ad10A8216 Aradu.A10 8216 p3 (AAT)7 21 42904038 42904058 CCAGAACCTGAAAGGACTCTGA TGAAGTCACCAAGCATTCTCC 154

Ad10A8218 Aradu.A10 8218 p3 (TTA)23 69 42931868 42931936 GCATAAGGTTGCCACTTTCC GGTTTGCAGTGTTGGAGCTT 246

Ad10A8219 Aradu.A10 8219 p3 (ATG)5 15 42942646 42942660 TGAAACTCAAGGCCATTTCC AGCTCACCTTCTCGGCTACA 175

Ad10A8222 Aradu.A10 8222 p2 (TG)6 12 43032746 43032757 GGACCTTGGGTGTGGTAAGA ACCGAGCACTTCCAAATCAC 235

Ad10A8223 Aradu.A10 8223 p2 (TA)6 12 43036927 43036938 TTTGTGTCCCTTTGGGTTTC AAATCAAAGCGCAACACTCC 199

Ad10A8227 Aradu.A10 8227 c (A)10gactccatcggcattcaagtacaaaaaaaaagcttcatcagaattttctatt(A)1072 43081578 43081649 AAAATTGTCCAATCCACCGA GTTTTTGCCGGAGTGTGTTT 180

Ad10A8228 Aradu.A10 8228 p2 (AC)6 12 43088621 43088632 TCCTACCCAAAACCCTACCC AGGTTACCCGCACGTTGTAG 156

Ad10A8230 Aradu.A10 8230 p2 (GC)6 12 43096302 43096313 GGTGGCACAACTCTCTGGAC CCTTTGATCCTGCACTCCTC 167

Ad10A8231 Aradu.A10 8231 p3 (TTG)5 15 43101083 43101097 AGGAGCTTGTGATTGGTTGG CAAGGAGGAGGAAACCACAA 255

Ad10A8235 Aradu.A10 8235 c (AT)7(AG)12 38 43139594 43139631 TTGTTGGCTCTTGAAAGAATGA ATGCCACAAGCACATGGTTA 257

Ad10A8239 Aradu.A10 8239 p2 (CT)7 14 43154042 43154055 TTTTGAAAACAACTAACCACTTTCA CGAACACAGAGAGATTGAGAGG 258

Ad10A8240 Aradu.A10 8240 c (T)10ctctgacacataaaggaatctctatactgtgacatagatgatttcactactctctttgttctc(T)1083 43154181 43154263 CCTCTCAATCTCTCTGTGTTCG CTCTCCGGAGTGTTGTGCTT 251

Ad10A8242 Aradu.A10 8242 p2 (AC)6 12 43175945 43175956 GGGCTAAGGTAAGGGTGAGG ATTGGGGAATAAAAGCACCC 207

Ad10A8243 Aradu.A10 8243 p2 (TA)6 12 43176101 43176112 ATTGGGGTGCTTTTATTCCC GTTTGGGTGCTTGCTCATGT 126

Ad10A8248 Aradu.A10 8248 p3 (CTT)5 15 43222421 43222435 CTCCCTCTTTCTCACCACCA TCCTGAACAATCCACAAGCA 201

Ad10A8249 Aradu.A10 8249 p2 (AT)12 24 43225560 43225583 TGGAATATGCCCCATGTTTT TGGTTTATCAACCTCCCCAC 212

Ad10A8250 Aradu.A10 8250 p2 (GT)10 20 43232138 43232157 AGCCAACTTTGAGCCTACGA CCAAGGTTCCCACACTTGAA 157

Ad10A8251 Aradu.A10 8251 p2 (TA)10 20 43283434 43283453 TTTGCAAATTTTGATAGGTGGA TCCTTGATCCACTTCGGAAC 133

Ad10A8252 Aradu.A10 8252 p5 (AAGAT)5 25 43289394 43289418 CGAATTACCAAGAAAGCCCA CCTGGGTGCTCCAGTGTATT 207

Ad10A8253 Aradu.A10 8253 p3 (AAT)5 15 43307527 43307541 CAACTCCGCACAACTAACCA ATTCAACAGGGACAAGCACC 260

Ad10A8255 Aradu.A10 8255 c (GCA)6taataatattaatattaataataattatcttgaagcatttcctagtaagacgag(GAT)793 43329498 43329590 CGAGAATTCATCAGGGCAAT CTGTCAAATGGATGGTGGTG 257

Ad10A8256 Aradu.A10 8256 p3 (TGA)5 15 43329765 43329779 CGCTGCAGCTGCTAATAGTG AGAAGAACCTGGCGATTTGA 208

Ad10A8258 Aradu.A10 8258 p3 (ACA)6 18 43330545 43330562 TATGCATAGAGGCCGTACCC CAGCACCGAAGTTGTGAAGA 260

Ad10A8261 Aradu.A10 8261 p3 (TAA)11 33 43337029 43337061 GCAACAGATTGCATGTTGAA GGCGGTAATCATCGTTTTTC 280

Ad10A8264 Aradu.A10 8264 p2 (TA)6 12 43350984 43350995 TTTTTAAAGCATAATTGCATCTCAA GGTGGCTCAAAATCCTAGAAAA 269

Ad10A8265 Aradu.A10 8265 p2 (TA)8 16 43352103 43352118 TGTAAGCTGTGGTTGGTGGA TCAGTTTTGGACCAGGATCA 263

Ad10A8268 Aradu.A10 8268 p3 (TTA)5 15 43356718 43356732 TGCAGAAAATAGGGCTTCAAA TATCCGATCCGTGTGCAGTA 200
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Ad10A8273 Aradu.A10 8273 p3 (TTC)5 15 43362645 43362659 GTGCACGACAGTTTTCTTGG AACACGAACGTTCCCTTCTG 266

Ad10A8274 Aradu.A10 8274 p2 (AT)6 12 43367837 43367848 TCCAACTGCGTTTTTAACCA CAAGCAAGAAACAAGCCACA 107

Ad10A8278 Aradu.A10 8278 p2 (AG)6 12 43466535 43466546 TTGAAGGGTGAGGTAGGTGG ATTTTTGCATGCCATTTGGT 222

Ad10A8285 Aradu.A10 8285 p3 (GGT)5 15 43588817 43588831 TCATCAAAGTCCTCATCCGA AAAGGCCAAGAAGGAAAAGC 153

Ad10A8286 Aradu.A10 8286 p3 (TCA)6 18 43594379 43594396 CACCACAATGGACAGAACCA ACGTGCAGAGCCACTTTCTT 258

Ad10A8289 Aradu.A10 8289 p2 (TG)22 44 43616241 43616284 TCGACTTAAACTCCGCAAGC ACGAAGCTAAAGCGCAAGAC 121

Ad10A8290 Aradu.A10 8290 p2 (TA)7 14 43616409 43616422 CTGCGGCTACTTGTGTGTGT TGACCTAAAGAGGTCGGTCG 264

Ad10A8292 Aradu.A10 8292 p2 (GA)7 14 43628151 43628164 GGAAGAGGGATGGAGGTGAT GTTTAACGCCAGAAACAGGC 255

Ad10A8294 Aradu.A10 8294 p2 (TG)16 32 43647141 43647172 TGTTGTTGATGGGAGTTGATG TTCCAGCTCCCAATTCATTC 167

Ad10A8295 Aradu.A10 8295 p2 (AG)6 12 43714731 43714742 CGGAAAAGCACACCAAACTT TTCGAAAGAATTCTCCCCCT 157

Ad10A8296 Aradu.A10 8296 p2 (TA)6 12 43724102 43724113 TTATGCTCGGACCGGTTATC CAACTCAAAGCGCAACACTC 142

Ad10A8298 Aradu.A10 8298 p3 (CAA)5 15 43732342 43732356 CTTCAGCGAAATGACATCCA TGGTTAGGATTACCGCCTTG 270

Ad10A8300 Aradu.A10 8300 p3 (TTC)5 15 43751861 43751875 CACAAAGCCATTCCCTTCTT CTAGAGGTTTCTCCGGCCTT 159

Ad10A8301 Aradu.A10 8301 p2 (TA)7 14 43774528 43774541 CTTTGTGGCATTTTTGTCCA CTTGGGACATTGGTTGAGGT 241

Ad10A8302 Aradu.A10 8302 p2 (TA)7 14 43777752 43777765 TCGAGACATTTTGTCCCCTT AAAACCATAGGCGTTGACATC 215

Ad10A8305 Aradu.A10 8305 p2 (CT)7 14 43818230 43818243 CAGCTCAGTAACAACGGCAA AACTGCGAATGAGAAGGAGG 112

Ad10A8307 Aradu.A10 8307 p2 (AC)6 12 43868727 43868738 CAGAATCTGGCACACCAAAA CTTGGATCTTGGGATTTGGA 242

Ad10A8310 Aradu.A10 8310 p2 (AG)6 12 43881938 43881949 CCAGCCTTAGGTGCCATAAA GTTAAACGCCAGAAACAGGC 277

Ad10A8311 Aradu.A10 8311 p2 (GA)10 20 43884640 43884659 CAGAGAGGAAGAGAGGGTTTGA CAAAACCACCCAACTACTTTTT 280

Ad10A8313 Aradu.A10 8313 c (TAA)6aaataataataacaacaac(AAT)861 43910034 43910094 TCATGGCATGTTCATCCAAC ACACACCCTCACCACTCTCC 245

Ad10A8315 Aradu.A10 8315 p2 (AT)8 16 43918370 43918385 GGGTAACCTTTGTCCCCTTT TGGGATCGACCCTTACTCAC 259

Ad10A8317 Aradu.A10 8317 p3 (AAG)5 15 43931482 43931496 CTAGAGGTTTCTCCGGCCTT CCTACTCCCTCTCCCCTCAC 247

Ad10A8318 Aradu.A10 8318 c (T)10gaaaatagggata(T)1033 43936362 43936394 ATAGCCAGCCAAGCTTCAAC TCGAGTTTGGACAACTGACG 201

Ad10A8319 Aradu.A10 8319 p2 (AC)6 12 43956600 43956611 TGGGACTAAGGTAAAAGTGAGGA GGGGACAAAATTATCCCAAT 236

Ad10A8320 Aradu.A10 8320 p2 (TA)8 16 43967291 43967306 TATAGGGTGCATGGTGCCTT TCTCTCACCAACAACCCACA 251

Ad10A8322 Aradu.A10 8322 p3 (TCT)6 18 43991998 43992015 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 210

Ad10A8324 Aradu.A10 8324 c (TC)9ttaacaccaatatgtta(T)1146 43997020 43997065 TGCCAAGCCTTAAGTGTGAA TGGAAAATACACGCAAGCAA 250

Ad10A8325 Aradu.A10 8325 p2 (GT)9 18 43997884 43997901 AGCACCCCAATGTTAAGTGC GTGCACAAATGCAAACATCC 279

Ad10A8327 Aradu.A10 8327 p2 (AT)7 14 44038341 44038354 GTGGGTTTGGAAACATTTGG TTCACCACTTACTTTGGGGC 197

Ad10A8329 Aradu.A10 8329 p2 (GA)6 12 44044849 44044860 GCGGTCGCTTTATTCTTCAG CACTAGTTCGCCACCCAAGT 260

Ad10A8330 Aradu.A10 8330 p2 (AT)6 12 44067393 44067404 TCAATTGACCGACATCCATT TGACTTTGTTGCATTTTGCAC 263

Ad10A8331 Aradu.A10 8331 p4 (CATA)7 28 44075530 44075557 ACCGTTTTCATTGCCAGTTC GCCCGATGAAGGAATAAAGC 274

Ad10A8333 Aradu.A10 8333 c (T)11gtatacaaatcaagtcttatttttattcataagaaaatttaagattgatgatattaagaaaagcagctttatctattggataattcgc(A)12111 44080113 44080223 TGACATAAATCTTAAAATATCATCCAA GCACTGCTGCCATAAGGTTT 259

Ad10A8335 Aradu.A10 8335 p2 (GA)8 16 44087182 44087197 GCAGAATGAGAGCCGAAGAC TCTCACTTGACGGTGACTGC 129



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8336 Aradu.A10 8336 c (TG)6aaaataattttctcttttcttttctctctagtgtttggtattctcctttcaaaatgac(CT)988 44088005 44088092 TGCAGCGACCAATTTACAGA GGGAGATTTGTTGGGGTTTT 222

Ad10A8337 Aradu.A10 8337 p2 (AG)6 12 44101342 44101353 GGTAAAGGGTTTTTGGGGAA AACAAGCATAGAGCTGGCGT 253

Ad10A8341 Aradu.A10 8341 p2 (AT)6 12 44142593 44142604 CAGGTAACCCTCAGAACAGTCC CTCAAAGTGAGTCAGTTCAATGG 264

Ad10A8342 Aradu.A10 8342 p3 (TTC)15 45 44147672 44147716 CACCCCACAGTCGTTTGTTA TTTGTACCAAGTTGTTGGCG 273

Ad10A8343 Aradu.A10 8343 c (AGA)5acaagaaagaaaacgcgagcagaggagaacggtgaagcctataacgcgagtag(AGA)583 44150118 44150200 GCGTTTCGGAAGAATAATCC GCGTCCACTCGTTATGAAAAA 277

Ad10A8344 Aradu.A10 8344 p2 (TA)6 12 44151782 44151793 CAAAAATTTGAATATGTACTTACGGG TGAATTTTGTGCCCATTGAA 258

Ad10A8346 Aradu.A10 8346 p3 (TCC)5 15 44155669 44155683 TCCATAGCGCACTCACTCAC TGAAGATGAAACACGCGAAG 163

Ad10A8347 Aradu.A10 8347 c (ATG)10aaa(AAG)548 44156166 44156213 CGAATGTAAGTTCATCTCCTTCC CCCTCCTCTTCATCTTCTGC 230

Ad10A8348 Aradu.A10 8348 c (GAT)5gaaa(AAG)534 44157143 44157176 CGTGTTTCTTCTTCTTCTTTGTTTG CTTCTTCTCCCGCTTTCTCA 185

Ad10A8349 Aradu.A10 8349 c (GAG)9(GTG)6ttggtaacgacgataatgaaagagaaaaataac(GAA)593 44157617 44157709 GGAGGGAAAGAAATTCCAATG TGTGCGCATATTTTTCTTCA 191

Ad10A8350 Aradu.A10 8350 p5 (TTATC)5 25 44161918 44161942 TGTGGAACTGAGAGTGCTGC AGGCGGTTCCCCTAAAGATA 245

Ad10A8353 Aradu.A10 8353 p2 (GA)16 32 44196331 44196362 GGAAGAGAGGGTTCGAATTTT TTTCGGAAATCACCTTCCTC 263

Ad10A8355 Aradu.A10 8355 p2 (CT)6 12 44205914 44205925 ACGTACCAGAATACGCAGGG AGCCAATTGGGAAACATCAA 269

Ad10A8360 Aradu.A10 8360 p3 (TTC)6 18 44270446 44270463 CTAAATGGCCGAACCTACCA AAACTATTGCTCGCCCTTGA 183

Ad10A8362 Aradu.A10 8362 p2 (CT)6 12 44288958 44288969 TTCTGGGCGTTTAACGGTAG TTTGGGAAGAGGTGTTGAGG 269

Ad10A8365 Aradu.A10 8365 p2 (AT)14 28 44337320 44337347 TTACTTGGGGCATTTTGTCC GTTTGGGAGAGTTGGGAACA 256

Ad10A8366 Aradu.A10 8366 p2 (AG)6 12 44340690 44340701 CCAGTTTCAAGCCCAGAAAA TGAACATTGAACCTGTGATGAA 209

Ad10A8367 Aradu.A10 8367 p6 (TTTATT)6 36 44358496 44358531 CAGATTGAAGGAGCACCCAT TGAAAATTTGAAATAACTGCCTCC 260

Ad10A8370 Aradu.A10 8370 c (T)11g(T)12 24 44376597 44376620 TCCCCAATTAGAGGTGTCCA TGTGGTGGCAATACTCTTGTTC 268

Ad10A8372 Aradu.A10 8372 p2 (AG)6 12 44405976 44405987 TTTTTGGGGAAGAGGTGTTG TTAACACCAGAAAGGGGCAC 262

Ad10A8374 Aradu.A10 8374 c (T)10cg(T)10 22 44464963 44464984 GGACACTCTTTTTGCCTTGG TGTGGTTCATGAATATTGGCTC 218

Ad10A8375 Aradu.A10 8375 p2 (GC)6 12 44511552 44511563 TGTTTGGGAGTGTTGGATGA AGAGTTATGCCTACGCCACG 229

Ad10A8376 Aradu.A10 8376 p3 (ATA)5 15 44574562 44574576 AAAAGATAAGCAGTGAAAATTTAAAAC TTCTCTCTCTTTTCTCCCATTCTC 150

Ad10A8377 Aradu.A10 8377 p5 (TTTTA)5 25 44577240 44577264 AAGATTTTGGATTCGCCACT AGGCGAGGGACGAAATAAAT 272

Ad10A8378 Aradu.A10 8378 c (AAG)5aaa(AAG)945 44578023 44578067 GTGGTGAAGTAGGGGAGGCT TTAATTCTCACCGCCGTACC 146

Ad10A8380 Aradu.A10 8380 p2 (AG)6 12 44585255 44585266 CTCAGATGAAACTGCAACGG TACTGTCACTGTTGAGCCCG 206

Ad10A8381 Aradu.A10 8381 p2 (CT)19 38 44587386 44587423 TGTCAAGGCTGAGACACCTG GCCCCAGAAATCATAAACGA 270

Ad10A8387 Aradu.A10 8387 p2 (TA)8 16 44600399 44600414 CGAGGATTTATGATTGATGAGC CCAAGAAATCGCATTAACGG 183

Ad10A8388 Aradu.A10 8388 c (GA)11ggat(GGAG)650 44601095 44601144 TCCAGGGTCACTGTTCTTCC CCAAGGTTCGTTTCGTCATT 145

Ad10A8389 Aradu.A10 8389 p2 (AT)8 16 44602141 44602156 TGCGAAGTGTTCACACACAA GGTCTAAACTCCGCAAGCTG 172

Ad10A8390 Aradu.A10 8390 p2 (AT)7 14 44605728 44605741 GCTATGTCTTTCATCGGGCT CTTACCTCGCGTCGTAAAGC 122

Ad10A8392 Aradu.A10 8392 p3 (AAT)6 18 44614372 44614389 TCGAACAAGAGAAGGACATGG TGGAAGCCCATAAAACTTGC 197

Ad10A8393 Aradu.A10 8393 p3 (TCT)6 18 44616796 44616813 AATTTTCCACCCTTTCCCAC GTGCCATTGATGGTGAATGA 261

Ad10A8394 Aradu.A10 8394 p3 (AAT)6 18 44622471 44622488 ATGAGCAGGAACAGGGAAAA TGGAGATGCTTCTTCCATCA 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8397 Aradu.A10 8397 p2 (AG)6 12 44657142 44657153 TGTGGTGGCAATACTTTTGG GCACACTCTTTTTGCCTTGG 265

Ad10A8399 Aradu.A10 8399 p3 (AAG)5 15 44666529 44666543 ACCAGAAACCCCAGTGAACA CATGGGAGGTTGTGCTTCTT 268

Ad10A8401 Aradu.A10 8401 p2 (AT)6 12 44671593 44671604 TTATCAAAATGGTGCCGTTG GTTCCAACCTTGATGCCTGT 249

Ad10A8402 Aradu.A10 8402 p3 (AAG)5 15 44672371 44672385 ACCAGAAACCCCAGTGAACA CATGGGAGGTTGTGCTTCTT 268

Ad10A8403 Aradu.A10 8403 p3 (AGT)6 18 44685495 44685512 GGGTTCTGACGCTGGAATAC GGCAGAAAGGAAAGTTGCAG 184

Ad10A8404 Aradu.A10 8404 p3 (AGA)6 18 44700422 44700439 CGACCTTAGGTGCCATTGAT CCCATAAACCCCACCTACCT 270

Ad10A8405 Aradu.A10 8405 c (A)15gggggnnnnnnnnnnnn(A)1446 44706092 44706137 TGGGGAGTCTTTGGACAAGT CCTAGGAGAGGCCCAACTCT 182

Ad10A8408 Aradu.A10 8408 p2 (AT)9 18 44752900 44752917 TGAGGAGCCTTTGAAGGAAA GTTGGCTTTGCAGGTTGAG 168

Ad10A8411 Aradu.A10 8411 c (A)10cg(A)10 22 44818125 44818146 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 206

Ad10A8413 Aradu.A10 8413 p2 (GT)9 18 44825540 44825557 TGGGAATTTTGGGTAGCTAGG TTTCAAGGTTGTAATGGGGC 163

Ad10A8414 Aradu.A10 8414 p2 (TA)6 12 44828857 44828868 GGCGAATAGAGCAAAAACCC GGATCATATTATTTCAATCGGCA 117

Ad10A8415 Aradu.A10 8415 p3 (TAA)5 15 44829839 44829853 ACACCACTCCCTGGTTGAAG GAGTGTTTGGTCCATTGGCT 161

Ad10A8416 Aradu.A10 8416 p2 (AT)11 22 44830642 44830663 ACCTTCGCTACGCTGTGAAT CCCTGTGTAAGTTGTGTTGAGC 178

Ad10A8420 Aradu.A10 8420 p2 (AG)19 38 44835918 44835955 TTTTTAAGGATGTCCTTTTTCTGTT TCATGCTTCCCTTTGCTTTT 259

Ad10A8421 Aradu.A10 8421 p2 (TG)9 18 44836212 44836229 CCAAACTGAAGCGAAACCAT GGCCATTCTACATCCCAAGA 193

Ad10A8422 Aradu.A10 8422 p3 (CCT)7 21 44837045 44837065 CGCATGTTCTTTTTCGTGTT TGAAATCCACTCAATTCAAGACA 183

Ad10A8423 Aradu.A10 8423 p3 (CTT)6 18 44838862 44838879 TTTTCGGTGTATGTGTGCTGA TGATACACCCGAATTTGCTG 227

Ad10A8424 Aradu.A10 8424 c (A)10gaaaaaaagaatgctgaatacaaagaaaaacaatgtaattttacgctcgcattatataagtcacttgtatgacaatattcttc(T)11104 44839744 44839847 AACAAATGACGATAAAGATGAAACA CCCAATCCATTATCAGCAGAA 240

Ad10A8425 Aradu.A10 8425 p3 (TGG)6 18 44841497 44841514 GACGTGGGGAGGAGTCATT TGCCAAATCCTACAAGAGTCG 268

Ad10A8426 Aradu.A10 8426 p2 (GA)6 12 44851929 44851940 TGCTCATCCTTCCTCCATTC GCTCTCCCTTTCTTGCTCCT 259

Ad10A8427 Aradu.A10 8427 p2 (AT)8 16 44864176 44864191 CAAAACCGCTCCCAAGAATA TTTCCCTTTTCAGGATTTGG 280

Ad10A8428 Aradu.A10 8428 p2 (AT)8 16 44871226 44871241 CAAAACCGCTCCCAAGAATA ATTTTTGTACCCTCGCCTTT 197

Ad10A8431 Aradu.A10 8431 p2 (AC)8 16 44901937 44901952 TTGTGACATCGCTTTCCAAG CCTTCAGCTGGTGGATCAAT 264

Ad10A8432 Aradu.A10 8432 p5 (AAAAT)5 25 44903010 44903034 TGAAAATCTTGGGAATTGGG TACTTTGGGGCACTTTGTCC 163

Ad10A8435 Aradu.A10 8435 p2 (CT)6 12 44923118 44923129 ATGCATCCATTGAGGGAGTC AAGAACCTGGGATTGAGAGTCA 147

Ad10A8437 Aradu.A10 8437 p3 (GAA)6 18 44961687 44961704 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 273

Ad10A8438 Aradu.A10 8438 p2 (AT)10 20 44979395 44979414 ATACCTCACCGCTTGTTGCT CAACTGCAGAGAGCCTTGTG 235

Ad10A8441 Aradu.A10 8441 p3 (TCT)6 18 45011798 45011815 TGAAACTACACCCTCCCGTC CTAGAGGATTCTCCGGCCTT 252

Ad10A8442 Aradu.A10 8442 p4 (AATT)5 20 45020114 45020133 TTTCTTCTTCTCTTCCCTCCTTT AGAAGATGAGAGAGGGCGAGT 207

Ad10A8447 Aradu.A10 8447 p2 (AT)8 16 45043794 45043809 TGTGGGAAACCTATTGGGAA GGGCTGAGGTAAAGGTAGGG 207

Ad10A8448 Aradu.A10 8448 p2 (CT)6 12 45069393 45069404 TTCAACAGCAGTGGTGAAGG AAGATCGACGAAGGCAGAAA 229

Ad10A8453 Aradu.A10 8453 p2 (TC)6 12 45108661 45108672 TGACAGAGGCCACGTATCAG TCAAAACAAGAAGAAATCCTAAATCC 225

Ad10A8454 Aradu.A10 8454 p3 (TTC)6 18 45118101 45118118 CCCTTAGCCGAACCTACCTC GCTTTTGTCTTCCCTTTCCC 198

Ad10A8462 Aradu.A10 8462 p2 (AT)8 16 45255183 45255198 CCCTAAGCCTTACCTCATGC TGTTGTTGCCTTAGAGGCTTT 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8463 Aradu.A10 8463 p2 (TG)7 14 45261381 45261394 CGTCCTCCCTCTCTTCTCCT AACCTTCACTGCCACTCACC 167

Ad10A8466 Aradu.A10 8466 p2 (TC)6 12 45274928 45274939 CAAAACCACCTAACTACTTTTCCC GGAGAATCCAAACACAAGGG 264

Ad10A8467 Aradu.A10 8467 p3 (TTC)5 15 45278351 45278365 ACCTCCCCTACTCTCCTCCA AGTGGTCTTGATGGGCTTTG 240

Ad10A8468 Aradu.A10 8468 p3 (TTA)5 15 45281914 45281928 AAGCAGAGATCCAACAGGGA CAACTCCGCACAACTAACCA 270

Ad10A8470 Aradu.A10 8470 p2 (TC)8 16 45293792 45293807 GTGACAATGGGATTTCACCC TTGAAAACCGGGCACTAATC 190

Ad10A8471 Aradu.A10 8471 p2 (AT)8 16 45297804 45297819 TTGAGCTTCACTTTGGGACA GGACATTGGTTGGGAAAATG 265

Ad10A8475 Aradu.A10 8475 p3 (GTT)5 15 45319633 45319647 TGGTGGTTGGTAGGTTTGGT ATCAAGGGTGGCAAGACAAC 203

Ad10A8479 Aradu.A10 8479 p3 (ATG)5 15 45335116 45335130 CCTTGTCCACTAAACAATAAGGA TGGCACAAATTCTCCACAAA 206

Ad10A8483 Aradu.A10 8483 p2 (AT)6 12 45357659 45357670 TGAGCCTTCACGAATACCAA GTGAAGGTTTAGTGCGGAGC 242

Ad10A8485 Aradu.A10 8485 p2 (TA)7 14 45376565 45376578 ATGGCTAGCCGGCTTAAACT CTTACCTCGCGTCGTAAAGC 261

Ad10A8488 Aradu.A10 8488 p2 (CT)6 12 45408757 45408768 CCAATTTGGCAACATAAGTCA AAGTGGGGGAATCCATTCAT 259

Ad10A8489 Aradu.A10 8489 p3 (AAG)5 15 45416879 45416893 AACAGTGGGTCGATTTCAGG TCTTGACTTTCCCATGGAGG 269

Ad10A8492 Aradu.A10 8492 p2 (CT)7 14 45435798 45435811 TGGAAAAGTTCATGAGCCAA TGCAGGGACTCAAGGGATAC 253

Ad10A8493 Aradu.A10 8493 p2 (AT)8 16 45436898 45436913 CCAATGCAAGCATCATAAGG TTGGGTAGCTAGGCATGATTC 174

Ad10A8494 Aradu.A10 8494 p4 (TTAT)5 20 45437118 45437137 TCATGCCTAGCTACCCAAAAA TTGAATATTGGGAATTTGGGA 245

Ad10A8496 Aradu.A10 8496 p3 (TTC)6 18 45456039 45456056 TACCCTCTCCCCTTTCCCTA TAAAATATTGCTCGCCCTCG 170

Ad10A8498 Aradu.A10 8498 p2 (CT)8 16 45466288 45466303 CCAATTTGGCAACATAAGTCA TTGGCCCAGAAACACAGAAT 273

Ad10A8502 Aradu.A10 8502 p3 (AAG)7 21 45501134 45501154 CTCGGAAGTGGAAGCTTTTG CACCCATCTTTTCGTCACCT 225

Ad10A8503 Aradu.A10 8503 p2 (AG)6 12 45502802 45502813 GAACCTGGGATCGAGAGTCA CATGACCTGTACGGACCAGA 250

Ad10A8504 Aradu.A10 8504 p2 (AT)6 12 45520127 45520138 TGAGGAGAAAGAAAGTGGTTAGG CTTGGTGTTTTCCCTCCAAA 277

Ad10A8506 Aradu.A10 8506 p3 (AAT)5 15 45563267 45563281 GCAGGAACAGGGAAAAGACA GGACGTTGGCTTTGTGAAGT 199

Ad10A8508 Aradu.A10 8508 p3 (TTC)6 18 45574047 45574064 CAACTTCTCTTTCCCACCCA CTCCCAAGACTCAGAGGTGG 240

Ad10A8515 Aradu.A10 8515 p2 (TA)6 12 45593185 45593196 ATTCGAGTTTGGCTCACAGC CTCATGAGCTGGCTCGATTT 256

Ad10A8517 Aradu.A10 8517 p3 (CAC)5 15 45598796 45598810 CCTCACCTCATAGTCCCCAC CCCATATCGCTTTGGAAAAA 279

Ad10A8518 Aradu.A10 8518 p2 (TA)11 22 45605258 45605279 CATTTAAGTGTGGGGAAGGC TCCTAAGTTTCAACATCGCAAA 268

Ad10A8519 Aradu.A10 8519 p2 (AT)6 12 45607770 45607781 AGAAAAGGCAACGGATCTCA TTTTTCACTTTCTGCCCACC 245

Ad10A8521 Aradu.A10 8521 p2 (CT)6 12 45628105 45628116 AAATCCAAGTCCAGAAGGCA GCATAAGCCAAATAGGCAACA 274

Ad10A8523 Aradu.A10 8523 p2 (TA)8 16 45630276 45630291 GCCCCGCTAAATTTAAAAGTAAAA TGTTGTAAATTTTTGTGGAGACA 104

Ad10A8524 Aradu.A10 8524 p2 (AT)9 18 45636309 45636326 CCCACCATCATAACTCATCAAA TTGGCTAAGGAATGGTTTCG 177

Ad10A8525 Aradu.A10 8525 p3 (TCT)5 15 45663884 45663898 CACTAACCCTCCCCTCTTCC CGTCTTCCCTTTCCCTTTTC 269

Ad10A8526 Aradu.A10 8526 p3 (AGA)6 18 45675502 45675519 ATGCTTTTACCACGCCAAAC CAAAATCTCTTTCCCACCCA 235

Ad10A8527 Aradu.A10 8527 c (T)11gcaagcttttc(T)1032 45691243 45691274 CCACCGGATACATAAATGCC TTGTTGGCTCTTGAAAGAATGA 215

Ad10A8528 Aradu.A10 8528 p3 (AGA)6 18 45692797 45692814 TGCCATTGATGGTAGTGGAA CACCCTAAATGGCCAAACAT 240

Ad10A8531 Aradu.A10 8531 p2 (CT)6 12 45762569 45762580 GGAACATTGAACCTGAATTTGA GGGCAATTTCTGTGCTGTTT 213
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Ad10A8533 Aradu.A10 8533 p3 (CAT)5 15 45781806 45781820 TAGCTTCAACTGCCGAGGTT CAATTCCAAGTTCTTGCGCT 178

Ad10A8536 Aradu.A10 8536 p5 (TTTAT)5 25 45804050 45804074 TCGAAAATATCCTAACCACTTTCTC AGAAAGGGAGATGACGTGGA 203

Ad10A8537 Aradu.A10 8537 c (TAT)5aattattattgttgttgttcttatttgtaactg(T)1058 45813538 45813595 GTGGATGGACTCCGGTAATG TCTTAATGCAAACCAACCTGAA 246

Ad10A8538 Aradu.A10 8538 p2 (CT)6 12 45824056 45824067 AAGCAAGATGGAAATCTGAATTG CCGCTTTTAACCCAGTTTCA 205

Ad10A8543 Aradu.A10 8543 p2 (CT)7 14 45859450 45859463 GACACTTGTCGAAAGCACCA GAAGGACAAGGGTTAAGGGG 146

Ad10A8544 Aradu.A10 8544 c (T)15aaaatgccgccaactttttttccccgtatcttaaccgattgattgatcttattctgttttttcttaa(ATT)5ttgtctctcgtgtgattaaactcttatttaattaacattttaagtgtgtcaaaatcttcttcgagacattatgactc(T)10184 45859585 45859768 CCCCTTAACCCTTGTCCTTC CGGAGATCATAAACCCCAAA 278

Ad10A8545 Aradu.A10 8545 c (AATT)5aactaattaattagttaatttatggattaaataaaataaaaagcaggtctttaggggttgagtgacgcatcggagaga(T)10108 45859943 45860050 CTTTCCTTAATTGGGCGTGA GCCCAAATCTGATGTAAATGG 258

Ad10A8549 Aradu.A10 8549 c (T)10cgaaaaaactctcccccttaccttataaattcgtgtttggcttcctctttccaccacaccattcgaatttcctcttc(CT)7101 45892250 45892350 CCCTTTTCTCAATTTCTTTCCA TTGTTTTCCCTTAGGAGCCA 267

Ad10A8551 Aradu.A10 8551 c (T)10cactgctttttcttgcttcaagaatcactttgatgaa(T)1057 45948767 45948823 CACACTCTTGTTGCCTTGGA TTAGCTTGATGTGGGGACAA 280

Ad10A8554 Aradu.A10 8554 p3 (ATT)5 15 45973797 45973811 TCAGGACAGGACGTAGATCAGA CAAAAATTCTGCATTTATCCGTT 279

Ad10A8558 Aradu.A10 8558 p2 (GA)8 16 46019317 46019332 AGAGGGAGAGAGAGGGTTCG CACTTTTCCACTTTCAATTTTCG 173

Ad10A8559 Aradu.A10 8559 p3 (AAG)5 15 46029279 46029293 TTTCCTCGCTAGAATGAACGA AATAGCCGTTTGGTTGGTTG 158

Ad10A8561 Aradu.A10 8561 p3 (AGG)5 15 46031118 46031132 TCTGCATTGGGCTACCCTTA TTGCTTTTTGGTTCTGGTCA 280

Ad10A8565 Aradu.A10 8565 p3 (CCG)5 15 46052760 46052774 CCATCTGTTGACCCTGGACT CATCGGACACCACTGAGATG 228

Ad10A8566 Aradu.A10 8566 c (AG)6acagattggtgaaaaagagatagagaaaaaggttaaagatattatcttactaatttatttactgaagaaga(AGG)598 46053220 46053317 CCCCACAAAGGGAGAAAAAT CAGCTTCCCCAGCTACCTC 279

Ad10A8567 Aradu.A10 8567 p2 (AT)9 18 46053797 46053814 CCCCCGTCTCTCTTCTCTCT TTGAACTCTATGCATCCTTAGCC 152

Ad10A8569 Aradu.A10 8569 p2 (TC)23 46 46057403 46057448 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGAGAAGGAGGGAATTTTCG 224

Ad10A8570 Aradu.A10 8570 p3 (AGA)6 18 46073859 46073876 GTGGCCTTAGGTTCCATCAA AAACCCCTCTCCCTCCACTA 233

Ad10A8573 Aradu.A10 8573 p2 (AT)7 14 46127514 46127527 AGCACATGCAATACCACCAC CGGCCAAGGTATGGTTTAAG 276

Ad10A8574 Aradu.A10 8574 p2 (AT)7 14 46133763 46133776 AGCACATGCAATACCACCAC CGGCCAAGGTATGGTTTAAG 276

Ad10A8576 Aradu.A10 8576 p2 (AT)7 14 46147603 46147616 TTCCGGGTTGAACAGAAATC TCATGCTCACCAATAAGAGCC 273

Ad10A8577 Aradu.A10 8577 p3 (AGA)5 15 46150695 46150709 CCCTTCTGAGACTCACCCAC CCGAAATTCATTAGGGGAGG 172

Ad10A8578 Aradu.A10 8578 c (AG)7(TC)6 26 46156125 46156150 TAAAGTGGGGAAATGCATCC GCATAGGCCAATTAGGCAAC 243

Ad10A8580 Aradu.A10 8580 p3 (TTA)5 15 46172731 46172745 CATTGACAACAGTGATGCCC CCCACGGAGATTGTTGGTAT 273

Ad10A8581 Aradu.A10 8581 c (T)10cgaaaa(T)10 26 46195432 46195457 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAAGGAGG 184

Ad10A8583 Aradu.A10 8583 c (T)10cga(T)10cgattc(T)1039 46228726 46228764 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 247

Ad10A8584 Aradu.A10 8584 p2 (AG)6 12 46238126 46238137 GGAGAAGCCGAAGAGACAGA AGCGATAGTGGATGGATTCG 113

Ad10A8586 Aradu.A10 8586 p2 (AT)14 28 46264418 46264445 CACCTTTTGCATCTAGCCTTC CGGAGTCTTACATTCTACCCCA 243

Ad10A8588 Aradu.A10 8588 p2 (AT)7 14 46270980 46270993 TCATGGACAATGAAGTTTGGA CGTATTACCGCCCCAAAATA 258

Ad10A8591 Aradu.A10 8591 p3 (TAT)13 39 46329236 46329274 TTGAGGTAAAATTTTGTTGTTCAAT ATTACAATTGCGCATTCATTT 147

Ad10A8592 Aradu.A10 8592 p2 (AT)13 26 46334840 46334865 GGGTTGATGACAATACTCGCT CCGTTTACGGTTCAATTCTTTC 239

Ad10A8595 Aradu.A10 8595 p2 (AT)7 14 46341723 46341736 ATGCCATGCAATGCAATCTA CCCATCTCAATTGTAAAGGCA 179

Ad10A8596 Aradu.A10 8596 p2 (AG)10 20 46380864 46380883 ATTCCCATTTGAGTCCATGC GCTTCGAATTTCCTTCCTTC 264

Ad10A8597 Aradu.A10 8597 p2 (GA)6 12 46384857 46384868 CAAAGGAGCAAGGCGTAAAG GCGGTTAATGCAACGATTTT 206
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Ad10A8601 Aradu.A10 8601 p2 (TA)10 20 46434409 46434428 AAGCACAATCGGTCCATCTC TTTTGCGCTTTTCAAATCCT 216

Ad10A8603 Aradu.A10 8603 c (GT)7(AT)6 26 46464667 46464692 AAAACCACCCAAATGAGCAC GCACTTACCCCCGTTGAGTA 237

Ad10A8610 Aradu.A10 8610 c (TAA)13acaagtatgtcatagt(A)1166 46482114 46482179 TGTTATGGTAATAATTTGGGCTG TCCGATATGTGAACACCCCT 225

Ad10A8612 Aradu.A10 8612 p3 (GGA)5 15 46499522 46499536 AGAATCTTTACTTTGGGGGTG GATTACTTATTGGGGGCCGT 137

Ad10A8613 Aradu.A10 8613 p3 (AAG)5 15 46505687 46505701 TAAAATATTGCTCGCCCTCG ATTTCTTTCCCACCCAAACC 207

Ad10A8617 Aradu.A10 8617 p2 (AT)6 12 46540271 46540282 CAGACCAAAGTGAACATGAGGA TCAAAAATTGTGTACGGCAAA 208

Ad10A8618 Aradu.A10 8618 p3 (AAC)5 15 46540776 46540790 TGAAGACAATGAGGACGATGA TATCATTGCTGTCACCACCG 120

Ad10A8623 Aradu.A10 8623 p3 (TTC)5 15 46563582 46563596 CATATAGCCGAACCCCCTCT CGGTCTTAGGTGCCATTGAT 159

Ad10A8625 Aradu.A10 8625 p3 (GTT)5 15 46574951 46574965 AAAAATTAGGGCCGTCGAGT TCAACCATTACAACCAATTCCA 261

Ad10A8632 Aradu.A10 8632 p3 (CCA)6 18 46611123 46611140 TTCAGAATGGCGTGATACCC TTTGACAATGCTCGAGATGC 253

Ad10A8633 Aradu.A10 8633 c (CT)8ccctctctctctacccctctcta(TC)1875 46612374 46612448 CGTTTCTCCCACTCCCTCTA CGAGTGCGTACAACTAACGG 271

Ad10A8638 Aradu.A10 8638 p3 (TCT)6 18 46667993 46668010 TGGCCGAACCTACATCTCTC CTAGAGGATTCTCCGGCCTT 169

Ad10A8641 Aradu.A10 8641 p2 (AT)6 12 46690796 46690807 TGTTTTTCTCTTTCATCATAAAATTCA TCCTGGACTGTTCATTTCCAC 280

Ad10A8642 Aradu.A10 8642 p2 (AT)6 12 46697716 46697727 TCAAAACACAGGTTGTTGAGTTC AGAACAAAAAGTGTTGCCACC 276

Ad10A8649 Aradu.A10 8649 p3 (AGA)5 15 46777335 46777349 TTGCCTTCCCTTTTCCTTTT AAAATGGCCGAAACCTAACC 279

Ad10A8652 Aradu.A10 8652 p2 (CT)6 12 46825024 46825035 GGAACATTGAACCTGTGATGAA TCGCAGTGATGAAAATCAGC 265

Ad10A8658 Aradu.A10 8658 p3 (AGA)9 27 46857135 46857161 GAAAAGCAAGCAACTTTGGC ATAAACCACCGCCATTGGTA 244

Ad10A8660 Aradu.A10 8660 p4 (TTTA)5 20 46866241 46866260 CATGGTTCCTTCACCACTCC TCTAGGTGGGAGACAACCCA 245

Ad10A8665 Aradu.A10 8665 p2 (TA)9 18 46883873 46883890 TGAATTGCATGTGGTGGTTT CACATGCTCGTCAAGAGGAA 255

Ad10A8667 Aradu.A10 8667 p2 (TA)12 24 46894638 46894661 ACCTTCCTGACCATTGATGC GTGGTGGCCTTGCATTTATT 277

Ad10A8673 Aradu.A10 8673 p4 (TTAT)7 28 46918805 46918832 TCTTCTCTTTTTCAACCATTAAAATTC CAGATGCCATGACAAAACCA 275

Ad10A8674 Aradu.A10 8674 p2 (AT)6 12 46943286 46943297 TTTGGTGTCCATCTAGTGTTGTC AAAAATCAAGAATCAAGAAAAACAA 170

Ad10A8676 Aradu.A10 8676 p3 (TTG)7 21 46963049 46963069 GCCTCTCTGGACAGTTGGAG GGACTCAGGGTCAGAACAGC 207

Ad10A8677 Aradu.A10 8677 p2 (AT)6 12 46966605 46966616 ACCCACCAATTTCCACCATA GTTGGGTGTGACATGGTTCA 223

Ad10A8678 Aradu.A10 8678 c (TGA)16(TTA)8 72 46985074 46985145 GCCAGATGATATAATGTGACCTGTT TCGAGTTTATTTTTGGTAGTTTACCC 252

Ad10A8680 Aradu.A10 8680 p3 (TGG)5 15 46989585 46989599 TGCACGAGAGAGGTTTCCTT GCGAAATTCTTTTTCCCTCC 166

Ad10A8683 Aradu.A10 8683 p2 (AT)7 14 46991998 46992011 CGGCCAAGGTATGGTTTAAG AGCACATGCAATACCACCAC 276

Ad10A8684 Aradu.A10 8684 p2 (TA)7 14 46994107 46994120 ATTTTGCGGTTTTGTTTTGC AACCCTCACTTTTTCTGCCA 193

Ad10A8685 Aradu.A10 8685 p4 (TTTA)6 24 46995662 46995685 AAATCTCCCTTGCATAAGGTGT AAGCATAATGCATTGCCACA 248

Ad10A8687 Aradu.A10 8687 p3 (CAA)7 21 47009328 47009348 CTCCCTCAACACCACCACTT GATTTTTGTTGCCATGCCTT 127

Ad10A8688 Aradu.A10 8688 c (GT)6c(TA)11 35 47011862 47011896 TATGCAGGACGTGAGACACC TTGCTGTAATACCCTACCACACA 213

Ad10A8691 Aradu.A10 8691 p2 (TA)6 12 47022087 47022098 GGTTATGATTGGCCGCTTTA CAGCTCACCCCACACTGATA 244

Ad10A8698 Aradu.A10 8698 p2 (AT)6 12 47126700 47126711 CCGAAGCGATTAAATGGAAC TTTCGGTGGAGGAAAGAAAA 130

Ad10A8702 Aradu.A10 8702 p3 (TTG)10 30 47153016 47153045 CCGTGCCATATCGTGTTTTT TATCCAACGACGACGACGA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8703 Aradu.A10 8703 p3 (TAT)5 15 47153206 47153220 GTTGTTGTTGTCGTCGTCGT TTACAAATTCGGGGGCATAA 221

Ad10A8704 Aradu.A10 8704 p2 (AT)8 16 47155845 47155860 TCAAAATTGTTCTTGGTCATAGG TCGCAGGTCAAAGGAAACTC 261

Ad10A8705 Aradu.A10 8705 p2 (AT)10 20 47157207 47157226 TTAGAAACATGGCTTATGTGCTC GTCGAGTTCAATTCGGTGGT 185

Ad10A8706 Aradu.A10 8706 p2 (AT)10 20 47160734 47160753 AGAAAACATGGAGCCAAACG TTTGATGGCAAATGCTTCAT 228

Ad10A8707 Aradu.A10 8707 c (TAA)5ttttt(TTA)741 47191652 47191692 AGCGACTTGGACACAGAAAA CCCAAATCTTCCTACACAACTTC 260

Ad10A8709 Aradu.A10 8709 p2 (AT)7 14 47199049 47199062 AAGTGATCGGCCAAGGTATG TGCAATACCACCACAACACA 277

Ad10A8710 Aradu.A10 8710 p2 (AT)7 14 47213700 47213713 AAGTGATCGGCCAAGGTATG TGCAATACCACCACAACACA 277

Ad10A8711 Aradu.A10 8711 p2 (TA)6 12 47215664 47215675 ATTTTGCGGTTTTGTTTTGC AAGAGCATGCACAAGAGCCT 201

Ad10A8712 Aradu.A10 8712 p2 (CT)7 14 47236258 47236271 AATCCTTGATGGGGTCACAA AAGAGTTGGCCGAAGGCTAT 240

Ad10A8713 Aradu.A10 8713 p2 (AT)6 12 47236376 47236387 AATCCTTGATGGGGTCACAA GAAAAAGAGTTGGCCGAAGG 244

Ad10A8717 Aradu.A10 8717 p2 (TA)8 16 47249312 47249327 GCATTCTTACCTCCTTCCCC TGGGGATCACACTATGAGAGG 200

Ad10A8718 Aradu.A10 8718 p3 (CAA)5 15 47255549 47255563 TGCACCTAGAGGTCCGTCTT CAGTCTGTTGTGCCTTTCCA 251

Ad10A8720 Aradu.A10 8720 p3 (CTT)5 15 47281195 47281209 TTTGCAGCCAATTTCAGTATAAA CGAAGAAGAAGATGGTGATGA 171

Ad10A8721 Aradu.A10 8721 p3 (CTT)6 18 47281584 47281601 TCCTCCTCCTCTTCCTCCTC CATCTTCCAAGTAATTTTGCAGC 216

Ad10A8724 Aradu.A10 8724 p3 (GAA)5 15 47292202 47292216 AACAAGGAGTGCCTTGAGGA TCGCTCTCCATCAACACTTG 236

Ad10A8727 Aradu.A10 8727 p3 (TAC)9 27 47308199 47308225 GAAGCACTGCATGAAATCCA GGCCATACTTGCCATCAAAT 210

Ad10A8729 Aradu.A10 8729 c (T)10aaggtaaagtatttatttccggttttc(A)1350 47315954 47316003 TTTTCTTCCCTCGTCTTTGC CGCCACTCTGATAGCAAGAA 258

Ad10A8731 Aradu.A10 8731 p3 (GAA)6 18 47322937 47322954 TCTGGCGCTGATAAAATGGT CGATGTTTTCGGCTACCTTC 150

Ad10A8734 Aradu.A10 8734 p3 (AAT)5 15 47325506 47325520 GGATCCTGAAACTGCTGCTC GTGAAGAGGTTGGTGCGAAT 222

Ad10A8735 Aradu.A10 8735 p3 (AAC)24 72 47327631 47327702 ATGTCATTGAGTCCTCGCCT CTTGCGCGACGGTATTATTT 190

Ad10A8737 Aradu.A10 8737 p3 (CCA)5 15 47343345 47343359 TATGGTGGGACACAAGACGA AGCTCCTCCTTTTGGTTGGT 161

Ad10A8738 Aradu.A10 8738 p3 (AAG)21 63 47344444 47344506 ACCATCGTTCTACCCAGCAC AAACCCAATGTGATCCCTGA 166

Ad10A8741 Aradu.A10 8741 p2 (TC)22 44 47354956 47354999 GGGTGTTCAAAATCGATCAAA CTTTTGGGTGGCAGTCACTT 238

Ad10A8742 Aradu.A10 8742 p2 (TG)20 40 47358133 47358172 ACCATTGGACAGTCCCTCTG TTACGACGCGAGATAAGGCT 187

Ad10A8743 Aradu.A10 8743 p2 (AC)6 12 47362342 47362353 CAAACGGGGTAGAAACGCTA TCATCACAAGGAACGCGTAG 245

Ad10A8744 Aradu.A10 8744 p2 (TA)13 26 47367843 47367868 CGTTGTTGCCTTAGAGGCTT GCGAAGCATTCACACACAAT 278

Ad10A8745 Aradu.A10 8745 p2 (AG)9 18 47377823 47377840 ATCACTTTTGAGCCGGAATG ACGATATGAAAATCCGCAGC 183

Ad10A8746 Aradu.A10 8746 p2 (AG)30 60 47378481 47378540 TTGGATGAAGCCGAAGAGAG CAGCAGCGATCTCTGAACTG 277

Ad10A8747 Aradu.A10 8747 c (T)10cttttgttttttttcttgaaaaatgtattaaagagatttttttc(TA)1890 47385274 47385363 TGCACAAAAATCATCTCACCA CCATATTTTGCTTTTGATTCCA 202

Ad10A8749 Aradu.A10 8749 p2 (GT)6 12 47396003 47396014 CCATATGGCCAACCCTTACA CCCACAAATTCCTCCACACT 182

Ad10A8751 Aradu.A10 8751 p4 (ATAA)5 20 47465103 47465122 CCTGGGTTAATGGGAATGTG GCATTGGTGTAATTTTGTCCC 176

Ad10A8752 Aradu.A10 8752 p2 (GT)9 18 47465252 47465269 TCAATGCATAGATGGCGAAA GGCCAAGATAAGGGTGATGA 188

Ad10A8753 Aradu.A10 8753 p3 (TTC)5 15 47471160 47471174 TTCCCACCACCAAAATCCTA ATCCAAGCATGAAAGCAACC 221

Ad10A8754 Aradu.A10 8754 p4 (ATAA)5 20 47472653 47472672 TTTGGGAACTGTGGAATCCT GCTTTGGGGTAATTTTGTCC 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8755 Aradu.A10 8755 p2 (GT)6 12 47472803 47472814 AGGGGACAAAATTACCCCAA TAATGCAGCCAAGGTAAGGG 232

Ad10A8756 Aradu.A10 8756 p3 (AGA)6 18 47494375 47494392 TTAGGTGCCATTGATGGTGA ACCCTAAATGGCCGAATACC 247

Ad10A8759 Aradu.A10 8759 p2 (GA)6 12 47521004 47521015 TGCTTGATTTTGTTTGGCTG ATTGCACAATAAGGGCGTTC 277

Ad10A8760 Aradu.A10 8760 p2 (GA)7 14 47525444 47525457 TGAAAGTGAGGTAGGTGGGG ATTTTGCACGCCTAAAAGGA 229

Ad10A8763 Aradu.A10 8763 p3 (AAG)5 15 47568810 47568824 AGTGGTCTTGATGGGCTTTG CCCCTCTTCTATACCTCGGC 269

Ad10A8765 Aradu.A10 8765 p2 (AT)7 14 47582647 47582660 AGGAGCCTTGAAAAATGGGT AGGCTTATGGAGAGGCAGTG 254

Ad10A8766 Aradu.A10 8766 p2 (TG)6 12 47583715 47583726 TCAAAAATGGTGCCAACGTA ATAAAGAAAGCCAAGGCGGT 115

Ad10A8769 Aradu.A10 8769 c (A)10tttttctcttctttttcgattttcc(A)1045 47584552 47584596 TTTGGACAACTGACGGTTCA TGCAATGCATGAATTTTCG 277

Ad10A8770 Aradu.A10 8770 p2 (AC)6 12 47597307 47597318 ACCAAGCCAAAGACCCATTA TAGAAGGGAAAGTCTGGGCA 257

Ad10A8771 Aradu.A10 8771 p2 (GC)6 12 47619197 47619208 CACATCCATACATTGCGAGC TAGGGGTGGCACAACTCTCT 227

Ad10A8772 Aradu.A10 8772 p3 (AGA)7 21 47651837 47651857 TGCCATTGATGGTAGTGGAA TGGCCGAACCTACATTTCTC 149

Ad10A8773 Aradu.A10 8773 p2 (AT)9 18 47684696 47684713 GGCTCAAATCTCACTTGCTTG TCTATAGGGCACCCCCAAAT 165

Ad10A8774 Aradu.A10 8774 p2 (GA)7 14 47695052 47695065 GAGAGAAGAGAGAGGGGTTCG CGAAAATCACCCACCACTTT 246

Ad10A8776 Aradu.A10 8776 p2 (TA)9 18 47704376 47704393 GCTTAAACTCCACAGGCTGC TCATGCCGTAAAACAAAGGTT 260

Ad10A8777 Aradu.A10 8777 p3 (TTG)7 21 47706760 47706780 ATAACACTGCCTAGCCGACC CCAAAAAGGCAACACAAACA 249

Ad10A8778 Aradu.A10 8778 p5 (TATAT)5 25 47708837 47708861 CATGACCCGTCAAAAACAAA TTCATTGTGTTAGAAAAACTCATTAGG 235

Ad10A8779 Aradu.A10 8779 p3 (TAA)6 18 47720298 47720315 TTAAGGGGGTTAGGATGCAA GACTCAAAACTGCCATCCTTAGA 202

Ad10A8783 Aradu.A10 8783 p3 (TCT)5 15 47760293 47760307 TTGTACTTGGATTCTTTGGTGAGA GGTGAGCAACAATGGGAGAT 274

Ad10A8784 Aradu.A10 8784 p3 (AAG)5 15 47776422 47776436 TTGCCTTCCCTTTCCTCTTT AAACCCACACCTCTCTCCCT 184

Ad10A8787 Aradu.A10 8787 p3 (AGA)5 15 47820409 47820423 GGGAAGTGCATTCCAAGAAA ACTCTGAGCGAGTGAACGGT 245

Ad10A8788 Aradu.A10 8788 p2 (AG)10 20 47820628 47820647 GGAAATGGGAACGGTAACAA AGCGACAGATGAATGAACCC 255

Ad10A8789 Aradu.A10 8789 p2 (AT)6 12 47834702 47834713 GCCTAAAGGATGCAGCAAGA CATACCTCAGTTTGAGGGGG 269

Ad10A8790 Aradu.A10 8790 p2 (AT)6 12 47839293 47839304 TGATGAAATGGTGGCTCTTG GGGTGGCGGTATAAGGGATA 279

Ad10A8792 Aradu.A10 8792 p2 (TC)6 12 47845479 47845490 CGTGGCCAAAAGGTTCTAAA AGGAGGAGTGCTCGAATGAA 153

Ad10A8795 Aradu.A10 8795 c (GAA)10ggaggaggaaacgggctagggttatc(T)1066 47860760 47860825 CGGCGTACACAGTGAAGAGA CCCATTCTTCCCAAAATCCT 226

Ad10A8801 Aradu.A10 8801 p3 (TTC)9 27 47899591 47899617 TACACCTTGGAGGAAGCACC TTAGAGGATTCTCCGGCCTT 185

Ad10A8808 Aradu.A10 8808 p2 (AT)6 12 48012640 48012651 TGACGTTGTTGCCCTAGAGA ACACCCCGTACCCTAAGCAT 280

Ad10A8811 Aradu.A10 8811 p2 (AT)6 12 48034214 48034225 CTTGGGCGAAGACATAAAGG GCTTCGGTTCCTTCTTTCCT 153

Ad10A8814 Aradu.A10 8814 p3 (TCT)12 36 48063144 48063179 TCACACAACACAACCCCTTC TGCCATTGATGGTAGTGGAA 196

Ad10A8816 Aradu.A10 8816 p3 (TAC)5 15 48067149 48067163 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 272

Ad10A8817 Aradu.A10 8817 p3 (AGA)5 15 48083731 48083745 GGATGAGCGCAAAAATAGGA TCGTGACCAAATTCAACTCAA 245

Ad10A8818 Aradu.A10 8818 p3 (GAA)5 15 48084564 48084578 CAGTGGAGGATGAGCACAGA CCTCCTTCTTTCCCTTTTTCC 117

Ad10A8820 Aradu.A10 8820 p3 (TCT)5 15 48131320 48131334 TCAAATTCACTTTCCCACCC TTAGGTGCCATTGATGGTGA 274

Ad10A8822 Aradu.A10 8822 p3 (TTC)6 18 48140455 48140472 AAACCCACATTCCCACACAT CCCAAGATTCAGAGGTGGAA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8824 Aradu.A10 8824 p3 (TAG)5 15 48161010 48161024 TGTTGAGTTCCAATTTTTCTGC TTGAATGGACTGCTTTTTCTTG 256

Ad10A8827 Aradu.A10 8827 p3 (TTC)6 18 48166856 48166873 AAATCTTTCCCACCCAAACC CTCGGAAGTGGAAGCTTTTG 235

Ad10A8835 Aradu.A10 8835 p2 (TC)22 44 48257997 48258040 GAATTGCCTGCTGGAATGTT TGCCAGTCTCCTCTTCAACC 164

Ad10A8836 Aradu.A10 8836 p3 (AAG)5 15 48268389 48268403 CAACTGGGGCAAGCAATAAT TCTTGACTTTCCCATGGAGG 242

Ad10A8838 Aradu.A10 8838 p3 (TGA)5 15 48279731 48279745 CCACGAAGATTCCGGTTAAA GTACCTTCCACGGCATGAGT 267

Ad10A8841 Aradu.A10 8841 p2 (AC)6 12 48309930 48309941 TTTTCCTCAACCAATGTCCC CAACCCTTGCAACCAACTTT 178

Ad10A8844 Aradu.A10 8844 p2 (AG)9 18 48357946 48357963 GGGCAACATCAATCGAACAT TTTCTGACCCAGTTTTTGGC 278

Ad10A8847 Aradu.A10 8847 p2 (TA)6 12 48366485 48366496 TTTTCTTCGTTTTACCTTGTTTCC GCAGAGAAGTCCCTGTGAGG 233

Ad10A8849 Aradu.A10 8849 c (A)10c(T)10 21 48369996 48370016 TGCCTGGATGCTATCTTGTG CGAAAGGTAGCCCAAATTCA 174

Ad10A8852 Aradu.A10 8852 c (AT)8(GT)31 78 48391066 48391143 AGCAATTTTTGCAAGAGGGA GCGCCACTCTGATATCTCG 274

Ad10A8857 Aradu.A10 8857 p4 (TAGT)6 24 48498241 48498264 CCCTTTATCCAACACTCCCA AAGCATGAAAAACTCAAAACCAA 269

Ad10A8858 Aradu.A10 8858 p2 (AG)6 12 48508936 48508947 CAAGGAGAGGAGGGAGGTCT CCGACGATAATGAGCCCTAA 170

Ad10A8860 Aradu.A10 8860 p3 (TTC)7 21 48515764 48515784 AATCCTTTTCCCACCCAAAC CTTGAATATTGCTCGCCCTC 210

Ad10A8861 Aradu.A10 8861 p3 (CTT)5 15 48534231 48534245 TTCAAAATTTCGTTCCCACC CGGCCTTAGGTGACATCAAT 278

Ad10A8863 Aradu.A10 8863 p3 (AGA)7 21 48548461 48548481 CTCGGAAGTGGAAGCTTTTG TACACCTCTCCCCCTCTCCT 202

Ad10A8864 Aradu.A10 8864 p2 (GA)9 18 48551771 48551788 GGAGAATCCAAACACAAGGG CCACCTAACTACTTTCCCCTCTC 263

Ad10A8866 Aradu.A10 8866 p4 (AAAC)5 20 48567664 48567683 TGCCAACAACACTCATAACAA TGGGCGTAATATGCAAGACA 163

Ad10A8867 Aradu.A10 8867 c (TC)10(TA)8 36 48568824 48568859 TGCTTTTGTTTTTGCTTCCA AAGTGGAAGACTAGCCACGA 277

Ad10A8869 Aradu.A10 8869 p3 (ATA)14 42 48570925 48570966 TTGCGTTTTTGTCAGTATTTGAA TGCAGTTAAATTATCCACCCC 234

Ad10A8870 Aradu.A10 8870 c (T)10gggattaggtaagattttagtttttacgattttagaccaaa(T)1162 48571439 48571500 TGGTTGAGTTGGTGATGATGA CGTTGAATTTTAGAGACGATTTTG 236

Ad10A8872 Aradu.A10 8872 c (A)10gagtataatttcttttctgatggaactttttcattaaaaaccttgtcaagaaaaattcaatg(A)1082 48573794 48573875 AGCCACTCATGTTAAATGGACA TAATGGTGTCAAGAGGGGGA 250

Ad10A8876 Aradu.A10 8876 p2 (CT)6 12 48628086 48628097 AAGACAAATCTTTTTCAAAACTTCC TGGAGAAAGGGAGATGATGTG 251

Ad10A8879 Aradu.A10 8879 p2 (AG)6 12 48646883 48646894 CAAGTGGGCAGCATAAATCA AATAACCATGGATGGCAGGA 271

Ad10A8880 Aradu.A10 8880 p3 (TTC)6 18 48655711 48655728 CCACACTCCACCTTCTCCTC CTAGAGGATTCTCCGGCCTT 160

Ad10A8881 Aradu.A10 8881 p2 (AT)8 16 48669497 48669512 TTGCACTCTCATCTCATGCAC CCCCTTTTTCAAACAAACCA 244

Ad10A8882 Aradu.A10 8882 p2 (GT)7 14 48670192 48670205 AAACATGGGACATTGGTTGG TATTGAGCTTTGCTTTGGGG 267

Ad10A8883 Aradu.A10 8883 p2 (AC)6 12 48682010 48682021 CATTAATGGTTGGGGTGAGG GCTTGATTTTTGCTTGAATGC 263

Ad10A8884 Aradu.A10 8884 p4 (TAAC)6 24 48682794 48682817 GCATCAAGAAACAGCAAATCA TGCGTACACGTAACCTCTGC 251

Ad10A8885 Aradu.A10 8885 p2 (AC)7 14 48699690 48699703 TGTGGGTCATAAATTGCACG TTGCTTGATCAAATTGCTTGA 194

Ad10A8892 Aradu.A10 8892 p3 (TTC)6 18 48800038 48800055 AAACCCTAAACACAACCCCC AGTGATGGGCTTTGGAGATG 279

Ad10A8893 Aradu.A10 8893 p3 (GTT)5 15 48816861 48816875 TGCTCTCCCAGTACCTTGCT GGTCCGTTTTCAAGTGAGGA 261

Ad10A8895 Aradu.A10 8895 p4 (AATT)5 20 48848272 48848291 TCAAATCCACTTAACTACTTTTCCC GGGGGTAGAAGAATCCAAACA 250

Ad10A8896 Aradu.A10 8896 p3 (AAT)5 15 48848602 48848616 GAAGGAACAGGGAAAAAGGC TCACCAAGCATTCTCCTTGC 181

Ad10A8900 Aradu.A10 8900 p3 (AAT)6 18 48867218 48867235 CAGGGAAAAAGGCACTCTTG AAATTTGGACGTTGGCTTTG 202
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Ad10A8901 Aradu.A10 8901 p3 (TCT)5 15 48870735 48870749 CCTCTTCCCAATTACCCCAT TAAATTATTGCTCGCCCTCG 246

Ad10A8903 Aradu.A10 8903 p2 (AG)6 12 48883208 48883219 TTCTCCCTTAGGAGCCATGA ACCATTCGAATTTGCTCCTC 179

Ad10A8904 Aradu.A10 8904 c (A)10tattcgaagatagtacatgc(A)1141 48899915 48899955 TTGTTCATGAATGTTGGTTCTTG CAGATTGTGGCTCAGCTTTG 260

Ad10A8906 Aradu.A10 8906 p3 (TCT)5 15 48928123 48928137 TCACACAGCACAACCCTCTC CTCGGAGTTGGAAGCTTTTG 233

Ad10A8908 Aradu.A10 8908 p3 (AGA)6 18 48980198 48980215 ACTCGGAGGTGGAAGCTTTT TTCACTTTGGCCGAACCTAC 254

Ad10A8909 Aradu.A10 8909 p3 (ATT)5 15 48982967 48982981 AAATTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 237

Ad10A8911 Aradu.A10 8911 p3 (TCT)5 15 48995472 48995486 TCCTATAGCCGAACCCCTCT GAAACTCTGGTCTTGGGTGC 167

Ad10A8913 Aradu.A10 8913 p2 (AG)6 12 49026966 49026977 TTTGGGGAAGAGGTGTTGAG TTAACACCAGAAAGGGGCAC 260

Ad10A8921 Aradu.A10 8921 p3 (TTC)6 18 49094947 49094964 CCTCCACCCCTCCCTATAAA TTTTGCCTTCCCTTTTCCTT 264

Ad10A8922 Aradu.A10 8922 p2 (CT)7 14 49107558 49107571 TCGAAAATTCCACACCCTTT GGAGAAGAGAAAAATTCGAACA 267

Ad10A8923 Aradu.A10 8923 c (T)11caaaaaaattgaaattaaaatctaaaattttatgtaaaaaaaaatttcgaaaaagaagatcaatattagttagaaaaaataaaa(T)11106 49123523 49123628 AGCATATGACCCCAGAGTCC TTTTGTGTGTTTTTCTCTTTCATCA 280

Ad10A8927 Aradu.A10 8927 p2 (TA)10 20 49152282 49152301 ACATGCAAGACCCATGCAAT CATCAGTGAGGGTTCAATGC 224

Ad10A8928 Aradu.A10 8928 p2 (AT)6 12 49152686 49152697 AATGGGGCTAAGGTAAGGGT GCATGGAATGTGAAGGTGAA 156

Ad10A8932 Aradu.A10 8932 c (A)11tcgaaaaaaagagagaaggaaaaggaaaacg(A)1052 49188992 49189043 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 246

Ad10A8934 Aradu.A10 8934 p2 (GA)6 12 49216340 49216351 GCCATGATCTTGATGAGCCT TCAAATCTCCTTCAAAATTCTCG 197

Ad10A8936 Aradu.A10 8936 p2 (TA)6 12 49240536 49240547 TTTGACTAACCGGCCTAAACTC AGAACTTCAAAACGCGAAGC 199

Ad10A8938 Aradu.A10 8938 p2 (AT)9 18 49294277 49294294 TCAATTTCTCATATGCAACGG GCATTTTGCACTTTTGCTTG 160

Ad10A8939 Aradu.A10 8939 p3 (ATT)5 15 49337866 49337880 TTGGACGTTGGTTTTGTGAA TGAAGCTGATCCAGAACCTG 214

Ad10A8940 Aradu.A10 8940 p2 (AT)10 20 49358590 49358609 TTGCATGCATTATTGGTTTGA GCCCACAGTGCCTCTTTACT 219

Ad10A8941 Aradu.A10 8941 p2 (TC)6 12 49359589 49359600 CGAACCCTCTCTCTCTCCCT TCCTCTCTGGAGTGTTGTGC 258

Ad10A8949 Aradu.A10 8949 p2 (TA)6 12 49416548 49416559 TGCAACACTCCGATCGATAA TTTGTGTCCCTTTGGGTTTC 190

Ad10A8950 Aradu.A10 8950 p4 (AATA)5 20 49431541 49431560 TTCTTGTCCTTGCTCCTGCT TTTCGAATTCTCTCCCTTTCA 235

Ad10A8951 Aradu.A10 8951 p3 (AAT)5 15 49433492 49433506 CCCACGGAGATTGTTGGTAT CATTGACAACAGTGATGCCC 273

Ad10A8952 Aradu.A10 8952 p2 (AT)8 16 49444594 49444609 ATATATTGGTGCGCCTCAGC TGGCAGAAGATTTTCAAAAGG 222

Ad10A8953 Aradu.A10 8953 p2 (CT)6 12 49447732 49447743 TGGCTCTCTTTTCTCTCTCCC AAACAACATAAAAATGGCACACC 234

Ad10A8954 Aradu.A10 8954 p2 (AT)9 18 49448552 49448569 CTTGGACATTACGACGACCC TATGGACCCAGATGTCACGA 280

Ad10A8958 Aradu.A10 8958 p3 (TCT)6 18 49477819 49477836 CACAACACAAACCCCCTCTT CTCGAAGGTGGAAGCTTTTG 234

Ad10A8962 Aradu.A10 8962 p3 (AAT)6 18 49516593 49516610 GGCACTCTTGTTGAAGCTGA TGAAGTCACCAAGCATTCTCC 172

Ad10A8968 Aradu.A10 8968 p3 (TTC)7 21 49587674 49587694 AATTCGTGCATTTCCATTCC CACCCTCGAGCAAGAAAAGA 182

Ad10A8971 Aradu.A10 8971 p3 (AAT)6 18 49598777 49598794 TGGATCCAGAACCTGAAAGG TGAAGTCACCAAGCATTCTCC 156

Ad10A8972 Aradu.A10 8972 p3 (TTC)6 18 49601488 49601505 CAACTTCTCTTTCCCACCCA TAAAATATTGCTCGCCCTCG 125

Ad10A8978 Aradu.A10 8978 p3 (GAA)6 18 49669354 49669371 AGCTCCTCCCCCTAATGAAA CGGAATGCTCATCTTTGGTT 176

Ad10A8980 Aradu.A10 8980 p2 (GA)15 30 49691214 49691243 GCTTTTGTCTTCCCTTTCCC ACCTTCTCTTCTCCCCTTGG 225

Ad10A8983 Aradu.A10 8983 c (A)10gcttatgcttttaccacaccaaacttaaaattttgctcgccctcgagcaagaaagaaaagaagagt(AGA)591 49711495 49711585 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCCCTCTTCCCTA 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A8985 Aradu.A10 8985 c (A)14ccaaaacgacgtcgttttggaaaaagaat(A)1053 49735858 49735910 GGAATAGCCAAGAAGGGGAG TTGATGAAAACCGGAAAACC 247

Ad10A8986 Aradu.A10 8986 p2 (AT)9 18 49757677 49757694 ATGATGGAGCAAGGGAGATG TTGTGTCTTCTGTGTGTTTTTCTC 279

Ad10A8987 Aradu.A10 8987 p3 (TCT)6 18 49759905 49759922 ATATCCGCTCATCACCCCTT TGCCATTGATGGTAGTGGAA 143

Ad10A8988 Aradu.A10 8988 c (T)10cgttttctttctctttttttcggtttttttttc(T)1154 49798246 49798299 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 237

Ad10A8990 Aradu.A10 8990 c (AC)21(AT)7g(TA)669 49880347 49880415 CAGTGAAACTGGCCAAGATG TGGAATTGGGTGCATACTCA 192

Ad10A8991 Aradu.A10 8991 p2 (AT)6 12 49881206 49881217 TCCAATCACAACCAATGAGC ACATCGGCGGGATTTTCTAT 273

Ad10A8993 Aradu.A10 8993 c (T)10c(T)10 21 49887286 49887306 TTGGAGGTGGAAGCTTTTTG GCAGGAGCAAGGACAAGAAC 269

Ad10A8994 Aradu.A10 8994 p4 (TATT)6 24 49888428 49888451 CATTAATTGTTGATGACATTTTTGAA TGCATGCATCATGTGTTTTG 260

Ad10A8997 Aradu.A10 8997 p2 (CT)7 14 49903693 49903706 CACGTTTCTCACCCCTCATT CGGAAAAGCACACCAAACTT 124

Ad10A8998 Aradu.A10 8998 p3 (AAG)6 18 49916799 49916816 TGCCCACATTGAACAAGAAA ATCAGGCATTTCCATTCTGC 230

Ad10A8999 Aradu.A10 8999 p3 (CTT)5 15 49932710 49932724 TCGGTGGCACACTCTGTAAG TAGTGGCGGATCTTCGTTGT 262

Ad10A9000 Aradu.A10 9000 p3 (AGA)10 30 49937808 49937837 TGCCATTGATGGTAGTGGAA ACCCTACATGGCCGAATACA 253

Ad10A9002 Aradu.A10 9002 p3 (TCT)6 18 49974290 49974307 CACAACACAAACCCCCTCTT CTAGAGGATTCTCCGGCCTT 198

Ad10A9003 Aradu.A10 9003 c (A)11gagaaagtggcg(A)1033 49975968 49976000 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTTTTTACCC 146

Ad10A9006 Aradu.A10 9006 c (CA)19tat(AC)14(AT)783 50018114 50018196 CCCAACACTTTTGCATTTCA GCTCAAAAATTCATGTTCCACA 260

Ad10A9007 Aradu.A10 9007 p2 (AT)10 20 50021347 50021366 TGTTAGGTGGGAGACAACCC TCTTTTCTTCCCAACGCACT 250

Ad10A9008 Aradu.A10 9008 p2 (AT)8 16 50040454 50040469 CGCTAACGTGCGTGATAAAA TTTTTGAACGAAAAAGAAATGAA 266

Ad10A9012 Aradu.A10 9012 c (A)11gaagaaaaagaaaaaaaattcgaaaagagaaaaag(A)1056 50123125 50123180 TGTGGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 224

Ad10A9013 Aradu.A10 9013 p2 (AG)7 14 50124409 50124422 CTTGCTGGTTAGTTGTGCGA TCTAAACCCCTTTTTGGCCT 267

Ad10A9018 Aradu.A10 9018 p3 (TTC)6 18 50177456 50177473 TCTTCTCCCACTTAGCCGAA TAAAATATTGCTCGCCCTCG 103

Ad10A9020 Aradu.A10 9020 c (TA)8ttaccccaaatgcaaaataaaaataatcaatgcacatgggacaaaattc(A)1378 50201024 50201101 TCCCAAGTTGAATCCTTGGT CCCAAATTTTTCCCACTTTTG 250

Ad10A9024 Aradu.A10 9024 p3 (TCC)5 15 50259645 50259659 ATCAAAAGAATGCCCCTTCC TGTGCTCGCGAATAGTTTTG 204

Ad10A9026 Aradu.A10 9026 p3 (TCC)5 15 50267656 50267670 CCCATACAAAAAGCCGCTAA GTTGTAGCTGCGGATGATGA 264

Ad10A9029 Aradu.A10 9029 p2 (CG)6 12 50287315 50287326 AGAGAAAAGCAGGGTGCAAA GCGCGCACATTGTACTTCT 241

Ad10A9031 Aradu.A10 9031 p2 (CT)7 14 50291505 50291518 AATTTTGCATGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 145

Ad10A9035 Aradu.A10 9035 p5 (AATAA)5 25 50316045 50316069 CCATGATGGAGAAAGGGAGA TCTCTTTTTCCTCAAATTTTTCG 161

Ad10A9038 Aradu.A10 9038 p3 (ATT)6 18 50329794 50329811 ATTATTGGCCTCAATGGCAG CAAGAGAAGGAGATGGCAGC 129

Ad10A9039 Aradu.A10 9039 p2 (AC)7 14 50335545 50335558 TTCATCAACCAAAGTTCCCA CCGCGTCACTAACCTTTGTT 184

Ad10A9040 Aradu.A10 9040 p2 (CT)10 20 50335923 50335942 CCCAAATCCAAGTCCAGAAA CAAAGAACATTGAACCTGGGA 203

Ad10A9041 Aradu.A10 9041 p2 (TA)8 16 50340047 50340062 GAAAACGACGGGTCTCAAAA TCCAGATTAGGGGCTTCCTT 239

Ad10A9042 Aradu.A10 9042 p2 (TA)6 12 50348368 50348379 TACTTTGGGGCATTTTGTCC GGGGAAACCTAGGACTTTGG 254

Ad10A9043 Aradu.A10 9043 p2 (TA)10 20 50349065 50349084 TTGGGATGTCAATGCCCTAT AGCTGAAGGTAGCAACTCGG 270

Ad10A9046 Aradu.A10 9046 p2 (CT)7 14 50432210 50432223 GGCGTTAAATGCCAGGATTA AGGATTTTTCGGGGAAGAGA 246

Ad10A9048 Aradu.A10 9048 p3 (AAT)6 18 50436269 50436286 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9049 Aradu.A10 9049 p3 (TCT)6 18 50439029 50439046 GCTTCTACCCACTCTTCCCC TAAAATATTGCTCGCCCTCG 148

Ad10A9051 Aradu.A10 9051 p2 (AG)6 12 50455465 50455476 TGAGGTAGGTGGGGTTTTTG TTAACGCCAGAAAGGGACAC 260

Ad10A9056 Aradu.A10 9056 p4 (ATAC)12 48 50486903 50486950 ACTAGCTTCCTAGAAGAGGTCAAA TAACGTGGGGAAAAGAGTGC 238

Ad10A9060 Aradu.A10 9060 p2 (TC)6 12 50528057 50528068 TCTTCTTTCTCCCTTTCCCC TGGGAATGATGACTCAAAAGG 225

Ad10A9061 Aradu.A10 9061 p3 (TTA)5 15 50536168 50536182 GACATTGACAACGGTGATGC CCCACGGAGATTGTTGGTAT 274

Ad10A9065 Aradu.A10 9065 p2 (AT)6 12 50580020 50580031 AGGCTCAAAACTCCCAAGGT GCGATTTTGGGTGACAAGTT 197

Ad10A9066 Aradu.A10 9066 p2 (TA)6 12 50585174 50585185 TCTGGTGTTTTGTAATTCCGC CCTAAGCCTTACCTCTAGCCG 163

Ad10A9067 Aradu.A10 9067 p5 (TTTAT)6 30 50591253 50591282 CCTAACCACTTTCTCTTTCCTCA CTGGACTGTTCATTTCCGCT 212

Ad10A9069 Aradu.A10 9069 p2 (AG)7 14 50610139 50610152 CAAGGGGAAGGGCTACTACC ACAGCGCGACAGATCTTTTT 280

Ad10A9070 Aradu.A10 9070 p2 (TA)8 16 50612859 50612874 GGAGTTCCTTCTGTGCATCTG CCAAATTCAATCGTAATCCTCTC 202

Ad10A9079 Aradu.A10 9079 p3 (AAC)16 48 50635838 50635885 TTCGTGAACTTATTTTTCCTCTAAAA TGACACCTCACTTCAATTAGTTAGAGA 280

Ad10A9080 Aradu.A10 9080 p3 (TAA)7 21 50636972 50636992 AGGGAGAATGAGGATTTGGG TCATGTAATAATATTTCCTTTCATTTG 275

Ad10A9081 Aradu.A10 9081 c (AT)7taagaaccaatttaatattaataacgataattatcgttattattc(AAT)677 50637167 50637243 CAAATGAAAGGAAATATTATTACATGA CGATTGTATTATCCTTCAAGCCA 213

Ad10A9082 Aradu.A10 9082 p3 (TAA)13 39 50638025 50638063 AGTGAGGTGTGAATTTCTCGTG CACCTCATTTCAATTAGTTAGGGAA 262

Ad10A9085 Aradu.A10 9085 p3 (TTA)20 60 50654514 50654573 TGTCTCCCATTTTATACCAAACA CAGCCATCCAGAAGCAACTT 270

Ad10A9087 Aradu.A10 9087 p2 (TA)7 14 50657461 50657474 CGACGACGGTATCGACTTTT TTGGAACCATCATTACCGAA 271

Ad10A9091 Aradu.A10 9091 p2 (GA)8 16 50677608 50677623 TCCCTGATTTCTAAACCACACA TTGGAAAATGGTTTGAATCTGA 184

Ad10A9095 Aradu.A10 9095 p3 (ATT)16 48 50688255 50688302 AACCACCTTCTCCCTCTTCA ACCCCAGAGTCCTTCTGGAT 262

Ad10A9098 Aradu.A10 9098 c (TG)7gtgtgtattttaagtggttgtgattgatt(TGTA)1187 50720163 50720249 GGGTTAGGAATCGTGATGGTT CCTTTGTAAAACTCGAAACCG 244

Ad10A9100 Aradu.A10 9100 p5 (AAAAT)5 25 50723682 50723706 TGCTGGTCAGCTATGTGGAG TCGAACACAGGAAATCATCAA 230

Ad10A9101 Aradu.A10 9101 p2 (AT)7 14 50727631 50727644 TCATTGGGGTGATTTTGTCC AAGGGAATTTGGGTACCTATTCA 189

Ad10A9102 Aradu.A10 9102 p2 (AG)9 18 50731745 50731762 CAATTGGGCAACATCAATCA CCAGTTTTCGGCCTAGAGAA 275

Ad10A9105 Aradu.A10 9105 p2 (AG)8 16 50737136 50737151 GGGCAACATCAATCGAACAT ATTTCTGACCCAGTTTTCGG 277

Ad10A9106 Aradu.A10 9106 p2 (TA)6 12 50745428 50745439 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAGAGTGGG 214

Ad10A9107 Aradu.A10 9107 p2 (AG)6 12 50752594 50752605 GCATAAGCCAAAGAGGCAAC CATTCAAGGTGTTGAGGCATT 231

Ad10A9113 Aradu.A10 9113 p3 (GAA)6 18 50814898 50814915 AGCTCCTCCCCCTAATGAAA CGGAATGCTCATCTTTGGTT 176

Ad10A9115 Aradu.A10 9115 c (A)10gagagaagaagaaaaagcaagcagaaaaagc(A)1152 50846256 50846307 TGGATCTTGAAAGAATGATGGA TTGCCTTTTGGTTTACAGGG 193

Ad10A9118 Aradu.A10 9118 p2 (CT)6 12 50869824 50869835 CAAACCCTAACCCCCTCTCT AGGATGAATCGCCGTATGAC 246

Ad10A9120 Aradu.A10 9120 p2 (TC)14 28 50884637 50884664 TCTTGTTTGACCGCTTCCTT CAGGACAGCCTGAAACTCAA 133

Ad10A9124 Aradu.A10 9124 p3 (TCT)6 18 50909842 50909859 CCGAATTCCTTCTCTTTCCC TAAAATATTGCTCGCCCTCG 129

Ad10A9125 Aradu.A10 9125 c (A)10gtggcgaaaaaaaatataaaaagaaagaaaaagcaagc(A)1260 50910610 50910669 TGTTGGTGCTTGAAAGAATGA ATCCATTGATGCTCAAAGCC 217

Ad10A9128 Aradu.A10 9128 p3 (TCT)6 18 50924001 50924018 AAACCCACACCTCTCTCCCT CCCATGGGATTTTCAGTTGT 275

Ad10A9131 Aradu.A10 9131 p4 (TATT)5 20 51005943 51005962 ATTCTACGTGAACCCCCTCC TTCCCAGTGAGGTAACCTGTG 264

Ad10A9136 Aradu.A10 9136 p2 (CT)6 12 51095426 51095437 GGACCAGAAAGTGCTGGAAG AAGAACCTGGGATTGAGAGTCA 228
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Ad10A9138 Aradu.A10 9138 p2 (AT)7 14 51099687 51099700 GTGGGTTTGGAAACATTTGG CATATGCATTGCTTTCACCG 198

Ad10A9139 Aradu.A10 9139 p2 (AT)10 20 51141767 51141786 GTGTGGGAAAAGTGGGTTTG CATATGCATTGCTTTCACCG 220

Ad10A9140 Aradu.A10 9140 p2 (CT)6 12 51143033 51143044 GGACCAGAAAGTGCTGGAAG AAGAACCTGGGATTGAGAGTCA 228

Ad10A9143 Aradu.A10 9143 p4 (ATTT)9 36 51187946 51187981 TTGTCCCCAAGCAAGAAAAG TGTTATCAACTCATGGGGCA 277

Ad10A9145 Aradu.A10 9145 p2 (AG)6 12 51201275 51201286 TTTGGGGAAGAGGTGTTGAG GATTTTGCTTGCCATTTGGT 141

Ad10A9147 Aradu.A10 9147 p3 (AAT)5 15 51240741 51240755 TGAGTTGAAACAATTTTAAGAAAGAAA TTTTTAAGCCATATTTTCGAATTTT 164

Ad10A9150 Aradu.A10 9150 p3 (AGA)6 18 51266229 51266246 TGCCATTGATGGTAGTGGAA CCCCTCTTCTTTACCTTGGC 162

Ad10A9151 Aradu.A10 9151 p3 (AGA)5 15 51274207 51274221 TTAGGTGCCATTGATGGTGA TACCCTCTCCCCTCTCCCTA 227

Ad10A9154 Aradu.A10 9154 p3 (TTC)6 18 51311308 51311325 TTGGCCGAATACAACTCTCC TAGAAGTGGTCCTGATGGGC 257

Ad10A9166 Aradu.A10 9166 p3 (TTA)6 18 51502615 51502632 CCATAGATGTCCCAACGAGG TCATCATGGCTAACCAACCA 253

Ad10A9169 Aradu.A10 9169 p3 (AAG)5 15 51528666 51528680 CCTCCTCATCTTCTGCTGCT CTCCTCGTTCTTCTTGGCTG 215

Ad10A9171 Aradu.A10 9171 c (TTC)5catttttgaagtgtttcatcttcatcgtcgtgtttctcctcgttcttcttgattgcacgtttttcatcttcttcctcttcatcttctatac(CTT)5gctgcacgtttttcttcctcttcc(TCT)5160 51533312 51533471 TCGTTCTTCTTGATTGCATGTT GAAGAAGGAGAAAGAGAAGGCA 261

Ad10A9173 Aradu.A10 9173 c (T)10atgcagttgtaattgtcgtttttgctgtcgttgcagttgta(T)1162 51534915 51534976 TCACTCAAAATTCTGCTTTTCTG GCAGCAATAACGGTGCCTAT 242

Ad10A9175 Aradu.A10 9175 p3 (CAT)5 15 51537498 51537512 CACAGGCTTTGGCCTATGAT TTCCAAACACCTCAACTTTGC 214

Ad10A9178 Aradu.A10 9178 p3 (TTA)17 51 51541478 51541528 TTTCCACTTGAGCGACATTG GACCGGTCAACTTTCGTACC 277

Ad10A9183 Aradu.A10 9183 p3 (TGA)7 21 51571680 51571700 AACAGCAGAAAAAGGGACACA CAGTGGAGGCTGAAGTACCC 120

Ad10A9187 Aradu.A10 9187 p2 (CT)7 14 51611281 51611294 AATTCGTGTTTGGCTTCCTC TGCTTGTCCTCAAGCAAAAA 100

Ad10A9188 Aradu.A10 9188 p3 (AAT)6 18 51635985 51636002 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 200

Ad10A9191 Aradu.A10 9191 p2 (AG)11 22 51671393 51671414 TGGTTTTGGTTGAATGCTGA GGTGTTGAGGCAAAACCTTG 222

Ad10A9195 Aradu.A10 9195 p3 (AAT)6 18 51756646 51756663 GGAAAAGGGCACTCTTGTTG TCAGCTTGCTCAGCTTTTGA 232

Ad10A9196 Aradu.A10 9196 p3 (TCT)5 15 51776149 51776163 TCCCACATAGCCGAACCTAC CGGCCTTAGGTGTCATTGAT 164

Ad10A9205 Aradu.A10 9205 p3 (AGA)6 18 51848940 51848957 CGACCTTAGGTGCCATTGAT CACCTTGACCGAAACACCTT 161

Ad10A9209 Aradu.A10 9209 p3 (TAG)5 15 51906719 51906733 AGCTGAAGCGCCAGAAATTA TTCATGCCTGATGATTATGAGAA 239

Ad10A9210 Aradu.A10 9210 p2 (AG)7 14 51912765 51912778 AGGCTATTTCTGGCCCAGTT GGAACACTGAACCTGAGAAGAAG 202

Ad10A9215 Aradu.A10 9215 p3 (CAA)5 15 51950325 51950339 ACCACCACCATACCACCATT ATTATTGCGAGGTTGCCTTG 252

Ad10A9216 Aradu.A10 9216 p2 (AT)6 12 51954289 51954300 TTTGGTGTCCTTTGAGTTTTTG TCAACCTAATGAGTTCGAAAATGA 219

Ad10A9218 Aradu.A10 9218 p4 (AATA)6 24 51989865 51989888 CGCCCTGTTTCTTCTCCTTT AAAAACAAAATCAAAATGCAATGA 249

Ad10A9219 Aradu.A10 9219 p2 (AG)8 16 52024689 52024704 ATGGTGCATGCATTTGTGAA TTGGCCCAGGAGTAAGAATG 186

Ad10A9220 Aradu.A10 9220 p3 (TTC)5 15 52025315 52025329 TCGCTCAACTATCACCAACG GTAGTGCCATCGGAAGTGGT 206

Ad10A9221 Aradu.A10 9221 p2 (CT)6 12 52043922 52043933 GATTTTGCTTGCCATTTGGT GGTGAGGTAGGTGGGGTTTT 217

Ad10A9225 Aradu.A10 9225 p3 (TTC)6 18 52087521 52087538 CCCATAAACCCCACCTACCT TGCCATTGATGGTAGTGGAA 208

Ad10A9227 Aradu.A10 9227 c (T)10agctttctctggccttaggtgccatcaatggttatg(A)1056 52111339 52111394 ACTCGGAGGTGGAAGCTTTT GAGGGCGAGCAACATTCTAA 140

Ad10A9229 Aradu.A10 9229 p2 (TA)10 20 52143791 52143810 TTTGACGACATTCGACCTGA CAACATTCAATCATCCAACCTTT 260

Ad10A9230 Aradu.A10 9230 p3 (AAT)13 39 52169266 52169304 ATTGTTGGTCAGCGACATGA TATGGACGGGTAATCGGGTA 277
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Ad10A9233 Aradu.A10 9233 p4 (TTAT)5 20 52254463 52254482 TCATGCCTTTGTACCCAAAA GGGAAAATGTGGAAACTTGG 279

Ad10A9234 Aradu.A10 9234 p4 (TTAT)5 20 52264036 52264055 TCATGCCTTTGTACCCAAAA GGGAAAATGTGGAAACTTGG 279

Ad10A9237 Aradu.A10 9237 p2 (CT)6 12 52316794 52316805 TTTCTCCCTTCCCCCTTCTA ATTGGCAAGAATCCACAAGC 256

Ad10A9238 Aradu.A10 9238 p3 (AGA)5 15 52336933 52336947 ACCACTGAGCTATGACGGCT CAACTTCTCTTTCCCACCCA 270

Ad10A9240 Aradu.A10 9240 p3 (TTC)5 15 52381338 52381352 CTATACCTTGGCCGAATCCA TACCTTTTCCGGCCTTAGGT 226

Ad10A9241 Aradu.A10 9241 p3 (AGA)6 18 52417169 52417186 GGATCTCTTGATTTGCAGCC CATCTCCCCTCACTCACCTC 253

Ad10A9242 Aradu.A10 9242 p3 (ATT)6 18 52420118 52420135 AATGGCAGAAATGGAGATGC GCAGGAACAAGGATAAAGGC 239

Ad10A9247 Aradu.A10 9247 c (A)11ttttatattttctaactactttttcgaaatttttttttaaatttttagt(A)1171 52541992 52542062 TTTTGCATATTTTTCTCTTTCATCA TGGAATACAAGAGTGATGATATGTATG 274

Ad10A9254 Aradu.A10 9254 p3 (AGA)6 18 52640569 52640586 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 169

Ad10A9258 Aradu.A10 9258 c (AT)6tatatatata(T)1032 52672615 52672646 GGGTTAGCATATGACCCCAG TTGCATGTTTTTCTCTTTCATCA 270

Ad10A9260 Aradu.A10 9260 p2 (CT)9 18 52677351 52677368 TTTTCCACCTCCAATTTTCG CAGAGGGAGAGAGAGGATTCG 174

Ad10A9264 Aradu.A10 9264 p3 (GAA)5 15 52757086 52757100 CACACATGTAGCATGGATTGG GCAAAAGGGAACAAAACAGC 276

Ad10A9265 Aradu.A10 9265 p2 (AG)6 12 52758947 52758958 CGCGCATCAACACTAGACAT CATGACTCAAAGGCACATGG 269

Ad10A9271 Aradu.A10 9271 c (T)10ctaactcacctcactcatgcattttcttttcaaacatggcatatgcatcctttatttagctctttatttcatactttgttatgcacaag(T)10109 52852661 52852769 GCATACCCTATTTACCCATTTTCT GGGAGGAAACTTGGGAACAC 257

Ad10A9272 Aradu.A10 9272 p5 (AAGAT)5 25 52856640 52856664 CCAATGCCTGTCCTCTTCTC CCTGGGTGCTCCAGTGTATT 234

Ad10A9278 Aradu.A10 9278 p2 (CT)6 12 52929245 52929256 TAAATACACGTTCAGCCCCC CGGAAAAGCACACCAAACTT 121

Ad10A9279 Aradu.A10 9279 p5 (TTATC)5 25 52932770 52932794 CTGGTTAGTTGTGCGGGATT CAGTAAAGGGCCCAAACAGA 176

Ad10A9282 Aradu.A10 9282 p5 (TTATC)5 25 53010579 53010603 CCTGGGTGCTCCAGTGTATT TGTTCGACAGACAAAGCGAC 274

Ad10A9284 Aradu.A10 9284 p5 (TTATC)6 30 53051265 53051294 CCTGGGTGCTCCAGTGTATT AGCACACCCCAAATCGTAAG 172

Ad10A9286 Aradu.A10 9286 p3 (AAT)6 18 53063924 53063941 GGAAAAGGGCACTCTTGTTG TTGGATGTTGGCTTTGTGAA 195

Ad10A9287 Aradu.A10 9287 p3 (CAT)5 15 53097740 53097754 TCAGGTAACCCTCGGAACAG TCACAATTTCGTGCACCACT 158

Ad10A9288 Aradu.A10 9288 c (CT)7g(T)10 25 53109667 53109691 CCAATTAGACGTGTCCAGGG TGGCTCTTGAAAGAATGATGG 239

Ad10A9290 Aradu.A10 9290 p2 (CT)6 12 53168417 53168428 TTTCGAAATCTCTCCTCCCC CGGAAAAGCACACCAAACTT 147

Ad10A9292 Aradu.A10 9292 p3 (TCT)7 21 53194692 53194712 CACGGTCATCCCTTCTGTTT TTAGAATGTTGCTCGCCCTC 167

Ad10A9293 Aradu.A10 9293 p2 (AT)7 14 53201879 53201892 CTCAAAGTCGCATGAAGCAC TATTCGGCCTAAACTCCGTG 181

Ad10A9298 Aradu.A10 9298 p2 (TA)13 26 53217828 53217853 TCAAAGCAAGTTAATGTTGCATAA CATGAATGGAAGTACATGCTGC 237

Ad10A9302 Aradu.A10 9302 p4 (AAAT)5 20 53314098 53314117 CAACGCTTATGCATGGATTG CGCCAAAACAAAGCAAGAA 271

Ad10A9303 Aradu.A10 9303 p2 (AT)6 12 53322564 53322575 CTCCATTTTGCACCAAGTGA TGAGGATTGGCAAATTAATGG 150

Ad10A9306 Aradu.A10 9306 p3 (TCT)6 18 53346261 53346278 CTTGGCCGAACCTACACTTC AAAGGTGAGGGTTGTTCGTG 229

Ad10A9308 Aradu.A10 9308 p3 (AGA)6 18 53351816 53351833 TGCCATTGATGGTAGTGGAA AAATCTTTCCCACCCAAACC 262

Ad10A9311 Aradu.A10 9311 p3 (AAT)5 15 53381084 53381098 GAAGGTGAACATGCAAGCAA TCTTCCCCCGTCTTTTCTTT 231

Ad10A9316 Aradu.A10 9316 p3 (TCT)5 15 53473900 53473914 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 225

Ad10A9319 Aradu.A10 9319 p2 (TG)6 12 53487753 53487764 GCAATTTCTTGAGGGATGCT TGCATTCTAGGTTGCACACAG 253

Ad10A9320 Aradu.A10 9320 p2 (AT)8 16 53488833 53488848 TGTGGGAAAACTTGGGACAT TTCATTTTGGGGCATTTTGT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9322 Aradu.A10 9322 p2 (GA)6 12 53495943 53495954 TGGTGAAGGATATTTGGGGA AAACACCAGAACAGGGCAAC 265

Ad10A9324 Aradu.A10 9324 c (A)11gagattatgtgcg(A)1034 53536117 53536150 TGTGGTGGCAATACTTTTGG TGGCTTTTTCTGCTTGCTTT 234

Ad10A9330 Aradu.A10 9330 p2 (AT)6 12 53613153 53613164 AGATTCGGGAACATTGGTTG GGCTTTATTTTGGGGCATTT 235

Ad10A9334 Aradu.A10 9334 p2 (GA)6 12 53650927 53650938 GGGAGGGAAAGGAATTTGAA GGCGTTTTGCACACCTAAAT 251

Ad10A9337 Aradu.A10 9337 p2 (AT)13 26 53679690 53679715 CATCACGCTAAGCTTCCTCC TCTCATGCATGCTTCCATTC 156

Ad10A9338 Aradu.A10 9338 p3 (TCT)6 18 53690905 53690922 ACCCATCTAGCCGAATCCTT ACCACTGAGCTATGACGGCT 242

Ad10A9341 Aradu.A10 9341 p3 (AGA)6 18 53708072 53708089 CTAGAGGATTCTCCGGCCTT TCCATCTCCCATCACTCTCC 160

Ad10A9344 Aradu.A10 9344 p3 (CTT)5 15 53744722 53744736 TTGTGGGCCTAATCCAACTC TCACAATTTCGTCCACCAGA 241

Ad10A9347 Aradu.A10 9347 c (T)10ctttttc(T)10 27 53765567 53765593 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 170

Ad10A9349 Aradu.A10 9349 p3 (TCT)6 18 53775516 53775533 AACCGAACCCACTTCTCTCC CTCGGAAGTGGAAGCTTTTG 251

Ad10A9353 Aradu.A10 9353 p3 (AAT)5 15 53812590 53812604 TGGATTGAGCTAACTACCAAAAA TGAACACAAAATAGGTTTTCCCA 262

Ad10A9356 Aradu.A10 9356 p2 (CA)23 46 53840576 53840621 GAGCGAAGCATTTAATCACGA TGGACTGAGACTAGTTCCTCCTG 231

Ad10A9360 Aradu.A10 9360 p2 (CT)6 12 53886829 53886840 TCGCACCCCTCTAATTCTTG AACTCACCGGTGGTGAAGAG 256

Ad10A9363 Aradu.A10 9363 c (A)11cgagaaaaaaagagaagaaatag(A)1044 53936064 53936107 TGGCTCTTGAAAGGATGAGG TCCCCAATTAGAGGTGTCCA 206

Ad10A9368 Aradu.A10 9368 c (A)12cc(A)10 24 54070887 54070910 TGGCTCTTGAAAGAATGATGAA TAATTGGGTGAACCCTTCCA 266

Ad10A9370 Aradu.A10 9370 p2 (TC)7 14 54107584 54107597 CGTGTTTGGCTTCCTCTTTC TTGTTTTCCCTTAGGAGCCA 176

Ad10A9372 Aradu.A10 9372 p2 (TA)8 16 54113257 54113272 TGGCTATGTTTATTTTAATGAGATGT AAATGTAGCCTTAGGTCCGTTA 246

Ad10A9373 Aradu.A10 9373 p2 (CT)6 12 54117285 54117296 CGTTAAATGCCAGAAATGGG GGAAGAGTGGATGGAGGTGA 260

Ad10A9374 Aradu.A10 9374 p2 (CT)6 12 54123170 54123181 GTGCCTCAGAGAGGATTTGG CTGCAGGGGTTGAAGAAGTC 271

Ad10A9376 Aradu.A10 9376 p2 (TA)15 30 54156562 54156591 GAAGCAAGTCGCATCCTACC AATCTAGTCACGGGTCGTGG 263

Ad10A9380 Aradu.A10 9380 p2 (AG)7 14 54178153 54178166 TGCAGAAGCAGGACAAAGAG GCAAGCTCTCCATTAGGGAA 162

Ad10A9381 Aradu.A10 9381 p2 (AG)7 14 54193112 54193125 TGCAGAAGCAGGACAAAGAG GCAAGCTCTCCATTAGGGAA 162

Ad10A9383 Aradu.A10 9383 p3 (GAA)5 15 54233478 54233492 AAAGAAGAAGGAGGAAGGCG GAGTGTGTTACACGTGCGCT 141

Ad10A9386 Aradu.A10 9386 p3 (AAC)5 15 54242924 54242938 ACGACTAGCCTGAGAACCGA CTGTTTTCCTGAGGACGAGC 199

Ad10A9387 Aradu.A10 9387 p3 (AAG)5 15 54245336 54245350 CTCCGCCAGAACAACCTTAC CCAGCGGAAGAGAGAGAATG 124

Ad10A9388 Aradu.A10 9388 p2 (AG)6 12 54246196 54246207 TATACCTCGGCCTCATACGC ACAGCATGTCCCCAAAAGAC 222

Ad10A9389 Aradu.A10 9389 p3 (AAG)9 27 54247690 54247716 CGAAGGAGAAAGAGAAGGCA CGCCCTTCGAACTATTTTCA 240

Ad10A9391 Aradu.A10 9391 p3 (AGA)7 21 54262086 54262106 GTGCATCCACCTCCTTTGAT ATTAGCACGGACATTGGGAG 251

Ad10A9397 Aradu.A10 9397 p5 (TTATC)5 25 54309350 54309374 CCTGGGTGCTCCAGTGTATT TCCTCAGGTCAGGACAATCC 248

Ad10A9398 Aradu.A10 9398 p3 (ATT)6 18 54318840 54318857 TTGGATGTTGGCTTTGTGAA GGCACTCTTGCTGAAAGGAC 170

Ad10A9399 Aradu.A10 9399 p2 (TA)8 16 54329436 54329451 TTGGCTAAGATAGAGTAGTGTTGGG GCCTTAGGTCCCTCGTTTTT 206

Ad10A9400 Aradu.A10 9400 p2 (TA)6 12 54330072 54330083 GCCTTAGGTCCCTCATTGTTT GAATACTCATTTATGATCATCCCA 248

Ad10A9402 Aradu.A10 9402 p3 (TTC)6 18 54369139 54369156 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 154

Ad10A9403 Aradu.A10 9403 p2 (CT)9 18 54382031 54382048 CATTCATGAAGGAGGCCACT CAATTGGGCAACATCAATCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9412 Aradu.A10 9412 p2 (AG)6 12 54518623 54518634 AGCCAATTGGGCAACATAAA TTCATGGGGATTCACTCACA 224

Ad10A9414 Aradu.A10 9414 p3 (AGA)6 18 54534993 54535010 GTCTTGATGGGGTTTGGAGA TACCTTGGCCGAACCTACAC 253

Ad10A9418 Aradu.A10 9418 p2 (AG)6 12 54589029 54589040 GGATGTGAGTGGGGAAGAGA CAGAGAAGGGCAAGAACCTG 269

Ad10A9420 Aradu.A10 9420 p3 (TCT)5 15 54594893 54594907 ACTCATCAGGACCCCACAAG TAGAATGTTTCTCGCCCTCG 185

Ad10A9424 Aradu.A10 9424 c (A)10gaaaaaag(A)1028 54679771 54679798 TGAAGCAAGAAAAAGCAGTGAA GGGGTTCATAACCGAGGATT 230

Ad10A9428 Aradu.A10 9428 p2 (CT)6 12 54758582 54758593 CAGAGTTTTGCTCAGGTCCC AGGCTGTAGAGTGGGGGAAT 275

Ad10A9429 Aradu.A10 9429 c (TTTA)5tatttatattttttattttattattatta(T)1362 54761225 54761286 TGCAAATGCAATAAACAAAAGA CGCGTCACTTCTTGTTTTCC 244

Ad10A9430 Aradu.A10 9430 p3 (CTT)5 15 54762743 54762757 CATGATCTGCCTTGGAGGTT AGCAAGTGGAGAAAGCCAAA 158

Ad10A9437 Aradu.A10 9437 c (T)10cgtatactatagctactgtatataagcgtagccttaggtccctcattg(T)10cgtttactatagctactttttataagcgtagccttaggtccctcttttttttctg(TA)11145 54876238 54876382 TGTAAAGCGTAGCCACAGTTG AGTGCAGGATTCTTGGTTCC 262

Ad10A9438 Aradu.A10 9438 p2 (TA)9 18 54884565 54884582 ACAGCACGAAGGTGGTCTTT TTATTTTTCCTCCCCCAACC 265

Ad10A9443 Aradu.A10 9443 p3 (ATT)5 15 54933943 54933957 ACCGGTACGTGTTTTTACGC TGGGTAAACCAAATTTTGAGG 237

Ad10A9448 Aradu.A10 9448 p2 (TC)7 14 54986223 54986236 AATAAGGGCGTTTTGCACAC TGAAAGTGAGGTAGGTGGGG 241

Ad10A9449 Aradu.A10 9449 p2 (CT)9 18 55005099 55005116 AGGAGCAGGGATGAAATCCT GGAGAAATGGGGGAAGTAGG 183

Ad10A9450 Aradu.A10 9450 p2 (AT)6 12 55012888 55012899 TTAAGTGTGGGGAGGTCGTC ATTGGGATGTCAATGCCCTA 189

Ad10A9451 Aradu.A10 9451 p3 (TAT)14 42 55050273 55050314 TCGTTCCTAATCAGTGCTGG TTCACTTTTGCCTACACTTTTCA 278

Ad10A9453 Aradu.A10 9453 p2 (AC)15 30 55062798 55062827 TACCTGCACACCCAATGAAA TATCCTGCTTCAGCTCCCAT 160

Ad10A9454 Aradu.A10 9454 c (ACA)6(TCA)25 93 55080821 55080913 CATGTCTCCATGAGCATTCC TCTTTGATTTTTAGGTGAAAAACCTT 196

Ad10A9461 Aradu.A10 9461 p2 (CT)6 12 55192292 55192303 TAAATTCACGTTTGGCTCCC CGGAAAAGCACACCAAACTT 121

Ad10A9465 Aradu.A10 9465 p2 (GA)6 12 55219802 55219813 CCAAACACAAGGGTGAGGAT CCACCTAACTACCTTTCCCTCTC 203

Ad10A9468 Aradu.A10 9468 p3 (TCT)6 18 55242897 55242914 AAACCCACACCTCTCTCCCT GGTCTTGATGGGCTTTTGAG 244

Ad10A9472 Aradu.A10 9472 p2 (TA)7 14 55269107 55269120 GTCAGCCTAAACTATGCGGG TAACCTCATGCCGTAAAGCC 153

Ad10A9474 Aradu.A10 9474 p3 (ATT)6 18 55300258 55300275 TTGGATGTTGGCTTTGTGAA CAGGAACAAGGAAAAAGGCA 204

Ad10A9478 Aradu.A10 9478 p3 (GGT)5 15 55332003 55332017 TGGAAATGGGGAGAAGAAGA TTTTCCACCTTGTGTGCGTA 259

Ad10A9479 Aradu.A10 9479 p2 (TC)6 12 55366992 55367003 AGTCCTTGACCCCTCAGGAT ATTTTCGAAGGTAGGTGGGG 159

Ad10A9480 Aradu.A10 9480 p4 (ATTT)6 24 55371457 55371480 TACTTTGGGGCATTTTGTCC CTTGGGACATTGGTTGAGGT 213

Ad10A9482 Aradu.A10 9482 p3 (AGG)5 15 55419859 55419873 AAATGAAGGAGCGGCTATGA TCTCTTGATGCTGTGCTGCT 135

Ad10A9485 Aradu.A10 9485 p3 (TCT)5 15 55475138 55475152 CCCCTCTTCTTTACCTTGGC GCTTTTGTCTTCCCTTTCCC 204

Ad10A9491 Aradu.A10 9491 p2 (GC)6 12 55497404 55497415 GGAAAGTGAAGGGGTGAGTG CCTGCACTTCTCTCTGAGCC 251

Ad10A9492 Aradu.A10 9492 p2 (GC)6 12 55497538 55497549 GAGAAGTGCAGGATCAAGGG GAGAGTTAGGCCGCTCTCAG 152

Ad10A9493 Aradu.A10 9493 p2 (CG)6 12 55510906 55510917 AGAGAGTTATGCCTACGCCG TGGTGTTTGGAAGTGTTGGA 238

Ad10A9496 Aradu.A10 9496 c (A)10gagaaaagaaaaacg(A)1035 55522563 55522597 TGAAGCAAGAAAAAGCAATGAA TCCCCAATTAGAGGTGTCCA 193

Ad10A9498 Aradu.A10 9498 p2 (CT)6 12 55547122 55547133 GATTTTGCTTGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ad10A9499 Aradu.A10 9499 p2 (AG)7 14 55557431 55557444 GAAAATCAGCGTGGCAAAAT CATTGAACCTGAGATGAACAAGA 253

Ad10A9501 Aradu.A10 9501 c (A)10ctaaataaaggtaaatattatgttatactagatcaatttaaattaaaatgatttgtgtgaagtttattaaatga(AT)696 55586750 55586845 AAGAGTTTCGACATGGGCAG CGAACATAATTTGATCCTTTTGC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9502 Aradu.A10 9502 p2 (AT)6 12 55588014 55588025 CGCCACTCTGATAGCAAGAA TTGGTTCTCACCCCCTACAG 272

Ad10A9508 Aradu.A10 9508 p3 (AGA)7 21 55690916 55690936 CGTCCTCGAGCAAAAAGAAA CCCATAAACCCCACCTACCT 245

Ad10A9513 Aradu.A10 9513 c (A)10ttcagatttttattttaatttttttttcttatcttatc(T)1159 55792226 55792284 TTGCAAACGTGTGCCTTATT AAGCCAGAGGGGTGAGAGTT 276

Ad10A9514 Aradu.A10 9514 p2 (TA)7 14 55814957 55814970 AAAGTGGTGATCCTTGTGCC TGTTCAAGGCAGAGGTGTTG 206

Ad10A9515 Aradu.A10 9515 p2 (CT)6 12 55820665 55820676 TTGCAATAAATAGCAAATCGAA GGAATCCATCCATTCATTCAA 259

Ad10A9517 Aradu.A10 9517 p2 (TA)8 16 55826835 55826850 CAAAATCCAGTGAGGGTTCAA GCCATGCAATGCAATTCTAA 245

Ad10A9518 Aradu.A10 9518 p2 (CT)6 12 55841644 55841655 TGTCACGCGAATCCTATCAG GAGAGTGAAGGTAGCGTCCG 160

Ad10A9519 Aradu.A10 9519 c (T)12gaaattgaaggatgacattttgaacatgtttatgc(A)1057 55846382 55846438 TAGAGGGAGAGGCAATTTCG CAGGATAGTGGGGAGGAGGT 273

Ad10A9520 Aradu.A10 9520 p3 (TTA)8 24 55852031 55852054 ATGATGGAGCAAGGGAGATG TTTCAATTTTCAATTACATCTTTTTCC 144

Ad10A9521 Aradu.A10 9521 p2 (AT)8 16 55852181 55852196 GGAAAAAGATGTAATTGAAAATTGA TGTTTTTCTCTTTCATCATAAAATTCA 237

Ad10A9522 Aradu.A10 9522 p2 (TA)7 14 55856712 55856725 CAAAATCCAGTGAGGGTTCA GCCATGCAATGCAATTCTAA 267

Ad10A9529 Aradu.A10 9529 p2 (AT)8 16 55901182 55901197 CCAGCGTGACTCTCTGTTCA AAGCAAAGTGCTAGGTGGGA 234

Ad10A9530 Aradu.A10 9530 p2 (AC)6 12 55905552 55905563 TCCTGCGAGAATTTTGACCT CACCCCCAACAGACAGTTCT 169

Ad10A9531 Aradu.A10 9531 p3 (AGA)6 18 55918411 55918428 GGCCTTAGGTGCCATTGATA TTGGCCAAAACCTACACTCC 157

Ad10A9533 Aradu.A10 9533 p2 (AG)8 16 55942304 55942319 AGTGGGTGGATGTGATTGGT ACAGGATCCCCACCTACCTC 135

Ad10A9535 Aradu.A10 9535 p3 (AAT)6 18 56000789 56000806 TTCTCTTTTGGTTTTCGAATTTTT GCAGCTGTAATGGGGTTAGC 202

Ad10A9540 Aradu.A10 9540 p2 (AC)6 12 56061633 56061644 CAATGTCCCAAGATTCCCAC CCCAAATGGCCTTACCTTTT 188

Ad10A9541 Aradu.A10 9541 p2 (GC)6 12 56063112 56063123 AAAGGAGGAACGGATGAGGT ATAGGGAGCTCTTGGGCATT 232

Ad10A9542 Aradu.A10 9542 p3 (GAA)5 15 56072565 56072579 CAATCAAATCAAGGGGCATC CCAACAAGCGCTCTTTTAATG 129

Ad10A9543 Aradu.A10 9543 p3 (TCT)5 15 56087844 56087858 CGAACTCCCTCTTCTCCCTT AGCTCTTGCCTTCCCTTTTC 192

Ad10A9545 Aradu.A10 9545 p3 (ATA)5 15 56132682 56132696 TAAGGGTCGATCCCACAGAG ATTCGGAAGGAACACAGCAC 202

Ad10A9546 Aradu.A10 9546 p3 (AGA)5 15 56136421 56136435 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 272

Ad10A9556 Aradu.A10 9556 p2 (AT)7 14 56292496 56292509 TGCATGGGTATGTAATGCAAA GGGCTAAGGTAAGGGTGAGG 163

Ad10A9557 Aradu.A10 9557 p3 (GTT)5 15 56295926 56295940 CTAACTCACCGTGACCCCAT TACCACGACACCACCTTCAA 173

Ad10A9559 Aradu.A10 9559 c (ATT)5ttttgttattagcc(ATT)647 56317051 56317097 CCAATGGGAGCTCGTCTTTA TTTTGGGATTTTGGTTTGGA 269

Ad10A9560 Aradu.A10 9560 p2 (TC)10 20 56318045 56318064 TGCTGTGAAGAACCATCCTG AACAGTTCCGAGCAAGCACT 241

Ad10A9561 Aradu.A10 9561 p3 (ATA)5 15 56318909 56318923 TGGGTTTGTCAAAGTTTCTGG TCAAACCACATCAATTGGGA 159

Ad10A9567 Aradu.A10 9567 p3 (CAA)6 18 56328943 56328960 TCAGTCATTCCTTCCATCCC GATGACACTGGCAAAGAGCA 243

Ad10A9568 Aradu.A10 9568 p2 (TC)6 12 56329210 56329221 TGCTCTTTGCCAGTGTCATC TGAGAGTTTTGGAGGAGGGA 225

Ad10A9569 Aradu.A10 9569 p2 (TC)7 14 56330526 56330539 GACAGTTTCTTCCTCTGCCG AGAAGAGAGATGCACCGGAA 143

Ad10A9572 Aradu.A10 9572 p2 (AT)10 20 56351131 56351150 GGTTGTAATGGGGCTAGGGT GGTGGGTGGGAAGTTTAGGT 102

Ad10A9574 Aradu.A10 9574 p2 (AT)9 18 56386930 56386947 ACTCCCAGACAGTGGTGCTC CCTTGAAGCAAAAGAAACAGC 262

Ad10A9577 Aradu.A10 9577 p3 (AGA)5 15 56465710 56465724 GCTTTTGTCTTCCCTTTCCC ACTTCTTCCCCTTTCTCCCA 182

Ad10A9578 Aradu.A10 9578 p3 (ATT)5 15 56469132 56469146 TTGGATGTTGGCTTTGTGAA GCAGGAATAGGGAAAAAGGC 202
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Ad10A9580 Aradu.A10 9580 p2 (AG)6 12 56485078 56485089 GGAGTCGAGCAGTATCAGGC GCATTGAACCTGGATTTGAGA 160

Ad10A9582 Aradu.A10 9582 p3 (AAG)5 15 56505786 56505800 TGCATTCAAACAAGCAGAGC GGAGGATACCCGGAGAGCTA 205

Ad10A9583 Aradu.A10 9583 p3 (AGA)5 15 56512408 56512422 CTTTCTCCCATGACTCGGAA CTCTCCTATAGCCGAACCCC 229

Ad10A9584 Aradu.A10 9584 p3 (ATT)6 18 56515397 56515414 ATCCACTTGCAGAATGGTCC CAAGAGAAGGACATGGCAGC 265

Ad10A9587 Aradu.A10 9587 p2 (CT)22 44 56571966 56572009 TCTCACTTAAGGGCTTCCCA GGGGAGAAGAAGAAAAGAAAACC 220

Ad10A9589 Aradu.A10 9589 p2 (CT)7 14 56581151 56581164 AATCAGGGGATCATCAGAACA GGATAGAGCCCAAGCATCAA 280

Ad10A9590 Aradu.A10 9590 p2 (TA)6 12 56586113 56586124 GCAGTAGCGGGGTTAGCATA TTCAAAACTTCCTAACCACTTTCTC 254

Ad10A9597 Aradu.A10 9597 c (TA)8aaag(A)10 30 56644939 56644968 GTTTGGGAGAGTTGGGAACA TGCATTCCCCTTTAATTCACA 263

Ad10A9598 Aradu.A10 9598 p2 (AG)6 12 56658972 56658983 GTTTGGGGAAGAGGTGTTGA AACGCCAGAAATGGCTAAAA 166

Ad10A9599 Aradu.A10 9599 p2 (CT)6 12 56677156 56677167 CCTCTTTCCACCACACCATT CGGAAAAGCACACCAAACTT 108

Ad10A9602 Aradu.A10 9602 p3 (TTA)5 15 56736077 56736091 ATCCAACAGGGACAAAGCAC CTGGGTCGCCCAAGTAATAA 234

Ad10A9605 Aradu.A10 9605 p3 (AAT)6 18 56756523 56756540 ACAACAATCCAGAGGCAACC TGGATGTTGGCTTTGTGAAG 116

Ad10A9610 Aradu.A10 9610 p2 (AT)6 12 56825703 56825714 TCAACCTCCCCACACCTAAA CAAATCCAGTGAGGGTTCAA 274

Ad10A9612 Aradu.A10 9612 p6 (AAAATA)5 30 56869941 56869970 GGGTGTGCTTTTTCTTCTGC GATCACCTGTGAGGCTCCAT 221

Ad10A9613 Aradu.A10 9613 p2 (GC)6 12 56888859 56888870 TTGTTGCATTCATGCTTTGA AAAGTGGGCACAACTATCGG 280

Ad10A9614 Aradu.A10 9614 p2 (AT)9 18 56891483 56891500 TTTGGGTATGGGAAACTTGG TTTACTTTGGGGCCTTTTTG 256

Ad10A9616 Aradu.A10 9616 p3 (TAG)6 18 56925193 56925210 TCTCAAAACACAGGTTGCTGA AACAAAAAGTATTGCCACCACA 276

Ad10A9622 Aradu.A10 9622 p2 (TA)7 14 56950733 56950746 CATGGCTCTTAGCCTCTTGC CCGTTTTTCTTATTTTTGTCTTGC 263

Ad10A9626 Aradu.A10 9626 p2 (TA)8 16 56954303 56954318 TGAATTTGCCTGATTCGATTT AAAATTTGAAGACCTCAATAAATAAAG 232

Ad10A9627 Aradu.A10 9627 p3 (ATT)6 18 56954674 56954691 TTATTAGCATGGACAATAACAATACA TTTTTGTGTCGCTCAAATATTCTAT 277

Ad10A9628 Aradu.A10 9628 p3 (TAA)6 18 56971045 56971062 GTTGGTGATTGTTGCTCACG TGTTGCTGAAGTGAAGTGGG 195

Ad10A9629 Aradu.A10 9629 c (ATA)7agatgggacaaaagtcatccc(A)1153 56977256 56977308 GAAAAATGGGTGCACATTCA GCTCAAGTGTCCAACTCAACC 212

Ad10A9630 Aradu.A10 9630 p2 (CA)10 20 56980696 56980715 GCCAAATAATTATGACATCGCA TGTGTGTGTGTGTGTGTGGTT 275

Ad10A9631 Aradu.A10 9631 p2 (CA)15 30 56980848 56980877 AACCACACACACACACACACA TGATGGTGCTAGAGCATTCTG 268

Ad10A9633 Aradu.A10 9633 p6 (ATAAAA)6 36 56985394 56985429 TATTGGCACGTGAGGAACAA ACACCTTCACACCACAAGCA 246

Ad10A9634 Aradu.A10 9634 p2 (TA)10 20 57035714 57035733 ACCCTCCAACAAACATCCAA GCCAAAGCCATTAAGGAAAA 276

Ad10A9638 Aradu.A10 9638 c (T)11ccgtctataaccacatcaaaattcaagacaataactcagagtatctaggaggacttgaacctctgttattgtaggatgctttctttagc(T)11aataacctcaaaattaaatcttatatagacattttaaaacttgtattcatagatgtcttaaaaaatg(T)10188 57044900 57045087 AAACGACCATTCATAGTAGCTGG GGCTGAGTTTGTTTCAATTGCT 276

Ad10A9642 Aradu.A10 9642 p3 (ATG)9 27 57061772 57061798 TTGTGTGAGAATCAGCCAATG TCCAACACATGCAACTCATTC 243

Ad10A9643 Aradu.A10 9643 p2 (TC)9 18 57065523 57065540 TTTAGTGCAACCGATGGACA CTTTCATGCAGCACCAAAAA 266

Ad10A9647 Aradu.A10 9647 p2 (TA)7 14 57089292 57089305 CCTTTGTCTCAAGGACTCGC TTACGCAGTTGCAGTTTTGG 203

Ad10A9648 Aradu.A10 9648 p2 (AG)6 12 57103397 57103408 ATAGGTGAGGGGTTTTTGGG AGGATTGGCAGAAAGAGCAA 172

Ad10A9655 Aradu.A10 9655 p2 (GA)10 20 57137508 57137527 CCAATGCAAGCAATTGAAAC ATGCCTCCCTGATTCTCTCA 261

Ad10A9656 Aradu.A10 9656 p2 (AG)19 38 57139254 57139291 ACAAGGTGATGCTTCAAGGG TCGACTCCTACGATTACGCC 280

Ad10A9658 Aradu.A10 9658 p2 (AG)11 22 57142845 57142866 GCCGAAATTGCTTCTTCTGA ACCGCTCTATGTTGCAATCC 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9661 Aradu.A10 9661 p3 (TCT)5 15 57207680 57207694 ACCCTAAATGATCGAACCCC CTAGAGGTTTCTCCGGCCTT 262

Ad10A9665 Aradu.A10 9665 p2 (TA)10 20 57245307 57245326 GTCTCCTCCAAGCATCAAGC TGCTGGGCATCAATGTTCTA 200

Ad10A9669 Aradu.A10 9669 p3 (AGG)5 15 57260162 57260176 CCTGTCCAGACCCTGTTTGT GAGAAGCCACAAATGCAACA 250

Ad10A9670 Aradu.A10 9670 p2 (AG)8 16 57263995 57264010 GGACCTACCGGAACTAAGGC TCCCTTCTCCCTCTACAGCA 234

Ad10A9671 Aradu.A10 9671 p2 (AG)19 38 57265533 57265570 CTCAAAGAGGGACGTTGAGC GTCACCTGTGGAAGGTTCGT 191

Ad10A9672 Aradu.A10 9672 p2 (AT)15 30 57296750 57296779 AATCGGTAACATAAAGTTTAACAAAAT CCTTATCATCCATGAGAACCA 262

Ad10A9673 Aradu.A10 9673 p2 (AC)6 12 57300702 57300713 CTAAAAACGCTAACGGGCTG CGCGGATTGAAGTTGTAGGT 174

Ad10A9674 Aradu.A10 9674 p3 (AAG)5 15 57316591 57316605 TGATTTCAGGCAACCACTCA TCTTGACTTTCCCATGGAGG 260

Ad10A9676 Aradu.A10 9676 p2 (TA)9 18 57333807 57333824 AGCACAAACCACCATGACAA AGCTCTCGCGTAACCTTCTG 254

Ad10A9683 Aradu.A10 9683 p2 (GA)6 12 57373293 57373304 AGATGATTCGCCTCCCTTTT AACTAAAACGCAATCACGGG 276

Ad10A9685 Aradu.A10 9685 p2 (TC)7 14 57379774 57379787 CCAAATTTTCGGATCATCGT TCAAACCATTAGGATCAGGACA 248

Ad10A9686 Aradu.A10 9686 p2 (TC)14 28 57380821 57380848 GGAAACGGTTCTCCAATCAA TTTGACGAAGGAAAATTCGG 147

Ad10A9690 Aradu.A10 9690 p3 (ATA)21 63 57390186 57390248 TTAGACGGTTCGTACATCAAAA CATCACATGCAACAAAAACCA 262

Ad10A9691 Aradu.A10 9691 c (A)10cacatttacatcacttccc(A)1140 57393869 57393908 CGATTGGGTAGCACACTTCA GAATTTTGCACGTGACTTCC 208

Ad10A9692 Aradu.A10 9692 c (TCA)7tcttcccagaattttagg(TA)753 57395952 57396004 ATCCTTTTTGTGACGCCAAC AATCACTGGCATAAAGCAAGA 144

Ad10A9694 Aradu.A10 9694 p3 (TTG)5 15 57404223 57404237 CCCACCATGACATGCATAAA TCATATTCAGCAGAACCGTTG 207

Ad10A9697 Aradu.A10 9697 p2 (TA)8 16 57410862 57410877 TCCATCAAGCTTCTCATGGTT ATGGAAAGATGGCAGAAGGA 259

Ad10A9702 Aradu.A10 9702 c (TA)8(T)10 26 57429025 57429050 TGGTGAATTAAATCTTGAACCG GGTGAATCAAATCTTGAACTGG 272

Ad10A9706 Aradu.A10 9706 p5 (AAGAT)6 30 57452214 57452243 AGAGATAAAGGCGGTTCCGT TGGTGGTGCTGATCTTGTGT 250

Ad10A9715 Aradu.A10 9715 p5 (AAGAT)5 25 57494708 57494732 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 166

Ad10A9716 Aradu.A10 9716 p4 (TTTA)6 24 57528540 57528563 TCGAAAATACCTCTCTCTTTTTCAA GGTAAGGAAAGGGGAGGTGA 207

Ad10A9717 Aradu.A10 9717 p3 (AGA)5 15 57550203 57550217 TTGAGGAAACTCCGGTCTTG AATTGGCCGAACCTATACCC 262

Ad10A9725 Aradu.A10 9725 p2 (CG)6 12 57609419 57609430 AGAGTGTGCCCCTCTTTGAA CGCCAATAGTCCTGAAGCA 272

Ad10A9726 Aradu.A10 9726 p3 (TCT)6 18 57633753 57633770 CTTGCTGGTTAGTTGTGCGA AGAAGCAAGGGAGAAGGGAG 232

Ad10A9728 Aradu.A10 9728 p2 (TA)9 18 57639708 57639725 TGGGGTATTTTTGTCCCCTT GGAGAGTTGGAAACATTGGG 271

Ad10A9731 Aradu.A10 9731 p3 (TCT)5 15 57692560 57692574 CCATAAACCCCACCTACCCT TTAGAGGATTTTCCGGCCTT 226

Ad10A9736 Aradu.A10 9736 p3 (AAT)9 27 57709833 57709859 TGCGTCAGAATTTGTTCCAT CTCGTCCGAAGTACAGAGCC 247

Ad10A9737 Aradu.A10 9737 p3 (CTC)7 21 57710770 57710790 ATGCTCAGGAGGCTTACCAA GTCGAGCCAAACTTGAGGAG 162

Ad10A9738 Aradu.A10 9738 p3 (AAT)9 27 57718277 57718303 TGCGTCAGAATTTGTTCCAT TGCAACTAAAAGGAGAGAAAGAA 223

Ad10A9742 Aradu.A10 9742 p3 (AGA)5 15 57766125 57766139 ACCACTGAGCTATGACGGCT ACCTACCTTCCACCCAATCC 265

Ad10A9743 Aradu.A10 9743 p3 (ATT)6 18 57768788 57768805 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad10A9747 Aradu.A10 9747 p2 (AT)6 12 57809272 57809283 CAATTTAGCTTGGATTTGAGCA TGATATACCAAACCACAATACGTG 277

Ad10A9748 Aradu.A10 9748 c (ATTT)5attgctcaaactcaaactaacaagtttactgtgcacacccactcctaattctaaatcgtgcgaaagcccccgttagaatccaagaccaggtcttt(A)10125 57810264 57810388 TTCCTGAAAAAGGTTCACACA AAAACGGGCCATAAACACAT 271

Ad10A9754 Aradu.A10 9754 p3 (AGA)5 15 57869932 57869946 TGCCATTGATGGTAGTGGAA CCCCTCTTCTTTACCTTGGC 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9760 Aradu.A10 9760 p2 (AT)7 14 57930049 57930062 CAGTGATCCAGCCTTTATTTAGGT GACGACCTTCCACCTTTTGA 256

Ad10A9762 Aradu.A10 9762 p2 (TC)7 14 57952010 57952023 ACAGCAGCTCCTCACAGCTT CCTCACCCTCCTTCAACGTA 200

Ad10A9764 Aradu.A10 9764 p2 (AT)9 18 57954448 57954465 GGCTACCCACAATCCCTACA TCCCCAGAGCAGAGTAGAGC 174

Ad10A9765 Aradu.A10 9765 p3 (AAT)6 18 57961663 57961680 GGAAAAGGGCACTCTTGTTG AAACTTGGACGTTGGCTTTG 199

Ad10A9774 Aradu.A10 9774 p3 (TCC)5 15 58112390 58112404 AGCTCTTGAATGGCAGAAGG AGTGGGCCAGCTGAGTAAGA 275

Ad10A9778 Aradu.A10 9778 p2 (AG)6 12 58168570 58168581 AGAGGGGGAGAAGTGGTGTT TGCAGGGATGACTTTTCCTT 267

Ad10A9780 Aradu.A10 9780 p2 (AT)7 14 58175872 58175885 TTGAGGAGGTTTGGAAGGTG TGCCAAAGGCAATCCTAGAC 150

Ad10A9781 Aradu.A10 9781 p2 (CA)7 14 58178654 58178667 CAGGCTAAAAACGCTAACGC TAAATGGTGCAGTGATCGGA 210

Ad10A9782 Aradu.A10 9782 p2 (AT)8 16 58180457 58180472 GCCTCAGGGCAACAAATAAA GCTTGAAGCAACCCAAGAGA 165

Ad10A9784 Aradu.A10 9784 p2 (AC)6 12 58213601 58213612 TGAGGCTAAAGTAAGGGTGAGG GGGACAAAAATACCCCAATG 241

Ad10A9786 Aradu.A10 9786 p3 (AGA)6 18 58249984 58250001 TAAAATATTGCTCGTCCCCG CCTTCACCACTCACCTCCAT 270

Ad10A9789 Aradu.A10 9789 p3 (TTC)6 18 58300045 58300062 CCAACATTGGGAAAGAGAGC TCCCATCCATACCCAAATCT 244

Ad10A9790 Aradu.A10 9790 p2 (AG)6 12 58303121 58303132 TCTCAGTGCTTGTTGATGGC CGAGGTTGAAAGATTCTCGG 266

Ad10A9793 Aradu.A10 9793 p2 (GA)8 16 58340037 58340052 AGAGGGAGAGAGAGGGTTCG TTTTCGACTTCCAATTTTCG 168

Ad10A9795 Aradu.A10 9795 p2 (TA)6 12 58354255 58354266 TGCTTGTCCTCAAGCAACTG TGGCTCTTGAAAGAATGATGG 222

Ad10A9804 Aradu.A10 9804 p2 (GT)6 12 58493721 58493732 CATGCACACTAGAACGGGTG ATGGTGCATCATCCATGAAA 249

Ad10A9806 Aradu.A10 9806 p2 (TA)11 22 58505131 58505152 GAGCCTTAATCTTTGCGTGC TGAACTTGTGAAACGACAATGA 241

Ad10A9807 Aradu.A10 9807 c (GA)10a(AG)6 33 58508771 58508803 GGGAGTGAGCTCGAACAGAG GAAGGACACATGGACCTCGT 165

Ad10A9811 Aradu.A10 9811 p3 (AGA)6 18 58589454 58589471 AGGATTCTCCGGCCTTATGT TCACACAACACAACCCCTTC 195

Ad10A9812 Aradu.A10 9812 p3 (TCT)6 18 58601373 58601390 CTTCCCCATAAATCCCACCT TGCTATCCTCGAGCAAGAAAG 243

Ad10A9814 Aradu.A10 9814 p2 (AT)7 14 58612131 58612144 CTGGCGTGACTCTCTGTTCA GCAGCGTCCAACTTAAGGAC 262

Ad10A9823 Aradu.A10 9823 p3 (CAA)6 18 58683223 58683240 GCTGAACTTGAACCTGAGCC GCTGCTGCTGTTGTGTTGTT 100

Ad10A9826 Aradu.A10 9826 p3 (TAT)5 15 58684547 58684561 TCCAATTCAAACTGCACAATG CAACAATGACATAACAAATCTCAACA 246

Ad10A9828 Aradu.A10 9828 p2 (CT)6 12 58719672 58719683 AAGGCTGAGCAACTAACGGA TATCGGTGAAGAGGAGCCAT 243

Ad10A9829 Aradu.A10 9829 p2 (TG)6 12 58720091 58720102 TGCTCCTAGATTGCGATGTG AAATTCCCAATTCCAAACCC 253

Ad10A9831 Aradu.A10 9831 p5 (TTATC)5 25 58742585 58742609 TTATCGGACTTGGTGGTGGT GCAGCCCAAGCCTATAGTGA 270

Ad10A9834 Aradu.A10 9834 c (AC)7(AT)9 32 58830903 58830934 TGATCACAATCAAAGCCAAGA GGGCGATGCTTGATTCTAAA 277

Ad10A9835 Aradu.A10 9835 p2 (AG)6 12 58834116 58834127 GAGTCACTGCCTTGGATGGT GCAACCCTCTTCTCTTCCCT 270

Ad10A9839 Aradu.A10 9839 p2 (CT)7 14 58886326 58886339 GGAACATTAAACCTGGAAATTGA CTGGGCTATTTTTGACCCAA 238

Ad10A9840 Aradu.A10 9840 p2 (TG)6 12 58891944 58891955 TCCTTTATTTCTGCTGGGGA AAATTCCCAATTCCAAACCC 148

Ad10A9842 Aradu.A10 9842 p2 (AG)6 12 58895764 58895775 TTTTTGGGGAAGAGGTGTTG TTGTTAGCCATTTGGTGCAG 139

Ad10A9843 Aradu.A10 9843 p2 (AG)7 14 58905159 58905172 CGGAAAAGCACACCAAACTT TAAATTCGTGTTTGGCTCCC 130

Ad10A9848 Aradu.A10 9848 p2 (TA)6 12 58959501 58959512 TTTGCCTCTTCATTTTGAATCAT GAAAGGGGCAATAAAAGCCT 227

Ad10A9849 Aradu.A10 9849 p2 (GA)22 44 58959957 58960000 CGGTGGTGCCACTATAGGTT TTCTCTTCTCACCACCACCC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9850 Aradu.A10 9850 c (AG)19at(AG)6 52 58964831 58964882 AAGCAAACTCAGCCTTCACC TACCAAATTGTTGGGTGGGT 248

Ad10A9851 Aradu.A10 9851 p2 (TG)9 18 58971310 58971327 GGCACCATCTTAGGGACTTC GCCCAATTTTCAGTACGTCA 272

Ad10A9852 Aradu.A10 9852 p2 (AT)9 18 58978248 58978265 GGTGAAGCTAGGAAAGGATGG TTCGCGTCATCTTCATCGTA 247

Ad10A9855 Aradu.A10 9855 p3 (TTC)5 15 59020928 59020942 CCCCACCTACCCTCAAAAAT ATGCTTTGACCACACACCAA 256

Ad10A9857 Aradu.A10 9857 c (T)10cgaaaactcccctccccaccttataaatacacgtttggctccctctttccaccacaccattcgaatttcctcttc(CT)697 59035538 59035634 CAAATCATTCCCTAATTTTGTTCA ATCAGGGAAAAGCACACCAA 243

Ad10A9858 Aradu.A10 9858 p3 (AAG)5 15 59052118 59052132 AATGGTCTTGATGGGCTTTG CGAACCTACTCCCTCTTCCC 202

Ad10A9860 Aradu.A10 9860 p3 (ATC)7 21 59084848 59084868 CAGCGAAAGTCGGAGAAGTC ATGATGCAGCTCAGGGGTAG 274

Ad10A9861 Aradu.A10 9861 p2 (AT)6 12 59091158 59091169 AAGGTTCTAAGGCACTCCCAA TAACCGCAGGTGAGTTAGGG 277

Ad10A9863 Aradu.A10 9863 p2 (AG)7 14 59115338 59115351 CAGCAAACAAGATGCAGGAA GGGAGGGTTGGCTCTAATTC 259

Ad10A9867 Aradu.A10 9867 p2 (CT)6 12 59134465 59134476 GAAATCTCTCCTCCCCACCT TCACGGAAAAGCACACTGAA 146

Ad10A9868 Aradu.A10 9868 p2 (AT)6 12 59135761 59135772 TTGAAGCAAGAAAAAGCAGTGA CCCAAAGCACTCTGTCTTCC 272

Ad10A9869 Aradu.A10 9869 p3 (TTC)5 15 59140231 59140245 TCCATCATCTCTTTCCCACC CCATCTCCCATGACTCGAAG 265

Ad10A9872 Aradu.A10 9872 p2 (AT)13 26 59208017 59208042 GCCCGGAGTGTTGATTATGT TTAGCGCGAGATCGATTTTT 212

Ad10A9874 Aradu.A10 9874 p3 (TCT)5 15 59219998 59220012 TCCCACATAGCCGAACCTAC GCTTTTGTCTTCCCTTTCCC 199

Ad10A9876 Aradu.A10 9876 p3 (AGA)6 18 59229399 59229416 GTTGCATGGGGTTGGTTAAG AGCCGAACCTACCTCTCTCC 279

Ad10A9877 Aradu.A10 9877 p3 (ATT)5 15 59232257 59232271 AAACTTGGACGTTGGCTTTG TTGACCCAGAACCTGAAAGG 173

Ad10A9881 Aradu.A10 9881 p2 (AT)9 18 59268507 59268524 ATACATGACGCCCCTGTTTC CATCTCCTGAGGTCGCACTT 277

Ad10A9883 Aradu.A10 9883 c (A)11gaaaatttcg(A)1031 59280563 59280593 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 267

Ad10A9888 Aradu.A10 9888 p2 (CT)7 14 59351867 59351880 AATAAACGTTTGCCACCCCT TCATGGAAAAGCACACCAAA 129

Ad10A9889 Aradu.A10 9889 p3 (AGA)6 18 59359383 59359400 CTAGAGGATTCTCCGGCCTT CCCCCTCTTCTCTACCTTGG 187

Ad10A9901 Aradu.A10 9901 p3 (AGA)6 18 59475128 59475145 TGCCATTGATGGTAGTGGAA CCTATATGGCCGAACCTTCA 237

Ad10A9902 Aradu.A10 9902 p3 (AGA)7 21 59539970 59539990 TCGCCCTCGAATAAAAGAAA TCCAACAGCATCAGCAGTTC 244

Ad10A9903 Aradu.A10 9903 p2 (TC)6 12 59541845 59541856 TTTCTTATCTTTTTCAAAACCACC AGAGGCAGTGAATTGAGGTGA 252

Ad10A9907 Aradu.A10 9907 p2 (GA)6 12 59598562 59598573 GAATGTCGAGCGAGAAGGAG CAAATCAGAACAACGCGAGA 224

Ad10A9913 Aradu.A10 9913 p2 (AT)6 12 59644540 59644551 TTGGCACAAGATTCAGTCAAA TTTTCCAAAGCATTAGTCTTCCA 175

Ad10A9914 Aradu.A10 9914 p2 (CT)8 16 59655761 59655776 CTCTTCCCACCACACCATTC CGGAAAAGCACACCAAACTT 113

Ad10A9915 Aradu.A10 9915 c (A)12tttatattttccaactactttttcgaaatcttttttaaatttttagattttaatttcattttttttcgaaaaaaaa(AT)7102 59676537 59676638 TTTTGTGTGTTTTTCTCTTTCATCA TGTTCATTCCTACTTGCTTCCA 258

Ad10A9917 Aradu.A10 9917 p3 (TCT)5 15 59707374 59707388 CACATAGCCGAACCACCTCT CCCTTTCCCTTTTCTTGAGG 190

Ad10A9919 Aradu.A10 9919 p2 (TA)6 12 59730996 59731007 TGGGGTAATTTTATCCCCTTA GAAACTGTGGGAACATGGGT 206

Ad10A9920 Aradu.A10 9920 p3 (TCT)5 15 59737682 59737696 CATCAACCTCCTCTTTCCCA CTCCCAAGACTCAGAGGTGG 266

Ad10A9926 Aradu.A10 9926 p4 (CTAT)6 24 59806955 59806978 TCATCAATTCCCCCACACTT AATTTTGGATCGCTTGCTTG 189

Ad10A9929 Aradu.A10 9929 p2 (AT)7 14 59808338 59808351 CATCATCCAATCACAATCCA GGAGGACCGTGCTTCATCTA 266

Ad10A9930 Aradu.A10 9930 c (A)11ttcaaaattttctattttccaattaattttgaactatttttcttcgaaa(T)1171 59819268 59819338 CTTGGTGTTTTCCCTCCAAA CGAAACAAAAGCAATTGAAAAA 228

Ad10A9934 Aradu.A10 9934 p3 (AAT)5 15 59840263 59840277 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A9935 Aradu.A10 9935 p3 (TTC)6 18 59843061 59843078 TCTCCCCCTTAGTCGAACCT GCTTTTGTCTTCCCTTTCCC 202

Ad10A9939 Aradu.A10 9939 c (TA)6tgttgcgtaatgcaacccaagagatat(TA)957 59873625 59873681 CTTGAGGCAACCCAAGAGAA AGCCGCTCATTTGAGACAGT 236

Ad10A9940 Aradu.A10 9940 p3 (GTA)5 15 59883070 59883084 AGCTGAAGCGCCAAAAATTA CATGCCTGATGATGATGAGAA 237

Ad10A9941 Aradu.A10 9941 p2 (AG)6 12 59893256 59893267 AACTCACCGGTGGTGAAAAG CTTCTCTGTCCAGCTCCGTC 138

Ad10A9944 Aradu.A10 9944 p2 (GA)6 12 59911630 59911641 TGGGATGATCTCCCTCTCAC GTTGGGGGCAAAACCTTATT 230

Ad10A9946 Aradu.A10 9946 c (TCT)5gctcttcttttc(T)1037 59963607 59963643 CGAACCCCTCTTCTCCTTCT CTCGGAAGTGGAAGCTTTTG 205

Ad10A9951 Aradu.A10 9951 p2 (AC)6 12 59996673 59996684 TGGGTGAAGGACTATGAGGC GGCCACCTAATTGAGGAACA 231

Ad10A9955 Aradu.A10 9955 p3 (AGA)6 18 60009919 60009936 GGTCTTGATGGGCTTTTGAG CACTTCCCCTTCTCCTCCAT 272

Ad10A9956 Aradu.A10 9956 p6 (TATTTT)5 30 60021798 60021827 GAAGCGCTTATTGAGGCAAC GGGTGTGCTTTTTCTTCTGC 163

Ad10A9957 Aradu.A10 9957 p3 (TTC)5 15 60022492 60022506 CCCATCACCTCTTCACCACT TAGAGGTTTCTCCGGCGTTA 267

Ad10A9960 Aradu.A10 9960 p3 (TAG)5 15 60049194 60049208 AAGAGCAAGGGCGTGATTTA CATGCCTGATGATGATGAGAA 261

Ad10A9961 Aradu.A10 9961 p3 (TTC)7 21 60060771 60060791 TCTACACCTTGGCCGAAAAC TGGCTTTTGGAGCTGAATCT 254

Ad10A9962 Aradu.A10 9962 p2 (AT)6 12 60066283 60066294 TTCATTCCAGTACTTTTGGTTCA TGTAGCCTTAAGTTTCTCATTGTTTTT 222

Ad10A9963 Aradu.A10 9963 p4 (TTTC)5 20 60073892 60073911 GATCTCCTCCCTCCTCCATC AGCCACCTTTTTCCCTTAGC 208

Ad10A9964 Aradu.A10 9964 p2 (GC)6 12 60076788 60076799 GCAAAGATTGGATCAAGGGA AGTGGGTCACGGACAGAATC 272

Ad10A9965 Aradu.A10 9965 c (A)12gaagag(T)10 28 60080035 60080062 ACTATGCCTCCGGCCTAACT TTGAGTGGGAAGATGCAACA 269

Ad10A9969 Aradu.A10 9969 c (AT)7caa(AT)7 31 60117609 60117639 TTTTCGAATTTGTGTTCCTTGA CATAGACCAACGTTCTAGCCAA 223

Ad10A9971 Aradu.A10 9971 c (TTA)16tcttcctttc(T)1068 60120252 60120319 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 263

Ad10A9972 Aradu.A10 9972 p2 (AG)6 12 60122025 60122036 ATAGGTGAGGGGTTTTTGGG CTGGTGCAGGGACGAATTAT 140

Ad10A9974 Aradu.A10 9974 p2 (TA)9 18 60173738 60173755 CCATGGACATAAATGAGGGG AAAGGAAACCATTCAGTGTACCA 238

Ad10A9976 Aradu.A10 9976 p2 (GC)6 12 60189587 60189598 TAAGTTGGATTGGGCACACA TGGAAAGCTAACATCTGGGG 170

Ad10A9977 Aradu.A10 9977 c (T)12aacttttatttctc(T)1137 60245337 60245373 TTTGTCCCCTTTATTGCTTTTC GACTTTGGGACATTGGTTGG 251

Ad10A9978 Aradu.A10 9978 p2 (CT)7 14 60290738 60290751 TTTCGAAATCTCTCCTCCCC CGGAAAAGCACACCAAACTT 149

Ad10A9989 Aradu.A10 9989 p2 (TA)12 24 60405786 60405809 ATATACCCAAAGAGGAAATTCTACC ATTCGAGCATCATCACTCCC 202

Ad10A9996 Aradu.A10 9996 p2 (AT)10 20 60486680 60486699 TTGCACACTCATGCATTCCT AGAAAAAGGGGACCGAAAAA 226

Ad10A9998 Aradu.A10 9998 p3 (TTC)9 27 60495298 60495324 CCCATCACCTCTTCACCACT TAGAATATTGCTCGCCCTCG 226

Ad10A9999 Aradu.A10 9999 p2 (AG)6 12 60508185 60508196 GCCAGTTGGGCAACATAAAT TTGGCCCAGAGAACTCAGAT 272

Ad10A10000 Aradu.A10 10000 p2 (TA)7 14 60509555 60509568 ACTTTGGGGCATTTTATCCC TAAGTGTGGGGAAGAGTGGG 202

Ad10A10002 Aradu.A10 10002 p2 (AG)6 12 60519642 60519653 GCCAGTTGGGCAACATAAAT TTGGCCCAGAGAACTCAGAT 273

Ad10A10004 Aradu.A10 10004 p2 (AT)8 16 60571612 60571627 AAACCGTATTTTTACCGCTCA GGACGACGAAGTTTGGAAGA 239

Ad10A10005 Aradu.A10 10005 c (A)10ctatttttaaagtacagtgattgttacccgccttatgtatcttttcaaaaccatagatccacattcaaaatttgaaatcc(T)10100 60571873 60571972 CATCGTTCTCGAAAGGGTTC GGTCATTCATACTGCCTTGGA 231

Ad10A10010 Aradu.A10 10010 p2 (AT)6 12 60614963 60614974 TTGGGAAGAATTCCAAGCTG GACGAAAGTGGTATATGAGGCA 221

Ad10A10012 Aradu.A10 10012 p2 (AG)6 12 60666104 60666115 CGGGTCATCTTCTCAAGGAA TCCAATTCTCACCACATCTGA 203

Ad10A10017 Aradu.A10 10017 p2 (AT)6 12 60738159 60738170 GGAGCCTTTGAAGAAAAGGG CATATAACCGCCCTGAGCAT 143



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A10018 Aradu.A10 10018 p2 (AT)8 16 60740047 60740062 ACTTTCTGGGGCTTTTGTCC GCTTAGGCCAGTGAGAGTGC 236

Ad10A10019 Aradu.A10 10019 p2 (TA)6 12 60754775 60754786 TTCTCTTTGAGCCACCTGCT TGACCCCCTAAACCACGTAA 269

Ad10A10020 Aradu.A10 10020 c (T)11(A)10 21 60755698 60755718 ACGATGGACAACTCATGTGC ACCTGACATGGTCATGCAAA 185

Ad10A10022 Aradu.A10 10022 p3 (ATA)12 36 60756266 60756301 CCAAATGTCATGTTTGGCTG TGTGGAAACATAGCCACCTG 196

Ad10A10023 Aradu.A10 10023 c (T)10caaaaaaaattcagcatttac(A)1041 60758163 60758203 CAAACTATTCTTATACTTGGCAAATGA GCGATCTTACATCGAACGAA 212

Ad10A10029 Aradu.A10 10029 c (T)11aaattttaacttttggag(A)1241 60766048 60766088 CCCATATGGCCTTACATAATTGA TGCCGTTCAACCATTATTCA 270

Ad10A10031 Aradu.A10 10031 p3 (TCT)5 15 60777075 60777089 GCCAAGGATTGAAGAGCAAG CAACAAAAGAATGGAAGAAGAATG 223

Ad10A10038 Aradu.A10 10038 p3 (ATT)5 15 60871082 60871096 TTTGTGAAGTCACCAAGCATTC TTGATCCAGAACCTGAAAGGA 157

Ad10A10042 Aradu.A10 10042 p3 (AGA)6 18 60901509 60901526 CGGTCTTAGGTGCCATCAAT TTAATTTCCCATCCATCCCA 271

Ad10A10044 Aradu.A10 10044 p2 (AG)8 16 60905068 60905083 GGAGATGGGAGAGAAGGAGAA TTTTGTTTGCTTCTTATCTTTTTCAA 216

Ad10A10049 Aradu.A10 10049 p3 (AGA)7 21 60924575 60924595 CGGTCTTAGGTGCCATCAAT AAACAATTTCCCTCCCATCC 276

Ad10A10050 Aradu.A10 10050 p2 (AG)10 20 60928176 60928195 CGGATTTTTGGTGAGTGAGG TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ad10A10053 Aradu.A10 10053 p5 (AGATA)5 25 60996321 60996345 AAGAGTGGTTCCCTTGCAGA ATGATGCTGATCCTTCGTCC 237

Ad10A10056 Aradu.A10 10056 p5 (AGATA)5 25 61012413 61012437 TCCCTTGCAGATACGAGGAC CGACTTGTTGGACTTGGTGA 247

Ad10A10059 Aradu.A10 10059 p3 (TCT)11 33 61023551 61023583 CCATTTTCCTACCCATTCCC TGCCATTGATGGTAGTGGAA 280

Ad10A10071 Aradu.A10 10071 p2 (CG)6 12 61182636 61182647 AAGTGAAGGGGTGATTGTGC GGATTTCGCGTTGGTTTAGA 192

Ad10A10073 Aradu.A10 10073 c (T)10cgg(T)10 23 61209304 61209326 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGAA 194

Ad10A10074 Aradu.A10 10074 p2 (AT)7 14 61232341 61232354 AGCGGTTTATCAATCTCCCC TTCAGTTGCTCGTTTCCGTA 280

Ad10A10075 Aradu.A10 10075 p2 (TA)6 12 61232891 61232902 AAAATCAAACTTAGCCGCCC CAAATGTTGAGAATGTGGGTG 175

Ad10A10083 Aradu.A10 10083 p2 (TC)18 36 61291603 61291638 TCTTCTTTGTTTGCCACAGC TTGAACACTTGCAATTCAACAAC 273

Ad10A10084 Aradu.A10 10084 p3 (AAT)5 15 61318870 61318884 CTTCGCACAACTAACCAGCA CGCCTATCTGAAATTCCCAC 233

Ad10A10088 Aradu.A10 10088 c (AC)7(AT)6 26 61400944 61400969 ACGAATCATGAAACCCCAAA CGGGCTGTGGCTAGTATCTT 215

Ad10A10089 Aradu.A10 10089 c (T)11gaaaaaggagaaattcaaacgaacacgg(TA)957 61406214 61406270 TGAGTCCATGATGTGTTGTTCA TGCAATGGTTATGTGATCTTTTT 228

Ad10A10090 Aradu.A10 10090 p3 (AGA)6 18 61411545 61411562 ACTCGGAGGTGGAAGCTTTT TTCTACACCTTGGCCGAAAC 217

Ad10A10092 Aradu.A10 10092 p4 (TATG)6 24 61417781 61417804 TTGGAATGGGCTATTCATGG CAATGGTTTTGCCACAATTT 174

Ad10A10093 Aradu.A10 10093 c (CTT)5ccccccttcttcccttctacattatttcttcatccgttttc(T)1167 61418530 61418596 ATAATTGATGCCCCTTTCCC TTTTCGTCCCCAACATTTTC 227

Ad10A10097 Aradu.A10 10097 p2 (TC)25 50 61481124 61481173 CTTCGCGACTTTACTTGCCT GGAAGAAAAATCAATGGAGAAA 221

Ad10A10098 Aradu.A10 10098 p3 (AGA)5 15 61487743 61487757 AAAATGTTTGCTCGTCCTCG CCCAAAACCCCTTCACCTAT 277

Ad10A10102 Aradu.A10 10102 p3 (CAT)6 18 61511136 61511153 AAATTCAACGAATCAGCAATCA ACTCCATTATCACGCGCTTT 257

Ad10A10105 Aradu.A10 10105 c* (A)10(AC)6* 21 61513115 61513135 TCCTACAAAACCAAGCCCAC GCTATAAGTGGGTTCGCAGC 269

Ad10A10106 Aradu.A10 10106 p3 (ATG)7 21 61514645 61514665 ACTCCATTATCACGCGCTTT GACAAATGGTCAGAGCCACC 173

Ad10A10109 Aradu.A10 10109 p3 (TAT)5 15 61520806 61520820 GCCTGTTGAGCTGCTAGTACTTAT TGGATTGGATTTGTGGTTTT 280

Ad10A10111 Aradu.A10 10111 c (TC)8tt(TC)9 36 61524172 61524207 ACGGCTCGTCAATCAGAGTT TAAAGTGGGTCAAACGGACC 231

Ad10A10114 Aradu.A10 10114 p3 (GAT)10 30 61537412 61537441 ACCAAATCAATGACCGCACT TCCCTTTCTCCAACAACCAC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A10115 Aradu.A10 10115 p2 (AT)7 14 61554357 61554370 AAGTGTGGGAAAACTGTGGG TTTCAAGGTTGTAATGGGGC 208

Ad10A10118 Aradu.A10 10118 p3 (TTC)5 15 61576851 61576865 GGATGGTTGGTTTTTGGATG GGAGGCAAAAGAAAAACGTG 218

Ad10A10123 Aradu.A10 10123 p3 (AGA)6 18 61615063 61615080 CTAGAGGACTCTCCGGCCTT TACCCTCTCCCCTCTCCCTA 245

Ad10A10126 Aradu.A10 10126 p2 (AT)6 12 61654479 61654490 GGGGACAAAATTACCCCAAT AATGGGGCTAAGGTAAGGGT 239

Ad10A10129 Aradu.A10 10129 p3 (AGA)6 18 61701664 61701681 ACCACTGAGCTATGACGGCT CCCCTCACTCACCTCCATTA 221

Ad10A10132 Aradu.A10 10132 p2 (GC)6 12 61718516 61718527 GGGAGCATGCATAAAGGAAA GGCACGTCCATGAGGATTAT 156

Ad10A10136 Aradu.A10 10136 p2 (CA)6 12 61750532 61750543 CACCAAGCAACCCCATTTAT CCCCGTACTGGGTATTTCAA 225

Ad10A10139 Aradu.A10 10139 p2 (GC)6 12 61812655 61812666 TGGTGTTTGGAAGTGTTGGA AACTCTGGGCCAACATTGAG 228

Ad10A10144 Aradu.A10 10144 p3 (TCT)8 24 61894970 61894993 TGGCCGAACCTACATCTCTC GGTCTTGATGGCTCTTGGAG 264

Ad10A10147 Aradu.A10 10147 p4 (AACT)5 20 61955430 61955449 CTCACTTCAAATTCGCACCA GCGAATAGCGAGGATAGCAC 219

Ad10A10148 Aradu.A10 10148 p2 (TG)6 12 61968274 61968285 TAAATTTCGTGCACCAGCAG GACGACCCGGAGTTGAAATA 273

Ad10A10149 Aradu.A10 10149 c (AT)6aatatctcttgggttgcattacgcaac(AT)957 61984219 61984275 AACACATCTCTTGGGTTGCC CCCGCTTGCGTATTTATGAT 245

Ad10A10150 Aradu.A10 10150 p3 (TTC)5 15 61999420 61999434 AAATCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 195

Ad10A10151 Aradu.A10 10151 p4 (AATA)5 20 62006349 62006368 TCCTTGAAGCAAAAGAAAGAGC ACGCACTTGGTCTCGACTCT 206

Ad10A10153 Aradu.A10 10153 c (ATC)6(TTC)13 57 62014978 62015034 CCGAACAAGTTGGAGCAAAT ATACACACGGCACGCAAATA 217

Ad10A10155 Aradu.A10 10155 p2 (CT)6 12 62025775 62025786 AGCCAAGCCCTCATTCATTA CATAAATGGTGCGTCATTCG 172

Ad10A10156 Aradu.A10 10156 p2 (TC)6 12 62041514 62041525 AAAGAAAACGGCCCAAGATT GGTCGTGTGACCACAAACAG 256

Ad10A10157 Aradu.A10 10157 p2 (AT)8 16 62044339 62044354 CATTCCATGATCCATCCTTTG TGACGTTCCACCTGTCTTGA 229

Ad10A10158 Aradu.A10 10158 p2 (TA)6 12 62053187 62053198 CGACCCAATTTCTGGTACATC GACCTGGGATGTTGTATGTGTG 280

Ad10A10159 Aradu.A10 10159 p2 (AT)9 18 62057063 62057080 GGTTCTCACCCATGCAGATT CGGAACCTGTTTCTCCAAAA 222

Ad10A10160 Aradu.A10 10160 p3 (GAT)6 18 62065178 62065195 TGCTCCCGAGCTCTACCTAA CTCTCCAGTAGCAGCATCCC 277

Ad10A10161 Aradu.A10 10161 p2 (TA)8 16 62080601 62080616 AACGCCCATAATGATAGCCA TCAAAGTGTTCTCGGTGTTCA 214

Ad10A10164 Aradu.A10 10164 p3 (TTC)7 21 62105604 62105624 TTATACCTTGGCCGAACCAC CTAGAGGATTCTCCGGCCTT 180

Ad10A10165 Aradu.A10 10165 p2 (TA)6 12 62121287 62121298 CAGAGAACAGAGTAACCAGAGCA CGCTCATTTGAAACAGCCTC 274

Ad10A10166 Aradu.A10 10166 p3 (GAG)5 15 62122444 62122458 TCCACCAGAGTGGGACTTTC GTCGTTTGGAGGATCGTCAT 265

Ad10A10173 Aradu.A10 10173 p3 (TTC)6 18 62247049 62247066 CTTCACTCTCCCCTCTCCCT TGCCATTGATGGTAGTGGAA 223

Ad10A10174 Aradu.A10 10174 p2 (TA)7 14 62254693 62254706 CAATACACTTCTGACGCGGA ACCATGACAAGGAGCTCACC 244

Ad10A10176 Aradu.A10 10176 p3 (TTC)5 15 62259928 62259942 TGGTTTGGAATTGCTTCCTC GCCTCTTTCCATTGAGTTTGA 117

Ad10A10177 Aradu.A10 10177 p3 (TTA)5 15 62300852 62300866 TGAATAAAAGTATGCAAACGCAA CCCCCTGTTTTTCTCCTTTC 262

Ad10A10180 Aradu.A10 10180 p3 (TTG)5 15 62321807 62321821 GCTTCCCAAACTTCTTCCCT TCAGGATCCAACAGCATCAG 276

Ad10A10183 Aradu.A10 10183 p2 (AT)7 14 62361700 62361713 TCAATTCCTCAACACATGTCAA AAGCCAATGATGGAACAGGT 280

Ad10A10186 Aradu.A10 10186 p2 (AG)6 12 62386175 62386186 TTTGACAAAAGTTGAGAGAGAAACA CCTTTTCAAATCTTTGATTAACCC 234

Ad10A10189 Aradu.A10 10189 c (TC)6tttctcatctttttcaaaaattctcaattctt(TC)1982 62390505 62390586 TTCTTCTTTCTCTCTCATCTTTTTCA GAGTTCCTTCTGAGAGGCTTAGG 197

Ad10A10192 Aradu.A10 10192 p2 (CT)6 12 62485402 62485413 CCAGAGGTTATAAAGTGGGGG AGTGGCATAGGCCAAATAGG 262
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Ad10A10194 Aradu.A10 10194 p5 (TTATC)5 25 62509388 62509412 GTCAGAGCTGTTGTGTCCGA AAGGCGGTTCTCTTGAGGAT 267

Ad10A10195 Aradu.A10 10195 p3 (AAG)5 15 62523885 62523899 CGATTTCAAGCAACCACTCA TTGGAAGGAGGTTCGATGAC 278

Ad10A10197 Aradu.A10 10197 p2 (AG)8 16 62528694 62528709 GGGCCATGATCTTGATGAAT CACGTTTGGCTCTCTCTTCC 155

Ad10A10200 Aradu.A10 10200 p2 (TA)6 12 62573446 62573457 CATTGGGGTAATTTTGTCCCT TGTGGGGAAACTATGGGAAC 214

Ad10A10203 Aradu.A10 10203 p2 (TA)7 14 62597857 62597870 ATATTGGTGACAGGAGCGGA GGCACAAGAAACAGACGTGA 244

Ad10A10205 Aradu.A10 10205 p2 (TA)6 12 62602522 62602533 TGGTGGAATCTTTTGCAATG CAAAATCCAATGAGGGTTCAA 272

Ad10A10207 Aradu.A10 10207 p6 (TTATCT)5 30 62609481 62609510 GTCGGAGTTGCTGTGTCTGA GATAAGGGTGGTTCCCATGA 261

Ad10A10209 Aradu.A10 10209 p5 (AAGAT)5 25 62639799 62639823 AAAGGGCCCAAATAGAGGAA TGCTGCTGATCCTTTGTCAC 273

Ad10A10212 Aradu.A10 10212 p3 (GAA)5 15 62674000 62674014 CCCTTTTCCTTTTCTGGAGG TCCATCTCCCATCACTCTCC 173

Ad10A10214 Aradu.A10 10214 p5 (AAGAT)8 40 62681639 62681678 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 173

Ad10A10215 Aradu.A10 10215 p2 (AT)6 12 62682466 62682477 AAAATATCACGCTTCCGGCT TTCCCTCGCCTTTGTCTTTA 269

Ad10A10216 Aradu.A10 10216 p4 (CTTT)8 32 62685731 62685762 CCTTCCTCGCCTTTTTCTCT CACACTCTCCAACCAAACCC 265

Ad10A10217 Aradu.A10 10217 p2 (AT)6 12 62692037 62692048 ACTTGCCGGTTAGTTTGTGG GCAGAGAATTCCCAGTGAGG 199

Ad10A10219 Aradu.A10 10219 p3 (TTC)5 15 62736171 62736185 ATCTGTGTCCCCTCCCTTTT TGGAGGATGTTAGTGGGAAAG 231

Ad10A10220 Aradu.A10 10220 p2 (TG)13 26 62740411 62740436 GGGGACAAAATTACCCGAAT TGGGACTAAGGCAAAGGTGA 271

Ad10A10223 Aradu.A10 10223 p3 (TCT)6 18 62779690 62779707 ATAGCCGAATCCATCTCCCT CTCCCAAGACTCAGAGGTGG 200

Ad10A10224 Aradu.A10 10224 p2 (AT)7 14 62784098 62784111 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAAAGTGGTTAGG 164

Ad10A10225 Aradu.A10 10225 p2 (AG)9 18 62799239 62799256 GTGCCGGTGAGAGAAAGAAG GAGGAAAAGAACAGCACGGA 252

Ad10A10228 Aradu.A10 10228 p3 (CAA)5 15 62806381 62806395 TGCACCTAGAGGTCCGTCTT TCATTTTGAGGCTGTTTCCC 102

Ad10A10229 Aradu.A10 10229 p3 (CAC)8 24 62815256 62815279 GGTCTGGGGTGAAAATCAAA TGGTGTTGTGGCTGTTGTTT 272

Ad10A10231 Aradu.A10 10231 p3 (CCT)7 21 62816639 62816659 TTTCGTTATCGTCGTCACCA AATCGAATCACACCTCAGCC 225

Ad10A10237 Aradu.A10 10237 p2 (TC)8 16 62830118 62830133 TAATGCAGGGATTGATGCAG AGCATTTTGCCACATTCCA 224

Ad10A10239 Aradu.A10 10239 p2 (TC)13 26 62842948 62842973 CGGAAGTTGAAAACGCTGAC AGGGGGTGAACAGTGATGAG 272

Ad10A10241 Aradu.A10 10241 p2 (AT)9 18 62884352 62884369 CCAAACAAAATTAAACGCACC AAACTAAAACTTTCGTTCTTCCTTTTT 263

Ad10A10242 Aradu.A10 10242 p3 (TTC)7 21 62890176 62890196 TACCCTCTCCCCTCTCCCTA TAAAATATTGCTCGCCCTCG 173

Ad10A10243 Aradu.A10 10243 p3 (AGA)14 42 62899488 62899529 TTGCCTTCCCTTTCCTCTTT AAACCCCTCCATCCTTTCAC 258

Ad10A10247 Aradu.A10 10247 c (AT)11t(A)10 33 62930698 62930730 TCAGAAGCATTGTCACCTGC TCTTGCATGCAGCTTTTGAG 154

Ad10A10249 Aradu.A10 10249 p3 (TGG)5 15 62937070 62937084 TCACAGTGGAAGGTGTCTGC TCAATATGGATCAGCACCCA 153

Ad10A10251 Aradu.A10 10251 p2 (AG)7 14 62938926 62938939 ACCACCGTAACCCTCCTCTT CTGCTGACTCTGCTGCTGTC 262

Ad10A10252 Aradu.A10 10252 p3 (CCG)5 15 62939225 62939239 GCCGTATGTTCATCCTCACC GTGAGCAAAGCAATTGACGA 250

Ad10A10253 Aradu.A10 10253 p2 (CT)18 36 62939459 62939494 TCGTCAATTGCTTTGCTCAC GAATATCTCAAACGCGGAGG 267

Ad10A10260 Aradu.A10 10260 p3 (TCT)7 21 62973115 62973135 GTTTTCAAAGCGCGCTACTC GAACGCACGAATGAGATCAA 111

Ad10A10262 Aradu.A10 10262 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 62986388 62986442 CCTCCTCATCTTCTGCTGCT TAACGCGCTTACTGCATGTT 236

Ad10A10264 Aradu.A10 10264 p2 (TA)7 14 62990088 62990101 AAAACTCCGAACATCTCGTCA GGTGAACCGTGTTCAAGGAA 185
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Ad10A10265 Aradu.A10 10265 p3 (AAT)22 66 62997274 62997339 CAACAACGCAACACAACACA AACCATTCCCATTTCTGTTCC 217

Ad10A10266 Aradu.A10 10266 p3 (ACC)5 15 63003189 63003203 GAGAAGACGACCCGAGGTTT GTGTCCCAATCATCCCAGAC 260

Ad10A10269 Aradu.A10 10269 p2 (AG)6 12 63026369 63026380 TGTCATTCCAGTGTTGCCAT AGCAGCTCAGGCAATGATTT 181

Ad10A10270 Aradu.A10 10270 p3 (CAA)5 15 63028974 63028988 CAAAAAGATGCCTGCAACAA AGAAATCCAGGCTAGGAGCA 201

Ad10A10273 Aradu.A10 10273 p5 (AAAAT)5 25 63070969 63070993 GCCTCCAGGGTGAACAATTT GGGAGGCAACCCAATTTTAT 159

Ad10A10274 Aradu.A10 10274 p3 (ATT)6 18 63073066 63073083 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 199

Ad10A10277 Aradu.A10 10277 p2 (GC)6 12 63112207 63112218 GGGAGCTCTTGGGAATTTTT AAAAGCAGAGAGCAAATCCG 217

Ad10A10279 Aradu.A10 10279 p2 (AT)9 18 63120119 63120136 TGATGTTTAGCTCGCACCAG ATACCTCACCCAATCATGGC 272

Ad10A10280 Aradu.A10 10280 p3 (AGA)5 15 63124876 63124890 CACCATTAGCAACCAGCAAA TGTCCGGAACCCAGTAACTC 261

Ad10A10287 Aradu.A10 10287 p4 (TATT)5 20 63158977 63158996 TTTCTGAATTTAAGTTTGGTGTTACC CCTGCGCATAAACAAACAGA 179

Ad10A10291 Aradu.A10 10291 p2 (AG)7 14 63210220 63210233 AACGGAATGGGGAGAGAGTT CAAACCACGTCCAACATCAC 154

Ad10A10293 Aradu.A10 10293 p5 (AAAAT)8 40 63224762 63224801 TGAGAACATTGGTTGGGATG TTTTCCCCTTCTTATTGCTTTTC 244

Ad10A10295 Aradu.A10 10295 p2 (CT)6 12 63244939 63244950 TGACTCCCTCTTTCCACCAC CGGAAAAGCACACCAAACTT 114

Ad10A10297 Aradu.A10 10297 p3 (AAG)5 15 63264601 63264615 TGCCATTGATGGTAGTGGAA CTTCACTCTCCCCTCTCCCT 223

Ad10A10298 Aradu.A10 10298 p3 (AAT)6 18 63303782 63303799 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 244

Ad10A10299 Aradu.A10 10299 c (A)10ggggtgaaaaagaaaaagaaaaaagaa(AAT)1273 63311410 63311482 TGGCTCTTGAAAGAATGATGAA TCCCCAATTAGAGGTGTCCA 246

Ad10A10300 Aradu.A10 10300 p2 (GA)7 14 63319953 63319966 TTGGGAGGGAAAAGTGTTTG ACAATAAGGGCGTTTTGCAC 265

Ad10A10301 Aradu.A10 10301 p2 (GA)6 12 63323107 63323118 GGAATCCTCTATGTCCCGGT TTTCCTTTTCCTTTTAATTATTTTCG 206

Ad10A10302 Aradu.A10 10302 c (T)15gcca(T)20 39 63353361 63353399 CCCTTTTACCCTTGCCTTTT TGAATGTTGGCTCTTGAAAGAAT 259

Ad10A10303 Aradu.A10 10303 p4 (AAAG)6 24 63360365 63360388 AGGTTCGGCCATGTCTTCTA TCTTCACATCTCACAGGAGCC 240

Ad10A10305 Aradu.A10 10305 p2 (AG)11 22 63394492 63394513 GGGGTATCACCATTCACCAC AAGGCGGAGACGGAGTAGTT 267

Ad10A10308 Aradu.A10 10308 c (AAT)5aac(AAT)533 63403003 63403035 CGCCCTTGCCTAACAAAGTA TTCGTCACAAAATTGGGTTG 227

Ad10A10312 Aradu.A10 10312 p3 (TTG)11 33 63413076 63413108 GTTTGGATGGAACCCTTGAA CAATGCCAAAACAACTTCCA 197

Ad10A10313 Aradu.A10 10313 p2 (AG)6 12 63416848 63416859 CCCTTATTGTGCCACGACTT TCGGTTCAGAATTTTGGTGT 229

Ad10A10316 Aradu.A10 10316 p2 (AG)6 12 63423052 63423063 GCCAATAGCAAAACATATGGC AAGACAGTGATGAAAGAAGGAAA 274

Ad10A10318 Aradu.A10 10318 p2 (AG)7 14 63428447 63428460 CCACCTCGTCTCTTGTCCTC TCTAAAGAAGGGTGGCGAGA 280

Ad10A10323 Aradu.A10 10323 p2 (TA)8 16 63435595 63435610 AGGAGGAACAAAGAAGGGGA ACCCCTGTTTTCAGCAAATG 245

Ad10A10324 Aradu.A10 10324 p2 (AT)6 12 63447002 63447013 GGTTGGGTTAAAGCTTGGGT TTTCAAGGTTGTAATGGGGC 102

Ad10A10325 Aradu.A10 10325 p2 (AT)6 12 63449902 63449913 CATATTGATAAATTAGACGGTGAAAG TTAAGAAAAATAAATCCATGCAACA 100

Ad10A10326 Aradu.A10 10326 p3 (CTC)10 30 63469807 63469836 ACACGCGCGTTTCAATAAT CGACAGCCCTGTTATCCATT 107

Ad10A10327 Aradu.A10 10327 c (AAG)5aaaaacaaggagaagaagaaggaaagaagaaaaacctgcgtgcatgaatttaga(AGG)584 63470555 63470638 CCGAAATTATTTAATGATGCCA AAAGCTCTACATCCAAGCAAAA 244

Ad10A10329 Aradu.A10 10329 p2 (GA)8 16 63505677 63505692 AATGCTTGGTTTCGGAATTG ATTAGTTGCCTTGGGGCATT 200

Ad10A10331 Aradu.A10 10331 p2 (CG)6 12 63540614 63540625 GATCCTGCACTCCTCTCTGG GGGGCTCAACTCTCTGTGAA 213

Ad10A10332 Aradu.A10 10332 p2 (GC)6 12 63540863 63540874 TCCTGCAGCAACTTCTGGTA AAGTGAAGGGGTGAGTGTGC 207
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Ad10A10334 Aradu.A10 10334 p2 (AG)6 12 63547192 63547203 GAAATTTCAGAAAGCGCTGG GATAAAGACTTCAACGGGGG 248

Ad10A10335 Aradu.A10 10335 p4 (ATTT)6 24 63551252 63551275 TCATGCATTCAGAATCACAAA GTTGCTTTGATTGCCTGCTT 244

Ad10A10343 Aradu.A10 10343 c (T)10gagtatttattttataaatacaaattttgttttc(T)1357 63604006 63604062 AGGGTGCAATTTCAGCTGTT ACAAAAATTGCTAGCCCCCT 207

Ad10A10345 Aradu.A10 10345 p2 (AT)10 20 63607903 63607922 ATGGCTGGCGGAGTTTAAG AAATACAGGTCGCAACCCAC 241

Ad10A10346 Aradu.A10 10346 p3 (CAT)12 36 63615255 63615290 CCTCGTCTTCGTTCTCATCC AACAACGGAGGATTTTGCAT 198

Ad10A10349 Aradu.A10 10349 p2 (TA)6 12 63623743 63623754 TCATGCTTATTTAGAGATTGCGA CTATCCTACCCGACCGGATT 179

Ad10A10350 Aradu.A10 10350 c (AC)7gcacacacgcacgcacgtacgcatgcgcgcgcg(CA)659 63644649 63644707 GGGTCTTACACAACTTTATCCCC TCGTCCTCCTTCCCTTCTTT 268

Ad10A10352 Aradu.A10 10352 p3 (AGA)6 18 63699154 63699171 CTCTGGCCTTTAGTGCCATC CAAAATCTCTTTCCCACCCA 277

Ad10A10353 Aradu.A10 10353 p3 (CAT)5 15 63710265 63710279 TAGCTTCAACTGCCGAGGTT TGTGGGTAGCGTAACTGCTG 218

Ad10A10356 Aradu.A10 10356 p3 (TCT)29 87 63732451 63732537 GCCATTGTTTCCGCTGTAGT CGTGAGTCGCTACTGAATCAAA 205

Ad10A10361 Aradu.A10 10361 p2 (TA)6 12 63803352 63803363 TCCCAACAAAGCATAGCACA CAAGAACCTGTCTAACAGCGG 228

Ad10A10365 Aradu.A10 10365 p2 (TA)7 14 63815225 63815238 TGGAATTGCTTTGGTTTCATC AAATGATGGATGGAAATGGC 235

Ad10A10366 Aradu.A10 10366 p4 (TTAT)5 20 63817714 63817733 ATCGAATATATCCGCAAAACA TCGGATTGCAGATTTCATGT 272

Ad10A10367 Aradu.A10 10367 p3 (CAA)5 15 63831748 63831762 TGCACCTAGAGGTCCGTCTT GGATGGTGACTTCCACACCT 135

Ad10A10369 Aradu.A10 10369 p2 (AC)6 12 63876322 63876333 CCACAAATTCTCCCCACACT CCATATGGCCAACCCTTACA 182

Ad10A10371 Aradu.A10 10371 p3 (GTA)5 15 63908674 63908688 GCGTGGTCTAAGGGAGTTGA CATGCCTGATGATGATGAGAA 249

Ad10A10373 Aradu.A10 10373 p2 (TC)6 12 63913502 63913513 CTTCTCCCATTGCCCTATCA AAGGAGAGGGAGTAGGGGTG 187

Ad10A10374 Aradu.A10 10374 p2 (TA)8 16 63916255 63916270 CCATATGCATTGATGCTCTTGT TGCAATTCCACTCCAAATCA 253

Ad10A10375 Aradu.A10 10375 p2 (CT)6 12 63948572 63948583 TTGCAAACATCAATCAATAACAAA GGGGGAATCCATTCATCATT 279

Ad10A10377 Aradu.A10 10377 p2 (TA)8 16 63962963 63962978 TTTTGTGTGTTTTTCTCTTTCATCA TGAGGAAAAGGAGAAAGTGGTT 270

Ad10A10378 Aradu.A10 10378 p3 (AGT)5 15 63983380 63983394 AGCTGAAGCGCCAGAAATTA CATGTCTGATGATGATGAGAAAAAT 268

Ad10A10383 Aradu.A10 10383 c (T)11aaaaaaaatttcg(A)1034 64028575 64028608 AAAAACGAAACAAAAGCAATAAAAA CTTGGTGTTTTCCCTCCAAA 230

Ad10A10384 Aradu.A10 10384 p3 (AGA)6 18 64065728 64065745 TAAAATATTGCTCGCCCTCG TACCCTCTCCCCTCTCCCTA 168

Ad10A10389 Aradu.A10 10389 p2 (TC)15 30 64116761 64116790 AGAAGGCGGAACCTTGAAAT TTCCTTTTCACACACACCCC 270

Ad10A10391 Aradu.A10 10391 p3 (TCC)5 15 64117815 64117829 CGCATGAAATCACGTTGTTC AGTTCTAATTTCGCGCTTGC 212

Ad10A10394 Aradu.A10 10394 p2 (AT)6 12 64141790 64141801 ACAACTTCGAGAACCGGATG TGGCTTTGTGTCTCTCAACG 169

Ad10A10398 Aradu.A10 10398 c (T)10aactttttcgatacttttcaagttttgtgtttttag(T)1561 64168847 64168907 GGTCATCATGTTTTTCAGTTGG AAAAGATTACACTTAACTTTGGTTTCA 253

Ad10A10400 Aradu.A10 10400 p2 (CT)6 12 64215418 64215429 TCCATTCATGAGGATGCTTTC CATGAAAGGTTCACAAGCCA 242

Ad10A10401 Aradu.A10 10401 p3 (AAG)5 15 64217133 64217147 GGCGCTCCAATATACAAGGA GCGTCAATTTCAACCGTCTT 241

Ad10A10402 Aradu.A10 10402 p2 (TC)17 34 64230810 64230843 TGAAACAAGGCTAGAATGCAGA ACGCCGCTTCTCTCTCAAT 234

Ad10A10403 Aradu.A10 10403 p2 (GA)13 26 64249941 64249966 TGCAACTATTGCCACCTTCA CAGTCATGGCTCCAGTGAGA 271

Ad10A10404 Aradu.A10 10404 p2 (TC)8 16 64256166 64256181 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 219

Ad10A10407 Aradu.A10 10407 p3 (TCT)16 48 64275679 64275726 AATAACCGGAAATCGGAACC ATTCCCAATTTCCCCAATTC 276

Ad10A10408 Aradu.A10 10408 p2 (AT)10 20 64277702 64277721 ACAGCCATCATTGCCTTTTT CTGGCTCCCTTCATTCTTTG 160
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Ad10A10415 Aradu.A10 10415 p3 (TGA)7 21 64314078 64314098 TTACGGAGGAATCAGCCAAG CATTCCACAATTTTCTTCAAACA 254

Ad10A10416 Aradu.A10 10416 p2 (CT)10 20 64318389 64318408 GACGCGTCATAATAGCGACA AGAGAGGAAGAGCCATGCTG 266

Ad10A10417 Aradu.A10 10417 p2 (TA)6 12 64320648 64320659 CACATTATGATGGCACCCAA CTGAGGGCTGAGGCATTAAG 257

Ad10A10420 Aradu.A10 10420 p2 (TA)8 16 64326264 64326279 ATATAAGCGCGTCGGAAGAA GTCAGCCTAATCTTGGTGGG 119

Ad10A10421 Aradu.A10 10421 p2 (TA)6 12 64340992 64341003 ATTGCAGCGCAATCCTAAAC AACTCGGGCGTTACTGGATA 206

Ad10A10422 Aradu.A10 10422 p5 (AAAAT)6 30 64351585 64351614 AGCTGCTTGCTTTAATGGGA CAATTTGTTTTGATTTTATTTTTCG 264

Ad10A10424 Aradu.A10 10424 p2 (GA)8 16 64369250 64369265 GAGAGAAGAAAGAGGGGTTCG CAAAACCACCTAACTACTTTTCCA 271

Ad10A10425 Aradu.A10 10425 p2 (AT)8 16 64370278 64370293 CGTTTAACGCCCAAAATGAT TTTTGAGTTGACTTGGTCAAAAA 242

Ad10A10427 Aradu.A10 10427 p3 (AAC)5 15 64374209 64374223 AAATCCAAAACCAAAGTCCTGA TCCTCCTCTTCATTTTGGGA 271

Ad10A10428 Aradu.A10 10428 p3 (TCT)6 18 64375943 64375960 AGGGTTGAAGGGGAATCAAC GAACAATTAGGGAAGAAAAAGCAA 179

Ad10A10429 Aradu.A10 10429 p4 (TAAA)6 24 64379297 64379320 GGATTTGCACCATGTTTTCC TGCAAATGCAATAGACAAAAGAA 209

Ad10A10432 Aradu.A10 10432 p3 (TCT)7 21 64399860 64399880 CTACCCTAAATGGCCGAACA CGGTCTTAGGTGCCATTGAT 255

Ad10A10434 Aradu.A10 10434 c (A)10gaaagaaaaag(A)1031 64404480 64404510 AGAACCTTGGGACATTGGGT TTTGATTTGGGGCATTTTGT 263

Ad10A10435 Aradu.A10 10435 p3 (TCT)6 18 64409431 64409448 TGGCACATGACCCACTTAAA GGGAAGAAAAAGGAAAATTAAGA 261

Ad10A10436 Aradu.A10 10436 p2 (TC)6 12 64411663 64411674 GCTCGTAAGCCAAATAGGCA TTTTGACCCAGTTCTCAGCC 279

Ad10A10437 Aradu.A10 10437 c* (AT)6(TATG)6* 33 64439650 64439682 TGTTTTTCAGATGCAGGTCG ACATAGCCCCAAGTCCAAAA 249

Ad10A10441 Aradu.A10 10441 p2 (CT)8 16 64464793 64464808 CAGGGCCATTCGAGTTTTTA CAAAGCTTTTGCAACACCAA 157

Ad10A10442 Aradu.A10 10442 p2 (TA)11 22 64469575 64469596 TCAAAACGAGTCAGTTGTGGTT CATGATTGGTTCTCGTGCAA 277

Ad10A10443 Aradu.A10 10443 p3 (ATA)6 18 64474839 64474856 CCACTTATCACATTTTTATCAACCA CCAAGCTTTCACGTTTTACCA 249

Ad10A10445 Aradu.A10 10445 p2 (CT)6 12 64488952 64488963 ATAGATGCCCTCCGTGTGAC AGCGGAGTGTTGAGGAAGAA 182

Ad10A10446 Aradu.A10 10446 p2 (AG)21 42 64490132 64490173 AAGCCGACGACAAGACAGTT ATCTGAGTTTGGTTCGTGGG 265

Ad10A10449 Aradu.A10 10449 p3 (CTT)8 24 64492110 64492133 TTGTCAGTGAGGGGGTCTTC CTTTCCCTTCCCCCTCTTCT 257

Ad10A10450 Aradu.A10 10450 p3 (TTC)6 18 64492384 64492401 GAGGGTTTCGGGAAGAAGAG TCCACAAATTCAGCAACAACA 276

Ad10A10453 Aradu.A10 10453 c* (AT)8(T)12* 27 64506352 64506378 CCATGATGGAGAAAGGGAGT TTCTCTTTCCTCTTTTCAAAAATCA 276

Ad10A10455 Aradu.A10 10455 p2 (CT)7 14 64517337 64517350 TTGGAAGGCCTTTCCTACCT ACCTTCTTCTTGGTGCCTCA 271

Ad10A10456 Aradu.A10 10456 p3 (TAC)5 15 64523703 64523717 AAAAGCTCAACCTGGAGCAA CAAGGATTGTGGTTCATCCC 101

Ad10A10457 Aradu.A10 10457 p2 (TA)7 14 64541310 64541323 CCGAGTTGGTGAGGCATTAT TTTGCGAGCTGAGTCAGAAG 166

Ad10A10459 Aradu.A10 10459 p3 (ATT)6 18 64571996 64572013 TTTTGGTGATGGTGTTTGTGA GGTGAGCGTAAATCTGAGCC 269

Ad10A10460 Aradu.A10 10460 p3 (ATT)7 21 64572125 64572145 TTCCAGAGCTGAACGGAACT GCAATTGTGGCACTGAAAGA 233

Ad10A10461 Aradu.A10 10461 p3 (TCT)7 21 64572629 64572649 ATGCTGGAACATCAAAATTATTC CTATCCACGGGGACACAACT 230

Ad10A10465 Aradu.A10 10465 p2 (GA)6 12 64580605 64580616 GGAGGAGGGGAATGAGAGAG CAACGTCCGTCTCAGCAGTA 232

Ad10A10468 Aradu.A10 10468 p4 (AGAA)6 24 64596573 64596596 CAATTCGGCGTTACAGCTTAG CTCTTGGTTCCAAAAGCAGG 185

Ad10A10470 Aradu.A10 10470 c (ATT)10gcaaaatgataattttataatgttttgaacgttgaaaatgaaaaatgttaagaaaaattttgattttaatctaaaattttagaaatg(A)10127 64610112 64610238 TGAGGTTTGATGATGACGATG TGCGCATGTAATTTGAAAGA 273

Ad10A10473 Aradu.A10 10473 p2 (AT)10 20 64611605 64611624 AAAAAGGGTTCTTAAATCAAACGA ACACACCAACGTCATCCTCA 268
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Ad10A10476 Aradu.A10 10476 p2 (CT)6 12 64613573 64613584 TGAAACCGAATATTGGAATGAC CGAGAGTGAGCTACTGTTCGTT 244

Ad10A10477 Aradu.A10 10477 p6 (AAAAAG)5 30 64630863 64630892 CAAAAATTTTAGAAATTGGGAACA TCGGGTAATATTTGTCCCCTT 188

Ad10A10478 Aradu.A10 10478 p3 (TTG)6 18 64634310 64634327 GTTCTGAAAATTGGACCGGA TGGGTAATTGGGTTACTGGG 276

Ad10A10480 Aradu.A10 10480 p3 (GAT)5 15 64656297 64656311 TAAAAGGGGGTGGTTCAGTG GCGGATTGTTTCCCAGTAGA 151

Ad10A10484 Aradu.A10 10484 p2 (AT)6 12 64663835 64663846 TGAATCGCAAGGATCTTTCA AAACTTGGCCACCACAGAAG 257

Ad10A10492 Aradu.A10 10492 p3 (AAT)15 45 64682455 64682499 GAAGGGAACCGATAAAACGA TCATTTGTCCCCACTGTTCA 207

Ad10A10493 Aradu.A10 10493 p3 (TAA)11 33 64685161 64685193 ACTGATTTGAGCGTCGGAGT GGGACACCCTTTTGATCTGA 270

Ad10A10494 Aradu.A10 10494 p3 (ATT)11 33 64685553 64685585 AAACTAAAATCAATTGCATGCTG TTGGAATCGTGTCTCACTTTCT 255

Ad10A10495 Aradu.A10 10495 p2 (TA)7 14 64687282 64687295 TGCTTTTGCAGCTCAATCAA ATTAGAGGCCGCACAGTCAG 256

Ad10A10497 Aradu.A10 10497 p2 (GA)7 14 64688951 64688964 AAGAAAAAGAGAAAGAAAGGAACG GTGTTGGAGGAGGCATGATT 223

Ad10A10501 Aradu.A10 10501 p3 (AAG)8 24 64710411 64710434 CTAGAGGTTTCTCCGGCCTT GCCGAACCTACTCCCTCTCT 256

Ad10A10502 Aradu.A10 10502 p2 (CT)6 12 64723735 64723746 AAAGAAAATCATAACATGAATGGTCA CTATTTTCGGCCCAGTTTCA 270

Ad10A10506 Aradu.A10 10506 p2 (TA)6 12 64752487 64752498 TTTCTCTTTGTAATACGGGTTGC TGGGTCATTGGGTGATTCTT 254

Ad10A10509 Aradu.A10 10509 p2 (TA)7 14 64777308 64777321 CGCACACGAAAAACATAAGG TTTTTCAGACGCAGAACGTG 209

Ad10A10512 Aradu.A10 10512 p5 (TTTAT)5 25 64805325 64805349 CTTTGTCCCTGTTCCTGCTC TTCGTTTACTTCCCTTCCCC 232

Ad10A10514 Aradu.A10 10514 p2 (TA)8 16 64827489 64827504 GAAGCTGACGGATTTCGGTA AATATTCACCCACCGCAAAG 277

Ad10A10519 Aradu.A10 10519 c (TA)6acattaataataatag(TAA)646 64854617 64854662 GATGAGAGATTGGGAACCGA GCAAGGAACCTCGTGAACTC 275

Ad10A10520 Aradu.A10 10520 p5 (TTTCT)5 25 64857053 64857077 TGTGATGTTGGTTGGTGCTT ATCCTTGAGATCAAATGGCG 258

Ad10A10521 Aradu.A10 10521 p3 (ATT)7 21 64857946 64857966 GCAGATAATATCCGAGGCCA TTCCCAAACTGAAAGAAACCA 275

Ad10A10526 Aradu.A10 10526 p2 (GA)15 30 64869322 64869351 TGGAATGCTTGGTTGTGTGT TCGTTCTTAAAGTCTTGCGTCA 274

Ad10A10527 Aradu.A10 10527 p3 (ATT)20 60 64875369 64875428 CCGAGTTGTGGTAGGACTAGAGA AACAACCCAAAACCTCCCA 280

Ad10A10528 Aradu.A10 10528 p2 (AT)7 14 64888442 64888455 TCTAGCCGTAAGGCGAAAAA ACGCTTCGCGTTTTGTATTT 152

Ad10A10529 Aradu.A10 10529 p2 (CT)8 16 64891432 64891447 TCATCAAGATCTTTGCGTGG GTGGGCCAAACAGGTTAAAA 254

Ad10A10530 Aradu.A10 10530 p2 (TA)6 12 64893436 64893447 GAAAGCTCACGAGTTGGCTC GCTTGTGAGCTGGTTTGATT 280

Ad10A10531 Aradu.A10 10531 p3 (TTG)5 15 64902112 64902126 GCCACTTCTCCTCATTGCTC AAAGGAACCACAAAAAGCCA 232

Ad10A10532 Aradu.A10 10532 p2 (CT)6 12 64919978 64919989 CCTGCCTGTTCAAGATGGAT CCTAGAACGAATCTCAGCCG 265

Ad10A10533 Aradu.A10 10533 p2 (CG)6 12 64928552 64928563 TGGTGTTTGGAAGTGTTGGA GCGCCACTCTCGAAATAAAC 160

Ad10A10535 Aradu.A10 10535 p2 (AT)9 18 64933160 64933177 GTTCTTCAAAATGGCGTCGT CCGTCCATCTTTGATTGCTT 261

Ad10A10536 Aradu.A10 10536 c (A)10tttggatagttaggtaaagcattttaaattatataaaatatgtatatcttaggtgacatcttagactaatcaagagttcaattattagctcacttaggct(TA)8126 64937492 64937617 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 225

Ad10A10539 Aradu.A10 10539 p3 (TCT)5 15 64957760 64957774 AAACCCTAATTTGCAGCCCT TCTGCCCACATAAAGAAGCC 268

Ad10A10540 Aradu.A10 10540 p2 (TC)7 14 64966825 64966838 CGCAAGGACATAATAAATGGC GCATAGAACGCTACAAACCG 275

Ad10A10541 Aradu.A10 10541 p3 (TCT)5 15 64967293 64967307 TTGAGCCCTATGCTTCACAA TCCCTCTGAAATTCCCTCTG 227

Ad10A10544 Aradu.A10 10544 p2 (TA)9 18 64973661 64973678 CGGAGGACGCAACATAAAAT TCAGCATCATTATGACCCACA 215

Ad10A10548 Aradu.A10 10548 p3 (GAA)12 36 64993515 64993550 TCCAAATTGCACTCATTCAA TCTTCCTCCTCCTCCTCCTC 225
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Ad10A10549 Aradu.A10 10549 c (GAG)5(GAA)5(CAA)7gaatgcgaacag(AGA)887 64993653 64993739 CGTTGAAATCAATCCAGATCC GCGTGATCAACCTTTCTCAA 229

Ad10A10550 Aradu.A10 10550 p2 (AT)9 18 64994878 64994895 CGATTCTATTTATTGTATTTCAATGTG TGTTATGGCCACGTAAGTTTT 279

Ad10A10552 Aradu.A10 10552 p3 (CTT)22 66 65002946 65003011 AAATACACGTGCCCAACACA AAGGAGGAGAAGGAGGAACG 217

Ad10A10553 Aradu.A10 10553 p3 (TTG)5 15 65003159 65003173 CGTTCCTCCTTCTCCTCCTT CTGTGTTCGGTTCATTCTGC 209

Ad10A10554 Aradu.A10 10554 c (TC)6(T)18 30 65005508 65005537 CAAAATGGGACCAGTTTCGT CCTTAACTGCACCCAAATCC 175

Ad10A10555 Aradu.A10 10555 p3 (AAT)7 21 65006404 65006424 TCAAATCACAGTTCCAATCACA GAAATGGATGGAAGAGCCAA 278

Ad10A10557 Aradu.A10 10557 p2 (TA)6 12 65013246 65013257 TACTTTGGGGCATTTTGTCC TGTGGAGAAATTGGGATTGA 230

Ad10A10559 Aradu.A10 10559 p3 (TTC)5 15 65024305 65024319 ATGGCCGAACAAACACTACC TACCTTTTCCGGCCTTAGGT 250

Ad10A10561 Aradu.A10 10561 c (T)10gt(TA)9 30 65050948 65050977 TCGCGTGACTTTCTGTTCAC CCAAAAGTGCTAGGTGGGAG 272

Ad10A10564 Aradu.A10 10564 p2 (CT)9 18 65063545 65063562 AACCTGGAAATTGAGAAGAAGAAA CGCATTTTGACCCAGTTTTT 216

Ad10A10567 Aradu.A10 10567 p3 (AAG)5 15 65068851 65068865 TGAAGAAGACGCAACATTGG TTGAGGGCACAACAAACGTA 264

Ad10A10568 Aradu.A10 10568 p2 (AG)6 12 65069464 65069475 TTCGAAAGGAAAGAATGGAA TGGCATGAGTATTAGACACACAG 272

Ad10A10569 Aradu.A10 10569 c (T)10cgatttttctcc(T)1032 65073323 65073354 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 232

Ad10A10571 Aradu.A10 10571 p5 (TTTTA)5 25 65123009 65123033 TTGGGTTGACTTGGTCAAAA TCCCAGATGAAGCAGTAGTGG 231

Ad10A10572 Aradu.A10 10572 p2 (AT)7 14 65135850 65135863 ACTAGCCCCTGACTCAGCCT ATCCTGGGAAGCGAGGTAGT 250

Ad10A10574 Aradu.A10 10574 p2 (AG)6 12 65156355 65156366 TGGGGAATGGAAAACAGAAG CCACAGGATCACCTCAGGAT 100

Ad10A10581 Aradu.A10 10581 p2 (TC)13 26 65213239 65213264 AGAATACAAAGGGCGCTCAC TTTTGCTCCGATGCATATTG 122

Ad10A10583 Aradu.A10 10583 p3 (ATA)5 15 65223483 65223497 TCATGATTCACATTAAAGAAACGG TTGAACATCCAGAAGAGATTGC 266

Ad10A10587 Aradu.A10 10587 p2 (AG)7 14 65233361 65233374 AATTATGCAGCAGCCCAAAC CTGGTGTATGAGCTCGAAGATG 189

Ad10A10588 Aradu.A10 10588 p2 (AT)11 22 65241376 65241397 TGTCCAAGAACAAATAAATGAAATG TTGCATGGATTGGAGATAACA 262

Ad10A10590 Aradu.A10 10590 c (A)10cttaaaaatataatcataatcattaacacaaaattatacttacctaattaatttcctctcatgtgtcacagtttgcagc(T)11100 65244990 65245089 GACCAAATACCCAACAACACAA AATGTGGAGAAACAGGCTGC 246

Ad10A10597 Aradu.A10 10597 c (T)11g(T)11 23 65262198 65262220 CCGCATGCAATGAATGTAGA TGTTTTTATGGGCAGTATGACAA 146

Ad10A10598 Aradu.A10 10598 c (T)10gttattgtatcacttttaaaacgtagtcacattatatactatagctat(TC)874 65262533 65262606 TTGCGTTTAGAATTAGGTGCATT GAGGAGGAGGAGAAGGAGGA 263

Ad10A10599 Aradu.A10 10599 c (AAG)5atggtgatcgat(A)1138 65263262 65263299 AAAACAAGAAGAAAGGAAAAGATGAA CAGCAAATTTGGGTGTAGCA 223

Ad10A10600 Aradu.A10 10600 p3 (AGA)6 18 65263752 65263769 GGAGGAAGAGGAGGAGGAGA GCGCTTTCACGTTTTTCTTC 149

Ad10A10601 Aradu.A10 10601 p2 (TA)9 18 65265249 65265266 TCATGTGAACAAATATACCAACAAGA TTTCTTTCCTTTTGGCTTCG 242

Ad10A10602 Aradu.A10 10602 p2 (TA)9 18 65266873 65266890 TTCGAAAATGATAAAAGAAGAAGAAAA TTCCACGATTTTTCTCACCC 224

Ad10A10605 Aradu.A10 10605 p2 (CT)6 12 65282582 65282593 TGGCCCAGAGAACACAGATT CAATTGGGCAACATCAATCA 261

Ad10A10606 Aradu.A10 10606 p2 (TA)6 12 65297351 65297362 CCCCCAATGCAAAATAAAAA TTGTAATGGGGCCAAGGTAA 237

Ad10A10607 Aradu.A10 10607 p2 (CT)9 18 65298520 65298537 TGGCCCAGAGAACACAGATT CAATTGGGCAACATCAATCA 267

Ad10A10609 Aradu.A10 10609 p2 (AG)9 18 65331403 65331420 TGGAGGGCATAACATAAAAACA AGGCTACAGAGTGGGGGAAT 273

Ad10A10610 Aradu.A10 10610 p5 (AATAA)5 25 65345958 65345982 GCAGAATGCAAAATGCAGAA ACAACCCACCATGGAATGAT 124

Ad10A10613 Aradu.A10 10613 c (TGTA)6ta(TATG)650 65376352 65376401 ATACACGACGGCAAGGATTC TGCCTAAGATAGCAGCGGTT 218

Ad10A10620 Aradu.A10 10620 p3 (TAT)6 18 65413655 65413672 CCACCCATCAACTGAGGACT TGCTGGTTAAGTTGAACGGA 234
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Ad10A10621 Aradu.A10 10621 p2 (TC)9 18 65440489 65440506 GAAGAATACGCGATTGCACA AGAAAACCAGTAAGCGCAGC 215

Ad10A10622 Aradu.A10 10622 p3 (TAT)5 15 65442329 65442343 ACCCATCAGCTGAGGACTTG TGGAGGATTAGTTGCTCATGG 210

Ad10A10625 Aradu.A10 10625 p2 (AG)7 14 65462323 65462336 CCCAGTTTCAATCCCAGAAA TCAAGTGATAAGCCAGGAAACA 236

Ad10A10629 Aradu.A10 10629 p2 (AG)7 14 65526147 65526160 TGATCACGAAAAAGCACCAA CCACACCATTCGAATTTCCT 106

Ad10A10631 Aradu.A10 10631 p3 (AAT)5 15 65540251 65540265 CCAGAGGTCCATATTTCCCA CAAGGACCTTCAAGCAGAGG 212

Ad10A10632 Aradu.A10 10632 c (AT)6ttcttct(TTC)1255 65577068 65577122 CTTTTCTCCTTGCTGCTGCT CGGAACTTTGCCGAAGAATA 200

Ad10A10633 Aradu.A10 10633 p3 (CTT)6 18 65587457 65587474 CCCAACTTCATTAGGGGAGG GAGGCTCACACAAGCATTCA 168

Ad10A10634 Aradu.A10 10634 p2 (GA)6 12 65590937 65590948 GAGGAGAAGAGGAGGGGAGA GCTGAGGACAATGACAGCAA 207

Ad10A10635 Aradu.A10 10635 p2 (TA)11 22 65605293 65605314 TGCGTTTAGTTACCGTGTGC CTACCGCCGCATCTAACTTC 228

Ad10A10637 Aradu.A10 10637 p2 (TA)7 14 65612185 65612198 TTGTCCTGTTCGTGCTTACG CATGTTGAACGCCAAATTGA 276

Ad10A10638 Aradu.A10 10638 p5 (GATTT)5 25 65612992 65613016 AGCCCATAGAAGATGCTGGA ATTGAAAAATGGCAAAACGG 219

Ad10A10640 Aradu.A10 10640 p3 (TAG)5 15 65623781 65623795 GAGCAAGGGCGTGATCTAAG CATGTCTGATGATGATGAGAAAAAT 252

Ad10A10643 Aradu.A10 10643 p2 (AG)11 22 65637175 65637196 GGCTGACAGTGAGGTGTTGA AGACAAGAAGATAGGCGCGA 268

Ad10A10646 Aradu.A10 10646 p2 (TA)6 12 65638553 65638564 GCCCTCTTTTTAATTGGTTCG GTCATGCATCATGGGAACAG 221

Ad10A10647 Aradu.A10 10647 p2 (TA)9 18 65638835 65638852 TCAATACTAAAATAGTTGGACACCTGA GCCTCATATTCAAGCCCAAA 262

Ad10A10655 Aradu.A10 10655 p3 (ATC)5 15 65694823 65694837 CACCGTCATCACCAATTCAC GGGAGCTATAGGTGTCGTGG 229

Ad10A10656 Aradu.A10 10656 p2 (CA)6 12 65707988 65707999 AGGCCAACTTTGAAGGATCA CGTACGCATGCTTTCAAAAA 266

Ad10A10658 Aradu.A10 10658 p2 (TG)6 12 65734930 65734941 CGTTCCTATAGAGCCTGAGGG CTAGTGCATCAAAGTGCCGA 152

Ad10A10660 Aradu.A10 10660 c (AG)17aatagaagattttttaaaaaagatgagagagaaagaggttaagaatatttgaaaataga(AG)6105 65757039 65757143 GGCGGAAGAGAAGATTTTCAA AAAAGATTGGCATCTCTTTAATTC 191

Ad10A10663 Aradu.A10 10663 p2 (CT)11 22 65811678 65811699 AATTGTAAACCCACTCCCCC AGGAGGTAGCTCCGACAACA 258

Ad10A10665 Aradu.A10 10665 p3 (ATT)5 15 65882092 65882106 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad10A10668 Aradu.A10 10668 p3 (GAA)5 15 65890817 65890831 AGCTCCTCCCCCTAATGAAA CGGAATGCTCATCTTTGGTT 173

Ad10A10670 Aradu.A10 10670 p2 (AT)15 30 65920820 65920849 TCTCAGCATCCAAGAAAAAGAA TTTCCAGAAAGGTGCATGTG 272

Ad10A10671 Aradu.A10 10671 p2 (AT)10 20 65926157 65926176 CGTCCAAACAATTCAACCCT GTAGGACAGCGGTGACCATT 155

Ad10A10672 Aradu.A10 10672 p2 (TA)6 12 65928503 65928514 TCAGAACCAAAAAGCTGCTACA GCTGATTGGTGACAGAACGA 278

Ad10A10673 Aradu.A10 10673 p2 (AT)7 14 65928723 65928736 GGAAGCCAAAGGCAATCATA GGACAGCGGTGACCAGTATT 134

Ad10A10677 Aradu.A10 10677 p2 (AT)10 20 65942653 65942672 AACTAAACGTGTGAGCGCAA CCGCAGGCTTTGACTACTTC 155

Ad10A10678 Aradu.A10 10678 p3 (ATC)5 15 65947207 65947221 TCTGCTACGCCAGGGATATT TGAATGTGGTGTGCTGAGGT 186

Ad10A10679 Aradu.A10 10679 p3 (TCA)7 21 65955641 65955661 CACGCCAGGGATATTGTTCT GGCTTTGAGATTCGGAATGA 202

Ad10A10681 Aradu.A10 10681 p5 (AAATA)5 25 65974846 65974870 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 241

Ad10A10685 Aradu.A10 10685 c (AAAAG)5aaaaagaaatgaatg(ATA)8ac(AAT)1199 66003438 66003536 CTAAGTGTGCACGGTTTCCC CATGCATCTTCTTTCCAATTCA 176

Ad10A10686 Aradu.A10 10686 p2 (TG)10 20 66006656 66006675 CAGCACAAGGACAAGTTGGA CGGGCGAATTGACAACTAAT 182

Ad10A10687 Aradu.A10 10687 p2 (TG)8 16 66007041 66007056 AATTCGCTCAAAAAGAACGC AACACACTTTGTTTCGCACC 173

Ad10A10688 Aradu.A10 10688 c (T)10gttgactagaagttaatttatatgtgt(ATA)552 66008605 66008656 GGTAATATGTTGCGATATAATTCCAGA TGGTGATTTTAGAATTTTGTAGGG 276
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Ad10A10689 Aradu.A10 10689 p3 (TTC)6 18 66021557 66021574 TGGCCGAAACTTACACTTCC TCTTTTTGGCCACAACATCA 277

Ad10A10691 Aradu.A10 10691 p4 (TTAG)5 20 66028478 66028497 ATCCTTCAACCATCACCCAA TCAGCAACAATAAACAACAAACAA 160

Ad10A10692 Aradu.A10 10692 p3 (AAT)5 15 66034001 66034015 GGTTTGTACTTGTGACAACCAA TCTTTCTGTGTTTCTTTGGTGA 280

Ad10A10693 Aradu.A10 10693 p2 (AT)9 18 66037552 66037569 TTCTTTTGCGTCAGCATTTG TTTTAAAAATGGAGAAAAACCAA 137

Ad10A10697 Aradu.A10 10697 p2 (AT)6 12 66044294 66044305 GCAGTTTGTAATTATGTTGTCACG TCGGATCCTTCTCTGTAATGC 268

Ad10A10700 Aradu.A10 10700 p3 (ATA)7 21 66051343 66051363 CGACTCGCAACTTGCTTCTT TTGGTGGTTGTTCATATTGTTCA 126

Ad10A10701 Aradu.A10 10701 p3 (TAA)10 30 66051526 66051555 TGAACAATATGAACAACCACCAA CGACATGCAGAACTCATCTG 273

Ad10A10703 Aradu.A10 10703 p3 (CTT)5 15 66067876 66067890 GCGAAAGCAGAGACAAAGGT GATGAACTCGTGGGTACGCT 229

Ad10A10704 Aradu.A10 10704 p2 (GA)6 12 66068804 66068815 CAGACAGAGGAGACATGGCA AACCCTAATCCCCTTCCCTT 166

Ad10A10706 Aradu.A10 10706 p3 (TAT)9 27 66073008 66073034 GTGAAGAAGAAGTGCGGGAG TTTATTACAGAACCGGATCAAAA 260

Ad10A10713 Aradu.A10 10713 p3 (GAA)6 18 66113339 66113356 CTAGAGGTTTCTCCGGCCTT TAAAATCCCTTTTCCCACCC 215

Ad10A10720 Aradu.A10 10720 p3 (AGA)5 15 66129313 66129327 AACATGGGAGAAAATGACGC GCGGTTTTGTAGTTACCGGA 259

Ad10A10723 Aradu.A10 10723 c (A)10ttaattgatctaaact(A)1137 66131641 66131677 TGTTCATTAAAACGAGAAAAGGG TGGAAAAATGTTTTATTTTGAGCA 251

Ad10A10726 Aradu.A10 10726 p2 (AT)6 12 66144715 66144726 CCTACGAAGAAAATGCTGGC TCAGATGCAGGACGTGAGAC 256

Ad10A10731 Aradu.A10 10731 p2 (AC)8 16 66179713 66179728 TTTCACCCCTCACAACAACA CATCCCTGGATAGCGACAGT 199

Ad10A10734 Aradu.A10 10734 p2 (GA)8 16 66211001 66211016 ATGCCCAGGCTCATTGTAAC TAGCCATGCAAGAAAAACCC 263

Ad10A10739 Aradu.A10 10739 p2 (TC)6 12 66224111 66224122 ATGAAAGGCTCGGATTGATG GCCTTCAAGGTTGAAACCAA 164

Ad10A10740 Aradu.A10 10740 p2 (AT)11 22 66236724 66236745 CAACCCGTATACCCGATCAT AACATCAACAGAAATAATGCAAACA 247

Ad10A10745 Aradu.A10 10745 p4 (AACT)5 20 66301969 66301988 GCAGCAATAAACAGCAAGCA CCTTGTTCCACACACCCTCT 237

Ad10A10748 Aradu.A10 10748 c (AGA)7agggaaagaagaacgtacaac(AAG)5gtgtagtgaaaacgtgcagtaacggttgaagaaggagaaagagaaggcaagaaacgaaagaaatgaagaagaagaggaagaagaacatgcagt(AAG)5165 66335627 66335791 GAAGGAGAAAGAGAAGGCAAGA AATGCACGTTTTCACTGCAC 215

Ad10A10749 Aradu.A10 10749 p3 (AAG)5 15 66335893 66335907 GTGCAGTGAAAACGTGCATT GACCGATCAGTTCTTGCAATC 225

Ad10A10752 Aradu.A10 10752 p3 (AGA)6 18 66350540 66350557 GCTTTTGCCACACCAAACTT CCTACCTCGCCCTCTCTCTT 247

Ad10A10754 Aradu.A10 10754 c (A)11tcattagagtgattcttgaagcaagaaaaagc(A)1457 66372689 66372745 TGAATTAGCTTGATGTGGTGACA TGTTGCCTTGGATCACAACT 263

Ad10A10755 Aradu.A10 10755 p2 (TC)9 18 66391470 66391487 TCGCATACGGTTCTCTTCCT CATCGAATCATCAGAAATTTGG 201

Ad10A10756 Aradu.A10 10756 c (T)10gggttttttttc(T)10agtatg(TTAT)558 66418825 66418882 GCAAATGCAATAAAAGAAAATGG TGCACCCTGCTTTTCTCTCT 251

Ad10A10757 Aradu.A10 10757 p2 (CG)6 12 66419089 66419100 AGAGAAAAGCAGGGTGCAAA ATAGGGAGCTCTTGGGCATT 272

Ad10A10758 Aradu.A10 10758 c (GC)6acagcgtgcttacgcgccgatggcc(T)1249 66419206 66419254 AGAGAAAAGCAGGGTGCAAA ATAGGGAGCTCTTGGGCATT 272

Ad10A10759 Aradu.A10 10759 p3 (ATT)5 15 66429357 66429371 AATGGCAAGAATGGAGATGC CAAGAGAAGGACATGGCAGC 114

Ad10A10761 Aradu.A10 10761 p2 (TC)8 16 66465748 66465763 TTAAACGCCAGAAACAGGCT ATGGGTGGTGTTTTGGGTAG 233

Ad10A10763 Aradu.A10 10763 p2 (AT)6 12 66471317 66471328 TCACCAACCTTTCTCTATACTCCTTT TGAAGAGGAAATTGTGATTATTGC 255

Ad10A10764 Aradu.A10 10764 p2 (AG)6 12 66475921 66475932 AAGCCCTTCCTTGATCCAAC TGTAAAGGGGGCTTGCTCTA 243

Ad10A10766 Aradu.A10 10766 p2 (AG)7 14 66480635 66480648 AAGCCCTTCCTTGATCCAAC TGTAAAGGGGGCTTGCTCTA 245

Ad10A10767 Aradu.A10 10767 p5 (TTTTA)5 25 66489636 66489660 GGGAGGCAACCCAATTTTAT TGCTTGTTTCTGGCATTCAG 252

Ad10A10768 Aradu.A10 10768 p2 (CT)6 12 66498929 66498940 AGCCAATTGGGCAACATAAG TGAGGGAGTCCATCCATACA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A10770 Aradu.A10 10770 c (AAG)5ccgagcaagaagaagaagaacacgggatctgaaatcttctttgcgagttacacac(TA)682 66507145 66507226 TCATTCATTTCTCTCACTCACCT TGTTCATTAGCTTTTATTTTATTGTGA 270

Ad10A10771 Aradu.A10 10771 p3 (ATT)5 15 66507740 66507754 ACCTTAGGGTGGATGTTCCC AATCACAGACAGCACCACCA 157

Ad10A10773 Aradu.A10 10773 p3 (AAC)5 15 66508411 66508425 AGGTACACGCGTCAGCTTTT GCGGACTGAGTTGATGGAAT 141

Ad10A10778 Aradu.A10 10778 c (GGT)6aatgaagtgc(AAG)543 66525286 66525328 AAGAGAAGCCAGCAGCAGAG GGTGGAATCCGTTCAATGAC 235

Ad10A10779 Aradu.A10 10779 c (CT)6t(TC)7 27 66527063 66527089 TCCAATTTCTTTTTCTCCTTGC TGAGAAGATCCACAATGCTGA 174

Ad10A10780 Aradu.A10 10780 p2 (AT)6 12 66528266 66528277 CCATGAAAGAATGTCGCCTT AATGCCACGCTTCCAACTAC 220

Ad10A10783 Aradu.A10 10783 p3 (TAT)22 66 66577933 66577998 GAAGCTTATCGTTTAGCACATCAA TGCTCAGTCATCACGTACCAT 270

Ad10A10784 Aradu.A10 10784 p2 (AG)6 12 66600459 66600470 GCATAAGCCAAATAGGCAACA TTGGCCCAGAAACACAGATT 266

Ad10A10785 Aradu.A10 10785 p3 (TAT)17 51 66602322 66602372 GGGGTAGTGAAATCCGGTCT GGGGTTGTGTATCTTTTGGC 267

Ad10A10786 Aradu.A10 10786 c (TCATCG)6tcatcatcatcatcgttactg(TTA)572 66604223 66604294 GAGGGCTAAGATTCAACCCC ACTTGCAGATCGTGAAACCC 266

Ad10A10790 Aradu.A10 10790 p2 (AC)10 20 66620173 66620192 CCCCCTATTTCCCCAAATTA TCCTCGGTGGTGGTAGAATC 268

Ad10A10794 Aradu.A10 10794 p3 (ATA)5 15 66626932 66626946 GCCTGGGTGTGTTTCAAGTT GCCGATGTCCGATTTCTTTA 247

Ad10A10797 Aradu.A10 10797 p3 (ATT)6 18 66639240 66639257 GGCTCTAGTGCAAGTGGGAG CGATCCCTATCGTAATTATTCGT 228

Ad10A10798 Aradu.A10 10798 p2 (AT)6 12 66639369 66639380 TGCAAGTGGCAGATTATTGG TGCGATCTATTAATCTTCATCCA 234

Ad10A10799 Aradu.A10 10799 p2 (AT)14 28 66642022 66642049 TGAGCTTTTGAAGACGAGCA GTATTTCTGCCTCTGCCTGC 274

Ad10A10800 Aradu.A10 10800 p4 (TTAT)6 24 66658158 66658181 ACGCACTTGGTCTCGACTCT TTTGAATCAAGGGATGTTGATG 280

Ad10A10804 Aradu.A10 10804 p2 (GA)6 12 66700588 66700599 GACACAAACAGTGCAGCGAT ACAGACCGAACCGATCAAAC 220

Ad10A10810 Aradu.A10 10810 p2 (TC)7 14 66723104 66723117 TCTGGCCCAGTTGAATTCTT TACATTTTGGGCTGACACCA 269

Ad10A10812 Aradu.A10 10812 p3 (CAT)26 78 66732145 66732222 TAACACCCCGAAATTTTGAA ATGACTTTCGGCCAAACAAC 280

Ad10A10813 Aradu.A10 10813 p3 (ATT)12 36 66736868 66736903 GCTATCTGCCGGTTTTCTTG GCCACGTTAGCTTTCTTTATTCTT 184

Ad10A10814 Aradu.A10 10814 p4 (AAAG)5 20 66738266 66738285 GGGAAAGGCGATGGAATAAT ATCTCGATGGACTCACCACC 126

Ad10A10815 Aradu.A10 10815 p2 (TA)9 18 66740767 66740784 GCGAAGGTTTAGTGTGGAGC TTGAGCCTTTGCGAATACAA 211

Ad10A10816 Aradu.A10 10816 p2 (AT)7 14 66745776 66745789 CCCCTTTCAACTACAGGTGC ATTGAGCCTTCGCAAATACG 267

Ad10A10817 Aradu.A10 10817 p3 (AAT)5 15 66750963 66750977 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad10A10818 Aradu.A10 10818 p4 (TTCT)6 24 66768653 66768676 CGCATGACTACCCTTGTGTG TGACGCAGGGAAGAAGAGTT 224

Ad10A10825 Aradu.A10 10825 p3 (TTA)9 27 66800142 66800168 TGTAGCAGATGTTCCTAATGCAC GGAATGGCATTTTTGGAGAA 223

Ad10A10831 Aradu.A10 10831 p2 (AT)9 18 66831336 66831353 ACCACTTGCTCCAGGTTGAA ACAGCAAACCCAACAAGTCC 210

Ad10A10833 Aradu.A10 10833 p3 (ATT)6 18 66845325 66845342 TTTGTGAAGTCACCAAGCATTC ATGAGCAGGAACAGGGAAAA 200

Ad10A10834 Aradu.A10 10834 p3 (CTC)5 15 66849064 66849078 AGGAGTCCTCGTCGCTATCA ATCTTCTTCAGAGGCGGGAT 272

Ad10A10835 Aradu.A10 10835 c (ATA)5atc(ATA)8 42 66862176 66862217 TTTCATGTAAGGAAAATATGATGACTT GGAATTGGTCGGTTGAGTGT 235

Ad10A10838 Aradu.A10 10838 p3 (TTA)19 57 66869094 66869150 AACCCTGTCTCTTCCACACG TTTTCCAAGACTCACATGCAA 217

Ad10A10842 Aradu.A10 10842 p2 (TA)8 16 66879781 66879796 TTTCAGATGCAGGACGTGAG CTACCCAAAATGAAGCCCAA 219

Ad10A10844 Aradu.A10 10844 p3 (TTA)6 18 66888358 66888375 TGATACAGATGCATACGTGAAAGA GTGGATTCTGGGATCAGTGG 229

Ad10A10846 Aradu.A10 10846 p2 (AT)7 14 66900725 66900738 TCATGCCATAAAGCAAAGGA TTGTAGCTTCGTGTGAACGC 134
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Ad10A10847 Aradu.A10 10847 p3 (TAT)5 15 66902842 66902856 GGCTAACAATGAGCAAAAGCA TTATGGCATCCCAACCTTTG 192

Ad10A10851 Aradu.A10 10851 p2 (TA)6 12 66916382 66916393 TTCATTTTGTTTTTCCACTTTGA GCGCGTTAAAATAAGTTTCCTG 130

Ad10A10852 Aradu.A10 10852 p2 (TA)6 12 66933024 66933035 CCCCAGCTTAGGGACTTCTT CAACATTCAGTGATCCAGCC 141

Ad10A10854 Aradu.A10 10854 p3 (TCT)5 15 66941636 66941650 CAAACCCCTTCTTCTCCCAT CGGTCTTAGGTGCCATTGAT 176

Ad10A10857 Aradu.A10 10857 p3 (AAT)6 18 67007670 67007687 ATGAGCAGGAACAGGGAAAA AATGGCAGAAATGGAGATGC 243

Ad10A10859 Aradu.A10 10859 p2 (AG)6 12 67020889 67020900 CCTCCAACCTCAATCCAAAA CATCACTCAAAGGCACATGG 241

Ad10A10861 Aradu.A10 10861 p2 (AT)14 28 67053695 67053722 CCAAAGTCCTTCTGGACTGC TTTTCAATTGCTAATTCCAAAATC 246

Ad10A10863 Aradu.A10 10863 c (T)10attgaatcactaacaaacaactcaaaaaataaaataagtacc(T)10cgtt(A)1076 67060643 67060718 TGAAACAACGTGGAAAGTGG AGGTTCGTTTGCTTGTGCTT 157

Ad10A10865 Aradu.A10 10865 p2 (TA)6 12 67103460 67103471 GGGGGCTATGATTTTGGTTT ACAAGGATAACCAACGCGAG 273

Ad10A10866 Aradu.A10 10866 p4 (TTAT)5 20 67109209 67109228 ACTCCCAGACAGTGGTGCTC CCTTGAAACAAAAGAAACAGCA 250

Ad10A10867 Aradu.A10 10867 p2 (GA)6 12 67109903 67109914 TGCTTGTCCTCAAGCAAAGA ATTATGAAGAATGCGCGACC 217

Ad10A10868 Aradu.A10 10868 p4 (TTAT)8 32 67113771 67113802 GGAAGAGGGGGTTCACAGA CCCCCTCCCCTATTCTTTCT 128

Ad10A10870 Aradu.A10 10870 c (A)11gt(A)12 25 67120993 67121017 TTCAGATGTGGCATTCAGGA TCTTGGCTGTTTGTCAGACG 213

Ad10A10872 Aradu.A10 10872 p2 (GC)6 12 67156953 67156964 ATGCGGTTCTAGTTGGGTTG TGATTCCCCTTCAATCCTTG 227

Ad10A10875 Aradu.A10 10875 p3 (GAA)6 18 67210291 67210308 GCTCCTCCCCCTAATGAAAG GAACTTCCGGGTACTCTCCC 194

Ad10A10878 Aradu.A10 10878 p3 (TTC)6 18 67252259 67252276 CCTACCTCGCCCTCTCTCTT TAAAATATTGCTCGCCCTCG 231

Ad10A10879 Aradu.A10 10879 p2 (AT)10 20 67253078 67253097 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 154

Ad10A10881 Aradu.A10 10881 p2 (GA)7 14 67272146 67272159 TGAAAGTGAGGTAGGTGGGG ATAAGCAGCAGTCTGGCGTT 280

Ad10A10882 Aradu.A10 10882 c (T)10ctttagccttctatataattggtagttctaacc(T)1053 67280303 67280355 AGCGTTTTATGCTGCCAAAT GGGATAAGGATGATGGCTCA 272

Ad10A10886 Aradu.A10 10886 p3 (TTC)8 24 67297104 67297127 CATTTTCCCACCTATTCCCA TGCCATTGATGGTAGTGGAA 266

Ad10A10892 Aradu.A10 10892 p2 (AT)9 18 67322538 67322555 AGATGGTGGTTGGTTGAAGG GGGACATGGAAGGACATGAT 259

Ad10A10894 Aradu.A10 10894 p2 (AT)11 22 67326770 67326791 CTGACCCCAAATGGAGAAGA GAACCAAACCGATGACTGGT 269

Ad10A10895 Aradu.A10 10895 p3 (TAA)6 18 67331339 67331356 TTCCCTCCAAAATGAACACA CACGACCGGTGCAATTATC 197

Ad10A10896 Aradu.A10 10896 p3 (TTA)19 57 67342192 67342248 TGGTAGGAGGTTATCATTGTCA GCAAAATTCTTCCATCCAAAA 163

Ad10A10898 Aradu.A10 10898 p3 (CTT)5 15 67343868 67343882 ACGACACGCTACATCCCTTC GAGGAAGAAGAACGTGCAGC 164

Ad10A10899 Aradu.A10 10899 p3 (AAG)11 33 67344571 67344603 GCTGCTTCTTCTTCAAAAACG GCTGCACGTTCTTCTTCCTC 194

Ad10A10900 Aradu.A10 10900 c (GAA)20ggc(GAA)681 67344729 67344809 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 214

Ad10A10903 Aradu.A10 10903 p3 (TTA)6 18 67348849 67348866 CATGTGCTTGCCAGAGAAAA AATCACCGCTTTGAGAATGC 175

Ad10A10904 Aradu.A10 10904 c (TTC)6ctcttcctctttctcttcctcttcc(TCT)558 67350408 67350465 GGCCTTTTAATGCGTTATTCA ACACCCAAAATTCGTTGCAT 239

Ad10A10906 Aradu.A10 10906 c (AAG)6gagaaagagaaggcaagaaacgaaagaaaagaagaaggaaaagac(GAA)578 67351019 67351096 CGATGAAGAAGAACGTGCAG AACGCTCAAAACATGGTTCC 174

Ad10A10908 Aradu.A10 10908 c (TG)13tttattgatgagctttaagctcattttgat(GA)1994 67359670 67359763 TAAAGGTTTTGGCGCAAAGT AACGGATTGTCAATTGGAGC 261

Ad10A10915 Aradu.A10 10915 p3 (CTT)17 51 67380825 67380875 ATTAGGGGTTTTCTTCGGGA AGGAGAAGAAACATCGGGGT 232

Ad10A10917 Aradu.A10 10917 p3 (TTA)6 18 67382646 67382663 ATATTCACGCTCCTGCCAAC TTGAGTTTCTTCTCTCCGGC 251

Ad10A10918 Aradu.A10 10918 p3 (AAT)9 27 67391244 67391270 AACGCACGATGAGAGAGGTT GGCGTACGAGATGGAAATGT 250
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Ad10A10920 Aradu.A10 10920 p3 (TTA)19 57 67395392 67395448 TTTTTGAGTTAAGTGTTGGCTTATTG GAAGAGAAGGGTTAGGATTTAGGA 245

Ad10A10921 Aradu.A10 10921 p2 (TA)8 16 67396378 67396393 AAGACTGGCCGGAGAATGTA TCTCGTTAGGCGTCTGGACT 195

Ad10A10923 Aradu.A10 10923 p2 (AG)7 14 67408813 67408826 GTTAGGTTGCCTCCCAACAA CCGTCTCCACTGGATCTGTT 273

Ad10A10925 Aradu.A10 10925 p2 (AT)8 16 67434825 67434840 AAGACTGGCCGGAGAATGTA TCTCGTTAGGCGTCTGGACT 153

Ad10A10926 Aradu.A10 10926 p2 (TA)6 12 67435851 67435862 TGTGTTGTGTCGTGTCTCATGT CCTGGATACGAAATAAGTGGACA 279

Ad10A10927 Aradu.A10 10927 c* (TTAT)6(TTA)5* 35 67446629 67446663 CAACCCAATGACAACACAGC TTGGGTCAACGTGTACTGCT 254

Ad10A10928 Aradu.A10 10928 p4 (AAAT)5 20 67448259 67448278 ATGTGGGCTATGAACCAAGG TTGCTTTGCTTTGTTTGTGG 170

Ad10A10929 Aradu.A10 10929 c (TC)9c(CT)6 31 67451782 67451812 TGCGACTTTTGACATGTTTTG ATGACTGGTGCTCAAGGGAC 202

Ad10A10930 Aradu.A10 10930 p4 (TTAT)6 24 67452032 67452055 TTTTTCCGTGTGTGGTGAGA TCCGCACATCTAAAACTCCTG 205

Ad10A10931 Aradu.A10 10931 p2 (AT)6 12 67454669 67454680 AAAATTTGGTCCGTATTTAACGAA TAGACGGATCGGGTCTGGTA 212

Ad10A10939 Aradu.A10 10939 p3 (AAT)5 15 67471402 67471416 GAACAGAACGCAACTCACGA CTCACCCCTCTCACCTTTCA 220

Ad10A10942 Aradu.A10 10942 p3 (ATA)5 15 67486742 67486756 TCGATTGAAATCATCAAAGCA CCAATTAGTGCCATCAAAGC 269

Ad10A10943 Aradu.A10 10943 p2 (AC)13 26 67497394 67497419 CTCAGCCTCTAAAGCCAAGG CCTCTGGTTCTCACCCCATA 240

Ad10A10944 Aradu.A10 10944 p2 (AT)7 14 67500770 67500783 CTCCTAACCCAGCCTGTGAA TGGTTTCTGGGTTCCTTTTG 206

Ad10A10945 Aradu.A10 10945 p4 (TTAA)5 20 67506069 67506088 AAAATAGAACCAAAATTTCTTTACCG TTTCTTTTCTTTTCATCACCATCA 246

Ad10A10946 Aradu.A10 10946 c (T)10ctaagtctttaaatgaagaggggttttttttaatttatccgatacc(T)1066 67510068 67510133 TAGTTAGCGCAGAGCACGAA TAGCCGTTGATGAGAAGCCT 208

Ad10A10950 Aradu.A10 10950 p3 (ATA)12 36 67512213 67512248 AGGATTCGATCTCTCTCTCCG TGGGTCATTATATTGTTGAGATTTTG 261

Ad10A10951 Aradu.A10 10951 c (A)10g(A)10gtggcg(A)1441 67544201 67544241 AATGTTATTGATGAACTGAAAAATTC ATCCATTGATGCTCAAAGCC 188

Ad10A10954 Aradu.A10 10954 p3 (AGG)5 15 67581515 67581529 AAATGAAGGAGCGGCTATGA TCTCTTGATGCTGTGCTGCT 135

Ad10A10961 Aradu.A10 10961 p2 (TA)7 14 67627808 67627821 TTCATGCATCCTTCTTTCCA GGGTAAACACCCATGCATTC 169

Ad10A10964 Aradu.A10 10964 p2 (AG)6 12 67656374 67656385 GAAGGGTTTTTGGGGAAGAG AGGGCAAGAAGCTGGTGTTA 223

Ad10A10965 Aradu.A10 10965 p2 (AT)9 18 67695430 67695447 AGGTTGGGTTAAAGCTGGGT TTGTAATGGGGCCAAGGTAA 100

Ad10A10966 Aradu.A10 10966 p3 (ATT)6 18 67701632 67701649 TTTGTGAAGTCACCAAGCATTC CAGGGAAAAAGGCACTCTTG 186

Ad10A10967 Aradu.A10 10967 p3 (TCA)5 15 67719978 67719992 AACAACCATGGTGCTTCTCC ATATTCAGCACCTGAACCGC 144

Ad10A10969 Aradu.A10 10969 p2 (CT)6 12 67734141 67734152 TCTCTCCCCCTCCTATTTGT GAGAGGAAGAGAGAGAAGAAGGAA 262

Ad10A10971 Aradu.A10 10971 p2 (TC)6 12 67734698 67734709 CCCCCTCTCTCATCCTCTTT TCCTCCTTCTCTCTCTTATTTTGG 280

Ad10A10972 Aradu.A10 10972 c (AG)6cagaagaggaaaag(GA)1046 67735102 67735147 GGGAAAAGGAAAATAGAGAGGA TCTCTCTCCCTCCCCCTC 254

Ad10A10974 Aradu.A10 10974 c (TC)10aaaggtttttttttgcttagtgcatatatatataatggtaagatatttgtaaatacacagtacgaggctta(T)12103 67742059 67742161 TTCATTATTGCAACAAGCACCT TGGCTTGTGTACTTATTAGCCAAA 254

Ad10A10978 Aradu.A10 10978 p2 (AT)8 16 67790084 67790099 CACATAATGCATGTCTGCCC CCCACTTGCTTTAGGATGGA 258

Ad10A10979 Aradu.A10 10979 p2 (AT)8 16 67791365 67791380 AAGCCAAATTATAACCCGCC TGATGATTGATGTGGATGACG 238

Ad10A10980 Aradu.A10 10980 p3 (ATG)5 15 67793257 67793271 AAGATGGATTTCTGGCCCTT GAGATTCGGCCAGCAAGTAG 167

Ad10A10983 Aradu.A10 10983 p2 (AT)7 14 67813025 67813038 TAACCGGTTTAGCCTGTTGG CCTAGTGGATGTGGTATATTTTGG 280

Ad10A10993 Aradu.A10 10993 p2 (AG)16 32 67886880 67886911 TAAGGAGGGGGAATAATGGC ACTGCTGCTGCTCCTTTCTC 258

Ad10A10995 Aradu.A10 10995 p2 (AG)9 18 67903027 67903044 GGACAAATACTAAATGGACACCAA TTTCCTTTCTTCTTGTTCGAAAT 169
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Ad10A10999 Aradu.A10 10999 p2 (CT)7 14 67934288 67934301 TGGAAATTGAGAAGAAGAAATCC TTTTGACCCAGTTTTCAGCC 207

Ad10A11000 Aradu.A10 11000 p2 (AT)9 18 67938208 67938225 TGCATATGCTTGAGTTCCATTC TGCCTGAACAACAAAATCAA 183

Ad10A11001 Aradu.A10 11001 p2 (TC)24 48 67939958 67940005 TTTTGCTTCCTTGCTTCCAT TAACCATTCCCAAACCCAAA 143

Ad10A11004 Aradu.A10 11004 p2 (AC)6 12 67952819 67952830 AACGGTGTAATACCCCACCA CCCTTTTTCTTCAAGGCTCC 153

Ad10A11005 Aradu.A10 11005 p3 (ATC)7 21 67995487 67995507 TCCAACACATGCAACTCATTC ATGTTGTGGGCAACTTAGGC 186

Ad10A11007 Aradu.A10 11007 p4 (AATA)5 20 68004725 68004744 TGTCGGTATCCGCATATTCA CGGATTTAATCTGATCCGCA 261

Ad10A11023 Aradu.A10 11023 c (T)11gaa(T)10 24 68061319 68061342 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 238

Ad10A11025 Aradu.A10 11025 p2 (AG)6 12 68072784 68072795 TTTTCGGCACAGAAACACAG AAAGGAACATTGAACCTGGAAA 198

Ad10A11027 Aradu.A10 11027 p3 (ATA)17 51 68100152 68100202 AAGAACAGAACAAAAACGAAAAA AAGTGCCAACTCATGGGAAG 166

Ad10A11028 Aradu.A10 11028 p2 (TC)6 12 68104229 68104240 TGGCTGAAACCCACATACAA GTGAGGAGAAGACGCTGTCC 267

Ad10A11029 Aradu.A10 11029 p2 (AC)8 16 68109460 68109475 CTGGGTCTTACATTCCACCC ACCCCTTCTGCCTTACACAA 221

Ad10A11030 Aradu.A10 11030 p3 (AGA)7 21 68116687 68116707 CCAGCCTTAGGTGCCATAAA ACCGAACCCAAAACCTCTCT 247

Ad10A11031 Aradu.A10 11031 p2 (GA)6 12 68119986 68119997 TGGAGAAGAGGGTTCGAATTT TCGAAAATCACCATCCACTTT 211

Ad10A11032 Aradu.A10 11032 p2 (AG)6 12 68124672 68124683 CCTCCTCTGCCTCCTCTTCT CCGCACAACTCTCACCTGTA 258

Ad10A11033 Aradu.A10 11033 p2 (AT)9 18 68134092 68134109 TCTCCAGAAGGCTCAAATGG TTCTTGGAACGTCTCTGCCT 156

Ad10A11034 Aradu.A10 11034 p2 (AG)18 36 68134803 68134838 TTCTCCTGGAGGCATACACC ATCCCTCGATTCGTTCCTCT 245

Ad10A11037 Aradu.A10 11037 p2 (TC)7 14 68158525 68158538 TTTCGAAAATCTCTTCCCCC CTTAGCGATCACGGAAAAGC 169

Ad10A11038 Aradu.A10 11038 p2 (CT)6 12 68164509 68164520 TGCAGCATAACATGGGTCAT GAAAAGGAAGGAGGGAAGAAGA 280

Ad10A11040 Aradu.A10 11040 p2 (TC)6 12 68168987 68168998 TTTTTAGTTGGGTTACGCGG AAGTCAAGAGCGAGCGAGAG 177

Ad10A11041 Aradu.A10 11041 p2 (TC)6 12 68169158 68169169 CTCTCGCTCGCTCTTGACTT TGCCGTTCGTCCTTATCTCT 190

Ad10A11045 Aradu.A10 11045 p2 (TC)6 12 68185758 68185769 CAAAAATACCTCCCTCTTTTTCAA TGGTGAGGATAGGTGCAATG 213

Ad10A11050 Aradu.A10 11050 p2 (AG)9 18 68248791 68248808 GGAAGAAAGGGAGAAGTGGC GGCACATTGGAATTACGCTT 159

Ad10A11052 Aradu.A10 11052 c (TTC)11ttt(TTC)1066 68262723 68262788 TACACCTCTCCCCCTCTCCT GCTTTTGTCTTCCCTTTCCC 233

Ad10A11053 Aradu.A10 11053 p2 (TA)8 16 68272288 68272303 TAAAGCAATGCACATGGGAC CAGGGTTATAATGGGGCTGA 215

Ad10A11054 Aradu.A10 11054 p6 (TTAGGA)5 30 68273470 68273499 TGACCCAGTTTTCGTCACAG TAAGCCAATTGGGCAACATA 280

Ad10A11056 Aradu.A10 11056 p3 (CCT)5 15 68306845 68306859 AACATGCTCCTTCACAAGGC AATTAATCACCCCCATTCCA 250

Ad10A11060 Aradu.A10 11060 p2 (TA)7 14 68326329 68326342 AAGGGGCAACAGATCTTTCA GTACTTACAAATACGACAAACAAACC 203

Ad10A11061 Aradu.A10 11061 p5 (AACCG)5 25 68328012 68328036 GAATTTTACCGCAAAACCGA GCAAAACAACAAGGTTAAAGGG 209

Ad10A11066 Aradu.A10 11066 p3 (ATA)5 15 68331431 68331445 CAAACTGAAGCCCAACACAA ACTGGTTGCTCCTGCGTAGT 204

Ad10A11069 Aradu.A10 11069 p2 (TA)9 18 68339398 68339415 ATGTGCCAACAGTCATGCTT GCATGTTGTGAATCCGACAG 210

Ad10A11071 Aradu.A10 11071 p4 (AAAT)5 20 68343907 68343926 TCCAAAATTTCTGGCTGGTT TGAGGAAGAAGCTGGGTGAT 280

Ad10A11075 Aradu.A10 11075 p3 (ATC)5 15 68360376 68360390 GCATAAAGGCCGAGAACACT TGTCATCAGATTGCCCAAAG 189

Ad10A11077 Aradu.A10 11077 p3 (TTC)17 51 68413813 68413863 TATATTCACGCGCACACGTT TGATGGAGGAGAAGGAGGAA 214

Ad10A11082 Aradu.A10 11082 p3 (TCA)5 15 68435419 68435433 TGTATCATGGAAAACTTCCGGT TGTGTTTCTTCTTCTTTGTTTGATTT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A11083 Aradu.A10 11083 p3 (TCA)5 15 68435885 68435899 TCCTCTTCCTCTTCCTCATCC CATCTTCCAAGTAATTTTGCAGC 200

Ad10A11084 Aradu.A10 11084 c (AGA)6aa(GAG)5 35 68436503 68436537 AACACGCGAAGAAGAAGGAA GCAAACACAACCCAAACAAG 211

Ad10A11087 Aradu.A10 11087 p6 (AAGAGT)5 30 68458435 68458464 ACGATAGCCTGTCAATTGGG CCTTCTGCATTTCGCTTCTC 226

Ad10A11089 Aradu.A10 11089 p2 (TA)6 12 68465204 68465215 ATTTGTGCATGTCTTTTGCG TTTTAAATCAGTTAATTATCCTCGC 211

Ad10A11091 Aradu.A10 11091 p2 (AG)8 16 68468237 68468252 CATAACAATAACGCGCATGG TAATCCCACAAGTCTTCCGC 280

Ad10A11092 Aradu.A10 11092 p4 (AAGA)6 24 68468381 68468404 CATAACAATAACGCGCATGG TAATCCCACAAGTCTTCCGC 280

Ad10A11099 Aradu.A10 11099 c (ATA)5ac(AAT)1150 68482998 68483047 TGATATTCATCACGTTTGGCA GCCTTCTTTGTTTCTGGTGC 202

Ad10A11103 Aradu.A10 11103 p2 (AT)7 14 68499591 68499604 TTTGGGAGTGTTGGGAACAT TGCATTCTCTTTTTGATCACC 205

Ad10A11112 Aradu.A10 11112 p2 (TC)19 38 68573908 68573945 ACAGCTCCCGCATAACATTC GGAGACAACCCATCGTGGTA 275

Ad10A11113 Aradu.A10 11113 c (T)10cgttttcttttctccctttttttttcgtttttctccttttc(T)1061 68577998 68578058 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 274

Ad10A11115 Aradu.A10 11115 p2 (CT)6 12 68604036 68604047 GGAACATTGAACCTGGAATGA ACGTTTTGACCCAGTTTTCG 226

Ad10A11118 Aradu.A10 11118 p2 (AC)7 14 68611332 68611345 CGAAACTAAGATTGACCGGAA CATCTGGAGTTCTGCAACGA 186

Ad10A11119 Aradu.A10 11119 p2 (TA)6 12 68612628 68612639 TCTCACCTTCCACCATCTCC CCGTAGATCTTAGTGGTATGCCT 221

Ad10A11120 Aradu.A10 11120 c (AAT)20attttcg(GAT)582 68614671 68614752 CCGTACGATGGTACACCTGA AAGTGAATAGCAAGGATGGATGA 214

Ad10A11122 Aradu.A10 11122 p2 (AG)7 14 68631571 68631584 GCCATACCGGTCTAGGGATT TGGGATCGACCCTTACTCAC 274

Ad10A11124 Aradu.A10 11124 p3 (AGA)7 21 68652579 68652599 TGACTCAGAGGTGGAAGCAA CACCCAAACCAACCCTACAT 231

Ad10A11125 Aradu.A10 11125 p2 (TA)6 12 68657514 68657525 TGCTTTCGCATGACTCTCTG TAAAAGTGCTAGGCGGGAGA 247

Ad10A11127 Aradu.A10 11127 p2 (TC)6 12 68662985 68662996 GGAGCTCGCCAATTTCTAGTT GGCAATGGCAACTTAAATCAA 275

Ad10A11129 Aradu.A10 11129 p3 (AGA)5 15 68674958 68674972 GCTTTTGTCTTCCCTTTCCC CCAACATAGCCGAACCAACT 199

Ad10A11130 Aradu.A10 11130 p3 (CAT)5 15 68722734 68722748 CATCCCACAAAACACAACCA AAGAGATGCCTGGTTAAGGTG 220

Ad10A11133 Aradu.A10 11133 p2 (AT)6 12 68742109 68742120 TCTCAAAAGAGGATTTGCGG AAGGATGACCACCGTTCTTG 280

Ad10A11134 Aradu.A10 11134 p2 (AT)6 12 68746937 68746948 AAATTTTTGTTGAGTTTTTCTCTCTTT TTGATGCTTTGAATTTGTTAAGTTT 159

Ad10A11135 Aradu.A10 11135 p4 (AAAT)5 20 68758848 68758867 TTACCATTGGCCACAACATC GCACCAAATAAATGGTGGAAA 270

Ad10A11136 Aradu.A10 11136 p2 (AT)11 22 68782491 68782512 GGAGAGAGAGAAAGTGGTTAGGA TTTTGTGTGTTTTTCTCTTTCATCA 222

Ad10A11139 Aradu.A10 11139 p3 (ATC)6 18 68801715 68801732 CTAGGTCTTAGGGGCAGCCT GCTTGACCCAGGACATGAAT 216

Ad10A11141 Aradu.A10 11141 p2 (TA)10 20 68812303 68812322 TTTTCGCAAGAGGGATAGGA CTCGCCACCAGAATGTCAC 246

Ad10A11142 Aradu.A10 11142 p4 (ATTT)5 20 68813358 68813377 TTTCCAATTGATTTTCGTTTGA GGGAACTGGTCCGTTCATAA 155

Ad10A11143 Aradu.A10 11143 c (TG)8(TA)12(TGTA)976 68819155 68819230 TTTTCGCAAGAGGGATAGGA CCACGTTTACAATACAACCCA 172

Ad10A11144 Aradu.A10 11144 p2 (TC)7 14 68834654 68834667 AAAAACCCACCCATTTCCTC CACTGCCGCAGCTTACAATA 134

Ad10A11145 Aradu.A10 11145 p3 (TTC)5 15 68834964 68834978 TGAATAAGCTTGTGGAGGGG TGGTGGAGTCTGCAGCAATA 249

Ad10A11149 Aradu.A10 11149 p2 (TC)6 12 68874237 68874248 CCCCCTAACCACTTTTCCAC AAAGGGAGAGAGAGGGTTCG 178

Ad10A11151 Aradu.A10 11151 p3 (TAA)10 30 68883107 68883136 GAAGATGTTTTTGGCATCTTCA ATTCGTTCTCGCGTTCTGTT 280

Ad10A11153 Aradu.A10 11153 p3 (CAA)5 15 68889923 68889937 GGATCATTCCCACATAACCG AATTTACGGCTTTATGCCCC 238

Ad10A11156 Aradu.A10 11156 p3 (AAT)5 15 68909186 68909200 GCAGGAACAAGGATAAAGGC GGACGTTGGCTTTGTGAAGT 167
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Ad10A11157 Aradu.A10 11157 p3 (TTC)6 18 68912057 68912074 AATGGCCGAACATACACTCC TGCCATTGATGGTAGTGGAA 277

Ad10A11158 Aradu.A10 11158 p3 (AAG)5 15 68932233 68932247 CAAACACGCTAACCCTGTGA TTTTCCCAAATTGGTTCGAG 242

Ad10A11159 Aradu.A10 11159 c (A)10ttcagatttttattttaaaatttttattctatcttaccttatttcaaaatcaaatttcaaatttcaaatcttttttc(A)1097 68951102 68951198 AAACGTGTTCCTTATTATTGGTTATTG GGGTGAGAGTTCATAGTAGTAAGAGAA 280

Ad10A11160 Aradu.A10 11160 p2 (AT)8 16 68955265 68955280 AGTGTGGGAAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 241

Ad10A11168 Aradu.A10 11168 p3 (ATT)5 15 68981762 68981776 AGAACATGTGGGGTAGCAGC CCAACCACCTTCCAAATTCA 274

Ad10A11169 Aradu.A10 11169 p2 (CT)6 12 68982073 68982084 CTTTTCGGGGTATCTGTGGA ATGCTGAAATCCCGTCAAAG 168

Ad10A11171 Aradu.A10 11171 c (A)10ctttaaagaacccttaacaattatttctaaaaaacaataaggctctaac(A)1170 68984739 68984808 AAAAATATATCATCCGTCCAATTTT TTTTTGGGTCAACGGAACAT 249

Ad10A11172 Aradu.A10 11172 p2 (AT)6 12 68995484 68995495 CCTAAAGCCATCTACTGCCC GCAGCCAGACAGTTTCAACA 265

Ad10A11174 Aradu.A10 11174 c (T)11attaattttcacttttgttactgtcgtcaccaacaccaccaccacctcctcctcctcttttttcttttttcattgaaatttcttctactccttccttt(TCA)18163 68999161 68999323 CTCCCGTGATGCTACGTCTT CAACATCATCAACATGGCAA 277

Ad10A11176 Aradu.A10 11176 p2 (AT)6 12 69003304 69003315 ATGTGGGTCAAAATGGATCA AAGCAATGGCAAAAGCAAAG 273

Ad10A11177 Aradu.A10 11177 p2 (CA)14 28 69003480 69003507 CAACAGCAAATAGCTGGCAC AAGCAATGGCAAAAGCAAAG 200

Ad10A11178 Aradu.A10 11178 p5 (ATTCA)5 25 69005344 69005368 GGTGCAAGCATTACCTGGAT AGGCAAAGGTGATGATTTTGA 220

Ad10A11180 Aradu.A10 11180 p3 (GAA)5 15 69013443 69013457 CCGGGGAGATATCCAAAAG TTGCTCCCTCTTCTTTTTCG 216

Ad10A11181 Aradu.A10 11181 p3 (AAC)7 21 69014680 69014700 GAACATGCAAAAGACACCAAA CGTTTGATTCATGTAGCCGA 263

Ad10A11182 Aradu.A10 11182 p3 (TGA)5 15 69040562 69040576 AGGCTCAAGTCCGGGTTATT GGACCCAGTCAGAATCTCCA 206

Ad10A11185 Aradu.A10 11185 p2 (TG)6 12 69051494 69051505 TTATTTGCGCAGACTTCCCT ATGGGGTAAGAATTGGGGAG 238

Ad10A11186 Aradu.A10 11186 p2 (TA)6 12 69052845 69052856 TAAAGTTGAAAACCGGGCAC AATCATTCGTCAATCGGAGC 217

Ad10A11188 Aradu.A10 11188 p2 (TA)6 12 69071079 69071090 GCTTCACGCTTTCCTGTTTC GACCTCCTGTAACACCCCAA 106

Ad10A11195 Aradu.A10 11195 c (A)10taaaaaaaataaaa(T)1034 69095760 69095793 AGACACCCCACCATGGTAAA CGTGGATGGTGCTCTGTTTT 241

Ad10A11197 Aradu.A10 11197 p4 (TTTA)5 20 69105685 69105704 TTTTCGAATTCTCTCCCCCT TCTTGTCCTTGCTCCTTCTCA 235

Ad10A11198 Aradu.A10 11198 p3 (TTC)18 54 69121092 69121145 GGCCAAAACCACACACTTCT AGTGGTCTTGATGGGCTTTG 280

Ad10A11199 Aradu.A10 11199 p3 (TCA)9 27 69133085 69133111 CATGCATGTTGCTAGCTTCC AAAGGGGTGGTTCAGTGAAAT 250

Ad10A11202 Aradu.A10 11202 c* (A)11(AAG)8* 33 69167331 69167363 AATTTCGTGCACCATTTTCC CTCGTACGCAGGGCATAGTT 213

Ad10A11203 Aradu.A10 11203 p2 (AT)9 18 69185464 69185481 GGGGACAAAATTACCCCAAT TGTAATGGGGCCAAGGTAAA 255

Ad10A11204 Aradu.A10 11204 c (TC)8tt(TC)7 32 69203919 69203950 CAGACTCTCCAGCTGCTCCT CCTGGATAGAAGTTGGCCTG 210

Ad10A11205 Aradu.A10 11205 p2 (TG)11 22 69205574 69205595 TGCAACCCCTGGAAGATTTA TTCCTTTTCAGGCTTCTCATTT 262

Ad10A11206 Aradu.A10 11206 p3 (ATC)5 15 69207009 69207023 ACCCGTCACACTCTCCAATC GGTTTTGAAGTGGGGGTTTT 219

Ad10A11208 Aradu.A10 11208 c (T)12acaattaaaacaattaactgataccgttagtaatattttatattttgttgtaagcttagtaattgaaaa(T)1091 69209621 69209711 CGTCTTTTGTGATTCAAGTGTCA GAGACCTGCACAAGTGTTTGTAA 280

Ad10A11209 Aradu.A10 11209 p3 (TTA)26 78 69210400 69210477 ATCGACGCCGAGGTTAGTTA CCATTATCAGAAAAGAGGACAACA 253

Ad10A11219 Aradu.A10 11219 p3 (TTC)5 15 69236731 69236745 TCAATCACCAAAATCAGCCA TGCTACAAAATTACTTGGAAGAAGA 251

Ad10A11220 Aradu.A10 11220 c (AAG)5(ATG)9 42 69237465 69237506 TTGAGAAGGTAAAACAAAAAGACAAA TCCCTCTCCTCATCTTTTGC 113

Ad10A11221 Aradu.A10 11221 p2 (AT)7 14 69238336 69238349 TCACACAACAACAAAGGTCACA TCCCAAGATACAATGAAACCAA 216

Ad10A11225 Aradu.A10 11225 p4 (TATT)5 20 69275601 69275620 CGAAAATCACTAATCACTTTTTCAA CTTTTTCCTTGTTCCTGCTCA 258

Ad10A11226 Aradu.A10 11226 p3 (CTT)5 15 69278862 69278876 CACAACACAAACCCCCTCTT CTCGGAGGTTGAAGCTTTTG 234
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Ad10A11227 Aradu.A10 11227 p3 (AGA)5 15 69289313 69289327 CTTAAAATTTGCTCGTCCCG TGCACCATTCACATCAACCT 268

Ad10A11228 Aradu.A10 11228 p5 (AAAAT)5 25 69305386 69305410 CCAGGGTGTGCTGTTTTTCT CTGAGCATTTCTGAGGCTCC 219

Ad10A11229 Aradu.A10 11229 p2 (AT)6 12 69322611 69322622 CATCCCCTATCCCTCTTACAAA TCCTTTCGAGGACGATGTTC 178

Ad10A11230 Aradu.A10 11230 p2 (TC)14 28 69325354 69325381 ATACCAGTTCACCCTCAGCG GCGTTCGTCCCTAGTTGTGT 270

Ad10A11232 Aradu.A10 11232 c (A)10tttgcataataatttgggtcaataagttatacc(A)1255 69328942 69328996 TAGAAAAAGGTCAGTGGCCG GGTGAATGAGTTTTTGTTGCG 275

Ad10A11235 Aradu.A10 11235 p3 (AAT)9 27 69339766 69339792 TCGCTTAGTATTGAATTTACGGG AGAATCAGTTGGATCTTATTCATATTT 235

Ad10A11236 Aradu.A10 11236 p4 (TTAT)5 20 69342170 69342189 CTTCCAGACAGTGGTGCTCA TCCTTGAAGCAAAGGAAATAGC 255

Ad10A11239 Aradu.A10 11239 p3 (ATT)9 27 69358063 69358089 CACAAATTTTGCTTCAATTCCA AATGCGGAGTAGCCTGTGTT 250

Ad10A11242 Aradu.A10 11242 p2 (TA)6 12 69366772 69366783 CGAACCACGTTGCTGAAATA TGCTGCCTAAATTTTCAACC 246

Ad10A11244 Aradu.A10 11244 p2 (TA)10 20 69370115 69370134 TTTGTGCTAAACTGATTTGTCCA TTTCATAAACTAACCATTCAAAATGT 184

Ad10A11246 Aradu.A10 11246 p2 (CA)6 12 69381189 69381200 CACCCACCGTCACTCTTCTT CAATGGCAACAAACAACAGG 183

Ad10A11247 Aradu.A10 11247 p2 (TA)13 26 69384376 69384401 AGCAATTTTTGCAAGAGGGA CTGCGCCACTCTGATAACTC 208

Ad10A11249 Aradu.A10 11249 p3 (CTT)5 15 69386774 69386788 CGTTTTCTCTTTCTCCTTCATCA CCTCCTCATCTTCTGCTGCT 254

Ad10A11250 Aradu.A10 11250 p3 (CTT)5 15 69387383 69387397 TCGTTCGGGTGTATTTCTGA GCCTAACACACGCGTTACAG 225

Ad10A11251 Aradu.A10 11251 p2 (TC)8 16 69398757 69398772 CTCCGCTTGAGAGCAGAGTT AAGCTCTAGCGACGGATTCA 182

Ad10A11253 Aradu.A10 11253 p3 (ATA)13 39 69405718 69405756 CGGCCAATTTTCTTTTTGTTT CATAATTCAAGATATGGCCAAAAA 276

Ad10A11260 Aradu.A10 11260 c (TTTTC)5ccttttttatttttatttttattttttatttttttattttta(T)1279 69453058 69453136 ACTCACTTTGGGGGCATTTT TGTGGGAAAATTGTGTTTGG 275

Ad10A11264 Aradu.A10 11264 p4 (ATAA)5 20 69490671 69490690 CCTAACTGAAAAGAGAAGCATAATGAC AAGGTGTTCCCTAATGCTTTCA 258

Ad10A11271 Aradu.A10 11271 p3 (ATT)13 39 69509333 69509371 AACTCCCAATTCCTTGTTTGA AAGTGTTGCAGCTCGAGGAT 120

Ad10A11277 Aradu.A10 11277 c (A)12gaaa(AC)8 32 69517479 69517510 CACCAAAAGAAACACACACACA CAACTGTTGCCTTGTATCGC 208

Ad10A11279 Aradu.A10 11279 p2 (TA)13 26 69521883 69521908 GTGGAATTGGGGTTTCAATG ATGTGGGGAATCATTTCCAT 270

Ad10A11280 Aradu.A10 11280 c (A)11ccagttaccaaatatccacaattaattggtaaactttcttatagtcaccataggtacaataaaataataggtaccacagaaggcacc(AT)9116 69528527 69528642 GAGCCAAGTTAACGATTAAGGG GCGATATATTTCGAAACGGG 218

Ad10A11281 Aradu.A10 11281 p3 (TTA)5 15 69529264 69529278 TTTTTGGCTGATAACCTCTTGA AAAAATTTGAGTTAGAGGTTCACAAA 204

Ad10A11282 Aradu.A10 11282 p3 (CAA)5 15 69537470 69537484 GAGAAAGGGAGTCAAAGGGG GTGTAGCACAAACCCCATCC 224

Ad10A11284 Aradu.A10 11284 p3 (TCA)5 15 69551911 69551925 ATTTGCCATGAGACAAGGCT GGGAAGAAAAGCCAAAAAGG 123

Ad10A11287 Aradu.A10 11287 p2 (CT)8 16 69606059 69606074 ATTCGTCCAACGCTAACCAA TTTGAGGGTTTGGGAATAAGAA 278

Ad10A11290 Aradu.A10 11290 c (CT)6ttctc(T)11 28 69652015 69652042 TAGTGGCCGAACCTCTTGTC AAGTTTGGTGTGCTGACGTG 230

Ad10A11297 Aradu.A10 11297 p2 (GC)6 12 69735729 69735740 ACAAGGCTCCTAAAACCGCT GATGCAGTTCCAGTTGGGTT 172

Ad10A11298 Aradu.A10 11298 p5 (TTATC)5 25 69792517 69792541 TGTCCGACTTGTGGAATTGA CAGAGCCCAGAAAGATGAGG 274

Ad10A11302 Aradu.A10 11302 c (T)13(CA)7 27 69826960 69826986 TGCTCAAAGCCTTGGATCTT TGTGGCGACAATACTCTTTGTT 194

Ad10A11303 Aradu.A10 11303 p2 (TA)8 16 69831323 69831338 CTCACGCTCAAAACTCCTCC GATGTGTGATGCCAGTGACC 228

Ad10A11304 Aradu.A10 11304 c (AAT)6aaataaaaattggaaagt(A)1147 69834866 69834912 GCAGTAGCGGGGTTAGCATA GGTGTTCCTTGGTGTTTTCC 271

Ad10A11306 Aradu.A10 11306 c (T)10ctctcctttttttttcgttttc(T)1042 69869438 69869479 TTGCCTTGGATCACAACTTT TGAAGCAAGAAAAAGCAATGAA 131

Ad10A11308 Aradu.A10 11308 p2 (AG)6 12 69878182 69878193 AAGGCTCCAAAGTGTACCCC GATCCCCACCTACCCTACCA 279
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Ad10A11312 Aradu.A10 11312 c (T)11ggattttcgaatttttaaagaaag(A)1045 69949604 69949648 GCTAGGATTTCGAAAATTTGAATAA TTCTTGGGTGTTCTTCTTGG 237

Ad10A11315 Aradu.A10 11315 c (A)10tatcttttctaactaattttaaaactacattttcgaaatttttttttatataaatttcagatttcaatttc(A)1091 69980161 69980251 TTTTTGTGTTTTTCTCTTTCATCA CCAGAGTCCTCTTGGACTGTTC 278

Ad10A11316 Aradu.A10 11316 p3 (AAG)5 15 69990953 69990967 AAGCCCTTGCCTTCTCTTTC CTAATCCCCTCTCCCTCCAC 271

Ad10A11317 Aradu.A10 11317 p2 (GA)6 12 70013581 70013592 AGAGGGGGCTCGAATTTTTA TCGAAAATTCCTCACTCTTTTCA 209

Ad10A11318 Aradu.A10 11318 p2 (CT)11 22 70020451 70020472 GAACATTGACGGCAGTTCCT AGTTAGGGGAAAGGGAGGGT 199

Ad10A11323 Aradu.A10 11323 p4 (AAAT)5 20 70038230 70038249 TGCATGATATGAGCAGTGCAT ATTGATGCTCAGAGCCTTGG 192

Ad10A11326 Aradu.A10 11326 p2 (TC)23 46 70051615 70051660 AGCCTTAAGTGTGGGGAGGT CATTACTTCAACCAAGCAGAACA 182

Ad10A11328 Aradu.A10 11328 p3 (TTG)6 18 70060429 70060446 CATGCAGCCGACCCTACTTA CAGAGTCTCATGCTGATAACGTG 175

Ad10A11333 Aradu.A10 11333 p3 (TGG)5 15 70074245 70074259 AGGCCATCATGCAAACTAGG CCGCAAGTGATACACACACA 242

Ad10A11336 Aradu.A10 11336 p3 (AAT)21 63 70081763 70081825 ACGTTTGGTTTGGGAATTGA TACTTTGGGGCATTTTGTCC 125

Ad10A11339 Aradu.A10 11339 p2 (AT)13 26 70125264 70125289 ATTATCATAAGCGCGGTTGC CGTCATTCTTTGAATGCGTTA 251

Ad10A11340 Aradu.A10 11340 p5 (AATAA)5 25 70136641 70136665 GGGTTAGCATATGACCCCAG TTTCGAAAATATCCTAATCACTTTCTC 266

Ad10A11341 Aradu.A10 11341 p3 (TCA)5 15 70144746 70144760 TTTCCAATCATTCCAATGCC TTGATGATTAATGACAATTGAGGAA 221

Ad10A11342 Aradu.A10 11342 p3 (AAC)5 15 70146328 70146342 TTTGGTGCCAGAGATGATGA GAGTGATGGTGGCAGTGAAA 277

Ad10A11343 Aradu.A10 11343 p2 (AG)7 14 70149255 70149268 TTTTTGACCCAGTTCTTGCC TTGAACCTGAATTTGATGAAGAAA 192

Ad10A11344 Aradu.A10 11344 p3 (GTA)5 15 70160091 70160105 GGATGGCTGAGATGGATGTT CGGAGCAAGTAGGTTTGAGC 271

Ad10A11346 Aradu.A10 11346 p2 (AT)6 12 70187921 70187932 CAATTTTATTTAATTTGAAGCGGA TCAGTTAATTTTCTTCCCTTCTTCA 244

Ad10A11347 Aradu.A10 11347 p3 (ACA)12 36 70188216 70188251 TGAAGAAGGGAAGAAAATTAACTGA CGTTTGATTCATGTAGCCGA 217

Ad10A11349 Aradu.A10 11349 c (A)11ccttcaaagccatgaggttgttatcaaaaaagaaaaagtttcaattttatttttattt(TTA)584 70215991 70216074 TTGGATACACTTGCTCTGCC AGACCGAATTCCTTTTGGTG 171

Ad10A11352 Aradu.A10 11352 p2 (TA)12 24 70311337 70311360 ATTAACTTCGCGGGTCACAG AGCGTGAAGTCAAAAGCGAT 122

Ad10A11353 Aradu.A10 11353 p2 (AG)8 16 70333693 70333708 ACGTTTTGACCCAGATTTCG AGAGAGAGGAGAGAACCCCC 132

Ad10A11354 Aradu.A10 11354 c (T)10actttgatttttatttatttaa(T)10gtttacccaatgtttttgtatccttaagtttga(T)1085 70335559 70335643 AAAGAAGCGTTTGTTGGGAA AGGGAACAACACCAAAATGC 274

Ad10A11357 Aradu.A10 11357 p3 (ATT)5 15 70356358 70356372 AGTGTGGTGGTTTGTGTCCA GTGGCAAGTTGTTATCTTAATGG 275

Ad10A11361 Aradu.A10 11361 p2 (GA)11 22 70363683 70363704 AATATCGAACCAAACCGCAA AACGACATCATTTGTGGGGT 162

Ad10A11362 Aradu.A10 11362 p2 (CT)23 46 70364163 70364208 AGCTCGCTGAATTGTGGACT GCACAATCGCATTTCCTTTT 239

Ad10A11369 Aradu.A10 11369 p2 (TA)6 12 70371791 70371802 TCTTGAGTTTAAAGTACCGCCTT TTTAAAATCGTGCTCATAGCTCA 264

Ad10A11371 Aradu.A10 11371 p2 (TA)6 12 70373949 70373960 AACAGGAATTGCTCTGATACCAT CACAAATTCAGCCCAACAGA 277

Ad10A11373 Aradu.A10 11373 c (AAG)7(AGG)7 42 70380075 70380116 CCGAGGATCCATCATCTTTG TCGTCATGGTCCTCCTTTTC 279

Ad10A11374 Aradu.A10 11374 p3 (TAT)5 15 70381534 70381548 AAATCAGTTTGTAATTCTGTTCAAAAA TTTAAACTAACGGATGATCACAAAA 278

Ad10A11380 Aradu.A10 11380 p2 (AG)6 12 70437482 70437493 AGAGTGGGTGGAGGTGATTG AGAAATGGGCAACAACTTGG 256

Ad10A11384 Aradu.A10 11384 p2 (CT)7 14 70496301 70496314 TGCACTTGCTGGTTAGTGGT TTAACCCAGTTCTTGGCCC 278

Ad10A11385 Aradu.A10 11385 p3 (AGA)5 15 70502051 70502065 CCGGCTTTAGTTTCCATCAA TTCTCCCACTTGGCGAATAC 162

Ad10A11387 Aradu.A10 11387 p2 (AG)6 12 70513169 70513180 TTGCTTTCCTTTAGGAGCCA CCACACCATTCGAATTTCCT 143

Ad10A11392 Aradu.A10 11392 p3 (ATT)11 33 70602185 70602217 GGGTCCTCTTGTCTTGTCCA TCAATTTCAAAATATTTCCACTTTCTT 244
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Ad10A11395 Aradu.A10 11395 p2 (TA)7 14 70608191 70608204 GTTACACAATGTGGCACCGT TTCCTCCTCCACACCTAAATG 262

Ad10A11397 Aradu.A10 11397 p2 (AT)10 20 70612000 70612019 TGTGAATGAAGTAGCAGGCG AATCGTGTGGTGGGACAAAT 118

Ad10A11401 Aradu.A10 11401 p2 (CG)6 12 70651915 70651926 TGTTCCAGAGAGTTAGGCCG AGGAGTGCAGGATCAAAGGA 158

Ad10A11403 Aradu.A10 11403 p3 (GAG)8 24 70689411 70689434 AATCACAATGGGCTGAGAGG GGCAAGAAAGAATGCTCAGG 151

Ad10A11404 Aradu.A10 11404 p2 (AT)7 14 70691610 70691623 CGACAAACTTGTCCAAATACCA GGACAAATTTTCCGTTTTTGA 250

Ad10A11407 Aradu.A10 11407 p2 (TG)7 14 70695835 70695848 TTCTCCTTCCCCCATTCTCT CTCATCTCTCATCTCACACGCT 190

Ad10A11408 Aradu.A10 11408 c (T)11cttttctctttttcctcttttttttcgaaa(T)10gtatccactgc(T)1173 70703568 70703640 CGGATACATTCATGCCACAG TGGCTCTTGAAAGAATGAGGA 280

Ad10A11409 Aradu.A10 11409 p2 (AG)6 12 70705272 70705283 CGGAAAAGCACACCAAACTT CCTTCCAAATCATTCCCAAA 242

Ad10A11411 Aradu.A10 11411 p3 (ATC)19 57 70716977 70717033 TGCTTTCTTGATATTCTCATCCTT TTTCAGGCCTCCATCATTTC 256

Ad10A11412 Aradu.A10 11412 p3 (TTA)6 18 70717681 70717698 TTTGACTTACAGTTGGGGGC AACGACTCCACCCAAATCAG 257

Ad10A11413 Aradu.A10 11413 c (GT)8(AT)7nnnnnnnnnnnnnntaattggtgggtctgatttaaaca(TG)884 70725743 70725826 GAATTTGGCCGGAGCTAATC GGAGTTGGGGGAAGAAGAAG 174

Ad10A11414 Aradu.A10 11414 p6 (GTGGAG)6 36 70729929 70729964 ACATATGGGACCGAGGACTG GTGTCTCCACAGCATCCCTT 224

Ad10A11417 Aradu.A10 11417 p3 (ATT)6 18 70752206 70752223 AAACTTGGACGTTGGCTTTG CAGGGAAAAAGGCACTCTTG 202

Ad10A11418 Aradu.A10 11418 p2 (CT)6 12 70783472 70783483 GCTTTACATGGGCGTTGAAT TTTGAAGGTGAGTGGGGAAG 271

Ad10A11420 Aradu.A10 11420 p3 (TCT)5 15 70790910 70790924 CTCAGGACCTGTGGACCC TAAAATATTGCTCGCCCTCG 268

Ad10A11426 Aradu.A10 11426 p3 (TCT)6 18 70808614 70808631 CCCATCACCTCTTCACCACT CCTTAGGTGCCATCAATCGT 210

Ad10A11427 Aradu.A10 11427 p2 (AT)9 18 70813374 70813391 GCAGTGAAGAACAAAGCTTGC ATGCCACAAGCACATGGTTA 223

Ad10A11429 Aradu.A10 11429 c* (ATA)17(AATA)6*71 70820513 70820583 TCTTGTCAATGAGTGTTGTTATTATTT TCGTACAGTGATTGAAAGTGAAAA 252

Ad10A11432 Aradu.A10 11432 p3 (AGA)6 18 70840879 70840896 GCTTTTGTCTTCCCTTTCCC CCCTTAGCCGAACCTACCTC 198

Ad10A11433 Aradu.A10 11433 p3 (AGA)5 15 70854064 70854078 GTTGGGGTGGTTCAGAGATG CATCATCGTCGTCTGCACTT 145

Ad10A11434 Aradu.A10 11434 p2 (AG)9 18 70855564 70855581 AGGCCAAATGGGCTAAAATC ATCGGAGTTCCGTAGCTCAA 216

Ad10A11435 Aradu.A10 11435 p3 (TCT)5 15 70884880 70884894 ACAACTTTCCCTCCCAGACC AAAATGTTTGCTCGTCCTCG 181

Ad10A11438 Aradu.A10 11438 p3 (TCA)5 15 70930082 70930096 CCACTCACCATTACCATCCA GTTGGTGGGTGTTGAGGTTT 233

Ad10A11439 Aradu.A10 11439 p2 (CT)6 12 70930893 70930904 CTTCACGTGGTCACAAATGG CAAACGGGGTAAAAACGCTA 234

Ad10A11442 Aradu.A10 11442 p2 (AG)6 12 70940395 70940406 TTTTTGGGGAAGAGGTGTTG TTTAACGCCAGAAATGGCTC 170

Ad10A11443 Aradu.A10 11443 p2 (TA)9 18 70947314 70947331 ACAATCCCTTGACCACCTTG TGTTTTTGATGCCTCCTCTG 269

Ad10A11446 Aradu.A10 11446 p2 (TC)6 12 70958964 70958975 TGTGATGCGATTCACCTTTC CTCAAGGGAGCGAGAGAATG 259

Ad10A11447 Aradu.A10 11447 p3 (TAA)5 15 70962105 70962119 CAAGAACAACCGATTCCCAT TGGTGCACTTCGTATTTTCTTT 276

Ad10A11448 Aradu.A10 11448 p2 (AG)11 22 70962702 70962723 TGTGAATTTCGAGGTGGAGA TCCCGCTCTTTGAGTGCTAT 182

Ad10A11450 Aradu.A10 11450 p3 (CTT)8 24 70967112 70967135 GGCCGAACACATGTTCAATA GAGTGGAAGTTGGATCGGAA 280

Ad10A11452 Aradu.A10 11452 p2 (CT)13 26 70971824 70971849 ACTTGGTGCAGGCTCCTCTA TTGGACACCAAGTGGATCTG 278

Ad10A11454 Aradu.A10 11454 c (ATA)5accacaacgacaaagataattatatc(AAT)659 70978755 70978813 TCTTGCAGTCAATCTTAAATATTTCTT TTGCCACTCCAATTTCTTTATTT 278

Ad10A11456 Aradu.A10 11456 c (GAT)7a(ATG)13 61 70999630 70999690 ACGTCTCGAATGAACCGAAA CCTCTTCCTCTTCCTCCTCC 270

Ad10A11462 Aradu.A10 11462 p2 (TA)6 12 71023616 71023627 TGTGATCGTTTGTATCCCACA TCATCGTCATCTTCTTTTCCTG 272
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Ad10A11463 Aradu.A10 11463 p3 (GAT)13 39 71023890 71023928 TGACGATGACAAAGAAGAAGAGA TGTGTCATGGTTTAAAATTTTTGG 271

Ad10A11469 Aradu.A10 11469 c (T)10caattttttcttttttaattttcaa(T)1146 71081540 71081585 CGACATGTTTCTTTGCTGGTT CACGCCTGCCTCTAGAAATC 235

Ad10A11470 Aradu.A10 11470 p2 (AC)7 14 71083316 71083329 AATGCTCTCAGTGGACAGGG CACTTTCCATCTTCCATCCAA 199

Ad10A11473 Aradu.A10 11473 p3 (AAT)13 39 71149478 71149516 GCATAACAGGGATGACACGA TCAAAAAGTCGAACAATTTGTGAT 158

Ad10A11477 Aradu.A10 11477 p2 (CT)6 12 71183714 71183725 TACACGTTTGGCTCCCTCTT TAGTGATCCCGGAAAAGCAC 126

Ad10A11478 Aradu.A10 11478 c (A)10gaagaagtaaaaaaatattttc(A)1042 71185461 71185502 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 196

Ad10A11480 Aradu.A10 11480 p2 (AG)15 30 71193564 71193593 AACAAGCCGCCATCACTAAG TCCCCAATTAGAGGTGTCCA 261

Ad10A11485 Aradu.A10 11485 p3 (ATA)5 15 71224161 71224175 TGGTTAGCCTTACAGCCTGG GATCACAGAATGGACCATCTAGC 246

Ad10A11487 Aradu.A10 11487 p2 (GA)6 12 71228080 71228091 TTTGGATCGGGTAGGAAGTG CCAGAAAGGTTGGTTGGTGT 207

Ad10A11488 Aradu.A10 11488 p4 (ATTA)5 20 71228403 71228422 TACACTTGATACGCGCTTGC TCAATGATCCACAATTTAAAATGAAT 144

Ad10A11491 Aradu.A10 11491 p2 (AG)7 14 71252092 71252105 TGAAGAGGATAGAGCGAGAAAAA GCTTTTTGCGAAAAACCGTA 258

Ad10A11494 Aradu.A10 11494 c (A)10cgcgcgcgcc(CA)734 71272608 71272641 AAACACGGAACAAGATATCACA AACACTCGTTTGACATGCGT 268

Ad10A11495 Aradu.A10 11495 p2 (AT)10 20 71272913 71272932 AAACACGCATGTCAAACGAG TGTTCTGGCATGTTTTATCGAG 249

Ad10A11497 Aradu.A10 11497 c (AAG)7gtgcagtgaaaacgtgcattaacggttgaagaaggagaaagagaaggtaagaaacgaaagaaaagaagaaa(AAG)6110 71276567 71276676 TGGAAATCGAGAATAACGAAGA TTTCGTTTCTTGCCTTCTCTTT 266

Ad10A11498 Aradu.A10 11498 p2 (AT)7 14 71282159 71282172 CGAACCAATCAATCCAATCC GCGTCTGGAAAAAGGAACTT 265

Ad10A11499 Aradu.A10 11499 p3 (TTC)10 30 71282474 71282503 CTCCACACCCTCACTCGTTT GCGAATAGAGGAGAACGACG 194

Ad10A11501 Aradu.A10 11501 p2 (AT)7 14 71324057 71324070 TTGGTGTCAATTGCATGCTT GCAGCTGTAATGGGGTTAGC 188

Ad10A11502 Aradu.A10 11502 p2 (GC)6 12 71332600 71332611 CACAGGGGTGGCATAACTCT CCATACATTGCGAGCACAAC 213

Ad10A11503 Aradu.A10 11503 p3 (AGA)8 24 71369136 71369159 TGCCATTGATGGTAGTGGAA CACACAACAAAACCCCCTCT 183

Ad10A11506 Aradu.A10 11506 p3 (TTG)14 42 71391665 71391706 ATGCGTGTGAGTGAATTTGG CGATTCCAATTCCATCCATT 267

Ad10A11507 Aradu.A10 11507 p2 (CA)8 16 71392941 71392956 GGACGACGGTGAGAAGAGAG TTGGCATGATCATTACCGTC 253

Ad10A11508 Aradu.A10 11508 p3 (CAA)6 18 71394148 71394165 CCAGAAACAAAAGCAGAGCC GGTTGAATTGCTGAAAGTTGC 227

Ad10A11509 Aradu.A10 11509 p2 (AT)7 14 71396274 71396287 AGGTCACATGCACTGTCCAA GAACTTCAGCTGGATTCAATCAT 280

Ad10A11510 Aradu.A10 11510 p2 (GA)6 12 71397609 71397620 TGGTTGTGCAATCAAAACAAA AAATTTGGATCATCGCTTGG 237

Ad10A11511 Aradu.A10 11511 p3 (CAA)6 18 71398962 71398979 CAGAAGCAACCAAAGCATCA GCCGCAACTCTTTCTCTCTG 156

Ad10A11514 Aradu.A10 11514 p2 (AT)8 16 71406025 71406040 CATGTGCATGTGCGTATGTG AATTGGTGGAAGCCATTTTG 252

Ad10A11518 Aradu.A10 11518 p2 (CT)13 26 71437318 71437343 GGGAAATGCATCCATTCATAA CAATTGGGCAACATCAATCA 273

Ad10A11521 Aradu.A10 11521 p2 (CT)6 12 71443493 71443504 TGGGCTATTTCTGACCCAGT AAACCTGGGATCGAGAGTCA 233

Ad10A11522 Aradu.A10 11522 p3 (TGA)5 15 71451208 71451222 TGTCCACTTGCTTTCTTCCC AAGACACACTCAGCCCTCGT 235

Ad10A11527 Aradu.A10 11527 p3 (TAA)12 36 71478435 71478470 ACCTGACGTTTTGATACCCG ATTTGACATGAAAAAGACACCA 173

Ad10A11528 Aradu.A10 11528 c (T)10gttttaatcttcatctattattaactacaatgaattggtcaattggaagggannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaggg(A)10ctcttcagtttctttttc(T)12137 71479811 71479947 TTGTCCCTATGATGCGAGTG CTTGTGCTTGTGCTTTCACG 265

Ad10A11529 Aradu.A10 11529 p2 (AG)8 16 71489639 71489654 TCCAATCTTCGCCTCCTAAA ACGACCCATCACCACTCAG 279

Ad10A11530 Aradu.A10 11530 p3 (TAA)6 18 71489944 71489961 ACGGTTTTTCATCTCAACCG AATTTTTAGTGACAACACCTAAACAGA 223

Ad10A11540 Aradu.A10 11540 p2 (GA)6 12 71526578 71526589 TGGGTTTGGAAATTGGAATC CCATCGCTCCTTCTCTCTGT 265
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Ad10A11541 Aradu.A10 11541 p2 (GT)7 14 71532610 71532623 TCAAAAAGCACAACACTCCG GAAGCTTTTGACTTGCGAAGA 268

Ad10A11545 Aradu.A10 11545 p3 (TTC)6 18 71607960 71607977 CAACTTCTCTTTCCCACCCA ACCACTGAGCTATGACGGCT 275

Ad10A11547 Aradu.A10 11547 p2 (TA)9 18 71615068 71615085 GAACGTCGACACGGTAGGAT TTCTTACATCCTCCCCTCCA 180

Ad10A11550 Aradu.A10 11550 p3 (AGG)6 18 71641969 71641986 CCCCACCATCAAAAGAAGAA AAAGGGTCCAGGAGGCTAAG 222

Ad10A11551 Aradu.A10 11551 p2 (CT)10 20 71656979 71656998 ATTCACGTTCCTCTTCACGG ATCGCAGGAGAAAGAGATGC 258

Ad10A11552 Aradu.A10 11552 p2 (TG)8 16 71657133 71657148 GACGCATCTCTTTCTCCTGC ACAGCAGCCACCATCTCTTT 196

Ad10A11556 Aradu.A10 11556 p2 (TA)7 14 71684038 71684051 AATGGTGGAATGAACTGAGAA GAATTGATCTCCCATCTGCC 145

Ad10A11558 Aradu.A10 11558 p2 (TC)6 12 71689226 71689237 TATTTCCTTTTTGCAACCCG AGCAAGTCGTTCAGAATCCG 251

Ad10A11559 Aradu.A10 11559 p3 (TCA)7 21 71691456 71691476 AAGCCCAAGCTGAAACAGAA TAATGGTGGTGGTTGTGGTG 147

Ad10A11560 Aradu.A10 11560 p3 (AAC)6 18 71691600 71691617 CACCACAACCACCACCATTA TTTTCTGAGTTCTGGGTGGG 161

Ad10A11563 Aradu.A10 11563 p3 (ATC)6 18 71737100 71737117 GACGAGTCTGAAGAGGCACC CTTGCGCTAGAGCTTGACCT 244

Ad10A11565 Aradu.A10 11565 p4 (TTAT)6 24 71763913 71763936 TTTGAATTTTAAAAGTTTGATGTTCCT TCAAGAAGAAAGAGAAAACACTAAAGG 220

Ad10A11566 Aradu.A10 11566 p3 (CAT)8 24 71786286 71786309 AGGGATGGCATCAACTGTTC CCGAGCTTGACCTGACTCTC 236

Ad10A11572 Aradu.A10 11572 p2 (CT)6 12 71922371 71922382 GCACCAGACTGGCGTTAAAT ATAGGTGAGGGGTTTTTGGG 257

Ad10A11576 Aradu.A10 11576 p2 (GA)7 14 71956692 71956705 CAGAAGGAGAGAGAGGGTTCG TCTTTTTCAAAACCACCTAACCA 193

Ad10A11577 Aradu.A10 11577 p2 (AT)8 16 71957578 71957593 CTGGCTACCATTCTGGGTGT TGTCCTTGCATGCATTACTTG 248

Ad10A11579 Aradu.A10 11579 p3 (AGA)6 18 71966475 71966492 CTCCCAAGACTCAGAGGTGG CTGCTACCCATTCTACCCCA 271

Ad10A11582 Aradu.A10 11582 p2 (CT)6 12 72012569 72012580 CAGAATTGGCACAAAGAGCA GAAGGGTTTTTGGGGAAGAG 168

Ad10A11583 Aradu.A10 11583 p3 (AAG)5 15 72026469 72026483 AAATTGAACCTGCAAGTAACCC CCGTCAAAAATCCAATCATGT 259

Ad10A11586 Aradu.A10 11586 p3 (TTA)5 15 72030257 72030271 TGCAATGAATGAAAATAAGCAAA TCTCCTTCATCCTTTCCCCT 247

Ad10A11589 Aradu.A10 11589 p3 (AGA)5 15 72042844 72042858 TTCCCGTTGAGGTTTTTCTG CATCAACCTCCTCTTTCCCA 210

Ad10A11590 Aradu.A10 11590 p3 (AGA)6 18 72086889 72086906 CGACCTTAGGTGCCATTGAT CATTGGCCGAACCTACATCT 158

Ad10A11591 Aradu.A10 11591 p3 (AGA)6 18 72093968 72093985 TTAGGTGCCATTGATGGTGA TACCCTCTCCCCTCTCCCTA 226

Ad10A11593 Aradu.A10 11593 p2 (CT)7 14 72102635 72102648 TTCGGCTCAGAGAACACAGA CAATTGGGCAACATCAATCA 267

Ad10A11594 Aradu.A10 11594 p3 (AGA)6 18 72120671 72120688 TCTCCTTTTCCCATGATTCG CTCTACATAGCCGAACCCCC 230

Ad10A11595 Aradu.A10 11595 p3 (AGA)6 18 72130784 72130801 CGTCCTCGAGCAAGAGAAGA CCCATAAACCCCACCTACCT 229

Ad10A11601 Aradu.A10 11601 p2 (AG)7 14 72266401 72266414 GACGCATACGCATGACAAAG GCTAGAGAGGGGAGAGAGGC 217

Ad10A11604 Aradu.A10 11604 p2 (AG)6 12 72309271 72309282 GTTTTTGGCCCAGTTTCAAG GGAGGGAGAGGAGAGAGCAT 145

Ad10A11606 Aradu.A10 11606 c (AT)11aaccaaattcaatcacaatattcatgtatacttc(AT)668 72346263 72346330 CCGGATGCGCTACTCTGATA TTGCAAGAAGGGTAGGAGTCA 254

Ad10A11607 Aradu.A10 11607 p3 (GTT)5 15 72359304 72359318 TACAGCTTTATGCCCTGCCT ATCATTCCCACAGAACCGAG 232

Ad10A11608 Aradu.A10 11608 p2 (AT)11 22 72368009 72368030 GCGTAGTTAATTTGCGAGGTG GTCAGGACCTGGGATGTTGT 247

Ad10A11609 Aradu.A10 11609 p3 (TCT)5 15 72378632 72378646 AACGACGACGACTGGTTTTC ATAATCGCAGAACCTCCCCT 230

Ad10A11611 Aradu.A10 11611 p2 (AG)6 12 72425460 72425471 AGAAAGAGGGAGAGGGTTCG CACTTTTTCACTTCCAATTTTCG 181

Ad10A11612 Aradu.A10 11612 p2 (GA)6 12 72445666 72445677 AACCTTTAAGCGAAGCGTCA TAGTTCGCCACCCAGTTTTC 172
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Ad10A11616 Aradu.A10 11616 p3 (AGA)6 18 72462768 72462785 ACAAGGGGAAAAGCCAGAAC ACACCTGCACAGCTTCCTCT 260

Ad10A11620 Aradu.A10 11620 p3 (TCT)6 18 72523847 72523864 CTGCTACCTATTCCACCCCA GCTTTTGCCACACCAAACTT 186

Ad10A11621 Aradu.A10 11621 p4 (GTAT)6 24 72531314 72531337 TCGTCCACCAGCTGCTATTA GATCCATCAATCCAGCAACC 226

Ad10A11624 Aradu.A10 11624 p2 (TA)6 12 72537576 72537587 TGACAGTCACAGGTCAAAGGA GGACATTAATAATTCGAAAAGATCA 177

Ad10A11626 Aradu.A10 11626 p2 (AT)8 16 72559247 72559262 TCACGCTATGCATGCAGTTT TTGTGTGCCCTCCCTTTAAC 118

Ad10A11627 Aradu.A10 11627 c (CT)9t(TC)18 55 72562397 72562451 TGAATCGATCCAACTCGGTA GCTGCATCACGTGTTAAGGA 275

Ad10A11637 Aradu.A10 11637 p2 (AG)6 12 72671293 72671304 TTTTTGGGGAAGAGGTGTTG CTTGGTGCAGGGATGACTTT 129

Ad10A11640 Aradu.A10 11640 p5 (AAGAT)5 25 72715689 72715713 CATACCCTGGGTCAAGCTGT GCTCTTGGCTGAATTTTTGC 274

Ad10A11641 Aradu.A10 11641 p2 (AG)7 14 72716392 72716405 TGGGAGAGAGAGAATTTTTCG TTTCAACCATGTCTTTTCAATCA 262

Ad10A11645 Aradu.A10 11645 p3 (CAG)5 15 72777826 72777840 GGTGTACCCTGGCACTAGGA TGTGCAATAGGAGCTGTTGG 244

Ad10A11646 Aradu.A10 11646 p2 (AT)6 12 72778514 72778525 CGGTGGAATTGCTATTTTGG TCCCTTTTTCAAACAACCCA 246

Ad10A11653 Aradu.A10 11653 p3 (CAC)7 21 72822718 72822738 TTGTTTTCTCCGTAGCCACC CTGTGTCCTCTCCCATGGTT 223

Ad10A11654 Aradu.A10 11654 p2 (AT)8 16 72823330 72823345 TCGTGGCAGTCGTACTCCTT GTTGAACATGGGCTGCTTTT 246

Ad10A11656 Aradu.A10 11656 c (TCT)6tcatttttttttcgattttcatgatttctgaaattcttcttattcttcttactgcacgttcttcttcctcttac(TCT)5ccttttctttcgtttctgcacgttcttcttcctcgttttcctcc(TCT)7172 72825072 72825243 CCAATTTATGCAATCTTTGGC CGAGAAAACAGAGAGAAAAGACG 250

Ad10A11657 Aradu.A10 11657 p3 (AAG)5 15 72825929 72825943 TTCTCCTCCTCGTCTTCTGC TCTCCCCATACTGTTACGGC 244

Ad10A11659 Aradu.A10 11659 p2 (TG)13 26 72829950 72829975 ATGTTAACTGGATGGTGGCA TTCTTCCACTGGGTGAACAAT 226

Ad10A11662 Aradu.A10 11662 p2 (TA)10 20 72833015 72833034 AAAAACTGATTCTAAACACAAAAGC TTAACAATTCCTCCCCTCCC 234

Ad10A11666 Aradu.A10 11666 c (A)14gtattgcaatccgtgtcatgtcccattatctcatgaaccatttataatacagcaagaatagattgtaggtaacttaaaaacttcctaatacag(A)10117 72841497 72841613 GGCATGAGTGTAAGCCCATT CAAAGGAATTAAAAACTCTGGGAA 262

Ad10A11667 Aradu.A10 11667 p3 (AAT)5 15 72842065 72842079 TTGTCCCAACCAAGTTGTCA TTTTTGCTCACTAAAGAATGCC 216

Ad10A11668 Aradu.A10 11668 p3 (TTA)6 18 72845776 72845793 TGTTCCTTGAATTTGCACCA AAGCTCATGGCAGCAAAAGT 244

Ad10A11670 Aradu.A10 11670 p3 (AAT)5 15 72848116 72848130 AGAACCAGCTTTTCTTGGCA AAAAGTTCAAATCAAAGGGTCA 243

Ad10A11676 Aradu.A10 11676 p2 (TA)6 12 72865135 72865146 GGGAACAACAATCAATCGAAA TTCTTGTCATAAAATTCTTTGCATTC 104

Ad10A11680 Aradu.A10 11680 p2 (AT)6 12 72868384 72868395 ATGCTGGCAGAGCAAACAAT GCAAACAAAGAAAGTAACGCAA 280

Ad10A11681 Aradu.A10 11681 p3 (TTA)6 18 72868722 72868739 TTCTGATCCGACAAGTTAAGGA CACATGGGCCATAGGCTACT 167

Ad10A11684 Aradu.A10 11684 p3 (TTA)6 18 72872742 72872759 TTTGACGCATATTTGAATTTTGT TGGACAAATTGACTTCAAATGC 243

Ad10A11687 Aradu.A10 11687 p3 (ACC)6 18 72884023 72884040 TTACCTCCTCCATCAGCACC GTTTCCTGCTTTCTTGGTGG 183

Ad10A11690 Aradu.A10 11690 c (A)11ggctacaatataccgtattgttctaaaaagaggcaaaacctt(A)1063 72886002 72886064 GCTTTTGTCCAATCTTCGCT CGCAATTTTCGAATCAGATG 280

Ad10A11700 Aradu.A10 11700 p2 (CT)6 12 72957796 72957807 TCTTTCCACCACACCATTCA CGGAAAAGCACACCAAACTT 101

Ad10A11701 Aradu.A10 11701 p2 (AT)9 18 72974185 72974202 ACAATCATGGATGGATGCCT AGGGCTATGGTGGTGAACAG 199

Ad10A11703 Aradu.A10 11703 p2 (TA)6 12 73033411 73033422 TGAAGGGCCTCATTTGTACC GCTGCTCCAAGAAAATTTGTG 265

Ad10A11706 Aradu.A10 11706 c (A)13taatgtgttacataccatcacaccaa(AAT)1275 73040052 73040126 TGTCCCTTCAAAAGAATTTCG GCAAAATTTGTTTTCCATGTCT 257

Ad10A11710 Aradu.A10 11710 p2 (AT)6 12 73044855 73044866 GAAAAATAAACTTGGCATGAAACA TTGATGGAACCCAAGAAGGT 109

Ad10A11713 Aradu.A10 11713 p2 (AG)8 16 73046371 73046386 CACCGATTCGATTCAGTTTTT TTTGTCGGTGCAACTTGAAT 280

Ad10A11716 Aradu.A10 11716 c (AAG)6aggaagaggaagaagaatgtacagc(AAG)661 73049375 73049435 TCCTCATCTTCTTCTGCTGCT CCGTTACTGCACGTTTTTCA 241
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Ad10A11717 Aradu.A10 11717 p2 (AT)7 14 73049810 73049823 AAAAACAAAATTCATTTTCACGA CAAAAGTGGAGCTAGAGCCG 186

Ad10A11718 Aradu.A10 11718 c (T)10atttgcaaacaagatatgc(A)1241 73050178 73050218 GCAAATCTCTTTCACACCACAA CATTTTATTTATGGCACGAACA 133

Ad10A11719 Aradu.A10 11719 c (G)10tttgggtttgattaaaaagaaaatgtaagtaacaag(A)1056 73051008 73051063 GGAGTTGCAGGAAAGTGTGC CAAAAGGCAATTACCATCACG 194

Ad10A11721 Aradu.A10 11721 p2 (CT)6 12 73061243 73061254 GCGGAACCTAAACCTAGATGAA GCAAAAATGTTGGAGGCAAT 230

Ad10A11723 Aradu.A10 11723 p2 (CT)6 12 73065450 73065461 TTGGTGCGTCTTTTAGGGTC GCGATGTTGGTAGTTTCGGT 246

Ad10A11724 Aradu.A10 11724 p2 (TC)7 14 73066110 73066123 AAGTGTGAACCCTCTCCCCT CGACCGCAAATTAAACGAAT 185

Ad10A11726 Aradu.A10 11726 p2 (TC)7 14 73075264 73075277 TATTAAACGACGGAGACGGG TTTTTCCCGCAACACATACA 187

Ad10A11729 Aradu.A10 11729 p2 (CT)7 14 73097798 73097811 TATGCTGTTGGAACGTAGCG CATGGTGGCACGAAGACATA 273

Ad10A11730 Aradu.A10 11730 p2 (CA)6 12 73112479 73112490 ACAGCTGCCCTCACTACCAC AGAATCCTCTCCCACGTCCT 155

Ad10A11732 Aradu.A10 11732 p2 (TA)10 20 73136011 73136030 GATTCCTAACGGCAGGACAA TGCCATAGGAAATATAAAACCAA 226

Ad10A11733 Aradu.A10 11733 p4 (ATTT)6 24 73138463 73138486 TCTGCAAATCTTTTAATGCAGC AAACATATCATGTTACATCGCAA 179

Ad10A11735 Aradu.A10 11735 p2 (TA)10 20 73140859 73140878 GCGCCAAACAAGCATTAAATA ACCCAAATACCATGGGACAC 276

Ad10A11738 Aradu.A10 11738 p2 (TA)11 22 73145339 73145360 TTAGCCTGTCAATGACGTTTT GCGAAAATTTAACAAGCCCC 244

Ad10A11739 Aradu.A10 11739 p2 (AT)12 24 73146969 73146992 GAGTCAAAAACAGATAACTCACAATG TGTTCCTCAAATATTCAACAACTCA 241

Ad10A11740 Aradu.A10 11740 p2 (TA)7 14 73150265 73150278 TCACCCTCTTTCATTGCCTC ACAAAGTGGTCGTTTGGCTC 123

Ad10A11741 Aradu.A10 11741 c (TCA)9(TCT)12 63 73150921 73150983 TGCACCATACATCCCTTTGA GCATTTGAAGAAGACAAATCCA 235

Ad10A11743 Aradu.A10 11743 p2 (AT)6 12 73152881 73152892 AGTCAAAAGATAATTTGCATCCTC TGGCGCTTTCTTCTTTTCAT 237

Ad10A11745 Aradu.A10 11745 p3 (ATA)16 48 73176748 73176795 TGAAGCACGAGTACCTCCCT ACTTAGCATTTCGCTGAGGC 215

Ad10A11748 Aradu.A10 11748 p2 (CA)6 12 73191064 73191075 ATTGCACGACTGTTGAGGTG TTTTTGTGAAATTATTGTTGAGTTGA 208

Ad10A11754 Aradu.A10 11754 p2 (AT)6 12 73211045 73211056 AAGGACGAAGGAGATTTACGA TGCATGCCACCGACTAATAA 270

Ad10A11759 Aradu.A10 11759 p2 (AT)6 12 73244601 73244612 GGGGACAAAATTACCCCAAT TGAGTAGGTACCCAAATTCCCA 144

Ad10A11774 Aradu.A10 11774 p3 (AAG)5 15 73317982 73317996 TATCTCCCATGACTCGGAGG CCTTGGCCGAATACACATCT 225

Ad10A11777 Aradu.A10 11777 c* (TA)6(TATG)13* 62 73367826 73367887 CTTGTCTTTGGGTTCTTGGG GCGAAGATAACCGGTCTGAG 124

Ad10A11780 Aradu.A10 11780 p3 (GAA)8 24 73413906 73413929 CGAAGAAGAAGATGAACGACG TTTACACGCGCCTCAAATAA 239

Ad10A11781 Aradu.A10 11781 p2 (TA)7 14 73415401 73415414 CTTACCCCCTATTTCCACCC CGCGAATACGAACCAAAAGT 137

Ad10A11784 Aradu.A10 11784 p2 (TA)14 28 73428901 73428928 TGACTATTCTCCGACCAGCC CGCAAAATTAAAAGCACAACA 182

Ad10A11785 Aradu.A10 11785 p3 (AGA)18 54 73431796 73431849 GCACCATGTGTTGTGAGGTC TGCACTATGTATATGTATCCACGTAA 212

Ad10A11788 Aradu.A10 11788 p3 (TTC)6 18 73445337 73445354 ATTTCTTTCCCACCCAAACC CCCTCGAGCAAGAGAAGAAA 194

Ad10A11790 Aradu.A10 11790 p3 (CAA)5 15 73452348 73452362 TGGGTCACAATGGACACACT TTTCTCAAAGGGGAATGGTG 258

Ad10A11791 Aradu.A10 11791 p6 (TTATTT)5 30 73468299 73468328 GTTCCGGTTCAATAGGTCCA TCCAAGTCAAAATCCGTTGA 182

Ad10A11795 Aradu.A10 11795 p3 (TAT)5 15 73485326 73485340 TTGCTAAAGCTCCATCAAATATC GCTCGGCCAAGAGAAAAATA 204

Ad10A11796 Aradu.A10 11796 c (A)11tctctcattcgctagaaaagggtaagtccatcactctaaaatttaacactatacatctttattttcgaaaataacactaacaaaaatttcatatccaa(T)16125 73490722 73490846 CTTTAAAAGCGTGACAAGAAAAA AAACTATGACAATTCATGTGAGGC 274

Ad10A11797 Aradu.A10 11797 p2 (AT)6 12 73493876 73493887 CGATTGCAACAAATACAACGA TTTACCCCTGCTTCAACCAC 211

Ad10A11799 Aradu.A10 11799 p2 (AG)8 16 73497273 73497288 TGCTTTCATAGCATAGAAAGAAATG TCCTCCAAAGGAAGGAAATG 129
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Ad10A11803 Aradu.A10 11803 c (ATT)6aattgcacactaatattatatcataattttttgtattttttagacaaa(AAT)5ttatatattagattcttttgtacgtatttataataattatgtgtgaatgcaattaaactactc(AAT)17195 73508197 73508391 CGACAGACAAATCAGTTTTCCA CAGCGTTAGAATCTTTCGGA 280

Ad10A11804 Aradu.A10 11804 c (A)11nnnnnnnnnnnnnnnatataaataccttaaaaaaataaatacatataattctaaaaaaataaaaaataacaatcaac(TA)7102 73523525 73523626 AACCCACGCTAAATTTGGAA TCTCGAGCAAAGAAAAACTGAA 275

Ad10A11805 Aradu.A10 11805 p3 (GGT)5 15 73540892 73540906 TTTGGTTGAGGGATCTTTGG GAGCAACCAATCACTGCAAA 220

Ad10A11807 Aradu.A10 11807 c (A)11tcaaattagaggatacaaaggtaaataaaaaattatacgattattgaaatatttatgaaattatatgtttcatggatttag(T)10c(A)10113 73576627 73576739 CGTGGTGTGCGTGTGTTAGT ACTCAAATAACTTTGGCCCG 191

Ad10A11808 Aradu.A10 11808 p3 (TTC)5 15 73577347 73577361 TGGCAACATTTGATTTTGGA ACAGAGAAGGCGAAAACGAA 178

Ad10A11810 Aradu.A10 11810 p2 (AT)6 12 73591621 73591632 AAATACACTTAGTCGTAGATACCGATG ACCACTTACACTGCCGGTTC 234

Ad10A11813 Aradu.A10 11813 p3 (AGA)6 18 73619103 73619120 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 197

Ad10A11814 Aradu.A10 11814 p3 (TCC)5 15 73620908 73620922 GGAACTTCGTCCTGCTTGAG ATCCTGAAAACCCTGCAATG 230

Ad10A11816 Aradu.A10 11816 p4 (TATT)5 20 73627837 73627856 TTTCGAAAATATCTCATCCCTTTT TGTAGAAGAGGGGATTCGGA 221

Ad10A11822 Aradu.A10 11822 p3 (GAA)5 15 73666810 73666824 GGAGAAGGAGGAGGATACGG CCAATCAATTCACATCACGC 170

Ad10A11825 Aradu.A10 11825 c (TCT)7attctttcttcttttgctcgagggcaagcaatattctaagtttggtatggtaaaagcatagc(T)1093 73686059 73686151 CCCCTCCATCCTTCTTCATT CTCCCATGACTCAGAGGTGG 273

Ad10A11828 Aradu.A10 11828 p3 (AAT)5 15 73707124 73707138 TGGAGCATGATGTGTGATGA CCAACAACAACCTCAACAACC 277

Ad10A11830 Aradu.A10 11830 p2 (TA)6 12 73719855 73719866 CAAGCTGCGGCTAGTTCTCT GACACGTCATCTCCGATCAA 272

Ad10A11831 Aradu.A10 11831 p2 (AT)9 18 73764918 73764935 GCAGAATTGCCTTGCTGTTC TGGTTTATCAGTTTCATCACATTACC 262

Ad10A11834 Aradu.A10 11834 p4 (AATA)5 20 73799172 73799191 CCTTGAAGCAAAAGAAACAGC ACGCACTTGGTCTCGACTCT 211

Ad10A11835 Aradu.A10 11835 p2 (TC)16 32 73865610 73865641 TTTCCTCCTCCTCCCGTAGT CAAAGGAGAAGCTCTGTGCC 229

Ad10A11836 Aradu.A10 11836 c (A)10tcaaagtgcatatcaggaaagattctgaaccaagaagctttgatagaaacaatgaagcatac(A)1082 73867143 73867224 TGGTCACAATGCTAACATCCA CCTCCATTCACGAACTTGTGT 228

Ad10A11837 Aradu.A10 11837 p2 (TC)6 12 73890280 73890291 GGAACAAGAGTGCATCAACAAA TGAAAAATGTCAAGCGATGC 275

Ad10A11840 Aradu.A10 11840 p3 (TAC)6 18 73921113 73921130 GAACAAAAAGTATTTCCACCACA CCCAAAACACAGGTTGTTGA 272

Ad10A11847 Aradu.A10 11847 c (CACT)5cttcttcctggtgt(CA)748 73965587 73965634 CCCTAATCCTGATTCCCAAA TAATTCCTCCCATTCTCCCC 132

Ad10A11848 Aradu.A10 11848 p2 (AT)6 12 73984253 73984264 CCGAAAAGAAAACTCATCTTCA ACGGAACACACACAAAAACG 241

Ad10A11851 Aradu.A10 11851 p3 (TCT)5 15 74000583 74000597 TCACAAACCCTCATTCTCCC GCTTTTGTCTTCCCTTTCCC 217

Ad10A11852 Aradu.A10 11852 p2 (TC)6 12 74018453 74018464 CCCATCACCTCTTCACCACT AATGTTGCTCACCCTCAACC 145

Ad10A11854 Aradu.A10 11854 p3 (TCT)5 15 74028131 74028145 CACACAAGACAACCCCCTCT TGCCATTGATGGTAGTGGAA 174

Ad10A11855 Aradu.A10 11855 p2 (TA)9 18 74035945 74035962 TTGGGAATTGGGTACATGCT GACTTCACTGTGGGGCATTT 233

Ad10A11856 Aradu.A10 11856 p2 (AG)6 12 74065479 74065490 TTGAACCTGGAATTGGGAAG TTTGACCCAGTTTTTGCTCC 195

Ad10A11858 Aradu.A10 11858 p2 (GT)6 12 74080471 74080482 AAGCAGGGCAGAATCAGAAA CCTCTCCTGCTCATCCTCAC 194

Ad10A11861 Aradu.A10 11861 p3 (TTC)5 15 74157391 74157405 TTGGGTTACCTCCCAACAAG CCAGCAAGCAAGATCAATCA 192

Ad10A11863 Aradu.A10 11863 p4 (ACAT)9 36 74208943 74208978 GAAGTTGTGATTGGATGATGTGA ATCAATGGAATGCCCAAAAA 244

Ad10A11864 Aradu.A10 11864 p3 (AAT)5 15 74209675 74209689 GTGGGAGAATTTGTGGGAAA CAACCACATATGCATCTCGC 237

Ad10A11865 Aradu.A10 11865 p2 (AT)10 20 74213240 74213259 GAAATGGTGGGATCTCATGC GAGGGTTCAATAGCTCATCACC 275

Ad10A11867 Aradu.A10 11867 p2 (AG)9 18 74217557 74217574 CTGGGGTGGTTGAGAGAGAG AAATACTAGCGACGCGGATG 231

Ad10A11868 Aradu.A10 11868 p2 (CT)16 32 74235067 74235098 GACTTGGGAGCTAGCATCAAT TAGTGGTCAGGGAAGGCATC 265

Ad10A11870 Aradu.A10 11870 c (T)10ggcttttagcgctttttagcgtttttaacgc(T)1051 74250466 74250516 TCAAACTGCAAAGGGTGTTG AACCCCTGTGGGTTTCTGAT 251
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Ad10A11871 Aradu.A10 11871 p3 (AAT)6 18 74268186 74268203 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 202

Ad10A11873 Aradu.A10 11873 p2 (AT)7 14 74298398 74298411 CCAACAAATACTTCAATGCTTCA CCTTGGGACCAAGTTGTGAG 280

Ad10A11874 Aradu.A10 11874 p2 (AT)6 12 74302616 74302627 AGCCTTTGAAGAAAAAGGGG TGTGTCCATTTGGGTTTCCT 236

Ad10A11880 Aradu.A10 11880 c* (A)11(AG)10* 30 74360159 74360188 CAGCCAACATTTTGTTGAACTT CGATCACTACTGGTCTCGACAT 189

Ad10A11881 Aradu.A10 11881 p2 (AT)6 12 74360805 74360816 ATCAAACACAGGTTGGGACA AACCGATGCATGTGACAGAG 193

Ad10A11882 Aradu.A10 11882 p2 (AC)6 12 74363484 74363495 GGCTTTCCCATAACTCCAAA TTTGCTTTTCTTGCGGTTTT 236

Ad10A11883 Aradu.A10 11883 p2 (AT)12 24 74364280 74364303 CAGACCAAGCTAAGGTGCAA TCCAAATGATCAATGCCAAA 158

Ad10A11884 Aradu.A10 11884 p3 (TTA)6 18 74364525 74364542 TTATTCCACCCTTGATCCCA CTCCCTCCCATTTCTTCCTC 188

Ad10A11888 Aradu.A10 11888 p2 (AG)21 42 74372087 74372128 CCCCTTCAGCATTCTTTCTG GGACAGCTTGGCCTTACATC 264

Ad10A11890 Aradu.A10 11890 c (GA)8atgagggaggaatcggagagttgtgttgtgtgctgttcttgtgttca(CTCTTT)699 74375862 74375960 ATGCCTGTGTTGTGTGCTTC AAGTGGGTGAAGACGGTGAC 266

Ad10A11891 Aradu.A10 11891 p3 (TTA)7 21 74376110 74376130 GTCACCGTCTTCACCCACTT TCCCCCATGCAATAAAATGT 249

Ad10A11892 Aradu.A10 11892 p2 (AT)7 14 74381535 74381548 TGAGTCCCTTCTCAGTGCCT CTCCAAGCAACTCCTCGAAC 219

Ad10A11893 Aradu.A10 11893 p4 (TTTA)5 20 74384748 74384767 ATGGCCAAGAGTCTGTGTTC TCACGAACCATCTTCTGTTTG 275

Ad10A11894 Aradu.A10 11894 p3 (TTG)6 18 74384948 74384965 CAAACAGAAGATGGTTCGTGA TGCGTCATCACCCTATCTGA 150

Ad10A11895 Aradu.A10 11895 p3 (TAA)14 42 74388206 74388247 CCATCTGTAACAACAACAGGG CACGTTTTGGATTTAAACGCT 269

Ad10A11898 Aradu.A10 11898 p2 (GA)6 12 74391332 74391343 AACATTCTTGGAAGATTTGGG CGCCCTACCTCTACTTCACG 229

Ad10A11904 Aradu.A10 11904 p2 (AT)9 18 74453711 74453728 GTAAATCAGAGGTGGCGAGG CTTTGTTTCGCAGGGAACTT 189

Ad10A11905 Aradu.A10 11905 p3 (ATA)5 15 74457988 74458002 GCGCCTCCTTCTTAGATCAG CCAGGGTATGAACAGTCGCT 263

Ad10A11906 Aradu.A10 11906 p4 (AATA)5 20 74474361 74474380 AAGGCTTTGAGCACCACTGT TTTGAGCCTAGCCGTGACTT 166

Ad10A11907 Aradu.A10 11907 p3 (TCT)7 21 74486494 74486514 CCCCTCTTCTTTACCTTGGC TGCCATTGATGGTAGTGGAA 167

Ad10A11908 Aradu.A10 11908 p2 (AT)7 14 74515908 74515921 AAAGCACCAAATGCAAGAGG CAGGGTTGAAGGCACTGATT 194

Ad10A11909 Aradu.A10 11909 p3 (AGA)6 18 74539233 74539250 CGAAAACCAAAATGGGTGAT TAAAGCACTGCGTGATTGGA 276

Ad10A11911 Aradu.A10 11911 p2 (TA)6 12 74557729 74557740 ACAATGAGAAATATGCAAAAATAGAA CATTTTAAATTGTGGTGACAGTGA 263

Ad10A11915 Aradu.A10 11915 p2 (TC)6 12 74579335 74579346 TGGCTTTCTCGTCCTTGACT ATGGATACCCGTACTGTGGC 241

Ad10A11916 Aradu.A10 11916 p3 (ATA)5 15 74592364 74592378 GGTTCAACCGGTGAGTCACTA TGATTGTGTTATCTTTTGCTTGC 247

Ad10A11917 Aradu.A10 11917 p3 (TCT)5 15 74594515 74594529 TGCACAATTTTACTGCACCG CACCCAAAGGACACTTTATGC 272

Ad10A11918 Aradu.A10 11918 c (GAA)5ggagaa(GAAGAG)5gaagatgagttgttcataatccatggtgagt(GAA)8gaggaagaggaagaggaagagaaagaggaagatgggtttttcataattcacggtgagtgaa(GAAGAG)6203 74595309 74595511 GGCAAAGAGAATAACGAAGAAA TTTCCAAAGCGCTACACTCA 280

Ad10A11919 Aradu.A10 11919 p2 (GA)7 14 74598614 74598627 AATTCATTTGCACGAGGGAC GATGGGCAGGCTGAAATAAA 169

Ad10A11920 Aradu.A10 11920 c* (A)17(AAC)5* 30 74598890 74598919 CTTCTCTTGGACCTCTGCCA TGCTTTCTATCAGTTTATCACCCA 188

Ad10A11922 Aradu.A10 11922 p3 (ATA)17 51 74610968 74611018 TTCACAGAACAACGGGACAA CAAACGTTGGGGACAAAAAC 205

Ad10A11923 Aradu.A10 11923 p3 (ACA)12 36 74611573 74611608 CGTTGGGGACAAAAACGATA CAGCATGGTAGGGAAGGTGT 278

Ad10A11926 Aradu.A10 11926 p3 (AGA)6 18 74618621 74618638 TGCCATTGATGGTAGTGGAA CCCCTCTTCTTTACCTTGGC 164

Ad10A11927 Aradu.A10 11927 p5 (AAAAT)5 25 74631986 74632010 CTCCGCCCTGCTAAAATACA TCGCATATACCCTAAACCCTTT 211

Ad10A11930 Aradu.A10 11930 p3 (TTA)16 48 74637742 74637789 TTGCAATTAAAGTTATTTGTGCTACC CATTGGAGTTGTTCTTAAATCGAG 280
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Ad10A11932 Aradu.A10 11932 p2 (TA)7 14 74639453 74639466 GCGAAATCAAATAGCAACGA CAGACTTGTTCCTCGGCAGT 259

Ad10A11933 Aradu.A10 11933 c (TA)9ttgatctttattggatgaaaattaatagctctcatttattaaat(TA)674 74642826 74642899 TTGTGTTGGATCGTTTTCCA CGTACGCGTGAATGGTCATA 233

Ad10A11937 Aradu.A10 11937 p3 (TAC)7 21 74671633 74671653 CATGTCTGATGATGATGAGAAAAAT AGCTGAAGCGCCAGAAATTA 236

Ad10A11941 Aradu.A10 11941 p2 (GA)6 12 74723852 74723863 TTTGCAATAATCCACAAGCA TTCTTTCACCCTTTCCCCTT 249

Ad10A11943 Aradu.A10 11943 p2 (CT)7 14 74741947 74741960 AAATCCAAGTCCAGAAGGCA CAATTGGGCAACATCAATCA 266

Ad10A11945 Aradu.A10 11945 p3 (AAT)21 63 74755737 74755799 TGTTTTTCTCTTTCATCATAAAATTCA TGAGGAGGGAGAGAAAGTGG 258

Ad10A11947 Aradu.A10 11947 p2 (TC)6 12 74775380 74775391 GCACAAAATCCAGGGCATAC TGCTTGTCCTCAAGCAAAGA 230

Ad10A11948 Aradu.A10 11948 p4 (AAAT)5 20 74782792 74782811 CAATTGCAGAGTACGCCAAA CCACAAGCACTTAACTGGGG 146

Ad10A11949 Aradu.A10 11949 p2 (AG)6 12 74795176 74795187 TTTAAAGTGAGGTGGGTGGG TTAAATGCCAGGATTGCACA 225

Ad10A11950 Aradu.A10 11950 p3 (TTA)6 18 74797098 74797115 CCAACAGGGACAAAGCATCT TCTTCACAACTCCGCACAAC 270

Ad10A11952 Aradu.A10 11952 p3 (ATG)6 18 74813641 74813658 AGAGAGGTTTTGGAGTGGGG TCATCATCGATCATTCCTCAA 244

Ad10A11953 Aradu.A10 11953 p3 (ATA)7 21 74819956 74819976 TCCTTCTTCATTATTCAATGATTTT GCAACGACGCCTTATAGGAA 263

Ad10A11954 Aradu.A10 11954 p3 (TTA)5 15 74820471 74820485 AAATTTAAGTCATTTACCTGTTTGTGA CATTTCATATCACATCCGTTTCA 201

Ad10A11958 Aradu.A10 11958 p2 (TA)7 14 74842578 74842591 ACCTTTTACATGGCACTGGC TGAAATTCCCTCTATTTAGCACAA 246

Ad10A11961 Aradu.A10 11961 p2 (GA)7 14 74858864 74858877 AGGAGCAACAGAGGCATCAC TCACTTCCTCCTCTCCCTCA 246

Ad10A11962 Aradu.A10 11962 c* (CTT)6(T)12* 28 74859767 74859794 CAGAGCATAATGTTTGCCCA TGTGAACACTAAGGGTGGCA 174

Ad10A11966 Aradu.A10 11966 c (T)11gttttcttttctcccctttttttcgtttttctcttttctc(T)1162 74910009 74910070 CCGGATACATACATGCCACA TGAAGCAAGAAAAAGCAGTGAA 274

Ad10A11967 Aradu.A10 11967 p2 (GA)7 14 74919723 74919736 GAAACGGAACTGGAGTGAGG CTCTTCTCCCTATCACCCCC 280

Ad10A11968 Aradu.A10 11968 p2 (AG)6 12 74923265 74923276 CATCAAACACTTGGAAGGCA TGCTTTGATTCAATCTTCCCT 269

Ad10A11970 Aradu.A10 11970 p3 (TAT)9 27 74930670 74930696 CCATGATGGAGAAAGGGAGA GAGGCCATGTGTCACAAGAA 277

Ad10A11971 Aradu.A10 11971 p3 (TTC)5 15 74942319 74942333 CACCTCCCCTACTCTCCTCC AGTGGTCTTGATGGGCTTTG 242

Ad10A11974 Aradu.A10 11974 c (T)10cagaaaatttttcaaaaaaaaatgaaattaaaatctaaaaatttaaaaaaaatttcgaaaaagtagttagaaaatataaaa(T)11102 74954892 74954993 GACCCCAGAGTCCTCTTGTC TTTTGTGTGTTTTTCTCTTTCATCA 278

Ad10A11975 Aradu.A10 11975 p3 (ATT)7 21 74963332 74963352 TGATTCATTCCTTGCATTAGC TGTCCATGTTTTTGATTTGATG 253

Ad10A11976 Aradu.A10 11976 c (T)10aaatccgaatgttttta(TTG)645 74966207 74966251 CGGCAACAACATTAACATCG TCGCACCATACAGCAAAGAC 244

Ad10A11977 Aradu.A10 11977 p2 (TG)12 24 74967330 74967353 CAGTGTGAGGAACGCAGTGT CCCTATCCCCGTTAATCCTC 279

Ad10A11980 Aradu.A10 11980 p3 (TCC)8 24 74977012 74977035 AAATCCGTCTAGGCCCTCTC GGTAGAGGTGGTGTTGGGTG 277

Ad10A11983 Aradu.A10 11983 p3 (ATT)17 51 74981731 74981781 TGGTGGAATTGATGACGAAA TATGGTGGTGTGTGTCATGC 277

Ad10A11990 Aradu.A10 11990 p3 (TGA)5 15 75064026 75064040 GGGACCAACTCGAACTGAAA GTGGAGGTTGAAGTCCCAGA 101

Ad10A11993 Aradu.A10 11993 p2 (TC)7 14 75141632 75141645 CACAATTTCGTCCACCAATG AGAAAACCAATAAGCGCAGC 280

Ad10A11995 Aradu.A10 11995 c (T)10aaatttaattctatttataagtataaattgaaactttgtatcttaaatcatttaaatttatttttaagatcacttgaagcatgcaaattctttcggt(TA)10127 75147624 75147750 TGTGGTAATTGTTTTGTTATTTTCTTC TTGTGTTTGCTTAATTGATACGAAA 278

Ad10A11997 Aradu.A10 11997 c (T)15ctatgtatgctccactttaatgtgttgagcttcctttatttc(A)1370 75157046 75157115 CTGGATTGCCAGGAGAGTGT CCTCTAACCGCAGAGGATCA 260

Ad10A11999 Aradu.A10 11999 p2 (AT)6 12 75164958 75164969 TTGTTAGTGCGGCTAGGGTT TAAAATTGGGGGCAGATACG 192

Ad10A12002 Aradu.A10 12002 p3 (TCT)6 18 75190591 75190608 TTCTTCTCCCAAATAGCCGA CAGCCTTAGGTGCCATTGAT 169

Ad10A12003 Aradu.A10 12003 c (T)10aggtttctctggccttaggttccatcaatggttatggaaaagc(A)1063 75239188 75239250 TGACTCAGAGGTGGAAGCAA ACCTTAGTCCCTCTTCCCCA 245
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Ad10A12013 Aradu.A10 12013 p2 (GT)9 18 75288909 75288926 GCTAAACGGAACTACAAGCCA CCAGAAAATCCTGCAACCAT 260

Ad10A12014 Aradu.A10 12014 p3 (TTA)5 15 75291133 75291147 AAGGAGCACAGCACCTTCAT CTGGGTCGCCCAAGTAATAA 227

Ad10A12015 Aradu.A10 12015 p3 (TTA)25 75 75294915 75294989 GGTGGATCCCACCAGTTTTT TTCCCAAGTTCTCAATTCCC 242

Ad10A12016 Aradu.A10 12016 c (ACC)7(ATC)5 36 75296595 75296630 TTTTCGCTCCAAAATGGTTC TGCTGGTGAAATTTTGGTGA 273

Ad10A12017 Aradu.A10 12017 p3 (CAT)8 24 75296743 75296766 CCCTTCTTCCCCAAAATCAT TGAAATTCTGGGTTCTTTGC 254

Ad10A12018 Aradu.A10 12018 c (AGA)5agcggcggacggcgggcgtcgatgtggcggtggggtcggcgg(GAA)881 75296980 75297060 TCAGCAACAACAATATTCCACA TTTAAAATCGTCCTTTTTACCAA 275

Ad10A12019 Aradu.A10 12019 p2 (AG)17 34 75302297 75302330 GCTGACGAAGTGGAGGCTAC TGCGTCTTGATAACCCACAA 271

Ad10A12022 Aradu.A10 12022 p3 (TTC)6 18 75326719 75326736 CAATTACCCCCTTCACCCTT TAAAATATTGCTCGCCCTCG 278

Ad10A12024 Aradu.A10 12024 c (TC)7ttttttc(T)11 32 75349574 75349605 CCGGATACATACATGCCACA TGGCTCTTGAAAGAATGATGG 280

Ad10A12025 Aradu.A10 12025 c (A)10tttttttgtattcactgc(T)1038 75351458 75351495 CCAATTAGAGGTGTCCAGGG GAATGAATGCTTGAACAGTGC 279

Ad10A12027 Aradu.A10 12027 p3 (TAC)5 15 75369432 75369446 CATGCCTGATGATGATGAGAA GGCGTGATCTAAGGGAGTTG 251

Ad10A12032 Aradu.A10 12032 p2 (GC)6 12 75402138 75402149 CCAGTTGGGTTGGAAAGCTA ACAAGGCTCCTAAAACCGCT 163

Ad10A12034 Aradu.A10 12034 p2 (TG)12 24 75408564 75408587 CGACACGTGAACTCATGACC AAGCTAACACCCGAGCTAACC 277

Ad10A12037 Aradu.A10 12037 p3 (TTC)8 24 75425144 75425167 GACACAAGGACAGGGCACTT GCTGCTTTGTCGAATGATGA 257

Ad10A12038 Aradu.A10 12038 p2 (TA)6 12 75426961 75426972 CCGAGTTTCACAAAAAGGGA AAAGCCTTGAATCCGAGTCC 270

Ad10A12039 Aradu.A10 12039 p2 (GA)8 16 75442382 75442397 AGAGGGTGGTATGTGGTTCG TGGTTTATCATGGACCCCAC 119

Ad10A12040 Aradu.A10 12040 p3 (TTC)7 21 75450960 75450980 ATAGACACCACCCCCTCTCC CTAGAGGATTCTCCGGCCTT 257

Ad10A12044 Aradu.A10 12044 p3 (TCT)6 18 75543532 75543549 CCTACCCAATCCCACCCTAT TGCCATTGATGGTAGTGGAA 254

Ad10A12048 Aradu.A10 12048 p2 (AT)7 14 75571360 75571373 GGCGTAGTTAACTTGCGAGG GTCAGGACCTGGGATGTTGT 253

Ad10A12049 Aradu.A10 12049 p2 (AT)17 34 75575764 75575797 GGCGTAGTTAATTTGCGAGG GTCAGGACCTGGGATGTTGT 273

Ad10A12053 Aradu.A10 12053 p3 (ATA)11 33 75651140 75651172 TAAAAAGAAAACGGGCATCG TTGGCATGAAAACTCCATGA 263

Ad10A12055 Aradu.A10 12055 p3 (TTC)7 21 75702527 75702547 CCGAAACTACTCCCTCTCCC GCTTTTGTCTTCCCTTTCCC 277

Ad10A12056 Aradu.A10 12056 p2 (TA)13 26 75708124 75708149 GGTGAGAAATTGGAACGGAA CGTATGCGTCAAAGGCTCTA 277

Ad10A12058 Aradu.A10 12058 c (T)10aaaagagttctagagaaaacacttgctctcatagggttctcagtttaatcataatttttcttagttttgcttggattggatctt(GA)6106 75712789 75712894 GGCCCAAAAGTCCAGAATAG TCCCAACAATTGAATGGAAAA 276

Ad10A12059 Aradu.A10 12059 p3 (AAT)5 15 75722885 75722899 GCTCGCACTATCTGCAAGAA TTTCAAAATTACTAAATATGCCAAGA 204

Ad10A12063 Aradu.A10 12063 p3 (TAT)13 39 75752847 75752885 TTCGGTGGCTATTTGGTTTC GAGTTAAATTCAAGGATAACGATGTTT 266

Ad10A12064 Aradu.A10 12064 p2 (TA)6 12 75754467 75754478 TGTGATACACACAAGGCGAAA GGCCCATTTGAAACAGTTAGC 280

Ad10A12069 Aradu.A10 12069 c (AAG)7aggaagaagaacgtgcagc(AAG)555 75777067 75777121 TTTCTCCTCCTCATCTTCTGC GTTTGTTCTTCGCCGTTGAT 269

Ad10A12071 Aradu.A10 12071 p2 (GA)6 12 75779404 75779415 TTTCTTCACAACAATGGGCA TTTTGGCATCTGCAAGATAAA 241

Ad10A12072 Aradu.A10 12072 p2 (AT)6 12 75779782 75779793 CGATTGATCTAACCCACTAATCG TTTTATCGCTCTGTGTTACCATGT 278

Ad10A12073 Aradu.A10 12073 c (A)10gatgaataaaaaaagaagaagaagatag(TGA)6a(AAG)778 75782107 75782184 TTCTCTTTCAAGTAATTTTGCAGC TTTTCGGTGTATGTGTGCTGA 266

Ad10A12077 Aradu.A10 12077 c (TA)6aaatgcatatgagaccagctttaaattttctttcttcattctttaaaggcttcggccatagggagaaaaata(AAT)13123 75792017 75792139 CCTCCACGTTTTGCTTTCAT GAGCAGCTGATATAACATCCCA 268

Ad10A12080 Aradu.A10 12080 c (T)11aaataaaagagtactatgttatatgtccattaacagtttgtttaatgtaaataatgtctacctaaaataaataaataaag(A)11102 75801503 75801604 TCGCACTCAAACACTCGTTC AGCTTCAAAGGTTCCACACC 258

Ad10A12083 Aradu.A10 12083 p2 (AG)8 16 75813385 75813400 ATGGTTGGTGATTTCGATGG TGCTTAGCATGATTAACTGTTGG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12091 Aradu.A10 12091 p2 (GT)7 14 75886456 75886469 AAATGAAAGCACCCCAAATG TATGGCCAAGTGAGCTGAAA 211

Ad10A12093 Aradu.A10 12093 p3 (CAA)5 15 75901134 75901148 ATCATTCCCACAGAACCGAG GCACCTTGTTTCTGCCTCTC 261

Ad10A12097 Aradu.A10 12097 p2 (AT)8 16 75919220 75919235 TGCGTTAGCTTCGTGTGAAC GCGCACAAAGGTGTGTGTAT 173

Ad10A12098 Aradu.A10 12098 c (AC)19(AT)9 56 75927422 75927477 AATGAGGGATCTCCGATGAA ATCCGATCTGTAAATCCGCA 272

Ad10A12099 Aradu.A10 12099 c (T)10cagatttttgaatcattctttttc(T)10cgaaaa(T)1060 75954927 75954986 TCCCCAATTAGAGGTGTCCA TGGCTCTTGAAAGAATGATGG 256

Ad10A12101 Aradu.A10 12101 p3 (TCT)5 15 75967292 75967306 CTTCTTCTACACCTTGGCCG AGTGGTCTTGATGGGCTTTG 265

Ad10A12103 Aradu.A10 12103 p2 (AG)9 18 75980547 75980564 TACCCCCAATTTGTTTTCCA CTCCTTGCGATCTTCAGTCC 208

Ad10A12106 Aradu.A10 12106 p3 (AGA)6 18 76037508 76037525 CCTTAGGTGCGATTGATGGT CCGAACATATACCCTCCCCT 237

Ad10A12110 Aradu.A10 12110 p2 (AG)7 14 76069311 76069324 AAACCCTAACCCAGTGACCC AGTGCGCACAGATCCTTCTT 214

Ad10A12111 Aradu.A10 12111 p2 (AG)17 34 76084424 76084457 TTGGCCCAGAAACACAAAAT AAAGGAACATTGAACCTGGAAA 224

Ad10A12112 Aradu.A10 12112 p2 (AT)6 12 76089797 76089808 GTGGGTTTGGAAACATTTGG TTCACCATTTACTTTGGGGC 238

Ad10A12118 Aradu.A10 12118 p2 (TA)10 20 76114549 76114568 TGAAGGTTGATTGTTGAAGTTG GAAGTTCGGCGAAAAATCAA 255

Ad10A12119 Aradu.A10 12119 p2 (AG)6 12 76135372 76135383 TTTCGGCCCAGAAAATACAG TCCAATTGTAACTCTGAACAAGGA 280

Ad10A12120 Aradu.A10 12120 c (GA)7a(AG)22 59 76140653 76140711 CACACAAGAGAGGAATGCGA ACGAGAAGAACGGCAGACAT 229

Ad10A12121 Aradu.A10 12121 p3 (AAT)19 57 76141558 76141614 AAGATGTTGGTTTGGAGGGA TGAAAATAGCACCGGTTTCC 173

Ad10A12122 Aradu.A10 12122 c (AC)9at(AC)12 44 76142671 76142714 ATAGTCCCGCTCACGAATTG TAGTGCCGACCACACTCTTG 274

Ad10A12123 Aradu.A10 12123 p2 (TA)7 14 76146317 76146330 CGAGCAATGGTCACTGTTGT TTCTTTATTATTCATGCAAACATGC 135

Ad10A12125 Aradu.A10 12125 p2 (AT)6 12 76166698 76166709 TGGATAAGCAAGCCTATACACAAC TTGAGGATAAGACTGAGAGGGC 268

Ad10A12126 Aradu.A10 12126 p2 (GA)8 16 76172349 76172364 CGAACCAAAACGTGGATAGC CGCCTTCACTTCCAAACTTC 204

Ad10A12127 Aradu.A10 12127 c (T)10aattg(A)10 25 76172615 76172639 AAGTTTGGAAGTGAAGGCGA AGCTCTCGTCAAGGGACAAA 271

Ad10A12129 Aradu.A10 12129 p3 (CAA)5 15 76186895 76186909 AGTGTGTGAAGAGGGCAACC TTTCCCAAACTTCCTCCCTT 161

Ad10A12130 Aradu.A10 12130 p5 (AAAAT)5 25 76204387 76204411 TGTTATCAACTCATGGGGCA TGTGCTTTGACAATCCAAGG 233

Ad10A12132 Aradu.A10 12132 p3 (ATA)5 15 76255291 76255305 TAAGGGTCGATCCCACAGAG TGAAATTCCCACCATTGGAT 177

Ad10A12136 Aradu.A10 12136 p2 (TC)8 16 76283423 76283438 CCCTCTCCCTCTATCTATCCC GAAAGAAAGGAGAGGTGGAGAA 206

Ad10A12137 Aradu.A10 12137 p2 (CT)6 12 76283611 76283622 TTCTCTCTTTCTCCACCTCTCC AAGAGAGAGAAGGGGGATGG 231

Ad10A12138 Aradu.A10 12138 p2 (CT)6 12 76283824 76283835 TCTTTCTCCATCCCCCTTCT GAAGGAAAGAGAGAGGAGCG 272

Ad10A12139 Aradu.A10 12139 c (TC)6ttttcttttctcccgt(TC)640 76283953 76283992 CCTTTCCCACCTTTCTCTCC GGAAAGGAAAAAGAGAGGAGC 165

Ad10A12140 Aradu.A10 12140 c (AG)15gaagacaaagagaaggaaggaggagaaaaagggtaaggg(GA)987 76284436 76284522 GAGAGAGGAGGGGGAGAGAA TGAAATCCCTTCCATTGCTT 243

Ad10A12142 Aradu.A10 12142 p2 (TC)6 12 76297608 76297619 CCTCAAATTGCATTAAAAAGGA AGGGGGAACACTTTCATTCA 280

Ad10A12149 Aradu.A10 12149 p2 (AG)6 12 76328587 76328598 CGAGAGAAAGAGCTCCCAGA AGCAACAGCTGTGTGTGTCC 167

Ad10A12150 Aradu.A10 12150 c (CT)7tgtctcaata(T)1034 76328745 76328778 GGACAGTGGACACACACAGC TCAGCGAACCATCAATCGTA 205

Ad10A12151 Aradu.A10 12151 p3 (TTA)5 15 76330448 76330462 TCTTCTTCTTTTCACACGTTTCC TTCCGTCACTACCATCATCAA 250

Ad10A12154 Aradu.A10 12154 p3 (TTA)5 15 76335921 76335935 TTTAATGGAGAATTTTGCGACA TGGTATGAAATGATTTTTAATGATG 244

Ad10A12159 Aradu.A10 12159 p2 (AG)6 12 76362430 76362441 CGGTCACTTTTTGTTAAAGCC AAATATGACGGTTGGTGCAA 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12162 Aradu.A10 12162 p2 (TC)6 12 76371637 76371648 CTCCCCTCTCTCTCCCACTC TTCTCCCCCTCCTCTCTCTC 230

Ad10A12163 Aradu.A10 12163 p2 (GA)8 16 76371813 76371828 CCCCTCTCTCTCCCACTCTC TTCTCCTCTTTCTCCCCCTC 237

Ad10A12165 Aradu.A10 12165 p3 (TAT)5 15 76374647 76374661 TTTTCGTCTTCAATTTGCTTTC TTGGATTTAACTTTGGAGGCA 236

Ad10A12168 Aradu.A10 12168 p2 (GC)6 12 76412674 76412685 GAAGTTCCACCTTCCATCCA GTGTGGGTTTATGCCAAAGG 246

Ad10A12172 Aradu.A10 12172 p3 (GAA)5 15 76445523 76445537 CTGGCCTTAGGTGCCATAAA CTCCCAAACCCAACCCTAAT 262

Ad10A12173 Aradu.A10 12173 p2 (GT)6 12 76473637 76473648 TGACGGCACGTAAATCAGAG AAGTTAGGCCAAACGGAGGT 212

Ad10A12179 Aradu.A10 12179 p3 (AAT)5 15 76576868 76576882 CACGGTCACCAAGAAAGGTT GGCCATCCATCAACAAATTC 255

Ad10A12181 Aradu.A10 12181 p3 (AAT)5 15 76579406 76579420 GCGACCCTTCAGACTTACCA TCGGAACCCTGTGTCTATCC 274

Ad10A12182 Aradu.A10 12182 c (AT)9(AG)8 34 76579810 76579843 AATCGTCCACCAAAGAGGTG TTTGAAGCTCCATGATGTGC 219

Ad10A12183 Aradu.A10 12183 p3 (TTA)15 45 76580279 76580323 TCAACGTAAAGCGTTGGATCT CAGCCGCAAACTCCATTAAA 241

Ad10A12190 Aradu.A10 12190 p4 (TTAT)11 44 76733972 76734015 ACTTTCTGGTCGTTGGATGG TGCTAGGTGGAAGACAACCC 266

Ad10A12192 Aradu.A10 12192 p4 (ATAA)6 24 76737868 76737891 CAAACTTTTGCAAATTTGACCT AGCACCCGTAGTGCGAGTAT 263

Ad10A12195 Aradu.A10 12195 p2 (AG)28 56 76742506 76742561 TTTTTGGGCTGTTTCTGACC TGAACCTGGAATTAAAAAGGTGA 274

Ad10A12201 Aradu.A10 12201 p3 (ATT)6 18 76792346 76792363 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 198

Ad10A12203 Aradu.A10 12203 p2 (CG)6 12 76805808 76805819 AAAACCAGAGAGTTGTGCCC AGAGAAAAGCAGGGTGCAAA 196

Ad10A12205 Aradu.A10 12205 p2 (AT)10 20 76850268 76850287 TTGCAAACGTGTGCCTTATT AGCTTCCTCTTCCTGCAACA 247

Ad10A12206 Aradu.A10 12206 p4 (AGAA)6 24 76861979 76862002 ACACACACTTCCCAATGCAA GCGACCCCTTTTTCTTCTTT 120

Ad10A12207 Aradu.A10 12207 p3 (AGA)6 18 76873062 76873079 TGCCATTGATGGTAGTGGAA AAACATACACCCCCTCTCCC 222

Ad10A12208 Aradu.A10 12208 p2 (TA)9 18 76902200 76902217 GGACGACGTTTTCACTCTCC GGCGAGGGAAAAATAAAAGC 274

Ad10A12210 Aradu.A10 12210 p2 (CT)6 12 76916343 76916354 ACGCCAGAATTGGCATAAAG TTTTTGGGGAAGAGGTGTTG 166

Ad10A12211 Aradu.A10 12211 p3 (ATT)6 18 76936036 76936053 AACACTCCTCAATGACCCGA GGCCAAGGAGATTGAATGAA 216

Ad10A12214 Aradu.A10 12214 p2 (AT)9 18 76953950 76953967 CAAAATTGTTTATCACGTTAGTTTTT ACAGCTAATTTTGCAACGGC 266

Ad10A12215 Aradu.A10 12215 p4 (TTAA)7 28 76954584 76954611 TCACAATGCTTGTCGTCAACT TCCCTATTGTGGTCCCACTT 279

Ad10A12217 Aradu.A10 12217 c (AC)9ataatagt(A)1137 76957128 76957164 AGCTAAAGCGCATTGACACA TAGCAGGCCTAAACTCTGCG 158

Ad10A12218 Aradu.A10 12218 p3 (TAA)24 72 76960896 76960967 AAACATTTGGACTATTTTTGCTCA CAAAATCGATAACAAGGTTAGGG 207

Ad10A12219 Aradu.A10 12219 c (TTA)5ttg(TTA)1975 76961157 76961231 TTGATGACGTGCTTCCTTTTT TTTTGGCAATAATTTGGCTTG 141

Ad10A12221 Aradu.A10 12221 p3 (AAT)17 51 76962653 76962703 TGTGATGAGGAACACCAAATAA TTTTTGCTTTTTGCTTTGGC 208

Ad10A12223 Aradu.A10 12223 p2 (TC)16 32 76969326 76969357 GCCATGTGACTCCAAATTTTTC AAATAGCCGACCACATCACC 276

Ad10A12224 Aradu.A10 12224 p3 (TAT)9 27 76993085 76993111 TCTGTTTCGTTTTTGTTTTTGC TCTGTTGAATTTTAAACCCAGG 266

Ad10A12225 Aradu.A10 12225 p2 (TA)6 12 76996347 76996358 ATCCCCAAGCGTTCATACTG CTGGTTCTGTGAATTCTGCG 228

Ad10A12226 Aradu.A10 12226 p2 (GA)11 22 77001782 77001803 TCCTCGAGCAAAGGAAGAAA AATAAGCAGCAGTCTGGCGT 261

Ad10A12227 Aradu.A10 12227 p5 (GGTTA)5 25 77019936 77019960 GGCGCAGAAATAATTGAGGA CAAATAAGCGCCATTTCCAT 213

Ad10A12231 Aradu.A10 12231 p6 (CACCTT)5 30 77035004 77035033 AAAAGGCCTCAAGCCACC TGTTTAAAGTGGACAGGGGC 238

Ad10A12233 Aradu.A10 12233 p6 (CACCTT)5 30 77037501 77037530 AAAAAGGACCTCAAGCCACC TGTTTAAAGTGGACAGGGGC 246
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Ad10A12236 Aradu.A10 12236 c (TA)6gtgtgca(TG)631 77067214 77067244 CAACGAAAGACTCTCTCCGC TGTGTATGCATGGTTTTGGAG 233

Ad10A12241 Aradu.A10 12241 p3 (GTT)5 15 77098954 77098968 TGCTTCTCCGGATAATTTGC ATCATTCCCACAGAACCGAG 249

Ad10A12243 Aradu.A10 12243 p3 (AGA)7 21 77117366 77117386 TGCCATTGATGGTAGTGGAA AATGGCCGAACATACACTCC 241

Ad10A12245 Aradu.A10 12245 p2 (AG)7 14 77171972 77171985 GAAGAGAGGGGTAGGGTTCG ACACCTCAGGGTCTGTGGAC 248

Ad10A12246 Aradu.A10 12246 p2 (AT)11 22 77192337 77192358 TTTTCACCTTTATCGGACGG TGGATGCACTCTTTTTCCTG 278

Ad10A12247 Aradu.A10 12247 p5 (AAGAT)5 25 77229656 77229680 GGCGATTCCGTTGAAGATAA GTACGGCAGTCGGAACTGAT 278

Ad10A12248 Aradu.A10 12248 p5 (AAGAT)5 25 77256153 77256177 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 166

Ad10A12249 Aradu.A10 12249 p2 (GA)7 14 77292258 77292271 AGATGATTCGCCTCCCTTTT ATTATGAAGAATGCGCGACC 257

Ad10A12254 Aradu.A10 12254 p2 (TA)7 14 77357603 77357616 TAGGCTCCTCGCTAAGCATC CAACGCTCAACGGAAAAGAT 268

Ad10A12259 Aradu.A10 12259 p3 (GAA)5 15 77375975 77375989 GAGAAGCCACACTTGAAGCC CAAACTCAACTTCCCCGAAA 233

Ad10A12260 Aradu.A10 12260 p2 (TC)7 14 77384220 77384233 TTCCCCCAAATTCTTCTCCT CAAACTAAGTGGGGCCCATA 170

Ad10A12261 Aradu.A10 12261 p4 (TAAA)11 44 77395718 77395761 AAATTGCGAGTTCGAGTCTTC TGAGCTAACGGTTTGTGCTG 192

Ad10A12265 Aradu.A10 12265 p2 (AC)12 24 77408574 77408597 AATGTTTTCCACAAATTCCCC CCATATGGCCAACCCTTACA 168

Ad10A12266 Aradu.A10 12266 c (A)10taaaggtatatgcgaaaaaaaaagaaaagcaatcaaaaaaag(A)1062 77442146 77442207 GAATGCATGAATGAACAGTGC TTGCTCTTGCCTTTTGGTTT 270

Ad10A12267 Aradu.A10 12267 p2 (AT)7 14 77448639 77448652 TTGAGGAGGTTTGGAAGGTG GTGGGTTGCGACCTACATCT 256

Ad10A12269 Aradu.A10 12269 c (TTC)6ctctcttctttcttctcttgctcgagggcgagcaatattttaatttttgtgtggtaaaagcatagc(T)1094 77475865 77475958 TCCACTCTTCCCCATACACC ACCACTGAGCTATGACGGCT 279

Ad10A12271 Aradu.A10 12271 p3 (AGA)7 21 77512263 77512283 GGTCGGATTGAGGTTTTGAA AAAGCATATTGCGGTTTAGCA 217

Ad10A12273 Aradu.A10 12273 p2 (AG)6 12 77532228 77532239 AAGACGGTGACGTAAATGGC CGCAAAACTCTTCCATCTCC 228

Ad10A12278 Aradu.A10 12278 p5 (AAGAT)5 25 77543059 77543083 AGGCGGTTCCCCTAAAGATA GTGTGGGTCGGAGCTGTTAT 275

Ad10A12280 Aradu.A10 12280 c (A)11caaagtaaaatg(A)1033 77553308 77553340 AAAAATAGAAAACGCCAAACTTAAT ATCCCCTGTCCCTGTTTTCT 240

Ad10A12283 Aradu.A10 12283 c (CA)6(CT)6 24 77563649 77563672 TTTCCCCATTTAGCTTGCTG TGCGAAAGAAATGTTGTAGTGC 201

Ad10A12284 Aradu.A10 12284 p2 (TA)9 18 77565297 77565314 TGACATTGTCTTTCCGTACTCA TGTTAAACGAATTCATAGAATTGAGG 270

Ad10A12286 Aradu.A10 12286 p5 (AAAGA)5 25 77566948 77566972 CCGAAGCAACAACCAAAGTT GATGGCTGTGAAAGATTTGGA 236

Ad10A12287 Aradu.A10 12287 p2 (TA)6 12 77569862 77569873 TTTGATTCACTGAAAACTCATAAGC CATGAGCTGATGAACCAAATTC 263

Ad10A12290 Aradu.A10 12290 p3 (AAG)5 15 77578467 77578481 GCTTTTGTCTTCCCTTTCCC CCCATAAACCCCACCTACCT 247

Ad10A12291 Aradu.A10 12291 p4 (TAAA)5 20 77581461 77581480 TCAGCTTCAACAAGAATGCC TTCGAAATTCTCTATCTCTCCTCTTC 250

Ad10A12294 Aradu.A10 12294 p3 (ATT)12 36 77601816 77601851 CCCAAATAAGTCCCCAAGAA TGAGACCCGGTAAAAATCCA 241

Ad10A12296 Aradu.A10 12296 p3 (TGT)5 15 77603179 77603193 TGATCACTCTGAGGTTCTTCCTC CCAAAACCCTGGTTACCAAA 235

Ad10A12299 Aradu.A10 12299 p3 (TCT)14 42 77646397 77646438 ACTGCACGTTTTCACTGCAC CCTCCTCATCTTCTGCTGCT 248

Ad10A12300 Aradu.A10 12300 p3 (AGA)6 18 77647450 77647467 GGCGGGTGAGAGAGTGAATA GGAATTAGGAGAATTGGGGG 280

Ad10A12302 Aradu.A10 12302 c (ATC)8(ATT)17 75 77674836 77674910 ACCATTTTGAACCATCCGAG AAGTGGGGGTGTGTGTGAAT 263

Ad10A12303 Aradu.A10 12303 p2 (AT)10 20 77675347 77675366 CAAGCTTCCAAAAAGCCAAG AATCTCCAGTTTCCAGCCCT 206

Ad10A12305 Aradu.A10 12305 c (A)10tttggtacagggaccaaattaaaag(A)1045 77705361 77705405 TGGGTCCCTATACAATTAAACCA GATCTGAAACTTTTCATTGCCA 245

Ad10A12307 Aradu.A10 12307 p3 (TTC)5 15 77726050 77726064 CATTTCCACACCCAAAAACC CAGAGGTGGAGGTAGTTGCC 259
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Ad10A12309 Aradu.A10 12309 p2 (GA)6 12 77752988 77752999 AGCTCCGAGAAAACCTACCG CTGTCCCTCTCCCTCTCCTT 267

Ad10A12310 Aradu.A10 12310 p2 (TC)16 32 77756630 77756661 TTGTTCGGCATGTTTGGTTA TACCTAGCAGCAATGCCAGA 267

Ad10A12312 Aradu.A10 12312 p2 (TA)6 12 77774516 77774527 CCCATATTACCGCTAACAGCA CCACTGTTTTGTTATATGAAATTGAAA 261

Ad10A12313 Aradu.A10 12313 c (ATC)5agttcccatctttcatcttcttcttttcatattttctttcttcttcg(TCT)577 77778201 77778277 TTTCTTCGTCTCTCCCTCCA TGTGATTGGTGTTGTTGCTG 250

Ad10A12319 Aradu.A10 12319 p2 (AT)11 22 77837970 77837991 GCAATGATTAAATGTGGGGG TTTTGGGGAGGAACAAAAGT 270

Ad10A12320 Aradu.A10 12320 p2 (TA)6 12 77850656 77850667 TTTTTCGTTTCCTGAGCGTT GCTGAACCAAAAGCACATTTC 274

Ad10A12323 Aradu.A10 12323 p3 (AAT)6 18 77883921 77883938 AAGCAAAAGCTTGCGAAAAA GCACATGGTTAGGGACGACT 212

Ad10A12324 Aradu.A10 12324 p3 (CTC)5 15 77896775 77896789 AGCGCGCTACTCACCATTAT TGAAGATGAAACACGCGAAG 160

Ad10A12325 Aradu.A10 12325 p3 (AAG)9 27 77896959 77896985 CTTCGCGTGTTTCATCTTCA TCATCCTCATCTTCTGCTGC 172

Ad10A12326 Aradu.A10 12326 p2 (AG)7 14 77902213 77902226 TCATTGATTCGCATTGTCAAA TCAATTCATCACCAGGCCTAT 269

Ad10A12330 Aradu.A10 12330 p2 (GA)6 12 77907540 77907551 TGTTTGCAACGAGTGTTGGT AACCAACCTGGCACTTTCAT 105

Ad10A12332 Aradu.A10 12332 p2 (CT)7 14 77936223 77936236 ACGTTGAACCTGGGATTGAG TGATTTCTGCGCTGTTTCTG 221

Ad10A12338 Aradu.A10 12338 p4 (TTAA)5 20 77957184 77957203 AAACAAGCTAACGTCGTGCC CACGTGCCATCACCTATGTC 200

Ad10A12342 Aradu.A10 12342 p2 (AT)10 20 77988813 77988832 TTGGTTAAGGGTGCTTGGAG TCAGTTCGCAGTTTTTCACG 270

Ad10A12343 Aradu.A10 12343 p2 (AC)10 20 77989204 77989223 GTGTTAAAAGTTTGGCCCGA TCACAAGAAATGCGTAGCCA 277

Ad10A12344 Aradu.A10 12344 p3 (TCT)5 15 78008847 78008861 CGAGCGCATCTCTCTCTCTT CGCGCAACTCCTTCTTTACT 169

Ad10A12345 Aradu.A10 12345 p3 (TCT)6 18 78012662 78012679 TGTCGCCTACCTTGCCTACT GTTGCATTGACCATGGTGTT 274

Ad10A12346 Aradu.A10 12346 p3 (TTA)5 15 78012910 78012924 GTTTGTTTGCTCAAAACGGG TCATGCACCAAATTAAATGGA 263

Ad10A12348 Aradu.A10 12348 c (T)12cttttttcatgcctcctctttttcttctccttctttttcttttttttgtacctct(TTC)14109 78015107 78015215 TGAGAAGTGATCACATTTATTCGG AGAAACACGGCGATGAAGAT 257

Ad10A12349 Aradu.A10 12349 p3 (GAG)5 15 78015757 78015771 AAAGAAAGAACGCACGAAGG ATTATTATGGCGTGCTTCGC 135

Ad10A12351 Aradu.A10 12351 c (AT)9ccgaggatcaacccatctaatttc(T)1052 78018915 78018966 TTAATCCACCCCGCTTATTG TCAAATTTTATTATATGGATTTGCAG 261

Ad10A12355 Aradu.A10 12355 p3 (AAT)5 15 78058054 78058068 TTGGATTTAGGAACAACTCGG AATGAGGATTTCAGATAAATGGTTT 246

Ad10A12356 Aradu.A10 12356 p3 (TTA)6 18 78064596 78064613 TGTCGTGTTTTTCAAGACTTATATTT AATTATTGCACCAGTCTTAGTAATCA 280

Ad10A12363 Aradu.A10 12363 c (TAC)6(TAT)7(TGT)1378 78088471 78088548 TCTTCTTGGCATTGTTGTTATGA AAACCCCATTGTATGCATTGTA 218

Ad10A12365 Aradu.A10 12365 p2 (TA)11 22 78099782 78099803 GAAAAGCGCAACACTTCGAT TGTCCCTTTGGGTTTCTTTG 201

Ad10A12368 Aradu.A10 12368 p2 (GT)6 12 78136661 78136672 CCCTCTTCTTGGATCCCTTC CACCTATCCCCAAAAACCCT 150

Ad10A12371 Aradu.A10 12371 p2 (AT)7 14 78140552 78140565 TGCTGCAGGCAATAATTCAG CAAGCAAGGCTCATCAACAA 257

Ad10A12372 Aradu.A10 12372 p3 (AAT)6 18 78149097 78149114 TGCTTCAGCAACCAAATTGA CCCCAAACGTTGAGGATAAA 169

Ad10A12373 Aradu.A10 12373 p3 (TAA)17 51 78149641 78149691 CCAAATATTGGGGACAAAAA ATTCCTTATGGTTGCGTTGC 115

Ad10A12374 Aradu.A10 12374 c (T)10attcttattataaggataaaacataagaattatgagaagttaaaaaaataaa(GAT)680 78158832 78158911 TTGCATTCTTCTTTTTCTCTTTCA CAAAACTCCTCCTCCCCTTC 276

Ad10A12377 Aradu.A10 12377 p3 (TTG)5 15 78160945 78160959 TGATTCCATTCTTTTGCTTCTG TCATTCGGACCAAAATACCC 210

Ad10A12380 Aradu.A10 12380 p2 (AG)6 12 78191479 78191490 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCCTTCC 244

Ad10A12382 Aradu.A10 12382 p2 (AG)7 14 78218668 78218681 TTGTTGTTCATGAATGTTGGC CCAATTAGAGGTGTCCAGGG 227

Ad10A12387 Aradu.A10 12387 c (T)10attttttaacgtgtttggcaaacttctagtagtaaaagtaaaagcactagtaaaat(A)1177 78275820 78275896 GATATTGTGCATGTTTGGGC TCTTTTTATCTATCAATTATGTTTGGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12396 Aradu.A10 12396 p2 (AT)6 12 78344651 78344662 GCAGTGAAAAAGCAAAGGCT GCCTTTTGGTTTTAAGGGCT 114

Ad10A12398 Aradu.A10 12398 c (TGG)5cggtgatggcaagaacaagggaggc(GGT)555 78353472 78353526 AAGAGGAAGGTGGAGGTGGT CCGGGTACGTATACACAGGC 273

Ad10A12399 Aradu.A10 12399 p3 (CAC)5 15 78353710 78353724 CATCATCATGGCGGTTACAG AGAGAGCAAGCATGTGGGTT 119

Ad10A12401 Aradu.A10 12401 p2 (AT)6 12 78354020 78354031 TCTCTCCCCACTTTCACAGC CTGAAGCCAGGTTCGTTAGC 119

Ad10A12402 Aradu.A10 12402 p2 (AT)8 16 78354885 78354900 GAGTTGTGCAGGATAAGCACAG TATTTTGGGCTGCCACTTTC 188

Ad10A12404 Aradu.A10 12404 p3 (TCT)5 15 78383500 78383514 TTCACTTTTCCACCCATTCC CGGTCTTAGGTGCCATTGAT 276

Ad10A12406 Aradu.A10 12406 p3 (AAT)5 15 78387342 78387356 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ad10A12411 Aradu.A10 12411 p2 (AG)6 12 78501497 78501508 AGTGTGCAAAATGCAAATCAA GGAAGAAGGATCTTGATGCAC 144

Ad10A12417 Aradu.A10 12417 c (T)10cgttctata(T)1029 78520992 78521020 ATCCATTGATGCTCAAAGCC GTGAAAAAGGAAGCTTGCGA 138

Ad10A12419 Aradu.A10 12419 p2 (CT)10 20 78550412 78550431 TTTTCAAAATTCAGTCCGTGG CAAGTTGGGGAGAGCAAAAG 267

Ad10A12423 Aradu.A10 12423 c (A)10tttagtacaaagactcaatt(A)1141 78593175 78593215 TGGATCCCTATAAAATTAAGCCAA GGAAGAGGCTGCAATGAATC 273

Ad10A12429 Aradu.A10 12429 p2 (GA)8 16 78603120 78603135 GTGACGGCAATGTGAACAAC TCCTTCCCCCTCACTTCTTT 244

Ad10A12444 Aradu.A10 12444 p4 (AAAG)12 48 78717986 78718033 CATCATCGATCACTCAACGC CACAAACACAACCGCATAGG 136

Ad10A12445 Aradu.A10 12445 p2 (TA)7 14 78719075 78719088 CGCAGCTAGCGAATCCTAAA CAACTGCTGTCATTTTCCTTCA 255

Ad10A12446 Aradu.A10 12446 p4 (AAAG)6 24 78719212 78719235 CGTGGATATAGACGCATTTCTG TATCTTCACACCCTTTGCCC 103

Ad10A12447 Aradu.A10 12447 p2 (TA)6 12 78723269 78723280 GGCTGAACGTGCACATAATTC TCGACCGTCTGTGATGTACC 225

Ad10A12449 Aradu.A10 12449 p2 (AG)25 50 78752719 78752768 TGAAGGGGGACGATTCATAA TTCATAAGCCAATTTGGAAACA 267

Ad10A12453 Aradu.A10 12453 p2 (GT)6 12 78790130 78790141 GGCTGACACTGACAGAGGGT ACCCAATTAGTGGAACGCTG 219

Ad10A12456 Aradu.A10 12456 p2 (CT)12 24 78793699 78793722 TTAGACGCCCGGTAACTTTG TTCGGTGGGTGTGTTAGACC 234

Ad10A12457 Aradu.A10 12457 p6 (TTCTCC)5 30 78794573 78794602 TTGCTGCTGCTGTAACTGCT CAAGGACGAAGCGGTTATGT 265

Ad10A12458 Aradu.A10 12458 c (A)10ttagaaagaaaaacggaaaagaaaagggatggtaaaaaattgaaagaaagagggtaattttgataacgggaacggagggtgca(T)12105 78795580 78795684 ACAGCTCTGTGCACTTGGAA AAGCCTCCTCCCAAATCAAT 170

Ad10A12461 Aradu.A10 12461 p3 (GAA)5 15 78801088 78801102 ATGCAAAATATTGAAGCGGG TTTCTCCCTAACCAAAACCC 162

Ad10A12462 Aradu.A10 12462 c (TAA)9(TAT)8 51 78801443 78801493 TTATAATTAAGTCACCCGGAAAAA TTTCTTAACAACAACAAAAACAACAA 190

Ad10A12463 Aradu.A10 12463 p3 (TTG)13 39 78802385 78802423 GTGTTCCACTTGTGTGACGG AATTGCTGCCTAAACTGCGT 159

Ad10A12465 Aradu.A10 12465 p2 (TC)6 12 78807883 78807894 GCTAGGGCATGCAGAAAAGT TATCCATGAAAGGCTGGGTC 233

Ad10A12469 Aradu.A10 12469 c (ATAA)5attttttgttaatattaaaataaataattaatttaaaagaatatttttagtttc(T)1185 78814045 78814129 TTCTCATTTTATCTTTGGCTTAAAA TGTGTGGCTTCAAAGAGGTG 198

Ad10A12471 Aradu.A10 12471 p2 (GA)7 14 78818124 78818137 AGGTAGATGGGGTTTTTGGG ACAATAAGGGCGTTTTGCAC 233

Ad10A12475 Aradu.A10 12475 p2 (CT)22 44 78829977 78830020 TTTTGCGTTTAAAATTGTCCC AAGAAAGAGGAGGTGCGGAT 269

Ad10A12476 Aradu.A10 12476 p2 (CT)6 12 78840904 78840915 CGTTTAATCGCCAGAATGGT GGAGTGGGGAAGAGTGGATAG 220

Ad10A12485 Aradu.A10 12485 p2 (AT)7 14 78880963 78880976 ACCCAATCAAAGGGCTACTG TGAAAAATACTGAAACATTCAAAAGAA 279

Ad10A12486 Aradu.A10 12486 p5 (ACCCT)6 30 78883718 78883747 CCCTATCCTATCCACAGGCA CGGTCAGTCCAATCTGGTTT 236

Ad10A12487 Aradu.A10 12487 p2 (TC)6 12 78905432 78905443 TGAATTAAAGCGCAATCACG TCAGGTTGTGCTCCTCAGTG 280

Ad10A12490 Aradu.A10 12490 p5 (AAAAT)5 25 78913792 78913816 CGAGGACCAAAAATCCTTCA ATATGGCGGTTTGTGGATGT 151

Ad10A12491 Aradu.A10 12491 p5 (AAATT)5 25 78915712 78915736 AGGGGAAAGTCAGGGAAATG CCTCGATTTTCTGGTCTGGT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12495 Aradu.A10 12495 p3 (TTG)5 15 78932917 78932931 CCATTTCTTAGCCATTAGTGTTCA CAAACACAACCTTAAGAACTAAATTG 272

Ad10A12497 Aradu.A10 12497 p2 (AC)19 38 78939883 78939920 TTCGAGGAGTCTTGAAGGATAGTT GAGGCACCTCGTTACACGTT 239

Ad10A12499 Aradu.A10 12499 p4 (AAGA)6 24 78948921 78948944 CCGGTGTTGGAGAAGAAATG CGATAAACCCTCACGCGTAT 208

Ad10A12500 Aradu.A10 12500 p4 (AACT)7 28 78957342 78957369 ACCCAGCAGCAAGTAGTGGT CATGGATTCCCTTCCTTCAC 269

Ad10A12501 Aradu.A10 12501 p2 (AG)6 12 78972598 78972609 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 262

Ad10A12502 Aradu.A10 12502 p2 (AG)7 14 78981953 78981966 TGAAAATAAAAGAACATTAAACCTGG TGACAGAGGCCACGTATCAG 265

Ad10A12506 Aradu.A10 12506 p2 (AT)8 16 78991585 78991600 CACGTGTTCCAGGTTGAGAC GGTTATACAGCCAACCCGAC 190

Ad10A12509 Aradu.A10 12509 p2 (AG)9 18 79014121 79014138 CAGACAGACAAACAGACAGAGAGA GGATGCCCATTAATGTTTGG 237

Ad10A12510 Aradu.A10 12510 p4 (TAAA)5 20 79021397 79021416 ATCCAAACACAAGGGTGAGG TCGAAAAATTCTCCCCTTCA 106

Ad10A12511 Aradu.A10 12511 p2 (AG)8 16 79030286 79030301 TCTCGTGCTGATAACGTGTTG CACACAGCAATAAAAACACTCTCC 208

Ad10A12512 Aradu.A10 12512 p2 (AT)6 12 79030948 79030959 AGCTTCTAATTCAGCCTGCG CTTCTGAAGCGGAGTGGTTC 207

Ad10A12513 Aradu.A10 12513 c (T)11aagacaatgttcactagttaagtccctcgaataaagaacaaaataaaaattaaaaatatgcctgatg(A)1189 79034140 79034228 GCACAATTTAGTTAATCAATTCATCTT GTAACCGCACAAGTGTTCCA 280

Ad10A12514 Aradu.A10 12514 p2 (AG)9 18 79039233 79039250 GCGTGTGAGTGCGTACACTT TGTGAGTGTGAGGCTGAAGG 181

Ad10A12521 Aradu.A10 12521 p3 (TCA)5 15 79069612 79069626 GGGAGACAAACTCTTGAGCG TAAAAGGGGGTGGTTCAGTG 195

Ad10A12524 Aradu.A10 12524 p2 (GA)17 34 79083926 79083959 GGCAATGCTTACGGCTTAGA CATCCCACCAAATCACCTCT 280

Ad10A12525 Aradu.A10 12525 p3 (GGT)6 18 79084124 79084141 GGCCAGATTTTGACGAGAGA TTCATCCCACCAAATCACCT 260

Ad10A12527 Aradu.A10 12527 p2 (AT)6 12 79149333 79149344 GGTGAATCGCATTTTCACCT ATGAGGCACCAGGTTGAGAC 277

Ad10A12528 Aradu.A10 12528 p3 (TTA)6 18 79161167 79161184 CACAGCGAAGCATAAAATGG TCGTTAAAACAGGGAAACCAA 224

Ad10A12531 Aradu.A10 12531 p3 (CAC)5 15 79167935 79167949 CTGCATGCAAAAAGAGGGTT TCACCCTCAACCTCAACTCA 187

Ad10A12533 Aradu.A10 12533 p4 (TTAT)5 20 79170299 79170318 GTCCGTGATAGTCGACGGTT CATGTGGGGACACACTCACT 245

Ad10A12537 Aradu.A10 12537 p2 (TA)6 12 79174806 79174817 TTTGATTGGTGATTGTTCATGTT GTCATGATAATTGCATGCCG 191

Ad10A12538 Aradu.A10 12538 c (TAA)6c(AAT)9 46 79175285 79175330 GCAATCTTCACACCATGTGC TGCCACGTTTTTAAACCACA 246

Ad10A12541 Aradu.A10 12541 p3 (AGA)6 18 79182820 79182837 TTCCATCTCCCATAACTCGG CACCTTGACCGAAACACCTT 226

Ad10A12542 Aradu.A10 12542 p2 (AG)6 12 79190645 79190656 TTTCTGGGCTGTTTTTGACC AAAAGGAACATTGAACCTGGAA 230

Ad10A12547 Aradu.A10 12547 p2 (AG)8 16 79246440 79246455 ACGAACCAAAAATCACTGGG GGAATATTGAACCTGGAAATTGA 236

Ad10A12550 Aradu.A10 12550 c (CT)7t(TC)11 37 79287987 79288023 GCTCTCCTCGTCGTGTCTTC AGAAAGAAGGAGAGGTGCCG 201

Ad10A12551 Aradu.A10 12551 p2 (AG)25 50 79295090 79295139 GTGGGCCAAACAGACCTAAA TTGTCAATCGGAACACCGTA 235

Ad10A12552 Aradu.A10 12552 p3 (TGT)5 15 79297545 79297559 AGGGGGTTAGGTTGGTGAAG CTGAGGTGGGTTACGACCTG 279

Ad10A12553 Aradu.A10 12553 p3 (ACC)5 15 79321206 79321220 TACCCTCCACCACCACTAGC TGCTTTCTGCTTCTGCTTGA 263

Ad10A12554 Aradu.A10 12554 c (TC)6gctc(TA)7(TG)3396 79324558 79324653 ACGACGCTAGGGATCTACGA GGGAGGATTACAAAACCATGC 214

Ad10A12556 Aradu.A10 12556 p3 (TTG)5 15 79340453 79340467 CCCTCTTCGTGGTGATTTGT GCATCAACAACAACAATGGAA 214

Ad10A12557 Aradu.A10 12557 p3 (TTG)6 18 79340609 79340626 TTCCATTGTTGTTGTTGATGC AAAAGCAGGCAAAAGCAGAA 189

Ad10A12558 Aradu.A10 12558 p3 (TAA)6 18 79354440 79354457 TGTATCATGTATGCCGACGC TAGGATACAGTTGGGGGCAG 190

Ad10A12565 Aradu.A10 12565 c (TAA)14(TAG)6 60 79372824 79372883 AAATTACGCTGAAGGAAAGTTTG AAGTGTGTTACACGGTTTTTGTG 274
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Ad10A12566 Aradu.A10 12566 p2 (TA)7 14 79382143 79382156 GTTCTCACCCATGCGAATTT CCCAAATGACAACCCAAAAG 235

Ad10A12567 Aradu.A10 12567 p3 (AGA)51 153 79393677 79393829 GTTGCTCACCCTCGAGAAAA GCCAAAACCCACACATCTCT 219

Ad10A12569 Aradu.A10 12569 p3 (AGA)6 18 79412720 79412737 TGTCAAAGAAGCAGCAGCAG GGACAAGAAATTGAGCTCGC 253

Ad10A12572 Aradu.A10 12572 p3 (AGA)5 15 79443237 79443251 CTAGAGGAATCTCCGGCCTT AAATCTTTCCCACCCAAACC 158

Ad10A12574 Aradu.A10 12574 p2 (AG)6 12 79509175 79509186 TTGAATTTGAATGGTGGGGT ACGCCAGAATTGGCATAAAG 253

Ad10A12578 Aradu.A10 12578 c (T)10attttactagtgcttttacttttactactagaaatttgccaaacacgttaaaaaataaaaaaagatattttttcattaaaaaaagatc(T)11109 79528852 79528960 TCTTTTTATCTATCAATTATGTTTGGG TATGTTTGGGCGCCATTATT 270

Ad10A12586 Aradu.A10 12586 p2 (TC)8 16 79580116 79580131 GCCACCAGCGAGATAAGAAG TTTTTGCATTCAAATTCGTCC 270

Ad10A12587 Aradu.A10 12587 p3 (ACA)7 21 79580735 79580755 GTCACTCCCTCTCCCAAACA AGAGAGAGAGGAGGCAATGG 273

Ad10A12588 Aradu.A10 12588 p2 (CT)20 40 79580889 79580928 AGCCCACAACAACAACAACA TCGCCAAATTGAGGATAAGG 231

Ad10A12589 Aradu.A10 12589 p2 (CT)6 12 79581046 79581057 TCCTCAAGGATACCATTGCC AAAGGCAAGAGAGGACATCG 263

Ad10A12614 Aradu.A10 12614 p3 (AAC)15 45 79787221 79787265 GCGGCAATTACAATCAAGGT GCTGGTTTTGGTTCTGCTGT 231

Ad10A12615 Aradu.A10 12615 p2 (GT)7 14 79796477 79796490 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 188

Ad10A12616 Aradu.A10 12616 p2 (AT)9 18 79798829 79798846 GGCCTAAACTTTACGGGTCG TCGCGAAGTCGTATCATTCA 166

Ad10A12619 Aradu.A10 12619 p2 (GT)9 18 79810040 79810057 TACCTAGGCCAAGAGGGACA TGGCGATTTTGGAGAGTTTT 267

Ad10A12623 Aradu.A10 12623 p2 (GT)9 18 79818440 79818457 AAGGGAAAATTGAATCAAAGCA TGGCGATTTTGGAGAGTTTT 242

Ad10A12624 Aradu.A10 12624 p2 (AT)6 12 79822290 79822301 ATGACGTAAGGGTGACCGAG TGTCTGTCCTACGGCTGATG 200

Ad10A12625 Aradu.A10 12625 c (AT)6gtacttagctttctttccgcatacttgttccttttgatcctattagaggtttatggagagacatgattttttttatgtacatttggggtatttgg(AT)7(GT)18157 79822903 79823059 TTGAGAGGCACCTCGTTAGG AGTCAAGGCTGGTCGAAGAA 253

Ad10A12626 Aradu.A10 12626 p2 (CT)6 12 79829223 79829234 CAGAATTGGCACAAAGAGCA TTTGGGGAAGAGGTGATGAG 160

Ad10A12629 Aradu.A10 12629 p3 (ATT)5 15 79851846 79851860 TGACCAGCTTATCCCAGGAG CAAGAGAAGGAGATGGCAGC 251

Ad10A12630 Aradu.A10 12630 p2 (CT)7 14 79857484 79857497 CCAGAAGGTGGAGGTGAAAA TGAGCCAAGGAAGCTCATTT 100

Ad10A12639 Aradu.A10 12639 c (TCTTCC)6(TCT)7tcactcaccgtggattatgaacaactcatcttcctcttcctcttcctcttcctcttcttctc(CTT)5134 79881181 79881314 CGACTCCTCTTCCTCTTCCTC TGAAAAGGCAAAGAGAATAACGA 261

Ad10A12640 Aradu.A10 12640 p3 (AAG)5 15 79882125 79882139 CACCCAAAGGACACTTTATGC CACAATTTCACTGCACCGTC 267

Ad10A12642 Aradu.A10 12642 p2 (TA)8 16 79890199 79890214 GCATGTCCTCATGCTAAGCTC TTGACTCGCTTTGACCACAC 161

Ad10A12643 Aradu.A10 12643 p3 (CTC)5 15 79891782 79891796 CGATGCTCTCAGTCAAGCTG ACGCTATGCCGATCTGAAGT 241

Ad10A12644 Aradu.A10 12644 c (A)10ccg(A)10 23 79900805 79900827 AACACAACGTCGCACAACAT TCCCCAATTAGAGGTGTCCA 259

Ad10A12645 Aradu.A10 12645 p2 (TA)7 14 79915412 79915425 GGCAGCATGGTGGAACTTAT GGGTTCAATGGCTCATTTTC 264

Ad10A12646 Aradu.A10 12646 p2 (AT)6 12 79916546 79916557 CACAGGTTGTGTGTTCTTAGCTC ATTTTGCACTTTGGGCTTGT 245

Ad10A12650 Aradu.A10 12650 p3 (TTG)6 18 79946891 79946908 AACATCCAGTCAGGAGGGTG AGAGCAGGCAGGAGATTGTC 252

Ad10A12651 Aradu.A10 12651 p2 (TA)8 16 79947109 79947124 GTGGGACAAGGCTTTGTTGT TCAAGTGCAAAACGAACAGG 280

Ad10A12652 Aradu.A10 12652 p2 (TC)15 30 79948041 79948070 CAAGCATGCAAGCATCTCTC TATGCAGTTCCCTGGTGTCA 228

Ad10A12653 Aradu.A10 12653 p3 (TAA)6 18 79950875 79950892 ATGTCACACTTTCGACTGCG ATGCTCACGCATCAAGTCAT 172

Ad10A12654 Aradu.A10 12654 p3 (CAA)5 15 79952861 79952875 TTTGATCCCGAGATTGGAAG TGCAGCAACAGAGGGTACAA 264

Ad10A12655 Aradu.A10 12655 p2 (AT)10 20 79978198 79978217 GGACAGTTTGATTTAGCCGC AATGCATGACATGAACGGTG 226

Ad10A12658 Aradu.A10 12658 p2 (TA)10 20 80005719 80005738 TTCACTTGACACCTTCACGC CAGTGAAAAACACAAAGCTTGC 203
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Ad10A12663 Aradu.A10 12663 c (AT)9gtgtgc(GT)2880 80013950 80014029 TGCTCGAGTCATAAGTCAACG GTGTCTTTTCGTTCGCGATT 212

Ad10A12670 Aradu.A10 12670 p3 (TAA)7 21 80113596 80113616 AGGTTCAATTGGAGTGACGC GGGTTGGATACCAAACTCTACA 250

Ad10A12672 Aradu.A10 12672 p2 (AT)6 12 80121864 80121875 AAGTGGATAGGTGGATCGGA AGATCTCTGGCGTCAGTCGT 215

Ad10A12673 Aradu.A10 12673 p2 (TA)8 16 80122404 80122419 CAGCCCAACAAGGTAGTCAAG CCTTTTTCTTACATTATCACATTTTTC 273

Ad10A12677 Aradu.A10 12677 p3 (CTT)5 15 80139925 80139939 CAAAAGGGAGTACCGACACTG ACAAGTCGATTCCCAAAGGA 138

Ad10A12681 Aradu.A10 12681 p3 (ATT)5 15 80168906 80168920 ACACCCTCAATCGTTCAACC ATCCATGAAGCGCCTATGTC 268

Ad10A12684 Aradu.A10 12684 c (A)10ggacaaaggccgttttgggagaag(T)1246 80184559 80184604 TAAACCAAGGTCCAAGCCAC TTCCACCACTTCCTCTACACC 280

Ad10A12686 Aradu.A10 12686 p2 (AT)6 12 80186420 80186431 CTCGAAATGGAAATTGGCTT TGTGTGTGTCTTTCGTTCAATTT 278

Ad10A12687 Aradu.A10 12687 p3 (GAT)5 15 80187136 80187150 CTTGGGATTTGGAAACTGGA CTTTCCCTCCTTTCCTCCAC 215

Ad10A12688 Aradu.A10 12688 p3 (GAG)5 15 80192074 80192088 ACACGCGAAGAAAAAGGAGA GGCACAAACTCAGCAAAACA 238

Ad10A12690 Aradu.A10 12690 p4 (AAAT)6 24 80198479 80198502 TTAATTTCATGGCGTGGGAT TTTTGGTTCTGTTCGTTTTCG 273

Ad10A12692 Aradu.A10 12692 p2 (AT)6 12 80201347 80201358 AAATGAAGCACGGTTGAATTTT AAGCTCAGAAACCAGCTCAAA 220

Ad10A12694 Aradu.A10 12694 p3 (CAT)6 18 80224316 80224333 AAACATTTTTGGACATCAATGAA TCCCTTCAGCTTCTCTGACC 189

Ad10A12696 Aradu.A10 12696 p2 (TA)8 16 80225311 80225326 GGCTTAAAATCGTTCCTTGG CGCTTTCCGTAGGAATTAAGG 224

Ad10A12698 Aradu.A10 12698 p3 (ACC)5 15 80242639 80242653 CCCAACGTAGAGGCTGAAAA GGTAGTGGTGGTGGTGGTTC 173

Ad10A12699 Aradu.A10 12699 p3 (TCA)9 27 80242762 80242788 AGTAAAGCTTGGTGCACTTTTT AGGGTTTGGCCATTTAAGAA 274

Ad10A12700 Aradu.A10 12700 c (AGA)5attggtggtgcagtggagcggc(AGA)6aa(AAG)10gtggtggtgcggtgcggtggtgcggaggggtgaggtgcagtggtgcggcg(GAA)7158 80242921 80243078 TCAGCAACAACAATATTCCACA TACTCCTTACCACCACCACC 280

Ad10A12701 Aradu.A10 12701 p3 (AAT)5 15 80271194 80271208 CATGTCATCAAATTGTCGCC ATGTTGGTGTTTCACTTGCG 181

Ad10A12702 Aradu.A10 12702 p3 (AAC)6 18 80272269 80272286 TTTTTCATTTTGCAGTTGCG TCAGGGACACAAAACCAAGG 117

Ad10A12705 Aradu.A10 12705 p2 (TA)6 12 80274307 80274318 CTAGTGCCAAGGAGGTCTGC TTTTGCAATGTTGCCTTCAA 249

Ad10A12707 Aradu.A10 12707 c (TC)9taacctccaaacttaaaagactccccccacaactccatctcctcaagatcaagat(TC)991 80277437 80277527 CCCACAACTCCATCTCCTCA AAGAATGCGAGAAACGCAAT 269

Ad10A12708 Aradu.A10 12708 c (TC)9tt(TC)17 54 80278248 80278301 GCGTTTGTTATGGTGCCTCT CATTTGGGTCTTCCCTTTCA 270

Ad10A12709 Aradu.A10 12709 c* (AT)7(T)11* 24 80283888 80283911 TGGGGATGTTAAGCTTTTGG TTTGCAAGATATATCGAAACAAAAT 259

Ad10A12712 Aradu.A10 12712 p3 (TCT)7 21 80309859 80309879 AAAAACAATGGCAAAAAGCG CTGGCCTTAGGTTCCATCAA 190

Ad10A12715 Aradu.A10 12715 p2 (AC)6 12 80331422 80331433 ATCATACCTTGGCCGATCAC GTGAACATTGGAGGCTTGGT 128

Ad10A12716 Aradu.A10 12716 p2 (TA)13 26 80333409 80333434 AGCCAACCGATCAGAGCATA GGATTTCTAGGCTCCTCGCT 250

Ad10A12720 Aradu.A10 12720 p5 (TTATC)5 25 80402510 80402534 CCTGGGTGCTCCAGTGTATT GAGACGACCGACCTCTTCAG 240

Ad10A12722 Aradu.A10 12722 p2 (AG)6 12 80408087 80408098 CATTTCAACCCAGTTTTCGG TTGAACCTGATGAAGAGTCGAA 207

Ad10A12723 Aradu.A10 12723 p3 (AAG)5 15 80464170 80464184 ACCCCCAGTGAACAAGACAG TGACTTTCCCATGGAGGTTC 123

Ad10A12726 Aradu.A10 12726 p2 (AT)10 20 80472419 80472438 TAATGGTACCCCCATTGAGC ACCTAGGTCCCACTGCCTTT 226

Ad10A12728 Aradu.A10 12728 p2 (CT)6 12 80483332 80483343 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 119

Ad10A12731 Aradu.A10 12731 p2 (CT)9 18 80509028 80509045 TCTCCCTCTCTGCGTCTAGG GCAGTAACGCTCCGGATAAA 202

Ad10A12732 Aradu.A10 12732 c (T)10catcaaatgaataattgtatattcttttaggtatatcaatataattcttttgcttgtcaactg(A)1184 80517051 80517134 TAGCCCATAGCCCCATACAC TGAGACTACTTTTTGGGTGGG 258

Ad10A12734 Aradu.A10 12734 p3 (AAT)7 21 80531659 80531679 AAGGCTTTGAGCACCACTGT CTTTGCACCTTGAGCCTAGC 104
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Ad10A12735 Aradu.A10 12735 p4 (AACT)5 20 80538119 80538138 ACCCCAACAAAGAAGTCCAA AACCATCATCTACCACCACCA 237

Ad10A12739 Aradu.A10 12739 p2 (CT)6 12 80566293 80566304 GATTTTGCTTGCCATTTGGT AGAGGTGTGGAGGTGATTGG 133

Ad10A12740 Aradu.A10 12740 c* (AT)7(ATA)5* 27 80613208 80613234 TCTCTTTTGGTTTCCGAATTTT CCATGATGGAGAAAGGGAGA 148

Ad10A12742 Aradu.A10 12742 p2 (CT)14 28 80638000 80638027 TTACCGTCGTTGTTAAGCCC GCATCATATTTACAATTATTGCCAG 209

Ad10A12743 Aradu.A10 12743 p3 (CTT)7 21 80644787 80644807 AAACCATTTCCCTCCCAAAC AAAATGTTTGCTCGTCCTCG 213

Ad10A12744 Aradu.A10 12744 p3 (AAT)6 18 80651794 80651811 ATGAGCAGGAACAGGGAAAA AAACTTGGACGTTGGCTTTG 213

Ad10A12748 Aradu.A10 12748 p2 (TA)7 14 80666683 80666696 GGTGATGAGGATAGAGAAACGG TGTCTGATTAGCATATCTAGAAGAGGA 172

Ad10A12749 Aradu.A10 12749 p2 (TA)6 12 80666889 80666900 AAATTAAAATTCACTTTACCTTGAAGA ATCATGCCAAGTTTTGCCTT 152

Ad10A12753 Aradu.A10 12753 c (AACCG)5catatattaca(AAT)1169 80669987 80670055 CGAAAATCGAATTAAACCGC TCAAAATTTAGGAATCGGCG 243

Ad10A12754 Aradu.A10 12754 p2 (CT)6 12 80670183 80670194 GCAACGCCGATTCCTAAAT GCGTCACTGAGAAGAGGAGG 262

Ad10A12756 Aradu.A10 12756 p2 (TA)8 16 80674319 80674334 ACCTCCCATTTGTAGCTTCG TCTTGGGAAAGTGAATTTTGA 263

Ad10A12757 Aradu.A10 12757 p2 (TA)6 12 80674518 80674529 TCAAAATTCACTTTCCCAAGA TGCATAATTTGATAGAAGCTTTGC 151

Ad10A12759 Aradu.A10 12759 c (TA)7ttgatcatcatatatacaacatacatatatg(TA)963 80678632 80678694 TTCACCTCCCTTCTTCCCTT TGTGCAAATAGTGTTGCGGT 244

Ad10A12760 Aradu.A10 12760 p2 (TA)11 22 80679505 80679526 ATTTGGAACCCTAAGCAGCC TGGATCAATAATGGGTCAAACA 245

Ad10A12761 Aradu.A10 12761 c (A)11gaagaaaaaaatggcgaataaaaaaagaaaaag(A)1054 80707423 80707476 CTTGAACCAAGAAAAAGCGG AGGATTTCATTCCTTTGGGC 203

Ad10A12762 Aradu.A10 12762 p2 (TA)8 16 80710896 80710911 TCAATTAACTTGCTGTGATGTGG GATTTCTTGTTCAGCCTCGG 168

Ad10A12764 Aradu.A10 12764 p3 (ATA)24 72 80712469 80712540 ACATGCAAAACTACCTGCCC GCTATGGCTGCTGTGAATGA 148

Ad10A12768 Aradu.A10 12768 p2 (GA)6 12 80743319 80743330 AAGGGGGTAGGAGAGGGTTT ACAAAGGGCATTTTACACGC 235

Ad10A12769 Aradu.A10 12769 p6 (TTAATT)6 36 80760274 80760309 AAACCATCAAATGCTGCTCC AAGAGAAATGCAGAAAACGCA 243

Ad10A12770 Aradu.A10 12770 c (A)10tata(T)10 24 80799934 80799957 TTGCAAACGTGTGCCTTATT CTTGATGCCTGTTCCCATTA 280

Ad10A12773 Aradu.A10 12773 p3 (AGA)5 15 80822399 80822413 TTGCCTTCCCTTTTCCTTTT CTCTCCTATAGCCGAACCCC 198

Ad10A12778 Aradu.A10 12778 p2 (AT)9 18 80909261 80909278 AACACAAGCCTCTAGGCGAA CCTCGGTGAGTTGTCTGGTT 130

Ad10A12779 Aradu.A10 12779 c (A)13ccggccatcggcgcgctagcacgctgt(GC)652 80930288 80930339 ATAGGGAGCTCTTGGGCATT AGAGAAAAGCAGGGTGCAAA 227

Ad10A12780 Aradu.A10 12780 p2 (GC)6 12 80930444 80930455 ATAGGGAGCTCTTGGGCATT AGAGAAAAGCAGGGTGCAAA 227

Ad10A12781 Aradu.A10 12781 c (ATA)5aatcaataaataaataaataaacaaataaaatactaaaaagaaaac(A)1172 80930618 80930689 TGCACCCTGCTTTTCTCTCT GCAAATGCAATAAAAGAAAATGG 265

Ad10A12783 Aradu.A10 12783 p2 (AT)9 18 80938436 80938453 AACACAAGCCTCTAGGCGAA CCTCGGTGAGTTGTCTGGTT 130

Ad10A12785 Aradu.A10 12785 p2 (AT)9 18 80969593 80969610 AACACAAGCCTCTAGGCGAA CCTCGGTGAGTTGTCTGGTT 130

Ad10A12788 Aradu.A10 12788 p2 (TG)6 12 81025570 81025581 GTGTGATTGCAATTTCGTGC TCTGCATAAATGGCGACTTG 159

Ad10A12789 Aradu.A10 12789 p2 (AT)11 22 81027292 81027313 GGAAAGACCCACTGACTCCA ACGTTCGCGCTTTGTAATTC 245

Ad10A12793 Aradu.A10 12793 p3 (TTC)5 15 81069839 81069853 GGCCGAACTATACAACCCCT CTAGAGGTTTCTCCGGCCTT 255

Ad10A12794 Aradu.A10 12794 c (A)10gagagattatgtgc(A)1135 81070876 81070910 TTGATGTGGTGGCAACATTT TTTTTACCCTTGCCTTTTGG 241

Ad10A12796 Aradu.A10 12796 p2 (CT)6 12 81111240 81111251 ATAAGCCAATTGGGCAACAC CATTTCAACCCAGTTTTCGG 279

Ad10A12797 Aradu.A10 12797 p3 (TCT)5 15 81161689 81161703 AAACCCACACCTCTCTCCCT TCCCATGACTCAAATGTGGA 208

Ad10A12800 Aradu.A10 12800 p2 (TA)6 12 81215523 81215534 ATCATACCTTAGCCGCTCCC AACCTTCAGTTTCCAGCCCT 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12802 Aradu.A10 12802 p2 (AG)6 12 81224083 81224094 CATTATTTCAACCAAGCAGAACA AGAGAAAGACACCCCGGACT 271

Ad10A12804 Aradu.A10 12804 c (A)10gaagtaaaaaaaaatattttcg(A)1042 81256625 81256666 TGGCTCTTGAAAGAATGAGGA CACACTCTTGTTGCCTTGGA 192

Ad10A12808 Aradu.A10 12808 p2 (TA)7 14 81271243 81271256 AAAATGATTATAAAGGACCTAACAAAA ACTTGGGCGGTGGAGTATAA 263

Ad10A12810 Aradu.A10 12810 p2 (AT)7 14 81272835 81272848 AACTCTAAAGAATCAAATCTTCCCTC CGCGTCCAATTAAAAGGGTA 248

Ad10A12812 Aradu.A10 12812 p3 (TTA)5 15 81277289 81277303 GACCATGGTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 246

Ad10A12819 Aradu.A10 12819 p4 (TTAT)6 24 81362480 81362503 CAGCTTTGCTAGAATCCCCA GAAAAAGCATGTGGCAAAAGA 241

Ad10A12820 Aradu.A10 12820 p3 (AAG)5 15 81376402 81376416 CACAATATCCATCCAACCCC TCCTTTCATTGGGTTAGGGA 245

Ad10A12821 Aradu.A10 12821 c (AC)27(AT)6 66 81380737 81380802 CACCCCAATTACCCTAAGCC GCATTATGCGACCTTGACCT 203

Ad10A12822 Aradu.A10 12822 p4 (AACT)5 20 81383644 81383663 GGAAAAGGAAAATTGAAAGGG CATTTTGGGTCCAATCCAAC 213

Ad10A12826 Aradu.A10 12826 c (T)10actttttctgtaaaatagaa(T)1242 81400322 81400363 CCGACGGATTTTCTGTCTGT CGATGAATTTGTTTATGTTTTGAA 256

Ad10A12828 Aradu.A10 12828 c (A)10caaaaaaaagaaat(A)1034 81423419 81423452 TTGCATTCATGCTTTGATTAGAA TGCCCCCTTTTTCTTCTTTT 243

Ad10A12830 Aradu.A10 12830 p2 (AT)7 14 81425265 81425278 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 232

Ad10A12834 Aradu.A10 12834 p2 (TA)10 20 81465240 81465259 TAGGGCATTTTGTCCCATTC TCAAGTTTGGGAGAGTTGGG 234

Ad10A12838 Aradu.A10 12838 p2 (AT)7 14 81477145 81477158 GAGGGTGTGTATCGTTTGGG GGCATTTTTGTCCCCTTTTT 263

Ad10A12840 Aradu.A10 12840 p3 (AGA)5 15 81497014 81497028 TTGCCTTCCCTTTCCTTTTT CATACCCCTCTCCCTCCACT 266

Ad10A12842 Aradu.A10 12842 p3 (TTC)6 18 81516243 81516260 TCTTCTCCCACTTAGCCGAA TTAGGTGCCATTGATGGTGA 164

Ad10A12846 Aradu.A10 12846 p2 (CT)6 12 81577168 81577179 TGAATTAAAGCGCAATCACG GAAAAGGAAGGAGGGAAGAAGA 211

Ad10A12851 Aradu.A10 12851 p3 (TTC)5 15 81648550 81648564 CCTAAATGGCCGAACCTACA CTAGAGGATTCTCCGGCCTT 209

Ad10A12852 Aradu.A10 12852 p5 (AAGAT)5 25 81663833 81663857 CAAATCCTAAGGCAGCCAAA GATGGTGCTGATTCCTTCGT 268

Ad10A12854 Aradu.A10 12854 p2 (TA)6 12 81670846 81670857 TATGTCCCATGTGCATTGCT TATGTCCCATGTGCATTGCT 156

Ad10A12855 Aradu.A10 12855 p3 (ATC)5 15 81680344 81680358 GGGCGATTGATCTCAACAGT GATGATGGAGCTCAGGGGTA 224

Ad10A12857 Aradu.A10 12857 p3 (ATC)6 18 81707677 81707694 ATCTCAGCAGTGGAAATCGG GATGATGGAGCTCAGGGGTA 279

Ad10A12860 Aradu.A10 12860 p2 (GA)7 14 81726394 81726407 GAGTAGTGGTGGTGCTCGGT CCCCTCTTCTTTCCACATCA 152

Ad10A12869 Aradu.A10 12869 p2 (AC)6 12 81785372 81785383 AGAGTGGCCACCATCAGTTC CTCTGCAGCGTCTCAATGAA 248

Ad10A12870 Aradu.A10 12870 p5 (AAGAT)5 25 81814507 81814531 CCTAAATCCTAAGGCAGCCC ATGGTGCTGATCCTTTGTCC 270

Ad10A12872 Aradu.A10 12872 p2 (AG)6 12 81840214 81840225 GCACTGGAGGAGAGAACTCG GCAACCTGCCCTATTGAGAG 238

Ad10A12873 Aradu.A10 12873 p2 (TA)6 12 81841656 81841667 CCAAGCCAAAAGGGTGATAA GCACTAATTGGTAGGAGGCG 184

Ad10A12875 Aradu.A10 12875 p2 (CA)9 18 81888881 81888898 ATCGACTCCGTCATGCTTTT CATGCATCATTCTTGCTTGC 213

Ad10A12877 Aradu.A10 12877 p2 (AG)8 16 81905300 81905315 TTTGACCCAGTTTTTGACCC TCCTAAGAGAGAGGAGAGAGCTT 164

Ad10A12880 Aradu.A10 12880 p3 (AGA)5 15 81916820 81916834 TAAAATATTGCTCGCCCTCG ACCCTAAATGGCCGAATACC 183

Ad10A12882 Aradu.A10 12882 c (T)10cgaaattttc(T)1131 81947562 81947592 TCAGCTTTGCTAGAGTCCCAA TGTGGTTCATGAATATTGGCTC 267

Ad10A12883 Aradu.A10 12883 c (CT)13t(TC)11 49 81965008 81965056 TGCAGCTTTGTGCTTAATGG GCAGTCAAGAAAGAAAGCCAA 182

Ad10A12885 Aradu.A10 12885 p3 (TTC)5 15 81972484 81972498 TTGAAAAGGGATCGAGATGG TGAGCTTGTGCTGCTTCTGT 192

Ad10A12887 Aradu.A10 12887 c (TTC)9ttt(TTC)18 84 82018237 82018320 CCTTGGCCGAAACTACACAT GCTTTTGTCTTCCCTTTCCC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12889 Aradu.A10 12889 p2 (AC)8 16 82038776 82038791 AAACCGCAAATCGGTAGTTG CCCCTTCTTCTCCTCTCACC 259

Ad10A12891 Aradu.A10 12891 c (A)10ttcgaaaaaaagtagttcaaaattaattggaaaatagaaaa(T)1061 82064547 82064607 CGAAACAAAAGCAATTGAAAAA CTTGGTGTTTTCCCTCCAAA 218

Ad10A12897 Aradu.A10 12897 p2 (TG)6 12 82115080 82115091 GAAACTGACCAATCCACCTCA CCACTGGTTGTCTGATTCTGTT 158

Ad10A12900 Aradu.A10 12900 p2 (GT)6 12 82150256 82150267 CAAGCCAAGAAGCGAAAAAC TTACCTCAACCAATGTCCCA 115

Ad10A12904 Aradu.A10 12904 p2 (AG)7 14 82253111 82253124 TTTTTGGGGAAGAGGTGTTG AGGATTGGCAGAAAGAGCAA 162

Ad10A12907 Aradu.A10 12907 p2 (TC)6 12 82271568 82271579 AAATGCCTCCCTCTTTTTCAA AACACAAGGGGGAGGATAGG 215

Ad10A12909 Aradu.A10 12909 p3 (TTC)6 18 82286128 82286145 TTTGGCCGAATACACCTCTC ACTCGGAGGTGGAAGCTTTT 210

Ad10A12912 Aradu.A10 12912 p2 (TA)6 12 82347295 82347306 ACACAAGTGGGAAAATTGGG AATGGGGCTAAGGTAAGGGT 150

Ad10A12915 Aradu.A10 12915 p4 (AACT)5 20 82376056 82376075 GCATTTAGGCAATAAGAGGCA TCCAACACTTCCAAACACCA 179

Ad10A12918 Aradu.A10 12918 p3 (AGA)6 18 82465504 82465521 CAGCCTTAGGTGCCATTGAT CCCTTAGCCGAACCTACCTC 160

Ad10A12921 Aradu.A10 12921 p2 (AG)6 12 82475861 82475872 TTGAATTTGAATGGTGGGGT CAGAATTGGCACAAAGAGCA 248

Ad10A12924 Aradu.A10 12924 p2 (TG)6 12 82504430 82504441 TGGCAATGAAAATCATGAGAA TTCCTTTGAGATTGGCAACA 270

Ad10A12926 Aradu.A10 12926 p2 (CT)6 12 82522356 82522367 CTTGGTGCAGGGATGACTTT TGGTGAAGAGAAAGATGGGG 165

Ad10A12927 Aradu.A10 12927 p2 (AT)6 12 82534137 82534148 ATCTGATGCATTGTGGCTCA TATCTCCTGCACCCCAAGTC 121

Ad10A12931 Aradu.A10 12931 p4 (TATG)5 20 82568747 82568766 AAGCCCAAAATTGTTGGAAG TGCCTGGTTTATCTTGACCC 174

Ad10A12935 Aradu.A10 12935 c (TA)6ataatattatatgttgtaatgtg(TA)647 82622940 82622986 ATTATACGGAGTCACGGCCA AACAAATGCAATTCTCTCTCTTTTT 253

Ad10A12936 Aradu.A10 12936 p2 (TA)6 12 82624184 82624195 CCCATATCAATCGTTCCATGA TGCAATTCTCTCTCTCTTTACTTTTT 259

Ad10A12938 Aradu.A10 12938 p2 (AG)6 12 82627980 82627991 ATTGCCACCCAATTGCTAAG ACTTTTGGCACCAGAACCTG 246

Ad10A12939 Aradu.A10 12939 p6 (GTGAGG)5 30 82629160 82629189 AGTCCACATACGCAACCACA CAGCGCCATCACTTTCTACA 276

Ad10A12943 Aradu.A10 12943 p5 (AAGAT)5 25 82653787 82653811 AAATGAAGGAACACAGCCCA CCTGGGTGCTCCAGTGTATT 171

Ad10A12944 Aradu.A10 12944 p2 (CT)6 12 82667656 82667667 ATAGACCCCACAGAATCCCC GGGAAAAAGAGGGAGAGTGG 239

Ad10A12948 Aradu.A10 12948 p2 (AT)11 22 82722747 82722768 GCACACTCTTTTTGCCTTGG TGTGGTTCATGAATGTTGGC 221

Ad10A12951 Aradu.A10 12951 p2 (AT)10 20 82751146 82751165 AGCTCGGACATTACGACGAT TGGTTTATTGTACCCTCGCC 263

Ad10A12959 Aradu.A10 12959 p3 (ATA)7 21 82833839 82833859 CTCTTCAAATTTTAATGTGGTCAA AGCAGCGGTGAAAGGAAGTA 208

Ad10A12965 Aradu.A10 12965 p4 (TTAT)5 20 82842948 82842967 CACGTGAATCACACGCTTCT CACATTTTCATAATTCTTTCTATTTCA 208

Ad10A12966 Aradu.A10 12966 p3 (CAT)6 18 82849475 82849492 TCTATGTATCTCTGGCCCCG ATTTTCCGAGAGGGTGGAGT 256

Ad10A12967 Aradu.A10 12967 p3 (TTA)7 21 82850966 82850986 CGTCTTGTGAGCTATTCCAAA ATACCATGCCAATCAGAGGC 181

Ad10A12970 Aradu.A10 12970 p3 (AAT)5 15 82870812 82870826 TTGTTTTGTAAGTATGTGCAGCAA TGGTCCTTTGAGAGAGATTCG 250

Ad10A12971 Aradu.A10 12971 p2 (GA)6 12 82874707 82874718 CGTCATCATTGTCCTTGCTG TTTACGACGGAGATGAACCC 233

Ad10A12972 Aradu.A10 12972 p2 (TA)9 18 82877427 82877444 TCGCCTTTATCTTTACAAGTTTGA CTGCGCGACTTTGATAGCTT 242

Ad10A12974 Aradu.A10 12974 c (TG)7tc(TA)10 36 82889964 82889999 TGTCCCTCCAAGAGGTTGAC GTTAAACCGAAAAGCGCAAC 266

Ad10A12975 Aradu.A10 12975 p3 (TTG)11 33 82894785 82894817 CATGCACCGTCTAGACCTTTA TTGGTGCACACATTAAAAGTGAC 107

Ad10A12976 Aradu.A10 12976 p3 (CTC)6 18 82899219 82899236 AGAAATGGCGAAGACGAATG ACCTCACCAGAAGAGCCAGA 249

Ad10A12977 Aradu.A10 12977 p2 (TA)6 12 82908101 82908112 TCTGTAGCGAAGTGGGCTTT GGCTGGCCAGAGAATAGTCA 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A12979 Aradu.A10 12979 p3 (TTA)6 18 82910184 82910201 GATCAATTTTCAACGTTTTTATCTG ATTTGTTTCTAACGAAAAGACGA 158

Ad10A12981 Aradu.A10 12981 p3 (TAA)12 36 82910650 82910685 CAAGCATAATTAGTAGCAAATTGAACA CGGACAATTTAATCTCCAAAAA 216

Ad10A12986 Aradu.A10 12986 p2 (GA)6 12 82945412 82945423 CACCCACACACTAACCCTCC CTCTCAGCGCCTTCTTCTGT 161

Ad10A12988 Aradu.A10 12988 p2 (TA)6 12 82967589 82967600 TTGGCACAAGATTCAATCAAA TTTTCCAAAGCATTAGTCTTCCA 166

Ad10A12989 Aradu.A10 12989 p3 (TGT)5 15 82970745 82970759 TGAATGGGACATGGTTTGTG TTTCAAGCATAACCAACCCC 255

Ad10A12990 Aradu.A10 12990 p2 (AT)11 22 82972174 82972195 CGCGAATATGAACCGAAACT TTCAGCTACAGGTGCGAAGA 280

Ad10A12991 Aradu.A10 12991 p2 (AT)15 30 82975907 82975936 GAGCCTTCGCGAATATGAAC TTTTCCCTCGTTCTTTTGTTTT 194

Ad10A12993 Aradu.A10 12993 p2 (AG)6 12 82994713 82994724 ACACAGAGAGGGAGAGTGGG TGAAAACCACTAACAACTTTTTCAA 175

Ad10A12994 Aradu.A10 12994 p2 (AT)8 16 82995983 82995998 CTTTCGTTCGATAACGCCAT GATATGGGCGCAGAAGTCAC 229

Ad10A12998 Aradu.A10 12998 p3 (TCT)6 18 83044984 83045001 ATGGCCGAACAAACACTACC TCTAGAGGATTCTCCGGCCT 259

Ad10A12999 Aradu.A10 12999 c (T)11cgaaatatttttta(T)1035 83078696 83078730 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGGATGAGG 188

Ad10A13000 Aradu.A10 13000 p2 (TC)6 12 83091213 83091224 CTCATCAGCTACACGCGTTC GCGGTCGCTTTATTCTTCAG 280

Ad10A13005 Aradu.A10 13005 p2 (TA)7 14 83126718 83126731 CGTTAACACAAGTGAATGCCA GTTGGCAAAGCGAAGAAGAC 268

Ad10A13012 Aradu.A10 13012 p3 (GAG)6 18 83152332 83152349 GAAGAGAAGAGGCAGAGGCA GGTTTCCGACTTGTGATGCT 238

Ad10A13015 Aradu.A10 13015 p2 (AT)10 20 83174047 83174066 CCTCTTTCAGGATATGGGCA TAAACCGCAATACCACTCCC 170

Ad10A13017 Aradu.A10 13017 p2 (GA)7 14 83197556 83197569 GCAAACGGTTCTGTTGGATT TGCTCCTTCTCTCTCGCTTC 127

Ad10A13019 Aradu.A10 13019 c (A)10tcaagcttaaaaggaagt(A)1240 83202363 83202402 GAAAAATAAATAAGGAACGGACGA CCTTGCTGGGAATTGACTGT 244

Ad10A13020 Aradu.A10 13020 p2 (TA)8 16 83205107 83205122 TGACAGTCACAGGTCAAAGGA TTTGATTCGTGTCCAATTCTG 270

Ad10A13025 Aradu.A10 13025 p3 (ATT)5 15 83218276 83218290 CCTTCACAATCACTACCATGC CAGCTTCCTCAAGATTTGCC 105

Ad10A13026 Aradu.A10 13026 p3 (TAT)6 18 83222572 83222589 TGCTGTTGCTGCATAGTTCC CCGACATGAAGACTCCCTTG 177

Ad10A13027 Aradu.A10 13027 p2 (GA)6 12 83238313 83238324 AAGCAACTCCATAGGTCTGATTG TCTTCATGTCGACAAGGCTG 276

Ad10A13028 Aradu.A10 13028 c (GA)6tgggagtggggtgggtagcttcagaactagg(T)1053 83239885 83239937 GAGGATACAGCGAGAGGCAC TCCATAATCGGGTTTGGTTC 233

Ad10A13029 Aradu.A10 13029 p3 (GAC)5 15 83242281 83242295 GAGCAGTGTAACGCAGACCA GTTGGTGTCGTCCTCCATCT 106

Ad10A13031 Aradu.A10 13031 p4 (AAAT)6 24 83255118 83255141 CTAGCATGTTGCACGATCAAA TCTTTTTCTTTCTTGTTATTAAGCACT 213

Ad10A13032 Aradu.A10 13032 p2 (TA)7 14 83262181 83262194 GCATTGATCTTAACATTGGGG GAAAAACTGTGGAAACATGGG 253

Ad10A13035 Aradu.A10 13035 p2 (AG)14 28 83274877 83274904 ACAACCAGCGCCTAAGAAAA GCGAACCATCTACCTCCTCA 233

Ad10A13040 Aradu.A10 13040 c (AT)7gtatatatatatgtatatgtatatatatatg(TA)759 83310142 83310200 TTCTGTCGCAAGATGTGACC ATCTTCCGAATCACTGGTGG 235

Ad10A13043 Aradu.A10 13043 p3 (AAT)5 15 83323027 83323041 CAAGCATAATCAACATGGCG CTTTTGGCTGCTTCTTTTGG 244

Ad10A13044 Aradu.A10 13044 p4 (TAAT)7 28 83323894 83323921 CCCAGGAAAGTTCAGAACCA TCACAGCAGCCATACTACGC 257

Ad10A13045 Aradu.A10 13045 p3 (TAT)5 15 83327846 83327860 AGACGCTGAAGAGGTGTTCC TCAAGTTCGTTTCACGCAAG 263

Ad10A13047 Aradu.A10 13047 p2 (TA)9 18 83338008 83338025 AAAGCCACGGCCGACTAT AATGTTGAGCCTTTGCGAAT 267

Ad10A13048 Aradu.A10 13048 p3 (CAA)5 15 83339593 83339607 TCGAGATGGAGAAATCACCC CGGATAAGAGGGAAGAAGGG 257

Ad10A13056 Aradu.A10 13056 p5 (TTTAA)5 25 83389913 83389937 AAGAAGCACTTGTTGGGAGG CCCAATGAGATATGAGGTTGGT 273

Ad10A13057 Aradu.A10 13057 c (A)10c(A)10 21 83390590 83390610 TTGTGCTTGCTCCTGAATGT CTCAAGCAGTGTGGCTCAAA 153
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Ad10A13058 Aradu.A10 13058 p3 (TTC)5 15 83399874 83399888 AAACCCCTCATCCATCCTTC CCCTACAAATGGGGTTTATCA 151

Ad10A13059 Aradu.A10 13059 p3 (AGA)5 15 83407216 83407230 CCTACTCAGCATGTTTCTCCG GATTCCTTTCATCTCATCTTAGCA 209

Ad10A13061 Aradu.A10 13061 p3 (TAC)6 18 83414054 83414071 CATGCCTGATGATGATGAGAA AGCTGAAGCGCCAAAAATTA 237

Ad10A13062 Aradu.A10 13062 p2 (GT)6 12 83428899 83428910 CCCAAATGGCCTTACCTTTT CCAAGTTTTCCCACACTTGAA 182

Ad10A13063 Aradu.A10 13063 p2 (TG)6 12 83435012 83435023 CTGTGCGGAGTTGTGAAGAA CACCTCACACTCACTCCTCG 110

Ad10A13064 Aradu.A10 13064 p2 (TA)6 12 83440144 83440155 CAATGGCCAATACTCAACCA GAATATTCGTTAAGCTCGAATGG 262

Ad10A13068 Aradu.A10 13068 p3 (TAT)5 15 83456226 83456240 TTTAAAATTCTACATCCTGTAACGATT CATTAATTTGAAGAAGAGTCATTTCG 274

Ad10A13070 Aradu.A10 13070 p3 (AAG)5 15 83478558 83478572 TCCTCATCTTCTGCTGCTTCT GCGCTTCAAACCGTTATTGT 239

Ad10A13071 Aradu.A10 13071 c (T)11gaattagagaaaaagaggtatatttgatgaaaatgatgaaaataacactgttatcaagtttaaggagaaatataatattaattg(A)10105 83479267 83479371 GTTTAATATGCTCCCACTAATGC TCAAAAATTAAAAGGCCAAAAA 280

Ad10A13077 Aradu.A10 13077 p3 (TAT)10 30 83482488 83482517 GGATTAATGATTTATTGTTGTGTGTTG TTCGGTTTTCATTCTTCATGG 192

Ad10A13079 Aradu.A10 13079 p4 (TCAT)5 20 83488334 83488353 GATGGAAGACCGGCATACTG CTTAAGAGGCTGCTGGAAGG 167

Ad10A13080 Aradu.A10 13080 c* (TTC)5tttctttctatttttttcttcttcctctcttggaaatttttttctcttttaatataaaaaaatt(TAA)12(AATA)10*150 83492667 83492816 CCTGCTTTTCTCCTTCCTCC GCAAATGCAATAAAAGAAAAATG 261

Ad10A13081 Aradu.A10 13081 c (TTAT)5tga(AT)9 41 83504281 83504321 TCCCACTTTTGCATATTTCACA GATTGAGGAATTTGGGAACC 264

Ad10A13083 Aradu.A10 13083 p3 (AGA)6 18 83518756 83518773 CACCGGAGAAGAAGAGAAGG CGGACGATCCGATTTTAATG 123

Ad10A13084 Aradu.A10 13084 p2 (TC)6 12 83519651 83519662 TTATCCATCCAACCACCGTT AGTGGAGGAAGAAACGACGA 141

Ad10A13085 Aradu.A10 13085 p3 (TTC)5 15 83519797 83519811 TCGTCGTTTCTTCCTCCACT TTTTACTCCACCAAGTGGGC 189

Ad10A13086 Aradu.A10 13086 p3 (CCG)9 27 83520084 83520110 ACCTCCCAGTAAGGCCAAAT GGAGGCAGATCCGAATACAA 271

Ad10A13089 Aradu.A10 13089 p2 (AT)7 14 83529011 83529024 CGACCCACTTAATTCTCCCC TTGGGTAGCTAAGCTCAATGTG 246

Ad10A13092 Aradu.A10 13092 c (T)10ctttttctcttttcgaattttttttctttttcttc(T)1055 83554012 83554066 CCAACTAGAGGTGTCCAGGG TGTGGTTCATGAATGTTGGC 250

Ad10A13093 Aradu.A10 13093 p2 (GC)6 12 83572229 83572240 CTTCTTAAACCTTTCCCGCC TAGCGGCTAAGCCATGATCT 208

Ad10A13095 Aradu.A10 13095 p2 (TA)6 12 83587417 83587428 GGGCATTTTGTCCCCTTTAT GGAACCTTGGGACATTGTGT 252

Ad10A13096 Aradu.A10 13096 p2 (GC)6 12 83596121 83596132 GCCAATACACTCCCCAAAAA TAGCGGCTAAGCCATGATCT 192

Ad10A13098 Aradu.A10 13098 p2 (TC)20 40 83600285 83600324 CGCCCTAATTTGCCAACTATC CAAGCAAAACCATGATCCAA 270

Ad10A13099 Aradu.A10 13099 p3 (AGA)5 15 83609588 83609602 CGTCCTCCAAGGTGAACAAT CATCTCCCCTCACTCACCTC 269

Ad10A13100 Aradu.A10 13100 p3 (ATT)6 18 83612574 83612591 TTGGATGTTGGCTTTGTGAA CAGGGAAAAAGGCACTCTTG 195

Ad10A13102 Aradu.A10 13102 p2 (AG)6 12 83625875 83625886 TATCAGAAATCACCCCCAGC TGATTTCTTCCGAAATTGTGC 264

Ad10A13109 Aradu.A10 13109 p5 (TTATC)6 30 83678575 83678604 CCTGGGTGCTCCAGTGTATT AGAGATAAGGGCGGTTCCAT 137

Ad10A13110 Aradu.A10 13110 p2 (AT)10 20 83718442 83718461 CTCAAAGTGAGTCAGTTCAATGG AAATTGTTCTTGGTCACGGAA 173

Ad10A13116 Aradu.A10 13116 p2 (AG)6 12 83726817 83726828 GGGGAGATGGGAGATGCTAT ATTGGGCAACAGGAAAATCC 279

Ad10A13117 Aradu.A10 13117 p2 (AG)6 12 83732713 83732724 AGATTTCGCAAACAGCGAAT CAAAGAACATTGAACCTGGGA 246

Ad10A13118 Aradu.A10 13118 p2 (AT)6 12 83739203 83739214 AAACAAATCACAACACGCCA ACTGATTCCGCTCAGCAAAC 263

Ad10A13119 Aradu.A10 13119 p3 (ATT)5 15 83748019 83748033 CCAATGGCAGGAATGAAGAT CAGGGAAAAAGGCACTCTTG 231

Ad10A13121 Aradu.A10 13121 p3 (ACG)5 15 83755238 83755252 CGGAAGGAAAATTCAGCAAA AGGAAGGGGATGGAAAGAGA 237

Ad10A13122 Aradu.A10 13122 p3 (GAG)8 24 83755952 83755975 TGATGGAGGAGAAGGAGGAA AATTCCAAATTGTAGTGGGGG 179
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Ad10A13125 Aradu.A10 13125 c (CT)9t(TC)7 33 83762142 83762174 CGACAAAAACGAATTCCACA AGTGGGTGCATGGTAGTGGT 259

Ad10A13126 Aradu.A10 13126 p3 (GAT)5 15 83762815 83762829 TCGAAATTGAATAAGGGAGAAAA GATCACCATCAACCCCATTC 279

Ad10A13129 Aradu.A10 13129 p3 (AAT)6 18 83770284 83770301 TCGTGGAAATTGGAGGAATC TGAAGCTGCCAACTTTTGTG 216

Ad10A13132 Aradu.A10 13132 p2 (CT)8 16 83801564 83801579 TACGCTGCCAAAATTATCCC CTTGCCCTAGCAGAACATTG 263

Ad10A13133 Aradu.A10 13133 p3 (TAG)7 21 83802114 83802134 TTTCTTTTCGCTCCTTTCCA CGGGTTGACTCATAATCCGT 265

Ad10A13134 Aradu.A10 13134 p2 (AG)6 12 83802575 83802586 GTTGGCAGAGTTGACGGATT CATTTCCTTCCCTCTCCCTC 158

Ad10A13137 Aradu.A10 13137 p2 (TC)16 32 83804622 83804653 TTCTACAAGTTCGGGTTCGC AACCCAAGATGCCAAGACAC 275

Ad10A13139 Aradu.A10 13139 p4 (AATT)6 24 83811301 83811324 GATGGCAACGGCTCAATTAT CTGCGGGATTTAGCTTTTTG 276

Ad10A13141 Aradu.A10 13141 p2 (AG)6 12 83824876 83824887 TTGAGGTGATTGGTGAATGG CGCTAGAAATGGGCAAGAAG 210

Ad10A13143 Aradu.A10 13143 p4 (TTAT)6 24 83848802 83848825 TTGCACAAAGTGAAATGCAAG TGGTGCTCTTTGTAAGAACGG 257

Ad10A13144 Aradu.A10 13144 c (TA)8at(TA)7 32 83856303 83856334 CCCTCCTAGAGGTTGACTTGG AAGCTCCAGACTTGACCTGC 137

Ad10A13145 Aradu.A10 13145 p2 (TG)39 78 83860083 83860160 TGAAAGATTGAGGATTGGTTGA CCAGTCCGGTCCAGTTTTTA 155

Ad10A13146 Aradu.A10 13146 p6 (ATTTTG)5 30 83860899 83860928 CCATTCAAAACATGCAACCA CAGGTGGTGGGCAATCTACT 269

Ad10A13148 Aradu.A10 13148 p3 (ATC)8 24 83869454 83869477 TGGAATAACAGGAGCAGCAA GTGCAAACTGCTCATCATCG 109

Ad10A13155 Aradu.A10 13155 p3 (AAG)6 18 83882114 83882131 TTCTCCTCCTCGTCTTCTGC CCACATACTGTTACGGCACG 238

Ad10A13156 Aradu.A10 13156 c (TC)14(TG)6 40 83882549 83882588 ACCCCTCCATTTCGTCTTCT GAATTCCTGGCTCGAACTTG 264

Ad10A13157 Aradu.A10 13157 p2 (TG)6 12 83884583 83884594 CAGATAAAAGTGGGCGGAGA CCTCGGCTAAGAGGCTAGGT 104

Ad10A13161 Aradu.A10 13161 c (TC)16ttt(TG)8 51 83900590 83900640 GGCCAAAGCAGAAGAAGCTA TGGAAAAAGCTATAATACCAATTCA 184

Ad10A13163 Aradu.A10 13163 p4 (ATTT)5 20 83922462 83922481 AAAGGTTGTGGGATACAGCG TCGCACCAAATCGATATTCA 133

Ad10A13165 Aradu.A10 13165 c (A)11cgagctaccgaggttactttatgttgtgcttggttccatagtg(T)1064 83951456 83951519 TTTCGGGCGTAATAATTTTTGT TGAGAAATCAAAGTCAGCGG 273

Ad10A13170 Aradu.A10 13170 p3 (ATA)15 45 83963525 83963569 TGCGTTTCAAAGTTTCATGG TAGCATCATGTGTGGGTGGT 220

Ad10A13174 Aradu.A10 13174 p3 (ATA)5 15 83969489 83969503 TGAGGGAGAGAGAGGTCCAA ATTTTCCCTTTTGGTGGGTC 169

Ad10A13178 Aradu.A10 13178 p3 (AAT)5 15 83977354 83977368 TTTCTTCTTCACCCTGTGCAT GCTTCACTCGGTGGATTCTT 159

Ad10A13180 Aradu.A10 13180 p2 (AT)6 12 83983126 83983137 CGTTATCGTTATAGATGTTTTCATCC TGATGGAGTTTTGGTTATGGC 171

Ad10A13182 Aradu.A10 13182 c (TA)7(TG)8 30 83986909 83986938 AAGATTTTGTTGACCCTGCG TTGCAAAACAGAACACTCACG 201

Ad10A13185 Aradu.A10 13185 p2 (TC)18 36 83992730 83992765 TGCCGAGTCCCTTTTCTCTA TCATGCATGCCTATTTCCAA 248

Ad10A13186 Aradu.A10 13186 p3 (TTC)6 18 83998189 83998206 GTGGCGATAACCACCAAAGT CTTGGTGAAGACCCCAGGTA 244

Ad10A13187 Aradu.A10 13187 p3 (ATT)7 21 83998844 83998864 AGATTGTCAGGAATGTGGGC AATAGTCCCCAAACGTGCAT 275

Ad10A13189 Aradu.A10 13189 p3 (GAA)6 18 84005588 84005605 CATCTAACGGATTTTCACACG GCGAAAATAAATCGGATGGA 277

Ad10A13191 Aradu.A10 13191 p3 (AAT)11 33 84009578 84009610 GCCCAGACAAGCAAATTCAT TCAGGCCCTTTATCACTGCT 202

Ad10A13196 Aradu.A10 13196 p3 (TTA)17 51 84017727 84017777 ATCAAATCGGCTCCACACTC TGGCAATAATTTGGCCATT 158

Ad10A13197 Aradu.A10 13197 p2 (AG)7 14 84020918 84020931 TTGAGAAAGCTTGATTGAACTCC GCATCACCATTTTCATTCCC 188

Ad10A13199 Aradu.A10 13199 p3 (TTG)6 18 84039504 84039521 ACATGACAGAGCACAATGGC TCTCGACAGAAACAATCCGA 164

Ad10A13200 Aradu.A10 13200 p3 (ATT)5 15 84042434 84042448 CATCGTGATAATGATGAATTCCC AAAGGATCACAAAACCCAGAA 256
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Ad10A13204 Aradu.A10 13204 c (T)10caatttatagtgtgtttgatggaggaaatttaaaaaataaacctaaaggattcattttgcaatgaaaaaatttt(A)1094 84080429 84080522 TGGCCAATGATGTTGAAAAA TGAACCTTGGAAAATCATCTCA 257

Ad10A13206 Aradu.A10 13206 p2 (TA)6 12 84084343 84084354 TGTCCCATAGGATTGTCGCT TTGACTCTCCCACAAGCATT 245

Ad10A13207 Aradu.A10 13207 p3 (AGA)6 18 84103031 84103048 TTGGTTATGAATTGCCATGTT CATGCCGGTTCTTTTCCTTA 276

Ad10A13210 Aradu.A10 13210 p3 (TCT)6 18 84114867 84114884 CCTAAATGGCCGAACCTACA TGCCATTGATGGTAGTGGAA 152

Ad10A13214 Aradu.A10 13214 c (T)13catagtgaatttaaagaagaaatatatatgctccaactaaaaggctttgatgaatc(A)1180 84160605 84160684 TGAGGGAATTTGCTCAGAAAG ACCAACATCTCGGTGCCTAC 276

Ad10A13215 Aradu.A10 13215 p2 (AT)8 16 84162688 84162703 GAGAAATTGAATGCCCCAAA GATCCACCCCACTGAGAAAA 203

Ad10A13223 Aradu.A10 13223 p3 (AAG)5 15 84187069 84187083 TTCGTGGGTAGTCTCGATCC CTGCAATGAACTCCAGCACT 214

Ad10A13224 Aradu.A10 13224 p3 (AAG)5 15 84187223 84187237 CATTGCAGTGGTAAAGAAGGG TGAAGGGGGCTAATTTGTTG 275

Ad10A13225 Aradu.A10 13225 p2 (AT)6 12 84190557 84190568 ATTGGCTCCTGACAATCTGG TGCACAATCAATCACCTTCAG 279

Ad10A13229 Aradu.A10 13229 p3 (ATT)5 15 84205364 84205378 TTCGGTCAACTCTCTTTCTTTTG GGGATAGAATGTAACACCCCAA 279

Ad10A13232 Aradu.A10 13232 p3 (GAT)5 15 84209053 84209067 TACATCCAGCTTATGGCACG CCATCTTGGGGCTAGAATCA 269

Ad10A13237 Aradu.A10 13237 c (A)10t(A)12 23 84235311 84235333 TCAGGAGCCATGATAATTGAA GTGGCTGTTGTTAGGGCTGT 187

Ad10A13241 Aradu.A10 13241 p2 (AG)11 22 84250466 84250487 TGTTCGGACATTGTTCGTGT GCGGAAGTGGAAGTGAAAAG 233

Ad10A13245 Aradu.A10 13245 p3 (AAG)5 15 84254096 84254110 CATTTTGTGCCATGGTTGAG ATCGAGCCGAAAAATCAAGA 181

Ad10A13246 Aradu.A10 13246 p3 (ATC)5 15 84255608 84255622 TGCTGGTCCCCTAGACTTTC TGAAAATTGGAATGCACCAA 121

Ad10A13251 Aradu.A10 13251 p3 (ATA)8 24 84292502 84292525 TTTGGGAGTCCAAGGAGATG TGGGAATGGGACTATGGGTA 280

Ad10A13252 Aradu.A10 13252 p2 (TC)6 12 84323819 84323830 TGATTGGACATTGCTTTTCG ACAGCCCAAACAAGTGGAAC 248

Ad10A13255 Aradu.A10 13255 p3 (TAT)6 18 84337153 84337170 CCCCTGCGTGTTGACTACTT GCATGTCTTCTGATCTCCCC 260

Ad10A13256 Aradu.A10 13256 p2 (CA)6 12 84341176 84341187 GACTCATCACTTGCTTGCCA TGCAGATTCAGTCATTCATAACG 203

Ad10A13258 Aradu.A10 13258 c (T)10accgtgtttagttcaccttaaacatatattctatttattgaaataaatgaattataa(T)1077 84357598 84357674 ATCAAGCAGCGACGAAAGTT CGATAGCCTATACTCGCCCTT 239

Ad10A13261 Aradu.A10 13261 c* (TTA)5(TA)7* 27 84360637 84360663 TGTTTGATTCATTAAACCACATAAA CTCGTTTTATTTATTGGACCGT 226

Ad10A13267 Aradu.A10 13267 c (AGA)7aa(AAG)6 41 84371284 84371324 GAGGAGAACGACGAAGCCTA GAATGTTCAACGGAACGGAT 255

Ad10A13268 Aradu.A10 13268 p2 (AT)9 18 84372986 84373003 TTGATGTTTTGAATTTGTTGAGTTT TGATTTGGATAATTTTCACAATAAAGT 199

Ad10A13275 Aradu.A10 13275 p2 (GA)7 14 84397153 84397166 ATTTTGGGAAAGAGGGATGG ATTCAATGCCAGAAACAGGC 267

Ad10A13279 Aradu.A10 13279 p2 (AG)6 12 84452593 84452604 TGAACACAAAGAAGGGAGGG TTTTCAAAAATCGCATTCCTC 238

Ad10A13280 Aradu.A10 13280 p2 (AT)6 12 84463492 84463503 CCAATTCCCAAAACATTCCA CCAGTTTGCTGCCCTAAGTT 272

Ad10A13283 Aradu.A10 13283 p2 (TG)18 36 84485367 84485402 TACCTTTCTTCTGACGCGCT TGGCAGTTTAACACCCTACCA 248

Ad10A13284 Aradu.A10 13284 p3 (AAT)5 15 84486035 84486049 TAAGGGTCGATCCCACAGAG ACAACGGTGATGCCCTACAT 278

Ad10A13292 Aradu.A10 13292 p2 (AG)6 12 84517788 84517799 TAAGCAAGTGTTGGGGGTTC GGTTGGTTTTCACTTTTCAATG 221

Ad10A13293 Aradu.A10 13293 p2 (TA)7 14 84521242 84521255 GCGGGTAGTGTAGGGTTGAA GGCTGACCCATGGAATTAAC 254

Ad10A13297 Aradu.A10 13297 p3 (TCA)5 15 84546161 84546175 ACGGGATCTGCTTGTTTCAC GAATCCAAGAGAGGCACGAG 218

Ad10A13298 Aradu.A10 13298 p2 (TA)8 16 84551858 84551873 GAGGACTTTGATCATTGTTCCATA AGAAAACAAATGATGATTTTCTGA 221

Ad10A13299 Aradu.A10 13299 p3 (ATA)18 54 84559853 84559906 AAAGGAAGACTTAACCGCTTCT TTCAATATAAGTGTCTCAAATTTGGTT 211

Ad10A13301 Aradu.A10 13301 p2 (CT)7 14 84575922 84575935 AAACCCTTACCAACAGTGCG CGTCATCGTTCTCATCATGG 172
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Ad10A13303 Aradu.A10 13303 p2 (CT)7 14 84577519 84577532 AAACCCTTACCAACAGTGCG TCGTTCTCATCATGGAGTCG 167

Ad10A13306 Aradu.A10 13306 p2 (AT)7 14 84595513 84595526 CCATGAACCACAAGCTCAAA CGGGTAGGCACAAGCTAAT 280

Ad10A13307 Aradu.A10 13307 p2 (TA)6 12 84598179 84598190 GGCCAAACTGGCTTGAATAA GAAGGCCGGTGTTTATGGTA 262

Ad10A13310 Aradu.A10 13310 p2 (GA)6 12 84605543 84605554 AGGAGAGGATTATGGGTGGG GGCAAAAATCGGTGAGAAAA 264

Ad10A13316 Aradu.A10 13316 p2 (TA)9 18 84634019 84634036 TTTTGGTCTTATATCATTTTTGGTCA TTTTGAATCACAGCAATGAACT 266

Ad10A13317 Aradu.A10 13317 c (T)11gactttatcatttcaaaggttagggtgtgtacaataaagaagagaagaaaaattaaattctttatgtatggaggg(T)1096 84634226 84634321 CCTGACCTTGCTGAAAGTGA GAAGATGCAAGAACTTAAAATCCAA 196

Ad10A13322 Aradu.A10 13322 c (T)12ctagaatctcaattatttgtgccaaca(ATT)554 84640839 84640892 TTGCCATTACTATTGCCGTT TTTGTGTATCAATATTTTGCGTTT 223

Ad10A13324 Aradu.A10 13324 p2 (AT)6 12 84650939 84650950 TATCACGTTTCAGGCTGCAC TCAAAAGGAAAGGAATCGTGA 166

Ad10A13328 Aradu.A10 13328 p3 (CAA)5 15 84661616 84661630 CCTCCTTCTCATCTTCTGTTGC TCCTCCTCCTCTTCCTCCTC 237

Ad10A13330 Aradu.A10 13330 c (TCT)5tgctgcatgttcttcttcctctttc(TCT)555 84665589 84665643 TGATTTTCCAATTTTCCCCC TGCAGTAACGGTTGAAGAAGG 255

Ad10A13331 Aradu.A10 13331 c (CTT)6actgcatg(TTC)5c(TCT)557 84665816 84665872 GCTGCACGTTCTTCTTCCTC AAAGAGAAGGCAAGAAACGAAA 174

Ad10A13332 Aradu.A10 13332 p2 (TC)17 34 84669029 84669062 ATGCACAATGCGAGTTTTGA TTGAGAGACGACCCGAGATT 275

Ad10A13334 Aradu.A10 13334 p2 (AT)7 14 84676000 84676013 CCTTGTATTGTTGGGAATAAGGA GAGTGAGTCAGCTCAATGGTCA 263

Ad10A13335 Aradu.A10 13335 p2 (TA)6 12 84679068 84679079 TGACAGTCGCAGGTCAAAGA AAGGACATTAATAATCCGGAAAGA 231

Ad10A13336 Aradu.A10 13336 p4 (TTTA)6 24 84681326 84681349 ATCCATTGATGCTCAAAGCC CAGGGAAAAAGCAAAAGCTG 150

Ad10A13337 Aradu.A10 13337 p3 (ATT)6 18 84693085 84693102 AGGCTTCAGGATCAACTCCA CAAGAGAAGGAGATGGCAGC 274

Ad10A13338 Aradu.A10 13338 p5 (AATAA)6 30 84698198 84698227 CTACTGACTCCGATGGAGGG TTTCAAATCTTCACAATATCTTTTTCA 258

Ad10A13339 Aradu.A10 13339 c (CAT)5cagggtcatcaggaacaattttaccatccttcacaatgttatccaagctga(AG)678 84708031 84708108 ACGAATAACTGCAGGGGTTG CATCTCAGGGAGGATTTGGA 278

Ad10A13340 Aradu.A10 13340 p2 (GA)6 12 84712620 84712631 TGGGCTTTGGTTAGGTGTTC ACCCAGATGAAGCAAGCACT 242

Ad10A13343 Aradu.A10 13343 p3 (TAA)22 66 84718005 84718070 TCTCAAATATATGAAACACACAAAAA CACAAATTTTGCTTCAATTCCA 158

Ad10A13344 Aradu.A10 13344 p2 (TA)9 18 84718269 84718286 GCAAAATTTGTGGATCTTCTTG TTTCTTACATTACTACATTTTGCTGGA 201

Ad10A13346 Aradu.A10 13346 p2 (AT)7 14 84721022 84721035 AACAATCCGGTGAAAATAATGG TCCTATTCTCAAAAACAAACACAA 190

Ad10A13347 Aradu.A10 13347 p3 (AAT)26 78 84722861 84722938 TCCAACTAATAAAGGTTAGGTGTCG CACGATCGGTGCAATTATCA 145

Ad10A13348 Aradu.A10 13348 p3 (ATA)12 36 84723122 84723157 TTGCACCGATCGTGATAAT AATACACGGGTAATTGAAATAGTTTAT 255

Ad10A13351 Aradu.A10 13351 p4 (TTTC)5 20 84732040 84732059 TCCACTTCTCTGATTTCCCG GCAGCCATACCATTTTCCTC 111

Ad10A13352 Aradu.A10 13352 p3 (TAA)12 36 84742272 84742307 CACTCTTGTGGCGACTAAACA ACCATACTGATCGGCCTCAG 275

Ad10A13354 Aradu.A10 13354 c (GA)9t(AG)8 35 84755475 84755509 CAAAATCCCAACACAAATTCA AGCCCCTTTTTCCTGAGAAC 239

Ad10A13357 Aradu.A10 13357 c (TAA)6(ATT)13 57 84770241 84770297 CCCAAATCAGTTCCCAAGAA TTTTGCACAAAATGTCACTAACG 263

Ad10A13358 Aradu.A10 13358 p2 (CT)11 22 84772197 84772218 AAAAGCGAGGGTCCAAGTCT AAAAGGAGGGTGGTGTTGTG 235

Ad10A13360 Aradu.A10 13360 c (T)12gtggaaaagggttttttttatatgattgatgactaaactcaaaagacataccttgaccc(A)1384 84776948 84777031 GGCCGTTTGGTTAATGTAGG CCAGATGACCATGAATGCTG 225

Ad10A13362 Aradu.A10 13362 p4 (AAAT)6 24 84781648 84781671 AAATTGATCATGTTGTGGCG AAGGAGCGATAATTGAGGGA 150

Ad10A13364 Aradu.A10 13364 p3 (ATT)12 36 84782789 84782824 TTTCTGTTTTTGTTCTCGTTCAA CAACTTGTTGATTATTAGCTCATGC 219

Ad10A13365 Aradu.A10 13365 p2 (CA)16 32 84792337 84792368 TCAGCCTGCGAAGCTAAGAC CGGTGAGCATCTGGAGTTTT 244

Ad10A13370 Aradu.A10 13370 p3 (ATT)13 39 84810596 84810634 TCTTGGATCGAGCTCATTTTT GGGCCAAATGTCTTTTTCCT 213
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Ad10A13373 Aradu.A10 13373 p2 (TC)10 20 84819318 84819337 TGTGGTGGACAACCAATCAG TTGGTCTAGCTCTGTCCTTGAG 239

Ad10A13374 Aradu.A10 13374 p2 (AT)6 12 84834574 84834585 ACGTGTTGTGCGTGTTTTGT GAGTTTGGTTGCAATATTGGGT 201

Ad10A13377 Aradu.A10 13377 p3 (TCA)6 18 84845572 84845589 ACATCACCTGGCTAAATCGC TGATGAGTATGTGCAGAGCCA 104

Ad10A13378 Aradu.A10 13378 p5 (TCTTT)5 25 84847074 84847098 TGCCACTGAACCACACTGTT CATTTTGTGAGAACAATTTGACC 168

Ad10A13379 Aradu.A10 13379 c (GA)6(GT)8 28 84849816 84849843 GGATTGGACCAAAAATCCCT TTCTTGACTTGCTGGACACG 276

Ad10A13380 Aradu.A10 13380 p3 (AAT)19 57 84850474 84850530 CCCATACAAGCTTGCAGACC TCTGACATATTGCTCTATTCAAATCC 252

Ad10A13382 Aradu.A10 13382 c (T)11agtattttttattttgacaaggctaataattaatttgttgcatattagaactctg(T)1076 84874738 84874813 TGACCATAAAGTTTCGATTTCCA ACTGGCCTTTTCTCATCCCT 262

Ad10A13383 Aradu.A10 13383 p2 (CT)7 14 84878021 84878034 CCTCATGCGTTTACTTTGACC CACAATGAAAATACTAAACAGTGTGAA 241

Ad10A13389 Aradu.A10 13389 p3 (CTT)7 21 84915082 84915102 AACCCCAACCTGACCACATA AGAGAGGGTTTTGGATCCGT 222

Ad10A13392 Aradu.A10 13392 p3 (ATC)6 18 84919430 84919447 TCTTCAGCCCCGTAATGTTC TGCTCTGGTGTTGTCTTTGG 152

Ad10A13393 Aradu.A10 13393 p2 (TG)6 12 84924538 84924549 CAGGGCAAATTGTGTTCCTT GCAACACCAAATTTCATCCA 114

Ad10A13400 Aradu.A10 13400 c (CT)6t(TC)7 27 84946130 84946156 CTGCAGCAATTCCAAAACAG GGCCAATTTAGTCCGATTCA 247

Ad10A13401 Aradu.A10 13401 c (A)10tttggacaccaaaacatattttgccattatatattgttatagattaag(ATT)23127 84946650 84946776 TGAAAGGGAGAAGATGAAATAGTG GATTCACACATTAATAGTGACCCA 263

Ad10A13403 Aradu.A10 13403 p3 (TAT)5 15 84949831 84949845 AACGAAGGTCATTTTTCGTGA TTTTTATGTGAAACGAATTCTCAG 257

Ad10A13409 Aradu.A10 13409 p2 (GT)6 12 84981093 84981104 TTGTAGAGCTCGTCCCAAGG CAGAACGGGCTAAAAATGCT 245

Ad10A13410 Aradu.A10 13410 p2 (TA)10 20 84984426 84984445 ACCTCACGCCGTAAAGAAAA TTTTGCGCTTTTCAAATCCT 131

Ad10A13415 Aradu.A10 13415 p3 (TCT)7 21 85009045 85009065 ACGTTCAGATAAACCGGCAC GCTGGGTGAAGAAACAAAGC 141

Ad10A13416 Aradu.A10 13416 c (TC)6tttctc(AT)6 30 85009689 85009718 AAGTTTTCATCCACCAACCAA GCATTCAATTACGTTATACCAGCA 248

Ad10A13417 Aradu.A10 13417 p2 (TA)11 22 85009872 85009893 CGTAATTGAATGCACGTGTAAAA TGGTGCTCTTCGATTTTCAA 190

Ad10A13418 Aradu.A10 13418 p2 (AT)8 16 85013452 85013467 CAGGATCTGGAATTTCAACACA ATTGGCGCAACAAGAGTAGG 242

Ad10A13419 Aradu.A10 13419 p2 (AT)10 20 85014630 85014649 CGGAAAGACTTTGCAAGCAC TAATGGGGAGCTTTCTTCCA 280

Ad10A13420 Aradu.A10 13420 p3 (AAT)6 18 85024494 85024511 CCCACCCATACACAATACCC TGAACAAAAGGAAACCAAAAA 244

Ad10A13421 Aradu.A10 13421 p2 (TA)6 12 85025134 85025145 AACTTGGATGCAGATGGCTT AATCACCCAAACCCCTTTTC 178

Ad10A13423 Aradu.A10 13423 p2 (CA)7 14 85028271 85028284 TCCTCAGGTGAGCATGTTTG TCTTCCATGGGAAGGAAGTC 273

Ad10A13427 Aradu.A10 13427 p3 (AAT)5 15 85033933 85033947 ACCCATCAATGGAAGAGGTG AAAGGCTTGCCATTGCTAAA 169

Ad10A13429 Aradu.A10 13429 p3 (TCC)5 15 85047235 85047249 CCCACATACATAATGCACGC AGTGGAGGAACGCAAAGAAA 113

Ad10A13430 Aradu.A10 13430 p3 (ATG)5 15 85047825 85047839 TGCAGGATTATGTGTTTCTTCTTC TTCCTCCTCATCTTTTGCTTC 185

Ad10A13431 Aradu.A10 13431 p3 (GAA)5 15 85049326 85049340 GGAAGAGGAGGGGGATAACA TTTTCTTTACGCCCTTGCTG 135

Ad10A13434 Aradu.A10 13434 c (CCA)5ccttt(ACC)535 85083987 85084021 TAGAATCGAAACCGTCCCC TGATGGGAGTAAGGGAGGTG 178

Ad10A13435 Aradu.A10 13435 p2 (TA)8 16 85084841 85084856 AGTCCAAACGTGAAGGACCA TGACATACAAAAGCATGGCATA 175

Ad10A13438 Aradu.A10 13438 p2 (GA)7 14 85086615 85086628 AAACCCATTTTTGGGTAGGC TTTGCCTCAGGTTTTGAAGC 202

Ad10A13440 Aradu.A10 13440 p2 (AT)12 24 85090075 85090098 TTGTGTCGTCTTTCAACCGA CGTTGAAAACTTCTCATTGGG 234

Ad10A13442 Aradu.A10 13442 p3 (TTG)12 36 85093546 85093581 AAATATGCTGCTTTATTGGTTTTT AAGCCATGTCTTCAGCGAAT 225

Ad10A13443 Aradu.A10 13443 p2 (TA)8 16 85107400 85107415 CCCAACATTTTTGGTTCATTG TGTAGCCTTTTGTCTCTCATTTTT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A13445 Aradu.A10 13445 p3 (ATG)5 15 85111627 85111641 AATGAGGGGAGGTGGTCTTC TGCAAACAAACCACTTGGAA 109

Ad10A13446 Aradu.A10 13446 p3 (TGT)6 18 85111926 85111943 TTTTGGTGTCCTCCAAGAGC CCATGGCAGAGTTCACAAGA 278

Ad10A13447 Aradu.A10 13447 p2 (AT)9 18 85114958 85114975 AGGGAACTAGCAGCAGTGGA ACCCTAAGCCCCTAAACCCT 236

Ad10A13448 Aradu.A10 13448 p2 (CT)6 12 85125882 85125893 TCCCGGAAGAAGAGAGTGAA CCTAAAACGCTAACGGGTTG 172

Ad10A13449 Aradu.A10 13449 p2 (TA)6 12 85143547 85143558 GCTTGTCCTCAAGCAAGGAA ACCGGGTTAATTACCGGTTC 277

Ad10A13450 Aradu.A10 13450 p2 (CT)7 14 85151103 85151116 GCTCAAGTTATGGCTCCTGG AAAGTAGGCCAAACGGACCT 204

Ad10A13451 Aradu.A10 13451 c (ATT)5(ATC)5 30 85175401 85175430 TCTAAATATTTGTTGCTAATGTGATGA TGTGGAAATGTTTTGGACGA 224

Ad10A13452 Aradu.A10 13452 p4 (AATA)5 20 85176334 85176353 CCCCAATGAGTAGCTTAGCC ATCAAGACCACGCCATGTTT 277

Ad10A13453 Aradu.A10 13453 p2 (TA)8 16 85177659 85177674 TGTAATTCTCACATCAAAAGCAAAA TGGTTTAAACAAGTTATTTTCGCA 269

Ad10A13454 Aradu.A10 13454 p2 (TC)6 12 85179658 85179669 TCTCCAATTCTCTCCTTTTGGA TTCAAATCTTTCACCCTCGG 260

Ad10A13455 Aradu.A10 13455 p2 (AT)6 12 85190936 85190947 TCGATTGCTAGCCTCATCCT AACGGATGAAAGAGTGCAGG 185

Ad10A13457 Aradu.A10 13457 p4 (TTCA)5 20 85216785 85216804 ATTGCAAATATTGGTGGGGA ACGTGTATGCACACTAGGCG 270

Ad10A13462 Aradu.A10 13462 p3 (GAA)6 18 85237953 85237970 TTGTAGCCGCCTCCTTAGAG CGAATTCCATCTCATCTTCCA 203

Ad10A13464 Aradu.A10 13464 p2 (CT)6 12 85246761 85246772 TATCAGGGGGACACTTCCTG AGTGGCTTGACACTCAGCCT 200

Ad10A13465 Aradu.A10 13465 p2 (AT)6 12 85248770 85248781 CCAAGTCAATTGCTAGCCTCA TCAATGGATGAAAGAGTGCG 200

Ad10A13467 Aradu.A10 13467 p2 (AG)6 12 85272048 85272059 TGGAGGTTATGCTTGGAGTTG CCGCGCTCTGATTTCTCTAT 280

Ad10A13470 Aradu.A10 13470 c (A)10c(A)11 22 85292589 85292610 TGACGGTTCTGATCATCCAA GGTTCATTAGGGTTTCCGCT 280

Ad10A13480 Aradu.A10 13480 p2 (AG)7 14 85359906 85359919 CGGTGGAGATTCAACGAGAT CTTCGTTCACGCAACTTCAA 177

Ad10A13485 Aradu.A10 13485 c (TTC)9ttt(TTC)10 60 85369634 85369693 TCCAAGCAATTTTGGCTTCT GGAACGCGAAGAAAGTGAAG 167

Ad10A13489 Aradu.A10 13489 p6 (CTAATC)5 30 85394114 85394143 TGAATGTAGCAACAAAGAATTGAGA TTGGCGCCTAAACTGCTATT 226

Ad10A13492 Aradu.A10 13492 p2 (TA)7 14 85417253 85417266 TGAAGGAAAAATGAGCATTGG TGTTCTTGCGATGACTGAGG 161

Ad10A13493 Aradu.A10 13493 p2 (TA)9 18 85417757 85417774 AACGTGGATATTACGATGACCC TTTTTCTCTTGCCTCTATGCTT 258

Ad10A13494 Aradu.A10 13494 p2 (CT)8 16 85431552 85431567 TCTGATGGTGATTTCGGTGA CAGGAGAAGAAAGAGCCGTG 235

Ad10A13496 Aradu.A10 13496 p3 (TTA)19 57 85456627 85456683 ATACCCGTGCACCTTCAACT TTGGTGCATTGTTTGATGTG 227

Ad10A13500 Aradu.A10 13500 p2 (GA)8 16 85466944 85466959 TGGCCAATTTAGTCCGATTC GCATTTGAACGCAACTTGAA 212

Ad10A13502 Aradu.A10 13502 p2 (TC)7 14 85472268 85472281 GAAAACCAAAAGAAAGGCCC GGTGGTGGCTATTCTTGGAA 132

Ad10A13503 Aradu.A10 13503 p3 (AAG)8 24 85508502 85508525 AGCACATGGTTAGGGACAGC TCTTCTCCCACTTAGCCGAA 166

Ad10A13504 Aradu.A10 13504 c (A)11tcgaaaaaaagagaaaaagaaaag(A)1045 85548373 85548417 TGTGGTTCATGAATGTTGGC TTGCCTTGGATCTCAACCTT 198

Ad10A13507 Aradu.A10 13507 p2 (AT)6 12 85615110 85615121 GGACCGATCAATCCGACTTA TTCAGTTTCCAATTTGCTTTGA 181

Ad10A13508 Aradu.A10 13508 p3 (GAA)5 15 85623911 85623925 GGTCTTGATGGGCTTTTGAG CTTGGTCGAAACCCACACTT 251

Ad10A13509 Aradu.A10 13509 p2 (GA)10 20 85627234 85627253 CAGAAGAGAAGAGAGGGTTCG TCTTTCGAAAATCACCTTACCC 234

Ad10A13512 Aradu.A10 13512 c (T)10gtttttctcctcatttc(T)1037 85681036 85681072 GGCGTTTTGACCCCTTTTAC TTCAAGTGTGGGAACCTTGG 262

Ad10A13515 Aradu.A10 13515 p2 (TA)6 12 85743168 85743179 ATCCATTGATGCTCAAAGCC AAAGCAGTGAAAAAGCAAAAGC 152

Ad10A13516 Aradu.A10 13516 p3 (AGA)6 18 85744495 85744512 GCTTTTGTCTTCCCTTTCCC TCTTCTCCCACTTAGCCGAA 206
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Ad10A13519 Aradu.A10 13519 p2 (AG)6 12 85760980 85760991 GGGGAGGGTTATGGTTCAGT CTTGGTGCAGGGATGACTTT 258

Ad10A13520 Aradu.A10 13520 p3 (ATC)6 18 85782506 85782523 CAACATGGGGTAAAGGAGGA CCTTTCCCTTTTTAGCCTGG 245

Ad10A13521 Aradu.A10 13521 p5 (TTATC)5 25 85798135 85798159 GCTGTGTTCGACTTGTTGGA AGAGATAAGGGCGGTTCCAT 271

Ad10A13526 Aradu.A10 13526 p3 (TGA)6 18 85851557 85851574 GAGCAATTCCGAGTTCTTGC GGATGATTGATCCCAGCAGT 185

Ad10A13531 Aradu.A10 13531 p3 (ATT)5 15 85871953 85871967 TTGGATGTTGGCTTTGTGAA GGCACTCTTGTTGATGCTGA 185

Ad10A13536 Aradu.A10 13536 p2 (CT)6 12 85923787 85923798 CCTCACTTTCGGCTTCTACG TGTGGAGATTGCAGCAGAAC 193

Ad10A13537 Aradu.A10 13537 p2 (TC)9 18 85946113 85946130 GCCGGTTGTCTACGGTATTT TGCACATGCATAGAACACCA 274

Ad10A13538 Aradu.A10 13538 p4 (TTTC)6 24 85947548 85947571 AGCCATACCTTGGTTTCCTG AAGCAGTGGAGACAAGCAAAA 267

Ad10A13540 Aradu.A10 13540 p2 (CT)6 12 85970006 85970017 TTCTTCCTTCCCCCTTCTTC GAACATGCAAGCAACCCTTT 225

Ad10A13542 Aradu.A10 13542 c (A)10ccaaaaaaattacaaaatc(A)1140 86066589 86066628 CCTGCTGAAGCTTGGCTAGT CACATGAATGAATGCAGGAAA 251

Ad10A13544 Aradu.A10 13544 p2 (TA)9 18 86098234 86098251 AAACTTTAAACCGCGAAACG GATATGGGCGCAGAAGTCAC 271

Ad10A13545 Aradu.A10 13545 p2 (AG)6 12 86102644 86102655 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 255

Ad10A13551 Aradu.A10 13551 p3 (TTC)5 15 86164638 86164652 GCATTGACATTGGGGGTAAG GGAAGGCTGTTGTTGGAAAA 178

Ad10A13554 Aradu.A10 13554 p2 (TA)6 12 86187446 86187457 TTTCAAGGTTGTAATGGGGC TTGCACATGGGACAAAATTC 216

Ad10A13556 Aradu.A10 13556 p3 (AGA)6 18 86197614 86197631 GCTTTTGTCTTCCCTTTCCC TTTTTGGCCGAATACACCTC 197

Ad10A13557 Aradu.A10 13557 p3 (TCC)5 15 86199413 86199427 GACATCCCATGAGGTCTTCC AAATTTGGAGGCACAAGTGG 185

Ad10A13564 Aradu.A10 13564 c (C)10actctataaataaacgttttctcacccctcattccccacaccattcgaatttcctcttc(CT)987 86359755 86359841 TCTTCCAAATCATTCCCAAA TGCTTGTCCTCAAGCAAAAA 228

Ad10A13565 Aradu.A10 13565 p3 (TTA)19 57 86371055 86371111 CCTGGATTAGAGCTACCTCGTG CTTTTCTGGCATCAAGCTCC 253

Ad10A13567 Aradu.A10 13567 p2 (AG)6 12 86379864 86379875 TCGTCTGAATACTGGGGAGG GCTGAGGATCAGGTTCCACT 216

Ad10A13568 Aradu.A10 13568 p2 (AC)7 14 86392885 86392898 TTCTTGGTCCCACATATGAAA CAACTTTCTTTATCTGCCCTGG 212

Ad10A13569 Aradu.A10 13569 p2 (AC)6 12 86394001 86394012 ATCCAAATCCAGCCACAAAC CAATGGCAATCAGAGGACAA 102

Ad10A13570 Aradu.A10 13570 c (TC)10ccctctttctctcctcctatctctcttttttccttctctccctca(TC)983 86394337 86394419 CGCTCTCTCTCTCCCTCCTT GAGGGGAGAAAAATAGGAGAAAA 216

Ad10A13572 Aradu.A10 13572 p2 (AG)8 16 86395321 86395336 CCCTCTTCCATCTCTTTTCTCC TTCTCTCTCCCCCTCCTCTC 257

Ad10A13573 Aradu.A10 13573 c (GA)11aaaagagaaagagagagagaatgaagacaagaggagagagagaatagggggagagagagaaatag(GA)699 86395465 86395563 GCATGGGGAGAGAGAAAGAAA TTCTCCCCTTCCCCTCTTT 239

Ad10A13576 Aradu.A10 13576 p3 (TTA)5 15 86402451 86402465 ACAACGGTGATGCCCTACAT CCCACGGAGATTGTTGGTAT 268

Ad10A13585 Aradu.A10 13585 p2 (TA)7 14 86425568 86425581 CTTCCTTCACAATTCTGGGC GCCCAACATTCTTGCTGATT 243

Ad10A13588 Aradu.A10 13588 p2 (CA)6 12 86459954 86459965 AGCTCTCAAGGCCTCAACAA GGACCTTGGGTGTGGTAAGA 206

Ad10A13590 Aradu.A10 13590 c (A)10gcagtgaatacaaaaaaaagagagagaaaatgtcgaaaaaaaagaagaagaaagaaaaagaaaacg(A)1086 86483218 86483303 TGTGGTTCATGAATATTGGCTC GCACACTCTTTTTGCCTTGG 235

Ad10A13597 Aradu.A10 13597 p2 (AC)6 12 86506259 86506270 GAAGGAAGAAGCCACAGTGC CGCCCTAAACAGCACAAGTT 221

Ad10A13598 Aradu.A10 13598 p2 (AT)13 26 86513663 86513688 AAGACAGTTTTGTGCGGCTT GAGCTAAAGCATGGGGATCA 280

Ad10A13602 Aradu.A10 13602 c (A)10ctccacattcaaatcgtaacattaaaaattattttaatagacaaaaatataacttg(ATT)787 86521583 86521669 TTTGATCATGGTTCAAGCTAAG GCTAATAAAAGTGGGCCAATGA 253

Ad10A13605 Aradu.A10 13605 p3 (TAA)21 63 86563307 86563369 TTGCTTTAACTTGAATTTCTCCC AACCGATATTCATGTACCTTTGC 174

Ad10A13606 Aradu.A10 13606 c (TAT)7tg(TTA)5 38 86569892 86569929 CACATCACTTCAATTAGTTAGGAAAAA AAGAGTGAGGTGTCAATTCTTCA 272

Ad10A13607 Aradu.A10 13607 p2 (TA)10 20 86570137 86570156 TTCATGAAGAATTGACACCTCA TCATAGCAAAAATAATTAAACATACGA 212
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Ad10A13608 Aradu.A10 13608 p2 (TA)8 16 86570299 86570314 TCGTATGTTTAATTATTTTTGCTATGA TTAAGGCGGGAAAAAGAAAAA 243

Ad10A13609 Aradu.A10 13609 p2 (TG)8 16 86574466 86574481 TCTTTGTCCATATCTTATTTGCCA AGCTTTCAGCCGTTCTTCAA 224

Ad10A13613 Aradu.A10 13613 p3 (TTA)15 45 86579234 86579278 TATACGTATCAAGTTACGATGCG ATGTGCGAAGTTTTTCGGTG 116

Ad10A13618 Aradu.A10 13618 p2 (AG)14 28 86588128 86588155 CACACAAAGGAACGAGAGCA TGTTGCACAAGGTATGACGG 173

Ad10A13619 Aradu.A10 13619 p3 (ATT)5 15 86600328 86600342 AATTATTGGCTCCAATGGCA GGAAAAGGGCACTCTTGTTG 239

Ad10A13625 Aradu.A10 13625 p3 (ACG)5 15 86624743 86624757 TTCTCTCTGCGGTGTTGTTG GGCCAGACTCGCTGTAGAAG 278

Ad10A13627 Aradu.A10 13627 p3 (AAT)15 45 86626332 86626376 GAGCCTGCCATTTTAACCAA TAGCGTTTAGCACATGCTCC 208

Ad10A13630 Aradu.A10 13630 p3 (GAA)5 15 86635340 86635354 GTTGGAGACAGCATTCGGTT CCCTGGCTCTTCTCCCTTAT 140

Ad10A13633 Aradu.A10 13633 p2 (TA)13 26 86639016 86639041 CAAAATGAATCAGTTCAATGGC TGATCACAATCCAATCAATCATC 256

Ad10A13635 Aradu.A10 13635 p3 (TAA)5 15 86641259 86641273 GCAAAGAGGTTCAATCATAAACTT GGCACATGCTAAATGTCCAA 275

Ad10A13636 Aradu.A10 13636 p3 (GAA)6 18 86647016 86647033 TAAAATATTGCTCGCCCTCG CCTACCTCGCCCTCTCTCTT 231

Ad10A13637 Aradu.A10 13637 p3 (ATT)5 15 86653465 86653479 AAACTTGGACGTTGGCTTTG GCAGGAACAAGGATAAAGGC 206

Ad10A13639 Aradu.A10 13639 p3 (GAA)6 18 86664164 86664181 GAAGAATCCCAAAGCCATGA CGGTAACAGCTTTGAACCGT 198

Ad10A13643 Aradu.A10 13643 p2 (TA)7 14 86704897 86704910 TGCCACAAGCACAAGGTTAG TGAAGCAAGAAAAAGCAATGAA 148

Ad10A13644 Aradu.A10 13644 c (A)10tttctattttccaattaattttgaactacttttttttcgaaa(T)1163 86742816 86742878 CTTGGTGTTTTCCCTCCAAA CGAAACAAAAGCAATTGAAAAA 221

Ad10A13651 Aradu.A10 13651 p2 (AT)6 12 86783773 86783784 GGTTACGGATTCGAGTCTCC TGAACAAACAAAGTGTGACAAAAA 237

Ad10A13653 Aradu.A10 13653 p2 (TA)6 12 86793489 86793500 AGATCAGGCTGGCTTTGTGT CGCACAGCAGTATGCGTAAC 257

Ad10A13654 Aradu.A10 13654 p2 (TA)6 12 86794982 86794993 ATGGTGACAGAGCGGAGAAT CGCGTAACGTTCACAAGAACT 264

Ad10A13656 Aradu.A10 13656 p2 (AG)7 14 86811473 86811486 GGGAATCCATCGATTGAGAG TTGCAAACATCAATCAATAACAAA 278

Ad10A13659 Aradu.A10 13659 p2 (GA)6 12 86868856 86868867 AGCGGTCGCTTTATTCTTCA GCTTGCGCCACACTAGTTC 264

Ad10A13661 Aradu.A10 13661 p3 (TTA)5 15 86882075 86882089 TTGGCTATTTGATCAATGATGG TTGCCCGAGCCAATAATAGT 265

Ad10A13663 Aradu.A10 13663 c (ATT)6agtattag(TAT)541 86887878 86887918 TGTTTTAGTGGGTCCAACTCC TAGCTCAACGGCACACAAAA 230

Ad10A13667 Aradu.A10 13667 c (CA)6c(CACT)5 33 86905994 86906026 TGGCGAAGAAAGAAAAGCAT GACACGTAGCGAGATCGGTT 275

Ad10A13670 Aradu.A10 13670 p2 (AT)9 18 86914517 86914534 CCCCATTCTCTTAGCCACTG TTATTTCGGATCGCGTTTTT 222

Ad10A13671 Aradu.A10 13671 p3 (ATG)11 33 86915253 86915285 GATGGCCGGTACTCCTGTTA TCTAGATCCAGGCCCATCAC 150

Ad10A13674 Aradu.A10 13674 p2 (CT)6 12 86927606 86927617 TCTTCAGGTACGCTGTCACG ACTTTTGACCCAAAACGACG 276

Ad10A13677 Aradu.A10 13677 p2 (TG)6 12 86937008 86937019 CACGCCACGTGATGATACTAA AGCACATAATGATTGAGCTCGT 269

Ad10A13678 Aradu.A10 13678 p3 (AAT)15 45 86945569 86945613 TGAGGTGAACCTAATTACAGTTAGAA CCGACTCACCCAATTCAAAA 247

Ad10A13680 Aradu.A10 13680 p2 (TC)9 18 86949740 86949757 TCATAAAAGTTGAAAATGCGGA AGATGAGGGTGAGATGGTGG 232

Ad10A13681 Aradu.A10 13681 p2 (AG)23 46 86950504 86950549 TGCCAAAAAGAAGTCAGGCT CCACTATCATCTCCCCTCTCT 274

Ad10A13682 Aradu.A10 13682 p2 (TA)11 22 86951235 86951256 AAATTATGCAGTATAAAAATAAGCACA TTCTCATAAAATCACATGCATCC 244

Ad10A13683 Aradu.A10 13683 p2 (AT)6 12 86952735 86952746 TCGCAGCTTCGAATAGATCA AGCGAAGTTGGAGTCATTGG 233

Ad10A13684 Aradu.A10 13684 p3 (GAA)5 15 86964541 86964555 AAGCTTTTGCCTTCCCTTTC AAACCCCTCATCCATCCTTC 248

Ad10A13687 Aradu.A10 13687 p2 (AT)6 12 86977459 86977470 TGGGAGGTTTGAAGGAATTG GATAACCGGTCCGAGCATAA 233
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Ad10A13688 Aradu.A10 13688 p2 (AT)9 18 86981743 86981760 TCAAATTTGGATGTGACTTTTCA GGGATCCGTTTAATCCCAAT 270

Ad10A13692 Aradu.A10 13692 p2 (AT)11 22 86995101 86995122 AACTTTGTTGCCTTAGAGGCTTT TCTAGCCGTAAAGCAAGGGA 254

Ad10A13695 Aradu.A10 13695 p3 (AAT)9 27 87003859 87003885 CGGAAGGGTCGAGACAGATA TTGAGTTTCAATCTCCCAATCTC 278

Ad10A13699 Aradu.A10 13699 p2 (TA)7 14 87033240 87033253 CCAATTTGGCCATTGGTAAG TGACACATACACCATACACCAGTC 245

Ad10A13701 Aradu.A10 13701 p2 (AT)6 12 87057707 87057718 TAGGCGACAATTGAAAACCC ACCGAATAATACGGGACGAA 157

Ad10A13702 Aradu.A10 13702 p3 (TAT)17 51 87058842 87058892 GGAGGATAACGGCAAAACAA GTGAGTGCTTTTGGAAGGGA 221

Ad10A13704 Aradu.A10 13704 p5 (AAAAT)5 25 87067897 87067921 TCAACACCACCACTCATAGCA GCCTCCTTTATCTGGGTTCC 277

Ad10A13705 Aradu.A10 13705 p2 (AT)7 14 87068808 87068821 ACCATTTTGTCAGCGTCAGA TGTAACTTTCTTTTAGATTAGACCCAC 246

Ad10A13715 Aradu.A10 13715 p3 (AGA)5 15 87132112 87132126 CGGTCTTAGGTGCCATTGAT CTCCCATATAGCCGAAACCA 164

Ad10A13716 Aradu.A10 13716 p3 (AGA)6 18 87133475 87133492 CCCTTTCCCTTTTCTTGAGG CTCCCATATAGCCGAAACCA 191

Ad10A13717 Aradu.A10 13717 p2 (GA)10 20 87143401 87143420 AGATGATTCGCCTCCCTTTT TTATGAAAAATTCGCGACCC 258

Ad10A13719 Aradu.A10 13719 p2 (CT)6 12 87184018 87184029 GATCTGTGGACCCCATAGGA CGATCCCACAGAGATTCCAT 280

Ad10A13723 Aradu.A10 13723 c (ATT)10a(TGT)6 49 87198851 87198899 GCAGGTATGTGACTTGTCTTTATCA TCTTTTATGTCTTGTTTTCGGTTTC 259

Ad10A13724 Aradu.A10 13724 c (GAG)6gaa(GAG)536 87208934 87208969 AAGGGAGGAATAGGAGGGGT AAAGGAACGCCTGAACTTGA 202

Ad10A13730 Aradu.A10 13730 p2 (TA)6 12 87229335 87229346 ACCCATGTGGATTTTGTGGT GGTGTTGTTTTTGTAACACCTTACC 252

Ad10A13732 Aradu.A10 13732 p2 (TA)7 14 87253672 87253685 CACTGTCACCTCCCTTGGAT GCACGTCTCACGCTTTTGTA 216

Ad10A13733 Aradu.A10 13733 p2 (AT)6 12 87257238 87257249 TTTGAATCTATTCCGGGCAC CTTTGGCAACTTGTTGGGTT 195

Ad10A13734 Aradu.A10 13734 p3 (CAT)5 15 87264907 87264921 TCAATCATTAACAACACCAACCA GGCCAAGGTATGATTTCGGT 280

Ad10A13736 Aradu.A10 13736 p3 (TCT)5 15 87270306 87270320 CAGGATTTGGGTGTTGTGTG GGAGTCCATACCCCAGTGAA 222

Ad10A13737 Aradu.A10 13737 p2 (TA)6 12 87271190 87271201 AATATCACGCTTCCGACTGC TTTTCCCTCGCCTTTATCTTT 272

Ad10A13739 Aradu.A10 13739 p3 (AAT)6 18 87279375 87279392 GGCACTCTTGTTGAAGCTGA TCACCAAGCATTCTCCTTGC 167

Ad10A13740 Aradu.A10 13740 p2 (CT)18 36 87290010 87290045 GGGACCAAAGCAAAACTCAA CCCTTGGCTGTTCACCTTTA 243

Ad10A13748 Aradu.A10 13748 c (T)10c(T)11 22 87361297 87361318 GCCCAGTCGAATTAGTCCAA TGCCCAAAGAAAGAAGAAGAA 224

Ad10A13749 Aradu.A10 13749 p3 (CTT)6 18 87361477 87361494 TTCTTCTTCTTTCTTTGGGCA CAAACTGATGGAAAATACAGCG 238

Ad10A13752 Aradu.A10 13752 p2 (GA)6 12 87362610 87362621 GCTGTGAGGAATACCACCGT CAAGGAGTACGACAGCACGA 249

Ad10A13754 Aradu.A10 13754 p2 (TA)8 16 87364784 87364799 TCTTTTCAGGATGGACGAGAA TATGGTAACAAAGGCGAGGG 119

Ad10A13755 Aradu.A10 13755 p2 (TC)16 32 87365174 87365205 CCCCAAAGAAAACCAACAAA TGCTGCAACCACAAAAAGAG 205

Ad10A13757 Aradu.A10 13757 p2 (TC)20 40 87396682 87396721 CCAAAACACTTCTTTGCTCCA CCACAAGACTGACTCCCGAT 163

Ad10A13758 Aradu.A10 13758 p2 (TA)8 16 87405658 87405673 TTTTGGTTCACTGTTGAGTTGTG CAGATTCTCTCGATCCAGCC 207

Ad10A13759 Aradu.A10 13759 c (GA)6tgagcctggcacgacagacgcgcgacggaaatgacttgccctccgcgataatggctgcgggcaagt(GA)690 87406792 87406881 GTTAAGCGGCGAGGAGTATG TTGTTGTTTCCTGTAGCCCC 260

Ad10A13765 Aradu.A10 13765 p5 (AAGAT)5 25 87442465 87442489 CCCAAAGAAGGGCCTAACTC CCTGGGTGCTCCAGTGTATT 191

Ad10A13771 Aradu.A10 13771 p2 (TA)6 12 87504277 87504288 TGCGACGTACATTTCGGTAA AACCAACTCATGGACAATTGAA 106

Ad10A13773 Aradu.A10 13773 p3 (TAA)7 21 87508666 87508686 TCAATGCAATGGCACATTCT TTCGTGTCTGGATTTAGTGGC 262

Ad10A13776 Aradu.A10 13776 p2 (TA)6 12 87520312 87520323 TTGGGAGACAATCATGAAACC ACCATCTTAGTGCCCCCTCT 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A13781 Aradu.A10 13781 p3 (TCT)8 24 87525853 87525876 TATATTAGCGCGCTTGAACG GACGGTGCAGTGAAATTGTG 238

Ad10A13782 Aradu.A10 13782 p3 (TCT)5 15 87525981 87525995 CACAATTTCACTGCACCGTC TCCTCCTCATATTCTGCTGCT 224

Ad10A13786 Aradu.A10 13786 p3 (ATT)15 45 87531331 87531375 TTGGGAAGTTTATTGCTTTGG TCCAATTTGATCTCCATCTGC 271

Ad10A13788 Aradu.A10 13788 p4 (AAGA)10 40 87546759 87546798 AAGGAGTATTGTTGCGTGGC CCCTGACCCCATTTTCTTCT 270

Ad10A13794 Aradu.A10 13794 p2 (AT)7 14 87566763 87566776 CCTACCCGCGAGTTACAAAA TCAACTCTACCCGACCAACC 240

Ad10A13796 Aradu.A10 13796 c* (GA)6(A)10* 21 87579979 87579999 TTTTGGAGTTCTCCTTGCGT TTTCTTCCCATCTTTTTCGTG 120

Ad10A13797 Aradu.A10 13797 p2 (CT)8 16 87581240 87581255 AACGTGGAATCCTTCTCCCT ATCATTTTCTGCCAACGAGC 128

Ad10A13802 Aradu.A10 13802 p4 (TATG)7 28 87614966 87614993 CGCTAGGCATCTGGAGTTTC AGAAAAGCCTAACGCTCACG 278

Ad10A13804 Aradu.A10 13804 p2 (TA)6 12 87617097 87617108 CCCAATCCTATCTGGGACAA GACGGTGGGTGAGAACCTTA 279

Ad10A13808 Aradu.A10 13808 p3 (TCT)5 15 87657531 87657545 AAACCCACACCTCTCTCCCT TTGCCTTCCCTTTCCTCTTT 180

Ad10A13810 Aradu.A10 13810 p3 (TCT)5 15 87673680 87673694 ACCTCTTCGACTTCATCGTG AGGAGAAAGGACAAGGGGAA 131

Ad10A13817 Aradu.A10 13817 p2 (TA)6 12 87688236 87688247 AAAAGAATTACCAAATCAAGTAAAATG TCTGTCATAGAAAAGTGAAATTATTGA 274

Ad10A13820 Aradu.A10 13820 p2 (TA)6 12 87694169 87694180 GTCTGAGCCCGTGATGAAAT AGAGAATGCAGACGCCAAGT 174

Ad10A13821 Aradu.A10 13821 p2 (TA)6 12 87699387 87699398 AACAAATGCAATTCTCTCTCTCTTT TCACAGCAACCCATAACAGC 238

Ad10A13823 Aradu.A10 13823 p2 (AG)21 42 87704864 87704905 AGCCAGAAACCTACTCAGCTT ACACTGCCTCTGAATGGTCA 271

Ad10A13825 Aradu.A10 13825 p3 (CAA)5 15 87711720 87711734 AATCAATTGCCAAACCCAAA CCCTCCTCAATTCCATAGCA 274

Ad10A13826 Aradu.A10 13826 c (AG)7aagcaaaacacagaaggggagagggagaa(AG)859 87712251 87712309 CAGCCATGCTGTACGAAAGA ACCACCACTACCACCACCAT 209

Ad10A13830 Aradu.A10 13830 p2 (TA)6 12 87729085 87729096 CATAACCGGCCTAAACTTCG CGGACAAGGCATAAAGGAGA 102

Ad10A13833 Aradu.A10 13833 p3 (TAA)7 21 87762033 87762053 TCATTCCCCTACAGCTCCTG TCATTTGTCTTGCCATGCTC 272

Ad10A13836 Aradu.A10 13836 p4 (TTAT)6 24 87766457 87766480 CAACAAAGAGGCCCAAACAT TTTTGCAACCTCATTACGGG 159

Ad10A13838 Aradu.A10 13838 p3 (AGA)6 18 87785651 87785668 TAAAATATTGCTCGCCCTCG TCACACAACACAAACCCCTC 121

Ad10A13840 Aradu.A10 13840 p3 (TTG)5 15 87795579 87795593 GGATGGTGACTTCCACACCT GGGACCAATGAAGATCAGGA 267

Ad10A13841 Aradu.A10 13841 p2 (CA)6 12 87799200 87799211 CGAAACCATACCTTAGCCGA GGGTATGATGGTTGTGGCTT 190

Ad10A13842 Aradu.A10 13842 p3 (GTT)9 27 87803229 87803255 TACAGCTTTATGCCCTGCCT CCGAGAAAGGGATTCACAAA 266

Ad10A13844 Aradu.A10 13844 p3 (AGA)5 15 87824775 87824789 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 199

Ad10A13848 Aradu.A10 13848 p2 (TC)6 12 87858018 87858029 CGAAAACTCAACGGAAAGGA CGTCGGGTCGTACAGAGG 168

Ad10A13849 Aradu.A10 13849 p2 (GT)6 12 87858577 87858588 CTTCCCCGATTTCCTTTTTC CCGACAAACACCAACAACAG 112

Ad10A13851 Aradu.A10 13851 p4 (TATT)5 20 87869825 87869844 GCAGAGAATTCCCAATGAGG CCTCCCCTGATTCGTTCTCT 235

Ad10A13854 Aradu.A10 13854 p2 (TA)7 14 87876555 87876568 GCATGCAACGACACCAATTA TCGTCAGTAACTCTGGCTGC 272

Ad10A13855 Aradu.A10 13855 p3 (CTC)6 18 87882593 87882610 GGGTCTCCAACCTTTGTTCA AAGAAATCACAATGGGCTGG 270

Ad10A13858 Aradu.A10 13858 p3 (CAC)6 18 87900614 87900631 CGAATCCGTCCCTGATCTAA TCTAGGGCCCAATTTTGATG 182

Ad10A13859 Aradu.A10 13859 p3 (TCC)5 15 87901484 87901498 TTTCTCGTTATCGTCGTTACCA ATCGAACCACACGTCAGCTA 275

Ad10A13861 Aradu.A10 13861 p3 (CTT)5 15 87902876 87902890 TGTTTCATCGTTGATGGTTTG AATGATGATGGTGATGATGAAA 234

Ad10A13862 Aradu.A10 13862 c (CTT)5ttttt(ATC)6tttttttttcttattcatctttttttcttattttatcttctcaagtttcttcttgttttactctttcaacaagaataaaaac(A)10130 87903843 87903972 TTTTTCTGTATTTGGGGGTTC TGTGTTTCTTCTTCTTCTTTGTTTG 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A13864 Aradu.A10 13864 p3 (TCT)5 15 87907613 87907627 GTGATGGCTGCACTTTCTGA GGATCCCTGTGGTGAAGAAA 245

Ad10A13866 Aradu.A10 13866 p4 (AATT)6 24 87912663 87912686 TGAAAGCACAAATTTCATCCC TGCCATTATTTTGAAAGGAGC 128

Ad10A13867 Aradu.A10 13867 p3 (AAT)15 45 87918039 87918083 GAAAACTCAGCAAACACGAAGA ATTCCAGCGAACAAGTCGAA 268

Ad10A13870 Aradu.A10 13870 p2 (AT)6 12 87927908 87927919 CTTTGCAGGTACCCACCCT TGTAAAGGGTTTGTGAGACTACAG 193

Ad10A13873 Aradu.A10 13873 p2 (AG)6 12 87940353 87940364 CATTGCGTGTTCCTGAAAAA CAACATCGACCTCTCCCAAT 253

Ad10A13875 Aradu.A10 13875 p3 (TAA)15 45 87951425 87951469 CTTGCATGGACCATTCCTTT AATTGTTAACGGAAATTTTTGG 280

Ad10A13882 Aradu.A10 13882 p6 (AAAAAG)5 30 87978062 87978091 TTGACTCAAACGGTCAACAAG CCATGAGATGACAATGTGTGAG 133

Ad10A13885 Aradu.A10 13885 p3 (ATT)5 15 87998738 87998752 TGCAAAAACAATAGAAGAGTTCTGA TTTTTGTTGTAAATTAAGTGTCGTTTT 274

Ad10A13886 Aradu.A10 13886 c (A)11cataaagaatgcagcactatgtgaaattaatttcttgtt(A)1161 87999176 87999236 GAAATAAATTTGGACTCAATACGTCA GGTTTGAGAGTACAGAATTTGGG 239

Ad10A13896 Aradu.A10 13896 p2 (AT)6 12 88029714 88029725 ACTCGGCAGGTCGAGAACTA CGAAAAATCACCAAATTTTAAGG 265

Ad10A13907 Aradu.A10 13907 c (AT)9(GT)24 66 88060508 88060573 CGCTAGAGGCACAACTTTCC CTTCAGGGGTTGCACTGATT 200

Ad10A13921 Aradu.A10 13921 c (T)10ac(T)13 25 88118316 88118340 GGAATAATTAGAGCAACACCACAA GCCGCCTTGTGCATATAATAA 270

Ad10A13923 Aradu.A10 13923 p3 (GAA)5 15 88123738 88123752 TGGTCGGCTGATACAAAACA CAGCCTTGGGTCGAAAAATA 127

Ad10A13924 Aradu.A10 13924 c (A)10ttaaaggtaggtaaaactttggagagaaaacacttctagcattttaccc(A)1473 88124796 88124868 GGGGATGATTTTGTTGAAGC TTGCGTTTTGAAAAGTTACCC 279

Ad10A13927 Aradu.A10 13927 p3 (CAT)6 18 88129893 88129910 CGGAAAATTAACAACAAGCCA GTTGATGCAGGTCCCAATCT 253

Ad10A13928 Aradu.A10 13928 p2 (AG)12 24 88130199 88130222 AGATTGGGACCTGCATCAAC GTCCTAGGAAGCTGTGTCGC 224

Ad10A13930 Aradu.A10 13930 c (T)10aatttcagttggggaagaatggtatttttatcccaaaaaaattttaaaatcaagttgcactttaggggtgaattcgaatgc(A)10101 88136390 88136490 TTGCGTTTTTCTTGAGTCACA TGTTATGGTCTTCTGCTTTGGA 257

Ad10A13932 Aradu.A10 13932 p2 (GT)6 12 88144478 88144489 CCTATTCCTCACCTCCACCA GAAAGATGCTCACGCATCAA 186

Ad10A13933 Aradu.A10 13933 p3 (AGA)5 15 88146748 88146762 ACAGGAAGAGGAGCAAGCAA TGCCACTCTTTGCTTCATTG 257

Ad10A13935 Aradu.A10 13935 p3 (AAT)6 18 88163442 88163459 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 198

Ad10A13936 Aradu.A10 13936 p3 (TTC)5 15 88166416 88166430 AATTGGCCGAACCTATACCC TTAGGTGCCATTGATGGTGA 240

Ad10A13938 Aradu.A10 13938 p2 (AT)6 12 88176105 88176116 CAATTTGCAGCACTTTCACG CGCGTGTGTGGAGAAAGTTA 253

Ad10A13939 Aradu.A10 13939 p3 (CTT)6 18 88176320 88176337 ACGTAAACCTTCTGCTGCGT TCAAATTGATGCGTTTTGGA 236

Ad10A13943 Aradu.A10 13943 p3 (TTC)7 21 88182798 88182818 CGCCTCCCTCTCCTTTCTAT CGATGAGCAGTAGAGATTGCAG 145

Ad10A13945 Aradu.A10 13945 p3 (TGG)6 18 88194793 88194810 TTTGGTTGGTGTGATGGAGA CCCTTCTTCCCCAAAATCAT 108

Ad10A13946 Aradu.A10 13946 c (A)10ttcatatattttcatgtattctttttgtgtagggcatgcatacatatagtagcatataattcataaaaaaa(T)1091 88195124 88195214 CTGATAATTGCGATATGTATCTTTG GATGTCTCCAAAATATTGAAAATAGA 155

Ad10A13947 Aradu.A10 13947 p2 (TA)6 12 88198135 88198146 CCAAACCTGTCAAGGGTGTT TCATCACTTTCAAATATTCCATGC 275

Ad10A13949 Aradu.A10 13949 p2 (TA)7 14 88204608 88204621 TGAACGTCTCACGCTTTTGT AGGCTCACGAGGACGAACTA 207

Ad10A13951 Aradu.A10 13951 c (T)10cacgcacacttgactgatgcgtacgcatcagcgacgcttgcgtgtcatgtgctc(T)1074 88210492 88210565 CCCCACACCAGCATAACTCT CACAAGAACCGAACACCTCA 254

Ad10A13953 Aradu.A10 13953 p2 (TA)6 12 88219437 88219448 GCTTAAACTCCGCAAGCTGT CATGCCGTAAAGCAAAGGAT 257

Ad10A13956 Aradu.A10 13956 p2 (AT)6 12 88222100 88222111 GGAAAGAAAGCCAAAACGTG GTTGGAAGTCACGGTTCCAT 261

Ad10A13958 Aradu.A10 13958 p2 (TA)7 14 88224361 88224374 ACGGCATTCACTGTCCCTAC ATTGAGCCTTCGCAAATACG 226

Ad10A13959 Aradu.A10 13959 p3 (GAA)5 15 88226738 88226752 CCTGTGGACATTTGCAAGAA GCACATCGAGCTACCACAGA 220

Ad10A13961 Aradu.A10 13961 p2 (TA)7 14 88230379 88230392 AAGACATGAAAAGACGTGGTCA GTCTCCATCGTGGTCATCAA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A13962 Aradu.A10 13962 p2 (TA)6 12 88233418 88233429 GCACTCCAGCTTTTGGAAGA GGATTCAAATTTTTGTCACACG 267

Ad10A13963 Aradu.A10 13963 p2 (AT)6 12 88240337 88240348 GGAGGATGGCAGAGAGAGTG CTCCGTGGAGACCCGTATAA 255

Ad10A13968 Aradu.A10 13968 p2 (AT)7 14 88257535 88257548 CAATTATTTTATTCTATCAATGCATCA TCGACCATTTGGCCTTATTC 255

Ad10A13969 Aradu.A10 13969 c (TG)9ca(TG)11 42 88262932 88262973 ACACGAGTTTCCTTGGATGG AATATCCATGGGGAGAACCC 237

Ad10A13970 Aradu.A10 13970 p2 (CT)6 12 88266961 88266972 GTTGGGCCTGTATGATCACC CAAGAGCGATTACCGGAGAG 274

Ad10A13974 Aradu.A10 13974 p3 (AAC)7 21 88281891 88281911 TCGAAACTTTTAACCATGACACA AAAACTCTCATTCTTCCTCCGA 184

Ad10A13975 Aradu.A10 13975 p6 (AAAAAC)5 30 88284017 88284046 AAATGGTCCCACAACAAAACA GCATCAGCGACTCCTTCTTT 280

Ad10A13976 Aradu.A10 13976 p3 (TCT)5 15 88285161 88285175 TTTTTGTCCCCAACCTTTTT GTGCTCGCTGCTGTTCTACA 225

Ad10A13978 Aradu.A10 13978 c (T)10acgtaaaatgttaaatacaaattattttctttgtgtcatgagaaaaaaattattaaaatttggtaagactcacttcttc(T)1099 88289451 88289549 CGATAGATAAAGATGAACAAAGGGA AGCGAGTCTTCCAGTCCAAA 154

Ad10A13987 Aradu.A10 13987 p2 (AG)6 12 88327927 88327938 GACAGTCAAGGCGACAGTGA AACCCACTCACCTACCCCTC 191

Ad10A13989 Aradu.A10 13989 p3 (ACC)5 15 88330463 88330477 AACTTATGTGGCACCCCAAC CTACCCTGCCATCCTGATTC 167

Ad10A13991 Aradu.A10 13991 p3 (AGA)5 15 88331194 88331208 CAACATTTCGTGACCCTTCA AGCCTCTTCCACCAACTCAA 203

Ad10A13992 Aradu.A10 13992 p2 (AT)9 18 88335217 88335234 TCCAACCCTATGAAAGGTCG GGCTATGGTGAAGGCAAAAA 232

Ad10A13994 Aradu.A10 13994 p2 (TA)6 12 88340334 88340345 AGCCCTTATGCACGAGAGTG ACCCGCTCTCGCTTTAATTT 218

Ad10A13996 Aradu.A10 13996 p2 (TA)6 12 88351851 88351862 TGCTTATTTATTGATTTTAATATGACG CATCCAAAATTGTTGGTTCAA 279

Ad10A13998 Aradu.A10 13998 c (ATA)7a(AAT)7 43 88357172 88357214 TCTCGGTCTCATCACTGTAACG TCAGGGCAATAAAGTCCACA 239

Ad10A13999 Aradu.A10 13999 p3 (AGA)5 15 88364565 88364579 TTGCGTGCTCTTTCCTCTTT TCCTTCACCAATCACATCCA 274

Ad10A14000 Aradu.A10 14000 p2 (AT)6 12 88371679 88371690 ACAGTCAACCCGACAAGTCC GGGTAGACGTAGTGGCTTGC 223

Ad10A14005 Aradu.A10 14005 p3 (CTC)5 15 88384400 88384414 AGGAGGCTAAGGCAAAGTCC CTGGCTCAGGAAGAAGTTGG 162

Ad10A14006 Aradu.A10 14006 p2 (TA)11 22 88396315 88396336 ACTTCGCAGGCTGAGTTAGG AGGAGCCTTGAAGAATGGGT 175

Ad10A14007 Aradu.A10 14007 c (AGA)7tatggag(GA)742 88401934 88401975 TGTTGCTCACCCTCAATCAA CCCATAAACCCCACCTACCT 236

Ad10A14008 Aradu.A10 14008 p2 (GA)6 12 88417343 88417354 GGGGGAAGAAAAGAAAACCTT ATTCAAATCTGCCAACCTGC 137

Ad10A14009 Aradu.A10 14009 p2 (TC)13 26 88418037 88418062 ACATTCCGGTGCAACTCTCT ACAACCCACCACGGTATGAT 268

Ad10A14013 Aradu.A10 14013 p3 (TAA)12 36 88436629 88436664 CGGAGGAGAAGGAAGAGACG GACCAACCAAAGTGTCCTGAA 222

Ad10A14015 Aradu.A10 14015 p2 (AG)6 12 88444123 88444134 CAATTTCCCACCATCTTGCT TGAAGGCCATTTTCGGATAG 277

Ad10A14020 Aradu.A10 14020 p2 (AT)8 16 88458928 88458943 TTGCTGCACCTGATTTCAAC TAAAACCAACCGAATCGACC 232

Ad10A14023 Aradu.A10 14023 p2 (AT)6 12 88460572 88460583 CAGCTGATTCCGTATTCCGT AAGGAACCCTATCAAACTGAAGAA 244

Ad10A14026 Aradu.A10 14026 c (T)10acaaaaaataatattatttttaat(A)1044 88462913 88462956 AGTTGTAGGACACTTGCAACAAA GCTTGGCGTTACCAACCTAA 280

Ad10A14028 Aradu.A10 14028 p3 (ACA)5 15 88463419 88463433 TTTTTAGGGAATCATTCGGA TCGTTTGATTCATGTAGCCG 260

Ad10A14030 Aradu.A10 14030 c (A)10gatgaagaacaataagaagagaaagaag(A)10caa(AAG)566 88469483 88469548 TGAAAAAGAAGAGAAGAAAAAGAAAAA TTCTTTGCAATACCAATCTCCTC 226

Ad10A14031 Aradu.A10 14031 c (T)10c(A)10 21 88469933 88469953 CCATTTTGTTAAAGTTCGTGTCC TTGGTTAGTTATTTTGTTTTTCGTTTT 260

Ad10A14032 Aradu.A10 14032 p2 (TC)6 12 88470155 88470166 TCAAAGATCATAAAATTATCCAAACC TGCTGGTGTTACAAGTGTTGG 102

Ad10A14033 Aradu.A10 14033 p2 (AG)9 18 88471176 88471193 TGAAATATTGAACGGCGTGA ATTGTTTCCCTAGGCCCATC 265

Ad10A14035 Aradu.A10 14035 p2 (AT)6 12 88478112 88478123 AGGAAAGCAAGGCACAAGAA TTTGACCCCACAAAACATGA 261
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Ad10A14037 Aradu.A10 14037 p3 (AAT)5 15 88483658 88483672 ATTGAACATAGAGGTGGCCC GGAGTGATTCCCGCTTTCTT 187

Ad10A14038 Aradu.A10 14038 c (A)11ca(ATG)5 28 88484031 88484058 TCTTTGAGGGTTCGGACATC TTAGGTTTAACTAATCCATCCAAAA 252

Ad10A14040 Aradu.A10 14040 c (A)10gaaaagctaaacttaaaatatccacaaaaattgaaaaatagggggagaaacaaaaaatgaaag(A)1083 88492538 88492620 ATTCGACTAGCCTCCCACG CCCTGCCTCTGGTCTCAC 279

Ad10A14043 Aradu.A10 14043 c (A)16(CA)6 28 88538208 88538235 AACAAACCGAATCCTCAGATTT TTGAGATTTTGGTGGTGATTTTT 269

Ad10A14048 Aradu.A10 14048 p2 (GC)6 12 88571004 88571015 CCCTTCCCATACTCCCCTAT CGAGCTGGACAGTGGTGATA 154

Ad10A14049 Aradu.A10 14049 p3 (ATA)5 15 88576789 88576803 AATAAAAATCATACATTGCACAACA TGAGATGGTGTAACAGTAATACGAG 276

Ad10A14052 Aradu.A10 14052 p3 (TAT)6 18 88586613 88586630 TGAACCCGAATTTTTATGCC GCAACTTTAAGCTCATCAGGAAA 249

Ad10A14053 Aradu.A10 14053 p2 (TA)10 20 88587625 88587644 TTGTGTAATTAAAGAGCCGAGAGA AAAATACCCGCTCATTTCCA 266

Ad10A14054 Aradu.A10 14054 p2 (TG)8 16 88596024 88596039 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 133

Ad10A14056 Aradu.A10 14056 p3 (TAT)6 18 88606677 88606694 GCTTTCTAAAAATGTTGGATTAAACG AAAAGGGTATTCTCTTCTATCTTACCA 260

Ad10A14058 Aradu.A10 14058 c (GAA)6ggagg(AGA)538 88612534 88612571 CATTGCAGCAACGTCAACAT ACTGCTCCCTGCATCCTCT 261

Ad10A14060 Aradu.A10 14060 p6 (AAAAAG)6 36 88631644 88631679 GTGGTGGCCTTGCATTTATT TCAAAGCCTTGGACCATTTT 277

Ad10A14062 Aradu.A10 14062 c (AC)8(TC)18 52 88639204 88639255 AGTGTCGGATAAAGCCGATG GGAATAAGGGCTCCATGACA 258

Ad10A14064 Aradu.A10 14064 p3 (AGA)5 15 88649308 88649322 CCGGTCTTAGGTGCCATAAA CAAAATCTCTTTCCCACCCA 277

Ad10A14066 Aradu.A10 14066 c (AC)8(TC)20 56 88655330 88655385 CTCTTCCCCCATCATTTGAA GGAATAAGGGCTCCATGACA 240

Ad10A14067 Aradu.A10 14067 p3 (ACG)5 15 88658630 88658644 TGGCACATAGACAACATTGC TTTCTTCGGCAAATCTAACAA 280

Ad10A14069 Aradu.A10 14069 p2 (TA)7 14 88660195 88660208 GCAAGGGTAATGGGCTTCTT CACGCATTTGATTAGGCTTTT 278

Ad10A14071 Aradu.A10 14071 p3 (TAA)5 15 88663782 88663796 GTTCCCAAAACCAAAAGGGT TCACCCCTCTGAGACACTCC 254

Ad10A14072 Aradu.A10 14072 p3 (TCA)6 18 88666534 88666551 CCTCCACTTCAGCACTCCTC GGTGGAAGCAGCATCTAAGC 275

Ad10A14074 Aradu.A10 14074 p4 (AAAG)9 36 88667937 88667972 ACCTTCCCAATTTTTGTCCC CCATGGTCATAGGAGTCGAAA 190

Ad10A14076 Aradu.A10 14076 p2 (CT)11 22 88681059 88681080 AACCCTCAGCTTATGCCTCA GGAACAGCAAAAGCAATGGT 144

Ad10A14079 Aradu.A10 14079 p2 (AT)8 16 88755893 88755908 TCTCTCCACGAAAAAGACGAA CGGTCTCATAGGAATTCACAAA 264

Ad10A14080 Aradu.A10 14080 p2 (AT)6 12 88773632 88773643 GACTATGACGCAACGAACGA ATTCTCCATGCGAACCAAGT 242

Ad10A14084 Aradu.A10 14084 p3 (GGA)7 21 88801639 88801659 GAGAGGGAGAGGGAGATGCT AATTGGCGTGAACCTCAAAG 175

Ad10A14085 Aradu.A10 14085 p3 (CCG)5 15 88801817 88801831 CATGGGATCTCAAATGGCTT CACCTGCTAGAGGCGTGTTT 226

Ad10A14088 Aradu.A10 14088 p3 (TCT)5 15 88814031 88814045 TAGCGACAAAAACAGAGGCA ACGATTTTGGTCCCTAAGGT 265

Ad10A14089 Aradu.A10 14089 p2 (CT)9 18 88829878 88829895 AAGTCGATCCAACGGTGAAC GCCACCAACATGAGAGAAAAA 178

Ad10A14090 Aradu.A10 14090 c (TGT)11agtagtat(TAG)556 88839476 88839531 CTTGAACTTCTTTGGCAGGC CAACACGAATATTTCACCCCA 191

Ad10A14091 Aradu.A10 14091 c (AC)24aaagacagaaaccctatttctccacgttgacctctaaaagggacaaacataagttatacatac(AT)9129 88840171 88840299 AGAATATCAAGCTCCTGGCG TCCTATGGCAAGCGAAGTTT 264

Ad10A14092 Aradu.A10 14092 p3 (GAA)5 15 88849168 88849182 TTTGGACACTCAAGGAACCC CCTTGGAAGGACGCTCTATG 221

Ad10A14095 Aradu.A10 14095 p2 (AG)6 12 88853687 88853698 GGCCCAGAAAGCACAGATTA GGAACTTTGAACCTGGAAATTG 210

Ad10A14098 Aradu.A10 14098 p2 (AT)11 22 88858658 88858679 GTTTCAGTTGGCCAGGTTGT AGCGTTTGCAATTGTGTTGT 280

Ad10A14099 Aradu.A10 14099 p2 (AT)8 16 88859573 88859588 TGTGGTGCAGAATTCCAGTT ACAATGCGATATCATGCGAA 207

Ad10A14100 Aradu.A10 14100 p2 (TC)9 18 88859844 88859861 CCACAACTTCGTATGCCGTA TGCATAGGAAGCAGATAGCAAA 224
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Ad10A14105 Aradu.A10 14105 c (A)11ggtggttggttcattgctggtggtccaatacc(A)1053 88868164 88868216 TGAAGCAAGTGACGTTGGAG TGATGGGTCACTTTCATCCA 148

Ad10A14107 Aradu.A10 14107 p2 (GA)7 14 88870404 88870417 AAGGGTTGGAGAATACCAATGA TTCTTTGATTTTCTAGGCCAGC 191

Ad10A14109 Aradu.A10 14109 p2 (CT)7 14 88881145 88881158 CACCCAACAGGCTTGTTTTT AACTCCCATTGATCTAATGCCT 183

Ad10A14111 Aradu.A10 14111 p3 (CAA)5 15 88885062 88885076 GTGCTTACATCCGGAGCCTA TGTGTGGATTGATGTGCCTT 127

Ad10A14112 Aradu.A10 14112 p3 (CAG)5 15 88885316 88885330 GGCACATCAATCCACACAAC TCTGGGGTTTCTCCTACCCT 280

Ad10A14115 Aradu.A10 14115 p3 (TAA)6 18 88916039 88916056 AAGACTTGCGTTATTTGGGC TTCGACGAAAATTTTGACAACT 239

Ad10A14118 Aradu.A10 14118 p3 (TTA)13 39 88918194 88918232 TTCGGTGAAAAATATACCCAATG AAGACTTGCGTTATTTGGGC 252

Ad10A14119 Aradu.A10 14119 p2 (AT)6 12 88926156 88926167 TTGGTATTGATCCACGAGCA TTTGAAACCAAATGCCAAGA 210

Ad10A14122 Aradu.A10 14122 c (CA)7(CT)23 60 88934841 88934900 AATAGTGATGTTAGCGGCGG CCATTCGTCACAGCAGAAGA 155

Ad10A14125 Aradu.A10 14125 c (A)10tgggttcgttgatattat(A)1139 88979902 88979940 ATGTGTCATCTATGTCAGTTAAACAAT AAATGAAGAAACATGAGAAGAAGAA 273

Ad10A14133 Aradu.A10 14133 p3 (TAT)6 18 88999876 88999893 CTAGCTGGCATAGCGTGTGA CCAGGCACAGGCTCACTAAT 219

Ad10A14134 Aradu.A10 14134 p2 (TA)6 12 89003990 89004001 TTTGCCCTTCATTTAAGTTACGA TTCCACTATAATTGCCATCGAA 258

Ad10A14139 Aradu.A10 14139 c (T)10caaagtagtcaagtacttaagccgatttagttttatcattttcttttttgtctaaatgtgtgagattatatgtttgagttaagg(T)11105 89051097 89051201 CACCGAAAAATAGTTTAGGATTAGGA TGTTCAGAGGAACCACAACAA 253

Ad10A14144 Aradu.A10 14144 p3 (AGA)5 15 89083825 89083839 TCCTCGAGCAAGAAAGGAAA TGCACCATTCACATCAACCT 232

Ad10A14154 Aradu.A10 14154 p3 (AAT)11 33 89129577 89129609 CATCATGTGGTCGGAATATCA TGAGGCATTACACCAGGTTTT 259

Ad10A14155 Aradu.A10 14155 p3 (AGA)5 15 89133183 89133197 GGTCAAGGGCATCACAAACT TGCATTCATTCTTTCCACCA 184

Ad10A14156 Aradu.A10 14156 c (ATA)5aagacaaaattaaaatcatattatg(AAT)12aaatttagactgtaattattaatatagtttctgatagataattcaaaataatagaataagtcataattaaattttatttc(T)10166 89140572 89140737 TCTTACATCATAGAATCAAAGTCATCA GAGTGCGAATTATATAACAACCTCA 279

Ad10A14157 Aradu.A10 14157 p3 (TTA)21 63 89141706 89141768 GGCGAGCCAATATCCATCTA AATTCACCGTCCGAAACAAC 250

Ad10A14158 Aradu.A10 14158 p4 (ATAG)5 20 89147294 89147313 TTTGCGTATTGTGCTTTCCA TCCCTCTTCATCGTTCCATC 278

Ad10A14162 Aradu.A10 14162 c (T)10attactaagattttagttgctttcttttcttcttcttttcc(T)1162 89153882 89153943 TTTCTTTTTCTTTCTTTTTCTTCTCC AACAATGATGATGATGACGGA 224

Ad10A14163 Aradu.A10 14163 p3 (ATT)8 24 89154118 89154141 CTCCTCCTTCTTCTCCGTCA TTTTGAATCAAGCAACGTCA 161

Ad10A14164 Aradu.A10 14164 p3 (ATC)6 18 89154577 89154594 TGCATTAGGCCATGATGAAT TGCTGCATTTTGCTTTTCTTT 209

Ad10A14166 Aradu.A10 14166 p2 (AC)6 12 89162009 89162020 AATTGGAATGGATCTCACGC TAGGTGCATCACCACCTTCA 278

Ad10A14167 Aradu.A10 14167 c (T)10gtattggactaaatttaaaactcattatatacattgtcaagattttttattatctcgctagcagaattc(T)1089 89169347 89169435 AATGCTGGAGAGGTGGAATG CCATGGAGTTAGAGAGAGATCG 250

Ad10A14168 Aradu.A10 14168 p3 (AAT)16 48 89174632 89174679 CCATGCCAATTTCACAATCA TGCAATGAAATGGTAAAGATGAA 217

Ad10A14172 Aradu.A10 14172 c (T)10ggctgaactcattacccatgaacccagacccagaacccatgaacccaccccacnnnnnggcg(T)1486 89196290 89196375 CCAAACCGTATAAACCGTGG CATGGGTAATGGCTAATGGG 193

Ad10A14173 Aradu.A10 14173 c (TC)6ttagtctcaatctctcaatctttgtctctcttccaaacattactttataattttatttttctttttctttccgttgtattatttttttaagtcac(A)10117 89204013 89204129 CCAAACACAATATTGAGACTTATTTT TGTCGTGAATTATCTTCACTTTTT 280

Ad10A14174 Aradu.A10 14174 p3 (ATA)5 15 89204263 89204277 CAATCTTTGTCTCTCTTCCAAACA CAGACCCTTAATGTCAGAATGC 266

Ad10A14175 Aradu.A10 14175 c (TATT)5tttgattgattgaatggaagatctca(T)1056 89207498 89207553 TTTTTCCCCCTCTGTTTCCT TACATCCGGAGGGTCACAAT 227

Ad10A14176 Aradu.A10 14176 c (CT)8(CA)6 28 89212353 89212380 TCAAGTATCTAGCCCGCTGAA TTTTGTGCAGGCAAATGGTA 178

Ad10A14180 Aradu.A10 14180 p2 (TA)7 14 89230719 89230732 GGTAGCTTGCCACGGTTTAC GCAGAGGCATCTGTCAACAA 218

Ad10A14183 Aradu.A10 14183 c (ATT)5aattgcacaataatattgtactatattttttgaattttttggataaaaatgataataaatttattcattagattct(TA)7105 89243288 89243392 TCAATCCCCAACGTTTTTCT TCCGTTTGTTAAAGTCGGAGA 262

Ad10A14187 Aradu.A10 14187 p3 (TTA)13 39 89248331 89248369 CCGATTTGATTTTCGATTTACG CATGTAGAAGGCGTGTTGGA 272

Ad10A14189 Aradu.A10 14189 p2 (AG)6 12 89253419 89253430 CTTTGACCCGCTTTTTGTGT TTGTTTTGCAGAGTGCAAGG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A14190 Aradu.A10 14190 p2 (CT)8 16 89254499 89254514 GGAAACCTTCCAACAGCGTA CTTGCTTCTGCCAAAACACA 246

Ad10A14197 Aradu.A10 14197 p5 (AAGAT)5 25 89270064 89270088 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 192

Ad10A14198 Aradu.A10 14198 p5 (AAGAT)5 25 89280002 89280026 AGAGATAAAGGCGGTTCCGT GGTGGTGCTGATTCCTTTGT 246

Ad10A14201 Aradu.A10 14201 p3 (ATT)20 60 89299565 89299624 TATTCAACCTCCGCCCATAG TTTGAAAAGTTAAAACCAAAGGAGA 228

Ad10A14204 Aradu.A10 14204 p2 (GA)11 22 89314068 89314089 GGTCCTTCAAGACCAAAATCC CAACTCGACGTCACTTTGGA 205

Ad10A14210 Aradu.A10 14210 p2 (TA)10 20 89333383 89333402 CAAGCCAAACACAGACCAAA TCCCAGAGTATGCCCAGAAG 256

Ad10A14213 Aradu.A10 14213 p2 (AC)7 14 89345829 89345842 AAGGATTGAGGGGGATTGAC GGAAGATTGAATCAAAGCATGA 183

Ad10A14214 Aradu.A10 14214 p2 (AT)10 20 89349454 89349473 GGATGCAACGGAGTTGAGAT TACGAAGTTAAGGTTGGCCG 200

Ad10A14215 Aradu.A10 14215 c (CT)11(CA)10 42 89349657 89349698 CGGCCAACCTTAACTTCGTA TCGTGAAATTAAAAGCGCAA 175

Ad10A14216 Aradu.A10 14216 p2 (AT)7 14 89349827 89349840 TTGCGCTTTTAATTTCACGA TCCTCTAACCCAAATGCAGC 227

Ad10A14226 Aradu.A10 14226 p2 (AT)9 18 89394520 89394537 CCCATGCTGCTTTTGTCTTT CCCTCAGTCCTCAGGTATGTT 280

Ad10A14229 Aradu.A10 14229 p2 (TA)7 14 89398672 89398685 ATCATGGTCACCCCGAATTA TCATGTGAATTAAGGACGAAAA 245

Ad10A14232 Aradu.A10 14232 p3 (ATT)9 27 89406217 89406243 ACAAGTTCGAAGAGCGGAAA TTTGTTGTGAAGGAGAGCGA 223

Ad10A14233 Aradu.A10 14233 p2 (TA)7 14 89411464 89411477 GGGTCATTTTGTCCCCTTTT TGAGCACTTGTTCATGCATCT 155

Ad10A14234 Aradu.A10 14234 p2 (GA)7 14 89412175 89412188 CTCACTGGTTTTGTGTGTTCG GAGCTCGGTGACTTCCAAAG 254

Ad10A14235 Aradu.A10 14235 c (AG)9at(AG)16 52 89424566 89424617 ACAAAGAGGGCGACAGAGAA TTTTGCAAGGACCGATTTTC 251

Ad10A14236 Aradu.A10 14236 p4 (ACAT)11 44 89427979 89428022 TTGTGTTGTTCTCATGTTCTTGTT CACCTGCATGTGGGATAAAA 275

Ad10A14237 Aradu.A10 14237 p2 (GA)6 12 89454568 89454579 GGCAGGTAAAGTTGCAGCAC GCCTGATTTCTTCCTCCTCC 220

Ad10A14238 Aradu.A10 14238 p3 (CAT)5 15 89456197 89456211 AGTGGCATCCACAAAAGGAG TTGGCAGGGAAGAACTGTCT 279

Ad10A14240 Aradu.A10 14240 c (A)43gaaaagaaaaactctaacgtcacacataaactaacttaagtacaaatgcttttggtagggacttcgttg(T)12124 89460711 89460834 TGTTGTGCACTTGCCCTTTA AGGCTGTTACCCACATGAAAA 257

Ad10A14241 Aradu.A10 14241 p3 (TCT)6 18 89464062 89464079 GGAAATTGGGGTTTGGAAGT GGCTAACCAGGGTTTCAACA 130

Ad10A14244 Aradu.A10 14244 c (T)10catttcatgtttttggttcacccagactaagtttcaagtaatag(A)1064 89472741 89472804 TTCATTCATTTTTCATTCGGG GGTGGCATGAGGTTTAATGG 269

Ad10A14249 Aradu.A10 14249 c (AAT)5tttgaatttatataattggtaaaattctaattctcattcgtatgtaataattttattagtatgtattcacagttttagtcaatat(ATA)13139 89499584 89499722 AATTGTCACCTAATTATGCTTGAA TGTTTTCCGTCTGTAATTTATGC 276

Ad10A14250 Aradu.A10 14250 p2 (TC)6 12 89500516 89500527 TGATTAGACATTCAAATCTCACCAT GAGAGGAAGAGAGGGAGGGA 270

Ad10A14251 Aradu.A10 14251 p2 (AT)6 12 89501510 89501521 TTTAGTGTGAAAATAGGACAAAAAGAA CCCTTTTAAGTTGTTATGTTTAGCA 206

Ad10A14255 Aradu.A10 14255 p4 (AAAT)8 32 89523338 89523369 CAATTTCTACTTTGCATTTCCTTC TGAAATTTAATTGGGCTATGAATAAA 210

Ad10A14258 Aradu.A10 14258 p2 (GA)8 16 89529509 89529524 GGTGTGGGTTACCGAAGAGA CCACCTTCCCCTTCTTTTTC 119

Ad10A14260 Aradu.A10 14260 p3 (AAT)5 15 89537599 89537613 CAATGAATCATCTGCACAAACA AAGAGTGGCATAATAAATTCTAACTTC 260

Ad10A14261 Aradu.A10 14261 p2 (AG)8 16 89546829 89546844 AAGCAAAGTGCTAGGTGGGA CGGCGTAATCTCTGTCCAAT 248

Ad10A14263 Aradu.A10 14263 c (A)11gaacgcagagaccaacaaaaaaagg(A)1046 89559000 89559045 CAGCATGCCATAGAAAAGAGAA CAGATTTTAAAGAAGTGGACACGA 236

Ad10A14265 Aradu.A10 14265 p2 (TA)7 14 89560577 89560590 TGGATCACTCGTTGGCATAA TTGTTTTTCTACAAAATTCATCCG 259

Ad10A14268 Aradu.A10 14268 p3 (ATG)6 18 89572917 89572934 CACGGACATAGCAACTCAGC TCACCTCTCTCCCACACAAA 236

Ad10A14271 Aradu.A10 14271 p2 (TA)6 12 89587272 89587283 CTGGAGACTCTTTGGAAGCG CTCGACCTACGAAGCAAAGG 223

Ad10A14272 Aradu.A10 14272 c (TA)11g(AC)8 39 89587905 89587943 GAGCATGCATTTGGGACTTT TGTGCTCAAATTCTTCCTGCT 277
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Ad10A14273 Aradu.A10 14273 p2 (TA)8 16 89595830 89595845 TGGATACCAAGATGATTGGC ACACCGGTATCCTACCACCA 189

Ad10A14283 Aradu.A10 14283 p2 (TA)10 20 89626788 89626807 TCCGTGGCTAATTGGACATT TGAACAATGCATATTCTAAACCA 237

Ad10A14285 Aradu.A10 14285 p3 (AGA)6 18 89661227 89661244 CCCAAAGTTCTGAGGTGGAA CCCACTTGGCCGAAATACTA 232

Ad10A14288 Aradu.A10 14288 p4 (AAAT)7 28 89714084 89714111 AACACGCAGGTAACGTGTTG TGTTGAGTCAGGTCAAATTAGC 278

Ad10A14291 Aradu.A10 14291 p3 (ATA)14 42 89716372 89716413 CAATCAATCCGGACGAACTT ACACCCTCACCTCACACTCC 203

Ad10A14293 Aradu.A10 14293 p2 (AT)9 18 89717741 89717758 CTTCTGACTCAGCTTGCGAA TCCTCGCTAGGTGTCTGGAT 215

Ad10A14296 Aradu.A10 14296 p2 (TG)7 14 89734608 89734621 TGGTGTTAAACATGCAGATCG ACCTCAAAGGGGAGTTCACA 190

Ad10A14298 Aradu.A10 14298 p3 (TTA)6 18 89739489 89739506 GATATTGGTGAAAATGGCCC CAAGTTCAAAGCACAGGCAA 230

Ad10A14300 Aradu.A10 14300 p3 (ATT)5 15 89742358 89742372 GGTGCCAACACACAATATGC CTTCCTTCAGGGTTCTTCCC 278

Ad10A14302 Aradu.A10 14302 p3 (TTA)7 21 89754768 89754788 GGAGCAAGACAAAGACAGCC TGGAACTTGGAAGGGATGAG 218

Ad10A14303 Aradu.A10 14303 p3 (TAT)13 39 89755261 89755299 TCGGTTTTGACCACTCTTGC CACGCGTATCAGACGAATGT 197

Ad10A14305 Aradu.A10 14305 c (T)10gttttttctctttctcttc(T)1039 89762367 89762405 CCCCAATTAGAGGTGTCCAA TGGCTCTTGAAAGAATGATGG 197

Ad10A14307 Aradu.A10 14307 p5 (AAGAT)5 25 89781807 89781831 AAAGGGCCCAAATAGAGGAA TACCTGCAAGGGACTTCGAT 273

Ad10A14310 Aradu.A10 14310 c (A)15gaatcaaagcattctc(A)1849 89867809 89867857 TGGCCAACGTGATAATGACT CGTCGTTTCATTTATTTGTGGA 152

Ad10A14311 Aradu.A10 14311 p2 (TC)6 12 89868937 89868948 CACAACGTGGTTAAGTGGCA CGACGATGTCGTTGAAGATG 235

Ad10A14316 Aradu.A10 14316 p2 (CA)7 14 89877038 89877051 CCAACATCAGCTACAGCCAA TGTTGAGCACCCCCTTTTAG 171

Ad10A14317 Aradu.A10 14317 c (AT)7acat(AG)7aat(GA)1565 89877215 89877279 CTAAAAGGGGGTGCTCAACA CACAGACAGTTGGGATTGGA 249

Ad10A14318 Aradu.A10 14318 p2 (GA)7 14 89878609 89878622 GAACCAGATTATCAGGCCGT TCCAAATGTGACCTCCACAA 227

Ad10A14319 Aradu.A10 14319 p2 (AG)6 12 89881237 89881248 TGGTCATACGCGATTGGATA CACCTAAAAGGCTGAAACGC 109

Ad10A14321 Aradu.A10 14321 p2 (GA)13 26 89885916 89885941 GGGGAAGGAACTGAACATGA CGCCGCTACCTTACTCTGTC 226

Ad10A14322 Aradu.A10 14322 p2 (AG)7 14 89889342 89889355 TCGTCTCCATTCTTTTGTTGC CGGTGTCGTCACCACCTATC 259

Ad10A14325 Aradu.A10 14325 p2 (CT)6 12 89898406 89898417 ACGCCTAAATGGAGCAGAGA GGGTTTGGGAGGGAAAAGTA 241

Ad10A14328 Aradu.A10 14328 p2 (AG)6 12 89907439 89907450 GGGTTGCATAGCCTCTGGTA TTTGAGGATTTCCCCAACTG 188

Ad10A14329 Aradu.A10 14329 p3 (ATT)5 15 89908117 89908131 CTGCCATTGTTAGCCCTCTC GAAATTGGCACAGGTCAGGT 186

Ad10A14331 Aradu.A10 14331 p2 (TA)8 16 89911700 89911715 TGTCCGCAGGGTTTTTAGTC TCCTCCTCTCTTGGATGTGC 275

Ad10A14332 Aradu.A10 14332 p2 (TA)9 18 89912898 89912915 CCAATGTTCTGAAAACCAATGA CCACCCATATTCGCTCTTACTT 280

Ad10A14334 Aradu.A10 14334 p2 (GA)8 16 89922710 89922725 CAACACAAAACAACAGCACAA CCGGCCTAACCATAGACCTT 248

Ad10A14341 Aradu.A10 14341 p2 (TA)9 18 89993755 89993772 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 229

Ad10A14342 Aradu.A10 14342 p3 (TCA)6 18 89994308 89994325 CCAGTCACACCTGCCACTAA TGACGAGGATGACGATCAAA 222

Ad10A14346 Aradu.A10 14346 p2 (GA)6 12 90023653 90023664 GTCATCGTTGGGTCCTTGTT ACTACAACATCTGGCTGGGC 202

Ad10A14347 Aradu.A10 14347 p2 (AC)9 18 90030803 90030820 AAACCCTAACCCAGTGACCC CCCTCTTCCCTAATTCTGCC 176

Ad10A14348 Aradu.A10 14348 p2 (AC)9 18 90031230 90031247 GTAGCTGCTGCCCCTCTCTA CCCCTCTTCCCTAATTCTGC 118

Ad10A14349 Aradu.A10 14349 p2 (GA)6 12 90031672 90031683 ACACCGCAGGAAACAGAAAG AATGAAAGCTCTGGCTGCAT 237

Ad10A14350 Aradu.A10 14350 p2 (CA)6 12 90041205 90041216 GCAATACCCATCGCAAGAGT TACGACCCCTGAGAGTGCTT 276
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Ad10A14353 Aradu.A10 14353 p3 (TTC)6 18 90070424 90070441 CCCATAAACCCCACCTACCT TTATGCTTTTGCCACACCAA 263

Ad10A14356 Aradu.A10 14356 c (A)13gattaagaaactacctaagtcctaactatatcaataatttttcatctcaacacacagagctttcctatgtattaatgatttttc(T)12109 90084029 90084137 ATGCAGATTGCAAGCATTGA TCAGTATCGCCAGGATTTCT 246

Ad10A14365 Aradu.A10 14365 c (CTT)5ctcccttgtgctttttcttcttcttctttttttaaatacacgcatacgtcatcttcttctttcaaattcacgtatgca(TCC)6111 90115621 90115731 AACACCGACAAAACTACTCTCG TACGCGAAAAAGGAGGAAGA 206

Ad10A14367 Aradu.A10 14367 p3 (ATC)5 15 90123987 90124001 GATTACATGTTTGTTGGCGG GGTGTACTCCTCGTCATACTTGC 270

Ad10A14368 Aradu.A10 14368 p3 (ATA)12 36 90124301 90124336 TGTACTCCTCATCATACTTGCACT CATGTTTGTTGGCGGTATCTT 261

Ad10A14369 Aradu.A10 14369 p2 (AG)7 14 90130692 90130705 CACTCGACATGAGGCAGTGT CGTCCCAATATCCCTTCAGA 165

Ad10A14370 Aradu.A10 14370 p3 (AAT)5 15 90131143 90131157 GTGCTCTCAACAGCAACCAA TCAAAGGGAAAGGAGCAAAA 240

Ad10A14376 Aradu.A10 14376 p6 (GTTGGT)5 30 90138499 90138528 GTGGTGATGGAGTGGCAGTA GATCACCACCAGCACCAGTA 222

Ad10A14378 Aradu.A10 14378 p3 (TTA)5 15 90157049 90157063 ACCACATATCATGCATCCCA GTGTGGGAAAATTGGGTTTG 261

Ad10A14379 Aradu.A10 14379 p2 (AG)6 12 90162314 90162325 CGCGATCTGCATAAAATTCA CATTGAACCTGGAAATTGAGAA 259

Ad10A14380 Aradu.A10 14380 c (A)11gaaaaaagaatatatatac(AT)1050 90167358 90167407 ACTGTGGAAACATGGGTTGA TTGGGGTAATTTTGTCCCCT 207

Ad10A14381 Aradu.A10 14381 c (GT)6taggtgagagcttaggctattcaatgattcaatttatagctcacttagcc(AT)1184 90167565 90167648 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 244

Ad10A14386 Aradu.A10 14386 p3 (AGG)8 24 90184778 90184801 ATGGGTTGAGAGGGAGTGC GTAGAGGGTCACCACCCCTT 229

Ad10A14387 Aradu.A10 14387 p3 (AAG)6 18 90188147 90188164 GCAATTGACAGGGACATCAA TCGTTGAAAGAAAGACCGCT 197

Ad10A14388 Aradu.A10 14388 p2 (AT)8 16 90195864 90195879 TTCTTGAATCCGTTTTTGGC ATACGGCTCATTAGATCGGG 195

Ad10A14389 Aradu.A10 14389 p2 (TA)6 12 90199429 90199440 TCATGGCTTTGGCTTTATCC TGTTGCAATCAAATACTCTTCTCC 272

Ad10A14390 Aradu.A10 14390 p2 (CT)22 44 90201322 90201365 ACGACGTTGGACAAGGAAAG GCTGTTGCCATGCTAATGAA 223

Ad10A14395 Aradu.A10 14395 p2 (AT)7 14 90246862 90246875 GATCCAACGCAATTACGAAGA TTTTCAAGATTTTGGTGGAAAAA 145

Ad10A14396 Aradu.A10 14396 p3 (TAC)5 15 90247486 90247500 GGTGCTGCATTACTGCTTGA TGAAGCAAAAGATAGGTGGGA 169

Ad10A14397 Aradu.A10 14397 p3 (TTC)7 21 90248886 90248906 TCCTCCCTCAACGATTACCA GCAGTGGTAAAATGCAGCAA 276

Ad10A14400 Aradu.A10 14400 p3 (AAT)15 45 90283323 90283367 TCAAATAGGACCACAATAATGCT TGTGCTTAAATTTTGTGATTTATGTTT 221

Ad10A14401 Aradu.A10 14401 p2 (AT)6 12 90283733 90283744 CCATCAGGCACGGACTTATT TGGTGATGACTGGAATTTGAGA 269

Ad10A14406 Aradu.A10 14406 p3 (TTA)13 39 90288309 90288347 CGGCAGGGACTAAGTTGAAA TGGACATGGACATGCTGTTT 257

Ad10A14408 Aradu.A10 14408 p2 (TA)6 12 90297304 90297315 TGCACACCATGTGTTTGTTC GCAATTTGGAAGCCATTGAT 205

Ad10A14411 Aradu.A10 14411 p3 (GGA)5 15 90302456 90302470 GCTTATGGTGGGATGTGGAC TCATCAAACATATCATCAGCCA 256

Ad10A14412 Aradu.A10 14412 p5 (AGAAG)5 25 90303276 90303300 TTTAAAGGGTGATGGGGTGT TGCATGCACCCATCTCTAAC 110

Ad10A14415 Aradu.A10 14415 p3 (TCT)6 18 90321909 90321926 ATGGCCGAACAAACACTACC TTGCCTTCCCTTTTCCTTTT 278

Ad10A14417 Aradu.A10 14417 p2 (AT)8 16 90359766 90359781 AGGAGCCTTGAGGAAGAAGC TGGGCACCTTAACCATACTGA 174

Ad10A14422 Aradu.A10 14422 p3 (AAT)6 18 90385903 90385920 CCTTAATTGCATGCCCTTTC CCAACGCCATTTATATCCCA 209

Ad10A14427 Aradu.A10 14427 p2 (TA)6 12 90408245 90408256 TTCGTAAGCTAATTTCTAAAGGCG GCAGCTGAATTGCTTAGCCT 100

Ad10A14430 Aradu.A10 14430 p2 (AT)6 12 90422213 90422224 CCACTGCGCTACCTATTTCTTT TCCAAAGAATAATTTCAAGGTCTAAA 278

Ad10A14436 Aradu.A10 14436 p2 (AT)11 22 90443185 90443206 TCTTCCTCACTCTCGGTTCC CCACCGAAGCCATAAGAAAA 182

Ad10A14437 Aradu.A10 14437 p3 (ATA)6 18 90443379 90443396 TTGGTTTCCTTAAGGCTTCG TGTCGTTGTAAGACCTCGGA 272

Ad10A14441 Aradu.A10 14441 p2 (AT)7 14 90449518 90449531 TTGTGAGCCAAACATCATTCA AATGGCAAATGTGGAGAAGG 268
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Ad10A14446 Aradu.A10 14446 p2 (TA)11 22 90499584 90499605 TTTAAGCAGTGATGGCCAAA TGTTTTCGTTCGTTTTGGAT 257

Ad10A14475 Aradu.A10 14475 c (T)14attatttctattttctttagaaataacgaaattaggaaagtgatcaagtgaaagtgag(GA)786 90595525 90595610 AATGAAGAAGGCTTTGGTGC TTCAAAAGTCGGTGCTGAAA 272

Ad10A14476 Aradu.A10 14476 p3 (AAG)8 24 90595903 90595926 AATGTGAAACGGGAGTGGAG CGGAAAGTAAGCAGTGCCAT 143

Ad10A14477 Aradu.A10 14477 c (A)11ctaagtattattttattattg(A)1042 90596812 90596853 TTGGATGAGTTTTTGCATCG ACTTTTTGCTGCGCATCTTT 162

Ad10A14478 Aradu.A10 14478 p3 (ATA)5 15 90598674 90598688 CTTTGCACCTCCTTTTCCAG CAGCGCTATGACAGATTGGA 268

Ad10A14479 Aradu.A10 14479 p4 (AAAG)5 20 90601129 90601148 GCGTTAATATTCAAATAAGCAATGA TCGTGCTATTTTGTTTCTATTTCG 212

Ad10A14480 Aradu.A10 14480 c (TAA)13aatgttaaatatgaaataataaatttacctgtagagaaataatattcttctatgaaaatttttgtaaagaacagtgagagag(A)10131 90601303 90601433 CGAAATAGAAACAAAATAGCACGA TATTTGCACGTTCTCCTCCC 198

Ad10A14482 Aradu.A10 14482 p2 (TA)10 20 90606971 90606990 CTACCATCACTCTTGCGTGC TTTTCACACGCTTTGCTTTG 166

Ad10A14484 Aradu.A10 14484 p3 (AAG)6 18 90608538 90608555 GAGGAACACGTGGAAGAAGC TCCATCGATGATGGTGAAGA 233

Ad10A14485 Aradu.A10 14485 p3 (GTT)6 18 90608861 90608878 AGGTGGTTGTTCTGACAGGC GAAGGACAAACCACCCACAC 199

Ad10A14487 Aradu.A10 14487 p3 (TAA)5 15 90613386 90613400 CGGTTAGAGTTGAGGAAGGTCA GACATGAGAAGTGTTAATAGCAAATGA 237

Ad10A14489 Aradu.A10 14489 c (GA)7gtcattcataat(GA)740 90616706 90616745 GCAGACTAGACCATTGCACG GGAGTCCCTTTTTCCTGAGC 239

Ad10A14490 Aradu.A10 14490 p2 (GA)9 18 90616902 90616919 CGGTGACAGGCTCACATAAA CGTCACCACCTTCCTTCTGT 168

Ad10A14494 Aradu.A10 14494 p3 (TGG)5 15 90632120 90632134 GTTTTTCTTGGTGGTGGAGG CCCTCACGTTGAGTGTCAGA 236

Ad10A14495 Aradu.A10 14495 p2 (AT)7 14 90654990 90655003 ATTTTTCAGATGCAGGTCGG TCGACCTGTGAAGCTAAGGC 270

Ad10A14496 Aradu.A10 14496 p3 (AAG)6 18 90656882 90656899 CATCATCTTTCAAGTAATTTTGCAG CCCTTCATCTTCCTCCTCCT 217

Ad10A14497 Aradu.A10 14497 p3 (GAA)5 15 90657910 90657924 GGAGAAAGAGGAGGATGAGGA TCTTTTCACGTTCCTCCTTAACA 126

Ad10A14503 Aradu.A10 14503 p2 (TA)6 12 90674184 90674195 TCAAGACTCTGGACTCGCCT ACTTGCCGGTTAGTTTGTGG 231

Ad10A14504 Aradu.A10 14504 p2 (AC)18 36 90679184 90679219 ACTCGACCTGCGAAGCTAAG AGCGAAGTTGATCTTTGGGA 263

Ad10A14508 Aradu.A10 14508 p3 (TCT)7 21 90718217 90718237 TTGGCCAAACCTACACTTCC CAGCCTTAGGTGCCATTGAT 160

Ad10A14510 Aradu.A10 14510 p2 (TA)6 12 90752655 90752666 CCAGAACATTCAATTGTTGTAGCTT CAACATGCATGGCTGATCTAA 216

Ad10A14512 Aradu.A10 14512 p2 (GA)6 12 90753344 90753355 CCCTGATGAATACATGTCAGGTT TCATGTTCACACATGTTCAATAAA 141

Ad10A14514 Aradu.A10 14514 c (T)11actcatgaaattttaaaattccatttatctatggagtatctaatcgcgtcctgtgaaagatggctaataagttttctta(T)11101 90763294 90763394 GAATTTGAGACAAAAGAAAATGTAAAA TGAATCAGGCGCCATATAAAC 280

Ad10A14517 Aradu.A10 14517 p2 (TA)8 16 90769346 90769361 ATCGAGAAGGAATCAAGCGA TGGGAAGTTATGTTTTGGGC 118

Ad10A14518 Aradu.A10 14518 p2 (AT)9 18 90771163 90771180 TCTTAATTCCATCAGTTTCATTCAA TCCCTTTGGGTTTCCTTTG 280

Ad10A14519 Aradu.A10 14519 p3 (GTT)5 15 90778250 90778264 CAGTCTGTTGTGCCTTTCCA ATCATTCCCACAGAACCGAG 280

Ad10A14521 Aradu.A10 14521 c (ATA)13ttgagaaatgatgttgctcttttagacttttagcctccgcctttggcctttg(T)12103 90787267 90787369 AAGAAATGAAGCTCATATTAAAGAATG TTGATCTTTCTGTTTTCATTTTCTTG 235

Ad10A14522 Aradu.A10 14522 p3 (TTA)5 15 90787692 90787706 AAACAAAGTTAACGCAAAACAAAA CACAACTTGAATACACACAAACCTT 223

Ad10A14525 Aradu.A10 14525 p2 (TA)7 14 90806665 90806678 TGTCTAAGAAATAACACACATCCAAA GGTACCCATTCTCAAATTAGCC 264

Ad10A14527 Aradu.A10 14527 p2 (TG)6 12 90811932 90811943 TTCCTGTAGAGCCTGAGGGA AAAGTCCCAAATGCATGCTC 129

Ad10A14528 Aradu.A10 14528 p3 (CAA)5 15 90812948 90812962 TGCACCTAGAGGTCCGTCTT GGTGGTGAATACCCAACCAG 256

Ad10A14534 Aradu.A10 14534 p2 (AT)8 16 90832706 90832721 TTTCGAAAATCATACCCAAAA GGGTTAGCATATGACCCCAG 265

Ad10A14537 Aradu.A10 14537 c (AATA)5(AAG)2389 90871142 90871230 CGCATCAGCAGAGACAGCTA CCCATATGAGTGGCAGGTTT 167

Ad10A14541 Aradu.A10 14541 p3 (TTC)6 18 90885251 90885268 CCCATAAACCCCACCTACCT TAAAATATTGCTCGCCCTCG 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A14543 Aradu.A10 14543 p3 (TCT)5 15 90909611 90909625 TACCCCCTCTCCCTTTCCTA GCTTTTGTCTTCCCTTTCCC 271

Ad10A14545 Aradu.A10 14545 p2 (CT)8 16 90929117 90929132 GCTTCACCGTTTCCAACATT AACCGTTAGGTAATTGGGGG 206

Ad10A14550 Aradu.A10 14550 p3 (AAT)6 18 90955866 90955883 CAGGCGCAATGGTTGATTAT CAAATTTCTTTCCATTAGCCCA 272

Ad10A14556 Aradu.A10 14556 p2 (TA)6 12 90974313 90974324 AGTGGCAATGACGTTGTGAA TTTGGTGTAATCATGAAGTTTGC 222

Ad10A14557 Aradu.A10 14557 p2 (AT)6 12 90975045 90975056 TTGCATTAGTTTTTGAAAGTTTGC GGGTTTAATTCAAGCACCCA 279

Ad10A14559 Aradu.A10 14559 p3 (TAT)12 36 90981296 90981331 CAGACAACAATGCCATGTCC TTCATCCAAATGAGTGAAAAACA 270

Ad10A14560 Aradu.A10 14560 p2 (AT)6 12 90983693 90983704 TGCATTGTTTAGCCATCTGTC TTTTGGATGTTGAGTGCAATG 278

Ad10A14562 Aradu.A10 14562 p3 (CTT)11 33 90986798 90986830 ACTGCACCACTACCACCACA TAGTACGGTGCGTCAGGACA 112

Ad10A14563 Aradu.A10 14563 c (TGA)6ggccatgatgacaa(TGG)6gttcttgttcagcttgggcttctggttgatttttggaaaaaattctgatgaagatgacgatgaccatgatgatacta(GTG)5142 90987051 90987192 TTGTTGTTGCTGAATTTGTTGA GAACATAAGCCTACGCCCAA 224

Ad10A14565 Aradu.A10 14565 p3 (TAT)7 21 90989171 90989191 TGTGGATGAAAAAGACTGAAGG GGTAAATCAAGGGATGGCAA 267

Ad10A14571 Aradu.A10 14571 p5 (TGGGG)5 25 90996829 90996853 CCATCAAAGTGCAAAGTGGA GCCTCATTTGGTGGTAGTGG 262

Ad10A14572 Aradu.A10 14572 p2 (AG)11 22 90997943 90997964 TAGCAACACGCATTTTGACC GGCTTGTTAGGGAGGAGGAG 225

Ad10A14576 Aradu.A10 14576 p2 (TA)6 12 91012234 91012245 GATATGGGCGCAGAAGTCAC TAAACCGCAATACCATTCCC 271

Ad10A14577 Aradu.A10 14577 p2 (TA)6 12 91012631 91012642 GGAAGCGTGAGCTTTGGTAG TCGACCTGTTAAGCAAAGGC 250

Ad10A14580 Aradu.A10 14580 c (A)11ccacaacatttatactccttttaaccctagtttc(A)1055 91023537 91023591 CCAACTCCTGCCAACTCCTA CATTGGTTGCAGAAAACACG 194

Ad10A14581 Aradu.A10 14581 p2 (CA)6 12 91025526 91025537 AACCCCAAAACTCCCAAAAC CTCTGTTGGCGCTCTCTCTT 185

Ad10A14583 Aradu.A10 14583 p3 (TTA)10 30 91031628 91031657 TGCTCGTGGTGTCTAATTCA ACAGGACCTGGTGCCAGAAT 265

Ad10A14584 Aradu.A10 14584 p3 (ATT)16 48 91048153 91048200 CATTTTAGTTTGTCAAAAGGAGCA GCTACCATTACTATTGCCGC 217

Ad10A14586 Aradu.A10 14586 p2 (TC)9 18 91068503 91068520 GAGGCTCTCGATCAATCGTC GGTTTGGAGGTTATGCTTGG 268

Ad10A14587 Aradu.A10 14587 c* (T)10(TCA)5* 24 91075624 91075647 TTCCTCCTCATCATCTTCTGC CCTTTTTCAAGTAATTTGGAGCA 208

Ad10A14589 Aradu.A10 14589 p2 (AT)8 16 91082213 91082228 TTTGAAGTTTCCACTTTTTGGA TGGTGCAAAGACCCAATTTT 241

Ad10A14593 Aradu.A10 14593 p2 (CT)8 16 91085271 91085286 GATCAATCCCTGAATCCGAA TTGCATCAAGACTGAAGATAAGAAA 226

Ad10A14594 Aradu.A10 14594 p3 (AAG)5 15 91087239 91087253 CGTATCAACATGCACGAAGC AGAGAGCACCATGAAGGAAA 114

Ad10A14602 Aradu.A10 14602 p3 (AAC)10 30 91109036 91109065 CGCCTCCAACCTTACCATAA CGCTTTAGCTTTTTCATCGC 244

Ad10A14603 Aradu.A10 14603 p2 (AG)6 12 91115178 91115189 ACTCTTCCCTCGCCTTTCTC AAAGTAGGACCCACATTTTGAA 279

Ad10A14604 Aradu.A10 14604 c (ACA)8aa(AAC)1159 91116669 91116727 ACTGGCAAATTTTGAACTTGA TGATCTATGTAGCCGACCCC 169

Ad10A14607 Aradu.A10 14607 p3 (AGA)6 18 91146491 91146508 GCTTTTGTCTTCCCTTTCCC ACAACCCAAACCCCTCTTCT 220

Ad10A14608 Aradu.A10 14608 p2 (AT)8 16 91153821 91153836 CATGTGCCGTATTGTTCATCA CGTGCTTCATAGATTTGATTCG 272

Ad10A14612 Aradu.A10 14612 p2 (TA)12 24 91169327 91169350 AACCAATGGTAGTGGTGGTTAAAT TTGGCTATTCTTAACCATCATTTTT 240

Ad10A14615 Aradu.A10 14615 p2 (AT)6 12 91173822 91173833 AAACAATTAAAACATAAATTCGTCACA GGATATAAAGCGGCGAACAA 148

Ad10A14617 Aradu.A10 14617 p2 (TC)6 12 91180657 91180668 ATCCTCCACAAACCCTTTCC GAGGAACATGCATGCACATAA 264

Ad10A14618 Aradu.A10 14618 p2 (TA)6 12 91184744 91184755 TACAATTCGGGCACTGATGA CAGTATGTCAAGCATACCCCA 233

Ad10A14621 Aradu.A10 14621 p2 (AT)8 16 91189310 91189325 AGGCGCCATGTATGTCTAGC TTGTGCATAAAATTTCACATGCT 188

Ad10A14626 Aradu.A10 14626 p3 (ATA)5 15 91195867 91195881 TCGATTCGATCCAATTTCAA ATCCAATCCAATCCAAACCA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A14627 Aradu.A10 14627 p4 (TTTC)5 20 91200979 91200998 ATCTGACACGTGTGCGTCAT TGAGTTCAAGCACAAGCCAC 249

Ad10A14628 Aradu.A10 14628 p5 (TTATC)5 25 91213963 91213987 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 177

Ad10A14630 Aradu.A10 14630 c (T)10caaaatcaaatctttttaaaatgtttttcaaatcatatcttctcaatcacatctttttttt(A)1081 91221544 91221624 TGTTGCCTTTTCTGTTGAGA TCGAAAATAAAAGTGGGAAAGAA 267

Ad10A14632 Aradu.A10 14632 p5 (TTATC)6 30 91250022 91250051 ATGGTGCTGATCTTTCGTCC CGACCTAAATCCAAAGGCAA 277

Ad10A14633 Aradu.A10 14633 p2 (GT)7 14 91260609 91260622 GAGCTCTTCACAAGGAACGC CCAATCATGCAAAAACCACA 150

Ad10A14634 Aradu.A10 14634 p3 (TTC)5 15 91272569 91272583 TTTTTGGCAATCAAGTCCAAC AGAAGAAGGAGAAAGTGGCG 127

Ad10A14638 Aradu.A10 14638 p3 (TAA)21 63 91289901 91289963 CATTTGCGTCTTCGTTTTGA AAGCGAATATTTTCGTCCCA 252

Ad10A14639 Aradu.A10 14639 p3 (TAT)5 15 91290714 91290728 TGAAGGTTCCAATTCAATCCA TTTGCAAAGTCATGGAAAATTAAA 172

Ad10A14644 Aradu.A10 14644 p2 (AT)9 18 91294971 91294988 GATTTTGTGAAAAACAAAACAATTT CAACCCTTCAACTCTAACCCTT 280

Ad10A14645 Aradu.A10 14645 p2 (AT)6 12 91295420 91295431 TTCAAAGTGTCATGGTTATTTCTATTT AAATTAGTTAGCTGGCTGCAAAA 228

Ad10A14646 Aradu.A10 14646 p2 (AT)7 14 91305568 91305581 TGGTTTGACGTGACCTCTCA ACGCGGTCTTCTTTATTGGC 167

Ad10A14647 Aradu.A10 14647 p2 (AG)11 22 91309897 91309918 GGATCAGAGGAAAGCAACGA TATCAAAGGCCACTGGAACC 274

Ad10A14652 Aradu.A10 14652 p4 (TATG)5 20 91313491 91313510 GGATTTGATTATTCGAAGCACAG TCATGAGGCGACACAAACAT 245

Ad10A14653 Aradu.A10 14653 c (T)10gtcttgaacaataaatat(A)1038 91314051 91314088 TGTGAGTTAAGCATAGAGATAGCAA GAAAAAGGAGGTGGAAGAGGA 232

Ad10A14654 Aradu.A10 14654 p2 (CT)6 12 91321648 91321659 TTAGCGGCACGTAAATCTGA AGGTTCTGCTTCCCCAAATC 280

Ad10A14657 Aradu.A10 14657 c (GC)9acacg(CA)6cg(TA)751 91373956 91374006 TTTTATTTTGCCGCATTTGG TTCCCTTTTTCAATCAAACCA 235

Ad10A14660 Aradu.A10 14660 p4 (AATT)5 20 91383101 91383120 TGTGAGGGAGCATTAATCGG TCCCTACTACTGACTCAAAATAAAAGC 243

Ad10A14661 Aradu.A10 14661 p2 (AT)6 12 91384900 91384911 TCTCGGATCTAATTCTGTGCG GCCAAATAATAAACTTCTTTTTGAGTG 234

Ad10A14665 Aradu.A10 14665 p3 (ATA)17 51 91411375 91411425 TGTGTTCACTAATTTATTTTAAAAGCC TTTTTCGCATAAAACTCTCATTTT 152

Ad10A14668 Aradu.A10 14668 p3 (GAA)5 15 91419596 91419610 GCGGTCTTGCTACTTCTTGG TCACTCACCCCCTCTCATTC 181

Ad10A14670 Aradu.A10 14670 c (AAG)15aaaaagaagaagaacgtgcagc(AAG)582 91476961 91477042 CTCCTCCTCATCTCCTGCTG ACTGCACATTTTCACTGCAC 251

Ad10A14671 Aradu.A10 14671 p3 (AAG)7 21 91477225 91477245 GGTGCAGTGAAAATGTGCAG CTTGTGCACGTTCTTCTTCCT 225

Ad10A14672 Aradu.A10 14672 p2 (AT)8 16 91478968 91478983 ATTTGCCTTGGCGTTGATAG AGTTGGACGCTTCATTGGTT 264

Ad10A14675 Aradu.A10 14675 c (T)13gtttcaccctcaaggataaagatcccttc(T)1254 91505891 91505944 GCAAAGGTACTCCAACGCTT GGTAATTCGCCTGTTATATCTCG 225

Ad10A14677 Aradu.A10 14677 p4 (TCTT)7 28 91506746 91506773 TGTGGAGGAGGAAAAGGAAA AAGCAATGCTCCTAAAAGAGAAAA 245

Ad10A14679 Aradu.A10 14679 c (GAT)6gac(GAT)536 91521561 91521596 AAAATGAGAAGAATCATGAGAAGG TGCACCAAAACTAAATCCAAAA 232

Ad10A14680 Aradu.A10 14680 p2 (AG)6 12 91525437 91525448 GGTGAGAGACAACCCACCAT CTCTTTTCTTCCCAACGCAC 224

Ad10A14682 Aradu.A10 14682 p2 (AG)9 18 91528637 91528654 CGTACCAGAGCGATTTCTGA GGAACATTGAACCTGTGATGAA 266

Ad10A14683 Aradu.A10 14683 c (A)10gaggaagaagaggaggaa(AAG)543 91529640 91529682 AGATGGAGGTTCTGGTGTGG TCGCATTCCTCCTCATTCTT 159

Ad10A14686 Aradu.A10 14686 p2 (AT)8 16 91531436 91531451 TCTGTTGACCCTATGTCGCA AGTCAACCCGACAAATCTGG 174

Ad10A14687 Aradu.A10 14687 p2 (AT)8 16 91532314 91532329 AGCAATTTTTGCAAGAGGGA GGCTACGCCACTCTGATAGC 218

Ad10A14688 Aradu.A10 14688 p3 (AGA)5 15 91537212 91537226 CTCGAAGGTGGAAGCTTTTG CACTTCCCCTTCTCCTCCAT 191

Ad10A14689 Aradu.A10 14689 p2 (AT)11 22 91548971 91548992 CCTTTTTCAGGATATGGGCA TGGCTGTGCCACTCTGATAG 236

Ad10A14690 Aradu.A10 14690 p3 (TAT)5 15 91556859 91556873 TAGTTCCGATCCTACCCGTG TCGGGAATCAAGAACAAATTC 272
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Ad10A14693 Aradu.A10 14693 p3 (TAA)5 15 91560365 91560379 CCGTCCCGGTATATAACCAA GATTCCTCGGTGAAATTGGA 251

Ad10A14697 Aradu.A10 14697 c (T)11ccttaactatattgcaatagacagatactaaataacaacttcgttcttttatttattta(T)1080 91563982 91564061 GGACCATAACCCATTTTCCC TTCAAATTTCACGAGCCAAA 269

Ad10A14701 Aradu.A10 14701 p3 (GAT)12 36 91581114 91581149 ATGCATTAGTTGGCAAGGCT CCTCACTATCATTCGCAGCA 195

Ad10A14702 Aradu.A10 14702 p4 (AAAT)5 20 91588014 91588033 TGTAAAATCACCGCACCAAA CCTGCGCATAAACAAACAGA 253

Ad10A14703 Aradu.A10 14703 p3 (TCC)5 15 91623789 91623803 ATACACGCGCCTAACACACA GAAGAAGAAGGAACGCGAAA 178

Ad10A14704 Aradu.A10 14704 p3 (AGA)5 15 91624500 91624514 GAACGACGAAGACAATGCAA TGGTTTGGGAGTGAAAGAGG 279

Ad10A14707 Aradu.A10 14707 p2 (CA)6 12 91640422 91640433 AGGGAAAGAAGCAAGGCTGT AAGATTCTGGCAACAGGGG 211

Ad10A14709 Aradu.A10 14709 p4 (TAAA)5 20 91653246 91653265 GGAGTTGCAGCCAACGTAAT TTTCTGCAAAGTGCTTCCCT 273

Ad10A14710 Aradu.A10 14710 p2 (TA)10 20 91655267 91655286 AGGTGACAGAGCCAGAGCAT ACTGTTAGTGATGCGTGCCA 147

Ad10A14711 Aradu.A10 14711 p2 (AG)6 12 91655519 91655530 TGGCACGCATCACTAACAGT GAATGAAGGTGGCAGATGCT 274

Ad10A14712 Aradu.A10 14712 p3 (TAA)13 39 91655682 91655720 TCATTCCGAGGAGGAAACAC CGGAACACCCAGAGAAAGAA 157

Ad10A14713 Aradu.A10 14713 p5 (AACCG)5 25 91657884 91657908 GAATTTTACCGCAAAACCGA GCAAAACAACAAGGTTAAAGGG 200

Ad10A14716 Aradu.A10 14716 p4 (TTAT)6 24 91668365 91668388 GGATGATTCCTTCGGTGAGA CCATCCCTTCCATCTCTTCA 186

Ad10A14718 Aradu.A10 14718 p3 (TTC)12 36 91672957 91672992 CCTTCTCCTTTTCCGTTTCC GCAAAATATTGGTGTTGTTGG 143

Ad10A14720 Aradu.A10 14720 p3 (ATT)6 18 91696099 91696116 AGACGAAGAAGGTGGTGGTG CCATTCTTCCAACTACCCCA 272

Ad10A14721 Aradu.A10 14721 p4 (TTTA)12 48 91697712 91697759 GAGGAGAAGCAGACACACCC TAGATGACGCTGCAAGCAAG 232

Ad10A14725 Aradu.A10 14725 c (AT)6(AG)7 26 91703659 91703684 TAGTAGAAATGGGGCAACCC GAGGCAGCTCAAATGGTAGC 247

Ad10A14727 Aradu.A10 14727 c (AG)6at(AG)6 26 91708632 91708657 CGGAGTGGTCTCTCTCTTGG TCTCTAGAAAACGGCATGGAA 246

Ad10A14739 Aradu.A10 14739 p3 (CTT)6 18 91761325 91761342 CCAATTAAGTCCAACCAAGTCTC TGGTGACGATGGTAACGAAA 177

Ad10A14740 Aradu.A10 14740 c (CCT)5tttcttattgaaatttctgatcctctttccttttcatccttctgctcctcctc(CAT)15cgtcgtcgtcg(TCA)5139 91761458 91761596 TTTCAATTTCGTTACCATCGTC AAATATGGCAAAAATTCGATGA 261

Ad10A14741 Aradu.A10 14741 c (A)11gaagaatgaggaggaaaag(A)1040 91763119 91763158 CAAAATCATTAAGGAGAGGAGGA TTATCGCCTTTTTCTTTGCG 118

Ad10A14742 Aradu.A10 14742 p2 (TA)6 12 91765056 91765067 TTTGATTTTTGATCCCCCAA TGAATCCAGTTTTTCTCCACA 280

Ad10A14752 Aradu.A10 14752 p3 (CTT)5 15 91794408 91794422 TCTTCTAAAAATTGGGGGCA GAAGATGGTGACAACGACGA 248

Ad10A14754 Aradu.A10 14754 c (TCT)8cccgcgcttcttcttctta(TTC)558 91811399 91811456 TAACCAATTTGGCCCAACAC AGAATGAGGAACGCGAAGAA 242

Ad10A14755 Aradu.A10 14755 p3 (GAA)14 42 91813744 91813785 TGCAGAGAAGAAAAATGCGA TACACGCGCCTCTTATAGCC 191

Ad10A14756 Aradu.A10 14756 p2 (AT)10 20 91823691 91823710 CATGGATGTAGAGCTTTTCTGTT CCACTTGTCCAATAAAATGCC 272

Ad10A14757 Aradu.A10 14757 p2 (AT)6 12 91829837 91829848 TTGGTTCAATCCAAGTTTGC TCCGTCTAGCTGAAAATGGAA 277

Ad10A14759 Aradu.A10 14759 c (ACA)7(ATA)6ac(AAT)968 91833670 91833737 CAAGTGGTTTAGTTTTGGGCT CTTTCTTTTTCCCGCACAAT 280

Ad10A14761 Aradu.A10 14761 c (T)10ggagtcacattctcttttttttagagtgacatttctcttatttgtagtaacattctttcttttcggagtcaaaa(T)1094 91837904 91837997 AGATTCACAATCTCTTTTGTTGTG GAGGCTGCCATTGATGTAGA 280

Ad10A14764 Aradu.A10 14764 p2 (AC)6 12 91850107 91850118 ATATTTGTTGTTGGGCCTGC AAACGTGCGTAAAGCATGAG 255

Ad10A14766 Aradu.A10 14766 p3 (ATG)5 15 91855627 91855641 GATGAAATTCTGGCCCTTGA GCTCAACCACCACAGAAGGT 111

Ad10A14768 Aradu.A10 14768 p3 (ATG)5 15 91888803 91888817 CCGTGACTGTTCACCCTTTT AAGAGGCAGAGATTGGAGCA 278

Ad10A14770 Aradu.A10 14770 p3 (TTG)6 18 91901485 91901502 TCGTTTGATTCATGTAGCCG TGGTCAATGTCTCGCATCTC 136

Ad10A14771 Aradu.A10 14771 p3 (AAT)5 15 91901898 91901912 CTCCCTCCTCAACACTCTCG AAAATCTTTGGTGGGCCTTC 222
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Ad10A14772 Aradu.A10 14772 p3 (TCT)8 24 91905378 91905401 TCTTCTTTCTCCGTGCTTCC GAGAAAGAGAAGGCAAGAAACG 196

Ad10A14773 Aradu.A10 14773 c (CTT)6t(TTC)6tataatgcacgtgttaggcccaa(CTT)27141 91906102 91906242 TCGAAGGTAAAGAGAGAACGC TGAGGAGTGCTACACATACAGG 270

Ad10A14785 Aradu.A10 14785 p2 (AT)12 24 91949109 91949132 TGAAATGTCTTGTTTGTGCAAC TTCATTGGAAATTCTGTTTGGA 243

Ad10A14788 Aradu.A10 14788 p2 (GA)7 14 91966681 91966694 TGCCTTTTTCCTTATTCCTGC TTTTCAAAAATCACAAACCATTTT 269

Ad10A14789 Aradu.A10 14789 p3 (TTG)5 15 91988196 91988210 TCGTTTGATTCATGTAGCCG GGCTTCCGTGTAAAGTGCTC 108

Ad10A14791 Aradu.A10 14791 p3 (TAT)16 48 91994714 91994761 GGTGGAACTCAATAACCCCC AGAACATGGACCCAAAACCA 265

Ad10A14797 Aradu.A10 14797 p2 (AT)6 12 92039138 92039149 TTTCAAGCCCGAAAAATAAA GGTGAAACCCCAAAAAGTGA 280

Ad10A14799 Aradu.A10 14799 p2 (AG)8 16 92042414 92042429 AAACTCAAAATCAAAATTGTCCC TCACTCAATTCCACCGATGA 216

Ad10A14800 Aradu.A10 14800 p2 (CT)6 12 92042580 92042591 CCCCATTCATGAAAGTTGGAT TGCATGAGACCATCACCAAT 179

Ad10A14801 Aradu.A10 14801 p2 (CT)19 38 92042784 92042821 TGTCACCATTGAAAAGCAGC CATCACTGTTCCCACCACTG 203

Ad10A14802 Aradu.A10 14802 p2 (CT)6 12 92045031 92045042 AACGCTACATTATGACCCGC GGATTAGGCAACTCCACGAA 244

Ad10A14805 Aradu.A10 14805 c (A)12gataacttaataaattacaactaaaaaatgattttgcat(A)1061 92055165 92055225 TGATTCGACCACTTAACCCA TTTTTACGTTTTTGTCAATTTTGC 251

Ad10A14810 Aradu.A10 14810 p4 (AAAT)7 28 92088280 92088307 GGTGGCATTGCTTTTGTTTT TTGCTCTTGCCTTTTGGTTT 262

Ad10A14816 Aradu.A10 14816 p2 (AC)7 14 92156625 92156638 GGCTTCTGATAGAGCCATCG TGGGGAATAAGGGTGTGTGT 164

Ad10A14817 Aradu.A10 14817 p3 (TTG)5 15 92165955 92165969 GCACCTTGTTTCTGCCTCTC ATCATTCCCACAGAACCGAG 261

Ad10A14819 Aradu.A10 14819 p3 (TTA)5 15 92193909 92193923 TTGACTCCACAAGCTGATGC AAAGAGCTTAATTGAAAAAGACCG 245

Ad10A14820 Aradu.A10 14820 p2 (TA)6 12 92198895 92198906 TTTTGGGACTCTTGTGTTTGT TCAGGAAATTAACATGGTGCT 279

Ad10A14822 Aradu.A10 14822 c (AAG)6aaaaaaaggtacggaaaaagaagaagaaagagaagaaaaaaatgaggcatg(A)1079 92209272 92209350 ACGAGGAGAAACACGACGAT CATACGGATTTATGGTGGCA 259

Ad10A14825 Aradu.A10 14825 p3 (AAT)18 54 92216906 92216959 CCAAATTTCCAATGGGACTG GCCGATATATGGCAATCAAAA 258

Ad10A14828 Aradu.A10 14828 p3 (TCA)6 18 92220188 92220205 CGGTCTTTAGTGCGGTTCTC CTTGGCGTCGTAATTTCTCC 263

Ad10A14830 Aradu.A10 14830 p2 (TA)6 12 92236310 92236321 ACCCGAGACGCAATTAAGAA TTGTCATATGGATTTGGTGAGC 270

Ad10A14837 Aradu.A10 14837 p2 (TA)7 14 92263246 92263259 AAGGGGTAAACAAAAACCGC AGCCGGATCTTGAGTCTTGA 139

Ad10A14838 Aradu.A10 14838 p2 (GA)6 12 92267266 92267277 TCAAGTTTGATTTTCCCTTCAA GATGCGCATGAGGAGGTATT 254

Ad10A14839 Aradu.A10 14839 p2 (AG)9 18 92270526 92270543 GCTTCCACGGTTGAAATTGT GGGCTAGGATTCCTTCTTGG 203

Ad10A14843 Aradu.A10 14843 p2 (AT)8 16 92280198 92280213 AGTGTTTGAATTTTTCGCCA AGGAAAGCAAAGCAAACCAA 234

Ad10A14846 Aradu.A10 14846 p3 (ATA)6 18 92283765 92283782 AGTCACGTATGGGTGGAAGG TCTCAGTTTCAACGTGCCTG 112

Ad10A14847 Aradu.A10 14847 p3 (TTA)5 15 92284657 92284671 ACCCTTTGCCATGAACTAGG TGAATTGAATGCATTTTGGG 270

Ad10A14849 Aradu.A10 14849 c (T)11aaattaatgccaattgatgagtataaattttcagagaacagtgttttaatttaatttgtttaacatttatcttccccgtagtgggtacgac(T)11113 92321321 92321433 CGGATATCTGAATTGGGTTG TTCTCTTATGATTCATTGGTTGC 270

Ad10A14852 Aradu.A10 14852 p2 (CT)10 20 92324156 92324175 TCACGTGGCTTTGATCACTC GCTTTTCATGGCTTTGGAAG 248

Ad10A14853 Aradu.A10 14853 p4 (AAAT)5 20 92336466 92336485 GCCTTTGTTTCTTCCTGCTG TGGAGACAAATTTGGGTGTTT 202

Ad10A14856 Aradu.A10 14856 p2 (TA)7 14 92358480 92358493 GTTTCGCAGGCAGAGTTAGG AAAGCGTTAAACCGACAAGC 160

Ad10A14864 Aradu.A10 14864 p2 (AT)6 12 92375060 92375071 TTTAAAGCGTGGCAGAAAGC CACTCTTTGTTTTCGCAATCC 258

Ad10A14867 Aradu.A10 14867 p2 (AT)6 12 92381890 92381901 TCTCGTGCTGATAACGTGTTG CAATAAACATACAGCAACAAGCA 245

Ad10A14868 Aradu.A10 14868 p2 (TA)6 12 92382424 92382435 GGAAACAACAGAAAGTCCCAA TTTATCATTAATTGCAAAAACTCAA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A14875 Aradu.A10 14875 p2 (TA)8 16 92395271 92395286 CACAGTGGAATAGGGGTTCA ATTTGGTGGTTTTGGTAGCG 275

Ad10A14876 Aradu.A10 14876 p3 (AGA)5 15 92408855 92408869 CTCGGAAGTGGAAGCTTTTG TGTATAGCCGAACCCACTCC 207

Ad10A14877 Aradu.A10 14877 p3 (ATT)7 21 92436492 92436512 GAAAACGACGGACTTTTCCA TTTGTAATTTCGAGAACTCCCC 197

Ad10A14878 Aradu.A10 14878 p3 (AAT)5 15 92436648 92436662 GGGGAGTTCTCGAAATTACAAA TGACACATGGCAAGAAAATTAAA 263

Ad10A14880 Aradu.A10 14880 p5 (ATCCG)5 25 92441441 92441465 TCCAACCTTAAAAACTGCGG ACTCACGTGGGTTTCGGTAG 138

Ad10A14883 Aradu.A10 14883 p2 (TA)6 12 92445285 92445296 GGAGGAGATACGTATTTTGCCA CTGTGGCGGATCCAATTTAC 274

Ad10A14884 Aradu.A10 14884 p3 (TAA)19 57 92449546 92449602 GATTCCATCTTTCATCGGGA TTTAAACTATTGAACGGAAGGC 243

Ad10A14886 Aradu.A10 14886 p3 (AAT)5 15 92453903 92453917 ACAAGTCGGATACTGCCACC CGTCCCGAATGAAATTAACG 160

Ad10A14889 Aradu.A10 14889 p2 (GA)29 58 92460118 92460175 TTGTCTGCGATTAATGTCGC ACCACCACAATCGTCATCCT 201

Ad10A14896 Aradu.A10 14896 p6 (ACCAAC)6 36 92507234 92507269 TTACCTCCTCCACCAACACC GCCTTGCTTCTGCTTTCTTG 239

Ad10A14898 Aradu.A10 14898 p2 (TC)6 12 92519797 92519808 CAGCAGAATTTTGAGCGACA CTGACTAGCTTACCGCCGTC 194

Ad10A14899 Aradu.A10 14899 c (AG)7ggttcaaattataagtagaagagaagtgttagcaaataaatagatatagatt(AG)678 92528995 92529072 AAAAATGGGGTAGTGGAATCCT AAACCACCTAACCACTTTTCCA 277

Ad10A14902 Aradu.A10 14902 p2 (AT)13 26 92544698 92544723 TGGACCACAACAAACCTTCA CCACCTAATAATAACATCATACACACA 267

Ad10A14909 Aradu.A10 14909 p2 (CT)26 52 92567129 92567180 TGGGCTAATGGAGAAGATGG AAGTGGCTAATAGCAGGGCA 228

Ad10A14913 Aradu.A10 14913 p2 (CT)6 12 92591536 92591547 CAGAATTGGCACAAAGAGCA TTTGGGGAAGAGGTGATGAG 160

Ad10A14914 Aradu.A10 14914 c (A)10gaaggagaaaaatgaaaaaaaagggagaaaagaaaacg(A)1058 92593255 92593312 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 262

Ad10A14917 Aradu.A10 14917 c (CT)19(CA)16 70 92607120 92607189 ATGACCAGTCCGGTTTTCAG ATGATTTTGCCTTCCAGTGC 278

Ad10A14918 Aradu.A10 14918 p6 (CCTCCA)6 36 92608355 92608390 CAATTTGTCCCTCATGACCC TCAGCAGAAACTCCGCCTAT 280

Ad10A14920 Aradu.A10 14920 p3 (TAT)5 15 92613970 92613984 TAGCCACCAGAGACAAACCC GGGAGGAGCAGGGTAGATTT 279

Ad10A14923 Aradu.A10 14923 p3 (TCA)11 33 92628481 92628513 TGAACAGTGGATGCTGAGGT GGGACCCACTCATTCTGAAA 126

Ad10A14927 Aradu.A10 14927 p2 (AT)11 22 92659376 92659397 CGCCTTTATTTCTAGCGCAT CCAGCTGCACCACTCTGATA 228

Ad10A14930 Aradu.A10 14930 p3 (TGA)5 15 92677947 92677961 GGTGGATTTTGGGTAGTGGA TTAGAGCATGTGGTGGCAAG 259

Ad10A14936 Aradu.A10 14936 p2 (TA)7 14 92702566 92702579 AAATCCGAACGTCAAAATGG GGCTTCCATTCCTTTCAACA 218

Ad10A14938 Aradu.A10 14938 p3 (TTC)5 15 92705033 92705047 CGCTAAAACGACGTTGGAAT GAAGAGAGAGAGGGGGTGGT 277

Ad10A14941 Aradu.A10 14941 p2 (AT)8 16 92727312 92727327 TCAGCCTGCGAAGTTAAGGT CGCTAGGCATCTGGGTTTTA 107

Ad10A14942 Aradu.A10 14942 p2 (AG)6 12 92732314 92732325 TGATCAATTCAAATGCTGGAA CCCAAATCCAAGTCCAGAAA 238

Ad10A14943 Aradu.A10 14943 p4 (TTTA)6 24 92733667 92733690 CCTATTTTCCCATTTTTCCCA AAAGCGGAAAACCTTGTGG 205

Ad10A14945 Aradu.A10 14945 p2 (AG)6 12 92740388 92740399 TGATCAATTCAAATGCTGGAA ACACGCCCTAGCGAGTTCTA 271

Ad10A14946 Aradu.A10 14946 c (AT)6(AC)9 30 92745388 92745417 CCTAACTCAGCCTGCGAAAC GCCAATTTGACCTCCTAAACC 254

Ad10A14948 Aradu.A10 14948 p2 (AG)6 12 92768881 92768892 CAGCAGAGATTGCAGATCCA CAATTTCAATTGGGATCGGT 258

Ad10A14952 Aradu.A10 14952 p2 (TA)6 12 92772080 92772091 TTGTCACCTTTATTTTCTTTTCCA CCACTTTTCAATTTTCATGCTTT 273

Ad10A14953 Aradu.A10 14953 c (CTT)19ctctgctcgtgttataggcttcaccgttctcctctgctcgtattttctttattg(TTC)5tctactcgcgttcttcgttatggatctggattgacttcaaagtaattaggtttgtgg(TTC)5198 92774597 92774794 CGCGCATTAATGAGAGTGAA TTCAAAAGTCCAGATCGAAGAA 278

Ad10A14954 Aradu.A10 14954 p3 (GAA)5 15 92775073 92775087 AAGTAAAAAGAGGCCACCGAA CCTCTTCCTCCTCATCCTCC 216

Ad10A14955 Aradu.A10 14955 p3 (GAA)5 15 92775413 92775427 CATTCCCTAGCTGTCTCAACG CCTCTTCCTCCTCCTTCTCC 276
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Ad10A14956 Aradu.A10 14956 p3 (GAA)10 30 92775529 92775558 AAGAAGAAGAACGACGGAGC TGGTGAACCGAAATCACAAA 272

Ad10A14958 Aradu.A10 14958 p3 (AAG)17 51 92776462 92776512 TGAAGAATGCGAGCAGAGAA TGGTGAACCGAAATCACAAA 239

Ad10A14959 Aradu.A10 14959 p3 (GAA)7 21 92776934 92776954 TGAAAAATGCGAGCAGAGAA GGATTAAAGCTAAGCGAAAAGC 249

Ad10A14960 Aradu.A10 14960 p2 (AT)7 14 92784911 92784924 AATTATAACTGAATTTATGTGCCAAA GACGTGCCAATATGTATGTTGAT 165

Ad10A14961 Aradu.A10 14961 p2 (TA)7 14 92791907 92791920 GGTAAATTATGAAAGGGATTGGA TGAGTGATAAGTAGATGATAAACATGC 279

Ad10A14962 Aradu.A10 14962 p2 (AT)6 12 92793068 92793079 TTTTTGGGATGCATTGGTCT AGAGGGGGTATTTTCTCCCA 260

Ad10A14964 Aradu.A10 14964 p2 (CA)6 12 92824631 92824642 CCATCCAGAAGGCTCTACCA AACCGTAGGCACAGCATAAAA 280

Ad10A14965 Aradu.A10 14965 p3 (CAT)9 27 92824754 92824780 TTATGCTGTGCCTACGGTTG AGGCTTCCTTGCTTCTTGGT 204

Ad10A14968 Aradu.A10 14968 p3 (CTT)5 15 92826104 92826118 TCGTTAACTCAACACATGCCA GAATGGAGGTAGCATGGAGG 237

Ad10A14971 Aradu.A10 14971 p3 (AAT)5 15 92833279 92833293 ATCTTGACGGCCACAATCTC CGGTAAGAAAATTGGAAGCG 209

Ad10A14972 Aradu.A10 14972 p4 (TTAA)6 24 92835911 92835934 TCCTGTAACCTTGTCCTCCC ATTAACCACGCAATGCACAA 177

Ad10A14973 Aradu.A10 14973 p2 (AT)6 12 92836078 92836089 TTGTGCATTGCGTGGTTAAT CCATCCAAAATATGGGAGACA 253

Ad10A14975 Aradu.A10 14975 p2 (TA)8 16 92841680 92841695 TTTTTCCCTTGTATTAGGCCA TGAGATTTGACGGCAGAACA 280

Ad10A14977 Aradu.A10 14977 p2 (CT)22 44 92863074 92863117 TCAAACGTGAAAACCCTTCC GGACAACAACAGCAGCAGAA 201

Ad10A14978 Aradu.A10 14978 p3 (TGG)5 15 92868779 92868793 GCACCAGGATAATGAAGGTGA ATGATCCTCCCTCCCAGTTC 203

Ad10A14979 Aradu.A10 14979 c (A)10tgaaaaagcaatcttattcagtcttcttgcatcaaatcacgtagtttcttctaacagtagtaataaca(T)1391 92871438 92871528 CAGAAATAGCAGTTTATTTAAGGAGGA TTGAGTTTGAATTTTGCCCA 262

Ad10A14985 Aradu.A10 14985 p3 (AAT)5 15 92883530 92883544 TCTTTGCTGGTTACGTGCTG TTTACTCACCCCCATTCTAATTTT 274

Ad10A14987 Aradu.A10 14987 p3 (TTA)18 54 92902460 92902513 TGTGATGAGTCTAAATGTCAATGAT GCAATAGCAGAGGCTGAAGG 244

Ad10A14991 Aradu.A10 14991 c (T)11acacaaaaactaatcaattccaaaaaaaaatcaagaaccggatttagta(T)1070 92911649 92911718 TTTTGAAAGACAACGAGATTTTT TCCATCTGGCTCTTGACAAT 213

Ad10A14994 Aradu.A10 14994 p2 (GA)8 16 92913644 92913659 AAATTTTGCATGAAGGGTTGA TGAAATCTCCTTTCTCCCTCC 135

Ad10A14997 Aradu.A10 14997 c (GAA)14(TAA)9 69 92924110 92924178 CAAAATCAACAGAGCTGGCA GCCTGCATAACTAGGTGGGA 181

Ad10A15000 Aradu.A10 15000 p2 (GA)6 12 92930887 92930898 AACGGTGCCGTTTTGACTTA GCCTTCAGCCTCTGCTATTG 240

Ad10A15001 Aradu.A10 15001 p3 (AAT)12 36 92931069 92931104 GCAATAGCAGAGGCTGAAGG TGTGATGAGTCTAAATGCCAATG 226

Ad10A15002 Aradu.A10 15002 p2 (AT)6 12 92931535 92931546 TTTTGGATGAATTAGACTCACTTG ATTTTCATGTGTGCCTGTGC 215

Ad10A15003 Aradu.A10 15003 p2 (AG)6 12 92939753 92939764 AATCAATCGTGTTCTTGGCA TTCCAAGCGTCGATACTCCT 217

Ad10A15005 Aradu.A10 15005 c (T)10ctttttggcaaatggtcaaaattgcatctagatttaaatcttactaagagtatattagagataagaaattgtt(A)1093 92946622 92946714 TCTTTTTACTCCTCATCTGCCA TGTTCAGAAAGAACAAAACATGC 266

Ad10A15006 Aradu.A10 15006 c (T)11ctatactatatatgagtttgaatcttattgaactagatattagaaattgatgaaaaaagaataagata(T)1089 92946861 92946949 TGCATGTTTTGTTCTTTCTGAAC TTTTTGATGGTCTACAATTGCTACTT 280

Ad10A15016 Aradu.A10 15016 c (T)10ggatgttcttaagataaggtattttggaagtt(A)1052 92980658 92980709 CATAGTCTTGTGATGGTCTATGGTG TGTCACCATCATCCTTTTGC 279

Ad10A15021 Aradu.A10 15021 p2 (TA)6 12 93005085 93005096 TGCAAAGCTCGAGTAAGGTG CAAATGTCCACAATGCCAAG 148

Ad10A15022 Aradu.A10 15022 p2 (GC)6 12 93007729 93007740 AGAGGGAAGCATGCAAAGTG AGAATCCTCCTTTCCCCCTT 272

Ad10A15023 Aradu.A10 15023 p3 (AAC)5 15 93010774 93010788 AATTAGTCCTTTGGCCGGTT GCATCCAGTTAGAGGGTGGA 245

Ad10A15024 Aradu.A10 15024 p2 (TC)21 42 93011063 93011104 TCCACCCTCTAACTGGATGC TATTGGATGGCCAAAGGAGA 254

Ad10A15025 Aradu.A10 15025 p2 (GA)6 12 93017566 93017577 TCTCCCCGACTTTCTCCTTT TTTGGTTGATGGGGTTTCAT 223

Ad10A15026 Aradu.A10 15026 p3 (CCA)5 15 93017901 93017915 CTCACAACCTTCGCAACTCA TTGTTGGGAAGTAAAAGCGG 175
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Ad10A15028 Aradu.A10 15028 p2 (AC)6 12 93035221 93035232 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ad10A15029 Aradu.A10 15029 p2 (GT)6 12 93038662 93038673 TCTTCCCCCATTTCCTCTCT CGAACAAATCGGACCAAGAT 165

Ad10A15031 Aradu.A10 15031 c (CA)9tttttttctc(T)1038 93051766 93051803 TGCTCTTGCCTTTTGGTTTT TGTGGTGGCATTGCTTTTAC 279

Ad10A15036 Aradu.A10 15036 p3 (AGA)7 21 93123898 93123918 GCTTTTGTCTTCCCTTTCCC TCCCACATAGCCGAACCTAC 203

Ad10A15037 Aradu.A10 15037 p2 (AT)11 22 93134687 93134708 GGCCTAAACTCTGCAGGCTA TAAACGCGTGGGTACAAACA 165

Ad10A15041 Aradu.A10 15041 p3 (TTA)15 45 93145032 93145076 TAATCATTGGTGGCCACATC TTCGCGCATTGATTGATTTA 273

Ad10A15046 Aradu.A10 15046 p3 (AAT)6 18 93187802 93187819 TCGGAGCCTCCATTATCAGA ATGATGGCATTTACGGTGGT 280

Ad10A15050 Aradu.A10 15050 p2 (AT)10 20 93201111 93201130 CATAAGAGTCACGGACTTCCA TGGAGCTTTTGTTGGTAGTGG 209

Ad10A15058 Aradu.A10 15058 p3 (TAA)6 18 93236066 93236083 GAAAGTGACACATCATAGAAGCTAAA CGTAGCGCAAAATATCCCAC 238

Ad10A15060 Aradu.A10 15060 p2 (TC)8 16 93240416 93240431 GCCCTAAATTTGAACCACGA TCAATCTTTCTAATGGCGGC 170

Ad10A15061 Aradu.A10 15061 p2 (TA)9 18 93260741 93260758 TATCGCATTTTGCACTTTGG TCCCTATTTTCAACCAAACCA 182

Ad10A15064 Aradu.A10 15064 p2 (AT)10 20 93271494 93271513 CACAAAGCAAATCCAAATCAA TTGGCATTGTTTTTGTTGTCA 244

Ad10A15066 Aradu.A10 15066 p2 (CT)8 16 93275175 93275190 AAAGCCGGCAAGGTTATTTT TCTTCCGAATCAAAATTGGC 166

Ad10A15067 Aradu.A10 15067 p2 (TA)7 14 93281655 93281668 TTCCGGTCAGCTTTAGCTTC TTTTGACAATTTTCAGGTGCC 251

Ad10A15070 Aradu.A10 15070 p3 (ATA)6 18 93284159 93284176 TACGAAGATGAATGCGGTTG TGTTATCATGGATACGATACTGGG 254

Ad10A15071 Aradu.A10 15071 p3 (TAA)5 15 93284309 93284323 TACGAAGATGAATGCGGTTG TGTTATCATGGATACGATACTGGG 254

Ad10A15079 Aradu.A10 15079 p4 (AATA)5 20 93317115 93317134 TCAGCTTCAACAAGAATGCC TTTTTGAATTCTCCCTCTCTCA 255

Ad10A15080 Aradu.A10 15080 p2 (TA)6 12 93324410 93324421 TTTAAGCGGAAGAATGAAACTT CCGTATATCAACCCTAATGTTTGTC 280

Ad10A15082 Aradu.A10 15082 p2 (TC)11 22 93335349 93335370 CAGAGCCTTCCTTCGATCAC CGAGAAATCTTCACCGAAGC 243

Ad10A15089 Aradu.A10 15089 p2 (AG)8 16 93350654 93350669 GGAGCAAAGGGATTGTCAAA TGGGGGATAAGCATAACAGC 165

Ad10A15093 Aradu.A10 15093 p2 (TA)8 16 93376705 93376720 CCTCGTGAGATCGACCCTTA TAGAATGAAACAGGGGGAGG 275

Ad10A15094 Aradu.A10 15094 p2 (TC)6 12 93380392 93380403 CACAAATCGCACAAAATCCA TGCTTGTCCTCAAGCAAAGA 221

Ad10A15095 Aradu.A10 15095 p4 (ATTT)5 20 93384445 93384464 TAACGTCGGATTTGTGACGA TTCGACATGAATAAAAATGTCCTC 233

Ad10A15096 Aradu.A10 15096 p3 (CTT)5 15 93384749 93384763 GCAACCTCAACACCAACAAA TTCACCAGGGAGAGAAGGAA 228

Ad10A15097 Aradu.A10 15097 p3 (AGA)7 21 93385517 93385537 AGCAGGGAGAGAAGGAGGAA ATAATTTAGAGGCACGCGCT 156

Ad10A15109 Aradu.A10 15109 p2 (TA)9 18 93435622 93435639 AGTTTGGCTGTAAACCGTGG TTCCAAATGATCCGTGTTGA 190

Ad10A15111 Aradu.A10 15111 p3 (GAA)5 15 93443477 93443491 TCTGCAGCTAACCTACGCAA CCCTTCTTACGTGGCACATT 273

Ad10A15118 Aradu.A10 15118 c (T)10cttc(T)10 24 93493066 93493089 TTGTCCCCAAGCAAGAAAAG GCAAAGCACCCAAAAGGATA 247

Ad10A15123 Aradu.A10 15123 p3 (TTC)5 15 93556148 93556162 CCCTTTTCATTGGGTTTGAG TTTCCAAGGCTCAGAGGAGA 178

Ad10A15124 Aradu.A10 15124 p2 (AG)7 14 93565475 93565488 TTTTTGGGGAAGAGGTGTTG CGCTAGAAATGGGCAAGAAG 229

Ad10A15125 Aradu.A10 15125 c (T)11gaggtttctctggccttaggtgccatcaatggttatggaaaagc(A)1267 93572809 93572875 CTTCATCTCCCATGACTCGG CCCATATGGCCGAAACATAC 245

Ad10A15131 Aradu.A10 15131 p2 (TA)6 12 93663418 93663429 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 270

Ad10A15134 Aradu.A10 15134 p3 (TCT)5 15 93709044 93709058 CAGCCGAACCAACTCTTCTC CGGTCTTAGGTGCCATTGAT 155

Ad10A15136 Aradu.A10 15136 p2 (CT)8 16 93743021 93743036 AGCCAATTGGGCAACATAAG TGGGAGTGGAGCAGAATCAT 261
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Ad10A15137 Aradu.A10 15137 p2 (CA)7 14 93748195 93748208 AGAACTGGGGAGTCCTTCGT ATGTCGAGAGCGGGTAGAAA 267

Ad10A15139 Aradu.A10 15139 p2 (AT)6 12 93770118 93770129 TCAGATTCCCAACGTCAACA TTCTTGTGGAATGTGGAGCA 246

Ad10A15140 Aradu.A10 15140 p4 (ATTA)5 20 93773056 93773075 AAAATACAACACAAAGCCTTTAAAAT GCACTAAATAAAGTTGTTGTTAGGTGA 229

Ad10A15144 Aradu.A10 15144 p3 (TTA)5 15 93793857 93793871 ATGAAAATTGCACCACTCATT TGCAAACTTGCACTATTCGC 237

Ad10A15145 Aradu.A10 15145 p2 (TC)8 16 93797832 93797847 TTCTCTCTCTCCCTTACGTTGC GCTTTGTCCGTGCATTATGA 166

Ad10A15152 Aradu.A10 15152 p2 (GA)6 12 93818647 93818658 CTTTGTGAGGTTCAATCCCAA ACGGGAATTCTGTTTTTCCC 141

Ad10A15153 Aradu.A10 15153 p2 (TC)8 16 93819802 93819817 GCTGCACACGTCACCTTCTA TGTTGCGATATGATGGAGGA 225

Ad10A15156 Aradu.A10 15156 p2 (TA)8 16 93832556 93832571 AACCGAAATTTTCAACCCGT ACACTAGTGCCCATTCCCAA 103

Ad10A15158 Aradu.A10 15158 p2 (AG)6 12 93837104 93837115 AAAAACCTGGATCGAGAGTCA GCTGAGAGTGATTTCTGGGC 228

Ad10A15161 Aradu.A10 15161 p2 (AC)6 12 93855297 93855308 GCTTTTTCTCCTGCTTCCCT TGTGACCTAGCTTTCCATGCT 231

Ad10A15163 Aradu.A10 15163 c (T)10cgaaatctcccctccccacctcataaatacacgtttgacccccctcattccaccacaccattcgaatttactcttc(CT)698 93879964 93880061 CCCTTCTCTCAATTTCTTTCCA CGGAAAAGCACACCAAACTT 204

Ad10A15166 Aradu.A10 15166 p2 (AG)6 12 93885455 93885466 GGTGAGGTAGGTGGGGTTTT CTGGTTAGTTGTGCGGGATT 201

Ad10A15167 Aradu.A10 15167 p2 (AG)6 12 93888927 93888938 CGGAAAAGCACACCAAACTT CCACACCATTCGAATTTCCT 100

Ad10A15168 Aradu.A10 15168 p4 (TATT)5 20 93903936 93903955 CCTTCCCCTGTTTCGTTTTA AAAATTTCCAGTGAGGTAATCTGTG 274

Ad10A15169 Aradu.A10 15169 p2 (TC)6 12 93907600 93907611 TATGAAGAATGTGCGACCCA GATTCGCCTCTCTTTTGTGC 249

Ad10A15175 Aradu.A10 15175 p3 (GAT)6 18 93931325 93931342 AATTTCGCCAACCAACTCAA CAGAAACTAATCTGTCCAAAGCG 231

Ad10A15177 Aradu.A10 15177 p2 (TC)6 12 93950886 93950897 TGGTGGTGGCAGCATATCTA TTGGGACTCTTTTGCATCCT 193

Ad10A15178 Aradu.A10 15178 c (CTT)7tcaaatacacgcatacatcatcttcttcttctttcaaattcacgtata(CCT)5tcttcttcgcacatgcatattcttcttctactcctcctcgtcatcctcatcctcc(TCT)5154 93957858 93958011 CCATTACACGCGCTTCTTCT TTTAATTCGGCAATTGCATTC 269

Ad10A15181 Aradu.A10 15181 c (TG)8(T)14 30 93962070 93962099 GGAGATAGGGGATGGAGAGG CGAAGGCTGTGACTTGTGAG 275

Ad10A15185 Aradu.A10 15185 p2 (AG)9 18 93977750 93977767 GGGCATAGCGAAGGTGACTA TCATCAACGCTGCTCATCTC 186

Ad10A15188 Aradu.A10 15188 p2 (GA)6 12 94011338 94011349 CACAAACTCACAACTTCACCAAG TGTCGCTGTCTTCCTCCTTT 122

Ad10A15189 Aradu.A10 15189 p3 (ACA)5 15 94013619 94013633 ATTGTGTACATTGAAGCAAGGA AACATCCAGTCAGGAGGGTG 278

Ad10A15190 Aradu.A10 15190 c (CCT)5tcttcttcacgcacgtagattcttcttctgcttctcctccttc(TCT)573 94018023 94018095 CACATCCAAGCATTTTTCCA TGTTGGTGATGACGATAACGA 225

Ad10A15191 Aradu.A10 15191 p2 (AT)9 18 94019705 94019722 ACCTTTGGACTGTCCTCCG ACAACGTAAGGGTGACCAGG 136

Ad10A15192 Aradu.A10 15192 p2 (TC)6 12 94020965 94020976 TTCCACAACGCCTTCTCTCT GGAGGAACGAGGAGAGTGTG 241

Ad10A15194 Aradu.A10 15194 c* (A)10(AT)9* 27 94025689 94025715 TGACAAATAACGAAGGGCAA CCCTTTCAATTCGAGGATGA 189

Ad10A15195 Aradu.A10 15195 p2 (TA)6 12 94030262 94030273 GAGCTATATCCTTCATCGGGC ATCGGTCTATCCCTCAGGCT 194

Ad10A15197 Aradu.A10 15197 p4 (AAAT)7 28 94042664 94042691 TTTTATGGGAACATGGGATGA TTGTTCCATGTGCATTGATTC 241

Ad10A15199 Aradu.A10 15199 c (TG)8(T)14 30 94049780 94049809 GGAGATAGGGGATGGAGAGG CGAAGGCTGTGACTTGTGAG 276

Ad10A15205 Aradu.A10 15205 p3 (TAT)5 15 94086758 94086772 TGACATAACAGTCCTCCGTCC CAAATAGTTTTAATCTTGAATTTCTGG 276

Ad10A15206 Aradu.A10 15206 p3 (AAT)5 15 94086918 94086932 ACCATAATTTCTTGTAATTTTTGACA CGCGATTTTGTCTACCTTGC 270

Ad10A15207 Aradu.A10 15207 c (TA)8atgaataaatttattattatttttgtccaaaaaatacaaaaagattataatacaatattattatgcaat(TAA)5100 94088186 94088285 TGAATTTCTTGTAAAACAATCTCTGG ATAGCAGTCCTCCGTCCAAA 192

Ad10A15208 Aradu.A10 15208 p3 (TAA)19 57 94092364 94092420 ACCAACACCACCTACGCTTC TTGTGATTGCTGATGTGTTGA 134

Ad10A15209 Aradu.A10 15209 p2 (CT)6 12 94093087 94093098 CCTTCAACCATCTTCCTCCA AATCGTCAATTGCTTGCCTT 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A15210 Aradu.A10 15210 c (T)12cgttagtttctttctctctcttcaaaaatatgaacttgtgaataattattggaagtttggaactagctagctacaacgtatttataaagaatttttttc(T)13124 94093573 94093696 ATTGAAGCGTTGATGGGAAC TGTTCCTGCTTGGTTGATCTC 256

Ad10A15211 Aradu.A10 15211 p3 (TAT)5 15 94094359 94094373 TTCTTGTGTTTTGTACGGAATGA TGAGGTGGACGAATTTTTGA 275

Ad10A15216 Aradu.A10 15216 p2 (AC)6 12 94118997 94119008 GCCAGCACCATAACAACCTT ACGTGGAAATCGGTCAATGT 254

Ad10A15229 Aradu.A10 15229 p5 (TCTCT)5 25 94262783 94262807 TAATCCGGGATCAGAAATCG TATCTATTCCCGGCCTCACA 223

Ad10A15230 Aradu.A10 15230 p4 (CATA)5 20 94264833 94264852 CAGCCACAAACATTCATCTCA TCAACCGGAGCTTCATATTG 258

Ad10A15233 Aradu.A10 15233 p3 (TAT)12 36 94276199 94276234 CGAAGTGTCTTTGCAGGTGA TGGTGGCAAACAAAATGAGA 260

Ad10A15234 Aradu.A10 15234 p2 (TA)6 12 94285161 94285172 CTCCGATGACAGTTGAAGCA TGTCTTCTCCAACAAAACAGC 232

Ad10A15237 Aradu.A10 15237 p2 (AT)7 14 94289150 94289163 CACACGAAAAGAATCAAAATAATAAAA TTGATGAGATACGCCAACACA 173

Ad10A15240 Aradu.A10 15240 p3 (GTG)5 15 94293079 94293093 CACCGACAGTGAATGTGACC ATTTCCAACGACGACGATTC 172

Ad10A15241 Aradu.A10 15241 c (GT)19(GA)16 70 94293879 94293948 GGCAAATGGCCAGAAAGTAG CCCCCAGTTTTGGGTTTCTA 268

Ad10A15242 Aradu.A10 15242 p3 (TAA)9 27 94294507 94294533 TTAATTCATGATGCGCCAAA TAACTTGTGTTTGCGGCTTG 158

Ad10A15244 Aradu.A10 15244 p2 (AT)8 16 94295799 94295814 TGAAAAGAAGATTCCTTCTAAGTATCG TGCCATAGGAAATATAAAACCAA 272

Ad10A15245 Aradu.A10 15245 c (A)10tcaaaaccccgcaagggatcaattggaaacgggttcatcccaaataatggatg(A)1073 94298883 94298955 AGCAAACCTGCTAAAGCCAA ATTTTGTGCCTCACCGATTC 274

Ad10A15246 Aradu.A10 15246 c (AAGAT)6aactatcttatctccagagaggtca(AAGAT)11110 94305080 94305189 CCAATCTAAAGGCAGCCAAA TGGTGAGGAGTGACCTCTCTG 214

Ad10A15247 Aradu.A10 15247 p5 (AAGAT)5 25 94312880 94312904 CCAATCTAAAGGCAGCCAAA GTGGTGCTGATCCTTCATCC 266

Ad10A15249 Aradu.A10 15249 p3 (ACC)5 15 94333610 94333624 GCAGATTTGCGTCGTTGATA GGTGATGGAAGAGGTTGTTGA 279

Ad10A15251 Aradu.A10 15251 p3 (TGA)11 33 94350740 94350772 GGCGGTTCAGTAAAACAACAA TCCGAAGTTGAAGGAGGATG 118

Ad10A15252 Aradu.A10 15252 p2 (GA)19 38 94352522 94352559 TGGAAGAACCTTAACCGTGG GGAGAAGACGATTCACAGCC 254

Ad10A15254 Aradu.A10 15254 p3 (TTC)5 15 94355876 94355890 AGCCAAGGATTAAAGGGGAA GAAGAACAAAAATGCATCAACA 275

Ad10A15256 Aradu.A10 15256 p3 (TAT)6 18 94375798 94375815 TGACAAGATTGCAATGAGCC ACAAAATCGCCAATTCACCA 263

Ad10A15258 Aradu.A10 15258 p3 (CTG)5 15 94381883 94381897 GCTCCAACACAAGGTGATGA ATTGCCATCAACTCCAGAGG 261

Ad10A15264 Aradu.A10 15264 p3 (AGA)5 15 94399770 94399784 AGTGGTCTTGATGGGCTTTG CACCTTGACCGAAACACCTT 254

Ad10A15266 Aradu.A10 15266 p2 (AT)6 12 94412263 94412274 TAAGGCGGTCCTAAAATCCC TGTTTTGGATGAAAACTTGGTT 271

Ad10A15267 Aradu.A10 15267 p2 (CT)6 12 94414739 94414750 GGGCTAGGAATCCTTCTTGG CCCTGGCTGTTCTCCCTTAT 231

Ad10A15269 Aradu.A10 15269 p4 (TTCT)12 48 94423172 94423219 GAGTCAAGCAACGTGGACAA TCCATCCAGTCAAGCAAAGA 209

Ad10A15270 Aradu.A10 15270 p3 (GAA)6 18 94428336 94428353 TTTCCAGCCTTCTTTGAGGA CAATGATCACCCGAAGGAGT 261

Ad10A15278 Aradu.A10 15278 p3 (TTC)23 69 94485814 94485882 TTCACGCCATTTTACGTTTTT GGGAGGAAGAGGTGATGTTG 207

Ad10A15279 Aradu.A10 15279 p3 (TCT)27 81 94486547 94486627 ATTCACGCCATTTTCACGTT TCATTTTCGCGTGTTTCATC 205

Ad10A15281 Aradu.A10 15281 p3 (ATT)5 15 94494049 94494063 ATCGGATCAAATCGGATCTA TCTCTTAAGAAAACTTGGTCACATTC 237

Ad10A15282 Aradu.A10 15282 p2 (TG)9 18 94494886 94494903 GGTGGCTGCAGAGAGGTTAG CGCTAATCCCCGAAGTTCAT 196

Ad10A15285 Aradu.A10 15285 p2 (AC)6 12 94501688 94501699 AATTTTAAAGGTTTGGCCCG GTCCGGTTCTGCCAACTATG 158

Ad10A15286 Aradu.A10 15286 p2 (AT)6 12 94508358 94508369 AGATGCAGGTCGTAACCCAC GTTTGAGCCGGCTAACCATA 220

Ad10A15287 Aradu.A10 15287 p3 (ATT)21 63 94513857 94513919 AGACTCCAAAAGAGCCAAAGA TGTCCCTGGAATTTTAAACACA 261

Ad10A15290 Aradu.A10 15290 p6 (TCATCC)5 30 94530863 94530892 TGGAAGTAAGTCTGAGTTGTTTGAA CAAGCCCCCTATGCATTAAA 243
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Ad10A15292 Aradu.A10 15292 c (CAA)6(TAA)10 48 94533292 94533339 TCATCAGCGATCAAACCTAATTT TTGCTAGTTTGGATGAATGAATG 267

Ad10A15293 Aradu.A10 15293 p4 (TTTA)5 20 94537933 94537952 GACAAGTGAATCTGGCAGCA TATTTATTTTCCGCCCTCCC 129

Ad10A15295 Aradu.A10 15295 p3 (TAC)5 15 94545474 94545488 ATTTCCACCTGTTCAATCGC GGTTGATGCTGTGGAAGGTT 177

Ad10A15296 Aradu.A10 15296 p2 (TA)7 14 94550035 94550048 TTTCAGATGCAGGACGTGAG TTTCGAAGGTAATCGGTTCG 263

Ad10A15297 Aradu.A10 15297 p3 (TAT)5 15 94557479 94557493 ACTTTTTGAGCTGCGTTGGT CACCAGAAGACTCTGAGCCC 219

Ad10A15298 Aradu.A10 15298 p4 (TTAT)5 20 94562737 94562756 TTGGCCTTTCATCAAACACA GGAATTTTGGAAAGCATTGG 226

Ad10A15299 Aradu.A10 15299 p2 (AT)9 18 94578008 94578025 CATAAAACATGGCAAAATTGG TTTTGGCTTTGGATTTTGCT 254

Ad10A15303 Aradu.A10 15303 p2 (AT)6 12 94588120 94588131 TGGTAAGTCAGACGGACACG CAATTGCGATAAAGAAGCACA 279

Ad10A15309 Aradu.A10 15309 c (GA)15aagagagaa(AG)753 94599311 94599363 CCTAACGATGGCAGTAAGCTC TGGGGTTAAAATTAAAATTGTCCA 245

Ad10A15310 Aradu.A10 15310 p2 (CT)6 12 94600292 94600303 GCTTTGGGCAAAAATGAGAA GGGGAGATTTGTTTGGGTTT 183

Ad10A15311 Aradu.A10 15311 p2 (CT)6 12 94605205 94605216 AACATCTCCGACCAGACCAG GGCCCAAGCCTAACATTTTT 256

Ad10A15317 Aradu.A10 15317 p3 (GAT)5 15 94615287 94615301 ATTGCGATGGCAGATACTCC GGGCCTCCAGGTCTAAAGTC 230

Ad10A15318 Aradu.A10 15318 p2 (TA)7 14 94616151 94616164 GCGTAAAAGTATTTTGGCCATT ACGGCTTTGACGAAAACATC 179

Ad10A15319 Aradu.A10 15319 c (AT)7gcacaccccttcaccttaccttagcaaggaccaccttatatagatacttattgttgcattaatttccccaagagcaacactttttctttc(T)15119 94616371 94616489 AGCCCTCCATGTGCACTACT TTCGGGAGAGGAAATTGTTG 217

Ad10A15320 Aradu.A10 15320 p2 (AT)10 20 94617190 94617209 AGCCTAATCTTGCACCATGC CCTTCATGACCTGCTTCTCA 220

Ad10A15321 Aradu.A10 15321 p2 (TA)6 12 94617410 94617421 CCCTGCAACTTTTCTATGCC GCATGCGAATTGTGGAATAC 126

Ad10A15325 Aradu.A10 15325 p2 (AG)7 14 94621353 94621366 AGAAGAGGAAGCCTCCAAGG GGAAGCAAAAGTGAAGCAGG 259

Ad10A15327 Aradu.A10 15327 p2 (AC)6 12 94651655 94651666 CATCCACACACCCTAGAGCA TTCAACCCCCTTCATTACCA 205

Ad10A15329 Aradu.A10 15329 p2 (AT)10 20 94659934 94659953 GGATGGTTGCAATATCCATGA TCCCCTCTCATTACAGCCAC 256

Ad10A15332 Aradu.A10 15332 p3 (TAT)8 24 94662707 94662730 CAACGACAAAAGTGGCCATA CAATCATTATTACCGAATGCACA 205

Ad10A15333 Aradu.A10 15333 p2 (AT)9 18 94663237 94663254 GCACAAAACGTTCACACAAAA TAAGTTGCTTGATGGTGGCA 213

Ad10A15335 Aradu.A10 15335 p2 (CT)15 30 94670664 94670693 TGGCGAGAAATCACAACAAA AGGGAGAGAGTGGAAGGGTG 256

Ad10A15336 Aradu.A10 15336 p3 (TAT)5 15 94671206 94671220 TGATTTGAAAGCTTGAGTAATTAAAAA GAGTTTTGTGTATGAAATTGGGG 268

Ad10A15338 Aradu.A10 15338 p2 (TC)13 26 94682904 94682929 CCACACCACCACCTAATTCC GCAGGAAGTCGCTAGACTGG 231

Ad10A15341 Aradu.A10 15341 c (ACA)5gtaataaaaaatggacaatgaagatgaatcgcgcg(A)1060 94701404 94701463 CCTCCTCATCTTCTGCTGCT TTCTTCTTTGCGTTTCTCTTCC 220

Ad10A15343 Aradu.A10 15343 p3 (CAT)13 39 94707301 94707339 GCCCCACTTTTTCTCCATTT TGGGGGAAGAGTTTTCTCAA 267

Ad10A15344 Aradu.A10 15344 c (TA)8ataaataaatttccttctcttttttctcatcaaaggctgca(T)10ccaattgggagggaggaagagttgaaacttgaaaagttgaagctttcatcatgtgtagaaactggaaagaaccttaaacacaaccatc(T)11166 94709311 94709476 TGAACTTGAACCTTGTTATGGC AAGAATAATCCATTTTGCTCGTG 245

Ad10A15346 Aradu.A10 15346 p2 (AT)6 12 94713133 94713144 GACATGTCACACCCGGTTTA AAATTGCTACATGCACAAAATAAAA 216

Ad10A15349 Aradu.A10 15349 p2 (TA)6 12 94714845 94714856 AGGCCCTTGAACTCGCTAAT AACACATGTCCTCCTTAGAGCA 200

Ad10A15352 Aradu.A10 15352 p2 (CT)6 12 94718314 94718325 TAGAAGGCGGTGATGGAGTC CGAGAGAGGAGATGCAAAGG 218

Ad10A15353 Aradu.A10 15353 p4 (TTTA)5 20 94719195 94719214 CATGTTCTTATGGTGGGGTG GGGATGTTACATTCTAGCTCATCC 234

Ad10A15354 Aradu.A10 15354 p2 (AG)6 12 94726523 94726534 GAGGGTTTGGTGCGTGTATT ATCCCACAGGATCCCTACCT 228

Ad10A15355 Aradu.A10 15355 p2 (AT)6 12 94733847 94733858 TTATTGATCTTTGGCCTCCA TCAACTTGTTATGCATGTGATCTG 185

Ad10A15360 Aradu.A10 15360 p2 (TA)7 14 94757683 94757696 CAAAAGCTGAAGCAAGGAGG CAGGCTGAATGACTTGCTCA 223
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Ad10A15361 Aradu.A10 15361 p3 (TTA)13 39 94758273 94758311 CAAAGAAAGCAAGGTCTTCCA AGCAAAGTGTTTGGAGTTGAAA 275

Ad10A15364 Aradu.A10 15364 p3 (TTA)6 18 94762009 94762026 AAGTATAAGAGAAATGCCATGTTTAGA TCGCTAAAACTTTTTAATGACAGTTAC 262

Ad10A15374 Aradu.A10 15374 p2 (TC)25 50 94777203 94777252 AGGGATCTGCAAAATCATCG AGACAATGACGATGGAAGGG 257

Ad10A15377 Aradu.A10 15377 p2 (AG)6 12 94779632 94779643 AAGACAAAGAGAATGTGCGCT CCAACCCCTCAACTATGGTC 220

Ad10A15380 Aradu.A10 15380 p2 (AT)10 20 94786775 94786794 TCCTAACATCGCAGCTTGAA TCCCAATCAAAATAATAAAAGAAAA 237

Ad10A15381 Aradu.A10 15381 p3 (TCC)5 15 94790609 94790623 GGAGGGGAAAATGAAAGAAAA TGAACAAAGGAGTGGGTGAA 270

Ad10A15382 Aradu.A10 15382 p2 (TA)6 12 94800654 94800665 AGCCGGATCTTGAGTCTTGA AAGGGGTAAACAAAAACCGC 137

Ad10A15383 Aradu.A10 15383 p2 (AT)11 22 94804870 94804891 TGCTTTTAATCTCATTTGTCCA AAAAATAACATTCAGATTTGTGCG 273

Ad10A15384 Aradu.A10 15384 p2 (GA)7 14 94805333 94805346 TGACAACGTCCGGACTCATA TGCCGAGTCCCTTTTCTCTA 128

Ad10A15387 Aradu.A10 15387 c (AT)6aatagtcttcattggatgaagattaatagatctcatttataaaat(TA)669 94807903 94807971 TTTAGAGATTTATCATTGTGATTGTGA CCATTAGGAATTCTCAAAGTGAGTC 235

Ad10A15389 Aradu.A10 15389 p2 (CT)7 14 94820281 94820294 AAATTTTAAGCCGACCCGAC CACCTAGTCAAGAAGGGGCA 257

Ad10A15392 Aradu.A10 15392 p4 (ATTT)5 20 94834019 94834038 TGTTCCATACTTCCATGTGCC AACCGGGAGTTATCCGTCAT 171

Ad10A15394 Aradu.A10 15394 p3 (AAT)5 15 94841380 94841394 TAGCGCGAGTAGGAGAAGGA TCGCTATCGATTTTTATTGTCG 266

Ad10A15395 Aradu.A10 15395 p2 (TA)6 12 94842009 94842020 CCCAACAACATGGACTTTCC CAAATTGATCTGAGCATGAGC 215

Ad10A15398 Aradu.A10 15398 p2 (TA)6 12 94846151 94846162 TGAGGATCATGTTGTCTGGG GTGCAAGAAAACCACACGAA 280

Ad10A15403 Aradu.A10 15403 p4 (TACA)6 24 94879425 94879448 AGCCTTTAAATCGAAGCCGT AAGGAGTTTCTTTTGCGCTT 266

Ad10A15405 Aradu.A10 15405 p2 (CT)6 12 94896967 94896978 ACCCACAGGATCACCTCAAG AGAGAGAATGGGGTTCGGTT 248

Ad10A15406 Aradu.A10 15406 p3 (TCT)6 18 94897261 94897278 AACCGAACCCCATTCTCTCT CACCCTCGAGCAAAGAAAAG 168

Ad10A15407 Aradu.A10 15407 c (A)17gttcgtcatccaaaaagctttcacttgaatcattccccaaagacctaacttttgattttagggccgctcc(T)1097 94902123 94902219 CCTTTGAACTTGAACCCTGG ATCCTAGCCGAGAGCAACAA 254

Ad10A15408 Aradu.A10 15408 p3 (AAT)23 69 94907577 94907645 TCGGAAACTACTAATCAACTTATTGAC CGGATCAATTTTTGGTTAAACT 265

Ad10A15409 Aradu.A10 15409 p2 (AG)10 20 94908224 94908243 TGCAGACATAGAGGTGGACG CGTGAATGCTCTCTCCCTTC 150

Ad10A15410 Aradu.A10 15410 p3 (AAG)7 21 94917553 94917573 TTGCCTTCCCTTTCCTCTTT CTTAACCTTGGCCAAAACCA 198

Ad10A15412 Aradu.A10 15412 p3 (ACC)5 15 94933412 94933426 CATCATCTTTACCACCGCCT GGATCGATGCATCCTATGGT 277

Ad10A15414 Aradu.A10 15414 p2 (AC)10 20 94945370 94945389 GGAGAGAGGGAGAGGGAGAA CCAAGAAACATGAAAGGCTTG 206

Ad10A15416 Aradu.A10 15416 c (CT)22(CA)15 74 94946940 94947013 GGGATGTAGGGGCCTTTTAT TGTTCATCATGGTTTGCGTT 199

Ad10A15417 Aradu.A10 15417 p2 (AT)8 16 94955495 94955510 CTCCACCTGAAATACACCCAA CAGCATAAATAAACCGACGGA 257

Ad10A15420 Aradu.A10 15420 c (T)11cttttaatcttctttttcccattattttacgccc(T)1055 94960965 94961019 GGTGATGCACCCTCAAACTT CCTGATGGACAGCAACACTG 276

Ad10A15426 Aradu.A10 15426 p3 (AAT)9 27 94976170 94976196 TCCTCCGTCCAAAAATAAAA TGGTTTCAACCTTGAGTTTCTTG 280

Ad10A15428 Aradu.A10 15428 p2 (CT)12 24 94991141 94991164 TGGTGATTTGAAGAGGAGGG CAAATTTTGGACCAACAGGC 183

Ad10A15429 Aradu.A10 15429 p3 (TAA)5 15 94993416 94993430 TTTGAAAATCCTAAATTCTAGCCC AGAGAGAAGCGAAGTGGTGG 240

Ad10A15430 Aradu.A10 15430 p2 (CT)9 18 94993625 94993642 CCACCACTTCGCTTCTCTCT CCTTGCCACTGATTCCTCAT 235

Ad10A15431 Aradu.A10 15431 p3 (GAA)6 18 94994355 94994372 TTGGGTGATGGTGAAGATGA CAGCAGGTGCAGTTTTTGAA 235

Ad10A15433 Aradu.A10 15433 p3 (CTT)5 15 94999453 94999467 TAGAGGTGACGACGGAAGTG GCTCATGTGAAAGGAGAGGG 100

Ad10A15437 Aradu.A10 15437 p3 (TTA)14 42 95001449 95001490 CAAAACCCCAAACTTAAAGGAA TGGACTCATCTGCAAACTAATAAAA 276
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Ad10A15439 Aradu.A10 15439 p4 (AAAT)6 24 95003664 95003687 ATCGGATCGGATTGTGGAT TCAGATATATCCGCAAAACACA 280

Ad10A15442 Aradu.A10 15442 p2 (TC)8 16 95016813 95016828 ACTCTAAATTCGAAGCGCGA CAGAGAGGATCGGAGCTGAC 212

Ad10A15445 Aradu.A10 15445 p3 (GAA)5 15 95027646 95027660 AACAGGCTTGTGAACTTGGG GGTCCGATTTGGTTGTGAGT 171

Ad10A15446 Aradu.A10 15446 c (A)10tgagccgtctaataacgtatgttttaactcaaattacgttttc(T)1063 95028428 95028490 GGTCGAAACTTACCCGACAA GAATTCTACGGGTATCAAACTAACA 232

Ad10A15450 Aradu.A10 15450 c (AT)6aatattataaaaaaataattttatttttatataatacaaaagaaaattatatattttttatatatatattatatagtaagatgatgacaag(GA)6115 95042025 95042139 TTGTTTTCCAATTCTTCGGC CAAATTAAGCCGTTACAGTTAGCC 271

Ad10A15454 Aradu.A10 15454 p2 (CA)6 12 95050483 95050494 GTTGTTGTTCTCCGGCTGTT ATGATCTTCCTGAGCGTTGC 238

Ad10A15458 Aradu.A10 15458 c (T)10atttctctcattattaatagttcatgacctttta(T)1357 95060327 95060383 TTCTCATATAATTCATGCCACAAA TATTGGCCAGCAATAGACCC 214

Ad10A15460 Aradu.A10 15460 c (TA)11ttttagcttgattatattt(A)1253 95061410 95061462 TGCAAACTTCTCACATGCATAA CAAAGATGTTGCAATCAAGGG 275

Ad10A15461 Aradu.A10 15461 p3 (ACC)5 15 95062334 95062348 TGCCATGACCTAGTCCTCCT GATTGGTCATGGTGGAGGTT 236

Ad10A15462 Aradu.A10 15462 p3 (CTT)5 15 95062962 95062976 CAAGTTTCCTTGCATCAGCA TGGCAGTTGCGTAATTTTGA 270

Ad10A15463 Aradu.A10 15463 p2 (TA)6 12 95063309 95063320 TTGACTTTCGCCATTTCAGA GAATTTGGTTTTGGTGGTGC 274

Ad10A15466 Aradu.A10 15466 p3 (AAT)6 18 95089748 95089765 GCTTGAGAAAGACACTGCCA TCAGAGGGTTTCCATCGGTA 203

Ad10A15472 Aradu.A10 15472 p3 (ATA)25 75 95130178 95130252 GCATTGCAAACCAATCTGAA TGTCCTTGAGGAACTCATCG 270

Ad10A15474 Aradu.A10 15474 p3 (AGG)5 15 95152050 95152064 AAATTTGGAGGCACAAGTGG ATGAGGTGTTCCTCACTGGG 177

Ad10A15475 Aradu.A10 15475 p2 (TA)6 12 95171920 95171931 GGGGTAAACAAAAATCGCAA TCTGTGTCCCTTTGGGTTTC 218

Ad10A15486 Aradu.A10 15486 p3 (CCA)6 18 95216949 95216966 GCAGCTGCAACTTTTTAGGG CTGCAAGGAAAGCCAAGAAC 268

Ad10A15491 Aradu.A10 15491 p3 (TCC)9 27 95239723 95239749 TCTTCGTCGTCATCACCG GAGGAATTGAAAGCGAAAGC 203

Ad10A15496 Aradu.A10 15496 p2 (TA)6 12 95254259 95254270 TCAGGGAAAAGTGGAGCTGT TTTTGACATTTTCGTGGGAG 278

Ad10A15500 Aradu.A10 15500 p3 (TGT)7 21 95262780 95262800 AATGGTTCAGCCCAACAAAG TTTTTGTGCAGGAGAATGGG 243

Ad10A15502 Aradu.A10 15502 p3 (AAT)6 18 95270602 95270619 TCTAAGCTAGGCGAAGCACC TGATAAACAAATACTTTGATCTTCCAA 271

Ad10A15503 Aradu.A10 15503 p5 (TCTTA)5 25 95272796 95272820 TTGGGGTGGTTGAAAATCAT AAAGTGTTCGTGGGACCTTG 270

Ad10A15504 Aradu.A10 15504 p5 (TTATC)5 25 95273831 95273855 GCCTACAAATTCAGCCCAAC TGGTTTCTCTCACTGTATCCGA 275

Ad10A15505 Aradu.A10 15505 p3 (TTA)17 51 95290380 95290430 GGTGAAAATTAATCTAGCGCAAA GGTGAATGAATGATGCGAGA 250

Ad10A15509 Aradu.A10 15509 p3 (TTA)5 15 95297970 95297984 CCCACACCCTGTTTTTCATT CCTCGTTACTCGTGACCGTT 277

Ad10A15510 Aradu.A10 15510 c (AG)6ta(AG)6 26 95298417 95298442 CATTCAAGATCCGACTCCGT ACCCCTCCAGCTTCTTCACT 183

Ad10A15511 Aradu.A10 15511 p3 (ATT)20 60 95304320 95304379 AACATGCATCTCCATGCTTC TGGCACAGTAAATTCGACAA 170

Ad10A15517 Aradu.A10 15517 p2 (AG)7 14 95323017 95323030 GACAATAGCGGAAACGGGTA AACGTTGCATTTTGGTGACA 158

Ad10A15523 Aradu.A10 15523 c (T)10ctaatgaatata(T)1032 95334786 95334817 GGAGACTTGTTCCACCATGC GGTTTGGCTCATGATCGAGT 276

Ad10A15528 Aradu.A10 15528 p2 (AT)8 16 95348533 95348548 ATAAAAATCAGGAGACATTAATCATTT ATTGCTACCGACCTACCGTG 267

Ad10A15529 Aradu.A10 15529 p2 (AT)6 12 95348891 95348902 CACGGTAGGTCGGTAGCAAT GCCATGTTCTAAATATGATAAGGTGA 259

Ad10A15532 Aradu.A10 15532 p3 (TGG)6 18 95363201 95363218 GAAAAGATGGAGGGAGTTACCA AAGAGCAGAAAAAGGTGCAGA 244

Ad10A15534 Aradu.A10 15534 p2 (TA)8 16 95367095 95367110 CAAAGCTTCCAACTCGGTTC GGACTCAGGGGCGTATTTTT 129

Ad10A15536 Aradu.A10 15536 p4 (ATTT)6 24 95372186 95372209 ATCCATGTGGGAGAAGGACA TGAGTAATAAAACAAATGGATCTTTGA 213

Ad10A15539 Aradu.A10 15539 p3 (AAT)6 18 95375586 95375603 GCACCACTTCTGCCTAGGAT CGGTCCGATTTTTAAAACCAT 266
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Ad10A15540 Aradu.A10 15540 p2 (AC)8 16 95382149 95382164 TGGGTCAAACGGGATAAAAA ACAAGGAATGCGTAGCCACT 249

Ad10A15541 Aradu.A10 15541 c (A)14gaaattacctaatgttaggttgcctcccaacaagcgcttgtttaacgtcactagcttgacggttggttcttggatt(TTC)6108 95391513 95391620 CCATTGAAATGCAAGCATCA GGGGGTTGATTTTTGGTGTA 256

Ad10A15542 Aradu.A10 15542 p3 (AAT)8 24 95396099 95396122 GGTGGTGACAAGAAGAGTTGG TGCTCTAAATATCATGCCATATCC 275

Ad10A15548 Aradu.A10 15548 p2 (AT)6 12 95403390 95403401 TATTAACCCCTCCCCCAAAG TTGGCTCATTGGTGAATCAT 268

Ad10A15549 Aradu.A10 15549 p3 (ACA)12 36 95404214 95404249 GAAATGGAGAAGGATTGCCA TGCTTTTACTGCTGGTGCTG 104

Ad10A15550 Aradu.A10 15550 p4 (ATAG)6 24 95404664 95404687 GATGGGGTACTGCTCCTTCA AAAATATAGCCGAACCCCCA 280

Ad10A15551 Aradu.A10 15551 p3 (GAA)6 18 95408194 95408211 CTGAAGTGGCTTCGTGTGAA GAAGCGAAGCTCAAAACCAC 149

Ad10A15553 Aradu.A10 15553 p4 (AACT)6 24 95412137 95412160 CCAGCAGCAAAATCTCAACA CTCTTCTTTCCCCCTCCAAC 161

Ad10A15554 Aradu.A10 15554 p4 (AAAT)5 20 95447866 95447885 TGAATTCCAAGACCCAAGATG GATGCAACATTGTCATTGGC 161

Ad10A15556 Aradu.A10 15556 p3 (ATA)6 18 95452989 95453006 TATCCGGCCAGGTTAACAAC CTTTTTGAAGGCGCAGTGTA 273

Ad10A15563 Aradu.A10 15563 p3 (ATT)6 18 95463385 95463402 CTTTTTGAAGGCGCAGTGTA TATCCGGCCAGGTTAACAAC 273

Ad10A15565 Aradu.A10 15565 p4 (ATTT)5 20 95468510 95468529 GATGCAACATTGTCATTGGC TGAATTCCAAGACCCAAGATG 161

Ad10A15566 Aradu.A10 15566 p2 (CA)6 12 95472106 95472117 TCCTACAAAACCAAGCCCAC GCTATAAGTGGGTTCGCAGC 272

Ad10A15568 Aradu.A10 15568 p2 (GA)8 16 95484573 95484588 ACAAAAACTGTTGATCCGGC CTTTCTTCAGCGCCTTATGC 160

Ad10A15579 Aradu.A10 15579 p2 (AG)25 50 95535514 95535563 TGGGAAACCGGTATATTGGA TTTCACACGGAAAGTGAAACC 148

Ad10A15580 Aradu.A10 15580 c (TCT)5tcctcttcctcttcctcttcttctcttcttcttcctcttcg(TCTTCC)7(TCT)13137 95536559 95536695 CGCGCACTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 266

Ad10A15582 Aradu.A10 15582 c* (AAG)7(GAAGAG)5*47 95537778 95537824 GAGAAAGAGAAGGCAAGAAACG TCTTCTTTCTCCGTGCTTCC 226

Ad10A15587 Aradu.A10 15587 p4 (AATT)5 20 95561781 95561800 GAAGAGGTGCGTAATCTAATCCA GAGAATTATCGAACATTGCCCT 253

Ad10A15590 Aradu.A10 15590 c (T)10cttctctcttctttacaaaaattttcatagaagagtattatttctctacaggtaaatttattatttcatatttaacatt(TTA)9116 95563471 95563586 TATTTATTTGCACGTCCCCC GAAACAAAATAGCACGGCTCA 180

Ad10A15592 Aradu.A10 15592 p3 (TAT)5 15 95567990 95568004 GGAGTAAGTGAGCAACCACTGA TTTTAAATTTTGTATGTTTCGCAT 206

Ad10A15598 Aradu.A10 15598 p3 (GGA)7 21 95583148 95583168 CGACAGCCCTGTTATCCATT AAAGCTTCCACTGCCGAGTA 164

Ad10A15607 Aradu.A10 15607 p3 (GTG)6 18 95622858 95622875 CGTCATCTGCATCTGCTTTC AACACCAACCAACACCAACA 231

Ad10A15608 Aradu.A10 15608 c (TGG)6tgttggtgttgatggtggttgtggtggtaatgttggtggcagtggaggtggtggagtgagaaaggtgaagagaaga(ATG)5109 95622983 95623091 GTTGGTGTTGGTTGGTGTTG TTCGTCCCTAATGTCTTGGG 280

Ad10A15609 Aradu.A10 15609 p3 (TAT)6 18 95623338 95623355 CCCAAGACATTAGGGACGAA TGTGTGAAGTTTTTCGGTGC 203

Ad10A15611 Aradu.A10 15611 p2 (GC)6 12 95624449 95624460 AACACAAGGAAGGAACGCAC CAACTGAAACGAACCGAACA 233

Ad10A15614 Aradu.A10 15614 p2 (TA)6 12 95632101 95632112 TTGCTGATGCGGCAATATAC TACACTGCAAGGGCAAACAG 201

Ad10A15615 Aradu.A10 15615 c (T)11ggactctgacccgtcttaatacc(A)1044 95635265 95635308 ATGAACAAGGGGCATCTCTG GGAAGAAAGAAAAGGAAAAACCA 173

Ad10A15619 Aradu.A10 15619 p2 (TC)6 12 95645230 95645241 GCAGGACAGCATGACATGAG CCAAATTCTTGGTGCCAAAT 271

Ad10A15620 Aradu.A10 15620 p2 (TC)10 20 95645695 95645714 CTGAGAGTGAGGGTGGTGGT TTGGCCGAAAATTAAAATCG 267

Ad10A15628 Aradu.A10 15628 c (TG)7tag(AT)7 31 95662044 95662074 TTAGCACCTCATGATCGCAC TCCCCTTGTCGTTTATTGTTTT 279

Ad10A15629 Aradu.A10 15629 p3 (AAC)5 15 95663671 95663685 AGCTGGGATGTTCTTCATGG AGCAGCTCGGTCAGAAAGTT 226

Ad10A15630 Aradu.A10 15630 p3 (AAT)17 51 95664308 95664358 TTTCTTCCTTTTCCTAATGGCA TCGAGCATTTAGCTCGGTTT 251

Ad10A15632 Aradu.A10 15632 p3 (TCG)6 18 95711213 95711230 AAGACTTGAATTGCGGGGTA TGGGATCGGAAAGTTTCAAG 133

Ad10A15636 Aradu.A10 15636 p2 (CA)7 14 95717861 95717874 TAGCCTGCATCTTGCATGTC GGAAGGGTATACATGGGCAA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A15639 Aradu.A10 15639 c (A)10gaaagagtatatactttgaagtctataaagtaacacttaagcaaagt(A)1168 95732941 95733008 AGGAAGAGTACGCACCTTGAA GGGACAAAGACACAGAAGACAA 255

Ad10A15640 Aradu.A10 15640 p2 (AG)6 12 95740267 95740278 AGAGGACACAACGAACCGAC TTCTCCAAACCCTCTTCGTG 248

Ad10A15645 Aradu.A10 15645 p2 (GT)7 14 95770127 95770140 TGCAAGTTTCCTTGTCAGAAGA GAGAAGGCATGTCCTGGTGT 225

Ad10A15655 Aradu.A10 15655 p2 (TC)6 12 95787856 95787867 ATCAAAGGCTCGGAGATTGA TGAGTATTTGGCCCCATTTT 278

Ad10A15656 Aradu.A10 15656 p2 (TA)6 12 95798986 95798997 TCAAATGCAAATCTCTCTCTCTTT CAAAATATAAACGAAAACAAAAATCTC 278

Ad10A15657 Aradu.A10 15657 p5 (CTCAA)5 25 95799318 95799342 GCATGAGAAAGCCTGACCAT CCCAGGGAAGGAGAAGACTC 271

Ad10A15660 Aradu.A10 15660 p2 (GA)15 30 95805121 95805150 CATCGCAATCAATGTTGAGG CAAGTTTGGTATCGATGTGACAA 268

Ad10A15661 Aradu.A10 15661 c (AAG)6gc(A)12 32 95809303 95809334 GTGGTGTTGATGACGACGAT CCACATACAAGCACTTTTCCA 134

Ad10A15662 Aradu.A10 15662 p3 (ATA)5 15 95815862 95815876 CCATGTGAAATGATGGTGGA CGGCCTCACGAATAAACAAT 270

Ad10A15663 Aradu.A10 15663 p3 (ATT)5 15 95817326 95817340 TGTAACATGCATAAGTAGACCAACTA CTAACGATGCCATTCAGCAA 277

Ad10A15664 Aradu.A10 15664 p2 (AG)6 12 95819669 95819680 TTTGTGCAAGCAAATGGTACA GCGCTGAAATATCTTTGCCT 160

Ad10A15668 Aradu.A10 15668 p3 (ATC)6 18 95885535 95885552 TCGGCACAGCAGAAGTCTTA GATGATGGAGCTCAGGGGTA 254

Ad10A15669 Aradu.A10 15669 c (AT)13c(TG)26 79 95887581 95887659 CCCAACACTTTTGCATTTCA TGCAAGCAATAAGAGTACAAGTTCA 276

Ad10A15674 Aradu.A10 15674 p3 (CTC)7 21 95909045 95909065 CAAAAAGTCCAAGAGGCCAA AAGGAGGAATCCCCAGAAGA 239

Ad10A15679 Aradu.A10 15679 p2 (TA)7 14 95922966 95922979 GAAGACTCAAGCATTAAAATAATTAGC ATGCCCATTTTCCACAAGTC 270

Ad10A15681 Aradu.A10 15681 p3 (AGA)5 15 95960966 95960980 TGACTCAGAGGTGGGAGCTT CCAATACCACCCACATAGCC 237

Ad10A15683 Aradu.A10 15683 p2 (TA)11 22 95974784 95974805 CAAGCTCAACCCCTACAAGC AGTCGGTGTTTTTGGGTGAC 280

Ad10A15684 Aradu.A10 15684 p2 (AT)13 26 95986440 95986465 GCCGCCAACCTATCAAATAC TGGACAACCTACCATGAGCA 249

Ad10A15687 Aradu.A10 15687 c (GA)19aattatatgccctatccatgcttcagtttaaatgggt(AG)687 95992824 95992910 TGCCCTATCCATGCTTCAAT GTAGGACTGCCCGGTGTATC 254

Ad10A15690 Aradu.A10 15690 p2 (TA)7 14 96002671 96002684 TGGTGGGTCAGTTTTGAGGT TGGAACAATTAGCTGAAACGG 217

Ad10A15694 Aradu.A10 15694 c (TC)6cctttccctttttctccccctccctcctatttgtcttcctctctctctccccttctcttcca(TC)1298 96010280 96010377 GCTTCGTTCCTTTTTCTTTCTTA GGAGAGAGGGAGAGAGATACAGA 279

Ad10A15695 Aradu.A10 15695 c (GA)9aagagagaaaaaaaagagagagagatagaaagagaggggagggggagagagaggaaggaaagtggg(GA)7aagagagagaaaagggaaaagaaaggagaaaaggagagagataagagagagagaaagagataagaga(GAG)6183 96010738 96010920 GGAAGAGCGAGAAAGAAAGAAA TCCCTCTCTCCCCTCCTCTA 242

Ad10A15696 Aradu.A10 15696 c (GA)8aggtgaggggg(GA)1047 96011189 96011235 AGGAGAGCAAAGGCAAAGGA TCTCTCTTCTCCCCTCTCCC 167

Ad10A15698 Aradu.A10 15698 p2 (GT)10 20 96024417 96024436 TGCACATAGTGCCATCACCT GAAAAGGTCTTCATGCACGTACT 247

Ad10A15699 Aradu.A10 15699 p3 (AAT)17 51 96025456 96025506 CCAGACCCGGATACAAAGAA CGGTCTTTCTTCAAAAGGCA 243

Ad10A15703 Aradu.A10 15703 p3 (CTT)5 15 96043584 96043598 ATAACGCATGCTGCTTACCC CACTGCTGCTGTGGAGCTTA 173

Ad10A15707 Aradu.A10 15707 p2 (AT)6 12 96064070 96064081 ATAAATCGCTCCCCCAAAAT GTCGCAACTGAACGTCAGAG 274

Ad10A15708 Aradu.A10 15708 p2 (AT)7 14 96066776 96066789 ATGGGGGAGGTTTAGGTGTC CCGAAGCCATAAAGAAACCA 244

Ad10A15709 Aradu.A10 15709 p2 (TA)11 22 96066891 96066912 ATGGGGGAGGTTTAGGTGTC CCGAAGCCATAAAGAAACCA 244

Ad10A15717 Aradu.A10 15717 p2 (AG)25 50 96102244 96102293 GCCTTTGAGCACAATGAACC CCTCGATGCCGTTTTGTAAT 264

Ad10A15722 Aradu.A10 15722 p3 (GTT)5 15 96114222 96114236 TGTTTTCTCAAGGGGGAATG CCAGAACCTTTCCAAACTGC 219

Ad10A15724 Aradu.A10 15724 p2 (AT)12 24 96123274 96123297 CGTAGGCACGAACAGAACAA AACTCCGCAGGCTGTGACTA 120

Ad10A15726 Aradu.A10 15726 p4 (TTTA)6 24 96143874 96143897 TTCTTCCCTTCTCCCTCGTT TTTTACAAAAATTACATTACTATCCCC 252

Ad10A15728 Aradu.A10 15728 p3 (ATA)7 21 96144763 96144783 TGAATTTGTTTATGTGTTGTCATCAG TTTGACGCATATTTGAATTTTGTT 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A15729 Aradu.A10 15729 p2 (AG)7 14 96146863 96146876 GTGATATGTGGCTTCGGCTT CTCTGCCCTCCACGTGTATC 178

Ad10A15730 Aradu.A10 15730 p3 (TCA)6 18 96147937 96147954 TTGGCTGCTTGAGGAACTCT CCAAAAGAGAGCAACAAGGG 217

Ad10A15741 Aradu.A10 15741 p2 (CA)6 12 96204183 96204194 TCTTCAACAGTGCCGTCAAC ATGCAATGCAATCATCCAGA 220

Ad10A15742 Aradu.A10 15742 c (AAATA)5agaaatagacctaaaagtttcaaaaataagtcagaaaaaatcagactactaattcgaaaactaaacaataaagaacactaatattttcaaaaatt(A)10130 96207128 96207257 TCATGGTGAGCTTCGTCTTG TTAAGTTTGGCGTCCCGTAA 257

Ad10A15743 Aradu.A10 15743 p2 (TA)8 16 96211514 96211529 GGTGCGGTGAGAAAGAAGAG ACAAAATTCTTTTCGGTGCG 265

Ad10A15745 Aradu.A10 15745 p2 (TA)7 14 96214173 96214186 TCGCAGGTCAAAGGAAACTC GAACCTCCTCTCGTGCATGT 255

Ad10A15747 Aradu.A10 15747 c (AAAAT)5tttatttatttggcctgcaaggtc(T)1261 96219876 96219936 AAAATGCAATGAAGGGTGAGA GGTGCACTAGAGTTGGGTCC 191

Ad10A15751 Aradu.A10 15751 p3 (TCA)5 15 96229561 96229575 AAGCCTTGCAATCCATTCAT GATCCCACTTCCAAGGCTATT 278

Ad10A15752 Aradu.A10 15752 p3 (GGT)10 30 96229905 96229934 GCTGCTCTTGCTCTTGGTCT TAACACCACTGCAACCCAAA 240

Ad10A15753 Aradu.A10 15753 p3 (TTA)6 18 96235853 96235870 TTTGCGAATTTGAGTCTCCTT CATATATCACTTTAAGACTTAGCCACA 237

Ad10A15760 Aradu.A10 15760 p2 (TC)8 16 96334959 96334974 CAAGCATCAGTCTGGCGTTA GGGAGAGAGGTTTGGGTTTC 274

Ad10A15766 Aradu.A10 15766 p2 (GA)18 36 96353441 96353476 GGAGGAGGTTGAGATGGTGA TTTCACAAAATGAAACACACACA 182

Ad10A15767 Aradu.A10 15767 p2 (AG)11 22 96356030 96356051 AATTGAACCAGGCCAAAATG GTTGCACATGGTATGACGGT 173

Ad10A15768 Aradu.A10 15768 p2 (TA)7 14 96369601 96369614 TTTTGTTTTTAGAGGGTAGGACTTG CTTTTAGCACCTCTGCCACC 242

Ad10A15770 Aradu.A10 15770 p3 (TTC)5 15 96371989 96372003 TCATTCAGGCGACCATGTTA AGTCAGCGATTTGTATGCCA 273

Ad10A15774 Aradu.A10 15774 p3 (AAT)8 24 96390057 96390080 TAACATCCGTTCTTTCGTGC TGAATTAAGCAATAATTGGAACTGA 263

Ad10A15776 Aradu.A10 15776 c (AT)7gtatatatatacatac(AT)744 96394634 96394677 ATTCAGCCTGCGAAGCTAAG GTCTGGATCTTGGGAAGCAA 272

Ad10A15780 Aradu.A10 15780 p3 (AAG)5 15 96421600 96421614 TGCCTTGGAAAAGAAGGAGA GAAGCAACTTTCTTGAGCCG 201

Ad10A15784 Aradu.A10 15784 p3 (TGT)5 15 96428722 96428736 TGTTGTTGTTAGACGTGTAGTTGAA CTACAGCCAAAAACACAAAACTAA 178

Ad10A15785 Aradu.A10 15785 p2 (CT)6 12 96437527 96437538 ATTTCTCCTGCCGAGTTCCT GGGCTCATAGCAAAGGTGAC 128

Ad10A15788 Aradu.A10 15788 c (ATATAC)5atatatannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TA)787 96444660 96444746 ACGATGCGCTACGACCTCTA GCGCTATTCTCGTCTGGTTT 249

Ad10A15790 Aradu.A10 15790 p2 (TA)7 14 96471109 96471122 CGAGTTCGGAGCTTGCTATC CAATGCCAAATTTCTTACCAGTC 204

Ad10A15793 Aradu.A10 15793 c (AT)6acaccatatatacacatacttgaccttatgtttattctagataaaacc(A)1272 96478590 96478661 CATTCTACATGCCACATGCC GCTGTGTCAAAGATGCATGG 158

Ad10A15795 Aradu.A10 15795 p3 (AAT)5 15 96483072 96483086 TAAACGCAACGTAACCACCA CGACATGAAAGACATCGAGC 175

Ad10A15799 Aradu.A10 15799 c (TCT)6tca(TTC)7 42 96488239 96488280 ACGTCGTAGCCTCTCCTCAA CCAGATCAGACGAGGGAGAA 145

Ad10A15800 Aradu.A10 15800 p2 (CT)13 26 96490706 96490731 TTGCACCTGAAAGTATCCGA CCAAAAATTCAAAAAGCTGCTC 231

Ad10A15801 Aradu.A10 15801 p3 (CCA)6 18 96492013 96492030 TTGCTTGTTGTTATCACCGC CCCTACCTTAACCCCACCAT 119

Ad10A15803 Aradu.A10 15803 c (A)10gaggtatctggaaaaataaaaataaatgtattatttttttcttttaatttaattctttccatatcccacgttttaaaatcaaatt(A)14109 96506517 96506625 CCAGCGTGTGAACTTTTAGG GCTCCATGCATGTTTTGTTTT 280

Ad10A15807 Aradu.A10 15807 p3 (AAC)6 18 96519141 96519158 TGTGCGAACTTGCACTATCC GAAGATGGACAAGGGGTGAA 254

Ad10A15808 Aradu.A10 15808 p4 (AAAT)6 24 96523188 96523211 TTTGATCAGAATCTCGTGCTG AGGCAAAAACACACAGCAAT 278

Ad10A15810 Aradu.A10 15810 p3 (ACC)7 21 96524984 96525004 TCCCCACTAACCACTCCATC GGAAACTGCAGGAACGAAAA 199

Ad10A15811 Aradu.A10 15811 p3 (TCC)7 21 96531264 96531284 TTGCATCGAGATTCAACGTG TGGCAAGCAGATGTTGAAAG 252

Ad10A15816 Aradu.A10 15816 c (A)10gaatggaagagcaacagaaaagcac(A)1045 96540915 96540959 AGGAACATGCGGAATTCAAA CAGCAATTCGGATTTTGTGG 239

Ad10A15819 Aradu.A10 15819 p2 (CT)6 12 96547492 96547503 CAGCAGTCTGGCGTTAAACA GGAAGAGGGATGGAGGTGAT 239
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Ad10A15820 Aradu.A10 15820 p2 (TA)8 16 96554727 96554742 AGGGAAGATGATGGTGAACG AGGATATAGCACCTGGCACG 276

Ad10A15821 Aradu.A10 15821 p3 (ATT)15 45 96555773 96555817 GGTGAATAATGATGTTTTGAAATCC TTCAACATTTTTCTCCGTCAGA 246

Ad10A15823 Aradu.A10 15823 p2 (TA)6 12 96574449 96574460 CCGATTTGAAAAAGGGAACA TGCCCAAGATGAGAAAAAGG 275

Ad10A15824 Aradu.A10 15824 p3 (CCT)5 15 96575476 96575490 GATTTCGTCAGAAGACGGGA AATGAGGAAGAATGGGGGAC 152

Ad10A15825 Aradu.A10 15825 p2 (TA)6 12 96577465 96577476 GGCTTGTTTGGAGATTGCAT TTTTCTTGTAGCGATGAATCATGT 261

Ad10A15842 Aradu.A10 15842 p2 (AT)6 12 96615310 96615321 ATCCTCCCTATGCCAATTCC GAGATCCATGTGCTCACCCT 231

Ad10A15844 Aradu.A10 15844 p5 (AAGAT)5 25 96647719 96647743 CAAGCCGATAGAGACAAGGG CTTGTGGGACCAAAAGTGCT 269

Ad10A15848 Aradu.A10 15848 p2 (CT)7 14 96659947 96659960 GCTATAAAATGGGGGAATGC CAATTGGGCAACATCAATCA 239

Ad10A15849 Aradu.A10 15849 p2 (TA)6 12 96662453 96662464 GGAAGTTCCTCCAATGTCCA TTCTTTCTCTCCAAGCGACG 277

Ad10A15851 Aradu.A10 15851 p2 (AT)7 14 96668913 96668926 CGGATAAAGGCATAAAGGAAA AGAATTGCCTCCCAGGATCT 277

Ad10A15854 Aradu.A10 15854 p3 (TAT)6 18 96674978 96674995 TTGTTCAAGATTTAGTCACTCAACATA CCGGGTATTGGACTAGTTGG 221

Ad10A15855 Aradu.A10 15855 p3 (GAT)13 39 96680925 96680963 CATGTGGAAGGAGAGGAGGA TCACCATGAAGAACTGCATCT 146

Ad10A15859 Aradu.A10 15859 c (TA)6cttagctttctctccgcatgacttattcttttttatcctcttagaggtttatggagaggcagatttcgtttatgtacatttgggctttggata(TG)9ta(TG)6137 96697570 96697706 CGTCTGGACTCTTAAAGCGG ACTCAGCCTGCGAAGTCAA 210

Ad10A15860 Aradu.A10 15860 p2 (TA)6 12 96698787 96698798 TCCAAATCTGTGGGAGAAGG TGCACCCAAACTCAAAATGA 211

Ad10A15867 Aradu.A10 15867 p3 (ATC)9 27 96721915 96721941 GAGTTGGAGCAGATGAAGCA TCCTCTCTCATCATCACCCC 250

Ad10A15868 Aradu.A10 15868 p3 (GAT)5 15 96722058 96722072 TCCATCCAGATTCACTGCTG TCCTCTCTCATCATCACCCC 154

Ad10A15869 Aradu.A10 15869 c (T)10gtta(T)10 24 96722807 96722830 AATCTTCATGTGAAAGACGATGA AAAAAGGAGGAGGAGGAGATAG 269

Ad10A15872 Aradu.A10 15872 p2 (TA)6 12 96730195 96730206 GTCTCTGCGAGTATCTGCCC TTAGACGAAACGAAGTGGGG 262

Ad10A15879 Aradu.A10 15879 p3 (ATT)17 51 96750643 96750693 CTCCCATTAAAGCAAGCAGC TGGTTTCCGTTTGTTGCATA 227

Ad10A15880 Aradu.A10 15880 p2 (TA)7 14 96754508 96754521 TTGCGCCAGACTTTCTTTCT TACAAAAATTTTCGCCCTCG 214

Ad10A15881 Aradu.A10 15881 p3 (ATT)18 54 96754802 96754855 GGGCGAAAATTTTTGTAAGG CCCTTAATGGTTTCCGTTTG 234

Ad10A15883 Aradu.A10 15883 p3 (TTC)5 15 96769648 96769662 GACGTGGACTAAAGCGAACC CGAGTGCTGAAGGAGGGTAG 249

Ad10A15887 Aradu.A10 15887 p3 (AAT)15 45 96784832 96784876 TCTTTGAGGATCTTGAAGGAAA TGTGCAGTAAAATTGTATTCCTAATTG 251

Ad10A15888 Aradu.A10 15888 p2 (AT)8 16 96787259 96787274 AGTTTTTCACAAAGGCCTGG TGCGAATATTCATTGGATGG 227

Ad10A15890 Aradu.A10 15890 p2 (TA)7 14 96796152 96796165 AAGGCACGGAACATATCTCG ATCATTCGAACGTGCATCTG 234

Ad10A15892 Aradu.A10 15892 p3 (TGA)5 15 96826125 96826139 GGGTATGATACATGCAACTCCA GCATGACTTCTGTTACGCGA 213

Ad10A15895 Aradu.A10 15895 p4 (AATT)5 20 96855484 96855503 TGGAGAAAGGGAAATGATGC TTTTCAATCATTTTTATTTGCAATC 274

Ad10A15896 Aradu.A10 15896 c (AGG)7tggtagtggtgacaacagtaaagaaaaaagaagaaaaaagag(A)1174 96860823 96860896 AAGATGACGATGATGAGGATGA TCGTACATCCCTGGCATTTC 171

Ad10A15897 Aradu.A10 15897 p3 (ATG)7 21 96865967 96865987 ATTTTGCAAGTTGCTCCTGC TTGTGCCTTTTCTGTTGGTG 231

Ad10A15898 Aradu.A10 15898 p3 (GGA)6 18 96872862 96872879 AAAAAGAGCATCAAACCTGAAA TTCTCTATCACGCACAACGC 259

Ad10A15904 Aradu.A10 15904 c (TCTT)7tcta(CT)6 44 96884915 96884958 AAATGTGGTGGAACTGGCTC TGAAGAAAAGTCCCCGAGTG 234

Ad10A15906 Aradu.A10 15906 p3 (TAC)5 15 96887140 96887154 TCAATCATCAAAATTCGCCA GAGAATCAACCAAGAACTGCC 278

Ad10A15911 Aradu.A10 15911 p3 (ATT)17 51 96926836 96926886 TAAGTTGTGCCCCCAAAATC TTTTCACAATAATAGAAAAACGAATGA 139

Ad10A15913 Aradu.A10 15913 p3 (ATT)7 21 96931918 96931938 AAAATGCTTTTACGCTAATCACTG GCTCGCTGAGATTTCAAACA 146
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Ad10A15917 Aradu.A10 15917 p2 (TC)8 16 96945138 96945153 GACGATTTCTCAGCCCTCTG ACCGTTGGTACGAGAGATGG 166

Ad10A15918 Aradu.A10 15918 p3 (TTA)5 15 96945857 96945871 TTCACTTTACCATCCCTACTAAATACT TGGATAATATGTTTGTTTCCATACTT 280

Ad10A15919 Aradu.A10 15919 p3 (TAA)7 21 96967413 96967433 TGAGTTCAGCAAACGAAACG ACGACAACTCAACAGGACCC 219

Ad10A15920 Aradu.A10 15920 p3 (GAT)5 15 96968408 96968422 CATGAGTCCCGCTTATGGTT CATTGTCGATGATGGTCCTG 229

Ad10A15922 Aradu.A10 15922 c (TGA)5ggtgcattgattgatgacgttgatgcttcagaaccagaat(TTG)570 96979296 96979365 CACCTGAGTTTTCACCATGC CTACAACCATGCCTCCTCCT 280

Ad10A15923 Aradu.A10 15923 p3 (AAT)6 18 96980252 96980269 TGAAAGTGGTCAATCTTGGAGA TGGTAAGTTTGGTGTCATTATTGC 238

Ad10A15927 Aradu.A10 15927 p3 (ATG)5 15 96983891 96983905 TGCTTCACAGCTTCTGCACT TGAAGAGCATGAAACATACGTG 268

Ad10A15928 Aradu.A10 15928 c (AT)7gtatatatagtcatcacacctatatcttactaaactagcgcctctccttcgacattgtcatt(A)1187 96985829 96985915 TTCGTCCATAGAATGGGGTG GCTTGGTTTTAAGTATTTTGTTTAACT 271

Ad10A15930 Aradu.A10 15930 p4 (TTTA)5 20 96996956 96996975 ACATTCAAACTGCTTCCGGT GGGAAATGTCCGGAAAAATG 249

Ad10A15932 Aradu.A10 15932 p2 (AG)17 34 97000979 97001012 GGAAAGGAAACAAATTGAGTGG TGGTTGAGGAGAGAAATGGG 280

Ad10A15939 Aradu.A10 15939 p2 (TG)8 16 97043958 97043973 CAGAGGTCAACTTTCCCCAA CAACATCAATGCCCAATTCA 276

Ad10A15940 Aradu.A10 15940 p2 (TC)12 24 97044909 97044932 TCACGACATAGGATTCGTGTCT TGAAGTTGAACTGTGCCGAA 209

Ad10A15942 Aradu.A10 15942 c (A)12ttaaaagaaaattaatctaaactttaaaatt(A)1154 97049156 97049209 TCCCCTCCTGATATTTCCCT TAGCGGTAGCCGTGATCAAT 245

Ad10A15943 Aradu.A10 15943 p3 (ATA)10 30 97050182 97050211 GGAGAAATAATGTTGAACTAATGCT TGTTTTTCCTTTTCTTTGATTAAATTG 116

Ad10A15947 Aradu.A10 15947 c (AG)24(TG)16 80 97081827 97081906 GGTGGGACACTTATCGGAGA CCGTGTGACAGAAATACCCA 196

Ad10A15949 Aradu.A10 15949 p3 (TAA)6 18 97099549 97099566 TGATTCGCATCTACCTACAGAAA TTGTTGTTTGATCGGTGGAA 233

Ad10A15952 Aradu.A10 15952 p4 (ATGT)5 20 97101896 97101915 TTGTTAATTATCTTGGGCTTCTAAA AAAAATCCAATTCAATGGTAGAAC 251

Ad10A15954 Aradu.A10 15954 p6 (GAGGAT)5 30 97106699 97106728 GCAGTTGATGATGAGGCTGA TTTTACCTGCACTAGGCGCT 118

Ad10A15957 Aradu.A10 15957 p2 (AT)8 16 97112052 97112067 CTAGCCCCTGACTCAACCTG GCGTCTAGATCCTTGAAGCG 242

Ad10A15961 Aradu.A10 15961 c (TA)6acagttcaggtttaactctcctttttctttggtttcatttaatggcttcggccattctttccaattttctttctttttcttgta(AAT)25171 97137448 97137618 TGGTGGAGGAAAGAAAAGGA TTTTTGACACAAGAAAATCCAGA 256

Ad10A15964 Aradu.A10 15964 c (A)12gaaagtaaccaagactaatcaggtttggtttgttaaca(T)1060 97140761 97140820 TGCGGGTTCGAATTTCTTAT CGTGTATCCAATCACATAATGC 247

Ad10A15967 Aradu.A10 15967 c (TAAT)10attcatatatatgtaatgttaacactagataatgcacgcatgttagttcccaatcttttcacaagtacaagcggggcc(A)12130 97142745 97142874 GCCCATGAGAGACCTACCAG AAAACAGTGTAAACATTTGCTGTTC 271

Ad10A15971 Aradu.A10 15971 c (T)10atttttctctttcgttatcgtcgtcaccgtcactaacacctcctcctt(CTC)573 97147430 97147502 TGGCACACCGTGTTTTCTAA GAAGGAGGAAAAGAAAAGTGGAA 270

Ad10A15972 Aradu.A10 15972 c (CTT)5tt(TCA)6 35 97147867 97147901 AAACTCTTCTTCTCCCCCTCC TGTTTCTTTTTCTTCTTTGTTTGA 189

Ad10A15982 Aradu.A10 15982 p4 (AAAT)5 20 97177432 97177451 GAAATTGAAAGGCCACGGTA ATTTTTCACCTGAAATGGCG 268

Ad10A15989 Aradu.A10 15989 p2 (TC)6 12 97193169 97193180 TCACGCAAACCGGTTAATTT GGTTGCAGAGAAAGATGGGA 162

Ad10A15990 Aradu.A10 15990 p3 (AAG)5 15 97193336 97193350 TCCCATCTTTCTCTGCAACC TGGTCTTGTTGTACCGATCCT 268

Ad10A15991 Aradu.A10 15991 p3 (AAT)8 24 97193863 97193886 AATGAAGAAGCAGGCAGAGAA TTGTGATGCTGAGGTTGCTC 232

Ad10A15993 Aradu.A10 15993 p3 (TTC)5 15 97195448 97195462 TGAAATTGCCACATTGGAGA CAACCTCCAATGGAACCCTA 229

Ad10A15995 Aradu.A10 15995 c (T)10ctttccacctcctctgtcaccttctatcttcgtcacatcgccttccttctcctacaccgactccac(CT)994 97199375 97199468 AAAATCGTCATTCGATCATTTTC AGGAGAAAGAGTTGCAAGCG 241

Ad10A15998 Aradu.A10 15998 p2 (GT)6 12 97217100 97217111 TCTTCCCCCATTTCCTCTCT CCCTTGGCCCAACATAACTA 102

Ad10A16001 Aradu.A10 16001 p2 (TA)7 14 97222651 97222664 TTAAACCGCAATACCGTTCC GGATGATGTTCTCACCCACC 207

Ad10A16003 Aradu.A10 16003 p2 (AT)11 22 97233175 97233196 GCAACGCTCAGGAAAGAGAT AGCTTCGCAGGCTGAGTTAG 131

Ad10A16005 Aradu.A10 16005 p2 (AT)6 12 97260969 97260980 TAGGGAGGGGGAGAAAGAAA GGCATGCATCATCTTGTTTG 232
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Ad10A16006 Aradu.A10 16006 p2 (AT)8 16 97271456 97271471 GATACCAAGGATGGACACGG TGAAGCAAAACTTTCAACTTGG 267

Ad10A16010 Aradu.A10 16010 p4 (TTAT)5 20 97279204 97279223 GATTGGCCTGGTGTGAGAAT AGGGCAAAAGGAAAGAAAGC 140

Ad10A16011 Aradu.A10 16011 p2 (CT)8 16 97280332 97280347 ATCCACCTCTCTTGCTCCCT AGAATTGGCCTTGATTATGTCA 218

Ad10A16016 Aradu.A10 16016 p6 (AAAAAT)5 30 97285644 97285673 TAGGTTGAACTGCCATTGCC TTTTAAAAATGCAAAAGTTGGACA 274

Ad10A16018 Aradu.A10 16018 p3 (TCT)5 15 97292318 97292332 ATTTGTGGGAACCCTCTCCT TTGTCCATCTCTCTGTGCCA 200

Ad10A16020 Aradu.A10 16020 c (AAT)9ttattcatatacataagtagcgaccatcatgtatattttagattctgataaactaa(AAAT)5103 97296329 97296431 AAAAGAAAACGAAAAACACACACA CAAAATCTGGACTCAATTATGTATGC 248

Ad10A16026 Aradu.A10 16026 p3 (TTC)5 15 97304001 97304015 TGCCTCGGTGTCTATCTCCT AATTATTGGCGTCGCTGACT 257

Ad10A16029 Aradu.A10 16029 c (CT)6cattctctctcat(TC)637 97345914 97345950 ACATAATGACGATTTTGACCCT TGCTTTGTTTCCCAAATTCC 138

Ad10A16030 Aradu.A10 16030 c (CAT)6tatctaacttcta(CTT)855 97346074 97346128 GGAATTTGGGAAACAAAGCA CCAGTGGTGGTGTTGTACTTG 146

Ad10A16031 Aradu.A10 16031 p2 (TG)14 28 97346772 97346799 CTGCATCAATTGAGGTGGTT TTTTCAGTTCCCAACCCAAG 220

Ad10A16044 Aradu.A10 16044 p2 (AT)6 12 97370863 97370874 GAGGAACAACCTTACCCCAA GGCTTAACTCAACTTCATTCAAAA 233

Ad10A16048 Aradu.A10 16048 c (T)10atatgaaaagaaatatagagtttgatgttaaaataaatgtgtataaagtaattatattaatatagtatcagtagaaaatgtaggtagtaatttg(T)10114 97394931 97395044 TGACAGAATACAAGGCCCAA CAAACAGAACCTGTATTTTACGGA 245

Ad10A16051 Aradu.A10 16051 p2 (AG)6 12 97397841 97397852 TCACCAAAAGCAACGTTCAC TTATCCCAAATTGGACTGGC 253

Ad10A16052 Aradu.A10 16052 c (T)11aatttttaataagaaacgacgtcgtttcaagcgaaggat(A)1060 97400404 97400463 TCCATTTCAGCAATCAGCAG AGTGTTGTCAGAACCGGACC 271

Ad10A16053 Aradu.A10 16053 p3 (AAT)9 27 97401907 97401933 AACCTGACAACGTCACCTTT ATTGTTATTGTACTGTGATGATGATG 269

Ad10A16055 Aradu.A10 16055 c (ATA)17acaatttattcatatacataagtagcgaccatcatatatattttagattctgataaactaa(AAAT)5132 97402952 97403083 AACATTGAGTTTGAACCTAAAATATCA ATTATCCCCAAAAATTTCTCCT 276

Ad10A16061 Aradu.A10 16061 p3 (TTA)21 63 97412272 97412334 CACAAATTTTGCTTCAATTCCA GACGAATTTTATTATGGGGCAA 167

Ad10A16062 Aradu.A10 16062 p3 (CAC)7 21 97412502 97412522 TTTTGCCCCATAATAAAATTCG TAGTGTTGGTGGTGGTGCTG 198

Ad10A16063 Aradu.A10 16063 p3 (TTA)17 51 97412878 97412928 GGGGTAAAATAGTCCGAGGG TTACGCTTAAGAAGCAATTCG 206

Ad10A16068 Aradu.A10 16068 c (T)10gttacatttagtcctttttttaaatttcaaattcctctctgtcttcaatgtcttttatttttttttagtaattttctaaaatttttg(T)10107 97422934 97423040 ACGTTGCCCAATTGTCTTCT GCTCCACCTTGTTGTGTTGA 275

Ad10A16069 Aradu.A10 16069 p2 (TC)8 16 97429021 97429036 CAGCATTCTTGGCTTGAGGT GAAACACCAAAATATATACCAGCC 247

Ad10A16072 Aradu.A10 16072 p3 (AAT)7 21 97465014 97465034 AGGTTTCCTTAAGGCTTCGG CCGGTTTTATTCTCATTTAATTCC 269

Ad10A16073 Aradu.A10 16073 c (A)10g(A)10 21 97466063 97466083 TGCACTATGGTTTAATCTGTGAATC TGGCAGCATAATGTTCAATCA 270

Ad10A16074 Aradu.A10 16074 p2 (TA)8 16 97472887 97472902 GCCTGTAATCGGGTTAGCGT GGTGCCAGTTTAGGGGTTTT 223

Ad10A16077 Aradu.A10 16077 p5 (CTACC)5 25 97484701 97484725 TGTGGGTAGGGTTAGGGTTG CCTTCAGGCTAGGGTTGGTA 152

Ad10A16079 Aradu.A10 16079 p2 (TC)13 26 97503854 97503879 ACTGGTAACCCTAAACCCGC ACGACAACTCTGATTCCGGT 120

Ad10A16083 Aradu.A10 16083 p2 (TA)6 12 97517233 97517244 CGACTGCTCCACCTGAGTTT TTGCCACTACCCCATACATACA 257

Ad10A16084 Aradu.A10 16084 p2 (TA)6 12 97518908 97518919 GCTAGTGTGGCCTTATTGGAA ATCACCATAAATGGAGGCCA 262

Ad10A16089 Aradu.A10 16089 p2 (CA)6 12 97530887 97530898 GGGAACGCTTTCTGGATTTT GAAATCATGTGGGATGAGGG 154

Ad10A16090 Aradu.A10 16090 c (T)11gccttgcagtttttcttgagttgggaaaaaaaagcggtgaccaaaaaaggg(A)1072 97531286 97531357 TTTGGTGTTCTCAGAAGAGGC CTCCAATCCCAAGATTTCCA 262

Ad10A16091 Aradu.A10 16091 p3 (AAG)5 15 97531547 97531561 TGAATTGTAGCCAGCAGCAC TCATCTGCCAAAGAATGCAG 238

Ad10A16097 Aradu.A10 16097 p2 (TA)6 12 97548393 97548404 GGGTACGCCAACATAAGGAA GCATGATGCATGAATTGTTGT 218

Ad10A16098 Aradu.A10 16098 c (TAG)5cagcaattgaagatcaagaacgacctga(AGT)5ggaagaagggtctgacaggtgatgatgaactgaataatgaatgatgatggtgatggagaagaaggcttgt(TGA)10158 97550490 97550647 TACCTACAAATGTGCGGTGC AACTCATCCTCCTCATCCACA 262

Ad10A16099 Aradu.A10 16099 p3 (TTA)5 15 97551171 97551185 CTCATGATCCGCATTGTTTG TTCTGGAAACCCAGGTTCTG 156
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Ad10A16100 Aradu.A10 16100 p3 (CGC)5 15 97551611 97551625 AAACCTTGCTGTGCCTGTCT CGACGATGATGATGGAAAGA 204

Ad10A16101 Aradu.A10 16101 p3 (ATT)7 21 97555981 97556001 TGAGTTTTGGCGTATTTGAAG CAGTAGATTTTCTGAATTCACTCATCA 260

Ad10A16102 Aradu.A10 16102 p2 (TA)6 12 97560006 97560017 CGAAAAGGTTTGGTAACTCAGG AATGACACATATCCTAAACCCG 244

Ad10A16107 Aradu.A10 16107 p3 (AGA)5 15 97566883 97566897 AATGGAAGGGGCTTCTGAGT TATGGAATCCACAGCATCCA 135

Ad10A16110 Aradu.A10 16110 p2 (CT)6 12 97573995 97574006 CCGTTTGAACCGAACAATTT TTGGCTGAGGAGACGAGTTT 244

Ad10A16111 Aradu.A10 16111 p2 (CT)6 12 97579615 97579626 ACTTAGGGGGCCAAAATCAC AACATGGCGAGGAAGATGAC 240

Ad10A16112 Aradu.A10 16112 p2 (TA)8 16 97582637 97582652 ACCGGTAGAGCAGTGCTTGT TTGTTGCTCAGGGATTCTCC 276

Ad10A16115 Aradu.A10 16115 p3 (TTC)6 18 97609001 97609018 GAACAAGTGTCCTGGGTGCT AAGTAAGTGTGTGGGGGCTG 266

Ad10A16120 Aradu.A10 16120 p2 (GA)23 46 97619532 97619577 TCTCGATAGTGACGACGGTG TTACCGTCGGATTTTTCGTC 211

Ad10A16122 Aradu.A10 16122 p3 (TAA)5 15 97622894 97622908 GCATAAACGCAAAAATAACCG AAATTTGAAGGACTAAAGTGTCCA 280

Ad10A16123 Aradu.A10 16123 p2 (AT)6 12 97624588 97624599 AAACGTTAACCGCAATACCG TCAGCTTTCAGGATATGGGC 222

Ad10A16127 Aradu.A10 16127 p2 (AT)7 14 97636560 97636573 CGAGATACTCGAGCACTACTTGT AATCGACGGAAATGTTATCCC 181

Ad10A16130 Aradu.A10 16130 p3 (TCT)12 36 97650357 97650392 TTCAATTAGACGTGCCTCCC CGAACAGAGGAGAACGACAA 145

Ad10A16131 Aradu.A10 16131 p3 (TTC)6 18 97650496 97650513 TTGTCGTTCTCCTCTGTTCG CGGTGGCCTCCTTTTACTTT 261

Ad10A16132 Aradu.A10 16132 c (TTC)9ctc(CTT)5(CTC)766 97650828 97650893 CAAAATTACAAAGGCCACCG TGTTGGTGTTGTTGGTGATG 238

Ad10A16134 Aradu.A10 16134 p3 (ATA)8 24 97656843 97656866 TGCCCTGGTGGTTGTAATTT GCCATTATTGTGGCGTTCTT 147

Ad10A16135 Aradu.A10 16135 c (ATT)10aaaaaaact(A)10gaagaaaggccgaagccatcaagaaaacaaagggaagaatgaaacgtgggagatatgcatgaca(AT)6125 97660622 97660746 TGAGTTATGTTTGTTGAGATTTTGTTT TGATAATAATGTTTTAATGAAGGGCA 257

Ad10A16138 Aradu.A10 16138 p3 (TCT)9 27 97675315 97675341 TCGCATTCCTTCTTCTTGGT TTTCTCCTCCTCGTCTTCCA 138

Ad10A16144 Aradu.A10 16144 p2 (CT)7 14 97693722 97693735 GCATGTCCAACTTGCAAAAA AGGCATAAAGCACACACACG 130

Ad10A16146 Aradu.A10 16146 p3 (TAT)22 66 97696154 97696219 GACTTAGATTTAAATTTGACCAAAAGA AGTTGGATGAATGTCAAAAGATAGT 280

Ad10A16147 Aradu.A10 16147 p2 (AT)6 12 97701533 97701544 GCACTAAACCAACCATGTTCA TTTGCTTTGGTCGTTACGTG 276

Ad10A16148 Aradu.A10 16148 p2 (AT)6 12 97709071 97709082 CAACAAGCACTAAACCAACCA GGAAATCGACCAAGGTATGG 263

Ad10A16149 Aradu.A10 16149 p2 (AG)7 14 97716002 97716015 CGAAGGGAGGAGGAGAGAGT GCGTGGGTCCTAAATTTTCA 259

Ad10A16152 Aradu.A10 16152 p3 (ATT)13 39 97731940 97731978 TAATTAGCGGACATTTCGCC TCTAGATGCATCCAATGCGA 252

Ad10A16153 Aradu.A10 16153 p6 (AATCAT)5 30 97740890 97740919 CCATTGGACTGTCCCTCTGT CACCACGTGCTCTAGGTTGA 203

Ad10A16155 Aradu.A10 16155 c (AAT)14ataaggaattnnnnnnnnnnnnnnnnnnnnnnnnntatatatata(TG)6ttttaaagtaaaa(T)10122 97752476 97752597 TTTATTATGTTATGGCAATAATTTGG CCATCTGTAAACACTCCTAACAATAA 280

Ad10A16156 Aradu.A10 16156 p3 (AGA)7 21 97773974 97773994 TAAAATATTGCTCGCCCTCG CCAAAAACCCCACCTACCTT 239

Ad10A16165 Aradu.A10 16165 p2 (TA)7 14 97832704 97832717 AAGTGGATCTTTTGGGGGAT CGTAAAACAGAGGTGGTGTGG 253

Ad10A16166 Aradu.A10 16166 p3 (AAC)12 36 97833391 97833426 AGCAAACCAACCTGAAATCAA GAAGGTGCATTTGAAGGTGC 266

Ad10A16167 Aradu.A10 16167 p3 (TTA)5 15 97843066 97843080 ACGCTGTAGCCATCCGTAAA TTTCCTGAAAGAGACTCCAAAAA 260

Ad10A16169 Aradu.A10 16169 p2 (AT)8 16 97845351 97845366 TCATGCATCAAGCATATCCC GAACAATCACCTTCGATGAGAA 202

Ad10A16172 Aradu.A10 16172 p2 (TC)7 14 97873181 97873194 CCTCCCTCCCTCTTTCTCTC TGAATTGAAGTACACATGACAAAA 275

Ad10A16176 Aradu.A10 16176 c* (CT)8atgcatcactctgatcacgtgcaatacattattgttggatttatccaccgaaaattttgccctaaattagaattatgcgtc(CT)8ccctcc(CTCCCT)5(CT)8*163 97882522 97882684 CACCGAAAATTTTGCCCTAA GACTGTTGGTGGTGTCAACG 262

Ad10A16181 Aradu.A10 16181 p3 (AAT)5 15 97891970 97891984 GCCGTATGCTCTACTTGTTGTG TGTGCATGTGGATATGACGA 280
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Ad10A16190 Aradu.A10 16190 p3 (TAT)13 39 97922949 97922987 GCCACAGCCATCCGTAAGTA TGCTTAAAAAGAGTGATCCTCAA 267

Ad10A16192 Aradu.A10 16192 p2 (AT)16 32 97927567 97927598 TTTGCCACTTGGAATTTTCTT ATGGGCGGTGATGATAAAAG 249

Ad10A16194 Aradu.A10 16194 p2 (AT)14 28 97931043 97931070 TGGCCAGCATGTAACTAGCA TCTTTTAATTGTAATGATCCGCAA 266

Ad10A16197 Aradu.A10 16197 c (A)11gaaaagaaaaatgttgtaaaagtcaatccagatgcatccatttt(TTC)5tgtgttttgtaaattttctatgatattctaaatatattatgtatgacacttttttccttttttac(T)10145 97939048 97939192 CAATGTGGATCCGAGATTTTT GCTCCCTGTTTGTTGGTGTT 274

Ad10A16199 Aradu.A10 16199 p2 (AG)7 14 97942564 97942577 CCGTTGAGAAGAAGGTCGTC CGATCGAACTCCAGTGATGA 242

Ad10A16202 Aradu.A10 16202 p4 (AATA)5 20 97945965 97945984 TCATTTCTTCATTTTCCCAATG TGTTTGGATACAATCATACACAAAAAT 243

Ad10A16205 Aradu.A10 16205 p3 (TAT)5 15 97953820 97953834 GCGTGTTGGTGTCAACTGTC ACGCCTTTAAAATGTGCTGC 277

Ad10A16207 Aradu.A10 16207 p2 (CT)6 12 97956107 97956118 CCCATCCGTCAAGAAAGGTA ATGGCATCGAGAGGAAAAGA 175

Ad10A16210 Aradu.A10 16210 p2 (TC)6 12 97984820 97984831 TCCCAAATCCAAATCCTTGA TGCAGGTCCAAAATGTCAAT 280

Ad10A16212 Aradu.A10 16212 c (CAC)6taccaccacacccaccaccacacccaccacct(ACC)6(ATC)7accatggataatgaaatcgtaagaactcagaactaga(ACC)5141 97993565 97993705 GCAAAACACCAGCAGAAACA TTGGTTGGTGTGATGCAAAT 214

Ad10A16213 Aradu.A10 16213 p3 (ATC)5 15 97993933 97993947 TCATCAAGAACCCAAAATCCA CCCTCACCTCCTCCAGAACT 225

Ad10A16214 Aradu.A10 16214 p3 (TTA)15 45 97995115 97995159 TGCTTCGTAGCCCAATTAGA TGATTGGGATACTTTGTCTTCG 224

Ad10A16217 Aradu.A10 16217 c (A)11ttgcaagaaactataagctatatatccatgtaaaagtagcttatttcagtgcaaaaacccgttcatttattac(A)1094 98008188 98008281 TGAAAAGCAAGCCTGATGAA GGGAGCATTTGCTTCGATTA 196

Ad10A16218 Aradu.A10 16218 p3 (TAT)5 15 98008851 98008865 GGGCCACTGATTCTCAAGTC AAGAATGAATGTTATCACTCCAAAA 268

Ad10A16220 Aradu.A10 16220 p2 (AG)11 22 98009251 98009272 TTCGTCATATTTTTGAAGATTTATTTG CACCATAAACTGGTGGTGCT 277

Ad10A16221 Aradu.A10 16221 p3 (TGG)5 15 98009443 98009457 GGTGAATGCTATCATACCCTCTCT ATGCACCTTGTTGATGGGTT 245

Ad10A16227 Aradu.A10 16227 p3 (ATT)7 21 98022979 98022999 TCGTCGTCCACATGGATAAA CCTCTGCTAAGAGCTCGGAA 260

Ad10A16228 Aradu.A10 16228 p3 (ATT)6 18 98023481 98023498 TACCGCACGAGAAAAGTGAA TTACCCAAATCAGTCCCCAA 216

Ad10A16229 Aradu.A10 16229 p2 (TA)7 14 98032666 98032679 AATTGCTCGCCAGTCAGAAT AAAAATTGCATGGTTTTGCC 258

Ad10A16230 Aradu.A10 16230 c (A)10ttgcaaaaactcatctatggacgagttacacaacggccaacctccacaaaaatacttaataaaaaatattt(A)1091 98034340 98034430 GCAGGTACCCACCCTCCTTA AAGATTGACCTAGCAGTGGCA 241

Ad10A16234 Aradu.A10 16234 p3 (TAT)6 18 98044703 98044720 TCAAAAACTGAAGTGCACCG CATACTCAATTAAGAGATTGCGGA 178

Ad10A16235 Aradu.A10 16235 p3 (AAT)12 36 98051864 98051899 AAAGTCAATTTTCATCCGTGTG AAACAACCCAAGTGACTCATCA 278

Ad10A16236 Aradu.A10 16236 p2 (GA)6 12 98053830 98053841 GAGCCTTAGCCTTCTCACCC TACGTGGATTGCATTGAGGA 228

Ad10A16237 Aradu.A10 16237 c (ATT)6ttggttgaccacggtatcccccgacccgacaggtcaagaactaattcgtcgtggattgaaactccatttaag(ATT)5105 98055968 98056072 TCAACCCTACGCACTTCTCA GTTGGACTTGGGCAACTTGT 276

Ad10A16238 Aradu.A10 16238 p2 (AT)6 12 98057014 98057025 TATTTGGGTGCACGTGACTG AGTCTGGTGGCACACTTCAA 248

Ad10A16239 Aradu.A10 16239 p2 (TA)6 12 98066312 98066323 TTGTCCGCATTGTGTAAAGC ACAATGCCAACCACCATAGA 197

Ad10A16240 Aradu.A10 16240 p2 (GT)8 16 98069169 98069184 CACGAAGGTAGGTAGAAGTGGG GCACCATGGTTATGCACTTG 160

Ad10A16252 Aradu.A10 16252 p2 (GT)21 42 98126095 98126136 GGTAGTGCGGACTGGTTCTC ATACCCTTCTTCCCACACCC 215

Ad10A16257 Aradu.A10 16257 p3 (ACC)5 15 98161270 98161284 CGCTCTAAAATGATCCCCAA GCACCACCACCATTTCTTCT 267

Ad10A16258 Aradu.A10 16258 p3 (AGA)5 15 98161389 98161403 TCAACCACCACCAGAACAGA TTATGATGATGATGCCCTGC 228

Ad10A16259 Aradu.A10 16259 p4 (AAAT)6 24 98168434 98168457 AACCCTCCCCAAACCAATAA CCGAACGCTCAGAAACACTT 164

Ad10A16260 Aradu.A10 16260 p3 (ATC)5 15 98170117 98170131 TCCATCGCAAAACCCTACTC CTTCCGTGCAAGTACCGATT 249

Ad10A16261 Aradu.A10 16261 c (T)27(A)26 53 98173167 98173219 TCTCCCCCTCTATTGCTTCA TGTGACCTATTTTCAAAGCCAA 244

Ad10A16262 Aradu.A10 16262 c (TC)16(TA)9 50 98174342 98174391 GAGTATGCAAGCTGAAGGGC TGCACTACGATCCAACCAAA 233
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Ad10A16263 Aradu.A10 16263 p2 (TG)13 26 98175530 98175555 CTGGTCACTCATAAATTGGGG AAGGATTGCAGATCACCAGC 270

Ad10A16264 Aradu.A10 16264 p2 (CT)15 30 98176237 98176266 CATCATGCTGGGATGTTACG GTAATCAGCACGGCAAACCT 260

Ad10A16267 Aradu.A10 16267 p2 (TA)6 12 98180984 98180995 CAGGCTGGGAACCTAGATTTT GCCCCATGCATACAGAGAGT 263

Ad10A16271 Aradu.A10 16271 p4 (TTTA)5 20 98189488 98189507 TGATGCTGGAGCGAGTTATG CGAGGGAAGTGCTGTAGGTC 215

Ad10A16272 Aradu.A10 16272 p2 (AT)6 12 98191049 98191060 GTCAGTGTGTCCGGCCTTA TTTTACATGACACGGGGACA 246

Ad10A16274 Aradu.A10 16274 c (A)10tgacatgttctttaggtggattgtactctatgtccaccaagtagacatgtcccaa(T)1681 98200807 98200887 ACATAGGTAGATCAGAGCCAGTTT TGCTGTTGTGAATGGCTTTT 269

Ad10A16276 Aradu.A10 16276 p3 (AAT)7 21 98204721 98204741 CATTTTTACCTTCAGCCCCA ATCAAAGCCACGTTTTCCAC 272

Ad10A16282 Aradu.A10 16282 p3 (AGA)9 27 98220731 98220757 GGATAACGGTGGATTGATGG AAATTGGCGCGTCATTTAAG 276

Ad10A16284 Aradu.A10 16284 p3 (TAT)15 45 98227644 98227688 TTTCACTTCCTTTTATCAGATAGGTT TTAAATACAACTTTGTGGTATGCTTT 239

Ad10A16288 Aradu.A10 16288 c (A)10t(A)10 21 98248337 98248357 GCCTATATGGTGCTGCATGA TGCTTAACTTGGAGTCTTGGG 226

Ad10A16290 Aradu.A10 16290 p2 (TC)6 12 98261360 98261371 TCCCTTTCCCTTTCTACCTCA TGAGGAATGATGACTCAAAAGGT 216

Ad10A16292 Aradu.A10 16292 p2 (AT)7 14 98279418 98279431 GCTCAGGCGAGTGTGTATGA GGCATTTTGTCCCCTCTTTT 245

Ad10A16293 Aradu.A10 16293 p2 (AG)10 20 98280812 98280831 TGAAGGGTTAAGGGGCTTTT TTGCAATGGATCTCACCAAA 173

Ad10A16295 Aradu.A10 16295 p2 (TA)8 16 98301430 98301445 CATGGCACGCTTGTAACCTA AATGCGTCTTGGGAGTTTGT 208

Ad10A16301 Aradu.A10 16301 p3 (AAT)8 24 98403557 98403580 AATGTACCAGATCGCAAGCC CCAATTTTGGATGCAGCTCT 228

Ad10A16302 Aradu.A10 16302 c (TG)10(TA)11 42 98410178 98410219 AGCACCTGAGGAAAACAGTCA CCCCTCTGCTTCTGTGTTCT 255

Ad10A16305 Aradu.A10 16305 c (A)10gtcagaaaagagaacaacaataagacacagaacaat(C)15(A)1172 98415649 98415720 TCATCGCAATGGAACTAATGTC AGCTGCTACGTTGGGATTGT 247

Ad10A16308 Aradu.A10 16308 p2 (AT)8 16 98421759 98421774 TTGAATTTTGGGTTCATATCACA CAGCTGAAGTCTTTGGGGAG 276

Ad10A16309 Aradu.A10 16309 p4 (AAAT)5 20 98442228 98442247 TCCAAACACACACCCTGAAA GGTCAGCCACTCCTCATTGT 259

Ad10A16310 Aradu.A10 16310 p4 (TAAC)5 20 98443584 98443603 GTGGCAGCATTCCAGTTACA ACCCTTTTGGCTTTTCCAGT 247

Ad10A16315 Aradu.A10 16315 p2 (TA)7 14 98463732 98463745 AATTGTAGTGGGAGCGCTTG TGAAGCAAATTAGGTACATGGC 259

Ad10A16319 Aradu.A10 16319 p2 (AG)6 12 98510503 98510514 GTCACCACAGGGGAGAAAGA TGACAGAATCGGCTTCCTCT 221

Ad10A16320 Aradu.A10 16320 p2 (GA)18 36 98512827 98512862 AAAAAGGGTTGGGGGTAGTG TCATCATCACCATCGCTACG 191

Ad10A16321 Aradu.A10 16321 p3 (TAT)5 15 98513919 98513933 CAGAATCTCAAACGGCTTCC AAAAACATAACCAAACACCAGAA 277

Ad10A16323 Aradu.A10 16323 p2 (TA)8 16 98516485 98516500 TTAATAAAATTATGAATGTTGGATGC CATGTCCCATGTTGCTTTTG 237

Ad10A16324 Aradu.A10 16324 c (TC)6ta(TC)7 28 98523006 98523033 GATTCCAAACCCTCGGATCT GGGGTCATTGTAATGTGAGCA 196

Ad10A16325 Aradu.A10 16325 p3 (AAT)7 21 98526055 98526075 GCGATAGCTCATTGGTCTTTT CAACACCTTCCAACATTTGTG 273

Ad10A16326 Aradu.A10 16326 p3 (CTC)5 15 98527859 98527873 AGCAAGACACGGAGGAGAAC GAGCAAAATGGCAAGAAAGG 264

Ad10A16332 Aradu.A10 16332 p2 (TC)6 12 98547579 98547590 CCTCCACTACCCAAGAGCCT GTCCTCAAGAACGAGGCAAG 203

Ad10A16333 Aradu.A10 16333 p2 (AG)6 12 98552496 98552507 GTCCTCAAGAACGAGGCAAG CCTCCACTACCCAAGAGCCT 201

Ad10A16335 Aradu.A10 16335 c (T)11atttttaaatcaatcaaacaactgtaattttaaaagagtaattttg(T)1067 98558673 98558739 ATTTTAGAATGAATCAATAAAAGGAGA TGGAAAGACGAATACCACCA 225

Ad10A16337 Aradu.A10 16337 c (T)10caggaatggatcaaatgtgaagggta(T)1046 98559456 98559501 TCAAAGAATACCAAGCAATGGA GGCTGTATTGCTGTTGGTTG 271

Ad10A16338 Aradu.A10 16338 p2 (TA)7 14 98561637 98561650 TTGGTTCTTCAAAATTCAATCG TGACATGGTTGTTGAAATAATAAATG 273

Ad10A16341 Aradu.A10 16341 p2 (TA)6 12 98563535 98563546 CGAAAGCAACGAAACTGTTG AACAAATGCAATTCTCTTTCTCTTT 186
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Ad10A16342 Aradu.A10 16342 p3 (TTG)5 15 98564600 98564614 CAGGCACAATGGTGTCATTT TGCAGCCATCTATGCATTCT 267

Ad10A16345 Aradu.A10 16345 p2 (TA)7 14 98576376 98576389 TCTTCGTTGCGAATGTTTGA TTAAAGGGTGCGTTTTGGTC 225

Ad10A16346 Aradu.A10 16346 p2 (CT)9 18 98602540 98602557 CTGCAGCACCTAAATCACCA AAAGAGGACAGTGGTTGGGTT 133

Ad10A16348 Aradu.A10 16348 p2 (TG)7 14 98610749 98610762 CTTGTCCCCACTTTGGATGT TGGGTCTTTCAAGTATGGGC 265

Ad10A16351 Aradu.A10 16351 p3 (AAT)6 18 98629024 98629041 CTGACCCACCTTTTCAATCA AAATAATTGTCAGGGGCCG 255

Ad10A16352 Aradu.A10 16352 p3 (AAG)5 15 98633082 98633096 AAGAAAATGTTTTTGCTCCTGC GGGACAAAAATCGTACGGAA 109

Ad10A16355 Aradu.A10 16355 p3 (TTA)5 15 98642600 98642614 TGGGTTTGAAAAATAAATATCAACAT GGTGACATTCAATAAGTCTGACG 263

Ad10A16358 Aradu.A10 16358 c (TAT)8tg(TTA)9 53 98643839 98643891 TCCAAAGCATGGAGGTTAGAG GCACACAAGTGGCTTTTCAA 228

Ad10A16360 Aradu.A10 16360 p2 (TA)6 12 98645399 98645410 AGACACCACCCCAATAGCAT GATGCGTTGCCTTTTGATTT 232

Ad10A16362 Aradu.A10 16362 p3 (AAG)5 15 98651935 98651949 ATCCAAAATGCATGAGGAGC TTGCAATAATTGGGGTTTCA 152

Ad10A16365 Aradu.A10 16365 p2 (AT)7 14 98657755 98657768 AGTGAGCTGACCACTCGACC GGCGACGGAATTATTTGTTG 278

Ad10A16366 Aradu.A10 16366 p4 (AAAT)5 20 98658087 98658106 AAAAACAAATTCTAGACCTTTTAGTCA GACAGCACCCATAACGAGGT 215

Ad10A16370 Aradu.A10 16370 p3 (AAC)5 15 98700468 98700482 TTGCACAAGTGAAGAACTTGAAA GCAAGTACCTGTTGTTGCCA 232

Ad10A16375 Aradu.A10 16375 p2 (CT)14 28 98726901 98726928 CAAGGCAATTGTAAGAGATCCA TCAAGGGATGGAAGTGAAAAA 280

Ad10A16378 Aradu.A10 16378 p2 (TC)24 48 98732213 98732260 AGGCTACCTTGGGCTGTTTT TCAAAAAGGACCGGTGAGAC 216

Ad10A16381 Aradu.A10 16381 p2 (AT)6 12 98742413 98742424 ACGCAGTCAATGTGAAAGGT TGGTCGCTAGTGACTGTTGC 266

Ad10A16383 Aradu.A10 16383 p2 (CT)6 12 98742855 98742866 GGTCAAAGAGCGGATGAGAA GCGCATGTGTGTGTGAGAC 259

Ad10A16386 Aradu.A10 16386 p2 (CT)12 24 98749302 98749325 CTTGGTGAACAGCTCCAGGT TGCCACCAACTTTGAAACAA 162

Ad10A16388 Aradu.A10 16388 p3 (TTG)6 18 98756744 98756761 AGGGCGTAATGGTGTTGTTT GCATAAAAAGCGAGTCCCAA 226

Ad10A16392 Aradu.A10 16392 c (A)13cagaaatt(A)1233 98761358 98761390 TGCTTAGCGCAATTTATGAGG CCCATTCTAGAGGCAATCTGG 277

Ad10A16398 Aradu.A10 16398 p4 (TTTA)5 20 98771178 98771197 TTTGCATGTCATTGTTAACTGAA TAGCTAGGGATGACAACGGG 221

Ad10A16404 Aradu.A10 16404 p3 (CCA)8 24 98788407 98788430 CCTCCACTACCATCAGCACC GCCTTTTGCATCTGCATCTT 279

Ad10A16405 Aradu.A10 16405 c (A)10cttgtgtgcactacaaggataag(AATA)657 98792032 98792088 CAATAAATTCAAAAATAGAAAAGGAGA CCCTGTTTTGTTGAAGGGAA 240

Ad10A16406 Aradu.A10 16406 p3 (AGC)5 15 98792657 98792671 GATTCTTCCTCATCCACCGA TTATGAGTCCGTAAACCGCC 217

Ad10A16411 Aradu.A10 16411 p2 (GT)6 12 98798731 98798742 TGCATCACTCATTCACTCGC CCGATCCAAACATCAAAGGA 236

Ad10A16414 Aradu.A10 16414 c (AAT)14att(AAC)663 98804699 98804761 CTCCCATGTCATCGAGTCCT GCGCGACGGTATTCTTTTTA 219

Ad10A16416 Aradu.A10 16416 p3 (AAT)5 15 98809544 98809558 TGCCCTATAATTTATTACACAATACGA TTGTTTTTATTAGTGACATTGTTCTTG 258

Ad10A16417 Aradu.A10 16417 p3 (AAT)7 21 98809691 98809711 ACAAGAACAATGTCACTAATAAAAACA CGGATCGTTTTCAATGGGTA 154

Ad10A16422 Aradu.A10 16422 p2 (CT)8 16 98812953 98812968 GGGTAAAATTCAAACGCGAA TAGCATCTACGACGACGTGC 202

Ad10A16426 Aradu.A10 16426 p2 (AG)7 14 98821881 98821894 AGCAAGAACCGCAAGAGAAA CTTCGTCGTTCGTCTCCTTC 227

Ad10A16427 Aradu.A10 16427 p3 (AAT)7 21 98830014 98830034 GATCCCCCAATGATTTGATG TGTGGGGGTTTTCATTCATT 128

Ad10A16429 Aradu.A10 16429 p3 (ATA)7 21 98830279 98830299 TCACACACGTGTCAAGATCG TCTCATCTCAGTAGACCTTCAAAAGA 139

Ad10A16430 Aradu.A10 16430 p3 (AAT)5 15 98830889 98830903 CAGCATGTAGGTAAAATTAGCGG TGAACTAAGCCTAATCAAATTTAACA 256

Ad10A16431 Aradu.A10 16431 p3 (CTT)7 21 98831777 98831797 ATATCCCATTTCACAACCGC CGGAGGAGTAGCTGCTGAAG 245
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Ad10A16433 Aradu.A10 16433 p3 (GAT)6 18 98842437 98842454 CTGAAGGCCATGTTTGGAAG TCTGGTCTTCCCATTGATCC 250

Ad10A16437 Aradu.A10 16437 p2 (GC)6 12 98863123 98863134 ATGAGGTTGTGGTGTGGGTT TTCACAGAGAGTTGAGCCCC 200

Ad10A16446 Aradu.A10 16446 c (A)10gaaaaaaaatcctaaaaatcaattaagaatggagaaattaaactatttttttatttttatc(T)1182 98898623 98898704 TTTGCCACCAAAAGACTTGA GCACAAGCAGTATTAGCAGCA 236

Ad10A16448 Aradu.A10 16448 p3 (TTC)7 21 98901746 98901766 GAATGGTGCCCTAATTAGCATT ACGAGAGAGGAAGAAAGGGC 240

Ad10A16450 Aradu.A10 16450 c (C)10(T)10 20 98904884 98904903 CAGGCAGATGGAACCTCATT TTGAATCTCGAGTGTCTGCAA 138

Ad10A16452 Aradu.A10 16452 p3 (AAT)19 57 98906859 98906915 GCTTCTATGGTTCTGCTGCC TCAATGGTTGCACCAAAGTC 241

Ad10A16453 Aradu.A10 16453 p3 (CAA)5 15 98907020 98907034 TTCTGCTGCCAACAACAATC TGCACCTTTTCTTCGTTTCA 278

Ad10A16454 Aradu.A10 16454 p3 (TTA)19 57 98907332 98907388 TTTATAAATTCATCATACCCTTCTTTG CACGTTGTTCAAATTTTTCATTG 208

Ad10A16458 Aradu.A10 16458 p3 (AAT)15 45 98911197 98911241 TGTGTCCTTTGTGTGTTTTTCTC CGGATTTTATCTTACCCGTGC 236

Ad10A16461 Aradu.A10 16461 p3 (CAA)5 15 98914080 98914094 TGCGGCTTCTATGGTTCTCT TCCACATCGACACTCAAACC 260

Ad10A16462 Aradu.A10 16462 p3 (TTA)8 24 98914390 98914413 TTCATCGTACCCTTCTTTGTTT GGTTCAAGGGCTACCACAAA 213

Ad10A16466 Aradu.A10 16466 p2 (AT)7 14 98917027 98917040 TCCGATCTGTGAACACTCCT CAAAATCTTTCTCAGGCTCACA 250

Ad10A16467 Aradu.A10 16467 p3 (TTA)16 48 98917247 98917294 CGATTTTTGTGATGTTAGCCC CGTTAGAGAAGAATGATAAACTTCCA 232

Ad10A16469 Aradu.A10 16469 p3 (CCA)7 21 98919245 98919265 AAAACACCCTCACCACTACCA CCTCGTCTCTGCTTCTTGCT 255

Ad10A16476 Aradu.A10 16476 p4 (TAAT)5 20 98928218 98928237 ATCATTGGTCAAGGCATCAA CAATAATTAATTGACACACATGCC 176

Ad10A16479 Aradu.A10 16479 p3 (TTA)15 45 98933072 98933116 TTTTAAGTTGTTACTTTACCCACATGA TGATATTAATAACGCACATTGATTTT 196

Ad10A16481 Aradu.A10 16481 p3 (ATT)14 42 98935261 98935302 CATGATTATCACGACCGGC TTTTCCCTCCAAAACGAATG 252

Ad10A16482 Aradu.A10 16482 p2 (AT)6 12 98935562 98935573 CATTCGTTTTGGAGGGAAAA GCGCGTGTTTAATATGCTTG 197

Ad10A16483 Aradu.A10 16483 p3 (TCT)6 18 98935703 98935720 GCGCATTACTGAACCGTTTT TCAGAGTTTTCGAATGTGCCT 118

Ad10A16484 Aradu.A10 16484 c (A)10tacaatgtaaaa(AC)838 98936606 98936643 GTGGCTGCTATTTGGGTGTT TAGTTGCGTGGAGCATCTCA 248

Ad10A16486 Aradu.A10 16486 p2 (TC)6 12 98942707 98942718 GCAATTCACCTTCCCTCTGA AATTGCCTCAGAAGCAGGAA 168

Ad10A16489 Aradu.A10 16489 p2 (TC)8 16 98949500 98949515 TCAAGGGCCAGAAATTCATC AAAATAAAAACCGGTTCGGC 159

Ad10A16491 Aradu.A10 16491 p2 (TC)7 14 98957089 98957102 TCAAGGGCCAGAAATTCATC GCCTTCACGGTTAAAACCAA 206

Ad10A16493 Aradu.A10 16493 c (A)10ggccttagaagccttttcacaagtgccaatttcatttttcactaacaaatggattaatttttaacctgtcgtcgaattgaaaaatattatagat(A)11115 98959051 98959165 AGCTTTGGTTCGCATGAACT AACCTATTTCATTGTGCGATTC 167

Ad10A16494 Aradu.A10 16494 p3 (TAT)9 27 98959675 98959701 CAAATTCTTTCGATTTTTGTCG CGTTCTTCTCTCTCGCCATT 254

Ad10A16496 Aradu.A10 16496 p3 (ATA)6 18 98963974 98963991 GACGCTTACGTGCTGCATTA TTAGACCCGATTTGATCCGA 264

Ad10A16498 Aradu.A10 16498 c (T)10aatttttccattgcaaaataaatactttagatttgttttctaaatttactctatcaaacacactgtaaattg(A)1092 98968022 98968113 GAAAATCACCCAACACTCTGAA TGGTGTTGAAAAATAACATCCAA 255

Ad10A16499 Aradu.A10 16499 p6 (CTGATT)6 36 98970802 98970837 GCCATAGCAAAAGAAGCAGC TTTGGTTTTGTTTCGCTTCC 213

Ad10A16500 Aradu.A10 16500 p3 (ACA)5 15 98972106 98972120 CCTGAAGAATGAGGCTAACCC GATTCAGGTAGGCTCCGTCA 274

Ad10A16501 Aradu.A10 16501 p3 (AAT)13 39 98973377 98973415 TTTCATGCCTCTTCTAAATCG GTTTGCATTCATGCACTTCG 241

Ad10A16513 Aradu.A10 16513 p2 (TA)8 16 99002498 99002513 CGCTTTGATCTGTGTTCTGC CTCCAGCCAGCTTTAGCATC 259

Ad10A16514 Aradu.A10 16514 p2 (GC)6 12 99018190 99018201 CTGGTAGCACAAGGATGGCT CACCAACCTCTAGGCCACTC 168

Ad10A16515 Aradu.A10 16515 p2 (TA)9 18 99036665 99036682 GGTTTCCTTGGGGTTTTCAT AAAAATTGCGACTCGAAAGC 201

Ad10A16518 Aradu.A10 16518 p3 (TTA)7 21 99040509 99040529 TGAAAGTGAAATGATACAATTTGG TCTGAGACGACATATAAAATGACTGA 246
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Ad10A16519 Aradu.A10 16519 p3 (AAG)6 18 99041172 99041189 TTGAACAAGGCTGGGAAGAT TTGTATTCCTGAGCTAGTTCTCACA 209

Ad10A16520 Aradu.A10 16520 p3 (GGC)5 15 99049658 99049672 GGAGGAGGTCCATTTGGATT TTGACCGTACCGTTCCAAGT 187

Ad10A16523 Aradu.A10 16523 p2 (TG)8 16 99054756 99054771 CGCTCGAGTTGTAAAGCAGA TAGCATCGCAGGCTCAGTTA 267

Ad10A16524 Aradu.A10 16524 p2 (AT)6 12 99070129 99070140 TGCCTATTTATAATGCTTGTGAATCT GCCTTAGGTCCCTCATGGTT 280

Ad10A16525 Aradu.A10 16525 p3 (TAT)8 24 99078804 99078827 AATTTGTTAATATAATTTGCGAGAAGT AGGTTTCAATTATGAGCATTTGA 139

Ad10A16526 Aradu.A10 16526 p3 (GGC)7 21 99081037 99081057 TTTGGACCAACTGGAACGAT AATCCAAATGGACCTCCTCC 197

Ad10A16527 Aradu.A10 16527 c (A)10ttaccccgtcactattttgataaatatagttctaacagaatctg(A)1064 99082502 99082565 CTGGGAGGGAGAAGGACTTT TGAAACCTTCGATTTGGAGAA 270

Ad10A16529 Aradu.A10 16529 p2 (TA)8 16 99084151 99084166 AAAACGCAGCACTCAGGTAAA TTTGTGGGATTCTATTTTGGC 209

Ad10A16532 Aradu.A10 16532 p3 (GAA)5 15 99104841 99104855 CTCCAATTTGAACTTTGCCC GACTCCATCAACGCAACCTC 229

Ad10A16533 Aradu.A10 16533 p3 (AAG)7 21 99112228 99112248 TGGTTTCTGTATTCTGGGGC CCCATCCTTCTCTTTCAGCTT 274

Ad10A16537 Aradu.A10 16537 p6 (TTTTAT)5 30 99117906 99117935 GCTGTAACATTGGCCACAAA AAAAATGGAAAACAACTCAACTATTAT 267

Ad10A16539 Aradu.A10 16539 p3 (AAT)7 21 99120993 99121013 GAATTTCAAAATCATTAAATGTGTCAA TGTGCGAACTTGCACTATCC 243

Ad10A16545 Aradu.A10 16545 p2 (AG)7 14 99146453 99146466 TCATGAGTTATCATCCAATGCC CATGGTTTCTCTCGAGGGTT 234

Ad10A16553 Aradu.A10 16553 p2 (GA)20 40 99174486 99174525 TGGCCTATCAAATTACTTTTGTGA TTCGTATAATAATAGTGTGGGGATCTT 251

Ad10A16554 Aradu.A10 16554 p2 (AG)11 22 99179150 99179171 GGTCCTTGAAAAGGGTAGCA TGTACCGCAAAGAGCACAAG 228

Ad10A16557 Aradu.A10 16557 c (GA)7tgggatcctattcaatgctcctcgaaactttagaatattaaaactccttttaaagagttagaaaatagttaacatttac(T)12105 99181551 99181655 GAAGAAGAAGAAGCCGTGGA AATGGGCTTAAAATGGCCC 277

Ad10A16561 Aradu.A10 16561 p2 (AG)6 12 99202904 99202915 GGGGTTGAATCTTAGCCCTT CTGGATGTAGGCTGCATTGT 249

Ad10A16563 Aradu.A10 16563 p2 (TG)9 18 99207403 99207420 TGGACGACATCGATTGAAAA TGAGTCCTTGCACCAATGAG 271

Ad10A16571 Aradu.A10 16571 p3 (ATA)6 18 99224935 99224952 TTTGTCCAAAAATAGAGATGGAA GCACCGATTCATGATCCATA 265

Ad10A16573 Aradu.A10 16573 p2 (TA)6 12 99226418 99226429 TGCAACAATAATAATGCACGAA CCTTCATTTGGCAGGTCAGT 262

Ad10A16574 Aradu.A10 16574 c (AAT)5attgttattaggaggacgagacttaattaattaatcaagcagcttctgacaaatcatatagttagagaatatctgcgacaagggttaatac(T)11117 99228274 99228390 ACGCTGCCGTAAAGGAGATA TTTTGCTTTACACATGTTTATTTTCTG 261

Ad10A16577 Aradu.A10 16577 p2 (AC)7 14 99232425 99232438 GATGAAGTGCTTTTTGTGCG CCATGACGATGACGACATTT 197

Ad10A16583 Aradu.A10 16583 c (A)10taaatacacagtagaagagagtgagcactataa(TAC)558 99236944 99237001 CCCAACAAACCAAAGAGCAT TTGCAAATATCAATTGCCCA 255

Ad10A16584 Aradu.A10 16584 p3 (ATA)15 45 99237170 99237214 AAGCACTTTGGGCAATTGAT AGGGACCGATTTGAGATTTT 272

Ad10A16585 Aradu.A10 16585 p3 (TAA)7 21 99237484 99237504 AAGGGGTGAAAATTCATCGG GGTTGTCATTAGATCCCCTCTTC 114

Ad10A16588 Aradu.A10 16588 p3 (TAA)8 24 99254511 99254534 CTTTCATGCAAGTTTGGGCT ATTTGTTTTCCGGTGATTGC 256

Ad10A16589 Aradu.A10 16589 p3 (AAC)6 18 99255165 99255182 TCATTCACTCAATCAGCGAGA CCACATAGTGGGACAAGGCT 212

Ad10A16591 Aradu.A10 16591 p2 (TG)7 14 99267405 99267418 CAGAAATGGTACCCCCATTG GCACAAGCAAGCAATTCAAA 209

Ad10A16592 Aradu.A10 16592 p2 (TG)11 22 99268061 99268082 GCACCTCGCTAGGAGTATGG GTAAAACTGAGGTGGCGAGG 247

Ad10A16593 Aradu.A10 16593 p3 (TTC)5 15 99287367 99287381 GCTGTGACTGGGGAGAAGAG AGAAGCTCGAGCAGAACCAG 266

Ad10A16594 Aradu.A10 16594 p2 (AG)24 48 99290733 99290780 AAAATCCCGAATTGAAACCC ATCTTCGAGCCCTCCTTCTC 215

Ad10A16598 Aradu.A10 16598 p4 (CACT)5 20 99297058 99297077 TGGAAGAATTGGGAAGTTTGA CACCGCTTTTGTTGTGTTTG 272

Ad10A16599 Aradu.A10 16599 p2 (CT)9 18 99299419 99299436 CCCATGAAAATTCTAAACGCT CACCAAGGTGGGTTCAATTC 273

Ad10A16600 Aradu.A10 16600 p2 (GA)8 16 99299979 99299994 TGATTGGTGATTGCTGGAAA GAAGTTGCAATTTGGCATGA 257
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Ad10A16604 Aradu.A10 16604 p2 (AG)8 16 99306616 99306631 TTTTAGCAGGTCGACCCAAC AATGGGAGTGAATAGGCACG 234

Ad10A16605 Aradu.A10 16605 p2 (AT)9 18 99314592 99314609 GACACGAGTTTCTCCGGGTA TCTAACCATGGACAGACCCC 210

Ad10A16610 Aradu.A10 16610 p3 (TTA)6 18 99336128 99336145 TTCTTCCAACCAAACATAGCC AATCAAATCGAACCAAACCG 126

Ad10A16613 Aradu.A10 16613 c (TCC)5tctttcttctccctcttctttgcattc(CTT)557 99350498 99350554 AAACCATGAGATCCGTTACACA TGCAGCAACAACAGTAGCAA 219

Ad10A16615 Aradu.A10 16615 p3 (ATA)9 27 99354982 99355008 AAACTACCGCAGGGCCTAAC CTGTGGTGGTGGACTCCATA 277

Ad10A16619 Aradu.A10 16619 p3 (AAT)6 18 99358525 99358542 TTTGAAACACGCCACTTTTG CACCTCTTTCGAAGCTGTCC 244

Ad10A16620 Aradu.A10 16620 p3 (AAG)5 15 99359425 99359439 AAACCAACTTCGTAGCCTCC TGCATGGACTCAAAATCCAA 131

Ad10A16621 Aradu.A10 16621 p2 (GA)10 20 99359681 99359700 CATGGGAAGAGAGGATCCAA CTCCCTCGTGTTTAACGCTG 277

Ad10A16623 Aradu.A10 16623 p3 (TAT)5 15 99364844 99364858 GGTGGTGCTGATCACGTATG GGTCCAAGTGGAGCAACAAT 143

Ad10A16624 Aradu.A10 16624 p2 (TG)6 12 99365069 99365080 CGGTTTTCTTGCTCTTGCTT ATAGCCTTGGCTTATGGGGT 242

Ad10A16625 Aradu.A10 16625 p3 (ATA)7 21 99370226 99370246 ACAACCGAACTGAACCGAAC GGGAAATGGGGAATGAGTTT 166

Ad10A16626 Aradu.A10 16626 p2 (TA)8 16 99374815 99374830 GACTCCCTTGGAACGTGAAG GCATCACACTCGAAACGTCA 276

Ad10A16627 Aradu.A10 16627 p3 (ATT)7 21 99377533 99377553 TTCCACCATTTTTGTATTTCCA TGTTTCATTCACAAAAGTGTAACAA 224

Ad10A16630 Aradu.A10 16630 p2 (AG)10 20 99380124 99380143 TGTCCAGTAACCCATGTCTGA TCCTAATCACCAAAGGCAAT 280

Ad10A16633 Aradu.A10 16633 p3 (CCT)8 24 99385816 99385839 CTCCTCTTTTGAAAGCACCG CGCGTTCCGAAGAAAGTAAG 134

Ad10A16635 Aradu.A10 16635 p2 (TA)6 12 99389879 99389890 TCGGGAAAGAAATAGAGAAACAA CGCTTCTTAGTCTCCATCCG 177

Ad10A16640 Aradu.A10 16640 c (TG)25(AG)15 80 99402880 99402959 TCAACGGTTGGATCAATGAA CATAGTGCTGATGCTGCTGAA 248

Ad10A16641 Aradu.A10 16641 c (A)10ggtggattcaatgtctgtggacagagtgaccttattaaagatttagggttaattattaattagcaaattacaatcacttc(T)11c(T)11113 99403667 99403779 TGGAAAAAGGACGCAACTTT GTGTGCATCGATCCATTGTT 270

Ad10A16643 Aradu.A10 16643 p3 (TCA)5 15 99410006 99410020 CGATGGTCAAGATCATTTTACG CTCGTGCTTCAGAGAGGCTT 196

Ad10A16644 Aradu.A10 16644 c (T)12gaaaaacaaagctcaacatactaagtaaagcgcacaactaacacaagataaggcagagac(A)1082 99411725 99411806 GCGATGGAAAATAAAGAGTGC CCGACGATATTCGACGATTT 218

Ad10A16645 Aradu.A10 16645 c (TA)9ttattaattcaattattaccttgtgtatcttggagctatctacaaggttt(TA)680 99418861 99418940 CGGCCTAAACTTTACGGGTT CAAAAATTCGCTGCTGACAA 235

Ad10A16646 Aradu.A10 16646 p3 (ACC)5 15 99432731 99432745 TGGGATCGACCCTTACTCAC TTTCCATTTTTGTTCCTCCG 251

Ad10A16648 Aradu.A10 16648 p3 (GGT)5 15 99440983 99440997 CTATAATTGTGGCTGCCGGT GCAGCCATTAAATCTCCCAA 241

Ad10A16653 Aradu.A10 16653 p3 (AAT)22 66 99455795 99455860 TTTGGGCTGTTCTTAATGCC ATCTCTATGGAGGGGGAAGC 217

Ad10A16655 Aradu.A10 16655 p3 (AAT)14 42 99457838 99457879 TGGCGGCTGTCTATATTTCA GACAAATTTTAACAATAGGGGCA 216

Ad10A16662 Aradu.A10 16662 p2 (TA)7 14 99486911 99486924 AGGCTCACGTGACTTTATGGA TTTGCCACCACAACTACTGG 272

Ad10A16664 Aradu.A10 16664 p2 (AC)11 22 99489348 99489369 GCTCCAACGATGGACCTAAA AACAGAATTGAAAGCGGGG 126

Ad10A16671 Aradu.A10 16671 p2 (AG)15 30 99497515 99497544 GTTTCCAATTCCATGGTTGG ATGCTTTTCTTGCCTCCTCA 261

Ad10A16675 Aradu.A10 16675 c (A)12ttaatgttattttttttgcacaagagctaatcagtccaaaaaaacagaaaccggattgga(T)1082 99504096 99504177 CAACGAGGCCCTTAACAAAA TCGAAAAGATAACGAGACTCCC 182

Ad10A16679 Aradu.A10 16679 p3 (ACC)6 18 99522640 99522657 GAAAAAGCAAGTGGTGCAGA CAGAAGCAAAAGGTGCTCAA 194

Ad10A16683 Aradu.A10 16683 p2 (AT)8 16 99535264 99535279 TCAAAGACACGTGCCTGATT TTCTCATTTCCACTCTTGCATT 103

Ad10A16692 Aradu.A10 16692 c (AAG)5atgatgatg(A)1034 99561598 99561631 CATCCTCTTCCAAGTAATTTTGC TCTCCTTCTCATCTTCTACTGCTTC 201

Ad10A16695 Aradu.A10 16695 p4 (TTAT)7 28 99566449 99566476 GCAACCCAAACTTTGCCATA TCTCAGATTTTCAGAGAAAAGATACG 256

Ad10A16698 Aradu.A10 16698 p2 (TC)16 32 99568144 99568175 TGGGGGCATTACAGAGGTTA TTCACCCATGGTTTTGTTCA 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A16699 Aradu.A10 16699 p3 (ATT)5 15 99574268 99574282 TCTATTGCCATTTTGAGCCC ATCAAACACGAGCCCATTTC 267

Ad10A16702 Aradu.A10 16702 c (A)10gtaatgcaattatcaaagtatatccggatgagcg(T)1458 99585674 99585731 TTTCCTTCCTTTTGGGATGA AATTTATTTTACATTCTCAAACCATCA 241

Ad10A16703 Aradu.A10 16703 p3 (GGT)5 15 99591344 99591358 TCACCTCGTGTTCTTTGTCG CTTAATGGCAGTGACGGTGA 165

Ad10A16705 Aradu.A10 16705 p3 (GAA)7 21 99595743 99595763 AGTTGCGGAAGCTGTTGATT CCACTCTGCTTCTTCTTCCG 166

Ad10A16712 Aradu.A10 16712 p2 (AT)9 18 99609646 99609663 GCTAGCCTTGACTTTGCAGG ATTAGTCCGTCCCTCAGGCT 273

Ad10A16713 Aradu.A10 16713 p2 (TA)11 22 99615057 99615078 AGTCCCTGGGTTATTTTGGG ACTCAGCCTGCGAAGTCAAG 206

Ad10A16716 Aradu.A10 16716 p3 (TTA)5 15 99627444 99627458 CCTAATCGCAACTAACGGTATG AAACCCCATAAATGGCACTG 169

Ad10A16724 Aradu.A10 16724 p2 (AT)9 18 99648166 99648183 ACACGTCCACACGAAAATGA CAAAACTTGTGGCCATCGTA 199

Ad10A16732 Aradu.A10 16732 p2 (TA)7 14 99667260 99667273 AGACCTGCGAAATCTTCGTG TTTCTGCGGGAAGGTGAATA 231

Ad10A16735 Aradu.A10 16735 p3 (ACG)5 15 99669234 99669248 GTGTGGATTTGGATATCGGG GTCGTTGTCATTGTCGTCGT 206

Ad10A16739 Aradu.A10 16739 p2 (TA)6 12 99684056 99684067 TGGAGAGAGGCAGGATTTTG TGCTCAACCTTCAAGAAGCA 216

Ad10A16740 Aradu.A10 16740 p2 (AT)11 22 99685190 99685211 AGCCTGCGAAGCTAAGACTG CCTCCGGTTCTCATTCCATA 271

Ad10A16742 Aradu.A10 16742 p2 (GA)6 12 99690673 99690684 CCAAAAATTTCTGAGCGAACA CATGTGGTCCATACCCACAG 236

Ad10A16743 Aradu.A10 16743 p3 (GAT)12 36 99691782 99691817 CTGGCGAAGAACTTGGTTTT GCACCTTTTATGCCTTTGGA 206

Ad10A16744 Aradu.A10 16744 p5 (TTATC)5 25 99714289 99714313 GTCCGATTTGTTGGACTTGG AGAGATAAAGGCGGTTCCGT 265

Ad10A16752 Aradu.A10 16752 p2 (TA)6 12 99774058 99774069 AATTTTGTGTGTTCTATGTTGTATTTG GTCAAATTCGCGGGTCTAAA 262

Ad10A16755 Aradu.A10 16755 c (TA)7(AT)7 28 99776534 99776561 CTTGTTTGCACCTCCCTTGT TCACTCCCGTGATTCACTTTT 209

Ad10A16756 Aradu.A10 16756 c (T)10ggttatttttgcagcatctcaacaagtttagcttagcatagctatctttgtgtgtctgttaagatggatttaaaatgtggggttgtg(T)10107 99777466 99777572 GCACACAACACCACACAACA TCTTCTTTCCCAACAAACAACA 213

Ad10A16760 Aradu.A10 16760 c (T)10gggtattatgctttgtcattgttattgttaaatttgaaggatttgatatggttggatttaaaaagaaaagttttgaagtgttgatggtggtaatcat(A)10117 99784002 99784118 TGCCGTTTGTCTCTCTAATTG TGTCTGATGATTATGCTTCGAT 270

Ad10A16762 Aradu.A10 16762 p2 (AT)12 24 99789746 99789769 CTACCCGCGGATTACAAAAA ACCCTATCTAACCAACCCGC 234

Ad10A16763 Aradu.A10 16763 p4 (TTCT)5 20 99795558 99795577 TCATTGCATAGAGGGAATTGG GCTAGTAAAATGCAACTCGTCA 204

Ad10A16764 Aradu.A10 16764 p3 (AAT)5 15 99797519 99797533 TGAAGGACTCAACAATTTCGG CGAAGAATTGTATTGTCCCTTTTT 269

Ad10A16765 Aradu.A10 16765 p3 (ATA)8 24 99802312 99802335 GGACAACGATGATCATAACGG TCGCTTCTTTTTCGTAGGGA 205

Ad10A16766 Aradu.A10 16766 c (TC)6ttttcgattatcctattaacctactcaattctccatttttttcttcttttttctcattcttcctct(TTG)593 99802611 99802703 AGCCATTCATGCCAAGACTC GCCATTTGTGACATTGCATC 213

Ad10A16767 Aradu.A10 16767 c (T)14aaaaagagaaggctcttcaaccatcgtggtactttggttgatagggaaagttgcttcattcattctccttg(T)1095 99806823 99806917 CCCCACATTTGACGTGTTTA GGAGAAGACTTCACATGTCCC 268

Ad10A16770 Aradu.A10 16770 p3 (TAA)6 18 99809617 99809634 TCCAAAACATGCTAACATTAATAAGA TTGTCAAGGTGAAGGAGAGGA 188

Ad10A16774 Aradu.A10 16774 p2 (AT)9 18 99836638 99836655 TCGGATTAGATTCGATCGGT TCCGCATAATTAAACCTTCTCTTT 269

Ad10A16776 Aradu.A10 16776 p2 (CA)6 12 99857519 99857530 CCAAGCTTTTCAAAATCACCA TGTTCGAAATCTCAGCCCTT 267

Ad10A16778 Aradu.A10 16778 p3 (CTT)7 21 99862373 99862393 TTTAGGTCACGCGCTCTTTT ATCCCCACCTTTTTCTGCTT 213

Ad10A16779 Aradu.A10 16779 p3 (AGA)7 21 99863049 99863069 CAGATTCAGAACACTTGCATCC CGCACGCAGATTCTTCTTCT 198

Ad10A16781 Aradu.A10 16781 c (T)14cccctc(TG)9 38 99868449 99868486 GTTCATGGTGTGCGTTTTTG TATGAGGACCGAGTTGTGGG 255

Ad10A16782 Aradu.A10 16782 p2 (CT)6 12 99876385 99876396 CTCTTCACTGCATCCTTCCC CCTCCATTCCATTCCCACTA 255

Ad10A16783 Aradu.A10 16783 c (T)10ggtagttagtatatggaccctctttttttttgtagttagtatatggaccctc(T)1375 99876638 99876712 GACACGTACCGTACAATCCCT TCGAAAGATTTTGAATCCATTG 274

Ad10A16788 Aradu.A10 16788 c (TC)7tgaaatactcaaacgactacttctttctccgattttattattc(T)1067 99904110 99904176 GACGTCCCACCTTATCCTGA GCAGCAATGACGAAGACAGA 180
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Ad10A16789 Aradu.A10 16789 p2 (TC)15 30 99911057 99911086 CACTCGACGTCCCACCTTAT AACAACGGCGAAGACAAAAC 175

Ad10A16791 Aradu.A10 16791 p2 (TA)7 14 99940815 99940828 AAATATTCTCCGGCCAACCT AATATGGCTGACATCGGGAG 218

Ad10A16794 Aradu.A10 16794 p2 (TC)7 14 99946947 99946960 CCTGGCAAGTACAAAACGAAA AGTGAGAGGGTTGGTTGGTG 140

Ad10A16796 Aradu.A10 16796 c (A)12gaagaagaaattttgagcagtaaaattcttttac(T)1359 99947697 99947755 TGGTCTCACAACAAAGGCTG AAGCTTGCTTTCCTGCAAAA 251

Ad10A16797 Aradu.A10 16797 p3 (AAT)5 15 99959807 99959821 AACGGAAGGACAAACGTGAC TGTAAACAGGCCACACCAAA 230

Ad10A16798 Aradu.A10 16798 p2 (AT)11 22 99976818 99976839 TGGAATAGTGTGGCATGTGAA CAGAGTCTCGTACTGATAATGTGTTG 251

Ad10A16799 Aradu.A10 16799 p2 (AT)8 16 99982119 99982134 GGTTTTTCACAAAGGTTCGG CGTCCAGGTTGCTTTAGACC 241

Ad10A16800 Aradu.A10 16800 p4 (TAAT)7 28 99983771 99983798 TCTCTCTCTCCCTTTTACATTGC TTGAAACGATAATGACGAGGA 248

Ad10A16803 Aradu.A10 16803 p2 (CT)7 14 99985493 99985506 TGTGTCACAAGCACCCTCTC TACATCACCACCACCACCAC 246

Ad10A16804 Aradu.A10 16804 p3 (TGG)7 21 99985673 99985693 TGATCCCTTGATGTCAGTGAA TTTCCATGCCCAAAAGTCTC 252

Ad10A16805 Aradu.A10 16805 c (AGC)5aacc(ACA)9(ATA)561 99985904 99985964 GGAAGATGGGTTTTGGGAAT CTTGAAGGTATGCAGCTCCC 211

Ad10A16807 Aradu.A10 16807 p2 (TA)6 12 99991181 99991192 TCACTTATGACTAATGGCTGATGAA AGTTTGACAAATGCCGATCC 276

Ad10A16810 Aradu.A10 16810 p3 (TAT)5 15 100010736 100010750 TCATTGTGAATGCTTGGTGTC TGCAAATTTCAACAAAGGGG 261

Ad10A16812 Aradu.A10 16812 c (TAAA)5aacactcacaactccagtgggtgagtaggtggtgacggtgaacttctgatcactgtgataatccttgaacagcagatctacataaaacaaaagacaaagc(A)10130 100023167 100023296 TCCAGCTCAATCAAATTGAAAA TGACATTGGAAAGAAAGCCA 276

Ad10A16813 Aradu.A10 16813 p3 (GCT)6 18 100023438 100023455 GGTGGTGACGGTGAACTTCT CTTTCCGTTTCCCAATTTGA 274

Ad10A16814 Aradu.A10 16814 p3 (ATA)6 18 100024093 100024110 TGGACTCCCTGCAATCATTA CGGAAGATTAGGCCAACGTA 280

Ad10A16818 Aradu.A10 16818 c (A)10ccataaaaacacaaagtagccaaattcaagcggcaaattaaatacctatgggttgtga(TGG)686 100029756 100029841 TGAGTGACAATGACAAAGGTGA AGGACCATGCCTGACACC 280

Ad10A16821 Aradu.A10 16821 p3 (ACA)5 15 100033154 100033168 TTCAGGGGTTGAAGGAGTTG CGTGCTTGCGTGTGTGTATT 217

Ad10A16825 Aradu.A10 16825 p3 (TAT)6 18 100041485 100041502 TGAACTTAGCTTTGCTAATACTTCAC TCTCACGCTTCTCTCTTGCTT 187

Ad10A16826 Aradu.A10 16826 p2 (AT)6 12 100042289 100042300 CCTTCTGTCGCAAGATGTGA CGCATCCCAAGCTCAATAAT 241

Ad10A16827 Aradu.A10 16827 p2 (AT)8 16 100043185 100043200 GGACACTTGAAGCGAAGTGG GGAATAGCAGCAAAGATGGC 274

Ad10A16828 Aradu.A10 16828 p3 (AAT)5 15 100052744 100052758 TCGATAATCAAAATCATGGCA TGGACATCCACGTTACAACC 198

Ad10A16830 Aradu.A10 16830 p2 (AT)6 12 100054882 100054893 CATGTCTCCCTCCTTATTGTTCA CAGCTCCTAACTCAGCTCGC 202

Ad10A16837 Aradu.A10 16837 p2 (AT)12 24 100085960 100085983 CAGTGGAGTGAAAATCATTGGA TCTTTTGCCATCATGCTTGT 219

Ad10A16842 Aradu.A10 16842 c (T)11aggtgaacatatgtatgtatg(TA)950 100097770 100097819 TGGGACGTAAGTTTTGAGGG CAATAGACCTTGGCCAGGAA 227

Ad10A16846 Aradu.A10 16846 p3 (CAT)5 15 100106924 100106938 CTTTCATCACCGGCTTCATT CTTAGGAGATGCCCAACCAG 114

Ad10A16847 Aradu.A10 16847 p3 (AAT)5 15 100108728 100108742 ATCACCAACAAACTGCGTGT TGGGCAAACTCACCACACTA 279

Ad10A16848 Aradu.A10 16848 c (A)10taaaaaataaaaaattcc(A)1038 100110911 100110948 TCGCTTTTTCACATCGTCAC TTTTCCTTTCTGGAACCACG 249

Ad10A16850 Aradu.A10 16850 c (TTCTCC)6ttctctttatgtgttttcttttccttcttctcctcctcctctttattt(TTC)6102 100111654 100111755 TGCTTCTCCTTTTCCTTCTCC AAGAAGAAGAACCTGCGTGC 276

Ad10A16854 Aradu.A10 16854 p2 (TG)6 12 100128864 100128875 TGTTGCAGGACAGTGGAAGA AATGGTAGATGGGAAGCACG 268

Ad10A16855 Aradu.A10 16855 p2 (GT)6 12 100130243 100130254 TGTGGCATTGACATCCAACT AAGGCCAAAAACAAATGTGC 174

Ad10A16856 Aradu.A10 16856 p3 (ATA)11 33 100132368 100132400 GGGAGTGCTGTATGGGTTGT TGTTCAGCTAGTGTTAATCCATTG 275

Ad10A16857 Aradu.A10 16857 c (GAG)5gtggtgacgacgacgataatgataatgaaagaaaaaaattaagag(GAA)575 100134530 100134604 TGTAGAAGAAGAAGGCGACGA GCTAACCGAGTACTGCGTGC 246

Ad10A16860 Aradu.A10 16860 p3 (TAA)17 51 100138203 100138253 CAAAAGATCATCCCCTCGAT AACTCACAATTTTGACCGCA 191
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Ad10A16862 Aradu.A10 16862 p2 (TA)6 12 100147238 100147249 GAATTTTGATACATTAGAGACAAAAGG TCATGAAATGTTTGTAGAATGATTAGT 114

Ad10A16864 Aradu.A10 16864 p2 (TC)6 12 100169709 100169720 TTGTGCTGGAGTAGTGCTGG TGCTTGTCCTCAAGCAAAGA 260

Ad10A16865 Aradu.A10 16865 p2 (AT)6 12 100170364 100170375 TCTGTGATTTTTGAATGCATGA ATTGATGCTCAGAGCCTTGG 220

Ad10A16866 Aradu.A10 16866 p3 (CGG)5 15 100186187 100186201 TGAGGGAGGTGCATGTCATA CGGTCTCTCCTTCTTGCATC 244

Ad10A16867 Aradu.A10 16867 p4 (ATAC)10 40 100206897 100206936 CTTCCCACCTCTGTCATGGT GTGAACGTTCCCATGCTTTT 234

Ad10A16868 Aradu.A10 16868 p4 (AAAT)5 20 100215414 100215433 TTGAAGTGACTTGCGTCGAA AATTCTTAGTCTCCGCGACG 260

Ad10A16869 Aradu.A10 16869 p2 (AT)7 14 100219976 100219989 TGATTGATTTAAAAGGGTATTTTTGTC AGGTGTTTGCTTTGGTACGAT 248

Ad10A16874 Aradu.A10 16874 p3 (TTC)5 15 100235455 100235469 TTGATGCCTGTGCTAGTTGG GCCAACAATTTTACAATCCCA 177

Ad10A16876 Aradu.A10 16876 p2 (TA)6 12 100260901 100260912 GCAAAGTACATATATATTGGGACACG AAAAAGAATCCAAAGTAACACATAAAA 280

Ad10A16877 Aradu.A10 16877 p2 (AG)6 12 100261815 100261826 GGAACTTCTCATGGATCGGA CCTCCACTACCCAAGAGCCT 247

Ad10A16880 Aradu.A10 16880 c (CT)7a(TC)6 27 100283621 100283647 GCCCCTGGTTTTCTCTTCTC TTGAGATGTGACGGTGGTGT 225

Ad10A16882 Aradu.A10 16882 p2 (GA)7 14 100284894 100284907 TGGTGTTGGCTGTTGAGTTC TGGGCTTGACACATCACATT 258

Ad10A16887 Aradu.A10 16887 p3 (ACA)5 15 100294460 100294474 TTAAGCAAAATTATCCTGCACA TGATTCATGTAGCCGACCCT 129

Ad10A16890 Aradu.A10 16890 p2 (AT)7 14 100319439 100319452 TTTACACTAAATTTGGTTATTCAAGTG TGGAATACAGGCCGAAAAAC 272

Ad10A16891 Aradu.A10 16891 p3 (TAA)6 18 100320867 100320884 CCCTTATCATTCACCTCCTCA TTTTCTGTCATTAGTGGCTCTCA 142

Ad10A16893 Aradu.A10 16893 p4 (TAGA)14 56 100321545 100321600 ACGAATGTGCACAAAATGGA GAAACTCTATGCCTTCCCCC 267

Ad10A16896 Aradu.A10 16896 c (TA)6gatatattgattattatttttatattattatttc(T)1056 100338835 100338890 AAATCGGCATGTTTGTGATG TCAAACTAACGTTACCTGCCTTT 260

Ad10A16897 Aradu.A10 16897 p2 (TA)9 18 100350011 100350028 ACGGCCGATGATAAAGTCTG CCATTAACAAACCCAGAAGCA 219

Ad10A16899 Aradu.A10 16899 p3 (TTA)7 21 100351889 100351909 CCATAAAATTGCCCTGGTGT CATGGTACAAGACAAAAGCATGA 227

Ad10A16900 Aradu.A10 16900 c* (ATA)14(AATA)5*58 100352105 100352162 CATGCTTTTGTCTTGTACCATGT ACTCACATCCGCGTCTTCTT 237

Ad10A16903 Aradu.A10 16903 p2 (TC)8 16 100364771 100364786 TTCATGGTTTTTCCCTCACC CTACAACGAGGGAAGGCAAC 139

Ad10A16906 Aradu.A10 16906 p2 (GT)6 12 100369174 100369185 GGTGCCACACTTGTTTCCTT TGCCTCGGGAGAATCATATC 253

Ad10A16907 Aradu.A10 16907 p2 (TA)7 14 100369448 100369461 GATATGATTCTCCCGAGGCA AAGACATATTTTCACAAACAAGCA 228

Ad10A16909 Aradu.A10 16909 p2 (TA)7 14 100370907 100370920 TTTCACAGCTGTACCGGAAA TCTTACTTTACAAATGAGAGCAACG 199

Ad10A16914 Aradu.A10 16914 c (GTG)5a(TGG)7tgttggtt(GGTGGC)7(GGTGTT)5117 100384763 100384879 GAATTGTTGTTTGCCGTTGA CACAATTACCTCCTCCACCG 212

Ad10A16916 Aradu.A10 16916 p3 (TAT)7 21 100393779 100393799 GGAAGCCTTGAATCCCATCT AGTTAAACAAAACGAAGCCAAT 190

Ad10A16918 Aradu.A10 16918 p2 (AT)6 12 100395059 100395070 TCCATGGTCCATCAGAGTGA GCGAAACCAAAGTCGGATAG 252

Ad10A16920 Aradu.A10 16920 p2 (TC)20 40 100412895 100412934 GGCTATTTGGTGAATTTGGG TCATGGGAATATTGCGAATACA 212

Ad10A16926 Aradu.A10 16926 p4 (GAAA)6 24 100439285 100439308 TCAAACTTTTTGGCAGACAGC CTTAGCTCTGCATCTTGGGG 163

Ad10A16927 Aradu.A10 16927 c (A)10tcatataaaatataattaaaaaatattatgtgtaaatcatttgtaaagtaatactattaaaaataggaataacaatatattttc(ATA)9121 100440151 100440271 TCCCCCAATCCATTCAATTA TCCAGCACTGGCACGTAGTA 269

Ad10A16928 Aradu.A10 16928 p2 (TA)6 12 100440796 100440807 TTGCCATTGCAGTAAAACCA CCATGGCCTACTACCGAGAA 134

Ad10A16929 Aradu.A10 16929 c (TTA)12ttg(TTA)657 100441049 100441105 GGAACATGTTGCAAAAGCCT TGGAGCAACAATGGAAGTGA 259

Ad10A16931 Aradu.A10 16931 p3 (CCA)5 15 100442859 100442873 AAAACGACATGGATCGCTTC ACCACAACATCACCCTCTCC 228

Ad10A16932 Aradu.A10 16932 p2 (AG)8 16 100443202 100443217 ATTTGAAGGGGGCTCTCACT GAAAGCGAGAGAAATTGGGA 172
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Ad10A16941 Aradu.A10 16941 p3 (TCA)8 24 100458576 100458599 TCCTCCTCCTCATCTTCTGC CCTCTTCCAAGTAATTTTACAGCA 212

Ad10A16950 Aradu.A10 16950 p3 (CTA)7 21 100499202 100499222 TAAAATCCCATCAAACCCCA CATACACGCTTTTCCCCTGT 159

Ad10A16951 Aradu.A10 16951 p3 (ACA)8 24 100499969 100499992 ACCACCTTGTGATGAGGAGC CCCTCCCTTTTTGGATTCAT 244

Ad10A16952 Aradu.A10 16952 p3 (TGA)8 24 100500223 100500246 ATGAATCCAAAAAGGGAGGG ACCCTGAATGCATTGACACA 279

Ad10A16953 Aradu.A10 16953 p3 (ATG)8 24 100500687 100500710 AGGAGTGTGTGAGGCATGTG ATTTTCATTGCAATCAGGGC 187

Ad10A16954 Aradu.A10 16954 p3 (ATA)6 18 100501299 100501316 TTGGTGCTTGAATGCTTTTG CAAGAAAATGTCTCCCTGGC 231

Ad10A16956 Aradu.A10 16956 p4 (AATA)10 40 100505993 100506032 GGCAAACTGAATGCATCAAA GCCGGCCTAGTAGTGCTCTT 114

Ad10A16958 Aradu.A10 16958 p2 (AG)7 14 100509720 100509733 GCAGTGACGACAGCAACAAT AAAAATAAAAACCACTCACGCA 128

Ad10A16966 Aradu.A10 16966 p3 (AAG)5 15 100531300 100531314 GATGAAGCTGAAGAAACCGC TGTTCAACATGGTATCAGAAGCA 270

Ad10A16967 Aradu.A10 16967 p2 (TC)6 12 100532865 100532876 CCCATGAAAGATACGAATGC AATTTCGTGCACCAACCAAC 246

Ad10A16969 Aradu.A10 16969 p3 (TAC)5 15 100535252 100535266 TTTATTCATGCCCGATGATG AGCTGAAGCGCCAGAAATTA 243

Ad10A16976 Aradu.A10 16976 p2 (GA)6 12 100550269 100550280 GAAAGGGGAGGGGAAGAAAG CCCCTCCCTCTCTTTGTCTT 134

Ad10A16977 Aradu.A10 16977 c (AG)8gagggagaaaaggagagagggagagaa(AG)655 100550399 100550453 GAGAGGAAGAGGGGAAGGAG CATCCCCTCTCTTTGTCTTCA 224

Ad10A16978 Aradu.A10 16978 c (GA)6gtgagaggg(GA)633 100550768 100550800 GAAGACAAAGAGAGGGGATGG CCCACACTCTCTCTCCCCA 244

Ad10A16985 Aradu.A10 16985 p4 (TATT)5 20 100577815 100577834 GGGGAGTAGTGACCATAAGTGG TGTGACACTGCTCCATTTCA 169

Ad10A16987 Aradu.A10 16987 p4 (ATTA)5 20 100578858 100578877 TCAAACGCTTTGATGAGCAC ATCGTGTGTGGGAGAATTGG 245

Ad10A16989 Aradu.A10 16989 p2 (GA)6 12 100583123 100583134 TTGTGTGACATATATAGACACTTTGAA TTGAGGCCCACTTTGTTAGC 219

Ad10A16995 Aradu.A10 16995 p3 (GAG)8 24 100595646 100595669 GAAGGAAGTGATCGGGACAA CGACTTATGGTTTGCCGACT 237

Ad10A16997 Aradu.A10 16997 p2 (TG)6 12 100601609 100601620 AAAAAGAGTTGAATTAGTTTGGATCT CTGAGCACACACACAAGCG 264

Ad10A16999 Aradu.A10 16999 p2 (TA)8 16 100606230 100606245 GATTTGGGGTCACGTGAGAT ATGCATGTCACAAGCGTGAT 162

Ad10A17000 Aradu.A10 17000 p2 (CT)6 12 100606859 100606870 TCCAAGTCCAAAAAGTGAAACA GCATTCGCAATAGGGTACGA 279

Ad10A17004 Aradu.A10 17004 p2 (GA)7 14 100622100 100622113 TTAGCGGCGAGGATTATGAC ATCATCGTTGCCCCTTGTAG 253

Ad10A17005 Aradu.A10 17005 p2 (GA)6 12 100622226 100622237 ACGCGAGAGAGAGAGAGACG TCTACCACCCCACTCTCACC 240

Ad10A17010 Aradu.A10 17010 p3 (ATT)7 21 100625580 100625600 TTGACCAAAGACACACCCCT CAAACCTGTGTCCCATGAAA 268

Ad10A17016 Aradu.A10 17016 p4 (TGAA)5 20 100636691 100636710 GGGTGTGTCTGTGTTGTTGC TCGTCATCACCACACTCTCC 172

Ad10A17017 Aradu.A10 17017 c (T)10cgagagagagaaagaagaaagaacaacatgaa(AG)654 100636885 100636938 GGAGAGTGTGGTGATGACGAT CGAAAACTTAAGACTTGGAAGCA 209

Ad10A17020 Aradu.A10 17020 p3 (TAA)16 48 100638120 100638167 TCGTGACTCCATTTTCCCTC TTGTTTGGTGATGTGCTTCC 258

Ad10A17021 Aradu.A10 17021 p2 (TA)7 14 100638378 100638391 GGAAGCACATCACCAAACAA AGAAAATTTTACTTTAAAACAGTTGGA 242

Ad10A17023 Aradu.A10 17023 p3 (ACC)6 18 100643499 100643516 ACCACCACCAAAACAGAAGC GTGTTGATGATGATGGTGGG 219

Ad10A17024 Aradu.A10 17024 p3 (GAG)6 18 100644849 100644866 CGACGATGATGACAATAACGA GCATTTCTCTTTTGACGGCT 277

Ad10A17025 Aradu.A10 17025 c (CTT)5taca(TTC)534 100646152 100646185 AACCGCACCACAAATACTCC TGCCACAAAAATCACCAAAA 280

Ad10A17026 Aradu.A10 17026 p2 (CT)18 36 100646653 100646688 TCCGTGATGTTCTATTCTGCT CTGTGTAATTGGCCGATGTG 270

Ad10A17027 Aradu.A10 17027 p2 (AG)17 34 100651249 100651282 TGAGTCGGCTATTGTTGAGG GCTTAAGGCCAACTGTTTCAA 143

Ad10A17028 Aradu.A10 17028 p3 (AAG)6 18 100651547 100651564 AACCAATGCTCAAGGTAAGCTA TGTTTATGGCAAGAATTTAATCCA 279
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Ad10A17030 Aradu.A10 17030 p4 (TTTA)5 20 100652383 100652402 GCTGCCGTATACGAAAGAGG AAATAAAAATGGGTTCCTGTTAAAAA 267

Ad10A17036 Aradu.A10 17036 p3 (TTA)6 18 100661928 100661945 GCAGCACAAAAGGGTCAAAT GAGCATATGGGACAGAGAGATTG 233

Ad10A17042 Aradu.A10 17042 p2 (AT)6 12 100665709 100665720 GCGTTAAGGCAATGGAAAAT AGGTTATGGCTGGCGTTATG 266

Ad10A17044 Aradu.A10 17044 p2 (CA)6 12 100666453 100666464 TAGGGATGGCAAAACTCCC TGCGATGAGAATGGAGAGTG 227

Ad10A17045 Aradu.A10 17045 p2 (TA)6 12 100672621 100672632 CCTCAGACCTTAGGGACGAA TGTTGTGGGTTTAGGGTTCTG 250

Ad10A17053 Aradu.A10 17053 p3 (TTG)8 24 100710170 100710193 CGTTTGATTCATGTAGCCGA CGTCACTCTCTCACCGAACA 202

Ad10A17060 Aradu.A10 17060 p5 (TTTTA)9 45 100727041 100727085 GGTCTCAAATGGTGGAATTGA CCTAAGCTTCTGCCTCCCTT 197

Ad10A17061 Aradu.A10 17061 p3 (AAT)5 15 100729470 100729484 CCCTTGAACCCACAAAAGAA GATGAGTAATCCCATGGCAGA 259

Ad10A17064 Aradu.A10 17064 p3 (TAA)21 63 100744435 100744497 GGGACAAGATTGGAACATTTTG TCAATAGCTGCCCCATAGGT 218

Ad10A17069 Aradu.A10 17069 p2 (AG)8 16 100758161 100758176 CGTCATATTTATAATTACCGCCA TTACCGTCGTTATTGAGCCC 193

Ad10A17070 Aradu.A10 17070 p2 (TA)11 22 100761380 100761401 TTGGGTCCAAGAACATACCTC TTTTTCTCCACATCATATTCACTTA 264

Ad10A17071 Aradu.A10 17071 p3 (AAT)11 33 100761961 100761993 CATGGCAAAGAAAGCACTCA TCTTCATCCACCCTTTGAGC 218

Ad10A17072 Aradu.A10 17072 c (T)10ctgttgttttcttttttc(T)1038 100762414 100762451 GCCTTTCCATTTGCTTGAGA CACACTTCCAATGTAGGCCC 161

Ad10A17076 Aradu.A10 17076 p3 (TAA)17 51 100773955 100774005 TTTCGGAGACCAAAATGGAG AAACACTAAAGTTGGTTAATATTGGCT 167

Ad10A17082 Aradu.A10 17082 p2 (TA)6 12 100801924 100801935 CATTGCCAGTTGACACATCC AGTTGAAGGTGCGAGAGGAA 244

Ad10A17087 Aradu.A10 17087 p3 (AAT)18 54 100810981 100811034 GATTAGGCCGATTCAAATTCA AACATGGCAAACTAAAATCCTCA 279

Ad10A17088 Aradu.A10 17088 c (T)10caatcaaaattatgtgtagactaaaaattaattatttatataaaatatatattaaaaatatataaaata(AT)691 100812213 100812303 TTCATCACGGGGTGAAATTA TTAAATTCTTAATTTGGGTGCAG 273

Ad10A17089 Aradu.A10 17089 c (T)10aaag(A)10 24 100813974 100813997 TCACCGCCACCCTCTAATAA CCCAAATCTTAACACCAAGGA 157

Ad10A17091 Aradu.A10 17091 p3 (AAT)14 42 100817272 100817313 GCCTAACGGTATCTTCCTCCA CGTGCTATTGAGTCGTGACAA 166

Ad10A17093 Aradu.A10 17093 p2 (AG)23 46 100834553 100834598 CGCATCTCTATGAGGCACAA ATCCCCCGACGTATTTTCTC 177

Ad10A17097 Aradu.A10 17097 p2 (AT)7 14 100847079 100847092 GGGTTTGCATTTCCAACAGT CGAATGACTCAATTTATTGCCA 189

Ad10A17098 Aradu.A10 17098 p3 (TAA)7 21 100848198 100848218 TCATGTTCATCTCCAACCCA TCGCAACTAGTAATATTTGAATGACC 259

Ad10A17102 Aradu.A10 17102 c (T)10attattattttcaaaagtgaaggaattactactactgttgcatttagtgggagggaattgacaaaattcccttcactatcatattgcat(A)10109 100860823 100860931 CAACCACATGGTGGTCTTGT TTAGCCCTTAATTGCCCCTT 219

Ad10A17103 Aradu.A10 17103 p3 (TTA)5 15 100862082 100862096 CAAGGGCCACAGGAATAGAA TCATGTTGTGTTGTGTCCGA 164

Ad10A17105 Aradu.A10 17105 c (TCA)5tcccaccgttcaaaccattgctc(TTG)656 100862815 100862870 ATTAGTACCGGCACCGTTTG CATGAAGTCGGTGTTGATCG 255

Ad10A17106 Aradu.A10 17106 p3 (TGG)6 18 100863132 100863149 TTCTCCTTCTGTTCCTGCGT ACCACCTCCGATCTCCTCTT 186

Ad10A17107 Aradu.A10 17107 p3 (GGT)5 15 100863283 100863297 CTGCGTGAACTTCGTTCTGA CGAGTACCAACCTCACCACC 268

Ad10A17108 Aradu.A10 17108 p2 (GA)11 22 100863976 100863997 CAATTTGGGGAAATGATGTTG CCCTTCTCTCCTTTTCCCTC 227

Ad10A17109 Aradu.A10 17109 p5 (TTTTC)5 25 100864190 100864214 CTCACCCCACTTCTGGGTTA CTACCCCTCAAACCCTCCTC 221

Ad10A17110 Aradu.A10 17110 c (ATT)5atatattaacagagatgagttaatttcttagttaattatgagttacgctaaccttataaactgg(TAA)594 100879547 100879640 AAATCCCAGCTAATTAAGTTGAACA ACAAGAAATGCCCGACAAAG 260

Ad10A17114 Aradu.A10 17114 p3 (AAT)5 15 100900326 100900340 CGTGCGTGTATGATCTGGAA AATGCCAGACAAGCACATGA 216

Ad10A17117 Aradu.A10 17117 c (A)10gtataagacaaataaaataaaataaaatgtctatgcaaaatatggagcaaatct(A)1175 100901729 100901803 TCCGAAAAATCTAAAGTTTAATCC TTGATCAACTCAAGATGGTTACA 230

Ad10A17118 Aradu.A10 17118 p2 (TA)6 12 100903105 100903116 TTTCTCATCCATGAAACCACA CAGCCTTTTGAAGGACATGC 168

Ad10A17138 Aradu.A10 17138 p2 (AG)6 12 100954889 100954900 TGAGCTCTGACCAAATGCAA CTTTGAAGCTTCCACCGAAA 206
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Ad10A17140 Aradu.A10 17140 p3 (CAA)5 15 100969835 100969849 CTACCCAATGCACACTCCCT AGAACCTGCACATTCTTGCC 236

Ad10A17144 Aradu.A10 17144 p3 (ATA)9 27 100972895 100972921 TGGGAGATCAAAGTCCTTTTT AAAATTTTGTGAAACTATAAGAACCAA 183

Ad10A17146 Aradu.A10 17146 c (A)10gac(T)10 23 100974116 100974138 CAACACAAACTGAGCTTCCAA AGCGACACGTTAGCCATTCT 259

Ad10A17149 Aradu.A10 17149 p2 (AC)8 16 100983067 100983082 GGGAAAGAAGAAGACGCAGA ACTCGTAGGGTCCGATTCCT 134

Ad10A17151 Aradu.A10 17151 p2 (CT)8 16 100984117 100984132 TTCACCTTCTGGGTCTCCAC CAGCATTTGCTTCCACAAGA 151

Ad10A17155 Aradu.A10 17155 p3 (GAT)5 15 101001907 101001921 AATCGAGATCGGTCACAAGG TCGGAGGTTTTTGTTTGGTC 256

Ad10A17160 Aradu.A10 17160 p3 (CTT)5 15 101016408 101016422 TGTGCATGTCCATACAAGGAA AGTTCCAGCAATGGTATGGC 160

Ad10A17161 Aradu.A10 17161 c (GA)6gtgagaccc(GA)1653 101017482 101017534 TTACCACCGCCATTCACATA CCCCTGGATCTCCCTCTATC 169

Ad10A17162 Aradu.A10 17162 p3 (CCA)6 18 101026193 101026210 CACAAAGACGCATTTGAAAAA AACAAACTGTTGGCCTTTGC 139

Ad10A17168 Aradu.A10 17168 p2 (AG)6 12 101039281 101039292 AAGAAGGGGAGGCAGAAGAG CGTTCACCAGAAGCAACAAA 228

Ad10A17170 Aradu.A10 17170 c (CAT)7aagaactcagaact(ACC)6ccccacctactgccactccatcaccatccatcacaccaaccaaaactcaaaaaatcaa(CAT)5cctcatcaaaacaaaaacccaga(ATC)6aaataaaaacccaga(ATC)6aaataaaaacccaga(ATC)5230 101042190 101042419 AAAGCACCAGCACCCCAC TGTTGCTGATTCTGGGTTCTT 278

Ad10A17177 Aradu.A10 17177 c (TCT)6tttctttcgtttcttgccttttctttctccttcttcaaccgttaccgcacgttttcactgcac(CTT)596 101056759 101056854 ATTGCACGTTTTCACTGCAC GAAGGAGAAAGAGAAGGCAAGA 209

Ad10A17179 Aradu.A10 17179 c (TA)8gag(GT)6 31 101058242 101058272 AGTCCGTGCGTTTTATTTGG TGGACAAGAATACCCCTTCAA 148

Ad10A17180 Aradu.A10 17180 p2 (TA)6 12 101059460 101059471 AAATAATAGATCATTTTGAATTGACG CAAATTTCATAGAAAATGGACATCA 172

Ad10A17187 Aradu.A10 17187 p3 (AAT)5 15 101077825 101077839 GCAACATTCATGGGTTTTCA TTAGGGTCCTTTTACATGCCA 214

Ad10A17188 Aradu.A10 17188 p3 (AAC)5 15 101078474 101078488 AACAGGAAGCATGGGATTTG TGACATCGTTTGATCATGGG 161

Ad10A17192 Aradu.A10 17192 c (TAT)7tg(TTA)10 53 101097664 101097716 TCCAGATCCTGCTTCTTGTTG AAAAGGAAGTGTCATTTTTCTCTTAAA 250

Ad10A17199 Aradu.A10 17199 p2 (AT)7 14 101122169 101122182 AGGCCAGGAACAATTCAAGA ACCCCCTTACCCTTTTTCCT 199

Ad10A17200 Aradu.A10 17200 p3 (TTC)6 18 101131028 101131045 AAACTCCTTCCCACCCAAAC CGACCTTAGGTGCCATTGAT 274

Ad10A17201 Aradu.A10 17201 p2 (AG)6 12 101143365 101143376 GTGGGAGATGAGGAAGGTGA CAACCACAACCCCAATTCTT 147

Ad10A17203 Aradu.A10 17203 p3 (TGG)6 18 101145211 101145228 TTTGGTTGGTGTGATGGAGA TTTTTCGCTCCAAAATGGTC 180

Ad10A17205 Aradu.A10 17205 c (TTA)6ttg(TTA)6ac(AAT)5aac(AAT)574 101146494 101146567 GCCCACGAAATATTCCCTCT TTTTGATATTGCCATGTAGTTGC 125

Ad10A17207 Aradu.A10 17207 p4 (AATA)5 20 101158689 101158708 AATCTTGGAACCCCACATTC AATTGCAGCTGAGTATCATGG 280

Ad10A17209 Aradu.A10 17209 p3 (GTG)5 15 101160658 101160672 TCATAACCCAATCTGCACCA GAATCAGTTGAGGTCCGATCA 116

Ad10A17213 Aradu.A10 17213 p4 (TATT)7 28 101164911 101164938 TGCTCTCCAAAATTTTTCACTTG TGTGCTTTCTAAGTGATGTCTCAA 220

Ad10A17222 Aradu.A10 17222 p3 (TTC)5 15 101188698 101188712 AAGGTCAGTGCTGCTCCAAT TTCCAATTTGATGGCTCTCTT 167

Ad10A17224 Aradu.A10 17224 p2 (TA)6 12 101196221 101196232 TGTTGCTACTCTGCAACGCT CACCTCCTTGAAGCGACATT 203

Ad10A17225 Aradu.A10 17225 p2 (AT)7 14 101197564 101197577 CAGCTCGTGAACTTTTGTTGA TTGGTTAACAAACAAATGGAGAAA 280

Ad10A17226 Aradu.A10 17226 p2 (TA)6 12 101197878 101197889 TGACCATGCTTCTGGATAAGG TCCAACCCATTCATTGCTTT 201

Ad10A17228 Aradu.A10 17228 p2 (TC)6 12 101199617 101199628 GCCAAGGTTCTCTGAACTATGC AACCTGGTGGCAGTTCAATC 242

Ad10A17230 Aradu.A10 17230 p2 (AC)15 30 101210900 101210929 AAATCAAAGGTGGCGAGATG GCATCTTCGGTTTCGTTTTG 143

Ad10A17236 Aradu.A10 17236 c (AT)8(GT)9 34 101222935 101222968 AACTCCTCCTATGGTGCCCT AACAGCAGTGACCTACAAGTGC 240

Ad10A17238 Aradu.A10 17238 p3 (TAA)8 24 101229720 101229743 AATTTAAGACCGGCCCTAGC TTGGATAAGTGCAATGCAACA 242

Ad10A17240 Aradu.A10 17240 p3 (CAA)5 15 101232284 101232298 ATGCAATGGCCTCTCAATTT TTGTTGCTTTGAGTGGGAGA 243
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Ad10A17242 Aradu.A10 17242 c (TTC)5cattgatgtcttgaaagcttggaccaatggaggatggttgaaatccaatgaagga(AAC)688 101233639 101233726 GCAGCACTCCCACCAACTAT CTTCAATTATTCCTCCGCCA 241

Ad10A17243 Aradu.A10 17243 p3 (GAT)5 15 101233988 101234002 TGGCGGAGGAATAATTGAAG GAAGCCTTCTTCACCAACCA 199

Ad10A17244 Aradu.A10 17244 p3 (AAT)5 15 101234243 101234257 CATGGTTGGTGAAGAAGGCT ACCGCGATTTAAAACCATGA 277

Ad10A17245 Aradu.A10 17245 p2 (TA)7 14 101236961 101236974 TTCAATTTATAGATAGTGCATACCGAG TTGCGGTACATCAATTTCTGA 133

Ad10A17246 Aradu.A10 17246 c (T)10c(A)10gtataattgcattgactaagtggaatcttttaatttggaag(A)1173 101237300 101237372 CAGAAGCATCTTCCTCTCATTTT TGATGAATGGAACCCATGAC 280

Ad10A17248 Aradu.A10 17248 p2 (TA)7 14 101243712 101243725 TGGTCAAACTTATGCCACCC CTTAGTGGACACGCACGAGA 228

Ad10A17252 Aradu.A10 17252 p3 (ACA)5 15 101249868 101249882 TTTTTGGGTTTCAATTGTTGC CTTGTTGATTCCTGTTAGATTGTTT 260

Ad10A17256 Aradu.A10 17256 p4 (TAAC)6 24 101267986 101268009 GCATGAAGGACTCAAAACCAA TTCCAAACACCATTGATAACCA 278

Ad10A17259 Aradu.A10 17259 p2 (TA)7 14 101289125 101289138 CATGGAAGTCACAATTCGGTT GGTCACATTTGTCCTTTGCC 144

Ad10A17262 Aradu.A10 17262 p2 (TA)6 12 101294567 101294578 TAGCCCTTGTGTCCCATTGT GAACCGGTGCCTAGCTTCTA 137

Ad10A17269 Aradu.A10 17269 p2 (AT)9 18 101318786 101318803 TTCAATACTTCTCATACTTGCAACA TTCAACATGTGAAAATTAAGTCCC 279

Ad10A17272 Aradu.A10 17272 p3 (ACA)5 15 101323290 101323304 CTGTGACGTTTGGCAGAAAA ATAGAGCTCAATGGCGTCGT 211

Ad10A17274 Aradu.A10 17274 p2 (AT)10 20 101329505 101329524 TAAGCTCGACACATCGAAGG AGCCAGCTCGAACTCAACTC 198

Ad10A17277 Aradu.A10 17277 p2 (TA)8 16 101334016 101334031 CCACATGTTGATAAGCCTAAAGA CTTCCCGATTGATGAAGCTC 260

Ad10A17278 Aradu.A10 17278 p3 (TCT)6 18 101334509 101334526 GCATCCCAATTGAAGTCAGG ATGGTTCTGGTGGTGGATGT 169

Ad10A17279 Aradu.A10 17279 p3 (ATT)6 18 101334649 101334666 ACATCCACCACCAGAACCAT ACCTCATCCCCGAACTTTCT 169

Ad10A17280 Aradu.A10 17280 p3 (TGA)5 15 101334859 101334873 AGAAAGTTCGGGGATGAGGT TGGAACACCTATGTTCGAAGG 139

Ad10A17282 Aradu.A10 17282 p2 (TA)7 14 101339249 101339262 TGTTCATGCTCAATGGCCTA CCTATATTGCAAGCCAGGGA 202

Ad10A17284 Aradu.A10 17284 c (T)12gtatttaatcacaactatactaagtgatcagtcaa(AAT)562 101340833 101340894 TGGATCAACTCGTTTAAATCACA TGTTTTAGTCTGCAAATTTACGTG 256

Ad10A17287 Aradu.A10 17287 c (A)11tagtatcac(A)1030 101370273 101370302 TGCTATTGTTTTATTATGACAAATCGT CCTATGAAATTGGTAATGCCG 271

Ad10A17289 Aradu.A10 17289 p3 (TTA)5 15 101370880 101370894 TATGGCCCATTTTCTTCAGC CATGAAAACTATTTCAATTGATAGCC 194

Ad10A17290 Aradu.A10 17290 p3 (TAT)5 15 101371089 101371103 AAGAAAAACAAATATTAAGGCTATCAA TTGTTCCAATTTATTTAAAACCAAGA 263

Ad10A17293 Aradu.A10 17293 p3 (TTA)5 15 101373150 101373164 TTTCTTTCGTCTCATTTTCTATTTTG TGAAAACTATATTTCAATTGATAGCC 223

Ad10A17295 Aradu.A10 17295 p2 (AT)6 12 101379459 101379470 TCAAGCGTTGTGTCCGTTAG GAGCCCAAATCGATAGGTGA 225

Ad10A17303 Aradu.A10 17303 c (CT)6t(TC)6tgtctttctca(CT)750 101405204 101405253 TCTCCATCCCTCAGTTGCTT TACTGAAATCATGGCTTGCG 212

Ad10A17309 Aradu.A10 17309 p3 (TAA)5 15 101419924 101419938 GAAACGAAGCTTGTATTAAAGAATG TTTCGATCTTGCTGTTTTCG 208

Ad10A17315 Aradu.A10 17315 p3 (ATT)9 27 101432026 101432052 TCCAACAAAAATCTGTTCCTCC ATCCCACAACAAGGTGAAGC 246

Ad10A17316 Aradu.A10 17316 p3 (CCA)13 39 101434906 101434944 AAATCACACTTCTCCGCCAC CTCCCATCCTCCTAACCCTC 176

Ad10A17317 Aradu.A10 17317 p3 (ATT)5 15 101439975 101439989 TTTGGTCAAATATATAACACTCCGAA GCTTCGGCCAAAGGAATAGT 229

Ad10A17321 Aradu.A10 17321 c (T)10aattttgtcttaaaaattttttattttaatcaaatttattcctaacgattaatttgtcaaaaaaattatgaccaattc(A)1199 101450832 101450930 TTACCATACAATTTCAATGCGA TGTTTGATTTGCTTGTGTTAAAAG 237

Ad10A17324 Aradu.A10 17324 c* (TCT)5(T)12* 26 101453284 101453309 CCCAACTCTCGGGTATGTGT AGTATGAGGAGCACCCAGCA 135

Ad10A17326 Aradu.A10 17326 p3 (AAT)6 18 101460694 101460711 CCGCAAAGCAAATATCTTCA TGCTGAAAATTCCACCACTC 227

Ad10A17327 Aradu.A10 17327 p2 (CT)7 14 101462862 101462875 CCTTGCATCCATTTTGGAAT TGTTGGTGTGGTTGGAAGAA 243

Ad10A17335 Aradu.A10 17335 p2 (CT)6 12 101492546 101492557 CCGCAAACAATCAGTTGGTA AAAGAGGGTACGCTGCAAGA 153
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Ad10A17336 Aradu.A10 17336 p3 (ATT)5 15 101494646 101494660 GTCACAGTTTGCACCCAATG TTGGGAGAACAACGACATTC 260

Ad10A17338 Aradu.A10 17338 c (AAT)5aagcataataacaataacaataatagtaacaagtcacat(TAC)14(TAA)12132 101508748 101508879 CAGAACTAACAATACCAACAGGAA GTTGTGCATGAGGCTGGATA 254

Ad10A17340 Aradu.A10 17340 p3 (TAT)5 15 101540159 101540173 GATACAGCGGTAGGGTGCAT CCAGCGGCTGCTTACATTAT 178

Ad10A17341 Aradu.A10 17341 p3 (ATT)5 15 101547678 101547692 TTTGCACCCATGACTTAGCA TTGCAAGTGAATTTATCGTTGTG 220

Ad10A17343 Aradu.A10 17343 p3 (AAT)22 66 101551674 101551739 TGCTTCCAATACATCATGCC AAAAGAATCAGGTTTAACTCTATCCAA 240

Ad10A17345 Aradu.A10 17345 p3 (TCA)6 18 101557941 101557958 ATGGGATGACCTCCATTCAC GGCAAACAATGTCCACCTTT 279

Ad10A17347 Aradu.A10 17347 p3 (TTG)7 21 101572069 101572089 CAAAAGGCAAATGAAATCCA TTCACGGTGTTCAATTTTCG 191

Ad10A17349 Aradu.A10 17349 p2 (TA)6 12 101573681 101573692 TTGGATTTAGTTCACCACAAAA GGGACAATTTTAATGTGCCTT 147

Ad10A17353 Aradu.A10 17353 p2 (AG)7 14 101586614 101586627 TATTGCTGCTGCTTGGTCAC TCGATGTGGAGTGGTGAAGA 184

Ad10A17354 Aradu.A10 17354 p3 (AAT)5 15 101594230 101594244 ATCTACGGTTGGTCGAGTGG CTTGCTTGCACCTCTAAGGC 121

Ad10A17356 Aradu.A10 17356 p2 (TA)7 14 101604749 101604762 ATGACTAGGGCCCTCCATCT ACAAGAAGCTGCACCTGGAT 277

Ad10A17357 Aradu.A10 17357 c (ATT)11ataatagaaggatattattgttg(TTA)571 101611121 101611191 AGTCCGGGCAAAGCTAAAAT AGCAGCTAAAAATTGGTCCAT 256

Ad10A17359 Aradu.A10 17359 p2 (AT)11 22 101617591 101617612 AAAGCTTCTGACTCGGCTTG TTTCAGATGCAGGACGTGAG 280

Ad10A17360 Aradu.A10 17360 p3 (CAT)11 33 101619731 101619763 TATGAAATACGAATGCCCCC AAAAACTTGGTGAAGATGGAGA 247

Ad10A17362 Aradu.A10 17362 p3 (CCG)6 18 101632803 101632820 TCTTCCACAATCGAAGTCCC TCACGGTCTAGGTACGAGCC 278

Ad10A17368 Aradu.A10 17368 c (AT)6agtgcttattaatggagagtgatgttggttttga(T)1056 101643675 101643730 GGAAGCTATGCCAAATGACC AAAGTGGAGCGGATTTGTGT 255

Ad10A17370 Aradu.A10 17370 p4 (ATTT)5 20 101646403 101646422 GCAAACAGCTTAAAGGCCAA AAAGGGGAATGATGTGACCT 162

Ad10A17373 Aradu.A10 17373 c (T)12gtcaaaattaaatttttttagtggtcatgacatggttctagtgatttaggagtgaacgtag(A)1184 101648990 101649073 TGTTTGGACTAAGTCTTAATTTCGTTT TTTTCATCATTCGGTCAAAGTT 250

Ad10A17374 Aradu.A10 17374 p4 (ATAG)6 24 101652515 101652538 TGCAATAAATGACCTAACAATTTGA TGACAATGCTAACACACGTGAA 219

Ad10A17380 Aradu.A10 17380 p3 (TTC)5 15 101663900 101663914 TCAGAAGGTGCTCGGTTTTT CAGCACATGCAAACATGAAA 233

Ad10A17383 Aradu.A10 17383 c (ATA)5(ATT)7 36 101670704 101670739 GAATATTTTTCATTTTCACCACAAA CACACCCCATGTTTGATTGA 107

Ad10A17386 Aradu.A10 17386 p2 (TG)6 12 101674257 101674268 AGGTGCAACTCCACCAGAAA TGGCATGAGACCCTCTTCTT 192

Ad10A17387 Aradu.A10 17387 p2 (AG)8 16 101679673 101679688 TCATGTTTGCAAGATCCTCG TGCATGGCTAATTGGTTTCA 171

Ad10A17388 Aradu.A10 17388 c (ATA)5acaacaac(AAT)641 101680220 101680260 CATCCTGTTTTAATCCTACGCC CAAAGAGAGAAAGCCAAATCTCA 280

Ad10A17389 Aradu.A10 17389 p3 (AAT)16 48 101682107 101682154 TGATGTTTTAGGAGAATTAGTGTGTTG CATTGTCTCCTTAAAAGTCGCT 256

Ad10A17390 Aradu.A10 17390 p3 (TTC)5 15 101687841 101687855 CGTAAACCTCTTTCGCGTTC AGAATCATCCAAATCGCAGC 252

Ad10A17391 Aradu.A10 17391 p3 (AAG)11 33 101696595 101696627 GCAGAGAAGAAAAACGCGAA TAACTTTCACTCCACGCCCT 215

Ad10A17392 Aradu.A10 17392 p2 (CT)13 26 101697400 101697425 TACCCGATTATCCATCCGAA CGGATTTATGGGTTGTTTGG 155

Ad10A17393 Aradu.A10 17393 p3 (CCT)5 15 101699655 101699669 CCGCGCTTCTTCTTTTTCTT TGCATTCCATTCAATTCGAC 200

Ad10A17395 Aradu.A10 17395 c (T)13gctacaaaatggtcccccaaaatttcagtttgttataaaatcgtcattcggacaaaaatacccttcttccttcaccccaaaatca(ACC)7agaacagaagtctacgcccaaccaga(ACC)5160 101701155 101701314 CCCCAACGTAGAGGTTGAAA TGGGCTTCTAGTTGATTTTGG 272

Ad10A17396 Aradu.A10 17396 p3 (TCA)6 18 101701435 101701452 ACAAGAACCCACCAGTCCAC GTCATATCGCTGCACCACTG 271

Ad10A17398 Aradu.A10 17398 p3 (AAT)5 15 101705109 101705123 TGCGATTGATTGTACGGAAA CCTTCCTCTTCTCCCCTACG 250

Ad10A17399 Aradu.A10 17399 p3 (TTA)19 57 101706028 101706084 TCTTATTTTCTTGTTTTTCTCCTCA GATGACCTAACAAAATGTCAAAACA 263

Ad10A17405 Aradu.A10 17405 p3 (CTC)5 15 101719450 101719464 ACACGTGCATTACACTCCCA GAAGGAGGAGAAACACGACG 250
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Ad10A17406 Aradu.A10 17406 p3 (TAT)10 30 101725291 101725320 TTTGCACTAATGCGAGTTTTTC CACGTTTCTCTTTTTCTTTGCC 279

Ad10A17410 Aradu.A10 17410 c (A)14ttccaacatttcaagacc(A)1547 101739208 101739254 TATTGCTTGGCCCAATTTTC TCTGTTCTGAACCCCATAAGC 211

Ad10A17411 Aradu.A10 17411 p2 (AT)8 16 101742890 101742905 TTTGAATGGGATGTGTGCAT TTCGTTGTGTTAAGCCCTTTC 280

Ad10A17412 Aradu.A10 17412 p3 (TTA)6 18 101745464 101745481 AAGCATGCTCTCCCACTTTC TTGATTTTGCGCCATACAAG 148

Ad10A17414 Aradu.A10 17414 p3 (ACA)7 21 101751758 101751778 AAGACCAATCTGTGCATCCC TAGGGCTCCATGACATCGTT 155

Ad10A17415 Aradu.A10 17415 p3 (ATA)5 15 101753549 101753563 TTTGACAAAAGATAGAAATCAACCA GAAATTTTTGATAATTGGTATGAGAGA 260

Ad10A17420 Aradu.A10 17420 p2 (AT)8 16 101768159 101768174 GAGACGAACCCCAAACTCAA GTTGACCCTCTGTCCCAAAA 112

Ad10A17421 Aradu.A10 17421 p3 (TAA)12 36 101769058 101769093 CATTCGATTCTTGCGACTGA TTGGGGGAAGTATGGGTGTA 263

Ad10A17422 Aradu.A10 17422 p2 (TC)6 12 101773846 101773857 AAGCCATGCGAACAGAAAGT TGCTTGTCCTCAAGCAAAGA 280

Ad10A17424 Aradu.A10 17424 p3 (TTC)11 33 101784597 101784629 ATTTGTTTTACACGCGCCTC AAACGCGAAAGAGGAGACAA 155

Ad10A17425 Aradu.A10 17425 p3 (AAG)12 36 101786435 101786470 ATGAAGAAGAAGGAACGCGA TGAAATACATGCGCCCAATA 172

Ad10A17427 Aradu.A10 17427 p2 (AT)6 12 101789271 101789282 TCTCTCTCCTTTAATTCTTCTCAAAA GACAAAGTTATATGCTCAAAATCAAAA 223

Ad10A17428 Aradu.A10 17428 p2 (TA)6 12 101789441 101789452 TTTTGATTTTGAGCATATAACTTTGTC TCTCTCTCCTTTAATTCTTCTCAAAA 155

Ad10A17430 Aradu.A10 17430 p2 (AT)7 14 101793163 101793176 GCCTTCAAAGGAACCAAAGA TGGATGGAAATTTGTGGTAGC 279

Ad10A17431 Aradu.A10 17431 p3 (TTA)5 15 101794822 101794836 CCAAATCTTCCACCCTTTCA GGTCGATATCGCATTTCAGTT 275

Ad10A17434 Aradu.A10 17434 p2 (AG)7 14 101801826 101801839 AGCGATGGCGACTAAGTGAT AGATTTTGCTCAGGACAGGG 273

Ad10A17439 Aradu.A10 17439 p3 (TAA)5 15 101819545 101819559 TTTTGAATTGTGCTTTCCACC TCTGAAAAACTTTGCTTGCTTG 256

Ad10A17441 Aradu.A10 17441 p2 (AT)6 12 101824104 101824115 AAACTCATCAAATTATTCCTCCAA TTTATACATCAAAATCGACCACTAAAA 244

Ad10A17447 Aradu.A10 17447 p3 (AAG)5 15 101832801 101832815 GAGAAAGAGAAGGCAAGAAACG AACATGCCGTTTCACATTTTT 254

Ad10A17451 Aradu.A10 17451 p2 (GA)8 16 101852934 101852949 AGAGGTCTGCAATCGAGGAA CTCTAACGACGGTGACAGCA 263

Ad10A17456 Aradu.A10 17456 p2 (AT)9 18 101891176 101891193 CCCAAGGATCCAAAGTTTCC CCCGGTATCTTTCAAGGTGA 273

Ad10A17459 Aradu.A10 17459 p2 (AG)19 38 101918959 101918996 ATGTCCTCCACTTCCTGTGG TCCTTTCTCCAAAACCATGC 273

Ad10A17464 Aradu.A10 17464 p3 (CAA)5 15 101930232 101930246 CATTTTGCAGAACCCCATCT CTAGTAGGGGTGGCTGTGGA 159

Ad10A17465 Aradu.A10 17465 c (A)10taagaaaaagactgcacctcttgtaatttgggcttcattctggcccaagttcgtttgtattcaactctggtaatagatttaaaaaaaatctatacc(A)10116 101933323 101933438 GACCCACATTTGTCCTTTGAA GCCAAACCTTTCTTATGTGTGC 175

Ad10A17466 Aradu.A10 17466 p3 (ATA)15 45 101933836 101933880 AATGGTGTTGTCCAATTGAAGT TGAGAGAGTTGGTTAGAAATCATCTT 240

Ad10A17468 Aradu.A10 17468 p2 (AT)8 16 101936641 101936656 CGAATTAATTATATTTGTCCTTCAGTT GGTCATACTGGGAATAAGATTTTTG 196

Ad10A17476 Aradu.A10 17476 c (A)11gtgtgacgaaataaaacaaaaactaa(CT)8t(TC)972 101961972 101962043 TTTTTCTGTTCGAGATCGCC AAGAAACGAAACGGGGAGAG 169

Ad10A17477 Aradu.A10 17477 c (CA)7ctcttttcattcattctcttcg(T)11gttgtgttaagaagaagcaccctttttcgaatagaacggtgccgtataacaaggtacgctactagttctactcc(A)12133 101962240 101962372 TTGTGTTCTGCAATTCGCTT CAGATTTTTACGCAAACCCG 221

Ad10A17482 Aradu.A10 17482 c (T)10attcaaaattatctgtatcatattgaggcgataattttttcaaattatttcgcaagacttaaacctaaaacctaaat(A)1097 101971783 101971879 CATTTGCAATGCCTGAATCT CAATTTTGCCAAATGCTTCA 265

Ad10A17485 Aradu.A10 17485 p2 (TA)9 18 101974781 101974798 TCCTTTTTCTTCGCGTGTTT CCTCCTCATCTTCTGCTGCT 180

Ad10A17489 Aradu.A10 17489 p2 (CT)6 12 101978953 101978964 ATTACAGAGCGCTGGGAAGA CCCTCTCACTTGCTCTCACC 255

Ad10A17491 Aradu.A10 17491 p2 (TC)7 14 101983715 101983728 CTCATTTTCACCGACCCTGT ACAAACACTCAAGGGCAAGG 197

Ad10A17497 Aradu.A10 17497 p2 (AC)7 14 102031953 102031966 TTGCCAAACCTAACAAAATGC TAACCCTGCACTCATGCACT 102

Ad10A17498 Aradu.A10 17498 p3 (ATA)9 27 102032889 102032915 CATGACAAAACAATGGCTCAA GAGGCCACAAATCCTGGTTA 182
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Ad10A17500 Aradu.A10 17500 c (TTC)6tcttact(TTC)5tcttttgtttcaatggtattcgtctgtggccttctaaaagaccgcatttggggtctccaccttattcagccgaaacaggaatttctctttc(TCT)8155 102035538 102035692 CACCTCCTTTTCTCGCACTC CGAAACAAAACCCCGTAGAA 280

Ad10A17513 Aradu.A10 17513 p3 (CTT)6 18 102075145 102075162 TTCATGCCTTCTCTTTTTCTTTTT ACGAGGAGAAACACGACGAT 141

Ad10A17514 Aradu.A10 17514 p3 (GAA)5 15 102075336 102075350 ATCGTCGTGTTTCTCCTCGT TCTTCCTCTTTCTCCTCCTCAA 158

Ad10A17519 Aradu.A10 17519 p3 (GAA)5 15 102100117 102100131 ATTTTGGTCCCAACCATTGA AAGGCATTGGTTGTGCTTTC 131

Ad10A17520 Aradu.A10 17520 c (T)10atctttgctcagaacattgattcaatga(T)11gagattctgctagaacattgattttttttgagattctgctagaacattga(T)10109 102109176 102109284 ACAATTGGTGCGTCTTCCTC TTCAATGTTTCAATCCAAAACAA 207

Ad10A17523 Aradu.A10 17523 p3 (TAT)9 27 102118120 102118146 CGGCTATGTACCGCAAGTGT TCACTTTTGAGCGCATTTGT 278

Ad10A17524 Aradu.A10 17524 c (A)10ggaatatgttttgc(A)1135 102118875 102118909 CCAAAAAGTTGACTTGGGAGA TCTTCATCTTGGTGGAGTGCT 190

Ad10A17525 Aradu.A10 17525 p3 (ATT)6 18 102119690 102119707 ATCCACTGCGAAAACCAAAC CTTCACGTAGAGGCCAGCAT 278

Ad10A17527 Aradu.A10 17527 p2 (AT)9 18 102122022 102122039 CTCCCATCTTAGTGCGGTGT CCCACCAACATAACTCATCAA 254

Ad10A17528 Aradu.A10 17528 c (AT)6tttgttaccttacataatggatgttatttttactagactaaatattaaatatattttttaaaaaattaaatcatacttaatac(ATT)5110 102124349 102124458 ACTTTTAAAATTCTGTGGCTGG TGGACATACGAAAATGAGGGA 199

Ad10A17532 Aradu.A10 17532 p3 (GAA)5 15 102133226 102133240 AGAAATGGTTTTTGCGATGG TGTCCCTCAGTCTACACCCC 213

Ad10A17535 Aradu.A10 17535 p3 (ATA)10 30 102142105 102142134 CCAGTAACATGGAGTTTAACAAAA TGCAGGTACCATGTAGACCTTCT 205

Ad10A17537 Aradu.A10 17537 p2 (TA)6 12 102147978 102147989 TCGCATGTCAAAGGAAACTCT AAAAGGACATTAATAATCCGGAAA 227

Ad10A17542 Aradu.A10 17542 p2 (CT)10 20 102162174 102162193 TTTGCTTGTTTTGATGGCAG GGAACTAACATCCGTTCCGA 223

Ad10A17544 Aradu.A10 17544 p3 (ATC)8 24 102163976 102163999 TTAGCTCTACGGCCACCACT GATCTGCACCCATGGCTAGT 106

Ad10A17545 Aradu.A10 17545 p2 (AC)7 14 102171787 102171800 GGCCCAGCATTCTGAAGTAG AGTGTGAAGACCCAGGATGC 234

Ad10A17546 Aradu.A10 17546 p3 (TAA)8 24 102172628 102172651 CAGCAATCCAAGAACAGTGC CAAGAAACGTCGTACCAGCA 240

Ad10A17551 Aradu.A10 17551 p2 (CT)6 12 102195112 102195123 CCTTCTCCTCCTACCTTGGG GGGAAGAGGGAAGAGAGAGC 202

Ad10A17553 Aradu.A10 17553 p2 (TA)6 12 102197466 102197477 AAAGTGGCCATGCAATTTGT CAAGATCATTACCATCATCTTCCTT 280

Ad10A17556 Aradu.A10 17556 c (A)10tgc(AT)6 25 102205803 102205827 GAATGGTTAATTTTGGCCTTCA ATTTGGATTTGGGAGGAACC 219

Ad10A17561 Aradu.A10 17561 p2 (AG)8 16 102215201 102215216 AAACATAATGTATTCGGAAATTAGACA GGTTGGAGGATCACTTTTCG 198

Ad10A17563 Aradu.A10 17563 p2 (TC)7 14 102218936 102218949 TTCAGACACTTCTCTCGCCC CTTCTTCTTCTCCTTCGCCA 231

Ad10A17564 Aradu.A10 17564 c (AGA)7atatgaag(TCA)750 102219118 102219167 TGTGAAAAGAGCCACGAGAA CATGCGGTCGTTGTAGTTGT 208

Ad10A17573 Aradu.A10 17573 p3 (ATT)6 18 102230948 102230965 ATTCATTGTTCCAAGGCCAG TTGCGGATTGAACTATTGGC 264

Ad10A17576 Aradu.A10 17576 p2 (CA)6 12 102243229 102243240 AGGCTTCAACACCTCCAAGA TTGTCTCTTTGGACCTTGGG 208

Ad10A17577 Aradu.A10 17577 p2 (AG)6 12 102252729 102252740 TGGTTGAAGGAAGTGGGAGA CCACACCTGCATCAAAATCA 278

Ad10A17578 Aradu.A10 17578 p2 (AG)7 14 102254097 102254110 CCAAAGCAACGTTTCTCTCCT GCCATTTTCGGATAGAGCAG 256

Ad10A17581 Aradu.A10 17581 p2 (AG)6 12 102263546 102263557 CAAAGCAACGTTCCTCTCCT GCATGCAAGATGAGATGGATT 203

Ad10A17582 Aradu.A10 17582 p2 (AT)11 22 102264728 102264749 GGCATAGATTCAACCCCCTT TGGCATCATGTTATTTAACCATTT 238

Ad10A17588 Aradu.A10 17588 p2 (TG)6 12 102281004 102281015 GCTGAGTTAAGTTGGGAGCG TGAGTTTTTAGCAGGGTCGG 252

Ad10A17589 Aradu.A10 17589 p4 (TTAT)5 20 102282357 102282376 TGAACCATCCATCAATTAGAGGT CATGAGACTTATTAATTAAACGCCAA 242

Ad10A17590 Aradu.A10 17590 p2 (CT)6 12 102293807 102293818 TTGAAAAATCAAAATGTGTCACC AAAAGAGAAAAAGATAAAGATGATGAA 114

Ad10A17594 Aradu.A10 17594 p3 (AAT)5 15 102297574 102297588 GGTGTAAAGGTCGTCCGTGT GGCGAAAGCTAGTGCATTTT 193

Ad10A17596 Aradu.A10 17596 p2 (AC)6 12 102301335 102301346 TCCAAGATGATTGGGAAAGG CGTATTGGCACAATCTGCAC 111
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Ad10A17597 Aradu.A10 17597 c (TCC)6tcattctcctttctttttcacgttccttcttttttacgtatttttctcgttatcgtcattcttttt(TTG)6102 102306348 102306449 TTCTTTTTCGTCTTTTTCTTCG TGCTTTTTCACAGGGAGAGAA 165

Ad10A17598 Aradu.A10 17598 c (AGG)6aacgcgaagaagaaggtgaagaaaaagaagctccgtgtataaacgagcgtg(AGA)996 102307221 102307316 GTGAAGAAAAAGGAACGCGA CTTCCCCTAAATCCCCAAAA 268

Ad10A17599 Aradu.A10 17599 p2 (TA)6 12 102309149 102309160 AGCAAGCTCCAGACTCAACC TTGTTTTCAGATGCAGGTCG 278

Ad10A17600 Aradu.A10 17600 p2 (AT)6 12 102310940 102310951 ACATCTCTCTCGGTCACGCT GTCGGTTTCGATTTTTGCAT 211

Ad10A17608 Aradu.A10 17608 p2 (AT)9 18 102325424 102325441 CAAACAAACAAAGCATTAAACATC CAGAATTTTGGTTACACTATCCCA 280

Ad10A17612 Aradu.A10 17612 p3 (TAA)5 15 102338273 102338287 CCTCAAACGGTGTCTCACCT AAAAGGTGCACTTGTGTGCTT 247

Ad10A17613 Aradu.A10 17613 p4 (AAGA)5 20 102341530 102341549 CCACTTCACTTGGTTGGGTT CGTGTCTGCGTTTGAGAAAG 242

Ad10A17625 Aradu.A10 17625 c (ATC)5cccaatataccaagtcacc(A)1044 102374952 102374995 GAATGAATGCATTAGCAAAGTAAAAA CGAAAATTTGGAAGGTGGTG 266

Ad10A17626 Aradu.A10 17626 c (A)11g(A)10 22 102376096 102376117 TGGCCTTTAGATGATGGATTG GCAAATTGCAGCCTCTTCTC 259

Ad10A17627 Aradu.A10 17627 p3 (ATG)6 18 102377224 102377241 TAGGACATCCAGCCTGCTCT TGGTACCCGAACTATGCTCC 279

Ad10A17630 Aradu.A10 17630 p3 (GTG)5 15 102403976 102403990 TTTCCCCTCAAACTCTCATCTC TTTCTTTTCACACGCCTTCC 262

Ad10A17632 Aradu.A10 17632 p2 (TG)7 14 102413091 102413104 CTCATTGATTCGGTTCGCTT TCAAGCATTTATTGCCCCTC 237

Ad10A17633 Aradu.A10 17633 p3 (ATT)8 24 102444480 102444503 AAACTTGGACGTTGGCTTTG GGAAAAGGGCACTCTTGTTG 205

Ad10A17634 Aradu.A10 17634 p3 (AGA)5 15 102450373 102450387 CCCTCGAGCAAGAAAGAAAA CCTCTTCCCAATTACCCCAT 274

Ad10A17636 Aradu.A10 17636 p2 (AT)8 16 102453791 102453806 CCTTTAGGATAAATAAAAAGATGGGA ATTGAGTCATGTTTTGTTCCAA 275

Ad10A17640 Aradu.A10 17640 c (TA)6ctagatataagatgtaataagtacaataaaaagttttaaactttataaaaatataatgtta(T)1184 102464492 102464575 TTGACTCTTTCGATTCATTTCAA TGGTCTCAAGTCTCACTTTTAATTT 280

Ad10A17641 Aradu.A10 17641 p3 (ATT)13 39 102468770 102468808 AGAGGGCATGGTCCTTAACA AATTAGCTGAGCATGGGTGC 221

Ad10A17642 Aradu.A10 17642 p2 (AT)6 12 102469182 102469193 TTTGGTCTCTCTCTTCATTTATGC CCAATTCCGCTATGTTATCAA 275

Ad10A17643 Aradu.A10 17643 p3 (AAG)8 24 102470848 102470871 ACGAGGAGAAACACGACGAT TCCTTTATCGGCTGCAATTC 250

Ad10A17645 Aradu.A10 17645 p3 (AAT)11 33 102475016 102475048 AGTCAAATTTTCGGTGAGCA AAATTCTTAAATTAGAGCGCACG 241

Ad10A17648 Aradu.A10 17648 p3 (TTC)5 15 102497674 102497688 TTGGTTAGGCGAGTCAAAGG AAATGCAACAACAGCAGCAG 199

Ad10A17649 Aradu.A10 17649 p3 (GAT)10 30 102498598 102498627 CATTTGCAGCACTATGTGTTTCT CCTCATCTTCTGCTGCCTCT 190

Ad10A17650 Aradu.A10 17650 p3 (GAT)8 24 102498995 102499018 TGAATACAGATTATTCCCCTTTCAA TCCTCTTTCTCGTCTTCTACTGC 215

Ad10A17651 Aradu.A10 17651 c (T)10gtttttattcttgttaagaaagtaaaacaagaagaaacttgataaggtaaaataaaaataaaaagatgaataaaaaaagatgata(ATG)13134 102499300 102499433 TGAATGAATGTAGGTTCATCATCTT TTTGCTGCTTCTTTTTCTTCTTC 237

Ad10A17660 Aradu.A10 17660 p3 (ATA)5 15 102532846 102532860 TGCATTATTATTGAATGGATTTATCG TTAGACCCGATTTGATCCGA 244

Ad10A17662 Aradu.A10 17662 p3 (TTG)5 15 102534849 102534863 ATTCATGTAGCCGATCCCAC GCGCTGCGCATATGTAATAA 228

Ad10A17663 Aradu.A10 17663 p2 (AT)6 12 102541585 102541596 GGGGATCCGTATAATACCCG GCAGTCTGGAAGATGGTGGT 192

Ad10A17665 Aradu.A10 17665 p3 (AAT)5 15 102543338 102543352 GCACAAAGAGAAGAAAATTGTTAGAA TGGAAAAATGCTTGTATGTGGA 259

Ad10A17666 Aradu.A10 17666 p4 (ATTT)6 24 102546345 102546368 TGGTTAATGTCAATCAGTCAGACA TTGAAACTTGAAAGTCACCCA 271

Ad10A17667 Aradu.A10 17667 p3 (ATC)5 15 102546646 102546660 TGCAGTTTCAAAATCGATGC CAACCAATAGCTCCCCTCAA 133

Ad10A17669 Aradu.A10 17669 p2 (AT)7 14 102550438 102550451 TGCCAAAAATGAATGAAACA CTTTTCCCTCATCGTTTATTGT 280

Ad10A17673 Aradu.A10 17673 p2 (AT)7 14 102553002 102553015 GGATTCGAACGAAGAAGAACA TCCTGTCAACATTTGCCTCA 225

Ad10A17683 Aradu.A10 17683 p2 (AT)10 20 102576879 102576898 AAACATTTGTTTGTTTAGGATTAAGAA AGCGCACTGTGAGAGAGACA 255

Ad10A17688 Aradu.A10 17688 c (T)10gggaaaaagaaaacactgttgcttagaggaagaaaaacgcgttttgtgaaaaagaacaccgttgaatcttgtttctctcctccttcgt(CTC)5113 102598233 102598345 ACGAAACACTCCCTCACGAA TCTGAAAACCCTAATCCCGA 261
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Ad10A17689 Aradu.A10 17689 p3 (TTC)5 15 102598522 102598536 CTTCGTCTCCTCCTCCTCCT TGAGAAGTGAAGGTGCTCCA 257

Ad10A17695 Aradu.A10 17695 p2 (AT)7 14 102626715 102626728 ATGATGTTACTATGGGCCGC GGCTTTTTAGAGAATCCCGC 236

Ad10A17697 Aradu.A10 17697 c (A)10gaatcgaaaatct(A)1134 102631448 102631481 GGAGTCAAACACACACGGAA TACTTCTCCGGTTCTCCCAA 254

Ad10A17699 Aradu.A10 17699 c (AAAG)5aaaaaaataaa(AAT)1782 102634426 102634507 GCGTTAATATTCAAATAAGCAATGAA TTTATTTGCACGTTCCCCTC 262

Ad10A17703 Aradu.A10 17703 p2 (AT)8 16 102642514 102642529 GGCTAGTTTTGCAACGGCT GAGGGACTCGGTCTCTCTCA 213

Ad10A17705 Aradu.A10 17705 p3 (TAA)13 39 102643386 102643424 GATCCAAGCAATTTTGGCAT TAAAGGTGGGACACTCCTGG 127

Ad10A17711 Aradu.A10 17711 p3 (CTT)5 15 102666966 102666980 AACGTGGGAAGATGGTCAAG AAAACCCAGCAATGGAGAAT 214

Ad10A17715 Aradu.A10 17715 p4 (ATAA)5 20 102677671 102677690 TGAAGCCAACGTGCGTATAG TTCTGGCTTCTTTTTCCCTTC 125

Ad10A17716 Aradu.A10 17716 p2 (TA)6 12 102680247 102680258 TGTACTCACTATTCATCACTGCAGAC TATAGGTGAGGCCATGAGGG 146

Ad10A17717 Aradu.A10 17717 p5 (TTTTC)5 25 102681276 102681300 GCCACTTCTTCCTCTTCTTCC AGAAGACGATGATAGCGACGA 128

Ad10A17718 Aradu.A10 17718 p2 (AT)9 18 102683233 102683250 AGCCGCTTTTTGAAATGTGT GGCGCACTGAAAGATAAAGC 262

Ad10A17719 Aradu.A10 17719 p3 (TAA)7 21 102684487 102684507 CATCCTCCTTCATTCTTGGG GCACGTTGAAGAGGAGAAGG 257

Ad10A17720 Aradu.A10 17720 p3 (CTT)5 15 102685624 102685638 TTTTAGGTCACGCGCTTTTT CTGCTTCTTTCACCAGGGAG 221

Ad10A17721 Aradu.A10 17721 p3 (AAG)9 27 102686595 102686621 ATGCATGCACAAGGACTCAA CGCAATCTCTTCGTCTTCGT 266

Ad10A17727 Aradu.A10 17727 c (T)10attaaattaaatttatatacacgtatttatattctcatttttattttcattcac(T)1074 102704439 102704512 GGGTTAAGGGTGGTCCAATAA TTGTTTTCATTAAACTGATTGTGTGA 278

Ad10A17730 Aradu.A10 17730 p2 (GA)6 12 102717495 102717506 CCCCCAGATTAATTGTGTCG TCTTCAAACAACGATGGCAG 276

Ad10A17733 Aradu.A10 17733 p3 (TAT)5 15 102719940 102719954 GTGATGGGATATGACGCCTT AGTATACTTTGATTAGCAGAACTCACA 153

Ad10A17735 Aradu.A10 17735 p2 (AT)9 18 102725319 102725336 GAATTGAAGCAAAATTTGTGGA ACATGATTGCATTTTGCTGG 247

Ad10A17743 Aradu.A10 17743 p2 (AT)7 14 102760153 102760166 GAGAAATTTTGGTGCTTCCG TTGCAACTCCAGATTGAAGC 197

Ad10A17744 Aradu.A10 17744 p3 (CAT)6 18 102762778 102762795 TCAATTGAAGCAATGGTGGA GACCAAGTGGACCAAGCATT 241

Ad10A17747 Aradu.A10 17747 p2 (GA)6 12 102766599 102766610 GTCTCCTCGATGAGGCTCTG AGTGGCACTCCCTCCCTTAT 255

Ad10A17748 Aradu.A10 17748 p2 (GA)10 20 102767618 102767637 TCTAAGGTGGAGACGCAAATC ATCCCGTTGCAGTTCTGTCT 115

Ad10A17749 Aradu.A10 17749 p2 (TA)9 18 102771034 102771051 AATGGCACCTGTTCCTTTGA CACCAAAACTCGGAATCCAC 278

Ad10A17750 Aradu.A10 17750 p3 (TGA)6 18 102772174 102772191 TGCTGAGGCTGTTAGAAGCA TGCAAGAGAAGAAGAAAATTGC 116

Ad10A17753 Aradu.A10 17753 p2 (GA)6 12 102783122 102783133 CGGTCGGTTCAACAGTTTTT TAAAATCCGTGCCTCCAAAC 233

Ad10A17754 Aradu.A10 17754 p2 (AG)8 16 102784239 102784254 GCCGCTGGTTCATTAGAGAG ACATTGGCGGCAATAAGAAG 227

Ad10A17756 Aradu.A10 17756 p2 (AT)6 12 102796713 102796724 TGTTTTGATTTCACAGTTTGAATG TATGTAAACTCGTGGCGCTG 151

Ad10A17757 Aradu.A10 17757 p3 (AAT)13 39 102799387 102799425 TCCTTTGCTTGAAGTCACCA TTGAACGCGTAGTTGTTAAGGA 146

Ad10A17758 Aradu.A10 17758 p3 (CAC)5 15 102800883 102800897 AAGCTCCAACCCAAACATTG GCGGTTTTGGAGTTTTTGAA 126

Ad10A17759 Aradu.A10 17759 p3 (TAT)7 21 102804194 102804214 CACAATGGAACATCCATCCA TCAAGAAAAAGCCAACCACA 260

Ad10A17760 Aradu.A10 17760 c (A)10tgtttatcatacgggaccaaaaccacataaatttgccatgaccaataactttcttcatactttggaataacata(AT)798 102805959 102806056 TCAACCATCAAACCACCAAA CGTACGTAATTGTGGCATGTTT 273

Ad10A17765 Aradu.A10 17765 p2 (AT)6 12 102820804 102820815 CAGCATACAGTATAAGCACGCAA ACGTGTATGATGTGCGTCGT 209

Ad10A17769 Aradu.A10 17769 p2 (TA)6 12 102839507 102839518 TTCTTAAATCCAACCGATCAAAA TTATCCTCGCTTCACAAGAGC 194

Ad10A17771 Aradu.A10 17771 p3 (TTC)9 27 102844647 102844673 CCATTGAAAGCATGCCTATTT GGTCAACAAGGAACAAGGCT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A17772 Aradu.A10 17772 p3 (AGA)5 15 102847137 102847151 AATGCAGAATAGAGCGGGTG CCATTGAAAGCATGCCTATTT 231

Ad10A17778 Aradu.A10 17778 p4 (ATTA)5 20 102863178 102863197 AAAAAGGCCTCTTGAATACTGA GGATTGCTTGTGGATTTGGT 199

Ad10A17779 Aradu.A10 17779 c (A)10tcatcacaatttacaaccactg(A)1143 102865008 102865050 GTGATGTTTTTGCTAACGGG AACTTTGAATCCACCGCAAC 117

Ad10A17780 Aradu.A10 17780 p3 (AAT)14 42 102865764 102865805 ACTTCGAACACGCCCAGTAG TTTACAACACAAGTTGAAAAACTTAAA 228

Ad10A17782 Aradu.A10 17782 p2 (CT)6 12 102866169 102866180 CATGACAAACAGAAACTAACAATCAA TGCATGAGTCACGATGACAA 260

Ad10A17785 Aradu.A10 17785 p3 (ATG)5 15 102868356 102868370 TAGCAGTATTTTCGCCGGTC CAGCAACAACACCCACAATC 256

Ad10A17789 Aradu.A10 17789 p3 (TTC)21 63 102877972 102878034 TGAGGAAGAGGAAGAGGAAGAG GGAAGATGATGGACCTATATTCA 272

Ad10A17790 Aradu.A10 17790 p3 (AAG)5 15 102878237 102878251 TGAATATAGGTCCATCATCTTCC TGTTTGTTAAGAAATTTTGGCG 267

Ad10A17794 Aradu.A10 17794 p2 (GT)11 22 102905901 102905922 CCATGAGATCTCTTTGCCGT CTGGCAGTTTTCAACAAATCC 265

Ad10A17795 Aradu.A10 17795 p4 (ATTT)6 24 102911035 102911058 GTGCGCACATTTGACATTTT TGATGCATGGAGCTTAAATGA 254

Ad10A17797 Aradu.A10 17797 p2 (TA)6 12 102919323 102919334 CTTGGCATAATGGTGAAGCA AACACCCGCATTTAAATAAGCTA 226

Ad10A17803 Aradu.A10 17803 p2 (GT)6 12 102928843 102928854 AGGTCGGGTCCACCTTTTAC GGGAAGGGATGGCTAGATTT 214

Ad10A17807 Aradu.A10 17807 p3 (ATT)5 15 102931474 102931488 ACAGTATGCTTCGAGCGGTT AACATCATCCTTCTGGCTCG 167

Ad10A17808 Aradu.A10 17808 p2 (GA)10 20 102932295 102932314 ATGGATCCCCTTTTGCTTTT GTGACCCCGTACTTCCGTTA 277

Ad10A17811 Aradu.A10 17811 p3 (TTC)5 15 102941323 102941337 CCCTTGGACTGTAGGGATGA CTTGTAAGTCCGAGTGTGCG 110

Ad10A17812 Aradu.A10 17812 p3 (AGA)5 15 102947117 102947131 TGAGCAGAAGAGAACGACGA ATGCGCCTCTTTAATCTCCA 160

Ad10A17813 Aradu.A10 17813 p3 (TAA)6 18 102951125 102951142 AGTTGCCTGTTGAAGCTGGT TTGGACTCACCCTTGAAAGAA 275

Ad10A17815 Aradu.A10 17815 p2 (AT)7 14 102963888 102963901 TGGATATGACAATTTTGAGCAGA TTTTTAAACACCATAACAATCACCA 109

Ad10A17816 Aradu.A10 17816 p2 (TA)6 12 102965159 102965170 TTGGGTTAACGTGATTTATGTTTG TTCATATGACAAATGTTGTTGACTTT 257

Ad10A17821 Aradu.A10 17821 p2 (GA)7 14 102973530 102973543 GTGAACACATGACCGCAAAC TTTCGGCACTCTCTCTCCTC 165

Ad10A17822 Aradu.A10 17822 p4 (TTTA)5 20 102976118 102976137 TATTCGTTTCCGCAGGAAGT TAAGCTTGACGAACAGCACG 247

Ad10A17824 Aradu.A10 17824 p2 (GA)19 38 102981115 102981152 TTCAGCAAAAACATGCAAGG TGTGGTGATCACGGTAGTGC 240

Ad10A17828 Aradu.A10 17828 p3 (AAT)5 15 102986968 102986982 TTTGGTGTTTGAAAGAGGGG GGACGAATTTGGGGAACTTT 216

Ad10A17829 Aradu.A10 17829 p3 (CAA)5 15 102993138 102993152 TGCCAATTTGGAAACATTGA CTGCTGCGAGTCTTGTTCTG 222

Ad10A17831 Aradu.A10 17831 p3 (TTG)5 15 102995642 102995656 CCGACCACATTTGGTGAGAC TGACACCAAAATTGCTCATAAT 273

Ad10A17833 Aradu.A10 17833 c (CCA)6tcattatcatcatggcc(TCA)653 103000542 103000594 TTTCTAAAATTGTTATGGCTCAAAAA TTCCGTCTAGTTGCTGATGG 243

Ad10A17835 Aradu.A10 17835 p2 (TA)7 14 103003040 103003053 TCGCGAAGATAAACTGGTCA AGGCATCTCACTGAGGCATT 248

Ad10A17837 Aradu.A10 17837 p5 (TTATC)6 30 103012346 103012375 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 172

Ad10A17840 Aradu.A10 17840 p6 (TAAAAT)6 36 103028931 103028966 GCTCATGTTTGATTTGATGAACA GATTAACATTACAACTCCCAAATCA 277

Ad10A17841 Aradu.A10 17841 p2 (AT)6 12 103031090 103031101 TCAGTCGCCAAAATCAATCA TTGCTTTTGGTGCTATGGTT 168

Ad10A17843 Aradu.A10 17843 p3 (TAT)15 45 103035101 103035145 CAAAAGCAAATTAAACAGATCAATG CTTGTGGCTTGCCAGACTTA 273

Ad10A17846 Aradu.A10 17846 p3 (ATC)6 18 103055673 103055690 CCTGGCAGTAGAAGTCGGAG AGAGGTGATGGAGCTCAGGA 280

Ad10A17848 Aradu.A10 17848 p2 (AT)9 18 103083923 103083940 AAATGTCTGCATTTTTCGGG TTTTTCCACCTTGATTGAGGA 208

Ad10A17849 Aradu.A10 17849 p3 (TAT)7 21 103084950 103084970 GGGAATCATTCAAATAAAAGGG TCATTATGGCAACCAATTCAA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A17852 Aradu.A10 17852 p2 (TG)6 12 103089312 103089323 GACTCTTTCCATTTGCAGCC TAAATGGCCATGACAACACG 245

Ad10A17854 Aradu.A10 17854 p4 (TGAA)5 20 103094949 103094968 TCACAATGTCAAGCTCGTCC CCACACACACAAACACACCA 268

Ad10A17860 Aradu.A10 17860 p3 (ATT)6 18 103103038 103103055 GCCCTCCATAGTTCTGTTGG TCCGAATCACTAATGTCCCA 245

Ad10A17861 Aradu.A10 17861 p2 (AT)9 18 103103226 103103243 TCGTAGAATTACTAAAAATGGGACA AGTCGCATGTCAAAGGAAAA 226

Ad10A17863 Aradu.A10 17863 p3 (GAG)9 27 103115145 103115171 AATCACAATGGGCTGAGAGG TCTTTTGCAGACATGGCAAG 168

Ad10A17864 Aradu.A10 17864 p2 (AT)6 12 103122319 103122330 TTTTATTGATCTTCATTCCTTGATG TTCCTCGAGTTTCAGCACCT 223

Ad10A17866 Aradu.A10 17866 p3 (ATA)8 24 103125688 103125711 TTTGGCGTGCAATTACATCT ACGCAAAACCAAAGAGGTTG 198

Ad10A17871 Aradu.A10 17871 p2 (GA)8 16 103145206 103145221 AAATGCTGTTGGTGGTAGCC GCCGAAAAATACGACGGTAA 175

Ad10A17888 Aradu.A10 17888 p2 (AG)9 18 103194786 103194803 GGCTGCTAGAGGTTGTTTGG AAGAAAAATTGGCGCTGAGA 236

Ad10A17891 Aradu.A10 17891 p5 (TATAA)6 30 103200748 103200777 TCACAGTCTCGGTTGACTGC ACACCTAATTTTAAACCACACCA 241

Ad10A17894 Aradu.A10 17894 p2 (TC)6 12 103209744 103209755 TCAACGCACACACCATTGTA GGTCACAGGGATTTGATGCT 146

Ad10A17896 Aradu.A10 17896 p3 (ATT)21 63 103214465 103214527 GCTTCAGACAAAATTACGAGAAA AAGAATGGGGTATTGGATGAG 244

Ad10A17899 Aradu.A10 17899 c (T)10acgtttcgtactgctattactaatatatttaattctacatgtaaatttatcactattatgtaatatgctcccatcaaaattaat(TA)9112 103222843 103222954 CAAAACAAAATGACTTTTGGTGG TTTTTATTTGTCGAACCGAAA 217

Ad10A17902 Aradu.A10 17902 p2 (GA)9 18 103234678 103234695 AGCTGAGCAGACAAAGGAGC TTTGCCCAAAAACAATGTCA 221

Ad10A17904 Aradu.A10 17904 c (T)10gtctatttaagt(A)1133 103237756 103237788 AACATGTTCTAATCCAATGCG AAAACCCTAGCAAAGGAGGC 229

Ad10A17905 Aradu.A10 17905 p3 (TAA)14 42 103238818 103238859 GGATCACCAAGGAAATTCTCA TGACGGTATCCGACAATTTTT 184

Ad10A17907 Aradu.A10 17907 p2 (AG)8 16 103240758 103240773 GGAGGTAGTTTGGGGGAGAG ATTTTGGGTACGCTCAATGC 164

Ad10A17916 Aradu.A10 17916 p3 (ATC)5 15 103275280 103275294 CCCCTGCTGTCTCATGGTAT CTCTTCGATGAGCTTGCGAT 263

Ad10A17917 Aradu.A10 17917 p2 (TA)6 12 103278102 103278113 ATGTCGGCTAAACCAGTTCG TTTGAAAATGCACCAAATCA 242

Ad10A17918 Aradu.A10 17918 p3 (AGA)5 15 103278541 103278555 GTCCACACTCCACGCACTTA TTCCTCCCCAAAATTTTTCC 169

Ad10A17919 Aradu.A10 17919 c (TTA)5ttgttaggtttaattactctgttggtcctatagtttcacgaaattttcaattaggtccctatac(T)1089 103281019 103281107 TGGGAATCACTAGAGGTGGC TATTTTTGGCGCAAGGACTC 270

Ad10A17923 Aradu.A10 17923 c (CTT)5tttcatcatcatcatcttctttttttattcatcttttccttcttattttaccttctcaagtttcttcttgttttactctattaataagaacaaaaat(A)10122 103286523 103286644 AAACTCTTTCTCTTTCTCCTTTTCA GGTACAAAAATGTCTTCTTTAATGC 280

Ad10A17924 Aradu.A10 17924 p3 (CTT)5 15 103286902 103286916 CTCTTCCTCTTCCTCCTTCTCA TTTTCGCGTGTTTTCTCTCC 219

Ad10A17927 Aradu.A10 17927 p2 (AT)6 12 103293120 103293131 GGCTGAAGCTCAAACGACTC TGCACCTGAATTTTTACCCA 120

Ad10A17931 Aradu.A10 17931 p2 (TA)6 12 103296120 103296131 CTGCACAGAACATAGCTTCCA TGTCTTGTGGATGAAGCCAG 249

Ad10A17933 Aradu.A10 17933 p3 (TTA)12 36 103300780 103300815 CTGCGTTGGTTTCTGTGATG TCCCACACCATCCAGATTTT 253

Ad10A17937 Aradu.A10 17937 p3 (TAT)5 15 103312088 103312102 ATGGAACTTGATGATGCGGT TGCAAAGCCCCTTATACCAA 280

Ad10A17938 Aradu.A10 17938 c (T)10aaattgaataaaccaattcacttcaaat(A)1048 103312788 103312835 GAGCTGTGAAACGAGGATTTG TGTTGATGCAACAAGATGGC 273

Ad10A17944 Aradu.A10 17944 c (T)10ccgtcaa(T)10 27 103332421 103332447 TGGATCACTGTAAAATCTTGTTGG TTTTTGGACCTGATTTGGAG 196

Ad10A17948 Aradu.A10 17948 p3 (TTA)5 15 103340510 103340524 CCACTCATCACAAATGGCTG TGAAAACCTTGCTGTCACACTT 231

Ad10A17951 Aradu.A10 17951 p2 (AT)7 14 103343326 103343339 TTGGTTTAAGGATTTTATTACACGC GAATTGATTTGTCATTTTCTCGC 251

Ad10A17952 Aradu.A10 17952 p2 (AT)6 12 103344729 103344740 CTTGAAATCCGAAGTGCCAT TCAACAAATTCACGCTCCCT 238

Ad10A17953 Aradu.A10 17953 p3 (GAG)7 21 103355080 103355100 AAGAAATCACAATGGGCTGG GGCAAGGAAGAATGCTCAAG 152

Ad10A17954 Aradu.A10 17954 p4 (TTTA)5 20 103361346 103361365 GTCTTCCAAGCAGAAGCACC AGGGGAAAAAGAAAAGGCAA 238
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Ad10A17956 Aradu.A10 17956 p2 (AG)21 42 103363273 103363314 GTTTTTGTACTTGTGCGCGA CCATTCATTCCAATTCACCC 145

Ad10A17962 Aradu.A10 17962 p2 (TA)6 12 103383694 103383705 AAACGGTGCCAAATCTTGTG TCATGTAACCGATCCCACCT 214

Ad10A17963 Aradu.A10 17963 p2 (TA)6 12 103384397 103384408 CGTTTCTTTCTTCATCACACTTTT CCGCATATTATTTTTGGGGA 154

Ad10A17966 Aradu.A10 17966 p2 (AT)9 18 103387495 103387512 TTCCTAGTTTTTCACAACTCTTTGA TGGTCCAATTCCAAACATCA 269

Ad10A17978 Aradu.A10 17978 p3 (AAC)6 18 103419932 103419949 TTGATCATTGACAAAGGCGA CATGAGGTGGTCAGACGAGA 267

Ad10A17982 Aradu.A10 17982 p2 (AC)6 12 103435518 103435529 GCTCCAGAAAAGAAAACCCTC TCTGCTTAGTTCCAGCAGGG 248

Ad10A17988 Aradu.A10 17988 p2 (AC)9 18 103453101 103453118 ACTCAGTCCGCGAAGTCAAG TGTTTTTCAGATGCAGGTCG 257

Ad10A17993 Aradu.A10 17993 p2 (TC)7 14 103464056 103464069 GCCCCCATATCTCCTCATTT GGTAGAGGAGGTTGTCAGCG 108

Ad10A18001 Aradu.A10 18001 p3 (AAT)20 60 103485910 103485969 GCAGCGGAAGATATTGAAGC GGCAGGGAATTGAATCAACA 201

Ad10A18002 Aradu.A10 18002 p3 (ATA)5 15 103486448 103486462 GAGGCTTTGGAAACCATCTTC CAAAACTTCCCCTGGACTCA 248

Ad10A18010 Aradu.A10 18010 p2 (TA)6 12 103503688 103503699 AAGGGAGCTGAGCCACATTA CCAACCATGAACCTATGCCT 265

Ad10A18011 Aradu.A10 18011 p4 (AAAT)8 32 103504265 103504296 TCCCAAATATTTTTGTGCTTACA CACACACACAAGCAATAAAGCA 271

Ad10A18012 Aradu.A10 18012 p4 (TAAA)5 20 103509406 103509425 TCTCGTGCTGATAACGTGTTG GCATCGTCAGATGCTTTTTACA 267

Ad10A18016 Aradu.A10 18016 p2 (AT)10 20 103512378 103512397 TGGCCTGATGCTACATTAACC TGTTTTTGTTTAGACGTAACTAAGGAG 260

Ad10A18022 Aradu.A10 18022 p2 (CT)6 12 103527535 103527546 ATTGTAGGAAGCACCACCCA TCGAGGAAGAGTGAGAAGGC 278

Ad10A18023 Aradu.A10 18023 p3 (TCT)5 15 103528576 103528590 CTTTGCCCAACAATGGAGTT GATCATACCCCAACCTTCCC 166

Ad10A18025 Aradu.A10 18025 p3 (AAT)18 54 103533120 103533173 CATTTTTGTTACCTGCAAAACG TGAGTGACGAAAAGTTAGTATTTTTGA 278

Ad10A18027 Aradu.A10 18027 p3 (GAT)6 18 103535541 103535558 CTACCAAGGATATTCCGCGA CAAGTGTCACCACAATCCCA 247

Ad10A18032 Aradu.A10 18032 p3 (GGA)5 15 103542270 103542284 AAGGTTCGGGAAGATTCGTT GGCTTGGCAGCAACTTTAAC 252

Ad10A18038 Aradu.A10 18038 p3 (TAT)9 27 103550848 103550874 TTGAATTAGAAACCCCCACG TATTTGGCTGGTTTTTGGCT 264

Ad10A18043 Aradu.A10 18043 c (A)11tattattaccaacttaatttatacacttactttcatg(T)1159 103556844 103556902 CCTCAATTTGGAAAGGCAAC GACATGACAAAAGTTATGATGGGA 278

Ad10A18044 Aradu.A10 18044 p2 (TA)10 20 103557219 103557238 TGTCGGCATATGATGTTTTTG TGGTCTTAGTTCCTGCTGCC 189

Ad10A18049 Aradu.A10 18049 c* (A)11(AC)6* 22 103569956 103569977 TGTTGTGTAAACCGATCACCA GTGTCGCACTCTTTGCAGAC 196

Ad10A18050 Aradu.A10 18050 p2 (AT)8 16 103570542 103570557 TTTGCACATATGGCACAAAAA TTGACAAATTAGTGTGAACTACCAGA 198

Ad10A18051 Aradu.A10 18051 c (GTG)5atggtgatggcggaagcgac(AAG)653 103571244 103571296 AGCATCCACATGTTCCACAA TTGTCATCCACCATCACCAC 236

Ad10A18052 Aradu.A10 18052 c (AAG)8gacggtggtggtgatggtggacgacaacggtggcagcagcaccagcgacgacggtggtggtggtgacagtggacgacaaca(GTG)7126 103571410 103571535 GTGGTGATGGTGGATGACAA AACATCATCATTGTCGCTGC 264

Ad10A18053 Aradu.A10 18053 p2 (AG)6 12 103571952 103571963 AAGCGAAGGAGGAAGAGAGG CTTCTATCATTATCGCCGCC 191

Ad10A18056 Aradu.A10 18056 c (GA)6ggaaggtttcattgggcgacagagtccaatggagcaaaattgtgtgtggaagagtctccatgaatat(TTA)7100 103581306 103581405 TGCAGTACAATGCTGAGAACAA CGGTAACTCGCACTCTCTCC 254

Ad10A18064 Aradu.A10 18064 p3 (TCC)5 15 103594236 103594250 AGGGCAAGAGGGAATGAAAT GGCGGAGAAGATATACGCTG 271

Ad10A18067 Aradu.A10 18067 c (T)11(A)10 21 103613619 103613639 CCCCGATAGATAAAGGGGTT TGTATTTGTTTGGACGCCAT 259

Ad10A18070 Aradu.A10 18070 c (AT)13(GT)9 44 103615072 103615115 AAATTTCGTTCGCCACTCAG TGCTTGTAAATTTTTCCCTTTTTC 174

Ad10A18075 Aradu.A10 18075 p2 (AT)8 16 103619889 103619904 CGAGCTCACGTGCTGACTTA AACTCGTGAGTTGGTTCGATT 135

Ad10A18080 Aradu.A10 18080 p2 (AT)6 12 103634177 103634188 CTGCGGCGTGTACGTATTTA TGCCCACTACTCATTGACCA 232

Ad10A18083 Aradu.A10 18083 p3 (CCT)5 15 103646335 103646349 AAAGGGTCCAGGAGGCTAAG ACAAGGGGTTGAGAGGGAGT 106
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Ad10A18092 Aradu.A10 18092 p3 (CTT)6 18 103665730 103665747 CCTCTCATGCTCGTCGTGTA TAGAAGGGTTGTCCCCACAG 277

Ad10A18095 Aradu.A10 18095 p3 (AAT)11 33 103666597 103666629 TGAAGCCGGAGTGATTTTTC CAACCATGTGCCAAACAGAG 280

Ad10A18097 Aradu.A10 18097 p2 (TA)8 16 103668631 103668646 GACTCAGGACTTCGTCAGATGTT CCTGGTTTCACACCTCCTGT 280

Ad10A18100 Aradu.A10 18100 p2 (CT)6 12 103673259 103673270 ACCTTTCTCCTGCCGAGTTT CTCAGATGAAAATGCAACGG 173

Ad10A18102 Aradu.A10 18102 p3 (CTC)6 18 103679167 103679184 TGGCAAAGACAAATGCTCAG CGCCTTAACCTCACCAGAAG 245

Ad10A18113 Aradu.A10 18113 p3 (ACA)8 24 103715832 103715855 TGGGAAAGGATCCTCTGTTG TCGTTTGATTCATGTAGCCG 174

Ad10A18114 Aradu.A10 18114 p3 (TTG)6 18 103716717 103716734 GACCCCACCTCGTGAGATAA AAAGACTAATTCGTCGCGGA 251

Ad10A18115 Aradu.A10 18115 p3 (ATT)12 36 103719688 103719723 ATGCAATGTAATGGGGCAAT TTCATTGTTCTTTTCAAAGATGG 150

Ad10A18116 Aradu.A10 18116 p3 (ATT)5 15 103734902 103734916 ATTTGCCACCAGAAACAACC TCGCTCTTTTTCGTCACCTT 195

Ad10A18118 Aradu.A10 18118 p3 (TCT)6 18 103738464 103738481 TCATCACCTCTTCCTCCTCC GGAGGTGGGGCGTAGTAGTAG 233

Ad10A18119 Aradu.A10 18119 p3 (CCT)10 30 103738596 103738625 CCATCTCCTCCTCCTCTTCC TGTGTCGCCATCATTAAGAAA 182

Ad10A18124 Aradu.A10 18124 p2 (GA)21 42 103751516 103751557 TGCTCTGATTGAGGGCAAAT CAGATGGCATGTTTAAGGGAA 247

Ad10A18127 Aradu.A10 18127 p3 (TAT)5 15 103756293 103756307 TCACGCAGCTAACGTAAAAA ATCCGCACACCAAACTTCTT 280

Ad10A18130 Aradu.A10 18130 c (CA)6tgcacacgcacacacacacgc(AG)2073 103766396 103766468 CTTCTGGAGGTGAAAGCTGC GCTCATTACTCATCGCGTCA 269

Ad10A18133 Aradu.A10 18133 c (T)11atttgggtgcgtattctaaccc(A)1043 103773352 103773394 AGATGCTGCCCAATACCATT GGCAAGATGCCAATAGTGAA 173

Ad10A18144 Aradu.A10 18144 p3 (TGG)6 18 103792374 103792391 AGATGGGATGAATCGTCAGC GCGTAGGCGCGAATTATTTA 279

Ad10A18145 Aradu.A10 18145 p3 (GGT)11 33 103792636 103792668 GCAGAAGAGGTGCTGGTGTA ATCAAACCCTGTTCCGACAC 275

Ad10A18146 Aradu.A10 18146 p3 (ATT)7 21 103792829 103792849 CGAACAGCACTCACTCACTCA AGTCACTCACTTTATTGACGTTTTT 280

Ad10A18150 Aradu.A10 18150 p2 (TA)7 14 103806500 103806513 CGAAGAAGATGAAGAAAATTGGA GACAGTTTTTGCTCAGTTTTGG 233

Ad10A18151 Aradu.A10 18151 c (A)10ggacaaaaagaaattaaaaaatatgggtaaagaagcggagagaagaaggtgaaagagaggagaaggtaaaagagaggagaaggagatcaccg(T)14116 103808927 103809042 ACGGGGAAGGAGAACATAGG AAATGAATTGCCCTAAATGTGT 218

Ad10A18154 Aradu.A10 18154 c (CA)10(TA)7 34 103821591 103821624 ACAAAGGTGGATTTGCTGCT ATCATGCCAAATGCTAAGGC 144

Ad10A18155 Aradu.A10 18155 p2 (AT)9 18 103822462 103822479 AACCTTTCAGAACGTCCTTTT TTCGCAGGTACTCCAATGAA 280

Ad10A18157 Aradu.A10 18157 p3 (CTC)5 15 103829038 103829052 GGCATCAAAATTCCTTTCCA GGAGACTGGAGAACAGCCAG 247

Ad10A18159 Aradu.A10 18159 p2 (TA)6 12 103848673 103848684 TGGCAAGGATCGTGAAATAA GGCAATGAAATTTCTAACAAAACA 274

Ad10A18164 Aradu.A10 18164 p2 (AC)16 32 103854676 103854707 ATTCCTGCTCCTTCCCATCT GTCTCTTAGGGATTTGGGGC 153

Ad10A18170 Aradu.A10 18170 p3 (GAT)5 15 103878805 103878819 TGTAAAACAAGAAGGAGAAGATGAA CCATTTGGAGTTGCCTACTTG 261

Ad10A18171 Aradu.A10 18171 c (GA)13ggtcttaattctatctcaaattttgacgcatcctttaaatagatgcaaatcgcttgtctttgtc(A)10100 103886955 103887054 TGAGGGTTGAATCGAGTAAATTG CGGAAAATTGTTAATCCGAAGA 280

Ad10A18172 Aradu.A10 18172 p3 (AAT)15 45 103891077 103891121 TAGAAGGGAAATCTGCCACG TCATATTTTGCATTTTCTAAGCCA 163

Ad10A18174 Aradu.A10 18174 p4 (ATTT)5 20 103893073 103893092 AGACAGCCAGACATGGCTAAA TTTGAACGAACTAAGAACACTTATTG 258

Ad10A18175 Aradu.A10 18175 c (T)10cttaattttgtatgtactttttaattaaatattaaaatttcaacaaaaagttggattagacatatgaattgttttatatctgtg(A)10104 103893388 103893491 TTTGACATGTTTACCTGCGAG TGCGAAAATCCAAAAGAGAAA 250

Ad10A18179 Aradu.A10 18179 p3 (TCC)5 15 103904303 103904317 CCCGACTTGATTTTGTTGCT GAGGATACCATAATGGGGGC 245

Ad10A18180 Aradu.A10 18180 p3 (CAT)6 18 103921721 103921738 GCCCAAAGTGGGTGATTATG TTGTTTGGTGAACCTAGCCC 253

Ad10A18183 Aradu.A10 18183 p3 (TGA)5 15 103931134 103931148 GAAAATCAAAACCAGGAAAACAA TCAATCAGAATTCTTGACCCAG 264

Ad10A18184 Aradu.A10 18184 p2 (TA)6 12 103931291 103931302 GGATTATCCAATGAAATCGGAC GAATGCAGTGTTTGCTTGCT 217
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Ad10A18189 Aradu.A10 18189 p3 (GAG)6 18 103950154 103950171 GAATCTCTTGCCTCCACAGG AAGGACCCAAGACTTACAGGC 249

Ad10A18192 Aradu.A10 18192 p3 (ATT)13 39 103953764 103953802 ACCTTTTCAGGCGATTCAGA AAACCCTCTTGTGGTGGACA 120

Ad10A18194 Aradu.A10 18194 p3 (TAC)6 18 103958271 103958288 CATAGAGCGGAAAAAGGCAG GATGCCAAATGTTGTTGTGC 201

Ad10A18195 Aradu.A10 18195 p3 (AGT)6 18 103959395 103959412 GATGCCAAATGTTGTTGTGC TTGATGTGGCATTGCTGAGT 170

Ad10A18201 Aradu.A10 18201 p2 (AT)6 12 103969450 103969461 GCCTTATTTGTTCTACTTCTTGCG TTTTCACCCCTCCAACACTG 244

Ad10A18203 Aradu.A10 18203 p3 (ATA)9 27 103972302 103972328 TCGATCCCACTTGCTTATCC AAATCGCGGAAGAAATGTTG 140

Ad10A18204 Aradu.A10 18204 p4 (TAAT)5 20 103973011 103973030 AAGTGGAAAATGGCCACAAT GCATTGGAAGAGCGAGGTAG 269

Ad10A18207 Aradu.A10 18207 c (CCA)6tcaccattatcatcatcatt(ATC)553 103976501 103976553 ACAAAACAGAAGTCCACGCC GTGGTGGTGGGTTTTGAGTT 205

Ad10A18208 Aradu.A10 18208 p3 (ACA)7 21 103979124 103979144 TGATCCATTTTGACACATCCA ACATGACAGAGCACAATGGC 225

Ad10A18212 Aradu.A10 18212 p3 (TAT)7 21 103990399 103990419 TGAATGCCTGTTCAAACCAA CAACTTTTGCCTACCTCCCA 144

Ad10A18213 Aradu.A10 18213 p2 (TA)6 12 103992403 103992414 AATCCGAATCCATTTAGGGC CCATGGTCATGGTGATGTTG 258

Ad10A18216 Aradu.A10 18216 p2 (TC)8 16 103996085 103996100 CACAAAATTCTGCACTTACCCA TCTTCTGCAATTCCCAAACC 186

Ad10A18217 Aradu.A10 18217 p3 (GAT)5 15 103996295 103996309 GGTTTGGGAATTGCAGAAGA CAGGGATTAATAGAGAGCGCA 218

Ad10A18218 Aradu.A10 18218 p2 (TA)7 14 103996656 103996669 CAAGACCATGTGTGTGAGCC GAAAGTACGTCGCCATGGAT 191

Ad10A18219 Aradu.A10 18219 p3 (CCT)6 18 103996880 103996897 ATCCATGGCGACGTACTTTC TGTTGAGTATGAGGGGGAGG 240

Ad10A18220 Aradu.A10 18220 p3 (ATT)8 24 104004432 104004455 TTGCCAACTTGCCATTCATA CTTGGAGATATTTGCCCGAA 257

Ad10A18223 Aradu.A10 18223 p2 (TA)7 14 104019467 104019480 TCATCCATGAGAACCATTTCTTT GCTCTTTCCTAAAAATATTGGCA 268

Ad10A18225 Aradu.A10 18225 p3 (TAT)8 24 104024713 104024736 TTTTCAATAAATGATATCACGGG CATGATTCTGTTTTCCCTCCA 280

Ad10A18227 Aradu.A10 18227 p3 (AAT)18 54 104028109 104028162 CCGATAAGATTGAGAATATGTAGCA CCTTGATGCATCGTCGTTTA 277

Ad10A18235 Aradu.A10 18235 c (T)10aaatattctaggtatatttttttgtgctctttggaggttcttttttaatattaaaatcttatta(T)1185 104045409 104045493 TTCTTTGCTGTTTTGCATCG TTTCATGAGTTTTTGCCATCA 276

Ad10A18247 Aradu.A10 18247 c (AC)8at(AC)8 34 104082917 104082950 CTGAGGAGTGCATCCGAGTT AGTCGTAGGGTCCGATTCCT 188

Ad10A18248 Aradu.A10 18248 p2 (TC)17 34 104083987 104084020 CCTCTCCTTCCTCCATCTCC TAAAGAAGCAAAAGCGGCAT 252

Ad10A18249 Aradu.A10 18249 p5 (AATAT)5 25 104086044 104086068 TCAAGTGAATCCTTGGGCTT TGCATGTTTTTGCATGATTG 214

Ad10A18252 Aradu.A10 18252 c (T)11(A)11 22 104090589 104090610 AAATTGAGCTGCATTGTGGA TGTGGATAAGCTTTCCGTCC 272

Ad10A18256 Aradu.A10 18256 p3 (TTA)5 15 104104985 104104999 TGATTGGTTCGATCGGATTT TTGTGCGTGTATTGTATTGAACA 230

Ad10A18257 Aradu.A10 18257 p2 (GT)7 14 104110349 104110362 CTCTTATTCATCTTCATAAATGTTTCA CACAAATCTCAATCTGCCCA 227

Ad10A18260 Aradu.A10 18260 p3 (GTT)5 15 104120361 104120375 GGCAATCGTTAATTATTTTATATCCA AGCTGCTACTCTTTTTATGTGTCTC 280

Ad10A18262 Aradu.A10 18262 p3 (ATC)5 15 104123968 104123982 GCCCAAAGTGGGTGATTATG CGTGAAATCGATTATGATGGC 180

Ad10A18264 Aradu.A10 18264 p2 (AG)11 22 104125300 104125321 ATATGGAATGTTCTTGCCGC TGCGGTGTGTTTAAGTGGTT 122

Ad10A18267 Aradu.A10 18267 p4 (CATT)5 20 104132911 104132930 TCATATATGCATCTCCGGCA TGATGTGATTGATGGCTAAATTC 193

Ad10A18270 Aradu.A10 18270 p2 (TC)8 16 104153672 104153687 GTGGCCAGAAACATAGAGGC GCGAGCACGAAGAGAGAGAT 275

Ad10A18271 Aradu.A10 18271 p2 (TA)6 12 104154085 104154096 CCTGCTTCCCCTTTCTTTCT CATTTTTCTTACAGATATTTTGCTGC 234

Ad10A18274 Aradu.A10 18274 p2 (AT)6 12 104160934 104160945 GGTCCACCTCATGTGAACTGT TGAAATGGACGGTTAGACCA 214

Ad10A18276 Aradu.A10 18276 c (AG)14gggttttcgaggtggatcttg(T)1160 104164656 104164715 GTGGAGGGATGGTAGTGGTG TCAAGTTGATGAAGACCCCC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A18277 Aradu.A10 18277 p2 (GA)10 20 104166034 104166053 GCGTGAATTACAAAGCCACA CCTCAACCTCAAACAGAGGC 232

Ad10A18280 Aradu.A10 18280 p2 (AT)8 16 104173962 104173977 TGTGAGGAAGCACCAATTCA ATATTGAGCCAGCTCTCCGA 271

Ad10A18285 Aradu.A10 18285 p2 (CT)23 46 104180780 104180825 CGCATACACCGTTGTTCCTA GATCCAACGGTAAAGAGCCA 246

Ad10A18289 Aradu.A10 18289 p3 (GAA)6 18 104187960 104187977 ATCTAGGAGGCAGCAGCAAA CGCAATGCACATCCTTTAGA 155

Ad10A18291 Aradu.A10 18291 p2 (AT)6 12 104191650 104191661 GACAACAAGGGATCATGCGT ACGCTGCTTACGGGATAGAA 230

Ad10A18299 Aradu.A10 18299 p2 (TA)6 12 104216070 104216081 CCGCACCTTCCAACATACAT ATCGGTTCGCACCTCATATC 228

Ad10A18300 Aradu.A10 18300 p2 (AT)13 26 104217545 104217570 TTGGTCGGTTCGATCTGATT TGGTTTTCAGATGCAGGTCA 273

Ad10A18305 Aradu.A10 18305 p2 (TA)7 14 104222798 104222811 GTTGAATTGGTCGGTTCGAT ACCGTCGTAGGTCCAGAGTG 271

Ad10A18306 Aradu.A10 18306 p2 (TA)7 14 104223614 104223627 TCAGCTGGCTTCGGTTCTAC ATCGGTTCGCACCTCATATC 250

Ad10A18307 Aradu.A10 18307 c (AT)6aataactgatggtgatggtttgttcaattccaatattatttctactttttagaggaaaaaaggctagatactttacatgtatctagtaa(T)10111 104224770 104224880 AGCTACGCTTCAACTGTCACC TCTCTCTTCATCTAAACAACACACAA 243

Ad10A18309 Aradu.A10 18309 p3 (AAT)6 18 104227203 104227220 GAAAAGAATTTTGTTTCCTCCG TCGATTTTTGTAGTGTTAGCCC 237

Ad10A18310 Aradu.A10 18310 p3 (TAT)5 15 104227424 104227438 AAGGGCTAACACTACAAAAATCG TCCAAACATAAAAAGTGAATATCGAA 197

Ad10A18311 Aradu.A10 18311 p2 (TA)9 18 104228583 104228600 TTTATGAAAATTTTAAGAGACTTGAGC ATTCGGTGTTCCTCATCACA 211

Ad10A18312 Aradu.A10 18312 p3 (GAA)5 15 104230220 104230234 GGTGAAGTTGAATTCCGTGG GGAACGAACCTTCCACAAGA 235

Ad10A18315 Aradu.A10 18315 c (T)10cg(T)20 32 104235259 104235290 GAGGCCCACAATACTTTCCA CTCTCAAGCACCTCTCCTCG 258

Ad10A18321 Aradu.A10 18321 c (A)11gttccaacttttgcacgtgctctctctatctgcctgagagtcagtcatgttagtcatattcacattcataccattcaattccttttattttagg(A)10115 104243613 104243727 TTTGAACTTTGAAGCACGGT TGAAGGATTGAAGGGGTGAC 278

Ad10A18323 Aradu.A10 18323 c (AAG)7aaaagatggtttgctttgacttgatcaaacacaagaatggctcagaaacaga(AG)685 104247660 104247744 CAGCAGCTAAGAAAGAGAGCG ATGAAAAGAGCGCACAAACA 227

Ad10A18328 Aradu.A10 18328 p2 (CT)8 16 104271353 104271368 TTGGTGTTTCAATAATTTTAACCG CGAGAAGCATGTGCATCAAT 149

Ad10A18329 Aradu.A10 18329 p3 (ATT)6 18 104281824 104281841 TGGGTTGAACTCTTGGTGTT TTCATTTTTCTTCAAGCCAGA 250

Ad10A18332 Aradu.A10 18332 p2 (TA)8 16 104307984 104307999 AGAACACTTTGAAAATGCCAA GCCCTTTCATAATTTTATCGTTG 247

Ad10A18334 Aradu.A10 18334 c (TC)10tgagtctattaggttcttc(TCT)554 104313280 104313333 CCCAACTCCACACAACAATG ATGTCCGGACTCATAGCGAC 261

Ad10A18338 Aradu.A10 18338 c (AAC)5aataacaatactatatattacataaaattgcatacatcatcttatcttct(TA)6gttacattttaaactccattgtcatattttagtatttggagttagggtgatgtgcattcaccataattggtgaccata(TAT)5170 104320484 104320653 AAGGGGCCCACTTTGTATTT GGAATTACAAGCTGAAAATCACTC 278

Ad10A18339 Aradu.A10 18339 p2 (TG)10 20 104322656 104322675 TGAGATCCAGTGGAGGAGAAA CCAATGACACCATACCACCA 255

Ad10A18341 Aradu.A10 18341 p3 (ACT)5 15 104326090 104326104 TCTCACTTTCCCCCTCTTCC GATGCCAAATGTTGTTGTGC 106

Ad10A18342 Aradu.A10 18342 p2 (CA)7 14 104331660 104331673 CAATTTCCTTTGAGATTGGCA TGCAAAGCATCAACACATCA 234

Ad10A18344 Aradu.A10 18344 c (T)10atcatcatcactatcttc(T)1038 104337811 104337848 CAAAAATATTCTTCTTTCTCCTTCTCA TGCATGTAAGTTTATTCTCTTCCAA 217

Ad10A18345 Aradu.A10 18345 p3 (TAA)6 18 104338302 104338319 TGCCTCTTCTTTTTCATCTTTTT ACTTCCGTTTGGGACTCTGA 279

Ad10A18347 Aradu.A10 18347 p3 (TTA)13 39 104339237 104339275 GGAGCATTTGAGCATTTAAGG CAAAGCCATCCATCTTCACA 244

Ad10A18349 Aradu.A10 18349 p2 (AC)6 12 104342488 104342499 GCACCCATCATGATAAGCCT TCCACACCCTATCCAATAGATG 245

Ad10A18356 Aradu.A10 18356 c (TTTA)5ttgtttaagaactttaaaaggggaagctttcaaggacttacaatgattacataaatatataatttagattt(A)11102 104353750 104353851 TTGCAGATAGAATGTTCCAAGC TTCACAATTGATTACAGGAGCA 246

Ad10A18363 Aradu.A10 18363 p3 (AAT)5 15 104364114 104364128 CAAATACACTTTGTGGCCTTCA TCATTTCATTTATATTTGTTGTGACAT 242

Ad10A18366 Aradu.A10 18366 p2 (TA)7 14 104368632 104368645 TGAGCCATCATCTTACGCAG AACTTGAAACGCACCAAACC 155

Ad10A18371 Aradu.A10 18371 c (A)10gtttaaacactatattatcttttcaatcaaagaataagaaaaattaaagt(A)1070 104378629 104378698 TCGGAGATGACATAGGATTGC GGATAGTTGCATTGGATTGGA 212

Ad10A18376 Aradu.A10 18376 c (TTA)6ttgttattattccaaagttaagaataatattcgaatctacgatctctaaataagtataaagagaatatgtcatttgagttataatttattggc(ATA)6(TTA)6147 104382964 104383110 CATAACTCATGGATGGAAAAAGC AAACGAATCCATTGCTGAATC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A18384 Aradu.A10 18384 p2 (AC)6 12 104408990 104409001 CACATGTCGTGCATTTTGAA CGGAGTTTGGGTTCGTAGAG 252

Ad10A18385 Aradu.A10 18385 p2 (AG)7 14 104414530 104414543 GTGGCAGCACCAAAGGTTAT GGTGATTAGTGGCGCAAAAT 257

Ad10A18386 Aradu.A10 18386 p3 (ATT)6 18 104415211 104415228 TGGAATTGTATGCATGCTTGT AGCCTATGCGTTTGTATGGC 167

Ad10A18389 Aradu.A10 18389 p2 (TA)7 14 104419120 104419133 TGAGCCAAATTCTCAACTGTG TGGCTCTTCTATAAGCATCGG 258

Ad10A18394 Aradu.A10 18394 p2 (TA)8 16 104427510 104427525 GTTCCGCATCCATTTTAGGA TAAATGCCACACAGCACCAT 206

Ad10A18395 Aradu.A10 18395 p3 (ATT)8 24 104428018 104428041 ATGTCAAATTTGGCCGTTTC CCACTTTAGTGGGCTTCACA 231

Ad10A18396 Aradu.A10 18396 p2 (AT)6 12 104428818 104428829 TCCCCAACACTTTATGCAGAT CATTTGGTTAACACTCATTCCC 262

Ad10A18397 Aradu.A10 18397 c (A)10taatctaaactcattct(TCA)6ccaaa(AT)968 104429063 104429130 GCATGCAAACAAACACCATC TGAAAGAGCATTTTTGGTGC 232

Ad10A18399 Aradu.A10 18399 p4 (ATTA)5 20 104430826 104430845 GAAACATGCTGGTGGTCACA AGGCCACACAGTGACTCAAA 215

Ad10A18400 Aradu.A10 18400 p2 (TA)6 12 104432122 104432133 CAGCAACAAAATAGCACAGCA TTGATGTTATTGATTCTTGGCA 162

Ad10A18401 Aradu.A10 18401 p3 (AAT)5 15 104432965 104432979 TTTTCCAATTCGACCAATCA CCCAAGAAGAAATCAAGGGTC 219

Ad10A18404 Aradu.A10 18404 p2 (AT)7 14 104446082 104446095 ACAAGACCTGCTCGTGTGTG TCAGAAGAGAGAGAGAGGAGCAA 276

Ad10A18405 Aradu.A10 18405 p2 (CT)6 12 104446264 104446275 TGAAATCATAATGCATGCGG GGAGTGGTCTTTGACATTCCA 259

Ad10A18406 Aradu.A10 18406 p3 (TGA)6 18 104446659 104446676 TTTTAAGACCCACGTCCAGC TTGTTGCAATCCAAACCAGA 121

Ad10A18407 Aradu.A10 18407 p2 (TA)11 22 104455615 104455636 TTGCAATGAGTTACGTCACATTT TGCATGGTTGTTGCGTTATT 278

Ad10A18411 Aradu.A10 18411 p2 (GA)9 18 104457536 104457553 TGAAGCGAACAAAGAACCTG ATTTCTCCGGCAACAAGATG 159

Ad10A18412 Aradu.A10 18412 p2 (AT)10 20 104458147 104458166 CTGCAACAAATGGGGAAACT GGATTAGCCAATGAAATCGG 140

Ad10A18414 Aradu.A10 18414 p2 (GT)6 12 104467347 104467358 GAAAACTGTGGGACTCCTCCT TGGTCAATAGGGATTGCAGA 242

Ad10A18420 Aradu.A10 18420 p3 (AGA)5 15 104474665 104474679 TCCACCAACAACAATAGTCCC TCGGCACTGCTTCTTCTTCT 270

Ad10A18421 Aradu.A10 18421 c (T)10aattgaatctttatatcaa(T)1039 104475511 104475549 TTTGGCTTCTTCTCTCATCACA CCTTTTATTTGGGTCTCTACACG 238

Ad10A18423 Aradu.A10 18423 p2 (AG)7 14 104476174 104476187 TCTCATAGGCCACAGAATCAGA TCCTTGCAAGTTGGGTTAGC 277

Ad10A18426 Aradu.A10 18426 c (T)10aagaaaagttctttatattgacaactttgcattttctaa(T)1059 104480115 104480173 TGTGATTTTTGTTTCTTCCACAA TCGTTTGATTCATGTAGCCG 270

Ad10A18427 Aradu.A10 18427 p2 (AT)8 16 104480720 104480735 TTCCGACCGATTTTCGTAAC TTGTTGGCAGCATGAACAAT 207

Ad10A18430 Aradu.A10 18430 p2 (CT)10 20 104485695 104485714 CAAAAGCGAGTTCCTTCACA ACTGTATATATAACGCTCAGCTCAAT 149

Ad10A18431 Aradu.A10 18431 p2 (AC)6 12 104490011 104490022 CTTGGCATCGAGCATGTTTA GCTCTTCTTTGCCGAATGAC 264

Ad10A18442 Aradu.A10 18442 p3 (TTA)5 15 104510146 104510160 TTGGCCATTTGATTAATGATGA TGTGCGAACTTGCACTATCC 179

Ad10A18447 Aradu.A10 18447 p3 (GAT)5 15 104525319 104525333 TTTGGTGGAAATGCATTGAA CCACCTTCGAACTAACCCAA 227

Ad10A18450 Aradu.A10 18450 p2 (AT)10 20 104529382 104529401 TGGGCATTTTAACTTTTCGG CCATTGGACAGTCCCTCTGT 266

Ad10A18451 Aradu.A10 18451 p2 (AT)8 16 104530060 104530075 CTGACTTTTCCGGGACCTTT CTAAAGCCGGCCAGAGTATG 191

Ad10A18454 Aradu.A10 18454 p2 (TA)7 14 104535730 104535743 GGACATACACTGCTTCCATCC AGGTGAATTTCAAGGGAGGC 118

Ad10A18456 Aradu.A10 18456 p3 (AAG)9 27 104551969 104551995 TTGTGTGTTTCTTCTTCTCCTTTG GCAGCAAATTTGGGTGTAAC 265

Ad10A18457 Aradu.A10 18457 c (A)10gatgaataag(A)1030 104552325 104552354 TGTGTTTATTCTTCTTCTTGTTTGA TCTTTCTCTCCCTCTTGCTCA 143

Ad10A18458 Aradu.A10 18458 c (A)10gatgaataag(A)1030 104552694 104552723 TCAAACAAAAAGAAACTTGAGAAGG TCCCTCTTCCTCGTCTTCTG 118

Ad10A18460 Aradu.A10 18460 p3 (AAG)11 33 104554174 104554206 ATCTGGATCTCTACCGGCCT TTTTGAATCATTGTGGTTCTGG 189
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Ad10A18464 Aradu.A10 18464 p5 (ATAAA)5 25 104559932 104559956 TGGGATGAGATCATGCAAAA GCTTAGTGAGTTCAAGCCCG 142

Ad10A18469 Aradu.A10 18469 c (A)10tttaattttttattttactttttggtaaatcacaaaaacatattgtcttttacaacaacatatcaaatatgtagccccttc(T)12103 104562502 104562604 TTTTAGTGTACATCAATGCAACCAT TCGTATATAATTTTTGCAATCTGAGAG 267

Ad10A18470 Aradu.A10 18470 p2 (CT)6 12 104563255 104563266 ACTTCATCTTGGGTGCCACT TGGTGCATCCTAAAGATATGAAAA 123

Ad10A18471 Aradu.A10 18471 p4 (AATT)5 20 104580918 104580937 CGTTGGCGCTTAAACCATTA AAATTGGCCATAGAACCTGAAA 272

Ad10A18475 Aradu.A10 18475 p3 (TTA)6 18 104589100 104589117 GGCTGGATTGCATGCTTAAT GACAAGTTATTATCTTAATGGTGACCT 269

Ad10A18478 Aradu.A10 18478 p3 (CAA)6 18 104592530 104592547 TGAATAGAAAAGCAACCGCA CGGGTCTGCTCTGCTTCTAC 263

Ad10A18480 Aradu.A10 18480 p3 (TTC)5 15 104594875 104594889 TGTGGATTGTCCCAGGTGTA GACCCACCCCTAACAACCTT 268

Ad10A18483 Aradu.A10 18483 p3 (TTA)6 18 104619441 104619458 ACGGGACTCACACACGAAAT TCCCACCAAAGGAATCCATA 273

Ad10A18488 Aradu.A10 18488 p3 (ATC)6 18 104632535 104632552 TGAGTGCATCAAAATTAAGCTTCT TGTGGAGAAAGAAAGAGTGGG 268

Ad10A18490 Aradu.A10 18490 p2 (TA)6 12 104636299 104636310 TCCCATCTTTGAAGGATATTGAA CAATGCCACAGAGCATGTTT 160

Ad10A18491 Aradu.A10 18491 p3 (TTA)6 18 104636532 104636549 TGTGGTCATCATCACCTTCTTC TCACGGAGTCACGGTAACAA 264

Ad10A18493 Aradu.A10 18493 c (A)11gatattatgtgtgtgggtatagtgtgtgagtgtgtaatttaggattggaaatggtctaattcatcgaccc(A)1192 104637391 104637482 GAGCGCAGTCTCAATTGCTT CGACATTTATTTATTACGATTTAAGGA 272

Ad10A18494 Aradu.A10 18494 p3 (TTC)8 24 104638268 104638291 ATTCCCCGCAATTAATGTTG CCACCTCTGGTTCCTCTCAC 249

Ad10A18498 Aradu.A10 18498 c (TTG)7(ATG)6 39 104642193 104642231 TCCTTGCGAATTTTGGATTC TCAGACTAGCAACAGCAACCA 237

Ad10A18500 Aradu.A10 18500 c* (TGT)5(T)12* 26 104645815 104645840 TGATGTACAAAGTGAGTCAGTCCA GAAACTCACATTAAAAGACCTTCG 212

Ad10A18501 Aradu.A10 18501 c (CT)6gtctctctctctgtctctctgtctctctgtctctc(TG)863 104649292 104649354 GCCTGCTTTCATGGTGAGAT CCACATTGAAATTCACCACCT 275

Ad10A18502 Aradu.A10 18502 p2 (AT)8 16 104651325 104651340 GAATTGGGGTCACATCTGCT AGATCCAAGAGCTCCACGAA 188

Ad10A18504 Aradu.A10 18504 p3 (AAT)5 15 104666556 104666570 CTCTTCGGAAAAACATTGGC GGGATGGTGCTGTTCTTGTT 204

Ad10A18508 Aradu.A10 18508 p3 (AAG)6 18 104691687 104691704 GGAGGAGGAGAAGGAGGAGG CTGGATTCGTCTTTGTCCGT 109

Ad10A18518 Aradu.A10 18518 p3 (GAA)5 15 104724255 104724269 ATGTTGTTCGGTTCGGTAGC CTCCTCTGTTCGCGTTTTTC 263

Ad10A18520 Aradu.A10 18520 p3 (ATA)7 21 104731004 104731024 GTGAGGGTGATGATGAGGCT GCTGTCATGGTTGTTTCCCT 263

Ad10A18525 Aradu.A10 18525 c (T)10actcattttacctc(T)1236 104734256 104734291 TTTAACCAAATTATATACCGCCC TAGTGGTGGTGAACTGGTGG 192

Ad10A18528 Aradu.A10 18528 p3 (AAC)5 15 104737666 104737680 CGAATCAGGAAATACCGTGG AATGGTATCATTTGATTCAGTAATTG 225

Ad10A18540 Aradu.A10 18540 c (T)10ccctttctccttcttctttggt(A)1143 104766551 104766593 TGTCACCGACTCTGTTCCTTC AAATGATACGTCAGGACGCC 280

Ad10A18541 Aradu.A10 18541 p2 (AT)11 22 104768230 104768251 TGGATCAAATCATTTCAATTCG TTGGACACCAAAATCATAGTCAA 265

Ad10A18548 Aradu.A10 18548 c (TTA)7(TTG)7tgccttctattttcatagatatataatgtgaagatatttgata(TTG)6103 104788179 104788281 TTCCCATCATTCGAACTTGC GCACTGCAGAAGAAACTACCA 280

Ad10A18552 Aradu.A10 18552 p2 (TA)6 12 104797040 104797051 GGAAAGATGAATTTTGGCCC ACTTGGAACAACCAAAGCAT 153

Ad10A18556 Aradu.A10 18556 p4 (TTTA)6 24 104802202 104802225 GGCAACATTTTTCTTGTCTTGA TGTATGACTCCCGCACGTAA 240

Ad10A18559 Aradu.A10 18559 p6 (GTATTA)5 30 104807798 104807827 CTCCTCTTGTCAAAGGTTCCA CAGGCATCTCAAAAAGGCTC 257

Ad10A18560 Aradu.A10 18560 p3 (TTA)9 27 104809228 104809254 CCTTCAAAAGCAGCACCTTC CCAGGTTCTTGTGGGATCAA 280

Ad10A18563 Aradu.A10 18563 p3 (ATA)5 15 104817540 104817554 GGAGACGCATAAGAAGAAGGA AAAAATTGATAAATTACACCTTGAACT 276

Ad10A18566 Aradu.A10 18566 p3 (TCT)42 126 104823722 104823847 CACACGCTCAACACATACGA CAAAAGAAGAAGACGCTCCG 235

Ad10A18571 Aradu.A10 18571 c (TA)6tcttcattactcttatgttgtagagtaaattggtaacttaattcatgatggatgttttccattttaatagaataaactggtaatttagag(T)10112 104832607 104832718 GCAGAGAAGAAGTAAAACAAAGGG TCAAATCCCAAAAGAGGAACA 254

Ad10A18574 Aradu.A10 18574 p3 (TGA)7 21 104835779 104835799 TTTGGGAGGAAAAACACTTGA CATGGTGGTGTTTTGGGATT 265
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Ad10A18577 Aradu.A10 18577 p2 (AT)6 12 104854597 104854608 TAAGAAACTGCAGCAGGCAA TGCAAGCAATCGGCATATAA 206

Ad10A18578 Aradu.A10 18578 p3 (AAT)5 15 104854731 104854745 GGAGAAATGCAGCCATCAAT TGTGCTTCTCTGTGGTTTCG 253

Ad10A18581 Aradu.A10 18581 p3 (AAT)5 15 104868577 104868591 GACGTCGTTGGTGTTGTGTC AGCCCGATCTTGAACTGAAA 210

Ad10A18584 Aradu.A10 18584 p2 (TG)8 16 104871147 104871162 TTTTGCATCCCAAAAGGAAG AAAAGAGGAGGAGGGGTTCA 226

Ad10A18585 Aradu.A10 18585 p3 (CTC)5 15 104871317 104871331 TGAACCCCTCCTCCTCTTTT GAGTGGCCCCAAGCTACATA 240

Ad10A18586 Aradu.A10 18586 p3 (TTA)6 18 104873675 104873692 TGTCTGCAAACTTGCTTGATCT TTGTTTCGGACTAAAGAGCTGA 131

Ad10A18588 Aradu.A10 18588 p6 (CCCATT)5 30 104875932 104875961 ATTCAAGACTCATCCCCACG TTGTTGCATCATAACCGTCA 240

Ad10A18594 Aradu.A10 18594 p3 (TGT)5 15 104899477 104899491 TGTTGGCCAAAACTTTAATGC TAAGCTCTTCCCTTGGATGC 245

Ad10A18597 Aradu.A10 18597 p3 (AGA)6 18 104911692 104911709 GAAGGAGGAGGAGGAACCTG TTGAATTTGCGTATGGTGTGA 180

Ad10A18600 Aradu.A10 18600 p3 (ATA)6 18 104917304 104917321 TTTGTACACGTAGTGTCACCG TGTGTGTGTGAGAGAAAAGAGGA 273

Ad10A18602 Aradu.A10 18602 p3 (TAT)6 18 104938264 104938281 GAATTGAATCTCTCCGCAGC GCCAGAATCAATCACTCGGT 249

Ad10A18608 Aradu.A10 18608 p3 (TTA)5 15 104954513 104954527 GAGGTGGGTGAATCAGCAAT TTTGAGAAGGTTGGTGCTCA 195

Ad10A18611 Aradu.A10 18611 p2 (TA)6 12 104963340 104963351 AAAAATGGTAAACCAAATTTTGAA TCTGCCGTGATAAGGTTAGGA 235

Ad10A18614 Aradu.A10 18614 p2 (TA)6 12 104968572 104968583 TGCAAGCATTAATAGAAAAATGAGA GCGCGACAAAAATATCCAAC 257

Ad10A18616 Aradu.A10 18616 p3 (AAT)5 15 104971934 104971948 TTTTAAAAATTTAGCCGTCAAGAA GCAAACATGTGATGTTGATCAGT 246

Ad10A18618 Aradu.A10 18618 p3 (TTG)5 15 104976315 104976329 CCCTGTGATCAGGTGTAGGG CTTTGTTTTGGTGGAATGAGC 265

Ad10A18623 Aradu.A10 18623 p3 (CTC)6 18 104990662 104990679 AAATGGCAAAGACAAATGCC ACCTCACCAGAAGAGCCAGA 280

Ad10A18626 Aradu.A10 18626 p3 (CCT)10 30 105003573 105003602 CCATTCCCCAATTCCTTTCT GTTGGTGATGATGATGGCAG 242

Ad10A18627 Aradu.A10 18627 p2 (TA)6 12 105007397 105007408 AAGTGCAAATTATTGCTGGCT CGTCAACATTAAATGGTAGCTGG 199

Ad10A18628 Aradu.A10 18628 c (T)14gacaaaaatacctttagtttgtgttttcgttttttatttttattttcagtg(T)10caaaattttgt(A)14100 105007586 105007685 CCATTTAATGTTGACGGCAT TTTTTCTTCTTCATTTTTAGTGTTTTC 263

Ad10A18629 Aradu.A10 18629 c (T)10cattctctttttcttc(T)1238 105011344 105011381 TTTTAGGTAACATTTGTCCCCC TGTGGAGAAATTTGAAAAATATTGG 208

Ad10A18631 Aradu.A10 18631 p3 (GAA)5 15 105012538 105012552 AGGAGGAGAGTTCTGGAGGG GGACCGTCCGATTTCAGTAT 212

Ad10A18633 Aradu.A10 18633 p3 (GAG)6 18 105014682 105014699 TGGCAAAGACAGATGCAAAG TAACTGCCGCCTCACTTTCT 224

Ad10A18634 Aradu.A10 18634 c (A)10g(A)10 21 105014805 105014825 GAAAGTGAGGCGGCAGTTAG TGTGCGACACACATTTGAGA 190

Ad10A18636 Aradu.A10 18636 p3 (ACC)5 15 105019691 105019705 ACAACCCCAAAGTACCCCTC TTTTTGTCGTCTAGTGGGGG 238

Ad10A18637 Aradu.A10 18637 p2 (CT)8 16 105020409 105020424 TTTGGCTTGATTGGGAAGTC CCAAACATAGTGCAAAGCGA 226

Ad10A18638 Aradu.A10 18638 c (ATT)5aattacacaataatattgtactatattttttgtattttttgaacaaaaataataataaatttatttattaaattctt(ATA)5107 105024911 105025017 AAATCAATCCCCAATGTTTTTC TGCGTTGCTTTTAACTGACTTT 201

Ad10A18640 Aradu.A10 18640 p2 (TA)7 14 105025863 105025876 GCTTGACTGAACCCTGAACC TCCTCCGTGCAAAAATAAAA 279

Ad10A18646 Aradu.A10 18646 p2 (CT)17 34 105066812 105066845 CACCCTGTGTTTTTCCCCTA AGCAAATTCGGTTGTTGAGG 223

Ad10A18647 Aradu.A10 18647 p2 (GT)6 12 105071272 105071283 GACCTTGAATTGCGTCTTTGA TGGAGAAACTTTTGTCCCCTT 246

Ad10A18649 Aradu.A10 18649 p2 (TA)6 12 105083070 105083081 AAGTGCAAATTATTGCTGGCT CGTCAACATTAAATGGTAGCTGG 199

Ad10A18651 Aradu.A10 18651 p2 (GA)8 16 105096877 105096892 TCAGGAAGTGCTCTCCAACA TTTTTGCTTGCGAGATGATG 158

Ad10A18658 Aradu.A10 18658 p3 (ATT)6 18 105108830 105108847 TTTTCACACTCCAATTTCATTCA TTTAACAAATCGCCACCACC 279

Ad10A18660 Aradu.A10 18660 p2 (AT)8 16 105111564 105111579 TAGTTGGCCATGAGCAGTTG TAAGCCTTTCATCCACAGGG 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A18662 Aradu.A10 18662 p3 (GAA)7 21 105114046 105114066 CGACACCTGGTAGACTGCGT ATCTGGGGTCGTTGTCGTAG 180

Ad10A18666 Aradu.A10 18666 p2 (TA)8 16 105137054 105137069 AAACACACAAATTTCGGGGA CGAGAGGGTGTGAGGAGAAA 249

Ad10A18668 Aradu.A10 18668 c (GT)6tgttgttcgtattggtatttccctgtgcacagtaattaatgtctatactgaaagaagaggaaatagattttgac(T)1197 105138169 105138265 AAGGCCGTGAAGCACTACAG ACAAACTTGGCTGCATTTCC 221

Ad10A18670 Aradu.A10 18670 c (TC)25(AC)22 94 105150778 105150871 TGGCTCTTCTCTAGCTGTCCA TATTAAGGGGGAGGGGTGTC 236

Ad10A18672 Aradu.A10 18672 p2 (TC)8 16 105163683 105163698 CCTCGTTTCACAGGTTCGAT TACCATCTTTCCCAGCCAAG 250

Ad10A18676 Aradu.A10 18676 p2 (TA)6 12 105176500 105176511 CGTGCACCAAACTAGTCCCT TGGATGGGTAAAGACAAATCAA 278

Ad10A18677 Aradu.A10 18677 p2 (AT)13 26 105176695 105176720 TGGTGGCTTAACATTCCTCA TCTCTCTCTCTTTCTTTCTTCATACG 280

Ad10A18678 Aradu.A10 18678 p3 (ATA)5 15 105180675 105180689 TGTATTATCCGCAAGGCAAA TGATGAAAATTCCACCACTCA 232

Ad10A18681 Aradu.A10 18681 p2 (CT)18 36 105190336 105190371 CAAACCTCAAAAACCAGACGA GGGAGAGAGAGAGAGAGAGAGAGA 278

Ad10A18682 Aradu.A10 18682 p2 (CT)23 46 105190529 105190574 TCCAAAACCCTCTCTCTCTCTC TCTGGAATCTAGAATCGAACACA 278

Ad10A18688 Aradu.A10 18688 p2 (TA)8 16 105200255 105200270 CGATTTCAAGTCCGGTGAAT CAAATTTTGGCTCTAACGGC 222

Ad10A18690 Aradu.A10 18690 c (T)10c(T)10 21 105200924 105200944 GGTGTATGATTTCCTTTCCAGC GCCAAGAACATGAATAACGACA 181

Ad10A18692 Aradu.A10 18692 p3 (AGC)5 15 105209416 105209430 AGAGCAGCAAACCCCTCTTT GCTCTGCCTTCTCTGTTTGC 147

Ad10A18700 Aradu.A10 18700 p2 (GA)8 16 105222584 105222599 GTGACAGGGCATGGGAGTAT ACCTTTTAGAGGTGTGGGGG 176

Ad10A18702 Aradu.A10 18702 p2 (AT)6 12 105224075 105224086 TTGCACCTAAAGTAATTTTTGCAG TGAGGAAAGGGAATCAAAGAA 271

Ad10A18703 Aradu.A10 18703 p3 (AAC)5 15 105227464 105227478 CCTTACCCTTGCTTCCCTTC CCGTTGAGGTCCTGTTGTTT 254

Ad10A18704 Aradu.A10 18704 p3 (TTC)5 15 105228504 105228518 GTGAGGGCAAAGATGAAGGA TAGGTGCAGGGCATCTTTTC 148

Ad10A18710 Aradu.A10 18710 p2 (AT)6 12 105234228 105234239 TTCTATTTATTTTGACCTTCAAGTTTT CAACTTTCTAAGGGACAAGGATTG 124

Ad10A18713 Aradu.A10 18713 c (A)10gtaatcag(A)1028 105243590 105243617 GCATCTCAGATCACCAGCAA CGCTCAAGAACAGCTTGTCA 255

Ad10A18726 Aradu.A10 18726 p2 (CT)6 12 105289095 105289106 AAGGACTTGCTCCCCTGTTT GGGGAAGGGAGTGAAGAGAG 238

Ad10A18730 Aradu.A10 18730 p3 (AAC)5 15 105305492 105305506 CAGTTGAAATGCAAGCCTCA ATCCAGGTGAGGAAGCAGTG 183

Ad10A18731 Aradu.A10 18731 p2 (TA)11 22 105310270 105310291 TTAAATGGGGAGGGGGATAC GAGGCAAGTGCATTTGTGAA 277

Ad10A18733 Aradu.A10 18733 p2 (TA)8 16 105314087 105314102 CCATCCACCTCTTACGCTTT TCATCATCATCGTCTTCTCATTC 263

Ad10A18738 Aradu.A10 18738 p3 (TTG)5 15 105333219 105333233 ACATGACAGAGCACAATGGC AAATTCCAACTTTGGGAGCA 173

Ad10A18739 Aradu.A10 18739 p2 (AT)8 16 105333442 105333457 TGGTGAGCTTACCCACAAAA CTTTTCTTTATGGAGCCCCC 260

Ad10A18741 Aradu.A10 18741 p2 (TC)7 14 105339117 105339130 ACACGTTGAGCACCACCATA CACCATAGAATTGCCCTCGT 136

Ad10A18742 Aradu.A10 18742 p2 (TA)8 16 105342479 105342494 TGTCAACGCAGTAGAATGCC ATCCCCGTTTTTAGTGGCTT 249

Ad10A18745 Aradu.A10 18745 p3 (TTC)5 15 105346025 105346039 TCTTCTCGCGTTTTCGTTTT CAATCCAAACCTCATCAGCA 242

Ad10A18746 Aradu.A10 18746 p4 (AATA)5 20 105359421 105359440 CTCCAAGCACCAAGACAACA GCTGTCACACCTTCAGGTATTT 106

Ad10A18748 Aradu.A10 18748 p2 (TA)6 12 105361556 105361567 TTTGAGTAAACGAGAGAAATGAAAA ATCACCAGGGTCCCATATCA 228

Ad10A18754 Aradu.A10 18754 p3 (TGA)5 15 105373887 105373901 CACCACCACATGGACAGAAG TTCTGTTTTGCCCTCGTCTT 200

Ad10A18756 Aradu.A10 18756 p3 (TTA)15 45 105376166 105376210 CGAAAACTGCATTTGGTGG TTTCCCGATTTGCTTGTCAT 182

Ad10A18758 Aradu.A10 18758 p4 (ATTA)5 20 105386006 105386025 ACTGGTTTCTGGGTTTGGTG GAAAGAAGTCATTTTGAGCATTTT 231

Ad10A18759 Aradu.A10 18759 p2 (TA)6 12 105390069 105390080 TCACGTTGGAAATGCACAAT TTGAGTTCGTGAGCTGAATTT 260
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Ad10A18763 Aradu.A10 18763 p3 (ATT)9 27 105398130 105398156 AAAGTTTTTCGGGCCACATA TTGGATATGTAACCGCCCTC 276

Ad10A18770 Aradu.A10 18770 p2 (TA)9 18 105425183 105425200 TGTTCACGAAACATGGCACT TAAAGACGATCCCTTCACGC 205

Ad10A18772 Aradu.A10 18772 p2 (TA)14 28 105431344 105431371 TCATTAGCCAAAGTATTGGAGATG AAAGATTGTTGGCCACCTCA 227

Ad10A18774 Aradu.A10 18774 p3 (CTT)5 15 105438095 105438109 CCATGTGCCTCACTTCTCAC GTTGGTTTTGCATTCTTGGG 263

Ad10A18776 Aradu.A10 18776 c (T)10gtcaaagaaatttgacattctgtaagtaatctgtcaca(T)1058 105440007 105440064 AAAGTTCTCCAAAAATTTAATTCTACC CGCTAAATGTTGGATGAAATGA 277

Ad10A18784 Aradu.A10 18784 p5 (GAGGA)5 25 105464045 105464069 AAGGAGATAGGAGGGGCTGA TGCTTTCCAAGAATCCCAAC 247

Ad10A18787 Aradu.A10 18787 c (TAA)5tat(TTA)6 36 105476792 105476827 ACTTGATTCCTCCCCGAAAT TTGCACCCAATACGAACAAA 185

Ad10A18788 Aradu.A10 18788 c (A)12gcaaccc(A)1837 105477230 105477266 GGTCAGGGTTGTAGCCATGT AGCCTTAACCTGAGCCCAAT 269

Ad10A18790 Aradu.A10 18790 p2 (TA)6 12 105481070 105481081 GTGAAGGCCTTGTCCAAAGA TGTTTCAAAACTTTCAGCCG 235

Ad10A18792 Aradu.A10 18792 p2 (AT)6 12 105486545 105486556 CATTTCATGAAGGCGGAAAC TCGGCTTCTTGGCTTTCTAA 240

Ad10A18796 Aradu.A10 18796 c (T)10aatttgattttaattttatttgaagagagattttaagagtgcagtttcgtattaagaaaaatgagtttattttttac(T)1097 105488190 105488286 TTTTTGGTTCCCTAGCATTACTC CCAGCTATTTATAAGCGTACTTTGG 280

Ad10A18798 Aradu.A10 18798 p2 (TA)6 12 105489375 105489386 TGGCGAATATCGTAGACAACA TGAAAAGGAAAGAGTTATTTTCGG 204

Ad10A18799 Aradu.A10 18799 p2 (AT)7 14 105490204 105490217 AAAAACTTGAATGTGTAGCATTACTTT TGGGGACAAAGGGTTAGTTG 277

Ad10A18800 Aradu.A10 18800 p2 (AT)6 12 105494651 105494662 AGCATTGATTTTCTTGCACAAT GCTGGAGGATACAGCCTCAT 279

Ad10A18803 Aradu.A10 18803 c (A)10tggtgaaagagttaacccaaaaaaaatgaggaaaggatcctttttatgaaagaactaaacagaacaatggagggttcaag(A)15105 105503174 105503278 TGAGCAAATAAATTCAACCACC TCCCTCAACACCCTATTTGC 279

Ad10A18806 Aradu.A10 18806 p2 (AG)6 12 105511858 105511869 GCGCAGAAACAGCAGAAATA CCCTTGCCTTCTGAACTCTG 223

Ad10A18809 Aradu.A10 18809 p3 (GCT)6 18 105521164 105521181 ATGCTGATGAGGAGCCAAGT AGCAGCAGTTGGAGCAGAAT 221

Ad10A18812 Aradu.A10 18812 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 105528464 105528517 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 243

Ad10A18814 Aradu.A10 18814 p2 (TC)9 18 105532958 105532975 GCAGACAAACATGTCCGAGA TGCTGCATCTTTGAAAAACC 280

Ad10A18816 Aradu.A10 18816 c (TTTC)5tttttggtctatgtgtctgtttttcttttc(T)1565 105540867 105540931 TGGCTGCTTCAACAGACAAA GGCTGCTAAATGCTAACATAACAA 279

Ad10A18819 Aradu.A10 18819 p2 (CT)9 18 105544614 105544631 CCATGTGAAATTGCACCAAC TGGAACTTCTGTTCTTTTGTGG 183

Ad10A18821 Aradu.A10 18821 c (AAT)7aacaataaaaataataataatg(AAAT)5aatagtagtagtagtgatagagtagtaaactttttgaatttgaagcttattagagagaa(AG)7136 105546934 105547069 GACGGTTGTGAGCTGAGATG AAGCGTTGCAATAAAAGCAAA 270

Ad10A18823 Aradu.A10 18823 c (A)10tacaatatttttgtat(AATA)546 105548395 105548440 AAAAGTTTAGGATTCACATCTCACTCT TTTGGGTGAGTTTTAAGGGAAA 211

Ad10A18826 Aradu.A10 18826 p3 (TAT)6 18 105556503 105556520 CCATTGGAGAAACGTCCACT TAATGGAGCAGAATCCAGGC 186

Ad10A18828 Aradu.A10 18828 p2 (TA)6 12 105558885 105558896 GTAGGATAGAGACGGCGGGT GGTTTTCTTTACGTTATTATCTGCG 245

Ad10A18829 Aradu.A10 18829 p2 (TA)6 12 105559953 105559964 ATCTGCCAACTTCTGCCAAC ATCTGCCAACTTCTGCCAAC 239

Ad10A18830 Aradu.A10 18830 p2 (AT)6 12 105561534 105561545 TGAAAAACTACGAGAGAAGCTCAA CTTGAAAACTCGCTTGCAGA 280

Ad10A18831 Aradu.A10 18831 p2 (TA)8 16 105561681 105561696 CGGTGGAAACTTAGATGCAA TAACTTCGTTAGCAACCCCG 240

Ad10A18838 Aradu.A10 18838 p3 (TAA)6 18 105590963 105590980 CAATATTTTTAATACTAACCGCTCACA CGTTACTCACGTGGCTGGAT 275

Ad10A18844 Aradu.A10 18844 c (TTC)6ctcg(T)10 32 105598971 105599002 GGGTTCCTATGGATGATTCACT CCCTCTCTCACTTGGAAGCA 277

Ad10A18846 Aradu.A10 18846 p2 (TG)8 16 105600544 105600559 ACCACACATGGCATCAGAAA CCTGTATGCTACATTGCCCC 255

Ad10A18849 Aradu.A10 18849 p2 (GA)11 22 105603708 105603729 CAATGGTGAGATCATGGACG CAAGTACATCATCATCGGCG 245

Ad10A18850 Aradu.A10 18850 p2 (TA)8 16 105604076 105604091 ACGTGTGAATGTGGGAAACA CGAATTTGCAACATCCATGA 247

Ad10A18854 Aradu.A10 18854 p2 (CT)6 12 105617288 105617299 TTGCAAAGGAGATTTTGGCT CACCGGTGAGCTCCTTTTT 239
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Ad10A18856 Aradu.A10 18856 p4 (TATT)5 20 105622828 105622847 TCTTTTTATTTATCAATTATGTTTGGG GTCCAGCGCCATTATTTTGT 258

Ad10A18857 Aradu.A10 18857 c (ATT)7g(TTA)5 37 105625084 105625120 GCGTGTGGGATATTAAAGGC TCACATAACCATAACCAGTAAAACA 252

Ad10A18858 Aradu.A10 18858 p4 (AAAT)5 20 105626837 105626856 TTGGATAACCAAAGTCCGATG GACGGAGGAGAGAGTTGCTG 261

Ad10A18862 Aradu.A10 18862 p2 (AT)6 12 105643797 105643808 TGTGTCCGTGACTCCTAGTTG TGATTAAAAACGTCATAAAAACCA 140

Ad10A18863 Aradu.A10 18863 p3 (TAA)5 15 105644078 105644092 AAAATTAAGGACGTAATTGAATAATGA GAGTGATTTGCTGTTTAATTTATCTTT 159

Ad10A18867 Aradu.A10 18867 p3 (AAC)6 18 105663681 105663698 TGAATGAACATTCTGCCTGC TCCATGAGGTGGTCAAACAA 276

Ad10A18868 Aradu.A10 18868 p2 (TA)8 16 105667352 105667367 GAAAATGAAAGATGTGTTAAAAGGG CCAAAGCCAGAAACCAAAGA 278

Ad10A18870 Aradu.A10 18870 p2 (TG)7 14 105673916 105673929 TTCCCTTCCTTTTCTGTGGA CTCCCTCTCGAATCTCATCG 247

Ad10A18871 Aradu.A10 18871 p3 (GAA)5 15 105679024 105679038 GAGAGAGAGAGGGCGGAAAT CCTCTTCTCCACCCAATCAA 260

Ad10A18873 Aradu.A10 18873 p2 (TA)7 14 105679602 105679615 ATTACCAATGCTCCACCACC GCGGACATTGATCGAATAGA 222

Ad10A18875 Aradu.A10 18875 p3 (TGA)5 15 105680350 105680364 AACTTCGCCAACCCCTTTAT GGTGTCATTAGAAGGCGGAA 225

Ad10A18878 Aradu.A10 18878 p3 (GTT)7 21 105685081 105685101 CGATGAAGAAGACCGTCGAT TCCCACTCTCATCATCCCTC 188

Ad10A18887 Aradu.A10 18887 p4 (TTAA)7 28 105709224 105709251 CAAATATGGCTTCGACCAGG TTGCAGCAACAGGTACCATC 139

Ad10A18889 Aradu.A10 18889 p3 (TTG)5 15 105713399 105713413 CCAAAGCACCAATTTCTACTCC AACGTGGTTCGTTTCTGGTC 159

Ad10A18893 Aradu.A10 18893 p2 (TA)6 12 105725205 105725216 TCAATCAAGTGCCATTTTGC GCAAATTCCAAAGCCTTGAC 205

Ad10A18898 Aradu.A10 18898 p3 (TTA)8 24 105739793 105739816 AAGGTCGCAGCTGATAATTGA CCTTCGAGAACCTACGTGGA 280

Ad10A18901 Aradu.A10 18901 p3 (TTA)15 45 105749587 105749631 TCCGACCACACACACTCTTC TGTCTGTGTCTTTGCATTGGA 230

Ad10A18904 Aradu.A10 18904 p3 (TTA)13 39 105757394 105757432 GCATCCATTAAAGCGCAGAT ACAACACAAGCCAACATTGC 202

Ad10A18905 Aradu.A10 18905 p3 (TTA)5 15 105760370 105760384 AAATTTAAGTCATTTACCTGTTTGTGA TTTCATATCACATTCCGTTTCAA 200

Ad10A18906 Aradu.A10 18906 p3 (TTA)5 15 105761462 105761476 GACCATGGTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 248

Ad10A18908 Aradu.A10 18908 p3 (TTA)20 60 105773899 105773958 ACCAATGCATCAACCAACTG TTTTGCAACATAAAACCGTAGC 253

Ad10A18914 Aradu.A10 18914 p2 (TA)6 12 105797204 105797215 GCTGCAGTGATAGAGTACCACAA TGATATGGTTGTTGAAATAATAAATGA 269

Ad10A18915 Aradu.A10 18915 p3 (TCT)5 15 105803179 105803193 CTGTACCTTGCTGGTGGGAT GACTGCTGAAACCGGAGAAG 228

Ad10A18917 Aradu.A10 18917 p3 (CAT)5 15 105808043 105808057 TCATGATAGCAATTAAGACAGTGTTTC CAAAATTCTTTTCTTTTCAGTAATTCA 260

Ad10A18922 Aradu.A10 18922 p2 (AT)12 24 105830596 105830619 TGTGATGTAAAAGTGAAATATACGAGC TGCAACATATAAATAGAATGCAAACA 265

Ad10A18923 Aradu.A10 18923 c (C)13(A)10 23 105832531 105832553 TAGGGCATCATAGGGCAAAG AATGCATGTTGTCAAAGCGA 252

Ad10A18924 Aradu.A10 18924 p3 (AAT)15 45 105833828 105833872 CCTCAACAACATCATCACTGC CAAATGAACAGGCATCATGG 208

Ad10A18925 Aradu.A10 18925 c (AC)6ataataagttcattgatttctttaaagttttaataaaggtgaaggactagtaatgaaaaatatcctactctcctctcctttcacacacgcacacatg(CA)9127 105836398 105836524 CTTTCACACACACACCCACC AAGGGCATGTTTGCAAGTTC 237

Ad10A18926 Aradu.A10 18926 c (CTT)10ggttctctctcttctctctgatcttgttctccctctccctctccgtg(TGT)592 105840026 105840117 CCATCGTCATCACCCTTCTT TAGAATTTAAAACCCGCCCC 263

Ad10A18929 Aradu.A10 18929 p2 (TA)14 28 105842788 105842815 CTCCATCTTCAATGGTCCGT CCTTTCAAGGACCCAATCCT 242

Ad10A18943 Aradu.A10 18943 p2 (TC)8 16 105881906 105881921 GAGAGCACCACACCCAATTT TCAATTTCCATAGCTGCTGGT 109

Ad10A18947 Aradu.A10 18947 p3 (TTA)5 15 105887362 105887376 TTTTTGGAGGGTTTGCTTTC AAGCCACATGATGCAAGGTA 153

Ad10A18949 Aradu.A10 18949 p3 (TAT)7 21 105890788 105890808 GCTCTTTTTCTTCTTGGCGA TCAGGCTTCGACCATTCTCT 262

Ad10A18950 Aradu.A10 18950 p2 (AT)7 14 105894438 105894451 TCTTTTGGAGCCTTGCCTAA TTGTCCATCCAAGACATTGC 237
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Ad10A18951 Aradu.A10 18951 p2 (CA)6 12 105894859 105894870 AAACCATAATGGGGGAGAGG TTTGGAGATTGGAAAGTGGC 211

Ad10A18953 Aradu.A10 18953 p2 (GA)6 12 105896463 105896474 TTGAACAGTGGAAGAAGGGG GAACCTGGTGGGCAAAAGTA 259

Ad10A18955 Aradu.A10 18955 p2 (AT)8 16 105903588 105903603 TCAAAGCTAGAGGGAAGTTCAAA ATCATGCATCGTGAGTTCCA 179

Ad10A18956 Aradu.A10 18956 p2 (GA)6 12 105908335 105908346 TGGTGATTGCCAAATCGTTA GTGTTTGCAAGCAACCAATG 179

Ad10A18957 Aradu.A10 18957 c (TA)11gttgagaggggtcttaggcatgtttggtaggatgtaaccaaacccaagtaatttgtagtga(T)1093 105930156 105930248 CAAGTGGTGCAATCATTGTG TTCTTTCATGACCAAAATGGG 279

Ad10A18959 Aradu.A10 18959 p3 (TTC)6 18 105934145 105934162 TGGTTAAAAATTTGGGTGTCA GAAGAGGAGGAGGAGGAGGA 268

Ad10A18960 Aradu.A10 18960 c (TCC)5tcttcttt(CTC)641 105934264 105934304 AAAAACCTTTACGCATCACAG TGTGAAACAAGATGATGATGACA 271

Ad10A18961 Aradu.A10 18961 p2 (AT)7 14 105935924 105935937 GGAATTTCCAGAGTGAGCCA GGACATTAATAATCCAGAAAGATCAA 143

Ad10A18962 Aradu.A10 18962 p3 (ATT)9 27 105942614 105942640 TTGAAACTAAATGCACAAATTAAAA GCAGCAATGTTATTGGTAACG 275

Ad10A18966 Aradu.A10 18966 p3 (ATA)5 15 105960009 105960023 TCATTTTCCCATAGGACCCA TGATGGCATAAATGATTATTCAAAA 146

Ad10A18967 Aradu.A10 18967 p2 (CT)20 40 105960531 105960570 AACGCCAAATAACATTCCCA TAAGGTGGGTGGTGAAGGAG 253

Ad10A18969 Aradu.A10 18969 p3 (TTG)5 15 105961720 105961734 TGAATGATATGGGTGAAGCA CTCCCACATGGGAAATTCAA 262

Ad10A18972 Aradu.A10 18972 c (AAG)12aactcaccgttgaacgaacgagagggagggaaagcagacggc(GA)7gttagggttttggggccttatggtttatgcttgaag(T)11139 105965689 105965827 TCTCTTCGATTTCGGCATCT GCGATGAGCCCATATAATCC 269

Ad10A18977 Aradu.A10 18977 c (A)10tagcataagacaaattaaaaaa(AT)644 105976080 105976123 AAAAGTCAAGAAGAGTTTGCCC TGTGATTCCCCAAGTGTCAA 233

Ad10A18978 Aradu.A10 18978 p2 (TA)6 12 105991007 105991018 GGCTAAAGTCGCAGTGAAGG TTGCACATGCCTAGTTCAGTAA 238

Ad10A18982 Aradu.A10 18982 c (ACC)5actatatctccattatcatcttcttcacataaag(CAA)770 106001842 106001911 CACCACCACCTCATTTCCTT GGGAGTGGTTATGCAGAGGA 230

Ad10A18983 Aradu.A10 18983 c (AG)8gaaggagttgacggactctggcgacgacgacgaactcaaaaaatggaaggg(GA)679 106002404 106002482 TCCAGTCCCTGTTTAGTCCG TACCACCACTAACCCCATCC 234

Ad10A18984 Aradu.A10 18984 p2 (AG)7 14 106006835 106006848 CCATAGTCCGGACAGAGTGGT CTTGTGGTCTGTCCAAGGGT 254

Ad10A18986 Aradu.A10 18986 p2 (AT)6 12 106021062 106021073 TGATCCTACGCACGTTCAAG TATGAGTTGCGTTCAATCGG 242

Ad10A18990 Aradu.A10 18990 p3 (CTT)5 15 106036985 106036999 AGCAAAAAGGGTGTCGAAAA AATTCGCACACTCAGTTCCC 252

Ad10A18992 Aradu.A10 18992 p3 (TGG)7 21 106046134 106046154 TCACGTGGTGTAAGGGTTTG GTGGGAAAATCCCCAAGTTT 236

Ad10A18997 Aradu.A10 18997 p3 (AAG)6 18 106068975 106068992 GAACCGAAATGACCAACACC TTCTTTTAAATTCGCGCACA 263

Ad10A19002 Aradu.A10 19002 c (TGG)6ttgttctgattctgagttctgataa(TGG)661 106072776 106072836 GGGTTTTGATGAGGATGACG TCCCCAAAATTATGCAAAGC 257

Ad10A19003 Aradu.A10 19003 p3 (TAA)20 60 106077833 106077892 GCTTTAAGCTTGTGGATGCC TTGTAAAATGAAAAAGGGAAAAA 270

Ad10A19007 Aradu.A10 19007 c (T)11aatttatcactatatatgtgtgccttgtcttgtttgtttcatatgtcccctcttgcac(T)1079 106080520 106080598 TTCCTCCTCCAACGTCTCTT TCATTCAGATTTGCAGAACCC 211

Ad10A19008 Aradu.A10 19008 p5 (TTTAT)6 30 106080852 106080881 TTTCTTGCTTGGGATTTTCCT TGTCACTTTCAAGAAACAAAGAATG 187

Ad10A19009 Aradu.A10 19009 p3 (CTT)5 15 106082240 106082254 CGGTGAGAGCTGATACACGA GATTCAGATTTGTGCTGCCA 195

Ad10A19015 Aradu.A10 19015 c (AC)7tc(TA)8 32 106094990 106095021 ACTTGTTGCCCATTTCTTCG AAGTGGTTGGGAAAAACAGG 279

Ad10A19020 Aradu.A10 19020 p2 (TA)10 20 106123150 106123169 TGCTTTTCAGAGTTCAGATTTCA CGAGGATTTTAACTCTGTCTCACTT 275

Ad10A19025 Aradu.A10 19025 c (A)14tctagttgtagcagagtaacatgagttagacggatatactttgattcggataatgtaatcggg(A)1087 106133571 106133657 CCCAGCGAGACATCCATAAT CGGGGCTTTGTTAGAGTTGT 260

Ad10A19029 Aradu.A10 19029 p4 (AAAG)5 20 106151536 106151555 CTTGCAGCACACAGAGAACC TCTCTCGGTTTCCAGGCTAA 230

Ad10A19030 Aradu.A10 19030 p6 (ATTTCA)7 42 106152424 106152465 GAAGTAACGGTGGTGCGAAT TGCGAACCTCTTTAGCCTGT 245

Ad10A19035 Aradu.A10 19035 p3 (GGA)5 15 106184283 106184297 GAAATTGCTATTCCTGGGCA CGGTACCATGGAAATGATCC 199

Ad10A19036 Aradu.A10 19036 p2 (AT)10 20 106190867 106190886 ACCTTCCTCGAAGCTTCCTC AATGTCAATTAAGCTGGCTGC 191
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Ad10A19045 Aradu.A10 19045 p3 (TGG)6 18 106211911 106211928 CTCAAGGCGGAGACAGAAAC AATGCCAACACCACCAAACT 277

Ad10A19047 Aradu.A10 19047 p4 (AAAG)5 20 106212980 106212999 TCCCAATATTATTCCTAAAAGACCA GGAGTGGAAAGTGGCATGAT 135

Ad10A19049 Aradu.A10 19049 p2 (AG)10 20 106218289 106218308 ATGCATCAATTGCATCATGG TTATGACGTCCGAAATTCCA 277

Ad10A19050 Aradu.A10 19050 p3 (AAT)8 24 106222408 106222431 TGGCAAGTTGTTACGTTAATGA TGCTAATTTGATGTATAACGATTGA 204

Ad10A19052 Aradu.A10 19052 p2 (AT)7 14 106232714 106232727 TTGGAGCATAATGCAAGCAC GCATCCTCCAACAAACGAGT 157

Ad10A19060 Aradu.A10 19060 p3 (TGA)5 15 106248515 106248529 TGCAAATTCAATCCTCCTGG TGCTACGTGGACACCAGAAA 270

Ad10A19061 Aradu.A10 19061 p3 (ATA)8 24 106249287 106249310 TGGAGAGTGGGAATAGGGTCT TCGAACATTCCTAAACGGCT 239

Ad10A19063 Aradu.A10 19063 c (T)12cttttagtatgttatcaacttatcatcatattcgtgatagttttcatcc(T)1071 106250497 106250567 CCGGATTCAGATAGGCACAT CGTGCATTTCCTTGGTTAGG 144

Ad10A19071 Aradu.A10 19071 p2 (TA)8 16 106265076 106265091 TTTTGCAGGGTGACCTTTTC TGATGATGTTTTTGTGATGCAA 234

Ad10A19074 Aradu.A10 19074 c (A)12gaaattttacttaaaactcaaatcatagagtaatgtgcgttgaacacca(T)1071 106270101 106270171 TCCAAAGATGGATCAAATCG ATAACCGAGCATTTTGGTGC 243

Ad10A19075 Aradu.A10 19075 p3 (AGC)5 15 106271832 106271846 TCTTCGGAACAATTTGCCTC AAGTGGATGCCTTTTGGCTA 146

Ad10A19077 Aradu.A10 19077 p4 (AAAT)5 20 106276026 106276045 CTTGGCTTTCTCCCTGTCTG TGGTTGTCTCTGAAACTGCG 213

Ad10A19088 Aradu.A10 19088 p2 (TA)6 12 106305319 106305330 TGTTTAATCCTTAATCTGTCGCA CAAATGCAATTCTCTCTCTTTTTG 249

Ad10A19089 Aradu.A10 19089 p2 (TA)6 12 106310299 106310310 TCTCGTGCTGATAACGTGTTG TGCAATTTTCTCTCTCTTTATTTTT 191

Ad10A19094 Aradu.A10 19094 p2 (AT)6 12 106326396 106326407 CCAAAACAGAATTACACCCAAA CATTTAAGAGAACACAAGGCCA 206

Ad10A19096 Aradu.A10 19096 p3 (TTC)5 15 106327792 106327806 TACGTCCAATACACGCGCTA CAGCTGAGAATCTGACGTTGA 280

Ad10A19099 Aradu.A10 19099 p2 (TA)7 14 106337554 106337567 TTAATATGATCATTTCTGACATAATGG CCCCTTTTCTTTCTTCTCCAA 222

Ad10A19100 Aradu.A10 19100 p2 (CT)6 12 106338269 106338280 CTTTGGATTGGTGCTGCATA TTGGTGACTATGCATGTGAGTG 275

Ad10A19103 Aradu.A10 19103 p2 (CT)8 16 106347606 106347621 TTCCTCGATCCCAAACAAAC GAGCTGCGAATTCAAGAAGG 276

Ad10A19105 Aradu.A10 19105 p3 (AAC)5 15 106352409 106352423 TTTGTTTACGAAAATTATTCACGC ACATGACAGAGCACAATGGC 187

Ad10A19106 Aradu.A10 19106 c (A)10tagataatgtcaattataattttttattttttattattaaaaaatacataatgtcaattataattttttattttttatta(T)10100 106355977 106356076 CCTGCTCCGCTCTGTTTTAC TGCGACAATATGAAAGAACGA 274

Ad10A19111 Aradu.A10 19111 c (ATT)7tgtgatggtaccttggaatctgggagtacttaagaacaacggattttgatgacattttgacccgtttgtatttttttattc(T)10112 106360273 106360384 CATGCATTCCCCTTTTCAAT GCTTGTTATTTATTTACTTCTGACCCC 230

Ad10A19113 Aradu.A10 19113 c (ATT)12tgtgaccgtacctaggattactataagaagttaagaacaacggatcttgatgacattttgacccgtttgttttttaa(T)10123 106362387 106362509 TTTTAATCAGTTTTCAAGTTTCTATCA TTCATTTATGTTACCACACAAAAAC 203

Ad10A19121 Aradu.A10 19121 c (ATT)7tgaggtggtaccttggaatctgggagtacttaagaacaacggattttgatgacattttcacccgtttgtatttttttattc(T)10112 106383194 106383305 GAGCCAAATCCAAAGCATGT TTTATTTACTTCTGACCCGTTTTT 248

Ad10A19130 Aradu.A10 19130 p3 (TTA)10 30 106410799 106410828 TGGACTCATTTCAGTTCTTCTGA ACTCTTCACAAGCTTCAGACATC 198

Ad10A19134 Aradu.A10 19134 c (ATT)5ttttgtgatggtaccttggaatctggcagtacttaagaacaacggactttgatgacattttgacccgtttgtatttttttattc(T)11110 106414698 106414807 CCAACTTCCAAAAAGCATGAA GCTTGTTATTTATTTACTTCTGACCCC 253

Ad10A19136 Aradu.A10 19136 c (ATT)14tgtgacggcacctaggattactataaaaacaacggattttgatgacatttgacccgtttgttttctaattc(T)14127 106416823 106416949 TTGGAATTGTTGGTCAATTATTTTT TTATTTTATTCATTTATGTCACCACAC 265

Ad10A19141 Aradu.A10 19141 p2 (TA)7 14 106425752 106425765 TTCCTATCCTTTTTGGTGTCA TCCATGAAAATTCTGCCTCA 169

Ad10A19142 Aradu.A10 19142 p3 (AAC)5 15 106429647 106429661 GCTGCATATGTCAGGACGAA GAACCCCCATGACATGAATC 267

Ad10A19144 Aradu.A10 19144 p3 (CTC)10 30 106446477 106446506 TTCGGTCGCAGCTAGGTAGT AATCACAATGGGCTGAGAGG 263

Ad10A19146 Aradu.A10 19146 p3 (TCA)5 15 106459438 106459452 AGGGTTAAAGACCGGAGGAA GATCAACACTCTGGGGCTGT 244

Ad10A19149 Aradu.A10 19149 p3 (TTC)5 15 106475195 106475209 AACGCTCTCAACCTCTCTGG ACATACAAGGTGTCGGAGGC 192

Ad10A19151 Aradu.A10 19151 p3 (TTA)5 15 106495227 106495241 ATAGAAGTGACACGAGCGCA TGAAGGCTACACATTTGGCA 254

Ad10A19153 Aradu.A10 19153 c (ATGA)5acgaacgaacttctattttttcttcagtgtttcagctggatcaacattttcctcttggagatggacttctaaatttgatga(TTC)5116 106502844 106502959 ATCACCCTTTTTGCACAACC TTTCCATTTTTGAATCACTCCA 185
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Ad10A19160 Aradu.A10 19160 p2 (AT)6 12 106525879 106525890 TCCAAAAATTGTGTACCGCA AAAAACAATGCCAAAAAGCG 191

Ad10A19163 Aradu.A10 19163 c (AGT)6tgttgttgc(TGT)542 106544587 106544628 TTCACGGATGAGAACGACAA CACCCTTGGACCATTGTTCT 205

Ad10A19164 Aradu.A10 19164 p2 (TA)6 12 106552064 106552075 TTAGGTGTCCGGAATCAAAG AAAAAGGACATTAATAATCCGAAAAA 280

Ad10A19171 Aradu.A10 19171 p3 (TTA)6 18 106573633 106573650 TTTAAGGGACGATCAAGCTC GCATGTGGCAGAATATAACAAA 273

Ad10A19173 Aradu.A10 19173 p2 (AT)7 14 106593413 106593426 CCCCTTGTCTTACCAAGTTCC TATATTGGGGGTGGACGAAT 132

Ad10A19175 Aradu.A10 19175 p3 (ATT)5 15 106610311 106610325 AACATGAGTTTGGCCTCCAC GTGGGGACCCCTTTAGTTGT 268

Ad10A19182 Aradu.A10 19182 p2 (AT)6 12 106623733 106623744 CCCCTTCTTTCTCGCTTCTT TTTGTGGGTCTGTCTGTCCA 205

Ad10A19187 Aradu.A10 19187 p4 (TTAT)5 20 106637818 106637837 AGGGGAATCTAAATGACGGG TTGATCAGAATCAACGCATTAC 213

Ad10A19188 Aradu.A10 19188 p2 (TC)7 14 106638614 106638627 CACCCATTCTTCCTCTGCTT CAAGGTGAAAACTCAAGTGCAG 241

Ad10A19189 Aradu.A10 19189 p3 (ATC)5 15 106638833 106638847 TCGACTGCACTTGAGTTTTCA CCACCAAAAACATGGGAATC 125

Ad10A19193 Aradu.A10 19193 p2 (AT)6 12 106644733 106644744 TCACTTTTCAGGCGCTACCT TTGGCATGAAACATGGAGAA 242

Ad10A19194 Aradu.A10 19194 p4 (TTTA)5 20 106645275 106645294 GCAGCTGGAGTGTCTTTTGA TCGACTGCATATGAGTTTCCA 277

Ad10A19201 Aradu.A10 19201 p3 (GAG)6 18 106670547 106670564 CGGCCGAGATAAAGATGAAG ATCTGCCGACTTGAGGTTTG 244

Ad10A19210 Aradu.A10 19210 p3 (TTA)5 15 106686073 106686087 AAAGGATCAGGTGTTGACCG GCAGTGGCAGAACTTGTGACT 229

Ad10A19214 Aradu.A10 19214 p3 (TCA)5 15 106691788 106691802 AAAGGGAATCAGCAGCAGTG CAAAGGTGGAAGATCCCAGA 271

Ad10A19219 Aradu.A10 19219 c (TTC)5tttttc(T)11 32 106701340 106701371 CTGCACAATTTCACTGCACA CCTCCTCATCTTCTGCTGCT 209

Ad10A19222 Aradu.A10 19222 c (GA)10tggaagctggaaagggaaccgtcaaagctgtggctctcatcgtcggagataacaacgtcaagggttctattcacttccttcaccaatccaatggt(TTC)9142 106702781 106702922 TTGAAACAAGAGAACATCAGTGG GTACCTGCAACCATCCATCC 231

Ad10A19223 Aradu.A10 19223 p3 (CAT)5 15 106704654 106704668 AATGGCCACAGCATATGGAT TGAGCAAACCTAATTTAATGGC 274

Ad10A19226 Aradu.A10 19226 c (A)10cttattttaacaatataaatagataattcaaaac(A)1054 106710357 106710410 TTTTTGGTGTAAAATAGTGTGCAA TGCCCCAATAAGGAGAAAATC 280

Ad10A19229 Aradu.A10 19229 p3 (TTA)8 24 106715359 106715382 TTTGCTCTTGCATTTGATGG CTCAAAGGTCTCGGGTTCAA 280

Ad10A19234 Aradu.A10 19234 p4 (TGTT)5 20 106718358 106718377 GCGAAGAGTTTGCTGATTCC TTGTGCACTCAACCTGCATT 141

Ad10A19235 Aradu.A10 19235 p3 (TTA)10 30 106718747 106718776 CAACGTGACAATTTCTTTTAAAGTG TCCGATTCGAATTATGTGTATG 250

Ad10A19237 Aradu.A10 19237 c (T)10ggtgaattatggtagaactgttttattttgttgtttgggttggggcccggcttgtcgtaggtccatattgggctattacaatgctgcaac(A)11111 106721922 106722032 GGAGCATTGAGCAGGGAATA GAAGGTGGACTACCAGACTTCA 267

Ad10A19238 Aradu.A10 19238 c (A)10ggatttgccgattaccaaaattttccttt(A)1352 106734488 106734539 CCGATTTGATCACCGATTTG CCAGCGCTAAAATTGGAAGA 279

Ad10A19240 Aradu.A10 19240 p3 (AAT)6 18 106743240 106743257 TAACAGCGACAAACGTGGAA CGTCTCAGTCCACTGCAAAA 143

Ad10A19242 Aradu.A10 19242 p3 (ATA)5 15 106745514 106745528 GAAAGGACTGCATGCTCAGA ATGGGGCACTTGTTATCAGC 142

Ad10A19248 Aradu.A10 19248 p2 (AT)7 14 106760864 106760877 TTCTGTTGCCTTTTTAACAAGTTT AACCACCATCACCCACCTAA 251

Ad10A19251 Aradu.A10 19251 p3 (CTT)5 15 106774151 106774165 TTTCCTTCCATCCAAACACA TAAAATCTGCATGCGCAAAG 270

Ad10A19252 Aradu.A10 19252 p3 (AGA)5 15 106775007 106775021 ATGAGGAGGAGGAAGAAGGC TGGCATCCAAACTCATTCAA 170

Ad10A19253 Aradu.A10 19253 c (T)13ctttcattgtcc(T)1035 106777073 106777107 GGATGAAGTTTGGGAACGTG GATGCGCGGTTTAAATTTTG 165

Ad10A19254 Aradu.A10 19254 p2 (AT)10 20 106777663 106777682 TGCTTCCTCTTCCGTAAAAA CCTCCTCTCCTCCAAATGCT 273

Ad10A19255 Aradu.A10 19255 c (T)12atcttttcagattattctcctttttgcatcaattcagactttgaatcaaa(T)1072 106781537 106781608 GCAGGGTAATCAACACCACC AAATTCGGCACAGTTTTTGG 273

Ad10A19256 Aradu.A10 19256 c (AT)9taaattaaaagactacaatagcaatcaaaattattgtcc(T)1067 106786232 106786298 CCCGTCTTTGCTCAATCAGT ATCGATTCCAATTCCACGTC 262

Ad10A19264 Aradu.A10 19264 p2 (TA)8 16 106813466 106813481 TGAATATGTCTTTTATTTGGGGTTT TTGGTCTCTGCACCAATTTTT 156
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Ad10A19265 Aradu.A10 19265 p3 (TAA)5 15 106813653 106813667 AAAAATTGGTGCAGAGACCA TTTTGTTTGAACTTTGAATCATCT 209

Ad10A19269 Aradu.A10 19269 p2 (TA)10 20 106836461 106836480 TGATGAATCAAATCTTGAACTGGT GGCTAGACAAATTGATTTAACCG 277

Ad10A19270 Aradu.A10 19270 p3 (ATG)6 18 106837447 106837464 TGCAATGCTTAACAAGGATGA GGTGCTAATGTTCCATGCAC 243

Ad10A19272 Aradu.A10 19272 p2 (AT)10 20 106840728 106840747 GACGAATAATTAAATTTGTTTACCACA CCCAAAATACATTTTTATAACATCTCA 235

Ad10A19279 Aradu.A10 19279 p2 (TC)7 14 106850654 106850667 AGCTTCTTAGGCATTGCGAA TTCATCTGAAGCGCAACATC 211

Ad10A19280 Aradu.A10 19280 p3 (TAA)5 15 106853560 106853574 GCTCGATATTGCGTTTCAATC CAGTGGCATGTTAATGCATCTT 233

Ad10A19282 Aradu.A10 19282 p2 (TC)21 42 106870531 106870572 AATGGTTACCTGGTGTGTGGA TAACAACAACAACCCCACCC 278

Ad10A19284 Aradu.A10 19284 p2 (AG)18 36 106871916 106871951 TCTCCACATGGATGCTGACT TCATGACAGAACCAAGCACC 170

Ad10A19285 Aradu.A10 19285 p2 (CT)7 14 106874234 106874247 TTTCCCTCCAATTCCTTGTG TGCAAAAAGCCAACAGTGAG 114

Ad10A19286 Aradu.A10 19286 p2 (CT)10 20 106875398 106875417 AGGGAACGGTATACTCGGCT CTGAACGGATGCTGTCTCAA 215

Ad10A19287 Aradu.A10 19287 p3 (TAT)6 18 106882431 106882448 CCCTAGCATCACATTTGGGT TGTTTGGGTTGCATTGAAGA 256

Ad10A19288 Aradu.A10 19288 p2 (TA)7 14 106882815 106882828 CTCTTCCTTTGGCCTCACAG TTGACTCCATCTTCCATCTGAA 236

Ad10A19289 Aradu.A10 19289 p2 (AT)7 14 106883945 106883958 ACCATCTCCGTATAAAACCGT TTTTGTGGTGCAAACACAACTAT 236

Ad10A19292 Aradu.A10 19292 p2 (TA)6 12 106891392 106891403 TCGTTAGAGTTGATGGAGCAAA TTGTCACATGATTTTTCTTGGC 250

Ad10A19296 Aradu.A10 19296 p2 (TC)7 14 106897665 106897678 AGACCAGCAAAGCCGAGATA TTTGCCAGCATCTCTGTGAC 229

Ad10A19301 Aradu.A10 19301 c (T)11gaaagaaaatatctcaacacaccctgtggagaaagttcagatgaatgcaaatcctaattaaa(AAT)794 106909053 106909146 CCTTCATGTAAAGAAGCAGCA GGTTTTGCATTCAAATCATCA 253

Ad10A19304 Aradu.A10 19304 c (AAG)5gatgcaaccaagagttggaaatagaacacagaagaaaaatcctatattaatatcttagggtgta(T)1594 106918732 106918825 CAGCGAGATCTCCGATGAAT TGGATTCCAAACTAAAGAATATCTG 269

Ad10A19307 Aradu.A10 19307 p4 (AAAT)5 20 106923525 106923544 AAATGCAACGACCATTAGCC GGATTGGGTGACATTGCTTC 184

Ad10A19308 Aradu.A10 19308 p2 (AG)17 34 106924277 106924310 AAAAACCCGCATCAAGAATG CTGTTCTTCTGTTCCCGGAG 212

Ad10A19309 Aradu.A10 19309 p2 (AG)6 12 106924432 106924443 GAGAGAGCTAACTGCGACGG GTCCCTTGGCTTTTCTCAAA 211

Ad10A19317 Aradu.A10 19317 c (TGA)12(TTA)6 54 106941819 106941872 CCGGATGAAGCATTTCTTTC AAACAGGATGTTGCAAAAGGA 186

Ad10A19322 Aradu.A10 19322 p3 (TAT)17 51 106957425 106957475 CCTAAAGAAATGATTCAAACTCAAAA TTTTTGCCGACATGATACTTAAA 213

Ad10A19325 Aradu.A10 19325 p2 (TA)8 16 106962099 106962114 TGAACTGGTTTTTATTGTGCCA TTTCTGCAAGGAGCAAAGAAA 260

Ad10A19328 Aradu.A10 19328 p3 (AAG)6 18 106967929 106967946 TGTGTGTTGAGAAGGCAAGC ATGGCTGCTCTCTTTGTTGC 159

Ad10A19331 Aradu.A10 19331 p2 (AT)12 24 106976946 106976969 GGTGGGGGATGAATCAGTAA TCACGATGCAAATCCAAGAA 216

Ad10A19334 Aradu.A10 19334 p3 (TAA)6 18 106981303 106981320 TGTGTTGCGCAAGTTCTCTC GGGTTAATACCGGAAAGGACA 241

Ad10A19343 Aradu.A10 19343 p3 (ATT)5 15 107027845 107027859 AGGCTGAACCCTCTTCCACT AACACTCAAAGAGATACTCGAAAGAA 227

Ad10A19345 Aradu.A10 19345 p3 (AAT)6 18 107035114 107035131 CTGTGTCTGTGCATGAAGCC TCTTATTTATGGTGTCAAATGCC 226

Ad10A19349 Aradu.A10 19349 p2 (CT)10 20 107049601 107049620 TTGTTTCCTCATCAACGTGC CGCTCACTTTCAACCCCTAA 279

Ad10A19351 Aradu.A10 19351 p3 (ACC)6 18 107050462 107050479 AACGTTGAGGGTCAGATTCG TTGGTATTGGTGTTGGTTGG 278

Ad10A19353 Aradu.A10 19353 p4 (TTAT)5 20 107054284 107054303 TAGTGATTCCGCAACTTCCC CATCCCTTCAGATTCGGGTA 232

Ad10A19356 Aradu.A10 19356 p3 (ATA)9 27 107061023 107061049 CATTGACGTAATGGACCACG TTTTTGCTCCTAAATAACTTTCG 207

Ad10A19357 Aradu.A10 19357 p2 (TA)11 22 107061986 107062007 AACGAAGAGTGAAGGGAGCA TTTGGTGCACAATTTTGTTTC 217

Ad10A19361 Aradu.A10 19361 p3 (TAT)15 45 107074814 107074858 TATTTGGGCGCTCTCTCTGT GCAAGAAAATGGTGAGGAGTG 166
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Ad10A19363 Aradu.A10 19363 c (TA)7attattaatacacatatcctatttgcatttaatctatacttttaatattatatacatacatatgaaatagta(AT)8102 107076553 107076654 GCCGAGTTTGAGCTTGGATA GGCTCGGCTCATTAACAATC 273

Ad10A19369 Aradu.A10 19369 c (AAG)6gtgcagtgaaaacgtgcagtaacggttgaaaaatgagaaagagaaggcaagaaacgaaagaaaagaagaagaagag(GAA)6112 107107303 107107414 TGGAGAAAGAGAAGGCAAGAA TTCTCCACGTACAAGCGTTTT 247

Ad10A19376 Aradu.A10 19376 p2 (TA)6 12 107148716 107148727 AAAATTAGGCTGGAGAAATCAGTTT TTCTTTGTCATCATAAGGTTAGAATTT 179

Ad10A19377 Aradu.A10 19377 p2 (CT)22 44 107149189 107149232 TTCCTTCGCCTTTTCCTTTT GACCTTGATGAAGCAGGAGC 277

Ad10A19378 Aradu.A10 19378 p2 (GT)8 16 107149919 107149934 GATTCTCATGCAGGGATGGT GCTGGCACCGGTTACTTAAA 226

Ad10A19379 Aradu.A10 19379 p2 (CT)6 12 107152871 107152882 GTGATTGGCATGGAACTGTG GAATGGGAGAAGCCAATTCA 270

Ad10A19381 Aradu.A10 19381 p3 (TAT)5 15 107155578 107155592 GATTAATCCTTGTGCTTGCCA GTAACCAAGCAGGCATGGAG 159

Ad10A19386 Aradu.A10 19386 p2 (TA)6 12 107162297 107162308 CGTCAGCATATGAACTCCCC TGTGGCATATTTTGGTTGTAAA 277

Ad10A19388 Aradu.A10 19388 p3 (TTC)5 15 107167843 107167857 AACTTTTCAAATCACGCGCT TCACCATAATGATGTGTTCGG 232

Ad10A19389 Aradu.A10 19389 p3 (AGG)5 15 107168231 107168245 TGAGGAGGAGAAATCTGCGT CCGAATCCAGTGTCGTGTAA 113

Ad10A19391 Aradu.A10 19391 p4 (AATT)6 24 107171667 107171690 AAATCCAATCCCTTGAAATCC TGAAACAAACACGCACAGGT 253

Ad10A19394 Aradu.A10 19394 p2 (TA)6 12 107175818 107175829 CAGCACCTCTTAGGGTCGAG TGCAACTCCTTCATCAGCAA 280

Ad10A19398 Aradu.A10 19398 c (T)10c(T)11 22 107183753 107183774 TGTCATTCCTTTCCTCCGAC ATGGAAAGTACCTGGTTGCG 190

Ad10A19400 Aradu.A10 19400 p2 (CT)7 14 107189652 107189665 TGAAACCCTAAAGCCTCACG GGGTGTGTGGAAATTGAAGG 179

Ad10A19403 Aradu.A10 19403 p2 (TA)6 12 107200134 107200145 GGGTGTTGCTTTTCTTTGCT CAAGTTTAGCAAAGTGTGGGC 105

Ad10A19407 Aradu.A10 19407 p2 (AT)6 12 107205699 107205710 TCACCCAAACAAGCCTTACA TGGTAGAAGTTGGTAGAAATGCT 280

Ad10A19409 Aradu.A10 19409 c (A)11gtatttattcactcaacttttttgcccataactttttagcaaagtatag(T)1171 107216548 107216618 CGAAGAATGTTTCTTGCATCA TGTCATTTGTCGTTGTTAATTTGA 260

Ad10A19411 Aradu.A10 19411 p2 (TA)6 12 107217392 107217403 TTATTCGGTGTTCCTCGTCA AAAATTTTAAGAGGTTTGACCTATCG 235

Ad10A19413 Aradu.A10 19413 p2 (TA)6 12 107220287 107220298 CAAGCGACCCTAGTTTGAGG CCAGCCTGAAGTCAATCAAA 272

Ad10A19414 Aradu.A10 19414 p2 (TA)6 12 107220685 107220696 GCCAGGACCATGTCTTTTGA TGCTACCACCTCATTACCTGT 270

Ad10A19415 Aradu.A10 19415 p3 (AAT)5 15 107221082 107221096 GTTCTGGTGGCAGGAGGTTA GTAACGCGCACATAAAGCAA 223

Ad10A19416 Aradu.A10 19416 p3 (AAC)6 18 107222593 107222610 GAATAACACCGGCAGGAAAA GCAGACGAAGACCCAAGAAG 264

Ad10A19417 Aradu.A10 19417 c (T)12attaaattattctaaaatgtgatatatactaaatgaaaaggg(A)1064 107232691 107232754 CAGATGGTGGTGGAGGAAAG CAGGCAACTTCCGTCTTCTC 263

Ad10A19432 Aradu.A10 19432 p3 (ATT)15 45 107260295 107260339 TTGGCCCTTAATGTCCTCTG CACCCAACCTTCCAGGACTA 179

Ad10A19433 Aradu.A10 19433 p3 (ATT)5 15 107260503 107260517 TAGTCCTGGAAGGTTGGGTG TGCACCATTGGGTATAGGCT 183

Ad10A19434 Aradu.A10 19434 c (A)13tcaattatctgtctttctcttttg(TA)649 107261876 107261924 TGGAATGCCAATTAAAAGATCA TTTATCTGGAATTTACAAACTTGATTC 237

Ad10A19436 Aradu.A10 19436 p3 (ATA)19 57 107262695 107262751 TCTCAGAAGCGACTAGATGCC CCCCAACTCCTTCAACAACA 273

Ad10A19437 Aradu.A10 19437 p3 (ATT)17 51 107263033 107263083 TTGTGCAAGCAATGGGATTA GCCAAAATCATACAAAAATTAAACA 174

Ad10A19438 Aradu.A10 19438 p2 (AG)8 16 107264376 107264391 TGCTAGCCCAAATTTAACACAA ATGTCAAAAGCCAAATCCCA 221

Ad10A19442 Aradu.A10 19442 p3 (TCT)5 15 107272814 107272828 TCACGTACGCGTAGAGCTTC TACTTCTTCGCCAGGGAGAG 220

Ad10A19443 Aradu.A10 19443 p3 (AGG)6 18 107273729 107273746 AATGCAGCAGCAACAACAAC TACGCGTGGAGCTTTTTCTT 181

Ad10A19444 Aradu.A10 19444 p3 (AGA)6 18 107273896 107273913 CACGCGTACGTGATTTTGAA TTTCCACAATTGAAACAATGC 270

Ad10A19445 Aradu.A10 19445 p2 (AG)6 12 107278568 107278579 TGTGTTTACGATGGCTGCAT CCTGACTGAACTTTCTCCCCT 275

Ad10A19446 Aradu.A10 19446 p3 (ATA)5 15 107279947 107279961 CGGAATGCCTGCTTATGAAT TGGAGAAGGGTCCTTTCAAGT 249
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Ad10A19447 Aradu.A10 19447 p2 (GA)8 16 107281195 107281210 ATGGCCATATGGAATTGAGG CGCACTTTCATCAACGAAGA 160

Ad10A19451 Aradu.A10 19451 p2 (TA)13 26 107286425 107286450 TACACGGCTCCAAAGATGAG AGTATGCTTGCGGTAAGGGA 191

Ad10A19457 Aradu.A10 19457 p3 (TAA)8 24 107292995 107293018 TGGCATATCCCAATACGGTT ATAGGAGACTCGAATCCGCA 127

Ad10A19462 Aradu.A10 19462 p2 (TA)7 14 107309586 107309599 AAAAGCAAATGCTATTCTCTCTCTC TTATTTTGTGTGCGTCTCGC 276

Ad10A19463 Aradu.A10 19463 c (T)12gtaataccctaccacagagttttatgcataagacgtaaatcaaaagtggtgaggcactataatctctaaaaatag(AT)699 107317540 107317638 CCACCTTCGACTACACATTGA CTAGTCGGCCTTTACTTCGC 264

Ad10A19465 Aradu.A10 19465 p3 (TTA)7 21 107328928 107328948 TTCCAGAATGTGATGCGTGT TAACCTGTAGTGCATTGGCG 271

Ad10A19466 Aradu.A10 19466 p2 (TC)6 12 107334569 107334580 GGACTACATGGCATCCCTTC TCACATGGCTGTGATGTATTGA 175

Ad10A19471 Aradu.A10 19471 p3 (TAA)14 42 107345855 107345896 ATCGAATTTGCACAACCACA TTTGGTGACGTGCTTCTTTTT 278

Ad10A19472 Aradu.A10 19472 c (TAT)5tacat(TA)8 36 107346094 107346129 CAAAAATCGATAACAAGATTAGGGA TCCCATCTGTAAACACCCCT 280

Ad10A19479 Aradu.A10 19479 p2 (TA)6 12 107381733 107381744 ACGTCATTATTTTATTACCGAAAAA GGAGTAGTTTTCTCTCCGATTCA 280

Ad10A19485 Aradu.A10 19485 p2 (AT)6 12 107393592 107393603 TGGTAGAGAAACCCAATTGAAAA AAATTTTTATGGCAACATTTGAA 226

Ad10A19489 Aradu.A10 19489 p3 (TCC)5 15 107403395 107403409 AACTTTTCCATTCACGCACC TCTGCAAGCAAATGAACTCAA 268

Ad10A19492 Aradu.A10 19492 p4 (GTTC)6 24 107417345 107417368 GCATTTTGGCTGTGGGTTAT AAAATGATTCGCTTCACGCT 240

Ad10A19494 Aradu.A10 19494 p3 (AAT)5 15 107420008 107420022 AGTCACTTGCATCACTCCCC TGGATTCCTTGAGGCTTTTG 234

Ad10A19500 Aradu.A10 19500 c (A)12gacaataatgattgta(T)1038 107430628 107430665 AACGTCCAAAATAGATGGTGTG GTGGTTTATCGCCACGTCTT 237

Ad10A19501 Aradu.A10 19501 p2 (AT)8 16 107431038 107431053 ATGCCTTGGTTAAGCGACAC CCAAACACAGCCTTATTTCCC 267

Ad10A19507 Aradu.A10 19507 p3 (TGT)18 54 107437446 107437499 TTCCTTTTCGCAAACCAAAC CGAAAATTGCATTTGGACCT 278

Ad10A19509 Aradu.A10 19509 p3 (TTA)17 51 107444810 107444860 GCATTCACGTGGATTTCTCA TGCGTTTGGTTCACTACGTT 266

Ad10A19510 Aradu.A10 19510 p2 (AG)7 14 107451073 107451086 GCTGCTTAAACCAACGGAAA TCCACTGGAAAAGGGAGAAA 268

Ad10A19511 Aradu.A10 19511 p5 (TTTTC)5 25 107460990 107461014 TTTTGCAACAAATTGGCAAG TATGATTTCATCCCCGCTTT 243

Ad10A19515 Aradu.A10 19515 p3 (GCG)5 15 107469474 107469488 TCCACCAAGGAAAACCTGAG CACAATTCTTCCGCGTCTCT 225

Ad10A19516 Aradu.A10 19516 p3 (TGA)5 15 107470475 107470489 GCATTTGTGCAATTTTCAGC TCAAAACAGCTTTAATCCAGCA 253

Ad10A19518 Aradu.A10 19518 c (T)10ataaaatctaaaaaataacaaaaaaataaaaatgtaaaccaaacgtgatttttgaatctgattattgaag(A)1090 107477083 107477172 CCGAAACTTTGATTCCCAGA TTAGAACAAAAGCATGGCCC 221

Ad10A19519 Aradu.A10 19519 c (AAG)6gaagaggagaaagaagaagaacctgtgtgcatgaaattggaaa(AAG)5aaaaataagaataatgaaagaagaagaacttgcgtactacaatttag(A)12135 107479795 107479929 AAAGAAAAAGACGCATAATTGGA CATAACCATAATCTCCTCTAACTCTTC 192

Ad10A19532 Aradu.A10 19532 p3 (ATA)5 15 107509167 107509181 TGCAAAGTGTGTTGCACTTG ATTTGGAAGCTCAGCCTCTG 174

Ad10A19534 Aradu.A10 19534 p3 (ACT)6 18 107511711 107511728 TGATTGCCATTGCTGAGTGT GATGCCAAATGTTGTTGTGC 168

Ad10A19536 Aradu.A10 19536 c (A)10tactcaacctgatttttgatatttttttgagattaattagtttttgtgc(A)1170 107520611 107520680 CGGTACAAATCAAATTGGGG GGAAAATGATTAGCTCATGTGTAAAA 200

Ad10A19537 Aradu.A10 19537 p3 (ATT)6 18 107520994 107521011 TGGAGGGATTCCTCAAACTT TGCTTTTTCCATTATTTCCCA 280

Ad10A19541 Aradu.A10 19541 p2 (CT)11 22 107537056 107537077 TGCTGATTTGACATCTGCCT TATGGCTATCCGATCCAAGC 205

Ad10A19543 Aradu.A10 19543 p2 (AT)7 14 107540063 107540076 GTGGCTTTCGAAACATTGGT AAAAGCGACATGAGCCAGAT 229

Ad10A19544 Aradu.A10 19544 p3 (TTA)6 18 107541935 107541952 AGAATGCTAGAGAGCATACAAAAAT AAATTTATTTGCCCCCGTTC 224

Ad10A19546 Aradu.A10 19546 c (ATC)5agaacaacaaaatcaaccaaaatcaaccaaaagtccaagttaaaccaaaactcaccaccaccaccattatcatcatggttagtttaagg(A)10114 107544391 107544504 CACCATCACCACCACCACTA CAAAAATGAAGGATAGGTCAACAA 268

Ad10A19550 Aradu.A10 19550 p3 (TTG)9 27 107557379 107557405 TCCTCTCCTCGCTTCAATGT TGCAACAACAAGTAGTGCAAAA 246

Ad10A19552 Aradu.A10 19552 p3 (TCT)6 18 107575248 107575265 GCAATGTGCAAAAAGGGAAT AATGTGTAGTCGCCGCTTTT 279
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Ad10A19553 Aradu.A10 19553 p2 (AT)9 18 107577776 107577793 TACCAATTCCACAACAGCCA TGTGTGGCAGGTATTAAGCG 255

Ad10A19554 Aradu.A10 19554 p3 (AAC)5 15 107579153 107579167 CTGACATCTGCCACCATCAC GAGCGTTCACTTTGAAAGGC 277

Ad10A19555 Aradu.A10 19555 c (A)10ctacgacac(A)1029 107580245 107580273 ATGACACATAAAAGCCAGTGAA AACGAAGATTTGGAGGAAAAA 241

Ad10A19557 Aradu.A10 19557 c (A)10gaaagaaaaagaaacaaagtcatcagaagggtg(T)1760 107582578 107582637 GGATTTAATTCAGTTTCAAGGACTC TCAATAACAAACCTTTGTGCCA 260

Ad10A19559 Aradu.A10 19559 p2 (AC)7 14 107586131 107586144 ATTGGAATTGGGCAAATGAG TGTTGTTGATTCCGTGAGTTG 201

Ad10A19560 Aradu.A10 19560 c (T)10aaattatt(A)11 29 107586402 107586430 GCAAAGCTAAGAGACATGCCA TGAAGTTTCTTTTCCCGTGG 183

Ad10A19561 Aradu.A10 19561 c (ATT)10gaattaaataaaagtgagaagtcaccc(A)1269 107586796 107586864 GCGGGTTATGATGACAATGAT GCTGCGAATTTGGATCTCAT 280

Ad10A19563 Aradu.A10 19563 c (A)10tggatactccaactaacactacatatttgttttcatatgaaaatata(T)1067 107588514 107588580 TTGAAGGACATAAAAATATAACACAGA TTTTTGGCGGTACTTGCTCT 265

Ad10A19565 Aradu.A10 19565 p3 (TTA)19 57 107592940 107592996 CACAGTCGAGATCAAGAAGGA TGGTGACCCCAAAGTCTCTT 222

Ad10A19566 Aradu.A10 19566 p3 (TTA)13 39 107593288 107593326 CATGCATAAGTTTTGTTTTTGTTTTT TTGGGCTTTATCACCCTTTG 182

Ad10A19567 Aradu.A10 19567 p3 (CTT)5 15 107598426 107598440 ATACACACGAAATCGCCCA AGGAGAATGAGGAATGCGAA 100

Ad10A19568 Aradu.A10 19568 c (AAT)13atnnnnnnnnnnnnnn(ATA)673 107599409 107599481 TGAAAATTACTTAGGCGCCATC TCCGCTGTATTTATCCTCACG 234

Ad10A19570 Aradu.A10 19570 p2 (CT)7 14 107602023 107602036 GGATGTATTGCCAAAAGCCT ACCGTGTCCATCATTGTCCT 261

Ad10A19575 Aradu.A10 19575 p2 (TA)6 12 107635865 107635876 CAAATCCAGCATCTGTGAGC AATTTGACTATTAACCCAATTTCAA 279

Ad10A19576 Aradu.A10 19576 p3 (TTA)9 27 107636707 107636733 TGCCTTTTGGATTAGGATGC CTAAGGTGGCATGGCTTGTT 230

Ad10A19583 Aradu.A10 19583 p3 (TTC)5 15 107644127 107644141 TGGAAATAGAAGGTGTGTCAAGG CATGGAGGAAGAGGAAGAAGAA 212

Ad10A19585 Aradu.A10 19585 p2 (TA)7 14 107645165 107645178 GTCGCAATGCAATTCTTCCT TTTTTGTATAGAATATTGGGGTGATT 227

Ad10A19586 Aradu.A10 19586 p3 (ATT)11 33 107645792 107645824 CAGACGACAACACTTCGACA CAAGTGGCTATGTCCCCATT 207

Ad10A19588 Aradu.A10 19588 c (T)11aatttgggattccacttaa(T)1242 107648249 107648290 GGATTGCCTGGCATTACTCT CCTTGGTCCATTCTAACCCA 138

Ad10A19589 Aradu.A10 19589 c (ATT)5tgtagtgaatttgatcccaactaacttctaaatttcattggtttcattca(T)1075 107648585 107648659 TGAATTGAAGCATGCGAAAG TGCTTCATTTTCAGCAGCAG 245

Ad10A19593 Aradu.A10 19593 c (TAT)11tg(TTA)5 50 107657205 107657254 TCATGTGGAGGACATCAGAAA CGCATCTTTATTGAAAATCCC 210

Ad10A19594 Aradu.A10 19594 p3 (TTA)12 36 107657742 107657777 TCCAATAATAACATAATACGTGTGAAT TGCATGATGAGGCTTTGTTC 267

Ad10A19595 Aradu.A10 19595 p3 (GAA)5 15 107660480 107660494 CGCAGCCTATAACATGATCG ACCGGAAAGAAGAGGAGGAC 263

Ad10A19600 Aradu.A10 19600 p3 (GAA)8 24 107666623 107666646 TGTTGTTGCGAAGAGAAACG CATGTTTCCTTTCTTCCAGGG 245

Ad10A19603 Aradu.A10 19603 c (T)10ccttcttcttccctcttttttcataatattgttagccattc(T)1263 107670373 107670435 TCAACAAGCATGTTAGCAAATACA TCTTGCTGCAACGAGTTCAC 273

Ad10A19605 Aradu.A10 19605 p2 (AT)11 22 107673742 107673763 CCAACTCCTAAATTGGGTGG TCGTAACTGAGCCGCATTTT 247

Ad10A19610 Aradu.A10 19610 p3 (ATA)12 36 107684098 107684133 TTTTTCTTTCATTCTCTCCATCA TCAATTGTTCGTTTAAGTAATGTCG 253

Ad10A19611 Aradu.A10 19611 c (ATTT)5tgcatatctattcataaaaagagaaaagagtacttaattaccc(A)1174 107684790 107684863 GAGGAGAGAATACCCAAGTGCT TTAATGCTACATAATCTTTGCTTTTT 246

Ad10A19614 Aradu.A10 19614 p2 (TA)7 14 107686703 107686716 TCGATTTTTGCTGATACTCGTT TTTTGCGGAAAAGGGTCTTA 238

Ad10A19615 Aradu.A10 19615 p2 (TA)6 12 107689753 107689764 ATAACGTGCGTTTGGGTTTC AAAGTTAACAATTAATTTGATAGGTCG 277

Ad10A19616 Aradu.A10 19616 p4 (TATT)5 20 107692444 107692463 TGGCCTTCTTAGCTTTCAAGA TTTCACTTTTTGTGTATAAAACGTCTG 280

Ad10A19618 Aradu.A10 19618 p2 (TC)7 14 107695837 107695850 AACACAACACGGTGCCAATA CAACCCGTCACCTCTGACTT 191

Ad10A19619 Aradu.A10 19619 p2 (AG)6 12 107700975 107700986 TCCACGTACCAAATCAGCAG CCTTCGCTCCCTTACACTCA 258

Ad10A19626 Aradu.A10 19626 p2 (TA)6 12 107712044 107712055 GCTTCAACTTGTGCCGTCTT TTTCCTCATGCTATTTTGAAGTT 271
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Ad10A19628 Aradu.A10 19628 c (A)12caaaacagcaacaaccaaattttttttgttaatcaacagaattaaatagttaatcaaaatga(T)1185 107714679 107714763 GCTGGAATTATTGGCATCAA CCGGATTCTGATTGTTGGAT 252

Ad10A19630 Aradu.A10 19630 c (TCA)5tctcatcttcttcttcttatcatcatg(TTC)557 107716062 107716118 TCATCTCCTTTTCCTCCACC TGGGGTAAAAGTACGTTTTTGG 247

Ad10A19631 Aradu.A10 19631 p3 (CCT)5 15 107716899 107716913 TTTTATGTGTCACGGTTACGAA GAGAATAAACCAAAACATGAAACAAA 268

Ad10A19634 Aradu.A10 19634 p2 (TA)6 12 107726849 107726860 GGAAGGCAACAAATGAATGAA TATATACAGCCCTGGCTCGC 265

Ad10A19638 Aradu.A10 19638 p3 (TCT)5 15 107737806 107737820 ACACGCAATCTTTCTTCGCT TCAACGGAAAACGACAACAA 229

Ad10A19640 Aradu.A10 19640 p5 (AAAAT)8 40 107740366 107740405 TTCTTGCGCGTTTTTGTATG GTTTCAAAGAGGGCATGGAA 266

Ad10A19643 Aradu.A10 19643 p3 (AGA)7 21 107748251 107748271 AGAAGCGTCAAGAGCATCGT CTTCTTCGCAATTCCCTCTG 166

Ad10A19645 Aradu.A10 19645 c (T)10cctttagtttctaaagtatctcccaataatccactgtggtattgagttttatttaaagatttattgttggtcaataaattactcacgactcttactctc(T)11120 107749353 107749472 GCAACTAGGTGCGATGCTCT TAAGAGTGATGCACCCAACG 271

Ad10A19650 Aradu.A10 19650 c (T)10g(A)10 21 107754615 107754635 GGATTTTGTTATCTTGGACGC GGGGGCGTCTCTTTTTATTT 169

Ad10A19651 Aradu.A10 19651 p2 (AT)10 20 107760819 107760838 CGTTTCAATTTTGTCCCACC ACTCGGCGGAATTATGAGAA 272

Ad10A19654 Aradu.A10 19654 p2 (GA)6 12 107766029 107766040 TTTGACCCCACGCTAAGATT TTGCAAGAGTCTTCACCAAA 262

Ad10A19655 Aradu.A10 19655 p3 (ATA)10 30 107767774 107767803 TAATTTGGTGGCTTTTTCGC GCATGGATTATTATCTTTCTTCCA 253

Ad10A19659 Aradu.A10 19659 p2 (TA)7 14 107774540 107774553 TCGTATCCGAAATGTGTCCA CATCCACCCTCTTTTGTGGT 215

Ad10A19663 Aradu.A10 19663 p3 (TAA)14 42 107778493 107778534 GTGGTTGCAATCAGCTCAAG TTTCTTTGCTGCTACACCCC 227

Ad10A19671 Aradu.A10 19671 p3 (GAA)6 18 107796554 107796571 TTATGGTTCGCGAAGGAATC CGTTAACCTGTTGGCGTTCT 259

Ad10A19673 Aradu.A10 19673 c (TC)12(AC)17 58 107799768 107799825 CCCTTATGCAAAATGGAGTGA TGCAGATGAAGATTTGCTGC 247

Ad10A19676 Aradu.A10 19676 c (A)11ctttttcgagaagctacaatttacatctttttttaaaagatcttttttccttt(A)1377 107808249 107808325 AGCGTGTTTGGCAAATTTCT TTTGGATATCTCATGCAAAAAGA 218

Ad10A19677 Aradu.A10 19677 c (GCT)5(GCG)6 33 107809932 107809964 AGTGGAGGAACCAGCAGAAG TGTACAACGACCCTCGTCAC 197

Ad10A19681 Aradu.A10 19681 p2 (CT)6 12 107826768 107826779 ACTCAACTATTTCCGCGTCC AAGTTTGAAAGATGGCACGG 252

Ad10A19687 Aradu.A10 19687 p3 (TCA)6 18 107847921 107847938 AGCTCCAAAGTCCCACTCAA TCTGGTTAACTGGAAGGCTACA 210

Ad10A19688 Aradu.A10 19688 c (T)16aaacaaaaccctaatctatttagtttttctcccttttattcatcag(A)1476 107848498 107848573 AAACAAACATCAAAATTAGGTTCAT TTCGGTTAAGCTTATATCTCTGGG 268

Ad10A19693 Aradu.A10 19693 p2 (AT)7 14 107853048 107853061 TTCATGAATTATTTTGACTCAGCC TAATTTTGGTGCAGGAACCC 266

Ad10A19697 Aradu.A10 19697 p2 (TA)9 18 107858620 107858637 GGCATTTGATGTCTGCATGT CAGGACGTGGTTTTCAGCTT 199

Ad10A19699 Aradu.A10 19699 p3 (GAA)7 21 107868002 107868022 ATACCAGGAATTGGGGGAAG CTCTCATGGAAGAGGGCAAC 151

Ad10A19709 Aradu.A10 19709 c (ATG)7actgacatttactcataaaatcatgccagaagacaaatttaaccatgacaaatttctacttctgtgtgaatttgtttccagtgatgaaaaat(CA)6125 107884801 107884925 CTCCAAAACCCCAACACCTA GGAAAGCTTTTGCAATTCTCA 276

Ad10A19710 Aradu.A10 19710 c (AG)16aactgcagaaacagatttcagttgcaagttgcaggaagagtaacgcagtttcc(AG)8aa(AG)6115 107890608 107890722 GTGAAACGCACACCATCAAC TCGACCCCATCTCATACACA 237

Ad10A19711 Aradu.A10 19711 p3 (TTC)5 15 107892518 107892532 TTCTCTGCTCGCATTCTTCA CACCAGGTGAATGTTGTTCG 253

Ad10A19712 Aradu.A10 19712 c (TAT)5tagataaatgctaagatgcttagaagatagtgtttatttattaaaaaa(TAT)14105 107896034 107896138 CAGTTTGCAAGTTTCAGGCA ACCAGTTTCGTCCAATCCTC 169

Ad10A19718 Aradu.A10 19718 p3 (TTA)9 27 107917945 107917971 GCATTTTTATGGAGCATCCC AATCTGTGCAGCAGAAGCAGT 141

Ad10A19727 Aradu.A10 19727 p3 (AAT)7 21 107934361 107934381 CAGAAACATAAATCCAAAATACACCA TCACCAATTAAGGCCAACAA 138

Ad10A19732 Aradu.A10 19732 p3 (AGG)7 21 107946760 107946780 GGAAACAGAAGGGAGGAAGC GCCACGTACGTAACCACCTT 270

Ad10A19733 Aradu.A10 19733 c (TCT)9(CTT)5cgtct(TCTTCC)5(TCT)798 107947414 107947511 CAAACGGTTCCTCTTCGTCT CGAGGAAGAAGAATGTGCAG 251

Ad10A19735 Aradu.A10 19735 c (TAT)5tactattattattgtta(TTG)8ttc(TTG)8ttattc(TTG)9ttc(TTG)5134 107948888 107949021 AGTTACAAGCCCTAATCGCA CGGAAAATGGGAATTGAAGA 255

Ad10A19736 Aradu.A10 19736 p2 (GA)7 14 107953594 107953607 AGCGAGAAACACGAAGCAGT CAGGCACTCAATCTAAGGCA 120
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Ad10A19738 Aradu.A10 19738 p2 (GA)8 16 107954967 107954982 TGCATTATTGCTGGACACAAA GATCCAAAAACCCAAAGCAA 242

Ad10A19744 Aradu.A10 19744 c (T)10acacaattttaaaatgaaaaatattgaaaataaaattacaaatcaaatggtccttaag(T)11aaacaaattgtttagatatatgaaacttttttcttagaaatcaaaataaccactgctgaaaatagttgtcttctttag(A)12169 107975102 107975270 GGAAAAGTGAAAATAAAAGGAAAAA TTGCATTTTACAGTCAATACAATTCTC 248

Ad10A19746 Aradu.A10 19746 p2 (AT)7 14 107976495 107976508 CTCCCTTAGGTTGTGGTGGA GTGCATGCAATTTGAGCAAT 155

Ad10A19748 Aradu.A10 19748 p3 (TAT)17 51 107980977 107981027 GAGGGGCAAAGTGGTCATTA GCCAAATAAATTTTCTATGTCAAAA 270

Ad10A19754 Aradu.A10 19754 p3 (TAA)11 33 107993761 107993793 TGTTTCCAAATGCCTTAGCC CACACACATATTTTACAACCCACA 223

Ad10A19760 Aradu.A10 19760 p3 (ATC)11 33 108002193 108002225 TACACATTGCATTGGTGCCT AAGGATCAAACAAACTCCCCT 252

Ad10A19762 Aradu.A10 19762 p2 (TA)7 14 108004246 108004259 ACGCTGTTGAACGAAACCAT TTCATGCCAATCAGTGAAGC 188

Ad10A19764 Aradu.A10 19764 p2 (TA)10 20 108010781 108010800 TGGTAATGCAATCTCCACAAA GGGCTGGAAGTGAGTCAAGA 212

Ad10A19767 Aradu.A10 19767 c (T)10ccttgtgtaattcttatatatgtcttaatgatattc(T)1056 108020378 108020433 TTCGTTGTTTTTGCTCTTGC GGTGCTGTTGCAATGGTATG 198

Ad10A19768 Aradu.A10 19768 p2 (AT)6 12 108021550 108021561 ACCAGCAAAGACAGCAACCT TCTTGCATGTTGGCACATTA 280

Ad10A19769 Aradu.A10 19769 p2 (AT)10 20 108023757 108023776 CGGAAAATTTGAGTATTGAGTCAC CAGATACCAAAATTTAGAATGACAGTG 236

Ad10A19770 Aradu.A10 19770 p2 (AT)10 20 108025073 108025092 ACCACAGAAAGCAATGGTCC TTTACAGGGGTCTGATTGCC 268

Ad10A19771 Aradu.A10 19771 p3 (AAG)6 18 108033875 108033892 GCGACACATAAACTCAGTTCG TTTCAAATTCGCACATGCAG 109

Ad10A19773 Aradu.A10 19773 p3 (AGA)6 18 108035715 108035732 AAGAAGGAGCAGGTGGTGAA TTCATTCCAATTTTCAGTCACA 252

Ad10A19775 Aradu.A10 19775 c (T)11ggtgaagaaaacttatgtagttatgtgagaactactgctatgttttttattctcatattatttgtatattatattgaatgcatgtttcag(A)10111 108039817 108039927 TTTCCAAGAAACTGATCCGC CGCTAGCTTTTGTATGCTGC 248

Ad10A19782 Aradu.A10 19782 p3 (TAA)6 18 108052099 108052116 TCACGATAATAATAATAACAACGACAA CATGCGTCATCCCTCTATGA 261

Ad10A19788 Aradu.A10 19788 p2 (TA)6 12 108065373 108065384 AGCAACCATTGAAACAACACA TCACCCTAATAAAATAAATCCCTAAAA 252

Ad10A19790 Aradu.A10 19790 p3 (AGC)6 18 108068785 108068802 CAAAATTGCTTGCTTCCACA AAAGCTCAACCACCAAATGC 163

Ad10A19792 Aradu.A10 19792 p2 (TA)6 12 108078029 108078040 GCTCTTTCATAAAAATATTGGCA GAAAATTTATGTCCGAGGTACGA 264

Ad10A19793 Aradu.A10 19793 p2 (TA)6 12 108083682 108083693 TTTAATGGTATTATGTGCGTAAAAA CGCATACGGTAACCTTCCTT 223

Ad10A19796 Aradu.A10 19796 p2 (AT)6 12 108085185 108085196 TTGAATTTGGAAATCGGCAT CATGTTGCTTGCTTGGTGTT 255

Ad10A19798 Aradu.A10 19798 p2 (AT)6 12 108096373 108096384 TAAGCAGGTGCTCGTTGATG CAGCTGCTGCTACAAGTTCG 243

Ad10A19801 Aradu.A10 19801 c (T)10aaagatactatagtgattagaaaataggatacataagtgtttaatttgcaaatcacaatttctcttcaggg(A)1091 108103731 108103821 GTGCAATTTGGGAAGCAAGT TGATCAATCACCAATAAAGCCA 237

Ad10A19807 Aradu.A10 19807 p3 (ATA)13 39 108111840 108111878 GGGTATCATTTGTGGTCTGGA TTCAAAATTGAGCCAAAGTTGTT 274

Ad10A19809 Aradu.A10 19809 p2 (TA)12 24 108115444 108115467 GACACGACGGCAGAGTTACA CCGCTAATTTCTGAAACCCA 270

Ad10A19812 Aradu.A10 19812 p3 (ATA)7 21 108122687 108122707 CGGCTCACAGCTATCAACTTC TCATGCAAGTGCTTGGAGAC 140

Ad10A19814 Aradu.A10 19814 c (T)10cctgaagaaaaattgtgatttgcaaacacttatatgttctattttctaataactatagtatctt(A)1488 108134218 108134305 AGTGCATCTGATTTTGGATGG AGTGCAATTTGGGAAGCAAG 280

Ad10A19815 Aradu.A10 19815 p3 (TAT)20 60 108134583 108134642 CAAAATGCCGTTGTTTGTCA TTCACAAGTATGTGTTCATTGTTCA 256

Ad10A19816 Aradu.A10 19816 p2 (AT)6 12 108134763 108134774 TGAACAATGAACACATACTTGTGAA CAGGAAGATCATGCCCACTA 189

Ad10A19817 Aradu.A10 19817 p3 (TTG)5 15 108135793 108135807 GAGTTCAGTGACGTCGTTTGAT ATCCACTCCAAATCCAATGC 184

Ad10A19820 Aradu.A10 19820 p3 (ATT)7 21 108138824 108138844 AAATAGAAAGTAAGGAGTAACCATCAA TTGTGATGTGTGTTTTCTGTGC 272

Ad10A19821 Aradu.A10 19821 c (A)10cgattatt(A)1028 108140561 108140588 GGGGAAAAACCGAAAAGGTA TTTTGTTTCATGACGGTTCG 253

Ad10A19822 Aradu.A10 19822 p2 (AG)6 12 108140896 108140907 TTCGAACCGTCATGAAACAA CAAAATTCCTTTGCCCAGAA 193

Ad10A19825 Aradu.A10 19825 p3 (CTT)6 18 108142643 108142660 CAAGCGTAGTCAACAAGCCA CCTCTGCGAGAGAACGTAGG 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A19830 Aradu.A10 19830 p3 (AAT)7 21 108162663 108162683 CTTTGTTTTCCAGGTGCAGA TGAACAACGGAGACTAAATTGC 211

Ad10A19831 Aradu.A10 19831 p3 (TAA)16 48 108163028 108163075 ACACTTTTTGACAGGCAGGG AGTGGAGAAGGTAAGCAAAGC 264

Ad10A19833 Aradu.A10 19833 p3 (ATT)5 15 108163515 108163529 TTGAAAGCAACACCTTCACG GCAGAACCAATTTGAAGCCA 220

Ad10A19836 Aradu.A10 19836 p2 (TC)25 50 108168112 108168161 TAATGGCACACCTAAACGCA TGCAAAATAAAGAGGGGTGA 271

Ad10A19839 Aradu.A10 19839 p2 (TA)6 12 108177806 108177817 AAGGGGAAAAAGGCACAACT AGCAAAACCCACACCCATAG 207

Ad10A19846 Aradu.A10 19846 p3 (TCT)5 15 108200686 108200700 GCTGAGCAGGCTAATTTCCA TCGGCCCAATATAAACTTGC 275

Ad10A19849 Aradu.A10 19849 p2 (TA)9 18 108205496 108205513 ATTGACTACAAGAGAAATGTTAGGAGT CATATGCCTCATGCCTCAGT 218

Ad10A19850 Aradu.A10 19850 c (A)10tcacagtagatcacaatttaaaaaaatatcattattaacctaatattaaaaaataaaaatgtgacaaattagagttcaaatagcataa(T)11aaataaaaattttgagctcgaatctcactcataattt(A)11157 108206918 108207074 GGACGGTCCGATTTATACTTTG TTAGACGCTTACTTTCGTTTTGA 274

Ad10A19853 Aradu.A10 19853 p2 (TA)6 12 108210452 108210463 ATTAACTACAATATTAATGGGAAGCAT TTGGCTAAAATATTAATAGGAAGCA 268

Ad10A19856 Aradu.A10 19856 p2 (AT)9 18 108215654 108215671 TTCCCATAAATCAAAAGATCGAC AGGCAGAGATTGGAGAATGC 240

Ad10A19857 Aradu.A10 19857 p2 (TA)6 12 108216004 108216015 GCATTCTCCAATCTCTGCCT TTTGAAGATCATTTACGTGGTCA 276

Ad10A19858 Aradu.A10 19858 p2 (TA)6 12 108216885 108216896 AACCATGGCTGAGGACAAAC TCCTTTAATTTGCACCACCTC 157

Ad10A19861 Aradu.A10 19861 p2 (AT)9 18 108221889 108221906 CATTCAAATCATTTAACGACTCTCA GAGACTAAATTGAGGCAATTGAAA 269

Ad10A19862 Aradu.A10 19862 p2 (TA)7 14 108222140 108222153 TAGTTCCTGCGGTGGTTTTC ACTCATTTGGCGGCTGTTAG 201

Ad10A19866 Aradu.A10 19866 c (TA)12t(GC)6 37 108232946 108232982 AAGCATGCTGGAAGCTTATGA ATGCAAATCAAAGGCAGCTT 245

Ad10A19867 Aradu.A10 19867 c (T)10gaattctacttttatttttagta(T)1043 108233175 108233217 AGCTGCCTTTGATTTGCATT AAAAATCAGAGTGCGTTTGGTT 162

Ad10A19874 Aradu.A10 19874 c (T)10aattag(TA)6 28 108255901 108255928 GCACCCGGAGACTTAGATGA CTTGTGACCTTTGAAAGATGGA 212

Ad10A19876 Aradu.A10 19876 p2 (AT)7 14 108258563 108258576 CGTAAAACAAAACGAATATGCC TGTTGGAGCTTGTTTAGATTTGAT 280

Ad10A19878 Aradu.A10 19878 p4 (AAAT)7 28 108260035 108260062 GTTTGAACCGTCGCAATTTT TTGGTTAAGATAATTAGACTAAGGCGA 123

Ad10A19879 Aradu.A10 19879 p2 (AT)6 12 108260171 108260182 GTTTGAACCGTCGCAATTTT GGCATATTAAAACATACTTCCTCTG 216

Ad10A19888 Aradu.A10 19888 p3 (TAT)5 15 108284526 108284540 CTCCAAACTCAAAATCAAAGTCA TGAAAAGCACAATATTTATGTTTGATA 264

Ad10A19892 Aradu.A10 19892 c (TAT)14(GTT)5gctgttttgttttaatttaaaattcttgtcatgcacggcgggtccaaacaacaaaaat(A)12127 108300716 108300842 GTTTCCGGCAGACCATAGAA ATGTTGCAGAGCAACCATGA 231

Ad10A19894 Aradu.A10 19894 c (TAT)9tg(TTA)7 50 108317745 108317794 AAATGCAAGTGTTGCAGCTTT TGCATGCCCTCAAAATACAA 268

Ad10A19895 Aradu.A10 19895 p2 (AG)6 12 108343755 108343766 AGCCATGAGAACCAAAATGTG AGTTGAGAGAAGCTCTGCTGC 195

Ad10A19898 Aradu.A10 19898 p2 (AG)6 12 108373579 108373590 GCCATGAGAGGACTAAAATGTG TGGATCTGGATATGAAGAAAATGA 235

Ad10A19899 Aradu.A10 19899 p3 (ATT)24 72 108373708 108373779 GAAGAGGGGAAGAGAGGAAGA TTTTAAAAATCAGAATTATGCATCAGA 247

Ad10A19906 Aradu.A10 19906 p3 (TAT)8 24 108390719 108390742 TCACTCTGCTCCTAGGGTTTG TCGTTTTCTAAGATGTTTATGGCA 271

Ad10A19908 Aradu.A10 19908 p2 (AG)6 12 108395871 108395882 AGCCATGAGGATCAAAATGTG AAGAAGCTGCTGGATCTGGA 235

Ad10A19909 Aradu.A10 19909 p3 (ATT)6 18 108397207 108397224 TGAGTTCAAGAGATTGAGTTTTTCTG CGCACACATTTTTGGGATTT 239

Ad10A19910 Aradu.A10 19910 p3 (TTA)5 15 108401910 108401924 TGTGGTAAAATATTTAAAACAAACACA TGATGAAAAATTAGGTGAAATCG 229

Ad10A19911 Aradu.A10 19911 p2 (TA)6 12 108403010 108403021 GGACTTTGCAAGATACAAAAAGG AACATGTCGGTATGTCACAAAAA 144

Ad10A19914 Aradu.A10 19914 p3 (CAA)5 15 108405424 108405438 TTACCGTGTTACCCACCCAT AGAGGGAAGGTCGTTGGAGT 257

Ad10A19918 Aradu.A10 19918 p2 (AT)7 14 108412471 108412484 TCCTGTTTTGCTTGAAGCCT AACTTGGAGCAACCGTTTCA 157

Ad10A19919 Aradu.A10 19919 p5 (AATTA)5 25 108414097 108414121 CAGTTCCAAGCAGAGAAGGC CCACTACTTCTGCTCCTGGC 225
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Ad10A19920 Aradu.A10 19920 p3 (AAG)7 21 108414298 108414318 GCCAGGAGCAGAAGTAGTGG GGCGGTATCATTGCTCAAAT 220

Ad10A19926 Aradu.A10 19926 p2 (TC)7 14 108419351 108419364 GTCTTCACCCAATTGGAGCC GGCGATGTTTGGATCTTTGT 203

Ad10A19927 Aradu.A10 19927 p3 (CAC)5 15 108419634 108419648 CTTCGCTTATGGCTCTCACC AGTCCGAGGTTGAATTGTGG 140

Ad10A19928 Aradu.A10 19928 p3 (ATC)7 21 108419835 108419855 CCACAATTCAACCTCGGACT CGTGGATTATCATCTCCGCT 184

Ad10A19930 Aradu.A10 19930 p4 (TTTA)5 20 108421574 108421593 AAGCTGCGAATGAAGGACAT TGGAGAGAATTGAAATCCCA 206

Ad10A19932 Aradu.A10 19932 p3 (TAT)13 39 108426863 108426901 TTGTTTGTCCAAATTTCAGTTCA ATTCGTTTCCCGTAGCAGTG 132

Ad10A19934 Aradu.A10 19934 p2 (AT)10 20 108428341 108428360 GTTTTAGCACGGCCAGACAT AAAATCGCAGATTCAAGTTTCTTT 155

Ad10A19935 Aradu.A10 19935 p3 (AAT)12 36 108429699 108429734 GGAGATTCCGTTATTTTGCG TGACATGAAATTAACCACCTGAA 277

Ad10A19938 Aradu.A10 19938 p3 (GAA)5 15 108433742 108433756 ATCTTCTTCGACGGGGAACT CCTCACAACCCTCACCATCT 210

Ad10A19947 Aradu.A10 19947 p3 (AAT)5 15 108443164 108443178 TTTCTACCAAAATTGGGCTCAT ATCAGACCCAAACAGCAACC 212

Ad10A19948 Aradu.A10 19948 p4 (AAAT)5 20 108445892 108445911 TCTATTTGGGTCTTCGTGCC GGTGTCTTTTGTTGAAAGGCT 260

Ad10A19950 Aradu.A10 19950 p3 (TCA)19 57 108449161 108449217 TGGTTCTCTTTCTCATCAAGAGTG AAAGCATGCTCAAAGAAGTTCA 141

Ad10A19951 Aradu.A10 19951 p3 (TCA)5 15 108449556 108449570 TTGTTCTGGCTCTTCAGCAA GCGTTTGGTTAAAGGAAGGAT 257

Ad10A19952 Aradu.A10 19952 p3 (TAA)11 33 108450062 108450094 CAAACTTTGGTGGTATCTCCTG CAACCAAAATGGAAGAAGCC 271

Ad10A19958 Aradu.A10 19958 c (GAA)5ggaggcctataagaagggccttcttgctctgaatattctaaagtgaac(A)1174 108459582 108459655 GGCATGAATCCGAAATTAGC TCCAATCTTTGTTTTTATTTTTGC 197

Ad10A19959 Aradu.A10 19959 p3 (TTA)20 60 108461039 108461098 CCTTTTGCCCTTTTTCAACA TGTCTCTCCAAGCGACACAG 231

Ad10A19960 Aradu.A10 19960 p2 (TC)7 14 108463626 108463639 CTCTGATTTTCCCGCCATAA TCTCAAGAGTTTCGGGAGGA 195

Ad10A19961 Aradu.A10 19961 p2 (TC)22 44 108463765 108463808 CACTGGATCCATCCACTCCT TCAAGATCGGTGCGTGATTA 242

Ad10A19962 Aradu.A10 19962 p4 (TTAT)5 20 108465708 108465727 ACTAAGCCGGGGTTTCACTT CCCATTCGCTAGTGGAAAAA 166

Ad10A19968 Aradu.A10 19968 c (AAT)18(ATT)18108 108473506 108473613 GGCACTCAAGTTTGATTGAAAA GGCACTCAAGTTTGATTGAAAA 272

Ad10A19971 Aradu.A10 19971 p2 (AT)6 12 108493231 108493242 GGTGGGAACTGAAACGTGAG CAAACTAAGCCAATTAAACCACC 242

Ad10A19973 Aradu.A10 19973 p3 (GAT)20 60 108495632 108495691 TGGAACAAGGTTGGGAAAAG CAGCAAAATCATCATCATCCTC 270

Ad10A19974 Aradu.A10 19974 p3 (TCA)5 15 108499495 108499509 CGGAATTCCCACCTTCTGTA AATTGCAAAACTCCATTGCC 167

Ad10A19976 Aradu.A10 19976 p2 (CA)6 12 108509733 108509744 AAAACCGTAACTTCTGGAGGG TCGATTCAATCAATGACCCA 181

Ad10A19981 Aradu.A10 19981 p3 (ATA)5 15 108524848 108524862 TCATTTCCGTTAGGGGATGT TTGATTTTCATCTTTTACCAAATCA 234

Ad10A19983 Aradu.A10 19983 p4 (ATTT)6 24 108525507 108525530 TTATTTCTCCGCCCATTGTC TAATGCACCGCTACAAGCAA 137

Ad10A19985 Aradu.A10 19985 p4 (GTTA)5 20 108532615 108532634 TTCCCTTCCTGTCCTCCTTT CCTTTCCTAACAGCAGCTTTG 258

Ad10A19987 Aradu.A10 19987 p3 (TGC)5 15 108536167 108536181 CATGCTAAGAGACTGCCTGCT TTTCTAAGGGTTTTCGACATCAA 182

Ad10A19990 Aradu.A10 19990 p3 (GAA)5 15 108564540 108564554 GCTGAGCAACTTGCAGGATA CACTCTTGGTGCTTGCTTCA 102

Ad10A19993 Aradu.A10 19993 c (T)10ataggtgaaccgatgatttcttttaatgaatattacacgataaaatgacaaaaaaattg(A)1079 108569803 108569881 GGTCAATGATCTGTTTATCATTTTCTT AAACTGATGTAAAATAGACGTATGCAA 273

Ad10A19997 Aradu.A10 19997 p4 (AAAT)5 20 108577831 108577850 CATTCATGGCTATGGCTTTCT TCAATAACGAGAGACCGTATCA 116

Ad10A19999 Aradu.A10 19999 p4 (GTTA)5 20 108581660 108581679 GAGGTAACAACCACACACATGC GATCCATGAACACCCCCTAC 182

Ad10A20000 Aradu.A10 20000 p2 (AT)7 14 108587861 108587874 AAAGCCATACAATAGAGCATAAAAA CAGCATGAATGCGTGATTGT 280

Ad10A20001 Aradu.A10 20001 c (AT)14aactggtccaaaccaaaaaggattggatacagtagaagtttgattcaacagaaaag(A)1094 108590215 108590308 CCACACACAACCTTGTATTTCA TGTAGAGCCCAATGCTAGGC 274
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Ad10A20003 Aradu.A10 20003 c (TA)6(T)10acaaattgcaatgaaaggatattatttacacaagaataacaaataagggcaaaaatttaagaaactggc(T)12103 108595959 108596061 CACATTCATTTAAAACGGTTACCT CACTGCGTTTAGTTTAATTTTTCTCA 218

Ad10A20004 Aradu.A10 20004 p3 (AAT)6 18 108596323 108596340 TGTCATCAAAATCCGTTGTTCT AACCAGTGCATGTAGACCCC 176

Ad10A20007 Aradu.A10 20007 c (T)11actac(T)15gagacatatttagggcaatcataatgcatgcaacagg(T)1078 108599562 108599639 GGTGAACCATGGATTTTCTTTT AATTAAACCTGTGGAGGCCA 235

Ad10A20017 Aradu.A10 20017 p4 (AAAT)5 20 108611366 108611385 CATTCATGGCTATGGCTTTCT TCAATAACGAGAGACCGTATCA 116

Ad10A20019 Aradu.A10 20019 p4 (GTTA)5 20 108613908 108613927 TCCACTGTGATCCGTTTCTTT CAGCAGCTTTGTTGATTTGG 279

Ad10A20022 Aradu.A10 20022 c (T)10ataaattgcaataaaagtatattatttacgcaagaataaaaaatatgggaaaaaatgtaagaaactg(T)1087 108623912 108623998 ATTATGCGCAAGGAAAGACG GGGATATCACTGCGTTTAGTTT 261

Ad10A20023 Aradu.A10 20023 p3 (AAT)11 33 108624244 108624276 AACGGGTCAAAATTCAAAACC CCGTTTCTTAAATTCCCATCA 134

Ad10A20024 Aradu.A10 20024 c (T)13atcgatggaactgaaattttttcacacag(AAT)763 108625033 108625095 ACTGCGGCAATTTTTGTCTT TCTCGGAATTGTCGATGGAT 280

Ad10A20027 Aradu.A10 20027 p2 (TA)6 12 108630414 108630425 GCTCATTAGCTCGTGAGTTGG CAAGCTCGACTCACCGAAAG 261

Ad10A20028 Aradu.A10 20028 p2 (TA)10 20 108631452 108631471 TCATAAATACTTGCAACACAACTCAA CGGATCAAAAAGTCAAATATCG 276

Ad10A20040 Aradu.A10 20040 p3 (TCA)5 15 108690857 108690871 GGGAACTGGTATGACCTGGA AAAAGCAGCTCGGAATTTCA 210

Ad10A20042 Aradu.A10 20042 p2 (AC)6 12 108699037 108699048 GAGGAAGCCATGGATGTTGT CGTCGTGTTGCACGTCATA 253

Ad10A20044 Aradu.A10 20044 p2 (TG)6 12 108700169 108700180 CGGTCTTACCCTTCTGCTTTT GAGGAAGCCATGGATGTTGT 134

Ad10A20045 Aradu.A10 20045 p4 (TTAG)5 20 108700945 108700964 ACCCGTTTTGCTACCCCTAC CTCTGGTATTGATCACCCCG 277

Ad10A20048 Aradu.A10 20048 p2 (AG)6 12 108708133 108708144 GGTGTTCTGGGCTGAGGTAA CAAAGGCATATAGACCAACCG 248

Ad10A20051 Aradu.A10 20051 p2 (TC)7 14 108722678 108722691 TCGCTTTCATGAACCTCCTT AAGGAGGAGTGGAGTTGGGT 245

Ad10A20052 Aradu.A10 20052 p2 (TG)9 18 108723413 108723430 GCATGCGACAGGTATTCTGA CCACACGCAACGTCTACATC 207

Ad10A20057 Aradu.A10 20057 p3 (ATA)17 51 108735257 108735307 TGGATGGTGCTGATCTGGT CAATGACTAAAATCACTAAAACATCAA 280

Ad10A20060 Aradu.A10 20060 p3 (TTC)6 18 108739938 108739955 TGTGTGAAGAAGTAGCATAGCCA TGGAGAACTTTTCTTGGAAGC 267

Ad10A20061 Aradu.A10 20061 c (CAG)5cttcttcaatcatcatccactacaacttctg(CAC)973 108740220 108740292 TCATCAACACCGTTCTTCCA TACTTGCATGGTGTTCCTGC 176

Ad10A20062 Aradu.A10 20062 c (AAC)5atcttgagccttggaaatagtactagcactttcattgcaccaaaatttgagcatttaatat(CAC)6cattcaataacaaca(ACC)5124 108742830 108742953 AATGCATCAAGACACCCTCC GTGTTGATGATGAGGCTGGA 279

Ad10A20063 Aradu.A10 20063 c (CAA)6gag(AAC)639 108743250 108743288 GGTGGTGGAAGTAGCGTCAT CATTTGTGCAGCTTTCTGGA 201

Ad10A20064 Aradu.A10 20064 p3 (ACC)5 15 108743431 108743445 TCCAGAAAGCTGCACAAATG ATTGTCCACGTCAGCATTGA 134

Ad10A20065 Aradu.A10 20065 p3 (TTA)5 15 108744283 108744297 TTTTTGTTTTGCGGACATTT GACGCATAAAACGACTTTTTGTAA 200

Ad10A20066 Aradu.A10 20066 p2 (TA)10 20 108746040 108746059 CCTTCAAATGCGAAGGAGAG TGTACTTTCAGTGATGATGAGCG 280

Ad10A20078 Aradu.A10 20078 p3 (TAA)14 42 108770759 108770800 CAAAGAAAAGGACCACGGAA GTGCATGGCTTCAAGAACAA 266

Ad10A20081 Aradu.A10 20081 p2 (TA)9 18 108777432 108777449 CGCTCAAATATACAAGACCAATTT ACAAAGTAAATGAATGCTAAAGAAAA 254

Ad10A20083 Aradu.A10 20083 p3 (ATT)5 15 108782041 108782055 TCACACAGGGATCAGTTGGA GCATGTGCATGGACTTAGCA 258

Ad10A20085 Aradu.A10 20085 p3 (TTA)6 18 108785868 108785885 GCCCTCTCTGCTGTTATTGC AGGTCAGTCACAAGGGCAGT 186

Ad10A20086 Aradu.A10 20086 c (TG)7(AG)9at(AG)1156 108788489 108788544 TCACGGTGACGGATCAATAG GCATCTCTCTCCTTCCAACG 224

Ad10A20090 Aradu.A10 20090 p2 (TA)10 20 108799236 108799255 CTTGCGGGAGGATGAAATAA TCAGTGACCAAATTGAATGAACA 261

Ad10A20091 Aradu.A10 20091 c (TC)7tgtctctctcactctctttctcaccgcatgtttttgttctcagtttctttttgcttt(TC)785 108801804 108801888 CTTCAAGGAGAACGTGAGGC CTCGTCAATCGCTTCAATCA 227

Ad10A20094 Aradu.A10 20094 p2 (TG)8 16 108807757 108807772 AGCTCGTGGTTAGTTCAGCC CATCGACAGGCTTAGCATCA 215

Ad10A20096 Aradu.A10 20096 p3 (CTT)5 15 108816142 108816156 CGCATCCAAGCAATTTTACA GTATTGTTGGTGACGCGAAA 158
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Ad10A20097 Aradu.A10 20097 p3 (ATC)6 18 108816281 108816298 TTTCGCGTCACCAACAATAC AGCTCAAAACGAAACCATTG 201

Ad10A20106 Aradu.A10 20106 p3 (CAA)5 15 108831494 108831508 TTGTTGAAATGGGTCACTGG TCCTTGCTTTGCTTTGCTTT 253

Ad10A20112 Aradu.A10 20112 p3 (AAT)18 54 108844076 108844129 TCACGATAAGCGCACAAAGT TAATTTTCCCATCCCATTGC 265

Ad10A20117 Aradu.A10 20117 p4 (AAAT)6 24 108851229 108851252 TTCTGTTCCCATCTACCTCCA TAACGCTAATGTGGCTGGGT 165

Ad10A20119 Aradu.A10 20119 p2 (GA)7 14 108851851 108851864 TGCCGATGGATTAACCAAAT ATCCCTTGCGTTACCCTTTC 275

Ad10A20128 Aradu.A10 20128 p2 (CT)16 32 108866522 108866553 CTTAAGCGTGCAAGCCATTT GGAACCGAAGAAAAAGACGA 144

Ad10A20132 Aradu.A10 20132 p2 (AC)12 24 108875005 108875028 TGCTGGAGATGCGATTATTG CACAATGAATCATGGGAGAAAA 219

Ad10A20136 Aradu.A10 20136 p2 (TA)6 12 108878354 108878365 ATGCCTGCCTAAGTGCCTAA AGACGAGCAGAATCCAGGTG 268

Ad10A20137 Aradu.A10 20137 p2 (TG)6 12 108879112 108879123 TGGTGCTATGGGTTTGGATT AAAGACGTAAGCAGGCAAGG 126

Ad10A20138 Aradu.A10 20138 p3 (TAT)8 24 108881695 108881718 AAACACATGCCTTTTTGGTTC TGAGGTTGCGTGCATGTTAT 244

Ad10A20149 Aradu.A10 20149 c (T)10gtgacttaaaaaaaataaataaaaactaagaacg(A)1054 108909940 108909993 TGAGACCTTTGAATGTTGGG TATTCAGCGGAACTGCCTTT 193

Ad10A20152 Aradu.A10 20152 p2 (TA)7 14 108916287 108916300 AAGTGAAATTATTTGTCACGCTATG TCTCCCCTCCAGCAGTAAAA 263

Ad10A20156 Aradu.A10 20156 c (T)11ctctcttagtttttgttta(T)1141 108924301 108924341 ACCCTTTCTCCCCAAATGAA CTCTACCTCCTTTTTGGCCC 166

Ad10A20161 Aradu.A10 20161 c (T)11cattagtttttaggaattatgaaaaatacacaagttttttatttatgggac(A)1072 108937526 108937597 CACCTTGGGACTTCTTCAGG AAAACTCGATATTTTCGATATCTTTT 164

Ad10A20164 Aradu.A10 20164 p2 (TA)8 16 108953911 108953926 TTTGGATTTTATTAGCTCATGTCTTG TGAGATCGGTTGTATTTTGCAT 267

Ad10A20172 Aradu.A10 20172 c (AT)8c(TG)7 31 108963615 108963645 TAAGGCCAGGCTATGGAATG TCGAACATTCTTAAACTCCTATTGT 237

Ad10A20173 Aradu.A10 20173 p2 (AG)6 12 108966553 108966564 TTGTAATAAGTGAATCTATTGTGTCCG AGCTTTCTTCGTGGATCGG 260

Ad10A20177 Aradu.A10 20177 c (CCT)5tcttccttcttctttacgcacacaattcttcttctacttatcctcatcctcctt(TTC)584 108978069 108978152 TGCCCCAAATCCAAATAGAG TGTTGGTGATGACGATAACGA 184

Ad10A20178 Aradu.A10 20178 p3 (AAG)7 21 108978574 108978594 CAACTCCACTTAACCGAGCA GAAGCCACCGAACCAAATAA 233

Ad10A20179 Aradu.A10 20179 p3 (AGA)5 15 108978970 108978984 AGATCCAAAACGAAGAACGC TCGTTTGTGATTCACGCATT 198

Ad10A20182 Aradu.A10 20182 p3 (TTA)10 30 108982983 108983012 TCGTGGAAGAATCCATAGCC GTTTCTTGTGTGCAAACCCC 146

Ad10A20184 Aradu.A10 20184 p3 (TCT)12 36 108990770 108990805 AATGGCGAATACGCAAAGAG CAAAAGAGCGAGGTTATCGC 217

Ad10A20185 Aradu.A10 20185 p2 (AT)8 16 108991375 108991390 CGTTGAACGTTCCTTGAAAAA AAAAAGGAGAAAGGAGAGAATTTTA 190

Ad10A20186 Aradu.A10 20186 p2 (TA)8 16 108993223 108993238 ACTTGTCGAACAGGCACCTT GCCCATACCAATATTTCGGA 177

Ad10A20187 Aradu.A10 20187 c (CTC)5catcccctgtttact(CAC)6ctacatact(CTC)675 108995791 108995865 ACTTGTGGTGACGGAGAAGG TGGGGGAGAGTAAACTGGTG 261

Ad10A20188 Aradu.A10 20188 c (A)11ttaacggcccgcatgattgaaaagtagtactaatcgcatagtatcaataatgagtttaa(AT)682 109005472 109005553 AAAACGAAGTGTGATCTTTTACCA AAAAACGCATTTAACTTTGAGATT 278

Ad10A20190 Aradu.A10 20190 p3 (GGT)5 15 109021057 109021071 GGGGCTGCTATGTATGCTGT TCGTGGTGGTAGGTCACAAA 279

Ad10A20191 Aradu.A10 20191 c (T)10cattttaggaattaa(T)1035 109024935 109024969 CAAAATTCTTTTATGACCAAAATGG AAATGAGGTGCTTTTCGCAC 277

Ad10A20193 Aradu.A10 20193 p3 (CAA)5 15 109029701 109029715 ATTTTCTGAAACGCACACCC CCTGAATCGGAGTTCGGTAA 277

Ad10A20197 Aradu.A10 20197 c (T)12gcattttaggaattaaa(T)1039 109051646 109051684 CATCTAATATCACTTCAACCAACAA TCTTGGGCTGAACACTACACA 255

Ad10A20201 Aradu.A10 20201 p3 (CAA)5 15 109060695 109060709 ATTTTCTGAAACGCACACCC CCTGAATCGGAGTTCGGTAA 277

Ad10A20204 Aradu.A10 20204 c (T)12gaagtgattggggggattgcagagtagaaagaagca(AAG)563 109077639 109077701 CCCGTTAAATGGTCAAAACC GGCGGGAAAGTAATGGAAGT 225

Ad10A20207 Aradu.A10 20207 p2 (AG)7 14 109089721 109089734 CTTGAGCTTATCGAGGCACC CCACACCCTCTCTCTCCAAG 173

Ad10A20208 Aradu.A10 20208 c (CTCA)5cttcaccttccgcttcaaatctttttgaattcttagcc(T)10cttaaactcttggtcattcatataaaagaaatcttc(A)11115 109089890 109090004 CGAGCCATCGCTATTCTCTC AACGCAATTTTATACGAGTTTGT 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ad10A20209 Aradu.A10 20209 p4 (GTTA)6 24 109090581 109090604 TAGCAAGAGCCAAGAGGGAA TGCAATGATTCAACTGCCAT 235

Ad10A20213 Aradu.A10 20213 p2 (TA)6 12 109097798 109097809 TGGTACTCCTCCTTGGTGGT TCCCTCCTCTAATTTGAAACATTC 263

Ad10A20214 Aradu.A10 20214 p2 (TA)9 18 109098974 109098991 AAGATAACCATCCGCACACC TTTTGTTACAGCCAGACCAAGA 218

Ad10A20215 Aradu.A10 20215 p3 (ATT)6 18 109101726 109101743 AGAAGAGAACGAGCCACCAA TCAATTATGAGTTCCACCACC 275

Ad10A20220 Aradu.A10 20220 p2 (GA)6 12 109109025 109109036 GCTACTGGTCCGAGGCATTA TGCTGGCAGAAAAAGTAGCA 228

Ad10A20222 Aradu.A10 20222 p3 (ATT)5 15 109113136 109113150 TATCCACAGCAGCGTTCAAG TTGTATATTTGCCACCCACG 242

Ad10A20227 Aradu.A10 20227 c (CT)9atatctctc(TA)741 109116867 109116907 TGCAACAATTCACGTTGTTTT TCGCACACCTAGTAAAATGAACA 154

Ad10A20229 Aradu.A10 20229 p2 (TA)6 12 109118992 109119003 AAAAATAAAACGCACACCAAA TGTTGTTGTTAGCATCGGAAA 182

Ad10A20231 Aradu.A10 20231 p3 (ATT)5 15 109121370 109121384 ACATGCTCTTGGAAGCAACC TCAAACCGCATTATAAACAAACA 123

Ad10A20235 Aradu.A10 20235 p2 (TG)7 14 109129328 109129341 TCACCAGTTTCAGCAAAACAA ATAGTCTTGGCCCAATTCCC 232

Ad10A20236 Aradu.A10 20236 p4 (CTAT)9 36 109134539 109134574 TCTCTTGTCCTCCAAGCTCTATG GTCATTAGGATTGCTGGCGT 206

Ad10A20239 Aradu.A10 20239 p3 (AAT)16 48 109139970 109140017 TCTCAGCAACTATGGAAGGTCA TTTGACACAGTTGCTTCGGT 255

Ad10A20240 Aradu.A10 20240 p2 (AG)6 12 109148384 109148395 GGAGGACCTCACATCCTCTT CAAACCATGTCCCCAAAATC 254

Ad10A20242 Aradu.A10 20242 p3 (ATA)6 18 109159344 109159361 AAACTACAAGAGTGAATACCCCAGA GGACACCAAAGTCATGGTCA 266

Ad10A20243 Aradu.A10 20243 p2 (TA)8 16 109160466 109160481 AAATGTGGCAAGATAAGAACTATGG TTGGACACCAAAATCATAGTCAA 198

Ad10A20245 Aradu.A10 20245 p3 (TAA)8 24 109164658 109164681 ACCTCTCTATTGCGAGCTTTT CCACTTTCTCGGGAAAAACA 279

Ad10A20246 Aradu.A10 20246 p2 (TA)7 14 109168169 109168182 TGGCTTGAGAATTGAGATTAGGA CATCGAATCCTTTGCCTACC 169

Ad10A20247 Aradu.A10 20247 p2 (CA)6 12 109169352 109169363 AAACAAGGCTGCAACCAAAT TGCATCCAGTTCTCGTTCAG 177

Ad10A20248 Aradu.A10 20248 p2 (AT)6 12 109169961 109169972 TGACCGAAATCCCTGAAAAG TCCATCTCCAGCGAACTCTT 174

Ad10A20250 Aradu.A10 20250 p3 (ATT)7 21 109174998 109175018 TCCAACCCTTGCAACTCAAT CAGGTTTCCGATCCTGAGAG 263

Ad10A20251 Aradu.A10 20251 p2 (AG)10 20 109175772 109175791 CTTCTCCATTGTTTCCCTCG CTGCATGAACCAGGGGTACT 238

Ad10A20254 Aradu.A10 20254 p2 (TA)7 14 109181399 109181412 GCTTGAGCTTGAGCTTGGAT CTAGGGCTGGAAGTGAGACG 267

Ad10A20256 Aradu.A10 20256 p2 (AG)6 12 109188291 109188302 ACCTGTTCCACCTTATTGCG TCTGCATACAAGTTCGCTGC 224

Ad10A20257 Aradu.A10 20257 p2 (CT)6 12 109190755 109190766 CCGCTTGTTCCTTTATTCCA TGGAAGAGATTCAGGGATGC 252

Ad10A20261 Aradu.A10 20261 c (T)11gctgatattattattctcaagtttttgcttgtttattctttgagatttatttaccaccaaccaaggtccaaaagaa(T)1097 109206263 109206359 TTCAAGTTGATTCTGGCTACG GGAAAGAAAGGACAATCCCA 272

Ad10A20263 Aradu.A10 20263 c (T)10caataaattatagctcaaatagtatatgatacc(AT)655 109211755 109211809 CGATGCTTCGAGAAAGGCTA AAAAATGACATTACTTCATCGTAAAAA 241

Ad10A20266 Aradu.A10 20266 p3 (TAA)6 18 109216184 109216201 CAAGTGTGAGTTCATGGAGAAA GTAAGCCATGTTTGGGCACT 219

Ad10A20267 Aradu.A10 20267 c (TAA)8c(AAT)5 40 109226426 109226465 CGTGGAAAACATGACCAGAA CGAGTTTCCACCCCAAAGTA 169

Ad10A20274 Aradu.A10 20274 p3 (ATC)5 15 109242949 109242963 TTGCTCTGCCTACATTCTGC GAATTAGGCGTTTGGCCTTT 232

Ad10A20275 Aradu.A10 20275 p2 (AT)11 22 109243347 109243368 TGAGCCTTTTCCTACTTGGTG GAGCAGCAGAGAGAGTTGGG 219

Ad10A20276 Aradu.A10 20276 p4 (TATC)5 20 109248005 109248024 TTCAGAAGAAGCCGAGTCAAA TACTGGCAGCAGCTACATGG 266

Ad10A20277 Aradu.A10 20277 p3 (CTA)6 18 109249422 109249439 GGTCGGAGAGAATGGCATAA GCAAGAACACATGGAGAGCA 274

Ad10A20279 Aradu.A10 20279 c (AT)6aaccgaaaaaaggcagtttgattttatttatgatgacaattaagagtatataatt(A)1077 109255101 109255177 CCTCCACAATTAAAAATGACGAA GCTAGGGTCGCCTCTTCTTT 257

Ad10A20280 Aradu.A10 20280 p2 (CA)7 14 109255412 109255425 TGATATCATCTTCGGCCCTC ATCCGAGTCAACACCTCACC 278
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Ad10A20287 Aradu.A10 20287 p2 (CA)9 18 109276662 109276679 TGATATCATCTTCGCCCCTC TCCCACGATTTCCTTCTTTG 248

Ad10A20288 Aradu.A10 20288 c (T)12ggtgatgattaacggtcagg(TA)6cacacacatgtgcatttcaaagttg(T)1079 109277457 109277535 GGATTCGAAAGCGTCAGGTA ATCTTCGGTGAGCATTTTGC 224

Ad10A20289 Aradu.A10 20289 p3 (ATT)5 15 109278056 109278070 AGCAGCAATTGGAGAACCTG AGCAGTTTGCTGCTCCTGTT 268

Ad10A20290 Aradu.A10 20290 p3 (ATC)7 21 109278304 109278324 AAAGGGCTGCAGCAAGTAAC TATGGATGAAGCTGCTGTGG 160

Ad10A20291 Aradu.A10 20291 p3 (ATT)15 45 109278565 109278609 CCACAGCAGCTTCATCCATA GGAACTCCTCCGTCCTTCTC 262

Ad10A20294 Aradu.A10 20294 p3 (TCC)6 18 109281015 109281032 TCCAAGCCCGTGTAATAAGG TTCTCCACCTGGTCCTCATC 196

Ad10A20295 Aradu.A10 20295 p3 (GAA)5 15 109281204 109281218 GATGAGGACCAGGTGGAGAA TTGTTGCTACCACTGCAAGG 191

Ad10A20299 Aradu.A10 20299 p3 (ATA)13 39 109283967 109284005 TCAATAATTGCCACAGCCAA TCAAATCACCCGATCTGACC 276

Ad10A20300 Aradu.A10 20300 c (A)10tatctaatccgattcttgatata(T)11aggattgattagtctctgtgcaaaaaaataacattaattttttttacacaaggattaatcaataccataaaaataaagctcaagaaccgggtta(T)10148 109285155 109285302 TGAGTGAATACCCCACCACC TTCAAAATAGCCTCCGACAA 252

Ad10A20304 Aradu.A10 20304 p2 (TC)6 12 109294087 109294098 TGAATGGTTGCACAATTAACG ATGGTCCGGACGAATACTCA 277

Ad10A20306 Aradu.A10 20306 p2 (CT)7 14 109297565 109297578 GACCACCATTGTCGGAAAAA GGTGAAAAAGGTGACTGACTTG 115

Ad10A20314 Aradu.A10 20314 p2 (GA)6 12 109326283 109326294 CCCGTGGTTCATAGATCACA TCTTCCCTTTGCTGCTGAGT 130

Ad10A20315 Aradu.A10 20315 p2 (GA)6 12 109327857 109327868 CCCGTGGTTCATAGATCACA TCTTCCCTTTGCTGCTGAGT 130

Ad10A20317 Aradu.A10 20317 p2 (TA)9 18 109331634 109331651 AACGCAATCGTTCTGAGCAT TGGGTGAATTAAACAGATTTGACA 171

Ad10A20320 Aradu.A10 20320 p2 (CT)17 34 109338547 109338580 CAATCTGACCTCTCCCCAGA AGAAGTGAGAATCCTCCGCA 153

Ad10A20325 Aradu.A10 20325 p2 (AG)7 14 109351981 109351994 GAAGGGGAGAGCAGAGATCA TGCAAGTTGTCATTAGGCTCA 169

Ad10A20327 Aradu.A10 20327 p2 (TA)11 22 109353643 109353664 TGCATGCTTGCATATGGTGT TGAAGGAGAAGTGCAGTGGA 102

Ad10A20330 Aradu.A10 20330 p2 (GA)8 16 109359698 109359713 CACTCTCAGTGAGGGGCTTC GGATCGCTTCCTTCCTTCTC 192

Ad10A20332 Aradu.A10 20332 p3 (GAA)5 15 109365812 109365826 CCTCGTCATCTTCTGCTGCT TTCTTTTTCCGTGCCTCCTA 197

Ad10A20336 Aradu.A10 20336 p3 (CAG)8 24 109368110 109368133 TCCCGAGACAGTATCAGCCT GTGAATACCGAGGTGAGCGT 120

Ad10A20338 Aradu.A10 20338 p2 (TA)10 20 109368731 109368750 ATCGCGTGAGGACTGAAACT ATGGCTTCCATCTGGAATTT 188

Ad10A20344 Aradu.A10 20344 p2 (TA)7 14 109378193 109378206 CCAAATGAAGCATTGGTCCT TCATGGAAACATGGAAACCA 122

Ad10A20347 Aradu.A10 20347 p2 (AT)6 12 109381502 109381513 CACCAGTGCTGCAAAAGAAA AAACAATTTTGGATTGTCAGAAA 199

Ad10A20348 Aradu.A10 20348 p2 (AT)6 12 109385507 109385518 GTAGGGATGGCAGCAGTACC GGGTTGGGAACTAAAAGGGA 237

Ad10A20352 Aradu.A10 20352 p2 (TA)6 12 109393865 109393876 TCTCCCAACGAATTCCTTTAAC TTTGTGCGATCCAATTTCAA 132

Ad10A20356 Aradu.A10 20356 p2 (CA)14 28 109401246 109401273 GAGGATCCGACAATGGAGAA GGATGGAGTATGGACAGCGT 274

Ad10A20358 Aradu.A10 20358 p2 (CT)7 14 109403913 109403926 GATCGAGGGCGACTAAAACA CTCAGGGTTTGAATCGGGTA 146

Ad10A20359 Aradu.A10 20359 p2 (TG)7 14 109410972 109410985 CGCTACAATTTTCTATGCCCA CATCAAAACGAAACAACCGA 223

Ad10A20364 Aradu.A10 20364 p2 (TA)9 18 109422152 109422169 GGTGAATCAAATCTTGAACTGG TTTCTATCGTATCGTAGGGTTAGGA 163

Ad10A20365 Aradu.A10 20365 c (AGA)5ggaaggactagaagtactt(GAA)652 109423415 109423466 AAGTTTGAGATTTTCTAATGGCCT AGACCAAACCCACTTCCAAT 260

Ai01B2 Araip.B01 2 p3 (ATA)5 15 3023 3037 TCAACACGTTTGTGCATAATTC GCACATGAACATGCCTTTACC 215

Ai01B6 Araip.B01 6 c (T)10ccttttatttaggtccctgtaccaa(T)1045 5301 5345 AGGTTTAATTACTCTGCTAATCCCT TTTTAATTGGGTCCCTGCAC 245

Ai01B7 Araip.B01 7 p4 (TTAT)6 24 5837 5860 ATCTTGGATTCAAGTTTCAAAAA AACTGCTGATTGCTGAAGCC 186

Ai01B9 Araip.B01 9 c (AT)6acacacatccaagtttgtgttaaga(T)1047 10043 10089 CGTGAAGTTGACTGCACTGAG TTCAATTCTCGCAACCTTGA 270
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Ai01B15 Araip.B01 15 p2 (TA)6 12 17487 17498 GGCAGGACACCACATTGAC CCTTATCCCAACGGAATCAC 212

Ai01B16 Araip.B01 16 p3 (GCA)5 15 22198 22212 TCGAACTGAGAGGACCGAGT TTCTTCCGCAACCTGTTTCT 130

Ai01B18 Araip.B01 18 p3 (TTA)5 15 26652 26666 CGTCAAGCCAAGTTTGATGA ACTCACCAGCAGGGCTAAGA 169

Ai01B20 Araip.B01 20 p3 (CTT)6 18 30844 30861 AAGCCTTGTCCAAACACCAC ATGGTGTCGTCGTCAACAGA 152

Ai01B22 Araip.B01 22 p3 (TTC)5 15 36849 36863 CTATGATCGGTCGAATCCGT GAGGGTGCGGAAGAGTATGA 179

Ai01B23 Araip.B01 23 p3 (ATC)6 18 37093 37110 TCATACTCTTCCGCACCCTC TTGTACTTCAAGCGGCAATG 272

Ai01B28 Araip.B01 28 c (AAG)8aac(AAG)645 46830 46874 GTCTTCACGCTTGGCTTTGT GCAATTCACCATTGCCTTCT 126

Ai01B29 Araip.B01 29 p3 (TTA)6 18 47060 47077 TGAGGAACTCGCTCACAATG AGGAGCCAATACACAATCCA 220

Ai01B33 Araip.B01 33 p3 (GAG)5 15 52924 52938 ATCGTTTCAGAGCAGCCAGT TTGAATGCACAGAGCGACAT 251

Ai01B40 Araip.B01 40 p3 (ATT)5 15 63701 63715 TGGGGTTGGAACGTTATCAT CAAGTTTCATTATCCACGGG 204

Ai01B44 Araip.B01 44 c (GT)7ttaattgtttatcagtgattccatttttcttctatgtttggtgaagagaagg(ATA)684 71634 71717 GGTGTTTGTGGGATTTGGAG ATCAGCCACATTTATCCCCA 181

Ai01B46 Araip.B01 46 p2 (AT)8 16 73326 73341 CCGTGCTTACTGATTTTGGG GGCAACTCTAGCTAACCCGA 250

Ai01B47 Araip.B01 47 p3 (GGA)5 15 77980 77994 TACTTGCCAGACAGTGGCAG TATGCATGCAGCAGGAGAAG 169

Ai01B55 Araip.B01 55 c (TTTA)5a(TTAT)541 87849 87889 GAAAGCCAATCTGGTTTTGTT CGTAGTTGCTGCCACCTTTT 261

Ai01B56 Araip.B01 56 p3 (ATT)13 39 89188 89226 AAAAATTTTATACTCTCCGTAGCATCA TGTACAAAATCAACGCATCG 273

Ai01B57 Araip.B01 57 p3 (CTT)8 24 89395 89418 AAATGCAGCGTACACCAACA TCAAAGGTGGTGGTTGATGA 257

Ai01B58 Araip.B01 58 p3 (ATA)6 18 91667 91684 ATCCCAGACAAAGATGCAGG CGACTGCACCTGAGTTTTCA 206

Ai01B61 Araip.B01 61 p2 (TC)6 12 96333 96344 GAACCCGTGACTAGTCTACTATGAA ATCGTTCGTTGCTTCGAGAT 175

Ai01B67 Araip.B01 67 c (TGT)5tgagctctctcaaattcacctatctgtaccaac(AT)762 103949 104010 CCACCAGGTGCCATTAAAAA CGATCAACAAAACGCTTTAACA 254

Ai01B71 Araip.B01 71 p3 (TTA)15 45 107426 107470 TTTCATCAAGACCATTTTCCC TCTACTTCCACAAGCGCAGA 102

Ai01B72 Araip.B01 72 p3 (TCT)7 21 110134 110154 GGGAAAGAAAGAGAGGATTGG TCTGGATCAGTTTGTTCGGTC 250

Ai01B73 Araip.B01 73 c (A)11tagacacaaaataaaatatgctatttacatacacagtccacaaagaaaaattaaatagaattataaaccagaacacttttattttg(A)10107 110281 110387 GACCGAACAAACTGATCCAGA GTATACACCAAAATCAACTAACAAAAA 249

Ai01B75 Araip.B01 75 p3 (ATA)5 15 110986 111000 CCACCTCCACCACTTTGACT GCAAGGGCTAAGAAACCAAA 231

Ai01B76 Araip.B01 76 p2 (GA)6 12 111225 111236 TTTGGTTTCTTAGCCCTTGC TCTCTGTCTCAGTATTCCATCCC 154

Ai01B84 Araip.B01 84 p2 (GA)8 16 122276 122291 CCGATTCGTCGACAACTAATTT CCCTCTCCTTTTCCCCATAC 238

Ai01B85 Araip.B01 85 p2 (TC)9 18 124381 124398 GCCGTTCACCTCTTTCACTC CGACATGATCGAACTCGAAA 267

Ai01B86 Araip.B01 86 c (TC)11agacactctctcttcttcccttcaaacggtaatgtttcc(T)1071 125183 125253 GTGTTGGACCATAGCAGCAA TCGATCATCCGAAACACAGA 238

Ai01B87 Araip.B01 87 c (AT)6ttgttta(AT)1141 126630 126670 TGGCTGCAAATTCAAAGAAA GAAGGGTAACAGGACCTCACC 175

Ai01B89 Araip.B01 89 p3 (ATT)8 24 129703 129726 GTTGCGCCCGATCTCTATTA CATCCGTCTATTTTCTGGCA 235

Ai01B91 Araip.B01 91 c (T)17ctctttttcttcttttatctt(TTTA)558 133110 133167 AGCAGCGAATTGAGCTTACC AAATTATTTGGTGGGGTGGG 266

Ai01B95 Araip.B01 95 p2 (AT)7 14 146265 146278 GCCCAATAAATTAATATGGTAAAGGA AAAGAAGCATCACTCCAGGC 244

Ai01B99 Araip.B01 99 p3 (CTC)5 15 155525 155539 TCAGTGAGGGAACGCTTCTT CGAGGAGCTGAGATCCAAAG 214

Ai01B100 Araip.B01 100 p2 (AG)7 14 156758 156771 AATGCTCGAGACATGATCCA CTTTACTCACACAGCGGCAG 163

Ai01B104 Araip.B01 104 c (TC)8taaaaaggttaaagtgtcatatgtcatacagtcatagctc(T)1268 164241 164308 AAGGGAGACCCACAGCACTA CCCCCGTAATTTTACTTTGACA 217
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Ai01B111 Araip.B01 111 p3 (TAA)6 18 171936 171953 TGCGAAATTATAGGACCAGCA TTGCATCAAATTCAATTCTCG 104

Ai01B117 Araip.B01 117 p2 (TC)6 12 181575 181586 AAAAATTAGCCGCCAAAGGT GGTTCAGAGCAGTCGGAAAA 279

Ai01B122 Araip.B01 122 p2 (CT)12 24 195971 195994 TTAGTTTTTGCGTTTTGCCC GCGGAGAAGAGAAAAGGGAT 270

Ai01B124 Araip.B01 124 c (A)12gaaacagaagaaaaaatattgaaaaaaagattgaaaattaaccc(A)1066 202993 203058 CCTTTCATACCATAGGGGCA CAGCTTCAACACGAAGTCCA 228

Ai01B126 Araip.B01 126 p3 (GAG)5 15 205850 205864 GGAGGAGAAACACGATGATGA TAATTTTCGGTTCGGTTTGC 279

Ai01B127 Araip.B01 127 p2 (CT)8 16 209646 209661 ACGTTAGCATTTACCCGGAA CAGTCCCACCCTCAACAAAT 248

Ai01B129 Araip.B01 129 p2 (GA)7 14 219075 219088 ATGATTCGGAGGTGAAGGTG GGCATGACAAAAATGATCCA 201

Ai01B132 Araip.B01 132 p2 (AT)6 12 222453 222464 CAAAGGAGTTGCTTTCCTGC GAAGAAGACGACGAAGGTGC 223

Ai01B136 Araip.B01 136 c (TA)6aaacactattctctaaaattagaaagcacactaagttgttcaaaattcaaataagccggcaaacataatcttgttcaaacagaaatgtgatgtcaacatg(A)12124 230942 231065 TGGGGCTCAATTCTATACATCC TCGTTTTGCTTTTGTAGCGA 274

Ai01B144 Araip.B01 144 p2 (AT)6 12 238112 238123 AGGACTTAAGTTGGAATTGTGATT GCTCAAGAACCAAGCAAAGC 247

Ai01B145 Araip.B01 145 c (T)10cgagcttcatgtttggtttagcgcgagctgattttagttcaagcggatttctgaatagttgttgaatacctgcaaagaaaagaaaaatcgttacttgcc(T)10119 238577 238695 CGGTCTTCTGTTTTAATTCTCTCTC GAACCAACGTGCCATGCTAT 279

Ai01B147 Araip.B01 147 p3 (CAA)5 15 242381 242395 GCCAAATAATGCCAGCAAGT GGTACAGGGTTCATTCCCCT 280

Ai01B152 Araip.B01 152 p2 (AT)6 12 246268 246279 TCTCTCTCCTTTAATTCTTGTCAAA CCGTATTACTTTCATTTTGGTTAACAT 189

Ai01B153 Araip.B01 153 p2 (AG)6 12 247338 247349 GACTATTGATGAGGGGGCAA CTTTTTGTTTCGCCAGCTTC 239

Ai01B158 Araip.B01 158 p3 (GAA)6 18 262028 262045 CAAACTTTCCAAACCTCCCA GCTTCCTCCATCACAAGCTC 265

Ai01B159 Araip.B01 159 c* (A)10(AAG)5* 23 262903 262925 CAAGAAATACAACCGTCGGAA GGCTTCAATTGGTGTTTGGT 103

Ai01B161 Araip.B01 161 p3 (TTC)5 15 264508 264522 TCGTCGTTCTCCTCTATTTGC CGGTGGCCTCCTTTTACTTT 257

Ai01B171 Araip.B01 171 p3 (AGA)6 18 289506 289523 CAACCCTTTTTCTGCTTCCA TTGAACACAGCAATGGCTTC 145

Ai01B174 Araip.B01 174 p2 (AG)6 12 292224 292235 TGGTCATACGCGATTGGATA CCTCTGCCTTTCACCTCTTG 188

Ai01B175 Araip.B01 175 c (T)11cttttaaatacaaaccaaggataagcaaaccaattttccggaaacaccaaaacttaatgaactaagcag(A)1191 292594 292684 CGACGCTATTGAGGCCTATC TCCCCTTTTCTTTTTCACTTTG 268

Ai01B177 Araip.B01 177 p4 (TTAT)5 20 293268 293287 GGACCACATAGGCTCCAAAC TTTTGTCCAAAGTTGGAGGATT 275

Ai01B180 Araip.B01 180 c (TTC)5tcctttgagattctagaagcttcttgttcg(TCT)663 301536 301598 AGAGGTGTTGAGCGCTGTTT CGAAGAAGAAGAAGCATCCG 249

Ai01B181 Araip.B01 181 p3 (GAA)7 21 301767 301787 TTACGGGTTCGGTACTTTCG AAGAGGGCCCAGAAACAAAT 260

Ai01B182 Araip.B01 182 p3 (CAA)5 15 302777 302791 TCCATTCACCAACATTGCAT CGAGAGCTTGGAAATGGAAG 245

Ai01B183 Araip.B01 183 p3 (TGG)5 15 303342 303356 ATGGCAATGGTAATGGTGGT GCCAAGAAATTAGGGCTTCC 247

Ai01B186 Araip.B01 186 p4 (CAAA)10 40 314806 314845 TGGGAAAAAGAAAACCAGGA TTCCGTGTTGCTCTCTCCTT 254

Ai01B187 Araip.B01 187 p2 (AG)13 26 315292 315317 GTTTTGTGAGTGGAGGCCAT GAAACACGTTGACCGTGAATA 133

Ai01B192 Araip.B01 192 p2 (TC)7 14 327523 327536 CAACCTCTGCTTGTGTTGGA GGGATGGTGCATGCTTTTAC 228

Ai01B195 Araip.B01 195 c (T)10atg(T)10 23 330548 330570 TTGACGCGTGAATTTGGAT GACATGTGGTAAGTGGTGCG 232

Ai01B200 Araip.B01 200 p3 (ATA)5 15 336698 336712 TGCGATTTCTAAACCACAAACA AACCAAAACAATGCAACATGA 198

Ai01B202 Araip.B01 202 p2 (CT)17 34 339659 339692 ATTTCCCATCGCTATCCACA GGGGTTGCGTGATTTATGTT 121

Ai01B206 Araip.B01 206 c (T)10ctttttatttaggttcctacactaatttttttatttttagttgggtccctataaaattaagccgattactactaagagggacctaattg(A)11110 344665 344774 TGGTCCCTGAGTCCATTTTG TTTTAATTGAGTCTCTGCACCAA 273

Ai01B216 Araip.B01 216 p3 (ATT)22 66 365519 365584 GACAATCCAACTCAAAACGGA TTGCATAATCACCATAATCACCA 237

Ai01B219 Araip.B01 219 p2 (TA)9 18 375502 375519 CTCTCCAGGTTTTTGAGGTCC TGAATTTGTGGACGGTTTGA 100



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B221 Araip.B01 221 c (A)11t(A)10 22 378351 378372 TGATCTTAAATTTGGTATCAATGTG TTAGCGACCGCTTAACAACA 181

Ai01B222 Araip.B01 222 p5 (AAAAT)5 25 380573 380597 CGAACGAGTGTCGGTGAGTA GCCCAATGCAATATATCCGA 165

Ai01B228 Araip.B01 228 p3 (TCT)6 18 394701 394718 TTCACGCATACCTCCTCCTC TATTGCTGGTGATGGCGATA 125

Ai01B229 Araip.B01 229 p3 (GAA)5 15 395547 395561 AGAAGAAATCTGCGTGTCCAA TTTCTCCTTCTCCAAATTAGCG 130

Ai01B230 Araip.B01 230 p2 (GA)7 14 397216 397229 TTGATGCTCTTCTTGTTGCG ATTCCCTCTCGCTCCAGTTT 162

Ai01B236 Araip.B01 236 c (A)10gaattacagatgattttcaaacatatgggggacaagcagaaattgtcctaacattttcaaaaataacaaatttgtaatgag(A)11ttattttgggcattgcattacccatagcaagatctttccaaaatttaacagaaaaaaatgggctttttaatagcccaaaaagaggtagac(T)10202 405899 406100 AAAAATGATTTGTAACGAAGTGAGA CTCATTGGCTGGTAATGCAA 278

Ai01B238 Araip.B01 238 c (A)13tactctacccgcgacccaaatcccctttttgatattctctctcatggaaatatgtggatataagaaggaaaatgaaagaaaaaat(A)12110 407782 407891 CGACCAACCTAAATTGGTATGA TCCACATAGGATTTATTAGATTTTGC 275

Ai01B244 Araip.B01 244 c (T)10cctttatgaaattgcttttgtttactcatgcatatgtgcctgtaaataaaacaatcaaat(A)1383 418893 418975 TTTTCAAGATTTACGAGAAGTCCT CAATCGCACAATCAAGCATT 253

Ai01B245 Araip.B01 245 p2 (AT)7 14 419478 419491 GAAAAGCACACTGCATACGG TCTTTCTTGCTCCACTGTTTTG 162

Ai01B249 Araip.B01 249 c (T)10caagtaaacatatttttttttcctctcaaaaagtaacatcacacacaaatactgaaaggaatacacacta(CT)794 425866 425959 TCTCATTACACTGATCTGACCGA GGGGGTTTATTTGGGATTCA 278

Ai01B250 Araip.B01 250 p2 (TC)6 12 426069 426080 CCCAAACTCAAATGCAACCT TCCATGACGGAGGAGTTTTC 143

Ai01B251 Araip.B01 251 p3 (CAC)5 15 426258 426272 CAACCTACTCCCTGACCCAA CTGAAGGGTTTCCTGGTTGA 274

Ai01B253 Araip.B01 253 c (A)11ggtcactataaaactatttcatctaacaccaagcgttaggttgacaagatattcctnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaagcac(TAT)13146 430517 430662 CGACTCACTTCCAGCCCTAC AGCAACTCCATTTACGACATTT 254

Ai01B255 Araip.B01 255 p3 (AAC)12 36 434324 434359 GGTCTCTCATTCAAGCCCAA TCTTTATCTCAGTGGCTCCCA 273

Ai01B260 Araip.B01 260 c (TAA)12att(A)12 51 437274 437324 AAAAATTTTGGTGCAAGAACTCA CGTGAAAACAGCTTAACCATTG 201

Ai01B261 Araip.B01 261 p4 (ATAA)5 20 438311 438330 CCTCTCCATAGTAATGCATGTTTC TTGTGACTTGATGAGTTGGTCA 270

Ai01B265 Araip.B01 265 p3 (ACC)5 15 442338 442352 TTGTTTTGGTCCCTCACGTT TTTCCTGCTTTCTTGGTGGT 278

Ai01B266 Araip.B01 266 p2 (TG)8 16 443271 443286 TTGTTTTGCTATGGAAGGGG AAAATTGGGCTGATGCAAAG 234

Ai01B270 Araip.B01 270 p2 (TC)10 20 448653 448672 TCTTTTCCAACTGAAAGGAGTAAA TTGAGTCGGCTATTATTGAGGA 257

Ai01B271 Araip.B01 271 p2 (TC)6 12 452952 452963 CTAAGTTTGACGGGGGATGA GAAAGGTATCAGATCCCAGCA 216

Ai01B273 Araip.B01 273 c (AT)6gtctttgtcttttgtatacgaaatataaccgcatccaaataaaatccagaatgcaacgatttaatagatttacaataaggtaag(ATA)5111 455266 455376 ACTGCACCTGAGTTTCCACC CCTTCCTGGAATCAAACTGC 234

Ai01B275 Araip.B01 275 c (A)11gtagtaaaacatt(A)1135 458563 458597 TGGTTTTTGTTTCCTTTACCTCA CCAGGGCCTAGAAGGAAAAC 218

Ai01B278 Araip.B01 278 c (A)11c(A)10 22 460711 460732 ATCGAACCAACCGAAAATCA ACCGTAAATCGAACCGAAAA 117

Ai01B281 Araip.B01 281 p2 (AT)8 16 464219 464234 GAGAAAACTGGCTCAAGAAATGA TTTTTGTTACGGTAGAAAACCG 178

Ai01B282 Araip.B01 282 c (A)10gaaaaaaacgtaatcataaacctaaaatattctagtatt(A)1059 464336 464394 GAGAAAACTGGCTCAAGAAATGA GAAAAGAGTGGCTTAATTTGAACA 280

Ai01B283 Araip.B01 283 p2 (TA)7 14 465004 465017 TCTCCTTCCCTCGAAATTGA AAAGATTGCATTCAAACCTCTTA 173

Ai01B289 Araip.B01 289 p3 (TAA)12 36 474270 474305 TGGGCGAGAAATCTAAATCG AAAGAAGAACCGCAAGGGAG 280

Ai01B290 Araip.B01 290 c (AAG)5gaaagaagaagaagaacctgcacgaatttg(GAA)5atacgaggaggaagagaaggagaaggagaaagaaacggagaaggagaaggagaagaaggaaagaagaaaaagctgcgtggacaaatttgga(AAG)5166 475061 475226 AGAAAAATCTGCGTGTGCAA TCTCCTTCCCCTTTTCCTTC 232

Ai01B293 Araip.B01 293 c (A)10gtaaaataaaatacagtagccactctccaccaatcac(T)1057 477833 477889 AGCCCACAATGTTCCAAAAG CCCTCGCCTAATCTCCTCTT 247

Ai01B294 Araip.B01 294 c (T)13gataaatattcagttagaactaaagtaagagaagaatgagagatattagagtgat(A)1280 478584 478663 TATGCGGAACAAAAGGTCAG GCATGTTCTAAATTGCACAATCA 263

Ai01B301 Araip.B01 301 p2 (TC)22 44 488647 488690 AGTGAAACTGGCCAAAATGC GGAGAGAGAAAGAAGAGAAGGGA 193

Ai01B303 Araip.B01 303 c (GA)6gggaaggagagagggagagaggagaggaaggggg(GA)6gcatggggagagagagggagaaaaggatagagagaaagaaagggatggga(AG)12atagatagatagagatgagggggagagagagaaaaggaagagaggaggagagagaggaat(GA)6204 489062 489265 GGGGAGAAAAGAGCGCAAG TCTCCCTCTCCCTGCTCTATC 279

Ai01B304 Araip.B01 304 c (AGAGG)5agggagaagaaattttttatttttg(A)1060 492847 492906 CATGGATAGATTGAGTGGTACAAAA GAGCCAAGGCAGAAAAAGAA 278

Ai01B306 Araip.B01 306 c (T)14gaaaataaaaatcggatggtccgattttaacattaaa(T)1061 497825 497885 CGGATGGTCCGACTTGTTTA ACGGTCCGATTTGTGGTTTA 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B309 Araip.B01 309 p3 (TTG)5 15 505608 505622 AGTTTACCGTCGTAGCCCCT CAGAAGCAACCAAAGCATCA 214

Ai01B313 Araip.B01 313 p2 (TA)6 12 513566 513577 TCCATTATCTTCCTAGCGGG CCACCACTTTCTTTCATTTTTCA 194

Ai01B315 Araip.B01 315 p2 (AT)6 12 516975 516986 TAAAGAGTCGGCTTCGCAAT TTGTGAATACAATCAAATGTCTTTCTT 100

Ai01B319 Araip.B01 319 c (T)10c(TAA)6 29 526236 526264 TGAAAATACAGTGATTTAGTTTCGGA GAGTTGAAACTTTCCTGCACC 166

Ai01B323 Araip.B01 323 p3 (CTT)5 15 537139 537153 CCGTGTGCTACCACCTTTTT AGTGGTGGTGGTGCTTCACT 140

Ai01B325 Araip.B01 325 c (T)13aatttttagtgttttatatttttaagattttgtt(A)1259 542015 542073 CAAGAATGTTTTCGGAACTCAA CCATATGAGTTTGTTTGTTCCA 277

Ai01B328 Araip.B01 328 p3 (TTA)6 18 543507 543524 TTTTGTTTGGAAAAAGAATAGGA TTTAAAGGTGGAAATGATAAAAGAA 185

Ai01B330 Araip.B01 330 p2 (AT)7 14 546765 546778 GCGAAAATTAAATCGGATGG CATTCATTTCTCTCACTCGCA 251

Ai01B335 Araip.B01 335 p3 (TCT)12 36 556794 556829 CAAACCCTTCCTTCTCCTCC TCGAAGAAATCGAAAGGGAA 205

Ai01B337 Araip.B01 337 p3 (TAA)11 33 560492 560524 CCTCACAATTGGTGTTCTTGA CCCACCTATACTGGGGCTTT 265

Ai01B339 Araip.B01 339 p2 (TA)6 12 562895 562906 TTTTATTTTATCATGTTCTCAAAACCA CGAATCACTTGAAATTACTTTTGG 193

Ai01B343 Araip.B01 343 p3 (AAT)8 24 570237 570260 AACCCACGTTTGACCAAGTC ACCCCAAACATTGGAGACAA 276

Ai01B350 Araip.B01 350 p3 (TAT)5 15 574520 574534 TGGGAAGAAACTTTGGCTCA CCCACAATCAACACAACACA 280

Ai01B351 Araip.B01 351 c (AAG)7at(AAG)6 41 574674 574714 TGGGAAGAAACTTTGGCTCA CCCACAATCAACACAACACA 280

Ai01B353 Araip.B01 353 p3 (TAT)6 18 576234 576251 TATCCTATCCATTGCCAGCC TTGCAAGAATTTTCAAGGGG 246

Ai01B358 Araip.B01 358 p3 (ATA)7 21 581262 581282 TCTTCCAACATTCGCCTTCT AGGGTCGCAGGACAACTATG 262

Ai01B359 Araip.B01 359 p3 (ATT)7 21 584921 584941 GCGTTTGTCTACCACCGTTT GGGAAATCGCAGTGTGAAAT 169

Ai01B360 Araip.B01 360 p2 (AT)6 12 587109 587120 GGAATTGGAAGCATGAGAGTG AGTGGCTCCATTCACCAATC 278

Ai01B365 Araip.B01 365 c (T)15cttaattcagatcataatggcacaaagcttgaacttgttcagccaattacgttgaactgttttgattgcta(ATTT)5106 605386 605491 GCATAAAGCCAAGTTGCTCA ATATTGCAACATTTCCGCCA 250

Ai01B366 Araip.B01 366 p2 (CT)6 12 610564 610575 GAAAGATTACAATTAACGGGGAA TGTTTTAATTTTCATCAAATCCC 280

Ai01B369 Araip.B01 369 p2 (TC)6 12 619862 619873 GGGATCAAATTGAAAAGATAAAAGA TTGCCCCTTGAATAAATGAA 246

Ai01B370 Araip.B01 370 p4 (TTAT)5 20 623766 623785 CCAATCCAAACAGCACAATG AAAAAGCCAACGATAACATAACAA 214

Ai01B375 Araip.B01 375 p3 (AGT)5 15 636178 636192 AACGTAGACAAGTGGCAAGTGA TTCCATATGGTGTGGCAAAA 253

Ai01B376 Araip.B01 376 p2 (AG)10 20 640343 640362 CATTCACTGTCTATGGCAGCA TGCACAAAGAGTGAGTGGGT 276

Ai01B378 Araip.B01 378 c (T)10cc(T)10 22 643497 643518 AGGGAGGTTGCTTTTGGTTT AGATGGCCCCAGCTAGATTT 271

Ai01B380 Araip.B01 380 p2 (AT)6 12 646796 646807 AATCGAAAAATTTATTCTAATCTGGT AAACCAAAGCAGGCTTTTCC 237

Ai01B381 Araip.B01 381 p2 (AC)6 12 646911 646922 AGCCTGCTTTGGTTTCTTGA TTTGCTTAGGCTGCTGGAAT 158

Ai01B383 Araip.B01 383 p2 (TA)7 14 652475 652488 TGATCGATTATCATTTGGATTGA ATTTGTGTGACGCATCGAAA 196

Ai01B391 Araip.B01 391 p2 (AT)11 22 664158 664179 TGTTCATGGATCGGATCGTA TCCGCATAATTGAACCTTCTC 263

Ai01B395 Araip.B01 395 c* (A)17(AAAC)5* 34 683003 683036 CCACAACCTTTGCATGACAC CAGCAGTGGTGGAGTGATTG 278

Ai01B396 Araip.B01 396 p2 (AT)7 14 686804 686817 AAAATGTATCTCGACAGCAGTG TGAGGCTTCCTTGCAATCTT 268

Ai01B402 Araip.B01 402 p2 (TA)7 14 690639 690652 TGGGTTGCTATAGTGGGGAG TCGTAGGGTTAGGATTTAGAATTTTT 266

Ai01B403 Araip.B01 403 p3 (TAA)6 18 691165 691182 CAAATTTGTTGATGACATAAATAGCA GTGCATGCATTCCAGAACAC 274

Ai01B404 Araip.B01 404 c (A)11tagagaagcat(TA)634 691329 691362 CCATTTGTTGAGGTCATTTTGA TGCATAGCACGTCAACTTCA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B406 Araip.B01 406 p4 (TAAA)6 24 691888 691911 ATTGGCCTGCCAGATTAAAA ACTTCATGGGCAAACACACA 141

Ai01B410 Araip.B01 410 c (A)11tagagaagcat(TA)634 695133 695166 CCATTTGTTGAGGTCATTTTGA TGCATAGCACGTCAACTTCA 220

Ai01B412 Araip.B01 412 p4 (TAAA)6 24 695692 695715 ATTGGCCTGCCAGATTAAAA ACTTCATGGGCAAACACACA 141

Ai01B422 Araip.B01 422 p2 (CT)6 12 709426 709437 GCCTCCATTTTTGTTGTCAGA GAAATTGGCCTTTGGTTTCA 279

Ai01B423 Araip.B01 423 p2 (AG)10 20 710751 710770 CTCACCTAAAAATCGCGGAA CATCGGAACAAAGCTCACAA 186

Ai01B429 Araip.B01 429 c (T)13gtgatttttaattttagttttagtagggaaaaaaaactcatgccaaaggggataacttgtgaatgtttgtcatgcagtttgaattgattaaaac(A)10117 726956 727072 TGGTAGTCTATCCATCTCAAAATAAA TTCTTTTCTCAAAACCAAACAAA 240

Ai01B434 Araip.B01 434 p2 (CT)6 12 734845 734856 ATGCATGCAAGATGAGATGG CTAATTCCCAATCCAAGCCC 268

Ai01B439 Araip.B01 439 c (A)11ctaaaaaagcttttgtacttgtctctataataactaaatggttcatatatcac(T)1276 744803 744878 AACCACCCTTCCACACAAAG AAAGGAATTTTCAGCCATGA 188

Ai01B443 Araip.B01 443 p3 (TTC)5 15 750005 750019 GCGCGTTTCTTTTCTTGAAT GAGGACGAGGAGGAAAAAGAA 113

Ai01B448 Araip.B01 448 c (TAA)6tattaataataaaaatcaataaacatattgttataaatta(AAT)573 756335 756407 TAGCATTCCCCAATGGTGTT TGAGACCAACATAGAAATGGAATG 267

Ai01B449 Araip.B01 449 p3 (TAA)6 18 757224 757241 GCTCAATGGCTTAGCATTCC AAGTGCCACCCAAAACTCAC 259

Ai01B452 Araip.B01 452 p3 (TTC)10 30 759837 759866 ATGGCCCACACATCGATAAT AGTGAGTCCTGCTCGGATGT 241

Ai01B456 Araip.B01 456 c (T)12gtttctgtttatttatttatttttaaaataatattttctccaaatttggctatggtaaacagagcttgtatggctgtatttcagtattctccaac(A)10117 771000 771116 CATCTGTGCGACGAACCTAA AAATGCTTCATATTTCCACGC 276

Ai01B457 Araip.B01 457 c (A)12tgtgtctcagggtgtatgtcttaaagtttatttga(T)1461 772129 772189 GAAGGAAGCTTGATGTTTTTGG AAAACCAATTCTTGTTTGAAGTTTCT 243

Ai01B459 Araip.B01 459 c (A)10ttaaaatcacacataatttgccatataataaaatcatattgctatattatcattagcc(A)1179 773607 773685 AGCTTGTTGGCTATGGCACT TTTGCATCTTAAGAATTGGAATG 209

Ai01B460 Araip.B01 460 p3 (TTC)5 15 774275 774289 TCATTGACCCTCTTCCTTTGA TCATTGGTGGAGAAAAAGAGG 230

Ai01B462 Araip.B01 462 p3 (TTG)5 15 775227 775241 AGCACCCCATTTTCAAGAAC TTCAAGCACCTCCTCTGCTT 211

Ai01B463 Araip.B01 463 p4 (AAGA)5 20 775863 775882 TTTCCATTTGTTGATTCTGGC TTCCAAATGGTGAAATGAAGG 213

Ai01B465 Araip.B01 465 p3 (ATT)7 21 779431 779451 TCATGTTTTGCGTCTAGGGA GTTGTTGTTGATGAAGGGGG 212

Ai01B466 Araip.B01 466 p2 (AT)8 16 780263 780278 ATTTGGAAGCTTTTGGGGTC AATTGGGCCTAGCTATCGGT 241

Ai01B471 Araip.B01 471 c (TC)7tattttctcgttatccaataaacaccaaacattaacaacactaatcaacagaagaaaaataagaacaaattttc(AAT)7gtggtctaatcagaattcagaactactgtaaactaaacagtaaaaacaggtcagaaaattacacaaattgagaaaaataaaaaataaaaaataaaaacag(T)10219 796279 796497 GGAAGCTTTAGTCAATGGCG TTCAGGTTTTGACTTTGTCAGG 271

Ai01B476 Araip.B01 476 p3 (CAA)6 18 817251 817268 GCCAAAAGCAGAACCTGAAG TTGCTGAAAGTTGATGCTGAA 210

Ai01B477 Araip.B01 477 p2 (AG)19 38 825861 825898 ACCTTGAAATCGTGTCTCCG AAGCGAGCTCGAACAGAGAG 200

Ai01B483 Araip.B01 483 p4 (AAAT)7 28 838509 838536 GGAAAACATATCAATCACATTGG GATACCGTGGGAAACCAAAA 275

Ai01B486 Araip.B01 486 p2 (AC)6 12 839477 839488 ATTAACCAATGCCCAAGCAC GATGGGGATGATGCTACCAC 213

Ai01B487 Araip.B01 487 p3 (CTA)5 15 839687 839701 GTGGTAGCATCATCCCCATC TTGAGGTTGTTTCAAAGGGG 123

Ai01B488 Araip.B01 488 p3 (CAT)5 15 840677 840691 TCCCCTGATGACTATGCTCC GCAGGTGATGGTGTGTCTTG 218

Ai01B489 Araip.B01 489 c (A)11tcc(A)10 24 842425 842448 GTTTTTCAGACCCAACAGCA TGGTTTCTCAATGTATTCCCAA 250

Ai01B490 Araip.B01 490 c (TGA)7tgtccctacaatccacatt(A)1454 842916 842969 GCAATTGCACCTTTTTCTTTTC CCAATTGGCATATTTTGGATT 259

Ai01B496 Araip.B01 496 c (T)10caataataacaataattcaaccaacaaa(T)1048 848702 848749 AATTTTTGCGATCAAGTCCC TTTTGAAATTAGAGGGTGTTTTTG 218

Ai01B499 Araip.B01 499 p3 (TTA)6 18 851103 851120 CAGCATGGTGCAACTTTGTT GAAGCAGCTGAAAAACCGTC 262

Ai01B504 Araip.B01 504 p3 (AAT)13 39 855335 855373 CCTACCCCAACCAACTTTGA GTGACTTGAACCCACGACCT 200

Ai01B511 Araip.B01 511 p3 (TTG)6 18 873268 873285 AACATGGCCAAGAAGGAGTG GGTCATTATGTTGCCCTCGT 159

Ai01B512 Araip.B01 512 p2 (AT)8 16 874839 874854 GTCGCAATCTGCCGTTTTT TACCCTCCCTATTCATTGCG 249
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Ai01B514 Araip.B01 514 c (T)10aattgggtcgctatacattttttttcttttatttaggtccctgtaccaattc(T)12agttgggttcctataaaattaagtcaattactactaagagggacttaatt(A)12136 875735 875870 TTGCAAAATTTTTAATTAGGTCCC TTTTAATTGGGTCCCTGCAC 219

Ai01B515 Araip.B01 515 p2 (AT)7 14 877055 877068 TGCTCTAACCCCGTAACAAAA GAACCCAACAAGTGCCAAAT 275

Ai01B518 Araip.B01 518 p3 (ATA)5 15 887095 887109 TTAAGTCCACAACCTCCCTCA TCTACCCTACCCTATCCGCA 276

Ai01B522 Araip.B01 522 p3 (ATA)5 15 889621 889635 TTAAGTCCACAACCTCCCTCA TCTACCCTACCCTATCCGCA 276

Ai01B528 Araip.B01 528 p3 (ATT)7 21 901571 901591 GACCCCACATTTGCAGCTAT TTTGTTTGGTTCGATTTGGG 261

Ai01B529 Araip.B01 529 c (TTC)8atctgttaatgcaacaacaataatggtggtgaaaggaattgaaaccgatgacgcttctgcaaggctccttcaacgttcttcatcagca(TCT)5127 901773 901899 GAAGAACAAAAGGGGTGCAA CTTTGGAATGTTTGGCTTGG 259

Ai01B530 Araip.B01 530 c (TGG)5caatggcaagggaaatggaaatgaaatcagaaccgtcgatggtgatcgtcgc(GGT)685 902034 902118 ACAACGGTGGTCAGAAGAGG GTATGCCAGCATCGTCAAGA 245

Ai01B531 Araip.B01 531 p2 (AT)9 18 903275 903292 CAATTCCTTGCACTTGGTTG AACTGGTTTTGGACCATTGC 246

Ai01B539 Araip.B01 539 p2 (CT)6 12 913658 913669 GAACAAAGAACCCTAGCCCC GAAGAGGAAGGGGAGTGACC 193

Ai01B551 Araip.B01 551 p3 (TAC)5 15 957846 957860 ATTGATTGCATGGGTTTGGT GGAATTTGGTTTAGGAAGACTGG 121

Ai01B552 Araip.B01 552 p3 (AGA)5 15 958188 958202 TGGGCCAAATTATCCATAATAAA GCGGAGGCAGAAGTAGATTG 148

Ai01B555 Araip.B01 555 c (T)13ggcattgtaa(T)1134 967327 967360 CAGAATGGCAGAGATAATTGACA CCCTCCATGCGTGACTATCT 228

Ai01B558 Araip.B01 558 p6 (TTCTTT)5 30 968771 968800 TTGATAAAGCCAATGCCCTC AAAATCGAAAACTTTTGGGACA 252

Ai01B559 Araip.B01 559 p2 (TA)6 12 969505 969516 AAAAATGGTAAACCAAATTTTGAA TTAAAATTAGACAGGACAAATCAGTTT 273

Ai01B560 Araip.B01 560 c (CA)6tacatagatttattcctctatataaggcaaaccaattccatatacatattgcactcacaactactacactctccccttaattagcttctataaatcttcc(ATT)9139 969861 969999 CCATCCACACATACCTAATAAATTG AATGGTGGAAAGCAAAGGAA 272

Ai01B562 Araip.B01 562 p3 (ATG)5 15 975644 975658 CTTGATCGTGCTGACCATGT TAGCACGTTTGAAATTTGGC 198

Ai01B564 Araip.B01 564 p3 (TCT)7 21 982087 982107 AGAAGCTCCAAAACCTGCAA CTTTCTTCCATTCGTTGGGA 228

Ai01B565 Araip.B01 565 p3 (AAG)6 18 982268 982285 CCAACGAATGGAAGAAAGGA TGCCAATGGCTTCTCAATTA 190

Ai01B566 Araip.B01 566 p3 (ACA)5 15 982436 982450 GAGAAGCCATTGGCATAGGT TTCATGAGGTGGTCAAACGA 248

Ai01B569 Araip.B01 569 p2 (AT)15 30 986359 986388 AAATGGAAGCCAAGGATGG TCGGCATATTGTCTCAGCAG 241

Ai01B570 Araip.B01 570 p2 (TA)6 12 987548 987559 TGGCCAAGACAAACTCAAAA TCCAATGCATCATCCAAAAA 178

Ai01B575 Araip.B01 575 p2 (AG)9 18 998771 998788 CCCACCTAGCAGAAACCAAA TCAGTCCCATTCAAGGTTCC 232

Ai01B576 Araip.B01 576 p2 (AG)6 12 998956 998967 CCTTGAATGGGACTGAAGGA ACCCAGCTTCTACCTCCGTT 222

Ai01B577 Araip.B01 577 c (T)10(A)11 21 1001460 1001480 TTTTTATCAATCAATTATGTTTGGG GGCTAAGTGCATGTTTGGGT 280

Ai01B586 Araip.B01 586 p2 (TA)6 12 1026405 1026416 AAAGAAATATTTGTATACTCCTGGTGA CCCACCCTAACTCCCATTCT 266

Ai01B587 Araip.B01 587 p2 (TA)7 14 1028661 1028674 AACAGAAATCACGAGGTGGG GGTCCCAAGAGAGGGAGAGT 151

Ai01B594 Araip.B01 594 c (A)10ttggtacaatgacccgatt(A)1342 1043366 1043407 AATTGAGTCCTTGCACCAAA AGGTTTAATTACGCCGTTGG 238

Ai01B595 Araip.B01 595 p2 (AT)8 16 1043622 1043637 AGGGAAGATCTTGGTTCGTG CCATTTGTTCATGGTTTTGG 263

Ai01B601 Araip.B01 601 p2 (TA)6 12 1050050 1050061 TATTGATGATGACCCTCCCC AATCACTCACTAAAATTCCCCC 276

Ai01B611 Araip.B01 611 p4 (AAAT)5 20 1076910 1076929 AGGTTGAGAATGAATTGCCC CTCCAGGTAAAAGCCACTGC 216

Ai01B613 Araip.B01 613 p2 (CA)6 12 1077785 1077796 ACAAAAGCTGCAATGCACAC CCATCAGAGAGCAGAGGGAA 198

Ai01B620 Araip.B01 620 p2 (AT)6 12 1090565 1090576 ACGAAAAGCTCTCCCAAACT ATCTCTGGGTGGCCTCTTTT 216

Ai01B621 Araip.B01 621 p3 (TCA)5 15 1091141 1091155 ATTGTTGCAACGGATGGTTC AACAGAGTGGTGGCGAGACT 189

Ai01B623 Araip.B01 623 p3 (ATT)5 15 1093989 1094003 CTGGTGAGTAAACAGGGGGA GCTCAAGCCTTTTGAGCTTT 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B624 Araip.B01 624 c (ACA)6ctgaacgaccccaatctaacgcaattcaagtttactcccaaattgaaaggtaaaagcttcactttttcg(T)13100 1094834 1094933 CTTGCAACCTCTCTAACAACCA ACGGATTGCAAGGACTAAGG 276

Ai01B640 Araip.B01 640 p4 (CATT)5 20 1135316 1135335 CTGGAATCTTCTTGGCTTCG CGTTCAGCTCAAATCCGTTC 271

Ai01B642 Araip.B01 642 p2 (GA)6 12 1135901 1135912 TTCACGTGCTATGGAAGCAG ACGAGTGTGTGTCCGTTTCA 206

Ai01B643 Araip.B01 643 p2 (TC)6 12 1136968 1136979 GTTCGAGCAGGCTTACCTTG GCAACATGCGTAACCACATC 188

Ai01B644 Araip.B01 644 p2 (CA)6 12 1139491 1139502 AATGAAAAGCCTCCTGCTGA TTTTTGGACATTCCTCTGGG 219

Ai01B649 Araip.B01 649 p2 (TA)7 14 1143526 1143539 TGGCTGACTTTAGTGGCTGA GGAAGAGAGAATCCCTTGGC 259

Ai01B657 Araip.B01 657 p2 (TC)7 14 1156862 1156875 AAGAGAACCGAACTGCGCTA AACCCCGTTAGGAACACACC 141

Ai01B662 Araip.B01 662 p3 (CAT)6 18 1162867 1162884 CACCAGAAATTTCAGCAAATGA AAATTTGATGGCTATTGCGG 137

Ai01B663 Araip.B01 663 p4 (CTAA)6 24 1163011 1163034 AATCACCCAAACCGCAATAG TCACGGTCAATTCGGTTACA 228

Ai01B664 Araip.B01 664 p2 (TG)10 20 1163527 1163546 GATGCGGTGTTGGGAATAAT GACCACTCCCCTCCTTCTTC 225

Ai01B667 Araip.B01 667 p2 (AT)7 14 1170545 1170558 TTGTTTTGGTGATGAAGATTGA GCGGAGCTACATGGAGAGAA 251

Ai01B668 Araip.B01 668 c (TA)8(GA)8 32 1170729 1170760 ACCGTTACCCCCTTTCTCTC TGGCACGTCAAAGAATTCAA 200

Ai01B672 Araip.B01 672 c (A)10tagataaattaaataaagaaattgaatgttacaaaaaaa(AT)661 1174429 1174489 TCAGCATTCTTGAACCTACCA TTTTTGCATTTAACACTGTATCATC 277

Ai01B675 Araip.B01 675 p2 (TA)6 12 1177744 1177755 TTATTTTATCAAACTAAAGGGTCAAAT TGTAGAGACCCAATTAAAAAGAAAAA 225

Ai01B676 Araip.B01 676 c (AT)16tg(GA)7 48 1178348 1178395 AAACACTGCACCCTATCCAA CCAGGCACCATTACACTCCT 260

Ai01B682 Araip.B01 682 p3 (TTA)19 57 1184031 1184087 TTGAACTTGAAAAGCAAAGAAAAA GCCCAATAGTTTCGTTAAGCC 241

Ai01B683 Araip.B01 683 c (A)10gtgtaggaacccaatt(A)1137 1185144 1185180 TTTTAATTGGGTCCCTGCAC TCAATTAGGTTCCTGCACCA 181

Ai01B684 Araip.B01 684 p2 (AT)6 12 1185471 1185482 GGAACCAGCAGAGTAATTAAACC GCTACTTTGACCTTTATCATCATCATC 260

Ai01B685 Araip.B01 685 p3 (AGT)6 18 1185637 1185654 TTTCGTAGCGTGTTAAACGAA ATTCATCCAATTCGACCCCT 271

Ai01B687 Araip.B01 687 c (T)11g(T)13 25 1186608 1186632 AGATGACCCTTGTGGAGCAC CCATGGTTGAAAGTCCCCTA 177

Ai01B691 Araip.B01 691 p2 (TA)6 12 1191677 1191688 TCAGCAAAAGTTGAACCAAAA TTGAACGACGGGGACTAAAT 280

Ai01B693 Araip.B01 693 c (T)10gtctacctaatattacccttataaatag(TA)11(T)1171 1192887 1192957 TGGTAACCAAAGAAAATCAGTTAAAA CTTCCCTATTCTGGGCCTCT 276

Ai01B700 Araip.B01 700 c (TC)14cgcacagagacaccaacgaaacaaaaacatccaatttgcatcatcg(TCA)10104 1203178 1203281 CATATGATCGAAGCAAGACGG GAGAAATCGTTGGATCGGAA 263

Ai01B704 Araip.B01 704 p3 (TTA)6 18 1211157 1211174 ATGCCTGATCCTGGAGATTG TGCACCATCATCTTGCAGTAG 232

Ai01B708 Araip.B01 708 p3 (GAT)6 18 1216232 1216249 CTGAACTTTGGGAAGAAGCA GGGAATGAGAATTGTCCCAA 142

Ai01B715 Araip.B01 715 c (TG)6gatgcattttttggacaaacaaaattcacctttttcac(T)1060 1244506 1244565 CAGCCATAGGGAAGAAGGGT GCGAACAACCAAAACATGAG 275

Ai01B720 Araip.B01 720 c (A)11cactcaatccagctcttgatc(T)1143 1257516 1257558 TGAATACCCCATCCGACTCT CCGGTGGTGATGTAGTCTTG 276

Ai01B723 Araip.B01 723 c (A)10tttaccag(T)1129 1260083 1260111 TGAAGCTCAGATCCACGATG AACCCAAAACACACATGCAA 117

Ai01B727 Araip.B01 727 c (T)17gtcaggtggatataacatcttaagagacaccaaaatttgtgactaaattaaagtatcatgaactaggttcttaaacttttctcttttggtcagaaga(T)11125 1267032 1267156 GAGGGATTGAACAACAACCTCT CCCATTTTTGTGCAATGAGA 264

Ai01B729 Araip.B01 729 p3 (GGA)5 15 1269701 1269715 GCCAAGCTAGAAACGTTGTTG TCTATTTGAACAAATTCAATTCTGAAA 240

Ai01B730 Araip.B01 730 c (A)13g(A)10 24 1274664 1274687 TGCGTTGACAGATACACACG CATATAATGGCGTGGTGGTG 257

Ai01B733 Araip.B01 733 p3 (ATC)6 18 1280860 1280877 GACCCCACACGTCAATATCA CGGGAAAAATATCGGTGCTA 280

Ai01B736 Araip.B01 736 p3 (GGT)5 15 1291856 1291870 ATCTCGCTAGGGATTGCTTG CGCATCTAAAGCACGAAACA 102

Ai01B737 Araip.B01 737 p3 (ACT)5 15 1294593 1294607 CGCCAACTACATACCAATGC AAGTTGATAGCCTCAGAGCCA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B738 Araip.B01 738 p2 (AT)7 14 1295984 1295997 TGATATTCGATCAATTGCGG CGACGAACCACTGACTTTGA 129

Ai01B741 Araip.B01 741 p4 (TTAA)7 28 1300412 1300439 TGAAGCTGAAAAAGTTACTACCAAA AATATTTGTTTGCGGTATTAAACAAT 248

Ai01B744 Araip.B01 744 p2 (TA)7 14 1307881 1307894 TTCGTATATTCGTCTCGTCCC CGAAGAAGAACAATGAGGGG 270

Ai01B745 Araip.B01 745 p3 (TTA)5 15 1327159 1327173 AGAATTGCTGGAATAACCGC TTTGCATCACCATGTTTCGT 239

Ai01B746 Araip.B01 746 p2 (AT)6 12 1328789 1328800 GCTGTTGGTAACGTAGCGTG CTTTGTGGCATTCACGTCAT 276

Ai01B748 Araip.B01 748 p2 (AT)8 16 1334567 1334582 GGCCTCTGAAGGGTTTAACA TTGCAGTGACGAATCTGCTC 211

Ai01B750 Araip.B01 750 p2 (TA)6 12 1336245 1336256 TTTTTGTCCTACTTCAAATCGTT CCCATTCTCCCCCATATCTT 279

Ai01B752 Araip.B01 752 p2 (TA)6 12 1340245 1340256 ATCGTCAAAGACAAAACCGC TCATCCCAAAGTTGAAAGCC 229

Ai01B753 Araip.B01 753 p2 (AT)6 12 1340538 1340549 TTGACGCTGTGAGACTGAATG AATTTGAGTGGAGTTTGCCG 247

Ai01B754 Araip.B01 754 p3 (ATT)5 15 1342540 1342554 ATTGTGAACGCAGCATACGA CACCATGCATGATTCACTCC 209

Ai01B759 Araip.B01 759 c (A)13ctctcagaattggtc(T)1139 1354137 1354175 TCAATCCATAAAGCTTAATCTTAAAAA GCCACAAAATCTTGTCCAGG 249

Ai01B762 Araip.B01 762 c (T)11ggacaaagcaggtttcagctatttcgcattggggacgagaatgagattcgaagtcatttcttctg(T)1288 1359337 1359424 TTTCGACCTTTCGATGCTTT TCTCCTATGTTAGCGGGTCG 188

Ai01B772 Araip.B01 772 p3 (CAT)6 18 1368429 1368446 AAATGCGGCAATTAGCAAAC TGGTGGTGCTAGCAGAGTTG 106

Ai01B775 Araip.B01 775 p2 (CT)9 18 1370618 1370635 TTTTGTTTCAACAATTCTGTTCC TCGAAGTAGAATTAAAATTTGTTTGAG 273

Ai01B777 Araip.B01 777 p3 (ACC)6 18 1378751 1378768 CCCTCAGGTTGACCATGACT TCGAGGAGGAAGCAGAGGTA 218

Ai01B790 Araip.B01 790 c (A)10ttgacttaaactcattgt(A)1139 1423800 1423838 CGCTCCATACACAGAGAGGC GAATCCATCTTTATAGGTACAACATCA 186

Ai01B791 Araip.B01 791 c (T)10cctcgtttgagaaagcaccaaaaaagctgttttaatactccctttttctgggctgattttatttttatttttatttttttatatatctattgttttgatt(A)10120 1427300 1427419 TGGACAGACATCATTGGCTT TTGACATTGCAAGAGCCTGT 279

Ai01B792 Araip.B01 792 p3 (TTA)5 15 1428025 1428039 ATGTGCCCCTCTGTTACGAC CCGTTTTGCAGGAGAAACTT 216

Ai01B794 Araip.B01 794 c (A)11ttagtacaaaaacccaatt(A)1141 1432781 1432821 AATTGAGCTCTTGCACCAAA AAAGGTTTAATTATTCTGTTGATTCC 243

Ai01B795 Araip.B01 795 c (A)12cataaaattcatgctattaagaataaggattattcatgatatttatttattttgaataacatatcaaatataagcctggttaatggg(A)10109 1434371 1434479 ACGTGACATTATTTGTCTAGTGGA TGCATGCATAATAAACTCTTGATATT 220

Ai01B804 Araip.B01 804 c (TA)8(T)10 26 1450188 1450213 TTGAAACAAAACAACTTGGTTGTAA TTGCTATTTGCTTGGTGCAA 168

Ai01B809 Araip.B01 809 p3 (TAA)7 21 1466252 1466272 TTTTTCCCCGGAAGATATGG CCAATACATAATTCTGTCCTAGTTTTT 192

Ai01B811 Araip.B01 811 p3 (GAT)5 15 1467811 1467825 TGTGATGAAGCAGCAGAACC ACACTGGTGCACATTGGATG 168

Ai01B813 Araip.B01 813 p4 (AACT)5 20 1474469 1474488 CTACTCCCTTTCAACGAGCG TCGCTTTACCATCATCACCA 253

Ai01B817 Araip.B01 817 p3 (TCT)6 18 1478789 1478806 CATCGAAAGCAATGTGTGTG TTTACCGCAGATTTGTCGTG 264

Ai01B818 Araip.B01 818 p2 (TC)11 22 1478911 1478932 ACACAAACAACACCACCCCT TTGGATGGTACAGACGGTGA 104

Ai01B823 Araip.B01 823 c (T)10agttgggtccctataaaattaagctaattactactaagagggacttacttgaaaaaaaatttggtgcaaggacccaatt(A)1099 1491568 1491666 CGCAAAATTTTCAATTAGGTCC AATTAAGGTTTTGAATGAGCACTT 275

Ai01B827 Araip.B01 827 c (TC)7(A)11 25 1498844 1498868 TCTCACCCCACAAAAACACA ATAAACGAATGGGATTTGCG 185

Ai01B832 Araip.B01 832 p2 (AT)6 12 1516032 1516043 TGCGCTACTGTGCTTCAGAT TCCTTTATGGTTTGCTGTTTG 200

Ai01B836 Araip.B01 836 c (A)10gaccaaaattgaatataatttttacatgcaaaaattgaatatgccatggatcggagatgggagcgttagacacacacac(A)20109 1537782 1537890 TGGATGGTCTATTAGAATCATTAGG TGCTACATGCATAAGGTGGG 267

Ai01B838 Araip.B01 838 c (TA)6g(AT)6 25 1540993 1541017 CACGTTAAGAACAAAAATGATACTTTA CCTGGAATAGGAGGAGGACA 278

Ai01B839 Araip.B01 839 p3 (TGA)5 15 1542813 1542827 ATTTTGGAAACAGGGCACAG ACAAGCCCATGTTCAAAAGC 198

Ai01B840 Araip.B01 840 p3 (CAC)7 21 1545085 1545105 ACTTTCCACCGTCTCATTGC GGAGGAGGAAGAAGAGGGAA 118

Ai01B842 Araip.B01 842 p2 (AT)13 26 1551467 1551492 TCATTTTAAACAGTGAAAACAAAGC GACGCGGGTCAAACTTTTT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B846 Araip.B01 846 p2 (TA)6 12 1554542 1554553 TTAGCGGTATTTCTGCTCGG TCGACTCGATGACGTATAATTAGTG 254

Ai01B847 Araip.B01 847 p2 (TA)6 12 1561894 1561905 TGAGGTCGTGGATTTGAATTT TGGCCAACATTTAACCATCA 273

Ai01B849 Araip.B01 849 p3 (TGA)5 15 1563349 1563363 TGCATGGGATGTTTACTCCA ACAAGCCCATGTTCAAAAGC 231

Ai01B852 Araip.B01 852 p2 (CT)13 26 1567498 1567523 AGGGCCGAAGTAATTTGGAT AGCTGCGGTTCCATCACTAA 265

Ai01B853 Araip.B01 853 p3 (GAC)5 15 1576523 1576537 AATTCACAGGGGACAGCATC AAGGAGAGGAATTGGAAGGC 280

Ai01B855 Araip.B01 855 p2 (AG)6 12 1577110 1577121 GGAATTGACGGAGCAGAGAG CATAACGCGGAACTGTTCAA 139

Ai01B860 Araip.B01 860 p2 (GA)20 40 1588127 1588166 CGATTTTTCAGTGCGGAAGT TGAAAATGATTAACAACAATTAGCA 272

Ai01B866 Araip.B01 866 p2 (GA)6 12 1593448 1593459 TGCGTCAGCACTTAGCAGTT GGAGCTGGTTGAAATGGAAA 279

Ai01B867 Araip.B01 867 p2 (AT)6 12 1598512 1598523 GAAAAGCCGGCTATGTTCAA CCAACTCAAAAATCCTCATGC 150

Ai01B870 Araip.B01 870 p2 (AT)6 12 1605378 1605389 AACCGACCAAGACTCAAAAGA TGTTACTTTAATTTAGTTTCAGGGCA 247

Ai01B871 Araip.B01 871 p2 (TA)6 12 1605655 1605666 CCTGATTCAATTACACGGCA CGTGTAGCAAAAAGAAGGAGG 228

Ai01B874 Araip.B01 874 p4 (TGAG)5 20 1609057 1609076 TCACACTGCAAAACGACACC TTGTTGTAATGCGCCAAAGA 137

Ai01B878 Araip.B01 878 p3 (GGA)5 15 1619461 1619475 TACTTGCCAGACAGTGGCAG TATGCATGCAGCAGGAGAAG 169

Ai01B881 Araip.B01 881 p2 (AT)7 14 1628422 1628435 ATGCTCCTAGCCAAATGGTG TTTTTGTTGTGGTGGCATTG 206

Ai01B883 Araip.B01 883 p3 (AAG)5 15 1630345 1630359 CATCTTCCGCTGCTTCTTCT CGTCACTGCACGTTTTTCAT 234

Ai01B887 Araip.B01 887 c (A)11caaatt(A)10 27 1634924 1634950 TTCAAAAGTCTATCATAATCCCCA TGAATGAGTTCTCCGTGCTG 250

Ai01B889 Araip.B01 889 p3 (GCG)6 18 1637880 1637897 CACAGAAACAGCTGGAGCCT ATTCACCGAATCTCACCGTC 122

Ai01B890 Araip.B01 890 p2 (TC)9 18 1638126 1638143 GTTCGTTGCTCGGTTTGATT TGCCAAACAGAGCCTTAGGT 172

Ai01B892 Araip.B01 892 p3 (TAT)5 15 1638900 1638914 GGCATCCAAGTTTAAGCACC GAAAACAAACGAGAGAGTTTGG 246

Ai01B898 Araip.B01 898 c (T)15gtacttaagtttacatggtatttagtacttacaaataaaagaacttgaagac(A)1582 1643712 1643793 CCAGAAAGGGGAACAACAAA TTTTTGCAACAAACTCTTTTATCTT 240

Ai01B901 Araip.B01 901 p3 (AAG)11 33 1645059 1645091 AAACACAAAACCAAGGTGGC CGATTCACTCTCCTCTTCCG 225

Ai01B903 Araip.B01 903 p2 (GT)6 12 1652104 1652115 TGTATCCATGGCAACGAGAA CGCCCTTCTTTGACTCTCTG 228

Ai01B904 Araip.B01 904 p2 (GA)9 18 1652245 1652262 GCTTTGTGGGGTGTGAGAAT TAATAGCCGACCAAACACCG 245

Ai01B905 Araip.B01 905 p3 (AGA)8 24 1653321 1653344 TGCATGCACAAGGACTCAAC TCCTCCTCTTCCTCCTCCTC 213

Ai01B914 Araip.B01 914 c (A)11cttattttattttttg(A)1037 1666746 1666782 AAAGCCTTCTTGGTTTTGGG TGCTCCTCCTTCACTTGTCA 275

Ai01B919 Araip.B01 919 p2 (CT)13 26 1678942 1678967 TTTCAGGTCACCTCACTCCC CCAAGAAAGTGAAGGGTGTTG 166

Ai01B920 Araip.B01 920 p2 (TG)6 12 1680005 1680016 GCAAGAGAAGTCTCTGCTCCA AACAACATGATCCCACAGCA 250

Ai01B923 Araip.B01 923 p3 (GGC)5 15 1685232 1685246 CTAGAACCTTGGCTCCATGC ATGCTTTTTCTCCCTCAGGC 263

Ai01B926 Araip.B01 926 p2 (TA)6 12 1687840 1687851 CTTAGCCTCGAAACCTTCCC GCTTGACTTGGAAGCAAAGAG 242

Ai01B927 Araip.B01 927 p4 (TAAC)6 24 1688851 1688874 AAGCAGCATTCTTTGGCAAC GTCGATGAATTCCGAAATGG 271

Ai01B928 Araip.B01 928 c (A)10caaacagaagaaccacaatacacaataatttactaattaattaattgctagtgaattgattatgacaatgtacaactttatgtgatgga(GAT)5114 1690062 1690175 CGAGTGAGCTAATCACTTAACCAA GAAGGTTATCCGGCATGTCT 280

Ai01B929 Araip.B01 929 c (A)10caaacagaagaaccacaatacacaataatttactaattaattaattgctagtgaattgattatgacaatgtacaactttatgtgatgga(GAT)5114 1691308 1691421 CGAGTGAGCTAATCACTTAACCAA GAAGGTTATCCGGCATGTCT 280

Ai01B931 Araip.B01 931 p3 (AAT)5 15 1695013 1695027 GATGCTCCTCAAATTTTCTCAAA AGGAAAGGCTTGCCATTGTA 257

Ai01B933 Araip.B01 933 p4 (TAGT)5 20 1697343 1697362 CGCATCGATTAACTTGTACGC TCTCGGATAGTCCGTACGCT 267
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Ai01B935 Araip.B01 935 p4 (TTTA)5 20 1699404 1699423 TCTCATTCGCATGTTTTGGA TGGCCTTCTAGCATTCACTTT 254

Ai01B940 Araip.B01 940 c (T)10aattgggtctctatactttttttcttttcatttaggtctctataccaa(T)1068 1708359 1708426 TTGGGGTTTAATTATTCTGTTGG TTCTTTTTAATTGAGTCCCTACGC 250

Ai01B942 Araip.B01 942 c (TAG)5tgacaccactgtttttctatttgatagattaattattgttgctattcttatacctttatt(TA)993 1717659 1717751 GCCACAAACTCCATTGATGA TTCTCCCTCACCTTTCCCTT 280

Ai01B943 Araip.B01 943 c (A)11tatttcgaaagataacgaggtttttgac(A)10ttcaactcggttcctgacaattatctcgaaagaacaacgaagtctctgtatcaaaaaaagtcaatgtta(T)10128 1718018 1718145 AATTGGCTTTCAAGTTCGGA GGAACTGATTAGCTCCTGTGC 178

Ai01B944 Araip.B01 944 p2 (GT)6 12 1719569 1719580 CATATTGCCACCCCTATTCG CATTAAATAGAGAAAGAAAATCACCC 268

Ai01B953 Araip.B01 953 p2 (TA)9 18 1732997 1733014 GAACCAACGCTAGCTTGAAAA AAAAGTGTTCGACGTTATTTTTCTTT 256

Ai01B955 Araip.B01 955 p2 (AT)7 14 1809882 1809895 TGATGCAACTTCAAACAACGA TTGCAGTTTCCATGTGGATT 194

Ai01B956 Araip.B01 956 p3 (ATA)5 15 1811783 1811797 GTCGGGTTTGGGTTACATCA TCTATCTCAAGACGCAGCCT 275

Ai01B957 Araip.B01 957 p4 (AAAT)6 24 1821167 1821190 ATCACCCTTTTCGTCTGCAC TTGTGGCAAACAGCGTATGT 102

Ai01B960 Araip.B01 960 p3 (TTC)14 42 1835073 1835114 TTCCCAGATATGTAGGGTGTCC CTTCCATTTTCGGGATCAGA 196

Ai01B962 Araip.B01 962 p3 (ACA)5 15 1835962 1835976 CCTTTGTTCCACTGGTGCTT CTTCTTCACAGCCCCCAATA 231

Ai01B965 Araip.B01 965 c (TTC)5ttttctttcgttttttgctttctctttctcgttcttcttcttcttgcacgttcttcttcctcttcttcttc(T)1197 1837632 1837728 TTGTCTCAACCTAGCCACGA CGTGCATCAAAAAGAAGAAGAA 277

Ai01B969 Araip.B01 969 p3 (TAA)7 21 1848563 1848583 TCCGATAAGTTAAGCATCCACT AGTCGTCTCACCTGAAACTCG 280

Ai01B977 Araip.B01 977 p2 (AT)10 20 1866217 1866236 CAGCCTCCCTCAGATACAGG TTCACGTAACGGAATGAGAAAA 207

Ai01B982 Araip.B01 982 c (A)10ttaggtttagaaaaattaggaatgattataaaataatattttcaacaaatgattatacattgatgatatatatggtcggggatttagttatca(T)10113 1883441 1883553 GCGGGTTCGAGTCTCCTATC TGGCGAGGGACAATATATAAAA 280

Ai01B983 Araip.B01 983 p2 (AT)6 12 1885024 1885035 TGTGCATGTGGCTGTTATGC GTGTTGCATGCGCTCATATT 151

Ai01B989 Araip.B01 989 c (T)10aggattaagattaagattaagactaatgctatatatatgccacctctccaaaata(T)1075 1906648 1906722 GCCCATGCAAAAGGTACAAC CAGAATTCCCTGCCCAGTTA 193

Ai01B991 Araip.B01 991 p2 (AT)6 12 1908351 1908362 AAGGACAAAATTGAATGCACTG TGTGCAGTATGAACAGGATATACG 238

Ai01B997 Araip.B01 997 p6 (TTTTTA)5 30 1917167 1917196 GTGGGCCATTATAGGTGGTG ATCCCCTGCCAATATGTGAA 217

Ai01B1005 Araip.B01 1005 p3 (CGC)5 15 1926959 1926973 TTTGAATGTTGGTTACGCCA GCAAACAGCAACACCAAGAA 164

Ai01B1015 Araip.B01 1015 p2 (AG)7 14 1943972 1943985 GAAAGCACCCACACAGAACA TACGCGGAGTTTGAGATCCT 268

Ai01B1016 Araip.B01 1016 p2 (CT)12 24 1944141 1944164 AACGCAAACACCTTTCCAAC TTCTTTTCGTTTTTGGCGTC 164

Ai01B1020 Araip.B01 1020 c (CT)6ccctctcccccctctctctctccccataaccctctctcta(TC)766 1947607 1947672 AACCAGTTTACAATACAGTGCACAA GGAAGGAGAGGGAGAGAAGG 256

Ai01B1021 Araip.B01 1021 c (CT)13ccctctctctccttctat(TC)7catcttttctctctctccca(CT)792 1947785 1947876 TCTCTCTCCTTCTCTCCCCC GGAAAAAGAGCGCAAAAGAA 258

Ai01B1027 Araip.B01 1027 p4 (AAAT)6 24 1961067 1961090 CTCCTTTGGAATTCAGCACC CCAATCTTAACATTTGAGAACCAA 260

Ai01B1029 Araip.B01 1029 p3 (ATT)6 18 1965517 1965534 TCGTTGTTTGAAGTTGCATCA CCTTTGTCGCTTGAGAATTGA 191

Ai01B1036 Araip.B01 1036 p2 (CA)6 12 1979664 1979675 ATGGAAGAGGAAGCATTGGA TTAACCTTTTCATGCACCCC 275

Ai01B1038 Araip.B01 1038 p3 (AAT)22 66 1981091 1981156 TTGGCACTTAGCTAGGTTTCTTG CCACATACATGTTCCCCACA 150

Ai01B1041 Araip.B01 1041 c (A)10gctatatgatgtttaaattgaatgcccacagtttgtaaatcatcaatgcttatc(CT)982 1989402 1989483 TGGATCAATTATTCTACTCATCGAA CAATTTCTCACACGAAAAGTTTG 227

Ai01B1049 Araip.B01 1049 c (T)11ctttagac(T)1029 2001381 2001409 AGCCCTTTATTTCCCTCCAA AACTAATCTGTCGCATATTTGAGC 189

Ai01B1062 Araip.B01 1062 p3 (TAA)5 15 2020514 2020528 ATAAGGCTCCAGCATACCCC ATTGTTTGGGTTTTGTGATACAT 242

Ai01B1066 Araip.B01 1066 p3 (CCA)6 18 2030596 2030613 CATCATCGGTGGTTCTTCCT CGGAGAAGGAATTGTTGGAA 189

Ai01B1069 Araip.B01 1069 c (CTT)5tcc(T)11 29 2052522 2052550 ATCGTCATTGCTGTTGTGGT TGCACTGCATTTTCTCAAGTG 129

Ai01B1071 Araip.B01 1071 p3 (TAA)6 18 2053076 2053093 GAAAGGCAGGTGTTATTCGC ATCCACGTCCCATGCTTATC 263
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Ai01B1076 Araip.B01 1076 p3 (TTC)6 18 2068325 2068342 GCCCACCACTCTCATGATTT CAAGGATCTGCTTTTCGGAC 217

Ai01B1077 Araip.B01 1077 p2 (TG)8 16 2068687 2068702 CCCTAATTTTCAGGATATTGCG ATTCTCTGCAGAATTGCGCT 214

Ai01B1081 Araip.B01 1081 p2 (TC)11 22 2074993 2075014 TTTTCCGTAGAAATGCCTGC TGGTAAAAGGAATCTGGGGT 151

Ai01B1085 Araip.B01 1085 p3 (GAA)10 30 2100304 2100333 GTTTTTCTTCTTCCCCAGCC CGTACGGTGTTCACTTCCCT 245

Ai01B1087 Araip.B01 1087 c (ATA)10attttgatgaaaagaaaaagg(A)1263 2101620 2101682 GGGGAGACTATACCAAACATAGCA AACTGGCAAAAGGACAGTGG 267

Ai01B1095 Araip.B01 1095 c (T)11atttttctagtacttttacttttactactagaaatttatcaaacacgttaaaaaaaattcattg(A)1085 2115709 2115793 TGTTTAGGTATCTCATGCAAAAAG TTTGGATGCCATTATTTTGCT 274

Ai01B1105 Araip.B01 1105 p3 (TGA)5 15 2139177 2139191 TCAATGAAGGGAATGACATGA TTTAAAATTCGCGTATCGGC 273

Ai01B1111 Araip.B01 1111 p2 (AT)6 12 2145982 2145993 CACTTCTGCAGCCACCATAA GAAAACTTTGAGGATGCATGG 263

Ai01B1113 Araip.B01 1113 p3 (ATA)5 15 2146634 2146648 TGACAAAATTGAATGCTAAATCCA TGCAAAATACACGGAAATCG 268

Ai01B1117 Araip.B01 1117 p3 (ATA)5 15 2151106 2151120 GCCATTCTAACCGTCACAAAA GAGGGGAGAAAGGTGGAGAG 278

Ai01B1119 Araip.B01 1119 c (A)10tgaagtgtcaatgtcttcatgagagtcagagaagaacagaaagcgattgaagatctaatatccacacaaatctggcaaaaaaaatttatctttt(A)10114 2153253 2153366 TGAGTCACCAGCAGTAGCAAA TGCCCATGTATCATGATTCTCTA 193

Ai01B1120 Araip.B01 1120 c* (T)10(TC)8* 25 2153612 2153636 AGAGAATCATGATACATGGGCA TCTGGCTATGCCGTAGAACA 263

Ai01B1121 Araip.B01 1121 p2 (AC)10 20 2153762 2153781 TGTTCTACGGCATAGCCAGA CATGATTTTCTCCGCCAGAT 269

Ai01B1126 Araip.B01 1126 p3 (TTA)11 33 2168422 2168454 AATCAAATTGTATTCCTGATTGAAA TGGATTTGTTAAAGTACTCGTGTAAA 280

Ai01B1129 Araip.B01 1129 c (T)15ctagaaccaaaagctaacttgttaatttagaaactaaaaataattctgtttaagaaaatcataatataaatagagttac(T)10104 2172150 2172253 TGGATGGAAGTCACCAAAAA GATTCACAACGGATTAGCCC 266

Ai01B1131 Araip.B01 1131 p3 (TTA)7 21 2173615 2173635 TGGATTGCGATGAATTGGTA TCTAAAATTCAATGTTCCGCA 213

Ai01B1133 Araip.B01 1133 p3 (TTA)7 21 2178372 2178392 TCTTTAGAGGCAACGGAAAAA TGTCAACTTTTCTAATGATAACACCA 198

Ai01B1134 Araip.B01 1134 p3 (CAA)5 15 2179215 2179229 CGATTCCTCGCTTTCTTCTG AGACCGCATCCACTGAACAT 241

Ai01B1138 Araip.B01 1138 p2 (AT)6 12 2184299 2184310 TTGGTAAGGGACCAATGAGC CCAACCCGTGAACACAAAAT 220

Ai01B1139 Araip.B01 1139 p3 (TGG)6 18 2187201 2187218 TGCTGGTGGTGGTGTATGTT TAACGTTGAGGGCCAGAATC 205

Ai01B1142 Araip.B01 1142 p2 (TC)6 12 2188478 2188489 TCACCCATTTCACCAAATCA AGCAGGAAATGGTGGAAGAA 129

Ai01B1145 Araip.B01 1145 p3 (ACC)5 15 2194005 2194019 TTTTCTTGTGCATTCCCTCC CGTTCTTCATGTACCTGGCA 232

Ai01B1147 Araip.B01 1147 p2 (AC)27 54 2198496 2198549 CTCCTAACTCAGCCTGCGAA GAGGTTTATGGAGAGGCAAGA 210

Ai01B1149 Araip.B01 1149 p4 (ATAG)5 20 2212229 2212248 AAAAAGGCGAGAAACAAATTCA CGTGCATGGCATGAGTTATT 170

Ai01B1150 Araip.B01 1150 p2 (TA)10 20 2215637 2215656 AATTGTTTAATAATCCGTACCATGT GGGGAATATGCATGGACATAA 280

Ai01B1151 Araip.B01 1151 p3 (ATT)5 15 2216895 2216909 GTTGGGGAAAAACCCAATTT CAAATGTATTCGCATTTTATCTTGA 222

Ai01B1154 Araip.B01 1154 p3 (ATT)6 18 2219962 2219979 GAGGAGTTGACACCTCACTATCA CCTCGTGAATCCATTTTTCC 258

Ai01B1156 Araip.B01 1156 p3 (ATT)5 15 2221359 2221373 TTCACTTAAACCAAAACTCACAAA AAATTCGTTCTCATTTGACCTTTT 139

Ai01B1159 Araip.B01 1159 p3 (TTA)6 18 2228259 2228276 TCCTCAACGTTTGGGGTAAG TTGATGGCTATTTGATGGCT 279

Ai01B1162 Araip.B01 1162 p2 (AT)6 12 2231918 2231929 TGCAAATTGAAAACTTTTGGG AAGCGAGTCCAAACATCAGG 236

Ai01B1163 Araip.B01 1163 p2 (AT)7 14 2236356 2236369 CAGCGCAATGTTTAAGCAGA CAATCCACCATAAAGTGGGG 162

Ai01B1174 Araip.B01 1174 c (TGA)8gggacagagagacacccctttaagcctttgcttttactactgagcctacacaaacaagaggtggccctcccttccccttcatcaaaaatattttcta(T)10catacccttctctcttcttcttaggtttagttcattcttttttctatc(TAT)5194 2265107 2265300 CAGAAGCCAACAAAACACACA CAATTGAGATTCAAAGGGAGAAA 276

Ai01B1176 Araip.B01 1176 p3 (GAA)12 36 2269411 2269446 CATAGCTAACCCCATCGCAT CTCGGAGACCTTATGGTGGA 279

Ai01B1178 Araip.B01 1178 p4 (ATAA)6 24 2274924 2274947 CCGGTACGGACGTTTAAGAA GGATGCCACCAATTCATACC 255
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Ai01B1179 Araip.B01 1179 p3 (TCT)6 18 2276205 2276222 TAATCATGTTTTGGCAGGCA TGATGGTGCTTGGATAGCAA 220

Ai01B1180 Araip.B01 1180 c (TC)6caccgccttaactccaggtt(TC)7atatatatatagatgtccatgcatatgatttagaaaatgtttaagttattttatcactttca(T)17125 2276506 2276630 AGATTCCTGACAAGGTCCGA GCTAAATTCGAATGCTTTTTGC 275

Ai01B1184 Araip.B01 1184 c (AT)6ttttatattgtattatatctcgtatctgtgtaaatgtttttgtgtttcataactataaagcctattaagtgag(T)1095 2288782 2288876 CCGACCTCATCTATTGGGAC CACAATTAAAACAGAGGAAGTATGAAA 264

Ai01B1186 Araip.B01 1186 p3 (ATA)10 30 2296367 2296396 TTTGAGCCATCTGTTGAGGA TCGTTGTGACTAATTTTGGTGTTT 137

Ai01B1189 Araip.B01 1189 c (A)12ga(AT)6 26 2300032 2300057 TGATTTGTGTACAACCCTAAGAGAA TCCTATAAGGTGAAAATTCAAATACAA 279

Ai01B1191 Araip.B01 1191 p2 (AT)21 42 2305402 2305443 CCCGCGAATCCGATCATA TTTGCTACCCAATGACTTTGAA 272

Ai01B1194 Araip.B01 1194 p3 (TTA)5 15 2313248 2313262 CGAACGTAAACGGAGACCAT GCTGCAAGACCTCGTCAAAT 172

Ai01B1200 Araip.B01 1200 p4 (TTAT)6 24 2326459 2326482 ATCGACGACGATCTCTACCG AGCTTCAACGGATCCATCAC 190

Ai01B1201 Araip.B01 1201 p2 (AT)7 14 2329996 2330009 AGCGTGTCCATGTCTTTGTG AACAATTGCCCTCACACCTC 253

Ai01B1204 Araip.B01 1204 p2 (TA)6 12 2331190 2331201 TGGTTAGTTCACTCGTCTGCTT TCAAGGCATCAACTACAAAAATTC 277

Ai01B1210 Araip.B01 1210 c (A)13gtacttaatatt(TC)841 2340241 2340281 TGTGCATGCCTTCTGACTTC CTTGGCCTGACCTACCACAC 149

Ai01B1212 Araip.B01 1212 p2 (AT)17 34 2341344 2341377 CAAAAATCCTTGCTGCCAAT GCGGGGTTTGAGTCTTCATA 203

Ai01B1216 Araip.B01 1216 p2 (TC)6 12 2354762 2354773 TCATAAACGTGATGCTGTTGAA CAAACTCAAAAATAATTTGGCAAG 260

Ai01B1222 Araip.B01 1222 p3 (GTG)9 27 2362375 2362401 GGGTTCTTGGTGTTTTGGTG CTTCACCTTTCTCACCCCAG 203

Ai01B1224 Araip.B01 1224 p3 (TTG)6 18 2364746 2364763 TGATTTATGTAGCCGACCCC AAGCACCAAACCATGGAAAG 227

Ai01B1226 Araip.B01 1226 p4 (TTAA)5 20 2368565 2368584 TCGTTTTTCCGGTAATCAGC GCTCCTTCAAGATGCGTTTC 177

Ai01B1236 Araip.B01 1236 c (T)12ctttctatttataagatgcttgtatcaagattcttctcatgggattctataggtacttggagggtaccttttaacatttgtttttttggcctaa(TAT)5121 2380336 2380456 CAAGTTGGCAAGGGACAAAG AACATTTCACACATATCTTTGTTGG 192

Ai01B1239 Araip.B01 1239 p2 (AT)6 12 2390899 2390910 ACGAAATACGACATGAGGCA GAGCACGTACAGCGACGATA 205

Ai01B1244 Araip.B01 1244 c (TTC)5tccttctccttcttcttacacgtcg(TTC)555 2400025 2400079 CCTCTTTCTCTTCCATTCTTTGC GACGTGCAAAAGTGACATGG 267

Ai01B1245 Araip.B01 1245 c (TTC)6tccttctccttcttcttgcacgtcg(TTC)661 2400183 2400243 TCTTTCTCTTCCGTTCTTTGC GCAAGACGTGCAAAAGTGAC 111

Ai01B1246 Araip.B01 1246 c (TAA)7tgttatttaaataattattgttaattataattaataaaataaatagtataaaggtaaaaattattgtc(ATA)6107 2400468 2400574 ATTAATTTGGTACTCTACACATCATCA GATTACAATCTTTAATCCCTAATCACA 254

Ai01B1247 Araip.B01 1247 c (CTT)6gctgcacgttcttcttcctcttcc(TCT)660 2409495 2409554 ACCGTTCTGCACGTTTTCA GAAAGAGAAGGCAAGAAACGAA 112

Ai01B1248 Araip.B01 1248 c (CTT)5gctgcacattcttcttcctcttcc(TCT)554 2409659 2409712 TTCTTCTTCTTGCTGCACGTT AAGAAAACAGAGAGAAAAGCACG 275

Ai01B1250 Araip.B01 1250 p3 (TTA)6 18 2413885 2413902 TTGCTTCAAAGAAACCTCCC GTTGGCTTCTCGAGGACTTG 214

Ai01B1251 Araip.B01 1251 p3 (TAT)6 18 2416273 2416290 CGATGCTAATTGATCTAAATTGATTCT CCTAACAAAAACTGTGCACTCAA 280

Ai01B1254 Araip.B01 1254 p3 (TTA)11 33 2431126 2431158 GCATGCACCTTAGCAAAATTA TCCTTCACTAGCTGGACTATGAGA 280

Ai01B1258 Araip.B01 1258 p3 (AAG)5 15 2432913 2432927 TGGCTGATTTCTAGCCTTTCA CTGCATCTCCAACCTCTTCA 204

Ai01B1269 Araip.B01 1269 c (TA)8ataatattatatgttgtaatg(TA)649 2454410 2454458 TTCGGTGACTTCTGTTGTGAA AAACATATGCAATTCTTTCTCTCTTT 196

Ai01B1270 Araip.B01 1270 c (TA)6ataatattatatgttgtaatg(TA)1053 2457293 2457345 ACAACTCATTGTTGCGTTCG AAACATATGCAATTCTCTCTCTCTTT 218

Ai01B1272 Araip.B01 1272 c (TA)8ataatattatatgttgtaatg(TA)1057 2459021 2459077 TTTGATCAGAGTCTCGTGCTG AAACATATGCAATTCTCTCTCTCTTT 219

Ai01B1283 Araip.B01 1283 p3 (AAC)5 15 2491603 2491617 GCTACAACAGCTGGGGCTAC TGCTATGCATGCACCAGAAT 233

Ai01B1286 Araip.B01 1286 c (AAT)5agtactg(ATA)6atcatgggccgacaatataataatgaaaatc(AAT)895 2496837 2496931 TTGAAAGAAACACACACTTTCTCA AAGCCAATGCATGTGTGATG 269

Ai01B1287 Araip.B01 1287 p3 (TCT)5 15 2497775 2497789 CGAAGAACCACCGATATTGC ATGTTGCATTGACCATGACG 275

Ai01B1291 Araip.B01 1291 p2 (TA)6 12 2503342 2503353 TCACGAGCTGGCTCAAATAA CCGAGCTTGAGCTTGGATAA 270
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Ai01B1295 Araip.B01 1295 c (TAT)12tg(TTA)5 53 2512164 2512216 GGTAGGGGCTTGATTTCGTT TTGCGAAACAGCCGAATAAT 229

Ai01B1297 Araip.B01 1297 c (AAT)5aac(AAT)1254 2520964 2521017 TGGTGGGATTGAATAATTGG TGCCAAATTTTTGAACTTTTGTT 278

Ai01B1299 Araip.B01 1299 p3 (TTC)5 15 2522655 2522669 TTCTCTTCAGTCTTGCCGCT GCGGAATGCCACAGATAGAT 163

Ai01B1305 Araip.B01 1305 c (T)12caattatatactacnnnnnnnnnnnnnnnngg(A)1458 2557539 2557596 AAGCGAATCTTTCTCCGGTC AAAAAGGTAGCTGACATGCAA 241

Ai01B1307 Araip.B01 1307 p2 (GT)6 12 2559891 2559902 CAATGCAACCCAACAAACAG GCATAAAATGCATGCACGAC 242

Ai01B1308 Araip.B01 1308 p3 (TCT)5 15 2560095 2560109 TTCTTCAATCCCTTCGTTGC CCCAGTAACGGGTCATTCAC 212

Ai01B1315 Araip.B01 1315 p2 (AT)7 14 2575623 2575636 GAATGCAATTGAGTGCTTCA AGCTTGCTTTCGCTTGAGAC 277

Ai01B1316 Araip.B01 1316 p2 (TA)7 14 2575991 2576004 AGCGAAAGCAAGCTCAGTTC CACAAGCAGGAGGTTAAGGG 267

Ai01B1321 Araip.B01 1321 p3 (TAA)7 21 2586212 2586232 CATCACTCTTAACCTAATAAGGAGCA GCACCCATTCAATGTTGTTG 238

Ai01B1322 Araip.B01 1322 c (CT)6ttc(TA)7aaagctctatttattcctgacatcaggcacggaataaggggcactc(TA)891 2587648 2587738 GAGATCAGGCACGGACCTAC TGATGGCTGAAATTTAAGAATAAAA 251

Ai01B1323 Araip.B01 1323 p3 (TTG)5 15 2589661 2589675 AGAGCTTCGGTTCGATGAGA AGAGAGGTGGGTCACAATGG 222

Ai01B1324 Araip.B01 1324 p3 (ATA)6 18 2593016 2593033 CCTCAACTCATCTCCGTTCA CCATTTTTGACTCTCCAGGAA 259

Ai01B1325 Araip.B01 1325 c (T)10agttgggtccctataaaattaagtcaattactactaagagggacttaattg(A)10ttggtgcagggacccattaaaaagaaaaaaagtatagagacctaattgaaaatttcacgaaactataggaccaacagaataattaaaccttta(AAT)5179 2599363 2599541 TTTAATTGGGTCCCTACACTTTTT TCTCCAGGAAATCAAAAGTCAAA 277

Ai01B1333 Araip.B01 1333 p4 (TCTT)6 24 2616346 2616369 ACCTGCATGCTCCAGCTTAG GGGCTTCAAATTAAAGGCAG 168

Ai01B1334 Araip.B01 1334 c (TC)6tagcaggttttggactgaaaaggacaagacaaagggcataaaagagaaactaaag(CAT)582 2616529 2616610 TGCCTTTAATTTGAAGCCCT TTCCTTTCCATGGTGATGCT 190

Ai01B1337 Araip.B01 1337 p3 (TTA)6 18 2618889 2618906 TATTTTTGCCAAGTGGACCC TTGCATGAGTTTTTCCTTTCAA 188

Ai01B1338 Araip.B01 1338 p2 (GA)6 12 2627950 2627961 GAAAAATGGGAAGGGGAGAG GTAGATCGGCGGTGGTAGAA 188

Ai01B1342 Araip.B01 1342 p2 (TC)18 36 2639842 2639877 CTCCCCAACATGTGAACCTT TCGATTCTGTTGTGTGGCTC 277

Ai01B1351 Araip.B01 1351 p3 (TGT)6 18 2667778 2667795 TGTAATGAGGGTGGTCAGCA TCAAGGTTTAGACTCGCGCT 235

Ai01B1352 Araip.B01 1352 p2 (CT)30 60 2668089 2668148 TATTATCAATTGGGTGGGGC TGATTGGGGATGGAAAAGAA 277

Ai01B1356 Araip.B01 1356 p2 (TA)7 14 2674358 2674371 TGCATCACTATACCCTGGCA CACAACATCTCAGGTCCCAA 185

Ai01B1364 Araip.B01 1364 c (T)10cttttaattgagtccttgcaccaaaatttttttttaattgggtccctacactttttttttctttttatttaggtccatgtaccaa(T)10105 2702852 2702956 CGCAAAATTTTCAATTAGGTCC AATTGGGTCCCTACACCAAA 212

Ai01B1366 Araip.B01 1366 p3 (TAT)6 18 2707712 2707729 AGGGCACATCAAGAGGATTG TTTTAGAGGGGGTTGGGTAGA 175

Ai01B1367 Araip.B01 1367 c (T)11gtgccatgaatcactaaatgatccatggt(A)1353 2708046 2708098 TTCCATGGCTCGTAACTTCC GTCGTTGAATTTCCATGGCT 255

Ai01B1370 Araip.B01 1370 c (T)12cccccacaaatactcttaaactagattttgcattttctatgaattctttggcttcacaattaatttattccattatag(T)11101 2711080 2711180 TTCCTCTTTTCTGGTAATTTTCCT GCCAAACAGCCCAAAATAAA 276

Ai01B1380 Araip.B01 1380 c (T)13aatt(A)10 27 2745578 2745604 CAAAGAAATTTTAATGTCTCGTATTTT GGTGCGAACAACACACAAAC 177

Ai01B1381 Araip.B01 1381 p3 (TTG)5 15 2748960 2748974 CTCTTTGCGACATTGGAACA ACACCCTTTGGAGAGCAATG 245

Ai01B1383 Araip.B01 1383 p2 (CA)7 14 2750584 2750597 TTTGAGAAGAAGAAACATACACTTGAA TGCTAGCTCCCAAGACTTTCT 247

Ai01B1385 Araip.B01 1385 p3 (TAA)6 18 2755527 2755544 CACCGCCAAAAATTGAAAAC TTGAACTCTGCCTCATGCAC 278

Ai01B1386 Araip.B01 1386 p3 (GGT)5 15 2756675 2756689 TTTGCATCTGCATCTGCTTC AATACCCTCCACCACAACCA 276

Ai01B1389 Araip.B01 1389 c (AT)8agaaaatt(A)1034 2761532 2761565 GAATGTATTTACATATTGTGCTTTTGC TTCAACGCTACTGCATCACC 279

Ai01B1391 Araip.B01 1391 c (TA)11cagaaaatt(A)1243 2762255 2762297 GAATGTATTTGCTGTGTTTTGCT TCACCTGTAAAGCGTAGCCA 272

Ai01B1396 Araip.B01 1396 c (A)11tccaaatcatttcaattcgtagactactttttcaagagtttcaaaaaatattttgaaatgagtaaggaaagaatg(A)1197 2781797 2781893 TGGCCTAAATAACGTTACACTGC ATAATGGCCTTTGTTGCTCC 225

Ai01B1397 Araip.B01 1397 c (A)11taggaaag(A)1635 2782456 2782490 TGTCTGCATTATTAGGGGGC TTTCAAACTGAAAAATCTTCCGA 227
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Ai01B1398 Araip.B01 1398 c (AT)7aagcataaaccccatagtcaataataatctcatcaattttccttaaataaat(A)1278 2782842 2782919 CAACCGGCCTTGTAAACTGT TCTTGGCCTTGTTGATGATG 269

Ai01B1399 Araip.B01 1399 p3 (CTA)5 15 2783124 2783138 CATCATCAACAAGGCCAAGA TGATTGTTGTTGTTGGTGGC 259

Ai01B1400 Araip.B01 1400 p2 (TC)9 18 2783543 2783560 GTGGTGGAAGGAGGAGACCT TGGTGTATGAATAGTTCCTGTCAAA 168

Ai01B1406 Araip.B01 1406 c (A)11ggaaaaaaagacacacagaaaga(AG)6atagagaagctaaagagacattgtgccgtgtttttgttgcacacggagagcg(A)11109 2801390 2801498 ACAATCCGAGGAAGACGAAG TGCATTGGGATTGTTAGGGT 245

Ai01B1412 Araip.B01 1412 p3 (CTT)7 21 2810992 2811012 ATACCCGCGTAACTCAACCA AAAAATGCAGCAACAACGGT 201

Ai01B1413 Araip.B01 1413 c (TGA)5aagagaaagaaaaaataaaaaaaagagaaaaaattttaat(A)1267 2811513 2811579 AACCACACCTTAGCCTTGGA AATTATTTCTTCCTCTCTCTTCTCTTC 195

Ai01B1415 Araip.B01 1415 p2 (TA)7 14 2818172 2818185 ACAACCGTGAGCTGTAGGCT CACATGCCAATTCCTTGTTG 191

Ai01B1418 Araip.B01 1418 p2 (AT)10 20 2830577 2830596 AGGGTCAACTGAAAAACATGC GCAGAGGATGCATGACCTATC 258

Ai01B1419 Araip.B01 1419 p3 (AAT)23 69 2833437 2833505 ACACTATCCGCAAGGCAAAT TTGGCTATTTGATCAATGATGG 222

Ai01B1424 Araip.B01 1424 p2 (TA)6 12 2838975 2838986 TCTTCCTTCTTGGCTGCATT GGGTTCTGCAGATGTGGACT 206

Ai01B1427 Araip.B01 1427 p3 (ATT)5 15 2851193 2851207 TCGCCCAACTCCATTTAATC GGGTTGTGCAAACGAAAAAT 205

Ai01B1432 Araip.B01 1432 c* (AT)15(ATGT)5*(TA)6*59 2864084 2864142 GATTTTGTTTCAAATTGAGTTATGAT TCCTCCACTCTTGGCATACA 280

Ai01B1433 Araip.B01 1433 c (ATT)12agatgtccctttcttaccccatcatagtcatagtttagtagtttttttgaatttatgcatg(T)11108 2867089 2867196 TGGGTGTGCAATGTTGAGTT AAAAAGTACATTTGGGTTGTGC 191

Ai01B1434 Araip.B01 1434 p2 (AT)8 16 2878421 2878436 CCATGCTGAGAAACTTCGGT AACTTGCGAAGCTAAGGCTG 216

Ai01B1435 Araip.B01 1435 p2 (AT)10 20 2885880 2885899 ATTGCTATGCATTTCCTGGG ATCTCCTCCATCCCTCCATC 164

Ai01B1436 Araip.B01 1436 c (A)10tgatggtctcctagta(T)1137 2887272 2887308 CGATAGCTACTTGATTTTGAGAAAGA TCAAAGCAATAAAACCTAAATCG 218

Ai01B1438 Araip.B01 1438 c (GAT)7gaagaagacgaagaagatgat(GAA)557 2889781 2889837 TTCACGATCCCGAGATTTTC TCTGAGCAGCAGCATCCTTA 192

Ai01B1440 Araip.B01 1440 p3 (ATT)13 39 2894140 2894178 TTTAGTGGGCCCTCAAACAT TGGAAAGCATAAGCTGATCTGA 184

Ai01B1442 Araip.B01 1442 c (A)10cccgttagtatttgatattttttatagtataataagaaattaattaatgatttccgctaaaaaaaaacaatatgtagt(A)1199 2900423 2900521 GAGGTTACGAGTTCGAGTTTCC TTGGTAGATGGAGAATTTCACG 236

Ai01B1444 Araip.B01 1444 p3 (GAA)5 15 2906265 2906279 TCAAATTTGGCAAGAAACTCG TCCAACAAAACACACGCATT 158

Ai01B1466 Araip.B01 1466 p3 (TTA)8 24 2937340 2937363 AAAACAATCTAATAATATTGAAAGCCA TTGGTTCGAATTACACGATGA 265

Ai01B1469 Araip.B01 1469 p3 (CTT)5 15 2944749 2944763 TGCACAATTCAAAACTCTTCCT GTGATTACACGCACGAATGG 264

Ai01B1472 Araip.B01 1472 c (A)10tgaagagttcgttaacgttggcctcaaatgcaaggcaaatacaagaaaaaatattgatcgttttaa(T)1086 2951896 2951981 CGAAATAGAAAATGTTAGAGGATCAA TTGCTATCAGCCATTGTTAAGTG 239

Ai01B1474 Araip.B01 1474 p2 (AT)9 18 2952820 2952837 TTTATATGGTCCGACTGGCG CAATAAAGTTGCTGGCCTCC 225

Ai01B1481 Araip.B01 1481 c (T)10attaaactatcatttctatccacacaagttttaaacgctgacaaatctatccat(A)1276 2958073 2958148 CCAGAGGATCCCCCATTTAT GGAGGGGTGTTGAAATTAGG 265

Ai01B1496 Araip.B01 1496 p3 (TAT)5 15 2982043 2982057 CAGGTGATATAAAATCTTTCAACCAA GATTCGATTCCAACCCTCAA 258

Ai01B1499 Araip.B01 1499 p3 (TAT)5 15 2983377 2983391 TGCATGTAAAACTAACAACGATCT TTCCTTCTCTGCAACACTCTCA 235

Ai01B1500 Araip.B01 1500 c (A)11taaagaagttaatagtcttgaactttacattgttaactatcttagtaaagttaattatgtaagtattttttttatttttttaataattaataat(ATA)6123 2984502 2984624 TCATTTCCTACCCATCCAACA CAAGAAATACGTGTGAGAAAATGC 274

Ai01B1501 Araip.B01 1501 p6 (AAAGAG)5 30 2994899 2994928 GGCTCCGGCTAAGAGTAAAA ACTCGCAAGGGATTTTGATG 274

Ai01B1503 Araip.B01 1503 p3 (TAA)5 15 2997383 2997397 CGGAATGTGATCAACCACTG CAGCTTGGAGATGGTGTTGA 181

Ai01B1510 Araip.B01 1510 p2 (GA)7 14 3019114 3019127 GGATGCATATAATGGTAGAAGAGAA ACCAGCCATTGATATACCCG 183

Ai01B1512 Araip.B01 1512 p3 (TTG)6 18 3022060 3022077 ATTAGCCGACCCCACCTAGT GGCCAATGTCATTACCAAGG 276

Ai01B1513 Araip.B01 1513 c (T)14(G)15 29 3024141 3024169 TACCCACCATCAATTGCAGA CTGTGCTGTGCAACACTCCT 240

Ai01B1515 Araip.B01 1515 c (T)10cttcttctccgcccttatttcaaatttatgtatacg(TTC)5ccatacttgtttcaaattcatgcatatgttcttt(TTC)5tttcttgatgctacgtcgtcttcttctcctcctcc(T)13158 3026880 3027037 TTCACATCCAAGTAATTTTAGCATTT GATGAGGAGGAGGAAGAGGG 278
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Ai01B1516 Araip.B01 1516 c* (A)10(AAAAAG)5*35 3028027 3028061 CCATGAAGATTAAACAAGCCG GAGTGAGGTGGTTAGGGCAA 229

Ai01B1518 Araip.B01 1518 c (TC)12(AC)11 46 3031143 3031188 TTTGCAGTGGTTAGGGAAGG AATATGAAGGAATGGTGTGCG 171

Ai01B1520 Araip.B01 1520 p2 (AT)6 12 3038719 3038730 TGTCACATCCCTCTGAAATGA TGCCAGTGCACTTGAGACAT 280

Ai01B1522 Araip.B01 1522 c (AAG)6aacgaaaaagtgtcatatttgtttg(T)1558 3039532 3039589 GCTGAAGAAGAGGTTCCAGC TGACACTGTTATTGCCATGC 271

Ai01B1524 Araip.B01 1524 c (A)11gtgtagagacccaatt(A)10tttttggtgcaaaaattcaatt(A)1675 3039983 3040057 TTTTAATTGGGTCCCTGCAC TTGCTCCGTATAGTTTCGCA 231

Ai01B1526 Araip.B01 1526 c (TA)9tcgaataataaaactac(T)1045 3044738 3044782 TCGTTTTCTCTTCCCCTTTC TTCGTTTGTCCCCACAATTT 253

Ai01B1527 Araip.B01 1527 p2 (CA)6 12 3045207 3045218 TTTGAAGTTGAACCCTGGCT TCCAACCATAAGCACTACTCCA 266

Ai01B1529 Araip.B01 1529 p4 (AATA)6 24 3047128 3047151 ATTCTCCCCTCAACGTGTCA CATGTATAGCTAGTCGTTGGTTCC 210

Ai01B1531 Araip.B01 1531 p2 (GA)8 16 3048231 3048246 CAGCTCCCAAACTTAGCCTG CAAGCCTTTAATGCGTCCAT 203

Ai01B1543 Araip.B01 1543 p3 (CTT)15 45 3072930 3072974 GGTCTCCAAGGTTTCAGTTTG ACAGAAGAAGAAGCGGCAGA 280

Ai01B1544 Araip.B01 1544 p3 (ATG)8 24 3073230 3073253 TCTGCCGCTTCTTCTTCTGT TCACCAGCACTTAGCACCAC 268

Ai01B1545 Araip.B01 1545 p3 (TGG)5 15 3073392 3073406 GTGGTGCTAAGTGCTGGTGA GCACCTATTCCTTCTTCCCC 221

Ai01B1549 Araip.B01 1549 p2 (TA)6 12 3082566 3082577 GAGTTTCAGCCATTTTAATTGTTTT TGTGTAATCGATAATTAAGAACGGT 259

Ai01B1550 Araip.B01 1550 p3 (ATA)5 15 3082750 3082764 CCGTTCTTAATTATCGATTACACA AAATACTTAGCTGACACATAAATGAGA 202

Ai01B1552 Araip.B01 1552 p3 (GTT)5 15 3090224 3090238 TAGTGTGCTCGCCATTTTTG CAAATGCAGGAACAGAAGCA 220

Ai01B1553 Araip.B01 1553 c (AC)9(AG)22 62 3093615 3093676 TGTTTCCTCCTCCCTCCTCT ATCGCACTTATGGCTTCCAC 271

Ai01B1556 Araip.B01 1556 p3 (TTC)5 15 3101906 3101920 AGTGCGCCTAAACAAAAGGA TCTAGCTTCATTCGACGGTG 238

Ai01B1558 Araip.B01 1558 p2 (AT)11 22 3103061 3103082 TGCTTTGAAATTTTGTCTTTGG TGCCTCATTCCTATTAGCTCC 248

Ai01B1559 Araip.B01 1559 c (A)13tttatcataatataatattaaaatttttataacctaaaaatataaattttgattcttgttgagtttc(A)10ttcagcatgaaattaatataaaaatatatatgc(A)11134 3103588 3103721 AAAAATATATGTGTCATTTCTCATCAA TTTTCCACTTTTGCAATCTATTTTT 210

Ai01B1561 Araip.B01 1561 c (AT)9taggtggatactacaatgaagattttataattgtcttcatgtgaatata(T)1077 3104579 3104655 CGTTTGCATTTCCATGATTG TGCTTTGTTCAAAAGTGTGGTT 237

Ai01B1572 Araip.B01 1572 c (A)12gtgtagggatccaattaaaaaaaaattttggtgcaaagactcaatt(A)1573 3132283 3132355 TTCTTTTAATTGGGTCTTTGCAC TTCACAAAATTTTTAATTAGGTCTTTG 217

Ai01B1575 Araip.B01 1575 p2 (TA)7 14 3142958 3142971 TCCATTGTCTCCTTATACTTTCCC TCTCTCCGATCCCTTGACTT 266

Ai01B1578 Araip.B01 1578 p5 (TTTTA)5 25 3146454 3146478 TGCACAAAGAAAGGTGAACAA TACAACACGAGGGGAGAAAA 231

Ai01B1583 Araip.B01 1583 c (T)12gcatctagat(A)1032 3152675 3152706 AACAACTCGACCAACCCAAG AGCACATGATCTTTGGCTCA 248

Ai01B1587 Araip.B01 1587 p2 (TA)8 16 3159158 3159173 TCGCACACACACGTACACAC TTCATCCAACGGTTCTCAAA 264

Ai01B1592 Araip.B01 1592 p2 (TA)9 18 3177213 3177230 AAGGACGAAGATGATGACGC TTTTGAATTTTGAATTTTTGGGA 272

Ai01B1598 Araip.B01 1598 p2 (AT)8 16 3189182 3189197 AAAAAGCTCGCGAAGAGTTG CGCCACTCTGATAGCTCAGG 268

Ai01B1602 Araip.B01 1602 p3 (TTC)6 18 3198419 3198436 GGAAGAGAGCTCCGATGATG AAAGGGGACGTAGTGACGTG 208

Ai01B1609 Araip.B01 1609 p2 (TA)7 14 3214521 3214534 CAAGATTTGATTCTACGATGTGC TTTCAATAATTGTGTAATCCATGC 161

Ai01B1610 Araip.B01 1610 p3 (ATT)5 15 3215770 3215784 GGAAGGTATACAGTGAACGGTGA TGAATCAATGAAGGATCGGA 245

Ai01B1618 Araip.B01 1618 p2 (AT)6 12 3225460 3225471 CTCGACCTGCGAAACTAAGG TTTCAGATGCAGGACGTGAG 222

Ai01B1619 Araip.B01 1619 p3 (TTC)7 21 3229144 3229164 ACCATAAAAGTCCCCAAGCC GTCTAGCACCACCCACCATT 261

Ai01B1620 Araip.B01 1620 p2 (TA)6 12 3232003 3232014 TGGCAAGAAGGTGATGACAG TTTCACGAGATGAGAACGGA 278

Ai01B1627 Araip.B01 1627 c (AAG)5aacgacgaagctaattacgtcaaagtcaatccagatccataatgcagagaacaagaaattttattaggtt(GAA)5100 3249822 3249921 AAATTGATGCGTTTCCGAAG ACCTTGTTCTCTTGTCGCGT 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B1629 Araip.B01 1629 c (T)10cttttaattgaattcttacactaa(T)1044 3255067 3255110 CAATGTCAAAAACCAATTCGC TCAGCTTAATTTTATAGGGACCCA 276

Ai01B1631 Araip.B01 1631 p2 (GT)8 16 3262559 3262574 AAATAATGTCGCTGGCATGTT CAGCATAATCTATGTTGTGAGCA 169

Ai01B1633 Araip.B01 1633 p2 (TA)15 30 3266507 3266536 TTGGGTCAAAGTTTGGGATT GATGAAATATTGGGCTTGCAC 246

Ai01B1637 Araip.B01 1637 p2 (TA)6 12 3270722 3270733 TGCGACAGTTTCGTAGATCG TCACAGGACTTGCTGACTGC 184

Ai01B1644 Araip.B01 1644 p2 (CA)7 14 3282010 3282023 GCACCCAACGATGATACAAA CAAAACAAAGCGCACATGAT 249

Ai01B1645 Araip.B01 1645 p3 (CAA)6 18 3285947 3285964 TGCAACATGTTTGGGACAGT GAACACACCAAGCACCCTTT 209

Ai01B1647 Araip.B01 1647 p3 (AGA)14 42 3307205 3307246 GAAGAAGAAGACGCTCCGTG CACGCGTCTAACACACACAA 152

Ai01B1648 Araip.B01 1648 c (AAT)5at(A)17 34 3307597 3307630 TTGTGTATTCTGACATTTCTTTTTGA CGCTAAATGACAAAAACGGG 254

Ai01B1649 Araip.B01 1649 p3 (GAA)5 15 3307908 3307922 GCGGAAGAAGGACAACAAAA GAAGGACCACGGTAAGGTGA 168

Ai01B1657 Araip.B01 1657 c (A)12tatagggaactaaaattttttaaaaacggagatgaatta(T)1162 3325739 3325800 TTGTGTTTGGTGATAAGAGATTAAAA TGTTTAGTGTAAATCGTATTGGACTG 256

Ai01B1659 Araip.B01 1659 c (A)10tccccttttttggttgttaatcaaag(A)1046 3326587 3326632 GCTGACTTTGGTGGCTGATT GGTAACGTAGCGAAACCGAA 202

Ai01B1660 Araip.B01 1660 c* (GT)7(T)11* 24 3328631 3328654 TGTCACCGTGCTTTGTTTGT CACTAATGGTTAATGGGCGAA 163

Ai01B1661 Araip.B01 1661 p3 (CCA)5 15 3329392 3329406 CCTTGTTGATGGGTTTGTGA TGAGACGTCAAAAGTGGCAG 280

Ai01B1665 Araip.B01 1665 p2 (AT)6 12 3343811 3343822 GCATAAGACTTCTGAACATGTGTG CCACCATTTACTTGATTTGAAAAA 249

Ai01B1668 Araip.B01 1668 p2 (TG)6 12 3351651 3351662 CACCTTATGAAAGCGATCTGG TGGAGCATGATCAAAGAGGA 261

Ai01B1671 Araip.B01 1671 p2 (TA)11 22 3367103 3367124 AAATCTGTGTGAGGATTGGGA TTCGAAACAAAAATTAATAACAGCC 266

Ai01B1675 Araip.B01 1675 p3 (TAT)15 45 3373430 3373474 TTTGACTTCTGATGGATCTCAATA GGCACTATTTCAACGGTGGT 253

Ai01B1679 Araip.B01 1679 c (AT)6aa(TG)6 26 3395220 3395245 GGTTGGAGGATGAGTGGTGT CAAGAAGGTAAGGAAGCCCC 261

Ai01B1681 Araip.B01 1681 p4 (TTTC)5 20 3399703 3399722 CTGGCCAATGATTCAGCTTT TCCTGTCAAAATTCCGTTGA 169

Ai01B1685 Araip.B01 1685 p2 (TA)6 12 3406182 3406193 TGGGTACTTTTGTCAGCGTTC ATGAGCATGCTTCCCAAAAA 213

Ai01B1689 Araip.B01 1689 p3 (ATA)6 18 3411812 3411829 TCAGAGACATATCGACTCAGGAA AATCTACATCTGCTCGGGGA 232

Ai01B1691 Araip.B01 1691 c (T)10caattgagtccctacactttttttttcttttatttgagtcaatactgtaccaa(T)1174 3415205 3415278 TTTTTCTTTTTAATTGGATCCCT TCCTTTTAATTGGGTCCTTGC 191

Ai01B1692 Araip.B01 1692 p2 (AT)15 30 3415431 3415460 GCAAGGACCCAATTAAAAGGA TCTATTGGTTCATATAGTTTTGCGA 176

Ai01B1700 Araip.B01 1700 p3 (TTA)5 15 3433338 3433352 TGTTGTTGTTGTTGTTGTTGTTG CTACTCGCGAAACGTGTTGA 273

Ai01B1707 Araip.B01 1707 p3 (GGT)5 15 3449169 3449183 TGATGTTGTTTCGGCTTCTG TAGAATCAAAACCGTCCCCA 205

Ai01B1710 Araip.B01 1710 c (T)11aattaggtccctcttaagtaattagtttaattatatagggaccaaatt(A)10ttggtagagggacccaaataaaag(A)10103 3454059 3454161 GTTGCCCCTATAGTTTTGCG CCTTTTAATTGAGTCCTTGCATC 231

Ai01B1711 Araip.B01 1711 p2 (AT)8 16 3454588 3454603 TGCACTTAAATTCATTTCAAATTATCA TCTCTCCCTTTCTCTTTCCTCA 234

Ai01B1712 Araip.B01 1712 c (AT)14g(TAA)6 47 3459811 3459857 TGATCTGAAACATAAAAAGTGCG CAAAATCTTTCTTAGGCTCACAGA 256

Ai01B1714 Araip.B01 1714 p3 (AAT)6 18 3467576 3467593 GAGGTCCAACTGCTGCTCTC GAAAACTCGGCAAGCAAAAG 253

Ai01B1715 Araip.B01 1715 p2 (GA)8 16 3470241 3470256 GCACAGACGGAAAAGAGAGG CCGTGTCTCTCGTTCTCACA 134

Ai01B1716 Araip.B01 1716 p3 (TAT)5 15 3471136 3471150 TTTCAATTCAATCATCATCAACAA CAATTGTTGAGTCTACAGCGGA 189

Ai01B1718 Araip.B01 1718 p3 (TAT)7 21 3481309 3481329 ATTCAGCTGCTTCAGGCATT TTCTTGCTATTTTTGGTGCATTT 261

Ai01B1741 Araip.B01 1741 p4 (TTAA)6 24 3528661 3528684 GGCCCAGGAGCTGATATTCT CCACAGCTGTTCCAATCGTA 136

Ai01B1743 Araip.B01 1743 c (T)12caatggttgatgacatgaaataccataaaatttctc(A)1260 3529329 3529388 CAGGAATGCATGTACAAAAGGA TGTTAGCTTATTGTTGGCTATACCTC 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B1745 Araip.B01 1745 p3 (AAG)5 15 3532823 3532837 AAGGCCTTGTTCAAGAGCTAAA TTGGACTCGTTGTTCTGCAC 201

Ai01B1746 Araip.B01 1746 c (A)11cacatccaaaaacaacgtcattaatatgcttcttcatcttttttgtttgatatttccttctctttttcttggtttttaagagagtaaataaa(T)10113 3533083 3533195 TTGCGATACATAAACTCAGTTCG CGTTGTCCTGCACAATTCAA 275

Ai01B1748 Araip.B01 1748 p2 (AG)17 34 3547744 3547777 TGTGGCACAGAACGAGAAGA TGGGGGAGTTCTTGCTATTG 238

Ai01B1749 Araip.B01 1749 p2 (TA)6 12 3549137 3549148 TGTGGATCCTCTTGAATTTTGA CCTTTAATTCTTCTCAAAATCTCTCTT 274

Ai01B1751 Araip.B01 1751 p2 (AG)6 12 3551250 3551261 TCCCAAATTGCGTCATCATA TGCACGGTGTAATTGGAAAC 172

Ai01B1752 Araip.B01 1752 p2 (AG)6 12 3558937 3558948 TCCCAAATTGCGTCATCATA TGCACGGTGTAATTGGAAAC 172

Ai01B1754 Araip.B01 1754 p3 (AAT)5 15 3575745 3575759 AAAATCCAATCTAACCGAATCA TGATGGATCTCTTCAATTCTTCG 278

Ai01B1755 Araip.B01 1755 p2 (AG)17 34 3579419 3579452 GATCCACATCCTCTTCTGCC TGGGGGAGTTCTTGCTATTG 262

Ai01B1756 Araip.B01 1756 p3 (AGA)5 15 3581056 3581070 CCCAAGTTTAAGAAAGGCCC TGGCAGTGTGTGAAGGAGAG 266

Ai01B1760 Araip.B01 1760 p2 (AT)6 12 3590542 3590553 CCGCGTGCAATATAATCAAA AAAAATAAAATTCATTGCTCACCA 253

Ai01B1761 Araip.B01 1761 p3 (TAA)6 18 3594226 3594243 CGATCCCAAGAGGAAGAGGT AGGAGTGTGGATGGAAGGTG 254

Ai01B1763 Araip.B01 1763 p4 (TAAA)5 20 3598667 3598686 CTTATCCTTTGGGCCATTGA TTAATGTGATTGCAGGGTGC 269

Ai01B1764 Araip.B01 1764 p2 (GA)6 12 3599090 3599101 TGGAGGGTTTGTAATCGGAG CCTCACATTCTTCCTTCCCA 207

Ai01B1771 Araip.B01 1771 p2 (GT)6 12 3613014 3613025 TTTGGGATGCATTCTTAGGC GACGGAATCGGGTTGAATAC 231

Ai01B1772 Araip.B01 1772 c (A)10gttttttattttattcataatacttttttaa(TATT)561 3613581 3613641 TGCGAGTAGGGTTAGGGTTG GATTTTGATGTGGCCGAAGT 261

Ai01B1775 Araip.B01 1775 p2 (AT)9 18 3617086 3617103 TTCGCAGATTCGCACAATAA GGATCGGATTGGATATTGGA 276

Ai01B1780 Araip.B01 1780 p2 (TG)7 14 3628976 3628989 TCAGCCTCTAAGGTTTCGGA TGCTCTAGTCGAGAGGTGGC 165

Ai01B1781 Araip.B01 1781 p2 (AT)8 16 3631542 3631557 GCCTCCGTCAATTTTACACAA TTTGATCAGAGTCTCGTGCTG 277

Ai01B1782 Araip.B01 1782 p2 (AT)7 14 3636433 3636446 AAAAGCAAATGCTATTCTCTCTCTC TTTATTTTGGCCTGGATTGG 230

Ai01B1784 Araip.B01 1784 p3 (CTC)5 15 3638871 3638885 ATCTGGTGGTGTTAGGACGG TGCCGAACAGAAACATCATC 252

Ai01B1790 Araip.B01 1790 p4 (ATGA)5 20 3660799 3660818 GACAAGTCAAAGACCCGGAG CTGTCCCTTGAATTGCTGGT 253

Ai01B1793 Araip.B01 1793 c (T)12ggtttagacttgttgaaaaaggataaaaataagagagagatgggttatataactttaacaaa(ATT)692 3668081 3668172 AGAGGATGAGTCGGGGAGTT GCAAGATTATAAATGTTTGTGTGTCA 244

Ai01B1797 Araip.B01 1797 p3 (GAA)7 21 3673088 3673108 GGGCCCCATCTCCCTATAC AGCATCCATCAGATGCAACA 272

Ai01B1798 Araip.B01 1798 p2 (AT)8 16 3674003 3674018 TTTGCAAGAAGCACAAGGTG GCATGTGCCTCTAGTGATGC 258

Ai01B1799 Araip.B01 1799 p3 (TTA)19 57 3677995 3678051 TGATCCAAACATAAAAAGTGCG TGGCAATAATTTGGCCTGTT 226

Ai01B1800 Araip.B01 1800 p2 (TA)6 12 3681026 3681037 GAAACCTCATGAGAACTCCCC AGTGGTAACGGTGAAAGGCT 269

Ai01B1802 Araip.B01 1802 c (A)10gaaaaagaaaagaaaacaacagctaaaatttagcaaatgtatcaccataaaattaaaaaggtagccattaac(A)1193 3683413 3683505 TGCCTAATTTCCAGACGGAG GAATTGTGATTGAAAATGCCG 205

Ai01B1803 Araip.B01 1803 p2 (TA)6 12 3683873 3683884 TCAAACAAACGCACCCACT TGGTCTTGAGGTACGAGGCT 175

Ai01B1806 Araip.B01 1806 p2 (AT)8 16 3686763 3686778 GTCTCTGCGCCTATCTCCAC TTTTCAAGGTTATCGTTTGGTC 236

Ai01B1807 Araip.B01 1807 p2 (AG)21 42 3689045 3689086 CTCCACCTCCGAAATTACCA AAAGCTCGTGTTCGCAAAAT 231

Ai01B1813 Araip.B01 1813 p4 (TATT)5 20 3700670 3700689 TCGTTTACGATCCGTTGAAA ACACAAATTGACCCCCAAAA 165

Ai01B1817 Araip.B01 1817 p3 (ACA)5 15 3705361 3705375 TCAATTTTGAACACGCAATCA TGCGTGTTTTCTCTCAATCG 158

Ai01B1819 Araip.B01 1819 p3 (TTC)9 27 3729877 3729903 CCCACCTCTCATTCGTTTGT GAACGCGACCAGAGAAGAAC 213

Ai01B1820 Araip.B01 1820 p3 (AAG)12 36 3731442 3731477 GAAGAAGAAGACGCTCCGTG AAATACACACGCCCAACACA 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B1824 Araip.B01 1824 p2 (AT)6 12 3733952 3733963 TCAAATCATCAAAATGTGTAGGATG GCTCAACTACGCGCATACAA 169

Ai01B1825 Araip.B01 1825 p3 (CTT)5 15 3734574 3734588 GAACATCATTACACGCGCTTT CACATGCGTCCATTCAATTT 267

Ai01B1826 Araip.B01 1826 p3 (AGA)5 15 3735465 3735479 GCAGCAACAACCACAAAAGA TCCGCTTTCTTCTTTCCTCA 212

Ai01B1830 Araip.B01 1830 p3 (AGG)6 18 3749626 3749643 GATAGGGGGATGAGGGAGAG GGAGAGCTCCCGACTTGTAA 242

Ai01B1833 Araip.B01 1833 p3 (GTT)6 18 3754935 3754952 TGTCCCTTATGCCTTGAACA TCCTGCAGCAAAATAAATTCG 248

Ai01B1843 Araip.B01 1843 c (T)10accaataaa(T)11atgaaaaatttaaatttttaacatttaattaaataaacttataaactaattattaaattaactcaaaataattaaaag(T)16124 3775179 3775302 TGTGCTATCATCATTATTTGCTTTC TCATTGACCTGTCGAGTTGG 265

Ai01B1848 Araip.B01 1848 p2 (AT)8 16 3781180 3781195 ACGAAAGAAAAGCATGCACC CCGGGGAACTCATAACTCAT 149

Ai01B1849 Araip.B01 1849 p3 (TTA)5 15 3781651 3781665 CAAACGCTATTATATGTGGGGA TTCTCTTGTTTTGGTGCTTCA 135

Ai01B1851 Araip.B01 1851 c (GT)6ttgtttgagtttgcggtgaatgttttcacgggaaagggtttctggtttc(AG)8aaaggagcgtttagttttggtttggtttgggggagaaagagaaagagagagaaagagaaagaaaaatgggaatttttttagggaaa(AG)7177 3784152 3784328 GGTTGGGTTTCGAAGGTTTT ATGCTTTTTCACGTCCCATC 278

Ai01B1853 Araip.B01 1853 p2 (TC)6 12 3786872 3786883 GACCACGCGAAGCTCTTATC CGGCATTTAATGAATGTTGG 247

Ai01B1860 Araip.B01 1860 p2 (TA)7 14 3801866 3801879 GCAGGCTGAAACACTCCTTC GGAAAGCAAAATCCCAAACC 277

Ai01B1870 Araip.B01 1870 c (T)10(G)12 22 3821557 3821578 CAAGAGCCCAGAAGGAATACA AAGCAAATGTGTGCTTTTAATTG 275

Ai01B1871 Araip.B01 1871 p3 (GAT)5 15 3822435 3822449 TTCTCCACAAATTCCCTTGC TTGGGAAGAGGATGAACCTG 125

Ai01B1874 Araip.B01 1874 p2 (TA)6 12 3827146 3827157 GCTGATAAGGGGGAAGAACC TGTTTTGGATGAATTCCCTTG 268

Ai01B1878 Araip.B01 1878 p3 (ATT)12 36 3838107 3838142 CACCTGCACATCCTGATGAC GAGTGTGGCATTGAAAGCAG 280

Ai01B1879 Araip.B01 1879 p2 (TA)8 16 3841630 3841645 GCTCAGCTCATTAGCTCGTAAA GAAAGCTCACGAGTTGGCTC 255

Ai01B1885 Araip.B01 1885 p2 (AT)9 18 3856304 3856321 GCTCTGCCGATCTTCTTGTC CTTGTGGTCATGGGGTGAG 185

Ai01B1892 Araip.B01 1892 p2 (GA)6 12 3864937 3864948 CCTATCATGGGAATATTGCATTT TCACCAAACAGAATATAAGAACAAAAA 256

Ai01B1897 Araip.B01 1897 c (T)10ggttaattttaggaa(T)1035 3875404 3875438 CAATGAGTGAGTGGGACTGC GCCACAGGCAGAAAAGTCAT 251

Ai01B1900 Araip.B01 1900 p3 (TGG)6 18 3877914 3877931 CCATCAGCATCACACTCTCG TGCACACCAAAGGCACTAAG 262

Ai01B1901 Araip.B01 1901 p2 (TA)12 24 3878650 3878673 GATTGGTAAAATGATAAAGTGAGAAA TTTGAGAAGATCTTTCCTAAGGTGA 246

Ai01B1903 Araip.B01 1903 p3 (AAT)5 15 3882769 3882783 TACTGCCTACACGGGAAACC TCAAGGTGGACAGATTGGAA 239

Ai01B1904 Araip.B01 1904 p3 (TAA)5 15 3888237 3888251 TGACCTTGCTAAAGGATTGAAA ACTCATCGTTGGTTGCTTCC 162

Ai01B1907 Araip.B01 1907 p2 (AG)7 14 3891829 3891842 GCAAGGTGGATTATGCGACT CCGCACATTTCCCAAATAAC 216

Ai01B1909 Araip.B01 1909 p2 (AC)7 14 3896029 3896042 TTTCAGAAACTGTGTGTGCG TACCTGACCCTTTTGCAACC 233

Ai01B1910 Araip.B01 1910 p2 (AC)7 14 3897090 3897103 TTTCAGAAACTGTGTGTGCG TACCTGACCCTTTTGCAACC 233

Ai01B1911 Araip.B01 1911 p2 (CA)10 20 3904774 3904793 CGCCATTCTGATAGCTCAGG TGGTAGGGTGTTACAAGAGCG 247

Ai01B1912 Araip.B01 1912 p2 (CT)6 12 3911819 3911830 CCTCTATTCGCGATTCCAAC GGAGAGGAGATCCGAGAAGG 152

Ai01B1919 Araip.B01 1919 p3 (GAA)5 15 3942069 3942083 TACTGATGAGGGGTTCAGGC TGGCATTCAACGTATGGGTA 273

Ai01B1921 Araip.B01 1921 c (A)10ctctaaacaaactctaacaattactttaaaagacaatgaggtctttaataaaaaacta(T)1078 3944232 3944309 CATTTCTGTGAGATTGATTTAAACTT TTTCAAAGGACTGCAAGGCT 263

Ai01B1923 Araip.B01 1923 p2 (TC)7 14 3947353 3947366 TTTTCCCCTTATTCGAACCC GTGTTAGAGGTGGCGGTCAT 239

Ai01B1929 Araip.B01 1929 p3 (TAT)6 18 3962649 3962666 GGTTTTTGGGATAAAAAGAATGTG TCATGGTGGTCAGAACCAAA 274

Ai01B1936 Araip.B01 1936 p2 (TA)7 14 3984345 3984358 ATGGCTGAGTAGTGCATTGAT GCTGGCCAGAATTTAACGAA 272

Ai01B1937 Araip.B01 1937 p3 (AAT)5 15 3985180 3985194 ACTTGTGACAGGCACATTGG GGATTTGGATGGAGATGGTG 276
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Ai01B1938 Araip.B01 1938 p4 (TAAC)7 28 3985644 3985671 TTTGGTCAACAGTTGGTGGA GAATTTCTGGCGTGCATTTT 243

Ai01B1939 Araip.B01 1939 p3 (TGT)5 15 3992300 3992314 ATGGTTGGCTCAATGGTTTC AGAAAAAGCCAATGGTGGTG 267

Ai01B1940 Araip.B01 1940 p2 (AG)9 18 3992716 3992733 TTTCTTGAACCCCTTTTGGA AATTGCATCACCAAAATCCC 249

Ai01B1945 Araip.B01 1945 p2 (TA)7 14 4007510 4007523 CCAAGAAACCCCAACGATAA TCTGCTGAGAAATTGTGGGA 110

Ai01B1948 Araip.B01 1948 p2 (AT)11 22 4018405 4018426 TCACCAAACCCAGAGTAACAGA GTGGCATCAAGAGGTTCAGG 257

Ai01B1951 Araip.B01 1951 p2 (AT)6 12 4036277 4036288 AGGGTTAGGGTTGGGTTCAC AGGATTTCCGGTTCAGGACT 233

Ai01B1952 Araip.B01 1952 p2 (TA)6 12 4037008 4037019 GGGAATAAAAATGGATGCTACC CTATAAAGCACGTTTGCCGC 268

Ai01B1953 Araip.B01 1953 p2 (TA)22 44 4038561 4038604 CGTTGGGGACAAAAACGATA CCATGGAGGAAGCAGATACC 246

Ai01B1955 Araip.B01 1955 p2 (AT)8 16 4042947 4042962 TGATGGGAGGACTAACAGGG CACAATCCAAATACAAATTCAACA 262

Ai01B1956 Araip.B01 1956 c (AT)10c(TA)25accccaat(TA)27133 4046804 4046936 ACTTGTGAAGCAAAGGCCC GGGGCAAAAAGTCAGGGAC 279

Ai01B1958 Araip.B01 1958 p3 (AAT)5 15 4070539 4070553 TGTTTGAAGGATTTTCTGAGCA CAAGTGATGTTGGTGTGAATCC 278

Ai01B1962 Araip.B01 1962 p2 (AT)7 14 4096806 4096819 CCTTTTAATTGAGTTTTTGCACC GGAGGCGGATACTAGCAGGT 275

Ai01B1965 Araip.B01 1965 p3 (ATA)18 54 4106058 4106111 AATAGTGACCATGGGGTTGC AGAGCAGGAAATCCAAAGCA 170

Ai01B1966 Araip.B01 1966 p3 (AAC)5 15 4109632 4109646 CCCAGATGTAGCCTTTCTGC CCTATATCCCTAGCGTGGCA 207

Ai01B1971 Araip.B01 1971 p2 (TA)7 14 4125356 4125369 TTTTTACTTTTTCAAGCGGCA CTCCTATTGAGCGCGTTTGT 265

Ai01B1972 Araip.B01 1972 c (T)10caaacaatgtatttcatgcactattatatttagctctttagatgtgtttggtttagcaataaaaggaaagataaattttacctcaatgagtttttc(T)14120 4131675 4131794 GCAAAGCAGATAGCGAATCC AGGTTTGTTTGGTTGTGGGA 240

Ai01B1974 Araip.B01 1974 p3 (ATA)5 15 4135932 4135946 AAGGTTGTTTGCTTTTTGTTTTT CAAGAAGAAAATGCTGATGAGAGA 279

Ai01B1976 Araip.B01 1976 p2 (TA)9 18 4137889 4137906 AAAGCGCAATACGCAAGAAT CTCCTAACTCAGCCTGCGAA 173

Ai01B1977 Araip.B01 1977 c (CT)6gcagtcgctgcagcagaccaaacataaacactaaccgtcaacactctccttcttcactcatctttattgcgaagctaaggctggccagaga(AT)9121 4138260 4138380 TGAAACTACCATCATTTCTTTCACA TTTGGGGTTTTATTTTGGTG 280

Ai01B1978 Araip.B01 1978 p2 (TA)6 12 4160517 4160528 CTCGCGGTGACCTACAAAAT ACAATCCAACCAAACGCATC 204

Ai01B1981 Araip.B01 1981 p2 (AT)9 18 4163361 4163378 GAGGGAAAAAGCACATCCAA TGTGGTGATTTTGGAAGGAA 189

Ai01B1985 Araip.B01 1985 p2 (AT)8 16 4180367 4180382 TTTAAGCCGCAATACCGTTC TGGTTTATTGTACCCTCGCC 209

Ai01B1992 Araip.B01 1992 p2 (GA)6 12 4208963 4208974 TCTCAGCTTGATCTCTTGTTTCT GGCTGCTCTTGAAAACGATA 280

Ai01B1993 Araip.B01 1993 p3 (TAA)5 15 4213325 4213339 ACCACGCCCACTTGAATAGA CGTGATCAATTTGGAAAAGC 280

Ai01B2003 Araip.B01 2003 p2 (AT)10 20 4225265 4225284 TCTTATGCCCGCAAGTTTTT TCAGTTTATCCGTAACCGCC 252

Ai01B2006 Araip.B01 2006 p2 (TA)8 16 4233892 4233907 TCATCACAAAACGCAAAAGG TGGTTTGCTTGTGAAGGGAT 236

Ai01B2008 Araip.B01 2008 c (A)12(CA)8 28 4247334 4247361 TCCTAATGACCTCTCAAATTAAACA CCGTACACCTAGTGAAATGAACA 168

Ai01B2011 Araip.B01 2011 p3 (ATC)6 18 4255523 4255540 GGAGCACTCAAATGGGACAT GTGTTCCAGCAAAGCCAAGT 155

Ai01B2020 Araip.B01 2020 c (TA)6cataaatatacaacaaaagtaacccgacaaccacttcgcttcagaagtccagacgcctaatgaggtgtctctcgacctgcatctgaaaaaa(AAC)5118 4289162 4289279 GGCTGGCCGGAGAATATTTA CCTCTGGTTCTCACCCCATA 270

Ai01B2026 Araip.B01 2026 p2 (AT)7 14 4301630 4301643 TCACAAGGATACGAATGGAGAA AGCTACAGGGAATGGTGTGG 274

Ai01B2029 Araip.B01 2029 c (T)10gtcagtgttaatttgtttattcagcccataataaaaatagataaa(AAT)570 4326717 4326786 TTTGAAGACATCGCATCCAG TGGCGAAAGTTAGTGCATTTT 271

Ai01B2030 Araip.B01 2030 p2 (TA)10 20 4329991 4330010 CCCACGATTTAGCTGGAAAG TCATCATCCAACTGACGGAA 197

Ai01B2032 Araip.B01 2032 c (T)11attatggtattactttcatttaggttaacatacataaattttgattttaagcatataactttgtttaggttaacaaatacctacatttcaattttgagtg(TA)6123 4330696 4330818 AACAAAGTTATATGCTCAAAATCAAAA TCCTTTAATTCTTGTCAAAATCTCTC 274

Ai01B2033 Araip.B01 2033 p2 (AT)6 12 4331169 4331180 AAAATAAATGCGACCAAAGATCTAA TCGTGGTTGTGGTTGTCTTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B2039 Araip.B01 2039 p3 (ACT)5 15 4336282 4336296 TCACTCATTCATTTGCTTGTGA AGCTCCATCAGATTCAACCTC 270

Ai01B2041 Araip.B01 2041 p2 (TA)8 16 4339675 4339690 CTGCAACAAAGACCACAGACA CCACTAGGTATCGTTCTTTCACAA 255

Ai01B2044 Araip.B01 2044 p2 (AT)9 18 4345075 4345092 CCAAAGCTCCACCAAGACTC GCTCACTTTCCCCAAATTTTC 277

Ai01B2045 Araip.B01 2045 p3 (ACA)5 15 4352000 4352014 GCCGTCAAGATAGACGATGC ATTCATGTAGCCGATCCCAC 222

Ai01B2052 Araip.B01 2052 p2 (GA)19 38 4370688 4370725 CATGAAGGGAAAGGTGGAGA GGACCAGCGGTGACAAGTAT 225

Ai01B2054 Araip.B01 2054 p3 (ACA)6 18 4376772 4376789 TTTGGGCTTAAGCATTTTGC CGTTTGATTCATGTAGCCGA 255

Ai01B2062 Araip.B01 2062 p2 (AT)7 14 4391516 4391529 TTCATGATGTCTGTTGAACTTGG AGCGCATGTTCTTTGTGATG 240

Ai01B2064 Araip.B01 2064 p3 (TTA)22 66 4392881 4392946 ATTCCTGGCACCTATACCCC TGCTCATATGCTGGCACCTA 210

Ai01B2065 Araip.B01 2065 p3 (TAT)5 15 4393741 4393755 TTCGGACAAATACACCCCAT CCAAACAGAGTTACACGGGAA 163

Ai01B2068 Araip.B01 2068 p4 (AAAG)6 24 4397904 4397927 TTCCTACCTGAAATCCCCAA TGGCTTGGTTTATGCATCTTT 198

Ai01B2069 Araip.B01 2069 p3 (TTG)6 18 4400367 4400384 CGGCAGCATGAGAGTTGTTA TTGGTTCCTCATACTTTCCCA 261

Ai01B2076 Araip.B01 2076 p3 (AAT)7 21 4411432 4411452 CGACACATGATGTTGTGTGTGA CACGTAATGAGGTACTGCGG 280

Ai01B2077 Araip.B01 2077 p3 (TCA)5 15 4416802 4416816 CCTCCTTCTCATCTTTTGCTG TTTGCAGCATTATGTGTTTCTTC 178

Ai01B2079 Araip.B01 2079 p3 (AAG)5 15 4418927 4418941 AGGAGAATGGGGAGGAAAGA CTTCAGGAGGGCAGAACAAG 197

Ai01B2080 Araip.B01 2080 c* (A)14(AAG)5* 27 4420722 4420748 CGGAGATGACAGAGGGGTAA ATGTGCATGAAATCACGTCG 170

Ai01B2081 Araip.B01 2081 p3 (CTT)5 15 4421330 4421344 CACCACTGCACGACTTCTTC TCAAGCAACATGCACTTTGAA 218

Ai01B2082 Araip.B01 2082 c (TGA)5ccatgaatag(T)1237 4421506 4421542 TCAAAGTGCATGTTGCTTGAA TGCAACAGATCCTCATGGAA 187

Ai01B2083 Araip.B01 2083 p3 (TTA)7 21 4423865 4423885 CATTTGATCAATGATGGAAAAGTT TGCAAGGCAAACATCTTCAC 266

Ai01B2086 Araip.B01 2086 p3 (CCA)8 24 4431512 4431535 CGTGATGATAAAAGCTGCCA GGAGCTGGAGCAATAACAGC 172

Ai01B2087 Araip.B01 2087 p2 (GA)9 18 4437100 4437117 AAAGTGGGGTACCTGCTGTG CACACAACACTTGCATTGCC 228

Ai01B2098 Araip.B01 2098 p2 (TG)6 12 4471720 4471731 GATGCAGATGCTGTTTCCAA CATCCCACATCCCTTCAAAC 154

Ai01B2102 Araip.B01 2102 p3 (CTG)5 15 4489385 4489399 CCAATTGCCAAAGTCGTTTT AACCCCTTTAGTACGGCTCA 115

Ai01B2105 Araip.B01 2105 p3 (ATT)6 18 4496123 4496140 TTGTCATGGTGTGGGGTTTA TCAGAAAGCTGGGAATCGAG 204

Ai01B2109 Araip.B01 2109 p3 (ATA)5 15 4501559 4501573 GCTCGAGAGAGACAGCCAGT TGAAAAAGAAAGTTATGCACCG 109

Ai01B2116 Araip.B01 2116 p2 (CA)6 12 4526817 4526828 TGGAAGTGGAAGGGAAAATG CCTGACGGTGAGAGAAATGG 276

Ai01B2120 Araip.B01 2120 p2 (CT)6 12 4530870 4530881 TAGTTTGGTGGAGGACTGCC TCGAGGAAGAAGTGAGGGAA 108

Ai01B2122 Araip.B01 2122 p2 (AG)6 12 4536619 4536630 GGGAGTGAATTGTCAGGGTC TGCAGTTGAACAGAGGGTGA 278

Ai01B2124 Araip.B01 2124 p2 (TC)6 12 4538097 4538108 ATGCCAAATGCAACTTCTGA AGCATGTTTTGCCTGGAAAC 256

Ai01B2126 Araip.B01 2126 p2 (TC)6 12 4541121 4541132 ATGCCAAATGCAACTTCTGA AGCATGTTTTGCCTGGAAAC 256

Ai01B2129 Araip.B01 2129 p2 (TC)6 12 4548616 4548627 AGCTGTTATCACCGCAAAGG CTATCCCTTGTCTTGGGCAC 188

Ai01B2135 Araip.B01 2135 c (AC)8(TC)7 30 4557662 4557691 GTACCGGCGTCAGATTTTGT GCAACGAGAAGACCAAGGAG 270

Ai01B2143 Araip.B01 2143 p2 (TA)8 16 4590041 4590056 TGGTAACTATAACGCCCCGA TGTGCGTTAGCTTTGTGTGA 215

Ai01B2144 Araip.B01 2144 p2 (CT)20 40 4593321 4593360 AGAACTGCTAGGGCACGAAA AAATGAGCCAAGGAAGCTCA 259

Ai01B2145 Araip.B01 2145 p2 (TC)7 14 4593916 4593929 TTTGAATCTATTCCGGGCAC GCAACGTGTGAAAAGAGAGGA 267
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Ai01B2147 Araip.B01 2147 p2 (AT)9 18 4596263 4596280 ACCTCTTGACCTCGGCTGTA CTATCCGGTTTACCTTTGCG 183

Ai01B2148 Araip.B01 2148 p3 (TGA)8 24 4599764 4599787 GAAGTGTCCTGGCAATGGAT ATCCCATTCACCACCATCAT 123

Ai01B2149 Araip.B01 2149 p3 (AAG)5 15 4599916 4599930 ATGATGGTGGTGAATGGGAT GCGAATAGAATGCTTAGATGGC 249

Ai01B2152 Araip.B01 2152 p2 (AT)7 14 4606185 4606198 GGGATTTTATCCCCCACACT TTTTTGAACAATATAAACAACCACTAA 224

Ai01B2153 Araip.B01 2153 p3 (TTA)8 24 4612136 4612159 CAAATACAAACAAACCATGCG TTGCGAAACAGCCGAATAAT 254

Ai01B2154 Araip.B01 2154 p2 (TG)25 50 4645228 4645277 TCTAGGATTGCCTCTGGCAT TCAAGACTGGCCGGAGAATA 170

Ai01B2155 Araip.B01 2155 p2 (TC)9 18 4647482 4647499 ACAACCACGCTGTGACGATA TCGTGTAGTCAGAGTTGCCG 185

Ai01B2156 Araip.B01 2156 p2 (CA)6 12 4648444 4648455 AAGCAAGAAGTCTCGGCGT AGCTTCCACCCTACGGAGTT 221

Ai01B2157 Araip.B01 2157 c (T)10agttgggtccctatacaattaagccaattactgttaagagggacctaattg(A)10ttagtgcagggatccaattaaaag(A)10105 4650987 4651091 TTAATCGAGTCCTTGCACCA CGCAAAATTTTCAATTAGGTCC 214

Ai01B2162 Araip.B01 2162 p2 (AG)6 12 4667537 4667548 GGCGGAATCGTCAACCTTA CAACCCACTTCCAACCCTAA 119

Ai01B2163 Araip.B01 2163 p3 (TAT)5 15 4668141 4668155 TGATTCATTCGTATTTTGATTTGG TCCTCTTTTAAATTCATCGACAA 252

Ai01B2165 Araip.B01 2165 p3 (AAG)5 15 4671223 4671237 AAAATGTTTCCTCTAATGCTGC CCTCCTCATCGTCTTCTGCT 280

Ai01B2166 Araip.B01 2166 p3 (AGG)5 15 4671688 4671702 TGATGGAGGAGAAGGAGGAA TTATCGTCGTCACCAACACC 109

Ai01B2169 Araip.B01 2169 p3 (TGG)5 15 4682178 4682192 GAAGCATATGGCTACGAGGC CCACTGCATATCCATCACCA 235

Ai01B2171 Araip.B01 2171 p2 (TA)9 18 4688020 4688037 CTGGCCATTCAGCTTTGTTT GCAAATATGTCGGAGACGTG 186

Ai01B2176 Araip.B01 2176 c (T)11c(T)11 23 4702802 4702824 CCACGGCTATGAAAATTGGT AGCCCATAAAACGCATCTTG 265

Ai01B2178 Araip.B01 2178 p3 (AAG)5 15 4707108 4707122 GTAGCAGGGAAGGGTGTGAA TCCAAAGTCTTCCTCGCATT 140

Ai01B2184 Araip.B01 2184 p3 (AGT)6 18 4713401 4713418 TCTTCCCCAAGGAAGGTTCT GGCACTTAGATGCCATTGGT 267

Ai01B2185 Araip.B01 2185 p2 (TA)6 12 4713829 4713840 CCTAACATAGCAAGCACCCC CGGATAATTCATTTGGCGAC 261

Ai01B2188 Araip.B01 2188 p2 (AT)7 14 4717493 4717506 GCCATGATTGATTGTTAAAGGA TTTTGGAAGGTTGAAAATGCT 198

Ai01B2190 Araip.B01 2190 p2 (AG)7 14 4720986 4720999 TTTGGATGCAGTTGGTGGTA TTACCGTCGAATTTATCCGC 270

Ai01B2192 Araip.B01 2192 p3 (GAA)7 21 4727697 4727717 CGCATGCAAAGCAATAAAAG GACACACTCCAACTCCCAGC 116

Ai01B2204 Araip.B01 2204 p3 (AAT)35 105 4748418 4748522 AAACATGGATTAAACGCACTAAA GGCAGAAAATTCCAGTCCAA 280

Ai01B2206 Araip.B01 2206 c (AT)6(AG)9 30 4760006 4760035 CTCACATGAAACTGCAACGG GACACCCAATCATCCTCACC 277

Ai01B2214 Araip.B01 2214 p3 (ATA)7 21 4784742 4784762 CATTTGTTTGAGGGGACCAC GACCATAGAGGCCAAAGCAA 130

Ai01B2216 Araip.B01 2216 p2 (TG)6 12 4792833 4792844 CAGATCCGTTCTCTCCTTCG AATCCTAACAGCCACCGAAC 193

Ai01B2217 Araip.B01 2217 p3 (TAG)5 15 4793696 4793710 AACTCATCCATGCCCTTCAC CCTAACCCCAATTCCCAACT 255

Ai01B2218 Araip.B01 2218 p2 (AG)10 20 4794118 4794137 GTGGTGGGGAAAAGATGAGA GCAAAAATGAAGAAGGTTGTGC 273

Ai01B2222 Araip.B01 2222 c (T)10ggactgattagcccgtatgcc(A)1041 4799219 4799259 CTCGAAAGGACAACGAGACC ATATCCAACTCGGCTCCTGA 168

Ai01B2223 Araip.B01 2223 p3 (ATA)5 15 4810302 4810316 TTTCGTCGCAGATTGAAACTT GCTTTTTAGAAAGTTACCATTTGATTT 197

Ai01B2226 Araip.B01 2226 p3 (CAT)5 15 4815309 4815323 TCACCACCACATAACCCTCA CACGTGTCCTTCTTCCAACA 266

Ai01B2228 Araip.B01 2228 c (T)10ctttc(T)10 25 4816177 4816201 AAAGCATTGTGGGCCATATC TGTCCATGGTTTTGATGGTG 216

Ai01B2231 Araip.B01 2231 p3 (TAT)6 18 4817566 4817583 GCACAAACACTGTTGTTCCAA GGGGAATTTGAGGGAAAAGA 234

Ai01B2234 Araip.B01 2234 p3 (TAA)5 15 4821343 4821357 ACACCAATGCAATTTGACCA CGGCTCTAAACTGTAATCCTTG 216
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Ai01B2236 Araip.B01 2236 c (A)12caacccatggggggattgg(A)1748 4821928 4821975 ACAACAGCTGGTTAGGCCAC AGACTTGGGACTTGGGAGAA 168

Ai01B2238 Araip.B01 2238 p3 (TAC)6 18 4825375 4825392 CGTGGAGACAAACCACTGAA TCATAAAGAAAAGGGTGGCG 176

Ai01B2239 Araip.B01 2239 p3 (TAT)7 21 4827087 4827107 AGTGCTGATTTTGCGTCTCA GAAACTTGGGTGCGCTATGT 271

Ai01B2246 Araip.B01 2246 p2 (AT)8 16 4849265 4849280 TGTCTTTACACTGTCAATGCACTAAT GTGTCCAAATGCATGCAGAG 252

Ai01B2247 Araip.B01 2247 c (ATTT)5gttta(T)1035 4850277 4850311 CCGCTGATCAATTGGCTTAT TTTGTGGTTGACACAATTTCTTTT 255

Ai01B2248 Araip.B01 2248 p2 (AT)10 20 4850506 4850525 TTGTGTCAACCACAAATCTCA TTAAACGCAAATCGGTGGAT 237

Ai01B2250 Araip.B01 2250 p3 (GGA)5 15 4853769 4853783 AGTGGAAGTTTTCGGGGTTT CCCAGACTACCTCCCTCCAC 261

Ai01B2258 Araip.B01 2258 c (A)11gatagaaaacagataac(T)1038 4859434 4859471 TTCCATATACAGGCAAAAATTGG TGTTGGACTATTGTAGATTGTCGG 276

Ai01B2261 Araip.B01 2261 p2 (GA)16 32 4866364 4866395 AATCTGTGGGGAAGACTGGA GCTTCCGAGCCAAATAGATG 270

Ai01B2264 Araip.B01 2264 p2 (AT)6 12 4883615 4883626 CGCTAAGCTGCAACGATTTA CAAGCGATTAATTCACTCATCC 259

Ai01B2275 Araip.B01 2275 p2 (TA)8 16 4910118 4910133 CATGCATATTGGAACAAGGG CTGACCCGCCTCTAAGTTTG 247

Ai01B2287 Araip.B01 2287 p2 (TA)6 12 4956094 4956105 CAACAACAAAGCCTTATCCCA ATTGGGGAAATGAACATCCA 277

Ai01B2288 Araip.B01 2288 p3 (GAA)11 33 4959253 4959285 AGGGAGAAGAGAGCGAGACC CTCCATTTTCACCACCACCT 204

Ai01B2289 Araip.B01 2289 c (CTT)5gcagcaccttcttcttcctcttcctcttcc(TCT)560 4960020 4960079 CCGTTATTGCACGTTTTTCA TCTCCTCCTCATCTGCTTCTTC 255

Ai01B2290 Araip.B01 2290 p3 (GAA)5 15 4960199 4960213 TGCAGCACCTTCTTCTTCCT TCTCTTTCTCCTCCTCATCTGC 202

Ai01B2296 Araip.B01 2296 c (A)13taga(AC)7 31 4979008 4979038 GGATGCTTTCCACCAATGAT TGCTTGAAGTTGGTGATTTCTT 232

Ai01B2297 Araip.B01 2297 c (T)10gtcgagatattttatactattttaatggatgaattatattatggactaggctatg(T)1176 4981069 4981144 AGTGGAGCTTTGACGACGTT TTCGAATCCACAATTCCACA 229

Ai01B2303 Araip.B01 2303 p2 (TA)7 14 4997719 4997732 CAGGCGTAGGTCAAAGGAAA CCACCGTGGTTTAGCACAA 266

Ai01B2312 Araip.B01 2312 p3 (AAG)5 15 5043205 5043219 CACCCAAAATTCGTTGAAGT GCACGTTCTTCTTCCTCTTCC 280

Ai01B2313 Araip.B01 2313 p3 (AAG)5 15 5043362 5043376 CGTGCAGCAAGAAGAAGAAG CCAAAAACGCGATGTAAGGT 274

Ai01B2316 Araip.B01 2316 c (T)12gtattaagacgggtcagagccc(A)1246 5044834 5044879 CGATTAGGAATGAAGGCATGA TGAACAAGGGACATCTCTGC 148

Ai01B2322 Araip.B01 2322 c (A)11tctaattcggtccctgacaattacttcaaaaggacaacgaggttccgtgccaaaaaaagttaatg(T)1389 5052203 5052291 TAAACCTGACACCCAGACCC CGGCCCCTGATATTTCTTTT 244

Ai01B2324 Araip.B01 2324 c (TCT)5tcg(T)11 29 5054232 5054260 AAATCGAAAATTTTTGGGACAA TTTCTCCTCATCTTCTGCTGC 242

Ai01B2326 Araip.B01 2326 p3 (AAG)6 18 5054810 5054827 CGATGAAGAAGAACGTGCAG AAACACGCTTCGAACCATTC 167

Ai01B2333 Araip.B01 2333 p2 (TC)7 14 5091840 5091853 CCCTCCAACAATGGAGAGAA TGTTTGGTTGGAAGGAAAGAA 251

Ai01B2334 Araip.B01 2334 p2 (AT)11 22 5095930 5095951 TGACACGGAGACATGCATAC AATACCATCACGTGTCAGCG 267

Ai01B2338 Araip.B01 2338 p2 (TC)11 22 5115901 5115922 GTGGTAACAGGTGCAGCAAG CACCACTGTTGCTGGTTGAT 269

Ai01B2339 Araip.B01 2339 p2 (TA)9 18 5119699 5119716 ACGGCATTTCCTAACTTGGC CAAATTCTTTGTTTTGAGATTTGA 267

Ai01B2341 Araip.B01 2341 c (T)10gtctgatttgctaaacac(A)1745 5125220 5125264 TCCGACGAGGGTAAAATGTC AGCTCAGAAGTGGGTTTGGA 225

Ai01B2342 Araip.B01 2342 p2 (TA)7 14 5129824 5129837 GCTTTTGAATAATGGGGCAA CTTCAACACAATGAAACATCCTT 263

Ai01B2345 Araip.B01 2345 p3 (AGG)6 18 5135502 5135519 AGTGGGTTGGTGGATGATGT ACTTCTGCATCCTCGTCCTC 279

Ai01B2346 Araip.B01 2346 p3 (GAT)6 18 5138044 5138061 TTGCAGCAACAATTCAGGAG TACCCAGAACACAACCATGC 270

Ai01B2357 Araip.B01 2357 c (AT)8tatagagaactaataccgttcgctaataattcaaccaaaaaatataaagttggccaaaaaatccaataaaaaagaatcacatttttttgtccctttttac(T)12128 5176190 5176317 AAGTTTGTTATCAAATTCCAACTCAA TGGTGGTGAGATGGATGAAA 197

Ai01B2359 Araip.B01 2359 c (A)12cttagtaatgtattacaaaattgaattgagagaaaagaaaaaacgtatgataaatttcgattcccaatt(A)1192 5181853 5181944 AGTTCGAATCCCACCTTGTG TGGTTGTGTCATTTGTTGCTC 265
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Ai01B2364 Araip.B01 2364 c (A)10ctaataattaaataagtacgataaaataacacaaacattagagatagaaataatatacatcatacatactacttac(AT)698 5189724 5189821 TCGTATTAGCGCGAGATCGT AAGATGTGAAGGGTTGTACGC 181

Ai01B2368 Araip.B01 2368 p3 (TAT)5 15 5204889 5204903 ACAAGATTGAATGTGGCGCT TTGATGACCCTAGCATTCCTC 114

Ai01B2375 Araip.B01 2375 p2 (TA)6 12 5221657 5221668 CCAACGTGGCTTTCCATAAC AAAGCTTCTAAAAGCAAAATTCCA 255

Ai01B2378 Araip.B01 2378 p2 (TC)6 12 5238073 5238084 CCTCTGTCTGGGAGAAGTGC TCTTCCTAGGATGCAGTTCCA 200

Ai01B2382 Araip.B01 2382 p2 (AT)7 14 5247016 5247029 TTAACTTTGAAGGGTTAGAATTGAG AGTCAAGATGGTCAAACTCGC 165

Ai01B2383 Araip.B01 2383 p2 (AT)9 18 5247451 5247468 AATTAGCATGCACACCCCTC TGATGGACAAAGGAAAAGGG 273

Ai01B2384 Araip.B01 2384 p5 (AAAAG)5 25 5248401 5248425 TCTCACACACACTGAGAAGTACCA TTCCCCGCTTCTGTATCATC 103

Ai01B2386 Araip.B01 2386 p2 (AT)6 12 5258744 5258755 TTGACCTCTTAGACATTTCCAGC AATGAATGGGCATCCATGTT 116

Ai01B2392 Araip.B01 2392 p4 (AATA)5 20 5269256 5269275 TTGTTTCCGAATTCACAGCA CGCAACATTTGTTGATGTCC 171

Ai01B2394 Araip.B01 2394 c (CT)6aatatactccctcaataaaaagaaaaaaaaatcataggccaccccacccccgagt(TC)985 5278641 5278725 TTATCCGCCAGTAAATTCGG TGAAGGACTGGATGAGAGGG 214

Ai01B2397 Araip.B01 2397 c (TA)6(CA)9 30 5288851 5288880 CTGTCGGATGCCCCTATTT GGTGATACGACTCAAGGTGGA 240

Ai01B2399 Araip.B01 2399 p3 (AAT)5 15 5293859 5293873 TCAGAGCGGATTTGATTCCT CCTCCTCCACTGACGAAGAC 275

Ai01B2400 Araip.B01 2400 c (T)11ctttttcaaaaaattcttcacttttatttgctaattttgcttgccatggcataagtattctagtttctag(TAT)596 5294148 5294243 CCTCGTTGCACATGATTACG CAAAGCAAGAAACACATGACG 268

Ai01B2404 Araip.B01 2404 p2 (TA)6 12 5303606 5303617 GAATGTATCATGTGAACGACCG CTGAAAGCAATCCAAATGGC 101

Ai01B2406 Araip.B01 2406 c (A)10gtgtaatgcatcatgcatgggcaca(T)1348 5309395 5309442 TCGCACAAAAACTTTGAAGAA CAAAAACTAATAAAATTGGCACAAA 263

Ai01B2411 Araip.B01 2411 c (T)10aaacaaacaatcacaaatcggacggttcgatttgtgatttcgaaaataaaaaaatttttaatgttgaaatcggaccgtccgatttttattttaaaaaat(A)11120 5314727 5314846 TCTGATGCACCGATTTGTTT ACGGTCCGATTTGTTTGAAG 252

Ai01B2412 Araip.B01 2412 p4 (TTTA)5 20 5315224 5315243 AAAAATTAGCCCCAGAAGTGA TCCCTTTCAAGTGTTTGCTG 274

Ai01B2418 Araip.B01 2418 p2 (AT)6 12 5321157 5321168 TCCAAATGCTTTGGTTAGGAA GGGTTAAATCGCCCAAAATAA 254

Ai01B2420 Araip.B01 2420 c (A)10tgtatttgattaccataac(T)1140 5324566 5324605 TTTTTATACATTTTGCATGGTCC ACCTTGGCATGAGTTTCCAC 221

Ai01B2421 Araip.B01 2421 p3 (AAT)6 18 5325249 5325266 TGAATGTGGTGATGGGTTTG TGTTGTTGCACCTCCATTGT 160

Ai01B2423 Araip.B01 2423 p6 (ATCTAA)5 30 5327524 5327553 TTACAGAGCATCAAGCTGCG CGTTTTAAATATCATGAGTTGCG 246

Ai01B2426 Araip.B01 2426 p3 (TAA)16 48 5342848 5342895 TCAAGGACAATGCCACTTATTG CATACACACCGCAAGGTCAA 240

Ai01B2430 Araip.B01 2430 p3 (GCA)5 15 5347112 5347126 TGCAAGAATTCAGCATAAAAGC TCATCTGGGTATGCTCCATTT 269

Ai01B2432 Araip.B01 2432 p3 (TTC)10 30 5349174 5349203 CAACTCCCTTACGCGTTTGT TCGAATAGAGGAGAACGACGA 155

Ai01B2433 Araip.B01 2433 c (TTC)5a(T)10 26 5349305 5349330 TTCGTCGTTCTCCTCTATTCG GGTTCAGTGGCCTCCTTTTA 263

Ai01B2434 Araip.B01 2434 p3 (TTC)7 21 5349665 5349685 GCGCACGTAGGTTCTTCTTC AGCGAACCAAAATGACCAAC 274

Ai01B2435 Araip.B01 2435 p3 (CAT)7 21 5354145 5354165 AAAAGGGGTGCATATAGGGG CACATGATGATGACGGGAAG 253

Ai01B2439 Araip.B01 2439 p3 (ATT)5 15 5359439 5359453 TTTTGAATTTTGGGTGGGAA ACAAACACATGGCAGGCATA 234

Ai01B2440 Araip.B01 2440 p3 (AGA)7 21 5359732 5359752 ATGATGATGGGGTTGGATTG TATTCGAATGCCCCTACCCT 208

Ai01B2443 Araip.B01 2443 p2 (TA)6 12 5361997 5362008 TCATCTGCATACATATCCGACA GCATCATTGTTTTGCACGTC 196

Ai01B2444 Araip.B01 2444 p2 (AT)6 12 5362319 5362330 GGATCATCACAAGCTCCACA TCCCCTTGAGAAAAGGGATT 279

Ai01B2450 Araip.B01 2450 p2 (AT)6 12 5374414 5374425 TGCTTCACTATTGACCCACAA CATGCTTGAAAATTGTTGCG 229

Ai01B2453 Araip.B01 2453 p2 (TA)6 12 5375849 5375860 AAAACCAAACTATCTGCCATCTTT GCGAAATTTTGTCGGTGACT 131

Ai01B2454 Araip.B01 2454 p2 (CA)10 20 5378039 5378058 AAACCCTAACCCAGTGACCC GCCTCAGTCTCGGATCTCAC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B2455 Araip.B01 2455 p2 (AG)6 12 5382669 5382680 CCCATGCCACCTTTTGTATT GCTCTCTCCTCACCAACGAC 259

Ai01B2467 Araip.B01 2467 p3 (ATA)6 18 5417380 5417397 TCAACGACCTATGCATGGAA ACCCAGAAACTTTGTCACCG 254

Ai01B2468 Araip.B01 2468 p2 (AT)12 24 5422684 5422707 AATCATTTTTGGTGTGGCAA GCCATGTTTGTGCACTTGTT 104

Ai01B2473 Araip.B01 2473 p2 (TA)6 12 5429872 5429883 CCCAAATCAATTCTACCTGC AAATTGCAATGATTTGGTTGTT 141

Ai01B2474 Araip.B01 2474 p2 (AT)6 12 5431812 5431823 CGGAGAGGGTGAGACTTGAG TTTTCTCTGACGGAGCAGGT 218

Ai01B2477 Araip.B01 2477 p2 (GA)11 22 5441544 5441565 CGATCCAATCATGCACAAAC CCAACCCTACCTTTCCCAAT 202

Ai01B2482 Araip.B01 2482 p3 (ATG)5 15 5469982 5469996 TTGAAGGTAACTACGAGGAATTGA TTTCTGAACCCATTTTTGGC 275

Ai01B2485 Araip.B01 2485 c (AG)6aaaggcggtgatggtggcgcggaggcggagacggtggcgcggtgggagttcggccgggaagaggaagagaggagt(GA)7101 5474013 5474113 TTCGAGAAACTGAAGGGTGG CTTCTCTTCCCCCTCTCACC 203

Ai01B2486 Araip.B01 2486 p3 (ATG)5 15 5475358 5475372 TTGAAGGTAACTACGAGGAATTGA CTTTAAAGTGCGGCCTGTTG 260

Ai01B2490 Araip.B01 2490 p3 (CTT)6 18 5485645 5485662 TGTGATGATGATGGTGGCTT TCAATTGCTTTGACGGTGAG 116

Ai01B2492 Araip.B01 2492 c (T)10atatctatattacaaacttaattagtcaatcacatatgacttttcttagcatagataaaatg(AT)888 5486892 5486979 TCCCACAAGCCAATCTACCT TCACCATTTACTCCAAAGACCA 262

Ai01B2493 Araip.B01 2493 p3 (ATT)11 33 5488711 5488743 CCTTTTACTTTGACCGCATGA TTAACAGTTGGTAACCGTTTGA 233

Ai01B2494 Araip.B01 2494 p2 (TG)11 22 5503175 5503196 GTGAGTGCTTTGTGACGAGG AGAGCTCCAGCAGACAAAATG 267

Ai01B2495 Araip.B01 2495 c (A)10gcacataactttataaaaaaagacagaaattttgcatg(A)1058 5509196 5509253 AAGGAATTATGCAAATTTTTGTTTC CAAAGACATACGTGTAAAACCACA 223

Ai01B2499 Araip.B01 2499 p6 (TTTTTC)5 30 5525144 5525173 GCCAAGTTGCAAAGGGATAA ACAAGGTGCATGACGCATTA 225

Ai01B2504 Araip.B01 2504 p3 (ATA)6 18 5532661 5532678 GGTTGTCTCCACAAGTGGGT TGTGGAATTCCCAAGAGGTT 230

Ai01B2505 Araip.B01 2505 p2 (CT)7 14 5533569 5533582 AGGAAAATCGCACAAGCACT TGGTTTTAAGATGCAGGGTCA 231

Ai01B2507 Araip.B01 2507 p3 (TTG)7 21 5534994 5535014 CATGCAAAGCAAGAGCATTC GGGTGTGATGAAGTGGGAAG 188

Ai01B2511 Araip.B01 2511 c (T)10cttttttttctcttcctcctccgtc(ATT)550 5538162 5538211 GGGCAAGTTTTTATGTGTGAAA TCTGCAGATAACGCAATGAAA 225

Ai01B2512 Araip.B01 2512 p2 (AT)6 12 5552059 5552070 GCAGAACCACTACCACCACC GTTCACAATTTCACGCACCA 260

Ai01B2522 Araip.B01 2522 p5 (GGGTA)5 25 5559506 5559530 TTGTGGGTTTAATTCTCACTTCC GGTTGAGTATGGTCCGGGTA 151

Ai01B2528 Araip.B01 2528 p3 (GCC)5 15 5568329 5568343 GAACCATGGCTTCCACTGAT TTACTCTCAAAAGGGGTGGC 115

Ai01B2529 Araip.B01 2529 c (TA)6gtgaaggatgaaaatatttggtaacaaaaacatattaataaaaaaaaggctaaaacttgtcttatttaatttttattaattgttgtagttttgg(T)14120 5568850 5568969 ACAACGATCTTCAAGCCACC TGGCAATGTTTTTCATAGCAA 238

Ai01B2532 Araip.B01 2532 c (AC)7ataagtgtgtgtgagttgtacacgagtgatcagatctccactc(CTT)572 5577629 5577700 GAAAGTGGACACAGCACCAA TTGTTTTTGCCTAGGTGTGG 173

Ai01B2533 Araip.B01 2533 p3 (TAA)6 18 5581471 5581488 TTTGGAGACCAAAACGAATAA TACCCAGCCACCATTTTCTC 231

Ai01B2534 Araip.B01 2534 p3 (GAA)5 15 5581612 5581626 TTTGGAGACCAAAACGAATAAA TACCCAGCCACCATTTTCTC 231

Ai01B2538 Araip.B01 2538 c (TG)6tattcataatttttcaaaatgtaatgcatatgtgcacatgtatatatagtatttaagagcaggcctaatcaagagtaaac(A)10102 5589380 5589481 TTGGTGGCTGATTTTAGTGAC CGCAAGACCAAATTGCATTA 212

Ai01B2539 Araip.B01 2539 c (GA)9a(AG)7 33 5593161 5593193 CCCGAGATTCGTGTTTCTGT TCCATAAGCCCATCTCGTTC 187

Ai01B2540 Araip.B01 2540 p2 (AT)10 20 5594258 5594277 GTAGTCGGACCATGCGATTT TGCTCAGCTTGGGTAGGAAC 279

Ai01B2543 Araip.B01 2543 c (T)11gtacaggaactaattagttcaaaaaaaatcaaaaaccggattggata(T)1169 5600188 5600256 CAACCCGATTCATGAGCTTT TACCCCATCCAACTCCTCAC 182

Ai01B2544 Araip.B01 2544 c (ATT)5g(TTA)6 34 5604642 5604675 TCCCAATTTTCACGCATTCT TTTTGCTATTTGGCAATCCC 224

Ai01B2549 Araip.B01 2549 p3 (GAA)7 21 5618782 5618802 GCCATGGGTGCTAGTTTCAT CACAGGATTCACGACACACC 197

Ai01B2553 Araip.B01 2553 c (A)13gtaacttttaatgtatttaatattttcaac(A)1053 5631849 5631901 AAGAAATGAGTTGGGTTTTGGA CCATGTCCGTGTCAGTCTCA 191

Ai01B2556 Araip.B01 2556 p3 (ATA)5 15 5634318 5634332 AAGAAAACAAAGAAAGTCCCCA TTGCACATTTCATCACAGCA 133



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B2557 Araip.B01 2557 c (T)10ctacatatgagtattatataagtta(T)1045 5637597 5637641 TGCCAAGAATGACAGGCATA TCCATTCTTTCCTAGAGGTCTCA 275

Ai01B2558 Araip.B01 2558 p2 (AC)8 16 5639963 5639978 GGAAGCATGAACCTTTTCCA GGGTTAGATGGGATATTGGGA 263

Ai01B2560 Araip.B01 2560 p2 (TG)6 12 5646825 5646836 TGTTCAATGCCTTTAGACCCA GGCCCAGCAAATTCATAAAC 151

Ai01B2563 Araip.B01 2563 c (GAT)5gacgaaa(AAG)537 5654324 5654360 TGCTGCATTTTCTTCTTCTTTTT TTCCTCCTCATCTCCTGCTG 261

Ai01B2564 Araip.B01 2564 c (AAG)5ttccaatgaaaaaagaaggaggaagaggaggaggaggtggtgttggtgatgacaacaataacgaaagagaaaaata(ACG)5106 5654944 5655049 AATCGAACCACACCTCAACC CCGTTACTGCACGTTCTTCTT 269

Ai01B2570 Araip.B01 2570 p3 (ACT)5 15 5675521 5675535 AATCATCATGCTTCCAAGGC ATGGCCATCCCTTAATGCTT 218

Ai01B2572 Araip.B01 2572 p4 (TAAA)5 20 5685910 5685929 ATGGTGTCTATGGCCGACTC TCCAGCTAGGGAACCAATTTT 160

Ai01B2573 Araip.B01 2573 c (T)10aataaattcgttttgtaaccaaattttctctttcaagtttagttatatgttaaaagaagttgaaatagagtttttattttacaaattg(A)11109 5686952 5687060 CAGCATTGGTCTTTGCTTCA CAAATATTCCATTGGCTCCC 232

Ai01B2577 Araip.B01 2577 c (A)11tcatattgcttgttaattacatgttttgattctgttttatttggtaaattagttatagttctgttactat(A)1091 5699974 5700064 TCAACATTTCAGTTGTGCAGAG TCGTTTGTGGGTATCTTTCCA 259

Ai01B2579 Araip.B01 2579 p3 (TTG)5 15 5704636 5704650 ATACCGGAGCACTTGAGCAT AGTGCTTCTGACTGGGAGGA 260

Ai01B2580 Araip.B01 2580 c* (A)10(AT)7* 23 5708648 5708670 AAGTTTTGATCCGGCAACAG ATCCAGGCTTCAACATGCTC 273

Ai01B2583 Araip.B01 2583 p2 (CT)6 12 5710020 5710031 CTTCTTATCTTTTCAAAATTTGTTTCA AGGTGGGAGAGGGAGAATTT 274

Ai01B2584 Araip.B01 2584 p3 (TAT)6 18 5710353 5710370 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 257

Ai01B2597 Araip.B01 2597 p3 (TTG)5 15 5750665 5750679 TGACATTACGCGTCCTGAAG CCCAAATCTCTTGAATTCCG 187

Ai01B2598 Araip.B01 2598 p3 (TTG)5 15 5752145 5752159 TGATAGTGCTCTTGCCGTTG ATACCCTCTCCAACGCACAC 277

Ai01B2599 Araip.B01 2599 p3 (AAT)7 21 5754158 5754178 CTCCCCTGCGAATGGTATAA GGCGAGCCAATATCCATCTA 276

Ai01B2600 Araip.B01 2600 p3 (AAT)17 51 5757352 5757402 CGAGGACCGTTCTTGTCATT CATGCATGCCTTGGATGTAG 261

Ai01B2607 Araip.B01 2607 p3 (AGA)5 15 5769523 5769537 AGGAAGAAAGGGAAAGCGAG TAGTTCTGGCGGCGATAGAG 207

Ai01B2618 Araip.B01 2618 p2 (GA)6 12 5809196 5809207 TGTACCGTGCGTATTTTATTGG TTCTTTTCAAAATGAGAAAAACTCA 207

Ai01B2619 Araip.B01 2619 c (A)10gtcaacagtagattagtaat(A)1141 5819077 5819117 TGACAACAATACCGACGACAA AATTGCCATGAAAATGTGGG 239

Ai01B2621 Araip.B01 2621 p3 (TTG)5 15 5827114 5827128 AATGAAATCTGGGAAGCGG GACTGAGCGAGTGTGGTTGA 253

Ai01B2624 Araip.B01 2624 c (ACA)5tactcccaattatatccacaaccaattatatccaaaatacacatc(AT)672 5831947 5832018 CCTCTGTTTCTAGGACCTTACCAA ATTTGGGGCTTTTGTCAATG 261

Ai01B2625 Araip.B01 2625 c (ACA)5tactcccaattatatccacaaccaattatatccaaaatacacatc(AT)6caagttgataactagagtatatagttaaaaccataagtcttacataaccaaatcataattagattttagattagctaaaatatac(A)15172 5834901 5835072 CCTCTGTTTCTAGGACCTTACCAA TGTCCCCAACAAAGACACAA 265

Ai01B2631 Araip.B01 2631 p3 (GAA)5 15 5843332 5843346 TTGGAAGAGATTCGAGCGAT TTCACTATAGGGTGCCTCGC 246

Ai01B2632 Araip.B01 2632 p2 (TA)7 14 5845821 5845834 ATCACATGTGCATTGATCTTTT GAAAATTGTGGGAACATGGG 258

Ai01B2636 Araip.B01 2636 c (ACC)5acaaacacaaacacaaacaccaacaccacaccnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnccacttcctcatacccctctcttcatgg(TCA)6127 5859913 5860039 CTTCACCTTTCTCACCCCAC TGTTGCTGAAACTTTGGTGAA 252

Ai01B2637 Araip.B01 2637 c (AGA)6aa(AAG)5 35 5860154 5860188 CCCCTCTCTTCATGGTCATC ATAAAATAAAGCGCCGTTCG 256

Ai01B2639 Araip.B01 2639 p6 (GGTTTT)5 30 5866190 5866219 TATGGAGGATAATGGGGTGG CCCCTCATGTTTTTAGCACC 245

Ai01B2642 Araip.B01 2642 p3 (ATT)19 57 5870137 5870193 TTCGAGTCGAGTCTGGATCA TACCGAAGCATCCCCATTAT 280

Ai01B2645 Araip.B01 2645 p2 (TC)7 14 5884476 5884489 AGCGTGTTACTGATCGGATG GGCGGTCATGTAGATCCTGT 234

Ai01B2654 Araip.B01 2654 p2 (GA)6 12 5927455 5927466 GAGTGGCGTGGAGCACTAAT AGCTTGGTCCGAAATGAAGA 173

Ai01B2655 Araip.B01 2655 c (TA)10cccatagtccgatttgg(TA)649 5937291 5937339 GTGTTGGACCGGTTATGGAG CCAAAGGGTGGAACAGTTTT 265

Ai01B2656 Araip.B01 2656 p3 (CTG)5 15 5939738 5939752 CTACTCGATCACCACGCTCA AAGTTGCCGAAGAAGGGTTT 167

Ai01B2660 Araip.B01 2660 p2 (AG)8 16 5948452 5948467 GCAGAATTTGCAGAGGGAAG AAACCTTTTGGTTCACGCAC 222
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Ai01B2661 Araip.B01 2661 p2 (AT)6 12 5950674 5950685 CGGGAAGTGCTAGATAAACAACA GGTGATGTTAATGCATTGTGG 269

Ai01B2662 Araip.B01 2662 p2 (AT)12 24 5950976 5950999 GGCATTGCATTGGAAAATGT AAATTGCTGGCCTCCTAACA 214

Ai01B2666 Araip.B01 2666 c (T)11gggagaaaaatcaaaaacagctcctaacaattatctcgcacaacaaagttcttg(A)10ttcaatccgactcctgacaattatctcaaaaggacaacgaggttttggtaccaaaaaaattaatgtta(T)10153 5960716 5960868 GGAGAGGCCCAAAACCTTTA CCAACTTCTGATTTTTATTTTTGGA 220

Ai01B2668 Araip.B01 2668 p2 (TA)7 14 5970182 5970195 TCCAAACACACATCCAAAATACA TGCAGGTCCACTTGTTTGAC 194

Ai01B2669 Araip.B01 2669 p2 (TA)8 16 5970301 5970316 CGGAGGAGTCCCTGGATTAT CCTGACTCAACCTGCGAAGT 216

Ai01B2673 Araip.B01 2673 p3 (ATT)14 42 5977644 5977685 CAAGAGTAACAATAATCCAAATATCCA GGTTTGTAATTGCATCACACCA 266

Ai01B2676 Araip.B01 2676 p4 (AAAT)5 20 5990491 5990510 CTGGACATACATGCTCAACGA GATTGGTTGCAAAAGGAACAA 176

Ai01B2678 Araip.B01 2678 c (T)13cttggtgtcttgaactagttatttgacccatcaatgatagagacttcgctcgacaaagttt(A)1286 5995020 5995105 TCAATGCATGACAAAACCTTAAA CAAAAACCCCAAGACCAAAA 239

Ai01B2680 Araip.B01 2680 p2 (AT)9 18 6006859 6006876 TCTTTAGACATAAGATGACAACGCA GTGGATAAGATGCGGGATTG 218

Ai01B2685 Araip.B01 2685 p3 (AGA)5 15 6021717 6021731 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 164

Ai01B2686 Araip.B01 2686 p2 (AG)6 12 6023886 6023897 TGTGAGGAGAGCAGAGATGTG TTTCTTATCTTTTTCAAAACCACC 274

Ai01B2697 Araip.B01 2697 p4 (ATTT)5 20 6041795 6041814 TGATTTTCATACCTTGCCAACA TGATTTGGTTTTCCTCTGCC 221

Ai01B2701 Araip.B01 2701 p2 (TA)6 12 6044259 6044270 GAACACGCAAATTGAACCCT ACCATGCGAGTTGTTGGATT 234

Ai01B2702 Araip.B01 2702 p3 (GAG)6 18 6053001 6053018 TCTTCTTCTCTGGTTCGGGA AGATGGCAAAAACAAATGCC 213

Ai01B2706 Araip.B01 2706 p2 (TA)6 12 6061673 6061684 GATGATGATATTGTATGTGAGAGCAA TGTTGATAGAATCGTAGGCCA 269

Ai01B2712 Araip.B01 2712 p3 (GAG)5 15 6078241 6078255 TGCGTTTTTCCTCCTTTTTC TTCTGCATAATTCAAAACTCTTCC 249

Ai01B2713 Araip.B01 2713 p3 (TTC)5 15 6078395 6078409 GAGGAGGAGGAGGAAGAGGA TGGAAGAGGATGAACTTACAAGAA 209

Ai01B2714 Araip.B01 2714 p3 (AAG)5 15 6078615 6078629 CAAAGATGGTGATGATGATGAAA GCAAATTTGGGTGTAACACGA 161

Ai01B2715 Araip.B01 2715 p3 (AAG)6 18 6079000 6079017 TGCTGAAGAAATGGATGAGAAA TTTCAATTGCACAATTTCAGATG 255

Ai01B2717 Araip.B01 2717 p2 (AT)6 12 6086859 6086870 TGCCAGCTTTAGATTTGATGG CCTTGCATGACTTGGCTTTT 139

Ai01B2719 Araip.B01 2719 p2 (TA)11 22 6094036 6094057 TGAGCTGATGAGCCGAGTTT CTCATGAGCCGACTCGAACT 239

Ai01B2720 Araip.B01 2720 p2 (TA)7 14 6094364 6094377 CGTGAGCCAAGCTCAATTTT TATGCGTTAGCTTCGTGTGG 244

Ai01B2721 Araip.B01 2721 c (T)18atttagggtttctctgataaatctg(T)1659 6098991 6099049 AATTTGCAAGAGGGCAACAC AAACACGAAATCTCCCATCA 240

Ai01B2723 Araip.B01 2723 p3 (TCT)5 15 6104616 6104630 AATTTGGTCCCTGAAACCCT TGCCAAGTGTGGTAAGATGG 226

Ai01B2724 Araip.B01 2724 p3 (CAA)5 15 6115873 6115887 GCTCTTGAGTGGAAAGAAAAGC TCTGCATGAAGTGGTCAAGC 171

Ai01B2726 Araip.B01 2726 p2 (GT)7 14 6130534 6130547 TCTTGCAGAGGATGCATGAC GGGTCAACTGGAAAACATGC 259

Ai01B2727 Araip.B01 2727 p3 (CAA)5 15 6135024 6135038 CTGGAATGGGAAGAAAAGCA TCTGCATGAAGTGGTCAAGC 175

Ai01B2728 Araip.B01 2728 p2 (GA)12 24 6139113 6139136 CCCAAATGAAGAAAGTTGCG TAATGATGCCAAAAGGGGAA 234

Ai01B2735 Araip.B01 2735 p6 (TTTTAT)5 30 6162095 6162124 TCCTCATTTGATCAGGCTCC TTGCGGATGAAACAATCAAA 132

Ai01B2743 Araip.B01 2743 p2 (GA)6 12 6186890 6186901 TGATGAAGAGACAGAGACGGAA GTAGGGACACAGGGGACTGA 256

Ai01B2747 Araip.B01 2747 p3 (TTC)15 45 6191210 6191254 TCCTTCCCAAAATCCTCCTC ACGCAGTGAATAGAGTGGGG 202

Ai01B2748 Araip.B01 2748 c (T)10gggtttcaggtgaaaaatattacaagatgagcgaacaaattagagaagaa(T)1070 6193250 6193319 TGACCTTGCTGAAAGTGAAGG CATATTCTTCTCATCCTTTGAAAAC 252

Ai01B2754 Araip.B01 2754 p2 (TA)13 26 6209058 6209083 TTCTGTGTGTGTGGAGATGCT CACGCCATCTTCAACCATTA 160

Ai01B2755 Araip.B01 2755 p2 (AT)7 14 6209684 6209697 ATGCACATCATCAATCCCAA TCTGCTCCACAGAGCACATC 198
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Ai01B2756 Araip.B01 2756 p2 (TA)10 20 6210599 6210618 TTTCCGTGGCCTATTTATGG TCGTTGCTTTGATTGTTTATATTG 185

Ai01B2759 Araip.B01 2759 p2 (AT)11 22 6217540 6217561 TCATGGGTTAAGGTGGGAAA GCCCACTTAAACGAGACCAA 208

Ai01B2761 Araip.B01 2761 p2 (AC)6 12 6222597 6222608 TCACATTCGACATCCTGAAATC TGCAGTCTTTGGGACAATCA 257

Ai01B2764 Araip.B01 2764 c (AAT)15(ATT)6tatta(TAT)583 6224442 6224524 TGATTTGATAAAGCTTTCAGTTTTT ACCCATATCAATCCCAAGGA 280

Ai01B2770 Araip.B01 2770 p3 (TTC)5 15 6233501 6233515 ATAAAACCACCGAACCAAGC AGAAGAGGGTAGAGGGTCGC 267

Ai01B2771 Araip.B01 2771 p3 (TGG)6 18 6234091 6234108 CGAAGGTTAAAACAGGGCAA CCTCTTCTTCTCCGGCTTCT 256

Ai01B2772 Araip.B01 2772 p3 (TGG)10 30 6234319 6234348 GCAAATGTTTTTGTGAGGGTT CAGCAATAGGTGACCGTTGA 222

Ai01B2775 Araip.B01 2775 p3 (AAT)17 51 6238516 6238566 TCGAAAATTTGTTTCGTCCC ACGCAGTTTCCTTCCTCTGA 251

Ai01B2778 Araip.B01 2778 p2 (TA)7 14 6242849 6242862 TGGATCCAAATAAGGGCAAT ACTTAGGGTCCACCGTCTCC 158

Ai01B2780 Araip.B01 2780 p2 (AT)6 12 6244310 6244321 ACCCTCAAAACCAAACCCAT TGGGATTATGGCTCTCCAAC 117

Ai01B2784 Araip.B01 2784 p3 (TAA)7 21 6256818 6256838 TTTAGGTCAGTGAAGCGCAC TCTCCAGCATCGCTAATCCT 252

Ai01B2785 Araip.B01 2785 p4 (AAAT)5 20 6258728 6258747 GAAACCCCTATTGTGCCTGA TGCAAGCAACCAAGATTGTC 275

Ai01B2789 Araip.B01 2789 p3 (AAT)8 24 6261965 6261988 GCAGCGGAATTTTGACTTCT GGCTAAGAAAAGGAAGGCTAAGA 279

Ai01B2792 Araip.B01 2792 p3 (AAG)5 15 6265544 6265558 AATTGAACCACACCTCAGCC ACGCGCTTTCATGTTTTTCT 275

Ai01B2793 Araip.B01 2793 c (A)11caattgtattgtctaaaataacaaggtaagaaaatgtcattcttt(A)1066 6265673 6265738 AACATGAAAGCGCGTGAATA CCGTATTCAAATGAGCTGGG 265

Ai01B2795 Araip.B01 2795 c (T)10c(T)12 23 6278121 6278143 GATAAACCCTAAGAGGGGCG CGCGAGGGTAAACAGAAAAC 141

Ai01B2796 Araip.B01 2796 p3 (GAG)5 15 6280162 6280176 TTGAATTGAATGAACGCAGG GCGCTCTTCTCCTTTTCCTT 228

Ai01B2797 Araip.B01 2797 p3 (TTC)18 54 6281592 6281645 CCATGTAATCAAGTTGGCCC GAAGAAGAAGACGCTCCGTG 206

Ai01B2799 Araip.B01 2799 p3 (TTC)6 18 6285568 6285585 GAGGAATCTGAGGCAGAACG CCAACCCATTATTGCAGCTT 203

Ai01B2804 Araip.B01 2804 p3 (TTC)5 15 6291619 6291633 GTTCGTTATACACGCGCCTT CATTCCCTAGCTGTCTCAACG 249

Ai01B2805 Araip.B01 2805 p3 (ACA)5 15 6294556 6294570 CCATGAGTACTATGTTCGGTTCA TCGTTTACGCACAGAGCATT 246

Ai01B2810 Araip.B01 2810 p2 (AG)9 18 6308540 6308557 CGAGGGAGGAAGGAAAGTG ATGATGGGATAGGAGAGGGG 212

Ai01B2811 Araip.B01 2811 p3 (AAT)10 30 6310129 6310158 CAATCGCAATCTTTGTGCTG TTGAATTTGAATTTCCTAAGTGTACC 231

Ai01B2813 Araip.B01 2813 c (TCA)5ccaattattattatattcattcttatctattctgaaaagactcaaaatcaagttagaaaataccttttcctgacaattttctatcaacacatc(AT)6120 6325797 6325916 TGAATGCAATATTTCAGCTTCTG TTTGGAATTTTGCCACACTTT 242

Ai01B2814 Araip.B01 2814 p2 (CT)7 14 6334597 6334610 GATTCTTCGCTTCGCAATTC GCCAGAAGCGAGTTTTGTTC 263

Ai01B2816 Araip.B01 2816 c (T)14caattctctctgtagacatgatacatgacagagcacaatgacgtcgtttgattcatgtagccgaccccacttagtgggacaaggct(TTG)8124 6337834 6337957 TTGCTTCTGCGAGTGAAGAC CGACTGTTTCATAAGCAACAAAA 278

Ai01B2818 Araip.B01 2818 c (T)10aaag(T)11 25 6362749 6362773 CACCATCGTGACTGGTATCG TCAACAAACAGATCCATCAAAA 257

Ai01B2821 Araip.B01 2821 p2 (CA)11 22 6370706 6370727 CGGTCAACCTGGAACAAAAC TGTTGCCCTCTTCAGCTCTT 278

Ai01B2827 Araip.B01 2827 c (T)10atgctttaagtttta(T)1035 6390503 6390537 CGTGAGCTTTCGATGAAACA GGTCAGCACGGGACTTTTTA 235

Ai01B2840 Araip.B01 2840 c (T)11aaaaaaaatttc(A)1033 6424285 6424317 TTGGATGTGAATGTGGTTTTG CTGGACCGTTTATAGCCAGC 265

Ai01B2843 Araip.B01 2843 p2 (CT)7 14 6435413 6435426 TGAGACACCTCTTTCTTGTTGAG TGGAAGCCATGCATTGTAGA 249

Ai01B2852 Araip.B01 2852 p2 (AC)20 40 6459653 6459692 AGCTACCAAATTAGCCATCCA TCCCTTCTATTTTGGGGCTC 273

Ai01B2854 Araip.B01 2854 p3 (TTA)6 18 6463627 6463644 ATTCCTTATGGTTGCGTTGC CACGGCTCGACTCATTAACA 265

Ai01B2856 Araip.B01 2856 p2 (TA)7 14 6465327 6465340 TGTTCATGTCAGCATTTAGCAA CATGGAATTCCCAAATGTTTCT 238
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Ai01B2857 Araip.B01 2857 p3 (ATT)6 18 6468096 6468113 CGAAAATAGGATGAGCGTGTT CGACGACTTAATCTTTAACCTATCG 237

Ai01B2864 Araip.B01 2864 c (T)12gcacagaagagggggaggacagcgtg(T)1149 6483296 6483344 ACGCAATGTCCTTTTGCAGT CCGCAACTAGAGTATCAGCCA 256

Ai01B2865 Araip.B01 2865 c (T)12gcacagaagagggggaggacagcgtg(T)1149 6487083 6487131 ACGCAATGTCCTTTTGCAGT CCGCAACTAGAGTATCAGCCA 256

Ai01B2870 Araip.B01 2870 p3 (TCC)5 15 6494545 6494559 TCCAACACCAACAAAAACCA AAGAAGAATCTGTGTGCGGG 132

Ai01B2871 Araip.B01 2871 p3 (GAA)6 18 6495260 6495277 CGTGTGCAAATTTGGAAGAA TTCTCCTTCTCCTCTTCCTCG 124

Ai01B2878 Araip.B01 2878 p4 (AAAT)5 20 6510088 6510107 TGCATAAAATGAGAGATTGTGAGA GTTGTTTAGATCGTCTTTTAACTTTTT 280

Ai01B2881 Araip.B01 2881 c (A)10gcaaaatttagtactacttcattattattacc(T)1254 6514526 6514579 GGTTTTCCGGTGGAGAAGAC CATTGCATTCGCTTATCCCT 272

Ai01B2883 Araip.B01 2883 p2 (GA)11 22 6517101 6517122 TTGACCAAATGCTAATGCTCTT AGCGGCAGATTCTTCCATTA 182

Ai01B2896 Araip.B01 2896 p2 (TA)7 14 6549716 6549729 ATCATCAATTGCTCCCTCCA GCATCCCCTGAAAATTCAAA 206

Ai01B2898 Araip.B01 2898 p4 (AAAT)6 24 6552765 6552788 CGCATGCTAAAAAGTTTGGA TCTGATATATCCGCAAAATACATAAA 280

Ai01B2904 Araip.B01 2904 c* (GT)10(T)10* 29 6558376 6558404 AAAGAGTTGAACGGTGAAGCA CGGCTGCAACAAAGAGAAAT 118

Ai01B2906 Araip.B01 2906 p3 (AAT)5 15 6560564 6560578 ATTCATGTAGCCGATCCCAC CAGAATCCCAAACCAAATGC 224

Ai01B2909 Araip.B01 2909 p3 (ATT)6 18 6564907 6564924 GCCTTTGACGATAGGGATGA TGTTCCTTAATGGCTTTGGC 169

Ai01B2912 Araip.B01 2912 c (GA)27aacacaccaagaagtatcctggtttagctgctaagtgcaatgggaggaggagaaa(AAG)9136 6585218 6585353 GTGCAGCCCTATGGAAGAAG CTTCTCCTCCTCCGCCTAAG 215

Ai01B2914 Araip.B01 2914 p2 (CT)6 12 6598604 6598615 TCCCATTTCGGATAGAGCAG CCAAGTCAAATCAGCTTCGG 225

Ai01B2915 Araip.B01 2915 p2 (CT)9 18 6607884 6607901 CCCATTTCGGATAGAGCAGA GCAAATCCCTCTCTTTTGCTT 280

Ai01B2923 Araip.B01 2923 p2 (AG)13 26 6635133 6635158 GTATGGTGGTGGAGGTGGTC TCTTCTCTCCCTTTCCGTCA 136

Ai01B2932 Araip.B01 2932 p3 (GTT)6 18 6683803 6683820 AGGGTTAGGGATTGGGTTTG CCATAGCAGATCTCGCATCA 252

Ai01B2942 Araip.B01 2942 c (A)10gaagtaagaacaataaagaaaaagaaggaagaaaaaaaaatccaacaatatagaaggg(A)1078 6718045 6718122 GCTCTGCAACCGAACAGAGT AAGCATTTCAATGAATCTCACG 257

Ai01B2945 Araip.B01 2945 c (A)18cagaaataggaggaggagatggatgtggtggtggtatgatggtggtgatgataatattgaaaaaaagat(A)14101 6726104 6726204 TGGAGGAGGAAGAAGAAAAGG ACGCTAAGTGAGGCTTTGTC 193

Ai01B2946 Araip.B01 2946 p2 (TC)6 12 6737470 6737481 TCAAATGTGAACCCCTCCTC AACGTCCCCAGTAGTGATCG 185

Ai01B2949 Araip.B01 2949 c (A)14(CA)7 28 6741660 6741687 ACCCTAATGATGAAGGACGC CCGCAAAGCCTTCAATATGT 254

Ai01B2950 Araip.B01 2950 c (CT)7tcactactacttaacaactactttattttttcttttctttttg(T)1168 6742073 6742140 GGATTAGGGTTGGGGAAAAA CGACCGAAAAACTGGTGAAC 277

Ai01B2958 Araip.B01 2958 p4 (TTAT)5 20 6747369 6747388 TTTCAGTTTCGACTCCGCTT CCATAACCACCTCTCTACGACC 249

Ai01B2963 Araip.B01 2963 c (T)12cattattatttttacatagcctatctatgaatcaatataccaaactattaagctacttagacaaattcactatataa(T)1099 6759207 6759305 TTGTTATCGGTGAATTGAGTAATGA ATTGCCTTTTGGATTCAACG 250

Ai01B2964 Araip.B01 2964 c (A)10tttgatgcaaggactcaaataaaaagaaaaaaagtgtagggactcaattgaaaaaaaatttgtacaaagacccaatt(A)1097 6763147 6763243 GGTCTCTTTTGGTAGTAATTGGC TTGTTTGTTGACTTTGATTTGGTT 280

Ai01B2967 Araip.B01 2967 p2 (GA)6 12 6769067 6769078 CTGGACGCAGAGACAATCAA AAAGCAAGCTCAAGCTCCAC 273

Ai01B2968 Araip.B01 2968 p2 (AT)7 14 6782673 6782686 AGCTCTTAGTGCATGGAGGC GCCATGAATCTCTTCTCTTGG 163

Ai01B2973 Araip.B01 2973 p2 (AG)6 12 6791321 6791332 TTTTGAAAAATCAGCTGTCAGAAG AACTTAATTGCCTCTTGATTTTGA 242

Ai01B2974 Araip.B01 2974 p2 (TA)6 12 6792997 6793008 CGTCGAATTCAAAAGACAATCA TGATCAACTTCACCAACGCT 267

Ai01B2976 Araip.B01 2976 p2 (AT)7 14 6806336 6806349 AATTTATTCGGTATTTCTCATCACA TCAAATTCGAAATTTCTATACCAAAA 231

Ai01B2979 Araip.B01 2979 p2 (AT)13 26 6827829 6827854 ATGGAGAGGCAGGATTGTGT GAAATAAAAGCGCAACGCTC 251

Ai01B2986 Araip.B01 2986 c (A)11gccagtttcttaaatttttgcccttatttgttattcttgtgtaaataatatcctttcattgcaatttgtaaaaaaaaacaaaaaacaaaaaac(A)10114 6878229 6878342 AGGGATATCACTGGGTTTAGTTT AAAGTTATCTTTAACACATCCATTTTT 250

Ai01B2987 Araip.B01 2987 p2 (AT)10 20 6883454 6883473 GCATCCTCTGATGCATTTCA AAATAAGGAAGAGGTAACAAACAGAAA 220
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Ai01B2988 Araip.B01 2988 p2 (AT)34 68 6889823 6889890 TTCCTCTCTTTCTTTCTTTCTTTCA TGTATTTTCAAATTCTCAAAAGCG 264

Ai01B2993 Araip.B01 2993 c (T)10attttattacactataaattattatacttga(T)1354 6894414 6894467 CAAGTAGACCCTAAAAATAAAGGAAA GGTGTCCCGAGAAGCAAATA 276

Ai01B2994 Araip.B01 2994 p3 (TAT)6 18 6896915 6896932 GACTCATCATATTGAGCCCGA GCATTTCAAAGCTCAAACTCG 269

Ai01B2995 Araip.B01 2995 p2 (GC)6 12 6903199 6903210 CATAACACGCAGCGGAAGTA TTGACTCCCCTCAATCCTTG 254

Ai01B2996 Araip.B01 2996 p3 (AAT)6 18 6911006 6911023 TCCGAATCACTAATGTCCCA TGTTTGAGAAGATTGCTGTTGG 247

Ai01B2998 Araip.B01 2998 p2 (AT)9 18 6917690 6917707 TGCTGCATACAAAAAGGTGG ATTGAATGTTCCTTTCCCCC 178

Ai01B2999 Araip.B01 2999 p3 (ATT)5 15 6918826 6918840 TTCAAGCATCAAACCAACCA TGATTTTACTCGGTCACTTTTTCTT 251

Ai01B3002 Araip.B01 3002 p2 (AT)7 14 6932186 6932199 CACCACCACCACCATTGTTA AATTCAGGTGCATGCATTTTT 225

Ai01B3011 Araip.B01 3011 p3 (TAA)5 15 6958912 6958926 TCTCTCATGCCTCCGTTTTC CGTGAATCGGGTAACAAAGA 266

Ai01B3013 Araip.B01 3013 c (AT)6aaccaatttaatattaataacgataattatcgttattattc(AAT)671 6960064 6960134 TGATGGTGAGGTATCATTTAGTAATCA TTTTATTATCCTTCAAGCCAAAAA 279

Ai01B3014 Araip.B01 3014 p2 (AT)6 12 6963335 6963346 CCGTCCTAAAATTGTGACTGC TGATTTATGAGAGGCAGAGGTG 141

Ai01B3016 Araip.B01 3016 p2 (TA)7 14 6964621 6964634 CTGACTTCGCTCTCAACTGACT CATCCTGCTGCCTATGGAAC 262

Ai01B3028 Araip.B01 3028 p3 (AAG)8 24 7008800 7008823 CCTCCTTTCTTGTTCCCCTC GGAGGTTGTTGCTGGTTGTT 242

Ai01B3030 Araip.B01 3030 p3 (CCG)5 15 7012759 7012773 CACCACCCTGTAAACTCAACC ATTGTTTTCTTGGTGGGGGT 277

Ai01B3033 Araip.B01 3033 c (A)11gatcaggaacggaattgaatgtattttttacttggggcctcgttgtcctttcaacgtaattgtcaggagtcgggtggagtattcactc(T)11110 7024022 7024131 AACGAGGTTTCTGTGCCAAA GGGTCGCGATATCTTTTGAA 268

Ai01B3039 Araip.B01 3039 p2 (AT)7 14 7042226 7042239 CGTGATTGTTGCCATAGTCG TTGTGAATTTGTTCTTCATTTCTG 254

Ai01B3044 Araip.B01 3044 p2 (TA)15 30 7048353 7048382 TGTTTTTCAGATGCAGGTCG TTCAGCTTGCGAAGTCAAGA 259

Ai01B3045 Araip.B01 3045 p2 (TA)6 12 7049207 7049218 TGAGCCTGAAAAGAAAAATCG TGATTGGGGTCCATTGAGAT 150

Ai01B3050 Araip.B01 3050 p2 (TA)6 12 7053844 7053855 CAATCACAAACACAATGCATAA GGAAGCTCTCTTGTGGCATC 195

Ai01B3051 Araip.B01 3051 c (AAC)5(AAT)5 30 7053961 7053990 GATGCCACAAGAGAGCTTCC TCCTCTGCCTTTCTTTGAGC 183

Ai01B3053 Araip.B01 3053 p2 (AT)8 16 7055408 7055423 TGTTATGGCAAAGCATGATGA TGGCGTTTCTAGCTTTGATG 175

Ai01B3055 Araip.B01 3055 p2 (TA)7 14 7057589 7057602 TGGAGAAGGTTGGAGTTTCC CCTGCATCCATGCTTTGAA 276

Ai01B3057 Araip.B01 3057 p2 (TA)7 14 7059605 7059618 GGCAATTATTCCTCCAAGCA CTTGCTCCCATTCTGACTGA 217

Ai01B3059 Araip.B01 3059 p3 (ATA)6 18 7060602 7060619 TGGGCTCCTCTTCCTATCAG AAGGGGGTTCACAATCATCA 277

Ai01B3061 Araip.B01 3061 p3 (TTG)5 15 7062901 7062915 TCGTGTTTTTATTCAGGTGTCAA GTTTGAGCAGCACCAAGTGA 202

Ai01B3064 Araip.B01 3064 p6 (GTGATG)5 30 7070532 7070561 AGATCCATGAGAAACAACAGCA GGCCAACAATGAAGGATGTT 200

Ai01B3068 Araip.B01 3068 p2 (AT)6 12 7088288 7088299 TGAGGGTTAAAACAAAAATTCTCC TGTTCACTTTGCACCGAGAT 167

Ai01B3070 Araip.B01 3070 c (TAA)19tgatttttagtaaaattaaaat(A)1190 7089748 7089837 TCCAGTGTCCTAGTCGTCCC ACACCTCCATGTGCACTTCA 261

Ai01B3083 Araip.B01 3083 c (A)11gactaccgttgaaattatcgtcagaatataccgacggtaacagcccagtcaatttttc(A)1281 7132766 7132846 TGTATGTTTGATACTTCACATCAGGA ATGTCTTCGCGCCATTTTAC 219

Ai01B3086 Araip.B01 3086 c (A)13tcaaataaaaaaaaagaagaggaagaggtgatggtagtagtggtagcaataacactaacgataatg(A)1291 7142781 7142871 TGATGGTGGTGATGATGATTG GACCATAATTGGTGGACCCT 279

Ai01B3089 Araip.B01 3089 p2 (TA)11 22 7146962 7146983 GACTACCCCATCAAGTGGGA TTTGACCTTGAAAATAAAGAGGAAA 218

Ai01B3092 Araip.B01 3092 p5 (ATAAG)5 25 7167195 7167219 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 182

Ai01B3093 Araip.B01 3093 p2 (AT)6 12 7171722 7171733 CCTGGTTCTCATCCAAAGGA AGTTGCAACAATCTTTGGGG 242

Ai01B3095 Araip.B01 3095 c (CTT)6(ATT)5atg(ATC)551 7174308 7174358 CGCAGGAGAAAGGAAGAGAA TGCTATAGGGCCTGGTTCTG 262
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Ai01B3103 Araip.B01 3103 p2 (TG)10 20 7189849 7189868 ATTGGTTCATTTTGAGGCCA ACCAAGTACCCCAGCAACAG 191

Ai01B3107 Araip.B01 3107 c (T)21gacttcaaatatatgaaccattgatatattctttagctccaaatttcaattgtaacctttaatttacagcagagaaaaacaacctcca(T)10119 7194480 7194598 GTGGAGTTGGCTTGCAGTTT CCATTTTTGTGCAACCACTC 212

Ai01B3109 Araip.B01 3109 p3 (ATT)6 18 7214731 7214748 TTTTGCAATTTGAAGCATTACA TCAGTATCCCCTCCAGCATC 260

Ai01B3110 Araip.B01 3110 p2 (AT)8 16 7215950 7215965 CCCTTCTTTTCTATCTGCGCT GCCACATCCCTTCTCATCTC 133

Ai01B3111 Araip.B01 3111 p3 (ATC)5 15 7221868 7221882 TTGCTTCACCTCCTCAATCA CGACGAAATCGAGAAAGCTC 253

Ai01B3113 Araip.B01 3113 p3 (TAA)15 45 7223588 7223632 TGCAATATAAACAAATCAATCCG TGCTGCTGCAAACTTGTCTC 266

Ai01B3114 Araip.B01 3114 p3 (CTT)6 18 7225974 7225991 TCAATTCAAACAAGCACAAACC CCTCCTCCTTCTTCTTTGGG 264

Ai01B3115 Araip.B01 3115 p3 (AAT)5 15 7226744 7226758 GAAAGAAAAGGGAGATTCAATTCAT GACTGTTTTGCCCCAGGATA 215

Ai01B3118 Araip.B01 3118 c (AT)9(GT)19 56 7236508 7236563 ATCTGGACTCCTGAAGCGAA AGTCAAAGCTGGCCAGAGAA 253

Ai01B3119 Araip.B01 3119 c (TG)7ta(TG)10 36 7243406 7243441 TGGAGAGGCAGGATTTTGTT AGGAGCCTTGAAAAATGGGT 270

Ai01B3121 Araip.B01 3121 c* (A)12(AAT)5* 25 7245889 7245913 AGTTGTGGGTTCGAGTCTTCA CCAAAGAGGACAGAAAAGCG 179

Ai01B3122 Araip.B01 3122 p2 (CA)6 12 7251838 7251849 CCAATCAAGGCCACAAGAAT AGTGTATGAAGGGGAGGGGT 212

Ai01B3127 Araip.B01 3127 p3 (TTA)5 15 7260488 7260502 TGCCTTAAGGGAAACAAAGAA TCACTCTCTTATCATTCCACTTATCA 248

Ai01B3130 Araip.B01 3130 p3 (ATT)10 30 7266587 7266616 ACTGAGTGATTGTTGGGCCT GGAAGCTAGTTTACCGGATGG 169

Ai01B3138 Araip.B01 3138 p2 (TA)7 14 7296320 7296333 GGATGTAGCAATTTAAGACACGAA GCGATTTTGTTCAGCAATCA 280

Ai01B3139 Araip.B01 3139 c (T)13ggaaatattctatttttgttataaacatcttattttattttaatttttttatcaaactttatttctttcaaatatac(T)10100 7297071 7297170 TTCTTTTTGTAGGGTTGAGGTTG CAGCAGAGGCAAATCAAACA 205

Ai01B3145 Araip.B01 3145 c (TA)9(TG)13 44 7313122 7313165 TTGCTTTAGGAGGTTCGAAGA TTCTGAATACGACAACTTTTGATTTT 278

Ai01B3146 Araip.B01 3146 p2 (TC)15 30 7314637 7314666 ACCGGTTAACCAAAACCAAA AGGGCAAGGAGAGAGAGAGG 236

Ai01B3147 Araip.B01 3147 p2 (GA)6 12 7315877 7315888 CTAATCACGGCATCGAATGA TCTCTCTTTCTCCCCTTCCC 271

Ai01B3149 Araip.B01 3149 p2 (GT)8 16 7323709 7323724 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 236

Ai01B3150 Araip.B01 3150 p2 (AG)6 12 7324882 7324893 AACGCAGACTAAAGCCAGGA TGGGAAAATAAACAAACCAACA 246

Ai01B3154 Araip.B01 3154 p2 (AT)8 16 7346083 7346098 CTTGGGGAACGAAATGAAGA TTTGATTTTCAAGTTCGGCA 228

Ai01B3158 Araip.B01 3158 p5 (GATCC)5 25 7367172 7367196 ATCCGCACTAAAATCATCGG GATCCAATCCGCAAATGTGT 102

Ai01B3159 Araip.B01 3159 p2 (AT)6 12 7368906 7368917 TTCTTTTGCATCATTGCCTG TGGCTTGAAAGAAGTTTGGG 272

Ai01B3167 Araip.B01 3167 c (T)11aattttaaattttaacccgacccgttcttttgatgggttttatttcgacatggtgaatttagttcgttttgccaatttatactactaaattgctgaaac(T)10120 7422593 7422712 TTCCTCTCGCTTTTTGGATG TGTTGTGTTGAGCCTTTTGC 276

Ai01B3170 Araip.B01 3170 c (GAA)5catagtt(GAA)5gggaattcttttttttctaatataaaatgacgtgtacgcttc(T)10gttttttttcaaaacgacgttgctttcttttttc(T)11134 7433281 7433414 TGTGACCTTTTGAAAAAGAAGAA CGTCCCCAAACTTGTACTCC 268

Ai01B3171 Araip.B01 3171 p2 (AG)7 14 7434745 7434758 CTCCACGGTTGAAACCAACT CGTGAAGGAGGAAGCAAAAG 255

Ai01B3172 Araip.B01 3172 c (GAG)6gg(GGA)5 35 7441569 7441603 ATGATAAGGCGGGAGGAAGT GAAAGTCCAAGATGCCAGGA 132

Ai01B3173 Araip.B01 3173 c (T)10aaccagaatggcgaaatattcaggaaaaaaatt(A)1154 7447892 7447945 AGCGTTATCCAAATTCGCTG TTTGACAAAATATCAAAGGAAAAA 241

Ai01B3182 Araip.B01 3182 p3 (AGT)5 15 7463849 7463863 CGATACTCACCAACACACGG GGTTTTGGGATTCTGGGTTT 265

Ai01B3192 Araip.B01 3192 c (T)10atggcacctaatattaattcaagttttgacctgcatgataacgttgtcatatgcaa(T)1278 7478683 7478760 AAAGTGATGTTGTTTTACCTTTTGT CGTGTGTGCACGTTGGTATAA 261

Ai01B3193 Araip.B01 3193 c (GGA)5gaaggagaaggagaagaagaactgctgtgcgaatttg(GAA)567 7479806 7479872 TCAAGTGAACCTAACTCAATTCACA ACGCACCTCCTTCTCCTTCT 245

Ai01B3197 Araip.B01 3197 p2 (AT)8 16 7489239 7489254 CACCGATTTGAAGGAGGAAA TCTCAAGTGGTCAATGGGGT 278

Ai01B3200 Araip.B01 3200 p2 (AT)13 26 7523878 7523903 TGAATCTTTGGTTTCCCTCG ATGCCCCAACACTCTTCTTG 250
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Ai01B3201 Araip.B01 3201 p4 (AATG)5 20 7527480 7527499 TGAAGTGTGCGAAAAGGATG GTGGGACGAACCACAGTTCT 207

Ai01B3210 Araip.B01 3210 p2 (AT)9 18 7561754 7561771 TGAGAAATTCACGTTCAACTCG TCGAATTAGTCGTTGCAGGA 273

Ai01B3211 Araip.B01 3211 p3 (CTC)5 15 7566344 7566358 TGGCAAAAACAAATGCTCAG ACCAGAAGCGCCAGACTCTA 238

Ai01B3212 Araip.B01 3212 c (TA)8ttacaacatataatattat(TA)749 7574072 7574120 GCAAATGCTATTTTCTCTTTCTTT CAGAGTCTCGTGTTGATAACGTG 258

Ai01B3214 Araip.B01 3214 p3 (ACA)7 21 7578280 7578300 GCTCCCAAGGCAAAATGATA TGCTATGTGTATAAAGGGAGAGAGAA 146

Ai01B3215 Araip.B01 3215 c (TA)6cacattacaacatataatattat(TA)647 7578454 7578500 TGCAATTCTCTCTCTCTTTACTTTTT ACACCAATTAGGGGGTCACA 255

Ai01B3217 Araip.B01 3217 p2 (TA)9 18 7588083 7588100 GGTCCCTTCAGCACAAGAAG TTTAATTCCGTCCGAGCAAG 246

Ai01B3229 Araip.B01 3229 p2 (AT)7 14 7609517 7609530 GTGACCGGGCACGTATAAAT CGGTTTGCTAAACCTTTGGA 132

Ai01B3230 Araip.B01 3230 p4 (AATA)5 20 7623468 7623487 TGTAAATTTTGTTGTGTTCCAATC AAACGAGCAACTTCTTGGGA 162

Ai01B3233 Araip.B01 3233 p2 (AG)7 14 7638465 7638478 CTGTCCAACTCCGCTCAAAT CTACCATCATCTCCCCCTCC 228

Ai01B3235 Araip.B01 3235 p2 (AG)7 14 7639254 7639267 TGCTAAAGAAAGTGTTGCCAAA AGCTGTCGGCGTCATAATCT 162

Ai01B3236 Araip.B01 3236 p5 (AATTG)5 25 7650460 7650484 TCGAATTGAATGGAACCAGG CCGAACACGTACTCATGGTG 160

Ai01B3237 Araip.B01 3237 c (GAG)7gaatgcgaagaagaaggcgaagaagaagacgctccgtgcgtaaacgagcgtgaaa(AAG)591 7651257 7651347 ACCAGGGAGAGAAGGAGGAA TTTTGGCATCCAAGTTCATTT 262

Ai01B3240 Araip.B01 3240 p2 (GA)6 12 7655516 7655527 ATGAGTGGTTGGTGGTGGTT TCGGTTGGCCTTTAAAATTG 270

Ai01B3246 Araip.B01 3246 p4 (AATA)5 20 7681811 7681830 TGTAAATTTTGTTGTGTTCCAATC AAACGAGCAACTTCTTGGGA 162

Ai01B3248 Araip.B01 3248 p2 (AT)8 16 7700033 7700048 GGCCGGCAACAAAATAATAA TTCAGGCGACAGTCACAATC 247

Ai01B3249 Araip.B01 3249 p2 (AT)6 12 7700451 7700462 CACCAAAACCAATGTCACCA GAGGAGTTGGTTGATTGGGA 131

Ai01B3255 Araip.B01 3255 p3 (TTA)5 15 7717010 7717024 TCAAGGTTTAGGGGAGGTTG TTTGCTCCATTTCGATGTTG 240

Ai01B3256 Araip.B01 3256 c (AT)8aatggtcttcattggatgaaaattaatagatctcctttattaaat(TA)673 7718039 7718111 TCAAAAATGACATTAATAATCCGAAA GGTATTAGGTGTCCGGAATCA 277

Ai01B3262 Araip.B01 3262 c (T)10ggagca(T)11 27 7737244 7737270 GTCAGCGTGAGACAAAATGG GAAACTTGCTTGCTTGGGAG 201

Ai01B3264 Araip.B01 3264 p2 (AT)16 32 7738944 7738975 GATAAGAAGGTGCAGGCCAT TAGGCCAGAAATTGACCAGC 269

Ai01B3265 Araip.B01 3265 p2 (TA)7 14 7744274 7744287 GGACAATTTCGCCCAATAGA TGGTCATTGTTGCTTTCCTG 184

Ai01B3267 Araip.B01 3267 p2 (TA)9 18 7751297 7751314 AAGTGGTGGTGGCATTTCTC ACCTTCCGTCACCTACCTCC 225

Ai01B3269 Araip.B01 3269 p2 (TA)8 16 7759566 7759581 CAGAAGCCAAATGAACCACA CAGAATGCTCTTTGCTCTGTGT 128

Ai01B3270 Araip.B01 3270 p2 (AT)8 16 7759782 7759797 CACAGAGCAAAGAGCATTCTG TTTTTATGAGGTGGGACATAGGA 202

Ai01B3272 Araip.B01 3272 p6 (AATCAA)5 30 7762325 7762354 CATGAAAATGGTGTTGCTGC CCATTCAAAACATGCAACGA 244

Ai01B3275 Araip.B01 3275 p3 (AAT)6 18 7768224 7768241 TTGCTGCTCCTGTTATTCCA CAAATTTCTCCATCATCTCGTTC 216

Ai01B3281 Araip.B01 3281 p6 (AATCAA)5 30 7775846 7775875 TGGTGTTGCTGCGTCTTATC CGAGAAATTCATAATGACACCC 274

Ai01B3285 Araip.B01 3285 p3 (TAT)7 21 7807552 7807572 TTTGAACGTGAGTAAGTTATTTTCC AAATGACAACCAATTTAATCGAA 244

Ai01B3292 Araip.B01 3292 c (T)10aagtgaatatcaaagttcgaaatattaattcttatcaatcatgcacatatcatgtgagtaggatgtcgcaagatgagaaataaattttgacatt(A)12116 7830364 7830479 TTTTGTTGTAGGAGTTGAGTGAAAA TGTCCGATGATATGCGCTAA 260

Ai01B3293 Araip.B01 3293 p2 (TA)6 12 7833251 7833262 TGCATGTGACAAAAACACAGTC ATTGACCGGTCTGATTCTCG 180

Ai01B3297 Araip.B01 3297 p3 (ATA)7 21 7856490 7856510 TTTGAACACGAGACACACGA GGGGTGTTGTTTTGCAGTGT 184

Ai01B3299 Araip.B01 3299 p3 (GTT)7 21 7857582 7857602 TGGGGTTGGAATAATTGTGG TGCCATTAAACAAAAAGTTCACA 223

Ai01B3305 Araip.B01 3305 p2 (AT)8 16 7873702 7873717 GTTCTTTAGCCGAATCGTCG GCGGATCAAGACCAATCTTC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B3308 Araip.B01 3308 p3 (TGA)5 15 7878566 7878580 TGTTCTTTCAAGGGTTGAGTGTT CCTGTACCAGCAAAGCCATT 164

Ai01B3311 Araip.B01 3311 p3 (CAT)5 15 7889944 7889958 ATGGATCAAAAACCAGCGTC CTGATGGTTGCAATAATGTGAA 211

Ai01B3313 Araip.B01 3313 p3 (AGA)5 15 7904603 7904617 GTGGTTGCTTGGTGGTGG GGAGTCATGCGTTTAGCACA 280

Ai01B3314 Araip.B01 3314 p2 (AT)7 14 7911799 7911812 ATTGTGGCCTTGGAGATGTG TTGTGAAGGATTTGAATGTGTG 274

Ai01B3317 Araip.B01 3317 p3 (CTC)5 15 7915142 7915156 GGACAGATTGACCCCTGCTA AAGAGGAGGAGGAGAAACCG 168

Ai01B3319 Araip.B01 3319 p3 (TTG)5 15 7922337 7922351 TGGCATCGTTTGATTCATGT TGGTTATTCAACGGAGAATGC 252

Ai01B3322 Araip.B01 3322 p3 (CAC)5 15 7929194 7929208 CCCATTCCCACCAATCCTAT GGGTACTGGTGGATCTGGAA 259

Ai01B3323 Araip.B01 3323 p3 (CCA)6 18 7929427 7929444 CCCTGATTCTGAAACCCAGA CGTTCAGGACAACAGCAAGA 150

Ai01B3325 Araip.B01 3325 p3 (TAA)7 21 7935240 7935260 GCGGTGAAAATTTAAAACTAAATAAAA TCTCACTCGCTCTCACTCTCA 193

Ai01B3329 Araip.B01 3329 p2 (TA)6 12 7952489 7952500 AGTTGTTGATGGGAGTTGATGA CCACCCTTCTCAGGTACCAA 210

Ai01B3330 Araip.B01 3330 c (A)10ggaacttcgcctctcaacttaaatagtaac(A)1151 7963527 7963577 CTCAAATTGGAGGGTGCATT GAGAATGACAAAGGTGGTCG 269

Ai01B3334 Araip.B01 3334 p3 (AAC)6 18 7984482 7984499 GTGGAGCAGCAACAGTAGCA GGTAAGGTTGTTGGTGCAGG 256

Ai01B3338 Araip.B01 3338 p2 (TA)9 18 7998102 7998119 ATAGCAAGCTCCAGGCTCAA GAGCGTGCTGGAGACTCTTT 238

Ai01B3350 Araip.B01 3350 c (TC)6ccttatccctcttcttctctctccctcttctccttttctctccccctcctctctctctttctctcc(CT)894 8030581 8030674 AAACCAGTTCATAAAAATAAAACCA GGAGAGAGAGGGGGAGAAAG 276

Ai01B3351 Araip.B01 3351 p2 (TC)9 18 8030779 8030796 ATTAGATTTTATATTCTCTTTCTCCCC GAGGAAGAGTGAGAGAGGAAGG 226

Ai01B3352 Araip.B01 3352 c (TC)6ccctttcactctctttgtcttc(CT)8cccttttccttttctctttctctccctctctcttcccctc(CT)6102 8030915 8031016 TCCCTCCTTTCTCTCTCTCCT GAAAGAATGGGGAGGGGG 196

Ai01B3353 Araip.B01 3353 c (TC)9ttttctatctctcattcttccctcttttttccgcttttctctctccctccttctctctcttgttttgaagaaaaaagg(GA)6108 8031229 8031336 TTCTCCCCCTCCTTTCTCTC TTTCTCTCTCTCTCCCTTCCC 279

Ai01B3354 Araip.B01 3354 p2 (GA)6 12 8031452 8031463 CGCTTTTCTCTCTCCCTCCT TCCCTCCTCTCTCTCCCTCT 250

Ai01B3359 Araip.B01 3359 p3 (AAC)5 15 8039436 8039450 CTTCCTTAAACCTCTCCGGG GTGGGGAGATGGTGACAAAG 205

Ai01B3361 Araip.B01 3361 c (T)12cgtttcttgccttctctttctccttcttcaaccgttactacaccgtttcactgcacattcttcttcttcttgctgcacattcttcttcc(TCT)5116 8048757 8048872 CGAACTGTTTTCACTGCACC AAGGCAAGCAACGAAAGAAA 194

Ai01B3362 Araip.B01 3362 p2 (TA)8 16 8058875 8058890 CACCTCACTGAGCATCTGGA CCTACAAAGCTAAGGCCAGC 225

Ai01B3364 Araip.B01 3364 p2 (CT)6 12 8070561 8070572 TGATGGCTAAACCAGCACAG TTTGGGGATTTTGGATTTGA 280

Ai01B3365 Araip.B01 3365 p3 (CTC)5 15 8073514 8073528 ACGAGCACGTGAAATTACGA CGCGATGAAGGAGAAAGAAC 130

Ai01B3366 Araip.B01 3366 c (A)15cctannnnnn(T)1035 8074317 8074351 ATACTCCATCCAAACGACGC CATGTTTGGACGCCATTATTT 254

Ai01B3367 Araip.B01 3367 c* (A)10(AAG)5* 23 8075324 8075346 GAATGTAGGTTCATCCTCTTCCA TGCGTAATTCAAAGCTCTTCC 234

Ai01B3368 Araip.B01 3368 c (AGG)6tggtggtggtgttggtgacgacgataacgaaagagaaaaataacgaaaaagaagg(AGA)5cgaagtatcagg(AGA)8agg(AGA)6145 8075681 8075825 GAGAAGGAGCAAAAGGAAGGA TCATTTACATTCACGTGCCC 215

Ai01B3371 Araip.B01 3371 p2 (AT)10 20 8085056 8085075 AAAAAGGACATTAATAATCCGAAA CAGCCGTAGGTCAAAGGAAA 239

Ai01B3372 Araip.B01 3372 p3 (ATG)12 36 8089457 8089492 AGGGAGCTACCGGAATGAGT TTGGATACTGAGCCCTTTGC 241

Ai01B3381 Araip.B01 3381 c (TTA)9tagtttaaaagaag(A)1455 8130593 8130647 ATCAATTTTTGAGGGCGAAA GATATATATGGGCCTTCGGC 153

Ai01B3382 Araip.B01 3382 p2 (TA)7 14 8132167 8132180 CGATTGTATTATCCTTCAAACCAA CTAAAACTGGGTTTTCCCCC 237

Ai01B3385 Araip.B01 3385 c (A)14gaaaatagtatattca(AG)6aa(AG)962 8136675 8136736 GCTAACCCAATTGGTAGAGTGG CGTTTGATAAGATTCAAATCCG 234

Ai01B3396 Araip.B01 3396 p2 (GA)6 12 8175379 8175390 TAACGCATCTCAACCCATCA CATATTCATCGCCAGCTCCT 280

Ai01B3397 Araip.B01 3397 p3 (TCT)12 36 8176771 8176806 CCCAAAATCTCTCTGCAAGC GGTCGGCAGAATTTGAGGTA 219

Ai01B3398 Araip.B01 3398 p3 (TGA)6 18 8177046 8177063 TGCATACACGCACGGTTATT AGGTTCTTGTTCCACATCGG 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B3399 Araip.B01 3399 p3 (ATA)7 21 8177728 8177748 TTGGGAACCCTGCTAGATTG CCCAAACCAAATCAAAAGGA 212

Ai01B3408 Araip.B01 3408 p2 (AG)6 12 8191218 8191229 AACAGGACAACCGGTGACTC ATCGCCTATAGCCTCTGCAA 198

Ai01B3409 Araip.B01 3409 p3 (CCA)5 15 8195389 8195403 ACCGCCACCACTTGTTAAAG AATAGGCGTGTGTTTTCGCT 252

Ai01B3410 Araip.B01 3410 p3 (CAC)6 18 8195597 8195614 AGCGAAAACACACGCCTATT AGAAGCTCGATCTCAGCAGC 251

Ai01B3411 Araip.B01 3411 p3 (TTG)6 18 8196121 8196138 ACCACCGGCATTGTGATTAT CGACAACGACAAGAACCAGA 274

Ai01B3413 Araip.B01 3413 p3 (TGA)5 15 8200492 8200506 CAATATACAGCAGCAGGCCA TGCTTGCTGGACTCATCATC 174

Ai01B3420 Araip.B01 3420 p2 (TA)10 20 8220553 8220572 CAGGCCAAGATGGACGTTAT GAGGAATCCTGCTCTGGACA 259

Ai01B3421 Araip.B01 3421 p3 (ATG)7 21 8225097 8225117 CCGGTTCGTCAAACTGAGAC CGGAAGATCAATGAAGGGAA 205

Ai01B3423 Araip.B01 3423 p2 (AT)8 16 8233003 8233018 TCTAAATTTTTCTTGGTCATAGGATT TCTTTTCGGATTATTAATGTCCTTTT 257

Ai01B3428 Araip.B01 3428 p2 (TA)6 12 8245854 8245865 CGTGCACCTAGGGTAAATCG CTCCATGCTTGCTGTTTTGA 166

Ai01B3433 Araip.B01 3433 p3 (GAA)17 51 8272186 8272236 CGCGAATAAAGGAGAGCAAC ACAACGTCAACCTTTTTCGC 107

Ai01B3437 Araip.B01 3437 p2 (GA)7 14 8284051 8284064 GCTAGAGGAGTTTCGTGCGT CGCGACAACTCTCATGGTAA 262

Ai01B3439 Araip.B01 3439 p2 (GA)6 12 8293194 8293205 TAACCCAAAATGACTCCCCA AAGGGAACACCGAAGAGGAT 263

Ai01B3441 Araip.B01 3441 p2 (AT)11 22 8310954 8310975 CGAAAATCAGGTCCGGAATA ACCACGAAACAATCCGAAAG 270

Ai01B3448 Araip.B01 3448 c (GAA)7gggggttgttgtgttttttttaatataaaacgacgaacgtttttctatgcttc(T)1084 8322982 8323065 TTTTTGTGATATTTTGTGTTGTTGG TCCCTGAACTTGTACTCCGC 224

Ai01B3449 Araip.B01 3449 p3 (ATA)47 141 8336815 8336955 TCCATTAGGTGACACTTTTCTTTG CACAAATTTTGCTTCAATTCCA 234

Ai01B3451 Araip.B01 3451 p2 (TA)6 12 8337202 8337213 CATACATAAATTTTGATTTTGAGCA CGTAAGTCATTTTTCATCCCTCA 254

Ai01B3456 Araip.B01 3456 p2 (AT)7 14 8356882 8356895 CCCAAAATAACCCAACATGC ATCTGGAGGTTTCTCTGGCA 163

Ai01B3459 Araip.B01 3459 c (A)12(TA)8 28 8369119 8369146 TCCGCATAATTAAACCTTATCTTTTT TCGCGGATATCTGCTCTATATCT 261

Ai01B3463 Araip.B01 3463 p2 (CT)14 28 8385599 8385626 GCTAAAGCCGACGGTAAGTG CAAGATGTGGCGACAATGAC 256

Ai01B3465 Araip.B01 3465 c (A)11tatagttggaaattaaaggatcaacctcaactccattt(TA)763 8389350 8389412 TGAACTTTGGGGTACAACTCA TAGGTGCATATCTGCGGTGA 260

Ai01B3476 Araip.B01 3476 p4 (TTAT)5 20 8430669 8430688 CATGAACCATCTGTCAATTAGAGG GCCATGACAAAACCAATCAA 277

Ai01B3477 Araip.B01 3477 p3 (GGT)5 15 8447823 8447837 GGATTGATGGATCGAGGAAA TCATCATCACCATCACCACC 196

Ai01B3479 Araip.B01 3479 p2 (TG)6 12 8454021 8454032 GAATTGCAGTCAGCTCCTCC CGAGGTAAAATGCCAATGCT 233

Ai01B3483 Araip.B01 3483 c (TTG)5agtataagaactcactttaagataaaat(A)1053 8467186 8467238 TCCTCATGTTGAATGGTTGG CGTGACAGGCCACTCTGATA 279

Ai01B3488 Araip.B01 3488 p2 (CT)8 16 8494070 8494085 CCATGATAGATGCCTTCCGT CTTGGTCTTGAGCTTCAGGG 259

Ai01B3489 Araip.B01 3489 p2 (AG)9 18 8494919 8494936 GGCTGTTAACACTGGGTCGT TCCTACGTGGCACTCCCTAC 265

Ai01B3490 Araip.B01 3490 p2 (AG)9 18 8496111 8496128 GGCTGTTAACACTGGGTCGT TCCTACGTGGCACTCCCTAC 265

Ai01B3491 Araip.B01 3491 p2 (TA)10 20 8497613 8497632 CATCATTTTTCTTCTCGCTTCTT AGCTGCATCATCCACAGAAA 240

Ai01B3499 Araip.B01 3499 p2 (TA)6 12 8527981 8527992 GGGAATGGCCGATAAATCTT GATGTTCACCTTCCTACAATGAAA 269

Ai01B3500 Araip.B01 3500 p3 (ATT)5 15 8528129 8528143 GTAAATCCGGTGCATTTGGT CATTTGCTGTTGCGTTCTGT 250

Ai01B3509 Araip.B01 3509 p3 (ATC)5 15 8555166 8555180 ATGGTTGCAAACCTAGTCCG AACGAAGAGCCCAACAGAGA 230

Ai01B3510 Araip.B01 3510 p3 (AAG)5 15 8558482 8558496 GCGTTCTTCCTCCTCTTCCT TTTTCTCGTCCTCCTCCTCA 246

Ai01B3514 Araip.B01 3514 p3 (GAT)11 33 8562367 8562399 AGGCATCGGTTGAGTATTGG GTGTAGCCGAATCCCTTGAA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B3516 Araip.B01 3516 p2 (AT)8 16 8567113 8567128 CTTGATCCCTTGCGTAGGAA GTCCAAGGAGGACCCCTCT 163

Ai01B3521 Araip.B01 3521 p3 (AAT)34 102 8580647 8580748 TATGCTGTCTGCAAAGGTGC CACAGTGAGCTTGGCGTTTA 183

Ai01B3522 Araip.B01 3522 p3 (ATG)11 33 8581193 8581225 TGCCATACATCATGACCAAAA AAAGATGGCAAGATCCAGTGA 237

Ai01B3523 Araip.B01 3523 p3 (TTA)7 21 8582256 8582276 CCAAAGTGGCAAGAAAAATGA TGTAATGGCCCAATAGCTCA 277

Ai01B3525 Araip.B01 3525 p3 (GAT)6 18 8587043 8587060 TTTTGGACATGTGGTCCTTTT CCACCATTGTCGTCTTCCTT 255

Ai01B3527 Araip.B01 3527 c (AT)11gattcaaaaggagatacataacaatactagtctcgacctgcgaagacaag(TA)888 8587712 8587799 AATCGCATTACACTCGAAACG TAGCCAGTCTTGTCTTCGCA 207

Ai01B3529 Araip.B01 3529 p3 (CTT)7 21 8594032 8594052 TGGTTTCCTTTCTTTGTCGC ACCATGGGAAAGGGAAGAAG 105

Ai01B3533 Araip.B01 3533 p2 (AT)6 12 8598717 8598728 TTTGGTGGAGGATTGACACA TCTCACGGTTCTCCCAAATC 269

Ai01B3535 Araip.B01 3535 c (AG)10aaataaggttttgtggatggtagttttgacagttaacttgttagtt(TC)17cgactttgacttttactttcacattatactcaccatttcttcttcgtcttctgcatcctcgttctcttcccgtccttcaatttcatcacaatcacctct(TTC)6217 8604177 8604393 CAGTCATAGCCCTATCTGTGAGA CGCCTATTCACGTGCTGAAC 279

Ai01B3538 Araip.B01 3538 p2 (AT)16 32 8610109 8610140 TCTCGTGCTGATAACGTGTTG AGAGGGCAAATCCTCACGTA 280

Ai01B3542 Araip.B01 3542 p3 (TCT)5 15 8624324 8624338 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 109

Ai01B3543 Araip.B01 3543 p3 (AAG)5 15 8629356 8629370 AAAACAAAAAGGAAAAGACGAA AGCAAATTTGGGCGTAACAC 219

Ai01B3545 Araip.B01 3545 p3 (TTC)5 15 8643441 8643455 GGTCCCACCAATTTGTTGTC GGAAGAACATCACCTAAATGCAG 207

Ai01B3549 Araip.B01 3549 p3 (GGT)5 15 8648875 8648889 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 225

Ai01B3553 Araip.B01 3553 p4 (AAGA)6 24 8656343 8656366 TGAATTTACCAACACATGGAAGA TGAATGAAGCAATGATGGGA 182

Ai01B3554 Araip.B01 3554 p3 (TAT)13 39 8667570 8667608 TGCTGTTAGTTAGTTCAAGTGTTAGAG CCAATTATTATTATTACTCGACAGCAA 278

Ai01B3555 Araip.B01 3555 p3 (GAA)5 15 8671168 8671182 GGTTTATGATCGGCGAAGAA TTGGACACTTTTGGTAGGCA 160

Ai01B3557 Araip.B01 3557 p2 (AG)12 24 8672450 8672473 TTCACACCATCACTTTCCCA TGGGTGTTAAAGGTAGGCCA 222

Ai01B3558 Araip.B01 3558 p2 (CT)7 14 8672973 8672986 TTCACTGACGTCTTTGACGC TACCACCACCACCATCTTCA 209

Ai01B3562 Araip.B01 3562 p2 (AG)18 36 8684275 8684310 CCCTACCACCACTTTCATCC GCAAGTGCAGGCATTCTATG 276

Ai01B3563 Araip.B01 3563 c (AAC)5accataccaccacaaccaccatcaa(CAC)658 8685742 8685799 CCACCAACATTACCACCACA ATGGATGAGTGGGTGAGGAC 273

Ai01B3564 Araip.B01 3564 p3 (TCA)6 18 8686198 8686215 ACAACAACAACCGTAACCCC CACCACCGCTTCTTCTTCTT 253

Ai01B3565 Araip.B01 3565 c (AAG)5cggtggtggggtggtgcggtgcggtgcggcaggacggcaagatagcggt(AAG)579 8686377 8686455 TTCACTGTCACAAAAGAAATCCA GCACCACCGTCTTCTTCTTC 241

Ai01B3568 Araip.B01 3568 p3 (AAG)8 24 8695618 8695641 AACCACGTTATCAAGGCGTC CTCTCAGACTCAGGCCCAAC 215

Ai01B3571 Araip.B01 3571 p2 (TA)6 12 8706968 8706979 CCTTTCATCATATTTAAGGTTGCC TCTTTCTTAATAGAAATGGCACAA 252

Ai01B3574 Araip.B01 3574 p2 (TA)10 20 8714721 8714740 CGGATGGAGTGAGACAAGAA CACCAAAGCTATCCGGAGTC 254

Ai01B3577 Araip.B01 3577 p2 (TA)9 18 8741986 8742003 AAAGAGAGATGAGTGCGCGT CAAAGTATAAACTCGTTACCTTTTCAA 273

Ai01B3578 Araip.B01 3578 c (TA)14attagaatgtattttatactttttttttc(T)1067 8742209 8742275 CGGTCCAGTAAATAAAACGGA AATAAAATCATAGAAAATTTTGGCA 213

Ai01B3584 Araip.B01 3584 p3 (ACC)7 21 8783225 8783245 CATCACCTTCATGCCCACTA AGGTAGGGATGGCCAAGAAC 229

Ai01B3586 Araip.B01 3586 p3 (TAT)5 15 8785574 8785588 TGGCAACTTCAGAAAAACCA GCCAACTTGAAGATGCCCT 225

Ai01B3589 Araip.B01 3589 c (TAA)6(TGA)12 54 8788184 8788237 AAAAATCAACCCAAAGCAACT CCGATTACCAAAACAGCCAT 239

Ai01B3591 Araip.B01 3591 p3 (TTC)6 18 8790495 8790512 GAACGAGTTTCCGGTGAAAA CACGATTTCCGTCTCCAAAT 196

Ai01B3595 Araip.B01 3595 p2 (CT)6 12 8798459 8798470 CCCACAAAAGTTGAAAACGC CGAGCTCAGAAAATGGAAGG 267

Ai01B3596 Araip.B01 3596 p2 (AC)6 12 8798911 8798922 ATTCTTTGCCCCACACACTC CGCTCCCCCTACTCTTCTCT 254
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Ai01B3597 Araip.B01 3597 p3 (GTG)5 15 8799335 8799349 ATTGTTGCTGTTGTTGCTGC CCACCACCATCTCATTTCCT 102

Ai01B3599 Araip.B01 3599 p2 (TA)6 12 8801716 8801727 TCGACTGCACCTGAGTTTCC GCATGAAATAAAAAGGGGCA 103

Ai01B3603 Araip.B01 3603 c (T)11caaaattatttatcactcgttgaccttatatttaatttttcctcaacaattcagcattactactctaacatcaatatttctttgttattaggaatgtcaa(T)11122 8817934 8818055 GCTTTGCATGTAACAAAAGGG CACTTCTAGCTCCACCCGTC 275

Ai01B3605 Araip.B01 3605 p2 (TA)10 20 8822665 8822684 CTTTGATTTCAGAGGTGCCC GATGCGAGAACTGTGCTGAA 230

Ai01B3611 Araip.B01 3611 p4 (TTTC)5 20 8834364 8834383 GCAAGCCCAACTGTTTCTCT CCCATCTTCAACCCTCAATG 238

Ai01B3612 Araip.B01 3612 p3 (TTG)6 18 8835165 8835182 CCAGCGTTGTTCAGTCTCAG TTTCCAGAATCAGTGTGCCT 232

Ai01B3619 Araip.B01 3619 p2 (CA)6 12 8848628 8848639 AAAGGAAGGAGAGGCCAGAG TGCAGCTCTTCACGACTCTT 270

Ai01B3628 Araip.B01 3628 p2 (TA)6 12 8864365 8864376 AGCCACGTTTGGCTTTCTTA TGTCGTGAGCTGGCACTAAA 130

Ai01B3637 Araip.B01 3637 p2 (AC)21 42 8896916 8896957 GGGACCGGCTAAATCTCTTC TCGATGATCATAGCTCGGTG 240

Ai01B3643 Araip.B01 3643 p3 (AAT)6 18 8911705 8911722 TTGCAATTTTAACATCCCTTCA CGTTCTTTTCTTGCCTTTCC 240

Ai01B3645 Araip.B01 3645 p3 (ATA)6 18 8914510 8914527 CCTCCTCCTCCACTTCTTCC GGCAGTGGACTGTTGTAGCA 153

Ai01B3647 Araip.B01 3647 p3 (TCA)5 15 8917418 8917432 GGAGAGAGAAATATCCATAACCC GGGTGAACATTTGCACCACT 128

Ai01B3648 Araip.B01 3648 c (T)10cccttttaatgtcccccatatctgtcattcatttaccagggaaaag(A)1066 8921788 8921853 TTTAGTGACGGCGATCATTG AATACCGTGAGCAACCAAGC 203

Ai01B3650 Araip.B01 3650 p3 (TCT)6 18 8930665 8930682 CATCAATCAGGTCCTTCCGT CAGTGACGAGCGATAGGGTT 206

Ai01B3653 Araip.B01 3653 p2 (AT)7 14 8952517 8952530 CGCCGGTGGTTAATTACAGT ACAACCATGTTGATTAGATATACACC 222

Ai01B3660 Araip.B01 3660 p2 (AG)6 12 8974277 8974288 ACCTCAATGTGGTAGAGCCG CATTGGTGTGCGGACAATAG 172

Ai01B3665 Araip.B01 3665 p2 (CT)7 14 8984783 8984796 TGCCATAAATTCAAAACGCA TTGTCGGAGGTTGTTTAGGG 106

Ai01B3675 Araip.B01 3675 c (GA)15agaaaaaataaaaacaagtatagaggtt(GA)1384 9012919 9013002 ACTTCACTATCCACCGCACC GGTGACTACCACTGCCACCT 273

Ai01B3689 Araip.B01 3689 p4 (TTTA)5 20 9043188 9043207 GCTGATTCACTTCATGTTTTGC TGCTTGAATGAGCTTGGATG 271

Ai01B3690 Araip.B01 3690 c (GAG)9gtatacgtgtatttga(AAG)558 9043964 9044021 ATTTCTGCGCCATTCAATTC TATCTTCTTCTCCTCCCCCG 199

Ai01B3693 Araip.B01 3693 p3 (CAA)5 15 9050780 9050794 CCAGTGAGAGAAGGAGGAGAAG TGGCATTCAAGTTCATCCAA 275

Ai01B3699 Araip.B01 3699 p3 (AAG)6 18 9060264 9060281 ACCAAGGAAAGGAGGAGGAA CATTATCATCGTCGTGGTCG 186

Ai01B3700 Araip.B01 3700 p2 (AT)13 26 9061237 9061262 CGCCATAACATTTTTCTCCAA TTGGTTGTCAAGTTTTTACTCATTC 280

Ai01B3701 Araip.B01 3701 p2 (TA)6 12 9063250 9063261 TCTAAATTGTTCTTGGTCATAGGATT TCTCTCTTTTTCGGCAACAGT 280

Ai01B3706 Araip.B01 3706 p3 (CTC)5 15 9117130 9117144 AGATGGCAAAAACAAATGCC GTTCAGGAGTAGGTCGGACG 201

Ai01B3708 Araip.B01 3708 c (A)13catctgaaacttaagagaaaaaaaatttaaaactagtaaaaataatcatccaaaac(A)1483 9134541 9134623 GAGCGAGAGTGGGGATGATA GAAGAATCATGGGCATGAGAA 274

Ai01B3710 Araip.B01 3710 p2 (AT)8 16 9138290 9138305 TTCAGGAATTGCTGCTTAGGA AGAACAAAAAGGGAGGGGAA 277

Ai01B3720 Araip.B01 3720 p3 (AAT)6 18 9188397 9188414 CGGTGACCAAAGTCATGTCA CGATTCAGGAACTGGGTCAT 276

Ai01B3725 Araip.B01 3725 c (GAG)8ggaacttgcgtgtgcgaatttg(GAA)7aaagaagaagaaggaggaagaggaggagaaggagaagaaaaagggaagaagaagaacctacacgaatttg(GAA)5152 9199601 9199752 GCAGCATCAAGTGAACCTCA TTCTCTTTCTCCTCCTCCTCG 270

Ai01B3731 Araip.B01 3731 p4 (TATT)5 20 9210960 9210979 TCGAGAGATTTCCTCGAACAG CATATGCCTTGGACCCATGT 163

Ai01B3733 Araip.B01 3733 p2 (AT)8 16 9219975 9219990 GCCTTTTTGTTAGAACACCCC TTTGATGACGTTCCACCTGA 210

Ai01B3735 Araip.B01 3735 p2 (AT)14 28 9223959 9223986 ACATTCCGTGATCCAGCTTT TTTGATGACGTTCCACCTGA 257

Ai01B3738 Araip.B01 3738 p2 (AT)15 30 9234263 9234292 TGGGTACATTTGTCAGCGTC CACACCGCTCTCCCATATCT 257

Ai01B3746 Araip.B01 3746 c (A)11caaaaagacaaaaattgaa(T)1242 9262177 9262218 TCCAATATTTTCTGGGCGAA TCGATTGTTGATGGCAATGT 199
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Ai01B3752 Araip.B01 3752 p2 (TC)8 16 9287503 9287518 CATTGTTGGGCTCCATCTTT GATCCAGCTTCTGCAAAGGA 169

Ai01B3753 Araip.B01 3753 p2 (TC)6 12 9287669 9287680 AGGATCCTTTGCAGAAGCTG TGAACACCAGACAAAGCTGC 159

Ai01B3759 Araip.B01 3759 p2 (AT)10 20 9309353 9309372 TCCGCATAATTAAACCTTCTCTTT TCGCGGATATCTGCTCTACA 273

Ai01B3761 Araip.B01 3761 p2 (TC)9 18 9318261 9318278 TGGGCCTCATTTTGATCTTT ACCTGCACACCAAATTCACA 227

Ai01B3762 Araip.B01 3762 p2 (TC)19 38 9318444 9318481 TGTGAATTTGGTGTGCAGGT CCAATCAACACTCGACGAAA 237

Ai01B3764 Araip.B01 3764 p3 (AAG)5 15 9318982 9318996 ATGAGTGAGCTGACCCCAAC TTTCGCAACCAAGTCTAACAAA 185

Ai01B3765 Araip.B01 3765 p2 (GT)6 12 9320041 9320052 AACAATTTGGAAGTGGTCGC CCCCGAGACTCACCAGTAAA 262

Ai01B3768 Araip.B01 3768 p2 (TC)12 24 9337153 9337176 TGTTGGAGCGTGAAGAATTG ATTTGACCCGCTTTCAACAC 205

Ai01B3769 Araip.B01 3769 c (A)11cagacatagcaaacttgttatcagtgaaacatttctcatcaacttgtttatatggttcattcttacaatcagaaaaccagagaaccacagttccatcc(T)13122 9341427 9341548 ATGACAGCATCGGTCACAAA GGGGCTGTTCAATCCACTTA 244

Ai01B3771 Araip.B01 3771 p3 (ATT)11 33 9374343 9374375 TGACGTAAGTCATTTTCATCCC GCATGTAGTACGCTTAAGAAGCAA 245

Ai01B3772 Araip.B01 3772 p2 (TA)9 18 9374644 9374661 TTTTGATTTTGAGCATATAGCTTTG TCTTACATTGTTACATTTTTGTTGGA 109

Ai01B3773 Araip.B01 3773 p3 (TGG)5 15 9376365 9376379 AAGATGAAACAAGTTGGCCC TGAAGCTTGGTCTCTTGGGT 181

Ai01B3774 Araip.B01 3774 p3 (TAA)5 15 9377201 9377215 TCAGTAAGATCAATTGAAAAACCAA AAAGGAAGACAAATTTCTTTGGAA 236

Ai01B3775 Araip.B01 3775 p2 (TA)6 12 9380855 9380866 TTTGCTACAGCTTATGAGAGATTGA TGGAACCTTCAGGACCATTT 238

Ai01B3776 Araip.B01 3776 c* (TTA)10(ATTA)5*46 9385815 9385860 AACGAAATCGTGCAGCTCTT TTGCCAAACTTTAGGGACAAA 250

Ai01B3778 Araip.B01 3778 c (C)11tatctctctctgaagatttgattgtaacagttatagttataa(T)1265 9394770 9394834 AAAATTGATGGCGTATTCGT GCAGAAAGATGTATTGCAAAGTT 280

Ai01B3784 Araip.B01 3784 p2 (GA)7 14 9406437 9406450 CAACTAACGCGTCACAAGGA TATCGTCGGATTTTTCTGCC 231

Ai01B3785 Araip.B01 3785 p3 (TAT)5 15 9408565 9408579 TCATGCATAATGGAAGGGTTT TTCGGATAACATATTGTGGTTCA 274

Ai01B3789 Araip.B01 3789 p2 (AC)33 66 9426980 9427045 CAAGCTCCTAACTCAACCCG TCTGGCATTCTCAGGACCTT 219

Ai01B3790 Araip.B01 3790 p2 (TA)6 12 9428732 9428743 TACCAACCAACCAACAAGCA ATCGTTACGTGGGAATCAGC 219

Ai01B3791 Araip.B01 3791 c (T)10gagtttctgcactaattttttttagttagatccctatacaattaagccaattactaccaagaaggacctaattg(A)1094 9434420 9434513 TTTTAATTGGGTCCCTGCAC TTTAATTGGGTCCCTGCATC 177

Ai01B3796 Araip.B01 3796 p4 (GTAT)6 24 9461657 9461680 TTCCACAGACCGGACTTCTC CCTCGGCCAACATGTAAGAT 230

Ai01B3801 Araip.B01 3801 p2 (TG)6 12 9479975 9479986 GGAAAATTGCTTTCTTGGTTTG TCCCTTTTCACCTATTGCCT 228

Ai01B3804 Araip.B01 3804 p2 (TA)11 22 9492416 9492437 TTGAGTTAGTCGGCCGAAAC ACCAGCAGCAGACCCTTAAA 191

Ai01B3805 Araip.B01 3805 p2 (CT)6 12 9494928 9494939 GGATGCATGCAAAGGAAAAT CAAAGCTGATCCCTCCAAAG 222

Ai01B3806 Araip.B01 3806 p2 (TC)6 12 9502780 9502791 GGGCAGAAACGACAGAGAAG AAGGGAAGAGAGAGGTTCGC 217

Ai01B3807 Araip.B01 3807 c (GT)8gggtaaaccgctgctggcagcagtggtttac(GT)863 9504113 9504175 TGCATTGTTTCCAAATCCAA CGGTTTACACTCACACACGC 265

Ai01B3816 Araip.B01 3816 c (TA)8ttaag(AT)8 37 9550579 9550615 GGCTCAAAAACTCACAGGTTG CTTGCACATTTTCTTTTGCTG 269

Ai01B3819 Araip.B01 3819 p3 (TGG)5 15 9560959 9560973 TAAATTTGCATGCTCCTCCC ATCTTCATCATCAGCCCCAG 262

Ai01B3820 Araip.B01 3820 p2 (AG)6 12 9564879 9564890 CTCGGCCCAGAAAATACATC TGAATCAAATGGGCAACATAA 274

Ai01B3821 Araip.B01 3821 c (T)10cataaattaagaggttattggtttttatttaattattgaaattttttcaaaaaaaa(T)1076 9565824 9565899 AACGAGGATTTATCCGCAAA TGAAGATCAAGATGAACACCAAG 257

Ai01B3822 Araip.B01 3822 p2 (CT)6 12 9568666 9568677 CGTCAATCAGTTTAAGCGCA AAAAACCTTGTTAATGGAGGTG 215

Ai01B3823 Araip.B01 3823 p2 (AT)14 28 9572689 9572716 TGCAAATGCTTGGTCAAAAC CGGTGAGGGTTCAATAGCTC 198

Ai01B3824 Araip.B01 3824 p3 (TGG)5 15 9574627 9574641 TCATCTGAACCGGAGGATTC GAGCTGGACCCTTTTCATCA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B3825 Araip.B01 3825 p2 (AG)15 30 9577015 9577044 AGTTGGAGCAGAGGCTGGTA CTCTCTTCCCTTCCCTCACC 265

Ai01B3827 Araip.B01 3827 p3 (ATA)6 18 9583017 9583034 CCTTAGTGAAACCATGAAGGAAC GAATTGCTAATGTTTCGTCAAA 264

Ai01B3831 Araip.B01 3831 p3 (CTT)13 39 9600109 9600147 CAGTGAACGGAAAATGCTGA GAAGAAGAAGCGGCAAACAC 223

Ai01B3832 Araip.B01 3832 p3 (AAG)5 15 9600416 9600430 GTGTTTGCCGCTTCTTCTTC GCTCCAGCAACATTTCCAAT 279

Ai01B3835 Araip.B01 3835 p2 (AT)17 34 9603124 9603157 TTTCCTCAGCTCAATCTCTTCC GCCAAAACAGGTAACGAGTCA 277

Ai01B3846 Araip.B01 3846 p2 (AT)8 16 9639072 9639087 TCGCAAGGCAAATATCTTCA GGGATGACAAAGGAAAGGAA 268

Ai01B3847 Araip.B01 3847 p3 (TTG)7 21 9643082 9643102 ATCTACGACGACCCCACCTA TAGGGACAACCTTCGTGACC 170

Ai01B3848 Araip.B01 3848 c (T)11aattaatttgatttgtttcctcaaga(T)1047 9645491 9645537 CAAGTCATGTCAACATTACCCAA TTGGGCTAAGCTTGTAAAAAGG 216

Ai01B3852 Araip.B01 3852 p4 (TTTA)7 28 9649678 9649705 AAGGGTTCTTGTTTGCATGG GACAGCGGGGTAATTGTAGC 167

Ai01B3857 Araip.B01 3857 p2 (TA)10 20 9653002 9653021 TGAAACGTTGAAAACGAAGAAA CACGAATAAAGAACCATTGTGG 229

Ai01B3862 Araip.B01 3862 c (CT)31a(TC)6 75 9661973 9662047 TCTCATCCACCCACCTGATT CCAAAGAGGAGCACGAACAT 280

Ai01B3867 Araip.B01 3867 c (T)10attattattttaagttttaagcacgattcagac(T)1053 9678078 9678130 TCTGCTGCTCACAAATCTTCA CCCTTACTATGGTTCGAGGC 137

Ai01B3868 Araip.B01 3868 p2 (AG)11 22 9683094 9683115 GAGAAAATATAAGAGAGAGAACAATGC GGTTGACAATCTTCCCTCCA 144

Ai01B3869 Araip.B01 3869 p3 (AAT)5 15 9685347 9685361 TGCGAACTTGCACTATCTGG TTGGCTATTTGATCAATGATGG 178

Ai01B3871 Araip.B01 3871 p2 (AG)8 16 9686576 9686591 GAGAGAACATTGCTATTATTGATGC GGTTGACAATCTTCCCTCCA 134

Ai01B3872 Araip.B01 3872 p2 (AT)6 12 9687812 9687823 ATACCGTGGGCAACCAAATA CAAGCCAAGTCAATGCAAAA 261

Ai01B3875 Araip.B01 3875 p3 (TTA)6 18 9692256 9692273 CCAAGGCACCTTGTTGATCT TCCTTGCCATTTTTCTTCAAA 276

Ai01B3880 Araip.B01 3880 c (T)10aactttccaacaaaaagtaatatttgaagcaccaaaaaacgagtatcacacgttagga(AAC)6ataag(TAA)6109 9703390 9703498 GCGTTCAACTCCCAGAGAAG TGCAAAAGATATGAAATTTGGAA 278

Ai01B3881 Araip.B01 3881 p2 (GA)6 12 9705136 9705147 CACCCAACGGAAAGAAGAAA CACTAGCTTGACGGCTCCTC 262

Ai01B3883 Araip.B01 3883 p2 (TG)14 28 9708847 9708874 TGGTTACGTTCTCACCCCTC GAGCCTTTAACTCGAAACCG 276

Ai01B3884 Araip.B01 3884 p2 (CT)11 22 9709431 9709452 GCCTTGGATCCTCTTTACCC GAAAAACACAAAGCTTGCGA 146

Ai01B3889 Araip.B01 3889 p2 (GA)6 12 9721217 9721228 GTGGGCCCAATCTTAAATGA CCGGTTCAATCGGATAAAAA 212

Ai01B3891 Araip.B01 3891 p3 (AAT)5 15 9729337 9729351 TCGATATCGCGTTTCAATTTT TAGAGTTCCCTCGCCCTTTT 211

Ai01B3893 Araip.B01 3893 p2 (TG)6 12 9742920 9742931 GGAGTTGCATGCTCATCTCA TGCGTGCTTGTCTTTTAGGA 274

Ai01B3894 Araip.B01 3894 p3 (AGA)5 15 9749908 9749922 GAAACTTGGAGCCAAAGCAC TTGTATGGGGTAATGCCTCC 249

Ai01B3897 Araip.B01 3897 p3 (TGT)20 60 9755448 9755507 AACAAAAGAAAGAATTGAACAATGA GAAAATTTAGCCGGTAGGGG 246

Ai01B3898 Araip.B01 3898 p2 (TA)6 12 9758094 9758105 CCATGCCTCTTCAGCAGATA TGTGGCATGTTAATGATACACAA 268

Ai01B3899 Araip.B01 3899 p3 (TCT)5 15 9758497 9758511 GCCTCACCACTCTTCCTCAC TAATTTTCGAAACCCTCCCC 120

Ai01B3900 Araip.B01 3900 c (T)10aatttaaatttttaaaa(T)1138 9758993 9759030 TTTCGAAATTATGAAAGAAAAATTG TTTTTGTGTTTTTCTCTCTCCTCA 250

Ai01B3906 Araip.B01 3906 c (CT)6cctcttctcttccttt(TC)6cctctctcccattttctctctccttctctctttcttttctctctccccctcctctctatcta(TC)6114 9774110 9774223 CCTTTTCCCTTCCCCTTTTT AGGAGAGGGGGAGAAAGAGA 224

Ai01B3907 Araip.B01 3907 c (AG)7aagggggaagggagggagagtgagggagaggggagaaaaagaaag(A)11gagaggggaggaaaag(GA)6ggaaggagaagg(GA)10aaggaaaagagaggagagag(GA)9168 9774478 9774645 TTGAGGTTTTTCGTGCATCA CCCCTCCTCTCTCTCTCCTC 276

Ai01B3908 Araip.B01 3908 p2 (GA)8 16 9774801 9774816 GAGGAAGGGAGAGAAGGGAG TTCCTCCTCCCTTGGACAG 276

Ai01B3909 Araip.B01 3909 c (GA)8t(AG)8 33 9774953 9774985 GGGGAGAGAGAGGGAGAGAA CAAAAGGGGAACCAAAATCA 220

Ai01B3910 Araip.B01 3910 p3 (TGC)6 18 9775366 9775383 AATTGTTCGATGGCATTGCT AGAGAGAGAGAGGATGGGGG 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B3912 Araip.B01 3912 c (GA)6ggaaggagaagg(GA)10aaggaaaagagaggagaaag(GA)982 9776027 9776108 GAAAGAAGAAAAGAAAAGAGAGAGG TTCTTCTCTCTCCCCCTCC 239

Ai01B3913 Araip.B01 3913 p2 (GA)8 16 9776264 9776279 GAGAGAGGAGGGGGAGAGAG TCCCCTTCTCTTCTTTCTTCA 259

Ai01B3915 Araip.B01 3915 p3 (GAA)7 21 9777240 9777260 CACTTGGCTGCAACAATGAT TTTCAAATTCCCACCTCCAC 221

Ai01B3918 Araip.B01 3918 p3 (TAT)5 15 9794733 9794747 TTTCCTCTCCTCAATGCCAC AAGTTAAATTATTTTGACCCAACAA 275

Ai01B3921 Araip.B01 3921 p2 (TA)17 34 9808219 9808252 CGTCTGGCTGCGTTACTCTA TGTTCCCTCGCCTTTATCTTT 280

Ai01B3923 Araip.B01 3923 p2 (GA)7 14 9822359 9822372 AATGAGGGTCCTTGTTGACG ACACAAACTTCTCCCCCAAA 200

Ai01B3926 Araip.B01 3926 p3 (GAT)17 51 9849615 9849665 TTTTCAGACAAGGTGGAGCA GGAGTATTGCCGAGCTCTTG 200

Ai01B3934 Araip.B01 3934 c (A)11tcttttttgagaagctgtaatttacatctttttttaaaaga(T)1062 9889732 9889793 TGTTTGGGTGCCATTATTGA GGGCATCTCATGCAAAAAGA 260

Ai01B3935 Araip.B01 3935 p3 (TGG)6 18 9893914 9893931 TGTAACTTTGGCGACAACCA GCTCCCTCCTCCTCTGTCTT 229

Ai01B3936 Araip.B01 3936 p2 (TC)6 12 9896586 9896597 AATTCTCCCTCCCTCTCTCTC TTTAAAAACAACGTAAAGATGACACA 224

Ai01B3941 Araip.B01 3941 c (T)10ggtgactgg(A)1433 9946396 9946428 AGAAGGCCAATGAATTTTGG AAGGAAGATTTGCTAAGTATCAATAGG 215

Ai01B3943 Araip.B01 3943 c (T)10cccttcaaaacttaaactcacaaccaaactttactttggatatt(A)1266 9950056 9950121 GAAGAGGTTTGTAGTGTAAGCAATTA CATCGAAAGCAATGTGTGTG 280

Ai01B3946 Araip.B01 3946 c (T)11accgatgaaattttttaaagattaccatccattaaatatttttatttttaatttttcacttgc(T)1387 9958361 9958447 AAAATTTCCTGTTGCGGATG TGACCATACAAAAGAAAAATGGAA 258

Ai01B3948 Araip.B01 3948 p2 (AT)8 16 9962857 9962872 TGAATTTTTGACCGGGTACTTT ATTGGACAATCCCTCTGTGC 100

Ai01B3949 Araip.B01 3949 p2 (TA)9 18 9964308 9964325 CGTCCGAGATCGACCTACA AGACCATGGCCCTCCAAATA 273

Ai01B3951 Araip.B01 3951 p2 (AT)7 14 9972539 9972552 TTGGGAACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 220

Ai01B3957 Araip.B01 3957 p2 (TA)8 16 10007488 10007503 GAAGTGAGGGGTAGGAGGCT CTACCCAGTGGCGAATCTTG 279

Ai01B3960 Araip.B01 3960 p2 (AG)8 16 10034781 10034796 ACCCAGTCACCCTCACTCAC CATCGCGTTTTCTCTTTTCC 208

Ai01B3965 Araip.B01 3965 p3 (TTA)5 15 10062782 10062796 CGTTAAACGCCAGAATGGAT AAAATTTGATCCTTTCTTAATAGGCA 273

Ai01B3966 Araip.B01 3966 p2 (CT)7 14 10065796 10065809 TAACGCTAGAAATGGGCACC ATAGGTGAGGGGTTTTTGGG 274

Ai01B3970 Araip.B01 3970 p5 (AAGAT)7 35 10089642 10089676 GCCCAAATAGAGGAACACGA GTCGTGGGCTGACCTTCTTA 163

Ai01B3971 Araip.B01 3971 p5 (AAGAT)5 25 10100091 10100115 GGGTTCCCTTGAGGATAAGC GGTGGACTGGCTATGCTGTT 245

Ai01B3972 Araip.B01 3972 p2 (TA)6 12 10105125 10105136 TGTCACTATCTTTGTTGATATGACATT TTACTTGCATATTGCGCGAG 187

Ai01B3975 Araip.B01 3975 p2 (TA)6 12 10120010 10120021 GGAGAAATTCTTGCATGATCG TTCCCTTGAAAAGCATCCAC 272

Ai01B3979 Araip.B01 3979 p2 (AC)6 12 10156199 10156210 CGTAAAAACATTGTGCTACCTTTG TCTCAAGTGTGGCTTTTCCA 200

Ai01B3988 Araip.B01 3988 p3 (AAT)6 18 10176164 10176181 TACTTGCCCTTCACGCTTTT AAAGCTAGGATCCACATTTTGAA 154

Ai01B3992 Araip.B01 3992 p2 (AG)18 36 10201697 10201732 AGAGCTAAGGACGCCGGTAT TGCGACAATTAGCTCGTTTG 250

Ai01B3994 Araip.B01 3994 c (AT)6tgattaatttattttaaatattattttatattttaatatatattttatataaataactgatttaataacgaaattttaatg(TA)6105 10204938 10205042 TTCAGCAAGTGATGTTGTTGC GATATCACTTTCTATTTTTACCGATCA 261

Ai01B3995 Araip.B01 3995 p2 (AC)6 12 10205844 10205855 GCAAGGAACAAGTGGTGGAT GCAGGGAAAACACAAAGGAA 114

Ai01B3996 Araip.B01 3996 p3 (TAT)8 24 10206238 10206261 TACACCCCAACAGACTGCAC TGTGCGAAAAATCTATTCAAAA 280

Ai01B3997 Araip.B01 3997 p2 (AT)12 24 10206413 10206436 TCTTTTGAATAGATTTTTCGCACA GCATTTAGACGGAGGGACTG 279

Ai01B3999 Araip.B01 3999 p2 (AT)6 12 10218023 10218034 CCACAATCCAATCAATCACG TGAGATCTATTAATCTTCATCCAATG 244

Ai01B4003 Araip.B01 4003 p3 (ATA)5 15 10241508 10241522 CGTACGCTTTCGCATTATGA CGTTTTTGTTGGGATCTCATT 207

Ai01B4004 Araip.B01 4004 p4 (TTAT)5 20 10242597 10242616 TGCACAAGATCCGTGTGATT ACTGCCAACACAAGAAACCC 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4012 Araip.B01 4012 p2 (AT)7 14 10261211 10261224 TGGCCAATCCAGTTTGATAA CCAGACGCTACCAAAAGGAA 280

Ai01B4014 Araip.B01 4014 p2 (TA)10 20 10264230 10264249 TCGATAATTGATGTCACGGC TTGACCACATGTATTTTGAGAGAAA 259

Ai01B4016 Araip.B01 4016 p2 (AT)8 16 10264777 10264792 GAATTGTTCTTTGCATTTTCCA GGTTTGCATCAAAGTCGTCA 262

Ai01B4025 Araip.B01 4025 p3 (ATT)5 15 10293482 10293496 AAATGGTTTTGCCAAGCAAC TGATTTGGGGGTGTAGTGTG 242

Ai01B4026 Araip.B01 4026 p3 (TTA)12 36 10293696 10293731 CACACTACACCCCCAAATCA TTTATTATGTACCCAACAAATTCTCA 273

Ai01B4028 Araip.B01 4028 c (A)11tgaagcatgcaa(T)1033 10294860 10294892 AAAAATATTAAGCCAAACTTGTAAAAC ATATTGCACTGCCCCTTTTT 225

Ai01B4033 Araip.B01 4033 c (T)10atcaatacaattacgtaatgaatgaaacaagtttttattcagta(T)1367 10305194 10305260 TGTTTTTGCGTCATGTTGGT TCTGAGGATGTGTTTGTTTCAA 178

Ai01B4034 Araip.B01 4034 c (T)10cgtaaaaggaaataaaaattaattagttaaaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)697 10318350 10318446 CTGTTCATTTCCACTTATGTCCA TTTTTGTTTGGTTCTTAACTTTTTCA 279

Ai01B4037 Araip.B01 4037 p2 (AT)6 12 10323022 10323033 GTTTTTCCTTTGGGAGAGGC TGAAGTGGTTATCATGGCTCA 213

Ai01B4040 Araip.B01 4040 c (T)11ctttttcc(T)11 30 10330819 10330848 TGATGCTGAGTTTAGAGGGAG TGGGTTTGGACATATCCCTT 121

Ai01B4049 Araip.B01 4049 p3 (ATT)5 15 10356145 10356159 CTTTGAAGAGGACAGACGGC TGGTAAAATTAAAATGGCTTTCA 218

Ai01B4052 Araip.B01 4052 p2 (AG)6 12 10373211 10373222 GGGTTAAGGCTATTTGGGAGA CAAGCATGAAAGTTTTGAGCC 198

Ai01B4053 Araip.B01 4053 p3 (GAA)5 15 10375569 10375583 GTGGTTGTCATCGGTGAGTG TACCCGAGAGTTATGCCCAC 275

Ai01B4061 Araip.B01 4061 p4 (ATAA)6 24 10419110 10419133 CTTCTGCCCATTGTGGAACT GTTGGATTGTCGAACAGGCT 155

Ai01B4062 Araip.B01 4062 p5 (TAAAA)5 25 10425060 10425084 TCTTATTCCAATGCGTCCAA TTGGCAAGGTGATTTCAACA 240

Ai01B4066 Araip.B01 4066 p2 (TC)6 12 10446253 10446264 ATGTGAGAATTGGGTCCACA GGGAGAGGAGGGAGAGAGAG 104

Ai01B4067 Araip.B01 4067 p3 (CAA)5 15 10448278 10448292 TGAAACAACAACCAGATGCAA CCCCTATCCCCTCTTTTCTG 276

Ai01B4071 Araip.B01 4071 c* (AT)10(ATA)17* 69 10457362 10457430 GCTAGCCTATGTCACAGCCA GAGCGTTGCGCTTTTTATTT 271

Ai01B4072 Araip.B01 4072 p2 (TA)6 12 10470592 10470603 TGTGGTTTTCAGATGCAGGA GATAAATTGGCCAGAGCACA 257

Ai01B4076 Araip.B01 4076 p3 (TTC)7 21 10472886 10472906 CACCTTCTTCTTCTCTGCCG GAAGGTGGTGTAGTGGTGCC 132

Ai01B4077 Araip.B01 4077 c (TGG)5tgagttcttgttcagcttgggcttttggttgattttgggaaaagttc(TGA)577 10474231 10474307 TTGTATCATTCCACACAACTTGA CTGAACTAAGCTCCGCCACT 226

Ai01B4078 Araip.B01 4078 c (TGG)6ttctggttgggcgtaggcttctggtc(TGG)559 10475090 10475148 AAACGGCTTTAAATTTGGCA TTAAAATTGCCTTTCGGACG 267

Ai01B4088 Araip.B01 4088 p2 (AC)9 18 10503712 10503729 CCCACAACCTCTGAATTTCG TCGTTTAGCAGCCTTGTGTG 194

Ai01B4090 Araip.B01 4090 p3 (TTA)14 42 10507967 10508008 AATGTACATAAGGCGGGTCG GGAACCTTGGGAACAAGTGA 142

Ai01B4096 Araip.B01 4096 p3 (ATT)5 15 10526681 10526695 TCCACCACCAATAATCACTTTG AATGATATCACAGGCGGCTC 152

Ai01B4098 Araip.B01 4098 p2 (TA)6 12 10528316 10528327 TTCCGAATGGCTTCAACTTC TTGCTGTTGCAACTGAACCT 265

Ai01B4100 Araip.B01 4100 c (T)12acatacacattctagcttattactttgtttatggtatgtcttacttttgtatactaatgttatatgtt(TTA)698 10531992 10532089 AAACCAACAGATATATTTGGACGA AATTTTTCCAGATGCCAACG 206

Ai01B4112 Araip.B01 4112 p2 (AC)6 12 10546706 10546717 GGGCTAAGGTAAGGGTGAGG GGCTAGGCATGATTTTGGAA 121

Ai01B4120 Araip.B01 4120 p3 (CCG)7 21 10592326 10592346 AACGTTGAGGGTCAGAATCG AAGAAGAAGCAGAACCACCG 172

Ai01B4121 Araip.B01 4121 p3 (CTT)5 15 10592519 10592533 CGGTGGTTCTGCTTCTTCTT CACAATGTAAACTGCGTGGC 274

Ai01B4124 Araip.B01 4124 p3 (CTT)6 18 10598093 10598110 AAATTTTGGCAATGGAAACG TGGACCAAATTACCCATAACAA 122

Ai01B4129 Araip.B01 4129 p3 (AAG)9 27 10643575 10643601 TTGATGGTCAAAAACTGCCA AATCGCACATCCTCTTCCAC 183

Ai01B4132 Araip.B01 4132 p3 (TCT)6 18 10652072 10652089 AACGTGATTACACGCACTACG AAACACGCGAAAAAGGAGAA 121

Ai01B4140 Araip.B01 4140 c (T)11caattgagtccctacacttttttttccttttatttgagtccttgcatcaa(T)1071 10677939 10678009 TGTTGGTCGTTATAGTTTCGCA TTTTTAATTGGGTCCTTACACCA 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4142 Araip.B01 4142 p2 (AT)7 14 10699269 10699282 TGAAACCCCGTAAAAACAGG CTTTCAACCCTTGTACCCCA 239

Ai01B4143 Araip.B01 4143 p3 (ACC)6 18 10711982 10711999 CATCTTCCCAACCCACAAGT TGAAAAGAGGAGAAAGGGCA 264

Ai01B4144 Araip.B01 4144 p2 (CT)7 14 10712295 10712308 GGGGCTACCTTCTCCTCATC TAGGGCGAAAAGGAACACAG 251

Ai01B4146 Araip.B01 4146 p2 (TA)13 26 10719393 10719418 TGGGTTTTGTGTGTGTTGTT CCCTATGTCTCCATCAAGCC 116

Ai01B4150 Araip.B01 4150 c (T)10ccaaactaaaaattccaaaactactgtaacaaaacaac(A)1058 10733618 10733675 CAATGCGCTTGTACTCATTTG GGTTAAGGGTAGGGCTCCAG 219

Ai01B4153 Araip.B01 4153 c (T)10cttcctcccacttcctcttctcttcttatctatgtgcag(T)1059 10741343 10741401 CTGGGGTCTTCGCTACACAT CAAAAATTGAGAAAATGAACACACA 235

Ai01B4170 Araip.B01 4170 p2 (TA)12 24 10789657 10789680 GATGGGGACTTGTGGCTAGA AAAGATGATGAAACAACCAACTCA 242

Ai01B4171 Araip.B01 4171 p2 (CT)7 14 10814033 10814046 AGTTCGGCTTCGATCTTCCT CAAGGCAGCTCAAGGATAGG 207

Ai01B4174 Araip.B01 4174 c (A)10gcaaaaacaagccagtaacaatttatcagtatcagtttatcatcaataaaatt(A)2891 10836618 10836708 CCTTTAGGCAATGAGCACAA GGTTGATGGCTCTGCTTGAT 279

Ai01B4175 Araip.B01 4175 p2 (TC)13 26 10841232 10841257 TGAATGTACTGCTCCACACG GAGGGAAATTGCAATACAAGGA 227

Ai01B4179 Araip.B01 4179 p2 (GC)6 12 10873957 10873968 TCTCCCAGAGAGTTAGGCCA TGGAATGAGAATGAAGGGGT 195

Ai01B4180 Araip.B01 4180 c (A)10gag(A)10 23 10876754 10876776 AACTTTGGGACATTGGTTGG AGCTTCACTTTGGGGCATTT 252

Ai01B4181 Araip.B01 4181 p2 (TC)6 12 10881854 10881865 CACTCACCATCATCAAACCG GAAGGGAAGAGTAGGGGTGG 201

Ai01B4182 Araip.B01 4182 p2 (AG)8 16 10883109 10883124 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGGGAGAG 127

Ai01B4183 Araip.B01 4183 p2 (TA)9 18 10884598 10884615 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 280

Ai01B4184 Araip.B01 4184 c (A)10ctttc(T)10 25 10885149 10885173 TTTTATTTGGCATTGGGGAA GGGAAACCTTTTGGGAACAT 198

Ai01B4187 Araip.B01 4187 p2 (AG)9 18 10894727 10894744 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGGGAGAG 132

Ai01B4188 Araip.B01 4188 c (TA)7gtattttaataaaattttcaagaaatgtttctttttcttaaaaaggacattaagattcatattgatttgagttgaaa(T)10caaacttgcatgatg(TA)11138 10898146 10898283 TTTGCATTTTGCATTTTTGC CACAGGTTGTGTGTTCTTTAATCA 249

Ai01B4193 Araip.B01 4193 p2 (AT)12 24 10931470 10931493 TTCATTTGGGGACTTCTGGA TGTTCCATCACATGTGCCTC 246

Ai01B4194 Araip.B01 4194 p2 (TA)21 42 10934746 10934787 TTTCTTCGCAGGTCGAGACT GCATGCGTTGTATGTTCTGC 255

Ai01B4195 Araip.B01 4195 p3 (GAC)5 15 10935100 10935114 TAGCACCATCGCATCAAGAC TCCGATGCAAAATTCAATGAT 280

Ai01B4197 Araip.B01 4197 c (A)12tacataatgttgcaaaatcaaaagaagaacggagagaaacacgacgatgaagatgaaacacttcaaaaac(GAA)6100 10937748 10937847 CCTCCTCATCTTCTGCTGCT TTTCTCCATGCCTCCTCTTT 201

Ai01B4205 Araip.B01 4205 p2 (CT)11 22 10962298 10962319 GTCACCTGCATTTTTGACCA TGGTGGGTGGTATGGAAAAT 131

Ai01B4207 Araip.B01 4207 p4 (AATA)5 20 10975215 10975234 TCATTTCCTTTTATTTTTGTTTTTG GGAGACACCAAACTTAATTTCAGA 163

Ai01B4213 Araip.B01 4213 c (A)10taacccatcacaaaacgcaggccgcgtttgggttaaaaaaattaaaaaaaattttgaaaaagcaaaatgcagcccacgtttgctctctttggtgagc(A)16123 10988461 10988583 AAAAATGCTGACCCTCGGTA TGGAACAAAGCTTGGTGTTG 267

Ai01B4216 Araip.B01 4216 p2 (CT)10 20 10993167 10993186 TAGGAAGGTGGAAAACGTGG AAAAAGGAAAGAGAGACCCCC 132

Ai01B4227 Araip.B01 4227 p2 (CT)6 12 11001924 11001935 ACCACTGTCAATGCCATCAA GGGTGTTTTGGGTTGTTGAG 155

Ai01B4231 Araip.B01 4231 c (A)11gaataaagagcaaattgtcattttctaattgttaagatacaagttgtctaaatt(A)1176 11010058 11010133 ACAATCAAATGGTTTTCGCC CGGAATTAATTGTTAGGGACCA 275

Ai01B4233 Araip.B01 4233 c (AGATGA)5agaa(GAC)549 11011669 11011717 TTTTTGTTGTTGGGGTCATT TTAAACGTTAAAACTGAAATTGTATCA 276

Ai01B4234 Araip.B01 4234 p3 (AAT)6 18 11012847 11012864 CCTTGGATCATTAGAGAGATTGC GGATCTCTCTCTTTCTCTCTCCAA 212

Ai01B4236 Araip.B01 4236 p2 (AT)6 12 11016153 11016164 TTTCTTCTGCAAGAATCGACC TGTTGTTAGGCGAAGAGTTGC 164

Ai01B4237 Araip.B01 4237 p2 (CT)14 28 11017784 11017811 CTCCCTCACTCTCATCAGCC ACATGGAGGAGACGAGGATG 227

Ai01B4239 Araip.B01 4239 p2 (AG)8 16 11024164 11024179 AGCAGAGCAGCAGTGACAAA CACGCACAATATTACCGTCG 257

Ai01B4242 Araip.B01 4242 c (T)10cctcgtaataataaatatagatataaga(T)1452 11030663 11030714 AGCCAATATTTGGTCGCAAT CATGAGAGATGAGACACACACG 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4245 Araip.B01 4245 p3 (CTG)5 15 11040297 11040311 TCCCTCCAAACAGAATTACCC GATAAACAATCGGGGAACGA 218

Ai01B4246 Araip.B01 4246 c (CT)9atcctcggagaattgttaacagaagaaacagaaacagaaaacaagaaaaagaaacatagaatttagttagatagattggtagaa(AG)6114 11040703 11040816 CACCAACGAATGAGATTCCA CACCACCATCACTAACCCCT 277

Ai01B4251 Araip.B01 4251 p3 (GAT)5 15 11066758 11066772 CAGAAAAAGGGACCCACTCA TTTGTCCAGTTGAGACTGCG 118

Ai01B4255 Araip.B01 4255 p4 (TCTT)5 20 11080762 11080781 TGAATTGAAATTGCGTAAGGG CAGGCAACAACTTGAAGCAA 267

Ai01B4256 Araip.B01 4256 c (TCTT)5c(T)12 33 11081261 11081293 TGAATTGAAATTGCGTAAGGG TCACACTGTCACGGAAATGG 192

Ai01B4260 Araip.B01 4260 p3 (TAA)5 15 11086007 11086021 AAAAGAAGCTCCCACAGCAA GGGGAGACTATGCCATTTGA 191

Ai01B4266 Araip.B01 4266 p5 (TTTCT)5 25 11103834 11103858 AAAACACCCTTTCAAACCCA GGATGAGTTGTTTGGCCTCT 236

Ai01B4268 Araip.B01 4268 p5 (AACCG)5 25 11111010 11111034 GACCGAACTAAACCGATGGA GTGGGGGTATGGGGTAGTTT 205

Ai01B4270 Araip.B01 4270 p2 (TA)10 20 11118432 11118451 GGAAAATTCTATGGTATGGATGG CAAAGCATGATCTGAGGCAA 268

Ai01B4271 Araip.B01 4271 p2 (AC)6 12 11121295 11121306 CTCAACCAATGTCCCGAGTT CCCACCTTTCATCAACCATT 183

Ai01B4272 Araip.B01 4272 p2 (AT)19 38 11147919 11147956 TCTCATGCTGATAACGTGCTG AAGCATGATCTGAGGCAAGG 237

Ai01B4273 Araip.B01 4273 p3 (TAA)11 33 11148482 11148514 TTTTTGGGCCAATCAGTTTT ACTTGCCCTTATGGTTGCAC 230

Ai01B4274 Araip.B01 4274 p2 (TA)6 12 11166475 11166486 CGACACGACACAAAATACACG CGTGTCAGTGTGTCCAACCT 279

Ai01B4280 Araip.B01 4280 p3 (TAA)6 18 11172135 11172152 GTCAATTGCCCTTGCACTTT AAAATAAGCAATCCCCACTTGA 171

Ai01B4285 Araip.B01 4285 c (CT)6t(TC)6 25 11175651 11175675 CGTAAAATGGACGGAGATGG ACCGAGCGATATAGTGACGG 193

Ai01B4287 Araip.B01 4287 p3 (TTA)14 42 11177949 11177990 GGCTTGCAAGACAAAGCAC TGAAAATATGTTTTGAAGTGAAAGGA 265

Ai01B4289 Araip.B01 4289 p2 (AG)6 12 11180451 11180462 TCAAATAGTATCAGTGGCTGAGGA CACTGCCTTAAATGCATGATAC 277

Ai01B4291 Araip.B01 4291 p2 (CA)6 12 11186650 11186661 TGTCATCAATTCTGGCCATC AATCCACTGTCGGCAAAGTC 159

Ai01B4292 Araip.B01 4292 p2 (CT)8 16 11188196 11188211 ACTCGCAATGGTTTACCGTC AGAAGAGGGGGAGTGGTGTT 279

Ai01B4294 Araip.B01 4294 p4 (AAAT)5 20 11199769 11199788 CATTCATTGCAGCACTCACC TTGTAATTCCGTGTGTTACAATAAAA 209

Ai01B4296 Araip.B01 4296 p3 (TAA)11 33 11206774 11206806 TTTGTGTTATAAATTGTGACTTTTGA GCATGTATTTTATATTTGTGACTGACT 280

Ai01B4297 Araip.B01 4297 p2 (TC)8 16 11207088 11207103 GCTACTTGTCCGTGCAACAC TGTTTGTGTTTAATTGGATCAGC 181

Ai01B4299 Araip.B01 4299 p2 (TA)8 16 11219690 11219705 GGCAATTTTTGTTGCGAGAT GCTCAAATAGCATAGTCTCCACA 162

Ai01B4303 Araip.B01 4303 c (TTG)8(GTG)5 39 11224344 11224382 AGCGGTCGGCAAGATATTTA CACTGTCACCTCCACCTGAA 217

Ai01B4304 Araip.B01 4304 p2 (GT)6 12 11227319 11227330 CAAGCACACTAGGATGAGTGAAA GCTCTTTCTCCCGCTTTTCT 276

Ai01B4306 Araip.B01 4306 p2 (AG)6 12 11241694 11241705 GGAGCTGGAAAGGGAGAATC TGCATTAAAAGGGAATTGAAA 275

Ai01B4309 Araip.B01 4309 c (TA)8aaacatgaatatatattagaagagaagaagaaatctaaactagtttcaggtcatgcacacctagaatggagag(A)1099 11250393 11250491 TCAATTTACATCCCACTAACCTCA TTGTATTATGTGTTTATATGTTGCGG 269

Ai01B4310 Araip.B01 4310 p3 (GAA)5 15 11253071 11253085 GACGAGGATGAGGACGAGAG ATCTTCTTCAAGCGCGTGTT 183

Ai01B4312 Araip.B01 4312 p2 (TC)19 38 11253603 11253640 GTCGGGATTAAGGGGAGAGA TGCTTTCTCAAGACAGAGACAGA 276

Ai01B4313 Araip.B01 4313 p2 (TC)18 36 11254101 11254136 GATTCCACTGCCGGATAAGA TGCCATCATACAGACCCAAA 163

Ai01B4315 Araip.B01 4315 p3 (CAG)5 15 11257781 11257795 AATACTCCGCCAGTGACACC ATGCAGCTCTCTTGTCGGAT 195

Ai01B4319 Araip.B01 4319 p3 (GTT)6 18 11268175 11268192 CCCTCCTCTCCTCTCTGCTT AAAAATGTCCTTCCCCCATC 194

Ai01B4320 Araip.B01 4320 p2 (AG)6 12 11268743 11268754 CAATGCAATGCTGGTTATGG CGTGCAAGTTTAAGGACCAAA 194

Ai01B4322 Araip.B01 4322 p2 (AT)7 14 11280886 11280899 GCACTTGCTGGTCAGTGGTA CACAGATTAACGCTCTAGCCAA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4323 Araip.B01 4323 p2 (AT)8 16 11283857 11283872 TAACATGTGGTGGCAATGCT TGCTTGCTTTTTCTTTTTCTTTC 266

Ai01B4324 Araip.B01 4324 p2 (TA)8 16 11299379 11299394 TGCAAACAGGCATAGATTCA TGTGAGTGGATTTTCTTCCTTACA 277

Ai01B4329 Araip.B01 4329 c (AAT)7agttcgaattttgaca(AAT)552 11308664 11308715 TGCCACATACGTGTGATAAGTG GGCATTACAGGGAGCAATGT 212

Ai01B4330 Araip.B01 4330 p3 (ATA)5 15 11308958 11308972 ACATTGCTCCCTGTAATGCC AGCCCAGATAAATTGTCCCA 227

Ai01B4333 Araip.B01 4333 c (ATA)17aagc(AT)667 11310365 11310431 TTCTCCTCCCTGTTTTTCTCA GAGGATCCACTCCCCTATTTC 201

Ai01B4337 Araip.B01 4337 p3 (GAG)5 15 11322254 11322268 CCTCACCAGAAGAGCCAGAC AAAGGGTCCAGGAGGCTAAA 216

Ai01B4338 Araip.B01 4338 p3 (ATT)9 27 11324720 11324746 TTCTTCTTCCTCAAGCAGCC AGAACGTGGAGGGGACTCTT 266

Ai01B4339 Araip.B01 4339 p3 (TTA)19 57 11325119 11325175 TTCTTCTTCCTCAAGCAGCC TGATGAAGAAAGGGGGTGAG 271

Ai01B4342 Araip.B01 4342 p3 (CTT)5 15 11334080 11334094 CCTCCAAGGTTGAAACCAAA AAGAATGAAGGGCTCGGATT 167

Ai01B4344 Araip.B01 4344 c (TCT)5tcaagtagaaccggttcggcc(AG)648 11343634 11343681 CCTCCAAGGTTGAAACCAAA GAGTGGTGACCAAGGAAGGA 143

Ai01B4351 Araip.B01 4351 p2 (AT)9 18 11366249 11366266 TGACAGTCGCAGGACAAAGA TTGGTCATAGGATTATTAAAAGGACA 251

Ai01B4352 Araip.B01 4352 p2 (TA)7 14 11367450 11367463 TGCAGTAACGGTGATGGTGT AGAAAGGGTAAGGTAGCATTCA 225

Ai01B4356 Araip.B01 4356 p3 (GAA)5 15 11372273 11372287 CTGAGAACTGGCCTACAGCC TCATACACCTCCCCTCTTCG 237

Ai01B4362 Araip.B01 4362 c (T)18acatggaannnnnnnnnnnnnnnnnnnnnnnnnttcacatttttaag(T)1681 11391865 11391945 TAAAGAAAGAAGGTGCGCGT GGCTGGAAGAGATACTTGCTG 217

Ai01B4364 Araip.B01 4364 c (TCA)6atttcctcttcatcatcatcactattaacttcatcattgttttcttcttcatcatcaaaagaaacacaaaatctt(TTA)7114 11392747 11392860 GTCCTCCCAACACCTTCAAA TCAACGTTCCTGATTGGTCA 259

Ai01B4371 Araip.B01 4371 c (CA)8(TA)8 32 11415227 11415258 AATTGCAATCCACTGCATTAGT ACCCTCATTGCTCCAGTCAG 172

Ai01B4372 Araip.B01 4372 p3 (TTA)5 15 11437393 11437407 GCAAAAGCTAGTGCACTCCA CTTGAAGACATCGCATCGAC 267

Ai01B4376 Araip.B01 4376 p2 (AT)10 20 11448682 11448701 TGGCCATGAATAGTTCCAAA AACGGCTACAATCACATTCTCA 192

Ai01B4381 Araip.B01 4381 c (TA)9(T)10 28 11468057 11468084 GCTTGAACAGCGGCATATTT GGGCCCTCCTATTCATTGAT 280

Ai01B4383 Araip.B01 4383 p2 (TA)7 14 11471933 11471946 TCTGGGCGTTGGATCTTTAC CCCACCATGGTATGATCGTT 226

Ai01B4384 Araip.B01 4384 p3 (AAG)5 15 11478505 11478519 TCACAACCCTTGAGTGACGA AGGAGAGGGGACAAGGGTTA 149

Ai01B4387 Araip.B01 4387 p2 (AC)6 12 11500705 11500716 TTTCAAGGTTGTAATGGGGC GAGGACAAAATTACCCCAATG 247

Ai01B4390 Araip.B01 4390 c (A)10tttagt(A)12 28 11520136 11520163 CATGGACATCCATATCACAACA AGATCGGGATGCACTGATTC 263

Ai01B4391 Araip.B01 4391 p3 (AAT)5 15 11523771 11523785 ATAGCTCTTCCGGAGCCTTC TGACACTTTTTATGTACAATGCTTCTT 272

Ai01B4394 Araip.B01 4394 p2 (TC)15 30 11527673 11527702 CCTATTGGCTGCCTTTTGAA TGAAGGGCAATAAAGAACGG 197

Ai01B4410 Araip.B01 4410 p2 (TC)6 12 11569697 11569708 CACGGTGTGAAAATCTGCAA ATCCTTGCGTCTGTTTTTGG 257

Ai01B4411 Araip.B01 4411 c* (GCACAC)5(CA)6*37 11571802 11571838 TTCAGAATTTGCCACCCTTC TGATGAAAGATTGAGGATTGG 193

Ai01B4413 Araip.B01 4413 p3 (CCA)6 18 11573819 11573836 CCATTCCCATCCCTATTCCT ATTGGGAAAAAGGCTTTGCT 245

Ai01B4420 Araip.B01 4420 c (A)10tgtaaattataactttttaaaaaagac(T)1047 11591028 11591074 TTTTTCGTTTATTTGTTATGTGAAA ATTTTGGTGCCATTAATTTGA 187

Ai01B4422 Araip.B01 4422 c (CAC)6accactacctccatctcatctttctcctcctcctct(TCC)8tctttcttttctcattcgaatttcttcgatctcctccttccttttcg(TCC)5140 11602817 11602956 TCTTCCTCCTCCCACTGATG CAATAACGATGATGACAATAATGATG 261

Ai01B4423 Araip.B01 4423 p3 (TCC)6 18 11606833 11606850 GCACGGGCTAAAAGTGTACC TTTGCCGCATTATGTGTTTC 256

Ai01B4424 Araip.B01 4424 c (GAG)6gaacacaggaatgtttacattagtgggatagttgaagcgtgtatttacactctcactaatgaaattga(T)1096 11607180 11607275 GAGGAGGAACGCAAAGAAGA AAATGCAGTCCGTTGTCCAC 280

Ai01B4427 Araip.B01 4427 p2 (AG)6 12 11612495 11612506 AGGGAGCGAGTGTTGAGAAA TCCTACGTGGCACTCCCTAC 104

Ai01B4430 Araip.B01 4430 c (TG)9(AG)9aatgtggagtgttgcggtttagttactcagagtttcagagactc(AG)692 11626167 11626258 ACGAACATGATGGCAGACAC TGCCTCAGTATCTTGTTTGGTTT 272
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Ai01B4431 Araip.B01 4431 p2 (GA)6 12 11626424 11626435 TGTGGAGTGTTGCGGTTTAG CGTCATGACATATGGAGTCG 267

Ai01B4432 Araip.B01 4432 p3 (TTA)18 54 11628491 11628544 CTAACGTTGCAGAAGTGGCA TTCACCGTCCGTAACAACAA 264

Ai01B4433 Araip.B01 4433 p3 (AAC)6 18 11633028 11633045 GGTGGAGATATCTTGATCCCAA CGTCCACCATATGTCTGCAT 176

Ai01B4434 Araip.B01 4434 p3 (TAT)6 18 11633251 11633268 ACCATCTTCTTCTCCCCCAT AAGAAGCTGGCAGTGGTGAT 245

Ai01B4435 Araip.B01 4435 p4 (TATG)17 68 11648071 11648138 ATAAATAGAGGTGGCGAGGC ATTGCTTAGGCGAGTGATGC 196

Ai01B4443 Araip.B01 4443 p2 (TA)10 20 11663874 11663893 TGTTCTCTTGGAACCTTGGTG ACTGATCCAGCAATTGACCC 263

Ai01B4444 Araip.B01 4444 p2 (CT)6 12 11666326 11666337 AGCTAGGAAAAATGGCCAGG TGCAAACCAACAACATCAGA 206

Ai01B4445 Araip.B01 4445 c (A)10gaaacagaaaaataaatgaagcacatgaggctagtttattgtaaaagggtcacactgtcaattacatgacagattgtatttacctctctgtctt(TC)8120 11667969 11668088 CCTAACAGGGTATTACAGATTACCAG CACGAAAGTATGAGGCAATGTG 280

Ai01B4446 Araip.B01 4446 p3 (ATG)5 15 11671313 11671327 GCAAGAGCACGAAATGTGAA TGCATGCTTTGAGAAACCAG 253

Ai01B4448 Araip.B01 4448 c (A)10gagaaaaacaaaag(A)1034 11683942 11683975 TTTGAAAACATTGGCAGAGG TTTTGTCCCCTTTTTATCGC 213

Ai01B4451 Araip.B01 4451 p2 (GA)6 12 11697904 11697915 CCACCATGGCCGATATTTTA TTGTTGCTGGTGTTGCAGTT 187

Ai01B4453 Araip.B01 4453 p4 (AACA)5 20 11699569 11699588 CTGCTTGCTTATCAATGCCA GTTGGTGCACAACCTCCTTT 195

Ai01B4457 Araip.B01 4457 c (A)11tt(A)10 23 11713972 11713994 TCGAGTTTGGACAACTGACG AAGCTCCGGTCCAAAAGATT 257

Ai01B4458 Araip.B01 4458 p3 (AAT)5 15 11717444 11717458 TCTCCCATGGAAGGATCAAC CAGCTAACCCACTTGTGCCT 241

Ai01B4459 Araip.B01 4459 p2 (CT)10 20 11719372 11719391 AACAATTTCCCTCCCAAACC AGAAATGGGGGAGATGGAGT 158

Ai01B4460 Araip.B01 4460 p2 (TG)18 36 11723819 11723854 GTGGGCGCTGTTACCATACT CGAAGATAACCAGTCCGAGC 253

Ai01B4469 Araip.B01 4469 p3 (TTG)6 18 11797377 11797394 AACATCCAGTCAGGAGGGTG AACCCTTCGTACATTCAACCA 276

Ai01B4470 Araip.B01 4470 p2 (AT)7 14 11799101 11799114 GGCTCCTCGCTAGACATCTG AGCCAAGGAACAGCATAACG 274

Ai01B4474 Araip.B01 4474 p2 (TC)18 36 11825814 11825849 GCGCACACTCTACACTGCTC GGGCTTGATCCTAAACGACA 279

Ai01B4484 Araip.B01 4484 p2 (CT)7 14 11846405 11846418 TGTGCCATGTGTTGTCACTG TTTGGGAGAATGCTTTCCTG 188

Ai01B4486 Araip.B01 4486 p3 (TTA)6 18 11847627 11847644 GGTGTGGCCAGTTATTGGAG GTTGCCAAGGGGAACTCATA 204

Ai01B4492 Araip.B01 4492 c (CT)8ccccccccttctcttttcttcctcctcctcaatgtttgaacctcctaccacttcattgcgaccaccctcaatcataccttctcaactcccaccaccct(CAC)5129 11864662 11864790 CATTTTGTTGTTTGCGCCTA TGAATTGGAGTGGTGGATGA 203

Ai01B4496 Araip.B01 4496 c (TTA)5(TTG)11 48 11885361 11885408 GAGCGTATGCCGTTCTTAGC CCTCGTTACTCCCATGTCGT 249

Ai01B4497 Araip.B01 4497 p3 (ATT)6 18 11886187 11886204 TCACCACTTGGACCTCAACA GGCACCTGAAACTGCTTCTC 245

Ai01B4499 Araip.B01 4499 c (CAC)6tacctcctcctcctcttcatcctccttttttcatttgaatttcttctcttccttcattttcttcctcgtccatct(TCA)7114 11889997 11890110 TACACCCATGTTGTTGCTGC GAAGACGACAATAATGAAAAGAACAA 217

Ai01B4516 Araip.B01 4516 p3 (CTT)5 15 11959021 11959035 AAAACTCTTCTTCTTCCCCTCC CACCTCCTCCTCTTCCTCCT 197

Ai01B4524 Araip.B01 4524 p2 (AC)6 12 12007155 12007166 TGTTCCCGACTCTAACCTGG TCTTTTGCTTCCTCCTCCAA 187

Ai01B4528 Araip.B01 4528 p2 (TC)7 14 12018202 12018215 TCATTATGAAGAATGCGCGA CACAGCGTCAACACCAAACT 213

Ai01B4529 Araip.B01 4529 p2 (AG)7 14 12025929 12025942 TGCTGGTAACGTGTTGTAAAAT GGAAAAAGGTAATCTCCTTGCAT 280

Ai01B4530 Araip.B01 4530 p2 (AT)6 12 12029768 12029779 ACAAGAGTAACCGTGGTCGC GCAACTGGAGCATTGGACTT 278

Ai01B4541 Araip.B01 4541 p2 (CT)6 12 12047862 12047873 GAGCACAGCTTCCGTACTCC ACAGGAAAAACGCAAGAAGC 243

Ai01B4550 Araip.B01 4550 c (AAG)5aaa(AAG)636 12068090 12068125 CCTCCTCATCTTCTGCTGCT CTCCATTTCAACGATAACGC 279

Ai01B4553 Araip.B01 4553 c (A)11gaccg(A)10 26 12084421 12084446 ATGGCAGCATCACCTAATCC TGGATCAAAATATTTCTTTTACTTTTG 265

Ai01B4560 Araip.B01 4560 p3 (CTT)11 33 12106016 12106048 CTTTCCAACGCTGACAGTGA AACGGTGCGTTTCTATGTCC 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4566 Araip.B01 4566 c (TC)7(TA)8 30 12129859 12129888 TAAGAGTCAACCGGACCGAC GCAAAAATCAAAAGAGGCCA 197

Ai01B4571 Araip.B01 4571 p2 (AG)15 30 12151638 12151667 AGGGTTGCGGATCTCTTGTA CGACGTAGCGGCTTACTCTT 280

Ai01B4572 Araip.B01 4572 p2 (AG)6 12 12155519 12155530 GCCAGAGAATGGGAGAATCA AGCCGATTTGGCAACATAAG 251

Ai01B4578 Araip.B01 4578 c (AAG)5atag(TGA)637 12182820 12182856 ATGGCACCTACCCAAACAAG TTCAAAATTCTTCCTCTTTCTCC 263

Ai01B4579 Araip.B01 4579 p3 (ATG)5 15 12183219 12183233 CCCAAATTTGTTGCAAATACA TTCTTCTTCCTCCTCTTTGTCTTC 272

Ai01B4580 Araip.B01 4580 p3 (ACA)5 15 12184324 12184338 CTTGCATTAACATGTGGGGA CCATATTTTTGCCCCCTTTT 137

Ai01B4581 Araip.B01 4581 p3 (AAT)6 18 12186411 12186428 TGGTATTGGTGCGAATTGTG TGCTTCCAGATCCTTCTTTCA 134

Ai01B4584 Araip.B01 4584 p2 (AG)9 18 12216885 12216902 AGGGTATTTGGGGAAGGTTG GCCAGAAATAGGCACAGAGC 257

Ai01B4586 Araip.B01 4586 p3 (TCT)6 18 12230326 12230343 CCTCCTCATCTTCTGCTGCT TGTGTTTCTTCTTCTTCTTTGTTTG 176

Ai01B4587 Araip.B01 4587 p2 (AG)6 12 12247509 12247520 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 277

Ai01B4588 Araip.B01 4588 c (T)10a(T)11 22 12247977 12247998 AACAAGCAAGTAACAAACTTGAAA TTAAAAATTTTCTCATCTGTTTTCG 227

Ai01B4590 Araip.B01 4590 p4 (AAAG)5 20 12263107 12263126 GAGGAGGAATCTACATCCATTCA TTGTTTGAGAAGGAGAAAGAGGA 279

Ai01B4591 Araip.B01 4591 c (CTC)6attttctcatttaaatttcttatcctccttccttttcctcttcctcatc(CAT)582 12263665 12263746 GCGCGTACTCCTTGTCTTCT TGGCGACGATAACGATAACA 163

Ai01B4592 Araip.B01 4592 p3 (TCT)6 18 12264060 12264077 GACATTTCGGTGTTAGAGTGAAGA TGAAAACTTGAGTTGCATATTCG 229

Ai01B4606 Araip.B01 4606 p3 (CCA)5 15 12301010 12301024 GTCTGGGGTCGAAATCAAAA GGTGAGGGAGTGGTGTTTGT 201

Ai01B4607 Araip.B01 4607 p4 (TTTC)5 20 12301949 12301968 CGATGTGCTCTCTCTCCCTC TTACTGTCATTCACCACCGC 167

Ai01B4612 Araip.B01 4612 p2 (AG)8 16 12310147 12310162 GCGGATTCTTCATTTGGTGT TAACCTCGTCAACAATGGCA 199

Ai01B4613 Araip.B01 4613 p3 (ACA)5 15 12310453 12310467 TGCCATTGTTGACGAGGTTA TGGCGTTGTTTGATTCATGT 232

Ai01B4614 Araip.B01 4614 p2 (CT)7 14 12313504 12313517 CCTCAGCCTTTCTTGCCTAA CGTTAGCAAGCTGATCCCTC 159

Ai01B4616 Araip.B01 4616 p2 (TA)8 16 12331169 12331184 TCCCATCTCAATTGTAAAGGAAC ATGGGTTTATCAACCTCCCC 277

Ai01B4621 Araip.B01 4621 p2 (TA)6 12 12366993 12367004 GATGCGAGAACTGTGCTGAA TTCCCTGTCCTTGTCCTTTG 238

Ai01B4622 Araip.B01 4622 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttattttttat(A)1193 12377386 12377478 TTCCCAACTTCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 274

Ai01B4629 Araip.B01 4629 p3 (TTC)14 42 12422277 12422318 AGTTGGCCTCCTCCTTCTTC GGAGTTTTGAAGGGTCCACA 256

Ai01B4634 Araip.B01 4634 p2 (TA)10 20 12444725 12444744 AATCCTCGTCCCGACTTCTT GGACATTAATAATCCGAAAAGATCA 220

Ai01B4635 Araip.B01 4635 p3 (CCT)7 21 12445345 12445365 TGTTATCGTCGTCACCAACAC ATTTTGGATCAGGCAACGTC 242

Ai01B4637 Araip.B01 4637 p6 (CTCTTC)5 30 12446220 12446249 TTTGTAGCGAATTGCAATGTAAA AAGAAGAAGCAGCAACGGAA 150

Ai01B4638 Araip.B01 4638 p3 (CTT)5 15 12446650 12446664 TTCAAAACTCTTTCTCTTCCTCATC TGCAGCATTATGTGCTTCTTC 198

Ai01B4639 Araip.B01 4639 c (TCT)8(CTT)5cgtcttcgtcgtcttcctcttcctcttcctcttcc(TCT)692 12447555 12447646 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 226

Ai01B4640 Araip.B01 4640 c (A)11ggtttataattttatctcaaaaaatattataataaacctttgattatatatgtgaatttagtttgattgccaag(A)1095 12451979 12452073 CCTCTCAGACTTCTTGATGATCC CAACTGTCCCTCTCTGTTCAAA 280

Ai01B4641 Araip.B01 4641 p2 (AT)6 12 12452546 12452557 GGGAGACATCCCTGAATGAA AAAAATTTAACTACTAAATCAGTCGCC 188

Ai01B4643 Araip.B01 4643 c* (AT)7(ATA)9* 39 12454597 12454635 GACCGAAAAATGATGAATCAAA CCGAACAAATCAGTTTAATCAAAAA 207

Ai01B4646 Araip.B01 4646 c (GA)6gggagg(GA)834 12461500 12461533 CAAAGCTCACATGCGAAAAA CTGTCATGAGCCCATTCTCA 231

Ai01B4649 Araip.B01 4649 c (T)10aaataaatttctatgtctaaccaaaatatttaatttaagtctaattaaattattataacaattttttaaattatttgtc(T)10gtctctttcttttatttttcttctttttttttcttttaaatttgtgcacgcattttcttcttctcttc(T)10177 12469329 12469505 GCATCTCTCTTTAGTGATAGAAGAAAA GGGTTAGGGTAAGGGTAGGA 280

Ai01B4650 Araip.B01 4650 p3 (AGG)8 24 12470588 12470611 TGAACCCCAATTCACTCACA CACTTTCATCACACCAGCGT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4660 Araip.B01 4660 p3 (ACA)5 15 12522882 12522896 TGCTCCCAATTAAATGTTTTTC CATGAGGTGGTCAAACGAGA 270

Ai01B4662 Araip.B01 4662 p3 (TAA)9 27 12527201 12527227 TGTCGAAATGAAATTTGGTTCTAA TTTAGGGCGTTTAAGATAGTTCA 268

Ai01B4670 Araip.B01 4670 c (A)11cacttacaaaggcgggaggtgtttcgccatcttaacgcgcatatgtttactgttttcactccctaaat(A)11tgcttacttttcgaagaaagaaggggagccacccaggacc(A)10140 12548697 12548836 TTAATGCCCAATTAATGCCC CATTATTCTCATTTGGCGGA 265

Ai01B4674 Araip.B01 4674 c (T)10actacttgaccagttctacaggaggatctgggtagcattattaaggtaatgacatagtatttggctc(T)1289 12589831 12589919 CATTTGCATCTGCATCAAGG AGTTGTTGGTTTTGGGTTCG 194

Ai01B4676 Araip.B01 4676 c (CAA)6taaaaacattcgaa(T)1042 12591825 12591866 TTCTCCTTCCAAACCACACC ACACAGAAGTGGGCCCATAG 229

Ai01B4677 Araip.B01 4677 p2 (AG)6 12 12593226 12593237 CAATCCTGCCTTGTTTCTGG TTTCAAAATTTGTTTCAACTAACCA 202

Ai01B4679 Araip.B01 4679 p2 (AG)17 34 12597876 12597909 ACACCCAGCAACAGAAATCC AGACGTGAGCAGAAGGAAGC 157

Ai01B4680 Araip.B01 4680 p2 (AG)7 14 12598233 12598246 GGAGTCATCGAGGGAGAAGA GACGGAGTCAAACCCTAGCA 242

Ai01B4682 Araip.B01 4682 p2 (AT)16 32 12602766 12602797 TCTATATCCGCATATCCGATCC TCCGCATAATTGAACATTCTCT 260

Ai01B4685 Araip.B01 4685 c (TTC)6(T)13 31 12615006 12615036 TTTCCGACAACAAAGACGAA ATATCCCCCGTTAATCCGTT 218

Ai01B4688 Araip.B01 4688 p2 (TA)7 14 12631000 12631013 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 270

Ai01B4694 Araip.B01 4694 p2 (TA)6 12 12655694 12655705 TGTAGTCCTCCGGTCCACAT TCAGTTTACTGCACAAACACAAA 178

Ai01B4695 Araip.B01 4695 p2 (AT)8 16 12656007 12656022 CATTTTCAGCAGGGCAAGTT AAAGGCCATCATCCTCACTG 228

Ai01B4708 Araip.B01 4708 p3 (TTA)6 18 12697361 12697378 TGAAGTTCAATCATTTTTGTTGTG CCAAAGATTGGTTTGTTGGG 199

Ai01B4715 Araip.B01 4715 p3 (ATC)5 15 12734655 12734669 ACCTTCTCTGCTTGCACTTG GCAACAAAAGGATTTACCCG 273

Ai01B4716 Araip.B01 4716 p2 (AG)9 18 12736411 12736428 AATTGCGCGAATTAAACACC CACTTCACCAATCACCATCG 228

Ai01B4718 Araip.B01 4718 p2 (TA)7 14 12744000 12744013 ATATGTGTCCGAGGGCTTTG AGCAACAGCAGCAGCAGTAA 241

Ai01B4719 Araip.B01 4719 p3 (TGA)5 15 12748089 12748103 GGGTCTTAGGGAGGATTTGG GTTGCCAGAGTTGAAGGAGG 270

Ai01B4720 Araip.B01 4720 c (T)13gccttttagtttaaagggttattggctttttctacttgctttttctttttcttg(T)1077 12749834 12749910 AGCACATGGTTAGGGACAGC CAGTGAAAAACACAAAGCTTGC 193

Ai01B4721 Araip.B01 4721 p2 (GA)6 12 12750596 12750607 ATAAGCGAAGCGTCAACACC TTCGCGTCAGTTGCATACAT 276

Ai01B4722 Araip.B01 4722 c (TAAA)5ttcgaaaatttaaaag(A)1046 12752797 12752842 CGTCAGAGTGCAGAGAAGTCC CCGCCCAGTTTTCTTTCTCT 252

Ai01B4723 Araip.B01 4723 p2 (GA)6 12 12752962 12752973 TGGGTAACACCAAACTTAAGAGG CTGACGCTGACGCGTTATTA 202

Ai01B4725 Araip.B01 4725 p5 (TTATC)6 30 12762183 12762212 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 174

Ai01B4727 Araip.B01 4727 p2 (CT)20 40 12764379 12764418 GCGAGAATTAGTGAAACGGG TCACCCTTTTTGACCGAACT 190

Ai01B4730 Araip.B01 4730 p3 (AAG)5 15 12770676 12770690 TGTCTTTTCTTTTTAATGTTGCATTT CCTTTTCCTCATCTTCTGCTG 273

Ai01B4731 Araip.B01 4731 c (AAG)7(ATG)16 69 12771823 12771891 TTTTGGATCAGACAACGTCA CCACCATCATTACCTTCTTCTCC 207

Ai01B4733 Araip.B01 4733 p4 (GATA)6 24 12779264 12779287 ATCTACGTTCCCAATGTGCC AAAAGCACTTGCCATTCGTT 271

Ai01B4738 Araip.B01 4738 p2 (AG)6 12 12796780 12796791 TCAGTGGCTAAGAGAAGGGG AGACTGGACGTAGGCTGCAT 270

Ai01B4739 Araip.B01 4739 p2 (AG)8 16 12805701 12805716 GAGGGTTGAATCTTAGCCCC AGACTGGACGTAGGCTGCAT 253

Ai01B4741 Araip.B01 4741 p2 (AC)7 14 12808155 12808168 CAAGAGAGCTCACTCACAAAACA TATGCATGCGTGGCTTAGAG 169

Ai01B4742 Araip.B01 4742 p2 (TA)6 12 12816271 12816282 TGGGACCCTTCAGAGTCAAC CAGGGGATTCCAAGAACAGA 229

Ai01B4743 Araip.B01 4743 c (T)10c(T)13ggaaaatcctaaatttaaatggtctg(T)1565 12817968 12818032 AGCGCACAAAACATCAGCTA CTTGAGGACGTTGAGTGCAT 280

Ai01B4750 Araip.B01 4750 p3 (AAT)16 48 12828622 12828669 AACTACCTCGTTAAAGGTATCTGACA CTTGGATCATCTTCAATGGG 277

Ai01B4753 Araip.B01 4753 c (CTT)5t(TCA)37ctatcttcttc(T)10148 12837395 12837542 TTGTTTAAGAATTTTCGATTGATTTG GGTAAAAACAATAAAGGAAAGATGAA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B4756 Araip.B01 4756 p2 (AG)6 12 12856731 12856742 TGTTTGGTTGGAAGGAAAGAA GGTGGGATCCACCAATTTTC 257

Ai01B4758 Araip.B01 4758 p2 (GA)6 12 12863238 12863249 GAAAACGAAATGGCTTTGGA GCTTCTCCAATTCCTCCATTC 184

Ai01B4761 Araip.B01 4761 p3 (AAT)8 24 12888686 12888709 TTCGATTTTGGTCCCTAACG AACACGATCCTCTCCTCCCT 219

Ai01B4763 Araip.B01 4763 p2 (GC)6 12 12900354 12900365 AGGGGTAAGTGTGGCCTTCT TCAAGGTAGCATTGAAGGGG 271

Ai01B4767 Araip.B01 4767 p3 (AGC)5 15 12915642 12915656 TTTTGCAACATCGGGTTTTT TTTGATTTTCACCCCAGACC 261

Ai01B4768 Araip.B01 4768 c (CCA)7ttatcatcatgg(TCA)960 12916175 12916234 ACCAACAATCCACCAACACC TCTTGTGGTTTCTGGTTTCTGA 280

Ai01B4769 Araip.B01 4769 p2 (CT)10 20 12917150 12917169 AGCACCTAAACCACCACTGC TGTTGATGTTCAAGGGGTGA 117

Ai01B4770 Araip.B01 4770 p2 (GA)11 22 12917680 12917701 ATGAGGAGGGTGATACGGTG CCACGAAAGTTGAAAACGCT 243

Ai01B4774 Araip.B01 4774 p3 (TCC)5 15 12939223 12939237 TAGTTTACGCTGCGAGGCTT GAAGAGATGGACGTGGTGGT 148

Ai01B4775 Araip.B01 4775 c (GAT)5a(ATG)19 73 12939813 12939885 TCAGAAACACTTGCGTCTCG CGTCTCCTCCTTCCTTTTCA 251

Ai01B4776 Araip.B01 4776 p3 (CTT)5 15 12940743 12940757 GCCATACGCTACACTCAGCA AGGAATGGAAGAAAACGCCT 274

Ai01B4778 Araip.B01 4778 p3 (TCC)7 21 12947315 12947335 CACACGCGTTTCAATAATGC AACTTTTCAAATCACGCGCT 186

Ai01B4780 Araip.B01 4780 p2 (AT)9 18 12979558 12979575 GATGGCGGATAGAGATGGAA TCAAGCTGTTGGTTATAGTTGGA 247

Ai01B4786 Araip.B01 4786 c (TC)8tgctatgttatgctatttgttttagctgttcatgtgccttgcatgccct(TC)677 13004805 13004881 TTCGCACCTCATTCCTATCC TTTGCTTGTTCTGAAGCGTG 183

Ai01B4788 Araip.B01 4788 p2 (TC)8 16 13009574 13009589 TTCGCACCTCATTCCTATCC GCAAGGCACATGAACAGCTA 116

Ai01B4790 Araip.B01 4790 p2 (AT)9 18 13012285 13012302 TGAAATGCAATCAAGCCAAC CGGTTCCAACTTCCAACACT 239

Ai01B4793 Araip.B01 4793 p2 (TA)10 20 13022920 13022939 TTCCTTTTCCTCCATCATCAA TGGTGAGGGTAATTTTGTCCA 166

Ai01B4794 Araip.B01 4794 p3 (CCA)6 18 13023073 13023090 GCCAGAATCGATTTCGTCTT TGAGGTATTCAGTGGGTGGG 229

Ai01B4800 Araip.B01 4800 p2 (TA)6 12 13033094 13033105 ATCGCTGCTTCCACTACCTG TTCAAAACCCTCCCCTAACC 153

Ai01B4803 Araip.B01 4803 c (A)13(T)11 24 13041115 13041138 TAGATGAAATGGGTTTCGGC CACCTACCCAACAAAATAAGGTT 177

Ai01B4804 Araip.B01 4804 c (T)10attttaattaagtttttacaccaaa(T)1045 13044775 13044819 TTTTGTTGGTTCCTATAGTTTTTGTT TTGGTTTTTGCACCAATTTTT 189

Ai01B4808 Araip.B01 4808 p2 (TA)7 14 13055376 13055389 GAGAACTCACCCATCCGAGT CTTGTGAGGGAGGCGGATA 279

Ai01B4810 Araip.B01 4810 p3 (ATT)5 15 13061616 13061630 GAGGTGAAGAAGAACAGCCG GTTGGCTAACCTCAGGGTGA 269

Ai01B4811 Araip.B01 4811 p3 (TAG)5 15 13061987 13062001 GTCCATGCCTGTCAAATCCT GAATGAAGCCACCTCCAAAA 136

Ai01B4812 Araip.B01 4812 p2 (CT)6 12 13063162 13063173 TTAGCCAACCAACCTTTGGA GCCTTCTACCAAAAAGTAGGCA 232

Ai01B4813 Araip.B01 4813 p2 (AT)9 18 13070197 13070214 TCGACCAATGCATTTCTTCT CAGTGTGGTTGGGTCTGAAA 195

Ai01B4814 Araip.B01 4814 p2 (TA)11 22 13077005 13077026 ACATGTTATTTTAGAGGAAATTGGA TCCCTAACGGCAGGACAATA 279

Ai01B4821 Araip.B01 4821 p3 (ATG)5 15 13114448 13114462 TCTACGCTTTGGAGCCATCT GTGCCTTTCCTGTTGGTGAT 158

Ai01B4826 Araip.B01 4826 p2 (AT)7 14 13121722 13121735 AACCATATTAGGCGTATTGCG CCAGCGATATACTTAAACCAGGA 236

Ai01B4829 Araip.B01 4829 p3 (TTC)7 21 13130675 13130695 ACTGTCAAATTTATCCGCCG AAAAGACCATAAAACCTGAGGAAA 253

Ai01B4830 Araip.B01 4830 p2 (TC)7 14 13132685 13132698 CCCTAAAATTCAAAGCGCAA TGACGAAGAGGAGAGGAGGA 183

Ai01B4831 Araip.B01 4831 p2 (CT)10 20 13135618 13135637 CACCTGTGCCTGCTACTCAA CCGAGCTAGTTTCCATGCTC 128

Ai01B4837 Araip.B01 4837 p3 (GTG)6 18 13158946 13158963 GCAGAGGCAAAATCAATTCG TTCACCGTTAACCTTCTCCG 157

Ai01B4838 Araip.B01 4838 p3 (AAG)7 21 13159082 13159102 GGTGAAGTGGCAAGGAGAGA CCGAAGGTAACTGGGACGTA 248
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Ai01B4839 Araip.B01 4839 p3 (TCT)5 15 13161443 13161457 TATGTGCAACTCGTACCCGA TCAAATGAGATTGTGAACGGA 263

Ai01B4840 Araip.B01 4840 p5 (TTATC)6 30 13172552 13172581 CCTGGGTGCTCCAGTGTATT AGATCGGTCAAACCAACAGG 212

Ai01B4843 Araip.B01 4843 c (T)10aaattgaagtacttttgttcaattttaaacctatttggatacaccttttgaaaaaggcaaattatttgctttttctaaaagttaacaataccttgcttt(A)17cagaagcaaaagacgtttttaatacttgaaaac(T)10169 13181090 13181258 TTGTGCCAAAGAGACTGGCT AAAGCTATTTCACATTTGGATAGACA 273

Ai01B4848 Araip.B01 4848 p2 (TG)12 24 13188509 13188532 GTGCATGTATGGTGGCTTTG TGAGGACTCAATTCAATGATGG 261

Ai01B4851 Araip.B01 4851 p2 (GA)6 12 13191140 13191151 GAGCCAACCCAAACAAGAGA TCAAATAATCTAATGATTCTCGGC 197

Ai01B4856 Araip.B01 4856 c (GTG)5gtagtagtagtacactttatgctgatttagatcaaa(GTG)566 13203076 13203141 AAAGCGCATTACCAATGCTT CTGCAGAATTGCTTCGTTGA 265

Ai01B4861 Araip.B01 4861 p2 (CT)6 12 13236134 13236145 CAATGAACTAAGCCTTGCATTG CGTGTGCTTGCGAAAGTAAG 246

Ai01B4864 Araip.B01 4864 p2 (GA)8 16 13241024 13241039 TGCCAAATTAAATGTGCCCT GTATGGGGAGGTCCAACCAT 260

Ai01B4865 Araip.B01 4865 p3 (AAT)6 18 13242330 13242347 CCCTTCATCAAACAAAAACAAA CACCCAAACATTCTCTTCATCA 276

Ai01B4866 Araip.B01 4866 p3 (AAT)5 15 13242570 13242584 TTTTCTTCCCTGTCAATCCG AGTTTACCTGCAAGCATGGG 207

Ai01B4867 Araip.B01 4867 p3 (TCC)8 24 13243531 13243554 GTGATGTTGCTGCTGTTGCT GTTGTTCTCGTTAGGAGGCG 232

Ai01B4875 Araip.B01 4875 p3 (TAA)15 45 13272631 13272675 TCCTTTCGAGCTCCTATTCG CAACGGTTGAGAGGCATAGT 228

Ai01B4878 Araip.B01 4878 p2 (AT)10 20 13277075 13277094 TGAGAGCCGTTAGATGATTTGA TTGCAAAAGAATTACCAAACATACA 217

Ai01B4881 Araip.B01 4881 c (TCT)7gtttctattatgttattgattttttattattgttgtttctggttgcttctacttctgattggttatattgtttcattgtta(TTG)5117 13282841 13282957 AGAAGAAAAAGGTTGTGGCG ATCAAACAGAAGCAGCAGCA 273

Ai01B4886 Araip.B01 4886 p2 (TA)7 14 13295199 13295212 CCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATTA 271

Ai01B4894 Araip.B01 4894 p3 (GAA)5 15 13320224 13320238 AGCATCTGGAACCAAACCTT GGAGGGCCTTCCAAATAAAA 280

Ai01B4901 Araip.B01 4901 p2 (TA)8 16 13343648 13343663 GCGGAGTAGTTCTTGGGACA TAGCTCCTGACTCAGCCTGC 219

Ai01B4902 Araip.B01 4902 p3 (GTG)5 15 13343971 13343985 CCTCGCCACCTCTGTTTTAC TTTCGCTACAAAATGGTCCC 175

Ai01B4904 Araip.B01 4904 p2 (CT)6 12 13351254 13351265 ATTTTCCACCGCAAATACCA TCTTATTGCCACGTCCCTTC 179

Ai01B4905 Araip.B01 4905 p3 (TTC)6 18 13358373 13358390 ACGCGTTTTTCACGTTTTTC AACCACACCTTAGCCTTGGA 275

Ai01B4908 Araip.B01 4908 c (A)10gaagaag(A)1027 13359424 13359450 TGTTGCAAAATTACTTGAAAGAGG CCAAATATCTTCGTGTTACACCC 159

Ai01B4909 Araip.B01 4909 p3 (AGA)5 15 13359834 13359848 ACACGCGAAGAAAAAGGAGA TCCTATCAATGTGTTGGCGA 266

Ai01B4913 Araip.B01 4913 p2 (CT)7 14 13369136 13369149 CCCAAGAAGAATCCGAATCA AATACGTGAAAGGGGTGCAG 126

Ai01B4914 Araip.B01 4914 p3 (GTT)6 18 13370226 13370243 TGACGGATTCTAATCCAGGG AAACCACACCACTTCTTGCC 150

Ai01B4915 Araip.B01 4915 p3 (AGC)5 15 13371485 13371499 AGCAGCAGTTGGAGCAGAAT ATGCTGATGAGGAGCCAAGT 221

Ai01B4919 Araip.B01 4919 p3 (TTA)5 15 13394614 13394628 TGTCCATTATAACTAATTCCAGCA TTATTATGATGCCGTGTTATGAA 255

Ai01B4920 Araip.B01 4920 p3 (TAA)5 15 13394798 13394812 TTCATAACACGGCATCATAATAA AACGTGAGGGACCAAAACAA 214

Ai01B4921 Araip.B01 4921 p4 (CATA)5 20 13395657 13395676 TCCAATTCTTCCGTAGAGCA TCTTGGGCATCCAAATTATGT 226

Ai01B4922 Araip.B01 4922 p3 (TAT)5 15 13395792 13395806 CAATTCTTCCGTAGAGCACCA TCTTGGGCATCCAAATTATGT 224

Ai01B4925 Araip.B01 4925 p2 (TA)7 14 13402744 13402757 GGCTAGAAGCCATGATAGGG CCATTCCATCAACGTATCCA 280

Ai01B4926 Araip.B01 4926 p3 (GTG)5 15 13410310 13410324 TGTGGTTGGTAAGGGTGTGA TCTAAACCACGAAAAACCCG 227

Ai01B4929 Araip.B01 4929 c (T)10aactaaataaagttctcataaagaaaaactcccaacacttaaagtagaataggt(A)1074 13429167 13429240 ATCATTCTGTCCAATCGCAA TCACTTCCAGCCCTACCAAC 268

Ai01B4931 Araip.B01 4931 p2 (AT)6 12 13442480 13442491 TCGATCACTCGGTTCAAATTC AAAACAAGTGGTGGAGCGAC 267

Ai01B4938 Araip.B01 4938 p2 (AT)10 20 13461779 13461798 CCTACCTGCTCTTAATCCGC CCTCAACCCTACCTGACCAA 276
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Ai01B4939 Araip.B01 4939 p2 (TA)6 12 13463005 13463016 GCATGACACGGGCTATTACA GGACATTAATAATTCGAAAAGATCA 110

Ai01B4943 Araip.B01 4943 p4 (ATTT)5 20 13473665 13473684 CTGCCCAACGCTTTCTATTC GAGAAGCGCGTCCCATATTA 265

Ai01B4944 Araip.B01 4944 p2 (GA)7 14 13476691 13476704 AGGATGCTATTAATATGAAATTATGGA TGTTTGCCTATTGCTACCCC 277

Ai01B4947 Araip.B01 4947 p3 (TCT)5 15 13490239 13490253 ATAGAAGGGGAAGCCTCCAA ATCCTTCTTGGGGAGCAAGT 201

Ai01B4950 Araip.B01 4950 p3 (AAT)5 15 13501604 13501618 AAGCATGCAGCCTTTGCTAT ATGAAAGCCCAAAGTGGTTG 188

Ai01B4952 Araip.B01 4952 p3 (TTA)5 15 13502884 13502898 TCGTGTCTCGTGAATGATAATG CAGCAAAGTGTCCGTACTTCA 272

Ai01B4954 Araip.B01 4954 p2 (AT)12 24 13506367 13506390 GGGCAATCGCTGAAAGTAAC TCAGAAGCGAGAGTGAGCAA 263

Ai01B4955 Araip.B01 4955 p2 (AT)10 20 13513809 13513828 GGTGGGTTGTCACGGATTAC AAAATGAATATGCTATTCGGGA 267

Ai01B4958 Araip.B01 4958 c (T)11atcatttcatgcctaatttatgttttttggttggtaacaaatgctaaaggcctttacaacatcatgtttatgttcttttgtttcataaaaatagacgagt(A)10121 13534568 13534688 AAAAGAAGTTTTCAATGATAGAAGCA AAATGAATGTTATTTGGCGGA 272

Ai01B4962 Araip.B01 4962 p6 (AGAAAA)6 36 13542681 13542716 TTGAAAGTCCCCTCATTGATTT TGGCAATATCGCAGCTACAC 234

Ai01B4963 Araip.B01 4963 p3 (AAG)5 15 13543498 13543512 CAATGGAAATCGAGAATAACGA GTTTCGAACCGTACTGCACA 172

Ai01B4965 Araip.B01 4965 p3 (CTT)5 15 13554009 13554023 TCAGGTTCCATCTGCTTCCT CCCTAAGGTCCAGAACCACA 250

Ai01B4966 Araip.B01 4966 p2 (TA)16 32 13558215 13558246 TGTTGCTTTTCAGATGCAGG CTCTCGGCCACTTTATCACC 271

Ai01B4973 Araip.B01 4973 c (AAG)5aaaaagaggcac(A)1037 13589751 13589787 AGGGAGGAAGAGGTGGTGTT CAAGTCATTTATATTCACGCCG 141

Ai01B4975 Araip.B01 4975 c (A)10tcaattagtatttattataaaattgacttgtagatcaatatatactacactggtcctatattatgaattccattgtttagtatcatat(CATATA)5128 13604203 13604330 AAGAACGAAAAACATAAAAGAAAAA CGCTGTCCACAACTTCAAGA 224

Ai01B4976 Araip.B01 4976 c (A)11ttgattgtagatttaaattgattgtatgtggttctgatt(A)12taattatgctaggtaatcaaaaaaggttctgccaactcttgttaggctggacttcaaagcccatcaaac(A)10141 13609367 13609507 TGAAAGCGTTTGGTTTCTTCA AGCATGGCGGTGATTAAAAA 280

Ai01B4978 Araip.B01 4978 p3 (ACC)6 18 13611595 13611612 GCTCCAAAATGGTCTCCAAA GGTGGTGGTGGCTTATGTTC 133

Ai01B4979 Araip.B01 4979 p3 (AAG)5 15 13612127 13612141 AAAATAAGAAGAAGCGGCGG TTTCGCTACAAAATGGTCCC 263

Ai01B4980 Araip.B01 4980 p2 (TA)8 16 13612993 13613008 ACAAACTTACCAACTGGAAGAACT GGATTTCAGCAAAGTGATGGA 204

Ai01B4986 Araip.B01 4986 c (ATT)5atatatgctaaacgaattgcttcttaagtgtactacatgcaaagatcataactttttttgtgtgtttctttgag(TA)13115 13634046 13634160 AAGATCCACAAATTTTGCTTCAA TTTCTTACATTATTACATTTTGCTGGA 202

Ai01B4990 Araip.B01 4990 p3 (AAT)5 15 13662330 13662344 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai01B4991 Araip.B01 4991 p2 (AG)7 14 13662663 13662676 TGGGAGAGAGGGAATTTTCG TTTCTTAACTTTTTCAAAACCACC 212

Ai01B4995 Araip.B01 4995 p3 (CAT)6 18 13681549 13681566 CGTTGTCATCACCACCACAT AAAGAAAACGACAATAACGACGA 131

Ai01B5000 Araip.B01 5000 p2 (CT)7 14 13689775 13689788 TGGGTTTGACTCTTTTGTAGAGC ATTGCACGCAAAAATGATGA 149

Ai01B5001 Araip.B01 5001 c (T)10ca(AT)7 26 13690492 13690517 GATCTTGCACGCAAAAATGA CTTCAACCGGAGCAATGTTT 279

Ai01B5002 Araip.B01 5002 p3 (GAA)6 18 13694338 13694355 TGCTTGTTGCTGTTTAGGTTG GATTGCACTCCGGAACTCAT 252

Ai01B5005 Araip.B01 5005 p3 (AGT)5 15 13711311 13711325 TCAAGTGAAAGATAGCGAGGC TTTGACAAGTGAAAGCAGGAA 274

Ai01B5006 Araip.B01 5006 p2 (TA)6 12 13714551 13714562 GGTGCTGCTTTGTATTGTGG TGTTCCTGCCACATTGTTTC 237

Ai01B5007 Araip.B01 5007 p2 (AT)23 46 13718151 13718196 AACGAAGCTGAGTTTGGCAT GCATATTCAGTCGTACCGGC 273

Ai01B5010 Araip.B01 5010 p3 (TTA)5 15 13724896 13724910 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 238

Ai01B5012 Araip.B01 5012 p2 (AT)6 12 13737383 13737394 AAGTTCACATGACATAAACTTGTTAAA TTGTCCTATATTTTATCAGCATTTGA 280

Ai01B5014 Araip.B01 5014 p2 (AT)7 14 13753101 13753114 TGCTCGGTTGATTTAACAAAAA CACTATTCTTCCACGGTCCTG 257

Ai01B5015 Araip.B01 5015 p2 (TA)12 24 13753250 13753273 CAGGACCGTGGAAGAATAGTG AATCGGTCCATCCCTTAGGA 276

Ai01B5016 Araip.B01 5016 p2 (GA)13 26 13759927 13759952 TATGCCTTTCGTCAATTCCC ACCCAATAGCAGTGGCAAAG 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B5018 Araip.B01 5018 p2 (CT)18 36 13761776 13761811 CGGATTTAGTTTTCCGACGA GGTGGTTTGTGGGAGAGAAA 280

Ai01B5019 Araip.B01 5019 p2 (AT)8 16 13765661 13765676 TCCCTCGCCTTTATTTCTAGC CTGGCTGTGCCACTCTGATA 228

Ai01B5020 Araip.B01 5020 p3 (GGT)5 15 13766169 13766183 GCTTTCGATTCTGCTTCTGC CTTCCCCAAAATCAACCAGA 212

Ai01B5022 Araip.B01 5022 p2 (TC)16 32 13782687 13782718 AACGCATCCTTCTCCATCAC TCCTCAGTCAACAAACCAAGAA 277

Ai01B5024 Araip.B01 5024 p2 (CT)17 34 13789978 13790011 TTGGCATGTTGTGAAGGAAA CCCTGTAAAATCCTCGGACA 254

Ai01B5028 Araip.B01 5028 p2 (TA)9 18 13794885 13794902 TCCAGTAGCACCTAACCTTGC GTCCAGACCGCTGTTGTTTC 276

Ai01B5034 Araip.B01 5034 p2 (TC)6 12 13816423 13816434 AAATTCTTCAACTTCCGCCC ATTCGACAATTTGCTCCACC 139

Ai01B5038 Araip.B01 5038 p3 (CTT)6 18 13822908 13822925 TTTCAAACTCAACAAAAGAGCG TGATTTAATGATGGCACCGA 231

Ai01B5039 Araip.B01 5039 p3 (AGG)5 15 13823336 13823350 CAGCATCAAGTGAACCGAAA CCAAATTTGCATACGCAGG 267

Ai01B5043 Araip.B01 5043 p2 (TA)7 14 13824489 13824502 GCATGCCTAATGACTTCGGT TGCAATGAATGAAAACAAGC 242

Ai01B5046 Araip.B01 5046 p3 (ATA)5 15 13831315 13831329 CTTTTTCAATGAACCCACCC CCAAGCAGAAGCATTCAACA 230

Ai01B5047 Araip.B01 5047 p2 (AG)7 14 13831644 13831657 TGTTGAATGCTTCTGCTTGG GTCAATGTTGTGGACATCGC 272

Ai01B5050 Araip.B01 5050 p2 (GA)7 14 13836682 13836695 TACCTTTCAGCCGGAACACT CAACCTGAACACCCCACTCT 155

Ai01B5055 Araip.B01 5055 p2 (TA)8 16 13843138 13843153 TGGCAATTTTGTACAAGCCA TTGTCCAAAAACTTTGTTCATGTT 110

Ai01B5060 Araip.B01 5060 p2 (AT)7 14 13858728 13858741 AACCACTGCACTAACCCGTC TTTGTTAGACGAAATGATGACTTGA 266

Ai01B5061 Araip.B01 5061 c (AT)7(GT)13 40 13861556 13861595 GCGGAGTGGTTACTGGGTAG TGCAAAGTCAAGACTGACCG 221

Ai01B5062 Araip.B01 5062 c (AT)9(GT)9 36 13867993 13868028 GGACTCTTGAAGCGAAGTGG CTCCTAACTCAGCCTGCGAA 238

Ai01B5063 Araip.B01 5063 c (TGG)5c(GGT)5at(TGG)8tgttggtattggtgtgtggtgttggtggtggtgttggtgttggtgttggtgctggtggta(GTG)6135 13869577 13869711 GTGGTGGTGGATTTTGGTTC CCCTCACCACTATCAGCACA 214

Ai01B5071 Araip.B01 5071 p3 (TAA)5 15 13899678 13899692 AAAAGGGATACCACCCGAAC GAAGCGAAAATTGGAGACCA 223

Ai01B5073 Araip.B01 5073 c (TG)6ttgtctatctagtattttatctcaagatacatataataaagtgtaaacaacattaaaaagttagttctaccaca(T)1096 13906569 13906664 TGACCCCATACTGCAAGACA TTCTCTCTTGATCTTGCCCC 275

Ai01B5075 Araip.B01 5075 p2 (TA)6 12 13919322 13919333 GGCTTTTGAAGTTGTGTTGC CCCCCAACATACACACATTTT 261

Ai01B5078 Araip.B01 5078 c (CATA)24ca(GT)8114 13934154 13934267 GGTTTGCGAAGATGACCAGT GCTGGAAGCTTCTGATTTGG 271

Ai01B5082 Araip.B01 5082 p3 (TTC)5 15 13942536 13942550 AACACCCTTTCCCAAAAACC CCTTAGGTGCCATGAGTGGT 263

Ai01B5089 Araip.B01 5089 c (ACA)5gcaacaacaaca(ACG)542 13976523 13976564 TCCAATCTTGGTCCGATTTC GCAGGATTATGCATCTTTGCT 271

Ai01B5090 Araip.B01 5090 p2 (AT)6 12 13979936 13979947 AAACTCAAGGACTCGGCTCA TGGGTGTATTTCGGGTTCTC 125

Ai01B5095 Araip.B01 5095 c (T)11gag(T)10 24 14004361 14004384 TGATGCAATGATTTAGGGCTT GGAAATGATTCCACAATGGC 275

Ai01B5102 Araip.B01 5102 p2 (AT)7 14 14023133 14023146 GCAAAATCTGTGGATCTTCTTG TTTCTTACATTATTAAGTTTTGCTGGA 244

Ai01B5105 Araip.B01 5105 c (A)10gttaaaataagt(A)1133 14025942 14025974 TGTTGTGCGAATGACCTTCT CGCGACTGATGTTTTTCGAT 175

Ai01B5107 Araip.B01 5107 p2 (AT)12 24 14028666 14028689 TTTGTTATTCTTGGCAGCGA TCCGTGCTCATCCCTAAATC 161

Ai01B5108 Araip.B01 5108 p3 (AGA)5 15 14032971 14032985 CAAAACTGCCGGATACCACT TGCAGCCTAAACCCTGTTCT 277

Ai01B5112 Araip.B01 5112 p2 (TA)6 12 14058939 14058950 AACAGGTATAAGCGCTGCGT TCCCATTTTAACGGTCCTACTT 279

Ai01B5115 Araip.B01 5115 p3 (TAA)5 15 14062673 14062687 GCACATGTAATAATGACCCGC GAAGCGAAAATTGGAGACCA 153

Ai01B5118 Araip.B01 5118 p5 (CCTCG)5 25 14070430 14070454 ATCCATAGTCGTCGTCGTCC TGTTTTGACAAATCGAGGCA 206

Ai01B5119 Araip.B01 5119 c (T)11aagttcttaagataaggtattttgaaagtc(A)1152 14072149 14072200 TGAATCCACACAAATGTAAAATG TTTTGTCACTATCATTCTTTTGCTT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B5120 Araip.B01 5120 p2 (AG)6 12 14097869 14097880 TGGGAAACCTATTGGGAACA TTATTTTTGCATTTGGGGGA 208

Ai01B5121 Araip.B01 5121 p3 (GAA)5 15 14116711 14116725 TCAGAACACCTCCATCCATTC ACTCGCGTTCTTCGTTATGG 268

Ai01B5122 Araip.B01 5122 p3 (AAG)5 15 14116849 14116863 CAAGCAGATGAGAACGACGA TCGTTTGTGATTCACGCATT 199

Ai01B5126 Araip.B01 5126 p3 (TTG)6 18 14143070 14143087 ATGTAGCCGACCCCACTTAG TTCCAAGCTTTAAGAACCCAA 280

Ai01B5128 Araip.B01 5128 p2 (TA)7 14 14148148 14148161 GAGAGTCGGTGTGTGAAGCA GATTTAGATAATCGGCTTCGGA 113

Ai01B5131 Araip.B01 5131 c (T)11aaattgtataaaaatatctttattcttttgaattttatagaatac(T)1470 14161249 14161318 ATCTTGGAGTCGAGCCAATC AGTGGTGGAGAAAACACAACA 202

Ai01B5133 Araip.B01 5133 c (A)10ttcatttctccattttatctttgcctttttgtttttgtaaaattggtatatgtgtttaat(A)1484 14162783 14162866 TTTGATCTTTTCCGTCACCA GGACAAAGATTAAGTGGAGAAATGA 264

Ai01B5134 Araip.B01 5134 c (T)14aattcaacttattctggagttattaatgcctgaaagggaagactcttccagcttgttaattctaaatactttcaaattttcttgtcc(A)10111 14163198 14163308 AGAAGTTCGAATCCGGGTCT TTTCGCACCATACTAAGGCA 179

Ai01B5135 Araip.B01 5135 c (T)10aagggtaaagctgaagagaaaaaaaagtccgcatagatagtttgttagtgggaaagttaagagggtaaaattgaagag(A)1098 14168305 14168402 GGCTCTACCTTTTTGGTTTGC CCAAAAATTCCTTTCTTCTGC 236

Ai01B5136 Araip.B01 5136 p2 (AT)8 16 14170875 14170890 GACTTGGCAATTTCTTAGCTCAC TTTGGGTTTGTTAACCATCAA 267

Ai01B5138 Araip.B01 5138 p3 (ATT)5 15 14178473 14178487 TTGCACTTCAGCAATTGAGC CCTAAACTCCGACCAGCATC 154

Ai01B5151 Araip.B01 5151 c (T)10gtctctaacgtttgtg(T)1137 14209478 14209514 AATCACTCAAATTCATCTCCTCA AAAATTTGAAGGACAAAATTGAAAA 259

Ai01B5158 Araip.B01 5158 p2 (TA)7 14 14217856 14217869 GGCATGAAGGCATGAACTTA TCTCGTGCTGATAACGTGTTG 242

Ai01B5162 Araip.B01 5162 p2 (CT)7 14 14229712 14229725 TCCTCACTCACCAAAAATTCG GTTCTTGTCCTTGCTCCTGC 187

Ai01B5163 Araip.B01 5163 p3 (TCT)5 15 14232162 14232176 CAAAATCTCTTTCCCACCCA CCCTCGAGCAAGAGAAGAAA 109

Ai01B5167 Araip.B01 5167 c (A)14ga(AG)6 28 14241614 14241641 ATTCGGTTGCCTTTGCATTA CTCCTTCCCCTCTGCTCTCT 131

Ai01B5173 Araip.B01 5173 c (A)10gaggatgatatgtg(A)1034 14264181 14264214 GGCTCTTGAAAGGATGATGG TTGGCTTCTTCTGCTTGCTT 159

Ai01B5178 Araip.B01 5178 p3 (AAG)5 15 14289004 14289018 CTTAATGTTATTCAGAGAGAAAGAGGT TCTCTCTCTCCCCCTCCTC 163

Ai01B5180 Araip.B01 5180 c (GAT)5a(ATG)5 31 14289355 14289385 CAACATCATCAACATTGCAAAA CACCACCACCTCATTCTCCT 213

Ai01B5183 Araip.B01 5183 p3 (TAT)8 24 14295715 14295738 TGCCGTGGTCAGTTATTTTG AGTCGTTGACGTGTGTTTGC 223

Ai01B5184 Araip.B01 5184 p2 (CT)16 32 14300347 14300378 CAAGCATTACCGTCGGATTT TGGAGAAGAGAGATGGGTGG 228

Ai01B5187 Araip.B01 5187 p4 (TAAA)5 20 14323338 14323357 GTCGGAGTGCAGAGAAGTCC TTTGATGTTACCCAATTGATTTT 180

Ai01B5188 Araip.B01 5188 p3 (GAA)5 15 14333050 14333064 CGCCCCAGTTGAAGACTTAG CTGCTTCCTGGACTTCCTTG 175

Ai01B5192 Araip.B01 5192 p2 (TA)8 16 14358871 14358886 TGTTAGCATTTTATCCCTCATTTTT CCAAAGGCTACGCTTTTCAG 245

Ai01B5193 Araip.B01 5193 p2 (AG)7 14 14371703 14371716 CTGCCAACAAAACAAAAGCA CGTCCAAGCACATGAAGAGA 250

Ai01B5195 Araip.B01 5195 p4 (ATTT)6 24 14374773 14374796 TGATCCAAACGTTGAAGACAA AACATTTTGGATGGTAGCAGTTT 280

Ai01B5196 Araip.B01 5196 p3 (ATA)5 15 14375133 14375147 GACCAGGTCATTGATTTAACTGATA CTTGATTTATCGATTGTGTTATTTTT 275

Ai01B5204 Araip.B01 5204 c (T)11caattgcatgttgatgttagagtgttcgttgaatgtgcttttttcg(T)1269 14405030 14405098 CACAATTGACGGTGTCCTTG GCTTTAGAACACCATTCACGC 195

Ai01B5205 Araip.B01 5205 p3 (CCT)5 15 14405668 14405682 CGTCATTTTCAGGTGATGGA TGGGCCACTCTTACTTGAGC 276

Ai01B5207 Araip.B01 5207 p6 (AGAAGG)6 36 14421595 14421630 GAATTGGGCAGAGGTGACAT TCAATCACCATCATATGCAAAA 222

Ai01B5209 Araip.B01 5209 p3 (ATA)5 15 14431019 14431033 CCTTCCGTGCCTCAAACTTA TCACGGATCACAAACCAAAA 146

Ai01B5210 Araip.B01 5210 p3 (TAA)7 21 14431231 14431251 TTTTGGTTTGTGATCCGTGA TCCTCTGCCTTCTATATTGTTCG 165

Ai01B5212 Araip.B01 5212 c (A)10gtgtcctgttttaacagaaagtaatacagcaaatgtgcaaaaaaac(T)10aaatgg(A)1183 14436060 14436142 TTTAACCCCTTCAAGCTCCA TGCTGCTTCTTCTTCTTCTGC 257

Ai01B5213 Araip.B01 5213 p2 (TC)13 26 14436563 14436588 GTAGTGTTGCTCGTTGGGGT TGGATCTCTGTTCTCATTTCTCA 183
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Ai01B5220 Araip.B01 5220 p2 (TA)10 20 14460077 14460096 GACCTTTGCCCAAACCAATA GTGCAGCGAAAAACAATGAA 141

Ai01B5226 Araip.B01 5226 c (T)14ggtgact(A)1233 14473494 14473526 GCTTAAGATTCCTTGCCTGC AAGCGGTTACATGGATTTGA 226

Ai01B5232 Araip.B01 5232 p2 (AT)7 14 14493199 14493212 TTCGTAAATTAGGCTAAGTAGTGTTCA GGCAAAGGGTTGGTCTCTTT 238

Ai01B5234 Araip.B01 5234 p3 (TTA)5 15 14495395 14495409 TGTTTCACACTCTTTTAACCTTTGA TGTAGCAGCAACAGCAACAA 247

Ai01B5235 Araip.B01 5235 p3 (TTA)5 15 14495521 14495535 AGGAAACGTTAAGGAACAAACA GCATTGATCCACAATCCTCA 258

Ai01B5244 Araip.B01 5244 p2 (CT)6 12 14526577 14526588 TCCAAATTTGAGCTCGATCC GGGGAGATTTGTTGGGTTTT 253

Ai01B5245 Araip.B01 5245 c (TAT)20tggtggtncattcgttatattatattagtgttttgtc(T)10107 14534488 14534594 CCCTCTGATCACTGATGCTTT TTTTTGTGTGACATAATTTAAGAGTGA 272

Ai01B5247 Araip.B01 5247 c (AT)15(AG)13 56 14537350 14537405 GCTAACCAACCCAAACCTTG TGGTCAGGTACTCATCTTCTGC 276

Ai01B5256 Araip.B01 5256 p2 (AT)8 16 14580377 14580392 TGTTTAAGCGTGATTAAATCGATAA TCTATAGACATGTGCTTTGTTTGG 244

Ai01B5259 Araip.B01 5259 p2 (GT)10 20 14594197 14594216 TCGGAGAACAAAACTCACGA CAATGATGGCAGAAACTCCA 269

Ai01B5263 Araip.B01 5263 c (T)24gctttaattaagtttgatctttcttatgcgtgtggggaaaaaaactaataaactatggtaatgaattctta(T)10ggaccgaaaattgtaggtacttaggtagtcataacatcaacagtttttcttcttttgac(A)14178 14610486 14610663 TTTAACAAGATTTATTACCGTTTGAA TGCTTTGTTTTACATTTTGTTTTGA 269

Ai01B5264 Araip.B01 5264 p2 (CT)6 12 14610916 14610927 GGAGGCTAAAGTCTTAGGAGACA AAAATTTGATCAGAGTCTCGTGC 264

Ai01B5265 Araip.B01 5265 p3 (TTA)5 15 14615013 14615027 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 187

Ai01B5279 Araip.B01 5279 p2 (AT)15 30 14664207 14664236 AGTGAAACATTGATTGAAGATCC TGTGAAGAATACAAAGGGTTACACA 279

Ai01B5280 Araip.B01 5280 p3 (AGT)5 15 14666435 14666449 GGAGCTCGGACAGTAAGCTG ACGCTCACAGCAACTTCAAA 269

Ai01B5283 Araip.B01 5283 p2 (AT)8 16 14682577 14682592 TTGAGCCTTTGCGAGTACAA GCAAAGATTTAGTGCGGAGC 266

Ai01B5284 Araip.B01 5284 p3 (TAA)6 18 14687492 14687509 TCTGACTAAGTTGCGGGTCA GTTGATTGCCGATTTGGTCT 220

Ai01B5285 Araip.B01 5285 p2 (CT)7 14 14689277 14689290 CAGCGTGATTGAATTCGAGA GAAAGGGACATTGAACCTGG 254

Ai01B5287 Araip.B01 5287 p2 (CT)6 12 14695773 14695784 GACCAGCAAATTCTGGGCTA ACATTGAACCTGGGATCGAG 227

Ai01B5288 Araip.B01 5288 p5 (ATAAG)5 25 14707416 14707440 ACCCAGTTACCAGGGTCTGA TGAATACCTGGAGGGACCTG 235

Ai01B5290 Araip.B01 5290 p3 (GAA)5 15 14712597 14712611 CTCGGAGGTGGAAGTTTTTG ACACAACCCTCTCTTCCCCT 230

Ai01B5291 Araip.B01 5291 p2 (AG)7 14 14714901 14714914 TTTTTGGATGGGAGAGATGTG TTGATTTTCAAATTTGTTTCAACT 275

Ai01B5296 Araip.B01 5296 c (T)10aataattttatttttacttttatttttatttttacttttaaa(T)1062 14739088 14739149 GCAAATGCAATAAAAGAAAAGGA GCCCTGTTTCTTCTCCCTTC 213

Ai01B5298 Araip.B01 5298 p2 (CT)8 16 14757065 14757080 TTCTCGTGTCTCGTGGTGTC AAGCCTCTTCTTTAAAGCCCAT 219

Ai01B5300 Araip.B01 5300 p3 (AGA)5 15 14760055 14760069 ACTATTTCCACAGGTTGCGG TCGACGACCTCTTTCTTCGT 259

Ai01B5302 Araip.B01 5302 p2 (AT)6 12 14765410 14765421 TGTTCACACGAAGCTAACGC CAAGCTGCGGCTAGTTCTCT 106

Ai01B5303 Araip.B01 5303 p3 (AAT)25 75 14780781 14780855 AATCAACTTGTTGACTATTGACTCAT TGCTGTTGATTTTGAATTGGA 252

Ai01B5304 Araip.B01 5304 c (GA)9ggaggcgacggcggggctgacagtggctgactgcggggctgacggcgcggcggggaaggagagggttagcaagagagagaaggagaagaaagggt(AG)7127 14781344 14781470 CTGACGGAGCAGTAAGGAGG GCCCTAAATTCAAAGTGCGA 225

Ai01B5306 Araip.B01 5306 c (T)12ctattttccttgttctaacttttggacattatatttatttttaatttttttattgaataaaataccactattatcttt(A)11101 14787180 14787280 TGCCCTAAGATTTCTTCCCT ATTGATGGGTTGGTGGGTTA 218

Ai01B5307 Araip.B01 5307 p3 (ATT)5 15 14787466 14787480 ACAGATTTCTGGTGGAGCCT CCTGATTGAATGAATGGTAAAGA 280

Ai01B5317 Araip.B01 5317 c (A)10catgtgaaataaaaaaattataactaatcagatttgtaattaacc(A)1166 14833684 14833749 TGGCTAATGGGCTTTATTGG CAGGGGCACCAAAATTACAC 273

Ai01B5319 Araip.B01 5319 c (T)10aaaaaaattgttgaaatttttatactgtgaaaactgaaaagttaaacataaaatttgtttttgttaaaataaataaagaaatcaaaaagg(A)10110 14838795 14838904 TTTCTAAAACAAATCAACCAAACA TTTGAAAGCATTCAGTTGCG 193

Ai01B5320 Araip.B01 5320 p2 (AG)6 12 14841843 14841854 TGGATCCAGAATTACTCTTAAAACAA GCAAGAAAAAGCTCCGAATG 182

Ai01B5321 Araip.B01 5321 p2 (TA)7 14 14842671 14842684 GCATGTCCTCATGCTAAATCC TCTTTCCCATCTCGTTTGCT 233
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Ai01B5325 Araip.B01 5325 p2 (AG)8 16 14849083 14849098 TGGCAACGTAAATCAAAGAGAA CGCATATTTTCACCTTTCAATG 280

Ai01B5332 Araip.B01 5332 p4 (TTAA)5 20 14900218 14900237 CAAAGCATCTCTCTCTTCTCCA CAAGTTCCAAATCAAAATTTCACA 277

Ai01B5333 Araip.B01 5333 p2 (AT)13 26 14907524 14907549 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 237

Ai01B5336 Araip.B01 5336 p3 (TAA)9 27 14924723 14924749 TGTCCACTAAGAAACCGCTG CCTCCTAGAACGCCTGGAC 202

Ai01B5337 Araip.B01 5337 p2 (GA)6 12 14926882 14926893 CCATCCCTACCACCATGAAG CTTCGATGGTCTTCTCTGGC 262

Ai01B5340 Araip.B01 5340 p2 (CA)9 18 14944344 14944361 TGTTCATAACGTTGAGTTTTGC TCATTTGTAGCACCTGCGAG 229

Ai01B5342 Araip.B01 5342 c (A)10gaagcttatttcaaataaaaacacacatatctttttctgtttttcatatt(A)1474 14950151 14950224 AGCACGTATGTGTCCAGCAC GAATCCAACACACGCACACT 255

Ai01B5343 Araip.B01 5343 c (CAC)5caactgccactccactaccattatcaacatcatcatcac(CAT)5cagcaccagcacccactccaccaccactaa(CAC)6117 14951541 14951657 TTTGTGCCAGAATCGAAATC GGTTTGGTTGTGGTTGAGGT 280

Ai01B5344 Araip.B01 5344 p3 (TCA)6 18 14952002 14952019 CTGGACAGAAGAGAGGCAGC TCTCAGATCTCCTCGAACGC 144

Ai01B5347 Araip.B01 5347 p3 (TCT)6 18 14964761 14964778 ATACACCCACCCACCTTCAA TCTCACATGGCTCAGAGGTG 271

Ai01B5349 Araip.B01 5349 p2 (TA)15 30 14968989 14969018 GGCCGGATGTATATGCTGTT GCGAAGCGTTCACACAATAA 208

Ai01B5350 Araip.B01 5350 p2 (AG)7 14 14969607 14969620 AGCTCACAAGTGTGTCTGAATTG CATCATGTGTTTCCTCGCTC 253

Ai01B5360 Araip.B01 5360 p2 (TG)6 12 14996168 14996179 ATGAGTCTCCCCAAAAGCCT TTGTCACTCTGTCTCCTGTCG 196

Ai01B5361 Araip.B01 5361 c (TG)6(AG)7 26 14996343 14996368 TTGTGTGTGTGTGCATCTTCA TTTTCCCTTCTGCGGTATTG 252

Ai01B5362 Araip.B01 5362 p2 (CT)8 16 14996662 14996677 TGAAAGGAGATCGAAGAAAAGC AAGCGAATCTGACAACCCAC 234

Ai01B5363 Araip.B01 5363 p3 (GAA)7 21 14997075 14997095 AGCAGCACCATTCTTTCACC GCCAAGTGGTGTTGATGTTG 193

Ai01B5364 Araip.B01 5364 p2 (TC)18 36 14998409 14998444 CGGAAGGTCAAGCTTCTCAC TGGAAGAAGAAGACGAGGGA 119

Ai01B5367 Araip.B01 5367 c (GA)10aatgagaaagagacaattttgtctactctctccctgtaaattaattaattattacacccacggaccacatgggaaaagaagaaatt(AAAG)6130 15002822 15002951 CCAATCATTGCCCATGTTTAC AACAATAAGCCCAAAACCATGT 280

Ai01B5375 Araip.B01 5375 p2 (TA)8 16 15026436 15026451 TGCAGTTAATCTCGTACAAAGTTGAT CATTGAAGTATGGCACTTGTCAC 257

Ai01B5376 Araip.B01 5376 p2 (TA)7 14 15026633 15026646 TGACAAGTGCCATACTTCAATG CTCTCTCTTGCTCCCACAGG 213

Ai01B5378 Araip.B01 5378 c (A)10gaaagaagaagaataagaaaagaaaaatg(A)1049 15038673 15038721 TGGAAACATGGGATGATATGAA TTGTCCCATGTGCATTGATT 241

Ai01B5383 Araip.B01 5383 p5 (AAATA)5 25 15060375 15060399 TCAACCCCATGTCAAGTAGAAA CGCTTTAGATTTTGGATGCTG 272

Ai01B5385 Araip.B01 5385 p5 (AAATA)5 25 15073337 15073361 AATCAACCCCCATGTCAAGT TTGATCATTGACCCCATTCA 189

Ai01B5386 Araip.B01 5386 c* (AC)10(GCAC)11(CA)15*91 15078777 15078867 TCAGTCCATTCCTCAGGCTC TTAGCTTTGCAGGCTGAGTTC 259

Ai01B5387 Araip.B01 5387 p2 (AT)7 14 15079231 15079244 AGACTCGGCTTGCAAAGGTA ACATGCTGGAGGCTTCTGAT 233

Ai01B5388 Araip.B01 5388 p2 (CT)6 12 15082792 15082803 AACCATCAGATTCCACTGGG CACTGCAGCAGAATTCGGTA 154

Ai01B5389 Araip.B01 5389 p2 (TA)6 12 15088829 15088840 AAAGATCCATTGTTTTGGCG TCCCATGTCAAGTGGAATGA 257

Ai01B5392 Araip.B01 5392 p2 (TA)6 12 15095183 15095194 GCTGGATTGGGCATTTTAGA TCTCCTCCCTCTTTCATATGCT 241

Ai01B5397 Araip.B01 5397 p3 (AGA)5 15 15105751 15105765 TGGTGGTTTTAGTGACGACG AGCCGTTATTGCACGTTCTT 121

Ai01B5400 Araip.B01 5400 p3 (ATT)5 15 15112715 15112729 CACTATTCCTCTTGCGGTCC CCATGATGATAACCCAACCC 257

Ai01B5402 Araip.B01 5402 p3 (CTT)6 18 15113353 15113370 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai01B5404 Araip.B01 5404 c* (A)10c(GAA)5(GAAGAG)5*aagaaaaggaagaggaagaggaagagaaagaagaagaagatgaagaaaag(GAA)5118 15113945 15114062 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAAAACGG 253

Ai01B5406 Araip.B01 5406 p3 (TTA)6 18 15118616 15118633 AAAGCCCTACAAATTAGTTTTTGTT CACACAGTTTTCTTGACTTTCCC 248

Ai01B5408 Araip.B01 5408 p3 (TAT)8 24 15129065 15129088 TTGTGGGAGAGCTGTCATTG TGTTGCTGGTTTCATGTTGG 233
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Ai01B5409 Araip.B01 5409 p4 (TTAA)6 24 15135730 15135753 TCACAGAATTCACAGGCCAC CCGATGCGCCTTTTAAGATA 200

Ai01B5415 Araip.B01 5415 c (T)12caaaaaataaatttttgttatgtgtagaaaaaaaatcagatatcactcaagcatttatcaagtgcttcataacactacctaccaattaagaagtg(T)11118 15154820 15154937 TCAAGGTTGATTTGTCCGTCT CGATTATCCTCAAGCAATGTTC 198

Ai01B5416 Araip.B01 5416 c (T)12atcattattacca(TCT)540 15162739 15162778 TCCAATCAAGTGGCTAAGGTG GAAAGTAAAACAAAAAGGAAAAGATGA 279

Ai01B5417 Araip.B01 5417 p3 (GAA)5 15 15163689 15163703 GAAATGCAGCAACAATAACAACA ACACGCGCTTCTTCAACTTT 213

Ai01B5428 Araip.B01 5428 p3 (TTA)9 27 15220553 15220579 TGGATTGAATCAAACTCTGCTC AAAGAAGGGAAATGGTGAAGG 267

Ai01B5432 Araip.B01 5432 p2 (AG)8 16 15242292 15242307 GTGGCTAAGAGAAGGGGGTT TGCACTTAGCAGCTGAACCA 248

Ai01B5439 Araip.B01 5439 p2 (CT)7 14 15272702 15272715 AAATTAGGGGAATGGATCCTC AAACCACTCCCAAGCCTTTT 245

Ai01B5446 Araip.B01 5446 p3 (CCT)5 15 15290514 15290528 GGCTGGATGGAGTTGTGAAT TGCTAGCAAGCAACCAAATG 208

Ai01B5448 Araip.B01 5448 p4 (AAAT)5 20 15299650 15299669 TTTCTCCTCTTCCCTCTCTTCA CAAGTCACGAAGCACCAAAA 267

Ai01B5449 Araip.B01 5449 p2 (AT)13 26 15313594 15313619 AAACTTGGGACATTGGTTGG TACTTTGGGGCATTTTGTCC 251

Ai01B5450 Araip.B01 5450 p2 (TA)6 12 15322665 15322676 CCTCATGCTAAACCAACAAGG TTGCAAGTTGCTTCATTTCG 216

Ai01B5458 Araip.B01 5458 p3 (GAA)5 15 15363370 15363384 AGGTTCTGATGGCATCTTGG CCTCATCAGTTGGTTCTCGG 111

Ai01B5467 Araip.B01 5467 p2 (TC)7 14 15399153 15399166 GTCCTCTTCTCAGCGTAGCG TGAGAGAGAGTGAGCTCGGA 204

Ai01B5469 Araip.B01 5469 p3 (CTT)5 15 15400848 15400862 AACGCTTGCTGTTGAAACCT CAAGAAAAGACCCCAAGCAG 242

Ai01B5471 Araip.B01 5471 p3 (ATT)11 33 15406264 15406296 TCGTGCCCTGTTTCTTATCC TGCAAATGCAATAAACAAAAGAA 213

Ai01B5473 Araip.B01 5473 p5 (TGATT)5 25 15411685 15411709 CCGGAAAGTCACATTGAGGT CCCAAACCAATTCCAAACAT 214

Ai01B5476 Araip.B01 5476 p5 (TGATT)5 25 15417434 15417458 TCCATTTTTGAAGCATTGAAG CCCAAACCAATTCCAAACAT 222

Ai01B5477 Araip.B01 5477 c (CT)22ccctctcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(CT)12122 15420774 15420895 TGGGTGATTAGACCTCAACCTT TCCTTTTCCATTTCGGTCAG 226

Ai01B5480 Araip.B01 5480 c (A)11tattttttacacaaataaaaaaaagat(AG)752 15422216 15422267 TCTAAATTAACAAGCTGGCCG GGCTCCAACAAGAAGACCCT 262

Ai01B5484 Araip.B01 5484 p2 (TC)6 12 15448326 15448337 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCTAAAACA 182

Ai01B5487 Araip.B01 5487 p2 (TA)6 12 15456350 15456361 TTCTTCCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 266

Ai01B5488 Araip.B01 5488 c (A)10gagaagcg(A)1129 15478345 15478373 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 203

Ai01B5492 Araip.B01 5492 p2 (TA)6 12 15494838 15494849 CATAAGACGAGCAACGGTCA GCTTCTTCATCCGTTTCCTG 150

Ai01B5493 Araip.B01 5493 p4 (TGTA)5 20 15495126 15495145 TTTTCCTCGCTTTTGTTATCG CTTCCAGCTGCATCGCTC 278

Ai01B5494 Araip.B01 5494 c (TC)8ccatttttctctctcctcatctctttctcttctctctctccccctcaactctatcta(TC)685 15497352 15497436 CCTTCCATTGCTTTCGTTTC GGGAGAGAGGGAGAGAAGGA 253

Ai01B5495 Araip.B01 5495 c (AG)8gatagggagagagaaaaggagatgaggagaaagaggaaaat(GA)14tgagggagagaagggaaaaagagagataagaggagagagagaagggagagaaagaggg(GA)18179 15497664 15497842 CTCCTTCTCTCTCCCCATCC CACAGGATCCCCACCTACC 280

Ai01B5496 Araip.B01 5496 p2 (GA)12 24 15498020 15498043 TCCACAGATCTTGAGGGGTC GGTTAACCAAAACCAAAACCAA 239

Ai01B5500 Araip.B01 5500 p2 (TA)7 14 15526566 15526579 CATTAAAGGTTTCACTGCCCA ATAATGAGGATTGGGAGGGG 263

Ai01B5503 Araip.B01 5503 p3 (GAT)13 39 15547929 15547967 GGAAATTGTGGGTATGGTGG CCTCTTCAGAGAGCAAGGGA 128

Ai01B5504 Araip.B01 5504 p3 (GAT)5 15 15548669 15548683 GGAGGAGGAAAATGAGGAGG TGTGTTTTACATTGACGTGCG 269

Ai01B5511 Araip.B01 5511 c (A)11gaaaatagataatataaatagtatactgcttgcagccctaaccccccaaaaatccctaacctctacggcgctactcctctcactctctcagccagcagc(CT)6122 15565496 15565617 CCGGTATAAAAACCGGTCAA GCACCCTCTGGCTGACTAGA 256

Ai01B5516 Araip.B01 5516 p2 (CA)6 12 15571770 15571781 CCTTGTTCCATCCAAAGTGA AAGCTTTTAGCCTTGTGCCA 258

Ai01B5517 Araip.B01 5517 p2 (AT)6 12 15574791 15574802 CATGCCAGCACATATCAAGG GCACGTCCAACCGTATCTTT 184

Ai01B5519 Araip.B01 5519 c (T)10gtgtaaatgtaggtgttgatcga(T)1043 15575465 15575507 TGGATTTGGGGTTATTTGAA CAAAAACACAAAAATACATCTTTCAT 135
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Ai01B5521 Araip.B01 5521 p4 (AAAT)5 20 15590970 15590989 TTGTTTCCAGATATATCAAGAGCATT ATGCATGGGGTGTGGATACT 277

Ai01B5522 Araip.B01 5522 p2 (CT)7 14 15591766 15591779 CGCCTCATGAAGGTCTGATT GACGGAAGGAGGAAGGAAAG 224

Ai01B5531 Araip.B01 5531 p2 (TC)19 38 15619336 15619373 GGAGAGGCACTCCACAAGAG TTGAGGCGCTTTGCTTTAAT 217

Ai01B5535 Araip.B01 5535 p2 (TC)11 22 15626019 15626040 CCGCTGGTAAATTTGGGTAA CGGTGATGATAGCTCCAGGT 189

Ai01B5538 Araip.B01 5538 p3 (TAT)5 15 15642124 15642138 CATGGCATGATTATTGTTTTTCC TTGCCTTTTCCTTTTCGTTG 273

Ai01B5540 Araip.B01 5540 p2 (TA)11 22 15647614 15647635 GCTTCAGGTTGAGATCCGAG AACCCAAACATGCCAAACAT 269

Ai01B5544 Araip.B01 5544 p4 (AACT)5 20 15668862 15668881 GCGTTGAAGGCAATGTCATA ATCACCATCCACCATCACCT 235

Ai01B5549 Araip.B01 5549 p3 (TCT)5 15 15690890 15690904 TTTTCTCCTCCGTTCATTGATT CCGCCATATTATGATCCACC 166

Ai01B5550 Araip.B01 5550 p2 (AT)8 16 15694320 15694335 TCTGCTACTCTCTCCAGCCC CCTGGAACAAAATAACAGCCA 252

Ai01B5551 Araip.B01 5551 p2 (TA)6 12 15697227 15697238 CCTCTGTTCCTATGTTTCCAGG GTGCAGGCTTTTAGCCTCTG 257

Ai01B5561 Araip.B01 5561 p2 (TA)8 16 15729225 15729240 GTTTCTTTGCCCCCTCTCTC AAGCCAAAACGTGGCTTATG 117

Ai01B5565 Araip.B01 5565 p3 (ACC)9 27 15732477 15732503 AAGGGGCGAAAATCAAATTC GTTGGTGTTGGTTGGTGTTG 227

Ai01B5566 Araip.B01 5566 p3 (AAG)15 45 15732766 15732810 TCAGCAAAACTCAGCAATAAGC GCCTGTGATCCGCTACTGTT 163

Ai01B5567 Araip.B01 5567 c (ATTT)11attatttttttaaaa(T)1069 15737698 15737766 TGCAATAAAAGAAAATGGAAGGA TTTGCACCCTGTTTTTCTCC 233

Ai01B5572 Araip.B01 5572 p2 (TA)6 12 15755317 15755328 TGGGCAGAATATAATAACCTGACTT TCATTTCGGTGATGCTTGAG 280

Ai01B5580 Araip.B01 5580 p2 (TA)7 14 15772724 15772737 TGTGCATGAGTAAATCAAATAAAAA TGTGCTTCTCTTTTCTCCTTTTC 209

Ai01B5584 Araip.B01 5584 p2 (AG)16 32 15786380 15786411 ACGTTGCAATGACGAGTCTG CAAAGACGAAGTCACCGTCA 254

Ai01B5587 Araip.B01 5587 p2 (CT)13 26 15801952 15801977 GATGCCGAAGATGGAGAGAG TTGAGGCGCTTTGCTTTAAT 280

Ai01B5595 Araip.B01 5595 p2 (AG)6 12 15840060 15840071 CATAGCACAATGCACCTCACA GGGGATTTTCCTCTCTTGGT 257

Ai01B5607 Araip.B01 5607 c (ATA)21caaattaactacgcacc(AAT)29ctaacac(A)11185 15889664 15889848 AAAAAGACGAATTAAAAGCATAAAA ACGACGGTTGATGCTTGAG 277

Ai01B5609 Araip.B01 5609 p2 (TA)7 14 15892147 15892160 CTCTTGTCAAATTTGGATGGAA TCTCCATTAAAAATTCATATCGTTTG 260

Ai01B5610 Araip.B01 5610 p2 (TA)8 16 15896150 15896165 AATGACGCCCAAATAAGCAC CAAAATGTGAAAGGTTGTACGC 212

Ai01B5614 Araip.B01 5614 p3 (GCA)5 15 15901505 15901519 AGAAACATCTCTGAGGCGGA CAGTGGTGTTGGTGATCGTC 276

Ai01B5619 Araip.B01 5619 c (A)12ctatatcatatgtaattcgtattttgtttttattagtcattttagttttttg(T)1074 15914511 15914584 TATAAGAGGTTGCGGGTTCG AAATGTAAAGTGAGACGGAATGG 153

Ai01B5622 Araip.B01 5622 p3 (TTC)6 18 15917687 15917704 TACTTTTCACTTCACGCCCC CGATCCAGATCCATAATGCAG 218

Ai01B5624 Araip.B01 5624 p2 (GC)6 12 15929722 15929733 TGAAAAGCCAAAAATTGGAAA GTATGATGCCTTCCCCTTCA 242

Ai01B5627 Araip.B01 5627 p2 (AT)7 14 15941113 15941126 TGACAAAGCAAATGTCAGCC CCTAAACTGCTAGCACTAAGTCCC 264

Ai01B5629 Araip.B01 5629 p3 (TCA)5 15 15942701 15942715 GGTCCTCAGTGCAAACAACA CCCTTTCGTCTGGATTTACG 276

Ai01B5632 Araip.B01 5632 c (CTT)7tcaaatacacgtatacgtcatcttcttctttcaaattcacgtatacctcctt(CTC)8cttc(TCT)5116 15952788 15952903 CCGTGCTTCTTCTTGTTCGT GAACAATTGCGTCCATTCAA 272

Ai01B5633 Araip.B01 5633 p3 (AGA)5 15 15953774 15953788 TCTTCCTCCTCTTCACCAGG ACGCTTCTTCTCTTCTCCCC 157

Ai01B5649 Araip.B01 5649 p2 (AG)8 16 15996799 15996814 TTTATCTCGTAACCCGGCAC TCTGGACTTGTCCCGGATAG 243

Ai01B5650 Araip.B01 5650 p2 (AG)8 16 16006447 16006462 TTTATCTCGTAACCCGGCAC TTGTGCACCACTGGACTTGT 252

Ai01B5652 Araip.B01 5652 p3 (AAG)5 15 16018752 16018766 GTTTCCCTTCTTGGTGGTCA TTCTTATTTGGCATTAGCCCA 117

Ai01B5654 Araip.B01 5654 p3 (ATT)5 15 16026393 16026407 TCAAAACAAACTCGTGAACACA CAACCATACAATTGTCCGCA 210
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Ai01B5655 Araip.B01 5655 c (T)11gtttggatagaaagaaaaatgag(A)1044 16027959 16028002 TTTCAGAAATCTCCATCGACAA CACTCCAAATATGAGATGAAAATGA 256

Ai01B5657 Araip.B01 5657 p4 (AATA)5 20 16028501 16028520 CTAAACTTAAAACCATAGCAATTTCA TGGTGTTATCTTTTACTTTCTTTTTGA 204

Ai01B5658 Araip.B01 5658 p2 (AG)6 12 16029323 16029334 GTTAGTTTTCGGTCGGGGAT ATCACGTGGAATTTTTGGGA 242

Ai01B5659 Araip.B01 5659 c* (A)10(AAC)5* 23 16039370 16039392 GCCATTCAGTTCATTCACCA GAAATGAGCGCGTAGTCACA 280

Ai01B5664 Araip.B01 5664 p2 (CT)6 12 16050453 16050464 ACCCTTACCGGCAGAGTTTT CTGTCCTCTATGGCAGAGCC 245

Ai01B5668 Araip.B01 5668 p3 (AAC)5 15 16064583 16064597 TATGAGATTGGGCGGCTAAC GCATTTGCTTTATTATTGCTATGTG 194

Ai01B5669 Araip.B01 5669 c (TA)6cattacaacatataatattat(TA)645 16064804 16064848 TGCAATTCTCTCTCTCTTTACTTTTT TCTCGTGCTGATAACGTGTTG 187

Ai01B5671 Araip.B01 5671 p3 (AAC)5 15 16069492 16069506 TATGAGATTGGGCGGCTAAC GCATTTGCTTTATTATTGCTATGTG 196

Ai01B5677 Araip.B01 5677 p3 (GAG)5 15 16081338 16081352 TGCGAAGAAAAAGGAGGAGA AACAAAACACACGCGCATTA 224

Ai01B5678 Araip.B01 5678 c (T)15gagatggttgctttgtttttgtttttttataagaacacaacgctttttttgttgta(T)1384 16094662 16094745 GGGACAAAGACACAAAAGACAA TCTTTTGCCAACACATCTTGA 255

Ai01B5681 Araip.B01 5681 p2 (GA)8 16 16098660 16098675 TTTGGGATGGGTTAGAGTGG GAAGGACTGCTTCCTGCATC 215

Ai01B5682 Araip.B01 5682 c (A)10ttatttttttaaacaatagtaaacaatattgccgttttctttttcatttttttaaattattaaaatagacaacggcatcaccgtttag(T)14112 16099376 16099487 GGTTTCTGTTTGCTCCACCT CGAGGGGTGTTATCCCCTAT 248

Ai01B5683 Araip.B01 5683 p2 (GA)8 16 16101405 16101420 CAGCACCCTCAAGATTTGGT CGGGAGGTGCAGTAACTTGT 254

Ai01B5685 Araip.B01 5685 p3 (CAA)5 15 16102929 16102943 AAGAATTTCGCGAAGCAAGA GCCACCTCAAGGAACTGGTA 212

Ai01B5686 Araip.B01 5686 c (T)13aaca(TTATT)542 16103844 16103885 TCCAATTGTCCTTTCGTTTTG ATGGCACCCAAACAAACACT 221

Ai01B5687 Araip.B01 5687 c* (A)11ttttacgtg(T)12(TTTTA)5*53 16104035 16104087 TAGTGTTTGTTTGGGTGCCA AACACTAACTGTTTAACCATTCTGC 211

Ai01B5692 Araip.B01 5692 c (CCA)6acaccaacaccaccgccacaacctccaccaacaccaccaccaacaccaccatcag(CAC)588 16108135 16108222 TTTTGCCATTAAAATCGTCCTT TCGAATTCGTCCCTCTTGTT 275

Ai01B5693 Araip.B01 5693 p3 (ATA)5 15 16112159 16112173 CAACATCAAATTGCACTGGC GGCCAAACACCTGCACTAAT 271

Ai01B5695 Araip.B01 5695 p2 (AT)7 14 16117152 16117165 TCTAGCTTCGCCTTGGAGAG AATTTTCCCCCAACTAACGC 275

Ai01B5699 Araip.B01 5699 p3 (GTT)5 15 16129861 16129875 AGGGAAGGTAGCTCGAAAGG GCAGAATGCAGAAGCAATGA 262

Ai01B5700 Araip.B01 5700 p2 (TA)7 14 16131943 16131956 CATAGCTGCTGAATTTGCCA GGTTCGAATCTCCCTATCTTTG 254

Ai01B5711 Araip.B01 5711 p3 (CTT)5 15 16190791 16190805 TACACCGCACCTGATACCAA AAGAGGAAGAAGAATGTGCAGC 269

Ai01B5712 Araip.B01 5712 p6 (GAAGAG)5 30 16191274 16191303 TCAGAAACCATGAAAATCGAAA TCAGTTTCCAAAGCGCTACA 192

Ai01B5718 Araip.B01 5718 c (AAT)8aaca(ATG)543 16240644 16240686 TGGGAAAATTGCTTCTCCTG TCATTGACTCCTCCAATCCC 253

Ai01B5729 Araip.B01 5729 c (T)10gtgactaaat(A)1030 16258709 16258738 GAGAATCCTTTTATCTGTTGTTAATTG GCCAACCATGGAGTGAACTT 185

Ai01B5731 Araip.B01 5731 c (T)11caagtcttttagctaacattactaaaatcttttgcatttccgattaatttttgtgacga(T)1080 16263896 16263975 GGCAGTGGTTAGCGCTATTT TGTCCGTCACTAAAATTTGAAAAA 263

Ai01B5734 Araip.B01 5734 p3 (TCC)7 21 16271211 16271231 CGTTATCGTTGTCATCACCG AGGAGGAGGAAAAAGGAGGA 128

Ai01B5745 Araip.B01 5745 p3 (AAT)6 18 16310623 16310640 AAGATCTTTTCGTTTTGTTTACTTTTC TCAAATAAATAAATGAGCACATATGAA 168

Ai01B5747 Araip.B01 5747 c (T)10cccaaggcttatc(ATTA)543 16311286 16311328 TTTTGACAAGTCTGCTCATGAAA TCCAACAGCCACAGCAATTA 158

Ai01B5749 Araip.B01 5749 p3 (TAA)6 18 16318016 16318033 CCAATGGCTCCACCTAACAT CAGATCGTTGTGTCGTGCTT 267

Ai01B5753 Araip.B01 5753 p3 (AAT)11 33 16330309 16330341 ACTCAGCAGAGCAGATGCAA TTATCGTCGTCGTCGTCATC 265

Ai01B5754 Araip.B01 5754 p2 (AT)6 12 16331071 16331082 TAAGAAAGGGGTAGGTGGGG CAGGAGGGTAGCAAATGGAA 177

Ai01B5759 Araip.B01 5759 p3 (CTC)6 18 16349356 16349373 GAGATGGCGAAGAAGAATGC ACCTCACCAGAAGAGCCAGA 251

Ai01B5761 Araip.B01 5761 c (A)11tttttattaattctatcacc(A)2152 16360370 16360421 CGTCCCTCTAACCCACTTCA TGATGGCGTATGGGTTTGTA 265
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Ai01B5762 Araip.B01 5762 p2 (AT)6 12 16360714 16360725 GGCAGCTTCCTCAACTTCAC TGAATTTGGCTTTGTGCTTG 277

Ai01B5763 Araip.B01 5763 c (A)14gaaaaagaaactacatagtaaaaaggagtgaaactttaaaacat(A)1068 16362010 16362077 TCGGATCGAAATTTTGGCTA TGTTAGTTTGATGGGGCTTC 267

Ai01B5765 Araip.B01 5765 c (TGA)8cgatgaccatgatgataa(TGG)763 16368715 16368777 GTGGTTTCATGTGGTTTCTGG GCAACACCAACAGCAACAAT 241

Ai01B5774 Araip.B01 5774 p2 (TA)10 20 16384915 16384934 GTCGAGTTTGGGCTTGGATA CTAAAAGCTCACGAGCTGGC 245

Ai01B5776 Araip.B01 5776 p2 (TA)7 14 16387517 16387530 ACCTGTGAGTACCTGACCCG AGCGTGGCTATGGAGTATGG 231

Ai01B5777 Araip.B01 5777 p2 (CT)6 12 16388056 16388067 CCTTTCTTTTGAGCGTCTCG CACAAATTCACAACTTCACCAA 171

Ai01B5780 Araip.B01 5780 p2 (TC)6 12 16393915 16393926 CGCGAATTGCACAAAGTCTA ATAAGCGCAGCGTCAATACC 272

Ai01B5785 Araip.B01 5785 c (TGT)5(TAT)18 69 16400886 16400954 TCGGGTTGGAAACTTGACTC CCAATAACATCACCCATACCC 277

Ai01B5793 Araip.B01 5793 c (A)14gaaaaagaaactacatagtaaaaaggagtgaaactttaaaacat(A)1371 16458142 16458212 TCGGATCGAAATTTTGGCTA GGTAATGTTAGTTTGATGGGGC 272

Ai01B5797 Araip.B01 5797 p3 (GTT)5 15 16463264 16463278 TGTAGTTGCTGCTGCTCCTG AGGGGGAAATTACGTCCTTG 216

Ai01B5807 Araip.B01 5807 p2 (AT)18 36 16511295 16511330 CAGAGTCTCATGCTGATAACGTG GGGGCATAAGTTGAGGCTTT 230

Ai01B5813 Araip.B01 5813 p2 (TA)6 12 16518174 16518185 GGCGAAGATGTTTGTCTTGG TCATTTGAGCGTTTTATGCG 273

Ai01B5815 Araip.B01 5815 p2 (AT)7 14 16521666 16521679 TGTTGGGAGTACTGAGGAACAA AAAATGCACCATCCGATCAT 279

Ai01B5816 Araip.B01 5816 p2 (AT)10 20 16522102 16522121 TAACCACCGGTATCCTTCCA TGTCAAAGGAACCCCAAAAG 261

Ai01B5818 Araip.B01 5818 p2 (AG)6 12 16523500 16523511 GCATTATCTGGCGGGAACTA TCGTTAGGGCGGTGATCTTA 275

Ai01B5819 Araip.B01 5819 p3 (CTT)5 15 16523883 16523897 TCCTTCTCCCTTGCATTTTG GGTTTTCAACGACGGAAGAA 231

Ai01B5829 Araip.B01 5829 p2 (CA)6 12 16561481 16561492 AACAGAAAAGGAACACACGCA CAGGTTCAAGAAGCTTTGGC 100

Ai01B5830 Araip.B01 5830 p2 (AT)8 16 16569525 16569540 TGAAAAGTGAAACCTTGTATGCC TTTCGTGCTGATAACGTGTTG 273

Ai01B5831 Araip.B01 5831 c (TTA)21(T)12 75 16570636 16570710 GGATTCGGAAGGAAATATTGG TGTGCGAACTTGCACTATCC 252

Ai01B5832 Araip.B01 5832 c (TC)6tatttatattgtctatatacaaaacttttcctttttctttctttcatacgttactacatatattagta(AT)10100 16575551 16575650 GCATGTACGGGGTAAAAGGA AAGAAAGAGATAACAAATACGAAATGT 252

Ai01B5841 Araip.B01 5841 c (T)10aacttttctatttgcttgttgttgttcttgctccacttattgtgttgagctctcttgttc(A)1080 16617420 16617499 CTTTCGCTTAACGACCTTGC TTTAGTTGCTTGGTGATCAGG 271

Ai01B5843 Araip.B01 5843 p2 (AT)6 12 16624126 16624137 AGACATGTCAGCAATCCACG CCTTATGATAGACGGTGAAGCA 265

Ai01B5846 Araip.B01 5846 p2 (AT)9 18 16636767 16636784 AATGGAGTGACAGGAAGACAAA AAAATTCGAAATGACACCTTTGA 276

Ai01B5847 Araip.B01 5847 p2 (AT)7 14 16637523 16637536 CGAAAACGCAAATAGGAAGG CAACACAAATAAACAAAATTCGAC 274

Ai01B5849 Araip.B01 5849 c (A)10gctgacatatagcagaaaatgcaagctgcattttgttattacg(A)1063 16639859 16639921 TTCTCACAAAACGCAACCTG CTCAGGAAAGGGATCAAACG 258

Ai01B5852 Araip.B01 5852 p3 (ATA)41 123 16657378 16657500 TCTCCATTGAATGATGATAAATGAC TCTTGCTCTACTCCTTCGCC 278

Ai01B5853 Araip.B01 5853 c (A)10ttgaaattggaattgaaaaataaatcaattgtggattattgatgttttgtttgaaaactaaaactatgacgattaaattttgattgttgtcttgt(A)13118 16658133 16658250 AATTGGAGGTTGCGAGTTTG AAACAAACACGGTTCAATAAAAA 198

Ai01B5855 Araip.B01 5855 p3 (GAT)11 33 16660700 16660732 TGAATGAATGCAGGTTCATTGT TCCAGGTCTTGCAACTCTTTC 153

Ai01B5856 Araip.B01 5856 c (A)13ccaaaatgttagtaaaaag(A)1042 16661311 16661352 CGATGACGACAATAAAGAAGGA GTTTGGTTATACTGCTTGACATCG 240

Ai01B5862 Araip.B01 5862 p2 (TA)6 12 16667037 16667048 TGGTGTGAGTAACGTGCCAT GAATGCATTTCAGAATCGTTCA 183

Ai01B5863 Araip.B01 5863 p2 (TA)6 12 16669801 16669812 TTTTTGGGATCGGTAAGTGC GCTGCACAGAACTCGTCAAA 164

Ai01B5865 Araip.B01 5865 p2 (CT)17 34 16672351 16672384 AACTCATTTTGGTGGAACGC GATGACACTGGCAGATGGTG 186

Ai01B5867 Araip.B01 5867 p2 (GT)6 12 16694147 16694158 AAGAGAAGAGGCGGGTGAAT AATTTTAAAGGTTTGGCCCG 207

Ai01B5872 Araip.B01 5872 p3 (AGA)5 15 16704969 16704983 TGTCCGGTGAAGATGTTGAA TACAATGGCCACTGCAAGAC 145



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B5874 Araip.B01 5874 p2 (TA)7 14 16710852 16710865 AGAGATACAAAGCGCGAAGC AGCAACATAAAAAGGGGGCT 202

Ai01B5878 Araip.B01 5878 p3 (ATC)5 15 16739791 16739805 GCCGTGTCTGTGTCAGTGTT TAATCAACCCTTCGGTGAGC 235

Ai01B5881 Araip.B01 5881 p3 (TAG)6 18 16749262 16749279 TCCTAGCACTCATCTTTCGTGA TTGTGAAAAATGAAAAGGAAATGA 279

Ai01B5882 Araip.B01 5882 p3 (GTG)5 15 16751459 16751473 CCATGCTTCGCATATTTGAC GTTGTGAGGGAGGCAATGAT 280

Ai01B5884 Araip.B01 5884 p3 (GAT)5 15 16753173 16753187 CCTCTTCCAAGTAATTTTGTAGCA CTTCGAATCCTCCTCCTCCT 213

Ai01B5885 Araip.B01 5885 p3 (AGA)5 15 16753708 16753722 AAGGAGGAGGAAGAGGATGG CGTTCTTCTTCGCATCACTG 122

Ai01B5887 Araip.B01 5887 p2 (GA)9 18 16778944 16778961 TTTGTGCAGTGTGACCTTTTC CCATATTGGCATATTATACACAAGG 150

Ai01B5889 Araip.B01 5889 p3 (AAG)5 15 16783310 16783324 AGACAGACCGAAAGACGAGAA CACCCCCAGTATCCATAACG 240

Ai01B5890 Araip.B01 5890 p2 (TA)6 12 16783748 16783759 GACGGTCCAATTTGTATGGG TCTGGGAGCAAAAATTGAGG 199

Ai01B5891 Araip.B01 5891 c (A)10gaggaggccactcccttattagtatttttttataaaaaatattttttaggggggcactgcctccccgtaacaatagcaagctttgcc(AT)9115 16806755 16806869 TGGGAGTTGTCCAATCTACTTG CCTGAGAGCCAGCTACATCC 278

Ai01B5894 Araip.B01 5894 p2 (AT)9 18 16816606 16816623 CGAGCTCAAAATTCACCGAT GGATGATATGTGGGGGTACG 249

Ai01B5896 Araip.B01 5896 c (AGA)5attggg(GT)735 16827038 16827072 TCATGCCTAATGTTTGCATTC TCATCCTCCAGCTTAGTCCG 279

Ai01B5899 Araip.B01 5899 p2 (AT)6 12 16832713 16832724 TCATGATCTGATTGATCCTAGCTT CGACCTGTGCCACTTTGATA 151

Ai01B5900 Araip.B01 5900 c (CTT)5caacatacaaaaccgttcggcc(AG)649 16836254 16836302 ATAGAAGGGGAAGCCTCCAA TGCATGTTGGATTTTGCATT 126

Ai01B5901 Araip.B01 5901 p2 (GA)6 12 16839691 16839702 GGCTTCGGTTGACTGAGAAG CCCAATAACTCCTCCCCACT 251

Ai01B5902 Araip.B01 5902 p3 (CTT)5 15 16846929 16846943 TCCTTGCCTCAAGTCTTGGT TGCATGTTGGATTTTGCATT 159

Ai01B5903 Araip.B01 5903 p3 (GAA)6 18 16849802 16849819 TCCTTGTGGTTGATCGCATA CGGGGTCCCTCTCATATTTT 280

Ai01B5908 Araip.B01 5908 p2 (TA)13 26 16875990 16876015 ATCCCTAAACCCTAAGCCCA GGAAACCAGCAACAGTGGAT 220

Ai01B5910 Araip.B01 5910 p3 (CTC)5 15 16879797 16879811 ATTGGCCCAAACTCAACAAA TGCGCGAATTTAAAAGAAGG 147

Ai01B5913 Araip.B01 5913 c (A)11gaaaagaaaaatggtgaaaaaaaagaaaag(A)1051 16900299 16900349 TTGGCTCTTGAAGAATGAGGA TGGCTTTTTCTGCTTGCTTT 180

Ai01B5914 Araip.B01 5914 p3 (GAA)5 15 16902584 16902598 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai01B5920 Araip.B01 5920 p2 (AT)18 36 16921583 16921618 TCGTGAGCGTTGTATCTTCG GAGGCGCTACGACCTCTAAA 148

Ai01B5921 Araip.B01 5921 p2 (AG)6 12 16925459 16925470 AAACAAACAATGAGGCCCAC CCGTCACTGTTGTGATGGAG 134

Ai01B5930 Araip.B01 5930 p2 (TA)6 12 16972108 16972119 AAGCCTTGGGGTCCTTTTTA ATGCTTGAGCAGTGCATACG 274

Ai01B5932 Araip.B01 5932 p2 (AT)6 12 16986122 16986133 TGCTGAGGAAAAGGGCTAAC TCTAAATTGTAGTGGGGGCG 267

Ai01B5933 Araip.B01 5933 p2 (AT)6 12 16987531 16987542 CATGCTCTGCAAATGTGGAC CAACCTAGCTAGCATGGACAAA 154

Ai01B5937 Araip.B01 5937 c (T)12gctgtaaaataaattagaggatccgattagcatgtttaaaagttttttcaatactaaaatataaatctgagggtgaaatttatatattt(A)10111 16993394 16993504 TTTTATAGTGCACAAATCAAAAGATTC TGTTGTGTTTTAGCGCTGTTTT 233

Ai01B5941 Araip.B01 5941 p2 (TA)6 12 16998537 16998548 CCTTTTTGAAAGGAAAACAAAAGA TGAGTTTTTAGTGAAAAAGGGACA 217

Ai01B5943 Araip.B01 5943 p3 (ATA)5 15 17002704 17002718 TCGCAAGGCAAATATCTTCA GGGATGACAAAGGAAAGGAA 266

Ai01B5947 Araip.B01 5947 p3 (CGC)5 15 17010997 17011011 TATCACGGAGGAGAAATCCG TGTGTCGAAGAGAGCTCGTG 201

Ai01B5948 Araip.B01 5948 p2 (TA)7 14 17012981 17012994 ACATAGGAGTTGCCCTGGTG GTGGAGAAGCTGGTCTTTGC 254

Ai01B5951 Araip.B01 5951 p2 (AT)7 14 17021763 17021776 TGGCCCTTAAACTTTTCCTC ATTCTTGAATCCCATGCCAA 236

Ai01B5952 Araip.B01 5952 p4 (AAAT)5 20 17027152 17027171 GCAAATTAGATGGATAACTCGATG TTGTCCTATTTGATATGGTTGGC 178

Ai01B5958 Araip.B01 5958 p2 (AT)15 30 17045371 17045400 GACCCTTTGTCGCAAGATGT CTCTCTGTGAGAGCATCCCC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B5959 Araip.B01 5959 p2 (AT)7 14 17046575 17046588 AGTGGTGAGTTGGGTTGGAG AAGCCACCCAAAACTTTCCT 254

Ai01B5962 Araip.B01 5962 p2 (TA)6 12 17060833 17060844 GATCTTTACGCCGATTTCCA TGGTATGATCGTTCCCGTTT 182

Ai01B5963 Araip.B01 5963 p2 (TA)27 54 17064792 17064845 AAAAAGGACATTAATAATCTGGACA TGACAGTCGCAGGTCAAAGA 274

Ai01B5964 Araip.B01 5964 p2 (TA)9 18 17066046 17066063 CCTTCGTACCATCGAAGGAG ACGCAGCGAAAGAAAAGAAA 147

Ai01B5966 Araip.B01 5966 p6 (GTGGTT)6 36 17068766 17068801 TGTTTGGTGTTGTTTCCTGC CTCATGTTGAGGGTCGGAAT 268

Ai01B5967 Araip.B01 5967 p3 (ATT)18 54 17069304 17069357 TGAATGGTTGACCTTTTTGG GGAGCAAAATAGGTGGGTTG 280

Ai01B5968 Araip.B01 5968 p4 (AATT)7 28 17070236 17070263 TGGTACGTGAAAAGCTCAAAAA TGAATTTCTCAATTTTATTCGTTTGA 263

Ai01B5974 Araip.B01 5974 p3 (TGG)8 24 17081357 17081380 TTGAGTTCATAAGCGGAGCC CCATTGAGGGACGCTACCTA 232

Ai01B5975 Araip.B01 5975 p4 (ATAA)5 20 17081885 17081904 ATGCCAAGTGGAATTGCTTC AAAAAGATATAATCCATGTGAAAATGA 162

Ai01B5978 Araip.B01 5978 c (T)13aaaaaaaatgtgttccgatggtttagaaatttttggacgtgcgttaggtttagga(T)1280 17084255 17084334 CTAACCATGTTGGCTTGGCT CAATGGCCACTTGACAAAAA 275

Ai01B5980 Araip.B01 5980 p3 (ACC)5 15 17086553 17086567 AAACACAAAACCCTTTCCCC AAGAGGAGGGAGATACGGGA 268

Ai01B5983 Araip.B01 5983 p2 (TC)20 40 17105539 17105578 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 271

Ai01B5985 Araip.B01 5985 p2 (GA)14 28 17123758 17123785 AGAGGATGCCACGGAGTAGA AGATTGGTATCAACGCTGGC 274

Ai01B5986 Araip.B01 5986 p2 (GA)14 28 17126270 17126297 AGAGGATGCCACGGAGTAGA AGATTGGTATCAACGCTGGC 274

Ai01B5990 Araip.B01 5990 p3 (TGT)6 18 17151143 17151160 CTTGGGATTGCCTTAGGTGA CCGTGACAGCCACACATAAC 228

Ai01B5993 Araip.B01 5993 p2 (GA)7 14 17161849 17161862 TCGGAATTGTGTTGTGCATT GAATACCTGCAGGAAGTGGG 102

Ai01B5997 Araip.B01 5997 p3 (TGA)10 30 17185069 17185098 TAGTAAATCCCCCGTCTCCC CCAAGAAACCCTCATCCTCA 278

Ai01B5998 Araip.B01 5998 p3 (GGT)7 21 17185270 17185290 TGAGGATGAGGGTTTCTTGG CTGAACTTCCTACCACCCCA 201

Ai01B6009 Araip.B01 6009 p2 (GA)7 14 17228658 17228671 GAAAAGTCGCGTGAAAGAGG TCTCTATCACGATCCCGACC 215

Ai01B6018 Araip.B01 6018 p3 (CAC)5 15 17270525 17270539 ACATGCAATCACCCCTAAGC TGACGTGTCCGTTTTACCTG 213

Ai01B6023 Araip.B01 6023 p2 (AT)7 14 17290339 17290352 AGGTGTGGTGCTTGTTGATG TAAATGGTGGTGATGGCACA 276

Ai01B6024 Araip.B01 6024 p2 (GA)6 12 17293699 17293710 CCTCGAGAGCAGTCGTTTTC ACACTTTCTGTCCACGAGGC 279

Ai01B6026 Araip.B01 6026 p2 (TG)6 12 17298495 17298506 AGACGCATGAGGAGTTGCTT AAGTAGCCGAACCCACACAC 262

Ai01B6028 Araip.B01 6028 p3 (TTA)8 24 17319527 17319550 CCTGTGCAGAACTTGGTCAG GGGTTGGACAGCAACCTACA 258

Ai01B6029 Araip.B01 6029 p3 (TAT)10 30 17319671 17319700 TTGGTCAGCACCACTTGTTT GTTCCTAGAGCACCCTTCCC 278

Ai01B6035 Araip.B01 6035 p5 (AAAAT)5 25 17340116 17340140 CCAACTTAAAATGGGCTTGC TTTGATTGGAACTCACTGCCT 280

Ai01B6038 Araip.B01 6038 p3 (GAA)5 15 17349104 17349118 TAGGCCCATGCTTTTACCAC ATATGGCCAAAACCTTTCCC 209

Ai01B6039 Araip.B01 6039 c (AAT)5atggatcctttataccacagtatagaggtccttgtgttagtagaagaaaagaagaaaaaatttgaactc(AG)9102 17351408 17351509 CAGGTTCTGGATCTGCTTCA CGAAAATCCTCTCCCTCTCC 267

Ai01B6040 Araip.B01 6040 p2 (AG)6 12 17351710 17351721 GGAGAGGGAGAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 187

Ai01B6042 Araip.B01 6042 p2 (AG)6 12 17353690 17353701 TTTTTGAGTGAGGGAGAGATGTT TTCTTGTTTGTTTCTTACCTTTTTCA 273

Ai01B6043 Araip.B01 6043 p2 (AG)7 14 17355988 17356001 AAAATAAAAGAACATTAAACCTGGGA TGCAGAAAACGCTCATAACG 245

Ai01B6044 Araip.B01 6044 p2 (TA)6 12 17356862 17356873 ATGGGTTTATCAACCTCCCC TCCATCTCATTTGCTAAAATGCT 260

Ai01B6045 Araip.B01 6045 p2 (AT)6 12 17360834 17360845 TCCAGCCCAACTTTCTGTTC TCATATCGCGAAAAACACCA 102

Ai01B6050 Araip.B01 6050 p2 (CT)6 12 17371205 17371216 TTGTTTCTTAACTTTTTCAAAACTACC GAGGAGGGCAGAGATGTGAG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B6051 Araip.B01 6051 p3 (TCT)6 18 17373258 17373275 ACCCATATGGCCGAATACAC ATTTCTGGAAAGCCCTGGAT 186

Ai01B6052 Araip.B01 6052 p3 (CTT)6 18 17376153 17376170 CAGAATTTCCTGGTGCAGGT CGCGACATGAGAAGCTGATA 138

Ai01B6060 Araip.B01 6060 p3 (CTG)5 15 17394983 17394997 TGAGCACCCATTATCACTGC GACGACGACGTGAGTAGCAA 103

Ai01B6061 Araip.B01 6061 p5 (AAGAA)6 30 17399049 17399078 AAGATGAGGGAAGAGTGCGA TGTTTCCTGCTCTCCTGGAC 198

Ai01B6062 Araip.B01 6062 p2 (TG)6 12 17399667 17399678 CTAGGACTTGTGCCCGGATA TCAAAAAGCACACATGCACA 188

Ai01B6063 Araip.B01 6063 p2 (AG)7 14 17403255 17403268 ACGGCACTCAACGTTTTTCT CCAACGGTAACAAGCCCTAA 161

Ai01B6071 Araip.B01 6071 c (TCA)6(TCT)5 33 17439888 17439920 TCTCCTTCCTCCTCATTTGC TGAATGTAAGTTCATCTTCTTCCAA 219

Ai01B6073 Araip.B01 6073 c (AC)9(TC)22tttcttctcgtct(TC)687 17442368 17442454 GGGGTAAAATTCAAATGCGA ACAACATGCTCCTAGCGGTC 176

Ai01B6075 Araip.B01 6075 c (CA)7(TA)6 26 17449217 17449242 CGTTAATCCCCGAAATTCAT AATAGAGAGCATGACGCGGT 273

Ai01B6077 Araip.B01 6077 p3 (GGA)5 15 17451277 17451291 CGAAGAAGACGAAACAAGCC TGGAGGATCCGTTATTGCTC 182

Ai01B6078 Araip.B01 6078 p3 (ATA)6 18 17452061 17452078 AGCCTCACGAGTGAGCTAGG CAACGCGGGAATTATTGACT 136

Ai01B6079 Araip.B01 6079 p4 (TTAT)5 20 17452296 17452315 AGTCAATAATTCCCGCGTTG CAATGGCAGATCCTTCACAA 276

Ai01B6089 Araip.B01 6089 p3 (TGG)5 15 17499158 17499172 TCCATGAGTTTCAATTTTCGC TCTCAATCCTCATCATCCACC 249

Ai01B6090 Araip.B01 6090 p4 (AATA)5 20 17503528 17503547 CCAAATAAAGCAGGCAAAGC GGATTGTTTCCTTGGCATGT 238

Ai01B6091 Araip.B01 6091 p3 (AAG)8 24 17504047 17504070 GCATAGAGCCACCAAAATCC TTCCCAACACCCTGAATCAT 229

Ai01B6093 Araip.B01 6093 p2 (TC)19 38 17512395 17512432 CTCCCCCATTCTCACCACTA GGTGTTGCTCCGGTGATACT 280

Ai01B6094 Araip.B01 6094 c (A)13gaaacagaaggagaattgagagtagtggtgtagatgtaatgtgaatagttttagagccttcaaacttattatataggagg(T)11104 17515903 17516006 AAATGGGCAACATCACAGGT TTATTTAGGGGTCTATGCATCC 255

Ai01B6095 Araip.B01 6095 c (TCC)6ttctcctcctttttcgcgtttcttcttcttcacgtgttttctccttatcgtcattcttttgttgttgttgctgctgca(T)10106 17516825 17516930 TTCTCTTCTCCCACACGCTT CACCATGAGTACCGTGTTCG 279

Ai01B6096 Araip.B01 6096 p3 (GAA)5 15 17517786 17517800 AATGTTATTCGGTTCGGTGG TTCTCTGCTCGCATTCTTCA 244

Ai01B6097 Araip.B01 6097 p3 (AAC)6 18 17518588 17518605 TGAAATCTCGGACTCCCATC ATTGGAGATTGGTGGGTCAA 172

Ai01B6098 Araip.B01 6098 p2 (TA)6 12 17518811 17518822 TTGGTCCCCGGTGTTATATG GATTTTCATTGGTTTGCTTCAA 229

Ai01B6107 Araip.B01 6107 p2 (TA)7 14 17563840 17563853 AGCAAGTGGGGTGAAACAAC GGTGTGAGGAGATAGGGTGC 275

Ai01B6108 Araip.B01 6108 c (T)11aaacaaaatcgtccccgaagttgacagttgtattaaaatggtccgacggacaattatgcccctgagttcgttactctccttaactgtttgttaat(TAA)5121 17566792 17566912 GGGTTAAGTTCAATTTTGGTCC TTCGACCCAACATCTTCTCC 249

Ai01B6111 Araip.B01 6111 p3 (CAC)5 15 17583559 17583573 CGCCACCTATCCTTAGCTTG GGTGGTAGATGGAAAGTCCG 245

Ai01B6112 Araip.B01 6112 p4 (TTAT)5 20 17584414 17584433 GAGACATGGACAGCAACCAA TGCATCCCATCTAAACCACC 275

Ai01B6116 Araip.B01 6116 c (CTTT)6ttttactattatctattaaataatatatataatgtcacaaccatattaataaatttataa(T)1195 17589995 17590089 GCACGTTTGGTTCAAGTCCT CTCTCATAATTGGGGTCGGA 192

Ai01B6119 Araip.B01 6119 p2 (CT)10 20 17595268 17595287 TTGATCAAAACGAACCAGGG AGGGCATACGGATTTTTGTG 160

Ai01B6135 Araip.B01 6135 p3 (TTA)6 18 17657046 17657063 TTCTGCGTTAAGGTGGTTGA TTTTGTGCTGCACTTGGTTT 207

Ai01B6136 Araip.B01 6136 p3 (AAT)5 15 17658230 17658244 TGCCGTGTTTATCGTTTTCA CAAATGGTTTCAACCTTAAATTTCT 139

Ai01B6138 Araip.B01 6138 c (T)10cttttttaggttttttacaatagcccttaaatattgttaaactcgaacaatttgaa(T)1076 17674653 17674728 TTCAACACTTTGCAAGCCAG TGATTAACCACGCAGATGTTG 271

Ai01B6142 Araip.B01 6142 p2 (TA)8 16 17681832 17681847 CGTGTTACTTCCCCCAAAAA TGAATTGCCTTTTGTCAGGA 246

Ai01B6146 Araip.B01 6146 p3 (TAG)24 72 17719985 17720056 CGTTGCTCTCATGCAACACT CGACATTTTTCCTCCGTCAT 195

Ai01B6147 Araip.B01 6147 p2 (CT)6 12 17728601 17728612 TGGGAAAATAGAGGAATCAACAA CTATCTTTGGCCCAGTTCCA 279

Ai01B6151 Araip.B01 6151 c (CT)19ccatctctcttttttttcttctctctttctctttatctttatttttgtcatacttttttttctttctctctctcctcctcttc(CT)9139 17736584 17736722 TTCTTTGGTGAATGACTTTGGA TCTCTCAAGCTGATCCCTCC 241
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Ai01B6152 Araip.B01 6152 c (TA)8agatattatgtaagaagtcttgtatatgaatctatgtctgcttg(T)1070 17748791 17748860 TTCTTCCCTCGCCTTTGTTA TCACCATCAGAAGTCACGCT 272

Ai01B6153 Araip.B01 6153 p2 (TA)6 12 17749927 17749938 TAACCTTTTGCCGTCTTGCT TCCTCGAAAATTGATGCAAA 244

Ai01B6156 Araip.B01 6156 p2 (CT)8 16 17757315 17757330 TGCTTGCAAAAGGAAATGAA CTCAAGCTGATCCCTCCAAG 220

Ai01B6157 Araip.B01 6157 c (TC)6cccctctctctccagttagacattagagtaggg(CTT)560 17774409 17774468 AAGAAGCGTGGTCCAAACAT GTGTAAGAGAGAGCGAGGCG 200

Ai01B6158 Araip.B01 6158 c (CTT)5c(CT)21ccttctttt(TTC)994 17780616 17780709 AGAGGAAGTGATCTTGGGCA TTCTTTTGGATCCCATCACC 193

Ai01B6159 Araip.B01 6159 p3 (TTA)12 36 17783447 17783482 TGATCCGTCTAAATGCCTCC AGAGGGCTGCCATAAATGTG 209

Ai01B6163 Araip.B01 6163 p2 (CA)6 12 17797286 17797297 GCTGGCACTCGGACTTACTC AACCATCCATTGAGGAGGTG 218

Ai01B6164 Araip.B01 6164 p2 (TC)14 28 17810227 17810254 TATTCTCCCACCCTCAACCA TCCTTGAAACCTATTCCCCC 274

Ai01B6166 Araip.B01 6166 p3 (TCC)8 24 17818137 17818160 AGAGAAATGCTCGAGTCCGA TAGAAACCGGTTCCGATGAG 192

Ai01B6169 Araip.B01 6169 p2 (AG)15 30 17835475 17835504 GATAGTGGCTGCAGGATGGT TTCAAACGCAAAACCCTACC 266

Ai01B6173 Araip.B01 6173 p2 (AT)6 12 17840648 17840659 AGTCCCTCCAAAACTCAGCA TGTGCTGGTGGAACAGAGAG 129

Ai01B6176 Araip.B01 6176 p2 (AT)7 14 17851576 17851589 TGTCCAATTAATCCGTGGGT TTCAATTCAAGCCTCCAAGG 151

Ai01B6180 Araip.B01 6180 p2 (TA)13 26 17865300 17865325 TGCAGATTGAGAAGCACCAC GCAAATATAAACCGGCCAGA 247

Ai01B6181 Araip.B01 6181 c (A)10tctaatccccaatacgacgtcgttttatatttat(A)1054 17870819 17870872 GCAATGACAAATGGCATGAA TTGGTGAAGATAATTGGGGA 275

Ai01B6186 Araip.B01 6186 c (AT)9aaca(T)10 32 17881233 17881264 ATTCGGTGTTCCTCATCACA CCAATGTCCTAATTAATTGCTTTT 238

Ai01B6187 Araip.B01 6187 p2 (AT)6 12 17886999 17887010 TGAATCTCAATAAGAGTTGGCTTC TTTTTGTTAAATAAGTCCAACCAA 206

Ai01B6189 Araip.B01 6189 p3 (ATT)9 27 17896813 17896839 CGTGAGGCACTGATGTTGTT AAAATCAAAACGGGAGTAACGA 227

Ai01B6190 Araip.B01 6190 p3 (CTT)6 18 17900137 17900154 AATGGGACGAAGCTGAGAGA GGAGAAGGGTGAACCAACAA 233

Ai01B6194 Araip.B01 6194 c (GAA)6aaagaggagaagggtattttggttcgaaggacgatattaaaattatgttgaattttagagatgattttgtatgt(A)11103 17922554 17922656 TGCTCGATGGAGTGAAAGTG GCAGAAAAATTTGTTCGTCTCC 275

Ai01B6196 Araip.B01 6196 p3 (TCT)5 15 17930874 17930888 CGCGCTTTTACATTTTTCTC GGAGGAAAAGGAGGATGAGG 130

Ai01B6198 Araip.B01 6198 c (T)11atcatcatcacca(TCT)642 17931340 17931381 TCAAAACTCTTCCTCTTCCTCC CATCAGCTTCCAAGTAATTCTGC 227

Ai01B6199 Araip.B01 6199 p3 (GAA)6 18 17932352 17932369 CTCTTCCTCTTCCTCCTCTTCA TCCTCCTTCTCCTCCTCCTC 272

Ai01B6200 Araip.B01 6200 c (T)10cattttctgtttcttgaatgtgtgttgtttgtgaaaatacctcaatggacttcatatgacgagacacatcatgacttgt(TTC)5104 17936878 17936981 CTTCATCTACCCAACCCGAG TGCTAAATGGGAACCATGAA 277

Ai01B6201 Araip.B01 6201 p2 (TA)8 16 17944663 17944678 GCGACAGAGTGACTGCAGAG CAAAATTCTCTCGAGGCAGG 250

Ai01B6205 Araip.B01 6205 p3 (TAA)11 33 17962013 17962045 CCATCTGCACGAAAACACAC GGTTTTTGTCGATTTTTATCGG 220

Ai01B6206 Araip.B01 6206 p2 (TA)6 12 17965116 17965127 TTGGCCATATTCATATCCTGA TTACTTCGACTCGATGGGCT 191

Ai01B6209 Araip.B01 6209 p2 (TG)12 24 17969512 17969535 TCCAGCGTCAGCCCTATATC GCCCTCGTAAACCAAATTGA 268

Ai01B6210 Araip.B01 6210 p2 (CA)24 48 17972641 17972688 TTCCCCGCTATTCTCTGAAA GTGAGAAGGGACGGAGAGTG 258

Ai01B6212 Araip.B01 6212 p2 (AT)9 18 17989602 17989619 TACAAAGCACGAAGCGTTCA AGTCGGCCTAAACTCTGTGG 151

Ai01B6218 Araip.B01 6218 p3 (AAG)5 15 18038144 18038158 TCTCCTTCAATCAAAACCGC AAATATGTTTGTGTGTTTGCAGC 238

Ai01B6219 Araip.B01 6219 p3 (TGA)6 18 18038502 18038519 GAATGTAAGTTCATCCTCTTCCAAA CCTCCTCATCTTCTGCTGCT 216

Ai01B6220 Araip.B01 6220 c (T)11attcttgttaacagaataaaacatgaataaacttgagaaggtaaaacaagaaggaaaagatgcataagaaa(AAG)597 18038803 18038899 TGAATGTAAGTCCATCCTCTTCC TTTTCCCATCATCATCACCA 186

Ai01B6221 Araip.B01 6221 c (ATG)15ac(GAT)562 18039289 18039350 TCATCCTCTCCCAAGTAATTTTG TCCTTCTCATCTTCTGCTGCT 249

Ai01B6223 Araip.B01 6223 p2 (AT)6 12 18042904 18042915 TGGTACAACAAAGCCACCAA GCTTCAGTTTTGAGTGTGCG 237
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Ai01B6226 Araip.B01 6226 p3 (ATG)5 15 18062544 18062558 ATCCCTCATGTGCTCTCACC TCATTGTCTAGTATGCATCACCATT 218

Ai01B6227 Araip.B01 6227 p2 (CT)22 44 18064155 18064198 TCGTTGCCTCTAAATCTGCC CCTCCATCATCACTCATAACCA 272

Ai01B6231 Araip.B01 6231 p2 (TC)8 16 18071157 18071172 TATTAGCGTCGCTTCGGATT GATCTGCGATGACAATGTGG 279

Ai01B6236 Araip.B01 6236 c (T)13acatgtctccctgtgttttattattattag(TGT)558 18079813 18079870 CGATCTACTAAAACCCAATCGAA CCCATAGGGCAGAGAGATCA 222

Ai01B6237 Araip.B01 6237 p2 (TC)7 14 18081649 18081662 CGACCAACCAACCTACACCT TCGGAGAATTCAGGTAACCG 240

Ai01B6241 Araip.B01 6241 p2 (TA)6 12 18086712 18086723 ATGATGAGCCGAGCTTGAGT TCGACTGCACATGAGTTTTCA 208

Ai01B6242 Araip.B01 6242 c (A)10ttggtgcagggactcaaataaaaggaaaaaaaagtatagggactcaattg(A)1070 18087422 18087491 TCCATACGAATCCCACACAA CCACGACATGCATAGCAAAT 238

Ai01B6244 Araip.B01 6244 c (T)10ggaaaatctc(T)1232 18102536 18102567 GCTTATCAAAATGGGAGCCA TCGTAATCTTTGAAGGACTAATTTCA 278

Ai01B6254 Araip.B01 6254 p2 (TA)6 12 18115724 18115735 TAATTAGTTCCCAGCCGTCG GGGGATAAAAGATTCCACCAA 234

Ai01B6264 Araip.B01 6264 p3 (AAT)5 15 18168692 18168706 GATGAAAGCCCAAAATCAGC GCATGCACATTTTCATCCTC 125

Ai01B6266 Araip.B01 6266 p3 (AAT)10 30 18169118 18169147 TCGATTTTAGTTCCAACAAGTTT CGGTCAACTTCATATGACCAA 276

Ai01B6267 Araip.B01 6267 p2 (AT)6 12 18169804 18169815 GCCGTTCACGTCAATTCTTT GCACGCTTGCATACATGAAC 198

Ai01B6276 Araip.B01 6276 p2 (AT)7 14 18196271 18196284 TTATTCCCTAAAGCTGCCCA TTTGGCAAAAATAGCCAAGG 180

Ai01B6277 Araip.B01 6277 p2 (TA)9 18 18205775 18205792 GGTTAGGCTGGTGGCTGTAA GGTTGTAATTAGGGGTGGGG 145

Ai01B6280 Araip.B01 6280 p2 (AT)19 38 18215409 18215446 TTTTCGCATATATAAATGTAGGACATA TATGGCTCATTTTGGGCTGT 279

Ai01B6281 Araip.B01 6281 p2 (TA)17 34 18223635 18223668 CAGGCAATATATACAAGCAAGCA CAAAGGAATTCAACACCAAAAA 249

Ai01B6290 Araip.B01 6290 p2 (TA)7 14 18261592 18261605 CCAAAGTCTCCAAAGCAAGG GGGTTGTTTTGTCCGTGAGT 192

Ai01B6301 Araip.B01 6301 p5 (AAAAT)5 25 18292633 18292657 TTGCGCTTACACTAACCTGC AAGGGACATTAGGGAGCGAT 209

Ai01B6303 Araip.B01 6303 p3 (ATT)10 30 18315898 18315927 CCGTCTTCACATTCGAGGAT GCGAAACACCTGTGTTGAAA 215

Ai01B6304 Araip.B01 6304 p2 (TA)7 14 18318769 18318782 GCAGTAAAGATTAGGGTGGTGC TTATGTTTTTCCCCCGGAAT 280

Ai01B6307 Araip.B01 6307 c* (TGG)5tgttgctgttgctgttgtttggtggtggtggta(GTG)5(TGGTGT)5*tggtggtggtggaggaggtaattgtgctggtagtggtgagggtatttttatccaaaaaaattaaaaggacgattttaatacg(A)10180 18332458 18332637 TGCTTCTTGGTTTGGTGTTG TAGAATCGATACCGTCCCCA 273

Ai01B6312 Araip.B01 6312 c (A)10gagtgtttcatgtaccgttcactgagcttggatttaaaaag(A)1061 18353931 18353991 GGCCACCAGAATAACAGAGG TCAATTTCTCATGCATTACACCA 260

Ai01B6314 Araip.B01 6314 p2 (AC)6 12 18355757 18355768 ACCCTTGGCCCAACTAAACT TCTTCTCCTCCCTCACTCCA 100

Ai01B6315 Araip.B01 6315 p2 (AC)7 14 18365917 18365930 CCCTTGGCCCAACTAAACTA TCTTCTCCTCCCTCACTCCA 101

Ai01B6317 Araip.B01 6317 p4 (TTTA)6 24 18375683 18375706 GATGTTCCTTGCCAATTGCT TGGAATGAAAGGAGAGAGAAATG 159

Ai01B6320 Araip.B01 6320 p3 (CTT)5 15 18380454 18380468 TCCCTCATTTCGCTCAATTC GGGTTTTCTCAAACATCGGA 184

Ai01B6321 Araip.B01 6321 p3 (CTT)5 15 18389360 18389374 TTTTTAAGACATGGAAATCATCC ATAGGACGGAATCCCCACTT 138

Ai01B6322 Araip.B01 6322 p2 (TA)10 20 18393942 18393961 TATCGTGTGTGAACGCTTCG GGAGTGTCAAGGGAAGACCA 230

Ai01B6323 Araip.B01 6323 p2 (TA)6 12 18396312 18396323 GCAATGGTTTAATTCTAAGGGTG TCAACTCCTCAAACTTTCGG 219

Ai01B6324 Araip.B01 6324 p2 (TG)7 14 18396720 18396733 TTGATTGAAAGTGAAGGAATCAAA TCCAGTCAGTTTTATTAGCGTCC 176

Ai01B6326 Araip.B01 6326 p2 (AC)10 20 18399127 18399146 TTAACCCAAAAATCCCCACA TCCCTCCTTCTTTGTCCCTT 147

Ai01B6328 Araip.B01 6328 p2 (TG)22 44 18400824 18400867 GCATGATTATGAACCATATAAGCG AGCCTTAGGTCCCTCACTTTT 212

Ai01B6330 Araip.B01 6330 p2 (GA)6 12 18413482 18413493 CAAAGAACCCAAAACCCAGA CCGGTTGATCGTCATCTCTT 256

Ai01B6331 Araip.B01 6331 c (AGC)5ga(AGC)5ga(AGC)549 18425024 18425072 TTCCACAGCCAACAAAATCA CCTTGCTTCTCCCTGTTCTG 265
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Ai01B6332 Araip.B01 6332 p4 (ATAA)5 20 18433982 18434001 GTGCAACCTGCATCTGAAAA AAGGCTGTGGGATACAGTGG 252

Ai01B6333 Araip.B01 6333 c (A)11gaaagaagaaaaagaataataagaagt(A)1149 18444026 18444074 GCCGTACTATTCAAAAGGCAA ACACCGAAATTTTGCTGCAT 208

Ai01B6334 Araip.B01 6334 c (A)10gtgcagtgacaacaatagcaataaaagaaaaacgacaaaaagaaaacacgcgaag(A)1075 18444542 18444616 ACTGCAAAATCACCAGAAAAA AAAGCCTCATAAACGGGTGA 224

Ai01B6335 Araip.B01 6335 p3 (AGA)5 15 18447923 18447937 CCCCCATCAGAAAGTAGCAA GAGCTCCGGACGTTTAACA 215

Ai01B6336 Araip.B01 6336 c (ATA)6ctgttattaaaaatggagatatgataaataaaatgatattaccgaatttattgg(AAT)587 18448293 18448379 TGCAGAAATTAGGGGATTAGTG CGTTGATTTATCTATTAGTGCCG 262

Ai01B6337 Araip.B01 6337 p2 (TA)7 14 18454772 18454785 GCACCGAAGAAGAGGAATGA GGCGGGCTGTCTACTAATTG 157

Ai01B6339 Araip.B01 6339 c (A)10ttggtgcagggacccaaagaaaagaaaaaaagtgtagggacccaatt(A)11ttggtgcaaggactcaatt(A)1198 18455880 18455977 GGTTCCTCTTGGTAGTAATTGGC TGGATGCAACATATTAAGAGGC 235

Ai01B6341 Araip.B01 6341 p3 (TTC)5 15 18470829 18470843 TCCCCATAAACCCCTCCTAC CGTCCCTGAGCAAAAGAAGA 148

Ai01B6343 Araip.B01 6343 p3 (TTA)7 21 18484058 18484078 CACCATGCATGAATTTTTCG TCACGTTTGAGAGCACCAAG 278

Ai01B6345 Araip.B01 6345 c* (AAT)8(AATA)8* 53 18499098 18499150 CGTGGATTGCACCCTATTTT GCAATGAATAAAGGTATGAAAATGC 252

Ai01B6346 Araip.B01 6346 p3 (AGA)6 18 18517054 18517071 AATCCACTTTGAGTGCAGGG TCAACATCTCTCTCCCACCC 277

Ai01B6347 Araip.B01 6347 p3 (ATT)5 15 18518250 18518264 AAATTGTTTGCTCCAATGGC CAGGAAAAGAAGATGGCAGC 128

Ai01B6349 Araip.B01 6349 c (T)11aaatcaaagattaaaataattagttaattaaaaagaaattttgaaaaagagggaggatattttcgaaaatt(AG)694 18518607 18518700 CAAATAGAAGGAGATGAGAGAGAAGAA TTTCTTATCTTTTTCAAAACCACC 229

Ai01B6356 Araip.B01 6356 p2 (TC)18 36 18559889 18559924 ATGCATCGTCTCCTTTGGTC CGCAGAAGTAACAAAAGCCA 185

Ai01B6357 Araip.B01 6357 p6 (AGAGGC)5 30 18561171 18561200 TTGCCAAAGCTAAGGCTGAT TTTCAAACAAGCTACAAGCACAA 259

Ai01B6358 Araip.B01 6358 p2 (TC)6 12 18576436 18576447 GCAACAAAACACAACTAAAGCAA TGCTAAAATCCTCGTCTCCC 227

Ai01B6361 Araip.B01 6361 p3 (TTC)5 15 18581599 18581613 TCATTTTCTCCCTTCGCTGT CGCGAGACATTGGTAACTGA 227

Ai01B6365 Araip.B01 6365 p3 (TTA)13 39 18602417 18602455 TGAGGCCATTGTTTCATTAGC TTAGTTGGGGCATTTTGTCC 273

Ai01B6366 Araip.B01 6366 p2 (TA)6 12 18603267 18603278 AAGCAGGGTCAATAGTTAGTTAGATT GTTGATGCAAAGACAGCGAA 184

Ai01B6368 Araip.B01 6368 p3 (ACA)9 27 18607496 18607522 ATCACCTTACCACTGGCACC GAGGCCACTTGATATTCGGA 263

Ai01B6369 Araip.B01 6369 c (T)10ctatattattatactttttttttcttttcctttccatattgttttcttttcttttcttttgttcttttgtttttctta(T)1098 18615516 18615613 GGCATTTTGTCCCCTTTTCT GGGCACTGGGTGAATAGAAG 258

Ai01B6370 Araip.B01 6370 p2 (GC)6 12 18617054 18617065 CACAGGGGTGGCATAACTCT CTACACTAAGCCACCAGCCC 233

Ai01B6375 Araip.B01 6375 p4 (TATT)5 20 18645474 18645493 CACACACGAACAGTAATAAAAATTC TGAGTCAAGAATAGTGAGAAATTGAGA 254

Ai01B6377 Araip.B01 6377 c (TA)6ttattgattacttcttgtatcaatgtaattcagttattgaaaatttttcatttatgggctatcccagacaaaaaatgtactagctcattttg(A)13117 18647804 18647920 GCCCCCACTTCCTTAAACAT TGGTCGACTCTCAGACCAAA 176

Ai01B6380 Araip.B01 6380 p2 (AG)8 16 18663344 18663359 TGTAAGCAAAGAGGGTGAGAGA TTTTCCCTCCTTGACACCTG 148

Ai01B6382 Araip.B01 6382 p2 (AT)6 12 18674131 18674142 TTGTAATGGGGTTAAGGCAAA TCAACGCACATGGGATAAAA 179

Ai01B6384 Araip.B01 6384 p2 (AT)10 20 18675154 18675173 GGATGGATTGTTGTGATTCTGA TCTACATTTTGCACTTTGGGC 207

Ai01B6385 Araip.B01 6385 p5 (ATAAA)6 30 18675399 18675428 AAGCTAAGAGTGCAAATCAAGC GCATCGAGGACGATGCTATT 268

Ai01B6386 Araip.B01 6386 p5 (AAAAT)5 25 18679200 18679224 TTGAGAAGATGCAGAATGCG TGAGTTCAAGCACAAGCCAC 232

Ai01B6388 Araip.B01 6388 p3 (AGA)8 24 18686805 18686828 TTGACCAGCAATCTAGAGCCT TCCTACTCCAACCCCAATCTC 119

Ai01B6391 Araip.B01 6391 p2 (AT)6 12 18700988 18700999 TCAGCATGAGGCAACTTCAA TCGCTGTGTGACCAAAAGAA 260

Ai01B6392 Araip.B01 6392 p3 (CAA)5 15 18702576 18702590 AAATTGAAGATAGGACGGCG CACGATTTAAAGGTTTTCTTTTG 228

Ai01B6394 Araip.B01 6394 p3 (CAA)5 15 18736279 18736293 TCCAACTTATGCCTCAACTGC CACGATTTAAAGGTTTTCTTTTG 254

Ai01B6396 Araip.B01 6396 p2 (TG)7 14 18750865 18750878 AAATGTCTGTGGGGATCGAG CAGAGAAAATCACACGCCAA 262
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Ai01B6397 Araip.B01 6397 p3 (CAG)5 15 18757480 18757494 GGTGGCCAAAGTGGTTAAGA GAATGTGACAATGTGTATTGCTGA 247

Ai01B6401 Araip.B01 6401 p2 (CT)7 14 18789963 18789976 TGGTGGTGACAACGACAGAT AACACAACATACACAGCCGC 251

Ai01B6403 Araip.B01 6403 c (A)12gaatacaaaaagaaag(A)1038 18799007 18799044 TCGTGTCTTTCTTTATGTGCTTG CGTCCTCGAATCTTGTAGGTG 197

Ai01B6404 Araip.B01 6404 c (CA)13t(AC)7(AT)857 18800169 18800225 ATCGTGCTGATAACGTGTTG CCTGAGGCGAAGTGGTTACT 254

Ai01B6405 Araip.B01 6405 c (AT)7(GT)9 32 18818373 18818404 TCCGAACCAACCCGTAGAC TCGGTTCGGATAATTGGGTA 272

Ai01B6407 Araip.B01 6407 p2 (AT)6 12 18820819 18820830 GCTCCAAGTTGAGATCCGAG CACCCACATGAAGGACCTCT 261

Ai01B6410 Araip.B01 6410 p3 (AGA)5 15 18835940 18835954 CTTGGAGGTGGAAGCTTTTG CCATCACTCCCTCCTTTTCA 254

Ai01B6412 Araip.B01 6412 p2 (TA)12 24 18847691 18847714 CGGAACAGGTTTGATTCCAT AGCAAGGCCACAATTTTGAT 273

Ai01B6413 Araip.B01 6413 p3 (TTC)6 18 18851750 18851767 TATTCACGCGTGCACATTTT TCGAATCAAACCACACCTCA 136

Ai01B6414 Araip.B01 6414 c (CTT)6tt(TCA)6 38 18852085 18852122 TTTTTGGTGTATGTGTGCTGA TTCATCCTCTTCCAAGTAATTTTG 265

Ai01B6415 Araip.B01 6415 p3 (CTT)5 15 18852491 18852505 GCAAATTTGGGTGTAACACGA GAAGAAGATGGTGATGATGATGAA 160

Ai01B6416 Araip.B01 6416 p3 (AGG)9 27 18853835 18853861 AGGGTCGAAGTGTCCCTTTT TCTCTTTGTATCCCGCGTTC 203

Ai01B6417 Araip.B01 6417 p2 (AG)8 16 18858082 18858097 TGCCTTTTTCCTTGTTCCTG TCTCCCTCTCATCTCCTTCTTC 216

Ai01B6418 Araip.B01 6418 p2 (AG)7 14 18858329 18858342 AATTTTTGAAAAGGGGGAAGA GCATCAATTTTCCTGTTTTCCT 279

Ai01B6421 Araip.B01 6421 p2 (AG)8 16 18861681 18861696 TGCCTCTTTCCTTGTTCCTG TCTCCCTCTCATCTCCTTCTTC 216

Ai01B6422 Araip.B01 6422 c (T)11cgaaaattcaaaataaaaataaaataattagttaattaaaaagaaatttttgaaaagggggaagatattttcgaaaatt(AG)6102 18861840 18861941 GAAGAAGGAGATGAGAGGGAGA CGAAAATTTGAGTTGACTTTTTCAA 278

Ai01B6428 Araip.B01 6428 c (T)10cacatttattttttttc(T)1037 18879603 18879639 GGACATTTTGTCCCCTTTTT TTCAAGTGTGGGAACCTTGG 258

Ai01B6429 Araip.B01 6429 c (TTTA)7ttcattatta(TAT)759 18880652 18880710 TGCAATGAATGAAAATAAGCAAA CTGCTTTTCTCCTCCCTCCT 255

Ai01B6430 Araip.B01 6430 p2 (CG)6 12 18880896 18880907 AGGAGGGAGGAGAAAAGCAG GAGCACAACCTCATCCACG 125

Ai01B6431 Araip.B01 6431 c (T)22ag(TTAT)6gtatttattatta(TAT)576 18881028 18881103 AGCACAATGCTGGCACAAC TCCTTCCTCTTTCCTCCTCTC 279

Ai01B6432 Araip.B01 6432 p2 (CG)6 12 18881242 18881253 GGAAGGAGAAAAGCAGGGAG AAAGATGTTTCGTGGTTGGC 273

Ai01B6433 Araip.B01 6433 p2 (GC)6 12 18881408 18881419 GGAAGGAGAAAAGCAGGGAG AAAGATGTTTCGTGGTTGGC 273

Ai01B6434 Araip.B01 6434 p4 (TTTA)5 20 18882785 18882804 GTAGCTTTGCTGCACCATGA TCGAAAATCTTCACCCATTTTT 262

Ai01B6435 Araip.B01 6435 c (A)11gccacaaaactctattgaaagtgcgagtttactatttagggtatagaatttaaaatttaa(AAT)586 18886308 18886393 CCAATGATTTCGTTGGTTCC AATGGGGCTAGTTGTCGTTG 215

Ai01B6438 Araip.B01 6438 c (TA)7ttatgttcttgaaaaaaaagaaaag(A)1049 18899941 18899989 TTTGTTGATTCTTGGCAGATT CCTGCAAACAAAACCAAACC 266

Ai01B6439 Araip.B01 6439 p3 (AGA)7 21 18911628 18911648 TTAGAATGTTGCTCGCCCTC CCTAATTGGTGCAGGGATGT 229

Ai01B6441 Araip.B01 6441 p2 (CT)6 12 18956863 18956874 GCAAAGCAAAGTCAAATCTGAAA TGGAGAAATCAAGAGGACGG 267

Ai01B6444 Araip.B01 6444 c (CT)9catctctttctatttattttatttatttactaacacttctcttctactcatctaataattcgaacc(CT)8100 18977559 18977658 TTTCAATTTGCTTTTATTTCTTTTC GATCCCTTTATGTGTCAGAGGAA 267

Ai01B6445 Araip.B01 6445 c (A)13cctaggaaagtagaaacattacttggtcttttcaactaggaaattgcaagtgc(A)1682 18993682 18993763 GCACCATATACGGTAGCCGA TGGGGATTTCGATGCTCTTA 268

Ai01B6447 Araip.B01 6447 p4 (TTAT)7 28 18999722 18999749 TTCACCATTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 263

Ai01B6449 Araip.B01 6449 p2 (CT)7 14 19004912 19004925 GGAACATTGAACCTGGAATGA TTGGGAGCAATTTCAGGAAC 261

Ai01B6452 Araip.B01 6452 p2 (TC)29 58 19029299 19029356 GTCCTTGACGATCGAGGTGT CACTGATGCCCGATCTCTTT 262

Ai01B6453 Araip.B01 6453 c (CT)9tctccctcttctcgctctccccctcccctctcttta(TC)7cttttttcttttctctctt(TC)10107 19033058 19033164 ATTCAAATGCGAAATCCTCC GGAAAGGGGAGGAGAGAGAA 279

Ai01B6455 Araip.B01 6455 p2 (AG)6 12 19033915 19033926 GGAGGGAGTGAAGAGGAGAAA TCTCCCTCATCTCCGTTCAT 234
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Ai01B6456 Araip.B01 6456 c (GA)46ctgtcactgtcaccaccgccgggagctggttgtcgtcgtccccaccacttagagcacccactagcgcc(A)12172 19034073 19034244 GAGAGGAGGGGGAGATGAAC CCATCGAAAAATCTGCTGGT 248

Ai01B6458 Araip.B01 6458 c (TG)7(TA)10 34 19051317 19051350 CCTTTTCAGGAATCGGATGA CTTTTTGTTTGAAAAATGCACA 272

Ai01B6459 Araip.B01 6459 p2 (AT)8 16 19054767 19054782 TGCATGTTGGGAATAAGGAG TGAGATCTATTAATCTTCATCCAATG 276

Ai01B6460 Araip.B01 6460 p3 (TTA)11 33 19065034 19065066 CAAGTAACCGCCATCACCTT CAGTGCAACTCACCGCTAAA 219

Ai01B6461 Araip.B01 6461 c (T)10acaaataagttgttacatatattagtaa(AT)650 19073592 19073641 GGGTTCTTTCTGTTGTGATAAGG AGAAGCGTAAACAGATAACTTCAAT 280

Ai01B6462 Araip.B01 6462 p2 (TA)9 18 19076212 19076229 GCAAGATGTTGGGCTAGCTG CGTACAACAAGCAAATAGGGG 206

Ai01B6464 Araip.B01 6464 c (AC)12g(CA)8 41 19081529 19081569 AGGAGGTTAGGCCTCCGTTA TCAAATTCTCAAAACCATGCC 256

Ai01B6468 Araip.B01 6468 c (AT)12acaactgacaactttccagatacctggttcatgtagaaaacccctaagctggtaccgggct(A)1196 19101759 19101854 ACGATGGAAGCAGAACAACA AAGTTGTGCCTCGACGGTAG 269

Ai01B6471 Araip.B01 6471 p2 (GA)7 14 19125576 19125589 AGTGAGGGAGACGGAGGAAT TCTTCTCATCGCGGAACTCT 246

Ai01B6475 Araip.B01 6475 p2 (CT)6 12 19136733 19136744 CATTGGAAAGTTCATAGCCAAA AGAGGCTAAAAAGTGGGGGA 280

Ai01B6476 Araip.B01 6476 p3 (TTC)5 15 19145398 19145412 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 172

Ai01B6478 Araip.B01 6478 c (T)10cgctatttttttttctgcaagctttgttctttgctgctttttcttgcttcaagaatcatttttatgatttttcagattacatttgtcttctttc(T)12116 19154875 19154990 TGGCTTTTTCTGCTTGCTTT GAGGGCGAGCAACATTCTAA 239

Ai01B6484 Araip.B01 6484 p2 (TA)8 16 19196969 19196984 TTTTTCCCTCACCTTTGTCA GAATGTCATGCTTCCGACTG 270

Ai01B6486 Araip.B01 6486 p3 (AAT)24 72 19199943 19200014 TTTGGTGTCAATTGCATGTTT CAAGAAATGCAAGGATTAAACAGA 274

Ai01B6490 Araip.B01 6490 p2 (TA)6 12 19213550 19213561 TGGGGGACCAAATTGAAGTA TATGGGCAACTAGGCAAAGC 277

Ai01B6496 Araip.B01 6496 c (TA)7agatcggaaaattttagtcagtagtaacccagaaa(AT)661 19275468 19275528 AAGACCAATCACCCACGAAG ATGGGTCTGGGTCAGTCAAC 271

Ai01B6500 Araip.B01 6500 p2 (TA)6 12 19279060 19279071 TCTGTTTAAAATACACACCGCATT CAGCTGCTCGGTGAGAACTT 280

Ai01B6504 Araip.B01 6504 c (CT)9tggttaata(T)1037 19280787 19280823 TCCCCTTCAGCTGCAGTTAC AAAAAGCACAATACGCACCC 274

Ai01B6505 Araip.B01 6505 p2 (AG)9 18 19281065 19281082 AATTCAATCCGATTAGCCGA TTTTGTACGTGTGAGCATTTTT 263

Ai01B6506 Araip.B01 6506 p2 (TC)10 20 19281717 19281736 AATCGAAAAGCATCTGAGGG CGCCCACAGGGTAAAACTTA 278

Ai01B6507 Araip.B01 6507 p2 (TA)6 12 19298240 19298251 TTCATCATTCATCCCTGCAA CCCCCTAAAACTTGATTTCAT 230

Ai01B6508 Araip.B01 6508 p2 (TC)6 12 19301749 19301760 AGAAAGGGGAGAAAAGCTGG GGGTATTTGGGGGAGAGTGT 216

Ai01B6509 Araip.B01 6509 p2 (AT)24 48 19303612 19303659 TGAAGCAAGAAAAAGCAGTGAA CCACCGGATACATAAATGCC 140

Ai01B6510 Araip.B01 6510 p2 (AT)14 28 19308123 19308150 GTGTGGAAATTGGGTTTGGA TTCACCATTTACTTTGGGGC 236

Ai01B6511 Araip.B01 6511 p2 (AG)9 18 19309554 19309571 GCTATAAAGTGGGGGAATGC TCATAAGCCAATTCGACAACA 266

Ai01B6513 Araip.B01 6513 p3 (CTT)5 15 19340005 19340019 TCTTGACTTTCCCATGGAGG AAACGGTGGATCGATTTCAG 271

Ai01B6514 Araip.B01 6514 p2 (AG)7 14 19341592 19341605 GGAACATTGAACCTGGATCG GCGGTCCAGAAAACACAGAT 192

Ai01B6518 Araip.B01 6518 p3 (AAT)22 66 19382497 19382562 ATTGGGAATCTGGGTGCATA TCCCACTTTTGCATGTTTCA 277

Ai01B6521 Araip.B01 6521 c (TA)19aa(AG)8 56 19412165 19412220 TATGGGAAAAGTGGGTTTCG TACTTTGGGGCATTTTGTCC 251

Ai01B6522 Araip.B01 6522 p4 (TTTA)10 40 19420875 19420914 TACTTTGGGGCATTTTGTCC ATGATCTTGGAAATTGGGCA 208

Ai01B6527 Araip.B01 6527 p2 (CT)6 12 19451093 19451104 TTGATTTTCAAATTTGTTTCAACT TGGGAGAGGGAGATTTTTCA 255

Ai01B6528 Araip.B01 6528 p3 (AAG)5 15 19462865 19462879 GCTTTTGTCTTCCCTTTCCC TCCCTCCTTCATTTCCACAC 237

Ai01B6533 Araip.B01 6533 p3 (ATT)5 15 19494787 19494801 AGATGATGGAGAAGGCTTGC TGCACCAACTTCCAACTTCA 180

Ai01B6534 Araip.B01 6534 p2 (TA)7 14 19496531 19496544 AAAACATGCAATTGAGACCAAA TTGTGCGGAGTTGTGAAAAG 276
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Ai01B6537 Araip.B01 6537 p2 (TA)6 12 19506927 19506938 GGTGCCAATTCGCTACATAAA AGGGGTTGGTTTGCTTTTCT 248

Ai01B6538 Araip.B01 6538 c (A)10caaatattgaatgcatttgagctaattttctgttacgcaaagc(GA)869 19508418 19508486 ACAGCCATGGAATAACCCTG TCCTTGATGCCAGAGCTAAGA 274

Ai01B6539 Araip.B01 6539 p3 (AAT)22 66 19519776 19519841 TTCTTGTCCTTGCTCCTGCT CCTCCCTCTCTGTGTTCGAG 196

Ai01B6545 Araip.B01 6545 p2 (AT)7 14 19533703 19533716 GGGCAACTCCTAGGGAGAAC AAGCAATTTAGGGGGCAAGT 233

Ai01B6546 Araip.B01 6546 p2 (TA)6 12 19533873 19533884 CAACTGCAAAAGCAAAACGA GCTCGACCTATGAAGCCAAG 124

Ai01B6548 Araip.B01 6548 p2 (AT)7 14 19539281 19539294 TGTTTAGAAGACATTTGCGAGA TCACAAAAATTACTAACTCCCTAACA 278

Ai01B6551 Araip.B01 6551 p2 (AT)7 14 19586015 19586028 CGCACTCGAACATTGAGAAT GCCCCTCCTAGAGGTTGACT 205

Ai01B6552 Araip.B01 6552 p2 (AT)12 24 19586350 19586373 AGTCAACCTCTAGGAGGGGC TGAATTGGATGATTGATGTGA 259

Ai01B6553 Araip.B01 6553 c (ACG)5acaacgac(AAT)538 19588556 19588593 TGCAGCTATCTCGTTAAGCGT TGAAATCAAAATTCGTGCACAT 233

Ai01B6554 Araip.B01 6554 p2 (CT)6 12 19589430 19589441 TGAAACCATCGAAAACCTCA TCACCCCAAATTACTTTCTAAACC 276

Ai01B6555 Araip.B01 6555 p3 (AGA)5 15 19590198 19590212 AATGGTGAGAGGAGGCATTG AGTGCCGTTTGGCTTTTCTA 215

Ai01B6556 Araip.B01 6556 c (GGC)5tctcaaaggaagttttagggtttacctcaacgg(GA)762 19599881 19599942 AGGAAAAGGAAGAAGCGGAG CATCCCACCTCGCATAACTT 274

Ai01B6560 Araip.B01 6560 c (T)11cgttttatgaagttgtacaattatatcta(T)1252 19606783 19606834 TGCACTCACGTTTTATGAAGTTG CAAAAACAACCGGAACCAAA 280

Ai01B6563 Araip.B01 6563 p2 (AT)8 16 19611957 19611972 AAGCGTGTGAACTTTGTTATGG CGTTATCGTGGTGAAACGTG 265

Ai01B6564 Araip.B01 6564 p3 (TTG)11 33 19612706 19612738 ACTTTTTGTTTGAGCGTGGG TCGAGTCCTCGCCTAAAATG 233

Ai01B6565 Araip.B01 6565 p2 (TC)10 20 19617951 19617970 GGAACATTGAACCTGGAATGA GCCACGTGCAGAAAATTGTA 211

Ai01B6566 Araip.B01 6566 c (AAT)12aaaatttttagtatataatattatgtacagtacttctaagaaaaataattctaatcaggaatacaattttactgcgcatgtgtattgctactcatt(TTA)5147 19624207 19624353 CCCTATGTATTTAAATTTCGAGTATGA CATTATATATCCTTGTCATTTTCTTCA 279

Ai01B6570 Araip.B01 6570 c (GC)6cgattcaaaaatagggataaccctagcacgcgatgcacactgcgcagtcgcgcaccccatttccccaacctcca(TCT)5101 19653168 19653268 GCGTCCTTCCCTATTTTGCT GGATTTATGGTGAACGGTGG 259

Ai01B6574 Araip.B01 6574 p2 (GT)7 14 19680502 19680515 AAAAATATTTGCTAATTATTACCGTGT AAGCCGTCTTACTCTTGTCAAA 280

Ai01B6583 Araip.B01 6583 p2 (AT)10 20 19724871 19724890 ATTATCGCATGGCTTTGGTC CCGCCGTCAATTTTGTTAAT 279

Ai01B6585 Araip.B01 6585 c (T)10gtatccccttatttaattactta(AT)645 19732473 19732517 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 244

Ai01B6586 Araip.B01 6586 p3 (AAT)5 15 19741194 19741208 CAGGTTCTGGATCTGCTTCC CCCCCTCTTTTCTTCCACTC 148

Ai01B6596 Araip.B01 6596 c (CT)6cctgctgttaaaaatctatttcc(CT)1055 19785006 19785060 TTTTTGTTTTCTGCTCCGCT GGAAAACGAGTCCCAATGTG 218

Ai01B6600 Araip.B01 6600 p2 (AT)6 12 19799970 19799981 TGCATTCGAGAATTTTGTTTACC GCTTAATTATTGTTCAAACCAGTTAGC 263

Ai01B6602 Araip.B01 6602 p2 (TA)9 18 19804976 19804993 AAACTCCGCAAGCTGTGACT TAGCCGTAAAGCAAAGGACG 271

Ai01B6603 Araip.B01 6603 p3 (CAT)12 36 19806317 19806352 CTCCACGTCCAAGCAATTTT CGACAATGACGATAACGATGA 253

Ai01B6604 Araip.B01 6604 c (AGG)6aacac(GAA)950 19807765 19807814 GCAGCAACAAAAGAATGACAA ACCCAACACCAACAAAAACC 206

Ai01B6605 Araip.B01 6605 p2 (AG)6 12 19814495 19814506 ACCATAAATCACTGGGAGCG TCCTAAGAGAGAGGGGAGAGC 187

Ai01B6606 Araip.B01 6606 p2 (TA)13 26 19818114 19818139 TTTCAAGGTTGTAATGGGGC GAATGTGAAAGGAAATTCTGGG 181

Ai01B6608 Araip.B01 6608 p3 (TGT)5 15 19826432 19826446 GAGGTGCTCTGTAAGGCTGG CGTAGCTCCAGCAGGAAGAC 231

Ai01B6609 Araip.B01 6609 p2 (AT)9 18 19833153 19833170 TGCACATGAGACAAAATTCAAA AATGGGGCTGAGGTAAAGGT 175

Ai01B6610 Araip.B01 6610 p2 (AG)8 16 19834322 19834337 TTTTCGGCCTGTAACACACA TCCTAAGAGAGAGGGGAGAGC 147

Ai01B6611 Araip.B01 6611 p2 (GA)17 34 19836735 19836768 AGATTGAGAGTGGAAGGCGA GACTGCGAAGCTTTATTGGC 158

Ai01B6613 Araip.B01 6613 p2 (TA)11 22 19844752 19844773 GAGCGATATTAATTGAGTGGATCA CCAAAATTGGAGAAGGACCA 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B6614 Araip.B01 6614 c (ATA)7(ATC)9attatcattg(T)1371 19845234 19845304 GCCTCCTCCTCTCCCATTAT GATGATGAAAGCGCGACAC 276

Ai01B6615 Araip.B01 6615 c* (AT)27(ATAC)5* 72 19847186 19847257 TGTGCCACTCTGATAGCTCG TTTGTAAGAGGGAATAGGAAATTGA 277

Ai01B6616 Araip.B01 6616 p3 (AAG)6 18 19851864 19851881 CAATTCAAAACTCTCCCCCT ATTTCCTCCTCCTCGTCGTT 213

Ai01B6621 Araip.B01 6621 p2 (AT)9 18 19889694 19889711 TGGTCTTACATCCTACCACCTT CGCTTTGCTTTACCATCACA 280

Ai01B6623 Araip.B01 6623 p2 (AG)6 12 19894797 19894808 CCATTATGGGTGAGTTTGGG TGAGAAATCCTTGGCACCTC 232

Ai01B6624 Araip.B01 6624 p3 (ATT)5 15 19896442 19896456 TGTTGCTGAGAGGATGATGG GAGAACCCAGCAATGGAAAA 194

Ai01B6625 Araip.B01 6625 p3 (ATG)5 15 19901237 19901251 CCGAAACTTATTAAATGCGACA TCCACCTCCTCACCCTTCTA 231

Ai01B6626 Araip.B01 6626 c (GAG)7gaa(GAG)642 19901396 19901437 TAGAAGGGTGAGGAGGTGGA TTTACGTACGTGCGCTTCTTT 143

Ai01B6627 Araip.B01 6627 p2 (CT)6 12 19911585 19911596 TGAGAAATCCTTGGCACCTC ATAGGTGAGGGGTTTTTGGG 125

Ai01B6629 Araip.B01 6629 p2 (CT)8 16 19919135 19919150 AAACCCCAATTGCCAAATTA GGTGAAACCTTGTTAATGGAGG 137

Ai01B6630 Araip.B01 6630 p3 (ATT)5 15 19919364 19919378 CCTCCATTAACAAGGTTTCACC AATTGAACATGCAAGCAATCC 258

Ai01B6632 Araip.B01 6632 p2 (TG)7 14 19948863 19948876 TTCGTGTACCAAACGCGTAG CAAACGGGCTAAAAACGCTA 234

Ai01B6633 Araip.B01 6633 p2 (TG)11 22 19960898 19960919 CACCGTAGCTCGAGATGTCA TAGAAATGGAAAACCGGACG 228

Ai01B6634 Araip.B01 6634 p2 (TA)24 48 19962915 19962962 AATGCTTCGCGTTTCGTAAT AACACCCCGTTACCCTAAGC 205

Ai01B6635 Araip.B01 6635 p2 (TG)6 12 19963317 19963328 CATGGACGACGATGATGAAG GCCATCTTTCTCCTCAGCAC 264

Ai01B6637 Araip.B01 6637 c (T)10cgcctattttttttc(T)1237 19976225 19976261 GCCTTGGGATCCTTTTTACC TGCTGGCTCTTGAAAGAATG 265

Ai01B6640 Araip.B01 6640 p3 (AAT)7 21 20001770 20001790 TTCGACTGCCATCTCCTCTT CCCCTTCCTTTCTTCCACTC 250

Ai01B6641 Araip.B01 6641 c (T)12cgaaaacagatgagaaatttttgaaagg(T)1252 20003463 20003514 CAGGCTTCAACATGCTTCAT TCGAGTTTGGACAACTGACG 234

Ai01B6645 Araip.B01 6645 c (T)10attccatgtgcactgcttttattttgcattggggaatttcttttgtatccccttttattaaatgctg(A)1188 20022467 20022554 TGTGGTCAAGGTAAAGGTAAGGA AATTGCCATGTGCCTTGAAA 280

Ai01B6649 Araip.B01 6649 c (TA)9a(AT)8 35 20036910 20036944 TGGTGAATCAAATCTTGAACTG GCGACATGTGTTTATGTCGTTT 230

Ai01B6651 Araip.B01 6651 p2 (TC)7 14 20042011 20042024 AATCGCAGCAACTCCAAATC GTCATCCTCCCTACCGTTGA 256

Ai01B6653 Araip.B01 6653 p3 (TTC)5 15 20072188 20072202 ACCCACCCACTCAAATTCAA AAGCTTTTGCCTTCCCTTTC 266

Ai01B6654 Araip.B01 6654 c (A)11gggaaaagaaaaaattggc(A)1040 20073160 20073199 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 150

Ai01B6657 Araip.B01 6657 p3 (AAT)7 21 20091320 20091340 GGAAAATTGTGGGACCATTG TCATTGGGGTAATTTTGTCTCC 229

Ai01B6658 Araip.B01 6658 c (A)10gatctccaacaccttttattctttagcttgcttttc(CTT)664 20098150 20098213 TGGAGGCATGTTCTGTTTCA GGAAAATGCTGGATTCTGGA 200

Ai01B6659 Araip.B01 6659 p2 (CT)6 12 20109137 20109148 AAGTGGTCTTCGGTGGTGTC ACAGTCCAACCCAGGTTCAG 189

Ai01B6660 Araip.B01 6660 p3 (AAT)7 21 20115464 20115484 GGGGCTGCACCAATAATAAC GCATTAGTGGGCCAACATTC 249

Ai01B6661 Araip.B01 6661 p3 (CTT)5 15 20116184 20116198 TGTATGAGATAAAATCTGGCCATT AAAAGAGTTCGGATGCGATG 219

Ai01B6663 Araip.B01 6663 c (A)10c(A)10 21 20118228 20118248 AATGAGCTAATAGGCCGCTG AAGGTGCACTTTTCATTGGC 250

Ai01B6667 Araip.B01 6667 p3 (AAC)6 18 20124149 20124166 TTTTGCAACCCCAAGTTTTC AGGGTGGAGGAGGATGAGTT 175

Ai01B6672 Araip.B01 6672 c (T)10aaaaagaagttaaaaaatagtcttaagcggactgttcttttatttaagtagtttttga(T)1078 20131177 20131254 CGTTAAAATCGACGTGCTGA CACCCGCACACACTATTGAT 259

Ai01B6674 Araip.B01 6674 p2 (TA)6 12 20140302 20140313 AAAATTGATTTTCATCCGGAGTT AAACACGCCAAAAATGGAGA 261

Ai01B6677 Araip.B01 6677 c (T)11aattgagtccttgcactaaa(T)1041 20146601 20146641 CAACAACACAGCAAACAGCA TTTTATAGGGACCCAACTAGAAAAA 280

Ai01B6679 Araip.B01 6679 p2 (TA)8 16 20148622 20148637 TTGTCGCACTCACTTGTAACAC TGGCTTTTCGAGCATTTTCT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B6680 Araip.B01 6680 p2 (TG)6 12 20151448 20151459 GCAAATCAGACCACCGTAGC AAGGTAGGCCAAACGAACCT 208

Ai01B6682 Araip.B01 6682 p2 (CT)9 18 20166326 20166343 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGAGGGAAA 264

Ai01B6683 Araip.B01 6683 p3 (CTT)6 18 20200017 20200034 GTTCCTCCTCGATTTCTCCC TCAAAGCAAAAGCAGAATGG 237

Ai01B6684 Araip.B01 6684 p3 (CTT)12 36 20207340 20207375 CCAAGTTGCTCAACACCAAA GAAGAAGAAGACGCTCCGTG 193

Ai01B6685 Araip.B01 6685 c (AGG)5(AGA)40 135 20209040 20209174 AACGCGAAAGAGGAGAACAA GGAGAAATTCACAAAATCATGC 251

Ai01B6692 Araip.B01 6692 p2 (TC)8 16 20231712 20231727 CCCCACCAAACCTTTATCCT TTTGGTTGGACTCCTTGTGA 251

Ai01B6693 Araip.B01 6693 p2 (TC)6 12 20231916 20231927 TCACAAGGAGTCCAACCAAA AACTTTCAATGCCTCAACGG 223

Ai01B6696 Araip.B01 6696 p3 (AGA)5 15 20233929 20233943 CTCTTGAACTTCGAAACGGC GATGGGTGGTTACAGGAACG 249

Ai01B6699 Araip.B01 6699 p2 (AC)7 14 20242560 20242573 TAAAAATGAAAAATCGGGCG TTCCACCTCTTCTTCTCTCCC 198

Ai01B6702 Araip.B01 6702 p2 (CT)6 12 20263510 20263521 CAGAAAAGGGCAAGAAGCTG GGTGAGGTAGGTGGGGTTTT 277

Ai01B6709 Araip.B01 6709 p3 (TTC)5 15 20294471 20294485 ATATGGCCGAAATTAACCCC CGGTCTTAGGTGCCATCAAT 245

Ai01B6710 Araip.B01 6710 p2 (GT)7 14 20309593 20309606 TTCCTTTTGTGCAATGGTGA AAGGAAGCGTGAATTGTTGG 164

Ai01B6712 Araip.B01 6712 p2 (AT)11 22 20310672 20310693 TGAGAATCTTGGGAATTGGG CACTTTTCACCACTCATGCAC 181

Ai01B6713 Araip.B01 6713 p2 (GT)6 12 20316225 20316236 TTCCTTTTGTGCAATGGTGA GGTCAACCAGTTGCTGTCTG 267

Ai01B6714 Araip.B01 6714 p2 (TA)11 22 20318798 20318819 TAAATCTTGCTTCCCATGCC GGTGATCCAAAGCGACAGAT 278

Ai01B6716 Araip.B01 6716 p4 (AAAT)6 24 20323130 20323153 TTTGGGTGCATACTCATGTAAAA TGCCTAGCTACCCACAACCT 245

Ai01B6717 Araip.B01 6717 p2 (GT)8 16 20323297 20323312 CACAAAAGTGAGGTTGTGGG GGGCTAAGGTAAGGGTGAGG 146

Ai01B6720 Araip.B01 6720 p4 (TATT)11 44 20329051 20329094 ATCACATGTGCATTGATCTTTT AACTGTGGGAACTTGGGTTG 250

Ai01B6721 Araip.B01 6721 c (GAA)5ggagaacaggaagaaggagt(AGA)550 20349799 20349848 GCAGAGAAGAAAACGCGAAT TCGTTTGTTTTACACACGCC 219

Ai01B6725 Araip.B01 6725 p2 (GA)10 20 20358188 20358207 GTTGACGAGAAGAGTTCGGC CTGCGCTATGCTCCATGTAA 223

Ai01B6727 Araip.B01 6727 p3 (TGA)6 18 20359066 20359083 AAAAAGGTGGAGGAGGAGGA GGTCAATCAAGTCATTTTGCAC 166

Ai01B6728 Araip.B01 6728 p2 (AG)10 20 20360244 20360263 CACTGTTCACCTCACTCCCA CTTCCCTCACATCGCTTCTC 218

Ai01B6733 Araip.B01 6733 p3 (CAA)5 15 20379387 20379401 ACATCTCCACCCAACTCCAA AGAAGGAGATTGATCATGAATTG 208

Ai01B6736 Araip.B01 6736 c (AC)20atatatatatttcacaatctgctatttatgttataaactattg(T)1093 20404631 20404723 AGGGAACTAGCAGCAGTGGA ACCCTAAACCCTAACCCCCT 245

Ai01B6739 Araip.B01 6739 c (T)15ccttttttttcctcctcctttttttatttgtgca(T)1463 20412729 20412791 CAATTTGAAAGCAACTTCACCA TTGTCTCTTCTTTTTCTTATTTTACCC 273

Ai01B6741 Araip.B01 6741 p2 (TA)9 18 20425346 20425363 TGAATGGGAAAGGAAATGGA CACGCATACTTTGTGTTATGGA 174

Ai01B6742 Araip.B01 6742 p5 (TTTTA)5 25 20431319 20431343 CACCTGACCCATAAGCTCGT TTTACTTTCGGTTTGGGGC 149

Ai01B6751 Araip.B01 6751 p3 (GAA)5 15 20460019 20460033 TCTTCCCTTCCCCCTTTCTA GCCGAACCACATCACTTTCT 184

Ai01B6752 Araip.B01 6752 c (T)11aaaaatcaaaaataaaaataattagttaataaaaaagaaatttttgaaaaggagggaagatatttttgaaaatt(AG)799 20460947 20461045 GAATAAGATGGGAGAGGGGG TTGATTTTCAAATTTGTTTCAACT 280

Ai01B6753 Araip.B01 6753 p2 (AT)6 12 20467626 20467637 GCATTAATGGAATGGCATTTG GGACCTTCAAAGTTCACCCA 248

Ai01B6754 Araip.B01 6754 p2 (AT)6 12 20487577 20487588 GGAACAATGTGTGTGAAGGG GGACCTTCAAAGTTCACCCA 246

Ai01B6755 Araip.B01 6755 p3 (ATA)7 21 20491514 20491534 TTTCAAAATTACTGAATGTGCCA CTTTTGAGAATGGTGTGCGA 233

Ai01B6757 Araip.B01 6757 c (TCT)5a(CTT)5cta(CTT)2094 20494339 20494432 CCACCCCTCACTCGTTTATC AATAAGGAAGAACGCGAGCA 207

Ai01B6758 Araip.B01 6758 p5 (AAGAT)5 25 20495467 20495491 AAAGGCGGTTCTGTTGAAGA CCTGGGTGCTCCAGTGTATT 124



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B6760 Araip.B01 6760 p2 (TC)7 14 20504996 20505009 TGGAAGGGAGCATGATAACC TCTTGTGTTTGTTTGCCAGC 230

Ai01B6761 Araip.B01 6761 p3 (TTC)5 15 20509746 20509760 CTCTACACTCCTCTTGGCCG TGGACCTTGACTTTAACCGC 191

Ai01B6762 Araip.B01 6762 c (AGG)5aacgcgaagaagaaggcgaagaaaaagaagacgctccatgcgtaaacgagcgtgagaagaaaaagcgtggg(GAA)8110 20513617 20513726 GAAGAAGAAGGAACGCGAAA AAATACACGCGTCCAACACA 184

Ai01B6763 Araip.B01 6763 c (T)10gggtgatatttatttcatacactacttggtatatgttctaccgaaatgcgtgaccttcata(T)10cttttttaacgtggaacgagtgaccttcattgatatcggatgactaaatcctggcttggtcgcttggaagcgatgcctaagttgcag(T)13181 20515894 20516074 GCTAGTGTCATGGATTGCAGC GAAAACAAACAGAAACAGGGG 256

Ai01B6764 Araip.B01 6764 p2 (TC)14 28 20519823 20519850 ATGCCTGAGCCTTAAGTGGA CGGTTATAGAACGGACCCAA 198

Ai01B6765 Araip.B01 6765 p2 (TA)6 12 20523176 20523187 TCCTCCAAATAATATGCTGCAA AAAATGCCAAAAATTTAAACACG 238

Ai01B6769 Araip.B01 6769 c (AT)9acccaaaatacagaaacaagtccctagctctcctataacctttatgaggaacaaaataatcaaatttcttggagagcaagctaagtacataggtac(AT)9132 20540419 20540550 TAGCTCCTGACTCAGCCTGC TCCTCACTAGGCGTCTGGAT 238

Ai01B6770 Araip.B01 6770 p4 (AAAT)6 24 20542436 20542459 AACCACTTTCTCTCTCCTCAAA CCAATGGAGGGTATGCAGAT 251

Ai01B6771 Araip.B01 6771 c (A)12(GA)7 26 20546485 20546510 TGAAGCAAGAAAAAGCAGCA AGCACATGGTTAGGGACAGG 213

Ai01B6772 Araip.B01 6772 p2 (TC)6 12 20551823 20551834 AGCTCAGACCACGTCTCTCC AGGAGTAGCACCCAGTCCCT 238

Ai01B6773 Araip.B01 6773 p2 (CT)6 12 20551946 20551957 GAGTGATGACGAAGGCCCTA AAAGAGGAATCTGAGGGGGA 265

Ai01B6777 Araip.B01 6777 p2 (TC)6 12 20567706 20567717 AGCTCAGACCACGTCTCTCC GATGCTGAGGAGTAGCACCC 245

Ai01B6778 Araip.B01 6778 p2 (CT)6 12 20567829 20567840 ATGACGGCAAGGACAGAAGT GATGCTGAGGAGTAGCACCC 182

Ai01B6779 Araip.B01 6779 p2 (TC)6 12 20572431 20572442 CCTCTCCTCTGTATGACCCG CCGTCATCGTCAACATCAGT 212

Ai01B6780 Araip.B01 6780 p2 (CT)7 14 20572554 20572567 CCGATGCGATCTCTCTCTCT AGGAGTAGCACCCAGTCCCT 215

Ai01B6783 Araip.B01 6783 p2 (TA)6 12 20599091 20599102 CCCCCGACCCTACTAAGAAC TTTCAACGGGAACTCGTAGG 247

Ai01B6784 Araip.B01 6784 p3 (TTA)5 15 20601951 20601965 TCCGACTTTTTGCCGATATAA CGGTCACTTGGGAAAAGAAC 280

Ai01B6786 Araip.B01 6786 p2 (AT)22 44 20608681 20608724 TTGGTTGCTAGTTCACAGCG AATTCTCAAGGCTTTGCTGC 265

Ai01B6787 Araip.B01 6787 p2 (CT)16 32 20609200 20609231 TTGGCAGAGTCTACATTGCG GAGCACGATGCTGAATTGAA 227

Ai01B6789 Araip.B01 6789 p2 (TG)6 12 20611392 20611403 ATTTTCGAAGTGAACGGTGG TGGACCAAGCATGTCCTATG 211

Ai01B6794 Araip.B01 6794 p3 (TCT)6 18 20642313 20642330 TTCAAAGGACCCGGTATGAG AACTGCTGAATGGTCCGAAG 154

Ai01B6795 Araip.B01 6795 p3 (ATC)5 15 20643452 20643466 CTTTTCTTCCTGAGCATCGG GCCACTTCATTTGGGATGTT 205

Ai01B6796 Araip.B01 6796 c (T)14gctgattatatactggttagaatttaataaaattgttggcccctagactt(A)12gacaaaaaagccagtaaaattaaatactttatcttccaagattgcagagagagaa(AG)6143 20650089 20650231 TGAGTATTATGGGACTAGCAACTTTT TCTTAAGAAACCACAATACAGCTAATG 275

Ai01B6797 Araip.B01 6797 p3 (TAA)6 18 20650345 20650362 TATAAACGGTGCCAGTTCGC AATTTCAAAGGTTCCCACCC 244

Ai01B6804 Araip.B01 6804 p2 (TC)20 40 20672204 20672243 GGAGGATGTTTTCGCTGGTA GACAGCTCCAACAGCAGTGA 225

Ai01B6805 Araip.B01 6805 p3 (GAA)5 15 20676772 20676786 TCTGATCACCCTTAGGTCGG TGGTTCATTATCCTCCTCTTCC 184

Ai01B6810 Araip.B01 6810 p2 (AG)6 12 20686930 20686941 GCTGGGACTTTCACGATGAT CCCAAAAATTCCAAATTACCC 276

Ai01B6813 Araip.B01 6813 c (GA)12cagagag(A)1041 20693935 20693975 GGAAAGGACATGCGTGAAGT GTGTCGAGAAGGGAGGGAGT 273

Ai01B6817 Araip.B01 6817 p3 (TAA)5 15 20708909 20708923 TTTTTAACCACAGCAACTAAAACAA TTGTTGAGAATTTTGATTAGGAATTT 242

Ai01B6820 Araip.B01 6820 p2 (CT)8 16 20714166 20714181 TGGGTATTTTGACGAAAAAGG AGAATGGCTCATTGGATTGG 270

Ai01B6824 Araip.B01 6824 p5 (TATCT)6 30 20754736 20754765 TGAATACCTGGAGGGACCTG TTCGAATTCAAACGTCTCCC 164

Ai01B6828 Araip.B01 6828 p5 (AAAAC)6 30 20761077 20761106 TCCATTGCATGAACTCCAAA ACAAGGTCAATTTCGATGCC 264

Ai01B6829 Araip.B01 6829 p2 (AG)6 12 20761422 20761433 GGCATCGAAATTGACCTTGT TCGGCTTACTTCGTCGGTAG 277

Ai01B6831 Araip.B01 6831 p2 (CT)7 14 20771040 20771053 ACTCAAGGGAAGGGGAGCTA CTTCCCTTCATTTTGACCGA 217
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Ai01B6832 Araip.B01 6832 c (CT)12tttgtattcttcttcctc(CTT)557 20777346 20777402 AACGGAAAACGTTGAGTTGG CTGCAGGGTTGATGATGATG 158

Ai01B6833 Araip.B01 6833 p3 (AGA)6 18 20777736 20777753 CCGCTGAAGACGAGAAGAAG TTCACCGACAAATCAAACCA 244

Ai01B6834 Araip.B01 6834 p3 (GAT)6 18 20778070 20778087 TGGTTTGATTTGTCGGTGAA CACCACCATCCTCTCACCTT 238

Ai01B6835 Araip.B01 6835 c (GT)7gagtgtaaactgctactgccagtagcggtttacgtgta(TG)766 20797504 20797569 TGCATAAACCGCTACAACCA TTCAGCCCATCACACGTAAA 235

Ai01B6836 Araip.B01 6836 c (AC)7atacacgtaaaccgctactggcagtagcggtttacact(CA)1276 20802126 20802201 ACACGTAAACCGCTACTGGC TGCATAAACCGCTACAACCA 234

Ai01B6837 Araip.B01 6837 p3 (ATG)5 15 20807980 20807994 TCACGACGCCTAGTTCTCCT GGCCACCCTTTGTCTGAACT 146

Ai01B6840 Araip.B01 6840 p3 (CAT)5 15 20829506 20829520 ACGGGATGACTGACCTCAAC TGATTACTCCGAGCTCCAGG 246

Ai01B6842 Araip.B01 6842 c (ATTTT)5attattgaacctggagttttgcatcacattcatattaacattgcattctgcatttttttcagattt(A)11102 20834451 20834552 GTGCTAGGTGGGAGACAACC GGGCATTTTGTCCCCTTTTA 237

Ai01B6843 Araip.B01 6843 p5 (AAGAT)5 25 20839404 20839428 GCCCAAATAGAGGAACACGA GGTACCTGCAAGAGACTCCG 259

Ai01B6844 Araip.B01 6844 p3 (AAT)5 15 20841837 20841851 TGAAGCTGATCCTGAACCTG GTTTGCTCCAATGGTAGGGA 223

Ai01B6847 Araip.B01 6847 p2 (AG)6 12 20850788 20850799 TATGCATACCACCAGCGTGT CCAGGAATAATGGGAGCTGA 276

Ai01B6848 Araip.B01 6848 c (AAGA)5gggagaatagaaaggaagaagagagaaaggagaaaagagggagacggtggcagtgggtgtcactgcgaccatcgccgccaacgccattgct(GA)13137 20851390 20851526 TGAAAAAGGCCAAGGAAGAA CAACGACGACAAAGCTGGTA 239

Ai01B6849 Araip.B01 6849 c (AAT)21aaa(AAT)890 20860488 20860577 TGGCTCTCGAAAGAATGATG TGGCTTTTTCTGCTTGCTTT 280

Ai01B6850 Araip.B01 6850 c (TG)6(TA)27 66 20865257 20865322 GACCTTGTTGGTGAGCATGA CAACCCTTCCACAATTTACCA 246

Ai01B6851 Araip.B01 6851 p2 (TA)6 12 20871031 20871042 CCCTCCTTACAAGCGAAGAA ACTCGACCTGCGAAGCTAAG 223

Ai01B6852 Araip.B01 6852 p4 (ATAC)17 68 20871603 20871670 CCGGCCGGAGATTATTACAT TGGGCGTCTGAAATTTCTTT 270

Ai01B6853 Araip.B01 6853 p2 (AT)10 20 20874371 20874390 GCATAGATGCCTTTCTTGCC ATCACGAAAACGGAAAGTCG 172

Ai01B6854 Araip.B01 6854 p2 (TC)6 12 20878901 20878912 TCTCTTTGAATCTTGCCGGT TGAAGCTGTTGCCAGATTGT 220

Ai01B6855 Araip.B01 6855 c (AGT)5ggtggta(GTG)743 20885791 20885833 CGTATCAAAATCTGTGTCTGTGC TTCACTCAGTGGCAAACTTGA 176

Ai01B6858 Araip.B01 6858 p3 (GAT)5 15 20896921 20896935 TTTCAACCACCGTGAAGTGA ATTTCACATGGCCCTCTGTC 193

Ai01B6859 Araip.B01 6859 c (T)11ctcatattcttttctattctaaaatatttttttcttacattattacattttgc(TA)18100 20897397 20897496 TGCCACGTATCACTTGACAT TTTGATTTTGAGCATATAACTTTGTTT 279

Ai01B6865 Araip.B01 6865 c (TA)18gttgaaaggaagttttgtctaggagcctttgaaggaaagtttaaaacaaaagtcgtaacgctcacgtaaacggaaaacttgcgtacgaagaaacgtaag(AT)10155 20913662 20913816 GGTGGCCAAGTATTACGACC AGGTTGAGCTTGGAGCTTGA 237

Ai01B6868 Araip.B01 6868 p3 (ATT)15 45 20927216 20927260 TATAACGCACCAAGCCGAAT CGGCTTGGACTAGCTCAACT 236

Ai01B6872 Araip.B01 6872 p2 (TA)6 12 20936793 20936804 TTAACGAACTCCGATTTGCC AAAATCTTTCATCTTCTCTTACATTGC 115

Ai01B6880 Araip.B01 6880 c (T)15acaaggaatgaaaaggattttttgtttacactttattgcttgtgaactactatttta(T)1082 20970601 20970682 CGAAAATGACAAGAATACGAAA GAAAAGGGATCTTGCGACAC 256

Ai01B6883 Araip.B01 6883 c (TA)6attattaatacatatgaatat(A)1043 20974830 20974872 TGAGTCGAGCTTGAGTTTGG AAAAGCTCACGAGCTGGTTC 258

Ai01B6894 Araip.B01 6894 p2 (AG)6 12 21032700 21032711 CAAACGGGCTAAAAACGCTA CCGGAAGTGGAGGATGAATA 166

Ai01B6895 Araip.B01 6895 p2 (TA)8 16 21035987 21036002 CTAGTCGGCTTAAACTCCGC ACTTAGGGAAGCTCTTCGGC 162

Ai01B6901 Araip.B01 6901 p3 (TTC)5 15 21065523 21065537 CTTGCTAGCTCTCCACACCC AGAATAAGGGGGAAAAGCCA 275

Ai01B6903 Araip.B01 6903 p2 (GT)6 12 21070581 21070592 AACAGAAAGGAGGTCTGGGG AAACAACCCGTGGCAAATTA 248

Ai01B6904 Araip.B01 6904 p2 (TA)6 12 21075289 21075300 CAATTGAACCTTCACCGGAT GCTCACTTAGCCATTTAGCCA 146

Ai01B6905 Araip.B01 6905 p2 (TA)6 12 21114342 21114353 TCCGAGGAACAGTAACACCC AGGATACCTGGTGGTGCAAG 251

Ai01B6906 Araip.B01 6906 p3 (GTG)8 24 21116077 21116100 CAAAGATGCAAGTGCTCCCT ACTCCAACGCTAACCACCAC 223

Ai01B6909 Araip.B01 6909 p2 (AT)7 14 21129400 21129413 CTGAATCAGGTTTTCTTTTTGC GCCAATCCAAACTGACCCTA 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B6911 Araip.B01 6911 p3 (ATA)5 15 21129935 21129949 GGCACAGTAAGAATTGAGCCTT TTCACAGGCACCAGATCATT 280

Ai01B6912 Araip.B01 6912 p2 (AG)8 16 21133709 21133724 CGACAAAATGCAACGAGAGA AAGGACAGTGCCTCTAGCGA 247

Ai01B6916 Araip.B01 6916 p2 (AT)6 12 21156540 21156551 TGTAATTGAATGCCAATTTTTGA TTTTGATACCCCTGATAAAGCAA 115

Ai01B6920 Araip.B01 6920 p2 (TA)8 16 21163049 21163064 TGAGTAAGGGATTGGATGGC TGGTCTCACCAGAGAGATTTCA 152

Ai01B6921 Araip.B01 6921 p2 (TA)7 14 21163297 21163310 TTCTCTCGCCCTTGTTATTGA CGCTGCCTTATCGACTTTTC 199

Ai01B6922 Araip.B01 6922 p2 (AT)26 52 21164536 21164587 AAGACTTGGGGGAGGTTGTT CATTTAGGGATGCCAATGCT 224

Ai01B6925 Araip.B01 6925 p2 (AT)9 18 21175212 21175229 CCTATCACTAATTGAATGAAAGAGTTT AACGAATCTTTCATGGGTGC 279

Ai01B6926 Araip.B01 6926 c (TA)6ttctattttttaaaccattttattttaatagattttttaattaatttattttattgta(T)1080 21176918 21176997 AAATGTGGCAAAATAAAAACTATGT AACGGAAGATCATTAGACCCC 223

Ai01B6928 Araip.B01 6928 c (A)10taataaaagaaat(A)1033 21179003 21179035 GCACGGATAAATTATTGAAGCA CATTCACATGTTAGCGCTGG 273

Ai01B6931 Araip.B01 6931 c (CT)6aattttcgaaaatatccccctctttttcaaaaatttctttttaattaactaattattttta(T)1083 21190088 21190170 TTTCTTAACTTTTTCAAAACCACC GAGAGAAGGAGGGAATTTTCG 220

Ai01B6932 Araip.B01 6932 p3 (TTC)6 18 21191186 21191203 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai01B6935 Araip.B01 6935 p3 (CTC)6 18 21202938 21202955 ACCAATAACCACCGCTGAAG GCAGAGAGGAAGCAGAGGAA 248

Ai01B6936 Araip.B01 6936 p2 (AT)9 18 21206531 21206548 GCCTATTTGCTTGGATCCTG CTGGCTCTAGACCCGATGAA 243

Ai01B6943 Araip.B01 6943 p2 (AT)6 12 21233473 21233484 CTACACGAAAGACCGTGGGT AACACCTTTTGAAGGCATCC 241

Ai01B6944 Araip.B01 6944 p2 (TC)6 12 21234112 21234123 TGCCGCTGACATACAAGAAT TTTGTGATGAACCCACCATT 280

Ai01B6948 Araip.B01 6948 p2 (AT)6 12 21246165 21246176 GATGTTGGGCATGTGTTGAG TCCAACCATCATCACATTGTT 171

Ai01B6949 Araip.B01 6949 p3 (GAT)9 27 21247210 21247236 TAAACATGGTTTTGGGCCTC CTCGACCATTCCTTCCACAT 260

Ai01B6957 Araip.B01 6957 p4 (AAAT)6 24 21270760 21270783 TGGTGTAGATCCTCATACGGC TCTTCAATATGAACCATCCATCA 253

Ai01B6961 Araip.B01 6961 p2 (AC)9 18 21285000 21285017 GACCATTCGACCAACCAAGT CCGTTTGTGCTTCCAGGTTA 279

Ai01B6968 Araip.B01 6968 p3 (GAA)5 15 21310846 21310860 ATTAATCGGTTTCGCAGTGG AAGGGCACAGAAAAAGGTCA 238

Ai01B6969 Araip.B01 6969 c (A)14tttaaaatacagaaccattcgtgaaccaaaccaaccaaa(C)1467 21312521 21312587 GTAATGGCCGGTTCGAATAA AAAACGGGGAAGAGGAAGAA 238

Ai01B6971 Araip.B01 6971 p3 (CAG)6 18 21313621 21313638 TCAGAACCTTGCCAAAAACC TCATTCAACCACCACCAGAA 262

Ai01B6972 Araip.B01 6972 c (A)11taatgggaatgctagggagctaacacttttagtggttcaaatataagac(AATA)580 21318391 21318470 CCTTCTTGCATGCTGTTCAA GGAATACAAGGCAAACCAGC 280

Ai01B6973 Araip.B01 6973 p2 (AT)9 18 21319624 21319641 AACTCGCTTGCGTGAATACC CCCCAAATTTTGTGAGGTTG 170

Ai01B6974 Araip.B01 6974 p3 (TCT)7 21 21320757 21320777 TTCGTCTCCTCCTCTCCAAA TCTATTGGTTCTGCTCGGCT 261

Ai01B6975 Araip.B01 6975 p3 (GAA)6 18 21322368 21322385 GGAGCGAAATCAGGATCAAA AGGTGACATGGAGGATTTCG 272

Ai01B6977 Araip.B01 6977 p2 (AT)6 12 21324208 21324219 CATTCTATCAACCGTATTATCTCTTCA AAAAAGGGATCCAATTATACTGATTA 277

Ai01B6979 Araip.B01 6979 p3 (TGA)5 15 21342286 21342300 GTTCCTGCGGAAGATGAACT AAAACAAAGAAAGCCTTTAAAATGA 178

Ai01B6981 Araip.B01 6981 c (TAA)7tag(TAA)5 39 21353577 21353615 TTGGTTTGGTTCGGTTTGTT CAATTCTGATACATTGTTACCTTGC 275

Ai01B6982 Araip.B01 6982 c (TAA)7tag(TAA)5 39 21359306 21359344 TTGGTTTGGTTCGGTTTGTT TCCATTCATCTCAATGTCTCTTT 241

Ai01B6983 Araip.B01 6983 p2 (AG)19 38 21379095 21379132 ATTCCTATCTGCATGCACCG AAAGCAAGGTTTGCACCATC 237

Ai01B6984 Araip.B01 6984 p3 (CAG)5 15 21392742 21392756 TGTTCTCATTGTCACTATTTACGGA CATGGATTGAATGGTCTAGCG 205

Ai01B6987 Araip.B01 6987 p3 (ATT)10 30 21396860 21396889 TTCATTTGAACACCATGTTTATGA CGAGGTTTGAAAGTATCGACAA 280

Ai01B6988 Araip.B01 6988 p3 (CAG)5 15 21399193 21399207 GGTAACAAAATTTGGCATCATGT AAGCCTGTAGGTGATTGGGA 244
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Ai01B6990 Araip.B01 6990 p3 (ATT)21 63 21403109 21403171 CGTACGCAATATTAGAGTCTCTCC CATCCGTCCCAGCAAATAAC 263

Ai01B6992 Araip.B01 6992 p3 (GAA)5 15 21410368 21410382 GGGTTCCAAGAACAAGGAAG TTATTCGAAGCGCATCATCA 134

Ai01B7000 Araip.B01 7000 p3 (TTA)16 48 21423851 21423898 TTGATGACGTGCTTCCTTTTT TGTTATGGTAATAATTTGGCCTG 134

Ai01B7003 Araip.B01 7003 c (AGA)5agcaa(GAG)7aaaa(AAG)560 21426538 21426597 AGGAGGAGATGGATGTGGTG TAGTTTACGCTGCGGGACTT 160

Ai01B7010 Araip.B01 7010 p3 (TAT)6 18 21433034 21433051 TCAAATTGGCTATCAAGTGTCG GGGATAAGTGCCCCATTACA 142

Ai01B7012 Araip.B01 7012 p3 (CAA)7 21 21440740 21440760 TTTGTCGAACCCGTAGGAAC TGCTAATTCATCTCCGGGAC 180

Ai01B7016 Araip.B01 7016 c (GAA)5tacaattaaagaaggtcattagtttgtttatagacaagaatgatgatgcgcttcggataagattttttgc(T)13atgaatttgagagtgggaagatttttgattctgctagattgaga(AAG)5157 21453169 21453325 GAGGAGAAAGACAACGCAGAG TGCTGAAAGTTCCAACCATT 257

Ai01B7020 Araip.B01 7020 p2 (AT)8 16 21458555 21458570 AGGGATCAAGGGAGCAGATT TAACGACTGAGTTCCCACCA 218

Ai01B7021 Araip.B01 7021 p3 (TCA)5 15 21466812 21466826 TGTCGTCACCAACAACACCT ACTTGCGTCTCGAATGAACC 263

Ai01B7022 Araip.B01 7022 c (GAG)6a(AAG)5 34 21467416 21467449 GTATGGTGGTGGTGACGATG TTTAGTTTACACTGCGGGGC 132

Ai01B7025 Araip.B01 7025 p2 (AT)9 18 21469040 21469057 CCGGGCTATTGAGCTTGTTA TCACTGGGTCATTGGTTCAA 261

Ai01B7029 Araip.B01 7029 p2 (AG)7 14 21476110 21476123 TCGTGAGACGGTACTGTTGG TCATGCCCTAAATTCGAACC 193

Ai01B7037 Araip.B01 7037 p2 (AG)6 12 21521043 21521054 AACGCTCACTTCATTCGGTC GCAAAGGGTTGGAGAATGAG 211

Ai01B7038 Araip.B01 7038 c (T)10ctttctttttttttgccacttttttttcttttc(T)1053 21523872 21523924 GCCTTGGATCCTTTTTACCC TGGATGAATGCTTGAACAGTG 275

Ai01B7042 Araip.B01 7042 p2 (TG)6 12 21537187 21537198 GAGCTCTTCCTCTCGCTCAA ACTCACCCCCACTCACTCAC 254

Ai01B7049 Araip.B01 7049 p2 (TC)6 12 21562426 21562437 AACCTCCTAACTTCTTATCTTTTCAA ATGAGATGGGGGAGGGATAA 266

Ai01B7050 Araip.B01 7050 p3 (CTT)5 15 21563993 21564007 ATATGGCCGAACCTTAACCC GCCCTCGAGCAATAAACAAA 169

Ai01B7052 Araip.B01 7052 p2 (AG)6 12 21572573 21572584 ACAGATGGAAGAGGGGGTTC TTTTTGTCTGTTTCTTATCTTTTTCAA 277

Ai01B7056 Araip.B01 7056 p2 (AG)6 12 21588795 21588806 TCAAGCTGATCCCTCCAAAG TGCATGCAAAAGGAAATGAA 198

Ai01B7057 Araip.B01 7057 p2 (CT)6 12 21607558 21607569 CACAGGATCTCCACCAACCT TTGGGAGGGAAAGTGTTTTG 226

Ai01B7058 Araip.B01 7058 p2 (AT)7 14 21614861 21614874 CATGCCGTAAAGCAAAGGAT GGCTTGTAGCTTCTTGTGCC 162

Ai01B7064 Araip.B01 7064 c (T)10catgcaagtgaattgtatttggttagtcttgtgtgaa(T)1259 21621977 21622035 TCAATGGAAGGCAATGAACA ATCCGATCCGATTAGTGTGC 228

Ai01B7065 Araip.B01 7065 c (TA)6ataaaattatatgttgtaatg(TA)747 21623431 21623477 TCTCGTGCTGATAACGTGTTG GCAGAATGTTGTTTTACATTCGTA 268

Ai01B7066 Araip.B01 7066 c (TA)7ataaaataatatgttgtaatg(TA)749 21627780 21627828 AAAATTTGATCAGAGTCTCGTGC ACATTCGTACATACAAAAACAACAG 275

Ai01B7067 Araip.B01 7067 p5 (TTATC)5 25 21634604 21634628 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAAATAGAGGAA 184

Ai01B7070 Araip.B01 7070 p3 (TCT)5 15 21644958 21644972 CAAAATCTCTTTCCCACCCA TTTAGAATGTTGCTCGCCCT 125

Ai01B7072 Araip.B01 7072 p3 (AGA)5 15 21659190 21659204 CTTGGAGGTGGAAGCTTTTG CTCTTTCCCACATAAGCCCA 227

Ai01B7074 Araip.B01 7074 p5 (TTATC)8 40 21679004 21679043 TAATAGCGTGGGCTGACCTT AACACGACCCAAGTCCAAAG 159

Ai01B7075 Araip.B01 7075 p2 (TC)6 12 21683548 21683559 TGACATACCTTTTCCCCCAA CGAAATATGTTGGTGGGTCC 188

Ai01B7078 Araip.B01 7078 p2 (TA)16 32 21693985 21694016 CTTAGACTGTCCTCCGACGC CACGAGTTTCCCTGGGTAGA 227

Ai01B7079 Araip.B01 7079 p2 (TC)7 14 21695640 21695653 GCTGGTGCAGGTCTCTCTTT ACCGATGTGGGACCTTACAG 276

Ai01B7082 Araip.B01 7082 p3 (TAA)5 15 21712508 21712522 AAGAGCGCGATGAGTGTTTT AACAACCGCCACTAATCAGG 108

Ai01B7084 Araip.B01 7084 c (TTC)5ctcttcctcttcttcttcctcttcctcttcctcttcctcttcttcttcg(T)1478 21716416 21716493 TTTTCAAAGCGCTACATTCA ACACCCAAAATTCGTTGCAT 222

Ai01B7086 Araip.B01 7086 p3 (AAG)7 21 21717070 21717090 TCCTCCTCATCTTCTACTGCG CGCTTCGAACCATTCTTCTT 280
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Ai01B7087 Araip.B01 7087 c (AT)9(AG)10 38 21717732 21717769 CCTATTGGGCTGCAATGAAT ATGAATTGGGGTGTTACCCT 275

Ai01B7088 Araip.B01 7088 p2 (TA)6 12 21718938 21718949 GGTCGTAGGTTCGAGTCTCATT TTTGCTCCCCGATATTTGAG 268

Ai01B7090 Araip.B01 7090 p2 (AC)16 32 21735256 21735287 TGCTAAGCATGAAACCATCG CCAACCCCTCTCTTCATTCA 187

Ai01B7096 Araip.B01 7096 p2 (AG)6 12 21758763 21758774 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 256

Ai01B7097 Araip.B01 7097 p3 (GAA)5 15 21786109 21786123 GGAAGGCCTGAAAATGTGAA AGTTCGTTTGGCGTGAGTCT 273

Ai01B7099 Araip.B01 7099 p2 (CT)9 18 21806195 21806212 CATGAACAAAGGCCATGCTA CACAGGAATTTGGTTTGAGGA 209

Ai01B7100 Araip.B01 7100 p2 (GA)6 12 21810271 21810282 AAAGAACCTGGGATTGAGAGTT ATTCTGAAGCCCTTTTTGGC 215

Ai01B7104 Araip.B01 7104 c (T)10cgtaa(T)10 25 21828565 21828589 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 150

Ai01B7105 Araip.B01 7105 p3 (AGA)6 18 21829946 21829963 TAGGGGCATTCATCTCCTTG CTCTACACTCCTCTTGGCCG 274

Ai01B7106 Araip.B01 7106 p3 (AAT)5 15 21830299 21830313 TTCGAATTTTTGAAGGTGGG TCTCCCCCTTTTCTTCCACT 264

Ai01B7107 Araip.B01 7107 c (T)10aaatcaaaaataaaaataagaataattagttaattaaaaagaaattttgaaaaagagagaagatattttcgaaaatt(AG)699 21830555 21830653 AGAATAAGATGGGAGAGGGATAA CTTCTTATCTTTTCAAAATTTGTTTCA 280

Ai01B7112 Araip.B01 7112 p2 (AT)6 12 21844993 21845004 TTGTAATGGGGCCAAGGTAA GCATTGCATTGCATGAGTTT 223

Ai01B7113 Araip.B01 7113 p3 (TTC)5 15 21851812 21851826 TCTTCTTGGCCGAATACACC AGTGGTCTTGATGGGCTTTG 258

Ai01B7115 Araip.B01 7115 p2 (AT)11 22 21862772 21862793 AAACCGCACAATTAAGCACA CAAATGGACAGGAATTGGCT 173

Ai01B7123 Araip.B01 7123 p2 (CT)10 20 21886129 21886148 AAATTTTAATCGGCCCCAAC GGCGACAACACATGACAAAG 266

Ai01B7124 Araip.B01 7124 p2 (CA)6 12 21889005 21889016 AGGTTTGGAGGCCGAGTTAT GAAAAGGTTGATGGTGGTGG 241

Ai01B7131 Araip.B01 7131 p3 (TTA)5 15 21897075 21897089 TTCACGTGCAGTTGTTTTCA TTGATGTGTACGTAGATTAGTTCCAA 206

Ai01B7132 Araip.B01 7132 p3 (TAT)5 15 21897228 21897242 TTGGAACTAATCTACGTACACATCAA TCAGATTAGCGATGATTTTTCG 265

Ai01B7133 Araip.B01 7133 p2 (GA)15 30 21900386 21900415 TCACACTGCTGCAAAGCTAAA TCATTACAGGTATTCCTCCCCTT 209

Ai01B7136 Araip.B01 7136 c (AG)20aaagagaa(AG)54156 21940707 21940862 TCTTTGGAGGTTTTTGGTGG TCCTCTTTATTTTGAAACATTCTCTTT 267

Ai01B7139 Araip.B01 7139 c (CTT)6ctcccgtg(CTT)541 21945977 21946017 CGAAATCGCTCTTGCCTAAC GAAGAAGAAGACGCTCCGTG 114

Ai01B7140 Araip.B01 7140 p3 (AGG)6 18 21947260 21947277 ACGAGAAGATGAACGCGACT TTCCTCTATACGCACGTCCC 211

Ai01B7141 Araip.B01 7141 p3 (TTC)6 18 21956072 21956089 GTCTCCCAGTCTCTGTCCCA CCACGATGAGAATGAAAATGC 180

Ai01B7142 Araip.B01 7142 c (TTC)6tttatttgatttttttgtttttattcttgttaagagagtaaaataagaagaaaattgagaaggtaaaac(A)1097 21956446 21956542 CATCTTCCAAGTAATTTTGCAGC TCATCTTCATCATTATCATCACCA 178

Ai01B7144 Araip.B01 7144 p3 (AAG)5 15 21957337 21957351 AATTGAACCACACCTCAGCC ACGCGGTTTGTGTCGTTACT 211

Ai01B7147 Araip.B01 7147 p3 (AAG)5 15 21959233 21959247 AATTGAACCACACCTCAGCC ACGCGGTTTGTGTCGTTACT 211

Ai01B7151 Araip.B01 7151 p3 (TCT)5 15 21964860 21964874 CGGTTCTTCTCCGTCTTCAC CCGCCATATTATGATCCACC 208

Ai01B7154 Araip.B01 7154 p2 (AT)8 16 21986372 21986387 ACTCGACCTGCGAAGCTAAG AGGCACCTTGTTGAGCATCT 236

Ai01B7157 Araip.B01 7157 p2 (AT)11 22 21999554 21999575 ATTTCAGAACAAGAACCGGA AAAAGTGCACGGAGGAAAAA 183

Ai01B7159 Araip.B01 7159 p3 (AGA)6 18 22003141 22003158 GGAGAAGGATGATGAGCGTC CTCTACACTCTCCTTGGCCG 164

Ai01B7162 Araip.B01 7162 p3 (TTC)5 15 22020431 22020445 GCCGAAACACAACCTCTCTC CGGTCTTAGGTGCCATCAAT 153

Ai01B7168 Araip.B01 7168 p3 (CAT)5 15 22061281 22061295 GACGAGTCTGAAGAGGCACC GAGCAGGTTCGAGTTTTTGC 256

Ai01B7169 Araip.B01 7169 p2 (CA)6 12 22066796 22066807 TGCAGTGATGAATCTCTCTCCT CGCACTTCAAATCTTCCCTT 280

Ai01B7170 Araip.B01 7170 p3 (ATT)41 123 22069187 22069309 TGCCCAATAACTTGCTTAATGA CACACGTTAATGGTGACCCA 280
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Ai01B7180 Araip.B01 7180 p2 (AG)6 12 22108928 22108939 TGAAGAGAGAAAGAGAAAGAAAAGC AATAGGGGCATAGGCTGAGG 101

Ai01B7184 Araip.B01 7184 c (A)10gtaaataataaaaaattatagaaaagtgatgaaaaatgctataaatactt(A)1070 22128754 22128823 AAAAATGCCCAAACTAATTAAAATC TGTTGATTTGTGATGACAATTTGTAG 257

Ai01B7188 Araip.B01 7188 p4 (TTAT)5 20 22132803 22132822 AAGGGGAGGTGTTGTGTGTC CAACTGCGGGATTATCCAAT 159

Ai01B7190 Araip.B01 7190 p2 (AT)7 14 22135354 22135367 GCGATTCTATAAACTGCCGC TTTTTCGTTTTACGATTTTACTTTT 220

Ai01B7192 Araip.B01 7192 p4 (AAAT)6 24 22141537 22141560 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 150

Ai01B7193 Araip.B01 7193 p2 (AG)6 12 22149532 22149543 CCTGGGATCGAAAGTCACTC CATCCATTCATGAGGAGGCT 140

Ai01B7195 Araip.B01 7195 p3 (TTG)16 48 22154399 22154446 GGTGTCCGATACATTAGCCG TTTTCATTTGTCCTATTAAACCATCA 241

Ai01B7199 Araip.B01 7199 p2 (CA)7 14 22165888 22165901 CACCTGCAGGGAGGTATTGT GGGTTTAGTGGCCTTGTTCA 232

Ai01B7200 Araip.B01 7200 p2 (TA)7 14 22178011 22178024 AGGTGCAATTTGGAAGAAGC TGCAAATTCTTTAAAGTTGTGCTAA 237

Ai01B7203 Araip.B01 7203 p3 (AAT)5 15 22180736 22180750 TCAAACCGAAGCAATTAGCC TTGAATTTGGGGCAGAAAAA 196

Ai01B7212 Araip.B01 7212 p2 (AC)6 12 22202087 22202098 TCTGCTTCCTAGATCCCTCA GCTGAACACCATGTGCAACT 222

Ai01B7215 Araip.B01 7215 p2 (TA)7 14 22212234 22212247 TTGGACAGGTTAGGTCCTGG GGAAACATAAGCACACACATTCA 189

Ai01B7222 Araip.B01 7222 c (TC)6tgtctctctc(TGTGTA)6tgtgtgtgtttg(TA)1090 22221048 22221137 TTTGTTCATAACCCAAGCAGC CACAGCCTTCAAGCACCATA 148

Ai01B7223 Araip.B01 7223 c (CTA)10(CTT)13ctatagcagttgttggtgttgttgcaatcttct(TCC)5117 22221955 22222071 CCTTTTCATCCCTTCTGCCT GCCTGCCTCTACCATCTTTTT 263

Ai01B7224 Araip.B01 7224 c (CT)11caaatgcatatacacacacgcactaaatttggtgttggtgttggtgttggtgcttgc(GAT)7100 22222378 22222477 GTTCATGATGATGCCCAATG GTGACGTTCATCAAAACCCC 233

Ai01B7229 Araip.B01 7229 c (GT)6gcgcgcacacgcatatgccgcacgtgtgtg(TA)960 22229061 22229120 TTTTGTTCATAACCGGAGCC TTCATAGCCTTCAAGCACCA 174

Ai01B7230 Araip.B01 7230 p2 (AT)6 12 22230788 22230799 TCACGAGCTGGCTCAAATAA AGCCAAGCTTGAGCCTAAAA 241

Ai01B7233 Araip.B01 7233 p2 (AT)11 22 22232130 22232151 TGAACCTGGGATTGAGAGTCA CGGCCCAGAGAACACATATT 208

Ai01B7235 Araip.B01 7235 p2 (AT)7 14 22235909 22235922 TTTGTTACACCGAGCTTCCA TCAAACCAAAATTCGTTCACC 274

Ai01B7239 Araip.B01 7239 c (TA)6tgatgtgttgatagaaaattgtcaggaaaaggtattttctaacttgattttgagtcttttcagaatagataagaatgaatatgataataattgg(TGA)6124 22258993 22259116 GGGATGAAATGAATAGATCGAA GCAATGGGTAATACCAAATATGAA 269

Ai01B7240 Araip.B01 7240 p3 (TGA)6 18 22259627 22259644 TGGCAGTGGAAGGTATTTTCT GCAATGGGTAATACCAAATATGAA 127

Ai01B7243 Araip.B01 7243 p2 (CT)6 12 22266365 22266376 TTGTTTCTTATCTTTTTCAAAACTACC GGAGGGTTGAGATGTGAGATG 280

Ai01B7244 Araip.B01 7244 p3 (TAT)5 15 22266706 22266720 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 264

Ai01B7245 Araip.B01 7245 p3 (TTC)5 15 22268392 22268406 ACACTTCTTGGCCGAAACAC GCTTTTGTCTTCCCTTTCCC 202

Ai01B7246 Araip.B01 7246 p2 (AG)6 12 22280757 22280768 GCCAAAGGGGGTTTAAGTGT AAACATTTCCCTCCCAAACC 123

Ai01B7248 Araip.B01 7248 p2 (AT)10 20 22287539 22287558 CCTTGGTGTTTTTCCTCCAA TTGACCAAATCAACCGAATG 177

Ai01B7251 Araip.B01 7251 p2 (AT)23 46 22303883 22303928 TAACGCCAGGATTATGGAGG TGAAAAGAAGTTGATGGAGAATGA 219

Ai01B7253 Araip.B01 7253 p2 (CT)7 14 22311399 22311412 AAAAGGAACATTGAACCTGGA TGGGAGCAATTTCTAGGCTG 267

Ai01B7254 Araip.B01 7254 p2 (GT)7 14 22320021 22320034 TGGGGGTTTCTTCTTCTCCT AATTTTAAAGGTTTGGCCCG 183

Ai01B7258 Araip.B01 7258 p2 (TA)7 14 22329298 22329311 AAGCTTGAGCCTGGAATTGA GACGACCGGGCTATTTATCA 249

Ai01B7261 Araip.B01 7261 c (TTA)5ttgttgttgtta(TTG)542 22330572 22330613 TGCCGCACGTGTGTATAAAT AGACACGCACATCACTTTCG 280

Ai01B7262 Araip.B01 7262 c (TCT)7ccttctattccatcctcttcactgttaccacaacttgc(TAT)1089 22331544 22331632 TTTGATGTGCCCAGTGATGT TCCTCAACCTCCACCATCTC 253

Ai01B7264 Araip.B01 7264 p2 (AT)7 14 22338944 22338957 TGGTGTTGAGATTTTGGCTCT CAATCAAGCTCCAATCCACA 208

Ai01B7265 Araip.B01 7265 c (A)15ttaaaaat(TA)6actaaattagtattaata(T)1164 22350254 22350317 TGCTTGATTGTTTAGATTAGGCA AACGCACCATGTGGTAAACA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B7266 Araip.B01 7266 p2 (TC)6 12 22352428 22352439 ACACGTGCCTGACGCTAAC AAAAACCCTTAAGCGAAGCG 250

Ai01B7268 Araip.B01 7268 p3 (GCG)5 15 22359745 22359759 ATGACAGCAACGCTCAACAC AGAGAGCCGAGTAGGGAAGG 182

Ai01B7269 Araip.B01 7269 p2 (TC)7 14 22363129 22363142 GAAATTCACAAAAGGTGCCG AAAATCCAATCCACGCTCAC 278

Ai01B7272 Araip.B01 7272 p2 (AT)12 24 22376242 22376265 TCTCGTCGTAAAGCAAAGGTT TTAAACTTTTCGAGCCGTGG 254

Ai01B7273 Araip.B01 7273 p2 (TG)8 16 22379285 22379300 CGGAGCACTGTAGCTCAAGA GCCCAAGCCCAACATATAAA 165

Ai01B7274 Araip.B01 7274 p2 (AT)9 18 22383322 22383339 CACCGGATACATAAATGCCC TGGCTCTTGAAAGAATGATGG 212

Ai01B7280 Araip.B01 7280 p3 (AAT)17 51 22421690 22421740 TTTTATCTGGCGGCTTGAGT TCCTTCATGCATAATGCCTTC 240

Ai01B7282 Araip.B01 7282 p4 (AAAT)11 44 22424237 22424280 AGCGGAAAGCAAATTGAAGA TTTGCTCCCAAAAACAGGAT 248

Ai01B7285 Araip.B01 7285 p2 (GT)7 14 22430641 22430654 TAATTGGTCACCCCGATTTC AATCTTTCACACACACACGC 105

Ai01B7287 Araip.B01 7287 p2 (AT)9 18 22449972 22449989 CAATTACAAAGTAACAATTAAGCACAA TTCTACTTTCATTTTCGGTACGC 272

Ai01B7288 Araip.B01 7288 p2 (CT)7 14 22459960 22459973 CAGAAATGAATGCAAAGGCA TGGGGTGTATGGATGTGATG 203

Ai01B7289 Araip.B01 7289 p2 (AT)6 12 22466194 22466205 CCCCTAATCCTTTCCCCATA ACAAGCGAAGCGACAATACC 235

Ai01B7297 Araip.B01 7297 p2 (TA)7 14 22488028 22488041 TGAACTCAGTTGGAGTTTCCTTC CGAATGAGTGTGATGCGATT 217

Ai01B7300 Araip.B01 7300 p3 (TTC)5 15 22510054 22510068 CCTAACCCCTCTCCCTTCAC GTGGAAGCTTTTGTCTTCGC 275

Ai01B7302 Araip.B01 7302 p6 (AAATAA)5 30 22516497 22516526 TCTCTGTTTTGTGTGCCGAG TGAAGGCAACATTGAGCAAG 242

Ai01B7303 Araip.B01 7303 p2 (AT)7 14 22524663 22524676 CCTTCTCCTTCGGTGTATCG ATCCAATTTGGCCATTCGTA 133

Ai01B7304 Araip.B01 7304 p2 (AG)6 12 22524884 22524895 TACGAATGGCCAAATTGGAT ATCCCCTTTTCGTTTTGTCC 271

Ai01B7305 Araip.B01 7305 p2 (AG)9 18 22526838 22526855 TGGCCAAATTGGATTGAGAT CCCTTTCAAATCCCCTTTTC 280

Ai01B7308 Araip.B01 7308 p2 (TA)6 12 22531956 22531967 GCCCAATTATTATAGTACCAATTTCC TAAGGAGAACCAGCTGCCTG 231

Ai01B7310 Araip.B01 7310 p3 (ATA)5 15 22532749 22532763 AAGGAGCTCGAACTGGAAAA TTCCATTTCAGTGGGTAATTGA 175

Ai01B7311 Araip.B01 7311 p4 (TTTA)6 24 22560650 22560673 CCATGATGGAGAAAGGGAGA TTTATTTGCAATCCGCATCA 254

Ai01B7313 Araip.B01 7313 p3 (TTC)5 15 22566274 22566288 CGCAGACTCCATTCTTCTCC GAAAAAGAAAATTTACACCAATGGA 225

Ai01B7315 Araip.B01 7315 p2 (TA)7 14 22623909 22623922 TGACGTGAAAGCACCTCAAG GCGCTTTTCTGTTTAACGCT 161

Ai01B7316 Araip.B01 7316 p2 (AT)7 14 22624133 22624146 CTTCTGACTCAGCTTGCGAA TTCAGATGCAAGACGTGAGG 276

Ai01B7317 Araip.B01 7317 p3 (TTC)5 15 22629465 22629479 CACACCCTCCCTTCACTTGT ACCATCATGCATTGCAAAAA 245

Ai01B7325 Araip.B01 7325 p5 (AAGAT)5 25 22703811 22703835 GCTCTTCACAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 225

Ai01B7327 Araip.B01 7327 p2 (TC)7 14 22725088 22725101 TCATTGTTTCCCTGTACTTTTTCA TCCATAGATCTTGCACGCTATC 259

Ai01B7329 Araip.B01 7329 p2 (AT)7 14 22745813 22745826 AGTCCGTGAAGTCAAGGCTG CCTCCGGTTCTCATTCCATA 280

Ai01B7330 Araip.B01 7330 c (TA)10tgaccgccttgactttctttattattatgtgtaaaccgccttgggtttctctat(TA)686 22747515 22747600 CAAAGCCGAAAGTTCGAAAG TCATTATGCATTAGGTTACGTGTG 192

Ai01B7335 Araip.B01 7335 c (T)10attttgcacttggggaatttttgtatccccttatttgagtactgaaaatataaa(ATT)579 22760096 22760174 ACCCAAGCTTTTTCCCACTT GGAAGCATGCTCATGTGAAA 217

Ai01B7340 Araip.B01 7340 p3 (TTA)6 18 22772632 22772649 TCCTAGTGTGTTAATCGCCAA CGATTTCCTATAATCATGCAGC 117

Ai01B7347 Araip.B01 7347 p2 (AC)19 38 22800731 22800768 TAGCTTCTGGGATTTGTGGG GACCCTCCAAGCTCAATCAA 244

Ai01B7349 Araip.B01 7349 p3 (TAA)7 21 22811873 22811893 GATCCTGCGAAGCGAAGTAG GAGCGTTGCGCTTTTTATTT 279

Ai01B7351 Araip.B01 7351 p3 (TTA)16 48 22827872 22827919 GCCAACGGTTATACAGGAGC CACATCAGCTCAGTTCATACATCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B7353 Araip.B01 7353 p2 (AC)10 20 22843076 22843095 ACTAGCAGCCACCACCTCAC CTCCCTTTTCCCCTGTTTTC 116

Ai01B7354 Araip.B01 7354 c (T)10gtaattttttaaaagtattattggttgttaacaacaaaaattac(A)1064 22852295 22852358 TGCAAGCATAATTAGAAAATTTGG CCCCAAACATTAGGGACAAA 215

Ai01B7356 Araip.B01 7356 p4 (TATT)8 32 22859148 22859179 TACACCACTTACCGTTGCCA CCATCAATTTGAGAGACACCA 194

Ai01B7360 Araip.B01 7360 p3 (GAG)5 15 22866317 22866331 GAGAGTGCAAGGCCATAACC CAGAGCTCATGAATGGCAGA 198

Ai01B7362 Araip.B01 7362 p2 (TA)6 12 22874625 22874636 CTTAACCGGCCTAAACTTCG ATCGCGAATGGATAATGCTC 159

Ai01B7372 Araip.B01 7372 c (A)11tatcttttctaactatttttaagccatattttcgaatttttttttataaaaattcagatttcaatttcaaaatttttcaaatcttaaccttttaagattt(A)11122 22927803 22927924 AACTTTCGAAAACAAGGAGCA TGAGTTGAAAAGATTTTAAGAAGGAA 268

Ai01B7377 Araip.B01 7377 c (TC)8accactaaccaacacctcttcgctt(TC)653 22994613 22994665 ACTCCACCAACCACCATCAT AAGCACAAATACGGGAGAGA 234

Ai01B7378 Araip.B01 7378 p2 (AT)6 12 23012072 23012083 TAAGGTTCCACGCTTCACCT TGTTTCTCGCAATATGACGC 220

Ai01B7380 Araip.B01 7380 p2 (TA)6 12 23015396 23015407 CACAAAATCCAGTGAGGGTTC GGAATGTCATGCAATGCAAC 277

Ai01B7381 Araip.B01 7381 p2 (TC)7 14 23038873 23038886 TTAACGCCAGGATTGGTAGC ATAGGTGAGGGGTTTTTGGG 181

Ai01B7384 Araip.B01 7384 p5 (TTATC)5 25 23051809 23051833 CGAGATCGGCCTACAGTTTC TCAAACCATCCGACCTCTTC 243

Ai01B7385 Araip.B01 7385 p2 (AT)6 12 23058744 23058755 AGAACTTGGTTGGATGTGCC CACGTCTTTTTCATAGAGGCAA 265

Ai01B7386 Araip.B01 7386 p2 (GT)14 28 23063687 23063714 TGGGAATTATGGGTTAGGCA TTTCAAGGTTGTAATGGGGC 164

Ai01B7388 Araip.B01 7388 p2 (GT)17 34 23076857 23076890 GGGAACAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 267

Ai01B7390 Araip.B01 7390 p2 (CT)6 12 23094014 23094025 ATTCAAAGAAGAGCTCGCCA AAGCAAACTTTTGGCACGAG 251

Ai01B7395 Araip.B01 7395 p3 (TAT)5 15 23109667 23109681 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 252

Ai01B7398 Araip.B01 7398 p3 (GAT)5 15 23123116 23123130 TGACTGCCTCTTTCTCACGA TGTTGAGGAGAGGGCTTTGT 260

Ai01B7410 Araip.B01 7410 c (T)12ccaaaaagggtgttcctgaagggaattttaatgaggcaccatagcaaggggctaagggtaat(A)1084 23164062 23164145 AAAGTGAACTTTGCTCTCTGGTG TTCATCTTGCCAACCACTCA 277

Ai01B7415 Araip.B01 7415 c (GA)16aagagggg(GA)1264 23190141 23190204 GGCTCATAACGACGGTGACT GCCTACCCCTTCATAGCTCC 261

Ai01B7417 Araip.B01 7417 p3 (ATT)5 15 23192215 23192229 TTTGATTCATTAATTTATAAGGTGCAT AGAGATTCGTTCAGCTGCTAAT 208

Ai01B7418 Araip.B01 7418 p2 (TA)6 12 23196679 23196690 TGGCTTTGTGTCTCTCAACG GAAGACAACCTCGAGAACCG 173

Ai01B7419 Araip.B01 7419 p3 (ATT)6 18 23200096 23200113 TCTAAATGGGTGGACAAGCG AAGGAGATGTGTCAAAGGGC 237

Ai01B7421 Araip.B01 7421 c (CT)19tnnnnnnnnnnnnnnnnnnnnnnnnnnnatgcctcttaaaga(AT)794 23204084 23204177 CCCCAAACCCTTCTCTTCTC GTCCAAGTTGAGTCCAAGCC 152

Ai01B7424 Araip.B01 7424 c (CT)8tttctaaaaaatgaggctgattgcctaaaga(AT)1169 23215268 23215336 CCCCAACCCTTTCTCTTCTC GTTGGGCCAAACAGACCTAA 168

Ai01B7429 Araip.B01 7429 p2 (CT)7 14 23229069 23229082 TGAGTCAAATCAAATTTTCAATTCT AGAATAAGATGGGAGAGGGAGA 271

Ai01B7430 Araip.B01 7430 p3 (TAT)5 15 23229408 23229422 TCGAAAATTCTCCCTCTCCC ACAAAGAGGAGGGCACAGAA 208

Ai01B7431 Araip.B01 7431 p2 (CT)8 16 23241450 23241465 GCTTCCTCACTCTCCTCTGC GGTTTCCCCAAACTGCTACA 136

Ai01B7435 Araip.B01 7435 p3 (ATA)12 36 23262566 23262601 TCTTCTTCTTCCTCGCTGGA TCCGTCTCCTCCTTCGTAGA 244

Ai01B7447 Araip.B01 7447 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaaaaaagaat(AGA)587 23333042 23333128 TAGCGGTTTCTCTGGCCTTA CCCATCACCTCTTCACCACT 242

Ai01B7449 Araip.B01 7449 c (TA)16tgactccttgagaatgag(TA)33116 23339291 23339406 TGTTTTTCTCTCCCATTTCAA CTCAACACACAAATCACGGC 240

Ai01B7450 Araip.B01 7450 p2 (AG)7 14 23343267 23343280 TAAACAGAAAATGCTGGGGG CTGAATTGGAGAAGGAACACG 195

Ai01B7451 Araip.B01 7451 p3 (GAA)5 15 23345714 23345728 CTCGGAGGTGGAAGTTTTTG AGCCCTCCATTCTTCCTCAT 256

Ai01B7452 Araip.B01 7452 p2 (AG)6 12 23348673 23348684 GCAGAGATGTGAGGTGAGGAG TTTTCGTTTGTTTCTTATCTTTTTCA 275

Ai01B7454 Araip.B01 7454 p3 (AAC)7 21 23358359 23358379 CCATAGCATGCACCCTTTTT TAGCCTATACCCCCTCGACC 262
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Ai01B7456 Araip.B01 7456 p4 (ATTT)5 20 23369573 23369592 TTGGGGTAATTTTGTCCCCT GGGAAAATGTAGGAACTTGGG 197

Ai01B7457 Araip.B01 7457 p3 (TAA)6 18 23384027 23384044 AAATCCGTTTCGTTACGTCG AAACTTGAAAGCTCAGCCCA 170

Ai01B7458 Araip.B01 7458 c (T)10agaattttgtg(A)1031 23403997 23404027 GCTTGGTGGTTTTCCACAAT CCAACCAAATGCAGGGTTAG 241

Ai01B7460 Araip.B01 7460 c (AG)20taagaaagagaa(AG)664 23407439 23407502 TTGCTTAACCAAAAGCAACG CCGAGTTGCATGTATGAGGA 265

Ai01B7461 Araip.B01 7461 p3 (CTG)5 15 23417533 23417547 GGGAATGGTTCTGATGCCTA CCCATTTTGTCATCAAGGGT 253

Ai01B7462 Araip.B01 7462 p2 (AG)6 12 23418512 23418523 TACCAATACCCGATCCAAGC CCGAGTTGCATGTAAGAGGA 273

Ai01B7468 Araip.B01 7468 p2 (AT)11 22 23442108 23442129 ATCCAAGCAAAATGCAAATG GGACCGTGCAACGATTAAGT 235

Ai01B7470 Araip.B01 7470 c (A)15c(A)13 29 23446053 23446081 CGTGCAGTGTGCATAATCAA CGAATTTGCATGGCTCTTTT 243

Ai01B7473 Araip.B01 7473 p2 (AG)8 16 23467469 23467484 CATAAAACCTGGATTGAGAGTCA AGCGAATTCTGAAGCCCTTT 221

Ai01B7474 Araip.B01 7474 p2 (AG)11 22 23475706 23475727 CATAAAACCTGGATTGAGAGTCA CGTGATAGATGTCACGCACC 267

Ai01B7478 Araip.B01 7478 p3 (AAT)5 15 23494295 23494309 TTATTTTCGGCTGCCATCTC CCAGTGCACTTGCTGGTTAG 258

Ai01B7480 Araip.B01 7480 p2 (AG)18 36 23505772 23505807 CCAAACATAGTGCAAAGCGA TTTGGCTTGATTGGGAAGTC 252

Ai01B7481 Araip.B01 7481 p3 (GGT)5 15 23506511 23506525 TTTTTGTCGTCTAGTGGGGG ACAACCCCAAAGTACCCCTC 238

Ai01B7483 Araip.B01 7483 c (AG)9aaagagga(AG)7aaacaaaatgg(GA)1173 23508240 23508312 GGGAAGGAAAGAAAGAGGAA TTTTTCTCCCCTCTCCCTTG 198

Ai01B7485 Araip.B01 7485 c (AG)6ataggaagagagacg(GA)10ggagagaggagagagaggatg(GA)7ggagagaggggaaaagagagagagaagggagagaggggggaaaaagag(GA)6ggaagagagacgggaagggaaagg(GA)7t(AG)7atgg(GA)6211 23508878 23509088 GAGGGAGAGTGAGAGAGGGAA TGAACTGAAACTGCACTAAACTCC 277

Ai01B7488 Araip.B01 7488 c (TA)7attcgtacctgagtttgccagatctc(TCT)555 23512608 23512662 GGGCCATTCGATTTGTGTTA AGGAGGAGAGTTCTGGAGGG 157

Ai01B7489 Araip.B01 7489 c (A)10gaagaagaaaaagagaaagaaaaaaaataaaaaagggggacaaatgttacctc(A)1073 23513818 23513890 CATGCATTGAATGTTGAACC ACCCATTATTCCCTTTTTCAA 200

Ai01B7497 Araip.B01 7497 p3 (TTA)6 18 23544769 23544786 ATGCTTCACAAGCAAAAGGC TGATCTCCCAAGGGAAAATG 241

Ai01B7500 Araip.B01 7500 c (T)10gctgttttttcttgcttcaagaatcaa(T)1249 23551686 23551734 AGGCCCTCCTAACCATTGAT TGAAAGAATGATGGAAAAGGTG 223

Ai01B7502 Araip.B01 7502 p2 (AT)7 14 23559035 23559048 GATAGCAAAGATTTTTGAAAATTGA TTGGGTATTCGAATTGTTCTTG 228

Ai01B7503 Araip.B01 7503 p2 (AG)7 14 23562033 23562046 GGGTTTTTGGGGAAGAGGTA CATTTAATGCCAGGAATGGG 237

Ai01B7504 Araip.B01 7504 c (A)11gaatgctagaagagaagaagaagaggattctctatgtcagagtatagaggtcctttgttagagggagatagatcaagaag(A)10101 23568132 23568232 AAGAGGGGTTCTTCATCCTTG TTTCATCTCCATTTCCCTCTC 228

Ai01B7511 Araip.B01 7511 p2 (TC)14 28 23592720 23592747 TCTCTTTCCCCTTTCTTCCTTC CTGAACCAAACGACTTTGTCA 279

Ai01B7512 Araip.B01 7512 p2 (TG)10 20 23596315 23596334 GTGGATCCCTCTTCTCCCTC ACCCCAAAATCTCCAATTCC 191

Ai01B7513 Araip.B01 7513 p2 (TA)6 12 23600836 23600847 TGTCCATTCAACTAGCACCG TGCATGTTGCTCACTGTTCTC 275

Ai01B7520 Araip.B01 7520 p3 (TAC)5 15 23612399 23612413 AACACGAGAATGGATAAGGAACA CTGACGATCCCTTTTTCAGG 190

Ai01B7521 Araip.B01 7521 c (TA)7(T)10cttttcttttttttattattc(TA)8(T)1071 23619152 23619222 CTCATGCATTCCCTTTCGAT TCTTGGGAATTGGAAACACA 262

Ai01B7523 Araip.B01 7523 p2 (AC)7 14 23620256 23620269 AAGGAAGCGTGAATTGTTGG TTGCTTGAATGCTTTTATGCTT 267

Ai01B7525 Araip.B01 7525 p2 (TA)8 16 23628341 23628356 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 219

Ai01B7531 Araip.B01 7531 p2 (TA)8 16 23667711 23667726 CCTGGGAAGCGAAGTATTCC GAAAGCCAAGGAAACAGCAT 261

Ai01B7532 Araip.B01 7532 p2 (TA)9 18 23667934 23667951 CGCTTTTTGTTTTGCGATTT CCCAGAGTATGTCCAGAGGC 239

Ai01B7533 Araip.B01 7533 p2 (TA)21 42 23673792 23673833 TTCGGAAAAGAGTTGAGCAAA AGGTAGTTGGGCTTTTTGGG 180

Ai01B7535 Araip.B01 7535 p3 (CTT)5 15 23675008 23675022 CTTCAAAACCGAAGCCATGT TACTGATCAATGCTCCGTGG 216

Ai01B7542 Araip.B01 7542 c (ATT)15cccactccttgatcttctgattctgcaatgtgttcctccaacacaggtggtg(GTT)6115 23694767 23694881 CTTGCGGTTGTTGTTGTTGT GGGTACAAGTCAAGGAAAGCC 246
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Ai01B7544 Araip.B01 7544 p3 (TAA)12 36 23697578 23697613 TGCTTTTAGAAGTTTTTCCTTCG CCTTTGAATAAGCACGCTCC 241

Ai01B7547 Araip.B01 7547 p3 (AAT)5 15 23700062 23700076 CACATAACAGTCCTCCATCCAA CCTATTTTTCAAGGCTCCTAGC 261

Ai01B7548 Araip.B01 7548 p3 (ATA)11 33 23700212 23700244 CACATAACAGTCCTCCATCCAA CCTATTTTTCAAGGCTCCTAGC 261

Ai01B7549 Araip.B01 7549 p2 (AC)15 30 23702253 23702282 TGCCGAAGTTCGTTAAAATCA TTTGGTGCTTGTTGGATGAA 272

Ai01B7550 Araip.B01 7550 p3 (AAT)47 141 23706494 23706634 GGTGGCAAGGTATTACGTCC GCGCTTTTTATTTTGCGATT 248

Ai01B7555 Araip.B01 7555 p3 (TGG)5 15 23725048 23725062 TTGGTTGGTGTGATGCAGAT TTTGGACAAAAATACCCCCA 181

Ai01B7557 Araip.B01 7557 p2 (TA)6 12 23727094 23727105 ACACCCTACCACACAGAGCC GCGCTTTTCAATTTGACGAT 167

Ai01B7558 Araip.B01 7558 p2 (AT)20 40 23727429 23727468 CCGGCCCGAGCATATAAGTA GGGTTTTTCGGGTTTTCCTA 276

Ai01B7559 Araip.B01 7559 p4 (TTTA)6 24 23747604 23747627 GGGTTAGCATATGACCCCAG TCCTCACCACTTTCTCTCCC 205

Ai01B7564 Araip.B01 7564 p3 (AGA)6 18 23767900 23767917 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 237

Ai01B7565 Araip.B01 7565 p3 (TTC)5 15 23780921 23780935 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai01B7566 Araip.B01 7566 p2 (AG)6 12 23785906 23785917 GGTATTTGGGGAAGGGTGTT AGGGGAGAAAAGCTGACGTT 209

Ai01B7571 Araip.B01 7571 p4 (TTTC)5 20 23805868 23805887 GTCGCGTCGTTCTCTTCTCT TAGCACTCCACCCAAACACA 261

Ai01B7573 Araip.B01 7573 p2 (TA)8 16 23815471 23815486 GCTGCGCCACTCTGATAGAT TGTTCCCTCGCCTTTATCTT 256

Ai01B7574 Araip.B01 7574 p2 (TC)6 12 23820703 23820714 AGACAACAGTGACGGCACAC GAGGAGGGGATGGAAGAGAC 254

Ai01B7575 Araip.B01 7575 p2 (CT)12 24 23832847 23832870 TCACACCTCCTCCTTTGTCC TTTCTCCTCCACCACCATTC 279

Ai01B7583 Araip.B01 7583 c (TA)6(TG)31 74 23851124 23851197 TTGTTGTTGTCGTGATGTTTTG TTTAAACCGTATAACTGCTCCAA 277

Ai01B7587 Araip.B01 7587 c (T)10atttcataacgacaaaaccatcttctcatttcgatttcaagagttgttcaggaattgtatagttaacgtg(TA)10100 23860839 23860938 TGCACTTTGATCGACAACAA ACCTTGAATTGGAATAGACATGA 264

Ai01B7588 Araip.B01 7588 p3 (TTC)5 15 23861511 23861525 TTCACCAAGCATCCAAACAA CAGATGGAGGAGAGCCAGAG 229

Ai01B7593 Araip.B01 7593 c (A)10cttgatgctaccatcggaattacccgacagtaaagatcatccagtttagt(A)1070 23869899 23869968 GCATCATTTTGTTCCTTCGTG ACTTCGCGCTGCATTACTGT 273

Ai01B7594 Araip.B01 7594 p2 (AT)7 14 23871673 23871686 TGGTAAATCCAACAGCGCTTA AAACAAATTTTGGATGTGTATCAA 227

Ai01B7600 Araip.B01 7600 p2 (AT)20 40 23895203 23895242 TTCCTTCTCCCCAAATTGTTT CGATTGAAACAACACACAACA 278

Ai01B7606 Araip.B01 7606 p2 (TA)6 12 23936517 23936528 TTCCCTCGCCTTTAGTTTTG AATGTTACACTTCCGGCTGC 247

Ai01B7607 Araip.B01 7607 p2 (TG)18 36 23948533 23948568 TTCCCTCGCCTTTAACTTTG CTGGCTGCACCACTCTGATA 274

Ai01B7608 Araip.B01 7608 p3 (TAA)34 102 23948832 23948933 AGCCAGAAGCGTGACATTTT GGGTGCGGTGAGTTTACAAG 250

Ai01B7609 Araip.B01 7609 c (GT)8(AT)7 30 23966844 23966873 GGCACCGTTTAGAACCAAAA GATCCGATCCACAGATTCGT 133

Ai01B7614 Araip.B01 7614 p2 (TA)6 12 23980856 23980867 GTGGTCATCCTCCAAAATCC TTGCCTCTCTTGTGTTGCAT 269

Ai01B7615 Araip.B01 7615 c (TC)9tg(TC)6 32 23983640 23983671 TTCAAACGTGAAACCCTTCC GGTGATAGAGGCGGCAGTAA 212

Ai01B7616 Araip.B01 7616 c (AT)7aagtagtatcgtatgtaaaagaaagagagaagaatata(AG)868 23995334 23995401 AATTGTTGTGTGCAAAATGC GAATGGAGCTCCCAAGTCAA 212

Ai01B7622 Araip.B01 7622 c (CT)6tctctctctctttctctctctctttctcttgctctctctcctctcactctctt(TC)779 24013010 24013088 ATTCAAACACAAACCCGTCC GATGCTAAAGGCATGGTGGT 264

Ai01B7625 Araip.B01 7625 p3 (GAG)7 21 24022205 24022225 TGCTGTCCACAATGTCCCTA ACGTCCCTATCAGCACCAAC 247

Ai01B7626 Araip.B01 7626 p4 (AAAG)5 20 24025065 24025084 ACACAACAGAATGGGGAAGG TGAATGGGAAAGGAGAAACG 157

Ai01B7631 Araip.B01 7631 p2 (CT)6 12 24042898 24042909 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 278

Ai01B7632 Araip.B01 7632 c (CT)6ccatat(TTC)636 24045372 24045407 CTCTACACTCCTCTTGGCCG TAGAATATTGCTCGCCCTCG 111
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Ai01B7634 Araip.B01 7634 c (A)10gagaaaacaatatggaaaagaaaagaaaaaaaaatatagaaaaagaaagaaaag(A)1276 24059705 24059780 TGGAATCAAACATGAAGGCA AAAGTCCATTCGCCAAAATG 167

Ai01B7635 Araip.B01 7635 c (A)10gaacattgc(A)1231 24082712 24082742 TGAAGCAAGAAAAAGCAGTGAA TTGATACCTTCACGCCACAA 243

Ai01B7638 Araip.B01 7638 p3 (AAT)6 18 24096328 24096345 CATGGGCTTTTTCACAAACA TCGAGTCATTATCCCTCACCA 153

Ai01B7640 Araip.B01 7640 p2 (TC)12 24 24111209 24111232 CTTCTTATTCTTCGCCGAGC ATGTTGCAACGACGAGTCTG 269

Ai01B7641 Araip.B01 7641 c (A)10cgcatacaattataaaagaagtaaatctatcctctttttttatttttaaccatcgttttagatttta(T)1087 24116966 24117052 TTGTGGATTGTGATAAAAACGC TGTGGTATGATTTGATTGAAAGAG 240

Ai01B7642 Araip.B01 7642 p2 (AG)6 12 24137688 24137699 TCAAATCATAACATGGGAAGGA AGAGAGCTCGCCAATTTTGA 214

Ai01B7645 Araip.B01 7645 p2 (TC)8 16 24150281 24150296 GCCGGTAAATCTGACGGTAA AACCAACATGGCATAGGGAG 217

Ai01B7646 Araip.B01 7646 p3 (TAA)5 15 24151177 24151191 CATAAAGTTGAGGTGGCAAGG TATATTTGCTTTGGCCGGTT 224

Ai01B7647 Araip.B01 7647 p2 (AT)7 14 24151363 24151376 GCAAAGCTTCTGACTTGGCT CTGGAATTTCCTCTGCAAGC 151

Ai01B7649 Araip.B01 7649 p2 (TA)9 18 24167468 24167485 AAAACACCAACAGAAAGGCG GACTCGTGGAAGCGAAGAAC 181

Ai01B7653 Araip.B01 7653 p2 (AT)6 12 24195143 24195154 AGTTATATTGGTGCAGCGTGT AATCATTTCCTGAGCGTTGC 202

Ai01B7654 Araip.B01 7654 p2 (AT)9 18 24195367 24195384 GAAAGCCAAGGAAACAGCAT AGACGTCTGGATCTTGGGAA 277

Ai01B7657 Araip.B01 7657 p2 (AT)6 12 24208803 24208814 GATAACGACAACTGACCGGA GCATCATTTTGACAGCCTACAA 246

Ai01B7665 Araip.B01 7665 c (A)10caagtctactcatttaacttgtcattttagatgagtcgagtcaaatcaaaatgttttcttggttcatcc(A)1190 24244974 24245063 TTTTCGTTGTTTAGTCCCAAAA CAACTTGTCACGAGGAACGA 255

Ai01B7668 Araip.B01 7668 p2 (AT)7 14 24260397 24260410 AAAAGAATATTTTAAACATGTCCAACT TGCTGCGTTGCCATTATATC 104

Ai01B7674 Araip.B01 7674 p3 (GAA)6 18 24264959 24264976 GCCGAAAGCTTTTCAGTGTC TTGACAACGCTTCACTCCAC 220

Ai01B7677 Araip.B01 7677 p3 (ATA)6 18 24272296 24272313 TACTAACGGATGGGCTGGAC AATCTCCGTGTTGCCTTCTG 263

Ai01B7680 Araip.B01 7680 p2 (TC)6 12 24311987 24311998 TTCACGTTCTGTTCATCCCA AGAAGAGGACACGTCCGAAA 137

Ai01B7681 Araip.B01 7681 p2 (CT)17 34 24315104 24315137 TCTCCGTCTCATCCTCCTTC CGATTGGTTTCACCGCTACT 276

Ai01B7683 Araip.B01 7683 p2 (TC)13 26 24319585 24319610 TCTCCTCCTTCTCCGTCTCA CGATTGGTTTTTCCACTGCT 111

Ai01B7684 Araip.B01 7684 p2 (TC)7 14 24319872 24319885 GGAGCTCGACAATGACCAGT AGAAAAAGAGCTCGGGAAGG 195

Ai01B7687 Araip.B01 7687 p2 (CT)9 18 24340618 24340635 GGAACATTGAACCTGGAATTG TAACTGAATTCGTCCCCAGC 237

Ai01B7693 Araip.B01 7693 p2 (AG)6 12 24385695 24385706 CAACCCAAACGTCTCATCCT TCTGCTCAAAGGCCTAGCTC 196

Ai01B7696 Araip.B01 7696 p2 (AT)9 18 24392394 24392411 TGATCCTTCATATGGATGCG AAGAGCATGATTCTTTGCCG 145

Ai01B7698 Araip.B01 7698 p3 (AAT)10 30 24394947 24394976 ACTCATCATCATCTTCCCCG TGTACACGTTGCGTTTGAGA 279

Ai01B7704 Araip.B01 7704 p2 (AG)6 12 24414017 24414028 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 234

Ai01B7706 Araip.B01 7706 p2 (GT)6 12 24434439 24434450 GCAAAATCGACAAGAACCCT ATGGAAGCACATGACCACAA 210

Ai01B7707 Araip.B01 7707 p4 (TTAG)5 20 24452192 24452211 CCCTCATCCAACACTTCCAA GGTAAGCATGAAGAACGCAA 275

Ai01B7711 Araip.B01 7711 p2 (AG)6 12 24475826 24475837 TAGAAAAGGCGGGAGTGAGA TGAGGGAAGGAGCGTGTTTA 206

Ai01B7713 Araip.B01 7713 p3 (GAA)5 15 24492650 24492664 GGTCCAGCATGAGAAAGCAT ACCCCTTTCATTGGGTTAGG 224

Ai01B7714 Araip.B01 7714 p2 (AT)7 14 24498274 24498287 AAAAGCGCAACGCTTAGAAA TGGATTTTGGGTTGTGGATT 194

Ai01B7716 Araip.B01 7716 p2 (AG)6 12 24528656 24528667 GGAATTTTGAAAAAGAGGTTAATGA CCATTTGACTTTTTGTTTGTGTT 111

Ai01B7717 Araip.B01 7717 p2 (AG)6 12 24536605 24536616 CAGAATTCGTCCCCAGTGAT GGAACATTGAACCTAGAATTGGA 244

Ai01B7718 Araip.B01 7718 p2 (AG)6 12 24543079 24543090 AAAATCCAGCGACCTGTACG GGAACATTGAACCTGAAATTGG 267
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Ai01B7720 Araip.B01 7720 p2 (TA)6 12 24553660 24553671 AAAAGCCCGATGAAAGGAAT GAGATGGGACATGGCTGTTT 267

Ai01B7721 Araip.B01 7721 p3 (AAC)5 15 24553923 24553937 GCAAACTCATTGAGGTGGGT AAAAGATGTGTTGGGTTGGC 228

Ai01B7726 Araip.B01 7726 p2 (TA)6 12 24581399 24581410 AAAGGGCCTCAACACACAAG TTTGCGTTAAATTTGCATAGAA 234

Ai01B7728 Araip.B01 7728 p2 (TA)6 12 24583186 24583197 TTCGTCGATAGCTCTGATGG GGAATAATGGTGGGTCGTTG 144

Ai01B7729 Araip.B01 7729 p3 (CTC)5 15 24583654 24583668 ACACTCCGGTCAGTGATTCC CAATTCCCGAAATGGATAAA 278

Ai01B7733 Araip.B01 7733 p2 (AT)13 26 24609610 24609635 AACTTTGGAATCCACTGCGT GATTAAAACTTAAATAAAAGCAAAGCA 274

Ai01B7735 Araip.B01 7735 p2 (TA)6 12 24625150 24625161 TTAAGTGTGGGGAGGTCGTC CCACACCATTAAGGCTCAAAA 276

Ai01B7737 Araip.B01 7737 p3 (ATT)7 21 24642417 24642437 AGCAACTGTAGAAGCAGGGC AGAGGAGTGGGAGGAAGCTC 226

Ai01B7741 Araip.B01 7741 p2 (TC)6 12 24647576 24647587 TTGACAGCCACAGAAGCAAC GGGTGCTGATTCAAAAGCTC 124

Ai01B7742 Araip.B01 7742 p2 (AT)6 12 24648376 24648387 TCTCAAATTTAATAAGAGTGTCATGTG CCCTTTTCCCTCTCCCTTTA 245

Ai01B7743 Araip.B01 7743 p2 (TA)7 14 24649888 24649901 CACCACAGGGTGTTTTGTTG CATGTCTCTCAAAATAATTGCAGTA 258

Ai01B7749 Araip.B01 7749 p5 (AAAAT)5 25 24687091 24687115 CCATGACAATGAGCTGAGGA CTCAAATCTTAAAATCAAATCTTTTTC 278

Ai01B7750 Araip.B01 7750 c (T)12gca(T)10 25 24690222 24690246 AGGCCCTCCTATCCACTGAT GCAGTGAAGAACAAAGCTTGC 204

Ai01B7754 Araip.B01 7754 c (T)10gcacataaaaatgata(T)1137 24703477 24703513 CATCACTTGTGATACATGCCA TTTGAACCTTTTTGCTAAACACC 256

Ai01B7755 Araip.B01 7755 p3 (AGA)5 15 24707612 24707626 GCAGTGGTGCAGTAAAGCAA GAAGCACTTTAACTTGGCCC 273

Ai01B7757 Araip.B01 7757 p2 (AG)6 12 24710299 24710310 CTCCAAAATTTGTTGGGACA TGATTGCCAACACCTTCTTCT 233

Ai01B7759 Araip.B01 7759 p2 (AC)12 24 24722567 24722590 GGTTGCACACGGTTATGTCA CGCCTCTCTTCTGTTCTGCT 247

Ai01B7763 Araip.B01 7763 p2 (AT)6 12 24732461 24732472 CGCCATTGATGTCTCCATAA TGAAAGTTCACGATTTCAATTTCT 269

Ai01B7765 Araip.B01 7765 c (TA)6tctacattcatgataactaaaccctaaaccctaaacccta(AT)1174 24743082 24743155 TGAGTTTGACTATTTCAAGAACGAA AACTAGGCCAAAGGCGTACA 276

Ai01B7768 Araip.B01 7768 p2 (TA)6 12 24747662 24747673 GCTCAGAGTCGGAAAGGATG AGAACGAAATATCGGGCCTT 231

Ai01B7770 Araip.B01 7770 p3 (ATA)5 15 24757454 24757468 CGAGTGATGAACAAAAGATGCT CGAGCACACTGATGCAGAAT 251

Ai01B7786 Araip.B01 7786 p2 (AT)6 12 24843376 24843387 ATCCCCTTTCCTTTCACGTT CTGGTTCTGTGAATTCTGCG 186

Ai01B7788 Araip.B01 7788 c (TAA)49t(TTA)10178 24847018 24847195 TCTAGCTGCCCTGTTTCGAT ATGCTCCACTTTATTGTGTTGA 269

Ai01B7789 Araip.B01 7789 p3 (TTA)7 21 24853682 24853702 ACGGTGAACGATTCCTGTTC TCGTTCACATGCCATTGATT 221

Ai01B7794 Araip.B01 7794 p2 (TC)6 12 24870927 24870938 AAAACGTGAAGCCATCTTGG ACATCAGAGTAGCGGTGGCT 176

Ai01B7796 Araip.B01 7796 p3 (GAT)7 21 24879101 24879121 AAAGCACTTCCTTGTGGCAT TTGGCCAGTAGAGATGGAGG 240

Ai01B7797 Araip.B01 7797 p2 (TC)7 14 24882401 24882414 CACTTATGAATGCATTGCCG TATCCGCTCATCACTCCTCC 269

Ai01B7799 Araip.B01 7799 p2 (CT)7 14 24885574 24885587 TTTCTTATCTTTTTCAAAACCACCT GGGGTTCAAATTTGGTGAGT 264

Ai01B7800 Araip.B01 7800 p3 (TCT)5 15 24887462 24887476 CCATTCATGACCATCCCTTC AGCCTTTGTCTTCCCTTTCC 218

Ai01B7802 Araip.B01 7802 p2 (AT)7 14 24894550 24894563 AAGGGTATAGATGCAGGCAGAA AAAGTTGTTGAATGCCCTGG 137

Ai01B7803 Araip.B01 7803 c (AT)18a(GT)7 51 24898971 24899021 ACAAAATCAACCAAAAGCTCA TCCAAAAGAAAAATTCAACCAAA 259

Ai01B7806 Araip.B01 7806 c (GTG)5gaggaggacgcggcggtggtgatggagggggacaagtaggtggagga(GGT)783 24902690 24902772 TCGTGCTCTTATCAACCGTG ATGCAGGGCCTCATCACTAC 238

Ai01B7807 Araip.B01 7807 p2 (TA)6 12 24904410 24904421 TTGTTTTAGAGAGTGTTGGGTAGAA GCATTGATGGACTCTAATAAATACAGA 279

Ai01B7812 Araip.B01 7812 p3 (TTC)5 15 24912912 24912926 TCATGGCACACCGTTCTCTA AGAAACATGCCATTGAAGCC 246
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Ai01B7813 Araip.B01 7813 p3 (CAA)8 24 24919613 24919636 ATTCAAACCAAACCGAACCA AACATCCAGTCAGGAGGGTG 266

Ai01B7817 Araip.B01 7817 c (T)11c(T)10 22 24925705 24925726 AAGCGTGTATGGAGAGGGTG TTGCATTTTGGCTGGTTTTT 259

Ai01B7819 Araip.B01 7819 p2 (AG)7 14 24961275 24961288 TGAAAAAGGGTTAGTGATTTTCG TTTCAAAATATCTTTTCCAACTTCC 263

Ai01B7821 Araip.B01 7821 c (CT)6cattttcgaaaatatctccccctttttcaaaaatttctttttaattaactaattatttttttattttcaaaaattttcgg(A)12104 24967762 24967865 TTCAAAATTGGTTTTCAAAAGTTG AATGAGATGGGGGAAGGAAA 276

Ai01B7822 Araip.B01 7822 p3 (TAT)5 15 24968100 24968114 CCCCCTCTTTTCTTCCACTC TCTTATCCTTGCTCCTGCTCA 118

Ai01B7825 Araip.B01 7825 p2 (AT)11 22 24976826 24976847 GCCATATCAAGGAAGCCAAA ATCAGAGCAGCAACTGCAAG 270

Ai01B7835 Araip.B01 7835 c (TTAA)7ttgattgattaattattctttcacaaggatctccctgcttagcttaactaataagcatgtataaccggtgttc(T)11112 25014174 25014285 TCACTTCCATGTCTGCCTTG GGAGAATGGTGAGTGAATGAGA 268

Ai01B7836 Araip.B01 7836 p2 (AT)10 20 25015428 25015447 AGAAAGGTGTCATGTGTTCATTG ATGCGGGTTCATTACTGGAG 250

Ai01B7843 Araip.B01 7843 c (A)10cacttatattattcatctataaaatcaaacagagctcctaacatttaagagggggtttagttattcatgatag(A)1093 25031802 25031894 AACCATTACAAATGAAAAACGAGA AGATCCATCCAACACCTCATT 188

Ai01B7845 Araip.B01 7845 p3 (GAG)6 18 25034000 25034017 GGGTGCGAGTAATAGGTGGA AGAAGAAGAGCCACAGCAGC 185

Ai01B7847 Araip.B01 7847 p3 (ATA)6 18 25046383 25046400 TTGTTGGGTCCGCTTTAATC GCCTCCTTCCCTAACATTCC 241

Ai01B7849 Araip.B01 7849 p2 (TA)9 18 25047890 25047907 AAACCTTTATCGGTTTAGCGAG TTTAGGAAACCCGTGTGAGG 262

Ai01B7852 Araip.B01 7852 c (AT)11acacata(AT)1049 25059671 25059719 CGGCTGCGCTACTCTGATA TCCCTCGCCTATAATTTTGC 268

Ai01B7854 Araip.B01 7854 p4 (TTTA)5 20 25068980 25068999 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 256

Ai01B7855 Araip.B01 7855 c (A)10tttttttaaatatcttaatcctaaaattaaatctttctcaattcttcttcaacctcttctcaaatctttttttcaaaacaaatctatctttttc(A)10114 25069466 25069579 ATTGTGGAGGGGAGGAAGTT TGTGAAGATTTGAGAAAGATATTGATG 275

Ai01B7857 Araip.B01 7857 p2 (TC)6 12 25073890 25073901 ACAGCAGCTTCCTCTTGCAG GAAGAGGGAGGAGGGAGAGA 249

Ai01B7858 Araip.B01 7858 c (TAT)5ttttctgtgccttcttctttgtcatatgagcaggagcaaggacaagaacattcttgtggaagcagatccagaacctgaaaggactctg(A)10113 25080531 25080643 CCAAATTTGAACCCCCTCTT TCATCTCCTCTTCCTGTTCG 280

Ai01B7859 Araip.B01 7859 p3 (TCT)5 15 25081668 25081682 CCATTCATGACCATCCCTTC TTAGAATGTTGCTCGCCCTC 127

Ai01B7860 Araip.B01 7860 p2 (TA)11 22 25087140 25087161 TGATATGAGATGGTTGTAGGTTGT AGTTTGGGTATTACGATGACTTTT 280

Ai01B7862 Araip.B01 7862 p4 (TTTC)5 20 25096313 25096332 GGAACAGAGGTAGACGCAGC ACTTCACTACCCCCACCCAC 255

Ai01B7863 Araip.B01 7863 p3 (AAT)5 15 25109221 25109235 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 203

Ai01B7864 Araip.B01 7864 p2 (GA)6 12 25109552 25109563 GAAATTTTGAAAAAGGGGGAA TCTTGTGAATCAAGTCATTAATTGTG 280

Ai01B7868 Araip.B01 7868 p2 (TA)7 14 25127927 25127940 CAGCAATGTGTATAGCCGAAAA AACATCCTTACGTGGTTCGG 175

Ai01B7869 Araip.B01 7869 p3 (TAA)10 30 25129653 25129682 TGTGATAACTCACCATGGCA GAGAAAAATCAGTACCCACTTCAA 272

Ai01B7870 Araip.B01 7870 p2 (TA)9 18 25133085 25133102 CATTTTCCCTCGCCTTGTT CGGATATTACGACGACTTCCA 244

Ai01B7871 Araip.B01 7871 p2 (TG)6 12 25133315 25133326 CCGGAAGGGTGACATTCTAA CCCTGCCGTGTTCATAGATT 253

Ai01B7872 Araip.B01 7872 p2 (AT)7 14 25139597 25139610 GGCCACGTGTCACTCATTTA TCGGTATTGTAACGATCCACA 276

Ai01B7876 Araip.B01 7876 p2 (TG)6 12 25147290 25147301 TGTTTGGCTGTAAATCTTGGTT CCCTAGTGCCAAATTCAAACTC 205

Ai01B7877 Araip.B01 7877 p2 (GA)23 46 25148163 25148208 TCTTTGAATGCTGTTGGTGG TAAATCCGCCGGTAATCTTG 271

Ai01B7880 Araip.B01 7880 p2 (TC)6 12 25149798 25149809 TCTCATCTCGCTCCAAACCT TCTTTCAATTTTGATGCCCA 152

Ai01B7883 Araip.B01 7883 c (TA)8agtcacagtggcagtacctgcattctctgcaggttgaataaaaagttggatgcctaattttttctgt(A)1396 25160280 25160375 TGAATGTTTTGGATTACAAGAAAC CACACGTCGGAATACATGACA 272

Ai01B7884 Araip.B01 7884 p2 (AT)6 12 25164216 25164227 TACCGAAACACCATCGTTGA AACCAATTTTATCTCACTAACCAAAA 270

Ai01B7888 Araip.B01 7888 p2 (TC)6 12 25182260 25182271 CACTCACCATCATCAAACCG AATGCTTGAAGAATCAGGCG 240

Ai01B7889 Araip.B01 7889 p2 (TA)12 24 25191473 25191496 GGTTGTTGCATTTTGCACTTT TCAATTTTTCATATGCAACGGA 172
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Ai01B7891 Araip.B01 7891 p3 (AGA)5 15 25209511 25209525 TCTCCTCCTCCCATTGTTTG CATCAAGACCTGAACGACGA 229

Ai01B7895 Araip.B01 7895 p3 (AAT)5 15 25212070 25212084 CATGGATCCTGCGGAAAC CCATGTATGAGGGCCAAGAT 209

Ai01B7901 Araip.B01 7901 p2 (AG)6 12 25225135 25225146 AGGATATTTGGGGAAGGGTG TAACGCCAGAAAAGGGAGAA 225

Ai01B7903 Araip.B01 7903 p2 (AT)9 18 25248681 25248698 CGCTCGACCAAATTTTGAAT TTCTTCAAGCCCATCAAACC 255

Ai01B7909 Araip.B01 7909 p2 (GA)16 32 25271032 25271063 AGGAGGAAGAAGGGAAGACG ACGATGGTGACACTGGATGA 226

Ai01B7910 Araip.B01 7910 c (AAGA)10ggaagaagggaagcacgaagagggagaaaggaacgagaggacgccgccgccatcgtcattatcaaagcagaggagagggagagg(GA)9142 25273839 25273980 TTTCTCCTTCCCTTCAGCAA AAGTGGCGTCTTTTCGTCC 239

Ai01B7912 Araip.B01 7912 p5 (TTTAT)5 25 25286708 25286732 AAGGAAGCATGCAAAAATGG CATAGCCAAAGGGGTGAGAA 193

Ai01B7913 Araip.B01 7913 p2 (TC)6 12 25289248 25289259 GATGTTTGGAATGCTTGGGT GTGACATGTATGCGTCGGTC 149

Ai01B7914 Araip.B01 7914 c (A)10tattattaagtaaataaataaggggatacaaaaaaaaagtt(A)1061 25289631 25289691 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 242

Ai01B7917 Araip.B01 7917 p3 (TAT)14 42 25311349 25311390 CAACTGCACCTGAGTTTCCA GGTCATGATTTATTTCATTGGCT 153

Ai01B7922 Araip.B01 7922 p2 (TC)7 14 25334199 25334212 GCTGGTGCTGTGAGAAATGA GAGCATGATGAAGCTGTGGA 266

Ai01B7923 Araip.B01 7923 p3 (TAA)8 24 25334516 25334539 TCCCATCACCGGGTATAAAA TAGTTCAGACAAGGGGTGGC 171

Ai01B7925 Araip.B01 7925 p2 (AT)9 18 25335316 25335333 TTTTAAACAAGGCTCCGCTG TCAATCCAAAAATTCGTTTGTT 237

Ai01B7928 Araip.B01 7928 p2 (AT)7 14 25369936 25369949 CTGGTTCCTTGTGTTTGGCT GGAATGATCACACAACACGC 247

Ai01B7930 Araip.B01 7930 p3 (ATT)5 15 25376913 25376927 ATCCACCGTCCCTAAACTCC GGTGGAGTGGGTGGTAAGAA 274

Ai01B7935 Araip.B01 7935 p2 (AT)9 18 25406044 25406061 TTGGGGTAATTTTGTCCCCT TGCACATAAGGTGAAAATTCAAA 213

Ai01B7939 Araip.B01 7939 p2 (AT)9 18 25430588 25430605 TTCAGATGTAGGCCGAAAGG ATCAAGCTCCAGACACGACC 273

Ai01B7942 Araip.B01 7942 p2 (CT)6 12 25450895 25450906 ACGGGAATGGATTCTCTCAA GAGACACAAAATTTCGTCACCA 210

Ai01B7945 Araip.B01 7945 p2 (TA)7 14 25457362 25457375 CAATTTCTCATATGCAACGGG TCTGCACTTTGCACTTTTGC 162

Ai01B7947 Araip.B01 7947 c (T)13actctctctttattgcaactattaggataatattagcaccccaaatctaattaggaa(T)1484 25480641 25480724 CATGTCTTCAACGGCTGCTA AAAGCTCAGACAAATCGAGCA 179

Ai01B7951 Araip.B01 7951 p3 (ATA)5 15 25486858 25486872 CGCACTTGTTTTCTTGACGA TTCAAGTGAGAAATTTTGGAGGA 263

Ai01B7954 Araip.B01 7954 p4 (TATG)7 28 25507451 25507478 CGGGCTTAGGAAGGAATAGG ACCCTTCTCGGGTCTCATCT 179

Ai01B7956 Araip.B01 7956 c (T)11c(T)10 22 25513052 25513073 TTACTGGGAGCAAAACAGGG CGCCGAGTATATGAAGTCAAGG 203

Ai01B7958 Araip.B01 7958 p2 (AT)10 20 25514814 25514833 AGCTCTAGACTCGACCTGCG TTAGATGCAGGACGTGACCC 259

Ai01B7959 Araip.B01 7959 p5 (TTATC)5 25 25530215 25530239 AGTGTGGGCTGACCTTTCTG TCTAACCTGGGATGATTGGC 261

Ai01B7962 Araip.B01 7962 p2 (GA)7 14 25550556 25550569 TGAGATGATTGGTGAATGGG GGCGTTTAACACCAGGAATG 220

Ai01B7963 Araip.B01 7963 c (TAA)21gatatatctctaataattttattg(ATT)5gagtgac(TA)7123 25571278 25571400 TCAATCCCAAACGTTTCTCTC TCCTCCGTCCAAAAATAAAA 278

Ai01B7967 Araip.B01 7967 c (T)10gggttgctttgttttaaatgttcatattgttgttgtgtttttgctgtgatttaaatgttcttttgattc(T)1291 25581752 25581842 TTGAAAGTTCTTTGGTTTGGG TCAACCAAGTACTGACTGGGC 225

Ai01B7968 Araip.B01 7968 c (T)14ggttttctaaattatcttgctttgttaaatttgtttgctttgattgagctttactggtttaaaaactggtgcaga(T)12101 25582564 25582664 ATGACTGGTCCGGTTTTCAG GCCACTAGCCACAACAACAA 279

Ai01B7969 Araip.B01 7969 p4 (AAAT)5 20 25582919 25582938 TGTTGTGGCTAGTGGCTACG GCCTGGTAAAATGGTCCTGA 229

Ai01B7973 Araip.B01 7973 p3 (CCA)5 15 25606357 25606371 TACCCACCACCATTAAACCC AAGAAAAATGGCATTCGGTG 172

Ai01B7976 Araip.B01 7976 p3 (CTT)5 15 25613892 25613906 CAGTTTTTGCCCCAATCTTC AAAATCAGCTAGGTGGCGTG 100

Ai01B7978 Araip.B01 7978 p2 (AT)9 18 25616760 25616777 TATGGCCCTTGCACTTCTTT GCGCATCCCAATGAGTCTAT 223

Ai01B7982 Araip.B01 7982 p3 (TCT)5 15 25626237 25626251 TGCAAGGACTTGTCTGCTTG CAGACCTTTCAGCAATAGCCA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B7984 Araip.B01 7984 p3 (AGA)5 15 25630092 25630106 AGAAACTGCTGAATGGTCCG AAGGTGAACCACTTGTTGGG 198

Ai01B7990 Araip.B01 7990 p2 (TA)6 12 25640377 25640388 CCTGCCTCACAAAGCCTTAC CACCTTGTTGAGCATTCTGG 268

Ai01B7991 Araip.B01 7991 c (TC)8ctcttctctttcttt(TC)7ccatttttctctctcctcctctctttctcttctctctctccccctcctctctatcta(TC)9120 25641422 25641541 CCATTGCTTTCGTTCCATTT AAAGAGGGAGGGGGAGAGAT 267

Ai01B7994 Araip.B01 7994 p3 (GCT)5 15 25648239 25648253 CAATGCATGAATGATGGAGG TATCTCTTGCCTCTTGGCGT 271

Ai01B8000 Araip.B01 8000 p2 (AT)7 14 25669389 25669402 CTGGATAACCGACAGATGGG ACCAAACAAGTTCACGCACA 182

Ai01B8001 Araip.B01 8001 p2 (AT)8 16 25669952 25669967 AAGCGAAGTAGTCCTGGGGT AGCCTGTGAAGCTAAGGCTG 213

Ai01B8002 Araip.B01 8002 p2 (AT)6 12 25675151 25675162 CTGGATAACCGACAGATGGG GCAACAGAAACAAGCAACCA 196

Ai01B8003 Araip.B01 8003 p2 (TA)7 14 25675530 25675543 CGCTTTTTGTTTTGCGATTT AACAGAAGAGGATCCATGCG 194

Ai01B8006 Araip.B01 8006 p2 (AT)6 12 25680148 25680159 TGGACATCACGGATGTGAAT CGGAGAAGGTAAATGAAAATCG 155

Ai01B8015 Araip.B01 8015 p3 (TGG)5 15 25719452 25719466 CCCATTTTGCAAACACCTTT TTTAGTACCAGGTGCCTCGC 241

Ai01B8018 Araip.B01 8018 c (TC)16tattt(GA)13agagaacaaagcttgtgatatttcaactatcaatatgaaatcaaaatgtgtcttcacaaag(GA)6136 25723222 25723357 TGTCCCTTAGCCAAAGATTCA GGTATGGTCGGCAAGTCAGT 271

Ai01B8020 Araip.B01 8020 p3 (ATT)5 15 25738923 25738937 GTTTGCTATTGCCAAACCGT TGGGGAATCCTATGGAAACA 137

Ai01B8021 Araip.B01 8021 p2 (GA)8 16 25740257 25740272 TCGAACACAGAGAGGGAGAGA TCCAATTTTTGAAAACTCCTCA 262

Ai01B8026 Araip.B01 8026 p2 (AT)6 12 25758461 25758472 TTGGAAACATTTGGTTTGAGAA TACTTTGGGGCATTTTGTCC 205

Ai01B8030 Araip.B01 8030 p2 (CT)7 14 25795946 25795959 GGAACCCTAATCTAGAGAGAGGA GGGGAAATTTCTGAGCCTTC 172

Ai01B8031 Araip.B01 8031 p2 (CT)9 18 25803482 25803499 AAGGAAGCATCGCTTAGTGC TTTTCATGGGAGAATCCTGG 123

Ai01B8032 Araip.B01 8032 p3 (CTT)5 15 25807611 25807625 GATAATATGTTCCTCGGGCG CATTAATCCCTGTGGGATCG 261

Ai01B8033 Araip.B01 8033 p2 (TA)8 16 25838239 25838254 ATGCACACGAGCCAATGTTA TTTGGGGAGACAGACATGGT 277

Ai01B8037 Araip.B01 8037 p2 (GT)7 14 25850241 25850254 GTATGAGAGGAGGGGTCCGA GCGTGTTCACCAAAAATGTG 119

Ai01B8039 Araip.B01 8039 c (A)10ttcctgtttatgttatttttttatttatattagtttttttaatttctttattctattccacgttttcctttttgattttatc(T)11103 25860746 25860848 TCCATTCATTCTTCTTATTTAGGTACA CAGAAGAAGAAATTTAAGCCAACT 273

Ai01B8040 Araip.B01 8040 p3 (GAA)5 15 25864982 25864996 GCTTTTGTCTTCCCTTTCCC CTTGGCCGAAACACATCTCT 195

Ai01B8041 Araip.B01 8041 p2 (AG)7 14 25867190 25867203 ACAGATGGAAGAGGGGGTTC TCCCTCTTTCTCAAAATTTCTTTTT 224

Ai01B8045 Araip.B01 8045 p3 (TGG)9 27 25879055 25879081 TCATCTGCATCGTTTTCTGC CATAACACCAGCACCACCAC 224

Ai01B8048 Araip.B01 8048 p3 (AAT)5 15 25889240 25889254 GGTGTCTAGGGTAGAGGGGC TTTGATTTGGGCATTTTATTGA 250

Ai01B8049 Araip.B01 8049 p2 (AT)8 16 25895768 25895783 TGAGCCTGTTTGAAACCTAAATC GGACGACAAAGTTCGGAAAA 261

Ai01B8051 Araip.B01 8051 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttttaaattaactaattattttttatttttgatttc(A)1097 25903942 25904038 CTTTTTGTTTGTTTCTTAACTTTTTCA GAATAAGATGGGAGAGAGAGAATTT 242

Ai01B8052 Araip.B01 8052 p3 (TAT)6 18 25904284 25904301 CATTCTTTGTCTCCCCCTCTT GTTCTTGTCCTTGCTCCTGC 133

Ai01B8055 Araip.B01 8055 p2 (GA)6 12 25932525 25932536 GGCTTGTGTGTTCAAGCTCT CCAAGCTTTAAGTGTGGGGA 272

Ai01B8057 Araip.B01 8057 p2 (CT)6 12 25946562 25946573 AAATCCAAGTCCAGAAGGCA CCTGGATCGAGAGTTACTCCTAA 186

Ai01B8058 Araip.B01 8058 p2 (TA)7 14 25952830 25952843 TGCTTTTTCTCCCATCTCAA GATCGCGTGGATACCAGTTT 120

Ai01B8060 Araip.B01 8060 c (TA)6(T)10 22 25959598 25959619 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 255

Ai01B8061 Araip.B01 8061 p4 (TTTA)6 24 25965577 25965600 CCAATGGAGGGTATGCAGAT CCTTACCACTTTCTCTCTCCTCA 248

Ai01B8062 Araip.B01 8062 p3 (TTC)5 15 25978601 25978615 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai01B8063 Araip.B01 8063 c (GT)41tggggggtccggctttatgaaacttggtacttcaaggtttcagtgtttggctttggaaatgatagctgccaaactcgtgtgagag(GT)6ctgtgtgtgta(TG)8206 25982641 25982846 ACTGGTATGTTTTTAAGAGATGAAGAT AAAATTTCAAACACCGAACAAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8065 Araip.B01 8065 p2 (TA)7 14 26001882 26001895 GGTAGTGGAATCCCTGAGCA GAAAAGGGTTGGGTAGAACTCA 259

Ai01B8071 Araip.B01 8071 p2 (AT)6 12 26038410 26038421 TTAAACCGCAATACCGATCC ACCCCCTACATTTTTCCCCT 280

Ai01B8075 Araip.B01 8075 p2 (AG)6 12 26052588 26052599 CAAGGAATTGCAGGGAGGTA TGCATCCATTCATAAAAAGGC 268

Ai01B8076 Araip.B01 8076 p2 (AT)9 18 26053463 26053480 ATGGGTTTATCAACCTCCCC GCTTTATCATTTAAGGGTTGGC 249

Ai01B8084 Araip.B01 8084 p2 (TA)26 52 26084642 26084693 AGGGCAAACACAAAATCCAG TATAAATCACATTCTCAAGGAGTCA 218

Ai01B8086 Araip.B01 8086 p2 (AT)6 12 26089361 26089372 TGCAATTGGGGAATTTTTGT TCCCAAGTTGAATCCTTGGT 243

Ai01B8087 Araip.B01 8087 p3 (GTG)5 15 26092878 26092892 TAGAGAAATTGGCATTCGGC TCCTTCTATCACCACTGCCC 275

Ai01B8088 Araip.B01 8088 p2 (AT)10 20 26097708 26097727 CCGACTGCGTGACTCTGATA TGTACCCTCGCCTTTATCTTG 235

Ai01B8089 Araip.B01 8089 p3 (ATT)5 15 26103814 26103828 CAATCCTTTAGTTGCAGGGC CCAATCAATGAAAGGTGGCT 278

Ai01B8092 Araip.B01 8092 c (CA)6t(AG)13 39 26117511 26117549 CACTCAGAAGGATAACCGGG CAGGTCTCCCCTCTCTCTCC 256

Ai01B8093 Araip.B01 8093 p3 (TTA)18 54 26125216 26125269 AAACAGATTTCAGCCATTCTAAAAA ACCCAGCGAAAGTTTCTCAA 237

Ai01B8094 Araip.B01 8094 c (AG)6ttggagtaacac(GA)2064 26139909 26139972 GGGCAGCCAAAGAACATAAG TTGGGTGCTCTGTTGGTATTC 247

Ai01B8095 Araip.B01 8095 p3 (TTG)9 27 26140244 26140270 TTTGTTCCATGTAGCCGACC TCAGGTTGTTCTTGCCAATG 270

Ai01B8096 Araip.B01 8096 c (AG)13at(AG)11 50 26142386 26142435 GTGACGGAAGAGAGTAGCGG GCAGTGATTGTCTCTGGCAA 135

Ai01B8097 Araip.B01 8097 p2 (AC)11 22 26153505 26153526 CTCGAAGAGGGATGTTGAGC GTCGTTGTCCGTGGAAGATT 180

Ai01B8099 Araip.B01 8099 p2 (AC)6 12 26154433 26154444 CCCTTGGCCCAACATAACTA ACTCGAAATCAAGGCTGGAA 280

Ai01B8103 Araip.B01 8103 p5 (AGAAG)5 25 26175836 26175860 CAGTGGAGGTTTAGTTGCTCA AATCAAAGTGATCCCAACGC 272

Ai01B8104 Araip.B01 8104 p2 (TG)7 14 26179554 26179567 GAAAACCGAACCGAACAAAA GAACCAAACCGAACCACAGT 261

Ai01B8109 Araip.B01 8109 c (ATT)13atata(TAT)1383 26190642 26190724 GTGGCAAGGGAACTCTACCA CATCAATTGGTATAATGCGGC 220

Ai01B8115 Araip.B01 8115 p3 (TAA)5 15 26194225 26194239 GTTCATGAAACCCCCTCAGA CCCATTACCCCATCATCTTG 165

Ai01B8116 Araip.B01 8116 p2 (AC)6 12 26194429 26194440 CAAGATGATGGGGTAATGGG GTAGTTGGGGAATCAGCAGC 258

Ai01B8117 Araip.B01 8117 p2 (AT)7 14 26200914 26200927 CTTGGAGCATTTTGTCCCAT GAGAATGACGCGGGAGTAAG 142

Ai01B8119 Araip.B01 8119 c* (A)10(AT)6* 21 26210892 26210912 TGGAAAAATTGGGTTTGGAA GGAGCATTTTGTCCCCTTTT 238

Ai01B8120 Araip.B01 8120 p2 (AG)22 44 26216376 26216419 TCCCTGGTTCTTGAAGAGGA ACCGTGGCTACCTTCTCCTT 244

Ai01B8123 Araip.B01 8123 p2 (CT)6 12 26233089 26233100 TTTAAGTTTCAATCACATCTTTTTCA AAAGAGGGAAGGGATTTTCG 185

Ai01B8124 Araip.B01 8124 p3 (TTC)5 15 26235707 26235721 ACCATGGAGAGGAAGCATGA TGACTCAGAGGTGGAAGCAA 275

Ai01B8126 Araip.B01 8126 p3 (AAG)6 18 26240520 26240537 CCAACATGAAAAATGCATGG TTTCACATCTTCCACCCCTC 249

Ai01B8127 Araip.B01 8127 c (A)10taacttttaatgtttatctaatagaatgaatgcttaaaa(T)1261 26262338 26262398 TTGTTAGCGTCTTTAACTTTCGTG GCTCCGACTTAACTTTTCACTCA 274

Ai01B8133 Araip.B01 8133 p2 (AT)9 18 26282148 26282165 AGGATACTGCTTTCGGCAAA GCCATGGAATACGATGATCC 277

Ai01B8139 Araip.B01 8139 p2 (GA)17 34 26311170 26311203 CTGAGGTCCAAATGAGACGA TCCTAACCCACTTTCCATGC 183

Ai01B8141 Araip.B01 8141 p2 (TA)9 18 26323255 26323272 TGTTTTTCAGATGCAGGTCG AGCCTGTGAAGCTAAGGCTG 265

Ai01B8142 Araip.B01 8142 p2 (TG)7 14 26329149 26329162 GGGGACAAAATTACCTCAATG TTCCAAGGTTGTAATTGGGC 253

Ai01B8144 Araip.B01 8144 p2 (AT)6 12 26334857 26334868 TCCTACCAGGCCAAGTTGTT GGCAATCAACCCAGTGAGAT 209

Ai01B8145 Araip.B01 8145 p4 (ATGT)5 20 26335347 26335366 ACAACTCGCAAGGTTGTTTG CATGATGATTTTTGGATAGTGGAA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8146 Araip.B01 8146 p3 (AAT)5 15 26339223 26339237 TGCAGCAAAGTTCCACAGTC AGCAATTGAAGGTGCAAACC 272

Ai01B8148 Araip.B01 8148 p3 (GAC)5 15 26341431 26341445 CGACGTCCCTCTCTCTCAAC ATTCGTTGTGCAAAACCCTC 123

Ai01B8153 Araip.B01 8153 p2 (AT)9 18 26352229 26352246 AACGATATACGGACAAGGCG GGGTGTGGATACCTTTCCCT 220

Ai01B8155 Araip.B01 8155 p2 (TG)6 12 26359115 26359126 TAGTCGCAAGGGGGTTGTAG GCAGCAAACGCCATAATACA 276

Ai01B8156 Araip.B01 8156 p4 (AAAT)6 24 26370187 26370210 GCTTGTGGACCATCCAACTT TTGGGATAATTTTGTCCCCTT 258

Ai01B8159 Araip.B01 8159 p2 (TA)6 12 26379510 26379521 GCATCATCTTCCCTCTCGTC GGGATAATGCAGGCAACAAC 280

Ai01B8160 Araip.B01 8160 p2 (AG)6 12 26385375 26385386 GGGAGGAGGGAATCAATCAT TGAACCTGAACTTAAGGAGAAATTG 140

Ai01B8163 Araip.B01 8163 p2 (CT)8 16 26453970 26453985 TGGAGTTCATAAGCCAAATTGA TGGGGGAATCCATCTATTCAT 278

Ai01B8164 Araip.B01 8164 p2 (CT)8 16 26456383 26456398 TGGAGTTCATAAGCCAAATTGA TGGGGGAATCCATCTATTCAT 278

Ai01B8166 Araip.B01 8166 c (AATA)6aa(TG)1250 26460133 26460182 AGTTCCCAACAAAGTCGTGG GGTTCAGAGCAGTGACGGAT 276

Ai01B8169 Araip.B01 8169 p2 (CT)6 12 26475231 26475242 TCAATTGATTTTCAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 253

Ai01B8170 Araip.B01 8170 p3 (TTC)5 15 26478337 26478351 TGGCCGAAACAACTCTCTCT GCTTTTGTCTTCCCTTTCCC 193

Ai01B8171 Araip.B01 8171 p2 (CT)6 12 26488085 26488096 AACGCCAGAAAAGAGCAAGA ATAGGTGAGGGGTTTTTGGG 240

Ai01B8175 Araip.B01 8175 p2 (GC)6 12 26514365 26514376 ACAAGTTGGATTTGGGCTTG CGCAAAAGTGGTTTCTCACA 193

Ai01B8176 Araip.B01 8176 p2 (AT)9 18 26516322 26516339 TTAACCAATTGGGGTGGTTC TTTTGGTTGTTGCACACTTTT 250

Ai01B8177 Araip.B01 8177 p3 (AGA)5 15 26519361 26519375 AGGCAGCGAGAAACAGAGAG TCCTTCTCCCACCATTCAAC 184

Ai01B8179 Araip.B01 8179 p2 (TA)30 60 26526140 26526199 GGACATTAATAATCCGAAAAGATCA TGACAATTGCAGGTCAAAGG 275

Ai01B8180 Araip.B01 8180 p3 (GAT)5 15 26532525 26532539 GAAAGCATGTTGGGAGAAAGA GGTTGCAAAATAGCCTGAAAA 272

Ai01B8182 Araip.B01 8182 p2 (GA)12 24 26542997 26543020 AAATAGCAGTGGAGGGATGAAA ACCTCGTTGTCGCTCTCAGT 128

Ai01B8188 Araip.B01 8188 p2 (TA)6 12 26562640 26562651 AATCAGCGTTTTTGGGTGAC GAAATGATGGCCTCAATCTTGT 273

Ai01B8189 Araip.B01 8189 p3 (ATA)5 15 26565255 26565269 TCAATAATTCATTCATCAGCCC TAATACGGCATGCTTACCCC 267

Ai01B8193 Araip.B01 8193 p2 (TA)20 40 26602650 26602689 CACCCACATCCAATTTCTCA GGTAATGGGTTGTGATGATGA 263

Ai01B8199 Araip.B01 8199 p2 (CT)9 18 26641140 26641157 CCAAAACCAAAACCAAAACC GAGAGAGAGGGAGAGAAGGAGA 276

Ai01B8200 Araip.B01 8200 p2 (TC)9 18 26641531 26641548 CTCCGCTCTCTCACTGCC GAGAGGGGAGGAAAAGGAGA 261

Ai01B8201 Araip.B01 8201 c (GA)6ggatggg(GA)631 26641932 26641962 TCCCTCTTCTATCTCTTTTTGCC TCTCCTTCTCTCTCCCCTCA 275

Ai01B8202 Araip.B01 8202 c (GA)11aggggagagagaaaagaagggagagagaaatggaagagaggg(GA)1390 26642213 26642302 GGGGAGAAAGAGTGGAAAGAG TTTCTCTCCCCCTCCCCT 203

Ai01B8203 Araip.B01 8203 p2 (AT)7 14 26644125 26644138 CGAGTTGCTAGAAAGGGTGC TCCAATTAATCATTCCCCCA 152

Ai01B8206 Araip.B01 8206 p2 (AT)6 12 26659395 26659406 TTTGTTGTGCCAAATTGGTT TCTTGCACCTCAAGCAAACTT 165

Ai01B8209 Araip.B01 8209 p2 (AT)7 14 26671271 26671284 CCCTTACGGGTTCATCAAAA TGATTGCTTGAGTCAACTTGC 236

Ai01B8210 Araip.B01 8210 p2 (AT)6 12 26671462 26671473 TGCAAGTTGACTCAAGCAATC TGGCTGTTGTTGCTATGGAA 275

Ai01B8213 Araip.B01 8213 c (AG)17aa(AG)6 48 26740784 26740831 AGAAGAGGGGGCTTCGAGT GCAGTGGAAGACGACACAGA 255

Ai01B8214 Araip.B01 8214 p3 (ATA)9 27 26742632 26742658 AGGCAGGAACTGGAATAGCA TGTGTCAGCAATGAAGATTGAA 107

Ai01B8217 Araip.B01 8217 p4 (TTAT)5 20 26745402 26745421 CCCATTTATCCCTTTCTCACA TCAAGTGTGGCAGGAATTTG 259

Ai01B8220 Araip.B01 8220 p3 (TTA)17 51 26763904 26763954 GATCCACAAATTTTGCTTCCA TTAAGAAGCAATTCGTTTAGCA 131
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Ai01B8223 Araip.B01 8223 p2 (AT)7 14 26777017 26777030 AAAACAGAAAAAGAATTATGCCTGA GGTGCAGGGATCCAATTAAA 266

Ai01B8228 Araip.B01 8228 p3 (TAA)5 15 26793325 26793339 TTACCGACAATTTTCCTCCG TTCAATTTGTGTTGTGCAATGA 250

Ai01B8229 Araip.B01 8229 p2 (CT)11 22 26805098 26805119 GAAAGGGAAGAAAAGGTGGC GGGTGTTATGGGAAGGTGTG 212

Ai01B8230 Araip.B01 8230 p2 (TA)6 12 26810309 26810320 ACGTTTCGCGCTTTTGTAAT CATGCCGTAAAGCAAAGGTT 143

Ai01B8232 Araip.B01 8232 p2 (GT)7 14 26817068 26817081 GGGGATAAAATCACCCCAAT GGGCTAAGGTAAGGGTGAGG 229

Ai01B8233 Araip.B01 8233 c (A)10taaaacaaattaaaaataaatttttctttaaactt(A)1055 26843736 26843790 ATGTGGAGGGGAGGAAGTTT TGTGATGAGTTGAAAAAGATTTGA 264

Ai01B8235 Araip.B01 8235 p2 (AT)11 22 26850924 26850945 TGCTGTTTGAAATGTGGAATG CCTAACCTCCTCAGCACCAG 211

Ai01B8236 Araip.B01 8236 p2 (AG)7 14 26853067 26853080 AAAACTGCTAACGGGTTGGA GCTCGTCAAGAGCTTCGTTT 239

Ai01B8237 Araip.B01 8237 p2 (AT)6 12 26863224 26863235 CCCAGAAATTCTCCCAATGA TGTCCGATAGCTAACCCTGG 101

Ai01B8239 Araip.B01 8239 p3 (AAT)5 15 26864866 26864880 CGATGAGCTGAGCTTTGTTCT ATTTAACCCCCTCACAGTGC 277

Ai01B8242 Araip.B01 8242 c (T)10gtaattttatcgatgaattcagtgatatccaacg(T)1054 26874524 26874577 AATGGTAACATGGGGCAAAA TCCACTCATTTTCTATCAAACCAA 254

Ai01B8243 Araip.B01 8243 p6 (GGGTGA)5 30 26880303 26880332 CTCTGGCTCGCTCTCCTCTA AGCCCACTGGTCCTAATCCT 267

Ai01B8247 Araip.B01 8247 p2 (AT)10 20 26901385 26901404 TGCATTCAAATTCCAACCAA TTCAATATTCGCAACGCAAC 224

Ai01B8248 Araip.B01 8248 c (TA)7tgctgtttatgttataaaatattgtttg(T)1052 26903111 26903162 AAAGTCTGAACTTGCGGTGG CCCCTAAAACCCTAAACCCTT 242

Ai01B8252 Araip.B01 8252 p2 (TA)7 14 26918627 26918640 AGGGGACAAAATTACCCCAA TTTCAGGATTGTAATGGGGC 244

Ai01B8253 Araip.B01 8253 p2 (AT)10 20 26921463 26921482 ATGGGTAAAGCAAATGTCGC GCAAGTTGAGTTCGGAGCTT 163

Ai01B8254 Araip.B01 8254 p2 (TA)7 14 26922879 26922892 AGGAGGAACAAAGAAGGGGA GAAATGGAGCTAGGAATAGGTGG 215

Ai01B8257 Araip.B01 8257 p2 (TA)6 12 26934011 26934022 TGTATGTGTCACTTATGCGAATTTT AACCTTCGTTTAGGCCGATT 225

Ai01B8258 Araip.B01 8258 p2 (TA)6 12 26937980 26937991 ACAAAGCGCCACAACAATTT TTAGTCGGCCTAAACTTCGC 259

Ai01B8259 Araip.B01 8259 p3 (CTT)5 15 26939674 26939688 TCATGCGTACGCTATATGCTG AACACCATTCGAGACCAACC 277

Ai01B8264 Araip.B01 8264 p3 (TAT)5 15 26971127 26971141 TATCGAATGCTCTCGACGTG GGAAAAGAAAACATCCAAAATGA 255

Ai01B8265 Araip.B01 8265 p3 (ATA)19 57 26981894 26981950 TTTCACATACAATCCGTGGC GAAAATGTATTGTTACTATTTTGTCCA 280

Ai01B8268 Araip.B01 8268 p2 (AT)7 14 26995590 26995603 TCATTGTTATGTACCACCATGAAA TCTGATAATTATGATTTCCGAACA 225

Ai01B8270 Araip.B01 8270 p2 (GA)9 18 26999909 26999926 AAAGTCCCTCTGGGAAAGGA GATGGCCTCAATCGTTGTCT 272

Ai01B8272 Araip.B01 8272 p4 (ATTT)5 20 27004029 27004048 TTGTCGTACATGTGGACCTGA CATAGTGGGAATGTGGGACA 214

Ai01B8276 Araip.B01 8276 p2 (TA)13 26 27017428 27017453 GATATGGGCGCAGAAGTCAC CAAAGCCGCTCCAAAAATAC 257

Ai01B8281 Araip.B01 8281 p2 (AT)6 12 27024339 27024350 GGACAAATCAGTTTAGCCAAAAA TCCATGTCTACTTAAGTGAATTTTGTT 203

Ai01B8282 Araip.B01 8282 c (TTAT)5tttttcaatgtgtaaagg(TTGT)558 27027729 27027786 TGCAGAAAGAAGGTCAAGTCG TTCTTGCAGCTATTGTCCCA 214

Ai01B8283 Araip.B01 8283 p4 (TTAT)5 20 27027917 27027936 GGGACAATGTTCCCATTCAC CCCGCAAGAGAAAAACACAT 188

Ai01B8284 Araip.B01 8284 p4 (ATTA)6 24 27029130 27029153 TATGATATGGCGGCACTCAA TGGACTAGGACTGTCCAATGAA 166

Ai01B8286 Araip.B01 8286 c (A)10taaaaaatacaaaacggaccatgcgatttgtagttttttttaatcaaacaaatcggaccctccgatttgtactttac(T)1097 27033212 27033308 TTACTGTTGAAATCGGACCGT GCCTACCTTGAGTGCTAGGCT 266

Ai01B8288 Araip.B01 8288 c (A)10taaaaaatacaaaacggaccatgcgatttgtagttttttttaatcaaacaaatcggaccctccgatttgtactttac(T)1097 27038160 27038256 TTACTGTTGAAATCGGACCGT GCCTACCTTGAGTGCTAGGCT 266

Ai01B8290 Araip.B01 8290 p4 (TTTA)6 24 27049673 27049696 CCATGATGGAGAAAGGGAGA CAGCTCAATTGGCTAGAGCA 259

Ai01B8292 Araip.B01 8292 p2 (GA)6 12 27084099 27084110 TTTTCATGGTAATGGGGGAA CAAAACCCCTCTGTGAAGACA 244
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Ai01B8293 Araip.B01 8293 p3 (TCA)5 15 27087962 27087976 ATGTGGTCTGCCATGAGACA AGGCAGCAACTCAAGAAGGA 231

Ai01B8295 Araip.B01 8295 p4 (TTTC)5 20 27094631 27094650 CGGGGTCTTCCTCTTCTCTT ATTTGCCCCAAATTAAACCC 220

Ai01B8296 Araip.B01 8296 p3 (AGA)6 18 27096970 27096987 TAGAATATTGCTCGCCCTCG ATATGGCCGAACCTTAACCC 183

Ai01B8300 Araip.B01 8300 p2 (AT)7 14 27120476 27120489 CGGGTTAGCTACCGGATGTA GGGTTGGGAACTAAAAGGGA 170

Ai01B8304 Araip.B01 8304 p2 (AG)7 14 27148353 27148366 AAAACCTGGATCGAGAGTCA ACGTACCAGAATACGCAGGG 232

Ai01B8307 Araip.B01 8307 c (TC)14(TA)11 50 27165736 27165785 AGGAGCCTTGAAGGTTGGTT TGATTTTCAGATGCAGGTCG 276

Ai01B8308 Araip.B01 8308 p5 (TTATC)5 25 27168213 27168237 CGTACCCGACTTGTTGGACT AGGGCAGTTCCCTTGAAGAT 257

Ai01B8312 Araip.B01 8312 p5 (TTATC)5 25 27185944 27185968 TGTAAGGGACTCCGATGCTT CGACAGAAAAGCCCAAAGAG 275

Ai01B8318 Araip.B01 8318 p4 (AAAT)5 20 27212945 27212964 CCATGTGCATTGATATGTTGTG CCTAGCTACCCAAAATTCCCA 223

Ai01B8319 Araip.B01 8319 p2 (TG)13 26 27223907 27223932 TCGAGTCCGGAGCTTGTTAT ACGTAAACGGAAAACTTGCG 117

Ai01B8320 Araip.B01 8320 p2 (AG)12 24 27225057 27225080 GGCTGAGCTAGAGTGGGCTA GAACCCTCTTCCCCTCATTC 206

Ai01B8326 Araip.B01 8326 c (T)13cctgtttagaggtagtttcggac(A)1046 27261857 27261902 CACCGAATCATGAATTTCCA GGATGTTTTTATTGTTTTTAATTTTGG 262

Ai01B8330 Araip.B01 8330 p2 (CA)6 12 27274161 27274172 TGTACCCTTAGCTCACACCCA CACCTAACGGGATTCCAAGA 223

Ai01B8333 Araip.B01 8333 p2 (TC)6 12 27312003 27312014 AGTGGGGAGTTCTGGGAAAT CAGACCTCCGATTTCTTTGC 257

Ai01B8337 Araip.B01 8337 p2 (TA)6 12 27334664 27334675 AGATCGAGGTCGCAATGAAT CCGTCAACTTCACTCTGGGT 223

Ai01B8342 Araip.B01 8342 c (T)10acataaaagtccgttctattttaaattgtcatcaagttatataatagcgttgca(T)1074 27362893 27362966 CCAATCAACCCGCACTCTAT TCAACCCTAATCATACCCGC 276

Ai01B8345 Araip.B01 8345 p3 (TCT)13 39 27364643 27364681 TCGCATCTTCTTCCTCTGGT AAGACGGGGTACGATTGTTG 143

Ai01B8347 Araip.B01 8347 c (A)11ctaatataccaaaaaaaagacatacaaaatttatgtaaatg(A)1062 27372208 27372269 ACACAAACCCTGAGTGTCCT TCATCCTTAGCCATTAACCAAGA 140

Ai01B8348 Araip.B01 8348 p2 (TA)7 14 27372824 27372837 AGTCACAATTTCATGGTTCCG CGAAGCCATTAGGGAATCAA 153

Ai01B8349 Araip.B01 8349 p3 (TTG)11 33 27376991 27377023 CCAAAACCAATCGGACTGTAA GGTGCTAGGTGCTAGAAGAATCA 280

Ai01B8350 Araip.B01 8350 p3 (TTG)11 33 27390475 27390507 TCCAAAACCAATCGGACTGT TCGGAGGTTCAAATCTCACC 183

Ai01B8353 Araip.B01 8353 p3 (TCG)5 15 27403193 27403207 TCTAACGCCAACAAATCCTG AATCTTCTTGTACGCGTGGG 240

Ai01B8354 Araip.B01 8354 p3 (AGA)9 27 27405878 27405904 TAAAATTAGCAGAAGCGGCG AGGCAAATAGGCATCAAACG 254

Ai01B8355 Araip.B01 8355 p3 (TAA)5 15 27407337 27407351 AAAGCGTTGCAAGTCTCAGG TTCAAAGCGAAAGCGAATTT 221

Ai01B8356 Araip.B01 8356 c (T)10atgtgggtataatataaaatcaagacgtattttcggcaaaattga(T)10gggt(TA)681 27408403 27408483 TGGGAGTATTGAACAGGTTATGC CGCCGAGTTATAACGTATGGT 280

Ai01B8358 Araip.B01 8358 p2 (AG)8 16 27419276 27419291 TGATATGGGTGACATGTGGG CCCCATCAACAAAGGAATTG 206

Ai01B8363 Araip.B01 8363 c (T)10c(T)13 24 27425711 27425734 AACAAATCTACTGGCCCCCT AGCAGATTTGGGCAACAAAC 261

Ai01B8366 Araip.B01 8366 p2 (TC)7 14 27432878 27432891 AAAGGATGTCCCTTCACCCT AGAGGGATGGCATAGTGTGG 274

Ai01B8367 Araip.B01 8367 p2 (CA)16 32 27436031 27436062 AGCCTTTCCTGTTCTTGCTG TTGGATTGGAATGCTGACAA 241

Ai01B8368 Araip.B01 8368 c (A)10gaattggatactaaaccttccgtattcccat(TA)1571 27441116 27441186 GTGCAATTGGAGCCATTTTA TGCCAATGTTGTATTTGCGT 266

Ai01B8378 Araip.B01 8378 c (A)10tcc(A)13 26 27464581 27464606 CTTTCATTGAAGGCTTGGCT GCATATGCAAGTGACACCAAA 248

Ai01B8379 Araip.B01 8379 p2 (CT)6 12 27465294 27465305 TTTCTTAACTTTTTCAAAACCACC TCGAATTTGGTGATGATGTGA 280

Ai01B8380 Araip.B01 8380 c (A)10taggcg(A)12 28 27465728 27465755 TGAAGCAAGAAAAAGCAGCA CCACCGGATACATAAATGCC 212

Ai01B8383 Araip.B01 8383 c (A)15tagaaatgtcaaaaagtaacttacgtttagtgtatttcaaaat(A)1169 27478958 27479026 AACTCAACCTGCGTTTAGCC ACACCATGAAATGGAGGCAT 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8388 Araip.B01 8388 p3 (TAA)6 18 27493146 27493163 TGCCGGAAACTTGTGTTTTT GGGATAGGAATTGTATCTGAGTTTT 138

Ai01B8389 Araip.B01 8389 c (T)10gtatac(TA)1138 27494638 27494675 TTTGAGAATTTTTAAATAGTACGCATC TAGCCACCAAATTTCCCGTA 272

Ai01B8390 Araip.B01 8390 c (T)10c(T)10 21 27520097 27520117 GTGTAGCTGCTTAGGCCAGG TGGCTCTTGAAAGAATGATGG 276

Ai01B8391 Araip.B01 8391 p2 (AG)6 12 27522082 27522093 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 134

Ai01B8399 Araip.B01 8399 p3 (TAT)8 24 27544451 27544474 AGCTGATTTGTTTCTCCCACA GGTTCAAATCATCGTTTCAGG 267

Ai01B8403 Araip.B01 8403 c (A)14tgccacgcgacgcgaccgcatcagcgacgcgtccgcgttgcaaggagaggggag(A)1078 27573236 27573313 GTGCTAGGTGGGAGACAACC GCTCCAGCGTGACTCTCTGT 255

Ai01B8404 Araip.B01 8404 p2 (CT)12 24 27579274 27579297 CAAACTCGAGGATCTTTCGC TGCCTGAGATCACAATTTCG 125

Ai01B8406 Araip.B01 8406 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttttatttttattttttaatttcaaaaattttcg(A)10115 27583453 27583567 TTTGGTTGTTTCTCAACTTTTTCA GGAGAAGGAGGGAATTTTCG 234

Ai01B8408 Araip.B01 8408 p3 (AAT)7 21 27592585 27592605 CAGGTTCTGGATCTGCTTCC TCACATCTCAAGCCTCCTCA 208

Ai01B8409 Araip.B01 8409 p2 (AG)6 12 27597117 27597128 GAAAAAGAGGGAGGTATTTTCG TTCTCATGAGTCCAATCAAACG 203

Ai01B8412 Araip.B01 8412 p2 (CT)7 14 27603365 27603378 TTTCTTATCTTTTTCAAAACCACC GCTGTGATGAGGATTTGAGATG 276

Ai01B8413 Araip.B01 8413 p3 (TAT)7 21 27603697 27603717 TCCTTGTCTCCCCCTCTTCT TTATTTTCGGCTGCCATCTC 263

Ai01B8415 Araip.B01 8415 p2 (AG)7 14 27607981 27607994 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 217

Ai01B8423 Araip.B01 8423 p2 (TC)6 12 27636478 27636489 TCGCATATTTTTCACCTTTCAA TGGGAAGCAATGGCAACTTA 280

Ai01B8424 Araip.B01 8424 p3 (TCT)5 15 27640061 27640075 GGTGGTTCCCTGGTGTTATG TCCTCCAAACAAACCGAAAC 221

Ai01B8425 Araip.B01 8425 p2 (AG)7 14 27647645 27647658 AGAAGGGAAAGCCTCCAAAG CTACGTGGAGGAAGAGGCAG 272

Ai01B8434 Araip.B01 8434 c (AT)12catatgccttgagaaaagcaaaaaaaagaaaaattatgaaaaaaaagagggaaaaataaagaaaaaaagggaaaag(A)10110 27673941 27674050 AAACCGTATGCATTGATGCTC ACTTTGCTTTGGGGCATTTT 219

Ai01B8436 Araip.B01 8436 p2 (GA)7 14 27688463 27688476 GTATTTAGCTCCCGGGTCGT CAGTTGCCATGTTTGTGGTC 274

Ai01B8438 Araip.B01 8438 p3 (ATT)5 15 27707511 27707525 CCAGGTCAGAATGGCTCTGT CATGGGAGAACCCTATGGAA 200

Ai01B8441 Araip.B01 8441 p4 (TTTA)6 24 27719692 27719715 CCAATGGAGGGTATGCAGAT CCTAACCATTTTCTCTCTCCTCA 251

Ai01B8443 Araip.B01 8443 p2 (GT)7 14 27730316 27730329 GCAAAAGTGGGAATTATGGG TTTCAAGGTTGTAATGGGGC 160

Ai01B8444 Araip.B01 8444 c (AT)9(GT)6 30 27735223 27735252 ACCCTCGCCTTTATCTTGAG CAAAGCCGCTCCAAAAATAC 202

Ai01B8445 Araip.B01 8445 p3 (ATA)5 15 27741110 27741124 ATTGGCAATTTGTGGCTTTT TGCATTTGCTGCATCATTCT 210

Ai01B8446 Araip.B01 8446 c (A)16tctcaaatccttatatcattaaccccaaaaagtatccccaaatcaccaagggtgttttat(A)1086 27742158 27742243 TCTCCCTCATTATTACATTCACAA CCATAATCAACGAATTGAAATTGA 238

Ai01B8448 Araip.B01 8448 p2 (CT)6 12 27752667 27752678 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTCGAATTTGT 268

Ai01B8449 Araip.B01 8449 p3 (TTC)5 15 27755667 27755681 GCCGAAATTAATCCCCATCT CCGGTCTTAGGTGCCATAAA 161

Ai01B8451 Araip.B01 8451 p2 (AG)15 30 27770686 27770715 GTGGGCCAAACAGACCTAAA ACCCCCTTCTCTTCTGTCGT 168

Ai01B8455 Araip.B01 8455 p2 (AT)13 26 27785690 27785715 TGAAAATGTTGGGAATGGGT GGGCATTTTTGTTCCCTTTT 169

Ai01B8457 Araip.B01 8457 c (TA)8tttttttttctttttatttttc(TA)14(T)1076 27840734 27840809 GGCATTTCGTCCCCTTTTTA ACTTGGGACATTGGTTGAGG 254

Ai01B8458 Araip.B01 8458 c (T)10g(AAT)5aacaataataatag(TAA)555 27850213 27850267 TGGCTTTTTCTGCTTGCTTT TGAAAATTAAATAATGAGTGATTTACG 280

Ai01B8464 Araip.B01 8464 p2 (GA)6 12 27878808 27878819 CCCTCGAGCAAGAGAAGAAA ATGCCTAATTTGGTGCAAGG 265

Ai01B8465 Araip.B01 8465 p2 (GA)6 12 27881298 27881309 GGGAGATGAGAGAGAAAGCG TTTCTTATCTTTTTCAAAACCACC 218

Ai01B8467 Araip.B01 8467 p2 (CT)9 18 27884426 27884443 CTTCCCTGGTTTGCCAATTA TTCCAACACCAAGTAAAAAGGAA 266

Ai01B8469 Araip.B01 8469 c (CT)17cc(CT)10 56 27900401 27900456 ACAAAAGTGCCCTGACTTGG GGCAGAGTGGGTATTGGAGA 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8471 Araip.B01 8471 p2 (AG)10 20 27902838 27902857 TCTTGGTAGTCGGTTTTGGC ATAGATGCCCTCCGTGTGAC 216

Ai01B8477 Araip.B01 8477 p2 (CT)8 16 27923377 27923392 ACTTTTTGTTTGATTTTAAAAGTCTTC CAAATTTTGAGTGGAAGAGGAA 271

Ai01B8478 Araip.B01 8478 p2 (CT)8 16 27928066 27928081 AGGCTACAGCTTGGCGTTTA GTGATGGGTAAGGGTGATGG 243

Ai01B8479 Araip.B01 8479 p2 (TG)6 12 27934670 27934681 CAGCCTCCAAAATCAGGAAA TTGGGTTGTTGCCTATGTGA 236

Ai01B8483 Araip.B01 8483 p5 (TTATC)6 30 27965853 27965882 TTATGGAACTGGCTGCACTG AAAGGCGGTTCCCTTAAAGA 257

Ai01B8484 Araip.B01 8484 p2 (CT)6 12 27972652 27972663 CTTTTTGTTTGTTTCTTATCTTTTTCA TGGGATGAGAGGAGGAGAGA 228

Ai01B8485 Araip.B01 8485 p3 (TAT)6 18 28011019 28011036 AGCTTCGCAGGCTGAGTTAG GGCCTTGGGCAAGGTATTAT 245

Ai01B8486 Araip.B01 8486 c* (A)11(AAAAAT)5*36 28011659 28011694 GCCAGAAAAGGATCCAAAAC CACGCCTGACATTCCTTACA 279

Ai01B8487 Araip.B01 8487 p3 (TAT)14 42 28015069 28015110 TTCTTCACAGGCTCCTCGAT TAAAGCTGAGGTGGCAAGGT 124

Ai01B8488 Araip.B01 8488 p2 (AT)10 20 28019596 28019615 TGATGAAGCAATAGCGCAAG TCTTCTAGGTTCGGTGGTGG 223

Ai01B8489 Araip.B01 8489 p2 (AT)6 12 28024998 28025009 CAAGCCACCACCATTCTTTT CCGCCTTTCCCTAAGTGTCT 249

Ai01B8493 Araip.B01 8493 p3 (TCT)7 21 28106855 28106875 AAACTGGCCAAAATGTCCTG CGGTCTTAGGTGCCATCAAT 237

Ai01B8500 Araip.B01 8500 p2 (TA)9 18 28130354 28130371 TGGGCACCTTTACCATACTGA TAAAGCTAAGGCCAGCCAGA 261

Ai01B8502 Araip.B01 8502 p3 (GAA)5 15 28137914 28137928 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai01B8505 Araip.B01 8505 c (T)10cgaaaacaaaggagaaatttttgaaaaaa(T)1049 28141788 28141836 CAGCCAGCTAGGATTCAACA TCGAGTTTGGACAACTGACG 224

Ai01B8510 Araip.B01 8510 p2 (GA)8 16 28161300 28161315 GGCCAACAGGCTAAAACAAG GGGTTCTGAGATGAATGCGT 249

Ai01B8512 Araip.B01 8512 c (A)10gagaaaaagagaaaaagaaa(AT)7tggttaattaaagattcaatttataaagctcacttagcc(AT)695 28171633 28171727 TGGGAATTTGGGAACCTACTC TTTCAAGGTTGTAATGGGGC 226

Ai01B8516 Araip.B01 8516 p2 (AC)7 14 28188245 28188258 GGGCTAAGGTGAGGGTAAGG GGGGACAAAATTACCCCAAT 233

Ai01B8517 Araip.B01 8517 p4 (TTAT)10 40 28188398 28188437 CCCATAATTCCCACTTTTGC TCCATGTGCATTGATATGTTATG 226

Ai01B8518 Araip.B01 8518 p3 (GAA)6 18 28189848 28189865 AACAAGGCACGAAGCAATCT CGCGCTGTTTTTGAATTCTT 279

Ai01B8519 Araip.B01 8519 p3 (GAT)5 15 28200667 28200681 TAATTTCGCGCACCATGATA GAGGAAATCCTCAACCTCCC 267

Ai01B8521 Araip.B01 8521 p2 (AT)7 14 28207161 28207174 AACCATTGATGCTCAAAGCC CGATGTGGTGGTATTGCTTTT 260

Ai01B8524 Araip.B01 8524 p2 (CT)6 12 28216366 28216377 TCTTGTGATTTCTTGTGAATCAA AAAGAAATTTTGAAAAAGGGGG 271

Ai01B8525 Araip.B01 8525 p3 (TAT)5 15 28216696 28216710 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 203

Ai01B8531 Araip.B01 8531 p2 (AT)7 14 28230473 28230486 TGGTGCAAATTGTTAGAAAGAGA GGTCCGTCACTGGTTGATTT 279

Ai01B8535 Araip.B01 8535 p3 (TTG)6 18 28248217 28248234 GCTTCCATTCTGCTTCTGCT CAGGAGCAGGACAACAACAA 210

Ai01B8538 Araip.B01 8538 p2 (TA)7 14 28251519 28251532 TGTTGTGCCCGTACTTGTGT ATGATTTGCATGCCCAATTT 232

Ai01B8539 Araip.B01 8539 c (T)10atcttacttatacttgtatgttttcatatgtatattatgacctttgtgcag(T)1172 28252296 28252367 TTGCAATTTGTTTAGCCATGA TGAAAAAGACACATAAAAGACATTCA 133

Ai01B8540 Araip.B01 8540 p2 (TA)6 12 28257765 28257776 CCACAATGGTGAAGCACAAA TGAAGAATATATAATCCGCATTTGAA 231

Ai01B8542 Araip.B01 8542 c (TAT)10gatacatgaagaaactatacatagagatgaactatgtattttttttccatctttagttgtcattgagtctctttgatatttggaaac(GA)9135 28262250 28262384 CCAACCCAACAAACAAACG AACAACATAGCACTCTCAATCCTG 280

Ai01B8543 Araip.B01 8543 p2 (GA)12 24 28263133 28263156 TTGTGGAAAGGGAGAGGATG ATCATTCGTCCCCACTCAAA 203

Ai01B8544 Araip.B01 8544 p3 (ATC)5 15 28263948 28263962 GAGAACCGGTCCGAGTAACA GGGATTTTGGTTGGAATGTG 196

Ai01B8550 Araip.B01 8550 p2 (AT)7 14 28321564 28321577 GGTGGCATTGCTTTTGTTTT TTGCTCTTGCCTTTTGGTTT 208

Ai01B8551 Araip.B01 8551 p2 (AG)6 12 28333443 28333454 AAGCAATGGCAACTTAAATCAAA GGAGCTCGCATATTTTCACC 280
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Ai01B8559 Araip.B01 8559 p3 (CAT)10 30 28347468 28347497 TGAAATGAATTTATTCCTCCCG GAGGGATTGTCGGATTTTGA 256

Ai01B8561 Araip.B01 8561 p2 (AT)10 20 28351356 28351375 TCAATCTCTCCTTCTCTAAGCCA TCCTTCTCTTCCACGGTGAT 250

Ai01B8563 Araip.B01 8563 p2 (AT)10 20 28358063 28358082 TCGAGTTTGGACAACTGACG GCTTCAGCAGGGCATTACAT 242

Ai01B8564 Araip.B01 8564 c (T)10gttttttttg(T)1232 28368831 28368862 GCCCAACTCTCTGGAAAATG TGCAAATTGTGTGATGGTTG 193

Ai01B8565 Araip.B01 8565 p3 (AAG)7 21 28370427 28370447 AAGCAATTGCCTTCCCTTTT ACCCTCTCTTCTTCCCCTTG 217

Ai01B8568 Araip.B01 8568 p2 (AT)9 18 28376938 28376955 CTTGGTGCAGGGATGACTTT TTGAAGGGTGAGGTAGGTGG 208

Ai01B8569 Araip.B01 8569 p2 (GA)7 14 28379107 28379120 CATGCAAGCAATCCCTTAAAA CCCTTCCCCCTTCTATCTCA 278

Ai01B8572 Araip.B01 8572 p4 (TAAA)6 24 28400582 28400605 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 203

Ai01B8574 Araip.B01 8574 p2 (AT)8 16 28418526 28418541 TAGCTCCTGACTCAGCCTGC GATGTAGGTCGAGAGGCACC 249

Ai01B8575 Araip.B01 8575 p2 (AT)8 16 28423553 28423568 CAAAACCTCAGCACCAATCC GTTCGATTTAGCTTGCGGAG 216

Ai01B8580 Araip.B01 8580 p2 (TC)6 12 28459689 28459700 AACCGCTTGACTTGTTTGTTC GGTTCGAATTTTAAGAAGAGGGA 278

Ai01B8581 Araip.B01 8581 p3 (TTC)5 15 28463216 28463230 CCAAGAATTCCCCCTCTCTC CTAGAGGTTTCTCCGGCCTT 258

Ai01B8582 Araip.B01 8582 c (A)11gcgaaaaaaataaagaaaaaaagagaaagaaaaag(A)1056 28464908 28464963 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 257

Ai01B8587 Araip.B01 8587 c (T)10cgaaaacta(T)1029 28502528 28502556 TGGCTTAATAGCCAGCCAAG GTTTGGACAGCTGACGGTTT 208

Ai01B8588 Araip.B01 8588 p2 (TA)36 72 28515236 28515307 TTAATTTTGAGATCATTTAGCTCTGTT ATGGAGATGCGAAAGGAAGA 270

Ai01B8589 Araip.B01 8589 p2 (CT)6 12 28517499 28517510 GGAACATTGAACCTGGAATGA GAGTCCAAGCCCAGAAACAC 210

Ai01B8596 Araip.B01 8596 p3 (GAA)5 15 28586310 28586324 CTTCTTGGGGACCAAGTCAA CTGTGCTTTCTCTCCTTGCC 243

Ai01B8601 Araip.B01 8601 p3 (ACA)5 15 28613846 28613860 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai01B8602 Araip.B01 8602 p2 (CT)6 12 28618443 28618454 CAGCTTCCCTGATTAGCCAC AAAACCTTGTTAATGGGGGTG 156

Ai01B8603 Araip.B01 8603 p3 (AAT)6 18 28644660 28644677 CAGGTTCTGGATCTGCTTCC GTCTCCCCCTCTTCTTCCAC 150

Ai01B8605 Araip.B01 8605 c (AGA)5tatggaggagatggaggggtgtgtgtatggatgtgagtggtgaatggagaatagaagggatgatcatgaatg(GA)699 28650059 28650157 TGTCTTCCCTTCCCCTCTTT AATCCCACAGGATCCCTACC 253

Ai01B8608 Araip.B01 8608 c (A)10ttggaaaatatccacggagctggtagctaccgacgatcgtctttcggttccgattaggacctcaccaacacacagagtgggagagagagac(AG)7115 28657262 28657376 TACGAACCCTAATTGGCCTG TGAAGAGATGAATTACCAAGCG 272

Ai01B8612 Araip.B01 8612 p3 (TAA)6 18 28670200 28670217 CTTGAACGGCTAGGAAACCA TATGAAGTTGGTTGCCCCAT 274

Ai01B8613 Araip.B01 8613 c (AT)10(GT)7 34 28671904 28671937 TTGGCTATTCTGCCTTGGTC GTCCCTGTACCATTGGATGC 134

Ai01B8615 Araip.B01 8615 p3 (AAT)5 15 28677224 28677238 CGAGAAACAAACTTGTGGCA GTCACCCCACCTGAGTGTCT 273

Ai01B8617 Araip.B01 8617 c* (A)10cgtttatatttgtgtgatatataaaaca(ATT)16(TA)7*99 28678406 28678504 GAGGGCTAACACTACAAAAATCG TTTTAACTAGGAGGAAGTGCAAAAA 272

Ai01B8622 Araip.B01 8622 p3 (TTG)7 21 28687027 28687047 CATGAGGTGGTCAAACGAGA TTGTCCATTCACACACAAAAGA 276

Ai01B8626 Araip.B01 8626 p2 (TA)13 26 28697185 28697210 GCTACCTCGCTGAGCGTACT CGTCCTGCATCTGAAAACAA 170

Ai01B8627 Araip.B01 8627 p2 (TA)7 14 28697477 28697490 TTGTTTTCAGATGCAGGACG GACCTACGAAGCAAAGGCTG 250

Ai01B8638 Araip.B01 8638 p2 (TA)6 12 28785767 28785778 GCGAAAGTCAACTTCAATTCTT GGCCACTATATTTTTGGCGA 211

Ai01B8641 Araip.B01 8641 c (ATG)8att(ATG)6 45 28789888 28789932 GCCGATACTCCTGATGTGGT AAGTGCAGGGGGTACTGTTG 227

Ai01B8643 Araip.B01 8643 p2 (GT)7 14 28800017 28800030 AGATGCACAAAGACGCAATG CATTCTCACTTAGCCTCCCC 137

Ai01B8647 Araip.B01 8647 p3 (TTG)5 15 28818511 28818525 CCTTGCTTTTGCTTCTCTGG AGAGGGGAAGCTCTTTCAGG 205

Ai01B8657 Araip.B01 8657 p3 (GAA)5 15 28851542 28851556 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217
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Ai01B8662 Araip.B01 8662 c (CT)18ttttctctctcgagtgcccccc(CT)20ttt(TC)7115 28861525 28861639 GCGCCATCCTCTTCATGT CGACATGCTCTAGTGACGGA 261

Ai01B8667 Araip.B01 8667 p5 (TTTTA)6 30 28879510 28879539 ACTACAGAGCCCACACACCC ACAGCCAAAAATGCAAAATG 269

Ai01B8668 Araip.B01 8668 p2 (TA)10 20 28891108 28891127 AAATCGCAACCCAAGTGAAC ACCCCGGAGATGTTTTGAGT 181

Ai01B8669 Araip.B01 8669 c (A)10tttccattccgcccatgcatggctttggctattcttgaag(GA)866 28894208 28894273 ATTTTGTGGGTGTCACGGAT TGCCTTGTTGCTTACACTCG 253

Ai01B8671 Araip.B01 8671 p3 (GAA)5 15 28904288 28904302 ACTCGGAGGTGGAAGCTTTT CTTGGCCGAAACACATCTCT 209

Ai01B8672 Araip.B01 8672 p2 (AG)7 14 28906854 28906867 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai01B8674 Araip.B01 8674 p2 (AC)15 30 28913802 28913831 AAATCGCAACCCATGAGAAC GGCGTCTGATTAGGAGCTTG 219

Ai01B8683 Araip.B01 8683 p2 (TC)7 14 28935404 28935417 AACACATTGCTGCATTGCTC TCAAGCCCCATTTCTAAGGA 275

Ai01B8691 Araip.B01 8691 p2 (AT)9 18 28959192 28959209 ACCCTCCGTCGTAAGATGTG CGACATGTGCGGTAGTGAAC 151

Ai01B8692 Araip.B01 8692 p2 (AT)16 32 28962649 28962680 CAGTAGACGAGATGGGGGAC CAAAACTGTTCGAGACACGG 279

Ai01B8693 Araip.B01 8693 p3 (GAA)5 15 28962970 28962984 CCCAGAATTCTCCGTGTCTC CACAGCCAAAAACTTGGACA 220

Ai01B8694 Araip.B01 8694 p3 (CAA)6 18 28963223 28963240 GGCACGGATGAAGATGAGAT AAACGGGACATTCAAGCAAC 175

Ai01B8698 Araip.B01 8698 c (T)10cataattttatttattacatgccaatctgaataga(T)11ggtatgaactcaacg(T)1081 28972651 28972731 TGGCTTTAAAATGACAAGACTGA CAAATCTTGTTAGTTCCATGGGT 233

Ai01B8700 Araip.B01 8700 p3 (ATT)9 27 28974151 28974177 GGGCTTTGCCTTAATTCTCA ATCACCAACAACCACAAGCA 204

Ai01B8702 Araip.B01 8702 p5 (AAAAT)5 25 28976623 28976647 TGCACCGTGTGGAATAAAGA TTTTTAGTGCCATTGAGGGG 160

Ai01B8705 Araip.B01 8705 p2 (CT)7 14 28993108 28993121 TTGGCCTTTGATTCATAGCA TCACTTTTTGCAACGGTCAG 278

Ai01B8708 Araip.B01 8708 p2 (CT)7 14 28998757 28998770 TGTTCTTGGTGTTCATCTTGACA GAAATTTTGAAAAAGGGGGAA 280

Ai01B8710 Araip.B01 8710 p3 (GAT)5 15 29013597 29013611 TTCTGAGTTCTGCATCTGGG TGGAATCAGCAAAAGGACAA 209

Ai01B8718 Araip.B01 8718 p2 (GA)7 14 29035506 29035519 AGGATGCTGCATTGGAAAGA TTACCAAAAGGACACTGGCA 251

Ai01B8721 Araip.B01 8721 p2 (AG)6 12 29043539 29043550 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 198

Ai01B8722 Araip.B01 8722 p2 (AG)6 12 29049849 29049860 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 198

Ai01B8723 Araip.B01 8723 p2 (TA)8 16 29050730 29050745 GAATGTCATGCAATGCAACC TCTTTCCCATCTCGTTTGCT 194

Ai01B8726 Araip.B01 8726 p2 (AG)6 12 29057102 29057113 GGAACATAAAACCTGGATTGAGA GGCCCAGATCCAAGTACAGA 194

Ai01B8727 Araip.B01 8727 p2 (TA)7 14 29059341 29059354 GGTTTATCAACCTCCCCACA TCATGTTCCCTGCTTTCACA 272

Ai01B8728 Araip.B01 8728 p2 (AG)6 12 29061711 29061722 CAAAGGAACGTAAAACCTGGA GGCCCAAATCCAAGTACAGA 198

Ai01B8731 Araip.B01 8731 p2 (AT)6 12 29074783 29074794 AAGATCCGTAATTTTGGGGTG TCAATGGAATGCCCTAAAAGA 241

Ai01B8733 Araip.B01 8733 c (GA)12a(AG)9tacaagttatagattaaaagagtgagaatgttttgggg(TA)693 29086852 29086944 TGGAATAGCACAACCTCGTTT AAAAGGAGAAGCATCAGATACAA 206

Ai01B8737 Araip.B01 8737 p2 (CT)9 18 29103284 29103301 TGTTTGTCTCTTATCTTTTTCAAAACT GGAGAGTAGAGATGTGAGGTAAGGA 280

Ai01B8738 Araip.B01 8738 p3 (TAT)9 27 29103621 29103647 CCCCTTCCTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 264

Ai01B8739 Araip.B01 8739 p3 (TTC)5 15 29105261 29105275 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai01B8744 Araip.B01 8744 p2 (AG)6 12 29143962 29143973 CGGCCAAGAAAACACAGATT GGAACATTGAACCTGAAATGAA 185

Ai01B8746 Araip.B01 8746 c (TA)6tc(TG)12 38 29170759 29170796 GGTGCCAGATTAGGGGTTTT AAAGCCCGATTGAATGATTG 253

Ai01B8747 Araip.B01 8747 p2 (TG)6 12 29183552 29183563 CTTCTCTCTTCCCTTGCGTG AACCCTAATAGCCACCGAGC 271

Ai01B8748 Araip.B01 8748 p2 (TA)7 14 29187146 29187159 CTACCAAAGCTCACGCTTCC TTGTGGGAGCGGTTTAAAGT 134



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8749 Araip.B01 8749 p2 (TG)6 12 29191049 29191060 CCTTCTCCCTTATTCCACGG CCTACCAAACACCCAGCAGT 117

Ai01B8750 Araip.B01 8750 p2 (AT)7 14 29194049 29194062 AAATAAAGGGCTAAATCTCGGA TTGATCAAAGTCTCGTGCTGA 187

Ai01B8753 Araip.B01 8753 p2 (TC)22 44 29203751 29203794 CCCCTTGAACTCTCTTCTCCT TCAAGGGGTTTTTATCTGGG 193

Ai01B8754 Araip.B01 8754 p2 (TC)23 46 29203936 29203981 TCCCAGATAAAAACCCCTTG TGCTAGCTGTTTTGCACTCA 156

Ai01B8756 Araip.B01 8756 p3 (TTA)10 30 29210208 29210237 TAGTGACCGGCATTCATGTG TTGTTGATGGCTATGTCGGA 196

Ai01B8757 Araip.B01 8757 p3 (CTT)5 15 29219533 29219547 TTCAAATGTCTTGGAAGGGG AACCCCAGTGGACAAGACAG 154

Ai01B8758 Araip.B01 8758 p2 (TG)6 12 29237264 29237275 TGCTTGAATGCTTTTATGCCT AAGGAAGCGTGAATTGTTGG 262

Ai01B8764 Araip.B01 8764 p3 (AGA)12 36 29256797 29256832 TTTGAGTTTGAGCTCCCCAT TTCCGACAAGTTCGTTTTCC 146

Ai01B8765 Araip.B01 8765 c (A)11ttatttggcacctaaatctttttactaactaaattaaactataagacttagaataatag(T)1282 29257141 29257222 TGAGTTTGGTTAGGCTCGCT AATTAAGAGGTCGCGGGTTC 250

Ai01B8768 Araip.B01 8768 p2 (AT)9 18 29266858 29266875 TGTAACGACCCACAATTTTGAA ACACATATGGGGTTGGGTGT 263

Ai01B8769 Araip.B01 8769 p2 (TA)21 42 29279456 29279497 ATACAAACCGGCTTGAGCAC TTTCAGATGCAGGACGTGAG 278

Ai01B8773 Araip.B01 8773 p3 (AAG)5 15 29286555 29286569 CGGTCTTAGGTGCCATCAAT GGCCAAAACACAACCCTCTA 153

Ai01B8776 Araip.B01 8776 p3 (TAT)25 75 29301400 29301474 GAGAGTGGCGGCAGATAGAG TTTCTCTTATGGCATTCGGC 171

Ai01B8778 Araip.B01 8778 p2 (AT)6 12 29302713 29302724 GCAGATTCGCACTATAATAATTAAAAA TCCGCATAATTAAACCTTTTCTTT 248

Ai01B8780 Araip.B01 8780 p2 (TA)6 12 29328632 29328643 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTCTGGG 156

Ai01B8782 Araip.B01 8782 p2 (GA)6 12 29331505 29331516 GGAGGGAAGAAGAAAAAGAAAAA CGCGTCAATCAGTATAAGCG 243

Ai01B8784 Araip.B01 8784 p4 (AAAT)6 24 29336192 29336215 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 199

Ai01B8785 Araip.B01 8785 p2 (CT)6 12 29351914 29351925 AAAGAACCTGGGATTGAGAGC CAAGTGACGAAAATCAGCGA 255

Ai01B8789 Araip.B01 8789 p2 (CT)7 14 29370208 29370221 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAGGATTGGAGGAGGGA 245

Ai01B8790 Araip.B01 8790 p3 (TAT)5 15 29370557 29370571 TCACATCCTTTATCACCCCC CAGGTTCTGGATCTGCTTCA 166

Ai01B8794 Araip.B01 8794 p3 (TAT)5 15 29385858 29385872 AATGTGATTCCTGGCATGGT ATCTTCACTGTGGACGGGAC 266

Ai01B8799 Araip.B01 8799 p2 (CA)6 12 29392563 29392574 TTAACACGATGGCTCTGTGG TCCGCATTGTAGTTGAGCTG 266

Ai01B8801 Araip.B01 8801 p3 (TTC)5 15 29398745 29398759 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai01B8803 Araip.B01 8803 c (A)14tccaaactaaaaatataagttacaatactcacaggaa(AT)1071 29402993 29403063 TCGGGTATTACGACGACTCTT AGACGACGAAGTTCAGAGGA 280

Ai01B8804 Araip.B01 8804 p2 (TC)6 12 29405913 29405924 GCTGTTTTCGGTGACAGAGG CGAAGAGAGAGAGAGGCCAA 268

Ai01B8805 Araip.B01 8805 p2 (CT)6 12 29406067 29406078 TCTCCTTTGCTCCTGTGCTT CGTCTCCCTTAGAGTCGTCG 260

Ai01B8807 Araip.B01 8807 p2 (TC)6 12 29413088 29413099 CACAACCAGCCTTAGCAACA TATTTCCCAGTTGTCCCTGC 277

Ai01B8811 Araip.B01 8811 c (A)10gagaaaagag(T)1030 29437699 29437728 TGCCCAGTTTGTGCCTATTA AAAGGAAAGCAAAAACAGGCT 228

Ai01B8813 Araip.B01 8813 p5 (TTTTA)9 45 29457048 29457092 TTTTGCTCTTGCCTTTTGGT TGGCAATCTGAAAAATCCAA 206

Ai01B8814 Araip.B01 8814 c (T)10gtata(T)10 25 29473774 29473798 GAAACACATGCAAGACACCAA CGGTTCATCTTGTTGCTCAG 241

Ai01B8815 Araip.B01 8815 p3 (TAT)7 21 29480900 29480920 TGATTCTTGAAACCTGATTTGG CCTCGGTGTGGCTAAGGTAA 278

Ai01B8816 Araip.B01 8816 p3 (TTA)6 18 29481272 29481289 GGCCTTCAAATACGTTGCAC CGAAGTAGCTGCTGCAAAAGT 265

Ai01B8817 Araip.B01 8817 c (T)10ctttttc(T)13 30 29481689 29481718 TTAAGACTCGTTTTTGTTGCTTT TGAACTTTAGTGGCGTCAACA 253

Ai01B8822 Araip.B01 8822 p2 (GT)6 12 29508916 29508927 GAATTACTTGGTGTGCGTGC CACACCTGGTGCTTTTCAGA 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8823 Araip.B01 8823 p2 (AT)6 12 29528121 29528132 CACCACCAAATCTCAACCAA AATTGACAATGTGAGTTGAATGTAA 280

Ai01B8826 Araip.B01 8826 p2 (AT)10 20 29554003 29554022 AAAAGGGACAAAATTACCCCA TGTAATGGGGCCAAGGTAAA 258

Ai01B8829 Araip.B01 8829 c (T)10aatttgaaaagaaaatgcagaatgcaatgttaatatgaatgtgatgcgaaattccagcttc(AATAA)6101 29569087 29569187 TTCCCATTTATTTTCACTATTGTTTTT AAAGGAGATTTGCTCACAATTTTT 276

Ai01B8831 Araip.B01 8831 p2 (CA)12 24 29573363 29573386 ATCCTGTGAGGGTTCGATTG TGCACAATCAAGGACTAAATCAA 277

Ai01B8832 Araip.B01 8832 p2 (TA)10 20 29573511 29573530 GACCACACACACACACACACA CCAAGAAAGACAAGAAAGGGG 260

Ai01B8833 Araip.B01 8833 p4 (ATTC)5 20 29574075 29574094 AGGCTACAAAGTGGGGGAAT TTGAACCTGGAATTGAAAAGAAA 169

Ai01B8835 Araip.B01 8835 p3 (AGG)6 18 29608873 29608890 GTCAAAAGGCCATAGCCAAA CTCCTGAGTCCAAGCCAGAC 226

Ai01B8840 Araip.B01 8840 p3 (TAT)5 15 29636649 29636663 TAGGTGAGGTTTAATGGCCG TCTTCACATTGTTCCCTCGC 252

Ai01B8841 Araip.B01 8841 c (T)12acttgagagataaagtgtgatactcacagtatattttataagtagaattaaaaaaatattaaaagattaaaaatcacattttacctcttcattt(A)11117 29642058 29642174 AAATTACTAGCACTTAAACTTTTTCCA TGGGATTTGGTTAGACTTAGTTGA 275

Ai01B8844 Araip.B01 8844 p2 (AT)6 12 29649356 29649367 TCGCCAAGGTGTGTGTCTAC ATGCAGCCAAATCATAAGCC 264

Ai01B8845 Araip.B01 8845 c (A)10ctaacatctatattt(A)1035 29650554 29650588 TTGGTGGATCAAATTTCTTTAACA TTACCCTGCAGAGTGCAATG 275

Ai01B8856 Araip.B01 8856 p2 (TA)6 12 29680706 29680717 TGCTTGAAAGATCCTAAACATGG CGCGAGTTTGACAACATTGA 116

Ai01B8857 Araip.B01 8857 p2 (TA)7 14 29680869 29680882 CGTGGAACTGACCTAAACTCG GAGGATTTGAATGTGTATTTTAACG 207

Ai01B8859 Araip.B01 8859 p2 (TC)6 12 29692262 29692273 TTCTCTCCTCTCCTCATGCTC GGGGAGAGAGAAAAGATGGG 140

Ai01B8860 Araip.B01 8860 c (GA)8tatgg(GA)6aggagaggagag(GA)759 29692664 29692722 GAGGAAGAGAGAGAAAAATGGG CCTCTCTCTAATCATTTCTCCCC 209

Ai01B8861 Araip.B01 8861 p2 (AG)7 14 29692880 29692893 GGGAGAAAGAGGGCAAGAAA CCTCCGCTCTCTCCCTTATC 244

Ai01B8862 Araip.B01 8862 c (GA)8ggagataaagaggaaaatgagtgagagagaagg(GA)1987 29693061 29693147 ATAAGGGAGAGAGCGGAGGA CCAAAACCAAAACCAAAACC 215

Ai01B8863 Araip.B01 8863 p2 (GA)6 12 29694010 29694021 GCTTCGTGATGCTTAGGGAC AAAATTTAATCTTTGATCCGTCTTT 224

Ai01B8864 Araip.B01 8864 p2 (GA)7 14 29698851 29698864 CTAACTTCGTTTCTTTGTCATTTTT TGCATGTTTTTGCACTGGTT 272

Ai01B8867 Araip.B01 8867 p4 (TAAA)5 20 29710998 29711017 TGCAGAGAAGTCCCTGTGTG TGGAATTAAGTTTGGTGTTACCC 178

Ai01B8869 Araip.B01 8869 c* (CTC)5(CT)8* 28 29714703 29714730 CAAACTCGAACCTCTCTCGC GCAGAAGGGAGTCACAGGAG 247

Ai01B8870 Araip.B01 8870 p2 (AT)7 14 29717935 29717948 GCTCAACCTCTAGGAGGGACA AGATGCAGCACGTGAGACAC 159

Ai01B8871 Araip.B01 8871 p2 (AT)6 12 29723019 29723030 TGAAAGAAGGAGAAAAGGGGA GAAGCGTAGCATGTGAACCA 270

Ai01B8872 Araip.B01 8872 c (A)10caatgagggacctaaggctacacttatatacagtagctatagtatac(A)1168 29724739 29724806 GCGTTCTTCAAGTTTTTGGC CCAAAGGCTACGCTTTTCAG 270

Ai01B8878 Araip.B01 8878 p2 (CT)6 12 29743633 29743644 TTTCTTCTCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGATG 266

Ai01B8879 Araip.B01 8879 c (CT)7gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)598 29743868 29743965 TCGAAAATCCTTCTCCCTCA GTTCTTGTCCTTGCTCCTGC 231

Ai01B8880 Araip.B01 8880 p3 (TTC)5 15 29745935 29745949 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 196

Ai01B8882 Araip.B01 8882 p2 (AT)6 12 29752576 29752587 TTGCGTCTTAATTGGTTTGG AAAACACCAAAATTGCTGGC 260

Ai01B8885 Araip.B01 8885 c (TAC)11(TAT)9 60 29784947 29785006 CACCGGCATAGCACCTATTT TTGCCATGACTAAAGCAAAAGA 221

Ai01B8888 Araip.B01 8888 p3 (CAA)5 15 29797426 29797440 AGTGTGTGAAAAGGGCAACC GGTGACTCCCACGCCTAGTA 204

Ai01B8890 Araip.B01 8890 p2 (AT)8 16 29811975 29811990 AAATCACAGATGACGAGGGG AAATGACAGATGACGAGGGG 275

Ai01B8891 Araip.B01 8891 p3 (CAT)15 45 29815813 29815857 TTTGTTAATTCGGTGATCAAGTT TCACCTTGGGCAAAAATAATG 249

Ai01B8897 Araip.B01 8897 p3 (ATT)5 15 29851855 29851869 TGACATTGCAAGCGAATCAT TTTTGCTCAACAGGTATCAAACA 265

Ai01B8898 Araip.B01 8898 p4 (TATT)6 24 29852549 29852572 CACATATTTGCGGATCGGA ATCCGTATATCCGCGAATCC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B8901 Araip.B01 8901 p2 (AT)11 22 29855890 29855911 TTGTTGGTGGTGGAGATTTG TTGGGATCTATTGAAACCGC 145

Ai01B8902 Araip.B01 8902 p2 (GA)6 12 29856149 29856160 TTCCAAGGAATGGGAACAAG GGATATGACGCATTCACACG 167

Ai01B8905 Araip.B01 8905 p3 (AGA)8 24 29870747 29870770 AAGATGAATGCGACCAGAGG CCCCTCACTCGTTTGTGATT 213

Ai01B8906 Araip.B01 8906 p2 (AG)6 12 29880156 29880167 AAGGAGATGAGAGGGAAGGG TTCAAAATTTGTTTCAACCAACTAA 222

Ai01B8908 Araip.B01 8908 p6 (GAAGAC)5 30 29890683 29890712 AGCCTTCCTCTTCCTCCAAA GAGGTGGTGAGGTGACCCTA 225

Ai01B8909 Araip.B01 8909 c (TAT)6(TGT)7tcttgttgttcttattatgtaactg(T)1276 29892007 29892082 CAAGCATCAGATCTCCGACA TCATAATGCAAACCAACCTGA 221

Ai01B8911 Araip.B01 8911 p5 (TTTAT)5 25 29894105 29894129 GGTGCACTTGCCAATATTCA AAAGAAATAAAACCCGCCGT 217

Ai01B8915 Araip.B01 8915 p3 (TCA)6 18 29933830 29933847 CACAAAGCCAAGCAAAATGT TGCTAAATTCTCTTTGCCGAA 276

Ai01B8917 Araip.B01 8917 p4 (TTTA)5 20 29947522 29947541 TGAGAGAAGGTGAGAAGTCGAA TCTCATCTTTTTCAAAACCACC 252

Ai01B8924 Araip.B01 8924 p2 (CT)6 12 29989646 29989657 GCCAACTCTGAGCCAACATT GGGTGGTAGGAGGGAAGAAG 258

Ai01B8925 Araip.B01 8925 p3 (AAT)5 15 29991477 29991491 TGGAAATATTGGGAATTGGG TCATTTCGCAGCACTTATGC 248

Ai01B8927 Araip.B01 8927 p2 (AT)9 18 30003223 30003240 AGTGGTGCATCAAATCTCCC GGTTTGGCTTGGTTGTCAGT 230

Ai01B8931 Araip.B01 8931 p4 (TAAA)8 32 30043929 30043960 GGGAAATTGTGGGAACAAAA TGTGCATTGATCTTTGAATTCTG 240

Ai01B8933 Araip.B01 8933 p2 (GA)8 16 30055989 30056004 TCAGCGTAGCAACACACACA CCTCTCTCATGGCTCGTTTC 225

Ai01B8936 Araip.B01 8936 p2 (AG)6 12 30067252 30067263 GCAATGACAGCGACAGAGAA TGACCCTCTTCGATTCGTTC 215

Ai01B8937 Araip.B01 8937 p2 (TA)10 20 30076201 30076220 TTGTTGTTGTGATGCCCTGT TTTAAACCGCAATACCGCTC 228

Ai01B8938 Araip.B01 8938 c (TA)6aattattattgagctaattattttaatactagagtcttctatttatacaactttat(TA)680 30088869 30088948 TCAAATGCAAATCTCTCTCTCTTT TGCGCGCTATCTCTTTCTCT 235

Ai01B8945 Araip.B01 8945 c (AAAAT)5aaatagcactagtatttttcttaatttctgaaattaagtttggtgtttcctagttagtcttattttaa(T)10103 30137287 30137389 AAGGAAGGAGGGAAGAAGAAAA GCCAGAAGCATAACATGGGT 280

Ai01B8946 Araip.B01 8946 c (A)11ttc(A)13 27 30140404 30140430 GAGCCCCTATGATCCTCCTC AAGTTTAGCGCCAACCTCAA 249

Ai01B8947 Araip.B01 8947 p4 (AAAT)7 28 30141547 30141574 CAGTTGCAGAGTACGCCAAA CCACAAGCACTTAACTGGGG 127

Ai01B8948 Araip.B01 8948 p5 (TTTAT)5 25 30148913 30148937 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 205

Ai01B8949 Araip.B01 8949 p3 (GAC)5 15 30161042 30161056 CAGAGTAGAGCAGTGCAGCG CCAAAGTCAATGGCGTTTTT 133

Ai01B8955 Araip.B01 8955 p2 (AC)6 12 30185930 30185941 TGACTTGGTCTATCAATTTGCC AATGTATGCATGTCGACCAAA 229

Ai01B8956 Araip.B01 8956 p2 (TG)7 14 30186071 30186084 CACACCCCCTCCAACAAATA ATCCAAACCTTGACTCAACAA 189

Ai01B8957 Araip.B01 8957 p2 (AT)6 12 30186423 30186434 TCTCAATCAAAGCCAATGGTC GATTTCTTGCTCCTTCCTTGG 137

Ai01B8959 Araip.B01 8959 c* (A)13(AT)7* 26 30189195 30189220 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCGACTGAT 167

Ai01B8961 Araip.B01 8961 c (AC)11(AT)17(AG)11(A)1088 30196446 30196533 TTTGGGATTGGGTACATGCT GGAGCATTTTTGTCCCCTTT 225

Ai01B8964 Araip.B01 8964 p2 (CT)8 16 30214653 30214668 TAATTGATGCACCCAGTCCA TGAGAGCATGAGAGAGAGCG 221

Ai01B8966 Araip.B01 8966 p2 (TA)8 16 30216685 30216700 TTTTGATTTTGTGCATATAACTTTG TCTCCCTCCTTTAATTCTTCTCAA 163

Ai01B8967 Araip.B01 8967 p3 (TTA)5 15 30220758 30220772 ATCGTGAGCATGAGATGGTG CGATGAAACCTTTTCACCCA 259

Ai01B8972 Araip.B01 8972 p2 (AT)6 12 30228145 30228156 TCAAACATGCATATACAACCAAAA TTTTCTTTTTCGGGATGCAC 245

Ai01B8975 Araip.B01 8975 p3 (TTC)6 18 30248570 30248587 GCCGCACAACTTAACCAAAT TGCAATGAATGGATGTAAGCA 193

Ai01B8978 Araip.B01 8978 p4 (AAAT)5 20 30250144 30250163 GGAAGCATGCTCATGTGAAA GTCCCATGTGCATTGATTTTT 159

Ai01B8980 Araip.B01 8980 c* (AT)6(ATAA)5* 30 30258815 30258844 GTGGGTTTGGAAACATTTGG TTCACCATTTACTTTGGGGC 250
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Ai01B8981 Araip.B01 8981 p2 (TG)7 14 30261079 30261092 TTCTTGAGAGACGACCCGAG ACCACTCCCTCACCACACTC 264

Ai01B8982 Araip.B01 8982 p3 (CAT)5 15 30271459 30271473 AGATCCTTGCCACAGAGGTC CAAGAAAAACGCCAAGAAGC 236

Ai01B8984 Araip.B01 8984 p3 (AGC)5 15 30280242 30280256 AAGTAATTGCGGTGCATTCTG TCTGTCCCAAAAATTTGGATG 256

Ai01B8986 Araip.B01 8986 p3 (GAA)5 15 30292197 30292211 AGAAGAGGTGGTTGTCACCG AGCTTCACGCCTTGTTCTGT 147

Ai01B8987 Araip.B01 8987 c (TC)13(T)11 37 30292833 30292869 GGCATGAAGTGGGCATAACT CGCAACCGTTTCTATGGATT 246

Ai01B8991 Araip.B01 8991 p2 (AG)7 14 30326701 30326714 CAATCAGCGTTTTATGGGCT TCCGAAGAGAGAGGAGAGAGC 183

Ai01B8993 Araip.B01 8993 p2 (AG)8 16 30332924 30332939 CGAAAATCAGCGTGACAGAA GAACCTGGAATGCAGAAGAAG 266

Ai01B8994 Araip.B01 8994 p3 (ATT)5 15 30334223 30334237 TGGAGGACCTTGCTTCAGTC TCATGGAAGGATCAGCAGAA 205

Ai01B8995 Araip.B01 8995 p2 (GA)6 12 30335552 30335563 AGAGAGGGAGAAAGGGTTCG CAATCATATCTTTTTCAAAACCACC 267

Ai01B8997 Araip.B01 8997 c (T)10ggttttatgatttattaa(T)1038 30336722 30336759 CTCAATGCATGTGTTCTTCG CACATAAAGCTTGGCTGGCT 278

Ai01B8998 Araip.B01 8998 p2 (AG)6 12 30362290 30362301 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai01B9000 Araip.B01 9000 p2 (TA)7 14 30383879 30383892 TCCATATGCATTGATTTTTATTGAA TGGGTATGGAAAACTTGGGA 266

Ai01B9002 Araip.B01 9002 c (GC)6actgcgcgcttgggcaccgatgcctgctttcttc(T)1561 30385884 30385944 AGGCATAAAGTGGGCACAAC TTAAGAGAATGCCCTGTTTTTC 141

Ai01B9004 Araip.B01 9004 p2 (TA)16 32 30410839 30410870 TGGCATGATCAAACCAAATG TGCCGAAATAATAATGTTTGCT 278

Ai01B9005 Araip.B01 9005 p2 (AT)6 12 30411387 30411398 TGAACACATGGTAATCCTTCATTT TCATTCAAGTGTGGAAGAAAAA 272

Ai01B9006 Araip.B01 9006 p2 (AG)8 16 30420031 30420046 TTGAAAACCGGGCATTAGTC AGATATGGCTCCCGAAAGGT 236

Ai01B9007 Araip.B01 9007 p2 (AG)7 14 30437101 30437114 CCTTGTCCTTGTTCCTGCTC CCCTCAATTAGCAATTCGGA 179

Ai01B9008 Araip.B01 9008 p2 (AT)10 20 30447066 30447085 TGCACTTTTAGCTTATTAGTTGTGA CACGGGTTGTGTGTTCTTTG 280

Ai01B9009 Araip.B01 9009 p2 (TA)6 12 30447904 30447915 TCAGTGCACATGGGGTAAAA TTTCAAGGTTGTAATGGGGC 210

Ai01B9012 Araip.B01 9012 p2 (CT)7 14 30450894 30450907 AACATCTCTCCCTCACCCAC TCAGCTTCAACAAGAATGCC 194

Ai01B9019 Araip.B01 9019 p3 (TCT)5 15 30473296 30473310 CACCCCACCTACCTTCAAAA CCTATGACTCGGAGGTGGAA 268

Ai01B9020 Araip.B01 9020 p3 (TTA)5 15 30475758 30475772 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 244

Ai01B9026 Araip.B01 9026 p2 (TG)6 12 30509606 30509617 GCCTCTGCAAAGCAAATCTC TCCCAAATTTCTCAATTTAATACC 209

Ai01B9028 Araip.B01 9028 p4 (AAAG)8 32 30528113 30528144 CTGTCATCCCTTCCCAAAAA CGTGCTCTCTCTCCCTCAAC 159

Ai01B9031 Araip.B01 9031 p3 (TTC)6 18 30545301 30545318 TACACCGCTGTTGCAAATGT TGAGGAGGAGCTACTGGTGG 192

Ai01B9032 Araip.B01 9032 p2 (AT)10 20 30546261 30546280 CGAGGAGCCTTGAAGGATAA TGGAGCATGGAGAACTAGGG 172

Ai01B9035 Araip.B01 9035 p2 (AT)15 30 30608737 30608766 TGTGAGCAAACCTTGGACAG TTCACCATTTATTTTGGGGC 168

Ai01B9038 Araip.B01 9038 c (CAA)6(TAA)7 39 30641387 30641425 TCAAAAATAATTGGAATTTGGAGA CTCTTGTTCCTGGCCTCAAG 197

Ai01B9039 Araip.B01 9039 p3 (TGA)9 27 30641729 30641755 TTTGTTGCTTTGATTGCCTG CCCTTGATTCGAATTCAGCTA 275

Ai01B9040 Araip.B01 9040 p3 (TAT)5 15 30642046 30642060 TCCCTATGTCATGTGCGAAA ACTCCGATGGAATCGTCATC 251

Ai01B9043 Araip.B01 9043 p2 (AT)9 18 30642879 30642896 TGATTCTATGATTCGTGCGG AATCCCAATTCCAGCAACAG 173

Ai01B9047 Araip.B01 9047 c (A)10tcttccc(T)10 27 30657712 30657738 TGGCGTTCATCTTGACATTC TTTGAAAAAGTCAAATCTAATTTTCG 213

Ai01B9048 Araip.B01 9048 p2 (CT)6 12 30658455 30658466 CCTCACTCACCAAAAATCCG ATGGATCCACCTGCAGAAGT 188

Ai01B9049 Araip.B01 9049 p3 (TTC)5 15 30660127 30660141 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9051 Araip.B01 9051 p3 (AGA)7 21 30692275 30692295 GCTTTTGTCTTCCCTTTCCC CTCTACACTCCTCTTGGCCG 211

Ai01B9057 Araip.B01 9057 p3 (TAA)12 36 30777512 30777547 TTCTTTATTTGGATATTCGTGCC GCACTCTCTAATCACCAACACG 258

Ai01B9059 Araip.B01 9059 p6 (TATGAT)5 30 30781121 30781150 TTCGCTTGATGAAAGCAGTG CCTCTGTCGTGGATCCCTAA 215

Ai01B9062 Araip.B01 9062 p4 (TTTA)7 28 30810021 30810048 GGGTTAGCATATGACCCCAA TCTTTTCCAATCAAATCCTCTCA 256

Ai01B9064 Araip.B01 9064 c* (TA)8(TATG)16* 78 30834950 30835027 AGCGCAAACACACACGTATC TCGCAGATCGTGACTAGTGG 182

Ai01B9065 Araip.B01 9065 p2 (AT)6 12 30835151 30835162 TCTGCGAAGTTTAGATTGGCT TGGGTTGGGAGTTCTCATTC 243

Ai01B9071 Araip.B01 9071 p2 (AT)28 56 30894060 30894115 TGGTCGAAGGTCTTGATTGA AGAGTGACGCGTGGCTTAAT 137

Ai01B9074 Araip.B01 9074 c (A)11gag(A)10 24 30906085 30906108 TGAAGCAAGAAAAAGCAGCA CTCTAGGCCCAAACAATCCA 211

Ai01B9075 Araip.B01 9075 p2 (TA)6 12 30906373 30906384 TGGATTGTTTGGGCCTAGAG TAAACCGCAATACCGATTCC 242

Ai01B9081 Araip.B01 9081 p3 (AAT)6 18 30940623 30940640 GGGAAAGGGTGAAAAATGGT CCAAATACGAGACCCGAGAA 235

Ai01B9082 Araip.B01 9082 p2 (GT)7 14 30948763 30948776 CTATCGAACTGCGACGGATT GATGGATGTGTGTGGGACAA 135

Ai01B9083 Araip.B01 9083 p2 (AT)16 32 30956937 30956968 CAACATTTGGGGGTTTAAGG AAGCAAAGGAGGCAAATAGC 277

Ai01B9084 Araip.B01 9084 c (TA)7catatattttttttc(T)1039 30963026 30963064 TAGGGCATTTTCTCCCCTTT TGGGTTTGGAAACATTTGGT 238

Ai01B9086 Araip.B01 9086 p3 (AGA)5 15 30995847 30995861 AAGCAGAGCTTTTTCCCACA ACACTTAACCCCCTTTCGCT 136

Ai01B9090 Araip.B01 9090 c (T)11gctcttgcctcttggttttaagagcttttggctttttctgcttgcttgttc(T)1072 31027886 31027957 AGCCACTTAGGCCAGGATTT GCAGTGAATACAAAGCTTGCAG 234

Ai01B9091 Araip.B01 9091 p2 (GA)6 12 31033110 31033121 CTTGTCCTTGCTCTTGCTCA CAAAAATCACTAACCCCTTTTCA 269

Ai01B9092 Araip.B01 9092 p2 (AG)7 14 31033261 31033274 ACAGATGGAAGAGGGGGTTC TGACTTTTTGTGTTTCAAAACTACCT 269

Ai01B9093 Araip.B01 9093 p5 (TTATC)6 30 31038203 31038232 ATGGTCGTGGATTGACCTTC GCCCAAATAGAGGAACACGA 161

Ai01B9094 Araip.B01 9094 p2 (AC)7 14 31074910 31074923 AATGGGGCTGAGGTAAAGGT GGGGACAAAATTACCCCAAT 243

Ai01B9095 Araip.B01 9095 p2 (GA)6 12 31091074 31091085 TTCGAACACAGAGAGGGAGG CGAAAATCACTAACCACTTTTTCA 251

Ai01B9096 Araip.B01 9096 p3 (AAT)5 15 31114909 31114923 AACAGCGACAAACCTGGAAC AAACAACCCTCAATACAAGCAAA 247

Ai01B9097 Araip.B01 9097 p3 (TAA)6 18 31115293 31115310 CGTTTGGGGTATATTTGATGC CATTCCTCAGTCCACTGCAA 226

Ai01B9102 Araip.B01 9102 p3 (AGA)6 18 31141440 31141457 TAGAATATTGCTCGCCCTCG CATATGGCCGAACCAATACC 183

Ai01B9103 Araip.B01 9103 p3 (AAT)5 15 31142694 31142708 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai01B9104 Araip.B01 9104 p2 (GA)6 12 31143027 31143038 TGAGGATGGAAGAGAGGTGAG TTTCTTAACTTTTTCAAAACCACC 270

Ai01B9109 Araip.B01 9109 p3 (GAA)5 15 31156159 31156173 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 233

Ai01B9110 Araip.B01 9110 p2 (CT)6 12 31159201 31159212 CTACCTCGCTGCTTCTGCTT GATTTATTCCAGCCGCGTAG 231

Ai01B9113 Araip.B01 9113 c (A)11gag(A)12 26 31176133 31176158 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 192

Ai01B9117 Araip.B01 9117 p2 (GT)6 12 31207250 31207261 GCTTCTTCTATGGGCCAGGT ATGGAAAACCGAAAACAACA 217

Ai01B9118 Araip.B01 9118 p2 (CG)8 16 31211164 31211179 TGGGATTCGACCCTTACTCA TCTCATTTTATATGTGCGTGTGTG 154

Ai01B9122 Araip.B01 9122 p3 (TCT)5 15 31234615 31234629 TTCGCCACTCACATCCATTA CTTGGAGGTGGAAGCTTTTG 262

Ai01B9123 Araip.B01 9123 p3 (AGA)6 18 31235482 31235499 TTAGAATGTTGCTCGCCCTC ACAGGATCCCCACCTACCTC 226

Ai01B9131 Araip.B01 9131 p2 (AT)10 20 31285494 31285513 ATTCCCACTTTTGCATCACA GTGCATGCTCATGTGAAACC 255

Ai01B9133 Araip.B01 9133 p2 (CT)6 12 31313196 31313207 GGCCCAGATCCAAGTACAGA TCCAATTGTAAAGGTAAATAGCCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9135 Araip.B01 9135 p3 (TAT)5 15 31339682 31339696 GTTATCGTGTGAACGGTTGC TCATGCCATAAAGCAAAGGA 160

Ai01B9138 Araip.B01 9138 p2 (AT)7 14 31349390 31349403 TATTGTGCAAGTGACGCGAT ATATAAAGGGGTGCACGACG 228

Ai01B9141 Araip.B01 9141 p2 (CT)6 12 31361835 31361846 AAAGGGAATTAAATCTAACAAGGAGA AGTGGAGCTGGAAGGCATAA 275

Ai01B9142 Araip.B01 9142 p2 (AT)6 12 31364903 31364914 TTTTCAGATGCAGGTCGCTA CCCTAGTTTTCCATCAAGCC 247

Ai01B9143 Araip.B01 9143 p2 (TC)6 12 31366765 31366776 TTCTCAAAGTCCCAGCCTTC GCGGGAAATATATAAGCGCA 147

Ai01B9146 Araip.B01 9146 p2 (TA)12 24 31389269 31389292 GCAGGTTGCGGCTAGTATTT TCATGCCGTAAAGCAAAAGA 256

Ai01B9151 Araip.B01 9151 p2 (AT)11 22 31403622 31403643 GGGTTAGGGTCAAGGTAAGGA AAACCATATGCATTCACCTTTTG 242

Ai01B9153 Araip.B01 9153 p2 (AT)6 12 31429602 31429613 TGAAGCAAGAAAAAGCAGTGAA TTTTTACCCTTGCCTTGTGG 125

Ai01B9155 Araip.B01 9155 p3 (TCT)13 39 31455641 31455679 CCAAAAACCCCACCTACCTT AAAATGTTTGCTCGTCTCCG 263

Ai01B9160 Araip.B01 9160 c (A)10tttttaaataaaataaaattaaaaaaataattaaaaaaataataaataaataaataaattttaataac(TAAA)598 31477536 31477633 TTTGCACCCTGTTTTTCTCC TGCAATGAATGAAAGTAAGCAA 255

Ai01B9161 Araip.B01 9161 p2 (AG)6 12 31481689 31481700 GAGAGAGGGAGAGGATTTTCG TTTTTATCTTTTTCAAAACCACCT 214

Ai01B9171 Araip.B01 9171 c (A)13tttc(A)10 27 31516214 31516240 TTGTTCTTGCTTGAATTTTTCG GAAAATCACCAAGAGAATACCAAA 127

Ai01B9175 Araip.B01 9175 p5 (TTTTA)6 30 31539001 31539030 AATTCCTTATCTTCTCTTACCTAGCTT TTGAAAAAGATGTGGGTGAGG 206

Ai01B9178 Araip.B01 9178 p2 (AG)7 14 31560620 31560633 TCGTTAGAGCTTCGTGCTGA GAGGTTAAGCCTCTGTGAACAA 237

Ai01B9180 Araip.B01 9180 p2 (AT)11 22 31581117 31581138 GGAAGCATGCTCATGTGAAA TGGGGAATTCTTTTATGTCCC 113

Ai01B9181 Araip.B01 9181 p2 (TA)6 12 31581676 31581687 TTCCATTTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 270

Ai01B9189 Araip.B01 9189 p2 (TC)9 18 31736014 31736031 GTGACAGTGACACAGGCGAT CCACTTTTTCCACTGTCGGT 110

Ai01B9190 Araip.B01 9190 p3 (ACA)5 15 31746488 31746502 GCAAGCTCAACCTTCTCCAC TTCCCTGACTGTCTCTGCCT 267

Ai01B9191 Araip.B01 9191 p2 (CT)6 12 31755657 31755668 CTCTCTTTCCCCGCTAGCTT ACACACACGCAGAACCAGAG 255

Ai01B9192 Araip.B01 9192 p2 (GT)6 12 31755784 31755795 CCCTCATCTCTTCCCCTCTC CACTAACCCTAACCCTTCAACG 102

Ai01B9197 Araip.B01 9197 p4 (TTTA)5 20 31765334 31765353 CAGCATCGGCATCTTAATCA TAATTATGTGGGGCAAGCGT 166

Ai01B9200 Araip.B01 9200 p3 (ATT)7 21 31770956 31770976 GCAACGGTAATAGCGGATTT CCTCACGGATACTGAGTCCAA 247

Ai01B9201 Araip.B01 9201 p2 (TA)8 16 31771969 31771984 TGACATGCATTTTACGGTGC CCGATAATCGAGTGTTTCAAAG 203

Ai01B9202 Araip.B01 9202 p3 (TCT)5 15 31773835 31773849 AACGCACTTCGAACCGTACT TGCTGCTGCTTCTTCTTCAA 229

Ai01B9203 Araip.B01 9203 p2 (AG)6 12 31778465 31778476 GGTGATGGTTTTCAGTGGCT CATTGCACTTGGCAGCTAAA 266

Ai01B9204 Araip.B01 9204 p2 (AT)6 12 31806560 31806571 TCCACCACATGATGGAAATG TTGTTGAAACAAGCCCAATG 217

Ai01B9206 Araip.B01 9206 p4 (TTTA)5 20 31837200 31837219 CTGGACTGTTCATTTCCGCT GGTGTTTTCTTGTTGATTTCCC 231

Ai01B9207 Araip.B01 9207 p2 (AG)6 12 31841917 31841928 TGCAGCAGAAACAGAAATGG TCTGGATTTGTCCCGGATAG 192

Ai01B9209 Araip.B01 9209 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgccctcgagaaaaagaagaaagaat(AGA)793 31858323 31858415 ACTCGGAGGTGGAAGCTTTT CCGAATACACACATCCCTCC 210

Ai01B9211 Araip.B01 9211 p2 (AT)7 14 31870226 31870239 ATGCCATGCAATGCAATCTA TGTTTTTCTCTCCCATTTCAA 193

Ai01B9214 Araip.B01 9214 p2 (AG)6 12 31902933 31902944 GTTTGGGAGGGAAATTGGTT ACTTGGTGCAGGGATGAGAT 233

Ai01B9220 Araip.B01 9220 p2 (TA)7 14 31925786 31925799 GGGGGAGGTTGAAAAAGAAG TTGCTTTTATCTTTCATAGGCCA 234

Ai01B9221 Araip.B01 9221 c (CCA)6ctaacccatc(CT)640 31926700 31926739 ACCCACGAAAGTTGAAAACG GCGACGAGCTTAGAAAATGG 228

Ai01B9222 Araip.B01 9222 p3 (TTG)5 15 31927360 31927374 GCGGTGGTCTGAGACAATTT CACCACCACCTCATTTCCTT 124
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Ai01B9226 Araip.B01 9226 p3 (GCT)5 15 31934648 31934662 TTGTGAAAGCAGCGGTGTAG CTTCCTTATCCGTCGCTGAG 165

Ai01B9230 Araip.B01 9230 p2 (TC)13 26 31966751 31966776 ACTTCACCTACCAGCATCGG CCAAGCAGAACATACATGCAA 250

Ai01B9231 Araip.B01 9231 p2 (AT)6 12 31967447 31967458 TGGGTGCTACTCATGTGAAATC TGCCTAGCTACCCATAATCTCA 280

Ai01B9234 Araip.B01 9234 p2 (CT)6 12 31971853 31971864 AACATCTCTCCCTCACCCAC TGCCTTTTTCTCTGTCCCTG 175

Ai01B9239 Araip.B01 9239 p2 (TC)9 18 31986365 31986382 AAGCCACCATAACAGGATGC TCTCCTATCTCCTTGCGACG 274

Ai01B9240 Araip.B01 9240 c (T)10ctcttttcttttattttcttttattttc(T)1452 31994496 31994547 ATTTCACTTGGGGCATTTTG TGGAGAAATTGAATTGGGGA 241

Ai01B9244 Araip.B01 9244 p2 (TA)8 16 32009524 32009539 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 274

Ai01B9245 Araip.B01 9245 p3 (AGA)5 15 32015476 32015490 TTAGAATGTTGCTCGCCCTC CCTAATTGGTGCAGGGATGT 179

Ai01B9246 Araip.B01 9246 c (T)10gaaaaaggttagtaatttttgaaaattaaaataaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6120 32016948 32017067 AAGAGGGGGTTCGAATTTGT TTTCTTATCTTTTTCAAAACCACC 277

Ai01B9249 Araip.B01 9249 c (T)11gaaaaaggttagtaattttttaaaattaaaataaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6121 32034335 32034455 AAGAGGGGGTTCGAATTTGT TGTTTCTTATCATTTTCAAAACAACC 280

Ai01B9251 Araip.B01 9251 p3 (AAT)5 15 32036218 32036232 TCGCACAACTAACCAGCAAG GTTCTGAGGAACGAACGCAT 259

Ai01B9254 Araip.B01 9254 c (T)12gaaaaagcttagtaatttttgaaaattaaaataaaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggaagatattttaaaaaatt(AG)8127 32041757 32041883 GGGTTCGAATTTGTGTGAGA TGTTTCTTATCTTTTTCAAAATCACC 280

Ai01B9256 Araip.B01 9256 p3 (AAT)5 15 32043412 32043426 TCGCACAACTAACCAGCAAG GTTCAGAGGAACGAACGCAT 259

Ai01B9257 Araip.B01 9257 p2 (AG)7 14 32051363 32051376 TTTAAGTCATTTACCTGTTTGTGG CATTTCATATCACATCCGTTTCA 204

Ai01B9258 Araip.B01 9258 p3 (AAC)18 54 32057793 32057846 CGCCAATGACTCCACCTAAT CGACGGTATCGGCTTTTATC 146

Ai01B9259 Araip.B01 9259 p3 (TAT)5 15 32058682 32058696 CCTCTCATTTCGCCTACTCG CCGGTTTTCAGAACATTGGT 249

Ai01B9261 Araip.B01 9261 p3 (AAC)13 39 32062177 32062215 GCCAAGCATCTGCTTCTTCT TTTGTGTTGTAATTAATAGTATTGGGG 277

Ai01B9262 Araip.B01 9262 p3 (ACA)6 18 32065395 32065412 CCACAATGGCTCTCGATCTT TGCCAAAACAAACTGCAAAG 279

Ai01B9264 Araip.B01 9264 c (A)10ttgaagagccaac(A)1134 32066380 32066413 TGAAAAGAGTGCTAAACGTGGA TTTCTCCTATTTTACATTGGAATTGA 238

Ai01B9267 Araip.B01 9267 p3 (AGA)8 24 32071538 32071561 AGAGAGAGTGCGTTACCCGA TCAATTCTCTCATGCCCTCC 280

Ai01B9268 Araip.B01 9268 c (AT)6aaaatttaataaatgagatctattaatcttcatccaatgaagaccat(TA)671 32073120 32073190 TCGCAGGTCAAAAGAAACTCT GACGATTACTTGGGCTGGAC 274

Ai01B9270 Araip.B01 9270 p2 (TA)6 12 32089690 32089701 GGTTGTTAGGCCGCTCTTTA TCACAATAAAAGGAATAAGATGCAA 216

Ai01B9271 Araip.B01 9271 p2 (TA)21 42 32091356 32091397 CCCTATTGACAAATATGCGG TTGGTCATAGGATTATTAAAAGGACA 235

Ai01B9272 Araip.B01 9272 c (CAC)6cagcaccaacaccaacac(CACCAG)672 32097261 32097332 AACACCAACACCAACACCAA GATTCCCGATTCTGCTTCTG 241

Ai01B9278 Araip.B01 9278 p2 (AG)13 26 32107249 32107274 TGTGTTGCTGTTGAAGGAGG AATCTCCCACCCGTCTCTCT 207

Ai01B9279 Araip.B01 9279 p2 (TA)6 12 32110045 32110056 TGTTTTCCCTCGCATTTATCTT CGCCACTCTGATAGCTCAAA 250

Ai01B9284 Araip.B01 9284 p3 (TTA)5 15 32119467 32119481 TGGATTAAAGGTGTGAAAATTGAA CAGCCTATGACCCAACAACA 174

Ai01B9285 Araip.B01 9285 c (GA)7gggaggttgtgggttacgccgttagggtttgcgtgagggaggggatctgaggagacagcttttatacgctgaatttc(T)13104 32122820 32122923 GGAACGACGGACAACAACTT GGTGAAATCGGACGGTTTTT 269

Ai01B9294 Araip.B01 9294 p4 (AAAT)5 20 32143590 32143609 TCAAATCTTTATCAAAAATCATATCCA TGGAGGAAAGGGAATTGATG 247

Ai01B9295 Araip.B01 9295 p2 (TC)7 14 32145498 32145511 TGTGGAAATGCTTCCATTCA CATGGGAGAATTCATAAATCAAA 232

Ai01B9296 Araip.B01 9296 p2 (TC)7 14 32152564 32152577 TTTTGGCCCAGATCCAAGTA CATGGGAGAATTCATAAATCAAA 280

Ai01B9306 Araip.B01 9306 p2 (AT)6 12 32200681 32200692 TTTCAAGGTTGTAATGGGGC GGGAATTTTGGGTAGTTAGGC 152

Ai01B9310 Araip.B01 9310 p2 (CT)6 12 32245726 32245737 CATTTTGTTTGTTTCTTATCTTTTTCA TTTTGGTGAGAGGAGGAGATG 271

Ai01B9311 Araip.B01 9311 p2 (CT)8 16 32245969 32245984 CATCTCCTCCTCTCACCAAAA TTCTTGTCCTTGCTCCTGCT 184
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Ai01B9314 Araip.B01 9314 p2 (AT)58 116 32272526 32272641 CCCCTTTTTCAATCAAAACAC TTTTGGTTGTTGCACACTCTT 256

Ai01B9316 Araip.B01 9316 p2 (GT)6 12 32292548 32292559 AGCCAACTTTGAGCCTACGA ACCTCAACCAATGTCCCAAG 161

Ai01B9318 Araip.B01 9318 p2 (AT)10 20 32307006 32307025 ACACATGGTGGGCATAATCA TGATCTTGGATTCTAGCTTATTTCC 277

Ai01B9319 Araip.B01 9319 p3 (ATA)7 21 32310325 32310345 GCAATCTCCTATTCCCTTTGG AGCAACACATTCATCACCCA 266

Ai01B9323 Araip.B01 9323 p2 (AT)10 20 32333673 32333692 GCAACATGCAAATGCAAATA CGTTTAAGTGTGGGGGAAGA 214

Ai01B9326 Araip.B01 9326 p2 (TA)9 18 32347466 32347483 TCAAATTTCCTCGGACAACA ACCGGGAGTTACATGCTGAA 182

Ai01B9328 Araip.B01 9328 p2 (TG)10 20 32351943 32351962 TGCTTCTTTTGCCCGAGTAT GGCCCAGCATTCTGAAGTAG 195

Ai01B9331 Araip.B01 9331 c (A)11caatgaaggacctaaggctacacttataaagagtagctatggttatacagaaaat(A)1076 32354228 32354303 TTCAAGCAGATGATGATGTTTT CACTTGTAAAATGTAGCCGCA 280

Ai01B9333 Araip.B01 9333 p2 (CT)6 12 32360830 32360841 TTTCTTACCTTTTTCAAAACCACC ACAAGGGTGAGGAGAGCAGA 274

Ai01B9334 Araip.B01 9334 p3 (TTA)7 21 32361158 32361178 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 174

Ai01B9335 Araip.B01 9335 p2 (AG)17 34 32371773 32371806 ACACTACACTCACCCCACCC CACAGCTCCTTCTCCCTCAC 269

Ai01B9336 Araip.B01 9336 p2 (GA)6 12 32371988 32371999 TAGCTTCGTCGCCAAAATTC TTGTACCAACCACCCAGACA 197

Ai01B9340 Araip.B01 9340 c* (A)10gagaaaaag(A)10(AT)7*42 32399361 32399402 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 229

Ai01B9346 Araip.B01 9346 p2 (GA)6 12 32420111 32420122 GGAAGAGAGGGTTCGAATTG CGAAAATCACTAACCACTTTTTCA 238

Ai01B9351 Araip.B01 9351 c (TTCTC)7ttctttcttcctttcaaccatcatccaccaccaccatttaccatccaccatcattttctttagttagttaa(TTAG)6130 32438702 32438831 CCACCTGCCCTATTTCACAC TCTCAGCACAATCAACAAATCA 254

Ai01B9360 Araip.B01 9360 p2 (CT)6 12 32483812 32483823 AAAGAACCTGGGATTGAGAGC ACTGTTTCTGACCCCGTTTG 207

Ai01B9362 Araip.B01 9362 p6 (TTTATT)6 36 32507609 32507644 CCCACAGATTGAAGGAGCAT CTCGAAAATAAAACTGCCTCC 261

Ai01B9364 Araip.B01 9364 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaatttcctttttttttactaattatttttaattttttttacg(A)1097 32518186 32518282 CTTTTTGTTTGTTTCTTAACTTTTTCA GGATTGAATTTGGAAAGATGGA 217

Ai01B9365 Araip.B01 9365 p2 (AG)6 12 32521475 32521486 ATGTATGGATGGGTTTGGGA ACAGGATCCCCACCTACCTC 239

Ai01B9366 Araip.B01 9366 p2 (AG)7 14 32524376 32524389 GAATGCCTTTGTCCTTGCTC TCCTCCACTATCAGCAATTCG 182

Ai01B9369 Araip.B01 9369 p5 (AAGAT)6 30 32547173 32547202 GAAAGATAAAGGCGGTTCCC CCTGGGTGCTCCAGTGTATT 135

Ai01B9370 Araip.B01 9370 p5 (AAGAT)9 45 32553258 32553302 CTCAGACAAAACGCCACAGA CCTGGGTGCTCCAGTGTATT 227

Ai01B9373 Araip.B01 9373 c (TAA)8tttaaacatgatgaaaattgacaaggaaagaaaaagagtatttatttatgagtctcaaaatgtt(TAA)10118 32593139 32593256 TCAATTTGCAGATGCGATACA TTGCTTCATTCTCTCGCTTTC 279

Ai01B9374 Araip.B01 9374 p2 (TC)6 12 32594115 32594126 TTGAATCGTGATCCCTCTCC AACGATGGTAGTAGTGGCGG 224

Ai01B9375 Araip.B01 9375 c (A)10cacccaatccggtccctgataaattttttttgggactgattagctcctgtacc(A)10taacattaattttttttggcatagggacctcgttgtcctttcgaagtaattgtcaggggccgggttgga(T)10152 32594823 32594974 CTCGAAAGGACAACGAGACC AAAATAAACCCAACCCGACC 257

Ai01B9377 Araip.B01 9377 p2 (CT)14 28 32617993 32618020 TTTCCTTTTCAATTCTTTTTCAA TGAAAAAGGGGTTAGTAGTTTTCG 248

Ai01B9379 Araip.B01 9379 p3 (TCT)6 18 32625788 32625805 TCTCAGGATCTGTGAACCCC TTAGAATGTTGCTCGCCCTC 200

Ai01B9384 Araip.B01 9384 p2 (CT)6 12 32644470 32644481 TCAATTGCATGTGCATCCTT GAAATTTTGAAAAAGGGGGAA 274

Ai01B9389 Araip.B01 9389 p4 (TTTA)5 20 32672046 32672065 TTGGATGTCCATCCTTAGCTG TCGAAAATCTTCACCCATTTTT 262

Ai01B9390 Araip.B01 9390 p3 (TAT)6 18 32672286 32672303 TGATTGAAAGGATTTGATTGGA TGGTGTTCCTTGGTATTTTTCC 252

Ai01B9395 Araip.B01 9395 p4 (ATAA)6 24 32695934 32695957 GTGGGGAATTATGGGAACCT GCATTGGGGTAATTTTGTTCC 236

Ai01B9396 Araip.B01 9396 p2 (GT)8 16 32696101 32696116 TCATTCTGGGTCACCACTCA TCTTTTCCTGTTGTTCGCCT 180

Ai01B9399 Araip.B01 9399 p3 (GAA)5 15 32706634 32706648 CCCTTTCCCCATTCTAGAGG CAGCCATATGACCGAACCTT 279

Ai01B9400 Araip.B01 9400 c (GC)6acagtgcgctcgcgcgcggatcccc(T)1047 32711974 32712020 GCAGGCGAGATAGGAGACAC AGATTAGGGGAGTGCCCTGT 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9403 Araip.B01 9403 p3 (AAG)5 15 32737682 32737696 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 128

Ai01B9407 Araip.B01 9407 c (T)10gtatatatatatg(T)10atcattttc(T)1052 32753304 32753355 GGCATTTTTGTCCCCTTTTT TTTGGGACATTGGTTGAGGT 228

Ai01B9410 Araip.B01 9410 p3 (AGA)6 18 32794987 32795004 CTCTTGTCTTCCCTTTCCCC GCCCTCCATTCTTCATCAAA 242

Ai01B9413 Araip.B01 9413 p2 (CT)8 16 32805567 32805582 GAGAAGGGATAAATCCAAAAACC ACGTATCAAAAATCGCTGGG 207

Ai01B9414 Araip.B01 9414 p2 (CT)8 16 32807406 32807421 CCAAAACAAAACAAGATGGAAA ACGTATCAAAAATCGCTGGG 238

Ai01B9415 Araip.B01 9415 p2 (AC)7 14 32812110 32812123 TACAAAAGCATGGAAGCGTG TGCTTTCATGCCTCTTCACT 263

Ai01B9417 Araip.B01 9417 p2 (TA)6 12 32823460 32823471 TTTGTCAAACTTTAAGGACAAAAA GAAAATTTTAATAGTGGGGGCA 279

Ai01B9421 Araip.B01 9421 p2 (CT)6 12 32826219 32826230 CCCATCTCAGCAACTCCTTC CTTCCCCTTCCCCTTTCTAA 274

Ai01B9423 Araip.B01 9423 p2 (TA)7 14 32853146 32853159 AATTTGGAGTTTGGGCAATG TTCCCAAGGGAGAGGATTAGA 256

Ai01B9426 Araip.B01 9426 p2 (GA)7 14 32862728 32862741 TTTTGTGAGTGAAGGAGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 272

Ai01B9431 Araip.B01 9431 p3 (GAA)5 15 32993071 32993085 CCTCACCTCCCTCAAAACAA GATGCATGGGGAGTTGATCT 172

Ai01B9432 Araip.B01 9432 p4 (AATT)5 20 32998324 32998343 CTCGTGAGTCTCGCACGTTA TTCGATTCTGGCTTTGCTTC 264

Ai01B9433 Araip.B01 9433 p3 (CCG)5 15 33000255 33000269 TTCGCCGATGAACTCTTCTT GAGCGTCTGAGTTGGTCTCC 178

Ai01B9436 Araip.B01 9436 p2 (TA)8 16 33006633 33006648 CGCATCACACTCGCATAACT CAGATGCAGATCAAGAGGCA 246

Ai01B9437 Araip.B01 9437 c (A)10tctttcaaaatttctcttttgttttcgaaaaa(AAAT)666 33010835 33010900 TTTGGACAACTGACGGTTCA AATTGCAAGCCTCAGTCCAA 266

Ai01B9440 Araip.B01 9440 p5 (AAAAT)6 30 33028990 33029019 TTTGGACATCTGACGGTTCA ACAGCCAGCCAGGCTTTAG 225

Ai01B9442 Araip.B01 9442 c (CT)6aattttcgaaaatatcttccatctttttcaaaaatttcttttttattaactaattatttttatttttgattttaaaaattttttcg(A)11gcatttttcaaaaactattttcaaaaatcactaactctttttcaaaaat(A)10168 33030367 33030534 CTTTTTGTTTGTTTCTTAACTTTTTCA CCTCCAGGGTGTGATTTTTC 272

Ai01B9444 Araip.B01 9444 c (A)11ttgatgtttttttgcttcattta(AAT)8(ATT)882 33034046 33034127 AACTCGTTAACCATCGAGTTCTT GCAAAATTAAGTTCACCGAAAAA 234

Ai01B9446 Araip.B01 9446 p3 (TCT)6 18 33039669 33039686 GGTGGTTGGAGTGCTAGGAA CATCATCCAAAGGCTGTGTG 228

Ai01B9448 Araip.B01 9448 c (A)11tatgtgatttcaaaatatcttttctaacttcctatcttcttatcttttcaaaattgattttcaaatttgtttcaactaactaactaa(CT)8114 33044196 33044309 TCTTGTGATTTCTTGTGAATCAA AAAAGAAATTTTGAAAAAGAGAGAAGA 271

Ai01B9450 Araip.B01 9450 p3 (AAT)6 18 33053806 33053823 ACAGCAGAGCTCCACACCTT TTGGGTTGTTAGTGCAATCG 258

Ai01B9451 Araip.B01 9451 p2 (TA)10 20 33062673 33062692 ACCTCCAATTCTCGCCCTAT GCTCGCGAAGTTAAGTCTGG 273

Ai01B9452 Araip.B01 9452 p3 (CAT)8 24 33077450 33077473 GGACAATAACCTTTCTAATGTCCCT CACAGAACACATGCAATCTCAA 118

Ai01B9453 Araip.B01 9453 p4 (AAAG)6 24 33078347 33078370 GCAAGAATTCAATCCAATAAATG GGAGGAGGAATGAGAGTTTTGA 275

Ai01B9455 Araip.B01 9455 c (TTC)5gtcgtcattatctttttttcttctttttttgttcatcttattctttttattttaccttctcataattcttcttgttttatcctctttaat(A)25130 33080424 33080553 ATTTTCTCAAGGGGGAATGG TTGCAGCATTATGTGTTCTTTG 268

Ai01B9458 Araip.B01 9458 p2 (CA)7 14 33109731 33109744 GACGGTGAGATTCACTTTTTGA GTCTCTCCCTCTCTTTGGGC 262

Ai01B9459 Araip.B01 9459 p2 (AG)15 30 33109953 33109982 GCCCAAAGAGAGGGAGAGAC TTTTCTCGCAAAATCTGTCTG 154

Ai01B9460 Araip.B01 9460 p2 (AT)6 12 33112981 33112992 TGAGTGACATTCAGTGAGGCA AAGGCCTCTTCTGGTGGTTT 238

Ai01B9461 Araip.B01 9461 p2 (TG)6 12 33114724 33114735 TGATCTTGATGATCTGGGCA ATACACACTCACCCCATCCC 213

Ai01B9463 Araip.B01 9463 p2 (AG)6 12 33127099 33127110 TTGGGAGGAAAAGTGGTTTG ACAGGATCCCCACCTACCTC 221

Ai01B9466 Araip.B01 9466 p2 (AT)6 12 33162178 33162189 ATTCGAGTTGGACTGGATCG TCGTCGATTTCTCATGGTTG 261

Ai01B9468 Araip.B01 9468 p3 (CAA)5 15 33166517 33166531 GACAGAGACCCGATTTCCAA GGGTTCGTGTTCTGGGTAGA 119

Ai01B9469 Araip.B01 9469 p3 (AAT)5 15 33166794 33166808 GCTTTGGGTTACGATGAGGA TCACTCTCGTCCAAATTCCC 176

Ai01B9470 Araip.B01 9470 p3 (CTC)6 18 33174647 33174664 TGACCTTCCCGACTTGTCTT AAATCACAATGGGTTGGGAA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9472 Araip.B01 9472 p2 (AT)8 16 33203264 33203279 GAATGAATTTTGGTCGGAGG TCATTCCAAGCCATCAACAA 105

Ai01B9477 Araip.B01 9477 c (AAATT)5taaaacaattagttaattaaaaagaaattttgaaaaagagggaagggattttcgaaaatt(AG)697 33227039 33227135 GAAGGAGGTGAGAGAGAAGAATTT TTTGTTTGATTCTTATCTTCTTCAAAA 243

Ai01B9483 Araip.B01 9483 p4 (AAAT)5 20 33249344 33249363 TGAATAAAACATCAAGCTTCAAACA TCATCAGTTTTTCATTCTTTTTGC 191

Ai01B9489 Araip.B01 9489 p2 (AT)8 16 33263053 33263068 AGGATTACAAAAGCGCGAAA AAGCTGCGGCTAGTTCTCTG 129

Ai01B9490 Araip.B01 9490 p3 (AGA)6 18 33266807 33266824 CGGTCTTAGGTGCCATCAAT CTCTACACTCTCCTTGGCCG 170

Ai01B9491 Araip.B01 9491 p2 (AG)6 12 33267644 33267655 GAGATGGGGGAGGGAATTT TTTCTTAACTTTTTCAAAACCACC 222

Ai01B9493 Araip.B01 9493 p2 (AT)7 14 33272732 33272745 AAGCTTGATCCAAAGCCTCA TCCCTCTCTTCACATCCCAG 277

Ai01B9494 Araip.B01 9494 c (AT)21(AC)7 56 33274768 33274823 CACGATTACAAAAGCGCAAA CAGAGAAGTGGAGGAGGCAG 211

Ai01B9495 Araip.B01 9495 p3 (TCT)5 15 33289298 33289312 TCCACGGTTGAAACCAAAAT AAGGCTCGGATTGATGATTG 160

Ai01B9496 Araip.B01 9496 c (T)10ctttctctctctc(T)1134 33299682 33299715 TTTAGTCGCTTAGGCCAGGA GCAGTGAAAAGCTTGCAGAA 198

Ai01B9498 Araip.B01 9498 p3 (TTG)12 36 33329367 33329402 AGAGCTCAGTGGCATCGTTT CCCTCGGCATAACCATCATA 146

Ai01B9499 Araip.B01 9499 p2 (TA)6 12 33331630 33331641 GCATGTCCTCATGCTAAATCC GGGGAGGTTGATAAACCCAT 267

Ai01B9500 Araip.B01 9500 c (T)12gatgcacatggtaattgaatcactttgattttctcatgagcatgcttcccaaatttatttttatttc(T)1291 33332464 33332554 TGCATTTTGGGGAATTTCTT TGGAAAACCTTTTGGGAACA 201

Ai01B9503 Araip.B01 9503 c (TTA)6(TTG)7tta(TTG)763 33355177 33355239 TGATCGTTTGAGAGTGATTAGGA TGTGCAGCAAAATCAAAACTT 261

Ai01B9511 Araip.B01 9511 p3 (GAA)7 21 33367544 33367564 AGAGTGGACCGTAGAAGGGG CCTTGTTCTCAGTCTGGGGT 242

Ai01B9513 Araip.B01 9513 p4 (AAAT)5 20 33368979 33368998 CACCTGTCTTTCCCGACTTC TTCATGTACGCAAACAAATTTTC 192

Ai01B9514 Araip.B01 9514 p3 (CAA)8 24 33374489 33374512 CCCAAATCAAAATAATTGGAAA ACATGACAGAGCACAATGGC 254

Ai01B9516 Araip.B01 9516 c (T)10attttcttcttgttctttattattgtattttttattctttctttttctttgctcttttgttgtcttgttcttttcttgtctctctgttttc(T)11112 33383193 33383304 AATGCATTTTTCATGGCATC TGACCAACACATAAATTTTTGGAA 252

Ai01B9521 Araip.B01 9521 c (T)10ccggagcaaaagcagagtttgtgaacataatttcatcaaagtcaatttttgataattttattta(T)1084 33388396 33388479 TGCCTAGCAAAAGCAGCTTAG CTTGAAACAGTCGCATTCGC 217

Ai01B9529 Araip.B01 9529 p2 (TA)13 26 33426568 33426593 TGGGACATTTTTGTCTCCTTTT CTTGGGACATTGGTTGAGGT 231

Ai01B9531 Araip.B01 9531 p2 (AG)6 12 33436158 33436169 TCCTTTATGTCACAGTATAGAGATTCC CAAAAATCACTAACCACCTTTTGA 272

Ai01B9534 Araip.B01 9534 p2 (GT)6 12 33456488 33456499 TGATTGAGGCCATCATTTCAT ATGTCCCAAGATTTCCCACA 217

Ai01B9535 Araip.B01 9535 c (CT)9(AT)13cattagggttagattttagtttaatttcaaaaatcaagttctaattgttcattttattcaatctctttatggtttgcacttca(T)10137 33472069 33472205 GGAAGAAACTCAAGGAAGCAA TTCAAGCATAAGCATTCAAAACA 261

Ai01B9536 Araip.B01 9536 p2 (AT)6 12 33476386 33476397 GCTAAATACGTAGGCACGGG CCTAAACTCTGCAGGCTGTG 161

Ai01B9541 Araip.B01 9541 p2 (CT)7 14 33482825 33482838 TTTCTTATCTTTTTCAAAACCACC GCACAAGGGTGAGGAGATGT 259

Ai01B9545 Araip.B01 9545 p2 (CT)6 12 33494939 33494950 TTTCTTATCTTTTTCAAAACCACC GGGGTGAAGATGAGGAGATG 259

Ai01B9546 Araip.B01 9546 c* (A)11(AT)8* 26 33506535 33506560 TAAGTGTGGGGAAAAGTGGG TACTTTGGGGCATTTTGTCC 232

Ai01B9547 Araip.B01 9547 p2 (CT)6 12 33510638 33510649 CCACATGGTGCAGAGATGAG ATAGGTGAGGGGTTTTTGGG 142

Ai01B9549 Araip.B01 9549 p3 (TGT)6 18 33515352 33515369 TTTGGTCACTTCACTTCACTGG TGACAACTGCAAAGCTAAAAAGA 264

Ai01B9552 Araip.B01 9552 p2 (CT)6 12 33529698 33529709 TTGAACCTGATGAAGAGTTGAAA GGGCAATTTCTGGGCTATTT 223

Ai01B9553 Araip.B01 9553 p3 (GGT)5 15 33546771 33546785 AGAGTGGCATTTGACGGAAC ACCACCCCCTACCATCTCTC 265

Ai01B9554 Araip.B01 9554 p3 (GGT)5 15 33546967 33546981 GACGGAACCTGGAACCTGTA CTACCACCGGACAACCACC 100

Ai01B9555 Araip.B01 9555 p2 (TA)6 12 33555168 33555179 CCTCTCAGTGGCTTTTGGAG GAGGAGCCTTGAAGGAAAGC 272

Ai01B9560 Araip.B01 9560 p3 (CTT)5 15 33580179 33580193 CAAAAGTCTTGGAAGGGGGT AACCCCAGTGGACAAGACAG 152
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Ai01B9563 Araip.B01 9563 p2 (CT)6 12 33585009 33585020 TGAACCTGAGAGGAAGTTGAAA CCCAGATCCAAGACCAGAAA 208

Ai01B9564 Araip.B01 9564 p2 (TA)8 16 33595651 33595666 CGTGTGCTAGAATCCATCCA TGTCTGTTTTCACCAAACCAA 220

Ai01B9572 Araip.B01 9572 p2 (TA)7 14 33638930 33638943 TGGAGCCCTAGGTTGATTTG CCATACCTTGGCCAATTCTC 182

Ai01B9574 Araip.B01 9574 p2 (CT)6 12 33645351 33645362 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 243

Ai01B9576 Araip.B01 9576 c (A)10ttaaccgtttggtgaagtatttttaaaaaatgatgtatatcaaaaatatctat(TA)675 33659306 33659380 TCCATACTAATGAATAACACATCACA TCACATACTTAACTCCTCCCAAGA 271

Ai01B9580 Araip.B01 9580 p2 (CT)6 12 33663591 33663602 GCCAGTAAATCCGACGGTAA GGCAAAAAGAGGTTGCAGAG 182

Ai01B9582 Araip.B01 9582 p2 (TA)6 12 33689786 33689797 CAGCAGTCTGAACCAACTTTGTA TTTGATGCCGCAAGTGTAAA 256

Ai01B9583 Araip.B01 9583 p2 (AT)6 12 33690202 33690213 CCAAATTGAACCAATAATCGAA ATTCTCTCATGGAGCGTTGG 272

Ai01B9584 Araip.B01 9584 p3 (TCT)6 18 33691339 33691356 AGCACCACCATCAATCATCA GCGAGCTAGAGAGCCACAGT 233

Ai01B9585 Araip.B01 9585 p2 (AG)7 14 33702735 33702748 TTTTGAAAAAGGGGGAAGAT TTTCAAAAACAAGGAGCATTAGA 262

Ai01B9592 Araip.B01 9592 p2 (CT)8 16 33739766 33739781 ATGCCAGCAAAGGAAGAAAA AGGATATTTGGGGAAGGGTG 260

Ai01B9594 Araip.B01 9594 p3 (TTA)5 15 33763962 33763976 TTTTCTATGCATCTGAATTTCAAGTA TCGCAAGGCAAATATCTTCA 251

Ai01B9599 Araip.B01 9599 p3 (TAA)6 18 33806794 33806811 TCTAACTGCCTTGTTTCGATCT TCATCATTAAGCTATGGACAAAAA 206

Ai01B9600 Araip.B01 9600 p3 (TAT)5 15 33807096 33807110 TTTTTGTCCATAGCTTAATGATGA AACATTTAGAGAAAACATCACTGTCTC 227

Ai01B9606 Araip.B01 9606 p3 (AAT)5 15 33816632 33816646 AAGAGGACCGAACTTTTTCCA GGGTTAATGCCCAGGAACTT 256

Ai01B9608 Araip.B01 9608 p3 (ATC)5 15 33819054 33819068 GGGGATTGCTTGAGTTTGAA AGCATGCAATTGACACCAAA 178

Ai01B9610 Araip.B01 9610 c (TC)20ttgcttggtgtctccggcaacccaaagcagcacgtgaacgaacttcgctcttaga(T)12107 33820698 33820804 TGCCGATCCATTTTCTTCTC TGGGCTATTGAGACGAGCTT 268

Ai01B9615 Araip.B01 9615 p3 (GAA)5 15 33825805 33825819 GACGACGAGACAAAGAAGGC AACCACATAACCACCACCGT 139

Ai01B9616 Araip.B01 9616 c (CTC)5cttcttcctcttttgttctcatctgatttcttttcttc(T)1063 33826197 33826259 ATAAACAGCCGCCAATCAAC TGGTGATAATGAAGGAAGAGGA 182

Ai01B9618 Araip.B01 9618 p2 (TA)7 14 33831792 33831805 TGTGATTTTGATAGTGCGACAA TTGGATAGTCAAATTAAAGCCCA 277

Ai01B9619 Araip.B01 9619 p3 (TTA)11 33 33832521 33832553 TACCGGCTAAATAGCGTTGC GCAAGGCCATAACCATGACT 263

Ai01B9621 Araip.B01 9621 p3 (ATA)11 33 33839391 33839423 TGGGTATTCTCACATTTTTCGTT TTCTTTTAGGACCCAAGCCA 223

Ai01B9626 Araip.B01 9626 p2 (AT)6 12 33842730 33842741 CTCCTGGAGTGGTGATTGTAA TGCCTTGAGAAGTGGTATTGAA 267

Ai01B9627 Araip.B01 9627 p3 (TTG)6 18 33844425 33844442 TGCAGGTTATCTCAGATGGAAA TCTTGTGAGATGACCCGAGAT 278

Ai01B9628 Araip.B01 9628 p2 (TA)8 16 33846760 33846775 GGCATTTTGTCCCCTTCTTA TTGATTTTGGGAGAGTTGGG 254

Ai01B9629 Araip.B01 9629 p2 (CT)7 14 33850549 33850562 TGTTTCTTATCCTTTTCAAAACTACC AGGAGGGCAGAGATGTGAGA 280

Ai01B9630 Araip.B01 9630 p3 (TAT)6 18 33850889 33850906 TCTCTGCCCTCCTCACAGTT GTTCTTGTCCTTGCTCCTGC 174

Ai01B9632 Araip.B01 9632 p4 (AACT)5 20 33864794 33864813 TGATCAGCAGCAGTGAACAG GCTCCCATTTCACCATTTTC 276

Ai01B9635 Araip.B01 9635 p2 (TA)7 14 33873115 33873128 TGATGGAAACTCAGGTGCAG ATATTGATGCAATGACCGCA 240

Ai01B9637 Araip.B01 9637 p3 (ATT)15 45 33876983 33877027 CATCCCCCAAATAACCAAAA CCAAATGATAAGAGGCCACA 279

Ai01B9638 Araip.B01 9638 c (A)10cttcatttttttt(A)1134 33877724 33877757 TCGCCCTTCTCAGTTCACTT CCAGGTACCCTTTTCCCATT 278

Ai01B9639 Araip.B01 9639 c (CA)6gcacttgattctgatgaagatgaagaagaagagtgaaagattct(TGA)777 33878057 33878133 GGGAGGGTCTTCAGGAGATT AACAACCAACACCAACAGCA 279

Ai01B9641 Araip.B01 9641 c (A)12catatttctcaaaaacattattaaaactttaatttctgatatcta(T)1168 33879623 33879690 ACTGGCCGAACAAATAAGGA GCTCTCGACCACGATTAGGA 263

Ai01B9645 Araip.B01 9645 p4 (AAAG)5 20 33883911 33883930 CGTTAAACGCCAGAATGGAT GGGAAAGAAATTGGTTTTGAA 173
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Ai01B9646 Araip.B01 9646 c (AACT)5aattaactaagtaactaactaactaactaaaggagatgatggtggatggtaaatagtggtgatggatgatggttgaaagaagaaaataggagaaaagaa(AAG)5134 33894788 33894921 AAAAACGATGCCAAAATAGCA GCCCCCTGTTCACATACTCT 279

Ai01B9650 Araip.B01 9650 p3 (TCT)6 18 33934227 33934244 CAAAATCTCTTTCCCACCCA CTCGAAGGTGGAAGCTTTTG 237

Ai01B9651 Araip.B01 9651 p2 (AT)6 12 33938084 33938095 GGGGACAAAATTACCCCAAT AATGGGGTTAAGGCAAAGGT 232

Ai01B9656 Araip.B01 9656 p2 (CT)7 14 34009749 34009762 ACCGTGCCAAGCTTTAAGTG CACAGGTTGTGTGTTCTTAGCTC 277

Ai01B9661 Araip.B01 9661 p2 (CT)6 12 34036751 34036762 TGAAATCAAAACAAGAATTGAAAGA TTGAACCCAAGGATTGAAGG 180

Ai01B9662 Araip.B01 9662 c (T)10aatatatgaaaacagaaacagggcactctcctattctacaagtattctaaaaacaatcaaaattcaaatctaacaacaaatc(T)13105 34048463 34048567 CCAGCACAAAGTTCGCATAA TTTTGTTTGCCTTGTATTTGAA 245

Ai01B9663 Araip.B01 9663 p3 (ATA)6 18 34060685 34060702 TGGTCTCATAAGGCTCCCAA CGGAATAACGGGTATATGGTG 280

Ai01B9665 Araip.B01 9665 p2 (AT)7 14 34062288 34062301 AATGGCAGAACCCTTTTGTG CTTTATCTCCGGCTCCCTTC 232

Ai01B9668 Araip.B01 9668 p3 (TAT)5 15 34075507 34075521 AGCATGCGCAAGTATTGCTA TGGTCCATCAGACAGAAACAA 137

Ai01B9672 Araip.B01 9672 p5 (TTATC)5 25 34087797 34087821 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai01B9673 Araip.B01 9673 p5 (TTATC)5 25 34096185 34096209 GGTACCTGCAAGAGACTCCG GCCCAAATAGAGGAACACGA 258

Ai01B9674 Araip.B01 9674 p3 (TTC)5 15 34098333 34098347 TCCGCATCACTTGAAAAACA TGCAATGAATGAAAGTATGCAG 252

Ai01B9675 Araip.B01 9675 p2 (CT)11 22 34103284 34103305 TCGAAAATCACTAACAACTTTTTCA AGAGAAGAAGAGGGGGTTCG 266

Ai01B9676 Araip.B01 9676 c (A)10tggtgaaaat(A)1030 34107347 34107376 TGAAGCAAGAAAAAGCAGTGAA TTATTCCTTTTGGCCCTCCT 217

Ai01B9683 Araip.B01 9683 p5 (AAAAT)5 25 34169062 34169086 GAAAAGGATGTGGGTGAGGA TCATTTCAAATTTCAACTTCCA 268

Ai01B9686 Araip.B01 9686 p2 (GA)6 12 34191735 34191746 TAAACTTTGGGAGGCGAGAG AATCCGACAGTAATCGTGCC 108

Ai01B9687 Araip.B01 9687 p3 (TCT)5 15 34192413 34192427 GTGCTCCTCCTTCTCCTCCT CAACGAATGAAAAGGCAAAGA 140

Ai01B9689 Araip.B01 9689 p3 (AAG)9 27 34193009 34193035 CCTCCTCATCTTCTGCTGCT TGCCTCCTCTTTTTCTTCTCA 270

Ai01B9694 Araip.B01 9694 c (AC)9(AT)7 32 34216027 34216058 AGATTTAGAAGCGGCCAACA AAATCACCTTTCCCCTGGTC 253

Ai01B9695 Araip.B01 9695 p2 (TA)8 16 34217867 34217882 TGGCGAATGAACAAACAAAA GATTTCGTATCCATACTCAATGCT 259

Ai01B9698 Araip.B01 9698 c (AT)6agaccatatacaatactttaaaat(TA)648 34219826 34219873 AACGCCTTCACTGTCGAAAT CCAATTTTGTAAGAGGGATAGGAA 271

Ai01B9699 Araip.B01 9699 c (CT)7tcacgaacttc(CT)1351 34222921 34222971 GTGACACCTCCTTCTCCTCG CGCCAGGAAGTTAGAACCAG 183

Ai01B9703 Araip.B01 9703 p2 (AT)8 16 34240175 34240190 AACCAAAACACCATGTGCCT TGGTCTTCCCAATTTTTCCA 204

Ai01B9704 Araip.B01 9704 p2 (TA)6 12 34240418 34240429 TGGAAAAATTGGGAAGACCA TGTAATGGGGCCAAGGTAAA 139

Ai01B9705 Araip.B01 9705 p3 (TTC)5 15 34246033 34246047 AATGATTCCAAGTTGGCTGG CAAGCAAGCGGACACTATGA 219

Ai01B9706 Araip.B01 9706 p3 (CAA)7 21 34255344 34255364 TCACAAGGATAAGCCTCAGAAA TTGGCAATTTTGCTGCACTA 247

Ai01B9707 Araip.B01 9707 c (A)13caaggcttgcagaaaaaaatggtgaaaaaaaatag(A)1058 34273243 34273300 TTGGCTCTTGAAAGAATGATGA TTTGGCTTTTTCTGCTTGCT 174

Ai01B9709 Araip.B01 9709 p2 (CT)7 14 34275794 34275807 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTCAAATTTGGGTGAGA 280

Ai01B9711 Araip.B01 9711 p3 (TTC)5 15 34287036 34287050 CCGAATACACATCCCTCCTC GCTTTTGTCTTCCCTTTCCC 189

Ai01B9713 Araip.B01 9713 p3 (TCA)5 15 34324711 34324725 TGGGTCTCCTATGCCATTGT ATGAGCAGCCAGAAGACGAT 206

Ai01B9716 Araip.B01 9716 p3 (ATA)6 18 34327950 34327967 CATTGCCAAACAATCATTCG GCACAATCCTTGCAGAATCA 267

Ai01B9718 Araip.B01 9718 p2 (GT)6 12 34337946 34337957 TCGAAATCAAGGCTGGAAAT CCCTTGGCCCAACTAAACTA 280

Ai01B9719 Araip.B01 9719 p2 (TA)6 12 34338650 34338661 TTCCTCACGAAAAGTTTCCAA ATGATTGAATTTGGGGTGAA 247

Ai01B9720 Araip.B01 9720 p2 (TA)6 12 34351300 34351311 CACTCGAAACGTTAAAGCGA TGGTGAAGCGAAGGAGACTT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9721 Araip.B01 9721 p2 (TA)8 16 34355675 34355690 CAGCCTAAACTCCACAAGGTG AAATGCGAAGCATTCACACA 185

Ai01B9722 Araip.B01 9722 p2 (TA)6 12 34355897 34355908 CGTAATTCCGCTTTAGGCAA CTTACCTCGCACCGTAAAGC 149

Ai01B9723 Araip.B01 9723 p3 (TTC)5 15 34360554 34360568 AGGTCAGGGTTGACAGCATC CGGTTTTTGTTTACCCCCTT 226

Ai01B9725 Araip.B01 9725 p2 (TA)6 12 34375877 34375888 AAGGGACGATCACCATCAAG TGAATCTCATTCACGTTCGG 277

Ai01B9728 Araip.B01 9728 p2 (TA)6 12 34389695 34389706 TCGCATATTCATAAGGGTTCA GGAGACTCCAAATTGGGTACA 223

Ai01B9730 Araip.B01 9730 p3 (ATA)5 15 34396297 34396311 CCAATTGACAGCATCATTGC CGACTTTGTGAGTCGTTCCA 233

Ai01B9731 Araip.B01 9731 p2 (TG)6 12 34399438 34399449 GCACGAAACTGGAGTGTGAA CAAAGTTAGACCGGACCCAA 273

Ai01B9732 Araip.B01 9732 p2 (TG)6 12 34414699 34414710 CTCGTCAATCAGAGGTCCGT CAAACGGGCTAAAAACGCTA 201

Ai01B9733 Araip.B01 9733 p3 (ATT)5 15 34417745 34417759 TTTGGGCCATTATATATTTGCTATT GTTGGGTCTAGGGTTGGGTT 254

Ai01B9734 Araip.B01 9734 p2 (TA)9 18 34418162 34418179 GGTGTGGTATTGCGACCTCT AGGTTGAGTTCGGAGCTTGA 236

Ai01B9735 Araip.B01 9735 p3 (ATA)13 39 34422313 34422351 CCTTTATGTCATGGCAATGCT GAATTTTAATCATTTGTGCCAACA 275

Ai01B9736 Araip.B01 9736 p2 (AT)8 16 34424867 34424882 ATTTACCAAAAAGCGGTTCG CGATCCCCCTAGGTTAAACA 280

Ai01B9737 Araip.B01 9737 p2 (AT)6 12 34436675 34436686 GGAATCTCATGCAATGCAATC CAAAATCCAGTGAGGGTTCAA 276

Ai01B9739 Araip.B01 9739 p2 (TA)6 12 34451887 34451898 CTTGCTAGGCGTCTGGATTC TCCTGACTTAGCCCGTGAAG 207

Ai01B9741 Araip.B01 9741 c (GA)7gg(GA)7 30 34467051 34467080 CCGAACACAGAGAGGGAGAG TTCTCTTAAATTTCGAATACTAACCAA 192

Ai01B9747 Araip.B01 9747 p2 (GT)6 12 34482768 34482779 TTGTCCCCTGCATTTTCAAT TGTTCTGCCACTCTTTGGCT 279

Ai01B9748 Araip.B01 9748 c (A)10tttttttaattttttatttaaattagtgaaa(T)1051 34484946 34484996 TCACAGGTTGTGTGTTCTTTGA CCGATCTCCGTGGGTTAGTA 279

Ai01B9753 Araip.B01 9753 p3 (CTT)5 15 34492753 34492767 TTTCAAACGTCTTGGAAGGG AGAGGCTCCAGTGGACAAGA 158

Ai01B9757 Araip.B01 9757 p2 (AT)8 16 34505237 34505252 GAGGATCCATCCGATTTTGA TTGGCCTAACAATGACTACTTCA 237

Ai01B9759 Araip.B01 9759 p3 (ATA)7 21 34510021 34510041 CAAAGCTAGCATTTCTTTTCAGG TTCTTAGGTGCATGCTAATTCA 245

Ai01B9760 Araip.B01 9760 p4 (AAAT)5 20 34510244 34510263 TGAATTAGCATGCACCTAAGAA CTCTCTCTCTCCCTCTCCCC 230

Ai01B9761 Araip.B01 9761 p2 (GA)9 18 34510405 34510422 TGCTCTTTGTGAAGCCATTTT TCACAAAGTCACAGGCATCC 224

Ai01B9766 Araip.B01 9766 p4 (ATAA)6 24 34548177 34548200 TATTGGGAATTTGGGTGCAT TTGGGGTAATTTTGTCCCCT 147

Ai01B9767 Araip.B01 9767 p2 (GT)6 12 34548346 34548357 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 253

Ai01B9773 Araip.B01 9773 p3 (TTC)10 30 34575859 34575888 TACCTTCTCCACCCCACAAG GTCTCTAACCTTGGGTGCCA 193

Ai01B9774 Araip.B01 9774 p3 (GTT)5 15 34580101 34580115 ATGCGGCTTGACTGAAAGAA TCTACATTTGCCGTGGAGAA 108

Ai01B9775 Araip.B01 9775 p2 (AG)7 14 34581545 34581558 ATGGAGAAGACCAGCGACG TTCGTCCTTAACGTCTTGGG 271

Ai01B9777 Araip.B01 9777 p2 (AG)7 14 34590095 34590108 GTGGGGGAATCACACATCAT GGAAGAGAAACTAAATTGACGCA 171

Ai01B9785 Araip.B01 9785 p3 (TCA)5 15 34616201 34616215 ATTTGGGCGCATTGTTTAAG AAGAGGAGGTGGTGTTGGTG 225

Ai01B9786 Araip.B01 9786 c (CTT)5tt(TCA)6 35 34616747 34616781 TGTATTTGGGCGTAACACGA TGTCTTTCTTTTTCTTCTTTGTTTGA 265

Ai01B9787 Araip.B01 9787 p3 (GAG)5 15 34617351 34617365 AAGGAGGAGAAACGCAAAAA TCAAATTGCCTAAAAGGGGA 236

Ai01B9788 Araip.B01 9788 p3 (TAA)7 21 34617870 34617890 TTAAAAGGACATTCAATCATAAAAGA CAAGGCAATGAAAATGATGG 223

Ai01B9789 Araip.B01 9789 p2 (AT)7 14 34618204 34618217 CAGTGACGGACCCAGAAAAT TCTCCATGACTCTATGTATCTTTCAA 238

Ai01B9794 Araip.B01 9794 p3 (ATA)5 15 34654680 34654694 AATTTTGATAGTGGGGGCAA TCCTATTCCTTGAGCATCGC 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9795 Araip.B01 9795 p2 (AT)6 12 34654984 34654995 ACTAGCCCCTGACTCAGCCT GCTAGGCGTCTGGATTCTTG 250

Ai01B9796 Araip.B01 9796 c (AAG)6ttatcagagaaattacagagaagctaggaagaagcaaaaggctagggtaatgacctttgc(A)1290 34658804 34658893 GCATTGGGATTGTTAGTGGG CCACGCCATACTTTGGATCT 231

Ai01B9799 Araip.B01 9799 c (AAG)5ttatcagagaaattacagagaagctaggaagaagcaaaaggctagggtaatggcctttgt(A)1085 34666897 34666981 TGGCATTAATTGCTCTACACG AGAAAAGATCTCAGCCACGC 271

Ai01B9800 Araip.B01 9800 p2 (CT)7 14 34669377 34669390 GGTAACCAAAACTCCCAATTCA CCCACTCTCTGTGCATTCAA 152

Ai01B9804 Araip.B01 9804 c (T)10cctc(T)11 25 34690079 34690103 CCGAAAAACGAATAGTGGGA TGGTGCAAAAAGAAAAGGGT 275

Ai01B9809 Araip.B01 9809 p2 (AG)15 30 34696247 34696276 CGGGATCCTTCAGCAGTAAC TACACACCTTGCTGCTCCAC 263

Ai01B9810 Araip.B01 9810 p2 (AT)6 12 34697679 34697690 AAGTTTGAAATGGCACAGGG ATTCATCATCGCCTCAAAGG 180

Ai01B9814 Araip.B01 9814 p2 (TA)14 28 34712788 34712815 TGAGGGTTCCATGCTTGAAT AGCATGTCCTCATGCTTAACTG 276

Ai01B9817 Araip.B01 9817 p2 (CT)7 14 34716073 34716086 TTCTCTTTCCTCTTTTTCAAAATC GAAGAAAGAAACCAAGAAGAGAAAAA 275

Ai01B9818 Araip.B01 9818 c (TA)9(T)10 28 34721306 34721333 TTCACCATTTACTTTGGGGC TTAAGTGTGGGGAAAGTGGG 257

Ai01B9819 Araip.B01 9819 p2 (AG)7 14 34724184 34724197 TTTTTGGGCTGTTTTTGACC GTTGGGAACATTGAACCTGG 226

Ai01B9820 Araip.B01 9820 p2 (AT)7 14 34732719 34732732 TGGAAAACTTGGGACATTGA ACTTTGGGGCATTTTTGTCC 248

Ai01B9821 Araip.B01 9821 p2 (AG)6 12 34735923 34735934 TTGGGCTATTTTTGACCCAG TGGGAACATTGAACCTGAAA 219

Ai01B9826 Araip.B01 9826 p2 (AG)6 12 34748834 34748845 ACATCTTCGTGTGCGAAAAA CGAACCCCATTTACTGCATC 106

Ai01B9829 Araip.B01 9829 p2 (AG)6 12 34754602 34754613 CAGAAGATGGCGCATCAAAT CCAATTTCTGCAACTCTCAGG 137

Ai01B9831 Araip.B01 9831 p2 (CA)7 14 34756518 34756531 CACTGCCTGTGATGGAGAGA AGCGGCGTTGAACATAGTCT 130

Ai01B9832 Araip.B01 9832 p2 (AG)7 14 34768323 34768336 GGTGAGGTAGGTGGGGTTTT ATGCCAGAAATGGGTAGCAG 274

Ai01B9834 Araip.B01 9834 c (A)10gagaaaaatccaaaaatattc(AATA)551 34784509 34784559 TGCATCAACTAAGTGTGGGG CACATGCGCATTGATCTTTT 265

Ai01B9835 Araip.B01 9835 c (A)11gcaaggaaaaagggcatccgcgcgctagagtaccgt(GC)659 34789604 34789662 TGGATGAATGGTTGAAGTGG GGCACAAAGTGGGCATAACT 243

Ai01B9840 Araip.B01 9840 c (T)10gaaaaccgaaat(TAAAA)547 34829347 34829393 TGGAGAAAGGGAGATGATGC CCTCACCCACATCTTTTTCAA 187

Ai01B9845 Araip.B01 9845 p2 (AT)6 12 34857811 34857822 TCGGCTCACCAAAAACTCAT AAGCTTGAGCCTGGAATTGA 258

Ai01B9847 Araip.B01 9847 p2 (TA)7 14 34877642 34877655 GGCGCTAGCTTAGGGACTTT AACAACATTCAATTATCCAGCA 138

Ai01B9849 Araip.B01 9849 p3 (ATG)6 18 34884071 34884088 CGAATGTAAATTCATCCTCTTCC AACTTTCGGTGTGTGTGTGC 271

Ai01B9850 Araip.B01 9850 p3 (GAT)6 18 34884987 34885004 TCTTTGTGTTACACCTAAATTTGC CCCTCCTTTTCATCTTCTGC 274

Ai01B9851 Araip.B01 9851 p2 (TA)11 22 34887470 34887491 AATTGAACGCCAAAAGTTCG TTCAGGGACCATTTTAGGCA 203

Ai01B9853 Araip.B01 9853 p2 (AG)6 12 34893345 34893356 TGCCAACGATGATTTTGTGT GCTGATTTTTCCAAGCCAGA 250

Ai01B9854 Araip.B01 9854 p2 (AG)6 12 34897995 34898006 TCGTTAGAGCTTCGTGCTGA GCTGATGTGGATGACCATTG 270

Ai01B9855 Araip.B01 9855 p2 (AT)9 18 34898159 34898176 CAATGGTCATCCACATCAGC TCGAATAGTGATAAGTACAGTGGACA 251

Ai01B9861 Araip.B01 9861 p2 (AT)11 22 34947393 34947414 AGCCCCTTACAGCAAAGTCA ATTGTGCAGCCAATGTTGAA 224

Ai01B9862 Araip.B01 9862 p3 (ATT)7 21 34948073 34948093 TCAGACTCTCAGTGATGTACCATGT CAATTGAAACAACACGACACG 222

Ai01B9864 Araip.B01 9864 c (A)10ttcaaaat(A)1028 34951307 34951334 GCAATGGAGCGAGGAATAGT TGAATTTTATCAATGATTTTGGATG 266

Ai01B9867 Araip.B01 9867 c (CTT)23accgccgaccctaccgccgcaccatcacccgccgctcgccg(CTT)5125 34991624 34991748 GCTTCACCACCGCCATAC CCCAGAATCAGCAACAACAA 265

Ai01B9868 Araip.B01 9868 p3 (TGA)5 15 34991869 34991883 CTTCTTCTTCTTACCGCCGA CGTCATCCTCATCAGAACCC 276

Ai01B9869 Araip.B01 9869 c (GGT)5tttggttctgagttcttatgattcc(ATG)9gtggtggtaggtggtgggtggtggtgagt(GTG)7117 34992025 34992141 TTGGTTGGTGTGATGCAGAT CCCTTCTTCCCCAAAATCAT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9879 Araip.B01 9879 p3 (TAA)5 15 35044113 35044127 TTATCTGGCGCCTGAAGAAC GGCGGATCCAATCAACATA 278

Ai01B9886 Araip.B01 9886 p3 (TTC)5 15 35063763 35063777 ACACTCGTTTGTTTTGCACG CGATCCAGATCCATAATGCAG 209

Ai01B9887 Araip.B01 9887 p3 (AGA)5 15 35069568 35069582 CATCAAACACTTGGAAGGCAT TCTCAATTCTTTGTTGCAATCC 251

Ai01B9888 Araip.B01 9888 c (T)10gtttgttttttaactacctttggtggttgttttc(T)1155 35074784 35074838 CAAATTGACAGACACCACCG GAATCTGAATCCGAAAGCCA 280

Ai01B9890 Araip.B01 9890 p2 (AC)7 14 35080999 35081012 GATGGCTCAGACCAGTGACA TTGGGTAGCTGCATGAAACA 236

Ai01B9893 Araip.B01 9893 p5 (TTATC)5 25 35123140 35123164 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAAATAGAGGAA 187

Ai01B9894 Araip.B01 9894 p2 (TA)8 16 35131915 35131930 TGGTTCCTGTTCACACCAAA TATAGAGCCTGAGGGACGGA 202

Ai01B9896 Araip.B01 9896 c (A)10gagaaatgttattgataatctgaaaaatcataaaattgattcttgaagcaagaaaaagcagtgagaaacaaaagcctgcacgaaaaaaaa(AG)6112 35151991 35152102 TGTTTTGATGTGGTGGCAAT TGGCTTTTTCTGCTTGCTTT 262

Ai01B9897 Araip.B01 9897 p3 (GAA)5 15 35156757 35156771 ACACCCTTGGCCTTCTTCTT CATCTCCCAAGTCTTCGACC 279

Ai01B9900 Araip.B01 9900 p2 (TA)8 16 35175755 35175770 TTTGCATTTTGCACTTTTGC TGTGCATTTTTCCAATCACAA 124

Ai01B9901 Araip.B01 9901 p2 (AT)11 22 35176543 35176564 TGGAAAAATGTGAGAACTTTGG CTGGGGTAATTTTGTCCCCT 192

Ai01B9902 Araip.B01 9902 p2 (AT)12 24 35177155 35177178 TGATTTAGCCCTTGATTGTGC TAAGCTCTCGGGAACCAAAA 187

Ai01B9905 Araip.B01 9905 c (A)10tttcaaaaatctttc(A)1035 35194588 35194622 ATCACAATTTCGCACACCAA AGCCAAACTTCAGCCTACCA 272

Ai01B9906 Araip.B01 9906 p3 (TCT)6 18 35197789 35197806 ATATGGCCGAACCTTAACCC GTCTTCCCTTTCCCTTTTCG 277

Ai01B9908 Araip.B01 9908 p4 (TTTA)6 24 35221059 35221082 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 141

Ai01B9910 Araip.B01 9910 p5 (TTATT)5 25 35223658 35223682 TGATAATTGAGTTTTTCTGCTTGA GACACAAAACAAGACAAACCAAAG 187

Ai01B9920 Araip.B01 9920 p2 (TA)6 12 35261013 35261024 GATCCGTTAAATCCCCGTTT GCACTTGAGGAGGAGTGGAG 175

Ai01B9921 Araip.B01 9921 p3 (CCT)6 18 35263735 35263752 TGAGAAAGTCTCAGAGCCGA GGCAAATGTAAAACCATGCAA 261

Ai01B9925 Araip.B01 9925 c (TCT)31ta(TTC)11128 35270549 35270676 CCCTACCTGATGGCTTCTGA CCAAACTCAACAAACTCACCA 277

Ai01B9926 Araip.B01 9926 c (GAA)6gtttgcgtgtgcttcgttg(GAA)5aaaagaggaggagaagaagaagaaaggaagaagaagaatctgcgcgaatttg(GAA)6122 35271590 35271711 ATTGAATGGACGCAGGTGTT CCGTTTCTTTCTCTTTCCCC 278

Ai01B9927 Araip.B01 9927 p2 (AT)20 40 35272983 35273022 GAAGTTGAGGGTGTTGGCTC AACCATTGATGCTGAAAGCC 210

Ai01B9929 Araip.B01 9929 p3 (AAT)6 18 35286352 35286369 GCCACAGCTAGATGCCCTAC TCCCGAGAAATTGAAGATGG 162

Ai01B9930 Araip.B01 9930 p3 (CAT)6 18 35286634 35286651 CTTCATCCCCGCTTGAGTAA TGCGTATGATCAGAATGGGA 224

Ai01B9931 Araip.B01 9931 p4 (AAAG)5 20 35287210 35287229 TGTAAGTGAGTGACGCTGGG GGAGCTCCCGTGAAATACAA 132

Ai01B9940 Araip.B01 9940 c (T)15caaatacttactaaaattaattcctgacctcactactataataag(A)1070 35296813 35296882 ACAGCCAAATTGATGGAACC TCTAACCCAGTTGCCAAAGC 196

Ai01B9947 Araip.B01 9947 p2 (AG)7 14 35318945 35318958 AAACCTGGGATCGAGAGTCA CTCCCAACGATTTCTGAAGC 219

Ai01B9948 Araip.B01 9948 p2 (TA)7 14 35319665 35319678 GCAATCCAATCTAAATGCAGC CAAAATCCAGTGAGGGTTCAA 267

Ai01B9949 Araip.B01 9949 c (A)10gattttaaaaggttagtttgattagaat(A)1048 35322907 35322954 CAGTATGCCATGGTTAGAGGG CAACCTGTTTTCCTTGTTTGG 225

Ai01B9950 Araip.B01 9950 p2 (AG)6 12 35326569 35326580 AGCAAAGGAAAGTCAAGGGA ATTCAAAGAGAGCTCGCCAA 148

Ai01B9951 Araip.B01 9951 c (AT)7aagacaaagaaaacacaagataaaaataaaaataacaaaatatataa(AT)1999 35328561 35328659 TAAACACGTAGGCACGGACA GACTAGCCGGCCTAAACTCC 235

Ai01B9952 Araip.B01 9952 p5 (AAGAT)5 25 35331222 35331246 ACATCCAAAGGCAATCCAAG CCTGGGTGCTCCAGTGTATT 153

Ai01B9954 Araip.B01 9954 c (T)10ctgcaagctttgttctttgctgctttttcttgcttcaagaatca(T)1064 35342310 35342373 TTGGTGTTGAACTCTGGTGC TTGGCTCTTGAAAGAATGATGA 276

Ai01B9956 Araip.B01 9956 p5 (AAGAT)5 25 35357792 35357816 AGAGGAACACGACCCACATC CCTGGGTGCTCCAGTGTATT 168

Ai01B9961 Araip.B01 9961 c* (A)10gagaaaagcaaaagaaaaatagaaag(A)10(AT)7*aaagaaaaaaatatagaaaaag(A)10gagaaaagcaaaagaaaaatagaaag(A)10(AT)7*aaagaaaaaaatatagaaaaag(A)10172 35402708 35402879 AACCATGTGCATTGGTACCTT TACTTTGGGGCATTTTGTCC 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B9964 Araip.B01 9964 p4 (TTTA)6 24 35428654 35428677 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 171

Ai01B9967 Araip.B01 9967 c (AAAT)5aaaaata(T)1037 35446512 35446548 TCCTTTTCAAAACATCCTAACCA CCAATGGAGGGTATGCAGAT 260

Ai01B9970 Araip.B01 9970 c (T)10aactcagatgccctgtta(T)1240 35464253 35464292 GACCATGTGCTTAGTCATTTCG TTAGTGAGCCACGGTTTGGT 272

Ai01B9974 Araip.B01 9974 p2 (TC)6 12 35469690 35469701 TTTTTAGCTGCCTTTACTGTTGA TTTGAGAATTCGTGGGAAGC 149

Ai01B9975 Araip.B01 9975 c (TC)21aaaagaaaaaaaaagttcatatgga(TC)1699 35473752 35473850 GAAAGCAGCTCCAGGTTGAA AAGCCAGCTGAACCAGAAAA 259

Ai01B9977 Araip.B01 9977 c (AT)10(AG)9 38 35480609 35480646 TCGGTATTGACATTTTACGCTC TGGATTCCTACTGCAAGATGG 209

Ai01B9981 Araip.B01 9981 p3 (AAT)6 18 35491830 35491847 TTTGCATTCTCCATGGGTAG CACTTGGAACTAGTCAACAAACA 280

Ai01B9984 Araip.B01 9984 p3 (TTG)5 15 35501055 35501069 AAAGGAATTCACATCCATAGCAA TCAATGGGCCTACGCTTATC 261

Ai01B9990 Araip.B01 9990 p2 (GA)7 14 35523668 35523681 GGGTTCGAATTTTGAGTGGA TTTTTGAAAACTCCTCCCCA 234

Ai01B9995 Araip.B01 9995 p3 (ACT)5 15 35553017 35553031 GGAACAACTGGAGCGACTTC CGAAACAGTAAAACAAAGCCC 223

Ai01B9996 Araip.B01 9996 p2 (CA)6 12 35554335 35554346 AAATCCGACGGTACTCAACG TGAAAGAGCGCACATTGAAA 231

Ai01B9999 Araip.B01 9999 p2 (AT)7 14 35558835 35558848 CTGAACAACATGCCCAAGAA TCTCTTCAGTCAGTGATGGGC 259

Ai01B10003 Araip.B01 10003 p5 (TTTTA)5 25 35608254 35608278 GAACAGCTTGATTTAGCCGC CACAAAGCTTGCGAAAGAAA 181

Ai01B10005 Araip.B01 10005 c (A)14tgaacaaaattctaaaaattaaaataagaagaatcaaaataaaactaattaagaaacacaaaacttaatttcagaaattaaa(T)10gaaataataaaaaaaatagaaataaaattaaagctaataaaa(AAT)8172 35610905 35611076 AACGCACCATGTGGTAAACA TTCTTGTAAAACTTGGAAAAGCTC 279

Ai01B10009 Araip.B01 10009 p3 (AGA)5 15 35672733 35672747 AGAATATTGCTCGCCCTCAA AGAACAAGCATCAATTCGGC 247

Ai01B10012 Araip.B01 10012 p3 (TTC)6 18 35680646 35680663 TGCATCATTCTGCTGCACTA TTTTAATCCGCGTGTTGTCA 215

Ai01B10014 Araip.B01 10014 p3 (TTA)5 15 35685571 35685585 TCTGCTGCACTATCCCCTTT TGTTAGGGTGGAGCTCAGAAA 155

Ai01B10015 Araip.B01 10015 c (CT)17ccc(TA)6 49 35689072 35689120 AAATCCCCTACAGTCCCGTT ACAATACTGATGGAAGGGCG 229

Ai01B10020 Araip.B01 10020 p2 (TC)6 12 35694070 35694081 GATCCAAGCGTTTCTTTTTCA ACGATGATTGCTATTGCGTG 273

Ai01B10025 Araip.B01 10025 c (AG)6acaaatagataaaagacattaatagataa(AAAT)561 35699598 35699658 AAAAGGGTTCGAATTTTGGG TTTTGGAGCGAACACACTTG 223

Ai01B10026 Araip.B01 10026 c (A)12taaatggaaaatgaaaatttttattgattggatgagcatggaaattggattgaaagaaaaaataatggcatgagatccacatctaac(T)10109 35712103 35712211 ACGTAGGTGTTGTGGCATTG CAACAGTTTTCTTTGTTGGTTTG 239

Ai01B10029 Araip.B01 10029 p2 (AT)10 20 35725068 35725087 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 181

Ai01B10031 Araip.B01 10031 p2 (TA)7 14 35740478 35740491 AAAAGAGTGGTGACGGTTGG ATGTTGCAGGATGTGGCATA 222

Ai01B10034 Araip.B01 10034 p2 (CT)11 22 35746863 35746884 TATAAACCCGTCACCCCCTT TGTAAGAGGTGGCGTATCCC 276

Ai01B10038 Araip.B01 10038 p3 (TCG)6 18 35749647 35749664 TCATTCGGACGAAAATACCC GTTCTTGAGCTTCTGCGCTT 147

Ai01B10040 Araip.B01 10040 p5 (AAAAT)5 25 35757561 35757585 CATGGGGAGGACCAGATTTA GAAACAAAGTTCAAGAAAATGAAAAA 222

Ai01B10042 Araip.B01 10042 c (A)10(T)10 20 35766356 35766375 TACCGATCTCCGTGGGTTAG TGACTCAAAAACCATGTTCCA 266

Ai01B10043 Araip.B01 10043 p2 (GA)14 28 35772377 35772404 TGAAGCCTCATCGGAGAGAT ACTCACACTTCGCGCATTT 239

Ai01B10045 Araip.B01 10045 p2 (TC)18 36 35778715 35778750 TTTGGTGAACAACGTAGGGA ATGAAGTCAGATGGGCCAAG 196

Ai01B10055 Araip.B01 10055 p2 (AT)6 12 35803328 35803339 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCA 270

Ai01B10056 Araip.B01 10056 c (AG)16gtgacacaag(GA)1266 35821601 35821666 CACACAGAGAACCCACATGC CTTTGTGAACCTCCATGCCT 254

Ai01B10057 Araip.B01 10057 p2 (TA)11 22 35823360 35823381 TAACTCGATTGCGAAGCAAA GACATGAAGCACCTTGCTGA 251

Ai01B10058 Araip.B01 10058 p2 (AT)11 22 35824126 35824147 ATGCATTCCTGTCCTATGGC AGTGGCTTGCCACCACTTAC 259

Ai01B10059 Araip.B01 10059 p2 (TA)6 12 35829361 35829372 GTGGGGATAGGGAGGAAGAG ACACTCTCAACCCAACGTCC 237
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Ai01B10073 Araip.B01 10073 c (A)12cactttatcattctcacaaaaaataacactagttaacgaaagaaaaataaaagaatatataaag(A)1086 35906747 35906832 CTCAATTAAGAGGTTGCGGG CTTCGTTAGGGTTAGGCGTT 196

Ai01B10076 Araip.B01 10076 p3 (AGA)5 15 35907694 35907708 TTGGTACCTGAGCTTGGAGG AACAGGCCTACGCTTATCCA 170

Ai01B10077 Araip.B01 10077 p3 (ATT)6 18 35907847 35907864 TTGTGCAGCTGAGAAAGGTG ACGTTTCATCTTCGCAAACC 213

Ai01B10078 Araip.B01 10078 p2 (AG)8 16 35908449 35908464 TCCCCTTACATACACACCCC GAAATCTGCGTACCCTCCAA 222

Ai01B10081 Araip.B01 10081 p4 (ATTT)5 20 35915045 35915064 CCCCCATATGCACATTGTTT GGAAATACAAGATAATGCAAAGGAA 163

Ai01B10083 Araip.B01 10083 c (A)10catctaaactttttataaatttataattataaatacgtaggatgagacatataactaattt(TA)887 35919312 35919398 TGCATAGCCAACACTACATCG TTTTAAATTTCAACATCAAACCAA 179

Ai01B10087 Araip.B01 10087 p3 (TAT)9 27 35931804 35931830 CCAATCCAACGGATGGTAAT CGGGATTTAGCGACAATTTTT 277

Ai01B10090 Araip.B01 10090 p4 (TAAA)7 28 35942929 35942956 GGGTTCGAATTTTGAGATGAA TCGAAAATCCCTTCCCTCTT 228

Ai01B10097 Araip.B01 10097 c (TA)10(T)10 30 35986423 35986452 GCTTGGTTGAGACGCTTAGG TGAAGCAAGAAAAAGCAGCA 262

Ai01B10100 Araip.B01 10100 c* (A)11(AG)6* 22 36009918 36009939 TGAAGCAAGAAAAAGCAGCA CAGAGGCCATTTGTGGAGTT 120

Ai01B10101 Araip.B01 10101 p2 (AC)6 12 36023882 36023893 AGGAAGCGTGAATTGTTGGA GCTTGATTTTTGCTTGAATGC 271

Ai01B10103 Araip.B01 10103 p2 (AT)18 36 36047114 36047149 GGGACATTGGTTGAGAGGAA TGGGACATTTTTGTTCCCTT 260

Ai01B10104 Araip.B01 10104 p3 (AGA)5 15 36073151 36073165 CTTTGTCTTCCCTTCCCCTC CCATCCCTTCTGTTTTTCCA 206

Ai01B10105 Araip.B01 10105 p3 (AAT)5 15 36076117 36076131 GTTCTTGTCCTTGCTCCTGC TCGAAAATTCTCCCTCTCCC 233

Ai01B10106 Araip.B01 10106 p2 (AG)6 12 36076458 36076469 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai01B10109 Araip.B01 10109 c (ATA)14(ATGATA)572 36081164 36081235 TGCTTGTTGGTGAAAATGAGA TTGATCAAAATTCAAATGCAAA 244

Ai01B10110 Araip.B01 10110 p2 (AT)6 12 36081617 36081628 TGCAACAAAGCCACCAACTA GCTTCAGTTTTGAGTGTGCG 230

Ai01B10113 Araip.B01 10113 p3 (AAT)5 15 36090612 36090626 TCTTCCATGACATCGCACTC TGACCATTTGTCCATCACTTG 274

Ai01B10117 Araip.B01 10117 c (A)15cg(CA)6 29 36115150 36115178 GCACGTTTGGTTCAAGTCCT TCCACTTCCACACACCACAT 163

Ai01B10118 Araip.B01 10118 p3 (GAA)5 15 36129699 36129713 TTGGAACAATTGGAGGAAGC CTTGGGAGAGGTTTCCATGA 111

Ai01B10119 Araip.B01 10119 p2 (TC)8 16 36132161 36132176 CCTCGACTTTAACCGCTCAG GCAGTGAAAAGCTTGCAAAA 251

Ai01B10120 Araip.B01 10120 p2 (GA)8 16 36140751 36140766 AATGGGAGAGAAGGAGGGAA GTGATCTCGTTTAGGGGGCT 280

Ai01B10125 Araip.B01 10125 p2 (AG)6 12 36167143 36167154 GTTTGGGAGGGAAATTGGTT CAGGATCCCCACCTACTTCA 222

Ai01B10127 Araip.B01 10127 p2 (CA)6 12 36174382 36174393 TGTGTGCCCGCACATATACT GGCCCTAGAGGAAAGATTGG 160

Ai01B10128 Araip.B01 10128 p3 (GAA)5 15 36179091 36179105 AATGAGGGGTGGTAGTGGTG GTCCTGTTGTGCCTTCCACT 130

Ai01B10130 Araip.B01 10130 p4 (ATAA)5 20 36197425 36197444 TGGGTGCATATTCATGTGAGA GCCTAGCTACCCATAATTCCC 252

Ai01B10131 Araip.B01 10131 p2 (GT)6 12 36197585 36197596 TGGGTAGCTAGGCATGATTTT GGGCTAAGGTAAGGGTGAGG 126

Ai01B10132 Araip.B01 10132 p2 (AT)8 16 36204345 36204360 TTGCTCTTGCCTTTTGGTTT TCTTGATGTGGTGGCATTGT 274

Ai01B10135 Araip.B01 10135 p3 (AGA)6 18 36221093 36221110 CGGTCTTAGGTGCCATCAAT ATATGGCCGATCCTTAACCC 247

Ai01B10137 Araip.B01 10137 p2 (GA)6 12 36226397 36226408 GGGTTCGAATTTGGTGAGTG TCTCATCTTTTTCAAAACCACC 278

Ai01B10138 Araip.B01 10138 c (T)10aaaa(T)10gaaaaagtcaaatctaattttcgaaatttatgagagaaaagagggaaagata(T)1288 36226904 36226991 AAATTGAAAATTTGATTTGACTCAT TGCATGCATTCATTGTTTTG 206

Ai01B10145 Araip.B01 10145 p3 (GAA)5 15 36252494 36252508 CCCTCGAGCAAGAGAAGAAA TCACTACTCGCATCCATCCA 263

Ai01B10147 Araip.B01 10147 p2 (AG)6 12 36263942 36263953 AACTCAAGGGAGGGAGATGC TTCTCACCCTCACCGTAACC 165

Ai01B10150 Araip.B01 10150 p3 (ATT)17 51 36282198 36282248 AAAGCAGACATTTTAGTCTCAACAAA TGTATGCATGACCACAAGAGC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B10151 Araip.B01 10151 p2 (AT)7 14 36286218 36286231 TTCTAGCGTTCGGCCTAAAA TGATGATTTGGATGAGAATTGTG 178

Ai01B10153 Araip.B01 10153 p2 (TA)6 12 36291596 36291607 TATCTAGTTGCCCCCAATCG TTGCATCAGGGATTGTTTGA 245

Ai01B10155 Araip.B01 10155 p2 (TC)8 16 36297994 36298009 TACCCCTCTCGGTGTTTCCT CAAACAGGAGGTGGCAAAAT 188

Ai01B10157 Araip.B01 10157 p2 (TA)7 14 36301567 36301580 TTGTTTTCAGATGCAGGTCG TTGACCTGCGAAACTAAGGC 257

Ai01B10158 Araip.B01 10158 p2 (TA)9 18 36313412 36313429 TCCCTATGCAAGCGAAGTTT TCGACCTGCGAAACTAAAGC 214

Ai01B10159 Araip.B01 10159 p2 (TG)11 22 36317718 36317739 GTGTAAACCGACACGTGAGC ATTCTGTGAAAAACGGGGTG 168

Ai01B10160 Araip.B01 10160 p3 (TGA)5 15 36319328 36319342 GCTCTGACCGAAGAGAGGAA TCGGGGTCTTACATTCATCA 267

Ai01B10161 Araip.B01 10161 p2 (TA)6 12 36326164 36326175 GCTCCGGTGTGAGCTAGATT ATGAGTTTGCGAGTCACGCT 263

Ai01B10162 Araip.B01 10162 p3 (ATA)5 15 36327430 36327444 ATTCCATGGAGCTTCTGGTG CCGACAAAATAAAAATAAAATGGT 249

Ai01B10163 Araip.B01 10163 p3 (ATA)5 15 36329219 36329233 GATTAAAAAGATAAGCGGTGAAAA TGACAAATCAAAATATGTAATCCGA 258

Ai01B10164 Araip.B01 10164 p2 (TA)10 20 36332024 36332043 GGTCACCTTTGTTCGCAGAT TTCCCCTCAAGCTAAAACCA 274

Ai01B10168 Araip.B01 10168 c (TTTTA)5tttttattaaacctggaattatttattgcatctacattagcattgcattctgtatactg(TA)8100 36366718 36366817 CCCACCATGGTATGATCGTT CAATTTGTGCCATTAGCGTG 280

Ai01B10170 Araip.B01 10170 p3 (CAA)5 15 36377919 36377933 TGCACCACAGAGAACTCAGG CAAGCTTGCTCACTAAGGGG 105

Ai01B10171 Araip.B01 10171 p3 (TTC)6 18 36381822 36381839 CTTGCTTTTTCCCTTTGCTG GGACCAACAGATCAAGCCAT 221

Ai01B10172 Araip.B01 10172 p2 (TC)6 12 36409611 36409622 GCCCAAATCATACAGTGCCT GGAGATCAACATTCCACTTGC 240

Ai01B10174 Araip.B01 10174 p2 (AT)15 30 36429070 36429099 GAGGCTCTTGTTGAGGAGCA ATTCACACCCCAATCTCCAA 123

Ai01B10175 Araip.B01 10175 p2 (AT)6 12 36430717 36430728 TGCTTGCATTTATTTCGCTG TGTAATGTCCTGGGAAAGCC 191

Ai01B10176 Araip.B01 10176 p2 (AT)22 44 36454936 36454979 ACCAAGTCGATTGCTAGCCT GGCATCACGGTAACCAATCT 196

Ai01B10181 Araip.B01 10181 p2 (TC)6 12 36468539 36468550 GAACAGCAAGCCACGGTAAT CTTTCTCCTCGTCGCTGACT 238

Ai01B10182 Araip.B01 10182 p2 (TA)14 28 36473994 36474021 TCATGAGGTCTTTTCAAGGTTGT AGGGGACAAAATTACCCCAG 280

Ai01B10184 Araip.B01 10184 c (A)10ttttctttgaaaaagggcaccgacgcgcaagcacacagt(GC)661 36487036 36487096 ACCCCACCGTGGTAAGAACT GTTTTTGGCCTGAAAATGGA 260

Ai01B10190 Araip.B01 10190 p2 (AC)8 16 36527676 36527691 TTCCCGAAACAGGTTTTGAA TGCTTAGCTGCTACAATGCG 129

Ai01B10194 Araip.B01 10194 p3 (CAA)5 15 36564750 36564764 ATCTTTGACTCTGATGGCGG AAAGAGGGGGATCAGGAAGA 213

Ai01B10195 Araip.B01 10195 c (T)11atttttatcccatgtgcattgctttattttgcatttggggaattcttttgtattcccctttattcaaaaaaaataaa(TAT)6106 36567751 36567856 TGAGCTAATTAAGCGAATCCTTG GGAAGCATGCTCATGTGAAA 255

Ai01B10200 Araip.B01 10200 p3 (GAA)6 18 36602640 36602657 CCCCTAATGAAAATGGGGTT TTTTGTTTTTCTTGCAACTTTGA 147

Ai01B10202 Araip.B01 10202 p3 (GAA)6 18 36614527 36614544 CCCCTAATGAAAATGGGGTT TTTCTCACCGGTTTTCTATTTTG 165

Ai01B10206 Araip.B01 10206 p3 (AAT)5 15 36652332 36652346 AGTAATGGCTTGCTGGGAGA GCTTTTGGTGCACTTTGTCA 246

Ai01B10208 Araip.B01 10208 p2 (TA)6 12 36665724 36665735 TTATTGGCTTCACTTTGGGG ATGGGATAAAAAGGGGCAGT 253

Ai01B10209 Araip.B01 10209 p2 (GC)6 12 36670700 36670711 CAGCTGCTGCTTCCTCCTAT TGCAGCAACAAACAGAGGAT 279

Ai01B10210 Araip.B01 10210 p2 (GC)6 12 36670834 36670845 CACAGGGGTGGCATAACTCT CATACCAAGCAAGCACGAAA 224

Ai01B10211 Araip.B01 10211 p2 (GC)6 12 36682320 36682331 CACAGGGGTGGCATAACTCT GCACTCCTCTCTGAGCCACT 163

Ai01B10212 Araip.B01 10212 p2 (GC)6 12 36682454 36682465 CACAGGGGTGGCATAACTCT ATACAAGGCGAGCACGAAAT 223

Ai01B10213 Araip.B01 10213 p2 (GC)6 12 36687159 36687170 GTACCGATTGCCTTGCTGAC GAGTGCAGAATAAAAGGGCG 188

Ai01B10214 Araip.B01 10214 p2 (GC)6 12 36687293 36687304 CGCCCTTTTATTCTGCACTC CACAGGGGTGGCATAACTCT 177
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Ai01B10215 Araip.B01 10215 p2 (GC)6 12 36687410 36687421 AGAGTTATGCCACCCCTGTG GGGTAAGTGTGCCCCTTTTT 170

Ai01B10217 Araip.B01 10217 p6 (ATTTTA)7 42 36703669 36703710 GCTGCAGAATGGACAAATCA TCTGATGGATCTGAATCCCC 199

Ai01B10219 Araip.B01 10219 c (T)11atttgcaatcatatcatctcaatcatatctttttcaaaataattctcaatcatatc(T)1077 36726781 36726857 AATTGATCTTTTCAAATCTTTTTCA TGATCCACTTCTTTATCATTTAGCA 240

Ai01B10221 Araip.B01 10221 p2 (TA)7 14 36733875 36733888 GCATTTGGCATCTTTGGTTT TGCTCAATGATCCACAATTTTT 135

Ai01B10222 Araip.B01 10222 c (CT)6catctctttctatttatttatttatttactaacgcttctcttcatctaataatttgaaccg(TC)685 36741200 36741284 CGAAAATCACTAACCACTTTTTCA AAGGAAGAAGAAGAAATTCGAACA 251

Ai01B10227 Araip.B01 10227 c (CA)8(GA)15 46 36771760 36771805 TTTCATTTCTGCAATCTACGC TGTGTCAATGTTATTTGTTTTGG 278

Ai01B10229 Araip.B01 10229 c (AAT)11(AAG)15 78 36785476 36785553 TGTTATCTTATCGTTTGGTTAAAATC TGCTATTCAACTAGTTTCTTCATGTTT 272

Ai01B10231 Araip.B01 10231 p2 (CT)15 30 36788278 36788307 ATAAAGCGCCAAATCAGCAC AACCCCTTGATCAAACCCTC 215

Ai01B10235 Araip.B01 10235 p3 (ATT)6 18 36805144 36805161 TGGCCATTAAAATTTTGTGATTA TCCGAATCACTAATGTCCCA 259

Ai01B10236 Araip.B01 10236 p2 (AT)11 22 36805340 36805361 TGGGACATTAGTGATTCGGA TGATAGTTGCATGTCAAAGGAAA 244

Ai01B10238 Araip.B01 10238 p2 (TC)7 14 36815863 36815876 CAGAAGCACAAACTGGGTCA TATAAGCGCAGCGTCAACAC 219

Ai01B10241 Araip.B01 10241 p3 (ATG)5 15 36828599 36828613 AATTTTTGTCGGCCTCTTTG AGGCAAAATGCCATTCAGTT 280

Ai01B10242 Araip.B01 10242 c (TC)9cgttttctttctttctctattctctcccctct(ATA)771 36835484 36835554 AATAAACTTCTTCCCTTATCCTTTTT CCTCGCCACCTCTGTTTTAC 272

Ai01B10243 Araip.B01 10243 p2 (TA)8 16 36836038 36836053 TGGTTCGCGAAGTTAAGACC TTCAGATGCAGGATGTGAGG 269

Ai01B10245 Araip.B01 10245 c (CT)6aattttcgaaaatatcttccctccttttc(A)1253 36845031 36845083 CTTCTTATCTTTTCAAAATTTGTTTCA GAATAAGGTGAGAGAGGGGAAA 274

Ai01B10246 Araip.B01 10246 c (A)13gaggatatc(TAT)537 36845261 36845297 TCGAAATTTCCCCTCTCTCA GTTCTTGTCCTTGCTCCTGC 152

Ai01B10247 Araip.B01 10247 p3 (GTT)5 15 36857696 36857710 AATGATGAATGGGAAGTCGG TGCAGACAGTGAAGAAACGG 244

Ai01B10249 Araip.B01 10249 p3 (ATT)8 24 36859204 36859227 TAGGAGTGTTCACAATGCGG TAAACTGTGGGACCCCTGTC 197

Ai01B10252 Araip.B01 10252 p4 (TTAT)6 24 36891729 36891752 GAAGCACCAAAACAATGCAA TCGCTTCTTCCTTTCTTACTTTC 279

Ai01B10253 Araip.B01 10253 c (A)10gaaag(A)10 25 36904921 36904945 TCGAGGGTAAAACTTTTTGTAAGG TTGTTTCTTCCATGGCTTCG 244

Ai01B10254 Araip.B01 10254 p5 (TTATC)6 30 36910087 36910116 TACCCGACTTACTGGTTGGC GATAAGTTGACCTCGCCCAA 244

Ai01B10255 Araip.B01 10255 p5 (TTATC)5 25 36932640 36932664 TGCACTGCTGATCCTTTGTC TGACCCAAATCCTAAGGCAG 274

Ai01B10257 Araip.B01 10257 p2 (GC)6 12 36938082 36938093 CGCGCACAGAAATAACATTG GCCTGGACAGCTCAGAAATC 218

Ai01B10258 Araip.B01 10258 p2 (AT)6 12 36942161 36942172 ACAAGTCTAGAGCCGGTGGA CCACTGAATCTACCCGAGGA 243

Ai01B10259 Araip.B01 10259 p2 (TA)10 20 36946864 36946883 TTGGGATAATTTTGTCCCCTT TGCTTGCATATGATTGAGGC 115

Ai01B10262 Araip.B01 10262 p3 (AGT)5 15 36969389 36969403 TTTCTTCAGCTGCCAAGGAT TGCCCAAAGGCTCATTTAGT 271

Ai01B10263 Araip.B01 10263 p2 (CT)7 14 36984157 36984170 ACCTCCTCTCTCTTCCTCGC CTCTGAGCCTCACTCAACCC 211

Ai01B10276 Araip.B01 10276 c (A)10gccaaaactataaccaaacaccagaataaaaattaaacaaaaacaatgaacaaaaaccttgatagaaagtgtccctt(TAA)7108 37084028 37084135 GCAAAAACCACCAAGGAGAA CATGAAAGTTCATCAAAGGCA 231

Ai01B10279 Araip.B01 10279 p2 (AT)7 14 37097406 37097419 TTTAAACCGCAATACCGCTC TTCAGGATATGAGCGCAGAA 274

Ai01B10282 Araip.B01 10282 p2 (CT)6 12 37116638 37116649 CTTTCTTCGCCCTCCTCTCT TCCTCTTCTCTCTCTCCCCC 223

Ai01B10283 Araip.B01 10283 c (GA)7ggaagaaagagggg(GA)8a(AG)657 37116933 37116989 GAGAGAAATAAGGGAAGGGGG TCTCTCTCTTTCTTCGCCCTC 222

Ai01B10284 Araip.B01 10284 c (GA)7ggaagaaagagggg(GA)8a(AG)657 37117161 37117217 GAGAGAAATAAGGGAAGGGGG TCTCTCTCTTTCTTCGCCCTC 222

Ai01B10285 Araip.B01 10285 c (GA)7ggaagaaagagggg(GA)8a(AG)657 37117389 37117445 GAGAGAAATAAGGGAAGGGGG TCTCTCTCTTTCTTCGCCCTC 222

Ai01B10286 Araip.B01 10286 c (GA)7ggaagaaagagggg(GA)8a(AG)657 37117617 37117673 GAGAGAAATAAGGGAAGGGGG TCTCTCTCTTTCTTCGCCCTC 222
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Ai01B10287 Araip.B01 10287 c (GA)7ggaagaaagagggg(GA)8a(AG)657 37117845 37117901 GAGAGAAATAAGGGAAGGGGG TCTCTCTCTTTCTTCGCCCTC 222

Ai01B10288 Araip.B01 10288 c (GA)7ggaagaaagagggg(GA)844 37118073 37118116 TAAGGGAAGGGGGAGAGAGA CTGAACCAAACTGCTTTGTCAT 280

Ai01B10289 Araip.B01 10289 p2 (CT)7 14 37118921 37118934 TCCAGCTCATCAAGCTGTGT TGATGGGATTGGATTCAGGT 208

Ai01B10290 Araip.B01 10290 p2 (CT)6 12 37124003 37124014 TCCAGCTCATCAAGCTGTGT CTCCAGTTGGGGTATGTTGG 248

Ai01B10291 Araip.B01 10291 p3 (CAT)18 54 37129127 37129180 ACAAGCAAGGCAACATGTGA AATGGCTTCCAGAAGCTTGA 225

Ai01B10292 Araip.B01 10292 p3 (CTT)5 15 37130120 37130134 ATGGGAGAGAGTTCTGGCAA CCTCTACCATGGTGGCACTT 151

Ai01B10293 Araip.B01 10293 p3 (TCA)5 15 37139873 37139887 CCGTCCAGACCATTCAAGAT CAGCATGGACAACGTTATGG 189

Ai01B10296 Araip.B01 10296 p2 (GT)6 12 37155089 37155100 TTCTTCTTCTCCCCTCCCAT AGAAATCGGCTCAAGATTGG 163

Ai01B10297 Araip.B01 10297 p3 (AGG)7 21 37161444 37161464 ACGACGACTTCAGAGAGGGA ACACCAAGGAGAAGTGGTCG 227

Ai01B10298 Araip.B01 10298 p2 (CT)8 16 37162137 37162152 CACTTTTGGCCACGCTTTTA TTTTTCTGCCCAAATCCAAG 280

Ai01B10301 Araip.B01 10301 p3 (AAT)5 15 37176021 37176035 TGGTTCTGGATCTGCTTTCA TTCGAAAATTATCCCTCCCC 263

Ai01B10302 Araip.B01 10302 p2 (AG)6 12 37176364 37176375 AGAATAAAATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai01B10307 Araip.B01 10307 p2 (GA)7 14 37222386 37222399 GAGGTGATGGGGAAGAGTGA TGTAGACCCCACAAGATCCC 117

Ai01B10311 Araip.B01 10311 p2 (GT)6 12 37264964 37264975 CCCAAATGGCCTTACCTTTT AGCATGTACCCAATTCCCAA 246

Ai01B10313 Araip.B01 10313 p2 (TC)6 12 37271280 37271291 TTGATTTTCAATCGTCTTTTTCAA AAAGTGGGGAGGAGTTTTCG 206

Ai01B10316 Araip.B01 10316 c (A)10ttatatttatt(TTTA)645 37287603 37287647 CCATGATGGAGAAAGGGAGT TTTCGTGCACCAAGTTTTTG 245

Ai01B10318 Araip.B01 10318 c (AC)18(AG)6aaa(GT)22(GA)10115 37301046 37301160 CTCACGGTGACAAAGCTTCA GGGACGAGGGATACAAAAGG 262

Ai01B10322 Araip.B01 10322 p2 (TC)14 28 37313737 37313764 AATTGCTTTGACACTCGCCT GTTGCATATGTGAGAGGGGG 277

Ai01B10323 Araip.B01 10323 c (T)11gggactgattagcccttgtgccaaaaaaaacaacattgacttttttttggcacaggggcctcgtcctttcgaggtaattgtcagggaccggattgga(T)15123 37314383 37314505 TCGAAAGGACAATGAGACCC CCCCTGACAATTACCTCGAA 217

Ai01B10325 Araip.B01 10325 p4 (ATAA)5 20 37317999 37318018 GGTGCTGGTGAAGAAGAAGC ACCTTTGGGGACACCTCTCT 242

Ai01B10326 Araip.B01 10326 p2 (AG)15 30 37318307 37318336 AAGGGAATTAATCGGGTTGG CTTCCCCTTCCTCATTGACA 241

Ai01B10329 Araip.B01 10329 p3 (TAT)6 18 37333320 37333337 GGTGCAGTGGAAGTCAACAA TGTGTCATGGTCCTCTGGAT 252

Ai01B10333 Araip.B01 10333 p3 (AAT)18 54 37342209 37342262 TTGGAACTCTAAAACCTGCGA TCGCCATTTGAATGATTTCTC 273

Ai01B10334 Araip.B01 10334 p2 (AT)10 20 37349142 37349161 TTTTGCTATCAGGAGGACATGA TCCATTACATTTAATACCGGGTAAA 151

Ai01B10339 Araip.B01 10339 c (A)10gatttaagttt(TA)735 37425329 37425363 TAAGAGATTGCGGGTTCGAG CGTAAACCGCTACTGCCAAT 232

Ai01B10347 Araip.B01 10347 p2 (TA)7 14 37443001 37443014 CCTGGCTAAAACTTTAAACCGT TGGGTGAAGAAGTCACGAAG 253

Ai01B10350 Araip.B01 10350 p2 (CT)23 46 37453822 37453867 TCCTCCCTTCTCTCTTTCCC ATCGTCGCCGTACATAGGAA 253

Ai01B10352 Araip.B01 10352 p2 (GA)6 12 37457666 37457677 GTGGTTTGTGGTTGATGCTG CCCATGAAAGTTGAAAACGC 219

Ai01B10355 Araip.B01 10355 p2 (AG)7 14 37462443 37462456 TGAGGGAGGAAAGGAAGTGA TGGAAGGTTGGAAGCTCTGT 210

Ai01B10358 Araip.B01 10358 p2 (TA)10 20 37470953 37470972 TAAGTCGGGTTTTTGGAGCA CAGGGTCACCCAAAATTCAT 279

Ai01B10359 Araip.B01 10359 c (A)10gaaaaaaagttaaaatatccaaagtgataaaaagattatttttacaattt(TA)672 37471116 37471187 AACGCAAAACAAAATTACACG TTGATTCTCTTACACCTATAAATCTCC 252

Ai01B10360 Araip.B01 10360 p2 (TA)13 26 37474126 37474151 GTCATCCTCAGAACAGCCCT TGGTTTTGACGTTAAATTAGTTAGGA 280

Ai01B10362 Araip.B01 10362 p3 (AAG)6 18 37479990 37480007 AATGAAACTCAATCGCCACC GGTGGGTGATAGGAACATGC 276

Ai01B10363 Araip.B01 10363 p2 (AG)6 12 37488212 37488223 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 260
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Ai01B10364 Araip.B01 10364 p2 (CG)6 12 37488561 37488572 GTTTAACGCCAGCTTCTTGC TGCCTTTGGCACAAACCTAT 279

Ai01B10365 Araip.B01 10365 p2 (CT)6 12 37497141 37497152 TTTCCTATCTTTTTCAAAACCACC GGTTCCCTTTAGGTGAGTGGA 250

Ai01B10366 Araip.B01 10366 p2 (CT)6 12 37497311 37497322 CGAAAATCACTAACCATTTTTCAA GTTCTTGTCCTTGCTCCTGC 180

Ai01B10367 Araip.B01 10367 p3 (TTC)5 15 37498949 37498963 TCCATTCATGGTCATCCCTT TGATGGGCTTGTGAGATGAA 275

Ai01B10368 Araip.B01 10368 c (A)10gaaaaaaaataggcg(A)1035 37499896 37499930 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 258

Ai01B10371 Araip.B01 10371 p3 (AAT)5 15 37516125 37516139 TAGTGGGGCGTCCAACTTAC TAAGGTTGTAATGGGGCCAA 237

Ai01B10372 Araip.B01 10372 p2 (AG)6 12 37516470 37516481 GGGAGAGGGAGAATTTTCAA CACCTTTTCAAAATTTGTTTCAACT 268

Ai01B10378 Araip.B01 10378 p2 (AT)9 18 37560024 37560041 TCAATTGGATTCGAGAAGCA CACAACTTTGGGGCGTAAAT 176

Ai01B10382 Araip.B01 10382 p2 (TA)6 12 37598250 37598261 TGATCTAAGTGTGGGGGAGG CCAAGCAATATAAGGATGCAA 245

Ai01B10383 Araip.B01 10383 p4 (ATAG)5 20 37599667 37599686 TTGATTTTGGATGCATTGGA AGGAGAATGATCAAGGGGGT 190

Ai01B10384 Araip.B01 10384 p3 (AGA)5 15 37642524 37642538 GTGGCGTCTTCCTCTTCTTG CACACATCCCTCCATCTCCT 215

Ai01B10385 Araip.B01 10385 p2 (GA)6 12 37642675 37642686 TGGGTGGGAAAGAGATTTTG AATTTCGTGCACCACTTTCC 142

Ai01B10386 Araip.B01 10386 p3 (GAA)5 15 37644631 37644645 CTCTTGTCTTCCCTTTCCCC GCCCTCCATTCTTCATCAAA 242

Ai01B10387 Araip.B01 10387 p3 (AAT)5 15 37646212 37646226 CCATCTCCTCTTCCTGTTCG CATTCTTTGTCTCCCCCTCTT 249

Ai01B10392 Araip.B01 10392 p2 (TA)9 18 37685515 37685532 TGGACTTATCATTTCCCCCA TTCTTTGCTTGGCCATAATTG 242

Ai01B10398 Araip.B01 10398 p4 (TTTA)8 32 37755155 37755186 GCTCATCCCCAAACAAAAGA TCATTTTGGGGTGCCATACT 221

Ai01B10399 Araip.B01 10399 p4 (AAAT)6 24 37757773 37757796 TCCTTTTCAAAACATCCTAACCA CCATGATGGAGAAAGGGAGA 172

Ai01B10401 Araip.B01 10401 c* (A)11(AT)7* 24 37768728 37768751 TAACATGTGGTGGCAATGCT TTGGCTTTTTCTGCTTGCTT 277

Ai01B10402 Araip.B01 10402 c (T)13(A)11 24 37779372 37779395 TCATTGTTGTACAAGCCCCA TTTGTGATGCCAAAGTGCAG 186

Ai01B10407 Araip.B01 10407 p3 (CAT)18 54 37791440 37791493 GGGCCAACAAGAACTGAAAA TGTTGAGATTGGATGGTTGG 176

Ai01B10408 Araip.B01 10408 p3 (GAA)6 18 37791613 37791630 TCAACAAATTCAGCAACAACAA CGCCTGTGATCTGCCACT 121

Ai01B10409 Araip.B01 10409 p3 (TAT)5 15 37792003 37792017 TTTGATTTTCACGCAAGACG GCCAACTAAGCACCACATCA 256

Ai01B10410 Araip.B01 10410 c (TTC)9tcttcttc(CTT)7accgccgaccccaccgccgcaccgccgcccgccg(CTT)5105 37798609 37798713 TGGTCCCCAAAGTTTCAGTT TTCCACAACAAATTTCACAAAAA 280

Ai01B10411 Araip.B01 10411 p3 (TGA)5 15 37798835 37798849 CTTCTTCTTCTTACCGCCGA GAACCCAAAGCTCAGATCCA 256

Ai01B10412 Araip.B01 10412 c (GGT)5tctggttctgagttcttatgattc(GAT)5ggtggtggtaggtggtgggtggtggtgggt(GTG)599 37798991 37799089 TTGGTTGGTGTGATGCAGAT TTTTGCTACGAAATGGTCCC 271

Ai01B10418 Araip.B01 10418 c (CT)6(GT)11 34 37818711 37818744 CGGCCCATACACACTCCTAC AGGAAACGGATCACGCAATA 278

Ai01B10420 Araip.B01 10420 c (A)10gaagtattttc(T)1031 37821632 37821662 AGAGGTTGCGAGTTCGAGTC CGAAGAAAAGTGGAGCCAAG 113

Ai01B10422 Araip.B01 10422 p4 (AAAT)5 20 37829740 37829759 TCCTCCCCTCGTTGTCTATG TCGCAGAAAATACCACCACA 276

Ai01B10423 Araip.B01 10423 p2 (AG)10 20 37838740 37838759 AGTCTTCGACCCAACACCAC CCGATTCATAACATGAGAACGA 192

Ai01B10424 Araip.B01 10424 c (TTG)6tatataattaaattcactaaaaggaaattaa(T)1059 37842278 37842336 TTCATGTAGCCGACCCTACC GCACATTGTCCCCTCAAGTT 267

Ai01B10425 Araip.B01 10425 p3 (TCT)5 15 37853403 37853417 CGAAAATCACTAACCTCTTTCTCTC TTGTTGCAAACGCCTTCTTA 280

Ai01B10429 Araip.B01 10429 p3 (TCT)5 15 37898540 37898554 CCCACTCTTATGGCCGAATA TGATGGGCTTGTGAGATGAA 256

Ai01B10430 Araip.B01 10430 p2 (GA)7 14 37902658 37902671 GAAAAGGGAAAAATGTACCACAA TCTTTCCCCCTTCTCCTTTC 212

Ai01B10435 Araip.B01 10435 c (ATT)6(A)10cacaaaattaatgagtaaaaag(GAAAA)575 37958943 37959017 TCCCCAAATCAAAACAAACA TGAAGGGAGAAGAGGGAAGA 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B10440 Araip.B01 10440 p4 (TATT)7 28 37968902 37968929 TGACGACGTTATTTTTCGTGA TTTGGCCATCTTCCATTTCT 269

Ai01B10443 Araip.B01 10443 c (T)10aaaaaaaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaaat(GA)691 37982783 37982873 TTTTGAAAAAGAGTTAGTGATTTTTG TTTCAAAATATCTTTTCTAACCTCCT 271

Ai01B10447 Araip.B01 10447 c (T)10gccatttttctttctc(T)1036 38000818 38000853 TCCCTCCTATCCACTGATGC GCAGTGAATACAAAGCTTGCAG 165

Ai01B10448 Araip.B01 10448 p3 (AGA)5 15 38002529 38002543 ATGGCTTAGAGGTGGAAGCA ACACACCCCTCTCTCCCTCT 208

Ai01B10453 Araip.B01 10453 p2 (CT)6 12 38028854 38028865 CCCACGGTTTGAAAGAAAGA GCAGAGCAATGTGTGACGAT 249

Ai01B10454 Araip.B01 10454 p2 (AT)6 12 38029944 38029955 TTTTCAAGGTTGTAAGGGGC TGGGAAGCTAGGCAAATTTTA 146

Ai01B10455 Araip.B01 10455 p2 (TA)6 12 38030836 38030847 AAAAGGGCAAAACACACAGG TTTTTAGAATTACAACAATCCACACA 269

Ai01B10456 Araip.B01 10456 p3 (GAA)5 15 38034725 38034739 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai01B10457 Araip.B01 10457 c (T)10cgaaaattaatataaaaaattagaataattagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6102 38036135 38036236 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 226

Ai01B10459 Araip.B01 10459 c (T)10gcta(T)10 24 38044277 38044300 TGGCTTTTTCTGCTTGCTTT TGCATATGCCTTTTGAAGTTG 210

Ai01B10462 Araip.B01 10462 c (CT)7t(TC)6 27 38060909 38060935 CTTCTTCCACCTCACCCAAA AGCTTCCGCGTCTATCAAAA 204

Ai01B10465 Araip.B01 10465 p2 (AT)6 12 38082571 38082582 TCTCCGGTTCTCATCCCATA GCTCTGAGCTTGACCTGTGA 151

Ai01B10467 Araip.B01 10467 p3 (TTC)5 15 38088606 38088620 GCCAAGTTTGGTGCCAGTAG GGTGTGGAAAAACCCTAGCA 246

Ai01B10470 Araip.B01 10470 p2 (CT)6 12 38109899 38109910 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGTG 253

Ai01B10473 Araip.B01 10473 p2 (CT)6 12 38123636 38123647 TGTTTGTTTCTTATCTTTTTCAAAACT CTCGAACACAGAGAGGGAGG 278

Ai01B10474 Araip.B01 10474 p2 (AT)16 32 38136113 38136144 CGCAGGCAGTGACTACAGTG GATAATTAAAGCGCGTTGGC 148

Ai01B10475 Araip.B01 10475 p2 (AG)6 12 38136475 38136486 TGAACGCTTCGCATTTTGTA CTACCCCTCCCTGTGTTTCC 277

Ai01B10477 Araip.B01 10477 p3 (TTC)5 15 38146922 38146936 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 209

Ai01B10478 Araip.B01 10478 p6 (TAGGAT)5 30 38152875 38152904 TGAAGGGGAAGGATGATGAC TCTACATCAAAGCATAGAAACAACA 259

Ai01B10479 Araip.B01 10479 c (A)14caaaaagtttttttttgtcttttcatattttgagttaattttgagctgtaggtagtgttaggaggattttgagctgtttttgctctctctg(A)14119 38162908 38163026 GTTGCTTGTGGGGCAAGTAT TGGAAAATGTATGGGCCTGT 237

Ai01B10480 Araip.B01 10480 c* (A)11(AT)17*gaaaaaaaaagagacac(A)1172 38169012 38169083 TGGGATAAAAGGGTGCTTTG TACTTTGGGGCATTTTGTCC 242

Ai01B10481 Araip.B01 10481 p6 (GATTAG)5 30 38172600 38172629 ACCAAGGAATGAAGGGGAAA AAAGCATAGAAACAACATAAAGGAAA 261

Ai01B10483 Araip.B01 10483 c (T)10cttttctttctttttctatttttttcttttcttttccatattgttttctttttcttttgttcttttgtttttctca(T)1096 38188718 38188813 TTCACTTTGGGGCATTTTGT TTCAAGTGTGGGAACCTTGG 273

Ai01B10487 Araip.B01 10487 p2 (AG)6 12 38213969 38213980 GGGTGTTACAAGCTTCGTGC TCACTTTCGTACACAGCAACAA 276

Ai01B10490 Araip.B01 10490 p2 (AC)6 12 38236792 38236803 TTTCAAGGTTGTAATGGGGC TGGGTAGCTAGGCGTGATTT 144

Ai01B10499 Araip.B01 10499 p2 (TA)8 16 38346339 38346354 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTCTGGG 160

Ai01B10501 Araip.B01 10501 p2 (GA)7 14 38349237 38349250 AAGGGGGAAGAAGAAAAGAAA CACAGCTTCCCTGATTTGCT 159

Ai01B10504 Araip.B01 10504 p2 (AT)7 14 38388034 38388047 GATGGTTTGAGCATGTGTGG TCTTTCCAGCCCAACTCATC 266

Ai01B10505 Araip.B01 10505 p2 (TA)7 14 38389203 38389216 TGGTTTAGCAAACCGGACTT AACCTGTCCACCTTTCCTCC 246

Ai01B10506 Araip.B01 10506 p2 (TA)24 48 38389943 38389990 TGTTTTTCAAGGCTCCTCGT AGAGGCACATAGCTGGCATT 201

Ai01B10511 Araip.B01 10511 p2 (GA)6 12 38415889 38415900 CAGAGAGAGGGAGAGGATTCG TTTCTTTTTCCTCTTCTTAAAATTCG 123

Ai01B10513 Araip.B01 10513 p2 (TC)8 16 38431025 38431040 TCCAGAACAAAAGGACACCC CCAAGCAAAACATACATGCAA 269

Ai01B10514 Araip.B01 10514 p2 (GT)8 16 38431882 38431897 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 231

Ai01B10515 Araip.B01 10515 p2 (TC)6 12 38442840 38442851 AACCCCACTTTGCTCATCAC GCAAGCAACTACTACCATGCAA 161
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Ai01B10518 Araip.B01 10518 c (CATA)6t(ATAC)545 38470441 38470485 GCTTTTGGTTGTGATTGGATG CAATGGGATGCCCTTAAAAA 226

Ai01B10520 Araip.B01 10520 c (CT)7atctccctctccttttctccctcttttcccttatctctctgtccctctctcccttctt(TC)684 38471717 38471800 CTCTCCCCCTCCCTTCTTT GGATGAGAGAGAGGAGAATTGG 247

Ai01B10521 Araip.B01 10521 c (AGA)6a(AG)14 47 38471957 38472003 TCTCTGTCCCTCTCTCCCTTC TTTTCTCTCGTTCTTCCCCTC 261

Ai01B10522 Araip.B01 10522 p2 (GA)11 22 38472123 38472144 GAGGGGAAGAACGAGAGAAAA CTCTCCCTCCCCTCTCTCTT 169

Ai01B10523 Araip.B01 10523 p2 (AT)6 12 38474279 38474290 TGGCTCACCTTTACAGATCACA GAAATGTGAAGAGGTTGACTTGG 165

Ai01B10524 Araip.B01 10524 c (AAC)5(AAT)6 33 38478961 38478993 ACGCAAACCAACCTGAAATC AATCAGATTGCCCCATGTTT 195

Ai01B10530 Araip.B01 10530 p3 (ATT)5 15 38520642 38520656 CGGGCGATTGTTAGACCTTA CGATATCGCGATCCAGTTTT 257

Ai01B10535 Araip.B01 10535 p2 (GA)20 40 38542425 38542464 TTGTTAGGATCGATTTGGGG CCTCCATTCCTTCCCTTCTC 274

Ai01B10538 Araip.B01 10538 p3 (ATA)5 15 38561991 38562005 AGGTTCTTAATTGTGGTACTTTCAA GTTTATTGGGCCTTGGAATG 269

Ai01B10539 Araip.B01 10539 p2 (CT)6 12 38577657 38577668 CACTCCTCCTCAATGTGCAA CCTTTGTCCTTGCTCATGCT 181

Ai01B10540 Araip.B01 10540 p2 (TC)7 14 38580503 38580516 CAACATGGTGCAGGAATGAG CAGGTGGGGTTTTATGATGG 240

Ai01B10545 Araip.B01 10545 p4 (AAAT)6 24 38623091 38623114 CCCTTACCACTTTCTCTTCCC CTGGACTGTTCATTTCCGCT 172

Ai01B10549 Araip.B01 10549 p2 (TC)15 30 38653725 38653754 GAGAGTGATCCAGACCTGCC CGCCCCTCTCTCCTTACTCT 237

Ai01B10551 Araip.B01 10551 c (T)10aa(T)10 22 38658439 38658460 GGTCCAAACCGTTAAATTTGAGT AAGAGCTAATAGCATTCGATTTTTG 279

Ai01B10552 Araip.B01 10552 p3 (AGT)6 18 38659852 38659869 CAAACTCCACTAGCACCAATCA TTCCCAGCAGTGGCTCTAAT 242

Ai01B10561 Araip.B01 10561 p2 (CT)7 14 38684271 38684284 TTCTTAACTTTTTCAAAACCACCT GCTCAGCTTTTGAGGAGGAA 280

Ai01B10562 Araip.B01 10562 p2 (AT)6 12 38691477 38691488 TGAAGCAAGAAAAAGCAGCA TTTAGCTGCTTAGGCCAGGA 267

Ai01B10567 Araip.B01 10567 p3 (TTC)5 15 38719674 38719688 CCTTTCCTAGCCACAGCAAG CGGTCTTAGGTGCCATCAAT 181

Ai01B10570 Araip.B01 10570 p2 (AG)6 12 38741789 38741800 AATGGTGGAATCACGAAAGC GGAACATTGAACCTGGAATTG 157

Ai01B10572 Araip.B01 10572 p2 (AT)7 14 38763635 38763648 CCCTTTTGGCTATGAGAAATTG GGGTTGTGTGTTCTTTGGCT 259

Ai01B10573 Araip.B01 10573 p2 (AC)6 12 38769469 38769480 GGGCTAAGGTAAGGGTGAGG TGGGTAGCTAGGCATGATTTT 126

Ai01B10574 Araip.B01 10574 p4 (TATT)8 32 38769623 38769654 TTCACCACATATGCATTGATCTT TGTGGAAAATTGTGGGAACC 252

Ai01B10580 Araip.B01 10580 p3 (GAT)5 15 38822091 38822105 GTTAGCGACCGAAGTTGCTC GAGGGCTCAAATGGCAAATA 255

Ai01B10582 Araip.B01 10582 p3 (TAA)6 18 38833341 38833358 AAGATAAATCTGCAAAGCAAAAA TCAGCGTGTCTAGCATTATTCTTA 280

Ai01B10586 Araip.B01 10586 p3 (TGG)6 18 38860238 38860255 TGGTGGTTTTTGTGTTGGTG CCGTCCCATTGTAATTTTGG 224

Ai01B10589 Araip.B01 10589 p2 (CT)7 14 38870955 38870968 TGACACAGCGGCAGAAATAG CGATCAGGAGAGGAGGTGAG 272

Ai01B10592 Araip.B01 10592 p3 (AGA)5 15 38886462 38886476 CTTTTCATTCCCATTCGGGT TTCTCTTTCTTCTTTTCAAAACTTCC 264

Ai01B10594 Araip.B01 10594 p2 (CT)6 12 38890409 38890420 CCAAATTGGAAAAATAAATAAACCA AGGCTGTAGAGTGGGGGAAT 247

Ai01B10597 Araip.B01 10597 p4 (ATTT)5 20 38922212 38922231 TTGTTTGATTGCTTAGATTAGACG TCCCAGTGAGGTATCCTGTG 274

Ai01B10598 Araip.B01 10598 p2 (AC)7 14 38927669 38927682 GTTAAAGAAGCGCTTGTCGG CAGCCCCACTCCTACTCAAC 271

Ai01B10603 Araip.B01 10603 p2 (TA)8 16 38942386 38942401 AGCAAAGGAAAGTCAAGGGA TTTCCCATCTCATTTGCTAAAA 228

Ai01B10604 Araip.B01 10604 p2 (AG)6 12 38943878 38943889 CCAATTGGGCAACATCTGTA GCCAATTTTCACTTTCCATGA 210

Ai01B10605 Araip.B01 10605 p2 (AT)11 22 38944754 38944775 TGGAATGTTATGCAAGGCAA TTTCCCATCTCATTTGCTAAAA 188

Ai01B10609 Araip.B01 10609 p3 (TAT)5 15 38973566 38973580 AGAGCACAGCCTGAGGAGAG TGGATTCAAGGTTAGTGAGCG 228
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Ai01B10610 Araip.B01 10610 p3 (TAT)7 21 38979170 38979190 ATTGCAAACTGCATTTGGTG TGTTACAGCTCATAAAGAAAGAGGA 277

Ai01B10613 Araip.B01 10613 p3 (ATG)5 15 38994899 38994913 TTGTGGTGGTTGTTGTTGCT CACCCTCACCACCAATTTCT 242

Ai01B10617 Araip.B01 10617 c (TAA)6gaagataacagaagataaat(GA)650 39000364 39000413 GAAGGAGCAGAGCAAAATCC GTTCACTACCACTGCGCTGA 274

Ai01B10618 Araip.B01 10618 p2 (AT)7 14 39002053 39002066 ATTTCTGCGCGTTTTGAGTT CAAAACGAAGCCACCAATCT 263

Ai01B10621 Araip.B01 10621 p3 (ATA)7 21 39016263 39016283 GCAAAGTTATGGTGTCTTCTCCA AAGTTGCACCCACTCGTGAT 230

Ai01B10623 Araip.B01 10623 c (CAC)6t(TCC)5tctttcttctttttttcttattgagatttcttctcctccttccttttcatctttctcctcctct(ATC)9125 39036998 39037122 TCCCACTTCACCCCTGATAC TTCAGAATGAACCGATAACGA 266

Ai01B10624 Araip.B01 10624 p3 (CTT)5 15 39037377 39037391 TTGGTCTCGTTGTTCTGCAA TGATGAGGAGTTTTGAGGAGTTT 228

Ai01B10625 Araip.B01 10625 p3 (GAA)5 15 39042172 39042186 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 256

Ai01B10626 Araip.B01 10626 p2 (AG)6 12 39045755 39045766 AGAAGGAGATGAGAGAGGGAGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 229

Ai01B10627 Araip.B01 10627 p2 (AG)8 16 39048821 39048836 GCGAATTCTTCAGTTCGCAT TACCTCTTCATTGATGCCCC 224

Ai01B10630 Araip.B01 10630 p2 (AT)10 20 39071133 39071152 TGGTCAAAGGATTATCAAAAAGG TCGCAGGTCAAAGGAAACTC 171

Ai01B10640 Araip.B01 10640 p3 (GAA)5 15 39118532 39118546 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai01B10641 Araip.B01 10641 p2 (TA)7 14 39126508 39126521 TCCACCACATATGCATTGATCT GTGTGGGGAATTGTGGAAAC 226

Ai01B10642 Araip.B01 10642 c (T)11atagagaaataaacataacttatcaatgcacatggattttctattatttttctattttgg(T)1182 39146257 39146338 GCATTGGGGTAATTTTGTCC GGAAACTGTGGGAACATGGA 233

Ai01B10643 Araip.B01 10643 c (T)11gataatctg(A)1030 39148264 39148293 TCTTCCAAACGCACATACGA GTGCTAGGTGGGAGACAACC 240

Ai01B10646 Araip.B01 10646 p2 (AT)9 18 39183925 39183942 TTGTATTTGGGAAATTGGGG ACTTTGGGGCACTTTGTCC 279

Ai01B10651 Araip.B01 10651 p4 (ATAC)11 44 39203623 39203666 CTAAACAGGACCTGCGAAGC GGAGGCATTTCACTGAGCAT 279

Ai01B10653 Araip.B01 10653 p3 (TGG)6 18 39210316 39210333 TCTGGCTTAGGGTCTTCTCG ATCCTACTCCACCCCCAATC 162

Ai01B10654 Araip.B01 10654 c (A)10caaaacaaaaaacag(A)1136 39211781 39211816 TCCAATAACCCAAGTAGCGAA CGACAAGCAGTTCCAGTTGA 178

Ai01B10656 Araip.B01 10656 p2 (AC)6 12 39222571 39222582 TTGTGGGTCTTCACCAAGTTT CGTGCTTCCTTTTCTGAAGG 171

Ai01B10657 Araip.B01 10657 c (T)10catatattttaatatatcaaaaactgatttttccaatggaataatattaagaactaaaaagttcatcaaat(A)1192 39226016 39226107 CGCTGAAACAATTGCACTCT TGAAGGAAGGGCTTAGAATCTTT 276

Ai01B10661 Araip.B01 10661 p2 (TA)7 14 39259343 39259356 GATATGGGCGCTGAAGTCTC ACTTTAAACCGCGAAACCG 272

Ai01B10662 Araip.B01 10662 c (A)10tcatatttttattttaaaatttttatcttatcgtatcttagttttaaatttcaaaattcaaatctttttc(A)1090 39260835 39260924 TTTCTCTTTCCTCATTAAATTCAAAA AAAGGTTTAAATTTTGAAAAGGTTTG 280

Ai01B10663 Araip.B01 10663 p2 (TC)6 12 39267783 39267794 GGCCCAGATCCAAGTACAGA TCTGTGACATGGCATAATTCA 272

Ai01B10666 Araip.B01 10666 p2 (TC)6 12 39274425 39274436 AGAGAGAGGGATCTGGGGAA GTCACTCTCTCCCATGGCTC 142

Ai01B10667 Araip.B01 10667 p3 (GAA)5 15 39279557 39279571 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai01B10668 Araip.B01 10668 p2 (AG)6 12 39283108 39283119 ACAGATGGAAGAGGGGGTTC TGTGATTTCTTGTGAGTCAAGTCAT 218

Ai01B10670 Araip.B01 10670 p2 (AT)7 14 39284358 39284371 GTCAGGCTTCACATGCTTCA TTTGGACAACTGACGGTTCA 175

Ai01B10671 Araip.B01 10671 p3 (AAT)6 18 39293353 39293370 GACGCCAGATTTGGGTAGAA TCCCCCTCTTTTCTTCCACT 277

Ai01B10673 Araip.B01 10673 p3 (AAT)7 21 39301127 39301147 GTTCTTGTCCTTGCTCCTGC CCCCCTCTTTTCTTCCACTC 126

Ai01B10677 Araip.B01 10677 p2 (TA)9 18 39344839 39344856 GGATGACTCCTTCTCCATGC AGAATAATTAAAGAGGATTTGAATGTG 264

Ai01B10679 Araip.B01 10679 p2 (TA)8 16 39346923 39346938 TGCAAGCTACCTACATGCGT TACACATCCGGTGAGGGTTC 244

Ai01B10682 Araip.B01 10682 p2 (CT)6 12 39349480 39349491 CAGCCCAAAGTGTAGAATACAAAA CTCCCCTTCAGCAGACAGAC 269

Ai01B10683 Araip.B01 10683 p2 (CA)8 16 39357536 39357551 GTATGATTTCAGCCCTCCGA GTTTGTTGTCATCGCCTTCA 175
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Ai01B10685 Araip.B01 10685 p2 (TA)7 14 39369495 39369508 AGCCCCATGTGCTCAATAAG GGAATCACCCTGGAGTTGAA 201

Ai01B10691 Araip.B01 10691 p2 (GA)8 16 39406828 39406843 TCTTTGTTCTGCAGCCATTG CTGTCACTGTGAGTCCGTCG 271

Ai01B10698 Araip.B01 10698 p2 (AT)12 24 39435701 39435724 CATCATCCAATCACAATCCA TGACTTAAGTGTGGGGGAGG 189

Ai01B10704 Araip.B01 10704 p3 (TTC)5 15 39471575 39471589 TCATGGGTTTGGTCTTTGGT TCCAATTTGTATTTTCCTTCTCC 201

Ai01B10705 Araip.B01 10705 c (A)12gataatctaatcgaattgatttagtcacc(A)1152 39471905 39471956 GGTTGTGGGTTCGAGTCTTC GAGGTTGACGGATTAGGATGA 279

Ai01B10720 Araip.B01 10720 c (ATC)5ttttttttc(T)1135 39528556 39528590 AAACATTCCGATGTTATTTTCTGA GACGGTGGCACTTTGAATTT 273

Ai01B10723 Araip.B01 10723 c (AG)9aaagaggaagagagaagggagaaagagagagaagagagaa(AG)772 39547396 39547467 CCCTCTTCTCTCTCTTCCCC CTTTCTTCGCCCTCCTCTCT 244

Ai01B10727 Araip.B01 10727 p2 (CT)6 12 39551780 39551791 TCTGTGGTGAACCAAAACCA AAAGGGGAGCTGGTTCAAAT 275

Ai01B10728 Araip.B01 10728 c (T)13actaaaattaaaagtaagattcgaattcgcgatttcttagataaatatgaaaaaattatgtcatttgagctatagcttgttggctagcaaattttac(T)11121 39552441 39552561 TTCAAATTCTGGAGAGAGAGGG CATCCCTAGCCGCCATAGTA 271

Ai01B10733 Araip.B01 10733 p2 (TA)7 14 39557651 39557664 TTTTGAAGGGTTAGAATTGAGTAAA GTCATCCCTGCAAACAAGGT 169

Ai01B10745 Araip.B01 10745 c (AGA)5acaataaagaaaacgcgaacagaggagaacgacgaaacttattacttt(GAA)887 39631189 39631275 TGTTTCGATTCAGAAGTGACG TGCTGCGTGATAAACCTTTG 271

Ai01B10747 Araip.B01 10747 p2 (CT)8 16 39632774 39632789 CAATATGTGCGGTTCTTCCA TCGTCATTGCTAAGTTCGATTT 248

Ai01B10748 Araip.B01 10748 p2 (CT)6 12 39634119 39634130 CCCACCTCCAACAATCACAT TGTGGGTCGTGGTGATAGAA 125

Ai01B10750 Araip.B01 10750 p2 (TA)8 16 39635931 39635946 TCCAATGGTGGGAGATCACT TGGAAAATGAATGGCAACAC 269

Ai01B10752 Araip.B01 10752 c* (T)10(TC)8* 25 39644689 39644713 TTTGCCTTCACATCATCAGG AAATCAACCCTAAACCCCGA 254

Ai01B10754 Araip.B01 10754 c (A)10tcttttaaaaaagatgtaaattacagcttctcaaaaaagatc(T)1062 39652994 39653055 TGTTTGGATATCTCATGTAAAAAGG TTTTAATGTGTTTGGCAAATTTCT 227

Ai01B10755 Araip.B01 10755 p2 (TA)9 18 39664471 39664488 TGTCCATTCAACTAGCACCCT TTGTTAGGCCACCAGAGACC 253

Ai01B10757 Araip.B01 10757 p3 (GAA)5 15 39666536 39666550 CTTACCACTGCAATCAGGCA ACTGCCAACTCCACATACCC 213

Ai01B10762 Araip.B01 10762 c* (AT)15(T)10* 39 39685323 39685361 CTTTGTCCCATGTGCATTGA TTGGGAAGCATGTTCATGTG 164

Ai01B10775 Araip.B01 10775 p2 (CA)6 12 39796942 39796953 TTCCCTCCAAAGTCACCATC TCTTCCTCCTCTCCTCCCTC 129

Ai01B10777 Araip.B01 10777 p2 (CT)8 16 39817401 39817416 TGTTTGTTTCTTATCTTTTTCAAAACT TTTTGTGAGTGAGGGAGAGATG 277

Ai01B10779 Araip.B01 10779 p3 (TCT)9 27 39820010 39820036 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 124

Ai01B10780 Araip.B01 10780 c (A)10caatataaaataggcgaaaaaaatag(A)1046 39820861 39820906 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 219

Ai01B10781 Araip.B01 10781 p2 (AG)6 12 39823778 39823789 CACAATTTCGCGTACCAATG CGTTAAACGCCCAGTCTAGC 279

Ai01B10783 Araip.B01 10783 p2 (TC)7 14 39844330 39844343 GTTTAAAGCCAGGATTGGCA GGTATTTGGGGAAGGGTGTT 165

Ai01B10787 Araip.B01 10787 c (GAA)5atggag(GA)633 39904718 39904750 AACGCCAACCTCACATTTTC ACACAACCCTCTCTTCCCCT 151

Ai01B10788 Araip.B01 10788 c (T)10gtattttcttttaa(T)1337 39907076 39907112 TGAACATGCAATTGACACCA TATTAAGCCATGCCTGACCC 242

Ai01B10790 Araip.B01 10790 p2 (AT)7 14 39946538 39946551 GGTGATAAAAGAAATATTTTGGTGC CCACATATGCATTCTTTATGTAGCA 264

Ai01B10792 Araip.B01 10792 p2 (AT)6 12 39958815 39958826 CAGGGATTGGTTTTCGATTG GCGACTCTGATAGCTCGGAC 276

Ai01B10794 Araip.B01 10794 p2 (AT)6 12 39959751 39959762 GATGATGTAGTGGTGGAACCAA CGAAAATGATAAATGACGCTCC 148

Ai01B10796 Araip.B01 10796 p3 (GAA)5 15 39964530 39964544 GCTTCCCCATCTGACACCTA CTGGGAAGACGGACATGAAT 256

Ai01B10797 Araip.B01 10797 p2 (TA)6 12 39967289 39967300 GGATATGGGCGCAGAAGTTA CGCAATACCGATCCAAAAAT 265

Ai01B10801 Araip.B01 10801 p2 (AT)6 12 39995751 39995762 TGGGAATCATACAAAAGTGGG TTTCAAGGTTGTAATGGGGC 172

Ai01B10803 Araip.B01 10803 p2 (TC)9 18 40013381 40013398 TCAGTGATGGTGGAAGGACA CTTTCGCTGTTCTCCTCGTC 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B10804 Araip.B01 10804 p2 (GT)9 18 40013851 40013868 TCCTTCTACCCTTTCCCCAT GTTTCCCCTCCCTAAACCAG 133

Ai01B10805 Araip.B01 10805 p2 (TC)9 18 40020456 40020473 GCAGCTTCGAACAGTAAGCC CTTTCGCTGTTCTCCTCGTC 260

Ai01B10806 Araip.B01 10806 p2 (GT)11 22 40020925 40020946 TCTGTCTCCTCTGGCTTCGT GTACCCGTTTTCCCTCCCTA 211

Ai01B10807 Araip.B01 10807 c (A)13cacttagggtgaatgtttg(A)1042 40022177 40022218 AACACTGGTTAAAAAGAGTCACG TCGAAGCAAGTTTAGACCCA 275

Ai01B10809 Araip.B01 10809 p2 (CT)6 12 40027636 40027647 TTAAAAGGAATCAAAATTAACAAGTG TGAAGGGGGATAACATTCCA 275

Ai01B10811 Araip.B01 10811 p2 (TG)8 16 40042216 40042231 AAGTTGCAGATGGCAGTGGT CGAAGCCATTACTGGGAAAA 174

Ai01B10813 Araip.B01 10813 p3 (CAT)5 15 40047563 40047577 TGGATCAAAAATCAGCCTCC TTCTTTCAAGGGTTGAGTGCT 239

Ai01B10815 Araip.B01 10815 p3 (TAA)18 54 40062026 40062079 TTTGCTCTAAATGGCTTCGG TGACATCAGCTCCTGAATCAA 271

Ai01B10816 Araip.B01 10816 p3 (CAT)7 21 40064318 40064338 GATCAAAAACCAGCCTCCAG TGCCGCTGCTAGGTAATTAAA 191

Ai01B10817 Araip.B01 10817 p2 (TA)10 20 40074387 40074406 CTTGTATCTTCCGCTTTGCG TTTTCGCTCTCGAAAATTGA 247

Ai01B10824 Araip.B01 10824 p2 (TA)7 14 40113135 40113148 GGAGAACCCAAAAGAAACCC ACTGAGGCATGCTGGAGACT 211

Ai01B10825 Araip.B01 10825 p4 (TTAG)15 60 40127961 40128020 ATCATCCACCACCACCATTT CTCAGCACAATCAGCAAATCA 195

Ai01B10828 Araip.B01 10828 p4 (AAAT)5 20 40138873 40138892 TCGTTTATATCCCCCTTCCC AAGTCCCTGTGAGGTAACCTGT 268

Ai01B10832 Araip.B01 10832 p2 (TG)7 14 40149974 40149987 TTCTAGAGCAAAGAGAGAGCGTC ATGTGGCTTGAGATTTTGGG 167

Ai01B10837 Araip.B01 10837 p2 (CT)16 32 40175098 40175129 ACGTGGCTATAAACGGCTTG TGGACCATACGGGCTAAAAG 253

Ai01B10839 Araip.B01 10839 c (A)10caaagcttgcgaaaaaaaaagaaaaaaaatggcgaaaaat(A)1060 40228705 40228764 TTATTTTGATGTGGTGGCAA TGGCTTTTTCTGCTTGCTTT 276

Ai01B10843 Araip.B01 10843 p2 (CT)12 24 40247884 40247907 AAACGGCTCACCAATCAGAG CTCAAACTGAGCCCAAGGTC 195

Ai01B10845 Araip.B01 10845 p3 (CAT)7 21 40251942 40251962 TCAATCGTGCTCTTGCAATC TGGATGCGCTTTCAATCCTA 279

Ai01B10847 Araip.B01 10847 p2 (TA)9 18 40255883 40255900 TCGGAAAGACCTACTGAGCC GGGATGATGGTGAACGAGAT 245

Ai01B10848 Araip.B01 10848 p2 (CA)6 12 40264124 40264135 CCTAGTCTAAACCCCACCCC CAAGCTCAGACGGAGGAAAG 174

Ai01B10850 Araip.B01 10850 c (CAA)5taaagccttgtcccactaggtggggtcggctacatgaatcattatatttaccatccacc(A)1185 40270395 40270479 AAATCCACCAAAAACTGGTTG AAAGAACTGCAACTTGGGAGA 275

Ai01B10856 Araip.B01 10856 c (GA)9gtgat(GA)8 39 40300542 40300580 TCAAATTTTAAAGCATGCCAAA CTGATGCTCTTCTCGGTTCC 266

Ai01B10857 Araip.B01 10857 c (AT)36ttgtgttcatatgttacactacgaaggatgttataagtttgg(TA)7128 40300802 40300929 ACTGGACGGAACGCATAAAC TCAAAGCTCCTCCCTTCGTA 222

Ai01B10858 Araip.B01 10858 p5 (TTATC)5 25 40319172 40319196 GGTACCTGCAAGAGACTCCG GCCCAATTCAAGGAATACGA 254

Ai01B10859 Araip.B01 10859 p5 (TTATC)5 25 40329479 40329503 CCTGGGTGCTCCAGTGTATT AATAAAGCGACCGACCTCCT 259

Ai01B10861 Araip.B01 10861 p3 (CTT)10 30 40340497 40340526 CGAGTTTCCCCTCTCTCTCC CTGCCAATGGTACTTCGGAT 113

Ai01B10862 Araip.B01 10862 p3 (AGA)5 15 40341271 40341285 GCAACAACAATTCAGCAACAA CACCTATGATCCGCCACTGT 263

Ai01B10868 Araip.B01 10868 p2 (TA)8 16 40373730 40373745 AATTGGGGGTGCCCTATAAA CCTTTCTCAATCACAACATTGC 103

Ai01B10871 Araip.B01 10871 p2 (TG)14 28 40404884 40404911 TTGGTTGTGAAGGGAAAAGG TCATCCCAAGCCAAGATTTC 213

Ai01B10873 Araip.B01 10873 p2 (CT)8 16 40437174 40437189 CATTGAACCTGGAATGCAGA TTTCGGCCCAGAAAACATAG 191

Ai01B10874 Araip.B01 10874 c (T)10cgcc(T)10 24 40452663 40452686 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 240

Ai01B10877 Araip.B01 10877 p4 (TAGT)5 20 40475130 40475149 TGCCACCAAAATGCATATAA CTTTTGTGGTGTCCGAACCT 233

Ai01B10879 Araip.B01 10879 c (T)10atataattttcgaaaatttatttttgttttt(A)1253 40490935 40490987 TCGAAAAAGTGAGGAGAGAAAAA GTTTGGTGTTCCTTGGTGCT 252

Ai01B10887 Araip.B01 10887 p2 (TC)10 20 40512525 40512544 TTGGATGATGACAAGGGTGA GGTGAGGGAAAGAATCCACA 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B10888 Araip.B01 10888 p2 (TC)13 26 40512708 40512733 TGTGGATTCTTTCCCTCACC AAGGTCGATGCAGAATGCTT 227

Ai01B10889 Araip.B01 10889 p2 (TC)6 12 40513166 40513177 CGGGCTATCTGTGGTTCAAT CACTTGGCAGATGTTGCACT 226

Ai01B10890 Araip.B01 10890 p2 (TA)17 34 40515798 40515831 GCTGTGGCCTTTTGGAGATA TTGGCTAGGAAGGAGCAGAA 255

Ai01B10892 Araip.B01 10892 p2 (TC)7 14 40524262 40524275 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGGGAGAGA 252

Ai01B10894 Araip.B01 10894 p3 (CGC)5 15 40547416 40547430 GCTACAAAATGGTCCCGAAA TGAGTGAGATCTGGAACCCC 253

Ai01B10896 Araip.B01 10896 p3 (AGA)7 21 40554243 40554263 GCTGGTGGTTTAGGACGAGA AGTGCCAGTTCCTTTGGTTG 230

Ai01B10898 Araip.B01 10898 p2 (AT)8 16 40559685 40559700 AGTTGGCCTCACTGCAAGTT CCTCCGGCTTTGTTTTATCA 204

Ai01B10901 Araip.B01 10901 p3 (GAG)5 15 40569719 40569733 ACCAGAAGCGCCAGACTCTA CAAAACAAATGCCCAGGAGT 238

Ai01B10902 Araip.B01 10902 p2 (TC)14 28 40572578 40572605 TGGTCATTTTGTCTAAACTAATCATTG TAAAAGGGGAACACGGAAAA 280

Ai01B10903 Araip.B01 10903 c (TC)8cccttcctctctctctcctctttctccccttctctctccctttcccctttcttccccctctctctctccctcctccccct(TC)8112 40574548 40574659 AAAAACCAATTTTTATGGTTCAGTTT AACAAAAGGGGAGAGAGGGA 227

Ai01B10904 Araip.B01 10904 c (TC)6cccctcttttctccaaaatatgggagaaagaggggggagagagagaagaggaagagtgagaggggaaggagagagaaaaagg(GA)15aaggagggagagagagggagagaagaggagaagagaggaagaggggaagaaaagagaaaaaagggaaagaagg(GA)6209 40574909 40575117 TTTCTTTGTCTCTTAACCTTCTCTCA TCCTTCTCCCCCTCTCTCTC 274

Ai01B10906 Araip.B01 10906 p3 (TTC)5 15 40582737 40582751 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 177

Ai01B10907 Araip.B01 10907 c (AG)6gggggagagaaatagggagagaat(GA)648 40591175 40591222 GAAGGAGAGAGAGGGAGGGA CCAGTTTACAATACAGTGCACCA 252

Ai01B10908 Araip.B01 10908 p2 (TA)11 22 40594391 40594412 GAACGTATTTACTGTGCTTTGCT AAATGTAGCCTTAGGTTCCTCATT 227

Ai01B10912 Araip.B01 10912 p2 (GC)6 12 40605667 40605678 AAATGAGCTGCAAAATCGCT AGCATGCAAGTGGGAGAACT 278

Ai01B10913 Araip.B01 10913 c (AC)8(AG)26 68 40606357 40606424 AGGCTAGCATTTCGGAGTGA GATACATCGGCACCGTTTCT 212

Ai01B10916 Araip.B01 10916 c (AT)7ctcttttatgaac(T)1037 40620205 40620241 TCCTTTTGCACATTTTACATGTTT TTCACCGTCCTTCCGTATTC 192

Ai01B10917 Araip.B01 10917 p3 (TAA)16 48 40623111 40623158 TCATTTCTCCATTATTTCGTTTTG CAATTTAAAACCGGTTCACCA 227

Ai01B10919 Araip.B01 10919 p2 (AG)6 12 40624876 40624887 CTATGGTGGCAGTGGTGATG TCAAAATCGTCCTCGACCTT 169

Ai01B10922 Araip.B01 10922 p2 (TA)11 22 40649368 40649389 GACTTTAACAGAATCTAAACATCCACA AAATGCAACCATGCAATCAA 253

Ai01B10924 Araip.B01 10924 c (AC)12(AT)13 50 40656807 40656856 TTTAAACCGCATTACCGCTC TTGAACGGTTCTTCTTTCCG 261

Ai01B10929 Araip.B01 10929 c (A)10ccgacaaaaaatgttactaacagttttatcattcgatgccttgatatgtttgtttaagtgatttaaagttttgaaaacaagaatgacttgaaaaaaatg(A)14123 40722480 40722602 TGCAAGGCTATGATGATGAAA AATTTTTCTCTCACACGGCG 236

Ai01B10930 Araip.B01 10930 c (T)11c(T)11 23 40726586 40726608 TCAAATTGTTTAAGGATATTGACG AAATTCAAAAATTAAGCAAGAAACA 280

Ai01B10934 Araip.B01 10934 c (TAA)7(TGA)17 72 40731846 40731917 TGTGGGTGCATTTGTGTTTT AGCTTTCGAAACGGACTTCA 168

Ai01B10935 Araip.B01 10935 c (TTTC)6ctttctttcttaattcctctccgtatgtgttatgtactcatgtgtgggtgcatttgtgtttttgtttgtgtatatgtaactggatggagtaataataata(ATG)14166 40738147 40738312 GCTTCCCTTCTTTCCCTCTC TTCATTAAGAGCCTTCTTGCAC 218

Ai01B10938 Araip.B01 10938 p5 (TTATT)5 25 40758558 40758582 AAGCTTGCTTTTTCCAAAATCT GGGATTAGCATATGACCCCA 262

Ai01B10939 Araip.B01 10939 p2 (TA)11 22 40763518 40763539 TGGTTTATCAACCTTCCCACA CAGTTCCTTGCTTTCATGAGC 275

Ai01B10940 Araip.B01 10940 p3 (ATT)6 18 40764106 40764123 CCCAGAATTCCCTTTTTCAA GGGAAATTGTGGGAACAAAA 270

Ai01B10944 Araip.B01 10944 p3 (AAT)5 15 40790461 40790475 ACAAAGTGCGGGTTATTTGG AAACCCTAAACCCTGAACCC 178

Ai01B10945 Araip.B01 10945 p2 (CT)6 12 40824185 40824196 CTTTTTGTTTGTTTCTTAACTTTTTCA ATGAGATGGGGGAGGGATAA 237

Ai01B10946 Araip.B01 10946 p2 (CT)7 14 40846863 40846876 AGAAACTGGCTGGCGTTAAA GAGGGGTTTTTGGGAAAGAG 224

Ai01B10957 Araip.B01 10957 p2 (AC)6 12 40922633 40922644 GCGTGAATTGTTGGAATGAG TTGCTTGATTTTCGCTTGAA 270

Ai01B10962 Araip.B01 10962 p2 (AC)7 14 40962187 40962200 CTCACTCACCCACCTCCAAC CTGAGCCCTCTCTTCTCCCT 158

Ai01B10963 Araip.B01 10963 p3 (GCC)5 15 40962352 40962366 AGGGAGAAGAGAGGGCTCAG CCTATGACAGCGACGATGAA 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B10965 Araip.B01 10965 p5 (TTATC)5 25 40973065 40973089 GGTACCTGCAAGAGACTCCG ACACGACCCAGAATCCAAAG 244

Ai01B10966 Araip.B01 10966 p5 (TTATC)5 25 40984416 40984440 GGTCCGACTCGTTGGACTTA CCTGATGAGAATATCGACTTCACT 247

Ai01B10971 Araip.B01 10971 p2 (AT)7 14 41008316 41008329 TCCGACTCTGAAAAATTCACTG ACTGTCCCTTGGCTACCCTT 263

Ai01B10978 Araip.B01 10978 p2 (CT)6 12 41020745 41020756 TGTCAAACACTTGGAAGGCA GAGACTGCATAGTGGGGGAA 279

Ai01B10979 Araip.B01 10979 p2 (TA)7 14 41023858 41023871 TTATTATGAGCCGGAATGGC TGAACGTTTTGCGCTTTGTA 245

Ai01B10980 Araip.B01 10980 p2 (TA)6 12 41026682 41026693 TTTTCGCTTCCAATGGTTTC CAGGTCCAAGGGAGTACCAA 204

Ai01B10982 Araip.B01 10982 p2 (AC)20 40 41031151 41031190 CCCTATTCCACACCATCAAAA TTGGTGAGTAGGACTTGGTGTG 272

Ai01B10983 Araip.B01 10983 p2 (AG)8 16 41031848 41031863 ATGAGGCTGGGGGTAAAATC CCACGTGAAGCTCTTGATGA 199

Ai01B10984 Araip.B01 10984 c* (GT)7(T)10* 23 41047431 41047453 CACACACACCCATCTAACGC ATTAAAGAAGCGCTTGTCGG 212

Ai01B10986 Araip.B01 10986 c (TG)13(AG)16 58 41071528 41071585 AGGTGGCTGCATAGAGGTTG ATAAAATTTCCCCGAGGCAG 279

Ai01B10987 Araip.B01 10987 p2 (GT)8 16 41092712 41092727 AAGGGATAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 255

Ai01B10989 Araip.B01 10989 p3 (CTG)5 15 41105974 41105988 AATGTTGTTCGATTCGGTGG CTGCTCGCGTTTTCTTTCTT 264

Ai01B10995 Araip.B01 10995 p2 (AT)16 32 41152807 41152838 CGAAGATAAGGCCGGCTAGT CTCTGCAAAGCAAAGATCCC 278

Ai01B10996 Araip.B01 10996 p2 (AG)7 14 41158008 41158021 CAACCAGCGATTTCTCTCCT CCTGTGATTGTAGAAGCAATCC 172

Ai01B11001 Araip.B01 11001 c (TCT)6ctctctatt(TC)1251 41173562 41173612 ACGTTTAGGCAACGACGAAC GACGACGATGTGCTGATTTG 263

Ai01B11003 Araip.B01 11003 p2 (AT)6 12 41192363 41192374 TGGGGTACTTTGTCCCCTTT TTGATTTTGGGAGAGTTGGG 228

Ai01B11008 Araip.B01 11008 p2 (AT)6 12 41214857 41214868 TGGGGGTCTTTGAACAAGTC TGAGCCTTCACGAATACGAA 174

Ai01B11009 Araip.B01 11009 p2 (AT)6 12 41220083 41220094 GGGTTTATCAAGCGACAGGA TGAGCCTTCACGAATACGAA 247

Ai01B11012 Araip.B01 11012 p2 (AT)16 32 41230209 41230240 TCTTTTTCTCCACCGAACCA CCCATTTTTCAAGGCTCCTA 243

Ai01B11013 Araip.B01 11013 c (CA)17(TA)6 46 41232310 41232355 TGGTCATATCATACCACCTTCAA AGGCTGGAATGCATGAAAAT 267

Ai01B11014 Araip.B01 11014 c (A)10ttttaaaattgctttcc(A)1037 41238160 41238196 GACAACGGACGGTTCATCTT CCAGCCAGGATTCAACAAAT 194

Ai01B11015 Araip.B01 11015 p2 (CT)6 12 41238626 41238637 CCTCTTATCTTTTCAAAATTTGTTTCA AGAATGAGATGGGGGAGAGA 275

Ai01B11016 Araip.B01 11016 p3 (TAT)5 15 41238960 41238974 AGGGATCCCCTTACTGTGGT GCCATCTCCTCTTCTGTTCG 216

Ai01B11017 Araip.B01 11017 c (ATG)6ata(ATG)7 42 41239428 41239469 TTGAGAGGGGTGATTATGGC TCCAGACAATCACTAACCCCA 176

Ai01B11020 Araip.B01 11020 c (A)11gtcaatattatttttttttgcacaagaactaataagttctaaaaaaaagatcaagagtcagattgggta(T)1292 41251492 41251583 TCGAAAGGACAACGAGATCC TGAATACCCATCCGACCCTA 164

Ai01B11022 Araip.B01 11022 p2 (TA)8 16 41252581 41252596 CCTGCAACGCAAATTAAAGG TTTTGGGAGTTTTGGAATGC 267

Ai01B11026 Araip.B01 11026 p3 (TTC)5 15 41297680 41297694 AAACATTTCCCTCCCAAACC AAAAAGTTTGCTCGTCCTCG 210

Ai01B11028 Araip.B01 11028 p2 (AG)7 14 41322291 41322304 CAGGTTCAGGATCAGCTTCA TCGAATACACACTCTCTCTCATCTC 256

Ai01B11035 Araip.B01 11035 p2 (TA)12 24 41377548 41377571 ACGTTTTGCGCTTTTCAAAT TAGGAGCCCGATGAAGGATA 127

Ai01B11036 Araip.B01 11036 p2 (TC)6 12 41378429 41378440 CTCCCATTTACTCGAACCCA CGGTTTTCCCACATCAAACT 217

Ai01B11037 Araip.B01 11037 p2 (AT)9 18 41380141 41380158 TGTGGTGGCATTGCTTTAGT TTGCTCTTGCCTTTTGGTTT 268

Ai01B11040 Araip.B01 11040 p5 (AAGAT)5 25 41400378 41400402 AAGACGGTTCCCCAGAAGAT CCTGGGTGCTCCAGTGTATT 124

Ai01B11041 Araip.B01 11041 p3 (TAT)5 15 41409590 41409604 TCACATCTCAACCCTCCTCA CAGCTTGCACCCCATAGATT 222

Ai01B11044 Araip.B01 11044 p4 (TTAG)5 20 41437050 41437069 GTCACACTTCTGCCATCCAC CCAACCCTTATCATGAAAACAAA 247
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Ai01B11045 Araip.B01 11045 c (AT)18aataagcttagacaaaataatgaaattttccaaggattttatctatagggcaccccaattgatttg(A)10ttgagctaagaacttgcttgaattatacattgtggaacatgttttttgagctaagaacacataagcacg(AT)6193 41439842 41440034 TCGCATTTCATTTTTAGGTCA TCCTTGGAAAATTTCATTATTTTG 280

Ai01B11047 Araip.B01 11047 p3 (GAA)5 15 41457762 41457776 GCTTTTGTCTTCCCTTTCCC CCATCCACTCTTCCCCATAA 280

Ai01B11049 Araip.B01 11049 c (AAT)6atggatcctttataccacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)7102 41459186 41459287 TTCTTGTCCTTGCTCCTGCT CCTCATATCACCAAAAATCCG 175

Ai01B11050 Araip.B01 11050 p2 (AG)6 12 41459512 41459523 AGAGGGTTCGGATTTTTGGT TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai01B11051 Araip.B01 11051 p6 (AAAATA)5 30 41468351 41468380 GGCTAAAATATGAACTAAAAATGCAA TCACACCCTGCTTGAGTGAG 234

Ai01B11052 Araip.B01 11052 p2 (AG)6 12 41482318 41482329 AGGCTGTAGAGTGGGGGAAT CCTAAAACCTAGAGAGAGGAGAGAGC 110

Ai01B11054 Araip.B01 11054 p3 (GAT)5 15 41499287 41499301 GCTTCATGGGAAGATTTGGA GGGAACGATTACCTGCTCAA 111

Ai01B11057 Araip.B01 11057 p3 (ACA)5 15 41539441 41539455 ACCAAGAGGAGAGTCTGCCA TGCTGGTTAGTTGTGCGAAG 156

Ai01B11059 Araip.B01 11059 p3 (GAA)5 15 41542840 41542854 GCTTTTGTCTTCCCTTTCCC CCCCTTCTTGACCGAATACA 202

Ai01B11060 Araip.B01 11060 p2 (AG)6 12 41546412 41546423 AGGAGCAGTGATGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 273

Ai01B11063 Araip.B01 11063 p2 (TC)6 12 41561093 41561104 ACCTGGGATTGAGAGTCACC TTCTGGGTTGTTTCTGACCC 208

Ai01B11064 Araip.B01 11064 p4 (ACAT)6 24 41571996 41572019 GAAGTTGTGATTGGATGATGTGA TCAATCCAATAGAACGCCCT 230

Ai01B11065 Araip.B01 11065 p2 (TA)7 14 41582665 41582678 TCATGATAACATTGGTTGGGA GGGATGATGTATTGATGGGC 189

Ai01B11066 Araip.B01 11066 p2 (TA)8 16 41582840 41582855 GCCCATCAATACATCATCCC TCAACTCGTTTTACCACCCC 276

Ai01B11081 Araip.B01 11081 p3 (AAT)9 27 41616679 41616705 ATGTGCATTTCCCTCTGGAC AGATGACGCAGATGATGCAG 274

Ai01B11083 Araip.B01 11083 p4 (TTTA)5 20 41620450 41620469 CGAGGTTTTTCTCCTTGTGG TGAGTATGGCTTCAAAAACAACA 203

Ai01B11084 Araip.B01 11084 c (AC)11(CA)36 94 41625925 41626018 GTGAATTTCAAGGGTTGGGA ATATAAGGCCGTCGAAAGCA 216

Ai01B11085 Araip.B01 11085 c (TA)7(GA)8 30 41626764 41626793 TCTTGGCAAATACCTCAGCC GCGTAATCCATAGGAGACCC 260

Ai01B11092 Araip.B01 11092 p2 (TA)6 12 41642788 41642799 CATAAGAAATAAGTTGAAAATCCATGT TCCCCATAGTAACGTATGCAA 280

Ai01B11098 Araip.B01 11098 p2 (TA)10 20 41656408 41656427 TGGGTATCCAATCTTATTTGTGG TTTTTGCGATCTTTTGTGAAA 279

Ai01B11102 Araip.B01 11102 c (AAT)9ttgaaaaatatgtaactctaatatcatgttagagttattcttgataagccagctattggtggattaatattttgatt(A)12116 41664537 41664652 TCACAAACGTTTAGAAAAATAAGAAAA TCAAACCGCAAATCAACAAA 264

Ai01B11104 Araip.B01 11104 p2 (TA)8 16 41683150 41683165 GGTTTATCAACCTCCCCACA ATGCTTGATTCCATGTTCCC 280

Ai01B11105 Araip.B01 11105 p2 (AT)6 12 41683507 41683518 AACATACCAATGCAAGCATCA GGGACAAAATTACCCCAATG 277

Ai01B11107 Araip.B01 11107 p4 (TTTA)6 24 41727108 41727131 CCAATGGAGGGTATGCAGAT CCTGATCACTTTCTCTCTCCTCA 251

Ai01B11108 Araip.B01 11108 c (AAG)5aaaa(AAG)637 41729193 41729229 ACGCTATCAAGGCGTCAGTT CCACTTCCAAGGCTGAAGAG 267

Ai01B11111 Araip.B01 11111 p2 (CT)6 12 41732905 41732916 CTCCCAGCAAATTCTGAAGC AAACCTGGGATCGAGAGTCA 217

Ai01B11112 Araip.B01 11112 p2 (TA)6 12 41740270 41740281 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai01B11114 Araip.B01 11114 p2 (TA)11 22 41753175 41753196 GGGATTCAAAGGTGGGAAAT GCCGTACTGAGAGGTGAGGA 244

Ai01B11119 Araip.B01 11119 c (TGT)10tggta(TTG)1374 41782548 41782621 GTTGCTTCAGAATCGGCATT ATCACGAGTGGGTGCAACTT 271

Ai01B11120 Araip.B01 11120 c (TAT)6(TGT)11ta(TTG)17104 41782736 41782839 TTCACCTTGGCCAAACCTAC GGTCTTGATGGCTTTTGGAG 254

Ai01B11121 Araip.B01 11121 c (GA)16aagagagagagtgt(GA)760 41784984 41785043 GATGGCAACGGAGAGAGAAC CCAATGTTACCGTCGGATTT 272

Ai01B11123 Araip.B01 11123 p4 (ATTT)8 32 41807479 41807510 CTGGACTGTTCATTTCCGCT TGTTCCTTGGTGTTTTTCCC 237

Ai01B11128 Araip.B01 11128 p2 (TC)7 14 41819777 41819790 TACCATGGGAACATTGAAGC CAAACTTGCCTGAGAGAGGG 203

Ai01B11130 Araip.B01 11130 p3 (CAA)6 18 41833962 41833979 CCGAAGAAGAAAACCGAATG ACACTCTGGACCCTCGTTTG 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B11132 Araip.B01 11132 p2 (CT)7 14 41835596 41835609 CTGCAAGACCTGCACAAATG TTTGGGATGGGATAGAGTGG 200

Ai01B11133 Araip.B01 11133 c (T)12gccattctgcactatgcaatccatcttaatttttgcctcaccattgatctgtctccgttaatttttctttctgtttattt(A)12104 41837338 41837441 TTTACTTGCCACAATGCACC CCCTTTCTACCACCATGGATT 273

Ai01B11137 Araip.B01 11137 c (CA)7tat(AC)7 31 41841725 41841755 TTGGGTGTATGTGGCTGGTA TGGACGATGTCTTTCTTTGCT 278

Ai01B11138 Araip.B01 11138 p2 (GA)11 22 41862769 41862790 TCAATTGCGCAAGACTCACT AAGGCCCAACCCAAGTTAAT 226

Ai01B11141 Araip.B01 11141 c (TA)7gtataattataaaatattttgtaggatgataaaataaaaaaaagggtaaa(T)10atttctagcatttgtagc(T)10102 41869131 41869232 CGAAAAAGAAATTTGTGTGCAA AACATTTTATGTGGAGCTAATGTCA 229

Ai01B11142 Araip.B01 11142 p3 (AAG)6 18 41869894 41869911 TTCAGAGTGCTACGGACAGG GCAAAGAAAGAACACTTTTCCA 271

Ai01B11145 Araip.B01 11145 p2 (GA)8 16 41879469 41879484 CGAGCTCAGAAAATGGAAGG CCCACGAAAGCTGAAAACTC 274

Ai01B11149 Araip.B01 11149 p3 (GCA)6 18 41895870 41895887 AGGAGAAGGGACGCGTAAGT AAGGGCACAAATCACCTGAC 238

Ai01B11150 Araip.B01 11150 p2 (AG)8 16 41899555 41899570 ATTTCTCTGAGTCCCTCGCA CTCCAAGCTCCTCCCTCTTT 237

Ai01B11152 Araip.B01 11152 c (AT)10(GTAT)13 72 41900997 41901068 CACTCCTGGGGACAAGGATA CCACCCACTCCATTTGCTAT 247

Ai01B11153 Araip.B01 11153 p3 (GTT)5 15 41901605 41901619 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 269

Ai01B11154 Araip.B01 11154 p2 (TA)9 18 41906609 41906626 TCACAATAAAAAGAATAAGATGCAAAA GTTGTCAGGCCGCTCTTTAT 223

Ai01B11155 Araip.B01 11155 p2 (AT)6 12 41908991 41909002 CCACAATCCAATCAATCACG TGAGATCTATTAATCTTCATCCAATG 248

Ai01B11156 Araip.B01 11156 p3 (ATA)6 18 41910358 41910375 TTCTTTCGCTGCGTGTTATG AAGGAGGTTCCGACTTCTTTC 275

Ai01B11158 Araip.B01 11158 p2 (TA)8 16 41911463 41911478 AGCATGCGTAAGGGAAGAAA ACGTTTGGCCTAGCACTCAT 187

Ai01B11159 Araip.B01 11159 p2 (TA)7 14 41914979 41914992 TAAACATGTCGGCACGAAAA GTCAGCCTAAACTCCGCAAG 149

Ai01B11161 Araip.B01 11161 p4 (ATAC)17 68 41926410 41926477 GGAGCCTTGAAGGAAAGGTT GTCGAGCTTGGAGCCTGATA 205

Ai01B11162 Araip.B01 11162 c (AC)16nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnng(CA)23127 41926681 41926807 CAACCCAATATCCCAAAATACA GGGATGCTGGACTTTTGATG 264

Ai01B11163 Araip.B01 11163 p2 (TA)6 12 41932389 41932400 ATAGTTTCCCCTCGCCTTTG GGCTGTACCACCCTGATAGC 225

Ai01B11164 Araip.B01 11164 p2 (AG)6 12 41934595 41934606 TTTGAGCTAAACTTCATGCCC TCAGGCTTGAAAGATGACCA 140

Ai01B11168 Araip.B01 11168 c* (TTTA)7(TTA)6* 43 41976931 41976973 GACTATGACCGCCTATCCCA CACCCCTACACGGACAAATC 148

Ai01B11169 Araip.B01 11169 p2 (AT)8 16 41978591 41978606 CCTGCAATCCCGACATTTAT TACCTACAGCCATTTTCCGC 184

Ai01B11170 Araip.B01 11170 p2 (AT)11 22 41978727 41978748 AGAGGCTCTGGGTTGCATTA CAAGGACGTGGATTTTGTCC 273

Ai01B11172 Araip.B01 11172 p4 (AATT)5 20 41997895 41997914 TGCCTAGCTTCTTCTTCTTTATCA CTCTTCATTCCCACTTGCGT 201

Ai01B11173 Araip.B01 11173 c (ATT)10g(TA)9 49 42012604 42012652 TTTTGGTGGCCGAGGTATAG CCCTACCCATTACCAACCCT 229

Ai01B11174 Araip.B01 11174 p2 (CT)6 12 42014557 42014568 CATTGAACCTGGAATGGAGAA GAAATTATTGGGGGCGATTT 233

Ai01B11175 Araip.B01 11175 p2 (AC)6 12 42015717 42015728 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 226

Ai01B11176 Araip.B01 11176 p2 (TC)7 14 42022494 42022507 TTTTTCCGTTTGAAAATCCG GGAGGAGAGGAGGAGAGGAA 126

Ai01B11178 Araip.B01 11178 p2 (AT)7 14 42025451 42025464 TACCTTTGATGGGGCTTTCA CAAGGTTGTCAAACTCGCAA 212

Ai01B11181 Araip.B01 11181 c (AG)6taaatcttggaccctattttc(T)1144 42049464 42049507 CATGTCTCCTCTGCCAAACA TTATTCTGAGAGGCATGCGA 215

Ai01B11189 Araip.B01 11189 p2 (GA)8 16 42065681 42065696 CTCCATTTCCTTCCACCTCA TTGGCAATTTCGGACAGAAT 255

Ai01B11190 Araip.B01 11190 p2 (AG)6 12 42065903 42065914 TTTGCCAGGAAATTGAGACC CCCCAAATCCACTTTCTCCT 158

Ai01B11193 Araip.B01 11193 p2 (TA)12 24 42069997 42070020 TTTCAGATGCAGGACGTGAG ACTCAAGATCCCTTTTGCGA 217

Ai01B11194 Araip.B01 11194 p2 (TA)6 12 42078034 42078045 TGGATTAGCGGAGATCCTTG TTTGCGAAGATAACCGATCC 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B11198 Araip.B01 11198 p4 (TATG)9 36 42091356 42091391 ACACATCCGGTGGCTAACTC CATAAGGGTGGTCAGGCACT 176

Ai01B11199 Araip.B01 11199 p2 (TC)7 14 42094057 42094070 TAGACACAAAGGCGACGATG TGCCACTTTACCCACATCAA 261

Ai01B11200 Araip.B01 11200 c (TG)9(CG)7 32 42097157 42097188 CCCCATTGTATTTCCATCCA AGAGCCTGAATGGTTCGTTG 216

Ai01B11203 Araip.B01 11203 p3 (CTT)8 24 42114944 42114967 GTTCTTCGAGGACGAAGCTG TTCTCGAGCCTTCACCACTT 245

Ai01B11204 Araip.B01 11204 p3 (GGT)6 18 42115105 42115122 TTCGAGGACGAAGCTGAAAT TTCTCGAGCCTTCACCACTT 241

Ai01B11207 Araip.B01 11207 c (TC)9(TA)6tttatt(TA)1056 42138084 42138139 TACTTTGGGGCATTTTGTCC GGGGAAAAGTGGGTTTGAA 276

Ai01B11209 Araip.B01 11209 p2 (TA)6 12 42174284 42174295 TGAACCATGACACCTAGCCA ATTGAACGCCAAAGGTCAAG 273

Ai01B11210 Araip.B01 11210 p3 (AAT)6 18 42185216 42185233 CTCGTCCTTGCAAAATCACA GGTTATGGCTGGTAGGGGTT 214

Ai01B11212 Araip.B01 11212 c (TC)15(TA)13 56 42193745 42193800 GGGACATTTTTGTCCCCTTT TGAAAATCATGGGATTGGGT 161

Ai01B11214 Araip.B01 11214 p3 (CTG)5 15 42214645 42214659 TGAAGTGAAACAGGTGCTGC GATGACGACGACAAGGAGGT 222

Ai01B11217 Araip.B01 11217 p3 (ATT)5 15 42236316 42236330 GTTTGCTCCAATGGTAGGGA AACAGGAAGAGGAAATGGCA 125

Ai01B11219 Araip.B01 11219 c (CAG)5gacccccctctacttcaggagccgcatcatcctt(ACC)564 42240160 42240223 CCCGTAGGAGGATGATGATG GAGGCGCTCCATAAAGTGAA 274

Ai01B11220 Araip.B01 11220 p2 (TA)8 16 42240784 42240799 AACTTTCGGACATCCATCTTT CCCCCTTTTCAATCAAAACA 280

Ai01B11223 Araip.B01 11223 c (T)10ctttctatttttttcgcta(T)1140 42282408 42282447 TGCTCTTGCCTCTTGGTTTT ATCCCCACCTACCTCCACTC 268

Ai01B11225 Araip.B01 11225 p2 (AG)7 14 42298779 42298792 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 217

Ai01B11226 Araip.B01 11226 p2 (AG)6 12 42311076 42311087 TGGGATTTGATAGGTGAGGG GGCAAGAAGTTGGCGTTAAA 235

Ai01B11229 Araip.B01 11229 p2 (CT)6 12 42317876 42317887 CCAACTCAACAGCATAAAAGTAGG ATTTTACCGCGACCTGAATG 235

Ai01B11231 Araip.B01 11231 p2 (TA)10 20 42324952 42324971 CATTTTGTCCCCTTTGTGCT GTGTGGGGAAGTGAATTTGG 229

Ai01B11233 Araip.B01 11233 p2 (AT)6 12 42327903 42327914 TATCCAGCCAAACCCAACAT GGTGGAAGTGGGTTGAAAGA 110

Ai01B11234 Araip.B01 11234 p2 (AT)6 12 42328852 42328863 TTGCTCAATCCTTCAATCCC GACCCTCCATTGCAAGATGT 244

Ai01B11235 Araip.B01 11235 p2 (AT)8 16 42331002 42331017 TTTTGGGTGTTTTGGGAGAG GACCCTCCATTGCAAGATGT 162

Ai01B11236 Araip.B01 11236 p2 (AT)6 12 42340217 42340228 TTGCTCAATCCTTCAATCCC GACCCTCCATTGCAAGATGT 244

Ai01B11237 Araip.B01 11237 p2 (AT)6 12 42341569 42341580 TCTGGTAGCAAACCCTGGAC GACCCTCCATTGCAAGATGT 141

Ai01B11240 Araip.B01 11240 p2 (AG)8 16 42365981 42365996 GTGGCTAAGAGAAGGGAGGG TGCACTTAGCAGCTGAACCA 253

Ai01B11242 Araip.B01 11242 p2 (AG)6 12 42375514 42375525 CAGTGGCTAAGAGAAGGGGA GGAAACTGGATGTAGGCTGC 272

Ai01B11246 Araip.B01 11246 p3 (TTC)5 15 42390564 42390578 TCCTCTCTACTTGGCCGAAA CGGACTTAGGTGCCATCAAT 167

Ai01B11248 Araip.B01 11248 c (T)12aattcacattccatatgcattgatatggttactttactttggggcatttttgtcccctttttattgc(T)1089 42405594 42405682 CCCATGATTCCCACTTTTTC TTGGGAATTGGGTACATATTCA 241

Ai01B11249 Araip.B01 11249 c (TTA)5tttttattatttttttattta(T)1147 42407203 42407249 GCAAATGCAATAAAAGAAAATGG TTTGCACCCTGTTTTTCTCC 199

Ai01B11250 Araip.B01 11250 c (CG)6cactgcgcgcttgggcgccgattccc(T)13agaagtacaaacacagaatttaatactctcctaatctataacgcggatgctca(T)12116 42407568 42407683 AGGCATAAAGTGGGCACAAC TGCTTGTAGATTAGGAGAGTGCC 207

Ai01B11251 Araip.B01 11251 p6 (TAATGA)7 42 42422244 42422285 TGAATGAATTAATAAGATAATGGGTCC GCCCAAGATGCAGAAATGAT 255

Ai01B11254 Araip.B01 11254 p6 (GGGGAA)5 30 42435580 42435609 TCCCACATCATCGTACCAAA TTCTCCCCTTTCTTTCTCCC 174

Ai01B11256 Araip.B01 11256 p4 (TTAA)5 20 42436842 42436861 CAAAGCATCTTTCTCTTCTCCA TTGTCGTCAACTATAGATTTGCATT 280

Ai01B11258 Araip.B01 11258 c (T)13ca(T)10 25 42438460 42438484 GTGGGGAAGAAAAAGAGTGC ACCCATCTTTGTTGGAATCG 225

Ai01B11267 Araip.B01 11267 p2 (AC)8 16 42461123 42461138 TTCCTAGCCTCTCAGGACCA GATGGAGGGAGATAGAGGGC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B11268 Araip.B01 11268 c* (AT)7(T)10* 23 42472198 42472220 AGCACAAGTCGGACGTTACC ATCCACATTTTTCAGGTCGG 211

Ai01B11273 Araip.B01 11273 p2 (AG)6 12 42491471 42491482 CCAACTCGGGATGAACAACT TCCAGGGTCATCTTGTAGGC 242

Ai01B11279 Araip.B01 11279 p2 (TC)6 12 42543107 42543118 TCAATCACATCTTTTTCAAAATCAA GAAAAAGGGGGAAGGGATTT 190

Ai01B11280 Araip.B01 11280 p2 (AG)6 12 42558744 42558755 TTTGAAAAAGAGGGACGGTG TCTTGTGAATCAAGTCATTAATTGTG 240

Ai01B11282 Araip.B01 11282 p4 (TAAA)5 20 42569497 42569516 CAGAGAAGAGGAGAGGGTTCG ATTTTCGAATTCTTCCCCCA 101

Ai01B11285 Araip.B01 11285 p2 (CT)7 14 42579904 42579917 GGAACATTGAACCTGGATTGA TTTTTGGGCTGTTTCTGACC 209

Ai01B11288 Araip.B01 11288 p2 (AG)6 12 42589121 42589132 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 229

Ai01B11290 Araip.B01 11290 c (T)10gaaaac(T)11 27 42593986 42594012 TGGGCTGGAGTGATTAGTTGA TTTGGACAACTGACGGTTCA 276

Ai01B11291 Araip.B01 11291 p4 (AAAT)5 20 42621513 42621532 TCGAAAATCTTCACCCATTTTT GTTGGCATATGACCCCAGAG 171

Ai01B11294 Araip.B01 11294 p2 (AC)6 12 42633993 42634004 CGCACACAACACACAACTCA CGGAGACCCAAGAAAATGAA 224

Ai01B11297 Araip.B01 11297 p4 (TTAG)5 20 42649232 42649251 TTCTCTTCTTCCCCTCCTCC GCATGAAGAATTCAATACCAAGC 268

Ai01B11298 Araip.B01 11298 p2 (TA)21 42 42651886 42651927 TGGAAAGTTTGGGAATATTGG TCTTGGGGAATTTTGTCCTC 230

Ai01B11300 Araip.B01 11300 c (TC)7tta(CT)6ccctctccagaatacgactc(TCT)873 42660271 42660343 GGTTTGGTTGTTGGATCACC GCCCAGACGATCTTCATCTC 242

Ai01B11301 Araip.B01 11301 p2 (TC)12 24 42660527 42660550 CGACGTCGATGAGATGAAGA CGAGGGATCAGCAGAAAATC 255

Ai01B11305 Araip.B01 11305 p4 (TATT)5 20 42667621 42667640 TTTGTTTCCATTCCTATGGTGA CAGGGACTGATTTGTCCACC 249

Ai01B11315 Araip.B01 11315 p3 (ATT)5 15 42730370 42730384 TATTGACCGATCCGGTTCTC CCATGGATACATTGCTGTGC 196

Ai01B11319 Araip.B01 11319 c (TTAT)6tgaatatttttgggttttttttgtgtttttttttaaattaaaggtaaacataacttatcaatgcacatggatttttaatttttttcttttc(T)10125 42740124 42740248 TTCCCATTTTCGCATCTCAT TGGGTACCTACTCATGTGAGACC 249

Ai01B11320 Araip.B01 11320 p3 (GAA)5 15 42756104 42756118 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai01B11321 Araip.B01 11321 p3 (AAT)5 15 42757161 42757175 TCATATGACAAAGAAGAGGGCA ACATCCCAACCCTCTTCACA 153

Ai01B11324 Araip.B01 11324 p2 (AC)7 14 42776273 42776286 CAACGTTTCCCACAAATTCC GCACACCATTTGCCCTAAGT 117

Ai01B11327 Araip.B01 11327 p3 (GTT)15 45 42782257 42782301 TTTCTGTCGTCGTGTCCAAC TTCGGTTTTCAGAACCTTGG 277

Ai01B11328 Araip.B01 11328 c (T)10cgcctatttttttcttttttcttc(T)1044 42795307 42795350 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 223

Ai01B11331 Araip.B01 11331 p5 (TTATT)5 25 42814050 42814074 TCGAAAATCATCACCCAAAA AAAGGGAGATGATGTGGATTG 264

Ai01B11333 Araip.B01 11333 p2 (AG)6 12 42831511 42831522 CATACTTCCGTTCCACCCAG GGGAAAAGAATCAGCCCTTC 242

Ai01B11334 Araip.B01 11334 c (CCA)6ttatcatcatggcc(TCA)650 42835272 42835321 TTCCCCAAAATCAACCAAAA CCACCACCAGCTTCTTCTTC 269

Ai01B11336 Araip.B01 11336 p2 (TA)6 12 42838075 42838086 GCAACGAGCAAAGGATAAGC TTTGTGTCCCTTTGGGTTTC 170

Ai01B11337 Araip.B01 11337 p2 (TA)8 16 42845900 42845915 GCAACGAGCAAAGGATAAGC TTGTGTCCCTTTGGGTTTTC 173

Ai01B11339 Araip.B01 11339 p4 (TTTA)5 20 42865624 42865643 TGTCCATTTCCGCTTAGGTC TCATCATATCCTTTTCAAAATCTCC 190

Ai01B11341 Araip.B01 11341 p3 (TTC)5 15 42892345 42892359 AACAATACCCCACCTCCCTC GCCCTCGAGCAATAAACAAA 161

Ai01B11343 Araip.B01 11343 p2 (AG)7 14 42895949 42895962 AAACCTGGGATCGAGAGTCA ACTCTCCCAGCGATTTCTGA 222

Ai01B11344 Araip.B01 11344 p2 (TG)6 12 42900556 42900567 CACTTCAGGCGACACAAAAA ATAGTTCCAGCCCCACTCCT 124

Ai01B11347 Araip.B01 11347 p3 (GTC)5 15 42907886 42907900 CTGCACCTGCTCCTACTTCC AGCAACGAAGACGAAGAACC 132

Ai01B11349 Araip.B01 11349 p2 (CA)7 14 42913698 42913711 GCTCCACCCACCTCAACTTA GAGGAGGAGGAGGAAGAGGA 225

Ai01B11350 Araip.B01 11350 c (TCC)5(AAG)5 30 42913837 42913866 ACGTCCTTCTCTTTCCCCAT ATTGTTAGAGCCGCCACATC 251
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Ai01B11355 Araip.B01 11355 p2 (AT)6 12 42922935 42922946 TGGGTAAGAGAGATCACACGG AGGATGCCAATATGAGGGTG 280

Ai01B11357 Araip.B01 11357 c (A)12ctatgcagtttggcttcaatggaagaatcgtcttttgttttgttttg(T)1069 42925257 42925325 CATTTGATGGCACAAAAATAGAA TTGTAAATTAAAGAGTTGTCAGAAAAA 279

Ai01B11358 Araip.B01 11358 p2 (AT)10 20 42925821 42925840 CCGGCTGCGCTACTCTAATA TGTTCCCTCGCCATTATCTT 265

Ai01B11359 Araip.B01 11359 p2 (AC)6 12 42926718 42926729 GTCGAACGAGCTAAAAACGC TCGCGGATTAAATGGAGAAG 180

Ai01B11360 Araip.B01 11360 p2 (TC)6 12 42933010 42933021 ATGGCAACTTCTATGGCGAC GAACAAAGGAAAGAGCGTGC 245

Ai01B11361 Araip.B01 11361 p2 (AT)22 44 42940876 42940919 GCGTATAACCGCTCCAAAAT TATGGACGCAGAAGTCACGA 280

Ai01B11366 Araip.B01 11366 p4 (TACA)6 24 42956241 42956264 ACGCTCGTGAATGACGTTTA GAGAGGCTTTTGTTGGAGGA 229

Ai01B11367 Araip.B01 11367 p3 (TTC)14 42 42959634 42959675 CCTATGCCACAAGCAACTCC TCATGGGCTGGCTACAAAAT 280

Ai01B11370 Araip.B01 11370 p2 (AC)10 20 42994964 42994983 CCTATTCTCCACCCACCTCA CTCTCTCTCCCTCGGACCTT 188

Ai01B11373 Araip.B01 11373 p3 (AAT)13 39 43019496 43019534 TTTCGTGCACCAAGTTTTTG ACAGCCAGCTAGGCTTCAAC 278

Ai01B11375 Araip.B01 11375 p2 (CT)8 16 43020829 43020844 TCAATCACATCTTTTTCAAAATCAA GAAAAAGAGGGAAGGGATTTTC 185

Ai01B11377 Araip.B01 11377 p2 (CT)9 18 43032095 43032112 ACAGCTTCCCTGATTTGCC TTTCCAACACCAAGTAAAAAGGA 273

Ai01B11378 Araip.B01 11378 p2 (TA)6 12 43040354 43040365 TTGTTCCCTCGCCTTTATCTT GGCTACGCCACTCTGATAGC 254

Ai01B11381 Araip.B01 11381 c (TA)11aaga(AG)8 42 43056268 43056309 CTCGTTACGTTCCTTCTGGC TGGGTCATAAATAGGGACCG 277

Ai01B11382 Araip.B01 11382 c (CTT)6tt(TCA)6 38 43069586 43069623 CAACCCCCTTCTCTAAGCCT TGTGTTTCTTTTTCTTCTTTGTTTG 278

Ai01B11383 Araip.B01 11383 p3 (TCT)7 21 43070032 43070052 TCAAAACTCTTCCCCTCCCT GTCCCTCAATTTCAGCCAGA 272

Ai01B11385 Araip.B01 11385 p3 (TTC)5 15 43076901 43076915 CGAAACTAAACTCCCCTCCC CCGTCTTAGGTGCCATCAAT 240

Ai01B11387 Araip.B01 11387 p3 (GAA)5 15 43082207 43082221 GTTTGGTGGCCTTTGTGATT ACGTAAACCTTCTGCTGCGT 273

Ai01B11390 Araip.B01 11390 p3 (GAG)7 21 43093806 43093826 TCTTCTTCTCAGGTTCGGGA CCTTTCAAGGATGGTGAGGA 230

Ai01B11391 Araip.B01 11391 p2 (TA)9 18 43098167 43098184 GAATCACCCAAGCAGCATTT ATTGGCTCCATGCGATTTAC 228

Ai01B11394 Araip.B01 11394 p2 (AC)6 12 43105090 43105101 TAGAAATGGAAAACCGAGCG CTCAATGAGAGCTTTGCGTG 260

Ai01B11395 Araip.B01 11395 p2 (AC)6 12 43111396 43111407 CCCAATGTGCTAAAAACGCT CGAGTTGAAGTGGGGAGAGA 168

Ai01B11397 Araip.B01 11397 p2 (TA)6 12 43133111 43133122 ACGTAAATCGAATTGGCTCC AAGCAATTCACCCAAAGCAG 266

Ai01B11407 Araip.B01 11407 p2 (AG)7 14 43201589 43201602 AACAGTCTGCAACATGGAAGAA ATGCACCCATTCAAAAGGAG 230

Ai01B11408 Araip.B01 11408 p2 (AT)6 12 43202823 43202834 TTGCATTGGGGAATTTCTTT GGGAAACCTTTTGGGAACAT 203

Ai01B11410 Araip.B01 11410 p2 (AG)7 14 43209622 43209635 AACAGTCTGCAACATGGAAGAA CACCCATTCAAAAGGAGAGC 229

Ai01B11411 Araip.B01 11411 p5 (TTTAT)6 30 43210955 43210984 TGGGGTAACTTTTGTCCCAT TGTGGGAGAATTTTGGGAAG 178

Ai01B11412 Araip.B01 11412 p2 (AT)7 14 43211763 43211776 CACATCATCCAATCACAACCA AGGACCGTGCACCATTTAAG 276

Ai01B11416 Araip.B01 11416 p3 (TAT)5 15 43222487 43222501 GCATGCACCAGAGTTTCCTT TCACCATCTGCAACAATGTG 271

Ai01B11417 Araip.B01 11417 c (T)10cgccatttttcttttc(T)1238 43225356 43225393 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 198

Ai01B11418 Araip.B01 11418 p3 (AAT)6 18 43227412 43227429 CAGGTTCTGGATCTGCTTCC TGTCTCTCCCTCTTTTCTTCCA 156

Ai01B11419 Araip.B01 11419 c (T)10cgaaaattttttgaaataaaaataaaaataattagttaattaaaaagaagtttttgaaaaagagagaagatattttcgaaaatt(AG)6106 43227667 43227772 CCAATGGAAGAGATGTGAGATG TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai01B11420 Araip.B01 11420 p2 (GA)6 12 43229983 43229994 TAAAATGTTTGCTCGTCCCC CATTTTCACACAACGCAACC 128

Ai01B11422 Araip.B01 11422 p3 (GTT)7 21 43258405 43258425 GGCTGTTGATGTGGTTGTTG CTGGTCAACGTGTCGAGAGA 169
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Ai01B11426 Araip.B01 11426 p3 (ATT)6 18 43268549 43268566 GGCTCTAGTGCAAGTGGGAG TCCGAATCACTAATGTCCCAT 252

Ai01B11429 Araip.B01 11429 p2 (CT)7 14 43276948 43276961 GGAACATTGAACCTGGAATGA GCCAGAGAATGGAGGAATCA 219

Ai01B11430 Araip.B01 11430 p2 (TA)6 12 43277753 43277764 TGAAGGTGGAATGGTGGAAT AACATGATTTTGGCTTGGCT 171

Ai01B11432 Araip.B01 11432 c (A)10catacgactaactaactaacttgggacaggaatcggtgtttggcgtaacctggtgggcggaggtatagaatttggattcagggaga(TGG)5111 43280133 43280243 TCCACTACGATCATGCATCTCT CTCCTTTCCTCCCCCATAAC 261

Ai01B11434 Araip.B01 11434 p3 (GAA)5 15 43284865 43284879 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai01B11435 Araip.B01 11435 p2 (AG)6 12 43287840 43287851 GAAAAGGGGTTAGTGATTTTCG TGTGATTTCTTGTGAGTCAAGTCAT 260

Ai01B11436 Araip.B01 11436 p2 (CT)9 18 43292376 43292393 GGAAAATTGAACCTGGAATGA TTTTTGCCCAAATCCAAGAC 239

Ai01B11437 Araip.B01 11437 p2 (TC)11 22 43293094 43293115 TCACCACTAACCCCTTGTCC GCCGCTTAACCATTTGTGAT 219

Ai01B11439 Araip.B01 11439 p2 (CA)6 12 43319823 43319834 TTTCCAGTATTTCCACCGGA GCTCTGGGCACCTCTAACTG 111

Ai01B11442 Araip.B01 11442 c (TC)6(T)10 22 43359394 43359415 TTATCACCCTTGCCTTTTCG TGGCTCTTGAAAGAATGATGG 197

Ai01B11445 Araip.B01 11445 p2 (CT)6 12 43396230 43396241 ATGCCTAATTTGGTGCAAGG AGGAGATGGAGGGATGTGTG 189

Ai01B11449 Araip.B01 11449 p2 (GT)6 12 43424238 43424249 CGCCTTCAGGATGAACAGAT CATTTCGAGAGTGTGCATGG 276

Ai01B11450 Araip.B01 11450 p2 (CA)9 18 43427460 43427477 CTAGCTCATCCCAAGCCAAG CTCCCAAGGACTAATGCCAA 241

Ai01B11451 Araip.B01 11451 p2 (AT)7 14 43436084 43436097 GCACCACTCTGATAGCGAGAA CCCCCTTCAGATTTCCTTTT 280

Ai01B11452 Araip.B01 11452 p2 (AT)18 36 43438653 43438688 GCTCACAAGCTGGCTCAAAT AGTTCGTGAGTTGGCTTGATT 253

Ai01B11457 Araip.B01 11457 p2 (AT)7 14 43450546 43450559 ACAATTCGCTTCATTCGTGA TTGACATTCTTGACCACTATTTTG 227

Ai01B11458 Araip.B01 11458 p3 (ACT)5 15 43452163 43452177 CGGGTTACGTCGTTGCTTAT GTGTGTTTCTTCAGCTGCCA 237

Ai01B11460 Araip.B01 11460 p2 (AT)6 12 43456304 43456315 ATGGTGCAAAGAGGTGGAAG AACCATCTCAGCCTGCAACT 232

Ai01B11462 Araip.B01 11462 c (A)10tttcaaactcgctcgttaaataaaacacacatctttattc(A)1060 43456988 43457047 TGAAATTACTATTCACGTTCACGG GATATTTGGATTTATGACATGCG 190

Ai01B11464 Araip.B01 11464 p4 (AAAT)5 20 43464022 43464041 CCATTTTGCATATCAACGGA AGATTGGATCGGATCTCGG 254

Ai01B11465 Araip.B01 11465 p2 (TC)7 14 43465677 43465690 GTTGTGGTTCCCTCAGTCGT CTCCAATCACTGCCAACAAG 270

Ai01B11466 Araip.B01 11466 p2 (CT)14 28 43466790 43466817 ATCTCCACCACAAGTTTGGC GGTTACTTTTGGGGAGGGAG 222

Ai01B11467 Araip.B01 11467 p3 (TAT)6 18 43469016 43469033 AAGATGTTATGTGGGGACGC CCCGGAACTTCGTCTGAATA 140

Ai01B11468 Araip.B01 11468 p2 (TC)13 26 43478416 43478441 TCAAACCCTAAAGCACCACC ACTAAAACGTCACGAGGGGA 151

Ai01B11484 Araip.B01 11484 p2 (CT)8 16 43543685 43543700 CATACACCATCGCTGTCACC GACTAAATGGGGCAAACGAA 232

Ai01B11485 Araip.B01 11485 p3 (ACC)5 15 43546252 43546266 TGAGGCAGCTAGACCCTCAT AGTAGCTCGATGCCCTGAGA 210

Ai01B11488 Araip.B01 11488 c (T)11cggtttttttgccatttttcttttc(T)1046 43564463 43564508 TGGCTTTTTCTGCTTGCTTT GAATGCTTGAACGGTGCATA 243

Ai01B11492 Araip.B01 11492 c (T)10aaatattaaatgtataa(T)1037 43600463 43600499 AAACACAACGCTCTAGCCAA TTGTTTTTCTTGTGCATTTTCG 121

Ai01B11494 Araip.B01 11494 p2 (TA)11 22 43603782 43603803 AATGCAGGTCGAAAGACACC CCCAAAACAGAAGAACCGAC 202

Ai01B11495 Araip.B01 11495 p2 (TA)6 12 43613253 43613264 TGTAATGGGGCCAAGGTAAA CAAAAGTGGGAACTTTGGGT 151

Ai01B11496 Araip.B01 11496 c (TTAT)6tgaatatttttggtgg(T)1050 43613473 43613522 TCCCATATGCATCGATCTTT GGAAACTATGGGAACATGGG 260

Ai01B11504 Araip.B01 11504 c (A)10cattcacacgagattaacaaaatacaattcacttacatggaaaaac(A)1167 43640588 43640654 CCATTTCAGAAACATCCAATCA GAAGTCGACGTCGCAGTGTA 271

Ai01B11507 Araip.B01 11507 p3 (TAT)5 15 43645439 43645453 AATGAATAAACCTGCGACGG AAGACGCCACCAAATCAAAC 246

Ai01B11508 Araip.B01 11508 p3 (AAT)5 15 43645629 43645643 GCAGGAGCAAGGACAAGAAC AAATTGTTTGCTCCAATGGC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B11512 Araip.B01 11512 p3 (AGG)7 21 43670155 43670175 ACTTCACCTCGTCAAATCCG GCTGCTCAGTCATAGGAGGG 238

Ai01B11515 Araip.B01 11515 p3 (TAT)6 18 43681859 43681876 ACCCTAGCAAGGTGGACGTA GCGGTGAAAATTCAAAACTAAA 269

Ai01B11517 Araip.B01 11517 p2 (TC)9 18 43685214 43685231 AAAAATATAATCGTCCCTTCTCTCTC GGAGAGGACGTCAGTCAACC 152

Ai01B11518 Araip.B01 11518 p3 (ATA)29 87 43686312 43686398 ACGCAAACCAACCTGAAATC TGCACCCACTCCTGATCATA 252

Ai01B11520 Araip.B01 11520 p3 (TAT)8 24 43692768 43692791 GCAAATCCCTAGTTGTCGGA CGTTTTCTCCCCTACAAGGC 149

Ai01B11523 Araip.B01 11523 p3 (AAT)5 15 43695014 43695028 GATTTTGCCCCATTTCATTG TGTAAAATATTGGCTTGAGGAAAA 251

Ai01B11524 Araip.B01 11524 p3 (TGT)5 15 43704536 43704550 GAGGTGCTCTGTAAGGCTGG GTTTGCGAAATCTGTGCTGA 277

Ai01B11527 Araip.B01 11527 c (A)10ggtgcacaaaaaaagaaaatgttaacgataacgaaaaag(A)1261 43723160 43723220 ACAGCAAGACAATGGTGACG ATGCAAGGAGAATTGTGGGT 257

Ai01B11534 Araip.B01 11534 p2 (CA)15 30 43752265 43752294 TTATCTGCCCTGTGTGCTTG TGTTACAGCTTTTTCCTTTTTCA 151

Ai01B11539 Araip.B01 11539 p2 (TA)8 16 43768691 43768706 CGGTTCAAGGAGTAAACCGA CATTGATGCAAGACGTAATCA 248

Ai01B11543 Araip.B01 11543 p3 (TAT)5 15 43772955 43772969 AGAACTTCAAAGCCAGCACC TCGGATTCTGATTCATTCCC 123

Ai01B11544 Araip.B01 11544 p3 (AAT)5 15 43779387 43779401 GGGTGCATCTGAACTCGAATA GGTGGAAGAAGCGTGACAGT 271

Ai01B11547 Araip.B01 11547 p3 (ATT)6 18 43783530 43783547 CCGTCTGTAATTTTGTTTTCCA CCTCAAAACAAACGCTACCTT 271

Ai01B11548 Araip.B01 11548 p3 (GAT)5 15 43791220 43791234 AGCCTGGTAGGTGGATTGTG AACATTGACTCGGAGCAAGC 262

Ai01B11549 Araip.B01 11549 c (TA)6tcatgttttgtccctcttagaggttgacttggagaaacaggttctgtaaacagtattttgggtcttttggatttcacatgc(ATGT)6117 43792258 43792374 CCCGTTTTGGGGTTTTATTT GCTCGCGAAGTTAAAAATGG 224

Ai01B11551 Araip.B01 11551 c* (TACA)5(AT)7* 33 43804326 43804358 AACCGTATTACCGCTCCAAA TGGACGCAGAAGTCATGAAG 268

Ai01B11552 Araip.B01 11552 p6 (TATCTA)6 36 43831149 43831184 CCCATTCGCCTAATTTGTTG TGCACAGAAACATCCTTGCT 231

Ai01B11557 Araip.B01 11557 c (T)10caatgcacatggtaatttaattattttgacttcacatgagcatgcttcccaaaccttgaaataacttattcaatttaa(T)1098 43862075 43862172 GTTGTGGAATCCCTTCCTTG TTTTATGGGAACATGGGATGA 252

Ai01B11561 Araip.B01 11561 p2 (TC)7 14 43917341 43917354 TCAAGGGAGCTCGCATATTT AAAGCAGACTTTTGGCAAGG 276

Ai01B11563 Araip.B01 11563 p2 (AG)6 12 43923346 43923357 GGGAAACCTTTTGGGAACAT TTGCATTGGGGAATTTCTTT 192

Ai01B11565 Araip.B01 11565 p2 (TC)9 18 43924199 43924216 GGCCCAGATCCAAGTACAGA AAAGCAGACTTTTGGCAAGG 269

Ai01B11569 Araip.B01 11569 p2 (TC)6 12 43950298 43950309 TTTGGTGTTTCCTTGTTGAGAA TGAAAAATTTTGGATATGATTTTCG 191

Ai01B11570 Araip.B01 11570 p2 (CT)6 12 43963122 43963133 GAATTCATAAACCAAACAGCAACA TTTTTGACCCAATTTTTGGC 267

Ai01B11582 Araip.B01 11582 p2 (TC)6 12 43996218 43996229 TCTCTCCCCTCTCTCCCATT GGGGAGAAAGAGAGCATGG 217

Ai01B11583 Araip.B01 11583 p2 (GA)8 16 43996731 43996746 TCCTCTCTCTCTTCTCTCTCGC TCCCCTCTCCTTCCTCTCTC 263

Ai01B11588 Araip.B01 11588 p2 (TA)6 12 44002377 44002388 AAATGGAGCCACTCATCCAC TGGTCAGTTATTTTTAATCGTTGA 227

Ai01B11589 Araip.B01 11589 p2 (TA)7 14 44002924 44002937 AATGGGACGTGTTCTTGAGC GCATTGAACCTGTTCCGTTT 206

Ai01B11592 Araip.B01 11592 p3 (ATT)14 42 44007475 44007516 TTGACCAAATCCGAATGAGA TGACGGTGAAGATGGATCAC 174

Ai01B11593 Araip.B01 11593 p2 (GC)6 12 44019667 44019678 ATGAATTGGGTTGCCATTGT AGGCATAAAGTGGGCACAAC 265

Ai01B11594 Araip.B01 11594 p2 (GC)6 12 44019822 44019833 AGTTGTGCCCACTTTATGCC GGAGAAAAACAGGGTGCAAA 190

Ai01B11595 Araip.B01 11595 p2 (AT)8 16 44021569 44021584 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 218

Ai01B11596 Araip.B01 11596 c (T)10cgcctcttc(T)1029 44046711 44046739 CACCCTTGCCTTTTGGTTTA GCAGTGAAAAGCTTGCAAAA 132

Ai01B11598 Araip.B01 11598 p3 (GAA)11 33 44058955 44058987 AACCTTTTCCCCCTTTCCTT CAGTCGAACTGGACCCAAAC 145

Ai01B11599 Araip.B01 11599 p3 (CAT)5 15 44063643 44063657 CTGCTAGTGTCTCCCACGGT ATTTATGTCGTGCCGAGGAC 124
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Ai01B11600 Araip.B01 11600 c (T)11gtcttttgttactacttag(T)1242 44063939 44063980 GAGGAAGTGGCCTTTGGTTT TGCACATTTACAGCTCCAAGA 124

Ai01B11604 Araip.B01 11604 p2 (AT)8 16 44075788 44075803 TTGGAAGGAAGATTTGTCGC GGGCCTGCCACTATATTTGA 267

Ai01B11605 Araip.B01 11605 p3 (AAT)5 15 44081899 44081913 CAAAATTACGCCCCCTTTCT TTTTTGCTGCTGAAAACGGT 172

Ai01B11610 Araip.B01 11610 c (AT)8(AC)10 36 44089836 44089871 AAATCGGCAGCCGTTATACA AGTCAGCTTTTTCTTTGCGG 163

Ai01B11611 Araip.B01 11611 c (AC)7gaacgagacgttaacataagaagcatcgtatactagagcgaa(AT)7(AC)988 44096817 44096904 AGGAGCCTGTGAAGGAAAGA TTTCGTAATATTCTAGCTGGCCTT 204

Ai01B11612 Araip.B01 11612 p2 (GA)8 16 44099279 44099294 CTGCAACCCAACAATTTCCT GCGCTGCTGTCTCTCTCTCT 251

Ai01B11613 Araip.B01 11613 p2 (AG)6 12 44099430 44099441 AGCAGAAAACGCAGAGAAGG AGCTCCTCTAGCTCGCACAT 263

Ai01B11614 Araip.B01 11614 p2 (GA)8 16 44099737 44099752 CAAACCTGCAACCCAAAAAT GCGCTGCTGTCTCTCTCTCT 254

Ai01B11615 Araip.B01 11615 p2 (GA)8 16 44106482 44106497 CTGCAACCCAACAATTTCCT GCGCTGCTGTCTCTCTCTCT 249

Ai01B11616 Araip.B01 11616 p2 (AG)6 12 44114322 44114333 AGAAGGAGATGAGGGAGAAGAA CTTCTTATCTTTTCAAAATTTGTTTCA 267

Ai01B11618 Araip.B01 11618 c (TA)15tgtaatattatt(TA)1572 44117286 44117357 AAAAACAATGCCAAAAAGCG CAAGATAAAGGCGAGGGTACA 210

Ai01B11620 Araip.B01 11620 p2 (AG)14 28 44120977 44121004 GAAGAGAGAGGGAGATCGCA ATTCTCCGGTGGTAGAGGCT 277

Ai01B11621 Araip.B01 11621 p2 (TA)14 28 44123883 44123910 CCAATTTTGTAAGAGGGATAGGA CCAGCTGTGCCACTCTGATA 236

Ai01B11627 Araip.B01 11627 p2 (CT)7 14 44169173 44169186 GGAACATTGAACCTGGAATGA TTTTGGGCCAGAAAACACAT 200

Ai01B11630 Araip.B01 11630 c (T)10aatttttagattcaagatcagtgagcggtacatgaggcaaccttttttt(A)1271 44191224 44191294 TTGTGCATCAACATCCTTTGA TTTGATTGCCTGCATAATCTTT 280

Ai01B11631 Araip.B01 11631 p5 (TTTAT)5 25 44191720 44191744 GCAGAAGAAGCCGGAAATAA TCATTCTCATTCCGTACCCC 276

Ai01B11632 Araip.B01 11632 p3 (GTT)5 15 44194093 44194107 AATGGGGCTGAGGTAAAGGT AGAACCAATGCACATGGGAC 212

Ai01B11636 Araip.B01 11636 p2 (TC)6 12 44212516 44212527 GAGGTAGGTGGGGATCCTGT TTCGAAAATAGAGGAGAGAAGAGAA 267

Ai01B11645 Araip.B01 11645 p2 (AG)6 12 44242374 44242385 TGCCAACAGACCAAGAAAAA GAGAGGATCCATTCCCTTCC 202

Ai01B11646 Araip.B01 11646 p5 (TTTTA)5 25 44249726 44249750 GGCTTTACTGCACATGCTGA TGCATCCCTATGACTGGACA 266

Ai01B11647 Araip.B01 11647 p3 (GAT)5 15 44250789 44250803 CCCTTCCTTATGGCATGTTC CTTGGATCACGTCCTTGACA 273

Ai01B11652 Araip.B01 11652 c (GA)7t(AG)6 27 44270688 44270714 GCTTTACATGACACATTTCTGTTG AAGAGTTCTCTCCTTCTCTCTCTCTTT 239

Ai01B11653 Araip.B01 11653 p3 (ATA)12 36 44275366 44275401 TGATCTTTGCATGTAGTACGCTT TCAAAATTCAAGAAGATCCACAAA 156

Ai01B11654 Araip.B01 11654 p2 (AT)14 28 44275651 44275678 CATACATAAATTTTGATTTTGAGCAT TTATCTCTCTGCTTTAATTCTTCTCA 184

Ai01B11655 Araip.B01 11655 p2 (AT)9 18 44275884 44275901 TTTTGAGAAGAATTAAAGCAGAGAGA TAACACGTGCCACTTGACAT 280

Ai01B11656 Araip.B01 11656 p2 (GA)13 26 44290893 44290918 TATGGAGTCATGAGCTTGCG GATGGAGGCATAACAGCGAT 173

Ai01B11657 Araip.B01 11657 p2 (TG)8 16 44293691 44293706 TGCACCTTTGGTTGTGTTGT TTGTTTCATTTGAAAAACCGAA 241

Ai01B11658 Araip.B01 11658 p3 (ATT)5 15 44297263 44297277 CAAGAATCGGAACAAGAGACTG CAACCTAGTGCAAGTGCTGC 173

Ai01B11661 Araip.B01 11661 p2 (TC)6 12 44301162 44301173 GACGACCTTCTCCAGCAGAG GCACGTCAGAAGCCAACATA 264

Ai01B11663 Araip.B01 11663 c (A)10gttaaccataattttaattttgatcctaaattttaaaaaacaaaaaagtaattatcatg(A)1887 44301791 44301877 AAACAAAGGGTATGTTTGCCA TCCACTCATTTCCACCAACA 240

Ai01B11665 Araip.B01 11665 p3 (ATA)6 18 44302924 44302941 TCAAGTTGCAGAATCGGTTG GCGCCATTCCTTGATAGAAA 233

Ai01B11667 Araip.B01 11667 p2 (TA)8 16 44312971 44312986 CATGTTGAGAACTCCCGGTT AAGTCAAGGTTGGCTGGAGA 279

Ai01B11672 Araip.B01 11672 c (GA)6attatttttcttttattttttctttttttatggtattattctttcttttttacttgctcaccaagaataatgatctcaaaattttaacatgat(A)12117 44339151 44339267 CAACGTTTCTTTCCCTCTTTC TCTCTTCTCACCCACGGATT 230

Ai01B11674 Araip.B01 11674 c (AT)13g(TA)7 41 44352696 44352736 CAAGTCTTCCAAACTAATTCAAAACA GAATCGAACATTTATTATTGTGAAAC 245
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Ai01B11676 Araip.B01 11676 p3 (TCT)6 18 44367036 44367053 CAATTCAATTCCCCTTCCAA TTCTTGAGCAGAGCTTGCAG 230

Ai01B11679 Araip.B01 11679 p2 (GT)7 14 44375711 44375724 CATTTTTGTAGGCCGCAGTT CAGCCAACAACGATAATCCA 267

Ai01B11680 Araip.B01 11680 p2 (AT)8 16 44377621 44377636 ACACATATCACGGCATCGAA CGTACGGATCCAGTTAGAAACA 262

Ai01B11684 Araip.B01 11684 p2 (CT)8 16 44379881 44379896 GCTGGTAAATCCGACGGTAA TAGAGTGACCAACACGACGC 185

Ai01B11686 Araip.B01 11686 p2 (AG)6 12 44394986 44394997 GAGGGACTGCATCCATTCAT AACCTGAGATTGAGAGCTACTCCT 149

Ai01B11688 Araip.B01 11688 c* (A)11(AG)6* 22 44400562 44400583 TGGGAATTTGGGAACCTACTC TGGGGTAATTTTGTCCCCTT 178

Ai01B11689 Araip.B01 11689 c (CT)7cccccattaacaaggttttc(T)1044 44403292 44403335 TCCTCCTCCCTTCTTCCTTC GCCACACAAATTTAGAACAATCC 261

Ai01B11690 Araip.B01 11690 p2 (CT)7 14 44414578 44414591 CCACACAGCTTCCCTGATTT AAAACCTTGTGAATGGGAGTG 148

Ai01B11694 Araip.B01 11694 c (CTT)28(CCT)8 108 44474383 44474490 GACCCTGCATGAACAGGATT AAAAACTGCTGAATGGTCCG 237

Ai01B11695 Araip.B01 11695 p3 (TAT)6 18 44481515 44481532 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 206

Ai01B11696 Araip.B01 11696 c (T)10gccattttttcttc(T)1034 44500786 44500819 TACTTGACACCTTCACGCCA GCAGTGAACACAAAAGCTTGC 255

Ai01B11698 Araip.B01 11698 p3 (AAG)5 15 44504202 44504216 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai01B11704 Araip.B01 11704 p2 (CT)7 14 44525706 44525719 TGCAGGGATGAGAAATCCTT GGTGAGGTAGGTGGGGTTTT 199

Ai01B11706 Araip.B01 11706 p3 (AAT)7 21 44548241 44548261 GTTCTTGTCCTTGCTCCTGC TCACATCTCTGCCATCCTCA 178

Ai01B11707 Araip.B01 11707 c (GA)6gttagttaggtagttttgaaaaagtt(A)1048 44548581 44548628 GGTGAGAAAGAAGGAATTTTCG CTTATCTTTTCAAAATTTGTTTCAACT 262

Ai01B11708 Araip.B01 11708 p2 (AT)6 12 44552319 44552330 GGTCGATGTGGAGAAACAGG GAGCGCAATGCTCATGTAAA 212

Ai01B11709 Araip.B01 11709 p2 (AT)9 18 44555512 44555529 GCGCAGAAGCTACGAAGAGT CTTTAACCGCAATACCGCTC 252

Ai01B11710 Araip.B01 11710 p2 (AT)9 18 44557251 44557268 CCCCTTTCAACTACAGGTGC ATTGAGCCTTCGCAAATACG 279

Ai01B11712 Araip.B01 11712 p2 (AT)6 12 44558179 44558190 AGGATTGTGGTTCCTCAAGTT AGATCACGGTTCTCACCCAC 239

Ai01B11713 Araip.B01 11713 p2 (AT)8 16 44567822 44567837 GAGGGAAAAAGCACATCCAA TGTGGTGATTTTGGAAGGAA 187

Ai01B11714 Araip.B01 11714 c (A)10gttcaaaaaggaatgaaagaatatagttttttatgcatacatggtacttg(AT)876 44567977 44568052 TTCCTTCCAAAATCACCACA GGCAAACAACCCTAAGATTTCA 190

Ai01B11717 Araip.B01 11717 p2 (AT)7 14 44569635 44569648 GGGACGTATCCTCGTGAAAA CAAATTCAACATAATCAACACACA 198

Ai01B11720 Araip.B01 11720 p2 (CT)6 12 44582365 44582376 TCTTGTGATTTCTTGTGAATCAA TTTTGAAAAAGGGGGAAGAT 278

Ai01B11721 Araip.B01 11721 p2 (TA)8 16 44589461 44589476 CCTCCGGTTTTCATTCCATA GAGGCTAAGGCTGACCAGAG 280

Ai01B11724 Araip.B01 11724 p2 (CT)6 12 44593886 44593897 CCTTTTTCCCTCATCAAATTC TTTTGAAAAAGGGGGAAGAT 258

Ai01B11725 Araip.B01 11725 p3 (TAT)6 18 44594225 44594242 TCACATCTCTGCCATCCTCA TTCTTGTCCTTGCTCCTGCT 177

Ai01B11726 Araip.B01 11726 p3 (TTC)5 15 44621738 44621752 TTTTGGTTGCCCTTTTTCAG TGCCATGCTTGTTCTGTTTC 261

Ai01B11727 Araip.B01 11727 p3 (TTC)8 24 44626997 44627020 GCCCTCCATTCTTCATCAAA TCTTCCCCTTCCCCTTTCTA 243

Ai01B11729 Araip.B01 11729 p4 (AAAT)5 20 44646306 44646325 GCCATGCCTGAACCATTATC CCAGCCAGGATTCAACAAAT 279

Ai01B11730 Araip.B01 11730 p2 (CT)6 12 44647682 44647693 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGTCCCTGTGTGAGTAGAAGA 256

Ai01B11731 Araip.B01 11731 p3 (TTC)5 15 44651182 44651196 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai01B11733 Araip.B01 11733 p2 (CA)6 12 44657883 44657894 CCTAAACCATACCTTGGCCG TGCCATGGCCAATTCTTAAT 238

Ai01B11736 Araip.B01 11736 p3 (TTC)5 15 44678290 44678304 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai01B11737 Araip.B01 11737 p3 (AGA)7 21 44686974 44686994 TTAGAATGTTGCTCGCCCTC ACCCACTTCTTCTCACCCCT 216
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Ai01B11738 Araip.B01 11738 p2 (AG)7 14 44689638 44689651 CCAAAGGGGTGAGAGTTCAT CGTGTGCATTATTATTGGTTATTG 279

Ai01B11741 Araip.B01 11741 p4 (TAAA)6 24 44705318 44705341 CGGATCAGCTTCAACAAGAA TTCGAATTCTCTCTCCCTCATC 264

Ai01B11743 Araip.B01 11743 p2 (TA)7 14 44713481 44713494 CGAAGATCCTTGTTTCTTGGG GGAAACCCAAAGGGTGAAAT 263

Ai01B11744 Araip.B01 11744 p3 (TCT)6 18 44726210 44726227 TGCATGAGCAGGATTAGCTG ACCCTTACCCTGGAAAATCG 219

Ai01B11746 Araip.B01 11746 p4 (TTAT)5 20 44730839 44730858 TTTCGAAAATCCCTTCCCTC GAAATTCGAACACCAAGAGGA 238

Ai01B11751 Araip.B01 11751 c (T)11aaaaaagtagtattattagt(TTA)752 44746075 44746126 GGATCCAAATCCAAGATGGC GAAGCCTAAAAAGCGTAGCC 280

Ai01B11757 Araip.B01 11757 c (T)12gttattcaagagaacttttattgataatattttagaattaaatatgcttaaacaggtgaaaaatga(T)1088 44768785 44768872 ATCCGCAAATCCGCATATC CAAATTCCATTTGGCTGTTTT 277

Ai01B11759 Araip.B01 11759 c (A)10taaattgtatgatgataaatactgaagttcttttaaggtaaattcacaactttttaaagagaaataagg(A)1190 44776634 44776723 GAGAAGCATAGGAACCAAACAT TTTTTCCTTTGTTTTTCTTCAAA 190

Ai01B11762 Araip.B01 11762 p3 (ACA)6 18 44793115 44793132 CCGCATATAACATCAACACCC TTCAAGATTTGAGTGTGTTTTCC 247

Ai01B11771 Araip.B01 11771 p3 (GAA)5 15 44816618 44816632 CGGTCTTAGGTGCCATCAAT CCACCCAAACCCACTCTAAA 263

Ai01B11772 Araip.B01 11772 p2 (AG)6 12 44817965 44817976 TTGGTGAGTGATGTGAGGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai01B11774 Araip.B01 11774 p2 (AT)9 18 44825506 44825523 CCACTGAGCCCAAAAATCAT CTTTGGCAACTTGTTGGGTT 229

Ai01B11775 Araip.B01 11775 p2 (AT)7 14 44832414 44832427 ATTATCACACACCACGCGAA CCAAATAAAGCTCCAACACCA 238

Ai01B11780 Araip.B01 11780 p2 (AT)6 12 44840561 44840572 GGCATCGACTGGCATAAGAG GGGACAGCGGTATTTGGTTA 270

Ai01B11782 Araip.B01 11782 c (AAG)5aaattgaaaaaagagagac(A)1145 44851108 44851152 TGGAAGCCCAACTAAATCCA GTCGGCACAAGCTTCTTTTT 233

Ai01B11783 Araip.B01 11783 p2 (AT)16 32 44852447 44852478 CAGTGACGGACCCAGAAAAT ATTTTATTCTCGATTTATTCATCCTT 240

Ai01B11788 Araip.B01 11788 p2 (TA)7 14 44862634 44862647 CTGCCGCCAGTGACTAGTTT TGACGGCACGAATAAAAACA 197

Ai01B11793 Araip.B01 11793 p6 (GGGAGT)5 30 44873278 44873307 AGGAGCAGCGACAGAGAGAC AAATGGCTACCAAGACCTGC 265

Ai01B11794 Araip.B01 11794 c (CAT)19(CTT)5t(TTC)14115 44880775 44880889 TGGACATTTGGTGAATTTGC TTGTCACAAATTTCGTTGCG 271

Ai01B11795 Araip.B01 11795 p3 (TTC)15 45 44884492 44884536 CACCGCCGGAGATATTTTAC ATCAAGGTCATCGGTGGAAG 124

Ai01B11797 Araip.B01 11797 p3 (AAG)5 15 44892713 44892727 TAAGGAAGAAGGGACAGGCA CACCACCCCCATTCATTATC 156

Ai01B11801 Araip.B01 11801 p3 (TTA)5 15 44913365 44913379 CACAAGAGAGGACGGGATGT GCAAGCTATGGCCATCTTGT 274

Ai01B11802 Araip.B01 11802 p5 (AAGAT)10 50 44917826 44917875 CAGAGGAACACGACCCAAAT GCTACCTGCAAGGGACTCTG 277

Ai01B11803 Araip.B01 11803 p5 (AAGAT)6 30 44954027 44954056 GAGACGACCGACCTCTTCAG CCTGGGTGCTCCAGTGTATT 266

Ai01B11805 Araip.B01 11805 p2 (AT)9 18 44963481 44963498 CCCATCTCAACTGTAAAAGTGC TGGAATTTCATGCAATGCTATC 233

Ai01B11807 Araip.B01 11807 p2 (CT)6 12 44989354 44989365 CAGGGAGGAGAAATCCATGA ATAGGTGAGGGGTTTTTGGG 132

Ai01B11808 Araip.B01 11808 p2 (AT)7 14 45000501 45000514 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 257

Ai01B11809 Araip.B01 11809 p2 (CT)6 12 45012581 45012592 TGGATTTGAGAAGGCATGAA AGGCTGGAGAATGAGGGAAT 162

Ai01B11810 Araip.B01 11810 p2 (TA)6 12 45013700 45013711 TTCAAGGTTGTCATGGGGTT CAAAAGTGGGAAAATTGGGA 162

Ai01B11813 Araip.B01 11813 p2 (AT)9 18 45031619 45031636 GGAACGCCCTCAAAGAGATT TTGCGTTGCACTTTGCTTAG 154

Ai01B11814 Araip.B01 11814 p4 (TACA)7 28 45039946 45039973 TGATCCTCCTCCCTGACAAC TCATCTACATTCAACACAAACCA 160

Ai01B11816 Araip.B01 11816 c (T)10ctatatttttttttcgcctaa(T)1041 45070107 45070147 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 214

Ai01B11817 Araip.B01 11817 p3 (AAT)7 21 45071459 45071479 GCTGCTATCTCCTCTGCCTG CTCCCCCTTTTCTTCCACTC 248

Ai01B11824 Araip.B01 11824 c (TAAA)5aagagat(GA)843 45091870 45091912 TCGAACACAGAGAGGGAGAGA TTTCGAAAACTCCTCACCACTT 255
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Ai01B11825 Araip.B01 11825 c (GTA)5gtggta(GTG)536 45101271 45101306 CAGAGCTTTATGCTTAACCCG AGGACGAGTTTGGAGCTTGA 279

Ai01B11826 Araip.B01 11826 p2 (AT)7 14 45101513 45101526 TCAAGCTCCAAACTCGTCCT CGTTTTTCTGATGCAGGTCA 261

Ai01B11827 Araip.B01 11827 p2 (TC)6 12 45106112 45106123 TGCTCTTCGTCTTCTTCCGT TTCCATGAATTTAGATGATATGTGC 113

Ai01B11831 Araip.B01 11831 c (T)15agtatgtttgataaatttttaattgtaaaaataaaagtactaaaaaaataaaaaaatattttttttgagaagttataatttacattttttttaaaaga(T)11124 45124406 45124529 TGTAGTTGGCGTCATTATTTTGTT TCTTTTTATCTATCAATTATGTTTGGG 252

Ai01B11834 Araip.B01 11834 p3 (TAA)10 30 45129476 45129505 ATTCGGGTAGACGTGGACAG CCAGACAGTTACAGCAGCCA 210

Ai01B11837 Araip.B01 11837 c (A)11gagaaagagagtgtttctactcctgcgaaggggaac(AGA)562 45136576 45136637 TTAAGTGCGATTTTGGTCCC GGCAGTAGAAGTGGAGGCAG 277

Ai01B11842 Araip.B01 11842 c (T)11cttctctctcacacgttcttcacaaaattttttatagaa(ATT)34152 45154899 45155050 GTTTTCCCCTCTCTCTCGCT AGCATGCAAGTCACTCGAAA 229

Ai01B11850 Araip.B01 11850 p3 (TTG)5 15 45210156 45210170 CATGACAGAGCACAATGACG GAAAGCCATGCTTGGGTAAA 244

Ai01B11852 Araip.B01 11852 p5 (AATCA)5 25 45215330 45215354 AGTTAACGTCATAACCGCCG TTTGAAGCATTGAAGTATTTGTTGA 268

Ai01B11853 Araip.B01 11853 p2 (AT)7 14 45215658 45215671 TCAAAACCGTTCAAAGCAAA GCCAGCTCTATCTTGTCGCT 236

Ai01B11855 Araip.B01 11855 p2 (AT)6 12 45221909 45221920 TTCAAAACCGTTCAAAGCAA TCTGGGTTTGGTATCTTCGG 147

Ai01B11857 Araip.B01 11857 p2 (GA)24 48 45223543 45223590 AAGAGGAGGGAGGAGACTGC CAGGCTAGAGATGACGGCTC 196

Ai01B11859 Araip.B01 11859 p2 (CT)8 16 45228764 45228779 TGTTTCAACTAACTTTTTGTTTGTTTC GGTTCCCTTTAGGTGAGTGGA 279

Ai01B11879 Araip.B01 11879 p2 (CT)6 12 45295111 45295122 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 230

Ai01B11881 Araip.B01 11881 p2 (AG)6 12 45316362 45316373 TAGAATGAGATGGGGGAGGG TTCCTATCTTTTCAAAATTTGTTTCA 278

Ai01B11884 Araip.B01 11884 p3 (ATC)10 30 45330054 45330083 CAAATATGTGCAATTCAACCA ATGGGATTCATGTGGAAGGA 271

Ai01B11885 Araip.B01 11885 c (T)10caaaattggtaggatacccc(T)1040 45354410 45354449 TCACATCATGCGCCACTTAC CGATGACGATGACAATGACC 263

Ai01B11886 Araip.B01 11886 p2 (GC)6 12 45357132 45357143 GGCACAGGTTAGGCACAAGT ACCCGAGACTCATGCTCACT 194

Ai01B11901 Araip.B01 11901 p2 (CT)21 42 45437411 45437452 TGGCCTTTCACTCTTTGTCC TTGAGATGGACGAGTGGTCA 218

Ai01B11905 Araip.B01 11905 p3 (ACA)5 15 45456050 45456064 CCCAGTGATGTTATCCAGCA TTATGATGGTGGACTCGTGG 136

Ai01B11907 Araip.B01 11907 p4 (AATT)5 20 45463447 45463466 GGAAGCACAGATTTCATCCC TGTCATTATTTTGAAAGGAGCG 135

Ai01B11908 Araip.B01 11908 p2 (TC)6 12 45468643 45468654 CTAGCAGTGGAGGTGGTGGT TCGTCGAGGGAGAAGAGGTA 222

Ai01B11909 Araip.B01 11909 p2 (TC)7 14 45468978 45468991 TGTGAGCAGAAGGAAGCTGA CCCCCTCCACTACTTGTTCA 218

Ai01B11911 Araip.B01 11911 p2 (TA)6 12 45471838 45471849 TCATTGCATGCATAAGCACA ATTTTTGCAACGTTTGGACC 230

Ai01B11913 Araip.B01 11913 p3 (ATC)5 15 45473907 45473921 TTTTTCGGCATAGCAAATGTT ACAGGGGCACGAGTCAAATA 278

Ai01B11916 Araip.B01 11916 c (TG)14(AG)22 72 45534899 45534970 TCAAGAAGCAACAATGGCAG TGGTTACCCCACGTCTAATCA 263

Ai01B11918 Araip.B01 11918 p4 (TTAT)5 20 45552238 45552257 TTTTCATTAGCTTAACATTGGGG TGCATCAACTAAGTGTGGGG 247

Ai01B11922 Araip.B01 11922 p2 (TA)6 12 45573887 45573898 TTGGGAATTTGGGTGCTTAC AATCCCACTTTTGCATCACA 202

Ai01B11924 Araip.B01 11924 p2 (TA)6 12 45588802 45588813 TTCATTGTACCCTCGCCTTT CTACCAAAGCTCACGCTTCC 279

Ai01B11925 Araip.B01 11925 p2 (TA)16 32 45596138 45596169 GGCGCAGAAGTTACGAAGAG ATACCGCGGCCAAAAATACT 254

Ai01B11926 Araip.B01 11926 p3 (TTA)28 84 45598437 45598520 TGGGGTAATTTTGTCCCCTT GAAAAATCAAAAATCCATGTGC 197

Ai01B11929 Araip.B01 11929 p2 (AG)6 12 45606475 45606486 TCAAAAAGCAACAATGGCAA CACGCATCCCTTAGGTGAAT 242

Ai01B11932 Araip.B01 11932 p2 (GC)6 12 45617326 45617337 AAGGAAGGAAAAACATCCGC TGAGAAATTTCACCCCAAGC 229

Ai01B11934 Araip.B01 11934 p3 (CAT)10 30 45629361 45629390 TCCGTGGTGTGTCATCAGTT TCAGTTGTGCCAGAGATTGC 280
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Ai01B11937 Araip.B01 11937 p3 (TCG)5 15 45633708 45633722 GCTTTTCTTCTGCCCTTTCC CGAGTTAAAAGGTCGGGGAT 234

Ai01B11938 Araip.B01 11938 p2 (TA)8 16 45648615 45648630 CCAGGCAATTAAGCTCAAAA TTTGGTTTGATTGAAAATAGGGA 268

Ai01B11940 Araip.B01 11940 c (T)10attttttcatttttaattattattttctatttacttatttattttcga(T)1169 45669030 45669098 TCTTTCTCTTGACTTTTTCTTTCCA CCCAAAGTTCTTCTGGGTTG 262

Ai01B11944 Araip.B01 11944 p2 (TA)7 14 45679969 45679982 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 223

Ai01B11946 Araip.B01 11946 p2 (AG)6 12 45681808 45681819 TTCATAAGCCAATTGGGAAAA TTTTGAAGCTGCTCAAGGGT 263

Ai01B11947 Araip.B01 11947 p2 (TA)6 12 45700425 45700436 TTAAGTGTGGGGAAGTTGGG TTGCCACATATTCATACATCCC 187

Ai01B11950 Araip.B01 11950 p3 (TTA)5 15 45707844 45707858 CCCAACACTCTCCCTTTCAC CGTTGCTCATCTCCAACTGA 275

Ai01B11951 Araip.B01 11951 p2 (GA)7 14 45713324 45713337 GAACAGCGATGAAACAAGCA CACAGGCTCGATCAACTTCA 275

Ai01B11953 Araip.B01 11953 p2 (TG)7 14 45716221 45716234 TTTATCTGGTGGCTCTTGGG TGATGAGTCACGAAAGGATGA 266

Ai01B11955 Araip.B01 11955 c (TA)11(GA)8 38 45717271 45717308 CTTTGTACGACTCCCCTCCC GGCACGTAACATAAGCAGCA 265

Ai01B11957 Araip.B01 11957 c (A)13ttatccatcacccaaagtcaacggattgatactttcatttcatcatcaattgcctcaaattacactttttctttcttaa(T)11103 45727317 45727419 TTTCCTTTCCAAATTTTATGCC TGAATCGATCGCAAATCTGA 271

Ai01B11959 Araip.B01 11959 p3 (TTC)5 15 45732481 45732495 AATGTGTCTGTTGTCACCCG GCGGTGGAACGTCTACAACT 259

Ai01B11961 Araip.B01 11961 p2 (CT)8 16 45735669 45735684 GTGACCAAGGAAGACCCAGA GCTTCAAGCCCTGACTGTTC 181

Ai01B11967 Araip.B01 11967 p3 (ATT)5 15 45749525 45749539 TTTAGAAGGTTGGGGCCATT AATCGGACCTCATGTTCAGG 162

Ai01B11976 Araip.B01 11976 c (T)10gaaaaaaaatgaaacattctttttttatatgcgttttctattttcaaaatgacattttggagattttgatttctctc(T)13100 45814438 45814537 GCTCTCCTCCTGCTATGTGC TCTTGCTTTCAATACTCCAAAATC 257

Ai01B11978 Araip.B01 11978 p2 (AG)6 12 45818118 45818129 CGGGCTAAAAATGCTTTGTC TGGAGCTTTGAAGGAGGAGA 168

Ai01B11979 Araip.B01 11979 p4 (TTTA)5 20 45820964 45820983 AGGTTAGGTTGGTGGAGGCT CGACCTGCATCTGAAAAACA 264

Ai01B11981 Araip.B01 11981 p2 (AT)6 12 45832410 45832421 GCACACCCAAACAATGTCAC ACGATGTAAGGGTGACCGAG 239

Ai01B11982 Araip.B01 11982 p3 (AAT)6 18 45841183 45841200 TGCTCCAATGGAAACCATGT AGCCTCAGGTTCCTTCTTCC 278

Ai01B11983 Araip.B01 11983 p3 (GAA)5 15 45845289 45845303 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai01B11984 Araip.B01 11984 p2 (AG)6 12 45847663 45847674 TCCTTTTTGCCCAGGTGTAG GAAAACCTCCCCCTCTCATC 179

Ai01B11985 Araip.B01 11985 p2 (AG)6 12 45847887 45847898 AGAGAGAGAGAGGGGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai01B11987 Araip.B01 11987 p3 (TTG)5 15 45854732 45854746 ACATGACAGAGCACAATGGC TCAAAACGAAGAAAACAACCAA 239

Ai01B11988 Araip.B01 11988 c (AG)8ctcag(GA)8 37 45855753 45855789 GGGAAACAAGAAAGGAAGGG AGCACACATAGTGGGCATGA 279

Ai01B11989 Araip.B01 11989 p2 (TA)9 18 45858879 45858896 CTTTGGGGAATTTTTGTCCC CTTGGGACATTGGTTGAGGT 218

Ai01B11992 Araip.B01 11992 p2 (AC)6 12 45876247 45876258 AACCCATTCAACACACCACA ATTCACAAGGGCACGAAAAC 237

Ai01B11993 Araip.B01 11993 c (T)10cgccta(T)10 26 45880916 45880941 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 184

Ai01B11995 Araip.B01 11995 p6 (ATTTTT)6 36 45882884 45882919 AGCCAGTCAGGCTTCAACAT GGGGATTGTTCGAGTATGGA 242

Ai01B11996 Araip.B01 11996 p3 (CTT)5 15 45885268 45885282 CGACGCGAGGTAAAGCTTAG ACACACCCATCGGAAGAAAG 143

Ai01B11997 Araip.B01 11997 p2 (AC)6 12 45890496 45890507 AAGTCGAAAACTGGGCGTTA CACCGCAGCTCAAGATATGA 248

Ai01B11999 Araip.B01 11999 p4 (ATAG)10 40 45899625 45899664 GTCGCCAATACCTCACCACT GCAACCTATGTGTTTGCACC 153

Ai01B12001 Araip.B01 12001 p3 (TTA)15 45 45902156 45902200 GGACGGATTGTCCATTGCTA AGTATCGTCCAAACCCATCG 235

Ai01B12006 Araip.B01 12006 p2 (TA)8 16 45915467 45915482 TCATCATATATCAGCGTGTTCAA GAAGCACCAACACTTACAGCC 246

Ai01B12007 Araip.B01 12007 p2 (TA)6 12 45919002 45919013 AGGGTCGAAGTGTCCCTTTT CGAACAAATCAATTTAGCCGA 267
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Ai01B12009 Araip.B01 12009 c (A)11gggcatcggcgcccaagcgcgcagt(GC)6cgatgtggtttcacaactcctagtactaaaactcgagagttgtgcccactttatgcctactttgtgccaggcgatccgcgcgtaagcacgcatg(GC)6154 45934270 45934423 TGAATTTTGGTTGCTTTGGA GGATGCGACAGGGACAATC 240

Ai01B12012 Araip.B01 12012 p4 (AAAT)5 20 45941753 45941772 TGTTGTTCGAACGTCTTCCA CAACAAAGAAAGGGCATCGT 267

Ai01B12013 Araip.B01 12013 p2 (AG)7 14 45946079 45946092 CGCTTATTGAAGGCGAACAT ATGTCATTTATGCGGCCAGT 260

Ai01B12014 Araip.B01 12014 c (A)10gaagaaaaaaatctctaccttaccatgggcctat(GA)2186 45952880 45952965 ATGCAAGTTCAGGGACCAAA CAGGACATTCTGTAACCGGA 249

Ai01B12017 Araip.B01 12017 c (T)10aattagggaagagatgtatttagcggagatgatgaaaatgatac(T)1165 45965833 45965897 TTTAATATGCTCCCACCAATG TCCACCAAATACATCTCTTCCC 120

Ai01B12019 Araip.B01 12019 c (T)10cttttctttttctcactt(TA)1252 45978469 45978520 GCCTTTTTGTCCCCTTTTTG TGTCCTTAATTTGAATCCTTGG 280

Ai01B12023 Araip.B01 12023 c (TC)6atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)991 46007532 46007622 TTTCGAAAATTACTAACCTTTTTCA CCACAGTATAGAGGTCCCTGTG 228

Ai01B12024 Araip.B01 12024 p3 (AGA)6 18 46058566 46058583 TTCGTCCTCGAGCAAAAGAT AGAAAGGGAGAAAAGCTGGC 232

Ai01B12025 Araip.B01 12025 p2 (CT)6 12 46073400 46073411 CATCCATTCATGAGGAGGCT ACATTGAACCTGGGATCGAG 148

Ai01B12029 Araip.B01 12029 c (AT)6acatatagccaagccttagatagtgataaagtgcctttacaattgagatgggagag(A)1078 46095661 46095738 TGCAACTACCTAAATGAATGATGC CAAAATCCAGTGAGGGTTCAA 259

Ai01B12042 Araip.B01 12042 c (A)15ttgtcatccaaaaagtaaaactcaaaaattttgtttggagaattaaataattttttattttatttaag(A)10tcctaaaaaacgcgtcatttagacggtttcattttcaaatccaatggtcaaatcaaacttatttttaaaccttaattttctatttctatttattatg(T)12202 46141258 46141459 GTCGGGAGTGTGACGAATTT GCCAACATTCCTTATTTGAACC 275

Ai01B12047 Araip.B01 12047 p2 (TA)6 12 46146778 46146789 AACTTTGCAGAACATAGCTGG CAAAATCTTGCTTGCACAAAA 123

Ai01B12053 Araip.B01 12053 p2 (AT)19 38 46173114 46173151 ATGGGTTTATCAACCTCCCC TGCTTTTTCTCCCATCTCTTG 272

Ai01B12054 Araip.B01 12054 p2 (AC)7 14 46180232 46180245 GGGCTAAGGTAAGGGTGAGG TGGGTAGCTAGGCATGATTTT 128

Ai01B12055 Araip.B01 12055 p2 (AT)13 26 46180420 46180445 TTCACCACATATGCATTGACC AGGTAGGCCAGGGCTAAAAA 233

Ai01B12056 Araip.B01 12056 p2 (CT)6 12 46188898 46188909 ATGCATGCAAGATGAGATGG CTAATACCCGATCCAAGCCC 268

Ai01B12057 Araip.B01 12057 p2 (CT)6 12 46191968 46191979 ATGCATGCAAGATGAGATGG CTAATACCCGATCCAAGCCC 268

Ai01B12060 Araip.B01 12060 p2 (GA)12 24 46199378 46199401 TAGCAGCGCTTTGAGAAGGT GTTTTCAAGGTGGTGGCTGT 252

Ai01B12064 Araip.B01 12064 p2 (TA)8 16 46217414 46217429 TGACATGTGGTACATTTTGGTTG GATCCATGTGCAACCCTACC 223

Ai01B12068 Araip.B01 12068 p2 (AG)11 22 46236479 46236500 AAACCACTAATGGGTTGGACC AACAGCTCGTCAATCGGAAT 205

Ai01B12069 Araip.B01 12069 p2 (TA)12 24 46239205 46239228 CAGACTAAACTCCGCAGGCT GTGAAGCGTTCACACACGAT 196

Ai01B12074 Araip.B01 12074 p2 (TC)7 14 46254783 46254796 CGTTGCCAATTCCATTTCTT GTAACAACGAAGCACGACGA 233

Ai01B12075 Araip.B01 12075 p2 (CT)6 12 46275953 46275964 CCACCTAACTACTTTTCTCCCTCA TGGAGAGGGTTCGAATTATGA 261

Ai01B12077 Araip.B01 12077 p3 (AAT)8 24 46317172 46317195 CGTAAAGCAGAGGTGGTGTG TTCGTTGACGTGAGCGTTAC 134

Ai01B12080 Araip.B01 12080 p2 (AT)18 36 46338109 46338144 TACCCCCTTGCTCATCTTTG CAAATCAATTGGAATGCCCT 276

Ai01B12081 Araip.B01 12081 p3 (TTA)7 21 46353283 46353303 TACTTTGGGGCATTTTGTCC GGACATGTTCATGCGAAAAA 118

Ai01B12084 Araip.B01 12084 p2 (GA)6 12 46375048 46375059 GGGTCTCGTAGAGCTCGTTG GCCCAACCCAATTAATGAAA 202

Ai01B12085 Araip.B01 12085 c* (AT)12(ATA)14* 64 46376304 46376367 CCCCAGGATCTACAGGAATG CATTCAAAGGCTCCTCGGTA 216

Ai01B12087 Araip.B01 12087 p2 (AT)13 26 46397563 46397588 TTTCAGGGTTGTAATGGGGA CTTACCTTTACCTTGGCCCC 216

Ai01B12089 Araip.B01 12089 c (A)10(T)10 20 46402520 46402539 TGAACCTTTCTTAATAGGCAAGTAAC TCGAAAATTTGGTTTGATTTAGTC 280

Ai01B12092 Araip.B01 12092 p2 (TA)6 12 46413987 46413998 GCAAGCTATACGGAAGCCAA GCATAATTGCGGAAATGGAT 228

Ai01B12093 Araip.B01 12093 p2 (AT)11 22 46447559 46447580 TTGTGGATGTCATTTGGGTT TGCTCGGTTGATTTAACAAAA 223

Ai01B12094 Araip.B01 12094 c (T)11ggatttaattgtgtgtgtcattaatttgatataaaattaattgattatccttttagg(AT)680 46447714 46447793 TTTTGTTAAATCAACCGAGCA TTTTGGATCAATTAATATTCGCA 143

Ai01B12095 Araip.B01 12095 p3 (TTC)5 15 46448520 46448534 GGATTGGATTGTGGGTCTTG GGACATCCCTGCAAGAAAGA 260
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Ai01B12096 Araip.B01 12096 p2 (AT)8 16 46449383 46449398 CGAGAGAGTGAGGGTACCGA CATGATGAATCACCCGACAG 110

Ai01B12099 Araip.B01 12099 p4 (TTAA)5 20 46461058 46461077 ACTTGTGGCATGACTCCTCC CATGAACCCATAAGAAAAACCC 226

Ai01B12101 Araip.B01 12101 p3 (TGA)6 18 46463954 46463971 TTCCCTGTCCCCTCTTTTCT ACCACCACTACCACCACCAT 245

Ai01B12106 Araip.B01 12106 p2 (TG)6 12 46499171 46499182 TAATTCCATCCCGTGACTCC GAGCCATGTGCCTTAGCTGT 279

Ai01B12110 Araip.B01 12110 p2 (GA)10 20 46504903 46504922 ACCGACACGGAGAAGAAGAA GAGTTCCAACCATTGCCTGT 200

Ai01B12112 Araip.B01 12112 c (TG)11cgtgc(GT)639 46509744 46509782 TCGTCCTCAAGAATTGCTACC TTTCGCCGACTTGTTTTACC 264

Ai01B12115 Araip.B01 12115 p3 (TAA)21 63 46525484 46525546 TGCACGTGCCTTTGGTATTA CTGGAATCGCTTCTCTTTGTG 160

Ai01B12117 Araip.B01 12117 p2 (AT)9 18 46528134 46528151 CCTCACCTCTGGAGATGTTTCT GGTAGCAAGAAAAGTTGCCG 210

Ai01B12119 Araip.B01 12119 p2 (GA)9 18 46533135 46533152 TTTGTCAGAGAAGCTGCTGG ATTGGTGTGGGATTGGTTGT 233

Ai01B12122 Araip.B01 12122 p3 (CTT)20 60 46539181 46539240 TTCCTCTTTCCTTACGCTTCTC GCAAAGAAAAAGGCGAAAAA 161

Ai01B12124 Araip.B01 12124 p3 (AAT)6 18 46543348 46543365 TCAAGAACAAGCCAACCACA TGCTTCATTGTTCTGATTGC 202

Ai01B12127 Araip.B01 12127 p4 (TTCT)5 20 46549814 46549833 AACCATTTGGCCCTTCTCTT GGTGAGAGGAGAGGTTGGGT 230

Ai01B12145 Araip.B01 12145 p2 (AC)6 12 46593938 46593949 TCAACTATTTATTCTTAATGGCCAAC CATGAGAGAAATTTGAATGACAACA 269

Ai01B12146 Araip.B01 12146 c (AG)8aa(AG)17 52 46599011 46599062 AGCGACAGGAGGAGCAGG CCCCCTTCAAATAGAAACCT 280

Ai01B12151 Araip.B01 12151 p3 (ACA)5 15 46623265 46623279 TGGAAAAATAGGTACTGGCGTT TCCATGAGGTGATCAAACGA 251

Ai01B12154 Araip.B01 12154 p2 (TC)6 12 46635359 46635370 TTAACACCAGAAAGGGGCAC GGTATTTGGGGAAGGGTGTT 254

Ai01B12155 Araip.B01 12155 p2 (AT)7 14 46643951 46643964 AAAGCTGAATCAAACGCACC GTCGTCGGGGATTAATTGTG 218

Ai01B12157 Araip.B01 12157 p2 (TA)6 12 46687426 46687437 GGCCTTCTTTTCACAGGTTG AGCGTCGATAGCCGTTAATC 157

Ai01B12159 Araip.B01 12159 c (T)11cgaaaacagatgagaaaatttttgaaagatttttgaaaaatttttgaaaagaaaac(A)1077 46697456 46697532 CAGGCTTCAACATGCTTCAT GGATTGTTCGAGCCTGGATA 263

Ai01B12160 Araip.B01 12160 c (T)12agctaaaaaaagga(T)1036 46711264 46711299 GAAATGGTGGGTGCGTAAGT TGCGCTGATTTGAAAGAAGA 249

Ai01B12161 Araip.B01 12161 c (TTC)5tttcaaatcagcgcaagtttttcttttttccttcttcttctcctcccct(TTC)682 46711438 46711519 TTTTTCTCGTTCTCCTCTTCC TTTTGAATTGAATGGACGCA 222

Ai01B12162 Araip.B01 12162 p5 (TCAAT)6 30 46711863 46711892 TTCAAAACAGCTGTGTCTACAATTT ACATTCACGCGCTTCTTCTT 246

Ai01B12166 Araip.B01 12166 p3 (AAT)5 15 46769024 46769038 GCTTGACAGTGGGCTCTCAT CTCCCCCTCTTTTCTTCCAC 140

Ai01B12169 Araip.B01 12169 c (A)10gaaaagttaaggttttgtgttttatttgtaggattagagtt(A)1263 46778913 46778975 TTCCCTCACTCGCTCAATCT TCCTACAAATAAAACACAAAACCTT 229

Ai01B12171 Araip.B01 12171 c (T)11aaaaagtatatacaacaaaatttctcttttcttttatc(A)1564 46788457 46788520 TTTTCAATTCATCCTTCTTCACTTT CTCACTCAATTCCTTGATGCTG 218

Ai01B12172 Araip.B01 12172 p2 (AT)20 40 46810666 46810705 GCAGGGGTTTTCTGATGAAG TCTGGCCAAATTCTTTCCAC 276

Ai01B12176 Araip.B01 12176 p2 (AT)21 42 46818567 46818608 ATCCCATTCCAACCAAATCA TGCACGGAGGAGTAAAAACA 234

Ai01B12178 Araip.B01 12178 p2 (TA)14 28 46828777 46828804 AACCACACAATAAGGCTCAAAAA CCTTTTCCATCCAATCACAC 232

Ai01B12180 Araip.B01 12180 c* (AT)11(T)14* 35 46835239 46835273 TTCACATGCTCATGCATTTTC GGGGACAAAATACCCCAAAG 250

Ai01B12181 Araip.B01 12181 c* (AT)11(T)12* 33 46835403 46835435 TTGGGGTATTTTGTCCCCTT TGGGATAAAAGGGTGCTTTG 243

Ai01B12187 Araip.B01 12187 p2 (AT)10 20 46888190 46888209 TGAAGCAAGAAAAAGCAGCA ATGAGCCGCTTAGGACAAGA 250

Ai01B12189 Araip.B01 12189 c (TA)8(T)10 26 46948380 46948405 TTCACCACTTACTTTGGGGC TGGGACATGTTCATGCATTC 158

Ai01B12193 Araip.B01 12193 p3 (CTT)5 15 46991230 46991244 CTCCACGGTTGAAACCAAAT GGGCTAGGAATCCTTCTTGG 195

Ai01B12194 Araip.B01 12194 p2 (TG)6 12 46995996 46996007 TGGACAGCGAAGACTCCTTT AGAAAGCATTGGCTACGGAA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B12198 Araip.B01 12198 p3 (GAA)5 15 47024969 47024983 CCCCAAAATTTCCAAAACAA ATCGGTCATGACGTGTCAAA 215

Ai01B12199 Araip.B01 12199 p2 (AT)7 14 47045689 47045702 TGCCAAAATGCAGATAACGA CGTTATCTCTCGGGGCTTTA 234

Ai01B12200 Araip.B01 12200 p2 (AT)11 22 47047454 47047475 TGCCAAAATGCAGATAACGA CGTTATCTCTCGGGGCTTTA 242

Ai01B12201 Araip.B01 12201 c (T)10ctaattttcgaaaatatagtcaatttttcatttattttattttattttatttcattttaatttcggttttc(A)1192 47050833 47050924 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 204

Ai01B12203 Araip.B01 12203 p2 (AT)6 12 47086786 47086797 GCCTTCACGCTCCAGTTATC TTTGGTGGAAAATTGAGGCT 221

Ai01B12204 Araip.B01 12204 p2 (AT)7 14 47091226 47091239 TTGAAAAGCGCAACACTCAC AAAAACAATGCCAAAAAGCG 244

Ai01B12205 Araip.B01 12205 p2 (TC)7 14 47148272 47148285 ATGGAAACACCATGCCAAAT TTGACTTTTTCCAATCCTATCTCC 242

Ai01B12206 Araip.B01 12206 p2 (AG)6 12 47150456 47150467 AATGCCAACCACCACAGATT CAGCTTTGTCCAGCTCACTG 257

Ai01B12207 Araip.B01 12207 p2 (AG)6 12 47159987 47159998 CTATGGCACCATGTGCTCTG CACTGCTCAGTCTCACCCCT 215

Ai01B12209 Araip.B01 12209 c (TAA)7tatgtcactata(TG)645 47162290 47162334 TCTTTTAGGACTATTTTGCATTTTGA GCATAGGACGGTAACGGAGA 248

Ai01B12210 Araip.B01 12210 c (ATA)12c(TAA)9 64 47162517 47162580 TCTCCGTTACCGTCCTATGC TTTATCGTCCCTGGCATTTC 258

Ai01B12211 Araip.B01 12211 p2 (TC)7 14 47162949 47162962 CATGTGCATGTGCATTTTTG TGTTGGACACCATTAGAAAAGAGA 278

Ai01B12213 Araip.B01 12213 c (CA)16(TA)6 44 47172867 47172910 GGTGATTTAGTGAGAGTTCTGCG TCCTCACCTTCCACCATCTC 217

Ai01B12214 Araip.B01 12214 p3 (TGA)8 24 47188742 47188765 TTCTGAAATTTGCTGAAAATGG CAAAACCAAGGTCCAAATGC 212

Ai01B12215 Araip.B01 12215 p2 (AG)10 20 47204897 47204916 TGCCTGAACAGTGCATATTTTT TGGCTTTTTCTGCTTGCTTT 227

Ai01B12222 Araip.B01 12222 p3 (GAA)5 15 47245489 47245503 CGGTCTTAGGTGCCATCAAT GAATCCACCTCTCCCTCCTC 152

Ai01B12223 Araip.B01 12223 p2 (GA)6 12 47248955 47248966 ACAGATGGAAGAGGGGGTTC CGAAAATATCTCCCTCTTTTTCAA 225

Ai01B12224 Araip.B01 12224 p2 (AG)6 12 47249102 47249113 ACAGATGGAAGAGGGGGTTC TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai01B12225 Araip.B01 12225 c (T)10cgccta(T)10 26 47253044 47253069 TGCTCTTGCCTCTTGGTTTT AGGGAGGAGCAACAAAGACA 197

Ai01B12226 Araip.B01 12226 p3 (GAA)5 15 47254325 47254339 TATCTCCCATGACTCGGAGG ACACAACCCCTTCTCCCTTT 210

Ai01B12231 Araip.B01 12231 p3 (ATG)5 15 47277365 47277379 CCATTTATTGAATTGAGGCG TTTGTGCAGCTTCCTCTGAA 271

Ai01B12234 Araip.B01 12234 c (TTA)5ttg(TTA)6 36 47285155 47285190 ATTCACTTGTCAAACCCGCT TCCCTAATTGCAGCCTTGTC 277

Ai01B12236 Araip.B01 12236 p3 (TGT)5 15 47293584 47293598 TGCCATTGTTGCTACCTTCA CAACACAACAGAAAATGCAGC 225

Ai01B12237 Araip.B01 12237 p2 (GA)6 12 47295933 47295944 AATAATTTGGTGACGGCGTG TTGTCCCTAAAAGGCCAAAA 140

Ai01B12238 Araip.B01 12238 p2 (CT)6 12 47298388 47298399 TTCATCGCCTCTCCAAATCT GGCACTCGAGGAAGTTCTCA 138

Ai01B12240 Araip.B01 12240 c (A)11tagttgat(A)1029 47300726 47300754 TGGATAGTAATTCAGACTGTTTTGGA TTTGATGACCAAGTAAAAAGATGC 259

Ai01B12244 Araip.B01 12244 p3 (AGA)5 15 47313051 47313065 TGGAAGCTTTTGTCTTCCGT TCACATCCCTCCATCTCCTC 187

Ai01B12248 Araip.B01 12248 p3 (AGA)5 15 47362867 47362881 GGTGAGTGGCCAGAGACAAT CATCTGCGCGAATCAGTTTA 158

Ai01B12249 Araip.B01 12249 p2 (GC)6 12 47362992 47363003 AGACAATGGTGGTGGGTTGT TTATGCCACTTTTGTGCCTG 259

Ai01B12250 Araip.B01 12250 p2 (GC)6 12 47363313 47363324 CGCGTGCTTGTGGTATTCTA GAATTTCCATTTTCAGGCCA 280

Ai01B12251 Araip.B01 12251 p2 (GC)6 12 47363468 47363479 GTTTTTGGCCTGAAAATGGA AAAGTGCTTGGTGGGAGGTA 280

Ai01B12252 Araip.B01 12252 p2 (GA)6 12 47385794 47385805 CCTTTCACACACACACCCAG CGTCCTCTCTCTCCATCTCG 212

Ai01B12253 Araip.B01 12253 p2 (AT)11 22 47389249 47389270 GAATACTCATTTATGATCATCCCA GCCTTAGGTCCCTCATTGTTT 263

Ai01B12258 Araip.B01 12258 p2 (AT)11 22 47404317 47404338 TGCAGCAAGTCCAACAAGTC TACTTTGGGGCCTTTTTGTC 205
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Ai01B12259 Araip.B01 12259 p3 (GAA)5 15 47413832 47413846 GCTTTTGTCTTCCCTTTCCC CCACTCTTCCCCAAAAACCT 279

Ai01B12262 Araip.B01 12262 p2 (CT)7 14 47430077 47430090 GGGAATATTGAACCTGAGATGG TGGGGGCTATTTCTATGCTG 248

Ai01B12263 Araip.B01 12263 p4 (AAGA)5 20 47432898 47432917 TGAAGAGGGATGAGAGGTGAA AGGAACAAGATCACCCATGC 257

Ai01B12265 Araip.B01 12265 p3 (AGA)7 21 47486192 47486212 GAGGAATCATAAATGCAACAACA GTGGCCAGCGAATTCTAAAG 269

Ai01B12267 Araip.B01 12267 p3 (TTC)5 15 47492985 47492999 CGCCACCCACTTTTCTTATC AAACAAGTCATGAAGCACCAGA 258

Ai01B12269 Araip.B01 12269 p3 (TCT)5 15 47507258 47507272 GCTTCTTACATCCGGCACAT GCAAAGCAGAGAGGAACCAC 108

Ai01B12270 Araip.B01 12270 p3 (AAC)5 15 47515644 47515658 GAACCACACCCACCTTTCAT TGCATTGACATTAGGGGTGA 254

Ai01B12276 Araip.B01 12276 c (A)10c(A)10 21 47565662 47565682 CCTTTCAACTCAGTAGCTCCCA TTGCATTGTTTCTGTGGCTT 253

Ai01B12283 Araip.B01 12283 p2 (CT)6 12 47600608 47600619 TCCTTTCAAAATTTGTTTCAACT AGCCTTGTTGAGGCTTTTGA 245

Ai01B12284 Araip.B01 12284 p3 (TCT)6 18 47602431 47602448 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai01B12287 Araip.B01 12287 p2 (CT)6 12 47668949 47668960 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGATGA 275

Ai01B12288 Araip.B01 12288 p3 (TTC)6 18 47672251 47672268 CAGCCTCCTCTTTCTGTCCA TATCTCAAGCCGTTTGTCCG 187

Ai01B12290 Araip.B01 12290 c (A)12caaaag(A)10 28 47687771 47687798 TTGTGAAGACTTGCATGGGA GGTGTTGAAGCACCCCTTAG 280

Ai01B12294 Araip.B01 12294 p2 (CT)7 14 47707739 47707752 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAAGGACATGAGGGAGAAGG 230

Ai01B12296 Araip.B01 12296 p5 (TTTTA)5 25 47723542 47723566 GGGAATTGTTCGAGTTTGGA TGATAAGTGGAAGCCTCGGT 256

Ai01B12298 Araip.B01 12298 c (TC)9atctctttg(TATT)547 47725170 47725216 CCACTTTTCTCTCTCCAATTTTC AGAGAGGGAGAGAGGGTTCG 268

Ai01B12300 Araip.B01 12300 p2 (AG)6 12 47749923 47749934 GTTCTTGTCCTTGCTCCTGC AATCCACTTCCCCCTCTCAT 227

Ai01B12302 Araip.B01 12302 p2 (AC)7 14 47754794 47754807 AGCATGTACCCAATTCCCAA ATTGTTTGCCAATTTGAGCC 222

Ai01B12304 Araip.B01 12304 p4 (TTAT)5 20 47756097 47756116 GCAAATGCAATAAAAGAAAATGG CGTGGATTTGCACCTTGTTT 181

Ai01B12307 Araip.B01 12307 p2 (TC)7 14 47758318 47758331 CTTAGCAGTGGCGGAGGTAG TTGTGCCGCTATTGTCAGAG 136

Ai01B12308 Araip.B01 12308 p2 (CT)6 12 47758442 47758453 ATGGGTCGATCTTCCTGGTT AAGAAACAGTGAGCAAGCGG 249

Ai01B12309 Araip.B01 12309 p2 (AG)7 14 47772518 47772531 GCGTGTTATGGGGAAGAGAA CAACATGGTGCAGGAATGAG 164

Ai01B12310 Araip.B01 12310 p2 (AG)7 14 47776311 47776324 GAATGAGATGGGGGAGGAAT CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai01B12312 Araip.B01 12312 c (T)10gga(T)10 23 47777296 47777318 ATGCACATGCAAATGACACC AGACCACTGATGAGCGGATAA 246

Ai01B12318 Araip.B01 12318 c (T)10cgaaaacataagagagatttttgaaaatatttttgaaaga(T)1161 47813611 47813671 GCTTTACAGCCAGCCAGACT TCGAGTTTGGACAACTGACG 223

Ai01B12319 Araip.B01 12319 p3 (TAT)7 21 47821675 47821695 TTGGAAGGTCATATCTCCCATT CTTACCGTGCGATTTGGATT 223

Ai01B12321 Araip.B01 12321 p3 (TTG)5 15 47861210 47861224 TGGCGTCATTTGATTCATGT ACTTAGAAGCTCTTGGGGGC 213

Ai01B12323 Araip.B01 12323 p2 (AG)6 12 47877362 47877373 TGCCTTTTTCTCTGTCCCTG TCGAAATTTCCCCTCTCTCA 226

Ai01B12324 Araip.B01 12324 p2 (AG)6 12 47877600 47877611 AGAGGGTTCGGATTTTTGGT TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai01B12327 Araip.B01 12327 c (T)11gaaaacatttttattttttta(T)10gaaaactgatgagaaa(T)1472 47879028 47879099 GTTTGGAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 271

Ai01B12328 Araip.B01 12328 p2 (CT)7 14 47891174 47891187 CCTCACTCACCAAAAATCCG TGAAAAAGAGGGCCAGAAAA 146

Ai01B12331 Araip.B01 12331 p3 (CTT)5 15 47897293 47897307 TTTCAAACGTCTTGGAAGGG AACCCCAATGGACAAGACAG 155

Ai01B12332 Araip.B01 12332 p3 (TTC)5 15 47902179 47902193 CTTGGCCGAAACACATCTCT CGGTCTTAGGTGCCATCAAT 158

Ai01B12333 Araip.B01 12333 c (A)10caaaaaaaaac(A)1031 47923571 47923601 TTTCGTGCATCTGCATTTGT ACGCTCCTGCATGACTCTCT 180
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Ai01B12334 Araip.B01 12334 p2 (TC)8 16 47924235 47924250 CGTCAATCAGTTTCAACGCA GGGGGAAGGAGAAAAAGAAA 240

Ai01B12337 Araip.B01 12337 p2 (AT)7 14 47933501 47933514 GTGGAGAAATTGGGTTTGGA TTCACCATTTATTTTGGGGC 251

Ai01B12338 Araip.B01 12338 p3 (CAT)7 21 47939755 47939775 TCAAATACCGGGGATCAGAA TTGTGGAAAAGGGTTATGCC 197

Ai01B12340 Araip.B01 12340 p3 (ATA)14 42 47943450 47943491 TGACATTCAAAAGCGTACCG TCTGCATGTGAGCATGTCTTC 236

Ai01B12341 Araip.B01 12341 p3 (ATA)11 33 47944510 47944542 TAGACACTCAAATCGGCACG GGCAGCTTAAAATCCTGTGC 277

Ai01B12342 Araip.B01 12342 p2 (GA)21 42 47945275 47945316 AATGATGATGGGCACGATTT ATTCCCATCATAGCACCCAG 279

Ai01B12343 Araip.B01 12343 p3 (TGA)6 18 47945435 47945452 AATTGCCTCACTTCTGGGTG CCGGATAAAAGGTAAAGGCA 182

Ai01B12346 Araip.B01 12346 p2 (TG)6 12 47947658 47947669 GCATTTCCTTCACTCGCATT TATCACTCCCCAAAGCCAAC 219

Ai01B12348 Araip.B01 12348 p2 (AG)6 12 47955135 47955146 CGATTTCTGGGTCCTTTTCA GAAACATTGAACCTGGACTAAAGA 229

Ai01B12351 Araip.B01 12351 p2 (TA)26 52 47963307 47963358 ATTTAAGTGTGGGGAGGTCG TCACAACTAATAAGCTAAAAGTGCAAA 280

Ai01B12352 Araip.B01 12352 p2 (TA)6 12 47963528 47963539 TTTAGTTTACCCTTTTAGCATACGA CACGGGTTGTGTGTTCTTTG 275

Ai01B12353 Araip.B01 12353 p2 (AG)6 12 47965546 47965557 AGTGATTTCTGGGCCCTTTT GTTGGGAACATTGAACCTGG 232

Ai01B12355 Araip.B01 12355 c (T)10ctttctatttttttttcgcc(T)1040 47991144 47991183 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 204

Ai01B12356 Araip.B01 12356 p3 (AGA)6 18 47992080 47992097 TTTTGCTAAAAATCGATCGTG CCGTCCGAAGAAGACAGAAT 250

Ai01B12358 Araip.B01 12358 p3 (AAT)6 18 47994471 47994488 TTCTTGTCCTTGCTCCTGCT TCTTCCTCACCAAAAATCCG 174

Ai01B12359 Araip.B01 12359 p2 (AG)6 12 47994796 47994807 GTTCGGATTTTTGGTGAGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai01B12362 Araip.B01 12362 p3 (AGA)6 18 47998607 47998624 CGGTCTTAGGTGCCATCAAT ACCCACCTCACCCTCTCTCT 215

Ai01B12363 Araip.B01 12363 p2 (CT)6 12 48007199 48007210 CGAAAATTCATGCATTCATAGTG GAAATTTTGAAAGGAGGGAAGA 245

Ai01B12364 Araip.B01 12364 p3 (TTC)5 15 48009160 48009174 AACACAACCCTCTCTCCCCT CGGTCTTAGGTGCCATCAAT 181

Ai01B12366 Araip.B01 12366 p2 (CT)21 42 48024162 48024203 TACCTCACCCTCACTCCCAC AAAATGTCTCTGGTCCGGTG 159

Ai01B12367 Araip.B01 12367 p3 (TTC)5 15 48030871 48030885 GTGGCCAGCGATTTTAGAAG GCAACAACAAAGAATTGAGAGG 264

Ai01B12369 Araip.B01 12369 p2 (TA)10 20 48052658 48052677 CTCCTTGAAACACAGAGCACA TAAGGGGCGCCTCTAATTTT 250

Ai01B12370 Araip.B01 12370 p3 (AAC)6 18 48057170 48057187 GGACCATTAGAAGACGCCAA TCAGGAGCATTGGGAATAGC 145

Ai01B12371 Araip.B01 12371 c (A)14ttcttacttaaattctgttactacaatttccatatattaaagttaacgtttgc(A)1380 48061688 48061767 TGCACGTTCCAGGATTGTTA TGGAATCCAAAGAAAACTTGG 219

Ai01B12372 Araip.B01 12372 p2 (AG)7 14 48074366 48074379 CAAAGGAACATAAAACTTGGGA AAATCCAAGTCCAGAAGGCA 198

Ai01B12374 Araip.B01 12374 p2 (AG)6 12 48087225 48087236 ACCCTCTATTGTAGCACCCG TGATTAGGATTGAGGGGCTG 220

Ai01B12375 Araip.B01 12375 p3 (GAA)5 15 48095372 48095386 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai01B12376 Araip.B01 12376 p2 (AG)6 12 48110326 48110337 TTCTTGTCCTTGCTCCTGCT TTGAAAACTTCCCCCTCTCA 239

Ai01B12379 Araip.B01 12379 c (A)11gaaaataatagcg(A)1034 48140111 48140144 TGAAGCAAGAAAAAGCAGTGAA TTTAGCCGCTTAGGTCAGGA 244

Ai01B12382 Araip.B01 12382 c (TTCTT)6atc(AT)1053 48159057 48159109 CCTTTGACAAATTCAAAACCAAA TATTGGGTTTGTCCCTCTCC 241

Ai01B12385 Araip.B01 12385 p2 (CG)6 12 48160791 48160802 CCGAGCCCAAGTAGATTCAA TTGATGGTGGCTAGGGTTTC 210

Ai01B12386 Araip.B01 12386 c (TA)14(T)10 38 48163588 48163625 ACTTTGGGGCATTTTATCCC TGGATTTGGAAACGTTTGGT 250

Ai01B12387 Araip.B01 12387 c (CA)16g(AC)15 63 48174902 48174964 TTCGGTTCAAAAACAAACCC TGCTGTGGCTCTATGATTCG 170

Ai01B12390 Araip.B01 12390 p2 (CT)6 12 48190930 48190941 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 266
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Ai01B12391 Araip.B01 12391 p2 (CT)7 14 48191080 48191093 TCGAAAATCACTAACCCCTTTT GTTCTTGTCCTTGCTCCTGC 268

Ai01B12392 Araip.B01 12392 p3 (TAT)5 15 48191243 48191257 CGAACCCCCTCTCTCTCTTT GTTCTTGTCCTTGCTCCTGC 152

Ai01B12394 Araip.B01 12394 p3 (TCA)5 15 48214130 48214144 TTGCAGAAAAGAAACCATGC GGGGAACAAGCAACTTTCAA 251

Ai01B12395 Araip.B01 12395 p2 (CA)28 56 48218650 48218705 CAACAAACCAAGTTCAACCCT CCGGTTTTTGAAGTTAGCCA 237

Ai01B12398 Araip.B01 12398 p2 (TC)6 12 48291029 48291040 CAGCCCTCTATCGCACTTTC CATCGATTGAGGGAGAGGAA 248

Ai01B12400 Araip.B01 12400 p2 (AG)8 16 48314989 48315004 GGTTCGGATTTTTGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 274

Ai01B12403 Araip.B01 12403 p4 (TTAT)6 24 48352654 48352677 GTGCACGGAGGATGAAAAAT CATGGCCCATTTTCCTTTTA 177

Ai01B12408 Araip.B01 12408 p2 (AT)17 34 48362806 48362839 ACAAACAAACCCACCCGTAA GCCGGAGATTGACTGTGATT 278

Ai01B12411 Araip.B01 12411 p3 (CTC)5 15 48391861 48391875 TGGTTCAAACCTCACGTCAA TAATTGGGAATTGGAACCCA 241

Ai01B12416 Araip.B01 12416 c (GAT)5(TAT)17 66 48427338 48427403 TCCAAGTTATATGGGATGGTGA GAGTGGGAAGGAATGAAGTAAGAA 278

Ai01B12424 Araip.B01 12424 c (TA)7(T)10 24 48507692 48507715 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 231

Ai01B12425 Araip.B01 12425 p2 (GC)6 12 48509035 48509046 TTGTACCGGAGTGCGATATG TGCATTCATGCTTTGGTTAGA 260

Ai01B12429 Araip.B01 12429 p2 (TA)8 16 48589283 48589298 TTTGGAGAATTTTTGTCCCC TGGATATGGGAAACTTGGGA 251

Ai01B12431 Araip.B01 12431 p2 (GC)6 12 48590929 48590940 GATCGCCTGGCACAAAGTAG CAAATTTTGTTTGTTTTGTCTTTGA 249

Ai01B12432 Araip.B01 12432 p2 (GC)6 12 48596360 48596371 AAACACCTGCCAAGAATGTG AATGGGCATAAATCTCGGGT 144

Ai01B12433 Araip.B01 12433 p3 (CAC)5 15 48598702 48598716 TCCTATGAACAACCCAAGCC CGGGACCAAAACCTTCACTA 278

Ai01B12440 Araip.B01 12440 p3 (TTA)6 18 48675063 48675080 GTTGGATTTGGAACCCTCAA ACCCTATGCTAGTGGGGCAT 231

Ai01B12442 Araip.B01 12442 p4 (TTTA)16 64 48678221 48678284 CCTTTATTGTAAAAAGGGAAGGAA GCAATAGCAGTCAGCAACCA 218

Ai01B12445 Araip.B01 12445 p2 (AG)8 16 48681031 48681046 CATAGCCCCATACTGCCAAT CTTTGGCTTTTGATGGGAAC 216

Ai01B12446 Araip.B01 12446 p3 (TAT)5 15 48683529 48683543 ATTTCTTGAACAACCGCCAC TGCTTTTCGAAGGGGAAGTA 102

Ai01B12449 Araip.B01 12449 p4 (TAAA)6 24 48691335 48691358 AAAAATCCAAAACCCAGCAC TGAATTAATGCATACATAAAACGAAA 224

Ai01B12456 Araip.B01 12456 p3 (TGG)5 15 48717264 48717278 GAGGTAGAGCCCAATGTGGA CCGTGGGGTTGAGTACAAAG 154

Ai01B12457 Araip.B01 12457 p2 (TA)6 12 48718319 48718330 AAAAATTCACATTCGGCTCG TCGAATTAGGCCAACTAGCA 218

Ai01B12459 Araip.B01 12459 p3 (TGT)5 15 48719741 48719755 CACATGGTGTCAGAAGTGGG GCCGATGCCGTAGAGTAATG 232

Ai01B12460 Araip.B01 12460 p3 (GAT)5 15 48721713 48721727 AGTGAGACTGGACCATTGGG GTCCAGAGCTGAGAAGTGGG 261

Ai01B12461 Araip.B01 12461 p2 (CT)6 12 48725371 48725382 AGAACTGGGGTTTCAGGGTT AAATGGTTGATCCTGGTTGG 198

Ai01B12465 Araip.B01 12465 p2 (TA)8 16 48738962 48738977 GCCGAAACATCGTAGGTAGC TCGGGAACACTCACGTATCA 156

Ai01B12466 Araip.B01 12466 p2 (AT)58 116 48740932 48741047 CACTCCCACACAATAATTCATTTC TCACAAAAATTTCACCAATTTCA 265

Ai01B12469 Araip.B01 12469 p2 (CT)7 14 48766622 48766635 TCCTACCTCTCTCACGCGAT GAAAAGGGTTGGTGTTGCTG 250

Ai01B12475 Araip.B01 12475 p2 (AT)6 12 48789822 48789833 TTGGGTATTTATGATGGGACC ATGCGATTCGAAAAATTCCA 208

Ai01B12476 Araip.B01 12476 p3 (TCT)5 15 48794039 48794053 ACCCTTCACCACTCACATCC CTTGGAGGTGGAAGCTTTTG 265

Ai01B12478 Araip.B01 12478 p3 (GTG)7 21 48802239 48802259 CAAGAAATTCAAGCTTCGCC TTACTCCCACCCGTCTCAAC 192

Ai01B12483 Araip.B01 12483 p2 (CT)6 12 48820415 48820426 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAGAGAGAGATGGGGGAGG 245

Ai01B12484 Araip.B01 12484 c (CT)9cctttttttccttttctctctttctctctccccttcccttatttctctctcctcttctctctctttcttcgccctc(CT)7108 48822652 48822759 GAACCTTAACCCCCTCCCTT GGGGAAGAGAGAGAAGAGGG 275
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Ai01B12485 Araip.B01 12485 c (AG)6aaagaggaagagagaagggagaaagagagagagaagagagaa(AG)666 48822913 48822978 CCCTCTTCTCTCTCTTCCCC CTCGCCCTCCTCTCTCTCTT 233

Ai01B12486 Araip.B01 12486 p2 (AG)6 12 48823122 48823133 AAGAGAGAGAGGAGGGCGAG TGAAAACCAGTTTATTCAAAACCA 209

Ai01B12495 Araip.B01 12495 c (A)10g(A)10 21 48844097 48844117 CTTTTCTTGGTTGGGGACAA AAGCCTCCAAAGTGTGCTTC 280

Ai01B12496 Araip.B01 12496 p2 (TA)7 14 48852127 48852140 CCCATGATTCCCACTTTTTC TGGGAATTGGGTACATGCTT 242

Ai01B12497 Araip.B01 12497 p2 (GC)6 12 48853952 48853963 CATACGCGTGGATGTGAAGT AGGGGAGTGCCCTATTTTTG 202

Ai01B12498 Araip.B01 12498 p2 (AG)6 12 48859093 48859104 TGCATCCATTCATAAAACACAA CATGGAAAGGTTCATAAGCCA 258

Ai01B12499 Araip.B01 12499 p2 (TA)6 12 48867895 48867906 TGGCATATGAGAAATTGATTTGA TCAAAAACTCACGGGTTGTG 268

Ai01B12500 Araip.B01 12500 p4 (AAAT)5 20 48868542 48868561 GGGAACTTGGGTTGATGAAA TGCCTAGCTACCCATAATCTCA 267

Ai01B12501 Araip.B01 12501 p2 (GT)10 20 48868705 48868724 TGGGTAGCTAGGCATGATTTT TTTCAAGGTTGTAATGGGGC 149

Ai01B12502 Araip.B01 12502 p2 (TA)42 84 48869217 48869300 TGATTTAGCCCTTGATTGTGC GCAAGCTACCTACATGCATCA 266

Ai01B12507 Araip.B01 12507 p2 (AT)7 14 48910046 48910059 GGGGATTTTGTCCCCTTTTA TTGGGAATTGGGTACATGCT 210

Ai01B12508 Araip.B01 12508 p4 (TATG)13 52 48910744 48910795 ACTCAAATCAATTGGGGTGC CAAGCTTGTGAGTTTTGAGCC 184

Ai01B12509 Araip.B01 12509 p2 (TA)8 16 48910996 48911011 ACTCAAATCAATTGGGGTGC TACCCCCTTGCTCATCTTTG 223

Ai01B12517 Araip.B01 12517 c (T)10gaaaa(T)10 25 48961813 48961837 AGCCAGTCAGGCTTCAACAT TCGAGTTTGGACAACTGACG 201

Ai01B12519 Araip.B01 12519 c (T)10cttttcccccctcccaaaattttcaaaaataaggaacctcagatct(A)1167 48964849 48964915 TTCTTCCTTTGTGTTCTCGTG TGAATTTTTAAAGGAGAGAGAAAAACA 217

Ai01B12523 Araip.B01 12523 p3 (GAA)5 15 48991849 48991863 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai01B12524 Araip.B01 12524 p2 (AG)7 14 48992661 48992674 TGACAAAGAAGAGGGCACAG CCTCACACCACCAAAAATCC 145

Ai01B12535 Araip.B01 12535 p2 (TC)7 14 49024527 49024540 GGCCCAGATCCAAGTACAGA TCAGTCTGCAACATGGAAGAA 277

Ai01B12536 Araip.B01 12536 p2 (AT)6 12 49026911 49026922 ATTGCGAAAAATACCACCCA GCGCAACTCTCTGTCTCCTT 258

Ai01B12538 Araip.B01 12538 p2 (TC)7 14 49031661 49031674 GGCCCAGATCCAAGTACAGA AAACCAGAACGTAAAACCTGGA 199

Ai01B12539 Araip.B01 12539 p2 (CT)13 26 49034111 49034136 ACCCTAGCTAGAAGCCTCGC CGAGAGGAGAATGGAGCTTG 240

Ai01B12547 Araip.B01 12547 p2 (AG)6 12 49068333 49068344 TTTTTGACCCAGATCCAAGC GAGAGAGGCGAGGAGAGAGC 149

Ai01B12548 Araip.B01 12548 p3 (TTA)7 21 49069900 49069920 TCTCGCTTTCTCTCATTTCCA TTCAAGTAGTCTACCGATTTCACAA 279

Ai01B12551 Araip.B01 12551 c (TG)20tc(TA)9 60 49109616 49109675 AATAGTTTGGGCACCTGTTCA TTACCTTGGGGCATTTTGTC 229

Ai01B12554 Araip.B01 12554 c (A)11gaattagac(T)1030 49117708 49117737 CCGACTTTTCAGTTAAATCGGT AAATTCATGTTCCCTCCAAAAA 201

Ai01B12555 Araip.B01 12555 c (A)10tatctaaaactatttaaaaaaatcattcaaaaaaaaactatccaaaacataaaaaaaaatatctaaaatacat(A)1396 49118020 49118115 AACAAAACGATCCATCAAAAA CATCAGTTGCCACATCTTGG 224

Ai01B12556 Araip.B01 12556 p2 (CT)16 32 49119371 49119402 CACCAACACAAACAGTTCGC GGCAATTGTGGAATTTTTCG 120

Ai01B12557 Araip.B01 12557 p2 (CT)8 16 49120582 49120597 CGCAACCCTCATACCCTCTA TTGCAACATCGAGAAACAGC 268

Ai01B12558 Araip.B01 12558 p2 (AT)11 22 49129228 49129249 ACGGCATCGAATGGAAATAA CAAAATCCAGTGAGGGTTCAA 217

Ai01B12561 Araip.B01 12561 p3 (AAT)5 15 49156274 49156288 CAAAACACCATGTGCATTGA TGGTCTTCCCAATTTTTCCA 206

Ai01B12562 Araip.B01 12562 p2 (AT)6 12 49156522 49156533 TGGAAAAATTGGGAAGACCA ATGGGTTTATCAACCTCCCC 274

Ai01B12563 Araip.B01 12563 p2 (TA)11 22 49162573 49162594 TGGTCTATTGTACCCTCGCC CGTAATACCGCTCCCAAAAA 194

Ai01B12564 Araip.B01 12564 c (T)11cccttaattttttgggtgcttaaagaaatggtagttgattgtctacg(TAC)573 49173999 49174071 ATCCGTTTGGCAGAGTCATC GAGGAGGAAAAGAGGGGTTG 189

Ai01B12571 Araip.B01 12571 p2 (AC)6 12 49191905 49191916 TCCACAGAGATGTGCCTATCA CAGGAAAATTTGGTTACAATGC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B12574 Araip.B01 12574 c* (TA)7(TATG)13* 64 49206356 49206419 TGCATCGCTTACGAAAAATG TTGTATGTGTGCGTGTGTGC 143

Ai01B12575 Araip.B01 12575 p2 (TA)6 12 49210567 49210578 CTAGCTGGCCTTGTCTTTGC GTAAATCAAAGGTGGCGAGC 244

Ai01B12576 Araip.B01 12576 p3 (TAT)5 15 49211094 49211108 TGGTTTCCCTTTCTGTGCAT TTTCCAAACGTTAAGGACCAA 263

Ai01B12578 Araip.B01 12578 p3 (TTA)5 15 49259858 49259872 GGCACCATAGAATTAGCCCTT TCTCAAGTCCAATTTGATCTAACAGT 266

Ai01B12580 Araip.B01 12580 p2 (AC)7 14 49260935 49260948 CACTCGAATTGAGCGAGTGA CCACTTTCACAATGGCTTGA 257

Ai01B12581 Araip.B01 12581 p4 (TAAA)11 44 49284603 49284646 CTTGGGTTGATGAAAGAGTGC CATTAGGGTAATTTTGTCCCCTT 247

Ai01B12582 Araip.B01 12582 p2 (AG)7 14 49285869 49285882 AGGGGACAAGCAGAGACTCA TGGAGTTCATAAACTAAATTGGCA 248

Ai01B12584 Araip.B01 12584 p2 (TG)19 38 49313100 49313137 GCAAAACGTTCACACACGAT CCTAAACTTTGCGGGCTGTA 202

Ai01B12585 Araip.B01 12585 p2 (CT)6 12 49328579 49328590 TTGTGATTTCTTGTGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 280

Ai01B12590 Araip.B01 12590 c (A)10ttttaataactaaataaaaaccaataacctcttaatttatgaaaaag(A)1067 49356576 49356642 TCAAGATGAACACCAAGAACAAA ATTCGTTTTTCAAAATGGCG 201

Ai01B12593 Araip.B01 12593 p3 (CAG)5 15 49378908 49378922 AGGACAATGACGTGACACCA TGATATGACGCTTGCTACGC 276

Ai01B12594 Araip.B01 12594 p2 (TA)6 12 49383116 49383127 GGCAATCTTGGGTGACAAAT GGCTCAAATCTCACTTGCTTG 263

Ai01B12599 Araip.B01 12599 p2 (CT)6 12 49395373 49395384 TCTTGAGATTTCTTGTGAATCAAGTC AAAGGGGGAAGACATTTTCG 279

Ai01B12600 Araip.B01 12600 p3 (TAT)5 15 49395699 49395713 CATTCTTTGTCTCCCCCTCTT CAGGTTCTGGATCTGCTTCA 158

Ai01B12601 Araip.B01 12601 p2 (CT)6 12 49399678 49399689 TCTTGTGATTTCTTGTGAATCAA AAAAGGGGGAAGGGATTTTT 272

Ai01B12602 Araip.B01 12602 p3 (TAT)5 15 49399927 49399941 TTTTCAAAAATCCCTTCCCC TGACAAAGAAGAGGGCACAG 274

Ai01B12603 Araip.B01 12603 p3 (TTC)5 15 49402447 49402461 GCCCTCCATTCTTCATCAAA CTCTTGTCTTCCCTTTCCCC 243

Ai01B12604 Araip.B01 12604 p3 (TCT)6 18 49407613 49407630 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai01B12606 Araip.B01 12606 p2 (TA)6 12 49412471 49412482 TTTTGGAGAAACAGGTTCCG TGATAACGTAAGCGAAGCGA 198

Ai01B12608 Araip.B01 12608 p2 (CT)6 12 49419515 49419526 TCCTTTCCAACTTCTTATCCTCT GAAAAAGAGGGAGGATATTTTCG 153

Ai01B12609 Araip.B01 12609 p2 (TC)8 16 49419680 49419695 TCGAAAATATCCTCCCTCTTTTT ACAGATGGAAGAGGGGGTTC 238

Ai01B12615 Araip.B01 12615 p2 (TA)7 14 49437121 49437134 TCAAATTTAGATGGGACTTTTCA ACCGTGTACAATAAGTGTGTGTG 239

Ai01B12616 Araip.B01 12616 p2 (AG)7 14 49438936 49438949 AGCACTCCTCCGTGAAAGAA GTCTCCTCTCTTTGCCCGAT 189

Ai01B12617 Araip.B01 12617 p2 (AG)6 12 49446089 49446100 AGCACTCCTCCGTGAAAGAA ACGCGACAACATCTAGGGAC 257

Ai01B12619 Araip.B01 12619 p4 (AAAT)5 20 49451089 49451108 GTCGTGGCATCTCTTTTCCT GATGATGTGGATGCCCATTT 231

Ai01B12621 Araip.B01 12621 p3 (AAT)5 15 49462207 49462221 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 236

Ai01B12622 Araip.B01 12622 p2 (AG)7 14 49462543 49462556 TGAAAAAGGGTTAGTGATTTTCG TTTCAAAATATCTTTTTCAACTTCC 262

Ai01B12625 Araip.B01 12625 p2 (AG)6 12 49502006 49502017 ACTCCCTTCCTCATAGGCGT TTTTCGAAATTCCCTCTCTCTT 253

Ai01B12629 Araip.B01 12629 p2 (AG)6 12 49541012 49541023 GCCAGAGAATGGGAGAATCA GGAATATTGAACCTGGAATGGA 170

Ai01B12630 Araip.B01 12630 p2 (TA)7 14 49547185 49547198 GCTTTTCAGAATCACAACAATCC GGGTTGTGTGTTCTTTGGCT 205

Ai01B12632 Araip.B01 12632 p2 (AG)8 16 49549299 49549314 ATGGGGGAATCAAGAAGGAG CATGGAAAGATTCATAAGCCAA 263

Ai01B12633 Araip.B01 12633 p2 (TC)6 12 49557805 49557816 GCCAGAAATAGGCACAGAGC ATTGAGGTGATCGGTGAAGG 268

Ai01B12635 Araip.B01 12635 p2 (CT)9 18 49579588 49579605 TTGTTTCTTAACTTTTTCAAAACTACC TCCTGGACTGTTCATTTCCAC 280

Ai01B12636 Araip.B01 12636 p2 (AG)8 16 49595556 49595571 AAGAAAGATAAGGGGCTCGC GACGGTAACTCCGACGGTAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B12637 Araip.B01 12637 p2 (GA)6 12 49595684 49595695 GTCTCGGTGATGACGACAGA GACGGTAACTCCGACGGTAA 136

Ai01B12640 Araip.B01 12640 p3 (ATA)5 15 49606709 49606723 ATCCTTTTGCCAGAACAAGC TCATGTGTGTGCTACCGTTG 278

Ai01B12641 Araip.B01 12641 p2 (TA)6 12 49610909 49610920 CGGTGATCAAACCGATCAAT TCGATAAGACCGATCGAACC 205

Ai01B12647 Araip.B01 12647 p4 (ATAG)13 52 49638222 49638273 GCTCCTAAAAGTTGGGTTTCA TTTTTCAGTTCAAGTTTCAGTTTG 216

Ai01B12648 Araip.B01 12648 p3 (TAG)8 24 49640585 49640608 AGAGTGCATGGTGCAATCAA TGACTTGCAAATAATAAAGTTGGA 273

Ai01B12649 Araip.B01 12649 c* (TCT)5(T)11* 25 49643234 49643258 TCGTTCTTCTTGACTGCACG TTTCTCCTCCTCATCTTCTGC 265

Ai01B12651 Araip.B01 12651 c (TCTTCC)7(TCT)30taa(TCT)8taa(TCT)11195 49648816 49649010 CCAAAGCGCTACACTCACAG TGGAGGAAGAGGAGTTGTTCA 271

Ai01B12652 Araip.B01 12652 p3 (AAG)7 21 49649812 49649832 CCTCCTCATCTTCTGCTGCT CACAATTTCAGTGCACCGTC 227

Ai01B12658 Araip.B01 12658 p2 (AT)8 16 49660721 49660736 TGTTGACTGAGTAAATATTGGTTGA TCCTCACCCAACACCTGAAC 276

Ai01B12659 Araip.B01 12659 p2 (AT)8 16 49660919 49660934 AGTTCAGGTGTTGGGTGAGG TTGTGCACATCAAATCATCCT 242

Ai01B12662 Araip.B01 12662 p2 (CT)6 12 49670120 49670131 GGCAAGAAGTTGGCGTTAAA ATAGGTGAGGGGTTTTTGGG 227

Ai01B12663 Araip.B01 12663 p4 (AATG)5 20 49676849 49676868 CACGCAATGAACAGCAGAGT CATTCCTTATCAAAATTGTAATTGCT 163

Ai01B12665 Araip.B01 12665 c (CT)6cgcaca(CT)732 49703471 49703502 GCAGAGCTTCTTCTTCTCCG TGGAGACATGCTCTGGTGAC 208

Ai01B12673 Araip.B01 12673 p2 (CA)10 20 49729278 49729297 TTTCTGTTTGGTGCATTCCA CCAATCACAACCCTTCTGCT 255

Ai01B12683 Araip.B01 12683 c (TC)7tt(TC)10 36 49794588 49794623 AGAAAGGGGAGAAAAGCTGG TTGGTGGAGGGTATTTGAGG 248

Ai01B12687 Araip.B01 12687 c (GA)6aataaaatgg(GA)6aacaaaatgggg(GA)1066 49811959 49812024 AGAGAAATAAGGGAAGGGGG CTCTCCCTTGCTCTCCCTC 250

Ai01B12691 Araip.B01 12691 c* (A)10(AT)9* 27 49823523 49823549 TGGCTCTTGAAAGAATGATGAA TTTTGCTCTTGCCTTTTGGT 218

Ai01B12692 Araip.B01 12692 p2 (AT)7 14 49825752 49825765 TGTGCACCAACAACATCAAA TGTTGCTGTTGGAGAAGATGA 263

Ai01B12696 Araip.B01 12696 p2 (CT)11 22 49842615 49842636 TGACCAAGACATTAGCGGTT CAGGCAAGCAAAAAGTGATG 278

Ai01B12699 Araip.B01 12699 p2 (AG)14 28 49861684 49861711 TGAAAGAACAAAAATGCCCC AGCAAAGTTCTCGCGCTTAC 270

Ai01B12701 Araip.B01 12701 p2 (AC)7 14 49881092 49881105 GGGGCTAAGGTAAGGTGAGG GGGGACAAAATTACCCCAAT 234

Ai01B12702 Araip.B01 12702 c (T)12aa(T)11 25 49881289 49881313 TGGGGTAATTTTGTCCCCTT GGGAAACTGTGGAAACTTGG 229

Ai01B12704 Araip.B01 12704 p2 (GT)7 14 49896157 49896170 GGGGACAAAATTACCCCAAT AATGGGGCTAAGGTGAAGGT 237

Ai01B12705 Araip.B01 12705 p2 (TA)7 14 49907928 49907941 TTTCAAGGTTGTAATGGGGC GCAAAAGTGGGAATTTTGGA 162

Ai01B12706 Araip.B01 12706 p3 (GAA)5 15 49909570 49909584 CCAAGAGAAGATGCAACAGTGA GCTTATCCAGATCAGTGCCAG 280

Ai01B12709 Araip.B01 12709 p2 (AT)9 18 49920116 49920133 CAAAGCACGAAGCGTTTACA TTTGTTGCCTTAGAGGCTTGA 233

Ai01B12712 Araip.B01 12712 p4 (TTAT)5 20 49960584 49960603 CCAAAATTTCCATTTTTGCAT GGAAACTGTGGGAATATGGGT 279

Ai01B12716 Araip.B01 12716 p2 (AG)6 12 49998280 49998291 GAAATTTTGGAAAAGAGGGAAGA TCCATGCATTGAGCATTTTT 272

Ai01B12717 Araip.B01 12717 c (T)10gaaaatatttttatttaaa(T)11cgaaaacaaaggagaaatttttgaaagg(T)1078 49999199 49999276 ACAGCCAGCCAGGCTTTAG TCGAGTTTGGACAACTGACG 230

Ai01B12721 Araip.B01 12721 p3 (TCC)7 21 50019206 50019226 CCAGATTGGGTCTTTACTCCC GTAGTGGTGCTGGTGGTGGT 278

Ai01B12722 Araip.B01 12722 p3 (CCT)6 18 50019679 50019696 TTTGGTATATGACGCACAAAATC TTGAATTAAAATTTGGACTTGTGA 172

Ai01B12723 Araip.B01 12723 c (CTC)5ttctttc(TCA)537 50020220 50020256 TTTCACCCACTTAACAAGAACA TGAAAAGGTGAAACAAGAAGGAA 211

Ai01B12726 Araip.B01 12726 c (AT)8(AC)6 28 50041210 50041237 CACCAGAGTTCAGAAAAGTCACA CGTCCGAAATGTGTCTCGTA 258

Ai01B12727 Araip.B01 12727 p2 (GA)6 12 50042212 50042223 GAAGGAACAAAGGGAGGAGC AAAAAGTGGCACAAATGAAGAA 230
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Ai01B12728 Araip.B01 12728 p2 (TA)6 12 50052729 50052740 TAATGGGGTTAAGGCAAAGG GGGGACAAAATTACCCCAAT 241

Ai01B12730 Araip.B01 12730 p4 (AAAT)6 24 50066775 50066798 CTTCAAGCTCTGGTGGGAAG TGTGGGATTGTCATCTCCAG 140

Ai01B12732 Araip.B01 12732 p2 (TA)7 14 50087238 50087251 GGGTTGTGTGTTCTTTGGCT TTCAGAATCACAACAATCCACAC 202

Ai01B12734 Araip.B01 12734 p2 (TC)6 12 50099682 50099693 ACCGAGCGTTTCTTGGTTTA TCAAGAAAATTAGATGGAAAAATCG 267

Ai01B12737 Araip.B01 12737 p2 (TA)7 14 50114074 50114087 CTTTCAAACCACGCCCTAAA TGAAGATGGATGTTTTGGGAA 232

Ai01B12739 Araip.B01 12739 p2 (AT)7 14 50118882 50118895 CCGACATAATCGATCCTACG CCAAATATCTTCGTGTTACACCC 252

Ai01B12740 Araip.B01 12740 p3 (TCT)5 15 50119206 50119220 CCTCCTCATTTTCTGCTGCT CATCCTCTTCCAAGTAATTTTGC 203

Ai01B12741 Araip.B01 12741 p3 (GAG)7 21 50123447 50123467 AGAAAGAGGAGGAGGGAAAAA TACATAATGCGCCCGTGATA 177

Ai01B12744 Araip.B01 12744 p3 (CAA)5 15 50132742 50132756 CAGAAGCAACCAAAGCATCA TGCAACCCTTTTCCTCTGTT 140

Ai01B12745 Araip.B01 12745 c (T)11gtgaataaataatctttgaagcaa(T)1146 50134443 50134488 TTGCCATGTAAAGTTGCTTCA GACAGATCATAAAGGGTGGGA 216

Ai01B12746 Araip.B01 12746 p3 (TCT)6 18 50136855 50136872 TGAAAGCCTTTGATTCCACC TGGATCCTCAGCGTTAGTGA 279

Ai01B12748 Araip.B01 12748 p2 (AC)9 18 50142627 50142644 TTTTGTCTTGGTTTGGGACA GACTCGGAACAAATGGAGGA 211

Ai01B12751 Araip.B01 12751 p3 (CAC)5 15 50165830 50165844 CCTATGGTTTGGGCTGAAAA GTGCAGATGGTGATGGAGTG 190

Ai01B12752 Araip.B01 12752 p3 (ACC)5 15 50166088 50166102 AGTGAGGGAAGGAAAAGGGA ATAACCTCACCGCGACTCAC 200

Ai01B12753 Araip.B01 12753 p2 (AC)6 12 50169834 50169845 CAGTTGCGCCACTCTGATAG TTTGCTTCCCCTCGACTTTA 231

Ai01B12760 Araip.B01 12760 p4 (TCTT)5 20 50220391 50220410 CGCAGTGCAGACCAGAGTAT TTCCGACCAACAACACAAAA 217

Ai01B12764 Araip.B01 12764 p2 (TC)10 20 50229360 50229379 CCGTCGCACATTCTTCACTA AGGGAGTAGACGCAACGAGA 196

Ai01B12765 Araip.B01 12765 p2 (AG)6 12 50233175 50233186 TGAAAAGTGTTGGGGTGTGA GAAGGAAATGATGGTGGTGG 242

Ai01B12766 Araip.B01 12766 p3 (TTC)5 15 50234621 50234635 AAGATTGGGCCGAATAGACC TTCCTTGTATTCTCCACGGG 137

Ai01B12772 Araip.B01 12772 p2 (GA)6 12 50250423 50250434 CGCCAATTGAACGAAATTCT CCAATTCCGGTAAACCCTTT 252

Ai01B12773 Araip.B01 12773 c (T)10ctcttttctttctttaaatatacacatatatgctcttacatactttttttcttttttattttctttgtttttata(T)1297 50250865 50250961 CACACACTTTGGGGTTCCTT CAGAACCCCGTAGAAACAGG 170

Ai01B12774 Araip.B01 12774 c (T)12atatttttgtttcttttattttttctttttttcatacattctcgtatatacacatataaatttctttcttttctc(T)1097 50253416 50253512 TTGTCTTGGGGCATCTTTGT TGTGAAACCCCAAGGAAAAG 169

Ai01B12775 Araip.B01 12775 p2 (AG)6 12 50253943 50253954 AAAAGGGGTTTATCATGGGC ATTGGGCTAAGAACACACGC 262

Ai01B12777 Araip.B01 12777 p2 (GC)6 12 50256800 50256811 CCTGAAGGAATTTGAGACCG GACCCGAGAGTCAAGCTCAC 240

Ai01B12780 Araip.B01 12780 p2 (GC)6 12 50280138 50280149 TTCCATGCAGAAACAGCTTG AAGCATGCACAAGAGGAAGG 277

Ai01B12782 Araip.B01 12782 p4 (AAAT)8 32 50299135 50299166 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 167

Ai01B12784 Araip.B01 12784 p3 (TTA)5 15 50315114 50315128 AGCAGGAAAGCAGAGGTTCA TAAGGGTCGATCCCACAGAG 217

Ai01B12791 Araip.B01 12791 p3 (AAT)6 18 50370917 50370934 TCGGCTGCCATATCTTTTTC CATTCTTTGTCTCCCCCTCTT 260

Ai01B12792 Araip.B01 12792 p2 (GA)6 12 50371251 50371262 GAAATTTTGAAAAAGGGGAAAGA TCTTGTGATTTCTTGTGAATCAA 277

Ai01B12793 Araip.B01 12793 p2 (TA)7 14 50383296 50383309 GCTTGACTTAGCATTGGGGT AGCCTTAAGCGGAAAAACAA 279

Ai01B12794 Araip.B01 12794 p2 (GA)19 38 50385202 50385239 TCGAATATCCCTAAACCCCA AGAAGACCATCACAAATTCGG 245

Ai01B12797 Araip.B01 12797 p2 (TA)10 20 50405764 50405783 CCCCAAATGCAAAATAAAAAGA GGTTGTAATGGGGCTGAGAT 239

Ai01B12798 Araip.B01 12798 p3 (TTC)5 15 50417907 50417921 GTCTCAGATTGGGTCCAACG ACCTTGAAGGGTACTGGGCT 275

Ai01B12800 Araip.B01 12800 p4 (CATT)6 24 50435663 50435686 ACTCGCATTCAACGTTTTCC GGCAGGAATGGTAACTTGGA 225
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Ai01B12805 Araip.B01 12805 p3 (CAT)6 18 50447229 50447246 CAGGCATGAAACAATTCCAA AGTTCATTGGCGGAACTTTG 159

Ai01B12806 Araip.B01 12806 p2 (AT)6 12 50448915 50448926 GGATCTCGTCCCTGCAGAT CGCTTACAACCGCTTCATTA 273

Ai01B12807 Araip.B01 12807 p2 (TC)7 14 50449285 50449298 AGCAACTATAATTCCGGGGG CCAAGCACCGACAGAGATAA 184

Ai01B12808 Araip.B01 12808 p4 (TTGA)6 24 50450335 50450358 AACAAAGCTGTTCGGAAGGA GCGCCTTTCTTTCACAACTC 277

Ai01B12809 Araip.B01 12809 c (TC)8gcaaagacgttgttgcttggggcaattctgttcctgtgtttattggtcttgtttatagagagagcgatggaacaagcac(ATGG)6119 50450515 50450633 GCGCAGAGACACACAGAAAC CATCATCACTTCATTCCCCC 252

Ai01B12811 Araip.B01 12811 p3 (CAT)6 18 50451572 50451589 CCCTCATTGAAGCTACAGCC GTATAGGCCAGCGAGATGGA 198

Ai01B12812 Araip.B01 12812 p4 (TCAT)5 20 50452739 50452758 ATAGTATATCCGGGGGCAGG ATGGCAGTTTGATGAGAGGG 267

Ai01B12813 Araip.B01 12813 p2 (AT)7 14 50453039 50453052 ACCTGCATACACGCAAAACA TGTGAGTATAAAGGGGCAACAA 277

Ai01B12817 Araip.B01 12817 p4 (TTTA)5 20 50460899 50460918 CACTTACTTTGGGGCAATTTGT TAAGTGTGGGGAAAAGTGGG 217

Ai01B12819 Araip.B01 12819 p2 (AT)9 18 50465749 50465766 TGGGGCACCATTTTATAGGA AAAAGCAGAGCGCGAATAAT 253

Ai01B12820 Araip.B01 12820 p2 (TC)6 12 50467712 50467723 TGTTGCTGTTTGTGGGGATA GCATGAGAGAAAGCACAGCA 163

Ai01B12824 Araip.B01 12824 p2 (AG)6 12 50476636 50476647 TCAAATAACTGTCTGTAACACGGAA AGGGAGCTCGCATATTTTCA 223

Ai01B12830 Araip.B01 12830 p3 (AGA)6 18 50501536 50501553 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 125

Ai01B12831 Araip.B01 12831 p2 (AG)7 14 50504086 50504099 TGTGAGGAGGGTAGAGATGTGA TTTCTTATCTTTTTCAAAACCACC 275

Ai01B12833 Araip.B01 12833 p2 (AG)6 12 50509265 50509276 TCCTTAGATGGAAAGCAATGA TGATTTAGATTTAGTTGAGAGGGAGA 271

Ai01B12834 Araip.B01 12834 p2 (AG)6 12 50513304 50513315 CAATCATGAACTGAAAATACCTCAA GGAATGCACCCATTCAAAGA 275

Ai01B12836 Araip.B01 12836 p3 (GAA)6 18 50527450 50527467 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 211

Ai01B12842 Araip.B01 12842 p2 (TC)6 12 50568205 50568216 CTTCCCTGCAATTCCTTGAG ACCGGCAAGAGTCAGAGAGA 241

Ai01B12846 Araip.B01 12846 p3 (ATT)24 72 50573386 50573457 CCCTTTCTGATTAGTGCTTCG CCTTTTTCAACAATCAAAAGCC 272

Ai01B12852 Araip.B01 12852 c (A)10gatcgttgtgcttgattcttgtaaaataccaaacagaaaattatggtaggctattatcagttgaaaccatggtaagtggtccagtttga(T)10109 50586523 50586631 TTTGTCCCCATCAATGACCT TTTCAAACGATGTCGTGTTTTT 249

Ai01B12853 Araip.B01 12853 p2 (TA)7 14 50587308 50587321 CGGTATCTGGGTTGCTCAAT TCGATTGCTAGCCTCATCCT 195

Ai01B12856 Araip.B01 12856 p2 (AG)9 18 50619582 50619599 ACCACCGCTGATTTACGAAC AAATGTAACTCACCTGCGCC 212

Ai01B12857 Araip.B01 12857 c (T)10c(A)11 22 50620587 50620608 TTTTTGTCTTCATGTTTTCCCTT TCAGCGGGCTAAACTCACTT 250

Ai01B12858 Araip.B01 12858 p3 (GAA)5 15 50626581 50626595 CGGTCTTAGGTGCCATCAAT GCCCTCCACTCTTCATCAAA 206

Ai01B12864 Araip.B01 12864 p2 (AT)7 14 50655621 50655634 CAGCTCGTTATGTTCCACCA TGGAAGTCATCGTCATGAAA 280

Ai01B12865 Araip.B01 12865 p2 (TC)6 12 50657095 50657106 CAGCTGCTACTCCACATTGC ATGAAAATGGAACTGCTCCG 273

Ai01B12867 Araip.B01 12867 p2 (TA)7 14 50660309 50660322 CCACTGGATCCATGAAATGA AAGCAGTGTGCCTTCTCCAT 256

Ai01B12868 Araip.B01 12868 c (A)13ggaaaacaagaaaaattaaaataagagg(GA)857 50660772 50660828 CAAGCAAGCACATAAGGCAA TCAGTGTTTCAGTTGGTCGG 274

Ai01B12873 Araip.B01 12873 p3 (TAA)6 18 50690703 50690720 TTTGTGTATGTAGATGGCGACAC CATAAGAATCTTCCGTCCAAAAA 263

Ai01B12876 Araip.B01 12876 p3 (CAT)5 15 50726657 50726671 GGCCGAATTTGTAAATCAACAT TGGACAGTGGTGAGAATTTTT 266

Ai01B12878 Araip.B01 12878 p2 (TA)6 12 50728728 50728739 TTGTTCAGAGCAAGGGAAGG GACACTCAAGTCTACAGCTTCCA 231

Ai01B12879 Araip.B01 12879 p2 (TG)16 32 50731564 50731595 CGGTGGTACGACTCAATGTG AGCTTTTCAGGTCGCGATTA 246

Ai01B12880 Araip.B01 12880 p2 (AT)6 12 50734115 50734126 CCTCCGGCCTAACATTTCTC TGCTGTCATTAAGGTACGGTTT 279

Ai01B12881 Araip.B01 12881 p2 (CT)9 18 50734859 50734876 CAAACAGCTCGTCAATCGAA GTGAACTGAGCCCAAGTGGT 144



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B12882 Araip.B01 12882 p2 (TG)21 42 50736675 50736716 AGTTCCATCCCTCAAGCTCA CTGTACCCTGGCCAACCTAA 251

Ai01B12884 Araip.B01 12884 p3 (TCT)5 15 50741018 50741032 GCTCATCACCATCTCCCCTA TTAGAATGTTGCTCGCCCTC 254

Ai01B12887 Araip.B01 12887 p2 (AT)6 12 50754973 50754984 TTGTTTTTCCTTCCAGGGG GCCCGGACTTTGTTGTTAAA 199

Ai01B12888 Araip.B01 12888 p2 (CT)9 18 50755720 50755737 TTCTTCCCCTCCCTTCACTT CAAAGTGTCTCAAGCCCACA 112

Ai01B12889 Araip.B01 12889 p4 (AATA)5 20 50756278 50756297 TTTGACCGGATTTTACGCAT GGTGAAAAAGGATAGCAGCG 254

Ai01B12890 Araip.B01 12890 p3 (TTC)5 15 50782813 50782827 TAATGCAGGCCTTGTTGTTG ATAATATGGGCTTGTGGGCA 101

Ai01B12891 Araip.B01 12891 p3 (GAA)27 81 50783118 50783198 ATGTGGCAACTGAATCTCCC AAAAACAAATCCACCCGTTG 279

Ai01B12892 Araip.B01 12892 p4 (TATT)5 20 50783414 50783433 CAACGGGTGGATTTGTTTTT GCAATCCCTCTAAACTTGCC 241

Ai01B12895 Araip.B01 12895 p3 (TCT)6 18 50805032 50805049 TCAACATCTCTCTCCCACCC GCCTTAGGTGCCATCAATGT 186

Ai01B12901 Araip.B01 12901 p2 (TA)8 16 50833315 50833330 AGCTATTTCGGGGCATGTAA GGGTGAGTCATGATGCATTG 192

Ai01B12903 Araip.B01 12903 p2 (TG)6 12 50842918 50842929 AGAGATGACGGTAACACGGG TATACTCACCGCCATCACCC 213

Ai01B12904 Araip.B01 12904 p2 (AT)10 20 50847698 50847717 ATAACCCGGTGTAACCACGA CAGCCTCCAAATCAGTTGCT 243

Ai01B12911 Araip.B01 12911 p3 (ATT)5 15 50875778 50875792 AGTGTATGTTCCCGTGTCCTG TGAGATGACCATTCACCCAA 184

Ai01B12912 Araip.B01 12912 p2 (AG)9 18 50877321 50877338 CGACGATACTGAGCGACGTA TGGACATAAGTACCTGCCCC 225

Ai01B12914 Araip.B01 12914 p2 (TG)9 18 50893871 50893888 CCCATGGTAAGGAACATTGC GCAGTGACGAGCAAACAAAA 198

Ai01B12916 Araip.B01 12916 p2 (AT)8 16 50905171 50905186 GCTAAGGCTAGCCGGAGAAT GTCGAGAGGCACTTCGGTAG 240

Ai01B12919 Araip.B01 12919 c (T)11agattttagacattcctnnnnttccctaattagttatcgt(A)1061 50916034 50916094 TGAACGTATCATTTTGTTAGATTTTGA GAAGGTTCTGCTGGGATTCA 239

Ai01B12920 Araip.B01 12920 p3 (TTC)10 30 50916228 50916257 GCCAAAGTTGGCAAAGTAGC TCGGGAATTTGGTTAATGGA 173

Ai01B12922 Araip.B01 12922 p2 (TA)8 16 50940390 50940405 CAAATCAATTGAAGGTGCCC GGGCGTTTTTAGGTGACAAA 177

Ai01B12924 Araip.B01 12924 p2 (CT)6 12 50952183 50952194 GGCACTATTCTGGGCGTTTA GAAGGGTTTTTGGGGAAGAG 275

Ai01B12925 Araip.B01 12925 c (A)11gcagtgagaagcttgtgg(A)1039 50954104 50954142 ATTTGGGTCACTCAAGGCAC ACTGCACCTGAGTTTCCACC 208

Ai01B12926 Araip.B01 12926 p4 (TAAA)5 20 50959944 50959963 CAAGAGGAAGAGAGGGTTCG ACCCCTTCCCTCTTTTTCAA 225

Ai01B12928 Araip.B01 12928 p2 (CT)6 12 50972595 50972606 ATGCAGAACCCTTCTCCCTT GCTCCCAACAAACTTTCAGC 126

Ai01B12930 Araip.B01 12930 p2 (CT)6 12 50992193 50992204 CACTTAGCTTCGCCCTTCAC AAACGGCGATCAAAGAGAGA 267

Ai01B12931 Araip.B01 12931 p2 (TG)10 20 50992613 50992632 TGGCGAACATAGTCTTTGTGA GGGCTCTTCTCTGCATTGAG 275

Ai01B12932 Araip.B01 12932 c (CAA)5cgacaat(AAC)5agcagctgcaatagcaacagcaa(CAG)884 50994175 50994258 GCATTTGCAAAGGGCATAAT GCCAGTGATTGGTGAAGGTT 219

Ai01B12935 Araip.B01 12935 p3 (ATT)14 42 51001151 51001192 TGAGCCTTGTAACTGAAGAGCA ACAAACCTTTTGCCTTCCAA 252

Ai01B12937 Araip.B01 12937 p2 (AT)10 20 51005290 51005309 TGTGGTGAAGCTTATTGGGA CAACACCTTTTCATGCCTCA 277

Ai01B12938 Araip.B01 12938 p2 (TA)22 44 51005657 51005700 ACTAACTTCGGCGCACCATA TGCCTAATTCATGCCAACAA 220

Ai01B12940 Araip.B01 12940 p2 (CT)6 12 51013270 51013281 CCAACGGTAAGGTGAACTGAA TTGAATGAGACCAAAGAAGGAAA 264

Ai01B12943 Araip.B01 12943 p2 (TA)9 18 51021263 51021280 CCCTAGCTGGCCTAAACTTC AAATCGCGAATCAAGGACAC 126

Ai01B12949 Araip.B01 12949 p2 (AT)6 12 51043592 51043603 ACTGCAATACCGCTCCAAAG TGGACGCAGAAGTCATGAAG 240

Ai01B12953 Araip.B01 12953 p2 (CT)22 44 51055928 51055971 AGTGTAGGGGTGATTGACGC TTGGAGATTGGAGAAACACCTT 198

Ai01B12959 Araip.B01 12959 p2 (GC)6 12 51077932 51077943 GTAGGCACAAACAAGGCACA AAACAAGGAAAAAGGGGCAT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B12964 Araip.B01 12964 p2 (AG)6 12 51102953 51102964 TAACCTAGTTTTCGGCCCAG CCTGTGATTGTAGAAGCAATCC 196

Ai01B12965 Araip.B01 12965 p2 (AC)7 14 51116291 51116304 TGAGGATATATGTATGGCCAAGTG GGGGACAAAATTACCCCAAT 218

Ai01B12973 Araip.B01 12973 c (A)11ttcttctctttgggtcatccatacagaaaaaaagtcttttgatta(T)1066 51160270 51160335 CCTAAGCCCAAAGAGAGATCAA GTCATGGCTCAACAAATTGC 272

Ai01B12978 Araip.B01 12978 c (A)14ccacgtttaattaccaaaaaaattgac(A)1051 51177062 51177112 GGGTTTAATTTTCTTGGGTTCA GAATGTGCACCCATTTTTCC 156

Ai01B12979 Araip.B01 12979 p2 (GC)6 12 51192074 51192085 CGTGTGCAAAAGCAAAGAAA GGCACAAAGTGGGCATAACT 137

Ai01B12980 Araip.B01 12980 p2 (GC)6 12 51192229 51192240 AGTTATGCCCACTTTGTGCC TGTGGCACAACTCTCTGGTT 168

Ai01B12981 Araip.B01 12981 p2 (GC)6 12 51192499 51192510 TCTGCTAGCACTCTCACCGA GACAATGGTGGTGGATTGTG 189

Ai01B12986 Araip.B01 12986 p2 (AT)12 24 51209411 51209434 GAAATTCTAAGCCGGCACAA AGGCAGTTTGGAGAAACAGG 222

Ai01B12991 Araip.B01 12991 p2 (CT)6 12 51246824 51246835 TTTCTTATCTTTTTCAAAACCACC CGTTGATGAGCGGAAGAGAT 259

Ai01B12992 Araip.B01 12992 p2 (GA)6 12 51248006 51248017 GGAGGGAAGAAGAAAAGAAAAA TGGAACTTGGCAACAATGAA 277

Ai01B12993 Araip.B01 12993 p3 (AGA)5 15 51277565 51277579 GGAAGATAGAAAAGTGAAGATGGA TTCAAAACTTCCTAACTAATTCTTCTC 271

Ai01B12994 Araip.B01 12994 c (A)10tctcagaagaagaaaggatgatataagggtacgaaaaattaatattttatttaa(T)1175 51294070 51294144 TGCGCTCTACAACACCAAAC TACCTGGAGTTTGGCTCCAC 274

Ai01B12997 Araip.B01 12997 p2 (GT)7 14 51316187 51316200 GCCCCCAATAGACTGACCTT CCCTGCATGAATTTCAACCT 169

Ai01B12998 Araip.B01 12998 p2 (TG)6 12 51317745 51317756 ATTGCGGATTGAATGGAGAG CTGCCTGGTACTGCATGAGA 275

Ai01B12999 Araip.B01 12999 p2 (TA)6 12 51320432 51320443 GCCTAATGAACTGAGCCAGC TGCATAGAGAAAAAGAAGGAAGC 202

Ai01B13000 Araip.B01 13000 c (A)11taggcg(A)10 27 51323274 51323300 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 146

Ai01B13005 Araip.B01 13005 p2 (AG)6 12 51338782 51338793 GAGGGATTTTTGGGGAAGAG TTAATGCCAGGGTTGGTAGC 173

Ai01B13008 Araip.B01 13008 p4 (ATTT)6 24 51357754 51357777 CGAAAATCCTCACCCAAAAA CCATGATGGAGAAAGGGAGA 227

Ai01B13011 Araip.B01 13011 p2 (GA)8 16 51370544 51370559 TCTCCACCAAAAGGAAAGGA ATCCAAGTTCAGCTCTTGCC 252

Ai01B13013 Araip.B01 13013 p2 (TA)9 18 51383313 51383330 TCAAAATTGAAATGTAGGTATTTGTT TTTTGATTTTGAGCATATAACTTTGT 211

Ai01B13014 Araip.B01 13014 p2 (TA)8 16 51383545 51383560 TTTAGGGTAACAAATACATACATTTCA CACCATTGATTTCATAGGTGGA 169

Ai01B13015 Araip.B01 13015 p2 (TA)9 18 51383732 51383749 TGAAATCAATGGTGAGAGATCA TCTCTCTCCTCTAATTCTTGTCAAA 172

Ai01B13020 Araip.B01 13020 p2 (AG)6 12 51408190 51408201 GTGCAAGCCATTCGAAATAA TCCAAAATTAACAAACTTACTCTCTCA 278

Ai01B13024 Araip.B01 13024 p2 (AT)9 18 51423785 51423802 GCAAAATATTCAGCATTTAATTTCA TCAGATCCATGAACCTCAGAAA 155

Ai01B13029 Araip.B01 13029 p5 (TTATC)5 25 51441256 51441280 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 173

Ai01B13032 Araip.B01 13032 p2 (AT)7 14 51455286 51455299 TTTGGGTCTGGCCACTTTAG CAAAAACTTTGGAAGCAGCA 210

Ai01B13037 Araip.B01 13037 p4 (TTTC)5 20 51468633 51468652 ATTTTCCCCCTCCCTTTTCT ATCCTTTTAACCCTAGCCGC 102

Ai01B13038 Araip.B01 13038 c (CT)7gcccga(TC)1244 51479161 51479204 GTCTGGCAGTAGGGAGGATG AGAAAGCCGAGGAAGGAGAG 258

Ai01B13042 Araip.B01 13042 p2 (CT)7 14 51507288 51507301 CGAGTTTGAGATTCTTGAATTTTT ATGCATGTGTTTCGTTGGAA 125

Ai01B13044 Araip.B01 13044 c (TG)8(T)10 26 51517919 51517944 GCATTTGGGGAATTCTTTTG TGTGGGAAACCTATTGGGAA 212

Ai01B13045 Araip.B01 13045 p2 (AG)6 12 51523421 51523432 CCTGATCAAAAGAGATAATCCTGAA ATGCATCCATTCAGGGAGAG 143

Ai01B13048 Araip.B01 13048 p3 (AAG)5 15 51527624 51527638 AACCCCAGTGGACAAGACAG CCCATGGAGGTTATGCATCT 116

Ai01B13051 Araip.B01 13051 p2 (AG)7 14 51542794 51542807 CGCAACAGAAACAGAAATGG GCAGTTGAAAGCTTGGAAGG 247

Ai01B13052 Araip.B01 13052 p2 (AG)7 14 51546612 51546625 CGCAACAGAAACAGAAATGG GCAGTTGAAAGCTTGGAAGG 247
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Ai01B13055 Araip.B01 13055 p2 (TA)6 12 51559876 51559887 ATTGGGGTAATTCTGTCCCC GAAAATTGTGGGAACATGGG 175

Ai01B13058 Araip.B01 13058 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaggaaaatctgaactc(AG)799 51586655 51586753 GTTCTTGTCCTTGCTCCTGC TCACATCACCAAAAATCCGA 171

Ai01B13063 Araip.B01 13063 p2 (AT)7 14 51606468 51606481 TGCGTCACACTCTAAAAGCG AAGCATGCTGGACGACTCTT 202

Ai01B13067 Araip.B01 13067 p2 (TA)6 12 51616677 51616688 ATTTCCCACCAAATTCAGCA TGAAGTGTTCCGGGTTTAGG 275

Ai01B13069 Araip.B01 13069 p2 (GC)6 12 51623017 51623028 CCATCACCTAACCGAGTTCC ACAGCAGCATGGTCATCAAT 258

Ai01B13072 Araip.B01 13072 p2 (AG)17 34 51639760 51639793 TGAAGCAAGAAAAAGCAGTGAA TCATTCCTTTAGGCCCTCCT 183

Ai01B13075 Araip.B01 13075 p4 (AGTT)6 24 51651639 51651662 GAAATTTTGAAAAAGAGGGGAGA TCTTGTGATTTCTTGTGAATCAA 275

Ai01B13080 Araip.B01 13080 p2 (CT)6 12 51717955 51717966 CACTTGGTGCAAGGATGAGA ATAGGTGAGGGGTTTTTGGG 141

Ai01B13081 Araip.B01 13081 c (A)10ttcagatttttattttaaaattttttatcttatcttatcttagttttaaatttcaaaattcaaattttttcaaaaatcatatc(T)10103 51726736 51726838 GAATTGCAAACGAGTGCCTT GCAAATAAACAAGCAAAGGAAAA 265

Ai01B13083 Araip.B01 13083 p2 (AT)8 16 51730650 51730665 TGGGGAAAGTTGAATTTGGA TTCACCACTTACTTTGGGGC 219

Ai01B13086 Araip.B01 13086 p3 (TTC)5 15 51747897 51747911 TTAGGGAGGTTGATGTTGGC AACGGCACAAAACAAAAACC 237

Ai01B13087 Araip.B01 13087 p3 (AAG)5 15 51752315 51752329 TTGTTCGAGGATGAAGACCC TCATTTTCTCCCTTCGCTGT 209

Ai01B13088 Araip.B01 13088 p2 (GA)7 14 51770120 51770133 TCAGAGAGAGAGGGTTCGGA CGAAAATATCTCCCTCTTTTTCAA 235

Ai01B13091 Araip.B01 13091 p3 (GCT)5 15 51779114 51779128 GAGTGTTCGCAGCAACTGAA GAGAAACGAGCCCTTGAGTG 173

Ai01B13092 Araip.B01 13092 p2 (TC)22 44 51782187 51782230 GCGTTCGTAAAGTTCATTGG CACAGCATGGGTTACTGGTT 278

Ai01B13095 Araip.B01 13095 p3 (GAT)5 15 51788171 51788185 AACGAAGAGCCCAACAGAGA CAAATCGTCCCTCTCCAAAA 205

Ai01B13096 Araip.B01 13096 p2 (AG)6 12 51820519 51820530 GGATGAGAGAGAAGGAGGGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai01B13101 Araip.B01 13101 p3 (ACG)5 15 51828989 51829003 CTAGCTTGGACCTGACGGAG CCCTAAACCCTAAAAATTCGG 230

Ai01B13103 Araip.B01 13103 p2 (GC)6 12 51836519 51836530 AAAAATCACGTGCAGCCTTC TGAAAAGGGCTAGGAAAGGA 192

Ai01B13107 Araip.B01 13107 p3 (AAT)5 15 51856606 51856620 CAGAGTCCTTTCGGTTCTGG CCCCCTCTTTTCTTCCACTC 158

Ai01B13109 Araip.B01 13109 p2 (GA)6 12 51871518 51871529 TATAAGCGCAGCGTCAACAC CAGAAGCACAAACTGGGTCA 270

Ai01B13111 Araip.B01 13111 p3 (TAT)5 15 51883740 51883754 AGCCGGACTTGATTCATTTG ATGATGAGGCATTTGCATTG 207

Ai01B13112 Araip.B01 13112 p3 (TAT)5 15 51885564 51885578 AGCCGGACTTGATTCATTTG ATGATGAGGCATTTGCATTG 207

Ai01B13116 Araip.B01 13116 p3 (TAT)6 18 51900204 51900221 CGAGCCAGACTCGATTCATT GATGAGGCATTAGAACCGCT 210

Ai01B13117 Araip.B01 13117 p2 (AT)11 22 51905626 51905647 TGCTTCATGAATACGAACCG CTATTTCCACGCCTTTCAGC 280

Ai01B13118 Araip.B01 13118 p2 (CA)6 12 51905974 51905985 GCTGAAAGGCGTGGAAATAG TGCTTGTTTGCGCATATCTC 213

Ai01B13119 Araip.B01 13119 p2 (CT)7 14 51916595 51916608 TGACAGAGGCCACGTATGAG AAAGTAAATGCTAAACCTGGATCG 276

Ai01B13122 Araip.B01 13122 p3 (TTA)5 15 51927666 51927680 TGCGGCTATAGTCTCTGCCT GCAATGAACATGTGATTAAAATTGA 138

Ai01B13124 Araip.B01 13124 p3 (AAT)5 15 51934099 51934113 GAAATTTTGGCAGCATCTCC ACCCGGTTTTCTGAGTGTTG 277

Ai01B13125 Araip.B01 13125 p2 (AT)6 12 51934319 51934330 CAGAAAACCGGGTTACTTGC CTGGACTTCTGAAGCGGAGT 271

Ai01B13127 Araip.B01 13127 p3 (TTC)5 15 51963371 51963385 TTAGGGGGAGGAGCTCTGTT CCCTTCCGGTAGTGAATGAA 124

Ai01B13131 Araip.B01 13131 p3 (AAG)5 15 52041451 52041465 TTCAATCATTTTGGGAAGGC TGTGCTTCCATTGTCTCCTG 258

Ai01B13132 Araip.B01 13132 c (AT)6a(AT)17 47 52072693 52072739 GTCATGATGGGAATTTGGGT TTTTCTCCCATGTGCATTGA 205

Ai01B13137 Araip.B01 13137 p2 (TA)7 14 52095079 52095092 TGGTTTATCAACCTTCCCACA TTTCATGTTCCCTGCTTTCA 275
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Ai01B13139 Araip.B01 13139 p2 (TA)10 20 52104515 52104534 GAACTTTGAACTTTGGGGCA TGGGTATGGAAAACTTGGGA 259

Ai01B13140 Araip.B01 13140 p3 (GAA)5 15 52118526 52118540 CCACGTCTAGATCTCAATGCC CATCCACCCCTCAAATCCTA 236

Ai01B13142 Araip.B01 13142 p3 (TCT)5 15 52130625 52130639 CCACCCATATTGCCGAATAC CTTGGAGGTGGAAGCTTTTG 215

Ai01B13146 Araip.B01 13146 p2 (CT)7 14 52149413 52149426 TTGTTTCTTAACTTTTTCAAAACTACC GAGGAGGGCAGAGATGTGAG 278

Ai01B13147 Araip.B01 13147 p3 (TAT)5 15 52149749 52149763 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 170

Ai01B13148 Araip.B01 13148 p3 (TTC)5 15 52157725 52157739 CGAACCATACACACCCCTCT CTAGAGGTTTCTCCGGCCTT 256

Ai01B13149 Araip.B01 13149 p5 (TTTTA)6 30 52169813 52169842 CTCAAATCTTAAAATCAAATCTTTTTC TCTGATTCAATTGTGCTTCCA 278

Ai01B13151 Araip.B01 13151 c (AT)6g(TA)6 25 52183381 52183405 ATTTAAGGGAGACGCACACG ACCATGACAAGGAGCTCACC 274

Ai01B13153 Araip.B01 13153 p2 (AT)6 12 52204953 52204964 TATTACCCCAATCCCTTCCC TGCTTGTCCTCAAGCAAAGA 268

Ai01B13161 Araip.B01 13161 p2 (CT)6 12 52221790 52221801 CCTCACTCACCAAAAATCCG CAGGTTTTGGATCTGCTTCA 203

Ai01B13162 Araip.B01 13162 p3 (TTC)5 15 52224161 52224175 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 214

Ai01B13166 Araip.B01 13166 p3 (TTC)5 15 52229499 52229513 ACACAACCCTCTCTTCCCCT CTCTCTTGCTTGCTCCATCC 221

Ai01B13169 Araip.B01 13169 p2 (TG)7 14 52234804 52234817 TGATGTAAAAATGATCACAAAAAGAA CCCTCGTTTTAATCTTTCCG 103

Ai01B13172 Araip.B01 13172 p5 (AAACT)7 35 52242563 52242597 GCAAAAGGAAAATTGAAGCAA GCAATTTCTGGGCTTTTCAG 247

Ai01B13173 Araip.B01 13173 p2 (AC)7 14 52247321 52247334 CAACACATGAGCATGTACCCA TCACTTGCCCAAATAGCCTT 265

Ai01B13174 Araip.B01 13174 c (TC)6tttacacagcatcaataatatcaacgt(TC)957 52249450 52249506 GATGGCCATTTCCAATGAAG GAGCAAGAGAGAGGAGTATTCAAAA 254

Ai01B13175 Araip.B01 13175 p3 (TCT)5 15 52249755 52249769 TTTTGAATACTCCTCTCTCTTGCTC TAAGCGCAAGACCTTCACCT 268

Ai01B13177 Araip.B01 13177 p3 (GTG)6 18 52269198 52269215 GTGTCCGTTATGCTGGAGGT CGGAGAGACCATACCGACAT 252

Ai01B13180 Araip.B01 13180 p5 (TTATT)6 30 52284084 52284113 TCTTAAAATCAAATCTTTTTCAAACC GGAGGGTGTTGTTGCCTAAA 255

Ai01B13183 Araip.B01 13183 p2 (GC)6 12 52295044 52295055 TACCGATGCAGACACGTCAT CGTACGCGCTGTTGACTCTA 233

Ai01B13187 Araip.B01 13187 c (T)10ccacttcttctttcattat(CAC)544 52305877 52305920 TCATCATCGTCACCACCACT TTGGACTTGTGACCCTTTGA 274

Ai01B13189 Araip.B01 13189 c (AG)6tgggaggcgagagggtt(AG)21aaattcaaatgaggggga(AG)28145 52318211 52318355 GGGGTTGTCGGAGATATGAG GTGCCCTAAATTCGAACTGC 276

Ai01B13190 Araip.B01 13190 p3 (TTC)5 15 52339160 52339174 CGTTGCAGATTCCATTCCTC AACAAGGCATGAAGCAATCA 273

Ai01B13191 Araip.B01 13191 p2 (AG)9 18 52340563 52340580 TTGGAAATTTGGGTGCCTAC TGGGGTAATTTTGTCCCCTT 198

Ai01B13192 Araip.B01 13192 p2 (GT)6 12 52340782 52340793 TTATAGGTCCGGCGAAGTTG CACATTCATGTTCAGCACCC 257

Ai01B13199 Araip.B01 13199 p2 (GA)8 16 52379673 52379688 GAAGGGAGAGAGGAGGAGAGA CATGTAGGGGTGTGCAAAAA 268

Ai01B13200 Araip.B01 13200 p2 (TA)11 22 52383774 52383795 TGGTTTATCAACCTCCCCAC AGTTCCCTGCTTTCATGAGC 274

Ai01B13202 Araip.B01 13202 c (T)12ataacaaagtctttcttctttttctc(T)1048 52397659 52397706 CCCAAGTGAACATGAGGGAT AGTGATCCGTTGGCCATAAT 271

Ai01B13208 Araip.B01 13208 p2 (CA)6 12 52427784 52427795 AACACTCAAACCTCCCTCCA CTCTTTCTGGGCTCCCTTCT 184

Ai01B13209 Araip.B01 13209 p2 (GA)6 12 52428245 52428256 ACCACACTTCCATCGTCGTT CAGAGTAGCCGTAACTCCCG 222

Ai01B13210 Araip.B01 13210 p3 (TCC)10 30 52433858 52433887 GAATATTTGGCACCCACGTT TGGCTTCCAATGTATGGTCA 279

Ai01B13211 Araip.B01 13211 p2 (TA)6 12 52442350 52442361 CCGAAACTTTACCTCGCATC TCGTAATCTCTGATTAACCTTTGC 263

Ai01B13212 Araip.B01 13212 p2 (AT)12 24 52442559 52442582 GCAAAGGTTAATCAGAGATTACGA ACGTTTTGCGCTTTTCAAAT 141

Ai01B13213 Araip.B01 13213 p2 (AT)7 14 52446308 52446321 AACCGGTTGATTAATTGCGA GGCAACTTCTTGGGTTGGTA 143



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B13215 Araip.B01 13215 p2 (TC)6 12 52458248 52458259 GACAAGCTCCAGTGGAAAGG GACACGATCGAGAAGCAACA 147

Ai01B13218 Araip.B01 13218 c (T)10ctt(TTTTA)7 48 52468454 52468501 TTCACCATTTACTTTGGGGC CATGGGTACAAATGTCAGCG 263

Ai01B13222 Araip.B01 13222 p2 (GC)6 12 52522467 52522478 AAAAAGGAAAACTGGGCACC TGGCACAAGTGTGGCATAAC 268

Ai01B13223 Araip.B01 13223 p2 (GC)6 12 52522788 52522799 TTGCCAACTGACTCAAGCAC AAAGGAGGTGAGAAAGGGGA 274

Ai01B13224 Araip.B01 13224 p3 (TTC)5 15 52522903 52522917 TCCCCTTTCTCACCTCCTTT CGAAGACGGTAGTGGTGGAT 100

Ai01B13227 Araip.B01 13227 p4 (AATA)6 24 52535232 52535255 GCGTTAATTAAGCGTCGGAA GCATTGTGGTAATTTTGTCCC 228

Ai01B13229 Araip.B01 13229 p3 (TGA)5 15 52541240 52541254 TGCAGAGCATCATACAAGCC GAGTTCGCTTGCTTCACTCC 111

Ai01B13230 Araip.B01 13230 p2 (AC)6 12 52542686 52542697 GCATTGTTTTGGAGAAATTCG TTGCTGCTTGTGTGATTCGT 172

Ai01B13233 Araip.B01 13233 c (T)11aacttccaaaataccttatcttgagatcatac(A)1053 52544524 52544576 CCCTTAGGGACCTAATTGAAAAA TTTCTGTTTCATTTTAGCCATTC 272

Ai01B13236 Araip.B01 13236 c (A)10gaaagaaaatagc(A)1336 52560396 52560431 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 140

Ai01B13240 Araip.B01 13240 p3 (GTG)7 21 52572631 52572651 ATTATCCGCTCATCACTCGG TCGATCATCAAAATTTGCCA 201

Ai01B13241 Araip.B01 13241 p2 (AT)7 14 52573899 52573912 ACTAATCCACGCGTTCTTGG GAACAGACCCCTAACCTACCC 155

Ai01B13243 Araip.B01 13243 p2 (AT)12 24 52597340 52597363 AATGTGAAAATAGCCCACCA TCATGCAAGACAGTTGGAAGA 252

Ai01B13245 Araip.B01 13245 p2 (TG)16 32 52602601 52602632 ATGTGCATCAGACCACCAAA TTCCAGAGAAATTCGTGCCT 224

Ai01B13246 Araip.B01 13246 p2 (GT)14 28 52605478 52605505 CTGAATGTTGTTGACTACCTGTGA AATGACAAGCAAGAGCGATG 188

Ai01B13248 Araip.B01 13248 p5 (AGAAA)6 30 52617528 52617557 GGAAAACGACTAAAAGACACCAA TCCTTTTTGAGCCATGTTGA 116

Ai01B13249 Araip.B01 13249 p2 (AT)12 24 52622544 52622567 TGTGTCGCAAAAACTTACGC TCACAGCCAACATAACCCAA 239

Ai01B13251 Araip.B01 13251 p2 (TA)6 12 52632999 52633010 TTGCGTTTAAGCTTTTCTTCG CATTCGGATGCTTCTCATCA 269

Ai01B13252 Araip.B01 13252 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)657 52634939 52634995 TTCTTCAACCGTTACTGCACA CCTCCTCATCTTCTGCTGCT 241

Ai01B13253 Araip.B01 13253 p6 (AGAGGA)5 30 52635483 52635512 TCGTTTGGGTGAATTTCTGT TTTCCAAAGCGCTACACTCA 280

Ai01B13256 Araip.B01 13256 p4 (TTTA)6 24 52652535 52652558 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 159

Ai01B13259 Araip.B01 13259 p2 (GC)6 12 52661678 52661689 AGACAATGGTGGTGGGTTGT GCTAGTACCTTCACCGACGC 189

Ai01B13260 Araip.B01 13260 p2 (GC)6 12 52662000 52662011 GTCCGTTTTGGCACAAAGTT GAATTTCCATTTTCAGGCCA 227

Ai01B13261 Araip.B01 13261 p3 (TTC)5 15 52681217 52681231 AGGGAATTCGGGTACAAACC TGACCAGGTCCTTTCGTTTC 231

Ai01B13262 Araip.B01 13262 p2 (TC)8 16 52684429 52684444 TTCCTTCTCCCTTCTTCCTTC TGAGGAATAATGACGCGAAT 223

Ai01B13264 Araip.B01 13264 p2 (AC)8 16 52704017 52704032 CGGGCTAAAAATGCTAATGG TCTTTGCAAGAAACGCGTAG 235

Ai01B13265 Araip.B01 13265 p2 (CT)6 12 52709370 52709381 AACCCTAATTTCTGCCTCCAA AGCGACGTAGTGACGGACTT 119

Ai01B13267 Araip.B01 13267 p2 (TA)6 12 52710759 52710770 TTCATGTCCGTATTTTCAATGC TTCCCTCATATTGATTCGGTG 237

Ai01B13270 Araip.B01 13270 c (A)12ta(AT)9 32 52725233 52725264 TCCAAGAGAAACACCGTGAA TCCCATTTTCTTTCCTCCCT 242

Ai01B13274 Araip.B01 13274 p3 (GAA)5 15 52733597 52733611 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai01B13279 Araip.B01 13279 p3 (AGA)5 15 52768333 52768347 TTAGAATGTTGCTCGCCCTC ACCCACCTCACCCTCTCTCT 149

Ai01B13281 Araip.B01 13281 p3 (AAG)5 15 52772006 52772020 GGGAAATTGGGTTTGGAAAT TCCCCTTTTTGCTTAATTGC 227

Ai01B13282 Araip.B01 13282 p2 (TA)7 14 52775773 52775786 TGGGGTATTTTTGTCCCCTT TTGATTTTGGGAGAGTTGGG 260

Ai01B13285 Araip.B01 13285 c (T)10(A)11 21 52785638 52785658 TGTTCCTTGGTGTTTTCCCT TTTCGAAAAACTGAGGAGAGAGA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B13292 Araip.B01 13292 p3 (TTC)7 21 52818807 52818827 GCCAAGAATTGAAGGGGAAT TGCAACAACAAAGAATTGAGAA 199

Ai01B13293 Araip.B01 13293 c (A)13gccattga(CG)633 52821954 52821986 TTGTGTTTGTTTTGCCTTTGA GGAGAAAAACAGGGTGCAAA 185

Ai01B13294 Araip.B01 13294 c (A)11c(A)11taaaaataaataaataaataaaatactaaaaa(T)1065 52822094 52822158 TTTGCACCCTGTTTTTCTCC TGCAATGAATGAAAGTAAGCAAA 211

Ai01B13298 Araip.B01 13298 c (TAAA)5tagaaagagat(GA)1051 52847576 52847626 AAAGAGAGGGAGAGGGTTCG TTTCGAAAACCACTAACAACTTTT 259

Ai01B13307 Araip.B01 13307 p3 (TTA)5 15 52880470 52880484 TTGCCATGGAAAGGAGTAGG GTCAGGCGGATATCAAATGG 192

Ai01B13308 Araip.B01 13308 p3 (TTC)6 18 52886065 52886082 ACCCCTTCACCACTCACATC CCCACGAGCAAGAGAAGAAA 274

Ai01B13312 Araip.B01 13312 p2 (TA)7 14 52917074 52917087 TCTTCCATTGATCCCTTTACA TGTTGGGAGTTCGAATTCTGT 222

Ai01B13316 Araip.B01 13316 p3 (TAA)5 15 52922971 52922985 TTTTCTTTGAAAATCGAAAGCTC AGGAAACGGAAGAGGAAGGA 245

Ai01B13317 Araip.B01 13317 c* (C)10(CT)24* 57 52948710 52948766 TCTCTCCTCTTTCTCCCCC AGAGATGGGAGGGGAGGG 150

Ai01B13319 Araip.B01 13319 c (CT)8cccttccccct(TC)741 52949215 52949255 TTTCTTTTCTTTTTCTCCCCTCT GAAAGAGAGAGAGGAGGGCG 222

Ai01B13320 Araip.B01 13320 p2 (AG)6 12 52949642 52949653 TCTCCTCTCTCTCTCCCCCT TTCTCTCCTTCCCTCTTCCC 264

Ai01B13321 Araip.B01 13321 p2 (GA)7 14 52949762 52949775 GAGAGAGAGGGGAGGGGAA TCTCTCTCTTGCGCTCTTTT 271

Ai01B13322 Araip.B01 13322 p2 (AG)6 12 52949967 52949978 AAAGAGGGGGAGAGAGAGGA CCTCTATCCCTATGCATCTTCC 248

Ai01B13323 Araip.B01 13323 p2 (AG)6 12 52950093 52950104 GAGCGCAAGAGAGAGAGAGG CTTTCTCCCTTCCCCTTTTT 238

Ai01B13325 Araip.B01 13325 c (CT)11c(AT)8 39 52957571 52957609 GAACAAGTCAAGGCTTGGGA AAACGTAGTTGTTTTGCGGG 221

Ai01B13326 Araip.B01 13326 p2 (CT)6 12 52960523 52960534 GAGATGAATTTGACGGCGAT GTCGCTGTTGAAGGGAAGAG 264

Ai01B13327 Araip.B01 13327 p4 (TACA)13 52 52962126 52962177 GCCACTCGATAGCGAGGATA CTTTTCAGGACAGACGAGGC 278

Ai01B13328 Araip.B01 13328 p2 (TC)7 14 52964728 52964741 TAGTAGCAGCGGAGACGGAT GAGAGAGAGACGAACGCGAG 221

Ai01B13329 Araip.B01 13329 p2 (GT)9 18 52964962 52964979 GTGGGTATGGAGGTGAGGTG ACGTTAGCCCCAAAACTCCT 110

Ai01B13330 Araip.B01 13330 p3 (GTG)6 18 52965901 52965918 CCCTTTGTTTCTGAGATGCAC ACCGCCCTTCTTTTTCAAAT 256

Ai01B13332 Araip.B01 13332 p2 (TA)6 12 52968753 52968764 GGGTAAGATTATGTACCCGCAA TTTGGATCTGGGCCTTAGTG 261

Ai01B13337 Araip.B01 13337 c (CAC)7tatacctccatcatcatcttcttcacataa(AAC)566 53033948 53034013 CTCCTTTCCTATCTCGCCCT GTCGTCGACGCTGTTCAGTA 205

Ai01B13341 Araip.B01 13341 p2 (TA)9 18 53045219 53045236 CACTTGGACTTTCTTCCTCCC TGGCTTGACGCTTGTAGATG 182

Ai01B13342 Araip.B01 13342 p3 (GAA)7 21 53073886 53073906 TCCCCAAGCAACTGAAAATC AATGGCTGAACCTTAACCCC 221

Ai01B13343 Araip.B01 13343 p2 (AG)9 18 53075737 53075754 TCGAATTTGGTGAGTGATGTG TTTCTTATCTTTTTCAAAACCACC 278

Ai01B13345 Araip.B01 13345 c (T)10ctctttaatttctgcaaattcactttagaatccataaaaaccaag(A)1166 53081477 53081542 TGGTATCAGAGCCAGGTCGT ACAGGGATTTGCAATCGAGA 223

Ai01B13346 Araip.B01 13346 c (AG)6aa(AG)7 28 53081980 53082007 CTACACGGTTGGACCGAACT TGGGTTGAAAACAAACAGTGA 277

Ai01B13347 Araip.B01 13347 p2 (GA)6 12 53082246 53082257 AAAAACCCAACCCAAACAAA CGATCACCTCGTCTTCCATT 214

Ai01B13348 Araip.B01 13348 p3 (CTG)5 15 53089175 53089189 CGCAACTCAGTCTCCCTCTC CAACACTTCCCCTTTCCTCA 142

Ai01B13349 Araip.B01 13349 p3 (TTC)11 33 53104711 53104743 GTGAAATCGAAGAAGCGAGG ACAACTCGCTGACACACAGC 213

Ai01B13351 Araip.B01 13351 p2 (TA)8 16 53106227 53106242 AAAGCTTCAATTTAGCCCCC CATTATCCATTGTGAATCCCAC 223

Ai01B13352 Araip.B01 13352 p3 (ATG)5 15 53106708 53106722 CTGATTTTCGGAGAAGGTGG TAAAAAGTGCGGGGGTACTG 176

Ai01B13357 Araip.B01 13357 p3 (GAA)5 15 53127388 53127402 CATTGGAGAGCATGCTGAGA GAGGCACAAACACAGAAGCA 252

Ai01B13359 Araip.B01 13359 p2 (AG)6 12 53144481 53144492 CAAGAGGGAAGGGATTTTCG TCAATCACATCTTTTTCAAAATCAA 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B13363 Araip.B01 13363 p5 (ATCCG)5 25 53163542 53163566 CAGTGCGGATCGGATAGAAT GGAGTTTGGGTGTGCGTACT 261

Ai01B13364 Araip.B01 13364 p4 (TTAG)7 28 53168863 53168890 CCCTTCTCCTACCCCTCATC CAAGGGATCCAACAATGACA 230

Ai01B13366 Araip.B01 13366 p4 (TAAC)6 24 53176063 53176086 GCAGCAATATTTCAACACAACC CCCTCTTCTTTCCCTCCAAC 196

Ai01B13368 Araip.B01 13368 p2 (AC)6 12 53178837 53178848 CCAAAAATGCTAACGGGTTG TAACGGGCTTGACGAGACTT 242

Ai01B13370 Araip.B01 13370 c* (A)11(AAAAT)5* 32 53230902 53230933 CTCTGGAGGAGTTGGATTCG TAACAAAATCCTCCCTTGCG 266

Ai01B13374 Araip.B01 13374 p2 (AG)10 20 53251373 53251392 TAACCCAGTTTTCAGCCCAG TTGAACCTGATGAAGAGTTGAAA 211

Ai01B13377 Araip.B01 13377 p2 (AC)8 16 53270270 53270285 AATGCAAACATCATGAGGGC GGGGATAAAATCACCCCAAT 276

Ai01B13378 Araip.B01 13378 c (T)11ctctttttttttg(T)1034 53270443 53270476 TTGGGGTGATTTTATCCCCT GGGAACTTGGGTTGATGAGA 192

Ai01B13381 Araip.B01 13381 p3 (TCT)5 15 53285293 53285307 TCCATCATCTTCAACTGCCA TGCCACTGACACTAACGCTC 242

Ai01B13382 Araip.B01 13382 p5 (TTATC)7 35 53301386 53301420 GGTACCTGCAAGAGACTCCG GGGACACAGCCCAAACTAAA 256

Ai01B13383 Araip.B01 13383 p5 (TTATC)5 25 53310712 53310736 CCTGGGTGCTCCAGTGTATT AGGCAGTTCGCCAGAAGATA 123

Ai01B13384 Araip.B01 13384 p5 (AAGAT)5 25 53320334 53320358 AGCCCAAATACAGGAACACG GGTGTGGAGTGGCCTTTTTA 154

Ai01B13388 Araip.B01 13388 p3 (TCT)5 15 53325105 53325119 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 172

Ai01B13393 Araip.B01 13393 p2 (CT)6 12 53328350 53328361 TTTTTGTTTGTTTCTTACCTTTTTCA GGGGTGAAGATGAGGAGATG 273

Ai01B13394 Araip.B01 13394 p2 (AC)10 20 53346506 53346525 GGGCTAAGGTAAGGGTGAGG CAAAAAGTGGGAATTTTGGG 150

Ai01B13395 Araip.B01 13395 p4 (TAAA)5 20 53352126 53352145 TCCTTTTCAAAATTTCCTAACCA CCATGATGGAGAAAGGGAGA 164

Ai01B13396 Araip.B01 13396 c (A)12g(A)10 23 53360527 53360549 TCGAGTTTGGACAACTGACG GTTTGGAAGCCTCAGTCCAA 269

Ai01B13397 Araip.B01 13397 p2 (AG)8 16 53366511 53366526 GGATTCATAAAGTAGCTTGCAAAA TTTTTGCCCAAATCCAAGTC 247

Ai01B13398 Araip.B01 13398 c (A)10ttcttctttgttttcgtttttcttcaaataaattttcg(A)1058 53383885 53383942 TCGAGTTTGGACAACTGACG TACAGCCAGCCAGGCTTC 244

Ai01B13402 Araip.B01 13402 p2 (AG)6 12 53446610 53446621 ACCCGGAGGGGAAGATAAAT TATCCGCATACCTTTCCCAG 279

Ai01B13406 Araip.B01 13406 p3 (TTC)21 63 53478193 53478255 CCCACATCCCTGTTTGTTTT CGACAAAGTTAATTGCGTTGA 273

Ai01B13417 Araip.B01 13417 p3 (GAA)5 15 53627401 53627415 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 231

Ai01B13418 Araip.B01 13418 c (AAT)7agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)6105 53632052 53632156 CTTGTCTTTGCTCCTGCTCA TCACTCACCAAAAATCCGAA 170

Ai01B13421 Araip.B01 13421 p2 (GC)6 12 53641008 53641019 CCTGCTAGCATCCTTACCGA CACCGGAAAAAGTTGGTTGT 226

Ai01B13423 Araip.B01 13423 p2 (TA)12 24 53647613 53647636 TGTTTCTCTCGCCTTTATCTTT TAGCATGGCAATTACGACGA 251

Ai01B13425 Araip.B01 13425 p3 (TAA)5 15 53650490 53650504 TGTGAGTTTTCTTGCTTTTTCTTG GACTCAAAGGAGCAACTATTCACA 146

Ai01B13427 Araip.B01 13427 p3 (AGA)6 18 53654934 53654951 TTAGAATGTTGCTCGCCCTC CCTAATTGGAGCAGGGATGA 236

Ai01B13429 Araip.B01 13429 c* (CT)6tttttcctcttttctccaaaacaagagagagaat(GA)8(A)10*gaaagagagaaagaggaagagagaagggaggaaagagaaacaaaaggg(TC)9137 53677126 53677262 CAATCTGGGAGACAAGAGCC CTCGAAGAGGCAATCTACCG 267

Ai01B13430 Araip.B01 13430 p2 (CT)10 20 53677439 53677458 CGGTAGATTGCCTCTTCGAG GGAAGGGAGAGAGAAAGGGA 217

Ai01B13432 Araip.B01 13432 c* (A)11(AT)24*(A)11t(A)1181 53688080 53688160 GAAAAATCTTGGGAATTGGG CATCTTCAGCAAGCTCCTCC 252

Ai01B13433 Araip.B01 13433 p2 (AG)6 12 53692939 53692950 CATAGCATGGAAAGGGTTCA ATTCAAAAAGAGCTCGCCAA 214

Ai01B13434 Araip.B01 13434 p2 (AT)10 20 53693824 53693843 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 276

Ai01B13435 Araip.B01 13435 p2 (AG)6 12 53701198 53701209 GCCTTTTGTCCCTCATTTTT TCATCCCAATATTTTTGGTTCAT 276

Ai01B13436 Araip.B01 13436 c (TA)7(TG)13ta(TG)1062 53706930 53706991 TGTTTTCCTCGCCTTTATCTTT CCGTATAATCATTCCAAAAGGG 245
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Ai01B13438 Araip.B01 13438 p2 (AC)11 22 53709991 53710012 TAATGGGGCTAAGGTAGGGG GCAAAAGTGGGAATTATGGG 157

Ai01B13441 Araip.B01 13441 p3 (TGT)5 15 53742026 53742040 TGGCTATTGGTAAAGAGGGTTC CAACCAGGGGTGGAGAGATA 133

Ai01B13442 Araip.B01 13442 p2 (CA)6 12 53744575 53744586 TGTTCTGCCACTCTTTGGCT TTGTCCCCTGCATTTTCAAT 280

Ai01B13452 Araip.B01 13452 p2 (CT)6 12 53815657 53815668 TTCGAAAACCACTAACCATTTTT AGAGAGAGGGAGAGGGTTCG 246

Ai01B13453 Araip.B01 13453 p3 (GAA)5 15 53821315 53821329 CCCTCGAGCAAGAAAAGAAA ACAGGATCCCCACCTACCTC 270

Ai01B13455 Araip.B01 13455 p2 (AG)8 16 53824376 53824391 GAGATGTGAGGTGAGGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai01B13460 Araip.B01 13460 p2 (TA)7 14 53842633 53842646 GCACTTCAGAGCCATTCTCC AAGAAAAAGATGCAAAATGCAA 253

Ai01B13462 Araip.B01 13462 c (TG)27c(GT)8gcgtgt(GC)689 53848924 53849012 CAGAGTTGATTCTTTTGGGGA CAAGGCCGATCGGAGTATAA 278

Ai01B13465 Araip.B01 13465 p3 (ATA)5 15 53855150 53855164 TTGGAGGGGAATCTTGGTAG GGGACCTTGTTGACCAGAAA 210

Ai01B13466 Araip.B01 13466 p2 (AT)9 18 53855852 53855869 AGCATGCACGTGGTCAACTA AGGCTGCACACTGTTTTGAG 112

Ai01B13467 Araip.B01 13467 c (TA)7tttgttttagtatgcattaatatatcattttagtatgcattaatatatttgtttttggtatattctcaagagattct(TA)8107 53859940 53860046 CGTGACGGCTCAAACTTTCT TGTCCAACAGCACACTAAAAGG 279

Ai01B13468 Araip.B01 13468 p2 (AG)10 20 53864014 53864033 GGGCAGCAGAGCTAAACAAC TGATTGACGACGATCTCAGG 248

Ai01B13469 Araip.B01 13469 p2 (AG)7 14 53865028 53865041 TCAGATGGAGGTGAGAGGCT AAAGCTGACTGCCATGACCT 273

Ai01B13470 Araip.B01 13470 p2 (CA)7 14 53866551 53866564 CGAACCGAACCGATAAATGT GAGAACGACGATTGCTAGGC 152

Ai01B13471 Araip.B01 13471 p3 (TTC)6 18 53879258 53879275 TGTTGGGTCTCAAGATGCTG AGAGAAGCAGTGGCAAGAGG 205

Ai01B13474 Araip.B01 13474 p3 (AAC)6 18 53902458 53902475 AAGGTGGTAGTTGTGCACCC GTGGTTGAAGTGCCAGGAAT 124

Ai01B13477 Araip.B01 13477 p3 (TTC)6 18 53911304 53911321 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 280

Ai01B13478 Araip.B01 13478 c (GT)12a(TG)7(TA)753 53921655 53921707 TCGACCTACAAAGCAAAGGTC GAGCATGCTGGAGGCTCTAC 260

Ai01B13480 Araip.B01 13480 c (TC)12(TA)14 52 53935543 53935594 CGCGTATTGTAATTCCGCTT TCATGGCCAGTAGGATAGGC 241

Ai01B13482 Araip.B01 13482 c (T)10gaaaac(T)13 29 53946180 53946208 TTGATCCGTTTGGTTGTTGA TAAGGAGAAGAGGGGGTGGT 245

Ai01B13488 Araip.B01 13488 p3 (CTT)5 15 53981655 53981669 CTTCATTGCTTTTCAAGGGC AACCCCAGTGGACAAGACAG 278

Ai01B13489 Araip.B01 13489 p3 (AAT)14 42 53989134 53989175 ACAAAACAGACAAGCCAGGG GGATGTAGCAGAGAGCTTCAAAA 161

Ai01B13490 Araip.B01 13490 p2 (TG)6 12 53991329 53991340 AGTGAAAGGGTAATGGCACG CCATCCCTGCTAATTCCTGA 254

Ai01B13492 Araip.B01 13492 p2 (TG)9 18 53997441 53997458 CATGTTGTGCCATCCTTTTT GCCTCTCACCATTCCCATTA 159

Ai01B13493 Araip.B01 13493 p2 (AC)8 16 54003553 54003568 CACTCAGCAGGACCTTTTCC GCTCTCTCACGCTCGTTCTT 233

Ai01B13494 Araip.B01 13494 p2 (TA)6 12 54006928 54006939 GATATGGGCGCTGAAGTCTC TTTAAACCGTGAAACCGCTC 268

Ai01B13495 Araip.B01 13495 p2 (AC)8 16 54010339 54010354 CACTCAGCAGGACCTTTTCC GCTCTCTCACGCTCGTTCTT 233

Ai01B13496 Araip.B01 13496 p2 (TA)6 12 54014440 54014451 TCAGGATATGGGCGCTAAAG TTTAAACTGCGAAACCGCTC 274

Ai01B13498 Araip.B01 13498 p3 (ATT)6 18 54032166 54032183 TGTAACACCCCGAATTTTTGA GTACCCGACCTACCGAACAA 257

Ai01B13500 Araip.B01 13500 p3 (AAT)5 15 54043168 54043182 CTCCTTTCAACCAACTCCCA CCTCCGCCAAGACTTCATTA 260

Ai01B13503 Araip.B01 13503 c (T)10attcgccataaaa(T)1033 54050506 54050538 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 244

Ai01B13508 Araip.B01 13508 p2 (CT)6 12 54104448 54104459 CTTTTTGTTTGTTTCTTAACTTTTTCA ATGAGATGGGGGAGGGATAA 236

Ai01B13509 Araip.B01 13509 p3 (ATT)5 15 54104786 54104800 TCACCTCCTTCCATCCTCAC CGAGTTCTGTGCTTCCACAA 198

Ai01B13511 Araip.B01 13511 c (A)10tttttc(A)10 26 54126656 54126681 TCGAGTTTGGACAACTGACG GTGCTGATGAGTGGAAGCCT 256
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Ai01B13513 Araip.B01 13513 p2 (AT)8 16 54152968 54152983 TGGATGTGGAAGAAGGATTATG TTCAAAAACTCCCTAACCACTTTC 268

Ai01B13515 Araip.B01 13515 c (TTTA)5ttttgaaaataaaataaattaaaataaaataaataaaaatgggtgaagatttttgaaaaatg(GA)898 54172678 54172775 GGGTTAGCATATGACCCCAG TCAAATCAAATCCTTTCAACCA 244

Ai01B13518 Araip.B01 13518 p3 (AAT)6 18 54180440 54180457 GGCATCAAGTGAGGTGGTTT ATGCTCTTCCCTGTGCTGTT 137

Ai01B13523 Araip.B01 13523 p2 (AT)7 14 54218657 54218670 CCACAAACCATTTGGTGAGA TGGTTATATGCATGTCTCATTTACAA 211

Ai01B13524 Araip.B01 13524 p2 (TA)8 16 54220400 54220415 GTCTGGATCCTTGAAGCGAA GGATGGCCAAGGAGATAACA 245

Ai01B13528 Araip.B01 13528 c (T)12cttttttcatgcctcctcttt(TTC)651 54228144 54228194 TTCACATTCAAGCGTTTCCA TTCAAAAACGAAGAATCACGAA 114

Ai01B13530 Araip.B01 13530 p2 (TA)6 12 54231860 54231871 GGTTGTGATAAATCGAAACAACTT CGAGACCAAGCTTATCCAGC 275

Ai01B13536 Araip.B01 13536 p2 (AT)10 20 54288865 54288884 CCTTATCATCCATGAGAACCATT TTCTTTCAAGTGATGTTAGGTCCA 265

Ai01B13537 Araip.B01 13537 p2 (TA)7 14 54289158 54289171 TGTAAGTCGTCTTGTTATTGTCAAA CCAAACAAGCCCACAATCTT 221

Ai01B13538 Araip.B01 13538 p2 (TA)6 12 54290079 54290090 GAGAGAAGGCGACAGTTTGG AATCCTTTTTGCGAGCTTCA 244

Ai01B13544 Araip.B01 13544 p2 (TA)9 18 54296247 54296264 GCGTGGCCTAAAGGTATCAA ACCGACAGCGATAGAGAGGA 248

Ai01B13546 Araip.B01 13546 p2 (CT)6 12 54312965 54312976 TAACGCTAGGAATGGGCAAG GGGTTTGATAGGTGAGGGGT 248

Ai01B13555 Araip.B01 13555 p3 (TAT)7 21 54396725 54396745 TCTTTGTCCCCTTCCTTCCT TTATTTTCGGCTGCCATCTC 262

Ai01B13557 Araip.B01 13557 p2 (TA)6 12 54432480 54432491 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai01B13564 Araip.B01 13564 p2 (TA)6 12 54476033 54476044 TTCACCATTTAACTTGGGGC TGGGTTTGGAAACATTTGGT 227

Ai01B13565 Araip.B01 13565 p2 (TA)8 16 54486804 54486819 GAAAGAGTTGGTGGGTGGTG TGAATTATCGAATTAGCCTGGTT 273

Ai01B13570 Araip.B01 13570 c (T)10caaaatttaaaatcttttccaaatcatatctttttcaaaacttcctaaccacttcctctctcctca(T)1086 54504883 54504968 TCTTTCCGCACTAAATTCAAAA TGATGGAGAAAGGGAGATGA 280

Ai01B13571 Araip.B01 13571 p2 (TC)7 14 54516786 54516799 CTATGCTCCCAGCCTCTCAC TTTGGGAAAGAAACAATGGC 217

Ai01B13572 Araip.B01 13572 c (T)10cgaaaataaaaagct(A)1035 54526525 54526559 CAGCCAAATTGATGGGAATC GGGGACTGTTCGAGTTTTGA 209

Ai01B13574 Araip.B01 13574 p2 (GA)8 16 54552873 54552888 GGAAGGAGGGAAGAAGGAAA GCCGCACAGCTTAACCTAAT 177

Ai01B13575 Araip.B01 13575 p2 (CT)7 14 54561788 54561801 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGTGATGTGGGGAAGAGA 275

Ai01B13580 Araip.B01 13580 c (A)10t(A)11 22 54592206 54592227 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 219

Ai01B13589 Araip.B01 13589 p5 (TTTTC)5 25 54631369 54631393 TTGGCTTTTTCTGCTTGCTT TTTGATGTGGTGGCAATACC 268

Ai01B13590 Araip.B01 13590 p2 (CT)7 14 54635631 54635644 TCTCTCCAATTTTCGAAAGTCAC GAGAGAGAGGGAGAGGGTTCA 260

Ai01B13592 Araip.B01 13592 p2 (AT)12 24 54643859 54643882 TCTTCACAGGTCAAGGCAAG CCACACCATTAGGCTCAAAA 131

Ai01B13599 Araip.B01 13599 p2 (AG)6 12 54720305 54720316 CAACCCACCTTGGTATGGTC TCTGGGCGTTGGATTTTTAC 277

Ai01B13600 Araip.B01 13600 p3 (ACC)5 15 54720846 54720860 CTATCGCGCCCTATTCTTCA AAGAATGGGGTTAAGGGTCG 280

Ai01B13601 Araip.B01 13601 p2 (TA)12 24 54727576 54727599 CACTCCTCACACTTGCAACA TTTTGTTTGAACTCCCAGCC 197

Ai01B13608 Araip.B01 13608 c (CA)9t(AC)6(AT)2479 54753753 54753831 TTTGGAAGTCTCCACCAACC AAAATGCTCAAACCCTTGTGA 236

Ai01B13610 Araip.B01 13610 p3 (TAT)5 15 54761324 54761338 CCTCTTCCTCCCTCATCTCC TTCTTGTCCTTGCTCCTGCT 223

Ai01B13612 Araip.B01 13612 p2 (TG)12 24 54777182 54777205 TTGGAAATTTTGGGAAGTGG CCCTTCCCTTGCTTTCTCTT 208

Ai01B13614 Araip.B01 13614 p3 (TCC)10 30 54782846 54782875 GAGGGATGATGCGAACCTTA AAGGGTATGGTGAGTTTGGCT 263

Ai01B13617 Araip.B01 13617 p3 (TCA)6 18 54786269 54786286 TTCCTCCTTCTCATCTTTTGTTG TGTTTCTTCTTCTTCTTTGTTTGA 182

Ai01B13618 Araip.B01 13618 c (CTT)5tt(TCA)6 35 54786576 54786610 TTCCTCTTTCTCCTCTTCATCTT TGAAGGTTCATCCTCTTCCAA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B13623 Araip.B01 13623 c (AG)12at(AG)10 46 54793064 54793109 GAGCAGAGCCAAGTTTGAGG CAAATCACACTCAGCTCCCA 208

Ai01B13625 Araip.B01 13625 p2 (AT)6 12 54797755 54797766 TGTTACCCGGGACGATTTAC AATCGTGCTAGGGCAATGAG 150

Ai01B13631 Araip.B01 13631 p2 (AT)10 20 54843900 54843919 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 230

Ai01B13632 Araip.B01 13632 p3 (TAT)7 21 54844118 54844138 TGTCCCATGTGCATTGATTT TCCCAAGTTGAATCCTTGGT 243

Ai01B13634 Araip.B01 13634 p2 (AG)6 12 54854142 54854153 GAGGGATTCTTGGGGAAGAG CGTTTAACACCAGGAATGGG 239

Ai01B13636 Araip.B01 13636 c* (A)11(AG)6* 22 54889129 54889150 GCTAGGTGGGAGACAACCAA CTCCAGCCCAACTTTCTGTC 265

Ai01B13639 Araip.B01 13639 p2 (TA)6 12 54918228 54918239 AATGGGGCTAAGGTAAGGGT GGGGACAAAATTACCCCAAT 249

Ai01B13642 Araip.B01 13642 p2 (CT)6 12 54940450 54940461 TTGATTTTCAAATTTGTTTCAACT TTGAAAAAGAGGGAGATATTTTCG 118

Ai01B13643 Araip.B01 13643 p2 (CT)6 12 54940702 54940713 CATCTCTCCCTCACTCATCAAA GCACTTGCTGGTCAGTGGTA 148

Ai01B13645 Araip.B01 13645 p2 (CT)6 12 54960121 54960132 TTCCTATCTTTTCAAAATTTGTTTCA AGGATGAGTGAGAGGGAGGG 280

Ai01B13646 Araip.B01 13646 c (A)10gaaaaaaaaataggc(A)1136 54965274 54965309 TGCTTGAACAGTGCATACGTC TTATTTGCCCTTGCCTTTTG 269

Ai01B13651 Araip.B01 13651 p3 (AAC)5 15 54988526 54988540 CACCTTGACAGCTACCAGCA CTGGCCTTGGTTTTGTTGTT 271

Ai01B13652 Araip.B01 13652 p2 (AT)8 16 54992619 54992634 AACCCACCATGGTATGATCG TCCCGCGTAACTCTTTGTTC 205

Ai01B13653 Araip.B01 13653 p3 (ATT)5 15 54997048 54997062 GCAGGAAAGCAGAGGTTCAG TGCACTGGGTTGTCCAAGTA 249

Ai01B13654 Araip.B01 13654 p2 (TA)26 52 55002886 55002937 TTGGGAATTTGGGTGCTTAC TCCACCACATATGCATTGATCT 199

Ai01B13655 Araip.B01 13655 p2 (GT)7 14 55003093 55003106 GGGATAAAATTACCCCAATGC GGGCTAAGGTAAGGGTGAGG 228

Ai01B13660 Araip.B01 13660 p2 (CT)6 12 55022867 55022878 AGTCCAGAAGGCAGAGACCA CATGGAAAGGGTTCATAAGTCA 256

Ai01B13664 Araip.B01 13664 p2 (TC)8 16 55038490 55038505 TGACTAGCAGTAAAGCGCGA GCGTATACACAGACACAGCCA 147

Ai01B13665 Araip.B01 13665 p2 (TA)6 12 55039839 55039850 TTAATAGAAATTTGTTGTGAACTCTTG ATTTTGGGACATTTTGCCAC 271

Ai01B13668 Araip.B01 13668 c (AG)7aa(AG)15 46 55046243 55046288 GCCCAAAGTTGGGTCTACAG AATGGTGTAGCGATCGAAGC 269

Ai01B13673 Araip.B01 13673 p2 (AT)7 14 55091690 55091703 ATGCCATGCAATGCAATTTA TGTTTTTCTCTCCCATTTCAA 193

Ai01B13674 Araip.B01 13674 p2 (CT)6 12 55098086 55098097 CCAATTAATCAACCAAAGCCA TTCATTCAGGGGACTTTCAA 280

Ai01B13675 Araip.B01 13675 c (A)10gaaaaatattttgaaaaatattttcgg(A)1047 55105891 55105937 CACCAAACTTAAAATTTTTCAATCAA TCAATTTCGAATTCCTTAGGTTG 246

Ai01B13679 Araip.B01 13679 p2 (AT)7 14 55110096 55110109 ATTGAGGAGCTGGAGCAAAA GACTGGAGTAGATGGCTGGC 248

Ai01B13681 Araip.B01 13681 p2 (AG)6 12 55113607 55113618 CGGCCCAGAAAACACATATT CATGAAAAGGTTCATAAGCCAA 275

Ai01B13682 Araip.B01 13682 p3 (GAA)8 24 55115838 55115861 TGCAGATGAAGGAATGGTTG AGCCATGATATGCCTTGGAG 244

Ai01B13683 Araip.B01 13683 p2 (AT)6 12 55118737 55118748 ATGGGAAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 239

Ai01B13684 Araip.B01 13684 p2 (AG)6 12 55120057 55120068 TGGCCCAGAAAACACAGATT CATGAAAACGTTCATAAGCCAA 273

Ai01B13685 Araip.B01 13685 p2 (AT)8 16 55123122 55123137 TTAATCCTCGTGGGATCGAC ATGCTGATTGCTGAGGCTTT 154

Ai01B13686 Araip.B01 13686 p2 (CT)20 40 55131777 55131816 TTCGAACTGCGAACCTTCTT AGCAGAGCAGCAGTGACAAA 219

Ai01B13687 Araip.B01 13687 p2 (TA)13 26 55139729 55139754 TTTCAAGGTTGTAATGGGGC GGACAAAATTACCCCGATTC 274

Ai01B13688 Araip.B01 13688 p3 (TTA)5 15 55139968 55139982 CACATGCATTGATCTTTGAACTT ATGGGAAGATTGTGGGAACA 218

Ai01B13691 Araip.B01 13691 p3 (TTG)6 18 55143331 55143348 ACGCTTTCGCATGACTCTCT AAGCAAAGTGCTAGGTGGGA 277

Ai01B13693 Araip.B01 13693 p2 (TA)6 12 55159445 55159456 GAGTGAAGGCAGAATGGTGG TTGTGCATATTTGATTTCTTGGA 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B13694 Araip.B01 13694 p3 (TCT)5 15 55167503 55167517 AATTCCCCTCCAAAACCATC TTAGAATGTTGCTCGCCCTC 195

Ai01B13695 Araip.B01 13695 p3 (TTA)6 18 55169994 55170011 AGCAGGAAAGCAGAGGTTCA GTAAGAGTCGATCCCACGGA 221

Ai01B13696 Araip.B01 13696 p2 (AC)8 16 55170257 55170272 CACCAAGTTTTTGGAGCCAT ACAAAAGTGGGAATCTTGGG 124

Ai01B13699 Araip.B01 13699 p3 (TTG)5 15 55212669 55212683 TCCCACTTAGCATGTTCTTCTG TGCTAGTGCTCTACAAAAAGCAA 257

Ai01B13702 Araip.B01 13702 p2 (AT)6 12 55235277 55235288 GTAATCCCGATTTCCCGAAT TGCTTGATGCAACCCAGAG 264

Ai01B13704 Araip.B01 13704 c (AT)9actctgctctactctggggaagcggaaaatagctgtgcattaagcaactaatatatattaaatataactctgggtttcatcaagcaacta(AT)8124 55245043 55245166 GTAATCCCGATTTCCCGAAT TGCTTGATGCAACCCAGAG 242

Ai01B13707 Araip.B01 13707 p2 (AG)8 16 55271339 55271354 CTCGAACACAGAGAGGGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 274

Ai01B13709 Araip.B01 13709 c (T)10atttttttcgaaaataaaggaaaattttttgttttg(T)11gaagatttttgaaaa(T)1183 55272778 55272860 TTGGAAGCCCCTATCCAAAT TTTGGACAACTGACGGTTCA 274

Ai01B13710 Araip.B01 13710 p2 (AT)13 26 55308865 55308890 CTTACCTCGCACCGTAAAGC TTATTCCTTCATCGGGCTTC 122

Ai01B13713 Araip.B01 13713 c (TA)6ttttatgttg(A)1335 55321611 55321645 TGAGAATCTTGGGAATTGGG TGAGCCCAATTGTGTGGTTA 222

Ai01B13714 Araip.B01 13714 c (A)10tttc(T)10 24 55321834 55321857 GGGCTCAAAACTCACATGCT GGGTGCCCTAAAAACCATTT 268

Ai01B13716 Araip.B01 13716 p2 (AT)8 16 55322614 55322629 AACTGGGGACATTGGTTGAG TTTTGGGTATTTTTGTCCCA 234

Ai01B13718 Araip.B01 13718 p2 (GC)6 12 55326248 55326259 TGTTTGTTGCATTCATGCTTT GAGTACGATATGCACCACCG 259

Ai01B13725 Araip.B01 13725 p2 (GC)6 12 55353623 55353634 TGTTTGTTGCATTCATGCTTT GAGTACGATATGCACCACCG 259

Ai01B13729 Araip.B01 13729 c (A)10gcttatgcttttaccacaccaaacttagaatattactcgtcctcgagcaataaacaaaagaat(AGA)691 55373499 55373589 TTCTCCGGTCTTAGATGCCA CTCTACACTCCTCTTGGCCG 174

Ai01B13731 Araip.B01 13731 p2 (TA)8 16 55382988 55383003 AGCCAATTGGGCAGTAAATG CATGTTTGGACAACTCACGG 278

Ai01B13732 Araip.B01 13732 c (AATT)5aatatacagagttctgc(AT)853 55392860 55392912 AGAGGAGGAAGAGCCTTTGG TCTTTCAATTTTGATGCCCA 214

Ai01B13739 Araip.B01 13739 p3 (AGA)5 15 55465816 55465830 TCAAAGTTCAACACCCATGAA TTCCTTTCCCTCTCCTCTCC 238

Ai01B13740 Araip.B01 13740 p3 (ATT)5 15 55468848 55468862 ACGGAAGGGAGTAGGAAGGA CCCACGGAGATTGTTGGTAT 235

Ai01B13743 Araip.B01 13743 p3 (ATT)5 15 55477829 55477843 CCCTACACAAAGCTTGCCAT CCCACGGAGATTGTTGGTAT 253

Ai01B13744 Araip.B01 13744 p2 (TC)6 12 55482429 55482440 CCATCAAGCCATCTCATTCA GGAACATCCTCACCATGCTT 259

Ai01B13747 Araip.B01 13747 p2 (TC)11 22 55498716 55498737 TGGAGCTTTGAAGGAGGAGA TTGAAAACCGGGCACTAATC 238

Ai01B13748 Araip.B01 13748 p2 (AT)7 14 55500553 55500566 GAATTTCAGAAGCGCGAAAC GCAAGTCACGACTAGTCCCC 130

Ai01B13750 Araip.B01 13750 p2 (TC)13 26 55503694 55503719 TGGAGCTTTGAAGGAGGAGA AAAACGCTTCATGGTTGGAC 186

Ai01B13751 Araip.B01 13751 p2 (GT)6 12 55516200 55516211 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 236

Ai01B13758 Araip.B01 13758 c (A)10gagaaaaaaataggcg(A)1137 55542361 55542397 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 212

Ai01B13759 Araip.B01 13759 p2 (TA)9 18 55552966 55552983 TGGGACATTTTGTTCCCTTT GGGAAAGTTAGGAACATTGGG 199

Ai01B13761 Araip.B01 13761 p2 (GC)6 12 55559321 55559332 CGTTAGTTTTGGCACAGGGT GCACCATTGCAATTTAACCA 132

Ai01B13765 Araip.B01 13765 c (T)10catttca(T)10 27 55596344 55596370 TCACACACACATTCATGCCTT TGGAAAATAGGTGCACATTCA 206

Ai01B13766 Araip.B01 13766 p2 (AT)6 12 55597172 55597183 TGATGTGGTGGATGCAATTT TTTCCGAACACTTTGCACAT 271

Ai01B13768 Araip.B01 13768 p2 (GA)8 16 55613030 55613045 CCTCACCCTCCTTCAACGTA ACGGGTAGCTCCTCTCGAAT 226

Ai01B13770 Araip.B01 13770 c (AT)9aggaaat(A)10caatgaaggacctaaggctacacttatatatagtagctatagtatac(A)1395 55617334 55617428 TTCACTTTGCCAAACACACC TAGCTACCAAATCGGTCCGT 266

Ai01B13772 Araip.B01 13772 p3 (TCT)5 15 55641821 55641835 ACCCTTCACCACTCACATCC CCTATGACTCGGAGGTGGAA 274

Ai01B13773 Araip.B01 13773 p3 (TTA)5 15 55644812 55644826 AGCAGGAAAGCAGAGGTTCA AGTAACGGTCGATCCCACAG 219
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Ai01B13776 Araip.B01 13776 p2 (AG)6 12 55678423 55678434 TTGAGGTTCTTGGTGAAGGG AAAGGGAGAAAAACTGGCGT 262

Ai01B13778 Araip.B01 13778 p2 (TA)6 12 55702825 55702836 GGTGCCAATTCGCTACATAAA AGGGGTTGGTTTGCTTTTCT 243

Ai01B13779 Araip.B01 13779 p2 (TA)7 14 55705118 55705131 GTAGATGCCCCGTGAAGAAG TGGAAAAGACATGATGCTGC 253

Ai01B13784 Araip.B01 13784 p2 (TA)6 12 55742011 55742022 AAAAGAATGAAGGTAGAATGGTGG GGGTTCAATAGCTCAATTCCA 275

Ai01B13785 Araip.B01 13785 p2 (TA)6 12 55743265 55743276 GAATGGCAAAACACACAGGA TTCATAATCACAACAATCCACACA 266

Ai01B13787 Araip.B01 13787 p3 (AAG)6 18 55770017 55770034 CGATTTGTTGGATTCTCCGT ATATGGCCGAACCTTAACCC 273

Ai01B13793 Araip.B01 13793 c* (A)11(AG)6* 22 55790331 55790352 TTTTGCATTTCAGCTGGTTTT AGCTTAAATGTGCAGCCGAT 145

Ai01B13794 Araip.B01 13794 p2 (TA)6 12 55803092 55803103 GGCACCAATTGATTTGAGAGA GGGCGAGTGAGCTAAATGAA 274

Ai01B13795 Araip.B01 13795 c (A)10ttttcaaaaatttctcctttgttttcg(A)1047 55811768 55811814 TTTGGACAACTGACGGTTCA CAGGCTTCAACATGCTTCAT 202

Ai01B13796 Araip.B01 13796 p2 (CT)6 12 55813188 55813199 CTTTTTGTTTGTTTCTTAACTTTTTCA GCTATTGCAGGGTTCTCAGG 250

Ai01B13797 Araip.B01 13797 p2 (AT)12 24 55838406 55838429 CATGCATTTCCTTTTCATTTCA TCATATGCATTGATGCTCTTGT 241

Ai01B13798 Araip.B01 13798 p2 (AT)12 24 55839888 55839911 CATGCATTTCCTTTTCATTTCA TCATATGCATTGATGCTCTTGT 241

Ai01B13801 Araip.B01 13801 p2 (GA)7 14 55847327 55847340 AAGGGTGGTGTGTAATTAAATGG CAAACGAACATGCCAAACTG 234

Ai01B13803 Araip.B01 13803 c (ATC)13atta(TCT)1794 55872817 55872910 CCTCGTTCTCATCCTCATCC TTGAGATTGAAACAACGGAGAA 267

Ai01B13805 Araip.B01 13805 c (T)10ctttttctattttttttct(TA)743 55905035 55905077 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 214

Ai01B13807 Araip.B01 13807 p2 (GC)6 12 55906886 55906897 TTTTTGTACCAGGAGTGCGA TTGTTTTTGCATTCATGCTTT 267

Ai01B13808 Araip.B01 13808 p2 (TA)8 16 55925988 55926003 TGGTGTGGCAAATTAAACCA GCCTTGGACAAGGTTTTCTG 276

Ai01B13809 Araip.B01 13809 p2 (CT)6 12 55933976 55933987 GGAACATTGAACCTGTGATGAA ATCAGCGTGGCAGATTTCTT 241

Ai01B13811 Araip.B01 13811 p4 (AAAT)5 20 55944545 55944564 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAAA 143

Ai01B13820 Araip.B01 13820 c (AT)11tgtgaatttttatattgtggggggccaagattatggaaaaggtgtaggtgaagcaag(A)1089 56068322 56068410 AAAGTCACAAGCGAAGCGAC CACCCCCTACTGATTCCCTT 273

Ai01B13821 Araip.B01 13821 p3 (ACA)5 15 56077387 56077401 CGCAGCTCCAGTAGGAAGAC GAGGTGCTCTGTAAGGCTGG 231

Ai01B13824 Araip.B01 13824 p6 (AGAGGG)5 30 56113972 56114001 TTGAGCATGAAAGGGACCTC ACCCCTCTCCATTACCCTTC 279

Ai01B13825 Araip.B01 13825 p3 (TCT)5 15 56124338 56124352 ATCACCCTTTCCCAAGAACC TAGAATATTGCTCGCCCTCG 168

Ai01B13826 Araip.B01 13826 p2 (GA)8 16 56137059 56137074 CCAATAGACAAGAAGCTCCTCC TCTTCTTTTTCAAAATCACCCAA 264

Ai01B13834 Araip.B01 13834 c (A)13gcacaacacagcacac(A)1140 56150448 56150487 GAAGCAACGAACCCTAATTTGT TGCTCGTTGCTAGTACTCTGCT 274

Ai01B13839 Araip.B01 13839 p2 (TC)22 44 56163674 56163717 GCTTTTTGCCACCTCAAAGA TAGGGACTTGGGATAGGGCT 230

Ai01B13840 Araip.B01 13840 p3 (GAT)6 18 56164494 56164511 AGAATGGAATAGGATGGGGG AAATCTCAGGGACTGATTTGGA 191

Ai01B13841 Araip.B01 13841 p3 (ATA)11 33 56168679 56168711 GGGGTGGTTATGATGTTTTCA GAAAATACTTACCCAATCTTCCAAAA 267

Ai01B13846 Araip.B01 13846 p2 (AC)6 12 56218606 56218617 CAACACAAACAGCTGCGG TCGATGAAGACTGGCAGTTG 175

Ai01B13847 Araip.B01 13847 p2 (AT)11 22 56219269 56219290 CTCCTAACTCAGCCTGCGAA GGCGTCTGGAGTTCTGCTAC 240

Ai01B13848 Araip.B01 13848 p2 (AT)17 34 56220205 56220238 TGGGGTAATTTTGTCCCCTT CTGGCATTCCCAAGACCTTA 244

Ai01B13849 Araip.B01 13849 p2 (CA)18 36 56220837 56220872 CAAGTCTGGCTGCTAAACCC ATGGTACGCCCATTGAGAAG 139

Ai01B13850 Araip.B01 13850 p4 (TATT)5 20 56238934 56238953 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 166

Ai01B13851 Araip.B01 13851 p2 (TA)6 12 56249073 56249084 AGTGAAGGCAGAATGGTGGA TTGATCATCGCTTGTCTTGC 247
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Ai01B13852 Araip.B01 13852 p2 (TA)7 14 56268750 56268763 GAAGTGCGAAACACACAGGA GAATCACAACAATCCACACACC 266

Ai01B13853 Araip.B01 13853 p2 (AT)14 28 56278943 56278970 ATTCCATGCATCAATTTCCC CCCTTGACGATTGATTGCTT 162

Ai01B13857 Araip.B01 13857 p3 (ATT)5 15 56299644 56299658 TGTCCATGCATAACACTGCC CCCCCAAGAAAAGACTCTGA 235

Ai01B13858 Araip.B01 13858 p3 (AGA)5 15 56307964 56307978 ATGTTTGCTCGTCCTCAAGC AATCATTTCCCTCCCAAACC 206

Ai01B13867 Araip.B01 13867 p2 (TA)7 14 56363922 56363935 TGGATGTCTGCATCTGTGAA CTAGGTGAAGTCAGCTCCCG 218

Ai01B13870 Araip.B01 13870 p3 (TAT)18 54 56394267 56394320 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 198

Ai01B13872 Araip.B01 13872 p2 (AC)13 26 56400342 56400367 TCGACCTGCAAAGTAAAGGC TTCAGATGCAGGATGTGAGG 266

Ai01B13873 Araip.B01 13873 p2 (AG)9 18 56402604 56402621 CCAAAGGAGAAAGTGCAAGC GCCCCTTGCTTTAAAACCTC 239

Ai01B13876 Araip.B01 13876 p2 (AT)6 12 56428936 56428947 TAGCTCTGGGTTGCATCAAG AATTTCCAAAAGTTAGGGTGG 280

Ai01B13878 Araip.B01 13878 p2 (AT)7 14 56435404 56435417 GAAAATCTGGTTGCTGCCTC CCGTCCATCTATGAAAACCAA 263

Ai01B13879 Araip.B01 13879 p2 (TA)6 12 56439172 56439183 CCCATCTCAATTGTAAAGGCA CCATGTCCTCATGCTAAATCC 240

Ai01B13881 Araip.B01 13881 p2 (AC)6 12 56455109 56455120 GTTGCACAACCGGTAATGTG AATAGTGCGATTGCCGTTTC 264

Ai01B13883 Araip.B01 13883 p3 (TTA)5 15 56463489 56463503 TGGGGTAATTTTGTCCCATT AAGTGTGGGAAAACTGTGGG 264

Ai01B13890 Araip.B01 13890 p2 (AT)8 16 56502318 56502333 TGGAAATGGAAGCTCTGACA GCAGTTTTGCTTCCTTCCAC 238

Ai01B13894 Araip.B01 13894 p2 (AT)8 16 56519441 56519456 TTTTTCTCCTAAAAAGCCAAAA TCAATACTCACTGCTCAATACACAA 279

Ai01B13895 Araip.B01 13895 p2 (AG)8 16 56520351 56520366 CCTTTTATTTTCTTTTCTTGTCACC GCTTATGGTTCCATGGAGGA 261

Ai01B13896 Araip.B01 13896 p3 (AGG)6 18 56520790 56520807 ACCCAAACCAAACAAACGAG CCAACAAGGCATAGGACGAT 231

Ai01B13897 Araip.B01 13897 p3 (TCT)5 15 56525148 56525162 CTTTAAATGAGGGGCGAACA GTTCCTCTCCACACCAGCAT 275

Ai01B13899 Araip.B01 13899 c (T)10cgcctaattc(T)1131 56545879 56545909 TCTTCTCACCCCAAAAATCG TCTGTGATTCTAAGTAAATTGCGG 227

Ai01B13900 Araip.B01 13900 p3 (GAA)5 15 56546489 56546503 GTTTCTGTGGCCTTAGGTGC GCCCTCCATTCTTCATCAAA 212

Ai01B13902 Araip.B01 13902 p3 (ATA)6 18 56567268 56567285 CGTGTGAAATTCTACTTTTCGC GCCCTCCACATTAGGGACTA 277

Ai01B13903 Araip.B01 13903 p3 (GAA)5 15 56572979 56572993 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai01B13905 Araip.B01 13905 p3 (TTG)16 48 56582815 56582862 CGTCGGTATGGGTTGTCTTT CAATTATGCCCCTCAGTTCG 254

Ai01B13906 Araip.B01 13906 p2 (CT)8 16 56587157 56587172 CTAGAAACTTCCGCGTCAGG TCCGAAACATGATGATCCAA 219

Ai01B13907 Araip.B01 13907 p3 (TGA)8 24 56587854 56587877 CTTTTGGTGGAGGCATGTTT CTTTGACTTCCCCACCTTGA 219

Ai01B13911 Araip.B01 13911 c (T)10ccttttaattgagtccttgcactaa(T)1045 56595321 56595365 TTTGCAAAATTTTTACTTAGGTCC TTTTAATTGGGTCCCTGCAC 217

Ai01B13917 Araip.B01 13917 c (AC)11atacac(AT)640 56606443 56606482 TTTTATTGATTGCGAAATGGTG CCATGAAACTTTAAAACGCCA 260

Ai01B13920 Araip.B01 13920 p2 (AG)9 18 56614275 56614292 GATGATGCGGTTTTTCGTTT GCGGAATAAATGTCAACGGT 220

Ai01B13923 Araip.B01 13923 p2 (CT)6 12 56616122 56616133 TTATCGTTGGATTTTTCGGC TGACTTCTCGATGGTGACGA 277

Ai01B13925 Araip.B01 13925 p2 (AG)8 16 56620134 56620149 GAGGTGGATGTTGCAATGGT AATCCTTTACGTCGAGCCCT 140

Ai01B13926 Araip.B01 13926 c (TCC)8(TCA)32 120 56620596 56620715 AAATCCGACGGTACTCAACG TGCTGCATTTTCTTTTTGCTT 179

Ai01B13927 Araip.B01 13927 p3 (GAA)6 18 56621117 56621134 GCGAAAAATCAACGAGGAAG TCAACTTCCAGCGACATCAC 156

Ai01B13930 Araip.B01 13930 p3 (AGA)5 15 56629572 56629586 CTCGGAAAGACGTAATGGGA TCAACATCTCTCTCCCACCC 249

Ai01B13931 Araip.B01 13931 p3 (AAT)5 15 56631117 56631131 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B13933 Araip.B01 13933 p2 (AT)6 12 56642625 56642636 TTTAGTCACCAAAATCCAAATTAGT TGAACACAAAGATAGTTCCATAAAAA 263

Ai01B13934 Araip.B01 13934 p2 (TA)8 16 56649491 56649506 TAAGGCTCCCCAAGTCACAC TCATGGCATACCACTGCATC 234

Ai01B13935 Araip.B01 13935 p6 (ATTTTA)5 30 56653281 56653310 TGTCATGTGACATATTTTGGTTG TCTCTCCTCCCCTCTTTTCC 225

Ai01B13938 Araip.B01 13938 p2 (AT)17 34 56692904 56692937 TATATGCTTTGGCCGGTTCT CATAAAGCTGAGTTGGCAAGG 251

Ai01B13944 Araip.B01 13944 c (T)11gaaa(T)10 25 56730937 56730961 TTTACAGCCAGCCAGGATTC CTTTGGCACCATTGTTGATG 274

Ai01B13947 Araip.B01 13947 c (T)10cgcctatttttctc(T)1034 56746982 56747015 TTATTTGCCCTTGCCTTTTG TCAATGCTCAATCATTCCCA 265

Ai01B13948 Araip.B01 13948 p3 (GAA)5 15 56747715 56747729 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai01B13949 Araip.B01 13949 p2 (GA)6 12 56750682 56750693 GGGGATGAGATGAGGAGAGA TTGATTTTCAAATTTGTTTCAACT 254

Ai01B13955 Araip.B01 13955 c (AAG)6agatctaccaactcgggtacgagttgcacacagac(AT)6gttcttgcctgtagaataggtcggtctccgaggatcgtccaaccctagatccgagctttttccttctgttgtgacgtgagaatatgatcgtcggcaaaa(G)11175 56783153 56783327 TCAAGCACAAACAAAACAAAAGA GGAGTGCCTTTGCAGGTACA 237

Ai01B13958 Araip.B01 13958 p3 (AGA)5 15 56799398 56799412 GATCCAAACCCCCTTCTGAT GGAGGTCCGAATTGGAAAAC 256

Ai01B13960 Araip.B01 13960 c (A)11g(A)12 24 56851559 56851582 TTGATGCACCAGTTCAAGGA AGCCGTGACACTTCCTATGG 194

Ai01B13962 Araip.B01 13962 p2 (AT)18 36 56874276 56874311 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 202

Ai01B13965 Araip.B01 13965 c (T)11gcta(T)10 25 56908959 56908983 TGCTCTTGCCTCTTGGTTTT GGTGGCAATGCTTTTTGTCT 279

Ai01B13966 Araip.B01 13966 p4 (GAAA)5 20 56918666 56918685 AAAGAATTCATCGGTGGTGG CCTGTTGAGAGGCAGCTTTC 216

Ai01B13969 Araip.B01 13969 p4 (TTTA)7 28 56973158 56973185 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 172

Ai01B13973 Araip.B01 13973 p2 (CT)6 12 57003644 57003655 ATGCCACATGGTACAGGGAT GAGAATGGCGGGATTTGATA 162

Ai01B13975 Araip.B01 13975 p2 (CT)6 12 57011768 57011779 ATGCCACATGGTACAGGGAT GGTTTGGGTGGTGAAGAGAA 241

Ai01B13977 Araip.B01 13977 p2 (AG)7 14 57024381 57024394 TTGGGGAAGAGTGAATGAGG ACAGGCTACAGTCTGGCGTT 275

Ai01B13979 Araip.B01 13979 c (T)11cttgtttttttcatttttcttttc(T)1045 57028558 57028602 AGGCCCTCCTATCCACTGAT GTGAATACAAAAGCTTGCGG 199

Ai01B13982 Araip.B01 13982 p2 (AG)6 12 57058701 57058712 TGGTGAGTGATGTGAGGAAGA AACTTTTTGTTTGTTTCCTATCTTTTT 279

Ai01B13988 Araip.B01 13988 p2 (CA)6 12 57122656 57122667 ACCACAAGCACGAGGGATAC GGATGCACGTACAGAGGGTT 268

Ai01B13991 Araip.B01 13991 c (T)10cgcatgc(AT)833 57145469 57145501 TTAGGCTCTCCCAACCATTG TGGCTCTTGAAAGAATGATGAA 250

Ai01B13993 Araip.B01 13993 c (A)10gagaaaaacaacaaaatgatatcttttttctctctcctcattaaaaattcaaaaaat(A)1077 57161844 57161920 CAAAGTGTTCTTGCATGCATTT AACAAGAAACAACCAAATTTTGAA 243

Ai01B13994 Araip.B01 13994 p2 (CT)11 22 57162656 57162677 TTTCGAAAATCACTAACCCTTTT AACACAGAGAGAGGGAGAGGG 252

Ai01B13995 Araip.B01 13995 p2 (AG)6 12 57178752 57178763 ATTGGAAGTAACGGTGGCAT CCCATTCAAATGGACTCTCC 277

Ai01B14002 Araip.B01 14002 c* (A)10(AT)8* 25 57203747 57203771 TAAGTGTGGGGAAATTGGGA TACTTTGGGGCATTTTGTCC 234

Ai01B14004 Araip.B01 14004 p2 (GA)7 14 57210269 57210282 CATGCAAGCAATCCCTTAAAA CCCCTTTCTATCTCACCTTTCA 279

Ai01B14007 Araip.B01 14007 p3 (GAA)5 15 57224372 57224386 GTGGCCAAGTTAGCCCACTA CATCCAACCCCCAACTTATG 247

Ai01B14010 Araip.B01 14010 p2 (AG)6 12 57248611 57248622 GGTGAGGTAGGTGGGGTTTT GATTCGTAGACCCCACAGGA 166

Ai01B14011 Araip.B01 14011 p3 (TTG)5 15 57256666 57256680 TTTGGGTCTTCAAGTGGTCC GGAAAGGCATTGTTGGAGAA 280

Ai01B14013 Araip.B01 14013 p2 (AG)9 18 57277955 57277972 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 253

Ai01B14016 Araip.B01 14016 p3 (AGA)6 18 57327351 57327368 CTTTCCATCTCCCATGGCTA CACACATCCCTCCATCTCCT 214

Ai01B14017 Araip.B01 14017 p2 (AG)6 12 57330393 57330404 TTGAAAAAGAGGGAGATATTTTCG TGTGATTTCTTGTGAGTCAAGTCAT 168

Ai01B14018 Araip.B01 14018 p2 (GC)6 12 57336465 57336476 TGTTTGGGAGTGTTGGATGA GCGTATGCGTCACTCTTGAA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14019 Araip.B01 14019 p2 (CT)7 14 57358476 57358489 CTTGGTGTTTTCCCTCCAAA GAAAAAGAGGGGAGATATTTTCG 265

Ai01B14020 Araip.B01 14020 p3 (AAT)6 18 57382614 57382631 CTTCCTCTTGGAAGATCCCC TTTTCTCCCATCTTCTTGCG 272

Ai01B14021 Araip.B01 14021 p3 (TTC)5 15 57393564 57393578 TGCCAAACTCAGAATGCTTG AGCCTGATGAGAGGAGACCA 194

Ai01B14024 Araip.B01 14024 p2 (GA)16 32 57405661 57405692 TTTGAGCCTGGACATCACAA ATGCCCAGTCCCTTTTCTCT 174

Ai01B14025 Araip.B01 14025 p2 (AC)7 14 57409767 57409780 ACCCTGAAAAATCCTACCCG CCTCTCTTCCTTCCCTTGCT 159

Ai01B14026 Araip.B01 14026 p2 (AC)6 12 57415910 57415921 AACCCTGAAAAACCCTACCC CTCTCTTCCTTCCCCTGCTT 157

Ai01B14028 Araip.B01 14028 p2 (AT)6 12 57427217 57427228 TATAGCTCTGGGTTGCGTCA CAGCGAAAAGAGAAACCAGAA 150

Ai01B14029 Araip.B01 14029 p2 (AG)6 12 57452444 57452455 CAAACGGGCTAAAAACGCTA GCCATAAATGGCTCGTCAAT 228

Ai01B14039 Araip.B01 14039 p4 (TATT)5 20 57509764 57509783 TTCGAATTCTCTCTCCCTCATC CGGATCAGCTTCAACAAGAA 263

Ai01B14040 Araip.B01 14040 c (T)11accaaattacccttattaaataataaaaatatctgggtgtggggggggtgggg(T)1074 57551759 57551832 TCGTCTCCAAGGTCTGAGGT TGGACCAAATTGCCCTTAAC 222

Ai01B14041 Araip.B01 14041 p2 (TA)10 20 57564938 57564957 GAATGTCATGCAATGCAACC TTGCACAATGTTTTCTTTCCC 212

Ai01B14045 Araip.B01 14045 p2 (AG)6 12 57577474 57577485 GTGGCCATCCTGAAAGAAAA TAAAGTGTGGGAATGCACCC 257

Ai01B14047 Araip.B01 14047 p2 (TA)13 26 57582767 57582792 GTACCCTAGCCGGCCTAAAC GGTTTATCAACCTCCCCACA 184

Ai01B14051 Araip.B01 14051 p2 (AT)9 18 57615466 57615483 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 274

Ai01B14053 Araip.B01 14053 c (A)10ggttgcacgacgtgaccgcatacctcatgcgatcgtgtcatatcgcgaaaaataccacccatgcgaccgcgtcccccacgcggctgcgtg(AT)7114 57650598 57650711 CAGGGTATGGTCGCTTCTTT TTCGTTGGATCCTTACACCG 268

Ai01B14055 Araip.B01 14055 p2 (TC)6 12 57653561 57653572 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 175

Ai01B14057 Araip.B01 14057 p3 (TTC)6 18 57686347 57686364 CATATGGCCGAACCAATACC CGCCCTCGAGAAATAAACAA 172

Ai01B14060 Araip.B01 14060 p3 (GAT)5 15 57758005 57758019 CAGGTTCGAGTTCTTGCTCC AGGAACAGCATCCACAGTCC 243

Ai01B14066 Araip.B01 14066 c (T)10ctc(T)10 23 57851936 57851958 TTGGCTTTTTCTGCTTGCTT TGATGTGGTGGCAATGCTAT 259

Ai01B14067 Araip.B01 14067 p2 (AG)6 12 57853105 57853116 GGGTTTTTGGGGAAGAGGTA ACCATTCTGGGCATTTAACG 277

Ai01B14070 Araip.B01 14070 c (A)11tattctttcctttttttactcataattttcgaaattttgcattgatttagtcaaagattttcaaaatcatatc(T)1094 57865941 57866034 TGGTGTCATTTTGTTATTTTTCTCTT GATTGCAAAAATTAAAAAGATTTGA 222

Ai01B14071 Araip.B01 14071 p2 (AT)8 16 57866300 57866315 TTGCTTTGATTTTATTTTAGTTTTCG CTTGGATGTCCAGCCTTAGC 204

Ai01B14073 Araip.B01 14073 c (CT)8aattttcgaaaatatcttccctctttttcaaaaatttctttttcattaactaattaatttttatttttttttacg(A)10101 57873897 57873997 CCAACTAACTTTTTGTTTGTTTCTT GGATCTATGGATATCACTTGGACTG 267

Ai01B14074 Araip.B01 14074 p2 (TC)6 12 57887806 57887817 ATCCCCACCTACCTCCACTC TTAGAATGTTGCTCGCCCTC 246

Ai01B14076 Araip.B01 14076 p2 (CT)6 12 57891683 57891694 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 240

Ai01B14077 Araip.B01 14077 p3 (TAT)5 15 57892022 57892036 CTTCCAATCCTCACGGTTGT CAGGTTCTGGATCTGCTTCC 196

Ai01B14078 Araip.B01 14078 p3 (CAT)5 15 57897618 57897632 TGAAGAAGTCGGCACAACAG AGTTTGGAGTCTGTCCGAGC 246

Ai01B14079 Araip.B01 14079 p4 (AAAG)8 32 57899998 57900029 AGCAACAATCAAGCATGACG GGTGACTGTTTTGGTGCCTT 256

Ai01B14088 Araip.B01 14088 p3 (TTC)7 21 57959750 57959770 CATGGGTCGTATGCACAGTC GGAGGGGTCCTCTTGTAAGG 152

Ai01B14090 Araip.B01 14090 c (T)13gtgactaaatagaaaagaaag(A)1145 57962483 57962527 GGAGGTGCGATTGAGATGAT CCATGGAGTGAGCTTCAACA 152

Ai01B14095 Araip.B01 14095 c (A)10gtcaatattttttttggcacagggactaatcagtccc(A)1158 58000230 58000287 TGCGGCTAAGGAGAAAAGAA TGAATACTCCACCCGACTCC 264

Ai01B14097 Araip.B01 14097 c (TCT)5cttctctcccgctcttcttt(TTC)550 58005357 58005406 ACATACGAAACGACCGCTCT CCTCACCTTCTTCTTCACCG 270

Ai01B14098 Araip.B01 14098 p3 (CTC)6 18 58008193 58008210 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 257

Ai01B14102 Araip.B01 14102 c (TTTTA)5tttgccatttttctttcttttttcgcatgcatattaaa(T)1073 58021302 58021374 TCCTTTTCCTGCATTTTTGG GCAAAAGAAAAAGCATGTTGC 142
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Ai01B14104 Araip.B01 14104 p3 (AAT)5 15 58035955 58035969 TGCCATCTCCTCTTCCTGTT CACCAAAAATCCGAACCATC 280

Ai01B14108 Araip.B01 14108 c (AT)11aaagaaaaaaaaatag(A)1149 58040851 58040899 ATGGGAAACTTGGGACATTG GGCATTTTTGTCCCCTTTTT 229

Ai01B14109 Araip.B01 14109 p3 (AGA)5 15 58050269 58050283 TATGACCTGGAGGTGGAAGC ACCCTTCACCACTCACATCC 270

Ai01B14113 Araip.B01 14113 p3 (ATG)5 15 58089848 58089862 TTTTCAAGTGCTTGGGGAAC CCTTTTGGAGTTTGCTTGCT 157

Ai01B14114 Araip.B01 14114 c (TCT)5ttctttcttcttccttattctttcttactttctattactttcttccttccctcttcatattcttcgtctaggttcttctcttcttcccttttac(T)10119 58105521 58105639 AATCTTCCACCCCTCCAATC AAAAATGCATGGAAGAAGAAAAA 252

Ai01B14115 Araip.B01 14115 p2 (TC)14 28 58116762 58116789 CGCTCAACAAGGTTCCCTAA GGACATTGCTAAATGTCACGTC 254

Ai01B14116 Araip.B01 14116 p2 (GA)13 26 58119204 58119229 GGACATTGCTAAATGTCACGTC GCGTTCAACAAGGTTCCCTA 173

Ai01B14118 Araip.B01 14118 p3 (AAT)5 15 58127377 58127391 CAGGTTCTGGATCTGCTTCC CCCCCTCTCCCATCTTATTC 254

Ai01B14120 Araip.B01 14120 p2 (AT)6 12 58130366 58130377 TTTGATCAGTGTCTTGTGCTGA ATGAGCTTCCCCAGCTTTCT 268

Ai01B14126 Araip.B01 14126 p2 (TA)11 22 58151465 58151486 AGGCATTCACGCAGAAACTT AGCGGCTGAGTTTTTCCATA 279

Ai01B14127 Araip.B01 14127 p2 (TA)6 12 58159382 58159393 GACATTAATAATCCGGAAAGATCA CTCAGAGTGAGTCAGTTCAATGG 132

Ai01B14128 Araip.B01 14128 p2 (AT)7 14 58163261 58163274 TGGTCATAGGATTATTAAAAAGGACA TGACAGTCGTAGGTCAAAGGAA 252

Ai01B14129 Araip.B01 14129 p2 (TA)6 12 58166839 58166850 CTAGTCGGCCTAAACTTCGC TCGGAAAGGGAAACAGGATA 122

Ai01B14133 Araip.B01 14133 p3 (GGA)5 15 58181639 58181653 AGTACGAAGCAGCGAGAAGG AGAAAAGCAAAAGCCCCAAT 248

Ai01B14138 Araip.B01 14138 p2 (AG)8 16 58201240 58201255 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 278

Ai01B14141 Araip.B01 14141 p2 (CT)7 14 58226349 58226362 GTCCCTCTCATCTCTGTCGC TACAAACCCTCAAACGACCC 194

Ai01B14146 Araip.B01 14146 p2 (TA)7 14 58267022 58267035 TCGGGACATTTTTGTCCTCT TGGGTATGGAAAACTTGGGA 236

Ai01B14147 Araip.B01 14147 c (T)10ctttttctcccc(T)1032 58276863 58276894 TACTTTGGGGCGTTTTGTTC GTGGAGAAGTTGGGTTTGGA 229

Ai01B14151 Araip.B01 14151 c (T)10ctttctattttttttgccattttttttc(T)1048 58298482 58298529 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGACG 253

Ai01B14154 Araip.B01 14154 c (A)10ctcatgtgcattgatatgttatatttacttttatattttcaattaaaaaaataaaaataaaaaaattttaca(AAAT)5102 58321270 58321371 TATTGGGAATTTGGGGTTCA TTGGGGTAATTTTGTCCCCT 159

Ai01B14155 Araip.B01 14155 p2 (GT)7 14 58321513 58321526 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 234

Ai01B14156 Araip.B01 14156 p3 (TTC)5 15 58326059 58326073 GCACGTCCTTTCGCTTTTAG GCAATGAATGAAAATGTGAATGA 260

Ai01B14157 Araip.B01 14157 p2 (GT)8 16 58327539 58327554 TGGGAATTTGGGTGCATACT TGGGGCTAAGATAAGGGTGA 280

Ai01B14158 Araip.B01 14158 p2 (CT)6 12 58332983 58332994 TGAAAGAACATAGAACCTGGAATG CAGATTTCATCCCCAGCAAT 258

Ai01B14159 Araip.B01 14159 p2 (TA)10 20 58334337 58334356 TACTTTGGGGCATTTTGTCC CGAATTGCTCACTCAACCAA 262

Ai01B14161 Araip.B01 14161 p2 (TC)6 12 58344514 58344525 CTCGCACCAGTAGCATGAAA GGAAAACCTTGATAATGGTGG 273

Ai01B14162 Araip.B01 14162 p2 (CT)6 12 58353413 58353424 AGAACCTGGAATGCAGAAGAA TTTCTGGGCTGTTTCTGACC 229

Ai01B14163 Araip.B01 14163 p2 (GT)6 12 58354603 58354614 GGGGACAAAATTACCCCAAT GGGGCTAATATAAGGGTGAGG 231

Ai01B14165 Araip.B01 14165 p2 (TA)6 12 58378414 58378425 TTTGTGTCCCTTTGGGTTTC GCAACGAGCAAAGGATAAGC 173

Ai01B14167 Araip.B01 14167 p2 (CT)6 12 58387320 58387331 TTCTTGCACTCACTTGGTCG TTGCAACACAAATTCACAACTTC 231

Ai01B14169 Araip.B01 14169 p2 (CT)7 14 58389099 58389112 TACCTTTCTGCTGAGCCCAT GAAGACAGCAACACGCTCAA 241

Ai01B14170 Araip.B01 14170 p2 (CT)6 12 58389270 58389281 TTGAGCGTGTTGCTGTCTTC TTGCAACACAAATTCACAACTTC 168

Ai01B14171 Araip.B01 14171 p3 (AGA)6 18 58391500 58391517 TTAGAATGTTGCTCGCCCTC ATTTCTTTCCCACCCAAACC 120

Ai01B14172 Araip.B01 14172 c (T)11gaaaattcaaataaaaaataataaaatgattagtttaattaaaaagaaattttgaaaaagggggagatattttcgaaaatt(AG)6104 58394634 58394737 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 228
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Ai01B14173 Araip.B01 14173 p2 (GC)6 12 58414512 58414523 CTTTGAAAAAGGGCACCAAC ATTCCACATAGCTCCATCGG 218

Ai01B14174 Araip.B01 14174 p2 (GC)6 12 58414936 58414947 TTGTGCCACTTTTGTGCCTA GAAACGGCGCGAAGTATAAA 152

Ai01B14175 Araip.B01 14175 c (A)11tttcaaaaatttctcctttgttttcg(A)1047 58418917 58418963 TTTGGACAACTGACGGTTCA ACAGCCTGCCAAGATTCAAC 217

Ai01B14176 Araip.B01 14176 c (A)10ttataaaatc(A)1030 58419269 58419298 TTTGCACTTTGCACTCTCCA AAACGGGCTTAGAACAGCAA 103

Ai01B14178 Araip.B01 14178 p2 (GA)6 12 58428555 58428566 TCACCAAGGGAGGAGAGAGA CGACAGCAGCAAGTTCGATA 134

Ai01B14183 Araip.B01 14183 p3 (CAA)7 21 58446640 58446660 TGAAATGCTAATGGAAGAACCA TTCCTTCGCATGCCTAAATC 275

Ai01B14185 Araip.B01 14185 p4 (TTTA)5 20 58474427 58474446 CCAATGGAGGGTATGCAGAT TGATCACTTTCTCTCCCCTCA 242

Ai01B14189 Araip.B01 14189 c (A)12caacaacaacaaaaacaacaata(AAC)756 58492231 58492286 CCAGAGATGACATTGGGGAT TAACCGGGTCTTACAGGTCC 200

Ai01B14192 Araip.B01 14192 p3 (TTC)5 15 58519933 58519947 TTGATTTTGAGTCTCTTTGTTTGTG TTGGGAATTGAAAAACAGGAA 171

Ai01B14194 Araip.B01 14194 p3 (GAA)5 15 58535375 58535389 GCTTTTGTCTTCCCTTTCCC GCCGAAACACATCTCTCTCC 189

Ai01B14196 Araip.B01 14196 p2 (TC)10 20 58544573 58544592 TAACCGGCTCTGTAACCACC GAACAGAGCAGGGAGATGGA 175

Ai01B14197 Araip.B01 14197 p3 (CAG)5 15 58547056 58547070 CGCTCTCGAGCCAGAGTAGT TTATGCGCATCATGGAGGTA 249

Ai01B14198 Araip.B01 14198 p2 (TA)10 20 58550345 58550364 CATTAATCACGTGCAAACCA GGTTGTAATGGGGCTAGGGT 262

Ai01B14203 Araip.B01 14203 p2 (AT)8 16 58598345 58598360 TAGCTCCTGACTCTGCCTGC GTATGGATCCTGAAGCGGAG 219

Ai01B14205 Araip.B01 14205 c (TA)7(T)11 25 58612047 58612071 TATTGAACCTTGCTTTGGGG GGAAAGTTGGAAACATTGGG 268

Ai01B14209 Araip.B01 14209 c (T)10cgcctata(T)10ctttttc(T)1247 58623503 58623549 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 227

Ai01B14210 Araip.B01 14210 p3 (AGA)7 21 58624767 58624787 CGGTCTTAGGTGCCATCAAT TCCTTAGCCGAAACCACAAC 163

Ai01B14211 Araip.B01 14211 c (T)11cgaaaattagaatttaaaatttaaaataatagttaattaaaaagaaatttttgaaaaagggggaggtattttcgaaaatta(AG)6104 58625161 58625264 GAATGAGATGGGGGAGGAAT TTCCTATCTTTTCAAAATTTGTTTCA 277

Ai01B14212 Araip.B01 14212 c (A)11tatataaatttcaataaataagtaaataaataaggggacaaaattaccccaatgctagttaagttaatgaaaagatcaatgcatatgtgatac(A)14118 58629260 58629377 TGGGTACCTACTCATGTAAGACCA GCATAGCTACCCAAAATTCTCA 258

Ai01B14215 Araip.B01 14215 p2 (AT)10 20 58640990 58641009 CTAAAGCTGAGGTGGCAAGG CGACCAAGGTATGGTTTTGG 194

Ai01B14221 Araip.B01 14221 p3 (AAG)5 15 58664313 58664327 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai01B14222 Araip.B01 14222 c* (A)10(AAG)8* 32 58667441 58667472 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 248

Ai01B14223 Araip.B01 14223 p2 (TA)21 42 58667693 58667734 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 251

Ai01B14225 Araip.B01 14225 c* (A)10(AAT)5* 23 58676179 58676201 CGTCTTTTTGACCATCTGGG TTTGGGTATGGCTTTTCAGC 227

Ai01B14227 Araip.B01 14227 p2 (AT)8 16 58678628 58678643 TTGGAAACATTTGGTTTGAGAA TTCACCACTTACTTTGGGGC 221

Ai01B14228 Araip.B01 14228 p2 (TG)6 12 58681150 58681161 ACACGACGCACAAGTGTCA TTACGCCGATTTTATCGTCC 202

Ai01B14229 Araip.B01 14229 p3 (CTT)5 15 58681715 58681729 AATTTCCAATCTTCCACCCC CCAACATGAAAAATGCATGA 261

Ai01B14230 Araip.B01 14230 p2 (TA)37 74 58697220 58697293 CTGAGGCATGCTGGAGACTT GTAACCGGTCCGAGCATAAA 274

Ai01B14232 Araip.B01 14232 c (GGT)5tgttctgattttgagttctgatgatga(TGG)866 58715062 58715127 TGCTGGTGATGGAGTAGCAG CGTCATCCTCATCAAAAGCC 159

Ai01B14233 Araip.B01 14233 c (GGT)8tgttagttctgatgatga(TGG)763 58715263 58715325 TGCTGGTGATGGAGTAGCAG TGCCATTTTTATTCCCTTGC 142

Ai01B14234 Araip.B01 14234 p3 (TGG)11 33 58727441 58727473 GGGTGGTGGTGGTTGTTG TTTTTGCTCCAAAATGGTCC 199

Ai01B14239 Araip.B01 14239 c (T)10aaa(T)10 23 58746600 58746622 TTGAAGACCAATCCCAAAGG TCGAGTTTGGACAACTGACG 259

Ai01B14240 Araip.B01 14240 p2 (TA)6 12 58749504 58749515 GGCTCGGCTCATTAACAATC ACCGAGCTTGAGCTTGGATA 277

Ai01B14243 Araip.B01 14243 p2 (AG)6 12 58766084 58766095 ATAGGTGAGGGTTTTTGGGG TTAAACGCCAGTAAGGGCAG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14245 Araip.B01 14245 p2 (AT)6 12 58791351 58791362 TGACGTGGTGAGGTATTACGA GCGAAGACAGGAGTTTGGTT 253

Ai01B14247 Araip.B01 14247 p2 (TA)7 14 58812561 58812574 GAAACTAACCAACCATGCTCC GAAGTGACTGAAGAACAATATACAGCA 260

Ai01B14252 Araip.B01 14252 p3 (ATA)5 15 58822026 58822040 CTTCATCCACCTTGGGTTGT GAGCGAAGCTACCAGCATCT 207

Ai01B14253 Araip.B01 14253 p3 (CCA)6 18 58824099 58824116 TCGAATTCGTCCCTCTTGTT AATTTCAGTTCGGTTTTGCG 247

Ai01B14254 Araip.B01 14254 p5 (AACCG)5 25 58824317 58824341 CAACAACCGAATAAAAACCGA ATATTGCTAGCAGGGACGGA 271

Ai01B14258 Araip.B01 14258 p4 (AAAT)6 24 58843376 58843399 CCTAACAACTTCCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 249

Ai01B14260 Araip.B01 14260 c (T)11cgaaattttttttatcaaaagttaaaataattagttaattaaaaagaaatttttgaaaaagggggaagatattttcgaaaatt(AG)6106 58856623 58856728 AAGGAGATGAGAGAGATGAAGAATTT ACTTCTTATCTTTTCAAAATTTGTTTC 280

Ai01B14263 Araip.B01 14263 p4 (AACT)5 20 58871303 58871322 GCAAGTCAAACCAAGCAACA CAACCGCCATCATCTCTTTT 184

Ai01B14270 Araip.B01 14270 c (A)12catccaaaaataaaagaaacatccgttgttgattattgttatgttttgattttttaga(T)1181 58907798 58907878 TTAACCTCTCCGCCATGTTC TTCTTCTTTTTCCGGATCACA 277

Ai01B14271 Araip.B01 14271 p2 (TA)6 12 58908620 58908631 TTGTAAATGCCGGCTTCAGT TTTTCTCAATGGTGGGGTTC 268

Ai01B14272 Araip.B01 14272 p2 (AT)6 12 58918362 58918373 GCAACTCAGCGAAGTGTCC GTGGATGACCATAGGTGGCT 248

Ai01B14275 Araip.B01 14275 p2 (TC)14 28 58929947 58929974 CCAAAAACCCCACCTACCTT TTAAAATGGTTGCTCGTCCC 255

Ai01B14276 Araip.B01 14276 p2 (AT)8 16 58946574 58946589 GTAAAGCAGAGGTGGCAAGG AGCCTTAGCTTCACAGGTCG 258

Ai01B14277 Araip.B01 14277 c (TA)7tgaccgccttgactttctttattattatgtttaaaccgccttgggtttctctctctc(TA)1193 58948417 58948509 GCTCTTCCCTCCCTCTTACG TTACATGACCATCATTACTATTGCTA 253

Ai01B14279 Araip.B01 14279 p2 (AT)9 18 58953256 58953273 TGACCGCCTTGACTTTCTTT ACATGACCATCGTTACTATTGCT 209

Ai01B14282 Araip.B01 14282 c (GT)6ttaattatttatcagtgattatatttttcttcta(TG)760 58961392 58961451 TGAGATTGGTGTTTGTGGGA GCCACATTTATCCCCACCTA 227

Ai01B14285 Araip.B01 14285 p3 (AAT)5 15 58966064 58966078 AAACGGAGCTTAGCGACAAA TTTCTTTGGTGATCAATCTAACAATC 187

Ai01B14286 Araip.B01 14286 p4 (TGTT)5 20 58971945 58971964 CGTTCATGCATTTCATTCCA CGATGAACAAGTCCTCACCA 169

Ai01B14288 Araip.B01 14288 p2 (TA)11 22 58983580 58983601 TTCACCATTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 241

Ai01B14294 Araip.B01 14294 c (ACC)5act(ACC)636 59064503 59064538 TTCACTTTTCTCACCCCACC TGGTGGTGTTTGTGGTGTTT 132

Ai01B14296 Araip.B01 14296 p2 (TG)7 14 59073736 59073749 GAAGAAGCAACCATTCGAGC GACGAAAAATCTGCCGGTAA 254

Ai01B14303 Araip.B01 14303 p2 (GA)13 26 59083667 59083692 GGCGACGGCATGTAGAGTAT CTGGTCTTTTTCAGTGGCATC 151

Ai01B14304 Araip.B01 14304 p2 (AG)20 40 59086362 59086401 TTCACCCATACGATGACGTT GAAAACCTCCACCTTCGACA 280

Ai01B14310 Araip.B01 14310 c (T)11cgaaaatttttgaaattaaaactaaaaaataaaaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6114 59120365 59120478 GGATGAGAGAGGAGTAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai01B14314 Araip.B01 14314 p2 (AC)6 12 59124975 59124986 GCGTGAATTATTGGAATGAGG ACTTGAATGCTTCCATGCCT 254

Ai01B14316 Araip.B01 14316 p5 (TATTT)5 25 59139471 59139495 TATAAGTGTGGGGAGGTCGC AGCCCAAGTGCAAAATATGG 206

Ai01B14317 Araip.B01 14317 p2 (TA)6 12 59139767 59139778 CCATATTTTGCACTTGGGCT CCAAAGCAAACATTTATCGC 230

Ai01B14318 Araip.B01 14318 p3 (CTC)5 15 59144923 59144937 TACCTCCCTGCAATTCCTTG TGCTCTTGGGTTTTGAAAGG 247

Ai01B14320 Araip.B01 14320 p3 (GAG)5 15 59161539 59161553 CGCTTCTCAGCCAATCTACC GGCTCTGTAAGGTGCTCAGG 259

Ai01B14321 Araip.B01 14321 p2 (TA)6 12 59162321 59162332 TTGCATTTTGCACTTTGGTC AGTGAAGGCAGAATGGTGGA 241

Ai01B14322 Araip.B01 14322 p3 (TTC)5 15 59171038 59171052 TTTTCCTCCTTGACCTCGTG TTTCCCCTAAATCAATGGCA 220

Ai01B14323 Araip.B01 14323 c (TCT)6cccttccttccttctggttcactca(CT)961 59172457 59172517 CTCCTCCCTCTACGTCTCCC AGGCCCAACCTATAACACCC 272

Ai01B14324 Araip.B01 14324 p3 (CAA)6 18 59176749 59176766 CGGAAGAATAGCAGAAGCGA CCTTCAACCCCTTGATTTGA 257

Ai01B14327 Araip.B01 14327 p2 (AG)6 12 59209520 59209531 TCCATGTTAAGCTCAAGCCC GCGTAGCCAGAAACAGGTCT 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14328 Araip.B01 14328 p2 (TA)7 14 59218988 59219001 TACAGGACATGACGCACCTC AAAAGAAGGATAAAACAGAAGCGA 260

Ai01B14330 Araip.B01 14330 p2 (AT)11 22 59224256 59224277 CCTAACCTCCTCAGCACCAA CAGCCAATAGGGCAGACATT 194

Ai01B14335 Araip.B01 14335 p2 (GA)6 12 59239177 59239188 CCCTCGAGCAAGAGAAGAAA ATGCCTAATTTGGTGCAAGG 265

Ai01B14336 Araip.B01 14336 c (T)10cgaaaataaaaaatcaaaaattaaaataattagttaattaaaaagaatttttgaaaaagagggaagatattttcgaaaatt(AG)6103 59241481 59241583 GGGTTCGAATTTGGTGAGTG CTTTTTGTTTGTTTCTTATCTTTTTCA 263

Ai01B14337 Araip.B01 14337 c (T)11a(T)10 22 59242849 59242870 ACACGCCTAACATGCCCTAT TCGAGTTTGGACAACTGACG 261

Ai01B14342 Araip.B01 14342 p3 (AGA)5 15 59290002 59290016 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 237

Ai01B14343 Araip.B01 14343 p2 (AG)6 12 59296511 59296522 AAGATGGGAGAGGGAGAATTT TCACCTTTTCAAAATTTGTTTCA 254

Ai01B14347 Araip.B01 14347 p4 (TTTA)5 20 59321690 59321709 TCATTTCCGCTTAGGTCCAT TTCTCTCCCCTCATTTTTCG 155

Ai01B14350 Araip.B01 14350 p3 (GAT)6 18 59339446 59339463 GAGGAGGAACATAGTGGAGCA CCTTGTTTTTCCTCGTGTCC 280

Ai01B14351 Araip.B01 14351 p3 (GAA)5 15 59344638 59344652 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai01B14352 Araip.B01 14352 p3 (AAT)6 18 59347292 59347309 GCTGCCATCTCCTCTTCTTG TCCGAACCCCTTCTCTCTCT 278

Ai01B14354 Araip.B01 14354 p3 (GAA)6 18 59352769 59352786 GTCATCGATGTCCAAAAGGG ATTGTGCCCTGAACCTGAAC 248

Ai01B14356 Araip.B01 14356 p2 (TC)10 20 59364556 59364575 TCGAAAACTCATCACCACTTTTT CGAACACAGAGAGAGTGAAAGG 252

Ai01B14360 Araip.B01 14360 p2 (TC)7 14 59391153 59391166 TCGTTGAGCCGGTAAAGACT CCTCCAGCGGTTTATGATGT 274

Ai01B14362 Araip.B01 14362 c (A)10ttagtgtagggatccaatt(A)1241 59395222 59395262 AATTGAGTTCTTGCACCAAAA TTGCGACCACTTTATTCCGT 277

Ai01B14363 Araip.B01 14363 p3 (AAG)14 42 59396470 59396511 AAATCCAGAATGCACCAAAA TGAATGAATGTAGGTTCCTCCTC 248

Ai01B14366 Araip.B01 14366 p3 (TTA)14 42 59419443 59419484 CACATATTCATGCGTCCCAA CACGCCGTTCTTCTTCGTAT 244

Ai01B14368 Araip.B01 14368 p3 (CTT)5 15 59420558 59420572 GCACCGAAATTAAACCCAGA CACGAGAAGGTAAAACAAGAAGG 124

Ai01B14371 Araip.B01 14371 p2 (TA)6 12 59428513 59428524 GCGTCCATTCAAGGAATCAA TGTTGTGTATTTTCAATCATGGG 217

Ai01B14372 Araip.B01 14372 p2 (GA)6 12 59432302 59432313 GTGGTTTTAAAGAACCGCCA AATTTGGATTGGGAACCCTC 213

Ai01B14373 Araip.B01 14373 p2 (AT)9 18 59433035 59433052 TCTAGTGGTTTTGGCCCATC TGTAACTATTGAATCGCTCTGC 275

Ai01B14375 Araip.B01 14375 c (T)10cgccatttttcttttctc(T)1038 59441503 59441540 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 140

Ai01B14377 Araip.B01 14377 p3 (ATT)6 18 59467990 59468007 TAGGGGCAGAGTAAGAGCCA TTACAAGGCTGCAGAGTCCA 122

Ai01B14382 Araip.B01 14382 p4 (TTTA)6 24 59511224 59511247 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCAAA 148

Ai01B14383 Araip.B01 14383 p4 (TTTA)5 20 59513889 59513908 CTTGAAGGCAATGTTGAGCA CTTACTGGCGTTTTCTTGCC 273

Ai01B14387 Araip.B01 14387 p2 (AT)6 12 59520933 59520944 TCATATCATCCAATCACAATCCA TGACTTAAGTGTGGGGGAGG 269

Ai01B14389 Araip.B01 14389 p2 (AG)6 12 59524645 59524656 AACTTGGCATCCAAAACAGG GGATCTCCTCACCAAGTCCA 240

Ai01B14390 Araip.B01 14390 p2 (AT)8 16 59528949 59528964 GCATTGGGGTAATTTTGTCC AGTGTGGGAAAAACTGTGGG 210

Ai01B14391 Araip.B01 14391 p2 (AG)6 12 59529856 59529867 CCACATGCAGAAAGTTGCAG CATTGAACCTGGAATTGAGGA 258

Ai01B14393 Araip.B01 14393 c (TA)9tg(TA)9 38 59538410 59538447 CGGTTCTTACATCCTCCCCT CTTTGGCAACTTGTTGGGTT 212

Ai01B14394 Araip.B01 14394 p3 (TTC)5 15 59555653 59555667 CCCATGGAGGTTCAGTGTCT TGAAGAATGCAGCATGAAGG 146

Ai01B14397 Araip.B01 14397 c* (ATT)16(TA)21* 89 59572685 59572773 TTTGCAAGTTTTGTAAGAGGGA GCTCGGGTATTACGACGACT 271

Ai01B14399 Araip.B01 14399 p2 (TA)12 24 59587547 59587570 GCGTACGCGTGACTCCTATT TCTTCAACCATCAATCGCAC 218

Ai01B14400 Araip.B01 14400 c (TA)8ttctctggccagccttaacttcacaggctaagttcggagcttgatattttgtatcttgatcttctactcttacttttc(AT)7108 59590921 59591028 AAAGCGCAATACGCAAGAAT TTGCGTAAGATGAAACTACGG 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14401 Araip.B01 14401 c (A)13gttgtgtgtgtgttatgcaagacaag(A)1049 59591725 59591773 CACCGAACTTGAATTCTGAGTAA GGAGCGGTTTGGTTGATTTA 202

Ai01B14402 Araip.B01 14402 p3 (AAT)6 18 59593239 59593256 ACTTGCATCACCAACCAACA TTCACACAAAGGAGCAGCAC 127

Ai01B14405 Araip.B01 14405 p2 (AT)6 12 59598771 59598782 CCCTTCCCTTTTTATCTTTGC GATTTTGAATTGTTTCTTTGTCAAG 280

Ai01B14406 Araip.B01 14406 p2 (TA)6 12 59602202 59602213 TGCTGTTCTTTCTCTGGATCG CAACGCTCGGAAACTTTTGT 271

Ai01B14407 Araip.B01 14407 p4 (TTTG)6 24 59607450 59607473 CTTCCTCTGGATCTGCTTGC ATTCACCTCGTTTTGCTGCT 263

Ai01B14408 Araip.B01 14408 p2 (TG)11 22 59608338 59608359 TTTGAACCTTGGTTTTGTGC ACACACACAGCAAGAGCAGC 275

Ai01B14409 Araip.B01 14409 p2 (TG)18 36 59608520 59608555 TTGTTTTTGGATTGCTGCTG GGCCTCAAATGAAGCAACTC 250

Ai01B14411 Araip.B01 14411 p2 (TA)6 12 59615478 59615489 GGTGATGATCATGCCAAAAA GATGCATGGGAAGTACATTCTTT 271

Ai01B14417 Araip.B01 14417 p2 (AC)7 14 59640862 59640875 GGGGCTAAGGTAAGGGTGAG ACAAAATTACCCCAATGCCA 230

Ai01B14418 Araip.B01 14418 p2 (CT)6 12 59645775 59645786 TGGGAAAATAAACAAACCAACA TGACTCAGTTCTCAGCCCAA 262

Ai01B14419 Araip.B01 14419 c (A)10gagaagaaaatccaaa(AT)842 59655236 59655277 GGAATTTGGGTGCCTACTCA TGGGGTAATTTTGTCCCCTT 164

Ai01B14422 Araip.B01 14422 p4 (AATA)7 28 59683431 59683458 TCGTGTTTAGGTCGGGTTTC TGTTTGTTCAAAATCCAGTTATTTGT 237

Ai01B14426 Araip.B01 14426 p2 (GA)8 16 59688794 59688809 CAATCGTGCAACAGCACTCT CACCGGACAATTACACTTCCT 230

Ai01B14429 Araip.B01 14429 p2 (CT)6 12 59694674 59694685 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTTCGAATTTGGGTGAGA 279

Ai01B14430 Araip.B01 14430 p3 (TTC)5 15 59699798 59699812 CCATCCACTCTTCCCCATAA GCTTTTGTCTTCCCTTTCCC 277

Ai01B14431 Araip.B01 14431 c (A)10gagcgaaaaaaaattag(A)1138 59701445 59701482 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 225

Ai01B14432 Araip.B01 14432 c (T)10ctcaaactttggggcatttttgtcccctttcta(T)1053 59707487 59707539 GCAAACCTAACTACCCATTTGTC TTTGGGAACTTTGGTTGAGG 257

Ai01B14434 Araip.B01 14434 c (AGG)6tcgaggaggaacagcactaccacactcttacctcctcg(TTC)777 59714277 59714353 CGGAGAAAGATCTCAAACGC TCCGGGATCTGGTACTCTTG 183

Ai01B14435 Araip.B01 14435 p3 (TCT)5 15 59714658 59714672 AAGGACGAGGAAGGAGGAAG GGTCTTTTGTAGCCTGAGCG 274

Ai01B14440 Araip.B01 14440 p3 (TGA)6 18 59732656 59732673 CATGAAATTCCTGCACATGG TGAGCGATATGTGTGTACTCG 200

Ai01B14441 Araip.B01 14441 c (TTC)5gtgttcctcctcgaacgttcgtatcccgcgt(TCC)561 59733207 59733267 AATCACGTCGTTCCTTTTCG GAATGAGGAGGAATGCGAAG 124

Ai01B14442 Araip.B01 14442 c (GGA)5gatgcaggtggtatggtagtgtggtggtgacgacgacgacgataacgaatgagaaagatgagaaaaaaagaggaggaagaag(AGA)5tgatgataatgataata(AAG)6147 59733933 59734079 AAAAAGAAGACAACGATAATGACAA AAATCCAAAATGCACCGAAA 275

Ai01B14445 Araip.B01 14445 p3 (GGA)5 15 59755399 59755413 AAAAAGGAAGAGGAAGAGGAGG GTAGGTGACCGCCTCCAATA 145

Ai01B14453 Araip.B01 14453 p2 (TA)6 12 59780726 59780737 TTTCTACCTGTGTGTCACAATCAT AACTCAAAAGAAGAATTCACCG 111

Ai01B14454 Araip.B01 14454 p2 (TA)6 12 59798550 59798561 CAGGATGTAACGACCCACATT CATCGGAGAGTACCGATTCAA 259

Ai01B14457 Araip.B01 14457 p2 (AT)6 12 59806347 59806358 TTTTGGAATCTCCTCATCGG CCAAATATCCTTACGATGGCA 131

Ai01B14459 Araip.B01 14459 c (A)10tagttggtgtagggacccaaataaaagggaaaaaaaagtgtaggaactcgact(A)1073 59810097 59810169 GGGACTAAATTGAGGCTTGG TGGAACATCAGCTCAGTTTTTG 249

Ai01B14461 Araip.B01 14461 c (T)10gcaaacactgactttaagttagaataattgtagaaacaaaaattaaataagaaa(T)1074 59814700 59814773 GCTTCAGGATCATTCCTCCC ACACGTTCTATGGGTCTTGTTT 258

Ai01B14462 Araip.B01 14462 p2 (CT)13 26 59820126 59820151 TGGCACAACAAGCTGAACTC TGAACTTTGATTTTGGATTATGGA 206

Ai01B14464 Araip.B01 14464 c (CA)7cccctctccgcgtccttcgctctttctcccctctctccattctcactcttcta(CT)883 59834294 59834376 TCCCCCATAACTCCACTGTC AGGAAGAAGAGTGGACGGGT 253

Ai01B14469 Araip.B01 14469 p3 (TTG)6 18 59855941 59855958 CGAGGAAAGTGGCAAGAAAG CCTATGGAAACGCAAAGGAA 276

Ai01B14470 Araip.B01 14470 p2 (TC)12 24 59862519 59862542 TTTGAGACAATAGATGCACAACAA TCTCATGCTGATAACGTATTGTGA 246

Ai01B14471 Araip.B01 14471 p3 (ATA)7 21 59863833 59863853 TGTTAAGTTTTATTTTCTATGCATTTG CCACAAGGCAAACATCTTCA 280

Ai01B14476 Araip.B01 14476 p4 (AATA)5 20 59892774 59892793 ATTCTGCACCAGGTTTTTGG GGAAACACCAAACTTAATTTCAGA 209
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Ai01B14479 Araip.B01 14479 p2 (AT)6 12 59902201 59902212 GACAGCCAGCCTCTGCTTAC TGCTTGATGCAACCTAGAGC 243

Ai01B14480 Araip.B01 14480 p2 (AT)9 18 59902337 59902354 GACAGCCAGCCTCTGCTTAC TGCTTGATGCAACCTAGAGC 243

Ai01B14482 Araip.B01 14482 p3 (AAG)5 15 59912571 59912585 ATTGGGAGCAACTCAACACC GAACGGGTCCACCTTAGTGA 222

Ai01B14484 Araip.B01 14484 p2 (AC)6 12 59927291 59927302 TGTATGGCCAAGTGAGCTGT ACAAAAGTGGGAATCATGGG 119

Ai01B14488 Araip.B01 14488 c (T)10atatattttttttgccatg(T)1039 59970198 59970236 TGGCTTTTTCTGCTTGCTTT TTTGATGTGGTGGCAATACC 270

Ai01B14490 Araip.B01 14490 p2 (AG)7 14 59975907 59975920 TCAGCTTCAACAAGAATGCC CTAACATCTCTCCCCCACCC 198

Ai01B14497 Araip.B01 14497 p2 (GA)6 12 60000105 60000116 TAGGGTGTTACAAGAGCCGC CGGCCTCTATCTACGTCAGC 251

Ai01B14499 Araip.B01 14499 c (A)10ttcatcatccgaaacattatcattggaatcatcatccaatgatttaacttttgattttagggccactcc(T)1089 60011252 60011340 TGCTTCTTTTGCTCCTTTGAA GCCGAGAGCAACAACCTAAG 252

Ai01B14504 Araip.B01 14504 c (T)12c(T)12 25 60026708 60026732 CAAGTAACGTTTCACGAAGCA GGTCCAATCAATTCGTAGCAA 278

Ai01B14509 Araip.B01 14509 p3 (CTT)5 15 60105534 60105548 TCTCTACCATTTTGGGGTCG CCATCACCCTAAGGTCCAGA 273

Ai01B14510 Araip.B01 14510 p2 (AC)6 12 60109097 60109108 CTCCAAAGCTTTCCAAACCA CTTGCCTCTTTGATCCTTGG 169

Ai01B14511 Araip.B01 14511 p2 (AT)6 12 60113206 60113217 CGCCAGTTCTTTCACTGGTT TGAAAGGGAAGACATGAATCC 279

Ai01B14517 Araip.B01 14517 p2 (TA)7 14 60148900 60148913 GGTAGGGTTCCTTCTTTGGC GTGTTGCAAGAGGAAGAGGC 263

Ai01B14518 Araip.B01 14518 p2 (TA)41 82 60149330 60149411 TTGAATCGGAAAAAGGTTCG GCCAACGTTTGACCTCAAGT 272

Ai01B14519 Araip.B01 14519 p2 (TA)8 16 60154906 60154921 TAGCACATTTTGCGCTTTTG AAGCACAATCAGTCCATCCC 237

Ai01B14521 Araip.B01 14521 c (A)10gagagaaaaaaataggcg(A)1038 60167171 60167208 GGATTTGGAGGGAAAATTAGG GGGAATAGTCATGAGGAGGC 275

Ai01B14532 Araip.B01 14532 p5 (TTATT)5 25 60253282 60253306 TCTTAAAATCAAATCTTTTTCAAACC AACTTGAAACCAGAGGGGGT 137

Ai01B14534 Araip.B01 14534 p2 (AG)6 12 60258464 60258475 GGCTATAAAGTGAGGGAATGC AGCCAATTGGGCAACATAAG 272

Ai01B14535 Araip.B01 14535 p6 (TTAGGA)5 30 60262977 60263006 TTTTGACCCAGTTTTCGACC CCTGGAATGAAGAGAAGTAGCC 232

Ai01B14536 Araip.B01 14536 p2 (AT)7 14 60264738 60264751 TGGACAACGACCATCCTACA AAGAGAATAAATGAGTGACGGC 275

Ai01B14539 Araip.B01 14539 c (T)10caattaagtccctcttaatagtaataggcttaattttataggaatccaact(A)11gaattggtatagggatctaaataaaagaaaaaaaagtgtaggaacccaatt(A)10133 60293568 60293700 TTTTTCTTTTTAATTGGGTCCCT CGCAAAATTTTCAATTAGGTCC 225

Ai01B14540 Araip.B01 14540 p2 (CT)7 14 60299631 60299644 TACTTCCCATTCCATCGCTC ATGTCAACGGCAAAGATTCC 141

Ai01B14547 Araip.B01 14547 p3 (CAC)8 24 60319687 60319710 CCCTCCCTCTGTCTCCCTAC TTAATGATAGTGGGTGGGGC 123

Ai01B14550 Araip.B01 14550 c* (GGT)6ga(AG)18(G)11*66 60322952 60323017 GGTAGTGGGTGGTATGGTGG ACGACCCCAATTCTTCCTCT 178

Ai01B14554 Araip.B01 14554 c (A)11ggaggattctacgggtataaatagaacaacataacatgagacataaaat(A)1070 60324289 60324358 AATTGTTGCAATGTGGATGTC GCAAAAGTGTCTTATGTTATGTTGCT 246

Ai01B14562 Araip.B01 14562 p4 (TATT)6 24 60368597 60368620 AGCATATGACCCCAAAGTCC TTTGGCTAGAGCGTTGGTCT 257

Ai01B14563 Araip.B01 14563 c (T)10gtgaaaacctaaacatacatgtacatgcaaaatcagatacaactttaagatatatat(AC)1393 60378057 60378149 GCTGCGCCACTCTGATAGTT GTAGCCATTGTTTTCCCTCG 280

Ai01B14567 Araip.B01 14567 p3 (TCA)6 18 60398115 60398132 TTGGGGCCAATTATCTGTTC TGATTCTTCCGACAGAAAACG 141

Ai01B14571 Araip.B01 14571 c (A)10ccatgaccatagc(T)1134 60413314 60413347 ATAGACCCCTTTAGCCCACC GGGTCTATGGCCACGATTTT 182

Ai01B14573 Araip.B01 14573 p3 (TTC)5 15 60437557 60437571 GCCCTCCATTCTTCATCAAA TGTCTTCCCTTTCCCCTTCT 238

Ai01B14582 Araip.B01 14582 p2 (TC)6 12 60469577 60469588 CCCGTTCTCCCTCTCTTTCT ACGGAAGCAGCAGAATCACT 249

Ai01B14584 Araip.B01 14584 c (A)11tgaaagaaaaagagaaaaaaaaagag(A)10taaaaggggacaaaatgccccaaagtgaagtcaataaaaaggaatcaatgcataggtgttgtgaatc(A)14128 60471704 60471831 CCTTATGCATTGATGTCCTTG CGAGCTATTCGAACTACCCA 263

Ai01B14585 Araip.B01 14585 p4 (AAAT)6 24 60473843 60473866 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 129

Ai01B14588 Araip.B01 14588 p2 (AT)6 12 60491412 60491423 TTTCCAAATTTCTTTGTCGTAGC CAAAAGTGACCTTGCCAACA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14595 Araip.B01 14595 p3 (GAA)20 60 60514347 60514406 CGTTGAAATCAATCCAGATCC CCACACATTTTCCCCCATAC 280

Ai01B14598 Araip.B01 14598 p3 (TTA)7 21 60532671 60532691 TACAGAGAAAGGCGAAAGGC AAAGGGCCTAAGTAGGAAGCA 228

Ai01B14599 Araip.B01 14599 c (A)13cattaatcacgcatcaatacttccttccaac(A)1054 60535262 60535315 ATGGAGTAGTGCTTGGGTGG ACATGAGATGATCGGTTGGA 205

Ai01B14600 Araip.B01 14600 p3 (TTC)5 15 60535863 60535877 GCTGACACAGTGACGCATCT GGACTTGAAGAGAGGCATGG 148

Ai01B14602 Araip.B01 14602 c (A)10taaagatcttttatccatatcttaagttaggctagaattagac(A)1063 60554378 60554440 GAGTCGAAATTGAGGCCAAA GCACATACGCCCCGTATTAT 255

Ai01B14603 Araip.B01 14603 p2 (CT)7 14 60557874 60557887 GGAACATTGAACTTGGAACTTG GCAATCAGCGATTTCTAGGC 257

Ai01B14604 Araip.B01 14604 p2 (GA)6 12 60571717 60571728 TTCGAACACAGAGAGAGGGAG CCACCTAACTACTTTTCTCTCTCCA 257

Ai01B14607 Araip.B01 14607 p3 (TTC)5 15 60607734 60607748 TGATCATGTGGAGTCACAAAA TAGAATATTGCTCGCCCTCG 238

Ai01B14608 Araip.B01 14608 p2 (CT)7 14 60610594 60610607 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGTCCCTGTGTGAGTAGAAGA 259

Ai01B14609 Araip.B01 14609 p3 (TTC)5 15 60614524 60614538 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai01B14611 Araip.B01 14611 c (T)14aaatttgtcccatgtgcattgatcctttttattttgaatttggggtaatattatttttcttctcttttcttttctc(T)10100 60635391 60635490 AAAAATGCTTTACCTAGCTACCCA GGAAGCATGCTCATGTGAAA 249

Ai01B14613 Araip.B01 14613 p2 (AT)6 12 60646519 60646530 ACATATCCGGTGAGGGTTTG TGAATGCAACTACTTGGTCAAAA 272

Ai01B14618 Araip.B01 14618 p2 (TA)8 16 60665817 60665832 AGCCACTAAGCCACCGTAAA AACTGATTTTGGTCGCATTTT 243

Ai01B14627 Araip.B01 14627 p2 (CT)6 12 60689651 60689662 TTGGTTTTCAAAATTTGTTTCA AGGATGAGAGAGAGGGAGGG 270

Ai01B14628 Araip.B01 14628 p4 (AGTT)5 20 60698283 60698302 TTGAAGAAGAGGGAGATATTTTCG TTCTTGTAAATCAAGTCATTAATTGTG 250

Ai01B14629 Araip.B01 14629 p2 (AC)8 16 60701408 60701423 GCGAAGTGTTCACATGCAAT ACTTGTTGCCTTAGGGGCTT 235

Ai01B14631 Araip.B01 14631 p3 (TTA)8 24 60733397 60733420 TGGGGTAATTTTGTCCCCTT GTGGGGAACTGTGGAAATTG 256

Ai01B14632 Araip.B01 14632 p2 (CT)7 14 60738732 60738745 TTCGAATACATTCTCTCTCTCATCTC CAGGTTCAGGATCAGCTTCA 273

Ai01B14634 Araip.B01 14634 c (A)10(T)11 21 60746981 60747001 CATTCTAAAGCTTGGCTGGC ATGCACATGCAATTGACACC 262

Ai01B14635 Araip.B01 14635 p3 (TTC)5 15 60749722 60749736 ACACAACCCCTTCTCCCTCT CTCGGAAGTGGAAGCTTTTG 198

Ai01B14637 Araip.B01 14637 p2 (AG)6 12 60769628 60769639 GGGTAAGGTTCGGCCATTAT GGCATTTTTACACGCCACTT 275

Ai01B14639 Araip.B01 14639 p2 (TA)6 12 60811415 60811426 TGAATTTCACTTTGGGGCAT TTGATTTTGGGAGAGTTGGG 141

Ai01B14640 Araip.B01 14640 p2 (AT)7 14 60812127 60812140 TTTTTCAACCAGTTGGGGTG TTGGTTGCGCACACTCTTAG 265

Ai01B14647 Araip.B01 14647 p3 (AAC)6 18 60861375 60861392 GCAGAGACAACGGTGGAAAT GGCTTGTGGTTGGTTGTTCT 164

Ai01B14648 Araip.B01 14648 p2 (AT)6 12 60870097 60870108 GGGGATTGTTTGAGTTTGGA ACCAGATTCATGGGAACCAA 249

Ai01B14649 Araip.B01 14649 c (T)10aattacaaattcgaataa(CT)742 60871604 60871645 CGAAAACCACTAACAACTTTTTCA AGAGAGAGGGAGAGGGTTCG 247

Ai01B14650 Araip.B01 14650 p2 (CT)6 12 60877982 60877993 GGTGTTTAACGCCAGGAATG TGTGAGTGGCGAAGAGAATG 262

Ai01B14652 Araip.B01 14652 c (T)10cgaaaacagatgagaaatttttgaaagatttttgaaaa(T)1159 60895242 60895300 TGGTTGAAAACCCCTATCCA TCGAGTTTGGACAACTGACG 259

Ai01B14653 Araip.B01 14653 p2 (GT)6 12 60910880 60910891 GGGGATAAAATCACCCCAAT AGGGTTGTAACGGGGCTAAG 242

Ai01B14654 Araip.B01 14654 c (A)11gtggcaaaaaaaataaatat(A)1041 60913510 60913550 TGAAGCAAGAAAAAGCAGCA GCCTTTTGGTTTAAAGGGCT 171

Ai01B14657 Araip.B01 14657 p4 (TTAG)6 24 60917276 60917299 ACACGTACTTGTGCTTGCGT TCCAACACTTAGCACCAAACC 269

Ai01B14660 Araip.B01 14660 c (ATC)6ttttggtcctattcatccttttggtcctattcatccacggaatcattctaaaaaacatgcatgatcctatca(T)14104 60922744 60922847 AAACTTCTGCAATGAAGGTCA GGCCCACAACAGTAACACTAGA 266

Ai01B14661 Araip.B01 14661 p2 (AT)6 12 60927433 60927444 TCCCTCCTTAACAAGCTCTTCA AAGCGGAGAAGAGAGATGGA 235

Ai01B14664 Araip.B01 14664 p2 (TA)6 12 60960531 60960542 TCCCCTTTTTGCTTAATTGC TGTGGAGAAATTGGCTTTGA 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14666 Araip.B01 14666 c (A)14ttttcaaaaatattttcaaaattttctcatctgttttcg(A)1063 60973463 60973525 CGGTTCATCTTGTTGCTCAG GTTGGAAGCCTCAGTCCAAA 241

Ai01B14667 Araip.B01 14667 p2 (CT)6 12 60974921 60974932 TTGTTTCTTAACTTTTTCAAAACTACC TTTTTGAATGAGGGAGAGATGTT 276

Ai01B14671 Araip.B01 14671 p3 (CTT)5 15 61016240 61016254 CAAGTCAACCCAAACTCAACAA TACGATGAGGATGAAAACGC 215

Ai01B14672 Araip.B01 14672 c (AAG)19(ATG)8t(TGA)597 61017445 61017541 AATTGAACCACACCTCAGCC TGCCGTTACTGCATGTTTTT 212

Ai01B14675 Araip.B01 14675 p4 (AAAT)6 24 61027520 61027543 TCGAGTTTGGACAACTGACG CCAGCCAGGATTCAACAAAT 206

Ai01B14677 Araip.B01 14677 c (AG)7aa(AG)11 38 61047756 61047793 AATGCGAGTAGCAGAGGAGG CACCGTTCATCTTCTCCGAT 239

Ai01B14685 Araip.B01 14685 c (TC)7cttctctcccctctgtctctt(TC)1055 61092404 61092458 CCCTTTTCCGCTTTCTCTCT AGAAAAGGGAGGGGGAGAAT 155

Ai01B14688 Araip.B01 14688 p3 (AAT)5 15 61104663 61104677 TTATTTTCGGCTGCCATCTC AAGGGAACCTCTATCCTGTGG 229

Ai01B14689 Araip.B01 14689 p2 (AG)6 12 61105008 61105019 GAAAAAGAGGGGAGATATTTTCG GCATATGCATCTTGCATTTTT 233

Ai01B14700 Araip.B01 14700 p2 (TA)10 20 61140975 61140994 AGAATGTCACGCTTCCGACT GAAGAAGGCAAGTATTGGACG 262

Ai01B14701 Araip.B01 14701 p5 (TTTAT)5 25 61146945 61146969 TTTCGAAAATCCTCACCCAC GGGTTAGCATATGACCCCAG 269

Ai01B14703 Araip.B01 14703 c (A)10tatt(TTTA)5 34 61160621 61160654 GTTGGCATATGACCCCAAAG TTTGAAAATCTTCACCCATTTTT 183

Ai01B14706 Araip.B01 14706 p2 (TA)6 12 61171472 61171483 GGAGCGTTGGTGGTACAGTT GACGTTAGCGCTTCTTGTCC 227

Ai01B14707 Araip.B01 14707 p2 (TA)10 20 61171967 61171986 AATGACGTTGGCGCTTCTT GGGAAATGGCAAGTTGAGAA 277

Ai01B14711 Araip.B01 14711 p2 (AG)6 12 61188330 61188341 CCTCACCTAACCCCATCTCA ACTTTTCTTCCATGATGGCG 246

Ai01B14712 Araip.B01 14712 c (A)10caagcagtcataaattcatatacgagacttcttacataatatcttattatatgtatgtatgtatg(TA)993 61190452 61190544 TGGGGTTTATCACTCAACACAG TTTTCAGGAACCGGATGAAG 280

Ai01B14715 Araip.B01 14715 p2 (CT)6 12 61201685 61201696 TTGATTTTCAAATTTGTTTCAACT TTGAAAAAGAGGGAGATATTTTCG 118

Ai01B14716 Araip.B01 14716 p3 (TTC)5 15 61204344 61204358 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai01B14717 Araip.B01 14717 c (A)10gaaaaaa(AT)629 61207164 61207192 TTGATTTTGGGAGAGTTGGG CTTGTTTTGGGGCATTTTGT 256

Ai01B14719 Araip.B01 14719 p2 (AT)12 24 61215591 61215614 AATATCATGCTAGCGGGTGG GCTCCTAACAGGTCGTCTGG 175

Ai01B14722 Araip.B01 14722 p3 (TCC)6 18 61219047 61219064 TCCTACGGTAAATCCGATGG CACGGGACTGACGACGAC 279

Ai01B14724 Araip.B01 14724 p2 (CT)18 36 61228322 61228357 GACCCCTCTTCCTCCTCCTA TCGTTGTGACTGTGTGTGGA 275

Ai01B14729 Araip.B01 14729 p4 (CATT)5 20 61245225 61245244 TTTTGACCCAGTTTTCAGCC AGAGAGAGGAGAGAACCTCCG 132

Ai01B14731 Araip.B01 14731 p3 (TTC)5 15 61264887 61264901 AATCAGCGCCAGAATTCCTA TGCATACAGTTAAAATGCAATGA 215

Ai01B14733 Araip.B01 14733 p3 (CAT)12 36 61275770 61275805 TCGATTGTTTTGTTCCTGTTTTT GCAATCCTAAAAATCATCATGTTATC 263

Ai01B14735 Araip.B01 14735 p2 (AG)10 20 61292462 61292481 GGCGACGAGCTTAGAAAATG CCTCCCCCAAATCCTAAAAA 181

Ai01B14738 Araip.B01 14738 p2 (AT)31 62 61301114 61301175 CTCAACTCCACACCTCCCAT TGAATGAAAGGGTTAAATGCG 237

Ai01B14739 Araip.B01 14739 p2 (AT)7 14 61304546 61304559 GAAGAGCAACTCTAATCAACCG TCTCTCTTCATTCCGTGGCT 167

Ai01B14740 Araip.B01 14740 c (CT)10a(TC)11 43 61311948 61311990 CGTGTCTCCCTTCACTCCTC CATTGTTGCCGTAGAGGGTT 163

Ai01B14747 Araip.B01 14747 p2 (AT)7 14 61339144 61339157 TGGGGTAATTTTGTCCCCTT CCTGTGAAAGATTTGAGCCTT 127

Ai01B14748 Araip.B01 14748 p2 (GA)11 22 61341437 61341458 GCACCATGTAAAAAGGGAAAGA CCCTTCCCCCTTCTATCTCA 207

Ai01B14751 Araip.B01 14751 p2 (TC)6 12 61352398 61352409 TTCTTTCGCTTTCTTCTATTTTCAA GAGGTTCTTGATCCCTGTTCC 279

Ai01B14752 Araip.B01 14752 p2 (AT)7 14 61357211 61357224 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai01B14755 Araip.B01 14755 p2 (CT)6 12 61392800 61392811 ATGGGCAAAATAGGGGAATC AAGACAAGAGGCTGGGGAAT 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14757 Araip.B01 14757 c* (A)10(AT)11* 31 61400703 61400733 TGTGAGAAAAGTGGGTTTCG TTCACCATTTACTTTGGGGC 235

Ai01B14762 Araip.B01 14762 p4 (TTAA)5 20 61415201 61415220 CGGAAGAAGAGAGCAATGGA TCGAGGGGTTTAATTTCACG 186

Ai01B14763 Araip.B01 14763 p3 (ATT)6 18 61416253 61416270 TGGCTCCTAGCATTTCTCTTC CGGTAAGCATGAATGGTGAA 275

Ai01B14766 Araip.B01 14766 p2 (GA)16 32 61418411 61418442 AATGAAAGAGGGCAATGTCG CATCGGAAAAATCTCACGGT 262

Ai01B14773 Araip.B01 14773 p2 (AG)6 12 61450629 61450640 CAGAATGGGGGAATCAATCA TTCATAAACCAAATGGCAACA 252

Ai01B14774 Araip.B01 14774 p4 (TAAA)6 24 61454598 61454621 TCCTGACCACTTTCTCTCCC CCAATGGAGGGTATGCAGAT 255

Ai01B14777 Araip.B01 14777 p4 (AAAT)5 20 61491182 61491201 GGATCGGATTGTGGATTTTG TGAAAATTTAGCTGTCGAGGG 259

Ai01B14780 Araip.B01 14780 p3 (TCT)6 18 61512066 61512083 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 241

Ai01B14781 Araip.B01 14781 p2 (CT)9 18 61527715 61527732 CCAAGGCCAAAATTCACCTA TTGATCCTAGTGTGTTAATTGCC 182

Ai01B14782 Araip.B01 14782 p3 (TAT)6 18 61531988 61532005 TTTAGTAACCAAAGAATTAGTGAACAA TGGTTAGTTGCGACCACAAT 250

Ai01B14783 Araip.B01 14783 p2 (CA)9 18 61532213 61532230 TGGAAGTGGTGAGAGTGCTG TGAACCAATGATTTATTGTGTATATGA 140

Ai01B14784 Araip.B01 14784 c (TCT)7cttcttcttcgtcttcgtcttcttcttcttcctcttcctcttcctcttcc(TCT)689 61576038 61576126 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 222

Ai01B14785 Araip.B01 14785 p3 (ATT)16 48 61578639 61578686 TATAGGAGGATGAGCACGCA ACCACAACACAGCTGTCCAA 131

Ai01B14786 Araip.B01 14786 c (A)10taacttgacatgtttaaatttataagtactcaattgtactccattatatttttttcttcac(T)1182 61580298 61580379 TGTAATCGTCCATACTATTTTCCTT TCATCAACAACCATTAGGATTAACTT 278

Ai01B14789 Araip.B01 14789 p3 (ATT)23 69 61583938 61584006 TCCAGACATAAGTTATTTTCATCCC GAAGATGCACAGATTTTTCTTCAA 280

Ai01B14791 Araip.B01 14791 c (CTT)5cctcttcgtcgtcttcttcttcttcctcttcg(TCT)6tttctccttctctttctccttactgcaggttcttcttcctcttcctcttcttcttcttttctttcgtttcttaccttctctttctc(CTT)5166 61584333 61584498 CGCATACAAGCGATTAAGGC CGAGGAAGAAGAACGTGCAG 251

Ai01B14794 Araip.B01 14794 p3 (ATT)6 18 61587577 61587594 TGACATTGGTTTGGATTGGA TTTGGCGGTAATTTAACAGAAA 275

Ai01B14796 Araip.B01 14796 p3 (TCA)5 15 61596527 61596541 CAAGCTTCTGAACTCGACCC TGACATGGAACAGCTCTTGG 152

Ai01B14797 Araip.B01 14797 p2 (TA)6 12 61597056 61597067 TAATGCAGCTCCACTTGCTC GTGCACGCATTAACTGATCC 125

Ai01B14798 Araip.B01 14798 p3 (TAT)5 15 61597265 61597279 CTGGATCAGTTAATGCGTGC TCTTTTGCTTCCAAATGGCT 240

Ai01B14799 Araip.B01 14799 p2 (AT)10 20 61597854 61597873 CTCCTCTCCATACGCGAGTC AGCACTCCTAGCACTCCCCT 123

Ai01B14800 Araip.B01 14800 p3 (AAG)6 18 61599319 61599336 TCTTTTGAGAAGGGATTTTGC TACATTTGGCACTAAGGCCC 225

Ai01B14804 Araip.B01 14804 p3 (AAG)5 15 61607008 61607022 AAGAGAAAGAGAGTGTTTGGGG TTGCATACAAAATCGTCCCA 173

Ai01B14811 Araip.B01 14811 p3 (CAA)5 15 61623790 61623804 GCACAAACGCAGAAACAAAA ATTGCTGAAAGTTGCTGCTG 220

Ai01B14813 Araip.B01 14813 p3 (CTC)7 21 61629584 61629604 CTCTACCAGGGCAAGCTCAC CCCCTTTTTCCATCAACTCA 147

Ai01B14816 Araip.B01 14816 p5 (ATAAG)5 25 61641311 61641335 GGCCTCTTATCCCCTACTCG CCTTGGGAGTGCCAGTGTAT 241

Ai01B14818 Araip.B01 14818 p4 (AAAT)6 24 61662747 61662770 TTTTCAAAAATCTTTCACGCA GAAAACATTTCAGAGGGGCA 221

Ai01B14820 Araip.B01 14820 p3 (ATA)6 18 61674650 61674667 GCTGGCGTCACCATAATTG GGCCATCAAATATTAAAAACCC 219

Ai01B14821 Araip.B01 14821 p3 (TCT)5 15 61676652 61676666 GTTATGGTGGTGCACCCTTC GAGATCTGAAGTGCGGAAGC 260

Ai01B14822 Araip.B01 14822 p3 (ATT)5 15 61676995 61677009 CTTCTTGTTGATGATGGCGA GGGAAATTGAGAGCAAAACG 220

Ai01B14823 Araip.B01 14823 p2 (TA)10 20 61680915 61680934 GCTGACTTTGGTGGTGGATT CAGGCTGAAGCACTTGACAG 202

Ai01B14827 Araip.B01 14827 p3 (CAT)6 18 61690596 61690613 TCCTCTTCTTCTTCCTCCTCC AACTGTCAACTTTGGGGACG 188

Ai01B14833 Araip.B01 14833 p2 (TA)11 22 61726602 61726623 CCAGTGAGGGTTCAATAGCTC ATGCCATGCAATGCAATCTA 280

Ai01B14834 Araip.B01 14834 p3 (AAG)5 15 61732111 61732125 GACGGTTGCATTTGATGTTG ACTTAGGGGGAGGGGTTTCT 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B14837 Araip.B01 14837 c (A)10gc(A)14 26 61747963 61747988 TAACATGTTGCCATGCCATT CCCTTTTTCTTTTCTTGCCC 274

Ai01B14840 Araip.B01 14840 p2 (CT)6 12 61758589 61758600 CCCAAAATCCAAAGCAAGAA GCAATCAACGGAGGCTTTTA 276

Ai01B14841 Araip.B01 14841 p2 (CT)6 12 61769741 61769752 CCCAAAATCCAAAGCAAGAA AGCAAAGGCACAATTCAAGG 237

Ai01B14843 Araip.B01 14843 c (T)10aaatttaaaac(T)1031 61782181 61782211 CTTGGTGTTTTCCCTCCAAA TTGAGGAGAGAGAAGGTGGTT 247

Ai01B14844 Araip.B01 14844 p4 (AAAT)6 24 61782326 61782349 AACCACCTTCTCTCTCCTCAA CCAATGGAGGGTATGCAGAT 248

Ai01B14855 Araip.B01 14855 p2 (TA)6 12 61845426 61845437 TTGACAGCACTTTACTTTCCCA TGGTGTGATGGATGCAACTT 277

Ai01B14856 Araip.B01 14856 p2 (TA)8 16 61859391 61859406 GGGACATTTTTGTCCCCTTT TGTTTGTGTTGAAAATCTTGGG 108

Ai01B14857 Araip.B01 14857 p2 (TC)21 42 61864095 61864136 CCAGAAAGCTCAAATGCACA TGAAAATCTTGGGAATTGGG 193

Ai01B14858 Araip.B01 14858 p3 (CTG)6 18 61865528 61865545 ACCAACAGGTATGTCGGCTC GATGACGACGACAAGGAGGT 203

Ai01B14859 Araip.B01 14859 p2 (TC)17 34 61868874 61868907 CCAGAAAGCTCAAATGCACA TGAAAATCTTGGGAATTGGG 186

Ai01B14860 Araip.B01 14860 p2 (GC)6 12 61880977 61880988 CGCGTAGATGAGTTGAACGA CAGAGAGAGAGAAGCCACGC 227

Ai01B14861 Araip.B01 14861 p2 (AC)6 12 61891394 61891405 GTTTCCCCTCCCTAAACCAG CCATTTCTCCCTTCCCTCTC 145

Ai01B14862 Araip.B01 14862 p2 (AG)10 20 61898508 61898527 ATAAGGAATGGAAAACCGGG TCCGGATCAAAAGTTATGGC 257

Ai01B14864 Araip.B01 14864 p2 (AT)8 16 61921098 61921113 TCGAGTTTGGACAACTGACG GGAAGCCTCAGTCCAAATGA 245

Ai01B14865 Araip.B01 14865 c (A)10tatcttttc(T)1029 61921906 61921934 TTTTTGCATGCATTCATTGTT TGAAAAAGATTTTGAAAAAGATGAGA 242

Ai01B14866 Araip.B01 14866 p3 (TAT)5 15 61922504 61922518 TCTCTGCCCTCCTCACAGTT GTTCTTGTCCTTGCTCCTGC 171

Ai01B14867 Araip.B01 14867 p3 (TTC)5 15 61925690 61925704 GCCGAACCACATCACTTTCT CCTCTTTGCCACACCAAACT 110

Ai01B14872 Araip.B01 14872 c (TATT)6tgaaaa(T)1040 61947094 61947133 GCCCCAGTCCAAATGAATTA TCGAGTTTGGACAACTGACG 244

Ai01B14873 Araip.B01 14873 p4 (TTTA)5 20 61968125 61968144 CCATGATGGAGAAAGGGAGA CAGTTGGCTAGAGCGTTGGT 271

Ai01B14876 Araip.B01 14876 p2 (AT)7 14 61979293 61979306 AGTCCACTGCTTTGGGTCAT TGGCAGCAAGATAAACTGGA 243

Ai01B14884 Araip.B01 14884 p2 (CT)6 12 62019115 62019126 TCACCTGAACTAAAGCGCAA GAAAAGGAAAGAGGGAGGAAGA 241

Ai01B14885 Araip.B01 14885 p3 (AAT)5 15 62031996 62032010 CGCTCATCAATCAGGCAGTA TTGCCAAACCTGTTTCTTCC 219

Ai01B14886 Araip.B01 14886 c (TC)9t(TC)6 31 62035088 62035118 AGGCCCTCCTATCCACTGAT TGTTGGCTCCTGAAAGAATG 241

Ai01B14888 Araip.B01 14888 p5 (TAAAA)6 30 62043294 62043323 AGCACAACGCTCTAGCCAAT TTTAAGTTTAGTGTCAATTGCATTTTT 271

Ai01B14890 Araip.B01 14890 p2 (CT)6 12 62052979 62052990 TTTTTCTTATCTTTTTCAAAACTTCC TCGAATTTTGGGTGAAGAGG 270

Ai01B14891 Araip.B01 14891 p4 (AAAT)6 24 62068330 62068353 TCGAGTTTGGACAACTGACG GCCCCAGTCCAAATGAATTA 245

Ai01B14892 Araip.B01 14892 p3 (TTC)5 15 62074391 62074405 CATCCATCTTCTCTTCCCCA TAAAATGTTTGCTCGTCCCC 256

Ai01B14897 Araip.B01 14897 p4 (TTAT)9 36 62109885 62109920 TTTCGAAATTCCCTCTCCCT TTCAGGATCAGCCTCAACAA 277

Ai01B14901 Araip.B01 14901 p3 (AGA)5 15 62144107 62144121 CTGGCCTTAGGTGCCATAAA CTTCTTTCCCCATCTCCTCC 145

Ai01B14902 Araip.B01 14902 p2 (AG)6 12 62147290 62147301 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 112

Ai01B14915 Araip.B01 14915 p3 (CTT)6 18 62218889 62218906 CCCAAAGCAGTTATGGGAAA TGTTGTTGACCACTGCCATT 119

Ai01B14916 Araip.B01 14916 p2 (AT)9 18 62221165 62221182 ATAGTGGGGAACACCGATGA CATGGGCATATAGGTGCCTT 200

Ai01B14917 Araip.B01 14917 p4 (ATAA)5 20 62224509 62224528 CAGCATTCAAAGGACAGCAA TATTTGAGTCTTCGTCCGCC 262

Ai01B14918 Araip.B01 14918 p2 (TC)9 18 62241017 62241034 CCCCTTTTTCAAAATTCTCTTTT AAAGAGAGGGAGAGGGTTCG 226
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Ai01B14923 Araip.B01 14923 p3 (CAC)6 18 62279887 62279904 CAATTCCATTCCCCATTCAC AGAGATCTGACGGCTGAGGA 272

Ai01B14924 Araip.B01 14924 c (T)15ggacttggtatttacaacttaagcatatgtagtctctactctctagtctac(T)1177 62283669 62283745 TACACATGGCAAACGGATGT AGGATTCACAAATGCCCAAA 261

Ai01B14925 Araip.B01 14925 c (A)16gaaaagaaaaaagaaaacttgaaaagaaaacaagataaattg(A)1068 62286660 62286727 GCGCCTAACATAACAATGTATCA TCCCCAATTGTTGTGATCCT 208

Ai01B14929 Araip.B01 14929 c (AT)9(GT)6 30 62289073 62289102 TGACGTAAAAACGATCACAAAAA CTTTCCGGTCATACACACACA 110

Ai01B14931 Araip.B01 14931 p3 (TTC)5 15 62293425 62293439 TGTTCGTCATTGGATCCTCA ACCCACTAGGGGATGAAACC 254

Ai01B14937 Araip.B01 14937 p3 (TTC)5 15 62302247 62302261 TGCACGTCTTTAATAGGGGG GCTGAGAGTGGTTGGAAAGC 176

Ai01B14939 Araip.B01 14939 p2 (TA)10 20 62308815 62308834 ATTTTCATTCCTTTGGCCCT TCCTCACCTTCCACCATCTC 263

Ai01B14940 Araip.B01 14940 p2 (TA)8 16 62310377 62310392 AGCTTCGCAGGCTGAGTTAG TAAAACAGAGGTGGCGAGGT 251

Ai01B14946 Araip.B01 14946 p2 (TA)8 16 62334179 62334194 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 237

Ai01B14948 Araip.B01 14948 p4 (ATTT)5 20 62347408 62347427 GACATTGGTTAAGGCTTCCAA AGAGCTTTTGCTAACGACGG 238

Ai01B14959 Araip.B01 14959 p2 (AG)7 14 62431371 62431384 AGTTTCAAGCCCGAAAAACA TCACCAAGAGAAGAGAAACTCAA 257

Ai01B14961 Araip.B01 14961 p2 (TA)7 14 62436196 62436209 TTGGGAATTTGGGTGCTTAC GCTTATTGGAAGTCCAAGCG 256

Ai01B14965 Araip.B01 14965 c (T)10gtt(TA)7 27 62457917 62457943 TTGGGGTAATTTTGTCCCCT AGAATCTTCTTCCTCCCCCA 186

Ai01B14966 Araip.B01 14966 p2 (AG)6 12 62465602 62465613 TTTTGAAAAAGAGGGAAGGGA CAATTAACCACTTAACTTTTTGTTTGA 102

Ai01B14967 Araip.B01 14967 c (T)10atgattttattaaa(T)1135 62466599 62466633 TGCAATGCATGAATTTTCG GAAAGCTTGGCTGGCTAGTG 278

Ai01B14968 Araip.B01 14968 p3 (GAA)5 15 62477215 62477229 TCTAGAGGATTCCCCGGTCT CTTCTTGGCCGAAACACTTC 175

Ai01B14969 Araip.B01 14969 p2 (GA)6 12 62478457 62478468 AATGAGATGGGAGAGGGAGAA TCTTTTCAAAATTTGTTCCAACT 258

Ai01B14977 Araip.B01 14977 c (TC)8actcctctcttcctcctcccggccgaactcccaccgcgccaccgtctccgcctccgcgccaccatcactgccgtc(CT)6103 62666122 62666224 CTCCTCACCCCAACTGTCAT CGATGGTGAGAGGGTGAGTC 265

Ai01B14984 Araip.B01 14984 p3 (GAA)5 15 62727383 62727397 CGGTCTTAGGTGCCATCATT AATTGGCCGAAACACACTTC 159

Ai01B14985 Araip.B01 14985 p3 (ATT)5 15 62730087 62730101 AAATTGTTTGCTCCAATGGC CAGGAAAAGAAGATGGCAGC 128

Ai01B14986 Araip.B01 14986 p2 (AG)6 12 62730533 62730544 TTTTGTGAGTGAGGGAGAGATG TTTCCTATCTTTTTCAAAACCACC 264

Ai01B14990 Araip.B01 14990 p4 (TTTA)5 20 62762892 62762911 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCGTAACCA 262

Ai01B14991 Araip.B01 14991 p2 (TC)6 12 62785834 62785845 GAGCAGAAGGACACCCCATA CCAAGCAAAACATACATGCAA 261

Ai01B14992 Araip.B01 14992 p2 (TA)7 14 62786395 62786408 TTTGAGCCTTTTAATCCCCA TCCACCACATATGCATTGATCT 223

Ai01B14994 Araip.B01 14994 p3 (TGG)6 18 62800867 62800884 GTGATGCGGGATCTGTCTTT AACTGTGTTTGGCCCACTTC 229

Ai01B14997 Araip.B01 14997 p2 (TA)10 20 62813068 62813087 GGTTTCCGTGACAACGAGAT GTAAATAGCACGACAGCGCA 248

Ai01B15000 Araip.B01 15000 p2 (CT)6 12 62824275 62824286 GCAACAAAGTAAAGGAACCAACA CAGGCCCGAAAATAAAGACA 270

Ai01B15004 Araip.B01 15004 p2 (GA)6 12 62844168 62844179 GTTCAGGAAGAAGGAGTGCG TCCTTCCTTCTCTGTTGCGT 190

Ai01B15005 Araip.B01 15005 p2 (GA)6 12 62850684 62850695 GGAGAGAGAGAACGCGTGAC GACACGGCTGCAGTGATAGA 237

Ai01B15009 Araip.B01 15009 p2 (TC)19 38 62878104 62878141 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGTGAA 203

Ai01B15010 Araip.B01 15010 c (T)10ccctttcc(T)12gggctc(T)13ctttctt(TC)1994 62878295 62878388 TCATCATTCTTTCAAGAGCCAA TGAAGCAAGAAAAAGCAGTGAA 200

Ai01B15013 Araip.B01 15013 c (T)10gccgtc(T)10 26 62942819 62942844 GATTTTATTCCTTTCGGCCC TTGTTGGCTCTTGAAAGAATGA 272

Ai01B15015 Araip.B01 15015 p2 (AT)8 16 62980328 62980343 CCATGATGGAGAAAGGGAGA TCAATTTGCAAAAATCATATCCA 263

Ai01B15016 Araip.B01 15016 p2 (AG)7 14 62980551 62980564 AAACCGAATTAAAAGCAAGAAA TCTTTTTCAAAACTCCCTAACCA 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B15022 Araip.B01 15022 p2 (AG)6 12 63041416 63041427 AACTTGCAGCAAAGGAACTTG GGGAGGCTAGCTCCACTAGG 188

Ai01B15023 Araip.B01 15023 p2 (AG)6 12 63045645 63045656 AACTTGCAGCAAAGGAACTTG GGGAGGCTAGCTCCACTAGG 188

Ai01B15024 Araip.B01 15024 p2 (GC)6 12 63054350 63054361 TCACCATTTCACTCAGGCAC GGGAGAGGGATAGAACAGGG 265

Ai01B15027 Araip.B01 15027 p3 (GAA)5 15 63061457 63061471 GCATAGAACTCCCGAGCAAG CCCATCACCTCTTCACCACT 218

Ai01B15028 Araip.B01 15028 p3 (AAT)6 18 63064133 63064150 TTCTTGTCCTTGCTCCTGCT CCCCTTCCTTTCTTCCACTC 126

Ai01B15030 Araip.B01 15030 p2 (AG)6 12 63064478 63064489 GCAGAGATGTGAGGTGAGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai01B15032 Araip.B01 15032 c (T)10cttttctatatattttcttttt(TA)644 63083839 63083882 GAACTTTGAACTTTGGGGCA TTGGGAACATGGGGTAAAGA 249

Ai01B15035 Araip.B01 15035 p3 (GAG)5 15 63127969 63127983 AACAGTGCTTCTGGTGGGTC TCGCCTATCTCCTCATCCTG 101

Ai01B15038 Araip.B01 15038 p3 (TTC)5 15 63153096 63153110 TGGCCAAATACACCTTCTCC TTGCCTTCCCTTTCCTCTTT 188

Ai01B15039 Araip.B01 15039 p2 (TA)6 12 63157727 63157738 TTCATGCACCACAAACATCA GGGGACAAAATTACCCCAAT 276

Ai01B15040 Araip.B01 15040 p4 (TTTA)5 20 63157999 63158018 GGGGTAATTTTGTCCCCATA GAAACTGTGGGAACATGGGT 243

Ai01B15044 Araip.B01 15044 p3 (AGA)5 15 63220404 63220418 TTTGGGTGCCATAAGTGTGA TCAAACACACAAGCCCACAT 172

Ai01B15048 Araip.B01 15048 p2 (TA)7 14 63269550 63269563 CAAAATCCAGTGAGGGTTCAA TGGTGGAATCTCATGCAATC 278

Ai01B15051 Araip.B01 15051 p3 (TTC)5 15 63321776 63321790 TGTGCTAGTCTTGTGCCAGG AAGAGGTGGTTGTCACCGAT 280

Ai01B15052 Araip.B01 15052 c (A)10caaaaaaaattgatacatgagtatatgatgcaaaagtgggatttttgggtagctagacatcattttagagttacataga(GT)6101 63328035 63328135 GATGAAATCACCCCAATGCT TTTCAAGGTTGTAATGGGGC 254

Ai01B15053 Araip.B01 15053 p2 (TA)6 12 63328552 63328563 TGAGGGTTCAATGGCTCAAT AGTGAAGGCAGAATGGTGGA 279

Ai01B15058 Araip.B01 15058 p2 (TA)9 18 63366641 63366658 TGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 251

Ai01B15059 Araip.B01 15059 p2 (CT)7 14 63370450 63370463 AATGGTGCAGGGATGAGAAG AGAGTGGGTGGAGGTGATTG 185

Ai01B15060 Araip.B01 15060 c (A)10ttttcaaaaaatttcttctttgttttcgaaaaaaaattttt(A)1061 63372657 63372717 GGGATTGTTCGAGTTTGGAC CATGACACGCCTGACATACC 250

Ai01B15062 Araip.B01 15062 c (A)10ttttcaaaaatctttcaaaaaatttcctttattttcgaaaaaaatttt(A)1169 63377719 63377787 GGGATTGTTCGAGTTTGGAC CATGACACGCCTGACATACC 258

Ai01B15064 Araip.B01 15064 c (CTTTTT)5ttctttttgctgctttttcttgcttcaacaatca(T)1276 63392075 63392150 TCTTGCTCTTGCCTTTTGGT AGTGTGTTGGCCCTTGAAAA 174

Ai01B15067 Araip.B01 15067 p4 (AATT)5 20 63403579 63403598 TTCGAAAATCATATCCCCTTTTT TGTAGGCAAAGAGTCAAAGGAA 269

Ai01B15068 Araip.B01 15068 c (AAAATA)5cagaaaagtagcaaaataaataaaaagagtatgtagtggttcacc(A)1388 63407887 63407974 TTGCAACAAAAACTAAATGGC TCACACCCTGCTTGAGTGAG 249

Ai01B15069 Araip.B01 15069 p3 (AGA)5 15 63461596 63461610 TTAGAATGTTGCTCGCCCTC AAACACCCTTCCCCAAAAAC 163

Ai01B15070 Araip.B01 15070 p3 (AAT)5 15 63464249 63464263 TTCTTGTCCTTGCTCCTGCT CCACCAAAAATCTGAACCCT 162

Ai01B15075 Araip.B01 15075 c (CT)10tcccttctttctttcttcttt(TC)12ta(TC)29tt(TC)9145 63486512 63486656 TCTTACCCAACGTTCCCTCA CAGCACGAAACAGGGACAG 261

Ai01B15078 Araip.B01 15078 p2 (TA)6 12 63510552 63510563 GGTGCCAATTCGCTACATAAA AGGGGTTGGATTGCTTTTCT 243

Ai01B15084 Araip.B01 15084 p4 (AATT)5 20 63532731 63532750 TTCAAAAATTTCTCTCGCTCAA GGCAAGAAGCTCCAAGTGAG 256

Ai01B15086 Araip.B01 15086 p2 (AT)9 18 63556420 63556437 AAATTGGGAACATTGGGTGA GGCATTTTTGTCCCCTTTTT 272

Ai01B15092 Araip.B01 15092 c (A)11gaaaaaaaaataaatatgc(A)1040 63624474 63624513 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 187

Ai01B15095 Araip.B01 15095 p2 (TA)13 26 63632510 63632535 TGGGTAGCTAGGCAAAGCAT AATGGGGCTGAGGTAAAGGT 153

Ai01B15097 Araip.B01 15097 p3 (GAA)5 15 63649690 63649704 TGGGAATGATTGAGCATTGA CAACACACCCCTCTACACCC 272

Ai01B15098 Araip.B01 15098 p2 (AG)6 12 63653163 63653174 GAGGGGGAAGTGAATTTTCG AACCTCCTAACTTCTTATCTTTTCAA 275

Ai01B15100 Araip.B01 15100 c (A)10gttattaattgcattc(T)1036 63676897 63676932 CACCACATGGCCACAAAATA TTGTCCCATCAATTCCTTCC 245
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Ai01B15103 Araip.B01 15103 p4 (TATT)6 24 63697181 63697204 TGAAGGCAATGTTGAGCAAG CTTGCCAGTGAGCTCCTTCT 256

Ai01B15104 Araip.B01 15104 p2 (AT)11 22 63699815 63699836 GCAGTGAAGAACAAAGCTTGC AGGCCCTCCTATCCACTGAT 206

Ai01B15105 Araip.B01 15105 p2 (TC)7 14 63707919 63707932 AAAACACCAGAAATGGGCAG GTGGAGAGGGGGATATGGTT 273

Ai01B15109 Araip.B01 15109 c (AAT)5t(A)16 32 63733936 63733967 AGAAGAACAGGGGTGGCTTT GGCTCGTTAAGCAGCCATT 191

Ai01B15110 Araip.B01 15110 c (TCT)5tcatggctcccactatgggcaggagagaaaatcttagatttcataatggtaatgaa(GAT)792 63734945 63735036 TGCTGGTGCTGTTGTTCTTC AGCCTCGGTTTATCCCTCTC 204

Ai01B15112 Araip.B01 15112 p2 (CT)7 14 63750283 63750296 TTATCAACGTGCGCACTCA TTGTGGCGATTCAAATGGTA 272

Ai01B15114 Araip.B01 15114 p2 (AG)6 12 63759545 63759556 TGGGAGTGATTTCTGAAGCC TGAACCTGTGATCGCAAAAG 229

Ai01B15115 Araip.B01 15115 c (A)10taaaataaaaataaaaat(TA)844 63765541 63765584 TTGAATATTGGGAAATTGGGA TCCCATGCTCATGTACCAAA 243

Ai01B15121 Araip.B01 15121 c (A)10g(A)10 21 63826228 63826248 TGAATACAAAAGCTTGCGAAAA AGGCCCTCCTATCCACTGAT 205

Ai01B15124 Araip.B01 15124 p2 (CT)6 12 63839802 63839813 TTCGAAAACCTCCCCTCTCT GTTCTTGTCCTTGCTCCTGC 227

Ai01B15125 Araip.B01 15125 p3 (TTC)5 15 63842820 63842834 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai01B15126 Araip.B01 15126 c (A)10gagaaaaaaaatagc(A)1035 63844496 63844530 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 213

Ai01B15131 Araip.B01 15131 p2 (CT)9 18 63892329 63892346 CCGTGTCCATTCCAAAAATC CCGGTGGAGGTGAGAGATAG 241

Ai01B15135 Araip.B01 15135 c (A)12cccatgtgcattgatatattatgtttgcttttatgattcaaaaaaaataaaaaataaa(AAAT)8102 63912996 63913097 GACAAAATATTGGGAATTTGGG TGGGGTAATTTTTGTCCCCT 227

Ai01B15136 Araip.B01 15136 p2 (GT)11 22 63913303 63913324 TGTTCATTTAAAGAATATCCTCATCTT TGTTATTCACATAATGGTTAATTTTGC 267

Ai01B15137 Araip.B01 15137 p2 (AG)6 12 63914535 63914546 GCTACAGAGTGGGGAAATGC GGAACATTGAACCTGGAATTG 181

Ai01B15139 Araip.B01 15139 c (T)10caaattttcgaaaatttatgtgtagttttc(A)1050 63916264 63916313 TTCAATTGGTTAGAGCGTTGTG TTCTCTTCTTTCAGGCTGGC 254

Ai01B15142 Araip.B01 15142 p2 (CT)8 16 63920564 63920579 GGAACATTGAACCTGTGAATGA TTTTTGGGCTGTTTTTGACC 234

Ai01B15145 Araip.B01 15145 p3 (TCT)6 18 63928425 63928442 ACCTTAACCCCTCTCCCTCA GCTTTTGTCTTCCCTTTCCC 274

Ai01B15147 Araip.B01 15147 p2 (AT)7 14 63935223 63935236 CATCATTCAGTCATCCAGCC AAGCCTGAGTACCCTTCCGT 279

Ai01B15149 Araip.B01 15149 p3 (GAA)5 15 63941109 63941123 AGTGGTTTTGTTGGGCTTTG GCCGAAACACATCACCTTCT 176

Ai01B15150 Araip.B01 15150 p3 (AAT)5 15 63942560 63942574 GCTGCCATCTCTTCTTCCTG CCGAACCCTCTGTTTCTCTG 274

Ai01B15151 Araip.B01 15151 c (T)10cgaaaattcaagataaaaataaaataattagttaattaaaaagaaatttttgaaaaagggggaagatattttcaaaaat(AG)6101 63942800 63942900 AGAGGGTTCGGATTTTTGGT TTCTAACCTTTTTCAAAACCACC 279

Ai01B15152 Araip.B01 15152 c (A)10(T)10 20 63951229 63951248 AGGCTGAAATCTCACATGCTT TATAGGGCACCCCAATTGAT 112

Ai01B15153 Araip.B01 15153 c (A)10tttgaaaaagatagatttgttttgaaaaagatttgaaaagaggttgaagaagaattgagaaagatttaattttaggattaagatattttaaaaaac(T)13119 63961980 63962098 TGTTCTAAAAATATTGTGAAGATTTGA GGGGAGGAAGTTTTTGTTCC 274

Ai01B15155 Araip.B01 15155 p2 (AT)6 12 63967764 63967775 CCATGATGGAGAAAGGGAGA AAATTCAAAATTCAAGTCTTTTTCG 246

Ai01B15163 Araip.B01 15163 c (T)10ctttc(T)10 25 64019400 64019424 ATGCCACAAGCACATGGTTA AAGCAGTGAATAGAAAGCCTGC 223

Ai01B15168 Araip.B01 15168 p2 (CT)8 16 64058095 64058110 ACCCCACAGGATCCTAACCT GGTAGGGATTTTGGGGAAGA 164

Ai01B15174 Araip.B01 15174 p3 (TCT)6 18 64092157 64092174 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai01B15176 Araip.B01 15176 p2 (GA)6 12 64112155 64112166 GGGAAGGAGAAAAAGAAAAACC CGCGTCATTCAGTTTAAGCA 236

Ai01B15179 Araip.B01 15179 c (T)10(A)10 20 64143072 64143091 CTTGGTGTTTTCCCTCCAAA TGAGGGAAGAGAAAGTGGTCA 250

Ai01B15181 Araip.B01 15181 p2 (AC)6 12 64187037 64187048 AGCATGTACCCAATTCCCAA CCCAAATGGCCTTACCTTTT 244

Ai01B15186 Araip.B01 15186 p2 (AG)6 12 64267834 64267845 AGCGATTTCTGGACCCTCTT GGAACATTGAACCTGTGGCT 227

Ai01B15190 Araip.B01 15190 p2 (TA)7 14 64292656 64292669 ATCAATGCACATGGGACAAA TTTTCAGGGTTGTAATGGGG 225
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Ai01B15194 Araip.B01 15194 c (A)10tttttttaataaaaaaaataaataaataaaatattaaaaaa(T)1061 64305543 64305603 CGTGGATTTGCACCCTATTT TGCAATGAATGAAAGTAAGCAAA 208

Ai01B15195 Araip.B01 15195 p2 (GT)7 14 64306872 64306885 GCCAATTTGAGCCTACGATT GATCATGTACCCAATTCCCAA 214

Ai01B15196 Araip.B01 15196 p4 (TTAT)17 68 64324844 64324911 CCTAGCTACCCAAAATTCCCA TGGGTACCTACTAATGTGAGACCA 274

Ai01B15198 Araip.B01 15198 p2 (TA)6 12 64353161 64353172 TCATCCATCAGTGACTCCCC GTCCAACCAAAAGTGGCAAT 146

Ai01B15200 Araip.B01 15200 p2 (TC)7 14 64364898 64364911 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGTGAGTGATGTG 279

Ai01B15201 Araip.B01 15201 p3 (CTT)5 15 64370873 64370887 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 184

Ai01B15203 Araip.B01 15203 p3 (TTC)5 15 64377356 64377370 CCCCTCCATTCTTCCTCATT ATTCTTTGGCTTCGGGTTCT 236

Ai01B15207 Araip.B01 15207 p2 (CT)6 12 64410982 64410993 TTGAACCTGATAAAGAGTCGGA ACGCTCCTAGCGATTTCTGA 234

Ai01B15209 Araip.B01 15209 c (AC)7(AT)8 30 64419731 64419760 TGTTCAGAAGCCCTGCAGTA TTTGAATGCTAAACCAAACACA 235

Ai01B15221 Araip.B01 15221 p4 (ATAA)6 24 64517480 64517503 TATTGGGAATTTGGGTGCAT TCACCACATATGCATTGATCTTT 182

Ai01B15223 Araip.B01 15223 p3 (TTC)5 15 64530765 64530779 GGCCGAAACACAACTCTCTC CGGTCTTAGGTGCCATCAAT 156

Ai01B15226 Araip.B01 15226 c (T)10gaaaatttttcgaaaaaaactaaaaaagagt(A)1051 64548178 64548228 TCAGATGGGAGACCAAGGAC GGGATTTGTTCGAGTTTGGA 278

Ai01B15228 Araip.B01 15228 p2 (AG)7 14 64600267 64600280 AGATATGTGGTTCGGCCAAG CCTAAATGGAGCAGGGATGA 260

Ai01B15230 Araip.B01 15230 p5 (TAAAA)7 35 64608424 64608458 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 211

Ai01B15233 Araip.B01 15233 p2 (AG)7 14 64619804 64619817 AGCGATTTCTGGACCCTTTT ATTTGAACCTGGCATTGGAG 218

Ai01B15235 Araip.B01 15235 c (CT)6aattttcgaaaatatctcttctctttttcaaaaattctttttaatcaactaattattttaattttttattttaattttcgaaaattactaacc(T)10115 64626623 64626737 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 193

Ai01B15236 Araip.B01 15236 p3 (TTC)5 15 64629755 64629769 TCTCTTCTTGGCCGAAACAC GCTTTTGTCTTCCCTTTCCC 201

Ai01B15237 Araip.B01 15237 c (A)10gaaaaaaaatagcg(A)1034 64631435 64631468 TGAAGCAAGAAAAAGCAGCA TGGCCCTAAGCACTTTGTTT 156

Ai01B15238 Araip.B01 15238 p2 (TA)6 12 64645321 64645332 TTCTGCATTCTGCACTTTGG TTAACCAGCATTTGTTCCTCTC 241

Ai01B15239 Araip.B01 15239 p2 (AG)6 12 64647381 64647392 AGCGATTTCTGGACCCTTTT ATTTGAACCTGGCATTGGAG 216

Ai01B15241 Araip.B01 15241 p6 (TATTTT)6 36 64653654 64653689 ATTTAAGTGTGCGGAGGTCG CCAAAGTGCAGAATGCAGAA 204

Ai01B15243 Araip.B01 15243 c (A)10ttgatacatgagtgtgtgaattatacaaaagtgaaattttgggtagctaggcatgattttagaattatataga(GT)797 64664571 64664667 GGGGACAAAATTATCCCAATG ACCAATGCAAACAGCATGAG 275

Ai01B15246 Araip.B01 15246 c (CAG)5gacccccctctacttcagcagccgcagcatcctt(ACC)564 64692311 64692374 AGAGTGAGGTCGAATCCCCT TCGATGCCCTGTGATACAAA 210

Ai01B15247 Araip.B01 15247 c (TA)7tgttttgcatcttagtttttgattgtgattagaaaagtattttggattgttaaaaatctagttaaccctttttgtataagaattatgctttgattg(A)10120 64692932 64693051 TCTTGTTTTGGTCGTTGCAT AACCAATTGGGTGGTACCCT 269

Ai01B15250 Araip.B01 15250 c (T)13cgaaaacagatgagaaattttttgaaagatttttgaaaata(T)1064 64724916 64724979 CAGGTTCTGGATCTGCTTCC ATATTCCCTTTTGATCCGGC 254

Ai01B15251 Araip.B01 15251 c (T)10cta(T)10cgcta(T)1038 64730831 64730868 ATCCACTGATGCTCAAACCC TTGGCTCTTGAAAGAATGATGA 272

Ai01B15252 Araip.B01 15252 p3 (GAA)5 15 64735523 64735537 AGTGGTCTTGATGGGCTTTG ATAACACAACCCCCTCCTCC 275

Ai01B15257 Araip.B01 15257 c (A)10ttatcttctctaactattttttagcaaaaattttgaaatttttc(A)1266 64766671 64766736 CTTGGTGTTTTCCCTCCAAA GGTAAAATTTTGAAATTGAAATCTG 201

Ai01B15259 Araip.B01 15259 p3 (TTC)5 15 64776822 64776836 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 214

Ai01B15262 Araip.B01 15262 p2 (AT)6 12 64782879 64782890 TGTGGGAAACCTATTGGGAA TTGAATTTTGTCCCATGTGC 257

Ai01B15263 Araip.B01 15263 p5 (TATTT)5 25 64785393 64785417 AAGAAGCACTTGTTGGGAGG GCCAGCTTGATGCTTCTTTC 234

Ai01B15268 Araip.B01 15268 p2 (AT)9 18 64805552 64805569 CATGAGGTCTTTTCAGGGTTG CTCACCCTTACCTAAGCCCC 208

Ai01B15269 Araip.B01 15269 p2 (AT)6 12 64805717 64805728 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 222

Ai01B15273 Araip.B01 15273 p2 (AG)6 12 64816511 64816522 ATAGGTGAGGGGTTTTTGGG CGCCAGAAATAGGTAGCAGC 207
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Ai01B15281 Araip.B01 15281 p2 (TC)6 12 64878636 64878647 TTTGGCCCAGATCCAACTAC GAAATCTGTAACATGGAATAATTCGT 278

Ai01B15282 Araip.B01 15282 c (AT)6(A)10 22 64880981 64881002 ACCATGGTATGGTCGCTTCT ATATATATCACGCGACCGCA 266

Ai01B15284 Araip.B01 15284 p2 (TC)6 12 64886233 64886244 CGCATATTTTCACCTTTCAATG ATGGGAAGCAATGGCAACT 279

Ai01B15286 Araip.B01 15286 p3 (AGA)5 15 64920253 64920267 TCTCCCAAGATTCAGAGGGA ACATCCATTTCATTTCCCCA 268

Ai01B15288 Araip.B01 15288 p3 (TTC)5 15 64932861 64932875 AGGTTGCTGTGGAGTCCATT GGTTTCCTTCACCCTCCTTC 163

Ai01B15289 Araip.B01 15289 c (T)14gcttaattgctcttttttcttttctttttctcacttctttttttttattttc(TA)8tttttcttttctttttctcacttctttttttttattttc(TA)8137 64952413 64952549 TTCACCACTTACTTTGGGGC TTTAGGACATTATTCATGCATCC 230

Ai01B15292 Araip.B01 15292 p3 (GAA)8 24 64965040 64965063 CAAGAAAGAGAACGAACGGG AAAATTCGAAATTCTCCCCC 146

Ai01B15295 Araip.B01 15295 p2 (TG)12 24 64981064 64981087 CTTAACCCATATGGCCAACC TTCAATGAACACCCAAAGCA 240

Ai01B15298 Araip.B01 15298 p2 (AT)9 18 64996070 64996087 TTCAGTAGCAGCATCGAGGA GGATGCAAAACACAACCAAG 268

Ai01B15300 Araip.B01 15300 p2 (GC)6 12 64998028 64998039 CGCAAAAGTGGTTTCTCACA CCAGCGTTTTGCCATTAAGT 140

Ai01B15303 Araip.B01 15303 p2 (TA)7 14 65018298 65018311 CCAGCTTAGGGACCTCTTGA CGCGTAGTTAATTTGCGTGG 271

Ai01B15304 Araip.B01 15304 p3 (ATA)18 54 65023178 65023231 CGACTTTCTCCACTTGTTCCA CACATGTTCAAGCATCCCAA 173

Ai01B15305 Araip.B01 15305 p2 (TA)9 18 65043511 65043528 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 244

Ai01B15307 Araip.B01 15307 p2 (AC)6 12 65054085 65054096 TTCACAAATTCCCCCACACT CTTAACCCATATGGCCAACC 189

Ai01B15309 Araip.B01 15309 p3 (CTT)5 15 65085828 65085842 ATCGCTTGCTCAACCTCTTC TGTGTTGTGCAACAAGTGGA 254

Ai01B15311 Araip.B01 15311 p2 (AT)11 22 65104864 65104885 AACCAATGCCCTTACGACAC CGTTGAGTGAGATGGCAGAA 265

Ai01B15312 Araip.B01 15312 p2 (CT)17 34 65108934 65108967 AAAGATAGGTTGGTTCGCCA GTGGTGGGCTAAAAGCTGAG 269

Ai01B15313 Araip.B01 15313 p2 (AG)7 14 65118260 65118273 GAGGTGATTGGTTAGGGGGT TGTTTAACGCCAGAAAAGGG 278

Ai01B15317 Araip.B01 15317 p2 (AG)6 12 65138867 65138878 CATGGAATAATGCGTAAAGCAA ATGCACCCATTCAAGGAAAG 223

Ai01B15318 Araip.B01 15318 p2 (TA)7 14 65143561 65143574 ATGCCATGCAATGCAATCTA CCCATCTCAATTGTAAAGGCA 179

Ai01B15320 Araip.B01 15320 p3 (CTT)5 15 65148830 65148844 CTGTGGGATTCGACCTCACT TGAAGGAGAAAGGAGGAGCA 175

Ai01B15323 Araip.B01 15323 p4 (TTAA)5 20 65165351 65165370 TGGACAAAAGAGCTTCCAGTG TTTCGAAAATTTCTCTCTCTTCTCTC 274

Ai01B15325 Araip.B01 15325 p3 (GAA)5 15 65175346 65175360 GGAAGCTTGCTGAGGAGAGA CCTAGCCCTTCCTTCTTGCT 276

Ai01B15327 Araip.B01 15327 p4 (TAAC)6 24 65195068 65195091 CCAAAAGCATTCTCAAAGGC AAACCACCACTCACCACCAT 279

Ai01B15328 Araip.B01 15328 c (TA)23t(TA)33 113 65199889 65200001 AGGCACAAAGCGTCTCAACA AAGGATTCGTTGCGTGAGAT 280

Ai01B15329 Araip.B01 15329 p3 (TTC)5 15 65210174 65210188 CACCCACTCTTCCCCATAAA TAGAATATTGCTCGCCCTCG 265

Ai01B15334 Araip.B01 15334 p2 (TA)6 12 65217851 65217862 CAAAATCCAGTGAGGGTTCAA AATGATGCGTCATGCAATTC 230

Ai01B15336 Araip.B01 15336 p4 (GAAA)6 24 65224069 65224092 CACATGCTCCAGCTTAGTGC TTCAGGTTTGTTGCATTTGA 275

Ai01B15337 Araip.B01 15337 p2 (GA)9 18 65224721 65224738 TGCACATGCATAAAACACCA CAAGTCAAAATTCACCCAGG 117

Ai01B15341 Araip.B01 15341 p2 (TA)14 28 65250912 65250939 TTGGACAATGCGCATAATTG AATTGGAATGTCAAAGCCCT 273

Ai01B15342 Araip.B01 15342 p2 (AT)12 24 65251876 65251899 CAAAGATTCCAATTCAAGCTCA ATGACGAAAATGCCCTCTTG 220

Ai01B15343 Araip.B01 15343 p2 (AT)19 38 65255844 65255881 GCCTGTTTAAACTAAAAACCGC ATGATTTTTCCCTCGCCTTT 241

Ai01B15344 Araip.B01 15344 c (T)10cgccatttttcttttctc(T)1038 65263974 65264011 GAGACAGCTTGGTTTAGCCG TGAAGCAAGAAAAAGCAGTGAA 253

Ai01B15347 Araip.B01 15347 c (T)12gccatttttcttttctc(T)1039 65278237 65278275 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B15350 Araip.B01 15350 p3 (CAC)7 21 65285917 65285937 TTCTTTCCTCAAACCCTCCA TATTTCTTGGGAGCGCTGTT 252

Ai01B15352 Araip.B01 15352 p2 (AG)8 16 65291528 65291543 GATGAGGGAGAAGGATTTTCG TTTGTTTGTTTCCTACCTTTTTCA 226

Ai01B15355 Araip.B01 15355 c (T)14cta(T)12(AT)6(GT)1265 65314757 65314821 GCTACAAACAATTGCTTCCCTT GGGACATTGGTTGAGAGGAA 269

Ai01B15356 Araip.B01 15356 p2 (GT)6 12 65316512 65316523 AGACCCACCCCCAGTAGAGT CCAACAAGAACAAAGCCCAT 215

Ai01B15359 Araip.B01 15359 p2 (CT)6 12 65349624 65349635 CCTCCTCATTAATTTCTTCCCC TTGCAACAATCCACAAGCAT 261

Ai01B15361 Araip.B01 15361 p2 (AG)6 12 65355934 65355945 GGGCAATTTTTGGGCTATTT GGAACATTGAACCTGGAATTG 221

Ai01B15362 Araip.B01 15362 p2 (CT)6 12 65356978 65356989 TATGGGGAGGTCAGTCCTTG GCTCAAATCCCACAGGTTGT 269

Ai01B15364 Araip.B01 15364 p2 (GT)8 16 65357868 65357883 GGAATTATGGGTAGCTAGGCG TTTCAAGGTTGTAATGGGGC 155

Ai01B15365 Araip.B01 15365 c (A)11caaataaatccatatcttttgatcactgtataaaactttaaatgcatggaatttcaaaatctatccaat(A)1090 65360626 65360715 CATTGGGATTGGGATTAGGA TGTGGATGGATGGATGATGT 275

Ai01B15369 Araip.B01 15369 p2 (AT)10 20 65367460 65367479 TGGCATTTCAAATTTCCAGA TCGAAATGAAATTTTATGCACAG 257

Ai01B15370 Araip.B01 15370 p3 (AAT)6 18 65372286 65372303 CTCTTGTCCTTGCTCCTGCT TCACATCTCAACCCTCCTCA 175

Ai01B15371 Araip.B01 15371 p2 (AG)6 12 65372626 65372637 TGAAAAAGGGTTAGTGATTTTCG CCTTTTCAAAAAGTTGGTTTCAA 277

Ai01B15373 Araip.B01 15373 p2 (GA)6 12 65412897 65412908 GGAAGGGGAAGAGAAGAAAAA GCCGCACAGCTTATCCTAAT 171

Ai01B15376 Araip.B01 15376 p2 (TA)6 12 65426392 65426403 GGCTCAAATCACACTGGGTT GTTCGGTGTTTTTGGGTGAC 264

Ai01B15377 Araip.B01 15377 p3 (TTC)5 15 65430838 65430852 CTCCCAAACCCAACCCTAAT CTAGAGGTTTCTCCGGCCTT 276

Ai01B15380 Araip.B01 15380 p2 (AT)6 12 65442885 65442896 GACTCATCCCAATGGGTGTC TAGGTTGTAATGGGGCCAAG 229

Ai01B15382 Araip.B01 15382 p2 (AG)6 12 65460723 65460734 CAGATAGAAGAGGCGGTTCG TTTCTTATCTTTTTCAAAACCACC 264

Ai01B15384 Araip.B01 15384 p2 (AG)6 12 65480037 65480048 CCCAGTACTATGCGGGAAAA CCGGAAGTGGAGGATGAATA 279

Ai01B15385 Araip.B01 15385 p4 (TTTA)6 24 65489466 65489489 CCAATGGAGGGTATGCAGAT TGACCACTTTCTCTTCCCTCA 248

Ai01B15386 Araip.B01 15386 c (T)12aaaaaaatctgaattttagaaatgaatttcgaaaatttgttttagaaatagagagaaaagata(T)1085 65489612 65489696 TGAGGGAAGAGAAAGTGGTCA CGTGTTTGAACAACTGACGG 256

Ai01B15388 Araip.B01 15388 p2 (AT)21 42 65495314 65495355 GGTGGCTGACTTTAGTGGCT CCAGTGAGGGTTCGATTGTT 195

Ai01B15390 Araip.B01 15390 p4 (AACT)5 20 65508926 65508945 CAATCAAGAAAGCCAAGAACG GCGTGCCTTCCCCTATCTTA 241

Ai01B15391 Araip.B01 15391 c (T)11atatatgcagtatgcaaaatgcaatgctaatgtagatgcaataaataattccaggttcaatg(AAAAT)598 65516291 65516388 CGCTTTCGTGTGACTCTCTG GTGCTAGGTGGGAGACAACC 262

Ai01B15392 Araip.B01 15392 p3 (AAT)5 15 65525092 65525106 CGGGTGGTAAAAAGTGAATTTG CCACCCCCTAAGTGTTTTATGA 235

Ai01B15394 Araip.B01 15394 p2 (AG)6 12 65544729 65544740 GCTCACCACACACAATTTTAGG GCCAAAAGGGAAAAATTCAA 277

Ai01B15400 Araip.B01 15400 c (T)10gaaaatttttcg(A)1032 65581772 65581803 AAGTGGAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 239

Ai01B15402 Araip.B01 15402 p2 (AG)7 14 65617419 65617432 AAGCCAGAGAATGGGGAAAT ATTTGAACCTGGCATTGGAG 164

Ai01B15405 Araip.B01 15405 p2 (TA)14 28 65629337 65629364 AGCCCCATGTGCTCAATAAG ACCACAATCACCCTGAGGAG 234

Ai01B15406 Araip.B01 15406 p3 (GGA)8 24 65632663 65632686 GGCAGCATGACAACTTCAGA CTTCTCCATCCTTCTCACGC 270

Ai01B15408 Araip.B01 15408 p2 (AC)6 12 65649872 65649883 GATTCCAAGCCCAATTGAAA TCTAATCCTCCAGCCTGAGC 220

Ai01B15409 Araip.B01 15409 p2 (TC)7 14 65660469 65660482 GTTTTTCACAACTGACGCGA GTGCTAGGTGGGAGACAACC 217

Ai01B15412 Araip.B01 15412 p2 (CT)7 14 65690300 65690313 CCCCCTTCCCCTTTCTATCT TTTGCAATAATCCACAAGCA 244

Ai01B15418 Araip.B01 15418 p2 (TC)6 12 65718412 65718423 TCCTTGTTATCGTCGTTCCC TTCGCTGTTTCACACTCCTG 262

Ai01B15419 Araip.B01 15419 c (A)11g(A)10 22 65722203 65722224 AAAGCAGCAAAGAACAAGGC TCCTTTTTATTGCCATTGCC 129
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Ai01B15423 Araip.B01 15423 p5 (AATAA)7 35 65752526 65752560 TTTACTGGCGTTTTCTTGCC CGCAAGGTCCAGCTAAAGAC 237

Ai01B15424 Araip.B01 15424 p2 (CT)6 12 65762364 65762375 AGCGTTTAATGCCAGGATTG TTGGGGAAGAGGTATTGACG 169

Ai01B15426 Araip.B01 15426 c (TTTA)7tttca(AAAAT)558 65768549 65768606 GGGTTAGCATATGACCCCAG CCTTTCCAATCAAATCCTTTCA 272

Ai01B15429 Araip.B01 15429 p3 (GTG)5 15 65780795 65780809 ATAGAGAAATTGGCGTTCGG TCCTCCCCTCCTCTACAACA 185

Ai01B15431 Araip.B01 15431 p3 (TTC)5 15 65785715 65785729 CATCCCCTGAACACACCTTT GAGCTCTCTAACCCAATGAAAAGA 221

Ai01B15435 Araip.B01 15435 p2 (CT)7 14 65835480 65835493 TTTGTTTGCTTCTTACCTTTTTCA TCGGATTTTTGGTGATGTGA 271

Ai01B15436 Araip.B01 15436 p2 (CT)10 20 65835719 65835738 CATCTCTTCCTCACATCACCAA ACGAAGAAGAGGGCACAGAG 160

Ai01B15437 Araip.B01 15437 p3 (TTC)5 15 65836592 65836606 TCCTCTCTACTTGGCCGAAA AGTGGTCTTGATGGGCTTTG 263

Ai01B15439 Araip.B01 15439 p3 (TTC)5 15 65839489 65839503 CCCTTCTTCATCACCCTTCA GGGTGCCATAGGTGGTAATG 209

Ai01B15441 Araip.B01 15441 p2 (AG)6 12 65846242 65846253 TTGCAACAATCCACAAGCAT TTCCTCCCCTTTTCTTCCTC 252

Ai01B15444 Araip.B01 15444 p3 (TTC)5 15 65865528 65865542 TTCTCAAGACCCATTCAGCC CACTTTTCCCACACCGAACT 135

Ai01B15445 Araip.B01 15445 p2 (TA)6 12 65879660 65879671 AAAAGTGCGAAACGCACAG GAATCACAACAATCCACACACC 221

Ai01B15446 Araip.B01 15446 p3 (TCA)5 15 65885768 65885782 CAACCTTTTGGAGTTCGCTT GGCCCACAAATAAATCATGC 193

Ai01B15449 Araip.B01 15449 p2 (CT)6 12 65900823 65900834 TGTGATTGAAAAGAAGGAGCC AATGGGGGAATCAACAACAA 160

Ai01B15452 Araip.B01 15452 p5 (TTATC)8 40 65930270 65930309 AGTCCGACTTGTTGGATTGG GAAAGATAAAGGCGGTTCCC 278

Ai01B15453 Araip.B01 15453 p2 (TA)30 60 65937161 65937220 TGACTAGCCGGCCTAAACTC AACTAAATGCGTAGGCACGG 204

Ai01B15456 Araip.B01 15456 p2 (AT)7 14 65956317 65956330 CTTACCTCGCGTCGTAAAGC GCGAGCCTTGGCTAGATTC 232

Ai01B15459 Araip.B01 15459 c (T)10gtttttttg(T)12 31 65967748 65967778 GCTGATAAGTGGAAACCCCA TCGAGTTTGGACAACTGACG 251

Ai01B15460 Araip.B01 15460 p2 (TA)6 12 65971964 65971975 TACTTTGGGGCATTTTGTCC TGTGAGAAAATTGGGTTTGAA 226

Ai01B15465 Araip.B01 15465 p3 (AAT)5 15 65985552 65985566 TTTTTGGCTGCCATATCCTC CCGAACCCTCTCTTTCTCTG 280

Ai01B15466 Araip.B01 15466 p2 (AG)6 12 65985878 65985889 AGAGGGTTCGGATTTTTGGT TGTTTCTTATCTTTTTCAAACCACC 278

Ai01B15467 Araip.B01 15467 c (TA)7tt(TG)8 32 66000324 66000355 CACGATAGTGGGAAATTGGG TGCTCATCAACACAAGCCTC 216

Ai01B15468 Araip.B01 15468 p4 (TGTA)5 20 66000494 66000513 TGAGGCTTGTGTTGATGAGC TCAAGGTGACAAATCCCACA 142

Ai01B15469 Araip.B01 15469 p4 (AATT)5 20 66012279 66012298 GGGTTAGCATATGACCCCAG TTTCGAAAATCCTCACCCAC 261

Ai01B15471 Araip.B01 15471 p2 (AT)10 20 66031595 66031614 AATTGGGAATTTGGGGTGAT GCTTCAAGCCGACAATCTTC 265

Ai01B15472 Araip.B01 15472 p5 (TAAAA)5 25 66040275 66040299 TCCATGAAGGAGAAAGGGAG TTTCGAAAATCCTCACCCAC 220

Ai01B15476 Araip.B01 15476 p2 (TA)8 16 66066144 66066159 TGCAGAGAAAAGAGAAACCAGA CTCTGGGGAAGCAGAAAATG 171

Ai01B15477 Araip.B01 15477 p4 (AATA)5 20 66073493 66073512 AAGTGTGAACGTGAAAGGGG CGCAAGAATACATGATCCGA 215

Ai01B15478 Araip.B01 15478 p2 (TA)11 22 66078256 66078277 ACCATGACAAGGAGCTCACC GTTTTCGCATGGTGCATTTT 253

Ai01B15480 Araip.B01 15480 p2 (CT)6 12 66090493 66090504 ATGCATCCCACTCAGATTCC GTTCCGGTTAAGCAGCAAAG 177

Ai01B15481 Araip.B01 15481 p2 (TA)6 12 66092047 66092058 GAAAGCCAAACTCAACTCCAA ATTTTTGGCATCTTCATGGG 181

Ai01B15485 Araip.B01 15485 p2 (CT)6 12 66105489 66105500 CAATTCTCCATCGCCAAAAT AAATTGGGGATTCCTATCGC 128

Ai01B15486 Araip.B01 15486 p2 (TC)10 20 66111559 66111578 TGGCCAAAAGAAAAAGGAGA CAAATCGGACCCAAGGTCTA 152

Ai01B15487 Araip.B01 15487 p2 (AG)6 12 66119570 66119581 CCAAAGGCGCGTATCTAAAG CGAATTCCAATTCCTTGGTC 115
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Ai01B15489 Araip.B01 15489 p2 (AG)6 12 66128484 66128495 GGTGAGGTAGGTGGGGTTTT CGTTAAATGCCAGAAATGGG 275

Ai01B15490 Araip.B01 15490 p3 (TTG)7 21 66147335 66147355 GGTTGACTTGGCTCCATTGT GTAGCTGTGCACCCACTCAA 274

Ai01B15492 Araip.B01 15492 p3 (ATA)5 15 66158711 66158725 TTATTTTCGGCTGCCATTTC CTCCCCCTCTTCTTCCACTC 256

Ai01B15493 Araip.B01 15493 p2 (GA)6 12 66159049 66159060 ATGAGATGGGGGAAGGAAAA TCCTATCCTTTCAAAATTTGTTTCA 274

Ai01B15496 Araip.B01 15496 c (A)10ttagaaaatcataaaaatc(A)1241 66164657 66164697 TATTAAGCCATGCCTGACCC TTTCGAAAAATGCAAGATGAA 244

Ai01B15498 Araip.B01 15498 p3 (TTC)5 15 66177248 66177262 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai01B15503 Araip.B01 15503 p2 (AT)7 14 66214952 66214965 ATACTTCCGGTGAGGGGTTC GAGCAAAGGATCACAAGGGA 266

Ai01B15507 Araip.B01 15507 c (ATAC)5(AT)11 42 66236519 66236560 CATCTGGTCAACACACATCTCA TGTGTTTGCTGGTGTACGAAA 263

Ai01B15510 Araip.B01 15510 p4 (AAAT)6 24 66241550 66241573 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 210

Ai01B15511 Araip.B01 15511 c (A)12gaaaaagattttgaaaaattttataaaagattttttgaaaaat(A)1065 66248743 66248807 CACCAAACTTAAAATTTTTCAATCA CATTTTCGAATTCCTTAGGTTGA 259

Ai01B15514 Araip.B01 15514 p2 (TC)6 12 66263670 66263681 TTGATGATTTTGTGGAGGCA ATCATCCTGCAGACCTTGCT 209

Ai01B15517 Araip.B01 15517 c (T)13cc(T)10 25 66265275 66265299 TTTAAATTCAGAGCTTGTACACAACA TGCATGTAACAAAAACTTGAGG 101

Ai01B15520 Araip.B01 15520 p2 (TA)10 20 66284911 66284930 AAACACTAAAGACATCAAAATCCAAA AACCCGTAGATCCGACCATA 205

Ai01B15521 Araip.B01 15521 c (A)10tcgtaggacctcgttggtttttattttttttcaataatttttattttcaaaattgtacatctagattatcgttatat(TA)7101 66286219 66286319 TGAGATACGAGGACTGATGTGTT TTTCGAAAATTTGTTAAGAAACGA 232

Ai01B15524 Araip.B01 15524 c (AGA)5atgga(AG)632 66295895 66295926 GGAATAGGGGAAATGGGAGA CAGCCTCTCAGCCCACTAAC 154

Ai01B15526 Araip.B01 15526 p3 (ATT)5 15 66346573 66346587 TGCCTCCAAATTTCTAATGGA TGGGAGAATCCTATGGAAACA 278

Ai01B15527 Araip.B01 15527 p3 (AAC)5 15 66355017 66355031 CAACCAGGGGTGGAGAGATA TAAATGTTTTGAGGGGCCTG 198

Ai01B15531 Araip.B01 15531 p3 (TTC)6 18 66389052 66389069 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai01B15536 Araip.B01 15536 p3 (ATT)5 15 66438911 66438925 AAGTTGTTTGCTCCAATGGC CAACAATCCGGAGACAACCT 164

Ai01B15537 Araip.B01 15537 p2 (AG)6 12 66439251 66439262 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 203

Ai01B15538 Araip.B01 15538 p2 (AG)6 12 66439404 66439415 GAGATTTTGAAAAAGAGGGAAGA TTGTGAATCAAGTCATCGATTGT 224

Ai01B15543 Araip.B01 15543 p2 (AG)6 12 66463414 66463425 ATCAGCGTGGCAGATTTCTT GAACGGTGAAGAGTTGAATCC 240

Ai01B15548 Araip.B01 15548 p2 (AG)6 12 66489940 66489951 TGGAAAGCGATGGTAACACA CGCCAATTTTCACTTTCCAT 276

Ai01B15549 Araip.B01 15549 p2 (AT)11 22 66490528 66490549 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 257

Ai01B15552 Araip.B01 15552 p2 (TC)11 22 66509374 66509395 GGCCCAGATCCAAGTACAGA TGATTAATTCAAGTGCGGGA 248

Ai01B15553 Araip.B01 15553 p2 (TC)11 22 66517194 66517215 GGCCCAGATCCAAGTACAGA CAAAGAACGTAAAACCTGGATTG 205

Ai01B15554 Araip.B01 15554 p2 (TC)13 26 66518471 66518496 TTTACAGAATACGCCCCCAG CAAAGAACGTAAAACCTGGATTG 249

Ai01B15558 Araip.B01 15558 p2 (AT)6 12 66544370 66544381 TCATACGAAGCCATTCCGAT CGGCACCAGTTTTTCAAGTT 222

Ai01B15559 Araip.B01 15559 c (TC)10(TA)10 40 66546199 66546238 TTGGAGTTTTTGTGGGTTGA AATGCTTCGCGCTTTTGTAT 266

Ai01B15562 Araip.B01 15562 p2 (CT)7 14 66568202 66568215 TTTCTTATCTTTTTCAAAACCACCT GAAGGAGATGAGAGAGAAGAGAATTT 225

Ai01B15564 Araip.B01 15564 p2 (TC)7 14 66572290 66572303 TTTACAGAATACGCCCCCAG CAAAGAACGTAAAACCTGGATTG 238

Ai01B15565 Araip.B01 15565 p2 (TC)11 22 66587913 66587934 ATGCACCCATTCAAGGAGAG TCAATGATTAATTCAAGTGCTGG 209

Ai01B15567 Araip.B01 15567 p5 (TTTAT)5 25 66595410 66595434 CGAAAATCCTCACCCACATC GCAGCAGTAGTGGGGTTAGC 273

Ai01B15568 Araip.B01 15568 p3 (TCT)6 18 66601097 66601114 TTTTCCATCCACCACTCACA CTTGGAGGTGGAAGCTTTTG 246
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Ai01B15579 Araip.B01 15579 p2 (AT)7 14 66667611 66667624 GTGGCAACCTGGAAAGTTGT CAAATCAATTGGGGTGCTCT 267

Ai01B15580 Araip.B01 15580 c* (A)10(AT)8* 25 66668269 66668293 TGGGAGAGTTGAGAACATTGG TACTTTGGGGCATTTTGTCC 262

Ai01B15584 Araip.B01 15584 c (A)10gagaggatgacatgcg(A)1036 66705738 66705773 TGGCTCTTGAAAGAATGATGG CCGCTTATGCCAGGATTTTA 248

Ai01B15587 Araip.B01 15587 p3 (GGT)5 15 66746187 66746201 GGAGGGGGTGGTTTAAGAAA CCCTAACCCCCTCTGTTCTC 266

Ai01B15589 Araip.B01 15589 p2 (TA)8 16 66764380 66764395 GCTGCGGCTAGTTTCCTATG CGTGAAACGTTCACACGAAG 118

Ai01B15597 Araip.B01 15597 p4 (TAGT)5 20 66804930 66804949 TGCCACCAAAATGCATATAA CTCCCCCATTTAATTGTCCA 205

Ai01B15607 Araip.B01 15607 p2 (AG)8 16 66895470 66895485 AAAATAAAAGAACATTAAACCTGGGA GGCCCAAATCCAAGTACAGA 207

Ai01B15609 Araip.B01 15609 p3 (TTC)5 15 66915601 66915615 CCCCTCCCTTCCCTGTATAA GCTTTTGTCTTCCCTTTCCC 199

Ai01B15613 Araip.B01 15613 p2 (CT)7 14 66950173 66950186 CTTTTGTTTGTTTCTTATCTTTTTCAA GAGAGAGGGAGAGGATTTTCG 229

Ai01B15616 Araip.B01 15616 p2 (TC)6 12 66970667 66970678 TGAAAATCTCTTCCCTCTTTTTCA GAGGGGAGCAGAGATGTGAG 222

Ai01B15617 Araip.B01 15617 p3 (TTC)5 15 66973562 66973576 AAACACCTCCCTCACTCCCT GCTTTTGTCTTCCCTTTCCC 187

Ai01B15619 Araip.B01 15619 p2 (GT)6 12 66981883 66981894 ACAAGCCTTGAAGCGAAAAA TTGGAGCAATGCTTACAACG 276

Ai01B15621 Araip.B01 15621 p5 (AAGAT)5 25 67018404 67018428 CAAAGGAACACAGCCCAAAT CCTGGGTGCTCCAGTGTATT 172

Ai01B15622 Araip.B01 15622 p5 (AAGAT)5 25 67028785 67028809 TCCGACCTCTCTCCAAAAGA CCTGGGTGCTCCAGTGTATT 232

Ai01B15623 Araip.B01 15623 p3 (CAT)5 15 67033953 67033967 ATCTTCTGGAACCCAGCCTT GAACCACGACAGAGAGAGGC 237

Ai01B15629 Araip.B01 15629 p2 (AT)6 12 67065609 67065620 TTGGGGTTTATCATGCTCTTG TACTTTGGGGCATTTTGTCC 172

Ai01B15637 Araip.B01 15637 p3 (TTG)5 15 67149640 67149654 TTGGTTTGGATCTTCAAGTGG TCCAGGAAATGGAGGAACAC 245

Ai01B15639 Araip.B01 15639 c (T)10gaatttttcgaaaactaaaat(TTA)649 67152945 67152993 AGCAAAATTGATGGGAACCA TCGAGTTTGGACAACTGACG 246

Ai01B15645 Araip.B01 15645 p2 (CT)6 12 67179254 67179265 TTTCTTATCTTTTTCAAAACCACC ATGGGGGAGAAGGATTTTTG 207

Ai01B15646 Araip.B01 15646 p3 (TTC)5 15 67183067 67183081 AGCCCTCCATTCTTCCTCAT CTCGGAGATGGAAGCTTTTG 258

Ai01B15647 Araip.B01 15647 p3 (ACA)6 18 67193917 67193934 TACTGATGAATGTCCGCAGC GAGGTGCTCTGTAAGGCTGG 248

Ai01B15648 Araip.B01 15648 p2 (GC)6 12 67198193 67198204 CGCAAAAGTGGTTTCTCACA CCCAGCATTTTGCCATTAAG 141

Ai01B15649 Araip.B01 15649 p2 (CT)7 14 67201864 67201877 GCGCCAGTAGCATAAAAAGG TGGAAAAGTAAAGGGGGAGAA 223

Ai01B15662 Araip.B01 15662 c (TC)6(TA)8ttg(A)1041 67257299 67257339 TTTCTCTACCAGAGGCAAGCTC AAAAAGGCTGACCTTCATGTT 273

Ai01B15666 Araip.B01 15666 p3 (ATC)7 21 67264202 67264222 TGAAGGTGTTGAAGAAGGTTCA GCTTCTCAATTTGCTCCCTG 226

Ai01B15668 Araip.B01 15668 p2 (AT)7 14 67264797 67264810 CCTAACATGGTTGAATCCACA CGAGTGACTTCAATGAAATTGTTT 229

Ai01B15669 Araip.B01 15669 p3 (TCA)6 18 67266410 67266427 TTCCTCCTCTTCCACCTTCA GCCAAAATGCTGTTTTGTTG 278

Ai01B15671 Araip.B01 15671 p3 (ATA)9 27 67268983 67269009 ACAAACACAACCACCACCAA CAAGACACACTAAACGCCGA 213

Ai01B15672 Araip.B01 15672 p2 (TG)21 42 67272181 67272222 CGGATCTAAAACGCTAACGG AATGACTCGTCAATCGGAGG 262

Ai01B15673 Araip.B01 15673 p2 (TA)10 20 67275706 67275725 CGGCTTAAACTCCGCAAGT CGTAACACCCCAATTACCCT 280

Ai01B15674 Araip.B01 15674 p2 (TA)10 20 67301000 67301019 AAGTGTTGGGAGGTCGTCTG GCTCAAAAACGTGATCCACA 252

Ai01B15675 Araip.B01 15675 p2 (TA)10 20 67302701 67302720 TTAAGTGTGGGGAGGTCGTC GCTCAAAAACGTGATCCACA 254

Ai01B15678 Araip.B01 15678 p2 (TA)10 20 67310008 67310027 GCGATTTTGGGTGACAAGTT AACCACACCATTAGGCTCAAA 266

Ai01B15679 Araip.B01 15679 p3 (ACA)5 15 67316789 67316803 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B15683 Araip.B01 15683 c (TA)6gaaaagaaaagaaaaaaa(AT)642 67326937 67326978 CAACAATTCTTGACTCGCCA TATTTTGGGGCGTTTTATGC 226

Ai01B15685 Araip.B01 15685 c (A)10ttttg(A)10 25 67345159 67345183 CCATTGGCCATGTCTAATTCT TTCCGATCAAAATAACCCCA 263

Ai01B15687 Araip.B01 15687 p3 (GAA)5 15 67359317 67359331 TAGAATATTGCTCGCCCTCG AGCCCTCCATTCTTCCTCAT 144

Ai01B15689 Araip.B01 15689 p4 (TTTA)6 24 67373280 67373303 CCATGATGGAGAAAGGGAGA TTTCGAAAATCTTCACCCATC 126

Ai01B15690 Araip.B01 15690 p4 (TTTA)5 20 67374710 67374729 CCATGATGGAGAAAGGGAGA TTTCGAAAATCTTCACCCATC 123

Ai01B15693 Araip.B01 15693 p2 (TC)7 14 67392776 67392789 CGAAAATCACTAACCACTTTTTCA TTCGAACACAGAGAGGGAGA 255

Ai01B15694 Araip.B01 15694 p2 (CT)6 12 67424742 67424753 GGCACCATTCTAGGCGTTTA GAGGTGATTGGTGAATGGGT 257

Ai01B15700 Araip.B01 15700 c (A)12g(A)10 23 67482363 67482385 TTGGGAATTGGGTACATGCT GGGGCAATTTGTCTCCTTTT 197

Ai01B15701 Araip.B01 15701 p5 (GAAAA)5 25 67484761 67484785 CATTGGGGGAATAAAAGGGT TGCTTTGGGGCATTTTGT 279

Ai01B15703 Araip.B01 15703 c (A)10tgagaaaaacaaaagaacaaaagaaaaaagaaaacaatatggaaaagaaaagaaaaaaaaataatagaaaaaggaagaaaag(A)10102 67499124 67499225 ATTCGAGTGTGGGAACCTTG TAGCTTTGGGGCATTTTGTC 279

Ai01B15708 Araip.B01 15708 c (AG)7ggttcgaattataagaagaagagaagtgttagtaaataaataaataaatagaaagagat(GA)787 67543281 67543367 GAATGAAGAAGAGAGAAGATGAAGA TCAAAAATCACAAACACTTTTTCAA 278

Ai01B15711 Araip.B01 15711 p2 (AC)6 12 67551535 67551546 AATGTCCCAAGTTTCCCCAC AGCCAACTTTGAGCCTACGA 155

Ai01B15712 Araip.B01 15712 p2 (AC)19 38 67560255 67560292 ACGGGGTTTATCAACCTTCC CCCATCATCTTGCCCTATGT 246

Ai01B15716 Araip.B01 15716 p2 (CT)7 14 67585529 67585542 GCGACCGCGTCAATTAGTAT GGGGGAAGAAGAAAAGAAAA 249

Ai01B15718 Araip.B01 15718 p3 (TTC)5 15 67599009 67599023 GCATGGCAACACCAAACTTA AGCAAGCTCAATCAAGCCAT 224

Ai01B15720 Araip.B01 15720 p5 (AATAA)5 25 67604588 67604612 TGAGGAGTGTGTGGGTGTGT TTTCCCTTGCTGGTTAGGTG 230

Ai01B15721 Araip.B01 15721 p2 (GT)6 12 67615993 67616004 AGCCAACTTTGAGCCTACGA ACCTCAACCAATGTCCCAAG 165

Ai01B15722 Araip.B01 15722 c (T)10cgcctctctctc(T)1032 67619418 67619449 GCCTTTTGGTTTAAAGGGCT TGGCTCTTGAAAGAATGATGG 210

Ai01B15723 Araip.B01 15723 p4 (TTAT)5 20 67627916 67627935 CCATGATGGAGAAAAGGGAA TTTTATTATTTTCGGCCACTTTT 101

Ai01B15725 Araip.B01 15725 p3 (AGA)5 15 67675814 67675828 GGCTACTGCCTTTCCTTTCC CCCACTTCATCACCCTTCAT 252

Ai01B15727 Araip.B01 15727 p2 (TC)6 12 67680719 67680730 TAAACGCCAGAAAGGGAAGA GGTATTTGGGGAAGGGTGTT 230

Ai01B15728 Araip.B01 15728 p3 (TTC)5 15 67717052 67717066 TTGGTTAGCCTGGTGTGTCA ACAACCAAGGAACCAAGCAC 210

Ai01B15730 Araip.B01 15730 p2 (AG)8 16 67745153 67745168 TGAAACGAATGGGATTGAAA TCTGCACCTGCAAACCATAG 203

Ai01B15731 Araip.B01 15731 p3 (TTC)6 18 67754849 67754866 TTCATCCTTGGTTAGCCTGG CAACCAAAGAACCAAGCACA 219

Ai01B15732 Araip.B01 15732 p3 (TTC)5 15 67756423 67756437 CTTGCCACTCATGTTATGCG TTCAAGGGAGAGCAAGGAAA 267

Ai01B15735 Araip.B01 15735 p3 (TGA)5 15 67764007 67764021 ATCATGGGCTGGCTACAAAA TGGTGAAGGAGGTCCTGTGT 178

Ai01B15739 Araip.B01 15739 p3 (TAT)5 15 67807306 67807320 TTCAAATTCACCATCTGCGA TTTTTAGTGAGTTATTGATTTGGTCA 273

Ai01B15740 Araip.B01 15740 p2 (CA)7 14 67808254 67808267 GGAGTTGGGGGAAGAAGAAG GACGGTCCGAGTTGGTTAGA 254

Ai01B15741 Araip.B01 15741 p4 (AAGA)5 20 67829920 67829939 TGCCACTCACATCTCTCACC CCGATCTCTCCTTTCTCCCT 162

Ai01B15742 Araip.B01 15742 c (AT)8aaacattacacatgtttcctt(TA)649 67842447 67842495 GTTTGGCCACCATTCTTTTG GTTTTGGGTTTGGTGGAATG 179

Ai01B15745 Araip.B01 15745 p2 (CT)6 12 67871576 67871587 CTTTTTGTTTGTTTCTTATCTTTTTCA GCAGAGATGTGAGGTGAGGAG 279

Ai01B15747 Araip.B01 15747 p3 (TAT)5 15 67871913 67871927 CCCCTTCCTTTCTTCCACTC TATTTTTGGCTGCCATCTCC 253

Ai01B15753 Araip.B01 15753 p4 (TTTA)6 24 67927035 67927058 CCATGATGGAGAAAGGGAGA CCTTTCCAAAACTTCCTAACCA 154

Ai01B15754 Araip.B01 15754 p2 (AC)6 12 67930815 67930826 ACCTCAACCAATGTCCCAAG GGCCTACCTTTCATCAACCA 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B15756 Araip.B01 15756 p3 (ACA)5 15 67945855 67945869 TACCACAGCAAACCCAACAA TTCCACCTCTGATTTCCCTG 262

Ai01B15758 Araip.B01 15758 p3 (AAC)5 15 67966431 67966445 CCCTACGTATTGTATCTTTGGGA GGAACATGTGACGTGAGTGC 269

Ai01B15759 Araip.B01 15759 c (T)12gagaaattgatgatgaga(T)1040 67966718 67966757 GATGTCTTTGGTGGGGAAAA TTCTATTGGTGGGCTGTTGG 261

Ai01B15760 Araip.B01 15760 p3 (GAT)5 15 67973560 67973574 TTCGGAAGAAAGTGAGCCAT GATTGATCAGGGGCAAGAGA 243

Ai01B15762 Araip.B01 15762 p3 (TCT)6 18 67988220 67988237 TCCATCCATTCTTCCCCATA GAATATTGCTCGCCCTCAAG 266

Ai01B15768 Araip.B01 15768 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcaaccctttcccccaacc(CTT)597 68041190 68041286 CACATTCTCTCAATGGACGC AGAGAGAGAGGACGGGTGGT 247

Ai01B15769 Araip.B01 15769 c (CT)7cactcctctcttcctcctcccggctaaacttccaccgcgccaccatctccgccgccgcgccatcatcaccgccggcaactcgtcctcaac(CT)7118 68041394 68041511 TCCTTGGCCATCAATTCTCT CAGGGCCACAGAATCAGAAT 263

Ai01B15770 Araip.B01 15770 p3 (ATA)6 18 68048543 68048560 CCCCGTACTGGGTATTTCAA CACCAAGCAACCCCATTTAT 237

Ai01B15775 Araip.B01 15775 p2 (TA)8 16 68059193 68059208 TGCCAGGAATAGTTTGAGCC TGGCTTTTGTTTCTTTTGTCG 243

Ai01B15776 Araip.B01 15776 p3 (AAT)5 15 68066100 68066114 CTCCCCTGCAGTTTCATTTT GCAGAGAATTCCCAGTGAGG 280

Ai01B15780 Araip.B01 15780 p2 (CT)7 14 68106010 68106023 TTTTTGCTTGTTTCTTAACTTTTTCA AAGATGAGAGAGAAGGAATTTTCG 234

Ai01B15781 Araip.B01 15781 p3 (TAT)5 15 68106349 68106363 CATTCTTTGTCTCCCCCTCTT CAGGTTCTGGATCTGCTTCC 158

Ai01B15782 Araip.B01 15782 p3 (TTC)6 18 68107429 68107446 CCCATCACCTCTTCACCACT GCCCTCGAGCAATAAACAAA 276

Ai01B15785 Araip.B01 15785 p4 (TTTA)6 24 68124637 68124660 CCAATGGAGGGTATGCAGAT TTTCTCTCTCCTCACTTTTTCG 240

Ai01B15787 Araip.B01 15787 p3 (ATC)5 15 68127342 68127356 TCTGCCATCATCAATAGCCA TCACTTCGAAATCATCTTCCAG 251

Ai01B15790 Araip.B01 15790 p2 (CT)6 12 68146890 68146901 CAAGAAGCTGGCGTTAAAGG GGGTTTTTGGGGAAGAGGTA 217

Ai01B15795 Araip.B01 15795 p3 (ATC)8 24 68175816 68175839 CCCTCAAGTTTTCGATTTGC TGATGGTGGTGGAGAAGACA 180

Ai01B15797 Araip.B01 15797 p3 (TGA)5 15 68176991 68177005 GTGGTGGAGAGGAAGGTGAA CGATTTGCATCAATTTTACCC 179

Ai01B15800 Araip.B01 15800 p2 (AG)6 12 68198084 68198095 GGTGAGGTAGGTGGGGTTTT GTGTTTTGCACACCTCATGG 216

Ai01B15803 Araip.B01 15803 p3 (GAA)6 18 68267586 68267603 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 219

Ai01B15804 Araip.B01 15804 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaaaaagagaaaatttaaactc(AG)699 68270095 68270193 AAAAGGTGCTTGCTGGATTG TCACCAAAAATACGAACCCC 252

Ai01B15807 Araip.B01 15807 p3 (AAG)5 15 68280757 68280771 TTCAACAACTGGGGCAAGTA TTCAACCGTCTTGGAAGGAG 272

Ai01B15811 Araip.B01 15811 p2 (CT)6 12 68287345 68287356 TTTCAAAATCATATCTTTTCACATCA AAAGAGGGAAGGGATTTTCG 210

Ai01B15812 Araip.B01 15812 p3 (TCT)14 42 68290163 68290204 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 149

Ai01B15813 Araip.B01 15813 p2 (AT)7 14 68298499 68298512 ATGACAAGCAAGAGCCAAGG TTCTTTGCCTCGCTCATTTT 203

Ai01B15815 Araip.B01 15815 p2 (AT)8 16 68301269 68301284 GCACCTTACTCAAGTTGGTAGGAA AAAATGACTGCCACCTGTCC 260

Ai01B15818 Araip.B01 15818 p3 (CAA)5 15 68307803 68307817 TTTAATTTGATGCATTTTACACAGTT CTTGTCCAATTTTACACCAATAAA 268

Ai01B15824 Araip.B01 15824 c (TA)6acaaaaaaac(A)1032 68315261 68315292 TGTGGATATTTTTAATATTTGATCTGA CAGCAGAAGAAGAAAGAGATTGA 195

Ai01B15826 Araip.B01 15826 p2 (AC)6 12 68332191 68332202 TCCCACCTAACCTATGACATCC ACAAGCCTTAAAGCGGAAAA 275

Ai01B15828 Araip.B01 15828 c* (AT)8aaaag(A)14(TA)11aatatatatataaaaagaaat(A)13(AT)6*aaat(A)17(AT)19*160 68364405 68364564 TTGGGAATTGGGTACATATTCA GGCATTTTTGTCCCCTTTTT 278

Ai01B15830 Araip.B01 15830 p3 (AGA)6 18 68381181 68381198 AGTGGTCTTGATGGGCTTTG TTTCCCATTCACCACTCACA 267

Ai01B15831 Araip.B01 15831 p2 (AG)8 16 68383578 68383593 GTGGGTGAGGGAGAGATGTT TTTTTGTTTGCTTCTTATCTTTTTCA 266

Ai01B15834 Araip.B01 15834 p4 (TTTA)6 24 68387136 68387159 CTGCTGCTTTGTTTGCTTCA TCGAAAATCTTCACCCATTTTT 265

Ai01B15837 Araip.B01 15837 p2 (TC)6 12 68428001 68428012 TCCCCTTTCTTCCTTCTTCC CAATTTTGCAACAACCCACA 257
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Ai01B15840 Araip.B01 15840 p2 (GC)6 12 68459184 68459195 GGCCCAAAATGAGCTACAAA GTCAAGCCTGACCTCTTTGC 236

Ai01B15845 Araip.B01 15845 c (A)10taggcg(A)10 26 68495946 68495971 AAAAAGCAGCAAAGAACAAAGC TTTAGCCGCTTAGACCAGGA 226

Ai01B15846 Araip.B01 15846 p3 (TTG)5 15 68509115 68509129 CAACAGGGCGTACAACAATG GAACCTTGAGGCGACGTTTA 240

Ai01B15850 Araip.B01 15850 p2 (AG)6 12 68523538 68523549 GAGGAAAGTGAGGAATTTTCG TCTCTCATCTTTTTCAAAACAACC 217

Ai01B15851 Araip.B01 15851 p2 (AG)8 16 68534606 68534621 CTGGGCTGTTTCTAAGCCAG TTGAACTTGGAATTGGAGGAA 215

Ai01B15852 Araip.B01 15852 p3 (AAT)5 15 68547794 68547808 CAGGTTCTGGATCTGCTTCC TTTCCTTCCCCCATCTCATT 256

Ai01B15853 Araip.B01 15853 c (T)11aaaaataaaaacaattagttaattaaaaagaaatttttgaaaaagagggagatattttcgaaaatt(GA)689 68548055 68548143 AATGAGATGGGGGAAGGAAA TTGTTTCATATCTTTTTCAAAACCAC 224

Ai01B15856 Araip.B01 15856 p3 (GAA)5 15 68557226 68557240 CAAAAAGACTCAAACAAAGAGCAA CTGAAGAATTGTCTTGCCCC 263

Ai01B15857 Araip.B01 15857 p2 (AT)20 40 68565409 68565448 TGGTTGTGTCTTTTCTATTGCC GCTCAGGAAAGTCAATTTTTCG 242

Ai01B15864 Araip.B01 15864 p2 (AG)13 26 68623354 68623379 AGCACTGGAACAAGCCATCT CTGCCTCGGCTTCACTATTC 136

Ai01B15866 Araip.B01 15866 c (T)11gtatcccctcttatttggatgctgaataaa(T)1152 68641805 68641856 TGTGCATTGTTTTCATTGGG TTTTCTGCATTTTGCATCTTT 204

Ai01B15869 Araip.B01 15869 p4 (AAAG)5 20 68653544 68653563 TTCGAACATGAGGAAGGACC TTCCTATTGAACGTCCCTGC 260

Ai01B15870 Araip.B01 15870 p2 (TA)10 20 68656254 68656273 ACGTTAGCCATGGGTTTTTG TGCATTTACGTTGATCGGTG 258

Ai01B15873 Araip.B01 15873 p3 (TCT)5 15 68676040 68676054 CCGAATACACCTCTCCCTCA GCTTTTGTCTTCCCTTTCCC 190

Ai01B15881 Araip.B01 15881 p2 (AT)31 62 68714150 68714211 CGCATCGTAAAGCAAAGGTT GAGCTATATCCTTCATCGGGC 164

Ai01B15882 Araip.B01 15882 c (T)11cgcctc(T)10 27 68722585 68722611 CCTCGACTTTAACCGCTCAG AAAGCAGTGAAAAGCTTGCAG 278

Ai01B15884 Araip.B01 15884 p2 (AG)6 12 68729264 68729275 TGTCTGTAACATGGAATAATTCGT TGTGGGAATGCACCTATTCA 239

Ai01B15886 Araip.B01 15886 p3 (GAA)5 15 68737373 68737387 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai01B15887 Araip.B01 15887 p3 (AAT)5 15 68740579 68740593 TGCGCAATAAGACACACACA GCACCAAGAGAAGGCAAGAC 190

Ai01B15888 Araip.B01 15888 p2 (AG)7 14 68740904 68740917 ATTTTTGGGGAGTGAGGGAG TTGTTTCTTATCTTTTTCAAAACTACC 264

Ai01B15890 Araip.B01 15890 p2 (GT)6 12 68748075 68748086 ATTCACAAGGGCACGAAAAC TCAGCATACCACTCCCACAA 230

Ai01B15891 Araip.B01 15891 p2 (TA)6 12 68769097 68769108 CAAAAGTGGGAAAAATTTGGG GGGTTGTAATGGGACTGAGG 160

Ai01B15892 Araip.B01 15892 p2 (TA)6 12 68790486 68790497 TGGGGTAATTTTGTCCCCTT CCACATCACTAGCCTTAAGCA 250

Ai01B15894 Araip.B01 15894 p2 (AG)6 12 68799478 68799489 CTGGTCAATTCAAGTGCTGG TCAAGGAGAGCTCGCAATTT 190

Ai01B15896 Araip.B01 15896 p2 (TA)7 14 68804916 68804929 GTTGGATCCTTACGCCGATA CCACCAGTATGGTCGCTTCT 266

Ai01B15898 Araip.B01 15898 p2 (AG)6 12 68807637 68807648 CTGGTCAATTCAAGTGCTGG TCAAGGAGAGCTCGCAATTT 190

Ai01B15900 Araip.B01 15900 c (A)11gaatgtagttattataattgatcctagtgtgttaattgccaatagtttaaattttagtt(TTA)997 68813910 68814006 TTGCTATGTGCTTTGATTATGTTAAG GGCCAAAATTCACCTATACATTT 280

Ai01B15901 Araip.B01 15901 p2 (CT)6 12 68822955 68822966 CGGAATATTGAACCTGAGAGG CCCAGATCCAAGTCCAAAAA 231

Ai01B15902 Araip.B01 15902 p4 (AATA)5 20 68843891 68843910 CCGTTGCTGGGATTGATAGT GGGGACACCAAACTTAATTTCA 175

Ai01B15905 Araip.B01 15905 p3 (TGC)5 15 68865009 68865023 TTAAAGTCCACCCTCGTGCT TCGCCTTCAACCTTAACCAC 259

Ai01B15911 Araip.B01 15911 p2 (GA)8 16 68901799 68901814 AGAGAGAGGGAGAGGGTTCG CGAAAACCACTAATCACTTTTTCA 250

Ai01B15913 Araip.B01 15913 c (T)11agtttttcgaaaactaaatattttttttc(T)1050 68903301 68903350 TACAATGGAAAGCGGAAACC TTTCGTGCACCAAGTTTTTG 277

Ai01B15914 Araip.B01 15914 p2 (CT)9 18 68908229 68908246 TCCAACAACATCGACGAGAG CCAAACGGACCAAAAACACT 250

Ai01B15924 Araip.B01 15924 p4 (AAAT)5 20 68975151 68975170 AGTGTGCTACCCACTCCACC GGAGGCACCAAGGTAATCAA 255
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Ai01B15926 Araip.B01 15926 c (AGT)13aaccgg(ATT)8c(TTG)12106 68984222 68984327 GTTTTTGAAATCCTTCAATAAAACTT AGTGCCTCTGCAGCTCTCTC 276

Ai01B15927 Araip.B01 15927 c (TTA)5taattgttgttgttgta(GTT)650 68985129 68985178 TTTTGCTTTTTATTTGGGCG CTCCCATGTCATCGAGTCCT 263

Ai01B15928 Araip.B01 15928 p2 (CT)9 18 68989595 68989612 TTTGTTTGCTTCTTACCTTTTTCA TCGGATTTTTGGTGATGTGA 279

Ai01B15929 Araip.B01 15929 c (CT)7gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)598 68989838 68989935 CATCTCTTCCTCACATCACCAA GTTCTTGTCCTTGCTCCTGC 181

Ai01B15932 Araip.B01 15932 p3 (TTC)5 15 69002639 69002653 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai01B15934 Araip.B01 15934 c (TC)7actcctctcttcctcctcccggccgaactcccaccgcgccaccatcactgccttc(CT)681 69033413 69033493 TTCTCTTCCCCTTCTCACCA GACGATAGGGCAGCAGAGAC 235

Ai01B15935 Araip.B01 15935 p3 (CAT)5 15 69035603 69035617 GGGGAAGGAATAAAAGGATGA GAGGAAATTGCAATCAAAGGA 274

Ai01B15937 Araip.B01 15937 p2 (GC)6 12 69042401 69042412 GCGTACATACAAAGCGAGCA GGGTGGCATAACTCTCTGGA 224

Ai01B15938 Araip.B01 15938 p2 (GC)6 12 69042518 69042529 TCCAGAGAGTTATGCCACCC CTCTTAAAGGTGGCGTCGAG 161

Ai01B15940 Araip.B01 15940 p2 (AT)7 14 69081055 69081068 TTAAACCGCAATATCGCTCC TTGTTGTTGTGATGCCCTGT 231

Ai01B15941 Araip.B01 15941 p3 (TTA)7 21 69082790 69082810 ACTCCTCCGTGTCACTCACC ACCAAAATGCCCTTAACCCT 226

Ai01B15943 Araip.B01 15943 p3 (TTA)6 18 69088205 69088222 ATAGGATTAGGGTTTCGGCG GGCTTGGGCATTTTATTGAA 216

Ai01B15944 Araip.B01 15944 p3 (TTA)6 18 69088590 69088607 TTCAATAAAATGCCCAAGCC ACCAAAATGCCCTTAACCCT 280

Ai01B15949 Araip.B01 15949 p3 (TTC)5 15 69113546 69113560 ACACAACCCTCTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 229

Ai01B15950 Araip.B01 15950 c (A)12tagcg(A)10 27 69116275 69116301 TGAAGCAAGAAAAAGCAGCA GGACAGCTTGGTTTAGCCAG 248

Ai01B15951 Araip.B01 15951 c (T)11cgccatc(T)10 28 69118358 69118385 TTGCTCTTGCCTCTTGGTTT GCAAAGAACAAAGCTTGCAG 103

Ai01B15952 Araip.B01 15952 c (AGA)40(AAG)21183 69119283 69119465 TTAGAATGTTGCTCGCCCTC CACACATCCCTCCATCTCCT 248

Ai01B15954 Araip.B01 15954 c (T)11gccatc(T)11 28 69125277 69125304 AAAAACAATGCCAAAAAGCG TGAAGCAAGAAAAAGCAGCA 199

Ai01B15956 Araip.B01 15956 p2 (AG)6 12 69152442 69152453 ATGAATCAAAGCCAACCCAA TGCATGCAAAAGGAAATGAA 249

Ai01B15957 Araip.B01 15957 p3 (TGA)5 15 69160320 69160334 CCCTTCCTTATGGCATGTTC ACGTCCTTAACAACCCCAAA 265

Ai01B15961 Araip.B01 15961 c (A)11ttttcaaaaatttctcctttgttttcg(A)12taaaatcc(A)1169 69174647 69174715 TCGAGTTTGGACAACTGACG CATGAAGAACACCATGAATGC 268

Ai01B15962 Araip.B01 15962 c (T)11aaaatctagttgtttttatgagtcaaatcaaattttcaaatt(A)1063 69175231 69175293 TTCGAAAATTTGGATTGACTTT AACAAGCAAGTAACAAACTTGAAA 269

Ai01B15963 Araip.B01 15963 p2 (CT)6 12 69175788 69175799 TTTCAAAATCATATCTTTTCACATCA AAAGAGGGAAGGGATTTTCG 211

Ai01B15964 Araip.B01 15964 p2 (CT)6 12 69181059 69181070 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 275

Ai01B15965 Araip.B01 15965 p2 (TC)7 14 69181206 69181219 CGAAAATATCTCCCTCTTTTTCAA ACAGATGGAAGAGGGGGTTC 215

Ai01B15966 Araip.B01 15966 p3 (TTC)5 15 69184641 69184655 TTGGCCGAATACACCTCTTC TCTTCTTGGCCACAACATCA 278

Ai01B15967 Araip.B01 15967 p2 (AG)6 12 69191326 69191337 TTGGGAAGGGAGAAGGAGAT CACAACAAGCTGTGCGTCTT 112

Ai01B15968 Araip.B01 15968 p2 (GA)8 16 69210835 69210850 TTATATAGGGGTGGGGGAGG CCTAAATGGAGCAGGGATGA 245

Ai01B15969 Araip.B01 15969 p3 (ACA)5 15 69229886 69229900 CTGCCCTAACCAAGGGTACA GAGGTGCTCTGTAAGGCTGG 179

Ai01B15971 Araip.B01 15971 p2 (CT)7 14 69244126 69244139 CGTCAATCAGTTTAAGCGCA GAAAACCTTGTTAATGGGGG 223

Ai01B15972 Araip.B01 15972 p3 (AAT)6 18 69250610 69250627 GAAGATTGTGGGAACATGGG GGGTAATTTTGTCCCCTTATTT 199

Ai01B15974 Araip.B01 15974 p2 (AT)8 16 69266563 69266578 GGTTGTAATGGGGCTAGGGT AGGAGGAAGGAGGTTTCCAA 237

Ai01B15976 Araip.B01 15976 p2 (TA)7 14 69283661 69283674 ATATGAGGGTCATTCGTGGC AACAGTGCAAAAGACATGCG 248

Ai01B15979 Araip.B01 15979 p2 (CT)7 14 69290532 69290545 AGGTACACTCGCGCTTCAGT GAGGCAGGAAAGAGAGAGCA 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B15982 Araip.B01 15982 p4 (ATAG)9 36 69296476 69296511 CGGATGCATTGGATCATTTT CTCATCAACTCCCCCACACT 259

Ai01B15983 Araip.B01 15983 p2 (AT)9 18 69300990 69301007 TTTGGGGAATGTACGTTGGT CCTTCAAAGACCATGTCGGT 228

Ai01B15985 Araip.B01 15985 p2 (AT)6 12 69306720 69306731 TGAGCAACAAAAACAAAAGGC TTATCGAATAGGGGCGAGTG 177

Ai01B15989 Araip.B01 15989 p2 (AT)12 24 69325522 69325545 TCCCCCTACAAATTTCCCTT TTTAAACCGCAATACCGCTC 200

Ai01B15991 Araip.B01 15991 p3 (GCT)5 15 69328721 69328735 CTTTGAAGCAAAATCGAGCC TGCAGTTATGCCAAAGCAAA 215

Ai01B15993 Araip.B01 15993 p2 (GA)18 36 69332441 69332476 TCTTCCGAATCAAAATTGGC TTCCTTCCTTACATCTGCCG 198

Ai01B16000 Araip.B01 16000 p2 (TC)8 16 69374040 69374055 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTC 222

Ai01B16001 Araip.B01 16001 p2 (TA)11 22 69384583 69384604 GCCACCTATTGTTGAGCCAT GCGGTGCCGATTTAGAATTA 116

Ai01B16004 Araip.B01 16004 c (T)11gttttttcaaagttaacatgttaa(T)1146 69387085 69387130 GTCGATCTGCCAAAACAGGT CAGCAAAACCAATTCATATGTCA 256

Ai01B16005 Araip.B01 16005 p3 (GTT)5 15 69390322 69390336 GTTGTGTTTTCCCAGCACCT TCAAGAGGGGAGGTTCCTTT 225

Ai01B16007 Araip.B01 16007 p3 (TCC)5 15 69398876 69398890 CCATCGTAAGAGAGCTCCGA TATCTCACCGCGTTCTTGTG 273

Ai01B16010 Araip.B01 16010 p2 (AT)11 22 69406096 69406117 GGTGGTGCCCTAAAAATGAA CTCTTGTTTTGGTTGTTTTGCT 262

Ai01B16012 Araip.B01 16012 c (A)10ttccctagtttacccctttttcaatcaaaacacaattcttatataaaaagggttaactagatttttaacaattgcaaaacatttttcttatcaca(AT)7119 69415738 69415856 GGTGGTGCCCTAAAAATGAA CTCTTGTTTTGGTTGTTGCAT 237

Ai01B16013 Araip.B01 16013 p2 (TA)29 58 69418319 69418376 TTTTGGGAGAGCGAGGTTAAT CTCCAACGAATCATCCGC 280

Ai01B16014 Araip.B01 16014 p2 (AT)6 12 69428302 69428313 GCCACCATAACAGGAAGCTC TCTAAACGCACTGGTGATGC 274

Ai01B16015 Araip.B01 16015 p4 (CTAA)5 20 69433325 69433344 TGAAGAACTCAACACCAAGCA ACCACCCATGACACTCACCT 204

Ai01B16016 Araip.B01 16016 p2 (GA)6 12 69442798 69442809 GCAAGCAACCCTTTAAAAAGAA CCTTCTTCCTTCTTTCTCACTTTC 278

Ai01B16018 Araip.B01 16018 p2 (AT)9 18 69453168 69453185 TCTCGTTAGGCGTCTGGACT AGCTCATAACTTAGCCCGCA 234

Ai01B16020 Araip.B01 16020 c (CT)7caaattttcgaaaatatctcccctctttttcaaaaatttcgtttttttaactaattatttttaatttttttttac(A)1099 69456919 69457017 TCCTATCTCTTCAAAATTTGTTTCA TCTGGCGTTTTAGTGCGTATT 280

Ai01B16021 Araip.B01 16021 c (TGG)5tgct(GGA)5gaaaaatgaaggagaagaaaaaatttaaatgagaaaagaaggaggaa(GAG)5gtggtggtggtgacgatgatgataatgaaaaagaaagatgacgaaga(AGG)5158 69459485 69459642 GCAACAATAAAAGAACGACGA TCTTCATCAGCCTTGTCGC 254

Ai01B16023 Araip.B01 16023 p2 (TA)6 12 69474384 69474395 CCGTGATTTTTCTACATTTGGTT TCGTCTCTGCCATTCCCTAC 279

Ai01B16024 Araip.B01 16024 p3 (ACT)5 15 69474804 69474818 TGATGAATCCTCATCCTCCA GGAATGGAGTCCCATCAAAA 280

Ai01B16026 Araip.B01 16026 p3 (AAG)5 15 69475294 69475308 AAAGGAGACTCGGAGGGAAA GCGGTAGCTCCTCACTCTTC 269

Ai01B16032 Araip.B01 16032 p3 (TGA)5 15 69521441 69521455 GAGGACGGTGACTTAAGTTTGG CCAGGCAGGTATATCACAATCA 280

Ai01B16035 Araip.B01 16035 p2 (GA)6 12 69529378 69529389 ATTGAACATGCAAGCAACCC TCCCCTTTCTTCCTTCTTCC 258

Ai01B16036 Araip.B01 16036 p2 (AT)6 12 69544636 69544647 CCTGCCGTAACTTCTGCATT AAACACCAAAACGAAGCCAC 271

Ai01B16037 Araip.B01 16037 p3 (TTC)5 15 69561863 69561877 AGGCAGGCTATTCTGGAAGG CAAGGTTCCCATAAAACCCA 276

Ai01B16039 Araip.B01 16039 p3 (GAA)5 15 69575123 69575137 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai01B16040 Araip.B01 16040 p2 (AG)6 12 69578618 69578629 TTTTCCTTGCTCCTGCTCAT CCACTCACCAAAAATCCGAA 161

Ai01B16041 Araip.B01 16041 p2 (AG)6 12 69578863 69578874 GTGAGTGGGGGAGAGATGTT TTGACTTTTTGGTTGTTTCTCATC 277

Ai01B16043 Araip.B01 16043 p2 (AG)10 20 69591369 69591388 CCCACCAACAGAAGCAGAAT TGTTACGAAGGCACCAATGA 280

Ai01B16047 Araip.B01 16047 p2 (CT)6 12 69605086 69605097 TTGATTTTCAAATTTGTTTCAACT GATGAAGGAGAAGGATTTTCG 254

Ai01B16052 Araip.B01 16052 p2 (GA)14 28 69643595 69643622 ACACAGTGAGGGGTGACGAT CCCTACCAGTCACCTCCCTT 110

Ai01B16053 Araip.B01 16053 c (T)12gtaaaaaaagtttaactccatgcctactcttcaagacttcaaccaaacttacctttaaaagtcacc(A)1189 69644051 69644139 CAGTCGAATGGTACGAAATTGA AAGACTTTTCGGATAATTGAACG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B16054 Araip.B01 16054 c (T)14ggtctttacaaggttcccgtttccgattgttttttcttgttatgggtttttatttctg(T)1082 69644962 69645043 AGGTAAGGATTCGAGGCGAG GGTCAGGATCCGCTAAAACA 211

Ai01B16055 Araip.B01 16055 p3 (TCT)5 15 69645508 69645522 TTCTTCAAGTCGGGTTCCTG AAAACGGCACCAGTTTTCAC 264

Ai01B16063 Araip.B01 16063 p5 (AAATA)5 25 69674469 69674493 CAAAATGCAGAATGCAGGTG CATGACAAGGAGCTCACCAA 179

Ai01B16066 Araip.B01 16066 p2 (TG)18 36 69691485 69691520 AACCTTGATGGAAATGTGGAA AAAAATTTCGACAGCATCTCC 243

Ai01B16067 Araip.B01 16067 p2 (AT)6 12 69692768 69692779 TTTTAGATGCAGGACGCAAA ATCAAGCTCCGAACTCGACC 276

Ai01B16070 Araip.B01 16070 p2 (CT)8 16 69712481 69712496 GGGTACCAGACTGGCGTTTA GGGGTTTTTGGGGAAGAGTA 252

Ai01B16072 Araip.B01 16072 p2 (TA)6 12 69719143 69719154 AAAGAATGGAAGCTACGCGA CGGTTAATTAGCTAAAAAGAAAAATCG 278

Ai01B16073 Araip.B01 16073 p3 (ATA)10 30 69722033 69722062 CAATCTCAAGGCAAGAGTGCT TTGCTTTTGATCTTATGAACCC 257

Ai01B16075 Araip.B01 16075 p5 (TAAAT)6 30 69733568 69733597 TAGGCGAGGCCTTTGTTAAA GCATTTGTTAGGTGGTGAAATG 252

Ai01B16077 Araip.B01 16077 p2 (AT)6 12 69745428 69745439 ACCTTTCTTGGGGCTAGGTC CCCTAAAAAGATCGACGGAA 277

Ai01B16080 Araip.B01 16080 p2 (TC)7 14 69796918 69796931 ACAACACTCCTCCGTCAACC GCGAGAAGAGAGGCTGAGAA 179

Ai01B16083 Araip.B01 16083 p3 (GTG)5 15 69799345 69799359 CTTTCCAGAACGGCTCTGAC CAATCAATCTCTAACGACCACG 245

Ai01B16084 Araip.B01 16084 p2 (TC)7 14 69800149 69800162 CCGCATCTTCTTTGTCAACC CGTGCTTGTCAGGATCAGAA 274

Ai01B16085 Araip.B01 16085 c (ACC)5(AAC)5 30 69800337 69800366 ACACCTACCGCAACCTTCAC CGTGCTTGTCAGGATCAGAA 173

Ai01B16089 Araip.B01 16089 c (A)10ttaaggaggtagagtgtgatccctaacctttcaatac(T)1057 69806742 69806798 TGGTGATTGAGTTGTCCGAA GTGGACCTGGCTTTCACTGT 233

Ai01B16094 Araip.B01 16094 p2 (TC)6 12 69838432 69838443 TTCAAACGCTTCTGTGGTTG ATTGCCTTCCTCCCTGAAAT 238

Ai01B16100 Araip.B01 16100 p2 (AG)6 12 69854016 69854027 CGACTTTGGGTGCCATACTT CAAACTTTTGCCACCCATTT 280

Ai01B16101 Araip.B01 16101 p2 (GT)9 18 69854388 69854405 TGGTGGGAGTTATGATGGGT TGGGGAGCAGAAGCTAGTGT 212

Ai01B16106 Araip.B01 16106 p2 (GA)6 12 69916197 69916208 CAGGTTCAGGATCAGCTTCA TCTTTTCCCTCTTCTTAAAATTCG 255

Ai01B16109 Araip.B01 16109 p3 (GAA)6 18 69921801 69921818 CCCTCGAGCAAGAGAAGAAA CCCTCTTTCAGACAATCCCA 195

Ai01B16111 Araip.B01 16111 p2 (CT)6 12 69927730 69927741 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGGAGAGGATAGCAGAGGTG 273

Ai01B16119 Araip.B01 16119 p3 (CAC)5 15 69980158 69980172 ACTAACCCCAAGTCACGCAA CCTGGTGTGTGGAAGAACAA 273

Ai01B16124 Araip.B01 16124 p2 (CT)8 16 70025983 70025998 TGAACCTGGAATTGAGAAGGA CGTGCTGGACGTATCAAAAA 253

Ai01B16127 Araip.B01 16127 p2 (GT)9 18 70044999 70045016 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 237

Ai01B16133 Araip.B01 16133 c (A)10ttgatacatgagtatgtgaaatatacaaaagtgaaattatgggtagctaggcatgattttagaattacataga(GT)9101 70074944 70075044 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 241

Ai01B16138 Araip.B01 16138 p3 (TAT)5 15 70119033 70119047 GGCAAGCTTGATAACGCAAT ACCCGATTAAACCGATTTCC 235

Ai01B16144 Araip.B01 16144 p2 (TA)6 12 70177154 70177165 CATTCTCACCATGGCTCTCA CCAACACTGCGAGTGAGAAA 269

Ai01B16146 Araip.B01 16146 p2 (AT)7 14 70189103 70189116 TTTGGATGACTGACGGTTCA ATGGGTGAAGGTCAACAAGC 271

Ai01B16149 Araip.B01 16149 p5 (TTATC)5 25 70217947 70217971 CCTGGGTGCTCCAGTGTATT TCAGGTCAGGATTACCCGAG 241

Ai01B16151 Araip.B01 16151 p2 (AT)10 20 70222446 70222465 GAATTCGGTTTTCATCGTGG TTTTAACAAGGCACCAAGCC 202

Ai01B16152 Araip.B01 16152 p4 (TTTA)5 20 70239313 70239332 CCATGATGGAGAAAGGGAGA TTCCTCTCTCCTCAATTTTTCG 136

Ai01B16154 Araip.B01 16154 p2 (TA)9 18 70245501 70245518 GGGCTAGGGTGAAGGTAAGG CAAGGCCCCTAAGAAAAAGG 271

Ai01B16155 Araip.B01 16155 p2 (TA)25 50 70246591 70246640 CTGCGAAACTAAGGCTGGTC GGATTTGGGAACATATTCATGC 246

Ai01B16156 Araip.B01 16156 p3 (AGA)11 33 70249396 70249428 ATAGGAGAAGTGTGGGTGCC TGCTAACACTCTCACCGACG 254
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Ai01B16157 Araip.B01 16157 p2 (GC)6 12 70249532 70249543 GAGGGTGTGATGGAGGAAGA TGCTAACACTCTCACCGACG 149

Ai01B16159 Araip.B01 16159 p4 (TAAC)5 20 70276340 70276359 CCAACACTTAGCACCAAAACA CCTCCTCTAACCATCACCCA 107

Ai01B16163 Araip.B01 16163 p3 (GAA)5 15 70286690 70286704 CTCGAAGGTGGAAGCTTTTG AGCCCTCCATTCTTCCTCAT 258

Ai01B16164 Araip.B01 16164 p4 (TAAA)6 24 70289102 70289125 CCACTTGCTCTCTCCTCATTTT CCAATGGAGGGTATGCAGAT 249

Ai01B16166 Araip.B01 16166 p2 (CT)10 20 70301727 70301746 GTGGCAAGGATGAAAGAAGC CTCTCACGCGGTTTATGGTT 217

Ai01B16167 Araip.B01 16167 p3 (GAA)5 15 70302089 70302103 CGTTGAAAACTGAAGCCCAT GCACGATGGGGAAGAACTAA 234

Ai01B16168 Araip.B01 16168 p2 (AC)6 12 70309136 70309147 AAATGAAACCCTAGCCACCA TTCTCTGTTTCACACCAGCG 256

Ai01B16170 Araip.B01 16170 p2 (TA)18 36 70312614 70312649 GGAAATTGATTATGTAATGCCTG ACGCTTCCGTCTGTGCTACT 240

Ai01B16175 Araip.B01 16175 p2 (GA)6 12 70342852 70342863 GAGGGGAGCAGAGATGTGAG CGAAAATATCTCCCTCTTTTTCAA 215

Ai01B16176 Araip.B01 16176 p2 (AG)8 16 70343009 70343024 GAGGGGAGCAGAGATGTGAG CTTTTGTTTGTTTCTTATCTTTTTCAA 278

Ai01B16177 Araip.B01 16177 c (T)10aaaatctagttgtttttatgagtcaaatcaaattttcaatttaaaaaaatcttatctttttcaaaatctttttcaaaaatcaaatc(T)11107 70351402 70351508 CCCTTTTTCTCTCTTAAAATTTCG AAACATTAATTGATGATGTTATTTTCG 257

Ai01B16178 Araip.B01 16178 p2 (CT)9 18 70351903 70351920 CTTCTTATCTTTTCAAAATTTGTTTCA AGATGAGAGAGGGAGAATTTCG 260

Ai01B16183 Araip.B01 16183 p2 (TA)8 16 70402962 70402977 CAAAATCCAGTGAGGGTTCAA GGAATCTCATGCAATGCAATC 276

Ai01B16191 Araip.B01 16191 p2 (AG)7 14 70454005 70454018 AGGCTGGAGAATGGAGGAAT AACCAAATTGGCAACATCAA 236

Ai01B16198 Araip.B01 16198 p2 (AG)6 12 70520681 70520692 TCGAATTTGGGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai01B16202 Araip.B01 16202 p2 (AG)6 12 70547919 70547930 GAGAGAGGGAGAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 213

Ai01B16206 Araip.B01 16206 p4 (TAAA)5 20 70577620 70577639 CCACTTCCTCTCTCCCCAAT TCCTGGACTGTTCATTTCCAC 177

Ai01B16207 Araip.B01 16207 p2 (CT)6 12 70584240 70584251 GAGAAGAAGAGATGCGGACG CTCTTTCTCATCGACGCTCC 119

Ai01B16208 Araip.B01 16208 p3 (TTC)6 18 70586130 70586147 TGAACCTTAACCCCTCCTCC CGGTCTTAGGTGCCATCAAT 243

Ai01B16212 Araip.B01 16212 p3 (AGA)5 15 70631202 70631216 AGCAACGCTTTTACCACACC TCACCTCCATCCACTCTTCC 272

Ai01B16215 Araip.B01 16215 p2 (AT)6 12 70641879 70641890 CGCTTAGGCTAGTGAGGGTG CTTTGGGGAATTTTTGTCCC 265

Ai01B16219 Araip.B01 16219 p2 (AT)11 22 70683726 70683747 GTGCTAGGTGGGAGACAACC GATCTTTACGCCGATCTCCA 276

Ai01B16221 Araip.B01 16221 c (A)14gaagaaaaaaataggcg(A)10tttagaaag(A)1060 70694813 70694872 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 154

Ai01B16223 Araip.B01 16223 c* (A)11(AT)8* 26 70705690 70705715 TGTGGGAAAGTTGGGAACAT GGGCATTTTGTCCCTTTCTT 280

Ai01B16224 Araip.B01 16224 p2 (CT)11 22 70712487 70712508 CCTGTGATTGAAAAGAAGTAGCC GGCTGTTTCTGACCCAGTTC 215

Ai01B16225 Araip.B01 16225 p2 (CT)11 22 70713675 70713696 CCTGTGATTGAAAAGAAGTAGCC GGCTGTTTCTGACCCAGTTC 215

Ai01B16227 Araip.B01 16227 p2 (TC)6 12 70717534 70717545 TCTTCATTCTACCATTTGTTGGG GAAGGAAGGTGACCACTAATGA 144

Ai01B16233 Araip.B01 16233 p3 (ATA)14 42 70753039 70753080 CAGGCAACAAATTTTCCACA AATGGAAGATGCTTGGGTTG 200

Ai01B16237 Araip.B01 16237 p3 (GAA)5 15 70759330 70759344 CGGTCTTAGGTGCCATCAAT GCCGAACCACATCACTTTCT 154

Ai01B16238 Araip.B01 16238 p3 (AAT)7 21 70761671 70761691 GTTCTTGTCCTTGCTCCTGC CCCCCTCTTTTCTTCCACTC 125

Ai01B16239 Araip.B01 16239 p2 (GA)6 12 70762009 70762020 GAAATTTTGAAAAAGGGGGAA TCTTGTGAATCAAGTCATTAATTGTG 270

Ai01B16244 Araip.B01 16244 p2 (CT)6 12 70797054 70797065 TCCCTTCTTCCTTCTATCTCCC TTGCAACAATCCACAAGCAT 237

Ai01B16245 Araip.B01 16245 p3 (ATT)5 15 70810388 70810402 GCCTCCAAATTTCTGATGGA CCTTCATGGTGGAATCATCC 248

Ai01B16246 Araip.B01 16246 p2 (GA)9 18 70811736 70811753 ATTTGAACACACGGAGAGGG CGAAAATCACTAACCACTTTTTCA 263
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Ai01B16258 Araip.B01 16258 p2 (AT)7 14 70906185 70906198 AAACCCTAAAAATCCTAAAATCCC CAGAAAGATTTTGAAGGCGG 158

Ai01B16260 Araip.B01 16260 c (CT)28(GT)7 70 70928532 70928601 AGCATTTGGAATCAGCCAAC GGAGAGAGAGTTCGTGTGCC 269

Ai01B16261 Araip.B01 16261 p3 (CTG)6 18 70930666 70930683 TAGGCCTTTGGGTTGCAGTA GACAACCAAATTGCCTCCAT 212

Ai01B16263 Araip.B01 16263 p2 (GA)10 20 70937023 70937042 AGAGGAAAGGTCTGCAATCG GCCCTCTGTTTGTGGATCTC 225

Ai01B16264 Araip.B01 16264 c (T)12aatttttacttc(T)1337 70949282 70949318 TTCTTTTTCTAGGCGGAGCA GGTTTGATTTGGAAGGAGCA 264

Ai01B16265 Araip.B01 16265 p2 (TA)16 32 70951934 70951965 AATCAGAGTGTGGGTGGGTG TCTGTGAATGAAGAGAAGCTTGA 274

Ai01B16266 Araip.B01 16266 p3 (AAG)6 18 70952534 70952551 TTTCCCTCTGAATTGCATCC GGCCAACCCTTTTCTTTGAT 219

Ai01B16267 Araip.B01 16267 p2 (TA)8 16 70957424 70957439 TTCATCAAACACATGGTGGG TTGATTCTAGCCATTTCCATTG 274

Ai01B16269 Araip.B01 16269 p2 (AT)8 16 70967334 70967349 TTTGGTTTGGGAATTGGGTA CGCTCATCAACAATCCATGT 260

Ai01B16270 Araip.B01 16270 p3 (TTC)5 15 70968262 70968276 CCCTGCTGAGTCCAATGAAT AGTGTCTCGAGAAGTCCCCA 280

Ai01B16272 Araip.B01 16272 p4 (AATT)5 20 70970711 70970730 CCTCTCCCCTTTTCTCTCTCA TTGTAGGCAAAGAGTCGATTAAA 280

Ai01B16274 Araip.B01 16274 p2 (AT)12 24 70982997 70983020 TAAGTGTGGGGAGGTCGTTC AGCTCAAAATCCATGTTCCA 272

Ai01B16276 Araip.B01 16276 p2 (AC)7 14 70984998 70985011 GAGAACCCCATATCCCGAAT AATCCTTGGAAAACAATGCG 229

Ai01B16277 Araip.B01 16277 p2 (AC)6 12 70993066 70993077 GGCCCTTGGTCCAACTAAAC TCGAAGAGAAAAACGTGGCT 263

Ai01B16279 Araip.B01 16279 p2 (CT)7 14 71002500 71002513 CCTGGAATTGAGAAGAAGCAA TTTCTGGGCTGTTTTTGACC 217

Ai01B16280 Araip.B01 16280 p3 (TCT)6 18 71014969 71014986 TCCCAGGATTGGGATTGATA AAAGAGAGGCAGTGGCAAGA 177

Ai01B16282 Araip.B01 16282 p2 (TA)6 12 71030292 71030303 TTCACCATTTACTTTGGGGC TATGGGGAAGTTGGGTTTGA 250

Ai01B16283 Araip.B01 16283 p2 (CT)7 14 71034881 71034894 GAACCTGAAATTGAGAAGAAGCA TTTTTGACCCAGTTTTTGGC 209

Ai01B16284 Araip.B01 16284 p3 (TCT)6 18 71046730 71046747 TCCCAGGATTGGGATTGATA AAAGAGAGGCAGTGGCAAGA 177

Ai01B16287 Araip.B01 16287 p2 (AT)9 18 71059355 71059372 GCAACAGGTTGAGACCCAAT AACCTTGGACAGACCCTGTG 182

Ai01B16289 Araip.B01 16289 p2 (AT)15 30 71069678 71069707 CCACATGTCAGGGAATTGCT TCAAGACTCAAACAAGAAACATGA 238

Ai01B16290 Araip.B01 16290 p2 (CT)6 12 71070727 71070738 TTTTGCTTGTTTCTTATCTTTTTCAA AGAAGGAGATGGGAGAGAAAGAG 239

Ai01B16291 Araip.B01 16291 p3 (TCT)7 21 71073831 71073851 CAAAATCTCTTTCCCACCCA TTGCCTTCCCTTTCCTCTTT 223

Ai01B16292 Araip.B01 16292 p2 (TA)6 12 71100955 71100966 GAGACCCGCCTTACAAGCTA TTTATGTCGATGGATGCTCCT 214

Ai01B16293 Araip.B01 16293 p2 (TG)7 14 71101139 71101152 GCAGGTCATGTTTGGAGCTT AGCAGAAGTGGCGACGTATT 257

Ai01B16294 Araip.B01 16294 c (TG)17tatagtctggcaggccttagcttcgcaggtcaagtttggagcttaatatctgtatctttggaactctg(AT)9acatatatctctc(TG)8149 71122737 71122885 TGCTTTTGGAGAAACAAGTGC GCCAGATAAACGCAATCAAC 221

Ai01B16296 Araip.B01 16296 p3 (GAA)5 15 71183528 71183542 TATCTCCCATGACTCGGAGG CTTCTTGGCCGAAACACTTC 226

Ai01B16297 Araip.B01 16297 p2 (AG)6 12 71185832 71185843 GGGTTCGAATTTGGTGAGTG TTTTTATCTTTTTCAAAACCACCT 277

Ai01B16298 Araip.B01 16298 c (T)10gta(T)10 23 71186863 71186885 TCGAAAAATGCAAGATGCAC TCTGACCCTTTGATTGGAGC 226

Ai01B16301 Araip.B01 16301 p2 (TA)6 12 71204535 71204546 GGGTTGTGTGTTCTTTGGCT GAATCACAACAATCCACCCA 200

Ai01B16302 Araip.B01 16302 p5 (TAAAA)5 25 71204823 71204847 GAAAATGTGCAAGTACTGAAAGAAA CCACACAGACTGCAGCAACT 263

Ai01B16306 Araip.B01 16306 p2 (AT)6 12 71224211 71224222 TGGGGAAAGTTGAATTTGGA TTCACCACTTACTTTGGGGC 233

Ai01B16307 Araip.B01 16307 p4 (TTAG)5 20 71230385 71230404 CCTCCTTCAACCATCATTCA TGGTACGCACAAAATTAAGCA 280

Ai01B16308 Araip.B01 16308 p2 (GA)19 38 71238985 71239022 CCTTCAGCCTCATCATCCAT GCAGCTCCACCATCAATTTT 235
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Ai01B16309 Araip.B01 16309 p3 (TTG)5 15 71241447 71241461 GCGAAACCCTGCAATGTTAG ATGATTTCTGCACACACGGA 218

Ai01B16310 Araip.B01 16310 c (TTTA)17gtatttatttttttttcttttattt(A)10103 71246348 71246450 GCAAATGCAATAAAAGAAAATGG GGGTGTTTTGGTAGCTGTGG 181

Ai01B16311 Araip.B01 16311 p2 (AG)7 14 71265032 71265045 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTGTGAATCAA 280

Ai01B16312 Araip.B01 16312 p2 (TA)9 18 71269791 71269808 ACTACCACCGCCACCACTAC TCAGCACATTAACACTTCACTTCA 210

Ai01B16314 Araip.B01 16314 p2 (TA)7 14 71273559 71273572 TTGTCCGTAAATCCAACGGT TCTTAGGTCGTTCCTCGCAT 173

Ai01B16319 Araip.B01 16319 p2 (AG)9 18 71281466 71281483 GAAGACGAAGAAACCGTGGA AAACTCCCTCTTTCGCCATT 238

Ai01B16320 Araip.B01 16320 p3 (TAT)12 36 71282626 71282661 TTTCTCTTGTTTGAGAGGTATATTGG CATTCATCCCCACTTTCCAT 252

Ai01B16322 Araip.B01 16322 p2 (TG)6 12 71302359 71302370 TGAGTTGTTTCTCTTGGAATTGG GAATGTGACCTGCAAGACATAAA 117

Ai01B16324 Araip.B01 16324 p2 (TA)6 12 71304510 71304521 CAGAAATTTTCAACCCATGC GGTTAGGGGCCTATTTGTCC 259

Ai01B16328 Araip.B01 16328 p3 (TAA)11 33 71332661 71332693 AAGCCATGTTTCTTTTCCTTTT CCGAATGATATAACAACCCGA 239

Ai01B16329 Araip.B01 16329 p2 (AT)10 20 71333496 71333515 TGTCATGCAATGCAATCTAATC CCAGTGAGGGTTCAATAGCTC 278

Ai01B16332 Araip.B01 16332 p2 (CT)9 18 71351768 71351785 TGAGGAGCCAGCTAAGGAAG GAAGTCTCCACCTCGGTCTG 111

Ai01B16333 Araip.B01 16333 p2 (CT)14 28 71360273 71360300 TGAGGAGCCAGCTAAGGAAG GTCTCCACCTCGATCTGCTC 118

Ai01B16335 Araip.B01 16335 c (AT)7ttttttcg(A)10 32 71371159 71371190 AACAGCTAGCCAGGCTTCAA GGGATTGTTCGAGTTTGGAA 195

Ai01B16336 Araip.B01 16336 p2 (TA)6 12 71373203 71373214 GATAACAAGGCGTCACGACA CCTGAACCTTTATCCGAGCC 250

Ai01B16341 Araip.B01 16341 p3 (AGA)5 15 71383715 71383729 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 142

Ai01B16342 Araip.B01 16342 p2 (AG)6 12 71385983 71385994 GGGTTCGAATTTGGTGAGTG TCTTACCTTTTTCAAAACCACC 275

Ai01B16345 Araip.B01 16345 p4 (TTTA)5 20 71397636 71397655 GATGCTGATTCCTGGCAACT CCTAACCACTTTCTCTCTCCACA 234

Ai01B16346 Araip.B01 16346 p2 (TG)7 14 71414907 71414920 AGCTAGAAATGACGGGCTCA TTGGACCGGATCTAAGTTGG 238

Ai01B16347 Araip.B01 16347 p3 (AAG)5 15 71432142 71432156 TTGAGCAATGCCAAGAGTTG CTAGTTGTCGCGCTCTTTCC 206

Ai01B16348 Araip.B01 16348 c (T)10ctttattattttttttgccattttttc(T)1249 71439454 71439502 TTTAGTCGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGTGAA 226

Ai01B16350 Araip.B01 16350 p2 (CT)6 12 71444618 71444629 TCGTGAATCAAGTCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 275

Ai01B16351 Araip.B01 16351 p3 (TTC)5 15 71447478 71447492 CCTCTATTCCCCTTCTTGGC GCTTTTGTCTTCCCTTTCCC 209

Ai01B16352 Araip.B01 16352 p3 (ATT)5 15 71452233 71452247 CAGCTGACCCACTTGTACCTC CAACGGAAGCCTAATCAAGG 225

Ai01B16353 Araip.B01 16353 p2 (AG)6 12 71453735 71453746 TGAAAAAGGGGTTAGTAGTTTTCG AATTGATTTTCAAATCCTTTTCAAT 141

Ai01B16356 Araip.B01 16356 p3 (TCT)6 18 71470409 71470426 TTGTTTGTGTTCTTGGTTCGAG GCACAAGGCACTAACCAATTT 139

Ai01B16357 Araip.B01 16357 p6 (AAATTT)5 30 71471128 71471157 TCATATCTTTTTCAAAGTTCTTATCG AAAAAGAATAGAGAGAAGGTATGCAA 280

Ai01B16358 Araip.B01 16358 p4 (AAAT)5 20 71484249 71484268 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 217

Ai01B16363 Araip.B01 16363 p2 (CA)10 20 71506165 71506184 TCCACTTTCGTAAACCCTCG GCTCGCGCTCTTATCTCTGT 186

Ai01B16364 Araip.B01 16364 p2 (GA)6 12 71506324 71506335 CGAGCGAGAGACCAGAGAGT CGTAGAAGCCGAAAGTGAGG 251

Ai01B16366 Araip.B01 16366 p2 (CA)10 20 71513589 71513608 TCCACTTTCGTAAACCCTCG GCTCGCGCTCTTATCTCTGT 186

Ai01B16367 Araip.B01 16367 p2 (GA)6 12 71513748 71513759 CGAGCGAGAGACCAGAGAGT CGTAGAAGCCGAAAGTGAGG 251

Ai01B16369 Araip.B01 16369 p2 (GT)6 12 71518365 71518376 CATGCAAATGAGCGTTGAAT CCACCATGCTTGATCAGGTT 246

Ai01B16371 Araip.B01 16371 p2 (TA)10 20 71518817 71518836 GATAAAATGCCCCAAAGCAA GGTTGTAATGGGGCTAGGGT 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B16373 Araip.B01 16373 p2 (GC)6 12 71529011 71529022 ATGTAGGGCCACCAGAAGTG TAGGCCAACTTTGTGCCAAT 268

Ai01B16375 Araip.B01 16375 c (A)10ttttaaataaaaaaagtgttttcaaaaatata(T)1052 71541555 71541606 AAAATGTAAATTGTAGCTTCCCAAA GGGCGCCATTAAGTTGATAA 148

Ai01B16376 Araip.B01 16376 p2 (CT)7 14 71542890 71542903 TTTTTGTTTGTCTCTTACCTTTTTCA AGGGGATGAGAGGTGGAGAG 230

Ai01B16377 Araip.B01 16377 p3 (ATT)5 15 71554583 71554597 TTCTTCTTTCCCCCTTCTCC GAAATTGAACGTGCAAGCAA 256

Ai01B16379 Araip.B01 16379 p3 (AAG)5 15 71560642 71560656 CAGGCATATAATGGGGGATG TTTCTTCTTTTCCCCCTTCC 254

Ai01B16380 Araip.B01 16380 p2 (GA)7 14 71560785 71560798 CAGGCATATAATGGGGGATG TTTCTTCTTTTCCCCCTTCC 254

Ai01B16382 Araip.B01 16382 p3 (GTT)5 15 71576472 71576486 TTGTAGCTCTCGTCCCGTTT AAAATCAAGGGTGGAGGGAC 256

Ai01B16383 Araip.B01 16383 p3 (ATA)19 57 71588463 71588519 TGAACGTTCTGAATCCTGACA CAATAACTTGTTTGGAGGCCC 267

Ai01B16384 Araip.B01 16384 c (T)10cttttcaaaaatttttcaaaaatatttcaaaattttctcacctgttttcg(A)1272 71592989 71593060 TTTGGACAACTGACGGTTCA AATCAGGAACAGCAGCAGGT 277

Ai01B16385 Araip.B01 16385 p2 (CT)6 12 71594123 71594134 TCCCTCTTTTCTCTCATAAATTCG TTTTGAAAAAGGGGGAAGAT 263

Ai01B16387 Araip.B01 16387 p3 (TTC)5 15 71598354 71598368 CCCAAGGATTGAAGAGGGAT AGAAGAACAAAAGTGCATCAACA 271

Ai01B16388 Araip.B01 16388 p3 (AGA)5 15 71603525 71603539 GGAAAGAACAAAAGTGCATCAA CAAGGATTGAAAGGGGATGA 278

Ai01B16389 Araip.B01 16389 p3 (GAA)5 15 71607349 71607363 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai01B16390 Araip.B01 16390 p2 (GA)7 14 71610033 71610046 ACACAAGGGAGAGGAGAGCA CGAAAATATCTTCCCTCTTTTTCA 227

Ai01B16391 Araip.B01 16391 p2 (AG)6 12 71610192 71610203 AAGGGAGAGGAGAGCAGAGG TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai01B16392 Araip.B01 16392 p3 (TTC)6 18 71620752 71620769 CCCAAGGATTGAAGAGAGATG AGAAGAACAAAAGTGCATCAACA 274

Ai01B16395 Araip.B01 16395 c (T)11gagctttttatttttattatttttttc(T)1149 71653256 71653304 AACCATTGATGCTCAAAGCC CCCCAATTGAATCTTTGGTT 279

Ai01B16404 Araip.B01 16404 p2 (AC)6 12 71701397 71701408 CCAAACCCTAGCTACCAACC CAAGCAATGCCTCCTTCTTC 268

Ai01B16411 Araip.B01 16411 c (AG)6tgggaggtgatagggtt(AG)2171 71735415 71735485 CAGAAACGGCAACAACAGTG ATTTTGGTCAACCGTGAAGC 251

Ai01B16412 Araip.B01 16412 p3 (GAT)5 15 71736187 71736201 ATACAATGCATACGCCAGCA CCCTAAAGCCTATGGGTCCT 203

Ai01B16417 Araip.B01 16417 p2 (CT)7 14 71775352 71775365 TCTTTTCAAAATTTGTTCCAACT AAGATGGGAGAGGGAGAATTT 264

Ai01B16420 Araip.B01 16420 p2 (GA)6 12 71784766 71784777 TTTTGCAACAATCCACAAGC TCCCTCCCTATTTTCTCTCTCC 265

Ai01B16423 Araip.B01 16423 p2 (GA)7 14 71804997 71805010 TTTCCAACACCAAGTAAAAAGGA ACAGCTTCCCTGATTTGCC 275

Ai01B16425 Araip.B01 16425 p3 (TGT)5 15 71810041 71810055 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai01B16427 Araip.B01 16427 p4 (TTTA)6 24 71826390 71826413 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 258

Ai01B16429 Araip.B01 16429 p2 (CT)7 14 71838946 71838959 CATAAGCATATGGCGGGACT GTTTTCAGCCCAGAAAGCAC 258

Ai01B16430 Araip.B01 16430 p2 (CT)7 14 71840432 71840445 ACATTGAACCTGGAACTCGG GTTTTCAGCCCAGAAAGCAC 239

Ai01B16432 Araip.B01 16432 p4 (AAAT)5 20 71847024 71847043 TTTTATGGGAACATGGGATGA TGTCCCATGTGCATTGATTT 236

Ai01B16434 Araip.B01 16434 p3 (AAG)6 18 71865033 71865050 AGAGCTCCTCCCCCTAATGA CATCTCACCCGTCTTCTATTTTG 180

Ai01B16438 Araip.B01 16438 p2 (CT)6 12 71873929 71873940 ACCATTCTGGGCATTTAACG GAGGGATTTTTGGGGAAGAG 279

Ai01B16439 Araip.B01 16439 c (AAG)6tattcctttaaaactaaaattcaaagttgcc(A)1059 71885121 71885179 CCCTAATGAAGGTGGGGTTT CATCTCACCCGTCTTCTATTTTG 171

Ai01B16441 Araip.B01 16441 p3 (AAG)6 18 71890287 71890304 AGAGCTCCTCCCCCTAATGA TTGGCAACTTTGAATTTCAGTTT 151

Ai01B16443 Araip.B01 16443 p2 (AG)6 12 71899937 71899948 AGGGGGTTCGAATTTAGGTG CTTTTTGTTTGTTTCTTATCTTTTTCA 266

Ai01B16444 Araip.B01 16444 c (T)11gaaagatttttgaaa(T)1238 71901316 71901353 GTTTGGAAGCCTCAGTCCAA TTTGGACAACTGACGGTTCA 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B16446 Araip.B01 16446 p2 (TG)18 36 71911368 71911403 TGGAGGCCTTCAGGAAGTAA CTGCGAAGCTAAAACTGGCT 217

Ai01B16447 Araip.B01 16447 p2 (TA)9 18 71911612 71911629 CGAGAATGATGCGACTTCAG AGCATGCCCAGAAGCATAAT 218

Ai01B16449 Araip.B01 16449 p2 (CA)6 12 71923863 71923874 TGATGACAATGGTAACGATGAA ATCCATGGGGGAGACAAAAT 216

Ai01B16452 Araip.B01 16452 c (T)10agtttttttatatgaaaaaacacaattttcg(T)1253 71933060 71933112 TTTGAAGGAAGTGTGCATTG GAGTGCGTTTTGCTTTCTCC 148

Ai01B16453 Araip.B01 16453 p3 (GAT)5 15 71939636 71939650 ATCTCTGGAACGTCTGGCAT AACGCTTAGCAAGACAGGGA 280

Ai01B16455 Araip.B01 16455 c (A)10gcatacagtgc(A)1031 71942195 71942225 TCCAGTGTTTGTTGCGTCTT TCGTCCTCGAATCTTATAGGTGA 228

Ai01B16458 Araip.B01 16458 p2 (AT)9 18 71953146 71953163 GCGTCATATTGCGAGAAACA CTCTGTCTCCTTTTGGGGTG 263

Ai01B16460 Araip.B01 16460 p3 (GAA)5 15 71972984 71972998 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 278

Ai01B16461 Araip.B01 16461 p2 (AT)7 14 71977206 71977219 TAGCTCCTGACTCAGCCTGC AAAAACAATGCCAAAAAGCG 198

Ai01B16464 Araip.B01 16464 p2 (CT)6 12 71980466 71980477 TTTCTTAACTTTTTCAAAACCACC TGAGGAGGGTTGAGATGTGA 270

Ai01B16465 Araip.B01 16465 p3 (TAT)5 15 71980796 71980810 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai01B16466 Araip.B01 16466 p3 (TTC)5 15 71982010 71982024 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai01B16469 Araip.B01 16469 p2 (AT)8 16 71995622 71995637 TTGCATGCATTAGTTGTTTTGA CGAATTTGATGAGAAGAAAAAGG 130

Ai01B16470 Araip.B01 16470 c (A)10gagaaaagaaaaatgacg(A)1038 72005900 72005937 TGGTGGCAACACTTTTTGTT TGGCTTTTTCTGCTTGCTTT 254

Ai01B16471 Araip.B01 16471 p2 (AT)6 12 72013956 72013967 CTGACTCAGCCTGCAAAGC TTGTTTTCAGATGCAGGTCG 262

Ai01B16472 Araip.B01 16472 c (GAG)6aaggagaaggagaagg(AGA)7agg(AGA)14aggagaaggagaatgagggaggagaaggag(GGA)6148 72018774 72018921 CAATCCAAATCCATAATGCAGA TCAACCTTTTTCGCGTTCTT 246

Ai01B16474 Araip.B01 16474 p3 (AGG)8 24 72027449 72027472 TTATTCCGCCTGTAAATCCG CACGAATAAACAGTTTTGGTGC 198

Ai01B16475 Araip.B01 16475 p3 (TGA)8 24 72027691 72027714 GAGGAGGAGGAGGAAGAGC CACAATTCAAAATTCTCCATCA 280

Ai01B16476 Araip.B01 16476 p6 (AACGAT)5 30 72028590 72028619 CGAAATATCTTCACTCTAACACCG CTCCTCCTCATCCTCGTCTG 217

Ai01B16477 Araip.B01 16477 c (GGT)5agtgatcacgacgacaataacaaaagagaaagatgat(A)1062 72028747 72028808 CATAACGACGATGACAACGA TGTTGTTGCTGCTGCTTCTT 267

Ai01B16481 Araip.B01 16481 p2 (TA)7 14 72066882 72066895 TATTTGAGGGGGATTTTGAA GATGCGACAGGTAGGAAAGG 192

Ai01B16490 Araip.B01 16490 p2 (TA)7 14 72106808 72106821 TCATCTATGAAGATTGCCCAAA AGGTGCCAAATCAAATACGC 278

Ai01B16496 Araip.B01 16496 p3 (AAC)6 18 72139500 72139517 AAACCACACCACTTCTTGCC AGATGCGGTTTGAGAGCAGT 183

Ai01B16498 Araip.B01 16498 p4 (CTCC)5 20 72141125 72141144 TCATTCGCTTTCTTTTCTCTCTTT TGCGCCTAATAATAAGCAATTAAA 184

Ai01B16499 Araip.B01 16499 p2 (TA)13 26 72146596 72146621 TGGTTGTGCCTTTTGACAGT GCCCGGAGTGTTGATTTGTA 280

Ai01B16500 Araip.B01 16500 p3 (TAA)7 21 72147507 72147527 GGGGGTTCTTAGTAGGGTCG TCAAGTCCGAGTTTTACCGA 256

Ai01B16501 Araip.B01 16501 p3 (TAA)7 21 72150692 72150712 ATCGGGGTTACCACAGTTCA TCAAGTCCGAGTTTTACCGA 221

Ai01B16509 Araip.B01 16509 c (T)11gtaaaaatagccaaatggaatttgaaaac(T)1050 72183304 72183353 CCCTAATGTGATATGAATTTTAGTGTG ATATGCGGATTGGATATCGG 276

Ai01B16510 Araip.B01 16510 c (A)10ttaattatttttatattttcaaatactattgtattg(TA)658 72183727 72183784 CGAATTTGTGAATTTTTATCATCTG CACAAGTACAAACGATTATACCTAACG 153

Ai01B16511 Araip.B01 16511 p2 (TA)19 38 72184464 72184501 GTGCAGTCGATTTCGTGAAG TCTACGACTCAAGGTGCTGG 268

Ai01B16518 Araip.B01 16518 p2 (TA)6 12 72204417 72204428 GGATTATTTTGGCGAAGCAA TCGAATCACATTAACACAAATGAA 274

Ai01B16527 Araip.B01 16527 p3 (TTA)15 45 72222998 72223042 AAGTTTAGAGTTGCTAAAGCCCT ATTGGTACACAGGCCACGTT 277

Ai01B16536 Araip.B01 16536 p3 (GTG)5 15 72258312 72258326 GCCTTTGTTGGAACCTGGTA ACGTGAACCCTATCAGTCGC 277

Ai01B16540 Araip.B01 16540 p3 (GAA)5 15 72308682 72308696 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 206
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Ai01B16541 Araip.B01 16541 p2 (AG)7 14 72311622 72311635 GGGTTCAAATTTGGGTGAGA TTTTGTTTGTTTGTTATCTTTTTCA 279

Ai01B16545 Araip.B01 16545 p2 (AG)6 12 72323311 72323322 GGGTTCAAATTTGGTGAGTGA TTTCTTATCTTTTTCAAAACCACC 279

Ai01B16546 Araip.B01 16546 p4 (TTAT)5 20 72331567 72331586 TGCATCAACCTTTCCTTTGA ATGGGGAAACTATGGGAACA 266

Ai01B16556 Araip.B01 16556 p4 (TATG)9 36 72387860 72387895 AAACATAGTGAAGCTTGTTGGG CACATGCCCAATTCATACCA 249

Ai01B16559 Araip.B01 16559 p2 (TA)7 14 72413865 72413878 CGAACGGGTGAGGTTCTTTA GATTCCCATGATTTTCCCCT 234

Ai01B16560 Araip.B01 16560 p2 (GA)6 12 72419878 72419889 GGGAAGTAGAAAAAGAAAAACCTTG TAGCCTAAAATGGGTCACGC 276

Ai01B16562 Araip.B01 16562 p2 (AG)6 12 72439652 72439663 GGTATTTGGGGAAGGGTGTT TAATGCCAGAAAAGGGCAAC 253

Ai01B16563 Araip.B01 16563 c (T)10cgcc(TA)9(T)1143 72456141 72456183 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 259

Ai01B16564 Araip.B01 16564 p2 (AG)6 12 72460544 72460555 TTGAAAAAGAGGGAGATATTTTCG TCACCTTTTCCAAAAATTTGATT 173

Ai01B16565 Araip.B01 16565 p2 (AT)9 18 72471637 72471654 AACAATCCCGAAACACTTTTCT GGGCGATGCTTGATTCTAAA 266

Ai01B16566 Araip.B01 16566 p3 (TGG)5 15 72472212 72472226 TCGATGCCCTGTGATACAAA TGAGGCAGCTAGACCCTCAT 204

Ai01B16567 Araip.B01 16567 p5 (TTATC)5 25 72477755 72477779 CCTGGGTGCTCCAGTGTATT CGGTTCCCTCGAAGATATGA 120

Ai01B16569 Araip.B01 16569 p5 (TTATC)5 25 72485644 72485668 GGTACCTGCAAGAGACTCCG ACACGACCCAGAATCCAAAG 245

Ai01B16570 Araip.B01 16570 p5 (TTATC)5 25 72498863 72498887 GGTACCTGCAAGAGACTCCG GCCCAAATAGAGGAACACGA 259

Ai01B16572 Araip.B01 16572 p3 (GAA)5 15 72500925 72500939 CCGGTCTTAAGTCCCATCAA AGCCCTCCATTCTTCCTCAT 209

Ai01B16575 Araip.B01 16575 c (T)12gaatcataaaagcaaacataacgtatcaatacacatgag(T)1061 72512657 72512717 TGGGGTAATTTTGTCCCCTT AACTGTGGGAACTTGGGTTG 260

Ai01B16576 Araip.B01 16576 c (A)10ctcatgtgcattgatatgttatgtttgcttttatgattcaaaaaaaagaaaaaaa(AT)677 72525715 72525791 TTGGGTTGATGAAAGTGTGC GCATTGGGGTAATTTTGTCC 226

Ai01B16581 Araip.B01 16581 p3 (TTC)5 15 72592231 72592245 CGCCTCCTTCTCCTTCTCTT TGCTTGCAAAATGTTGGTGT 188

Ai01B16583 Araip.B01 16583 p2 (TA)6 12 72598540 72598551 TGGTGTCCAAACAAACACTAAGA GACGTGCAATAAGCTCCTCC 115

Ai01B16586 Araip.B01 16586 p3 (ACA)5 15 72628160 72628174 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai01B16587 Araip.B01 16587 p3 (GAA)5 15 72633144 72633158 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai01B16588 Araip.B01 16588 p2 (AG)7 14 72636732 72636745 GGGTTCGAATTTTGGTGAGA TGTTTGTTTCTTATCTTTTTCAAAACT 276

Ai01B16590 Araip.B01 16590 c (CT)6ttttccccctctctctccctctttttctctctctccctttctctcttttcttctcctcttcctctctttctcctcttctctccctctctctcccttctt(TC)6cttctctccttttctctctctccttccgctctcactcttcctcttctctctctccccttccactctctttgtcttc(CT)7213 72652282 72652494 CATCCACATTATTGAAGATTTGAAC GAGGGAGAGAAAGAGAAAAGGAA 275

Ai01B16591 Araip.B01 16591 c (CTC)6tctctcctct(TC)844 72652623 72652666 TTCTCTCTTTCCTTGCGCTC TCCCTCTTCTCTTTCTCTCCC 146

Ai01B16593 Araip.B01 16593 c (CT)7cccttttccttttctctttctctccctctctcttcccctc(CT)666 72653240 72653305 GAGAAAGAAAGGGAAGGGGA GAGAGAAAGAATGGGGAGGG 159

Ai01B16602 Araip.B01 16602 p3 (TAA)6 18 72674633 72674650 TTTTGGCTGACTATGGCTGA TGAGCGTATGCTTAAATGAACG 100

Ai01B16603 Araip.B01 16603 p3 (TAA)5 15 72674765 72674779 CATTTAAGCATACGCTCACATTAT TGGAAAAATCTTTTCAGCCA 212

Ai01B16606 Araip.B01 16606 p2 (AT)7 14 72684339 72684352 TGCAAAGTCAAAGCCAGCTA TGTTGCTTTTCAGATGCAGG 245

Ai01B16608 Araip.B01 16608 p2 (GA)9 18 72708619 72708636 CTACCTCCACATCCCCCTTT TTCCTCTAGCTCGCGTCTTC 268

Ai01B16614 Araip.B01 16614 c (T)10ctattctc(T)10 28 72738475 72738502 TTTGTTTTGGGGCATTTTGT TGAAATTATTGGGGATTGGG 225

Ai01B16616 Araip.B01 16616 p2 (GA)6 12 72742139 72742150 GAATTAAGGGGAACAGGGGA CCCCTACCCTTCTTCTTCCA 243

Ai01B16618 Araip.B01 16618 p3 (AGA)5 15 72745985 72745999 AGAAGAATGATGAATGTCACAACA GGGGGAGGGGTATGATCTAA 196

Ai01B16619 Araip.B01 16619 p4 (TTTA)7 28 72777744 72777771 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAA 133

Ai01B16621 Araip.B01 16621 c (T)12gaaaattaatgttttgaaaaggcacaagaaaaacaagaaaagaaacagaacaagaaaaattaaagatcaaacaagaaaaataata(T)10107 72778386 72778492 ATTCTGACCCAATTGCCAAG TGACGGTGAATCTTGTTGCT 268
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Ai01B16622 Araip.B01 16622 p2 (TA)8 16 72783927 72783942 ACGAACCGAAACTTTCACCA GAAGGTTTGGTGCGGAACTA 238

Ai01B16628 Araip.B01 16628 p2 (CT)7 14 72797693 72797706 CTTGCCCTCTCTCACTCCAG GGAGAGACAAAGCACCTTCG 257

Ai01B16630 Araip.B01 16630 p5 (GGGTA)5 25 72803325 72803349 GAGTTGAACCACAACCTCCC AATCTCTCAACCCCAACCCT 247

Ai01B16631 Araip.B01 16631 p2 (TA)11 22 72806409 72806430 GCTGTGTGTTCTTTGGCTCA GTATAACAGAATCACAATAATCCACAA 208

Ai01B16634 Araip.B01 16634 p2 (CT)6 12 72830000 72830011 TTGATTTTCAAATTTGTTTCAACT AGAAGAGGATGAGAGGGGGA 240

Ai01B16635 Araip.B01 16635 p2 (CT)6 12 72830219 72830230 TTTCGAAAACTTCCCCCTCT TTCAGGGTCTGCTTCAACAA 269

Ai01B16636 Araip.B01 16636 p3 (TTC)5 15 72832816 72832830 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai01B16639 Araip.B01 16639 p2 (TG)6 12 72839482 72839493 TGGCCCTGTTAAACCTCTTG ATGGAACGTCGCAAACCTAC 221

Ai01B16641 Araip.B01 16641 p2 (AT)10 20 72855661 72855680 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 259

Ai01B16642 Araip.B01 16642 p2 (TA)19 38 72865149 72865186 TGAAGGATTTGAATGTGTGTTCT ACATAAGGTTGCAAGCTCCC 273

Ai01B16647 Araip.B01 16647 p2 (CT)6 12 72887522 72887533 AGAGCTCGATGAGAGCTTCG AAAAATGCTAACGGGTTGGA 239

Ai01B16650 Araip.B01 16650 p3 (GGA)7 21 72908463 72908483 TCAGTTCATTGGCCCTTTTC AATGGAGGAGTTAAGCGCAA 179

Ai01B16656 Araip.B01 16656 p3 (TTC)6 18 72954566 72954583 TCACATCCATCCTCTCTCCC AAAATGTTTGCTCATTCCCG 256

Ai01B16658 Araip.B01 16658 p2 (AT)9 18 72961139 72961156 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 187

Ai01B16659 Araip.B01 16659 p2 (TG)11 22 72961300 72961321 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAG 240

Ai01B16663 Araip.B01 16663 p2 (CT)7 14 72968232 72968245 TTGATTTTCAAATTTGTTTCAACT GATGAGGGAGAAGGATTTTCG 256

Ai01B16664 Araip.B01 16664 c (A)11gaataggcg(A)1131 72985676 72985706 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 241

Ai01B16665 Araip.B01 16665 p2 (TA)6 12 73005455 73005466 CGGGAACGAACATCTCTGAT TTTGCCCTTTGTTCAAAACC 183

Ai01B16666 Araip.B01 16666 p2 (TA)6 12 73009406 73009417 CGGGAACGAACATCTCTGAT TTTGCCCTTTGTTCAAAACC 183

Ai01B16669 Araip.B01 16669 p2 (AT)9 18 73017162 73017179 GAAAAGAGAAACCAGAACAGGG TCTACTCTGGGAAGCGGAAA 191

Ai01B16670 Araip.B01 16670 p2 (TA)7 14 73017302 73017315 TTTCCGCTTCCCAGAGTAGA CGATTTCCCGGATACGATTT 131

Ai01B16672 Araip.B01 16672 c (A)10tttctcaaaaatatttcaaaattttctcctttgttttcg(A)1059 73033433 73033491 TCGAGTTTGGACAACTGACG ACAAATTGCTGCCTCAGTCC 258

Ai01B16673 Araip.B01 16673 p2 (CT)7 14 73034735 73034748 TTGTTTCTTAACTTTTTCAAAACTACC GGAGGGTTGAGATGTGAGATG 279

Ai01B16674 Araip.B01 16674 p3 (TAT)5 15 73035074 73035088 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai01B16675 Araip.B01 16675 p3 (AAT)5 15 73035264 73035278 AACAGGAAGAGGAGATGGCA AAGTTGTTTGCTCCAATGGC 130

Ai01B16677 Araip.B01 16677 p4 (ACTA)6 24 73050457 73050480 CCCAGCAGCAATTAATGGTAA TCCAACACTTCCAAACACCA 166

Ai01B16678 Araip.B01 16678 p2 (AT)9 18 73057222 73057239 TTGAATAAAGGGCGAAATGC TAGCTTCGGAGGCTGTGATT 147

Ai01B16679 Araip.B01 16679 p2 (CT)8 16 73064818 73064833 CCACAGGATCACCTCAGGAT TGGGTGGGAAAGAGATTTTG 189

Ai01B16680 Araip.B01 16680 p3 (TCT)5 15 73064969 73064983 CAAAATCTCTTTCCCACCCA TTAGAATGTTGCTCGCCCTC 124

Ai01B16681 Araip.B01 16681 p3 (TTA)5 15 73067012 73067026 TTGCCATGGAAAGGAGTAGG CAGGCGGATATCAAATGGTT 190

Ai01B16683 Araip.B01 16683 p2 (AT)6 12 73070962 73070973 TGTTCCACTTTGAATTTGTTGAGT TTCACAATAAAGTGAAAACTAATGAAC 225

Ai01B16684 Araip.B01 16684 p4 (TTTA)5 20 73071864 73071883 TATGTGGATGCCCATTTTCA TCGTTAGAGCTTCGTGCTGA 213

Ai01B16685 Araip.B01 16685 p2 (TA)8 16 73076570 73076585 TGTAATGGGGCCAAGGTAAA AGCGAGTCTTCATAGGGCAA 183

Ai01B16689 Araip.B01 16689 c (TA)10(TG)15 50 73088559 73088608 GCTTGATCAGAGGTCAAATCAGT CATGCCTATACAAAAATGCGG 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B16690 Araip.B01 16690 p2 (AC)7 14 73091718 73091731 GCAGAGTGCACAAAGACGAG TCTTGACTGCTTCAACCCCT 259

Ai01B16691 Araip.B01 16691 p4 (AATA)5 20 73093299 73093318 TGGGAAAAAGAATTGGGTTG AAATCCCTGGGTCCAATTTC 195

Ai01B16692 Araip.B01 16692 c (TA)12aacatgacataataaaattgtaaaaaataatctttttatcactttggatattttaattcttttttc(T)11101 73097119 73097219 TTGAGTTCGAATCGTGGTGA AAACAAAGTTAACGCAAAACAAAA 264

Ai01B16695 Araip.B01 16695 p2 (TA)8 16 73098654 73098669 TTATTATTTCGATTCTCTTAGCACC GGTTTATCATTATGCAAAGCAAA 280

Ai01B16698 Araip.B01 16698 p2 (AG)7 14 73111545 73111558 TTAAAGGTGTTGGCCCAAAG TCGGAGCTCCAGATCAAAAG 233

Ai01B16699 Araip.B01 16699 p2 (AG)7 14 73116018 73116031 TTAAAGGTGTTGGCCCAAAG AGTGACAATGGGGTTTCACC 185

Ai01B16700 Araip.B01 16700 p2 (AG)11 22 73121436 73121457 TTAAAGGTGTTGGCCCAAAG TCGTCAAGAGCTTCATGTGG 278

Ai01B16702 Araip.B01 16702 p2 (GA)6 12 73136802 73136813 CAGAGAAGGAGAGAGGGTTCG CAATCATATCTTTTTCAAAACCACC 187

Ai01B16703 Araip.B01 16703 p2 (AG)6 12 73141030 73141041 TTAAAGGTGTTGGCCCAAAG TCCGGATCAAAAGTTATGGC 224

Ai01B16704 Araip.B01 16704 p2 (TA)6 12 73144362 73144373 GTCTGAACGTTTCGCGATTT CACCCCAATTACCCTAAGCC 169

Ai01B16706 Araip.B01 16706 p4 (ATAC)6 24 73146953 73146976 TATCCTCTCATGAGGCCACC TCAAGCACAAACTCAGAGTGG 246

Ai01B16708 Araip.B01 16708 p2 (TC)6 12 73167721 73167732 AGAAAGGGGAGAAAAGCTGG ATAGGTGAAGGGTTTTGGGG 263

Ai01B16709 Araip.B01 16709 p3 (TGA)5 15 73171207 73171221 GTAAGTTCAAGGGCCCACAA TTTTGGAGTTCGCTTGCTTT 197

Ai01B16717 Araip.B01 16717 p2 (TA)7 14 73196385 73196398 AGAGGTTAATTTTAAGAATTTGAATGA CATGGTTTATTCTCTATTGTTCACG 258

Ai01B16720 Araip.B01 16720 p2 (GA)7 14 73215449 73215462 GGCAGAGACAGGGAAGAGAG CATACCACCAATCCTCCACC 146

Ai01B16722 Araip.B01 16722 p2 (GA)6 12 73226778 73226789 AGAGAGAGGGAGATGGTTCG TTTCGAAAACTCCTCACCACTT 242

Ai01B16723 Araip.B01 16723 p2 (AG)6 12 73226949 73226960 AAAAAGTGGTGAGGAGTTTTCG TTCAATTAACCACTTGATTTGTTTG 123

Ai01B16729 Araip.B01 16729 p4 (CATA)7 28 73255040 73255067 TCATTAACTCGTAAATAGGCTCG TGAGCTGGCTCAAATAACAAGA 269

Ai01B16731 Araip.B01 16731 p2 (CT)7 14 73261328 73261341 GCTGAATTCCCACAACACCT GAGGGGTGTGATGTAGGAGC 213

Ai01B16734 Araip.B01 16734 p2 (CT)6 12 73267899 73267910 ACCCTTACCGGCAACTTTTT GTCGCCGTCCTCTATGGTAG 249

Ai01B16735 Araip.B01 16735 p3 (AAT)7 21 73270962 73270982 AACATAACTGTACGACGAATGAAA TGGATGAAGAAGATAAAGGCAAA 255

Ai01B16740 Araip.B01 16740 p2 (TA)6 12 73281946 73281957 GTTGGCATATGACCCCAGAG CCTCAATCATATCTTTTTGATTGCTA 271

Ai01B16742 Araip.B01 16742 p2 (AG)10 20 73286399 73286418 AAAAAGGGATAAGGGATTTTCG AAAAATTTTCAAGTTGTTACTTGCC 233

Ai01B16744 Araip.B01 16744 p4 (ATAC)5 20 73296677 73296696 ATGAGGCCACCATTTAAGCA GCTGATGTGCTCACTAAACCA 280

Ai01B16745 Araip.B01 16745 p2 (TC)6 12 73308038 73308049 GGCCCAGATCCAAGTACAGA ACTAAAAGAACATTAAACCTGGGA 202

Ai01B16748 Araip.B01 16748 p2 (AG)6 12 73319235 73319246 TTGGCACCATCTTCTTTTGA GTGCCTTTGCCACTTTCAAT 230

Ai01B16751 Araip.B01 16751 p2 (TC)6 12 73329707 73329718 GGCACCATTCTAGGCGTTTA TATTTGGGGAAGGGTGTGAA 258

Ai01B16757 Araip.B01 16757 p2 (TC)6 12 73347994 73348005 CGAGCTCGCCAATTTCTAGT GGCAGCTTAAATCAAGAGAACAA 277

Ai01B16760 Araip.B01 16760 p2 (AT)6 12 73357391 73357402 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 267

Ai01B16763 Araip.B01 16763 c (GC)6cgattcaaaaatagggataaccctagcacgcgatgcacactgcgcagtcgcgcaccccatttccccaacctcca(TCT)5101 73371436 73371536 GCGTCCTTCCCTATTTTGCT GGATTTATGGTGAACGGTGG 259

Ai01B16764 Araip.B01 16764 p2 (CT)6 12 73371773 73371784 TCCATTCACTTGCTTTTCCC ACAGAATCAGAAATTGCGCC 269

Ai01B16765 Araip.B01 16765 p2 (CT)8 16 73378339 73378354 TGTTTGTTTCTTATCTTTTTCAAAACT GTCCCTCAATTTCAGCCAGA 280

Ai01B16772 Araip.B01 16772 p2 (AT)7 14 73413368 73413381 GGCTATTCACATCATCCAATCA TCATCTAAGTGTGGGGGAGG 278

Ai01B16773 Araip.B01 16773 p2 (GA)6 12 73416398 73416409 GGCAGAGACAGGGAAGAGAG CGCACAGGTCACTTTTTGAA 251
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Ai01B16775 Araip.B01 16775 p2 (GA)6 12 73427438 73427449 TCGAACACAGAGAGAGGGAGA AACCCCTCACCACTTTTTCA 242

Ai01B16782 Araip.B01 16782 p3 (AAT)8 24 73447051 73447074 TTTAACATAACTGTACGATGAATGAAA TGGATGAAGAAGATAAAGGCAAA 262

Ai01B16785 Araip.B01 16785 c (T)10cacgttctccttgaattactcccatgccttctctctctccattgaagatgtgacatcctccactgt(CGC)591 73459611 73459701 AAGGAAATGGGTCACTTTGG GAGCTCGTGTGACGACAAAA 198

Ai01B16789 Araip.B01 16789 p2 (GA)10 20 73495813 73495832 CGGATTTTTGGTGAGTGAGG CGAAAATATCTCCCTCTTTTTCAA 204

Ai01B16790 Araip.B01 16790 p2 (AG)6 12 73495968 73495979 CGGATTTTTGGTGAGTGAGG AAAAATCAAATCTTTTTCAAAACTACC 256

Ai01B16791 Araip.B01 16791 p3 (TGA)5 15 73501207 73501221 AAGTTCGAGTTCTTGCGCTC CTGAGGTGAAGGAGGACGAG 272

Ai01B16793 Araip.B01 16793 p5 (TTATC)5 25 73514355 73514379 CCTGGGTGCTCCAGTGTATT CCTCTTCTCAATGAGCTCGG 236

Ai01B16794 Araip.B01 16794 p2 (CT)7 14 73519696 73519709 CATTGAACCTGGAATGGAGAA AGGTTTCGTCCCAGAAAACA 200

Ai01B16795 Araip.B01 16795 p3 (TTC)5 15 73526080 73526094 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai01B16797 Araip.B01 16797 p2 (TA)6 12 73544921 73544932 GCCTCCTCTTACACCCATCA AATAACAAAGCATGGGGTGC 215

Ai01B16801 Araip.B01 16801 p2 (AT)12 24 73560270 73560293 AACTGTGGGAACTTGGGTTG TTCCCACTTTTGCATCACAT 268

Ai01B16803 Araip.B01 16803 p5 (AAGAT)5 25 73577820 73577844 ACACGACCCAAATTCAAAGG ACTGCTGATCCTTCGTCACC 277

Ai01B16804 Araip.B01 16804 p4 (ATTT)6 24 73584170 73584193 TGGGGTAATTTTGTCCCCTT ATGGGAAAATTGTGGGAACA 213

Ai01B16805 Araip.B01 16805 p3 (CTT)7 21 73587199 73587219 ACTTTTTCTCACCGGTTTTCT CCCCTAATGAAAATGGGGTT 175

Ai01B16808 Araip.B01 16808 p2 (CT)6 12 73602862 73602873 TTTCTTAACTTTTTCAAAACCACC TTTTTGAGTGAGGGAGAGATGTT 262

Ai01B16809 Araip.B01 16809 c (A)12gggatctc(TAT)535 73603088 73603122 TTTCGAAAATTCTCTTCTCTCTCA TTATTTTCGGCTGCCATCTC 263

Ai01B16810 Araip.B01 16810 p3 (TTC)5 15 73604081 73604095 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai01B16812 Araip.B01 16812 p2 (AT)6 12 73639190 73639201 AAAAACAATGCCAAAAAGCG GTTGTAATGGGGCTAAGGCA 123

Ai01B16813 Araip.B01 16813 p2 (AT)7 14 73643446 73643459 CCCAAACAGGCACTAAGCAT AGTGGTCGCGACTAGTGGTT 181

Ai01B16814 Araip.B01 16814 p2 (AT)7 14 73643716 73643729 GTTCACACGAAGCTAACGCA AGCGGAGTATGGTTCCTCCT 279

Ai01B16815 Araip.B01 16815 p2 (CT)6 12 73648224 73648235 CTGCACAGATAATGCATGAAAA GGTGAAAACTCAAGTGCAGTCA 276

Ai01B16816 Araip.B01 16816 p2 (AT)10 20 73651106 73651125 CATACGTCAGAAGAAAGGTGGA ACTTTTCAAATGCAGGTCCC 190

Ai01B16817 Araip.B01 16817 p2 (AT)13 26 73656599 73656624 GCAGAGTGCACACCATAAGC CTACTGCTCAGGCATGTCCC 182

Ai01B16819 Araip.B01 16819 p3 (CAA)7 21 73659628 73659648 GGCCTCTAGGATTCCGTTTC GCGAGCCTCTGTGATTTTGT 270

Ai01B16822 Araip.B01 16822 p2 (AT)11 22 73673200 73673221 GGCATGTTGTGGCAATGTAA TCACCGAAGTTGGTCAAAAA 231

Ai01B16825 Araip.B01 16825 p2 (CT)6 12 73685109 73685120 TGATTTCCAAATTTGTTTCAACC GAGGGGGAAGTGAATTTTCG 266

Ai01B16827 Araip.B01 16827 p3 (TAT)5 15 73685438 73685452 GGAGAAACAAGCTGACCTGC TCCCAAGTTTACGTCGGGTA 164

Ai01B16831 Araip.B01 16831 c (A)10gaaaaaaaa(AT)631 73716282 73716312 ACAACCATTCACCACATTTGTA AACTGCAATTGGCTGGATTC 117

Ai01B16833 Araip.B01 16833 p2 (CT)6 12 73720307 73720318 TGTTTGTTTCTTATCTTTTTCAAAACT GGAGAGCAGAGATGTAGGATGAA 278

Ai01B16834 Araip.B01 16834 p2 (AT)6 12 73738807 73738818 TATAACCCCTTGAGGACCCC TTGATCCCCTCAATGGAAAG 216

Ai01B16835 Araip.B01 16835 p3 (GCG)5 15 73739751 73739765 CAGGGCAGAAGCAGAAGAAG GCCCCTTTCTTCAAAATTCC 204

Ai01B16836 Araip.B01 16836 p2 (AT)6 12 73740357 73740368 TCACGCTCCAATCATGAAAA CGATTACCGGAGCTCAACTT 277

Ai01B16841 Araip.B01 16841 p2 (GA)8 16 73751178 73751193 GAAGTGTTCGTTGGGGAAAA GCTCCTTTGACCTCAGCATT 245

Ai01B16843 Araip.B01 16843 p2 (TA)6 12 73757868 73757879 GGTTTATCAACCTCCCCACA TTTCTTTCCCATCTCATTTGC 264
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Ai01B16847 Araip.B01 16847 c (A)10taattttcatatttttattttaaaattttttttatcttatcttatcttagttttaaatttcaaaattcaattttttttc(A)12tcatatctctttcaaaaatcttatcttatcttatttcaaattcaaatttcaaatttcaaatcttttctc(TTATT)5195 73791214 73791408 CTGCAAACGTGTGCCTTATT AAAAACAAATAAACAAGCAAAGGAA 266

Ai01B16852 Araip.B01 16852 p2 (TA)6 12 73807956 73807967 AAAAACCGGACGAATCAGTG CTGGCTTGACCTTCAAGAGG 235

Ai01B16853 Araip.B01 16853 p2 (AT)7 14 73810522 73810535 GCCTTTACGAATACGAACCG CAGCTACAGGTGCGAAGGTT 261

Ai01B16857 Araip.B01 16857 p3 (TTG)5 15 73825421 73825435 GGGATTGGGAGTGACTGTTG TTGTGCGGAGTTGTGAAAAG 241

Ai01B16861 Araip.B01 16861 p3 (TTC)5 15 73852968 73852982 AACCCTTCACCACTCACGTC GCCTTCGAGCAAGAAAAGAA 111

Ai01B16866 Araip.B01 16866 p2 (CT)10 20 73908416 73908435 CTCAATGGAGCAGGGATGAT TTGGGGAAGAGTGAATGAGG 196

Ai01B16867 Araip.B01 16867 p4 (TTCT)5 20 73917424 73917443 CTTACGCATCGATTCACCCT TTGAATTTTGAAGAAATGGGAAA 181

Ai01B16868 Araip.B01 16868 p2 (AT)13 26 73924553 73924578 TCAAAGCTTCTGACCTGGCT TGTGCTTGTTTTGAAATGCC 197

Ai01B16873 Araip.B01 16873 p4 (AAAT)5 20 73951063 73951082 GTGTTCCTTGGTGTTTTCCG GATGGAGAAAGGGGGATGAT 183

Ai01B16875 Araip.B01 16875 c (TAT)5tg(TTA)10 47 73960887 73960933 TGTCTTTGGAAGTGGAGTTGA TGTTCCCCTTAATGGTTTCG 267

Ai01B16876 Araip.B01 16876 p2 (TA)6 12 73961415 73961426 CATTGATTGACCGAAAGCCT AATCGAAGCCGAAAGTTCAA 233

Ai01B16879 Araip.B01 16879 c (T)10gtttgactctaacgtgaatttacagaaattaaagag(A)1056 73968620 73968675 TCATTCCTCCCTTTGAATGC ACGTTCCATGGGTCTTGTTT 255

Ai01B16882 Araip.B01 16882 c (T)11g(T)11 23 74010045 74010067 CCCCTTCTCACCTTCACTCA TGGAAAATATGGGTGATGAGC 279

Ai01B16883 Araip.B01 16883 p2 (TG)6 12 74012011 74012022 GTGCATACGCACATAGGGTG ATGAACCCCTTTCCTTTTCG 184

Ai01B16884 Araip.B01 16884 c (A)11(T)11 22 74014917 74014938 TTCTTAGTTGTTTTCTTCGTTTTGA TTTGAAATTTGATGTTGAAATAAGA 279

Ai01B16886 Araip.B01 16886 p4 (AAAG)5 20 74019193 74019212 TGTGGGGAATTTTATGGGAA TTGTCCAATGTGCATTGATTC 242

Ai01B16887 Araip.B01 16887 p2 (AG)6 12 74020140 74020151 ATTTGCAGCCCAGAAAACAC GGAACACTGAACCTGAGAAGAA 225

Ai01B16889 Araip.B01 16889 c (T)10c(T)14 25 74031055 74031079 TTGGCTTTTTCTGCTTGCTT TGTGGTGGCATTACTTTTGTTT 241

Ai01B16892 Araip.B01 16892 p2 (AT)6 12 74060270 74060281 TGAATGATTGGATGAAGGCA GAAAATTGATCTTGATTTTCTTGTGA 265

Ai01B16894 Araip.B01 16894 c (AG)10ggttcgaattattagatgagtagaagagaagtgttagtgaataaataaaataaatagaaagagat(GA)8101 74072797 74072897 TTCCTTTATGTGTTAGAGGAACAGA TTTCAATTTGCTTTTATTCCTTTTC 263

Ai01B16897 Araip.B01 16897 p2 (AG)6 12 74086025 74086036 TGATAGGTGAGGGGTTTTGG CCAGAAATGGGCAACAGACT 267

Ai01B16900 Araip.B01 16900 p2 (TC)10 20 74102699 74102718 TCCCATTCATGGCTTTCTTC CTCGCTGTCGTAGAGAAGGG 199

Ai01B16902 Araip.B01 16902 p3 (AAC)7 21 74104921 74104941 CCAAGAAGAGGAGAAGGAGAAA CGTATGCACTTCTTACGTTCTCA 271

Ai01B16903 Araip.B01 16903 p4 (AAAT)5 20 74121901 74121920 AAGGGAGGTGATGCAGATTG TTTTAAGTTTGGTGTTCCCTTG 271

Ai01B16906 Araip.B01 16906 p2 (AT)6 12 74144591 74144602 TCCAAAGGTATCAGCCAACC GAAAATTGATCTTGATTTTCTTGTGA 177

Ai01B16912 Araip.B01 16912 c (TTTA)6tttcgaaaataaaataaattaaaataaaataaataaaaatgggtgaagattttcgaaaaatg(GA)7100 74181506 74181605 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 197

Ai01B16913 Araip.B01 16913 p2 (AG)8 16 74192855 74192870 TTTATCCCTGTTCCTGCACAT TTCGAATACTCTGTCTCTCTCATCTC 242

Ai01B16914 Araip.B01 16914 c (T)10gatcaagccaattcaaaatttcgaaaattatgagaagaataaggaaaagata(T)1072 74193640 74193711 TTGAAATTTTGACTTGACTAACAAGAA TTGCATGCATTAATTGTTTTGA 202

Ai01B16918 Araip.B01 16918 p2 (TC)15 30 74207038 74207067 GAGGTCTGAGCAAGGACGAC CGCTGTCGTAAAGAAGGGAG 161

Ai01B16920 Araip.B01 16920 p3 (AAC)6 18 74209370 74209387 TTTTAATCTTGACACCGAACTTTTT TCATGTCAAATTTACGTATGCACTT 239

Ai01B16922 Araip.B01 16922 p3 (AAT)5 15 74225106 74225120 GTTCTTGTCCTTGCTCCTGC TCACATCTCAACCCTCCTCA 176

Ai01B16923 Araip.B01 16923 c (T)11gaaaaatgttagtatttttcgaaaa(T)10aaaataaaaataagaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6130 74225335 74225464 GGGTTGAGATGTGAGATGAGG TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai01B16930 Araip.B01 16930 p2 (TC)6 12 74311950 74311961 TCGATTTGGCTGACCTCTTT AGAGAGGGAGAGAGGGTTCG 256

Ai01B16934 Araip.B01 16934 p2 (GC)6 12 74370042 74370053 CCGGTGGTGCACTTCTAACT TTTGTACCAGGGAGTCCACA 180
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Ai01B16936 Araip.B01 16936 p2 (AT)9 18 74372807 74372824 TTCTTGTGAGTCCTCAAGGTG TGACCAAATCAACCCAATGA 194

Ai01B16939 Araip.B01 16939 p3 (AGA)6 18 74398711 74398728 TTAGAATGTTGCTCGCCCTC ATGCCTAATTTGGTGCAAGG 265

Ai01B16940 Araip.B01 16940 p3 (TCT)5 15 74403305 74403319 ACCCTTCACCACTCACATCC CTTGGAGGTGGAAGCTTTTG 265

Ai01B16944 Araip.B01 16944 p2 (CT)7 14 74430940 74430953 GGAAATTGAATCTAACAAGAAGGG GACTGCAAAGTGGAATTGGG 277

Ai01B16947 Araip.B01 16947 p3 (GAA)5 15 74458765 74458779 CGGTCTTAGGTGCCATCAAT AACCTTATCCCCCTTTCCCT 237

Ai01B16949 Araip.B01 16949 p2 (AG)8 16 74464099 74464114 GTTGTTTGCTTCAATGGCG CCTTATCTTTTCAAAATTTGTTTCA 280

Ai01B16950 Araip.B01 16950 p3 (GAG)5 15 74468286 74468300 TGAAGCTGATGATCCGACAG AGTTGGAGGATCTGTGGTGG 248

Ai01B16952 Araip.B01 16952 p2 (TA)6 12 74470042 74470053 CGTCCGACGGTAATTTTCAT CAGGATACACTTGAAATTGGACA 268

Ai01B16953 Araip.B01 16953 c (ATAC)12(AT)11 70 74471107 74471176 CGATCCCTCAGGCTTACAAA GCATGAGTATTTTCGATTCGC 270

Ai01B16955 Araip.B01 16955 p2 (CT)10 20 74488451 74488470 AGGCTACAGCTTGGCGTTTA ATGGAGGTGATTGGTGAAGG 231

Ai01B16967 Araip.B01 16967 p3 (TTA)5 15 74577267 74577281 CCATGATGGAGAAAAGGGAA TCGAAAATCATATCCAGAATTTTTC 219

Ai01B16968 Araip.B01 16968 p2 (AG)8 16 74581654 74581669 AAGCAGAGCTTTTTCCCACA AAACATTTCCCTCCCAAACC 240

Ai01B16975 Araip.B01 16975 c (A)14catatgcnnnnnnnnnnnnnnnaaaattaaatcataaaaaaaataaaaaa(AT)676 74650696 74650771 GGAAATTTGGGTGCATACTCA GCCTAGCTACCCATAATCTCACC 246

Ai01B16977 Araip.B01 16977 p4 (TAAA)7 28 74654046 74654073 TTGTTTCGAAAAATCTTCACCT CCATGATGGAGAAAGGGAGA 137

Ai01B16982 Araip.B01 16982 p3 (TAA)5 15 74680917 74680931 TTCCTCTTAATGGTTTCCGC CAGGCTTGGTATAACAACATGAG 265

Ai01B16984 Araip.B01 16984 p2 (GA)6 12 74728826 74728837 GGATAGGAGGATGTGCAGGA TCAATTCCCTTTCCCTCTCA 146

Ai01B16985 Araip.B01 16985 c (AGA)5gagtggaggttggggaaagggttgcgcgactacgcagtgtgcttcgcgagctagggttatccctatttttgaatcg(GC)6103 74728942 74729044 TGAGAGGGAAAGGGAATTGA CCCACGTTCTCTCAATGGAC 231

Ai01B16986 Araip.B01 16986 p3 (AAT)5 15 74736672 74736686 CAGGTTCTGGATCTGCTTCC CGAAAATTCTCCATCTCCCA 263

Ai01B16987 Araip.B01 16987 p2 (GA)6 12 74737005 74737016 AGGATGGGAGATGGAGAATTT TCTTTGTTTGTTTCTTAACTTTTTCAA 224

Ai01B16989 Araip.B01 16989 p3 (CTT)6 18 74758214 74758231 ACTTTTTCTCACCGGTTTTCT CCCCTAATGAAAATGGGGTT 172

Ai01B16990 Araip.B01 16990 p3 (CTT)5 15 74762548 74762562 TCTCTACTTTTTCTCATCGGTTTTC CCCCTAATGAAAATGGGGTT 174

Ai01B16992 Araip.B01 16992 p3 (GAT)7 21 74775404 74775424 TTTCTGTCATGGCACAGCTC CAAGCTTCTGAACTCGACCC 156

Ai01B16993 Araip.B01 16993 p3 (TCA)5 15 74779830 74779844 CAAGCTTCTGAACTCGACCC AGTTGGTGTGGTTTCCTTGC 227

Ai01B16996 Araip.B01 16996 c (T)10aaaaaaaaaggggggaccatggccaccttaggcccccttagattcgcctctgcccctaaaa(T)1081 74815774 74815854 GCCAGACGGTTTTTGACATT AGTATGCAGTGGCGGATCTT 208

Ai01B16999 Araip.B01 16999 p2 (CT)7 14 74830524 74830537 AGGCTTTTGGTGAGACAGGA AGCGACGTAGTGACGGACTT 279

Ai01B17003 Araip.B01 17003 c (AT)7a(GT)7ttgattgttgaaatataataaac(T)1062 74839409 74839470 TGACTTTTGATATCTCAGCACAAA TTGTAATACCTCGCCACTTTTACTT 280

Ai01B17004 Araip.B01 17004 p2 (AT)7 14 74840021 74840034 AGACGCTGAATGAGGTGCTT CGGTGGTTAGGAGGTTTGAA 240

Ai01B17005 Araip.B01 17005 c (TG)7(CG)8 30 74840541 74840570 AGGCAAACCAAAACAAATGC AACTCTCCGGATTCTCCCAT 234

Ai01B17007 Araip.B01 17007 p4 (AAAT)6 24 74853078 74853101 TCTCCTAACCACTTTCTCTCTCC CTGTTCATTTCCGCTTTGGT 178

Ai01B17013 Araip.B01 17013 p2 (TA)6 12 74877330 74877341 GCTTCAATCAACAGGAGTGGA TGGACCAGTGAACCAGTGAA 253

Ai01B17022 Araip.B01 17022 p2 (AT)6 12 74928619 74928630 GTAAAATCGCTATGCGCCTC ACCTTGCAAAAGCTCCAAGA 232

Ai01B17027 Araip.B01 17027 p2 (GT)6 12 74942179 74942190 TCCCCTTGTCTTCTCCTCCT CCCCCAGCTAAACCCTAATC 162

Ai01B17028 Araip.B01 17028 p2 (AT)25 50 74952812 74952861 CCAAATGTGAAAGCCATCAA AAAGAAAATTTGTTGCAGGTACA 265

Ai01B17029 Araip.B01 17029 p3 (AAT)10 30 74961541 74961570 TTATTTTCGGCTGCCATCTC CCCCTTCCTTTCTTCCACTC 267
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Ai01B17030 Araip.B01 17030 p2 (AG)6 12 74961881 74961892 ACAAGGGTGAGGAGAGCAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai01B17032 Araip.B01 17032 p2 (AT)6 12 74975979 74975990 GAATATAACCGGTCCGAGCA ACTTCCTTTTGGCGGAGATT 222

Ai01B17034 Araip.B01 17034 p3 (GAA)5 15 74994563 74994577 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai01B17035 Araip.B01 17035 c (AAT)6aggggtcctttttactacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctaaactc(AG)6102 74997155 74997256 CTTGTCTTTGCTCCTGCTCA AATTCACCTCCCCCTCTCAT 224

Ai01B17038 Araip.B01 17038 p2 (TA)8 16 75013983 75013998 TTTGCATTTATGTGGCGAAC GCAAAACACAACCAAGATGC 191

Ai01B17040 Araip.B01 17040 p2 (TC)7 14 75018287 75018300 AGAAAGGGGAGAAAAGCTGG CTGGTGAATGTGGATTGGTG 240

Ai01B17043 Araip.B01 17043 p3 (GAA)5 15 75022665 75022679 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai01B17044 Araip.B01 17044 p2 (AG)6 12 75024656 75024667 GTTCTTGTCCTTGCTCCTGC TTTCGAAAACTTCCCCCTCT 244

Ai01B17047 Araip.B01 17047 p2 (AG)6 12 75032688 75032699 GCCCAGAAAACACGGATTAG AAGAACCTGGGATTGAGAGTCA 184

Ai01B17051 Araip.B01 17051 p2 (TA)7 14 75050681 75050694 GTCCAACGCCAGAAACAAGT AGCCAATTGGGCAGTAAATG 163

Ai01B17054 Araip.B01 17054 p2 (AT)8 16 75059837 75059852 TGCAATTTTCAAATCATTTTGG TTGTGCCGTATGTGTGTGTG 128

Ai01B17056 Araip.B01 17056 p4 (AGAA)10 40 75064704 75064743 CACCCTCACCCTTCTCTCAG CCTCTCCAGTCTTCTTCCCC 149

Ai01B17063 Araip.B01 17063 p3 (AAG)5 15 75092171 75092185 TGTCGATTGAAAAATTTGATGG GGAGACAGTGCGTGAAGTTG 249

Ai01B17064 Araip.B01 17064 p3 (AAG)5 15 75092384 75092398 ACAAATGGTGATGCAGTGGA TCAGCTTACTCGGCATCCTT 254

Ai01B17067 Araip.B01 17067 p3 (TCT)6 18 75105131 75105148 CACCCCTCTCTCACATCCAT ATGCTTTTACCACGCCAAAC 213

Ai01B17068 Araip.B01 17068 p3 (TCT)5 15 75121427 75121441 GATCGCGTCATCTCCTCTTC GATGGTAGCTGGAGGCTCTG 232

Ai01B17069 Araip.B01 17069 p3 (AGA)6 18 75137058 75137075 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai01B17070 Araip.B01 17070 c (T)10aaatcaaagattaaaataattagttaattaaaaaaaattttgaaaaagagggaagatattttcaaaaatt(AG)692 75140554 75140645 TTCTTGTCCTTGCTCCTGCT TTTCTTATCTTTTTCAAAACCACC 191

Ai01B17075 Araip.B01 17075 c (AT)7actcaaaattgaaatgtaggtatttgttaacctaaataaagttataggctcaaaatcaaaatttatgtatgttaacc(TA)7105 75180182 75180286 TGTTTCTCCTTTAATTCTTGTCAAA TCTCTCTCCTTTAATTCTTGTCAAA 274

Ai01B17076 Araip.B01 17076 p2 (AG)19 38 75181168 75181205 AACAAAACGACATTGCCCTC GTTAATGGCGCTTTGGTTGT 157

Ai01B17077 Araip.B01 17077 p2 (GA)11 22 75181338 75181359 ACAACCAAAGCGCCATTAAC AGGCTTAGCGGAACACTTGA 194

Ai01B17081 Araip.B01 17081 p3 (TGC)5 15 75187346 75187360 CCTGCAGTTTCTGTGGTGAA TCTCGATCTCCACGTGATTG 198

Ai01B17082 Araip.B01 17082 p2 (TC)8 16 75189131 75189146 TCGGAGCTCTATCTGGAGGA GGCTAACTCAGCCATGAAACTT 261

Ai01B17083 Araip.B01 17083 p3 (GTG)12 36 75189975 75190010 TTCCAAAATTAACTACCAAATCATCA AAGTTCCAATAGAATTGTTGCAGTC 239

Ai01B17084 Araip.B01 17084 c (A)13cattaagaatgattttaaatctaaaattagaagagtgacgatttcgattctggccctaaactttagggaccaaaacagtacttacccc(TTA)7122 75190147 75190268 TGTGTTGGTAGTGGTGAGGG TTGCAAAAATAAATGAATGTAACGA 262

Ai01B17100 Araip.B01 17100 p2 (AT)12 24 75274196 75274219 TTTCGGTACGACTGGTCTGA AGGATCCGAATCTACAATCCC 262

Ai01B17103 Araip.B01 17103 p3 (AAT)5 15 75299382 75299396 GTTGATCCCACGGAGATTGT TTGACAACGGTGATGCCTAA 277

Ai01B17106 Araip.B01 17106 p3 (AGA)7 21 75302364 75302384 CCTATGACTCGGAGGTGGAA ATCTCTTTCCCACCCAATCC 243

Ai01B17111 Araip.B01 17111 p2 (GA)6 12 75315757 75315768 AAATTTGGAGGCACAAGTGG TTTCGTTCAGAGGACATCCC 200

Ai01B17112 Araip.B01 17112 p2 (CT)8 16 75317085 75317100 TAACGCCAGAAAGGGAAGAA AGAGTGGTGGAGGTGATTGG 252

Ai01B17114 Araip.B01 17114 p3 (CTT)5 15 75322253 75322267 ATCAATTTCAACCGTCTCGG AACCCCAGTGGACAAGACAG 160

Ai01B17118 Araip.B01 17118 p3 (CTT)5 15 75328594 75328608 CATGGGAGGTTGTGCTTCTT TACCAGAAACCCCAGTGGAC 269

Ai01B17123 Araip.B01 17123 p2 (TC)6 12 75364110 75364121 TTTCGAAAATTCCCTCTCTCC GGTGGTGTTCGAATTTTTGG 212

Ai01B17124 Araip.B01 17124 p3 (TCT)6 18 75367423 75367440 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 251
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Ai01B17125 Araip.B01 17125 p5 (TTATC)5 25 75393862 75393886 GCTCGACTTACTGGACTGGC AGGGCAGTTCCCTTGAAGAT 258

Ai01B17126 Araip.B01 17126 p5 (TTATC)5 25 75403785 75403809 CCTGGGTGCTCCAGTGTATT AAAAGGCCCGAATAGAGGAA 184

Ai01B17129 Araip.B01 17129 p3 (CCA)6 18 75444522 75444539 CCGTCCCCATTGTAATTTTG CTTGGTGTTGGTGTTGGTTG 211

Ai01B17131 Araip.B01 17131 p2 (CT)9 18 75445810 75445827 GAACCTGGAATGAAGAAGCAA GGCGATTTTTGGGCTATTTT 238

Ai01B17132 Araip.B01 17132 p3 (AAG)6 18 75456866 75456883 CGGTCTTAGGTGCCATCAAT CCTCTTATCCCCTTCTTGGC 171

Ai01B17135 Araip.B01 17135 c (T)10gaaaata(T)10 27 75461840 75461866 GACTTTACAGCCAGCCAAGC TCGAGTTTGGACAACTGACG 245

Ai01B17136 Araip.B01 17136 p3 (TCT)5 15 75468016 75468030 TGAGTCTTTGATTTTTGCAAGAGTAT GAGAATGCTTAAGGATGCCAA 242

Ai01B17140 Araip.B01 17140 p2 (CT)6 12 75474316 75474327 TTTGTTTGTTTCCTACCTTTTTCA TCGAATTTGGTGAGTGATGTG 280

Ai01B17142 Araip.B01 17142 p4 (ATAA)5 20 75505790 75505809 AACTGTGGGAACTTGGGTTG ACCACCTATGCATTGATCTTTT 244

Ai01B17149 Araip.B01 17149 p3 (GAA)5 15 75562095 75562109 CGGTCTTAGGTGCCATCAAT CTCTCTTCTCTTGTTGGCCG 170

Ai01B17152 Araip.B01 17152 p3 (TCA)5 15 75578239 75578253 CTTTTGGAGTTCGCTTGCTT CATGCATGCCAATCATTGTT 174

Ai01B17153 Araip.B01 17153 p3 (AAT)6 18 75596747 75596764 TTCTTGTCCTTGCTCCTGCT ACCAAAAATCCGAACCCTCT 160

Ai01B17156 Araip.B01 17156 p2 (CT)7 14 75614783 75614796 TTTCTTCTTTTCCCCCTTCC CAGGCATATAATGGGGGATG 244

Ai01B17160 Araip.B01 17160 p3 (TTC)6 18 75629926 75629943 TACCTTCTCCACCCCACAAG AGGGATTGGCTACTGCCTTT 202

Ai01B17161 Araip.B01 17161 p2 (GT)6 12 75639899 75639910 TGTGTGTGCTTGTGTGTTTACTTT TGTTCTGCCACTCTTTGGCT 280

Ai01B17165 Araip.B01 17165 p2 (TC)6 12 75652954 75652965 AAAACCACTAACCCCTTTTTCA AACACAGAGAGGGGGAGAGG 247

Ai01B17166 Araip.B01 17166 p2 (CT)6 12 75655903 75655914 CAAACCACTCTCCTCCCAAA GAGGTGAGGAGCAGGTTCAG 138

Ai01B17168 Araip.B01 17168 c (T)12cttttttcgctattttttctttcttttttgcatgcgtataa(T)10cttttgcaacatg(T)1086 75671746 75671831 TCCTTTTCCTGCATTTTTGG TGTTGGCTCTTGAAAGAATAAGG 235

Ai01B17170 Araip.B01 17170 p2 (AC)6 12 75694622 75694633 TAACCCACATCACCCAAACC TTCCCTTTCAAAACCGTGTC 103

Ai01B17172 Araip.B01 17172 c (CT)8t(TC)7 31 75714121 75714151 AAGCAAAATGATCCAAACCC AAAAGGAGTCGGGCTATGGT 277

Ai01B17180 Araip.B01 17180 p2 (AG)8 16 75760087 75760102 GCGCAGAGACAGGGAAGATA TCAGTTTCCCGAAACACCTC 218

Ai01B17182 Araip.B01 17182 p2 (CT)7 14 75764642 75764655 TGTTTGTTTCTTATCTTTTTCAAAACT GGAGAGCAGAGATGTGAGATGA 280

Ai01B17183 Araip.B01 17183 p3 (TTC)6 18 75767509 75767526 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 248

Ai01B17185 Araip.B01 17185 p5 (AAGAT)7 35 75794167 75794201 AGGGCAGTTCCCTTGAAGAT TGCTGCTGATCCTTTGTCAC 244

Ai01B17186 Araip.B01 17186 p5 (TTATC)7 35 75807804 75807838 CCTGGGTGCTCCAGTGTATT CTCGAACAAACTGCCACAGA 217

Ai01B17187 Araip.B01 17187 p5 (TTATC)9 45 75814041 75814085 CCTGGGTGCTCCAGTGTATT AAGGTGGTTCCCCAGAAGAT 142

Ai01B17190 Araip.B01 17190 c (T)10cgaaaacaaaagaaaaatttttgaaagatttttgaaaaatttttgaaaag(A)1070 75824247 75824316 GCCAGACTTCACATGCTTCA CAGGGAAAGAAAGAGCGATG 265

Ai01B17193 Araip.B01 17193 p2 (AT)12 24 75859529 75859552 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 170

Ai01B17196 Araip.B01 17196 p3 (GAA)5 15 75871058 75871072 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 244

Ai01B17197 Araip.B01 17197 p3 (AAT)5 15 75873631 75873645 GCCATCTCGTCTTCCTGTTC GAACCCCCTCTTCCATCTGT 267

Ai01B17199 Araip.B01 17199 p2 (AG)6 12 75873968 75873979 GAGGGGGAAGTGAATTTTCG TTTTCAAAATCTGTTTCAACTAACTAA 268

Ai01B17203 Araip.B01 17203 p2 (CT)7 14 75882884 75882897 TCTTGTGAATCAAGTCATTAATTGTG TGAAAAAGAGGGAGATATTTTCG 280

Ai01B17204 Araip.B01 17204 p3 (TTC)5 15 75885910 75885924 ACACAACCCTCTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 230

Ai01B17206 Araip.B01 17206 p2 (AG)7 14 75893656 75893669 GAAGGGTTTTTGGGGAAGAG GGGCACTAGACTGGCGTTTA 255
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Ai01B17214 Araip.B01 17214 p2 (GA)6 12 75959329 75959340 AGGAGATGGATGGGAGTGTG CTTGACACCCCAGGATCTGT 182

Ai01B17215 Araip.B01 17215 c (T)10gaaaaattgttagtaattttcgaaaattaagttttaaaaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaat(GA)7124 75960438 75960561 GCGAATGGAAGGGATGTAAG TTTCTTAACTTTTTCAAAACCACC 279

Ai01B17219 Araip.B01 17219 p2 (AG)6 12 75969336 75969347 AAAGCCGCAGAGTGCTCTAA GGAACATTGAACCTGTGATGAA 256

Ai01B17221 Araip.B01 17221 p2 (TA)7 14 75974414 75974427 ATGCATTGCTTTCACCACTT GTGTGGGGAAGTGAATTTGG 241

Ai01B17223 Araip.B01 17223 c (TATT)5ttttaatgtacatggtaattcaattgttttgatttcacatgagcatgcttcccagattgagatatattttgaattatctttattc(T)10115 75990705 75990819 TCCCATGTGCATTGATTCTT TGTGGAGAACTTAATGGGAACA 243

Ai01B17230 Araip.B01 17230 p2 (TA)6 12 76019553 76019564 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTCTAGGGA 156

Ai01B17235 Araip.B01 17235 c (CT)6ttctctcttctctctctctttctctgttctctctctttctcccttctctcttcctctt(TC)1294 76031671 76031764 CTTTCTTCGCCCTCCTCTCT TCCCTCTTCTCTCTCTCCCC 268

Ai01B17239 Araip.B01 17239 c (GGT)5aacgatgataacaaaagaaaaaaataacaaaaaagaagg(AGA)569 76061057 76061125 TGATGGACAAGAAGGAGGAAA AGCATCCTGCACGTTCTTCT 189

Ai01B17240 Araip.B01 17240 p4 (AAAT)5 20 76067308 76067327 CTCAATTAAAAGGTTGCGGG GCGCAAATAAAGTCATGCAA 140

Ai01B17241 Araip.B01 17241 p2 (AT)6 12 76067738 76067749 AGCAGTCAGGGACGGTTCTA CATGACGCATGCTATACCAGA 240

Ai01B17243 Araip.B01 17243 p3 (TGA)5 15 76093360 76093374 TGGAGTCTGCCCTAGCTGAT GTTGCCAGAGTTGAAGGAGG 252

Ai01B17244 Araip.B01 17244 p5 (TTATC)5 25 76144070 76144094 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAGA 123

Ai01B17246 Araip.B01 17246 p2 (GA)6 12 76157646 76157657 TTCCAACACCAAGTAAAAAGGAA GCACAGCCTCCTTAATTTGC 279

Ai01B17247 Araip.B01 17247 p3 (TGT)5 15 76174952 76174966 GAGGTGCTCTGTAAGGCTGG TACTGATGAATGTCCGCAGC 245

Ai01B17253 Araip.B01 17253 p2 (TA)6 12 76216154 76216165 AGTCGCAGGTCAAAGGAAAA AAGGACATTAATAATCCGGAAAGA 227

Ai01B17258 Araip.B01 17258 p4 (AAAT)5 20 76243940 76243959 TGTCGCATAGGCTTAAGTGC CGTTTGAAATCCCCAAAGAA 252

Ai01B17260 Araip.B01 17260 c (T)10ctatttatccaattcgttcaaatcctgtacttgttattgcttt(A)1568 76246455 76246522 ACAAATTACCGGACTTTTATAATGA TTGCTTTCAGCCATGTGTTC 191

Ai01B17262 Araip.B01 17262 p3 (AAG)5 15 76248357 76248371 ACAGTGGATCGATTTCAGGC TTTTGACTTTCCCATGGAGG 269

Ai01B17268 Araip.B01 17268 p3 (GAA)6 18 76273099 76273116 TTCCATCTCCCATGGCTTAG ACACAACCCCTTCTCCCTCT 216

Ai01B17269 Araip.B01 17269 p2 (AG)8 16 76275253 76275268 ACGATGAGAGAGGGAGAGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 231

Ai01B17270 Araip.B01 17270 p3 (CAG)5 15 76285340 76285354 TGTGACCCGGTTACCTTCTC TTTCATAAAATGGGAAGCCG 144

Ai01B17271 Araip.B01 17271 p2 (TA)7 14 76289252 76289265 TGGTTTATTGTACCCTCGCC TGCGCACATATCAGAAATCC 179

Ai01B17272 Araip.B01 17272 c (TA)8(T)10 26 76292367 76292392 TTCACCACTTACTTTGGGGC GGGGAAAGTTGAATTTGAAAAC 237

Ai01B17277 Araip.B01 17277 p2 (CT)7 14 76340671 76340684 TTTCTTATCTTTTTGAAAACCACC GAAGGAGATGAGGGAGAAGGA 218

Ai01B17278 Araip.B01 17278 p2 (AG)6 12 76350557 76350568 GGGAGGGTTGAATCTTAGCC TGCACTTAGCAGCTGAACCA 237

Ai01B17284 Araip.B01 17284 p2 (AT)8 16 76398399 76398414 TTTTAGTCCAAACAACACAAATAAAAA CCTGGAGGACATGATATGAAGA 198

Ai01B17289 Araip.B01 17289 p2 (AT)36 72 76411807 76411878 ATAAGCACCACGCTCTAGCC TTTTCAGGGTTGTAATGGGG 187

Ai01B17290 Araip.B01 17290 p2 (GA)7 14 76415732 76415745 GCGCTGTGAGAGAGAACAGA CCTCTCATCTCCAACGTTCC 189

Ai01B17292 Araip.B01 17292 c (T)10cttttcgccc(T)1030 76431962 76431991 TTGGCTTTTTCTGCTTGCTT TGCTGGCTCTTGAAAGAATG 172

Ai01B17293 Araip.B01 17293 p2 (AT)6 12 76437638 76437649 TCGACCAAATCAACCTAATGAA CTTGGTGTTTTCCCTCCAAA 174

Ai01B17302 Araip.B01 17302 c (A)12ttttcaaaaatttctcctttgttttcgaaaaaattt(A)1058 76546816 76546873 TCGAGTTTGGACAACTGACG GGAAGCCTCAGTCCAAATGA 255

Ai01B17303 Araip.B01 17303 p2 (CT)6 12 76547809 76547820 TTTTTGTTTGTTTCTTACCTTTTTCA CGAATTTGGTGAGTGATGTGA 279

Ai01B17304 Araip.B01 17304 p3 (TTC)5 15 76550421 76550435 TTCTTGGCCGAAATACAACC CTCGAAGGTGGAAGCTTTTG 210

Ai01B17308 Araip.B01 17308 c (A)10cggaaaaaagttatatatgaaaaaaaagaagaaag(A)1055 76567201 76567255 TGAAGATCTTGGGAATTGGG GCATTTTGTCCCCTTTTTGA 234
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Ai01B17309 Araip.B01 17309 p2 (AG)6 12 76568228 76568239 ATAGAAAATGCTCCCAGCGA TCCTAAAACCTAAGAGAGAGGAGAGA 189

Ai01B17310 Araip.B01 17310 p2 (GA)10 20 76570557 76570576 GGCTCATCCAATGTCCAACT CGAATGCTTTAGTGATGCGA 260

Ai01B17311 Araip.B01 17311 p3 (ACC)5 15 76571822 76571836 TTCTCTTCTTCCCTCCACCA GCGTATGAACGAAGCTAGGG 265

Ai01B17312 Araip.B01 17312 p4 (AAAT)6 24 76585354 76585377 TTTTCCAAATCATACCTTTTTCAA CCAATGGAGGGTATGCAGAT 272

Ai01B17315 Araip.B01 17315 p2 (AT)10 20 76604774 76604793 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 227

Ai01B17322 Araip.B01 17322 p2 (AC)63 126 76627763 76627888 CGAAGCCAATGCTAACCAGA TGTTGGGTGTTTTCTACAATTTCA 277

Ai01B17323 Araip.B01 17323 c (TC)14cctcc(CT)1053 76635832 76635884 CAATCGGAATACCGGAGAGA AGCTCGGCACACTTTCACTT 167

Ai01B17324 Araip.B01 17324 p2 (GT)6 12 76655452 76655463 GCCCACTTACCCAAATAGCC CCAATTCCCAAGATCCTCAA 244

Ai01B17325 Araip.B01 17325 c (A)10cggaaaaaagttatatatgaaaaaaaagaagaaag(A)1055 76655641 76655695 TTGAGGATCTTGGGAATTGG GCATTTTGTCCCCTTTTTGA 235

Ai01B17327 Araip.B01 17327 c (A)10taatatttcctaaccacttcctctctcctcaatttttcgaaaatcttcacccgtttttatttatctttatcttattttcg(AAAT)5110 76664283 76664392 CCTTCATGTTCTTGTGTTCTCG TGGTTCTCTGTCCCTTTTCTG 270

Ai01B17328 Araip.B01 17328 p2 (CT)6 12 76670297 76670308 AGTGGAAGATGGCAGCAACT TCACACCCAGAGGAGAGAGG 182

Ai01B17330 Araip.B01 17330 c (T)10cgccta(T)10 26 76677396 76677421 GAAGAGGAAAGAAAAGGGGC AAAACACTCATCAAAGAGACCCA 269

Ai01B17331 Araip.B01 17331 p3 (AGA)6 18 76678251 76678268 AGCCATGCTTTTACCACACC GCCCTCCATTCTTCATCAAA 167

Ai01B17332 Araip.B01 17332 p3 (AAT)6 18 76680846 76680863 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 267

Ai01B17333 Araip.B01 17333 p2 (AG)6 12 76681190 76681201 AGAATAAGATGGGGGAGGGA TGTTTCAACTAACTTTTTGTTTGTTTC 250

Ai01B17335 Araip.B01 17335 p2 (AT)8 16 76684754 76684769 TTTCAAGGTTGTAATGGGGC TGGGAACATGGGATGATATG 234

Ai01B17340 Araip.B01 17340 p3 (CAA)5 15 76728690 76728704 CACCACAAAGGACTCAGGGT TCTCTGGACAGTTGGAGGCT 207

Ai01B17341 Araip.B01 17341 c (A)10tcc(A)10 23 76734846 76734868 ATTGAAAGCTTGGCTGGCT TTTCGAACAATGCAAGATGC 257

Ai01B17343 Araip.B01 17343 p3 (TTC)6 18 76737966 76737983 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 267

Ai01B17346 Araip.B01 17346 p2 (TA)9 18 76753402 76753419 TCTTTCCCATCTCATTTGCAG ATGGGTTTATCAACCTCCCC 278

Ai01B17348 Araip.B01 17348 p2 (GA)8 16 76773038 76773053 GCAACTCTTGCAGCCAAAAT TGGAAAAGAGCAGGGAGAAA 202

Ai01B17349 Araip.B01 17349 p3 (TAA)5 15 76776350 76776364 TGCTTCTGCACATGGTATGA AAGTGGATGTGGATCAAGGG 210

Ai01B17351 Araip.B01 17351 p2 (AC)6 12 76780453 76780464 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCAAATG 238

Ai01B17362 Araip.B01 17362 c (C)11ttccctatataaagccttccattcttcctcatttttacacaacacaaccctctcttctcttcttggccgaaacacacctctcccctcttctccatctt(TTC)5124 76822875 76822998 CACCCACTCTTCCCCATAAA TAGAATATTGCTCGCCCTCG 265

Ai01B17363 Araip.B01 17363 p4 (TTTA)6 24 76842108 76842131 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 278

Ai01B17366 Araip.B01 17366 p2 (AG)7 14 76853317 76853330 CTCTTCTTGGTGCTTTCCGA TTAATTGATGATGGGACGCA 244

Ai01B17367 Araip.B01 17367 p2 (TA)10 20 76857387 76857406 ATCGAGGACGATGCTTCATT CACAATCAAAAGCCAAGATGC 261

Ai01B17368 Araip.B01 17368 p2 (AT)11 22 76868763 76868784 ACCCAAGGTTGTGAAACTCG GAAGCTTTGATTGTGTGTGGA 280

Ai01B17373 Araip.B01 17373 p2 (AT)12 24 76890227 76890250 GGGTTGATCTTTTCCCAACA CACACAAGCCAAGAGATGGA 248

Ai01B17374 Araip.B01 17374 p2 (AT)9 18 76901104 76901121 TTACCCTAAGCCTCACCTCG GGCTTAAACTCTGCGAGTGG 273

Ai01B17376 Araip.B01 17376 p3 (CAG)5 15 76922679 76922693 TCCAACCATTTAACCACGAA ATAGCCCAATGCCCTTTTTC 230

Ai01B17377 Araip.B01 17377 c (CA)10tccttcagaagaccaaaaaatcagaacccatatttcataaccataataaaaaaaac(TAT)9103 76923392 76923494 CACCAAGCAACCCCATTTAT TTCTGGTGCTTTTTCCAATTTT 275

Ai01B17382 Araip.B01 17382 p2 (AG)7 14 76965462 76965475 CCACCAAGAACAGTGGAGGT CTGATGGTAAAGCCAACGGT 252

Ai01B17383 Araip.B01 17383 p2 (TA)11 22 76985670 76985691 GAGGGAAGAAGAAGAGCTGGA GGCTTAAACTCCACGAGCTG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B17384 Araip.B01 17384 p3 (CGC)5 15 76986759 76986773 CGGATCACTGTCCCAGATTT GTTGGATCCTTCCTGTCGAG 156

Ai01B17385 Araip.B01 17385 p2 (GT)7 14 76988574 76988587 GAGCTCTTCACAAGGAACGC CGGGCTAAAAACGCTAACAG 235

Ai01B17390 Araip.B01 17390 p2 (TG)16 32 77016675 77016706 TCGGAGAGAAATGGACTTGG TTGGATCCTTTTACCGTTGC 210

Ai01B17391 Araip.B01 17391 p3 (GAA)5 15 77030660 77030674 CAGTTGAACCAGGTTGCCTT CCGAATACACCTCTCCCTCA 272

Ai01B17392 Araip.B01 17392 c (TA)6tgcagtactctccacttttatatataagacttgtattgtctctcttagagattgattttggagaaacatgatt(TA)11107 77039378 77039484 AGCCATCTCACTAAGCGTGC AGCAAGCTCCAAACTCAACC 229

Ai01B17398 Araip.B01 17398 p3 (ATG)6 18 77057097 77057114 GTCCCACTCGTTGGAGTGAT GTGTGGGGGTTACTGATTGG 177

Ai01B17406 Araip.B01 17406 p2 (AG)6 12 77108419 77108430 GAGCGAAAGGACAAAAATGC AGAGCTCCGGTTTGTGAGAA 192

Ai01B17409 Araip.B01 17409 p4 (AAAT)7 28 77116857 77116884 TTTTCCAAATCATACCTTTTTCAA CTGGACTGTTCATTTCCGCT 213

Ai01B17414 Araip.B01 17414 p2 (AC)6 12 77149354 77149365 TTCCCACAAATTTCCCCATA TCCATATGGCCAACCCTTAC 186

Ai01B17416 Araip.B01 17416 p2 (TC)7 14 77159097 77159110 CGAAAATCACTAACCACTTTTTCA CAGAGAGGGAGGAAGGGTTC 219

Ai01B17422 Araip.B01 17422 p2 (CT)6 12 77191566 77191577 TGGAGAATAAATAAATCAACAAGGG TTTTGGCCCAGAAAACACAT 267

Ai01B17423 Araip.B01 17423 p2 (AG)6 12 77195384 77195395 GAGCGAAAGGACAAAAATGC AGAGCTCCGGTTTGTGAGAA 191

Ai01B17424 Araip.B01 17424 c (A)10gaaaaaaaggggaatatg(A)1038 77200860 77200897 AGCACATTACAAGCCCAAGG TGCATTGATTCCCTTTTGTATTT 267

Ai01B17425 Araip.B01 17425 p3 (CTA)5 15 77209069 77209083 AGAGGCAAAGATGCAGGAAA TTAAGTTCTGGCGCTGGAGT 239

Ai01B17429 Araip.B01 17429 p3 (CTA)5 15 77239629 77239643 AGAGGCAAAGATGCAGGAAA AGTTCTCGCGCTGAAGTAGG 236

Ai01B17430 Araip.B01 17430 p2 (AG)7 14 77241667 77241680 AAAGTCCGATTTTCAGATTGTCA AAATTGGGACATTTTCAACTGG 257

Ai01B17432 Araip.B01 17432 p2 (TA)6 12 77244715 77244726 TGGACGTCTCACATTTTCAA CCTATTTGCGGCTTCTCACA 275

Ai01B17433 Araip.B01 17433 c (AT)7acacgccacccgtgtgtaggtagttccctctttaaatttacttattttatatataagtttttttaatcaaat(TA)20126 77263111 77263236 TTCTTCCCTAACCATGCCAA CATCCCCTTGTGGTTCATTT 259

Ai01B17434 Araip.B01 17434 p3 (AGT)5 15 77263368 77263382 AAATGAACCACAAGGGGATG TCCTTGCTGTCCTCTTTCGT 205

Ai01B17439 Araip.B01 17439 p3 (ATC)5 15 77268121 77268135 GAACCCACCACCACTACCAC CCACCACCAGCTTCTTCTTC 224

Ai01B17440 Araip.B01 17440 p3 (AGA)5 15 77268280 77268294 GAACCCACCACCACTACCAC CTTCTTTTTCGTCGCTCTGC 269

Ai01B17441 Araip.B01 17441 p2 (TA)9 18 77276967 77276984 TCAAGACTGGCCGGAGAATA GCGAAGTGGTTATCGGGTTA 190

Ai01B17442 Araip.B01 17442 p2 (CA)6 12 77280333 77280344 TGCACACGCACATCTTGTAA TGTGTGCGAACGCTCTAAAC 154

Ai01B17443 Araip.B01 17443 p2 (TA)7 14 77283312 77283325 TGGAATCTTATGCAATGCAATC CAAATCCAGTGAGGGTTCAA 272

Ai01B17445 Araip.B01 17445 p2 (TA)6 12 77284565 77284576 AATGCGAATCTTTGAATGGC CAGAATCACAACAATCCACACA 116

Ai01B17446 Araip.B01 17446 p2 (TC)10 20 77295258 77295277 GAACACTTCGCGTGTCGTAA TGTCCGAAGCTCCTCTGTTT 182

Ai01B17447 Araip.B01 17447 p3 (AGG)10 30 77296202 77296231 TCACCAAGAAGAGAAGGAGGA CGTTATCGTTGTTGTCGTCG 166

Ai01B17450 Araip.B01 17450 p3 (TTA)5 15 77300972 77300986 GACTTGACTTCTAAGCACCGAA AAGACGGCGTTCGATGTAAT 147

Ai01B17451 Araip.B01 17451 c (T)10gaataactcaaatcatttttggtgattatgatttttatttaaaaaataacacaaaattccattttagtga(T)1090 77301518 77301607 CAGAAAATGGCCTCTGGAAA TGTTGGTAGCGATGTCATAAAAA 276

Ai01B17452 Araip.B01 17452 p3 (ATC)6 18 77304821 77304838 CACCACATTTCACCCAACTTT TAGGTTTCGCGCATTTAACA 268

Ai01B17453 Araip.B01 17453 p2 (AT)6 12 77310481 77310492 CAAATTCCTCCACCATCGTT GAATGGATTGATGTTGGGCT 192

Ai01B17455 Araip.B01 17455 p3 (AAT)5 15 77313986 77314000 AAGCTGCGGTAGAACCAAAA TTGGTGTTGCTGTGGTTGTT 201

Ai01B17456 Araip.B01 17456 p4 (AAAT)5 20 77315739 77315758 CATTAAGCGATGGAACCCTG GTACATTGACGCAGGCAGAA 280

Ai01B17457 Araip.B01 17457 p2 (AT)8 16 77316846 77316861 GCCAAACATAAAAATGGGACA TTCGCAGGCTGAGTTAGGAG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B17458 Araip.B01 17458 p2 (TA)7 14 77318289 77318302 TCCTCACCTTCCACCATCTC TGACCCCTGTTTTCAACAAA 257

Ai01B17460 Araip.B01 17460 p2 (CT)6 12 77327596 77327607 TCATAAGCCAATTTTGGCAAC GGGGAAATCGATCCATTCAT 271

Ai01B17461 Araip.B01 17461 p3 (GAA)5 15 77330342 77330356 TGCAATGAATGAAAGTATGCAA TGCGCCAGAATTCCTATCTT 196

Ai01B17462 Araip.B01 17462 p2 (CT)7 14 77333486 77333499 GAACCTGGAATGCAGAAGAAG TTTCTGGGCTGTTTTTGACC 228

Ai01B17463 Araip.B01 17463 p2 (AG)6 12 77339713 77339724 TGAGAGAGAAAGGGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 254

Ai01B17464 Araip.B01 17464 c (AAT)16at(TAA)1080 77346149 77346228 AGTCAGATCGTCCCTCAGGA TTCTTCATGGCTCCTCGAAT 248

Ai01B17466 Araip.B01 17466 p4 (TAGT)10 40 77353462 77353501 GCACAATGCATCTCCATCAC TCCCAATAAAATCAGCAAATCA 268

Ai01B17469 Araip.B01 17469 p4 (AAAT)5 20 77375726 77375745 CAGACCCCTATCCCCTATCC GCAAAATTAGGACAGAAAAATTCG 244

Ai01B17474 Araip.B01 17474 p3 (TTG)5 15 77394105 77394119 ATGACCTCGCACAGGTTAGC AGAACATTCGTGTTCCTCCA 275

Ai01B17476 Araip.B01 17476 p3 (TCT)8 24 77396433 77396456 CTTCTTCTCCAACGCCTGAG GCAACGATGAGTCTGTGGAA 279

Ai01B17477 Araip.B01 17477 p2 (CT)9 18 77396566 77396583 CTTCTTCTCCAACGCCTGAG GCAACGATGAGTCTGTGGAA 279

Ai01B17481 Araip.B01 17481 p2 (AT)8 16 77412302 77412317 ACCAACATGCTTCAGAACCC CGTTTTCAATGTCAATTGTGTG 114

Ai01B17482 Araip.B01 17482 p2 (CT)6 12 77418137 77418148 TTCGAAAACCACTAACCACTTTT AGAGAGAGGGAGAGGGTTCG 252

Ai01B17483 Araip.B01 17483 p2 (TA)11 22 77421277 77421298 TGGGGTATTTTTGTCCTCTTTT CTTGGGACACTGGTTGAGGT 242

Ai01B17488 Araip.B01 17488 p2 (AG)6 12 77449716 77449727 ATGGGGAAGAGTATTTGGGG CGTTTAACGCCAGAAAGAGG 221

Ai01B17493 Araip.B01 17493 p3 (TCT)5 15 77488209 77488223 ACCCCACAGGATCATCTCAG CGGTCTTAGGTGCCATCAAT 257

Ai01B17494 Araip.B01 17494 c (A)10tataggcg(A)1028 77488708 77488735 TGGGAGCAAATCAACACTTTC TGGCTTTTTCTGCTTGCTTT 272

Ai01B17499 Araip.B01 17499 p2 (TA)6 12 77547442 77547453 TGGGTTTATCAACTTCCCCA CCCATCTCAATTGTAAAGGCA 271

Ai01B17501 Araip.B01 17501 p2 (TA)8 16 77567698 77567713 ATCAATGCACATGGGACAAA GGATTGTAATGGGGCTAAGG 218

Ai01B17502 Araip.B01 17502 p2 (TC)7 14 77570644 77570657 AACACATCTCTTGGGTTGCC GGTTGCAAAAGTGGAAGTCG 280

Ai01B17503 Araip.B01 17503 c (T)10cctttggctcagggaacc(GT)640 77573470 77573509 GTGGGTCGATATCTCGCTGT ATTCCCAAAACCCAGAAACC 277

Ai01B17504 Araip.B01 17504 c (T)12cgaaaatttttgaaatcaaaaataaaaataaaaataattagttaattaaaaggaaatttttttgaaaaaagggggagatattttcgaaaatt(AG)6116 77580348 77580463 GAGAGAAGGAGGGAATTTTCG TTGGTTTTCAAAATTTGTTTCA 276

Ai01B17506 Araip.B01 17506 p3 (AGA)5 15 77590531 77590545 GTTGCTTACCCTCGAGCAAA ACCCACCTCACCCTCTCTCT 142

Ai01B17507 Araip.B01 17507 p3 (AAT)5 15 77593163 77593177 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai01B17508 Araip.B01 17508 p2 (AG)6 12 77593506 77593517 AGAATAAGATGGGGGAGGGA CTTCTTATCTTTTCAAAATTTGTTTCA 280

Ai01B17509 Araip.B01 17509 p2 (AT)8 16 77595981 77595996 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 256

Ai01B17513 Araip.B01 17513 p2 (AG)6 12 77612211 77612222 AAGATGAGAGAGGGGGAGGA TTTCTTACCTTTTTCAAAACCACC 217

Ai01B17517 Araip.B01 17517 p2 (AC)8 16 77644390 77644405 AGCATGTACCCAATTCCCAA GGATCTTTGATTGGCGTAGG 128

Ai01B17518 Araip.B01 17518 p2 (AC)8 16 77681634 77681649 CCAAATATTCCAAGATTTCCCA TTTGAGCCAATGCTTAACCC 155

Ai01B17524 Araip.B01 17524 p3 (CTT)5 15 77709614 77709628 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai01B17531 Araip.B01 17531 p2 (CT)6 12 77746694 77746705 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGGAGGGTTGAGATGTGA 280

Ai01B17532 Araip.B01 17532 c (AAAT)5aggcgaaaaaaaaatat(A)1047 77748739 77748785 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 220

Ai01B17534 Araip.B01 17534 p3 (CAT)7 21 77758968 77758988 GCCAATTCCATTGCCAAATA TCCATTATCATGCGCTTTCA 264

Ai01B17536 Araip.B01 17536 c (TTTAT)5tttaatttcggttttc(A)1051 77764862 77764912 TTTCGAAAATCCTCACCCAC TGATGCGGATTGCAAATAAA 185
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Ai01B17538 Araip.B01 17538 p3 (AGA)8 24 77772267 77772290 CCGGAAATGGTGGTGAAGTA GCCCTGTCTCTTCCCTCTTT 120

Ai01B17540 Araip.B01 17540 p2 (CT)8 16 77777381 77777396 CTCATCTTTTTCAAAACCACCT CGAATTATAGGTGGAGGAGAAGTG 280

Ai01B17541 Araip.B01 17541 p2 (GA)12 24 77790523 77790546 CCCAGTGAGGGTTTTTGTGT TGCCAACCAAGAATCAAGAA 226

Ai01B17542 Araip.B01 17542 c (A)10tttaccatgtgcattgatgaaa(AAAAT)557 77799093 77799149 GTGGGAACATGGGGTGATAG CAGTGAAACTGGCCAAGATG 213

Ai01B17543 Araip.B01 17543 p2 (AG)6 12 77824387 77824398 AAATTACTGGGGGCGATTTC CATTGAACCTGGAATGCAGA 238

Ai01B17548 Araip.B01 17548 p2 (GC)6 12 77856049 77856060 TTCCAAGGCAGGAAGAAGAA AGTTGTGCCCACTTTATGCC 264

Ai01B17549 Araip.B01 17549 p3 (CAT)5 15 77857939 77857953 TTGACTGACTTCAGTTGCCG GACTATGCCGAGCTTCAAGG 249

Ai01B17555 Araip.B01 17555 p5 (TTTTA)5 25 77924280 77924304 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 204

Ai01B17561 Araip.B01 17561 p3 (TTA)5 15 77959500 77959514 TTTGCTCCTGCGTAGTTGTG CCAAAATCCTACAGGGACGA 153

Ai01B17566 Araip.B01 17566 p2 (TA)7 14 78024814 78024827 TCAAAAACTCACGGGTTGTG TGCATATGAGCATTTGGTTTG 268

Ai01B17568 Araip.B01 17568 p2 (CT)6 12 78051587 78051598 CAATCACCTCCACCCACTCT TCCTCGAGCAAAGGAAGAAA 255

Ai01B17570 Araip.B01 17570 p2 (CT)6 12 78057384 78057395 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGAGGGTTGAGATGTGA 276

Ai01B17571 Araip.B01 17571 p3 (TAT)5 15 78057709 78057723 TCGAAAATTCTCCCTCTCCC TTCTTGTCCTTGCTCCTGCT 235

Ai01B17573 Araip.B01 17573 p2 (TC)6 12 78106857 78106868 ATTCAGAGAGAGCTCGCCAA TGGATCCAGAGTTACTCCCAA 118

Ai01B17575 Araip.B01 17575 p2 (TC)6 12 78114741 78114752 ATTCAGAGAAAGCTCGCCAA TGGATCCAGAGTTACTCCCAA 118

Ai01B17576 Araip.B01 17576 p2 (TA)8 16 78115878 78115893 TATATGCTTTGGCCGGTTCT TAAAGCTGAGGTGGCAAGGT 256

Ai01B17578 Araip.B01 17578 p2 (AT)6 12 78125574 78125585 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 241

Ai01B17579 Araip.B01 17579 p2 (GC)6 12 78132994 78133005 GCCTGGACAGCTCAGAAATC TTAGGAATGCATCAATGGGC 209

Ai01B17580 Araip.B01 17580 p2 (AC)7 14 78134150 78134163 TTATGCTTTGAACCTTGGGG TTGATCTTGGGAAAGTTGGG 235

Ai01B17581 Araip.B01 17581 p2 (AT)6 12 78140175 78140186 GAATGCCATGCAATTCAATCT CCAATGAGGGTTCAATAGCTC 267

Ai01B17585 Araip.B01 17585 p2 (TA)8 16 78162724 78162739 CACAAAATTCAGTGAGGGTTCA GTGGAATGCCATGCAATGTA 280

Ai01B17586 Araip.B01 17586 p3 (TTC)5 15 78170378 78170392 TGATCTTTCCCTTTGCTGCT CATCAGCTGGACTTTGGGAT 118

Ai01B17590 Araip.B01 17590 p3 (GAA)5 15 78221514 78221528 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 149

Ai01B17591 Araip.B01 17591 p2 (TA)6 12 78236405 78236416 GCAGAATGGTCCAATGACAG CATCTGAAAACCCCTCCAGA 256

Ai01B17598 Araip.B01 17598 p4 (TTAT)6 24 78272677 78272700 TTTTTGCATCTCATACTCATGC AAACTGTGGGAACATGGGTT 274

Ai01B17599 Araip.B01 17599 c (T)10g(T)21 32 78272987 78273018 AACCCATGTTCCCACAGTTT CTTGAGCCTTTTAATCCCCA 238

Ai01B17600 Araip.B01 17600 p2 (TA)19 38 78276249 78276286 TTTTTCAAGGTTATAATGGGGC TGCACATGGGATAAAAATCG 242

Ai01B17601 Araip.B01 17601 p2 (TA)6 12 78277162 78277173 GCTCAAAAACTCAGGGGTTG TTCAAAATCATAACAATCCACACA 212

Ai01B17602 Araip.B01 17602 p3 (ACA)5 15 78280441 78280455 CAAAGTGGCAACTACAGCCA CCATGGTCTGCTGTCTCTGA 277

Ai01B17609 Araip.B01 17609 p2 (TA)9 18 78345417 78345434 TCATTCCCTACGTATTCGGC CAACCCAAAACAGCATCTCA 250

Ai01B17611 Araip.B01 17611 p3 (TTA)5 15 78357134 78357148 TCCATGCTAAGCTGCTAACG GGCAATGGAATCTCACTCGT 276

Ai01B17614 Araip.B01 17614 p2 (AT)6 12 78383850 78383861 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 271

Ai01B17618 Araip.B01 17618 p2 (GT)6 12 78397441 78397452 GCTTGATTTTTGCTTGAATGC AAGGAAGCACGAATTGTTGG 273

Ai01B17623 Araip.B01 17623 p2 (AT)6 12 78421940 78421951 ACCCCAACAAAATTGGATGA GGAGATGTTTGGGAACTTTCA 199
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Ai01B17626 Araip.B01 17626 p3 (AGA)5 15 78436126 78436140 CGGAGGGAAGAGAAGAGAGG TCGTGTCACTCCCATTTTCA 277

Ai01B17627 Araip.B01 17627 p3 (GAA)23 69 78449068 78449136 AAGAGAGAAAGGGTTTCCGC TCATCCCCAGAGTCTCCATC 156

Ai01B17628 Araip.B01 17628 p2 (AT)10 20 78453587 78453606 GGATGGGAAGAAAGCAATGA GACCCATTGGTTCACTTATGC 186

Ai01B17629 Araip.B01 17629 p2 (AG)6 12 78458360 78458371 TGCAGAATGGAGGAATCACA TGGGAAAATAAGTGAACCAACA 236

Ai01B17630 Araip.B01 17630 c* (A)13(AT)9* 30 78470713 78470742 GAAGATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 218

Ai01B17631 Araip.B01 17631 p2 (AT)12 24 78475645 78475668 GCATGTCCTCATGCTAAGTCC TGTTTTTCTCTCCCATCTCAA 258

Ai01B17639 Araip.B01 17639 p2 (CT)6 12 78554818 78554829 CGGCGGTACATGATTTTTCT GCAGAAGTAATGGGGGAACA 135

Ai01B17642 Araip.B01 17642 p3 (CCA)5 15 78574570 78574584 AGAGCGATAGTTGAGGCAGC CACCATGAAGCGAAGAAGGT 150

Ai01B17644 Araip.B01 17644 p5 (TCAAT)7 35 78580401 78580435 TGAACCAAACACAGTACTCATGG GAATGGAGAGCGATTTGGAT 244

Ai01B17650 Araip.B01 17650 p2 (CT)17 34 78622069 78622102 TGAATGGAACACTTTTCAGCC ATTCGACCCTCACTCACCTG 226

Ai01B17652 Araip.B01 17652 p2 (TA)8 16 78636030 78636045 GGCCAACAAACGGAGTTATC GCAACCAAACTCCTCCAAGT 257

Ai01B17654 Araip.B01 17654 p4 (TTTA)7 28 78656312 78656339 CCATGATGGAGAAAGGGAGA TGCTCTTCAAAACTTCCTAACCA 174

Ai01B17655 Araip.B01 17655 p2 (TC)6 12 78660960 78660971 CGTCCTCTCTCTCCATCTCG CCTTTCACACACACACCCAG 212

Ai01B17656 Araip.B01 17656 p2 (TC)17 34 78662355 78662388 TTGCTGAATGGCTATTTCCC TCCAAGCTGGAACTGCTTCT 272

Ai01B17659 Araip.B01 17659 p2 (CA)6 12 78668364 78668375 CCCAAAACAAACCCTAACCC TTGGTGTCATCTCCCTCTCC 156

Ai01B17660 Araip.B01 17660 p2 (TA)6 12 78675774 78675785 TGGATTCTGGTGGCCTACTC ATCATCAGTACGGGTGGGAA 257

Ai01B17661 Araip.B01 17661 p2 (GT)7 14 78680364 78680377 GGGGACAAAATTACCCCAAT ATGGCCAAGTGAGCTGAAAT 205

Ai01B17665 Araip.B01 17665 p2 (AC)7 14 78711728 78711741 ATGGCCAAGTGAGCTGAAAT GGGGACAAAATTACCCCAAT 206

Ai01B17666 Araip.B01 17666 p2 (AG)7 14 78715366 78715379 AGGGGACAAGCAGAGACTCA GGAACATTGAACCTGGAATTG 167

Ai01B17668 Araip.B01 17668 p3 (GAA)6 18 78739449 78739466 CGGTCTTAGGTGCCATCAAT CCTATATGGCCGAACCTTCA 251

Ai01B17669 Araip.B01 17669 p2 (AG)7 14 78742546 78742559 TCGAATTTGGTGAGTGATGTG TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai01B17671 Araip.B01 17671 c (T)10agaaaacaaaggagaaaattttgaaagaaa(T)1151 78743899 78743949 TTTGGGTATGGCTTTTCAGC GGGATTGTTCGAGTTTGGAC 260

Ai01B17672 Araip.B01 17672 p2 (AG)7 14 78748828 78748841 GGAGAGAAGGGTAGGGTTCG GGGCGTTTACACACCAAAAT 200

Ai01B17673 Araip.B01 17673 p2 (AG)9 18 78751464 78751481 GAATGCCCTTGTCCTTGTTC TTTCGAAAATTCCCTCTCTCA 237

Ai01B17677 Araip.B01 17677 p3 (GAA)5 15 78761620 78761634 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai01B17678 Araip.B01 17678 p3 (AAT)5 15 78764729 78764743 CCATCTCCTCTTCCTGTTCG ACCAAAAATCCGAACCCTCT 279

Ai01B17679 Araip.B01 17679 p2 (AG)6 12 78765055 78765066 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 277

Ai01B17683 Araip.B01 17683 c (T)11gaaaatataa(T)1031 78786433 78786463 CCTCGGTCCAAAAGATCAGA TCGAGTTTGGACAACTGACG 240

Ai01B17690 Araip.B01 17690 p3 (AGA)5 15 78839735 78839749 CCAAGGACTGTGGGGAAGTA CGCGTCCTTTCCTATTTCTG 263

Ai01B17691 Araip.B01 17691 c (AC)11gtgtg(TA)8tc(TA)1677 78843165 78843241 GGTGGAGATTTTTGGACGAA TTGGTTTTGTGCAATGGATG 260

Ai01B17692 Araip.B01 17692 p3 (TCT)5 15 78843626 78843640 ACTCCCTTTTTCACCCCAAC GGGAGGGATCTCCTCTCTTG 209

Ai01B17694 Araip.B01 17694 c (A)11tttcagatttttattttaaaacttttatcttatcttatcttatttttcaatattcaa(T)1078 78867463 78867540 TTGCAAACGTGTGCCTTATT CATAGCCAAAGGGGTGAGAG 205

Ai01B17700 Araip.B01 17700 p3 (GAA)5 15 78884426 78884440 TGCAATGAATGAAATGGTGC TGCGAGTATTGTGCAAGGAG 272

Ai01B17709 Araip.B01 17709 p2 (TA)6 12 78922296 78922307 CTTCTTGAACAGGTCAGGGC AACGTAGTTAATTTGCGGGG 262
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Ai01B17712 Araip.B01 17712 p2 (AT)8 16 78946863 78946878 TCTGCTTACGGCAGGAAAAT TCTTGATGCAACCCAGAGC 186

Ai01B17713 Araip.B01 17713 p2 (TA)6 12 78952361 78952372 CTCCCCCTTCCTTCAATTTC TGTTCAAGGCACACGAAGAG 263

Ai01B17715 Araip.B01 17715 p3 (TGT)5 15 78967547 78967561 GGACCAGCTGTTGGATTTGT AGGCACAGGAACATCCACTC 175

Ai01B17716 Araip.B01 17716 p2 (AG)6 12 78986090 78986101 AAACCAGGGATCGAGAGTCA CGGGAGGCTCTCATAATTCA 132

Ai01B17720 Araip.B01 17720 p2 (AG)6 12 78994259 78994270 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 279

Ai01B17722 Araip.B01 17722 p2 (AT)8 16 79004557 79004572 ACACCTTCACACCACAAGCA TGAAGCAAGAAAAAGCAGCA 152

Ai01B17725 Araip.B01 17725 p2 (TA)11 22 79023528 79023549 ATCAATGCACATGGGACAAA TTAGGGTTGTAATGGGGCTG 222

Ai01B17728 Araip.B01 17728 p3 (GAA)5 15 79050632 79050646 GCTTTTGTCTTCCCTTTCCC CCTTCTTGGCCAAAACACAT 199

Ai01B17729 Araip.B01 17729 p2 (AG)6 12 79053625 79053636 GCCTTTTTCTCTGTCCTTGC CACCAACCAAAAATCCGAAC 158

Ai01B17730 Araip.B01 17730 c (T)10aaaaaggttagtagttttttcgaaaataaaaattaaaataataaaaaagaaatttttgaaaaagggggaagatattttcgaaaatt(AG)8112 79053759 79053870 GAGGGTTCGGATTTTTGGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai01B17733 Araip.B01 17733 p2 (AT)7 14 79057676 79057689 TCATGCAATTCCAATTTATCCA CAAAATCCAGTGAGGGTTCAA 214

Ai01B17737 Araip.B01 17737 p2 (TA)7 14 79081916 79081929 GTCATGATGGGAATTTGGGT TTTTCTCCCATGTGCATTGA 169

Ai01B17740 Araip.B01 17740 p3 (AAT)6 18 79117397 79117414 TTGATTTTGGGAGAGTTGGG GAACTTTGAACTTTGGGGCA 242

Ai01B17742 Araip.B01 17742 p2 (TA)7 14 79132142 79132155 GGGGACATACTCTTGCATTGA TATTACCCTTCTTTGGGGGC 162

Ai01B17743 Araip.B01 17743 c (T)12gcctcttttttatc(T)1036 79139209 79139244 TGGCTTTTTCTGCTTGCTTT TGCTAAAATTGTTGGCTCTTGA 194

Ai01B17744 Araip.B01 17744 p2 (AG)6 12 79141217 79141228 ATAGGTGAGGGGTTTTTGGG GAAAGGGGAGAAAAGTTGGC 226

Ai01B17746 Araip.B01 17746 p2 (CT)7 14 79150300 79150313 CGCCGACTAACAACCTCATT TGCTTGATGTTGAGCTGTGA 223

Ai01B17748 Araip.B01 17748 p3 (TTC)6 18 79154613 79154630 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 149

Ai01B17750 Araip.B01 17750 p2 (TA)6 12 79164171 79164182 AGGTGGAACGTCACCAAAAG GGATTCCGCCCTAGGTAGTC 240

Ai01B17752 Araip.B01 17752 p3 (GAA)5 15 79177898 79177912 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai01B17753 Araip.B01 17753 p2 (AG)6 12 79181412 79181423 CAGATGGAAGAGGAGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai01B17754 Araip.B01 17754 p2 (AT)7 14 79182746 79182759 CCAAAGGAATTTGGACATGG TCGAGTTTGGACAACTGACG 245

Ai01B17757 Araip.B01 17757 p4 (ATAA)8 32 79198530 79198561 TGGGTACCTACTCATGTGAGACC ATTCCCACTTTTGCATCACA 242

Ai01B17758 Araip.B01 17758 p2 (TA)10 20 79201884 79201903 ACCCCCATTGATTTGAGTGA CCCTGCAGTTCCTTGAGAAG 248

Ai01B17759 Araip.B01 17759 p2 (CT)6 12 79211040 79211051 GGAACATTGAACCTGGAACG AGGCTGGAGAATGAGGGAAT 171

Ai01B17762 Araip.B01 17762 p2 (CT)6 12 79258123 79258134 CCTCATCCCCTCATTTCTCA GAAAGAGAGAGGCGCTACGA 265

Ai01B17763 Araip.B01 17763 p4 (TTTA)5 20 79263409 79263428 GGAGAAAGGGCGATGATGTA GTGTTCCTTGGTGTTTTCCC 171

Ai01B17764 Araip.B01 17764 p2 (AT)6 12 79269491 79269502 ATGCCATGCAATGCAATCTA CAAAATCCAATGAGGGTTCAA 269

Ai01B17767 Araip.B01 17767 p2 (TA)9 18 79317758 79317775 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 274

Ai01B17768 Araip.B01 17768 p2 (CT)6 12 79318647 79318658 TTTACAGAATACGCCCCCAG AAAACCTGGATCGAGAGTCA 245

Ai01B17769 Araip.B01 17769 p3 (AGA)6 18 79325590 79325607 TTAGAATGTTGCTCGCCCTC TCAACATCTTTCTCCCACCC 125

Ai01B17771 Araip.B01 17771 p2 (TA)6 12 79341154 79341165 AGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 270

Ai01B17772 Araip.B01 17772 p3 (AAT)5 15 79347151 79347165 TTCGGCTGTCATCTCCTCTT TCACATTCTTTGACTCCCCC 260

Ai01B17775 Araip.B01 17775 p2 (AG)6 12 79356028 79356039 GGAGAGGGAGAAGAAGGGTG CTCTCTGAAACCACCCAACC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B17776 Araip.B01 17776 p5 (AAGAT)5 25 79366350 79366374 ACACGACCCAGAATCCAAAG GGTACCTGCAAGAGACTCCG 245

Ai01B17779 Araip.B01 17779 p5 (AAGAT)5 25 79381213 79381237 ACACGACCCAGAATCCAAAG GGTACCTGCAAGAGACTCCG 245

Ai01B17781 Araip.B01 17781 p2 (TA)6 12 79388957 79388968 GTAGATAAGCAGGGTGCGGA TTAACTAATAACCCCGGCCC 223

Ai01B17784 Araip.B01 17784 p2 (AT)6 12 79445000 79445011 CGAATTGTAACACCCTACCACA TTTATCTTTGCGAGCCGAGT 241

Ai01B17786 Araip.B01 17786 p4 (AAAT)11 44 79465590 79465633 GGAATTTGGGTACCTGCTCA TTCGCATTCCACACTCATGT 253

Ai01B17793 Araip.B01 17793 p3 (AAG)12 36 79528735 79528770 GCTTAAACACCTGCCAAGGA ATGCCCTTTTTCCCATTCTT 113

Ai01B17794 Araip.B01 17794 p2 (GC)6 12 79528971 79528982 TCCGTATTAACAAGTTCCTTCGT TGTGATAAATTTGAGGTTTGGAGA 279

Ai01B17797 Araip.B01 17797 p2 (CT)6 12 79552318 79552329 CTTCTTATCTTTTCAAAATTTGTTTCA AATAGAATGAGATGGGGGTGG 265

Ai01B17798 Araip.B01 17798 p3 (ATT)5 15 79552659 79552673 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai01B17799 Araip.B01 17799 p2 (CT)7 14 79556349 79556362 AGTGGCATAAAACGGGTCAC AAAACCTTGTTAATGGGGGTG 260

Ai01B17800 Araip.B01 17800 p2 (AT)7 14 79559224 79559237 GGGGACAAAATTACCCCAAT GGGGCCAAGGTAATGGTAAT 243

Ai01B17801 Araip.B01 17801 c (T)10gttaatgactcttctcataatctctgcatataacctgcatttgcatttgcattctgc(AT)985 79568484 79568568 AAGCAAAGTGCTAGGTGGGA CGTTTTCCCTTGTCTTGCAT 237

Ai01B17804 Araip.B01 17804 p2 (TA)6 12 79596077 79596088 CCTTTTTAGCACATGATAATTTGGA GCTGTGTGTTCTTTGGCTCA 263

Ai01B17805 Araip.B01 17805 p2 (TA)9 18 79597316 79597333 CCAACTCAATTGTGAAGGTGC ATGGGTTTATCAACCTCCCC 239

Ai01B17808 Araip.B01 17808 c (T)10atatcttttttcccttcttatcaatcacttttcacaccaaaaatagaaaaatattt(A)11ctaaaaacaatatacatattcttcgtttgtaattttcatgttagct(A)10133 79607076 79607208 AAAAAGATTTTCTCACCAATTTTTATG TCTTCTGATGGTTGGAGAAAGA 225

Ai01B17810 Araip.B01 17810 c (T)10gtgttattatctcacatagatagataagtggctgaatcatttttagaatttgttctcttttatttttttta(T)1091 79611860 79611950 TGAAGCCATAGCCAGACTCA AACCCCTTCTTTAAACCTTTTG 267

Ai01B17813 Araip.B01 17813 p2 (CT)6 12 79615738 79615749 TTTCGAAAAATCCCTCTCTCA CCTTGTCCTTGTTCCTGCTC 226

Ai01B17814 Araip.B01 17814 p2 (CT)7 14 79618662 79618675 TAAATGGGTAGCAACCTGGC TTGGAGAGAGGGGTAGGGTT 242

Ai01B17817 Araip.B01 17817 p2 (TC)7 14 79623329 79623342 CAGAAATGGTGTCGCAGAGA GCTCACAAGCTATGTTCGGA 236

Ai01B17819 Araip.B01 17819 p3 (TCA)5 15 79624502 79624516 ATGGGAACTGCCACTTTGTC CAGAAAAAGGGGGTCTACTCG 267

Ai01B17820 Araip.B01 17820 p2 (AT)11 22 79625046 79625067 GGGACCTGTTAAATCCCCAT AAGCAGGGATAGGGAAGCAT 131

Ai01B17821 Araip.B01 17821 p3 (ATA)5 15 79629753 79629767 GCACCAGTAGACTGTGAACCC GAACCTCTTTTGAGGCAAGC 261

Ai01B17827 Araip.B01 17827 p2 (AG)6 12 79667904 79667915 ATAGTTGGGCAATAGCGGTG TGGCAGTGATTTCAGCAGAG 155

Ai01B17828 Araip.B01 17828 p2 (TC)9 18 79668040 79668057 CTCTGCTGAAATCACTGCCA CCATTGATGCAGCTGAGAGA 157

Ai01B17830 Araip.B01 17830 p2 (GA)6 12 79672506 79672517 TCGAGCTCTAAAGCCATGTTC AGCCTTAAGTGTGGGGAGGT 257

Ai01B17836 Araip.B01 17836 p2 (CT)7 14 79730931 79730944 GAGAGCTCGCCAATTTTCAC TCAAATCATAACATGGGAAGGA 240

Ai01B17838 Araip.B01 17838 p2 (TG)6 12 79739142 79739153 CCAACCTCCAAGACAAATCC TTGGACTGGACCCTAGTTGG 207

Ai01B17839 Araip.B01 17839 p3 (TTA)5 15 79747010 79747024 TCCGACTAATTTTGTTGTTGTTG TGTGGATAAAAATGACCTCCA 261

Ai01B17841 Araip.B01 17841 p3 (TGC)5 15 79752082 79752096 TCACCATCCCCTCTATGCTC GAGAGGCATAAACCCTCGTG 233

Ai01B17843 Araip.B01 17843 c (AC)11at(AG)8 40 79755141 79755180 ATGGCGTAAACCTTGTCAGC GGTCCTTCCAATTCTGGGTT 242

Ai01B17846 Araip.B01 17846 p2 (CA)13 26 79760719 79760744 ACCCCTTCAAAGCCATGTTA GCAGAATGAGCATGCATACAA 153

Ai01B17850 Araip.B01 17850 p2 (GC)6 12 79781699 79781710 GTTGTGCCCACTTTATGCCT AACAGGGGGTAAATCTGCG 133

Ai01B17852 Araip.B01 17852 p2 (AC)9 18 79801475 79801492 TTGGGTATGGAAACTTGGGA GGGACATTTTTGTCCCCTTT 258

Ai01B17853 Araip.B01 17853 p2 (GC)6 12 79806072 79806083 TGTTGAATTGCATTTTGCTTG AGGCATAAAGTGGGCACAAC 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B17854 Araip.B01 17854 c (T)10attttaggactacttggttagggtgatgatttcttttccaagaaaactgtttttagggcaccccaccaatttaaaa(T)1197 79807203 79807299 TGTTGCATCGCATGATAGGT GTAACCATGCAATTGGGCTC 243

Ai01B17855 Araip.B01 17855 p2 (AT)6 12 79807863 79807874 CTTGGGACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 228

Ai01B17856 Araip.B01 17856 p2 (TA)12 24 79817791 79817814 CAACCTCCCCACACTTAAACA TGTTCCCTGCTTTCATGAGC 272

Ai01B17858 Araip.B01 17858 p2 (TC)6 12 79824119 79824130 TTCACCACTTACTTTGGGGC GTGTGGAAAATTGGGTTTGG 226

Ai01B17863 Araip.B01 17863 p2 (AG)6 12 79840900 79840911 TCTTATCCTTGCTCCTGCTCA TTCTTCTCCCTCTTTTTAAATTCG 258

Ai01B17865 Araip.B01 17865 p4 (AATA)6 24 79848502 79848525 GTGTGGGAAAAGTGGGTTTG TTCACCACTTACTTTGGGGC 255

Ai01B17867 Araip.B01 17867 p2 (AT)6 12 79850053 79850064 GCGTAGTTAATTCGCGTGGT CTTGATGCAACCCAGAGCTA 205

Ai01B17871 Araip.B01 17871 c (T)10cttttttcttctttttttctttatttttttcttta(T)1055 79886091 79886145 TTTAGCCGCTTAGGCCAGTA AAGCAAAAGCTTGCGAAGAA 209

Ai01B17873 Araip.B01 17873 p4 (TTTA)8 32 79898063 79898094 CCATCATGGAGAAAGGGAGA CCTTTTTCAAAGCTTCCTAATCA 176

Ai01B17874 Araip.B01 17874 p4 (AATA)5 20 79902002 79902021 CAGGTTCCAGATCAGCTTCA TTCGAATTCTCTCTCCCTCATC 266

Ai01B17876 Araip.B01 17876 p6 (TTTTTA)5 30 79905139 79905168 TCGCAACGCTGTTCTTACAT CTAAGCTCGGATCAGGCAGT 235

Ai01B17879 Araip.B01 17879 p2 (AT)6 12 79931702 79931713 TTTTCTTAAACTGCCGGTGG GGCTGGGGAATTCCAGTAGT 270

Ai01B17882 Araip.B01 17882 p4 (TTTA)6 24 79940065 79940088 TATGAAGCAGTGGTGGGGTT TCGAAAATCTTCACCCATTTTT 192

Ai01B17883 Araip.B01 17883 c (A)10caagaaaagatgcagatcaagaaaaactaaagatcaaacaagaaaagtaaacaagaacaacttgaagatgaagaaagaacaaagaacacaaatttcg(A)11118 79940723 79940840 GGCAGTAAATGTAACACTTGTTTTG TTTTTCTTTTTGGTTTTGAGTCTTC 280

Ai01B17884 Araip.B01 17884 c (T)11cttctttttttctttatttttttcttta(T)1049 79945768 79945816 TTTAGCCGCTTAGGCCAGTA TGAAAGCAAAAGCTTGTGAAGA 205

Ai01B17885 Araip.B01 17885 p4 (AATA)5 20 79950165 79950184 CAGGTTCCAGATCAGCTTCA TTCGAATTCTCTCTCCCTCATC 266

Ai01B17886 Araip.B01 17886 p6 (TTTTTA)5 30 79952946 79952975 CTGGGGAGTTGCAATTGTGT GCAGCTAAGCTCGGATCAAC 179

Ai01B17889 Araip.B01 17889 c (T)10gcctatttgttttcctg(T)1037 79972119 79972155 TTGCTACTTTGCCACTTTTTG GTTGGTCAGCCTTCTCTTGC 240

Ai01B17892 Araip.B01 17892 p4 (AATA)5 20 79991156 79991175 AAAAACTGTGGGAACATGGG TTGGGGTAATTTTGTCCCCT 199

Ai01B17895 Araip.B01 17895 c (A)10gaagaaaaaaaaagagaaaaagagaaaaagagaaa(AT)861 80013563 80013623 GGAAAATTGTGGGAACATGG TGGGGTAATTTTGTCCCCTT 249

Ai01B17897 Araip.B01 17897 c (CT)8aattttcgaaaatatcttccccctttttcaaaaatttctttttttattattttaa(T)1081 80021914 80021994 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGGTTCGGATTTTTGGT 280

Ai01B17898 Araip.B01 17898 p2 (CT)6 12 80022148 80022159 AACATCTCTCCCTCACCCAC TCCTTTTTCTTTGTCCCTGC 174

Ai01B17900 Araip.B01 17900 p3 (TTC)5 15 80029065 80029079 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai01B17901 Araip.B01 17901 p2 (GA)6 12 80068612 80068623 GCTGCCCCAATCTGAATCTA TGACTGTGCCACTGATTCTCA 139

Ai01B17904 Araip.B01 17904 p2 (AT)6 12 80089651 80089662 CATGTGTCGGTTAGCACCTG CTTGAGGCAACCCAAGAGAT 273

Ai01B17906 Araip.B01 17906 c (AC)19atatatatgtgtgta(TG)767 80097482 80097548 GGATCCTAACCTCCCACCAT CAAAGGTGGTAAGGTGCTTCA 270

Ai01B17911 Araip.B01 17911 p3 (AGA)8 24 80147920 80147943 CGGTCTTAGGTGCCATCAAT AACCACATCTCCCTCTCCCT 155

Ai01B17914 Araip.B01 17914 p3 (CAT)5 15 80157646 80157660 CTTGGCAGAAGGAACAGGAG TCCAGGGTCATCTTGTAGGC 188

Ai01B17915 Araip.B01 17915 p4 (AAAG)5 20 80160020 80160039 CCAAAAACATGCATCACAGC GGTGACTGTTTTGGTGCCTT 260

Ai01B17918 Araip.B01 17918 p2 (AC)10 20 80199424 80199443 TGAGTCAACCTCTAAGACGGAA GTGTGTGTGTGTGTGTGTGTGT 254

Ai01B17919 Araip.B01 17919 c (AC)23at(AC)8 64 80199597 80199660 CATACACACACACACACACACAC TTTTGGGATTTTCAATCTATGTACT 279

Ai01B17920 Araip.B01 17920 p2 (CT)6 12 80210421 80210432 CCTCATCCCCTCATTTCTCA GAAAGAGAGAGGCGCTACGA 266

Ai01B17921 Araip.B01 17921 p3 (ATC)5 15 80211596 80211610 TGAACGAATTCATTTTCTATTCCA CATCATGTGATTTTTGTTTGCAT 227

Ai01B17923 Araip.B01 17923 p2 (TC)6 12 80222468 80222479 TTTGAGCCTATTGCATGGTT GGGCTCAAAATTGGTTAGCA 218
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Ai01B17930 Araip.B01 17930 p2 (AT)6 12 80254253 80254264 TCATCCCTTCTTAACTGGCG GTCGTAATACCTTGCCACCC 201

Ai01B17932 Araip.B01 17932 p3 (ATA)16 48 80256282 80256329 GAAACCGGAAGTTCGAAGAA TTATCAAGTTCGATATCCGCC 270

Ai01B17933 Araip.B01 17933 p2 (TA)7 14 80259155 80259168 AAAATCGTGTCACACTCGCA TCGACTTGGAGATACAGGGG 217

Ai01B17939 Araip.B01 17939 p2 (CT)6 12 80327692 80327703 GGAACATTGAACTTGGAATGAA TTTCAGCCCAGAACACACAG 210

Ai01B17942 Araip.B01 17942 c* (A)11(AT)9* 28 80337640 80337667 TGTAGAACCCCACAAAGAGGA GGGTTCAACATCTGCTACCAA 256

Ai01B17944 Araip.B01 17944 p2 (CT)6 12 80339862 80339873 GGAACATTGAACCTGGAATGA TTTTTGGGCTGTTTTTGACC 234

Ai01B17946 Araip.B01 17946 p2 (AT)7 14 80349610 80349623 TTTAGCTCCAGTTTCCAGCC GGATCCCACAATCTTCCAAA 274

Ai01B17947 Araip.B01 17947 p3 (ATT)5 15 80354652 80354666 CCCATTTTACCGGCAATTTA CAAAGCACTTTGCCTCCAT 280

Ai01B17950 Araip.B01 17950 c (T)14(CT)7 28 80365830 80365857 TGGAAACTTGATTTTTGATGTTG TTTTCTTCAGTATGGGCAGC 248

Ai01B17951 Araip.B01 17951 p2 (TA)6 12 80365959 80365970 AGCTGCCCATACTGAAGAAAA TTTCACAAACCTAAGTGTATAGCCC 110

Ai01B17952 Araip.B01 17952 c (GAA)17gaggaggcacggaga(AAG)581 80367739 80367819 GTGGTGTTGATGACGACGAT ATTCACGCGTTTTTCACGTT 190

Ai01B17959 Araip.B01 17959 p2 (TA)10 20 80420013 80420032 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 277

Ai01B17961 Araip.B01 17961 c (A)10tttttttttgtggtagggtttttagaatttatggaatttagaaatcagggttcttgacatgttcatgt(A)1593 80453742 80453834 AAGATGCCTGGTGCTTATGG CAAGGAGGAGCCAAATTCAT 200

Ai01B17962 Araip.B01 17962 c (T)10attttttgaaaaatcaacaagaaaacaccaaacttaaagtttggcacaggatttaat(A)1077 80456290 80456366 TTTGGAGGGAAAACACCAAG AACGTGGTGTTTATGTTCATGG 268

Ai01B17963 Araip.B01 17963 p2 (GC)6 12 80486152 80486163 GGCTTAAACACCTGCCAAAA AGTGAGCATGACTCTCGGGT 167

Ai01B17965 Araip.B01 17965 p3 (GAA)6 18 80543851 80543868 AGCTCCTCCCCCTAATGAAA TTTTGGGGGACTTTTTCTTG 241

Ai01B17966 Araip.B01 17966 p2 (GC)6 12 80545255 80545266 ACAGAGGTTCAAATGAGGCG AAATGAGCTGCAAAATCGCT 186

Ai01B17968 Araip.B01 17968 c (T)10ctttctcttcttcctctcttg(A)1041 80548889 80548929 ACGGATTTGTCCCCTGTTTT ACAAGGGGTCATGAGTGAGG 269

Ai01B17970 Araip.B01 17970 p2 (AT)6 12 80565861 80565872 TGTACAAAACCCAAGGCACA TGCTAGATCATGGAGCAACAG 268

Ai01B17974 Araip.B01 17974 p3 (GAA)6 18 80619226 80619243 CCCCTAATGAAAATGGGGTT TTTCTCACCGGTCTTCTATTTTG 165

Ai01B17976 Araip.B01 17976 p3 (GAA)7 21 80631586 80631606 CCCCTAATGAAAATGGGGTT TTTCTCACCGGTCTTCTATTTTG 168

Ai01B17983 Araip.B01 17983 c (AT)10(GT)7 34 80679330 80679363 TACTTAGCTTTCCCTCCGCA TCGCGAAAATAAAAGTGCAA 228

Ai01B17984 Araip.B01 17984 p3 (TAA)6 18 80682467 80682484 GTTAAGAACGGCATTTCGGA TAGCAATACAAAACGCGCAG 182

Ai01B17985 Araip.B01 17985 p2 (AT)8 16 80686700 80686715 TTCATCTGCCATCTCCAGTG AAAAACACCACGGCTTGAAC 252

Ai01B17989 Araip.B01 17989 c (T)10gttctctctctgttctcttc(T)1343 80702675 80702717 TTATTCTTTTGGGCCCTCCT CAGTGAAAAACACAAAGCTTGC 219

Ai01B17990 Araip.B01 17990 p2 (TC)7 14 80714838 80714851 CTTTTTGTTTGTTTCTTAACTTTTTCA TGGGAGAGAAGGAATTTTCG 229

Ai01B17991 Araip.B01 17991 p3 (TAT)5 15 80715177 80715191 CCCCCTCTTTTCTTCCACTC GTTCTTGTCCTTGCTCCTGC 121

Ai01B17993 Araip.B01 17993 p3 (AGC)5 15 80728420 80728434 GGACAAGGGTGGCTTCACTA GGAGCCAAGTGGTGGTAAAA 230

Ai01B17994 Araip.B01 17994 p2 (GA)8 16 80733375 80733390 GGGGGAAGGAGAGAAAGAAA CGTCAATCAGTTTAAGCGCA 240

Ai01B17996 Araip.B01 17996 p2 (CT)6 12 80752808 80752819 TGAATTTGGGAAGGAACAAGA GTGACAGAGCGTCACATGCT 245

Ai01B17997 Araip.B01 17997 p3 (ATT)16 48 80754737 80754784 GCACTGGCCAACACCTAATC GGTGGGTCACCGGTAATATG 231

Ai01B17999 Araip.B01 17999 c (T)10cgaaaacatatgagagatttttgaaaatatttttgaaagaaa(T)1163 80767083 80767145 TCCATTGAAGGACTCCCTTG TGGACAACTGACGGTTCATC 280

Ai01B18000 Araip.B01 18000 p2 (TA)6 12 80771517 80771528 CCCCTGGTTCTCATTCCATA CTCGACCTGCGAAACTAAGG 238

Ai01B18004 Araip.B01 18004 p2 (TG)6 12 80807736 80807747 GCTGCTTACCAGTGACACGA ACAGCAGCCATCCCTCATAC 238
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Ai01B18005 Araip.B01 18005 p3 (AGA)6 18 80813734 80813751 GCTTTTGTCTTCCCTTTCCC TCACACCACACACCCCTCTA 222

Ai01B18007 Araip.B01 18007 p2 (TG)7 14 80891628 80891641 GGCAGCATCTTTTCCATCTC CTTTCCTCAGCCTCTGAACG 136

Ai01B18008 Araip.B01 18008 p2 (TG)7 14 80893352 80893365 GGGCAGTAGCTCTTCCCTCT GTTTCCCTTTCCTCAGCCTC 140

Ai01B18009 Araip.B01 18009 p2 (TG)7 14 80898468 80898481 GCAGCAGCTCTTCCAACTCT CTTTCCTCAGCCTCTGAACG 132

Ai01B18021 Araip.B01 18021 p3 (AAG)5 15 80975667 80975681 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai01B18025 Araip.B01 18025 p5 (TAAAA)5 25 80996532 80996556 CCGAATTCAAAAGAAAAGAAAA CCCTAACCACTTTCTCTCTCTCC 201

Ai01B18026 Araip.B01 18026 p2 (TC)6 12 80999155 80999166 AACCCACACCCCTTTTCTTC GGCACAGGGATGAGAGAGAG 172

Ai01B18027 Araip.B01 18027 p2 (TC)6 12 80999278 80999289 TATCTGCTCATCATGCGTCC CTGTGACGCAGAAGCAGTGT 276

Ai01B18028 Araip.B01 18028 p2 (CT)6 12 81006042 81006053 TGAACCAAAGGGGAAATTGA AGAGGCAGCATAGTGGAGGA 148

Ai01B18030 Araip.B01 18030 p2 (AT)6 12 81022578 81022589 TGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 278

Ai01B18035 Araip.B01 18035 p2 (AT)8 16 81087590 81087605 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 265

Ai01B18036 Araip.B01 18036 p2 (CT)6 12 81094018 81094029 CATTGAACCTGGAATGGAGAA AGAGGTTGCAGAGTGGAGGA 158

Ai01B18037 Araip.B01 18037 p2 (CT)6 12 81095018 81095029 ACCTTCACCCTGTGACCAAC TCAATGAAACTGGGAGGAGC 163

Ai01B18039 Araip.B01 18039 p2 (CT)6 12 81108867 81108878 GGATTCCTTGGACCCTCATT CCCTAGGAATGCGAATGAAA 197

Ai01B18043 Araip.B01 18043 p2 (TA)8 16 81146756 81146771 TTGTATTTTGCACTTTGGGC TGTGAATTTTAAATGCCTTTCG 263

Ai01B18045 Araip.B01 18045 p2 (TC)6 12 81157791 81157802 GCCAGAAATAGGCACAGAGC GAGGTGTGATGGGAAGGTGT 239

Ai01B18047 Araip.B01 18047 p2 (GC)6 12 81172188 81172199 CACAAGCTCCTATTGTGCGA GAGTGCAGACTAAAAGGGCG 219

Ai01B18053 Araip.B01 18053 p2 (AG)6 12 81219607 81219618 GGTTTCGAATTTGGTGAGTGA TCTCATCTTTTTCAAAACCACC 276

Ai01B18058 Araip.B01 18058 p4 (ATTT)6 24 81250466 81250489 TGCAATGAATGAAAGTAAGCAA TTTGCACCCTGTTTTTCTCC 254

Ai01B18060 Araip.B01 18060 p2 (GT)6 12 81271734 81271745 TCGAGAAAACACAACTGGCA CCTCGCAAGAGTCCTTTGAC 233

Ai01B18061 Araip.B01 18061 p2 (TA)6 12 81272410 81272421 AACCCCGACCCTACTAAGGA TGGTTAAAGTGCGCATACGA 226

Ai01B18063 Araip.B01 18063 p2 (GT)7 14 81279873 81279886 TGAGAGTGCTTTCCTGGGAT AGGCAAACCACTGCAAGAGT 278

Ai01B18066 Araip.B01 18066 p3 (AAT)5 15 81296337 81296351 TCTTATCCTTGCTCCTGCTCA CCCAAACTGGCACAAAAACT 201

Ai01B18067 Araip.B01 18067 p3 (GAA)5 15 81307832 81307846 CGGTCTTAGGTGCCATCAAT CCTTCTTGGTCGAACCACAT 162

Ai01B18071 Araip.B01 18071 p4 (TTTA)7 28 81329961 81329988 GCAATTGCAATAAAAGAAAATGG TTTGCACCCTGTTTTTCTCC 228

Ai01B18075 Araip.B01 18075 p2 (CT)7 14 81361517 81361530 TTCTTATCTTTTTCAAAACCACCA TCGAATTTGGTGAGTGATGTG 273

Ai01B18076 Araip.B01 18076 p3 (TTC)5 15 81364518 81364532 AATTTCCCACCTAACCCACC CGGTCTTAGGTGCCATCAAT 267

Ai01B18079 Araip.B01 18079 p2 (TA)12 24 81378314 81378337 GGGGCATTTTTGTACCCTTT CTTGGGACATTGGTTGAGGT 228

Ai01B18083 Araip.B01 18083 p3 (GAA)5 15 81447049 81447063 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai01B18084 Araip.B01 18084 p2 (AG)7 14 81450052 81450065 AAGGGTGTCATGGAGAAAGC GGGGCTACCTTCTCCTCATC 280

Ai01B18085 Araip.B01 18085 p3 (GTG)6 18 81450366 81450383 GTCCTCTGTTTGGCAAGAGC ACAAGCACTGGTATGCTCCC 183

Ai01B18090 Araip.B01 18090 p2 (CT)6 12 81475239 81475250 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAAGGTGGGGGAGGG 244

Ai01B18091 Araip.B01 18091 p3 (TAT)5 15 81475581 81475595 TTCGAAAATTATCCCTCCCC TCTTATCCTTGCTCCTGCTCA 234

Ai01B18095 Araip.B01 18095 p2 (AG)6 12 81489085 81489096 AAGCAAAGTGCTAGGTGGGA CTCCGAGTGTGGCTCTCTGT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B18099 Araip.B01 18099 c (TA)34ttttgacatatttttttttatagcttatcaatgcacatagaattttaattcttatagtttcacatgagtaggtatcc(AT)8161 81569866 81570026 CAAGAATTCTCTCTATAGGGCATCA GGCTCAAATCTCACTTGCCT 276

Ai01B18104 Araip.B01 18104 p2 (AG)7 14 81601761 81601774 AGTGGAGCGTCCAACTTACG ATGCTCCAGCGTGACTCTCT 271

Ai01B18107 Araip.B01 18107 p3 (GAA)5 15 81611499 81611513 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai01B18108 Araip.B01 18108 p3 (AAT)5 15 81615423 81615437 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 170

Ai01B18109 Araip.B01 18109 p2 (GA)6 12 81615753 81615764 GGAATTTTGAAAAAGGGGGA TTGTGATTTCTTGTGAATCAAGTC 279

Ai01B18112 Araip.B01 18112 c (A)10tatggc(A)10 26 81631272 81631297 TGAAGCAAGAAAAAGCAGTGAA TTTAGCCGCTTAGACCAGGA 238

Ai01B18120 Araip.B01 18120 p2 (CT)7 14 81658311 81658324 TCTTGTGAATCAAGTCATTAATTGTG GAAGGAGATGAGGGAGAAGGA 275

Ai01B18121 Araip.B01 18121 c* (A)10(AG)7* 23 81673219 81673241 TAGTGGGGCGTCCAACTTAC CCAGCGTGACTCTCTGTTCA 265

Ai01B18123 Araip.B01 18123 p2 (AT)8 16 81677015 81677030 TGAGGGTTCCATGCTTGAAT TTAAACATTAACATGTCCTCATGC 275

Ai01B18124 Araip.B01 18124 c (A)10catgtacaagtactattcattattcacatgaacg(A)1862 81685333 81685394 TCACGGCTATAAGCTCAGGAA TTCCTTTTTGACCAAGCACC 207

Ai01B18125 Araip.B01 18125 p2 (AT)8 16 81699417 81699432 TGTCATGCAATGCAATCTAATC CAACATCCAGTGAGGGTTCA 279

Ai01B18132 Araip.B01 18132 c (T)10ctttattttcgc(T)1032 81761822 81761853 TTATTCCTTTGGGCCTTCCT CAGTGAAAAGCAAAAGCTTGG 177

Ai01B18138 Araip.B01 18138 p3 (AGA)6 18 81791413 81791430 TGAGAGAAATGGTGAAGGGG TCGCTTATTTCTCCACCCAC 231

Ai01B18140 Araip.B01 18140 p2 (TC)6 12 81802714 81802725 TAAAGTGTGGGAATGCACCC CCTTAGATGGGAAGCAATGG 261

Ai01B18144 Araip.B01 18144 p2 (TC)7 14 81816839 81816852 TAAAGTGTGGGAATGCACCC TGCAACATGGGAGAGATTCA 253

Ai01B18148 Araip.B01 18148 p5 (TAAAA)5 25 81924244 81924268 TGATGCGGATTGCAAATAAA TTCGAAAATCCTCAACCACA 183

Ai01B18151 Araip.B01 18151 p2 (TA)8 16 81943208 81943223 TATGTGCGCATTCCTTCAAA AGCCCCATGTGCTCAATAAG 190

Ai01B18157 Araip.B01 18157 c (CT)6cattttcgaaaatatcttccccttttttcaaaatttctttttaatttattaattattttattttttaaatcttaattttcgaaaattactaacatttttc(A)15127 81977930 81978056 TTTCTTATCTTTTTCAAAACCACC TGTGAGGAGGCTAGAGATGTGA 280

Ai01B18160 Araip.B01 18160 p3 (AAC)15 45 81995690 81995734 CTGAACTGGAGAAGGAATTGTG CTGGTTTCTTCCCCCTCTCT 272

Ai01B18161 Araip.B01 18161 p3 (TGG)5 15 81995943 81995957 AGAGAGGGGGAAGAAACCAG TTTGGACAAAAATACCCTCACC 235

Ai01B18164 Araip.B01 18164 p4 (TTAT)6 24 82015214 82015237 AAATCAAGCCCAGCTATCCA GGAATTTGGGTGCTTTCTCA 230

Ai01B18167 Araip.B01 18167 p2 (TA)14 28 82042548 82042575 GCTATCCCGAGAAGGACACA CACACAAAATGATGACAAAACG 211

Ai01B18168 Araip.B01 18168 p2 (CT)14 28 82045703 82045730 GTGGGGTCCCTAGCTAGTCC AGGAGTGTGCGCATGTAGTG 226

Ai01B18171 Araip.B01 18171 p2 (AG)6 12 82074235 82074246 TGAGAGAGAAAGGGAATTTTCG TTTCTGTTGGTTTCTTATCTTTTTCA 220

Ai01B18175 Araip.B01 18175 p2 (AG)6 12 82102617 82102628 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 195

Ai01B18178 Araip.B01 18178 p2 (CT)6 12 82105922 82105933 TAACGCCAGGAATGGGTAAG GGATGTGAGGGGTGAAGAGA 273

Ai01B18181 Araip.B01 18181 p4 (TAAA)6 24 82142765 82142788 GATGATTGGGCACCAGTTTT CCATGATGGAGAAAGGGAGA 227

Ai01B18182 Araip.B01 18182 p6 (CTTCCT)7 42 82151570 82151611 TAGCTGGGCTTATGCCCTTA TCTTGCCTCTTGAAGTGGGT 278

Ai01B18184 Araip.B01 18184 p3 (CAA)7 21 82163779 82163799 AAGCTACCATGCCAACCAAG AGGCCAAACCTCAGTAGTGC 191

Ai01B18185 Araip.B01 18185 p2 (CT)18 36 82175526 82175561 TGGAAAACCGCTTCTCTTTC CAACACCCTCACTCCTCCAT 197

Ai01B18186 Araip.B01 18186 p4 (TTAT)6 24 82178403 82178426 TGCACCGATCCTTTTATTGA TGGAACTTGGGTTGATGAGA 209

Ai01B18190 Araip.B01 18190 p3 (AGA)5 15 82196885 82196899 TGCAGTGCACAAATTCAACA GGCATAGTGGCTGTCATTCA 250

Ai01B18191 Araip.B01 18191 p2 (TC)19 38 82212532 82212569 CCCTTCCATTGCTTTTGTTC GGGGGAGAAAGAGGAGAATG 227

Ai01B18192 Araip.B01 18192 c (CT)6ccttctctctcccctcctctcttttctctttctttttctctttttctgtctctctcct(TC)886 82213151 82213236 CTCTCTCCCCGTCCCTTTT TCCCTCTTCTCTCTCTTTTCTCC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B18193 Araip.B01 18193 c (GA)8ggaaggagaggg(GA)640 82213536 82213575 GGAGCGAGAGAGAGAAAAGAGA AATCATCTCTCCCCATTTTTC 204

Ai01B18194 Araip.B01 18194 p2 (GA)6 12 82213746 82213757 TGGGAGAGAGAGAAGGATAGGA CCCTCTTTCTCCACCTCATC 210

Ai01B18195 Araip.B01 18195 p2 (GA)7 14 82213893 82213906 GAGAGGAGGGGGAGAGAGAA CCGGTTAACCAAAACCAAAA 252

Ai01B18199 Araip.B01 18199 p2 (AG)13 26 82254923 82254948 CTGCAACATGGGAGATATTCA CAAAGGGAGCTCGCATATTT 243

Ai01B18200 Araip.B01 18200 p2 (AG)6 12 82269061 82269072 AAGAACATTAAACTTGGGATCCAG TGGTTCCATTCAAGGAGAGC 145

Ai01B18203 Araip.B01 18203 p2 (AG)7 14 82280742 82280755 TCAAATAACAGTCTGTAACATGGAA GTGGGAATGCTTCCTTTCAA 245

Ai01B18204 Araip.B01 18204 c (T)10cttctccttttttttgtatccccttatttaattactta(AT)11ta(T)1082 82292073 82292154 TTGTCCCATGTGCATTGATT TGGGATCATGGGATGATATG 251

Ai01B18206 Araip.B01 18206 p2 (AG)7 14 82304876 82304889 GAGAGAGGGAGAGGATTTTCG TTCCCAACTCCTTATCTTTTCAA 269

Ai01B18215 Araip.B01 18215 p2 (TA)6 12 82370938 82370949 TTTGGGGAGGTTGTCTGAAC CCACACCATTAAGGCTCAAA 262

Ai01B18216 Araip.B01 18216 c* (A)10(AT)6* 21 82371521 82371541 GAATGGGAAAACTTGGGACA TTCACTTTGGGGCATTTTGT 278

Ai01B18220 Araip.B01 18220 p2 (TA)6 12 82409038 82409049 CAAAATCCAGTGAGGGTTCAA CGACCGCATCATGTGTATTC 230

Ai01B18221 Araip.B01 18221 p2 (TC)8 16 82409389 82409404 CGCATATTTTCACCTTTCAATG TGGCAACTTAAATCAAGAGAACA 279

Ai01B18222 Araip.B01 18222 p2 (TA)9 18 82412182 82412199 TTTTGACTACTGGCCTTGGG TTTTTCCCAAAAAGAAAATCCTC 169

Ai01B18227 Araip.B01 18227 p2 (TA)6 12 82472410 82472421 TACTTTGGGGCATTTTGTCC GGGTGGGGATAAAAGGATGT 250

Ai01B18230 Araip.B01 18230 p2 (AG)6 12 82514827 82514838 GAGGAAGAGGGTTCGAATTTT TCTTTTTCAAAACCACCTAACTACC 279

Ai01B18231 Araip.B01 18231 c (T)10ggtttttatgattttattaaatttttttaga(T)1051 82515843 82515893 AAACATGCAATTGACACCAAA TGCTGGTTAGTTGTGCGAAG 274

Ai01B18232 Araip.B01 18232 p2 (AT)11 22 82525894 82525915 ATGGGTTTATCAACCTCCCC TTTCCCATCTCATTTGCTAAAA 276

Ai01B18233 Araip.B01 18233 p2 (CT)6 12 82544486 82544497 TTTCTTAACTTTTTCAAAACCACC GGGGGAGGGATAATTTTTGA 218

Ai01B18234 Araip.B01 18234 p3 (TAT)5 15 82544826 82544840 TCAAAAATTATCCCTCCCCC CAGGTTCTGGATCTGCTTCC 265

Ai01B18235 Araip.B01 18235 p4 (AAAT)7 28 82570909 82570936 TCTCCCTCATCAAATTTTTCG CCATGATGGAGAAAGGGAGA 142

Ai01B18236 Araip.B01 18236 c (T)10at(A)10 22 82577615 82577636 TCCACTTCCCAGAACAAAGG AGCATTGCCACCACATGTTA 263

Ai01B18239 Araip.B01 18239 p2 (TA)6 12 82613254 82613265 GAGTGAAGGCAGAATGGTGG TCCATGTTTGATCATTGCTTG 251

Ai01B18240 Araip.B01 18240 p2 (AT)21 42 82613854 82613895 TTCCCACTTTTGCATCACAT TTGACAAAATATTGGGAATTTGG 268

Ai01B18246 Araip.B01 18246 p2 (TA)6 12 82647417 82647428 ACCCCCGTTAACAAGGTTTT AAACATGCAAGCAACCCTTT 253

Ai01B18251 Araip.B01 18251 p3 (AGA)5 15 82697635 82697649 AATGCTAATTGGTTGGACCG GCAAATCGGAGTACCGTAGC 199

Ai01B18252 Araip.B01 18252 c (A)12gagagatatatgcg(A)1036 82711894 82711929 TTGTTGGCTCTTGAAAGAATGA TTGCGTTTTGGTTTAAAGGG 200

Ai01B18264 Araip.B01 18264 p3 (GCC)5 15 82774303 82774317 CTGCCCTTTCTCCCTCTTCT AATGAGGTGGGGAAACAATG 255

Ai01B18268 Araip.B01 18268 p2 (TC)6 12 82789913 82789924 GGAGCTCGCATATTTTCACC GCAATGGCAACTTAAATCAAGA 278

Ai01B18269 Araip.B01 18269 p2 (TA)7 14 82793722 82793735 CTTGATGCAACCCAGAGCTA CACCCACTGAAGTTGCTTGA 114

Ai01B18270 Araip.B01 18270 p2 (TA)9 18 82794921 82794938 TGAACAAGTCAGGACCTGGG TTCGTTGTTAAACGCGTAGC 279

Ai01B18273 Araip.B01 18273 p2 (TA)6 12 82800778 82800789 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 275

Ai01B18274 Araip.B01 18274 p2 (TC)6 12 82801610 82801621 AGGGAGCTCGCATATTTTCA GCAATGGCAACTTAAATCAGG 279

Ai01B18277 Araip.B01 18277 p3 (AAT)5 15 82808507 82808521 CAGGTTCTGGATCTGCTTCC TTGAAAATTATCCCTCCCCC 263

Ai01B18278 Araip.B01 18278 c (T)11cgaaaatttttgaaattaaaaataaaaaataaaaataattagttaattaaaaagaaatttttgaaaaaaaggaaagatattttcgaaaat(GA)6113 82808752 82808864 GGGGGAGGGATAATTTTCAA TTTCTTAACTTTTTCAAAACCACCT 223
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Ai01B18281 Araip.B01 18281 p2 (AG)6 12 82818917 82818928 GGTTATAAAGTGGGGGAATGC CATGGAAAAGTTCATAAGCCAA 276

Ai01B18282 Araip.B01 18282 p4 (TAAA)7 28 82823583 82823610 TTCAGGTTTCGGATCAGCTT TTCTAATTCTCTCTCTCATCTCTTTCT 270

Ai01B18291 Araip.B01 18291 p2 (CT)7 14 82869950 82869963 TTTTGTTTGTTTCTTATGCTTTTCA GGGGAGGGAGAGGATTTTC 219

Ai01B18292 Araip.B01 18292 p3 (TTC)7 21 82871859 82871879 TTGTGTGCAAGGGCATTTTA CGGTCTTAGGTGCCATCAAT 243

Ai01B18293 Araip.B01 18293 p2 (CT)6 12 82878331 82878342 TGGAAAAGTTCACAAGCCAA GCCAAAGAATGGAGGAATCA 202

Ai01B18294 Araip.B01 18294 c (TGG)5gttcttctgattttcaattttgtcattgttgttgttgttatccattgttggctg(T)1483 82880325 82880407 GGGTTGCCAGAGAGAGGATA CAAGAACTCATTCGAAGAGAAAAA 278

Ai01B18297 Araip.B01 18297 p2 (AG)6 12 82897796 82897807 CCGGTGGTGGATAGAGAAAA CTGCCCTGTTGAGAGGTAGC 204

Ai01B18298 Araip.B01 18298 p2 (CT)9 18 82914382 82914399 AAATGGAACGTCAATCGGAG CCAACGGGCTAAAACAAGTG 219

Ai01B18302 Araip.B01 18302 p2 (GA)7 14 82929112 82929125 CATGCTGGGTGAGAAAGAGAG TGACCGAACTCAAGGGGTAG 214

Ai01B18304 Araip.B01 18304 p2 (AT)15 30 82949908 82949937 GGCCAGGAGTGTTGATTTGT AAAAGATTTGCGAGGACAGC 188

Ai01B18308 Araip.B01 18308 p2 (GA)8 16 82968624 82968639 ACACAGAGAGGGAGAATGGG CGAAAATCACTAACCACTTTTTCA 249

Ai01B18313 Araip.B01 18313 p2 (GA)9 18 83065532 83065549 TTGGGGAAGAGTGAATGAGG GCGTTAAATGCCAGGATTGT 208

Ai01B18325 Araip.B01 18325 p2 (CT)6 12 83110338 83110349 TTTCCTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 264

Ai01B18329 Araip.B01 18329 p4 (TTAT)6 24 83125807 83125830 TGCCTAGCTACCCATGATCTC TTGGGAATTTGGGTGCTTAC 235

Ai01B18331 Araip.B01 18331 p2 (TA)7 14 83143019 83143032 AGCTCAGGGCTTGGGATATT AACGTGGTTATTTTGCGAGG 261

Ai01B18334 Araip.B01 18334 c (T)10gctattttttttc(T)1033 83176441 83176473 TTGGCTTTTTCTGCTTGCTT GAATGAATGCTTGAACAGTGC 234

Ai01B18336 Araip.B01 18336 p2 (CT)6 12 83239813 83239824 TGCATTAATATGGAAATCGAATC TGGGGGAATCATTCATTCAT 280

Ai01B18337 Araip.B01 18337 c (A)10cacaacaaataaaaacaaaaaagttttattataaaaaagacaatccttagaaaaat(TTA)581 83241032 83241112 TCTTCTTTGAGAAATCATGGTCAA TTTCTTTGGCTGTTGCACTTT 241

Ai01B18339 Araip.B01 18339 c (TTTTA)5ttaaacctggaattatttatcgcatctacattaccattgcattatgcatactgcatat(A)1093 83262314 83262406 CCCACCAAGGTATGATCGTC ACAACTTTCGGTCAAGCACC 279

Ai01B18341 Araip.B01 18341 p3 (AAT)5 15 83284904 83284918 TTATTTTCGGCTGCCATCTC TTCTCCCACTCACACATGGA 242

Ai01B18343 Araip.B01 18343 p2 (AG)6 12 83285258 83285269 AAGATGGGAGAGAGAGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 246

Ai01B18346 Araip.B01 18346 p3 (TCA)5 15 83295213 83295227 GCAGACAGGCAGGGGTATTA TTGGGGAACAAGCAACTTTC 220

Ai01B18348 Araip.B01 18348 p2 (TA)7 14 83309202 83309215 AAGTGTAGCCTTATGTCCCTCAA TGTGAGATGTATGGATATTCAAAATTA 255

Ai01B18352 Araip.B01 18352 p4 (AAAT)5 20 83321049 83321068 CCACTTTTTCTCCCCTCATTT TGACCTCAGAGTCCTTCTGGA 187

Ai01B18353 Araip.B01 18353 c (A)12g(GA)6 25 83329707 83329731 TGAAGCAAGAAAAAGCAGCA GCACATGGCTAGGGACATCT 214

Ai01B18354 Araip.B01 18354 p2 (TG)6 12 83332598 83332609 GCTTAAAGGACCAGGGGTTC TTTCTGCTTACTGTGCGTGC 111

Ai01B18358 Araip.B01 18358 c (T)12ctatttttttccta(T)1036 83346988 83347023 TTTAGTCGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGTGAA 242

Ai01B18361 Araip.B01 18361 p4 (AAAT)5 20 83370733 83370752 GCCTTAAGCGGAAAAACAAA ATTGGGGTAATTCTGTCCCC 278

Ai01B18362 Araip.B01 18362 p2 (AG)14 28 83373299 83373326 TGAAAAATAGAAGGGAGAGAAGAGA TCTCTTCTTTTTCAAAACCTCCT 175

Ai01B18365 Araip.B01 18365 p3 (TCA)6 18 83410226 83410243 CCTTTTGGAGTTCACTTGCTT TTTTCAAGTGCTTGGGGAAC 160

Ai01B18367 Araip.B01 18367 p2 (TA)6 12 83426771 83426782 TCACGAGCTGGCTCAAATAA CCGAGCTTGAGCTTGGATAA 270

Ai01B18372 Araip.B01 18372 p3 (GAA)5 15 83464976 83464990 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai01B18373 Araip.B01 18373 p2 (AG)6 12 83468541 83468552 GATGAGGGAGAAGGATTTTCG AAATTGATTTTCAACTTTGTTTCAA 257

Ai01B18380 Araip.B01 18380 p2 (AG)7 14 83498754 83498767 GGAGATGAGGGAGAAGGAGAA TTCTTATCTTTTTCAAAACCACCT 249
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Ai01B18385 Araip.B01 18385 p3 (ATT)5 15 83522386 83522400 GGAAAAGGTTTGCTATTGCC CCTGAGAACCCTGGAATGAA 179

Ai01B18386 Araip.B01 18386 p2 (GA)6 12 83523720 83523731 CAGAGAGGGAGAGAGAGTTCCA CGAAAACTCCTCACCACCTT 241

Ai01B18389 Araip.B01 18389 p2 (GC)6 12 83542181 83542192 GGTGAGTGGTCGGAGACAAT TTATGCCACTTTTGTGCCTG 270

Ai01B18391 Araip.B01 18391 p2 (AC)6 12 83552313 83552324 AGGAAGCGTGAATTGTTGGA TTGGTTGCCCTTACCCTACA 228

Ai01B18393 Araip.B01 18393 p2 (AT)8 16 83569801 83569816 GTGGTGCCCTAAAAATGGAA TTTGGTTGTTGCACACTTTCA 242

Ai01B18401 Araip.B01 18401 p2 (CT)6 12 83669000 83669011 TTTCAAAACCAATTTCAATCATATC AAAGAAATTTTGAAAAAGAAGGAAGA 243

Ai01B18404 Araip.B01 18404 p2 (TC)12 24 83682507 83682530 CTGTTCCACCATGCACTGTC CAGGCACAGAAATTCAGCAA 251

Ai01B18406 Araip.B01 18406 p5 (AAAAT)6 30 83712805 83712834 GATGTGGGTGAGGATTTTCG GCTTATCTTATCTTTTCTAACCACAAA 179

Ai01B18408 Araip.B01 18408 p2 (TA)6 12 83733995 83734006 TGGGGTAATTTTGTCCCCTT CCAAAATAGAAAAATAATGGAAAATC 275

Ai01B18411 Araip.B01 18411 c (TA)7ttggttgcttgatgcaacccagagctatatc(TA)759 83772268 83772326 CAGAGAAAAGAGAAACCAGAACA TAGCTCTGGGTTGCATCAAG 193

Ai01B18414 Araip.B01 18414 p2 (CT)7 14 83783983 83783996 TGGGAAATTGAATAAATGAGGG CATTGTCCAAATCCCCAAAT 269

Ai01B18421 Araip.B01 18421 c* (A)10(AT)8* 25 83816041 83816065 TGGGGAAATTTGAATTTGGA TTCACCACTTACTTTGGGGC 240

Ai01B18423 Araip.B01 18423 c (A)10taaaat(A)10 26 83838727 83838752 TCGAGTTTGGACAACTGACG ACACGCCTAACATGCCCTAC 257

Ai01B18425 Araip.B01 18425 p2 (CT)8 16 83839682 83839697 TCTTTTCAAAATTTGTTTCAACC AGATGAGAGAGGGAGAATTTCG 250

Ai01B18427 Araip.B01 18427 p2 (TA)9 18 83856683 83856700 CGAGGACGATGCTCAATTCT CACAACCAACAACTAAGATGCAA 249

Ai01B18428 Araip.B01 18428 p2 (GC)6 12 83857964 83857975 AATGTATCAACGGACACGCA CCAGCGTTTTGCCATTAAGT 179

Ai01B18433 Araip.B01 18433 c* (A)13(AT)20*(A)14gagagagaaaaaaaag(A)1294 83944377 83944470 TAAGTGTGGGGAAAAGTGGG CACCCTTGCCTTTTGGTTTA 257

Ai01B18436 Araip.B01 18436 c (AGAAGG)5aggaggaggagaaggagaagg(AGA)17102 83959442 83959543 AAGGGTGGACGTGCCTAAGT TTTAAAGGCAATCACCATTCC 277

Ai01B18439 Araip.B01 18439 c (T)10ctttctctctttttttttc(T)1039 83979879 83979917 TTGCTCTTGCCTTTTGGTTT TTGTTGGCTCTTGAAAGAATGA 197

Ai01B18440 Araip.B01 18440 p4 (TAAA)6 24 83993119 83993142 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 199

Ai01B18443 Araip.B01 18443 p2 (TA)10 20 84016096 84016115 GAAGATTGTGGGAACAAGGG ATTGGGGTAATTCTGTCCCC 194

Ai01B18444 Araip.B01 18444 p2 (AT)8 16 84016687 84016702 AGAGTGCGCATACACCATCA CATGAAATGCAATGCAACCT 222

Ai01B18446 Araip.B01 18446 p2 (TC)8 16 84033197 84033212 TTTGATTGAAAAATTTTAGGTTTGG GGTGAGGATCTTCGAAAAATG 199

Ai01B18450 Araip.B01 18450 c (T)10aatttgcaatcatatcttctcaatcatatctttttcaaaataattctcaatcatatc(T)1077 84068824 84068900 TCAAATCTTTCTAATTTCTTCAATCA CAAAGCAAATTGAAAACTAAATTG 242

Ai01B18451 Araip.B01 18451 c (T)10caaaaattaaaatttaaaatttaaaataatagttaattaaaaagaaattttgaaaaagggggaagatattttcgaaaaat(GA)6102 84077525 84077626 GGATGAGAGAGAAGGAGGGAA TTTCTTAACTTTTTCAAAACCACC 235

Ai01B18455 Araip.B01 18455 p2 (TA)10 20 84098419 84098438 CAATGTTTTCTTTCCCATCTCA GAATGTCATGCAATGCAACC 206

Ai01B18459 Araip.B01 18459 p2 (GA)8 16 84148254 84148269 TCCAACACCAAGTAAAAAGGAAA ACCGCACAGCTTCTTTGATT 279

Ai01B18460 Araip.B01 18460 p2 (CT)6 12 84162898 84162909 CTTTTTGTTTGTTTCTTATCTTTTTCA CCACAGGTATAGAGGTTCCCC 264

Ai01B18461 Araip.B01 18461 p3 (TAT)5 15 84163133 84163147 GGGGAACCTCTATACCTGTGG TATTTTTGGCTGCCATCTCC 224

Ai01B18462 Araip.B01 18462 p3 (TTC)5 15 84165207 84165221 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai01B18466 Araip.B01 18466 p2 (CT)6 12 84193071 84193082 TTGTGATTTCTTGTGAATCAAGTC GAAATTTTGAAAAAGAGGGGAGA 279

Ai01B18467 Araip.B01 18467 p3 (TTC)6 18 84194973 84194990 ACACACCTCCCCCTTCTTCT CGGTCTTAGGTGCCATCAAT 151

Ai01B18490 Araip.B01 18490 c (A)10ggaaaaaaaactggaaaaaaccggaaaaaacaaaccagaaaaaaattcgggaaaaaaactgtg(A)1083 84283157 84283239 ATTACGGCTCGCCTTTAGGT GCTATCCCGAGGAAGAAACC 210

Ai01B18491 Araip.B01 18491 c (A)16cctgggaaaaaacaaacc(A)1044 84283641 84283684 AAGAACGAGGGTCAGCAGAA CATCTTTGGCAAGCTCCTTC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B18497 Araip.B01 18497 c (A)12cggaaaaaatcggaaaaaacaaaccgg(A)1049 84285031 84285079 TACGGCTCGCTTTTAGGTGT TCTGCTGACCCTCGTTCTTT 213

Ai01B18501 Araip.B01 18501 c (A)10tagaaaaaatcg(A)1032 84295964 84295995 GAAGGAGCTTGCCAAAGATG TTTCTGCTGACCCTCGTTCT 254

Ai01B18502 Araip.B01 18502 c (A)10ggaaaaaaaaactaaaaaaaaccgg(A)1146 84296122 84296167 CCTCGGGATAGCGTCATTTA TCTGCTGACCCTCGTTCTTT 212

Ai01B18516 Araip.B01 18516 p2 (GA)6 12 84303845 84303856 GTGAAAAGCAGCAAAAAGCC AACCTCTGTGGGTATGGCAG 186

Ai01B18519 Araip.B01 18519 c (A)12gaaaaaaaaactggaaaaaatcgaaaaaaaaaccaaaaaaaaattcaggaaaaaaactgtg(A)1083 84311503 84311585 ACAAATTTTCCCATCAAGCG TAAATGACGCTATCCCGAGG 205

Ai01B18520 Araip.B01 18520 c (A)12gaaaaaacaactggaaaaaaccggaaaaaattcgggaaaaaaactgtg(A)1070 84312148 84312217 ATTACGGCTCGCCTTTAGGT TCTGCTGACCCTCGTTCTTT 224

Ai01B18537 Araip.B01 18537 c (A)14cctgg(A)10 29 84322551 84322579 AAGAACGAGGGTCAGCAGAA CATCTTTGGCAAGCTCCTTC 276

Ai01B18538 Araip.B01 18538 c (A)12ccagaaaaaatttcgggaaaaaaactgtg(A)1051 84322732 84322782 AAGGAGCTTGCCAAAGATGA TAAATGACGCTATCCCGAGG 237

Ai01B18541 Araip.B01 18541 c (A)14taaaat(A)16gaaaaataaaaaaaccgggaaaaaatcg(A)1175 84362844 84362918 CCTCGGGATAGCGTCATTTA TTTTTCATTCTGCTGACCCC 253

Ai01B18542 Araip.B01 18542 c (A)14taaaat(A)16gaaaaataaaaaaaccgggaaaaaatcg(A)1175 84363050 84363124 CATTTAAAGAACGGGGGTCA TAAATGACGCTATCCCGAGG 212

Ai01B18545 Araip.B01 18545 c (A)11ccagaaaaaatttcgggaaaaaaattgtg(A)1050 84363601 84363650 AAGAACGAGGGTCAGCAGAA ACCTAAAGGCGAGCCGTAAT 143

Ai01B18551 Araip.B01 18551 c (A)10ggaaaaaatcg(A)12ccagaaaaaaattcgggaaaaaaattgtg(A)1072 84368140 84368211 CCTCGGGATAGCGTCATTTA TCTGCTGACCCTCGTTCTTT 206

Ai01B18562 Araip.B01 18562 c (A)12g(A)10 23 84375568 84375590 TGTCCTCCTCGAGATAGCGT TTCTGCTGACCCTCGTTCTT 236

Ai01B18564 Araip.B01 18564 c (A)10g(A)10 21 84376075 84376095 CAGAAAAACCAAACCGGAAA ACGCTATCTCGAGGAGGACA 276

Ai01B18568 Araip.B01 18568 c (A)10ctggaggagcatgccaaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagaaggagagtcagcagaacgt(A)12117 84377449 84377565 CGGGGGTTAGCAGAATGTAA CTCATCTTTGGCAAGCTCCT 277

Ai01B18573 Araip.B01 18573 c (A)47cgt(A)14 64 84378965 84379028 TACGGCTCGCTTTTACGTTT ATTTTTGGCAAGCTCCTCCT 213

Ai01B18577 Araip.B01 18577 c (A)11g(A)10 22 84393849 84393870 CCTCGGGATAGCGTCATTTA GTGCACTTGCCGGTTAGATT 182

Ai01B18581 Araip.B01 18581 p4 (AAAT)5 20 84395755 84395774 CCTCGGGATAGCGTCATTTA TCTGCTGACCCTCGTTCTTT 192

Ai01B18587 Araip.B01 18587 c (A)10ctggaggagcttgccaaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcag(A)12112 84398827 84398938 CGGGGGTCAGTAGAATGAAA CTCATCTTTGGCAAGCTCCT 268

Ai01B18604 Araip.B01 18604 c (A)16ggaaaaatc(A)1439 84402123 84402161 CGGCTCATCTTTAGGTGTCC TCTGCTGACCCTCGTTCTTT 229

Ai01B18623 Araip.B01 18623 c (A)11g(A)10 22 84444973 84444994 CGGCTCGTCTTTAAGTGTCC TAATGGCCTCATCTTTGGGA 159

Ai01B18625 Araip.B01 18625 c (A)11cggaggagtttcccaaaaatgaggccattacggctcgcttttacgttttctcctcgggatagcgtcatttaaagaacgagggtcagcactacgtagt(A)10118 84445351 84445468 AAGAACGAGGGTCAGCAGAA CTCATCTTTGGCAAGCTCCT 259

Ai01B18626 Araip.B01 18626 c (A)11cggaggagtttcccaaaaatgaggccattacggctcgcttttacgttttctcctcgggatagcgtcatttaaagaatttaaagaaccactacgtagt(A)10118 84445624 84445741 CTCGCCTCTAGGTGTTCTCG GCAAGCTCCTCCGATTTTT 253

Ai01B18627 Araip.B01 18627 c (C)10(T)10 20 84460747 84460766 TTCCTCAATCCCTCTTTTCAA TTTGTGTGTTTGGAATTCGTTT 277

Ai01B18630 Araip.B01 18630 c (A)15g(A)10 26 84471231 84471256 CCTCCGGATAGCGTCATTTA TTTTTATGTTCTGCTGCCCC 208

Ai01B18632 Araip.B01 18632 c (A)15g(A)10 26 84471542 84471567 TGAGGCTATTACGGCTTGCT TTTTTATGTTCTGCTGCCCC 240

Ai01B18634 Araip.B01 18634 c (A)15g(A)10 26 84471853 84471878 TGAGGCTATTACGGCTTGCT TTTTTATGTTCTGCTGCCCC 240

Ai01B18636 Araip.B01 18636 c (A)15g(A)10 26 84472164 84472189 TGAGGCTATTACGGCTTGCT TTTTTATGTTCTGCTGCCCC 240

Ai01B18638 Araip.B01 18638 c (A)15g(A)10 26 84472475 84472500 TGAGGCTATTACGGCTTGCT TCTGCTGACCCTCGTTCTTT 231

Ai01B18649 Araip.B01 18649 p3 (GAA)5 15 84484538 84484552 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai01B18653 Araip.B01 18653 c (A)15ttttcatctgttttcgg(A)1547 84512137 84512183 TTTGGACAACTGACGGTTCA CGCCTGACATACTCATTCCC 279

Ai01B18659 Araip.B01 18659 p2 (CT)6 12 84551395 84551406 AGCGATTTCTGAAGCCCTTT GGAACATTAAACCTGGGATTG 218

Ai01B18662 Araip.B01 18662 p3 (CTT)5 15 84560377 84560391 GACATTTTCTCACCGGTTTTC TCCTCCGCCTAATGAAAATG 172

Ai01B18663 Araip.B01 18663 p3 (CTT)5 15 84585791 84585805 GACATTTTCTCACCGGTTTTCT AGCTCCTCCCCCTAATGAAA 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B18669 Araip.B01 18669 p2 (CT)8 16 84634814 84634829 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 280

Ai01B18670 Araip.B01 18670 p2 (TC)6 12 84634983 84634994 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 216

Ai01B18673 Araip.B01 18673 p2 (TA)6 12 84647215 84647226 TTGACCAAGTGGGCAAGAAT GTGGTTTATCAACCTCCCCA 161

Ai01B18675 Araip.B01 18675 p4 (AAAT)6 24 84678360 84678383 GCTTCTGTCCTTGTCCTTGC TTTTCAAACATTGATTATCCCAAA 189

Ai01B18677 Araip.B01 18677 p3 (TTA)6 18 84686847 84686864 CTTGGTGGCCAACCTAAAAG TGAGAAATTTCACCCCCAAG 232

Ai01B18681 Araip.B01 18681 p2 (TA)9 18 84733772 84733789 TGGGAGATGATCTTCTATTTTTGG CATCATCCAATCACAATCCA 272

Ai01B18682 Araip.B01 18682 c (TA)7ttagtcgcctttagttatctttagtattacatttctagtcttgg(TA)874 84769129 84769202 GCATACCTTAAGTGTGGGAGATG CATCATCCAATCACAATCCA 280

Ai01B18683 Araip.B01 18683 p3 (TCA)6 18 84776806 84776823 TTTGCAGCAACTTTTGGTGT CCTCTTCCAAGTAATTTTGTAGCA 254

Ai01B18684 Araip.B01 18684 p3 (CTT)6 18 84777165 84777182 TGCAGCATACATTTCGGTGT GAAGATGGTGATGATGATGAAAA 169

Ai01B18685 Araip.B01 18685 p4 (AAAG)5 20 84777376 84777395 TGCTGCAAAATTACTTGGAAGA TTGGCTGCAAATACACAAAAA 133

Ai01B18690 Araip.B01 18690 p3 (AGA)6 18 84856674 84856691 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 278

Ai01B18700 Araip.B01 18700 p3 (TTC)5 15 84917191 84917205 CTTCTTGGCGGAAACACTTC CGCCATATTGGAGGACTTGT 234

Ai01B18701 Araip.B01 18701 c (A)10taggc(A)11 26 84918222 84918247 TGAAGCAAGAAAAAGCAGCA ACGCTAGATTTGGGCAGAGA 224

Ai01B18703 Araip.B01 18703 p2 (AT)12 24 84926048 84926071 AGCAGGGTAAGCCCTCGTAT TGGGTGGTACCCTAAAAATGA 280

Ai01B18707 Araip.B01 18707 p2 (TA)6 12 84960537 84960548 CAAATGCCGAAAGTCAAGGT GCAGGATGTAAGACCCCAAA 269

Ai01B18710 Araip.B01 18710 p2 (AT)7 14 84984817 84984830 ATAGCTGGCAGGGACACGTA TTGTGAAATGGTTGGGTTGA 217

Ai01B18714 Araip.B01 18714 p2 (CT)6 12 85016253 85016264 TGAAGAGTTCCTAAACTAAATTGGAGA GGGGAATCACAGGAATTTCA 252

Ai01B18715 Araip.B01 18715 p2 (TA)7 14 85018447 85018460 TCATCAACACCCCTGTACCA GCAGAAAAACTGTATGCCCAA 270

Ai01B18717 Araip.B01 18717 c (GA)7atcaaaagttttggtttgtggttgctttgaaatgatgaaattttgaggtattagatttttgtttttcttcattgtagaa(ATGAG)7128 85036060 85036187 TTCTGGGATGTTCAGGAATTG CTCCTTTCCCTTTCCCTCC 267

Ai01B18721 Araip.B01 18721 p2 (CG)6 12 85052668 85052679 GAGAAAAACAGGGGGCAAAT TAAAACCCGAGAGTTGTGCC 200

Ai01B18723 Araip.B01 18723 p4 (AATA)5 20 85061241 85061260 TTCCTTGGTGTTTTCTCTCCA TTCATTTCCGCTTATGTCCA 280

Ai01B18727 Araip.B01 18727 p3 (CTT)5 15 85109524 85109538 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 273

Ai01B18730 Araip.B01 18730 p2 (TC)10 20 85120688 85120707 AACATAGCACTACACCCCGC AGCATGATGGGACCTGAAAG 141

Ai01B18740 Araip.B01 18740 p2 (CT)6 12 85155679 85155690 TATTAAGCCATGCCTGACCC GAAATTTTGAAAAAGAGGGAAGA 211

Ai01B18741 Araip.B01 18741 p3 (TTC)5 15 85156689 85156703 ACACAACCCCTTCTCCCTCT GTCATTGGTCTTGATGGGCT 247

Ai01B18744 Araip.B01 18744 c (AT)6aaactatacaaactatacaatatattagtgaataattttaataactaattttagtatacgaataata(T)1089 85165870 85165958 TCCCATCTGTAAACACCCCT TGTTTTTAGGATAAACGAAGTAATTTT 272

Ai01B18746 Araip.B01 18746 p2 (TA)9 18 85168029 85168046 GCAAATTGTGAGCAGCCTTA TCAACTACTCATTAGCACAAGGAA 268

Ai01B18747 Araip.B01 18747 p2 (AT)7 14 85168210 85168223 TTCCTTGTGCTAATGAGTAGTTGA AGACTGGAGAGTCTCTTTCGGA 232

Ai01B18749 Araip.B01 18749 p2 (AT)7 14 85170640 85170653 GAGGAACCTCAACATGGGAT CACAGCCATCATTGCTTTTC 140

Ai01B18751 Araip.B01 18751 p2 (AG)7 14 85175228 85175241 TTGACCAGATGACAGCCAAG TCCATCTTGTCCAACGAACA 146

Ai01B18752 Araip.B01 18752 p4 (ATTA)5 20 85175526 85175545 TTTCAAAACCAAATTAGCCTCA AGCGAAAAGCAAGGTAGCAA 207

Ai01B18757 Araip.B01 18757 p2 (CT)6 12 85181772 85181783 CCTGGCATTGAAGTAATAAGCA TCGCAGTGATGAAAAACCAG 276

Ai01B18758 Araip.B01 18758 c (TTTA)5tttt(TA)9 42 85183116 85183157 CGATTTGGCCGTCAATTTTA GTGGGTTTGGAAACATTTGG 258

Ai01B18759 Araip.B01 18759 c (AAT)6agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)6102 85190963 85191064 CCATCTCCTCTTCCTGTTCG ACCAAAAATCCGAACCCC 279
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Ai01B18761 Araip.B01 18761 p2 (GA)19 38 85201397 85201434 GCAATGGCGTCTAAGTGATG GGAGAGAGGCAGAGAGCAGA 234

Ai01B18764 Araip.B01 18764 p2 (AC)6 12 85225513 85225524 AACTTGCGCGCTAAGAAAAC TGGAATGGGATTTTGGTGAT 276

Ai01B18766 Araip.B01 18766 c (A)13gaaaagaaaaagacaaca(AAAAT)556 85261146 85261201 TGGAATTGGGTGCATACTCA TATTGAGCTCCATTTTGGGG 223

Ai01B18767 Araip.B01 18767 p3 (AAT)5 15 85278597 85278611 GCTGCCATCTTCTTTTCCTG TCTACTCACACGGGAAACCC 229

Ai01B18768 Araip.B01 18768 p2 (AG)6 12 85278935 85278946 AGAATGAGATGGTAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai01B18772 Araip.B01 18772 p3 (AAT)6 18 85289612 85289629 GCTCTGGAAGCTCTGGATTG TCACATCTCTGCCATCCTCA 267

Ai01B18773 Araip.B01 18773 c (T)10gaaaaca(T)1027 85291815 85291841 CAGCCAGGCTTTACATGCTT TTTCGTGCACCAAGTTTTTG 245

Ai01B18774 Araip.B01 18774 c (A)14gaaaaagcatgttggaaaag(A)1044 85300153 85300196 AACAGTGCATATTTGAAGTTGGAA TTTTGCTCTTGCCTTTTGGT 250

Ai01B18777 Araip.B01 18777 p2 (TA)8 16 85318625 85318640 TGCTTTCTTTCCCATCTCAA ATGGGTTTATCAACCTCCCC 276

Ai01B18778 Araip.B01 18778 p2 (CT)7 14 85327715 85327728 AAAACCCCACCTACCTCACC ACCTTCATCACGTTCTTGGG 187

Ai01B18780 Araip.B01 18780 p3 (TAT)5 15 85331279 85331293 TCACATCTCTGCCATCCTCA CTCGGAATACCACAGACAAGG 255

Ai01B18781 Araip.B01 18781 p2 (GC)6 12 85355376 85355387 TTTTGGTATGGATGAATTGTTGA CACGGAATGGGCATAACTCT 266

Ai01B18787 Araip.B01 18787 c (T)11cgccatc(T)10 28 85378682 85378709 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 202

Ai01B18790 Araip.B01 18790 c (CT)6cctccatttttcttcttcttctccttctttctttcttcttttgctcggggacgagcaaacattttaagtttggtgtggtaaaagcatagc(T)12114 85452831 85452944 GCTGAACCCTAAACCTTCCC TTGCCTTCCCTTTCCTCTTT 275

Ai01B18800 Araip.B01 18800 p3 (CAT)10 30 85492577 85492606 TGAAGAAGTCGGCACAACAG TGAAGGAGCAGGTTCGAGTT 182

Ai01B18802 Araip.B01 18802 p4 (TAAA)5 20 85505179 85505198 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 209

Ai01B18806 Araip.B01 18806 p2 (AT)6 12 85535727 85535738 TTTTGGAACATTTTGTCCCC GAAATCATGGGAATTGGGTG 192

Ai01B18807 Araip.B01 18807 p2 (AT)12 24 85538443 85538466 TTTTTCTTTTCTTTGGGGCA TGGGTGCACATTCATGTTTC 219

Ai01B18808 Araip.B01 18808 p4 (TATG)5 20 85539124 85539143 TGAAAATTTGTTGTTCTTCACCA TTGCATTTTGCATCTTTTGC 229

Ai01B18810 Araip.B01 18810 p2 (AT)6 12 85552233 85552244 ATGCAACAGAGAATGATGCG GCTTCCCTAGAGCAGAGCAG 242

Ai01B18811 Araip.B01 18811 p2 (AG)6 12 85563739 85563750 AACCAAATCCAACATGAGCA GGGGGAGCACTTAGTTGTAGG 242

Ai01B18814 Araip.B01 18814 p2 (AT)61 122 85588402 85588523 GCATTGATTTTTATTGAACTTCACTTT TCATGGGAATTTGGTGCATA 280

Ai01B18817 Araip.B01 18817 p2 (AT)7 14 85594108 85594121 TTTCTCTTCCACCCCCTCTT TGCGGAGTTGTGAAATGTGT 268

Ai01B18818 Araip.B01 18818 p2 (GA)6 12 85596464 85596475 TCGAACACAGAGAGAGGGAGA CGAAAATCACTAACCACTTTTTCA 254

Ai01B18819 Araip.B01 18819 c (T)10ggttttattaaatttttttttgtatacttttcaaa(T)1055 85597633 85597687 AAAAGATGCAATTGACACCAAA ATGCTAAAGCTTGGCTGGTC 235

Ai01B18821 Araip.B01 18821 c (TA)8(T)10 26 85604759 85604784 GGAGCATTTTGTCCCCTTTT GTGTGGGAAAAGTGGGTTTC 219

Ai01B18829 Araip.B01 18829 c (AG)8ggttcgaattataagaagaagagaagttttagtagataaataaataaatagaaagagat(GA)1095 85629769 85629863 TGAAGAAGAGGGAAGATGAAGAA CTTCTCTTAAATTTCGAATACTATCCA 209

Ai01B18837 Araip.B01 18837 c (A)10gaaaaaaatgaataataaagaaaaag(A)10gaaaaaaatgaataataaagaaaaagaaaaaaaa(AT)794 85692024 85692117 CCATATGCATTGATGCTCTTGT TTGAACTTTACTTTGGGGCA 228

Ai01B18838 Araip.B01 18838 p4 (TTAT)8 32 85698104 85698135 CCTGCTCCTGCGTAACTCTC AAGCAAAGTGCTAGGTGGGA 255

Ai01B18839 Araip.B01 18839 c (TTTTA)6ttgaacctggagttttgcatcacattcatattaacactgcattttgcattttcttttcagatt(A)10103 85702742 85702844 AACAGGGAGCTCACCAAATG CTCTCCTCTCCTTGCGACAC 275

Ai01B18840 Araip.B01 18840 c* (A)10(AAG)8* 32 85704866 85704897 TGGGAACATGGGATGATATG TTGACCCATGTGCATTGATT 256

Ai01B18841 Araip.B01 18841 p3 (AGA)6 18 85725156 85725173 GGTCTTAGGTGCCCTCACAA ATATGGCCGAACCTTAACCC 248

Ai01B18842 Araip.B01 18842 p2 (TA)8 16 85728991 85729006 AAGTTTGCGTAACTGGCCC TTGGCTTGGCAAAGAAAACT 280

Ai01B18843 Araip.B01 18843 p3 (TTC)5 15 85732155 85732169 CCATGGAACAATCCATTTCC ATCACACTTATCCCCTCCCC 247
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Ai01B18844 Araip.B01 18844 c (A)10ttatt(TTTA)535 85742443 85742477 TCCAATGGAGGGTATCCAGA CCTAACCACTTTCTCTCACCTCA 248

Ai01B18847 Araip.B01 18847 p3 (TTA)26 78 85746929 85747006 CGCATTTTGTCCCCTCTTTA TTGGGAGCATTGGATGAGAT 278

Ai01B18849 Araip.B01 18849 p2 (AG)6 12 85763814 85763825 GAGAAGTCACCAGCAGTGGG CACCCTTCTAAGTTGCGCTC 224

Ai01B18850 Araip.B01 18850 p3 (TCA)5 15 85785478 85785492 CAACCTTTTGGAGTTCGCTT GGCCCACAAATAAATCATGC 193

Ai01B18851 Araip.B01 18851 p3 (TCA)5 15 85787888 85787902 CCTTTTGGAGTTTGCTTGCT AAGTTTGCTGTTCCCACACC 224

Ai01B18853 Araip.B01 18853 p3 (CCT)11 33 85800742 85800774 CATCATCGTGGCTGTAATGG TGGGATAACTCGTTGTGGGT 251

Ai01B18854 Araip.B01 18854 p4 (AGAA)5 20 85801513 85801532 GGAAAAGAGAACCCCATGAA TGAAGCATCCCTCGGATTTA 241

Ai01B18863 Araip.B01 18863 p2 (AT)8 16 85859472 85859487 TGACAACCAAAAACAAAGTGG TCCCCAAATCCTAATTCACG 216

Ai01B18868 Araip.B01 18868 p2 (TA)6 12 85888201 85888212 TGGTGCTATTGCCTCTGATG TCCAAGAGAGTGAATTTTAGGCTT 110

Ai01B18870 Araip.B01 18870 p2 (CT)8 16 85896256 85896271 GCAGGGATGCTAAGTCCTTG ATTAGGGTTGGGTTTGGGAG 239

Ai01B18876 Araip.B01 18876 c (A)15ga(AG)6 29 85942750 85942778 TGAAGCAAGAAAAAGCAGCA TGGACCTTGACTTTAACCGC 277

Ai01B18877 Araip.B01 18877 p2 (CT)8 16 85945576 85945591 GACCCCTCAGGATCTGTGAA GAATTTAAGTGGGTGGGGGT 166

Ai01B18879 Araip.B01 18879 p2 (AT)7 14 85980504 85980517 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 190

Ai01B18880 Araip.B01 18880 p2 (TA)8 16 85989023 85989038 GACAGGCATTCATCATGTGC GCCTCCTCAATCCCAGTACA 181

Ai01B18881 Araip.B01 18881 p3 (TAA)5 15 85990553 85990567 CAATTTCAACCAGAGGAGCG TGGACACCTCTATCTGGGGA 260

Ai01B18884 Araip.B01 18884 p2 (CT)8 16 86021327 86021342 TTTCCCTGCAACAAAATTCC AGTTTGGTGTGGCCAACTTT 272

Ai01B18886 Araip.B01 18886 p3 (TCA)5 15 86024310 86024324 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai01B18893 Araip.B01 18893 p2 (TA)6 12 86110429 86110440 TTGAACTTTACTTTGGGGCA TTGGGAATTGGGTACATATTCA 268

Ai01B18894 Araip.B01 18894 p4 (TTTA)5 20 86111921 86111940 AGGTACCAATGCACGGTTTT TTTTTCTCTCAATTTTTCATCCA 227

Ai01B18897 Araip.B01 18897 p3 (CTC)5 15 86129739 86129753 ATAAGGGGGAAGAGGCTTCA AGCCCATGAGAGTGGAAATG 185

Ai01B18898 Araip.B01 18898 p5 (TTTAT)5 25 86140461 86140485 TCCTCATCCACATCTTTTTCAA GCAGCAGTAGTGGGGTTAGC 260

Ai01B18899 Araip.B01 18899 p2 (TA)8 16 86156459 86156474 ATGGATGTCGTCTTTGGGAA ATGATACACGGGACTCCGAA 277

Ai01B18900 Araip.B01 18900 p2 (TA)6 12 86158960 86158971 TTTTTCTCACCCATCTCAACTG ATGGGTTTATCAACCTCCCC 280

Ai01B18902 Araip.B01 18902 p2 (TA)7 14 86160290 86160303 TTTTTCTCACCCATCTCAACTG GGTTTATCAACCTCCCCACA 279

Ai01B18903 Araip.B01 18903 p2 (TA)8 16 86161622 86161637 TTTTTCTCACCCATCTCAACTG GGTTTATCAACCTCCCCACA 279

Ai01B18905 Araip.B01 18905 p2 (TA)7 14 86162956 86162969 TTTTTCTCACCCATCTCAACTG ATGGGTTTATCAACCTCCCC 280

Ai01B18909 Araip.B01 18909 p2 (GC)6 12 86190496 86190507 ACTTGGTTCATTCCCCCTTC GCGTTGGAAAGCTAACATCC 222

Ai01B18912 Araip.B01 18912 p2 (GC)6 12 86198793 86198804 AAATGAGCTGCAAAATCGCT TGTTGCTTCACGTTCAGGAG 106

Ai01B18913 Araip.B01 18913 p5 (ATGCA)6 30 86206159 86206188 GTGGTTTATCAACCTCCCCA TCCCTGCTTTCATAAGCTGTC 280

Ai01B18914 Araip.B01 18914 p2 (TA)6 12 86209626 86209637 CTTGAACAGGTCAGGGCTTG AGTGTTGTTATTTTGCGGGG 274

Ai01B18919 Araip.B01 18919 p3 (CTT)5 15 86220956 86220970 TGGGAACAGTTACCTCGACC AGTACACGCCCCATCTGAAG 239

Ai01B18923 Araip.B01 18923 p2 (TA)8 16 86242348 86242363 TTGCACATGGGACAAAATTC AATGGGGCTGAGGTAAAGGT 202

Ai01B18937 Araip.B01 18937 p2 (CT)6 12 86453596 86453607 AGAAACGACGGCTTTAGCAA GAATCGGAGAGGAGGGAGAC 136

Ai01B18938 Araip.B01 18938 p2 (CT)6 12 86487004 86487015 AGAAACGACGGCTTTAGCAA GAATCGGAGAGGAGGGAGAC 136
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Ai01B18939 Araip.B01 18939 p2 (CT)6 12 86492010 86492021 AACGTCCTCTCCTCGTGAAA AGGGAGAATAGAGGGCTTGG 249

Ai01B18943 Araip.B01 18943 p2 (TC)6 12 86512206 86512217 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAGA 278

Ai01B18945 Araip.B01 18945 p2 (TA)6 12 86519388 86519399 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 268

Ai01B18946 Araip.B01 18946 p2 (TC)7 14 86520262 86520275 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAGA 280

Ai01B18947 Araip.B01 18947 p2 (AG)6 12 86523592 86523603 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai01B18948 Araip.B01 18948 p2 (AG)7 14 86527798 86527811 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 145

Ai01B18952 Araip.B01 18952 p2 (AT)9 18 86616444 86616461 TTGTAATGGGGCCAAGGTAA ACAAAATTACCCCATTGCCA 249

Ai01B18953 Araip.B01 18953 p2 (TC)7 14 86619586 86619599 AAATCCAAGTCCAGAAGGCA AACAGTCTGCAACATGGAAGAA 275

Ai01B18957 Araip.B01 18957 c (T)11aacttcaccacctatgcattgatcttttattaaacttagcattggggtacttttgtccccttatttatttac(TTAT)6107 86666659 86666765 CCCACTTTTGCATTACACACTC GGGAACTTGGGTTGATGAAA 280

Ai01B18962 Araip.B01 18962 p3 (ATT)5 15 86696464 86696478 AAAAACAATGCCAAAAAGCG AGAGGAGGCAGAGACAACCA 205

Ai01B18965 Araip.B01 18965 p2 (CG)6 12 86709238 86709249 GGAGAAAAACAGGGTGCAAA AGTTGTGCCCACTTTATGCC 239

Ai01B18966 Araip.B01 18966 p2 (GC)6 12 86709443 86709454 AGGCATAAAGTGGGCACAAC TTCTGTTTTTGTGCTTCCCC 101

Ai01B18968 Araip.B01 18968 p3 (TTC)6 18 86716874 86716891 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 149

Ai01B18970 Araip.B01 18970 p3 (TTG)7 21 86721628 86721648 AACATCCAGTCAGGAGGGTG TGCAATTCCTTGAGAGACGA 250

Ai01B18974 Araip.B01 18974 p2 (GA)8 16 86733136 86733151 AAGGGATGGAAGAGAGAGAAAT TCTCTCATCTTTTTCAAAACCTCC 226

Ai01B18979 Araip.B01 18979 p2 (CT)6 12 86772722 86772733 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 279

Ai01B18980 Araip.B01 18980 p3 (TTC)5 15 86776297 86776311 AGCCCTCCATTCTTCCTCAT CACCTTCTTTCCATCTCCCA 279

Ai01B18989 Araip.B01 18989 p2 (TA)6 12 86862803 86862814 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 160

Ai01B18992 Araip.B01 18992 p2 (AG)6 12 86878584 86878595 GATGGAGGGGGCTTTGTATT TGCAGGGATGAGAAATCCTT 243

Ai01B18993 Araip.B01 18993 p3 (TGC)6 18 86884701 86884718 TGCTTGTTAAGGGTTTTGGG ATTAAGCCTGACCCCTTCGT 181

Ai01B18994 Araip.B01 18994 p2 (TA)14 28 86888626 86888653 TGAAAATGTTGAGGCTTGACC AGAGGAGCAAGCAAGCAATC 254

Ai01B18996 Araip.B01 18996 c (T)10cgcta(T)10 25 86912535 86912559 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 259

Ai01B18997 Araip.B01 18997 p4 (TTTA)5 20 86918924 86918943 CCATGATGGAGAAAGGGAGA GATGATTGGGCACCAGTTTT 145

Ai01B18999 Araip.B01 18999 p4 (TAAA)5 20 86944922 86944941 AACCACTTCCTCTCTCCTCAA GGGTTAGCATATGACCCCAG 205

Ai01B19001 Araip.B01 19001 p2 (CT)8 16 86948509 86948524 TTCCCAACTCCTTATCTTTTCA AATTTTGAAAAAGGGGGAAGA 140

Ai01B19007 Araip.B01 19007 c (A)10gatagccaattaccaagaatataagcacaacgctctagccaattaagctataaatttaacgtattttaataaggtatttaataaataaattttatttc(T)10118 87030865 87030982 AAGTTAACAGGAGAACACCAAACA TTGTTTTTCTTGTGCATTTTCG 231

Ai01B19009 Araip.B01 19009 p2 (AG)6 12 87039891 87039902 ACAGATGGAAGAGGGGGTTC TTTTTGTTTGTTTCTTACCTTTTTCA 276

Ai01B19010 Araip.B01 19010 p3 (GAA)5 15 87053016 87053030 CGGTCTTAGGTGCCATCAAT GCCCTCCAATCTTCATCAAA 206

Ai01B19011 Araip.B01 19011 p3 (AAT)6 18 87054211 87054228 CCTGCAGAAGTGTCCAGTGA GGGATCCCTATACTGTGGCA 269

Ai01B19012 Araip.B01 19012 p2 (AG)7 14 87054555 87054568 GAAATTTTTGAAAACGGGGG TCTTGTGATTTCTTATGAATCAAGTC 277

Ai01B19014 Araip.B01 19014 c (T)10aaaacatttttattttata(T)10cgaaaacaaaggagaaaattttgaaataattttgaaaa(T)10aaaaag(A)11104 87055922 87056025 CAGCCAGCCAAGCTTTACAT GGGGATTGTTCGAGTATGGA 230

Ai01B19020 Araip.B01 19020 c (A)10ttaca(AAAT)1367 87092847 87092913 TGGAAATTTGGGTGCATACTC TTGGGGTAATTTTGTCCCCT 250

Ai01B19025 Araip.B01 19025 p4 (TTAT)5 20 87111710 87111729 TGCCTAGCTACCCAAAATTCC AAGTGTGGGAAAACTGTGGG 270

Ai01B19026 Araip.B01 19026 p2 (CG)7 14 87114737 87114750 TTGTGCTATTGGCGTGAGAG AAGCGTCCGTGTCATTTTTC 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B19028 Araip.B01 19028 p2 (CT)6 12 87132443 87132454 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai01B19033 Araip.B01 19033 p3 (AAG)5 15 87178998 87179012 CCAGAAACCACAGTGGACAA GCATCCATTTCAACCGTCTT 167

Ai01B19041 Araip.B01 19041 p2 (AT)6 12 87213207 87213218 AATCCCGATTTCCCGAATAC CTTGATGCAACCCAGAGCTA 271

Ai01B19048 Araip.B01 19048 p3 (TCA)5 15 87262606 87262620 CCTTTTGGAGTTCACTTGCTT TTTTCAAGTGCTTGGGGAAC 157

Ai01B19050 Araip.B01 19050 c (TC)8cttaccctctttctccccctctcttcactttgtcttcctctctctctcccctttctcttccatttctctctcttccccctc(CT)6tatcttctcttccccctc(CT)6tatcttctcttccttt(TC)10175 87273940 87274114 CCTTCTCTCTCCCCTTCCA GAGTGAGAGAGAGCATGGGG 269

Ai01B19051 Araip.B01 19051 c (CT)7ttatgtatctctctct(TC)642 87274228 87274269 TCTCTCTTCCCCCTCCTCTC AAAGGGGAGAAAGAAGGCAA 269

Ai01B19052 Araip.B01 19052 c (GA)7aagaaggaaaggaaagagagag(GA)954 87274511 87274564 TCTCTCTTCTCTCTCTCACTTTGGA CATCTCTCTCCCCCTCCTCT 264

Ai01B19053 Araip.B01 19053 c (GA)7aagagagagaagggagagggagaaagagggcaatgt(GA)10caaaggggagagaag(GA)697 87274764 87274860 GAGAGGAAAGGAGGTGGAGG TTTTCCCTCTCTCTCCCCAT 268

Ai01B19054 Araip.B01 19054 c (AG)17aaagagagagagaaggt(GA)32agggaaaagagg(GA)6ggggaaggaagggagg(GA)8171 87275020 87275190 AAAGGGGAGGTGGAGAAAGA CTCTCCCCCTTGCTTCCC 267

Ai01B19056 Araip.B01 19056 p2 (TA)7 14 87311344 87311357 CACAAAATCCAGTGAGGGTTC GAATGTCATGCAATGCAACC 280

Ai01B19057 Araip.B01 19057 p2 (TC)6 12 87312229 87312240 AAGTGTGGGAATGCACCAAT TGCAACATGGGAGAGATTCA 249

Ai01B19060 Araip.B01 19060 p3 (TCT)5 15 87318977 87318991 CCTCCTCTGGCATGATTGTT GGAGGGAAGCAAGAGGAAAG 124

Ai01B19061 Araip.B01 19061 p3 (GAA)5 15 87324951 87324965 CGGTCTTAGGTGCCATCAAT CCTCTATTCCCCTTCTTGGC 171

Ai01B19062 Araip.B01 19062 p3 (AGA)6 18 87329691 87329708 AGTGGTCTTGATGGGCTTTG AACCACATCTCCCTCTCCCT 247

Ai01B19063 Araip.B01 19063 p3 (AAT)5 15 87332630 87332644 TTATTTTCGGCTGCCATCTC CATTCTTTGTCTCCCCCTCTT 261

Ai01B19064 Araip.B01 19064 p2 (AG)6 12 87332974 87332985 AGAGTAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 241

Ai01B19066 Araip.B01 19066 p2 (AG)6 12 87335518 87335529 AGGGAGGTTCATCTTCCCAA TTTCTTATCTTTTTCAAAACCACC 278

Ai01B19072 Araip.B01 19072 p2 (GA)8 16 87360495 87360510 TCCAACACCAAGTAAAAAGGAAA TCCTTCTCCCTTCTTCCCTC 200

Ai01B19078 Araip.B01 19078 p2 (AG)6 12 87388638 87388649 AAAATTGTGACCTTCCAAGCA TGGGGTCATCAATAGGCTTC 138

Ai01B19080 Araip.B01 19080 p2 (TA)6 12 87394655 87394666 GAAAAGAAGGGCGAAACACA TCACAACAATTCACCCACCA 266

Ai01B19081 Araip.B01 19081 c (AT)7ntgaataataataggaaaaaat(A)1046 87401758 87401803 AATTTTGAGTCGATGCCCAC ACAACCCACCACGGTATGAT 169

Ai01B19082 Araip.B01 19082 p2 (CT)6 12 87417195 87417206 TGTTGTTTGTTTCTTACCTTTTTCA CGAATTTGGTGAGTGATGTGA 280

Ai01B19084 Araip.B01 19084 p2 (TA)11 22 87448870 87448891 CAAATTCCAGTGAGGGTTCAA TCATGCAATTCCAATTTTTCC 221

Ai01B19089 Araip.B01 19089 p2 (CA)6 12 87479839 87479850 TGGCTATTTCTTTTTCTCCCC AGCATGTTTTGTCTCCTGCAT 270

Ai01B19092 Araip.B01 19092 p2 (TA)7 14 87490768 87490781 CAAAATCCAGTGAGGGTTCAA ACACGAATCACGACATCGAA 239

Ai01B19093 Araip.B01 19093 p3 (TAT)8 24 87510357 87510380 TCGGTGACTCTATCGTGTGG AAGCAAAGTGCTAGGTGGGA 189

Ai01B19095 Araip.B01 19095 p2 (GT)6 12 87514073 87514084 TTGTCCCCTGCATTTTCAAT TGCCACTCTTTGGCTATTTCT 279

Ai01B19096 Araip.B01 19096 c (A)11caaaaagac(A)1030 87514195 87514224 GTGGTGGTGTGTGTGTGTGA TGTTCTGCCACTCTTTGGCT 196

Ai01B19098 Araip.B01 19098 p3 (GAA)5 15 87516898 87516912 TGGGGATCACCTTCTTCTTG ACACAACCCCTTCTCCCTCT 274

Ai01B19100 Araip.B01 19100 p2 (AG)8 16 87519585 87519600 GGAGCAGTGATGTGAGATGAAG TTTCTTATCTTTTTCAAAACCACC 131

Ai01B19102 Araip.B01 19102 p4 (ATTT)6 24 87520893 87520916 TTTACAGCCAACCAGGCTTC TCGAGTTTGGACAACTGACG 244

Ai01B19104 Araip.B01 19104 p2 (GT)6 12 87527235 87527246 ACGAGTGAAGTGCATGCTTC ATGGTGCATCATCCATGAAA 233

Ai01B19109 Araip.B01 19109 p3 (ACT)5 15 87585093 87585107 TCAAGCTCAGTACCAGTGCAG TATGGAGTTCTGGTGCTGGA 201

Ai01B19110 Araip.B01 19110 p2 (AT)13 26 87587393 87587418 GCCTCCCCACACTTAAACAA TTTTTCCCATCTCATTTGCT 270
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Ai01B19113 Araip.B01 19113 p2 (AG)6 12 87617518 87617529 ATAGGTGAGGGGTTTTTGGG GCATTTTGCACGATACATGG 154

Ai01B19119 Araip.B01 19119 p2 (CT)7 14 87657984 87657997 TTTCTTATCTTTTTCAAAACCAGC TCGAATTTGGTGAGTGATGTG 278

Ai01B19121 Araip.B01 19121 p4 (TTTA)5 20 87674650 87674669 TTTCCCACTTTTGTATCGCA TTGGAATTCGGGTGTATGCT 246

Ai01B19124 Araip.B01 19124 c (T)10gaatcataaaagcaaacatgacttatcaatgcacatggatttttaaa(T)1067 87692208 87692274 CATTGGGGTAATTTTGTCCG TAGAAGATGGGTGCGAGGAC 226

Ai01B19126 Araip.B01 19126 p2 (GA)9 18 87708122 87708139 GAATAAAATCGGCGTTGCAT TCTTGCATTCACAATTCCCA 199

Ai01B19129 Araip.B01 19129 p2 (AT)7 14 87726137 87726150 TGGGTTTATCAACCTTCCCA CCCATCTCAACTGTAAAAGTGC 270

Ai01B19132 Araip.B01 19132 p2 (TA)6 12 87776302 87776313 TAGCAACATTCGGTGATCCA TTTGATGACGTTCCACCTGA 251

Ai01B19134 Araip.B01 19134 c (CG)6ccactgacgcgcacgcgtcctctgttaacaccctcaccgacgcgccaacgcacctt(GC)782 87782197 87782278 ACTTGAGCCAACTTTGTGCC ATGGTGGTGATTTGTGGGAG 265

Ai01B19137 Araip.B01 19137 c (TTTAT)5tttaatttcagttttc(A)1152 87787083 87787134 TCGAAAATCCTCACCCACAT GCAGCAGTAGTGGGGTTAGC 267

Ai01B19140 Araip.B01 19140 p3 (TTC)5 15 87801282 87801296 ACCCACCCACTCAAATTCAA CTTGGAGGTGGAAGCTTTTG 222

Ai01B19146 Araip.B01 19146 p2 (CT)6 12 87822011 87822022 TCTTACCTTTTTCAAAACCACCT GGGTTCGAATTTGGTGAGTTA 279

Ai01B19148 Araip.B01 19148 c (A)10gagtgcg(A)1027 87827302 87827328 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 212

Ai01B19151 Araip.B01 19151 p2 (TA)6 12 87911476 87911487 TGGGTTTATCAACCTTCCCA CCCATCTCAATTGTAAAGGCA 271

Ai01B19153 Araip.B01 19153 p2 (AG)7 14 87937778 87937791 AAACCAGGGATCGAGAGTCA TGGAGCTCGCCAATTTAGTT 126

Ai01B19157 Araip.B01 19157 c (TA)10ttagttgcttgatgcaacccagagctatatt(TA)6ttagttgcttgatgcaacccagagctatatt(TA)11116 87967925 87968040 GAAAAGAGAAACTCGAACGGA ACAGAAGCTCTGGGTTGCAT 253

Ai01B19160 Araip.B01 19160 c (TA)8(T)10 26 87993081 87993106 TTGCTTTGGGGAATTTTGTC GTGGGTTTGGAAACATTTGG 241

Ai01B19165 Araip.B01 19165 p3 (AGG)5 15 88031336 88031350 GTTTCTGATGGAGGCATCGT TCTATAGAGGTCGGATGCGG 262

Ai01B19166 Araip.B01 19166 p3 (GAA)5 15 88056788 88056802 GTCTTGATGGGCTTTGGAGA AACACAACCCCTCTCCCTCT 240

Ai01B19167 Araip.B01 19167 p2 (AG)7 14 88058792 88058805 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 278

Ai01B19169 Araip.B01 19169 c (TA)7(T)10 24 88060061 88060084 TTTGGGTATGGCTTTTCAGC TCGAGTTTGGACAACTGACG 262

Ai01B19170 Araip.B01 19170 c (T)10ctcccatctcaattgtaaaggcactttatcactatctaaggcttggc(TA)669 88073591 88073659 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 271

Ai01B19171 Araip.B01 19171 p3 (AGA)6 18 88081510 88081527 TCCCATGACTCAGATGTGGA TTAGCCGAAACCACATTTCC 218

Ai01B19173 Araip.B01 19173 c (A)10ga(AG)8 28 88098609 88098636 AATTGAGAGCCCCTCTGATG AAAAGGAGAGGGATGCAGGT 264

Ai01B19174 Araip.B01 19174 p4 (CTTT)5 20 88099107 88099126 TTGGGCGTTAATAAGGCAAC CCGGTGGTGAAGAAAAGAAA 225

Ai01B19176 Araip.B01 19176 c (A)10gataaaagaaaaatggcg(A)1038 88124550 88124587 AAGCTCCAACATGGGACAAC TTGCTCTTGCCTTTTGGTTT 255

Ai01B19177 Araip.B01 19177 p2 (CT)6 12 88134176 88134187 CATTGAACTTGGAATTGGGAA ATCCATGCCCGAGAATACAG 188

Ai01B19178 Araip.B01 19178 p2 (CT)6 12 88138272 88138283 CATTGAACTTGGAATTGGGAA ATCCATGCCCGAGAATACAG 188

Ai01B19186 Araip.B01 19186 p2 (AG)6 12 88171061 88171072 CCTGATCAAAGAGATAATCCTGAAA ATGCATCCATTCAGGGAGAG 142

Ai01B19188 Araip.B01 19188 p2 (AT)7 14 88171853 88171866 CATTCGGTGATTCAGCCTTT TCTGATGACGTTCCACCTGA 249

Ai01B19195 Araip.B01 19195 p3 (TTC)6 18 88236218 88236235 TAAAGCTGCAGATGGCAGTG CCAAAGCCATTACTGGGAAA 176

Ai01B19202 Araip.B01 19202 c (T)10gtttttctattgttttctatcattgttagggtttttttagggtttctagcgatttttagggtttttttgggattttaggg(T)10100 88406282 88406381 TCTAGGGCTTTTTAGGGATTTTT AAACCCTAACAATGATAGAAAACAA 218

Ai01B19216 Araip.B01 19216 p3 (ATC)5 15 88592312 88592326 CCCTCAAGTTTTCGATTTGC GGTGAAGAGGACGGTGAAGA 167

Ai01B19220 Araip.B01 19220 p2 (AT)7 14 88611464 88611477 TGCTTGCATTGGATTATTTCC GTCGTCAAAACATCTCGGGT 158

Ai01B19221 Araip.B01 19221 p2 (AT)6 12 88612009 88612020 AAACACGGGAAGAGCAGCTA TCCTTCCTCCCTTTCCTTTC 209
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Ai01B19223 Araip.B01 19223 p6 (TATTTT)5 30 88628452 88628481 CGTTGCACAACCTATCCAGA AGAACATTTGAACACCAACGG 230

Ai01B19224 Araip.B01 19224 p4 (TTTG)5 20 88633185 88633204 GAGATCCTTCCCTTCTTCGG CTTCAACTGAAGCCTTTGCC 226

Ai01B19225 Araip.B01 19225 c (CT)10cc(CT)8 38 88661588 88661625 TCGTTTTGGGCGTTAATAGG CCGGTGGTGAAGAAAAGAAA 267

Ai01B19228 Araip.B01 19228 p3 (GAA)5 15 88729283 88729297 CCAACTCTAACCAAACCCCA AATCAAATTCCGGGGTCTTC 275

Ai01B19230 Araip.B01 19230 c (TA)7tttttttttctttttctctttctctctc(T)1254 88769087 88769140 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 248

Ai01B19231 Araip.B01 19231 p3 (CTT)5 15 88772202 88772216 CCATGGAGGTTCAGCATCTT ACAGTGGATCGATTTCAGGC 258

Ai01B19235 Araip.B01 19235 p2 (AG)6 12 88813352 88813363 TGAGGAGGGTTGAGATGTGA TTTCTTAACTTTTTCAAAACCACC 278

Ai01B19240 Araip.B01 19240 p3 (GAA)5 15 88854520 88854534 GTGGTGACCAAGGAAGGAAA TGCTTTTGCACTGTCACTCC 200

Ai01B19243 Araip.B01 19243 p2 (TC)6 12 88877212 88877223 GAGTGGTGACCAAGGAAGGA GCCTTCAAGGTTGAAACCAA 141

Ai01B19244 Araip.B01 19244 p3 (TTA)5 15 88882042 88882056 TCACTTGACCTTCCCTTGTT CAAGGAATTGCAGGGAGGTA 243

Ai01B19246 Araip.B01 19246 p5 (AAAAT)6 30 88884638 88884667 AAAGGATTCCCCAAATGTCC ATTTTCTCCCCTCTCCTTGC 262

Ai01B19250 Araip.B01 19250 c (T)10gtatcccctcttatttggatgctgaat(A)1047 88914171 88914217 TGCATTATTTTCATTGGGGAA CCTTTTGGGAACATGGGTAA 198

Ai01B19251 Araip.B01 19251 p2 (CT)7 14 88920107 88920120 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 248

Ai01B19252 Araip.B01 19252 p2 (TA)6 12 88922933 88922944 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 160

Ai01B19253 Araip.B01 19253 p2 (AG)21 42 88940584 88940625 CTGCTGCTCGGCTAGAGATT AACCCGGAGATCACACACTC 276

Ai01B19257 Araip.B01 19257 c (AT)7(GT)6 26 88943590 88943615 AAGCACGTATCATCCTCTCCA TTGAATTTGGGTTCATTGGAA 251

Ai01B19262 Araip.B01 19262 p2 (AT)8 16 88978831 88978846 TCGTGAAAACTCCGGTTCTT CTTTGGCAACTTGTTGGGTT 147

Ai01B19264 Araip.B01 19264 p3 (CAT)5 15 88983994 88984008 TCCAATTTACCACTCCACCC TTGTTGGCAATTGAAGGTGA 237

Ai01B19269 Araip.B01 19269 p2 (TA)6 12 88998134 88998145 TGAACATGCAGAAACTCATGC CATCAGTGAAGGTTCCATGC 224

Ai01B19272 Araip.B01 19272 p2 (TC)6 12 89007744 89007755 TCTTCCAACGTTCCTCTTGC GGGAAATGAGAAAAGGGAGG 259

Ai01B19275 Araip.B01 19275 p2 (GA)6 12 89027513 89027524 GAAGGGGATGAGAGAGAAGGA TTTTTATCTTTTTCAAAACCACCT 211

Ai01B19278 Araip.B01 19278 p2 (CA)6 12 89031148 89031159 TCTGCCAAACACACTCACTG TCTGTTGCATGAAGGCAGTC 221

Ai01B19280 Araip.B01 19280 p2 (TA)8 16 89064881 89064896 TCCACAAGTCCTAGCCAACC TCCTTGCAAGTAAAGGCAGG 217

Ai01B19284 Araip.B01 19284 p2 (AG)6 12 89093283 89093294 AGAGGGTTCGGATTTTTGGT TTTTTCTTATCTTGTTCAAAACTACCT 278

Ai01B19291 Araip.B01 19291 p2 (AG)9 18 89114908 89114925 GTGTGAATGGAAGCTGCAAA GTTTTCATGGTGTGGCACTG 257

Ai01B19295 Araip.B01 19295 p3 (TAT)11 33 89119078 89119110 GCCCATGCCACAACTTATCT TTCGAATTCATTTTCGCAAT 247

Ai01B19297 Araip.B01 19297 p2 (AT)7 14 89120059 89120072 ACCAAAGGAGCATGCAATTC CCCTTTTGGTTCCCTAGCAT 187

Ai01B19303 Araip.B01 19303 p2 (GC)6 12 89143820 89143831 AAAAGTGCTTGGTGGGAGG GTTTTTGGCCTGAAAATGGA 280

Ai01B19304 Araip.B01 19304 p2 (GC)6 12 89144221 89144232 AAAGCCAGAGACTTGAGCCA CAATGGTGGTGGGTTGTGTA 277

Ai01B19307 Araip.B01 19307 p2 (GC)6 12 89170906 89170917 CTATTTAGCCTTTTCCCGCC GCCAAAGATTTGGAAAAAGC 208

Ai01B19308 Araip.B01 19308 p6 (TTTTTC)6 36 89175578 89175613 TCTCAATGCCTTGGATCCTT TGAGGAGGCCTTGCATTTAT 248

Ai01B19309 Araip.B01 19309 c (T)13gcaaatttccaagcagcatcttcagccaatgtctttgaaagcacataccagtaccatgactg(A)1085 89191425 89191509 CAAAACACCAGCAGCACTTG ACCACCAATTTTGTTTCCCA 179

Ai01B19312 Araip.B01 19312 p2 (TA)24 48 89203428 89203475 GTTGTGTGTTCCTTGGCTCA TCACAACAATCCACACACACA 222

Ai01B19313 Araip.B01 19313 p5 (TATTT)5 25 89231684 89231708 TCGAGTTTGGACAACTGACG CGAAAGACTCAAAGAAATCGAAA 208
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Ai01B19316 Araip.B01 19316 c (T)12ctatttttttcgcctatttttatttttttc(T)1052 89254497 89254548 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 257

Ai01B19317 Araip.B01 19317 p3 (AGA)5 15 89254994 89255008 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 221

Ai01B19318 Araip.B01 19318 p2 (AG)7 14 89260903 89260916 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai01B19321 Araip.B01 19321 p2 (TA)9 18 89300337 89300354 AACCTGTATAGCCAGTAATCAGTCA TTGATTCCAATCGGGTTGTT 252

Ai01B19322 Araip.B01 19322 p2 (TA)10 20 89301447 89301466 AAATGATGGCCTCAATCACA GAAAAGGCATTTAAGATTCACATTG 273

Ai01B19329 Araip.B01 19329 p3 (AAT)5 15 89348336 89348350 GTTCTTGTCCTTGCTCCTGC CCGAACCCTCTCTCTCTCCT 155

Ai01B19332 Araip.B01 19332 p2 (TC)17 34 89371679 89371712 CCTCCCTACTTTTTCAAAATTCC AGAGAAGAAGAGGGGGTTCG 261

Ai01B19333 Araip.B01 19333 p2 (CT)6 12 89383824 89383835 CAAGAAGCTGGCGTTAAACA ATAGGTGAGGGGTTTTTGGG 224

Ai01B19334 Araip.B01 19334 p2 (AT)7 14 89388194 89388207 GATCTCCCTCCACTAGCCCT TGTTGTTACTTGTTTGATATTCATGTG 210

Ai01B19336 Araip.B01 19336 c* (AT)19(T)11* 48 89389694 89389741 TGAAGGATTTGAATGTGTGGTC CCAAGGTTGTCAAACTCACG 255

Ai01B19340 Araip.B01 19340 p2 (AT)7 14 89456499 89456512 TCATATCGCGAAAAACACCA TCCAGCCCAACTTTCTGTTC 104

Ai01B19341 Araip.B01 19341 p2 (TA)6 12 89466474 89466485 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai01B19342 Araip.B01 19342 p3 (CTT)5 15 89471017 89471031 GTTCCATGAGAGCCCACTGT TCTGGCCTTAGGTGCCATTA 250

Ai01B19350 Araip.B01 19350 c (T)10cgcctattttttc(T)1336 89543962 89543997 TTTTGCTCTTGCCTCTTGGT TGCCAAGTTTATTGGTGCAA 269

Ai01B19353 Araip.B01 19353 c (T)10ctttttcttt(TA)7tttttttttctc(T)1056 89549966 89550021 TCACCTTGGGGAATTTTGTC ATGGGATAAAAAGGGGCAAT 200

Ai01B19354 Araip.B01 19354 p2 (GC)6 12 89553435 89553446 GTGATGGTGAGAGGGGAGAA TCCCTTCCTCTTTCTGCTCA 201

Ai01B19358 Araip.B01 19358 p2 (AG)6 12 89574830 89574841 TGGGTTCGAATTTTTGAGTAGAA TGATTCTTATCTTTTTCAAAACTACCT 280

Ai01B19362 Araip.B01 19362 p4 (TTAT)5 20 89608217 89608236 CCTAGCTACCCAAAATTCCCA GGGTACCTACTCATGTGAGACCA 243

Ai01B19365 Araip.B01 19365 c (T)10gaaaatatttattta(T)1035 89616441 89616475 GCCCCAGTCCAAATGAATTA TCGAGTTTGGACAACTGACG 251

Ai01B19369 Araip.B01 19369 p2 (TC)7 14 89637597 89637610 AAAGTATGGGAATGCACCCA CCAACCATCCTTGATTGGTC 262

Ai01B19372 Araip.B01 19372 p5 (TTATT)5 25 89645633 89645657 CCACTTTCTCTCTCTTCATTTTTCA GGGTTAGCATATGACCCCAG 278

Ai01B19375 Araip.B01 19375 p2 (AT)9 18 89682176 89682193 TTGTTGATGAGCATGATTTGG CAACCAAAACTCACCCTTCC 207

Ai01B19377 Araip.B01 19377 p3 (TTA)5 15 89718571 89718585 TGGAAGATCGTCACATGAAAA AGGAGGAAGGCGAAGAAGAC 276

Ai01B19379 Araip.B01 19379 c (TTTA)8tttttatttatttattttttttattaataaaaatatttttatttcaaaagagagtatgcgcgcatggcgcgcgcgtcaatggctttc(T)10129 89723540 89723668 GACATGGACACGAGACACATAAA CGCGTGTCCAGCCTTATTAT 280

Ai01B19380 Araip.B01 19380 p3 (TCC)5 15 89733221 89733235 GCTCCCTCTCCCCTTTCTAA CGACGAAGAGGAAGAAGAAGG 171

Ai01B19381 Araip.B01 19381 p3 (AAG)5 15 89734164 89734178 GAATGTAGATTCATCCTCTTCCAA TCCTCATCATCTTCTGCCG 209

Ai01B19382 Araip.B01 19382 c (A)10gatga(GAT)530 89734522 89734551 CACAAATTTATTTTCTTTAATGCTGC TCCTCCTCATCTTCTTCTTTTTC 268

Ai01B19385 Araip.B01 19385 c (A)12gaggaggaaatggtgtttgtgacgacgataactaaagaaaaaataacaaaaaagaaag(AGA)585 89735419 89735503 GAAGACCACGATGACGATGA ACACTCCCGCTCTCCTACTG 245

Ai01B19387 Araip.B01 19387 c (TGA)6tggtgatgatgatgttgataatggtggtggagtggcagtgggtggggggtggtgttggtgttggtgttggtggtga(TGG)5109 89743069 89743177 TTCCAAATTTACGAGGGGAG TACCTCCTCCACTACCACCG 232

Ai01B19389 Araip.B01 19389 p2 (AT)8 16 89751566 89751581 TAGTCTCGAACTGCGAAGCA GTGAGTGAGTGTCGATCCCA 191

Ai01B19390 Araip.B01 19390 c (TTA)11aagtttaaaaaaaag(A)11gaaaagaaaagaatggccgaagccattaagagaacgaagaaagaaatagaatgtggcttactatgcttacaacacttactatgcttactatgcatg(TA)8171 89755614 89755784 CCAATGCCATTATTGTTTTTGA GAACCCAAAAACTATTGGACTCA 278

Ai01B19391 Araip.B01 19391 p2 (AT)23 46 89756326 89756371 TTTTGTATGAAGGGAGGGGA AAACCACCTTTACGGGTTCC 270

Ai01B19394 Araip.B01 19394 p2 (TA)6 12 89773993 89774004 CCCACCTTTGATTGTTCCAT ATCCATTCATCAAAATGGCG 273

Ai01B19401 Araip.B01 19401 c (T)11ccgtttta(T)11 30 89816185 89816214 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 174



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B19402 Araip.B01 19402 p2 (AT)6 12 89822736 89822747 TTTGACCAAATCAACCTAGTGAA TTGGTGTTTTCCCTCCAAAA 173

Ai01B19403 Araip.B01 19403 p2 (AT)8 16 89825169 89825184 CCGCTCATCAGTAATGCAAA AATGGGGCTAAGGTAAGGGT 170

Ai01B19404 Araip.B01 19404 p2 (TA)19 38 89825526 89825563 TGTTCCCTGGTTTCATGAGC GCATGTCCTCATGCTTAGTTGA 256

Ai01B19405 Araip.B01 19405 p2 (GC)7 14 89830037 89830050 GCGTGCCTGAGTAAATTGGT ATACTCCTGGGCCAAAAACC 274

Ai01B19406 Araip.B01 19406 c (GC)6acagggcgcttgcgcgcggatgcacctttttccttgcttc(T)1062 89830194 89830255 TGGATACAAAGTGGGCATGA TTGAACACCTGCCAAAAATG 169

Ai01B19408 Araip.B01 19408 p2 (AC)6 12 89859125 89859136 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 233

Ai01B19409 Araip.B01 19409 p2 (AG)7 14 89861040 89861053 AGCGATTTCTGGACCCTTTT CCATACCCTAAGGGAAATCCT 203

Ai01B19417 Araip.B01 19417 c (A)10gcgaaaatgaaag(A)1033 89902723 89902755 TGCAGAAGGAGCAACAAAGA GCCTTTTGGTTTTAAGGGCT 262

Ai01B19423 Araip.B01 19423 p3 (TTC)5 15 89967995 89968009 ACTTGGCCGAAACACACTTC GCTTTTGTCTTCCCTTTCCC 196

Ai01B19425 Araip.B01 19425 p2 (AG)7 14 89978458 89978471 AGTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 237

Ai01B19434 Araip.B01 19434 p2 (TA)6 12 90027924 90027935 TGTGTGTTTTGCTTAAGGCG CCCATCTCAATTGTAAAGGCA 237

Ai01B19435 Araip.B01 19435 p4 (TAAA)6 24 90052623 90052646 GTGTGGGAAACTGTGGGAAC GGGGTAATTTTGTCCCCTTG 216

Ai01B19437 Araip.B01 19437 c* (ATT)5(TTAT)5*tttttcttttcttttc(T)1056 90062833 90062888 CCCATTTATCCCTTTCTCACA TGCTTTGGGTGTTCATTGAG 273

Ai01B19441 Araip.B01 19441 c (TA)6(TG)13 38 90101519 90101556 TTGTCGTTTTCAGATGCAGG CCAAAGCTGGCCAGAAAATA 269

Ai01B19443 Araip.B01 19443 p2 (TA)7 14 90157021 90157034 GATATGGGCGCTGAAGTCTC TTTAAACCGCGAAACTGCTC 270

Ai01B19445 Araip.B01 19445 p2 (AT)8 16 90166339 90166354 CATCATCCAATCACAATCCA TGACTTAAGTGTGGGGGAGG 264

Ai01B19447 Araip.B01 19447 c (CA)7t(AC)12(AT)753 90180768 90180820 CTGTTGGGAATGTCTCTCAGC TTCAGCAAAGGCAAAAGGTT 207

Ai01B19448 Araip.B01 19448 p2 (AT)16 32 90189489 90189520 TTTCCCAAAATCAAGCAACC GACGACCCGAGGTTTGAATA 252

Ai01B19449 Araip.B01 19449 c (GA)6aaaggggaaatgtggaagagagagaagaaggaaaaaagga(AG)766 90202907 90202972 AGGAAGCAGATGGAGAAGGG ACCCCTCCTCTTCACACCAT 275

Ai01B19450 Araip.B01 19450 p2 (AG)6 12 90203578 90203589 ATCCAAGCCCAGAAACACAG AACCAAATTGGCAACATCAA 262

Ai01B19455 Araip.B01 19455 p3 (TAT)5 15 90224463 90224477 TGATTTCTGTGTGCCAATGC TGTTTGATCATTTTTCAATTTCTAA 221

Ai01B19457 Araip.B01 19457 p3 (TTC)5 15 90228593 90228607 ATATGGCCGAAACCTTACCC TTGTCTTCCCTTTCCCCTTT 279

Ai01B19458 Araip.B01 19458 p4 (TTTA)6 24 90249600 90249623 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 145

Ai01B19460 Araip.B01 19460 p2 (GC)6 12 90263728 90263739 GGTGGGTTGTGGAAGAAGAA TTATGCCACTTTTGTGCCTG 247

Ai01B19461 Araip.B01 19461 p3 (TTC)5 15 90274080 90274094 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai01B19464 Araip.B01 19464 p3 (AGA)8 24 90297646 90297669 TCCTGGTAATGGCTCCAAAG AACCACATCTCCCTCTCCCT 259

Ai01B19469 Araip.B01 19469 p3 (TCA)5 15 90339059 90339073 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai01B19470 Araip.B01 19470 p2 (TC)6 12 90346792 90346803 CCCCTTTCCTTGCAACAGTA TTTCACCCCTTCAGTGGAAC 173

Ai01B19471 Araip.B01 19471 p2 (TC)6 12 90352025 90352036 GAACAGCATCCACCCTTCTC TTTCACCCCTTCAGTGGAAC 219

Ai01B19472 Araip.B01 19472 p2 (GC)6 12 90381639 90381650 AAATGAGGCGGTTTCAGTTG CAGAAATGAGTTGGGTTGGG 181

Ai01B19475 Araip.B01 19475 p2 (GC)6 12 90385518 90385529 TCAGATCAACCTCCGATTCC GCAACTAGCTCTGGCGATTC 262

Ai01B19476 Araip.B01 19476 c (T)10cttgaaaaaaataaaaaataaa(AAAT)7aaaaa(AT)779 90385685 90385763 TTTGCACCCTGTTTTCCTTC GCAAATGCAATAAAAGAAATTGG 244

Ai01B19478 Araip.B01 19478 p2 (TG)6 12 90387071 90387082 GCTCACTTACCCAAATAGCCC ATTCACCCAATGTCCCAAGA 206

Ai01B19480 Araip.B01 19480 c (A)19cgggaatcggcgcccaagcgcgcagt(GC)6gtgtggtgcatatcacactcctggtacaaaaaccagagagttgtgcccactttatgcttactttgtgccaggcgatccgcgcgtaagcacgcatg(GC)6164 90406550 90406713 GGAGAGTATTAAATTCTGTGTTTGTGC AAAGGAGGAAAACAGGGTGC 272
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Ai01B19490 Araip.B01 19490 c (CT)7catttttcgaaaatatcttccccctttttcaaaatttctttttaattaactattattttaaattttaaattttaattttcg(A)11106 90441018 90441123 TTTCTTAACTTTTTCAAAACCACC GAGAGAAGGAGGGAATTTTCG 215

Ai01B19491 Araip.B01 19491 p3 (GAA)5 15 90445173 90445187 GGCCAGAGACAAGGGTGTAG CTTATGCCAACTTTGTGCCA 274

Ai01B19501 Araip.B01 19501 c (A)10g(A)11 22 90484037 90484058 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 217

Ai01B19502 Araip.B01 19502 c (CT)7aattttcgaaaatatcctccctctttttcaaaaatttatgtttttttaactaattaattttaa(T)10acg(A)10100 90490302 90490401 TTCTTGTTTGTTTCTTAACTTTTTCAA TCTGGTGCAGAAATGACTGG 248

Ai01B19503 Araip.B01 19503 c (A)11g(A)11 23 90492755 90492777 TAGCAACATGTGGTGGCAAT TGGCTTTTTCTGCTTGCTTT 251

Ai01B19510 Araip.B01 19510 p4 (AAAT)6 24 90586610 90586633 TATTGGGAATTTGGGTGCAT CATTGGCGTAATTTTGTCCC 147

Ai01B19511 Araip.B01 19511 p2 (GT)8 16 90586779 90586794 GGGACAAAATTACGCCAATG GGGCTAAGGTAAGGGTGAGG 238

Ai01B19514 Araip.B01 19514 p2 (TC)6 12 90600895 90600906 TCGCGTCAATCAGTATACGC TATAAGCGCAGCGTCAACAC 236

Ai01B19516 Araip.B01 19516 p2 (AG)6 12 90611514 90611525 GCAATGGCAACTTAAATCAAGA AGGGAGCTCGCATATTTTCA 280

Ai01B19521 Araip.B01 19521 p2 (TC)6 12 90659139 90659150 TGCTGGACAGAACGATGAAG ACTGCTGAGGAGAAGATGCC 253

Ai01B19523 Araip.B01 19523 p4 (TTAT)5 20 90671976 90671995 CATTCAAGGATTTTGTTTTCCTTT CACGTCTTTGCGAATGAGAA 204

Ai01B19524 Araip.B01 19524 p3 (TTC)5 15 90677031 90677045 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai01B19532 Araip.B01 19532 c (T)10aaatttcaaaaattatgttagaaattagttagaaaagataa(T)1162 90718019 90718080 TGATCTTTGAAAACTTGACAACTAAGA TTTCGAAAATCAAAGGGTGC 205

Ai01B19535 Araip.B01 19535 p2 (TA)25 50 90757018 90757067 TTGACACCTTCACGCCATAA ACCACTCTGATCCACTTCGG 253

Ai01B19537 Araip.B01 19537 p3 (TCA)5 15 90770760 90770774 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai01B19540 Araip.B01 19540 c (A)10gaaaaaaaatagc(A)1235 90788133 90788167 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 137

Ai01B19543 Araip.B01 19543 p2 (AT)7 14 90807412 90807425 TTGGTGTTTTCCCTCCAAAA TGATTGAAAGAATTTGATTGGA 218

Ai01B19544 Araip.B01 19544 c (TTTAT)5tttcg(AAAT)550 90807595 90807644 TTTCCAATCAAATTCTTTCAATCA CCATGATGGAGAAAGGGAGA 198

Ai01B19548 Araip.B01 19548 p2 (TC)7 14 90877925 90877938 GCTCGCATATTTTCATCTTTCA GGAAGCAATGGCAACTTAAATC 280

Ai01B19549 Araip.B01 19549 p2 (TA)20 40 90883251 90883290 TGGCTTTTTCTGCTTGCTTT TGCTCAAAGCCTTGGATCTT 201

Ai01B19551 Araip.B01 19551 p3 (ACA)5 15 90895814 90895828 TCACTCATTGCTAAAATTGTTGGT ATTGGATTCAGCAAGCAAGG 220

Ai01B19553 Araip.B01 19553 p3 (GAA)5 15 90914962 90914976 CGGTCTTAGGTGCCATCAAT AACACACTTCACCCCTCGTC 149

Ai01B19554 Araip.B01 19554 p3 (AAT)5 15 90917673 90917687 GTTCTTGTCCTTGCTCCTGC TCACATCACCAAAAATCCGA 172

Ai01B19555 Araip.B01 19555 p2 (AG)6 12 90917999 90918010 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTGTGAATCAA 279

Ai01B19559 Araip.B01 19559 p4 (ATAG)5 20 90922834 90922853 GCTTGGGAATTTGATTGTTTG GGAGAATGATCAAGGGGGTT 143

Ai01B19563 Araip.B01 19563 p3 (ATG)6 18 90953668 90953685 TTGTGGTTGTGGTTGATGCT GCAAATCTTTCAAAAACGGC 204

Ai01B19565 Araip.B01 19565 p2 (GA)7 14 90963762 90963775 AGGGCAGCTGAAAATGATTG GAGGCTTCAAGGGGATTTCT 196

Ai01B19567 Araip.B01 19567 p2 (CT)6 12 90997999 90998010 AAACAAGATCCAACAAGTGTTCA GGGAATGAACCAAGGAGTCA 267

Ai01B19568 Araip.B01 19568 p2 (CT)6 12 91006150 91006161 CCCCAAACCCTTCTCTTCTC CGGACCAACAACACTTAGCA 147

Ai01B19569 Araip.B01 19569 p2 (TA)9 18 91007660 91007677 ATCTCTCAGGCTCACGAGGA TTTCAAATGCAGGACGTGAG 276

Ai01B19570 Araip.B01 19570 p2 (CT)6 12 91011028 91011039 CCCCAAACCCTTCTCTTCTC GTTAGACCGAGCCGAAGTTG 126

Ai01B19573 Araip.B01 19573 p3 (ATT)7 21 91024588 91024608 TACCGCGAGAGAGAATGGAT TAGGCGTACCCCAACTTCAC 235

Ai01B19578 Araip.B01 19578 c (A)10tacgaaaaaaaag(A)1033 91077092 91077124 TTGTTGGCTCTTGAAAGAATGA TTGCTCTTGCCTTTTGGTTT 209

Ai01B19580 Araip.B01 19580 p3 (CTT)5 15 91091120 91091134 ATGCATGACCTTCATCACCA GCTCCGGTGGAAAATGAGTA 225
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Ai01B19581 Araip.B01 19581 p3 (AAC)5 15 91092710 91092724 CACTTGGAAGGCTCAAAAGG CAGGCACCTGACAGAGGATAG 237

Ai01B19582 Araip.B01 19582 p2 (AT)10 20 91093326 91093345 AGGGCATATGATTTTCGTGG GCCACATCATTCAGGTTGAG 233

Ai01B19585 Araip.B01 19585 p2 (GT)7 14 91139310 91139323 AATTCTTGCCGACCGTATTG GATGTTGCACCACAGCAGTT 160

Ai01B19586 Araip.B01 19586 p2 (CT)6 12 91158662 91158673 TGCAAAATATCTTTTCAAACCTCC GTCCCCAAGCAACTGAACAT 245

Ai01B19592 Araip.B01 19592 p2 (TC)6 12 91207288 91207299 ATGCATCCATTCAGGGAGAG AAAATAAAAGAACATTAAACCTGGGA 152

Ai01B19594 Araip.B01 19594 p2 (TA)8 16 91217693 91217708 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 276

Ai01B19595 Araip.B01 19595 p2 (TC)6 12 91218525 91218536 ATTCAGGGAGAGCTCGCATA TCAAAGAACAATCTGTGACATGG 224

Ai01B19596 Araip.B01 19596 p2 (TC)10 20 91221841 91221860 CCAAGCTTTAAATGTGGGGA CACTGGTTTTGTGTGTTCGAG 280

Ai01B19600 Araip.B01 19600 p4 (ATTT)7 28 91232197 91232224 ACAGCCAGCCAAACTTCAAC TCGAGTTTGGACAACTGACG 207

Ai01B19602 Araip.B01 19602 p2 (AG)8 16 91247378 91247393 TTAATTTCGGTTAGACCGGG TCTCCCTCTCTCCTTCCCTC 279

Ai01B19604 Araip.B01 19604 c (GAT)6(GAG)8 42 91262137 91262178 TTTGAGAAAGCCGAGGAAGA GGATTTCACTCTGGCGACTC 235

Ai01B19605 Araip.B01 19605 p3 (ATA)14 42 91284785 91284826 CCTACGTCGTTGACTCCCAT CAGTTTTTGGGTATGCCGTT 268

Ai01B19608 Araip.B01 19608 p2 (TA)6 12 91294754 91294765 TGTCCTGTCCTCTCCCCTAA GATGAATCCATGCAGACGTG 273

Ai01B19610 Araip.B01 19610 p3 (ACA)5 15 91296544 91296558 TGGCGGTTACAATTTGATGA AATTGCCTAGGGTTTGGCTT 249

Ai01B19611 Araip.B01 19611 c (TA)23a(AT)6 59 91297071 91297129 GCTAGTGTCTCCTTTTGCCG CCAATATTTTGGCTTAAGGTGC 278

Ai01B19613 Araip.B01 19613 p2 (AC)8 16 91300785 91300800 TCTGCTTCAGCCACACAAAC TCTTATTGACAGCACAGCGG 205

Ai01B19615 Araip.B01 19615 p2 (AC)6 12 91323627 91323638 TCATGAGGTCTTTTCAAGGTTGT AAGGGGACAAAATTACCCCTAA 263

Ai01B19617 Araip.B01 19617 p2 (AT)6 12 91330691 91330702 GTGGGAGGCTGATTTTTCAA CTGCATTTGCATTTGCATTC 276

Ai01B19618 Araip.B01 19618 c (TA)7(T)10 24 91344938 91344961 GGCATTTTTGTCCCCTTTTT TTGGGAATTGGGTGCATACT 176

Ai01B19619 Araip.B01 19619 p2 (GA)6 12 91351980 91351991 AGAGAGAAGAGAGAAGGGTTCG TGAAAATCACTAACCACCTTTTCA 234

Ai01B19620 Araip.B01 19620 c (A)11t(AATA)5 32 91363651 91363682 TCGAGTTTGGACAACTGACG CCAGCCAGGTTTCAACAGAT 233

Ai01B19625 Araip.B01 19625 p2 (TA)8 16 91406103 91406118 AGAAAATGAAGCAGGGGAGG GACCCGGTGTACTTGTCGAT 255

Ai01B19628 Araip.B01 19628 p2 (AT)6 12 91433015 91433026 TTTTACCAACCATTGTCCCAA GGCATTTTTGTCCCCTTTTT 195

Ai01B19632 Araip.B01 19632 p3 (TTC)5 15 91490757 91490771 ATAATGCAATAGCATCGGGC TGAAGAAGGGGTTCAGATGC 238

Ai01B19633 Araip.B01 19633 c (A)10gagaaaagaaagaaaaatagcg(A)1042 91491714 91491755 TTGGCTCTTGAAAGAATGATGA TGCTCTTGCCTTTTGGTTTT 219

Ai01B19635 Araip.B01 19635 p2 (TA)12 24 91494577 91494600 TGAACATGCAGAAACTCATGC CATCATCAGTGAGGGTTCCA 239

Ai01B19640 Araip.B01 19640 p2 (AT)16 32 91569205 91569236 TCGAGTTTGGACAACTGACG ACAGCCAGCCAGACTTCAAC 194

Ai01B19642 Araip.B01 19642 p2 (AC)21 42 91585694 91585735 TCCATCAAATATTGGCATGTTAC TGCAAATGTGCACAATAAGG 221

Ai01B19643 Araip.B01 19643 p2 (TA)6 12 91588985 91588996 TGGATAGTTGGATCCATTGATTT TGTAGCCTTAGGTCCCTCATT 272

Ai01B19650 Araip.B01 19650 p3 (AAG)6 18 91609106 91609123 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai01B19652 Araip.B01 19652 p3 (AAT)5 15 91616143 91616157 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai01B19657 Araip.B01 19657 p2 (GT)8 16 91641050 91641065 GTCCCCTGCATCTTCAATTC TGTTCTGCCACTCTTTGGCT 279

Ai01B19660 Araip.B01 19660 p2 (TA)11 22 91666995 91667016 CATGCATTCTCCTTTGGTCA TTGAAAATATTGGGAATTGGG 262

Ai01B19661 Araip.B01 19661 p2 (AC)6 12 91667211 91667222 CCAATGTCCCTAAGTTTTCCA GGCCATCATTTCACTTAGCC 204
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Ai01B19663 Araip.B01 19663 p2 (CT)6 12 91703911 91703922 TTTTTGAATTTCGAATAGTAACCA AGAGAGGGAGAGAGGGTTCG 161

Ai01B19666 Araip.B01 19666 p2 (GC)6 12 91720576 91720587 CATGCAAAGGCATGAGAAGA TTATGCCACTTTTGTGCCTG 211

Ai01B19667 Araip.B01 19667 p2 (GC)6 12 91720831 91720842 GGACGCGTGCTTATGGTATT AAACCTGAGAGTCAGGCCAA 262

Ai01B19672 Araip.B01 19672 p2 (AT)9 18 91768969 91768986 ATCACTGAGGGTTCCATGCT AACATGCAGAAACTCATGCAA 227

Ai01B19675 Araip.B01 19675 p2 (TA)6 12 91782182 91782193 TTCCTTTGGTTGGTCTCTGTG ATTCCAAACTAAGCGGAGCA 122

Ai01B19676 Araip.B01 19676 c (TA)12cagaaaattt(A)1145 91784227 91784271 TTATTATGGCAACCTAAATCTTGTT TCACCTGTAAAGCGTAGCCA 280

Ai01B19682 Araip.B01 19682 p3 (AAT)12 36 91804929 91804964 GGGAACTGTGGGAACTTGAG ATTCGGGTAATTTTGTCCCC 248

Ai01B19684 Araip.B01 19684 p3 (AAT)6 18 91810939 91810956 ACTGTGGGAATTTGGGTTGA TGGGGTAATTTTGTCCCCTT 218

Ai01B19685 Araip.B01 19685 c (T)11gtatcccctcttatttggatgctgaataa(T)1050 91815934 91815983 TGTGCATTGTTTTCATTGGG CCTTTTGGGAACATGGGTAA 192

Ai01B19689 Araip.B01 19689 p3 (AAT)5 15 91826025 91826039 AAGTTGTTTGCTCCAATGGC TCACATCTCTGCCATCCTCA 219

Ai01B19690 Araip.B01 19690 p2 (AG)6 12 91826366 91826377 TGAGGATGGCAGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai01B19694 Araip.B01 19694 p4 (AATT)5 20 91864148 91864167 AAAAATGGATGTGGAAGAAGG TTTCGAAAATCCTCACCCAT 245

Ai01B19702 Araip.B01 19702 p3 (TAT)12 36 91903698 91903733 TGAATGAAAATAAGAAGAAAATGGAA TTGCACCCTGTTTTTCTCCT 252

Ai01B19704 Araip.B01 19704 p3 (GAA)5 15 91948905 91948919 CGGTCTTAGGTGCCATCAAT CCTCTACACTCCTCTTGCCG 170

Ai01B19708 Araip.B01 19708 c (A)15ccaacctacgcgcaagcgcaaa(GC)649 92004381 92004429 TCCATTTGCTTGCTAAGGTG CCCAGATAGTTGAAATGGGC 279

Ai01B19709 Araip.B01 19709 c (TC)8ctcttctctttcttt(TC)1357 92012442 92012498 TTCCATTGCTTTCGTTCCTT GGAGGGGGAGAGAGAGAAGA 173

Ai01B19711 Araip.B01 19711 c (AG)7aaagataggggaggtaaaggagagagagaggaaggagatgga(AG)6aaagagagagagaagggaaaagagaggagaaagtagagagatatgg(GA)7aggaaaggagag(GA)6152 92014559 92014710 AGAGATGAGCGAGAGAGAGAAA CTCTAATCATCTCTCCCCTTTTT 226

Ai01B19714 Araip.B01 19714 c (A)10gagaaaaaaaatc(TA)737 92021935 92021971 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 230

Ai01B19715 Araip.B01 19715 p2 (AC)7 14 92034319 92034332 GGGCTAAGGTAAGGGTGAGG GGGACAAAATTACGCCAATG 228

Ai01B19717 Araip.B01 19717 p3 (ACA)5 15 92048508 92048522 TACTGATGAATGTCCGCAGC GAGGTGCTCTGTAAGGCTGG 245

Ai01B19718 Araip.B01 19718 p2 (AT)7 14 92052998 92053011 AAGCAAAGTGCTAGGTGGGA ACGCTCTTGCGTGACTCTCT 242

Ai01B19719 Araip.B01 19719 p2 (CT)8 16 92053641 92053656 GCGCCAGTAGCATAAAAAGG AAACCTTGTGAATGGGGATG 252

Ai01B19721 Araip.B01 19721 p2 (AG)6 12 92059512 92059523 TGCAACATGGGAGAGATTCA GGAATGCACCCATTCAAAGT 242

Ai01B19722 Araip.B01 19722 p2 (TA)7 14 92060397 92060410 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 280

Ai01B19727 Araip.B01 19727 p2 (CT)6 12 92069951 92069962 TTTTGTTTCAATCATATCTTTTTCA AGAGGAGAAGAAGGGGTTCG 280

Ai01B19728 Araip.B01 19728 p2 (GC)6 12 92079316 92079327 AGACAATGGTGGTGGGTTGT GCTAGTACCTTCACCGACGC 189

Ai01B19729 Araip.B01 19729 p2 (GC)6 12 92079741 92079752 GTTGGACACAAAGTTGGCCT TTCTTTGAAAAAGAGCACCGA 110

Ai01B19732 Araip.B01 19732 c (A)10gagaaaag(A)1028 92106913 92106940 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTCTTGGTTT 122

Ai01B19736 Araip.B01 19736 p4 (TAAA)6 24 92122138 92122161 TGGTGTTTTCTGGTTGGTTTT CCATGATGGAGAAAGGGAGA 203

Ai01B19737 Araip.B01 19737 p4 (TAAA)5 20 92133744 92133763 AGAGAGGGAGAGAGGGTTCG TTTTTAAAACCACCTAACTACCTTTC 266

Ai01B19741 Araip.B01 19741 p2 (AT)9 18 92163206 92163223 GTGCATGCTCATGTGAAACC ATTCCCACTTTTGCATCACA 252

Ai01B19742 Araip.B01 19742 p2 (GT)7 14 92163398 92163411 ATGTGATGCAAAAGTGGGAA TCTTTTCAAGGTTGTAATGGGC 169

Ai01B19743 Araip.B01 19743 p2 (CT)6 12 92189557 92189568 TGGGAAGGTTCATAAGCCAA GCTGGAGAATGGGAAATCAA 260

Ai01B19744 Araip.B01 19744 p2 (TA)7 14 92191508 92191521 AAGGGCGAAACAGACAAGAA ATCACAACAATCCACCCACC 263
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Ai01B19745 Araip.B01 19745 p3 (GAA)18 54 92204827 92204880 CATGCACAAAGTTAAAATGCAA CCTTACCCTGCAAACGTCAT 242

Ai01B19747 Araip.B01 19747 p3 (TGG)5 15 92214346 92214360 CACATTAAACGACGCTCGAA CCACCCACAGATGATGATGA 233

Ai01B19749 Araip.B01 19749 p3 (AAG)5 15 92234508 92234522 CCTATGACTCGGAGGTGGAA CAAAATCAATTTCCCACCCA 206

Ai01B19751 Araip.B01 19751 p2 (AG)7 14 92236801 92236814 TTGAAAAAGAGGGAGATATTTTCG TTTTTCAAAACCAATTTCAATCA 236

Ai01B19753 Araip.B01 19753 c (GC)6cttgcgcttgcgcgtaggttggtttttgg(T)1253 92239959 92240011 TCTTTAGCCCAGATAGCCGA ATGCTGTGATAGGGCATGAA 259

Ai01B19754 Araip.B01 19754 c (TTTTTC)5ttttc(T)1449 92248670 92248718 TCACATGTGCATTGATTTTTCA AAATTGTGGGAACATGGGTT 277

Ai01B19757 Araip.B01 19757 p2 (CT)6 12 92253710 92253721 AAAGAACCTGGAATTGAGAGTCA TTCTGGACTGTTTTGGACCC 215

Ai01B19759 Araip.B01 19759 p2 (TC)7 14 92262257 92262270 CAAGCCCCAGATAATCCAGA CATGGGAGAAATTCATAAATTCAA 237

Ai01B19762 Araip.B01 19762 p2 (TC)6 12 92275268 92275279 CGATCCTCAGCATCTCTTCC CGACATGATCGAACTCGAAA 222

Ai01B19763 Araip.B01 19763 p3 (AAT)10 30 92277735 92277764 TTTTTGTATGTTAGTCTTCGTGGA AGCCGAAGATCGAATCTGAA 267

Ai01B19764 Araip.B01 19764 p3 (ACC)5 15 92279573 92279587 GCCACATGTAACGAGCTGAA AAATTTAGTTTAGTACCGCCAGTC 122

Ai01B19765 Araip.B01 19765 p3 (AGA)5 15 92281954 92281968 GCTGATGGTGTCTTGCTTGA AGCAAATTAAAGGCCCAACC 219

Ai01B19767 Araip.B01 19767 c (T)11ctctgtttttgtttcttgaattgaagtaagggttagaactaacaatacacaaagtggatttatttttaa(T)1090 92288782 92288871 CATGTGTAGCTTCCTTCTCGG AGATGGGAATTGAAAGCCCT 161

Ai01B19768 Araip.B01 19768 p3 (GTA)7 21 92291403 92291423 TGATGATGAGGAAGGTGTCAG TTCAGTTCTTTCCACCAGGC 217

Ai01B19769 Araip.B01 19769 p3 (TCA)5 15 92291631 92291645 GCCTGGTGGAAAGAACTGAA GAAGAGCCTCAGTTTCACGG 210

Ai01B19775 Araip.B01 19775 c (TA)8tgtta(T)10 31 92344592 92344622 TTGTCCCATGTGCATTGATT TGCTCATGCGAAATCAAAAT 203

Ai01B19777 Araip.B01 19777 p3 (AAT)5 15 92351823 92351837 GCAGGAGCAAGGACAAGAAC GTTTGCTCCAATGGTAGGGA 245

Ai01B19781 Araip.B01 19781 p2 (GC)6 12 92367859 92367870 CAAAAGTTTGGAAAACCCCA AAATTGCCAGCACGTTTTTC 148

Ai01B19783 Araip.B01 19783 c* (A)10(AAG)6* 26 92380789 92380814 GAAGATCCCCACATAGCCAA TTTTTCTCCCCTCTCCTTGC 278

Ai01B19784 Araip.B01 19784 p4 (AAAT)6 24 92390984 92391007 AACCACCTTCTCTCTCTCCTCA AGCTGTTGCTTTGTTTGCCT 214

Ai01B19786 Araip.B01 19786 p5 (TTATC)6 30 92402787 92402816 TGCACTGCTGATCCTTCATC CAAGCCTACACAGAGAGGGG 259

Ai01B19787 Araip.B01 19787 c (TC)6(T)10 22 92414655 92414676 AGGGCTATTGGCTTTTTGCT TGTGGTGGCAATGCTTTCTA 278

Ai01B19790 Araip.B01 19790 p3 (AAT)5 15 92424437 92424451 TGGAAGGATCAACAAAAGCC GCTGACCCACTTGTACCTCC 229

Ai01B19791 Araip.B01 19791 p2 (TA)6 12 92427626 92427637 GAACTTTGAACTTTGGGGCA GAAGTTGGGAACATGGGCTA 240

Ai01B19794 Araip.B01 19794 p3 (TGG)5 15 92440727 92440741 CGTTCAGCGGAACCTAGAAG ACCTCAGTGACCACCACCTC 248

Ai01B19795 Araip.B01 19795 p5 (AAAAT)5 25 92451544 92451568 GATGTGGGTGAGGATTTTCG AATTCCTTATCTTCTCTTACCTAGCTT 203

Ai01B19797 Araip.B01 19797 p2 (AT)7 14 92458904 92458917 TCAAAGTCGCGTAAAACGAA TTGATGGCCTTAGAGGCTTG 241

Ai01B19802 Araip.B01 19802 c (A)10tctttctatcttatctttttcaaaatcatatctttttc(A)1058 92534909 92534966 TCTTGTGAATCAAGTCATTAATTGTG TTTCGAAAATTAGAGAGGGGAA 280

Ai01B19803 Araip.B01 19803 p3 (TCT)5 15 92544143 92544157 CCACAGGATCCCCACATATC ACTTGGAGGTGGAGGCTTTT 280

Ai01B19808 Araip.B01 19808 p2 (CT)6 12 92553374 92553385 CATTGAACCTGAGAAGAAGTTGAA CAGCGAATTCTGGGTTGTTT 251

Ai01B19810 Araip.B01 19810 p3 (TTA)6 18 92574214 92574231 AAAGGCTAACCAAGTGGGATT CAAGGAATTGCAGGGAGGTA 212

Ai01B19813 Araip.B01 19813 p2 (CT)6 12 92581665 92581676 TCTCATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 269

Ai01B19814 Araip.B01 19814 p3 (TAT)5 15 92582000 92582014 TTTCTCCCACTCACAAAGGG GTTCTTGTCCTTGCTCCTGC 112

Ai01B19817 Araip.B01 19817 p3 (TGA)5 15 92591820 92591834 CTCAGGGTCATCTTGTGGGT CGGGATGAACAACTACAGGG 234
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Ai01B19821 Araip.B01 19821 p3 (AGA)6 18 92606752 92606769 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai01B19822 Araip.B01 19822 c (AG)6ggagagagagggggatagagagaggaagggg(GA)655 92625092 92625146 GGAGAGAGAAAGTGGAAGGGA GCACCAGTTTAAACCAGTTCAT 241

Ai01B19825 Araip.B01 19825 c (AT)10tctatttttttaacataacataaatataaacatagcttatcagtgcgtatagatttttga(T)1292 92645180 92645271 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 211

Ai01B19826 Araip.B01 19826 p4 (TTTA)6 24 92657206 92657229 ATCCATGTTGGAGAAAGGGA TTCCTGACCACTTTTTCTCCTC 158

Ai01B19829 Araip.B01 19829 p4 (AAAT)5 20 92676387 92676406 GTGTGGGGAAACACAGGAAC TGGGGTAATTTTGTCCCCTT 213

Ai01B19831 Araip.B01 19831 p2 (AT)6 12 92683385 92683396 GAAACTGTGGGAACTTGGGT TTGGGATAATTTTGTCCCCTT 240

Ai01B19834 Araip.B01 19834 p3 (TTC)5 15 92714479 92714493 CATGCGCAACCAAGTTTTTA TTCAACCAAGAACACAACCAA 273

Ai01B19837 Araip.B01 19837 p2 (AT)9 18 92721920 92721937 TTAAGTGTGGGGAGGTCGTC CAAATCAATTAGGGTGCCCA 268

Ai01B19838 Araip.B01 19838 c (T)11gcta(T)10 25 92725810 92725834 TAGTTTAGCCGCTTAGGCCA TGAAGCACGAAAAACCAATG 197

Ai01B19841 Araip.B01 19841 p2 (CT)8 16 92761273 92761288 AATTTCCCATCCAAAATCCC TGGGTGCCATGAATGGTAAT 274

Ai01B19844 Araip.B01 19844 p2 (TA)7 14 92768040 92768053 CGCAATTTTGGGGTGTAAAT TCAATGGAACACCCTAGAAGAGA 269

Ai01B19845 Araip.B01 19845 c (T)10cgaaaattaaaataaaaaattaaaataattagttaattaaaaagaatttttgaaaaagagggaagatattttcgaaaatt(AG)6102 92779445 92779546 GGTTCCCTTTAGGTGAGTGGA TTTTCTATCTTTTTCAAAACCACC 261

Ai01B19847 Araip.B01 19847 p5 (AAGAT)6 30 92785815 92785844 GAAAGATAAAGGCGGTTCCC TGACTTGTTGGACTTGCTGC 264

Ai01B19848 Araip.B01 19848 p5 (AAGAT)5 25 92792280 92792304 AAGGCAGTTCCCCAGAAGAT CCTGGGTGCTCCAGTGTATT 122

Ai01B19849 Araip.B01 19849 p3 (AAG)5 15 92795521 92795535 AGAAGATGGCCAAAGTGGTG GGTTGACATCCTCCCTCAGA 249

Ai01B19851 Araip.B01 19851 p3 (AAT)5 15 92802119 92802133 CAGGTTCTGGATCTGCTTCC CCCCCTCTTTTCTTCCACTC 150

Ai01B19852 Araip.B01 19852 c (T)11gaaaaatgttagtaattttcgaaaattaagatttaaaaattaaaataattagttaaaaagagatttttgaaaaagagagaagatattttcaaaaatt(AG)6120 92802349 92802468 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 275

Ai01B19853 Araip.B01 19853 c (T)11cgaaaacaaaagaaaaatttttgaaagattttttgttttttttg(T)17aaaaatttttt(A)1093 92803208 92803300 CCAGGCTTCACATGCTTCAT TTGGATCATTTTCCCGAGAG 277

Ai01B19856 Araip.B01 19856 p3 (TAT)8 24 92839177 92839200 TCTGCTCTCCTCACCCTTGT AGAGGTGCTTGCTGGATTGT 265

Ai01B19857 Araip.B01 19857 p3 (TTC)5 15 92841892 92841906 AAATGGCTGAACTTACCCCC AGGATTCTCCGATCTTGGGT 253

Ai01B19858 Araip.B01 19858 c (CT)8aatttttgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattcttattttttatttttgattttaaaaaaattttcg(A)10119 92847890 92848008 CTTCTTATCTTTTCAAAATTTGTTTCA GATGGGAGGGGGAGAATTT 280

Ai01B19859 Araip.B01 19859 p3 (TAT)6 18 92848234 92848251 TTGTCTCCCCCTCTTTTCCT TTATTTTCGGCTGCCATCTC 257

Ai01B19862 Araip.B01 19862 c (TATT)5tgtattattatttatttatacttttttc(T)1159 92866832 92866890 AATTCCAACTTTTGCATCACA GGAAATTTGGGTGCATACTCA 238

Ai01B19863 Araip.B01 19863 p3 (TCT)6 18 92880343 92880360 CATATGCATTGCTTTCACCA GTGTGGGAAAAGTGGGTTTC 262

Ai01B19867 Araip.B01 19867 c (T)10cttttctttttctc(TCT)642 92885852 92885893 CATGCAGAATGTTTCCACCT GTGTGGGAAAAGTGGGTTTC 274

Ai01B19870 Araip.B01 19870 p3 (AAG)5 15 92902261 92902275 CTGGGGTCAGGTAGACCAAA TCATTTTGCTGGATTCTCCC 149

Ai01B19871 Araip.B01 19871 c (A)10(T)11 21 92915238 92915258 CAATGCATGAAATTGACACCA CTAGTGTTTTGGACCGGAGC 270

Ai01B19872 Araip.B01 19872 c (T)10ctatatattattttttttcgccta(T)1044 92918473 92918516 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 227

Ai01B19873 Araip.B01 19873 c (T)10gctatttttcttttctc(T)1037 92937679 92937715 AGGGCTATTGGCTTTTTGCT TGGCTCTTGAAAGAATGATGAA 222

Ai01B19877 Araip.B01 19877 p2 (CT)7 14 92974676 92974689 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 279

Ai01B19878 Araip.B01 19878 c (CT)6gagttcagattttctcttcttcttttcttctactcacacagggacctctatactgtggtaaaaagggcccc(TAT)598 92974917 92975014 TCTCTCCCTCACTCACCAAAA CAGGTTCTGGATCTGCATCA 202

Ai01B19880 Araip.B01 19880 p3 (GAA)5 15 92996871 92996885 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 231

Ai01B19882 Araip.B01 19882 p3 (GAA)5 15 93000734 93000748 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAAACATAACC 197

Ai01B19884 Araip.B01 19884 p2 (TC)11 22 93007587 93007608 GACAAGCCCTTATAGCGGTG CTGCAGCTATTGCCTCCTTC 263
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Ai01B19886 Araip.B01 19886 p2 (AG)7 14 93012910 93012923 GATGAGAGAGGGAAAATTTTGAA TTTCTTATCTTTTTCAAAACCACCT 212

Ai01B19890 Araip.B01 19890 p2 (GC)6 12 93032273 93032284 TCCAGAGAGTTATGCCACCC CTCTTAAAGGTGGCGTCGAG 161

Ai01B19894 Araip.B01 19894 p4 (CTCC)5 20 93048518 93048537 CGCCATTAGCCTAAAACGAG CCTTGTTAATGGGGGTGAGA 260

Ai01B19896 Araip.B01 19896 p2 (AT)10 20 93080957 93080976 TGAAGCAAGAAAAAGCAGCA TCGAGTGCTTAGGCCAAGAT 220

Ai01B19898 Araip.B01 19898 p2 (CT)6 12 93094824 93094835 TTTGTTTGTTTCCTAACTTTTTCAA AGGAGGGCAGAGTTGTGAGA 280

Ai01B19899 Araip.B01 19899 p3 (TAT)5 15 93095158 93095172 CTCACAACTCTGCCCTCCTC AGTCCTTTCCGGTTCTGGAT 213

Ai01B19900 Araip.B01 19900 c (TA)9catatatatatgtatatatg(TA)854 93099702 93099755 AACCACACCATTAGGCTCAAA GCGATTTTGGGTGACAAGTT 229

Ai01B19901 Araip.B01 19901 c (TA)10catatatatatgtatatatg(TA)856 93100028 93100083 TTCCGCTTTCATTTTTGCTT GCGATTTTGGGTGACAAGTT 229

Ai01B19906 Araip.B01 19906 p3 (GTT)5 15 93124765 93124779 TTTATTTATCACCTCGCCGC AAGCCCTACACTTCCCTCGT 237

Ai01B19907 Araip.B01 19907 p5 (TTTTA)6 30 93127000 93127029 CCTTTGATGTTCTGGCCCTA ACAAGCGATCTCCGTCACAT 233

Ai01B19909 Araip.B01 19909 p3 (TCT)6 18 93140270 93140287 TCAACATCTCTCTCCCACCC CCCTCGAGCAAAAGAAGAAA 110

Ai01B19916 Araip.B01 19916 p2 (TA)9 18 93160139 93160156 TTTTCATTTCCGGTACCAAAG AAATGCGTTGATTTTTACAATTTTT 276

Ai01B19919 Araip.B01 19919 p3 (TGG)6 18 93165086 93165103 GACGATGATGATGATGAGGC CTGTGCAGTGGAGGTGCTTA 236

Ai01B19920 Araip.B01 19920 c (TGG)6atgattttgaggtgaagggagaagggtattttcgtctgagggacgattttaaaacaaactgaaattttgggaaccatttcatagt(A)11114 93168248 93168361 TGGTTCTGGTTAGGCGTAGG GAAAATCGGAATCGTCTCCA 164

Ai01B19921 Araip.B01 19921 p2 (AT)6 12 93170214 93170225 CACGCGTCACCATCTTTATTT CCGTAATTGAAAGACGGACTACA 279

Ai01B19922 Araip.B01 19922 p2 (TA)11 22 93171169 93171190 CAAATCACAGAAAATGGGACA AACGTGAAGAAGGAGACCTGA 129

Ai01B19924 Araip.B01 19924 p3 (AAG)5 15 93177136 93177150 CCCTTGGTGTTTGAACGAAT TGACGTGGCTTAACCTTTCC 249

Ai01B19926 Araip.B01 19926 p2 (TA)8 16 93185589 93185604 TTTTGTCCCCTTTTCTTGCTT GCTAGTGCGTGTGTGTCGTT 279

Ai01B19927 Araip.B01 19927 p2 (TA)11 22 93233604 93233625 GGAGCATTTTTGTCCCCTTT TGATTTCGGGAAAGTTGGAA 279

Ai01B19928 Araip.B01 19928 p3 (TTC)5 15 93244537 93244551 TTTTGGTTGCCCTTTTTCAG TGCCATGCTTGTTCTGTTTC 262

Ai01B19929 Araip.B01 19929 p2 (GT)6 12 93252291 93252302 TCTTCTCCTCCCTCACTCCA ACCAAGATTGGACCGAACAG 150

Ai01B19930 Araip.B01 19930 p2 (GT)7 14 93259985 93259998 TTTGTAGAGCTCTCCGCGAT ACCAAGATTGGACCGAACAG 265

Ai01B19933 Araip.B01 19933 p2 (AT)6 12 93269278 93269289 AACCCGAGTATCTGCATTGG CAAGCTGCGGCTAGTTCTCT 280

Ai01B19935 Araip.B01 19935 p2 (AG)6 12 93277348 93277359 GAGAGAAAGAGGAGGAATTTTTGA TCAAATCTTTTTCAAATCCCC 142

Ai01B19937 Araip.B01 19937 p2 (AG)8 16 93290237 93290252 CAAAGCTACTGTTACAGCCACAA CGTGGTTTTTCAATCCATGA 280

Ai01B19938 Araip.B01 19938 p3 (AGC)5 15 93294152 93294166 TGCAGATATGCCAAAGCAAA TGCTGCGGACTTGACTTATG 154

Ai01B19939 Araip.B01 19939 p4 (TTTA)12 48 93301644 93301691 CCCAGATAGAGATGCCCAGA TGAAGCAAGAAAAAGCAGCA 276

Ai01B19947 Araip.B01 19947 p3 (TTC)6 18 93335748 93335765 ATATGGCCGAACCTTAACCC TAGAATATTGCTCGCCCTCG 187

Ai01B19948 Araip.B01 19948 p2 (AC)7 14 93351868 93351881 GTTGTAATGGGGCTAAGGCA GGGGACAAAATTACCCCAAC 238

Ai01B19949 Araip.B01 19949 p4 (TATT)9 36 93352017 93352052 AAATCATGCCTAGCTACCCAAA TGCACACTCATGTGAAACCA 228

Ai01B19950 Araip.B01 19950 p5 (AAAAT)6 30 93361218 93361247 AACATCAACAGAGTTGCCCC TCCTCTGTCTGGGTTCCATC 248

Ai01B19952 Araip.B01 19952 p4 (AATA)5 20 93366160 93366179 GAAGGCAATAAGATGCAGCC GCAGCCCTGGTAATCTGGTA 268

Ai01B19953 Araip.B01 19953 p4 (AAGA)5 20 93367185 93367204 ACAACCAGTTCATCCCAACC TTTAGATTGGGGAGTGGTGC 229

Ai01B19954 Araip.B01 19954 p3 (CTT)23 69 93370841 93370909 GCCAATTTTAAAACCCGACA GGTAATGAAGACCGGTGGC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B19955 Araip.B01 19955 p2 (TG)7 14 93371958 93371971 GGAAAGTAAAATGAATAATGATGCT ATAACTCAAACAGGCGGCAC 270

Ai01B19956 Araip.B01 19956 p4 (CTAT)17 68 93383743 93383810 TGGACTCATCAACTCTCCCA TTCTCTGCTTTGCCCTAATTG 270

Ai01B19958 Araip.B01 19958 p2 (CT)7 14 93393341 93393354 TGCAACATCATCTGTCCCAT ACTATAATTCTATTGCCATTAAAAACG 173

Ai01B19959 Araip.B01 19959 c* (A)10(AC)7* 23 93403786 93403808 ATTAAAGAAGCGCTTGTCGG CACACACACCCATCTAACGC 212

Ai01B19964 Araip.B01 19964 p3 (AAG)11 33 93461312 93461344 CAAGGTTCCGAGAAAATCCA CATTCTGCCTTTCCACCATT 258

Ai01B19965 Araip.B01 19965 p2 (CT)8 16 93465331 93465346 GAGAGCTCGCCAATTTTCAC CATGGAAAGGGTTCATAAGTCA 237

Ai01B19966 Araip.B01 19966 p3 (GAG)6 18 93469722 93469739 ACCACTACACCTCCACCTGC CTGATGGGTCTCCTCTTGGA 249

Ai01B19967 Araip.B01 19967 p2 (CT)7 14 93471740 93471753 GAGAGCTCGCCAATTTTCAC CATGGAAAGGGTTCATAAGTCA 235

Ai01B19968 Araip.B01 19968 c (TG)8tc(TA)6tgtatgtatgtatgtataatatgtatgatgagtattatgatgtaaattaaaaaggatatgtgttggaatgagggggaaggggggaa(GT)45206 93484106 93484311 TGCTTTAAATTGTTGAGTTTGGTG TCACCTTTCATATCATCAACTATCATC 277

Ai01B19969 Araip.B01 19969 p3 (ATT)14 42 93486895 93486936 CTGCCATTACTATTGCCGCT TTTTTGTTGTTTAGATTTGTAACATGA 280

Ai01B19974 Araip.B01 19974 p2 (TC)6 12 93505491 93505502 CCTCCACTCACCTCACCATT ATAACTTTGCGCCTCATTGG 226

Ai01B19976 Araip.B01 19976 c (AAG)5(A)10gagaaagaggaggaggagaagtagaagaagaatctacgtgcgcgaagaaggaggaggaggtatacgtgaatttgaaagaagaagatgcgcatgag(AGA)5135 93517100 93517234 ATTGCATTCCATTCAATTCG ATCTTCTTTTCCTCCCTCGC 250

Ai01B19977 Araip.B01 19977 p2 (AT)8 16 93519065 93519080 TGATGATGTGAATCATGCCA GTGCACACAGTCCCAATCAC 168

Ai01B19979 Araip.B01 19979 p2 (AT)7 14 93524874 93524887 CCACACCCGCTTCACTAAAT CGTTTCAATTTTCATACAAAGACA 168

Ai01B19981 Araip.B01 19981 p3 (TTA)5 15 93540256 93540270 CATGAGCATGCTTCCCAAAT CCTACCTTGTGCATCACCCT 262

Ai01B19989 Araip.B01 19989 c (A)10t(A)12 23 93619587 93619609 CATTCCCTATGAACGCTGCT TTTGGGTATGGCTTTTCAGC 235

Ai01B19991 Araip.B01 19991 p2 (CT)7 14 93629057 93629070 TTCGAAAACTCTCTCTCTCATCTC TCCTTTCAGGTTCAGGATCAA 271

Ai01B20005 Araip.B01 20005 p2 (TA)14 28 93771688 93771715 CCCCCATATTGTGTTCGTTC TCCTTAGGGGTGCTTCAACA 260

Ai01B20012 Araip.B01 20012 p2 (TC)7 14 93812258 93812271 CGAAAATTACTAACCCCTTTTTCA TCGAACACAGAGAGGGAGAGA 252

Ai01B20014 Araip.B01 20014 p3 (AGA)5 15 93859598 93859612 TGAGGCTTCGAAGATGCTTT GGTCAGGGTTGACAACATCA 258

Ai01B20015 Araip.B01 20015 p3 (ACA)5 15 93869537 93869551 AAGACAACACCGTGGTAGCC TGCCTTAGGTGAGGTGCTCT 226

Ai01B20016 Araip.B01 20016 c (T)13ggtttttgaattttttgaaaa(T)1145 93883667 93883711 GACATGGCTTAACAGCCAGC GGGATTGTTCGAGTTTGGAC 243

Ai01B20019 Araip.B01 20019 p2 (AG)6 12 93893553 93893564 GTGTGGGGAAAAATTGGGAT TTCACCATTTACTTTGGGGC 239

Ai01B20020 Araip.B01 20020 p2 (CT)6 12 93905480 93905491 TTGTTTCTTAACTTTTTCAAAACTACC GGAGGGTTGAGATGTGAGATG 279

Ai01B20021 Araip.B01 20021 p3 (TAT)6 18 93905819 93905836 TCTCCCCCTTTTCTTCCACT TTATTTTCGGCTGCCATCTC 256

Ai01B20029 Araip.B01 20029 p3 (CAC)5 15 93996719 93996733 TCCTTTTACCCATTCCATGC GGAACCTGGTAGGCGTATGA 187

Ai01B20031 Araip.B01 20031 p2 (AG)9 18 94016261 94016278 GTCTTTGCCACAGAGCCAGT TCCCTTCCTCCTCTTCTCGT 191

Ai01B20033 Araip.B01 20033 p2 (TC)6 12 94031248 94031259 TGTCTTGCATGTTTTCTTTGC GTTCTTGTCCTTGCTCCTGC 266

Ai01B20034 Araip.B01 20034 p3 (AAT)5 15 94031586 94031600 GCAGGAGCAAGGACAAGAAC TTGCTCCAAAGGTAGGGATG 243

Ai01B20036 Araip.B01 20036 p3 (GAA)5 15 94056452 94056466 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai01B20038 Araip.B01 20038 p2 (AG)6 12 94058584 94058595 CAGATGGAAGAGAGGGTTCG TGCATTGCATCATTTTCATGT 208

Ai01B20039 Araip.B01 20039 p2 (AG)6 12 94063622 94063633 GGCCACAGGATCTCCATTTA CTAGCAGCGGGTATGTGTGA 196

Ai01B20040 Araip.B01 20040 p2 (CT)6 12 94088331 94088342 GGCGTTCAACTCCAAGAAAG TTTGAAAAAGAGGGAGATATTTTCA 279

Ai01B20043 Araip.B01 20043 p4 (TAAA)5 20 94098094 94098113 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B20044 Araip.B01 20044 p2 (TC)16 32 94133702 94133733 TGGAGCAGGGATGCTAAGTT TGGAGGTGAGGAGATGGTTC 242

Ai01B20046 Araip.B01 20046 p2 (TA)6 12 94144245 94144256 TTTCAAGGTTGTAATGGGGC GGGACACAAAAGAATTCCCC 259

Ai01B20052 Araip.B01 20052 c (T)10gtagagaaataaacataacttatcaatgcacatggattttccattatttttctattttgg(T)1181 94164351 94164431 TGGGGTAATTTTGTCCCCTT TGGGAAAATTGTGGGAACAT 229

Ai01B20059 Araip.B01 20059 p3 (TTA)5 15 94200029 94200043 AGAAATTGGGAGTTGCTCCA TTGGGGTTTTGGAAGTAAGG 256

Ai01B20061 Araip.B01 20061 p3 (AGA)5 15 94211971 94211985 TTGCCTTCCCTTTCCTCTTT AACCCTAACTCCCATCCCAC 270

Ai01B20064 Araip.B01 20064 c (T)10gga(T)10 23 94231070 94231092 GCATATGCAATTGACACCAAA ATTGAAAGCTTGGCTGGCTA 240

Ai01B20065 Araip.B01 20065 c (T)13cgaaaacaaaagagaaaaa(T)1042 94231463 94231504 CCAGCCAGGATTCAACAAAT CATTCACAAGGGCGTTTAGG 203

Ai01B20066 Araip.B01 20066 p3 (AGA)5 15 94242285 94242299 AATTTTTGTAAATCAAATGGTCAAA AACGCTTCCTATGAGTTGTCG 277

Ai01B20068 Araip.B01 20068 p2 (CT)7 14 94249118 94249131 TTTTTGAAAACCCCTCACCA AGAGAGAGGGAGAGGGTTCG 245

Ai01B20069 Araip.B01 20069 p2 (TC)6 12 94252377 94252388 AAACATTTCCCTCCCAAACC TCCTCGAGCAAAAAGAAGGA 193

Ai01B20077 Araip.B01 20077 c (T)10cgcta(T)10 25 94292880 94292904 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGATGAA 260

Ai01B20079 Araip.B01 20079 p3 (ATA)5 15 94303348 94303362 TGCACCCATCTTAACACAGC ACTACCCCTCGTGATGATGC 121

Ai01B20081 Araip.B01 20081 p3 (TCT)6 18 94305313 94305330 GTTGTTCCTCCCTAGGCTCC TGTTGCAGCTTACACCGAAC 280

Ai01B20086 Araip.B01 20086 p2 (AT)7 14 94321321 94321334 TCCGGTTCATTTCTGAGTGA GAGCGTTGCGCTTTTAATTT 217

Ai01B20091 Araip.B01 20091 p2 (AT)9 18 94357952 94357969 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 177

Ai01B20093 Araip.B01 20093 p3 (TGG)5 15 94372875 94372889 GAGGATTCTGAAAGAGGGGG CTTTCTTCCCTTCCCTCACC 229

Ai01B20096 Araip.B01 20096 p2 (TC)6 12 94403480 94403491 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 215

Ai01B20097 Araip.B01 20097 p3 (TTC)5 15 94406305 94406319 AGATGTCTCATGTGTTGCCG GCTGTTTCTTTTGCTTCAAGG 262

Ai01B20098 Araip.B01 20098 c (A)10ttttttgaaagaaacaaaagaaaagaaaagagaaatattatggaaaagaaaag(A)1073 94414669 94414741 TTGGGAATTGGGTACATGCT TATTTTGGGGCATTTTGTCC 207

Ai01B20103 Araip.B01 20103 c (TTTAT)5tttaatctcggttttc(A)1051 94431885 94431935 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 186

Ai01B20105 Araip.B01 20105 p2 (CT)6 12 94443602 94443613 TCTTGTGATTTCTTGTGAATCAA TTTTGAAAAATGGGGGAAGA 280

Ai01B20106 Araip.B01 20106 p3 (AGA)5 15 94448266 94448280 TCTCTGGCCTTAGGTGCAAT CTTACCCTTGGCCGAATACA 172

Ai01B20111 Araip.B01 20111 p2 (AG)8 16 94517222 94517237 CAGCGTGATTGAATTCGAGA GAACATTGAACCTGGGATTGA 249

Ai01B20112 Araip.B01 20112 p5 (AAGAT)5 25 94533011 94533035 GACCTAAATCCAAAGGCGGT ACACTGCAGATCCTTCGTCC 274

Ai01B20114 Araip.B01 20114 p2 (CT)6 12 94548428 94548439 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 232

Ai01B20115 Araip.B01 20115 p3 (TAT)5 15 94548760 94548774 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 255

Ai01B20116 Araip.B01 20116 p5 (AAGAT)5 25 94551522 94551546 AACACGACCCAAATCCAAAG CACTGCTGATCCTTCGTCCT 279

Ai01B20117 Araip.B01 20117 p4 (CAAA)5 20 94553046 94553065 AGGCGAGATGTTAGAGGCAG TTGAGATTGCAATTGTGCGT 272

Ai01B20118 Araip.B01 20118 p2 (TA)6 12 94554920 94554931 TGGTTTATCAACCTCCCCAC TTCCCTGCTTTCAGGAGCTA 266

Ai01B20120 Araip.B01 20120 c (TAT)5ttttttcttcactccccttgcgacgcgaacgcgtcgctgatgcgatcgtgtcgcgtagcaaa(T)1087 94558023 94558109 CACTCCAGCGTGACTTTCTG GTGCTAGGTGGAAGACAGCC 238

Ai01B20127 Araip.B01 20127 c (A)10gag(A)10 23 94618980 94619002 TGAAGCAAGAAAAAGCAGCA TGATTCCTTTAGGCCCTCCT 200

Ai01B20129 Araip.B01 20129 p2 (AG)6 12 94656023 94656034 AAACTACTTCATATGGCGCAAA TGAAGACTCAAAATATGTAAACGGA 251

Ai01B20131 Araip.B01 20131 p2 (CT)6 12 94663407 94663418 TCTCTCCCTCACTCACCAAAA GTTCTTGTCCTTGCTCCTGC 173

Ai01B20137 Araip.B01 20137 p2 (TA)9 18 94748201 94748218 TTGCAAACGTGTGCCTTATT AGCTTGAAGATCAAGATGAACAC 186
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Ai01B20141 Araip.B01 20141 p2 (AG)6 12 94781593 94781604 TTGGTGAGTGATGTGAGGGA TTTCTTATCTTTTTCAAAACCACC 262

Ai01B20142 Araip.B01 20142 p4 (TTTG)6 24 94784600 94784623 TCGAGCAGGCCTTTGTAAAT CAGCAGTCGCCTTCTTATCC 272

Ai01B20145 Araip.B01 20145 p2 (GA)7 14 94802064 94802077 CGGACGATATTGAGTGATGC ACACGGACATAAGTACCCGC 220

Ai01B20147 Araip.B01 20147 p2 (AT)9 18 94803573 94803590 CAAATTCTTCTAATCCAAACAATG GCTTCGATTTAGCATGGACC 277

Ai01B20150 Araip.B01 20150 p5 (TTATC)5 25 94816686 94816710 GGTACCTGCAAGAGACTCCG AAAGGCGGTTCCCTTAAAGA 207

Ai01B20151 Araip.B01 20151 p2 (CT)19 38 94820117 94820154 TAGGGCAACCTACCCTGTTG AACACCGGAGGGAGAAAACT 273

Ai01B20152 Araip.B01 20152 p3 (TCT)6 18 94838734 94838751 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai01B20154 Araip.B01 20154 p2 (GA)9 18 94848227 94848244 CACCATGTAAAAAGGGAAAAGAA CCGCACAGCTCAACCTAAAT 280

Ai01B20158 Araip.B01 20158 p3 (AGA)6 18 94878657 94878674 ACGAGGTGGAAGCATTTGTC TCAACATCTCTTTCCCACCC 237

Ai01B20159 Araip.B01 20159 p2 (AG)6 12 94880754 94880765 GGAGAGAGGGAGAGGATTTTC TTCTCATCTTTTTCAAAACCACC 213

Ai01B20166 Araip.B01 20166 p3 (CAC)5 15 94937373 94937387 CACTACCCCTATCCGAACCC AATAATAATGCTGGCCCGTG 276

Ai01B20169 Araip.B01 20169 p3 (TTC)5 15 94944136 94944150 ACCAATCAATTTTCCACCCA ACTCGGAGGTGGAAGCTTTT 244

Ai01B20173 Araip.B01 20173 p2 (CT)10 20 94966516 94966535 TTCTGGCACTCTGCGAGTTA TCATTGATCAAAACATTCGAGTC 224

Ai01B20178 Araip.B01 20178 p3 (AAT)20 60 94973929 94973988 TTCTGCCTAAGGGTGGAGTG GCCATAAATCAAATGACTCAGC 168

Ai01B20185 Araip.B01 20185 p3 (AAT)5 15 94995117 94995131 CAATGCCAGAGCATGAAATC TGTTGGTTGCAATGATGAGAA 280

Ai01B20187 Araip.B01 20187 p2 (AC)9 18 95000530 95000547 GGAGACCAGCGCAACATTAT GTGGAAACAACAATGGGAGG 274

Ai01B20195 Araip.B01 20195 c (A)11tcatgcaagtaaact(A)1036 95029247 95029282 CATAAATCGGTGGAGGCTGT TTGGCTCATGATCACCGTTA 211

Ai01B20200 Araip.B01 20200 p4 (TTAT)5 20 95039337 95039356 TCCCCAAAGATATGCTGGTC ACAACCATCCACACCTTCGT 208

Ai01B20204 Araip.B01 20204 p2 (TA)6 12 95074427 95074438 GCCTGATTCATTGTTAAAAGCG ACAGGTCAGAACCTGGGATG 263

Ai01B20209 Araip.B01 20209 p2 (CT)6 12 95093761 95093772 TAAACGCCAGAAAGGGAAGA AGAGTGGGTGGAGGTGATTG 253

Ai01B20212 Araip.B01 20212 p2 (AT)6 12 95102427 95102438 GGAAACGATTTTCCGTTCCT TACAGCCATTTTTCGCTTCC 130

Ai01B20220 Araip.B01 20220 p4 (TTTA)5 20 95155646 95155665 CTTGGATGTCCAGCCTTAGC CCACTTTCTCTCTCCTCAATTTTT 259

Ai01B20221 Araip.B01 20221 c (GA)8ttttgaattttgaaggtaggtggggtgtatggatgtgagtggtgaatggaaaacagaagggatgactatgaatg(GA)6102 95169358 95169459 AGGAGATGGAGGGATGTGTG CCCATAGGATCACCTCAGGA 232

Ai01B20228 Araip.B01 20228 p2 (GA)11 22 95234093 95234114 ATTGCAACAATCCACAAGCA TCTTCCTTCTCCCTCCTTCC 259

Ai01B20233 Araip.B01 20233 p2 (AG)6 12 95302620 95302631 ATGGATGGATGTGGATTGGT CCCATAGGATCCCCACCTAC 172

Ai01B20234 Araip.B01 20234 c (TATT)5(TTTA)6 44 95318899 95318942 TCCCTCTGAGGTAACCTGTGT CGTTGTTTAATTGCTTAGATTGGA 280

Ai01B20235 Araip.B01 20235 c (GA)6agttat(GA)6ggtggtggcggcctgacggcggcggtggccggcggcagggtcgcctggaactgagggtctctcttc(T)11107 95324597 95324703 AACTCACCGGTGGTGAAGAG AACCTTCCCCCATCTTTGTC 270

Ai01B20241 Araip.B01 20241 p2 (CT)6 12 95371646 95371657 CTTTTTGTTTGTTTCTTAACTTTTTCA GGATGAGAGAGAAGGAGGGAA 229

Ai01B20242 Araip.B01 20242 p3 (TAT)5 15 95371982 95371996 CCCTCTTTTCTTCCCCTCAC TTATTTTCGGCTGCCATCTC 253

Ai01B20246 Araip.B01 20246 c (T)10g(T)13 24 95382240 95382263 TCATTCCTCCCTTTGAATGC ACGTTCCATGGGTCTTGTTT 253

Ai01B20247 Araip.B01 20247 p2 (AT)20 40 95384355 95384394 GAGCCTCTTTAAAACTTAAAACCA TTCCCTCGCCTCTATTCTTG 259

Ai01B20250 Araip.B01 20250 p2 (AG)6 12 95392241 95392252 TTCGAATTTTTGGATGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 262

Ai01B20251 Araip.B01 20251 p3 (TTA)6 18 95405868 95405885 CCAGCTCCACCTTTGAAGAA CTCACCCCTGAAACTTCACC 268

Ai01B20256 Araip.B01 20256 c (T)10atgttcttaagataaggtattttgaaagt(A)1352 95434561 95434612 CACAAACCATGAATCCACACA AATCCCTATAATTCCTTTTGTTTTT 253
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Ai01B20261 Araip.B01 20261 p2 (TC)7 14 95455519 95455532 CTGACGCTGACGCGTTATTA AGATGATTCGCCTCCCTTTT 272

Ai01B20263 Araip.B01 20263 p3 (AAG)5 15 95464856 95464870 GAGGCACGGAGAAAGAAGAA TAATGGGAGTGGGGTTTTGA 190

Ai01B20270 Araip.B01 20270 p2 (TA)9 18 95491515 95491532 TGCTGGTTGTTTAAGATATGCTG CCCATGCAACTTTAGGTAGTCC 278

Ai01B20271 Araip.B01 20271 p3 (ATA)5 15 95492396 95492410 TGTTACGTTTGCATCTTCTGC CTATCCTGCCAAAGTGCCTC 230

Ai01B20273 Araip.B01 20273 c (A)17gaagg(A)13 35 95523654 95523688 TGTGAACACTAAGGGGAGCA CCATGCCCATTTCTTCATCT 105

Ai01B20274 Araip.B01 20274 p2 (GC)6 12 95524336 95524347 TCCTTCCCTCTTTTTGCTCA GAAAATTGGAGGGGGTGTTT 175

Ai01B20276 Araip.B01 20276 c (T)14catttggagaattcttttgtatccccttatttgattactttata(T)1068 95532526 95532593 TGTATGGCCAAGTGAGCTTT GCTCATGTGAAATCAAAGCAA 277

Ai01B20277 Araip.B01 20277 p2 (CT)6 12 95534562 95534573 TCTTTTCTTCCCGTTGCACT CCCACCATGGTATGATCGTT 222

Ai01B20278 Araip.B01 20278 c (T)11gaaaattttttttataattaaataaaaaccaataacctcttaatttatgaaaaaagc(A)1381 95546876 95546956 TGAAGGTCAAGATGAACACGA TTGCAAACGTGTGCCTTATT 199

Ai01B20279 Araip.B01 20279 p3 (AAC)5 15 95558784 95558798 ATCCAAAACCAAAACCCTGG CCTCCAAAATATGAGACAAGCA 197

Ai01B20282 Araip.B01 20282 p2 (CT)8 16 95563814 95563829 TTGTTTCTTATCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 280

Ai01B20285 Araip.B01 20285 p3 (TGT)5 15 95587115 95587129 TGGTCATCCTCTTCATTTTGG AACCAAAACCCTGGTTATCAAA 273

Ai01B20286 Araip.B01 20286 c (A)10gagaaaaagagaaaaaagagaaaaagaaaag(A)1051 95594622 95594672 ATATTGGGAATTTGGGAGCC TGGGGTAATTTTGTCCCCTT 195

Ai01B20287 Araip.B01 20287 p2 (TA)7 14 95602942 95602955 TTGTGCACCAAGAACCAAAA TGATTTAGCCCTTGATTGTGC 193

Ai01B20288 Araip.B01 20288 c (TA)39tggccaagtgagctgtaaattgaatctttgactaacctaagttctcaccta(AC)6141 95603358 95603498 TTTCAAGGTTGTAATGGGGC TGGGTAGCTAGGCATGATTTC 258

Ai01B20289 Araip.B01 20289 p4 (TTAT)7 28 95603660 95603687 TGGGATAATTTTTGTCACCACA TTGTGGGAACTTGGGTTGAT 189

Ai01B20294 Araip.B01 20294 p2 (CT)8 16 95631567 95631582 TGTTTGTTTCTTATCTTTTTCAAAACT CGCATTTTTGGTGATGTGAG 278

Ai01B20295 Araip.B01 20295 c (CT)6gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgcggtataaaggatcca(TAT)596 95631812 95631907 TTTCGAAAATTCCTTCTCTCTCA GTTCTTGTCCTTGCTCCTGC 232

Ai01B20296 Araip.B01 20296 p3 (TCT)6 18 95632990 95633007 TCTCAGGATCTGTTGACCCC TTAGAATGTTGCTCGCCCTC 269

Ai01B20297 Araip.B01 20297 p2 (AC)9 18 95637494 95637511 AATGGGGCTAAGGTGAAGGT GGGGACAAAATTACCCCAAT 241

Ai01B20302 Araip.B01 20302 p2 (CA)6 12 95673519 95673530 TTGTGATGCCAAACAAGAGC TGGGGATATGGCAGTAGAGG 133

Ai01B20303 Araip.B01 20303 p3 (GAA)5 15 95675653 95675667 TCTTCCCCTTCCCCTTTCTA CTCTACACTCCTCTTGGCCG 198

Ai01B20305 Araip.B01 20305 c (A)10(T)12 22 95692505 95692526 GATCTGATGTTCCTTGTTTTCG TAGTCTAAGCCCGTGGCAGT 232

Ai01B20307 Araip.B01 20307 p2 (TC)6 12 95704763 95704774 TCATTATGAAGAATGCGCGA TATAAGCGCAGCGTCAACAC 221

Ai01B20310 Araip.B01 20310 c* (A)10(AT)6* 21 95730227 95730247 GGGAAGTTAGAAACATGGGG GAACTTTGAACTTTGGGGCA 243

Ai01B20313 Araip.B01 20313 p4 (ACAT)6 24 95757421 95757444 ATTGCATGTTGCATTTTTGC ATGGAATGCCCAAAAAGAGA 274

Ai01B20314 Araip.B01 20314 p2 (AT)8 16 95758649 95758664 GGTGAGGGTTTCAATTGCTC GAAGGATAAGGAGGGTATGCAA 275

Ai01B20320 Araip.B01 20320 c (CT)6aattttcgaaaatatcttccctcttttttcaaaaatttcgttttttttaactaattatttttaatttttttttacg(A)12100 95797482 95797581 TTTTGTCTGTTTCTTAACTTTTTCAA TTGGACTGTTCATTTCCACTT 280

Ai01B20321 Araip.B01 20321 p2 (TC)7 14 95801188 95801201 GCAACAACCTGGCGTTTAAT GGTATTTGGGGAAGGGTGTT 178

Ai01B20324 Araip.B01 20324 p3 (TGA)5 15 95816903 95816917 GGCAGTGTCAATGCTGCTTA TGTAGGGGCTGAAAAAGTCG 204

Ai01B20326 Araip.B01 20326 p3 (TTC)5 15 95837427 95837441 TTGCTTGTTGTTCGCAAGAC CAAGTACGCACAAAAAGGCA 210

Ai01B20328 Araip.B01 20328 p2 (AG)6 12 95873803 95873814 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai01B20330 Araip.B01 20330 c (T)14gaaaacaaaggagaaatttttgaaaaatttttgaaaaatttttgaaaac(A)1376 95875177 95875252 CAGGCTTCAACATGCTTCAT TGATCCAGGAACAACACCAA 252

Ai01B20333 Araip.B01 20333 p2 (GC)6 12 95914197 95914208 GAAGGGAAGAAGAAAGGGGA TTGAGAAATTCCACCCCAAG 265
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Ai01B20336 Araip.B01 20336 p3 (CTC)6 18 95941261 95941278 TGCTGAAATAGTGTTTGCCG AGAGGGATCAAGTGTGGACG 234

Ai01B20338 Araip.B01 20338 p4 (TTTA)8 32 95968914 95968945 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 169

Ai01B20341 Araip.B01 20341 p2 (AT)10 20 95976881 95976900 TGTGGGGAAAAGTGGATTTG TTCACCATTTACTTTGGGGC 240

Ai01B20343 Araip.B01 20343 p2 (AT)6 12 95993532 95993543 CACGAGTCCACAATTTCCCT TTTCCGTTCCCCAGAGTAGA 137

Ai01B20344 Araip.B01 20344 p2 (AT)6 12 96007510 96007521 TGCATGGATTGCAAGTTTTC GCAACTCTCTGGTTTTTGGC 237

Ai01B20345 Araip.B01 20345 c (TA)17tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnattttggttgttgcatattttttttag(TA)8139 96011050 96011188 GATACTCTTATTTTGGTTGTTGCAC CCCCTTTTTCAATCAAAACAC 271

Ai01B20346 Araip.B01 20346 p3 (TCA)5 15 96023776 96023790 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 158

Ai01B20348 Araip.B01 20348 p2 (AT)6 12 96047898 96047909 GCGCTCTTCCTTTTCTTGCT AAGTGTGGAAAAATGCGGAG 271

Ai01B20349 Araip.B01 20349 p4 (TTTA)6 24 96063995 96064018 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 139

Ai01B20352 Araip.B01 20352 p2 (AT)7 14 96079336 96079349 AGCCTTACTTTGGGGCATTT GGAGGAGAGCATTGGTTGAG 275

Ai01B20353 Araip.B01 20353 p2 (AG)6 12 96089670 96089681 CATGAAGGCGAGAAAAATCC CCCAGATCCAAGTCCAGAAA 173

Ai01B20354 Araip.B01 20354 p3 (TAT)5 15 96105951 96105965 ATCCCCACCTACCTCCACTC TGCGATCTCCTCTTCCTGTT 268

Ai01B20355 Araip.B01 20355 p3 (TTC)5 15 96107903 96107917 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai01B20356 Araip.B01 20356 p3 (AGA)5 15 96117635 96117649 TGGTCACCTTGCAAATCTCA ACACAGCCATCCATCTCCTC 101

Ai01B20359 Araip.B01 20359 p3 (TAT)5 15 96141208 96141222 TGCATGCATTCATTGTTTTG CAGGTTCTGGATCTGCTTCC 264

Ai01B20360 Araip.B01 20360 p2 (TC)7 14 96143847 96143860 TCTCAGGATCTGTTGACCCC AGGAGATGGATGGGAGTGTG 212

Ai01B20361 Araip.B01 20361 p2 (AG)7 14 96151363 96151376 TCATGAAAGCGAGAAAAATCC CCCAGATCCAAGTCCAAAAA 176

Ai01B20368 Araip.B01 20368 p2 (AC)6 12 96186957 96186968 GGGGCTAAGGTAAGGTGAGG TCAATGCATATGGGGTGAAA 194

Ai01B20369 Araip.B01 20369 p4 (AATA)5 20 96207150 96207169 GAAACTGTGGGAACATGGGT TTGGGGTAATTTTGTCCCCT 227

Ai01B20370 Araip.B01 20370 p2 (AT)8 16 96207384 96207399 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 268

Ai01B20372 Araip.B01 20372 p4 (TTTA)6 24 96216875 96216898 TGATGGAGAAAGGGAGATGA TCCTTTTCAAAATCTCCTAACCA 158

Ai01B20373 Araip.B01 20373 p2 (CT)6 12 96221065 96221076 GTGTGGCAAAATTCGAAACC AAGGAATATTGAACCTGGATCG 241

Ai01B20375 Araip.B01 20375 c (A)10tttcagatttttatttttaaaatttcttatcttatcttatcttatttcaaaaatcaaatttcaaaatttaaatttaaaaaattttcataatttaaaa(T)12119 96222028 96222146 CACGTTCATCTTGACCTTCA TGGGAGTTCATAGTGGCAAA 280

Ai01B20377 Araip.B01 20377 p2 (CT)7 14 96226607 96226620 TGCATTCATTCATAAGGAGGC AGCCAATTGGGCAACATAAG 226

Ai01B20379 Araip.B01 20379 p2 (AT)8 16 96229673 96229688 CGAAGCGTTCACACGAACTA CCCATTAAACCTTAAAACCCAA 278

Ai01B20382 Araip.B01 20382 p2 (TA)11 22 96260153 96260174 TGCTTTAGGAAGTTTGAAGAGTTTG TTGTGTGTCCTGCTCAGGTT 270

Ai01B20383 Araip.B01 20383 c (AT)10(AG)12 44 96264452 96264495 TGAGACGGACGAGATTGTTAAA AACGCGTTCAATTTAGCATGTAT 273

Ai01B20386 Araip.B01 20386 p2 (AG)6 12 96280548 96280559 TGTGAGGAGGGTAGAGATGTGA TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai01B20390 Araip.B01 20390 p2 (AT)7 14 96294446 96294459 TGCTGTTTTCTTTGAAAAATCG TCTCTTTTCAGGACGGATGG 279

Ai01B20395 Araip.B01 20395 p3 (GGT)5 15 96316524 96316538 GATGGTTTGGTGGTACTGGG CCCATCTTCTTCCTTCCCTC 184

Ai01B20400 Araip.B01 20400 p2 (CT)8 16 96364390 96364405 TCTCTCTCTCTCTCTCTCCCTCTC TGTCAAACAGTACGATAATTGCC 280

Ai01B20402 Araip.B01 20402 p3 (TTA)5 15 96384687 96384701 TGCAAGAAAGTTCTCGGAGG CATGGGCTTCTGCAGTATGA 260

Ai01B20409 Araip.B01 20409 c (T)10ctttttttttgccatttttctttccc(T)1046 96427743 96427788 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 190

Ai01B20412 Araip.B01 20412 p4 (AAAT)7 28 96439900 96439927 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B20415 Araip.B01 20415 p2 (AT)6 12 96462872 96462883 TCCCAATGCTAAGTCAAGCA TTGTAATGGGGCCAAGGTAA 236

Ai01B20416 Araip.B01 20416 p2 (AT)8 16 96463295 96463310 TGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 270

Ai01B20419 Araip.B01 20419 c (T)10c(TA)7(T)10 35 96489810 96489844 TAAGTCTTGCTTTGGGGCAT GACCTTATGCATTGATGTTCTTG 220

Ai01B20423 Araip.B01 20423 p2 (CT)6 12 96517981 96517992 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGAGAGATATTTTCG 278

Ai01B20424 Araip.B01 20424 p3 (TAT)5 15 96518310 96518324 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 168

Ai01B20426 Araip.B01 20426 c (A)10taggc(A)12 27 96532802 96532828 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 261

Ai01B20439 Araip.B01 20439 c (TA)8tctcaagcagttaccaacatgtagttatccagcctttattagagtatatatctcagttagaacaccccaagaaatagctagataataactat(AC)7122 96628646 96628767 ACCGGAAACTGAGTGCTACC AGATCAGGGCCTGGGATATT 215

Ai01B20440 Araip.B01 20440 p2 (CA)9 18 96629686 96629703 AGCAACCCACTGCAAGACTC AGCCAAATAGATGGTGGTGC 205

Ai01B20446 Araip.B01 20446 p2 (CG)6 12 96693282 96693293 CGTACGCGTCACTCTCAAAA TGCTGTTTGGAAGTGTTGGA 216

Ai01B20447 Araip.B01 20447 p3 (GAA)5 15 96709430 96709444 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 185

Ai01B20456 Araip.B01 20456 p2 (AG)6 12 96771136 96771147 GGGAGGGAAATGGTTTGAAT ACATGGTGCATGGATGAGAA 199

Ai01B20457 Araip.B01 20457 c (A)10gaagaaaagaaaaaagtggcaaaaaaaagaaggaaaaag(A)1059 96775165 96775223 TTGAAGCAAGAAAAAGCAGTGA TTTCATTCCTTTGTGCCCTC 199

Ai01B20461 Araip.B01 20461 p4 (AAAT)6 24 96835701 96835724 GGTGGCATTGCATTTGTTTT ACCCTCCTTTTCCTGCATTT 219

Ai01B20464 Araip.B01 20464 p2 (AT)7 14 96870229 96870242 TGGAAGAGCTTTTCTGGAGC CTGGCGTTAGATGCCTGTTT 148

Ai01B20468 Araip.B01 20468 p3 (TCT)7 21 96889281 96889301 TTCAACATCTCTTCCCCACC ATTGGAGGTTTCTCTGGCCT 207

Ai01B20469 Araip.B01 20469 p2 (TC)9 18 96928609 96928626 GGCCCAGATCCAAGTACAGA CAAAGGAACGTAAAACCTGGA 202

Ai01B20470 Araip.B01 20470 c (A)12ctatatgcatgcaagaaag(A)1041 96930118 96930158 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 192

Ai01B20473 Araip.B01 20473 p2 (CT)6 12 96967376 96967387 TGACCTAGTTTTTGGCCCAG CCAATTGGGCAACATCTGTA 275

Ai01B20474 Araip.B01 20474 p2 (CT)6 12 96982124 96982135 GGGAATTGAATCTAACATGAAGAG AGTAAAGCTGGAAGGGGGAA 253

Ai01B20475 Araip.B01 20475 c (T)10cttatatatgaaaacataatacatcaatgcatatggtttctataatttcacacgagtatatacccaaattctcaatatttgtcaat(A)10106 96983434 96983539 TCCACCACATATGCATTGATCT AGTGTGGGGAAAGGTGAGAA 229

Ai01B20476 Araip.B01 20476 p2 (AT)6 12 96984223 96984234 TGTTGTGATTATGGAAAGCCA TATCGCATTTTGCACTTTGG 201

Ai01B20478 Araip.B01 20478 p3 (AGA)6 18 96999899 96999916 GCTTTTGTCTTCCCTTTCCC ACAATACCCCACCTCCCTTC 272

Ai01B20479 Araip.B01 20479 p3 (AAT)5 15 97001939 97001953 CTGTTGCCGAGTTGATGATG CTCCCCCTCTTTTCTTCCAC 246

Ai01B20481 Araip.B01 20481 c (TAAA)5aggagat(GA)741 97006712 97006752 TCGAACACAGAGAGGGAGAGA CGAAAATCACTAACCACTTTTTCA 255

Ai01B20483 Araip.B01 20483 p2 (CA)6 12 97014363 97014374 GAATACCCTCACTTTCGCCA CTCCTCTCCTCCCTCTGGTT 194

Ai01B20484 Araip.B01 20484 p2 (TC)20 40 97014688 97014727 CAAGAGAGGAAGCTGTTCCG TTCCCTCTCTTCCAGTCCAA 245

Ai01B20485 Araip.B01 20485 c (T)11ctc(T)11 25 97023365 97023389 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 221

Ai01B20488 Araip.B01 20488 p6 (CTTTTT)5 30 97038215 97038244 CCACCGGATACATAAATGCC TGAAGCAAGAAAAAGCAGTGAA 263

Ai01B20490 Araip.B01 20490 c (T)11aaaaaaagtagttaatgtataaa(T)1044 97046313 97046356 AAGCACACTGCTCTAGCCAA TTGGTGTCAATTGCATGTTTT 263

Ai01B20491 Araip.B01 20491 p2 (AG)6 12 97048741 97048752 GAGAGAAGAGAGAGGGGTTCG TTTCAATTTGCTTTTATTCCTTTTC 185

Ai01B20494 Araip.B01 20494 p2 (TA)10 20 97083826 97083845 AAGCAAAGTGCTAGGTGGGA TTGTTGCGAAAGCACCTATG 243

Ai01B20497 Araip.B01 20497 p3 (GAA)5 15 97091840 97091854 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 249

Ai01B20502 Araip.B01 20502 p4 (ATTT)5 20 97120009 97120028 TTCGCTCATGAGAATGCAAG AGAGTGAGTTCGATCCGACAA 275

Ai01B20506 Araip.B01 20506 p2 (GC)6 12 97127712 97127723 CTAAGCCCCTAGCCCAACTC AAGATGGAGGTTGGGGAAAT 235
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Ai01B20508 Araip.B01 20508 p5 (TTTTA)5 25 97143194 97143218 TTTATTTTAATTTTGGTGTCCCA CAAGAAGGGATTCTTTGTCCC 280

Ai01B20509 Araip.B01 20509 p4 (TATC)8 32 97146263 97146294 TGGACTCATCAATTCTCCCA ATTCCTTGCTTGGCCCTACT 241

Ai01B20511 Araip.B01 20511 p2 (TA)7 14 97147690 97147703 ACATCATCCAATCACACTCCA TGCATGACTTAAGTGTGGGAG 278

Ai01B20514 Araip.B01 20514 p3 (AGA)6 18 97166564 97166581 CCCCCTTACTCCTAAAACGC CGTTTGGCCTCCATAGTGAT 165

Ai01B20515 Araip.B01 20515 p3 (AAT)5 15 97168021 97168035 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 252

Ai01B20517 Araip.B01 20517 p3 (AGG)5 15 97175928 97175942 CTCTTCTAACCCCACCCACA CACTGCCCTCATCTCTGACA 254

Ai01B20518 Araip.B01 20518 p2 (TC)6 12 97180193 97180204 ACTTTTCTCACTCCAATTTTCG AGAGAGGGAGAGAGGGTTCG 182

Ai01B20521 Araip.B01 20521 c* (A)10(AT)10* 29 97198807 97198835 TGATTCATGCATCCAATAATTT TACTTTGGGGCATTTTGTCC 152

Ai01B20525 Araip.B01 20525 p2 (TC)11 22 97220957 97220978 TTTCTTATCTTTTTCAAAACCACC TGAGAGAGAGAGAGTTATTCGAATTTT 234

Ai01B20526 Araip.B01 20526 p2 (CT)6 12 97221143 97221154 TCTCTAATTTTCAAAAATCACTAACCA TCGAACACAGAGAGAGGGAGA 264

Ai01B20528 Araip.B01 20528 p3 (AAG)5 15 97229737 97229751 AACACCAACCAACCCTCAAG TACCATGGAAAGGAATGGGA 276

Ai01B20530 Araip.B01 20530 c (A)10gaaagaaaaatggc(A)1236 97241952 97241987 TGAAGCAAGAAAAAGCAGTGAA TTATCACCCTTGCCTTTTGG 168

Ai01B20531 Araip.B01 20531 p3 (AAT)6 18 97246138 97246155 AGAGGAGGCAGAGACAACCA TGAGGTGCACTGTAAGGCTG 125

Ai01B20536 Araip.B01 20536 p2 (AT)14 28 97270229 97270256 TTTGGACAACTGACGGTTCA AAAAACATGCAGTTGACACCA 218

Ai01B20537 Araip.B01 20537 p2 (CT)6 12 97271383 97271394 CGAAAATCACTAACCACTTTTTCA CGAATGAGAAGAGAGAGGAGATG 279

Ai01B20543 Araip.B01 20543 p2 (CT)6 12 97306811 97306822 TTTGTTTGTTTCTTACCTTTTTCAA GAAGGGGATGAGAGGAGGAG 228

Ai01B20546 Araip.B01 20546 p2 (AG)6 12 97320108 97320119 GGGTTCGAATTTGGTGAGTG TTTTTGTTTGTTTCTTACCTTTTTCA 269

Ai01B20547 Araip.B01 20547 c (T)10gaaaacaca(T)11cgaaaacaagggagaaattcttgaaaga(T)1169 97320822 97320890 CACCTGACATTCCCTACCCA TTTGGACAACTGACGGTTCA 255

Ai01B20549 Araip.B01 20549 p2 (AG)7 14 97337301 97337314 ATAGGTGAGGGGTTTTTGGG CAGGAATGGGAAAGAAGCTG 236

Ai01B20550 Araip.B01 20550 p2 (AG)6 12 97338635 97338646 AAAATAAAAGAACATTAAACCTGGGA GGCCCAAATCCAAGTACAGA 204

Ai01B20553 Araip.B01 20553 p2 (AG)6 12 97346440 97346451 AACATTAAACCTGGGATCCTGA AATTTATAGAATGCGCCCCC 236

Ai01B20554 Araip.B01 20554 p2 (GC)6 12 97355383 97355394 ACTCGCAGCTCCTGGTACAT ATATGCACGGGTTGGTTTGT 253

Ai01B20559 Araip.B01 20559 p2 (AT)6 12 97404129 97404140 TCAACACACGAATCACAGCA GTGGGTGCTTTGATAAACCC 216

Ai01B20562 Araip.B01 20562 p2 (CT)9 18 97431673 97431690 GCCAGAAGCATAACATGGGT AGAACCTTGGTAATGGAGGTG 263

Ai01B20566 Araip.B01 20566 c (T)11catttttatttaattttatttgttttcgagttctattttattttattgaacctggagttttgcataacattcatattagcattgcattctgcattat(A)10118 97486099 97486216 GTGCTAGGTGGGAGACAACC CCACGTTCCTGCGTAACTTT 249

Ai01B20567 Araip.B01 20567 p2 (AG)6 12 97489164 97489175 TAGCGAATTCTGGGCTGTTT AGAACCTGGGATTGAGAGCC 218

Ai01B20570 Araip.B01 20570 c* (TTATA)5(TA)14*49 97506061 97506109 TGGGGTAATTTTGTCCCCTT GCCCCTTGAGCTTTTAATCC 220

Ai01B20571 Araip.B01 20571 c (T)10ctattcttttttttgcccc(T)1039 97507624 97507662 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 219

Ai01B20576 Araip.B01 20576 p3 (AAT)6 18 97524218 97524235 TGAAGGATGGTGGAGAGAGG TGGGATTTGAAGAAGGTTGC 132

Ai01B20577 Araip.B01 20577 p2 (TA)6 12 97526382 97526393 CGAAAATCCAAACAGAAGAGG TTGGACCGTTCGATTTATTT 153

Ai01B20579 Araip.B01 20579 p2 (TA)6 12 97530900 97530911 TACTTTGGGGCATTTTGTCC CCCTATGCATTGATGCCTTC 193

Ai01B20582 Araip.B01 20582 p2 (TA)18 36 97547865 97547900 TAATGGGGCTAAGGTAAGGG ACAAAATTGCCCCAATGCTA 264

Ai01B20588 Araip.B01 20588 p3 (TTC)5 15 97592071 97592085 AAGATGGATTTCTGGCCCTT CTGCTCAACCACCACAAGAA 115

Ai01B20589 Araip.B01 20589 p2 (CT)6 12 97595997 97596008 TTTCGAAAACAACAACCACTTTT CAGAGAGGGAGATAGGGTTCG 252
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Ai01B20597 Araip.B01 20597 p3 (AGA)6 18 97668667 97668684 CCCATCAAAGGGTGATCCTA TGTTCAATTCCCAGCCATAA 256

Ai01B20598 Araip.B01 20598 p4 (GTTA)5 20 97704605 97704624 TCTTTTGACTTTCCCCTTTCAA GAGGGACGAAGGGATGAAAT 252

Ai01B20609 Araip.B01 20609 c (T)13c(T)10 24 97831897 97831920 CTAATGCACTATGACGCGGA CCCACCAACAGAAGCAGAAT 276

Ai01B20611 Araip.B01 20611 c (A)10g(A)15 26 97851285 97851310 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 203

Ai01B20619 Araip.B01 20619 p2 (AT)10 20 97959989 97960008 ACACGCGGACACAGACATAG TGAAAACACATAGGGTTAAATCCA 176

Ai01B20621 Araip.B01 20621 p2 (TA)6 12 97973633 97973644 TTCTTCTCTGTATGCCGTCG AAAATTAGGCCAGACAAATCAA 192

Ai01B20626 Araip.B01 20626 p2 (TA)6 12 97985530 97985541 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 267

Ai01B20629 Araip.B01 20629 p2 (GA)11 22 98003994 98004015 CAGCTGCTGCTTCCTCCTAT TGCAGCAACAAACAGAGGAT 267

Ai01B20632 Araip.B01 20632 p5 (GGTAT)5 25 98025925 98025949 CAATTAAACCGTGTCCATGC AGACATTTGTGACTTGTGAGCC 198

Ai01B20633 Araip.B01 20633 p2 (AT)10 20 98036243 98036262 TTTCAGGCATTTATTTTAAGGACA TCATAGCCACCTTAGCCACA 255

Ai01B20635 Araip.B01 20635 p3 (TCA)6 18 98044315 98044332 GCCATTCATGGGTTGTATCC CCCTTTTTATATGCAGAGCCA 146

Ai01B20636 Araip.B01 20636 p2 (TA)6 12 98051756 98051767 TAAGTGTCGGGAGGTTGTCC AGCTCAAAACATGTTCCACAA 247

Ai01B20637 Araip.B01 20637 p3 (AAT)5 15 98056693 98056707 CCAAGTTCAGCAAGAAGGAAA CCGGGAGAAGATGAGTAGGA 279

Ai01B20640 Araip.B01 20640 p2 (CT)8 16 98080355 98080370 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 235

Ai01B20641 Araip.B01 20641 p3 (ATT)6 18 98080585 98080602 CCACCATTAACAAGGTTTCACC GTGCAAGCAATCCCCTAAAA 252

Ai01B20643 Araip.B01 20643 p3 (AAG)6 18 98085710 98085727 CGGTCTTAGGTGCCATCAAT AAATCACATTCCCACCCAAA 275

Ai01B20646 Araip.B01 20646 p2 (AT)9 18 98095145 98095162 TGGAAGATCAATCCTGTGGTT TCCGAGGATGTAGAACTTTCG 241

Ai01B20647 Araip.B01 20647 p2 (AT)6 12 98104186 98104197 TTGTAATGGGGCCAAGGTAA GGACAAAATTACCCCAATGC 244

Ai01B20650 Araip.B01 20650 p3 (TCT)5 15 98125378 98125392 TTCAAAACCCTATTTCCCCC CTAGAGGTTTCTCCGGCCTT 277

Ai01B20652 Araip.B01 20652 p6 (AAAAAT)5 30 98149183 98149212 TAAGGGGAAAGTTGGGTTTG TACTTTGGGGCATTTTGTCC 245

Ai01B20653 Araip.B01 20653 p2 (AT)10 20 98153312 98153331 GAGAAATTTGATGGTGCTGGA CAATCATTTCTCAACACCGC 280

Ai01B20657 Araip.B01 20657 c* (AT)11(T)10* 31 98164132 98164162 GGCAACCTTTGTCCCCTATT GAAATTGTGGGAAGCATTGG 207

Ai01B20659 Araip.B01 20659 p2 (CT)6 12 98169980 98169991 AACATCTCTCCCTCACCCAC TGGTTCTGGATCAGCTTCAA 201

Ai01B20660 Araip.B01 20660 p3 (TTC)5 15 98171371 98171385 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 205

Ai01B20667 Araip.B01 20667 p3 (AGA)7 21 98213988 98214008 TCTTTTTGGCCACAACATCA AACCACATCTCCCTCTCCCT 273

Ai01B20669 Araip.B01 20669 p2 (GC)6 12 98226188 98226199 CCTCTGCTAGCATCCTCACC GAGTGGCTGGAGACAGTGGT 202

Ai01B20670 Araip.B01 20670 p2 (AT)8 16 98232073 98232088 TGAAGCAAGAAAAAGCAGCA TAACTGGGTGAACCCTTTCG 262

Ai01B20671 Araip.B01 20671 p2 (TA)8 16 98242853 98242868 GCTTGCACATCTTGCACATC CATGAAATGCAATGCAAACC 259

Ai01B20673 Araip.B01 20673 p2 (CT)6 12 98258129 98258140 AACATCTCTCCCTCACCCAC TTTTTCACTGTCCCTGCTCA 171

Ai01B20674 Araip.B01 20674 p3 (TTC)5 15 98260189 98260203 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai01B20678 Araip.B01 20678 p4 (AAAT)5 20 98316094 98316113 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 142

Ai01B20679 Araip.B01 20679 p2 (GT)8 16 98325366 98325381 ATGTGATGCAAAAGTGGGAA GGGGCTAAGGTAAGAGTGAGG 154

Ai01B20682 Araip.B01 20682 p3 (AAT)13 39 98333141 98333179 CGCCCTGTTTTTCTCCTTTC GAACAAAATTGAAATGCAACGA 276

Ai01B20687 Araip.B01 20687 p2 (CT)6 12 98362311 98362322 TTTTTGTTTGTCTCTTAACTTTTTCAA GAATGAGATGGGGGAGGAAT 238
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Ai01B20688 Araip.B01 20688 p3 (TAT)5 15 98362647 98362661 TCGAAAATTATTCCTCCCCC CAGGTTCTGGATCTGCTTCC 257

Ai01B20691 Araip.B01 20691 p2 (TC)8 16 98390154 98390169 ACCGCGTCAATCCATCTAAG AAGAAAAACCTTGATAATGGGGA 218

Ai01B20693 Araip.B01 20693 p2 (AG)6 12 98421021 98421032 ATGGATGGATGTGGATTGGT ACAGGATCTCCACCTACCCC 141

Ai01B20694 Araip.B01 20694 p2 (TC)7 14 98430044 98430057 CGTTAAATGCCAGAAATGGG GAATGGTGGGATTTGATTGG 230

Ai01B20698 Araip.B01 20698 p2 (CT)6 12 98455710 98455721 TGTTTGTTTCTTATCTTTTTCAAAACT ACAGATGGAAGAGGGGGTTC 280

Ai01B20700 Araip.B01 20700 p3 (TTC)5 15 98461599 98461613 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai01B20701 Araip.B01 20701 p2 (AG)6 12 98465652 98465663 TGTAACATGGAATAATTCTGAAATCAA GGCCCAGATCCAAGTACAGA 278

Ai01B20703 Araip.B01 20703 p2 (AG)6 12 98471806 98471817 CAATGGCAACTTAAATCAAAGAGA CGCATATTTTTCACCTTTCAA 280

Ai01B20704 Araip.B01 20704 p2 (AC)6 12 98475168 98475179 CATACGCATACTCTGGTGCG TGTGCATACGCATGATGTTG 133

Ai01B20705 Araip.B01 20705 p2 (TG)6 12 98477431 98477442 CACTCCGAGTAATGTCGGGT TCAACAGATGGCCAATAGCA 219

Ai01B20706 Araip.B01 20706 p2 (GA)7 14 98488356 98488369 GTCACCGTCCAGCTCGTAAT TTTATCAGGCTCCCATCGAC 276

Ai01B20709 Araip.B01 20709 p3 (GAA)5 15 98518322 98518336 TCCCCAATTAGAGGTGTCCA ACACAACCCTCTCTTCCCCT 280

Ai01B20710 Araip.B01 20710 p2 (AG)6 12 98521608 98521619 ACAGATGGAAGAGGGGGTTC TCTTCCCTCTTTTTCAAAATTTCTT 219

Ai01B20711 Araip.B01 20711 p2 (AG)14 28 98521768 98521795 TCGAATTTGGGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai01B20713 Araip.B01 20713 p3 (TTA)7 21 98539161 98539181 CCATAATGGAGAAAGGGAGATG AGCTCTCAATTGCGTTGGAA 279

Ai01B20718 Araip.B01 20718 p2 (GA)17 34 98575721 98575754 CAGAGAGAGAGGAAGGGTTCG ACTTTTATTTCCCTTCTTAAATTCG 199

Ai01B20722 Araip.B01 20722 p2 (CT)7 14 98596133 98596146 TCCGGATCAAAAGTTATGGC AAAACCGGGCGTTAGTGTTA 241

Ai01B20723 Araip.B01 20723 p4 (TAGT)5 20 98600865 98600884 GCGTGAACCCCTACCCTATT GCAGCAACATATAGCAAACAAGA 244

Ai01B20725 Araip.B01 20725 p2 (CT)8 16 98609777 98609792 ATTTCCTACCCAAACCCGAC AAAATGTTTGCTCGTCCTCG 203

Ai01B20728 Araip.B01 20728 p2 (AT)7 14 98621746 98621759 TGCTCATCTTTGAATGCACC CTCAAATCAATTGCGGTTCC 254

Ai01B20730 Araip.B01 20730 p2 (CA)8 16 98626528 98626543 TTTGGAACCACTTGCAACAA TGTGCAAGTCATAATTGGGAA 197

Ai01B20731 Araip.B01 20731 c (A)10gaaaataa(AAAT)538 98628224 98628261 AAATCCGCACCAAGTTTTTG GCAGAGAATTCCCAGTGAGG 235

Ai01B20733 Araip.B01 20733 p2 (TG)7 14 98652166 98652179 GAATGGCGTAGTGATCATTGAA AAATGAAGCCACCAGAGACG 226

Ai01B20737 Araip.B01 20737 p2 (TA)6 12 98661347 98661358 CCACAAACACTTGGTGGGTA TTGGATTATGCTAGCCTCCATT 260

Ai01B20739 Araip.B01 20739 p2 (AC)9 18 98665867 98665884 CAAATTTCACAATGAAAACCCA CCATATGGCCAACCCTTACA 233

Ai01B20743 Araip.B01 20743 p2 (AT)6 12 98740658 98740669 CTTCCTCTTGGAAGATCCCC TTTCTCTCCTCTCCTTGCCA 270

Ai01B20747 Araip.B01 20747 p2 (TA)6 12 98761343 98761354 TGGCTCCTCATACTTTTCCC CCTGAATTTACTGATTGTGGAGTG 124

Ai01B20748 Araip.B01 20748 p3 (CTT)5 15 98762226 98762240 GCAGCAAATTTCGGTGTAAC TTGTCGTATTGTGTGTTTCTTCTTC 260

Ai01B20749 Araip.B01 20749 p2 (AT)6 12 98764488 98764499 GACGAATATGGGCAGCAGAT GTGAGGGCGTTAGGCAAATA 221

Ai01B20755 Araip.B01 20755 p3 (ATC)5 15 98780311 98780325 CAACAAAAGCAGCTACAAGCA CGCCGATTTCTGGTTTCTT 268

Ai01B20756 Araip.B01 20756 p3 (AAG)18 54 98784069 98784122 TTTTGGATCAGACAACGTCA ATTTGGACTCGTTGTCCTGC 217

Ai01B20758 Araip.B01 20758 p3 (ATT)7 21 98793270 98793290 ATGGTTGCTAGGCCAGAATG ATCCTGAGAACCCTGCAATG 247

Ai01B20762 Araip.B01 20762 c (AC)19aa(AT)10 60 98853979 98854038 ATTTTGGTAGCACCTCCCCT TTGATGGGAGTTGATGAATGA 253

Ai01B20764 Araip.B01 20764 p3 (CTT)16 48 98876029 98876076 CACAAGCTGAAAATCCACCA GAAGCATGATCTGATGCGAA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B20766 Araip.B01 20766 p2 (GA)8 16 98888698 98888713 AGAGAGGGAGAGAGGGTTCG CCACCTAACTACTTTTCTTTCTCCA 276

Ai01B20769 Araip.B01 20769 p2 (AC)14 28 98925760 98925787 TGTGGGATCGACCTCACTCT GCAAATGTGGGAATTATGGG 189

Ai01B20771 Araip.B01 20771 p2 (AG)7 14 98931288 98931301 TAGAGGTTTCCCAGGCCTTT AGTCCTTGACCCCTCAGGAT 257

Ai01B20772 Araip.B01 20772 p5 (AATAA)6 30 98938555 98938584 TGGTTAGCATATGACCCCAGA CAAAAATCATATCCAAAGTTTTTCAA 260

Ai01B20774 Araip.B01 20774 c (T)10gtttttttttg(T)1233 98947533 98947565 TGGGGTAATTTTGTCCCCTT CCCCAATTGAATCTTTGGTT 274

Ai01B20778 Araip.B01 20778 p3 (TTA)5 15 98994955 98994969 AGGATGGGATGTAGCCATTG GCAGGCTATGGTCACCTTGT 266

Ai01B20779 Araip.B01 20779 c (A)10tattttcaaaaatcttt(A)1037 98995335 98995371 TTTGGACAACTGACGGTTCA GTGGAAGCCTCAATCCAAAA 228

Ai01B20781 Araip.B01 20781 p2 (TC)6 12 99000447 99000458 GGCATTTATGTATCCGGTGG TGGATCCAGAGTTACTCCCAA 198

Ai01B20782 Araip.B01 20782 c (T)11(A)10 21 99006142 99006162 ATCACCTTTGTTAGCCCCCT ATTTTCATGAGCCTGCTTCC 255

Ai01B20784 Araip.B01 20784 p2 (TC)7 14 99007439 99007452 TGACAGAGGCCACGTATCAG TGGATCCAGAGTTACTCCCAA 241

Ai01B20789 Araip.B01 20789 p2 (TA)9 18 99068586 99068603 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 268

Ai01B20792 Araip.B01 20792 p3 (ATT)5 15 99079082 99079096 GCCTCCAAATTTCTGATGGA ATGGAAGGATCAGCAGAAGC 219

Ai01B20794 Araip.B01 20794 p2 (AC)8 16 99086928 99086943 GGGCTAAGGTAAGGGTGAGG AGGGGACAAAATTACCCCAG 238

Ai01B20795 Araip.B01 20795 c (TTAT)5attataat(TTA)1573 99087085 99087157 TTCACCACATATGCATTGACC CTGTGGGAACTTGGGTTGAT 279

Ai01B20796 Araip.B01 20796 p2 (AG)7 14 99092634 99092647 AAGAACCTGGGATTGAGAGTCA TGGCCCAAATCTAAGTCCAG 196

Ai01B20797 Araip.B01 20797 p2 (TA)6 12 99095521 99095532 ATGGGTTTATCAACCTCCCC TTCCTTCCCATCTCATTTGC 266

Ai01B20798 Araip.B01 20798 p2 (TA)9 18 99100202 99100219 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 265

Ai01B20801 Araip.B01 20801 p2 (AG)6 12 99119912 99119923 GATGGGAAGTAATGGCAACTT GCTCGCATATTTTCACCTTTC 279

Ai01B20806 Araip.B01 20806 c (AC)6aaatgt(A)15 33 99219737 99219769 AAAAATTTTACCTGAGCCTTCC GCGGTGCATATTTTTCAACC 205

Ai01B20810 Araip.B01 20810 p2 (TC)6 12 99285461 99285472 GTCCTATTTCGTCACCGAGC GGAGGTGAGAAGCAGAAACG 191

Ai01B20811 Araip.B01 20811 p2 (CT)11 22 99289562 99289583 GACTCTCCTCGGGTTGAGAA TGTGCAACAAAATTGCCAGT 203

Ai01B20818 Araip.B01 20818 p2 (TA)6 12 99311441 99311452 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 275

Ai01B20821 Araip.B01 20821 p2 (AT)8 16 99335631 99335646 TTCCGAATGCTTGACATGAA AGAGCCTTGGACCTTGCTTT 180

Ai01B20825 Araip.B01 20825 p2 (CT)7 14 99360829 99360842 AGGGCATCTATGACGTGGAC AAGCAAAGTGCTAGGTGGGA 242

Ai01B20829 Araip.B01 20829 p2 (AG)6 12 99423521 99423532 AAGGAGATGAGGGAGGAGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 228

Ai01B20832 Araip.B01 20832 p2 (AG)6 12 99435759 99435770 TGAAAAATGGGTAGTGATTTTCG TTGATTTTCAAATTTGTTTCAACT 207

Ai01B20835 Araip.B01 20835 p2 (TA)6 12 99453432 99453443 GGTCCGGGAAGAAATTGTAG CAGAGCCTCGCAAATATACCA 279

Ai01B20836 Araip.B01 20836 p3 (ATA)6 18 99458864 99458881 CATCAACCTTTGCCCAACTT TCAATTTTGGAATCATGGCA 277

Ai01B20837 Araip.B01 20837 p3 (CTT)6 18 99459247 99459264 GGTGAAAGCAGAGGCAAAAG AACATTTTGAACCAAATTATCCA 158

Ai01B20844 Araip.B01 20844 p2 (TC)6 12 99482175 99482186 AATGCACCCATTCAGAGGAG TCCTGAAAGCGAATAAAATCC 123

Ai01B20845 Araip.B01 20845 p3 (ACA)5 15 99490558 99490572 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai01B20846 Araip.B01 20846 p2 (TC)7 14 99495680 99495693 CGCGTCAATCAGTATAAGCG AAAAACCTTGTGAATGGGGA 190

Ai01B20855 Araip.B01 20855 p3 (AAC)5 15 99577354 99577368 TTCAAATGCAAAAACTCATAATTCA TGTCATCTCTATATTTATGGTATGCAA 213

Ai01B20856 Araip.B01 20856 p2 (CT)7 14 99577862 99577875 CCTTGGCCGAATACACATCT TCGATGCTTTTACCACACCA 115



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B20860 Araip.B01 20860 c (A)35g(A)10 46 99586929 99586974 AATACCTGCGCCCATATCAC GAATTTGGCAGGACGATGTT 202

Ai01B20862 Araip.B01 20862 p2 (AG)6 12 99597277 99597288 AGCAGACACACATGCAAACC TCTAATGGCATGGACTGCTG 124

Ai01B20870 Araip.B01 20870 p2 (AT)7 14 99636990 99637003 AATTCCCTTTAGCTCGTCGC CTGGGACCCCAATATTTGAA 259

Ai01B20872 Araip.B01 20872 p3 (GTT)5 15 99640348 99640362 TGCTGTGTTCTTGTTGTGCTT TGGGGCCTGAACTTTGTTAC 175

Ai01B20875 Araip.B01 20875 c (CT)7t(TC)15 45 99654897 99654941 TAACCCCTACTCACCCAGCA CAGGGAACAGAGCTCGTAGG 198

Ai01B20877 Araip.B01 20877 p3 (AGA)6 18 99666030 99666047 AAAGCACTTGCCTTCCCTTT AAACCTTAACCCCCTCCCTT 274

Ai01B20878 Araip.B01 20878 p3 (AAT)5 15 99667998 99668012 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai01B20879 Araip.B01 20879 c (T)10gaaaagggttagtaatttttttcgaaaattcaaataaaaaataaagtaattagtttaattaaaaagaaatttagaaaaagagggagatattttcgaaaat(GA)6122 99668253 99668374 AGAATAAGATGGGGGAGGGA TCTCTTATCTTTTTCAAAACCACC 252

Ai01B20880 Araip.B01 20880 c (TA)6tttttttttctcatttttttttctttcttttc(T)1054 99676374 99676427 TGGGGTAATTTTGTCCCCTT GAAAATTGTGGGAACATGGG 243

Ai01B20883 Araip.B01 20883 p2 (AG)7 14 99694952 99694965 ACGCATCAGAAAATATCGGC AGGAACGTTGAACCTGGAAA 259

Ai01B20884 Araip.B01 20884 p2 (TC)6 12 99698680 99698691 GGGAATGCTTCCATTCAAAG TGGTCAACCTTTACCAGAGCA 241

Ai01B20885 Araip.B01 20885 p2 (TA)6 12 99705262 99705273 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai01B20886 Araip.B01 20886 p2 (TC)6 12 99706135 99706146 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACACTTAAAACA 182

Ai01B20888 Araip.B01 20888 p3 (TAT)5 15 99713313 99713327 CATCTCTGCCATCCTCACAA TTCTTGTCCTTGCTCCTGCT 174

Ai01B20890 Araip.B01 20890 p2 (AT)8 16 99732630 99732645 TAAGTGTGGGGAAAAGTGGG TCCCCTTTTTGCTTAATTGC 215

Ai01B20893 Araip.B01 20893 p2 (TA)8 16 99755839 99755854 GGACATTTTGTCCCCTTTTT CTCAAATTTGGGATGCATGA 126

Ai01B20894 Araip.B01 20894 c (T)10ctttttattttttctt(TA)740 99755957 99755996 CGTGGACAAGGATATGATGG AAAACACGCCCACTGAAAAT 248

Ai01B20895 Araip.B01 20895 p4 (AAGA)7 28 99757334 99757361 GGAATGGGGTAAAAGGAAGG ACGCCTTTGTGACCTCAACT 147

Ai01B20899 Araip.B01 20899 c (A)10gc(A)10 22 99769278 99769299 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 156

Ai01B20908 Araip.B01 20908 p2 (CT)7 14 99837841 99837854 TGTGATTCCTTGTGAATCAAGTC GAAAAGAGGGGAGATATTTTCG 275

Ai01B20910 Araip.B01 20910 p3 (TAC)7 21 99842802 99842822 TTTGACAAGTGAAAGCAGGAA TCAAGTGAAAGATAGCGAGGC 279

Ai01B20911 Araip.B01 20911 p3 (CTT)21 63 99843559 99843621 TCAGTTCCTGCTGTGATTCG ATTCTTCCTTGCCACCACAC 258

Ai01B20914 Araip.B01 20914 p2 (AG)7 14 99852469 99852482 ACATGTCCAAACATCGCAAA CAGCCCTTGACCAAATTCTC 176

Ai01B20915 Araip.B01 20915 p3 (TCT)6 18 99860444 99860461 CACGCGCACAAATCATTTAC TGCATTTGGACTCGTTGTTC 210

Ai01B20917 Araip.B01 20917 p3 (GAA)6 18 99861019 99861036 TAAGGCCTTGCCCAAGAGTT GCATTTAGACTCATTGTCCTGC 210

Ai01B20922 Araip.B01 20922 c (A)10tttctcaaaaatctttcaaaaatttctcatctgttttcgaaaattattctaaa(T)1073 99915130 99915202 ACGGTTCATCATGTTGCTCA GGAACAACAGCAGGTGGATT 265

Ai01B20924 Araip.B01 20924 p2 (CT)6 12 99916611 99916622 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGGTTCG 261

Ai01B20925 Araip.B01 20925 p2 (CT)6 12 99916818 99916829 CCTCACTCACCAAAAATCCG GTTCTTGTCCTTGCTCCTGC 165

Ai01B20929 Araip.B01 20929 p2 (CT)6 12 99930355 99930366 CAACATGGTGCAGGAATGAG CTTCTAGTGTAGGGGCGTGC 226

Ai01B20930 Araip.B01 20930 p3 (ATT)18 54 99942672 99942725 CTCCCATCTTTTTCACATCCA AACTTCTAAACAATCCACAAGCAA 263

Ai01B20932 Araip.B01 20932 p2 (CT)6 12 99951669 99951680 TCTTGTGATTTCTTGTGAATCAA TTTTGAAAAAGGGGGAAGAT 278

Ai01B20933 Araip.B01 20933 p2 (TC)6 12 99951828 99951839 TTTCGAAAATATCTTCCCCC ACAGATGGAAGAGGGGGTTC 230

Ai01B20934 Araip.B01 20934 p3 (TTC)5 15 99953846 99953860 GAAACACTTCCCCCTCTTCC TCTTCCCCTTCCCCTTTCTA 181

Ai01B20935 Araip.B01 20935 c (A)10gaaaaaaataggcgaaaaaaaaattg(A)1147 99954547 99954593 AAAGCAGCAAAGAGCAAAGC TTTAGCCGCTTAGACCAGGA 240
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Ai01B20936 Araip.B01 20936 c (TA)7(T)10 24 99959664 99959687 TTTCACCATTTTCTTTGGGG TGGATTTGGAAACGTTTGGT 224

Ai01B20944 Araip.B01 20944 p3 (ATT)5 15 100019150 100019164 TGGTTCTTTAATCAAACTCAAAACA GTTTGGATGGAACCCTTGAA 225

Ai01B20945 Araip.B01 20945 p3 (TTC)5 15 100024392 100024406 CCGTTTCTCATTCCTTTCTCC TGCAAGAAAAGATGCAACAGT 249

Ai01B20948 Araip.B01 20948 p3 (TAT)5 15 100044682 100044696 TCCCTCCCCCATCTTACTCT TTCTTGTCCTTGCTCCTGCT 224

Ai01B20949 Araip.B01 20949 p3 (ATA)5 15 100069393 100069407 GGCTTCTGATCCTTCCATGA TCCCTCCTTCTCTCCCATCT 275

Ai01B20952 Araip.B01 20952 p2 (TC)7 14 100078255 100078268 CCATCCCTATTTCCTCCCAT GGGGCAGAGAGAAGAGGATT 268

Ai01B20954 Araip.B01 20954 p2 (TC)7 14 100082097 100082110 CCATCCCTATTTCCTCCCAT GGGGCAGAGAGAAGAGGATT 268

Ai01B20956 Araip.B01 20956 p3 (TCA)5 15 100108969 100108983 CTTTTGGAGTTCGCTTGCTT TGCAGAGCATCATACAAGCC 117

Ai01B20957 Araip.B01 20957 p2 (AT)7 14 100124968 100124981 GAGATTGGGAACATTGGTGG GGGGAATTTTGTCCCCTTTA 189

Ai01B20962 Araip.B01 20962 p4 (TTAG)8 32 100133069 100133100 TACGCACACCCCCTTCTTAC TCATCCAACACTTAGCACCAA 278

Ai01B20963 Araip.B01 20963 p2 (CT)6 12 100134291 100134302 AACCAAATTGGCAACATCAA GCCAGAAAATGGGAGAATCA 240

Ai01B20964 Araip.B01 20964 p2 (AG)6 12 100146168 100146179 TGGATCCAGAGTTACTCCCA TTTACAGAATACGCCCCCAG 217

Ai01B20965 Araip.B01 20965 c (T)11gtatccccttatttacatggttgaaaactaac(T)1053 100146998 100147050 ATCCCATGTGCATTGCTTTT AAATTTTGGGAAGCAGGCTC 152

Ai01B20968 Araip.B01 20968 c (AT)8aacaaaataggc(A)1038 100165642 100165679 TAACATGTGGTGGCAATGCT TTGGCTTTTTCTGCTTGCTT 273

Ai01B20969 Araip.B01 20969 p3 (TTC)5 15 100176692 100176706 GTTAGGTTGCCTCCCAACAA GGAATTCAAATCTGAGGGCA 144

Ai01B20979 Araip.B01 20979 p2 (CT)6 12 100221530 100221541 TTTTTGTTTGTTTCTTACCTTTTTCA GCTAAGAAAGCCGTGACCAG 235

Ai01B20981 Araip.B01 20981 c (A)10gaaaagaaaaaaatggcgaaaaaaataatgaaag(A)1054 100235696 100235749 TGAATGAATGCCTGAACAGTG CACCCTTGCCTTTTGGTTTA 267

Ai01B20985 Araip.B01 20985 c (A)10gggaaaag(A)1028 100278588 100278615 TGTGGGGAAAGTGGATTAGG TGGGTCATTTTGTCCCATTT 231

Ai01B20987 Araip.B01 20987 c (CT)7catttttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttattttttatttttgatttc(A)12107 100289929 100290035 TCTGATCTTTTCAAAATTTGTTTCA TAGAATAGGATGGGGGAGGG 279

Ai01B20988 Araip.B01 20988 p3 (TAT)6 18 100290270 100290287 CCCCCTCTTTTCTTCCACTC TCTTCTTGAGCTGTCTGCCA 138

Ai01B20989 Araip.B01 20989 p3 (TTC)6 18 100291583 100291600 CCCATCACCTCTTCACCACT GCCCTCGAGCAATAAACAAA 278

Ai01B20990 Araip.B01 20990 p3 (AAT)14 42 100296784 100296825 GTGTGGGGAAGTTGGATTTG TACTTTGGGGCATTTTGTCC 260

Ai01B20991 Araip.B01 20991 p2 (GT)6 12 100310034 100310045 CGTGTATGTCCGTTGGTGAG TCTCCAATTTCATACACAAACCC 110

Ai01B20992 Araip.B01 20992 p3 (AAT)5 15 100310584 100310598 ATGGGTTAGCAAGATGCTCG AGAAGTGATTGGGTTGCCTG 278

Ai01B20993 Araip.B01 20993 p2 (AT)6 12 100311360 100311371 AAGCGTTTCCTTCGAATGTC AGAATGAAAGACGACGGTGC 234

Ai01B20995 Araip.B01 20995 p3 (AAT)5 15 100321867 100321881 CTGCATCCCCTTGGAAAAAT CAAGTCACGAAGCACCAAAA 241

Ai01B20996 Araip.B01 20996 p2 (CT)6 12 100323445 100323456 GAAATTGCAGAAAACGCTCC AAACCTGGGATCGAGAGTCA 233

Ai01B20997 Araip.B01 20997 p2 (TA)9 18 100330867 100330884 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 278

Ai01B20998 Araip.B01 20998 p2 (CT)6 12 100331760 100331771 GACCCAAATCCAAGTCCAGA AAACCTGGGATCGAGAGTCA 190

Ai01B21000 Araip.B01 21000 c (AT)31(AG)10 82 100334364 100334445 ACTTGGGACATTGGTTGAGG GGCATTTTTGTCCCCTTTTA 277

Ai01B21001 Araip.B01 21001 p2 (TA)6 12 100344114 100344125 ACCATTTTCTTAGGGGCGTT GTGGGAAAGTTGGATTTGGA 229

Ai01B21002 Araip.B01 21002 p2 (AG)6 12 100387380 100387391 TTGGTGAGGGGTATTTGGAA GTGTTTACACGCCAACATGG 146

Ai01B21004 Araip.B01 21004 p2 (AC)7 14 100390472 100390485 ACCCAATTCCCAAGATTTCC GCCAATTTGAGCCTACGATT 157

Ai01B21007 Araip.B01 21007 c (T)12cgctatg(T)11 30 100409894 100409923 TTCACTTGACACCTTCACGC GCAGTGAAGAACAAAGCTTGC 271
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Ai01B21010 Araip.B01 21010 p2 (TA)6 12 100440070 100440081 TTCTTTCTCCCTTCCCCTTT CATGCAAGCAATCCCTTAAAA 279

Ai01B21015 Araip.B01 21015 p3 (AAT)5 15 100463629 100463643 TTGATTTTGGGAGAGTTGGG TTGAACTTTGGACTTTGGGG 225

Ai01B21018 Araip.B01 21018 p2 (CT)8 16 100475948 100475963 TCTTTCCCTTTTTCTCTCATCAA TTTGAAAATGGTTTTTGAAAATTG 278

Ai01B21019 Araip.B01 21019 p3 (AAT)5 15 100478238 100478252 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai01B21020 Araip.B01 21020 p2 (GA)6 12 100478581 100478592 ATGAGATGGGGGAGGGATAA TGTTTCTTAACTTTTTCAAAATCACC 227

Ai01B21025 Araip.B01 21025 c (CT)6gcaataaatgcaactttagtttgaaattaaatagcc(T)1058 100559473 100559530 TTCGTGGTGTTCATTGAAGG CTTGGCGAGGGAGAAGTATG 280

Ai01B21030 Araip.B01 21030 p2 (CT)6 12 100589367 100589378 TCGGACGTTTTTCCTTTCAG TCACATTCACAGCAATAATCCA 218

Ai01B21035 Araip.B01 21035 c (T)16ggtttttttttcttgtttttgttttgttttttttgttgttttcctgacattttgctcttaattttggcttgtacata(T)18111 100613868 100613978 TTTTGCTCTTAATTTTGGCTTG TGCAATCATCACATCATCCA 185

Ai01B21040 Araip.B01 21040 p2 (AG)6 12 100633932 100633943 GGCCCAATCCAACTCATTTA CATGAAAATGACAAAATAAAGGAAA 277

Ai01B21041 Araip.B01 21041 c (A)13gggaaaaacgggcatccgcgcgcaagcgcgctgt(GC)659 100637144 100637202 TTTTTGAATTGCATTTTGCTTG GCACAACTTTGGCACAACTC 263

Ai01B21053 Araip.B01 21053 p3 (GAA)7 21 100731562 100731582 TGCCCAATGAGTCACTTGAA CAGAACATCCTTTGCAACCC 219

Ai01B21054 Araip.B01 21054 p3 (TTC)6 18 100731958 100731975 ATGAAGATGTCACCATGGCA GCGTTACCAGTTCAGACTTGC 273

Ai01B21058 Araip.B01 21058 p4 (AAAT)6 24 100751576 100751599 TGTCGCATAGGCTTAAGTGC TCCCCAAAGATATGCTCGTC 247

Ai01B21068 Araip.B01 21068 p4 (TTAT)9 36 100767210 100767245 GGAGCATGATTTGGGAAAGA CGGGTCTTGGTGTGAGTTTT 271

Ai01B21069 Araip.B01 21069 p2 (TA)7 14 100767971 100767984 ACGGTAACAAAACGTGGAGG GTTGGGGGCACCTAGTCATA 252

Ai01B21071 Araip.B01 21071 p3 (TTA)6 18 100772321 100772338 CACCATGAAGGGGTATTCGT GCAGTCACATCCATCCCATA 268

Ai01B21072 Araip.B01 21072 p2 (CT)12 24 100772988 100773011 ACTTAACCGCATTCCTTGAA CCTTGTTTTGCCACCAAACT 163

Ai01B21073 Araip.B01 21073 p2 (TA)7 14 100774559 100774572 GGTTGCATATCATTGTACTGTGG AGGAAGATCAAGCACCTGTGA 266

Ai01B21074 Araip.B01 21074 p3 (GAT)5 15 100774949 100774963 GAGCTCTTCGGCGAGTTATG GTAAAACACCATCTGCCGGT 196

Ai01B21076 Araip.B01 21076 p3 (CCT)6 18 100779177 100779194 CCCCTCGTTTTTCTCTTTCG GGCAAAAATTCGATGATAACG 216

Ai01B21078 Araip.B01 21078 p2 (TA)11 22 100781334 100781355 TTTTGAGCATATAACTTTATTTAGGGT TTATCTCTCTCCTTTAATTTTTGTCA 148

Ai01B21079 Araip.B01 21079 p3 (AAT)5 15 100785084 100785098 GCCCACTCTCTTATCATTTCACTT GCCTTAAGGGAACAAAGAATCA 232

Ai01B21084 Araip.B01 21084 p3 (TCT)5 15 100827393 100827407 GCTTTTCCCGCTTTCTTCTT ACTGTGCATAAACGAGCGTG 109

Ai01B21085 Araip.B01 21085 p3 (TTG)5 15 100827564 100827578 CACGCTCGTTTATGCACAGT CACCTGGGAGAGAAGGACAA 170

Ai01B21086 Araip.B01 21086 p3 (AGA)6 18 100828597 100828614 AAAGAGGAGAATCTGCGTGC CCGAGGTGAAACTGAAAAGC 279

Ai01B21088 Araip.B01 21088 p2 (AT)9 18 100829160 100829177 TTGTCAGAATCGAACTGGTGA TCTTTTCAAAATGCTTGGGG 244

Ai01B21089 Araip.B01 21089 p2 (AG)7 14 100830920 100830933 GAGGCTGAAGAATGAGGGAA TCCATAAACCAATTTGGGAAA 254

Ai01B21090 Araip.B01 21090 p2 (CT)6 12 100836143 100836154 AACCTCATTCCACCCTAGCC GGGGAGGGAAGAAGAGAAGA 278

Ai01B21092 Araip.B01 21092 p5 (ATTTT)5 25 100843539 100843563 TACGTGCCTAGTTTGGGACC GCGGATGCAAATGTTATGAA 266

Ai01B21093 Araip.B01 21093 p2 (AT)6 12 100847434 100847445 TTTTTCAGAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 204

Ai01B21096 Araip.B01 21096 p3 (ACT)5 15 100862191 100862205 AGCATCTTCTCCCATCCAAC CGACACATGGCTTCTCTCAA 269

Ai01B21097 Araip.B01 21097 p3 (TGA)5 15 100862962 100862976 TCACCTGGTTTGTGTTAGTTGG GCCACCTGTTACGTTCGACT 270

Ai01B21098 Araip.B01 21098 p2 (AT)6 12 100863837 100863848 GCTGGCACCTTAAACTTTTCC ATGGTGCCAAAAAGAAAGGA 270

Ai01B21099 Araip.B01 21099 p2 (TA)6 12 100880997 100881008 AAACCAACAAAGTTTGAAGACTCC GGAACATGCTAATTCCACACAA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B21103 Araip.B01 21103 c (A)11taaaaaaaggac(A)1336 100889815 100889850 TTGAAAAGCATTACCCACCA CGAAGAGTTTCCCTTTTGACC 277

Ai01B21105 Araip.B01 21105 p3 (AAG)6 18 100897786 100897803 GAAAGAGAAGGCAAGAAACGAA CTGCACGTTTTCACTGCAAC 100

Ai01B21106 Araip.B01 21106 c (A)10cctaatcccaaatacgagtcgttttatatttat(A)1053 100898320 100898372 TTTCGTCCATCCTTGCTACC TGCTGGTTCTGATGATGTCG 217

Ai01B21109 Araip.B01 21109 c (T)12aatagacacaaaactacgtcgtttccaatgttttggtgaacgctgctttttttttcttttttc(T)1085 100899263 100899347 AAGGGAAATGGAAAGGGTTG TCCTTGAGGCATTTTTCGTT 212

Ai01B21111 Araip.B01 21111 c (T)10catagttttgtatttgctaattaatataattagttgctagacattatgcta(AT)775 100910256 100910330 AATGCTGACCTTCAAGAGGTT AAGAACATTCATACTTCCCCTCA 150

Ai01B21112 Araip.B01 21112 p2 (TG)6 12 100919411 100919422 TGAAAAAGTGGGATTTTGGG GGGCTAAGGTAAGGGTGAGG 146

Ai01B21115 Araip.B01 21115 p3 (AAC)5 15 100944379 100944393 CAAAAACAAGTGCGATGTCAA TTGATCATGCTTTGAGAGTTGAA 278

Ai01B21119 Araip.B01 21119 p2 (CT)8 16 100984894 100984909 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGAGATGAGAGAGAAGGGG 264

Ai01B21120 Araip.B01 21120 c (TG)67ta(TG)12 160 101007835 101007994 CCATGCCTGGACCTTCATC TGGAATTTTATGCAACGCAG 257

Ai01B21121 Araip.B01 21121 p4 (TATT)6 24 101013147 101013170 CCTGCATTATGCCTTCCTTC AAGCATCATCGTCTGAGCCT 137

Ai01B21126 Araip.B01 21126 c (TA)7(CA)8 30 101036842 101036871 GAGGGTTTAAGAAAATAAAGGAGTGA AAGTAGAGCAATGGGGGACA 241

Ai01B21129 Araip.B01 21129 p5 (AAATG)5 25 101055032 101055056 ACGGAGAAGACGTCGTCAAT GTTTGGATTCCCTCCTTGGT 220

Ai01B21131 Araip.B01 21131 p2 (GC)6 12 101087532 101087543 AAGAAAAGTGCTTGGTGGGA CCAAGAGTGGGGATTTGCTA 276

Ai01B21132 Araip.B01 21132 c (GC)6cattgacgcacccgcgccatctgctagcactctcaccgacgcgccagcgaacctt(GC)679 101087941 101088019 TTTCTGCCATTTTTGTGCCT GACAATGGTGGTGGATTGTG 257

Ai01B21136 Araip.B01 21136 p2 (TC)6 12 101103015 101103026 CGAAAATATCTTCCCTCTTTTTCA AGGGGGTTCTAATTTGGGTG 222

Ai01B21140 Araip.B01 21140 p3 (TTC)6 18 101160728 101160745 TTCTTCCCCCTTCTTCCTTC TTCACAATAGCTCACAAGCAAAA 280

Ai01B21143 Araip.B01 21143 p2 (TC)7 14 101173823 101173836 TTTCTTCCTTTTCCCTTCTTCC AGTGCAACAATCCACAAGCA 250

Ai01B21144 Araip.B01 21144 p4 (ACAT)5 20 101197276 101197295 GCATTTTTGCATCCCTTTTC TCAATTCAATAGAATGCCCAA 265

Ai01B21149 Araip.B01 21149 p3 (TCA)5 15 101230095 101230109 AGGACGAGTCTGAAGCGGTA CGAGCTCGACCTAACCCTTT 244

Ai01B21151 Araip.B01 21151 p2 (TA)6 12 101244126 101244137 TGGCCCTAAGTTCTATTTTGGA GAAGGATAAGGAGGGCAAGC 159

Ai01B21155 Araip.B01 21155 p3 (AAT)5 15 101273142 101273156 CGAAGAACACTTTGAGTGTGG TGCTATGATTTTTCTGCTTAACGA 275

Ai01B21160 Araip.B01 21160 p2 (TC)6 12 101295273 101295284 TTGTGTTTCTTGTTTGAGTCTTGA AGAAGAGGGGGTTCGAATTT 171

Ai01B21161 Araip.B01 21161 p2 (CT)6 12 101296793 101296804 ATGCCTAATTTGGTGCAAGG TGGATGTGAATGGTGAATGG 196

Ai01B21162 Araip.B01 21162 p3 (ATT)5 15 101306855 101306869 GAAGGCTTGCTATTGCCAAA ATGGTGGAGATGCAAGGAAG 218

Ai01B21164 Araip.B01 21164 p5 (TTAAT)6 30 101331319 101331348 CCACCGACATGTTTTGTGAT CCCACTCCATGAAAATCCAC 222

Ai01B21167 Araip.B01 21167 p2 (TC)11 22 101334408 101334429 GCAAACAAGTAACAAAAGGCAA AGAAGACGAAGCGCTCTCAC 201

Ai01B21168 Araip.B01 21168 p2 (TA)7 14 101337213 101337226 CATCACCTGAAGGCTTTTTCA TGTCTTCACTCCTAGCACTTCG 273

Ai01B21169 Araip.B01 21169 p3 (TCT)5 15 101339731 101339745 CTCCCTCTAATTTGCCACCA CGGCTTACGAGTCAAGGAAG 185

Ai01B21172 Araip.B01 21172 p2 (TA)8 16 101346328 101346343 TTGGTCATAGGATTATTAAAAAGAACA AAAAAGTGGCTGAATGGAAGA 186

Ai01B21173 Araip.B01 21173 p2 (TA)6 12 101347756 101347767 GAATATTCAAAATTATAATCATCCCAA TCACCTTTAAAACGTAGCCACA 265

Ai01B21175 Araip.B01 21175 p2 (AG)14 28 101348630 101348657 TCGGGTCGTTAAACAGTGTTACT CATATCCACACCGACACCAA 260

Ai01B21181 Araip.B01 21181 p2 (AG)11 22 101388146 101388167 TTAAAAACGGTTGAGGCAGG TTCCAGTTAGAGTGGCGAGAA 269

Ai01B21182 Araip.B01 21182 p4 (ATTT)5 20 101388739 101388758 TGGCGTTTGTTCCTTTCTCT CAGAAACCCACTTTTGACAATTT 280

Ai01B21183 Araip.B01 21183 p2 (AG)7 14 101388907 101388920 AGCTAGAATGGTCCACCCAC TCAAATCACAAGAGTCCCGA 232
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Ai01B21186 Araip.B01 21186 c (T)13c(T)10 24 101396802 101396825 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 141

Ai01B21187 Araip.B01 21187 c (TA)7cg(TA)6 28 101416005 101416032 TAGACCCTCCCTGTTGTTGG ATACTGGCCAAACGTGTTCC 262

Ai01B21188 Araip.B01 21188 p3 (TTC)5 15 101423964 101423978 CCACATTTTTCCCTTTCCCT GTGACGGAGCTTCACTGGA 131

Ai01B21192 Araip.B01 21192 p4 (TAAA)6 24 101445299 101445322 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 256

Ai01B21194 Araip.B01 21194 p4 (TTAT)5 20 101461606 101461625 CCCAAAATTCCCACTTTTACA GGGAACATGGGTTAATAGGGA 277

Ai01B21195 Araip.B01 21195 p3 (AAT)5 15 101464181 101464195 TTGAGCATTCCAACTCAAGG CTCCGCCAAGACTTCATCAT 279

Ai01B21196 Araip.B01 21196 p2 (TC)6 12 101478749 101478760 ATGCATCCAATCAGGGAGAG CCTGATCAAAAGAGATAATCCTGAA 143

Ai01B21198 Araip.B01 21198 c (AT)14agagagagat(AG)956 101492416 101492471 TGAAAATCATGGGACTGGGT GGCATTTTTGTCCCCTTTTT 225

Ai01B21199 Araip.B01 21199 p2 (AG)6 12 101493823 101493834 ACATCTGGGGCTTCAAAATG AATTTCACCCTAATTTTTGTCCT 279

Ai01B21205 Araip.B01 21205 p2 (TA)21 42 101514314 101514355 AAATTGTTCTTGGTCAAAGGATT CTCAAAGTGAGTCAGTTCAATGG 246

Ai01B21206 Araip.B01 21206 c (A)10ttaaaaatgttttc(A)1135 101519520 101519554 GCCATGCCTAGACCTTCACT TGGCTTTACAGCTAGCCAGG 274

Ai01B21208 Araip.B01 21208 p2 (CT)7 14 101520604 101520617 TTTTTGGTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 237

Ai01B21210 Araip.B01 21210 p3 (TTC)6 18 101522280 101522297 TCACACCACACACCCCTCTA ATGTCCAGGCTCAAACAACC 185

Ai01B21214 Araip.B01 21214 p2 (TC)8 16 101530398 101530413 CACAGCACCTCTCCCTTCTC AAGGGGAAGAGGGAAACAGA 195

Ai01B21215 Araip.B01 21215 p2 (TG)6 12 101537461 101537472 AACCTCCTCTCTCTCCCCTG CCTTACCCCTTTCTCCCAAA 232

Ai01B21220 Araip.B01 21220 p2 (CT)6 12 101544422 101544433 TTTCTTAACTTTTTCAAAACCACC GAAACCCAACTGTGAGGAGG 175

Ai01B21221 Araip.B01 21221 p3 (TAT)5 15 101544645 101544659 CCTCCTCACAGTTGGGTTTC CTTGTCCTTGTTCCTGCTCA 161

Ai01B21225 Araip.B01 21225 p2 (GA)8 16 101549874 101549889 TTTTGAAAGGAGAGCTCAACAA TGTCAATGATCCTGCCTGTC 267

Ai01B21228 Araip.B01 21228 p3 (AAC)13 39 101573012 101573050 TCTCCTCAAAATAGCCACGG CAATGGAGGAGTGGATCGTT 273

Ai01B21230 Araip.B01 21230 p2 (AG)6 12 101582882 101582893 GAGGGCGAGCAACATTCTAA CTTGGAGGTGGAAGCTTTTG 150

Ai01B21231 Araip.B01 21231 p2 (TA)6 12 101601362 101601373 CCCACTTTGTTCACAGCATC TGTGCATGCAACGAGTTAAAG 279

Ai01B21234 Araip.B01 21234 c (TC)6catggctctcagccacttctttctttctttattttc(T)1361 101603515 101603575 TTTCCCCCAAATTCTTTTCC TGTTGGTGGGTCTCCAACTT 180

Ai01B21237 Araip.B01 21237 p2 (CA)18 36 101612006 101612041 TCCCTCGGTAAATTCGACAG TGTGTGAACATTTTGCGCTT 263

Ai01B21238 Araip.B01 21238 c (A)17gaaagtagcgtagaaccccccaattt(A)1154 101615961 101616014 CAGCTCCAGAGTTCAGCTCC GATGGGGAAGGGAACAGATT 241

Ai01B21240 Araip.B01 21240 p2 (TA)6 12 101618048 101618059 CCCATGTTGGGTTCCATTTA AGGGGCAAAAACACAAACAG 276

Ai01B21241 Araip.B01 21241 p3 (AAC)6 18 101618505 101618522 TTCCACCACATTGTGCACTT TGTTGGCTTGAGAAGCTTGA 115

Ai01B21242 Araip.B01 21242 p2 (TA)8 16 101620654 101620669 TCCTAAGGCGCAGACAAAGT CCCACTTGCTTCTTCATACTCA 275

Ai01B21244 Araip.B01 21244 c (A)10cgtcaaagatctaacaaaaataaaatatccaa(T)1052 101622965 101623016 TACACAAACATCCAAAATCGTT GGATGTTTTATTTTGTTAGGTTTTAGA 161

Ai01B21247 Araip.B01 21247 p3 (GGA)7 21 101640150 101640170 GTTGCCGTAACTGTGCCTTT GCAACTGAAACAGCTCCTCC 240

Ai01B21250 Araip.B01 21250 c (A)10ttctataaataaatagaaatattgtagtgatggcatgtgaaaaaaaaaggtaaaaaacaatcccattttaaaaattctac(T)10100 101642772 101642871 TTGTTTGGAAGATTGGACTTGA ACCTAAGGTTGGGGGTTGTC 276

Ai01B21251 Araip.B01 21251 p3 (AAT)5 15 101646088 101646102 CGATCATGCTCATCGCTAGA TCGCCAAACCAAAGCACTAT 270

Ai01B21252 Araip.B01 21252 p3 (TTA)5 15 101649015 101649029 CATAAAAGGAAGCAGCCTCG TCACATAAACAATGGGATAAAGAA 150

Ai01B21254 Araip.B01 21254 p3 (TTC)5 15 101649917 101649931 TGGAAAATGTTTATTCAGGAGC TGTTCCTGTGTTAACGAAGATGA 278

Ai01B21255 Araip.B01 21255 p4 (TACA)5 20 101652173 101652192 TTTCTTCCAACCACATGCAA TGCAGGCTTTTGGTATCTGA 278
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Ai01B21256 Araip.B01 21256 p2 (TA)8 16 101659723 101659738 TCCCATGCCTAAAGTTGACC CCCCCGACAGCATTATTAGA 275

Ai01B21260 Araip.B01 21260 p2 (AT)8 16 101675949 101675964 ATGTGTGCGATGCGTAAAAA CCCCCGTCCAAAAATAAAAT 275

Ai01B21263 Araip.B01 21263 p2 (GA)7 14 101699157 101699170 GGAAGAAGAAAATAGAACCTTGGG GCCAGAAGCATAACATGGGT 272

Ai01B21265 Araip.B01 21265 p3 (GAA)5 15 101708597 101708611 CCCTCGAGCAAGAGAAGAAA ATATGGCCGAAACTTACCCC 169

Ai01B21266 Araip.B01 21266 p2 (AG)7 14 101713651 101713664 AGATGAGAGAGGGAGAATTTCG TTGATTTTCAAATTTGTTTCAACT 256

Ai01B21267 Araip.B01 21267 p2 (AT)6 12 101721356 101721367 ACTCAACAATTTCACCCCCA TGTGGTTTTGTTGCTGGAAA 153

Ai01B21270 Araip.B01 21270 p3 (TAA)5 15 101730774 101730788 TGTGTTGTGCCTCCAAATGT TCAGCAGAGTAGCTCCAAATCA 242

Ai01B21272 Araip.B01 21272 p2 (AT)9 18 101732011 101732028 TGCAATGAATCTCTAGCACCC CAACTAATGTGGCTTTGTGGC 264

Ai01B21274 Araip.B01 21274 c (T)10aaccaaaccaaattctcatatgcaaaagggtaaactaagctcaataaaccacatttttccaaatcacaac(TA)692 101752356 101752447 TGAAATGTTGTGATTGAGAAAGG TATCGCATCTTGCACTTTCG 208

Ai01B21278 Araip.B01 21278 p2 (CT)6 12 101781375 101781386 TTTCTTATCTTTTTCAAAACCACC AGGAGCAGTGATTTGAGATGAA 273

Ai01B21280 Araip.B01 21280 p3 (TTC)5 15 101784649 101784663 TTCTTGGCCGAATACACCTC TTGGGTGCCATCAATTGTAA 155

Ai01B21283 Araip.B01 21283 p2 (AT)7 14 101808126 101808139 GCATTCATTCATTTTTGGCA TTAAAAGCGTGGCCCATTAC 198

Ai01B21284 Araip.B01 21284 p3 (TCA)5 15 101811571 101811585 GTCGACCTCTGAAGGGACAG CGAGCTGCTGGAAATTAAGG 280

Ai01B21286 Araip.B01 21286 p3 (AGA)5 15 101818952 101818966 CTAGAGGTTTCTCCGGCCTT AACCACCTAAAACCCCCTTG 177

Ai01B21287 Araip.B01 21287 p2 (CT)8 16 101827056 101827071 TCATGTGGAGGGATCTGCTT GGAGAGCTTGGATACATGGG 280

Ai01B21288 Araip.B01 21288 p5 (AAATA)5 25 101827736 101827760 TGAAGAGAATTTCCGGTGAGA AAGTTAAGTTTGGTGTCCCCC 219

Ai01B21291 Araip.B01 21291 p2 (AT)7 14 101859253 101859266 TGAAAATATCGGGAATTGGG CCACAAGGGAGTGGGACTTA 229

Ai01B21293 Araip.B01 21293 p4 (CTTT)5 20 101874194 101874213 GGTCCAAGTCGCACAAAAAT TCGGCCATGTCTCCTAGTTC 205

Ai01B21295 Araip.B01 21295 p3 (TTC)5 15 101881910 101881924 AGTCCTTCTCGCCGTTCAC CATCCGTATTCTAAACCCCAA 278

Ai01B21300 Araip.B01 21300 p3 (CTT)6 18 101901714 101901731 TGCAACAAATTTGGGTGTAAC CAAGAAGAAACTTGAGAAGATAAAACA 226

Ai01B21302 Araip.B01 21302 p2 (AT)7 14 101904894 101904907 ACGAGGTCGGATAGAGCAAA TGGGAAATACCAACAAGGGA 215

Ai01B21304 Araip.B01 21304 p3 (GTT)10 30 101915210 101915239 GGGATTTACGTTTGCCAGAA TGCCTACAGTCTGCACCAAG 205

Ai01B21305 Araip.B01 21305 c (TA)6catacttgtacatgagccacgtttggcttttctttattcatgtttccttaatgcttcagccaaaggaaagaaata(AAT)9114 101920173 101920286 CATGCAAGCCACATTCATTT TGAAAGGAATAAAAATAAAGAGAAGCA 198

Ai01B21319 Araip.B01 21319 p3 (TTA)7 21 101989662 101989682 ATGCGTTTTCAAGTGGCTTT GGTTTGCATGAATGATGCTG 251

Ai01B21322 Araip.B01 21322 c (A)10tggc(A)12 26 102000956 102000981 TGAAGCAAGAAAAAGCAGCA AGCACATGGTTAGGGACAGC 262

Ai01B21325 Araip.B01 21325 p2 (AT)6 12 102013079 102013090 TATATTGGGGGTGGACGAAT TCTTTTATTTCATTTCTTCGGCA 263

Ai01B21328 Araip.B01 21328 p2 (AT)6 12 102027571 102027582 TCTGTTGAAAATGCTTTTATTCATCT TCCATCCGACTAGTTCTGGG 268

Ai01B21340 Araip.B01 21340 p5 (AAAAT)5 25 102116576 102116600 GTGTGGGAAAATTCGGTTTG ATGCATTGCTTTCACCACTT 258

Ai01B21346 Araip.B01 21346 p2 (CT)6 12 102157621 102157632 AGGTCGGTGACTGACTCCTG TGTTCGAGCTCTAAAACCACG 242

Ai01B21352 Araip.B01 21352 c (TTTA)7tttcgaaaataaaataaattaaaataaaataaataaaaatgggtgaagattttcgaaaaatg(GA)6102 102212936 102213037 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 206

Ai01B21356 Araip.B01 21356 p3 (TTA)6 18 102236421 102236438 GACGGGATGTAGCCATTGAC CAGTCAGGCGGATACCAAAT 241

Ai01B21363 Araip.B01 21363 p3 (GAT)6 18 102263773 102263790 CATAAAGCACTGCTGGTGGA GATGCAGCACTTTTCCATGA 260

Ai01B21364 Araip.B01 21364 c (TA)6tgatctaaagtcttcag(TA)641 102264072 102264112 CCAAAATTCAAGGCTCCAAA TGTTTACCCACAGTCATAGCCA 228

Ai01B21366 Araip.B01 21366 p3 (TAT)8 24 102273696 102273719 TAAGCAGCGAGCTTCAAGTG TGGGTGTGTGTAGAAGCGAG 230
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Ai01B21367 Araip.B01 21367 c (A)10(T)10 20 102275981 102276000 CACACCAAATTACTGCCGTG CATGTCCTCGTGTGTCCAGT 166

Ai01B21369 Araip.B01 21369 c (T)11ctatttttttct(TA)1349 102293930 102293978 GGCATTCTTGTCCCCTTTTT GGGACATTGGTTGAGAGGAA 239

Ai01B21373 Araip.B01 21373 p3 (ATT)7 21 102302063 102302083 AAGAACGATTGTGCCTCTGC TCCGAATCACTAATGTCCCA 272

Ai01B21374 Araip.B01 21374 p2 (AT)11 22 102302261 102302282 TGGGACATTAGTGATTCGGA AGTCGCAGGTCAAAGGAAAA 240

Ai01B21378 Araip.B01 21378 p2 (TA)6 12 102332018 102332029 TTTTTCTCCCCCATCTCAAT GGGTTTATCAACATCCCCAC 269

Ai01B21380 Araip.B01 21380 p3 (ATA)5 15 102354413 102354427 GCCACCTATTCAAAATGAATGAC CATTCACAGCACCTGACACC 222

Ai01B21381 Araip.B01 21381 p2 (CT)6 12 102355061 102355072 CAAAACCAGCTAAATGAGGACA AATTGATGCGCTCAAAATCG 162

Ai01B21384 Araip.B01 21384 p2 (CT)8 16 102364107 102364122 TCCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 231

Ai01B21385 Araip.B01 21385 p3 (TTC)5 15 102366453 102366467 ACCCTCTCTTCCCCTTCTTG CGGTCTTAGGTGCCATCAAT 174

Ai01B21387 Araip.B01 21387 p2 (AG)6 12 102377352 102377363 TAAAGTGGGGAAATGCATCC CATGAAGGGTTCATAAGCCAA 280

Ai01B21388 Araip.B01 21388 p2 (CT)18 36 102379498 102379533 TGGGGGTTTTTGTTTCTCTG TTCAGAACACTAGACATTGGCA 265

Ai01B21389 Araip.B01 21389 p2 (AC)8 16 102380651 102380666 CTCACTGCAACTTGAATGCTT AGTTGAAAGCCTGCGAAGAA 231

Ai01B21398 Araip.B01 21398 c (A)10cgaaaaaaaag(A)1031 102407838 102407868 CGGTGAACTGGTAAAACCGT ATAACACCATTGCGAATCCC 275

Ai01B21403 Araip.B01 21403 p3 (CTT)5 15 102422068 102422082 TCTTGACTTTCCCATGGAGG AACCGTTCAACAACTGGAGC 249

Ai01B21407 Araip.B01 21407 p2 (CT)6 12 102444401 102444412 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGGGGAAGTGAATTTTCG 223

Ai01B21409 Araip.B01 21409 p2 (AT)8 16 102456790 102456805 GGTTCAATCGCCCAATTCTA AGGAGAAGCATAAGGAGGGC 260

Ai01B21413 Araip.B01 21413 p2 (AT)6 12 102493831 102493842 TTTGTTGCTCCACCTTGTTG TGTAAAGATGTTGATTGTCCTGAA 234

Ai01B21416 Araip.B01 21416 c (T)11ggacgtgttaccattttatctttgaacaacgtactaaatgtaatcagattatatacgtaactcag(A)1288 102497816 102497903 ATGGCCTGGTTTGTTCTGTT TGGTTGTTACGTTTTTGGTACA 280

Ai01B21418 Araip.B01 21418 p3 (CTT)5 15 102498662 102498676 TGGAACTTCAGACACCCAAA TGACATCAAGCTCTGAAATCGT 280

Ai01B21420 Araip.B01 21420 p3 (ATG)5 15 102503839 102503853 TCCATTATCATGCGCTTTCA TCTATCCCAAATCCATTGCC 210

Ai01B21425 Araip.B01 21425 p2 (GT)6 12 102514475 102514486 AAAAAGGGGACAAAATTACCC GGGGTTAAAGTAAGGGTGAGG 239

Ai01B21426 Araip.B01 21426 c (AGA)6tatggaggagatggagggatgtgtgtatggatgtgttggtgaatggaaaacagaagggatgaccatgaatg(GA)6101 102520498 102520598 CTTCCCTTTCCCTTTTCTGG GAATCTCACAGGATCCCCAC 263

Ai01B21428 Araip.B01 21428 p3 (GAA)5 15 102536770 102536784 TCCATCTTTCTCACTCACATGAA CAAATCGGTTGGTCCTGTGT 164

Ai01B21430 Araip.B01 21430 c (TTG)5ttcttcttcttatgtttatttttatgattccattatccattatttttc(TGA)578 102538996 102539073 GGTGATGGAATGGTAGTGGG TGAAACTGAACCAGAAGCCA 212

Ai01B21431 Araip.B01 21431 p2 (TG)19 38 102539980 102540017 TAGGTGGCAGTGGCTATCGT CCAACAAACCCTACACACGTT 240

Ai01B21433 Araip.B01 21433 p2 (AT)13 26 102544884 102544909 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 232

Ai01B21438 Araip.B01 21438 p2 (TG)13 26 102563781 102563806 TCGCTACCATCGACCCTTAT GCTTGGGCCATACTCGTTTA 279

Ai01B21445 Araip.B01 21445 c (AC)15at(AC)9 50 102593370 102593419 CCGCTCATCACTAACCTAAGC GGGGACAAAATTACCCCAAT 232

Ai01B21448 Araip.B01 21448 c (A)10tctttcaaaaattttccctttgttttcgaaaaatattttc(A)1060 102630285 102630344 TTTGGACAATTGACGGTTCA GTTGAAACCCCAGTCCAAAA 240

Ai01B21449 Araip.B01 21449 p2 (CT)6 12 102631709 102631720 TTGATTTTCAAATTTGTTTCAACT TGGGTGAGATGAAGTGTCAGT 280

Ai01B21450 Araip.B01 21450 p3 (TTC)5 15 102634502 102634516 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 172

Ai01B21451 Araip.B01 21451 c (A)11gttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaataaacaaaagaatatt(AGA)591 102638172 102638262 CGGTCTTAGGTGCCATCAAT CCATATGGCCGAACCAATAC 253

Ai01B21452 Araip.B01 21452 c (CT)7aattttcgaaaatatcttcccactttttcaaaaatttctttttttattaactaattatttttatttttaattttaaaaatttttcg(A)12112 102666678 102666789 ACCTTTTCAAAATTTGTTTCAACT GAACATGAGAGGGGGAAGTG 278

Ai01B21456 Araip.B01 21456 p2 (AG)7 14 102678433 102678446 TCACACTCCCCTCTCTCTCC TCCTCTTTCTCCCCCTCCTA 116



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B21457 Araip.B01 21457 c (GA)7ggggaggagagagaagaaggaagagggaaggagagggagaggg(GA)17t(AG)8108 102678579 102678686 TAGGAGGGGGAGAAAGAGGA GCATCAGCTTCAGCATCATC 264

Ai01B21458 Araip.B01 21458 c (GA)6agggagagaggagggggagaaagag(GA)955 102678966 102679020 CGATTCAATTCAATTCCGTTC TGAACTGAAACCATAGTTTGTATGAA 265

Ai01B21460 Araip.B01 21460 p2 (GA)6 12 102682575 102682586 GAAATTTTGAAAAAGGGGGAA TTGTGATTTCTTGTGAATCAAGTC 280

Ai01B21462 Araip.B01 21462 p5 (TTTAT)5 25 102688906 102688930 TCTTAAAATCAAATCTTTTTCAAACC CTTGAAACCAGAGGGGTGAG 133

Ai01B21463 Araip.B01 21463 p3 (GAA)5 15 102692767 102692781 GAATGAAAGTGAAAAAGGATGAGAA CGACGCACAGTTTATCCAGA 160

Ai01B21465 Araip.B01 21465 p2 (CA)8 16 102697685 102697700 CCTTAGCTCATCCCAAACCA TTTGGTTGTGAAGGCAACAA 212

Ai01B21468 Araip.B01 21468 p2 (TC)6 12 102716123 102716134 TTTCGAAAATCACTAACGCTG GTTCTTGTCCTTGCTCCTGC 256

Ai01B21469 Araip.B01 21469 p3 (TCT)6 18 102719355 102719372 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 239

Ai01B21471 Araip.B01 21471 p2 (TA)6 12 102730635 102730646 TGCAACCACACAATTAGGCT TTAAGTGTGGGGAGGTCGTC 262

Ai01B21472 Araip.B01 21472 p2 (AT)9 18 102732315 102732332 TTGAGCTTTCGCGAATATGA TTTTTCAGAGGGGTAGGACTTG 165

Ai01B21473 Araip.B01 21473 p2 (AT)8 16 102732528 102732543 TGAGCTTTCGCGAATATGAA CAGGTTCAGAAATTCTTGGCA 278

Ai01B21474 Araip.B01 21474 p2 (AT)9 18 102732665 102732682 TGAGCTTTCGCGAATATGAA CAGGTTCAGAAATTCTTGGCA 278

Ai01B21476 Araip.B01 21476 p6 (GGCAGA)5 30 102755486 102755515 AGAGGAAGGCCCCGTAAGTA CCTACCCTTACCCCGAGAAA 269

Ai01B21480 Araip.B01 21480 p3 (CAT)5 15 102772162 102772176 TTGTCTGTTGCGGAGTTCTG TGCCATGGATATTTTGAGCA 278

Ai01B21485 Araip.B01 21485 p4 (GAAA)5 20 102793403 102793422 ATCCACTCACCCTTACCCCT CTTCTCCCTGCTCCCTCTCT 104

Ai01B21486 Araip.B01 21486 c (T)10cagatatgaatgtcaggggattgtgggcattgtgtgcatttccaaagata(TGT)575 102794852 102794926 CCTTTCTTAACGAAACGATCA CCAGTAGCATAAAGTGCACCA 156

Ai01B21488 Araip.B01 21488 p2 (TA)18 36 102799219 102799254 TGGCAAAATTGGAAAAATGA TTGGTCTTGAATTTTGCTTTCTC 264

Ai01B21489 Araip.B01 21489 p2 (AG)6 12 102803557 102803568 AGGATATTTGGGGAAGGGTG GCCAGAAATAGGCACAGAGC 253

Ai01B21491 Araip.B01 21491 p2 (AC)6 12 102810406 102810417 ATTTCCCACAAACCTTTCCC ACATCATTTGCCCTAAGCGA 101

Ai01B21497 Araip.B01 21497 p3 (AGA)6 18 102853587 102853604 CTGGCCTTAGGTGCCATAAA AACCCTCCCCACACTCCTAT 237

Ai01B21502 Araip.B01 21502 c (GAA)22gag(GAA)1099 102873830 102873928 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTAATCCCCA 192

Ai01B21503 Araip.B01 21503 p3 (AAT)5 15 102879183 102879197 TCCACTGTCACCTACTCACCC AATACATCGATGAGTGGAGCG 234

Ai01B21505 Araip.B01 21505 p2 (AT)7 14 102893320 102893333 AGGAGCCCATGAAGAAAAGA TTGATTATGGAGAAACCGGG 214

Ai01B21506 Araip.B01 21506 p2 (AT)10 20 102893495 102893514 TCGTAGTCCCGTATGGAAGG TTGGACGTAGACTCTCAAAGCA 276

Ai01B21507 Araip.B01 21507 p2 (TC)17 34 102896880 102896913 AGGCCCTCCTATCCACTGAT TGTTGGCTCCTGAAAGAATG 239

Ai01B21508 Araip.B01 21508 p3 (CAT)5 15 102934315 102934329 GAGGCTTTAGCAGATGGTGC GGCAGTGTGAATGCTGCTTA 175

Ai01B21509 Araip.B01 21509 p2 (AT)13 26 102951685 102951710 TTGAATTTTGTCCCATGTGC TGTGGGAAACCTTATGGGAA 269

Ai01B21511 Araip.B01 21511 c (CT)7a(TC)13 41 102959925 102959965 CAGAGCTCCGGATCAAAAGT TTGGGCCAACAGACTAAACC 234

Ai01B21514 Araip.B01 21514 p2 (TA)11 22 102974374 102974395 GGGAGGGTGTTTGTCGTAGA CCCAAAACTTATCGTTTGGAA 269

Ai01B21515 Araip.B01 21515 p2 (AT)11 22 102978930 102978951 AGGGTTGGGACTGACTTCCT CCCCAACTTTCGACACATCT 275

Ai01B21520 Araip.B01 21520 p2 (TC)6 12 103048005 103048016 TGAGTCTTGGGGAAGGAGAA CAATTTCCAAAAGTTGCGGT 162

Ai01B21524 Araip.B01 21524 p2 (AG)6 12 103068795 103068806 CCAAAGCATCGTTCCTCTCT CATGCAAGAGGAAATGGGTT 205

Ai01B21527 Araip.B01 21527 p2 (AT)7 14 103074875 103074888 GGGCATAAGCCCATGACTAA GCGCTTCACTCAAAGGAATTT 270

Ai01B21532 Araip.B01 21532 p3 (ACA)6 18 103089574 103089591 CGGGTTTTGAGACAAAGAGG TGGCGTCATTTGATTCATGT 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B21535 Araip.B01 21535 p4 (AAAT)5 20 103093724 103093743 CCAAACTGTTAAGCGGGAAA GCATGTTTTCACTTTCAAGCAC 249

Ai01B21536 Araip.B01 21536 p3 (TTA)6 18 103096099 103096116 TTCTCAATTTTGCCATTTTTAGTTT TCCAGGCAAGAGTGTGAAAA 243

Ai01B21537 Araip.B01 21537 p3 (TTC)22 66 103099164 103099229 CTACAACACCCTCTCCACCC CAGGAAAATAGGGGAGCACA 181

Ai01B21541 Araip.B01 21541 p3 (TGA)5 15 103111494 103111508 TGGCTTTGTCGTTCATTTTG GCCCTTGGACCCATTTCTAT 247

Ai01B21545 Araip.B01 21545 p2 (AT)11 22 103152128 103152149 AGGGGACAAAAATTACCCCA TGAGGTCTTTCCCAGGTTGT 262

Ai01B21546 Araip.B01 21546 p2 (AT)6 12 103153969 103153980 CGGATTTCTGGTTGGTTGAG CCAATTTTTGAAAACAACTTCATTC 280

Ai01B21551 Araip.B01 21551 p2 (AT)15 30 103185317 103185346 CACACAAAATGATGACAAAACG GCCCACTTCAATGTGTTTGTT 188

Ai01B21552 Araip.B01 21552 p2 (TC)6 12 103195626 103195637 TGCCGAGTCCCTTTTCTCTA TTTCAACTGGTCCAACGTGA 197

Ai01B21553 Araip.B01 21553 p2 (TC)6 12 103202974 103202985 ACACCACAGCAACATACGGA GTCGAACCTGTCCCTACCAC 195

Ai01B21554 Araip.B01 21554 p2 (TC)6 12 103207931 103207942 GACACCACAGCAACATACGG TCGAACCTGTCCCTACCATC 195

Ai01B21555 Araip.B01 21555 p4 (TTAT)7 28 103214200 103214227 AATTCCCATTTTTGCATCTCA GGGAACATGGGTTAATAGGGA 275

Ai01B21556 Araip.B01 21556 p2 (CT)6 12 103216988 103216999 TTGATTTTCAAATTTGTTTCAACT GGTTCGAATTTGGGTGAGAT 278

Ai01B21557 Araip.B01 21557 p2 (TC)6 12 103217119 103217130 TCTTCCCTCTTTTTCAAAATTTCTT ACAGATGGAAAAGGGGGTTC 191

Ai01B21558 Araip.B01 21558 p3 (TTC)5 15 103219793 103219807 TACAACCCTCCCCCTTCTCT GCTTTTGTCTTCCCTTTCCC 186

Ai01B21562 Araip.B01 21562 p2 (CT)6 12 103238720 103238731 AGTCCTTGACCCCTCAGGAT GTGATGGTTTTGGAGGAGGA 252

Ai01B21564 Araip.B01 21564 p2 (TC)10 20 103255481 103255500 TCCCTCTCCCCTCCTCTCT GGGAAAGGGAGAGAAAGAAA 118

Ai01B21565 Araip.B01 21565 p2 (CT)6 12 103255638 103255649 TTCTCTCCCTCCTCTTGTTTTCT GAAAGGGAGAAAAAGGGCAA 189

Ai01B21566 Araip.B01 21566 p2 (AG)9 18 103256032 103256049 GAGAAGAAGGAACGGGAGATG TCCCTCTCTCCCCTATCTCG 193

Ai01B21567 Araip.B01 21567 c (GA)12ggagagg(GA)949 103256183 103256231 AGCGAGATAGGGGAGAGAGG TCTCTCCCAAGGAGTGTACAAAA 271

Ai01B21568 Araip.B01 21568 p2 (GA)13 26 103256403 103256428 TGAACCATAAAAATTGGTTTTCAA TTTTCCCCTCCTCTCTCCTC 152

Ai01B21573 Araip.B01 21573 p3 (GAA)5 15 103273001 103273015 CGCTCTTGGTTCATCTGACA AAGCACCAGGATCTGCATCT 197

Ai01B21574 Araip.B01 21574 p2 (AC)19 38 103273369 103273406 GCCTAAACTTCGCAGGTCAC TCACGTATTGTTCGCAGGTG 242

Ai01B21577 Araip.B01 21577 p2 (TC)19 38 103292069 103292106 CCCTATTCTCAAACGCCAAA TGAGATGTGCCAGTCCTCAG 273

Ai01B21585 Araip.B01 21585 p2 (GT)10 20 103315550 103315569 GCACATCTTTTGCCCTAAGC ACAAATTCCCTCCACACTCG 113

Ai01B21586 Araip.B01 21586 p3 (ATA)7 21 103315699 103315719 CGAGTGTGGAGGGAATTTGT CACTCATGCATCCTTCTTTTCA 249

Ai01B21589 Araip.B01 21589 p3 (GAA)5 15 103321036 103321050 CTCCGTCAAACAAATCAGAGC GCTTTGCCTAAGAATGCTGG 187

Ai01B21591 Araip.B01 21591 p6 (AAAATA)5 30 103344971 103345000 GAATTGCAACTAAACTAAATGGC TTTTAAGTGTGGGGAGGTCG 204

Ai01B21593 Araip.B01 21593 p3 (AGA)6 18 103351515 103351532 TTAGAATGTTGCTCGCCCTC TACCAAGTTGCTCACGTTGC 204

Ai01B21597 Araip.B01 21597 p3 (AGA)6 18 103385482 103385499 AGCAAGCAAATTCTTTCCCA TTTCATCCCTTGCAACCTTC 207

Ai01B21599 Araip.B01 21599 c (T)11gaaaatttttcgaaaataaaaagaat(A)1047 103390176 103390222 GTTGAAACCTCGGTCCAAAA TCGAGTTTGGACAACTGACG 222

Ai01B21602 Araip.B01 21602 p2 (GA)8 16 103397965 103397980 GCCTCACTTCATGACCGAAT GAACTCAAGGGAAAGGGGAG 233

Ai01B21603 Araip.B01 21603 p2 (CT)7 14 103407715 103407728 TTGATTTTCAAATTTGTTTCAACT TTGAAAAAGAGGGAAGATATTTTTG 121

Ai01B21604 Araip.B01 21604 p2 (TC)6 12 103407882 103407893 TCTTCCCTCTTTTTCAAAATTTCTT ACAGATGGAAGAGGGGGTTC 225

Ai01B21605 Araip.B01 21605 p3 (TTC)5 15 103409825 103409839 ACACAACCCTCTCTTCCCCT CTCGGAAGTGGAAGCTTTTG 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B21611 Araip.B01 21611 p2 (AG)7 14 103460716 103460729 CTGAAGGTCTGAACGTCCACT TCTTCTCTAACTTCCCAACTCCTT 273

Ai01B21616 Araip.B01 21616 p3 (CAT)5 15 103502300 103502314 CACCATCTCCATCAAGTTTTCA GGTATGGCTTCGGTTTCTCA 253

Ai01B21618 Araip.B01 21618 p5 (ATTTT)6 30 103503996 103504025 CGCCTAGCGCACTGATAACT TGCCAAATTAGCACCACAAA 162

Ai01B21619 Araip.B01 21619 p2 (TA)6 12 103517374 103517385 CTTGTGGCAACCCAAGAGAT GCCTCTGCTTTCTACTCGCA 229

Ai01B21620 Araip.B01 21620 p2 (TC)6 12 103533723 103533734 TGACTCCCCTCTCATTTTCG AGACGCTGAAGAAGGCGATA 172

Ai01B21621 Araip.B01 21621 p2 (AT)6 12 103543149 103543160 TCAACCTAAAGAATTTGAAAATGATG TTCCAAAATTTGTTCTTGGTGTT 211

Ai01B21625 Araip.B01 21625 p3 (GAA)5 15 103581901 103581915 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai01B21629 Araip.B01 21629 c (T)13ctttttctcacttttttttattt(TA)852 103592068 103592119 TTCACCATTTACTTTGGGGC GTGTGGGAAAAGTGGGTTTG 220

Ai01B21637 Araip.B01 21637 p2 (CA)6 12 103661539 103661550 CGCACGAATGGTTTTCTTTT TGGGAGGATTGTTTGTTGGT 231

Ai01B21640 Araip.B01 21640 c (TA)13c(AT)12(GT)1275 103684722 103684796 ACCTTGGGGAATTTTTGTCC TTGAGAATATTGGGAATTGGG 253

Ai01B21650 Araip.B01 21650 p3 (ACC)5 15 103744608 103744622 GGTTCCCTGTTCAGCCAATA GGAACTTAGCCGGAGAAGAGA 234

Ai01B21653 Araip.B01 21653 p3 (AAG)5 15 103749426 103749440 AACCCCACTGGACAAGACAG TTCAACCGTCTTGGAAGGAG 154

Ai01B21655 Araip.B01 21655 p2 (TA)12 24 103768075 103768098 ACGCTTAAGTGTGGGTGAGG GCAAAAGATGCAGAATGCAA 209

Ai01B21656 Araip.B01 21656 c (GAA)5atggag(GA)735 103774994 103775028 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 214

Ai01B21658 Araip.B01 21658 p3 (AAC)5 15 103784432 103784446 GGGTGGCAAGATAACTCCAA GATGAGGTGCTTGGTTGGTT 202

Ai01B21660 Araip.B01 21660 p4 (TTTA)6 24 103795476 103795499 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 251

Ai01B21661 Araip.B01 21661 p3 (AGA)5 15 103812156 103812170 GCTTTTGCCTTCCCTTTTCT GAACCACAAATCTCCCTCCA 190

Ai01B21664 Araip.B01 21664 p3 (TCA)5 15 103828666 103828680 CATCTACCGTCCCATCATCC GGCAGTGTGAATGCTGCTTA 277

Ai01B21667 Araip.B01 21667 p2 (TA)6 12 103853089 103853100 TAAAGTGCGCATACAAACGG TTAACTAATAACCCCGGCCC 231

Ai01B21668 Araip.B01 21668 p2 (TA)14 28 103863556 103863583 GCTCAAAAGCATGTTCCACA GCCATTTTTGGGTGACAAAT 236

Ai01B21669 Araip.B01 21669 p2 (AT)9 18 103867180 103867197 CAACCTCCCCACACTTAAACA CCCATCTCAATTGTAAAGGCA 275

Ai01B21673 Araip.B01 21673 c (A)10(G)11 21 103909214 103909234 ACTTCATTGGCTTGTTTGGC GCGCATATGTGTGTTTTTGC 260

Ai01B21677 Araip.B01 21677 p2 (CT)6 12 103921062 103921073 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 258

Ai01B21678 Araip.B01 21678 p3 (TTC)5 15 103923935 103923949 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai01B21681 Araip.B01 21681 p2 (AG)6 12 103972856 103972867 ATGGGAAGCAATGGCAACT CGCATATTTTCACCTTTCAATG 279

Ai01B21682 Araip.B01 21682 p2 (AG)6 12 103990720 103990731 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai01B21687 Araip.B01 21687 p2 (AC)6 12 104003600 104003611 ACGCTACCCGAAACCCTAAT CAGAGCAGTACGTTGGTGGA 213

Ai01B21688 Araip.B01 21688 p3 (TCT)6 18 104016432 104016449 CGAAACACAACCCTCTCTCC CGGTCTTAGGTGCCATCAAT 152

Ai01B21698 Araip.B01 21698 p2 (CT)6 12 104101681 104101692 CCTTAGCCCTTCAGCCTTCT AAACGGCGATCAAAGAGAGA 183

Ai01B21700 Araip.B01 21700 c (T)12ctctttaatttctgcaaattcaccttagagtccccaaaatagac(A)1066 104120562 104120627 TCCATGGGTCTTGTTTAGCC TCATTCCTCCCTTTGAATGC 196

Ai01B21701 Araip.B01 21701 p4 (AAAT)6 24 104127351 104127374 CGAAAACCCTCACCGATTT CCATGATGGAGAAAGGGAGA 114

Ai01B21704 Araip.B01 21704 p2 (AT)6 12 104178995 104179006 TACTTTGGGGCACTTTGTCC ATTTGGGGAGATTTGGGAAC 264

Ai01B21710 Araip.B01 21710 p2 (GT)7 14 104232722 104232735 TAAGGGGACGAAATTACCCC GGGCTAAGGTAAGGGTGAGG 241

Ai01B21717 Araip.B01 21717 p3 (AAT)5 15 104312470 104312484 TTCTTGTCCTTGCTCCTGCT TTTCTCCCACTCACAAAGGG 112



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B21718 Araip.B01 21718 p2 (AG)6 12 104312809 104312820 TGAAAAAGGGTTAGTGATTTTCG CCTTTTGTTTGTTTCTTATCTTTTTCA 196

Ai01B21722 Araip.B01 21722 p3 (TGG)5 15 104332368 104332382 GGAGCGGTAGTAGCTCGATG CTCATCGTTAGCAGCAGCAG 206

Ai01B21725 Araip.B01 21725 p3 (TCT)5 15 104344005 104344019 TGGACCAAGACTTTAACCGC TTGAAGCAAGAAAAAGCAGTGA 276

Ai01B21727 Araip.B01 21727 p2 (AG)6 12 104345943 104345954 CCATTATGGGTGGGTTTGAG ACAGGATCCCCACCTACCTC 194

Ai01B21729 Araip.B01 21729 p3 (ACC)5 15 104359264 104359278 GCAGGATCCCCCTCTACTTC TGATGGATCGGTTCCTTAGC 251

Ai01B21730 Araip.B01 21730 c (TA)8(TG)25 66 104359835 104359900 CGGTGTTTGCATTGATATGG TCACAATCAAAAACTAAGATGCAAA 245

Ai01B21732 Araip.B01 21732 p2 (GT)7 14 104364282 104364295 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 238

Ai01B21734 Araip.B01 21734 p3 (TTC)5 15 104378735 104378749 TTGAAAAGGGATCGAGATGG TGAGCTTGTGCTGCTTCTGT 192

Ai01B21736 Araip.B01 21736 p2 (TC)13 26 104413336 104413361 AGCACATGGTTAGGGACAGC GCAGTGAAAAGCTTGCAGAA 246

Ai01B21741 Araip.B01 21741 p2 (CT)6 12 104448374 104448385 CTTTTTGTTTGTTTCTTAACTTTTTCA GGATAAGAGGGAAGGAGGGA 238

Ai01B21744 Araip.B01 21744 p2 (CT)7 14 104460750 104460763 TTTCTTATCTTTTTCAAAACCACC GAAGGAGATGAGGGAGAAGGA 253

Ai01B21745 Araip.B01 21745 p3 (GAA)5 15 104485530 104485544 CTACCAGGCACATGCATCAC TTCTTCCTGATCCTCCCCTT 258

Ai01B21746 Araip.B01 21746 p2 (TA)8 16 104499125 104499140 AACATCATTCTAGTACTTTTGGATCA AAGTGTAGCCTTAGGTCCCTTATT 257

Ai01B21747 Araip.B01 21747 c (T)10g(T)13 24 104501759 104501782 GCTTGAATGTCCACCTAATCC GAAGCATTGGTGATAAAGGCA 267

Ai01B21748 Araip.B01 21748 p2 (GA)6 12 104504789 104504800 CCGGTGGTGGATAGAGAAAA GCGTTCGCAACCTTTCTTAG 275

Ai01B21750 Araip.B01 21750 p3 (TCT)6 18 104513318 104513335 TAACCACCTTAAACCCGCAG TTAGAATGTTGCTCGCCCTC 115

Ai01B21752 Araip.B01 21752 p4 (ACAT)5 20 104517401 104517420 TTGTGATTGGATGACGTGAA ATCAATGGAATGCCCAAAAA 213

Ai01B21753 Araip.B01 21753 p2 (GT)8 16 104517889 104517904 CTTAACCCATATGGCCAACC ATGTTTCCCACAAATTCCCC 199

Ai01B21756 Araip.B01 21756 p2 (AG)6 12 104540627 104540638 CATCAAGAGAAAAGGCCCAA TCTCCACCCAAGATCCAAAG 249

Ai01B21759 Araip.B01 21759 p3 (GAA)5 15 104556356 104556370 CGTTGGTGAAGAGACCGATT CAATACTCCTTCGGCAGAGC 188

Ai01B21760 Araip.B01 21760 p3 (CTT)16 48 104557262 104557309 ACGTGCGTCCCTCACTCTAC CAATTCAAAACTCCAGATCGAA 238

Ai01B21761 Araip.B01 21761 p2 (CT)6 12 104562302 104562313 TGGGAACATTGAACCTGGAT TGGGGGTGATTTCTGGTCTA 250

Ai01B21763 Araip.B01 21763 p2 (GA)8 16 104564348 104564363 CCTCAACTGCCCCAATTCTA TCCCCCTCCTCTCTTCTCTC 207

Ai01B21764 Araip.B01 21764 p2 (GC)6 12 104569730 104569741 GCCTACACTAAGCCACCAGC CCCAGAGAGGAGTGCAGAAG 138

Ai01B21765 Araip.B01 21765 p2 (GC)7 14 104569981 104569994 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ai01B21766 Araip.B01 21766 c (A)12taagaaaaacaaaagaacaaaag(A)1045 104572367 104572411 TTCAAGTGTGGGAACCTTGG GGCATTTTGTCCCCTTTTCT 259

Ai01B21767 Araip.B01 21767 p3 (TTG)7 21 104576376 104576396 TGCACTGTTGCTTCTTTGCT CTGTTTAATGCAGCAGCCCT 257

Ai01B21771 Araip.B01 21771 c (A)10gaaaagaaaaatgaaaaaataccccaaatgcaaaat(A)1258 104585432 104585489 TGGGAACATGGGATGATATG TTTTGTCCCATGTGCATTGA 226

Ai01B21772 Araip.B01 21772 p2 (TA)6 12 104585662 104585673 ATTCAATGCACATGGGACAA GGCTAAGGTAAGGGTGAGGG 205

Ai01B21774 Araip.B01 21774 p3 (CTT)5 15 104618321 104618335 TGCGCCTTTTAGTGCTTTCT CCAGTGGAATTCCCTCTCAA 233

Ai01B21779 Araip.B01 21779 p2 (CT)13 26 104643364 104643389 TTGATTTTCAAATTTGTTTCAACT AGAAGGAGATGAGGGAGAAGAA 244

Ai01B21780 Araip.B01 21780 p2 (CT)6 12 104643612 104643623 CTAACATCTCTCCCCCACCC TCAGCTTCAACAAGAATGCC 193

Ai01B21781 Araip.B01 21781 p3 (TCT)5 15 104648787 104648801 CACCCCACCTACCTTCAAAA CATGGCTCAGAGGTGGAAGT 265

Ai01B21783 Araip.B01 21783 c* (A)10(AT)8* 25 104655348 104655372 GGGAAAATTGGGTTTGGAAC TACTTTGGGGCATTTTGTCC 231
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Ai01B21785 Araip.B01 21785 p2 (CT)6 12 104663174 104663185 AATTGATTTTCAAATCTTTTTCAAC GAGACGAGAAAGACGGAGGA 246

Ai01B21787 Araip.B01 21787 p2 (AT)6 12 104684484 104684495 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 245

Ai01B21790 Araip.B01 21790 p2 (TA)6 12 104700904 104700915 CAATCCGACCAAAATGATCC CCTGCAATCCCGACATTTAT 273

Ai01B21791 Araip.B01 21791 p2 (AG)6 12 104709876 104709887 GCAATTGCCGGTTAGTTTGT TATCAGAAATCACTGGGGGC 248

Ai01B21792 Araip.B01 21792 p4 (CTAA)6 24 104714760 104714783 CAAGCATTCCAAAAGGCAAT TCTTCAACCACCATTCACGA 260

Ai01B21793 Araip.B01 21793 p2 (TA)8 16 104719008 104719023 ATCGCGTCTCAATCTCCAGT TCAACTCAGCAACAAGCCAC 260

Ai01B21794 Araip.B01 21794 p2 (TA)17 34 104724706 104724739 ATTTCCTTCATCGGGCTTCT ATCGGTCTATCCCTCAGGCT 212

Ai01B21796 Araip.B01 21796 c (T)10gcctc(T)10 25 104735345 104735369 CACCCTTGCCTTTTGGTTTA TGATGTGGTGGCAATGCTAT 268

Ai01B21798 Araip.B01 21798 p4 (AAAT)5 20 104762350 104762369 AAATTGGGGGTTTTGAAAGG CCCACTCGACATACCTTCAT 192

Ai01B21800 Araip.B01 21800 p3 (GTT)5 15 104780977 104780991 TGCTTTTGATGAGGTGCTTG GGGTGGCAAGATAACTCCAA 185

Ai01B21802 Araip.B01 21802 p3 (TTG)5 15 104787061 104787075 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 229

Ai01B21804 Araip.B01 21804 p3 (GAA)5 15 104799579 104799593 TTTCCATCTCCCAAAACTCG CACCCAACACAACCCTCTCT 249

Ai01B21805 Araip.B01 21805 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagaaaaaatctgaactc(AG)699 104802227 104802325 CTTGTCTTTGCTCCTGCTCA ACGTCCCCCTCTCATCTTCT 218

Ai01B21806 Araip.B01 21806 p2 (AT)8 16 104809292 104809307 TCCCAAGTTGAATCCTTGGT ACCCCATGTGCATTGATTCT 278

Ai01B21810 Araip.B01 21810 c (T)10ataaaaaataaaaataattagttgaataaaaacgaaattttggaaaaagggggaagatattttcgaatatt(AG)795 104834977 104835071 TGTCCATCTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 267

Ai01B21817 Araip.B01 21817 p2 (AT)6 12 104875699 104875710 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 212

Ai01B21820 Araip.B01 21820 p2 (AG)7 14 104889187 104889200 AAAGCAAAGTAGAAATCCGAGA CCAGTTCGAAGACCGAGAAC 199

Ai01B21824 Araip.B01 21824 p3 (AGG)5 15 104931022 104931036 TTGACATGAATGAAGGAGCG AGTCCAACGAAGCCTTAGCA 206

Ai01B21828 Araip.B01 21828 c (T)10gccc(T)10 24 104937771 104937794 TTTAGCCGCTTAGACCAGGA TGGCAGACAGCTCAAGAAGA 213

Ai01B21829 Araip.B01 21829 c (T)12gaaaattgttagtatttttttcgaaaattaagatttaaaatttaaaataatagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaat(GA)8128 104938299 104938426 GGATGGGGGAGTATAATTTTCG TCCTTGTCTTTTCAAAATTTGTTTC 273

Ai01B21833 Araip.B01 21833 c (GC)6cgattcaaaaatagggataaccctagcacgcgaagcacactgcgcagtcgcgcacccctttccccaacctccaccc(TCT)5103 104957446 104957548 CCCACGTTCTCTCAATGGAC AGGGAGAGAGAGAGGATGGG 257

Ai01B21836 Araip.B01 21836 c (A)10ggg(A)10 23 104973887 104973909 TCACTAAGGTGGACCCGTTC GGGTTATTGGCTTTTTCTGC 276

Ai01B21837 Araip.B01 21837 p2 (TA)11 22 104978492 104978513 GGAAAAGACCTGATGCTGCT GTAGATGCCCCGTGAAGAAG 229

Ai01B21838 Araip.B01 21838 c (A)13caatgagggacctaaggctatacttatatagagtagctatggttatacagaaaatt(A)1382 104983216 104983297 AATAATGAGGGACCCAAGGC CACCTGTAAAGCATAGCCACA 269

Ai01B21844 Araip.B01 21844 p2 (GT)14 28 105020669 105020696 GGGAACAAAATTATCCCAATG TGGGGCTAAAGGGTAAAGGT 276

Ai01B21846 Araip.B01 21846 p2 (GT)6 12 105041842 105041853 TGAGGAGACAAAATTACCCCA GGTAGTAATGGGGCCAAGGT 251

Ai01B21850 Araip.B01 21850 p2 (TA)6 12 105065906 105065917 ATCAATGCACATGGGACAAA GGGCTGAGGTAAGGGTAAGG 204

Ai01B21853 Araip.B01 21853 c (A)10gaagaagaagagagaaaaaggaaag(A)1045 105077496 105077540 GTGGGAAAAGTGGGTTTCAA TTCACCATTTACTTTGGGGC 243

Ai01B21856 Araip.B01 21856 p2 (AT)7 14 105084170 105084183 TTGGGGTTTAGGGTTTAGGG GGGTGTTGCAATGGCTTTAT 269

Ai01B21864 Araip.B01 21864 p2 (TC)6 12 105139589 105139600 ACATGGTGCATGGATGAGAA ATAGGTGAGGGGTTTTTGGG 168

Ai01B21865 Araip.B01 21865 p2 (TA)8 16 105147246 105147261 GGAAAAGACCTGATGCTGCT GTAGATGCCCCGTGAAGAAG 223

Ai01B21866 Araip.B01 21866 p2 (TA)8 16 105148566 105148581 GGAAAAGACCTGATGCTGCT GTAGATGCCCCGTGAAGAAG 223

Ai01B21869 Araip.B01 21869 c (T)10ggcaattaggtaatgctcatgcattttactaattaaaacatatgtatccaaagttcc(A)1077 105163613 105163689 AATTTTGGGAAGCATTGGTG ACACGGCATATGCATCCTTT 180

Ai01B21872 Araip.B01 21872 c (T)10cgcaacttttttttctc(T)1239 105182081 105182119 TTGGCTTTTTCTGCTTGCTT TGAAAGAATGCTTGAACAGTGC 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B21873 Araip.B01 21873 p2 (TA)11 22 105185493 105185514 TGAATAGGTCAGGACCTGGG CATTCGGTGATTCAGCCTTT 129

Ai01B21875 Araip.B01 21875 c (A)11tcttttctctctattttaaaaacaaattttcgaaaattatat(A)1063 105196641 105196703 TTGGTGTTTTCCCTCCAAAA GAGGAGAGAAAAAGTGGTTGGA 225

Ai01B21876 Araip.B01 21876 p2 (TA)9 18 105201415 105201432 GAACGTACTTTCCCTCGCTTT CATTCGGTGATTCAGCCTTT 212

Ai01B21881 Araip.B01 21881 p2 (AT)9 18 105228614 105228631 TGAAGATAATCGGTCCGAGC TTTTGTCTTTTGAGTTTATTTTGGG 192

Ai01B21882 Araip.B01 21882 p2 (AT)11 22 105230985 105231006 CCATTGGACTGTCCCTCTGT ACGTGCTCCAGGTGAAGACT 203

Ai01B21884 Araip.B01 21884 p2 (GA)8 16 105238495 105238510 CACCAAGTAAAAAGGGAAAAGAAA CGCACAGCTTCTCTGATTTG 278

Ai01B21887 Araip.B01 21887 p3 (TTC)6 18 105252761 105252778 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 167

Ai01B21896 Araip.B01 21896 p2 (TA)6 12 105346549 105346560 GGCACTTTTTGTCCCCTTTT TTGATTTCGGAAAAGTTGGG 276

Ai01B21897 Araip.B01 21897 p2 (GA)7 14 105366173 105366186 ATTCGCAATACACACCCTCC CGGAGCACTCCTTTCTTCAC 214

Ai01B21899 Araip.B01 21899 p2 (AT)8 16 105376791 105376806 CACCAATTCATCCCCATTTT GGTGGAAATGATTGTGAGTCG 245

Ai01B21903 Araip.B01 21903 p2 (AG)15 30 105411507 105411536 AGGTAGGAAACAATGGCACG ATAGCTGCCCTCTCTCCCTC 276

Ai01B21905 Araip.B01 21905 p2 (CT)6 12 105417445 105417456 TTTTTGTTGGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 241

Ai01B21906 Araip.B01 21906 p3 (TAT)5 15 105417784 105417798 GTCTCCCCCTCTTCTTCCAC GCTGCCATCTTCTTTTCCTG 244

Ai01B21908 Araip.B01 21908 p2 (GA)6 12 105425513 105425524 TCAAATGTAACTTGGAAGAGTTCA TTTGATCCAGTTTTCAGCCC 254

Ai01B21913 Araip.B01 21913 p2 (TC)6 12 105461122 105461133 AAATCCAAGTCCAGAAGGCA TCCTGAAAGCGAATAAAATCC 168

Ai01B21914 Araip.B01 21914 p2 (TC)6 12 105464304 105464315 ACCAAGTCCAAAAGGCACAG AATCCTAAAAGCGAATAAAATCC 167

Ai01B21919 Araip.B01 21919 p3 (TTC)6 18 105497098 105497115 TTGGCCGAAACACACCTC GCTTTTGTCTTCCCTTTCCC 197

Ai01B21920 Araip.B01 21920 p2 (TC)6 12 105506130 105506141 ATGCATCCATTCAGGGAGAG CGAATATTGAACCTGATCAAAGA 153

Ai01B21923 Araip.B01 21923 p2 (CT)6 12 105516734 105516745 TTTTGTTTGTTTCTCATCTTTTTCA TGAGCCAATATGGCATTCAG 264

Ai01B21934 Araip.B01 21934 c (CCA)5ccg(CCA)5ttatcatcatgatcatcatcatcattatcagaacttttttaaaatccaccaaaattaaccaaaagtagaacagaagcccaaactaaaccaaaat(CCA)6ttatcattatgg(TCA)7178 105579919 105580096 GCTGAACAGAAGCCCAAGTT TCATTGTTGTTGTTCTTCTCCTTC 277

Ai01B21936 Araip.B01 21936 p3 (TTC)6 18 105581180 105581197 GTGGTGGTGGGTTCTGAGTT CAATAGCTTTCCGCACCAAT 155

Ai01B21938 Araip.B01 21938 c (TGG)5cgggttctggttcagtttgggcttctattctgcttctagttaattttagttgattttggggaagttctgataatgatgataa(GGT)7118 105593999 105594116 GAAAGATGCTCACGCATCAA AGAAGCAGAACAGAAGCCCA 180

Ai01B21943 Araip.B01 21943 p5 (TTATC)5 25 105655571 105655595 GGTACCTGCAAGAGACTCCG GCCCAAATAGAGGAACACGA 258

Ai01B21948 Araip.B01 21948 p3 (CCA)5 15 105710555 105710569 GCCAACTTTGTGACCGATTT GAATTTAGAAGCCACGCAGC 214

Ai01B21949 Araip.B01 21949 p2 (AG)6 12 105713929 105713940 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai01B21951 Araip.B01 21951 p2 (GA)11 22 105717967 105717988 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 241

Ai01B21955 Araip.B01 21955 c (T)11ggttaatcttgcctcttactcgcccatctcaggttatgtcattacgacgatgatcatctttaccaattaccaagtctgt(TTTA)6114 105734401 105734514 CCTTTCTGGTAAGCTCGTCG TGGCTTTGGTTTATGAAGGTG 248

Ai01B21956 Araip.B01 21956 p3 (GAT)5 15 105735637 105735651 CCTTTTATGGTCCCGGTTTT ATAATCAGCTATCGTGGCGG 108

Ai01B21957 Araip.B01 21957 p2 (AG)6 12 105741986 105741997 GTGTACGCGTGACAGAGCAT GGAGAAATTGAAAGAAGAAACCC 246

Ai01B21962 Araip.B01 21962 p3 (ATT)5 15 105768239 105768253 AAGTTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ai01B21963 Araip.B01 21963 p2 (AG)6 12 105768753 105768764 GGGAGATGAGAGAGAAGGGG CTTTTTGTTTGTTTCTTATCTTTTTCA 234

Ai01B21965 Araip.B01 21965 p2 (AT)9 18 105782462 105782479 GGTGGTGGGATATTACGACCT CTTTGCTTCGCAGTTCAAGA 233

Ai01B21966 Araip.B01 21966 p2 (TA)10 20 105803036 105803055 CATATATATACGTTTTCCTTCCCCA AAAAGGACAAGAGAGGTGAAAA 262

Ai01B21968 Araip.B01 21968 p2 (CT)6 12 105819805 105819816 TCAATGGTGCAGGGATGTAA AGGAGATGGAGGGATGTGTG 247
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Ai01B21969 Araip.B01 21969 p3 (TCT)5 15 105819954 105819968 CAAAATCTCTTTCCCACCCA TTAGAATGTTGCTCGCCCTC 124

Ai01B21974 Araip.B01 21974 p4 (TTAT)5 20 105857222 105857241 AAATTTCCACTTTTGCATCACA GGGAACATGGGTTAATAGGGA 279

Ai01B21975 Araip.B01 21975 p5 (TTATC)5 25 105871376 105871400 CCCGACTTGTTGGACTTGTT GAAAGATAAGTCGGCTCCCC 260

Ai01B21977 Araip.B01 21977 p2 (GC)6 12 105888150 105888161 GGAGACAGTGGTGGTGGATT CGGTAGCGAAATTCCACTCT 218

Ai01B21978 Araip.B01 21978 p4 (TAGT)5 20 105892605 105892624 TCCAACACTTCCAAACACCA CCCTTTTTAATACCCAACAGCA 174

Ai01B21982 Araip.B01 21982 p3 (GAA)5 15 105935882 105935896 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai01B21983 Araip.B01 21983 p2 (AG)8 16 105937240 105937255 AGAGGTTCCCCTGTGTGAGT TGTTTGTTTCTTATCTTTTTCAAAGC 256

Ai01B21996 Araip.B01 21996 p3 (GAA)6 18 105969525 105969542 TGAACAGAGGAGAACGACGA CAACCCTCTTACGCGTTTGT 165

Ai01B21998 Araip.B01 21998 p3 (TTG)8 24 105995111 105995134 AACATCCAGTCAGGAGGGTG AATGGAAAAAGAACTTCCCGA 269

Ai01B21999 Araip.B01 21999 p3 (TTC)5 15 106002165 106002179 GGCTAATTCCATTTTCACGC AGCAAGGAAATTCAACACCG 279

Ai01B22000 Araip.B01 22000 c (AT)16aaaagaaaagaaaaaaagaaataaataaataggggataaaattaccccaatgctaagttcaataaaaagatcaatgcatatgcgatggaatt(A)10134 106003680 106003813 GGGGACAAAATTACCCCAAT CAAAAATCCCACTTTTGCATC 262

Ai01B22001 Araip.B01 22001 c (AG)14ggggggaag(GA)751 106013718 106013768 GGAGGAATCGGAAGTGACAA TGGGTGCCGTTAAACTCTTC 263

Ai01B22006 Araip.B01 22006 p2 (TA)12 24 106083732 106083755 TGCTGCTAAAGGAGCAGGTA TCTCAGAAAACATTCCGAAGAA 276

Ai01B22008 Araip.B01 22008 p3 (CCT)10 30 106086127 106086156 TTTGGCCAAGTCGGTAAATC GAACTTGACCCCATCGAAAA 175

Ai01B22014 Araip.B01 22014 p3 (CTT)22 66 106102405 106102470 CACGCTCAAACTATCCCACT TACGCGAAGGAAAAAGAGGA 134

Ai01B22015 Araip.B01 22015 c (ATG)17ataatgatgatggaagataaggaacttt(TGA)594 106102645 106102738 GCCACTGTTGTTGTTGCATT CTCAAAAGTTCCTCATCTTCCA 235

Ai01B22021 Araip.B01 22021 c (GC)6aaggtgcgctggcgcgtcggtgcccttttttcctttttcctc(T)1670 106160107 106160176 ATGACTCTCGGGTGTTTTGC GAGGAAATGCCATGTTTTGAA 218

Ai01B22024 Araip.B01 22024 p3 (TTG)7 21 106199240 106199260 TCGTTTGATTCATGTAGCCG TTTCTTCTTTTTCGTTTTCCCA 216

Ai01B22026 Araip.B01 22026 p2 (TA)8 16 106206712 106206727 CGTCCTCATGCTAAGCTCAA TTGATCATTGCCTGTCTTGC 271

Ai01B22028 Araip.B01 22028 p2 (AG)6 12 106219454 106219465 GAGTGGGACGAATCAACGAT TGATGAACTAAAGTGCCAGAACA 201

Ai01B22029 Araip.B01 22029 p2 (AT)10 20 106220661 106220680 AAACCGTATAACTGCTCCAAGA TATGGACGCAGAAGTCACGA 263

Ai01B22032 Araip.B01 22032 p2 (CT)6 12 106239013 106239024 GCGACGAAGAAGACCTTGAC GAAGAGGGAGATCCGGAAAG 216

Ai01B22033 Araip.B01 22033 c (TG)9ctgggtttgtt(TG)743 106239194 106239236 TTTCCGGATCTCCCTCTTCT CACCTCACCTCACTCACCCT 160

Ai01B22034 Araip.B01 22034 p3 (TAC)5 15 106245990 106246004 AGCCACCCTAGTTTGGGACT GGATTCCGTTAAAGATGCGA 245

Ai01B22037 Araip.B01 22037 c (A)12gaaaaaataagagaaaaaaacagaaaataaaattttattgtttttacc(T)1171 106253790 106253860 TTTTTGCCGAAAATAAATAGCTT TTTCCTCCACAAATAAAAACCC 263

Ai01B22039 Araip.B01 22039 p3 (ACC)5 15 106255456 106255470 TTCTCCTCCTCCTCCTCCTC TGTTGTTTTCCATGTTGGCT 266

Ai01B22043 Araip.B01 22043 c (T)13gtcaggggccggattgagg(T)1143 106259791 106259833 GAAGTAATTGTCAAGGGCCG ATAAAACCCAAATCAGCCCC 125

Ai01B22046 Araip.B01 22046 p3 (ATC)7 21 106282394 106282414 TTTTTGTCCCTGAAGTTTGCT TGGTGGTAGAGATGACGGTG 244

Ai01B22047 Araip.B01 22047 p2 (CT)7 14 106287488 106287501 CATTTGGGGGAGGAGTACAA TGGTCCCATAAATCCTTCCA 219

Ai01B22048 Araip.B01 22048 p6 (AAAGAT)6 36 106288997 106289032 GGGTGAGATTCAAACTCCAAA TTTTGAAGCACTTGCGTTGT 224

Ai01B22049 Araip.B01 22049 p2 (TA)8 16 106292851 106292866 ATATAAGCGCGTCGGGATAA CGATCTAATATTCGCGGACC 101

Ai01B22052 Araip.B01 22052 p2 (AT)8 16 106310477 106310492 AATTCGCCGATCGTTCATAC TAGCCGGTCTAATCTTTGCG 196

Ai01B22054 Araip.B01 22054 p2 (TC)7 14 106323639 106323652 ATGCTTTGACAATTTTGCCC TGATGGTGGTGGTAGTGGTG 134

Ai01B22055 Araip.B01 22055 p2 (AG)7 14 106323864 106323877 CGGGAAGTACAACGAGAAGG GCTTTGAATACCGGTGTCGT 248
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Ai01B22070 Araip.B01 22070 p2 (AC)8 16 106365673 106365688 AGCATGTACCCAATTCCCAA ACCCAAATGGCCTAACCTTT 252

Ai01B22071 Araip.B01 22071 p2 (AC)13 26 106371811 106371836 AGCATGTACCCAATTCCCAA CCCAAATGGCCTTACCTTTT 261

Ai01B22075 Araip.B01 22075 p2 (TA)6 12 106393328 106393339 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 274

Ai01B22078 Araip.B01 22078 p5 (AAGAT)6 30 106420469 106420498 AAAGGCGGTTCCCTTAAAGA GGTACCTGCAAGAGACTCCG 209

Ai01B22079 Araip.B01 22079 p5 (AAGAT)5 25 106430133 106430157 AGGAACATGACCCAAATCCA ACTGCTGATCCTTCGTCACC 278

Ai01B22080 Araip.B01 22080 p3 (AAT)6 18 106435703 106435720 TCATTTGTCCACTTTATCAAATGTC GCGTAATGATCTTTGGAGGG 188

Ai01B22082 Araip.B01 22082 p2 (AT)6 12 106445544 106445555 CCAGGCTCTACGGAAATGAA AGTTTCCGTACGTGAGCGTT 214

Ai01B22084 Araip.B01 22084 p2 (AT)13 26 106451040 106451065 TTTTCCTCGCATTTGTTATTGA CATTTGACGGGAGTGGAGTT 261

Ai01B22085 Araip.B01 22085 c (AT)9gttcgtataattattctgattgtagatgtaatagtattttgataatttgtatgtatgtacgt(A)1292 106451725 106451816 TGTGACACATCATGAAAAATAACTT TTATTAAAATATCACGTTTTTGGCT 269

Ai01B22086 Araip.B01 22086 p2 (TA)7 14 106452386 106452399 GAATGGCATAAGGTGATGGG GCAGGCCCTTATCATTCAAA 216

Ai01B22088 Araip.B01 22088 p3 (TTG)12 36 106457004 106457039 AGGTGAGGAAGCTGGCTAGA AGACTGGAACGCAAAGTGGT 243

Ai01B22091 Araip.B01 22091 p2 (AT)10 20 106462036 106462055 CGTTGTATCGTATTGTTCTTTGTTG AAAATTGTCCCACGAACAAACT 246

Ai01B22094 Araip.B01 22094 p3 (TCA)5 15 106467956 106467970 TTACCGCAACTCCATTCTCC GATTTTGCGAAATGGCAACT 122

Ai01B22098 Araip.B01 22098 c (CT)6cctctctctcctttctcctctcttttcccttctctctctt(TC)7actctctctctcccctttccctcctttctctcccctcccctctctttctctatctctctc(T)14140 106493073 106493212 TTTCCCTCTCTCCCCTCTTC TCTTTCCTCTCTCTTGTTTTGGA 270

Ai01B22099 Araip.B01 22099 p2 (AG)9 18 106493457 106493474 GGAGAAAGAGGGCAATGAGA CTCTCCCCTTCTCTCCCATC 219

Ai01B22100 Araip.B01 22100 p2 (GA)9 18 106493669 106493686 GGGAGAGAAGGGGAGAGAGA TCCCTTTCATTGCTTCGTTC 248

Ai01B22102 Araip.B01 22102 c (TTA)36aa(ATT)16158 106506737 106506894 CCCTTTTACCCTTCTGCCTC TCCAAAATTGTACACACACATTCA 259

Ai01B22103 Araip.B01 22103 p3 (TTG)5 15 106510989 106511003 CAGATCACCTGCTCTCCCTC GCAACCAGAAGCATCAACAA 190

Ai01B22105 Araip.B01 22105 p2 (CT)6 12 106520393 106520404 CAGAAAAGGGCAAGAAGCTG GTCATTATGGGTGGGTTTGG 230

Ai01B22109 Araip.B01 22109 c (AT)17gaagaaaaatatatagaaagg(A)10gcaataaaaaggggacaaaaatgtcccaaagttcaaagttcaataaaaaccaatgattatgggtagtgataaaaaaaag(A)10154 106539177 106539330 AAAATTTGGAAATTGGGAACA TTTCCACACACTCATGCATTC 280

Ai01B22110 Araip.B01 22110 p4 (AAAT)6 24 106551842 106551865 TGGGGAATTTTATGGGAACA CCCAAATTTTCCCACTTTGT 280

Ai01B22114 Araip.B01 22114 p4 (AAAT)14 56 106562152 106562207 TTTTATGGGAACATGGGATGA TGGGGAATTTTTGTATCCCC 212

Ai01B22118 Araip.B01 22118 c (T)10cacttctt(TA)1038 106587141 106587178 CACTTTGTCCCCTTTTTGCT TGGGAAAAGTTGAATTTGGAA 192

Ai01B22121 Araip.B01 22121 p2 (CT)7 14 106610128 106610141 GGCACTCAAAGGGGTGTTTA AGAGTGGTGGAGGTGATTGG 175

Ai01B22123 Araip.B01 22123 p2 (CT)6 12 106620410 106620421 TCTCCTCCAACTTCCTAACTTCTT GGAGATGAGGGAGAAGGATTTT 278

Ai01B22124 Araip.B01 22124 c (A)10tccgaacc(CT)630 106620633 106620662 TCCTTCTCCCTCATCTCCTTC GTTCTTGTCCTTGCTCCTGC 227

Ai01B22125 Araip.B01 22125 p3 (TTC)5 15 106621461 106621475 AGCCCTCCATTCTTCCTCAT CGCTCATCACAACACCAAAC 275

Ai01B22126 Araip.B01 22126 p2 (TA)14 28 106638525 106638552 TTGCACTTTTGGGATTCTTG TTTCAACCAAACCAAATTCTCAT 238

Ai01B22127 Araip.B01 22127 p2 (AC)8 16 106640280 106640295 GGCTAAGGTAAGGGTGAGGG GATTTTTGGTGGCTACGCAT 134

Ai01B22131 Araip.B01 22131 p2 (AG)6 12 106656651 106656662 GAAGAGTGGCGGATGTGATT GGAAAGGGAAGAAAAGCTGG 279

Ai01B22133 Araip.B01 22133 c (T)10gaaaaaa(T)1027 106661190 106661216 AAGCCTCGGTCCAAAAGATT TCGAGTTTGGACAACTGACG 217

Ai01B22137 Araip.B01 22137 p2 (TA)6 12 106695128 106695139 ATGTTTGTTTGTTGCTTGCG CACGATTTTCCGGATACGAT 274

Ai01B22141 Araip.B01 22141 p2 (AT)9 18 106733789 106733806 CTTCGAACGGCGTAAACTTC TGATGATGAGGATAGGTTGTGG 245

Ai01B22144 Araip.B01 22144 p2 (AT)7 14 106738143 106738156 TTCATTCTTTCTTCACCGAACA TTTCAAGTGTGTCTGTGTGGG 270
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Ai01B22148 Araip.B01 22148 p3 (TAA)14 42 106771745 106771786 AACACTACCTGAACCCACGG TTCATTTGGCTGATTTGGGT 228

Ai01B22154 Araip.B01 22154 p3 (CCA)5 15 106785798 106785812 CATAACCGTCCCCAACATCT GTACTTGCCTTTCTCCACCG 214

Ai01B22156 Araip.B01 22156 p3 (TTC)5 15 106792263 106792277 TGCGTTATTCAACGTTTCCT TTTCTCCTCATCTTCTGCTGC 176

Ai01B22158 Araip.B01 22158 p3 (AAG)5 15 106792889 106792903 CGATGAAGAAGAACGTGCAG GGCATACAAGCGATTAAGGC 210

Ai01B22159 Araip.B01 22159 p4 (TTTA)5 20 106793318 106793337 GGGGGAAAATAATCCTGTCC CAACCAATACGATCGAAGCA 260

Ai01B22161 Araip.B01 22161 p2 (AG)22 44 106804793 106804836 TGTTCGATTTGAGGTGGAAA AGCGCAAATGCTCTCCTCT 241

Ai01B22163 Araip.B01 22163 p2 (GA)7 14 106815351 106815364 ATGGAGGTGATTGGTGAAGG AGAAAGGGAGAAAAGCTGGC 277

Ai01B22164 Araip.B01 22164 p2 (TA)9 18 106824254 106824271 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATTTA 275

Ai01B22165 Araip.B01 22165 c (A)10tattcagatttttattttaaaattttttatcttatcttatcttagttttaaatttcaaaaatcaatttttttttcaaaaatcatatctttttcaaaata(T)10119 106828450 106828568 AAATCCGATCGTCAAAATGG CATAGCCAAAGGGGTGAGAG 274

Ai01B22166 Araip.B01 22166 c (A)10tttattaagtaattaaataaggggata(AT)751 106832227 106832277 TCCCAAGTTGAATCCTTGGT AATGGGGCTGAGGTAAAGGT 251

Ai01B22169 Araip.B01 22169 p2 (AT)6 12 106838881 106838892 CACACACGATAACCAAACGC GACAGAGCAGAGGATGGCTC 270

Ai01B22172 Araip.B01 22172 p2 (AG)6 12 106852791 106852802 CATGGAAGAATTCATAGATCCAA AATGCACCCATTCAAAGGAG 240

Ai01B22182 Araip.B01 22182 c (A)10tcgtataaaagatctttattcgaaaacaaaatatataatatagttgtgcaattgaaagaaatatttctttaaaata(T)1096 106883682 106883777 TTTTTACGTTGTGCTGACCG ATTTAAAAAGGGGGAAACCG 246

Ai01B22183 Araip.B01 22183 p2 (GA)8 16 106883897 106883912 TGAGTCCAAAGGTGAAGGGT TGCCAAATCCCTCTTTCTCA 146

Ai01B22184 Araip.B01 22184 p2 (AT)8 16 106888211 106888226 GCAATAAGGAAATGATATGTGGC TTGTCACACACACAAAGCGA 209

Ai01B22187 Araip.B01 22187 p2 (TC)10 20 106900392 106900411 CACAGCACGCACCACTATCT TTTTCCTCATGGAGTCCACC 247

Ai01B22188 Araip.B01 22188 c (TTA)5ttggcatggcatttttgtttctttaattttgttaacatcatggtaacattattgaagttgaaacatcatgattgatcaacattga(T)10110 106905740 106905849 AATGGAATTTCCTAATCGCAA CGATGAGTCCTCTATCCCCA 273

Ai01B22190 Araip.B01 22190 c (T)12gattcacaacacccatgcattgattcctttttattgacttcactttggggcattttgtccccttttattatta(T)1095 106914604 106914698 TGCGAGCTATTCTAACTACCCA GGATGGACCAGGCACTTATC 272

Ai01B22191 Araip.B01 22191 p2 (GC)6 12 106915100 106915111 TCTAGCAGGTGGCTTCTCGT CTAAGCCCCTAGCCCAACTC 236

Ai01B22198 Araip.B01 22198 p6 (GGATGA)11 66 106970943 106971008 GGAGAGCTACCAGGCAGTTG CATCATCAGCACCATCAACC 149

Ai01B22203 Araip.B01 22203 p2 (TA)9 18 106992395 106992412 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 267

Ai01B22204 Araip.B01 22204 p2 (CT)6 12 106993243 106993254 CGCCAATTTTCACTTTCCAT GGGTTCATAAGTCAAGTTGGCA 187

Ai01B22206 Araip.B01 22206 p4 (AAAT)6 24 106995346 106995369 TCCTTTTCAAAACTTCCTAACCA TGACTCCAAGGGAGGGTATG 271

Ai01B22208 Araip.B01 22208 p3 (CAT)5 15 107055335 107055349 TGTCTCATCATCCCGATTCA GGTCATCTTTTGGGCAGTGT 279

Ai01B22213 Araip.B01 22213 p2 (AT)7 14 107106156 107106169 CGGTGCTTCTGATTTGTGTG ACACGGGCTTAGAACGAAGA 257

Ai01B22214 Araip.B01 22214 p2 (AT)7 14 107109920 107109933 GGTTGTATCCTTTGCCTCCA GATGATGACGGTGGTGATGA 260

Ai01B22215 Araip.B01 22215 p3 (TCA)6 18 107110099 107110116 TCGTCACCATGTTGGTCATC GGTTTCGTTCACCTTCAGGA 271

Ai01B22218 Araip.B01 22218 p5 (AAAAT)5 25 107113311 107113335 AAAAACGAGTTATTACTTGGGCA TAAATTCGCTTGGATCTGGG 265

Ai01B22222 Araip.B01 22222 p5 (TTATC)6 30 107150598 107150627 CCTGGGTGCTCCAGTGTATT AAAGAGCTCGAACAAAACGC 220

Ai01B22223 Araip.B01 22223 p5 (TTATC)6 30 107156790 107156819 CCTGGGTGCTCCAGTGTATT CCAAGTAGGCCCAAACGTAA 191

Ai01B22224 Araip.B01 22224 p5 (TTATC)5 25 107157723 107157747 CCTGGGTGCTCCAGTGTATT CTCTTCACAAGGAGTTCGGC 224

Ai01B22225 Araip.B01 22225 p5 (TTATC)5 25 107173804 107173828 CCTGGGTGCTCCAGTGTATT TTGCCATAAAAAGCCCAAAC 200

Ai01B22226 Araip.B01 22226 p2 (CT)6 12 107180756 107180767 TTTCTTATCTTTTTCAAAACCACC GGGTGGGGGAGAGATGTTAG 159

Ai01B22228 Araip.B01 22228 p5 (AAGAT)5 25 107200582 107200606 ACGAAGGAACACAGCCAATC CCTGGGTGCTCCAGTGTATT 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B22232 Araip.B01 22232 c (T)10aaattcaaagattaaaataattagttaattaaaaagaaattttgaaaaagggggaagatattttcgaaaatt(AG)694 107230908 107231001 CAAATAGAAGGAGATGAGAGAGAAGAA TTTCTTATCTTTTTCAAAACCACC 234

Ai01B22235 Araip.B01 22235 p2 (AG)6 12 107244120 107244131 TGGGGTTTATGAAGGATGGA TTAAACGCTAGAAAGGGGCA 261

Ai01B22236 Araip.B01 22236 p2 (AT)11 22 107263473 107263494 ATTTCAGAACAAGAACCGGA GCACGGAGGAAAAACAAAAA 176

Ai01B22237 Araip.B01 22237 c (A)10g(A)11 22 107263930 107263951 CCGGTTTTCTGCTATTTTGC TTCTCATGCATTACACCCCC 189

Ai01B22240 Araip.B01 22240 p2 (AG)7 14 107301832 107301845 TAAGGGGTATTTGGGGAAGG TAACGCCAGAAAAGGGAGAA 262

Ai01B22241 Araip.B01 22241 p2 (TA)10 20 107316645 107316664 AACTCCGCAGGCTGTGACTA TCTAGAAGCCCGATGAAGGA 269

Ai01B22242 Araip.B01 22242 p2 (AT)6 12 107326258 107326269 AACCATTGATGCTCAAAGCC GCAGCAAAAAGCAAAAAGAAA 175

Ai01B22249 Araip.B01 22249 c (A)12taaaactcagtccttttagaagacaagtatattctttatccactacaccataacaccaactatttcggcaagcaacaagattcttttctgtt(A)10114 107355142 107355255 TCCTTAGCGTCAATGTTGGTC GAGATTAGCAGTATGAAAGAGGGG 277

Ai01B22254 Araip.B01 22254 p4 (AAAC)6 24 107362949 107362972 TCCATTGTTCTCATGTCCCA AACCATCCTGAAGTTGTGGC 232

Ai01B22255 Araip.B01 22255 p2 (GA)16 32 107369140 107369171 TTCCTTTGAAACCCTTAAGCC CAACATGCTCTTGGGTCCTT 265

Ai01B22256 Araip.B01 22256 c (GT)7tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnctcaagtgattaaatctttcttaaaat(A)1085 107370911 107370995 TTTCGCAAACAGAGAATCCA CCCTCCCCTTTTAACTTTCG 207

Ai01B22257 Araip.B01 22257 p2 (CA)9 18 107372371 107372388 TACCTCAGTCATGCCAACCA CTGAAAGGCGTCGTCAATTT 172

Ai01B22262 Araip.B01 22262 c (T)10gaaaaattttaaaatcaaaaataaaaatagttagttaat(A)10tttttgaaaaagagggaagatattttcgaaaatt(GA)6105 107399574 107399678 GAGGGCAGAGATCTGAGATGA TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai01B22266 Araip.B01 22266 p2 (CT)6 12 107408537 107408548 TCTTTTCAAAATTTGCTTCGAC GATGAGGGAGAAGGATTTTCG 253

Ai01B22268 Araip.B01 22268 p5 (AGAAA)6 30 107414360 107414389 CACCAAAAAGGCACCAAACT CCGGACTATCTTGTTGCTTAAA 262

Ai01B22269 Araip.B01 22269 p2 (TC)6 12 107423035 107423046 GGCCCAGAACCAAGTACAGA ATTCCACTTGATCAACCCCA 261

Ai01B22270 Araip.B01 22270 p2 (TA)6 12 107429833 107429844 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 273

Ai01B22271 Araip.B01 22271 p2 (TC)6 12 107430429 107430440 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai01B22272 Araip.B01 22272 p2 (TA)8 16 107432376 107432391 TCCATCTCATTTGCTAAAATGCT ATGGGTTTATCAACCTCCCC 267

Ai01B22276 Araip.B01 22276 p2 (GT)13 26 107446635 107446660 ATGACACAGTGAGCAGCGAC GATTAGAATTGCGCACCCTC 255

Ai01B22277 Araip.B01 22277 p2 (TC)7 14 107448175 107448188 TGAATTGAAACTGAACTGAAACTG GGAAAGGAGAGAGAGGGAGAG 280

Ai01B22279 Araip.B01 22279 p2 (GA)7 14 107449198 107449211 TCTTCCCCTCTTTTCTCCAAA CTCCTTCTCTCTTCCCCTCC 274

Ai01B22281 Araip.B01 22281 p2 (AG)11 22 107449991 107450012 AGAGGGGAGGGGAGAAAAA CTCTCCCTCTCTCTTCCACA 201

Ai01B22282 Araip.B01 22282 p2 (AT)12 24 107454945 107454968 AAGATGGTGAGGCATTACGC CGAAATCCACCCAAATAGAGC 245

Ai01B22284 Araip.B01 22284 c (TTC)5ttt(TC)21 60 107470308 107470367 CACTCTCCCAACCCCTTTCT AGGAGAGGGCAAGGGAAATA 279

Ai01B22285 Araip.B01 22285 p2 (AT)12 24 107479290 107479313 TGCTGTTAGGTTTGCTTCAAGA GCAGTAAAATGCATGAGAACTGA 230

Ai01B22291 Araip.B01 22291 p3 (TAG)5 15 107510531 107510545 CATTCAATATCAAAAGGCCACA TCAAGAAATCAAAATTGAGCAAA 261

Ai01B22295 Araip.B01 22295 p3 (ATA)32 96 107533096 107533191 TGCACATTCATGTGTCCATTT AGAAAATCTTTATCCCCTTTTTG 226

Ai01B22296 Araip.B01 22296 p2 (AG)7 14 107535578 107535591 TCAGAGGGAGAGTGCCTTGT ACCTACACCAGGCAAGGATG 198

Ai01B22297 Araip.B01 22297 p2 (TA)9 18 107537375 107537392 AAAACAGCGTTACGGTTTCG AGAATGTCACGCTTCTGGCT 109

Ai01B22298 Araip.B01 22298 p2 (AG)6 12 107539649 107539660 CAAGCCCGAAAACACAGATT TCATAAACCAAATTGGGGAAA 277

Ai01B22299 Araip.B01 22299 p3 (AAG)5 15 107563701 107563715 GGCTTCTAGGCGCTCAAATA TCTTGACTTTCCCATGGAGG 213

Ai01B22302 Araip.B01 22302 p2 (AG)6 12 107586581 107586592 GCATCCATTCATGAGGAGGT TTATGAATCAAATGGGCAACA 232

Ai01B22303 Araip.B01 22303 p3 (TAT)31 93 107594334 107594426 TCCTCAATTTATTTTTCGGCA AAAAATACCATCTCCTCCCCA 276
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Ai01B22307 Araip.B01 22307 p3 (ATT)9 27 107599408 107599434 TGGTTTATTGTACCCTCGCC TTCTAAATTTCTTGAACTCTGAAACAA 277

Ai01B22308 Araip.B01 22308 c (AAC)10(AAT)6 48 107604838 107604885 TGGCAGGTGTAACAAACCAA CTTCTTCTTGGCCAGGTTGT 253

Ai01B22310 Araip.B01 22310 p3 (ATA)5 15 107607920 107607934 CTTGCAAGCAACCAATGAAA CCGCCACCTCTATCTTGTGT 266

Ai01B22313 Araip.B01 22313 p4 (TAAC)5 20 107612012 107612031 GCCGTACGAATCATTCTGCT CCAATCACTTGGTTTGCCTT 224

Ai01B22317 Araip.B01 22317 p2 (GA)7 14 107620450 107620463 TTCTGCAAAATGGTTAGGGG TTCTCGAATCCAAACCCTTG 186

Ai01B22318 Araip.B01 22318 p2 (AT)13 26 107620646 107620671 TTTATTCAGCTGGACGGGAC CCCCTCTGCACTTCTATTGC 247

Ai01B22319 Araip.B01 22319 p2 (CT)6 12 107629728 107629739 GAGACGAGGGCATACTGACG CCAGAAACATAGACGCAGTGG 276

Ai01B22322 Araip.B01 22322 p2 (TA)6 12 107638803 107638814 CGAGAAAGGTGATCATGCAA GGGAAAGTCTAAGGAGTCAGCA 246

Ai01B22328 Araip.B01 22328 p3 (AAT)7 21 107685237 107685257 TGTCCATTCAACTAATACCCG GGCTCTAGTGCAAGTGGGAG 273

Ai01B22331 Araip.B01 22331 p4 (TATT)5 20 107706711 107706730 GTAAAAATGGCGGAGTGCAT AATTCCACTTTGTTGAAGCCA 158

Ai01B22335 Araip.B01 22335 p2 (CT)6 12 107716464 107716475 GCAAGATGAAAATCTGAATTGG GGGCAATTTCTGGGCTATTT 217

Ai01B22337 Araip.B01 22337 p3 (TAT)5 15 107729910 107729924 CAATCCTATGGCAAAGCTCC CACGTACGTCCAGCGTAAGA 191

Ai01B22338 Araip.B01 22338 c (T)11cgaagagtgagagcttagga(T)1142 107731540 107731581 CTGCCGAATTAGAAAAAGGC TCCTGTCGGGTTGGAAAATA 235

Ai01B22339 Araip.B01 22339 p2 (AT)20 40 107735450 107735489 TTTTATGCCAACGCGTGTAA ATTCTCTGGCCAGCCTTAGC 260

Ai01B22340 Araip.B01 22340 p3 (TAT)6 18 107740636 107740653 GGGAAGAGGTGTTGAGGTGA CAGAAAAGGGCAAGAAGCTG 218

Ai01B22341 Araip.B01 22341 p2 (TA)6 12 107741008 107741019 TTCCATTCAATAGGCCGAAG TGGTGAATGAAGGGAAAAGG 175

Ai01B22342 Araip.B01 22342 p2 (GC)7 14 107743021 107743034 GAATGCCAGAAGTTGGGTGT GGAAGGTCAAACGGTGAAAA 206

Ai01B22345 Araip.B01 22345 p3 (CTT)6 18 107763141 107763158 TCTGCATAAACGGTGGCATA AAACTTCACGGTTTGTTGGC 265

Ai01B22346 Araip.B01 22346 p3 (AAG)5 15 107764349 107764363 CCTCCCTCAGCAACAACAAT CTGCCGATCTTCACTGCTCT 266

Ai01B22349 Araip.B01 22349 p2 (GA)6 12 107766909 107766920 TTTTAGGAGCTTTCGGTTCG CACCTTGAAGAGGGACGGTA 188

Ai01B22353 Araip.B01 22353 p2 (AT)10 20 107792799 107792818 TAGACCAGCACCTGATCCGA TCCCTTCCTGATACCGTTTG 166

Ai01B22355 Araip.B01 22355 p3 (GAA)6 18 107825478 107825495 TCAAAGGTGGTGGTGCAATA CAATGGATGGAGGAAGGAGA 105

Ai01B22361 Araip.B01 22361 p2 (AT)15 30 107848651 107848680 GCATTATTCCCTCGCCTTTT AAAAATAAGTGAGGGCTCGAA 235

Ai01B22365 Araip.B01 22365 p2 (AG)8 16 107894116 107894131 TGAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAGTACAAA 217

Ai01B22370 Araip.B01 22370 p2 (AG)6 12 107935239 107935250 TCATAAGCCAATTGGGAAACA TGCATCCATTCATAAAGAGGC 229

Ai01B22373 Araip.B01 22373 p2 (AG)8 16 107942055 107942070 TCCAATTATAAGGGTAATAGCCAA GGCCCAGATCCAAGTACAGA 268

Ai01B22374 Araip.B01 22374 p2 (AG)7 14 107943377 107943390 AGCCAATTGGGCAACATAAG GCGACCCAGAAAACACAGAT 268

Ai01B22378 Araip.B01 22378 p2 (AG)7 14 107957174 107957187 TGAAAGGGAAGTTTAAAACAAGG GGCCCAGATCCAAGTACAGA 215

Ai01B22382 Araip.B01 22382 c (A)11tttgttttcaaaaatctttc(A)1142 107976787 107976828 ATCACGATTTTGCACACCAA GCCAGCCAAACTTCAGCATA 271

Ai01B22385 Araip.B01 22385 p2 (TA)7 14 108002922 108002935 CAGCTTCAGAAATCCTTGGC TTGAGCCTTTGCAAATACGA 229

Ai01B22388 Araip.B01 22388 p2 (AG)9 18 108018429 108018446 TTTTTGACCCAGTTTTTGGC CATTGAACCTGGAACTTGAGAA 215

Ai01B22390 Araip.B01 22390 c (TA)6aaataataataaaaaaccaaaaacacaaagagata(AT)659 108025350 108025408 AGCTCGAACACACAAAACCA GAACTGAAAACAGAGAGGGACA 276

Ai01B22392 Araip.B01 22392 p2 (GA)8 16 108035589 108035604 GCCAAACAGATTTACAATAATCCA TCCTCCCTCCTTCCTTCTTC 267

Ai01B22394 Araip.B01 22394 p2 (GC)6 12 108042971 108042982 CCAGCGTTTTGCCATTAAGT CGCAGAAGTGGTTTTTCACA 140
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Ai01B22395 Araip.B01 22395 p2 (AT)10 20 108044914 108044933 GGGTCAACTAGATTTTCAGCAA GTGACCGGTGTTTGCACTTA 250

Ai01B22397 Araip.B01 22397 p2 (GC)6 12 108052205 108052216 CCAGCGTTTTGCCATTAAGT CGCAGAAGTGGTTTTTCACA 140

Ai01B22399 Araip.B01 22399 p2 (CT)8 16 108073106 108073121 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 250

Ai01B22402 Araip.B01 22402 p2 (AC)6 12 108119376 108119387 GGGCTAAGGTAAGGGTGAGG TGGGATTTTGGGTAGCTAGG 134

Ai01B22405 Araip.B01 22405 p3 (TCT)5 15 108126331 108126345 TTTCCATTCACCACTCCCAT TGTCTTCCCTTCCCCTCTTT 193

Ai01B22407 Araip.B01 22407 p3 (AGA)5 15 108143188 108143202 TTGCCTTCCCTTTCCTCTTT CGAACCCAAACCACTACTCC 188

Ai01B22409 Araip.B01 22409 p2 (AG)6 12 108150354 108150365 TCCCAAGCTTCATAGAGGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 207

Ai01B22412 Araip.B01 22412 p3 (CCT)6 18 108166152 108166169 TGACCTTCCCGACTTGTCTT AATCACAATGGGCTGAGAGG 194

Ai01B22413 Araip.B01 22413 p2 (TC)9 18 108174663 108174680 TTGATTTTCAAATTTGTTTCAACT AATCCACTTTGAGTGCAGGG 172

Ai01B22414 Araip.B01 22414 c (A)10gc(A)10 22 108178339 108178360 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 198

Ai01B22421 Araip.B01 22421 p5 (TTATC)10 50 108218069 108218118 CCTGCAAAGACACTCCAACA TCCGAACTGTTTCACCCTTC 256

Ai01B22425 Araip.B01 22425 p3 (AAG)5 15 108255010 108255024 CGGTCTTAGGTGCCATCAAT TACACCCCTCTCCCTCTCCT 147

Ai01B22428 Araip.B01 22428 p3 (AAG)5 15 108284295 108284309 CAGGTGTCCCTTCTGGATGT TCAGTTCGCCTGTCATCATC 266

Ai01B22430 Araip.B01 22430 p3 (CTT)5 15 108288993 108289007 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai01B22432 Araip.B01 22432 p3 (AAG)9 27 108315676 108315702 AGGAAAGCACCAAATGATGG CTCGAAGGAGGGGTTTCTTT 179

Ai01B22435 Araip.B01 22435 p2 (CT)6 12 108330115 108330126 GGAACATTGAAACTGGAATTGA TTTTCGACCCAGTTTTCGTC 206

Ai01B22436 Araip.B01 22436 c (TTAT)5tattagtattttttttg(T)1350 108331418 108331467 TCACTACATGTGCGTTGATCTTT TGGGGAATTGTGGGAACTTA 252

Ai01B22437 Araip.B01 22437 p3 (CCA)8 24 108337035 108337058 CGAAAATACCCTTCCCCTTC CTGGTTGGTGTGATGCAGAT 178

Ai01B22438 Araip.B01 22438 p3 (ATC)5 15 108337165 108337179 ATCTGCATCACACCAACCAG TCTGGATCCTGAGTTCTGGG 197

Ai01B22439 Araip.B01 22439 p3 (ATC)5 15 108337281 108337295 ATCTGCATCACACCAACCAG TCTGGATCCTGAGTTCTGGG 197

Ai01B22444 Araip.B01 22444 p2 (AT)7 14 108356567 108356580 TTTGCCATTTTGTTTTATCCG CATAGTTAGCCCATTCCCCA 269

Ai01B22445 Araip.B01 22445 p2 (TA)10 20 108360395 108360414 TGCTTTTCATATGCAGGTCG GACCCTGACTCGCTCAGGTA 272

Ai01B22453 Araip.B01 22453 p2 (TA)12 24 108405416 108405439 GCTTGCTTCGCTTCTAGTTACC ATGATGTGGTGGATGCAAAA 239

Ai01B22455 Araip.B01 22455 p2 (AT)6 12 108418250 108418261 GATGTACAATCCATGCGACG TGCGTCATATTGCGAGAAAC 222

Ai01B22458 Araip.B01 22458 p2 (AC)6 12 108428971 108428982 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 248

Ai01B22459 Araip.B01 22459 c (TTAT)5ttaaatatttttcgtttga(T)1453 108429122 108429174 CATCACATACCCATGTACCAAA CAAAATATTGGGAATTCGGG 237

Ai01B22460 Araip.B01 22460 c* (A)10(AC)6* 21 108445418 108445438 TTTTCAGGTGCCCACTATCC GAACCTTTGGAATTAATAACGCA 252

Ai01B22461 Araip.B01 22461 c (T)10ggtgactgaaaagtaatgttatttaatttgtattaccattattttggcaaacaacatttttctacgtagtatttagtaaaatag(T)11105 108446023 108446127 CATGCTTCGATTAACAAGAGAA TTGGGTAATGACAAATCGTTAAA 257

Ai01B22463 Araip.B01 22463 p3 (TGT)27 81 108447155 108447235 TGCTTAGTGAATGATGGTAATTGG TGAACGATTTTGATTTTTGGC 228

Ai01B22466 Araip.B01 22466 p3 (TCC)6 18 108462300 108462317 GAGCTGCGTCACGATCTTC GAACGCAATTCCCTAAACCA 215

Ai01B22478 Araip.B01 22478 p3 (TCA)7 21 108494806 108494826 ATGCATCATCAACAGCAACG TGAGTGCTGCTGTCTTCTGC 149

Ai01B22481 Araip.B01 22481 p6 (TATGAT)5 30 108503814 108503843 ACGTGCTCCAGGTTGAGACT CCATTGGACTGTCCCTCTGT 205

Ai01B22482 Araip.B01 22482 p5 (AAAAT)5 25 108512812 108512836 TGGGAAACCTATTGGGAACA ATTCCATGTGCATTGCTTTT 237

Ai01B22483 Araip.B01 22483 p2 (AG)6 12 108518446 108518457 AAAGAACCTGGGATTGAGAGTT GAAATTGCAGAAGACGCTCC 233
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Ai01B22484 Araip.B01 22484 p2 (AG)6 12 108522406 108522417 TGCCATTAGATGTAAAGCAACAA CTCGCCAATTTTATTTCCCA 257

Ai01B22485 Araip.B01 22485 p2 (TA)9 18 108528239 108528256 AAATCGGATATTTGTCGATCTTC AAAGATGACGATGATACTTAGATGAA 279

Ai01B22488 Araip.B01 22488 p2 (AT)9 18 108530521 108530538 TTTCTGATTCGGACTCGTGA CTGGAGGGTAGGCCCATATT 227

Ai01B22492 Araip.B01 22492 p2 (GA)7 14 108557295 108557308 TGGCAAACAAATTTATAACAATCC CCCCTTCTTCCTTCTTCCTT 263

Ai01B22501 Araip.B01 22501 p3 (TCC)5 15 108615057 108615071 TGCTGATGAGTCTCCACCTG TCTGAGCCAGTTTATCGCCT 242

Ai01B22502 Araip.B01 22502 p2 (AT)10 20 108617185 108617204 TCCAGCCCAACTTTCTGTTC CAATCTCCAAGGCAAGTCGT 266

Ai01B22503 Araip.B01 22503 p5 (TTTTA)5 25 108622506 108622530 CACCCGGCTTGACTGAGTAT CAGCCCAAAGTGCAAAATGT 238

Ai01B22504 Araip.B01 22504 p2 (TA)10 20 108622802 108622821 TCTGAGTTTGGCAGTGGATG TCGGACCAAAATGTCCCTAC 101

Ai01B22505 Araip.B01 22505 c (A)24(CA)11 46 108622948 108622993 TATTTGGGAATTGGGTGCAT TGGCCTCAATCATATGCAAG 280

Ai01B22508 Araip.B01 22508 p2 (AT)6 12 108636433 108636444 TGCACAAGCTCTCTTTGTCG CCATCATGGTGAGAAAGCAA 267

Ai01B22510 Araip.B01 22510 p3 (TGC)5 15 108659176 108659190 TCTTGCTGCATGGATAGTGC ACAATGCTCTTCCGCTGTTT 274

Ai01B22511 Araip.B01 22511 p2 (TC)6 12 108660110 108660121 GTAGTGGTGCGTGGGTTTCT AGAAAGTGTCGTGCGCCTAT 150

Ai01B22512 Araip.B01 22512 p3 (GGA)5 15 108660782 108660796 TCAAAGTTTAATCCTCAACAATCA TCTTAGCCGTTAAGTTTGAAAGAA 141

Ai01B22514 Araip.B01 22514 p4 (AAAG)5 20 108671909 108671928 TCGGCCATGTCTCCTAATTC TGGTTCAAGTGGCACAAAAA 206

Ai01B22515 Araip.B01 22515 p2 (AT)8 16 108685346 108685361 TTGGTGTCAACTGCATGTTTT CCAAGAACATAAGCACAACGC 266

Ai01B22518 Araip.B01 22518 p2 (TA)6 12 108693215 108693226 TCTTTCCCATCTCATTTGCAG CCTCATGCTGAATCCAAGGT 234

Ai01B22519 Araip.B01 22519 c (A)14gaaagagagagagaaagaaacaaaaaaaagag(A)10gacaatagctctttaaaccaaaaggcaagagcaagag(A)10103 108705872 108705974 TGGTTCTTGAAAGAATGATGGA GGCCCTTATAACCATTGATGC 268

Ai01B22521 Araip.B01 22521 p2 (AG)6 12 108737992 108738003 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 227

Ai01B22523 Araip.B01 22523 c (T)10ctatttattattttttttgccacc(T)1246 108743197 108743242 GCTTTTTGCTCTTGCCTTTT GGTGGCATTGCTTTTGTTTT 280

Ai01B22524 Araip.B01 22524 p2 (TA)8 16 108755817 108755832 CAACATCCAGTGAGGGTTCA ATGCCATGCAATGCAATCTA 279

Ai01B22527 Araip.B01 22527 c (A)10gataaaaaaatatattataatttgtatttaattttttaattattatttttttgttgatttaattttattttcc(A)1295 108763259 108763353 TGTTCAAATGATGTGGCTTATTTT GGCCCGCACTATAAACACAG 278

Ai01B22528 Araip.B01 22528 p2 (GA)14 28 108766279 108766306 TCGCTCACCTATAGTTGCCA TGGCTGAAAAAGGAGTGTCC 273

Ai01B22533 Araip.B01 22533 c* (TA)6(A)11* 22 108795571 108795592 GGGTTTGGGGAATACTTGGT GGGGGAAGAGAAAAATCTGC 271

Ai01B22535 Araip.B01 22535 p2 (CT)6 12 108812070 108812081 AACTTCCTAACTCCTTATCTTTTCAA GAGATGAGGGAGAAGGATTTTC 248

Ai01B22536 Araip.B01 22536 c (CT)8gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)5100 108812272 108812371 TCGAAAATCCTTCTCCCTCA TTCTTGTCCTTGCTCCTGCT 232

Ai01B22537 Araip.B01 22537 p2 (TA)6 12 108818283 108818294 ATGGTTTATCAACCTCCCCA ATTTAGCCTTGGCTGTGCAT 234

Ai01B22538 Araip.B01 22538 p2 (AT)8 16 108818649 108818664 GTTGTAATGGGGCTAAGGCA TGACAAGAAAGTGGGAAAATCA 163

Ai01B22540 Araip.B01 22540 p2 (TA)6 12 108819548 108819559 TCAAAAACTCACGGGTTGTG CAGAATCACAATAATCCACCCA 207

Ai01B22541 Araip.B01 22541 p2 (AT)6 12 108819729 108819740 TGGGTGGATTATTGTGATTCTG ATTTTGCATTTTGGGCTGTG 201

Ai01B22542 Araip.B01 22542 p2 (CT)7 14 108825850 108825863 GGAACATTGAACCTGGTATGAAG ATCCAAGCCCAGAAACACAG 191

Ai01B22543 Araip.B01 22543 c (T)10acattctcatatatacacatacaaatttttttttcttttttgtcccctttttttttctttttggtcccc(T)1089 108831021 108831109 TGTCCCCTTTCATTGCTTTC TTGAGCCATATGCATTGAAACT 197

Ai01B22546 Araip.B01 22546 p2 (AG)6 12 108850706 108850717 GGTGAGGTAGGTGGGGTTTT GTTTAACGCCAGGATTGGAA 244

Ai01B22550 Araip.B01 22550 p2 (AT)10 20 108891056 108891075 GTGCGGAGTTACAGGAGCAT TTGAGTCTTTGCGAATACGAAC 253

Ai01B22555 Araip.B01 22555 p4 (AAAT)5 20 108926215 108926234 TCGAGTTTGGACAACTGACG TGCCTCTATGCTGATGGTTG 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B22557 Araip.B01 22557 p2 (TA)14 28 108947048 108947075 CGGCCTTACGCCATACTTTA TCGTCCTCGAAAATTGAAGC 175

Ai01B22558 Araip.B01 22558 p3 (AAT)16 48 108957143 108957190 GCCACTTGGCTTTCTTTCTG TGCAAAGTAAAATCTATCGGTGG 267

Ai01B22566 Araip.B01 22566 p4 (AAAT)5 20 108982913 108982932 GCCTTTTCTTGCCAGTGAAC TGAAGGCAATGTTGAGCAAG 262

Ai01B22581 Araip.B01 22581 p3 (GTG)7 21 109135352 109135372 GGTGAGGGAGTGGTGTTTGT TTCACCTTCTTCATCCCACC 109

Ai01B22582 Araip.B01 22582 p2 (GA)7 14 109145537 109145550 TTGCAACAATCCACAAGCAT TCTTTCTTTTCCCCAAATCC 278

Ai01B22584 Araip.B01 22584 p3 (TAT)5 15 109148242 109148256 TTCATCTACTCACACAGGGACC TTCAGGTTCAGGGTCTGCTT 137

Ai01B22585 Araip.B01 22585 p3 (TCT)8 24 109149847 109149870 CCCACATACCTCCACTCACC TTAAAATGTTGCTCGCCCTC 248

Ai01B22587 Araip.B01 22587 p3 (TTC)5 15 109161745 109161759 GAAGAAACGATGGAGACCCA TGGAGTGCTGAGATGACACC 151

Ai01B22589 Araip.B01 22589 p3 (AAT)5 15 109163685 109163699 CAATGATGACATGAGCTGGAA TCCTAAATCAAAAAGTCGAACAA 136

Ai01B22590 Araip.B01 22590 p3 (ATT)9 27 109164482 109164508 TCACACTCAAAACACGCTCT GAGTTTGCGAGTTCGAGCTTA 182

Ai01B22595 Araip.B01 22595 p2 (AC)6 12 109168419 109168430 TTGATTCATGCTTCCGTTGA TCACGAAATTCGAAACCAAA 153

Ai01B22597 Araip.B01 22597 p2 (TC)11 22 109172447 109172468 AAGAAGCCTGGAATCAGCAA GTTGGACAGTGACGGTGATG 272

Ai01B22599 Araip.B01 22599 p2 (TC)6 12 109176474 109176485 TCAATTCAAAAGTCCGGTCC TGAATTGAAGCAGGTCCTGTA 187

Ai01B22600 Araip.B01 22600 p2 (TA)6 12 109177715 109177726 AAAAATCCTTTCTTCCGCAAT TGGATGTTTGGAAACTAAAATGG 252

Ai01B22603 Araip.B01 22603 p3 (TTA)5 15 109185171 109185185 GGAAAATTGCGAGCCATAAA AACAATAATAACAATACCAACAGGAA 223

Ai01B22604 Araip.B01 22604 p3 (TAA)5 15 109206196 109206210 AACAATAATAACAATACCAACAGGAA TTTGAGCATAAACCGTGCTG 269

Ai01B22606 Araip.B01 22606 c (TTC)16ttg(TTC)9aacctaataaaattccttattctctgcattatggatctggattgactttgacgtaattagcttcgtcg(TTC)5161 109209395 109209555 CGTAAACCTTTTCTGCGTGA CAATTCAAAAGTCCAGATCGAA 275

Ai01B22614 Araip.B01 22614 c (CAA)11gaataacaag(AAT)1794 109267528 109267621 CATCATTCAGCAAGGCAGTG CCAGAGCCATGCATTTGATA 268

Ai01B22617 Araip.B01 22617 c (T)10ctttctttttctttattttattttattttatatttttttccgcaagcttcgtagtttttcactgctttttcttgcttcaagaatcaa(T)10107 109300021 109300127 TTTTATTCCTTTGGGCCCTC TTGTTGGCTCTTGAAAGAATGA 267

Ai01B22618 Araip.B01 22618 c (A)10gaaaaagaaag(A)1031 109302561 109302591 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 166

Ai01B22620 Araip.B01 22620 p3 (TGA)5 15 109314418 109314432 GGTTTCTGAAGTTGTGGGTGA GGCAGGTGTATCACAATCAGG 266

Ai01B22621 Araip.B01 22621 p3 (AGA)5 15 109321672 109321686 AAGGTGGGACTCACCATTCA ATTGCCGCTGCAGTTTTTAC 259

Ai01B22622 Araip.B01 22622 p3 (TTC)5 15 109322632 109322646 CACTTAGGTCCTTGGCTTCG CCATGGCTTGATCTTGGAGT 227

Ai01B22623 Araip.B01 22623 c (A)13gtatccataaactaaagaaattaacgctgtacccatgaaagatgggttccgtatgacaaaagtatccaaatc(T)1196 109324754 109324849 CAGTACCGCGACGGATTAGT ACTCCATGGCAAGAGTTGGT 253

Ai01B22624 Araip.B01 22624 p2 (AT)7 14 109327336 109327349 TTTCCATTTTCAGCATCACG TTTTAGTGGAGAATTGGAGCG 232

Ai01B22625 Araip.B01 22625 p3 (GAT)6 18 109327717 109327734 CACGAAAGAGAAAATGAACAAAAA GAAGATATTTCTGTTTTTGTAGCCAA 139

Ai01B22629 Araip.B01 22629 p2 (TA)8 16 109343485 109343500 TGACATGAGGTTTCTCGCTG GAAGATAACCGGTCCGAACA 257

Ai01B22631 Araip.B01 22631 p2 (TA)7 14 109344325 109344338 CCAGTCCGAGCATGGAGTAT TTTCAGATGCAGGTCGTGAG 258

Ai01B22632 Araip.B01 22632 c (T)10ctcttg(T)10 26 109350302 109350327 GGGCATTTTGTCCCCTATTT CTTGTGCATTGACGCTCTTG 151

Ai01B22633 Araip.B01 22633 c (AG)6ctcggaagcagag(GA)739 109361802 109361840 GAGCGCGAAGAGAGAAGAAA AGATGGAAGCTGGCAGTGAC 250

Ai01B22634 Araip.B01 22634 p2 (TA)6 12 109366442 109366453 TGTTTTTCCTCGCCTTTATCTT AAATATCACGCTTTCGGCTG 259

Ai01B22635 Araip.B01 22635 c (T)10cttttcagagtcctttcaggttctggatctgcttccacaagaatgttcttatccttgctcctgctcatatgacaaagaagaaggcacag(AAT)7120 109366934 109367053 TTTCATTTTCGGCTTCCATC TTTGTCTCCCCCTCTTCTTCT 267

Ai01B22636 Araip.B01 22636 p2 (AG)7 14 109367381 109367394 TGGGAGATAGGGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 232

Ai01B22638 Araip.B01 22638 p2 (GA)6 12 109373317 109373328 AAGGGCAAAGAGAGATGCAA GGAGGTTCAGCATCTCCAAA 267
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Ai01B22639 Araip.B01 22639 p2 (TA)6 12 109373936 109373947 TCTTTTCCTTGGCCTTCGTA TGAGTTCGGTGATGAAAGGA 168

Ai01B22640 Araip.B01 22640 c (T)10ct(TTC)5 27 109377404 109377430 CAAATAAAAGGGGCGTGCTA TGCAAATGCGATAGACAAAAG 245

Ai01B22642 Araip.B01 22642 p2 (CT)15 30 109398763 109398792 CCTCCCTCCTCTTGCTCTCT TTCTGGGATCTGGCAACTTT 214

Ai01B22643 Araip.B01 22643 p2 (TC)6 12 109398926 109398937 AAGTTGCCAGATCCCAGAAA TCAAACATCCCAAAGCTCAA 179

Ai01B22645 Araip.B01 22645 p2 (TA)13 26 109439113 109439138 GAGTCGTCTCGTTAGGCGTC AAGTTGTGCGGAGAGAAAGC 128

Ai01B22647 Araip.B01 22647 p2 (TA)6 12 109456261 109456272 GCGTCTAGACTCCTGAAGCG TGCCTGAGATCACAATTTCG 263

Ai01B22648 Araip.B01 22648 c (T)10cgctattattttttttccc(T)1039 109457659 109457697 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 219

Ai01B22649 Araip.B01 22649 p3 (ATT)5 15 109461567 109461581 AAATTGTTTGCTCCAATGGC AGCAGGAGCAAGGACAAGAA 251

Ai01B22650 Araip.B01 22650 p2 (AG)6 12 109461907 109461918 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 217

Ai01B22653 Araip.B01 22653 p2 (AG)6 12 109473255 109473266 CTGCTTGGACCCAGTTTCAT TTTGAAAGAAGAAACCCTAAACC 172

Ai01B22657 Araip.B01 22657 p2 (TA)6 12 109490246 109490257 GGTTGTGTGTTCTTGGCTCA TGGCATATGAGAAATTGATTTGA 258

Ai01B22658 Araip.B01 22658 p2 (TA)9 18 109490368 109490385 GGTTGTGTGTTCTTGGCTCA TGGCATATGAGAAATTGATTTGA 258

Ai01B22660 Araip.B01 22660 p3 (AAT)5 15 109502621 109502635 TGAGCCAATATGGCATTCAG TCACATTCTTTGTCTCCCCC 198

Ai01B22661 Araip.B01 22661 p2 (AG)7 14 109502948 109502961 TAGAATAGGATGGGGGAGGG TTTGGTTGCTTCTTAACTTTTTCA 222

Ai01B22666 Araip.B01 22666 p4 (ATAA)5 20 109521754 109521773 TAAGTGTGGGGAATTGTGGG TTGGGGTAATTTTGTCCCCT 181

Ai01B22668 Araip.B01 22668 c (TAT)8taaatactactattattattatatattattgttgtgtgttg(TGT)580 109541162 109541241 CACCATTTGCATGAGGTTGT GTCGTCGTAACACGAATAGTCA 280

Ai01B22669 Araip.B01 22669 p2 (GA)6 12 109545093 109545104 GGTGAGAAGGTCACGGCTTA GCATCTCCCACCTCAACATT 239

Ai01B22670 Araip.B01 22670 p3 (AAT)5 15 109558635 109558649 GCACACTCTTATTGCCTTGGA TGTGGTGGCAACACTTTTGT 260

Ai01B22671 Araip.B01 22671 p2 (AG)6 12 109558970 109558981 GAGCAGAGATGTGAGGTGAGG TTTTGTTTGTTTCTCATCTTTTTCA 274

Ai01B22675 Araip.B01 22675 p2 (TA)7 14 109593618 109593631 GGTTGGAGGTGATGAAGAACTC CGAAAAACATCCAATCTTCCA 202

Ai01B22677 Araip.B01 22677 p2 (AC)7 14 109596105 109596118 GGTTGGTTGATCGAGCTGTT TTGGTCAAATCTCCTTTGGC 205

Ai01B22678 Araip.B01 22678 p2 (AT)8 16 109599705 109599720 AGCCGAAAGCGATATACGAA GTACCCTAGCCGGCCTAAAC 121

Ai01B22679 Araip.B01 22679 c (T)11gcc(T)10 24 109610810 109610833 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 234

Ai01B22680 Araip.B01 22680 p3 (GAA)6 18 109612972 109612989 CGGTCTTAGGTGCCATCAAT TTCCCCCTCCTCTCCATATT 144

Ai01B22681 Araip.B01 22681 p2 (AG)6 12 109615422 109615433 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 266

Ai01B22682 Araip.B01 22682 c (T)10aaaata(T)11 27 109616795 109616821 TTTGGGTATGGCTTTTCAGC AGGGATTGTTCGAGTTTGGA 279

Ai01B22686 Araip.B01 22686 p2 (CT)7 14 109630172 109630185 TCAAACCTTTTTCAAAACCAA AAAAAGAGGGAAGATGTTTTCG 229

Ai01B22687 Araip.B01 22687 p3 (AAT)7 21 109631811 109631831 AGAACCATGCTTGTTCTGGG TCCTTGTCTCCCCCTCTTTT 231

Ai01B22688 Araip.B01 22688 p2 (GA)6 12 109632156 109632167 GGCTTTGAGATGTGAGATGAGA TTCTTAACTTTTTCAAAACCACCT 267

Ai01B22691 Araip.B01 22691 p3 (TTC)5 15 109636783 109636797 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai01B22692 Araip.B01 22692 c (T)10c(T)13 24 109645601 109645624 ATCCATTGATGCTCAAAGCC CAGTGCATGTTTGAAGTTGGA 276

Ai01B22694 Araip.B01 22694 p3 (CAT)23 69 109654843 109654911 CCACAACTGGAGTGGTCCTT TTTGATTTTCGGAGAGGGTG 185

Ai01B22695 Araip.B01 22695 p2 (TA)9 18 109658040 109658057 TCCAAAAATAACGGTGCCTC TGGTGTTTTAATAGTTTAAATCGTTG 270

Ai01B22696 Araip.B01 22696 p2 (AT)6 12 109658385 109658396 TAGCATGTGGCAGGCATTTA TGAATTTCCAAAACACACCA 254
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Ai01B22697 Araip.B01 22697 p2 (AC)8 16 109659908 109659923 CGAAGCCATTACTGGGAAAA AAGTTGCAGATGGCAGTGGT 174

Ai01B22698 Araip.B01 22698 p2 (GA)9 18 109664247 109664264 CTGAGAGAGCTCGTGTGACG CGTGAATTACTCCCATGCCT 174

Ai01B22699 Araip.B01 22699 p2 (AT)8 16 109666399 109666414 TTTGCCACCACAACTACTGG TCACATTCTTACTTGGATAGTTGGA 240

Ai01B22703 Araip.B01 22703 p2 (TA)31 62 109684447 109684508 GGCGTCTGGACTTACTCTGC GGGCTCAACCTGTGAAGCTA 273

Ai01B22707 Araip.B01 22707 p2 (AT)8 16 109708286 109708301 TTCAGTAGCTGATTGGCCCT TTCGACAAAATCTGAATATCCG 227

Ai01B22708 Araip.B01 22708 p3 (AAT)18 54 109709043 109709096 TGATCATGTCCTGGATGACC GGAAACAGCCGAATCACATT 262

Ai01B22709 Araip.B01 22709 p2 (TC)7 14 109709717 109709730 GTGGTAACAGGTGCAGCAAG CATTTCTGCCATTGAACCCT 194

Ai01B22710 Araip.B01 22710 p2 (TC)7 14 109715006 109715019 AACAGATGCAGCAAGTCACG CCTGAAATGGTATCGGTAAATCA 156

Ai01B22716 Araip.B01 22716 p2 (TC)7 14 109736068 109736081 TGACGATGGTTGGCACTAAA GATGCCGGCAGTACCTCTAC 226

Ai01B22718 Araip.B01 22718 p3 (GAA)5 15 109756728 109756742 TACTGGTGAGCCGATTACCC CACCATTCTCGTCTTCTGAGG 185

Ai01B22720 Araip.B01 22720 p2 (AG)6 12 109762082 109762093 GTACCGAAATTCTCGTCCCA CCTAAGAGAGAGGAAAGAGCCC 241

Ai01B22721 Araip.B01 22721 p2 (AT)6 12 109763603 109763614 CGACATCGCCACATTCAATA TAAACCTCCTAACCCCTCGC 279

Ai01B22725 Araip.B01 22725 p5 (AAAAT)5 25 109803078 109803102 CAGCAAAAGAAAATGTGCAAG TATAAGTGTGGGGAGGTCGC 163

Ai01B22727 Araip.B01 22727 p2 (TA)13 26 109808792 109808817 CAGGTTGTGTGTTCTTTGGC TAACAACAATCCACCCACCA 209

Ai01B22729 Araip.B01 22729 p2 (CT)8 16 109815385 109815400 GGAACACTGAACCTGGAATGA CGTGCAGAAAATTGCAGAAA 258

Ai01B22733 Araip.B01 22733 p2 (GA)8 16 109831654 109831669 TCCCTGAATGCAACACACTC AGGGTGTGGCTATGGCTATG 273

Ai01B22735 Araip.B01 22735 c (GA)7gtaaaagtttggtgacttacaaagggat(AG)10aatagaactgggactggaacgggtagat(AGA)6108 109832149 109832256 AATCCACGCACGCTATCTCT TAACTCCACGGATTTGTCCC 190

Ai01B22737 Araip.B01 22737 p3 (TAT)5 15 109837631 109837645 CCAAGTTGGTTCCCACAAGT CATTATCTCCCTCTCAGCGA 226

Ai01B22745 Araip.B01 22745 p3 (TTC)5 15 109888279 109888293 TCTCCTTGGCCGAATACATC TAAAATGTTTGCTCGTCCCC 100

Ai01B22747 Araip.B01 22747 p6 (TTTTTC)6 36 109896419 109896454 TACTTTGGGGCATTTTGTCC TGTGGGAAATTTGGGAACAT 249

Ai01B22750 Araip.B01 22750 p4 (AACT)6 24 109898326 109898349 GCAGCAATAAACAGCAAACAA TCCCTCCTTCAACCATCATC 164

Ai01B22751 Araip.B01 22751 p2 (GA)10 20 109904931 109904950 AAAGAGGGAGAGAGGGTTCG TCCTTACCACTTTTACAAAATTCC 234

Ai01B22753 Araip.B01 22753 p2 (GA)9 18 109989684 109989701 TGCTTGGGGGCTTTGTATAG TCCATCATCCTTGGAAGACC 213

Ai01B22755 Araip.B01 22755 p2 (TC)10 20 110005628 110005647 AGACGTGAGCAGAAGGAAGC ACACCCAGCAACAGAAATCC 143

Ai01B22765 Araip.B01 22765 p3 (CCA)11 33 110031518 110031550 CCGTCCCCATTGTAATTTTG TGGTTTGGTGTTGTTTGGTG 232

Ai01B22767 Araip.B01 22767 p2 (GA)18 36 110034164 110034199 CAGTGACAATGACGTGCTGA GCGTTTAGGCAATGACGAAT 275

Ai01B22773 Araip.B01 22773 p5 (ATTCA)5 25 110059704 110059728 TGCATAATGAACCGAACACG TCAAGCAGATAAGGTTCGGA 243

Ai01B22778 Araip.B01 22778 p4 (TTTA)5 20 110090038 110090057 GCCGGTAAGTTTGTGGGTTA CGCAATCGGAAAGAACAATAA 181

Ai01B22783 Araip.B01 22783 p2 (GT)19 38 110120134 110120171 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 258

Ai01B22785 Araip.B01 22785 p2 (GA)8 16 110136286 110136301 TCCAACACCAAGTAAAAAGGAAA CGCACAGCTTCTCTGATTTG 267

Ai01B22789 Araip.B01 22789 p2 (TA)8 16 110167866 110167881 GTATCCTTTGGGCGCTACAG ACCTGGCACAAAATGGTAGC 271

Ai01B22792 Araip.B01 22792 p3 (GAA)5 15 110184038 110184052 CAATCCAACCTCTACCCCAA ATTGGGTTGCCTCTCAACAA 213

Ai01B22796 Araip.B01 22796 p6 (ATTTTT)6 36 110196495 110196530 AAAACTAACTAGGAAACACCAAACTT TTTCAAAACTTTCTTTTGTTCTTTT 279

Ai01B22797 Araip.B01 22797 p2 (CT)23 46 110198670 110198715 AGAGATGATGGCTCGGCTAA GCTAGCTGCCTCCATTTCAC 152
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Ai01B22798 Araip.B01 22798 p2 (AT)9 18 110202621 110202638 TAAACCGCAATACCACTCCC TGAGAACCCTTTCGAGGATG 273

Ai01B22799 Araip.B01 22799 p2 (TC)10 20 110205232 110205251 CAGGCTAGAGATGACGGCTC GCTAGCTGCCTCCATTTCAC 130

Ai01B22801 Araip.B01 22801 p2 (TC)6 12 110219221 110219232 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 215

Ai01B22802 Araip.B01 22802 p3 (TTC)5 15 110222272 110222286 CTTGGCCGAAACACATCTCT AGGATTCTCCGATCTTGGGT 167

Ai01B22805 Araip.B01 22805 p5 (TTTTA)5 25 110263145 110263169 GTGCTAGGTGGGAGACAACC TTGTGCCTATCGCATACCAG 276

Ai01B22809 Araip.B01 22809 p2 (TA)7 14 110275385 110275398 GTTTTTCAGAATCACAACAATCC GCGAAACACACAGGAATGAA 268

Ai01B22811 Araip.B01 22811 p3 (TGA)5 15 110301310 110301324 GGGACCACTCGAACTGAAAA ATGGTTGGATTGAGGGACAA 171

Ai01B22819 Araip.B01 22819 p3 (CAT)6 18 110321759 110321776 TTGTGATCGTCGTCACCAAT TCAGAAACACTTGCGTCTCG 260

Ai01B22824 Araip.B01 22824 p2 (AG)8 16 110329820 110329835 ATGGCGGAGGAGGTCTTAAT CCAGTAAAGGCCCAACTCAA 254

Ai01B22831 Araip.B01 22831 p3 (CGG)5 15 110355651 110355665 CCGTAATCAAGGAGGAACGA AATCCACTATTGAGCCACCG 235

Ai01B22832 Araip.B01 22832 p3 (ACC)5 15 110358239 110358253 TTGAATTTGAATGGTGGGGT CTTGGTGCAGGGATGACTTT 207

Ai01B22836 Araip.B01 22836 p4 (AAAT)5 20 110372660 110372679 TGAATTAATCCAAGACTCACATGAA ATGCCAAATCTCAGGTGATAA 269

Ai01B22839 Araip.B01 22839 p2 (TA)8 16 110399746 110399761 GCTGGCAAATTTCCTCTTCA GGTTGTAATGGGGCTAAGGG 259

Ai01B22842 Araip.B01 22842 p2 (AC)9 18 110405122 110405139 AATTCGTGCACCAAGTTTTTG TTGAAAAAGCACAAGAAAAACAA 272

Ai01B22843 Araip.B01 22843 p2 (AT)11 22 110412610 110412631 GCTCGTATGATTGATGCTGC TTTCTGCAGCAAGGCTTCTT 280

Ai01B22844 Araip.B01 22844 p3 (ATA)5 15 110415301 110415315 TGTTTCAACCATCAAACATTGTC TGCCAAACATCAAGAGAATCA 225

Ai01B22847 Araip.B01 22847 p2 (GC)6 12 110457614 110457625 AAAGGGAAAATGAGCACCG GGCATAAAGTGGGCATGACT 105

Ai01B22855 Araip.B01 22855 c (AAT)5aagatagacgccagcagtgaagagcaggttgaccctaaagcctaaacaatggcatttttcagccacgtataataatgatttaat(A)10109 110498657 110498765 TCTTTGGTCACCTCATGCAA TGCGAAATCAATCTCCATCA 265

Ai01B22861 Araip.B01 22861 c (AG)7aagggagaaagagagagagaagagagaa(AG)858 110507731 110507788 TCCCTCTTCTCTCTCTCCCC CTTCGCCCTCCTCTCTCTTT 228

Ai01B22864 Araip.B01 22864 c (T)11cttgttaaatttcaattttcattcagctgtgaaatttaag(A)1465 110512603 110512667 AAAATATCCAGCATTATCATCTCCA TTGAAGACGGATGAAAAGAAAAA 223

Ai01B22869 Araip.B01 22869 p2 (AT)6 12 110519259 110519270 GCTGTCATGTTAAAAATAAAATTGTGA TGTCAACAAGGACGAATCCA 206

Ai01B22871 Araip.B01 22871 p3 (ATT)5 15 110523781 110523795 TGGTAAAATTTCGGCACTCA CAGGGCTCACACAAAAATCA 215

Ai01B22873 Araip.B01 22873 p2 (TA)7 14 110540588 110540601 GGGTTGTAATGAGGCTGAGG ATCAATGCACATGGGACAAA 216

Ai01B22874 Araip.B01 22874 p2 (TA)8 16 110540855 110540870 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 247

Ai01B22875 Araip.B01 22875 p3 (CTT)5 15 110543615 110543629 CTCCCTTGTGCTCTTCTCTGA GAACCTCCATGGGAAAGTCA 277

Ai01B22877 Araip.B01 22877 p3 (TTA)7 21 110548539 110548559 GACATGGAAGGTTTGTCGCT TCTTCTTCATTGCCAAACACA 270

Ai01B22878 Araip.B01 22878 p3 (TTA)5 15 110548709 110548723 TGTGTTTGGCAATGAAGAAGA GAGGAATACCGCACTTAGCAA 211

Ai01B22881 Araip.B01 22881 p3 (TTA)6 18 110552076 110552093 GAACTCCAAACTCCTTTATTCCC AAAGGGCTTTACCCAGCAGT 258

Ai01B22882 Araip.B01 22882 p2 (AT)17 34 110553769 110553802 TCTGGCAGAATATGAAAGTTTGG CCAAAATTCAAAACAAAATCTAAAA 100

Ai01B22883 Araip.B01 22883 p2 (AT)9 18 110560896 110560913 ATAGCCCCTCCAAGCTCAAT TTAGCTTCCGGAACTTGTGG 252

Ai01B22884 Araip.B01 22884 p2 (AT)7 14 110571762 110571775 CTAAGCTTTACCTCGCGTCG GCCGTGGCTAGTTTCCTATG 231

Ai01B22885 Araip.B01 22885 p2 (CT)6 12 110584404 110584415 TTCAAAACCGCCTAACTACTTTTC GGGAGAGGGTTCGAATTATGA 277

Ai01B22887 Araip.B01 22887 p2 (AT)8 16 110595523 110595538 TCCGTCCCTTAGGCTCTACA TAACGGTTTTGCTTTACCCG 208

Ai01B22891 Araip.B01 22891 p2 (GA)6 12 110640901 110640912 GATCTATCTTGGAGCCGCTG TCTATTCCCTTCGTGTTGGG 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B22894 Araip.B01 22894 p2 (TA)6 12 110671777 110671788 GATGATCATTTACACCATCAATGT AAACAACTCTAATTATTTATTTTGCCA 275

Ai01B22896 Araip.B01 22896 p6 (AAACAT)5 30 110694315 110694344 TCACCACATCACCACATCAA GGACCCGTTCCTTAATTTCC 265

Ai01B22901 Araip.B01 22901 p3 (ATA)14 42 110708334 110708375 TGACGGTGAAGATGGATCAC TTGACCAAATCCGAATGAGA 174

Ai01B22903 Araip.B01 22903 p2 (TA)21 42 110713554 110713595 ACACCCAAAGGAGCACAAAG TTGCACCTGTTTTCCATTCA 247

Ai01B22908 Araip.B01 22908 p2 (TA)6 12 110733263 110733274 CAGGTAAGTTGAAGTGTTGGCA GGAAACCAAGTTGGCAAGAA 170

Ai01B22909 Araip.B01 22909 p4 (TTAT)6 24 110733743 110733766 TCTGCACATTTGTGGATTGAA GATCCGCATATCTGTGAATCTG 275

Ai01B22910 Araip.B01 22910 p2 (AG)9 18 110734290 110734307 TTTTGGTCGTTGGAGTTGCT ACCCCACTTAGTGTTTCCCC 208

Ai01B22913 Araip.B01 22913 c (T)10gtatttttttgaaaattaattgggaaaaatgaaaaaaagaaagaaaaaaagatttttga(T)1079 110743358 110743436 AAAAGATGCAATTGACACCAAA CGGTTCATCTTGTTGCTCAG 246

Ai01B22918 Araip.B01 22918 p5 (GAAAA)6 30 110774847 110774876 GGAATTTGGGTGCCTACTCA TGAACTTAGCATTGGGGTGG 158

Ai01B22924 Araip.B01 22924 p2 (TC)8 16 110813041 110813056 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGGGAGAGA 255

Ai01B22929 Araip.B01 22929 p2 (AT)13 26 110832152 110832177 TGTGTGTAAAAGTGCGAATAATCA TGGCAGCATAATGTTCAATCA 196

Ai01B22930 Araip.B01 22930 c (AT)8(TA)7 30 110842443 110842472 TGTGCATGCCACCACTTTAT TATGGCAGGTCTGTTCCTCC 272

Ai01B22931 Araip.B01 22931 p2 (AT)10 20 110845670 110845689 TTAAACTGCAACCATTGCACA TGAATATTTATTTTGTGTGCGGA 265

Ai01B22934 Araip.B01 22934 p2 (AG)6 12 110854728 110854739 TGGAAGGGAGGAATCAATCA GGAAATTGAATCTAACATGAATGG 264

Ai01B22935 Araip.B01 22935 p3 (AAT)5 15 110863293 110863307 CTCTCCCCTCTCTCCCATTT AGAGGAGGGGGAGAAAAAG 169

Ai01B22937 Araip.B01 22937 p3 (AAT)5 15 110882286 110882300 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 265

Ai01B22938 Araip.B01 22938 p2 (AG)6 12 110882649 110882660 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 253

Ai01B22943 Araip.B01 22943 p3 (GAA)5 15 110908622 110908636 CGGATCAGCTTCAACAAGAA TGAACCATCTCCCTCTCTCTG 187

Ai01B22947 Araip.B01 22947 p3 (AAT)7 21 110915475 110915495 CCGAAGGGCTGATTCTTTTT CGCCAGCTAAGGAGAACAAT 257

Ai01B22952 Araip.B01 22952 p2 (AG)6 12 110940045 110940056 AAATTTGTTCAAAATCGTAAGAGAG TCTGGTTTGCTTCTTAAACCTCA 136

Ai01B22954 Araip.B01 22954 p2 (AG)6 12 110957353 110957364 CCAAACGAAGAATTTGGAGTG CAAGTTTTAGCATTCTCTCAATCTTT 127

Ai01B22962 Araip.B01 22962 p3 (GCT)5 15 110975338 110975352 CTCTTCAGCCTTGGAAGTGG TACAACAGAGCCGTCCTCCT 207

Ai01B22963 Araip.B01 22963 p2 (AT)6 12 110983515 110983526 CCTCAACTTTTAGGTACGAAGGAA TCGACCAAGGTTTGGAAGAG 209

Ai01B22965 Araip.B01 22965 p2 (AG)6 12 110990576 110990587 TTCTGACCCAGTTTTCGACC TTGAACCTGGGATTGAGAGG 203

Ai01B22968 Araip.B01 22968 c (A)10tctttcaaaaatttctcccttgttttcgaaaaaaatct(A)1159 111005497 111005555 TTTGGACAACTGACGGTTCA GCCAGCCCAGCTTTAGTATG 273

Ai01B22969 Araip.B01 22969 p3 (TCT)5 15 111007615 111007629 TTTTCCATCCACCACTCACA CTTTGTCTTCCCTTCCCCTC 193

Ai01B22970 Araip.B01 22970 p5 (TTATC)7 35 111016062 111016096 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 179

Ai01B22972 Araip.B01 22972 p2 (AT)6 12 111021893 111021904 CAACTGTACGTGAGTTTTTGCC CGAACCGGTCAGATTATTGG 100

Ai01B22974 Araip.B01 22974 p2 (AT)6 12 111022881 111022892 GGCATAGTTTGTTCTTCGAATTTT TGTGAAAGTTTAAGCATGCGA 177

Ai01B22979 Araip.B01 22979 p2 (AT)6 12 111031149 111031160 AAACTGAGTCCACCAATCCG ATTGAGTATCCGTTTCCCCC 242

Ai01B22984 Araip.B01 22984 p3 (AAG)7 21 111041514 111041534 TTTCTTCATCTTCTTTGTTTGATTTTT TGCAGCAAATTTGGATGTAAC 268

Ai01B22987 Araip.B01 22987 c* (GAAA)5(AG)6* 31 111043748 111043778 AAAGAACACTGATGATGGCG TTGGTCCCTCCCACAATTTA 233

Ai01B22989 Araip.B01 22989 p2 (AC)6 12 111046406 111046417 AGCTGGCTTGACTCACTTCC TCTCTTCCCCTTCCCTGATT 139

Ai01B22993 Araip.B01 22993 p5 (ATGCA)5 25 111059826 111059850 CCTCCCCACCCTTAAACATT TCCCTGCTTTAATGAGCTGTC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B22998 Araip.B01 22998 p2 (CT)8 16 111074617 111074632 TTCTTACCTTGTTCAAAACCACC GGAGTTCGGATTTTTGGTGA 280

Ai01B22999 Araip.B01 22999 p2 (CT)6 12 111074867 111074878 CGACGACGATGATGATGATT GCAGAAGAACAACAACAATGGA 237

Ai01B23001 Araip.B01 23001 p3 (AAG)6 18 111098260 111098277 CAGTGAAAAACACAAAGCTTGC TTCACTTGACACCTTCACGC 228

Ai01B23003 Araip.B01 23003 c (AT)10tatacccccacccccttatatacatatatatacgcttccctctccccctat(TA)785 111112242 111112326 ACCACATCAAACCAAGTCCC TTGTCCGAATAATCGGCTTC 246

Ai01B23006 Araip.B01 23006 p3 (AGG)5 15 111144569 111144583 TGACATCCACTCTGAGCCTG CGCCCACTGATCTACTGTCA 183

Ai01B23008 Araip.B01 23008 c (T)10cttc(T)10 24 111182998 111183021 TGGCTTTTTCTGCTTGCTTT TTGATGTGGTGACAATGCTTC 272

Ai01B23009 Araip.B01 23009 p3 (GAA)5 15 111184359 111184373 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai01B23010 Araip.B01 23010 p2 (AG)8 16 111186788 111186803 AAGGGGATGAGAGGAGGAGA TTTCTTACCTTTTTCAAAACCACC 222

Ai01B23012 Araip.B01 23012 p2 (AT)8 16 111190495 111190510 CTTGGGACATTGGTTGAGGT TTCACTTTGGGGCATTTTGT 215

Ai01B23014 Araip.B01 23014 p5 (TTTAT)5 25 111203569 111203593 TGACAGATTGTCTTGCTCCCT CGAAAATTGCAATAAGAACAGAAA 280

Ai01B23015 Araip.B01 23015 c (TC)6atctatttc(TATT)541 111209253 111209293 CCAATTTTCAAAAATCACTAACCA AGAGAGGGAGAGAGGGTTCG 253

Ai01B23021 Araip.B01 23021 p2 (AC)6 12 111254099 111254110 AACCAAACCAGCCACAACTC CCGATTCCCTATATGCTCCA 246

Ai01B23022 Araip.B01 23022 p2 (AT)10 20 111260760 111260779 GAAGGCGAGAGAGAACATCG TCGAAAATCTGAATCATGCG 145

Ai01B23023 Araip.B01 23023 p2 (AC)6 12 111261245 111261256 AACCAAACCAGCCACAACTC ACAAGAAACGCGTAGCCACT 159

Ai01B23027 Araip.B01 23027 p3 (TTG)5 15 111282751 111282765 TATGTCTGTCGCACTGCCTC ACCTCTGCCTCCAAAAACAA 219

Ai01B23029 Araip.B01 23029 c (AT)6c(TG)11 35 111314448 111314482 AACCTTCAGCAAAGGCAAAA CTCAAGCCCTTAGGCAACTG 176

Ai01B23032 Araip.B01 23032 p2 (TC)7 14 111329535 111329548 CCGTCCAATCAGCAACACTA ATGCGAGCATTTTGCTCTTT 242

Ai01B23033 Araip.B01 23033 c (ATT)11aggagaaagaagaggaaaaggagtagaaacaatagcagtaacagtagtaatagc(AGT)5102 111341448 111341549 TTATCAGTTGTGCCCCTCCT GTGACACGGGTGTTTGTGTG 223

Ai01B23036 Araip.B01 23036 p2 (TC)6 12 111352084 111352095 TCTGGACTTGTCCCGGATAG CCGATGCAACAGAATCAGAA 197

Ai01B23037 Araip.B01 23037 p2 (TC)8 16 111361723 111361738 TCTGGACTTGTCCCGGATAG CCGATGCAACAGAATCAGAA 201

Ai01B23040 Araip.B01 23040 c (TC)9atctctttc(TATT)547 111388905 111388951 CGAAAACCACTAACAACTTTTTCA AGAGAGAGGGAGAGGGTTCG 252

Ai01B23042 Araip.B01 23042 c (AAT)19(GAT)6cataatg(ATA)18136 111416789 111416924 TGAAGCAAAAGAAACAGCAAAA AACCATTGATGCTCAAAGCC 254

Ai01B23043 Araip.B01 23043 p3 (GAA)5 15 111438379 111438393 CGGTCTTAGGTGCCATCAAT CCCTTTCTTTCCCTTCTTGG 172

Ai01B23050 Araip.B01 23050 p3 (TTC)5 15 111458802 111458816 CAAATGTTAGCTATGATGAGGTTTC CCTTTTAAGCAACAAGGGCA 168

Ai01B23051 Araip.B01 23051 p3 (TGA)7 21 111459013 111459033 CCCTTGTTGCTTAAAAGGGTC CCCCCTTCTAAATCCCTTTG 258

Ai01B23054 Araip.B01 23054 p2 (AG)8 16 111462540 111462555 TGGGGGCAATTTCTAGACTG GGAACATTGAACCTGGAATGA 238

Ai01B23057 Araip.B01 23057 p2 (AG)7 14 111484008 111484021 GGGAGGGAGAAGAAAAGAAAA CCACACAGCTTCCCTGATTT 152

Ai01B23060 Araip.B01 23060 p3 (TAT)18 54 111518389 111518442 AGGGATAGGAGTCGTGATTGT CCTAAGCTTCACCTCGCATC 248

Ai01B23061 Araip.B01 23061 p2 (TG)7 14 111518906 111518919 AATTGTGGACATTTGGAGGC TCTAAACCATACCTTGGCCG 137

Ai01B23063 Araip.B01 23063 p3 (CAA)5 15 111531766 111531780 ATAGAATTGCGAAGGAGGCA AAATTCCGCACACTCTTTGG 251

Ai01B23066 Araip.B01 23066 p2 (TC)23 46 111547108 111547153 AGGCCCTCCTATCCACTGAT ATAAGGCTAGGCACCAAGGG 264

Ai01B23067 Araip.B01 23067 p2 (GT)6 12 111550797 111550808 TGATTGAGGCCATCATTTCAT ACCTCAACCAATGTCCCAAG 228

Ai01B23068 Araip.B01 23068 p2 (AT)6 12 111553878 111553889 GAATACACATCCGGTGAGGG AACTGCGTGCATGCAACTAC 270

Ai01B23071 Araip.B01 23071 c (TCA)14(TCT)5 57 111578636 111578692 TCATTGTTCTCGTCGTCGTC TTGCATATCAAGAAGATGGCA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B23073 Araip.B01 23073 p2 (AT)8 16 111587935 111587950 GGAGAAACTTGGGACATTGG TGGGGTATTTTGTCCCCTTT 266

Ai01B23074 Araip.B01 23074 c (GA)6(GT)11 34 111590258 111590291 ACGATTATGTGCAAGGTGGC CGCCAAATTTACCGTCAGAT 280

Ai01B23075 Araip.B01 23075 p2 (TG)6 12 111594569 111594580 TTGCAGTCTAATCAAGTGCTGAA GGCTTGACTGTCCGAAAGAG 198

Ai01B23076 Araip.B01 23076 p3 (ATT)5 15 111595174 111595188 TGAATTATGGAAAATTCTTTTGGA GTGGCGAATGAGAGACGAGT 238

Ai01B23077 Araip.B01 23077 p3 (TAC)5 15 111595407 111595421 AGATACCACCCTCCTCCTCC CCTTCCTTTCTTGTCAATTTTTG 261

Ai01B23078 Araip.B01 23078 p3 (CTT)7 21 111596162 111596182 AAACCACAAGCTGCAAATCC GAAGCATGATCTGATGCGAA 252

Ai01B23083 Araip.B01 23083 p2 (TA)10 20 111602702 111602721 TCAAGGTTGTAATGAGGCCA AGGGGACAAAATTACCCCAA 265

Ai01B23085 Araip.B01 23085 p3 (GAA)5 15 111609652 111609666 GCTTTTGTCTTCCCTTTCCC CACCCCACCTACCTTCAAAA 246

Ai01B23087 Araip.B01 23087 p2 (CT)6 12 111623712 111623723 AAACCATTTCCCTCCCAAAC GATGGAGGAGATGGAGGTGA 152

Ai01B23088 Araip.B01 23088 p3 (GAC)5 15 111628217 111628231 CAGGCCAGCAACATAACAAA CGTCGTCTTCTAGCTTCGCT 246

Ai01B23092 Araip.B01 23092 p3 (TAA)5 15 111653240 111653254 TAGGTGGCGTGTACCATTGA GATTTGCTAATTGGGCCAGA 248

Ai01B23094 Araip.B01 23094 p3 (TAA)5 15 111670384 111670398 TTCGGACCAAGCAAGCTAGT ATAGGGTGTGGCTGAATTGG 209

Ai01B23095 Araip.B01 23095 p2 (TA)26 52 111670776 111670827 GGCCCAATAGCAAAATCTGT CAACCCGTATACCCGATCAT 257

Ai01B23102 Araip.B01 23102 p3 (TCC)6 18 111680464 111680481 AGTCCAACGAAGCCTTAGCA TTGACATGAATGAAGGAGCG 209

Ai01B23105 Araip.B01 23105 p2 (AT)7 14 111684617 111684630 ATTAGACGCAACCGGTCGTA ACTCGCCAATCTCAAGAACC 240

Ai01B23108 Araip.B01 23108 p2 (TA)6 12 111688340 111688351 CTCTCCAGTCCCCATTCGTA AGGTGCGAAAATGATCAAGAA 240

Ai01B23109 Araip.B01 23109 c (A)10ttaaggattgaattgttattgtgaaatg(A)1250 111688636 111688685 GCAAATCAATTGTGTTAGGAACC AACATAGTGAGACTTCCATGCTACA 194

Ai01B23111 Araip.B01 23111 c (A)16ttatg(ATC)5 36 111690130 111690165 GCTGTGATGATGAGTGCATTTT TGTGAGAGGAAATTGAGAACCA 162

Ai01B23112 Araip.B01 23112 p2 (TA)6 12 111690288 111690299 CATCGGTTTGAAAAGTTGGC CCTTTTCCCTTTCAAAACACA 248

Ai01B23114 Araip.B01 23114 p3 (CAA)5 15 111693827 111693841 CCAACGATTCCAATCCACTT TTATTGCTTTTGTTGCAGCG 237

Ai01B23115 Araip.B01 23115 p3 (TGG)8 24 111694048 111694071 CGCTGCAACAAAAGCAATAA ACTTTCGAACTCGAAGCCAA 246

Ai01B23116 Araip.B01 23116 c (TTC)5ctcttcc(TCT)743 111695042 111695084 TAAACTCCAAAAACGCGATG GAAGAGGAAGAGGAAGAAGGAGA 122

Ai01B23117 Araip.B01 23117 p3 (CTT)5 15 111695240 111695254 TAAACTCCAAAAACGCGATG GAAAGAGGAAGAAGAACATGCAG 268

Ai01B23120 Araip.B01 23120 p3 (GAT)5 15 111697107 111697121 CGAAATTTCTCAAGGTTTATGGA CGCACCAGCATTCTTCTCTT 270

Ai01B23121 Araip.B01 23121 p2 (AG)7 14 111709528 111709541 GAAGTCGCCCCCAGTAATTT GGAACATTGAACCTGAATTGAA 241

Ai01B23124 Araip.B01 23124 p2 (AT)22 44 111746877 111746920 CAGATCAGAGATTCGAAACACAA AGCATCTGGAGACCCTCCTT 266

Ai01B23128 Araip.B01 23128 p2 (GA)7 14 111763305 111763318 AGAAGCTGCCATTTTGCTGT AGGTGGCTTCCTCCTCTCTC 157

Ai01B23131 Araip.B01 23131 p2 (GA)20 40 111797936 111797975 AGAAGATCAACCTTTCGCCA CAATGGAGTTTGTTCCAGGG 224

Ai01B23132 Araip.B01 23132 c (T)10cttctctttttctttcattttatttttcttttcatcatttttttttctttccct(TA)676 111798860 111798935 TTCACTTTGGGGCATTTTGT TCAAACATTGAGGTTTTTCAAGA 216

Ai01B23133 Araip.B01 23133 c (AG)8aaaggcggtgatggtggcgcggaggtggagacggtggcgcggtgggagttcggccgggaggaggaagagaggagt(GA)7105 111801162 111801266 GACGATAGGGCAGCAGAGAC ACTCTTCCCCCTCTCACCAC 258

Ai01B23136 Araip.B01 23136 c (TC)9tttctctctctctttt(TC)952 111806445 111806496 GACATAGGTACCCGCCCATA TGACAGACTTGAGAGGCAGAGA 248

Ai01B23139 Araip.B01 23139 p4 (AAAG)5 20 111809322 111809341 CGAGGGAATAATGCGAAGAC ATTTCCTGGATTGGTCGATG 155

Ai01B23140 Araip.B01 23140 c (CT)9aattttcgaaaatatctcccctctttttcaaaaatttcttttttattaactaattaatttttatttttattac(A)10101 111813435 111813535 TTTTTGTTTGTTTCTTAACCTTTTCA TTCATTTCCACTTATGTCCATGAT 280

Ai01B23143 Araip.B01 23143 p2 (AT)6 12 111828574 111828585 TTTTTGACCAAGTCAACTCAAAA TTTGGTGTCTTGCATGTCTTTC 268
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Ai01B23144 Araip.B01 23144 c (A)10tgaggagagagaaagtggttaggaagttttgaaaaagatatgatttggaaaagattttaaattttaaaaaaatctgaaa(T)1099 111851990 111852088 GCCAGTCCTGCCTTGTTTCT TTCTCTTTCCTCACTAAATTCAAAAA 267

Ai01B23148 Araip.B01 23148 c* (A)10(AT)10* 29 111866535 111866563 TTGAAAGAATGATGGAAACGG TTGGCTTTTTCTGCTTGCTT 200

Ai01B23150 Araip.B01 23150 p2 (TC)6 12 111874473 111874484 CGTTTAACACCAGGAATGGG ATAGGTGAGGGGTTTCTGGG 245

Ai01B23152 Araip.B01 23152 c (CT)6ccctctcttcctttcctctttctctctccttc(CT)6ccccttttctctcccttccaccctctctctcctagcctc(CT)6cccccttttcccattctctctcccttctcctctctctctc(CT)7161 111876860 111877020 GACCAGTTTAAACCAGTTCATAAAAA GAAGAGAGAGAGGAGAGGAAAAA 280

Ai01B23153 Araip.B01 23153 p2 (CT)7 14 111877126 111877139 CTCCCCCTTTTCCCATTCT GGGAGCCAAAGAGGAGAGAG 256

Ai01B23154 Araip.B01 23154 p2 (CT)7 14 111877245 111877258 CTCTCTCCATCCTCTCTCTCC AGGAGGGAGCCAAAGAGG 238

Ai01B23155 Araip.B01 23155 p2 (CT)7 14 111877364 111877377 CTCTCTCCATCCTCTCTCTCC AGGAGGGAGCCAAAGAGG 238

Ai01B23156 Araip.B01 23156 p2 (CT)7 14 111877483 111877496 CTCTCTCCATCCTCTCTCTCC AGGAGGGAGCCAAAGAGG 238

Ai01B23157 Araip.B01 23157 p2 (CT)7 14 111877602 111877615 CTCTCTCCATCCTCTCTCTCC AGGAGGGAGCCAAAGAGG 238

Ai01B23159 Araip.B01 23159 c (TC)7cctcttttccctctcccattttctttctctctctcctctccctcctttctctctctccctccct(TC)792 111878126 111878217 TCCTCTCGCTCTCTCTCCAT GAGAAATAAGGGAAGGGGGA 270

Ai01B23160 Araip.B01 23160 c (AG)7aaagaggaagagagaagggagaaagagagagaagagagaa(AG)972 111878449 111878520 CCCTCTTCTCTCTCTTCCCC TCCCCCTTCCCTTATTTCTC 279

Ai01B23161 Araip.B01 23161 p2 (GA)10 20 111878693 111878712 TAAGGGAAGGGGGAGAGAGA AAAAACAATGCCAAAAAGCG 261

Ai01B23164 Araip.B01 23164 c (T)11gcctatttttttttcttttc(T)1142 111897669 111897710 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 253

Ai01B23165 Araip.B01 23165 p3 (GAA)6 18 111899041 111899058 TGTTCCGAAAACTCTAGAAGAAAAA TGGAACTCCTGTGCAATGAT 277

Ai01B23166 Araip.B01 23166 p2 (CT)7 14 111903491 111903504 TTTCTTATCTTTTTCAAAACCACC GGTTCCCTTTAGGTGAGTGGA 216

Ai01B23167 Araip.B01 23167 p3 (TCT)5 15 111906954 111906968 CCATTCATGGTCATCCCTTC AAGCAATTGCCTTCCCTTTT 266

Ai01B23168 Araip.B01 23168 p2 (AG)10 20 111910028 111910047 CAGGTTCTGGATCAGCTTCA AACATCTCTCCCTCACCCAC 213

Ai01B23169 Araip.B01 23169 p2 (AG)6 12 111910260 111910271 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 270

Ai01B23173 Araip.B01 23173 c* (TA)9(TATG)11* 60 111928773 111928832 GGGGTGAGGATAAAAATGGTG CTTCCCTCAGGCTAGGCCA 252

Ai01B23175 Araip.B01 23175 p2 (CT)9 18 111935583 111935600 ACAGGCTACAGTCTGGCGTT GTGATGGGTAAGGGTGATGG 247

Ai01B23176 Araip.B01 23176 p2 (TA)33 66 111939961 111940026 TGTGCGGAGTTGTGAAAAAG ATCCCGCACTCCTGTAACAC 244

Ai01B23179 Araip.B01 23179 p2 (GA)11 22 111952827 111952848 TTGCCAAACAAATTTACAGCA CCTCCCATCTTCTTTCTCCC 266

Ai01B23184 Araip.B01 23184 p2 (AC)7 14 111983906 111983919 GGGCTAAGGTAAGGGTGAGG ATGTGATGCAAAAGTGGGAA 152

Ai01B23187 Araip.B01 23187 p3 (TCT)5 15 111990757 111990771 CCCACCAACCTCAACTCACT TCGTCCTCGAGCAAAAGAAT 267

Ai01B23189 Araip.B01 23189 p2 (TC)7 14 112000192 112000205 TCTTTTTATCTATCAATTATGTTTGGG TATGTTTGGGCGCCATTATT 270

Ai01B23191 Araip.B01 23191 c (T)11gccaattttttcttctc(T)1038 112015071 112015108 TTGCTCTTGCCTTTTGGTTT GCAGTGAAGAACAAAGCTTGC 126

Ai01B23193 Araip.B01 23193 p3 (TTC)5 15 112024035 112024049 CTAGTTGTCGCGCTCTTTCC TTGAGCAATGCCAAGAGTTG 206

Ai01B23194 Araip.B01 23194 p2 (TA)6 12 112026102 112026113 CGTCCGTGTATGCCTTCTTT ATTTCTAAGGCGCATGGTTG 180

Ai01B23195 Araip.B01 23195 p2 (AT)7 14 112042284 112042297 AACTGAAGAAAGCGTTGCGT GAAGCAACGCGAGACCTATT 279

Ai01B23196 Araip.B01 23196 c (TA)11gctacatctctagtgcccacgccagtggtgggtagtagtggctatacgttgactagccaagaaaaatat(TA)11113 112042926 112043038 TCCTCACATTAAAACTTGAACACA CTACTACCCACCACTGGCGT 226

Ai01B23201 Araip.B01 23201 p2 (AG)7 14 112064040 112064053 CGAGCGTCACATGCTGTAAT AAAGCGAGATGGAAATCTGAA 256

Ai01B23203 Araip.B01 23203 c (AC)21(AT)8 58 112070485 112070542 TTGTCGCCTTAGATGCCTTT GCCCCAAAATACAAGGGAGT 279

Ai01B23204 Araip.B01 23204 c (AG)8tgctgaattatttttgtgttggggtgagggttggacccacgggcccagtttgggcccggttcggtccgttc(TA)10107 112076080 112076186 GGTTTTGGAACCCTCATCCT AAAATAGAGGTGGCAAGGCA 205

Ai01B23205 Araip.B01 23205 p2 (CT)6 12 112084885 112084896 AAAACTTGAGACATTGGTTGAGG TGGGGTATTTTTGTCCCCTT 232
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Ai01B23206 Araip.B01 23206 c (CT)8gagttcagattttcttcttcttttcttctaacacaaggacctctatactgtggtataaaggatcca(TAT)597 112085125 112085221 ACATCTCTCCATCACCCACC TTCTTGTCCTTGCTCCTGCT 181

Ai01B23214 Araip.B01 23214 p3 (TAT)13 39 112161900 112161938 TCCCACCCTCTCCGTAAGTT CATCCTATTCCTCCACTCGC 280

Ai01B23218 Araip.B01 23218 p2 (CT)6 12 112196024 112196035 GGAACATTGAACCTGTGATTGA AGCGATTTCTGGACCCTTTT 241

Ai01B23219 Araip.B01 23219 c (A)10gaggcg(A)1026 112201605 112201630 CAAAGCCCATCAAGACCACT TTATTTGCCCTTGCCTTTTG 251

Ai01B23222 Araip.B01 23222 p2 (TA)6 12 112220161 112220172 GGGTTTATCAACCTCCCCAT CCAACTCAATTGTGAAGGTGC 262

Ai01B23223 Araip.B01 23223 p2 (TA)6 12 112221406 112221417 GTGTGTTCGTTGGCTCAAAA CAGAATCACAACAATCCACACA 193

Ai01B23224 Araip.B01 23224 p6 (AAAATA)6 36 112221680 112221715 CAAGCTATCGTATGCTAAAAGGG TCCACTTCAGCAGGCTTTTT 271

Ai01B23225 Araip.B01 23225 p2 (AT)18 36 112224970 112225005 CAACCTCCCCACACTTAAACA CCCTGCTTTCATGAGCTGTC 272

Ai01B23226 Araip.B01 23226 p2 (TA)7 14 112225561 112225574 GGCCTAAGAAAATGATGGCA GGCCTAGTTTGTGGTGCATT 220

Ai01B23230 Araip.B01 23230 p2 (GT)7 14 112260461 112260474 GGCGTGGTGTAGGCATAACT CTTGGATTGGTGCAAAAACA 196

Ai01B23231 Araip.B01 23231 p2 (AT)6 12 112265991 112266002 CTGCATCAGCATCTGCATTT TTACGCCGATTTGTAGGGTC 267

Ai01B23233 Araip.B01 23233 p2 (AG)7 14 112279793 112279806 TTTCTGGGCTGTTTTTGACC ACATTGAACCTGGAACGGAG 220

Ai01B23234 Araip.B01 23234 p2 (AG)6 12 112291308 112291319 TCAAAGAACAATCTGTGACATGG CAAAGGGAGCTCGCATATTT 222

Ai01B23237 Araip.B01 23237 p2 (AG)6 12 112301002 112301013 TTTTGACCCAATTCTCGACC ATTGAACCTGGAACGGAGTG 205

Ai01B23238 Araip.B01 23238 p3 (TAT)5 15 112305644 112305658 AATCCAATCCAAACCGCAC CCGATCCGATTACAAGTGGT 280

Ai01B23239 Araip.B01 23239 p3 (TAA)15 45 112307866 112307910 TCCGAGTCGCTAATGTCCTAA TTCCAACTGAAGAGATAAGTGTGT 257

Ai01B23243 Araip.B01 23243 p2 (AG)6 12 112343461 112343472 CGTGCTGGACGTATCAGAAA AAACCTGGAATGAAGAAGGAG 251

Ai01B23244 Araip.B01 23244 p2 (AT)12 24 112348922 112348945 TGGGAAAAGTTGAATTTGGAA TTCACCACTTACTTTGGGGC 209

Ai01B23245 Araip.B01 23245 p2 (AG)7 14 112352968 112352981 AAAGGTAAACAGCCAACTCAGA ATGCATCCATTCAGGGAGAG 208

Ai01B23250 Araip.B01 23250 p4 (ATAA)6 24 112420532 112420555 TGGAAAAACTGTGAGAACATGG GCATTGGGGTAATTTTGTCC 227

Ai01B23253 Araip.B01 23253 p3 (TCT)6 18 112455079 112455096 TCACACAACACAACCCTCGT GTTTTGATGGGCTTTGGAGA 278

Ai01B23254 Araip.B01 23254 p3 (ACA)5 15 112458964 112458978 TTACTGCACAAACAACGAAAAA CGACCCTACCTAGTGGGACA 273

Ai01B23255 Araip.B01 23255 p2 (TC)14 28 112459263 112459290 CTGGGTGCTCTGTCGGTATT GGTACAAAGTGTTGGGTGGC 247

Ai01B23256 Araip.B01 23256 p2 (AG)7 14 112462693 112462706 TGATCTCTCAATGGCGACAG CCGTTTGATTTTTCATCCGT 181

Ai01B23257 Araip.B01 23257 p2 (CT)6 12 112466601 112466612 TTGATTTTCAAATCCGTTTCA GAAGGAGATGAGGGAGAAGGA 260

Ai01B23258 Araip.B01 23258 p3 (TTC)5 15 112477446 112477460 AGCCCTCCATTCTTCCTCAT ATAGGCTTGGGGTCCAGTCT 226

Ai01B23259 Araip.B01 23259 p2 (GT)6 12 112497224 112497235 TATGTGATGCAAAGGTGGGA AATGCGGCTAAGGTAAGGGT 153

Ai01B23260 Araip.B01 23260 p3 (TCT)6 18 112516918 112516935 GGTTGACTTGGCTCCATTGT GAGAACGAAGAGCTCATGCC 240

Ai01B23261 Araip.B01 23261 p2 (AG)6 12 112539233 112539244 TCCCAAAACAAGAAGAAATCC GGCCCAGATCCAAGTACAGA 167

Ai01B23263 Araip.B01 23263 p2 (AG)6 12 112544721 112544732 TGGATCCAGAGTTACTCCCAA AAGCCCTTTTTGGCTCAGAT 193

Ai01B23267 Araip.B01 23267 p2 (AC)7 14 112552062 112552075 AACACTAACGGGTTGGATCG AACAACTCGTCAATCGGAGC 208

Ai01B23270 Araip.B01 23270 p2 (AT)6 12 112566561 112566572 TCCTTCTATCCCAACCACGA GACCCTCGGGATGTAGAATG 266

Ai01B23271 Araip.B01 23271 c* (AG)7(GAGG)5*(GA)1255 112567710 112567764 TCTCTACAAGAGGGCTCCGA GCCCTAAATTCAAAATGCGA 116

Ai01B23272 Araip.B01 23272 p4 (TTTA)6 24 112568615 112568638 ATCCAACTTCTTTCGCTGGA GGATCCGATTCGCACTCTAA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B23275 Araip.B01 23275 p3 (AAC)9 27 112577358 112577384 TCTCTGAAGCTCAGGAAGCTG TGGCGTTGTTTGATTCATGT 277

Ai01B23277 Araip.B01 23277 p2 (TC)10 20 112582614 112582633 CGTCGAATTTATACGCCGAT CGAAAACAACAGCGACAGAA 260

Ai01B23278 Araip.B01 23278 p3 (TGA)6 18 112590582 112590599 GGGTATGTGCAGAGCCACTT AATTAGCCATTCGTGGGTTG 143

Ai01B23279 Araip.B01 23279 p2 (AT)6 12 112599974 112599985 AACTGCTCAAGATTTTTCCTTCA CATGTATAACACAAAGATGTTCTTCAA 237

Ai01B23282 Araip.B01 23282 p2 (TC)7 14 112615422 112615435 AGCAACTAACGGAGACGGTG AAGAGGAGAGGGAGGAGCTG 256

Ai01B23284 Araip.B01 23284 p2 (AT)10 20 112619920 112619939 AAAGGCGTAGAGGAGATTAAGAGA CCATACACGCACTGACAAGG 256

Ai01B23285 Araip.B01 23285 p2 (TC)7 14 112620858 112620871 TGTATCGGTCATGAAACGGA AGTCCCCGTCTAGTTTTCCC 238

Ai01B23288 Araip.B01 23288 p2 (TA)6 12 112639193 112639204 CCTTTTTGGAAGCGAAGAAC GAGCATAGCACACAGAAGAATGA 280

Ai01B23289 Araip.B01 23289 p2 (TA)8 16 112649643 112649658 ACTGTGTAAGCAAGACTTAATTCAATA TTATGCCGGGTATCTCGACT 269

Ai01B23291 Araip.B01 23291 p3 (ATT)8 24 112658255 112658278 GACCAGAAAAGCCACAAAGG GGAGGTTGTTGAAAGGGTGA 138

Ai01B23292 Araip.B01 23292 c (TA)7(T)10 24 112661082 112661105 TAAACCTCGGGTCGTCTCAC GTTTGGGAGAGTTGGGAACA 271

Ai01B23294 Araip.B01 23294 p2 (TA)14 28 112669544 112669571 GTGACAGAGCGGAGGATGAT CTTGATCCACTTCGGGACAT 269

Ai01B23296 Araip.B01 23296 p2 (TA)7 14 112684778 112684791 ACTCGACCTGCGAAGCTAAG AATTTTGGAGGCCTTTTTGG 216

Ai01B23298 Araip.B01 23298 p2 (CT)7 14 112689895 112689908 TCGAAAACAACTAATCACTTTTTCA AGAGAGAGGGAGAGGGTTCG 247

Ai01B23300 Araip.B01 23300 p2 (CT)6 12 112701627 112701638 TTTTTGTTTGTTTCTTACCTTTTTCA GTGGGTGAGGGAGAGATGTT 267

Ai01B23301 Araip.B01 23301 p2 (CT)8 16 112701867 112701882 AACATCTCTCCCTCACCCAC TGCCTTTTTCCTTGTTCCTG 182

Ai01B23302 Araip.B01 23302 p2 (AT)7 14 112707549 112707562 GTTGTTGCCTAAAGGGGTGA AGTTGCAAACGTGTGCCTTA 243

Ai01B23305 Araip.B01 23305 p2 (AC)6 12 112727558 112727569 ATGAGACGTCATCTGGTCCC GGCTCTGTGTGGTAGGGTGT 257

Ai01B23306 Araip.B01 23306 p2 (AT)13 26 112727736 112727761 ACAGGTGGCGAGGTATTACG CTTAGCTTCGCAGGTCGAGT 255

Ai01B23307 Araip.B01 23307 p4 (ATAC)16 64 112728075 112728138 AGCTAAGGCCGGTCACAATA CAAATCAATGGGATGCCCTA 271

Ai01B23314 Araip.B01 23314 p3 (AAT)5 15 112770155 112770169 AGCAGGAGCAAGGACAAGAA AATGGCAGGAATTGAGATGC 237

Ai01B23315 Araip.B01 23315 p2 (TC)8 16 112774896 112774911 CAAAGGGAGCTCGCATATTT CAAAGGAACGTAAAACCTGGA 139

Ai01B23316 Araip.B01 23316 p2 (AT)9 18 112778823 112778840 GCATTCTGCATTTTTCATGC GTTGGATCCTTACGCCGATA 168

Ai01B23318 Araip.B01 23318 p2 (TA)23 46 112782817 112782862 TTCTTTCCCACCTCATTTGC GAATGTCATGCAATGCAACC 213

Ai01B23319 Araip.B01 23319 p2 (TC)7 14 112783723 112783736 TTTACAGAATACGCCCCCAG CAAAGGAACGTAAAACCTGGA 241

Ai01B23320 Araip.B01 23320 p3 (TAT)5 15 112785848 112785862 AATAAAAATGCAAAGGGGGC TCTGGCTTTGATCTACTGCTGA 200

Ai01B23325 Araip.B01 23325 p2 (GA)12 24 112819912 112819935 TTCAGAACACTAGACATTGGCA CTCTCGGGCTTCTCCTCTCT 219

Ai01B23326 Araip.B01 23326 p2 (AG)8 16 112824028 112824043 GCTGGAAGGGAAATCAATCA AAAGGAAGATTGAACCTGAACC 151

Ai01B23327 Araip.B01 23327 p2 (TC)10 20 112830332 112830351 AGGCCCTCCTATCCACTGAT TGTTGGCTCTTGAAAGAATGA 253

Ai01B23330 Araip.B01 23330 p2 (AG)7 14 112846849 112846862 AGTGGAGAGAGGGGTTGGTT CAGGATCCCCACCTACTTCA 186

Ai01B23337 Araip.B01 23337 p4 (ACAT)5 20 112871420 112871439 TTGTGATTGGATGACGTGAA GTGGAATGCCCAAAAAGAGA 207

Ai01B23338 Araip.B01 23338 p3 (TAT)5 15 112885977 112885991 GCCTCCTCACAGTTGTGTTTC TTCTTGTCCTTGCTCCTGCT 163

Ai01B23339 Araip.B01 23339 p3 (TTC)6 18 112897841 112897858 CTTCTTGGCCGAAACACTTC CGGTCTTAGGTGCCATCAAT 160

Ai01B23340 Araip.B01 23340 p3 (AAT)20 60 112906584 112906643 GGATGTGGAGGAGCATGAAT GGCCAAGACACAATCCTTTC 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B23341 Araip.B01 23341 p4 (ATAG)13 52 112906859 112906910 TTCTTCATCTTTGTCTTTCTCTTTTT CATTGGTATTCTCACCAAATTATATGT 280

Ai01B23343 Araip.B01 23343 p3 (CCT)5 15 112911071 112911085 CTGCCCTTGATGATGAGGAT GATCCAAATTCACCCCAGTG 219

Ai01B23344 Araip.B01 23344 p2 (CT)6 12 112923266 112923277 TCGAATACTCTCCCTCTCATCTC GGATGTCTTTAGCCCTGTTCC 228

Ai01B23345 Araip.B01 23345 p3 (TTC)6 18 112927335 112927352 CCATCCACTCTTCCCCATAA CCCTCGAGCAATAAACCAAA 253

Ai01B23350 Araip.B01 23350 p2 (CT)6 12 112961216 112961227 TTGATTTTCAAATTTGTTTCAACT ACAGATGGAAGAGGGGGTTC 253

Ai01B23351 Araip.B01 23351 p3 (TTC)5 15 112963588 112963602 ACCCTCTCTTCCCCTTCTTG GCTTTTGTCTTCCCTTTCCC 212

Ai01B23352 Araip.B01 23352 p5 (TTTTA)5 25 112970296 112970320 GCCAGAGAATGGAGGAATCA ATTGAACCTGGCGTTGAAGT 176

Ai01B23354 Araip.B01 23354 c* (AT)6(TATG)5* 29 112981106 112981134 ACATAATGGGCCGCAGACTA GCGTTGCGCTTTTTATTTTC 205

Ai01B23355 Araip.B01 23355 c (AG)6tggagggtgagaggtt(AG)15gaaagtgagaagtt(AG)1092 112986568 112986659 AACGTCAGAGGTAACGGTGG GCCTTAAATTGGAACCACGA 224

Ai01B23362 Araip.B01 23362 p2 (TC)6 12 113004048 113004059 AAACCCCTCCTCCTCACTTC TCGGGTTCTTCACTTTCCAC 212

Ai01B23364 Araip.B01 23364 p2 (TG)23 46 113008772 113008817 ATTTGTTGCATTAGCGGCTT GGAAGCATCCACACACGATA 251

Ai01B23366 Araip.B01 23366 p2 (CT)6 12 113030182 113030193 GCGCTGCTGTCTCTCTCTCT TTCTTCTCCCCTTCAGCAAA 268

Ai01B23367 Araip.B01 23367 p2 (CT)9 18 113038579 113038596 GCGCTGCTGTCTCTCTCTCT CTGCAACCCAACAATTTCCT 251

Ai01B23368 Araip.B01 23368 p3 (AGA)6 18 113046715 113046732 TCTTCCCCTTCCCCTTTCTA CATATGGCCGAACCAATACC 274

Ai01B23369 Araip.B01 23369 p2 (AG)6 12 113048695 113048706 GATGGGGGAGAAGGAATTTT CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai01B23370 Araip.B01 23370 p2 (GT)10 20 113054178 113054197 AGGTGTACTCGCCCCTACCT TTGTTGATTGTGCTCTTGTTCA 117

Ai01B23371 Araip.B01 23371 p3 (CTT)5 15 113057995 113058009 TCAAATTTCTCTTTTCCGATCA CAAAATGAAAAGAACGGTTAAAA 148

Ai01B23372 Araip.B01 23372 p3 (ACC)6 18 113060433 113060450 ATTTCATCCTCGGCCTTTTT TGGACTTCTGGTTGATTTTGG 233

Ai01B23373 Araip.B01 23373 p3 (AGA)5 15 113060725 113060739 CCAAATTCAAATTTCAGCAACA TGGTCCCAAAGGTTTCAGTT 233

Ai01B23377 Araip.B01 23377 p2 (TC)7 14 113076877 113076890 TCTGGACTTGTCCCGGATAG CACAATTCGTGCACCATCTC 254

Ai01B23378 Araip.B01 23378 p2 (TC)10 20 113079140 113079159 AGCCACTTAGGCCAGGATTT TGAAGCAAGAAAAAGCAGCA 166

Ai01B23380 Araip.B01 23380 p2 (TC)7 14 113095271 113095284 TGAAAGCTTGGCAGTAACCA CTCCTGGGCAGTAGGAACAG 249

Ai01B23382 Araip.B01 23382 p3 (TTC)5 15 113100252 113100266 CACGTTTGATTTTTGCATTGA AGAGAAGAAGCCCCCACAAT 225

Ai01B23383 Araip.B01 23383 p2 (TA)9 18 113105369 113105386 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 278

Ai01B23386 Araip.B01 23386 p3 (GAG)5 15 113124574 113124588 TGACATCCCCTCTAAGCCTG ATCATCGCCCACTGGTCTAC 160

Ai01B23387 Araip.B01 23387 p2 (AG)6 12 113131986 113131997 GGAAATTTTGAAAAAGGGGG TTTTGTGAATCAAGTCATTAATTGTG 277

Ai01B23388 Araip.B01 23388 c (TC)9c(CT)10 39 113135420 113135458 TGCTGCTACACCATTATCCG AGAAAAGGGGCTCCAGTGAT 212

Ai01B23392 Araip.B01 23392 c (CT)20(A)10 50 113152034 113152083 CAGCTCCAAGCCTCCAATAG GGTGACGAGAAAAATCAACCA 250

Ai01B23398 Araip.B01 23398 p2 (GT)8 16 113220653 113220668 CAAAAGTGGGAATTTTGGGT TTTCAAGGTTGTAATGGGGC 161

Ai01B23399 Araip.B01 23399 p2 (TC)10 20 113233392 113233411 TCCTTCCATTGCTTTCGTTC GGAGGGGGAGAGAGAGAAGA 176

Ai01B23402 Araip.B01 23402 p2 (GA)20 40 113234519 113234558 GGAAAAGGAGAGAAGGGGAC CCGGTTAACCAAAACCAAAA 272

Ai01B23405 Araip.B01 23405 c (T)10aatccttaatgagtcctgcaagaaaaataaaaattattcaa(AT)7aatgcttaaaattgt(TAA)595 113243886 113243980 TAGAAAGTTGGTGGCTTGGC TTGAAAACATAATGCCAATTTTT 251

Ai01B23413 Araip.B01 23413 p2 (AT)8 16 113257524 113257539 TAATTCTTGGGCGGCTCAGT GAAAACCCTAGTATTAATGTTCACCAA 269

Ai01B23415 Araip.B01 23415 p2 (AG)12 24 113265095 113265118 GCTCCAGATCCCATCTTTGA CCACCCAGACCGGACTACTA 279
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Ai01B23417 Araip.B01 23417 p4 (AAAT)5 20 113272394 113272413 TCGAGAGCTCCCTGTGTGAT TTTCCGAAAATCCCCTCTTT 224

Ai01B23422 Araip.B01 23422 p2 (TA)7 14 113294128 113294141 TGAAAGATCCACACGGCATA CGGTTATACAGCTAAGCCCG 271

Ai01B23423 Araip.B01 23423 p2 (TG)17 34 113294903 113294936 TCGAGTGTGATGCGACTTTC TAAATCCGAGGTGGTGAGGT 156

Ai01B23424 Araip.B01 23424 c (AT)10g(CA)8 37 113298925 113298961 TCAGACATGGATATTGAATGGC TCAAGAACTGAATCAAGAACCA 259

Ai01B23429 Araip.B01 23429 p3 (CAA)5 15 113320225 113320239 AATCTCAAATCCCACCACCA GTCGCTGGTCTGAAAGGAAG 257

Ai01B23430 Araip.B01 23430 p2 (GA)9 18 113321062 113321079 AGAGTTGACGGATTATGGCG ACCCACGAAAGTTGAAAACG 261

Ai01B23431 Araip.B01 23431 c (T)10ctactttctctcttgttatcgccatcatcaccaccaccatctcctccccctctccctccccctcatcctcctttcatttaat(TTC)5107 113321380 113321486 CGCGCTACTTACTGTACTTGC TGTTATCGTTAAACTAATTGCCTGA 247

Ai01B23433 Araip.B01 23433 p2 (GA)6 12 113330034 113330045 GTGCTCTCACTCCTTGCTCC TGGAGCCAAAGCAAGGATAC 246

Ai01B23439 Araip.B01 23439 p2 (AG)16 32 113344206 113344237 CGAAAGGGGAGAATCAATCA TGAGAAGAAACAAGACTAAAAACCC 145

Ai01B23443 Araip.B01 23443 p2 (CT)6 12 113349423 113349434 CTTTTTGTTTGTTTCTTAACTTTTTCA AATGAGATGGGAGAGGGAGAA 240

Ai01B23444 Araip.B01 23444 p3 (TAT)6 18 113349764 113349781 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 266

Ai01B23446 Araip.B01 23446 p2 (AT)7 14 113354310 113354323 AGAAACCGTAACTCGAACGC ATCCCTTTGGGTTTCCTTTG 207

Ai01B23448 Araip.B01 23448 p3 (AAC)5 15 113371736 113371750 TCGAAACACAAGTTTCTAAGCC AATTGGCTGACTAACCGCAG 280

Ai01B23449 Araip.B01 23449 p3 (TGT)5 15 113377601 113377615 TTCTGAGGCTCTTCCTCAGTG CCTTCTTCAAAAGCTCAAACAAA 261

Ai01B23450 Araip.B01 23450 p2 (AT)16 32 113379345 113379376 TGTGGAGCTAAGCTTCTGACC GGACCTGTGTGAGAGTTGGG 216

Ai01B23452 Araip.B01 23452 p3 (ATA)6 18 113405977 113405994 GCATGTAGTACGCTTAAGAAGCAA TCACAAATTTTGCTTCAATTTCA 113

Ai01B23453 Araip.B01 23453 p2 (TA)7 14 113406222 113406235 TTTTGAGCATATGACTTTGTTTAGG AAAAATTAGTAATGGCATCTTTTCTTC 204

Ai01B23454 Araip.B01 23454 p2 (TA)7 14 113408445 113408458 AAACAATTTTGTTAAAACATTCATCG TTTTTCTCCTAAAAAGCCAAAA 265

Ai01B23455 Araip.B01 23455 c (A)10ctt(TA)6 25 113408725 113408749 TGTACTCATTGTCTAACATTTCAAAAA TCACTCTCAAATCTCAATACTCACTG 271

Ai01B23456 Araip.B01 23456 p2 (AT)6 12 113410583 113410594 GGACAGCCGACTTTGAGATT TCATTTCTTATCCGTTAACCCTT 158

Ai01B23457 Araip.B01 23457 p2 (GA)6 12 113411999 113412010 CAAACGTTGGGGACAAAAAC TCCCTAAGACTGTGTTTGGAAGA 237

Ai01B23461 Araip.B01 23461 p3 (CCT)6 18 113419717 113419734 ATTTGCGCATGCAGATTCTT TCAGCAGCATCAAGTGAACC 247

Ai01B23462 Araip.B01 23462 p3 (CAA)5 15 113420684 113420698 CGGCAGTATCAAGTGAACCTC TTGTCTTCGCATTCCTTCCT 253

Ai01B23467 Araip.B01 23467 p3 (AAT)6 18 113425769 113425786 GATCCCACCTTCTGACTGGA TCCTACTGTGCTAGCTTGTTTCT 205

Ai01B23469 Araip.B01 23469 p3 (TGT)5 15 113428568 113428582 TATTTGCGGTTAGGGTTTGC CCTAACTTCCCCCTCCAAAA 154

Ai01B23470 Araip.B01 23470 p2 (GA)10 20 113429558 113429577 TGTGGTGGGTCTTTGTGAAG GCTTAAAGCTCTTCCCCTCC 165

Ai01B23471 Araip.B01 23471 p2 (TG)6 12 113430310 113430321 CAAATTAACCACCCCTCCCT CTAGCAGCTTCTTGCTTGGC 151

Ai01B23472 Araip.B01 23472 p2 (TA)6 12 113430423 113430434 TTGTGTGTGTGTGTTGGGC CAAGTTCAATTGAGAAAGCGG 231

Ai01B23476 Araip.B01 23476 p3 (AAT)9 27 113444675 113444701 TATTATTTTCGGCTGCCGTC TGTCTCCCTCCTTTCTTCCA 267

Ai01B23477 Araip.B01 23477 c (T)10gga(T)10 23 113445489 113445511 CACATGCAAATGACACCAAA ATTGAAAGCTTGGCTGGCTA 241

Ai01B23478 Araip.B01 23478 p2 (TA)6 12 113455512 113455523 GATCTCGACCATCCCTTCAA ATGCTTGGTGTTGAGCTGTG 246

Ai01B23482 Araip.B01 23482 p2 (GA)6 12 113464973 113464984 ATCTCTGAGCCCTCCAGTCA CTAGCCACTGTCACCATCCC 209

Ai01B23483 Araip.B01 23483 p2 (AT)6 12 113466876 113466887 TCAGCAAGTTGGTCTCTTCG AATGGGCTTGCCAAAAGTCT 266

Ai01B23484 Araip.B01 23484 p2 (TC)12 24 113468674 113468697 CCCAATGGTGGCAGTAGTCT AGAGGTTGAGAGTCATCGCC 195
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Ai01B23485 Araip.B01 23485 p2 (GA)7 14 113468891 113468904 GCCACTTTTTCCTCTTTGTTG TAATCAGCAAAAAGCCTCCG 263

Ai01B23489 Araip.B01 23489 p2 (TC)6 12 113515471 113515482 TCAATTGTGACCCGCAATAA CGGTCATTGCTGTCGTTAGA 252

Ai01B23490 Araip.B01 23490 p2 (AT)9 18 113522333 113522350 GCATCCACGTCCCATTCTTA AAGTGGCACGTAGAAAGCTCA 184

Ai01B23492 Araip.B01 23492 p3 (ATT)5 15 113530450 113530464 AAAAGCGGAAGCTAAAAGCC TTGCTTGAAAACCGATCCTT 232

Ai01B23494 Araip.B01 23494 c (GA)11a(AG)9 41 113532419 113532459 AACGGTAATACTCGGGCTCA GCCTACCCCCTTCATAGCTC 242

Ai01B23495 Araip.B01 23495 p3 (AGA)5 15 113532635 113532649 GAGCTATGAAGGGGGTAGGC TCAGCCATCCTTACCCAAAG 113

Ai01B23496 Araip.B01 23496 p3 (ATT)5 15 113537775 113537789 TCCCCAACGTTTCTCTCTGT TCCTCCGTCCAAAAATAAAA 280

Ai01B23497 Araip.B01 23497 p3 (TAA)5 15 113537959 113537973 TCCCCAACGTTTCTCTCTGT TCCTCCGTCCAAAAATAAAA 280

Ai01B23498 Araip.B01 23498 p2 (AG)6 12 113538505 113538516 GATTGGGCCCTCTGATACAA TGATATACACACACGCGCAA 254

Ai01B23502 Araip.B01 23502 p3 (GAA)5 15 113555782 113555796 AGTGGTCTTGATGGGCTTTG CTTGGCCGAAACACATCTCT 251

Ai01B23509 Araip.B01 23509 p3 (AGA)6 18 113592235 113592252 CGGTCTTAGGTGCCATCAAT CCATATGGCCGAACCAATAC 249

Ai01B23510 Araip.B01 23510 p2 (TA)6 12 113601449 113601460 CAAAATCCAATGAGGGTTCAA TTGAATCTTATGCAATGCAACC 271

Ai01B23512 Araip.B01 23512 p2 (TA)6 12 113636320 113636331 TGAAAAACGTATAAATCGTTCTAATG GATCCTACGAACATGATGAATTTT 208

Ai01B23513 Araip.B01 23513 p2 (AG)6 12 113641441 113641452 TTCCGTGCTTTTTAAGTTGC CGTTGTTGTTGCTGCTCAAT 190

Ai01B23514 Araip.B01 23514 c (GAA)5agaggaggaggagaagaaagaggagaggaagaagggaaaaagaagaacttacgcaaatttg(GAA)591 113643058 113643148 TGGCAGCAGAGAAAATCAGA ATCATGCGCTTCTTCTCGTT 260

Ai01B23517 Araip.B01 23517 c (T)10atctactagttgtggtttacattgctgcaagac(T)1053 113648124 113648176 TTTGAAAGTCTCGCTTGAATGA AAAAAGGGGTTGAGAGAGGC 258

Ai01B23521 Araip.B01 23521 p2 (TC)17 34 113659619 113659652 ACCATTTCTCCATTGCTTCG TGAAAAATAAAGAGGGCCGA 250

Ai01B23524 Araip.B01 23524 p3 (TCC)7 21 113663178 113663198 TTCTACCCATTAACCCCCAA AGGAGAAAACACGCGAAGAA 248

Ai01B23525 Araip.B01 23525 p3 (AAG)5 15 113663415 113663429 TTCTTCGCGTGTTTTCTCCT AAGGTGTGTTTGGTCTCGTTG 274

Ai01B23528 Araip.B01 23528 p2 (GT)8 16 113676859 113676874 GGAATTATGGGTAGCTAGGCG GGGCTAAGGTAAGGGTGAGG 139

Ai01B23529 Araip.B01 23529 p2 (AG)6 12 113678036 113678047 TTTGATCCAGTTCTCGACCC CCAAATTGGGAAAGAAGAGAA 267

Ai01B23532 Araip.B01 23532 p2 (AT)6 12 113696494 113696505 CTGCAGACATAGGCACCCTT CATCAGGCCCTAGACTGCTC 260

Ai01B23534 Araip.B01 23534 p2 (TA)7 14 113710758 113710771 CCGTGAAAATTGGTCAGGTT TTTCGGGTTCACCAAAAATC 240

Ai01B23535 Araip.B01 23535 p2 (AT)7 14 113711103 113711116 TTCATTTTGTAACTCAATAGCCCA CGCGTTTTTACGCAATTTTT 260

Ai01B23536 Araip.B01 23536 p2 (CT)7 14 113718853 113718866 TGATGTTCGAAGCTGTTTGTG GACGCGAAGTGAAGAGATCC 261

Ai01B23537 Araip.B01 23537 p3 (TCT)9 27 113726398 113726424 ATCCGCGCACTCTCTCTATC CGACGACGACAACAAAAGAG 158

Ai01B23538 Araip.B01 23538 c (TCC)6(ATC)8 42 113726647 113726688 CGTCCTCCTCCTCCTTCATT CATGTGCAAAAATTCGAAAGA 243

Ai01B23544 Araip.B01 23544 c (TCC)5tattcatcatcatcattatca(CCT)551 113750104 113750154 GCAAAATTTCGGTGTCAAAA TCGTTAAGAGGGTGAAACAAGA 199

Ai01B23547 Araip.B01 23547 p2 (AT)6 12 113762411 113762422 TGTAACGAAAAAGTGAAAATAACAA CCCAAACGTAAGGGACCAAT 228

Ai01B23558 Araip.B01 23558 p3 (GAA)5 15 113824314 113824328 AATTTCAGCGAAGAGGGGTT ATTTGAGCGTGGACTTGCTT 245

Ai01B23561 Araip.B01 23561 c (TAA)6(GAA)11 51 113841789 113841839 GCATATGCCACAACATCCAA GGTGTATTGTGAAGCAAACAAATC 271

Ai01B23563 Araip.B01 23563 p3 (CTT)5 15 113844778 113844792 TTGTCCCTCAGCAAATCCTC CCCGAATTTGTGGTCATTTC 206

Ai01B23568 Araip.B01 23568 p3 (GAA)6 18 113862877 113862894 CTGGTGAAGCTTAGCCGAAC GTCTTCGTGCTTCTCTTGGG 178

Ai01B23569 Araip.B01 23569 c (AC)38(AG)15 106 113865036 113865141 TTCTTCCGAACAAAGATGGA AAAAACAATGCCAAAAAGCG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B23571 Araip.B01 23571 p3 (TTC)5 15 113879562 113879576 AAGCAACAGCTGCTCCTCTC GAGAAGGTAGCCACGACAGC 194

Ai01B23573 Araip.B01 23573 c (AT)8aattagttactaaattaattattcatataaatttatattaaatatattaaaaatgagtt(TA)789 113880683 113880771 AAGCCGTACATGTTTAGGTCA CCGACAGTAACTCTGACGGT 278

Ai01B23574 Araip.B01 23574 p2 (TC)17 34 113881178 113881211 GGGGCTAAATTCAAACGTGA AGGTAGCGGTAACGGTGATG 264

Ai01B23578 Araip.B01 23578 p2 (AT)6 12 113900204 113900215 CCAATAGAACCCATCTGTCCA TTTGGCACCGACAAATGATA 175

Ai01B23579 Araip.B01 23579 c (A)10ggctggggcctcatatatcatcgacaatgagaacgaaatacagaaccttgac(AT)1286 113904439 113904524 GTTCCGCATTTGGCTAAAGA TGGGAGCTGTGACACGATAG 241

Ai01B23581 Araip.B01 23581 p2 (AT)6 12 113906317 113906328 TATATACCCCGCATCATCCC CGGAAACTGGAACTCGTCTC 265

Ai01B23591 Araip.B01 23591 c (TA)6aatacagtaattcattgatcagcaataaattttaaatgaaatttaaacctagacaaattaatcattgacctgtcagacacaataatattgtgggacac(A)11121 113926236 113926356 TTGAATGGTCAGTTTATTCATTTG TTCAAGGGCCATGACATTCT 280

Ai01B23592 Araip.B01 23592 p2 (TA)6 12 113926851 113926862 TTATTGGGCAGAAGAATGGC TACCCCATTTGTGGGTTTGT 222

Ai01B23593 Araip.B01 23593 p2 (CA)7 14 113927780 113927793 TCTGGAAGACAATTGGAGGG AGGTCGAAATGGACTTGCAC 210

Ai01B23594 Araip.B01 23594 p3 (AAT)5 15 113928830 113928844 TTTTCAAGGCTCTGCCCTAA CCATGAACTCTCTGCAACCA 212

Ai01B23595 Araip.B01 23595 p3 (TTA)6 18 113929111 113929128 TGGCTGCCATAGAAACTTCC CTACACATTGATGAGCCCCA 231

Ai01B23597 Araip.B01 23597 p2 (AT)6 12 113932401 113932412 CCACGAATATTCTCATGCCA TCGGGGAGCTGTCATTTATC 246

Ai01B23599 Araip.B01 23599 p2 (TA)6 12 113937440 113937451 TCCCATGGTGAACTGAGTTATT GGGGATGGATCGATTGAGTA 280

Ai01B23601 Araip.B01 23601 p3 (TTA)6 18 113940722 113940739 TCAGGACGGATTTTTATTCAGG CCTTGATCGACGTGGTAGGT 270

Ai01B23602 Araip.B01 23602 p3 (TAA)5 15 113941008 113941022 AAAGATACCGTCGGTGTTCG AAAAGTTCCGAGACGGGATT 273

Ai01B23606 Araip.B01 23606 p3 (TCC)8 24 113944576 113944599 AGAACCAGAACCCTCAACCA TTCCTCGAGACCACGACTCT 172

Ai01B23610 Araip.B01 23610 p3 (TCA)6 18 113971406 113971423 CCATCGAGCCAATTTCAACT ACCCTCCGGATGCTCTTATT 250

Ai01B23612 Araip.B01 23612 p3 (ATT)5 15 113971922 113971936 CATATTTTGGGGTTAATGGATTG CAAAAGAAAACGTTGCACGA 115

Ai01B23613 Araip.B01 23613 p5 (TTGTT)5 25 113972453 113972477 CTTTGCCTTCTTTGTCCCAC AAACCAAATGCGAGAACACC 167

Ai01B23616 Araip.B01 23616 p2 (AT)6 12 113982544 113982555 CCCAAATAAGCCTGTTTCCA AGAGCCAATCTTTGCTCCAA 237

Ai01B23617 Araip.B01 23617 p2 (AT)6 12 113990879 113990890 ACTGTAAACCGCAATACCGC TATGGGTGCTGAAGTCACGA 269

Ai01B23618 Araip.B01 23618 p2 (TG)6 12 113994555 113994566 CGAACCCTTCTTTCTCCTCC AGCCCTACTTGGTAACCCGT 139

Ai01B23619 Araip.B01 23619 p2 (AT)8 16 113997971 113997986 TTTAAACCGCAATACCGCTC GATATGGGCGCTGAAGTCAC 273

Ai01B23620 Araip.B01 23620 p2 (TG)6 12 114001694 114001705 CGAACCCTTCTTTCTCCTCC ACCAAAATGCCCTTAACCCT 189

Ai01B23623 Araip.B01 23623 p2 (TA)8 16 114026637 114026652 TTTGGAGCTCGGAAGAAGAA AATGACCATAAAAGCGGTCG 107

Ai01B23625 Araip.B01 23625 p2 (AC)7 14 114034928 114034941 TCGACCCAAATGAGCCTAAG CTCCGAAATCTTGGAATGGA 210

Ai01B23630 Araip.B01 23630 p3 (AAT)10 30 114058789 114058818 TGGACCGTCCTTGAACTGAT TTCATTTGTTTTCTTCGGTTTTC 211

Ai01B23631 Araip.B01 23631 p2 (AT)7 14 114059291 114059304 TCGGCTTCTCTTATCTTTCATAG TTTAAAGTGGTCGTTCATTCATT 275

Ai01B23636 Araip.B01 23636 p2 (GA)7 14 114085163 114085176 AAGATTTTGGCCCTAGGTGG GAGCGGAGTTCTGGTTTGAG 219

Ai01B23639 Araip.B01 23639 p3 (TTA)5 15 114087644 114087658 CGCTCCTCTGTTTTACAGCC ATAAACGCATGCATGAAGGA 211

Ai01B23640 Araip.B01 23640 p2 (TA)6 12 114089306 114089317 TGGCTATATTTACTTTAGTGTGAGATG TGTAGCCTTAGGTCTCGTTTTT 260

Ai01B23643 Araip.B01 23643 p2 (AT)6 12 114102749 114102760 GCCTACGAAACTATGGCTGG TGGTTTTCAGATGCAGGACA 255

Ai01B23644 Araip.B01 23644 p2 (AG)7 14 114106896 114106909 TGCCTTTTTCTCTGTCCCTG TATCTCCCTCACCCACCAAA 176

Ai01B23645 Araip.B01 23645 p2 (TA)23 46 114112179 114112224 AGCCTGCGAAGCTAAGACTG TGTGGTCTTCAGATGCAGGA 277
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Ai01B23647 Araip.B01 23647 p2 (TC)7 14 114151560 114151573 GACGACCTTCTAGTGGCAGC ATCACGCCTCTATCACCGTC 261

Ai01B23657 Araip.B01 23657 p2 (TC)11 22 114168405 114168426 TGTTCTTTGTCCACTCAAGGTTT GAACACACAAGATGGCGATG 125

Ai01B23661 Araip.B01 23661 c (TA)6acccaaaattataccaaaagataaaatataaatcctgattctccgagtcaacctctaggagggacaaaatacaagtttatacaaagtggagaa(TG)9123 114190900 114191022 CATATAGCAGGCTCCCGACT TCAAAGGTAGGACGTGAGGC 279

Ai01B23662 Araip.B01 23662 p2 (AT)6 12 114191660 114191671 AAGCCCGACATGTTCGATAG TTGTGACCGAAAGATCCACA 258

Ai01B23663 Araip.B01 23663 p2 (TC)15 30 114193062 114193091 TTAGTGAAGTGATCGCGTGG CACGACCACCCATATAACCC 202

Ai01B23664 Araip.B01 23664 p2 (GA)20 40 114196399 114196438 CCATCATGGGCACTCAGTAA TGAAGAAGTTGTTCGCGTGT 218

Ai01B23665 Araip.B01 23665 p3 (ACA)5 15 114197131 114197145 GCCATAATACCGATCATCCAA CGTTTGATTCATGTAGCCGA 137

Ai01B23666 Araip.B01 23666 p2 (AG)6 12 114198683 114198694 AACTGCGACACCCAAAAGAC GACAACAACTCCACGCATTG 273

Ai01B23667 Araip.B01 23667 p2 (AT)8 16 114200272 114200287 TTTCTGTGATTGTGTGCGTG AAGCAAGTGTTGGGAGTTCG 212

Ai01B23674 Araip.B01 23674 p3 (AAT)5 15 114210188 114210202 GGATGAATACCACCCCACTG TGACACGTAGGCTCAAACCA 230

Ai01B23676 Araip.B01 23676 p2 (GA)6 12 114214305 114214316 GCAGACTCGACTGTGGTCAA CTCTGAGTGCTGTTTGTGCC 209

Ai01B23684 Araip.B01 23684 p3 (ATA)13 39 114231950 114231988 TGCTGAAATTGGTGGATTAGAA GGTGCCCAAAGAGTTTGAAG 200

Ai01B23686 Araip.B01 23686 p3 (ATA)6 18 114234783 114234800 AACCGCAACCATGGTAAAAT CAAAAGCACCGTGATGACAC 171

Ai01B23689 Araip.B01 23689 c (A)11cagaaacaaggcactctcctattctacaagcattctagaaacaatcaaaattcaaatttaacaacaaatc(T)1192 114243735 114243826 GGATTGCTCCTCAAATTTTCT GAATCAAGGTTGAGGAAGGG 274

Ai01B23690 Araip.B01 23690 c (T)10cgcctatta(T)1231 114244241 114244271 GAGGTGCTTTCGTTCCTCTG CACACTCCCATCCATCTCCT 243

Ai01B23691 Araip.B01 23691 p3 (AAT)5 15 114244759 114244773 AGGCATTTACATCCCTGCAC CCCCCTCTTTTCTTCCACTC 245

Ai01B23693 Araip.B01 23693 c (T)12cgaaaacaaaggaagaatttttgaaagatttttgaaaaa(T)1364 114245297 114245360 CAGGCTTCAACATGCTCCAT TCGAGTTTGGACAACTGACG 223

Ai01B23694 Araip.B01 23694 p2 (CT)7 14 114253035 114253048 CTTTCGTGCGCACTTTCTCT CCAAGCTCACAGTGACGGTA 117

Ai01B23696 Araip.B01 23696 c* (A)10(AT)9* 27 114255851 114255877 TTCGAAAATCACCTTTCAATTTT TCCCAGTGAGATACCCAAGAA 225

Ai01B23699 Araip.B01 23699 p2 (TG)8 16 114271685 114271700 AGGCAATGATGCACTTTTGA TTATTTTGCAGTGGGTTGGC 253

Ai01B23708 Araip.B01 23708 p3 (AAT)6 18 114301066 114301083 TTCCTCCATAGAACCATGCC ATGATGCTTACGTGCAACGA 100

Ai01B23716 Araip.B01 23716 p2 (AT)9 18 114331145 114331162 GCAACCTGAGGAGAACTTCG ACTGAGGGTAGTGCGTTTGG 267

Ai01B23718 Araip.B01 23718 p2 (TC)9 18 114338274 114338291 ATCCACCGAAATCACAGCTC GGAGGGTGGTGTGAGGTAAC 131

Ai01B23719 Araip.B01 23719 p2 (TC)9 18 114339611 114339628 ACTCTCCTAAGGTCCTGCCC AAATTGGACAGCTGGAATGG 171

Ai01B23720 Araip.B01 23720 p3 (CCT)7 21 114342196 114342216 GCAAACTTGACAGCTCTCCC CCAGAACTGGTGTCCGTTTT 272

Ai01B23721 Araip.B01 23721 p2 (AT)8 16 114347015 114347030 CCTGTTTCGTTTTCGATTCTC GATATCCCGCATCTCCATTC 278

Ai01B23722 Araip.B01 23722 p2 (TA)9 18 114347835 114347852 TTCCAATCCAACACAAACACA CTCCGATCCATTTCACAACC 213

Ai01B23724 Araip.B01 23724 p2 (TC)13 26 114356226 114356251 GAGCCCAAAGAATTTCCTCC GCTTTTGGTTCTGCCCTACA 280

Ai01B23727 Araip.B01 23727 p3 (GGT)5 15 114365693 114365707 GGACCAGATGCCAGATGTTT GATGACCATGACCAAAACCC 277

Ai01B23728 Araip.B01 23728 p3 (CAT)5 15 114368713 114368727 TAACTAGAGTCGGCCGTGGT TGCTTCTCCTTCCTTTGCAT 236

Ai01B23730 Araip.B01 23730 p2 (AT)17 34 114376616 114376649 TTGATGCTAAGCTCATGTCAGA TTGGTTCCTTCATGGTTTCG 279

Ai01B23735 Araip.B01 23735 p3 (ATT)12 36 114382935 114382970 GGCGGCACTGTCAACTTATT TTTTCAAACGAATATTGTCCCT 164

Ai01B23738 Araip.B01 23738 p2 (TA)7 14 114389548 114389561 CGGTTGTCTTGGTGTTTGAA TCATTTCTTGATTAGCAATTTGAA 224

Ai01B23743 Araip.B01 23743 p2 (TA)10 20 114405331 114405350 GGGAGCTCAAAAATCCAACA TAAACGTACGTGGGCACAAA 239
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Ai01B23744 Araip.B01 23744 c (T)11gtctcggaccaaaagaaaaagaaaattgctaccctttgaagatga(TC)974 114405491 114405564 TTTGTGCCCACGTACGTTTA CATGGTTTGGGTGTTGACTG 254

Ai01B23747 Araip.B01 23747 p2 (TA)6 12 114406804 114406815 CCAACCCTATGTTGGTATGAAA GGTTGCAGGATGATGAACAA 260

Ai01B23751 Araip.B01 23751 p2 (TC)7 14 114413400 114413413 GAAGTCGACCTTAACCGCTG ACGAGAGATTTGCCTCGAAA 279

Ai01B23752 Araip.B01 23752 p3 (GGA)5 15 114414030 114414044 TCTTTCGACACCATCCATGA CGTAGGCGGAAACAGAAGAG 157

Ai01B23753 Araip.B01 23753 p4 (TTGT)5 20 114414372 114414391 TGAGATGAACGTGGAAACCA TGAGCACAATCTCTTTACACACG 203

Ai01B23754 Araip.B01 23754 p2 (AT)8 16 114416948 114416963 ACGGAGAATTATGCAAACGC CATAGGCCCTGCTATTCTGC 102

Ai01B23756 Araip.B01 23756 p2 (TA)6 12 114418013 114418024 AAAGCATCCTTAAACATGAGAATTG AACCCACAAAGCCCCTAACT 202

Ai01B23759 Araip.B01 23759 p2 (TA)7 14 114419433 114419446 CCCCTGATTAATTCCTCTTTCA CTTGAGATGCAGGGAGGTCT 273

Ai01B23763 Araip.B01 23763 c (T)10caactttcaatgattttatagttatcaaagtgtttgtaa(T)1160 114424595 114424654 TTTTTGTTTGGTTTAGCATGTG TGAGGAATCGATGATCTCTAAAA 236

Ai01B23764 Araip.B01 23764 c (T)10aattgggtccctatactttttttttcttttatttaggtccatataccaattc(T)1173 114426441 114426513 TTCGCGAAATTTTCAATTAGAT GGCTTAATTTTATAGGGACCCA 161

Ai01B23765 Araip.B01 23765 p2 (AT)17 34 114430014 114430047 ATTCCATGGAGTCGAACGTC ATGTGACCGGGCACTTTAAC 118

Ai01B23766 Araip.B01 23766 p2 (CA)6 12 114430836 114430847 CGCGGTTACGTTCTTCTCTC AATAAAGGAAGCCAAAGGCG 120

Ai01B23771 Araip.B01 23771 p2 (AT)8 16 114444178 114444193 GGGGGAAACAAGACGAAACT TGTTCTTTCGTTAGCACCCC 149

Ai01B23776 Araip.B01 23776 p2 (TA)6 12 114460146 114460157 CCGAAGGCCATTAAGGAAGT CAGTGATGATTTGTTTGATGGAA 116

Ai01B23777 Araip.B01 23777 p4 (AAAG)5 20 114466466 114466485 ACTCAGCCTGTGAAGCCAAG GCGGAGTATTCCCTGGTGTA 212

Ai01B23778 Araip.B01 23778 p2 (AT)11 22 114467062 114467083 TGCGGAGCTACAAAAGCATA CGAATACGAACCGGAATTTG 198

Ai01B23779 Araip.B01 23779 p2 (TA)7 14 114468213 114468226 GAAAGTAGTAAGAAAGAAGCCAAATG AAAATTTTCGATCACGGTGG 207

Ai01B23780 Araip.B01 23780 p4 (AAAG)5 20 114469536 114469555 CACTTAGGGAAAGGGAAGGG AATCTCGGTGGACTCACCAC 134

Ai01B23781 Araip.B01 23781 p2 (AT)14 28 114470224 114470251 TGCGGAGCTACAGAAGCATA AGCCTTTGCAAATACGAACC 242

Ai01B23782 Araip.B01 23782 p2 (TC)6 12 114473383 114473394 ATTTCAAATCGGGGATGGAT GCAGAGTGTTGGCAAGAGGT 280

Ai01B23787 Araip.B01 23787 c (T)13cgaaaatttttgaaataaaaataattagttaattaaaaagaaatttttgaaaaagggggagatattttcgaaaatt(AG)6101 114501706 114501806 TGTGAGGATTGGAATGTGAGA TTTCTTAACTTTTTCAAAACCACC 272

Ai01B23788 Araip.B01 23788 c (ATTTT)5attta(T)1040 114503103 114503142 TGGGCTGGAGTGATTAGTTG GACGGTTCATCCTGTTGCTC 279

Ai01B23790 Araip.B01 23790 p2 (AG)6 12 114505095 114505106 CCCCGAGACTTGCATATTTT GGAAGTCATCAGTTCGAGCC 278

Ai01B23791 Araip.B01 23791 c (TA)8tgaaacagaataatataaatttataaaataataagattaaatag(A)1070 114505513 114505582 AATCGCCATCAATACCTTCG CGAACCTCCACGCTCTTTAG 223

Ai01B23795 Araip.B01 23795 p3 (AGA)5 15 114516889 114516903 TGAAGCAGACCTTTCAGCAA TGCTGGTGGGATATCATCAA 169

Ai01B23803 Araip.B01 23803 p2 (TA)6 12 114543641 114543652 GGATTTGGTGCTTGTTGGAT ACAAAACCTCGAAACCTCCA 278

Ai01B23806 Araip.B01 23806 p2 (TC)6 12 114550310 114550321 AGGAGCTTTCAATTCATCCA GGCGAAGATAGAGGAGGAGAA 227

Ai01B23810 Araip.B01 23810 p3 (TCC)8 24 114559983 114560006 GAAATGAAAAGCGGTTCCAA GAAGGGAGGAACTGGAGGAG 222

Ai01B23818 Araip.B01 23818 p2 (AG)6 12 114602629 114602640 GCAATGGCAGCTTAAATCAA CGCATATTTTCACCTTTCAATG 279

Ai01B23819 Araip.B01 23819 p2 (TA)6 12 114603507 114603518 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 269

Ai01B23822 Araip.B01 23822 p2 (CT)7 14 114636179 114636192 AGCCAGTTGGGCAACATAAG TTTTCGACCCAGTTTTCGG 280

Ai01B23823 Araip.B01 23823 p2 (AT)8 16 114642610 114642625 TTTGCAGTTGGGAAATTTTTG GGAAGCATGCTCATGTGAAA 115

Ai01B23826 Araip.B01 23826 p5 (ATTTT)6 30 114657449 114657478 GGGGTTAGCATATGATCCCA TTGATTGCTAATTTCCAAAATCTTC 275

Ai01B23828 Araip.B01 23828 p3 (GAA)5 15 114664379 114664393 CTCCGACTTGGTGTCCTTGT ACGGTTACATGATGTGGCAA 238
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Ai01B23830 Araip.B01 23830 p2 (AT)10 20 114672662 114672681 AACTTTAAACCGCAACACCG TTATGGCGCCTGGGTAGTAG 269

Ai01B23831 Araip.B01 23831 p2 (TG)7 14 114698914 114698927 GAGCCTGAGGAATGGACTGA TGTTCTCTCCCACAGCCTCT 233

Ai01B23836 Araip.B01 23836 c (A)13caaagcttgcag(A)10taggcg(A)1051 114735064 114735114 TTGGCTCTTGAAAGAATGATGA TTGCACAAGGATAGACGACG 255

Ai01B23837 Araip.B01 23837 p3 (ATC)7 21 114748012 114748032 CCCCCTTTCTTTCCTCTTTG TGGTGGCGAGGTTAATCTTT 221

Ai01B23844 Araip.B01 23844 c (CATA)5catg(CATA)19100 114792593 114792692 AACTCCGCAGGCTGTGACTA AGATACAAAGCGCGAAGCAT 267

Ai01B23846 Araip.B01 23846 p3 (TCA)24 72 114798054 114798125 TCACGATTGAAAAATTTCGG CATGAGAAAAATTATGAGAATGTGAAA 217

Ai01B23850 Araip.B01 23850 p2 (CT)6 12 114812202 114812213 GGATCATTCCCACAAAATCG CCCGCCTTTCCATAATTGTA 221

Ai01B23852 Araip.B01 23852 p2 (AG)6 12 114820178 114820189 GGAACTGCACAAGGAAGGAC TGAAACCACCAAAATATCCCA 127

Ai01B23856 Araip.B01 23856 c (GAA)8gaggaggtagaggaagaagaggaagaagt(AGA)671 114832114 114832184 ATCCGTCGATCAAGGTAACG ACCTCCTCTGGCTCCTCTTC 240

Ai01B23857 Araip.B01 23857 c (GAG)10gaagag(GAA)860 114832336 114832395 GAAGAGGAGCCAGAGGAGGT GTCGGCATCGGATACAGAAT 144

Ai01B23860 Araip.B01 23860 p3 (GAA)5 15 114856155 114856169 CGGTCTTAGGTGCCATCAAT TTCAAAACCAATTTCCCACC 280

Ai01B23862 Araip.B01 23862 p3 (TTG)7 21 114874294 114874314 CACACGCCTGCTCATTCTAA TTGCCGAAGAGTGTGTGAAG 231

Ai01B23863 Araip.B01 23863 p2 (AT)22 44 114877847 114877890 TCATCAATCCACCAATTCCA TTTGATGATGAGCATGATTTGA 202

Ai01B23864 Araip.B01 23864 p2 (AT)7 14 114897702 114897715 GCGCAGAAGTCACGAAAAGT CGCAATACTGCTCCCAAAAT 250

Ai01B23865 Araip.B01 23865 p2 (GA)7 14 114902579 114902592 CACCCATGAAACATTGTTGG GAGTTGAACGCGGATTCTG 214

Ai01B23866 Araip.B01 23866 p2 (AT)6 12 114906071 114906082 GATATGGGCGCAGAAGTCAC TTAAACCGCAATATCGCTCC 251

Ai01B23867 Araip.B01 23867 c (T)10c(T)10 21 114906319 114906339 CAGATGTGGATGGAAAAGGG CCCTATGATGCTTTCCGTTC 102

Ai01B23870 Araip.B01 23870 c (CT)6aattttcgaaaatatctcccccttttttcaaaaatctctttttaattaactaattatttttatttcaaaaattttcg(A)1099 114910824 114910922 TTTTGTTTGTTTCTTAAAACCACCT TAGAATAGGATGGGGGAGGG 220

Ai01B23871 Araip.B01 23871 c (AGCAGT)5agcaa(CAGTAG)10caatagcagtagtagtagc(AGT)5129 114929970 114930098 TGGGAAAGAGGACTCCACAG AGTGATATGCGGGACAAACC 274

Ai01B23874 Araip.B01 23874 p2 (CT)7 14 114938907 114938920 CACCTACATTGGCGACAAGA CTCTAGGAGGAGGGGTTGCT 270

Ai01B23875 Araip.B01 23875 p2 (TC)10 20 114939640 114939659 CTCCTCCTTCTGTTCGCATC CCTTCACCCTTCTCACTCCA 256

Ai01B23876 Araip.B01 23876 p3 (TTG)9 27 114941298 114941324 TAACGGCATTCAACATCCAA AATGTAATCTCCGCCCACAC 274

Ai01B23877 Araip.B01 23877 p3 (TAT)6 18 114943124 114943141 GGGTGGTTGTTGGGTGATTA CAGAACACTCATCAAGCATTTG 276

Ai01B23880 Araip.B01 23880 p3 (TTA)43 129 114945651 114945779 TTCACTTGGGAAGATCCCTC TGTGACGAACAAAAAGTCGG 266

Ai01B23883 Araip.B01 23883 p2 (AT)10 20 114954365 114954384 GATCATTTTTAACCAAACCCG AGGATATTTTTAATGTTAACCCTTTTT 146

Ai01B23884 Araip.B01 23884 c (A)10gagatttttttatatctttatatatattatttaatagttaaaagt(A)1065 114970130 114970194 TGTTTTGGATGAAAACTTGGTT TGGAAAGTATCCGATGGGTC 263

Ai01B23885 Araip.B01 23885 p2 (CA)6 12 114973889 114973900 GAGGCCGAACGTGTTTTTAT GGGGACCAAGATTTTGCTTT 269

Ai01B23886 Araip.B01 23886 c (AT)8c(TG)13 43 114974577 114974619 AATCTCCAGCATCCCACAAG TTTCAGACCTACGAAACCATACC 200

Ai01B23887 Araip.B01 23887 p3 (TTG)8 24 114975280 114975303 TAACGGCATTCAACATCCAA CGTAATCTCTGCCCACACTG 266

Ai01B23888 Araip.B01 23888 p3 (TAT)6 18 114980815 114980832 TGATGCCTGTTGGGTGATTA TGGATGTGATTGGCTATCCG 215

Ai01B23891 Araip.B01 23891 p3 (TAT)10 30 115000874 115000903 TTTTTGGGGTTAGCCCTTCT GCACTTCATTGTTGTTTGGC 175

Ai01B23892 Araip.B01 23892 c (AT)9(GT)21 60 115002376 115002435 AATCTCCAGCATCCCACAAG CAGACCTATGAAACCATACCTACG 215

Ai01B23896 Araip.B01 23896 p3 (TTG)5 15 115014573 115014587 CCTTGTTCCTTTGCGTCTTC TAAAACGTAATCTCCGCCCA 152

Ai01B23897 Araip.B01 23897 p3 (TAT)6 18 115016200 115016217 TGATGCCTGTTGGGTGATTA TGGATGTGATTGGCTATCCG 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B23901 Araip.B01 23901 p2 (AT)12 24 115030723 115030746 TCCGCAGATCCGCACTAT GGATCGGATTGGATATCGG 280

Ai01B23905 Araip.B01 23905 p3 (GAA)13 39 115035761 115035799 GCCGATGGAAACCAATCTAA TTCCTTCGAATCCCTCAATG 257

Ai01B23906 Araip.B01 23906 p3 (ATG)5 15 115035937 115035951 TGATAGGTGGGAAGACGGAG TCAATTGAAGCAATGGTGGA 139

Ai01B23909 Araip.B01 23909 p3 (TTA)6 18 115044836 115044853 TGCTGTATTGAGAAGGCCAA CCAAACCCATTGAAGCTGTT 216

Ai01B23910 Araip.B01 23910 p3 (AGA)5 15 115048742 115048756 TTTCCAGATTAAGCGATGGG TCCCTGTCCACAATTGCATA 265

Ai01B23913 Araip.B01 23913 c* (AC)7(CACG)5*tacgcacgcacg(CA)1777 115064982 115065058 TTGGCCGATCACTTTATTCC TCCCTTTCATATGCTATGGATTC 275

Ai01B23914 Araip.B01 23914 p2 (CT)7 14 115080732 115080745 GGAAGTTCCTTCGATGGTGA CTCACCTCACACACACCCAC 279

Ai01B23915 Araip.B01 23915 p2 (TC)6 12 115084179 115084190 TTACTGCGCAAAAAGGAACC TCGTCCTTGTCGACTCACAC 192

Ai01B23917 Araip.B01 23917 p2 (AG)7 14 115088572 115088585 ACCCCCTTTTCCAAAAACAC TAATTCAGTAAGGGCGGCAG 271

Ai01B23918 Araip.B01 23918 p2 (TA)6 12 115091538 115091549 CCCAATATCCATTCAACTGACA CGACTTTTCTTTGAAAAACTGGA 224

Ai01B23919 Araip.B01 23919 p2 (TA)6 12 115092916 115092927 ATGAGATCAGTGTGCGAACG TGCAGGCCTAATTGGAACTC 261

Ai01B23920 Araip.B01 23920 p2 (AT)11 22 115106196 115106217 ACCGAGCTTGAGCTTGGATA AAGTTGTTGGCGCAATTGAT 266

Ai01B23921 Araip.B01 23921 c (A)10tttgag(T)10 26 115115465 115115490 AGGTACCCTGGCTAGCGTTT TGGTGTCTTGCATGCTTTGT 240

Ai01B23927 Araip.B01 23927 c* (TATT)6(TTA)7* 40 115131761 115131800 GCTACCTCTGACTCAGCAACAG TTCTGCCGGAGCTAAAAAGA 279

Ai01B23928 Araip.B01 23928 p3 (GGA)5 15 115138000 115138014 GGGCTTGTGCAGTAGACACA TAGGATTGGATGCTAACCGC 276

Ai01B23930 Araip.B01 23930 p4 (TTTC)6 24 115141545 115141568 ACGGAGAAGAAGCGTAGTGG ACCTTCGCCTACCCAAAAAC 230

Ai01B23937 Araip.B01 23937 p3 (ATA)6 18 115175730 115175747 CTGCAACCCAATTCAGAACA TGTTTTGTTTTGTCTTTTCCCC 279

Ai01B23941 Araip.B01 23941 p2 (CT)12 24 115193487 115193510 CAATTGCGGCCTTCTTTAAC TCAAACGAAGTCAGAAGGCA 210

Ai01B23945 Araip.B01 23945 p2 (AT)6 12 115201971 115201982 CACTCACGACGCGTTAAAGA TATTGTCTAGCTGCGGCCTT 117

Ai01B23946 Araip.B01 23946 p4 (CATA)15 60 115204454 115204513 TTGCCCCAAATTTTCATTTC GTGTTGAGAAACTGCCACCA 279

Ai01B23950 Araip.B01 23950 c (T)11agactttctttttcaaaggcaaaagtttgaagatatccaaattttttttgtcctattattac(T)1386 115216045 115216130 TGCTTTCCCAGGAAATAAGG GCATGGACGAATGTTCTTAGC 261

Ai01B23951 Araip.B01 23951 p3 (CAT)5 15 115218463 115218477 GAATCAGTCCCTCCGTCAAA CCTCCAATAGGCATGGTTGT 230

Ai01B23952 Araip.B01 23952 c (A)10ggagagagagaagccacgcgcaagcgcacagt(GC)654 115229900 115229953 TTGTTGGCTCTTGAAAGAATGA TTGGATCCTTGCTACCCTTG 208

Ai01B23954 Araip.B01 23954 c* (A)10taaaaaaatgagaaaaacaaaaag(A)10(AT)8*59 115258702 115258760 TTGATTTTGGGAGAGTTGGG GGGGCACTTTGTCCTCTTTT 273

Ai01B23957 Araip.B01 23957 p2 (AG)7 14 115266541 115266554 GATGGGAGAGGGAGGATTTT TCACCTTTTCAAAATTTGTTTCA 263

Ai01B23958 Araip.B01 23958 p3 (GGT)5 15 115270476 115270490 TTGGGTGAGGAAAGAGGTTG GCAAGTGGTGCAGCATAAAA 222

Ai01B23962 Araip.B01 23962 c (T)10ctttataagaatagcataaatggtatcatctgtc(T)1054 115286524 115286577 TCCGTGCTATTCCTAAATTCC TGGAAAACAAAACAAAGCTCA 278

Ai01B23966 Araip.B01 23966 p2 (AT)12 24 115294292 115294315 CCCCAAACCCTAAAACCCTA CAGCCAATATCAAGGACGTG 277

Ai01B23968 Araip.B01 23968 p4 (TTAT)5 20 115304232 115304251 GCTACCCAAAATTCCCACTTT AATTTGGGCACCTACTCCTG 263

Ai01B23970 Araip.B01 23970 p2 (AT)6 12 115331561 115331572 GCCTTTTTCTCAAATCAGCG ATTCCGGACGTTTTTCCTTT 252

Ai01B23971 Araip.B01 23971 p3 (ATA)7 21 115332139 115332159 TTCGGCCAAGGGATATAATG TTCGTGCTAACGAGGTTTGA 226

Ai01B23972 Araip.B01 23972 p2 (TA)10 20 115336496 115336515 GCCTTTTTCTCAAATCAGCG TATCCTTTCAGCAGCTCGGT 244

Ai01B23975 Araip.B01 23975 c (AAT)20aaaag(A)1075 115348407 115348481 AAATGGGTAAACGCTCATGC TCACTCATGCATTCTCTTTCTCA 258

Ai01B23976 Araip.B01 23976 p2 (AG)6 12 115356339 115356350 TATCAGAAATCACTGGGGGC GGAACATTGAACCTGGAATGA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B23978 Araip.B01 23978 p2 (AT)10 20 115370330 115370349 TTATTCTTTACAAATATTAATGTGGCA TTTGGTGATGATTTGAGATGTTT 254

Ai01B23979 Araip.B01 23979 p3 (AAG)7 21 115371174 115371194 CCTTTTTCTTCGCGTGTTTC GCAGCAAATTTGGGTGTAAAA 276

Ai01B23980 Araip.B01 23980 p2 (AC)6 12 115372939 115372950 CCCTTGGCCCAACATAACTA CTCGAAATCAAAGGCTGGAA 280

Ai01B23982 Araip.B01 23982 c (TA)9cccaaaaaaatccaaaaaaaaattaatacaaaaaat(TA)1176 115377870 115377945 CCCGTCCCCATCACCTAATA AGAAATTCCACAAGCGAAGC 276

Ai01B23984 Araip.B01 23984 p2 (AT)6 12 115392224 115392235 TTCACTTGGTCAAGGTTCCA ACGGCTTTTCCCTTGTTCTT 201

Ai01B23986 Araip.B01 23986 p3 (TTA)7 21 115395157 115395177 GGACGAAATTTTTATAAGTGGGG CATTTAGGTGGTGGTCTGGG 279

Ai01B23990 Araip.B01 23990 p2 (GT)6 12 115418990 115419001 GAGCTCTTCACAAGGAACGC CCCAATTCAGCACACAACAC 167

Ai01B23991 Araip.B01 23991 p2 (AG)7 14 115420964 115420977 AGGCTGCAAAGTGAGGAAAA TGGCAACATAAAGTGATCAATAAGA 222

Ai01B23992 Araip.B01 23992 p2 (TA)8 16 115425646 115425661 GGGAACTTGGGTTGATGAGA TTGGGGTGATTTTATCCCCT 187

Ai01B23993 Araip.B01 23993 p2 (GT)6 12 115425823 115425834 GGGGATAAAATCACCCCAAT TGAAGCTAAGGTAAGGGTGAGG 234

Ai01B23994 Araip.B01 23994 p2 (AG)7 14 115426880 115426893 TTATAGGCTGCAAAGTGGGG TGGCAACATAAAGTGATCAACA 231

Ai01B23998 Araip.B01 23998 c (AT)25gttaggtgagatcttagactaattaaggattcaacttatagctgacttagcct(TA)6115 115437488 115437602 AATTGGGAACCCCAAGAAAG TGTAATGGGGCCAAGGTAAA 179

Ai01B23999 Araip.B01 23999 p2 (TA)6 12 115458784 115458795 GCTTTGACACTATTAGGATTCAACTT TTGAACCCTCACTGGATTTTG 244

Ai01B24000 Araip.B01 24000 p6 (TATTTT)5 30 115473818 115473847 TCACACCCTGCTTGAGTGAG GAAAATGTGCAAGTACCGGA 201

Ai01B24002 Araip.B01 24002 p2 (AG)6 12 115480470 115480481 ATAGGTGAGGGGTTTTTGGG CAAGAAGCTGGCGTTAAAGG 225

Ai01B24003 Araip.B01 24003 p2 (GT)7 14 115489615 115489628 AGGAATGTGTAGCCGCAAAC AATTTTAAAGGTTTGGCCCG 265

Ai01B24004 Araip.B01 24004 p2 (AT)10 20 115498813 115498832 TTCCGTTCTTTAAAATGGCG AAACTTGAAGCCAGAGGGGT 231

Ai01B24010 Araip.B01 24010 p3 (TTA)5 15 115520899 115520913 GGTTTGGTTATGGTGGTTGG TTTTCAATTTTCATGGCATCC 213

Ai01B24012 Araip.B01 24012 p3 (TTA)17 51 115533238 115533288 TGGAGGGTAAAGATCGCTTG CTAGGCTGCAAAATGTGGGT 266

Ai01B24013 Araip.B01 24013 p3 (TCT)6 18 115539335 115539352 TTGCAAAGGGTTCGGTAAAC GTGGCTCTGATGATGGGAGT 216

Ai01B24018 Araip.B01 24018 p2 (AT)6 12 115557395 115557406 CTCTGGTTCTCACCCCCATA CGAAATCAAGGCTTACCGAA 272

Ai01B24022 Araip.B01 24022 c (A)10g(A)10 21 115581380 115581400 TGATGTGGTGGCAATACTTTTT GCCTTGGATCCTTTTTACCC 279

Ai01B24023 Araip.B01 24023 p2 (AT)10 20 115600254 115600273 TTCTTTACAAATATTACTGTGGCAAAA TGTCTACTCAAATTGTCTGGAATGA 248

Ai01B24034 Araip.B01 24034 p3 (TTC)6 18 115610757 115610774 CGAAAATTTCCACCGAAGAA GGGAAAGCCAAAGTTGATGA 142

Ai01B24035 Araip.B01 24035 p3 (CAA)7 21 115611886 115611906 TGGGGCTTCTTTTATGGATG TTCAGATGACGTAGATAATGCAGA 254

Ai01B24039 Araip.B01 24039 p2 (TC)6 12 115630320 115630331 TTCGAAAACTAACTAACAACATTTTCA AGAGAGAGGGAGAGGGTTCG 247

Ai01B24042 Araip.B01 24042 p2 (CA)6 12 115634081 115634092 CACCAAGCAACCCCATTTAT AAACAAGCCAATCAACCAGG 250

Ai01B24043 Araip.B01 24043 c (CA)6tatccttcagaagaccagaaaatcagaacccagatttcataaccataataaaaaaac(TAT)584 115634652 115634735 TGCATTAGGATGACCAACCA GTACCCCGGACTGGGTATTT 225

Ai01B24048 Araip.B01 24048 p2 (GT)6 12 115660781 115660792 TCACCATTGCTTCCTTAGCA TGGCACGCTTATTAGGCTTT 232

Ai01B24053 Araip.B01 24053 p3 (TAT)6 18 115674667 115674684 AAGATTGGGGCCTTTCTGAT GCTAATGTCGTAGGTCGCGT 224

Ai01B24054 Araip.B01 24054 p3 (TCA)6 18 115677641 115677658 CAAGCTTCTGAACTCGACCC AGTTGGTGTGGTTTCCTTGC 232

Ai01B24057 Araip.B01 24057 p2 (TA)6 12 115685705 115685716 GGATATGGGCGCAGAAGTTA GACACCGCTCCCAAAAATAC 264

Ai01B24058 Araip.B01 24058 p3 (TAA)7 21 115692586 115692606 AAGATCATATGTATTTGGTTGATGAT TTGATTGAATTAAAAATAATACACGAC 276

Ai01B24063 Araip.B01 24063 c (TC)6ctcttctctttcttt(TC)10ccatttttctctctcttcctctctttctgttctctctctccccctcctctctatcta(TC)7118 115714467 115714584 TCCATTGCTTTCGTTCCTTT AAAGAGAATGGGGAGGGAGA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24064 Araip.B01 24064 p2 (TC)9 18 115714816 115714833 TCTCCCTCCCCATTCTCTTT GAGGAGGCGAAGATAGAGGAG 260

Ai01B24066 Araip.B01 24066 p2 (GA)7 14 115715199 115715212 AAAAAGAGAGGGGAGGTAAAGG TCTCATTCTCTCTCTCCTTGCC 248

Ai01B24067 Araip.B01 24067 c (GA)20aagagagaagggagggagagagagaaagaaaatgggagagggaaaagagg(GA)6aaagaggaagagagagagaaaaacaaaatag(GA)9151 115715451 115715601 GGGGAGAGAGAGGGAAAGAA TCTGGGCCATTATTAAATCAGA 274

Ai01B24068 Araip.B01 24068 p3 (ATA)7 21 115719960 115719980 GGGCCTAAACCATAAGAGCC TTTTATGGATCCAAGTTCCGTT 280

Ai01B24075 Araip.B01 24075 p2 (AT)7 14 115730923 115730936 GCTGTTGCTTATTGTGGGGT TGAATGCTTCACGCTTTTGT 273

Ai01B24076 Araip.B01 24076 p2 (TA)7 14 115731071 115731084 CCTCATGCCGTAAAGCAAAT TCGGCCTAAATTTCATAGGCT 270

Ai01B24077 Araip.B01 24077 p2 (GT)6 12 115737411 115737422 GCATCTAATCCACTGCGATG GGCTTTTCTGTTGTTGGCTC 211

Ai01B24084 Araip.B01 24084 p2 (AT)8 16 115764640 115764655 AAACTCGTGAGCTGGTGAGC TGAGGCAAAAACTCCTGAAAA 280

Ai01B24087 Araip.B01 24087 p3 (CCA)6 18 115769946 115769963 CATCCTTCCCCAAATTCTTG GTTGGTGTTGGTTGGTGTTG 112

Ai01B24088 Araip.B01 24088 p3 (AGA)29 87 115770214 115770300 GCAAAACTCAGCAATAAGCAA AGAATAGGGGAAGACTCCTCG 280

Ai01B24096 Araip.B01 24096 c (TAT)6ttggcgt(A)1338 115813320 115813357 TCCAACTAACAGTGAAACGAATC CCTTGAACACATAATGCCAAAA 245

Ai01B24097 Araip.B01 24097 p3 (CTC)6 18 115813897 115813914 TCACGCGTCTCCTTTTTCTT TCAGCAGCATCAAGTGAACC 267

Ai01B24101 Araip.B01 24101 p3 (GTT)5 15 115871018 115871032 TGCATTGACATTAGGGGTGA AAGAGCGGAAAGAGGGAAAA 201

Ai01B24104 Araip.B01 24104 p2 (TA)18 36 115900080 115900115 AACGTGAATCCTTGAATGGC TCACAACAATCCACACACACA 136

Ai01B24105 Araip.B01 24105 p2 (TA)8 16 115908002 115908017 TCCAACCACACACACCCTTA CGCAACACTCCAATCGATAA 254

Ai01B24109 Araip.B01 24109 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttctttttaattaactaattatttttattgtttttatttc(A)1097 115933733 115933829 CTTTTTGTTTGTTTCTTAACTTTTTCA GAATGAGATGGGGGAGGAGT 239

Ai01B24111 Araip.B01 24111 p4 (ATCT)5 20 115939098 115939117 TGCAAATTGAAAACTTTTGGG TTGCCAAGTAAGCGATGTTG 232

Ai01B24112 Araip.B01 24112 p2 (AT)7 14 115939283 115939296 TCAACATCGCTTACTTGGCA AAGTTACAAATTTGGTTAGACGCT 166

Ai01B24114 Araip.B01 24114 p2 (AT)8 16 115945962 115945977 GACCTTTCTCCAGACGTTGC GCATCCAACAATGTAGGGCT 151

Ai01B24115 Araip.B01 24115 p2 (TG)9 18 115947758 115947775 AAAAAGACGCGTTTGGATTG GCCATTTCTTCTCCCAATGA 244

Ai01B24116 Araip.B01 24116 p4 (TTTC)6 24 115950399 115950422 GCTAAGTTGAAGCAATCGGC GCTCGGAAGCCAAATATGAG 207

Ai01B24117 Araip.B01 24117 c (T)11aag(A)10 24 115957630 115957653 TTTGCTTGAGGATTTCACCTC TTGAAATCACTGAGCTCCCTC 246

Ai01B24126 Araip.B01 24126 c (TAA)12(CAA)5 51 115975344 115975394 AGCCAATAAGAGGCCATGAA AGCCCCACTTTCACAACATC 219

Ai01B24127 Araip.B01 24127 c (TTC)7ttt(TTC)5 39 115975666 115975704 ACGAAATCGCATAACGCTTC AAGAGGAGAAGGAGGAACGC 154

Ai01B24128 Araip.B01 24128 c (GAA)5aaagaagaagaa(GAT)542 115977560 115977601 AACGCGAAAGAGGAGAACAA GTAACTTTCACTCCACGCCC 221

Ai01B24132 Araip.B01 24132 c (T)12actttaattgggattttctctactctcttctttctattggtcctcagtcgaaa(T)1075 115989373 115989447 AAGAATGTAATGGGCAACAAA AAGCGAAACAGATGTGACGA 259

Ai01B24134 Araip.B01 24134 p3 (AAT)8 24 116016938 116016961 CGTGGATGAGAATTAAGCGT GGGTAGCTGAAGCAAGGGTA 280

Ai01B24142 Araip.B01 24142 c (A)10tgaagaactacagcagtgtgcagatttaaagctaatcattcagtatttcaatatgatttctgaaaaaaatg(A)1091 116032698 116032788 CTGACCAGTGAGCAGTGAGC CTCGTCCCTCGAAGGTAATG 203

Ai01B24144 Araip.B01 24144 p2 (AT)9 18 116035693 116035710 AAACGAGATGATTTTGCACG CCATGCATCACCACCTACAC 221

Ai01B24148 Araip.B01 24148 p2 (AT)6 12 116041135 116041146 AAAGATACGTTCAGGCGGTT TTTTGGGAGGTTATGACGTTCT 272

Ai01B24152 Araip.B01 24152 p2 (AT)11 22 116049403 116049424 ATCGGATTGGAGATCGGATA ATCCGCAGATCCGCACTAT 274

Ai01B24154 Araip.B01 24154 p2 (AT)6 12 116050207 116050218 TTTGAGGCCATTTGTATGGA GTTTGACCGGTGTGGACTTT 237

Ai01B24157 Araip.B01 24157 p2 (CA)6 12 116073593 116073604 CATTCCGACCACACACACAT CCCTATGACCCCAGAAGTGA 224

Ai01B24158 Araip.B01 24158 p3 (TTC)5 15 116074297 116074311 GGAATTGCAGGGAAGTGTGT GAGGAGGAGGAGAAGGAGGA 269
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Ai01B24159 Araip.B01 24159 p3 (AAG)22 66 116075427 116075492 AGGAAGAGGTGGTGGTGTTG TATATTCACGCGCTTTCACG 175

Ai01B24160 Araip.B01 24160 c (GAG)5gaagaggtggtggtgttgatgatgatgataacgagtgagaaaaattatgaagaaaaagaagaagaggcacggagaaaa(AAG)11126 116076109 116076234 CAACGAGATAACTGATGATGAAGG ACGCGCTTTCATGTTTTTCT 229

Ai01B24161 Araip.B01 24161 p3 (AAG)24 72 116076939 116077010 CTACCGATGATGAGGCCATT TTTTTCGTTGTGCTGACTGG 270

Ai01B24162 Araip.B01 24162 p2 (GT)6 12 116078476 116078487 TATATTGTGTGTGCGTGCGT TGCTCAATTCCGTATGTCCA 194

Ai01B24164 Araip.B01 24164 p2 (GA)7 14 116082831 116082844 CCCAGAGGTGGCTGAAGTAG CACCCCTTTCGTTTTCCTTT 279

Ai01B24165 Araip.B01 24165 p2 (AT)9 18 116086367 116086384 TGTTTGGATATAATTTCGGTTCAA CCATACTTTTCGCTGGATATGA 242

Ai01B24166 Araip.B01 24166 p5 (TTATC)5 25 116091124 116091148 AAAAAGGGTGGTGGGAACC TTTTTCATTGTGCTGACCGA 236

Ai01B24167 Araip.B01 24167 p2 (CA)6 12 116123776 116123787 CAAAAAGCAATGACTCAAGCC TCGATGGTGTGGTGATTTGT 266

Ai01B24169 Araip.B01 24169 c (T)11aatgaaaaagtc(A)1134 116135468 116135501 TGGAGCAAAAGAAATTGGAA GATCCTTGATGGCACTCTACG 225

Ai01B24175 Araip.B01 24175 p2 (TA)8 16 116156168 116156183 TCTTGAACCACCCCAAACTC TTCTCGCAACCTTGGTTTTT 241

Ai01B24178 Araip.B01 24178 p3 (CTT)5 15 116158943 116158957 TATTTTTGGCTCGCTCTGCT CGCGCATGAGATAAAGTGAA 196

Ai01B24180 Araip.B01 24180 p3 (ATC)6 18 116164638 116164655 TCAAAACTTTCCTTTCTCTTCATGT CATCGAACCTTTTTAACCGTG 150

Ai01B24181 Araip.B01 24181 p3 (ATT)11 33 116164819 116164851 CATTCCTCATCTTCCTCCTCC AGTCGTGACACAGGTTCTTGTT 123

Ai01B24184 Araip.B01 24184 c (T)12ccttctcaacaaaac(A)1037 116168101 116168137 TTGCTAATGTGGCGTTGTGT TCGTCGGTCAATCTCTCCTC 241

Ai01B24185 Araip.B01 24185 p2 (TC)6 12 116168757 116168768 TGAAACGCTGTATTTTGGGG GAGAGAGCGCGTGAGAGAGT 159

Ai01B24186 Araip.B01 24186 c (T)10ctgaaaaattaaattcattaaaactaataaaaaataataatgaaaaaatcaactacaaataaaaaatagtcaaattactatataatttttttcattatc(T)11120 116171499 116171618 CCGCTTTACTTTATGGCGAA GACCTCTACGTTGGGGATCA 245

Ai01B24188 Araip.B01 24188 c (ATC)5aaaaatccagaatcagcaacaacaatactccaaattcaaatttcagcaacaacaatgttccacaacaaatttcacaaaaaatccaattcacagaattcac(AGA)5130 116172068 116172197 CGTCATCCTCATCAGAACCC CTGGGGAGAGAAAGAAAGGG 272

Ai01B24189 Araip.B01 24189 c (AAG)5gaagaggaagaggagtggggatggaacggcgttggcgaggttgaatgttgccgtcatcgtcgatgcaaaaaggaaaagggagagtgaac(GA)6116 116175655 116175770 GGTTGACGCAAAAAGGAAGA CTCTTTTCCTGCATGTTCTCC 244

Ai01B24191 Araip.B01 24191 c (TCT)5cctccttttttattatttttcaatttcgttaccatcgtcaccaacacctct(TCC)5tcttattggaatttcgtctcctccttccttttcatccttctcctcctc(CAT)28213 116201036 116201248 CGTGTTTCTTCTTCTTTACTCTGGA CGATAACGACAATATGTATTTGAAGAA 276

Ai01B24196 Araip.B01 24196 p2 (AG)7 14 116221215 116221228 ATCCTACCCTACCCATTGCC CGACGATGACAAATATCCCC 266

Ai01B24198 Araip.B01 24198 p2 (AC)7 14 116235554 116235567 ACAAGCCAAACCAATCGAAC CCCCTTCCATGTGTGTTCA 131

Ai01B24199 Araip.B01 24199 c (TTAG)5ttg(GTTA)647 116244324 116244370 ATTTCCCTCCTCCAACCATC CTCATGGGTAATCAGCAGCA 194

Ai01B24200 Araip.B01 24200 p2 (GT)6 12 116245142 116245153 TGCACATCAACCAATGTCCT GACCCAATGTGTGACATGGA 260

Ai01B24201 Araip.B01 24201 c (A)10taaaagaaaaagaaaaaatatacatatataaaaaaatgaatgaaaaag(A)1068 116246213 116246280 CTTGGGACATTGGTTGAGGT GGGGAATTTTTGTCCCATTT 232

Ai01B24204 Araip.B01 24204 p3 (TAA)6 18 116255223 116255240 GTGCCTTTGCCACTTTCAAT GCACCATCTTCTTTTGCCTC 213

Ai01B24207 Araip.B01 24207 c (TAT)6tg(TTA)6 38 116258634 116258671 CACAAACCCATTCAGCCTTT CGCCGTACTATTTTGGAGTTTC 214

Ai01B24210 Araip.B01 24210 p3 (AAT)8 24 116272769 116272792 AGCCGTTAAAAGCAAAGCAA GCGTTTTTGTGGATCATGTG 233

Ai01B24211 Araip.B01 24211 p2 (GA)6 12 116272956 116272967 CATGATCCACAAAAACGCAC ACAAACACCGTTCCGTCTTC 207

Ai01B24215 Araip.B01 24215 p4 (AAAT)7 28 116277840 116277867 CGAAAATCTTCCCCCATTTT TACTGGCAACTTTGCTGCAC 274

Ai01B24216 Araip.B01 24216 p3 (TTC)6 18 116287515 116287532 TTCTGTCACCGAAAAGCTGA TTGCACTGAAACCCTATCCC 277

Ai01B24220 Araip.B01 24220 p3 (CAC)6 18 116295423 116295440 GCAGAATTCTTTTCCCCTCC CTGCTTGCCCTTCCATTTAG 120

Ai01B24223 Araip.B01 24223 p3 (GAA)5 15 116308313 116308327 TATCTCCCATGACTCGGAGG ACACAACCCTCTCTTCCCCT 242

Ai01B24224 Araip.B01 24224 p2 (AG)6 12 116313232 116313243 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai01B24228 Araip.B01 24228 p4 (AAAT)6 24 116327725 116327748 TCGAAAATCCTTCACTCATTTTT CCATGATGGAGAAAGGGAGA 124



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24232 Araip.B01 24232 p2 (TA)6 12 116365682 116365693 TGTTGTTACTTGTTTGATATCCATGT GCCACTACGGCAAACTTGAT 132

Ai01B24234 Araip.B01 24234 p2 (CT)19 38 116376395 116376432 TTTCTTATCTTTTTCAAAACCACC GAAGGAGATGAGAGAGAAGGAGAA 244

Ai01B24235 Araip.B01 24235 c (T)12atatttttttcgcta(T)1037 116385731 116385767 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 209

Ai01B24236 Araip.B01 24236 p3 (AGA)5 15 116386622 116386636 GCCTTCGAGCAAAAGAAGAA ACCTCCACTCACCTTCCCTT 243

Ai01B24237 Araip.B01 24237 p2 (GA)12 24 116386773 116386796 TGGGTGGGAAAGAGATTTTG ACCTCCACTCACCTTCCCTT 153

Ai01B24238 Araip.B01 24238 p2 (AG)8 16 116389729 116389744 ACTCAGATGGAAGAGGGGGT TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai01B24240 Araip.B01 24240 p3 (AAT)5 15 116397152 116397166 AACCATGCTTTTATTTGCCG TGCGATGATGTTGCTGATTT 275

Ai01B24245 Araip.B01 24245 p2 (CT)8 16 116454349 116454364 ATTGCCACAGAACCCTCAAG TGAAACTGAAGCAGCAGTGG 262

Ai01B24246 Araip.B01 24246 p3 (TTA)6 18 116465071 116465088 ATAGTGCGATGATGCTGCTG AACCATGCTTTTATTTGCCG 279

Ai01B24249 Araip.B01 24249 p2 (AT)7 14 116477254 116477267 GCAACCTGCTCCTGCTATTC TGCGCACACAACAATGTCTA 258

Ai01B24250 Araip.B01 24250 c (GA)7ggttcgtatgatcagatcagagaacgaagaaaacaaaaacagat(A)1068 116478638 116478705 TCGGAAGACCTTTACGATGG CGGAGGAAGAAGCAAATCAG 169

Ai01B24251 Araip.B01 24251 c (T)10gtagcagaatagaagaaagaagaaaactatgttacagagaaag(A)1164 116484770 116484833 CAACCATTCATCACTGAAAGTCA TTTCTCTAACTTCCTACCCACTTGA 212

Ai01B24256 Araip.B01 24256 p2 (GC)6 12 116566669 116566680 ATTCCCCCTTCAATTCTTGG TATGTTGTTTTGCGCTCAGG 163

Ai01B24258 Araip.B01 24258 p2 (GC)6 12 116569335 116569346 TTTTGTACCAGGAAGGCAGG TGCCTAACTTGCGCCTACTT 155

Ai01B24261 Araip.B01 24261 p2 (AT)7 14 116587019 116587032 CCACAATACCGATCCAAAAA GGATATGGGCGCAGAAGTTA 252

Ai01B24265 Araip.B01 24265 p3 (TCA)5 15 116601113 116601127 CAAAACTCTTCCTCCTCCTCC CCTGCTTCTCCTCTTCCTTG 199

Ai01B24270 Araip.B01 24270 p4 (GATG)6 24 116623005 116623028 GTGTCACCGTGTCCATGTCT GGGCATGTGAACTCAAAGGT 246

Ai01B24271 Araip.B01 24271 p3 (TTG)9 27 116624591 116624617 CAAACAAGGCCTTCCAAGAA CTCACGTGACCAACAACACC 270

Ai01B24272 Araip.B01 24272 p2 (AC)8 16 116625483 116625498 AAAAGGGAGATGACACCACG ATAACGGCCAGATTGTGGAA 266

Ai01B24279 Araip.B01 24279 c (A)11tttctcctttgttttcgaaaaaaaattt(A)1150 116636751 116636800 TCGAGTTTGGACAACTGACG GCCAAAACCTCTGTCCAAAA 263

Ai01B24280 Araip.B01 24280 p2 (CT)9 18 116638127 116638144 CATTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 275

Ai01B24281 Araip.B01 24281 p2 (TC)6 12 116638291 116638302 TCGAAAATATCTTTCCTCTTTTTCA ACAGATGGAAGAGGGGGTTC 227

Ai01B24283 Araip.B01 24283 p3 (TTC)5 15 116640701 116640715 TTGCTAGTCAGCACGAATGG CGGAGCTTCCAACTTCAAAC 266

Ai01B24284 Araip.B01 24284 p2 (CT)6 12 116642699 116642710 TTGAACCTGGAATTGGAGAAA AGCGATTTCTGGACCCTTTT 232

Ai01B24286 Araip.B01 24286 p3 (TTG)8 24 116671578 116671601 TTTGTGTTGGAGAGTGCTGC ACCTTGTATTTCAGCCCGTG 201

Ai01B24287 Araip.B01 24287 p2 (GA)6 12 116673858 116673869 TGCACAAGAAGGATGAATGC CATTTGACATGTCTCCCGTG 201

Ai01B24288 Araip.B01 24288 p3 (ATA)7 21 116678851 116678871 TTCATGCATCAGATCCTCAGA TGACTCCTGATCCTTTTTGTGA 176

Ai01B24291 Araip.B01 24291 c (AT)8gaatagagttccaaaaggtaattacataatcaagttctagannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagc(AT)13139 116686398 116686536 GCATCAGTCACGAAAAACGA TGTCTTTTGGCTTATTTTTGGG 217

Ai01B24292 Araip.B01 24292 p2 (TC)7 14 116712153 116712166 TGTTGCACACAGTATCACGG ACACAAAGGAGCGAGAGCAT 171

Ai01B24294 Araip.B01 24294 c (A)10gaagaagaatagctctc(GT)639 116718521 116718559 AAGGCATCTCTCTCAAGCCA GAGAAGCAACAGCTCCAACC 216

Ai01B24295 Araip.B01 24295 p3 (TCT)5 15 116725589 116725603 GCCTTCCCACATTCTTTCAC TAGTGAATGCTTCCATTGCG 107

Ai01B24299 Araip.B01 24299 p2 (AT)8 16 116738456 116738471 TGGACAGTCCCTTTTTGTGC ATCGCAAGATATGACTGGGC 256

Ai01B24300 Araip.B01 24300 p3 (AGA)5 15 116742211 116742225 CTCCACACTTCTACGGCACA CGTCCTGGTCATCTTCATCA 197

Ai01B24305 Araip.B01 24305 c (TA)10cgtgtgtgtaactcgtaaacgagttctcagatcttctctccttgttgttg(TTC)688 116759957 116760044 CAAAAATCAAATCGGACCGT TCCATTTTTCTCACTCACATGAA 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24307 Araip.B01 24307 c (TA)10cgtgtgtgtaactcgtaaacgagttctcagatcttctctccttgttgttg(TTC)688 116761233 116761320 CAAAAATCAAATCGGACCGT TCCATTTTTCTCACTCACATGAA 255

Ai01B24315 Araip.B01 24315 p2 (TA)7 14 116779217 116779230 ACGGCTAGGGTTTCACCTTT TAGTGGGGACGGATAGCAAG 146

Ai01B24317 Araip.B01 24317 p3 (TTG)9 27 116786218 116786244 TTGCGTCGTTTGATTCATGT GCTCATGAACTTAGCCCGTC 279

Ai01B24319 Araip.B01 24319 p2 (TA)6 12 116788928 116788939 AAGACGACGAGTATGGGCAG ACAAACGCATGAAACCATGA 235

Ai01B24322 Araip.B01 24322 p2 (AC)7 14 116822630 116822643 AACAAAACAGCAGCCCAGAC AGACCAAGTGATTCAGGCGT 259

Ai01B24326 Araip.B01 24326 p2 (AG)9 18 116834603 116834620 CATCATCGCCAAGTTGTTTG AACTAAGGCCCTACGACGGT 251

Ai01B24327 Araip.B01 24327 p2 (AT)7 14 116842327 116842340 AAACTTCGCAGGCTGTGACT TCTAGCCGTAAAGCAAGGGA 205

Ai01B24328 Araip.B01 24328 p2 (TA)6 12 116850120 116850131 TCTCTTTCCTTCTGCCCGTA GTGCACCGGTACTCTCCAGT 189

Ai01B24330 Araip.B01 24330 c (TA)6aaaaat(A)10 28 116850863 116850890 TTTGCCTTAGCTTTGCCACT TGAAGCGTCAACACCAAACT 253

Ai01B24332 Araip.B01 24332 p2 (AT)9 18 116860703 116860720 GCTTAGACTCTGTTGGACGAAAA CATCAAAATCAAACCATACATTTCA 144

Ai01B24334 Araip.B01 24334 p3 (TAA)5 15 116877456 116877470 CATATTGCCACCCCTACTGC CGGTGTCATCTTCCTTGGAC 263

Ai01B24341 Araip.B01 24341 c (CAC)7catct(CCG)541 116886939 116886979 CCTACGATCGTGTCTCGTCA GGGAAGACGCATTGTTGTTT 180

Ai01B24345 Araip.B01 24345 c (A)10tag(A)10 23 116915229 116915251 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTCTTGGTTTT 114

Ai01B24346 Araip.B01 24346 p2 (CT)19 38 116925221 116925258 ATGACATCAGAGAGGAGGGC ATCTCTCGCTCAACCGTCAC 277

Ai01B24347 Araip.B01 24347 p2 (GT)6 12 116925420 116925431 CTCTCGACATCAACAGCGAC AACCCTCATCTCTTTACCCTTTT 198

Ai01B24348 Araip.B01 24348 p2 (AT)9 18 116926315 116926332 TGTCAGCGTCAATTTCTTGC TGCATCATCGGTTTTGTTTT 239

Ai01B24349 Araip.B01 24349 p4 (TATG)8 32 116926460 116926491 TCGCTTGCGAAAATCAATAA CTAGACTCGACCTGCGAAGC 129

Ai01B24350 Araip.B01 24350 p2 (AG)6 12 116938182 116938193 CTTGGAGCCTCTGTCCTACG GATACGCCTTCGCGATTTTA 227

Ai01B24351 Araip.B01 24351 p2 (AT)7 14 116947873 116947886 TTTCGACTCTGCCACTCTGA TTTCCTCGCCTTTGTTATGG 245

Ai01B24353 Araip.B01 24353 p2 (GA)7 14 116951889 116951902 AGCGATTGAGAGAAGGTTGA CCTCCTCTCTCTCCCCTCAT 260

Ai01B24363 Araip.B01 24363 p2 (CT)12 24 116994801 116994824 CCTGTGATTGTAGAAGCAATCC CGGCCCAGAAAACACATATT 194

Ai01B24365 Araip.B01 24365 p4 (TTTA)8 32 116998293 116998324 ATAACGAACAAGTGACGCGG CTCGCCAGATGTCCAACTTA 258

Ai01B24366 Araip.B01 24366 p2 (CT)7 14 117001139 117001152 CATGAAAAGGTTCATAAGCCAA GTGGGAGAATGCATCCAAAT 243

Ai01B24367 Araip.B01 24367 c (AG)11aa(AG)9 42 117007563 117007604 ATGCAAGGTGCCCTAGAAAA TCAAGCATCCCTTCTCTGCT 152

Ai01B24368 Araip.B01 24368 p2 (AT)15 30 117008707 117008736 TGCATGCTCCATCTAATCCA GATCCATCTCAGGGTGCTTC 221

Ai01B24369 Araip.B01 24369 p2 (GA)10 20 117010590 117010609 ACCATAACAAAGGAGGGGCT CTCTTCTCCGATGAACCAGC 265

Ai01B24370 Araip.B01 24370 p2 (AG)10 20 117010725 117010744 CCGTTAGGTTGCTGGTTCAT TCATCATCCTCCTCCTCACC 257

Ai01B24375 Araip.B01 24375 c (A)11gaggaggaagaggaggaaggaggaggatcagaggcggtggtggtaaagaaggagatggtgatgatgata(ATG)8ataatgataacgaaggtga(AGG)5138 117032787 117032924 AGATGATGACGACGATAGTGATG TTCGTTCTCGTTGTTCTTCG 206

Ai01B24378 Araip.B01 24378 p2 (TC)6 12 117050547 117050558 ACACCACCTTCGACCTCATC TTAGGAACACCTCCCTGCAC 239

Ai01B24379 Araip.B01 24379 p4 (AATT)5 20 117056949 117056968 TCGAAAATTTCTCTCTCTTTTCTCTC AATTGGCAAGAAGCTCCAAG 271

Ai01B24381 Araip.B01 24381 p2 (AG)19 38 117077974 117078011 AAGCACCGGAAGGAAAAACT CTCTCTTCTGTGCCCAGCTC 187

Ai01B24383 Araip.B01 24383 p2 (AC)6 12 117093101 117093112 AGCTGCACACACAACACACA GCTTTCTCCCCCTTCATTTC 117

Ai01B24384 Araip.B01 24384 p2 (AG)7 14 117093610 117093623 TGTTGTTCACAAGCTCAGCC CTGGCACAGGTCTCCTCTCT 196

Ai01B24385 Araip.B01 24385 p2 (TA)10 20 117096700 117096719 TTCCCCTCGCCTTTAATTTT GCTCGGGTATTACGACGACT 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24387 Araip.B01 24387 p3 (ATC)6 18 117111868 117111885 TCAACAACACCACTCCAACAA ACGGCTGAGTTAACGGAGAA 222

Ai01B24389 Araip.B01 24389 p3 (CAC)6 18 117115330 117115347 CACCACCACGCATTAAACAC AGGTTGTTGTTGAAGGTTGGA 124

Ai01B24390 Araip.B01 24390 c* (A)10(ATC)6* 27 117115469 117115495 TCCAACCTTCAACAACAACCT CTACGGCTGAGCTAACGGAG 274

Ai01B24391 Araip.B01 24391 c (ACC)5tccctgacgatgacgaggaacacaaggtgaaggcaagggccaggtgcggtgaggcgagggcgagtcacggcgttgcaagggcaagggtgaggct(TC)19147 117115846 117115992 GAGAGGGAAGGAAATGGGAG TGCCAGTCTCCTCTTCAACC 259

Ai01B24392 Araip.B01 24392 p3 (TTA)5 15 117117355 117117369 CACACCCTATGAGTTTCCTCTTTT AAATTGATAAAGGAACATGACACC 280

Ai01B24396 Araip.B01 24396 p2 (TC)12 24 117122983 117123006 TGTTTGACCTGATTGCTCCA CGGCAAGAAGAGAGAGAGGA 275

Ai01B24397 Araip.B01 24397 p3 (CTC)5 15 117123124 117123138 CGTCTTTCTCCCCCTTTTTC TCTCCCCTTCCCTCTCTCTC 253

Ai01B24398 Araip.B01 24398 c (AG)6aaaaagagaaaagaaaaaaaagagagaaagagatagaaagagaggggagggggagagaagagagggaaaggggagagagagaa(AG)6aagaaaaaaagagaggagaaaggagagagataagagagaggaaaagagag(GA)8173 117123371 117123543 GGAGCGAGAAAGATAAAGAAGG CTCATCTCTCCCCTTTCCTCT 265

Ai01B24399 Araip.B01 24399 p2 (GA)10 20 117123656 117123675 GAGAGGAAGGGGATGAGAGA CCCTTCCCTCCTCTTTTCTTT 266

Ai01B24400 Araip.B01 24400 c (GA)6aaagaaaagaggagggaagggaggaagggagggagagagagatagagaagtagagatagagggaaaggagagagagaagt(AG)7106 117123831 117123936 GAGAAAGAAATGGGAGGTGGA CTTCCTTTCTCTCCCCCTTG 169

Ai01B24404 Araip.B01 24404 p3 (TGA)5 15 117169964 117169978 CCAAGCTAACTATGCCGAGC CTGGACATCGGGATCAGACT 280

Ai01B24405 Araip.B01 24405 p3 (TTA)9 27 117183189 117183215 TGCAGTTCTGTTGTAACGGC TCGGCTGAAACTTGACCTCT 275

Ai01B24412 Araip.B01 24412 p2 (CT)7 14 117200039 117200052 CATCAACCCAACCATAAGGG AGAAACGTGTGGGTAGTGGG 266

Ai01B24413 Araip.B01 24413 p2 (TA)10 20 117200609 117200628 CAGAACACGGTGAATAGAGCA TGCACCATTCTGATAGCGAG 275

Ai01B24414 Araip.B01 24414 c (TGA)6aa(AAG)5 35 117202442 117202476 TCTGTTTCTTCTTCTTTGTTTGATTT GAATTTTCGGTGTATGTGTGCT 228

Ai01B24415 Araip.B01 24415 p3 (AGG)8 24 117202905 117202928 ATTGAACCACACATCAGCCA TCACTGCTGCACGTTCTTCT 267

Ai01B24416 Araip.B01 24416 p3 (AAT)5 15 117205571 117205585 TGGTGTCCTCTCCAGTGAAA GTTGCACCCACTTCTGATCC 219

Ai01B24417 Araip.B01 24417 p2 (AG)9 18 117211781 117211798 GCCAGAGAATGGAGGAATCA GCCAAATTGGTAACATAAGTCAGA 229

Ai01B24420 Araip.B01 24420 p6 (TATTTT)5 30 117224249 117224278 TTTTAAGTGTGGGGAGGTCG AAAGTGCAAAATGCGGAAAT 178

Ai01B24421 Araip.B01 24421 p2 (AG)8 16 117226529 117226544 GCCAGAGAATGGAGGAATCA GCCAAATTGGTAACATAAGTCAGA 227

Ai01B24423 Araip.B01 24423 p2 (TC)6 12 117246189 117246200 ACGCACCACACCATACTCCT GCGAAGAGAAGCAGAGCAAT 135

Ai01B24426 Araip.B01 24426 p5 (TTTTA)8 40 117262883 117262922 ACAGGGAGCTCACCAAATGT GTCTCCCATCTCTTTGCGAC 280

Ai01B24427 Araip.B01 24427 c (A)10ttcaaattttaatcttcaaatttcaattttaaaaattcaaaattcaaattttaattttcaaattcaaaattttgaatttcaaatttgcttttatttttg(T)10119 117266912 117267030 TTGCAAACGTGTGCCTTATT GCGAGAGGGGTGATAACTCA 258

Ai01B24430 Araip.B01 24430 c (T)10caagacttgtgcaaagcgtgaaaatattttgtacataatctttcagataagtaataaa(AAT)16116 117272680 117272795 ATGGGCCCAATAATTGAGTT TTTGAATATTTGAGTTTGATGTGC 195

Ai01B24432 Araip.B01 24432 c (T)10caagacttgtgcaaagcgtgaaaatattttgtacataatcttttagataag(TAA)13c(AAT)6119 117275588 117275706 ATGGGCCCAATAATTGAGTT TGAGTCAGGATTTGTTTGAGTGA 272

Ai01B24436 Araip.B01 24436 p2 (AG)6 12 117285181 117285192 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 228

Ai01B24437 Araip.B01 24437 p2 (AG)6 12 117286835 117286846 AAGACCAAGGGTTGAAGGGT TCACCAAAGTGTGATGGAAAA 171

Ai01B24441 Araip.B01 24441 p2 (AG)6 12 117298614 117298625 AAGACCAAGGGTTGAAGGGT TTGCAATGGATCTCACCAAA 181

Ai01B24446 Araip.B01 24446 p2 (TA)9 18 117337900 117337917 CGTGGAAGGAGTCCCATAGA GCGTAAAAGGACAAATTATTGAAA 222

Ai01B24448 Araip.B01 24448 p2 (TC)6 12 117349526 117349537 AAAATGGAACTCGTGTTGGC GTGACCTCGGCAAGTTTCTC 269

Ai01B24452 Araip.B01 24452 p3 (TCA)6 18 117364167 117364184 GGCTTTCTGCTCTTGTGACC ACGTGGTTGAGGATTTGGAG 223

Ai01B24461 Araip.B01 24461 p4 (AAAT)7 28 117399192 117399219 AGATTGCAAAAGGGTCATTG GGATATGCATGCTTTCTTTCCT 210

Ai01B24462 Araip.B01 24462 c (A)10gaaaagaaactttttaaaaacacaaatggcaaaaagaaaag(A)1061 117399386 117399446 TTAAAGTGGCTATTATCCGTCC TCCAATGAGGGAAACCAGAG 226

Ai01B24465 Araip.B01 24465 p2 (CT)8 16 117402304 117402319 TCTTGTGAATCAAGTCATTAATTGTG GAAAAAGGGGGAGATATTTTCG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24467 Araip.B01 24467 c (AAC)6atcaacaacaatatcaagaagaagaagaaa(AAG)666 117411639 117411704 TGAAGACGACAAGGACGATG TCGTCATCACTACTGCCACC 156

Ai01B24469 Araip.B01 24469 p2 (TA)7 14 117413905 117413918 TGGGTTTGTATCACTTGAGATATTG TTTTGTAGGTTTTTCTTTGACATTTG 249

Ai01B24473 Araip.B01 24473 p3 (AAG)7 21 117421761 117421781 AGTTCGTGGATTTCTGCCAC GCTCCTCATCATCAGCATCA 263

Ai01B24475 Araip.B01 24475 p2 (AT)8 16 117427706 117427721 TGCTCTTATTTTTGACATTCTCTTAT CCAACACAAACAACAGCATC 280

Ai01B24481 Araip.B01 24481 c (GAA)5aatatggaggaga(AG)640 117509733 117509772 CGGTCTTAGGTGCCATCAAT ATCTTACCCCCTCCCTTCCT 237

Ai01B24485 Araip.B01 24485 c (T)15cattacaaaataaatactttagatttgttttctaaaattactctatcaaatacactgtaaattg(A)1190 117522610 117522699 CCTTGAAAAATCATCCCACA GCAATTGTGGCTATAGGTATTGG 270

Ai01B24488 Araip.B01 24488 p3 (TCT)5 15 117538266 117538280 AAGGGATAACCCTAGCTCGC GAAGGGTGAGATGGGTGAGA 227

Ai01B24489 Araip.B01 24489 p2 (TC)6 12 117538385 117538396 AAGGGATAACCCTAGCTCGC GAAGGGTGAGATGGGTGAGA 227

Ai01B24493 Araip.B01 24493 p2 (AG)7 14 117554937 117554950 CTTGCTCAGTGTTGCCTTCA TTTCAAAATTTGTTTCAACTAACCA 164

Ai01B24495 Araip.B01 24495 c (AT)24aaacgaaaaaaagaaaaaag(A)1684 117561465 117561548 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 192

Ai01B24499 Araip.B01 24499 p2 (GT)7 14 117571898 117571911 GCCTTCGATCATGGCTTTAT TGTGGTGGCAATACTTTTGG 224

Ai01B24500 Araip.B01 24500 c (T)11acattcgataaaaacattgttggtcactttgtttatacaagttaacaaatcacatgctccaaact(A)1288 117580270 117580357 GGGCTGGCTTCTTTCTTTTT CATCTCTCAATGGATAAGAGCAAA 153

Ai01B24505 Araip.B01 24505 c (T)10gcgtgc(T)11 27 117597301 117597327 AGGTGTGATTGTTGCTTTTTCTT GATGGTCGCAGCAATAATGA 100

Ai01B24506 Araip.B01 24506 c (A)11ctaaatcacc(A)1132 117597501 117597532 TTGTCATTATTGCTGCGACC GCACAAATTTTTCTGTGCTGTG 280

Ai01B24507 Araip.B01 24507 p3 (ATA)5 15 117598086 117598100 AAGCGGAACAATGTCTTTCTC CCGAATTAAGAAGAAAAGGGAA 216

Ai01B24510 Araip.B01 24510 p3 (CCA)5 15 117604073 117604087 ATTGCCACCAGATCCATAGC GTCGCCGGATTAGGGTAAAT 230

Ai01B24511 Araip.B01 24511 c (T)11cggtggacaaatttattgtttttcgtcatcaatgaatta(T)1060 117606184 117606243 GGAGAAAGCAGGGAAAAAGG TGCTGGTTTGATATGCTTCG 268

Ai01B24512 Araip.B01 24512 p3 (TGA)5 15 117608962 117608976 GGAGGTTATGGAAGTGGGCT CTCCTCCTTGTCGGTTTCTG 223

Ai01B24515 Araip.B01 24515 c (TGG)5gttggtgacagtggaggtggtggggtgaggaaggtgaaaaggaga(ATG)575 117616263 117616337 GGTCTGGGGTCAAAATCAAA ATCATCCCCAACGTTCAAAA 266

Ai01B24517 Araip.B01 24517 p2 (TA)6 12 117622239 117622250 AGTAGGGACGCCAACACAAC CCATAAACACCATCCAAGCA 150

Ai01B24519 Araip.B01 24519 p2 (AG)6 12 117632340 117632351 GATGGTTCGGATTTTTGGTG TTCTTACCTTTTTCAAAACCACCT 273

Ai01B24520 Araip.B01 24520 p2 (AT)9 18 117632910 117632927 TTTGAAAAAGTCAAATCTAATTTTCG ACATGCATCCCTTGTTTTGA 158

Ai01B24523 Araip.B01 24523 p3 (AGA)5 15 117636997 117637011 CCATGAATGGGCTCTCTTGT CACACATCCCTCCATCTCCT 276

Ai01B24524 Araip.B01 24524 p3 (AAT)6 18 117638702 117638719 CAGGTTCTGGATCTGCTTCA CTCCCTCATTCCCCAAAAAT 204

Ai01B24525 Araip.B01 24525 p2 (AG)6 12 117639033 117639044 TTTTGAAAAAGGGGGAAGAT TCTTCTTATCTTTTCAAATTTGTTTCA 127

Ai01B24529 Araip.B01 24529 p2 (TC)16 32 117648131 117648162 CTGCACAGCTTCCCTGATTT GGGGAGAAGAAGAAAAGAAAACC 186

Ai01B24530 Araip.B01 24530 p2 (AT)12 24 117654980 117655003 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 216

Ai01B24532 Araip.B01 24532 p3 (CAA)5 15 117664702 117664716 TGTGGCAAGTAACGGTGCTA GAAGCAAGACAGCCATCCTC 217

Ai01B24540 Araip.B01 24540 c (GT)6ttgtgtgtagctttttttatttcatt(A)1250 117711953 117712002 TGAAACTATTCCAAAGCGTGA AGCCATGTCCAGCAACTCTT 234

Ai01B24548 Araip.B01 24548 p3 (AAT)5 15 117722067 117722081 GGGCTGATGGGTTCTAAACA AAATTACGATGGGGACGGTT 280

Ai01B24550 Araip.B01 24550 p3 (AGA)5 15 117722924 117722938 GGAAGAAGAAGAATTTGTTTTTGG AATCAAAACTGTCCCCGATG 276

Ai01B24561 Araip.B01 24561 p2 (TA)12 24 117860181 117860204 GCCAAGGTACAGGTAGGGGT CATTGGGGTAATTTTGTCCCT 278

Ai01B24562 Araip.B01 24562 p2 (GA)9 18 117862626 117862643 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 256

Ai01B24563 Araip.B01 24563 p2 (TC)9 18 117875918 117875935 CAAAAACCCTTACCGGCATA GTCGTCGTTGAAAGCAGGAT 275
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Ai01B24565 Araip.B01 24565 p2 (CT)14 28 117886549 117886576 ATGGCTCTTGGAAGGTGATG GCCAAACAGGCTAAAACTGC 183

Ai01B24567 Araip.B01 24567 p3 (AAT)5 15 117894660 117894674 TTTGACTGGAATGCAAGCTG GCCAAACCTATTTCTTCCACC 228

Ai01B24571 Araip.B01 24571 p4 (ATAA)5 20 117942116 117942135 GGGAACTTGGGTTGATGAGA TTGGGGTAATTTTGTCCCCT 176

Ai01B24573 Araip.B01 24573 p2 (AG)7 14 117952561 117952574 CAAGAGGAAGAGAGGGTTCG TTCTTATCTTTTTCAAAACTGCCT 275

Ai01B24574 Araip.B01 24574 p2 (AG)9 18 117962243 117962260 GCCTTCAGATGTAAAGCAACAA GGGAGCTCGCCAATTTAGTT 270

Ai01B24577 Araip.B01 24577 p5 (AATAA)6 30 117967664 117967693 GTCGCGTGGGAAGTGTAGTT CCGTGGTATGATCGTTCCTT 226

Ai01B24578 Araip.B01 24578 p2 (AG)7 14 117970289 117970302 GCTGGAATAAAAATGGCTTCA GGGAGCTCGCCAATTTAGTT 280

Ai01B24580 Araip.B01 24580 p6 (TATTTT)5 30 117985737 117985766 GCATCGAGGACGATGCTATT CCAAAGTGCAAAATGCATAAA 207

Ai01B24581 Araip.B01 24581 p2 (TA)8 16 117985959 117985974 TGCATTTTGCACTTTGGTTT TCAATGTGAATCTTTGAGTGGC 240

Ai01B24582 Araip.B01 24582 p2 (TA)15 30 117986866 117986895 AGGGGACAAAATTACCCCAG TTTCAAGGTTGTAATGGGGC 277

Ai01B24583 Araip.B01 24583 p2 (AG)7 14 117990000 117990013 CTGTAGAAAACGCCCTCAGC GGAACATTGAACCTGTGATTGA 260

Ai01B24584 Araip.B01 24584 p2 (AT)8 16 118023128 118023143 TGGCATATGAGAAATTGATTTGA TCAAAAACTCACGGGTTGTG 267

Ai01B24587 Araip.B01 24587 p2 (TC)7 14 118037090 118037103 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 182

Ai01B24589 Araip.B01 24589 p2 (TA)6 12 118043651 118043662 ACAAACATAAGGCCTGGCAC TCAAGCATCCCATAATACCCA 255

Ai01B24590 Araip.B01 24590 p2 (TC)7 14 118044200 118044213 GGCCCAGATCCAAGTACAGA TTGGATCCAGAGTTACTCCCA 183

Ai01B24591 Araip.B01 24591 c (AC)10(TA)17 54 118047305 118047358 GGGCTAAGGTAAGGGTAGGG TCAATGCATGTGTGGTGAAA 229

Ai01B24593 Araip.B01 24593 p2 (CT)7 14 118060619 118060632 TGGAGTTCATAAACCAAAGTGG AATAGAGGCTGCAGAGTGGG 247

Ai01B24594 Araip.B01 24594 p2 (TA)8 16 118061307 118061322 GAAGGCAGAATGGTGGAACT CCAGTGAGGGTTCAATTGCT 278

Ai01B24595 Araip.B01 24595 p2 (AC)6 12 118061740 118061751 TTTCAAGGTTGTAATGGGGC GGGACAAAAGTACCCCAATG 254

Ai01B24597 Araip.B01 24597 p3 (GTA)5 15 118088688 118088702 TGCTACTGAGGATGTGGCTG TTATTTGGTGCGTCATGGAA 275

Ai01B24599 Araip.B01 24599 p2 (CT)6 12 118095091 118095102 AAAATCCAAAAACCTAGAGAGAGGA AACGCGTACGTGTGACTGAC 240

Ai01B24601 Araip.B01 24601 p2 (AG)8 16 118102737 118102752 AAAGAGGGAAGGGATTTTCG TTTCAAATCTTTTTCAATCAACCA 113

Ai01B24603 Araip.B01 24603 p2 (TC)6 12 118110649 118110660 GGTTTCCCCTCTCTCCTTTG GTCACCGTTGAGAGCAGGAT 247

Ai01B24609 Araip.B01 24609 p2 (AC)7 14 118130974 118130987 GTTGTAATGGGGCTAAGGCA GCAAAAGTGGAAATTTTGGG 155

Ai01B24610 Araip.B01 24610 p2 (AG)6 12 118137393 118137404 CGGAGATGAGAAGCACACAA TTGCACACGGTATCACGGTA 179

Ai01B24612 Araip.B01 24612 p3 (ATT)8 24 118143688 118143711 TTGGCAGGCAATAAACATCA GACGTGATGAACTGGCATTG 253

Ai01B24615 Araip.B01 24615 p3 (TTA)6 18 118157737 118157754 TTTTGTTGTTGACTGGCACG AAGGCTTTGAATTTTGTGTTTCA 277

Ai01B24617 Araip.B01 24617 c (GA)18agacgcacgtgcgtacctgctgggttgaaaacccgattcacaaactgacggcga(AG)7acaacagaagagtgcaaagtcttctga(GT)7(GA)7159 118165174 118165332 CGTATCGGAGAACAAGCACA CACAAACACATCAACCTCCG 237

Ai01B24620 Araip.B01 24620 p3 (TTC)5 15 118177764 118177778 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai01B24624 Araip.B01 24624 p3 (CAT)5 15 118201659 118201673 TCCTCTCCGGAGTGTTATGC TTCTACTCAGAATTCGAACCCC 271

Ai01B24625 Araip.B01 24625 p3 (GAA)5 15 118229811 118229825 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 259

Ai01B24628 Araip.B01 24628 p5 (AAGAT)5 25 118275347 118275371 TTCAAAGGCAACTTGAGCCT CCTGGGTGCTCCAGTGTATT 152

Ai01B24632 Araip.B01 24632 p2 (AG)17 34 118332774 118332807 ACACCATGAACTCCTCCACC GCCGATTGATGGATTTGTCT 176

Ai01B24638 Araip.B01 24638 p3 (TGT)5 15 118353701 118353715 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24639 Araip.B01 24639 p3 (AGA)5 15 118358154 118358168 TAGAATATTGCTCGCCCTCG ACCCTTCACCACTCACATCC 151

Ai01B24640 Araip.B01 24640 p2 (GA)7 14 118361180 118361193 GAGGGGGTTCGAATTTGAGT TCGAAAATCCCTCCCTCTTT 202

Ai01B24642 Araip.B01 24642 p2 (AG)6 12 118374696 118374707 CAGAGGGTAGCATCGGAGAG AACAGGGACCCCCTTTTCTA 206

Ai01B24643 Araip.B01 24643 c (T)11cgcctatatttc(T)1134 118393629 118393662 TGCTCTTGCCTCTTGGTTTT ATGCCTCAAATGCACTTTCC 200

Ai01B24644 Araip.B01 24644 p3 (GAA)5 15 118394767 118394781 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 164

Ai01B24645 Araip.B01 24645 p2 (AG)7 14 118396331 118396344 TGGTGAGTGATGTGAGGAAGA TTTTGTTTGTTTCTTACCTTTTTCAA 278

Ai01B24646 Araip.B01 24646 p3 (CCT)6 18 118402337 118402354 TAAATCCTTCTGCCGAGGTG CCAAATGTCAAAGTCAGCCA 260

Ai01B24647 Araip.B01 24647 c (T)12gcta(T)10 26 118410080 118410105 TGGCTTTTTCTGCTTGCTTT TCCTCAAGAAGGAAACACCG 212

Ai01B24648 Araip.B01 24648 p3 (GAA)5 15 118411465 118411479 TTATGCTTTTGCCACACCAA CCCACAACACAACCCTCTCT 145

Ai01B24649 Araip.B01 24649 p2 (AG)6 12 118413800 118413811 CGGATTTTTGGTGAGTGAGG TTGATTTTCAAATTTGTTTCAACT 280

Ai01B24660 Araip.B01 24660 p3 (TAT)5 15 118470405 118470419 GGCAGTTACCGAAGGTGGTA ATTTGCTGTGCATGGTCTCA 243

Ai01B24675 Araip.B01 24675 c (TCT)5tccctatggtgaatgaaaagctttcaacttttgtcaaataattctcctcaga(TTC)891 118483894 118483984 CTTGTGCTGTCTCCTCCTCC TGTTGTGAAACCAAATCTAGAAAA 267

Ai01B24677 Araip.B01 24677 p3 (CAA)5 15 118485031 118485045 GCGTGCCTCAATTTTCATCT GGGATGAGGCATCACTTGAG 179

Ai01B24680 Araip.B01 24680 p3 (TCC)8 24 118492156 118492179 GCAGAATTTGGGATTGGAGT GGAAGAGAGAAGAGAAGAGAGTTCTG 278

Ai01B24681 Araip.B01 24681 c (T)10ctatttctctcatttttttcaaccactcnnnnnncattttattcatccactctatctct(TA)1089 118495638 118495726 TAGGTCGCAATACCACACCA AAAATGTCATGTTGTACACTTGATTG 266

Ai01B24684 Araip.B01 24684 p2 (TA)7 14 118523193 118523206 TTTGGCGGAGATCCTTGTAT TATCAAGACTCGGGACTCGG 223

Ai01B24685 Araip.B01 24685 p2 (TA)13 26 118530196 118530221 TCATTTGGGTTCTTTTGGGA TATCAAGACTGGGGACTCGG 111

Ai01B24688 Araip.B01 24688 c (T)14cc(T)10 26 118534813 118534838 TTTTCGTCCCTAACGTTTGAA TGGCCATAGCTAGTGGTGGT 168

Ai01B24690 Araip.B01 24690 p2 (TC)9 18 118540755 118540772 ATCCCCACCTACCTCCACTC GGATGGGAGTGTGTATTCGG 184

Ai01B24692 Araip.B01 24692 p3 (TTC)5 15 118545252 118545266 TTGGTTTGTGTTTGGGTTGA AAAAGAACAACGATGGGGAG 237

Ai01B24694 Araip.B01 24694 p5 (TTTTC)8 40 118550276 118550315 TCACTCCCACTCATGCATTT ACCGAGTCACGTCCCTTTTT 280

Ai01B24695 Araip.B01 24695 p2 (TA)10 20 118551026 118551045 CGAAGATACAACGCTCACGA GGTTGACCTGGAGAAACAGG 194

Ai01B24698 Araip.B01 24698 p2 (TA)6 12 118564345 118564356 TGTTACGGTACTCATAATTACAGGG ATATTGGTGACAATGCGTCG 244

Ai01B24700 Araip.B01 24700 c (TA)6tttttttactctacatggccttagtaattaatatgtaaattc(T)1064 118565706 118565769 GGGGAGACTATGCCATTTGA CCCCTCCAGAGATCATTTCC 280

Ai01B24703 Araip.B01 24703 p3 (AAT)6 18 118573741 118573758 GAGAAGAGAAAGGCATGCAAA CCGTAAGTCCGTAACCCAAA 273

Ai01B24705 Araip.B01 24705 p2 (TA)9 18 118574165 118574182 GCACGGCAAATTCCTCTATT TTATATAGGTGGGACCAAGAAAAA 266

Ai01B24707 Araip.B01 24707 c (AC)10tagagtcggtccaggatatagtacctgcacactctagtg(AT)773 118576493 118576565 GGAATCAAGATCACCCCTGA TTACGACGCAAGGTAAGGCT 255

Ai01B24708 Araip.B01 24708 p2 (GT)7 14 118579630 118579643 GGAGCACCGTAGCTCAAGAT TGGGTCAAACGGGTTAAAAA 211

Ai01B24709 Araip.B01 24709 p2 (TA)14 28 118580138 118580165 ATTTTTGCCCTCGAAAATCC AAATTGGAGAATGAGGTGCG 171

Ai01B24721 Araip.B01 24721 p2 (TA)6 12 118619101 118619112 TGTGTGAACATTTTGCGCTT AATTATCCCAAAAAGGCGCT 267

Ai01B24722 Araip.B01 24722 p2 (CT)7 14 118643721 118643734 AAGGGGGCATGGAAACATA GGGGGTCATGGTTTAGTTTTT 279

Ai01B24724 Araip.B01 24724 p2 (AT)11 22 118670571 118670592 CAAACAAAGCAAAATGCCAA ATTCATCATTTTGGGGCGTA 194

Ai01B24729 Araip.B01 24729 p2 (TG)6 12 118702378 118702389 CCAATTTGCGAAGAAAGCTC CAGATCTGGGGAGGAAGATG 177

Ai01B24736 Araip.B01 24736 p2 (AT)13 26 118725584 118725609 AATGCATGACATGAACCGTG GCTCAGAGCTTTGGACCTTG 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24739 Araip.B01 24739 p2 (AT)24 48 118736184 118736231 TTGAATTAATTGTCGGTTGCTG CTAGGGTTGCTTTCACAGCC 235

Ai01B24740 Araip.B01 24740 p2 (CT)7 14 118748406 118748419 CTTCTTATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 271

Ai01B24741 Araip.B01 24741 p3 (ATT)5 15 118748767 118748781 TCGAAAATTCTCCCTCTCCC TTCTTGTCCTTGCTCCTGCT 261

Ai01B24747 Araip.B01 24747 p2 (CA)8 16 118829700 118829715 CACACTCTTCCCAACACCCT AAAGAGAGAGGGGACTTCGG 250

Ai01B24750 Araip.B01 24750 p2 (CT)6 12 118863297 118863308 TTATCTCCCATCTCCTTGCG TGAGTTCAAGCACAAGCCAC 177

Ai01B24751 Araip.B01 24751 p3 (TAT)6 18 118863632 118863649 TTCGAAAATTCCCTTCCTCC CAAGGAAGAATGGCCAGAAA 213

Ai01B24753 Araip.B01 24753 p4 (CTAA)5 20 118874678 118874697 GCTTTGAAGGCAACCCATAA ATCACCATCCACCATCACCT 244

Ai01B24756 Araip.B01 24756 p3 (AAT)5 15 118890192 118890206 CAAGGAATTGCAGGGAGGTA CCAATTTCTCATACCTTGCCA 146

Ai01B24757 Araip.B01 24757 p2 (TA)6 12 118891852 118891863 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 220

Ai01B24761 Araip.B01 24761 p3 (AAT)5 15 118917441 118917455 CAAGGAATTGCAGGGAGGTA CCAATTTCTCATACCTTGCCA 146

Ai01B24763 Araip.B01 24763 p4 (TATT)7 28 118930170 118930197 CCATGATGGAGAAAGGGAGA TTTCGAAAACAAGGAGCATT 265

Ai01B24764 Araip.B01 24764 p3 (TCT)5 15 118932680 118932694 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 109

Ai01B24765 Araip.B01 24765 p2 (AG)6 12 118938065 118938076 TGGTGCGATTTGATAGGTGA ACAGGATCCCAACCTATCCC 102

Ai01B24766 Araip.B01 24766 c (T)12cgcctatttttttctttttttcttc(T)1148 118939708 118939755 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 148

Ai01B24767 Araip.B01 24767 p2 (AG)6 12 118940560 118940571 TTGTCCCATATTGGAACTCAA TTGTTTCTTAACTTTTTCAAAACTACC 276

Ai01B24768 Araip.B01 24768 p2 (CT)6 12 118955810 118955821 AGTGCATTCGGACTTCCAAC GGTGCACCTCTACCCAAAGA 150

Ai01B24769 Araip.B01 24769 p2 (CT)6 12 118956886 118956897 AGTGCATTCGGACTTCCAAC GGTGCACCTCTACCCAAAGA 150

Ai01B24770 Araip.B01 24770 p2 (CT)6 12 118969913 118969924 CCTCAAATTGCATTAAATAGGAAA GGGAATCAGGCATTCATTCA 280

Ai01B24773 Araip.B01 24773 p2 (CT)6 12 118985788 118985799 TTTTTGTTTGTTTCCTATCTTTTTCA AGAGAGGGAGAGGGTTTTCG 219

Ai01B24774 Araip.B01 24774 p2 (CT)6 12 118987746 118987757 ATGCCTAATTTGGTGCAAGG TAGAATATTGCTCGCCCTCG 278

Ai01B24776 Araip.B01 24776 p2 (TA)8 16 119001990 119002005 TTTCACACACACTCATGCCTT TGGGTGCACATTCATGTTTC 235

Ai01B24777 Araip.B01 24777 p2 (AG)6 12 119004334 119004345 TGTGTTAGCCACTGTGAGGC GTCGTGGTCTGGGCAATAAT 265

Ai01B24778 Araip.B01 24778 p2 (GA)6 12 119017032 119017043 CCAAGGCTAGCCGGAGAATA GATGTATGTGCGAGAAGCCA 276

Ai01B24781 Araip.B01 24781 p3 (GAA)5 15 119020059 119020073 TGCACAACATTAAAATGCGA GTCGCGTCCTGTTTTTCATT 176

Ai01B24784 Araip.B01 24784 p3 (AGA)5 15 119030014 119030028 TATCTCCCATGACTCGGAGG ACCTACCCCACCACTCCTTC 272

Ai01B24785 Araip.B01 24785 p2 (AT)24 48 119044171 119044218 TGCATGCATCATGTGTTTTG CGAAAATTTATGAGTGAAAAAGGG 162

Ai01B24789 Araip.B01 24789 p2 (TA)9 18 119075716 119075733 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCAATTGCT 273

Ai01B24791 Araip.B01 24791 c (A)10tcttttctaactatttttaagccatatttttgaa(T)1155 119092365 119092419 CCTTGGTGTTTTTCCTCCAG TGAAAAATTTTGAAATTGAAATCTG 193

Ai01B24799 Araip.B01 24799 p2 (AC)6 12 119123272 119123283 TTTCAAGGTTGTAATGGGGC TGGGAATTCTGGGTAGCTAGG 153

Ai01B24801 Araip.B01 24801 p2 (TA)11 22 119135439 119135460 ATTGGGGGCTTTCTTTATGG CTTGGTACAAAAACGGCAGA 224

Ai01B24802 Araip.B01 24802 p3 (AAC)5 15 119136951 119136965 CAGAGATAGAGGAGCTGAGGG AAGGCTGATTGAAGGCTGAA 139

Ai01B24807 Araip.B01 24807 p2 (CT)15 30 119158268 119158297 GGAATATTGAACCTGGAATGGA CCCAGTTTTCATCCCAGAAA 231

Ai01B24809 Araip.B01 24809 c (T)12gaaaacagatgagagatttttgaaa(T)1047 119161604 119161650 GTTTGGAAGCCTCAGTCCAA TTTGGACAACTGACGGTTCA 219

Ai01B24810 Araip.B01 24810 p2 (TA)12 24 119161858 119161881 TTGGTGCACGAAATTGTGAT TGGGTTTGGAAACATTTGGT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24812 Araip.B01 24812 p2 (GA)7 14 119174939 119174952 TCATCATACACGCATGGCTT AGCTAAAAGTTCGGTGGGGT 116

Ai01B24813 Araip.B01 24813 p3 (TTA)5 15 119177768 119177782 TGGGATCGACCCTTACTCAC GGAATTGCAGGGAGGTATGA 267

Ai01B24814 Araip.B01 24814 c (A)10gaaaaaatccaaaaatgattgatatgttatggttttctttttc(A)2376 119182625 119182700 CCATGTGCATTGATATGTTATGG CATTAGGGGGATTTTGTCCC 180

Ai01B24815 Araip.B01 24815 p3 (TTA)5 15 119184631 119184645 TTTCCAGTTCTCATTCCTTGC TTGAAACCTCGGGTCGTATC 170

Ai01B24819 Araip.B01 24819 c (TTC)5tctgctcgcg(TTC)50175 119219162 119219336 TGCTGCAACCTAAACCTTGTT TCCACTCAATTAAGCACAAGATAAA 279

Ai01B24820 Araip.B01 24820 p2 (TC)18 36 119229303 119229338 GCAAACACAAGAATGGCAGA AGTTGGAGTGGCGATGAGAG 239

Ai01B24822 Araip.B01 24822 c (CTC)8g(TCA)17 76 119231286 119231361 CATTCAAGTCATTTGGGTGCT TTTGCTTCTTATGATGATGATGG 249

Ai01B24827 Araip.B01 24827 p2 (AT)8 16 119234754 119234769 GGAGGTAATTTGGAATGAAGTGTT TCATCAGCATTTTCGTATCACA 250

Ai01B24828 Araip.B01 24828 p4 (ATGC)5 20 119234949 119234968 TGTGATACGAAAATGCTGATGA TCTCCACGTTCAAAAAGCAA 226

Ai01B24833 Araip.B01 24833 p3 (TTC)6 18 119250083 119250100 GTTAACCCACCTACTGCCGA GACACACGATCAGGAAGCAA 131

Ai01B24834 Araip.B01 24834 p3 (ACG)5 15 119252600 119252614 TCCTGCTGGTGGTACACAGA CGGTAAATCCGACGGTAATG 279

Ai01B24839 Araip.B01 24839 p2 (AT)7 14 119270245 119270258 ATCTCACATGCCATGGTTCC AAAAAGGCGAGGAGAAGAAA 123

Ai01B24841 Araip.B01 24841 p2 (AT)6 12 119272563 119272574 ATGCAACTTGCTTTGGACCT GATTCGATTCCAACCCTCAA 201

Ai01B24842 Araip.B01 24842 p4 (TTAT)5 20 119275197 119275216 CACTTTGAGCTAATGAAGCTCTG CATAATGTCCAATGGCCACA 269

Ai01B24843 Araip.B01 24843 p2 (AT)20 40 119288403 119288442 AAAGCAATTTGGAGGCATTG TTGAATTGGAATCTTAGACCAAA 273

Ai01B24852 Araip.B01 24852 c (A)11cgtttaatatataaataagtcatctataaatttatcgaataggaattaatattaaatttagaattttaaaaataag(A)1097 119311465 119311561 TGAATTCGCATATAGTTAATCCAGA TAACTAGCGGCTCAACAGGC 178

Ai01B24863 Araip.B01 24863 p3 (TCC)5 15 119367811 119367825 GCGTGAAATCACGTTCCTCT TGAAGATGAAACACGCGAAG 113

Ai01B24865 Araip.B01 24865 p3 (GAT)5 15 119368793 119368807 AAGGTCCAAGGGTGCTTTTT TTCCACCTCTGAGTCTTGGG 228

Ai01B24869 Araip.B01 24869 p3 (CTG)5 15 119381184 119381198 AGCCCTTTCCCCTCACTTTA ACCGTGGTGGAAGATGAGTC 217

Ai01B24871 Araip.B01 24871 p3 (GAA)5 15 119385099 119385113 GAAGATGAAGAAGGGCGTCA GTGTGCTGCTGTTCTAGCCA 277

Ai01B24875 Araip.B01 24875 c (A)10cctaataacaagaatcttttcactgatcctaagtcaagctactaagctcacttggttattttactatcctttataacaaaattgagttactcaagct(A)11118 119399952 119400069 TGAAGTAGTAACCGAATCCAAAAA TGTGACAAGAATATGTAACTGATGTTG 211

Ai01B24877 Araip.B01 24877 c (A)10catgcattcatacttacaatataagttacaatactcacaagaaatatata(AT)7(AC)992 119402646 119402737 GCTGTGCGACTCTGATAGCTC TCTCTCGCCTTTAGCTTTGC 258

Ai01B24879 Araip.B01 24879 p2 (AG)6 12 119410375 119410386 AGCTGCTGCTTTGTTTGCTT TGTTTCTTAAACTTTTTCAAAACTACC 256

Ai01B24887 Araip.B01 24887 p2 (TC)11 22 119427525 119427546 GGTGAACTTCCCTCCTCCTC TAACCCAGCTACCCTTTCCC 156

Ai01B24892 Araip.B01 24892 p2 (TA)6 12 119461028 119461039 TTCCTCTTGAGCCAACACCT GGTGCTCGTCATGGATTTTT 253

Ai01B24896 Araip.B01 24896 p3 (ATT)6 18 119478607 119478624 GAAGATGTTGCTCGTGTTGC TGGATGCATTCACAGTTGATT 259

Ai01B24899 Araip.B01 24899 p2 (AG)7 14 119480807 119480820 GAATTTCTTGGAGACCGCAA TGGACGTGTTTGGCAGTTAG 212

Ai01B24902 Araip.B01 24902 p5 (TCTCT)5 25 119486434 119486458 CCTCCCTGTGTTCCTCACAC TGAGGTGGTAGGGTTGGAAG 213

Ai01B24904 Araip.B01 24904 p3 (AGG)5 15 119491985 119491999 ATGGTTTCCCCAACAATTCA GGATTGTTTGCTGTGGTGTG 269

Ai01B24905 Araip.B01 24905 p2 (GA)12 24 119492638 119492661 AGGGAAAGGGGAAACAGCTA TTTGGGACCCTTTCAAAACA 100

Ai01B24906 Araip.B01 24906 p5 (AAGAT)6 30 119504804 119504833 AAGGCGGTTCTCCAGAAGAT TTATTGGACTGGCTGCACTG 254

Ai01B24907 Araip.B01 24907 c (T)10ctttcattttatttttcttttcatcatcatttttttttcttttctttcctttatatatatattttttc(T)1189 119512195 119512283 TTCACTTTGGGGCATTTTGT GCTCTTGGGCATTTTCTCTG 175

Ai01B24912 Araip.B01 24912 p2 (AT)7 14 119544341 119544354 TTCTAGCCATGCAGAAAGCA TCAAAAGTTTGTTCCATTTTTCA 229

Ai01B24913 Araip.B01 24913 p3 (ATT)7 21 119544871 119544891 TGGTTGTCAATTTGAACCTCAG TCCACGATCACAACCTCATT 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B24914 Araip.B01 24914 c (AT)7gtggaagagaatgaaataaccattcaattcatttcaatatacaacgttagcatatatagatatagccatagccataatttatgctccac(T)11114 119546806 119546919 AATGAGTGCACGTGGTGGTA ATTCGATCTCAAGAGTCGCC 275

Ai01B24916 Araip.B01 24916 c (AC)7(AT)9 32 119556013 119556044 ACACCACCGCCTTTTTCATA ACTAGAATGGAAGTCGCGGA 200

Ai01B24917 Araip.B01 24917 c (A)10ctgaaattaaaga(AT)635 119556460 119556494 TTTTTGGCAAATTTGTTTTGTT TGAGCTCTGGTCCGTTGATT 143

Ai01B24921 Araip.B01 24921 p3 (CTC)9 27 119584728 119584754 CCTTAAAGTTGGCTAATGTTGAC GGAGGATGAGGAGGAGAAGG 213

Ai01B24922 Araip.B01 24922 c (T)11gttatcattgctactaccaccttctcatcctttttccttttttcattttatttttttattttcattcatttttttccttctccttatc(CAT)5114 119584863 119584976 CCTTCTCCGTTTCCTTCTCC ATGATGACGATGGCGATACA 234

Ai01B24925 Araip.B01 24925 p3 (GAA)6 18 119586677 119586694 ACGTAGCAACAACAGCAGCA TTTTTCATCTTCGGGTTTCG 161

Ai01B24929 Araip.B01 24929 p3 (TTG)10 30 119590194 119590223 TCGTTTGATCATGTAGCCGA CCAAAACGACTGCTCATTCA 135

Ai01B24930 Araip.B01 24930 c (TTTA)5tttgcctattttattatttttcgcatgc(AT)660 119595592 119595651 ACACCTTCACACCACAAGCA GGCATGTTGCAAAAGAAAAA 279

Ai01B24931 Araip.B01 24931 p3 (TAT)5 15 119597519 119597533 TACTTTGGGGCATTTTGTCC GTGTGGGAAAAGTGGGTTTG 211

Ai01B24935 Araip.B01 24935 p2 (AG)17 34 119604428 119604461 GTGATATTTGCCCAAGGGAG GAGTTGTGAACACAAAGGGGA 161

Ai01B24939 Araip.B01 24939 p2 (TA)34 68 119624962 119625029 AGCAGAGGCGCCTATAAAAA CCCATCCCCTGTTTCTTTCT 202

Ai01B24943 Araip.B01 24943 p2 (AT)9 18 119659211 119659228 GGCCCTCCTAACCTTTGATG TGAAGCAAGAAAAAGCAGCA 231

Ai01B24945 Araip.B01 24945 p3 (GAA)5 15 119662492 119662506 GTCTCCCAATTCGTGCATTT CGAATTCTTCCTTTCTTCTATTCG 188

Ai01B24947 Araip.B01 24947 p2 (AT)6 12 119668979 119668990 CGCATAAATAGACATCATCTAAAAGAA TCATTGAAGCCAGATTGCTG 248

Ai01B24948 Araip.B01 24948 p3 (ACT)6 18 119672130 119672147 AGCAGGAGGGAAACCCTTTA AAGCCTTCTTGAGCAAACCA 266

Ai01B24951 Araip.B01 24951 p3 (ATT)6 18 119673986 119674003 TGCACCTTTCAATAATGTTTGTC CGAACACCCTGACAACTGC 270

Ai01B24952 Araip.B01 24952 p3 (ATT)8 24 119676995 119677018 GCAAAGGGAGTAGTGGAACAA TCCAAAGCCACTTCTGATGA 280

Ai01B24953 Araip.B01 24953 p2 (TC)9 18 119677273 119677290 CCGCTTTCCTTCTCAATCAG TTAATCGAGCCAAATTAGCGA 159

Ai01B24958 Araip.B01 24958 p3 (TAT)15 45 119686009 119686053 TCAATTGATCGAGTACCATCTTC TTCAGAAGAGATTGGAGGTGA 252

Ai01B24967 Araip.B01 24967 p2 (TA)7 14 119700304 119700317 AGCCTGGGTACCAGCTTAGG TGTTTTGGCTAACATTCGGA 260

Ai01B24968 Araip.B01 24968 p2 (TA)6 12 119710718 119710729 CTTGGCTTGCGAAGATAACC TTCTGTTTTGGCGAAGATCC 229

Ai01B24976 Araip.B01 24976 p3 (TAT)5 15 119731911 119731925 TGAATGCATTATGTGCACCC TGTTGTCATGCACACCTGAG 263

Ai01B24978 Araip.B01 24978 p2 (CT)6 12 119734209 119734220 AGCAAGCAAGAGGAGTGAGG CAACTGCACTCTTCCCCTTC 246

Ai01B24981 Araip.B01 24981 p3 (TAA)5 15 119740325 119740339 ACTGGTGATGTGCCCTCTCT CGAATCATCCAAGGAGGAAG 268

Ai01B24989 Araip.B01 24989 p3 (AAT)5 15 119756585 119756599 CAACAAAGACATAACAAGTCTCAACA TCGGATCGGATTTCGTATTT 249

Ai01B24992 Araip.B01 24992 p3 (ATT)5 15 119778928 119778942 GCCTGTAGACCTCGGAGTCA AAGAAGGAGACATGGCCAAA 273

Ai01B24995 Araip.B01 24995 p2 (AT)10 20 119815220 119815239 TGAAGAGCTTATGACCCAAATG TTTTGAATCCCAAAATTTAAACC 233

Ai01B24997 Araip.B01 24997 p3 (ATT)5 15 119818448 119818462 GCAATTGCTAACTTGCATGA TGGTGTATTTCTTTGAGGCCA 206

Ai01B24999 Araip.B01 24999 p3 (TTC)5 15 119829325 119829339 GCTACACGCCACTCTAAGGG ATGCATGCAGCTCCTTCTTT 185

Ai01B25002 Araip.B01 25002 p2 (GA)7 14 119836828 119836841 CGTGAATGGTCGTGAGATTG CGTAGCATTTGATTGGCTGA 240

Ai01B25012 Araip.B01 25012 p2 (TG)10 20 119866384 119866403 CCAGAATTGTCTGCCTGTCA CCAAAAGGTCAAAAACAGCA 224

Ai01B25013 Araip.B01 25013 p2 (TG)8 16 119867694 119867709 CCAGAATTGTCTGCCTGTCA CCAAAAGGTCAAAAACAGCA 220

Ai01B25014 Araip.B01 25014 p3 (AAG)6 18 119870462 119870479 GGCTTCTAGGCGCTCAAATA TTTCAAACGTCTTGGAAGGG 245

Ai01B25017 Araip.B01 25017 p4 (AAAT)6 24 119873600 119873623 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25019 Araip.B01 25019 p3 (ATG)5 15 119882768 119882782 TGAACCAAGTCCACCATCAA GTGGGGGAGTGAATCAAAAG 260

Ai01B25021 Araip.B01 25021 p3 (ATA)5 15 119883379 119883393 CTAAGCGCACTAGTACCGGG TTTGTTGTTGTCCTACTTGTTAAACT 279

Ai01B25024 Araip.B01 25024 p3 (CGC)6 18 119889321 119889338 CTCGTCAGCGTCCCTATCTC ATAATAATAGCGCCACCGCA 268

Ai01B25025 Araip.B01 25025 p3 (CAT)6 18 119900909 119900926 CGCCACCCTAACCAACTAGA GCTTTAGCGAAAGGTGGAGA 143

Ai01B25031 Araip.B01 25031 p2 (AT)10 20 119922481 119922500 GCTGCATCAGCAGTGTCATT TTCGTCCTCGAATCTTGTAGGT 216

Ai01B25032 Araip.B01 25032 c (AT)6aa(AT)8 30 119926485 119926514 GCGACTCTGATAGCTCGGAC CCCCTCCTCAAGGAAAGAAG 276

Ai01B25033 Araip.B01 25033 p2 (TA)6 12 119948839 119948850 TGGTTGATAAAAAGACTTGGATACC CGATATGACATAGCACACACAGA 271

Ai01B25040 Araip.B01 25040 p3 (TTA)8 24 119957568 119957591 TTTCTGTCAAGATGATATTTTATGTGC TTGTTTCGACACAGACCAGG 206

Ai01B25043 Araip.B01 25043 p2 (TA)7 14 119959486 119959499 AACAATGAAATTTGAAAACACAAA GGTTTCGAATCAATTCGGCT 218

Ai01B25044 Araip.B01 25044 p3 (ATT)6 18 119960312 119960329 TGTGTGTGTATTGCGACCCT CTCCCCACACAACTGGACTT 169

Ai01B25050 Araip.B01 25050 p3 (TAT)5 15 119967116 119967130 ACATACTAAATGGTGGAGTAGTCTGA TGTGCAGATATGCTTCGCTT 272

Ai01B25054 Araip.B01 25054 p3 (TTA)5 15 119981365 119981379 CCAATGGAGGGTATGCAGAT TCGAAAATCTCCACCTATTTTCA 242

Ai01B25055 Araip.B01 25055 p2 (CT)6 12 119995170 119995181 CTCCCAAACCCAACCCTAAT GCATAGGTGGCAAATGAGGT 232

Ai01B25056 Araip.B01 25056 c (T)10aaaaattcaga(T)1031 120000180 120000210 TTTCCTTGTGTCCGGATCTT GGGAGAGAAAGTGGTACGGA 279

Ai01B25057 Araip.B01 25057 p4 (AAAT)5 20 120000333 120000352 TCCGTACCACTTTCTCTCCC GATGCTGATTCCTGGCAACT 269

Ai01B25062 Araip.B01 25062 p3 (AAT)6 18 120027732 120027749 TTCAATTTGCTTTGATTTTATTTTC GCTTGCTTTGATGGGAGGTA 263

Ai01B25067 Araip.B01 25067 p2 (GA)6 12 120052785 120052796 CTCCAGCCTTAGGTGCCATA ATTTCTTTCCCACCCAAACC 277

Ai01B25069 Araip.B01 25069 p3 (TGA)18 54 120071717 120071770 AATGAGTTTCGATTCGGTGG TTCAACCCCCTTCTCTAATCC 229

Ai01B25070 Araip.B01 25070 p2 (AG)6 12 120077102 120077113 CCCTCTTTTGAAGTGCAACG AGCCATTTTCGGATAGAGCA 264

Ai01B25071 Araip.B01 25071 p2 (AG)6 12 120078021 120078032 CTAATTCCCAATCCAAGCCC ATGCATGCAAGATGAGATGG 268

Ai01B25073 Araip.B01 25073 p2 (CT)6 12 120086571 120086582 TCAAAGCCATTTTCGGGTAG AAGCTTCCTCCATAAGCCAA 184

Ai01B25075 Araip.B01 25075 p3 (AAT)6 18 120094321 120094338 TGTAGCCCGCTAGCTTTGTT TGATTAGAGTAACCTTTGCTAACTTCA 218

Ai01B25076 Araip.B01 25076 c (AC)6(AT)6 24 120094529 120094552 TGAAGTTAGCAAAGGTTACTCTAATCA TGAATTGACTCTCACATCTAGGC 242

Ai01B25077 Araip.B01 25077 p2 (TA)6 12 120101579 120101590 GCAAAAACGAACAAAGCGAT CAAATTAGTTCGGGTTGGGA 217

Ai01B25081 Araip.B01 25081 p2 (TC)7 14 120115166 120115179 TGGAGACTGGATGTACGCTG GTGGCTAAGAGAAGGGGGTT 239

Ai01B25083 Araip.B01 25083 p2 (GA)24 48 120135197 120135244 TGAAAAGAAAAGAGAAAGAAGAACTTT AATGGTGCTTAGCTTCCCAA 208

Ai01B25087 Araip.B01 25087 p2 (AT)7 14 120144343 120144356 ATTTGCGGTTCTGTCTCACA CGACAATGAACTTTTGCTCC 106

Ai01B25090 Araip.B01 25090 p3 (TAA)8 24 120164564 120164587 TTCGAAATTTTCAACGTACCAA ATGCTCGCTTGCTCTCCTAA 251

Ai01B25091 Araip.B01 25091 c (TG)24gtaatgtgaatttagg(TA)982 120166381 120166462 TATTTGACGCTCGGGTAAGG CAAGCCTTCCTCACCACAAT 243

Ai01B25092 Araip.B01 25092 c (TG)13ta(TG)7 42 120168599 120168640 CGAAGTGGTTTCATTTTGGG AACAAGCTCCTGACTCTGCC 262

Ai01B25094 Araip.B01 25094 p3 (TTA)5 15 120175387 120175401 GGAATACAATTTTACTGTGCATGT TTCCGGAGCCTTCTACCATA 222

Ai01B25095 Araip.B01 25095 p4 (TATT)5 20 120186470 120186489 TCCGAAAGCACAAGATACGA TCAAGTGGCATAGTCTCCCC 267

Ai01B25100 Araip.B01 25100 p3 (CAG)7 21 120190041 120190061 AGGCATTGTGAGATGTGCAG CGACGAACCGTTAGAAGAGC 126

Ai01B25101 Araip.B01 25101 c (TTC)5tgctgtcagtgcccttgatttcgattcccaactacttccgtctccgcgtcccgttcttctccctcccaagagtatcttttctttttctctt(TC)8122 120190293 120190414 AAGGGTTGGCCTTCTTGTTT AGTCACCGCTGCTCTCATTT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25107 Araip.B01 25107 p2 (AG)10 20 120204807 120204826 CGCCATAAACAAAACTGTGG CAAAGGAATCCACGGAGAAA 200

Ai01B25111 Araip.B01 25111 p3 (AAG)5 15 120209440 120209454 GAAGCAGCAACAGGACAACA GTTCGGGAAGAAGAGAGGGA 258

Ai01B25115 Araip.B01 25115 c (A)11tagagggcagctcacgcgtgcgcatgcctgacgcttacgcgtcacattgtttctcttgcattccacgcgtgtgcgtgagcgacgcgtacgcgtcaaaa(TGC)5124 120221051 120221174 TTGTGAAAACTCCGCAAAAA CACAATTTCAATGCCCCTTT 278

Ai01B25117 Araip.B01 25117 p2 (AT)19 38 120240175 120240212 TTGGGAAGCATGTTCATGTG TTTTGCAATTGGAGAATTTTTG 134

Ai01B25118 Araip.B01 25118 p2 (TA)7 14 120245760 120245773 TCGCATTCTGCACTTTTATTTG CAACCAAATCAATTCTCATAGGG 166

Ai01B25119 Araip.B01 25119 c (AT)8taagcttagcaaaaataataaaatttttcaataattgtatctgtagggcacctcaatcgattgaacaaa(T)1095 120245919 120246013 CCCTATGAGAATTGATTTGGTTG AGGCTCAAAACTCACATGCTT 249

Ai01B25120 Araip.B01 25120 p2 (AT)6 12 120251154 120251165 AGGGTAGCGAAGCAACAAAT GACTACTCAACCAATCCAAATTGA 116

Ai01B25126 Araip.B01 25126 p3 (TAA)5 15 120285130 120285144 CGCCAATGACTCCACCTAAC AGGAGATGGATGACCCACTG 218

Ai01B25128 Araip.B01 25128 p3 (ATT)10 30 120302596 120302625 CCCCACTCATGTACTCCTCG TTGGCAAATAGGATCGTTGA 265

Ai01B25131 Araip.B01 25131 c (ACCACA)6accag(CAACAC)5caccactaccaccacaaccagcaccacagccagcaccaccacaat(CAC)5131 120313878 120314008 CCCTCATCACTACCAGCACA TGGTGTGGTTTGGTGTTGTT 231

Ai01B25136 Araip.B01 25136 p2 (AT)9 18 120344592 120344609 TGGTCAGTTTATCCGCATACC TTCTTGAATCCGTTTTTGGC 259

Ai01B25137 Araip.B01 25137 p3 (TAT)5 15 120346886 120346900 TTTTCAAATTGAGCACGGAA AGACAAAACGTCAATGTTGCT 169

Ai01B25140 Araip.B01 25140 p3 (CAC)5 15 120349559 120349573 CCACCCTACTGGTCTCCTCA CTCAACACGCTGCTGGAATA 195

Ai01B25142 Araip.B01 25142 p4 (TTAT)7 28 120350946 120350973 TTTCACAATGGAGGTTTGAGG AGGATCTTGCTCGCACTCAT 234

Ai01B25148 Araip.B01 25148 p6 (ATCGTC)5 30 120360502 120360531 TTCCTCCTCCCAACCCTAGT GCAATGACGATGACGATGAC 251

Ai01B25150 Araip.B01 25150 p3 (TCT)8 24 120365401 120365424 TTGCCGTTAAACGCTACCTT TCAAGTGCAGAAGAAATTGAGAA 206

Ai01B25152 Araip.B01 25152 p3 (TAT)8 24 120367247 120367270 GAGTGAAGTGCATGCTTCTTTG TACGTGCTCTTCCTCCCACT 268

Ai01B25155 Araip.B01 25155 p3 (ATT)30 90 120390535 120390624 AATAACAAAGTCGCGTGACAA TTCACCACCAGCTATCATGC 199

Ai01B25159 Araip.B01 25159 p2 (AT)6 12 120425365 120425376 GGGTTCGGGTTTTGCTTC TCCGACCCAATGAAACATTA 262

Ai01B25160 Araip.B01 25160 p3 (GAA)5 15 120429051 120429065 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 178

Ai01B25161 Araip.B01 25161 p2 (AG)7 14 120431936 120431949 TTCTTGTCCTTGCTCCTGCT CATCTCACCAAAAATTCGAACA 169

Ai01B25162 Araip.B01 25162 p2 (AG)6 12 120432174 120432185 TGTTCGAATTTTTGGTGAGATG TTTTTGTTTGTTTCCTATCTTTTTCA 277

Ai01B25164 Araip.B01 25164 c (T)11ccc(T)10 24 120440845 120440868 GCCAAAATGTACATAGATGCAGAG AGCCCAAACACACACCAAGT 273

Ai01B25166 Araip.B01 25166 p3 (TAT)28 84 120453959 120454042 TGAAATTAAAGGGGTGTTAGGG GCGGTTGAGATTGCAGTGTA 237

Ai01B25167 Araip.B01 25167 p2 (GA)8 16 120464509 120464524 GTTTCTGCTTGTGGCCTTTC CCACCTCCAACAATCACACA 263

Ai01B25169 Araip.B01 25169 c (GA)7ggcgctggtggggtctcttcagctgtca(TTG)660 120467900 120467959 GACCCATGCACATCCCTAGT CCTTCAATGACGCCACTTCT 266

Ai01B25173 Araip.B01 25173 c (CT)6caaattttcgaaaatatctcccctctttttcaaaaatttcgtttttttaactaattatttttaatttttttttacg(A)1098 120489291 120489388 AACCAACTTTTTGTTTGTTTCTTAAA TCGCCCAGTAGGCTTTATGT 224

Ai01B25176 Araip.B01 25176 c (ATT)5atgt(ATC)6gttattatttttaaagtgtc(TAT)881 120494119 120494199 TTCATGACTATGAATCGGTGG GAGAATTTGCTTTTAGGATAATTTGA 248

Ai01B25178 Araip.B01 25178 p5 (TTATC)6 30 120510420 120510449 GCTAATCCTTCATCACCGGA CAAATTCAAAGGAAGCCCAA 273

Ai01B25179 Araip.B01 25179 p2 (TA)9 18 120520051 120520068 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 278

Ai01B25182 Araip.B01 25182 c (AAC)18aatgaatcaacaatgtaatcaagcagaagtaggagcaaaaacaagagcagaaacagaagcaagagcat(AAC)15167 120537836 120538002 CCAAAAACAACAACAACAATGAA CTGGTTGCTTCTGCTTCTCA 267

Ai01B25184 Araip.B01 25184 p2 (AT)7 14 120539579 120539592 AAAATTGTATTGCCCTGCTCA TGCAACCTTACAAATCTGCAT 249

Ai01B25186 Araip.B01 25186 p3 (TTG)6 18 120541901 120541918 TGTTCGTGTTGTGGCTCTGT TCATTGATGAAGCTAGAGGCA 137

Ai01B25187 Araip.B01 25187 p2 (TC)15 30 120547826 120547855 GCGAATCAAGGCGTTATCCT CAATCTCCCTTGAACCTTCG 275
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Ai01B25189 Araip.B01 25189 p3 (AAT)7 21 120549101 120549121 GGGTGGAGTGTAACGGAAAA GAAGACCTGATTCCACGTCAA 254

Ai01B25191 Araip.B01 25191 p3 (CTT)5 15 120557685 120557699 ACCCTAATTGGGAAACCCTG AACCCCCTTCCAGAGTGAGT 233

Ai01B25192 Araip.B01 25192 p2 (AT)7 14 120560692 120560705 GCGAAGGATAACAAAGCGTC GTCGGCCTAAACTCTGTGGA 268

Ai01B25193 Araip.B01 25193 p2 (AT)8 16 120561110 120561125 ATATAAGGTTTCGGGACGCC AGGGTAGGTTGGTGAAGGCT 173

Ai01B25194 Araip.B01 25194 c (T)14cacaacacttgtgcattgatcttattaagctgcactttgctttagggcattttgtcccctttttattcctttcttctctc(T)10104 120564328 120564431 CCCATTCTTCACTTTTTCACA GAAAATATTGGGAATTGGGTACA 277

Ai01B25195 Araip.B01 25195 p2 (CG)6 12 120567688 120567699 TTAGTGCAGGTGCGAGAGTG TGGATTGCAAGAAGTACCCC 231

Ai01B25197 Araip.B01 25197 p3 (ATT)5 15 120573087 120573101 TTCGAAAATTATCCCTCCCC TGACAAAGAAGAAGGCACAGAA 211

Ai01B25198 Araip.B01 25198 p3 (TCT)5 15 120574393 120574407 ATAAGAGGAAGGGGAAGCCA TGCACAAATGACACTGCATC 262

Ai01B25199 Araip.B01 25199 p2 (CT)6 12 120578556 120578567 TTGCAATGGATCTCACCAAA CATCACAAAGGGTTGAAGGG 184

Ai01B25201 Araip.B01 25201 p4 (TAAA)5 20 120580994 120581013 TCGAAAATCTTCACCCATTTTT ACAACTTTGCTGCACCATGA 256

Ai01B25202 Araip.B01 25202 p4 (AGAA)5 20 120590416 120590435 GGGAGAAACAATGGCACTTC TTCTCTTCTTGGTGGCTGCT 248

Ai01B25204 Araip.B01 25204 p3 (AAT)11 33 120600785 120600817 TAATGGCACCGGTCGTGATA AAGTTGTTACTTTACCCACGTGAT 249

Ai01B25205 Araip.B01 25205 p3 (TAA)5 15 120602629 120602643 TCGTTGACCTAAACACAATTTTT AAAACACAAATTTATCCTTTATCTTCA 251

Ai01B25210 Araip.B01 25210 p2 (CT)6 12 120616887 120616898 CCAACTTTTTGTTTGTTTCTTATCTTT ACAGATGGAAGAGGGGGTTC 279

Ai01B25211 Araip.B01 25211 p2 (TC)7 14 120617034 120617047 CGAAAATATCTCCCTCTTTTTCAA ACAGATGGAAGAGGGGGTTC 215

Ai01B25213 Araip.B01 25213 p3 (TAA)5 15 120626529 120626543 TAAGCGAATTGGTGAGGGAG CCCTGCAATTCCTTGAGAGA 191

Ai01B25214 Araip.B01 25214 p2 (TA)7 14 120628394 120628407 ACCACTCAGTGTTTGGGGTT TCTTAAACCGATCAAGGATTCAA 212

Ai01B25216 Araip.B01 25216 p5 (AAAAT)6 30 120643223 120643252 AAGTGGAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 229

Ai01B25217 Araip.B01 25217 p2 (GA)10 20 120648261 120648280 TTGCCAAACAGTTCCATAACA TTCCCCTTCCTTCTTCCTTC 277

Ai01B25218 Araip.B01 25218 p2 (GA)8 16 120661187 120661202 GGGTTTGGGAGGAAAATGAT AGTCCTTGACCCCTCAGGAT 219

Ai01B25220 Araip.B01 25220 c (AGA)5agc(AGA)533 120686332 120686364 AACACGCGCGTTACAGAAG ACAGAAGGAGATCGAAGGCA 170

Ai01B25221 Araip.B01 25221 p3 (AAG)5 15 120686994 120687008 CCTCCTCATCTTCTGCTGCT CGTTCCTTGCCTTCTCTTTC 190

Ai01B25222 Araip.B01 25222 p3 (AAG)7 21 120687160 120687180 TGAAGAAGAACGTGCAGCAA ATCCGTGCTTTCTCTTCGTC 230

Ai01B25226 Araip.B01 25226 p2 (AG)7 14 120717774 120717787 CAATCTCCCTTGAACCTTCG ACTTCAGCTTTCGCGAATCA 256

Ai01B25228 Araip.B01 25228 p2 (TA)7 14 120728447 120728460 TTAACTAGGGGTGGCAGGAG TTTCAGAGGTGGATGCTTCA 226

Ai01B25230 Araip.B01 25230 p2 (CT)10 20 120735792 120735811 TTTTCAAATCTTTTTCAATTAACCA ACAGAGAGGGAGATGGGGTT 243

Ai01B25234 Araip.B01 25234 p3 (TTC)48 144 120750343 120750486 CGAAACACACCATTTCTCCC TGCCATTGATGGTTATGGAA 270

Ai01B25238 Araip.B01 25238 p4 (TAAA)6 24 120767409 120767432 TCAGAGTCCTTTCAGGTGCC TCGAATTCCCTCTCACTCTCA 258

Ai01B25241 Araip.B01 25241 p2 (TA)6 12 120779903 120779914 CAAGAACAAGCTCAACCCCT AGTGGTCACTGGAGATTGGC 207

Ai01B25242 Araip.B01 25242 p2 (CT)7 14 120780383 120780396 ATCGCTATGAGTCCGTCACC CAAAGGGTACCCATCATTTCA 213

Ai01B25243 Araip.B01 25243 c (TAA)5tgaaaaagagataatatactaagagccttgaaagataggtaaaacaaaattgcaaaat(A)1083 120780783 120780865 TAAAGCTGAGGTGGCAAGGT TTCTCACGCAAGTAACCACG 167

Ai01B25244 Araip.B01 25244 p4 (CAAA)5 20 120781594 120781613 GGCAATTGCAAGCACAAGTA GCTCACGGCCAGTAGGATAG 152

Ai01B25247 Araip.B01 25247 p3 (TTG)6 18 120801735 120801752 GAAGTGCCAGGAAATGTGGT GTGTTGGCTTTCAACCCACT 115

Ai01B25253 Araip.B01 25253 p2 (AG)6 12 120839559 120839570 GAAGGGGATGAGAGGAGGAG TTTTGTTTGTTTGTTACCTTTTTCA 229
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Ai01B25254 Araip.B01 25254 p2 (TC)10 20 120848172 120848191 GAATTGCCTGCTGGAATGTT CTCCCCTTCAACCTGTCAAA 141

Ai01B25258 Araip.B01 25258 p2 (TC)7 14 120875272 120875285 TTTCGAAAATATCTTCCCCC GGGATCCTTTTTACCACCGT 239

Ai01B25259 Araip.B01 25259 p2 (CT)6 12 120884471 120884482 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 230

Ai01B25260 Araip.B01 25260 p3 (ATT)5 15 120884696 120884710 TTTGAGTCATTATCCCTCACCA GGGGAAAGTTGTGAAAAGCA 217

Ai01B25262 Araip.B01 25262 p5 (TTATC)5 25 120891689 120891713 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ai01B25264 Araip.B01 25264 p3 (TCT)5 15 120895540 120895554 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 122

Ai01B25266 Araip.B01 25266 p5 (TTATC)5 25 120901371 120901395 TACTGGTTGGAGCTGACGTG CAGAGGAACACGACCCAAAT 275

Ai01B25267 Araip.B01 25267 p2 (AT)9 18 120905258 120905275 TTAGAAACCACCCCATTGGA ATCAATTTTGCATTGATGGC 272

Ai01B25273 Araip.B01 25273 c (TA)6(TG)9cagaatgcagatgcaaaatgcaggtgaatatgcagaaattatgaatgaagactaata(AAAAT)5112 120925956 120926067 TTTTCTTTTGTTCCGAACGC TGCTAGGTGGAAGACAACCC 262

Ai01B25274 Araip.B01 25274 p3 (TAT)7 21 120936247 120936267 CAAATTCGAACCCCCTCTTC CTTGTCTTTGCTCCTGCTCA 149

Ai01B25276 Araip.B01 25276 p3 (TAA)6 18 120954426 120954443 TGTAAACCTCGGGTCGTCTT CCCAATTCTCATCACACCTG 217

Ai01B25278 Araip.B01 25278 p3 (TAA)5 15 120964199 120964213 AAACCTCGGGTCGTCTTCTC CCCAATTCTCATCACACCTG 211

Ai01B25280 Araip.B01 25280 p2 (CT)6 12 120992688 120992699 CTTGTGAGTCAAGTCATTAATTTTG AAAGAGGGAAGGGATTTTCG 273

Ai01B25282 Araip.B01 25282 p3 (TCT)5 15 120996219 120996233 CCGAATACACCTCCTCCTCA CGGTCTTAGGTGCCATCAAT 153

Ai01B25284 Araip.B01 25284 p4 (AAAT)7 28 121002736 121002763 AGGGAAATTGTGGGAACAAA TTGGGATAATTTTGTCCCTTT 193

Ai01B25286 Araip.B01 25286 c (AT)8aagagaagaagtgagaaaaagaaaag(A)1052 121035063 121035114 GTGTGGGGAAGTGAATTTGG TTTTGTCCCCTGAATTGCTC 212

Ai01B25287 Araip.B01 25287 p3 (TCA)5 15 121041569 121041583 TCAGAATCTGCACATCAGGC AGGCCGATCTCTCCTTGTTT 183

Ai01B25290 Araip.B01 25290 c (AT)8aattcaagcaagttctatgaaaag(T)1555 121055521 121055575 TGTAACCACACCATTAGGCTCA TAGGGCACCAATTGATTTGA 143

Ai01B25291 Araip.B01 25291 p2 (AT)7 14 121068966 121068979 GAGGTTCATGGTCTCTGCAA GTTTGTGCAATTGCCTTTGA 278

Ai01B25292 Araip.B01 25292 p2 (AT)7 14 121069229 121069242 CTTAAAGGACCGGGGAAAAG GCCACAATTCACATAGTGCG 258

Ai01B25295 Araip.B01 25295 p2 (TC)10 20 121077062 121077081 TTAGTTCATCTTTTTCAATGTCATCT TGCGCCTAATAATGAGCAAC 217

Ai01B25297 Araip.B01 25297 p2 (CT)6 12 121106374 121106385 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 278

Ai01B25298 Araip.B01 25298 p3 (TTC)5 15 121107683 121107697 GGCTCTGTGTGACCTTGGAT CGGTCTTAGGTGCCATCAAT 211

Ai01B25299 Araip.B01 25299 p2 (AT)21 42 121122199 121122240 TGCGATATCGAACTAAAGGC CCGTTCCCAAAAAGAATAGTTTC 279

Ai01B25301 Araip.B01 25301 p2 (AG)6 12 121133750 121133761 TCATGAAGGGCATAAGGAGG TTTCTTAACTTTTTCAAAACCACC 236

Ai01B25303 Araip.B01 25303 p2 (AT)9 18 121150340 121150357 CCTTTCAAAAACACTTTTTCGTT TTTTCCCTCGCCTTTATCTTT 269

Ai01B25304 Araip.B01 25304 p2 (CT)8 16 121160699 121160714 TTTTCAAATCTTTTTCAATTAACCA AAAGAGGGAAGGGATTTTTGA 114

Ai01B25305 Araip.B01 25305 p6 (TTATTT)8 48 121163480 121163527 TTGTTAGGAGGCAACCCAAT CATGCTCTGTTCTGGCGTTA 254

Ai01B25306 Araip.B01 25306 p3 (TTC)5 15 121164310 121164324 CTAACCCTTGGCCGAATACA CCTTAGGTGCCATCACTGGT 162

Ai01B25315 Araip.B01 25315 p2 (TA)6 12 121193418 121193429 TGCAATTCTCTCTCTCTTTACTTTTT TCTCGTGCTGATAACGTGTTG 189

Ai01B25318 Araip.B01 25318 p2 (GT)7 14 121219515 121219528 CCGGGTCAATTACTGGTTTG AGAATGAACCGCAAAAATGC 229

Ai01B25319 Araip.B01 25319 c (T)10attttttcgcgtgtttggtaaatttctagtagtaaaaataaaagcactagaaaaaaaatatttcttttgagaagctacaatttata(T)11107 121221299 121221405 GGGCGCCATTAAGTTGATAA TTTGGATATCTCATGCAAAAAGA 279

Ai01B25320 Araip.B01 25320 p2 (TC)11 22 121226914 121226935 GAACAAGCTTCAAGGTTCGC CCTTCACTTCCACCATCGTC 181

Ai01B25325 Araip.B01 25325 p2 (AT)6 12 121246095 121246106 CTTCAGTAGGACAGCCCCAA TGCCTAGCACACCAAATCAA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25327 Araip.B01 25327 p3 (TCA)6 18 121254143 121254160 AAGGAGGAGGGAAATCCTCA GCCCTTTCTTATGGCATGTT 192

Ai01B25329 Araip.B01 25329 c (T)12aaactgtaaacccaacgatacagcgtg(A)1049 121263974 121264022 TCAAAAGTGGTCTGGTGGCT AAAAAGCCCCCATTGTTACC 168

Ai01B25333 Araip.B01 25333 p2 (CA)9 18 121268946 121268963 CTTTCCCACCTGACAGCACT GCAAGCTAGACATTCAATCAGG 255

Ai01B25334 Araip.B01 25334 p2 (CT)7 14 121269734 121269747 AAAGCGGAGAGAGAGAAGGG TTTTCGAGAGTCCGATTTGG 193

Ai01B25336 Araip.B01 25336 p2 (AG)6 12 121271729 121271740 GAGAATAGGAGAAAAGAGAGAGAAAGA TTGACAAATCAAAATGTGACACC 121

Ai01B25337 Araip.B01 25337 p3 (TGA)5 15 121285760 121285774 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai01B25339 Araip.B01 25339 c (TA)7tcaaaagaagatcnnnnnnnnnatactttgag(A)1157 121298329 121298385 TTTTTGCCATCAGGATTTTT CCAAAAATTTCAGAGCACGG 192

Ai01B25341 Araip.B01 25341 p2 (AT)7 14 121300414 121300427 AAAGCGAGTGTGGCAGTGTA CCGAAAAGTGGAGTAGCTCG 252

Ai01B25342 Araip.B01 25342 p2 (AG)14 28 121303838 121303865 GGCAGTAGCGGTGGAAATAA ATTGGCGAGTAAATTCGACG 272

Ai01B25344 Araip.B01 25344 p2 (AT)9 18 121305487 121305504 GCCTTTAGCGCTAGTCGAGA TAACGACGTAACCCGATGTG 136

Ai01B25345 Araip.B01 25345 p3 (ACT)6 18 121305751 121305768 TTTGCAAAAGCACCTAACCC GAGTTTCCACCCTTGGGACT 237

Ai01B25346 Araip.B01 25346 p3 (TTC)5 15 121312277 121312291 CATCGTTCGGAGATCTGTCA CGTGAGATGGATTGGAGAAAA 266

Ai01B25350 Araip.B01 25350 p3 (TTC)5 15 121316697 121316711 TTTTTCTTTGCTCGCGTTTT AAGTGCAGAAGAACGACGAAA 207

Ai01B25355 Araip.B01 25355 c (A)15ttcaaacaaccaaataaacagaac(A)1150 121331570 121331619 TCATGAACAGAACCATACACACA GCCTCATTGAACTCATTCAAAA 228

Ai01B25363 Araip.B01 25363 p2 (GT)7 14 121351968 121351981 AAATTGAAGAGCATGGTGGG CGACCCACCTAACCAACAGT 156

Ai01B25365 Araip.B01 25365 p3 (GAA)8 24 121365671 121365694 TTCAACAATGGCAACTTGGA GCTTCAGCAACTCCAAGACC 104

Ai01B25379 Araip.B01 25379 p3 (CTT)5 15 121409178 121409192 AAATCGTACGAAGGTGGCAG CTTGCAAAGGGCAAGAAAAA 106

Ai01B25383 Araip.B01 25383 p2 (TA)13 26 121414622 121414647 CCAAAGGCGATTGGATAGAA TCTTGGGACTTGGTGTTTGT 277

Ai01B25384 Araip.B01 25384 c (A)13gaaaacaccagtgaaaaaataggatacagcttgtatttacaatccatcaatg(A)1075 121422893 121422967 CGAAGAAACCAATCCGAAAA CGTTTGTTTAATTCGATATGTATTTCC 278

Ai01B25386 Araip.B01 25386 p3 (CTT)5 15 121431701 121431715 ACCAAAATCGTACGGAGGTG CTTGCAAAGGGCAAGAAAAA 110

Ai01B25389 Araip.B01 25389 p2 (TA)8 16 121437260 121437275 TCCTTTCAGCAGCTCAGTCA TCCTCAACAATTCACCAGCA 276

Ai01B25390 Araip.B01 25390 p2 (TA)8 16 121440546 121440561 CGTTTTTAATTTAGAATGCCTACAA AACCACCCTTACAGGTTCCC 209

Ai01B25391 Araip.B01 25391 c (TTA)11ttg(TTA)654 121442692 121442745 CATGAACTGGACATGCCAAA ATGGGAGTTTGTGGTAAGCG 256

Ai01B25392 Araip.B01 25392 p2 (TA)8 16 121447302 121447317 CAAGGTTGTCGAACTCACGA TTTTGAAGGGTCAGAATTGAGT 155

Ai01B25395 Araip.B01 25395 p2 (TA)9 18 121471630 121471647 TGTTCCCTCGCCTTTATCTTT TATCAAATGTCACGCTTCCG 278

Ai01B25397 Araip.B01 25397 p2 (AG)11 22 121491055 121491076 GCCAGAGAATGGGAATCAAG GGAACATTGAACCTGTGATTGA 185

Ai01B25398 Araip.B01 25398 p2 (AC)6 12 121494739 121494750 GGGCTAAGGTAAGGGTGAGG ATGTGATGCAAAAGTGGGAA 153

Ai01B25402 Araip.B01 25402 p2 (AT)8 16 121521120 121521135 GTTAAATGGAAAAGCGCAGC TTTTGTCCCCTTTTTGTTGC 143

Ai01B25403 Araip.B01 25403 p2 (CA)17 34 121521802 121521835 TGAGCCTTCACGAATACGAA AGATTTTTCCCTCGCCATTT 209

Ai01B25404 Araip.B01 25404 p2 (TA)6 12 121526347 121526358 GGCGTATGGACTTTTGAAGC CTCCTAACTCAGCCTGCGAA 227

Ai01B25405 Araip.B01 25405 p2 (TA)7 14 121533470 121533483 ACACTGGGCAAGCGATAAAC AATGCTGAGGTTGCGTTTG 229

Ai01B25406 Araip.B01 25406 p2 (AT)6 12 121536991 121537002 GGTACACCATCACGAATCCC TGTCAAAGGGGTTTGAGGTT 276

Ai01B25407 Araip.B01 25407 p2 (AT)14 28 121540025 121540052 AATGCAGGAGAAGAAAATTGTTTA TGACATAAAAAGGAGAATACAAGTGC 280

Ai01B25408 Araip.B01 25408 p3 (AAT)5 15 121540186 121540200 GCATAAAGATATGCACTTGTATTCTCC GAGACACAAGAAAGGATGCAAA 133



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25409 Araip.B01 25409 p3 (AAT)6 18 121540590 121540607 ACAGGAGCAATGGCAAAAAG TGTGTGTCTTTGCTGGAATTTT 235

Ai01B25410 Araip.B01 25410 p3 (AAT)12 36 121542239 121542274 GTGCAAAAGCCAAAAGGAGA GATGCCCCTTTTTGTTGAGA 277

Ai01B25411 Araip.B01 25411 p2 (CT)8 16 121542923 121542938 CGTTTCGGAGACACACAAAA GCAATGAAAAATTGGCTGGT 225

Ai01B25413 Araip.B01 25413 p2 (CA)7 14 121549316 121549329 CTCCATCCCTTGTGTATCATCA GCCAATTCCGAAAAGGAGA 254

Ai01B25420 Araip.B01 25420 p2 (AT)6 12 121581509 121581520 CCCAATCGGGTCACTTCAAT CGCATTTCAATTTCAAACCA 265

Ai01B25423 Araip.B01 25423 p2 (TA)8 16 121585195 121585210 TTCTTAACTCTTGATTGCATTTGTG TTATCGTTATGTCATTGTTCCG 137

Ai01B25425 Araip.B01 25425 p3 (TGA)6 18 121599829 121599846 GAGCATTTTGGTGTTGCCTT AGTACCCTCGGAGAAGGAGG 179

Ai01B25427 Araip.B01 25427 p2 (GT)13 26 121602914 121602939 GTCGGAATTTGAGAACGAGG GCCGGCCAGAGAATATCAT 272

Ai01B25429 Araip.B01 25429 p2 (TA)6 12 121609814 121609825 ATCCTTGCTCCTGCTCATGT TTTCGAAAATCACTAACCATTTCTT 258

Ai01B25431 Araip.B01 25431 c (AAT)5agggatcctttttatcacagtataaaggtccctgtgtgaatagaagaaaagaagaaaatctgaactc(AG)694 121619995 121620088 CTGAAAGGTGCTTGCTGGAT CCTCACTCACCAAAAATCCG 255

Ai01B25432 Araip.B01 25432 p2 (AG)6 12 121620328 121620339 GAAATTTTGAAAAAGAGGGAAGA GCATTGCATCATTTTTCATGT 184

Ai01B25434 Araip.B01 25434 p3 (GAA)5 15 121637298 121637312 TCATGAAAGAAGCTAACCATGC ATTGTGTGGGCCGAACTAAC 208

Ai01B25438 Araip.B01 25438 p3 (TGT)6 18 121651828 121651845 CTCGGTGGCCAACTTTTCTA CCTCCTCAAACCCCAATTCT 266

Ai01B25439 Araip.B01 25439 p2 (CT)26 52 121652813 121652864 CTCCCATGACTCAGAGGTGG CAAATTCTCTTTCCCACCCA 257

Ai01B25441 Araip.B01 25441 c (CTT)5ctcctcctcatcttcctcttttttcctcatctttttcttttattactgtcgtcgtcaccaccatcacaccacagccttcat(CTC)5111 121658168 121658278 TTTCTCCTCCTCCCCTCATT GACGGCGATGATGACAATAA 265

Ai01B25443 Araip.B01 25443 c (TA)6(GA)10 32 121666055 121666086 CATTTTACGCGGAGGGTTTA TGGCTTGCTGAAAAATGAAA 149

Ai01B25446 Araip.B01 25446 c (A)15tcaaaggatctatgtattgttgttggtctcttatatta(T)1063 121668235 121668297 TGTGGACCTTTGTTGTTCCA CATATATTCCGGCGTGCAAT 255

Ai01B25447 Araip.B01 25447 c (T)11caaatttactatatacacgcttttgactgaattacaaattttatacttttcgagtg(AT)781 121671981 121672061 TTATACCTCACACGCCCAAA TGTGGTCTAAACCCAAAACCTT 274

Ai01B25453 Araip.B01 25453 c (A)10cgaaataaaaaaagtgctcgggcttagaccaagatagaataaaaaataac(A)1373 121689555 121689627 AAGGAGGATTTACTTTTTCGGTG CCCACATACGTTATGTCCCC 254

Ai01B25456 Araip.B01 25456 p2 (TA)8 16 121700024 121700039 TCATTGGCCATGTCATCTGT GAGGTTGATTTGGAGAATTAGGA 263

Ai01B25459 Araip.B01 25459 c (T)10cttttatgtagtttatgacttatgaatctcgcagtaaaatagagaataaaaaaaaccac(A)1382 121706008 121706089 TTTTTAATATCACTTCATTCGGCA TACACGCAGGCAAGAGAGTG 198

Ai01B25463 Araip.B01 25463 p2 (AT)8 16 121716958 121716973 TGTTGCCGACTAGATGTCTCA TGGACCGTTGCAAGTATTGT 279

Ai01B25471 Araip.B01 25471 p2 (AT)9 18 121734442 121734459 CGTAAAACAGAGGTGGTGTGG CCAGCCTTAGCTTCACAGGT 271

Ai01B25472 Araip.B01 25472 p2 (AC)11 22 121734692 121734713 ACCTGTGAAGCTAAGGCTGG AGCGAAGTGGATGATTTTGG 214

Ai01B25473 Araip.B01 25473 p2 (TA)9 18 121742650 121742667 AGGTATGAGGAGGTAGGGTGAA ACCACAACCCTTGCGTCTAC 276

Ai01B25474 Araip.B01 25474 p2 (GT)6 12 121743816 121743827 CCCCTGGTTCTCATTCCATA GCGAGACGCTACGACCTCTA 266

Ai01B25477 Araip.B01 25477 c (A)11tcaatcctaagctaagcttctcttgtgcacttcgggtaaacacaagga(AG)875 121752079 121752153 CAAGAAGCAAACCAAGGAGC TGTGAGCATGAAAGTGAAGC 194

Ai01B25478 Araip.B01 25478 c* (AT)8(T)10* 25 121763573 121763597 TCAAAGCCTTGGATCATTCC GGTGGCATTGCTTTTGTTTT 274

Ai01B25482 Araip.B01 25482 c (TC)7cctccctccctcccc(CT)1151 121774595 121774645 AGTGACAATGCGGTCAAATG CTTTTGTCCCCGCTAATCC 268

Ai01B25485 Araip.B01 25485 p3 (TGG)9 27 121790443 121790469 AGCAGAATCCGAAACCATTG ACAAGAACCTTCGTGTTGCC 198

Ai01B25486 Araip.B01 25486 p4 (AAAG)5 20 121790901 121790920 TCGACCCAGCTAAAGAGGAA AACAACGGCTCAGATTCACC 207

Ai01B25490 Araip.B01 25490 p3 (ATA)5 15 121796913 121796927 TGCTGAGCAACAATGCTTTT CACGCAGTAGGAGTTCATGG 217

Ai01B25493 Araip.B01 25493 p2 (AT)6 12 121812075 121812086 TCAGAACCGAACAAAATGGA AGGTGAAAAATTGCATTCGG 211

Ai01B25495 Araip.B01 25495 p3 (CAC)12 36 121813751 121813786 ACACCACCACCACAACCAG TGGTGTTGTTGCTTGCTTTC 163
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Ai01B25497 Araip.B01 25497 p2 (CT)6 12 121814190 121814201 GGCTTCTGCTCAGTGGACTC GTCTATGAGGAGTCGCTGCC 144

Ai01B25498 Araip.B01 25498 p2 (CT)6 12 121814396 121814407 GGCAGCGACTCCTCATAGAC GTTAGGAGGGAGATCCGAGG 191

Ai01B25502 Araip.B01 25502 p3 (TTC)5 15 121825377 121825391 CTCCATCTTCTCCTCCCCTC GACGCCGAAGATACGACATT 151

Ai01B25503 Araip.B01 25503 p2 (AG)12 24 121825772 121825795 TCTTCAATTTGATCCGAGTTTG ACACCTAAACCACCACTGCC 166

Ai01B25507 Araip.B01 25507 p2 (GA)6 12 121846052 121846063 CATGCCCTAACTTATTTATGCTG GGCACAAAGTCATGAAAACG 280

Ai01B25509 Araip.B01 25509 p2 (TA)10 20 121847501 121847520 CAATTTTCAGGATTTTGAACCA TCAAACATATACCTCCTTTTTCTTTC 276

Ai01B25511 Araip.B01 25511 p2 (AT)12 24 121851223 121851246 TCTTAAGAATTGTATTGGTCATGCT CAAATAGCAACATTCACAACCAA 258

Ai01B25514 Araip.B01 25514 p3 (AAG)15 45 121865501 121865545 CTGCATGCACAAGGACTCAG TCCTCCTCTTCCTCCTCCTC 203

Ai01B25515 Araip.B01 25515 p3 (GAA)5 15 121865862 121865876 CGGTGGCCTCCTTTTACTTT CGCGTTTTTCTTCTCTGCTC 240

Ai01B25516 Araip.B01 25516 p3 (GAA)15 45 121865978 121866022 AACGCGAACAGAAGAGAACG ATCCCCTTACGCGTTTGTTA 190

Ai01B25518 Araip.B01 25518 c (AC)14(AT)21 70 121872889 121872958 ATTCATTCCTCAACCCACCA ATGCCTAATTGTTGGCAAGG 223

Ai01B25524 Araip.B01 25524 c (CAC)5tatatctccatcatcatcttcttcacat(GCA)558 121913305 121913362 CTCTTCACCCAGCTACCACC GATCGGAGAAGGAGGAGAGG 254

Ai01B25532 Araip.B01 25532 p5 (TTAAA)5 25 121974942 121974966 TTAGTGATCGGAGTGTTGCG TCTGAAATGTTAGATTAACTAGGCAC 258

Ai01B25538 Araip.B01 25538 p2 (TA)7 14 122004824 122004837 TTTCCCGAAGTAGATGTGGG AGTGCAAAGACGAGGGAGAA 274

Ai01B25539 Araip.B01 25539 c (T)10atgttggtggctgttgttttttattaataaatgctttgttccatgaattttctgataattcgtagctgtttttttattttttttatactttaa(T)12115 122005377 122005491 TTTTATGAATTTGATGTTGATGTTGA AGCAGGCACAAACTTTACACC 253

Ai01B25540 Araip.B01 25540 p2 (AT)9 18 122006432 122006449 AAGCAAGAGTCAAGGTGGGA GATGGCCTTCTTTGCTTCAC 213

Ai01B25543 Araip.B01 25543 p3 (AGA)5 15 122019400 122019414 AAAAAGGAACGCGAGAATGA CCACATCCAAGGAATTTTGG 170

Ai01B25548 Araip.B01 25548 p2 (CT)8 16 122052278 122052293 TGTCACCCCTAATGGGACAT TGGTACGATACTGAGCGACG 259

Ai01B25552 Araip.B01 25552 p2 (AT)6 12 122066344 122066355 GTATATGGCCGATTGTTGGG CATACACCCAAACCCAGTCC 259

Ai01B25555 Araip.B01 25555 c (CAT)6tgcgcaatgctacctgcgattgatttcatgtctgattttttttatacatgtagcatgattgattatgagtttgtttgaaaactatttaacat(A)10120 122080244 122080363 TCCAGGATGGTTTGTTCCTC TCCAGGAATTGAGTTTCAAATAGA 209

Ai01B25557 Araip.B01 25557 p2 (AT)7 14 122086333 122086346 TAAATTCTCGGGAATGGTGC CGCCTTCACCAACACAATAA 183

Ai01B25560 Araip.B01 25560 p2 (AT)13 26 122089036 122089061 TCCATGTTTATCACAGCCCA TTTGCTAAACCATTGGACCC 276

Ai01B25563 Araip.B01 25563 p3 (ACA)5 15 122095877 122095891 CGTCATCTTTTCCACCAAGA ATCTCACAAGCCCAATCCAC 245

Ai01B25565 Araip.B01 25565 c (A)11tttcgtttcccacccctgtacccgttttaaatttttttactttatttaacttttgaaaatt(A)1284 122107613 122107696 GTCGGGGATTGACTGTGATT AATGAAAAGAAATCGAATGAAAA 265

Ai01B25567 Araip.B01 25567 c (A)10ctttttctttgttttcgtttttcttcaaataaattttcg(A)1059 122122749 122122807 TCGAGTTTGGACAACTGACG TACAGCCAGCCAGGCTTC 242

Ai01B25574 Araip.B01 25574 p3 (AAT)5 15 122162745 122162759 CTTTGCTTGCTTCCCTTGTT CCAGCTTTGATGAAGTGACA 228

Ai01B25575 Araip.B01 25575 p2 (AG)6 12 122163088 122163099 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai01B25576 Araip.B01 25576 c (CTT)6cccttccccttgacaggagcagaaacactctctttctcttattttttttc(T)1078 122170555 122170632 AAAATCGTAGGAGGTGGCG TTTTTGTCCCCAACCTTTTT 260

Ai01B25579 Araip.B01 25579 p3 (TTA)5 15 122175342 122175356 GGATTTGAATTTTGGGATTTGA AAAGTCCTTGGCGGCTAGTT 263

Ai01B25580 Araip.B01 25580 p2 (AT)12 24 122175893 122175916 AAACTTGCCATCTTCCTCGT TGCCAGGTCATTATCCTTGA 148

Ai01B25581 Araip.B01 25581 p2 (AG)9 18 122176115 122176132 TCAAGGATAATGACCTGGCA TAACAAGAGGGGGTTGTTGC 200

Ai01B25588 Araip.B01 25588 p3 (ATT)13 39 122200037 122200075 TGTTGCCGCAAAAGCTAAAT AAACAAACTTCATTTTTCATGGG 268

Ai01B25589 Araip.B01 25589 p3 (AAC)5 15 122202126 122202140 CCACCACCCTTTTACTTCCA CAATTTCTCTCTCCCTGCCA 253

Ai01B25590 Araip.B01 25590 p2 (AG)24 48 122202264 122202311 TGGCAGGGAGAGAGAAATTG CTCCATCACCATCTCCATCA 209
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Ai01B25593 Araip.B01 25593 p3 (TGG)6 18 122203631 122203648 GAAAGATGGGTTCCGTTTGA TTGGTTTGGGTATGGGTTGT 260

Ai01B25597 Araip.B01 25597 p2 (GA)6 12 122228267 122228278 GAAGGGTGTTATGGGGAGGT CACCATTCTGGGCGTTTAAT 261

Ai01B25598 Araip.B01 25598 p2 (CT)19 38 122247060 122247097 TCAACGCTGATGGCAACTAC CCACACGAACATAGCTTGGA 249

Ai01B25599 Araip.B01 25599 c (AT)8ttaacccac(AT)1147 122250545 122250591 AAACCCAAAATAACCCAGGC TGATGATGTGGGTTGAATGC 225

Ai01B25600 Araip.B01 25600 p3 (TAG)8 24 122261525 122261548 TTGTGTTGATGTCAACTCTAAGCA AACTTGAATTTAGGTTTTCTCTTGC 221

Ai01B25601 Araip.B01 25601 p3 (AGT)5 15 122261818 122261832 GCAGTAGTTTCAAGTTGTGCCA GGTTTCCTCTTGTTTAGAGTTGACA 130

Ai01B25603 Araip.B01 25603 p2 (AT)6 12 122269603 122269614 CGGGGTTACAGGAGCATAGA CAATAAACGGTGAGGGGAAA 210

Ai01B25604 Araip.B01 25604 c (TGT)5tgaatttgaaagattaggttacaatagatga(TGT)561 122273729 122273789 CCCAGCTCTCCATTTCTCCT TCACCCTTTCACATCTACCAAA 256

Ai01B25605 Araip.B01 25605 p3 (ATT)27 81 122274682 122274762 GGGATAATTTGAGAATTTTGATTGA GCATACAAAACTAATAACGTGAAAAT 280

Ai01B25606 Araip.B01 25606 p2 (TA)6 12 122275151 122275162 AAAATTGAGGTGGTGAGGTGTT CTTGTATGTTCTGGCCGGTT 244

Ai01B25607 Araip.B01 25607 p2 (TA)8 16 122275367 122275382 TCGATTCGCGAAGATAAACC AGCACCACTCCGTATTCTGG 239

Ai01B25609 Araip.B01 25609 p3 (ATA)5 15 122279259 122279273 GGAATCTTTTGTCAAACAGGC TTTGTTGCTGCAAAAGCTAGA 216

Ai01B25611 Araip.B01 25611 p3 (AGT)5 15 122287957 122287971 TGGTGTTGACACTAAGAAAGAGG GCACAACTGAATTTAGGTTTCCT 217

Ai01B25612 Araip.B01 25612 p3 (AGT)6 18 122288408 122288425 GAAAACCTAAATTCAAGTTATGCTACA GGTTTCCTCTTGTTTAGAGTTGACA 248

Ai01B25613 Araip.B01 25613 p3 (AGT)7 21 122289104 122289124 TTGTGTTGTCAAGTCTAAGCAAGA GCACAACTGAATTTAGGTTTCCT 276

Ai01B25614 Araip.B01 25614 p3 (AGT)6 18 122289455 122289472 TGCAGCTGTTAACACCAAGAAA GCACAACTTGAGACTACAGAACTTG 153

Ai01B25615 Araip.B01 25615 p3 (AGT)10 30 122290569 122290598 GCGTTGTTGTCATGTCTAAGC GCACAACTGAATTTAGGTTTTCTCT 249

Ai01B25616 Araip.B01 25616 c (AGT)5tgtgttgtcaactctaaacaagaggaaacctaaattcaagttgtgctacaagcagtagtagtagtttcaaattgtgctaca(AGT)5111 122291109 122291219 GCATCCTAAATTCAAGTTGTGC GGTTTCCTCTTGTTTAGAGTTGACA 244

Ai01B25617 Araip.B01 25617 c (AGT)5gttagtaatagtgttgcaactctaagcaagagaaaacctaaattcaagttgtgctaca(AGT)588 122291447 122291534 GAAGAAACCTAAATTCAAATTGTGC GTTGACAGCACCACAACCAC 254

Ai01B25618 Araip.B01 25618 p3 (TAG)16 48 122291943 122291990 TTCCATTCAAGTTGTGCTGC CGATCTCCATTGCAATTCCT 172

Ai01B25620 Araip.B01 25620 c (A)10ttaccttcgaatacttaaacagt(A)1043 122311669 122311711 ATGTACCTATGTGCTCCCGC TTGCCCCAAAATAGGACTTG 208

Ai01B25624 Araip.B01 25624 c (T)10aaattgggttcttgcacgaa(T)1141 122314282 122314322 TTTTGCGAAAGTTTCAATTAGG TTGGTCCCTATAGTTTCGCA 254

Ai01B25634 Araip.B01 25634 p2 (TA)6 12 122331774 122331785 TGATATCGGTAAAGTTTTTGCCT TCATTTGCTACTCCACAATGACT 173

Ai01B25637 Araip.B01 25637 p3 (TGT)5 15 122332725 122332739 TGCCCAGCTCTCCATTACTC TCATCCACCACTATCACCCTT 280

Ai01B25638 Araip.B01 25638 p3 (ATT)17 51 122333644 122333694 TTACGGAAGTCAATGAAATAAAAA TGAGACTTAGGGTCGAATCTTTG 280

Ai01B25642 Araip.B01 25642 p2 (TA)6 12 122338742 122338753 TAAACGAGATAAGCCTGGGG TTGCGAGTGCCATTTTTGTA 149

Ai01B25643 Araip.B01 25643 p2 (AT)7 14 122343089 122343102 GCAATGCTAGGGAACCAAAA TTTGATACTTAGCAGAAGAAACATCC 119

Ai01B25645 Araip.B01 25645 p3 (AGT)9 27 122346383 122346409 TGTTGTCAACTCAAAACAAGAGG GCACAACTGAAGTTAGGTTTCC 247

Ai01B25646 Araip.B01 25646 p3 (AGT)5 15 122346692 122346706 TGTGGTCAAGTCTAAGCAAGACA GCACAACTGAATTTAGGTTTCCT 276

Ai01B25647 Araip.B01 25647 p3 (AGT)5 15 122347440 122347454 CAAACCTAAAGTCAAGGTGTGC CGCAACTTGAAACTACTTCCTG 155

Ai01B25648 Araip.B01 25648 p3 (AGT)5 15 122347712 122347726 CAAACCTAAAGTCAAGGTGTGC CGCAACTTGAAACTACTTCCTG 155

Ai01B25649 Araip.B01 25649 p3 (AGT)5 15 122347984 122347998 CAAACCTAAAGTCAAGGTGTGC GGTTTGCTCTTTCTTGGAGTT 166

Ai01B25650 Araip.B01 25650 p3 (AGT)6 18 122348105 122348122 AACTCCAAGAAAGAGCAAACC TGCTTAGACATGACAACAACACA 257

Ai01B25651 Araip.B01 25651 p3 (AGT)7 21 122348844 122348864 GGAAACCTAAATTCAAGTTGTGCTA TTGACAACAACACAACAACAACA 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25652 Araip.B01 25652 p3 (AGT)11 33 122349321 122349353 AAATTCAAGTTGTGCTACAAGCAG GGTTTCCTTTTGTTTAGAGTTGACA 136

Ai01B25653 Araip.B01 25653 p3 (AGT)5 15 122349589 122349603 GGAAACCTAAATTCAAATTGTGC GTTGACAGCACCACAACCAC 216

Ai01B25654 Araip.B01 25654 p3 (TAG)7 21 122350049 122350069 TTCCATTCAAGTTGTGCTGC CGATCTCCATTGCAATTCCT 145

Ai01B25655 Araip.B01 25655 p3 (ATA)5 15 122350706 122350720 TGGCATCAAGGTCAACAATC AGCACATGGCCATTCTAAGC 270

Ai01B25662 Araip.B01 25662 c (A)10ctacttaatgtacaccgtcaa(T)1142 122369059 122369100 ATGCCACAAGCACATGGTTA TGGCTCCTGAAAGAATGAGG 273

Ai01B25663 Araip.B01 25663 p3 (TTA)18 54 122369554 122369607 TCCATGTCCTTGACATCTTCA CTCTCTCTCTCGCTCGGTGT 266

Ai01B25667 Araip.B01 25667 p3 (GAA)5 15 122377367 122377381 CCGCCATATTATGATCCACC TCTCTTCCTCCTCTTCTTCGG 226

Ai01B25669 Araip.B01 25669 p2 (AT)8 16 122388631 122388646 CGTGTTGTTGATGGCTATGC TCAATCTTAAATGACGAAAGGAGA 217

Ai01B25670 Araip.B01 25670 p3 (CAA)5 15 122398619 122398633 AACACCAACACCAACACCAC GCCTGTTTTCTTGCTTCTGC 216

Ai01B25675 Araip.B01 25675 p3 (ATA)5 15 122423571 122423585 CCACTGTTCTTTTTCATATTTTGC CTCCACACCTTGCATTTTCA 238

Ai01B25677 Araip.B01 25677 p2 (AT)7 14 122433594 122433607 GACATAAATCATTTTCATCCCTCA TTTTGATTTTGAGCATATGACTTTG 247

Ai01B25680 Araip.B01 25680 p2 (AT)12 24 122446842 122446865 CAAAACCCGAGTCTCCAAAA GTTCTCACCCATGCGAATTT 226

Ai01B25682 Araip.B01 25682 c (T)10c(A)15 26 122449096 122449121 GATTTCTGCGCACCAAGTTT AAGCCTCGGTCCAAAAGAAT 256

Ai01B25683 Araip.B01 25683 p3 (TTC)5 15 122453962 122453976 CTCCCAAACCCAACCCTAAT GCAATGCTTTTACCACACCA 227

Ai01B25685 Araip.B01 25685 p5 (TTATC)6 30 122470932 122470961 CCTGGGTGCTCCAGTGTATT AGGACGGTTCCCTTGAAGAT 129

Ai01B25691 Araip.B01 25691 p2 (AT)7 14 122536158 122536171 TGCTCCCAATACTAATGGATTTC GTGAGGTAGCTGACAACGCA 191

Ai01B25703 Araip.B01 25703 p4 (AAAT)6 24 122587847 122587870 TGCAATCGTATTTTGGGTCA TTGAACTGGATTTTCCAGGC 188

Ai01B25706 Araip.B01 25706 p4 (TAAA)6 24 122594191 122594214 CACACCTGTGAAGGGGAAAT AGTGAAAAGCCGATTCGTTC 164

Ai01B25713 Araip.B01 25713 p3 (GTG)8 24 122649495 122649518 TCCTACAACAGACCATGCCA CCTGTGACCCAACCTAAGGA 249

Ai01B25714 Araip.B01 25714 c (CTT)6cacttacattttcttctttttgttc(T)11aatttcgttaccgtcgtcaccaacatcacctctttctcttctttctccttttcttactggaatttcatctattccttccttttcatccttctcctc(CAT)12186 122653502 122653687 TTTTTCCATTTTCTTCCCCC CGAATTTGATGATAACAATAACGA 279

Ai01B25718 Araip.B01 25718 c (TTA)5gatattttg(A)1034 122660661 122660694 TGAATCCACACAAATGTAAAATG GGGAATTAATTGAAAATTCGG 277

Ai01B25720 Araip.B01 25720 p2 (AT)10 20 122662794 122662813 TTTGGGTGTATTGTGGGAAA CCCAACCTTGGGAACAAACT 278

Ai01B25721 Araip.B01 25721 p3 (TAA)6 18 122664600 122664617 GAAGGTGAAGGAGAAAGAAGAAAA TTGATGTCTCCGTCACAAACA 242

Ai01B25727 Araip.B01 25727 p2 (CT)6 12 122715510 122715521 CCAAAATTAGCAGCAAGGGA ATGGATGGATGTCGATTGGT 225

Ai01B25732 Araip.B01 25732 p3 (ACC)7 21 122741405 122741425 ACGGTGGTAATCCTTTGCAC GGGAGGAGCTGAATGATGAA 221

Ai01B25734 Araip.B01 25734 p3 (ATA)8 24 122743346 122743369 ATCCTCTGATCCAGTGCCAA TACCTTTGGCGGATTTGTGT 280

Ai01B25736 Araip.B01 25736 p4 (AATA)5 20 122751308 122751327 CATGTGAAAGCAACCGACAA TTCCCACTTTCCAGCACTTT 180

Ai01B25743 Araip.B01 25743 p3 (TTA)20 60 122793762 122793821 AACACGATCCTCTCCTCCCT TTCGATTTTGGTCCCTAACG 249

Ai01B25745 Araip.B01 25745 p2 (AT)7 14 122796342 122796355 TGAATGTGTTGTCCCCTCCT AAGGGGTTAAAGGGCTACCA 235

Ai01B25747 Araip.B01 25747 p3 (ACC)6 18 122802230 122802247 TCCCAATCCATTTCCACATT CTAACCCTCCGCCTTCTTCT 191

Ai01B25754 Araip.B01 25754 p3 (TTC)7 21 122816689 122816709 TCTCCCACTCCCTCAGTTGT CTCGAACAGAGGAGAATGACG 186

Ai01B25755 Araip.B01 25755 p2 (AC)16 32 122825898 122825929 ACACCCCATTAATGAACCCA TGCAAATCGGAGCACTGTAG 173

Ai01B25756 Araip.B01 25756 p2 (AC)8 16 122833476 122833491 ACACCCCATTAATGAACCCA GGCAAGAGTTTCACGTAGCC 177

Ai01B25760 Araip.B01 25760 p3 (ATG)6 18 122849263 122849280 ATTTTCTGGGTCCGTCACTG AACCTGTTGTGGTGGTGACA 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25768 Araip.B01 25768 p2 (AG)6 12 122923984 122923995 TGGAAGGAGGTGAGAGAGAAG TTGATTTTCAAATTTGTTTCAACT 266

Ai01B25772 Araip.B01 25772 p3 (CAT)22 66 122940178 122940243 AAATCCAACAGGTACGCCAG CTGGATGGTTTGGAGGATGT 263

Ai01B25773 Araip.B01 25773 p2 (TA)22 44 122943823 122943866 GCCATGTATGTATGTGGTCCC CACACGGAATTGCATTTGAC 260

Ai01B25779 Araip.B01 25779 c (A)10tagatatatcataagttagattaaattaaaacataaggatttataagcactttatac(CAA)582 122956673 122956754 TTCAAGCTAATTTTAAAGCCGAA CCAACCTCATTTAATGGGCA 146

Ai01B25785 Araip.B01 25785 p3 (TCT)6 18 122975903 122975920 CGCGCTTTTTCTGTTTTCTT TGGTTCTTCACCAGGGAGAG 248

Ai01B25786 Araip.B01 25786 p3 (AAG)6 18 122976613 122976630 CCATTCAATTCGGTTGGAAA ATCATCTTCTCCTCCCTCGC 171

Ai01B25787 Araip.B01 25787 c* (CTT)11(TC)18* 68 122976992 122977059 TCTTTTCTGCTCCCCTCTCA GACCCAGAAAACGAAAGCAT 280

Ai01B25792 Araip.B01 25792 p2 (TA)8 16 122987208 122987223 TTGTATGGGACTTTCCATAACCTT TGAAGATATTTGCTAATTATTACCGTG 270

Ai01B25801 Araip.B01 25801 p2 (TA)7 14 123011209 123011222 CAAAATTATGAATGTTGGATGCC TGTTCCATGCTGCTTTTGTC 196

Ai01B25805 Araip.B01 25805 p5 (AAGAT)5 25 123048984 123049008 GAAAGATAAAGGCGGTTCCC CCTGGGTGCTCCAGTGTATT 132

Ai01B25812 Araip.B01 25812 p2 (CA)8 16 123083248 123083263 TGGATCAAATGCAACTCACAC GGTCTTTGCATGCTCTGATTT 280

Ai01B25816 Araip.B01 25816 p3 (TTC)5 15 123095089 123095103 TGAAGAGTGAGTGTGCGAGG GCATTCACAAACCAAAACGA 221

Ai01B25817 Araip.B01 25817 c (T)11aaatactcttcttttatcttcagtcatctttaaaaagaaaaaagagcctccttttaaatattcttcctccatcctcag(A)12101 123096658 123096758 CTACCAAAGCCTGAACTGCC TGGGTGAGTTTTAGCATGAGG 275

Ai01B25822 Araip.B01 25822 c (TC)7a(CT)6 27 123109507 123109533 GTGCCACATGCCTTTTCTTT TTTTGTGCCGAAATTATCCC 197

Ai01B25823 Araip.B01 25823 p3 (ATT)5 15 123110067 123110081 GCTTATACCATTCAAAATCACTTTTAG TTGTGATTTTTGTGTATTATGTTTGTT 280

Ai01B25831 Araip.B01 25831 p2 (TC)8 16 123123375 123123390 GGCCCAGATCCAAGTACAGA CAGTCTGCAACATGGAAGAA 279

Ai01B25836 Araip.B01 25836 p2 (TA)9 18 123140459 123140476 TCATGCGACAATTGGGATAA TGGTAAGTCAGACGGACACG 255

Ai01B25839 Araip.B01 25839 p2 (AG)9 18 123149068 123149085 GGGAGAATCCATCCATTCAA AGCCAATTGGGCAACATAAG 264

Ai01B25840 Araip.B01 25840 p2 (TA)25 50 123155519 123155568 GCATTTTGCGCTTTGGTTTA TGTCAAATTAACCAACATTTATTGC 276

Ai01B25841 Araip.B01 25841 p2 (AG)6 12 123157622 123157633 GGGAGAATCCATCCATTCAA AGCCAATTGGGCAACATAAG 258

Ai01B25844 Araip.B01 25844 p2 (TC)7 14 123182520 123182533 TAATCCCGACCTGAACAAGC AGGGAATCCGCAGTAACAGA 257

Ai01B25845 Araip.B01 25845 p4 (ATAA)5 20 123183705 123183724 TGAAACTGACACCACGTACTCA AAATACTGTTGTCCCATTGAAATAA 258

Ai01B25849 Araip.B01 25849 c (TG)7tc(TA)7 30 123212965 123212994 CTCGGGGCTTGAATATTTTG ATATGCCCAGCAGTTTCAGG 254

Ai01B25850 Araip.B01 25850 p2 (TC)13 26 123214496 123214521 CACCGATGCTACCCTTTTTC TGGGCCAAAATTGTGTATTTG 254

Ai01B25851 Araip.B01 25851 c (CT)8ttg(TC)19 57 123215662 123215718 CAAACTCCCAGAAATGCACA ATTTTGTGGTGCTTGGAAGG 233

Ai01B25852 Araip.B01 25852 p2 (TC)11 22 123215855 123215876 CCTTCCAAGCACCACAAAAT TAGCAGAAATCCGGTTCGTC 274

Ai01B25853 Araip.B01 25853 p2 (CT)6 12 123216843 123216854 GAACATTGAACCTGGAATGGA ATCCAAGCCCAGAAACACAG 196

Ai01B25854 Araip.B01 25854 p2 (TA)8 16 123218866 123218881 GGGTTGTGTGTTCTTTGGCT GCTTTTCAGAATCACAACAATCT 205

Ai01B25855 Araip.B01 25855 p5 (AAAAT)5 25 123222715 123222739 CTAATGCATGACAACCGCAC ACAACCCACCACGGTATGAT 253

Ai01B25857 Araip.B01 25857 c (CT)6(CA)7 26 123230674 123230699 AACCAAAAACAAATCGGACG AGGTGGCTGATGTCCCTTTA 262

Ai01B25861 Araip.B01 25861 p3 (TTA)5 15 123241273 123241287 TGGCTACCACGGTTTATGCT TGCCAATGTTGTATTTGCGT 260

Ai01B25866 Araip.B01 25866 p4 (TTAA)5 20 123265764 123265783 AACGTGCATCCACACAAAAA CCCTTTTCCGCATAAAAACA 218

Ai01B25868 Araip.B01 25868 p2 (TG)8 16 123267524 123267539 ATGCTGCGGAAACTGAAACT GCACTTGGCTCAAAACATCA 241

Ai01B25872 Araip.B01 25872 p3 (AGG)5 15 123272608 123272622 GAGGGAGTGGGAGGAGAGAG TTCCACTGTCGTTCTTGTCG 114



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25873 Araip.B01 25873 p2 (AT)8 16 123273541 123273556 TTTTTGGCAAGGCTTGTTCT CCTACGTTTTGGACTGACACC 278

Ai01B25874 Araip.B01 25874 c (T)10gtttagggaagtaaacaaacacagcctgcgttttgttttttccaaggttttcgaaa(T)1076 123273705 123273780 GGTGTCAGTCCAAAACGTAGG TACAGGCTGCATTTGGGTTT 204

Ai01B25876 Araip.B01 25876 p3 (ATA)7 21 123276959 123276979 AAACAGAGTTATACGAGAACGAAGC ATGCCAGATTTCAGTGGTCC 277

Ai01B25877 Araip.B01 25877 p3 (TAA)5 15 123277861 123277875 CGGGACCTGATAGTGATGCT CACAGCAACAACAGGAAGGA 224

Ai01B25882 Araip.B01 25882 p2 (AT)6 12 123291516 123291527 AGTCGTCGTTTGGACCTCAC GCTAAGTGAAAAACCACAGTGAA 154

Ai01B25885 Araip.B01 25885 p3 (TCC)5 15 123300379 123300393 TCGCAAAGAAGATGACAACG CCAAAGGTCAGAGGTTTCCA 130

Ai01B25888 Araip.B01 25888 c (A)10gctagcataccatgaaagaagctattacacc(T)1051 123309864 123309914 TGACATCGACCAAAACGAAA GGGAGTACATTGTTGGGTGG 164

Ai01B25890 Araip.B01 25890 p2 (AG)21 42 123315808 123315849 GCCAGAGTGGGTATTGGAGA TCCGGAGGGCTATCTCTTTT 278

Ai01B25892 Araip.B01 25892 c (TA)7ttactacatatattagta(AT)644 123345234 123345277 GGAGGCGGGAAATATACACA TTTTGTCAGGGATGTATTTGTCA 247

Ai01B25896 Araip.B01 25896 p2 (TC)7 14 123365156 123365169 ATCAACGGCCAAGATTGAAG CAAACGTGTGCTCTCACTCC 225

Ai01B25899 Araip.B01 25899 p3 (GTA)5 15 123379171 123379185 TGACGTTTGGAAAAACTCTGG TTGGCAGCAGTGAGGTCTAA 276

Ai01B25903 Araip.B01 25903 p2 (GC)6 12 123394986 123394997 CAAAAGTTTGGAAAACCCCA TGATTCAAGATGCCTTTCCC 240

Ai01B25905 Araip.B01 25905 p2 (TA)6 12 123399368 123399379 CCAATACAACAACAGCAAGGG GGCATGGGCATGAGTTAGAC 116

Ai01B25908 Araip.B01 25908 p2 (TA)32 64 123408125 123408188 ATATATGAGCCATGCAGCACT GGTACTTGAGTGGTGTCCTTTTG 265

Ai01B25909 Araip.B01 25909 p3 (CTA)5 15 123410702 123410716 AACTTCTGCCAAAGCTTCCA AATAGTGTGTGGTGTGCCGA 112

Ai01B25910 Araip.B01 25910 p3 (TGC)5 15 123412323 123412337 CGGTTCTGCCCTAATTTTCA AGCACAACATTGCTACCAGC 268

Ai01B25911 Araip.B01 25911 c (TA)6cagaaaacaaaaacgagacctaaggctacacttatatacagtagctatagtatac(A)1077 123421267 123421343 ACTTCATTCTAGTACTTTTGGATCATT TTTTTATAAGTGTAGCCTTAGCTCCC 279

Ai01B25912 Araip.B01 25912 c (TA)9tctttttatgacaattctgaaattcctatggtgagaccgtgtggttagattctcaccgcttatagactc(T)1097 123422697 123422793 GATCACTGCGGTTGAAAACA TCGATTCTGGCGCTAAACTT 258

Ai01B25915 Araip.B01 25915 c (A)10cttaccaaaaattaaatca(ATT)647 123437463 123437509 ACCGATTCCAGAGCACAAAA AACGCGACACAAAGGAAAAG 273

Ai01B25916 Araip.B01 25916 p2 (TA)23 46 123437804 123437849 GCCACTGCACCTTCTTCTTC TTGCATGCACATGTTCCAC 171

Ai01B25919 Araip.B01 25919 p2 (TA)7 14 123447131 123447144 GCATGCATAACAAGGCAACA GCTCAACTGCAGCCATCTTT 202

Ai01B25921 Araip.B01 25921 p2 (TA)6 12 123450738 123450749 CATGGGGGAAAAGGTACAAA AGCCCTCCTAAAAAGCTTGC 149

Ai01B25925 Araip.B01 25925 p2 (AT)7 14 123461770 123461783 TGATGTAAGGCCTAGCTCTTCTCT CTCTTTTCCTCAATTATTTCTTTTG 259

Ai01B25928 Araip.B01 25928 p2 (TA)6 12 123472202 123472213 TTCGAATTACAAGGTTATTTTGTG CTAGCCATCTCCCCACTTTG 216

Ai01B25929 Araip.B01 25929 p3 (ATA)11 33 123473898 123473930 AACGCTATGTCCTGTCCCAT CTTCCTTGCGCACTTTCTTC 273

Ai01B25943 Araip.B01 25943 c (AGC)7cgaagaagaagcagaagcagaagaagaaaaagaagaaa(AAG)780 123522554 123522633 GGAAAGCCTTGAGAGCATTG GTACGCTTTTAATTTGCGGG 171

Ai01B25944 Araip.B01 25944 p2 (TA)9 18 123525557 123525574 TGGGTGACAGTGGTATCCAA TGAGCCACCATAGACGTCAC 280

Ai01B25947 Araip.B01 25947 p3 (TAG)5 15 123541108 123541122 TGGTGAAGGAAAATTGGTACG GGGAAAACAATAAATGACGGG 230

Ai01B25948 Araip.B01 25948 p2 (TA)13 26 123542338 123542363 GGAGTTTCCAATAGATGATCAAAA TCTGCAAGAAATTCTAAATCTCAAAA 229

Ai01B25950 Araip.B01 25950 p3 (ATG)5 15 123551534 123551548 TATTGAAAAAGGAGGCCGTG GGAGAGACGCGCAAAGAATA 196

Ai01B25951 Araip.B01 25951 p2 (TA)7 14 123552929 123552942 TCCAATCCGATAATCTTGCG TGGTTGCAAAGAGTATCATTGAG 179

Ai01B25952 Araip.B01 25952 p2 (AT)6 12 123553345 123553356 TTGTCTCCCTTTCTTCACGG TCTCGAAGACGACACGACAC 109

Ai01B25953 Araip.B01 25953 p3 (TTC)5 15 123553742 123553756 TCTGGTAAAGGATATCGGCG AGAGAAAACGCGAAACCAAA 143

Ai01B25965 Araip.B01 25965 p2 (CT)6 12 123572535 123572546 TCAAAAATCAAACTTGGGGC TGCTCTCACTCCTTGCTTCA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B25968 Araip.B01 25968 p2 (CT)6 12 123585545 123585556 TCAAAAATCAAACTTGGGGC TCCTTCCTTCAATCATTGGC 258

Ai01B25969 Araip.B01 25969 p2 (AT)8 16 123589213 123589228 TGGACTTGACTTGCAACCTG TTTTGCGCTTTTGAAATCCT 251

Ai01B25970 Araip.B01 25970 p3 (CCA)5 15 123594717 123594731 AATCAAAACCATCCCTCACG TGTTGATTTTGTTGTTGAAGTTGA 224

Ai01B25978 Araip.B01 25978 p2 (TA)8 16 123606439 123606454 GTTTTGTTCGTGAGGACGGT ACTCAAGCCACACACACAGC 222

Ai01B25979 Araip.B01 25979 p2 (TA)16 32 123611896 123611927 CTCCTGGGGTTCTCTGATGT TGAGAGGGAGGCTCTGAAAA 250

Ai01B25986 Araip.B01 25986 c (TAA)6aaacccactctcttattttccattccattctattccattcaatttcaacacaatactcttctcacggatcttgctcctctctgc(TCTCT)6132 123647975 123648106 GAGTGTGAGTGAGAAGGGGC CCCTTTGGAAATTGGAATGA 275

Ai01B25987 Araip.B01 25987 p3 (AAC)6 18 123648243 123648260 ACCATAGCAACCCCATTCAA TTCTCCATGCAGATCCATCA 215

Ai01B25989 Araip.B01 25989 c (T)13aatattgattgattaaatcaagtgatattattatactgattatgattaagcttgtcaaatttc(A)1490 123649190 123649279 TTGAATAAATCAAGCATGAAAATCA AAATCAAACTTTCCACAGGAACA 280

Ai01B25990 Araip.B01 25990 p4 (GATA)5 20 123652538 123652557 GAACAGAAAATGCAGCACCA AGACATGGCCATTGAAGACC 200

Ai01B25992 Araip.B01 25992 p4 (AATG)5 20 123653151 123653170 GTACGACCTCGGAATCAGGA ACCCCGTGAAGTTCAGAATG 226

Ai01B25994 Araip.B01 25994 p4 (TTAA)5 20 123658717 123658736 GGCTTATTATGTGCCCATCG TCGCTAATATATTTTTCGGCA 162

Ai01B25995 Araip.B01 25995 p2 (AT)6 12 123659180 123659191 TTCCCGGAATCCTAAGAAAAA CAAGGACGATGACATCACAA 162

Ai01B25997 Araip.B01 25997 p2 (CT)7 14 123673315 123673328 AGGATTCGTGACATTTTTCAA TGGCCAATAAATCATTGCAT 252

Ai01B25998 Araip.B01 25998 p3 (TTC)9 27 123674830 123674856 CAAGTTGGCCTAATCCCAAA AAGGAGGAGGAGGAGAAACG 114

Ai01B26000 Araip.B01 26000 p3 (AGA)7 21 123677002 123677022 GAAGAAAAAGACGCTCCGTG CTCCATACACGTGTTCCCCT 127

Ai01B26001 Araip.B01 26001 c (A)10gtgaagtataag(A)1133 123677212 123677244 ACAAACGACTGTGGGTAGGG TTCAGAAATCAATTTGAAGAACGA 259

Ai01B26003 Araip.B01 26003 p2 (AT)8 16 123693765 123693780 TGGGGGACAAGCATAAATTC ACTTCATTTGCCTTGCATCC 280

Ai01B26004 Araip.B01 26004 p2 (TA)8 16 123695000 123695015 TATTCCAAATCGGCAAAAGG ACATCTGGGATCGTTGCATT 237

Ai01B26006 Araip.B01 26006 c (AC)7gaaaaag(A)1233 123697321 123697353 GGCATCATCGCAAATATCCT CTCTGCTGGTGGTAATGGGT 197

Ai01B26008 Araip.B01 26008 c (T)10cagtcaagatctatggc(T)1037 123699595 123699631 CCAAAAACCGAACCAATGAC GACCGATCCAGTTAAACCGA 278

Ai01B26009 Araip.B01 26009 p2 (AG)6 12 123700916 123700927 CATATCCGATCTAAGCCCGA CATGCAAGAGGAAATGGGTT 254

Ai01B26010 Araip.B01 26010 p2 (AG)6 12 123712309 123712320 TTCAATTCCCTCCATCTTGC TGGTGTTTTGCTTAGGGAGG 126

Ai01B26011 Araip.B01 26011 p3 (GAA)5 15 123713667 123713681 GCCCTGGATGTTCGATAAGA TATAGCCTCCCTCCGAGCTT 214

Ai01B26014 Araip.B01 26014 c (A)10gaatgattcttgaagaaagaaaaagcagtgaatacaaaagcttgc(A)11g(A)10ggcg(A)1091 123723903 123723993 TGAAGCAAGAAAAAGCAGTGAA CCTTAGGCCCTCCTATCCAC 277

Ai01B26033 Araip.B01 26033 c (T)10aaatttgaatcc(T)1133 123793955 123793987 AACAAACCACGAAAAGAATGC TTTTTAGATTCAAAGCACCGTTT 138

Ai01B26037 Araip.B01 26037 p2 (GA)10 20 123804873 123804892 CTCCGTAACTTCCCGATTCA TGCTGCTGTTACTGGATTCG 236

Ai01B26038 Araip.B01 26038 p3 (GGT)5 15 123809759 123809773 TTCGCTGTTTCACACTCCTG TCCTTGTTATCGTCGTTCCC 148

Ai01B26039 Araip.B01 26039 c* (GT)8(T)11* 26 123810648 123810673 AGTCCATCGTAGGAAGCAGC ATCTTTTCTCCAAACCACGC 255

Ai01B26040 Araip.B01 26040 p2 (TA)6 12 123813122 123813133 GAGACGAGGACAGGATCGAG TGCAGAGAATTCGCCCTATAA 280

Ai01B26045 Araip.B01 26045 p3 (TTA)7 21 123828617 123828637 AAACCACAGGAACAACTCCG TGGTCATATGCCGACACCTA 219

Ai01B26048 Araip.B01 26048 p2 (AT)6 12 123835929 123835940 CGTCGCTTCTCAAGAAACCT CCACTCATTCCCACTTCCAC 272

Ai01B26051 Araip.B01 26051 p3 (AAG)6 18 123843751 123843768 TGCTGCTGCTTCTTCTTCAA CAAGGTACGTTTCTTGCCTTC 187

Ai01B26052 Araip.B01 26052 c* (AAG)6(GAAGAG)6*50 123843915 123843964 TTCTGGTGATTTTGATGAAGGA TTATAACACGCCGTTTCACG 213

Ai01B26054 Araip.B01 26054 p3 (CTT)5 15 123853380 123853394 ACACCCAAAATTCGTTGAAG GCTGCACGTTCTTCTTCCTC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26055 Araip.B01 26055 p3 (AAG)6 18 123853518 123853535 TCTCCTCCTCATCTTCTGCTTC CAAGGTACGTTTCTTGCCTTC 203

Ai01B26056 Araip.B01 26056 c* (AAG)6(GAAGAG)6*50 123853682 123853731 TTCTGGTGATTTTGATGAAGGA TATAAACACGCCGTTTCACG 213

Ai01B26058 Araip.B01 26058 p2 (AT)8 16 123856365 123856380 GAGCCAAAATTTCGCCATAA ATGGCTTTGGCCTTTCTTTT 270

Ai01B26063 Araip.B01 26063 p2 (AT)6 12 123872697 123872708 TGGGAAGCATTTTAAGTTTGTT TTTCTTGGTCATAAATCATTTTTCATA 214

Ai01B26071 Araip.B01 26071 p2 (TC)6 12 123892468 123892479 TGAAGTTTCATCCAAATACCCC TCTCAAACCCACTCCTCCCT 277

Ai01B26074 Araip.B01 26074 p3 (AAG)6 18 123897953 123897970 GCTGCAAAATTACTTGAAAGAGG CAGCCACCAAAGTTAGCCAC 266

Ai01B26077 Araip.B01 26077 p3 (GAA)9 27 123905318 123905344 GCAAAAGTGCAGAACCCAAT GAGTCACTGGCTCACTGCTG 253

Ai01B26078 Araip.B01 26078 p2 (TG)6 12 123912784 123912795 TTCAGAGGTTCGTCTTGGCT GCAACAACCAAAACCAGAAA 249

Ai01B26080 Araip.B01 26080 c (TC)6accaccacagccgcctcgctcactggaacaccgctgctcccaaaccatttccttctagacggacggta(TC)896 123914783 123914878 AAGCCAAGCCAAACCCTAAT GCAGCTTTGAATACGTACATGG 233

Ai01B26081 Araip.B01 26081 p4 (GGAG)5 20 123917569 123917588 TGCATAATGGGTTCACCAAG TCGAAGCACTTTCTCCTTCC 273

Ai01B26085 Araip.B01 26085 p2 (AT)6 12 123955093 123955104 TGGTAGCAAGAAACTGATGTGC CCCTTTCATACGGAATTGGA 156

Ai01B26086 Araip.B01 26086 c (AT)15aaaagaataatatcaattttcaaagaatttttagttggataatgtagtccttaacaaaattattttgtgttatataaac(AT)15139 123957586 123957724 CCCTTTTGTTAATTTTCTCCGTT CCAACTAAAAATTCTTTGAAAATTGA 275

Ai01B26087 Araip.B01 26087 p4 (AAAT)5 20 123960868 123960887 CATTCGAGATTTGGATTCATCT TCAAAAGCATGAACATTATTTGC 215

Ai01B26090 Araip.B01 26090 p2 (GA)8 16 123965917 123965932 GGCGACAGAAAGCTTCAAAC GGCGCTACTTCCCTTTCTCT 184

Ai01B26091 Araip.B01 26091 c (T)10ctttttcttatagggacaaaacgacgccgtttagag(T)1157 123966135 123966191 TTGATGCTGAGTACGATGGG CACCTAGCCAGTTCGGGTAA 243

Ai01B26093 Araip.B01 26093 p3 (AAC)5 15 123974275 123974289 CACCCTTTTATCCCAACCAA TGAGGCCATCATTTCATTAGC 235

Ai01B26098 Araip.B01 26098 p3 (CAA)9 27 123992399 123992425 CATAGCCAAAGGGGTGAGAG AACGAGGATTTATCCGCAAA 240

Ai01B26099 Araip.B01 26099 c (TC)6(T)12 24 124003380 124003403 GGGCTTCATTGGAGTTTTCA TAAGGGTATTCACCATCCGC 258

Ai01B26101 Araip.B01 26101 p4 (GATA)5 20 124004898 124004917 TGTCACGAGTTTATTGTGTCATT AGCATTAATTTCATTTCACACACT 244

Ai01B26104 Araip.B01 26104 p2 (AG)6 12 124014805 124014816 TGGGCAACAATTTCAAACAA ATGAATGGCTTAGCGACGAA 202

Ai01B26109 Araip.B01 26109 p2 (TA)10 20 124020263 124020282 TATGCCGACAAACCATTCAA ATCACGCATGCTGCATTAAG 256

Ai01B26113 Araip.B01 26113 p2 (TC)11 22 124036802 124036823 TACCGTCGGATTTATTTGCC GAGTGAGGGTGTTTCGGTGT 165

Ai01B26116 Araip.B01 26116 p3 (CTT)6 18 124043674 124043691 CCAACCTTGATGCCTGTTCT ATCCTAACGTCAAAATGGCG 268

Ai01B26118 Araip.B01 26118 p4 (TTCT)6 24 124048383 124048406 GTGCGAATACAAGCAAAGCA CTTCTAGGCGGCTGTTTTTG 273

Ai01B26123 Araip.B01 26123 p3 (TTA)14 42 124068770 124068811 GCAGCAGTTTCAGTCAACCA GGCACAAGGATACAACACAATC 271

Ai01B26127 Araip.B01 26127 c (CT)10t(TC)6 33 124094706 124094738 CCTCTGCTCGTGTATGGTCA TCCAGGAAGAGGAGCTCAAA 100

Ai01B26130 Araip.B01 26130 p5 (CAAAC)5 25 124113577 124113601 AACCTCCAAGAGCTGCTCAA ATATTCGTGTGAAGGAGCCC 185

Ai01B26141 Araip.B01 26141 p2 (GA)16 32 124135387 124135418 CCAATGCAGGAGATAGCACA ACCATCTTTGGGCTGAGAAA 265

Ai01B26142 Araip.B01 26142 p2 (AT)10 20 124136237 124136256 TGTTTCGACCAAAATGCTTG TTTGATTCCTGCATCAGTGC 251

Ai01B26151 Araip.B01 26151 p2 (TC)6 12 124160979 124160990 CCGAGACCTTACCGATGTGT GCCATCCCTGAGTTTGAAGA 154

Ai01B26152 Araip.B01 26152 p2 (TC)6 12 124172672 124172683 CCGAGACCTTACCGATGTGT GCCATCCCTGAGTTTGAAGA 154

Ai01B26153 Araip.B01 26153 c (CT)13actttgtgtcttttctatttccactcttccttatactttattctctcctttattctatatctctccttttatgtccttagatata(T)10121 124174334 124174454 AACTCGACGCCAATTTCATC CAGTCGCGCAGTTCAAAAA 202

Ai01B26154 Araip.B01 26154 p2 (AC)6 12 124178935 124178946 AAAATAAAAGCGCAACGCTC TAGCTCCCTCTCTCCGCATA 268

Ai01B26161 Araip.B01 26161 p2 (TC)14 28 124211327 124211354 AACCATCCCCTTACAACCAA TTTTGATCTTTGGAACCGGA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26163 Araip.B01 26163 p2 (AG)6 12 124216906 124216917 ATGATGATGTTCGGCTAGGG TTGCACAAGGCAACTGAATC 268

Ai01B26164 Araip.B01 26164 p3 (TCA)6 18 124219281 124219298 TTTGTGTCCAGTGGAAGCTG GGGACCCACTCAAACTGAAA 112

Ai01B26166 Araip.B01 26166 p4 (AATA)5 20 124235467 124235486 TCAAATGCCAATATTCAAACAAA TTATCCATTTCTTCGACGGG 280

Ai01B26167 Araip.B01 26167 p2 (TA)10 20 124235596 124235615 GCTCATACCCGTCGAAGAAA TTGAGCAGCTTACATTGCGA 103

Ai01B26168 Araip.B01 26168 p3 (GTA)6 18 124236278 124236295 CCATGTATGCCTTCATCACCT ATCATTCCCCCATCCTCTTC 268

Ai01B26169 Araip.B01 26169 p3 (AGA)5 15 124237209 124237223 TGTTTGAAAAGCAAAGCCAA ATCAAACCAACCTCCATCCA 241

Ai01B26172 Araip.B01 26172 p3 (ATA)6 18 124238404 124238421 GGCTGCTCTGTAAAGCTGGT GAATAAAGCGATTGCGATCAA 127

Ai01B26173 Araip.B01 26173 p4 (ATTC)5 20 124238894 124238913 GAAGAGTGGTGGTGGGAAGA TTTCCCAAAAGAAAAAGCGA 185

Ai01B26174 Araip.B01 26174 p2 (CA)7 14 124242642 124242655 TTTTCACTCTTGCACAGGCA CCATTACTATGGTGGATTCGG 191

Ai01B26178 Araip.B01 26178 p2 (AT)6 12 124245814 124245825 GCCATGAAACGACCTCAACT TGGGGAATTGGATTCTTTGT 268

Ai01B26190 Araip.B01 26190 p3 (CTT)5 15 124266840 124266854 GAAACACAACAAACAAACGCA TGTTGTTGTAAATCATTGTCGG 249

Ai01B26196 Araip.B01 26196 p3 (GAT)5 15 124300498 124300512 GGGACCCACTCATTCAGAGA TTGCTAGCTTCCTTTGCTCC 208

Ai01B26199 Araip.B01 26199 c (A)12tcaaaagaactattgtagtgtttttcatcttttctgagttttcttacatctctctcaaagaacg(TC)688 124316477 124316564 TCTAATGTTCATTCATACAAAGAAAAA GCGAGTGTGACTGAGACGAG 224

Ai01B26200 Araip.B01 26200 p3 (GAA)5 15 124321813 124321827 TTGTTGTTCATGAATGTTGGC GCACACTCTTTTTGCCTTGG 211

Ai01B26207 Araip.B01 26207 p3 (GAA)5 15 124348288 124348302 TGCATCGTCGGTTCTCCTAT GTGGAAGCTCCACTGGAAAA 263

Ai01B26208 Araip.B01 26208 p3 (CTT)5 15 124352975 124352989 CAGATGCCGTGGAAGCTC CGTTGCTTTCCCTGTTCTGT 280

Ai01B26209 Araip.B01 26209 c (GA)6cgttctttgagagagatgtaagaaaacccaagaaagatgaagagcactagaacagttcttttgaattttttttattttttagatatgttc(T)10112 124353460 124353571 GCCGATGAGTGTGACTGAGA TGTACAGTCAATCATGTTTATACTCCT 267

Ai01B26213 Araip.B01 26213 p2 (AG)9 18 124371078 124371095 AACATTGCAGACGCTGAGG CGGGTTTCCTTTTCTTGTCA 135

Ai01B26214 Araip.B01 26214 p2 (TA)6 12 124372154 124372165 CGCATGTGTTCTGATTTTGG GCCTGCATAATGAACCGAGT 169

Ai01B26217 Araip.B01 26217 p3 (TAT)12 36 124382977 124383012 TGACAACCAAAATATACAAAATGACA AAAAAGGTTCGGGATGAAAAA 247

Ai01B26218 Araip.B01 26218 p2 (AT)7 14 124385931 124385944 CGAGACATCAACAGGCTGAA AAAATTTGGACACCGAACTCA 248

Ai01B26219 Araip.B01 26219 p2 (TA)10 20 124387400 124387419 CCTACCAAAACAAGAAAGCAA GGAACCGGATTGGTACTTCA 255

Ai01B26223 Araip.B01 26223 p2 (CT)20 40 124398834 124398873 TGTTTGGAAAAACAGGGGTC AAATGCCATTCACACTGCAA 206

Ai01B26230 Araip.B01 26230 p3 (TGT)8 24 124432354 124432377 GACATGTTGCTGTACTGCCG TCCCAATCATCATCATCACC 192

Ai01B26231 Araip.B01 26231 p3 (ATA)7 21 124436344 124436364 TTACCTTCTGTTTTCGTTGTCA GCACATATTCCCAAAACCGT 260

Ai01B26235 Araip.B01 26235 p2 (AT)11 22 124441052 124441073 GATTTTTGGACAATCCCGAA CCAATTGACCATTATCACCG 232

Ai01B26238 Araip.B01 26238 p3 (AAT)6 18 124445103 124445120 GGCATATGGTTCACCTCGTT TCCATTCCATTCATCCATCA 198

Ai01B26240 Araip.B01 26240 p3 (GAA)5 15 124447671 124447685 TGATGGTTTGGCATTTAGCA GTCACTGATCTCTGCACCCA 158

Ai01B26242 Araip.B01 26242 p2 (TA)7 14 124461881 124461894 CTTAGAAAATTGGCCCAGCA CCGAAATTGGCTCACTTGAT 156

Ai01B26246 Araip.B01 26246 p2 (TA)11 22 124474548 124474569 TCTCACGCTTCCAGGGTAGT GCAGTACGCACTTTGGTTGA 268

Ai01B26248 Araip.B01 26248 p3 (CAC)5 15 124484872 124484886 CATTCAATGCCTCAGCTTCA ACAAGGTGTGTGGGTTGTGA 268

Ai01B26252 Araip.B01 26252 p2 (AT)10 20 124522182 124522201 TCTTGCTTAGCTCCCTATCCT CGCTTGGAGACACATTTGAA 217

Ai01B26253 Araip.B01 26253 p5 (TTATC)5 25 124527490 124527514 GGTACCTGCAAGAGACTCCG AGAGGAACACGACCCACATC 253

Ai01B26257 Araip.B01 26257 p2 (AT)9 18 124552323 124552340 TCTTGCTTAGCTCCCTATCCT TTTCCTTCAATTGTTTCCGC 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26258 Araip.B01 26258 p3 (AGA)5 15 124562454 124562468 TGGATGTGATGGTATGGTGG CGTGGTGGAGTTTTGTCTTCT 133

Ai01B26263 Araip.B01 26263 p3 (GAG)6 18 124586230 124586247 AGCGAGTAGATTGGAGGCTG ATGGATCCCTGCCGTACATA 109

Ai01B26264 Araip.B01 26264 p3 (AAG)5 15 124586419 124586433 CTCGACGAGACACAGCAGAG GTGGGGCTACATACAGCGTT 273

Ai01B26274 Araip.B01 26274 p2 (CA)6 12 124618727 124618738 TGAATACCCTCACTTTCGCC CTCCTCTCCTCCCTCTGGTT 210

Ai01B26275 Araip.B01 26275 p2 (CT)6 12 124625495 124625506 CTCTTCGAGTCCGGCTATTG AGGACTTCTGTCCTGAGCCA 220

Ai01B26278 Araip.B01 26278 c (AT)7aatgtcttgatatttattttttg(T)1249 124633470 124633518 TGATCACTCAGAAAATGCATGA TTGTTCATCCTCAGCACAGC 213

Ai01B26280 Araip.B01 26280 p2 (TA)6 12 124635505 124635516 CAACAGATATTTTTCGCACGG ACCTGCTCCGTTTTTCCTTT 259

Ai01B26283 Araip.B01 26283 c (T)10atttaattaaaaggggtgtattagtaaaagttgtgatataatatatattt(A)1171 124639278 124639348 TGAAGAACGATTGATTTTTGGTT GGAATTTATTTTCCACGTCAGC 279

Ai01B26286 Araip.B01 26286 p3 (CTA)7 21 124646500 124646520 TTATTTCAATCACGTGCCACA CCCGTCCAAAGATCGTACAC 275

Ai01B26291 Araip.B01 26291 p3 (ATT)5 15 124675061 124675075 TCCAAAACAACATCGGTTGA CCCTGTCCCTCATTCTGTGT 250

Ai01B26293 Araip.B01 26293 p3 (TTA)6 18 124681955 124681972 TTTGTGTTTGTGGCCTGAGA CAGTCAGTTGCCGTTTGCTA 270

Ai01B26297 Araip.B01 26297 p3 (TGG)7 21 124700789 124700809 GGAGGTAACATAAGCAGGGC TCGAACAACTTCACCTTCCC 276

Ai01B26301 Araip.B01 26301 p2 (TA)6 12 124714136 124714147 TCTCGTGCTGATAACGTGTTG CAAAGCAAATGCAATTCTCTCTC 270

Ai01B26304 Araip.B01 26304 p2 (AT)9 18 124723425 124723442 AACATTCCTCGAAACCATCG TGGTGGTGAGTCATTTCCCT 217

Ai01B26308 Araip.B01 26308 c (T)12g(A)13 26 124730058 124730083 GCTTTCCTGCAAATTCAAGC CAGAAAGCGTAGCCATAGCC 205

Ai01B26317 Araip.B01 26317 c (AT)8acatctccaaaacccaaatgtacataagcaaaaccctacctcttcataaacctctaagaggataaaaaaaacaagttatgcggagagaaagccaagtac(AT)11137 124752170 124752306 TTGTGAAGTCAAGGCTGGC GCGGAGTGGTTACTGGGTTA 209

Ai01B26318 Araip.B01 26318 p2 (CT)16 32 124754660 124754691 CACGGTCATCCCTTCTGTTT GGCCTTAGGTGCCATCAATA 266

Ai01B26321 Araip.B01 26321 p2 (GC)6 12 124781546 124781557 CACGCGTTCTTTCCTCTTTC GATGATAAGGGAGGGCGAGT 279

Ai01B26322 Araip.B01 26322 c (TC)7actcctctcttcctcctcccggccgaaatcccaccgcgccatcgcctccgcctccgcgccaccatcaccgccttc(CT)6101 124781759 124781859 CTTCTCTTCCCCCTCTCACC GGAAACGACGATAGAGCAGC 262

Ai01B26323 Araip.B01 26323 c (AT)6aaaagaaaaaaaaatgatgaaaag(A)10taaaatgaaagaaaaaaaaagag(A)12gaaaagagaaaaaaaataaaaggggacaaaatgccccaaagtgaagtcaataaaaaggaatcaatgcataagtgttgtgaatcaaat(A)10178 124785224 124785401 GACCTTATGCATTGATGTTCTTG CGAGCTATTCGAACTACCCA 274

Ai01B26324 Araip.B01 26324 p3 (ATC)5 15 124787288 124787302 TGGATCAAAAATCAGCCTCC GGTCTGATGGTTGCAATAATGT 213

Ai01B26326 Araip.B01 26326 p2 (TA)8 16 124789107 124789122 ATGCAAGGTGATCCTCAACC AGGAAGCTTCTCTTTGGAACA 150

Ai01B26330 Araip.B01 26330 c (TTAA)5(TTTA)7 48 124794251 124794298 TCTTATTTTGAATGAAAACTTGGG GGAAAATCAAGCAGCTTCAAA 183

Ai01B26331 Araip.B01 26331 p3 (AAT)12 36 124795314 124795349 GTGGAGGGGACTCTTGATGA TTCCATGGCTTCTCTCCAAC 268

Ai01B26333 Araip.B01 26333 p2 (CT)6 12 124797809 124797820 GTCTTTCTCCTCGGTGACCA CCCTTACACCCAATGGAAAG 230

Ai01B26334 Araip.B01 26334 p5 (TCTTT)5 25 124797924 124797948 GTCTTTCTCCTCGGTGACCA CTCTCACACACACATGCTGC 253

Ai01B26340 Araip.B01 26340 c (CT)12ttctctctt(TC)645 124819773 124819817 CCAAGTCCCACTCCGATG ACCTCAGCAGAAGGGTGAGA 195

Ai01B26345 Araip.B01 26345 p2 (CT)7 14 124850254 124850267 TGAATGTACGGGGGTGCTAT ATTTCGAAGGAAACGCTTGA 121

Ai01B26346 Araip.B01 26346 c (GTG)8aagaggagaatgatgatgatgagggtaatttggtcaaaaaaaatagaaaaggacgattttaaagcgtttttaaacgttgaggatgattttaac(A)11128 124851289 124851416 GCCCTGTGATTCCAAATTTTC AATCGATTTCGTCCCTAGCC 237

Ai01B26350 Araip.B01 26350 p3 (TTA)6 18 124856379 124856396 CATAGCACGTTTGAGCAAGG TTTACAATGCCAGAGCATGAA 280

Ai01B26352 Araip.B01 26352 p2 (TA)8 16 124858880 124858895 TGAAGGAATCAACCCAAAGG CAATTGCAATGAAAAAGTGACC 277

Ai01B26353 Araip.B01 26353 p2 (CT)6 12 124863321 124863332 TGCATGGATCTGTTTGTGGT AACCTTTTATCCAAGGGAATGA 196

Ai01B26354 Araip.B01 26354 p3 (TTC)5 15 124864813 124864827 AGGCATTTGGAACGAAAGAA ATTCACAGCACCAACATCCA 228

Ai01B26357 Araip.B01 26357 p3 (CTT)5 15 124899776 124899790 TTGCTTTGAACTTGTTTTGGG CCCCTAATGAAAGTGGGGTT 233
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Ai01B26362 Araip.B01 26362 p2 (TA)6 12 124928725 124928736 TGACTCAGCCTGCAAAGCTA TGTTTTTCAGATGCAGGTCG 251

Ai01B26363 Araip.B01 26363 c (C)10tctctcta(TC)1854 124938040 124938093 CTCTCTTTCTCCACCGCAAC GGGCATAGCGAAGGTGACTA 157

Ai01B26371 Araip.B01 26371 c (T)12gtgtctac(T)1030 124959945 124959974 TCATTGGCAATAGCACCTCA GCGGGTTACCAAAAATTCAA 248

Ai01B26374 Araip.B01 26374 p2 (AT)6 12 124966105 124966116 CTAGCTGACATGGGGGAGAC TTCGTTGACCCCCTGTATGT 121

Ai01B26376 Araip.B01 26376 p3 (TCT)5 15 124970772 124970786 ATGGTTAGATCGATGGCTGC AGGGAGGCTTTGGATACCAT 259

Ai01B26377 Araip.B01 26377 p3 (CTC)5 15 124976169 124976183 AAAACAGGAACGCACAAACC ACTCGATGACTTGCCGAACT 235

Ai01B26382 Araip.B01 26382 p2 (GA)18 36 124983370 124983405 ACCCAAAACTTGGTCAACGA CCGGGTTCAGGTGTGATAAA 140

Ai01B26383 Araip.B01 26383 p2 (GA)16 32 124983529 124983560 CGACTTTATCCAGTTCACACCA AGATGGATCCAAGACGAACG 243

Ai01B26385 Araip.B01 26385 p2 (AG)16 32 124987983 124988014 TCCCATTGAGACTGAGCCTT GGTTCAAGCCTAGGGTCCTT 241

Ai01B26389 Araip.B01 26389 p2 (AG)6 12 125022658 125022669 CAACCATGCCACTAATCACG CCCTCTCACCTGGAAACAAA 143

Ai01B26391 Araip.B01 26391 p2 (AG)7 14 125029217 125029230 CAAGCTTTTCAAACGGCATT CGTCGCTGCAGATTTATTCA 254

Ai01B26393 Araip.B01 26393 p2 (AT)6 12 125036613 125036624 TGGCTATGCTGGAGATGACA CCTAAGAAGTGAGATGCCTTCAA 263

Ai01B26394 Araip.B01 26394 p3 (TTA)5 15 125036978 125036992 AACTCCTGCCTTCCTTCTTTTT ATGCCTTCCCCTTCTTGTTT 221

Ai01B26407 Araip.B01 26407 p3 (GAA)6 18 125063508 125063525 GAAATGGACTGACACGAGCA CAGCTTCTTGGTGTCCTTGA 276

Ai01B26419 Araip.B01 26419 p2 (AT)8 16 125089231 125089246 TGTAAGCCGTCTTGCTCTTG TCCTCGTGTGATGTGATTGA 254

Ai01B26420 Araip.B01 26420 p2 (AT)11 22 125096820 125096841 CAAGCCTTGTCACCAACAAA TTAGCTTCCGGAACTTGTGG 212

Ai01B26422 Araip.B01 26422 p3 (TAT)11 33 125098386 125098418 CGGGTAATTGAAATAGTTTATATACGG TCCGTTTTCCCTCCAAAATA 279

Ai01B26423 Araip.B01 26423 c (T)10ctcatttctgaatgaaagagagaattaagagagtaagtagtaatatat(A)1068 125105375 125105442 TGTATTCGGTTGCTTGGTGA TGTGATTGATCTTCATGACTTGC 222

Ai01B26424 Araip.B01 26424 p2 (TA)6 12 125106809 125106820 CGTAGTCAATAGTCATTAGGTATGGAA TGAAAAGGGATTGGAGAATATG 206

Ai01B26425 Araip.B01 26425 p3 (TAA)20 60 125111770 125111829 CCACCGTATAAAATTTCGGG GCATCGTGTTCATTTGTGGT 206

Ai01B26426 Araip.B01 26426 p3 (AAT)17 51 125112016 125112066 CAAGAAATAATTGTGAAAAGTAAATGA CTCGCCCCTACCTGTCTCTA 273

Ai01B26429 Araip.B01 26429 p2 (TA)12 24 125131857 125131880 TGACACGCCACGTATCAGTT ACCGTCAACTTCCACTGACC 273

Ai01B26430 Araip.B01 26430 p2 (AT)7 14 125132680 125132693 CCCTTAGCCACACTAGGACAA TTCAACCCCCTTGATAGTGG 241

Ai01B26431 Araip.B01 26431 p2 (AT)9 18 125133959 125133976 GCGTAAGGCACTGTGTGGTA TCTCTCTCCTTTAATTCTTCTCAAAA 229

Ai01B26432 Araip.B01 26432 p2 (GC)6 12 125143442 125143453 TGAAGGGGTAAGTGTGTCCC TCTCCCAGAGAGTTAGGCCA 185

Ai01B26433 Araip.B01 26433 p5 (TTATC)7 35 125149979 125150013 ATTGGGGTTTGTCAGTGCTC AGGGCAGTTCCCTTGAAGAT 144

Ai01B26434 Araip.B01 26434 p3 (TGA)5 15 125153041 125153055 GGAGCTTGACCTTTCCCTTT TGTTCCATCATCTCGGTTCA 208

Ai01B26435 Araip.B01 26435 p2 (TA)9 18 125160942 125160959 GGTGAGGTAGGTGGGGTTTT CTTCTTCCCCTTAGCCGAAC 232

Ai01B26437 Araip.B01 26437 p3 (GAG)5 15 125178265 125178279 AGTTCTTGTTCCATGGCGAG CCTTCACTGTTCACCCTTCC 243

Ai01B26439 Araip.B01 26439 p3 (ATT)5 15 125181010 125181024 TAGGCGAGGCGAAAGAATAA TGTCCTAAGACACACGTAATAGCA 146

Ai01B26442 Araip.B01 26442 c (A)10tcaataattaacattcaactaaataatgagtgaataccccatttggcccctgacaattattttgaaaggacaacgaggctccc(A)11cacccaatcctgatattttttttggactgattagcccttgtgccaaaaagaacattga(T)12174 125183921 125184094 TTAATTTGTAGCAAAATTCGCA ACAATTGCTTCGAAGGGACA 273

Ai01B26445 Araip.B01 26445 p3 (ATG)8 24 125192810 125192833 AACCGCCGCAATGTTACTAC CGTTTAAAACCGCCACAATA 267

Ai01B26446 Araip.B01 26446 p3 (TAA)9 27 125193156 125193182 ACGGCCGCAATATTCAAGTA TGCAATTGAAGAGGGGCTAT 279

Ai01B26448 Araip.B01 26448 c (TAA)5(TTA)5 30 125198128 125198157 TGATGTTTTGAAATCCAAATTAAA TGCCACCATAGAACTTCCCT 273
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Ai01B26449 Araip.B01 26449 p2 (AT)8 16 125198490 125198505 ACCATGCTCCATATGCTTCC TGGAGAAATATGTTTTAGAAGATGC 264

Ai01B26451 Araip.B01 26451 p2 (AT)6 12 125207042 125207053 TGGTTTCGAAAATAATTCGTCA ACGAACAATATCCACACCGC 179

Ai01B26457 Araip.B01 26457 c (TTA)6ttgagtgat(TA)6tctaatgaataaatttatcattattgttgttcaaaaaatacaaaaaattatgatacaatattattatgcaat(TAA)6129 125219850 125219978 CGGACATTTTAGTCCCCAAA CATAACAATCCTCCATCCAAAAA 274

Ai01B26458 Araip.B01 26458 c (A)11tgtataataaaaaaataa(AT)3293 125221743 125221835 TCCAAACATGTTAAACACCAACT AGTGATTGGTTCGGGTATCG 249

Ai01B26460 Araip.B01 26460 p2 (TG)6 12 125226361 125226372 CTGGATGCTGGTAGGGTTGT GGACAGCCTGACCTGAAGAG 234

Ai01B26464 Araip.B01 26464 p2 (TA)7 14 125242923 125242936 CGTATTAGCGTGTCCAACCTT ATATGACACGACACGGGACA 230

Ai01B26469 Araip.B01 26469 p2 (AT)8 16 125261636 125261651 TTTGGCTCTGCCTAAACAGC TTCCTCTTATGATCAAGCTTCTGA 167

Ai01B26476 Araip.B01 26476 c (TC)9(TA)12 42 125281567 125281608 CAGAGAGGTTGGATGGGGTA CCATCTCCGCTAATCTCCAA 218

Ai01B26480 Araip.B01 26480 p2 (AT)7 14 125325658 125325671 TATTTGGTTCGCCGATTTTG CATAGTCAATTCCGTAATTTTCACA 254

Ai01B26481 Araip.B01 26481 p2 (TA)6 12 125326389 125326400 TGGTCATAACCAAGTTGCCA GGGATGCATCTCTGCTTTGT 212

Ai01B26482 Araip.B01 26482 p3 (CAT)5 15 125326932 125326946 TGCTGATCCATTATTCGCAG GGTGACAAGACTCCCATCGT 162

Ai01B26484 Araip.B01 26484 p2 (AT)8 16 125327802 125327817 ACAAAAACAGCTGCTCTGCG CGAAACCTTAATGAACCCGA 244

Ai01B26486 Araip.B01 26486 c (TTA)5ttgttg(TTA)536 125331288 125331323 TTTCCCTCTTTCCACCTTGA CTAGCTTTTCCGGCCTACCT 215

Ai01B26487 Araip.B01 26487 p3 (TAT)6 18 125339128 125339145 TGGTGTTCCATTGTTTGGTG TAGACATCTCAGCAGCCAGC 181

Ai01B26488 Araip.B01 26488 p3 (CTT)7 21 125341713 125341733 ACCCTATAGGATGGCGCTTT TCTCAAATATGAGGCAGGCA 153

Ai01B26493 Araip.B01 26493 c (AAG)6aaaataagaagaagaagagacccgtatgc(A)1057 125359504 125359560 GGTGAAGAAGGGTTCATTGC GATTTGTTGGTCCCAACTATCTTT 278

Ai01B26496 Araip.B01 26496 p3 (AAT)7 21 125364669 125364689 CTAAAACTGGGTTTTCCCCC TTCATGAGAAATTGACACCTCA 219

Ai01B26502 Araip.B01 26502 p3 (ATA)6 18 125374181 125374198 CCACAGCAGATTGAGACCAA TCCTATCTTCGAATTGCTGG 163

Ai01B26503 Araip.B01 26503 p5 (AAAAC)5 25 125374395 125374419 CCAGCAATTCGAAGATAGGA ATCTTTTCCTTCGCCCTCAT 250

Ai01B26509 Araip.B01 26509 p3 (TAT)5 15 125391376 125391390 CCCTCCTTTTTGTTTCTCCA ACCGAATCCTGTGCCAAGTA 167

Ai01B26516 Araip.B01 26516 p3 (ATA)5 15 125409175 125409189 GAGTGGTCCAAAGGTTCCTG TGGCTTCCTTTGACACAATG 191

Ai01B26522 Araip.B01 26522 p2 (CT)14 28 125422457 125422484 TCATTAATTTCGAAAACTAACTAACAA TCGAACACAGAGAGAGGGAGA 276

Ai01B26525 Araip.B01 26525 p3 (AGA)7 21 125433390 125433410 ACCCTACCCTACCCTACCCA CCTGTGATCTGCCACTGTTC 269

Ai01B26533 Araip.B01 26533 p2 (TA)6 12 125454594 125454605 TTTCCTCATATTTTAGTCATCAACTCA GTCTGTGCACCCCTAAAGGA 272

Ai01B26536 Araip.B01 26536 c (A)10ggcaaaag(A)1129 125458406 125458434 CCCGAAGTATTTTCCGTTCA TTGTGATCTGTTGAAGAAGAAGAAA 145

Ai01B26537 Araip.B01 26537 p2 (TC)6 12 125461289 125461300 GAGGCCCGTGTATGACAGTT TCATTCATTATTCGCCGTGA 226

Ai01B26538 Araip.B01 26538 c (TA)8tgtatttgcatgtgttttatctc(T)1049 125474026 125474074 TTTGGTTTCATCTTGGGTAAAA AAATGATGGATGAAAATGGCT 227

Ai01B26546 Araip.B01 26546 p4 (AAAG)6 24 125519053 125519076 AAATTAACCCTAGCCGCCAC TCCTCCCCTTTCCTTCTTTC 123

Ai01B26554 Araip.B01 26554 p3 (TAT)12 36 125541694 125541729 TAGCGGGAGAGATTGAGCAT TGCGGTATCGATCTTTTGGT 266

Ai01B26556 Araip.B01 26556 p3 (TAT)7 21 125547479 125547499 CGCAAAATCCTCTCTGCTTC CCAATTGACAGCATCATTGC 274

Ai01B26557 Araip.B01 26557 p3 (TAA)5 15 125548655 125548669 GGCCAAGCCGGTTACTATTT AAGGGTGTCAGCAATATCGG 182

Ai01B26558 Araip.B01 26558 p3 (ATT)9 27 125554806 125554832 TTCTCCCCAAGTCACTTCCTT CGAAGGAACCAGAGGTGAAC 216

Ai01B26561 Araip.B01 26561 p3 (AAT)7 21 125559641 125559661 TGTTCTCGATTGATAAACGGTG AGAGCCAAGGAGAAGAAGGG 160

Ai01B26562 Araip.B01 26562 p3 (AAG)6 18 125560431 125560448 TGGTGAAAGCTGGAATTGTG AATGCGTCATGTCATAAATATCAA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26563 Araip.B01 26563 c (T)10catttactattttttttcaaacatttc(T)1047 125561903 125561949 GTCCAGGTGAGGACGAAGAA AAGCTCTGGATCTGGATCATGT 276

Ai01B26575 Araip.B01 26575 p2 (TA)9 18 125579910 125579927 TTCCCCTAAAACGCCAAAA AAACAATTTTGTTAAAACATTCATCG 269

Ai01B26582 Araip.B01 26582 p2 (TC)7 14 125608983 125608996 ACGAGCTCTATCGCGTTCTC AAAATTTCGTGGTGGCTACG 233

Ai01B26583 Araip.B01 26583 p4 (AAAT)5 20 125610628 125610647 GTTCCATGCAACACAAGTGG GAGGATGCTGCGTTACACAA 197

Ai01B26584 Araip.B01 26584 p2 (TC)8 16 125614391 125614406 AATTGGGGGCAGTGTAAGTG TAATGGACAAGAAGGGGTGG 269

Ai01B26587 Araip.B01 26587 p2 (AT)9 18 125622936 125622953 TGAGTAATGAGTGCAACCGC ATTTCAGAACAGCTGCCTCC 225

Ai01B26589 Araip.B01 26589 p2 (AT)6 12 125630128 125630139 TCTCTCTCCTTTAATTCTTGTCAAA TTCATTACGGTATTACTTTCATTTAGG 199

Ai01B26590 Araip.B01 26590 p2 (AT)10 20 125631539 125631558 GGACCAAAATGAAGATCGGA TTTAAATTTTGAGCAACGAACA 210

Ai01B26593 Araip.B01 26593 p3 (TTA)7 21 125636702 125636722 TTGAGACAATTAAAACATCAAGAACT TCTTCATCCAATAAAAATACATATCCA 276

Ai01B26596 Araip.B01 26596 p2 (AT)6 12 125646789 125646800 GGTTTCGAAAAACGTACCGA GCGCTCATTATTCTCGATCC 271

Ai01B26597 Araip.B01 26597 p2 (AG)6 12 125653444 125653455 GAGTCCCCAACTCAAGTGGA TTTTCGACACCGAACCTTTC 169

Ai01B26600 Araip.B01 26600 p4 (ATAA)5 20 125659233 125659252 TTGGCGGTGACTTCACTATG TTTCAACCTGTTTGGAACCC 158

Ai01B26604 Araip.B01 26604 p3 (GGC)7 21 125681217 125681237 AGGCTCTTCATCTTCGGTGA GACTCTGCGTCTCAAAACCC 121

Ai01B26612 Araip.B01 26612 p2 (TC)10 20 125712953 125712972 AGCCAGGCATAGTCATCAAA TTGTTTCTTATTGGATGAATTTTTAAG 276

Ai01B26619 Araip.B01 26619 c (ATAA)5atacaaaaaaagaagaaaaaaaagaaaaaaagaaaaaagaga(AT)674 125757607 125757680 GGGTACATACTCATGTGAGACCA TGCCTAGCTACCCAAAATTCC 279

Ai01B26624 Araip.B01 26624 p3 (AGG)6 18 125775762 125775779 AAGGAGGAGAAACACGACGA ATGCGCATTACACTTCCACA 250

Ai01B26626 Araip.B01 26626 p2 (AC)9 18 125798307 125798324 ACCCACTCACCTCTACCACC ACAGCTCCTTCTCCCCTAGC 237

Ai01B26629 Araip.B01 26629 p2 (TA)7 14 125804892 125804905 AAGCGCATGTTTAATTAGTTTGTG TTTGCTCGTTGTTTGGAAGA 255

Ai01B26642 Araip.B01 26642 p2 (AG)6 12 125871824 125871835 TTGAAAACCGGGCACTAATC ACAGCTCGTCAATCGGAGTT 252

Ai01B26643 Araip.B01 26643 p2 (AG)8 16 125874778 125874793 TTGAAAACCGGGCACTAATC TCCGGAAAGTGGATGTGAAT 212

Ai01B26644 Araip.B01 26644 p2 (TA)17 34 125875151 125875184 CAATCTCCAGTTTTCAGCCC CCCATCAACACAACTCATCAA 262

Ai01B26645 Araip.B01 26645 p2 (AG)8 16 125879920 125879935 GGGTTTTTGGGGAAAAGGTA TTAACGCCAGGATTGGTAGC 174

Ai01B26651 Araip.B01 26651 p2 (TA)11 22 125916467 125916488 GCTTGCAAAGGGAGAACTCA GAGTTTGCTAGGAGAATGCCA 217

Ai01B26653 Araip.B01 26653 p4 (TTTC)7 28 125921770 125921797 GCCCAATCTCACAAACCATT TTGGGTGCTATTCTGCAACA 223

Ai01B26654 Araip.B01 26654 p3 (TTC)5 15 125922206 125922220 TGACGACGACAGGAAGATTG AAGGGAGCAAGGAGTGTTCA 251

Ai01B26657 Araip.B01 26657 c* (GT)8(T)17* 32 125926132 125926163 GGTCGGGTAAGGTACAGGTTG GCACCCGATCTTATCTGTGG 280

Ai01B26659 Araip.B01 26659 p2 (TA)6 12 125926657 125926668 TGTGGCAATAGGCAGGTTAG CTTGCATTTGGGCTTCTGTT 276

Ai01B26660 Araip.B01 26660 p2 (AG)8 16 125926967 125926982 GCTGAAGATCTCCAAAGCCA CCAAAATGGTATCGCAGAAA 260

Ai01B26661 Araip.B01 26661 p3 (TGA)6 18 125935070 125935087 AAAAGGGACCCACTCGTTCT TGGTGGCTAGTTTCCTTTGC 215

Ai01B26662 Araip.B01 26662 p2 (AG)18 36 125936401 125936436 CTAACCCAAGCCCATGAAGA AACATGCATGCAAATGGAAA 267

Ai01B26663 Araip.B01 26663 p2 (TA)7 14 125938929 125938942 TGCGTATGGAAAATATTGAAACC GCACCACTAGTTGGTCCCTT 272

Ai01B26669 Araip.B01 26669 p2 (TA)6 12 125960121 125960132 TCTTTTTGTCATTACAATTCGCA TTGAGATTTTTCCATTGAGGG 247

Ai01B26673 Araip.B01 26673 c (T)11aattgggtccctacacttttttttccttttatttaggtccctataccaattc(T)1174 125974656 125974729 TTGGTCCCTATAGTTTCGCA TTTTTCTTTTTAATTGAGTCCCTACA 242

Ai01B26676 Araip.B01 26676 c (T)11ccatcatcatcacca(TCT)541 125979157 125979197 TCCTCCTCCTCATCTTCTGC CCTCTTCCAAGTAATTTTACAGCA 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26683 Araip.B01 26683 p2 (CA)6 12 126007805 126007816 TCGCTTTCCATGTACTCACG ACTTGTACAGTGTGACTTATGCG 243

Ai01B26688 Araip.B01 26688 p3 (AAG)5 15 126015575 126015589 AATAGGGGATCGGTATTGCC TTTCATGTGCTTCCGATTCA 148

Ai01B26689 Araip.B01 26689 c (TTA)5ttctgagttgctag(TAT)1471 126016718 126016788 GTACCGGCTAAATGGCGTT CCCACATTGCTATTCTATTTTCTT 272

Ai01B26690 Araip.B01 26690 p3 (TTA)5 15 126021145 126021159 TTGGCTACCACGGTTTATGA AGAGAAAATAGAAAACCAATGTTTG 252

Ai01B26692 Araip.B01 26692 p3 (TAA)5 15 126021565 126021579 AACAATAATAACAATACCAACAGGAA GGCTACTCACCACGGATCAT 191

Ai01B26694 Araip.B01 26694 c (T)11caattaagtccctcttaatagtaattgacttaattttatagggacccaact(A)10gaattagtacaggaacctaaataaaagaaaaaaaagtatagggacttaattaaaaaaaatttggtgcaaggactcaattt(A)11163 126024613 126024775 ACCTGTTAGTCCTATAATTTCGTGA TTCGCAAAATTTTTAATTAGGTCC 273

Ai01B26704 Araip.B01 26704 p3 (TTA)17 51 126060564 126060614 TCTGATTCGAATTATGTGTATGTGA CGAATCTATCTGATTCGAATTATGTGT 268

Ai01B26706 Araip.B01 26706 p2 (AT)8 16 126080700 126080715 ATTCCGGACGTTTTTCCTTT CCTCAACAATTCACCAGCCT 276

Ai01B26707 Araip.B01 26707 c (TAT)10taaagttt(A)1048 126083138 126083185 CATACCTGGGACTTGTGCCT TTCCTTCTCCCAAATGGCTT 191

Ai01B26708 Araip.B01 26708 p2 (AT)8 16 126083790 126083805 ATTCCGGACGTTTTTCCTTT CCTCAACAATTCACCAGCCT 280

Ai01B26709 Araip.B01 26709 p3 (CAA)6 18 126098328 126098345 CCAAAGCATGAACAACAACAA CCCTTCCCCTCTGTTTCAAT 141

Ai01B26711 Araip.B01 26711 c (CT)8tcccacccatttatttctctctttctccctcttctctacacagaatcagaataaaacctcatctacccttcaaactccaaagtcttttcttttcc(T)10121 126099195 126099315 CCAAGAGTTGTTTTGGGAGA CAGTTGTAGGCAGTTGATGCTT 273

Ai01B26712 Araip.B01 26712 p3 (CAC)10 30 126099573 126099602 ATATCAGACCACCACCTCGC ATGGTTACCCTCCACAACCA 219

Ai01B26713 Araip.B01 26713 p4 (TGAT)5 20 126100369 126100388 TCCCTTTTTGGGTTTTGTTG TGAAATGAAAGCTCCGTTGA 189

Ai01B26714 Araip.B01 26714 p2 (TG)6 12 126101295 126101306 ATTAAAGCAAAAGGCGCAGA ATGGTGCCAAAATAGCCAAG 238

Ai01B26717 Araip.B01 26717 c (T)10gaattagagtctacaatagtacagttgaaattaaagaagaggaagcatgtgttaagc(TA)883 126117427 126117509 TCCAGTTAAACGAAGCCCAC TCCATACCCCTTCCTCCAAT 245

Ai01B26718 Araip.B01 26718 p3 (GAA)6 18 126120114 126120131 GGAAGCAAATGCATGGAAGT TCCTGATTCCTGATCCATCC 125

Ai01B26721 Araip.B01 26721 p2 (TC)7 14 126137832 126137845 TCGTGGGTATTTGTCATTGC CCATCAGCGGTCTCAAACTT 142

Ai01B26725 Araip.B01 26725 p2 (TA)10 20 126155009 126155028 CTTTGATACACGGTTGGGCT CTGGTCGCTTGTTGATCTGA 241

Ai01B26726 Araip.B01 26726 p2 (TA)10 20 126156613 126156632 AGCACATGCAACAACCATGT AAAGTTCCATTCAGTTGCCTC 258

Ai01B26729 Araip.B01 26729 c (CT)6t(TC)13nnnnnnnnnnnnnnnnnnnnnnnnn(CT)11cc(CT)7102 126166970 126167071 GTTGGAAATTTCAGGGACCA GGGCCAAAATGGCTATTTACT 279

Ai01B26731 Araip.B01 26731 p2 (CT)8 16 126179503 126179518 TCCGTCTCTTTCGTACCCAC CCGTTGGAGTTGTTGGAGTT 263

Ai01B26735 Araip.B01 26735 p3 (CAC)5 15 126183584 126183598 ATAGATGGGGAAATCAGGGG TCCACTCCTCCATTAGCCAC 135

Ai01B26736 Araip.B01 26736 p2 (AT)6 12 126186927 126186938 TCGATTCGATCTGCATTCAC CGTTCAAATGTGTTTTGGTACA 273

Ai01B26738 Araip.B01 26738 p2 (AG)13 26 126188638 126188663 AGCAAGCAGAAGCAATGAACT GGGTCGTTTTATTTGAAGGC 127

Ai01B26744 Araip.B01 26744 p2 (GA)7 14 126198589 126198602 GCGGTCAAAGAGGAGTACGA CACCTTCCTGAATGGATGCT 212

Ai01B26749 Araip.B01 26749 p3 (AAT)15 45 126208630 126208674 CAAATTCATAAATTCGTTGGGA GAAGCAGTTTTTGGCCGTTA 187

Ai01B26750 Araip.B01 26750 c (T)10cattcatatggtttacatacaaaaattaagaatgaaactaaattttaagg(A)1070 126211527 126211596 CATGCCAAAAATTTCTCCATTT TTTTTCCTCTTCATCCCTTCT 244

Ai01B26754 Araip.B01 26754 p3 (TTA)11 33 126216993 126217025 ACATGTGAGACAGGGTGCAA GAGGAACAATGACCCCTCAA 278

Ai01B26755 Araip.B01 26755 p3 (TTA)5 15 126217195 126217209 AATTTCATGCCCTGCAGTTT TTTTTATATGCTAGTTAGCTTCGCT 265

Ai01B26756 Araip.B01 26756 c (T)14aatatagaataaagaggagtgtctactctagtgtctactagtagactactacaaatattgttta(AAT)593 126217753 126217845 ACCTCACCGTCTGAAAATGC TGAACTTACAGGAATTCAACGC 230

Ai01B26757 Araip.B01 26757 c (A)13ggagactacctacactcttctaatgttatttttttgaattacgttgcaatacatttcaattataatagaattattatcagtgttatgcaggttttgg(T)12122 126218707 126218828 AGAAACTGACACCCTTCCCA GCAATGCCGGAGATAACATT 255

Ai01B26758 Araip.B01 26758 p2 (CT)7 14 126224561 126224574 CCCGTCCAGTTGAACAAAAG CGAAAACACCAAAACTTGCAT 196

Ai01B26760 Araip.B01 26760 c (A)10tttctgttgaaatcggaccgtctgatttctatttcaaaaaataaaaaaaaattaaaaatacaaaacagaccatacgatttgtag(T)10104 126233327 126233430 GTGCATCTCACAATGATGGG GAGGGTCCGATTTGTTTGAT 257
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Ai01B26767 Araip.B01 26767 c (T)10cagacacgcttggacatatttaaataccattatatgtcaatgtgtccaactttattcttttaaaatgaggaaaatggaaatgaaaaccatgatcc(A)12117 126244315 126244431 CAGTGTCTTTTGTATTTAAATCGTG CCCTCTACATGAGCATACATGG 234

Ai01B26770 Araip.B01 26770 p3 (GAA)5 15 126266349 126266363 GGAATGGGAAGACAGAACCA CAACCTCCGCTTTCAGACTC 250

Ai01B26775 Araip.B01 26775 p2 (TA)6 12 126281193 126281204 GCGGAAACTGACAAATCACC CAACCGAATTTGATTTGATTCTC 267

Ai01B26779 Araip.B01 26779 p3 (AAC)7 21 126308211 126308231 TCCATAACTGACACACGACATTT CTTTGAGAGAGCATCTGGGG 246

Ai01B26780 Araip.B01 26780 p3 (TAA)21 63 126308529 126308591 ACGCTCAGAAACGGTGCTAT CATGAAATTGCAAATAAGACAGA 257

Ai01B26781 Araip.B01 26781 p2 (AT)15 30 126309507 126309536 CGCAGATCCGCACAATAATA TCCGCATAATTAAACATTCTCTTTT 259

Ai01B26782 Araip.B01 26782 p4 (AAAC)5 20 126310442 126310461 CCACGCTCTCATTTCCTCTC GCGTGTCGGTGTTAAGGATT 280

Ai01B26783 Araip.B01 26783 p3 (AAT)5 15 126312065 126312079 ATGTGCTTTTGGGTATTGGG AAGCAACTCAGCCATTTCGT 225

Ai01B26785 Araip.B01 26785 p3 (AAT)10 30 126313470 126313499 CACAGATCAATCTCCAAAATTTTATT TTTTATGCATGTGAATGATGACA 276

Ai01B26788 Araip.B01 26788 p2 (TA)9 18 126326563 126326580 CTTTTGGTGACGTTCCACCT CAACATTCGGTGATTTAGCCT 246

Ai01B26791 Araip.B01 26791 p4 (TGTA)7 28 126336243 126336270 TGGAATAGTACTTGGAAATTGGA CAAGTTGAAGACAATTTACCCTGA 229

Ai01B26796 Araip.B01 26796 p3 (ATT)7 21 126347884 126347904 CATTGGCGTGTAATGGTGAG GTTTGATTTGCGGTTCCACT 195

Ai01B26798 Araip.B01 26798 p2 (CT)7 14 126378161 126378174 ACTTGGTGCAGGGATGAGAT GGTGAGGTAGGTGGGGTTTT 204

Ai01B26799 Araip.B01 26799 c (AT)6gc(A)10 24 126380132 126380155 TGGCTCTTGAAAGAATGATGG TGGCTTTTTCTGCTTGCTTT 171

Ai01B26800 Araip.B01 26800 c* (A)15(AAAG)7* 40 126383732 126383771 GATCATGGAGCGTTCATGTG CGCCAGTAGTCTCGAGTTTTG 238

Ai01B26802 Araip.B01 26802 p2 (CT)7 14 126384945 126384958 CAGCATAAACCTGACTCGCA TAAAGTGCAGGGACGAGGAC 248

Ai01B26809 Araip.B01 26809 c (T)16gggtttattgttgtttgatttctttaatctcgttttacgttaaacaac(T)1074 126410280 126410353 CAAATGGGGTGCATGTCATA TTAGCCCGATTTATTGTGGG 239

Ai01B26813 Araip.B01 26813 p2 (AT)6 12 126422787 126422798 GAATGGTCTATTGTAACATTTCTCATA AAACATGCCATATTCAAGTAAAAA 280

Ai01B26814 Araip.B01 26814 p2 (CA)8 16 126424979 126424994 GGTAGCAACCAAAAGGAGCA GATGGCACTTTCCCAGGTTA 184

Ai01B26815 Araip.B01 26815 p3 (AAG)5 15 126427128 126427142 TGTGGCTTCTATGCAGGTTG AAGGCCAAGGAAACCAGTCT 240

Ai01B26818 Araip.B01 26818 c (A)15(CTA)7 36 126431115 126431150 ATTCACCATCAACCCACGAT TTGACGTGGCTGTTGATTTC 259

Ai01B26819 Araip.B01 26819 p3 (TAA)5 15 126431788 126431802 TACAGGAATGGAAGCACACG TCTGTTAATTGTTGCTTTTGTGTTT 235

Ai01B26829 Araip.B01 26829 p3 (CAC)5 15 126481506 126481520 AAATTTGTGGATGCTTTGGC GTTCCTGGGGCTGCTATGTA 223

Ai01B26830 Araip.B01 26830 p2 (TA)6 12 126487401 126487412 TGGTCACACAGAATGAATGGA TGTGCGGATGGATAATTGAA 214

Ai01B26831 Araip.B01 26831 p3 (CCA)5 15 126490266 126490280 CTCTTGTCAACGCCTTTTCC TGCATCAGCCAAAGAAGATG 215

Ai01B26834 Araip.B01 26834 p3 (ATA)6 18 126498410 126498427 AATTCCATGGTGTCAGGAGC GGATTCACCACCGAATGAAC 148

Ai01B26838 Araip.B01 26838 c (T)14gaattttaatcaaatttaaattctcttatctttatatcttttttcaaactcaaaattggtttagaaataaggc(T)1299 126505831 126505929 TCAATAATCAATTATGCTGGAAAAA ACAGAAATCGAACCATCCGA 278

Ai01B26842 Araip.B01 26842 p3 (TTG)5 15 126517585 126517599 AGCACAATGTCGTCGTTTGA CCAGTGCGATGATCACTTGT 145

Ai01B26847 Araip.B01 26847 c (T)14attcgttagtaaattgtccaaattataatattagaggccataaatcttattacaattttaa(T)1085 126540429 126540513 ACGAAGCAAAGTTATGCGCT TGCGGGCTTAGTATTCAGTTT 278

Ai01B26848 Araip.B01 26848 p3 (ACC)5 15 126544579 126544593 GCATTGTGTTGCCTATGCTC GGGAGGGTGAGATTTTGGAT 268

Ai01B26854 Araip.B01 26854 p2 (TA)7 14 126567103 126567116 AACCAGTTGCACACTGAATTTTT TTGGACATTGAAAAGAATTGAAGA 267

Ai01B26855 Araip.B01 26855 p2 (TA)6 12 126570075 126570086 TCGTTAGGCGTCTGGACTCT GAGATAAAAGCGCAACGCTC 271

Ai01B26856 Araip.B01 26856 p2 (TA)6 12 126582904 126582915 TTTTTATGGACTTCTACCTGACAGA CACAATCCACACTTCAAGGC 221

Ai01B26857 Araip.B01 26857 p3 (ACA)6 18 126584007 126584024 GACACTGCTGGAGGAGCAAT GGACAAGGAGCGAAAGACAG 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26859 Araip.B01 26859 p3 (TAT)5 15 126591791 126591805 TGCACCTACTCCTGATCCGA GGACTGATTTATCTGCCGGA 260

Ai01B26860 Araip.B01 26860 p3 (TTA)5 15 126592494 126592508 CTGCCGGAGTAAAACTTTGG CAGGGATGACCCAGACAAAT 269

Ai01B26863 Araip.B01 26863 p3 (GCA)6 18 126595641 126595658 AATGGTGGTTGACTGGCTTC CACACCAAGAGAAACTGCGA 164

Ai01B26864 Araip.B01 26864 p4 (AATA)5 20 126602549 126602568 TGGCTTTTCAGGTTTTGATTG CACAACAAAACAAAGTACTCACCA 236

Ai01B26865 Araip.B01 26865 p3 (AAT)6 18 126613538 126613555 TTTTTAAGTCTGGCTCACCTTTT ACCGTCTAGGGTTTCGTTCC 208

Ai01B26867 Araip.B01 26867 c (A)10tttaaaagaagtaattttatgatatgatattaaaatttttatgattaaaaagtctagaattcgatttttgtttgat(A)1096 126615002 126615097 GTTGCGGGTTTGAGTCTCTT CAAAAGAGTAATGTTATGACCAACAA 280

Ai01B26869 Araip.B01 26869 p2 (AT)11 22 126624855 126624876 AGAAGCAAAGGGTTGAACGA TCCCAGGATACAATGAAACCA 280

Ai01B26870 Araip.B01 26870 p2 (AG)6 12 126627516 126627527 CTCTGAAAAGAGATCTGGTAGGTT CACGCTGGAAGTGAAGTCAA 171

Ai01B26871 Araip.B01 26871 p2 (GA)10 20 126631961 126631980 CATTTGTTTCTGGTTCCGCT CGCTGGGAGTGAAGTCAAGT 224

Ai01B26873 Araip.B01 26873 c (T)11aaatcttcaagaaatatcttatcgaaccaactttttttcatattttcttcc(T)1072 126634502 126634573 GCGATATACGGACAAGGCAT GGCTCTTATGTTTCCTTTGGG 176

Ai01B26875 Araip.B01 26875 c (CT)10ccctcc(CT)638 126642448 126642485 CCGGTTAACCAAAACCAAAA TTGAGAGAGCGGAGAGAAGG 199

Ai01B26876 Araip.B01 26876 p2 (CT)6 12 126642588 126642599 CCGGTTAACCAAAACCAAAA GAGAGAAGGAAGGGGGAGAA 245

Ai01B26877 Araip.B01 26877 c (TC)6ccatatctctcccctttctcctctcttttcccttctctctctctt(TC)669 126642734 126642802 TCCGCTCTCTCAATTCCTCT GCGAAAGAGAGGGGAGGTAG 262

Ai01B26878 Araip.B01 26878 c (GA)7agaaagagaagaggagagagatagaggaagagaaagagaggggagggggagaaagaggggaaggggagaa(AG)696 126643349 126643444 GGAGAAAGAGGGGAAGGGG CGAGTAACTTTTTCTTATCTCCTTCTT 252

Ai01B26879 Araip.B01 26879 p2 (GA)10 20 126646155 126646174 GCCATCAAGTGCAAAACTGA TCGTGCCCTAAATTTGAACC 159

Ai01B26881 Araip.B01 26881 p3 (TTA)5 15 126662852 126662866 TCCAAGATTTGAGTGTGTTTTCC TGAGAGAGGGGATTCCAATG 219

Ai01B26883 Araip.B01 26883 p2 (CT)7 14 126669069 126669082 TTTTGACCCCACACCAATTT TTGTGGGGACGTGGATTATT 209

Ai01B26885 Araip.B01 26885 c (TAT)6agataagattaattttattccatagtaactgttattaaacttttaattaatctccccaagtgaggggagggg(A)10g(A)10111 126671082 126671192 AGCCTGAGCCTCTATGGACA TGTGACTTTTTATTGAAATTGTCTCAC 272

Ai01B26886 Araip.B01 26886 p2 (TA)6 12 126685218 126685229 CACAAATTCAGCCCAACAGA AACGGAAAGAGTACGCAAAGA 272

Ai01B26887 Araip.B01 26887 c (A)10ttaataaaaacataaatacatgctctaactaagtgaatatttttgagtttttctccttttccttcttcttctctttc(T)10ctctttttctttcatgttttttctc(T)11133 126685512 126685644 TGGGATAGAGTCACCCAAAA TGATGAGAAGGAAACATGCG 271

Ai01B26888 Araip.B01 26888 p3 (GAG)9 27 126686125 126686151 AGGAGTTTTGAGTTCGGTGC TTTTTCGATCTCCTCCTTCC 276

Ai01B26893 Araip.B01 26893 p3 (GAA)5 15 126691514 126691528 CCCTATTGCAAGACAATACGTT TCTTCTTTAATTTCTTTCCTCTCAA 172

Ai01B26894 Araip.B01 26894 p3 (AAT)5 15 126693317 126693331 ATTCGGCGCTGTTTCTTTTA TGCAAGTTCAATTTCCAATGA 195

Ai01B26897 Araip.B01 26897 c (TA)14g(AC)7 43 126700260 126700302 TGACACAATCCATTTACGCA TCGTACTAAGGGGGAAGCAC 206

Ai01B26900 Araip.B01 26900 p3 (TTC)5 15 126709350 126709364 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 246

Ai01B26906 Araip.B01 26906 p2 (TA)8 16 126747165 126747180 TGACACAATCCATTTACGCA TAAGGGGGAAGCATCACTTG 179

Ai01B26909 Araip.B01 26909 c (AT)7agtaactc(AAT)1155 126771821 126771875 AGACATAACAGTCTTTCGTCCAA GGCCATTTTCTAGTGCCATC 227

Ai01B26910 Araip.B01 26910 p2 (AG)6 12 126773370 126773381 AAGAACCTGGGATTGAGAGTCA TTTTGACCCAGTTTTCAGCC 205

Ai01B26911 Araip.B01 26911 p2 (AT)8 16 126777045 126777060 GCAATGTGAGTGTATGTCAGCA TGTATGGTGCTCAAGTGTGGA 254

Ai01B26912 Araip.B01 26912 c (TTAT)5tcattgaatatttttggatttttttatttttctcttc(T)1067 126787281 126787347 TCACATGTGCATTGATTTTTCA GTGTGGGAAAACATGGGAAC 259

Ai01B26917 Araip.B01 26917 c (AT)24agtaactc(AAT)16104 126818368 126818471 AGACATAACAGTCTTTCGTCCAA CCATTGTTTGGTGCCATCTT 275

Ai01B26918 Araip.B01 26918 p2 (TA)8 16 126820379 126820394 TGACACAATCCATTTACGCA GTACAAAGGGGGAAGCATCA 183

Ai01B26919 Araip.B01 26919 p2 (TA)8 16 126820709 126820724 TGACACAATCCATTTACGCA GTACAAAGGGGGAAGCATCA 183

Ai01B26920 Araip.B01 26920 c (A)10gggtgttttgatgaattttttt(A)1143 126821926 126821968 GATTGATGAGGGTGGGGTAG GGGGAGTCACATTCTTCAGC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B26922 Araip.B01 26922 p2 (AT)8 16 126823512 126823527 GGCCTACTTGACGGGTTTTT TTGCTATACATCTAACAAAATCGCA 244

Ai01B26927 Araip.B01 26927 p2 (TA)6 12 126827723 126827734 TGTGGTTGCCACTCATCAAT GGATGAATGCAATGGTCCTC 280

Ai01B26929 Araip.B01 26929 p2 (TA)6 12 126829975 126829986 TACAAGCAGCATGCATTGAC TTGAATGGCGACCATTTCTT 176

Ai01B26932 Araip.B01 26932 p2 (GA)9 18 126855933 126855950 TGGAGGCGGTTAGAGAGAGA TTGGAACAATCCATCAAGCA 161

Ai01B26933 Araip.B01 26933 p2 (AT)18 36 126858282 126858317 TGAAGATCTTGGGAATCAGGA AACAGCTACCCCCACACTAAA 206

Ai01B26934 Araip.B01 26934 p3 (CAA)6 18 126862087 126862104 AGCGATTCTTCCGTCTTCAA ATTTTGGTTAGGGTGCAACG 271

Ai01B26936 Araip.B01 26936 c (T)15aactaacttttatcc(T)1040 126868565 126868604 TTGGAGGTGTTGATCCCAAT TTTGGTCTTCACATACCAGTTTTT 241

Ai01B26937 Araip.B01 26937 c (T)12gtgacttaaaagaaaataaacaaaaattaagaaag(A)1158 126871742 126871799 AAGGGTCTTCTAGCATTGTTGG AGCGGGACTGCCTTTCTTA 278

Ai01B26938 Araip.B01 26938 p2 (TA)6 12 126874687 126874698 ACCCAACAATACAGACCCCA CACATGGTCCGAGTTTTGTG 136

Ai01B26941 Araip.B01 26941 p2 (AT)6 12 126879465 126879476 TGGGTTGTGTGGAGCAAATA GCTCCGAGCTATGGTGTTTC 273

Ai01B26942 Araip.B01 26942 p2 (AT)6 12 126884149 126884160 ATGGCTATGCCGAAGATGAC CACGCATCATCACATTTTCA 168

Ai01B26945 Araip.B01 26945 p2 (AT)6 12 126888786 126888797 AAAATCGCAATCGGAAACAC CCGACCTAAACTTCGCATGT 157

Ai01B26948 Araip.B01 26948 c (A)11tttacataaatagcaaacaaataatgatcaacatttttagtg(A)1265 126894708 126894772 TGAGCAAACTACTGAAATGTATTCAA GATCAACATTTCTTTTCTTGCATT 255

Ai01B26949 Araip.B01 26949 p2 (TA)6 12 126897360 126897371 TTGGTTGGTCAAGTGGTTAGC TCATCTGAATGGATTCTCCTCA 278

Ai01B26953 Araip.B01 26953 c (A)11tccttggttagaaagaaaaacaaaaagaaag(A)1052 126910312 126910363 TGAATAAAGAGCACTAGGATGCC GGTGTCCAGCTTTGTTTCCT 170

Ai01B26958 Araip.B01 26958 p3 (AAG)5 15 126940111 126940125 GCATACATTCCCCTGCATCT GTCCTCATATTGACGCCGTT 196

Ai01B26962 Araip.B01 26962 p2 (TG)6 12 126946309 126946320 ATTTCACTGGCAGCTTGCTT TTTGATCACATGCTGCATTC 273

Ai01B26964 Araip.B01 26964 p2 (AC)6 12 126947297 126947308 TGAAGCACAATTGGGTCAAA GATGAGCTTGTTCCTGAGGG 271

Ai01B26968 Araip.B01 26968 p3 (GAA)5 15 126959205 126959219 AAACAAGAAGCATTGGCACC CTCTTTGCTCTCCATAGCCG 190

Ai01B26969 Araip.B01 26969 p2 (AG)6 12 126960824 126960835 TTGAAAAAGAGGGAGATATTTTCG CAATTGCATATTCATCCTGCAT 255

Ai01B26972 Araip.B01 26972 p3 (AAC)5 15 126967478 126967492 AGAAGCAAGAAAACAGGCGG TCTTGCTTTTTGTTTCCTGC 217

Ai01B26976 Araip.B01 26976 p3 (GAA)6 18 126973153 126973170 GTTGACTCCCACGTATGGCT AAGGATCTGCAGGAGCTGAA 272

Ai01B26981 Araip.B01 26981 c (T)10ctccaacctaaaatggcatcgtttctctctaaaaaaag(A)1058 126980901 126980958 CCAACCGATTTTAACCCAAA TTCACGTATTGCTGGCTGTC 265

Ai01B26983 Araip.B01 26983 p3 (ATA)6 18 127008704 127008721 TTGCCAAATAATGCTTCGTG CAGGCTTGTCAACCTTCCTC 185

Ai01B26985 Araip.B01 26985 p3 (AAG)5 15 127014937 127014951 CTCTCTGAGCCACAAGACCC TCTTAAGGCCTCTGCTTCCA 167

Ai01B26987 Araip.B01 26987 c (TCT)6tcacccatgtcgcgcacattctcctctttctccttcttcgtcatctttcgcttttgttattgtcgtcgttaccaccaccat(CTC)5114 127022268 127022381 ACGCGCGTATGTTCTTCAC TGACGATGATGTTGGAGGAG 234

Ai01B26989 Araip.B01 26989 p3 (AAC)5 15 127024125 127024139 TGATGATAAAGAAGGAGGAGGAA AAACTATTCACGCACTCGCC 108

Ai01B26992 Araip.B01 26992 c (A)10g(A)10 21 127024993 127025013 TTCCTCCTCCTCATCTTCTGA TGTTGCTATCTTCGTGCATCA 266

Ai01B26994 Araip.B01 26994 c (T)11(A)10 21 127032398 127032418 CGGTAAGACCGAATTCCAAA CGAAGGCCTTAGTAATTATCAAAAA 227

Ai01B27002 Araip.B01 27002 p2 (TA)7 14 127044174 127044187 GTCCGAATTGATAAGCGGAA CTTCTTGAACAGGTCAGGGC 195

Ai01B27003 Araip.B01 27003 p3 (CTC)5 15 127064996 127065010 AGCTTCAACCTTTGGAGCAA CACGCTGGTCCATGTGTATC 254

Ai01B27008 Araip.B01 27008 p2 (TC)7 14 127073797 127073810 CGGATTGGATCGCTTCTAAA ATGTTGGGCTTCGGTAACAG 182

Ai01B27013 Araip.B01 27013 p2 (AT)11 22 127083473 127083494 GATCCAGTTGCGAAGAAAGC AGGTTTTGTTTCTCGCCCTT 103

Ai01B27014 Araip.B01 27014 p3 (TCT)5 15 127088002 127088016 GAAGGGGCAACAGAATGAGA ACGAGGATGTAGGGAACTGC 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B27015 Araip.B01 27015 p3 (CTA)6 18 127089473 127089490 CCTCCTCTTCTTCCTCCTCC CCAAAAGAGCCAAGGAAACA 146

Ai01B27017 Araip.B01 27017 c (A)11tacaataatcgaccaa(AAT)542 127094049 127094090 GCGACAAACCCTTAAATGGA CAACCCAACCCACATTCTTT 258

Ai01B27019 Araip.B01 27019 c (A)10ttc(T)10 23 127098325 127098347 TTTTTCAGCTCAACTCGGTG TCCCACTTCACATCCCAACT 210

Ai01B27023 Araip.B01 27023 p3 (GAT)5 15 127100353 127100367 AAGACTTGCTTGCCCATCAT CAGGAGGCAGAACAAACACA 275

Ai01B27025 Araip.B01 27025 p3 (TAA)12 36 127112222 127112257 ACCGTTGCACATGCAAATAA CCTTCTATACAAGCAAATCAGACA 274

Ai01B27029 Araip.B01 27029 p2 (AT)6 12 127137561 127137572 GCAAATGCATGAAATCGAGA GCGTTTGGCGATAGAAGAAG 237

Ai01B27030 Araip.B01 27030 p2 (GA)8 16 127140853 127140868 GAAAAATGAATATGTTGGGAAAAA CACACCATGCACGTGTATTAAC 273

Ai01B27049 Araip.B01 27049 p2 (AT)6 12 127146348 127146359 TCTTTGTGTATCGGCTCCCT TTTTGCTTGCCATTCTTTCA 150

Ai01B27050 Araip.B01 27050 c (T)10gttccttttatcttcttgctgtacgaatctgtttcattgaattcattcaatta(T)1073 127147145 127147217 CAGCAAGTCAGCATCATCGT TTCAAACAACCAAATAAACAGAACA 268

Ai01B27051 Araip.B01 27051 p2 (AT)10 20 127152738 127152757 GTGTTCAAAATGCTTGGGCT TGTTCATGAAAAATCAGCTTTATGT 100

Ai01B27059 Araip.B01 27059 p2 (GA)18 36 127208379 127208414 GAAAAATGAATATGTTGGGAAAAA TGCACAACATACAAGCTTAACCTAC 258

Ai01B27066 Araip.B01 27066 p3 (TGA)7 21 127223409 127223429 CTGCTGTTGCTGCTGTGTCT ATAAGCATGAAAGGGAGCGA 265

Ai01B27068 Araip.B01 27068 p2 (AT)7 14 127228902 127228915 AAAAGAGTTGCAGTTCAGCCA TGAATAAATTATGGGCGGCT 228

Ai01B27071 Araip.B01 27071 p3 (TTC)5 15 127235097 127235111 CTTCAATCAGACGAGCCTCC ATGCGAAAAGAGGAGAACGA 182

Ai01B27075 Araip.B01 27075 p3 (AAG)6 18 127245170 127245187 GCAATGAGAAATTGCACAGC CCTCGACCCTCACCACTCTA 273

Ai01B27076 Araip.B01 27076 p2 (CT)8 16 127245457 127245472 CACAATTCAGCACAGCGAGT TACTGGACTCATCGTCACCG 254

Ai01B27077 Araip.B01 27077 c (T)10gtttgatttctctgcattctctacaaatttta(T)1052 127246234 127246285 CGTAAACGGCTTCTTTCTCG CCAAAATAGGCAGAGAACGC 119

Ai01B27078 Araip.B01 27078 p3 (TCT)5 15 127246594 127246608 AGGAGATGAGGTTTGGTTCG CACGAGCATCAACTACTCACG 277

Ai01B27079 Araip.B01 27079 c (T)15ggtaaaaatcagtgttcatggttgaaagtttgaatttgaatggaatgtaagagttttcaattg(T)1088 127246797 127246884 TCGAATCAACTCAACGAGGTT TGAGTTTCAAAATGCACCGA 239

Ai01B27080 Araip.B01 27080 p3 (TGG)5 15 127261171 127261185 GCTCGCCTTCACTCATTTTC GCGATATTTCATTGGACAGC 115

Ai01B27082 Araip.B01 27082 c (TA)9(TG)10 38 127266534 127266571 AGCAGTGCTTTGCATGTACG CGCTTGCCCCACTACACTAT 111

Ai01B27088 Araip.B01 27088 c (A)11tgagaagaaaaaaa(T)1035 127295563 127295597 TGTTTGGATGGAAGATGAAAAA TGTGGGGTCCACCCTAAAT 280

Ai01B27090 Araip.B01 27090 c (A)12caactttaacgc(T)1034 127300446 127300479 TCCTTCCCTTTCCCTTTCAT CAATGGAGCTGCACTGAGAA 270

Ai01B27092 Araip.B01 27092 c (A)10gacaattaacaagcattaatcctcatcgcattgtata(AT)659 127304816 127304874 CACAAAACCTAGCATTCGGA ACAAGCATTCACAGCCTCCT 205

Ai01B27093 Araip.B01 27093 p2 (GA)11 22 127307163 127307184 ATCATGTATGGCTGCTGCTG GACGGGGTTAGGGTTTGAGT 234

Ai01B27095 Araip.B01 27095 p5 (TTATC)5 25 127324354 127324378 CCTGGGTGCTCCAGTGTATT GAGAAAGGTGGTTCCGTTGA 126

Ai01B27096 Araip.B01 27096 p5 (ATCTT)5 25 127328206 127328230 CCTGGGTGCTCCAGTGTATT CAGCCCAAGCCTACAGAAAG 142

Ai01B27101 Araip.B01 27101 p2 (GA)13 26 127378085 127378110 TCAACAGGAATAGCTGCACG CAGAGATTTGTTAGGGGGCA 220

Ai01B27102 Araip.B01 27102 p2 (CG)6 12 127394430 127394441 TTTTCCAGAGAGTCGTGCCT TGGTGTTTGGAAGTGTTGGA 243

Ai01B27103 Araip.B01 27103 p3 (TAA)8 24 127407154 127407177 AATATGAAGGGCTGTGCAGG GACTGATCCGTCCAAATGCT 255

Ai01B27104 Araip.B01 27104 p3 (TAA)5 15 127407454 127407468 AATGTCCGCAGAACAAAAGG CAGCAACTTGGAGGGAAAAG 169

Ai01B27105 Araip.B01 27105 p3 (CTT)6 18 127409668 127409685 CTCGTCCCTCACTCGTTTGT AATAAGGAAGAACGCGAGCA 140

Ai01B27106 Araip.B01 27106 p5 (ATTGA)5 25 127410000 127410024 TGAAACGAATCAAACGGACA TCTGCAAAATGAACCGAACA 244

Ai01B27107 Araip.B01 27107 c (AGG)6aacacgaagaagaaggcgaagaagaagaagacactccgtgcgtaaacgagcgtg(AGA)13aa(AAG)9140 127410571 127410710 CGTGAAGAAGAACGAACACAA GCAAAACTTCTCAAGCCTGG 248
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Ai01B27108 Araip.B01 27108 p2 (CT)8 16 127466069 127466084 GCAAAGAGATTACATCAATCACTCA GTTAAAAGGAGGGGAGCAGG 135

Ai01B27112 Araip.B01 27112 c (A)10ggtggtactggtgatgataaatat(A)1145 127472947 127472991 TGAAGGCCGTCAATATATACCA GCGATCGAAGCTTCTTGTTT 139

Ai01B27116 Araip.B01 27116 p2 (TA)7 14 127484530 127484543 AACAACCAATTTTTCGGTCA TTTGGCCATACTTAGCCACC 226

Ai01B27119 Araip.B01 27119 p2 (AT)12 24 127486141 127486164 CCTTTTGACCATGCTTAGCC ACGTGCTGTATGCCTCACTG 185

Ai01B27120 Araip.B01 27120 p3 (TAT)5 15 127488103 127488117 CATAAAGAATGACCCACCCC CGAATCAATTTTATTGTTGGACA 253

Ai01B27121 Araip.B01 27121 c (TA)8aaatgtcacaagagttaaaaacgtgtatggatttgactc(T)1065 127489110 127489174 TCGCATCTAGCATGGCTACT TGTCTTTCTCGGAAGATCAGA 241

Ai01B27124 Araip.B01 27124 p3 (ATA)6 18 127497252 127497269 TTGGCAGCTGTGTTTGTTTT GAGCAAAATGCAAAATGTGAA 270

Ai01B27126 Araip.B01 27126 c (TTA)10ttg(TTA)6attttatctttattagtattgggagctgttag(TAT)8107 127506655 127506761 GCACGTGACTGGATACATCG CCCACATTGCTGTTCTATTTTC 249

Ai01B27127 Araip.B01 27127 p6 (ACTAAT)5 30 127516027 127516056 GGACACTATTTGCGTGGGAA CATGATGTCATTGGGGTTGA 128

Ai01B27128 Araip.B01 27128 p2 (AT)11 22 127523053 127523074 AATTGGGATCGTGTTTCACC CGTTTTGGAAGAGTCAGGGA 245

Ai01B27130 Araip.B01 27130 p2 (AG)7 14 127528320 127528333 AGGGCGAAAAAGAACACAGA GGGGCTACCTTCTCCTCATC 250

Ai01B27132 Araip.B01 27132 p2 (TA)8 16 127531179 127531194 GGCATAATTTTCATCTAATTGTAGCA TCGTAGCTAGCAGCCATTAGG 202

Ai01B27134 Araip.B01 27134 p2 (TC)7 14 127541224 127541237 CAGCTGCCACTTGGAGTACA TTAAAATGGTCCCTCATGGC 254

Ai01B27139 Araip.B01 27139 p2 (TC)6 12 127580012 127580023 AGCTGTGCGTCTTCTTCCTC AAATCCCCAAAACAGAACCC 248

Ai01B27140 Araip.B01 27140 p2 (TA)14 28 127586344 127586371 ATAGGCTATATGGCCCCTGG TGCGGAAGTGTGAAGAAGAA 239

Ai01B27141 Araip.B01 27141 p2 (TA)12 24 127590978 127591001 AGTAGCAATGGCGACGTTTT CAAGCTCGCACTCAATTCAA 196

Ai01B27143 Araip.B01 27143 p2 (TA)16 32 127593425 127593456 AAATGTGGCAAAATAAAAACTATGT ACGGACGATCATTAGACCCC 242

Ai01B27148 Araip.B01 27148 p3 (GAA)6 18 127616961 127616978 ACGAGAGAGGAAGAAAGGGC AATTGGTGCTCGAATTGGTC 135

Ai01B27150 Araip.B01 27150 p2 (TC)6 12 127619249 127619260 CAGCTGCCACTTGGAGTACA TTAAAATGCTCCCTCATGGC 252

Ai01B27155 Araip.B01 27155 p2 (TC)6 12 127635891 127635902 CAGCTGCCACTTGGAGTACA TTAAAATGCTCCCTCATGGC 252

Ai01B27158 Araip.B01 27158 p2 (TC)6 12 127651734 127651745 CAGCTGCCACTTGGAGTACA TTAAAATGCTCCCTCATGGC 252

Ai01B27161 Araip.B01 27161 p3 (AAT)26 78 127666377 127666454 GCCCGTTTGAGTTCTTCATC TGGCAGGCAGTAAACATCAG 217

Ai01B27164 Araip.B01 27164 c (CAA)14taataataataat(TAA)570 127677497 127677566 CTCCCATGTCATCGAGTCCT CGATGTTGGTGTTCCACTTG 215

Ai01B27165 Araip.B01 27165 c (A)11cttactaatggaggatgatccaaatgctcaataatatgttcttcagataatgtaaaattgcgaacca(T)1088 127679369 127679456 TTGCAACTATCAGTAATAACAATACCG TGCGCTGAGTAGTTGGAGAA 273

Ai01B27167 Araip.B01 27167 c (A)11gaaggcctaggctagagatttattttataaatatatttattttaagtaaaaataaaaaatgaa(T)1185 127679976 127680060 ACATCTCAGGATTTCACGCC GCAAATCGTGTATGGCACTC 227

Ai01B27170 Araip.B01 27170 p2 (TA)10 20 127698637 127698656 TGGATGAGATCCTAACTGATTGTG TTTGCACGCTCCAAGAATTA 252

Ai01B27171 Araip.B01 27171 c (A)10tttttactaacgtacacaggtatttaaatctgatctatatattgtttatttgaataaaatttaaacacaaaataaatttttaaa(T)10104 127698856 127698959 TTGGAGCGTGCAAAGAATTA GCTGATAGACGATGGTGCTAAA 276

Ai01B27172 Araip.B01 27172 p6 (TCTTCC)5 30 127699287 127699316 CATTGATGGCGTTTTTGAGA CATGGAGGAAGAGGAAGATGA 230

Ai01B27173 Araip.B01 27173 p3 (AAG)6 18 127700123 127700140 CCTCCTCATCTTCTGCTGCT CACAATTTCACTGCACCGTC 224

Ai01B27176 Araip.B01 27176 p5 (TGAAT)5 25 127701652 127701676 AATCAAGCGGATGAGGTTTG TAGCGATTCCATTCCATTCC 133

Ai01B27179 Araip.B01 27179 p2 (AC)6 12 127720705 127720716 TGCGTCCATATTCTTGGACA GACAGGAGGTGATTCTGGGA 239

Ai01B27180 Araip.B01 27180 p3 (AAT)7 21 127721923 127721943 CACATCACATCAGAAACGGG TGAAGGGGCTTTCCACATAC 248

Ai01B27182 Araip.B01 27182 p3 (ATT)7 21 127725835 127725855 GTCCACATGGTGAAAGGGTC ATGGTTGAGGCTTGAGGTTG 274

Ai01B27183 Araip.B01 27183 p3 (TAT)7 21 127726052 127726072 CATGCAGTTTTGCAGAAGGA ATTCATGCTCCTCCACATCC 276
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Ai01B27193 Araip.B01 27193 c (A)10taaattcaacaattttattcaataggttagaccattttaatttaaaaaagctaatctaaa(T)1080 127747987 127748066 TTCAGTGCATGTTGGAAGAAG AAAAACCACCCTTATTCACTTCTAA 279

Ai01B27196 Araip.B01 27196 p3 (TTC)5 15 127768889 127768903 TTCGTTCTGTTCTTCCTCTTCC GGAACAAGCGATAATTGGCT 254

Ai01B27197 Araip.B01 27197 c (T)12ctattcaaaagaatttcgttctgctttattttcatttttttca(T)1267 127769158 127769224 CCAGGTATTACTTTGCATCTCTCC CAGCAGCCATAAGAGCAACA 275

Ai01B27198 Araip.B01 27198 p2 (AG)7 14 127773925 127773938 GGTTGTGATTGCATGACTGC AAACCCAAGCTAAGGCATGA 158

Ai01B27199 Araip.B01 27199 c (T)10c(T)10 21 127774061 127774081 CCCCTGACATGTTTTGTTCA ATGTTGTTCCACTTGCACGA 235

Ai01B27202 Araip.B01 27202 p2 (AG)9 18 127789150 127789167 ATGGTGATGCCAAAGAGGAG AAAATTTGGCTTGAACACGG 273

Ai01B27209 Araip.B01 27209 p2 (GT)7 14 127801189 127801202 TGTGTAATTCGAACCAAACTGG TTTCATGAATCTACCAACGCA 153

Ai01B27213 Araip.B01 27213 c (TTA)6aaatgttacttttagc(GTT)22100 127810692 127810791 CGCTTGAAAAATAAGAACAACG GTCTTATCATTGGGGCAGGA 276

Ai01B27215 Araip.B01 27215 p4 (TTTA)5 20 127812857 127812876 GATGTCGAGAATTCGGGTGT CAATTTTCAAACTGACCGTTG 266

Ai01B27217 Araip.B01 27217 c (T)10ggaatttcta(T)1030 127815184 127815213 ATGCTGCTTGTGTGTGTTCC TTTGAAAAGAAACATCCGAAAAA 234

Ai01B27219 Araip.B01 27219 c (AGG)6gtacatgtaattgactgcagggggaggccttgcgtacatcattggttggaatctctcattccctcccactggaattgccattgccct(TTG)9132 127819090 127819221 TAGTAAAAGGGGAGGAGGGG CGGGAAACCCTTATCAACAG 280

Ai01B27220 Araip.B01 27220 p3 (ACC)6 18 127820092 127820109 CAGGCATGACGAACTTAGCA AGGAAACAACCAGCATCCAC 257

Ai01B27222 Araip.B01 27222 p3 (TTA)8 24 127821249 127821272 GGGAGAAAGGGAGAGAATGG CCAATTTGGGCTTAAATAACAA 266

Ai01B27226 Araip.B01 27226 p3 (TAA)5 15 127825119 127825133 TAAACATGGATTGTCGCTCG GTAGTCCCATATGCAGCGGT 261

Ai01B27228 Araip.B01 27228 p3 (AAT)7 21 127826105 127826125 CAAAGTAGGCGACCTTTCCA TTCTTTGAGGGTGAATTGGG 246

Ai01B27230 Araip.B01 27230 p3 (GAA)6 18 127831078 127831095 GTAGGGAGTGGTGGAAGGGT CCGGAGCTGAGATTCATCAT 247

Ai01B27233 Araip.B01 27233 p3 (GAT)5 15 127843789 127843803 TGGAGAAGAAGAAAGGGACG TTGCACAATTCAAAACTCTTCTTC 212

Ai01B27234 Araip.B01 27234 p4 (TTCT)5 20 127843968 127843987 TTTTGACACCGAAATTTTCTACA CGATGTTATTTTTGTTTATGGCA 260

Ai01B27235 Araip.B01 27235 p3 (GGT)5 15 127844748 127844762 TGATGTTGATACGATGATGACG ACACACTCCTGCTGCTGCTA 212

Ai01B27242 Araip.B01 27242 p3 (TTA)7 21 127856633 127856653 TTGTTGAGAATTTTGATTAGGAATTT TTGCACAACTAACTCAACAAGAAA 195

Ai01B27245 Araip.B01 27245 p2 (TA)7 14 127869184 127869197 TCCCTTTTACCTGCCTCCTT TGCGACTGGTCCTATACGTG 242

Ai01B27246 Araip.B01 27246 p3 (TCC)5 15 127872188 127872202 GTTAACATGCGCGCTACTCA GAAAAAGGAGGAGAAACGCA 112

Ai01B27247 Araip.B01 27247 p3 (AGG)7 21 127873082 127873102 AATTGAACCACACCTCAGCC TCATCGTCATCAACACCACC 215

Ai01B27249 Araip.B01 27249 p2 (AT)6 12 127874964 127874975 TCAAGAAAGAAAACCATCCCT GTAAAAAGGCAATCATGGGC 223

Ai01B27258 Araip.B01 27258 p3 (ATG)6 18 127906962 127906979 AGCGCAATTGGTAGCAGAGT GAAGAGGGACTCCATGGTCA 168

Ai01B27260 Araip.B01 27260 p2 (TA)6 12 127908646 127908657 TAATTGAAGCAGGAGGAGGC GGGCGCAATTACAAAGAATG 204

Ai01B27263 Araip.B01 27263 p2 (AT)9 18 127929335 127929352 AAACTCAACCACTAAAATCAGTCA TTAGAGACTTGTGGCGTCCC 239

Ai01B27264 Araip.B01 27264 p2 (TC)6 12 127930552 127930563 TTAGCTGTTGACCACTCCGA GAGAAGAACGTTAGGTTGGCA 256

Ai01B27266 Araip.B01 27266 p3 (ATG)7 21 127931374 127931394 CACACCGGCCTTGTATTTTT AAGAAAGGAAGCTTGGAGGG 256

Ai01B27270 Araip.B01 27270 c (A)11gagaatgagaaagagaatctaatg(A)1045 127947529 127947573 CTTACATTCGGCCCTTGTGT TTGGCACGTCAACAGCTAAC 188

Ai01B27272 Araip.B01 27272 p3 (ATT)5 15 127953059 127953073 TACACACAGGCCACTCGTTC CACAACATGGCTCTATCCTCC 264

Ai01B27273 Araip.B01 27273 p2 (AT)8 16 127959566 127959581 CACAATAATCTTTATAACCCAAAAGGA GTGGAGCACCTGAAATGCTT 278

Ai01B27274 Araip.B01 27274 p2 (AG)19 38 127976754 127976791 TTCTGGGTTGGGATGAGAAG TTTTGCTGGCCACAATATGA 201

Ai01B27280 Araip.B01 27280 p4 (AAAT)5 20 127995294 127995313 AACCTCCACATCAAAGACCG GCTCAAGAGTTGGCGGTAAG 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B27286 Araip.B01 27286 p3 (TAT)5 15 128017309 128017323 TCATAGGGCATCAAAACCAA AGCGTAAAGCCCTGTGTGAT 230

Ai01B27293 Araip.B01 27293 c (GTT)7(CTT)12 57 128051417 128051473 CTGGATCTTTTCTGTGCGGT GGAAGCATTGAAACCCTTGA 211

Ai01B27294 Araip.B01 27294 p2 (AT)6 12 128054423 128054434 TTCTCGATTTATCTGTTTTAAGTTCA CAGTGACGGACCCAGAAAAT 208

Ai01B27297 Araip.B01 27297 p3 (TCT)5 15 128058381 128058395 CACGCTTCGAACTGTTTTCA AAGGCAAGCAACGAAAGAAA 205

Ai01B27298 Araip.B01 27298 c* (AAG)5(GAAGAG)5*(GAA)556 128058892 128058947 ATCGTCTGGGTGAATTCCTG CGTTTCCTGTTTTCAAAGTGC 280

Ai01B27310 Araip.B01 27310 p2 (AT)14 28 128104866 128104893 CAGCCACTCTTGAAGCCTTT CAAGAGATAGGTCGGAAGCG 206

Ai01B27316 Araip.B01 27316 p4 (AATA)5 20 128131158 128131177 AAAAGTTTTATCACACTAAATCACCAA TGCTCATTTTCTAATGTATGGTTAAT 279

Ai01B27321 Araip.B01 27321 p2 (TA)12 24 128150623 128150646 TGAAAATCATGGGAATTGGG TTCACTTTGGGGCATTTTGT 168

Ai01B27329 Araip.B01 27329 c (CCA)5ctaacaccatc(CT)6ccttccattttctgaactcctcgccgccgccagagtccgtcaactctgccaactcattcctctctctctt(TC)10128 128159768 128159895 CCTTATCATCATGTGCATCATCT TGGGTTGAGGATTCGAAAAA 213

Ai01B27330 Araip.B01 27330 c (TGT)51tttatgtgaagaagatgataatggaggtat(GTG)5198 128160302 128160499 TCACTGTCTTCTTCGTTTTTCC GCACCACCACCTCATTTTCT 272

Ai01B27338 Araip.B01 27338 p2 (CT)6 12 128197035 128197046 GAAATTGCAGAAAACGCTCC GGAACATTAAACCTGGGATTG 241

Ai01B27339 Araip.B01 27339 p2 (AT)6 12 128202684 128202695 TTGTTTCAGTTGGTTGTCGTT TTCTTGTCAAATTTGGATGGG 259

Ai01B27340 Araip.B01 27340 p3 (CTT)9 27 128203732 128203758 TGCGTTATTCAACGTTTCCT TGCTGCTGCTTCTTCTTCAA 154

Ai01B27341 Araip.B01 27341 p3 (AAG)5 15 128204114 128204128 TACACCCAAACGGAAGAAGG AAACACGCTTCGAACCATTC 168

Ai01B27342 Araip.B01 27342 p3 (ATT)11 33 128207066 128207098 TCCAGAGAAAGAAAATGTGACG TCCTTGCCCAATTTGTAACC 214

Ai01B27344 Araip.B01 27344 p4 (TAAT)5 20 128208219 128208238 GTCATGCAGAAGCACGGTAA CTTTAACGCCGACATCGAAT 252

Ai01B27346 Araip.B01 27346 p2 (CT)8 16 128213268 128213283 TTTGCAAGCAAAACTATCCAAA GAGTGGTGATGTGGTCGATG 149

Ai01B27347 Araip.B01 27347 p2 (TC)8 16 128216118 128216133 CACCATAGAGCCTTCTTCAGC GAAATGCTTGGAATTTCGGA 200

Ai01B27354 Araip.B01 27354 p3 (TTC)5 15 128247137 128247151 ACGACTCTTCAAATCACGCA TGCTCACATACCCTTCGTGT 197

Ai01B27363 Araip.B01 27363 p2 (CT)20 40 128264443 128264482 TTGATTTGGGTGATTGGACA TCCAACCCAAGTCCAAGAAG 208

Ai01B27364 Araip.B01 27364 p3 (TCA)6 18 128265662 128265679 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 226

Ai01B27367 Araip.B01 27367 c* (A)11(AG)7* 24 128277180 128277203 TGCCGCTTTATGATTGTTGA TGAGCGACACACTATTTCTGC 253

Ai01B27370 Araip.B01 27370 p2 (AT)7 14 128282282 128282295 TTTGTTTCATATTCTGTTGAGGG CAGAATCATATTTTGGCCTACCA 273

Ai01B27376 Araip.B01 27376 p2 (AT)6 12 128311508 128311519 GGGCTAACCTGTAAGGTGAAAA AGCCGATCAAGTTTTTGCTA 276

Ai01B27377 Araip.B01 27377 c (A)10gaagaagatggtgatgatgatg(A)1042 128324958 128324999 CATCTTCCAAGTAATTTTGCAGC TTCCTCTTCCTCCTCCTCATC 214

Ai01B27379 Araip.B01 27379 p3 (AAT)5 15 128326422 128326436 TTAGAGAACCCCGCTCACTT TTTTGCCATAATAGTTGATAAAGCA 258

Ai01B27380 Araip.B01 27380 p2 (AT)6 12 128331751 128331762 CACGAGTTTCCCTGGGTAGA TCCGGTTTGCTAAACCTTTG 219

Ai01B27384 Araip.B01 27384 p3 (TGG)5 15 128340924 128340938 TGATTTGGCTTTGTGTTGGA TGGACAAAAATACCCTCACCA 274

Ai01B27385 Araip.B01 27385 p2 (TG)6 12 128349922 128349933 CGCTCATCACAGGTAAAGCA CTGGCAGCTTGAGAACATCA 231

Ai01B27388 Araip.B01 27388 c (AT)6aggggcggaagtacataaaattaaagggggacaatggcccccaaaattttaatttttattt(A)1083 128361454 128361536 TTCCACGCAAGTTAGTGACG GGGGAGCTGGGAAATAAAAC 260

Ai01B27390 Araip.B01 27390 p2 (TA)6 12 128362280 128362291 TTCTTGCAGACAATTTGGTCA GCATCCCCACGAGTCTATGT 276

Ai01B27393 Araip.B01 27393 p3 (AGA)6 18 128369998 128370015 AGGGGAGAGAGAGAAACCCA ATTCCAGAATTACCCCCACC 243

Ai01B27395 Araip.B01 27395 p2 (AT)6 12 128371145 128371156 TCGCGGATATCTGCTCTACA ATCCAATTCGCACAATTTCC 240

Ai01B27399 Araip.B01 27399 c (T)12cggtttgttagc(T)2549 128377645 128377693 CTCATCTTCGGCAAGCTTCT TCACGTCGCTATCGTTTTTG 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B27400 Araip.B01 27400 p3 (AGA)8 24 128377911 128377934 AAGTAAACGTCGGTCATCGC CGTAGACCTTGCGGATGAAT 251

Ai01B27405 Araip.B01 27405 c (A)10ttaaaaacgattttgattttaacctaaaatctcagaaac(A)1160 128429481 128429540 ATTGGCTGAACGGAAGAGAA CGGATGAGGGAGCGTTAAAT 279

Ai01B27406 Araip.B01 27406 p2 (TG)18 36 128435018 128435053 CAACCTCCCCACACTTAAACC CCCTGCTTTCATGAGCTGTC 211

Ai01B27407 Araip.B01 27407 p2 (TA)8 16 128435390 128435405 TTTCAAGGTTGTAATGGGGC GGGGATAAAATTACCCCAATG 255

Ai01B27410 Araip.B01 27410 p4 (TTTA)5 20 128479103 128479122 TGTGCCTTCAATTTTTCACCT CAATTTGGGTTTGACATCACC 255

Ai01B27412 Araip.B01 27412 p5 (AAGAT)5 25 128495145 128495169 CAAATCCTAAGGCAACCCAA GGGTACTGCAAGAGACTCCG 237

Ai01B27413 Araip.B01 27413 p5 (TTATC)5 25 128499067 128499091 CCTGGGTGCTCCAGTGTATT CAAGTCAAACCATCCGACCT 243

Ai01B27414 Araip.B01 27414 p2 (AG)6 12 128514666 128514677 TCGAATTTGGTGATGATGTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 279

Ai01B27416 Araip.B01 27416 c (T)10gaaaacatttttatta(T)1137 128521840 128521876 AATTAGACATGGCTTTGCAGC TTTGGACAACTGACGGTTCA 234

Ai01B27417 Araip.B01 27417 p5 (TTATC)5 25 128541356 128541380 TGCTGCTGATCCTTTGTCAC AGGAACATGACCCAAATCCA 279

Ai01B27418 Araip.B01 27418 p2 (TA)6 12 128565973 128565984 CACAAAATCCAGTGAGGGTTC GGAATGTCATGCAATGCAAC 277

Ai01B27420 Araip.B01 27420 p2 (AT)6 12 128578587 128578598 ATGGGTTTATCAACCTCCCC TTTCCCATCTCATTTGCTAAAA 270

Ai01B27426 Araip.B01 27426 c (T)11gccatttttttctttcta(T)1241 128627824 128627864 TTTGGCTTTTTCTGCTTGCT AAACGCCACCATCACTAAGG 250

Ai01B27427 Araip.B01 27427 p3 (GAA)5 15 128628997 128629011 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 210

Ai01B27430 Araip.B01 27430 p3 (ACC)5 15 128652489 128652503 AAATGAAAAAGAGCCCACCA TTCCCACCCTCATCTTCAAC 183

Ai01B27434 Araip.B01 27434 p2 (TC)7 14 128661416 128661429 CATACAGACCTCCTCCCAGC CGCGAAGCATGAAAACAATA 252

Ai01B27439 Araip.B01 27439 p3 (GAG)7 21 128679201 128679221 ACAATAGGCTGGGAGGGAGT GAGATGGCGAAGAAGAATGC 149

Ai01B27442 Araip.B01 27442 p2 (AG)6 12 128699656 128699667 ACGGACCAAAAATGCTAACG TGACAAGAGTTTCACGTGGC 239

Ai01B27444 Araip.B01 27444 p2 (AG)8 16 128714990 128715005 ACGGACCAAAAATGCTAACG AGAGCTCGACAAGAGCTTCG 238

Ai01B27447 Araip.B01 27447 p2 (AT)10 20 128773439 128773458 GCAATGGGTGTCTGGAAACT TCTAGAAGCCCGATGAAGGA 268

Ai01B27450 Araip.B01 27450 p2 (TC)22 44 128813097 128813140 AGCAGCCTGCCATAAAAGAA TGCCACCAACCTCTCACATA 226

Ai01B27451 Araip.B01 27451 p2 (AT)7 14 128817536 128817549 TATGCCATTGCTGTTGGAAG TCCAAGTTGTCATCTTCAAAGG 277

Ai01B27456 Araip.B01 27456 c (AAG)9gtgcagcaagaagaagaaaaagaaagaagaagaacgtgc(AGA)5aaaagaaaagaaggtgcaat(GAA)6(AAG)7aggaagaggaagaggaagaagaagaggaagaggaagaagaacgtgcagc(AAG)5204 128833418 128833621 GATTTCAGAGCTTGATGTCAAAAA ACTGTTACGGCACGTTTTCA 280

Ai01B27459 Araip.B01 27459 c (TAT)5taggggtaagtatgattttggtccctaaagttttgtaccagaatcgatttcgtccctcttctaattttggatttaaaatcgtccttaacg(T)10115 128843105 128843219 TGGTTTAAATTTAGGGCCAATG GATGGAGTGGTAGTGGGTGG 262

Ai01B27463 Araip.B01 27463 p2 (TC)9 18 128855559 128855576 GGTCATGAATGTCAGTCCCA TCAGTGGAAAATGGAGCGAT 163

Ai01B27469 Araip.B01 27469 p3 (ATT)9 27 128894839 128894865 CGCTAAACATGAAAAGCTGGA CCCAAAGTACCCATTGAATCT 256

Ai01B27475 Araip.B01 27475 p2 (TA)13 26 128924638 128924663 GATGATTGGTTCGGGTATCG CGTGGTAGGAGGAAGCTCTG 213

Ai01B27476 Araip.B01 27476 p2 (TA)7 14 128925449 128925462 ATAACAGAGACCAAACCCTTAGAG TCCAATGGATACTACTTTGCTCC 171

Ai01B27479 Araip.B01 27479 c (T)11ctcgaaattaaattacttgcttgtattttgtcatttttgtgtgtgcgtca(GTG)679 128939996 128940074 CCTCAAACATTTAGGCCACTT GCGTCGAGGTTGTTCAGAAT 231

Ai01B27481 Araip.B01 27481 p3 (AGA)5 15 128945573 128945587 CCAAAAGACCATCCTGTCGT AATTGCACCAACCGAAAAAG 211

Ai01B27483 Araip.B01 27483 p3 (ATT)8 24 128949743 128949766 GGATGTGGCATCCAGGTTAG TTGTTGGCCAAGACATACACA 207

Ai01B27486 Araip.B01 27486 c (GAT)5ggagaagaagtaggaggaaaacaaat(A)10tcaaataaaaaaagagaagaagaggaggagaaggtagtgatagtagtagtgatgacgacgataacg(A)10taataactgagatgtcagtaaaaagaagaataagagaaaaaggaagagaaggagaaggaaaaagaaatag(A)13210 128951831 128952040 ATGACGATGACGATGACGAA ACATTCTCCTTTTTCTTCTCTTTTT 270

Ai01B27488 Araip.B01 27488 c (T)13gttatgtagttttcttcttctgc(ATA)7atta(ATT)576 128953815 128953890 CACGCCTGATTCCTTTTGAT CGTGCCCAGAATGTCATCTA 137

Ai01B27492 Araip.B01 27492 c (AC)8(AT)9 34 128959805 128959838 TCCGCCTTCTTTTCTTTTGA GCCAACTTGAGTGGGGATAA 246
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Ai01B27496 Araip.B01 27496 p2 (AG)6 12 128969048 128969059 CTAATACCCGATCCAAGCCC ATGCATGCAAGATGAGATGG 268

Ai01B27498 Araip.B01 27498 p2 (AG)6 12 128972504 128972515 CTAATACCCGATCCAAGCCC ATGCATGCAAGATGAGATGG 268

Ai01B27499 Araip.B01 27499 p2 (TA)9 18 128972837 128972854 CTACCCGAAAATGGCTTTGA TAGCTCCTGACTCAGCCTCC 262

Ai01B27502 Araip.B01 27502 p3 (AGA)7 21 128979808 128979828 AACCCGTTGTCTCACGAAAA TGCATCTTTCATCCACCAAA 258

Ai01B27503 Araip.B01 27503 p2 (TC)6 12 128994615 128994626 ACAAACCAGGTTGGATTTCG ATAGAGACGTCGCACCGAAT 223

Ai01B27504 Araip.B01 27504 p4 (TATT)5 20 129002122 129002141 GCACATCAGGTTGTTTGCAC CCAAAAATCAACCTTGCCAT 270

Ai01B27505 Araip.B01 27505 p3 (TCA)5 15 129004258 129004272 TGTTCCTCGGTAGGCATAGG TGTCCACGTATTGCAGGGTA 218

Ai01B27506 Araip.B01 27506 p5 (ATTTT)5 25 129009542 129009566 TCCAAGCTGCTGTTTCAGTG GATGCCTTAATTCCTGCCAA 257

Ai01B27508 Araip.B01 27508 c (A)10ttggttatttttatggaaaaaaacggccggggtcaaagttcaaacccactagacaagccccctggtttagcagctgctgcga(AT)6104 129024007 129024110 GGGGGCATGTTAGCAATTAG AAACAAATTGCAATGGGGAA 267

Ai01B27509 Araip.B01 27509 p2 (AT)10 20 129027314 129027333 GGCAAATGTTGACACACCTG ATCCTCTCGTCTGAGGCAAA 265

Ai01B27513 Araip.B01 27513 c (A)10ttaaaaggaaactatacccaactagggatggacataaacttataagccacagaggatagagataatcgtccaagtcttattgt(A)13106 129043513 129043618 GTCAAGTCAGTTTGGGGGTG CGATCCTCCCGTTTGTTTTA 261

Ai01B27516 Araip.B01 27516 c (A)11cgagtgcacagtgcacacctggatcgtg(A)1352 129053743 129053794 TCGGCCCCATAGAATAAGGT CCAGCTGAGTGGGTATGGAA 279

Ai01B27519 Araip.B01 27519 c (A)10gaaactaattgtggctatatgggggcccggcctgtgggtcccctc(T)1065 129068295 129068359 TTCTCTCCCTGGTCCTGATG AAAAGGCCAAGGAAGTGTCA 221

Ai01B27521 Araip.B01 27521 p3 (GAT)5 15 129087557 129087571 TAAAAGGGGGTGGTTCAGTG ATGCTTGCTTGCTAGCTTCC 248

Ai01B27525 Araip.B01 27525 p2 (TA)8 16 129115196 129115211 AGATGCTGCGCAAATTAAGC AATCCGAGATTTCTGGGTGA 220

Ai01B27530 Araip.B01 27530 p3 (TTA)6 18 129126145 129126162 CAAGGCACCCAGTTGATCTT TCCTTGCCATTTTTCTTCAAA 275

Ai01B27531 Araip.B01 27531 p3 (TGA)5 15 129130744 129130758 CGTTAATAGTGACCCATTTATATTGA CAATTTGCCAAAAATTACGATT 280

Ai01B27533 Araip.B01 27533 p2 (AT)8 16 129145563 129145578 CAACAATAATTCTTCGTTTCTTTCC GCTCACCGCATGATGTTAAA 264

Ai01B27535 Araip.B01 27535 p2 (TC)8 16 129149969 129149984 TCGGATTTATCCACCGGTAA GGGGAGAGGAGGTGGTTAGA 140

Ai01B27539 Araip.B01 27539 p2 (AT)6 12 129161674 129161685 CCCGCTTACCACCTCTAACA TAAAGATGCGTGCAGAATGG 253

Ai01B27542 Araip.B01 27542 p3 (GAA)5 15 129164373 129164387 ACCATTGCTACGCGGAATAC TATGTGGAACTCCCCACTCG 160

Ai01B27547 Araip.B01 27547 p2 (AG)11 22 129201205 129201226 AGAGAGCTCGAAGAGGGACC GCCACCACCTTCTTCATCAT 139

Ai01B27552 Araip.B01 27552 p2 (TA)6 12 129210520 129210531 CTCCTTCTATCTTGCCGGTG ACGATACACGGTTTTCTGCT 268

Ai01B27556 Araip.B01 27556 p2 (AG)19 38 129221366 129221403 TGAGTCTTCATCGCCCTCTT GTGGGAAAATGGTCATCCAC 259

Ai01B27557 Araip.B01 27557 p2 (TA)6 12 129221798 129221809 TCTCTCCCTTTATACACATAGCAA ATCCGCAAGGCATACATCTT 280

Ai01B27558 Araip.B01 27558 p2 (AG)7 14 129228674 129228687 GATTTCGGAGAGGTCTGCTG TGCTCCTTCTCTCTCGCTTC 253

Ai01B27559 Araip.B01 27559 p4 (AAAT)5 20 129245140 129245159 TGGTAAATGTTTCTCATGCGG TGGTAAGTATTTTGTGAGTTAAATGAG 133

Ai01B27560 Araip.B01 27560 p2 (CT)11 22 129245716 129245737 GGACAGACTGTGGGTCTCGT GACCCACGGTGAGGAGTAGA 152

Ai01B27561 Araip.B01 27561 p2 (AT)6 12 129247643 129247654 AAGCCAAAAGAAAGGAATCAAA ATTCATCTTCGCTTGCATCC 258

Ai01B27563 Araip.B01 27563 p3 (AGA)6 18 129254638 129254655 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 260

Ai01B27564 Araip.B01 27564 p3 (ATT)5 15 129256557 129256571 AAGTTGTTTGCTCCAATGGC AGCAGGAGCAAGGACAAGAA 254

Ai01B27566 Araip.B01 27566 p2 (TA)6 12 129264869 129264880 TTTGGTTCGAATTTGGTCAAT TTCACAAACTACCATAACCAATTCAT 160

Ai01B27567 Araip.B01 27567 p2 (AT)6 12 129265780 129265791 TGACTAGCGACTCAACGGG TTCAGAGGTACAATATACAAGGGG 240

Ai01B27571 Araip.B01 27571 p2 (AT)16 32 129283461 129283492 AAGATAACCGGTCCGAGCAT GGTCATTTTGGAGAACCAGG 260
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Ai01B27573 Araip.B01 27573 p2 (TA)9 18 129328920 129328937 TGAAGAAGACGCACCATCAC TTGGGACATTTTTAGGCTGC 217

Ai01B27574 Araip.B01 27574 p3 (ATT)9 27 129331170 129331196 TGTGCTGAGCAGAACCATTC AGCAGCACAGTGATGTGGAG 194

Ai01B27575 Araip.B01 27575 c (A)11tcaaaataaaaaatttgaatctatttta(T)1150 129332189 129332238 GGCGGCTGTTACAACACTCT GAGGCGCAACATTTTAAAGC 180

Ai01B27577 Araip.B01 27577 p2 (GA)18 36 129338649 129338684 TGCAATAGGTTGGGGTTAGG TCCCTGTAGGACCTGCTGTC 268

Ai01B27583 Araip.B01 27583 c (T)10ctctattccataaaagtttgag(A)1042 129352535 129352576 TCGTTAGAATGGCGTTAGGG TCTGCTGCATTCAAATGTCC 192

Ai01B27584 Araip.B01 27584 c (A)11gaagaaaaactaaacttgaaaataaaaataaataaataaataagtgcttatgcagttaattttccatataaaccattgttttatagacacc(AAT)10132 129356382 129356513 CCATGCACCGCTTATACTTG TTCCTTGAATTAGAAATGAGACACA 280

Ai01B27588 Araip.B01 27588 p3 (ATA)5 15 129366174 129366188 AACTCTCCGCATATCGAACG CATCTGATGATGTTGCTGGG 269

Ai01B27589 Araip.B01 27589 p2 (CT)10 20 129375771 129375790 TAGAAATGGCAGAGGGTTGG GGCACTGTTAGTGGGGAAAA 186

Ai01B27590 Araip.B01 27590 c (AG)14tgtgt(GA)8 49 129377609 129377657 TGCCCAGAGTTCTTCGAGAT ACACCATTGCAGGTTCTTCC 180

Ai01B27592 Araip.B01 27592 p4 (TATT)5 20 129380238 129380257 GCGATCTGATTTTGCATCCT TGGGTCCCAAATACATGGAG 212

Ai01B27596 Araip.B01 27596 p3 (TGA)18 54 129403258 129403311 TCAACGGTACTCAGCGTTTTT CCGAAATTTCTTAGCCGTGA 276

Ai01B27598 Araip.B01 27598 p3 (TTC)5 15 129421394 129421408 CTCTGTCTCTCTGCACGCAC AATCTGAGTTCGGGTGGTTG 231

Ai01B27599 Araip.B01 27599 p4 (AGTT)5 20 129427211 129427230 GTGTTCAGCTCACTCGTCCA ATCCATGGCTCAATGAATCC 200

Ai01B27600 Araip.B01 27600 p2 (TG)6 12 129429114 129429125 AGTACGAAGCGTTACACGGC GGCCCAACTGCAGCTAAATA 264

Ai01B27605 Araip.B01 27605 p2 (CT)6 12 129438949 129438960 TTTTTGTTTGTTTCTTACCTTTTTCA TTTTGGTGGGTGAGGAAGAG 270

Ai01B27606 Araip.B01 27606 p3 (ATT)5 15 129448762 129448776 GGCCATTAGGTTTAGTAACCG GCAGGTGTACTCCACTCGCT 258

Ai01B27613 Araip.B01 27613 p3 (AAT)6 18 129463555 129463572 GCCAAAATTGGCAGTTCACTA CGAGCCCATTAATCCATAAAA 280

Ai01B27615 Araip.B01 27615 c (CAT)9ggaatcataagaactcagaaccaga(ACC)567 129464083 129464149 CCCTTCTTCCCCAAAATCAT TTGGTTGGTGTGATGCAGAT 206

Ai01B27616 Araip.B01 27616 p3 (ATC)5 15 129464278 129464292 CGTCATCCTCATCAGAACCC ACTTCTTCTTACCGCCGACC 244

Ai01B27617 Araip.B01 27617 p3 (AGA)5 15 129464410 129464424 CGTCATCCTCATCAGAACCC ACTTCTTCTTACCGCCGACC 244

Ai01B27629 Araip.B01 27629 p4 (TTAA)6 24 129507716 129507739 ACTTGCCCATACGCAACTTC TTGCGATTGATTACATGGGA 243

Ai01B27632 Araip.B01 27632 p4 (TATT)5 20 129514847 129514866 TTTTATCTATCAATTATGTTTGGGTG GCATAATTTCGTGTGCAAAA 197

Ai01B27633 Araip.B01 27633 p2 (GA)12 24 129518173 129518196 CGTTAATTTTGCCCCTTTGA TCCACTCCCCACACCTTATC 267

Ai01B27640 Araip.B01 27640 p3 (AAT)5 15 129541048 129541062 GCCAAAATTGGCAGTTCAC TTCCAGCCCATTAATCCATAA 279

Ai01B27642 Araip.B01 27642 p3 (GAA)5 15 129547573 129547587 TGGGACTTAGACCGGTTGAC TGTTGCCCAATGTCTATCCA 114

Ai01B27643 Araip.B01 27643 p2 (AT)8 16 129549835 129549850 CCGAAAGTTCTTTTTCTTTGG TTCTTTTCAGGACGGAGAGG 264

Ai01B27649 Araip.B01 27649 c (TC)20(AC)14 68 129567248 129567315 TTCTACCAAAAATCCACGGG CCGTGTGTGTGTGTGTGTGT 279

Ai01B27650 Araip.B01 27650 c (TC)13(AC)15 56 129567417 129567472 TTCTACCAAAAATCCACGGG TTACTTTTGCTCATTCCCGC 188

Ai01B27651 Araip.B01 27651 c (TC)8(AC)13 42 129568953 129568994 CGGGTTGCACCATTACACTT AAGGCGGGACAAAGATTACA 280

Ai01B27656 Araip.B01 27656 c (AT)8(AG)8 32 129580102 129580133 ACCATGCACACACATGCAC AAACATAGGCTGCAAACTCCA 210

Ai01B27657 Araip.B01 27657 p3 (TTC)5 15 129584205 129584219 TGCAGGGGATAAACCAACTC ATCTTGTTCCCAACCACAGC 153

Ai01B27659 Araip.B01 27659 p2 (CT)6 12 129603621 129603632 TCCCTGACACCTCAGGATCT GGTGAGGTAGGTGGGGTTTT 181

Ai01B27661 Araip.B01 27661 p2 (CT)7 14 129619686 129619699 CATCCCCAACGCATACTTCT GTTGTTGCTGTGAATGGTGG 225

Ai01B27662 Araip.B01 27662 p5 (AAAAT)9 45 129619887 129619931 CCACCATTCACAGCAACAAC CTGTCTGGGTTCCATCTTGG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B27664 Araip.B01 27664 p2 (AG)6 12 129621813 129621824 CGAAACTATAGGGACCAACAGA TCCTTCACAACTCATGTCGC 268

Ai01B27665 Araip.B01 27665 p2 (AT)11 22 129622141 129622162 ATGGCGACATGAGTTGTGAA TTTAGGGTGTACTCGCCCC 271

Ai01B27666 Araip.B01 27666 p5 (AAGAT)6 30 129626706 129626735 AGCTCAGCCAAATTGTCAGG CGTCACTAGAGGGTGGTGGT 265

Ai01B27669 Araip.B01 27669 p2 (TA)9 18 129651835 129651852 CCTGCGAAGTCAAGTCTGGT GCGGAGTGGTTACTGGGTTA 194

Ai01B27670 Araip.B01 27670 p2 (TA)10 20 129653461 129653480 GAAGTTCGGCCAAAAATCAA AATGGTTGAAGGCTTGATGG 198

Ai01B27673 Araip.B01 27673 c (TCC)7acca(CCT)643 129658386 129658428 GTGAAGAAAGGCTCCAGCAC GAAGAGGTCCCCAAATCACA 164

Ai01B27678 Araip.B01 27678 p3 (AAT)5 15 129669094 129669108 TCCGTTAAAGCAAACAAATCC CTTACCCTTCCGAAGCAGTG 259

Ai01B27681 Araip.B01 27681 p3 (GAG)5 15 129691440 129691454 CCAGATTCCCCAGCAATAGA TAGAAGGTCCAAGAGGCCAA 236

Ai01B27682 Araip.B01 27682 p6 (TGTTAT)18 108 129694733 129694840 AGGTGCTCACAGTGAAATAACA AAATATCACAATTCAACAGGCTC 251

Ai01B27683 Araip.B01 27683 p2 (TA)6 12 129695330 129695341 TATGGTGCGAACCAACTTGA CGTGGGGCTCACGATAATAC 210

Ai01B27687 Araip.B01 27687 c (T)11acgatatttttttactcagattaaaaactaatttattgtgacttaagtttatttagaatttgtttaaaaatttataaattaaaagaattc(T)11112 129713944 129714055 TGCAATTGATTGGCTTAATTTT TCTTTTGGTCTGATTTGTAAACGA 268

Ai01B27688 Araip.B01 27688 p2 (TC)9 18 129714860 129714877 GTGAAACGTTGCATTTGGTG GGAGGAACGAGTTGGTTTCA 255

Ai01B27690 Araip.B01 27690 p3 (GAC)5 15 129717824 129717838 AACATCAGCACCTACTCCGC TTTTGTTCGTTAATAAATTTTACGG 266

Ai01B27693 Araip.B01 27693 p3 (TAT)6 18 129723912 129723929 TAAAACGCGGATTCATCACA CAACTGCGTGGTTTTGTCTG 209

Ai01B27694 Araip.B01 27694 c (A)13ctatttcatattaaaaaagtatcaaaatttaattc(TAT)563 129724900 129724962 TCCGATTTAAATATAGACACTTATGC TGCAACAGTCACTTTCTCCCT 235

Ai01B27696 Araip.B01 27696 p3 (CAT)5 15 129725691 129725705 AACCCCACATTTTGTGAAGC CTCAGCAGCATATCTTCCCC 258

Ai01B27697 Araip.B01 27697 p3 (TCA)8 24 129726440 129726463 GGTTCTCATCATGGGATTGG CACATTGCACCCTCATCATC 278

Ai01B27698 Araip.B01 27698 p3 (AAT)6 18 129727146 129727163 ATGCTTCTTTTGGGGGTAGC TTTTCCATATGCCCTGCTTC 231

Ai01B27703 Araip.B01 27703 p2 (AG)19 38 129733321 129733358 AGAAAAAGAATGGGGTTGGG CCTTGAAAAATCATTCCCTCA 276

Ai01B27717 Araip.B01 27717 c (T)10aaattaggtctctacactttttttccttttatttaggttcctataccaa(T)1170 129762711 129762780 TTTTGCGAAATTTTCAATTAGAT AAATCCCTTTTAGTAGTAATTGGCT 179

Ai01B27719 Araip.B01 27719 p2 (AC)11 22 129768421 129768442 CTCTATGCGGAAGGTTTTGC AGGTGGTCCGAGCTTCTACA 273

Ai01B27720 Araip.B01 27720 p2 (AG)9 18 129768649 129768666 TGTAGAAGCTCGGACCACCT TATTTGGCGAGAATGCTCCT 158

Ai01B27727 Araip.B01 27727 c (T)11gttacacgtttttcttcctcttctcctcctcttcctcctcctcc(TCT)673 129782772 129782844 GCGCTTCGAGTCGTTACTG AGGAGGAAGTGGTGGTGTTG 141

Ai01B27728 Araip.B01 27728 p3 (GAG)5 15 129783781 129783795 GAAAAAGGAGGAGAAACGCA TGGTGCAATTGGAATCTCAG 269

Ai01B27734 Araip.B01 27734 p2 (CA)7 14 129816642 129816655 CCCAAAATCCCAAAATCAAA CCCTCCAGTGCTCTGTCTTC 170

Ai01B27739 Araip.B01 27739 p2 (TG)8 16 129836821 129836836 GAAAGGATTCAGCTTGTCGG TAACCAAAAGGTCCACGTCC 250

Ai01B27745 Araip.B01 27745 p2 (AT)6 12 129849963 129849974 TATCAGTGACGGCGAATGAG TCCTGGCTCTTATTCAAGCAA 273

Ai01B27750 Araip.B01 27750 p2 (TA)6 12 129854567 129854578 TTTAATGGTGCCGGCTAAAG CATATGCGACATAGTGTATATCGGT 245

Ai01B27753 Araip.B01 27753 p2 (AT)8 16 129857859 129857874 AAACGACAAAGCCAACCAAC GGATGGGGTGTAAAACCTGA 262

Ai01B27759 Araip.B01 27759 p3 (TTG)5 15 129867723 129867737 GAAGATGGACAAAAGGCGAA GGAAATTAAGATTCGAAGGCG 279

Ai01B27761 Araip.B01 27761 p2 (AT)9 18 129872467 129872484 TGGGACTTGAGGAATGATGA AGTTTTTGCCAACGGAGCTA 272

Ai01B27765 Araip.B01 27765 p4 (ATTT)5 20 129875694 129875713 CTGGAAAAGGAAACCACCTG TCACCAACCCCAAATCTCTC 121

Ai01B27766 Araip.B01 27766 c (AT)6ctctattttctgtgttgtgtgtgcatatcaatcagcgtgcgtgagg(AGA)676 129877822 129877897 CCCTTTCTCTCTCCAAACTCG CGAAGTCGTGCACACAAAGT 278

Ai01B27767 Araip.B01 27767 p3 (ATA)6 18 129878046 129878063 TTCAACCTTCTTCGTAGCCA TGAAGAAACGAAGCTGCAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B27769 Araip.B01 27769 p3 (TTA)6 18 129878742 129878759 CAGCTTCTGCTTGCTTGTCA CAGCTCAAGCAGAGTCTCCA 161

Ai01B27772 Araip.B01 27772 c (T)13gcatttccaacgaaaatagac(A)1145 129883330 129883374 AGTTGTGTTATCCCTGACAAAAA CGTTGATGCTGCCAATTAAA 277

Ai01B27774 Araip.B01 27774 p2 (GA)15 30 129894143 129894172 GCAAAATCGGAACGGTAAAA TCTCAATCAAATAAGGCGGC 201

Ai01B27775 Araip.B01 27775 c* (A)11(AAAG)5* 28 129896524 129896551 TGCTTAGTCGTAGCAAAAAGAAAA GTGTCCACTGAAGGTGCTCA 167

Ai01B27782 Araip.B01 27782 c (AG)8gaaaggagagg(GA)6ggaagggggagggagagagaaaaaagg(GA)6aa(AG)998 129905149 129905246 GGAGAGTGAGGAAGGAAAGAGA AACCGGTTAACCAAAATCAAAA 255

Ai01B27785 Araip.B01 27785 p3 (TTG)7 21 129931189 129931209 CGCAAATCAAAAAGTCAGGG CAGCCCATTAATCTCCGATG 245

Ai01B27787 Araip.B01 27787 p3 (TCC)7 21 129933260 129933280 TGTTCGGCCCAGATAGGTAG AAGTTGCGAGGAGGAGGAG 274

Ai01B27789 Araip.B01 27789 c (T)10catctgatggctattacagtattttttatttctttttttttctc(T)1064 129940676 129940739 TGTTCTTTGCGTGTTTCCTCT CAAAATCCTCCCTCCTCCTC 273

Ai01B27790 Araip.B01 27790 p3 (AGG)6 18 129941011 129941028 GAGGAGGAGGGAGGATTTTG GTCTTTCACCACCACCTCCA 197

Ai01B27791 Araip.B01 27791 p3 (ATG)9 27 129941650 129941676 GAGGAAGAGATGGTGACGATG TCTCCTCCTCCTCTTTTTCCA 256

Ai01B27792 Araip.B01 27792 p3 (AAG)9 27 129941848 129941874 GAGGAAGAGATGACGACGATG TGGAGATCATAATCGCAACG 173

Ai01B27796 Araip.B01 27796 p2 (AT)6 12 129947005 129947016 GCCAAAAAGCAATTCCAAAA CTCATAACCAAAACGCAGCC 185

Ai01B27806 Araip.B01 27806 p3 (ATT)6 18 129972081 129972098 TGAAATATCTCGACCATTCTGA TTTCAATCAATCAATCAACAACAA 276

Ai01B27807 Araip.B01 27807 c (A)11tgagccgcccatatgagttaaaaagg(A)1451 129975812 129975862 GACCATCCGATTTGTCCATC CTCGCACGTGATCACTTCAT 252

Ai01B27808 Araip.B01 27808 p3 (ATA)21 63 129977564 129977626 GATCTTTGCACGTATTACGCTT AAGATCCACAAATTTTGCTTCAA 163

Ai01B27817 Araip.B01 27817 c (T)10gca(T)10 23 129983224 129983246 TTTCAAGTAAACGATTTTCTGTTACG GATTGCAGTGCTGGATTTCA 182

Ai01B27823 Araip.B01 27823 p3 (TTA)18 54 130007059 130007112 TTGTGCTCCGAGGAGAGACT CGATATCCGATCCGACACTAA 229

Ai01B27825 Araip.B01 27825 p3 (TTC)5 15 130014720 130014734 GTAACTTTCACTCCACGCCC AAACGCGAAAGAGGAGAACA 186

Ai01B27827 Araip.B01 27827 p3 (GAT)6 18 130017560 130017577 GATGAATGGAATTCGCAGGT TTTTTCACCAAACCTCGGTC 249

Ai01B27829 Araip.B01 27829 p6 (TGAAGG)5 30 130019009 130019038 AGAAGACCAGCGAGTCCAAA CTCAGATTCATCTGCCCCAT 280

Ai01B27830 Araip.B01 27830 p2 (TA)7 14 130019661 130019674 TTTTGGATGGAAAATGGAGG GAAACATTTGCCTGAGGAGC 276

Ai01B27832 Araip.B01 27832 p3 (AAG)7 21 130024008 130024028 GGTGATTCCCGAAGAGTGAA CTCACTCATACACACCCCCA 168

Ai01B27834 Araip.B01 27834 p3 (GAA)6 18 130029922 130029939 TTGGTTTCTCCTTCAATGGC ATGGATTGTGATGCCACCTT 185

Ai01B27839 Araip.B01 27839 p3 (TAT)13 39 130068784 130068822 CGCACGAAGTGAATGAAAAA CCCAAACCTTAGGGACGATT 158

Ai01B27841 Araip.B01 27841 p2 (AT)7 14 130072422 130072435 TTACCAACCAAACGGAGGAC GGCTGGCTAAGAGCTTTTCTT 267

Ai01B27842 Araip.B01 27842 p3 (GAA)5 15 130073314 130073328 CATCTGCATGTCCAACCATC TTTCGGTCATATTCCTTGCC 248

Ai01B27843 Araip.B01 27843 p2 (TA)8 16 130075801 130075816 AATCCTCACGTGAATCAGCC CGAATTGGCTCCATGAGATT 241

Ai01B27850 Araip.B01 27850 p2 (AT)7 14 130089426 130089439 GCAACAAAAATCAATGGGCT TCAAGCATTGCCAAACTGAC 117

Ai01B27853 Araip.B01 27853 c (T)12aaatatatttttgtaattgatgaggattattttattactgttattattaattgttactattatggttctatatgtatacgagtagc(GA)7112 130092235 130092346 ACAATTGTAGACCTGGCGCT TCAGCTCTACGCTCTCTCGC 254

Ai01B27857 Araip.B01 27857 p3 (ATC)6 18 130104813 130104830 CACCTTCCCAACTTGTCCAT TTCAACGATGTCTCTTCGGA 204

Ai01B27859 Araip.B01 27859 c (T)10aaagttcacccaaacaaacccaataataatttattgatttgtagctagtagaaagaatactgacgaaatgacgagaaaaaacaaagtcttaaaaaaaaat(A)11121 130105790 130105910 TGTTCGGTTAAATGGGTTAAATG AGGACCACCGAATCATTCAC 275

Ai01B27862 Araip.B01 27862 c (A)11gtactcaaagcaattcataactt(A)1145 130111301 130111345 TCTTCCTATTTTAAACTCAAAGCAA TCCGTGGTTTAAATTCTTCTGTC 255

Ai01B27864 Araip.B01 27864 p3 (AGA)5 15 130112509 130112523 GGGTCAAGTTGTGAGGGAAA AAGCGTGCACCAATCTCTCT 201

Ai01B27866 Araip.B01 27866 p3 (TTA)17 51 130116969 130117019 GTGGCTGGATACGTCGAGAT ACACCCACGTTGGTTTTCTA 236
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Ai01B27867 Araip.B01 27867 p3 (AAT)7 21 130130114 130130134 CTTTCGGAGCCTTCTATCACA ATTTTCCAATCCTTGGGGAC 261

Ai01B27874 Araip.B01 27874 p3 (TAT)8 24 130144364 130144387 TGGTTATATATTGCTGGCATAGC CAATCTTTGAAACGGTGTCTTT 279

Ai01B27876 Araip.B01 27876 p2 (TC)9 18 130147471 130147488 AAAAGGAGAGACGGGTGAGG GGAAAGTGAGAAAAGTGGCG 242

Ai01B27877 Araip.B01 27877 p6 (CTGTTA)5 30 130147846 130147875 CCCTCCACTCCTCATTTTCA TCTGTTTACACACGCTTCGC 265

Ai01B27880 Araip.B01 27880 p3 (AAT)8 24 130154921 130154944 CACCGCACATTACACAGGTC AATCGTCCGAGTTGTTCCTTT 248

Ai01B27882 Araip.B01 27882 p3 (ATA)8 24 130163131 130163154 AAAAGGAACCACACAGGCAG ACCAAGGCGGTTTACTTGTG 207

Ai01B27885 Araip.B01 27885 p3 (CTT)6 18 130169147 130169164 TGGAGGACTTGGAAGAATGG CACGCCTTCCTTTTCTCTTG 225

Ai01B27886 Araip.B01 27886 p5 (TCTAT)5 25 130169548 130169572 TGCCATTGATGGTAGTGGAA TAAATGGCCGAACAAACACA 235

Ai01B27888 Araip.B01 27888 p3 (ATT)6 18 130182369 130182386 GGCCAGTTAAGCCTCTCACA ATGGGCTTAACGAACACAGG 145

Ai01B27889 Araip.B01 27889 p3 (TAT)6 18 130185064 130185081 AATACGCGATAGGCGTGTTG GCAAATACATCAGGACATTCATT 280

Ai01B27892 Araip.B01 27892 p2 (TA)7 14 130188823 130188836 GCTTGCCCTTTGAAAAATTC TGCTAAGTAAAAGTGCGTGCT 218

Ai01B27893 Araip.B01 27893 p2 (AG)9 18 130189249 130189266 ACCTGAGGAGCGAACAAGAA TTACCGACAGATTTTTCCGC 280

Ai01B27897 Araip.B01 27897 p3 (TAT)6 18 130207334 130207351 TGTAAATCCCAAGCTCGACA GAAGAAGAAGAGCGTGTGGC 261

Ai01B27900 Araip.B01 27900 p3 (CTT)5 15 130212189 130212203 CTGCTCCCTTCTTCTCCTCA TGCAACGTAACCAGATCGAA 214

Ai01B27901 Araip.B01 27901 p3 (AGA)5 15 130213148 130213162 AAGAAGGCGAAGACACTCCA ATGCGTCCAACACATACGAA 273

Ai01B27905 Araip.B01 27905 p2 (GA)7 14 130230354 130230367 TTGCTGTGGTGACAGATGGT AACAGTGCCCCAAATGAAAG 217

Ai01B27906 Araip.B01 27906 p3 (TCG)5 15 130231591 130231605 CAACAAGTCCGTCGGTAGGT CTTACTCCACCGCCTAAGCA 268

Ai01B27909 Araip.B01 27909 c (AGA)5cggagaaagggaagaagaaggagtgtcgttgttt(GTG)667 130240920 130240986 TTCCTGCACAGAAAGCATTG AAGCGCAGAAAAGTGTTGGT 214

Ai01B27913 Araip.B01 27913 p2 (TG)6 12 130253089 130253100 GGACGGAGTATGAACAGCGT AGAGATCCAATTGTGGGGAA 258

Ai01B27917 Araip.B01 27917 p3 (TTG)6 18 130259465 130259482 GGCAGACGGTGTGGTAGAGT ACAATAGTTGCGGCTCCAAT 238

Ai01B27919 Araip.B01 27919 p3 (GAA)7 21 130262675 130262695 GCTCCTCCCCTAATGAAGGT TTTTGTTTTTCTTGCAACTTGG 158

Ai01B27922 Araip.B01 27922 p3 (GAA)6 18 130275334 130275351 AGAGCTCCTCCCCCTAATGA TTTTGTTTTTCTTGCAACTTGG 161

Ai01B27930 Araip.B01 27930 p2 (GA)14 28 130294111 130294138 ATTTATGATGGGGGAGCACA ATTGTCATCTCATCCTCGCC 225

Ai01B27938 Araip.B01 27938 p3 (TAA)5 15 130306153 130306167 CCATAACCAAACACCAGAACAA GGTTTCCTCCAATCATGGAA 257

Ai01B27939 Araip.B01 27939 p3 (TTC)5 15 130307699 130307713 TAAAGACCACAAAAACCGGC GGAGAGAGAGTGGGAAAGGG 224

Ai01B27940 Araip.B01 27940 p2 (CT)7 14 130307824 130307837 TCACCACCATTTTCCCTTTC GGGTGAACTGGTGAAGTACGA 235

Ai01B27945 Araip.B01 27945 p3 (AGA)5 15 130333506 130333520 TTGCAGGGTGAGTCTGTGAG GGCTTTGCAATGATGATGAA 143

Ai01B27947 Araip.B01 27947 p3 (TTC)5 15 130335872 130335886 GTCTCCTTCCTTGGTCCCTC CTGTGGTGGTCGTGACATTT 227

Ai01B27948 Araip.B01 27948 p2 (CT)6 12 130336037 130336048 CCATGACAAATGTCACGACC TTTGCATACAAAATCGTCTCTAAAA 262

Ai01B27958 Araip.B01 27958 c (ATA)5accataaatactagtat(TAA)547 130380263 130380309 CAATACCAACAGGAATCACAAAA TTTGAATCAGTTGAGCGGTG 263

Ai01B27959 Araip.B01 27959 p3 (ATT)5 15 130381639 130381653 TCATAATAGTTGGACGCCAAAA TGGATAATAAGGTGAGAAATAAACATT 254

Ai01B27961 Araip.B01 27961 p2 (TA)7 14 130386944 130386957 TGAGAACCCTTTCGAGGATG CGTACATCCACAAATACCATACAA 280

Ai01B27965 Araip.B01 27965 p2 (AT)8 16 130402037 130402052 TTGTTGAAGCATGCACATATTTT CATAGCGTAAATGATCATGCC 210

Ai01B27970 Araip.B01 27970 p3 (AGA)5 15 130443596 130443610 CTGCGAAGGAGAAATGGAAG AATCGTATGGAGATGACGGC 124
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Ai01B27972 Araip.B01 27972 p4 (TTTC)5 20 130457530 130457549 TTTCCCCCTTTCTCCTCTTC CCCCACCGTCTTACTGTCAT 138

Ai01B27973 Araip.B01 27973 p2 (AT)9 18 130463643 130463660 TCCTTGGTATTTTCCCTCCA TGGTTAGGGAGTTTTGAAAAAGA 243

Ai01B27975 Araip.B01 27975 p2 (AG)10 20 130482680 130482699 TTGCAACGAGGTTTCATTTG CCTAAATTCGAATCGCGAAC 241

Ai01B27976 Araip.B01 27976 p2 (TA)7 14 130484512 130484525 AGGTATGAGGAGGAAGGGTG CAGGAGGAATAAGGAAGGGG 159

Ai01B27978 Araip.B01 27978 c (A)12ttaaagatccaatttcaac(T)1243 130488059 130488101 CTCATACGTGTTGAGCCTGC TCCTCCAAAGATCTCCAACG 247

Ai01B27979 Araip.B01 27979 p3 (GGA)6 18 130500529 130500546 AGTCAGCTCGTGAAAAGGGA GAAAGAGGCTGACAACTCGG 172

Ai01B27980 Araip.B01 27980 p3 (AGC)5 15 130509539 130509553 CCAACATTGGTGTCATCAGC TCCACCAAGGACAACACAAA 263

Ai01B27981 Araip.B01 27981 p3 (GGA)7 21 130524050 130524070 TAAAACATGCGCATCCAGAG CCACTTCCTCCACCAAGAAA 246

Ai01B27982 Araip.B01 27982 p3 (GTA)5 15 130524386 130524400 CCACAAACTTCACCGGAACT CCATCATGGCTTTCTGAACA 257

Ai01B27983 Araip.B01 27983 c (CT)7cctctttctccccatcctctctctcttttccctttcttccttctctccctc(CT)6tcctctctccct(TC)46181 130529762 130529942 TTTCTCTCTCTCCCTCTCTCACTT AGGGGAAGAGATATGGAAAGG 237

Ai01B27984 Araip.B01 27984 p2 (TC)6 12 130530115 130530126 TCTCTCTCCTCCCTTCCCTC AGGAGAGGGAGAAACAAAAGG 250

Ai01B27985 Araip.B01 27985 c (TC)8cctcccttccccct(TC)744 130530230 130530273 TCCTCTTTCTTCCCATTCCC GGAAGAGAGAAGGGTGGGAG 202

Ai01B27989 Araip.B01 27989 p2 (TC)6 12 130540567 130540578 ATGCATGTCGTAACCCACCT GCCAAAAGAATACTAGCCGC 244

Ai01B27995 Araip.B01 27995 p3 (ATA)8 24 130559808 130559831 TCATAATGCAAACCAACCTGA AAGTTGCACCCACTCGTGAT 203

Ai01B27997 Araip.B01 27997 p2 (GA)9 18 130572183 130572200 CTCCCCAACGGTACAGAGAA CAAGACGCAGCTCCTCTAGC 242

Ai01B27998 Araip.B01 27998 p2 (TA)8 16 130573509 130573524 AGAATGGACCGAAAGAATGC TCTTCAAACCTTTCTTGACCTT 275

Ai01B27999 Araip.B01 27999 p2 (TC)7 14 130583917 130583930 AAGGAAGCAAAAGTGGAGCA CCAGAAACCAAGCCAACTTC 233

Ai01B28003 Araip.B01 28003 c (A)20caggtgaagctgcagtgcccaatgtgtggccctataataatacatagcctttcccttagagtttgtacacacaaagaacaattaagag(A)10118 130592991 130593108 TATGGCGCCTCTCTAATGCT CATGCAACTCTTCTTGTCTCG 279

Ai01B28005 Araip.B01 28005 p3 (TCC)6 18 130597130 130597147 TATACGATTTCCATGGCGTG AAAGGCAAAGAGAGAACGCA 139

Ai01B28007 Araip.B01 28007 p2 (AG)7 14 130598978 130598991 CAGCAGCAGCACATGATTTT CGGCTCCCTTACTCTCCTCT 107

Ai01B28009 Araip.B01 28009 p2 (AT)13 26 130605507 130605532 CCCTTTGATGGACAATCACTT TCTCCCCCTTGATGACAAAC 275

Ai01B28012 Araip.B01 28012 p3 (CTT)5 15 130615251 130615265 AATGGTCAGGGACGAAAATG TGAAAATGAAACACGCGAAG 257

Ai01B28013 Araip.B01 28013 c (A)11gataaataagaaaaaaaaagaagatgacaatgatgatgatgaaa(AAG)570 130616211 130616280 GAATGTAAGTTCATCCTCTTCCAA TCCCTCCTCCTCATCTTCTG 223

Ai01B28014 Araip.B01 28014 p3 (GAG)5 15 130616676 130616690 TCAAACCATCAACGATGAACA TTTCGTTATCGTCGTCACCA 253

Ai01B28017 Araip.B01 28017 c (T)14ccgaaacgatacatgactatttcatagacctctctcacattgtattaatttatcacatgtacatttatgtttgttttttgtttataggagaagtgc(A)11121 130617675 130617795 TGCTAAATATGCTAAATTGATTGTGA TTCTTCGTATTTTCGTTTGGC 263

Ai01B28019 Araip.B01 28019 p2 (TA)7 14 130619292 130619305 CGACACGTGGACACGATAAC AGGAAATATAGGATACGTGAGAAAAC 212

Ai01B28027 Araip.B01 28027 p3 (GAA)5 15 130637265 130637279 AGTCGGGTGAGAGACAAGGA TTTGGATCTCATTTGGTCCC 119

Ai01B28029 Araip.B01 28029 p2 (AT)6 12 130640428 130640439 AGCATTCGAAATGTGCATGA CAGCACATCGGCATTAAAGA 239

Ai01B28030 Araip.B01 28030 p4 (TTAT)6 24 130641885 130641908 TTACCCCCGCTCTCCTATCT AGGCGCGCTTCTTTAACATA 275

Ai01B28032 Araip.B01 28032 p3 (TAT)6 18 130645422 130645439 GAGGTAGCCCTTGCTTTGAA TGTGGCTGATTTTAGTAGCTGA 280

Ai01B28034 Araip.B01 28034 c (T)13acgtgaggttttgtaagttattgtttgcagagatttttctattgcaactctgca(AG)1087 130650285 130650371 GAAGGCGAGTTCTATGCTGC TGTAACTCAAGTGCCCCTCG 196

Ai01B28037 Araip.B01 28037 p3 (ATA)5 15 130667419 130667433 TCTCATCAGCTTCCTCCCAC AATTTGACAACTCCGTGCAA 260

Ai01B28038 Araip.B01 28038 p3 (CTT)6 18 130672079 130672096 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai01B28040 Araip.B01 28040 c (A)10c(GAAGAG)647 130672688 130672734 ACACCCAAAATTCGTTGCAT CGGTTCCTCTTCCTCCTCTT 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28042 Araip.B01 28042 c (CCT)7(TCT)5 36 130677220 130677255 AACCTCCTCCTCACCGTTCT CAATCCTCTCCAATTCCCAA 198

Ai01B28046 Araip.B01 28046 p2 (TA)8 16 130689866 130689881 CCTATGGGGACCGGTTAAAT CCCGCTCCATTTCTATCAAG 273

Ai01B28047 Araip.B01 28047 c (T)10aataatggattggatgtttcttttattttagatggatatttcttttattttaagtgaatgtttc(T)1286 130690822 130690907 CCTCGTCTGCCTATGGTGAT TTCTTCCCTCCTCAGTGCC 280

Ai01B28050 Araip.B01 28050 p2 (TA)6 12 130694930 130694941 CACTTGGAAATTCTCTCTTCGTG TCAAATGCAAATCTCTCTCTCTTT 234

Ai01B28053 Araip.B01 28053 p2 (TA)46 92 130705039 130705130 TTGCACCCAAATTTTTCAGA GGTTGATCGGCGAGAGTAAG 254

Ai01B28057 Araip.B01 28057 c (T)11cggtcaaggattgattgtcccaatgagttattaagggaaaccaagaatttttt(TA)982 130712945 130713026 GGTCAGATGAACGAAGAGGTG CAAAACATTGCACCAGCAGT 280

Ai01B28068 Araip.B01 28068 p3 (AAT)22 66 130744313 130744378 TTCGGTTTGCGGTTTTATTC AACATTTGGTCATTTGGGGA 179

Ai01B28075 Araip.B01 28075 p2 (TA)9 18 130794888 130794905 TGGAAACTCAGTTGCAGTCG ACTCACCATTGTCGAGGGTC 157

Ai01B28081 Araip.B01 28081 p2 (TA)6 12 130808581 130808592 TTATGCTCGGACCGGTTATC CGTAACTCGAAAACGCAACA 144

Ai01B28092 Araip.B01 28092 p4 (GAAA)6 24 130843042 130843065 AATAACGGCAAAGGACATCG ATGATGATTTGAGGCCGAAG 203

Ai01B28099 Araip.B01 28099 p3 (AGA)5 15 130852568 130852582 GGCTTGATCTTCTCTGCACC CCATCCCATCCCATCAGTAT 164

Ai01B28100 Araip.B01 28100 p3 (TTA)17 51 130854273 130854323 ACGATGCAAGGGAGAAGATG CTTCCTTAAGGCTTTCGGCT 254

Ai01B28105 Araip.B01 28105 p4 (CATA)5 20 130863451 130863470 CGACTTTAATTTCTATTTCTAACCACC TCAACCAGAGCTTCACATTGTT 280

Ai01B28106 Araip.B01 28106 p2 (AT)9 18 130864147 130864164 TCGCTGCATAACTCCATCAA CATTGGCTCCTTCTACTTTCTCA 257

Ai01B28108 Araip.B01 28108 p2 (AG)9 18 130867740 130867757 AGCAAAGGAGTGAGTCGGAA GCGACTTCAGTTCAATGCAA 123

Ai01B28110 Araip.B01 28110 p3 (TTA)5 15 130869855 130869869 AAAATACCCAACATGCCTGC TTGTAGCTGTTAGCACTTAGCACC 214

Ai01B28112 Araip.B01 28112 p2 (CT)9 18 130870918 130870935 TCAGGTGCTGCTGTGAAATC TCGGAAAATCGAAATTGAAGA 195

Ai01B28113 Araip.B01 28113 p3 (CAA)5 15 130872927 130872941 GTAGGTCAACTCCGAAAGCG TGCCATCTGCATTAACAAGG 272

Ai01B28115 Araip.B01 28115 p3 (TCT)7 21 130897903 130897923 GGGAGAGGTCCAGCACATTA GGTGTTGATCTGACATTGCG 215

Ai01B28119 Araip.B01 28119 p2 (GA)9 18 130907999 130908016 GATCCCTGCAATCAGAGCAC CACTCACTCACTGCATGCCT 271

Ai01B28120 Araip.B01 28120 p4 (GAAA)5 20 130908166 130908185 AGGCATGCAGTGAGTGAGTG TTTTGTGGTGGCCGTTTTAT 199

Ai01B28126 Araip.B01 28126 p3 (ATC)5 15 130920749 130920763 GCAATGTGAAGTCGGTAGCA GAACAAGTTATTGGGGTTTCCA 239

Ai01B28127 Araip.B01 28127 p4 (ATTT)5 20 130923038 130923057 GTTGGACCACTTTGCCTTGT GTTTAACGTTGGGGAAGGGT 262

Ai01B28129 Araip.B01 28129 p3 (ATG)6 18 130929074 130929091 GATTGAACACTGCCACTTGC ATGATGAGGAGTTGGGAGCA 268

Ai01B28130 Araip.B01 28130 p2 (AT)9 18 130930216 130930233 GGGCGAAAATTCACAAACAT TCCCCAAGAGGAAGAGATCA 155

Ai01B28131 Araip.B01 28131 p2 (TA)9 18 130930574 130930591 CCACTTTCTCACAGCATGGA GCATCTCTCTGACAAATTCAACC 271

Ai01B28132 Araip.B01 28132 p4 (AGTA)6 24 130930775 130930798 CATGCAAATGCAATGGAACT ACCACTCGACCAACCCAAGT 280

Ai01B28136 Araip.B01 28136 p3 (ATA)7 21 130937354 130937374 AGCAAAAGGTGCTTTGCACT TGGCAGATCTAGCAGATGGA 247

Ai01B28137 Araip.B01 28137 c (AAG)10attgaaagtgcgtgcgtgtgaaccaagtcgttaaaactcgtcgtttcgaacaaaaggtgcagctacgc(T)11109 130939023 130939131 GAAGTTGGCACGGTTTTTGT TCCAACCTTAGCTCACAATGTT 186

Ai01B28138 Araip.B01 28138 p3 (CTT)6 18 130943146 130943163 TCTTCCTCTTCTTTCTCCTCATC TGATGAATGTAGGTTTATCATCTTGC 226

Ai01B28139 Araip.B01 28139 p3 (TGA)5 15 130946279 130946293 TAATTGCAAGAAAATGGGGC TCCGCTGTCCATATACCACA 238

Ai01B28147 Araip.B01 28147 c (T)10aaatagtttctgtgcagtgtcgttggattttagccccgttgatcataaaaaaaaatattacaaagttaatattacagtcaatattta(AC)6109 130985987 130986095 CATCCTGTTTTTCTTTTTGTTTTGT TCGGTAAAGGTTGCCAAAAG 272

Ai01B28148 Araip.B01 28148 p3 (ATA)7 21 130988176 130988196 TCAGCCTCTGACACACATCC ATAAACCTTCCATGGGCCTC 258

Ai01B28153 Araip.B01 28153 p3 (TCC)5 15 130997663 130997677 CGATCCGGTTCAATTTTCAG TTCCTAGTGATTTTGCAGCATT 269
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Ai01B28154 Araip.B01 28154 p3 (GAT)9 27 130997926 130997952 AGAAAATGCGCGATAACGAT CCACCACTACCACCACCTCT 187

Ai01B28155 Araip.B01 28155 p3 (AAG)5 15 130998115 130998129 AGAGGTGGTGGTAGTGGTGG TCCTTTTCTTTGTTTGCACG 149

Ai01B28159 Araip.B01 28159 p2 (AT)6 12 131014533 131014544 GCTACCCCTGGGAAGAAAAC CTCACGCGCGCTATATTAAA 135

Ai01B28161 Araip.B01 28161 p2 (AC)6 12 131016386 131016397 AGCCCCGTTGATCATACAAA GTCGGTAAAGGTTGCCAAAA 171

Ai01B28164 Araip.B01 28164 p2 (TA)8 16 131020495 131020510 GCAGTTCCTTGTTTTGTTTCTTTT TGTCCGAAGTACGAATTTTCTAA 246

Ai01B28165 Araip.B01 28165 p3 (AAT)7 21 131021481 131021501 ACAAAGGTATGCTGTGGCAA GTTGGTGGTTCTGCTTCTCC 258

Ai01B28168 Araip.B01 28168 p3 (TAT)5 15 131026869 131026883 AAATGGAATTCGAACCAGCA TCTCACTTGAGCTTTTCGACC 250

Ai01B28170 Araip.B01 28170 c (TTA)7ttttttgttac(A)1143 131035823 131035865 GCAACAAGTGAAAAGAGCACC CTCAAAGGAGAATTGGCAGC 227

Ai01B28172 Araip.B01 28172 p2 (CT)6 12 131044287 131044298 CCCAAATTGGAGTTGCAAAA TCACATGTTTGTTTCGGTCAG 230

Ai01B28173 Araip.B01 28173 p3 (TTA)6 18 131045434 131045451 AAGTCAAGCAACTGTGGGGT TCCTTGCTTTGTGTTTTCAAGA 278

Ai01B28175 Araip.B01 28175 p2 (TG)7 14 131048785 131048798 CTGCTCTCTCCAGGAACCAC AACGATCAATTTGCCATTCA 198

Ai01B28182 Araip.B01 28182 c (AAG)5aggagtgcagtaatggttgaagaaggagaaagagaaggcaaggaacg(A)10gaagaagaagaggaagaggaagaagaacgtgcgc(AAG)5121 131087886 131088006 CGTGCACTAACGGTTGAAGA GAAAAATTCTCCACATACAAGCA 223

Ai01B28185 Araip.B01 28185 p3 (TTC)5 15 131093747 131093761 AGAGCTCAGCACTCCCTCTG GGTGCTTCTTTGGCTTCTTG 209

Ai01B28189 Araip.B01 28189 p3 (AAG)5 15 131109494 131109508 ATGAAAACCAAATGGGTGGA CACGTTGAGACAGAACGCAT 247

Ai01B28191 Araip.B01 28191 p3 (GGA)5 15 131123593 131123607 TGCTAATGTGGTCGATCTGC TCCTCCTCATCACTGCATCA 171

Ai01B28192 Araip.B01 28192 p3 (AAT)6 18 131125683 131125700 GGATATGGAAGCTTTTGCGA CTGCAGAAGGGGGTTAACAA 259

Ai01B28194 Araip.B01 28194 p2 (GA)7 14 131132612 131132625 AAATGAAAGCAGCAGTTGCC ATCTGGAGACCCGTTCACTG 249

Ai01B28195 Araip.B01 28195 p3 (AAG)8 24 131132845 131132868 CAGTGAACGGGTCTCCAGAT GCGGACTCTGGCACTTTTAG 221

Ai01B28199 Araip.B01 28199 p3 (GTG)5 15 131138308 131138322 GTTGATGGCTCCGTTAGCAT CTCAAGGGCCTGGTATGTGT 213

Ai01B28200 Araip.B01 28200 c (AG)44atcaatctcaacgt(GA)15132 131141301 131141432 AACACCAATCATTTCCCCAA GGTTGTACTTGTCCGCCATT 238

Ai01B28203 Araip.B01 28203 p4 (TAAA)5 20 131151066 131151085 CAGAAATGCACTTTAGGCACC TGGTTGCAAACCAAAAATTG 253

Ai01B28204 Araip.B01 28204 p3 (AAT)5 15 131156169 131156183 ATCAAATCGGATGGTCCAAA GCTAACATGCAACGGGAAAT 262

Ai01B28205 Araip.B01 28205 p2 (TC)21 42 131157041 131157082 GGTTCCTTCCATCGATGTTG CTAAGCATGCAGCGATTTGA 236

Ai01B28206 Araip.B01 28206 c* (GT)12(T)11* 34 131160176 131160209 GCTGGGGCTGAGAGATTTTA CGCTAAATGCAGAAGCTCAA 275

Ai01B28207 Araip.B01 28207 p2 (TA)9 18 131160744 131160761 TCCCCCTACTGTGATTGTGA GGGTAAGCAGTTGACGAAGC 237

Ai01B28208 Araip.B01 28208 p3 (TAA)10 30 131162307 131162336 TGCAAAATCTCTATTCATAAACTCA TTCGAGTTCAAATCTCATTCCT 280

Ai01B28214 Araip.B01 28214 p3 (TCT)5 15 131177608 131177622 CAAAGAGGTCCTTGGGCATA ATCAACATGAGTTCAGGCCC 270

Ai01B28218 Araip.B01 28218 p2 (TC)11 22 131187691 131187712 ACCCCCGGATTAACCATAAA TGGAGGGAGTACTTGTTCATTG 265

Ai01B28225 Araip.B01 28225 p2 (AC)7 14 131206663 131206676 GCCTTCTTAGGGAAGTTGGA TTGCTATGGCAACAGGAAGA 265

Ai01B28226 Araip.B01 28226 p5 (ACTAA)5 25 131216444 131216468 TGGAAGAAAGCAAAGATTAAAACC CAAGGATTGAAGGGGAATCA 220

Ai01B28227 Araip.B01 28227 c (TC)9tt(TC)6 32 131220793 131220824 CCCTTCTCTCCACCACTACC ATTCTCTTCGGGGGTGAAAG 150

Ai01B28228 Araip.B01 28228 c (TGT)6(TCT)11 51 131221806 131221856 AGGAGGAGGGAGGAGATGAT TGGTGACGACGATAACGAAA 280

Ai01B28229 Araip.B01 28229 p3 (CAA)5 15 131222818 131222832 TCCTCATCATCTTCTGCTGC CGTTCCTCCTTCTCCTCCTT 264

Ai01B28230 Araip.B01 28230 p3 (CAA)5 15 131225036 131225050 ACCAACGCATGAACAACAAC CCCTCTTCGTGGTGATTTGT 226
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Ai01B28231 Araip.B01 28231 p3 (CAT)5 15 131236015 131236029 ATGCACCGTTGACGATCATA GAACATATCTCGGAAACGCC 244

Ai01B28232 Araip.B01 28232 c (TA)6aaacagtatttttattcaaa(T)1042 131236917 131236958 TGATTTCGAACAAATCATTTATGG TCCATCATAAAAATGACGGAAT 212

Ai01B28238 Araip.B01 28238 p3 (TGT)5 15 131253103 131253117 CAGTGACCTAACCAGTGGCA TCACCAACAATAACACAGCTCA 226

Ai01B28239 Araip.B01 28239 c (T)11catgttcttcaacttcttctctttagtttttttttcc(T)1058 131254011 131254068 TTTCAGTTGAAACGGAGAAAA TGATTGCTGAGGAGAAGGAGA 279

Ai01B28243 Araip.B01 28243 p2 (CT)6 12 131258600 131258611 CCACGTGACACACTCAATCC AACGAAACGAAGAAGACGGA 151

Ai01B28245 Araip.B01 28245 c (T)10caaattcacgtatacctcctcctccttcttcttcgctcacgcatattcttcttcttctttttctccttctctttc(TCT)5100 131265771 131265870 CGTGCGCTTTTTCTTCTTCT TGTTGGTGATGACGATAACGA 198

Ai01B28248 Araip.B01 28248 c (A)10tttaaataacgtctggctttattgaccggag(GA)1061 131271135 131271195 CCAGGGTTGAAGAAGAAGCA TCAGAATGCTAACAGAAACCAGA 250

Ai01B28249 Araip.B01 28249 p3 (CCA)5 15 131271599 131271613 GGTGGGAGGCACATCTAAAA AATCTAGAACGCTGCGGAGA 247

Ai01B28251 Araip.B01 28251 p2 (AG)9 18 131276556 131276573 TCCAGTGCAACAGAAACAGAA TTGTCCCAGATAGGAATGGG 198

Ai01B28252 Araip.B01 28252 p2 (AG)6 12 131285018 131285029 GGAGGTTGAATCTTAGCCCC CCAGGATACTTCTGGGTGTGA 218

Ai01B28253 Araip.B01 28253 p2 (AC)6 12 131289987 131289998 AGAAATTCCACAAGCAACGG TATACTTTGGATTGCGCGTG 200

Ai01B28258 Araip.B01 28258 p3 (TGG)7 21 131294694 131294714 CCGAAGGTTCAAAGAAGACG GTCCACCTCCAAAGCCTACA 272

Ai01B28264 Araip.B01 28264 c (A)12tttaataagcaaaagctaaggc(T)1246 131325461 131325506 CGCTAACATCCAGCAAACAA TGAGTTGTTGGGAATAGCCC 256

Ai01B28273 Araip.B01 28273 p5 (TTATC)5 25 131355319 131355343 ACTGCTGATCCTTCGTCACC AGCCTACAGAGAAAAGGGGC 249

Ai01B28276 Araip.B01 28276 c (GAA)8(GAT)6 42 131376017 131376058 AAACGCGAAAGAGGAGAACA ACGCCCTACATTCCTGTTTG 205

Ai01B28277 Araip.B01 28277 p2 (TC)9 18 131376576 131376593 CACCCCCTTTCTTTCCTTTC TCAAACAGAGAGCGCGTAGA 271

Ai01B28280 Araip.B01 28280 p4 (TTCT)5 20 131389125 131389144 TGGTTTGCAAATTGAATGGA TGCCAATGATAGCACAAAGC 201

Ai01B28282 Araip.B01 28282 p2 (TA)10 20 131392807 131392826 CTTATTTCCTTCATCGGGCA TAGGGACTGTCTCGAATGGG 262

Ai01B28287 Araip.B01 28287 c (ATT)53agagttgc(TAT)18221 131408319 131408539 GCTGGATACATCGACCAAGAG CGATAATAATAATACTAACAGCTCCCA 280

Ai01B28289 Araip.B01 28289 p3 (ACC)5 15 131419000 131419014 GAGTGAATCGGTTGAGGTCC AATTTGCACCAACTCTTGCC 114

Ai01B28290 Araip.B01 28290 c (AAT)12(ATT)8 60 131419980 131420039 TGTAATTTGTTGCCGTTTGG ATTGGTTCCCTAGCGGGAT 273

Ai01B28291 Araip.B01 28291 p3 (TTA)18 54 131420463 131420516 TTCAGAATAACCATCCGATTAACA AAATCAAAATTGATCAAACCCG 267

Ai01B28294 Araip.B01 28294 p3 (GAA)5 15 131445727 131445741 CAACATCGGTGGTGTCAAAC GTTTTGCCTTTAGCTGTGGC 262

Ai01B28295 Araip.B01 28295 c (GT)6gaatgactgaatgccatgccaggtgtcaattttttca(ATT)564 131446312 131446375 ATTACATACCGGCGCTTGAG TGCTTGCAAGAAAAGACAGATG 269

Ai01B28301 Araip.B01 28301 p2 (CT)10 20 131473890 131473909 GGCAAAAAGCAAGAAGCAGA GGATGGCAATCGCTAGTTGT 210

Ai01B28305 Araip.B01 28305 c (A)13ggcgatataagattt(A)1240 131483756 131483795 AAGTTGTTTCAAACTGCCCG CCGAGCACAAATAAAGTCCTTC 248

Ai01B28309 Araip.B01 28309 c (A)11gaaaaaaaagcgacatcgttttgaacc(A)10gcatacgcgtcgttttaaattag(A)10gaattcccttcttcttcttcaactctattg(TTC)5126 131504092 131504217 TCCCTCAAGCATTTTTCGTT TTTTTGTGACCTTTTGAAAAAGAAG 224

Ai01B28310 Araip.B01 28310 c (T)10ggattggggttttaatgttttatgctacgtttcttttttc(T)1161 131504936 131504996 GGAAGGGAAGGAGATTGGAG CAAGCATTTTCCGTTCATCA 174

Ai01B28313 Araip.B01 28313 p2 (AT)8 16 131513090 131513105 AAATGCCGATAAGGAGCACA ATGTTGATGCCCTCCTCAAA 273

Ai01B28314 Araip.B01 28314 c (T)10cttttttc(T)10 28 131517357 131517384 AACGGGAAGCTTGTTTGAGA CAACCCATACAGCAAGCTCA 113

Ai01B28316 Araip.B01 28316 c (AT)8acgacagaaacaatttcacga(AT)649 131520443 131520491 TTAAATGCCAAATCGATCTCA TGCACGCTTCGTGAAATAGT 246

Ai01B28319 Araip.B01 28319 c (A)11gtttttggaattatcgactactagtctacaatatcaacaacttaaaaatcttgttcacaagtaccattgatgttgttatatatttatatattagtg(GAT)6125 131523625 131523749 AAAAAGGGGACCTAATTTTTACTGA GAGCCATGTTCTAGATGTGTGTG 269

Ai01B28326 Araip.B01 28326 p3 (GGT)6 18 131532202 131532219 GAAAGGCATTGCCGTAAAAA GAAGCTTTGGAGGTGCTGAC 119

Ai01B28327 Araip.B01 28327 p4 (ATTT)5 20 131532598 131532617 ATTTGCTTTGTTGCTCCTGC TGCATTCCAGCCATATCGTA 144
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Ai01B28330 Araip.B01 28330 p2 (TA)7 14 131539738 131539751 GGCGCGATCTCGTAGAAATA TTCAAACATTATGGCACCCC 261

Ai01B28331 Araip.B01 28331 p4 (TTAT)6 24 131543708 131543731 AGACGACGGTTACAGATGGC GTGTGCTGCCCTTCATAGGT 271

Ai01B28332 Araip.B01 28332 p2 (TA)7 14 131544324 131544337 CAATCAACAAGAACCAGCGA ATTAAAGCCCCCTGATCCAT 261

Ai01B28334 Araip.B01 28334 p2 (AT)6 12 131546390 131546401 CGATTCTGCTTTGCTAGCTG AAATCCCATGTCCCAAACAA 274

Ai01B28339 Araip.B01 28339 p4 (AAAC)5 20 131552153 131552172 AATTCGCTTAGTGCTCCGAA ACACTCAGCATTGCACTTGG 211

Ai01B28342 Araip.B01 28342 p2 (AT)8 16 131559563 131559578 GCCTCAACCTATGAACCCAA TTTCAGATGCAGGACGTGAG 265

Ai01B28343 Araip.B01 28343 p2 (TA)59 118 131563616 131563733 TGACCTAGACTCGACTCACGA AATTTTGAAGGATTAGAATTGAGTAAA 274

Ai01B28346 Araip.B01 28346 p2 (AT)7 14 131567093 131567106 GGTATGCACATGGCATTAGG TTTGCACTTGTTGAACTCGC 250

Ai01B28350 Araip.B01 28350 p3 (GTT)5 15 131578737 131578751 GTCATGGGAGAATCGGAGAA GCTGGATAGGCACAGAGGAG 117

Ai01B28354 Araip.B01 28354 p3 (TGG)5 15 131592103 131592117 TGCTTCTTGGTTTGGTGTTG TTGGTCCCAAAGGTTTTCAG 279

Ai01B28355 Araip.B01 28355 p4 (TTAA)6 24 131600651 131600674 GCTCACCTGGTTCGTTCATT AGTCAATGTGCTCCCCAATC 231

Ai01B28356 Araip.B01 28356 p3 (ATT)6 18 131600955 131600972 TGTGCACTTACCCTGCTGAC TAGTGGCCCCATTTGTGATT 236

Ai01B28374 Araip.B01 28374 p3 (GAG)5 15 131644066 131644080 TGAATCGAAGACGAACCAAA ACCACTTTTATCGCACCAGC 264

Ai01B28376 Araip.B01 28376 p2 (GA)7 14 131652221 131652234 CAATCATTTGGAAGAGACACACA CATTGCCATGGTCCCTAGAT 254

Ai01B28384 Araip.B01 28384 p2 (AT)17 34 131665969 131666002 GAGGTCTTTGATTCAACATCCA CGGTTCATGATTCATAGGGG 224

Ai01B28389 Araip.B01 28389 p3 (ATA)5 15 131697037 131697051 TTTGTCAAAAATAATAGTGGGCA TTCTGCTAAAGCATTCCATTTG 232

Ai01B28392 Araip.B01 28392 c (ATTT)6(TATT)5 44 131700966 131701009 CAGGTACCCACGGGTTAAGA TTGACCTAACCCGAAGTCTGTT 277

Ai01B28393 Araip.B01 28393 p2 (TA)6 12 131703079 131703090 GCGACTCTGATAGCTCGGAC TGTACCCTCGCCTTTATCTTG 233

Ai01B28394 Araip.B01 28394 p3 (ACA)7 21 131707465 131707485 TCAAATTCAATAAATTACAACTTGCC TCAATGGCCTCATTTGATCC 201

Ai01B28395 Araip.B01 28395 p3 (TTA)13 39 131707717 131707755 TTGACCACCTCGTCTAAGCA AATGGCCAGAGCAATAACAA 223

Ai01B28397 Araip.B01 28397 p2 (TA)14 28 131714308 131714335 TGGATGGGAGGGTGTTACAT TGTGCATGGATGAAGCTAGG 224

Ai01B28401 Araip.B01 28401 p2 (TA)6 12 131724415 131724426 CGAGCCGTCTTCTATTTTCG CGTGCGCTATTGGTAAATTG 174

Ai01B28404 Araip.B01 28404 p5 (TTAAA)5 25 131744722 131744746 CATTCAAGAGCCGAGCTACC CAAATGCAAGTTAGAAGAGTGATAAA 209

Ai01B28405 Araip.B01 28405 p2 (TA)8 16 131745181 131745196 ATGCTACCAGCAATATGGGC CAAGGAGCTTCGATTTAGGC 277

Ai01B28408 Araip.B01 28408 p2 (TA)18 36 131753954 131753989 TCCCCCTAATGCTTTATCCC AAGCACTGTTCTTTTGGGTG 248

Ai01B28409 Araip.B01 28409 p2 (AT)15 30 131759432 131759461 TCGGATATATCTGCATAATTAAACC TCCGCAGATCCACACAATAA 271

Ai01B28413 Araip.B01 28413 p2 (TA)6 12 131762852 131762863 GGGGTGGGGATGAAGATAGT CAAGGAGCTTCGATTTAGGC 176

Ai01B28414 Araip.B01 28414 p2 (TA)8 16 131763421 131763436 AACCCAAAAATTGATGCCC TGGTTGGATTTGGTTATGCTT 280

Ai01B28417 Araip.B01 28417 p3 (AAG)6 18 131765489 131765506 TTGCTTGATGCTGTTGCTTC GCCGCATCAAGTTGTCTTCT 200

Ai01B28418 Araip.B01 28418 p3 (TTG)5 15 131765642 131765656 GAAGACAACTTGATGCGGCT GACAAGAATGCCCCTTTTCA 280

Ai01B28419 Araip.B01 28419 p2 (GA)8 16 131771611 131771626 GCTAGTAAGCTCGATTTAGCCA TCGTTCTACCCTTCCCTGTG 144

Ai01B28421 Araip.B01 28421 p2 (TA)6 12 131779679 131779690 TACAATCCAAGCCGTCTTCC GAGCTTCAATGTAGGCCCAT 237

Ai01B28423 Araip.B01 28423 p2 (AT)8 16 131785937 131785952 TTAAACCGTATTACCGGCCC TCATGGATAACGAAGTTTGGAA 251

Ai01B28424 Araip.B01 28424 p3 (TGA)5 15 131791787 131791801 ATGGCTAAGCTCAAAGGCAA TGTTTGTGACTTGGTCTCGG 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28425 Araip.B01 28425 c (T)10ggataataaccacccattatggtcattaaccgtccactaatggtcattactctccatattctctttccaaaccccattaaatgtgttcacccaccttg(TC)6120 131795992 131796111 GGCAACAACTTTTCAGAGGG TTTTCATGGTAATGGGGGAA 206

Ai01B28426 Araip.B01 28426 p2 (AC)21 42 131796290 131796331 CGCCCCAAAATACTTTTTGAT GGACAATGAAGTTTGGAAGAGC 273

Ai01B28428 Araip.B01 28428 p2 (CT)6 12 131817260 131817271 TCGTTAATCACAGCCATCGT TGTGGGCCTTACAAGCTTTC 255

Ai01B28433 Araip.B01 28433 p2 (TA)11 22 131832782 131832803 AGTTCTCCGTTGGTGAGGTG TCATACCTTGGCCGATTTTC 277

Ai01B28435 Araip.B01 28435 p3 (ATA)5 15 131839085 131839099 TGCTGCTAATGAATGTCACCA TTGCCATTACTATTGCCACTAAAA 246

Ai01B28436 Araip.B01 28436 c* (AATAT)5(AT)22*65 131846053 131846117 ACGGGGGACAGTCTAAGGTT TGGGAACATTCACTGGTTGA 234

Ai01B28437 Araip.B01 28437 c* (TAT)10(TTAT)5*46 131846960 131847005 CCCTATTTCTTGAGCGTTGC ACATGTGTTGTTCAATTTATTTTCA 269

Ai01B28441 Araip.B01 28441 p2 (TA)7 14 131856344 131856357 AAACCCTAAACCCTAAAACCCTT GGAACCAGCAGTAGCGGATA 257

Ai01B28444 Araip.B01 28444 p2 (TA)8 16 131865381 131865396 GGGGTGGGGATGAAGATAGT CAAGGAGCTTCGATTTAGGC 168

Ai01B28445 Araip.B01 28445 p2 (TA)8 16 131865959 131865974 TACCCAAAAATTGATGCCCC TGGTTGGATTTGGTTATGCTT 280

Ai01B28451 Araip.B01 28451 p2 (TA)6 12 131880380 131880391 CGAGCCGTCTTCTATTTTCG CGTGCGCTATTGGTAAATTG 174

Ai01B28453 Araip.B01 28453 p2 (TA)11 22 131883737 131883758 CCGTCTTCCATTTTTGCATT GAGCTTCAATGTAGGCCCAT 238

Ai01B28454 Araip.B01 28454 c (ATAC)5(AT)18 56 131888325 131888380 TCGGGTATTACAACGACCCT AGGATTTTGATTATGTAATGCTTGT 247

Ai01B28456 Araip.B01 28456 p2 (AC)21 42 131897814 131897855 ACCGTATTACCACCCCAAAA TTCAGGACATGGACAACGAA 277

Ai01B28457 Araip.B01 28457 p3 (TGA)5 15 131901337 131901351 ATGGCTAAGCTCAAAGGCAA TGTTTGTGACTTGGTCTCGG 231

Ai01B28467 Araip.B01 28467 p3 (GGA)6 18 131926636 131926653 GACGACGACGAAGATGATGA CCGTTGTTGTTGTTCCTCCT 246

Ai01B28468 Araip.B01 28468 p3 (GAG)8 24 131926781 131926804 GACGACGACGATGATGAAGA AAGCCGAAAAAGACTGCAAA 270

Ai01B28469 Araip.B01 28469 c (ATT)6aattgcacaataatattgtactatattttttgtattttttagacaaaaataatgataaatttattcattaaatt(TA)10112 131928228 131928339 GACATAATAATCCCTTGTCCAAAAA GTCCCCCATCCAAAAATAAA 270

Ai01B28473 Araip.B01 28473 p2 (AT)7 14 131934254 131934267 AAGAAAGGGATGCATTATGACAC AAACCCCATAAGTTGGGAGG 174

Ai01B28476 Araip.B01 28476 c (A)10gacgaattaaaagcatgaaattaaagacaaataaatgaaacaacaac(ATA)23126 131952497 131952622 TCTTTTTCCGGTTAAGAGTCCA CGATGATCGTAACATTCCTGA 267

Ai01B28478 Araip.B01 28478 p6 (GGAAGA)5 30 131958776 131958805 GGGAGAGTTTCTTGTGGGTG CCACGGACAAATCTACCCAT 247

Ai01B28481 Araip.B01 28481 p3 (TTA)16 48 131969538 131969585 ACCGATTAAATAGCGTTGCG AATTTGCCAAACATCAAAACA 264

Ai01B28482 Araip.B01 28482 c (T)10cttccttttttttg(T)1236 131971666 131971701 GACGTAGAGGACCTCCCGAT TGCGTTCTTGTTTTCGTTTG 274

Ai01B28485 Araip.B01 28485 p2 (AT)9 18 131980287 131980304 AACGATATACGGACAAGGCG GTACCCTAGCCGGCCTAAAC 125

Ai01B28487 Araip.B01 28487 p3 (GGA)6 18 131995043 131995060 CAGCTGCAATTGTCTTCCCT GCAACTGAAACAGCTCCTCC 105

Ai01B28488 Araip.B01 28488 p2 (AT)6 12 131996135 131996146 TGACTAATTTGATTAAAAATGCATGA TTCAACGCTACTGCATCACC 191

Ai01B28489 Araip.B01 28489 p3 (GAC)6 18 131998593 131998610 GCCACTGAGGAATTCAAGGA TCCTTCTCCTTCGTCGTCAT 267

Ai01B28490 Araip.B01 28490 c (TGA)7tggtgacaagaaaggtgaggctccatcaaaacgaaagaggtcagataaagatgattca(GAT)697 131999314 131999410 CCAAAGGAGAATGGTGAGGA AACCCTATCGCTTGGAAGGT 196

Ai01B28496 Araip.B01 28496 p2 (AT)7 14 132039318 132039331 TGAGGGAATCTTTGTAGCCAA ATTTGTGGAGTCCCCTGTTG 228

Ai01B28497 Araip.B01 28497 c (A)10tcaatattg(T)10ctgcacaggaattaatcagtccc(A)10tcaagagctgaattaggtg(T)1091 132039885 132039975 TTTCAAAAGACAACGAGGTCC TCCCACCCGACTCTTCATAA 226

Ai01B28498 Araip.B01 28498 p2 (GA)8 16 132040458 132040473 AATTTGTTTGGAGGGGAAAAA TCTGATCCTTCCAACAAGCC 260

Ai01B28500 Araip.B01 28500 p2 (TA)7 14 132044714 132044727 TCATAGGGTGCTCTCAAGGC CAAAATCCAGAAACAGGGGA 270

Ai01B28502 Araip.B01 28502 p2 (GA)9 18 132048737 132048754 CAAATTCACAACTTCACCAACAA TGTCATTGGAGTCCCTTTCC 191

Ai01B28509 Araip.B01 28509 p2 (CT)10 20 132070914 132070933 CTATCATCTCCTCCCCTCCC CTTGTTGCCACACTGAGCAT 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28510 Araip.B01 28510 p2 (GA)11 22 132071885 132071906 AGAGTTGACGGATTATGGCG AACTACCCGTCTCTCCACCA 186

Ai01B28512 Araip.B01 28512 p2 (TA)6 12 132074954 132074965 AATGGAGGTTAGCATCACATTTA AAGTTGGGTGCTCCATTGTC 204

Ai01B28513 Araip.B01 28513 p3 (TAT)5 15 132075736 132075750 TCATACGAATGGTCATCCAAA ACAGCCGAGAAGGAAAATCA 127

Ai01B28516 Araip.B01 28516 p2 (CT)8 16 132079416 132079431 CATCGCGTTTTCTCTTTTCC GAGGGAAGAAATCCGAAAGG 149

Ai01B28517 Araip.B01 28517 p2 (TG)6 12 132079542 132079553 TCTCTCTCTCTCTGGCGCTC CACTCTCACTCACGCGACAT 173

Ai01B28519 Araip.B01 28519 p2 (CT)11 22 132087669 132087690 TGGAAAGTGAATTCGGTGTTA TCAGAAAATGAGGTTTTTGGG 277

Ai01B28520 Araip.B01 28520 p3 (AAT)6 18 132088655 132088672 GCGGTATAAGGGTTTTGACG CTCCCCTCTTTGTTGGTCAG 256

Ai01B28521 Araip.B01 28521 c (T)12ataggaat(A)1131 132090434 132090464 ACGTACTCCATGGTGGGAAC CAGCAATAATTTGTTAGGACGAAA 144

Ai01B28522 Araip.B01 28522 c (T)10aaatctttttttttacaggtcggatcggttttttctaattatgtttggccaaaatctgaattttttt(A)1188 132101237 132101324 GGGTTATCTTTTGGGCTGAA GTTAAACAGGCTAGCCCACG 232

Ai01B28524 Araip.B01 28524 p2 (TA)24 48 132103737 132103784 TTAAACAACGTGTCCCATGC CAGACAAGCAAATAATAATGGCA 254

Ai01B28525 Araip.B01 28525 p2 (TA)6 12 132106477 132106488 CACAACGATTCTTGCAACCTT TGAGCAATTGACAATGTGGG 277

Ai01B28526 Araip.B01 28526 p2 (AT)6 12 132113360 132113371 GAGCTGCTCATTTTCGGTG TAGCATGCGGAAGAGTGTTG 260

Ai01B28529 Araip.B01 28529 p2 (TA)9 18 132115513 132115530 CGTCATAGCAAAGACCTTATTTTG TTGTTTGGTTACTCGTTTACTCACA 110

Ai01B28531 Araip.B01 28531 p3 (ATT)6 18 132120370 132120387 GAGATTGGAGTCCCAAACGA GCCTCCACCACCACAACTAC 263

Ai01B28532 Araip.B01 28532 p2 (AG)6 12 132122463 132122474 GTGAGGTCTTCATCCACCGT CCGATCCTCCCACATAACAC 224

Ai01B28537 Araip.B01 28537 p2 (AG)6 12 132126603 132126614 GGTTTAGAATTTCTCAGCGAACA TGCCTTTTTATCCGCATTGT 110

Ai01B28538 Araip.B01 28538 p2 (TA)6 12 132127263 132127274 GTCCCTTCTTTGTCGCTTTG AACCTTGCTGATTTACGGGA 155

Ai01B28541 Araip.B01 28541 p4 (TGTT)5 20 132139022 132139041 CGTCTTTGACCCAAATTGCT GAAGCGCATTGTTCATCAAG 269

Ai01B28544 Araip.B01 28544 p2 (TA)6 12 132155564 132155575 AAAGCACCAATAATGTCGGC AACACAAACAGAGAAAATGTTTAAGAA 209

Ai01B28545 Araip.B01 28545 p2 (CT)6 12 132156970 132156981 GCCAGCTCACACTCTTCACA GACTCACTTGATTGCTTGCG 266

Ai01B28546 Araip.B01 28546 p2 (CT)6 12 132161640 132161651 CCCCTTTCTTTCCTTTATAAGCC GACGGTTTGAGAAAACCCAA 273

Ai01B28547 Araip.B01 28547 p2 (CT)7 14 132162461 132162474 CCCTAAATTCAAACCGCAAA TAGTGCAAGGAGAGGAGGGA 156

Ai01B28548 Araip.B01 28548 p3 (TGT)7 21 132173731 132173751 GCATGCATTGTTTGGTGAGT AAACCTTTGATTGAGTGCTTCA 126

Ai01B28553 Araip.B01 28553 p3 (TTC)5 15 132187545 132187559 AGTTGACGATGGTGAGGGAG CCAGTTATCCATATCAGCAGCA 227

Ai01B28557 Araip.B01 28557 p3 (AAG)5 15 132191288 132191302 AACGTGCGCATGTGAATTT TGATGCTCATTCCCTTCTCTT 267

Ai01B28565 Araip.B01 28565 p3 (AAT)6 18 132218750 132218767 GAATTTCAAAATCACTAAATGTGTCAA CGTTAGGGACCAAAATCGAA 247

Ai01B28566 Araip.B01 28566 p2 (AT)9 18 132218918 132218935 TGCTTTTTAGAAAAACAATTTCAA CGTTAGGGACCAAAATCGAA 149

Ai01B28567 Araip.B01 28567 p3 (TTG)5 15 132219716 132219730 TGCTTCTGCTTCCATCATTCT CACCAGCAGAAACAGAACCA 279

Ai01B28568 Araip.B01 28568 p2 (TA)9 18 132219971 132219988 CTCTACGTTGGGGACCAAAA CGAGCTTTCTATCACATTGCC 185

Ai01B28570 Araip.B01 28570 p3 (TTA)5 15 132225758 132225772 TCAAACCACATCAATTGGGA TTGGTGAAATTCTCAATGCAA 134

Ai01B28571 Araip.B01 28571 p2 (TA)7 14 132234844 132234857 TGAACTCGCGATCTCTAAATGA GCAGCGAGACAAATTTTAAGG 269

Ai01B28573 Araip.B01 28573 p2 (CT)6 12 132240355 132240366 TTCTTATCTTTTCAAAGTTTGTTTCAA ATGAGATGGGGGAGGGATAA 274

Ai01B28574 Araip.B01 28574 p3 (TAT)6 18 132240694 132240711 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 269

Ai01B28577 Araip.B01 28577 c (A)10gaagaagagaggtggtggtggtagtggtgataacgataacgaaagaaaagactaacaaaaaatgag(A)1086 132251719 132251804 TCCAAATCAATTTTGGGTCTG TTTCTTTTCACCCATTTTTCTTC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28587 Araip.B01 28587 p5 (CAAAA)5 25 132304498 132304522 GCTGTCTTGCTGGTTGTTGA TATTCATTGCTGCCTTGCTG 180

Ai01B28588 Araip.B01 28588 p3 (TTA)6 18 132305260 132305277 TTCCTGGTTCCAATATCTAGCA AACGGATCCATAACAGCAGG 186

Ai01B28589 Araip.B01 28589 p3 (TAA)6 18 132305549 132305566 GTTAACAGAATTGACGGCGG TTCCTGGTTCCAATATCTAGCA 184

Ai01B28597 Araip.B01 28597 p2 (TA)6 12 132322494 132322505 TGTGAAAATTCAGGTGAAGTCG CAATTTACATGCCACAACATTC 218

Ai01B28600 Araip.B01 28600 p2 (AT)9 18 132323911 132323928 GAGCCACTCAAATAAAGACGC TTGGTCAAATTGGTTCGTCC 250

Ai01B28605 Araip.B01 28605 p3 (TTA)6 18 132343663 132343680 CATGATCGATACAAGAACAGAACA TACTTGAAGCATGGGCACAC 130

Ai01B28607 Araip.B01 28607 p2 (AT)6 12 132344567 132344578 TCATCCTCTCCATCATAAACCA TGGTCTGCCATATCGATTTTC 222

Ai01B28616 Araip.B01 28616 p3 (TTA)17 51 132369952 132370002 CGATCACACAATGAATACAATGAA AGGGTGAATGGATTGTGTCAA 229

Ai01B28618 Araip.B01 28618 p3 (TTA)18 54 132371589 132371642 CGATCACACGATGAATACAAGAA TGCGTTATCATTTTCATTCTACA 253

Ai01B28620 Araip.B01 28620 p3 (TTA)7 21 132374056 132374076 CAGATTCGATAAAACCTGGAAA CAGGTCGGATCGGACTATGT 167

Ai01B28631 Araip.B01 28631 p2 (TC)16 32 132438171 132438202 GCCTTCAAATTGGGTCTGAA AGATTTTCGGGGTTATCCGT 269

Ai01B28635 Araip.B01 28635 p3 (AAG)6 18 132446956 132446973 GAGAAGGAAAAAGGAGGGGA CACAATGCACTTCTTTGGACA 181

Ai01B28637 Araip.B01 28637 p2 (TA)8 16 132448368 132448383 AGTTTCCCCCTCGCTAATCT GGATCTCACTGCTCTGCCAT 280

Ai01B28638 Araip.B01 28638 c (A)12c(A)10 23 132450059 132450081 TGAAGGTCAAGATGAACATGAAG GACTGCCACGCGTTATAGGT 256

Ai01B28639 Araip.B01 28639 p3 (TAT)6 18 132451015 132451032 TTGAACTCTGCCTCATGCAC CACCGCCAAAAATTGAAAAC 278

Ai01B28641 Araip.B01 28641 p2 (AC)7 14 132455223 132455236 TCTTAAGGTTTTTGGTGCGG CTGGAGCTTGATGATCTCCG 267

Ai01B28642 Araip.B01 28642 p2 (CA)10 20 132457164 132457183 GGTGGAAGTGGAGGTTCAAA CATGATGCTCCTGGTCACTG 174

Ai01B28644 Araip.B01 28644 c (AT)7(AC)7 28 132464119 132464146 CCCAAAGACCTTCAATCTGC CACTGGACCTATCCGAATCA 272

Ai01B28645 Araip.B01 28645 p2 (AG)6 12 132468863 132468874 AGAAGCATGGCTTTTGGAGA CTTCCGTGCATTTCTCCTTC 160

Ai01B28646 Araip.B01 28646 p3 (TAA)11 33 132469455 132469487 CAGCTAAACACCAGAGTCCCA ATGGAGCTACCGCACTCAAG 245

Ai01B28648 Araip.B01 28648 p2 (TG)14 28 132474796 132474823 TTTCAATTCCCAACTCACTCG CGGTTTGAACCTGTGACCTT 237

Ai01B28649 Araip.B01 28649 p4 (AAAT)6 24 132484351 132484374 CCAAGCAAAAGGTGACATACAA CTCGAGGAGAGCCATATTCG 259

Ai01B28650 Araip.B01 28650 p2 (AT)6 12 132485516 132485527 TGAGCCTGGATTGAAGAAGG TGTGACATGACCTGACCCTC 275

Ai01B28651 Araip.B01 28651 p3 (AAC)7 21 132486544 132486564 AACGCTCACGTAAATCAGCA GGTGACCCCACATAGTGGAT 230

Ai01B28653 Araip.B01 28653 c (AG)6(TG)6 24 132490412 132490435 CCAGAAAGCATTGACAAAAGC TTCAAGTTCGGGCTAAGATCA 269

Ai01B28654 Araip.B01 28654 p3 (TAA)6 18 132492330 132492347 GCGACAAAGGTCACCTCAAT AAAGGCTTGCCTGTTTCTCA 197

Ai01B28656 Araip.B01 28656 c (A)10ttggaagtcacaaatttaaccctcaaatttgtgctctctacatg(A)1064 132493925 132493988 TTGGATTCTTAGATTTGGAGAAGT GGCTTCCAATGGTCTTTTCA 247

Ai01B28657 Araip.B01 28657 p3 (CAT)6 18 132507499 132507516 CAGAGTAGAGAAGTGCGGGG CCAGTTCTCCTCCGTGTGTT 212

Ai01B28659 Araip.B01 28659 c (CTA)11(ATA)10 63 132510867 132510929 TTCGAATTGAGTCTCCAGGTT TGGAAGTGTTTCTGGCAGTG 269

Ai01B28660 Araip.B01 28660 c (ATTTTC)5aattctcacaacactctcactttctcttctgctttttctccgaaccttcct(TTC)10111 132514611 132514721 AGTTGTGCAGCAGACACGAT GAGGAAAAGAAGAGCAGCCA 215

Ai01B28661 Araip.B01 28661 p2 (CT)7 14 132514832 132514845 GCTTTTTCTCCGAACCTTCC AATTGGCAATCGGCATAAAT 240

Ai01B28675 Araip.B01 28675 p3 (CCA)5 15 132554129 132554143 CGAAACCGTCCCTCATCTAA GGTGGTGTTGGTGTTGGTAG 158

Ai01B28676 Araip.B01 28676 c (A)12gaagaaacaacatgaattatttaaaaagaaaaagttatataataaattagatgtttaatctattcgatggcataaacaatagcaaaca(T)11111 132554860 132554970 AACTGGACAAAGGATTAAATGG CCTACAAATCGATTGTTATTTTATTCC 279

Ai01B28677 Araip.B01 28677 c (A)10ttctaaaaagatctaatcaatta(T)1043 132555184 132555226 TTGGCTGATAACGTGAATGA GGAATGGTTTGTTGCAGTGA 158



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28681 Araip.B01 28681 p2 (AG)7 14 132567535 132567548 AGGGAGGAAGTAGGAACATGA AAGTTGCCTTTGAAGGGGAT 149

Ai01B28682 Araip.B01 28682 p2 (GA)9 18 132567903 132567920 CCAACCATGCAAACAGTTAAA AGGATTCAAGGAACCGCC 280

Ai01B28683 Araip.B01 28683 p5 (TACAC)7 35 132570855 132570889 TGGAACTGGAAATTGGAGGA CCAAAGTTCCCTGGAAAACA 201

Ai01B28684 Araip.B01 28684 p3 (AAC)5 15 132572297 132572311 GAGGAGGATGATGGTGCTGT GTTATGCTTGGTGCTTGCCT 277

Ai01B28687 Araip.B01 28687 p3 (CAA)6 18 132574700 132574717 TAGCAGGGTCACCTTCCAAT GGCCATCTCTATGGTGAGGA 180

Ai01B28691 Araip.B01 28691 p3 (AAG)6 18 132582300 132582317 CGGAAGCAAAGGAATTGAAG GCAGTGGCGGTAATTGTTTT 254

Ai01B28694 Araip.B01 28694 c (AG)7acaaaaaagagaaagagagagaaaaaagagaggatgggagagaaaaagagagagaaagagagagggg(GA)693 132586813 132586905 AAGAAGCGAGAAGAAGGATAGGA CCATGTTCTCTCTCTCCCCC 268

Ai01B28695 Araip.B01 28695 p3 (ATA)6 18 132588877 132588894 CACACAAACCTGTGTGTCCC GCAAACTCCCCTTCCCTTAC 186

Ai01B28696 Araip.B01 28696 p3 (ATC)5 15 132589431 132589445 AAGATGCATGAATACATCGGC TCTCAAGCATTTTCTGCACG 273

Ai01B28699 Araip.B01 28699 p3 (GAG)6 18 132610612 132610629 ACCAGAAGCGCCAGACTCTA GGCAAAGAAAAACGCTCAAG 241

Ai01B28705 Araip.B01 28705 p2 (TA)6 12 132637931 132637942 TGTCAAATTTGGATGAGACTTTTC TTACCGTGTATAATTAGTGTGTGTGTT 249

Ai01B28708 Araip.B01 28708 p2 (AT)7 14 132640482 132640495 TTCCTCTTCAGCAACTCGGT CGGTTCCCTATTCCTCAACA 278

Ai01B28709 Araip.B01 28709 p3 (AAG)5 15 132646523 132646537 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 212

Ai01B28710 Araip.B01 28710 p2 (TC)7 14 132650016 132650029 CTGCCGAGTTTCGTTTCTCT AAACTACAACGGCAACGTCC 155

Ai01B28716 Araip.B01 28716 c (TTC)5gtttttgaagtgtttcatcttcatcgtcgtgtttctcctcgttcttcttgactgcacgtttttcatcttcttcctcttcatcttctgtac(CTT)5gctgcacgtttttcttcctcttcc(TCT)7165 132659136 132659300 TCTTCTTCTTTTTCCGTGCC GAGAAAGAGAAGGCAAGAAACG 222

Ai01B28718 Araip.B01 28718 c (T)12a(T)12 25 132661173 132661197 TTGCTTTCTTTTTCAGTGATTTTG ATTGGACCAGACCAGACCAG 267

Ai01B28720 Araip.B01 28720 p4 (GTAT)5 20 132662365 132662384 GGGTTCACTGCTGCTATTATTG TCCCAGTTGAAACAAATTAAACG 267

Ai01B28731 Araip.B01 28731 p2 (AT)8 16 132749487 132749502 CGCGATGGTGAGCTATGTTA CGCGACTCCCAACTGTACTT 216

Ai01B28732 Araip.B01 28732 p2 (AT)9 18 132749699 132749716 CGCGATGGTGAGCTATGTTA GAAGAATCGGCAACCGTAAA 195

Ai01B28733 Araip.B01 28733 p2 (TC)7 14 132750287 132750300 AGAGGAAGGGGAGCTACGTC TGCATCACCGAATTGAACAT 218

Ai01B28740 Araip.B01 28740 p3 (CAA)5 15 132800613 132800627 CTTCCACCAACACCTTCACC AAATTGTTGGAATTGATGAGGA 227

Ai01B28744 Araip.B01 28744 p3 (GAC)5 15 132819979 132819993 CCATCTCAACCGCAGGTTAT CACCTTCCTTCCAAACCTTG 232

Ai01B28748 Araip.B01 28748 c (GT)9gg(GT)21 62 132831257 132831318 TGACCATTTGGGAAGATGCT ACACTTGAAAAGGATGCGGA 173

Ai01B28750 Araip.B01 28750 p2 (CT)6 12 132843641 132843652 AAATCCAAGTCCAGAAGGCA AAAAAGGGGCAATCATGAAA 184

Ai01B28751 Araip.B01 28751 p2 (AT)13 26 132845164 132845189 ACGCTGTTGAAAGGATGGAC TTCATAAAGATCACAACTCCAAAAA 221

Ai01B28755 Araip.B01 28755 p2 (AG)6 12 132853977 132853988 CGGATTTTTGGTGAGTGAGG TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai01B28758 Araip.B01 28758 c (A)10gagagagattatgtgcg(A)1138 132883346 132883383 TTGTTGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 269

Ai01B28764 Araip.B01 28764 p3 (TCT)6 18 132948293 132948310 CCGAATACACACATCCCTCC GTGGGCTCTCTTGTTTGCTC 274

Ai01B28767 Araip.B01 28767 p2 (CT)8 16 132966371 132966386 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTTCGAATTTTGGTGAGA 277

Ai01B28768 Araip.B01 28768 p5 (TTTTA)5 25 132981145 132981169 ACGCACTTGGTCTCGACTCT TGGAGCAAAAGATACAGCGA 197

Ai01B28771 Araip.B01 28771 c (CT)7cattttcgaaaatcccttccccctttttcaaaatttctttttaattaactaattattttaattttttattttaattttc(A)11104 133008053 133008156 TTTCTTATCTTTTTCAAAACCACC TTGGTGAGTGATGTGAGGGA 275

Ai01B28772 Araip.B01 28772 p3 (AGA)6 18 133012810 133012827 AACAATCTTCGTGGGATTCG CCGAATACACACATCCCTCC 259

Ai01B28775 Araip.B01 28775 c (A)10g(T)10 21 133035030 133035050 TTCCCTGTGAGGTAACCTGTG GCCGGGGATTGATAGTGATT 247

Ai01B28780 Araip.B01 28780 p2 (AC)6 12 133063370 133063381 AGCTTGCTTCAAGCCACAAT TCATTAGCCCCAACCAAATC 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28781 Araip.B01 28781 c (T)12gtagtgatctgatcttgtgaattgtgagtgttcttctatagattctttaaactttttacatcatacattgcctcac(T)1098 133064057 133064154 AAGTTGATTGGAGTGCACAAAA GAAATGCAAAAGTGGGAGGA 226

Ai01B28784 Araip.B01 28784 p2 (GA)6 12 133067876 133067887 TGCTTGTCCTCAAGCAAAGA AAGCAAATCGCACAAAATCC 239

Ai01B28787 Araip.B01 28787 p4 (AAAT)6 24 133077516 133077539 TTGCCAACAGAAACACCAAA TGAGATTTTCGTTGGTTGGA 210

Ai01B28792 Araip.B01 28792 c (AG)6ccctcaaaacagccaatccagaaaaccgtgctacgatgaacgcatgcacttattgctgggagg(GA)14103 133109291 133109393 AAGGAAGAAAGCGGGAACAT CTTGGAATGCAAAAGGAAGG 252

Ai01B28793 Araip.B01 28793 p3 (GTG)5 15 133110397 133110411 AAGGTGGTGATGACGGAGAC CCTCACCTCTATCAGCCTGG 220

Ai01B28798 Araip.B01 28798 p2 (TA)7 14 133130429 133130442 GCAACCAGCAAGTATTTCCA TTTCCCACCCACACTCTCTC 195

Ai01B28802 Araip.B01 28802 p2 (TC)10 20 133139399 133139418 CACCACTATTACCATCATTTCTCC GAAGGAAGGAAGGGTAGGGA 163

Ai01B28804 Araip.B01 28804 p2 (TC)10 20 133140151 133140170 GGCGGCAGGGATTATTATTT CCAGTGATGGTGATAATTGGAG 278

Ai01B28807 Araip.B01 28807 c (AT)7aaacaaatttgtaggtctatatgggatgaagaaacaaattttacaatag(A)1073 133151533 133151605 CAAAAGTTGTGTGCATGTGG CACTTTGAATCAGATAAAACGCA 179

Ai01B28809 Araip.B01 28809 p3 (AAG)6 18 133162228 133162245 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 215

Ai01B28810 Araip.B01 28810 p3 (AAG)5 15 133163844 133163858 TTGCAAGGGTTGTTATTTACTTGA TGAAAATAATTGCTTGTGCGTC 272

Ai01B28814 Araip.B01 28814 p3 (TTA)12 36 133169081 133169116 CAGAATCTCGGTCAATCTCCA TGCTCATTTAAATATTGGTTGGC 268

Ai01B28816 Araip.B01 28816 p2 (TA)7 14 133171431 133171444 TTTGGACCTCACATACAAGCC TGAAAAATTTCATGTTAAATGGG 276

Ai01B28819 Araip.B01 28819 p2 (TA)6 12 133180534 133180545 TCTTGGTCACAGAATTATTAAAAGGA CTCAAAGTGAGTCAGTTCAATGG 203

Ai01B28820 Araip.B01 28820 p2 (TG)8 16 133182173 133182188 GCGACCTATGCTACAACAATGA ATGCAGGTGGGAGAGTGAAG 278

Ai01B28824 Araip.B01 28824 p3 (ATA)19 57 133199676 133199732 TGGCCAATGATGTTGAAAAA CCGTCTGTAAATTCGTCGGT 210

Ai01B28826 Araip.B01 28826 c (TGG)5gttcttctgatttcaattttgtcattgttgttgttgttatctattgttggctg(T)12ctgggtttgtgcatctggttctgcttccgttaatgtt(GAA)5132 133203597 133203728 TTCTGGGTTCAGCTTTGCTT CCTCCCATCTTCTTCCTCCT 262

Ai01B28827 Araip.B01 28827 c (TC)8aatattcttggttactcaaattccaaactctaccatcactctcttctccaactatcaccatcactgccatcgccatccctacccttccttcctc(CTT)5tcacttcttcgccatatgctgaaagattctctttgtatac(A)10175 133210778 133210952 TCCTTCTTTTCACCACTATTACCA TTTTCAGAGTAAGGGTGTGTTTGA 261

Ai01B28835 Araip.B01 28835 p2 (CT)9 18 133226041 133226058 TGGCAATAAACACAAATTTTATGAC TCTGTCATCGTTCTTTCCCTG 268

Ai01B28838 Araip.B01 28838 p2 (TC)8 16 133242705 133242720 TTTCTTTTCACCACTATTACCATCA AGGAAGGAAGGGTAGGGATG 167

Ai01B28839 Araip.B01 28839 p3 (CTT)5 15 133242839 133242853 TTACCATCACCATCACTGCC GACAGGTGGGAGAAAGCATC 219

Ai01B28843 Araip.B01 28843 p2 (GA)6 12 133246230 133246241 AGAAGTAACTGGGCGGGATT TCTCTGTGACCGTCGTTGTC 230

Ai01B28845 Araip.B01 28845 p3 (GGA)6 18 133256021 133256038 GATGACGATGACAATGACGTG AATCGTTTTTCACCTCACGC 208

Ai01B28846 Araip.B01 28846 p2 (CT)10 20 133260878 133260897 CGACGTTCTTCCTCTTCTGG ATGGAATCGGAAGTGACAGC 194

Ai01B28850 Araip.B01 28850 c (CTTCTC)5cttcttctgcttctgcttcttcttcttc(TCT)882 133270690 133270771 CCTTCTTCTTGCACGTCGTT GTTCATTTTTCCGGCATGTT 271

Ai01B28854 Araip.B01 28854 c (TCT)8cttcttcttcttcgtcttcgtct(TCTTCC)577 133306777 133306853 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 219

Ai01B28855 Araip.B01 28855 p3 (GAA)5 15 133307066 133307080 GCTGCACGTTCTTCTTCCTC GGATGGCCTGGACAGTCTTA 209

Ai01B28859 Araip.B01 28859 p2 (TC)7 14 133311472 133311485 CCAGCCCTACCTTCAAACAA TGGAAGTGGAGTCGCTAAGAA 278

Ai01B28862 Araip.B01 28862 p3 (GGA)8 24 133319285 133319308 TGAGCAAGTCCAAAAATTCG ATTTCCACCACCTCCTCCTC 171

Ai01B28863 Araip.B01 28863 c (CAA)5taaaagaacgataatgaggataaaacacgcaaag(A)1059 133323753 133323811 TGTTGCAATAACCACTCGGA TTCACACATCCTTTGCATGA 157

Ai01B28867 Araip.B01 28867 p3 (AAG)5 15 133336308 133336322 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 212

Ai01B28868 Araip.B01 28868 p3 (AAG)5 15 133338269 133338283 GCAAGCCCTGCTAAGATGAC GGTCTTGCGATTCTTTCTGC 203

Ai01B28872 Araip.B01 28872 p3 (TCC)5 15 133346454 133346468 TTCCGACTTTGATTCTTCCG GAAGAAGCCGAGGAGGAAAT 232

Ai01B28873 Araip.B01 28873 p2 (TA)7 14 133352825 133352838 TCAAAATAGGCTTGGTACCCC CCTCAAACTTTTCTTCCCCC 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28875 Araip.B01 28875 p2 (TA)6 12 133361171 133361182 CCCCCAAGAAAAGACTCTGA GTGCATGCATAACACTGCCT 234

Ai01B28876 Araip.B01 28876 p2 (AC)6 12 133362208 133362219 TGCTAGTTTGGGTCTTTGGG ATTCCAAGCCCATCAATCAC 103

Ai01B28878 Araip.B01 28878 c (A)11gataatag(TAA)534 133364996 133365029 CGATGTACAAGCATCTTGCG GGCTACCCCTCTCTTTTTGG 263

Ai01B28880 Araip.B01 28880 p2 (AT)6 12 133366006 133366017 AAATCTTCCACTTCGCCTCA CAACATTAATTGATGCACCTACG 267

Ai01B28886 Araip.B01 28886 p2 (TA)6 12 133374606 133374617 CACGTGCTGATAACGTGTTG CAAATGCGATTCTCTCTTTCTTT 192

Ai01B28887 Araip.B01 28887 c (A)10t(TA)8 27 133375735 133375761 CATACATAGAGACATTCAGTGATGGA ATTTTATTCTCGATTTATTCATCCTT 157

Ai01B28888 Araip.B01 28888 p2 (TA)6 12 133376667 133376678 ATCCTGTCCTGTCCTCGAAA GTTTGTGTTTGCTGCGTCAT 201

Ai01B28892 Araip.B01 28892 p3 (ATG)9 27 133381986 133382012 GCGGCTATGGAGTGAAAGAG CGGTCACTGCACCAATTTTT 277

Ai01B28900 Araip.B01 28900 c (A)10gttaaacttcacaaattaaaagatcaaatttgtgatctccatat(A)1064 133404120 133404183 TTGTGTCACTTCACAAATCAAAAA GGAGAAAAGGAGGAGCTAATTCA 280

Ai01B28909 Araip.B01 28909 p2 (TA)11 22 133423278 133423299 ATGCGCTTTCGAACTCTGTT TTGGGTGATTCCGAGTAAGC 201

Ai01B28910 Araip.B01 28910 p3 (TTC)6 18 133423929 133423946 AAAGACGCCATTGAACAAGC GAGGAGGAGGAGGTGATGGT 233

Ai01B28912 Araip.B01 28912 p2 (TC)8 16 133468179 133468194 AGCCTTAAGTGTGGGGAGGT AAAGGATTCATCACTTCAACCAA 161

Ai01B28913 Araip.B01 28913 p2 (AT)6 12 133468801 133468812 TGCCTTTGTTTGTCACTTTGA TTTGTTGAACTTAACATTGGGG 275

Ai01B28915 Araip.B01 28915 c (A)11ctatcatatgctagacctgcttatttatgattag(T)1156 133473258 133473313 CGTGACACCAAAGAACTCTCA CCTGCTGCCTTCTATGTTGA 274

Ai01B28919 Araip.B01 28919 c (CT)6cattttcgaaaatatcttccttctttttc(A)1051 133487421 133487471 CTTCTTATCTTTTCAAAATTTGTTTCA TTTCGAAAATTGAGAGAGAGAGA 276

Ai01B28920 Araip.B01 28920 p2 (CT)6 12 133487589 133487600 TTTCTTAACTTTTTCAAAACCACC TGGGGGAGGTATAATTTTCG 221

Ai01B28921 Araip.B01 28921 c (AAT)6agaaag(A)1034 133489197 133489230 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 263

Ai01B28922 Araip.B01 28922 c (AGG)9(ACG)5aagacgataacatagcgcgtgaacgttattgcttg(GT)791 133492383 133492473 GCGAAGAAGAAGAAACGACG TGTCATCCAAGTCCAACCAA 217

Ai01B28923 Araip.B01 28923 c (AGG)8(ACG)5aagaagaagaagacgacgaagacgataacatagcgcgtgaacgttattgcttg(GT)6104 133492685 133492788 GCGAAGAAGAAGAAACGACG TGTCATCCAAGTCCAACCAA 230

Ai01B28925 Araip.B01 28925 p3 (CCA)5 15 133526385 133526399 TCGTCCTAAACGTTTTATTTCGT TCTTCTGCTTTTTCGGCTTC 271

Ai01B28926 Araip.B01 28926 p2 (AG)6 12 133526868 133526879 GAAGGGGTAACGACGAGTCA TCGCTTCTTTTCCATCTTCG 273

Ai01B28930 Araip.B01 28930 c (A)10gggttgaatattattccattaccttaataatgctaccccaatcctcctatagaactggtcaagtagcacttctacaaagtaccc(A)11105 133529808 133529912 TACAAGACCGGTGTGATGGA CATTTGCATCTGCATCAAGG 280

Ai01B28933 Araip.B01 28933 p4 (AGTG)5 20 133554118 133554137 CACGTACACGTGACTCTGTCTC TTGTAAGCACGACCATTGGA 139

Ai01B28934 Araip.B01 28934 c (A)11ctcaaatttagtcccggataattacctcaaaaggacaacgaggctcctatac(A)1073 133556936 133557008 TCTTGAAAGACAACGAGATCCT TTAAAAGGACGGGGACTTCA 200

Ai01B28935 Araip.B01 28935 p4 (AAAG)5 20 133560978 133560997 CATGGTATGAAAAGGGGATCA AAGGGAAAAGCCAAAAGGAA 179

Ai01B28937 Araip.B01 28937 p3 (ATG)9 27 133561887 133561913 TTCTTTGGCGTTTCACTTTG TGGTCCCAGGTGAAATCAGT 156

Ai01B28939 Araip.B01 28939 p5 (TCAAT)5 25 133565204 133565228 CATGGTGAACCGAACACAGT AAACAGGAGAGCGATTTGGA 276

Ai01B28941 Araip.B01 28941 p2 (TA)6 12 133567450 133567461 TCGAGCAATAATAACGAAGGTG TTCGTCCATATCAGTCCAAAGTT 205

Ai01B28942 Araip.B01 28942 p3 (CTC)5 15 133569270 133569284 TGCACCAAGAAAAGCTCCTT CAACATGCCACAAATTGCTC 179

Ai01B28946 Araip.B01 28946 p4 (AATA)5 20 133577847 133577866 CTTTAGCGGGCTACTTGAGC CCTAATCTCAGCATTGCCGT 150

Ai01B28949 Araip.B01 28949 p3 (GAG)7 21 133582128 133582148 TTGTGAAACGCCAGAACTTG TGGGTCCATTCATTCCTGTT 222

Ai01B28950 Araip.B01 28950 p3 (GAA)6 18 133582982 133582999 TCTCACTGTGCCATGCTCTC TAAGCTCCTCTCACTCCCCA 153

Ai01B28951 Araip.B01 28951 p4 (TTCT)6 24 133583125 133583148 TGGGGAGTGAGAGGAGCTTA TAATTGACCCATCAAGGGGA 176

Ai01B28953 Araip.B01 28953 p2 (AT)11 22 133585006 133585027 TTCTTCACACTTCCCCCAAG TGAGGACAAAACTCACTTTCTTCA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B28954 Araip.B01 28954 p3 (TAT)12 36 133588872 133588907 ACATACACCCTCCCCTCTCC GCTTTTGTCTTCCCTTTCCC 266

Ai01B28957 Araip.B01 28957 p2 (CT)17 34 133594975 133595008 CCTGTTGAAGTTTGGGCAAT GATGAAGCATGAGCATGAGC 190

Ai01B28959 Araip.B01 28959 p3 (CAC)5 15 133603693 133603707 TCCAGAACCAAACTCATCCC TTGTGTATGCAACACGCAGA 224

Ai01B28960 Araip.B01 28960 p3 (ATA)7 21 133611573 133611593 AGCCAAAATAGCAACCCCTT ATGAGGGTATGACCTCGTGC 272

Ai01B28962 Araip.B01 28962 p2 (AT)6 12 133613830 133613841 TATGAGCAATCCTGTCACGG CTTGCCCAAGACTGTTGTGA 274

Ai01B28963 Araip.B01 28963 p2 (TA)7 14 133614733 133614746 GTGCCAGTTGTGCCAAATAA CAATCTTGCCTCCCATCTGT 210

Ai01B28975 Araip.B01 28975 p3 (TAT)6 18 133652239 133652256 TCTGGGTTGGGAAATAGATTTAG AAGAAAAATTGTTGGCACCG 261

Ai01B28976 Araip.B01 28976 c (AC)7aaaataact(A)1033 133652452 133652484 CGGTGCCAACAATTTTTCTT TGTAAGCCTCTGGGATGAGTG 213

Ai01B28977 Araip.B01 28977 p4 (TATT)7 28 133652886 133652913 CTTTTCCATCCGTAAAACATAAA ACTAATAGAATCAGATTGCAGATTTTT 280

Ai01B28978 Araip.B01 28978 p4 (TCAC)6 24 133655553 133655576 GCAGCACCTAAACCACCATT GGCTGGGCTATGTTGATGTT 127

Ai01B28979 Araip.B01 28979 p2 (AG)6 12 133656167 133656178 AAGTGCGAAGATGAGGGAGA TTTCGCAAGCAAAATTACCC 201

Ai01B28983 Araip.B01 28983 p2 (AG)20 40 133689083 133689122 GTCACTGGGGCAAATTGAGT TAATCGTGACCAAAATGGCA 234

Ai01B28987 Araip.B01 28987 c (T)11cgttattctcgattttcattgttttttgacattaagctctgaaatcgttttt(GAA)578 133695308 133695385 TTCTTGCACGTTTTCACTGC TTTTTCCTCCTCATCTTCTGC 235

Ai01B28989 Araip.B01 28989 c (A)16ttctcaactttgctctatgagtgtcttgaccac(T)1059 133696072 133696130 TTCTCAACTTTGCTCGGGTT CAAACCCTTTGGCAGTCAAT 155

Ai01B28990 Araip.B01 28990 p3 (AAT)37 111 133706043 133706153 CCAAACCCATTGAAGCTGTT AGAACAGATCCACTTGCTCCA 263

Ai01B28993 Araip.B01 28993 p2 (AT)6 12 133717613 133717624 GCAATACATGGGCTGGACTT CTAATCCTGTGGAACCAGCC 173

Ai01B28994 Araip.B01 28994 p3 (GAT)6 18 133748654 133748671 ATGGATCATGCCCCATGTAG TCTTCGGATTGAACCTCACC 131

Ai01B28996 Araip.B01 28996 c (TAT)5tccgttcaaaccgatcttaatgtaagttcaaaagttaaatgacttaaccaattttatatgtttaattagtagctaggaaatac(AT)6110 133750626 133750735 TCATGATGCATGTGGGATCT ATGAACTCAAGCTGGATCTATGT 219

Ai01B28999 Araip.B01 28999 p2 (TC)9 18 133753002 133753019 AGTCACGAACACCTCCAACC ATGGGTAAGCAGTGCAGGAC 242

Ai01B29001 Araip.B01 29001 p3 (ACC)6 18 133753895 133753912 TTTTGCTACGAAATGGTCCC GTGCTGGTGGGTTCTTGATT 214

Ai01B29002 Araip.B01 29002 p3 (TCA)7 21 133754043 133754063 AATCAAGAACCCACCAGCAC CCACCACGAGCTTCTTCTTC 231

Ai01B29003 Araip.B01 29003 p3 (GAA)41 123 133754288 133754410 TGCGGATTAAAAGATCAGGG CCTGTTCCTCTGATAAATGTGC 258

Ai01B29005 Araip.B01 29005 p2 (AT)6 12 133756326 133756337 TGCAGTCCACAGACAACAAA CAGGCTTTTATGACCCCAAA 171

Ai01B29006 Araip.B01 29006 p2 (AG)6 12 133759384 133759395 AACCGCACTTGTTCTCCATC AGAGTGGAGTGTCCCCATTG 202

Ai01B29012 Araip.B01 29012 c (A)12catataacattcttttcatcgaaagcaa(T)1353 133763292 133763344 ACGTGGATGATCAATGGCTT CTGCTGTCGTTGTTTTGCAG 260

Ai01B29016 Araip.B01 29016 p3 (GGA)6 18 133774366 133774383 TATCCAATTGGGGTTCTGGA GAAGAGGAGGAGAAGCGGAT 234

Ai01B29018 Araip.B01 29018 p2 (CT)23 46 133780489 133780534 GCGTGGCCTAAAGGTATCAA CAGCTGACGAATTGTGATGG 256

Ai01B29019 Araip.B01 29019 p2 (TA)6 12 133788767 133788778 GCGAATCGGAGTACCGTAGA AAATTTAAAACCGGGCACAA 245

Ai01B29024 Araip.B01 29024 p4 (GTAT)7 28 133802904 133802931 TGCACTTGAGACCAATTTCG TCACACTTTTCCCCCTTCTTT 234

Ai01B29025 Araip.B01 29025 c (ATA)5attggtat(TGTA)543 133803264 133803306 CACTTTCCATCCTGTCCGAT CAATCATGCATACACACCCC 255

Ai01B29027 Araip.B01 29027 p2 (TC)6 12 133804037 133804048 TGTGGTGATGATGCTTTTCG CTCCACGTACCAATCACACG 278

Ai01B29028 Araip.B01 29028 p4 (TTCA)6 24 133806997 133807020 AAGGGTTTCAGCTTTCATGG GCCTGCCATAGGCTCAATTA 208

Ai01B29029 Araip.B01 29029 p2 (AT)8 16 133807304 133807319 CTCAGCAACCCAAACCCTAA TCACAAGTGTGTTGTGCGTG 108

Ai01B29030 Araip.B01 29030 p2 (AT)7 14 133820014 133820027 CCACCAAATTTTTCTCCAAA GGGTCACATACTAATGAGGGTTC 254
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Ai01B29032 Araip.B01 29032 p3 (ATT)5 15 133821401 133821415 GCGTCTAGGATGGTCCGTAA TTTCTCCACCAAACGCTACC 269

Ai01B29034 Araip.B01 29034 c* (A)11g(A)10(AG)7*35 133824427 133824461 GGGGACCATAAACAACCCAT TTCACACCCAAATCACCCTT 189

Ai01B29035 Araip.B01 29035 p4 (CTTC)6 24 133824908 133824931 TGGTCCATGCTCTTCTCCTT CTCCCACAGCTTTCTTGAGC 213

Ai01B29036 Araip.B01 29036 p2 (CT)13 26 133825734 133825759 CCCTTCCTCCCTCCTACATT TCAGCACCAACATTGCTTTC 194

Ai01B29037 Araip.B01 29037 c (AC)14aaatttattaccagaattttcacatccaatcaattg(CCT)579 133825891 133825969 CTGCCATGCTGTCTCTTGAA GCCCTTCCTTTCCCTTATGA 276

Ai01B29038 Araip.B01 29038 p2 (TA)8 16 133826427 133826442 TGCATCTGCATCTGCATCTT CAAAGCTGCTTCATGGGTTT 262

Ai01B29039 Araip.B01 29039 p3 (TAT)5 15 133826875 133826889 TGCTAAACAGGAACGTGTCAG GGGAGTGGTAGGGAAGCTCT 122

Ai01B29040 Araip.B01 29040 p2 (AT)7 14 133828075 133828088 TTTACAGATTAGGTGCCCCG TGATGGTGGGCATGTAGTGT 126

Ai01B29041 Araip.B01 29041 p2 (TA)6 12 133828407 133828418 TGACCCATGATGCCAAATTA CTACCTTCCACACTCGCACA 255

Ai01B29043 Araip.B01 29043 p2 (GA)8 16 133829972 133829987 TGCTCCAATTCACCACCATA GGGAATGGACCACAGAGAGA 216

Ai01B29044 Araip.B01 29044 p3 (CAT)6 18 133830992 133831009 CGGATCGAACGAATACCTGT CACCGTCGCTTTCCATTTAT 198

Ai01B29052 Araip.B01 29052 p3 (ATT)5 15 133850855 133850869 GTTGGAACCAAATTCAGCGT AAATGAGATGGCCGACAAAG 112

Ai01B29053 Araip.B01 29053 p2 (AT)6 12 133851158 133851169 TCATGCCACCACAACTTAGG TGGCCCGATTTGAAAGATAA 202

Ai01B29054 Araip.B01 29054 c (A)10tctaaaattattttatttaatatttattaattttaacaataattaataaatattaaaaaaatgtatattttgattgttttttgttga(T)12109 133852120 133852228 CACTTGCTTCACATGTCGCT AAACCATTTGATGCACGAGA 213

Ai01B29059 Araip.B01 29059 p2 (GA)7 14 133855957 133855970 TGTCATGAAAAAGACGAAAAATG GTGCTCTCTCTCATTTCGCA 257

Ai01B29065 Araip.B01 29065 p4 (ATCT)11 44 133875210 133875253 TGGTGACATTAAGCTTTCCATTT ATTGCTGATGTGGCATCATT 273

Ai01B29070 Araip.B01 29070 p2 (CA)6 12 133887116 133887127 GACAAAATTCTCCCGAAGCA GTAATGGCACGGTGATGTGT 278

Ai01B29074 Araip.B01 29074 p2 (TA)6 12 133920377 133920388 AGGGATAATGGTTTGAGGGG GTATAATAAATGGGGCGGGG 143

Ai01B29075 Araip.B01 29075 p2 (AT)6 12 133922846 133922857 CGCCAATATCCCAGTTTTGT CTATGCGGACAGCACCATTA 265

Ai01B29077 Araip.B01 29077 p2 (AT)6 12 133930607 133930618 CGTCCTAAATTTACCCGCTG TGATGGTTTGTGCTTTGTCC 217

Ai01B29078 Araip.B01 29078 p3 (CAT)5 15 133930913 133930927 AGCAACAACAACAACCATTCC TCTGCCCGTGAACTTTAACC 188

Ai01B29080 Araip.B01 29080 p2 (AT)7 14 133935145 133935158 ATTTTCGGGGCCATTAATTT TCACATTCTTCAGAGTTTACACACA 228

Ai01B29081 Araip.B01 29081 p2 (GA)7 14 133936179 133936192 ACAGTTGGCAAGCATGTGAG CACTCACTGCACTCGCTCTC 165

Ai01B29085 Araip.B01 29085 p2 (AT)10 20 133943193 133943212 GCCATTAATTTGGATGACTAAGC ACAACATTGGCAGCAGATGA 244

Ai01B29086 Araip.B01 29086 p2 (CT)9 18 133943785 133943802 TTCTCCCCTGGTTCATCATC TCATCGCGGGTCTATACCAT 176

Ai01B29091 Araip.B01 29091 p3 (TTA)5 15 133956400 133956414 TGCGTAATGTTTTCTTTGATTGA GACTGTGACTGTGAACTGCGA 180

Ai01B29092 Araip.B01 29092 p3 (TGC)7 21 133957582 133957602 CTGCTCCATAGGGATTTCCA CGAATACAGTTGCTGCTCCA 159

Ai01B29095 Araip.B01 29095 c (AAG)13agaaaaaaaatggaggagagaaagtgtgaagagagagaaagagaggactgttgtgagaccaga(AG)8118 133961713 133961830 GATACGGCGTAGGAAAACGA ACCAACCAAACCAAGCTCAT 278

Ai01B29096 Araip.B01 29096 p2 (AC)8 16 133965985 133966000 CATTGATGATCTCGGCTCAA GTCTCAATCCTACCCGACCA 185

Ai01B29110 Araip.B01 29110 p2 (AT)7 14 133993094 133993107 TCTCGCCATGCCGTATACTT GCTCCCTTTCTATCCCTTGG 240

Ai01B29111 Araip.B01 29111 p3 (TGT)6 18 133993967 133993984 TGACTAGGGGATGAAGGTGG GGTCTCCTTTTGCCTCTCAA 116

Ai01B29112 Araip.B01 29112 p3 (TAT)13 39 133994836 133994874 TCAAGCTTCACAACAGCACC TGGCCACTCTTTAGATGCCT 242

Ai01B29114 Araip.B01 29114 c (T)10aattgagttcttgcacca(T)1038 134004718 134004755 CATTCTGACTCCTGTTCCATTC TGGCTTAATTTTATAGGGATCCAA 279

Ai01B29121 Araip.B01 29121 c (TCT)5tgttggagtaactcagtaatgtttgatctttgcct(TTA)771 134014260 134014330 AACGGAAAACGCTGAAGAGA CCAGCTAGTGAAGAAGCGGA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29122 Araip.B01 29122 p2 (AT)6 12 134014660 134014671 AAATCATTAGCCGCACTCTTTT GGACAATTTGAGCACATGGA 278

Ai01B29130 Araip.B01 29130 p3 (ATC)7 21 134026946 134026966 GGCTATTGGCTAATGGACGA TGAGATTTGACTTTTCCAAATGC 257

Ai01B29131 Araip.B01 29131 p2 (AG)6 12 134033650 134033661 CTCTTTTTCTCGCTGCTGCT CCGAAATCGAAATCCGAATA 240

Ai01B29132 Araip.B01 29132 p2 (TC)9 18 134040690 134040707 GCTTGGAAGGACATTGGAGA CGTGTTTGTGCCTTATTTCG 276

Ai01B29133 Araip.B01 29133 p2 (TA)7 14 134042851 134042864 AGTGGGTACATGCACTAGCGT AAAAGGGGAAACAAAACCAAA 271

Ai01B29135 Araip.B01 29135 p2 (GA)24 48 134045584 134045631 CTCGAACTAATGCGGACACA AGCTGACTTTGCCTCGATGT 213

Ai01B29141 Araip.B01 29141 c (A)10gatcagaaaccaaattaagta(T)1041 134067685 134067725 TACTCAATTCGGAGCCCTTG GAAAGCGTAATTTGGGAGCA 255

Ai01B29142 Araip.B01 29142 p4 (TAAT)6 24 134068392 134068415 TAAAATGCAAGGGACCAAGG GTCCCACCAATGGAATATCG 278

Ai01B29143 Araip.B01 29143 p2 (AG)10 20 134068795 134068814 ATCAGTAATCACCGCTTCCG CAAACACGAAACCCATCCTT 213

Ai01B29146 Araip.B01 29146 p3 (ATA)24 72 134083140 134083211 CGGGTTAACACCAGACCAAC ACGGGGACGTGCATATAAAA 236

Ai01B29150 Araip.B01 29150 p3 (AAT)5 15 134093055 134093069 GACTTCTTTGGAGCAGGTCG TGCCATGTAATCATCCCTCA 245

Ai01B29152 Araip.B01 29152 p2 (TC)8 16 134093399 134093414 CAGCATCACGAAACTCGAAA ATGGTGGGAGAGAGCAGAGA 256

Ai01B29153 Araip.B01 29153 p3 (AAT)5 15 134095154 134095168 TAGTGGTAGGGATGCCTTGG CAGGAGCGGTTTTCAAACAT 274

Ai01B29154 Araip.B01 29154 p3 (AAT)5 15 134096857 134096871 ATGAAGTAAACCCGCACGTC TTTCTCACGTGATTCCCTCC 169

Ai01B29157 Araip.B01 29157 p2 (TC)8 16 134101627 134101642 GAAGGAGGAAGGAGGAATGG AAGCGAAGATAAAAACAAAATTGG 147

Ai01B29165 Araip.B01 29165 p2 (CT)6 12 134115395 134115406 ACCACCATTCACAGCAACAA GTGTTAAGGGAGGGAGAGGG 118

Ai01B29166 Araip.B01 29166 p5 (AAAAT)5 25 134115594 134115618 CCACCATTCACAGCAACAAC TCCTCTGTCTGGGTTCCATC 204

Ai01B29167 Araip.B01 29167 p2 (TA)6 12 134116717 134116728 GCCATTGCGATTGAGAATTT CAAGTAACGTTATGGGGCGT 165

Ai01B29169 Araip.B01 29169 p3 (ACA)9 27 134128101 134128127 GCTTATCAGCAGGGCTCTTG AGTCGATAGCGCTTGTGGTT 276

Ai01B29171 Araip.B01 29171 p2 (CT)6 12 134137253 134137264 CTACTACCCTCCGTCCCTCC TGTGAAAAGGGGTGGGAATA 111

Ai01B29176 Araip.B01 29176 c (T)11gatagttgagtttcaatctcgatccaaaacggagagtgtgtttaaaagatgataattagaacttgaccc(A)13gatgataattagacaattaaatttttctttgtcattgtcatcaagtataaataattaactcaactttcatcc(A)10175 134146438 134146612 CCAAATTCCAATCACTCTTGG TGTGATGGTATATTTAGGTTTAGGGA 255

Ai01B29179 Araip.B01 29179 p2 (AT)7 14 134152521 134152534 CGGTTTAACATATTAATCACGAGACA ATGCCTTCAATCTTGTCGGT 220

Ai01B29181 Araip.B01 29181 c (T)10aag(T)10 23 134167389 134167411 AGCGGCTGATTTAATGGCTA TCAGATGACATGGCCTACCA 272

Ai01B29185 Araip.B01 29185 p2 (CT)7 14 134172014 134172027 CGATTTGTGTTTTCCCAACC GAGAGAAAATAGTGGTTGGAGTTGA 130

Ai01B29189 Araip.B01 29189 p2 (CT)11 22 134189958 134189979 TCACAACCACACACCTTCGT TATCCCTATGACGGCACACA 277

Ai01B29193 Araip.B01 29193 p2 (TC)9 18 134200533 134200550 TGCTTGTCCTCTTAAATTGGG TTGTGATGCCACGACTCATT 265

Ai01B29195 Araip.B01 29195 c (CG)6gatcgtccctgctgcatccacgcgtgagcgcgctgt(GC)660 134208394 134208453 ATTGCACTTCCGCAACTTCT GGAGAAAAACAGGGTGCAAA 187

Ai01B29196 Araip.B01 29196 c (A)14tttttaataataaaaaaatataat(AATA)5aaatactaaaaaaattaaaaatattttgaaaaacattcgaaataagccatccgcgcgcgcgcaccatc(CG)6138 134208579 134208716 TCCTTCCTCCTTTCTCCTTCTT GTGAAGGAAGGAAATCCGC 278

Ai01B29198 Araip.B01 29198 p2 (AT)10 20 134218493 134218512 TTTCTAAAAATTTGATCAGAGTCTCG CGTTTCAACTTTACGTTTCAATTC 249

Ai01B29199 Araip.B01 29199 c (T)11ccctttttttttaatggtaagggtcaggagaacccatcccaaatacagacagaataggggaggggtgtttttgttttcaaagttc(T)11107 134218866 134218972 TTTTTGGTCAATCATGCAGAA ACGTTGCTGTAGCCCAATTC 258

Ai01B29203 Araip.B01 29203 p4 (AAAG)5 20 134229974 134229993 GCAGTGAAAAATTTAAGCGGA CAACTCTTGATTGGTGGCCT 164

Ai01B29204 Araip.B01 29204 p3 (CAT)5 15 134235701 134235715 ATCTTCCCCGTCTTCTCCAT TTGTTGTACAGGGCAAACCA 261

Ai01B29205 Araip.B01 29205 p3 (CAT)5 15 134239581 134239595 TTCGCCTGAGTAGTCCTCGT GGATCTCTGGTGGCTGACAT 278

Ai01B29206 Araip.B01 29206 p2 (CA)6 12 134240525 134240536 AACCAAACAAGGCAACATCC TGATTTCCTAAAGCGTTGCC 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29215 Araip.B01 29215 p2 (CT)9 18 134259647 134259664 TTCCCTTTTGATCCTTCACG CTCTTTGGTTCTCCGACAGC 144

Ai01B29217 Araip.B01 29217 p4 (TTTG)5 20 134260132 134260151 CACATGTGGATGGTGCTTTC TGACGTGAACTGCACACAGA 275

Ai01B29218 Araip.B01 29218 p2 (AT)7 14 134267481 134267494 ACGGAATTACACGCTTCCAC TCGACGTTGAAGGATCACTG 227

Ai01B29221 Araip.B01 29221 c (T)11cttttccttttttattccctattactactacttctattttaa(AAT)568 134270437 134270504 CCACACAAAGCTGTGGAGAA TGAATCGGACATCCTAAACTTC 216

Ai01B29223 Araip.B01 29223 p3 (TGA)6 18 134273282 134273299 AGGAGGAGCAGAGTCCAACA TCAGCATCAGCATCACACAA 270

Ai01B29226 Araip.B01 29226 c (A)11tactaaatttggtcttgatc(T)10gattgattagtctccgtgt(A)1070 134287428 134287497 TTCAAAGTTGTTTTGTTGCGA AGGGACAACGAGGTTCCTG 245

Ai01B29229 Araip.B01 29229 p2 (AT)8 16 134298538 134298553 GGCATTTAGCTGATTTTTGGC TTGGCCATTTTCATCACAGA 199

Ai01B29234 Araip.B01 29234 p4 (AATT)6 24 134306740 134306763 GAGGTGTCAGGCCAATTGAT TTCGTCTGTGCCTCATCATC 262

Ai01B29240 Araip.B01 29240 p3 (TAA)7 21 134321917 134321937 TCGGCACATGTTACCTCTCA AAGGCAAATTCAATGATTCCA 177

Ai01B29242 Araip.B01 29242 p2 (TA)7 14 134322437 134322450 AAGGCAACCCTATCATCAAGT GTGAACAGCTTGGTCGGAAT 183

Ai01B29243 Araip.B01 29243 p2 (AT)7 14 134323369 134323382 CTTAACCTTGGCGTGAGAGC TAAAACTGTGCAGCAGCCTC 186

Ai01B29248 Araip.B01 29248 p2 (AT)7 14 134338043 134338056 TTGGATTGATTTGGAGGGAA TCAAATGGATTAGGGGAGGA 193

Ai01B29252 Araip.B01 29252 p3 (ATT)6 18 134347181 134347198 CGACCTAGACGCCATAGACC GACAGGACATCAGAGGGGAA 190

Ai01B29255 Araip.B01 29255 p2 (TA)7 14 134352282 134352295 CACGACCTGCGAAGTAAAGG CGCACTGAGCATTCTGGATA 233

Ai01B29256 Araip.B01 29256 p2 (AT)11 22 134368765 134368786 GTTCCTGGGTGTATTTTGGG GCGTGCGAAGAAACCTAAAG 279

Ai01B29257 Araip.B01 29257 p2 (AC)17 34 134373798 134373831 ACCTTTCAAGGGTCCCAACT AGGATTGGTTGAGTTGTGTGTG 178

Ai01B29259 Araip.B01 29259 c (TC)8acgcttga(TC)2064 134383429 134383492 AATTTCACCACGCCAATCTC CCCCTGCAACCAATAGAAGA 190

Ai01B29260 Araip.B01 29260 p2 (CA)15 30 134384446 134384475 ATTTTCAGCTCCCCCTCAAC GGACACAACCACCTCTCGAT 279

Ai01B29261 Araip.B01 29261 p2 (TC)6 12 134391301 134391312 GGTTGTGTTTAGAAGGGAGACTG CATCACCAATTTATCACCAACG 256

Ai01B29271 Araip.B01 29271 p3 (TTG)6 18 134424189 134424206 TACCGGAACTGTTTCCATCC TCAGGTGTCCACATACGGAA 197

Ai01B29274 Araip.B01 29274 p3 (AAG)6 18 134430290 134430307 CTTCCACACATGCTCTCCAA TTGCAATCATGCAAATCACA 257

Ai01B29275 Araip.B01 29275 c (TC)8actata(T)11 33 134431008 134431040 AATTTGGGCCACACTTTTGA AGGCATGGAACAAAATTGGA 276

Ai01B29276 Araip.B01 29276 p4 (ATGA)7 28 134431721 134431748 TTGTTGTTGATTGTTGTTGTCTG AGCAACAATTAGCCGTAACAAT 181

Ai01B29280 Araip.B01 29280 c (A)14ctattttaaaatttttgtttggctgttttt(A)1054 134440453 134440506 ATCCGATCCGCACTACACTC TGTGTTATTATTCTGTGTTGTTATTCA 258

Ai01B29286 Araip.B01 29286 c (TTA)22tc(ATT)7 89 134458787 134458875 TCATAACATCCCATGCCAAA TCATGAATAATACCATATTCCGCTT 268

Ai01B29291 Araip.B01 29291 p3 (ATA)6 18 134478019 134478036 GATGGATGCAAGGGAAGAAA TGACGGCAACAGTTTGAATC 228

Ai01B29292 Araip.B01 29292 p2 (AT)10 20 134478265 134478284 TGGTGATACAATGGAACGCT AGATCCGAAAGGTCCTTGGT 213

Ai01B29294 Araip.B01 29294 c (T)10ctcttacatacaactcatacgcacttacatagtgtacttgagatagtctttgaaagagagaaaaagagtgaaagacgg(A)1199 134483368 134483466 GCAGAAAGAATAGAATTTATGAGAAAA AACCCGCAACCTCTTAATTG 276

Ai01B29298 Araip.B01 29298 c (A)10caaagattttggaatggatagagaacaaagtggatggaaaaattaaagggtgaaaaaaaggtctccttaatcaaatagggg(A)10101 134490497 134490597 TACAGAGGCCTTTTGGCTCA CAAAATCTAACCACTTCCGCA 279

Ai01B29300 Araip.B01 29300 c (T)10gttttttttcttc(T)12atttttttcactttatgcttcttc(T)1372 134496786 134496857 CGTCCTCGAATCTTGTAGGC TGTTCTTGTTTTCGTTTGCG 175

Ai01B29301 Araip.B01 29301 p2 (TA)7 14 134497764 134497777 GGTTTTTCCGTGGCTAATCA GCAGGTATTCCAATGAAGACG 258

Ai01B29304 Araip.B01 29304 p3 (CTT)6 18 134515537 134515554 ACGAAACAAACGGATAACGC GGGTCTTCGTTGTTGAGGAA 198

Ai01B29305 Araip.B01 29305 p4 (TAAA)7 28 134523775 134523802 CCTATTTATTGGGCCAGGGT GCACCGCATGAATGAGATAA 204

Ai01B29306 Araip.B01 29306 p2 (CT)7 14 134524342 134524355 TGTTTACGCTTGTCACGCTC TGAATGGAACGAAGAAAGGG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29309 Araip.B01 29309 p2 (AT)7 14 134533258 134533271 CCATATCAGTAGCCCTCGGA GCAGGTGAGAGCAGTAACCA 159

Ai01B29312 Araip.B01 29312 c (AAT)10agattgtgatatatcgttcgttaaacccaagaattcatgaaaggtagtaggtgtaaccgtctaagtttggtagaagcaaaatagtaatt(A)13132 134536291 134536422 TATCAAAATCCCCATCACCG GTTTCTTGCCTGAGAATCGC 277

Ai01B29313 Araip.B01 29313 p3 (GGT)6 18 134536657 134536674 GCGATTCTCAGGCAAGAAAC ATCATCATCGACAGCAGCAG 205

Ai01B29318 Araip.B01 29318 p2 (AG)8 16 134543927 134543942 GCAACAAATCCGTGACCTTT TTGTGATCTGCTTGGCTTTG 228

Ai01B29321 Araip.B01 29321 p3 (CCA)7 21 134545811 134545831 TTAACGCCAGAATCGAAACC TTGGTGGTACTGTTGGTGGA 172

Ai01B29323 Araip.B01 29323 p2 (TC)6 12 134557116 134557127 CATGTTGGGTTTTGCATGAG GCCTCCAAAGTTGATTCCAA 108

Ai01B29324 Araip.B01 29324 p4 (TTTC)5 20 134568957 134568976 TTGGTTGTGCTTTTGATGGA GTAAACACCGATCTCAGGGC 175

Ai01B29325 Araip.B01 29325 p2 (TA)6 12 134574629 134574640 GTGTCCAAAAAGGGGAATGA GCTTAATGGGAAAGAGAAATGC 258

Ai01B29328 Araip.B01 29328 p2 (TA)12 24 134578642 134578665 CCTGGCCTCCTTGTATTTCA GACCCACAATACACGGTTCC 151

Ai01B29330 Araip.B01 29330 p2 (AT)6 12 134580553 134580564 TGGGCATGTTAGGACCAAAG GACTCCAAAATCATGGGTGC 114

Ai01B29333 Araip.B01 29333 p3 (AAG)6 18 134582164 134582181 CAAATGGGAAAATTTGGGTG ACCACCATTTCTGCTTCCAC 210

Ai01B29334 Araip.B01 29334 p4 (TTAT)5 20 134582416 134582435 ATTGGAGTTCCCCACCTTCT ACCATTTCTACCTGCAACCG 229

Ai01B29337 Araip.B01 29337 p3 (AAT)6 18 134601967 134601984 CCTACCCTGTTCTTGACCCA TTTTTGGACTGGGAATTGTTT 280

Ai01B29338 Araip.B01 29338 p3 (TTA)6 18 134602223 134602240 CCCAAATCCTACACAAACAAAA TGTATGGAGCGAATCCAGTG 193

Ai01B29339 Araip.B01 29339 p3 (ATT)6 18 134604240 134604257 TGCTTAAATGCCATTCGTCA TGGTACTTTGGGTTAGTCAATGC 266

Ai01B29342 Araip.B01 29342 p3 (TGA)5 15 134611795 134611809 ATGATGCAATTGCTGCTGAA GGCCCCTGACAAATTGAATA 227

Ai01B29343 Araip.B01 29343 p2 (AT)8 16 134615351 134615366 CAACTCGCGAACTCGATCAT TCGATTCGGGTAATTGGGTA 261

Ai01B29345 Araip.B01 29345 p3 (ATA)10 30 134619505 134619534 TCATAACCAAAATAACCTTTTCACA CCAAAGTGGCAAGAAAAATGA 251

Ai01B29347 Araip.B01 29347 p3 (TAT)18 54 134624655 134624708 AGCATGCATGTCTCGTCTTTT TTTGCATGTTTGTTGATTGGA 246

Ai01B29350 Araip.B01 29350 c (TTC)15gtttctgcacgttcttcttcctcttcttcttcgtttctgcacgttcttcttcc(TCT)5113 134632644 134632756 TTCTTCTTTTTCCGTGCCTC CAATGGAAATCGAAAATAACGA 236

Ai01B29352 Araip.B01 29352 p3 (GAA)5 15 134633273 134633287 AAAGGCAAAGAGAGAACGCA TCCTCCTTCTCCTCCTCCTC 159

Ai01B29353 Araip.B01 29353 c (T)10atcaaaaatacatataatgtttatgttccctcacaaatctgtcatcccattacgcatggcttcagacattttata(T)1196 134637726 134637821 GAATTGCTAACTGCCCTTGC TTCATGTCAGATTTCACGCC 253

Ai01B29354 Araip.B01 29354 p2 (TA)6 12 134639094 134639105 TGAGATTGGATAAGCTCGGC CGAGCTCACAAGTTGGTTCA 254

Ai01B29356 Araip.B01 29356 p2 (TC)8 16 134640148 134640163 GAAGACCCAACACCGAAGAC ATGCAGAGAGAAGCGAGAGG 167

Ai01B29357 Araip.B01 29357 p2 (TC)17 34 134640271 134640304 CCTCTCGCTTCTCTCTGCAT GCATTGCGTGACGAATAGAA 254

Ai01B29363 Araip.B01 29363 p2 (AG)10 20 134656734 134656753 CCCTCCTTCACAGATCCAAA CTTCGTCCCAACCTGACATT 118

Ai01B29374 Araip.B01 29374 p3 (AAT)6 18 134676930 134676947 TACTTGCTCAGGAGCACCCT TGGAATGTTGAGTGATCCCA 243

Ai01B29376 Araip.B01 29376 c (T)10aatatctaaaattagttttattttttggtatttaaatgtgtaagtgttgttaatatttatggatataaatgataatttatttattc(TAA)6114 134683838 134683951 GAAATTCACGCGGAGTAGGT CGCATGATCAACACAGGTTC 279

Ai01B29384 Araip.B01 29384 p4 (ATTT)6 24 134701556 134701579 TCGTGATGTGCAAGTGTTTTC CATCATCCAGATCATCTTCCAA 251

Ai01B29387 Araip.B01 29387 p3 (TTA)6 18 134707903 134707920 CACCGCAGCATTTTGACTTA ATGAAGAACTCGCATGGTCC 266

Ai01B29395 Araip.B01 29395 c (A)10gaga(AAAT)846 134719244 134719289 AACGTTTGGTTTGGGAACTG TACTTTGGGGCATTTTGTCC 216

Ai01B29402 Araip.B01 29402 p2 (TA)7 14 134757516 134757529 CCAACATTTTGGCCTATCTACA AGTCGGCAATTTGTCTTGGT 272

Ai01B29405 Araip.B01 29405 p2 (GA)8 16 134762584 134762599 GAGACAGTTGATGCTCCACC TCAAAAACAGTAAAATCACGGAAA 112

Ai01B29407 Araip.B01 29407 p3 (CGC)5 15 134772300 134772314 TAGTGATTCCGAAGGGATGC CTGGCAAGGACGGTAGGTTA 137
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Ai01B29408 Araip.B01 29408 p2 (GA)6 12 134781204 134781215 ACAAGGGTGAGGAGAGCAGA CGAAAATATCTCCCTCTTTTTCAA 197

Ai01B29409 Araip.B01 29409 p2 (AG)6 12 134781335 134781346 ACAAGGGTGAGGAGAGCAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 257

Ai01B29412 Araip.B01 29412 p2 (AT)7 14 134797701 134797714 GGCATAGATTCAACCCCCTT TTGGTGGTGACAGAGCAGAG 274

Ai01B29413 Araip.B01 29413 p2 (AT)8 16 134802029 134802044 CAGCGATTTGAGGCACATAC GGGAAACGCGCTATCTCATA 259

Ai01B29415 Araip.B01 29415 p3 (CAA)5 15 134809937 134809951 ATAACCCTAATGCGCGACAC GGTTGGATGGACGAGAGAGA 192

Ai01B29417 Araip.B01 29417 p3 (ATT)6 18 134817195 134817212 AAGCGAAGAGAGAACTTTACCG GCATGCACCAACAAGGAATA 228

Ai01B29420 Araip.B01 29420 p2 (AG)8 16 134825280 134825295 GCCTCTTTGAGATCGGAGAC TTTTTACCTACCGCACTCCG 273

Ai01B29425 Araip.B01 29425 p2 (GA)6 12 134830769 134830780 GAGAGCCAGAAAGCGAAAGA TCGTTGATGCTCTCCAAGAA 220

Ai01B29427 Araip.B01 29427 p2 (AT)7 14 134836696 134836709 CCCTACCCGCATAAACAAAA CCTACCCTACCCGCACTCTT 277

Ai01B29428 Araip.B01 29428 p3 (TAA)10 30 134849590 134849619 CAAAAATGAGGCTTCATGACAA GCAAAACTTCTAACACTACTGCGA 266

Ai01B29430 Araip.B01 29430 p2 (AT)22 44 134850467 134850510 CCAGACAAATTACTTTAGCCGAA TTGACCGGACAAATCAGTTT 268

Ai01B29431 Araip.B01 29431 p2 (TA)11 22 134852155 134852176 ATGGCAATGTAAGAGCCACC TGGTTTGGTGATTGAGGAAA 149

Ai01B29434 Araip.B01 29434 p2 (AT)6 12 134857115 134857126 CGTAACACCCCTGCCTAAAA GCGTCAACTCTCCTGCTAAAA 280

Ai01B29435 Araip.B01 29435 p3 (CCT)5 15 134858009 134858023 GCTAATTCCTCCTCCAAGGC CGTACAGAGCTTGAACGGAA 279

Ai01B29436 Araip.B01 29436 c (TTA)5acaaaatttgcaaaacagggaaacgaacacaaacagcaa(T)1165 134858627 134858691 ATCGCTAATACGTCAACCGC CTGCAAGGCCTTCATTCTCT 207

Ai01B29439 Araip.B01 29439 c (T)10a(T)10 21 134864206 134864226 TCACCCTATAGATTGGAAACCA CATCTTCTGTCAAGCCGTCA 260

Ai01B29441 Araip.B01 29441 c (T)14gggcttccgcccgattaccaac(A)1147 134866139 134866185 CCTCAAAACAAACGCTACCTT CCCCTCTTCTCTCCCCATAG 210

Ai01B29442 Araip.B01 29442 p3 (AAG)5 15 134868324 134868338 AGGAACCGAAACAGAGAGCA CCGTGAGTTCTCTCTCCCAG 100

Ai01B29443 Araip.B01 29443 p3 (AGA)8 24 134868533 134868556 ATTGATCCCTTGATGGCTTG GCTTTTGCAGACGGAAACTC 254

Ai01B29446 Araip.B01 29446 p2 (TC)6 12 134876330 134876341 TCCGTTAACCCAACCCACTA AATTTGAATGCTTCATGGGC 165

Ai01B29449 Araip.B01 29449 c* (AG)10(G)19*(AG)854 134883010 134883063 GAGAACACACATGCTTGGGA CCTTCCCCTTCTCTCTCTCTTT 102

Ai01B29452 Araip.B01 29452 p2 (AT)6 12 134898171 134898182 ACCCTTAAAATTTGGTGATTTTT TGTCTTAGAGATTGAATTTTGATGTG 199

Ai01B29453 Araip.B01 29453 p2 (TA)6 12 134898489 134898500 AAAATTCGGGTGCATTTTTG TCCCGATTCAACTAGCCAAC 185

Ai01B29457 Araip.B01 29457 p2 (CT)6 12 134919521 134919532 CAAAATTAGACTGGCTCTAAACAACA TTGGTTCGGTTTTTCGGTAG 254

Ai01B29461 Araip.B01 29461 c (TA)7gtgacagtgtcacaagctgatgctcagtgcatgtcgcaataccattagattttatctttttaataagtatagcga(AAAT)5109 134925478 134925586 GGATCCTCATTCACGGCTAA CAGCTAGTCTTTTTAATTCTTCATCTG 227

Ai01B29468 Araip.B01 29468 p2 (GA)17 34 134936414 134936447 AAGAGTGCAGAGGCGTGAAT AATCCTAGGTGGCACTCCCT 208

Ai01B29472 Araip.B01 29472 c (AG)6aaagaaagaagctttcagctgaagaaatggcggttggtggggtgcaacaacattgggatccctttctaaagttagctc(AG)10t(A)12123 134942079 134942201 GGACATAGGGTGTGCTGGTT CACAATCCCCCAATTCTCTC 188

Ai01B29476 Araip.B01 29476 p3 (GGA)8 24 134950658 134950681 ATTGGAGGGAAATGATGCAG CGCCACGTCCTTCAAATAAC 278

Ai01B29477 Araip.B01 29477 p2 (AG)12 24 134953649 134953672 AGCGGTTTCGTGAATGAGAG CGGTCACTGTGAGTCGGTTA 271

Ai01B29483 Araip.B01 29483 p2 (AG)7 14 134966781 134966794 ATTGGTGTTCGCTCTTGCTT TTTCTCGCTTGTGATCCCTT 274

Ai01B29484 Araip.B01 29484 p2 (AT)6 12 134967087 134967098 ATGGAAAAACAGGACACGGA TATGCCCCGACCAATAGAAG 233

Ai01B29488 Araip.B01 29488 p2 (TA)6 12 134977371 134977382 TGCAAGTTGCCTTCAAACAC GCCGTTAAGGGTATATTTGATACA 270

Ai01B29491 Araip.B01 29491 c (A)11gagtaaattgataaataaatttttgaagatttatattttggatagattagtcttt(A)1076 134986752 134986827 AAGAAGATGCAAGGGTGGAA GGAGCTAATTTGAAGGTAGTGTGTC 166

Ai01B29494 Araip.B01 29494 p2 (TA)7 14 134997865 134997878 GGATAGTGGGCCAAAAAGGT TTTCTTCCCTAATCCCCACC 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29501 Araip.B01 29501 p2 (TC)14 28 135023707 135023734 AGGAGCGTAACGGAGAGTGA AGAGAGAGCGAACAAGCGAG 244

Ai01B29504 Araip.B01 29504 p2 (TA)6 12 135031159 135031170 CATTCTGAGCAAAAGGCACA GAGGTAGCAGCAGTTCCTGG 268

Ai01B29507 Araip.B01 29507 p2 (AC)6 12 135033975 135033986 CTCATTGGTCCATACATGCG TGACAAGGTCAATTCTCAGCA 277

Ai01B29511 Araip.B01 29511 p2 (AG)8 16 135052026 135052041 CAACCTGTCCTTTTGTGGGT AAGTCCCTCCTCTTCTCCCA 234

Ai01B29513 Araip.B01 29513 p3 (AAC)5 15 135061026 135061040 GTCGTTGCGTTCAATTGCTA TCAGGACATGATAGGGCACA 229

Ai01B29518 Araip.B01 29518 p3 (ACA)6 18 135069740 135069757 CACAAGGGCTTCTTCCATTG CGACCTAGTGGGATAAGGCA 107

Ai01B29519 Araip.B01 29519 p3 (ACC)5 15 135071309 135071323 CATCTCCATCACCACCACTG CTACGACGAGAAGAGGACGG 227

Ai01B29523 Araip.B01 29523 p2 (TG)6 12 135077255 135077266 CAGGGCAAATTGTGTTCCTT GCAACACCAAATTTCATCCA 114

Ai01B29525 Araip.B01 29525 p2 (TA)6 12 135080175 135080186 AGCTAAAAACAAACCGGCCT CAAACAATTGAAGCAGCCAA 102

Ai01B29532 Araip.B01 29532 c (TG)9c(GA)13 45 135099034 135099078 CAGTTCGAACAGGTTGCTGA TGGTTATTGTGAGGGTGAGTTG 193

Ai01B29533 Araip.B01 29533 c (A)10(T)10ctc(T)1235 135101646 135101680 TTATTGGGTGCTGGACAGTG CCGGAATGTAACTTCGAGGA 213

Ai01B29534 Araip.B01 29534 p2 (CT)7 14 135102691 135102704 ATCCTTCAAGCCCCATCTCT TGGACAACTTCAATGACGGA 202

Ai01B29536 Araip.B01 29536 p2 (CT)24 48 135104391 135104438 GTGGGAGCACCTCTGTCATT GCGCAGAAAACCTCTATTGC 169

Ai01B29538 Araip.B01 29538 p2 (AG)7 14 135105991 135106004 GTCCCCATTAAGCAGATGGA AAGGTGCCTCTTGATGTTGG 164

Ai01B29541 Araip.B01 29541 p2 (AT)6 12 135108305 135108316 GGTTTTTGTTGGAGGGAACA GGAATTTGAAGGAGGGGGTA 178

Ai01B29542 Araip.B01 29542 c (T)10c(T)13 24 135108509 135108532 TACCCCCTCCTTCAAATTCC AGCTTAAGGACCACCCCAAC 227

Ai01B29543 Araip.B01 29543 p2 (AT)6 12 135109852 135109863 CAGGTGGCATTAAGGGTTTG GATTCCAAATCCAGTCTTGGTC 276

Ai01B29544 Araip.B01 29544 p6 (GCGGTG)6 36 135112236 135112271 ATTTTGGTGGGGCAAATGTA GGGAATTCTTCCAATGCAGA 164

Ai01B29545 Araip.B01 29545 p3 (TGA)5 15 135114267 135114281 TTCCCTATGCCATTCTTCCA TGCTCCAACATGATCCTTCA 146

Ai01B29550 Araip.B01 29550 p3 (TGA)6 18 135122456 135122473 TTCCCTATGCCATTCTTCCA TGCTCCAACATGATCCTTCA 149

Ai01B29553 Araip.B01 29553 c (T)10cacgtgatc(T)1332 135133190 135133221 TTTTGCCAAGAAGCTCCAAT TGGGATTTGCAGCTTTAACC 158

Ai01B29558 Araip.B01 29558 c (A)12cccgacagctgttaattattaattaagtcaaaaggtataagtaaattaataacagatcatagaccaacacaccaggaaatttatccacagagagagtg(A)11121 135142683 135142803 ATGCAATGACAAAAGGCAGG CACTGATCACTGGTGGTTGG 201

Ai01B29560 Araip.B01 29560 p2 (AG)7 14 135144222 135144235 CGAATCTGAGGGCTCAAAAG CGCACGCTCACTCGTAATAA 244

Ai01B29562 Araip.B01 29562 p3 (CCT)5 15 135146900 135146914 CTTTCAGAGATGGCAAAGGC AATCACAATGGGCTGAGAGG 156

Ai01B29564 Araip.B01 29564 c (A)10tcattatttaattaatataaatattaaattatttttaataaataaattttatta(AT)1186 135159043 135159128 TTGCGAGTTCGAATCTCTTATC TTGATGGGGTTCTCGTTGAC 280

Ai01B29566 Araip.B01 29566 p3 (GGT)7 21 135161431 135161451 TTGAGTGGTTGGAAGGGAAC TCTTCAATCTTGGGTCCAGC 205

Ai01B29568 Araip.B01 29568 p2 (AG)10 20 135171771 135171790 ACGAAGCCCAGTTTGAGAGA GCTCCTCTTCGTTCACTGCT 198

Ai01B29570 Araip.B01 29570 p2 (TG)8 16 135176470 135176485 ACCCTGCAACCAATTAGCAC CAACAAGCTCATTGCGGTTA 228

Ai01B29572 Araip.B01 29572 p2 (AG)6 12 135183551 135183562 TCCCAAAACTCAGTGCTCCT TCTGTTTCAACCGCACTCAC 256

Ai01B29578 Araip.B01 29578 p2 (TC)7 14 135193669 135193682 CATGGCTTTCAATTCGGACT AAAAAGAATTAACCTGAATTTGATCT 265

Ai01B29580 Araip.B01 29580 p3 (TTC)5 15 135194699 135194713 GGTCATCTTCTCTGGCGTTC CATGCAGCAATCATTCCCTA 274

Ai01B29581 Araip.B01 29581 p3 (TTC)5 15 135194815 135194829 TTCGCCGTTCTCTTCTGTTT TTGTTCGGTTCGATAGCCTC 269

Ai01B29583 Araip.B01 29583 p2 (AT)6 12 135196230 135196241 AAAATGCAAATAAAACACATCCC CATGCCAATCATCGTTTTGA 218

Ai01B29587 Araip.B01 29587 p3 (TGT)9 27 135203246 135203272 CACCGTAACTGCCATGGTTA TGGTGTAGTAACCGCCATCA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29592 Araip.B01 29592 p3 (TCT)5 15 135213439 135213453 TCACGTCATCTAGCTACCCTCA CATGGAGGAAGAGTTTCCCA 241

Ai01B29594 Araip.B01 29594 p3 (AAT)5 15 135216036 135216050 TAGCACAACACCACACAGCA AGGCGCTTAACTTCTGGCTT 139

Ai01B29597 Araip.B01 29597 p2 (CT)11 22 135229674 135229695 CCCTCCATATTTGCGTCCTA TTCTGAAGCTGAGGACTGGG 231

Ai01B29599 Araip.B01 29599 p3 (ATT)6 18 135237967 135237984 CGAATGGAAGGAGCAGTTTG TGCATGTGTCCAAAACGAGT 187

Ai01B29601 Araip.B01 29601 p3 (ACA)5 15 135242957 135242971 AAAAGCCAAAACAAACAAACTCTC CGTCATTTGATCCATGTAGTCG 213

Ai01B29608 Araip.B01 29608 c (T)11accaaagatatgagactcgaactcgcaacctcttaattgagtatggagagactatgccatttgaactattactc(A)1196 135249101 135249196 TTTTTCAGTTATTTTTAACACGCTATC CAAAATAGTTGATCTGATTTGGC 237

Ai01B29610 Araip.B01 29610 p2 (GA)15 30 135252193 135252222 GCGCATTCAGAGTCAGGTCT TTCCGTGGGAAGTAACCTTG 133

Ai01B29613 Araip.B01 29613 p2 (AG)6 12 135269360 135269371 CTAATACCATCCAAGCCCGA TCAAGATCCTCCCAAACTGC 229

Ai01B29614 Araip.B01 29614 p2 (AG)7 14 135277725 135277738 GGGCCATGCACACTAATACC CCACTTTCTCGGGTTTTCTG 242

Ai01B29619 Araip.B01 29619 p4 (AAAT)5 20 135286134 135286153 TCCAGGTGCATTGATATGTTATG CAAATCTCATTCCTAACTTTGAAAAA 278

Ai01B29622 Araip.B01 29622 c (A)12tcctgtgttcgtgcctcggtaccatgtatatatttatataacgcacacatgc(AT)1186 135296466 135296551 TGTATGCACAGTAACACACCCA CAAGTGGTATCAGAGCCATCC 230

Ai01B29627 Araip.B01 29627 p2 (AT)9 18 135311244 135311261 CAGAGTTGCTGATGCTCCTG AGTATTGCACACCACATGGC 275

Ai01B29628 Araip.B01 29628 p2 (TA)7 14 135320448 135320461 TGCCCAACCAATACGTACAA ACCGTCGGATCACTAAGGC 226

Ai01B29631 Araip.B01 29631 p3 (ATT)5 15 135328298 135328312 ATAACGGAAGATGGGAGGCT TGAAAACTCAGGTGCAGTCG 183

Ai01B29632 Araip.B01 29632 p3 (ATA)5 15 135329145 135329159 CCTCTTCAACCACGAACCAT GAAGCTCTAGGGCTGACGTG 125

Ai01B29633 Araip.B01 29633 p3 (ATT)9 27 135329506 135329532 TGCGATGACTTCGAGAATTG TTGATTTCCCAATACATATTTCACA 271

Ai01B29634 Araip.B01 29634 p2 (TA)10 20 135335240 135335259 CAAAAACGGCTCCCATAGAA TCATTTAGACATTTCACATAAGAGTGA 155

Ai01B29635 Araip.B01 29635 p3 (ATA)5 15 135335454 135335468 TTCACTCTTATGTGAAATGTCTAAATG AGTCTATTTATCCAAAAGAGCTATCAA 265

Ai01B29638 Araip.B01 29638 p2 (GA)7 14 135342959 135342972 CGACCCTAGACCCAGTGAAA TGAAAATCGTGTGGGACCTT 172

Ai01B29639 Araip.B01 29639 p3 (TCT)6 18 135344219 135344236 CAATTAATTTACAACTTTTTCCATCA AAAAGACGCGTTTGCATTTT 108

Ai01B29643 Araip.B01 29643 p2 (AT)6 12 135355806 135355817 CCAACCGAAACCTACTCCAA CATGGTGCATAGGATTTCCA 263

Ai01B29645 Araip.B01 29645 c (A)15gtgtggtttgtannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngttcgtgttgtttttag(T)1398 135358680 135358777 GAGGTTGTGGGTTCGAGTCT TCGAAATTTGAATTGCACCA 228

Ai01B29649 Araip.B01 29649 c (A)13ggttagcaaaaaaaat(A)11tggttaacgttgcacctcgtgaggaaagagacaagacgagctttttcgtcaa(TC)7106 135364966 135365071 TGGAGATAACAACCCAATGGA TGCCTATACACATCAACAACCA 272

Ai01B29650 Araip.B01 29650 p3 (CAA)7 21 135367858 135367878 AAACAGAAGCAGGCAGAAGC CTACCACCGCTGCAATCTTT 187

Ai01B29653 Araip.B01 29653 p3 (ATA)5 15 135380172 135380186 TCAAACTGCTCCCTCCAATC GCCAGAATCAAAACGTCCAT 188

Ai01B29654 Araip.B01 29654 p3 (TCT)9 27 135380824 135380850 CTGGGCCATGATTACTTGCT AAATCCCTGAGACGACAACG 101

Ai01B29665 Araip.B01 29665 p2 (TC)9 18 135400086 135400103 CGTTCTCTTCCTTGCGTTTC GAAGCCGAGGGGTCTTAACT 277

Ai01B29667 Araip.B01 29667 p3 (TCT)5 15 135402426 135402440 CGAAGAAAAACAAAGCAGGG TACATGACGCGAAATGAAGC 221

Ai01B29672 Araip.B01 29672 p2 (GA)6 12 135412394 135412405 AAAAATTTGCTTCAGCACCG TCCACCCCCAGAACACTTTA 218

Ai01B29676 Araip.B01 29676 c (A)13ctaaaaacggagggtccgttttgttttaaaggaaaaatt(A)11caaaaatggttaacggagggtccgttttcagtttttttaaaaaaaagaaacaaaaagtgtaaatggagggtccgatttcatgttaaat(A)10161 135421413 135421573 TCGGACGATCCGATTAAAAG TTCGTTGATCACAAATCGGA 272

Ai01B29681 Araip.B01 29681 p4 (TCTT)5 20 135425729 135425748 GTAGACCTGGCGGTTCATGT CATCCATCACCATTCACCAA 205

Ai01B29683 Araip.B01 29683 p2 (TA)7 14 135434990 135435003 CACAAGCAAGAGCTATGCCA GCGGATGGAGGAGATAGTCA 234

Ai01B29689 Araip.B01 29689 p3 (ATA)6 18 135445711 135445728 TCCAATGATTTTATTAATGGCAA AGTAACCGAGGCCAACTTCA 113

Ai01B29690 Araip.B01 29690 p2 (TA)7 14 135447174 135447187 CTGAGCAAATATCTCCATTGAA TGTTGATAGAATCGTAGGCCA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29698 Araip.B01 29698 p2 (AT)6 12 135482068 135482079 CCGGATCCGTAACAATAAGG GCAAGTGGTTACAAAATTTACGG 174

Ai01B29703 Araip.B01 29703 p2 (TA)6 12 135487822 135487833 TGACTCGCCATTAGAAGATCA CGAAAACCAAATAAACTATATGAATCC 245

Ai01B29705 Araip.B01 29705 p2 (AT)6 12 135489651 135489662 CCCCTATGCTACGGATTGAA GAAGCATGGGTGTGGTTTCT 206

Ai01B29706 Araip.B01 29706 p2 (TA)7 14 135491693 135491706 TGCTCCTTTATCAAGCTGGC ATACACAACCTTCCCCACCA 182

Ai01B29707 Araip.B01 29707 p3 (ATT)5 15 135495248 135495262 CGGTGATCTTGCAGCTATGA GTGCACTACTCCCCTTTCCA 176

Ai01B29710 Araip.B01 29710 p4 (TTTC)9 36 135503192 135503227 CCATATCATCAGCACTGTCATT TAGTTTTGTTGCCACCACCA 273

Ai01B29714 Araip.B01 29714 p2 (AG)7 14 135511448 135511461 GATTTGGGCATAAACCGCTA TCTATTCGTCTGCCATGCTG 261

Ai01B29716 Araip.B01 29716 p5 (CTTTT)5 25 135521095 135521119 ATCCTGTTGGGTGTTGCTTC TGCTAAATAGGAGGAGCATGG 212

Ai01B29717 Araip.B01 29717 c (A)11catagcgggattatatacatatatagtctttcatgcatgaggtggtgaaattctccggtactaattctttgaag(A)1196 135537582 135537677 TCAAATGGCATAGTCTCCCC TGAAGTGCAGTCAAGTCGGT 238

Ai01B29721 Araip.B01 29721 p3 (TAA)6 18 135551322 135551339 TCACCTTCAATTGGACCCTC GGAGTTCCATGGTGGAAGAG 204

Ai01B29722 Araip.B01 29722 p3 (GAT)5 15 135552255 135552269 CGCCTTTGAAGAGTGTGTCA GGCCTCAGCTACTTTTGCAC 275

Ai01B29723 Araip.B01 29723 p2 (AT)6 12 135552489 135552500 TGCCACTTCCACCACTGATA CCCATTTCCAGCCCTACATA 188

Ai01B29724 Araip.B01 29724 p3 (TTA)10 30 135554293 135554322 TGCTCAAGATCTCCGCTTATC TCACCGTTAGCAATTTCGTG 280

Ai01B29726 Araip.B01 29726 p2 (CT)8 16 135556045 135556060 AACGTTCGACCCAAAACAAG TTGTGAATGCGAATGGTGAT 199

Ai01B29727 Araip.B01 29727 c (GAA)14gtgtgaattggaattggaaagggaagagag(GAA)587 135561095 135561181 TAGGGAGGTGTCGATTTTGG CGGTGGCCAAATAAAGAAAA 255

Ai01B29730 Araip.B01 29730 p3 (TAA)9 27 135564937 135564963 GTGTTTGTCCTGTCCCATCA GTCATCACGTCATCACAGCC 189

Ai01B29733 Araip.B01 29733 c (AG)9aa(T)13 33 135571676 135571708 TTTCATAAACGTCCGAAGGAA TCACGACGTGTTCAACCAAT 276

Ai01B29738 Araip.B01 29738 p3 (CCA)7 21 135579304 135579324 TCACTTTCTCTTCCACCGCT CCTTCAAGGCCTTATCGTTG 249

Ai01B29739 Araip.B01 29739 p3 (CTC)5 15 135582970 135582984 CCAATCATCATGCTCCTCCT CTCTAGAGACGCGGAAGTGG 208

Ai01B29741 Araip.B01 29741 c (A)11caaggactcctgacggtaaggcttggaggcttggttgagtggcatatcatatgccttccaaataaccacatccgaattcaaatttcacagg(A)10tgaatccatgtagtgtatatgagtgtgtgatgtatagataatgtttaaagttggaagatgttcaattcaactgat(A)13200 135590342 135590541 CACCGAAAACAACAAATAAGGA TCCTCCAGTCCCATTCATTT 278

Ai01B29742 Araip.B01 29742 p2 (AT)6 12 135591440 135591451 CTTACATTTCAAACACAATCTCTCA CACTTTGTACTGTCAGTTGCATCA 278

Ai01B29748 Araip.B01 29748 p2 (AT)6 12 135601103 135601114 AGCCCTTGAAGAAAGGATCG ATCATATCATGTTCACGCCTT 240

Ai01B29749 Araip.B01 29749 p2 (TA)8 16 135601860 135601875 TTTGAAATTGCTTCCTCGCT AAGCCATTCTCCCAAGCTATC 239

Ai01B29752 Araip.B01 29752 p4 (TAGA)6 24 135614117 135614140 TGTCTTAAAAAGAAAATTTGGATACC AAATACGGCATGCCCAAAG 109

Ai01B29753 Araip.B01 29753 p3 (TCT)8 24 135615862 135615885 TATCCGCACCACTGTCGTTA GTGGGTGTTGGAGAGGAAGA 183

Ai01B29754 Araip.B01 29754 p2 (TG)6 12 135620798 135620809 GACCCCTCTGTTCATTGCAT CCACTGGTTGTCTGGTTCTG 110

Ai01B29756 Araip.B01 29756 c (A)10ggttgcttcagacc(A)1236 135621874 135621909 TTTGGGCTTTTGTCCGATAG TAAGGGTCAGAGTGGATGGG 267

Ai01B29757 Araip.B01 29757 p2 (TA)6 12 135625399 135625410 GGAAGATTTTCAAGTGTACTGTCG CCGTCATACTGGTGTTTCAGTT 131

Ai01B29758 Araip.B01 29758 c (TA)8aatatattaataattaattttagtgtataaatagctatctt(A)1067 135625981 135626047 TTGGTGTAAGATTTCCCTTTTCA TTCTGCCTAATCATACGGTGC 214

Ai01B29761 Araip.B01 29761 c (A)12gagatacataaaaaattatatctctaacatattttcttaaataaaaaattctttttggatttgtttaaattaaatttttgtatagg(T)12110 135672694 135672803 GCGACAGACCCTTAAATGGA TTTAGAACCGGGGGTGTGTA 280

Ai01B29763 Araip.B01 29763 p3 (TAT)9 27 135685204 135685230 TGTTTCTTTGTGGGAAAGGG CAGTTTTATTGCGGTTCGGT 274

Ai01B29766 Araip.B01 29766 p2 (GA)6 12 135694405 135694416 CCCACAACGAATAATAATGCAA CCCATCACATTATGCTGCTC 278

Ai01B29767 Araip.B01 29767 p4 (ATGT)7 28 135694732 135694759 AATGAGAACACGTGCAGCAG CAACCACCACCTGAAGTCCT 187

Ai01B29771 Araip.B01 29771 p3 (ATG)6 18 135699485 135699502 CTCAATCCGGCTCTCATTTC TTGTTTAGCCAAAGGCAAGG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29772 Araip.B01 29772 p4 (CTAT)5 20 135699783 135699802 GTGGAGAGGAGAGGGGGATA ACGCATCGAAGAAGAGGAGA 241

Ai01B29773 Araip.B01 29773 p2 (TC)11 22 135701414 135701435 GCTCTTGGATTGACTGCCTT TAAAATGTGCGTGTCGGTGT 189

Ai01B29774 Araip.B01 29774 c (A)10gaattggtataaggacataaataaaaggaaaaaaagtgtaggcacccaatt(A)1071 135703935 135704005 TTTTTCTTTTTAATTGGGTCCCT TTCGCGAAATTTTCAATTAGG 221

Ai01B29776 Araip.B01 29776 p2 (AT)6 12 135704898 135704909 AAAATTTGCTGTGTTGATTAGATTTTT TTATGGACTCGCCTCTGGTC 256

Ai01B29784 Araip.B01 29784 p2 (GA)9 18 135713199 135713216 GCAAATGGGTGAGGAAGAAA CAGAGCATACAGCACTCCCA 209

Ai01B29785 Araip.B01 29785 c (T)11catacatgaaattgactatgtgttgtctctagaacgttacaaataaaatgataaatattcttttg(T)1086 135714253 135714338 TTGGGTCAAAATGGGAAAAA TTCTTTCATCTATCAACTTCACATCA 276

Ai01B29786 Araip.B01 29786 p2 (AT)15 30 135714498 135714527 TGATGTGAAGTTGATAGATGAAAGAA TTTGTCAAAATTAGGCCAGATAAA 262

Ai01B29795 Araip.B01 29795 p2 (TC)16 32 135730966 135730997 GCAAAACAGAATGCATCGAC CTTGGTTTGGTTTGGTTGCT 273

Ai01B29797 Araip.B01 29797 p2 (AT)10 20 135735170 135735189 TTCGGTTTGGGTAATAGGGT CCTAAACCAACCCGTGAACC 280

Ai01B29798 Araip.B01 29798 p3 (TTA)5 15 135736879 135736893 GCACATTTGCATATTCTCGC TCCAAATTGAATGACCCAGC 270

Ai01B29801 Araip.B01 29801 p2 (CA)6 12 135748150 135748161 TAGACAAATAGCCGTTGGGG AAAAATGGCTATGGTGGCTG 250

Ai01B29804 Araip.B01 29804 p3 (TAT)5 15 135757326 135757340 TTGGCATAGGGAGTCAGTGG CGATTCATGGAACGTCGTAA 223

Ai01B29805 Araip.B01 29805 p3 (TTC)5 15 135759143 135759157 GCGCTACTCACCATGCATTA CTTCAACGAATTTTGGGTGT 245

Ai01B29806 Araip.B01 29806 c (AAG)5agaaagatgaacgtgcagc(AAG)549 135759551 135759599 GCACGTAAATGAAAAAGGAGAAA ACTGCACGTTTTCACTGCAC 235

Ai01B29807 Araip.B01 29807 p3 (AAG)5 15 135759703 135759717 GAAAGAGAAGGCAAGAAACGAA ACTGCACGTTTTCACTGCAC 102

Ai01B29814 Araip.B01 29814 p2 (TA)6 12 135772525 135772536 CTTGTGCTCATCTTCGTCCA TGGACAAAATCCATCAACTCA 263

Ai01B29816 Araip.B01 29816 p3 (GAT)6 18 135778750 135778767 TCTCCATTGCTGTGGATTTTT GGAGCATTTCGCTAGTGCTT 115

Ai01B29819 Araip.B01 29819 p2 (AT)6 12 135785969 135785980 AGTCACCTTCCCCAAGGAAT GAGTTTAAGCCGTGCAAAGG 218

Ai01B29820 Araip.B01 29820 p3 (ATA)6 18 135787215 135787232 TCCTTTCCAGGAATGAAACA AATCGACACCAAACCTCCAA 234

Ai01B29823 Araip.B01 29823 p2 (AT)10 20 135789985 135790004 TGCAACGTAGCTTGGTTTAGC TTCCATTGACTTCTTATACTTTCCC 211

Ai01B29826 Araip.B01 29826 c (T)11ataaaaattacaaatcttaataactaatta(T)1354 135792952 135793005 CAGCCACAGGACCCATTACT CTCAATTAAGAGGTTGCGGG 156

Ai01B29834 Araip.B01 29834 p2 (TA)8 16 135809415 135809430 TTTTAGGGCTGTGACATGAGTG TGCAAGAACAGTTCCCTAAAAA 246

Ai01B29838 Araip.B01 29838 p3 (TGT)6 18 135827639 135827656 CTACCTTCGGCATGGTGATT CATTCCCAACCCAAACTACG 210

Ai01B29841 Araip.B01 29841 p2 (AG)8 16 135831986 135832001 CGTACATACATGCTGGCTCG CTGGCGTGAACCTTATCCTG 193

Ai01B29847 Araip.B01 29847 p2 (AC)7 14 135844748 135844761 TGCTCTAATCGAGAGGTGGC GCAAACACTCCGCCTCTAAG 178

Ai01B29849 Araip.B01 29849 c (AT)6tcaacaaattggttggtctgattttttttgacacattgaaaaaataatttccaataaataaattgaattgctctcccccgaaat(A)10106 135852970 135853075 ACCTGTACAAGTCAGGCGCT CGGATGGTCAAATTTGTGTG 274

Ai01B29853 Araip.B01 29853 c (A)10cagtcaaaacttactttatttaatattcgtacaataattaataaatactaaataaaataaattctgattaattttagttaa(T)11102 135857634 135857735 AAATAGGCACCACTTTTAAGCA AATGGCTCCTTAGCATTCCT 186

Ai01B29855 Araip.B01 29855 p2 (AT)10 20 135859875 135859894 TCTCTCCTTTAATTCTTCTCAAAATC GAGGTGGTTGGGTAACATTCA 123

Ai01B29859 Araip.B01 29859 p2 (AT)6 12 135874483 135874494 TTAAATGGAGTTCCATCCGC AATCGATTCGCATATCACCC 266

Ai01B29860 Araip.B01 29860 p2 (AG)20 40 135879040 135879079 CGTTGAGACAACTTCACCCA CGAATCGGAAGATGGGATTA 274

Ai01B29862 Araip.B01 29862 p2 (TA)6 12 135885480 135885491 TTGCTGCATCCCAATCATAC ATTGATTGAACCCAAGCCAC 138

Ai01B29864 Araip.B01 29864 p3 (ATA)7 21 135887539 135887559 AAAACTTGCTCAGCGATTCC CTTTTCCGATATTCCAGGCA 241

Ai01B29866 Araip.B01 29866 p2 (AT)11 22 135889097 135889118 CGACATGACACTACACAACACG TCCTCCTACACATGTTTTCCG 246

Ai01B29868 Araip.B01 29868 c (A)10ttagccaaaaacagtcataacttgtcttatttagcatttattaattgttgcgacaattaataaattctaaataagacaagttttgactg(T)14113 135897798 135897910 CCTGTGGGAAATTATGTTGGA CACGCTAACATGCATAATAACCA 268
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Ai01B29872 Araip.B01 29872 p2 (TA)6 12 135902074 135902085 CACAGAGAATGTGTGGGGTG TCAACCAAGTCTTGTGAACCA 209

Ai01B29876 Araip.B01 29876 p3 (CTC)6 18 135911983 135912000 GGCAAAGAAAAACGCTCAAG CGGCTCTGGTTCAGGAGTAG 205

Ai01B29878 Araip.B01 29878 p3 (TGC)6 18 135919844 135919861 GGAGTTGGAGCCATGACTGT GCTTCAACAGCTCCAAGGAC 266

Ai01B29880 Araip.B01 29880 c (T)10aatgccgaaaaatataaaaacttgttatcgtgg(T)1255 135925318 135925372 ATTACGCCAATTTCAAAGGC GGAATTCCAGGTGTCACGAT 205

Ai01B29882 Araip.B01 29882 p3 (TGC)6 18 135931427 135931444 GCTCTTATCCGGCATCTCAG GCCACAGAAATGGGGAACTA 236

Ai01B29883 Araip.B01 29883 c (AGG)5cgata(GTGATG)550 135932670 135932719 CGCGACCCAATTAGGTTAGA CACTTCCTCCCTCCTCTTCC 258

Ai01B29885 Araip.B01 29885 p2 (AT)7 14 135945869 135945882 TTTGTTAACTAAGTCCAACCAAATTA AACAACTGCATTAATTGAAAGAGC 233

Ai01B29887 Araip.B01 29887 p2 (TA)8 16 135948206 135948221 CTCTCGCCACTCATTCCTTC GCGGCAGCCATTTACCTAAT 139

Ai01B29888 Araip.B01 29888 c (AT)9gcgtacatgcataag(ATA)754 135949312 135949365 CATTAGGTAAATGGCTGCCG TCCATTGTCCATGTCTCTGC 243

Ai01B29889 Araip.B01 29889 p4 (TTCT)5 20 135952152 135952171 CGCGACCTTCTCTCTTTGTC AAGAACAGAGCCTGCAATGAA 224

Ai01B29895 Araip.B01 29895 p2 (TC)18 36 135963912 135963947 GCTAGCTGGTGGACTCAAGG CACCAAGCCTTTTCCCACTA 181

Ai01B29897 Araip.B01 29897 c (TC)6accaaa(CT)1650 135968806 135968855 CATTTCAACAACGCCAACAC CTCACCAAGAAAGCCTCTGC 214

Ai01B29898 Araip.B01 29898 p2 (TG)9 18 135972404 135972421 TCCCTTCCAGTGTCTGTTCC TGCTATCAGTGGCTGGTTTG 269

Ai01B29899 Araip.B01 29899 p3 (ATA)5 15 135975398 135975412 AGGAAAGACGTGCGAAATTG TGCATCCCCACAACTTGATA 211

Ai01B29900 Araip.B01 29900 p3 (ATT)6 18 135979161 135979178 AACAAAGCTGGCAAAAGCTC CCCAATAATGCCCCATGTAA 278

Ai01B29905 Araip.B01 29905 c (T)10ctttcttagtttttgtttattttcttttaagtcac(A)1358 135990059 135990116 AGCGGGACTGCCTTTCTTA CCCTTATTGCTCTCCCATCA 277

Ai01B29907 Araip.B01 29907 p3 (TTA)6 18 135999482 135999499 GTTTGTTCTGCAATTGCCCT GTGGTGTGTTTGCATAACCG 114

Ai01B29908 Araip.B01 29908 c (A)11cactcaatccgacccctaatatattttttggtactgattaacttctatgccaaaaacaacaacattgactttttgagctattttgag(T)12110 136000064 136000173 ATCTCGAAAGGACAACGAGG GCCACTGTAACGCCTCTGAT 270

Ai01B29913 Araip.B01 29913 p3 (GTA)5 15 136020250 136020264 ATTGTTTTGAACCGCCGTAG GACACCAGAACGCTCACAAG 207

Ai01B29914 Araip.B01 29914 c (ACC)5actaagaggtgaagatgaagaagttgaagaagaagaaggttcaagaagaaggtcaaggttgattgaattctcatctgcagtaggtaag(TGA)6121 136020447 136020567 AAGCTTGTGAGCGTTCTGGT TCCATCCAAACACTTCTCTTCA 257

Ai01B29915 Araip.B01 29915 p2 (TA)11 22 136020697 136020718 CAGGTGAAGAGAAGTGTTTGGA ATGTCCCTCAACACCATCCT 264

Ai01B29918 Araip.B01 29918 c (A)10tcatatttaatccaaacacagaa(AC)645 136025421 136025465 TGGGGTGACGGAAATTAAAA TGCCGGAGCATCACATACTA 233

Ai01B29922 Araip.B01 29922 c (A)10tcaccttatgaaaattacaaacaaaaaccattt(A)1053 136038210 136038262 GGCTACATTCATACCAACAACG TTGCTTTTGTGTTCGATGTTTT 277

Ai01B29926 Araip.B01 29926 p3 (TCA)5 15 136042158 136042172 GGCATCAGAGATGTTTGGGT GGGTACCTGAATGACCGAGA 204

Ai01B29932 Araip.B01 29932 p3 (GGA)5 15 136064000 136064014 TGGCCAGATCCTTTACCTTG CGAACTAACCGCCAGAAAAG 254

Ai01B29933 Araip.B01 29933 p2 (AT)6 12 136064786 136064797 GATTTGGACTCTTACGAACGAA TGTCAGGACAAGAATCTGATGA 241

Ai01B29937 Araip.B01 29937 p3 (GAA)7 21 136072176 136072196 TCCCAACAGCATCAAGTGAA CGCAGGTTCTTCTTCTTCCC 280

Ai01B29938 Araip.B01 29938 p3 (ATC)6 18 136074560 136074577 CTTCTTCCTCTGCATCCTCG TTGCTCTTCCTTCGTGAGGT 277

Ai01B29940 Araip.B01 29940 p2 (TC)64 128 136083495 136083622 GGTTTGTTTTAGATGTGTTCCTCC TGCAACAGCAAAGACCTCAG 280

Ai01B29941 Araip.B01 29941 p3 (AAT)9 27 136086578 136086604 TCTTCTGATGAACAGATTGGTGA GGCCGTCTATAGTCATTTTTCG 261

Ai01B29944 Araip.B01 29944 p3 (GGT)5 15 136090232 136090246 CTCATGACTGCGTCACCCTA TCTGATTCTGCAACTGCCAC 151

Ai01B29952 Araip.B01 29952 c (A)10tgaaatttatggtgagctaattacaagacatatcagatagaactagaagaatg(A)12ggagcatggaaagaagcagcagcaattggggcctctaattctaaacatgtcacatactcctgtctttctttattaattaagttttgaacttttgattttg(AAT)6193 136097511 136097703 AAGCAGCATACACTGTAATCTCAA AGATAAACTTCCCCGACAACA 279

Ai01B29959 Araip.B01 29959 c (A)10g(A)12 23 136114636 136114658 AAATCGAATGGTCGGATTTG GGAAGGTTGGAGGGACTAGG 225

Ai01B29962 Araip.B01 29962 p4 (AAAT)5 20 136118560 136118579 CAGTACCGCGACGGATTAGT ACAAGCCCCTCAAATCCTTT 104



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B29967 Araip.B01 29967 p3 (GCT)5 15 136128750 136128764 TCGATAATCCAAGGACCTGC TTCGAGTTCTTCAGCGGATT 261

Ai01B29968 Araip.B01 29968 c (GA)8ggaattg(T)10cttttctttaactagggaaatgaggcaaatgtttgtt(TA)682 136129065 136129146 CCTCTTGTTTCTCTTCCCCC TGCACTTGAAATGTTTCCGA 239

Ai01B29972 Araip.B01 29972 p5 (CCGCC)5 25 136140265 136140289 GGAGAGAAAGGCTTCAGTTGG AATCCCCACCGTTTTGCC 228

Ai01B29977 Araip.B01 29977 p2 (GA)7 14 136156043 136156056 ACTGATGGAAGTGGATCGGA GATCCCTTCCGACATTTGTG 237

Ai01B29980 Araip.B01 29980 p2 (TG)7 14 136167460 136167473 TTGAGCCTTCCATTGTTCAT AACGGCGGAAACTAAATCCT 199

Ai01B29981 Araip.B01 29981 p2 (AT)7 14 136167892 136167905 ATTTGAAGGCCACAGCCAT ATTAAATTGGTATGACTGCCAAC 280

Ai01B29983 Araip.B01 29983 p2 (TC)6 12 136173017 136173028 AAATCACACCAACACAGCCA CTGATAACGCGGCTAGGTTC 126

Ai01B29986 Araip.B01 29986 p2 (AT)6 12 136178961 136178972 ATTCTCATACTCTTGAATCTGATTTTT GCACGCAATCAAAATTCGTTA 253

Ai01B29992 Araip.B01 29992 p3 (TCT)5 15 136187319 136187333 CTGGTTTGTTTTGCAGCCTT TTAGCGAAGAGATCGAGGGA 268

Ai01B29995 Araip.B01 29995 c (GT)7tttcatttttagttactaa(T)1043 136191756 136191798 TTCTTTTTGGTTCTGGTTTCC GCCAGCCCCTTTGTGTATTA 163

Ai01B29997 Araip.B01 29997 c (TG)6agttattgaaggacatacacaactctctatctatgtaatatatatat(AG)671 136193507 136193577 CACCGACGATCTTCTTGACA AACACAAACACACCATCAACAA 261

Ai01B29998 Araip.B01 29998 p2 (GT)7 14 136193740 136193753 TTGTTGATGGTGTGTTTGTGTT GAAGAGACCGCCCAACAATA 171

Ai01B30005 Araip.B01 30005 c (TC)14(AC)8 44 136204061 136204104 TCGGAAGGGGGAGTCTCTAT ATTGGAACTCCGCACAAACT 262

Ai01B30006 Araip.B01 30006 c (A)10ctcaatccgacccctgataattactttgaaaggacgaggcccctgtgccaaaaaaaaatcaatgttgtttttttttggcacagggactaatcagtccc(A)10tatcagagatcggattaga(T)12149 136204649 136204797 CCCCTGACAATTACCTCAAAA ATCTCGAAAGGACGAGACCC 208

Ai01B30009 Araip.B01 30009 p2 (AT)8 16 136209352 136209367 AAAAATGGATCTGAAGCTAAGGG GGTACGAATTTTGCACACCA 267

Ai01B30011 Araip.B01 30011 p2 (AT)8 16 136211708 136211723 GAAGATGGATAAGGAGTGAAAAGAA CAGGACAACACAAAACTCCG 267

Ai01B30014 Araip.B01 30014 p2 (CT)9 18 136216137 136216154 TTGATGAGGCAAGAAAGTCTCA AAAGGCTTGGAGCACAAGAA 148

Ai01B30016 Araip.B01 30016 p2 (CT)7 14 136216789 136216802 CCTCGTTTTTCGTGTAACCC TATTATGTTCCGGTTCCCCA 205

Ai01B30018 Araip.B01 30018 p3 (ACC)6 18 136219289 136219306 TCAACGCAGTCACCAACTTC CAGTTGTACCCCTGGCACTT 264

Ai01B30026 Araip.B01 30026 p2 (TA)7 14 136233537 136233550 ATCTCAAAGCCGCACTCACT TCCCTAATCAATTTCGTGGC 231

Ai01B30027 Araip.B01 30027 p2 (AT)8 16 136235288 136235303 GGGTTGGTACCTCCCAGAAT CAACCAAGCGCACCATACTT 204

Ai01B30029 Araip.B01 30029 p3 (TTC)5 15 136236242 136236256 TAATTGATATTCACGCGCCA GATGGTGATGGTGACAACGA 204

Ai01B30031 Araip.B01 30031 p2 (AT)10 20 136239477 136239496 TCCCTGTTTGGCCACTTAAT ATTGACCTCTGACCTCACGG 268

Ai01B30036 Araip.B01 30036 c (CAT)9(CGT)5 42 136259087 136259128 TCGTCACCAACAACACCTCT TGTCTCGAATGAACCCAAAA 248

Ai01B30039 Araip.B01 30039 p3 (TAC)5 15 136272651 136272665 GGGCTGGCTATGTTGGTTTA ATGCAGTGAGTTTTGGAGCC 118

Ai01B30043 Araip.B01 30043 p2 (TA)6 12 136281844 136281855 TTGTGGTTCATGACAAACCC ACAGCACCGGATAAGCTCAC 255

Ai01B30045 Araip.B01 30045 p3 (ATA)6 18 136283850 136283867 TCATTGCATTTCGTTTTCCA TTAGACCCTTACCCGACCCT 229

Ai01B30046 Araip.B01 30046 p3 (TAT)8 24 136285528 136285551 GAGGAAGAAGTCACGGAGCA TGAGCCTATTCAACTCTTTGGC 227

Ai01B30048 Araip.B01 30048 c (A)11ttttaaacggtccctgacaattatctcaaaagacaacgagattcttaac(A)13ttaactcgacttttgagctttacttttatgaaactaattagtctttatgttaaaaaaattaatgttattttttttgcacagagactaattagttc(A)10178 136288490 136288667 CGTATCAATGGCTTTACTTTGAA AACATCCGATCCGACTTCAG 258

Ai01B30052 Araip.B01 30052 p3 (ATT)5 15 136293592 136293606 CAGCTAGCTCCTCCAAGGAA CCAGCAAAACAGGTCACAAA 149

Ai01B30058 Araip.B01 30058 p3 (ATA)7 21 136306051 136306071 TCAGTTTTCCAACCCCAAAA GTGATGGAGATGTTGGTGGA 277

Ai01B30059 Araip.B01 30059 p2 (GA)10 20 136306805 136306824 CTGCGTTGATAGGAGGCATT AAAAGAATGGGGTGGGAAAG 276

Ai01B30063 Araip.B01 30063 p3 (TCC)5 15 136321292 136321306 GTTCTTCCTCCGACGTTTGT AAAATGCAGCAACAACACCA 154

Ai01B30067 Araip.B01 30067 p3 (AAG)6 18 136322741 136322758 TCAATGTAAGTTCTTTCTCTTCCAA TCTTCCTCTTCCTCCTCATCA 236
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Ai01B30078 Araip.B01 30078 p3 (CTG)5 15 136337500 136337514 TCCCCAAGACATTTGTAGTGC ACCCATGGATCTTTCTGCAT 187

Ai01B30086 Araip.B01 30086 p3 (TAA)5 15 136356455 136356469 CCTCTTGAAATTGGATCGGA ACAACTGGAGCATCACATGG 226

Ai01B30090 Araip.B01 30090 p4 (CATA)5 20 136361063 136361082 TCCGATCTGCATCCGTATAA AACGCTCGCTTAGCTTTCAC 102

Ai01B30091 Araip.B01 30091 p4 (TATT)5 20 136361429 136361448 TATTTAACGCCCCTCAGTCC AGCTTGCACCACTAAGGACC 280

Ai01B30094 Araip.B01 30094 p2 (AT)7 14 136371778 136371791 CCAAAATATGCTTCGCTTACA TAACATTATCGCACCGCAAA 229

Ai01B30098 Araip.B01 30098 p4 (AATT)6 24 136378778 136378801 CACCAAATTATATTAGCTTGTTGCC CATTTCCCTCCATTACCGTT 280

Ai01B30099 Araip.B01 30099 p2 (AT)6 12 136380340 136380351 TCCAAAATATAGTTTCAGTTTGTTTCA AAAACGAAGCCTTGATACGG 264

Ai01B30100 Araip.B01 30100 p4 (TATT)6 24 136380805 136380828 AGCAAAGCTTCCTGACTCCA GAGGGCAACCATTGCTAACT 246

Ai01B30103 Araip.B01 30103 p2 (AT)6 12 136382196 136382207 GCCCATGTTTCCTTATACCC TTGATAATAACAAAAATGCTATTCGTA 275

Ai01B30109 Araip.B01 30109 c (CT)18caata(TC)9 59 136400842 136400900 TTCTGTGGTCCCCTTTCCTT GCGACAGAAGAGGGTTTCAG 256

Ai01B30111 Araip.B01 30111 p4 (ATAG)6 24 136401241 136401264 TGAAGGGTTGAATGAATGTTT CTCCTTCATGCCAGCATTTT 255

Ai01B30112 Araip.B01 30112 p2 (TA)7 14 136403010 136403023 GAGTGGATGTCTGGGAGCAT TTGACCCTATGGATTTCATGTG 272

Ai01B30113 Araip.B01 30113 p3 (GTA)6 18 136403673 136403690 GATCTTGAAAGGCCTGCTTG GTGGGGTCATTGCATTCTTC 236

Ai01B30114 Araip.B01 30114 p2 (AT)10 20 136403897 136403916 TAAGGGACCACATTGGCTTT CACAGAGAAGGGGGTAGGTG 240

Ai01B30115 Araip.B01 30115 c (A)10ctcaattcggcccctaacaattacctcgaaaggacaac(A)1462 136404394 136404455 CCAATTTTACCAAGAATAAGGCA TATCCGGCCCTCACAATTAG 275

Ai01B30119 Araip.B01 30119 p4 (AAAT)5 20 136424303 136424322 ATTTTGCAGCCCATTGAAAG CCTCTGGTTCTTCTTGCATGT 244

Ai01B30121 Araip.B01 30121 c (T)12gttttttccaatttctattttctataaatttgtttgttctagaggttttctcttttgcatgttagtgacatttcctttttctc(T)11106 136428326 136428431 GCGATGAGAAATTCCATTGTT CCCTACTCCATTCGCTCTCA 272

Ai01B30125 Araip.B01 30125 p5 (ACAAA)8 40 136450893 136450932 GGTGCGAATTACCAATGACC GTGCATCTCCTTGGTTTGGT 241

Ai01B30126 Araip.B01 30126 c (T)10attacggtattactttcatttatgttaacatacataagttttgattttgaccatataactttgtttaggttaacaaatatctacatttcaattttgag(TA)8124 136452742 136452865 CTCAAAATTGAAATGTATGTATTTGTT TTGTCAAAATCTCTCTTATTCTTTTCT 279

Ai01B30130 Araip.B01 30130 p3 (ATA)5 15 136460738 136460752 TCCTCAAGCATTCCAATTCC TCTCTGATCAAAGCTTCCCG 247

Ai01B30135 Araip.B01 30135 c* (TAT)5(T)10* 24 136471023 136471046 TTACTGAACCAAAAGAATTAGATTGA TGCCACATCCAATTTAAAACA 247

Ai01B30137 Araip.B01 30137 p2 (TA)7 14 136472535 136472548 CAAACGTTGGGGACAAAAAC CCCCTAGGCCCAATACTCTC 176

Ai01B30140 Araip.B01 30140 p2 (AT)10 20 136483990 136484009 CCTTGGTTCTAAATTGCCTTTG AACCAAACAAAAATGATGCAA 135

Ai01B30143 Araip.B01 30143 p2 (TA)8 16 136486234 136486249 TTTTGAAGAATGGACAATTTAGCA CCGAAAGAAAGGTAACCACG 261

Ai01B30145 Araip.B01 30145 p3 (TTC)5 15 136502717 136502731 AAGGGGAAGAAGAAGTGGGA GGAAAAAGTGACGTGGAAGC 227

Ai01B30148 Araip.B01 30148 c (T)12caatttcatgaatttaattgactaacaatataagataattttatac(TA)7ttaactaaattttttcttaaagactacaccctagtaaagtcaaagtaatgaatggagttaaatatttctgtaata(T)10157 136504112 136504268 TCCATTAACATTGTCTTCCAACT GGCTGGTCACATTTTGGTTC 278

Ai01B30153 Araip.B01 30153 p2 (AC)10 20 136516897 136516916 TTCAGCAATGGTTGCAAAAG TAGTGGGCTGAGGCTTTGTT 200

Ai01B30154 Araip.B01 30154 c (A)11tcaaatcaagagtctctctt(TC)1561 136519152 136519212 CACACCACAACAACAAAAACG CTTCCTTCTTGCGATTCTGC 229

Ai01B30159 Araip.B01 30159 p2 (AT)6 12 136527984 136527995 GAAAGCGGAAGGTGAGAGAA TAGACCAGCAAGCACACCAG 154

Ai01B30163 Araip.B01 30163 p3 (TAA)7 21 136534405 136534425 TGCAATTGCCAGAACAAGAC CCCTTTTTCTTCACCCATCA 169

Ai01B30168 Araip.B01 30168 p2 (TA)9 18 136548724 136548741 GGACTCGGTCTCTCTCCAAA TTTTGCAACGGTCACTTTCA 249

Ai01B30175 Araip.B01 30175 p4 (TTAA)5 20 136563463 136563482 TTTCATCTAACGGCTCTCGAA CCACTCCTCTCATTTCTGCC 237

Ai01B30176 Araip.B01 30176 p3 (AGA)6 18 136563834 136563851 GGCAGAAATGAGAGGAGTGG ATGGAATGATTTGGTGGGAA 262

Ai01B30178 Araip.B01 30178 p2 (TG)7 14 136572753 136572766 ATCTGCCATCTGGGTTCATC AGTCCCCTCACTCCCATCTT 158
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Ai01B30179 Araip.B01 30179 p3 (TGT)11 33 136574147 136574179 GGTGGGAACAGGTAAGGGAT TGCAATTGTCATTGATGGCT 230

Ai01B30180 Araip.B01 30180 p3 (CAA)6 18 136579208 136579225 CAGCATCCAAAAACAATCCA TGCTCCCCTCTCTACGTTGT 207

Ai01B30181 Araip.B01 30181 p3 (ACC)5 15 136579604 136579618 CCATTGCAGGGTTTGAAAAT GCCTCTTGTTCCTCGTTGTC 265

Ai01B30186 Araip.B01 30186 c (T)11(A)14 25 136585675 136585699 CCAACTTTCAATTTTGGGTATATCT TGGTTAGTTATTTTCAGAAAGGGAG 264

Ai01B30187 Araip.B01 30187 p3 (ACA)6 18 136586046 136586063 CAAGGAATCTGATTTCCCCA GTTGATGTGTGGACCAGTCG 204

Ai01B30190 Araip.B01 30190 p3 (CTT)6 18 136595686 136595703 AATTCAATTTCGGAACAGCG GGCGGTTGATATCCTTCAGA 191

Ai01B30196 Araip.B01 30196 p3 (ATT)8 24 136610226 136610249 CACACCCTCCCACTTCATCT GCGACATCATCTCCCCATAC 256

Ai01B30204 Araip.B01 30204 p2 (AT)61 122 136641556 136641677 ATGGCCAGCAACAAACTCTT GTTCCCAACATCAGCAAGGT 228

Ai01B30205 Araip.B01 30205 p2 (AT)6 12 136642298 136642309 CACAGTCCTCCATACCCCAG TCGAACTCTTGACCTTTCGG 276

Ai01B30206 Araip.B01 30206 p3 (TGT)5 15 136645289 136645303 AAAGTTGGAATCTATTTGGAATAAAAA TTCGGCTAGGTCAAAGTGAAA 180

Ai01B30207 Araip.B01 30207 p2 (TA)10 20 136650046 136650065 GAGCCGTTATGATGAATGGA TCGTCTCATATGCGTGTTTTT 280

Ai01B30210 Araip.B01 30210 c (GA)20nnntcttctc(T)12ctctctctctgtcttatctcaatagccaaagagactttcaaaaaaacaaat(AG)12137 136657772 136657908 GGGGGAATGGAATGAAGAAC CCTTCCCAAGCTGACACAA 206

Ai01B30211 Araip.B01 30211 c (GT)7(GA)6 26 136658308 136658333 TGCATACAATTGCAATAACTCTCT TTTTGGACCCAGCTTTATTCA 220

Ai01B30212 Araip.B01 30212 c (A)11cttaatccgactcctgacaattacctcgaaaggacaacgaaattcttgtgcaaaaaaagagtcaatattgttttttttgcataggagctaatccgtccc(A)11tcaaggccggattgga(T)11148 136658639 136658786 TCAAAGCTACGAGAAAAATCCA ATCCGGCCCCTAACAATTAC 261

Ai01B30213 Araip.B01 30213 c (T)14(A)14 28 136659072 136659099 CCCCAGCCACTAGACTTCAA CCCCAGCCACTAGACTTCAA 160

Ai01B30214 Araip.B01 30214 c (T)14(A)14 28 136659217 136659244 TGGGGTCACTAGCTAAGATGG CCCCAGCCACTAGACTTCAA 150

Ai01B30215 Araip.B01 30215 c (T)15(A)10 25 136659362 136659386 TTGAAGTCTAGTGGCTGGGG ATGCATGCAATTGGTTTTGA 210

Ai01B30216 Araip.B01 30216 p2 (AT)6 12 136659619 136659630 TGTGCATTTTGCATTAACCA CTCTGGGGTTGACATTGGAC 280

Ai01B30221 Araip.B01 30221 c (ATT)5ttgaaaattaaaataagttcaacacattaggtgaaac(A)1062 136665280 136665341 TGTCCTTACCTCCTTCGTGG TTTCAGAATAAAACAACGGTCG 267

Ai01B30222 Araip.B01 30222 p3 (ATT)14 42 136666508 136666549 CCACTTTACAAGAGCCAACCA CAACTTAGAGTTGCATGGCG 251

Ai01B30223 Araip.B01 30223 p3 (TAT)10 30 136668356 136668385 CTTCATCGGTTTGGTTTGGT CTTTGAAGCAAGGGATCTCG 277

Ai01B30224 Araip.B01 30224 c (AT)6aa(T)10 24 136668581 136668604 AGCACGTAACCCCTCCTTTT AGGGAAGAGATGGAAGCACA 147

Ai01B30225 Araip.B01 30225 c (T)10gggtgactgaaaatttaaaacaatcaagtag(A)1051 136669563 136669613 TCCTGTGTCCCTACTTTTTGG ATTGTCCTGCGCCATCTTAG 238

Ai01B30226 Araip.B01 30226 p2 (AT)6 12 136670420 136670431 TTGAAGACGTCACAACGAGTG ACACAACGACGACAGTGACA 176

Ai01B30227 Araip.B01 30227 p2 (TA)7 14 136671247 136671260 AAACAAGTGTTGGGGTTTCG CCAAAAAGCAAGGGTGTTTC 261

Ai01B30229 Araip.B01 30229 p3 (GGC)5 15 136673228 136673242 GAAGGTGGTGTGTGGTGTGA TAACTTGAATGGAACCCCCA 150

Ai01B30230 Araip.B01 30230 c (AAT)5(AAG)5 30 136674079 136674108 ACCACCGTCCTTGCTGTATC AACGAAACGGAGTCACCAAC 177

Ai01B30231 Araip.B01 30231 p3 (AAG)5 15 136674374 136674388 TTTCAGAGGTCAGAGGTGCC TTCCGAAACAACATGATCCA 279

Ai01B30236 Araip.B01 30236 p2 (TA)10 20 136691448 136691467 GTAACAATGCAAGGGTGTGC TAGGCGATGCAGATCAACAA 170

Ai01B30239 Araip.B01 30239 c (TG)7(GA)6 26 136693341 136693366 TGCATAAAATGGCTGGTTGA GCAATAACAAAATTGCTGACCA 251

Ai01B30240 Araip.B01 30240 c (T)12actaaaccgccagtctttgattttgcggcggtttaaaactgccgctgatt(A)1173 136696147 136696219 AGCTACCTTGTTCAGCAGCA CAGAGACATTGCTTAGCGACA 123

Ai01B30244 Araip.B01 30244 p3 (ATC)6 18 136701177 136701194 TGCCTTGGCATATTCAGAAA CAATGCAAGAAGAGAAGCATTG 280

Ai01B30254 Araip.B01 30254 c (T)10atagtttatcc(T)10aagacatttatacgataaatttgtaaaaccaataaaaaaaaagagagnngatacactt(A)12101 136717717 136717817 TCAACAATCTTGTTTCTACGTCAA CCTCTAAAATTCATGGCACAAA 263

Ai01B30255 Araip.B01 30255 p2 (TA)7 14 136720443 136720456 ACCACCACACCGTTCGTTAT TGGCCGTAGGAATAGGACAC 199
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Ai01B30258 Araip.B01 30258 c (TG)6tc(TA)8(GA)948 136726041 136726088 AAGTTGCAGATGGCAGTGGT CATGCATTTTGATGCCCTAA 134

Ai01B30260 Araip.B01 30260 p2 (AT)9 18 136731504 136731521 GCATGTCACGAGCCTTAGAA CCATGGCTTCTTGCTACTGG 251

Ai01B30264 Araip.B01 30264 p3 (TCG)7 21 136740001 136740021 AATCACCTCCTTGCCTCCTT AACCTTCGCATTCTTCATGG 278

Ai01B30266 Araip.B01 30266 p3 (TAT)6 18 136743803 136743820 TGAAAACTCAGGTGCAGTCG CTGCTACCTCCATTGGCATT 251

Ai01B30267 Araip.B01 30267 p3 (AAT)5 15 136746037 136746051 TACCCGTGATCATGCTGAAA CCGCCGAGTTAGTAGCATTT 272

Ai01B30269 Araip.B01 30269 p3 (CTT)7 21 136751420 136751440 GGACCGTTGGATTGAAGAGA TTGAGATCGATGCGGTAGTG 257

Ai01B30270 Araip.B01 30270 p3 (AAT)5 15 136751716 136751730 GATTTTGCTAAGCCCGTTCA ACATGAAGGAGGAGGTGGTG 148

Ai01B30281 Araip.B01 30281 p3 (ACA)5 15 136784469 136784483 GAAGCTGAAACAGACGGAGG GGTAGCTGGTGAAGCTTTGG 181

Ai01B30282 Araip.B01 30282 p4 (TTAA)8 32 136784681 136784712 TTCTTCATGCCACAAACTGC TCCAACCTTGAATTGAACCC 279

Ai01B30283 Araip.B01 30283 p2 (AG)7 14 136792814 136792827 GTACAAAGGCTGAGTTGGCA CATCTTGTGCATGCTCCGT 271

Ai01B30284 Araip.B01 30284 p3 (AGA)8 24 136793577 136793600 TTTCGGGTTGAGTTAGGGTG GAGTTCACGGAACGGAACAT 260

Ai01B30286 Araip.B01 30286 p2 (AT)10 20 136795660 136795679 ACTCGCGTGTAAGTTCAGGG AAGTCTTCTTGCTCCCTCCC 208

Ai01B30287 Araip.B01 30287 p2 (TC)16 32 136796421 136796452 CTGCATATCCGAGGAGAAGG CAACAAAAGCCACAGCAGAA 215

Ai01B30288 Araip.B01 30288 p3 (ATA)5 15 136796579 136796593 TTCTGCTGTGGCTTTTGTTG GTGGTGTTCTTGAGGCCATT 142

Ai01B30291 Araip.B01 30291 p3 (AAT)7 21 136800283 136800303 TCTCCTCTGCCTCTTGTGGT ATGTGGTGTTGCCAGTTGTG 269

Ai01B30294 Araip.B01 30294 p3 (AAG)5 15 136807382 136807396 ACATGCACAGATGGGAAAAA AAATGTTGCTTTCGTGCAAA 221

Ai01B30295 Araip.B01 30295 p2 (TA)7 14 136808896 136808909 CCATTCCATGAAAGCCAAGT TTTGGTTGGCAAATAGGAGG 275

Ai01B30296 Araip.B01 30296 p6 (AACTAT)5 30 136809630 136809659 CATCTATGGTTCGACCCCAC TCTGCGTCCCATAGACTTGA 265

Ai01B30298 Araip.B01 30298 c (T)14atgttttactttttgaatttaattttgatgaattataaaataatttttcacatatattcaattagataatatcacatcaataaaaata(T)11113 136813736 136813848 CCCTAAACGCTGAGAAAGAAAA GGGGAGACTATGCCATTTGA 276

Ai01B30303 Araip.B01 30303 p3 (GAA)5 15 136817707 136817721 CATCGTCGTGTTTCTCCTCA CAGGAATTCAGCCAAACGAT 262

Ai01B30304 Araip.B01 30304 c (T)10catttttcttatcttttaaatttttatttctttcttgtcttttggttctaacttttatttaccttgttatgattttattt(A)13103 136822212 136822314 TCTTGCTCTGTTTCTCTGTCTCTT CCAAGCGCTAATAGACTCAACA 280

Ai01B30307 Araip.B01 30307 p2 (AG)8 16 136830741 136830756 GCCCACTCTCTCTTCCCTTT TCTCATCTTTCCCCTGGTTG 237

Ai01B30312 Araip.B01 30312 p3 (ATT)5 15 136839196 136839210 TGCCCAATAAATAAGGTGGC TATCAAATCCCTTGGACTGC 277

Ai01B30313 Araip.B01 30313 p3 (ATG)5 15 136841970 136841984 TTCTTTCTCGTCCTGAGGGA CAGCAAATGGAACCACACTG 248

Ai01B30314 Araip.B01 30314 p3 (CTT)6 18 136842696 136842713 CATCTTGGAAGGCATCCACT CGGGATCATTCAGAAAAACC 126

Ai01B30315 Araip.B01 30315 p3 (GTT)8 24 136843119 136843142 TTTGATGAGGTAGGGGGTTG CAGCACCCCTTCGCTACTAC 100

Ai01B30317 Araip.B01 30317 c (AC)6aa(AT)8 30 136843961 136843990 TTGGCTGGTTTTTGGCTAAT TCGTATCACCAGTCAAGAGAAAA 278

Ai01B30319 Araip.B01 30319 p2 (AT)6 12 136845211 136845222 TCGTAGGGTTAGGATTTAGAATTTTT GGAGCCACTCAAATAAAGACG 279

Ai01B30322 Araip.B01 30322 c (A)13ctagctacttgcatattcaataattgtatctcttgacattgaagagaaa(T)1173 136849491 136849563 TAAGAAGTTGCGGGTTCGAG TGCAAGAAGAAAATTGTTGCAC 142

Ai01B30327 Araip.B01 30327 p2 (GA)9 18 136869881 136869898 CTCTTCTGTGACCCTACGGC TCCATTGATGAGGTTGGTGA 221

Ai01B30330 Araip.B01 30330 p3 (CTC)6 18 136873492 136873509 AAGATCCGCAACTCTCCTCA CACCACAGCAGAGGAGTTGA 176

Ai01B30331 Araip.B01 30331 p2 (GA)6 12 136877580 136877591 TGGCGATTCTTGTGATGAGA TCTCCAACCACAACCTCCTC 162

Ai01B30332 Araip.B01 30332 p2 (TA)6 12 136882563 136882574 CTCGTTATTGCTTTCGGAGC CAATTCCCGTTTTCTACCGA 113

Ai01B30335 Araip.B01 30335 p2 (AG)16 32 136893059 136893090 ACGCATGAACCAAAAGGAAC TGAAAGGCCCTTGTTATGGA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B30338 Araip.B01 30338 p2 (TA)6 12 136907498 136907509 AACGAGTGGCTGGAATATGG GTATGTGACGCAAACAACGG 153

Ai01B30344 Araip.B01 30344 c (A)10tttgtcaatcatatatatgcc(A)1142 136921798 136921839 TGGGCTAAAGAAAGCAAGGA CACTCATTGCATGGGTGATT 214

Ai01B30346 Araip.B01 30346 p2 (TA)6 12 136925546 136925557 CGCAACCTTTTCCTCATCTT TGACCGTAATCGGTAGAGGC 278

Ai01B30359 Araip.B01 30359 c (A)12ttggtacaacgacctaaataaaagaaaaaaaaagtgtaggaactcaattaaaaaaaattttcgtgcaaggactcaatt(A)10100 136963252 136963351 TTAATTGGGTCCTGCACAAA TGTTGGTCCTTATAGTTTCGCA 226

Ai01B30365 Araip.B01 30365 p2 (TA)8 16 136966268 136966283 AAGACGCCATTATCGCAAAG TCTAAGCCGTCGTAAGCACA 182

Ai01B30371 Araip.B01 30371 p3 (TCC)5 15 136975785 136975799 TTTCCAATGGATCTTCTCCG GTGCGACGCAAGAGATGATA 164

Ai01B30374 Araip.B01 30374 p2 (AT)8 16 136978820 136978835 TGCTATGACGACAGACTGAATG TGGATAGAAGTTGAGTTTGTCCC 266

Ai01B30377 Araip.B01 30377 p3 (CTC)5 15 136983363 136983377 TACAATCACCCACAGAAGCG ACGCGAAGAAAGATGAGGAA 194

Ai01B30380 Araip.B01 30380 p3 (TCT)5 15 136992779 136992793 TATAGCCCCAACCTCCATCA CCTTCCAGAGACTTTCGGTG 271

Ai01B30388 Araip.B01 30388 p3 (TTC)6 18 137010150 137010167 TCACTCTCTTCTTCCGCGTT GCAGTCTGATTGGAACAGCA 125

Ai01B30389 Araip.B01 30389 p3 (AAG)7 21 137010313 137010333 TGCTGTTCCAATCAGACTGC TGCTGATTGTTGTTCTTGCC 207

Ai01B30390 Araip.B01 30390 c (AGA)5tgaagat(GAA)5(GAT)655 137010435 137010489 GGTTCCCAGAGAGAAAGGCT TGAGCCCAAGGAGATAAACG 188

Ai01B30393 Araip.B01 30393 p3 (AAC)6 18 137018156 137018173 GGGGCCAAAATGTGTCATTA TAATTCATGTAGCCGACCCC 152

Ai01B30399 Araip.B01 30399 p2 (TA)8 16 137028677 137028692 TTGTACAATCAAAAACTTTGGAAAA CGTTGTTGTTGTTCCACTGC 273

Ai01B30400 Araip.B01 30400 p3 (TTC)5 15 137030151 137030165 AGAGGGTGAGCAAGAAGCAA GCAGTTGGTGTTGATGTTGG 257

Ai01B30401 Araip.B01 30401 p3 (TCA)6 18 137030933 137030950 GCAAAGGAGGCATTGAAGTC TAGTGTTTGTGGCCATGGAA 273

Ai01B30402 Araip.B01 30402 p3 (TAT)12 36 137032574 137032609 TTTCTGACATTTCGGTACAATTC TCAAATGTGAGGGTAGCAAGC 239

Ai01B30404 Araip.B01 30404 c (A)12(T)10 22 137038460 137038481 CACAACAATTGTCATTGGGC GGAAATCCGACCCTTCAACT 273

Ai01B30405 Araip.B01 30405 p3 (CTT)6 18 137040961 137040978 TTTTTCTCCGTTCCCCTTCT AAGGCATCTTTGTCGTTGCT 115

Ai01B30410 Araip.B01 30410 p2 (AT)14 28 137051456 137051483 CATTTGTTCGCCATGTGTTC TACTGCCCCTAGCACTCCTC 182

Ai01B30411 Araip.B01 30411 p2 (TA)6 12 137051652 137051663 GCTGGCCAGAATTTGAAAAA TGTGCTGTCAATGTGAAAGGT 224

Ai01B30412 Araip.B01 30412 p3 (TAA)5 15 137053815 137053829 GGACAAATTATGCTTCCCGA AATAACACGCGGCCACTATC 196

Ai01B30419 Araip.B01 30419 p2 (TA)7 14 137062853 137062866 CACAATTGTCGGTTCTTGACTC GCGTTTGTGGTTGTTTGGA 275

Ai01B30421 Araip.B01 30421 c (A)15cacgaaatcacagtttactagaattaaannnnnnnnnnnnnnnnnnnnnnnnngcatgttcctttgctcactctgaccctca(AAG)5112 137063920 137064031 GCATGCTTTGAATAGGGTGTT GGCGATGTATAGGAGCAACC 224

Ai01B30422 Araip.B01 30422 p2 (TA)11 22 137064366 137064387 CACGTTTTTGAACACCCCTT TCCAAAATCCAAATCAAACAGA 240

Ai01B30425 Araip.B01 30425 p3 (TCT)9 27 137068410 137068436 AATGGTGTTGGTTGCACTGA CACGGATATTTCGAATTGACG 210

Ai01B30426 Araip.B01 30426 p2 (CT)15 30 137068721 137068750 CTCCGGGTTCTGACTATGGA ACCAACACGAGGTTCCATTC 146

Ai01B30428 Araip.B01 30428 p2 (TA)6 12 137073782 137073793 GGCATGTACTTTCCACCCAT CGGTGGTGTCCTTTGAATCT 172

Ai01B30429 Araip.B01 30429 p2 (AT)9 18 137084727 137084744 GGCAAAAGGAATATTGCAGC CGTTGGTTTTGTTTCCCTGT 226

Ai01B30431 Araip.B01 30431 c (T)10caatatttaatggtttagtaattttt(GA)1056 137090767 137090822 TTTGGACAATGTTTGTTTGATT TCTATCCCACCCTGCCTAAC 233

Ai01B30433 Araip.B01 30433 p3 (CGC)6 18 137093619 137093636 GTACGCATTTTCGTCCCAGT CGGTGAGTGAGCTGAAATGA 118

Ai01B30435 Araip.B01 30435 p2 (AT)6 12 137097349 137097360 GTGGGACAAACAAACAAGGC CTCACAGCTGATGGACAGGA 233

Ai01B30440 Araip.B01 30440 p2 (AT)8 16 137101866 137101881 CCCTTTACTTTTCTGCCGTC TTGAATCAAATTTTAAATCGGTC 158

Ai01B30442 Araip.B01 30442 p2 (AT)10 20 137102958 137102977 CTATCTAGCAATGCTGGCGG TGTTCCATGTGCAGGAATGT 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai01B30443 Araip.B01 30443 c (T)10caaattttattaccatataagataattaatacagtctttattgataaattgtaatttatagggatcttgtaattt(A)1095 137103869 137103963 TGGTTAGATGATTCGACATGAAA AAAATTAAAAATTGCAAGAGAACTGTC 208

Ai01B30445 Araip.B01 30445 c (TCC)6tctccttct(TCC)954 137106198 137106251 TTGGACAAATTAACCCCTGC TTGTCAAGGTTAATGCAGAAAGA 271

Ai01B30447 Araip.B01 30447 c (A)12gacaaaaatagaaaacagtatttacta(T)1049 137107407 137107455 GATGATGGTGACTGGTCGAA GGTGTCTTTCGAGGAAAAGAA 280

Ai01B30450 Araip.B01 30450 p3 (TTA)5 15 137115777 137115791 TGGGCGTTAAGAGAATTGATG TCATCCGACACATGAACACC 209

Ai01B30453 Araip.B01 30453 p3 (GAA)5 15 137118959 137118973 CCAAACTTCGCCACCTTTTA AGGATTGAACGGAATCGTTG 260

Ai01B30461 Araip.B01 30461 p2 (GA)8 16 137139432 137139447 AATTGTCGATACCATGGGGA TCCCTGGAAGGATACACAGG 252

Ai01B30463 Araip.B01 30463 p2 (AG)8 16 137145909 137145924 GTTGACAAGCAGATCCCCAT CCCCAGTCTCAAGCTCTCTG 210

Ai01B30464 Araip.B01 30464 c (T)12attaatggtccttgtgtaa(T)1546 137149301 137149346 ATCTTCCAATTCGACCGACA ACTGGGCAACTTTGATTTGG 253

Ai01B30474 Araip.B01 30474 p3 (AAT)5 15 137173240 137173254 CGATTAAAAATAACTGAAACACCG TCATTTTATGAGTTTAATGGCTACA 280

Ai01B30477 Araip.B01 30477 p3 (ATA)5 15 137175047 137175061 GACGTGTCACCTGTTGAAGC ACTGAATTCTGCGATGCTGT 219

Ai01B30481 Araip.B01 30481 p2 (TC)18 36 137184892 137184927 AACCGATTTGGTGTTCTTGC GGAATACAACACAGAAAAGGCA 141

Ai01B30483 Araip.B01 30483 p3 (CAT)5 15 137188383 137188397 GCACCTTTTATGCCTTTGGA AAAGCTTTTCCAGTCGGTGA 224

Ai01B30485 Araip.B01 30485 c (ATT)7atc(ATT)8 48 137200687 137200734 GGACAATGTCAAGGGACGTTA CGGTAGCGGGCATATCTTT 214

Ai01B30487 Araip.B01 30487 p2 (GT)6 12 137208689 137208700 CTCCCACAACCATGTACAACA TGTTTAGTTCTAGACCTTCCCAAGA 170

Ai01B30490 Araip.B01 30490 p2 (AT)6 12 137210842 137210853 AAAAAGGGAACTCAGGGGAG CAAGAAAATTGCAGCCATCA 271

Ai01B30493 Araip.B01 30493 p3 (TAA)5 15 137215624 137215638 TGATCAGGTCTATCTTCGGACA TCGAGTTATAAGGTGACGAATCAA 225

Ai01B30497 Araip.B01 30497 p2 (AC)7 14 137234492 137234505 AGGAAGTAGGAACCGCACAA GGATATTGCTGTGGCAAGGT 141

Ai01B30498 Araip.B01 30498 p2 (CT)7 14 137238197 137238210 ATGAACCAAAGGAGTGGGTG CAACGAAAGCAACGATACGA 145

Ai01B30499 Araip.B01 30499 p3 (ATA)6 18 137238318 137238335 TCGTATCGTTGCTTTCGTTG AAATTGACCTCCCCCAAAAG 158

Ai01B30501 Araip.B01 30501 p3 (TAT)9 27 137241668 137241694 CTCTCAAGCCCTGTTTTTGG TGCTGCCTCCTAACACTCCT 220

Ai01B30502 Araip.B01 30502 c (AG)6tggctgaatgcggtgagataagtcagaaatctgaaacgatcagccgcacgcgcggcagtgactgcattgttggtgacttttttaccctctcactg(TC)6119 137242750 137242868 AGGTTTCAATGGGACTGCTG ACCCAAGCACTGCTCAAAAG 236

Ai01B30503 Araip.B01 30503 c (CT)9tcccctataacttcgggcgcagagaagatgctgcatacaaggcagagat(CCA)685 137243552 137243636 CAGCAGACATTGCTACAGCC TCCTTTGTGGGAAGGATGAG 193

Ai01B30504 Araip.B01 30504 p3 (GGC)5 15 137243984 137243998 TCTTCCTCCTCGGAAACTGA GTACCCGGTGAAATTGGTTG 161

Ai01B30505 Araip.B01 30505 c (AGT)5aaatcaaagtcaccaccgtgtttctcttcctcttctgcttcttcattttcaacaaggtcttgcatgatgagcaacaaga(CTC)5109 137244194 137244302 TCCCCTCCTCCTTCTTCTTT TTTCAGGAGTATTGCTTCCCA 271

Ai01B30506 Araip.B01 30506 p3 (ATG)9 27 137244468 137244494 AAGAATGGCGGTGTGAAAAG ATTCCTGCAGCTGATGATCC 224

Ai01B30509 Araip.B01 30509 p3 (TTC)7 21 137255983 137256003 GGGGGTTTCTGACTCCATTT GAAGAATGATGAATGTAACAACAAAGA 255

Ai01B30511 Araip.B01 30511 p3 (CTT)6 18 137260986 137261003 GCAAACAGGGCAATCAAAAT CGAGGTTGTCGTGTCAAGAA 277

Ai01B30515 Araip.B01 30515 c (T)16acattgctccccctactaatactaggga(T)1054 137271580 137271633 ATTTGTCTTGGCTTGCCATT ATTAATTCCTCATCAGCCGC 254

Ai01B30519 Araip.B01 30519 p2 (GA)8 16 137275960 137275975 TGATTCGGAAGGCTTATCGT ATTCACAGGGCACACAAACA 275

Ai01B30520 Araip.B01 30520 p2 (AG)8 16 137276172 137276187 GTTTGTGTGCCCTGTGAATG ATTAAGGCACAGAGGGGTCC 106

Ai01B30523 Araip.B01 30523 c (A)12tctcgagactttgttggttacaaacttatatattaatacatagactaaggtaataattatgctcttgaagtttttgacttcaaactaattag(T)13117 137287064 137287180 TTTTGTTTTGAACAAGCCGTT GCACAACATATCCACCATGC 280

Ai01B30527 Araip.B01 30527 p3 (TTC)8 24 137295819 137295842 CTGAAATTTTGCTACAAAAGCA TTTTCCTCCTCATCTTCTAGTGC 271

Ai01B30535 Araip.B01 30535 c (T)11gctgt(AAG)6 34 137310437 137310470 CTCTTGCCACTGTGATGGTG GGCAATAACCCCTCACACAC 279

Ai01B30536 Araip.B01 30536 p4 (AGAT)5 20 137310580 137310599 CTCTTGCCACTGTGATGGTG GGCAATAACCCCTCACACAC 279
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Ai01B30540 Araip.B01 30540 p3 (AAG)5 15 137322151 137322165 CGGATTTTTCACGTTCTGCT ATTTTCCAGCTTCCAGGTCA 279

Ai01B30542 Araip.B01 30542 p3 (AAT)6 18 137324839 137324856 TCGGGTCAAACGTTGAGAAT TGGGGTAGTAGGTACCATGTAAGC 271

Ai01B30545 Araip.B01 30545 p3 (CGC)5 15 137332805 137332819 ATCAAGAACATCCAGTGCCC AGCTGCAAATCAATTCTCCG 238

Ai01B30548 Araip.B01 30548 p3 (TTC)10 30 137338321 137338350 CTTTCTTCCAATTCCGTTGG ATGAGGAATGGGTTTAGGGG 240

Ai01B30549 Araip.B01 30549 p3 (GGT)5 15 137339171 137339185 TTCCCATGGACGTCGATAAT TTAACCTCCTGAGACCACCG 261

Ai01B30550 Araip.B01 30550 p3 (CTT)5 15 137340979 137340993 TTGAAGCTCCCCTGTACACC GGTGCTAAGCTTTTGACCCA 230

Ai01B30553 Araip.B01 30553 p3 (CAC)11 33 137351090 137351122 TCCATACGCCATTGTCAAGA TGGTGGAAGAAGTGTGCATC 221

Ai01B30556 Araip.B01 30556 p2 (TC)7 14 137414577 137414590 AGGGGTTAGGGTTTAGGGGT CGTCATCGCAACAGAAAGAG 250

Ai02B1 Araip.B02 1 p3 (AGA)6 18 43 60 ATAGGTGAAGGGTTTTGGGG CGCTGAACACCCAGAGTTGT 245

Ai02B3 Araip.B02 3 c (T)13g(A)10 24 6254 6277 AAGTGGAAGCCTCAGTCCAA TTTGGACAACTGACGGTTCA 231

Ai02B8 Araip.B02 8 p2 (AC)7 14 12812 12825 GGCCCAGCATTCTGAAGTAG TGCTTCTTTTGCCCGAGTAT 189

Ai02B9 Araip.B02 9 p2 (CA)7 14 14340 14353 GTACACCAGCATGCCTCAGA TCAACTGATGGATGGCTTCA 268

Ai02B10 Araip.B02 10 p3 (AAT)5 15 16911 16925 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai02B11 Araip.B02 11 p2 (GA)6 12 17242 17253 AATTTTGAAAAAGGGGGAAGA TTGTGATTTCTTGTGAATCAAGTC 280

Ai02B12 Araip.B02 12 p3 (AAT)5 15 18704 18718 AGCCTTGTTGAGGCTTTTGA GTCTCCCCCTCTTCTTCCAC 238

Ai02B13 Araip.B02 13 p2 (GA)7 14 19035 19048 TTTTGAAAAAGGGGGAAGAT TTGTGATTTCTTGTGAATCAAGTC 280

Ai02B14 Araip.B02 14 p2 (GC)7 14 28597 28610 AAAAAGAAGGGGGAAATTGG ACGAAGTGGGCACAAAAGAG 122

Ai02B18 Araip.B02 18 p3 (ATA)17 51 37576 37626 TGATTCACTCAGTTGACCCG TCTCTTTTTGCATCATTAGTTGTC 193

Ai02B19 Araip.B02 19 p3 (ACC)5 15 38674 38688 ACAACGAAAACCAGCTCACC CTCTGAGTCTCTCACGGCCT 270

Ai02B20 Araip.B02 20 p3 (TAT)28 84 58710 58793 ACAAATCTCATTCCTACATATTGCT CAAATGACATCATAACGAATCTCAA 262

Ai02B21 Araip.B02 21 p2 (GC)6 12 62417 62428 ATTGGAAGAATCGTCATCGG CTCCTACAATCCCTGGGTCA 216

Ai02B22 Araip.B02 22 p2 (CT)7 14 71069 71082 GAAAAATATTCCCTCTAATGCTGC TGCGAAATTCAAAACTCTTCC 272

Ai02B23 Araip.B02 23 p3 (TTC)7 21 74286 74306 GAAAAATATTCCCTCTAATGCTGC TGCGAAATTCAAAACTCTTCC 272

Ai02B28 Araip.B02 28 p2 (GC)6 12 84544 84555 GAAGCATGCACCAGTGAAGA TTAATGAGGTCACGTGCTGG 236

Ai02B30 Araip.B02 30 p2 (GA)7 14 88865 88878 TTGTTGGGTCCTTGTTCCTC CTAGCAGTGGCGGAGATAGG 198

Ai02B31 Araip.B02 31 p2 (AT)8 16 93879 93894 GATATGGGCGCTGAAGTCAC TTTAAACCGCAAAATCGACC 264

Ai02B32 Araip.B02 32 p3 (ACC)5 15 95128 95142 ACAACGAAAACCAGCTCACC CCTCGTCGCTCTCTCAGTCT 248

Ai02B34 Araip.B02 34 c (AAC)21(AAT)6(AAC)12117 114407 114523 CCTGCTTTGGACATCTTTGT TCCGATGCTGATGCTGTTAT 280

Ai02B35 Araip.B02 35 p3 (AAT)9 27 120153 120179 TGGAACCATAGTCCTAAAATAGCA CCATCCCATTGTTTCTTTTCA 139

Ai02B36 Araip.B02 36 p2 (AT)7 14 120809 120822 CCATATGAGATATAAGGGAGAAATG AAGCTGTAAATTATTTTCCATTCG 244

Ai02B39 Araip.B02 39 c (AAT)6aacaataacaataataaaaataataataagaacaataataacaattagattaataataac(AAT)593 124927 125019 TTAAAAGATAGATACCTTTAATTGCGA TTGTCTTTCAGCGAATTGGG 224

Ai02B40 Araip.B02 40 p2 (AT)7 14 125548 125561 AACCACATGAAATATAGAGGAGAAA GGGCAGGTATCATCAGCATT 272

Ai02B44 Araip.B02 44 p2 (AT)8 16 134763 134778 GCCTTGAAGGTGCAAAAGAG TCTTCGCCCTTTTAGGAGGT 202

Ai02B45 Araip.B02 45 p2 (AT)11 22 135334 135355 TCCAATTCAACTTAGGGGAGAA AAAGGGCAGGTATCATCATCA 276
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Ai02B46 Araip.B02 46 p2 (AT)9 18 137339 137356 TCCAATTCAAATAATCAAGGGAA TGCCTCTCAATGAATGCAAG 267

Ai02B51 Araip.B02 51 c (ATA)24atgaggtgactgaaaagaaacaatgggacggatatatagtaaaaagtatcactaaaaagaaacactaaaaacttacccagtttgttcaaagacag(CAA)6185 150586 150770 TTTGCCGAATATAAGACAAACAA GGATTCTGAATTCAATTTGCTTAAA 272

Ai02B54 Araip.B02 54 p2 (TA)9 18 159225 159242 AAGCCGTCTTACTCTTGTCAAA CCATGTACAATTAGTGTGTATGTGTGT 258

Ai02B55 Araip.B02 55 p3 (AAT)10 30 159533 159562 ATGCCAATATTTTTAGAAAAGAGC GTGGACGATCCTCCTAAGCA 263

Ai02B56 Araip.B02 56 p3 (AAG)5 15 159805 159819 AGTCATTGGACCTCTGGCAT ACTACCATTCCCACCAACCA 151

Ai02B57 Araip.B02 57 c (T)14caggttttgtagaattaatatagactgcgtccgttttagcccctttttttttctctc(T)1081 160229 160309 ATGCATAGACGCTGTTGTGG GGTGCGTTTGTTTCAGCATA 222

Ai02B59 Araip.B02 59 p2 (TA)6 12 162226 162237 GGTCCCTTTGGATCTCCATT TGAAGTGCACAGAAACCCTCT 206

Ai02B66 Araip.B02 66 c (AG)7gcgaaaatggagcaaagcctagggttgaggatttccaggctt(GA)770 169027 169096 TTCAACAAAAGCACTTCAGCA ACCCTAGGCTTTGCTCCATT 228

Ai02B69 Araip.B02 69 p3 (ACT)6 18 177584 177601 AATCCCCTACCTCCCACAAC AACATGGTGGTGGATCGTTT 275

Ai02B73 Araip.B02 73 c (AT)6gatgcgtactctggatatatttggttgtggatatgattggagta(TGT)571 182049 182119 ACCCAAACAAGCTCAAGTGC ATATTTTCTGTCGGGCCTCC 261

Ai02B75 Araip.B02 75 c (AT)6gatgcgtactctggatatatttggttgtggatatgattggagta(TGT)571 189089 189159 TCCATATGTCACAGGCAGGA CAATAAACATCCATTTCCAACG 220

Ai02B78 Araip.B02 78 p4 (GAAA)6 24 195145 195168 CCAGAAAACATCTTCACGCC TAAGTGCGGGCCAAATTTTA 278

Ai02B80 Araip.B02 80 c (TCT)5tcctcctg(CTC)538 207519 207556 AAAAGCGTGCCATTTACCAC GGTCGTTACAGTCGAGGAGC 192

Ai02B83 Araip.B02 83 p3 (TAT)5 15 215422 215436 GAAAAGGGGAGATCAGAGGG TGCTGTGGCCACTTTATTTG 216

Ai02B84 Araip.B02 84 p2 (AT)7 14 215895 215908 TGTACCTGCAAACTCCAAGC ACAGAAATTTGAGGGGACCA 253

Ai02B91 Araip.B02 91 p2 (TC)6 12 228848 228859 CCAGACCACACTAACAGCAGC TTCGGCTCATTGATTTTGTG 279

Ai02B92 Araip.B02 92 p2 (TC)15 30 229377 229406 TTTGGAAGATCACGCCAACT CAGAGCAAGAACTGTCCACAA 191

Ai02B93 Araip.B02 93 c (T)14gaacctttatttcaactacttataaactcagataactgccatcagtaaccatttcaatccatttcatttgacct(A)16104 230593 230696 CGTGGAAGGTGAAAGAGTGA CAGCTGACAATTTTGCTTTCA 276

Ai02B94 Araip.B02 94 p2 (AG)9 18 231559 231576 TTGAAAAATGGACAAAATGGC TGTTACACCTCTCCGTGGGT 202

Ai02B96 Araip.B02 96 c (CCT)6cgtccaagaccaccgccaccgatcccaggtggtgggtacctcgctctgttgtagta(GTT)589 236499 236587 GCCACCACTCTCCCACCTAT TTGAACCGATTGTTCTCATTG 278

Ai02B99 Araip.B02 99 c (ATTT)5tacattgaactcatttgaggtctgttaac(T)1059 240713 240771 CCATCGTTTTGTCCTCCACT GAGTTCTTCGGCGTTAGGTG 225

Ai02B107 Araip.B02 107 c (A)12tgaataacaaaaattgtagtt(A)1043 248271 248313 GATTGCGGGTTCAAATCTTC CTCTCCATATCTCGCCATGA 212

Ai02B110 Araip.B02 110 p3 (AAT)7 21 249080 249100 CGCAAAACTATAGGAACCAACA GCCAAATTTCCAATTGCATC 194

Ai02B111 Araip.B02 111 c (TAA)9tca(GAT)9 57 251048 251104 AAGGAAAATCTCGTGGGATG TGTCAAAAGGACGACCAAGA 275

Ai02B113 Araip.B02 113 p2 (CT)6 12 255346 255357 TTGTCGCCACTAAAAACGTG TGTTGAAGAGGTGGGAAACA 273

Ai02B114 Araip.B02 114 p2 (TA)6 12 255464 255475 TTTTTGTTTCCCACCTCTTCA TGCATGCCATCTTGCTAAAG 123

Ai02B118 Araip.B02 118 p2 (TC)6 12 258349 258360 TTTCCCAGAAAGCCAATTCTT TGACGAACAAGAAAATGGTGA 224

Ai02B120 Araip.B02 120 p2 (CT)17 34 259208 259241 TCATGAAGGGAAAAGGACAAA AGGGAAGCATGAAAGGGAAC 166

Ai02B123 Araip.B02 123 p3 (GAA)5 15 278450 278464 CACTCCTCCGGAGACTAACG CACACCATTTCTTCATTTGCC 263

Ai02B128 Araip.B02 128 p2 (CA)6 12 285868 285879 TGCAGTTTGAGAAGAACAACAGA TGCTGTTTTGGTTGATTGGA 245

Ai02B129 Araip.B02 129 c (A)10gaata(T)10 25 286177 286201 GCATGAACTGCAACATGTCC TTTTGGAACTGGGGTTTGTC 208

Ai02B130 Araip.B02 130 p3 (CAT)11 33 286942 286974 TGTGAGGCGCATAAGTGAAG ACCTTACAAGCTAGGATTATATGGTTA 219

Ai02B133 Araip.B02 133 p2 (TA)6 12 291257 291268 GGTATGCTTCATCCCACACA CATCATATGAACCATGTATTGGAAA 226

Ai02B135 Araip.B02 135 c* (TAA)5(A)12* 25 293454 293478 ATGGTGCACCGGTACTCTTC GAATTTCGGTGTGTCGTGTG 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B139 Araip.B02 139 p2 (AC)6 12 295817 295828 CTTCTTGCCACCATCAACCT TGCATTAGCAAAGGTGTTCG 208

Ai02B140 Araip.B02 140 c (T)10gagat(TTA)5 30 298587 298616 AAACCACTTGAGGCACCATC TTGACTCAACAAAATATACAACAAACA 278

Ai02B141 Araip.B02 141 c (T)10agttggcacttagagattactaagtttgggataatttaaatgagcgataaaaatgtgaataaaggcaaaccaagatatattgt(A)10103 299183 299285 TTTTTGTTTAAATGTTTGTCACGA GGCGCCCAAACATGTACTTA 222

Ai02B145 Araip.B02 145 p3 (CCT)5 15 313422 313436 ATAGCAAAACGGGATGGATG TAATACACGGGACTCGGAGG 250

Ai02B146 Araip.B02 146 p3 (CCT)5 15 314327 314341 TCCTCCTCCTGATGATCGAC ACTATGGCATACCTTTGGCG 216

Ai02B147 Araip.B02 147 p2 (TA)6 12 316702 316713 CCTTTTGTCTTAGGGTTGCG AACAACGAATTCATGCACCA 200

Ai02B149 Araip.B02 149 p2 (TA)10 20 318313 318332 ATGGGAATGCATGTTGGAAT GGATTAGGAGTAATACCAAACTTATCA 239

Ai02B151 Araip.B02 151 p2 (TG)6 12 320481 320492 TTGAGTTGCATTTCTGGGGT CCAGCAACCTCAGTTTTTGC 247

Ai02B154 Araip.B02 154 p4 (AAAT)5 20 326885 326904 GTTCGGCACTTGGGTTATTC ACAAAAATACCTGCGGGACA 199

Ai02B159 Araip.B02 159 p3 (ATT)5 15 340246 340260 AAACGAGCCAATTGTAACTGGTA ATGGTGGCAAAGGACAACTC 206

Ai02B161 Araip.B02 161 p3 (AAT)6 18 342020 342037 TCAACAAATTAAAGCCGGAAA GAGCTTCTTCATGGCCTCAC 268

Ai02B166 Araip.B02 166 p2 (TG)6 12 357074 357085 CTCTCGCAACCCTCACTCTC GTTACCCCACCCACACAATC 117

Ai02B170 Araip.B02 170 p2 (AT)6 12 368115 368126 GCAAAAGACATTCAAACAAAGG GTTCACAGCTTGCATGCCTA 155

Ai02B176 Araip.B02 176 p2 (TA)7 14 384611 384624 GCCTTTACAAAAAGCCATGC AGAAGGTGGAGAAGTGCCAA 215

Ai02B184 Araip.B02 184 p2 (AT)6 12 395611 395622 CGTCAATAGGGACTAAAACCAA TGGAATTTAAGGAAAGGCCAG 270

Ai02B185 Araip.B02 185 p3 (TTC)9 27 397742 397768 TCCTCTTTGATATTTTTCTGATTTTG TTGGGAGCTATAGTCCTGAAAT 131

Ai02B186 Araip.B02 186 p3 (TAT)5 15 398503 398517 CAAAGGTTAACAAGTGATCAAAGG GGGAAAGACGAAACGGAAGT 210

Ai02B189 Araip.B02 189 p2 (CA)9 18 405316 405333 AACCAACACTGCCACATTGA TCTGCACGATAGGTGTTTGTT 265

Ai02B195 Araip.B02 195 p2 (AT)6 12 409699 409710 TGTCGTTGTTTGACACTACTCTGA CTTGGTTGTCATCGACGATTT 254

Ai02B196 Araip.B02 196 c (A)10caccaatattttttatatat(A)1040 411839 411878 CTGGCACGTGTCCAACATAC GCAGGGAAATCACTTTGCAG 262

Ai02B197 Araip.B02 197 p2 (AT)7 14 412136 412149 CCACTTACCACCACAATGCTT CACCGTTTATGAAACAGAGGAG 225

Ai02B201 Araip.B02 201 c (T)12cttttcttcctctttggtgtttg(A)1247 415593 415639 GCAATTGACTTGCATGAGACA AAGTGCACTAAATGTGAATTAAACG 225

Ai02B204 Araip.B02 204 p3 (ATA)8 24 417660 417683 TCTTTGGTATCTCAAAATTCATGC AATTAGTTGAAGGCTAGAAGCTGTT 194

Ai02B205 Araip.B02 205 p3 (TTA)5 15 420319 420333 CAAATCCGTGATGACTGACG AATCTTGTTTGCATTGGTTACA 250

Ai02B212 Araip.B02 212 p2 (AT)6 12 441037 441048 TGTGTCTCCACTTTTTGGAGG CCTGCAGCAGCATAAGGATT 247

Ai02B214 Araip.B02 214 p2 (TA)7 14 454872 454885 TGGAAATGTGCTCTTTTGTTTG AAATTACAGGATGGATGTGTAGCA 240

Ai02B215 Araip.B02 215 p2 (TA)9 18 456387 456404 AGACGCGAGCAGAGAAGAAG GGACCGACCAATTAAATGCC 272

Ai02B234 Araip.B02 234 p2 (AC)11 22 516043 516064 CCAGCACACAACTCTGTTCC AATGCAGGGTTGCACTTACC 274

Ai02B236 Araip.B02 236 c (CTT)5caatctaattaaattcgttgttctcctctattcgcgtttttcttctctgcattatagatctggattgacttcaacgtaattagcttcgtcg(TTC)5121 520527 520647 TTGCGTGATCAACCTTTCTC TCCAAATCGCACTCATTCAA 256

Ai02B252 Araip.B02 252 p2 (AT)7 14 557739 557752 CTTTGCTCTTTTGACCGACA GAGTAGCGAATTCAAACACGG 248

Ai02B254 Araip.B02 254 c (A)10g(T)14 25 559934 559958 TTTTGCTTAATCCAAAACTCTTCC TGCAGCATTATGTGCTTTTTC 210

Ai02B257 Araip.B02 257 p3 (TTC)5 15 568287 568301 GAAGCTGCAACAGATGCTGA TCCATTCTCTTCGTTGGGAC 209

Ai02B259 Araip.B02 259 p2 (AG)8 16 575320 575335 CCATTTTCTGTTACGCCGTT AAACCCAACGTTCCCTCTCT 138

Ai02B261 Araip.B02 261 p2 (TA)8 16 576236 576251 GGAACCCATGTGGTAATTGTG TTCGGGCCAATCTAACAAAC 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B268 Araip.B02 268 p3 (GGT)6 18 593671 593688 TGAAGGTTCGGTAGGGAAGA CAACCTTCATCAGCCTCCAC 153

Ai02B269 Araip.B02 269 p2 (TA)9 18 593867 593884 TCGATGGTTTTGAGTTTTTGG TTATGTTTGCAAAAAGGAAAAGT 225

Ai02B270 Araip.B02 270 p3 (TAA)10 30 594638 594667 CAACTGCATGCATATTTGGTG TGGTGCGAATTGAATACCTG 242

Ai02B274 Araip.B02 274 c (CAG)5caa(CAG)5ataagttctagtagacaggtgtggattttttatggagggttttgaagctgaatttctatga(T)10104 599251 599354 ATTGGGGCTTGATCAGCAT AAACCACACCCCTCACTCAC 216

Ai02B275 Araip.B02 275 p3 (CTG)5 15 603208 603222 TCAACAGGAAGTGGAGGAGG CCAGAACCCTGACAACAACA 127

Ai02B278 Araip.B02 278 p3 (AAG)5 15 614434 614448 GTGACTGCTTCGGTTGACAC CCCTTGATTGAGATTGTTGATG 103

Ai02B281 Araip.B02 281 p2 (AG)19 38 616337 616374 GTCAAACCAGGACACCCAAC CTTCATCTTCTCCCAATTCCA 232

Ai02B287 Araip.B02 287 p2 (AG)7 14 633190 633203 GAAAAAGAGAAAAGAAAATGGGC AAAACACTCATCAAAAGACCCA 252

Ai02B291 Araip.B02 291 p2 (TA)8 16 638839 638854 GCAAAAATTAAAATATCTACCGGC CACAAGTCGAATCGGTGTGA 171

Ai02B292 Araip.B02 292 p2 (AT)10 20 639170 639189 TCCAGTCTATTCTGTTTTGTCTCA TTTTAACGAACGGAATCGGA 245

Ai02B293 Araip.B02 293 p2 (AG)8 16 639732 639747 AAAAAGAGAAAAGAAAAGGGGC AAAACACTCATCAAAAGACCCA 254

Ai02B296 Araip.B02 296 p2 (TA)11 22 644614 644635 GCAAAAATTAAAATATCTACCGGC CGAGTTGAATCGTGTGGATTT 163

Ai02B297 Araip.B02 297 p2 (TA)6 12 647552 647563 TCGTTAACACTCATTTGATACACG TTGACACGAACGGAAACATAA 247

Ai02B298 Araip.B02 298 p2 (AT)6 12 648194 648205 TTCAGGAGATTATTCTTTTTGCATC TTGGACAAACCAAGAGCAGA 269

Ai02B300 Araip.B02 300 p2 (AG)6 12 651696 651707 GAGGGAGAGACAAAGACATACCA AAAACACTCATCAAAAGACCCA 246

Ai02B302 Araip.B02 302 p2 (TA)10 20 656943 656962 GGTTTGTCCAAATCCAACTCA AAAACACAAACTAATAAGACTCGGC 149

Ai02B303 Araip.B02 303 p2 (AG)7 14 660508 660521 TTGGTGGGTCTTTTGATGAG CACGGAAGAGGTCAACTCAA 207

Ai02B304 Araip.B02 304 p2 (AT)6 12 660994 661005 TTTAGGGACAAAATTAACTCAAGGA TTTTAGGTCAAAATTGACAATAGGG 208

Ai02B305 Araip.B02 305 p2 (AT)7 14 663712 663725 ATTGTTCGATCACCACCCAT AAAAGCATTAAAAAGATGCTCTCA 249

Ai02B306 Araip.B02 306 c (T)12aa(T)10 24 666149 666172 GGCAAAGCCCATAAGATTCA GGGGAGACTATGCCATTTGA 254

Ai02B307 Araip.B02 307 p3 (TGG)5 15 668377 668391 GCTAAAATCCGCAGATAGCG CATGGGCAAGGTACAGGAAT 199

Ai02B308 Araip.B02 308 p3 (AAT)5 15 669370 669384 TGCAACATCAAAGGAAACCA TCTAGTTGCAGACAGCCTGG 142

Ai02B309 Araip.B02 309 p3 (GAA)5 15 672735 672749 GAGGTTGCAATGGTGAAGGT AAAACGACAAAATCAACGCC 227

Ai02B310 Araip.B02 310 p2 (TC)8 16 673621 673636 AATCCAAAAGCAAGGGTGTG TGCTAACCAAAGACATGTTGG 257

Ai02B313 Araip.B02 313 p2 (TA)6 12 676582 676593 ACCAACCAATTCTTCCTTCG GATAGCTGGAATGAGCAGCC 193

Ai02B318 Araip.B02 318 p3 (TTC)5 15 678537 678551 GCATGCAATTTGGTGTAGCA CTTTGACCAGCCACTGGATT 219

Ai02B320 Araip.B02 320 p2 (AT)7 14 681487 681500 AAAAATCCAGCTCAAAACGC TCCACCGATTTTACGGTATTG 280

Ai02B323 Araip.B02 323 p3 (TGA)6 18 682887 682904 GGGGCCTATCATTGAGGAAT TTCCTAGCCTGCAGGTGTCT 273

Ai02B324 Araip.B02 324 p3 (TCA)8 24 692510 692533 AAAGCTGCCACTCAAAAGGA GCCATATATGCTCCCTTCCA 231

Ai02B329 Araip.B02 329 p3 (TCA)8 24 701271 701294 GTTGCTTCCGTAACCGACAT TCAGACATGTGGTTTCTCGC 174

Ai02B330 Araip.B02 330 p2 (TA)9 18 705107 705124 TATTTTCCTGAGCGCCAATC TCCAAGCAAGTCCACATCAC 279

Ai02B334 Araip.B02 334 p3 (TTC)5 15 715263 715277 TTTTTGCCTTCAACTGCTTG TGCCTCTTTTTCATTTTGCAT 224

Ai02B336 Araip.B02 336 p3 (TCA)6 18 725360 725377 GGGGTGGTTGCAAGAATAGA CGACACTGTATGCCCATTTG 271

Ai02B338 Araip.B02 338 p3 (TCA)9 27 732365 732391 GGGGTGGTTGCAAGAATAGA TCAGACATGTGGTTTCTCGC 130



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B342 Araip.B02 342 c (TC)6tgagagctc(CT)633 738894 738926 CTAGGGCAAACTTGCAGAGG AGAGAGGAGGTGCTGTCCCT 275

Ai02B344 Araip.B02 344 p4 (TATC)5 20 740586 740605 TGCCAATTCAGCTTTCACTTT TTGATGTGGCATCATTAGCAA 246

Ai02B345 Araip.B02 345 p3 (ATA)5 15 741169 741183 TTAATTAAATGCAATAAACATGCATAC TGATTTACATTAATGGCTACATTTTG 275

Ai02B350 Araip.B02 350 p3 (TAA)5 15 745534 745548 TTTTTATGTGTTTCTATTTTTGTATGC TTCTCAAATGTTGGATGCAC 272

Ai02B354 Araip.B02 354 p3 (ATC)5 15 749624 749638 TGATGACTTTCTGGACGCTG TCAGACATGTGGTTTCTCGC 245

Ai02B360 Araip.B02 360 p3 (TTC)5 15 759620 759634 CCAATAGCAGCCATGTTTGA AGAAATGCCCAAAATTCGAG 230

Ai02B361 Araip.B02 361 p3 (TCA)7 21 761228 761248 TGATGACTTTCTGGACGCTG TCAGACATGTGGTTTCTCGC 236

Ai02B362 Araip.B02 362 p2 (TA)7 14 764789 764802 CATTCATTGGGAAACCTCTCA CCCCTTGCAAATCATTAATCT 239

Ai02B363 Araip.B02 363 p2 (TA)9 18 765218 765235 TTTTGCCATCTTTTGCAGGT ACGGATGCCCACAAACTCTA 271

Ai02B364 Araip.B02 364 c (A)11t(A)11 23 765666 765688 TCATTGGCTACATTTTTCACCTT TCAATGGAAATTGGAAGACGA 208

Ai02B367 Araip.B02 367 c (TTA)6(T)14 32 768269 768300 TATTTGGAGCAAGGGGATGA ACTTTTCCATGAATGCCTGC 208

Ai02B369 Araip.B02 369 c (A)10gtaaaatcagtaaaaataatacaatcttattttcggttttcacctcttatttttatttttatttttttcacaaaatctaaaaaataaaaaatact(A)11116 771743 771858 ATTAGGTGCGTTTGGTTTGC GGGAAGCATGTGTTTGGTTT 210

Ai02B371 Araip.B02 371 p3 (CAA)5 15 779364 779378 CCCAATTCCTCAGAGTTCAAA CTTTCGCTCTGTGTGACAAAA 245

Ai02B376 Araip.B02 376 p3 (ATT)6 18 797145 797162 TGGTGTTATATTGAAAAACAGGAGA CATTGATATGGATGAAGTTTTGTGA 249

Ai02B378 Araip.B02 378 p2 (AT)8 16 801312 801327 CAACGTGGACAATCAAAAATG TGAGGGTAAAAGCCAAGATGA 278

Ai02B383 Araip.B02 383 p2 (AT)8 16 806456 806471 GTCCACCTCCTTCCCACTTT GGTGGGGGTTTGTGTTGTAT 267

Ai02B384 Araip.B02 384 p3 (TTA)6 18 807529 807546 ATCCAATTCCCCAACATTCA AAGAACAGCCATGGTAACGG 140

Ai02B386 Araip.B02 386 c (TAG)6aagagtaaaaatt(A)1243 809527 809569 AGTGAAACCTTGTGCATCCC TCGTTTTTCAAGTACAACAACACA 167

Ai02B390 Araip.B02 390 p2 (AT)8 16 817505 817520 TTGGTGCACTCTTTCGTTTG TATGGGACAAGACCCAAAGC 150

Ai02B394 Araip.B02 394 c (T)13ggccaatgagtaatagctcaaatggcatagtctccccatactcaattaagaggttacgggttcgagtctcctatctttgataaaac(A)11gctcatttttttgggg(A)10136 824537 824672 AAGGAATTTTCTAAATGCATCG ATTAACCCTTCTTCAATTTCAAAC 276

Ai02B399 Araip.B02 399 p2 (TA)7 14 828467 828480 TTTATGATTCCATTAGCCCCA AGGTTTCTCTTCGCTGTCCA 251

Ai02B400 Araip.B02 400 p2 (AT)9 18 830029 830046 AGCAAAATACAAAAAGTAAAAACTGA AAATTGGGAGACACGTGAGA 196

Ai02B402 Araip.B02 402 c (A)10gataattttgtataatacttttgtatgttggtaatacataaaaattaaattttttaagtatttttttggaatttttccttttaa(T)10104 834049 834152 TTCTTTTGTTGTTGATGGCAA TATCGGGTTGGAAGATACCG 272

Ai02B404 Araip.B02 404 p2 (TC)7 14 836016 836029 GGTGGTAGGAACCCAACTCA GTTCATGCATGCTTCTGCTG 118

Ai02B411 Araip.B02 411 c (A)10gttatcaagttcaaattaaattatg(T)1146 839898 839943 TTGTTGCATGTGATTATTAATTGCT GACCCAAGAAAATGAGGCAA 228

Ai02B415 Araip.B02 415 p2 (TA)8 16 844226 844241 TTGTATCAGCATGTCCAACTTT CGAACATGGACACTGACACG 280

Ai02B417 Araip.B02 417 p3 (TAA)5 15 845504 845518 CATTAACACAGGGTTTGGACC TCACACAAAAATCAGCAGCA 199

Ai02B419 Araip.B02 419 p3 (AAT)9 27 846387 846413 GCACATGGTGAAAATGCAAA CGATCAATCCCACCTAATGC 106

Ai02B420 Araip.B02 420 c (TAA)8aacaaggtgaccttttcagtatttcttgatctcccatttttc(T)13cccttttttatttatttatttttttgttttaa(AT)6123 846836 846958 GCAGTGTAGAGACTCAATTGAAAGG CATCTTTTCCCCAAAGAAACA 266

Ai02B421 Araip.B02 421 p3 (GAA)5 15 852928 852942 AAATCGGGAAAATTGCCTTT CATCCTTTCAAGCTGCATCA 276

Ai02B422 Araip.B02 422 p3 (ATT)8 24 858402 858425 TCCTTCCCCTCAAAATCTCA TTGATACAAAATGGCCTTTGC 237

Ai02B424 Araip.B02 424 p2 (TA)6 12 862791 862802 TGTTTTTGAAGTGTGGGAACA AAATTGGCAAAACTGATCTCTC 168

Ai02B425 Araip.B02 425 p2 (AT)7 14 868021 868034 GAGAGGAGAGGGTTTGGGAG ACCTGTCGAGGACGGATATG 223

Ai02B426 Araip.B02 426 p2 (TA)8 16 869603 869618 GATCATCATGGTTTTGTCGC TTTCCTAATAATATCCCACTTGGAC 163
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Ai02B429 Araip.B02 429 p2 (AG)6 12 873419 873430 TGAGAAAGGAAGGTCGTGCT AGGGATGTGGCAATGAGAAC 241

Ai02B430 Araip.B02 430 p3 (TTG)5 15 873741 873755 TCTTCTCCCCTCATGATTCG AGAAGCAACCAAAAGCATCA 189

Ai02B431 Araip.B02 431 c (TTG)7(T)19g(T)2162 873927 873988 TTCTTATTTTGGATTGGTATAGATGAA ATTCAGTTCTTGCAGCCTCC 263

Ai02B433 Araip.B02 433 p2 (TA)7 14 877387 877400 CCAAGTCCTTTAGCAGTGGC CCATTACCCCACTTTATTGTGA 268

Ai02B446 Araip.B02 446 p2 (AT)6 12 909478 909489 TACTGGCCCTAGCACTCCTC CCCTTTGCCAGATAGCTCAA 211

Ai02B447 Araip.B02 447 c (ACC)8agtatcatcatggtcatcatcatcttcatcagaattttttccaaaatcaaccaaaattaaccagaagcccaaattgaacaagaac(CCA)6ttatcatcatggcc(TCA)5156 912981 913136 CAGCAGAACAGATGCCTACG TTGTTGTTGCTGAATTTGTTGA 244

Ai02B451 Araip.B02 451 p2 (TA)6 12 920413 920424 TCGTTTTTGTCACAGTAAAAACTT TTTGTTACTAGCCTTCCCTTTAAACT 174

Ai02B456 Araip.B02 456 p3 (TTG)6 18 926102 926119 CTCTTCCACATCGTCGTTCA GCAGAAACAGAAGCAACCAA 225

Ai02B458 Araip.B02 458 p3 (TGA)5 15 927838 927852 CATCCTCTTCCAAGTAATTTTGC CCTCCTCATCTTCTGCTGCT 201

Ai02B459 Araip.B02 459 p2 (GA)6 12 935427 935438 CACTAAAATCGGCCACCAAT CCACTGACACCATCTCCCTT 238

Ai02B461 Araip.B02 461 p2 (AT)7 14 940690 940703 TCTTGGGCGAAATTCAAGAC AAATATAACGAGCGGCCAAA 225

Ai02B462 Araip.B02 462 p2 (TA)7 14 942091 942104 TCCACAAAAACTGCAAAATCA GCCGTTGTACTTCCATCACA 218

Ai02B463 Araip.B02 463 p2 (TA)6 12 949975 949986 CGAATTGTCGAGTTTGGGTT TTTTATCGATGCGTGAGTGC 194

Ai02B465 Araip.B02 465 p3 (TCA)5 15 957226 957240 CCCAGGCAGGTGTAATGAAT ATGGTGGAATTGAGGATGGA 271

Ai02B466 Araip.B02 466 p2 (TA)6 12 970085 970096 AACCCATGCTTTTGGTTGTC CGCTAAATCGGTCGCTATTC 179

Ai02B467 Araip.B02 467 p2 (CT)8 16 982127 982142 GTGGAACCAGTGGAGGAAGA TGCACACCAGAGGAAAGAGA 206

Ai02B468 Araip.B02 468 p2 (TC)23 46 982283 982328 CAGCGTCACTGCTCTCTCTC GTGTTACTACCACCGTCGCC 280

Ai02B469 Araip.B02 469 p2 (GT)10 20 982518 982537 TCTTCTCATGTCAACAGCGG CCAAAGAAACCCTAGCTCCC 217

Ai02B474 Araip.B02 474 p2 (TA)6 12 993682 993693 TTCTTCAAACTACAAAGTTGCATTG CCGAAATTGGTTTCCATGAT 218

Ai02B477 Araip.B02 477 p4 (AAAT)7 28 1001108 1001135 CAGGGGGATAACGATGACAA TGGTAAATCCGACGGTAACTTT 279

Ai02B479 Araip.B02 479 c (T)10aagaaagttt(A)1030 1006680 1006709 GTTAAAAGGCGGAAAAAGCC GGGGTTGTGCATGCTCTTAT 245

Ai02B481 Araip.B02 481 p2 (CT)6 12 1008635 1008646 GTCGGTAGTATTTGGCGGAA GCAGAGAATGAAGGTGGAGG 274

Ai02B483 Araip.B02 483 p2 (TC)6 12 1021253 1021264 GGGGAAAACCCAAACTGAAT CCAGTGCAACTCCAACTTCA 108

Ai02B490 Araip.B02 490 c (T)11gttttgttttatactaccccaccaattaaattaattagtcctctaaaaataaaatcacaatgttgacaatttgctccgaaaaaaatataatgtccc(T)11118 1041689 1041806 TCCGTTGATATGCCTCAGGT GAAAACAACTTGCAATCAAAAGC 253

Ai02B491 Araip.B02 491 p2 (AT)8 16 1042280 1042295 GGCTTCGTTTACCCATTGAA ATCGAACATCCCTAAACCCA 266

Ai02B494 Araip.B02 494 p2 (TA)8 16 1044850 1044865 TGCACAGGTAATGTTATCCACA CCGATCGGATTGAGTAGAGTC 277

Ai02B495 Araip.B02 495 p3 (TAA)10 30 1045437 1045466 TGAATTATTGTGCGTCTCTGTT TCACATTCCACTCGAATCCA 182

Ai02B498 Araip.B02 498 p6 (ATTAAA)6 36 1055469 1055504 GGTTGGAAATTGGAAAAGACA CAACCCAATTAATCGTGCCT 265

Ai02B510 Araip.B02 510 p2 (TC)22 44 1095860 1095903 AGCACCACTGCTTTCGAATC GGCATGCATGGGTCTTTTAT 247

Ai02B512 Araip.B02 512 p5 (AAAAT)7 35 1106531 1106565 ATGCAGCCAAATCATAAGCC TCGCCAAGGTGTGTGTCTAC 277

Ai02B513 Araip.B02 513 p5 (AAAAT)5 25 1110093 1110117 ATGCAGCCAAATCATAAGCC AAAAGGTAGCCAAGGTGTGTG 273

Ai02B521 Araip.B02 521 c* (TA)7(A)10* 23 1132419 1132441 TCTTCATTTCAGTACTTTTGGATCA AAAATAGGGTGCGCTTTTCA 237

Ai02B525 Araip.B02 525 c (ATT)12(GTT)10gtc(CTT)584 1143443 1143526 TGTCTTCCATGATAGGCCACT CTCTAGCAATACGGCGGTTC 167

Ai02B526 Araip.B02 526 p3 (TTG)5 15 1143851 1143865 CCCGGATGATGAGTCTGAGT CTCTAGCAATACGGCGGTTC 138
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Ai02B527 Araip.B02 527 p6 (GGTGGC)5 30 1145248 1145277 TGTCATATGTCCCCAACCAA ATCGTCATATATGCGCCTCC 272

Ai02B529 Araip.B02 529 c (A)11cacgcaaccatgtccaac(A)1140 1156505 1156544 TGAGCCTTTGCCTATGGTCT GAACTAAACCTGTCGCCCAA 204

Ai02B531 Araip.B02 531 p3 (CTT)5 15 1161975 1161989 GGACGTCTCGGATTATGTGG TCAAGGAAACCAAATCCTCA 146

Ai02B534 Araip.B02 534 p3 (CTC)6 18 1173250 1173267 GGATCCAGCGATTCTTACCA ATTTGGGACCATCAAAACCA 277

Ai02B537 Araip.B02 537 p2 (TA)7 14 1191453 1191466 TCCTTTCTTCGCCTGGAGTA TCGGTGAAAGGTTCTCAACA 215

Ai02B539 Araip.B02 539 c (T)11caaatgttccctttttatgacgcgtatcaatttttttttaatttttttaattgattttatgattttaaaatctgcttatcaagaggtaacattaa(T)12118 1191962 1192079 TGCTCGCCAAACTTACAAAA AGTTAATCACCAGCCCGTCA 275

Ai02B543 Araip.B02 543 p4 (GAAA)5 20 1201658 1201677 GGAGGGGGAAAGAGACAAAA TTCCAGCACAACTCAAACTGA 205

Ai02B545 Araip.B02 545 c (T)12catctctagaaattcgtcattcttttaaaagattgcatgatttttcttttattgaggaaaatttttgtttatttgagtgtttaggatgttggaaacccta(T)10122 1207204 1207325 CTCCATTCCTATGTGGGGAA TTCCGAATGAGAAAATGTATTAAA 263

Ai02B546 Araip.B02 546 c (T)11attaaaatcgtccttttaatttttttcggacaaaaataccctccaccactaccgacaccttt(ACC)9100 1207887 1207986 TCAGAATCGAAATCGTTCCA ATTCTTGATGGTGGAGGTGC 180

Ai02B547 Araip.B02 547 p2 (TC)7 14 1208722 1208735 CAGCTCAGCCTCAGATTCCT AGCACGAGCAGCTAGAGAGG 275

Ai02B549 Araip.B02 549 c (T)10gtctatttaatattattgcgttaaatatataatttgcgttttttttatcagtataatt(A)1078 1219610 1219687 AGTCCGTTGAGTTTAGCGTG TGCTTGCTTGACTTTATTACCAA 277

Ai02B551 Araip.B02 551 c (AAG)5gacaccaacaccaagaagaaggaggagac(CAA)8(TAA)11101 1222724 1222824 CTAGCAATACGGCAGTTCCC AATGTCTTCCATGATAGGCCA 187

Ai02B552 Araip.B02 552 p3 (TAA)6 18 1225999 1226016 GAGGTTGAACTCCCTCCACA CTGATTTTGCACTGCCTGAA 266

Ai02B553 Araip.B02 553 p2 (TA)8 16 1230396 1230411 TTCAGAGAGTTTGTAAAAGAAAGGAA TTCCATTATAACTCTGCTGCACAT 133

Ai02B558 Araip.B02 558 c (T)12aaacaaaatttatttgtaattttatgctata(T)1255 1235605 1235659 CAACTTCACTTAATGGTGGTGAG ACTCGCCTATTGTGGAAAGC 251

Ai02B561 Araip.B02 561 p2 (AT)8 16 1250178 1250193 TGCTGACGTGTTAATGATTTGA TGCATTCGTTGGACTCTTTG 134

Ai02B562 Araip.B02 562 p3 (TGA)5 15 1250326 1250340 ATGGATTGATGTTGGGCTTG AACACCACATTTCACCCAACT 277

Ai02B565 Araip.B02 565 p3 (TGA)5 15 1271463 1271477 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai02B566 Araip.B02 566 p2 (TC)9 18 1278354 1278371 AAAACGCAAGCTTGATGGAG TTGGGGTGTTGATGGTTTTT 249

Ai02B567 Araip.B02 567 p2 (TA)6 12 1289026 1289037 TTGACTTCCTGTTTTTGGGTG CTGCAATGCTCTCAGGACAA 201

Ai02B568 Araip.B02 568 p2 (TA)6 12 1290399 1290410 GGTTGGATAGTCCTACACGGA AATGGAATCAAATGGCCAAA 184

Ai02B569 Araip.B02 569 p2 (CT)15 30 1296230 1296259 CGCACAAACTATTGCTTGGA AGTTGAGGGTCAAGTGGTGG 218

Ai02B571 Araip.B02 571 c (T)10gctataaaatggtgccaaagatttaacttagttttaaaatcgtcatttctaccaaatttttaacttttattccaaaaatatccctaatt(A)10109 1307502 1307610 GCTCCCTAGCAGGACTCTTTT TTCCCCACCTTCTTCCTTG 280

Ai02B575 Araip.B02 575 c (A)11cgaattattaaaaat(A)1440 1312011 1312050 ACGGCCAAGAGAAAAATGTG ATGATGCTGCAAGTCTGCAA 198

Ai02B577 Araip.B02 577 c (CAC)5taccaccacttccaccacagcagcagcaacaaattcacactctc(AAG)574 1312759 1312832 GCCAAACACACCACATTTCA GGCTCCAATCCCAAACACTA 188

Ai02B584 Araip.B02 584 c (A)10cattttttttgggttagattaaaaaagagtagcatatttatagaataggctatgtttttcta(T)1082 1326072 1326153 TCCGTAAATTAATGGAGGTGAA TTTTCGATCATGTTTAATTTTGTG 270

Ai02B590 Araip.B02 590 p2 (AT)6 12 1331761 1331772 GCTTCCCAACACATTAATCCA TTGGTTTGCGACTTTGAGTG 214

Ai02B591 Araip.B02 591 p3 (GCG)5 15 1337935 1337949 CTTTACCCTCTGCAGCAACC ATTGACGATGACTCGCTCCT 261

Ai02B592 Araip.B02 592 c (AT)6tatgcgtattttggatatacttgatggtggatatgattggaatg(TGT)674 1338375 1338448 GGATCCTCGTGTGGGTTATG TTCAGAAAAACGGATAGAATCTCC 277

Ai02B598 Araip.B02 598 p2 (AT)10 20 1350850 1350869 CTCCACCATTGGGCACTTAT CATTCATTGGGAAACCTCTCA 236

Ai02B602 Araip.B02 602 p3 (AAT)5 15 1378130 1378144 CCAAGGCCAAAATTCACCTA TTCTGAAATTCTTTTGCTATGTGC 230

Ai02B603 Araip.B02 603 c (A)11tcatgttcataaatatatatactttatc(T)15ggataaataaaaaaaacacatgcaagtataactatagttatagaaaaagttgac(T)11119 1378335 1378453 GCACATAGCAAAAGAATTTCAGA TCAGTGTATGCATAATGACTGGTTT 259

Ai02B606 Araip.B02 606 c (AT)7(AC)6 26 1382871 1382896 CTCGAATGGAATGGAGTGGT AAATTCAAAGGCAGGGAATG 226

Ai02B610 Araip.B02 610 c (AT)6gatgcgtattttggatatatttggttgtggatataatttggagta(TGT)572 1397865 1397936 ACAGGTAGGGTCCTCGTGTG CAGAAAAACGGACAGAATCTCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B611 Araip.B02 611 c (AT)14gatgcgtattttggatatatttggttgtggatataatttggagta(TGT)588 1403866 1403953 GGTCCTCGTGTGGGTTATGT CGGACAGAATCTCCTCTGTTTC 279

Ai02B613 Araip.B02 613 p2 (AT)6 12 1405898 1405909 CTCGAATGGAATGGAGTGGT AAATTCAAAGGCAGGGAATG 218

Ai02B614 Araip.B02 614 c (A)10ttgaaaatgagttttttggacaaaagaaatccttatctaattttcatgatgaagtcccttatctaattttatgttgcaagtgttt(A)13ggaaataggaggaaagaaaagtaatgaaagaataatgcatcacagtgaaactaatgtttaatcgcagaggaatataagttctt(TA)6203 1411876 1412078 AAAGAAGGATCTCTTTTTGGATGA AAAATTTCATCACATACTTTCTCAGTG 275

Ai02B617 Araip.B02 617 p4 (ATCT)15 60 1435278 1435337 ATTTGCTTGCTGGTCTGCTT TGCCAAGTAAGCGATAGTGC 274

Ai02B620 Araip.B02 620 p4 (ATCT)8 32 1465112 1465143 AAAAATGTTGATTCATTTTGATGG TTTCACTCTGATGTGTATGTGACAA 219

Ai02B622 Araip.B02 622 c (T)12agaaattaatctgtccaaaatataaatcttcaagatttatttgttattttactctaataattatttaacaattccttcattcattcatttg(ATC)6121 1469911 1470031 TCAGTGTATTCAAGTCAGTTGTGG AAGCATGTGTAAATTGGGGAA 224

Ai02B623 Araip.B02 623 p3 (AAT)19 57 1470375 1470431 TGTTTGATGAGGATGCCAAA GCTGGTTCCAAAAATTTCTCA 252

Ai02B624 Araip.B02 624 c (T)11aactaatgtattattttatgagag(T)1247 1476295 1476341 TGGCAAAAGCAGAAAGTTGA CCTTAGCTTGGAGGACTTGG 169

Ai02B625 Araip.B02 625 p4 (AACT)5 20 1476849 1476868 AGGCACCAATCAAAATTCCA CAAGAGTAAGACGGGCTGCT 258

Ai02B634 Araip.B02 634 p2 (AT)8 16 1507350 1507365 TGCAATAGAGAGAAACTCAAAATCA TTTGGAAGCAACGGGTAATC 191

Ai02B635 Araip.B02 635 c (A)10gtagagagttaattagtattgattcatatgtt(A)1052 1508266 1508317 CTCAACACATGGTTGCAAATG AGTGCATTTTCTCCCTCAACA 265

Ai02B636 Araip.B02 636 p2 (TA)6 12 1509180 1509191 GTGCATGTAGCAACCCAAAA ATATGCTTTATTGGTGGCCG 215

Ai02B648 Araip.B02 648 p2 (TA)7 14 1529503 1529516 AAACAGCAATCCAAATACACACT TCTTCATTGGAGTAGCCACCT 139

Ai02B649 Araip.B02 649 p2 (TA)8 16 1530104 1530119 TGCCGTATGATTCTTCATCA GCTTCTCTGACGGTGCAAGT 274

Ai02B652 Araip.B02 652 p2 (CT)6 12 1538135 1538146 TCTTCCTGACTGGGTGCTCT GATGAGGGGTCATATGCGAT 154

Ai02B660 Araip.B02 660 p5 (TGTTG)5 25 1556736 1556760 TCGTCCTTCGAAGTTTCTGC CCCACCCTTACGCTATCAAA 235

Ai02B664 Araip.B02 664 p2 (TA)8 16 1584880 1584895 CCAAAGACAACAACCACAACA CCTTCTTCTTTCCAAGGGCT 276

Ai02B671 Araip.B02 671 p2 (TC)8 16 1613495 1613510 GCTGGTATTGGTGCTTCCAT AGCGACAAGTTGTTGTGTGC 271

Ai02B673 Araip.B02 673 p3 (AAT)6 18 1631089 1631106 GCCCAATTAAATGTTAAACCCA CTTTAGCCGTGCACATTTCA 269

Ai02B676 Araip.B02 676 p3 (ATG)5 15 1656761 1656775 GATTAGCCAGCCAGCAAGAC GCTAGGCCTACCATCCAGC 113

Ai02B679 Araip.B02 679 p2 (TC)9 18 1659333 1659350 CTCAACTACCTTGCCGTTCA TCAAGCAGTATTTTCTTGGATTT 268

Ai02B683 Araip.B02 683 p2 (CT)6 12 1662867 1662878 TCCCTTCCATTACTTTCGTTC GAGGGAAGGGGAGAGAGAGA 233

Ai02B684 Araip.B02 684 p2 (TC)6 12 1663080 1663091 TCTCCCACCTCTCCCTCTCT GGAAGAGAAAGGGGACAAAGA 144

Ai02B685 Araip.B02 685 c (GA)13ggaggggagagagagaaagagagagaaggaaaaagagaggagaaaggagagagatatgg(GA)9103 1663450 1663552 GAAAGAGAGAGAAGCGAGAGAGA CCCCCTTTTCCCTTTTTCTA 242

Ai02B686 Araip.B02 686 c (AG)9aaggggagaggaaaggagagagagg(GA)961 1663661 1663721 TAGAAAAAGGGAAAAGGGGG TTTCCTTTTTGTCCTCCTCC 173

Ai02B687 Araip.B02 687 c (AG)8g(GA)9agaagagaaagaagagagggagagataaagagagaagaagggggagagggagaggaagatggagagggagggagg(GA)6122 1663845 1663966 GAGAGAGAGGGGAGGGAGAA GGTTAACCAAAACCAAAACCAA 256

Ai02B689 Araip.B02 689 c (A)10tgtat(A)10 25 1677969 1677993 TGGCTGATCAAGATCCAACTC CCATGATTTAGGGGGAAAGG 100

Ai02B691 Araip.B02 691 p3 (ATG)5 15 1679471 1679485 GATTAGCCAGCCAGCAAGAC GCTAGGCCTACCATCCAGC 113

Ai02B694 Araip.B02 694 p3 (ATG)5 15 1694968 1694982 CATTCAAACCAGCAAGACCA CGAATATCGAATGCGAGTCA 189

Ai02B695 Araip.B02 695 p2 (AG)15 30 1697818 1697847 TTTGTGATGATCAAATGCAAAA AAGGTGGCTATGGAATCGTG 142

Ai02B696 Araip.B02 696 p2 (AG)17 34 1698312 1698345 TCCGATGAGGACCCATAGAC TTCTTTTGAACACTCTCTCCGTC 219

Ai02B697 Araip.B02 697 c (T)13ctgaaaaattatgttttgtttaaatacgtgagacacaaactataattttggtagtaacacttcaa(T)1391 1701060 1701150 TCCTCGTTTCACTATTCCATCA TGCATATCCAAGCCTAACCA 203

Ai02B702 Araip.B02 702 p4 (TAAA)5 20 1705236 1705255 TGCCACTATTGAGCTGTGGT GCTTCCCGAAGGTACACTCA 220

Ai02B704 Araip.B02 704 p2 (AT)6 12 1708477 1708488 CCCAATTGTGTTTTCTTGGG GCTGAAATCTCCAGCGGAT 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B706 Araip.B02 706 p3 (AAT)7 21 1715361 1715381 CACCAGAACCCTATCCCTCA TCCATGGCTTCTCTCCAATC 206

Ai02B709 Araip.B02 709 c (A)10ttcaccttatagggagaaatt(A)1142 1721635 1721676 ATCGATCACAAGGTTTTGCC TCATGTGAATGACTTGTGGGA 275

Ai02B710 Araip.B02 710 c (GAA)6ggagctcaccgacaacagcttccatataagggaacgccatggctgaagtatctgaagaagaaaagtagcaaagggaagatc(T)11110 1721928 1722037 CAGTGCCATTGCAGAGAGAG GTTGACCCGAAAGTCCAAAA 245

Ai02B711 Araip.B02 711 p2 (TA)7 14 1722183 1722196 GTTTTGGACTTTCGGGTCAA TGTCGCTAGCCAATGAGTTG 188

Ai02B713 Araip.B02 713 c (A)11catgagttttgatccatggataccaaaaaag(A)1153 1724388 1724440 CCAATTGAAAATGTGTCTGCAT TCTGTCTCCCATTTTGCACC 272

Ai02B717 Araip.B02 717 p2 (GA)8 16 1739142 1739157 GGAATTGAATCGAGAGCGAA GAACACGCGTCTCTTCCTTC 269

Ai02B718 Araip.B02 718 p2 (CT)8 16 1739386 1739401 AAGAGACGCGTGTTCTGTTG GCATTTGAATTTTGAAGTTGAGC 119

Ai02B728 Araip.B02 728 c (AT)6ttttc(T)12 29 1750974 1751002 GCCTTGGGTAACGTTTTGTG CACCCATTTCCATTTCTTCG 273

Ai02B731 Araip.B02 731 c (A)10caactctgtagaaaaaaagataaca(T)1045 1758268 1758312 CGTCTCTTGGGTCTTTTTGG CCAAGTTATTCGTCAATGTGAAA 266

Ai02B734 Araip.B02 734 c (T)10atttgtcagatttaatgatactgaaaa(AT)853 1763352 1763404 GCTCCCCAATGAGTGTCAAT CAACAATGATTGACTGAAATTCAAA 236

Ai02B735 Araip.B02 735 p2 (TA)7 14 1763924 1763937 GGATGAAAAGAATGACCTGGA TGTGCGTGGCATGAATACTT 156

Ai02B736 Araip.B02 736 c (AAT)5tagatagacatgttaagttgaaattgatgaaccac(ATG)771 1764777 1764847 GGACAACCCAATATTCCTCTCA TCCAGCTTCATCACCACTTG 259

Ai02B737 Araip.B02 737 p3 (ATT)5 15 1768525 1768539 TCCATTAATTCTAACGTCTTTGTCA AAGAATCCCAAGGCTTCCAT 264

Ai02B739 Araip.B02 739 p2 (AT)9 18 1772630 1772647 TTTTGTTTCTTTGTATCATATGTGAAG ACCTTCTTACCCAACCCCAC 249

Ai02B747 Araip.B02 747 p2 (AC)7 14 1797297 1797310 TTGCATGTTGCTTGATTGTTT GTGGTTGGCAGAGAACTTCC 199

Ai02B750 Araip.B02 750 c (AAG)5gtgcagaagatgaggaggaagaagatgaaaaacgtgcagaagaacgaggagaagcacggcgatgaagatgaaacacttcaaaaac(GAA)6118 1799260 1799377 GAAGGAGAAAGAGAAGGCAAGA TTCTCCACGTACAAGCGTTTT 241

Ai02B757 Araip.B02 757 c (GA)14gcccacatagatgccaaattggtcataaaagtaaagatacttattttattttgaaagtg(AT)8103 1804282 1804384 TTTCACAATGTCAACCCCCT AAATGGTATTTTGCTAACCATTAAG 266

Ai02B758 Araip.B02 758 p2 (TA)6 12 1804681 1804692 TTTCCCCTCTTGTAGTAGCTTTTT TCAAATTGGGGATGTCAGAA 229

Ai02B759 Araip.B02 759 c (CT)7atctctatctctt(TC)1149 1808879 1808927 TCGGAGTGTCCGACTCCTAC GACAAAAGAAGGCGCTGACT 280

Ai02B760 Araip.B02 760 p3 (ACC)6 18 1809105 1809122 AGTCAGCGCCTTCTTTTGTC ATTCAAAAGGGTGGTTGCTG 276

Ai02B763 Araip.B02 763 p5 (TTTTA)8 40 1815585 1815624 CGTAACAACATCATGTGGCA CCCTATCAAAATTCATCTCATCC 275

Ai02B765 Araip.B02 765 p3 (AAG)7 21 1821389 1821409 CTAATGCAAGACATTGGGGG ATCGCAGACAACCCAAAAAC 228

Ai02B772 Araip.B02 772 c (T)21cacggtatctcctaagcgcaacataatatcaaataataaaaaatttctaattgttatcctagttaaaatccag(A)14108 1827834 1827941 TGGCATAACAGATTACAAGTTCA AGCTTCGAAGTTGATATGTTTCTT 249

Ai02B776 Araip.B02 776 p2 (AG)6 12 1859945 1859956 TGGTTAATAGTGGGTGGGGA ACCAGGATTGGCACTCAAAG 175

Ai02B778 Araip.B02 778 c* (A)10(AT)11* 31 1864424 1864454 CTTCACAGCCAGCCAGACTT GGGAATTGTTCGAGTTTGGA 202

Ai02B779 Araip.B02 779 p3 (ACC)5 15 1870000 1870014 GCAGCAGCAGGACCTTTATC GTGCCTCTTCGTGCTACTCC 220

Ai02B787 Araip.B02 787 p4 (ATAA)6 24 1887317 1887340 ACAAAGTTGCTGGCTCCCTA GGATTTATCTCAAACAAGCCTGA 242

Ai02B799 Araip.B02 799 p2 (CT)14 28 1907179 1907206 AAAAGCAGGCGGAAAATGTA TGGGAGAGAAGAGGGTGAGA 255

Ai02B801 Araip.B02 801 c (CCA)5t(CCG)5 31 1912114 1912144 TTCATCTAACGCTTCCACCC GGCGGTTATTGTGACGTAGG 249

Ai02B803 Araip.B02 803 p2 (TA)6 12 1916045 1916056 TCGTAGGATTAGGATTTAGAATTTTT GGTGAATCAAATCTTGAACTGG 149

Ai02B805 Araip.B02 805 c (T)15cagtttttggtctatgtagtgaagttagcccaatttcaacatagcggtacagtctcttttaccataaaacaaatacaaaaaatgaaatctacaa(T)10119 1919847 1919965 GGCACACAGATCCTTCACAA CAAAGGTACATTTTGGTTGCC 271

Ai02B807 Araip.B02 807 c (A)10taattattgttattttatctgtatattcttttatccacatttttatttttaatattaagttaacaatgatgttttttaaattgtgatctactatgtcac(A)13122 1920603 1920724 GGCACAATTTGAATTGGGTTA CGGTCCAATTTGTACTCCGT 247

Ai02B808 Araip.B02 808 c (TC)9a(CT)7 33 1921684 1921716 GTGTTTCGCCTCTTCGGTAG CCACTACCACGTGTAAGCACA 123

Ai02B810 Araip.B02 810 p2 (AG)11 22 1928645 1928666 CGCGTTCATTCATTCACATT CTTAGCATCTACGCCGGAAG 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B811 Araip.B02 811 p3 (TCG)5 15 1928817 1928831 ACTTCCGGCGTAGATGCTAA ATTTTGAAAGATGTGGGGCA 115

Ai02B817 Araip.B02 817 p3 (TGA)5 15 1950898 1950912 TTGGCTTTTGGTTCCTCAAC AACCCCATTTCTCAAAACCC 240

Ai02B818 Araip.B02 818 p3 (AAT)5 15 1956296 1956310 CATGCACTCATGCCTACACC TAGGAGAGTGGCAAATTCGG 262

Ai02B823 Araip.B02 823 p5 (TTTCT)6 30 1970401 1970430 GTTGGCGTCAACTAACCACC AGAATGGAAAGAAAGGGGGA 193

Ai02B825 Araip.B02 825 p2 (GA)7 14 1971353 1971366 CATTGAAACCTCTGGATGGAA CCTGTAAAAATCCACGAGCA 259

Ai02B833 Araip.B02 833 c (AAG)5aggaagaagaacgtgcaac(AAG)549 1996471 1996519 GAAGGAGAAAGAAAAGGCAAGA ACTGCACGTTTTCATTGCAC 221

Ai02B835 Araip.B02 835 p3 (GAA)5 15 1997603 1997617 CGATCTAATCGTCGCACTCA TCATCCACCGCTTAATCTCC 239

Ai02B837 Araip.B02 837 p2 (AT)9 18 2005897 2005914 AACATTGGCACAACATCCAA TGGCAATAATTGAGTGGTTGA 243

Ai02B842 Araip.B02 842 p2 (AT)6 12 2019671 2019682 CTCTACATCCGCGTATCCGA TCCGCATAATTAAACTTTCTCTTTTT 274

Ai02B846 Araip.B02 846 p4 (ATAA)5 20 2025986 2026005 TTGCTCATGATTCAACTAAATTCC TCCATTATCATCTTTCATTCTTCTTTT 280

Ai02B849 Araip.B02 849 c (A)11ggtaaagaatgtcattat(A)1342 2043079 2043120 TGAAAGCTACTTTTAGTTTGATTTACA CGTGCATGGTAGCTGTCTTC 279

Ai02B851 Araip.B02 851 p2 (AT)6 12 2050211 2050222 CCACAATCCAATCAATCACG AATCTTCATCCAATAAAGACCATT 239

Ai02B857 Araip.B02 857 c (T)11aattggatccctataaaattaagccaattactactaagagggacttaattg(A)1072 2090960 2091031 AATTGAGTCCTTGCACCAAA GGTTTAATTACTCTGTTGGTCCC 244

Ai02B858 Araip.B02 858 p3 (TCA)6 18 2093622 2093639 CTCAGAACCTCCCCAATTCA CTCACCATCGTGCACTCACT 213

Ai02B867 Araip.B02 867 p3 (ATT)7 21 2126498 2126518 TGAGGTTTGCATGATTGCAC TGTCTCGCTGTCCGAATGTA 234

Ai02B868 Araip.B02 868 p2 (AG)12 24 2133378 2133401 CAACCCAGCTCAACTCACAA GGGATGAAAACTGTTATGCCA 152

Ai02B869 Araip.B02 869 p2 (TG)11 22 2134866 2134887 AGGTACGCCACCCCTTTTAC AAAACCCCATCATTCACAGC 268

Ai02B870 Araip.B02 870 p2 (TA)9 18 2137507 2137524 TGAGACCAGAAAGGAAGCAAA GGCCGAAACATGTCCTCTAC 236

Ai02B872 Araip.B02 872 p2 (AT)6 12 2140651 2140662 TGGAGGTCACGAAAAGTCAA TGTTGCATTTTAATTTTGGAAAGA 238

Ai02B877 Araip.B02 877 p3 (ATA)6 18 2148625 2148642 GGTTTGCTTTAGGGTTTCACC AAAGCACCTTCAACTTCACCA 234

Ai02B879 Araip.B02 879 p2 (AT)6 12 2149931 2149942 AAACGACATTTCTAGAGGCAAGA CGCAAAATAACCGTCGCTAT 260

Ai02B880 Araip.B02 880 p3 (AAT)5 15 2150593 2150607 ACATCAATTTATATATGGTCCAAAAGT TGATCCAAGCGTATATAAAGAGTACA 279

Ai02B882 Araip.B02 882 p2 (TA)7 14 2157475 2157488 GGCAAAGGTGTGTGATTATCTTC CGTACGCAGTGTATTTGGTCA 229

Ai02B889 Araip.B02 889 p3 (GAA)5 15 2163446 2163460 CCATTGCTTCCATTATTTCCA TTTGTTTCCATTTTTCAGCAA 106

Ai02B890 Araip.B02 890 p3 (TAT)8 24 2164122 2164145 TCCTTCCATGGATGATTATTGA TGAGAATTTTAATGTAAGCGCA 257

Ai02B891 Araip.B02 891 p4 (TTTA)5 20 2164449 2164468 CCCAAAAGTACATGCCTTCA AAGGCCAATTACACACGTCA 256

Ai02B894 Araip.B02 894 c (GCG)5aggagcagaaggagaagaaaagctcgatcggaggagcgagtcatcgtcaatggcgaaaaagg(A)1087 2170429 2170515 TTCTTCCATCACCGAGAAGC GATTCGCGCAATTCAATTTT 262

Ai02B897 Araip.B02 897 c (T)12aagtcaccaaaaaaatcataatg(A)1045 2172121 2172165 TCGGTTGATTTTGAGAGATGC CGATTCAACTTGTGGCCATT 263

Ai02B898 Araip.B02 898 p2 (TA)6 12 2172945 2172956 CCAGGCAAAAACGATAAAACC TTCATCTATGGCAAGGGGAG 280

Ai02B902 Araip.B02 902 p3 (GAA)6 18 2178833 2178850 GGGCGTTTTCCTCTCTCTCT ATCAACCCAAAGGTCCTTCC 137

Ai02B903 Araip.B02 903 p2 (AC)6 12 2185392 2185403 AACAACGATGGACCAAGCTC TAAAGAAGTGACCCGAGGGA 147

Ai02B904 Araip.B02 904 c (A)12ccaagagtgatttcaaa(T)1039 2186735 2186773 TGAGTTCATTTGTTGGGTTCA TAGCAAGGGGCACCACTAAG 280

Ai02B908 Araip.B02 908 p3 (CTT)5 15 2190307 2190321 TCGATTCAACCACGATCAAA CATGCAGACGAACAGAGGAA 235

Ai02B909 Araip.B02 909 c (TGA)5agagggtatggaattcttagaagcatgca(AAG)559 2193554 2193612 CGTATAAAGCATACCAAAGGTGG AAGCCATCATCAACAAACCAG 269
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Ai02B911 Araip.B02 911 c (T)10gtatttggacgccggggagtaaggcaaatttgctaatttttatagagttcgccgtggggtgcgatgaacttgcccaaat(A)14gtgcatttcagtaaataaagctggaaactaggtttggtgaaaataaatatttttcataatttattatag(A)11183 2194333 2194515 TTTTTCCAAAATCTATTTCTGAGTTT GAGTGCAAAAGGTGAAGAGAAAA 255

Ai02B916 Araip.B02 916 p2 (GA)6 12 2215030 2215041 AGGTTATTGAATGAGCCCCC AGCAGTAACCCAACAAACGG 208

Ai02B919 Araip.B02 919 c (T)11(A)12 23 2227224 2227246 GAATGCTGAATAATGTGTTGTTGA CAATGCATTCATTTGATCATTTAT 206

Ai02B922 Araip.B02 922 p2 (TA)6 12 2236456 2236467 CCCTCTGTTCCTTCTCAGCA AAACTCATATTCGATCCGCA 234

Ai02B925 Araip.B02 925 p3 (TTC)6 18 2240895 2240912 ATTCATGCACCTCCTCCAAC CAACAAGAACGAAAATGCGA 229

Ai02B926 Araip.B02 926 p2 (GA)6 12 2253244 2253255 AGGTTATTGAATGAGCCCCC AGCAGTAACCCAACAAACGG 208

Ai02B927 Araip.B02 927 p3 (AGA)5 15 2255109 2255123 TTGATGTTACTGCTCGGCTG TCATCCTCAACCATCTTCCC 181

Ai02B937 Araip.B02 937 p5 (ATCCG)5 25 2286133 2286157 ATCCGATCCGAACGCTTAAT CGATCCAAACCGCTTGTAAT 102

Ai02B940 Araip.B02 940 p2 (AG)6 12 2294485 2294496 CAAAGGGGTAAAGGCAGTGA TTTGGGTTTGATTGTGTCCA 254

Ai02B944 Araip.B02 944 c (T)10gttgtttttgtcttctttcttatttttttctgtgtcatttgactttcg(T)1270 2315820 2315889 TGCGAACACCCCTAGTATGA GATTCGAACTCGCAACCTTT 256

Ai02B946 Araip.B02 946 p2 (AT)8 16 2316507 2316522 TTTGCATGCATGGACAACTT AAGTTGTGGCCCCTTATTGA 167

Ai02B948 Araip.B02 948 p2 (AT)6 12 2317914 2317925 CACCAAGGTCGTCAAACTCA TTGCTTTTATTATTGCAGATTTTGT 251

Ai02B950 Araip.B02 950 p3 (TCT)5 15 2323116 2323130 TGCTTCACGTTCCTCCTTCT AAAGGCAAAGAGAGAACGCA 139

Ai02B952 Araip.B02 952 c (T)11caattaggtccctcttaacagtaattggttaattatataggaatccaattt(A)1577 2327499 2327575 TTTCGTAAAATTTTCAATTAGGTCA GCGAAATTTTCAATTAAGTCCC 257

Ai02B958 Araip.B02 958 c (A)10ttgtgcaaggactcagttgaaag(A)1043 2334172 2334214 TGGGTCCCTGCACTATTTTT AGCCATGAACTCCAACTTGA 277

Ai02B965 Araip.B02 965 p2 (AG)14 28 2356283 2356310 ACCATAGCAACCTTGTTCGC CCGTTCTCATTTTAAGCCCA 275

Ai02B966 Araip.B02 966 c (T)10cttttctac(T)1029 2357580 2357608 ATTCACAGCCGCAATCATAA TCTGCATACATCATCCAGCA 279

Ai02B968 Araip.B02 968 c (T)11gatattaggggaacattttcttaattaaaccaaaaaaattaataatacaaaaaattaaaacta(T)1185 2362546 2362630 TTTTTCTTCTGGTTTGACTACAATTT TTTTGACAGACCGAAAACAATG 247

Ai02B973 Araip.B02 973 p3 (TTC)6 18 2381997 2382014 GGCCACTAAACCGAACAATG AACAACCAATTTCAAAGCCC 175

Ai02B974 Araip.B02 974 c (AGG)5aatgcgaagaagaagacactccgtgcataaacgagcgtgagaagaagcacgcg(AGA)5agcgtgggggagaagagaaaaagaagaag(AGA)5127 2382864 2382990 AAGAAGGAACGCGAAAAATG CGCGCATTAATGAAATTGAA 240

Ai02B977 Araip.B02 977 p2 (CG)6 12 2387407 2387418 TGCCTTTGGCACAAACCTAT TGTTTGGAGGTGTTGGATGA 203

Ai02B979 Araip.B02 979 c (TA)8atattaaaagaataaattaaatacatataaaatatgtgtattaataatt(TA)983 2392252 2392334 TGAGCTGGTGAGTTGAGACG CAGATGGATAGAAGGATGGCA 258

Ai02B983 Araip.B02 983 p3 (AAT)6 18 2396736 2396753 CATGGAAACCTTTGAACTCCA TTGCAATGAACCCTTTTTCC 267

Ai02B990 Araip.B02 990 p3 (AAG)5 15 2404667 2404681 TCCTTCTCATCTTCTGCTGCT TTGATCGCACGTTTTTCATC 248

Ai02B991 Araip.B02 991 p2 (AT)6 12 2407427 2407438 ACCATGGTACAGGCTCTTGG TCGAACATTTTGGAAAGGAAG 229

Ai02B992 Araip.B02 992 p2 (AT)6 12 2408474 2408485 TTGCATTTGATTTTGACGAGA AAATTATTTTCTTTATTTGCCGAAA 227

Ai02B993 Araip.B02 993 p3 (AAT)5 15 2409187 2409201 AAGGGTTTTCAGAACCTCCC TTTGCCATTACCACAAGTGAA 220

Ai02B994 Araip.B02 994 p2 (AG)14 28 2410084 2410111 TTCACATAGCACAAGAAACGA ACTGACCACTCGATCAACCC 250

Ai02B995 Araip.B02 995 p3 (AAT)8 24 2411579 2411602 AACAACCCTAAAATTCGACTCA AAGGGAGCTCCACATAGGGT 260

Ai02B996 Araip.B02 996 p2 (AT)6 12 2412266 2412277 GCATGATCCTGGTGATCAAA TGCCCACATAAACACACAGC 200

Ai02B998 Araip.B02 998 p3 (TTC)5 15 2426769 2426783 CACCACCACCCTTTAACAGAA AGCACTGAACAAACCATGACA 280

Ai02B1006 Araip.B02 1006 c (A)11tagggaatt(GA)632 2439636 2439667 AGGAATGGAAAAAGGGGAAA GCAACCCATTTTGTTGCTCT 160

Ai02B1007 Araip.B02 1007 p2 (AC)7 14 2439769 2439782 TGGGAAAATGGAAGAGCAAC CTTCTCCTTTTGGCTTTCCC 106

Ai02B1010 Araip.B02 1010 p2 (AG)10 20 2443790 2443809 TCATCATAACAATTTGGGTTCAA ACGGGGTTCAGGAATAGCTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B1016 Araip.B02 1016 p3 (TTA)6 18 2456718 2456735 CGCGTCACGTTTATTCGTT CTTGTTGTGGACGGATCATT 280

Ai02B1019 Araip.B02 1019 p2 (AT)7 14 2463121 2463134 TGCCTTTTCCTTTGGATTTG AGCATGCATGGTATGGAGTG 233

Ai02B1020 Araip.B02 1020 p4 (TTCA)5 20 2466681 2466700 TTTCATTTGGATCGTGTGGA CACCATTGATCCCATCAAGA 209

Ai02B1021 Araip.B02 1021 p2 (TA)8 16 2471708 2471723 ACTTTTCGCTGCTCATTGGT GCATTCTTCAATTTCGAGCA 261

Ai02B1029 Araip.B02 1029 c (T)13gtcaacattaccaatttctgaaa(T)1248 2515944 2515991 TGATTCCGAGAAATGCAACA TACCGGTGAGGCTGTGAGTA 232

Ai02B1045 Araip.B02 1045 p2 (AT)26 52 2580656 2580707 CCATTTCCAAGACGACAACA TCCATATGTCACAGGCAGGA 251

Ai02B1046 Araip.B02 1046 c (AG)8atcggggaaggctcgagagaataaggagggggaaggggtttaagtgggggcatgtgccacccacgtgactatgcacttctgtttcc(T)13115 2582965 2583079 GAAGGAAAAGAGAGGGTTTGG AAGTTCAAAATTCGGGGACC 223

Ai02B1047 Araip.B02 1047 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatacgcatc(AT)672 2588410 2588481 TTTCAGAAAAACGGACAGAGTC GGATCCTCGTGTGGGTTATG 275

Ai02B1048 Araip.B02 1048 p3 (ACA)5 15 2589710 2589724 AGCCCCAAATTTTCTAACCC GTCACAGGCAAGATCCTCGT 264

Ai02B1049 Araip.B02 1049 c (AG)7atcggggaaggctcgagagaataaggagggggaaggggtttaagtgggggcatgtgccacccacgtgactatgcacttctatttcc(T)13113 2591297 2591409 TGGAATGGAAGAGGAGATGAA AGATAGAGAGCGGTGGGGTT 264

Ai02B1050 Araip.B02 1050 p2 (TA)7 14 2593268 2593281 TCAGCTCACACTCATTGCTTG GAGCATTGCAGTTCTGGACA 261

Ai02B1054 Araip.B02 1054 p2 (AG)9 18 2606441 2606458 GAGCCACACAATTTCAGGGT CCAGGTGCCTAAACCCTCTT 148

Ai02B1059 Araip.B02 1059 p3 (GAA)6 18 2618795 2618812 CGTACACGCCATTGATGAAG TTTTCAGCAGCAAAGCTCAA 168

Ai02B1060 Araip.B02 1060 p3 (ATA)5 15 2619413 2619427 TGTTTTTCTCTAAAATATTGGGTATGA TGGTGGCGTCCAGTTTTTAG 252

Ai02B1061 Araip.B02 1061 p2 (CT)11 22 2622545 2622566 TCGTGTGTGGAAGCTCTGTC GAAAGGGGACACAGCAAAAA 179

Ai02B1066 Araip.B02 1066 p3 (TTA)13 39 2632030 2632068 TTGATGACGTGCTTCCTTTTT TGACCCGGTTATTTTTGAATG 103

Ai02B1073 Araip.B02 1073 p2 (AG)6 12 2644188 2644199 GAAAGGGGACACAGCAAAAA TCGTGTGTGGAAGCTCTGTC 169

Ai02B1079 Araip.B02 1079 p3 (CAT)6 18 2659014 2659031 CTTTGACCCCCAAATCATGT GAGGCCATCTCATCTCATCC 206

Ai02B1081 Araip.B02 1081 p3 (TTA)6 18 2665047 2665064 AATTGGTCGGTTCGACTGAA GGAGGATACTCCTATAAAGATGCG 188

Ai02B1083 Araip.B02 1083 c (A)10gtaaagaagcatatagtttgtattttcatttacaatttttttattttttaaattttgtaaaagaaaagaattaaataataaaattttatttc(T)14116 2666235 2666350 AGTCGACTGCACCTGAGTTTC TTTGGTTATGTTGTTTGGTTGG 203

Ai02B1084 Araip.B02 1084 p2 (AT)6 12 2666822 2666833 TTGATGAAATGGCAAACACC AACGGCAGGATAACATTGAA 275

Ai02B1086 Araip.B02 1086 p3 (TTC)5 15 2670158 2670172 TGACTTTTTGTTCTTTCAAAATCTATG TGTCAAAGGAGCTTTACCAAAA 243

Ai02B1087 Araip.B02 1087 p2 (AT)6 12 2672810 2672821 TCCCCCATAGACTACTGCATTT GCCAGAAGGTGGTGTCAGAT 191

Ai02B1088 Araip.B02 1088 p3 (ATG)6 18 2673170 2673187 TTTTAGGGCGTTTATGGTGG GGAAGTTAAGCTATGAAAAGGGC 183

Ai02B1089 Araip.B02 1089 p2 (AT)6 12 2684852 2684863 TGGCGGTTTTTGTAGTGTCA CACAAGTCCCATCAAGTGACC 271

Ai02B1090 Araip.B02 1090 p3 (ATG)6 18 2685212 2685229 TTTTAGGGCGTTTATGGTGG GGAAGTTAAGCTATGAAAAGGGC 183

Ai02B1091 Araip.B02 1091 c (TC)6(T)11 23 2692183 2692205 TGGGGCATATCTTGAATGAA TTGTTGATTAATGTGTTACGTTGC 225

Ai02B1092 Araip.B02 1092 p2 (AT)9 18 2694290 2694307 TCCTAACTTGAGGGAGGGTG GCAGAAGTGGAAACAGAGAGAGA 268

Ai02B1094 Araip.B02 1094 c (CT)8tccataaacaaaactcatacacaaaaaagtgttt(GAA)5taagaataagaagaagcaagtgaaggaagtagcagcaaccactaccaccacaatgtggtgcattt(CCA)6148 2696431 2696578 CCTCTCTCTCTTCACTTTCCCA TCCAAGAAGAGGAGGAGGAA 263

Ai02B1095 Araip.B02 1095 p3 (GAA)5 15 2697373 2697387 CCAACTTGAATCCTCGGAAA AGTATGAGCCGGAGCTTGAA 224

Ai02B1096 Araip.B02 1096 p2 (TA)6 12 2701981 2701992 CTTGGGTGGGATGCTTGTAT TGGCAGCTTTGCAAATTAGA 278

Ai02B1097 Araip.B02 1097 p2 (TC)7 14 2702619 2702632 CATTGAAAGCATCTTTTGGAGA TAACATAGCTGGTCGGCCTT 211

Ai02B1103 Araip.B02 1103 c (TGT)5tcctcagttcctgttccaccatttgcagtcataacttctgaaactcaacaccaagcaataatccaaatgcagcagttccttcaaaccaaattacc(A)13123 2713751 2713873 AGATTTCTGGCCAACCTTCC GGAATGTCTTTTATGAACCCCA 246

Ai02B1105 Araip.B02 1105 p3 (TAA)7 21 2722877 2722897 CATGTTTAGGCACCAGCTCA TCAATTTTGAAACGGGGATT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B1106 Araip.B02 1106 p3 (TAA)7 21 2724673 2724693 TGTCAAACAACGGAAGCAAA ATTTCATGGCAGGGACTCAG 235

Ai02B1113 Araip.B02 1113 p3 (AAG)6 18 2732986 2733003 AGTTTCCATTGGTCACGCTC GCAGTGGAGTGCATAGCTGA 114

Ai02B1116 Araip.B02 1116 c (TG)6aaacatggatgtaatgcttaggattgggggctgtccaatccacttgac(A)1171 2764694 2764764 TGAGGCTGGTCCTTGGTTTA TTGCATTTTCAAGGATGACA 263

Ai02B1119 Araip.B02 1119 p2 (TC)6 12 2768067 2768078 TTTAGGCCAACTTGTGACCC TGAAGCAAGAAAAAGCAGCA 150

Ai02B1120 Araip.B02 1120 p2 (TC)8 16 2771346 2771361 TCGGACGTGCAGATTGTTAG TCCCAATTCCCTCTCACTTG 273

Ai02B1121 Araip.B02 1121 p5 (TTATC)7 35 2777550 2777584 CCTGGGTGCTCCAGTGTATT AGAGATAAGGGCGGTTCCAT 153

Ai02B1122 Araip.B02 1122 p3 (CAT)5 15 2792216 2792230 GAGGAGGACGACACTTCGAC TCTGAGCTCCAGGGTCATCT 209

Ai02B1123 Araip.B02 1123 p2 (TC)6 12 2802595 2802606 CATGCAAGAGGAAATGGGTT CCCTCTCACTTGCTTTCACC 218

Ai02B1124 Araip.B02 1124 p2 (TA)7 14 2804969 2804982 ATCGCCAAGTTTTTGGTTTG GGACCGTCCGATTTTTAGAAC 262

Ai02B1125 Araip.B02 1125 p2 (TA)10 20 2808053 2808072 GCGAAGCTGCTCATCTTTTT TCCATATTTGATTCCCAACG 257

Ai02B1126 Araip.B02 1126 p3 (GAA)5 15 2808544 2808558 ACGCCATTTCGTTACTGACC GTGGAAGCTGAGGTTTCTGC 239

Ai02B1129 Araip.B02 1129 p2 (AT)12 24 2814327 2814350 ACAAGCCATGGGAATTCAAC CAATAAAATTGCTGACCCCC 263

Ai02B1144 Araip.B02 1144 p3 (GAA)6 18 2854809 2854826 TGGAAGTGAAGAGGGATGAGA TCAAACAGAGAGTTGCACGG 280

Ai02B1148 Araip.B02 1148 p2 (TA)6 12 2876633 2876644 AGCGGAGTAGTTCCTGGGTT GCTCCTAACTTAGCCTGCGA 207

Ai02B1150 Araip.B02 1150 p3 (ACC)5 15 2887619 2887633 CGCGTAACAAATTTATTTCTGAGTT TGTCCACATACCAAAGCAATTT 280

Ai02B1152 Araip.B02 1152 p3 (GTT)5 15 2893817 2893831 TCACGAGAGTTTTCGAGCTG AAACCCCTTACCACTACCGC 252

Ai02B1154 Araip.B02 1154 p2 (GC)6 12 2909188 2909199 ATTGGAAGAATCGTCATCGG CTCCTACAATCCCTGGGTCA 189

Ai02B1155 Araip.B02 1155 p2 (GC)7 14 2912696 2912709 AAAAAGAAGGGGGAAATTGG AACAGAGCAGGCACGACTTT 279

Ai02B1157 Araip.B02 1157 c (A)11gaatag(A)10 27 2915527 2915553 TATTGAATGATTGGACCGCA CTTGGGGTAATTTGTCCCCT 194

Ai02B1158 Araip.B02 1158 p2 (GC)7 14 2916716 2916729 GCTATGACTGGAGTGTCGCA GGGTCGGCCCAAGTTATATT 228

Ai02B1160 Araip.B02 1160 p2 (CT)8 16 2923624 2923639 ATGGCAGAGCTGAATAGCGT GGGAGGGAAGGAGAGAGAGA 194

Ai02B1161 Araip.B02 1161 p3 (TTC)5 15 2927183 2927197 TAAAGCCCTCCATTCCTCCT CGGTCTTAGGTGCCATCAAT 210

Ai02B1162 Araip.B02 1162 p3 (ACC)5 15 2930866 2930880 ACAACGAAAACCAGCTCACC CCTCGTCGCTCTCTCAGTCT 248

Ai02B1163 Araip.B02 1163 p3 (GTT)5 15 2936845 2936859 TTTTCACGGGAGTTTTCGAG AAACCCCTTACCACTACCGC 256

Ai02B1164 Araip.B02 1164 c (A)12c(A)10gaaggggggaaaatgggcatccgcgcgctagcgcgccgt(GC)674 2952988 2953061 TCAACCTTGGCAATCTTTGTT GGCACAAAAGAGGCACAACT 278

Ai02B1166 Araip.B02 1166 c (A)12gaatag(A)10 28 2955691 2955718 TATTGAATGATTGGACCGCA CTTGGGGTAATTTGTCCCCT 195

Ai02B1167 Araip.B02 1167 p2 (GC)6 12 2956869 2956880 ATTGGAAGAATCGTCATCGG CTAGCCTTCAATTAGGCCCC 173

Ai02B1168 Araip.B02 1168 p3 (ATA)6 18 2960548 2960565 CTGATTCACTCGGTTGACCC TGTCGATTTTAAGATCACTTGGA 267

Ai02B1169 Araip.B02 1169 p3 (ACC)5 15 2961606 2961620 CGACAACGAAAACCAGTTCA CCTCGTCGCTCTCTCAGTCT 250

Ai02B1174 Araip.B02 1174 p3 (TAT)24 72 2990758 2990829 AAAATTGGCCATTAGGTCATT AAACAACAGCATAACGAATCTCAA 278

Ai02B1175 Araip.B02 1175 p3 (ATA)13 39 2997239 2997277 AACCGATGGGTCACTGATTC TCTCTTTTTGCATCATTAGTTGTC 195

Ai02B1177 Araip.B02 1177 p3 (CAA)5 15 3005430 3005444 CCTCATGCCAATTTTCAACA TGGCCCTAAGATAAGCATTGA 247

Ai02B1178 Araip.B02 1178 p3 (CAA)5 15 3013431 3013445 TGGTTTCACCCACAATTCAA TGGCTAAGGTATGGTCTCGG 235

Ai02B1179 Araip.B02 1179 p2 (TC)6 12 3018419 3018430 TTTCGAAAATTACTAACCCATTTTT GTTCTTGTCCTTGCTCCTGC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B1180 Araip.B02 1180 p3 (CAA)5 15 3032054 3032068 CCTCATGCCAATTTTCAACA TGGCCCTAAGATAGGCATTG 247

Ai02B1181 Araip.B02 1181 c (A)11ttagtaattaaataaggggatac(A)1044 3035560 3035603 TGGATTCCTGCACCAATTTT TGCCATGTACTGCGTATTTTT 206

Ai02B1182 Araip.B02 1182 p3 (ACC)5 15 3037907 3037921 AGAGCGTAGGGAAGGGAGAG CCTCGTCCACTCACCTTGAT 174

Ai02B1185 Araip.B02 1185 c (T)10attaaaatcagattagacatgtggattgcccgagagtggcactttgcactatgatcgtcatatgctcta(ATT)594 3050164 3050257 CAATATGGACGGGTAATCGG TGGTCAGCGACACGATTTTA 255

Ai02B1189 Araip.B02 1189 p3 (AAC)7 21 3064129 3064149 AAACCCCTTACCACTACCGC TGAATTGGAGCAACTTGGTG 189

Ai02B1190 Araip.B02 1190 p3 (GTT)5 15 3069254 3069268 GCAACTCGGGTTGAAGTGAG AAACCCCTTACCACTACCGC 213

Ai02B1195 Araip.B02 1195 p3 (TAT)20 60 3090180 3090239 ATTGGGGAGAAAAGTGAGGC GATGTGTTGTGCCAGGATTG 279

Ai02B1198 Araip.B02 1198 p3 (CAA)5 15 3105329 3105343 CCTCATGCCAATTTTCAACA TGGCCCTAAGATAGGCATTG 247

Ai02B1201 Araip.B02 1201 p3 (ACC)5 15 3121009 3121023 TTGCTAGGAATCGGTCGAAG CCCATGGAAGATGAATTTCG 240

Ai02B1203 Araip.B02 1203 p4 (AATT)5 20 3122314 3122333 ACGTACCTGCGCTAGTTTCC CAAAAGGTGGAAGAAAAAGCA 167

Ai02B1206 Araip.B02 1206 p2 (CA)6 12 3150246 3150257 CCAATCAAGGCCACAAGAAT GAAGAGTGTGTGAGGGGAGG 217

Ai02B1209 Araip.B02 1209 p2 (AG)7 14 3166865 3166878 CCATGATGGAGAAAGGGAGA TGTTTTCTTACAAGTGTCTTCAATTTT 216

Ai02B1211 Araip.B02 1211 p3 (GGT)5 15 3172525 3172539 CCTCGTCGCTCTCTCAGTCT GCAAGGCTCAAAGCAAGAAG 271

Ai02B1212 Araip.B02 1212 p3 (ATT)17 51 3173585 3173635 CTTGGACTTGATTATCGATTATGTT CTAATTCACCCGGTTGACCC 279

Ai02B1213 Araip.B02 1213 p2 (GC)7 14 3177212 3177225 CTCCTACAATCCCTGGGTCA ATTGGAAGAATCGTCATCGG 206

Ai02B1218 Araip.B02 1218 p2 (TC)6 12 3187049 3187060 TCGAAAATTACTAACCCATTTTTCA GTTCTTGTCCTTGCTCCTGC 270

Ai02B1219 Araip.B02 1219 p3 (TCT)6 18 3190412 3190429 ACCAATCACATCCACCCACT TTAGAATGTTGCTCGCCCTC 264

Ai02B1220 Araip.B02 1220 p2 (TC)8 16 3201110 3201125 CATCTCCCATGACTTGGAGG CTGTGAACCCCACAGGATCT 236

Ai02B1221 Araip.B02 1221 p3 (AAG)5 15 3201244 3201258 AGATTTCTCTGGCCTTGGGT CTGTGAACCCCACAGGATCT 164

Ai02B1223 Araip.B02 1223 c (T)10aaaaatgcagttgacaccaaacacaaaaattgactcaatactaaacaagaaacataaaatatttttggattttttaaaa(T)11100 3204566 3204665 AACAACTTGAAGATCATGAAGAACA CTGGCCACCAAGCTTTAGAC 270

Ai02B1224 Araip.B02 1224 c (T)10cgctaatttc(T)1030 3213780 3213809 ATGCCACAAGCACATGGTTA AGCAGTGAATGAAGCTTGCG 238

Ai02B1226 Araip.B02 1226 p3 (AAG)5 15 3214659 3214673 TGTTGTTGATGTTGCCTTTGT CAGTAGCAGCAAGAGCAAAAA 279

Ai02B1230 Araip.B02 1230 c* (A)13(AG)7* 26 3222011 3222036 AGTGCTTGGTGGGAGACAAC CCAGCATGTCTCTCTGTTCG 275

Ai02B1231 Araip.B02 1231 p2 (TC)8 16 3222604 3222619 AAGCATAACTTGGGTCACGC ACCTTTAAGCGAAGCGTCAA 271

Ai02B1232 Araip.B02 1232 c (A)10ttccagattttgctttaaatttttacgttaatttttc(T)1057 3226307 3226363 AAATCCGCACCAAGTTTTTG GGGGGTAAACGAAAAAGGAA 268

Ai02B1236 Araip.B02 1236 p2 (GC)6 12 3258663 3258674 CTCCTACAATCCCTGGGTCA ATTGGAAGAATCGTCATCGG 206

Ai02B1238 Araip.B02 1238 p2 (TA)6 12 3260739 3260750 AGCTCATGAAAGCAGGGAAC TCGTGCACCACTCACTTAGC 254

Ai02B1242 Araip.B02 1242 p3 (AAT)24 72 3284458 3284529 AAACAACAGCATAACGAATCTCAA GCTTCTGATTTAAGCTTGGCA 216

Ai02B1243 Araip.B02 1243 p3 (GGT)6 18 3291770 3291787 GTCCACTCACCTTGGTCGTT AGAGCGTAGGGAAGGGAGAG 173

Ai02B1244 Araip.B02 1244 c (ATA)6g(TAA)7 40 3295885 3295924 TTGGATGGAATCGGATTTGT GCTTCTGATTTAAGCTTGGCA 251

Ai02B1258 Araip.B02 1258 p3 (GGT)5 15 3354472 3354486 ATCCACTCACCTTGGTCGTC GGGAAGGGAGAGATCGAGAC 162

Ai02B1259 Araip.B02 1259 p3 (ATT)6 18 3355531 3355548 GATCAAGCTCCAAATTTGTCC AAAACTTAAAATGCAAGTCTTTACAA 228

Ai02B1262 Araip.B02 1262 p2 (GC)6 12 3363032 3363043 GGGGAAGAGAAATGTAGGGC CTACCCCGTGCCAATCTTAG 277

Ai02B1273 Araip.B02 1273 c (A)11tataacaaccttcaggatccaattg(A)1046 3445088 3445133 AGAAACAAACACAACTTTCGGA AATCGTTTAGCAATGAACCGA 274
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Ai02B1276 Araip.B02 1276 c (A)10t(A)10taaaaagagaaaaagaaaagaa(AAT)764 3475912 3475975 TTTGGTTTGGGAATTGGGTA CCACATATTCATGCATCCCA 244

Ai02B1279 Araip.B02 1279 p3 (TTA)6 18 3483996 3484013 CCACATATTCATGCATCCCA TTTGGTTTGGGAATTGGGTA 238

Ai02B1281 Araip.B02 1281 c (T)10caattggatcctgaaggttgttata(T)1146 3497709 3497754 AATCGTTTAGCAATGAACCGA AAACACAACTTTCGGAATCCA 268

Ai02B1282 Araip.B02 1282 c (TC)7tggcgttgtcactgccttcctcttcttttgacgagcatctctctcctttgtattctctctcctgctatgtgcgca(CT)11111 3498291 3498401 AAATGCCCTCATTCAAAACG GCAGTTTGATTTGGATCGGT 266

Ai02B1287 Araip.B02 1287 c (TTC)5actccggatgctatg(TCT)5cctcttttttctttattatttttcaatttcgttaccgtcgtcaccaacaacact(TCC)9tattggaatttcgtcttcttcttcctttttatctttctcatc(CAT)5183 3528544 3528726 TGCATTTCTTCTTCTTCGCA CGATGATAACGATAACGACGA 272

Ai02B1292 Araip.B02 1292 p2 (AT)7 14 3542072 3542085 AAGTGCCAATGCAAACATCA TGGGTAGCTAGGCGTGATTC 174

Ai02B1296 Araip.B02 1296 p2 (AT)8 16 3581277 3581292 TCCTAGGGCTTTCCAGGATT AGAGGATTGAAAATTGAGTGTGA 189

Ai02B1301 Araip.B02 1301 c (AAT)5tagagcatatgacgatcatagtgcaaagtgccactctcgggcaatccccatgtctaatctgattttaat(A)1094 3599493 3599586 TGGTCAGCGACACGATTTTA CAAGGTCAATATGGACGGGT 261

Ai02B1305 Araip.B02 1305 p3 (TAT)25 75 3612861 3612935 TTGGATTCTAATAATCATTCCACAA TTGCAATCAACCAAACCAGA 165

Ai02B1308 Araip.B02 1308 p2 (AT)8 16 3619197 3619212 GATATGGGCGCTGAAGTCAC TTTAAACCGCAAAATCGACC 264

Ai02B1309 Araip.B02 1309 p3 (ACC)5 15 3620446 3620460 AGAGCGTAGGGAAGGGAGAG CCTCACCTCAACAGTCGTCA 240

Ai02B1313 Araip.B02 1313 p2 (CT)6 12 3633502 3633513 TCTTGTGATTTCTTGTGAATCAA GAAATTTTGAAAAAGGGGAGAGA 277

Ai02B1314 Araip.B02 1314 c (T)10caataactcttctcagtcttagtgcatatagtttgcatctgcatttgcatattgcatat(A)1281 3641095 3641175 AGGACTGAGCTAGTGGAGCG ACGCTTTTGCGTGACTTTCT 274

Ai02B1317 Araip.B02 1317 c (A)10caaaaaaaagaaggggaaaattgggcatccgcgtgccagcgcgccgt(GC)669 3655214 3655282 AGTTGATTGCATGCCAAGAG CAGAGTATAAATGCACCACCG 145

Ai02B1318 Araip.B02 1318 p2 (GC)6 12 3662128 3662139 ATTGGAAGAATCGTCATCGG CTCCTACAATCCCTGGGTCA 206

Ai02B1319 Araip.B02 1319 c (TA)7acaaaagatccaaagataaccacttcgctgcagaactccagacacctagcaaggtgcctctcaacctacatctgaaaactaaagttcactaac(AT)10127 3714264 3714390 AAGCCTCCTCAAACCCAAAT TCAGTGGGTATTCACTTACATTCG 246

Ai02B1328 Araip.B02 1328 p2 (TA)9 18 3781811 3781828 TTAAGGAGCCCAAATCAACG AATAACCAAACGGTGTCGTG 176

Ai02B1345 Araip.B02 1345 p5 (TCAAT)6 30 3818101 3818130 CTCATGGTGAACCGAACACA CGAATCAAAATGAACGGAGG 277

Ai02B1348 Araip.B02 1348 p3 (TCA)9 27 3819925 3819951 CAATGGTTCATATAATTGGATTTTT CGGATCATTATGTGTGGCAA 263

Ai02B1350 Araip.B02 1350 p2 (TC)9 18 3821950 3821967 TGAAACAAGTAAACAACCCTTTGA TGTTGCTGAGGTAGAAGGGAA 192

Ai02B1353 Araip.B02 1353 p4 (ATTC)5 20 3823178 3823197 CCTCACTTCAAAACCAATCACA CCCAAATTCAGCCTTTTCAA 229

Ai02B1354 Araip.B02 1354 p3 (ATT)5 15 3824467 3824481 ACACAGAAACAACTCAACCGT CTGCTGCTAACCCTCCTTTG 208

Ai02B1356 Araip.B02 1356 p3 (TTA)12 36 3825834 3825869 CAGCCTGTTGGACTCACTCA TTGTTTACTCTGGACCAGTGATTT 198

Ai02B1357 Araip.B02 1357 c (A)10taaataaataaaaataagatatttgagataaaaatataatattttagctttcaaataacatcttatcctaa(ATT)596 3826319 3826414 CCAAACGGGCCCATATATAAC AACAAAAACCACCAAAGCATC 280

Ai02B1360 Araip.B02 1360 p2 (TA)6 12 3829740 3829751 TTCCTCTTTAAACAAAGAATAAAAATG TCCTCCATCACCACTTTACAA 249

Ai02B1361 Araip.B02 1361 p2 (TA)6 12 3831428 3831439 AACTCATGTAACCGGGTTCG GGCTTCCACAATCCCATAAT 278

Ai02B1362 Araip.B02 1362 p3 (AAG)6 18 3831576 3831593 AACTCATGTAACCGGGTTCG GGCTTCCACAATCCCATAAT 278

Ai02B1363 Araip.B02 1363 p3 (TTA)8 24 3832643 3832666 CGCCAAAACATAGGAGACAAA TATACCGGCCAGGGATGATA 279

Ai02B1365 Araip.B02 1365 p3 (ATT)15 45 3834242 3834286 GAAAAATCAATGTCATTTTCCAA GGATTGATTGTAAATTAATTAGGGTGA 270

Ai02B1367 Araip.B02 1367 p3 (TCA)6 18 3836795 3836812 TATGTGGGATTGTGGAAGCC TCCCAATCTTGTGACATTGAA 215

Ai02B1372 Araip.B02 1372 p3 (ATG)10 30 3854403 3854432 GGAATTGGAATTGGAAATTTGA ACCGTTTCATGGTTCAAAGC 243

Ai02B1375 Araip.B02 1375 p5 (ATTTT)7 35 3858060 3858094 CAAGGGCTAGACGTGTGGTT GATTGTTAACGTCCGCATCA 272

Ai02B1377 Araip.B02 1377 c (CT)6ttctt(TC)9 35 3859732 3859766 AAACACTGCCATTGATCCGT GTGTGCTGTGTTGGGTTTTG 115

Ai02B1378 Araip.B02 1378 p2 (TA)6 12 3864151 3864162 TTGGAATCACATCATGGAAA TGCCTTGTAAACAGATCAAGGA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B1379 Araip.B02 1379 p3 (TCA)13 39 3866589 3866627 TGCTTTTCGGCTTCTATTGC CCATTTTGAGAGCTTTGGCT 213

Ai02B1382 Araip.B02 1382 p3 (TTC)8 24 3873192 3873215 ACAAGGATGAAATTGGCGAC ATTGTTGGGCCTAAAAACCC 229

Ai02B1385 Araip.B02 1385 p2 (CA)6 12 3880984 3880995 AAATCGCAATTTAAAAACAATTAAG GCAAAGCCGGTAGAGATTGA 191

Ai02B1387 Araip.B02 1387 p2 (AT)6 12 3887310 3887321 ATCCTTCGAACCCGACTTCT TATACTACGCCAAGTCGCCA 214

Ai02B1388 Araip.B02 1388 p2 (CA)6 12 3898598 3898609 CAAAATTCTCCCAAAGCAGG CTGCAGAGAGGTTGGATGAAG 243

Ai02B1390 Araip.B02 1390 p3 (ATT)8 24 3910331 3910354 CCTGCAAAGAACAAAGTCCC GGATGGTCGTCATCACTGGT 228

Ai02B1391 Araip.B02 1391 p2 (TA)6 12 3910545 3910556 CACCCCTTTCAATTTCATGTT GAAGGACGAGATACAAACCTGG 255

Ai02B1393 Araip.B02 1393 p3 (ATC)7 21 3921715 3921735 CCAAATGGCTAAAATCCCAC AGTTCATTCTACGATGCCTTTT 253

Ai02B1394 Araip.B02 1394 p2 (AT)11 22 3924033 3924054 GTCAGAACTTGAGCCTTGGG CAGCATGGGTCCAATATCAA 279

Ai02B1396 Araip.B02 1396 c (T)10(A)11 21 3926738 3926758 TGCCTAATATAATGTTTGTTTGTGTGT TTTGGATATCTCATGCAAAAAGA 260

Ai02B1397 Araip.B02 1397 p3 (CTT)6 18 3928178 3928195 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai02B1401 Araip.B02 1401 p3 (TAA)5 15 3932283 3932297 TCACTGAATTGAAAGAGACAAAAA CACTAAAGGCACGAGCAAAA 126

Ai02B1405 Araip.B02 1405 p3 (TTA)10 30 3940257 3940286 CCACATTGCAAGGTTAGTTCAA TGCTTTCTTCTTCTTCACTACCA 275

Ai02B1406 Araip.B02 1406 p3 (TGA)7 21 3940941 3940961 TGGCCTTTATTGCAGATTGA TGGGACATACAAAAGCAATCG 262

Ai02B1407 Araip.B02 1407 p2 (AT)14 28 3946812 3946839 CATGATTTTCCCCATTCATTG TCGCACACCATTCTCAAAAG 270

Ai02B1410 Araip.B02 1410 p3 (TTA)6 18 3960445 3960462 CCCACAATGCGAGGTTAGTT AACTGGTTAATTAAAATTCCAACAA 131

Ai02B1415 Araip.B02 1415 p3 (GAA)5 15 3972102 3972116 TGCTGTTGGTCGCTTAACTG TTGGAAAGCATGTGGGAAAT 248

Ai02B1416 Araip.B02 1416 p3 (ATG)15 45 3972938 3972982 GCGATTGATTTTTCAGATTTCA TTGATCTTGATTGCATCTCCTC 240

Ai02B1417 Araip.B02 1417 c (A)12tagtcttgtatgaaatattttaggcttaactaaa(T)1157 3973319 3973375 TTTTCCAGGTTTTGATTGCAT CGGTTGAGAACAATGACCAA 210

Ai02B1419 Araip.B02 1419 p3 (GAA)6 18 3978484 3978501 TTTGCACAGAAGTGTCTCGG GCCATGTATTGCTGCTTGAA 243

Ai02B1420 Araip.B02 1420 p3 (TAA)7 21 3984919 3984939 TGTAAATTAACCTAAGCGGGTC TGGCAAGTCCGTTCATTTTT 246

Ai02B1424 Araip.B02 1424 p2 (AT)7 14 3990080 3990093 ACGGACGATCATTAGACCCC CCAGTTTTGCACATTTGGGT 270

Ai02B1435 Araip.B02 1435 c (GAT)6g(A)10gaagaagcagcagcagaagata(AGG)669 4019742 4019810 TTCAGAAGGTAAAACAAAAAGAAAAA TGCAGCAAATTTGGGTGTAT 198

Ai02B1441 Araip.B02 1441 p3 (TTA)18 54 4035272 4035325 TGGTATATGATTGTCCCGCA GGTTAATTAAACATAAAACATCAACAA 232

Ai02B1443 Araip.B02 1443 p3 (ATG)7 21 4038777 4038797 TTTTTGCAGATTGATGGGAA CACTCAAGTCTGAGGTGGTCA 272

Ai02B1447 Araip.B02 1447 p2 (TA)9 18 4041677 4041694 ATTCTTAGCCACCCAAAGCA AGTGTTGATGGCACACCAGA 163

Ai02B1448 Araip.B02 1448 p3 (TTA)10 30 4044205 4044234 CCACATTGCAAGGTTAGTTCAA TGCTTTCTTCTTCTTCACTACCA 275

Ai02B1449 Araip.B02 1449 p2 (TA)9 18 4050516 4050533 CCATTTCGGCGAATATCTTT TTCGCACACCATTCTCAAAA 223

Ai02B1450 Araip.B02 1450 p2 (TA)7 14 4052820 4052833 TGGTTGTCATAATTTAATTGGGTG TCAAACAAAACGGTTCTTAGCA 266

Ai02B1451 Araip.B02 1451 c (T)11ctctagaatgtg(TAT)847 4053246 4053292 TTTGTGGCACACAAGTTTGA TTGACATGAAATTGAAAGGGG 248

Ai02B1453 Araip.B02 1453 p2 (AT)6 12 4056973 4056984 CGTTGTCATGCGAAACAAGT TGTTCGTGTCGCGTAGCTTA 271

Ai02B1454 Araip.B02 1454 p3 (TTA)14 42 4069010 4069051 CCCACATTGCAAGGTTAGTTC CATGTGCTGCAGGCATAATAA 277

Ai02B1456 Araip.B02 1456 p2 (CT)6 12 4076293 4076304 GACCAACAGCCTCGTTCATT ATGCTTGGTGTTGAGCTGTG 222

Ai02B1458 Araip.B02 1458 p3 (ATG)5 15 4079127 4079141 TCAGACTTCAGAGACGATTTTGAC TCTTGATTGCATCTCCTCCA 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B1459 Araip.B02 1459 p2 (AT)10 20 4087164 4087183 AGGGACGGATCCAGAAAGTT TGATCATTTTTAACTAAACACGCTAT 265

Ai02B1462 Araip.B02 1462 p2 (TA)6 12 4092654 4092665 TGGCTCCTTATACTTTCTTGTTATGA TGCATTGGATTACTTGGATGA 235

Ai02B1463 Araip.B02 1463 p3 (ATT)7 21 4093141 4093161 CCTGCAAAGAACAAAGTCCC AGGATCCTCGTCATCACTGG 241

Ai02B1465 Araip.B02 1465 p2 (AC)15 30 4097211 4097240 CTATCTCAACCCGCGAAGTC GAGAGGCATCTCAATAGGCG 270

Ai02B1466 Araip.B02 1466 p2 (AT)9 18 4097353 4097370 CTATCTCAACCCGCGAAGTC GAGAGGCATCTCAATAGGCG 270

Ai02B1467 Araip.B02 1467 p2 (AC)15 30 4103882 4103911 CAAGCTCTTAACTCTGCCCG GCGTTCTAGGATTGCCTCTG 235

Ai02B1469 Araip.B02 1469 p3 (TTA)23 69 4111383 4111451 AGAGACAGGTCCAGATTGGC GGTTAATTAAACATAAAACATCAACAA 210

Ai02B1479 Araip.B02 1479 p2 (TA)6 12 4123178 4123189 TCCAATGGCACACGTTAAAA CACCAGAAACAACTTCAGCC 277

Ai02B1480 Araip.B02 1480 p3 (TGT)5 15 4125705 4125719 CCCACAATGCGAGGTTAGTT AACTGGTTAAATAAAAATCCAACAA 123

Ai02B1488 Araip.B02 1488 p3 (TTA)5 15 4138084 4138098 GGAGACAGGTTCAGATTGGC AACTGGTTAATTAAAATTCGAACAA 164

Ai02B1489 Araip.B02 1489 p2 (TA)7 14 4138906 4138919 TTGGCCTCTGACAAATTCAA TGTAAACGTTTTGCGTTTTTG 253

Ai02B1490 Araip.B02 1490 p2 (TA)10 20 4139934 4139953 TCGGGTTAGCGTACTATCGAA GGTGCCAGTTTAGGGGTTTT 224

Ai02B1492 Araip.B02 1492 p2 (TA)7 14 4147051 4147064 GCCTGTAATCGGGTTAGCGT TCTATATGGACCAGAGCCCG 209

Ai02B1494 Araip.B02 1494 c (TA)7cacatacttgtaaatgagccacatttggcttttctttatacatattttcttaatggcttcggccaaaagaaagaagtaac(TAA)6112 4148899 4149010 ATGCAAGCCACGTTCTTTTC AAACTATTTTGATAGGCAAAAATTAAG 199

Ai02B1495 Araip.B02 1495 p3 (TGA)5 15 4158345 4158359 GCATGGTGAGTGCTTTCTCA TGCAAGGAAAGGAGTTAGCAA 159

Ai02B1499 Araip.B02 1499 p2 (TA)10 20 4163483 4163502 TGTGTGTGCAAATTGATAGCC TCACCCACACACACACACAC 199

Ai02B1500 Araip.B02 1500 p2 (TG)8 16 4163634 4163649 CCAAAGCTGGTTTAATTTGCAT TTTCACTTTCTTTGAAATTTTGG 257

Ai02B1501 Araip.B02 1501 p3 (TAT)7 21 4163913 4163933 TTGGGGCTGATTATTAATTCTCTT TCCCTCGCAGGACTTTTCTA 235

Ai02B1503 Araip.B02 1503 p4 (TTTA)5 20 4166675 4166694 TCCATTAGCTCCTCATACTTTTCC TGACTCTGAATAGTCCTGACAAATG 270

Ai02B1507 Araip.B02 1507 c (T)12gttgaaagcctcgttgtctttcgaggtaattgttaggaggagccgtttaaggttttttc(T)1283 4170107 4170189 TTGACACAAGGGCTAATCAATC TGTTGGAATTCGAATCTTGCT 258

Ai02B1508 Araip.B02 1508 p2 (AG)9 18 4173642 4173659 CAACACATCAAGCAAATCGG ACCATCACAATCTCCATCGC 272

Ai02B1513 Araip.B02 1513 p3 (TGG)7 21 4182936 4182956 GTTTTTCAGGATGAGCTCGC ATTGGCCCAACAGATTGAAC 258

Ai02B1515 Araip.B02 1515 c (A)11cacccaactcgatccctgatc(T)1042 4183956 4183997 TACTCCACCCGATCCTTCAC ATGGGATTGATCAGCTCCTG 160

Ai02B1520 Araip.B02 1520 p4 (TATT)6 24 4196613 4196636 ATGAGTTGTATAAATACCCTCAATCTT GGAAGGGTTGGAGTGTCTCA 184

Ai02B1523 Araip.B02 1523 p2 (AG)10 20 4200282 4200301 TATGGCAGAGGCAACAAGTG GAACATTGTCGGTGGATTCAT 140

Ai02B1524 Araip.B02 1524 c (A)12caccaactcaatcatgatc(T)1041 4200564 4200604 GAAGTAATTTGTCGTGAATCTGAA AAATCCTAAACGACTCCTGACA 280

Ai02B1527 Araip.B02 1527 p4 (ACAT)5 20 4202779 4202798 TCCCAGAATTTGGCAACAGT TCATGATCATTTAATTTCCACATC 261

Ai02B1528 Araip.B02 1528 p3 (AAG)6 18 4205855 4205872 AAGGGGAAAGAGAAGGCAAG ACTGCACGTTTTCACTGCAC 106

Ai02B1531 Araip.B02 1531 p3 (TAA)10 30 4208188 4208217 TTTCTTCCTATGAGGCGTCG ATTTGATGGAGGGGGTTTCT 270

Ai02B1533 Araip.B02 1533 p4 (TTTA)5 20 4209775 4209794 CTCCCAACAAGGATGGAGAA TCAAAGGATCGGATAAGCAAA 105

Ai02B1534 Araip.B02 1534 p2 (AT)7 14 4212825 4212838 AAACCCATGGCTGTGAGAGT GACGCTCAAACAAGCACGTA 176

Ai02B1539 Araip.B02 1539 c (AT)6agaaactattggttttgatcttgtc(AAG)552 4225522 4225573 AAAAGGTTGCGTTGTCATCC CAAAAGCTTGGTCGACTTCA 219

Ai02B1541 Araip.B02 1541 p4 (AATA)5 20 4226506 4226525 ATCGATGGATGCGATTGAGT GGCTAGCCTCCTAGCACTCC 224

Ai02B1545 Araip.B02 1545 p3 (TTA)5 15 4240790 4240804 GAGTGTTTATACATCGCCCAAA CACACCCAATGACAAAAACG 279
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Ai02B1551 Araip.B02 1551 p2 (TC)7 14 4247274 4247287 GGAGCACGAGAAGGTGGTAG CCAACACAGCCTTAAGAACACA 266

Ai02B1554 Araip.B02 1554 p3 (GTG)6 18 4248041 4248058 TTTTGTTGTTTGCACTGGGA AGCCGAAAATCAACACCAAC 201

Ai02B1558 Araip.B02 1558 p3 (AGA)6 18 4261133 4261150 GGGCGAGGTACTTGAATTTG GCTCTTCTTCTCCCCACTCC 146

Ai02B1561 Araip.B02 1561 p2 (TA)6 12 4262591 4262602 AGAAGAGGCAAAAGATGGCA GCAAAATTTGGAATCTGGCT 262

Ai02B1562 Araip.B02 1562 p3 (AAT)5 15 4270760 4270774 AGAAGGGTCACGCAGAGAAA TCAGAGACATTTGGCTGGTTT 235

Ai02B1563 Araip.B02 1563 c (A)11gtatgttggaaaat(A)1035 4272484 4272518 TCGTCAATCTATACAATTAAGCATGA TCAGAAGCATCAAACAAAGGTT 272

Ai02B1564 Araip.B02 1564 p3 (GAT)5 15 4272674 4272688 TATCCATGCCATGACTTCCA TTTGCATGGAAAGTTTTCTTAAT 231

Ai02B1566 Araip.B02 1566 p2 (TA)9 18 4274629 4274646 GTAGAAGTCATAACCGCCGC GAGAGTTTGGTAACCCATTTGC 223

Ai02B1569 Araip.B02 1569 p2 (TG)6 12 4276322 4276333 CCAATGTTCTTTAATTTTTGTGGA TGCAATAATTGACTTAGACCCAA 262

Ai02B1572 Araip.B02 1572 p2 (TA)6 12 4281040 4281051 TCACCAACTCAGTTTATGCTTGA CGCAATATCATAAAGCACCG 190

Ai02B1574 Araip.B02 1574 p3 (AAT)6 18 4290702 4290719 TCATGCCATATATAAGAGATGGAAAA GAGTCCAACATCAATGCAGGT 252

Ai02B1577 Araip.B02 1577 p3 (TAA)5 15 4299221 4299235 AACAGTCCTCCATCCAAAAA AAATGGACATTTTAGTCCCCC 210

Ai02B1583 Araip.B02 1583 p4 (TATT)6 24 4314184 4314207 GATATATCCGCAAAACACAAAAA ATCAGATCGGATTGCGGAT 274

Ai02B1591 Araip.B02 1591 c (TC)7tttctctctttctctcttctctctctctttctctgttctctctctctttttcccttctctcttcctctt(TC)11105 4342942 4343046 CTTTCTTCGCCCTCCTCTCT TCCCTCTTCTCTTTCTCCCC 251

Ai02B1592 Araip.B02 1592 c (AG)8gggaagggagagaaaaggggagagagagaggaag(GA)764 4343290 4343353 TAAGGGAAGGGGGAGAGAGA CTGAACCAAACTGCTTTGTCAT 259

Ai02B1595 Araip.B02 1595 p2 (AT)24 48 4344610 4344657 TCTCCGTCTAACTCGTGCATT CCCAAAACGTTGAGACAAAAA 201

Ai02B1596 Araip.B02 1596 p4 (AATA)5 20 4345927 4345946 TTCCAAATCTCAGTGCAAAAA GGCAAAGACGAAAAGGAGAA 208

Ai02B1598 Araip.B02 1598 p3 (TAA)5 15 4348757 4348771 GGTTTTCGGTAGTGCTTTGC TTCCTCTGGACTCTGCGAAT 190

Ai02B1600 Araip.B02 1600 c (AT)9agggtaaattatgttaggttagacgatattattcgtgacac(T)1069 4351683 4351751 TTTGCCAAACTTGGGAGGTA CCCTTAATGTTTATTATTGGGAAGG 250

Ai02B1603 Araip.B02 1603 p3 (ATT)7 21 4352921 4352941 TTTTGTTGGTGCCAAATGTT TTTCAAAGAAGGAAAATCAATCAA 223

Ai02B1607 Araip.B02 1607 p2 (TC)6 12 4396910 4396921 TGATGTACATGTCAAAGAAAACCAC TTGGCAATTATTGTTTTCATGC 166

Ai02B1608 Araip.B02 1608 p3 (TTA)5 15 4397256 4397270 TTGTTGCTCCTTTGAGTTTTGA AGAACTTGCAGGGTTTTCCC 243

Ai02B1609 Araip.B02 1609 p4 (TTTA)5 20 4397466 4397485 TGCAAAGTAGTTTTGAATGTTTGC TTCTCAATTTGGTAGGGGAA 278

Ai02B1612 Araip.B02 1612 c (A)10tacccaacctggcccatgagctttacttttacggactgattagcccctgtgccaaaaaaagtgaatgttgttttttttacacaggactaatcagtc(A)14gatcagagaccagattgagtg(T)20161 4400021 4400181 TCCAAAACAGTCCCTGACAA AGTGAATACCCCACCCGACT 264

Ai02B1614 Araip.B02 1614 p3 (AAT)6 18 4401304 4401321 TCAAACTTGATTTCGAGCCA GGCAAATTTCATTAACCTGTCC 229

Ai02B1618 Araip.B02 1618 p2 (CA)8 16 4414883 4414898 GCATGCTTGCTTTGTTGTGT TGTGAGTATTGGAATGGGCA 219

Ai02B1621 Araip.B02 1621 c (TC)14(AC)8 44 4426532 4426575 AGAATTCTGAGGGAATCGCC AACCGCAACTTCATCTGCAT 278

Ai02B1632 Araip.B02 1632 p2 (AT)6 12 4465185 4465196 CTGCACAACATCCCATTGAA ATGCGTAAAATGTGTGAGCG 246

Ai02B1639 Araip.B02 1639 c (CT)7a(TC)9 33 4474297 4474329 AGCAGAGAGGAAGGGAGGAC GGAAGCTCTGAGAACCGTTG 267

Ai02B1642 Araip.B02 1642 p2 (GA)7 14 4478311 4478324 GCTCTCGAAGCACACATCAC GCTCATTCCTTCCAAATCACTT 239

Ai02B1643 Araip.B02 1643 p2 (TG)9 18 4482937 4482954 TGAAATTGGCGTTTGAGAGA TTTCTTCAAATTCGTCATCCG 223

Ai02B1646 Araip.B02 1646 p3 (TCT)8 24 4489996 4490019 AGAAAAACCCCAACACAACG TGTTCCCAAAAATCCAAACA 231

Ai02B1653 Araip.B02 1653 p3 (ATT)5 15 4502819 4502833 AACAGCGTATTCATCTTTGATTTG TTATCTTTTGCGGCGGTTAG 218

Ai02B1673 Araip.B02 1673 p2 (AT)6 12 4518675 4518686 TTCAATTACAAGTTGAGGCGTG TGGCGAAAGCTATGTGACAA 204
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Ai02B1675 Araip.B02 1675 p2 (TC)13 26 4519946 4519971 TCTCACACCTCACTCCTCCC ATTTGTCAACCAAAGCTCGC 225

Ai02B1678 Araip.B02 1678 p3 (ATT)11 33 4539060 4539092 CAGTGTAGCAACTAATTGAACTGGA CAAGTGCAAAAATACTAGACCCA 198

Ai02B1680 Araip.B02 1680 p3 (TCA)5 15 4545393 4545407 CGTGCTGTGTCGTCATCACT CTGCGGAAACTCCATCAAAT 248

Ai02B1681 Araip.B02 1681 p4 (AGTT)5 20 4553176 4553195 TCCATTTCTCAACTCAGCGA AGAAAAAGGGCGGGTAGAAG 252

Ai02B1683 Araip.B02 1683 p3 (ATT)16 48 4554239 4554286 TCAATTCTTCCAAACAGCACC TGAATTGAAGAAGAAGGCCA 202

Ai02B1690 Araip.B02 1690 p4 (TAGT)5 20 4570507 4570526 GATATTGCCCTCGGTTTGAA GATCACCAATCCCGGAACTA 269

Ai02B1692 Araip.B02 1692 p3 (GAA)6 18 4579898 4579915 AACCTCGTCCATGCTTTGTC GCTCTGTGCTCTCCTTCACC 273

Ai02B1696 Araip.B02 1696 c (A)10c(GA)6 23 4587384 4587406 GGAATGGATCCTCTCAATTTTT TGGGAATGGATCCTCTCAAT 169

Ai02B1701 Araip.B02 1701 p3 (TAA)5 15 4601448 4601462 TCTTCTTGCACAGTAAAGTTGTCA CACACAATTTTCAGTTGTAACATTCA 271

Ai02B1702 Araip.B02 1702 p3 (AGC)5 15 4606309 4606323 GGGGTTGCAGAAGATTGAAA AGCAGAAAGCTAAAACCCCC 175

Ai02B1703 Araip.B02 1703 p2 (AG)6 12 4607645 4607656 TCATGGTTAGAACTTTGGGG TGGAAAGAACAGCAAAACCC 258

Ai02B1704 Araip.B02 1704 p3 (TGA)5 15 4611446 4611460 GGAACCACCACCACTGCTAT TGGGAGAGGAATGGAATCTG 154

Ai02B1706 Araip.B02 1706 p3 (TAT)6 18 4612178 4612195 CATTGGAAGCTTGAAAAAGCA TTTTGGATTCGAGTCTCATCATT 126

Ai02B1707 Araip.B02 1707 p2 (AT)6 12 4613027 4613038 TGGTCAAGGCTATGATGCAA TGAAGTGATCAATGTAACAAATAGAAA 263

Ai02B1713 Araip.B02 1713 p3 (AGA)6 18 4625904 4625921 TGTTGGAAGAGAGTGCATCG CCCTCTCTTCACTGCACACA 273

Ai02B1717 Araip.B02 1717 c (A)11gcaaaatggcgtccacagattgcataa(T)1048 4630151 4630198 CGTCATCAACATTTTGTGGG AAAAATAAATATACAATACATCGCCG 266

Ai02B1719 Araip.B02 1719 c (A)10ctaaaaaataaatcaatctcaaatagaaagtaagacaaaggaaagagaagtagtggagagaaaatgaag(A)1089 4631799 4631887 GGATTACACCAATTTGAGCCC TTTTTGTGTTTCTGTGTGTCTTTTT 247

Ai02B1723 Araip.B02 1723 p4 (AAAT)7 28 4636734 4636761 ATTGAAGGGCACATTTCCAG TGTCCACCCAAAAAGTTCAA 279

Ai02B1725 Araip.B02 1725 p2 (TA)7 14 4637573 4637586 TGATTGGTTCTATGTCAAAATAACCT TCCAGGTCCTTGACCAAAAA 275

Ai02B1729 Araip.B02 1729 p3 (AAT)6 18 4647790 4647807 CGATATGCACGTTTCAGTGC CTGGATTATTTCATTGGACCAT 279

Ai02B1734 Araip.B02 1734 p2 (TG)19 38 4657699 4657736 TTTAGCCGGTCTTGTCTTCG CAAAAATTGCAGCACACTTGA 204

Ai02B1735 Araip.B02 1735 p3 (TAA)6 18 4658458 4658475 TTAGCCAGGTGTTTGTTCCA CTACGTACTCTTGGACGCGA 266

Ai02B1738 Araip.B02 1738 p2 (TA)7 14 4663126 4663139 TGACCCAAGATCTTAAAAACGAA TACACCCAATGAAAACCCGT 173

Ai02B1739 Araip.B02 1739 p4 (TATT)6 24 4663819 4663842 GAATTCACACAAGTGGACCTTTT TAGCAACCCAACACGTCAAA 161

Ai02B1741 Araip.B02 1741 c (A)12gaacatgtggggaaatgataggttataatttcatatttattgtatacc(A)1272 4667606 4667677 GCTTTCTCAAATGCAAATGG CACTAGACCAACCCAACATGG 239

Ai02B1751 Araip.B02 1751 c (GAA)5gagtgaacgtgttgtggaagggtgattaaggcgcgtgcattggacgcttaattttaaaaaaatattttgtgtgtgtg(T)16108 4676166 4676273 GAATCTTGACGGTTTGCGTT AAGCTATACAAGTTGTTCCAAGTCC 159

Ai02B1752 Araip.B02 1752 p2 (AT)6 12 4676907 4676918 GCCTTTCTAACGGTTTTCGTC TGAAGCGTTGGCATACAAGA 250

Ai02B1753 Araip.B02 1753 p3 (ATG)5 15 4678656 4678670 AGGGGAGAGTTCGAAGGAGA CACGCTTCTTTTGTGTTAAATATC 280

Ai02B1756 Araip.B02 1756 p2 (TA)8 16 4680841 4680856 TTTGTCCAAAAACTTTGTTCATGT TGGCAATTTTGTACAAGCCA 111

Ai02B1761 Araip.B02 1761 c (T)10cttttatttctcttatg(T)1138 4689499 4689536 CAAGAGTCGCTTTTGGGTTT TTGTTTCAATTCCTGGCTCC 266

Ai02B1764 Araip.B02 1764 p3 (ATG)5 15 4702934 4702948 AACGTGCCCGAAATCACTAC CGTGCGGAAGATAGCCTAAG 173

Ai02B1766 Araip.B02 1766 p3 (TTA)5 15 4711193 4711207 ATTTGAATTTGGCGTTGTCG CGAGTGAGGAAGTGTGAGCA 142

Ai02B1768 Araip.B02 1768 p2 (TG)6 12 4713126 4713137 GGCAACCAATATAGAAATGGGA CCTCTTGACCTGACCTGACC 263

Ai02B1771 Araip.B02 1771 p3 (CAC)5 15 4716424 4716438 GATTGCACACAATGCTCCTG TTTGTTGTATTGTTGTTATTGATGGA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B1772 Araip.B02 1772 p3 (TAT)6 18 4724756 4724773 TGCCATGTTGTTTGGTCCTA CGGATCATTCAGTACCCGAT 162

Ai02B1773 Araip.B02 1773 p2 (TC)17 34 4725415 4725448 ACCGAAACTTGAAGCAGCTC AAGGAAAAAGAACACCAACAACA 280

Ai02B1776 Araip.B02 1776 c (A)10gtttaatcacaattttaatttttaatgactcacaatttatttagataatgcgga(T)1175 4730877 4730951 AGCTCTGTTGGTGATGCAGA AATGGTAGATTAGAATGACCTTTTAGA 256

Ai02B1785 Araip.B02 1785 p2 (AT)6 12 4753030 4753041 ACTTGGCAACCTTTTTCCCT CTCATCTAAGAGGTTGCGGG 101

Ai02B1790 Araip.B02 1790 p3 (TCT)5 15 4770713 4770727 CAGAAGCCTCTATCTGCTGC GATATGAGACTCGAACCCGC 256

Ai02B1794 Araip.B02 1794 p2 (TA)6 12 4784184 4784195 TGCAAATGGAATTTTAGGCA ATGCTAGCCAGCTAAGCCAA 247

Ai02B1795 Araip.B02 1795 c (CTT)5(ATT)7 36 4784630 4784665 AAGGGGATGATTTGATTTTGG CCCAAGTGAACATGAGGGAT 280

Ai02B1796 Araip.B02 1796 c (AAAT)5aaggataatagatgctaaatccgatcatc(T)1059 4785283 4785341 CAGGTTTAGGGATACCACGG AAAAATGCTACAAATGCCCAA 257

Ai02B1798 Araip.B02 1798 c (T)13ctctttttaag(T)1135 4791465 4791499 ATGTTGGGTTTAACGAAGCG AAAGGCCTAAGACCGAAAAA 255

Ai02B1799 Araip.B02 1799 p3 (TTA)22 66 4792017 4792082 GCCGTGAATTTTGTTTATTGC TTTGACCCAAGACGTTGAGG 199

Ai02B1802 Araip.B02 1802 c (TCA)16t(TCA)6(TTA)582 4799758 4799839 ATGCAAAGACAGAAGTCGGG ATACGTCATTTCCGACCAGC 228

Ai02B1803 Araip.B02 1803 p5 (TTATC)5 25 4809666 4809690 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAAGTAGAGGAA 185

Ai02B1804 Araip.B02 1804 p3 (ATT)14 42 4809912 4809953 TGGGCCCTTTACTAGGCTTT TTGCAATAGAACATTCGTCG 277

Ai02B1807 Araip.B02 1807 c (T)10gggtctcatttattgagttcaaacaatacaatataaaattgaaaagggttcgaattttgggttagactgagggagagtgtgtatgttctgtaagacc(A)10tagagagagacaaatagacaaaagacattaatagataa(AAAT)5175 4815948 4816122 GGTCCAAAATATGAACTTCTCATGTA TTGTGGCCCAATTTCTCATT 271

Ai02B1808 Araip.B02 1808 p2 (TA)6 12 4817036 4817047 TCGAGGATCATAACTTGGTGAA TGGGGACAGAGATGAAAATTG 247

Ai02B1814 Araip.B02 1814 p2 (AT)6 12 4822221 4822232 TTGACCCATCACATTTTCACA AGAGGGATTTCGATCAATGC 242

Ai02B1821 Araip.B02 1821 p4 (AAAT)5 20 4829263 4829282 AATAATTGATTGAAGGGACACCT AGAAAATCACCCGCAACATC 185

Ai02B1823 Araip.B02 1823 p2 (AG)7 14 4830808 4830821 AATGGGATGGCTGATCGTTA TTCCCATTTTGATTAACGCC 102

Ai02B1825 Araip.B02 1825 p3 (TAT)6 18 4833987 4834004 TGAGCATGAAATGTAGCTGTCAC TCCAGACACATATAATCTGCCAA 193

Ai02B1826 Araip.B02 1826 c (T)10c(T)13 24 4834334 4834357 TGGAACATAGCTTCCAAAGG AGAATAACCATCCGCACACC 214

Ai02B1836 Araip.B02 1836 p3 (ATG)9 27 4868682 4868708 ATGTGCCGTTTCGTTTCAAT GATAGCCTCTGACGTGCCTC 264

Ai02B1840 Araip.B02 1840 p3 (GAT)5 15 4874851 4874865 TCGATGTGCCTTTTTGTTTG GGGATTTGGGTAGGATGGAT 270

Ai02B1844 Araip.B02 1844 p3 (TGT)5 15 4883045 4883059 GGTCAAATGAGGAGACCGAA CCGAGAGTCTTCACTGCCTC 277

Ai02B1850 Araip.B02 1850 p3 (AAC)6 18 4904026 4904043 TGCCCGAGGAAATAAAAATG CGACCCCACCTAGTAGGACA 217

Ai02B1853 Araip.B02 1853 p2 (AT)9 18 4919037 4919054 TTCAAAGGCGTGTTAGGTGA TTTGGGGCTTCTATTTGACG 166

Ai02B1855 Araip.B02 1855 p2 (AT)9 18 4935791 4935808 GCAGATTTAAGGATGCAAAGTCA AAGCACGGTGGTCAAATGAT 229

Ai02B1856 Araip.B02 1856 p3 (TAT)9 27 4936549 4936575 TGTAGCTTTGGAAGCTTTGGA TCCCTTCCTTCTTCTCCGTT 251

Ai02B1857 Araip.B02 1857 p2 (GA)7 14 4937004 4937017 AAGAGGCCGTTGTTGTCATC GACAGCTTCTCAACGGCAAC 239

Ai02B1858 Araip.B02 1858 p2 (TA)7 14 4937795 4937808 TCATGTTTAAATACACCCCCAA TCCTGCCCCTTGACTCTAAA 148

Ai02B1861 Araip.B02 1861 p2 (TC)7 14 4948617 4948630 AGCCAACACATAAAGCCACC CCAAGTTTGGCCACAGAAGT 228

Ai02B1862 Araip.B02 1862 c (TAA)5tagtagtag(TAA)642 4949716 4949757 CTCTTCGTCATCGTCGTCAA CCTTAAAAGCTCCAAAGCTGAA 274

Ai02B1863 Araip.B02 1863 p3 (TAT)6 18 4950237 4950254 CCCTTTTGGAGAGGTGATGA TTTTTGCATATAAGTGATGAATGG 280

Ai02B1864 Araip.B02 1864 p3 (CTT)5 15 4952337 4952351 TCTTCTTCTCCCTACTCCTCATC CATCTTTCAAGTAATTTTGCACCA 202

Ai02B1867 Araip.B02 1867 p3 (TTG)7 21 4958662 4958682 TGATTTATGTAGCCGACCCC GCCATGGAAACAAGAAAATGA 276
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Ai02B1869 Araip.B02 1869 p2 (AT)6 12 4960817 4960828 AAAAAGGAAAATTTGAAAGCACT TCGGAATCAACGCTGATAAA 279

Ai02B1870 Araip.B02 1870 p2 (CT)6 12 4965322 4965333 AACGTTCTGATTTCTGGGAAAA AATCTCGCTCATTTCGCTGT 274

Ai02B1871 Araip.B02 1871 p2 (GA)7 14 4965510 4965523 AACGTTCTGATTTCTGGGAAAA AATCTCGCTCATTTCGCTGT 274

Ai02B1880 Araip.B02 1880 p2 (TA)13 26 4978832 4978857 GGTTGGTAGCTTGAGGTTGG GCAATAAGCCTTTGATCCCA 205

Ai02B1885 Araip.B02 1885 p2 (AG)6 12 4984358 4984369 TAATGAGGGCAAAAGTTCCG GAGGCCGAGTTCTTCCTTCT 197

Ai02B1886 Araip.B02 1886 p3 (GAG)6 18 4989935 4989952 ACCTCACCAGAAGAGCCAGA CTTTCAGAGATGGCAAAGGC 257

Ai02B1896 Araip.B02 1896 c (A)11tttggagcagagatccaattt(A)1042 5003450 5003491 TTCTGCCGGTCCCTATAGTTT TTTTCAATTAGGTCCCTTTCC 263

Ai02B1897 Araip.B02 1897 p4 (TCAT)5 20 5003802 5003821 GGGTGGGACCATGAAGAATA GCTTTGGAAGGAAGAAAGTGA 277

Ai02B1902 Araip.B02 1902 c (T)10aagtgtcttttagtgttctctcatgtaatgtttttttttc(T)1363 5016940 5017002 TGGTTTCAGGCAGTATCAAGG CATGCATCAAAGCGGTAAAA 243

Ai02B1904 Araip.B02 1904 p4 (ATTG)5 20 5020920 5020939 AGCTGTAGAGAGGCGTGGAA CACCCAACACTTGACATCCA 243

Ai02B1912 Araip.B02 1912 c (A)12gaaaagttgctaataagccacaagagagagagg(GA)657 5037842 5037898 TGGTGGGTCCCAACTAAGTG CAACATAAACCCTCCACAAATG 279

Ai02B1915 Araip.B02 1915 p4 (TATT)5 20 5039099 5039118 AAAATAAAAGGGGTCACGATCA GAATGACGACCAAATGCTGA 232

Ai02B1916 Araip.B02 1916 p2 (AT)6 12 5044524 5044535 CTTCTCGTCGGAAATGTGCT TGGATAAATTGGTCCTACCGTC 199

Ai02B1917 Araip.B02 1917 p2 (AT)13 26 5045940 5045965 ACTCAGCTCGCGAAGTCAAG TGTTTTTCAGATGCAGGTCG 256

Ai02B1923 Araip.B02 1923 p2 (TA)6 12 5060645 5060656 CCCCAACCTTCATGTTCACT AGCCCTGCTGTAGTTTTCCC 146

Ai02B1924 Araip.B02 1924 c (A)12tccacatctcaaaagccttatattccaaaatttaatatac(A)1365 5062682 5062746 AATTTTGGGTTCGAGCCTTT CCATGGCCAAGATTTCATTC 160

Ai02B1925 Araip.B02 1925 p2 (TA)6 12 5063140 5063151 TGAGACCATTTTTGACGAACA CTTTTTGGCACCAGAGAACC 272

Ai02B1928 Araip.B02 1928 p2 (AT)7 14 5067667 5067680 TTGGACATGATACGACCCAA CGCGTTAGATACATGTTGGC 191

Ai02B1929 Araip.B02 1929 p3 (TTC)5 15 5068728 5068742 TTCCCTCGACAAAGAAATGG GTATTCGACACCACACGTCG 210

Ai02B1934 Araip.B02 1934 c (TA)7cataacatgatgcatgttgacataaactatatgagtttatga(T)1268 5076748 5076815 AGTCCAGTGTCCACACCACA TCGTTCCACTTTAGTGCGTG 198

Ai02B1935 Araip.B02 1935 p2 (CT)7 14 5079159 5079172 TGTTGTGTATGTATGCTTCTTGGA TGCGTATATGCAATGACGTG 254

Ai02B1936 Araip.B02 1936 p2 (GA)7 14 5082731 5082744 ATGAGTCCCAGGTTCCCTCT AGTAGTGCCTCATGCTTGCTT 161

Ai02B1937 Araip.B02 1937 p2 (AT)8 16 5083544 5083559 TGCCGAATTGAGGAGTAACA GGTCCAGGATATCCCACCTT 196

Ai02B1941 Araip.B02 1941 p2 (AT)10 20 5105029 5105048 GCTCAATGAAGCTGGGTTTC ATCCAACTTCGTGAACCAGG 228

Ai02B1943 Araip.B02 1943 p2 (AT)8 16 5114132 5114147 GGGTGAGTGCTTTTCATCGT TGCCACTTGTTGACCATCAG 249

Ai02B1946 Araip.B02 1946 p2 (CT)6 12 5130766 5130777 TTCAACGAACGAATCTTCCC GAACAACTCGAGCTGGAAGC 181

Ai02B1947 Araip.B02 1947 p4 (ATTT)5 20 5140427 5140446 GGAGATATTTCAGGAGATAGTTGCTT TTGTTCCCCTAACACTCCTCA 265

Ai02B1950 Araip.B02 1950 p2 (CT)11 22 5147434 5147455 ATGTGCTTTCGTTGATGCTG ATGCTTTGGACAACTCCACC 200

Ai02B1959 Araip.B02 1959 p2 (AT)11 22 5161993 5162014 ACCACTGGTATAACCGCTGC AAAAAGGACATTATAATCTGGAAAGA 210

Ai02B1961 Araip.B02 1961 p2 (TA)6 12 5173327 5173338 CGTGAAGTTGATACTTGAGAGTCG CGGCCACTCACACAAGAATA 163

Ai02B1967 Araip.B02 1967 p2 (AC)7 14 5187193 5187206 CACAATGCCCACCCTTTAAC TCTCCTCTGCTTTCTCTCGG 151

Ai02B1968 Araip.B02 1968 p2 (AC)7 14 5188004 5188017 CACAATGCCCACCCTTTAAC TCTCCTCTGCTTTCTCTCGG 151

Ai02B1972 Araip.B02 1972 p3 (TGG)6 18 5197009 5197026 GCTGGTGGTGGTGTATGTTG AGTGCCAAAATCGAAATCGT 195

Ai02B1981 Araip.B02 1981 p2 (TA)6 12 5213009 5213020 TCAACAACGTGACTGTGCAA TTGTGGAAATACTTGGCTGAGA 169
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Ai02B1985 Araip.B02 1985 c (T)15gtttacctagtattaccttttaatttaatttatagttctaataaattcaattgattattattc(T)1088 5215646 5215733 AATCAGCCAAAAACAGCCAT TTTCATATCTGAAGCAAACCCA 208

Ai02B1986 Araip.B02 1986 c (AAT)6gtttttgatgattatgctgaaaatgatgatgaggaagtgaatccattgatgctcaacacatttgaacatcacaacaataactt(TGA)8125 5215981 5216105 TGGTTGGAAAGATGGGATTC CACCACCACCAACATGAACT 269

Ai02B1987 Araip.B02 1987 p3 (ATG)6 18 5216219 5216236 GAGGGGAAAGGAGGGTTATG TTTTCATGTTTGGTTCCACG 199

Ai02B1989 Araip.B02 1989 c (A)12gaaaaaaacaaataggaaaatcagtcaacaaaataaatttaatttatttctccatcaatcttaattgttcatcacaataa(T)10102 5218718 5218819 TGTAGGGTGGAAATAAACAAAGG TTCACCTCCTTTCACTTTGGA 264

Ai02B1994 Araip.B02 1994 c (T)10ctccttgcttgttatatatcggaaagaaatctctcccttttaaac(T)10cgtattgaacaatctcgtcttttgccaatttttattacactcaa(T)10119 5227236 5227354 GGAGAACCATGTTTGGGTCA CAGTTCTTTCTTCGTTCAAAATGA 222

Ai02B2000 Araip.B02 2000 p2 (AT)7 14 5233036 5233049 TCCCCAACCACTCAAAGAAC TCAATCCAAGAAAGTTTCAAAAA 267

Ai02B2005 Araip.B02 2005 c (T)11cttttttgtcttgtttttttcttttttgtc(T)1253 5239886 5239938 GGATCAAACAAGAGATTTGGC TGATTGTCCTCCACTCAGATG 256

Ai02B2006 Araip.B02 2006 c (TTA)5ttg(TTA)6 36 5240443 5240478 TCAAGCAAGATTAGTAACAAAATTAGG ATCCATGCTGCCATGTTTTC 225

Ai02B2009 Araip.B02 2009 p2 (GA)8 16 5243660 5243675 TCAATGTGGCTTGTCATGGT CGGTTATGAGTTCACCCCTT 266

Ai02B2018 Araip.B02 2018 p2 (GA)10 20 5260558 5260577 CGGATGAGAGAGAGAGAGAGAGA CATCATGGCATTCTTCCTCG 279

Ai02B2019 Araip.B02 2019 p2 (AT)10 20 5262595 5262614 TTTAACTCCCTGGATTCCCC CCATTGGACAGTCCCTCTGT 155

Ai02B2020 Araip.B02 2020 p3 (TGG)5 15 5264931 5264945 AATGGGAAGCACCTGTGTGT GGAGTAGGAAGAGGTGCTGG 271

Ai02B2021 Araip.B02 2021 p3 (AAT)17 51 5265886 5265936 ACTTTTTCTTCTCTAGAGCTTTTGTT TTGCTGCACCAAGAAAAATG 218

Ai02B2025 Araip.B02 2025 p2 (TA)6 12 5272079 5272090 CGCAAAACCTAAACTTACCCA TGATAGGTCTGTCGTTGGTCA 171

Ai02B2027 Araip.B02 2027 p2 (TA)6 12 5289080 5289091 AGTGACATATTCATCGGCCA TGATAGGTCTGTCGTTGGTCA 278

Ai02B2033 Araip.B02 2033 c (ATA)5tgcctatttttattttttttctttcactaaataatatcaatttatgactaggcatatatatatgtttttc(T)10ctaatattaattaggtg(T)11123 5295363 5295485 TGGATTGGTCAATTTTCCTG GCACATGGTTGACCTCCAAT 237

Ai02B2035 Araip.B02 2035 p3 (ATA)15 45 5297465 5297509 GCGAGTCGTAACCTTCTTGG TAAAGACTAATCCGCCGCAG 278

Ai02B2036 Araip.B02 2036 p3 (AAT)7 21 5297703 5297723 TACTGCGGCGGATTAGTCTT GATGCATTCTACCGCTGGTT 276

Ai02B2042 Araip.B02 2042 p4 (TAAT)5 20 5302785 5302804 TTGAAGCTTCTAAAACGAATCC TTGCAATCAATTTCGACGTA 223

Ai02B2047 Araip.B02 2047 p2 (CT)6 12 5307072 5307083 GCACGTTGTGTGTAGCGACT CCGCTGGCTAGCATTCATTA 125

Ai02B2048 Araip.B02 2048 p4 (TATG)5 20 5313627 5313646 TCACATCATCTATCATTTCCTTAAGTC AGTGTGGAAAGCGTGGAAAC 254

Ai02B2049 Araip.B02 2049 p3 (GTG)8 24 5315887 5315910 CAATCATCAATGGCAGCAAG CCCATCTTCCAAGTTTCCAA 126

Ai02B2050 Araip.B02 2050 p2 (TC)6 12 5317155 5317166 ACAAACACATGGACGATGGA TCAGATCGGATGCGGATAAT 205

Ai02B2057 Araip.B02 2057 p2 (AT)7 14 5328705 5328718 CGGAAAATGTTGCATGACTG TGAGCCCTCAGGTGAGACTA 156

Ai02B2058 Araip.B02 2058 c (T)12gtctagacatttaaatttgaacctgtacaatatatatatttgacatagtcttttgctcatccaaaagttgagagtagtaaatctaacttac(T)13116 5329371 5329486 CACTGTGCTGTGCTGGATCT GCCCATAATTGTTAAGAGATATCAGA 277

Ai02B2060 Araip.B02 2060 c (AG)6caccgaac(A)1131 5329989 5330019 CTAAGTGATGCAGGCCCATT GTGTCCACAGCTGTCCTTGA 231

Ai02B2063 Araip.B02 2063 c (A)10tatcaaaac(A)2342 5335921 5335962 ACGGTGCCAGAGAAAAAGAA TCCATTTTGCTTCATCCACA 203

Ai02B2064 Araip.B02 2064 c (A)10tatcaaaac(A)1433 5336925 5336957 ACGGTGCCAGAGAAAAAGAA TCCATTTTGCTTCATCCACA 203

Ai02B2067 Araip.B02 2067 p3 (TCA)6 18 5339432 5339449 ACATGCAGGGAATTCAAAGG AATTTCGCAGCCCAATAAAA 211

Ai02B2068 Araip.B02 2068 c (A)10ttattaccataatcatcgtatntccactgtgtcgatctacataacccgt(A)1069 5339554 5339622 CACATAATGATGCCATGCAA TCAATTTTTCAGTCAGGCCC 159

Ai02B2069 Araip.B02 2069 p3 (ATA)21 63 5341522 5341584 TGTCTATCAGATCAAAAGGTCAAA TCTCATGAATCTATAAGCCTATGGTAA 254

Ai02B2071 Araip.B02 2071 p2 (AT)7 14 5343490 5343503 CAGCACCCTCAGAAGGAGAC TGTCGTCGCCAAATATGGTA 185

Ai02B2077 Araip.B02 2077 p2 (CT)7 14 5362499 5362512 AAATCCGACGGTAATTGTGC CTGCCAGAGAGATGAAAGGG 134

Ai02B2078 Araip.B02 2078 p2 (AG)7 14 5364478 5364491 CCTTAACCCTCGCCATTTTT TTCCTCTCTCCCTTGCGTTA 240
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Ai02B2080 Araip.B02 2080 p2 (CT)9 18 5369659 5369676 CTCGAGGACCCTTTCATCAT TCATCCAAAAACAAAAACCCA 277

Ai02B2081 Araip.B02 2081 c (A)12ttattttcttgttcatcatcattagctctatgatctatagatcttgcccacaactattta(T)1385 5370000 5370084 TCACTTCACTTGGAGGCTCA GCAGAAACAGACAGATCCGA 273

Ai02B2084 Araip.B02 2084 p3 (TAT)6 18 5372020 5372037 TGGCCTCTGAAAATTTATGACC CGAAGGTGGAATTCGGTAAA 202

Ai02B2088 Araip.B02 2088 c (ATA)5g(TAA)5 31 5377999 5378029 TTTGCCAATCAAAGTAGGGC GGTGATGGTGTTGAAGGGAC 242

Ai02B2091 Araip.B02 2091 p3 (ATA)15 45 5403236 5403280 CCAACGTCATACAGTGCAGG ACGAAACAAACACAAACGGA 139

Ai02B2100 Araip.B02 2100 c (T)10aggtttaattattctgttggtctctataattttataaaatttttaattagatctctatac(T)10aattaggtccctgcaccaaa(T)10110 5420769 5420878 CTCCTCGCATCCTGAAATGT TGAAGAAGATTGGTGGGTCA 260

Ai02B2102 Araip.B02 2102 c (T)10actcacaaatccttttcgggaggataagtataaaaaggaa(T)1060 5422570 5422629 GGACTCGTGTATGGGGAAGA AATTTGGCTTCACAAATCGC 200

Ai02B2104 Araip.B02 2104 p2 (TA)6 12 5425532 5425543 CCGGTTTGTTGGAAGTGATT TTTGAGAACAAAACTCGGCTT 275

Ai02B2105 Araip.B02 2105 p3 (AAT)23 69 5426437 5426505 TTGGCATGAGCTTTTCTTTG AAGGTCATTAGACGAGGCACA 247

Ai02B2106 Araip.B02 2106 c (CTC)5(CTT)5 30 5427059 5427088 AGAGACACTCCGACACCTGC GGAGGAGGGGAAGAAGAAGA 258

Ai02B2107 Araip.B02 2107 p3 (AAT)6 18 5429040 5429057 AAAAATCAACTTGACCAAAAAGAAA GGATCTTGGTGGGTGATTTG 216

Ai02B2108 Araip.B02 2108 c (A)18ggcaacaacttgca(CT)746 5429277 5429322 AAATCACCCACCAAGATCCA CTTGGGGCGTTGTTAGACAT 217

Ai02B2109 Araip.B02 2109 p3 (ATC)6 18 5429946 5429963 TCCAAAAGGGTTTATGGCAA AACCAAAGCAACCAACATGG 257

Ai02B2110 Araip.B02 2110 c (T)10atataattttttgg(T)1640 5430124 5430163 TCATGACCAAAAATCATGGC GTGCATGCTTCTTTCTTGGA 247

Ai02B2112 Araip.B02 2112 p5 (TATTT)5 25 5440519 5440543 TGGAAAGGAGGAATTGATGG GGGATGTGGCATTTATTTGG 201

Ai02B2113 Araip.B02 2113 p3 (AAT)8 24 5441743 5441766 ACTTAAGTGCCAGTGGGTGG TTCGAGTTTCAACATTCAGGG 211

Ai02B2116 Araip.B02 2116 p3 (AAG)8 24 5444017 5444040 TAGTTACTTGCTCGCCGGTT TTCAAACCATTGGTGCAAAA 222

Ai02B2117 Araip.B02 2117 p3 (ATT)15 45 5444506 5444550 TGTTCAACGTAAGGGTGGAA GACCGTACCACTTGATTGGG 277

Ai02B2123 Araip.B02 2123 p3 (CTC)5 15 5462048 5462062 GCGCACATATCATTCTTCCA GCTTTTGGACTCGTTGTCCT 229

Ai02B2124 Araip.B02 2124 p3 (AAG)5 15 5462421 5462435 TTGCGACACAATTAACTCAGAAA TTTGAACTTGTTGTCCTGCAC 218

Ai02B2125 Araip.B02 2125 p3 (AAG)5 15 5462813 5462827 TGATTGCGACACAATTAACTCA GCATTTGGACTCGTTGTCCT 232

Ai02B2128 Araip.B02 2128 p3 (TCC)6 18 5478993 5479010 GTTATCGTCGTCATCCTCCC GTTGCAAAATCACCGAGGAG 165

Ai02B2129 Araip.B02 2129 p3 (GAA)5 15 5479766 5479780 AAGAAGAATGTGCATGCGTAAA GTGGCACCCACCCAAAATTA 274

Ai02B2130 Araip.B02 2130 p2 (AT)11 22 5481796 5481817 TCTTTTCTTCTCAAAAATTTGTTCAAT CATACATAAATTTTGATTTTGAGCAT 222

Ai02B2131 Araip.B02 2131 p2 (TA)7 14 5482033 5482046 TTTCGAGCATATAACTTTATTTAGGG TCTCTCTCCTCTAATTCTTGTCAAA 153

Ai02B2132 Araip.B02 2132 p3 (ATA)8 24 5484908 5484931 GGAACCTTCCTCTTCATTTCC AGGAAGAGGATGCCGTTTTT 196

Ai02B2133 Araip.B02 2133 p2 (TA)8 16 5485236 5485251 TGCATGTTTATTAGGGTTTCACC GCATGCTATATTGCTGTAGCG 192

Ai02B2134 Araip.B02 2134 p2 (TA)8 16 5485356 5485371 TGCATGTTTATTAGGGTTTCACC GCATGCTATATTGCTGTAGCG 192

Ai02B2137 Araip.B02 2137 p3 (TAT)6 18 5495737 5495754 AAAAAGGTTTGGTGTTTTCCAA TCCCCCTACGATTGAAGAGA 227

Ai02B2140 Araip.B02 2140 p2 (TA)6 12 5497513 5497524 ATCTGCAGCTGTGTCCAACC TCTGGTATATGAAACGTGGACAT 253

Ai02B2141 Araip.B02 2141 c (G)10tag(T)10 23 5502061 5502083 GCATTGCTCTGCCTGTTTTT ACCACCATCAGCCTGCTAAC 180

Ai02B2144 Araip.B02 2144 p3 (AAG)5 15 5514154 5514168 CAGAAGCAAAGAAAAAGAAGGTG CGTCAATTTTGTCCGGATCT 147

Ai02B2146 Araip.B02 2146 p3 (CAA)5 15 5525229 5525243 ACACCATCCCTCAGAACTGG TTCTTTGTTGAAAGGGACGG 143

Ai02B2147 Araip.B02 2147 c (TA)6gttgttcttgagagtcatcaatattcaatcttgtatgaaagaagttccatagaaatggttgatgctttaatttagataatc(T)10103 5526238 5526340 TGTAGCATTGTGGCGTTGTT GCATGTACGAATCTCCAGCA 269
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Ai02B2150 Araip.B02 2150 p2 (AT)7 14 5527488 5527501 AGAGGTTGCGAGTTCGAGTC GGAAAAGGAGGCTTGATTCC 102

Ai02B2152 Araip.B02 2152 p3 (AAC)5 15 5530341 5530355 CCTTCTTGAGATTGGTAACCG TGGCGTCATTTGATTCATGT 110

Ai02B2156 Araip.B02 2156 p3 (TGG)5 15 5533493 5533507 GGTGTTAGTTGGTGTTGGTGG ATCGAAACCGTCCCTCTTCT 216

Ai02B2159 Araip.B02 2159 c (T)11atgttctatttgttatgttgagctctattattt(A)1256 5535853 5535908 TGGCGTGAATTCTTTTGTTC CCTAGTGAGAAGGATATGATTAGTAGC 203

Ai02B2160 Araip.B02 2160 c (CTT)5gctgcacgtccttcttcctcttca(TCT)657 5536702 5536758 TCGTTCTTCTTGACTGCACG CCTCCTCATCTTCTGCTGCT 260

Ai02B2169 Araip.B02 2169 p3 (GGT)5 15 5551643 5551657 AGACGGTGATGGGATGGTAG CAAAATTGTCCCTAAAATTCAAGT 169

Ai02B2171 Araip.B02 2171 p3 (ATA)6 18 5554691 5554708 CGACCTTAATTTTCGTACCCG TATCCTTCAACCAAGGGTGC 187

Ai02B2177 Araip.B02 2177 c (T)10gggaagatgagagtttaaaatttagagtttataatttatgattaaaaagatcgatagatattgactg(A)1087 5559367 5559453 AGCTACGTATCCCTCACCCT TCAACGGCAAATTTATTATTATGAGA 267

Ai02B2178 Araip.B02 2178 p2 (AC)7 14 5559974 5559987 AGACTGCCTCAAATGGGGAT TGAGGATACGGTGAGAAGGG 266

Ai02B2180 Araip.B02 2180 p2 (AT)7 14 5568805 5568818 AACTGCACGCAATTTCAATG AAAATCGGATTGATGGTGACA 182

Ai02B2185 Araip.B02 2185 p3 (GGT)5 15 5571216 5571230 GATGGTAGTGAGTGGGGTGG CAAAATTGTCCCTAAAATTCAAGT 157

Ai02B2187 Araip.B02 2187 p3 (ATA)5 15 5572780 5572794 CGACCTCAATTTTCGTACCC ATCCTTCAACCAAGGGTGCT 183

Ai02B2192 Araip.B02 2192 c (T)10ggtagctataatcgtaattatttaataagtaaaaactaaccctttgttagtttcataatgaataaca(T)1188 5575081 5575168 GAACCGACCACTTGACGAAC TGAGTTGGAACTGGACCAAA 268

Ai02B2196 Araip.B02 2196 c (T)11gggaagatgagagtttaaaatttagagtttataatttatgattaaaaagatcgatagatattgactg(A)1088 5579695 5579782 AGCTACGTATCCCTCACCCT TCAACGGCAAATTTATTATTATGAGA 268

Ai02B2197 Araip.B02 2197 p2 (CA)8 16 5580409 5580424 TTCTGCGGGAATAGAGATGG GAGGTTGGAAGTTGGATGGA 268

Ai02B2200 Araip.B02 2200 p3 (GAT)6 18 5599474 5599491 GGACCCACTCGTTCAGAGAG TTGACCACATTCAGCAGAGC 137

Ai02B2201 Araip.B02 2201 p2 (TA)10 20 5605586 5605605 TCAATCTTCTTTGGCGCTTT TGTTGTTGAATTGGAAGGTCA 167

Ai02B2202 Araip.B02 2202 p4 (GTAT)6 24 5606486 5606509 ATGGATTTTGTTGAAGGCCA AGTAGGGACGGGGTGGATAC 161

Ai02B2203 Araip.B02 2203 p2 (AT)6 12 5608837 5608848 CAAAACTGGACGCAATTTCA AAAATCGGATTGATGGTGACA 183

Ai02B2207 Araip.B02 2207 c (T)14ctgaaatacataaataccagatcaaataaaaatttacaaaggattaaatttg(A)1177 5614285 5614361 GAGGGAGGCAACAAAAGGAT AAGCGACATTCACAGTCGTG 266

Ai02B2209 Araip.B02 2209 p3 (TAA)16 48 5617484 5617531 CAGAGTCATGGTATCCTCCTTG TTCTTGGTGAATGTTGTAGTCCA 280

Ai02B2212 Araip.B02 2212 p2 (TG)7 14 5621960 5621973 AATTGTCGGAAGTGAGGGTG CATCTTGTGCCATTACCGAA 274

Ai02B2214 Araip.B02 2214 p3 (TAA)5 15 5625472 5625486 AAATGCCAAGAAGACCAAAAA AAGGAGGTACAATGGAAGTCACA 280

Ai02B2216 Araip.B02 2216 p2 (AT)8 16 5629689 5629704 GATCCGGCCCATGTCTAGT ACAATCTATTGGCCTGCGAC 278

Ai02B2220 Araip.B02 2220 c (T)11atttatcttttcctttttgttttactttctcaagttttttcttgttttactctcttaacaagaat(A)1086 5637704 5637789 TTGTTTAAGAATTTTTGGTGTTTTGT GAAGAAGCAGCAGAAGATCAGA 236

Ai02B2221 Araip.B02 2221 p3 (CTT)6 18 5637898 5637915 TTGCAAAGTTACTTGGAAGATGA TCGTTGCAAAAAGTGAAGGA 167

Ai02B2228 Araip.B02 2228 c (CAT)5cgtcatcgtcatcgaaaatctaaaatg(A)1153 5662116 5662168 CATCTTTTGGACGATTTCAACA CGTGGGTCGGATAGAAAGAA 173

Ai02B2229 Araip.B02 2229 c (T)11cattattataatggcttatgattaaaattaaatttcaattggtt(TAA)16tg(ATA)5120 5667515 5667634 AAATTAATACTACCCAATTTTGGATTT AAAATCAGTAATGAGCAAGGTTAGC 276

Ai02B2230 Araip.B02 2230 p3 (ATC)5 15 5671065 5671079 TGGACATACTCGGTTGCAGA ACAGCAACAACTCCACGACA 252

Ai02B2234 Araip.B02 2234 p3 (TTA)9 27 5675543 5675569 TGCCAAACTATGTCCTGCAA TGTTGGTACTTTCGCGTTTTC 245

Ai02B2235 Araip.B02 2235 p3 (TCA)6 18 5677379 5677396 GATTCGGGTAGGATGGATGA CCGTTTCGTTTAAATCGGTC 278

Ai02B2236 Araip.B02 2236 p3 (GTT)6 18 5677520 5677537 CAATTCGATGCTGTTGGAGA TCTGGAAGGATTTTGCCAAG 183

Ai02B2237 Araip.B02 2237 p3 (TCA)6 18 5681455 5681472 GCTATCCAGGTTCGGTCAAA ACTCGACAGCAACAACAACG 254

Ai02B2239 Araip.B02 2239 p2 (CA)14 28 5689796 5689823 CTGGGCAAAGATTACCAAGG AGGATTGTGAATTTGTGACGTG 272
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Ai02B2241 Araip.B02 2241 p2 (CT)6 12 5699950 5699961 CCTCTGCTGCTTCTGCTCTT ACATGAGCCCATTATTTGCC 250

Ai02B2243 Araip.B02 2243 p2 (TA)7 14 5704181 5704194 GCCAAGTTTGAGCGTGAGAG TCAAGCTCACCGAAAACTCA 270

Ai02B2244 Araip.B02 2244 p2 (AT)8 16 5705235 5705250 CCATGTCTTTAAGCAAGGATGC TGGAACAGATGCTTTGATCATT 268

Ai02B2246 Araip.B02 2246 c (CT)6aaatcttttttccaaatgtttgaatatataaaattgttatctatttatgggatgaaagtattgtccc(T)1089 5708244 5708332 CTCATGGTGGCTGCAATTTA GGAATTTCATTCGCAAAAAGA 277

Ai02B2249 Araip.B02 2249 p3 (CAT)5 15 5723482 5723496 GCAGCCGAATCACCAAGTAT CTCTGCACCACCTCTTCTCC 222

Ai02B2250 Araip.B02 2250 c (TAA)5tggtcactttattaataaaaatcagac(TA)654 5724436 5724489 AAAACAACAAGCAAATTTTGGAA CAAACACCTCCCCCTTTACA 250

Ai02B2251 Araip.B02 2251 p2 (TC)10 20 5726775 5726794 CACTCAGCTCTGAACACCCA TAAACCTTCCCCACCAGATG 206

Ai02B2253 Araip.B02 2253 c (CTT)5ctcctttttaaccctggtccctgagcccctttttaaccctcctcctcctcc(CCT)787 5728257 5728343 ACATGACGTGGCAATCAAAA GCACAGCAACGACAAAGAAA 201

Ai02B2255 Araip.B02 2255 p3 (TAA)12 36 5736861 5736896 TTTGACGGTAAGATAGCATCG AGCTTGTACTGTGGTCTCGTTG 279

Ai02B2256 Araip.B02 2256 p2 (AT)8 16 5741659 5741674 TTTTTGCTACACAAAACAATACCC CTATACCTTGGAGTCGGCCA 141

Ai02B2258 Araip.B02 2258 p2 (CT)7 14 5743432 5743445 TTTGTTGTGACTGGTGGTGG CTGATTGGCCAAATTCATCA 259

Ai02B2259 Araip.B02 2259 c (T)13aattttag(T)10 31 5744324 5744354 GGCATCCTCTTTGCATCATT ACAACTCCATTGGTTGGTCC 277

Ai02B2260 Araip.B02 2260 p3 (AAT)12 36 5757172 5757207 TTCCTCTCCGACAGATGCTT TGCGCTAATTAAGGAACTGGA 256

Ai02B2264 Araip.B02 2264 p3 (TAA)5 15 5779884 5779898 GGACGACGAAGCAGAAAATC TCCAAAACGTTGAGGAAGAA 234

Ai02B2270 Araip.B02 2270 p2 (AT)7 14 5786576 5786589 TTGATAAGGGCCAAACCAAA TTTGGCAGAAGTGTACGGAA 143

Ai02B2272 Araip.B02 2272 p2 (CT)8 16 5795834 5795849 TGTTGTGACTCATGGTGGCT AAGGGACAATACTTTCATCCCA 125

Ai02B2287 Araip.B02 2287 c (T)10c(A)13 24 5811032 5811055 TTAATGTGCCGCAGGTGTTA TTGGGAGAAATTCCCAAAAAT 273

Ai02B2288 Araip.B02 2288 c (T)10ctgtttttgtctcattc(TAA)851 5812998 5813048 ATGCTCTAGTGACGCCCAAC CGGTTTTCGAAGAAATCAGC 226

Ai02B2289 Araip.B02 2289 p3 (ACG)5 15 5815259 5815273 AGAGACGCATATTGTTCGGC TAGTGAAACCCCAAAGTCCG 190

Ai02B2291 Araip.B02 2291 p3 (ATT)5 15 5834986 5835000 AACCCATGTGTTCTTGGAGC TAAAGCAGGGTGGAGTTTGG 167

Ai02B2295 Araip.B02 2295 p3 (CAT)5 15 5845398 5845412 CCTCACCTTGTCCATCCACT GCGTGTGGACTTTGATGATG 194

Ai02B2297 Araip.B02 2297 p3 (GAA)6 18 5846247 5846264 CAACCCAGAACCCAGAAGAA TCCCTCTCTCCCTCTTCACA 159

Ai02B2298 Araip.B02 2298 c (T)10aattgggtccttacattttttttcttttatttaggtccttatactaattc(T)1070 5849420 5849489 TCTGTTGGTTCCTGTAGTTTCG CCTTTTTAATTGAGTCCCTCCA 234

Ai02B2302 Araip.B02 2302 p2 (TA)6 12 5853615 5853626 ACAAAGAGCGTTATGGGGTG TTGAAATGGACCAATGAGGAG 243

Ai02B2303 Araip.B02 2303 p3 (TAA)9 27 5854517 5854543 TGTTGCATGCATAAAATTGGA TTCCCTTGGAGTTCTTGGTG 237

Ai02B2307 Araip.B02 2307 p2 (TA)8 16 5856883 5856898 TTGTGGATAGTGGGGTCAGA TTCGCTAACATACAACTCTACATGA 225

Ai02B2315 Araip.B02 2315 p2 (AT)16 32 5878987 5879018 TGCAAAGCACGTTTTCAACT AGCATTACTTTTTGGTATATCATTCA 280

Ai02B2316 Araip.B02 2316 c (T)11gtcatacaacattcacactcaacacacattttttttgggtaattcaacacacagac(T)1178 5879422 5879499 TCGGACCAAGTCATCAAACA CCTTACGTTGAGAAAAGCCG 192

Ai02B2317 Araip.B02 2317 p3 (TTA)5 15 5880429 5880443 TGCTTCAAGCCAAGTGATTG CGATATCATTCCAATCTTTAAATCAA 174

Ai02B2319 Araip.B02 2319 c (TCT)5tgatcaaagctttcttcacttcttctcctattgcttcttttgttttcagtgtcctttgttggagatctgaatgctcttttgactgcagtcaaccatga(ACT)5128 5884212 5884339 TCCATCTTTTCTTTTCTCTCTTCT CTTCTCTTGGTGATGGGGAA 274

Ai02B2322 Araip.B02 2322 p3 (ATT)7 21 5886905 5886925 TGTTTTTGCTATTTTTGTCAGCA CAAGTAAGAGGACATTTGAACACG 256

Ai02B2325 Araip.B02 2325 c (T)10c(T)10 21 5891408 5891428 TCGTCTAAAAAGACGGGTCG GAAGACAGGAGGGTGACTGC 274

Ai02B2327 Araip.B02 2327 c (TTC)5tttcaaatacacgcatacgtcttcttcttctttcaaattcacgcat(TCC)6tttttcgtgcacgaagatttttcttctgattctcctccttctcc(TCT)6141 5895285 5895425 TCCAACACCAACAAAAACCA CAGCAATTGCATTCCATTCA 278

Ai02B2328 Araip.B02 2328 p3 (AGA)12 36 5896003 5896038 TTTTGAATTGAATGGACGCA TCACGCGTTCTTTCTCCTTT 251
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Ai02B2329 Araip.B02 2329 p2 (TC)20 40 5896521 5896560 TGCTGAGCTGGCAGAGTTAG GCCATGGATCAGAACCTGAA 276

Ai02B2331 Araip.B02 2331 p2 (TA)6 12 5907231 5907242 CATGACTCATAAATTCACTCTAACAAA AGAGATGTAGGATTATTCTTGTGTGAT 271

Ai02B2337 Araip.B02 2337 c (T)11gcctctttcatgtttttc(A)1342 5911526 5911567 ATTCGAATTCCCGACACTTG GGGTCAATGGGCTAATGTTG 267

Ai02B2338 Araip.B02 2338 p4 (ATTA)5 20 5913522 5913541 AATTACTCCCCCACCACTGTC TGTCCCATAGACAATTATGCAA 158

Ai02B2340 Araip.B02 2340 c (CTT)6cctttcctccttcttcttcttcccttctctcttcgcaggagtagaaacaccctccttctctta(T)1091 5914574 5914664 AAATTTTAGCGGCAGAAGCA TGGACCAAATTACCTATAACGAAAA 173

Ai02B2348 Araip.B02 2348 p2 (TA)12 24 5946975 5946998 TGCCTCCACTGTAACACCCT GTGCAGGTGTGGGAGGTAGT 221

Ai02B2349 Araip.B02 2349 c (TA)9ttcactcctgctttcaattctaggaaaatacttctctcaaccgggtaaacaaatatggccaatac(AT)695 5950427 5950521 CCAAACATTGGGGACAAAAA ATTTTCGGCAGCATGTAACC 269

Ai02B2350 Araip.B02 2350 c (AT)7gtggaaaatatcaagggcatgtcttggtactaataataatgtttatatatagaattaataaatccaatcataatgtggcatacatg(A)29129 5950694 5950822 GGTTACATGCTGCCGAAAAT TTCTCGTCGTCATTGCTGAT 275

Ai02B2351 Araip.B02 2351 p2 (AG)8 16 5951880 5951895 ACGCATGCATGTTTTGAGAG CCATGGCTTGAGATTGTCCT 108

Ai02B2356 Araip.B02 2356 c (TTG)5ttagattgatcatagttgttgatctcttccttgca(ACC)5tcttcccatttgttggagaatttgctctaaggcgccctcgtcgcacgagtcgaata(GGT)5136 5954408 5954543 CTCTAGGCTTGGGAGCTTCA ATCTCTGGCGACGGAGGTAG 276

Ai02B2358 Araip.B02 2358 p3 (AGA)6 18 5956121 5956138 CTCATGCTTTCTGGCATTCA CACACAACACACCACCCTCT 225

Ai02B2359 Araip.B02 2359 p2 (CT)16 32 5956666 5956697 TTGTAATGTGTCAATATAAATGCAAGA CCCAGCTTTAGCTATGCGAC 274

Ai02B2364 Araip.B02 2364 p2 (AT)7 14 5964381 5964394 TTCAAATATGCACGCCTGAG ATGGTCAAGTAACGGCGATG 280

Ai02B2366 Araip.B02 2366 p4 (TTTC)6 24 5965639 5965662 TTTCCTCCTTCTCACATGCC GAGAAAAAGGACCAAGAAAATGAA 139

Ai02B2370 Araip.B02 2370 c (TA)6aaagaaaatt(A)1436 5992488 5992523 TAAGTGCTGGCCACAAAACA TGACCGAGCTTACATAGGAACA 254

Ai02B2376 Araip.B02 2376 p5 (AAATA)5 25 5999763 5999787 TGTGGTAGCAAGAGAGCCAA GATCCTCGTGTTGCGATTCT 270

Ai02B2380 Araip.B02 2380 p2 (TA)9 18 6009294 6009311 CGCGAGGAAGGTAATCAAAA GAAGGCTTGAAAGCTTGTGG 270

Ai02B2381 Araip.B02 2381 p3 (CTT)6 18 6010385 6010402 ACTTAAGCCGGTACTGTCGG AAGAGGTGTCAGTGGGTTGG 273

Ai02B2382 Araip.B02 2382 p2 (TA)6 12 6012463 6012474 TTCTTGTCACAGCGGAGTTG GTGAAGTAAAGGCCGGTCAG 230

Ai02B2383 Araip.B02 2383 p2 (TA)15 30 6012587 6012616 TTCTTGTCACAGCGGAGTTG GTGAAGTAAAGGCCGGTCAG 230

Ai02B2384 Araip.B02 2384 p2 (TA)7 14 6015857 6015870 TAGGCGTCTGGAGTTCCTGT CTCGACCTGCGAAGTAAAGG 235

Ai02B2397 Araip.B02 2397 p2 (AT)8 16 6038806 6038821 GGTGGGAGAAATATTTGGGG CGTCCCTAGAAGCGGTGTAT 145

Ai02B2401 Araip.B02 2401 p3 (ATT)5 15 6053262 6053276 CTCAACGTTTTTCTCCGTCAG TGATTTCAATCTTAAATTTGTTGTAGA 258

Ai02B2402 Araip.B02 2402 p3 (AAT)7 21 6053391 6053411 CTCAACGTTTTTCTCCGTCAG TGATTTCAATCTTAAATTTGTTGTAGA 258

Ai02B2409 Araip.B02 2409 p2 (TA)7 14 6060359 6060372 CCATTGGACAGTCCCTCTGT CCTTCTGCTGCAAGATGTGA 144

Ai02B2412 Araip.B02 2412 p2 (TA)9 18 6065533 6065550 TGGCTGGTACATCAATTTAGGA GGAATATTAGCCCAGCCCTC 217

Ai02B2415 Araip.B02 2415 p3 (AAG)5 15 6068577 6068591 AACGTAAGTTCATCCTCTTTCAA TTCCTTCTCCTTATCTTTTGCTG 218

Ai02B2420 Araip.B02 2420 c (A)10gaaaaaagggtttctgaattgaggaatgcaaaaaccagtcaaacta(CT)770 6093584 6093653 ATGGACCGAACCAGAAGTTG TGAACCATGAGGATTGGTGA 256

Ai02B2422 Araip.B02 2422 c (A)10gaatacataacaaactagattacaataacgaaaatgttaactaaacttttttcttttttcataagataaattcctaattaagattggattgacacaa(T)12119 6095513 6095631 AACCCTATTTAGGTATTATCCTCATTG GGAATTTTCAACCATTAGAGCA 268

Ai02B2425 Araip.B02 2425 c (AAG)5acgctccgtgcgtaaac(AAG)856 6117924 6117979 GTGAAGAAAAAGGAACGCGA CGTCTTGGGTGCAACTTTTT 272

Ai02B2433 Araip.B02 2433 p3 (ATC)5 15 6133801 6133815 TCCTGTCATGACCCCATTTT TGCTTGCTTCATTTGAAGTTG 216

Ai02B2435 Araip.B02 2435 p4 (AAAT)5 20 6138017 6138036 CCTCCCACTTCTTAGCAGGA AGACCAAACCAACGTCAACC 241

Ai02B2436 Araip.B02 2436 p3 (AAT)9 27 6139110 6139136 TTGCATCTACATCCGAAGGA TTTCCATATTTTTCCTTCACAAAA 269

Ai02B2437 Araip.B02 2437 p2 (AT)11 22 6139781 6139802 AAGGGACCCATCTGAAATCC GCAGATTTGAGCCTTGTGGT 248
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Ai02B2439 Araip.B02 2439 c (A)11cattcaaaatttccaaatcgaagagtccgatttgcatgtttcaaaaattttttaatgttaaagcacaaatttaaaggttaaatttgt(A)12110 6145005 6145114 TTGAGTCTCGATTTTTGGGT TCCAATGAAAAATGTCGCTTT 259

Ai02B2440 Araip.B02 2440 c (TTC)6actatttcagtatattgtgctgagaaatttaaaaatt(A)1469 6150787 6150855 TTGGATACAAAGCTGAGGAGG AGGGAGGAAGGAGTGGATGT 221

Ai02B2441 Araip.B02 2441 p3 (ATG)5 15 6151654 6151668 AACATTGGGGTGGAGAATGA CTTCCACAAAAGCACCATCA 280

Ai02B2448 Araip.B02 2448 p2 (GA)7 14 6177619 6177632 TCGAACTCGTTCCTGGTGTA TGCTCCCTCAACTCCACG 280

Ai02B2449 Araip.B02 2449 p2 (AG)6 12 6177828 6177839 ATTCAATCATTGGCTGCACA CCTTTAATTTTATTGCGACGTTTT 263

Ai02B2450 Araip.B02 2450 p3 (TGG)9 27 6178165 6178191 GCTTCTTGGTTTGGTGTGGT TGCAGCAATTCATTGGCTTA 211

Ai02B2453 Araip.B02 2453 p3 (TTC)5 15 6179414 6179428 AAATCGGAGTGCTGATCTGG CCAGTTCCTGGTTGAAGAGG 261

Ai02B2455 Araip.B02 2455 p2 (GA)7 14 6182547 6182560 AAAAATTGGTAATAAATTTGCAGC CCACCAATTCCAGTCATTCA 272

Ai02B2456 Araip.B02 2456 c (CCTT)5tctactttctctgtaaaatttctctatcaatgttaataatgtaatgtagca(TGT)792 6182723 6182814 TAGACCGTTTTTCCACGACC CATGTTGTAGCTATGAATGGTTTCTT 250

Ai02B2458 Araip.B02 2458 p2 (TG)11 22 6186458 6186479 TGTTGATTGTGTCCTCGTTTG TGTGCCTTGCTTTCATTTTG 244

Ai02B2459 Araip.B02 2459 c (TC)6tatcttatctatcgtagaagacatattcgcataatggcagaacatcgtcctcatcatcaaattcaaac(TGA)595 6186892 6186986 AGCCTCCACAACTCAACACC CATTTTTGGTTGGAAATGGG 208

Ai02B2465 Araip.B02 2465 c (A)10gaaaaaaat(A)11gcttacagtaaaaaaaggaagaacgtgtacaatagaggcgcg(A)1082 6203473 6203554 CGAAATATCAGAGATAAGAACGACG CCAATCAACCGTGCAATATG 236

Ai02B2468 Araip.B02 2468 c (C)13ttccaatttcatccagtaccaaaggaatattatttaattctcttg(A)1068 6205596 6205663 TGCAAATGTTCCGAGCAATA AAACGAAAATTAATCCACTCGG 242

Ai02B2476 Araip.B02 2476 c (T)13gaatttaaagtaagcatttgttattttaaggtattgaaatttctattatgtagaagttttggaacaatga(T)1497 6219929 6220025 CGAGAGATATTGAAAGGATGGG TTTCAGTTCTTTAATTTCGATTTCA 223

Ai02B2482 Araip.B02 2482 p3 (TCA)5 15 6228036 6228050 GCCATGGATTCACCTTGTCT GATTATGCCCATGATGTCCC 141

Ai02B2483 Araip.B02 2483 p2 (TG)7 14 6230734 6230747 TGGTCAATGTCTGATGAGCAA AGGACACTGCAAAACTTGGA 247

Ai02B2484 Araip.B02 2484 p2 (AT)9 18 6235473 6235490 AAAAAGATACCACCAAGACCTTAAT GCATAGATGCCTTTCTTGCC 256

Ai02B2487 Araip.B02 2487 p3 (TAT)5 15 6242907 6242921 TTGGTGCTTTTTGGCTTCTT AATAACCCCATTTGCTTGGA 125

Ai02B2488 Araip.B02 2488 p2 (AT)8 16 6244429 6244444 TTGTACCAATTGACTCGGCA AGAACTAAAGTTTTGGTTTTTGAAAT 226

Ai02B2491 Araip.B02 2491 p2 (GA)7 14 6251066 6251079 GCCTTGCCGTACACTCTCTC AATTCATTGGTTAATGACAAATCTT 217

Ai02B2493 Araip.B02 2493 p2 (TC)7 14 6252336 6252349 ACCCCATTTCTCAATTTCCC TACACTCTCCCTCTCCCCCT 259

Ai02B2496 Araip.B02 2496 p3 (GAA)5 15 6253290 6253304 GCAACAAGGTTTGGTTTTGG GAAGCATTTGAAGGAATGGC 113

Ai02B2497 Araip.B02 2497 c (AAC)5aataataataatgttcaagaacttgatcaaaagagttgtgtcacacatgatgtcatggtagagatg(CAA)8105 6253470 6253574 TCCCTTTCAAAGATCCAACAA CAACATGAAGCTGAGGCTGA 244

Ai02B2498 Araip.B02 2498 p3 (TGG)5 15 6254690 6254704 CAACAAATGGTGGTTATGATGG CAATTGACCATGCCTCCTTT 209

Ai02B2504 Araip.B02 2504 p2 (AT)6 12 6265982 6265993 ATCTCGCCGTCAATTTTGTT ATGCTGTGATTTTGCCATGA 159

Ai02B2506 Araip.B02 2506 c (A)14tttctacgcaaaatagcggtaaacgc(A)1252 6270095 6270146 TGGTTTTCCAAAAGAGGTATGA AGGAAGACCCTCTCTCTGGC 271

Ai02B2509 Araip.B02 2509 p2 (AT)6 12 6273646 6273657 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTCGAGCA 235

Ai02B2511 Araip.B02 2511 c (ACC)5aaacttagc(T)1337 6276274 6276310 CAAAATCGGGAAAACATTGG TCATGGGAAAGGTTGATTGA 162

Ai02B2514 Araip.B02 2514 p2 (AT)6 12 6284773 6284784 TGCAAAACCAAATTATGCCA GCTGCACAGCACTTCCTACA 142

Ai02B2515 Araip.B02 2515 p2 (TA)8 16 6300483 6300498 AACAAGCTCCTGACTCAGCC TCGTTAGGCGTCTGGACTCT 236

Ai02B2516 Araip.B02 2516 p3 (TAT)28 84 6313899 6313982 CTTGATTGTCTAAGATTTTGATGTG TGCCAGTTGTTGTTGAGCAT 279

Ai02B2518 Araip.B02 2518 p3 (TTA)14 42 6322694 6322735 AGAATTGCTAATGCTTCGTTAAA TCCAGTTCGGTCACATTGAA 235

Ai02B2519 Araip.B02 2519 p2 (TA)11 22 6324596 6324617 TTGATGCATGATTCGGTTGT ATGCAGCCAAAAGACGAGTT 218

Ai02B2529 Araip.B02 2529 p2 (TA)6 12 6349216 6349227 CAAGTCCATTGCAAAAAGCA AAAATTTATTTGATACAAATCCTCCA 260
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Ai02B2532 Araip.B02 2532 p2 (CT)11 22 6366318 6366339 CTCTCCCCTTTTCTTCCCC AGGAAGAGAGAGAACGAAGGG 260

Ai02B2533 Araip.B02 2533 c (CT)6atcctctcctctccttctctctctcccatatctctctactttctcctctcttttcccttatctctctt(TC)692 6366452 6366543 TCTTTCTCCCCCTTCGTTCT GAGGGGAGGTAAAGGAGAGAG 228

Ai02B2534 Araip.B02 2534 c (AG)6atagatagagaggagggggagagagaagagaaagagaggaggagagagaaaattaga(AG)8aa(AG)13113 6367106 6367218 GAGAGAGCATGGGGAGAGAA TCCATTGCTTTCGTTCCTTT 271

Ai02B2536 Araip.B02 2536 p2 (AT)9 18 6375073 6375090 TGAAAATTTAGCCGTCGATGA GTGTTCCTAACGGAGATGCC 183

Ai02B2539 Araip.B02 2539 p3 (TCT)5 15 6376596 6376610 TGGAAACGCCACTAAAATCC GGCTCCATCATTAGAGAGCAA 127

Ai02B2540 Araip.B02 2540 p2 (TA)6 12 6376792 6376803 CAAGTCCATTGCAAAAAGCA AAAATTTATTTGATACAAATCCTCCA 260

Ai02B2544 Araip.B02 2544 p3 (TCT)5 15 6385173 6385187 GGTGCATTAGGGTTTGTGCT GGCTCCATCATTAGAGAGCAA 249

Ai02B2545 Araip.B02 2545 p2 (TA)6 12 6385369 6385380 CAAGTCCATTGCAAAAAGCA AAAATTTATTTGATACAAATCCTCCA 262

Ai02B2546 Araip.B02 2546 p3 (TAA)11 33 6387740 6387772 TGTGTATAAACCGGAGAACAATG CTGATGGGAGAAGGCAACAT 277

Ai02B2552 Araip.B02 2552 p3 (ATT)5 15 6416653 6416667 CAACACTCATGGATTGGAGG TGTGCTGTGTATTAAAATTTATGTGC 204

Ai02B2555 Araip.B02 2555 c (T)10gtttttggtcgatgaattggacaacccctaatcctaggtacacaatacacacccacatactccttacatacttacca(T)10ctcggttgcagctggtaagactcgaaccccagacctttgagatgaggaaggggcggaatgccgtgtgagttatgactcattggca(T)10192 6432422 6432613 TGAACCACTCTCTTCATTCTTCTC CCGTTTTTGTTTTCTCCTTTAGAA 279

Ai02B2559 Araip.B02 2559 p3 (AAT)5 15 6443513 6443527 CTATCGTGCTACGCATTGCT TTTTGACCCAAGAAAAACGG 263

Ai02B2560 Araip.B02 2560 c (A)13gaagacgcaacattgggggaggaaaa(AAG)554 6448189 6448242 CAGCGTCAAATGAACCTCAA CCTCTTCTAAATTCGCGCAC 236

Ai02B2569 Araip.B02 2569 p2 (TG)16 32 6464994 6465025 CCAGAGTTGTCTGCCTGTCA TGGTTTACGAATCAAAGCGA 202

Ai02B2573 Araip.B02 2573 p3 (AAG)5 15 6476943 6476957 CCAAAACAAGGAGCAAAAGC GGTGGTTCTGCTTCGACTTC 135

Ai02B2576 Araip.B02 2576 p3 (GAT)5 15 6484562 6484576 CACCTTTGGTTATTGCATGA GAAAAACGGCTGAATGAAGG 279

Ai02B2578 Araip.B02 2578 p3 (AAT)5 15 6489369 6489383 TGTGCGAACTTGCACTATCC CGATGATGCTGAGAACTCCA 246

Ai02B2580 Araip.B02 2580 p2 (AT)6 12 6492912 6492923 CGCATCACTGCATACGATTT TGCGTACCTTACAAAACGAGAA 271

Ai02B2581 Araip.B02 2581 p2 (TA)7 14 6503785 6503798 AATTGAAATGTAGGTATTTGTTAACCT TTTCTTACATTATTACATTTTGCTGGA 249

Ai02B2584 Araip.B02 2584 p4 (TATG)6 24 6508616 6508639 GGGACTTGATCGCAAAAGTT AATCCAATGGCCCTAGCTCT 201

Ai02B2585 Araip.B02 2585 p2 (AT)7 14 6512265 6512278 AAGCTCCACCTCATCCACAC TGGAATTGGAAGGTGGAAAG 117

Ai02B2587 Araip.B02 2587 p2 (TA)8 16 6518996 6519011 TTCTTTCTTCTGCCACTGCC CAAGTGTACCGAGAACACCG 225

Ai02B2588 Araip.B02 2588 c (A)11ttaaccagctagctaatagctacaatggagggtcccttggttcttggattttagctaccatggaaag(A)1189 6520091 6520179 AACGTTTTACACTGTCCGTGC GCTTTTTGGGCATTCTTTGA 270

Ai02B2592 Araip.B02 2592 p2 (AT)14 28 6532709 6532736 CGGTTCTCACCCCATACAGT CGAAGCTAAGGCTGGCTAGA 268

Ai02B2595 Araip.B02 2595 p2 (TA)7 14 6544638 6544651 CACCCTCATTTCCTCTCCAA TGTGTTTCAATTATTTTAACCGATG 279

Ai02B2596 Araip.B02 2596 p2 (AG)14 28 6545206 6545233 TTTGTGTTTAAGAAGGGGTGC GCGGTCCAACATCCTTTTT 162

Ai02B2607 Araip.B02 2607 p3 (AAT)13 39 6554031 6554069 GAAAAATTTGCTAGTATTGATCTTCA CTCCCCTCCCCTTCCCTT 259

Ai02B2609 Araip.B02 2609 p2 (TA)7 14 6557370 6557383 CTAAAAATTGCATGCACCCC CCACATTGAACACAAAATTAGACA 280

Ai02B2611 Araip.B02 2611 p2 (TC)10 20 6559664 6559683 TGGCTTCTGAAACATAACTGGA TGGGGGACCCATGAATAATA 246

Ai02B2612 Araip.B02 2612 c (T)14ct(TC)6 28 6560190 6560217 CATGGAACCACCCATAAACC ACCCCAACATGAAAGAGCAC 279

Ai02B2613 Araip.B02 2613 c (TTC)5tct(TCC)5 33 6560380 6560412 GTGCTCTTTCATGTTGGGGT AGAGAGAGGGACCTGAGGCT 251

Ai02B2616 Araip.B02 2616 c (CAT)5ataattgggggataatataaattattcatg(ATC)869 6561370 6561438 TCTTCTTCCATCCACAACCA TGTCCCAAGTGACAAGTCCA 274

Ai02B2617 Araip.B02 2617 c (CCG)5(CCA)5 30 6561669 6561698 TGAATCAAAATCAACCGCAA TGGGAATTACCAGCCTGTTC 264

Ai02B2618 Araip.B02 2618 c (TA)7tccactgttgggtctctctttccgttcactgcattaatggtgacgcagaaaagtttgttac(T)1186 6563378 6563463 AGACCTTTGTCATCAATCATCA TCCACATCAACCCAACAATG 278
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Ai02B2619 Araip.B02 2619 c (TTC)5tatca(TTC)741 6563642 6563682 TGGTGACGCAGAAAAGTTTG AGAAAGAAAAGGAAGGAGAAGAA 280

Ai02B2621 Araip.B02 2621 p2 (TA)6 12 6567040 6567051 TTTTGGTCATAAAAGTTCTGACATT TGGCATACCTACATAAACATTTTC 280

Ai02B2622 Araip.B02 2622 c (TG)7(T)10 24 6568904 6568927 TGCTAAATGAGTCGGCAATG TGTTTCCTATCCTTTAAATCGTGG 262

Ai02B2624 Araip.B02 2624 c (A)20gaggagggggagggaaaaggg(A)1051 6574568 6574618 CAAAATTTAGAGAATCCAAATCCC CAATTCATTCGCTTGCTCCT 166

Ai02B2630 Araip.B02 2630 p2 (TA)7 14 6591048 6591061 CCAAAACAAAATTTTTCGGA TGCCGTACTGTCTCATTCCA 178

Ai02B2631 Araip.B02 2631 p2 (CT)7 14 6592531 6592544 TCTCCATCGACGAGCTTTTT CTGGAGGAGATGATGGCTGT 242

Ai02B2634 Araip.B02 2634 c (AT)7caaaataacaaaaataaagccctagttctccataaaacctctaagaggtaccaaagataaagtgttc(AT)10101 6596579 6596679 CTGCGAAGTTAAGGCAGACC TGGTTCATTTTGAGGCCCTA 277

Ai02B2637 Araip.B02 2637 p3 (TTA)16 48 6606563 6606610 GCTTCACAAGCAAAAAGGCT TGATCTCCCAAGGGAAAATG 274

Ai02B2638 Araip.B02 2638 c (GT)6(AT)7 26 6607202 6607227 ATGGATGTCGTCTTTGGGAA ATGATACACGGGACTCCGAA 164

Ai02B2642 Araip.B02 2642 p2 (TC)6 12 6615991 6616002 TGTGGCTGTAGGACTTGTCG ACATAGCGTGATGGGAGAGG 237

Ai02B2643 Araip.B02 2643 c (A)10ggggtacccttaaaggttgaagaagtacttttaaacttttacttgaaataacaaatccattttctaataccaac(A)1498 6621089 6621186 TTTTTGGGTGATTGAGAGGG GGAACAAGCAAGTTCACCCA 277

Ai02B2644 Araip.B02 2644 p2 (TA)6 12 6625813 6625824 TGGTTTAGGACTGAATGGAGC TTCAAACAACCAATCAATCTCAA 246

Ai02B2650 Araip.B02 2650 p2 (TG)6 12 6649567 6649578 TCGTTTTCTCTGGGATTTGG TCGAACTACACACACGCACA 241

Ai02B2659 Araip.B02 2659 p3 (ATT)5 15 6692476 6692490 CCAGTTGGTTTTTGCTTGGT CAAGTTGACTCGGATGAGAATG 280

Ai02B2664 Araip.B02 2664 c (T)12atcaaaacaaaaaaatgtcttttaa(T)1047 6707869 6707915 AATATTTCGACCTCGCAACC TTTCTGAAAAATAACTGCTGGATT 210

Ai02B2665 Araip.B02 2665 p2 (TA)6 12 6708079 6708090 TGATAATCCAGCAGTTATTTTTCA CACCGCAAAATAATGGATCA 280

Ai02B2668 Araip.B02 2668 p3 (ATA)13 39 6714183 6714221 ATGGACACTTGGCAATGATG GCACAAGTCAGTGGTTGAGAAG 160

Ai02B2669 Araip.B02 2669 p3 (ATA)6 18 6729018 6729035 ATGGACACTTGGCAATGATG TGCTGGCCAAAATTTAACAA 268

Ai02B2671 Araip.B02 2671 p3 (GAC)5 15 6732934 6732948 CCATCGTCTCAGCAAGATCA TCTCTCCACCAACGCTACCT 239

Ai02B2676 Araip.B02 2676 c (T)10cttttccatcacttccaattcgtttatgattaatttcatataatcca(T)1168 6739269 6739336 AAACTGAAATTAACATTGCCAAGTC CGACCGAATTAGCAACTAAAACA 265

Ai02B2677 Araip.B02 2677 p3 (TAT)7 21 6740257 6740277 GCGATCACTTTTAATTTGGTCC AGCCAAATGGTAACTCAGAGGA 100

Ai02B2680 Araip.B02 2680 p2 (TA)6 12 6759463 6759474 GGCACTAATTCGCTCGAAAA ATGGCAGACCAATTTCCAAC 213

Ai02B2681 Araip.B02 2681 p3 (AAG)5 15 6760580 6760594 TGATCTTTCGGTGCTTTACCA CTCCATCACAGCAGCATCTC 232

Ai02B2684 Araip.B02 2684 p6 (TTTGAA)6 36 6767883 6767918 CTCCCACTCACGTCCTCATT TGTGAATTTTAATTGTTGGTATTGC 173

Ai02B2686 Araip.B02 2686 p2 (AT)6 12 6770172 6770183 TCTCTTAACGTGGCTTGCCT GAGTTCCGAGGCTGCATAAA 233

Ai02B2687 Araip.B02 2687 p3 (ATG)7 21 6772607 6772627 TTAGTTGGTGAGGCTGGACC CTACCCACAGGTGGAGTCGT 203

Ai02B2688 Araip.B02 2688 p2 (TA)6 12 6776257 6776268 GGGACTTTGACGTTGCATTT AGGGACTTCACAAGAGACAGC 266

Ai02B2689 Araip.B02 2689 c (A)10tgtttgcaacaggtctgtgcttactttgatcct(A)1053 6776561 6776613 GCATTCCATGTAGAAATGAAACA CAAAAGTGTGTTAATCCACCTCC 237

Ai02B2690 Araip.B02 2690 p2 (TA)6 12 6777072 6777083 TCAAAATCAAACACATGAACACA GATGAAAAGAACCTTGCAAAAA 230

Ai02B2693 Araip.B02 2693 c (T)13cttttttttgtg(T)1035 6782121 6782155 ACCACTCTCCTTCCGTTGTTT GAAACACGCGAAGATAAAAGAGA 277

Ai02B2701 Araip.B02 2701 p3 (AGA)5 15 6794049 6794063 ACCAAACAAGATCCCCCTTC GGCCATGAACATGTGAAGAA 266

Ai02B2702 Araip.B02 2702 p3 (AAT)5 15 6794439 6794453 TTGGGTCACACTCAATTTTCA TCAATGTTCCACAATTCCACA 268

Ai02B2704 Araip.B02 2704 p2 (TA)6 12 6801001 6801012 GCTTTCCCTTTTCATCACCA CCTGCAAATCCCTCACTTTC 257

Ai02B2706 Araip.B02 2706 p2 (TA)6 12 6814980 6814991 CACCTAAACTTGCGCTCCAC AAAAAGAACTACTAATTCATCAAATGC 235
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Ai02B2710 Araip.B02 2710 p3 (GAT)5 15 6820617 6820631 CCAAAAATTTGTGTTATTTTTGCT TTTCTTCTCCTCCTCTTTTTCTTTT 201

Ai02B2712 Araip.B02 2712 p4 (AAAT)5 20 6825537 6825556 GTGTGTCACGTTTTCGCATC AATAAGGGCCATGAAGGGAT 222

Ai02B2715 Araip.B02 2715 p2 (CT)6 12 6837308 6837319 TTTCCAAACTACCATTCTCTCCA GGTGACAGCTGAGGAGGAAG 143

Ai02B2719 Araip.B02 2719 p2 (AG)7 14 6841005 6841018 ATGGTAGTTGGGGAAAAGGG CAAAAATTGAAAACGCCGAT 239

Ai02B2722 Araip.B02 2722 p3 (TTA)8 24 6846667 6846690 CACTCCCACACAGAGCAACA CATGCTGATGATGAGAGGTTAGA 218

Ai02B2725 Araip.B02 2725 p2 (TA)16 32 6849470 6849501 TATATTTGCGGAGGCCACTC TCCTCAAAAGATTTTCTTTCCAA 277

Ai02B2729 Araip.B02 2729 p2 (CT)8 16 6855592 6855607 TGACAAATTAACAACATAAGCATGAA TCTGCCTTATAAATTGATCGCA 160

Ai02B2730 Araip.B02 2730 p3 (TAA)9 27 6858956 6858982 CAACCGACAGCTTCAAACAA TGCCACACTGTGATTCAAGA 276

Ai02B2734 Araip.B02 2734 p3 (TAT)6 18 6892853 6892870 GATTGGATTTATTTCTCCACGG TCATTTGAGAGATGCAATTTGG 137

Ai02B2736 Araip.B02 2736 p2 (AT)6 12 6903224 6903235 AAGCTCTTGACTCAGCCTGC GCGGAGTGGTTACAGGGTTA 211

Ai02B2737 Araip.B02 2737 p3 (GAA)5 15 6907474 6907488 GAGGAGGTGGTGTTGGAGAC AATTGAGCATCGTAGCACCA 269

Ai02B2742 Araip.B02 2742 p3 (ATT)22 66 6922920 6922985 TTTGGTCCGAATCAAACACA CTCACCTACCTCTTGCCAGC 219

Ai02B2746 Araip.B02 2746 c (T)10gcaatattatatattttttttctttgtttatttttttttctcaagaagaattatgagaatatgaaat(AAG)798 6928254 6928351 TTGTTATCGTTGCTGCATTTTT TGTGTATGTGTGCTGATAAGTTTTG 207

Ai02B2748 Araip.B02 2748 c (A)11caaaaaaaaatatgaataagaaaaaaagaaaaaaaaagatggtgatgatg(A)1071 6928659 6928729 CATCCTCTTCCAAGTAATTTTGC TCCTCATTTTCATCTTCTGCTG 191

Ai02B2749 Araip.B02 2749 c (GAT)5(GAA)8 39 6929092 6929130 TGTGTTTCTTCTTCTTTTTGTTTGA TGTGTGCTGATAAATTCTGCG 210

Ai02B2750 Araip.B02 2750 p2 (TA)10 20 6932163 6932182 AGAGACACCTCGTTGAGCGT ACTCGACCTGCGAAGCTAAG 245

Ai02B2751 Araip.B02 2751 c (AT)7aaaagaaaataatcataacaaaaaaaataattaatatatgtgatttaaatgtttatatgtaca(AT)10aaaattattaacaaaattatatttatttatt(TA)9ataatataaatag(ATAA)5179 6933101 6933279 CGTGTGAACGGAGATTGAAA AACATTGGGGTAATTTTGTCC 273

Ai02B2752 Araip.B02 2752 p3 (AAT)7 21 6938727 6938747 CATTGACGGGATGAATGATG CAAATTGTTTTGAGTGTTGTTGC 279

Ai02B2753 Araip.B02 2753 p3 (TCT)10 30 6942579 6942608 GGGGTCTAGGGTTCTTCTCG ACCCTCTTCATCACAGTCCG 129

Ai02B2758 Araip.B02 2758 p2 (AG)8 16 6958475 6958490 ATCAACCGCAATCATCAACA CCCCATTACTCCTTTCCACC 226

Ai02B2760 Araip.B02 2760 p2 (TG)21 42 6962634 6962675 GGTCGAGAGGCGTCTCATTA CGGAATAACTTGCGTGTGAA 271

Ai02B2761 Araip.B02 2761 p2 (GT)12 24 6963052 6963075 GGTCATAGTGCCTCACCACC GGTTTCGATTCTGACCCTCA 234

Ai02B2764 Araip.B02 2764 p4 (ATAC)5 20 6980232 6980251 TGAATTACCTAAATGTACTCCCTATG CACAACTTAATATTTCTCAACAAAGAA 153

Ai02B2767 Araip.B02 2767 p2 (GC)6 12 6984323 6984334 GTCCAAATGAGGCGGTTCTA TCAGAAATGGGTTGGATTGG 205

Ai02B2770 Araip.B02 2770 p5 (TTATC)5 25 6995277 6995301 CCTGGGTGCTCCAGTGTATT GCCTAGTAAAGGGCCCAAAC 190

Ai02B2771 Araip.B02 2771 c (T)12actctttgtgttttgttaactgctggcacttcctcgttgcttgcctagcaac(T)1175 6998607 6998681 GGTTTGATGCCTTTTGATGG TCATGCATGCACAAGAATAGAG 274

Ai02B2772 Araip.B02 2772 p2 (CT)7 14 7000316 7000329 CCATGATGGTGGATGCATAG TCATCATTGCACGAATTTCAA 200

Ai02B2773 Araip.B02 2773 p5 (TATCT)5 25 7011651 7011675 TCCGCCATTGTACTTTTTCC TGCCTTTCTTGCATGTCTTG 101

Ai02B2774 Araip.B02 2774 p5 (TATCT)5 25 7016481 7016505 CCTGGGTGCTCCAGTGTATT CAGTAAAAGGCCCAAACGAA 186

Ai02B2777 Araip.B02 2777 p3 (CTT)5 15 7043432 7043446 CTTTTGCTTGGCTTCATTCC GAAGCACAATGACAGGGGAT 218

Ai02B2778 Araip.B02 2778 p3 (GAG)5 15 7048080 7048094 CATGTGAAGAAAGAACGCGA GTGATTTTAGGTCACGCGCT 196

Ai02B2782 Araip.B02 2782 p2 (AT)7 14 7058758 7058771 TTGGTGAGATACAAAATATTCATCAT AAATTTTGGATAATAAATCAATCCTCA 212

Ai02B2784 Araip.B02 2784 p2 (AG)6 12 7059998 7060009 AGCGACGTAGTGACGGACTT CACTCCTAATAGGGGCACGA 244

Ai02B2787 Araip.B02 2787 p5 (TGATT)5 25 7065256 7065280 GCGTTTAATCATAGCAAGCG AAAATAGGCAACTGAGATATTTTCAA 270
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Ai02B2788 Araip.B02 2788 p2 (CA)9 18 7067129 7067146 TCGCTGCTTATCCCATTACC CCTGCGGAAGAAGAAGAGAA 151

Ai02B2789 Araip.B02 2789 p3 (GTT)5 15 7068299 7068313 TAATCGCTGGGGTTGATGAT TTCCCAAAAGCAACCAAAAG 276

Ai02B2792 Araip.B02 2792 c (TCT)5cttctcccccacgcttcttcttctcccgcgcttcttctcacgctcgtttacgcacggagcgttttcttcttcgccttcttcttcgcgt(TCC)5118 7100519 7100636 CGCGCATTAATGAGAGTGAA ACGTGAAGAAGAAGGAACGC 239

Ai02B2793 Araip.B02 2793 p3 (TTG)5 15 7101371 7101385 AACCCTGAACCCATAAACCC TTGTTCGGTTCATTCTGCAC 160

Ai02B2794 Araip.B02 2794 c (GAA)5cgacggagcttattacgttgaattcaatgcagatcaataatgaagaatgcaagcagagaagaaaaacgcaaacagaggagaacaacgaattt(AAG)5122 7102194 7102315 CATTCCCTAGCTGTCTCAACG TCCACCCCACAGTCGTTTAT 276

Ai02B2797 Araip.B02 2797 p3 (GAG)5 15 7107562 7107576 GAATGACGACAAGGGGAGAA TTTTAGGTCACGCGCTTTTT 214

Ai02B2798 Araip.B02 2798 c (A)10ttatctattttgtcattttcaa(T)1143 7107937 7107979 TGCGGGTTCGAGTCTCTTAT GAGGAACGAAATCTCAGCAAA 127

Ai02B2801 Araip.B02 2801 p3 (ATT)5 15 7116059 7116073 AGCCCGGGTTTTTAGTTGAC TAGCCAAACACACCGCATTA 139

Ai02B2803 Araip.B02 2803 p3 (GTT)6 18 7118160 7118177 TAATCGCTGGGGTTGATGAT TTCCCAAAAGCAACCAAAAG 279

Ai02B2806 Araip.B02 2806 p4 (TTTA)7 28 7147525 7147552 TTGAGGTAATTGTGTGCATGG TCAGCTCAAACACAAAACAACA 242

Ai02B2807 Araip.B02 2807 p2 (AT)7 14 7150081 7150094 GGTGGCCTTACAGTGCAAAT TGAAGGACAAAAATGCAACAA 213

Ai02B2813 Araip.B02 2813 c (CTT)5ttttt(TCA)6tc(T)1050 7155544 7155593 AATTTCGGTGCATTCTGGAT TGGGTAAAACAAGAAGAAACTTGA 240

Ai02B2817 Araip.B02 2817 p2 (CT)6 12 7177879 7177890 TGTTTAACGCCAGAAAAGGG GAGAGGTTTTGGGGAAGAGG 238

Ai02B2821 Araip.B02 2821 c (CTT)5tcaaatacacgcatacgtcc(TCT)5ttcaaattcacgcata(CCT)5cttcctccttctttcgcgcatgcaga(TTC)6125 7194673 7194797 TTTTCTTCTTCTCCTCCCCC TGGCAAAATGTTGGTGTTGT 209

Ai02B2822 Araip.B02 2822 c (GAA)6gggaagaagaagaacctgcgcaaatttg(GAA)561 7195519 7195579 GAATTGAATGGACCCAGGTG AACTTTTCAAATCACGCGCT 237

Ai02B2824 Araip.B02 2824 p3 (TAT)18 54 7199191 7199244 GGTTTGTGTATGTTTGGGGG CTGCACTGATTCAAACCGAA 210

Ai02B2825 Araip.B02 2825 p3 (TTC)5 15 7204842 7204856 ATTTCTCCTTGCATCGCTGT TAGCGATGTGGCGTCTAGTG 242

Ai02B2828 Araip.B02 2828 p2 (AG)6 12 7213864 7213875 TTTGTTTTTGTCCTTCTTTCCC TCAGAGCTAAGCGTGATGACA 264

Ai02B2829 Araip.B02 2829 p3 (AAG)6 18 7219032 7219049 TGTTGGTGATGACGATAACGA ATGGATGCAAAAATGGGTGT 197

Ai02B2832 Araip.B02 2832 c (T)10cataagttttgaag(T)1034 7241491 7241524 TTTGATGCAAATCGAAAACTT GTGTGACTGTGTTGCGTTCC 258

Ai02B2833 Araip.B02 2833 p3 (GAA)5 15 7250872 7250886 GCGAAAATAGAAGGCGACAG CCTTTCTTTCCTCCTCCACC 100

Ai02B2836 Araip.B02 2836 p6 (TGGAGG)5 30 7256683 7256712 TCCATCGTTGAATTTGTGCT TTTACCTCCACTACCGGCAC 248

Ai02B2842 Araip.B02 2842 c (T)14aaaaaataaaattcattgaaattaacaaaaaaataataattaaaaaatcaaatacaaataaaaaatagtcaaattataatataatttttttcactata(T)11123 7272054 7272176 CCACTTTATGGCGGATTGAC TCGTATATTTGCTCAAATTATGTGACT 258

Ai02B2845 Araip.B02 2845 p3 (CCT)10 30 7282137 7282166 CATCCCTCACTCGTTTGTCA AACGAAAAGATGAACGCGAC 200

Ai02B2846 Araip.B02 2846 p3 (GAA)18 54 7283051 7283104 GAAGAAGAAGGAACGCGAAA TGGGAGATGCTACACATCCA 249

Ai02B2849 Araip.B02 2849 c (A)15ggataaacaagaacacatcattgaaattgaataaaaaagatatattgaaattgaaac(A)1082 7287661 7287742 TGCAGCTCCAAAGAACTACAAA TTCCCAAACTATGGTGTAGACAAG 279

Ai02B2856 Araip.B02 2856 p2 (CT)8 16 7314882 7314897 CTGGCGATAAAGTTGACGGT AGTGGCCACCAAGAACAGAG 252

Ai02B2860 Araip.B02 2860 p2 (AG)8 16 7342365 7342380 AATAAGGGTTTTGGAAGGCG GGGGCTAAATTCAAACACGA 120

Ai02B2861 Araip.B02 2861 p2 (GT)8 16 7345579 7345594 ACCAGCCGTGGTTTATGTGT CCCATTCAGCGGTTTACACT 100

Ai02B2868 Araip.B02 2868 p3 (AAT)5 15 7359705 7359719 CCATAACAACGTTAAACATGCAA CCACTCTCTCCATTCTTCTATTTTTC 242

Ai02B2869 Araip.B02 2869 p5 (AAGAT)6 30 7361576 7361605 CCTCTTCACAAAGAGCTCGG ATGGGTGGAGTCGTTGAGAG 237

Ai02B2870 Araip.B02 2870 p5 (AAGAT)6 30 7366142 7366171 GGCGGTTCCATTGAAGATAA CCTGGGTGCTCCAGTGTATT 125

Ai02B2872 Araip.B02 2872 c (T)11ctttttcacgggtcagaatttccgtacaaaggaccaaagaagttgatgaagaaagagaaaaattttttgttaatgtgaatgtgt(A)12107 7369585 7369691 TCCTTCTCAAGTACCTTTCAACTTT GCTAGCAGTTTTACTCTGGCA 277

Ai02B2873 Araip.B02 2873 p4 (TAAT)6 24 7370138 7370161 AAACTAGGAGAATGGAGAGAGTGG TTAGGGTACACAAATCCGGC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B2874 Araip.B02 2874 p4 (TAAT)5 20 7371362 7371381 TGACAGGAGACTAGGAGAATGGA GAAATTCCGGCCGTTAAAAA 214

Ai02B2879 Araip.B02 2879 p3 (TAC)10 30 7374815 7374844 AAACCAATCAAGCAAGGTGC AAATAGGCCTTGGGGTATGG 204

Ai02B2883 Araip.B02 2883 p2 (CT)7 14 7384750 7384763 AACTGGGTGTTCTGTCGGTC AAAGTGTTGGATGGCCAAAG 216

Ai02B2887 Araip.B02 2887 p2 (AT)10 20 7395595 7395614 TCTGCACCACTCTGATAGCG TGTAAGAGGGATAGGAGTCGTGA 236

Ai02B2889 Araip.B02 2889 p2 (AT)9 18 7402648 7402665 AGCCATTGACTCGAAATCGT AGTTTTTCCTCGCCCTTGTT 241

Ai02B2893 Araip.B02 2893 p2 (TA)6 12 7423324 7423335 GCCGAAAACCAACGCTATTA CAAATGCGATTCTCTCTCTCTTT 243

Ai02B2898 Araip.B02 2898 p2 (AT)11 22 7449391 7449412 TTTCACTTTGCTTTGGGACA CTGGGAATTGGGTACATGCT 218

Ai02B2899 Araip.B02 2899 p2 (TA)6 12 7450076 7450087 CCACGCCGTTAGACTCAAAT GGTGATTTCGGGTGACAAAT 274

Ai02B2900 Araip.B02 2900 p3 (TTA)10 30 7456576 7456605 CATTTGCATGCTTGGCATAG GACCCCACCTAGTGGAACAA 218

Ai02B2902 Araip.B02 2902 p3 (TTA)5 15 7461527 7461541 TGAGAGGGGAAGGTCGTAGA CCATCTCCATTCTCAATTCTCA 161

Ai02B2906 Araip.B02 2906 p2 (AT)10 20 7484577 7484596 CTCTTTTGTGGGAGGACAGG TTTCAGGATTGTAATGGGGC 229

Ai02B2907 Araip.B02 2907 p2 (AG)6 12 7485699 7485710 TTTCGGCCCAGAAAATACAG CATTGAACCTGGAACTCGAAA 233

Ai02B2908 Araip.B02 2908 p2 (GA)12 24 7487176 7487199 TCTCCAACTAAGTGAGGCCC TTCTCTTCAACGCGAAAACC 148

Ai02B2909 Araip.B02 2909 p2 (CT)6 12 7491458 7491469 TTGAACCTGGGATGGAGAAG ACGTATCAGAAATCGCTGGG 237

Ai02B2910 Araip.B02 2910 p2 (TA)6 12 7498655 7498666 GAGCTTTTGAAGCGAAATGG CTCCTAACTCAGCCTGCGAA 213

Ai02B2913 Araip.B02 2913 p3 (ATT)12 36 7512224 7512259 ATGTCCATGTGCACTTCTGC AACCGGTTTATTAATACGTCCAA 209

Ai02B2927 Araip.B02 2927 p3 (ATT)5 15 7549614 7549628 CCCTTGGCTCATTTGAGTTT TGTAACATTATTTCGGGGCA 202

Ai02B2932 Araip.B02 2932 p4 (AATT)5 20 7553409 7553428 ACGTGGAAACGGATCACAAT CAAATCTGCAAACGCACACT 277

Ai02B2933 Araip.B02 2933 p2 (TG)6 12 7553980 7553991 GGATTCCCTTCAAAATGTGC CATTCATCCAACATCTAAGCCA 280

Ai02B2934 Araip.B02 2934 c (CACT)5tcacacttcaacaatca(ACAT)5gacaaaacataagcctttttacttttgtctctaaacacaaacactccttatggaaattacacaacaacacaacaccactaccaaacataaa(GCT)5163 7555306 7555468 TTCAATCCATCATCACCACAA CAGCACACAAAAGACAATACCAA 270

Ai02B2935 Araip.B02 2935 p3 (TGA)6 18 7555953 7555970 TCCCTGCTGCTAACAAGGTT TTGAACACAAACCAGAACCAA 203

Ai02B2936 Araip.B02 2936 p2 (AT)11 22 7556519 7556540 TCATTTGCAATTTGGCAGTC AAATGAACATCAATTAAGCCCTTC 275

Ai02B2937 Araip.B02 2937 p3 (TCA)5 15 7567144 7567158 TGTGTCACGGTTAAAAATTTCG TTTTTATTGCTGCTGCATTTT 271

Ai02B2939 Araip.B02 2939 p2 (GA)12 24 7568442 7568465 GGCCATTCACCCCCTATTAT TGAAGTCAATGGTGCTCTGC 275

Ai02B2943 Araip.B02 2943 c (A)10tccaactcggcccttgacaattacctcgaaaggacaacgaggtccctgtgcc(A)1072 7579846 7579917 ACCTTGAAAGACAACGAGGC CAATGAGGTCCCCAAGAAAA 193

Ai02B2948 Araip.B02 2948 p2 (TA)7 14 7590290 7590303 CCTGAATGGGAGCTTCTCTG TGTTCTCATTTGAATGGCGT 206

Ai02B2949 Araip.B02 2949 p3 (CTT)20 60 7591217 7591276 CCACATACAAGCGTTTTCCC AAGAAGGCGCAGAAGATGAA 200

Ai02B2950 Araip.B02 2950 p3 (TCT)5 15 7591407 7591421 TCATCTTCTGCGCCTTCTTT CTTTCTCTTTCTCCTCCGCA 230

Ai02B2953 Araip.B02 2953 p2 (TA)7 14 7594482 7594495 ACTCCATTAATTTAAAGAACTTTCTCA TTTTTGTTAACCAAGTCCAATCAA 216

Ai02B2954 Araip.B02 2954 p2 (AT)14 28 7597681 7597708 TTGCAATACCGATCCAAAAA TGGATGCTGAAGTCACGAAG 268

Ai02B2956 Araip.B02 2956 c (TA)16(GA)10 52 7613028 7613079 GGGGTGTGTGTCCTCAAGAT TTCGCAATTCCGCTTTATGT 256

Ai02B2959 Araip.B02 2959 p2 (TA)6 12 7618485 7618496 CACAACTTGAATACACACAAACCTT AACGCAAAACAAAATTACACG 215

Ai02B2960 Araip.B02 2960 p2 (GA)21 42 7620436 7620477 ATAGCGACGGCGACTAAGTG TGCCGAGTCCCTTTTCTCTA 123

Ai02B2961 Araip.B02 2961 p2 (AT)11 22 7632273 7632294 GCTTGGATAAGCGTCGAAAA CCTTATTATCCATGAGAACCATTTC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B2962 Araip.B02 2962 p2 (TA)6 12 7632634 7632645 CACGAATCAAAGACAGTGCG TCGTGGTAGGAACCGACTTC 265

Ai02B2964 Araip.B02 2964 p2 (AG)7 14 7650864 7650877 TGATCAAGAGTCTCGTGCTGAT GGCTGAGGCTTTTGATACACA 253

Ai02B2972 Araip.B02 2972 p3 (AGG)5 15 7697474 7697488 CCCCTTGCTTTGATTGTGTT ATCGGACGAGCTATACCCCT 275

Ai02B2979 Araip.B02 2979 p3 (ATA)6 18 7723115 7723132 CCGAACATTCCTTGATGCTT TCTATGGGTGATGGGTCGTT 145

Ai02B2980 Araip.B02 2980 p2 (TA)6 12 7723492 7723503 TGTTGTTACCCCATTTGAAATCT TGGGGTCATCAATAGGCTTC 174

Ai02B2981 Araip.B02 2981 p3 (ATA)6 18 7724156 7724173 CCAAAATAAGGTGAAAAACATGC TCCCTTGTATGAGTGATGTTCATT 254

Ai02B2983 Araip.B02 2983 p3 (ATC)5 15 7728010 7728024 TCAAGGGATACGGCAAAGTC GGTGTTGGGACCGAGTTAGA 190

Ai02B2984 Araip.B02 2984 c (A)14cacccaatccggtacctgataatttttttttggcacagggacctcgttgtcctttcaaagtaattgtcaggagtcaggttggg(T)10agggaccgagttggga(T)10133 7729183 7729315 TGAATATCCCATCCGGTCTC AAAACCCAAATCAGTCCCTG 241

Ai02B2989 Araip.B02 2989 p3 (AGA)9 27 7737162 7737188 GGATTCCAGCACGAGTTGTT TAACCAAACGCAGATCCCTC 176

Ai02B2990 Araip.B02 2990 c (CCT)5ttttcgcgcacgcagattcttcttctgtttctcctcctcttcctcctt(TTC)578 7737951 7738028 ACGCGCTTCTTCTTCTTTCA TTGGTGTTGTTGGTAATGACG 225

Ai02B2991 Araip.B02 2991 p3 (CGG)5 15 7744558 7744572 CTACAATGGACACGTGGTGG CCTCTCTCCCCCTTCATTTC 146

Ai02B2997 Araip.B02 2997 p3 (TGA)5 15 7762859 7762873 TTGGTGTATGGCACCTTGAA GGGATGCAATGAAAGATGCT 138

Ai02B3003 Araip.B02 3003 p3 (TTA)5 15 7769132 7769146 CCTTGAAAAAGGATGACAAAGG CTTGCACTATCCACAAGGCA 278

Ai02B3005 Araip.B02 3005 p2 (TA)8 16 7774617 7774632 TTTTTCAATTGAGTCCCTATACTTTTT TTTTTCAATTAGCTCCCTCTTGA 123

Ai02B3006 Araip.B02 3006 p3 (AAT)6 18 7774740 7774757 TTGTTAATTGCCAAATTTAAATGAC ACTGGAGAAGATCCACGCTC 180

Ai02B3009 Araip.B02 3009 p3 (TTC)6 18 7776728 7776745 AAAGCATACAAAACCGGTGC GCTGAAGAACAGTTAACAGCCA 243

Ai02B3010 Araip.B02 3010 c (TA)6gattccacatagcaagtttattaattagtgaac(A)1156 7776992 7777047 ATTTGGTGCCAAAACAAAGC TGCCTTGTGATTCATCCTCA 246

Ai02B3011 Araip.B02 3011 p3 (TAA)6 18 7777557 7777574 AGGTTTGTTCCCGTTGCATA TCCGTTCCTGGCACCTATAC 153

Ai02B3012 Araip.B02 3012 p2 (GA)7 14 7779362 7779375 ATGGTGGTGTTGAGGGAGAG CCACCATTCACAGCAACAAC 125

Ai02B3017 Araip.B02 3017 p2 (AT)6 12 7797575 7797586 TTCGGAGATCAAGCACTTAAA GCCACCTTAATTTGCTTTGG 212

Ai02B3020 Araip.B02 3020 p3 (CAA)5 15 7805200 7805214 CAGAAGCAACCAAAGCATCA GAGGAACGAAGTCCTCCACA 254

Ai02B3027 Araip.B02 3027 p2 (TG)7 14 7821121 7821134 AAGCAAGAATCAGTGAGCCAA CGTGTTGGTTTGAGACTTTGAG 164

Ai02B3028 Araip.B02 3028 c (T)10ctaactaatcacttttttggctggataggattgagggaggggtggagggagagaccgaagagatgctggggagtgggtggggtggggttttgc(T)13116 7825882 7825997 GCCCACATGGTCTGGTATGT TTGTCCTTTTTCACTTCAATTTT 243

Ai02B3029 Araip.B02 3029 p3 (TTC)6 18 7827872 7827889 GAGATCCAGAACCTTGCTCG CCCATTTTGAATAATAACCGC 203

Ai02B3033 Araip.B02 3033 c (T)10attattctgtacaag(T)1237 7837022 7837058 TCTCATTCACAACGCCACAT CAGAAATTGCACATGCAAAAA 260

Ai02B3039 Araip.B02 3039 p4 (TAAA)9 36 7845370 7845405 GAGGGCCAATATTTTCAGCA CAGCCCCATTTGGGAAGTAG 279

Ai02B3046 Araip.B02 3046 p2 (AT)8 16 7856752 7856767 TTTACAAAGCCATTCAATCACG ATTAGCCGTCAAGGGTACGA 268

Ai02B3047 Araip.B02 3047 p2 (TA)8 16 7857120 7857135 TTGCCAAACTTTAGGGACAAA GACGTACGCTTTTTCTTCGC 273

Ai02B3049 Araip.B02 3049 c (ACC)6acacagacgcactaaagaatcaaacttcgaccaacaatagcctctgcaacaaaaataaac(ATAA)598 7866739 7866836 CGGTGACAGCAAGCAGAGTA GGGTTTCGAACTATCTATCTCTCAA 237

Ai02B3056 Araip.B02 3056 c (T)10attaaaatcatcctcaacgttataaaacgttataaaatcgtccttttcta(T)1070 7876142 7876211 GGTCTGGGGTCAAAATCAAA AAGGCAGAAAGCAAAAGCAG 274

Ai02B3057 Araip.B02 3057 p3 (CTT)5 15 7876386 7876400 GCCTCTGCTTTTCTGCTTTT CTTCCTCATGCCCCTCTTTT 208

Ai02B3058 Araip.B02 3058 p3 (TGA)6 18 7876516 7876533 CTGCTTTTGCTTTCTGCCTT CTTCCTCATGCCCCTCTTTT 196

Ai02B3060 Araip.B02 3060 p3 (CAT)5 15 7880852 7880866 TACTCCCGGATTCACTGAGG ATGTCGGAGTTGGTGAGACC 260

Ai02B3064 Araip.B02 3064 p2 (TA)6 12 7886286 7886297 TGGTGGTGTCATGTTCCATT GAGACAAAGCGTTGTGGGAT 201
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Ai02B3066 Araip.B02 3066 p2 (TA)9 18 7888900 7888917 AAATTTTTGCCAAATTTCAGGA TACGGGCGGTTCGTATTTTA 233

Ai02B3067 Araip.B02 3067 p3 (CAT)5 15 7901582 7901596 GGATGGCTTGTCACTGCTTT AAGATGGATTTCTGGCCCTT 135

Ai02B3073 Araip.B02 3073 p4 (TTAA)6 24 7922245 7922268 TGGAAGTTCCTGTGGAAACC ATGCATGATTCAATCGCAGA 204

Ai02B3090 Araip.B02 3090 p2 (TA)9 18 7960298 7960315 TTTCAGGAACCGTAGAATCTCTT CACCTCAGTCTTTTGTCGCA 137

Ai02B3103 Araip.B02 3103 c (T)10caattaagtccctcttagtagtaattagcttaattttatagggacccaact(A)1071 8011110 8011180 CGGTTTAATTACTCTGTTAGTCCTTCA AATTGAGTCCTTTGCACCAA 227

Ai02B3130 Araip.B02 3130 p3 (AGA)5 15 8079831 8079845 TTGTTGTGGATGATGAACCG TGTTCCAAGAATTGATGCCA 236

Ai02B3132 Araip.B02 3132 p2 (TA)7 14 8083969 8083982 GCCTGTAATCGGGTTAGCGT TCTATATGGACCAGAGCCCG 213

Ai02B3137 Araip.B02 3137 p2 (TA)7 14 8096997 8097010 CGATACAAGAACTGCGCTGA TTGATTTCAGAGGTGTCCCC 223

Ai02B3141 Araip.B02 3141 p3 (AAT)5 15 8112601 8112615 AATGCGGCTACTTCACAACC CATTGCTTTGTGTCTTCCCC 261

Ai02B3145 Araip.B02 3145 p3 (TCA)5 15 8117354 8117368 TCCCAATGCCACTTGTGTTA TGATCCTTTTGCGATTTTGA 228

Ai02B3156 Araip.B02 3156 p2 (AT)23 46 8135862 8135907 GACAAGTCCGGCTGCTAAAC AAGTACCGTGACTTGCCACC 242

Ai02B3167 Araip.B02 3167 c (TG)6cgtgtgt(GA)835 8160012 8160046 TGCCTTTTGGGATTATGCTC CGTTTTAAATAACACGCCCC 154

Ai02B3170 Araip.B02 3170 p2 (AT)6 12 8162582 8162593 TTGAGTTGATCGAGTGGTTAGC TGGTGGTGTGAGTCCAATGT 218

Ai02B3172 Araip.B02 3172 p3 (AGG)5 15 8178628 8178642 CGACAGGCTTGGAAAGAGTC AAGGGTCTCCGACCTTTGTC 258

Ai02B3175 Araip.B02 3175 c (A)11taaaagtt(A)1029 8182311 8182339 AAAAATTCACATGGTGAAAAATAAT TAATGTGTTGCTGGTGGCAT 182

Ai02B3176 Araip.B02 3176 p3 (TAT)6 18 8182571 8182588 ATGCCACCAGCAACACATTA AAGAAGCATGGCTTTGATGG 192

Ai02B3179 Araip.B02 3179 p2 (GA)6 12 8188421 8188432 TGCTGATGGAAGCAGTAACG CACCTTCTTCTCCTTCGTCG 157

Ai02B3180 Araip.B02 3180 p2 (TA)6 12 8189630 8189641 TGTTTATGCATGTGATGGCA TTCCCAGAATCTGCTTCTCC 257

Ai02B3183 Araip.B02 3183 c (TTC)6t(TTC)9 46 8197533 8197578 TGCAATATTTTAATTGGTAATTTCTG TGTTTGTGTGAGACATAAATAGTGGA 186

Ai02B3187 Araip.B02 3187 p2 (AT)18 36 8210962 8210997 TTGGAATTCAAACAATTTAGTGCT GTCTTATGGGCACGGACATT 260

Ai02B3192 Araip.B02 3192 p3 (GGA)6 18 8243010 8243027 TCCGGCTTAGGAAGAAGTCA AAGAGTCCAGGAGGCTAGGG 174

Ai02B3193 Araip.B02 3193 p3 (GAA)5 15 8246221 8246235 CGATCTAATCGTCGCACTCA TCATCCACCGCTTAATCTCC 239

Ai02B3200 Araip.B02 3200 c (A)10ttcgaaaaaaaaggaaagaaaaaaagagagaaag(A)1054 8287996 8288049 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 250

Ai02B3205 Araip.B02 3205 p2 (AT)8 16 8303311 8303326 CTCCAAGACCTAGCTCAACTCA GTTTCCTACACCTGCGCTTC 265

Ai02B3206 Araip.B02 3206 c (T)13(A)15 28 8308400 8308427 CAACAATGGAAAGACAGGGAA TGCCGCCACTTAGCTTTAAT 135

Ai02B3211 Araip.B02 3211 p2 (AG)6 12 8318077 8318088 TCTCCAAGAAACCAAGAAGAAGA CAAAACAGACCCACCAGCTT 271

Ai02B3212 Araip.B02 3212 p2 (AG)19 38 8322296 8322333 TCAGAGATGCAATTGGTTTCA AGTAAGGCTGAGGCGGAGAT 280

Ai02B3213 Araip.B02 3213 c* (AT)6(TATT)6* 33 8332003 8332035 TCCGCATAATTAAACCTTCTCTTT CCGCAGATCCGCACTATAA 252

Ai02B3217 Araip.B02 3217 p2 (AG)7 14 8349911 8349924 AGCGACGTAGTGACGGACTT TACCCATCCCATGGAACCTA 216

Ai02B3219 Araip.B02 3219 p3 (AAG)6 18 8353747 8353764 CCTTCCATCACATCCAATCC TCCAGAGCAGAACTGCAGAA 240

Ai02B3220 Araip.B02 3220 p3 (ATT)5 15 8360103 8360117 CGAAAGAGGCCTTTGAATTG TGCCACTGAGCTTACACCTG 120

Ai02B3223 Araip.B02 3223 p2 (TC)8 16 8363704 8363719 TCGCTGCTTATCCCATTACC AAAATGCAACGACAACACCC 204

Ai02B3224 Araip.B02 3224 p3 (GTT)5 15 8364895 8364909 ATAATCGCTGGGGTTGATGA TTCCCAAAAGCAACCAAAAG 277

Ai02B3227 Araip.B02 3227 p2 (TA)8 16 8368950 8368965 GCGCAAAACAAAATTACACG CACAACGTGAATACACACAAACTT 216
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Ai02B3228 Araip.B02 3228 c (TAA)5tgccgaggaatgatgttgctactttaggcttctagtctctgccctcggccattg(T)1180 8369478 8369557 AAGAAATGAAGCTCATATTAAAGAATG TCTTGCTGTTTTTGTTTTCTTGA 210

Ai02B3229 Araip.B02 3229 p2 (TA)8 16 8369826 8369841 GCGCAAAACAAAATTACACG CACAACGTGAATACACACAAACTT 216

Ai02B3230 Araip.B02 3230 c (AT)7tgaaa(ATT)534 8374514 8374547 CATACCACAACAAATTCAAGTCG TCACCTCATATGGAATGGCA 242

Ai02B3234 Araip.B02 3234 c (TCA)5caatggctaaggttgaaggatccaagaattgttagggtatcaagtacatttggagg(A)1081 8380041 8380121 CATCATCAACAGCAGCGAAG CAGATCCCTACCCTGCTTCA 261

Ai02B3235 Araip.B02 3235 c (AG)6gggctggatggtgagtggtgactgagttagtgggttgtgggtgtgtgcgagagagaagggaggggtt(TA)691 8380742 8380832 AAGAGAGCGGCTAGGGTTTC CAGTCAAATCGGCGGTTAAT 195

Ai02B3236 Araip.B02 3236 p2 (TA)7 14 8383988 8384001 AGGAGGATCATCAGCAATGG CTTAGCCTTCCACCTTGCAC 217

Ai02B3238 Araip.B02 3238 p2 (AG)6 12 8387882 8387893 CACGGCGAGGAGTAGAGAAG GTTTGTCATCGCTGAACCCT 123

Ai02B3244 Araip.B02 3244 p3 (TTA)16 48 8392014 8392061 AGCAAGAAACCAAGCCACAC CCATTGATCCCCAGAGAAGA 265

Ai02B3245 Araip.B02 3245 p3 (TTG)6 18 8392721 8392738 GAACCACAGCAGCAACAGAA GTGCTCATATGCCGGAACTT 208

Ai02B3246 Araip.B02 3246 c (A)11gctgaaatataacacaaaatgcaagctgcattttgttattcc(A)1164 8394897 8394960 TCGTATTTATAGGTGGGCCG CGTGTATTTTGTGATGGGCA 210

Ai02B3248 Araip.B02 3248 p3 (TCT)5 15 8402519 8402533 AAAAATGCGATGCAAGGTCT TGCAGCAAGAAGAAGAAGGAG 131

Ai02B3253 Araip.B02 3253 c (T)10aattgagtccttgcaccaaatttttttttaattgggtctctaca(T)10cttttaaatttaagtttctataccaattctttttttttagtttggtctctataaaattaagctaattactactaagaaggacttaattg(A)10163 8406890 8407052 TTCGCAAAATTTTTAATTAGATCC GGTTTAATTACTTTGTTGCTTCCC 280

Ai02B3255 Araip.B02 3255 p2 (TC)6 12 8411200 8411211 TGGTAGCATTTGATTGGCTG AGCCTTGATTCGTTTCCAGA 246

Ai02B3261 Araip.B02 3261 c (ACT)5atcaagtcataataaaaattaaaaataaaagtaataaaatgatat(TAA)14102 8425285 8425386 GGAATAATAACAATACCAACAGGAA GCTGGATACATCGACGAAGA 278

Ai02B3263 Araip.B02 3263 p2 (AT)8 16 8428702 8428717 CGATGAGGTTGAAGATGGTG TCATGTCGAGCTCAAGTATTTTT 168

Ai02B3264 Araip.B02 3264 c (TA)6aaagctaagctaagcaagtcgttttaaattatagactgaagtgcaggccgaaaacaaagtatatcaggt(ATA)596 8429227 8429322 ACTTTTTCCGATGTTCACCC TGCACACATAATGCCTAAGCTA 244

Ai02B3265 Araip.B02 3265 p3 (AAG)10 30 8429509 8429538 GCTTAGGCATTATGTGTGCATT CTGGCAGTGTCCCCAAGTAT 235

Ai02B3267 Araip.B02 3267 c (T)12ggctttttttgttgttgttttagatgacattatttatta(T)1162 8430082 8430143 GTGTTTGGGCCTGCTATTGT AGAAGAACATTCACCGGCAT 276

Ai02B3268 Araip.B02 3268 p2 (TA)7 14 8432152 8432165 TGGAATTGTTCCTCAATTTCG AGGTCATTGCTGGAATTGCT 241

Ai02B3270 Araip.B02 3270 c (T)10atttttctagtgcttttatttttactactagaaatttgccaaacacactaaaaaat(A)1076 8438378 8438453 GGCGATCTCCTGATTTTCAA TGCTTGTTTGGGCATCATTA 276

Ai02B3272 Araip.B02 3272 p3 (GAA)15 45 8443611 8443655 TGGCTATGAATTTCACAAAATGA TTTTTAAATTTTGGGCATTGG 197

Ai02B3276 Araip.B02 3276 p2 (GA)6 12 8446441 8446452 ATCATCATGGATTGCTGCTG CTCAGTGGTGGTTTTTGGTG 280

Ai02B3278 Araip.B02 3278 c (A)10ttattaaaggctaagcaataattccaattgatgatcattttgtagtggttgaaagatcacctttaacttgtcgaattgggggataccgtttgggtaaacc(A)13123 8459037 8459159 GTTCGAACCCTACCTTGTGC TCAATTGGAATTATTGCTTAGCC 276

Ai02B3280 Araip.B02 3280 c (T)13cactttctttctttcgtttactttccccctcccctttataccgtatc(T)10attttttatttattt(A)19104 8470005 8470108 TTCTTTATTTGTTTATTTTTATTCCCG AGAGAACACCAAACTTAATTTCAGA 229

Ai02B3283 Araip.B02 3283 p2 (TA)6 12 8485512 8485523 GCCACATCTTCTTCACGACA AACTATCGCTTGATGGTGGC 189

Ai02B3286 Araip.B02 3286 p2 (AT)11 22 8502966 8502987 AATGGATGTGGTGACAGCCT TTTATGAAAACAGATGGGCAGA 256

Ai02B3289 Araip.B02 3289 p2 (TA)6 12 8506960 8506971 TCCCTCCATCAAAGTCTGAAA TGTGTGCTAATTTTGATTTGCC 233

Ai02B3291 Araip.B02 3291 p3 (GCA)5 15 8517935 8517949 TGCCTTATGAGAGGAACCATTT TGCAGTGTTGCTCAAAGAGG 217

Ai02B3300 Araip.B02 3300 p3 (GCA)5 15 8536734 8536748 TTGCCATTTCAGTGCAAGAC TGAAGGGGATCATGAAGGAG 140

Ai02B3306 Araip.B02 3306 c (TAT)10(TGT)7 51 8553453 8553503 CGGAGAACATGCAATACCAC TACGCGGTCATTACCCTTGT 105

Ai02B3308 Araip.B02 3308 p3 (CGA)5 15 8558397 8558411 CTCGGGACCAGCTACTTTTG TCACCATCTCGCACTCAGTC 183

Ai02B3310 Araip.B02 3310 p4 (AAAT)5 20 8560433 8560452 CAAAAATTGCAGAATTGAGCG TGACAATTTTAATAAAGTGGAACACA 255

Ai02B3311 Araip.B02 3311 p3 (GCA)5 15 8560722 8560736 TGCCTTAGTAGATGAACCATTTTG GCCATTGTTTGCTGAACAGA 244

Ai02B3313 Araip.B02 3313 c (A)12ttaactagttaaagatcttcatgtgtcagaatattccgcctaattagagtcattaaaataaaaagattgaagttcagaaatttttag(A)10109 8575515 8575623 CCTCAACGGAAAAACACGTAA TTTTGAGAGGTCTCGTATTGAAG 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B3315 Araip.B02 3315 p2 (GA)6 12 8586763 8586774 TATAAGCGCAGCGTCAACAC TCATTATGAAGAATGCGCGA 221

Ai02B3316 Araip.B02 3316 p4 (TATT)6 24 8590443 8590466 CGTCAGAGTGCAGAGAAGTCC CCGGGAATTGACTGAAAGAT 240

Ai02B3321 Araip.B02 3321 p3 (GAA)6 18 8607844 8607861 GCCATCTTCTTCTCTGCCAC GTAAGCTTTCGATCTTGCGG 245

Ai02B3324 Araip.B02 3324 p3 (TAT)8 24 8613586 8613609 TGACAAGTTAGGACCACCGA GCATGTGCTTTCTCATTCCTC 265

Ai02B3325 Araip.B02 3325 p4 (AAAT)5 20 8614857 8614876 ATGTTCCCAAACCATCGAAA TTCCAAACCATAGGCTTTCC 176

Ai02B3326 Araip.B02 3326 p3 (TTA)7 21 8615050 8615070 GGAAAGCCTATGGTTTGGAA ACCCCACTCCTCCATTCTCT 203

Ai02B3327 Araip.B02 3327 p3 (AAT)6 18 8620989 8621006 TTGGACTAACGAAGATTCACGA TCCATGCCAAATTTAATTGACTA 199

Ai02B3329 Araip.B02 3329 c (A)10g(A)10 21 8626792 8626812 TCTAAAAATCGGACCGAACG AGAGGTTCACGAATGATGGG 247

Ai02B3332 Araip.B02 3332 p3 (AGT)5 15 8637277 8637291 TTACCCTTCTCAACTTGGGC ACGAGTGCAATTATGGGACC 245

Ai02B3333 Araip.B02 3333 c (TA)20tttgtcaacgtacatacccggattaagatagatatagtgacattttaagaccggatccaatctaataacacctctaattgg(A)10131 8637830 8637960 TCAAACTCAATGCCCAATCA GAAATGAAAATTCGGAAGCG 250

Ai02B3343 Araip.B02 3343 p3 (CCG)6 18 8672853 8672870 CAACTCTCACCCCGAGCTAC AGAACCGGGTTGATACCTCC 189

Ai02B3345 Araip.B02 3345 c (A)18ctaaaaatgcatgtaggaacacatagctataaaacaaattgacagaagttaagtgggaaaatttgcaacaattaattaaga(T)13112 8687376 8687487 AAAGTCAGCACAATGACCCC CAACATAATGATCAAGCTAAAAACTGA 278

Ai02B3347 Araip.B02 3347 p2 (AT)6 12 8694056 8694067 CAACACATAAGTTTGATTTAATTTTGA CCATTGTTTAATTTATCACTGCTTC 266

Ai02B3350 Araip.B02 3350 p2 (TC)9 18 8699683 8699700 TCACATTACTGAGATGAAACAACAAA CAAATTCAAATTTCTTTTATGGCA 212

Ai02B3353 Araip.B02 3353 c (AC)7(TC)6 26 8704050 8704075 AAACACGAACCTTCTCCCCT TCACCAACGACAGCAGAGAC 229

Ai02B3354 Araip.B02 3354 p3 (TGC)5 15 8704252 8704266 AAACACGAACCTTCTCCCCT CGTAGTTCCGGCGATAGAAG 269

Ai02B3358 Araip.B02 3358 p4 (AAAT)5 20 8722711 8722730 TGACATAACAAGTCTCAACAGCA CCGCTTTGTCTAAAGCCATT 167

Ai02B3359 Araip.B02 3359 p3 (TTC)11 33 8723194 8723226 CCTGGTCTCAGCCATTTGAT TTGGGGAAGAACAGTGAAGG 192

Ai02B3360 Araip.B02 3360 p3 (ACA)7 21 8723776 8723796 ACTCTCTGGTTGATGGTGCC ACTGATCTCGGTGGCTGATT 229

Ai02B3361 Araip.B02 3361 p3 (TGC)5 15 8724472 8724486 AAGAGGTGCTTAAGGTGGCA TGCCTTAGTAGATGAACCATTTTG 203

Ai02B3362 Araip.B02 3362 p2 (TA)7 14 8725274 8725287 TGAGAGAGACTTGTGGAGCTGA AATTTTGTGTGTTTTATGTTGTATTTG 266

Ai02B3364 Araip.B02 3364 p2 (TC)8 16 8727162 8727177 CAACCTTCGTCTCTTCCCTC CCAACTCCTTTCAATGCTGG 214

Ai02B3365 Araip.B02 3365 p2 (TA)6 12 8731285 8731296 TTAAGAATTTGATGAGCCCTTT TTTAGTTGAGCGAGGTTGCC 196

Ai02B3367 Araip.B02 3367 p2 (AT)6 12 8731978 8731989 TGAATATATTGAAGTAAAAATTCGGG GCTTAAACCACAACACGCAA 241

Ai02B3368 Araip.B02 3368 c (TAA)5caat(AAG)637 8733893 8733929 GCAACCTTTCTTGATCTCGC CTGGTTCAACTTGCTTGCTG 270

Ai02B3373 Araip.B02 3373 p3 (ATT)5 15 8764498 8764512 TGCTTCCATTTTGCTTCATTT CCCTGAATCAAGAAGGTCCC 279

Ai02B3376 Araip.B02 3376 p3 (TTG)5 15 8789162 8789176 AACATCCAGTCAGGAGGGTG GCATTATTAAAATTGAAGCCATCG 238

Ai02B3378 Araip.B02 3378 p2 (AT)6 12 8791354 8791365 TACTTGCAACGAGAGCATGG TCATCTCAAGCACTTGGTGG 171

Ai02B3381 Araip.B02 3381 p3 (ATA)5 15 8800226 8800240 ATCCAAGTTTGTCGTCCCTG TCCAACAACCAGAGATGAAGG 232

Ai02B3384 Araip.B02 3384 p2 (AT)7 14 8805436 8805449 CATCAACAAAATTTATTATTTTAGCCA CAGTCGTCATCTTGCTCCAA 253

Ai02B3386 Araip.B02 3386 p2 (AT)6 12 8808423 8808434 CCCTTTTGGAAACACCTGAA TCGCATGAAAATGAGAATTGA 190

Ai02B3389 Araip.B02 3389 c (A)11ttcggctttgagattatatataaaacagagtgcattaaaaattatatttctcttctatttttgtcttaatgttcttaaaatgtacataagg(A)10112 8824309 8824420 TGTTTGGGCCAGACCATAAT TTTGGGACCAACTTCAATAAAA 274

Ai02B3393 Araip.B02 3393 p3 (GAA)5 15 8831279 8831293 AAACAAGCCATATTGGGAGC GGAAAAGTGATGGTCCGCTA 276

Ai02B3395 Araip.B02 3395 c (T)13gcattggagctaatccattccaaaaaaaatcgggggccagattgga(T)1675 8835101 8835175 AACAATGAGGCTTCTGTGCC CGGCCCTTGACAATTATCTC 151



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B3398 Araip.B02 3398 p2 (AG)8 16 8846404 8846419 AGCCGAAGACAGTGAAATGG ACCCTTCTTGAAGCTTCCGT 254

Ai02B3400 Araip.B02 3400 p2 (TA)6 12 8848814 8848825 GGGTGAGGGTGTTTAGGGAT GAAATTTTCCCTGTGGGGAT 259

Ai02B3403 Araip.B02 3403 p2 (TA)9 18 8851265 8851282 TGCATTAATTGAAAGAACTTGCTC GGTACCGAAATGTCAGCGTT 170

Ai02B3404 Araip.B02 3404 c (A)12ccttttttcccaataaagaatgtatacaaaatgaagga(T)1060 8856104 8856163 TGCAATTGAGTAAACATTTCTTCC TGAAATGATGGTTTTTCACCA 222

Ai02B3409 Araip.B02 3409 p2 (TA)7 14 8869549 8869562 CAGTTTCCTCAATTTCAGCCA TTCAACAGCCAACTCTTGTCA 279

Ai02B3411 Araip.B02 3411 p2 (TA)7 14 8872956 8872969 TCTCCCTTAAAAAGGTCGGC TGTTTCAAATACTAGTTTGCGAGT 114

Ai02B3412 Araip.B02 3412 c (TTTA)5ttattatattttttttattattaaaaaaaatttc(T)1165 8874511 8874575 CCAAGTAAACATTAAGTCGGTGG GCCCTCCTTTCTCCTTCTTT 261

Ai02B3413 Araip.B02 3413 p2 (CG)6 12 8874700 8874711 AAAGAAGGAGAAAGGAGGGC CAAATGATTGGGCCAAAAAC 146

Ai02B3417 Araip.B02 3417 p2 (AT)6 12 8884710 8884721 CCGCAGATCCGCACTATAA ATCGGATCGGATATGTCTGC 264

Ai02B3418 Araip.B02 3418 p2 (AT)9 18 8888244 8888261 AACTACCTGTCCGACCATCG AAAGAGAATTTTCTGTGGATATTTTT 265

Ai02B3420 Araip.B02 3420 p2 (TA)11 22 8893554 8893575 TTGCTAATTTATTATGGCAACCT GCATTAGGTCCCTTATTGTTTTT 226

Ai02B3425 Araip.B02 3425 p3 (TTA)11 33 8902099 8902131 AACAACAGACACATTACATAGTCAAAA GCATTGTGCAACAGAAGTTCA 273

Ai02B3429 Araip.B02 3429 p3 (TGC)5 15 8931404 8931418 AAGAGAATCATGGACCACGG CATGCATGAAACTTTGGCAC 184

Ai02B3431 Araip.B02 3431 c (CAC)5caacaccaacaccaacaccaccgccaccgccatcgtcatcgctacaaccaataccaacacgaccacagcaccaccaacaccaa(CAC)7119 8943093 8943211 TAGGGCCAGAATCGAAATTG TGTTTGTTGTTTGCTGTGGT 280

Ai02B3433 Araip.B02 3433 p3 (ATG)6 18 8947426 8947443 TGGAGCTGGATGAGTGTGAG ATAACACCAAGCGGAGCCTA 258

Ai02B3437 Araip.B02 3437 p3 (AGC)5 15 8956869 8956883 AGAGACTGGAGACGGGTTGA TTATTGCAAGCTCTCGGGAC 170

Ai02B3439 Araip.B02 3439 p3 (GCA)5 15 8962069 8962083 AAACTGGTCTTGGAGCAATGA TGTTGAGAGGTGGATTTGCTT 108

Ai02B3440 Araip.B02 3440 p3 (ATA)7 21 8963460 8963480 CCAATTAAAGGGCCTACCAC CCTTTGTGCTTTCGTCCCTA 197

Ai02B3441 Araip.B02 3441 p2 (CT)7 14 8963619 8963632 GACGAAAGCACAAAGGACAA CATGATGCCTTCGACTCTGA 208

Ai02B3443 Araip.B02 3443 p2 (TA)10 20 8970359 8970378 GCATTATTCTCGTGACCATTCA CGCTTTAGGTAGGAGTCCCC 216

Ai02B3444 Araip.B02 3444 p2 (TA)7 14 8970916 8970929 AAGCGCCATTCCCTTTTAAT TCAAGGTATATGTTGACCCAGAAA 261

Ai02B3447 Araip.B02 3447 p2 (AT)6 12 8981353 8981364 TTCACATGAAGACAACTAGGTACGA AGTGAAACAATGCATTTGCG 109

Ai02B3451 Araip.B02 3451 c (A)13ttctattttcttttcatctattttttctttattcaaacaaaacataaaaaattcacc(T)10ctatttatttttctctca(T)10108 8993078 8993185 TTTCGGCGAAGATACAATCAC GACCCTCACACTTTGTTTGGA 271

Ai02B3454 Araip.B02 3454 p2 (TA)6 12 8999347 8999358 ATTCCAGGATCACGTCCAAG GGAATTCCCCTCTTCCAAAG 270

Ai02B3457 Araip.B02 3457 p3 (TCT)5 15 9015266 9015280 AACGCAACTTCTTCGTCTTTG CGACAACACACCTGAACTGC 269

Ai02B3458 Araip.B02 3458 p3 (GAG)5 15 9016253 9016267 ACTTGCGTCTCGAATGAACC TTTTTAAATTACGCGCCTCC 221

Ai02B3459 Araip.B02 3459 p2 (AT)6 12 9016689 9016700 TGCATGAATATTGACACGGA CATCCGACACGTGTATCTGC 249

Ai02B3466 Araip.B02 3466 p4 (TTAG)6 24 9028999 9029022 CGTGAATGGGAAGGGAATAA GAGCTTGGGAAGATAACCCC 264

Ai02B3469 Araip.B02 3469 c (T)10gtcattattgcattattatattgttgaacttactatctcttgtagctttggaacttggtcgacctattgtatcagatccatctggtttaac(T)10111 9033942 9034052 TCTTTGCAAGTATGCTTGTTTCA TTGGTAAGTTTTGAGCCCATC 267

Ai02B3480 Araip.B02 3480 p2 (TA)7 14 9070983 9070996 ACCTGCCTCAGAACCAAAGA TTTGGTCAGGTAGTTAGTATCATCA 263

Ai02B3486 Araip.B02 3486 p2 (CA)7 14 9081488 9081501 CAAGCCGCCTCACCTAATAA CCCTTCCCCATCTCTCTTTC 116

Ai02B3490 Araip.B02 3490 p3 (AAT)5 15 9085612 9085626 AGGTTTGTTTCCTTCCATGA TTGATCCATGAGAGGAAGGG 194

Ai02B3491 Araip.B02 3491 c (TC)10acacacatgagtgacacaactactagagccttgttaagtacctaacggttgggtctacc(A)1190 9086736 9086825 TGCATGTGTTATTGCCTCAA AACACTACTGCTAATGCAGGGA 253

Ai02B3492 Araip.B02 3492 p3 (CTC)7 21 9089109 9089129 CTTCTAAATTCGCACACGCA TCAGCAGCATCAAGTGAACC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B3493 Araip.B02 3493 p6 (CGAAGA)6 36 9089803 9089838 CGATTGAGAGAAAACACCCAA CCCACACTGTTGCACCTAGA 149

Ai02B3497 Araip.B02 3497 p4 (AACA)5 20 9096730 9096749 ATCAAGCTGGTGGCGTTATC CGCAGGTATGGGTTGAAAAT 128

Ai02B3500 Araip.B02 3500 p2 (TA)6 12 9099365 9099376 CATACAAAAGCAAAGGCGGT CCTATGTTTGCTCAGGCACA 230

Ai02B3502 Araip.B02 3502 p3 (TCT)6 18 9102961 9102978 TGCTTGTAGCTGTTGTGGTTG ACAGAGCATGACATTGCAGC 230

Ai02B3509 Araip.B02 3509 p2 (TC)8 16 9110483 9110498 GCATTTAGGCAACGACGAAT CTTTTCACGGAGACTCCAGC 275

Ai02B3518 Araip.B02 3518 c (T)11attacatc(T)1130 9126171 9126200 TCTCTCTCCTTTAATTCTTCTCAAAA TTGAAGCAAAATTTGTGGATCTT 279

Ai02B3519 Araip.B02 3519 p3 (ATT)16 48 9126323 9126370 AAGATCCACAAATTTTGCTTCAA CACGTGGCAGGTCAGTAACA 226

Ai02B3521 Araip.B02 3521 p2 (GA)18 36 9133036 9133071 TCTCCATGGTGATTGAACGA TGCAAGCTGTCATTAGGCTC 253

Ai02B3524 Araip.B02 3524 c (T)10gttgttaaattttcttgatgctaaattttgtactctgattttttc(T)1267 9140479 9140545 GGGAGAGAGATGCGTAGCAA TCACCCTCATCCTCACCTTC 266

Ai02B3528 Araip.B02 3528 c (AT)8(AG)13 42 9148305 9148346 AAATATTCCATTGGCTCCCC AGGTTGAGTTCGGAGCTTGA 130

Ai02B3537 Araip.B02 3537 p2 (TA)8 16 9159455 9159470 CATCATGCATGCAGGTTTGT TTGATGAGATGGCAATGGAA 229

Ai02B3538 Araip.B02 3538 p2 (AT)6 12 9162924 9162935 ATCAATTCCACCCATCACCA CCCATGCATTTATCGACCTT 177

Ai02B3539 Araip.B02 3539 p2 (TA)8 16 9163489 9163504 TGTTTGACATAACGCATCAAAA CAATAATGTGCACGCAACAA 150

Ai02B3540 Araip.B02 3540 p2 (TC)6 12 9164325 9164336 TGCACGAAACCCATACTTCA TCTTGGCTTGATGAGTTGCTT 253

Ai02B3541 Araip.B02 3541 p2 (GA)17 34 9165249 9165282 ACACCGTCTGAAGATCCACC TTGATTATGTTTTCTTTTCTTTCTTGA 188

Ai02B3544 Araip.B02 3544 p3 (TTG)5 15 9174244 9174258 ATTCTCCGAAGTTCCCGTCT TAACCACATACGCCATTCCA 184

Ai02B3548 Araip.B02 3548 c (T)12attccgtcgtgtatttttttaagtttttatgcagatttcattagaactacttttttttaatgatttttg(T)1192 9193217 9193308 AAAGCGAATGCTTATGCAGAT CATAATAGGGTGCGTAGCCG 259

Ai02B3551 Araip.B02 3551 p2 (CA)7 14 9228344 9228357 AGGGTCGGGGTATTCATTTC GCTAGGTTATGTTGGGAGCG 223

Ai02B3552 Araip.B02 3552 p2 (TA)6 12 9231488 9231499 GGGACTAGGGATGGCAATTT GCGGTAGAGAGGAGAGGGTT 267

Ai02B3558 Araip.B02 3558 c (T)13gtgactgaaataaattaaacaaagaaaaac(A)1154 9274010 9274063 TGCCTTAGCCACACAACTCA ACGGTGGCAGATACTATGGC 213

Ai02B3559 Araip.B02 3559 p2 (TC)7 14 9275972 9275985 CACAGCACAGCACTTTTCGT GCAACAACAATGTGTGAGGG 138

Ai02B3564 Araip.B02 3564 p3 (TCT)5 15 9295136 9295150 ATTCTCGGGAGCAGACAGAA TTGGCTTCGGTATGTGATGA 240

Ai02B3565 Araip.B02 3565 p3 (ATA)14 42 9295428 9295469 TCATCACATACCGAAGCCAA CTCTCCCTTTTGCAGCTACG 233

Ai02B3566 Araip.B02 3566 p2 (CT)7 14 9295835 9295848 CGAACGTGAATGTGAAGGTG ACACATCATGCGTGGCTAAA 229

Ai02B3567 Araip.B02 3567 p2 (AG)6 12 9298903 9298914 ACCTGTGCATCCTGTTCCTT ACTATGTCACCGACTTCGCC 251

Ai02B3571 Araip.B02 3571 p2 (AT)7 14 9308017 9308030 ATCACGTGTCAGCATATCCG TCTTACATGACACGGGGACA 254

Ai02B3572 Araip.B02 3572 p3 (GGA)5 15 9309483 9309497 TTGGTTGGTGGATTAGGGAA ATGGACAGAAGGCAATCCAG 274

Ai02B3577 Araip.B02 3577 p2 (TC)10 20 9324536 9324555 AAAAGCTTGTAGTTTTCCTTCCC TGCAAAGGTCCCTCTTTCAC 223

Ai02B3580 Araip.B02 3580 p3 (GAT)10 30 9330309 9330338 TTGTTCTGATCTCGTTCCCC CGTTCGCATTCGAATTCTCT 223

Ai02B3582 Araip.B02 3582 p2 (TA)6 12 9337379 9337390 TTTGACATACTGCGCTTTGC TGACAGTTTGCAGGACTTGG 276

Ai02B3584 Araip.B02 3584 c (CT)7cctcaaccattgaagcaaccatcactggccaaacaagccaatggaactaagagtccaatacatcactacatcaaaagaagaatccaaaggg(A)13118 9340847 9340964 CCCTTCTTTTATACCTACCACCA CTTTGCCCCAGAATCAAAAA 256

Ai02B3585 Araip.B02 3585 p3 (GAT)8 24 9343481 9343504 GCTTGGAAACCCCAATTTTT TGGAAGACGTCATGATGGAA 151

Ai02B3588 Araip.B02 3588 p2 (GA)17 34 9352514 9352547 GCTGCCACAAAGGAGAGAAG TTAGCGATGGTGACCAGCTT 228

Ai02B3589 Araip.B02 3589 c (T)11aaataaacaaatttatatataaactatttcctaatgcgttgatcc(TA)770 9354603 9354672 TTGGTTCTTTTAACCGCTGC GAAATGCAATGTTCATATTATTTTGG 184
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Ai02B3591 Araip.B02 3591 c (T)15atcatttacacatacaagtcgattgagaggagaagtaaatagataaaagaatagtatat(A)1286 9357127 9357212 CCCCAAACGATTCTTATTTTTC GCCTTTAGTTCCAAAAGAGCC 279

Ai02B3593 Araip.B02 3593 p2 (TC)17 34 9359135 9359168 TCTTTTCGTCTTTCTCTAGCAGG TCGAGATTCAACAGGTGCAG 227

Ai02B3599 Araip.B02 3599 p2 (AT)6 12 9369604 9369615 GGCAATGGATTTAGAGAGAATGA CCGATCCACCATTCTAGAGC 280

Ai02B3605 Araip.B02 3605 p2 (GA)6 12 9407017 9407028 CGGGTAAGCGAAAAATGTGT GCCGTATGATTTCTGCCAGT 206

Ai02B3611 Araip.B02 3611 p4 (TAGA)6 24 9413646 9413669 TAGTGCATTCATTTTGGCGA CCAAAAGGATCAGGGTTTGA 214

Ai02B3613 Araip.B02 3613 p2 (CT)9 18 9422184 9422201 GTTTTGCGCACCAGGTATTT CACCGCTCTAGCAAGGAAAC 241

Ai02B3616 Araip.B02 3616 p3 (TTC)5 15 9449514 9449528 TTTCAACGGGGCGTTATTTA GGAAATGATGCTCTCAATTGTT 247

Ai02B3618 Araip.B02 3618 p4 (TTAT)5 20 9458688 9458707 GGGCCAAATAAATAGCCCAT GAAACAGGGAGGTATGCCCT 252

Ai02B3619 Araip.B02 3619 c (T)10ctctttaacatttagtggatggaggaggaaacttcctccgtataaatgaaataataatattaatatatatcaatgtggatgaaggaccaattttag(A)10116 9462741 9462856 ATTCGGTTTGTCCAAAGCAT GTGGGTCGGCATTAAAGACA 215

Ai02B3621 Araip.B02 3621 p2 (TA)17 34 9473769 9473802 AACCTCCGGTTCTTACCCAT GGAGAACCCAAAAGAAACCC 273

Ai02B3623 Araip.B02 3623 p2 (AC)6 12 9481585 9481596 GGTTAAACCGGACCCAAGTT AATGACGAATTTGGCGAGAG 229

Ai02B3626 Araip.B02 3626 p3 (ATC)8 24 9498749 9498772 AATATCATGCTAGCGGGTGG GGAGGAGGTGGTGGTAAAGG 280

Ai02B3628 Araip.B02 3628 p3 (ATG)7 21 9517302 9517322 TCTACGCTTTGGAGCCATCT TTGGTACGAGTCGTCGTCAG 229

Ai02B3631 Araip.B02 3631 p2 (AT)6 12 9531704 9531715 ATTGTAATTATTTAAAGTTTGCTGGTT ATGCATGATGATGAAGGCAG 189

Ai02B3632 Araip.B02 3632 p2 (GT)9 18 9532399 9532416 CTCAACCTTGCCACAAATCA TGTTTATGTTCCGGAGAAACG 180

Ai02B3635 Araip.B02 3635 p3 (TAT)6 18 9535087 9535104 GGGCTAATAATGTGAGTCATGAAA TTTTTACACAAACCAACCTGAAA 239

Ai02B3640 Araip.B02 3640 c (ATG)7accatgatgatactgc(TGG)552 9553788 9553839 GTGGTGGTGGGTTCTTGTTC TCCTCTTCACCTTCCTCACC 170

Ai02B3643 Araip.B02 3643 p3 (ATT)5 15 9560275 9560289 TCCATCAGCATCCTCCTACC GGTGTTTGCGAAATGAGGTT 271

Ai02B3645 Araip.B02 3645 p2 (TG)7 14 9561495 9561508 GTGGAAATCAAGCAGCAACA AAATAATTGGAGGGCCGTGT 244

Ai02B3651 Araip.B02 3651 c (T)12catatttatttcatcaatttggaatcattagacatactacttttcatatttatcttcttcttaatctaatttttttacaataatc(T)12109 9571612 9571720 TTTTTGAAAGTCTCTATCGGTCA ACATGTTTGATGAATTATTTTGTACTG 278

Ai02B3653 Araip.B02 3653 p2 (CA)11 22 9581633 9581654 AAACAGAGGTGGTGAGGTGC GGCTGTTTTGGAGAAACAGATT 224

Ai02B3659 Araip.B02 3659 c (T)10catattaaatgaatg(T)1035 9598269 9598303 TTTTTGTATCATAAATGTGAATGTCTC ACTTCGTTTGCTCTCTGCGT 277

Ai02B3661 Araip.B02 3661 c (AAT)7aagaac(AAT)748 9615630 9615677 CTGGGGACTGATTTGGGTAA CTTGCGCGACGGTATTATTT 242

Ai02B3662 Araip.B02 3662 c (AAT)5aaccctaataataaccataacaacatttttaaaaacaagaataaattattaaaaaataataaaaatttatt(TAA)11119 9616459 9616577 TGAGAGCCTGCAAAAAGAAAA TGGATCATCCTCAATAGCTAAGGT 266

Ai02B3663 Araip.B02 3663 c (TA)8ttctctggccagctttagctttgcaggttgagttcggagcttgaatatttgtctccttgactttttactctcct(TG)7104 9620518 9620621 CGAATTGGATCTTTTGGGAC TTGCGTATGAAGAAAGCTTAGG 278

Ai02B3664 Araip.B02 3664 p2 (TA)9 18 9623532 9623549 TCACGTGAGGCACCTCATTA AAGCACAACGCTCGAGAATAA 259

Ai02B3671 Araip.B02 3671 p3 (AAT)10 30 9632781 9632810 CGGTCACAACTGCATACCTG TGAAATTGTTGTTGAATCGGTC 246

Ai02B3672 Araip.B02 3672 p3 (TAA)18 54 9633182 9633235 TGCAAATCGAAAATTTTTAGGATAA AGCTTCAAACTTCCAACACCA 231

Ai02B3675 Araip.B02 3675 c (A)10ttggttagatagacaatagaatttatggaatttatgaacaacgtaaacagtagactgaaaatttgacaaaatgaagtt(A)1098 9634753 9634850 AAAAAGGTTGGCTAAAAATCACC GGGTATTTTGGGTGGAGTGA 183

Ai02B3677 Araip.B02 3677 c (A)10tccttaacatgcaactaacaaacatgaaaataaatgagaaaatcccaaatcatacaatagaaaatt(TA)688 9636915 9637002 AAGTAAATTCTAACCAATGAAATTCG TTTTAGGATCGAAAAATGTGAAC 266

Ai02B3680 Araip.B02 3680 c (A)15tcg(A)11 29 9644110 9644138 TACTTGATGTTGGGGTTGGG AACCATTGATGCTCAAAGCC 161

Ai02B3682 Araip.B02 3682 c (A)11gaaaaagaaagtg(AT)738 9647968 9648005 GAAAAATGCAAACATGGAAAA TGCTGTTCCTGCTAGTGTGG 194

Ai02B3683 Araip.B02 3683 p2 (AT)7 14 9651215 9651228 CCTTCTGGTCATCTCTGGGA ACATAGGAGTTGCCCTGGTG 219

Ai02B3684 Araip.B02 3684 c (A)10tgctaaaattaaagtattat(A)11tacgatgaatgattgaaccaagatacttttattatatttatatcattaaatgtatatgtggcagtaactatgtattgaaaaaccagttag(A)10141 9654209 9654349 TTTTTATCGGTGTAAAAATGACAA TTTCAATACACAGTTACTGCCACA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B3686 Araip.B02 3686 c (A)11tcg(A)10 24 9657483 9657506 TACTTGATGTTGGGGTTGGG AACCATTGATGCTCAAAGCC 156

Ai02B3691 Araip.B02 3691 p2 (TA)10 20 9666284 9666303 TGAATTATTTCGATGCGGTTT ATTTTGATGCGGATTTTTGC 237

Ai02B3693 Araip.B02 3693 p2 (TA)11 22 9668602 9668623 TGAATTATTTCGATGCGGTTT ATTTTGATGCGGATTTTTGC 239

Ai02B3696 Araip.B02 3696 p4 (ATAA)7 28 9673436 9673463 CCACTTACAATTTTCATCAACGA GAAACAAGAGGCGGTGGTAA 183

Ai02B3700 Araip.B02 3700 p2 (TA)6 12 9687978 9687989 TGAGAAAATCCCAAATCATGC AATCCGAATTTGGAAAACCC 228

Ai02B3701 Araip.B02 3701 p2 (AT)8 16 9688107 9688122 TCATCCTGTATCCCCTTCCA AATCCGAATTTGGAAAACCC 114

Ai02B3707 Araip.B02 3707 c (A)11gaaaaagaaagtg(AT)636 9712785 9712820 TTCATTTTGTATCCCCTTTCA TGCTGATCCTGCTAGTGTGG 156

Ai02B3710 Araip.B02 3710 p2 (TA)11 22 9722814 9722835 TTGAATTATTTCGATGCGTTTTT ATTTTGATGCGGATTTTTGC 240

Ai02B3715 Araip.B02 3715 p6 (GAGGCA)5 30 9743213 9743242 GCTGTGTCGAATGTCCAAAA AAGATCATGGTGGAAGACCG 198

Ai02B3716 Araip.B02 3716 p2 (TA)7 14 9746522 9746535 TGAATTATTTCGATGCGGTTT TTGATGCGGATTTTTGTAAGC 227

Ai02B3718 Araip.B02 3718 p4 (AAAG)9 36 9761924 9761959 CCAAAGTTTCAAAAGCCCAC CCAAGGTTGGAAGGTGAAGA 231

Ai02B3719 Araip.B02 3719 c (A)10ctaataattctcagccattcaagtcttcagaaagaaaaacaaccatgaaaacttcatcaaaattttgtggaacattttcaatataaatcaacccaatttc(T)11121 9764087 9764207 ATCCAAACACAAGCCTCCAC GTGAATTGCTGTTCGCTTGA 268

Ai02B3724 Araip.B02 3724 p3 (CAT)5 15 9775251 9775265 AATTGGTGTCGGTTCCTTGA GAATGAAGGTTTTGGAGGCA 199

Ai02B3725 Araip.B02 3725 p3 (TTC)6 18 9775994 9776011 TAACCGCTTCCTCCTCCTTT GGCTGATTACGGTTTTTCCA 269

Ai02B3728 Araip.B02 3728 p2 (AT)8 16 9788212 9788227 GGTTTTGATTCAATAAACCTTCCA GATGAAAAAGCGGAAATTGG 158

Ai02B3732 Araip.B02 3732 p3 (AGA)5 15 9797034 9797048 GGAGTTCCAAGCTGAGAGGA CCAGATTTGAAAGCGGGTTA 105

Ai02B3734 Araip.B02 3734 c (T)20agacattttggtaacaaatttgataagcagattgttcataa(T)1778 9798494 9798571 AGCTTGGAATGCAATTTTCG AACATGTTTTGCAGCCACATA 276

Ai02B3737 Araip.B02 3737 p2 (CT)11 22 9801504 9801525 AACCCAATAACCCACCCAAT TGGACGAGATTGGATGAACA 167

Ai02B3740 Araip.B02 3740 p3 (TAA)5 15 9811225 9811239 TGGGTGTTGATCAAGTCTTCC TGAAATAAGAGCCGCTTCAAA 270

Ai02B3752 Araip.B02 3752 c (A)10taaaaataagaaaaattag(GAT)544 9859006 9859049 TGCAACCTTCGTCTTCCTTT TGGTCCAATTCTTTTTACCAAA 268

Ai02B3753 Araip.B02 3753 p3 (AAG)5 15 9863631 9863645 TGGGGACGATAGTGGAAGAG AACGCACAGCACAACTCAAC 250

Ai02B3754 Araip.B02 3754 p2 (TA)6 12 9866154 9866165 AATTGGACACAATAAGAATAACAATCT GCTAACCCCCATTGCACTAA 224

Ai02B3756 Araip.B02 3756 p3 (AAG)5 15 9869038 9869052 AAGTGGCACTCATCCCAAAC TGTGCAGTGCATTTCTCCTC 190

Ai02B3758 Araip.B02 3758 p3 (CTT)5 15 9875795 9875809 TTAGCTGCACAACCACCAAC TTGAGGGTCCATTTCCTCAG 119

Ai02B3759 Araip.B02 3759 p3 (GAA)6 18 9881690 9881707 TTGACCAGCCATACACCTGA AACGACGCCGTTTAGCTTTA 236

Ai02B3761 Araip.B02 3761 c (T)11a(T)12 24 9888627 9888650 AAAACATGCTCGCCAAGTCT TTCCTTGCCTTGGATATGGA 200

Ai02B3765 Araip.B02 3765 p2 (AT)11 22 9894198 9894219 CTCCAATCATCAATCCCCTG TGCCTCTCCGAAATTCTCAT 233

Ai02B3767 Araip.B02 3767 p2 (TA)7 14 9906323 9906336 GCACGCAGGTACTTGTTGGT TTCTTTGCGGGTTACATGCT 280

Ai02B3768 Araip.B02 3768 p3 (ATT)5 15 9908356 9908370 GCAAGGCATTGGCATCTTAT GATTGAGCTGAGCCTTGGTC 196

Ai02B3769 Araip.B02 3769 p3 (TGT)5 15 9908541 9908555 TCCATCTCTGATGAGGGGAC GAACAGCAGAACTCGCATGA 254

Ai02B3770 Araip.B02 3770 c (ACC)6agaacagaagcctacgcccaaccagaact(ACC)5agtatcatcatagtcatcatcatcttcattagagttttttccaaaatcaaccagaagcccaaactgaacaagaac(CCA)6ttatcatcatggcc(TCA)6187 9916313 9916499 TACCCTTCTCCCTTTACCCC TGCTGAAATTTTGAATTTGGAA 277

Ai02B3772 Araip.B02 3772 c (T)10atcacccgaa(T)1030 9917405 9917434 AGTGCAATTCCTTGCGAAGT ACGCTGCAACATGAAATCAG 218

Ai02B3777 Araip.B02 3777 p3 (TAT)5 15 9922062 9922076 GACTCGAGTGCAAGTGCAAG GGAGTCACACAGTAACGAGTGTTC 272

Ai02B3778 Araip.B02 3778 p3 (TCT)7 21 9922789 9922809 CTCAAAGTGAGTCAGTTCAATGG CAAAACTCAGCAAAACTCAGCA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B3779 Araip.B02 3779 p3 (GTG)10 30 9923049 9923078 TTGGTGTTGGTATTGGTTGG AAGGGGCGAAAATCAAATTC 232

Ai02B3781 Araip.B02 3781 p2 (CT)6 12 9930788 9930799 CTCGGATCCCTCTCTCTCCT GACCGTTCATGCATGCTTCT 178

Ai02B3783 Araip.B02 3783 c (T)10ggtcttaaaagcatatcaac(T)1040 9932833 9932872 TTTTAAAATCTGCCAGTGAAAAT TGTGTGAGTGTGTAATGCATGG 148

Ai02B3784 Araip.B02 3784 c (A)12ttgtatcttgagttatagtgcgtcagttctatctgcgtttccttttggcagttccgtctgcatccaatttatcagtttatgcag(T)10106 9934830 9934935 GCTAGAACCTGCTTCTTTGTCA CATCCCCCTCTAACTCAACTG 253

Ai02B3787 Araip.B02 3787 p2 (TC)6 12 9939397 9939408 ACAGAGGCAGCAACAGAGGT TCTGCTCGAACAATCACAGC 263

Ai02B3792 Araip.B02 3792 p2 (AT)7 14 9949165 9949178 ATATGCGCGGGCAATAATA CGAAAGAACCACAAGATCCAA 275

Ai02B3797 Araip.B02 3797 p3 (TTC)7 21 9959129 9959149 AAATCGTATGAAAGTGGCGG TGTTTCTGTGAAGGGAGATGG 107

Ai02B3798 Araip.B02 3798 p2 (TA)8 16 9965820 9965835 AAAATCCTAATCCGCAACCC GACCACTGGTGCTTTGTTGA 280

Ai02B3800 Araip.B02 3800 c (TC)8ttcctttcttactagattttctctctctagat(TC)10cttttaggtacagacagagagcttcgcaggtgagccttttgtgttttgttaatgaaaaaagaa(T)11142 9972270 9972411 CCAAATCACAAAACAACACCA GAATGATTGGGGTTTGATCG 251

Ai02B3801 Araip.B02 3801 p6 (AATGTG)5 30 9973687 9973716 GAAGAGGGGGTTGTCAATCA CCACCTCTTCCAAAACTCCA 278

Ai02B3802 Araip.B02 3802 p2 (GA)8 16 9974055 9974070 AAGGGTGGTGATAGCTGTGG TGCAAGAAAAATTACCCAAACC 218

Ai02B3804 Araip.B02 3804 p3 (ACC)5 15 9976815 9976829 TATCCTCCACCACCATCACC GGCCTTTCTGTTTCTGCTTG 256

Ai02B3806 Araip.B02 3806 p3 (CTT)5 15 9978544 9978558 GTACCTCACCGCATTCTCGT ACGTTGATGTGGTCATTGGA 199

Ai02B3814 Araip.B02 3814 p2 (AT)6 12 10002524 10002535 TTTGAGTGGCTCCCTATCAAT TTCCTCCCGCTATGTGAATC 224

Ai02B3815 Araip.B02 3815 p2 (AT)6 12 10003060 10003071 TTTTGGGATAAATTTTTAGTGGGA GCGACGGTCTATTTTGCTTT 208

Ai02B3817 Araip.B02 3817 c (T)10attaaattttaaatgttcttgtttttaagaattttgga(T)1159 10004945 10005003 TGGTTAGAAAGGCCCATGAA AAGTCTCGAGTTCAAGTCTCACTTC 272

Ai02B3821 Araip.B02 3821 c (A)10ttaac(A)12 27 10014834 10014860 AGGAGTTTTTCACCCGGTTC GCAGCACTTCGATGTGAAAG 255

Ai02B3822 Araip.B02 3822 c (ATAA)5cgtgttgtcacactgcaaagtcaaactctga(T)14ataagtttaattttcaaattttattttttaaaaaagatcactt(CTA)5123 10015369 10015491 GTACACCACAAGCGAGCCAG TGACCGAAGCTTTTCTTTTCA 279

Ai02B3826 Araip.B02 3826 p3 (TAT)7 21 10017915 10017935 GCAAGTAGCAACTCGCAATG TTGCTTTCACAAATCTTGGGT 157

Ai02B3830 Araip.B02 3830 c (ATA)5aagaatcatcatttagaaatgttat(A)1252 10023802 10023853 CAGGATGGGGACACTCCTTA CACCGACATACTCCTCAGCA 153

Ai02B3832 Araip.B02 3832 p2 (GA)7 14 10025450 10025463 GGATGTGGGAATGAACCCTA AGTGCAAGAGTCAACCGACC 278

Ai02B3834 Araip.B02 3834 c (AGG)7aagaagatgagtaggagaaagaggtggtgatagtgatgacaacaacgacgataacaaaatagaaaaat(A)10g(A)18118 10028654 10028771 TGGTAATGATAATAAATAAGGAGGAGA TCGTAGTATTTATCCGAGACCGA 270

Ai02B3835 Araip.B02 3835 p2 (AG)6 12 10030997 10031008 ATTAGCATTGCCAGAGGTGG GCGTGATCATTATCGTCGAA 268

Ai02B3839 Araip.B02 3839 c (T)10gttaattttttatattctttttacaa(T)1046 10040529 10040574 TTTGGATCGATGTTTCTTTTTG TGTTCATTAAAATGCCGCAA 269

Ai02B3843 Araip.B02 3843 p3 (GCG)6 18 10050708 10050725 CATCGGACACCACTGAGATG AAAAACAATCCGTGCTCCAC 260

Ai02B3850 Araip.B02 3850 p2 (TA)6 12 10070754 10070765 CCATCAACAACGAACAAAAA GCCAATTTTGAAGTCACATAATGA 280

Ai02B3855 Araip.B02 3855 p2 (TA)6 12 10076594 10076605 TGACAGTCACAGGTCAAAGAAAA GGACATTAATAATCCGAAAAGATCA 225

Ai02B3856 Araip.B02 3856 p2 (AT)11 22 10077445 10077466 TGAGCACAACAACATTTGACAT AAAAATTTTCAGGTGTTTCAAAAAT 280

Ai02B3857 Araip.B02 3857 c (A)10cattcaatccagtttttca(T)1443 10078058 10078100 TTGTCCAAATTAAACAAACCG ACGACAACGAGGTTCCTGTG 243

Ai02B3861 Araip.B02 3861 p2 (GA)17 34 10086728 10086761 GAGCAGTGCAAATTCATCCA CTTGGAGTTAGTGCCCGAAG 179

Ai02B3867 Araip.B02 3867 p2 (AT)11 22 10103963 10103984 TGCTGGTCCTAGACTTTTCCA ATCGTCCAATGAACCCTGAA 272

Ai02B3868 Araip.B02 3868 c (T)11aattttttattttttacaatatatattaatagttcttatttgtattttcaaatgatatttgaatttagactgcggct(GAA)5103 10104241 10104343 TGATGATTTGGCTGAAGCAC TGCTGCTTTGCTTTGCTCTA 201

Ai02B3878 Araip.B02 3878 p3 (TTA)26 78 10132134 10132211 TTGCTTTTCCACTTGAAGATTG CAACACTACCCAACATTGCC 260

Ai02B3880 Araip.B02 3880 p2 (TC)6 12 10137261 10137272 GCGTACCGAAAGAGATGAGC AGCATGTGTGTGAATTGGGA 236
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Ai02B3885 Araip.B02 3885 c (A)10gtgtatattgtgacttgattatataaaatatttggttgtttaaaattaatgttacctatgaagcatgaatacttggttgaacgtgtttgac(AT)8117 10146686 10146802 GGAAAAACAATCAATTGAGAAAAGA ACGCATGTCGAATGAGTGTC 229

Ai02B3887 Araip.B02 3887 p5 (TATTT)5 25 10148227 10148251 CCTGAAAACTGCCAAAATCA CCGGAATAAAAATGACTTCAGA 243

Ai02B3892 Araip.B02 3892 p2 (GA)8 16 10168823 10168838 TCGAGTGAGACTGAGAGGCA AGCCCATGAACACCGTTATC 262

Ai02B3893 Araip.B02 3893 p2 (TG)6 12 10175655 10175666 TGGGGAGTTGATCTCTTTGG GCGCCAAGAAAAAGTGAAAG 260

Ai02B3894 Araip.B02 3894 p3 (TCA)5 15 10179096 10179110 ATGTGGTCTGCCATGAGACA AAGCTCAAAAGCAAAGGCAG 245

Ai02B3901 Araip.B02 3901 p2 (CT)6 12 10214043 10214054 CTGATGCATGCAAGAGGAAA TTGCTGTTACCAAAGCAACG 218

Ai02B3902 Araip.B02 3902 p2 (AT)8 16 10237577 10237592 TGAAGAGAGGCCTTCATGCT TCATCCTGTATCCCCTTCCA 228

Ai02B3903 Araip.B02 3903 p2 (TA)6 12 10237710 10237721 TGGAAGGGGATACAGGATGA CATGCAGAGCTTCATACGAGA 259

Ai02B3904 Araip.B02 3904 p2 (AT)25 50 10253461 10253510 CCACGTTCACCCCTAGAAAA TGAACTTTTGTTGCCTGTTTTG 255

Ai02B3906 Araip.B02 3906 c (T)11ctgtttagtcac(A)1134 10256629 10256662 CTCGAATTGGAGTCAGCCAT ACCCGTGAAGAATTGGTTTG 274

Ai02B3911 Araip.B02 3911 p3 (TTA)23 69 10269248 10269316 ACTGGAATTCGCTATTGGCT TCCGTGCATCTTTAATTGAATC 258

Ai02B3913 Araip.B02 3913 p3 (TGG)6 18 10276003 10276020 CCAGCTCATTTCATCACTTTTC GACCAACCACGGTTCTGATT 196

Ai02B3918 Araip.B02 3918 c (A)10taaaaaaaagaaattgagtgaatttttattttctttaaatatgtttggat(A)1070 10289393 10289462 AAGCCAGCTTGTTTGATTGG AGTATAAAAGGCCGATGGGA 245

Ai02B3920 Araip.B02 3920 p3 (GAG)6 18 10296708 10296725 TGGAGTTGTCAGCTCAGTGG TATCCGTCCTCCTCATCACC 116

Ai02B3923 Araip.B02 3923 p2 (AT)10 20 10299057 10299076 AGCTTCTTCAGATTCGTGGC TGAAAACATAAGATTCAAAATTTTCCT 264

Ai02B3924 Araip.B02 3924 c (T)10cctctttttcttcttcttctttctccgtgcttcctcttcc(TCT)771 10303306 10303376 ATCCCCAACCTCCATCTCTC GGTGGTGTTGATGACGATGA 260

Ai02B3925 Araip.B02 3925 c* (TTC)5(TCTTCC)5*40 10304012 10304051 ACAGAAGGAGATCGAAGGCA CTTCGCGTGTTTCATCTTCA 205

Ai02B3932 Araip.B02 3932 p5 (TTATC)5 25 10318283 10318307 TGCTGCTGATCCTTTGTCAC CAAATTCTAAGGCAGCCCAA 268

Ai02B3934 Araip.B02 3934 p5 (TTATC)6 30 10333528 10333557 TAATCCTTTGTCACCGGAGG AGGGCAGTTCCCTTGAAGAT 234

Ai02B3945 Araip.B02 3945 p3 (AAG)5 15 10370482 10370496 GCAGCTCGAACTCCCTACTG ACCATAAAAGTCCCCAAGCC 274

Ai02B3948 Araip.B02 3948 c (A)10taaaaaagaaaaaagaaacatagcatagaacgccccaattcg(A)1163 10376528 10376590 TCCCTCAAGCATTTTTCGTT ATTAGGAATTGGGAGGGGTG 188

Ai02B3951 Araip.B02 3951 c (AT)10tgaaaaccaaaataaaataaaataagtaagataagataagattttgaaaaaaatatga(T)1492 10405604 10405695 CCATGATGGAGAAAGGGAGA CGAAATTTTCCTTTAAAAATTCAGA 214

Ai02B3953 Araip.B02 3953 p3 (TAT)6 18 10413228 10413245 GACAAATTACAAATTGTGAAATGAAA AAAAAGATTAAAACCATAACTCCCA 240

Ai02B3959 Araip.B02 3959 p3 (TTG)6 18 10428814 10428831 CAATATCTGCATGAAGGTGTGAA TTGAGCATCTAACTGCTCTCG 279

Ai02B3960 Araip.B02 3960 p3 (CTT)5 15 10431544 10431558 GGCAAATTAGGAGGAAAGCC AGCTCAGGCTAGAGCGACAG 193

Ai02B3962 Araip.B02 3962 p2 (AC)7 14 10435207 10435220 CCTCTCCCTCCATTTGTGAA GGCAGTAGCGGTTTACGTGT 242

Ai02B3964 Araip.B02 3964 c (T)11cacactaactaacaaaattcttatatatataaaatttcatcaggataaagaaaacattaccttctcgtgaacaacttcttactttgaagaaaagagac(A)16125 10435825 10435949 TTGTTGTTTCTTTGATGAGTGCT TTGGAATCGGAGGTTTGTTT 243

Ai02B3965 Araip.B02 3965 p2 (TA)6 12 10437199 10437210 TGTTGTTTACAGTGTGCTTCTTCA TTCAAACCGACAACTTGGGT 217

Ai02B3967 Araip.B02 3967 p2 (TA)6 12 10440752 10440763 TGGAGCAAAAATCAGACCATT TTTGCTAACTGAATTACGGATTG 262

Ai02B3971 Araip.B02 3971 p2 (AT)7 14 10458124 10458137 TGCCGAATTATGACATTGGA TCTCCTGCAGCAAATCAAAA 250

Ai02B3972 Araip.B02 3972 p2 (AG)8 16 10458410 10458425 TGTGTGGGTGGAGTTTCGTA GTTTATTGCGGCGTTATTGG 242

Ai02B3976 Araip.B02 3976 c (A)10caaaaacacatctaaaaaaaaagttgttcatcttctctaggattttagtgttcttcatctcctatttcctcttctttctctttggca(AAG)5112 10472388 10472499 TTGGACAAAATCATAAAAACTACCA GAGCGAAGAAGAAACGAGACA 275

Ai02B3979 Araip.B02 3979 p2 (TA)8 16 10479643 10479658 TTTTTCCATCGTAGGGTTAGGA GAGCCACGCCTAAAATGTCT 277

Ai02B3981 Araip.B02 3981 p3 (TTA)11 33 10482326 10482358 GGATTTGCACTGTGTGATGG CCAATGTGAACCTCATTGCAT 275
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Ai02B3988 Araip.B02 3988 p3 (ATG)6 18 10510766 10510783 TGATGCCTTGATTGTGTGTTG CTTCCTCATCCCAATTTCCA 167

Ai02B3989 Araip.B02 3989 p2 (AT)6 12 10515538 10515549 TGCGACAATCCTAATTGCTG TATGGTGCATCTGGTGGATG 197

Ai02B3991 Araip.B02 3991 p2 (TA)6 12 10517869 10517880 GAAAATAATGATAATCTCATAACACCG TATCTGGGCTTTTCTTTGGG 274

Ai02B3993 Araip.B02 3993 c (A)12tttataaccacctaactcaaactgattcatttt(A)1055 10527844 10527898 AATTCTCACTTCACCTGCGTC CAAGCCGACTTAATAGGCCA 256

Ai02B3994 Araip.B02 3994 p2 (TA)7 14 10528522 10528535 TCATTTCAACCGATCAACTTTTT CCCAAAGACGGGTAGAGACC 253

Ai02B3997 Araip.B02 3997 p2 (CT)6 12 10533908 10533919 ACTAGGTCCCAGATCCCCAA CTGTACCCTCAAAATGGCGT 224

Ai02B3998 Araip.B02 3998 p3 (GAT)5 15 10536475 10536489 ATAGAGCGTTTCGTGGTGCT ACATCCCTCTTCCCCAAATC 142

Ai02B4002 Araip.B02 4002 c (A)13cccaccgagaggactttgaaaag(A)1046 10546303 10546348 CTTCACCCACCTCCACTCTC AAATCCAACAAAAATCAGCTTCA 274

Ai02B4003 Araip.B02 4003 p3 (AAT)5 15 10546582 10546596 GCAAGAAAATCTTGGCATCA CCAGGAAATCTTGGATTGGA 248

Ai02B4006 Araip.B02 4006 c (TCG)7(TCA)8 45 10561622 10561666 TGACACCACACTGTCATCGTT ATCAAGATGGCATTGCAACA 173

Ai02B4008 Araip.B02 4008 c (CAA)7cgaggaggaggagggt(GAG)655 10569399 10569453 CTTCTCCATCCCCAATTCAA AGTCAAATCTGCGTTGAGGC 191

Ai02B4010 Araip.B02 4010 p2 (TA)10 20 10573182 10573201 TTCAAACTCGCGGATCTTTT TTTTTGAAATATTAGCCGTCTTCA 265

Ai02B4020 Araip.B02 4020 p3 (GAG)5 15 10588083 10588097 ATAGCAACGACAGCGGTTCT GGAATTTCCTTGTGCATCGT 190

Ai02B4021 Araip.B02 4021 p3 (GTG)5 15 10591113 10591127 ATCTCATGAACCATCGAGGC CATGGTGACATACCAGCCAG 158

Ai02B4023 Araip.B02 4023 p4 (TATG)14 56 10594039 10594094 GGACTTCTGAAGCGAAGTGG GCTCCTAACTTAGTCCGCGA 259

Ai02B4024 Araip.B02 4024 p3 (ATA)5 15 10596014 10596028 TAGGCGAGGCCTCTGTTAAA CCCTTCATTGTTCTCTTTCTCA 233

Ai02B4026 Araip.B02 4026 p2 (CT)6 12 10624531 10624542 CATATAACTCAGCGCCGGAT CTCGTGAAGCAAAAATGGGT 189

Ai02B4029 Araip.B02 4029 c (T)11aaga(T)10 25 10630129 10630153 TTGTTTGCCTTCACACTTCG TGCGTAACTGCTCAAGCATC 110

Ai02B4032 Araip.B02 4032 p3 (TCA)6 18 10641917 10641934 TTCTCACTCCTCCTCATCTTCTG GCAAGTTCATCATCTTCCAAGT 217

Ai02B4033 Araip.B02 4033 p3 (GAG)5 15 10644026 10644040 TACGCGAAGAAAAAGGAGGA CGCTACTCAACGGTTTCCAT 103

Ai02B4034 Araip.B02 4034 p3 (CCG)6 18 10646301 10646318 CACAGAGCACTAGTTGCGGA CAGACAACGGCGATTAGACA 207

Ai02B4039 Araip.B02 4039 c (T)10atattaaatgaatg(T)1135 10654317 10654351 TTGCTAAAATATAATTGGATGTTTCTT TGGGGTGGCAAATTTGTATT 225

Ai02B4040 Araip.B02 4040 c (A)10tctaatatcattagatactaaatttaaatcttcatataagtaccacagtaatgaacta(T)1078 10656999 10657076 TGAATTTTGATTTACGATAATTTGA GAATTGATTTCAATCCACATATTTTT 204

Ai02B4044 Araip.B02 4044 c (T)13atatgttctctcagtgtttactttg(T)1149 10664509 10664557 TTTATTTGTGTGGATTCAGATTTTT CATGAATTCTCGCATACAAAAC 264

Ai02B4045 Araip.B02 4045 p2 (AT)8 16 10667179 10667194 ACGTGACTTTTTGATCCTAATACA GGCACGATTAGATCGCTTTC 279

Ai02B4047 Araip.B02 4047 p2 (AT)8 16 10671904 10671919 CCGTTTACGGTTTAATTCTTTCTC CCTTTTGTTACGCACACTTTGA 236

Ai02B4049 Araip.B02 4049 p3 (GTG)5 15 10689363 10689377 GCTCCAAGACCTACGTCAGC ATTGAGGAGGATGCCTTGTG 192

Ai02B4050 Araip.B02 4050 p2 (GA)16 32 10691776 10691807 GGAGAGAGGAGAAGAGGGGA TTAACCGTCGAATTTTTCCG 237

Ai02B4051 Araip.B02 4051 p3 (ATC)5 15 10694389 10694403 TCTTGCATTCCATCAAACCA GATGACCAGGAGATGGGAGA 260

Ai02B4059 Araip.B02 4059 c (A)10taa(T)10 23 10712000 10712022 GAGAGTGATGATAAAGAGGATGAGTT TTGATTCGGTTCAAAAGTTAGC 199

Ai02B4060 Araip.B02 4060 p2 (AT)6 12 10714447 10714458 GGCTAACTTAAAAAGTTGGTCTGC GTTTGGATTGGCAGTTTTGG 101

Ai02B4067 Araip.B02 4067 c (A)13g(A)10 24 10735400 10735423 TGACGTTGCATTCCTTTACG GAAGGTAACCAAAGTCAATGGC 236

Ai02B4069 Araip.B02 4069 p3 (ATG)5 15 10738012 10738026 TCCTCTAATCTGGCATGGCT CGTCCTTCAGAACTGGGAAA 271

Ai02B4070 Araip.B02 4070 p4 (TTAA)5 20 10753008 10753027 AGGGACTTGCAACAACCAAT AAGGAACTAATTTTAATCCCTATTGTG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4072 Araip.B02 4072 c (T)10gaatctgagtatatttctcaccatcgctgaaaagaaaacaaccacaaagggtggcgaaaaaacaaac(A)1289 10762576 10762664 GAAGGGGGAAAGAAGGAAAA GGATTCAGTTTTGCTTTCCG 193

Ai02B4073 Araip.B02 4073 p3 (ATA)6 18 10770342 10770359 GCAATTGGAGCAAGAAGCTC GATTGCCTTGCCGAAGTTT 183

Ai02B4078 Araip.B02 4078 p2 (TA)11 22 10788520 10788541 CGAGCTGGCTCAAATAAGAGA GCCGAGCTTGAGTTTGGATA 278

Ai02B4079 Araip.B02 4079 p2 (AT)7 14 10789244 10789257 TTGAACACCAAAAACCAGTCA CCTTCATGAAATGCAGAGCC 102

Ai02B4080 Araip.B02 4080 p2 (TA)8 16 10790136 10790151 GCACAACAAAACCAAGTCGT AGGTGCCTTTGCTTCTCTTG 229

Ai02B4083 Araip.B02 4083 c (A)12tgaaaaggctaatgacaaatatttttagtg(A)1153 10804063 10804115 CGTGTTGTTCTTTTATTGTCACTCA TTCTTCTCAATTCTACAAAGGTGAAAT 267

Ai02B4084 Araip.B02 4084 c (T)10ctttttc(T)13 30 10805374 10805403 CCTTCAAACTTTTGTCACCCA GCCATGCGATGCAATACATA 238

Ai02B4089 Araip.B02 4089 p3 (TAA)5 15 10819745 10819759 TGGGTCATAGGGTAAGTGGG CCAATCACTTCAAAGCAAGC 240

Ai02B4093 Araip.B02 4093 p4 (ATTT)7 28 10843092 10843119 TCACAATTGATTCTCATTCGATCT ACAACCGAAAGTGAAAACGG 215

Ai02B4096 Araip.B02 4096 c (TAC)8(TAT)11 57 10863280 10863336 GCTTGTAAAATAAAATTGTCTGCAA AGGGCAAGTTGACATTTGTG 233

Ai02B4098 Araip.B02 4098 p2 (AT)9 18 10864173 10864190 GGAAAGTTAGGCAATTTAGGCA AGCCTTTCTGCTCCGTTTTT 106

Ai02B4100 Araip.B02 4100 c (T)11cctggtcttgcattcaacacattactattttcacgtctttttaatcaacccaattctcactg(A)1689 10864681 10864769 TGCCTTTGCCTTTGTCTTTT CCAGAAAGAAGCAGCAAACA 253

Ai02B4102 Araip.B02 4102 p3 (TAA)7 21 10868721 10868741 TGTTTATTAAAGTTTTGCACATACACA TCATGGTTATTATTATTTTTGTTCTTG 224

Ai02B4104 Araip.B02 4104 p2 (AT)7 14 10870738 10870751 ACCCACTTCAACCCCCTCTA CAGGCTAAAGCGTGGGTTAC 267

Ai02B4114 Araip.B02 4114 p2 (TA)6 12 10886682 10886693 AGATTTAATGGGCGTGGTTG TTGGGGTTTAGTTGTGACGA 268

Ai02B4115 Araip.B02 4115 p2 (AT)11 22 10891906 10891927 TTTATTGTGAAATTGAGATTTTGAA TTGGCGTGACCATAAAACAA 214

Ai02B4118 Araip.B02 4118 p2 (AT)16 32 10908038 10908069 CAAATCCCGTAATTTGCGTT CTGTTTGTCGACCATTGCAT 232

Ai02B4119 Araip.B02 4119 p2 (AG)7 14 10909335 10909348 CCAACCCAAGCCTATGAAGA AACATGCATGCAAATGGAAA 229

Ai02B4120 Araip.B02 4120 p2 (AG)16 32 10918477 10918508 CCAACGAAGCCCATAGAAAA CTGTGGTTTGATTTGGGTGA 269

Ai02B4121 Araip.B02 4121 p2 (CT)6 12 10920222 10920233 TCTCTGCTCTCTTGTGGCAA TGCTTAAAAGCTGTAGAAAGACGA 188

Ai02B4123 Araip.B02 4123 p2 (AT)7 14 10921550 10921563 GATATTTATCCATATCGGCGG GTGGTCAGCAACCGAATTTT 169

Ai02B4124 Araip.B02 4124 c (AC)6cccttcagctg(A)1134 10921937 10921970 TCCTTCCTCCTCACCATCAC CGGATCTCCCTCTCTTCCTC 167

Ai02B4128 Araip.B02 4128 p2 (TA)6 12 10938188 10938199 TCAGCATATGGACGACGAAG CCGAATTTTCAAAACATACATCC 238

Ai02B4129 Araip.B02 4129 p3 (CAT)5 15 10939597 10939611 GGTTGTTAACCTCGCCAAGA CGCTTGGAGCCATATTTCAT 268

Ai02B4134 Araip.B02 4134 p3 (TAA)17 51 10944919 10944969 AACATTGAAATCGACAAACACAA TGGCAAGAATTGAGTGGTTG 279

Ai02B4137 Araip.B02 4137 p2 (AG)6 12 10954646 10954657 AGCGACGTAGTGACGGACTT CCGCCCCATGAAACTTATTA 213

Ai02B4140 Araip.B02 4140 p2 (TG)6 12 10964099 10964110 AGATGAGTGGATCGTGGTGA GGAACCAACTCCTAATCAGCC 274

Ai02B4142 Araip.B02 4142 c (AT)8ctttttaatttgtg(ATA)648 10966335 10966382 CCAATCCATATAGTCAAACCCC TCATGATTAATTATTTCTTTGTCTTGC 230

Ai02B4144 Araip.B02 4144 c (TA)10ttttaattggattcttgtactaattttgtgaaatttttaattagatctctatac(T)1084 10993545 10993628 TGGTTTAATTATTCTGCTCGTCTTT ATTTGGATCTTTGTACCAATTTTT 242

Ai02B4146 Araip.B02 4146 p5 (ATAAA)5 25 10994427 10994451 TGCAAAAATCTGAGGAGGAAA CTCGACTTTTCAAGAGTGCCT 146

Ai02B4152 Araip.B02 4152 p2 (TA)7 14 11002562 11002575 AAATAATGGTATAAGTGGCCTTCA CAGGAATCGGATTACACATGC 260

Ai02B4153 Araip.B02 4153 c (AT)7g(TA)11 37 11011914 11011950 ACCAAATTAATAGTACACCCAATTAAA TGCTAATGTTGTGATTGTAATTTTC 221

Ai02B4154 Araip.B02 4154 p2 (AT)6 12 11012205 11012216 TAAGGGGAACAATTTCGTGC GGTACGCTTCCGCATTATGT 208

Ai02B4155 Araip.B02 4155 c (ATA)7ac(AAT)9 50 11017914 11017963 TGCATGCCAGTTTCTACAACA CGTCATGAACTCAAGAATCTAGC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4161 Araip.B02 4161 p2 (TA)6 12 11032229 11032240 GGAGGCTTGGTGGTGAATAA CCAAGGCTGGTTGGAGAATA 270

Ai02B4163 Araip.B02 4163 p2 (TA)6 12 11038187 11038198 GGAGGCTTGGTGGTGAATAA ACTCAGCCTGCGAAGTCAAG 246

Ai02B4165 Araip.B02 4165 p2 (TA)6 12 11051348 11051359 TCAAAAATGCAACATCAATCAA TCACATGACACCTAATGTTTTGC 170

Ai02B4171 Araip.B02 4171 c (T)10atttcttagcgtgtttggtaaatttctagtagtaaaagtaaaagcactag(A)1070 11088778 11088847 TTAGTGCTTGTTTGGGCACT AAGATCTTTTTATCTATATTTGGGGA 264

Ai02B4172 Araip.B02 4172 c (A)10gtattcacttgatttttaccatc(AAT)1372 11092696 11092767 AAAAGGTATTTAGTAGTCTTGACGGC AAGTACTTTTCACGCGGACAT 162

Ai02B4180 Araip.B02 4180 c (T)10atttttgtgtccacttctaaacgaaggacactgatggacacgggaatagaaaggtggacttaggatttttaatgaaa(T)1097 11121958 11122054 GGACTGCATTTGTTTCTGTGG AAAATGGATAGGATTTTCACAAGA 270

Ai02B4181 Araip.B02 4181 p2 (TA)6 12 11122483 11122494 CCTAGAAGCCCGATGAAGAA TCGGTCTAAACTCCACAGGC 235

Ai02B4185 Araip.B02 4185 p3 (TCA)6 18 11135926 11135943 CGCTCGATTCTCTCTTGCTT TGATGAGTATGTGCAGAGCCA 235

Ai02B4186 Araip.B02 4186 c (GA)14gtga(GT)1052 11141068 11141119 GGACCAAAAATCTCTGAGCG TTTAGATCCGTTTGGTTTCTCTTT 239

Ai02B4187 Araip.B02 4187 p2 (AT)11 22 11143779 11143800 CCTGCAAAGCTAAGGCTGAC AAAGGTGAAGTGGCTTGGTG 139

Ai02B4188 Araip.B02 4188 p3 (TTA)5 15 11152248 11152262 TCATGGTTGGATCTGGAACA CATTTCATATCACATCCGTTTCA 136

Ai02B4191 Araip.B02 4191 c (T)10aatttttttatttttttta(T)23aaattttttta(T)31gatatatgtatcac(T)11119 11157069 11157187 TGAAATGTTACTGTTTTTAGTTTTCC TCAATCATTTGTCCACACAATACA 278

Ai02B4193 Araip.B02 4193 p2 (TA)6 12 11164900 11164911 TGGAATAGGATGTAAGATCCCG TTCTTTTCCAAGTGGTTCGG 212

Ai02B4195 Araip.B02 4195 p2 (AC)9 18 11168032 11168049 ATCACCCTAACCTAACCGCC TCGCAACCTTCTTCTCTCGT 118

Ai02B4196 Araip.B02 4196 p2 (TG)6 12 11168733 11168744 TGCTTGTTTGCGCATATCTC ACTTCTTGCAGGCCATGAAT 107

Ai02B4197 Araip.B02 4197 p2 (TG)6 12 11168961 11168972 TGCTTGTTTGCGCATATCTC AACCGACCGCAACTAACAAC 128

Ai02B4198 Araip.B02 4198 p2 (CA)6 12 11169718 11169729 AACCGACCGCAACTAACAAC TGCTTGTTTGCGCATATTTC 128

Ai02B4199 Araip.B02 4199 c (TA)6catgcataaatttcattttcttttcttttgtttcttcagaaggcttcgg(TAA)21124 11170675 11170798 GCTTATATAAAGGAAACGTGGCA AGGGGTAAGCTTCGTTTCAA 276

Ai02B4200 Araip.B02 4200 p2 (AG)6 12 11171369 11171380 CCATTCCCAAGGCTCTAACA AAAGTCACGGTCTCTCCCAA 232

Ai02B4202 Araip.B02 4202 p2 (TG)6 12 11177140 11177151 TGCTTGTTTGCGCATATCTC TTGACAATGAGCCTTTGCAC 238

Ai02B4205 Araip.B02 4205 p3 (TAA)14 42 11181495 11181536 GTTACCACCTTCGTTGCCAT GGGTGGAATATAACACCTCGAA 247

Ai02B4206 Araip.B02 4206 c (TG)6tt(TA)7 28 11184462 11184489 TGCTTGTTTGCGCATATCTC GGTGCCATGGTTTCTCTCAT 209

Ai02B4209 Araip.B02 4209 p3 (GCA)6 18 11190533 11190550 GTCCATGATAAAGCCGAGGA GATGGCCATTGTTGTTGTTG 275

Ai02B4214 Araip.B02 4214 p2 (CT)15 30 11218643 11218672 CGTTGAATTTATCTGCCGGT CGGAGGTGGTTTGTAGGAGA 142

Ai02B4215 Araip.B02 4215 p2 (TC)11 22 11219887 11219908 CCACCGGCATATCGTTTTAG CAACAACGTCTAGCGACAGC 221

Ai02B4220 Araip.B02 4220 p3 (TAA)7 21 11242822 11242842 TTGGCCTCATTCATTTTTAATGT TTGCAAGAAGAATAAATTGATCATAA 110

Ai02B4228 Araip.B02 4228 p3 (CTT)5 15 11263141 11263155 CTCCACGGTTGAAACCAACT GGGCTAGGAGTCCTTCTTGG 195

Ai02B4229 Araip.B02 4229 c (A)11cagtttatatagacctaggtaactaaaaagaaatcggccaatatcaac(A)1069 11264949 11265017 TGTTCATAAAGAGCCCACTCG TGTGGTGGTCAGTGGAGGTA 241

Ai02B4230 Araip.B02 4230 c (TAT)13tgatggtaaaaatcaagtgaatac(T)1073 11268381 11268453 AAGTACTTTTCACGCGGACAT AAAAGGTATTTAGTAGTCTTGACGGC 162

Ai02B4232 Araip.B02 4232 c (GAG)5gg(GGA)5 32 11274501 11274532 TAAAAATAGGTCGGGAGGGG AATGGCTTTTGCAGAAATGG 179

Ai02B4235 Araip.B02 4235 p2 (TA)7 14 11285307 11285320 ATTAGATTCAATGGGCGTGG TTGGGGTTTAATTGTGACGA 251

Ai02B4238 Araip.B02 4238 p2 (AG)6 12 11292078 11292089 GCCTTGGATGTTCACCCTTA AGGGATGAAGGGCTCAGATT 200

Ai02B4240 Araip.B02 4240 p2 (TA)21 42 11296106 11296147 ATGAGGCCTTCTCCTTTGGT TTTGGCGTGACCATAAAACA 171

Ai02B4241 Araip.B02 4241 c (T)11ctccttattttgag(A)1136 11300821 11300856 CTCAAGGAGCAATGGACAAA TGGAAAAAGCAAAACTCTCCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4250 Araip.B02 4250 c (A)10tttgatctatttttgttgataataacaacaaaaattataaacaaa(T)1065 11328409 11328473 TGGAAACGATTTTGATTTTGG TTTCGTGATTGTGTCTGCAA 256

Ai02B4254 Araip.B02 4254 p2 (TA)13 26 11333863 11333888 TGCCTTTATTTTTCAAACTTTTTCA TGGCATAAATTTCACCTCATTG 264

Ai02B4255 Araip.B02 4255 p2 (AT)6 12 11354885 11354896 AAACCACGTACACGAACAATG TTGCTTATTATTAGGCGCATACTTT 207

Ai02B4262 Araip.B02 4262 p2 (TA)14 28 11367239 11367266 AGGTTGCTAGTGCTGGACAAA TCGAATTTGTCTTATTTAACATTCA 246

Ai02B4266 Araip.B02 4266 p2 (TA)6 12 11371559 11371570 CATACATAAATTTTGATTTCGAGCA AGAAATGTAATTGACAAACAAAACA 235

Ai02B4267 Araip.B02 4267 p2 (TA)9 18 11387133 11387150 AGATTTAATGGGCGTGGTTG TGACGATAGAGAAGTAAAGGGC 251

Ai02B4276 Araip.B02 4276 p3 (TAA)10 30 11422152 11422181 CACATAGTCAAACCCCCACC TGCATTGATGTGTGGATGC 259

Ai02B4280 Araip.B02 4280 p2 (AT)6 12 11441748 11441759 CCTAATTTTTCCAACATGGCA CATAGTCCACCGGATTGCTT 232

Ai02B4283 Araip.B02 4283 c (T)13ctaattcaaattttgttttctttccaagtctagccaataaccattgatctcttacaataatggggccattgcttcg(ATA)7(GTA)10140 11454375 11454514 TGTAGCTGTTGCATGCCAGT TCAAGGATCTAGTTATGCGCTG 250

Ai02B4285 Araip.B02 4285 p3 (ACC)7 21 11455661 11455681 CAAAAATACCCTCCATCAGCA GCTTTTGATTCTGCTTCCGA 225

Ai02B4287 Araip.B02 4287 p4 (TTTA)6 24 11462709 11462732 AACCGAAGGATGGTTGGTAA TCCATTACATTTCGAGTACGG 280

Ai02B4294 Araip.B02 4294 p2 (AT)10 20 11495247 11495266 ACCGATCAAACCCAAAATGA GAAGGGGTTGGGTACCATTC 220

Ai02B4298 Araip.B02 4298 p4 (AATA)5 20 11504045 11504064 TGCTGCTCTTTTGTCACTCAA TTCTGAAAAGGTGAAAGTGTGTG 211

Ai02B4304 Araip.B02 4304 p2 (TA)17 34 11512736 11512769 TCGACTGGAGAATGGTGTCA ATTTTTCAATGCCCTTGCAG 262

Ai02B4305 Araip.B02 4305 p2 (CA)9 18 11515786 11515803 CCGCTGTCCTTGTTGTATGA TGCATGTTTATTAGTCTCCAATTTT 279

Ai02B4306 Araip.B02 4306 p3 (AAT)6 18 11516190 11516207 ACAGCAAATGTTAATGCGCT AAAAAGCCAGAAAAGTTGAATGA 224

Ai02B4310 Araip.B02 4310 p3 (CTC)6 18 11531306 11531323 GCGCAGGAATCTTACCAGAG ACCTCACCAGAAGAGCCAGA 233

Ai02B4313 Araip.B02 4313 p2 (AT)7 14 11541716 11541729 TGGACACCGATGACTTCAAA GATACCGGTTCTGGCCTTCT 273

Ai02B4317 Araip.B02 4317 p2 (AT)13 26 11548338 11548363 ATCCAACACAAACACAGCCA AAGCTTGGGTAAGGTGAGGA 219

Ai02B4319 Araip.B02 4319 p2 (AG)8 16 11556605 11556620 GGTGCTGGAGGCTTAATGTC TTTTGGGCACATGGAAAAAT 274

Ai02B4320 Araip.B02 4320 p3 (GCA)5 15 11558636 11558650 GTCCATGATAAAGCCGAGGA GATGGCCATTGTTGTTGTTG 272

Ai02B4322 Araip.B02 4322 c (T)15agccaataaccattgatctcttacaataatggggccattgcttctataa(TAG)579 11565918 11565996 TAGCTGTTGCATGCCAGTTT AAACATAAAATGTTCTGCGCTGT 191

Ai02B4323 Araip.B02 4323 c (T)10aattgagtccctgtacta(T)1038 11566442 11566479 GCATATGGTTTTCTTTTTCAATCC AGGTCCCTATAAAATTAAGCCAA 220

Ai02B4325 Araip.B02 4325 p2 (TA)6 12 11566755 11566766 TTTGCAAAACTATAGGGACCAA TGGCGCCAAGTAATAATTTTC 139

Ai02B4328 Araip.B02 4328 p2 (TA)8 16 11569148 11569163 TTTAACATTGCATTTGATTTATGCT TGATTGCCAAGATCAAGACG 177

Ai02B4331 Araip.B02 4331 p2 (GT)6 12 11584304 11584315 TCAAAGGCAAACTTAGGGTCA TGTGCCAAGGAGGTTTAAAAT 240

Ai02B4333 Araip.B02 4333 p2 (AG)10 20 11602811 11602830 AAGGAGTAAGGCCTGGTGGT CCCATAAACTCTTCCCCGAT 180

Ai02B4334 Araip.B02 4334 p3 (TTC)5 15 11604249 11604263 TGAGGAACCAAGAAAGCAAAA CCTGGATGATGATGAAGGGT 217

Ai02B4338 Araip.B02 4338 p2 (TC)6 12 11632372 11632383 GCCTTCCTTCTGAATTGTGC ACACAAAGGAGCGAGAGCAT 249

Ai02B4346 Araip.B02 4346 p3 (AAT)16 48 11663167 11663214 AGAACTGCCAGATTGAGCGT CGGTTAATGAATTTGAAAAACAAA 169

Ai02B4349 Araip.B02 4349 p3 (TGA)7 21 11669371 11669391 ACGTAGCGCATTGTCTTCCT TTCTTTATATTGCCGGTGGC 118

Ai02B4350 Araip.B02 4350 p5 (CCCGC)5 25 11678580 11678604 GTTCTCACTAGGGGTGGCAA GTGAGAACTAGGGGTGGCAA 197

Ai02B4351 Araip.B02 4351 p2 (GA)11 22 11679964 11679985 AAGAGAGTGGAGGTTGCGAA CTCCTCTCTCGTGCATCTCC 224

Ai02B4354 Araip.B02 4354 c (AC)9(AT)7 32 11688493 11688524 CAAGCCTTGTCACCAACAAA TTAGCTTCCGGAACTTGTGG 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4358 Araip.B02 4358 p3 (TAT)7 21 11713790 11713810 GCCATTTTATATTTGAGAGACATTTTT CATTTTCCGAACAACATTTCG 250

Ai02B4360 Araip.B02 4360 p3 (TGA)6 18 11716321 11716338 TGCTTGCTGCTTGTTTTGTC CCAACATGTGGGAACATGAA 276

Ai02B4361 Araip.B02 4361 p2 (TA)6 12 11718735 11718746 TTTGGTGCTTGTGTATGGTGA AACCCACTAATGCACCGAAC 227

Ai02B4362 Araip.B02 4362 p2 (TG)6 12 11729381 11729392 CTTCTTCTCCCTTGAGCCCT CCCTAACCCTAAATTCCCAAA 145

Ai02B4366 Araip.B02 4366 p2 (CG)6 12 11751325 11751336 AACCCCCTTCTCTTAGCCAC GTGATGGGCTAGCAAGCATT 216

Ai02B4369 Araip.B02 4369 c (AGA)5acaagaaagaaaacgtgagcagaggagaatgacgtagcctataacgcaagcagagaagaac(AAG)591 11765619 11765709 ATCAGCTTGATTCGTTTCGG CCTTCTTTTCTGCTTGCGTT 277

Ai02B4383 Araip.B02 4383 c (AGA)8agttgggcctaacacgtgcgttacagaaaagaagac(GAA)678 11819927 11820004 GCCTAACACGCACGTTACAG GGAGATCGAAGGCAAAGAGA 172

Ai02B4384 Araip.B02 4384 p3 (CTT)5 15 11820462 11820476 CACCAAAAATTCGTTGAAGTACA CGTTATTCTCGGTTTCCATTG 142

Ai02B4385 Araip.B02 4385 p3 (AAG)5 15 11820600 11820614 CCTCCTCATCTTCTGCTGCT CTCCTTCGTCAAAATCACCA 240

Ai02B4394 Araip.B02 4394 p2 (TA)8 16 11843339 11843354 TGATGATTATAATTGAGACCCAAA TCAGGGCCACAAACCTTATT 271

Ai02B4397 Araip.B02 4397 p2 (AT)6 12 11848426 11848437 TTTGGCATTTTGTGTCTGGA TCACCATTCATTTTCCACCA 184

Ai02B4398 Araip.B02 4398 p3 (CAA)7 21 11849234 11849254 GCAGGTTGTAATAAGGGAAAGC CATGTAGCCGACCCCACTTA 275

Ai02B4400 Araip.B02 4400 p2 (TA)7 14 11852191 11852204 CATTATGGTCCAACCTTGCAT AGAGACACCATGCCATACCC 227

Ai02B4401 Araip.B02 4401 c (T)10gaaaaaccgccacttaccacca(T)1042 11852885 11852926 TCGACACCTTAAAAGACAGCA CCTCATCAACAATTAACATTTCTTC 192

Ai02B4408 Araip.B02 4408 c (A)11gtgtttaattacttacgcattaaggtaatacaattagttattggatttcgcacggatagctgaaagtagggttgttaaaataacagtttaaaaaatacc(A)11121 11864994 11865114 AGTTTCACCCAATGCGAAAG GAATTCTGAAGCACCGCTTA 227

Ai02B4410 Araip.B02 4410 p3 (ATT)5 15 11868241 11868255 AGTCCCCATCTCATTTTTCG CCGCAGTAAAACCTTGGAGA 211

Ai02B4411 Araip.B02 4411 p3 (ATT)6 18 11868462 11868479 CTCCCTACACCTGCACCATT ACAACTGATCCGAGAGTGCC 273

Ai02B4413 Araip.B02 4413 p2 (TA)11 22 11875179 11875200 TGGAGCTGACCTAGACTCGAC TCATCGTTTGAACCATTGGA 266

Ai02B4414 Araip.B02 4414 p2 (TA)6 12 11876713 11876724 TGACAGTCGCAGGTCAAAGA AAAAGGACATTAATAATCCGGAAA 232

Ai02B4415 Araip.B02 4415 p2 (TA)6 12 11880668 11880679 TGACATTCACAGGTCAAAGGA AAAAGGACATTAATAATCCGGAAA 233

Ai02B4416 Araip.B02 4416 p2 (GA)7 14 11885502 11885515 AAAAGGGAAGAACAGGGGAA AAGCTCGTCGTTGCTCTCTC 233

Ai02B4418 Araip.B02 4418 p2 (CT)6 12 11888472 11888483 GCTTGTTGGCTTGTTAACCC AGATAGAGAGGGTGAGGGGG 122

Ai02B4419 Araip.B02 4419 p3 (TTC)23 69 11898662 11898730 AAACAGGACGCGAATTGAAG GCCAAATGGGACAAAAACAG 274

Ai02B4427 Araip.B02 4427 c (T)10a(T)10 21 11914723 11914743 GCATGAATGACCAATAATTCCA GACCCATCCTTATGCCACAC 150

Ai02B4434 Araip.B02 4434 p4 (TTGG)7 28 11938531 11938558 GCAGGGTAATTTTGAAGGCA CCCCTGATAATGTAAGGCCC 273

Ai02B4437 Araip.B02 4437 p3 (TTC)5 15 11941683 11941697 TATTCACGCGCTTCATATCG ACCTCAGCCACTTGATTGGA 275

Ai02B4438 Araip.B02 4438 p3 (TCT)5 15 11942155 11942169 TCTTCCTCTTCTTCCTCCTCA TGAATGTTAGTTCATTCTCTTCCAA 217

Ai02B4439 Araip.B02 4439 p3 (AGA)5 15 11942741 11942755 AAATGCAGCAACAACAGCAA GTGTCAACACGCGCACTACT 155

Ai02B4443 Araip.B02 4443 p3 (TTA)5 15 11964902 11964916 TCTGAGCCACAATGTTAGTGTTG TCAATTCGTTAACGTGGGTTT 272

Ai02B4444 Araip.B02 4444 p3 (GAA)5 15 11965335 11965349 CAAAACCCCATCGTCTCAAT GTGTCCATTGCCATAAGCCT 275

Ai02B4446 Araip.B02 4446 p2 (CT)23 46 11970411 11970456 AATGAAGATGGCCAAGATGC GCACACACATGCAAACACAA 201

Ai02B4448 Araip.B02 4448 p4 (AGTT)5 20 11981655 11981674 GACCAGACCAACCTCATCGT AACTCCAACCAACCAACCAA 254

Ai02B4450 Araip.B02 4450 p3 (ATG)8 24 11986835 11986858 CCAAGACCTTGCAACTGTGA GCATAATTGGCTCTTTGGGA 180

Ai02B4451 Araip.B02 4451 p3 (TTG)5 15 11987644 11987658 TCAAACTTGCAGAGGCAATG TCGGTGAGAATGGTGTTCAA 220
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Ai02B4452 Araip.B02 4452 p3 (ATT)5 15 11988232 11988246 ATCAAGCAAATGGCAACTGG CAAATCTAATCCAAAGTGCACAA 276

Ai02B4456 Araip.B02 4456 p3 (AAG)5 15 11994617 11994631 TCTCGGTGTATGTGTGCTGA TTCTTCCAAGTAATTTTGCAGC 254

Ai02B4457 Araip.B02 4457 p3 (AAT)50 150 11995589 11995738 TTGAGGTAAATCTTCCCAACC CAATTTGCACTAAGCCACAAA 264

Ai02B4459 Araip.B02 4459 c (AT)6ggtgattgaaggagacattaccggaata(T)1050 11996979 11997028 CATTGTCCCTTGGCTCTCAT CCTTAACCGCGTCTATGTGC 279

Ai02B4462 Araip.B02 4462 p3 (ATA)5 15 12006240 12006254 CGAATAAGTGTTTTAATCTTTGCG CAGAATTCATAAGAACCTCATCCA 227

Ai02B4464 Araip.B02 4464 p2 (AC)6 12 12010688 12010699 AATTTTAAAGGTTTGGCCCG TTCACATGAAATGCGTAGCC 271

Ai02B4467 Araip.B02 4467 p2 (TA)10 20 12021019 12021038 CCGCGAGTCGTGACTAGTTT CGCGTCGTAAAGCAAAAGTT 242

Ai02B4475 Araip.B02 4475 p4 (GGAA)5 20 12031791 12031810 CTGAGAGCAATGGGGTTTGT CCAGCCAGCAGCTAAAATCT 167

Ai02B4484 Araip.B02 4484 p5 (AAAAT)5 25 12088133 12088157 GAGAAACCGTGGAAACATGG TGGGGTAATTTTGTCCCCTT 217

Ai02B4485 Araip.B02 4485 p2 (AG)6 12 12089524 12089535 AGCGATTTCTGGACCCTTTT TGAACCTGGAATTGAGAAGGA 227

Ai02B4491 Araip.B02 4491 p2 (AT)11 22 12102188 12102209 GGGATGAAAGCAAGAAGCAC TGGAAAAAGGAGAATAATTGAATG 133

Ai02B4492 Araip.B02 4492 p3 (AAG)5 15 12104274 12104288 AACAATATGGTCCGTGACAGG AGCAACGTTTTTGCAACCAT 279

Ai02B4494 Araip.B02 4494 c (ACC)8atcaccaagaacatcaagcaacagcaacaacataataccatcaa(CAC)789 12114419 12114507 CTTCACCTTTCTCACCCCAC CAGATCCGCGAATTTGTTTT 275

Ai02B4503 Araip.B02 4503 p2 (TA)6 12 12122925 12122936 TGGTCTTGGTTTCTTGATTAAAGG CCGTTAGGGTATTCTTGGCA 216

Ai02B4504 Araip.B02 4504 p3 (TAA)8 24 12128807 12128830 TCACAACAAGCTCTGGCAAC CTGGGTTATAAGGTGACAATGC 211

Ai02B4515 Araip.B02 4515 p2 (AT)29 58 12178703 12178760 GCAAACATGTCCTCACCAAA AGCCCTTGATGGTTCTTCAC 236

Ai02B4516 Araip.B02 4516 c (A)10caatggtcactgtcctatttttagctaaaattataatatttttattaataaaaatgttggaatataaccaagtactttaa(T)11101 12179483 12179583 CTGCTCCTCCGAATCAACTC CAAAATCACAACATTAGAACCTTCC 259

Ai02B4517 Araip.B02 4517 c (TAT)7cttttaattttcacaatgaaaagggtccaaactcaatatttctactaaaaagatataatacttttgttatgatacgtacttatttattaagatata(AT)6129 12181029 12181157 TTGAAAAGTGGGCTACCACC CACAAATATGTACCGAAATAATGGA 255

Ai02B4521 Araip.B02 4521 c (T)12cagta(T)10 27 12195712 12195738 AGGTCCCCCTCACTCTCCTA TAATCATTGATCTGCCGGGT 272

Ai02B4527 Araip.B02 4527 p3 (TAA)7 21 12203424 12203444 TTGATGGCTACAAATTACAACCC TTTTCCCCTCAAGATTCCCT 245

Ai02B4528 Araip.B02 4528 c (CAT)5ctcatctgcttcagcatgaaacaagggggagaaaaccatgagcgaaaataaaataaaataaaaattattactcattaatttcttgaag(A)11114 12203716 12203829 TGGTCCCCATCCACAATAAT TTTTCTTTTCCCATCCATGC 247

Ai02B4530 Araip.B02 4530 c (TAT)7tggttttcactctaagctgagttccaaagaggatattatta(TTG)5tttccactattctc(ATG)7112 12205035 12205146 TTCCTCACTAAGCTCCATCTCA TTGCTCTTGTTGGAACCCTC 251

Ai02B4531 Araip.B02 4531 c (T)10cttttgttaattttgattctataactttatgttagatcaaatagaaagagaataag(A)1480 12206120 12206199 TGGTGCAACATGTAATGCAA GGTGTCCAGCTTTGCTTCTT 178

Ai02B4532 Araip.B02 4532 c (A)14gaagacacaacattaggagaagag(AGA)553 12208795 12208847 CGAAATTATTGAATGATGGCA AATCCACTGGTTGATCGGAG 275

Ai02B4533 Araip.B02 4533 c (T)10ctttcttagtttttatttattttcttttaagtcaccaaaaaaaaagaaaaaaaaataagagtatcgaag(A)14c(A)10104 12209692 12209795 CGGGACTGCTTTTCTTAAACA CAAAAGGGAGCAGTTACAAAAA 280

Ai02B4535 Araip.B02 4535 c (AT)6aaggaaacctcgtattattaattaaaaacc(T)1052 12211132 12211183 TTTTTGTAGACCCTGGAAATTTAATA AAATCAATTGAAAGCACCTTGA 214

Ai02B4538 Araip.B02 4538 c (GAG)5aaacgcg(A)1234 12218793 12218826 TCCTCCTCCTCATCTTCTGC AACGACTTCTTCTTTTTCTTCGAT 239

Ai02B4553 Araip.B02 4553 p3 (ATC)5 15 12246718 12246732 CGGTTTCCCAAGAATTTGAA CCACATGGGAAGACTTGGAG 233

Ai02B4554 Araip.B02 4554 p2 (GA)7 14 12247471 12247484 CGTCACTTGGCATGAGACAT TGCACTTAGCAGCTGAACCA 114

Ai02B4556 Araip.B02 4556 p3 (TTG)6 18 12256553 12256570 CTTGCCCTGCATAATGTGTG CATTCCCCTCCAAGAGATCA 268

Ai02B4560 Araip.B02 4560 p3 (TTA)6 18 12263394 12263411 CAAGGCCTACCTAGAGAAAGGA TCACTTGGATTTGCTGCACT 204

Ai02B4563 Araip.B02 4563 c (AT)6acttaatattctttatataacattttagcc(A)2062 12273362 12273423 TCACAACAATAGCACATTAGAATTGA TGTTGTCAAAGCCAAATTAGAAA 280

Ai02B4566 Araip.B02 4566 p2 (CA)7 14 12275826 12275839 CACAAGATGCCAGAGCAAAA TCCAGAACTGCTTGATTGTGA 185

Ai02B4568 Araip.B02 4568 p3 (ACC)5 15 12277903 12277917 TCGAAAACTGGAGCTCACCT CAGCCTCGTCTCTCTGCTCT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4570 Araip.B02 4570 p3 (TAT)13 39 12285104 12285142 GCAATTGCGTATTGAATTTGG TCGCTTGTAGAGCAATGGAA 268

Ai02B4572 Araip.B02 4572 c (T)10cattatacttttattatgcttctattatgagaatttagtttatgtaggctaaaagttg(T)11at(A)1091 12292600 12292690 CACGTTGGAAGGGGAATAAA GGATAGGCGCCCATATAAAA 231

Ai02B4578 Araip.B02 4578 p3 (TAT)5 15 12301364 12301378 GCTCTGAATGATGAGCACGA GCGTAATATTGGGGGTCAAA 272

Ai02B4579 Araip.B02 4579 c (GT)9aaaccgctactggcagtagcggtttac(GT)861 12301646 12301706 ACGTGTGTGGGTGTGTGAGT TCCCCCTCCATTTGTGAATA 271

Ai02B4581 Araip.B02 4581 p2 (AC)8 16 12306862 12306877 AGATACCTCGGACTCGCTCA TGGCAGTAGCGATTTACGTG 238

Ai02B4587 Araip.B02 4587 c (AT)7(AG)11 36 12328457 12328492 GCCCCTGGAAGTACGTGTAA TTGTGGCTTCGTGTGAATGT 179

Ai02B4590 Araip.B02 4590 p3 (TGA)5 15 12353408 12353422 ATTCCCAAATTGGAACCTCC TATGGTTCTTGTTGTGGGGG 231

Ai02B4592 Araip.B02 4592 p2 (GT)6 12 12365353 12365364 ACTCACAAGGGCACGAAAAC CCATTCAACACAACACACCC 235

Ai02B4593 Araip.B02 4593 p3 (AGA)23 69 12366556 12366624 ATTTTTGGGTTCCTTCACCC GATCCGCCACTTCTTCTGTT 252

Ai02B4604 Araip.B02 4604 p2 (TA)7 14 12416420 12416433 CATTCTCTTCACCTGTGCCA CAATGTACGTAAGCAAGGCG 113

Ai02B4605 Araip.B02 4605 p3 (ATT)5 15 12419411 12419425 ATTTCAATAGTGCCCCACCA GTAATGCATGCGAGGGTTTT 276

Ai02B4610 Araip.B02 4610 p4 (ATAA)5 20 12426397 12426416 TGGTGCCTTTTATCATCCCT TTGCCATACATAAGTGCTGGTT 229

Ai02B4614 Araip.B02 4614 p2 (GA)11 22 12433398 12433419 GACCAGTGTTTTAGGCCATGA AGGGTGTCACCATCACCATT 222

Ai02B4615 Araip.B02 4615 p3 (AAC)5 15 12433716 12433730 TTTCAGCTTCTGGTGGCTCT GAACCGGTTGAAAAACTTGG 161

Ai02B4616 Araip.B02 4616 c (AGA)5caatgtagaagc(AG)741 12433944 12433984 CAACCGGTTCAGACAATGTG AAAGGGCCTCGAGAGATAGC 231

Ai02B4617 Araip.B02 4617 p2 (GA)22 44 12434118 12434161 CAGGCAAGGTTCGCTATCTC TGTGAAAGTGGGTGACCAAA 170

Ai02B4618 Araip.B02 4618 p3 (AAT)5 15 12437384 12437398 TCAACAATGGCATAACAAGTCT CGATCCAATCCAATCCAAAC 273

Ai02B4619 Araip.B02 4619 p2 (AT)7 14 12443042 12443055 TTTAGTTCGTATTGTGTGCAAGTTT CACATTGACACATTTTGCCAC 266

Ai02B4624 Araip.B02 4624 p3 (AAT)9 27 12472554 12472580 TGAACCTGTCAACTTGCCCT ACATGATCGATTTGAAATTAAGACT 234

Ai02B4627 Araip.B02 4627 p2 (TG)11 22 12490076 12490097 TCCTTAGTGATCCACACATTTGA TGAGTGGATAAAGCTGGAGAAA 234

Ai02B4634 Araip.B02 4634 p3 (TGA)5 15 12499591 12499605 ACCATGAAGAGGACAATGCC TTTGATTTCTTCCCACTGGC 116

Ai02B4638 Araip.B02 4638 p3 (TCC)5 15 12507448 12507462 TGGTTCCGCTTCGTATCATT GGTTCGAGCTTTCATGGGTA 152

Ai02B4640 Araip.B02 4640 p3 (CCA)9 27 12510010 12510036 GTGGCGAAAATCAAATTCGT GTGGGGTTAAGGTGTTGGTG 213

Ai02B4642 Araip.B02 4642 p3 (TAA)5 15 12511120 12511134 TTCTGACCTTACCCAAACCG GTGGGTGCTTTCTCTTCTGC 241

Ai02B4644 Araip.B02 4644 p2 (AT)6 12 12520921 12520932 GATCCGCAGATCCGTACAAT TGGGCTTGTGATTTTGTGAA 212

Ai02B4646 Araip.B02 4646 p2 (TA)7 14 12525260 12525273 TGCGGGTTCGAGTCTCTTAT GGTAGAGTGGTAAATCATTGGCA 225

Ai02B4647 Araip.B02 4647 c (T)13aaatgacaaacagctaaaactctttttgtagccaattgatcttggcactactaaataggattcatactttagtagttggtcatagacc(A)13114 12525745 12525858 CCCAGCTCATGACCCAGTAT TTCTTGCTGGCGAGTAGAGC 279

Ai02B4651 Araip.B02 4651 c (T)10aaaatgctttttatgtctatgtttttgcaatgagcatgtggttggtggatctgcttttataaagttaaatttcctttttcctttaaaac(A)10109 12531394 12531502 TCAAGCGAACTTGTCACACA CATATGTGGCAGCAGGAAAC 223

Ai02B4653 Araip.B02 4653 p3 (TTA)6 18 12540588 12540605 GAAGAGTTGCGGACTTGCAT GGCACACACCCGTAATTTTT 279

Ai02B4655 Araip.B02 4655 p2 (AT)8 16 12541500 12541515 TTCAGTATCGATTTTGGGGG TTCGGTTCAGGTAATTGGGT 278

Ai02B4660 Araip.B02 4660 p3 (AGA)5 15 12550949 12550963 GACTTGGATGAGAGCGGAAG TTGGTTGGAGGTCTCACACA 275

Ai02B4665 Araip.B02 4665 c (AAT)18a(GTT)1497 12556639 12556735 GTATTTAGGCATAGGATGAAATAAAAA CAGCCACTGTGGTTTGCTTA 268

Ai02B4666 Araip.B02 4666 p3 (ATT)6 18 12557092 12557109 CATGTCTTCACATACATATTTCATCA AATGAGATTCCCCCACCTTC 276

Ai02B4669 Araip.B02 4669 c (T)10aaaaatgt(A)1028 12561399 12561426 GGTCGAATTTTCAGGTTGGA TGGTTAAATTTATCGGGCCA 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4670 Araip.B02 4670 p2 (AT)10 20 12563275 12563294 CCGGCAATTAAACATTAGTCATC AAACCCAAATGTAAAAGACCAA 245

Ai02B4675 Araip.B02 4675 p2 (CT)10 20 12568967 12568986 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGGGGGAAGTGAATTTTCG 233

Ai02B4676 Araip.B02 4676 p3 (TCT)6 18 12574576 12574593 ACACATCTCCCTCCATCTCC GGATCTCTTGATTTGCAGCC 247

Ai02B4685 Araip.B02 4685 c (A)11ttaactagagaaaaattt(A)1039 12610319 12610357 TTCAGAGGGGAAATCGACAG GTGATTGTTGGTTCGTGTGC 232

Ai02B4687 Araip.B02 4687 p2 (AT)6 12 12618888 12618899 GCCAATTTTTATTTCGCGAGT ACACGGGATTTGGAAGAGTG 236

Ai02B4688 Araip.B02 4688 c* (A)11(AT)7* 24 12620416 12620439 TTCAAGAAGAAAGAGGGGAAAA TGCTAAAACTAAACAAAAACCAATG 271

Ai02B4691 Araip.B02 4691 c (GAA)6aaaaaagaagaagagcgcgaacagagg(AGA)560 12637287 12637346 AAAACGCGAATGGAGAAGAA CACGCGTCTCATATAACGGA 212

Ai02B4692 Araip.B02 4692 p2 (TA)7 14 12644825 12644838 TGTGCGAAATTCTCTCTCAAA AACGCCCCCATAACACTGTA 186

Ai02B4706 Araip.B02 4706 p2 (TA)9 18 12693610 12693627 TTTAGTTCATCGATATTTTTGGC GGGAGCCACTCAGACGTTTA 156

Ai02B4708 Araip.B02 4708 p2 (TA)9 18 12694612 12694629 TCATTGTATATGTCACAAGGGG TCCAATCAAGTTTAAAGCCCA 273

Ai02B4709 Araip.B02 4709 p3 (CTG)5 15 12703514 12703528 GTTGATGAGGACATGGCTCC TTTGTCATCAAGGAGGGACC 261

Ai02B4711 Araip.B02 4711 p2 (AT)9 18 12720037 12720054 CATGGATGTAGAACTTTTCCG AGAGGATTGATAAGCCAACGA 240

Ai02B4712 Araip.B02 4712 p2 (AT)8 16 12725685 12725700 TTTGAAAGAGGTGAGAAAACCT TTAAGCCACGAGAGACCTCA 280

Ai02B4717 Araip.B02 4717 p2 (TA)39 78 12730588 12730665 GATGATCTCTGTTAGGCGGC GAAACCTATCGCGAAGTCCA 248

Ai02B4718 Araip.B02 4718 p2 (AT)12 24 12749683 12749706 AGCCCTGTGACACAACACTG TTTCTTCCCTCGTCTTCGTT 189

Ai02B4719 Araip.B02 4719 c (GC)6acatgacgcgtacgcgtcactctcaaaataagccatc(CG)661 12752791 12752851 TACGCGCACTTACAGCATTT AGGGAGAAATGGAAGGAGGA 277

Ai02B4722 Araip.B02 4722 p2 (CT)6 12 12755341 12755352 GACGATGATGAAGCACGAGA GGAAAGGGGAGACCAAAAAG 110

Ai02B4724 Araip.B02 4724 p2 (TA)19 38 12776659 12776696 TCGCAGGTCAAAGAAAACTCT TGACATTAATAATCCGAAAAGATCA 249

Ai02B4725 Araip.B02 4725 p3 (ATA)5 15 12776854 12776868 TGATCTTTTCGGATTATTAATGTCA AACCATTGCCCTCTTTGTTG 239

Ai02B4727 Araip.B02 4727 p4 (TAGT)8 32 12779278 12779309 TTTTGGCAACCCAGGTTAGT TCAGACAATTTCAAACAACTCCA 265

Ai02B4728 Araip.B02 4728 p2 (TA)7 14 12788131 12788144 CATGATTCTTGCCTTGGCTT ACGTTGATTCCTTGTTTGCC 270

Ai02B4731 Araip.B02 4731 p3 (TAT)5 15 12794149 12794163 TCGCACTCAGCTTTGTGTTT CTTCCCTTCCAAATTCAATCA 157

Ai02B4735 Araip.B02 4735 p2 (TA)10 20 12800601 12800620 CTATTAGGCGGCGTTTGGTA TTTAGCCACAGAAAAGCCCT 237

Ai02B4739 Araip.B02 4739 p2 (TA)14 28 12806285 12806312 TCAAAATTCGAAATCTGCCT GAAATTACAATGGTTGCATTTGA 227

Ai02B4743 Araip.B02 4743 p2 (AG)8 16 12814140 12814155 GAGTTGGCATGTGCATTGTT ACTCACCCATCCCACCATTA 257

Ai02B4745 Araip.B02 4745 c (T)10attgatttaattattctattggtccttatagtttagtgaaaactttaattaggttcctatactttttctttttaattgggtccctgtatcaa(T)10caattaagtctttacgttttttttcgttttctttatttgagtctctgcaccaa(T)12177 12821412 12821588 CGAATTAGCCCGTAAGTTGAA GGCTTAATTGTATAGGGACCCA 273

Ai02B4747 Araip.B02 4747 c (T)10ctttttc(A)11 28 12830528 12830555 GATCTTGCTTCCTCGGTGAG CTTGGAGTCCCGACAACCTA 151

Ai02B4748 Araip.B02 4748 c (GAA)5gcagcagcagaaatcttacaacttcacgagcttcaccattccgacctcattctcttatcttcttcaaatccaacttcaactaatg(CTT)5115 12836125 12836239 AGCCCATTACTTAGAGGCCC CTCGTTTTGCGAAGAAGGTC 245

Ai02B4750 Araip.B02 4750 p3 (ATG)8 24 12841400 12841423 TTTGTTGTGTTTCTGCAGCC TGCAAGCCACTACCACCATA 254

Ai02B4753 Araip.B02 4753 p2 (AT)6 12 12845765 12845776 GTCTAAGACAACAAAAATCAGTTATGA TTAGAAATCAACTCGAAAGAATGTT 279

Ai02B4758 Araip.B02 4758 c (TCC)6tcaagaacatgatgcttcatcatcaaccatgtctccagag(AAT)779 12875802 12875880 TTGCATGGAAATGGCAGTAG GAAGCTGTTGTGAAGTGGCA 166

Ai02B4760 Araip.B02 4760 c (AAT)6aacaataatggtggtggctcccaaacaggaacagatgatagtccaccaatttctccttctcaggatgagtatgatgatgatcttcttaaggtactctctt(TC)10138 12876366 12876503 TCACCACCATTAACATCAGGA CAGTGCCTAACCAACCTGCT 237

Ai02B4762 Araip.B02 4762 p3 (TCA)6 18 12878527 12878544 AATCCAAAGACCAATGACGC GCATGGAGTTGAGCATTGTG 262

Ai02B4769 Araip.B02 4769 p6 (TGTTAT)5 30 12891393 12891422 CTTGATTCGGAACTGGGAGA TCCAGAAGTGGAGCCAAGTT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4771 Araip.B02 4771 c (AAT)8gataatgataatgataatg(ATA)558 12893348 12893405 GCCTAAATGTTTTGTTGGTCTATG AAAATATTAAAGTGGGGTGGACA 153

Ai02B4774 Araip.B02 4774 p2 (AT)6 12 12894531 12894542 CATTGTAAAAATTCCTTTACCTAGTCA AAAATGTAAGATTAATTTGTTGTCGAA 259

Ai02B4777 Araip.B02 4777 p3 (GAT)5 15 12915473 12915487 ACCAGCGATCCATGCTAGTC CCCACCGCTTACTCCTCATA 194

Ai02B4778 Araip.B02 4778 p3 (CAT)5 15 12923721 12923735 TGGTAGTTCCCACCGCTTAC CGTATGCATCTCCAACTCCA 163

Ai02B4782 Araip.B02 4782 p3 (TAT)5 15 12936061 12936075 TAGCAGATTCGTGTGAGGGA ACTCACAATAATGCACTCGCT 240

Ai02B4783 Araip.B02 4783 c (T)10cttttttgttatttttcagacac(A)1043 12942072 12942114 GGAGCCCGGGAATACTATCT GTTGATTTTGAAGTAAAGCAAGTTT 142

Ai02B4784 Araip.B02 4784 p2 (CT)7 14 12945358 12945371 AAATCGTTCGAACACGGAAG GGCTCATGTGCGGTTTATTT 216

Ai02B4795 Araip.B02 4795 p2 (TA)6 12 12982849 12982860 CGAATCCTCCACACTTGGTT TTTCCGGTCATATTAGGCCA 190

Ai02B4796 Araip.B02 4796 p2 (TA)10 20 12983708 12983727 TGGAGCAAATTCCTGAGAGG TTAGCCATTTGGGAAACTCG 158

Ai02B4803 Araip.B02 4803 p3 (TGA)5 15 13004674 13004688 CAACAGAGATGGATGCATGG TATTCAACGGTGGAAGAGGC 186

Ai02B4805 Araip.B02 4805 p3 (TCA)5 15 13008473 13008487 TTTCATTGGAGAAAGCTCTGC TCCCTTGCTTGTATTGGACC 183

Ai02B4808 Araip.B02 4808 p2 (TA)6 12 13017621 13017632 AACAAAATCCTGCCTCTCCA GCGTTCTAGGATTGCCTCTG 275

Ai02B4809 Araip.B02 4809 p2 (AT)9 18 13018029 13018046 TCTCCGTCAGCATTTCACAG TTGCTTGTGCATTAACTGGG 144

Ai02B4813 Araip.B02 4813 c (A)10ttcccaagttcataataactaataaaacggaaagagtacataaagagtacgcaaagataataaaattgtgaaagaataatg(A)12103 13026827 13026929 AAATTTATTCAAATCAATAAGTCACCC TTTGATTTTATCTTTCATAGGCCA 237

Ai02B4820 Araip.B02 4820 p2 (GT)8 16 13053273 13053288 GGCATAATTTTTACCTAATTGTAGCA TCGTAGGCCGTTAGGTATGAA 202

Ai02B4824 Araip.B02 4824 p3 (TCA)5 15 13069712 13069726 ATGTGGTCTGCCATGAGACA GCAGCTCAAGGAGGATGAAG 226

Ai02B4829 Araip.B02 4829 p3 (ATA)9 27 13093770 13093796 TTTTTAATTGTGCTTGCAATGG CTCTGCTCCTTCGCCTAATG 279

Ai02B4830 Araip.B02 4830 p3 (ATT)5 15 13093922 13093936 CGAAGGAGCAGAGCAAGAAT TTGGCTTACTCTCTTATCATTCCA 230

Ai02B4832 Araip.B02 4832 c (A)10tttgccaaaatgtttttaaaaattttgaataaaagtgaatg(A)1263 13113931 13113993 TTTGAGAAATAGGTGATGAATTGG TGCTGTCATTATTTTGGTGCTC 210

Ai02B4834 Araip.B02 4834 p2 (TC)9 18 13115543 13115560 ACCCGTGAATGATGTATGGC GGGCTTAGCTTCTTGGGTTT 182

Ai02B4838 Araip.B02 4838 p3 (AGA)5 15 13128514 13128528 TGGTGCTGTGCTACAAGGAG TCTTCCACTCTCCCCATCAC 146

Ai02B4843 Araip.B02 4843 c (T)12cctgagtctccttgcacaccttttcctcatcaaatcccccatg(T)1368 13133400 13133467 TTGCCTTGCTACTCCCATCT TTGAAAAAGGCATGGCAAAT 193

Ai02B4845 Araip.B02 4845 p3 (ATT)5 15 13133760 13133774 CAATTTCTCTTTGCACACTCAA TGCTGGGAACATTATGCCTT 280

Ai02B4846 Araip.B02 4846 p3 (CAA)7 21 13134000 13134020 GGCATAATGTTCCCAGCAGT CCAGGGAGGCTTCTCTTTTT 188

Ai02B4850 Araip.B02 4850 p2 (TA)9 18 13143993 13144010 TGAGACGTTTTTGGATCATTCTT CACACGTGTAGTTGTCTTCGTG 215

Ai02B4852 Araip.B02 4852 p3 (TAA)6 18 13144501 13144518 CAATCCCTCTTCCTTTTCCC GCACTGTTGGATTGTGGTTG 275

Ai02B4853 Araip.B02 4853 p3 (TGC)5 15 13144699 13144713 CCAAAACCCCAGCAAGAATA CCAACTCCAAGTGAGGCATT 204

Ai02B4854 Araip.B02 4854 p3 (AAC)6 18 13144901 13144918 AATGCCTCACTTGGAGTTGG GCCGTTGTTATCTCCGGTTA 198

Ai02B4857 Araip.B02 4857 c (A)10ttaaaaagagaaatgaaaggggggaaatgggtataattttaagaaattaatggagac(T)1077 13149256 13149332 GATATCCAACCCCATCCAAA GGTTGCGTCACTTGCTTCTT 204

Ai02B4858 Araip.B02 4858 p3 (ATA)15 45 13149955 13149999 ATCTCAAAGGATGCCACCAA CACCTAGTGAAATGAACATCCG 159

Ai02B4860 Araip.B02 4860 p4 (TTTC)6 24 13150783 13150806 CCCTCTGCAGAAGAAGAAGC TGGAGTGGATTGCATTGTGT 262

Ai02B4865 Araip.B02 4865 p2 (AT)6 12 13160265 13160276 AGCTAACCACACACCAACCC TGTTCAACATAAGAGGCACGA 256

Ai02B4867 Araip.B02 4867 c (T)10cttttaattgagtccttacactaa(T)1044 13161707 13161750 CCGGTTTTAAATTGGTTTTTCA AAAGTTGGTGTAGGGACCCA 223

Ai02B4869 Araip.B02 4869 p2 (AG)6 12 13170342 13170353 AAAAGGAACGCTAACCAAGGA CGTTAGCCTCGTTTCTTCTCA 220
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Ai02B4882 Araip.B02 4882 c (T)12agttgggtccctataaaattaagccaattactactaagaaggacttaattg(A)1073 13208230 13208302 AATTGAGTCCTTGCACCAAA TTTAATTGGGTCCCTACACCA 176

Ai02B4884 Araip.B02 4884 p3 (GAA)5 15 13214323 13214337 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 260

Ai02B4885 Araip.B02 4885 p2 (AG)6 12 13216727 13216738 ACAAGGGTGAGGAGAGCAGA TTTTGTTTGTTGCTTATCTTTTTCA 248

Ai02B4887 Araip.B02 4887 p2 (AG)6 12 13220587 13220598 CGTGACAAACAGAACCAACG GGTAAACCCACTCGGTGAAA 254

Ai02B4889 Araip.B02 4889 p3 (CTT)5 15 13222672 13222686 TGACACGGTGGACACAACTT TTTCACTCTTGCCAAAACCC 262

Ai02B4891 Araip.B02 4891 c (A)12cgaacaaacatcagtacctctcacaaaagaag(A)10g(A)1267 13230351 13230417 CAGCAAAACACAAAAGCGAA TTCTTCTTCCTCGTCGTCGT 225

Ai02B4892 Araip.B02 4892 c (A)10cgccgcgaagaactttcaattttttcacgaatctggagggatttcgaatcgcaatc(TGG)581 13230614 13230694 ACGACGACGAGGAAGAAGAA TGCGATTATTACAGCTCCGA 257

Ai02B4895 Araip.B02 4895 p2 (AT)6 12 13261931 13261942 GCAAGGTGATGATGATCAAGG TATCTCCCATTTTGGCAAGC 234

Ai02B4896 Araip.B02 4896 c (AT)6(AG)10 32 13262693 13262724 TGTTTGTTGAATGGAATGTTGA TTCTCCAGCAAGAACAATCATTT 253

Ai02B4898 Araip.B02 4898 p3 (TCC)6 18 13267539 13267556 CGTCACCACCACCACATTTA AAAAATTTAGGACCAATTCACCAA 235

Ai02B4904 Araip.B02 4904 p2 (AG)7 14 13275764 13275777 ACGTGCTTGGTTGGAAAATC TCTCCGAAGGTTCATTCCAC 249

Ai02B4911 Araip.B02 4911 p2 (TA)7 14 13297200 13297213 AAAGCAAAGACCGTATTAACCAA TGCTCAAACACCTCAAACAAA 238

Ai02B4917 Araip.B02 4917 p3 (CAG)5 15 13308113 13308127 TTCAACATCCTCCAATGCAA TGAGAGAGTGGTTGGTGCTG 196

Ai02B4918 Araip.B02 4918 p3 (GAT)5 15 13308496 13308510 ATCATGGTTTCTGCCTTTGG TACACAGGATGCTGCTGAGG 265

Ai02B4919 Araip.B02 4919 p3 (ACC)5 15 13309081 13309095 TTCTTGGTGCTCAACACAGC CGGCACCGTTCTAAGGAATA 216

Ai02B4921 Araip.B02 4921 p3 (CTT)6 18 13312329 13312346 CCACTTTTTCTCACCGGTCT CCCCTAATGAAAGTGGGGTT 171

Ai02B4923 Araip.B02 4923 p3 (CTT)6 18 13320404 13320421 CCACTTTTTCTCACCGGTCT CCCCTAATGAAAGTGGGGTT 171

Ai02B4925 Araip.B02 4925 p2 (AG)7 14 13329434 13329447 CTAGTTTTCAGTCGGACCGC GTTATCGTCGCAGCTTCCAT 177

Ai02B4926 Araip.B02 4926 p3 (AAG)7 21 13329611 13329631 ATGGAAGCTGCGACGATAAC TGAGAGGCTGAGAGCACAGA 215

Ai02B4927 Araip.B02 4927 p2 (AT)7 14 13333492 13333505 TGTCTTTGAATTTGGGGCTC GTTGGTACCAGTGGCAAGGT 245

Ai02B4930 Araip.B02 4930 p4 (AAAT)6 24 13346658 13346681 TCTTTTTCGTTCAGCATCCC CGGAAACACCAAACTTAATTTCA 154

Ai02B4932 Araip.B02 4932 p2 (TA)6 12 13356685 13356696 CCTGATGATTTGTTGTTGAGTG TGCAAGAATCATGTAATATTTTGAGA 235

Ai02B4937 Araip.B02 4937 c (T)11ct(TA)6 25 13360410 13360434 GGTCCTGATGTGTATGACGG TGGTACATGCATCAAGTTGGA 159

Ai02B4938 Araip.B02 4938 c (A)10tgtttttagctttatgtttattgattataggcgtaaagtattatttataaaactg(T)1378 13363266 13363343 TGATGACACACAAATTTGAAACTG GAATCTACTTTCAGTGCTGGGG 273

Ai02B4941 Araip.B02 4941 p2 (TA)8 16 13374081 13374096 TTTGTTGTATGACGTGTAACTGGA TTCTTTATTCCCGAAAACGG 230

Ai02B4946 Araip.B02 4946 p2 (AT)6 12 13379130 13379141 CATTAAAATTGCAAGTGATGGC GTCGGATTTAATCTGCCGTT 236

Ai02B4949 Araip.B02 4949 p2 (AT)6 12 13385958 13385969 CGGATTTGGTAGAGAAGAGGC TCAAACATAATTAAATGTTGTCCTGT 240

Ai02B4955 Araip.B02 4955 p3 (GGA)5 15 13397271 13397285 AGACACCTCAAAGGCCTCAA ACATGTCCTTCTCCGACCAC 194

Ai02B4960 Araip.B02 4960 p2 (AG)6 12 13468091 13468102 GCGTGATAGAGCGTCACGTA TCCTAAAACCTAGAGAGAGGAGAGA 218

Ai02B4961 Araip.B02 4961 p3 (CAT)7 21 13469149 13469169 TCATGGCATTCAAGTCCAAA ATTGCGATGGCCAATACTTC 237

Ai02B4963 Araip.B02 4963 p3 (TTC)19 57 13480144 13480200 CACCCCACAGTCGTTTGTTA TGAAGAATGCGAGCAGAGAA 171

Ai02B4965 Araip.B02 4965 p3 (TCC)5 15 13480593 13480607 ATCACAAAGGCCACCAAAAC GCGCGAATTTGAAAGAAGAA 129

Ai02B4966 Araip.B02 4966 p5 (AATTG)7 35 13481823 13481857 TTGAATCGAATTGAATGGAATG TGCAGAATAAACCGAACACAG 265

Ai02B4967 Araip.B02 4967 p3 (AGA)18 54 13482385 13482438 AACGTGAAGAAGAAGGCGAA CGCGCATTAATGAGAGTGAA 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B4971 Araip.B02 4971 p3 (ATG)10 30 13486045 13486074 TCGTTTCCTTTGCCAAGTTT GAAACGTTCATTGCAGAGCA 280

Ai02B4973 Araip.B02 4973 p2 (TA)6 12 13488146 13488157 TTTTTATAACCAAAATCAGTCACCA ACACATGCCTCGTCCAAAGT 256

Ai02B4975 Araip.B02 4975 p2 (TC)65 130 13491227 13491356 CAACTTTCTCCTGCCGAGTC TGAAACTGAAACTGCAACGG 264

Ai02B4976 Araip.B02 4976 c (AT)6aaaagactataaaacaatgaacttttaactaaattaaattgtat(TTA)777 13493417 13493493 ACAAATCAAAACACATAGAAGAAAAA TCTCTACTGCTCTCTTTTACCCTTTC 269

Ai02B4979 Araip.B02 4979 p2 (TC)6 12 13499407 13499418 GGTTCCCGGTTTTGATTTTT TGAGCGGGAGAGAGAGAGAG 231

Ai02B4980 Araip.B02 4980 p2 (CT)9 18 13499539 13499556 GTCATCGCCGAACTCTTCTC GACGAACAGAGACCAGAGGC 199

Ai02B4983 Araip.B02 4983 p2 (TC)17 34 13501297 13501330 GGTGCTCTTGCCACTCTCTC CAGATGCAAAGGCAACAAAA 164

Ai02B4991 Araip.B02 4991 p2 (AT)8 16 13524660 13524675 TTGGGCGATTGTTTATTTCA TTTTGGGCATTGCACTATGT 223

Ai02B4994 Araip.B02 4994 p2 (GA)17 34 13529131 13529164 CCTGAGAGAGCGAGAGAAATG GCGCCACTTTTTAGATTTCG 196

Ai02B4996 Araip.B02 4996 p2 (GA)14 28 13533789 13533816 TCCGAGAGAGGGAGAGAGGT AATTTTGAATTTTGCGTCGG 276

Ai02B4997 Araip.B02 4997 p3 (ATA)5 15 13534441 13534455 GAAGTCACGGATTGGAATCTT CAATCCCTTGTGTTCGCATA 196

Ai02B4999 Araip.B02 4999 c (AGA)5aatgtaccttccaagctaggaataattcgaagttgtt(GGGAGA)582 13534842 13534923 CACCACACTTTTGCCATCAC AAATCTCTCTCTCCCCGCTC 235

Ai02B5003 Araip.B02 5003 p2 (TA)7 14 13551737 13551750 CCACAACACCTCTTTTTCTCC ATTGCGAGTTCGAGTTTTCG 143

Ai02B5007 Araip.B02 5007 p3 (GAT)5 15 13566301 13566315 TGGGCATCATCACAGTTCAT CCTCCATTTTCTTCCCCTTC 237

Ai02B5008 Araip.B02 5008 p3 (AGG)8 24 13574490 13574513 GCGGAGGGTAGAATACGTGA AACCGCTGCTAAACCAGAAA 220

Ai02B5010 Araip.B02 5010 p2 (TA)6 12 13576527 13576538 GCAGCGCAAGATGATGAC TCATTGTATGTCCCTCTTTGGA 280

Ai02B5012 Araip.B02 5012 p2 (AT)10 20 13581701 13581720 ATGTTAACCCTAGCAGGGCA TCTTCAAAACAAAGGCCCAC 271

Ai02B5019 Araip.B02 5019 p3 (CAG)5 15 13591574 13591588 CCCTTTCGCCCTCTTTATTT ATAAGCCACGTGCTCCAAAG 274

Ai02B5025 Araip.B02 5025 p4 (TTTA)6 24 13617519 13617542 AAACCGCTCATGGAGTTTTG AAATGCTATTTTGACCAAATGTGA 247

Ai02B5029 Araip.B02 5029 p2 (TA)12 24 13618997 13619020 TGTTTGCTTATTCCACAGGTACA TTTTGTTAAGAAATGATAAGATGTTCA 270

Ai02B5034 Araip.B02 5034 p3 (ATT)10 30 13627759 13627788 TGACAAATCAAAATATGTAATCCGA TCAAATAATAATTAGCGGTGAAAA 265

Ai02B5036 Araip.B02 5036 c (T)15ctttcttagtttttgttttttttcttttaagtcacc(A)1263 13631758 13631820 TCAGCGAGATTGCCTTTCTT TGGCAAAGTTTGGGACTAAAA 173

Ai02B5038 Araip.B02 5038 p3 (ATA)8 24 13638776 13638799 CCATAACCTGACCTTCAATCAA GCATTTCATCACGGTTTTCA 238

Ai02B5042 Araip.B02 5042 c (A)11tcaaaatttgttaaatagcaatgttcaacctattcatttgt(TA)6acagctactctatcatgtaat(A)1095 13653076 13653170 TTTCCAGTTCCAGGTTTTCC GACAAACTGAAACCACCTTCAA 207

Ai02B5043 Araip.B02 5043 c (GAT)5aatgaagaaaaagaaagaggagaaggagttttga(GAG)564 13654750 13654813 TTTCTTTTCCCCTTCTTCTTCC ACATCACGCGCTTCTTCTTC 245

Ai02B5050 Araip.B02 5050 p2 (AT)6 12 13667988 13667999 ACAAAGGGGAAAATCCCAAC CTTTGTGCTTAAAATCGGGG 265

Ai02B5055 Araip.B02 5055 p3 (TGA)6 18 13673289 13673306 TGAGGGTGGGACATTTTTGT AGGTTTGAACCTTGAGGCAA 238

Ai02B5056 Araip.B02 5056 c (AAC)7aataac(AAT)645 13673989 13674033 GGATACCGCAGAGAACCAAA TGTTTCTCAACGCAAAAGGA 168

Ai02B5058 Araip.B02 5058 c (TTAT)5ttcaatacaatgattgtga(T)1251 13674917 13674967 TGCCTCATCCCATTTAATATTTTT TTTGCGATGTCATAATTTTGTT 279

Ai02B5062 Araip.B02 5062 p3 (TTC)12 36 13679433 13679468 ACACCCCGCTTGTCTTACAC AAACGCGAAAAAGGAGAACA 179

Ai02B5064 Araip.B02 5064 p5 (TGAAT)5 25 13680717 13680741 AAACAGGAGAGCGATTTGGA TGGGTGAACGAAACATAATCC 232

Ai02B5065 Araip.B02 5065 p3 (AGA)13 39 13681250 13681288 GGAATGTGAAGAAGAAGGCG ATCGTGCTAGCGAGTGGTCT 189

Ai02B5067 Araip.B02 5067 c (A)10gaaggaaaaagaggatgctggcgaggagcagtaccgtcgttgtggctgcgatcaaggagg(GA)682 13686046 13686127 TGCACATGCTCACCTAACCT CTTTTTCTCGCTCACCATCC 211

Ai02B5068 Araip.B02 5068 p3 (AGG)5 15 13686438 13686452 CATCTATTGGATCCGCCACT ACCCGAAGATAGCAGCATCA 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5072 Araip.B02 5072 p2 (AT)6 12 13694682 13694693 TGGAGGATAACATCAACATTCTTT GTGTTTATTATTCACTACGAGAATGC 261

Ai02B5084 Araip.B02 5084 p3 (AAT)5 15 13720558 13720572 AAAGCTTCTCCCTCCCCATA TCTTCTTGTTGTTCCCTGGC 253

Ai02B5086 Araip.B02 5086 p2 (AC)9 18 13721783 13721800 TTTTGGGAAAATATTGGTTGAAA CCGAAATCCATTATTATACAACACA 229

Ai02B5088 Araip.B02 5088 p2 (TA)7 14 13726282 13726295 TATGCCTTTCCATGATGGCT TAAACGCTTGCATGATTCCA 142

Ai02B5089 Araip.B02 5089 c (TCT)6cctctttcgttatcgtcatcaccaacaatatcaacattttgctaatttctttattagttctgg(T)1091 13728969 13729059 CGCACGCAGATTCTTCTTCT GGTTCACTTGATGCTGCTGA 255

Ai02B5090 Araip.B02 5090 p3 (AGG)6 18 13729311 13729328 TCAGCAGCATCAAGTGAACC TCTTTCAAATTTGCACACGC 205

Ai02B5093 Araip.B02 5093 p2 (TA)6 12 13734606 13734617 ATAAGATATGGGTTAGTTTGGTTTTT AAGAACCCAATTGAAAAGAAGAA 193

Ai02B5100 Araip.B02 5100 p2 (GA)6 12 13746812 13746823 CCAAAGCAACGCTCACTTTT CGGCAGAGAGTTTGAGAAGG 224

Ai02B5101 Araip.B02 5101 p3 (GAT)6 18 13755105 13755122 CCCTTCCTTATGGCATGTTC CCACATCCTTAACAACCCCA 269

Ai02B5102 Araip.B02 5102 p2 (AG)6 12 13756284 13756295 TAAAATCCAAGCCCAAGGTG TGCATGCAAAAGGAAATGAA 242

Ai02B5106 Araip.B02 5106 p3 (ACC)5 15 13769742 13769756 GAGGATTGCAGTGCCAAAAT TGCACCTTTAAAACCTTGCC 279

Ai02B5108 Araip.B02 5108 p2 (CT)6 12 13772750 13772761 TTTCTTACCTTTTTCAAAACCACC GAACACAGATGGAAGAGGGG 252

Ai02B5110 Araip.B02 5110 p3 (ATA)27 81 13784104 13784184 CCTTCAGAGTTTCGTCACCAG GGCTAAGAAATTTGGGGCTT 280

Ai02B5111 Araip.B02 5111 p2 (CT)17 34 13784663 13784696 GAAGAAAAGGGTTTCGGGAG AAGATGTCATGCGCAACAAG 236

Ai02B5112 Araip.B02 5112 p3 (AAT)9 27 13787521 13787547 TATGCATAGCAGCCACGTTT AAAATCAGATCCAAATCACGA 259

Ai02B5113 Araip.B02 5113 p3 (TGA)5 15 13794552 13794566 GGTCGTGGTGGTTCTGTTTT TGCCAAAAGATCCTAATGCC 196

Ai02B5114 Araip.B02 5114 p2 (GA)6 12 13795199 13795210 GGTACTGCTGGCAATGGAAT CGAGTTTCCCCTCTCTCTCC 153

Ai02B5121 Araip.B02 5121 p3 (AAC)6 18 13816414 13816431 ACTCTTCTCCCTCTCTGGGC TTCGCCCTCCTAACACTGAC 135

Ai02B5122 Araip.B02 5122 p3 (ATA)21 63 13816740 13816802 GCAGGGCTAATTAGTGTCGG TGCAAAACATGGTATGGAGG 259

Ai02B5128 Araip.B02 5128 p3 (GTG)5 15 13835793 13835807 GGTTTCCGGCACTGTTCTAA TTCTTGGTGCTCAACACAGC 216

Ai02B5132 Araip.B02 5132 p2 (TC)12 24 13848274 13848297 ACCGTGTTGCAGCTTCTTCT GGTCCAGTCCGATTTTTCAA 118

Ai02B5135 Araip.B02 5135 p3 (GTT)21 63 13852161 13852223 AAACCCCTACAAAGAGTTGGC GAAATAAAACCTGCAAAAGCG 241

Ai02B5138 Araip.B02 5138 p3 (TCT)5 15 13863538 13863552 CAAATCTAGTGGCGGGACTC GACGGAGGGGTAGGTCGT 275

Ai02B5141 Araip.B02 5141 p3 (GTG)5 15 13887273 13887287 CGGCACCGTTCTAAGGAATA TTCTTGGTGCTCAACACAGC 219

Ai02B5149 Araip.B02 5149 p2 (AG)8 16 13907290 13907305 TGATCCCTCCAAAGTGCTTC TTGATGTGGTTTGATTTGGG 172

Ai02B5155 Araip.B02 5155 p3 (AAT)12 36 13917041 13917076 CAACGATGACATGAGAAAAGGA TGAGCAAACAATTTAGGCTATCTC 267

Ai02B5158 Araip.B02 5158 p2 (TA)7 14 13924572 13924585 CCTTCGCCATTTCAAACTGT GGAAAATTCACTCTCTCTTTCAGC 240

Ai02B5164 Araip.B02 5164 p3 (TAT)8 24 13937435 13937458 CCACTTCCACTTTATTTCTTTTGAA TTTGTCTTTCGGGTAAACATTACA 272

Ai02B5166 Araip.B02 5166 c (TA)8(AT)7 30 13938763 13938792 AAGACACATCCATGGTTGAATAGA GATTGAAGTTGCTGATGCCA 277

Ai02B5169 Araip.B02 5169 p2 (TA)9 18 13946103 13946120 CCTCATAATAATGTTCCTACGGC AATTGTGCATTGCCATCATC 267

Ai02B5170 Araip.B02 5170 p2 (AG)6 12 13946239 13946250 ATGATGATGGCAATGCACAA TGGTAGTGCGGAAGAGAATG 261

Ai02B5172 Araip.B02 5172 p2 (AG)16 32 13968865 13968896 TGGTCCGCTAAACTCGAAAC TCTCCATTGCCGAGACTACC 251

Ai02B5174 Araip.B02 5174 p3 (TAA)8 24 13973123 13973146 ATTACTCTGGCCCAGCTCCT CAATTGTGGGACACAGAGACA 199

Ai02B5179 Araip.B02 5179 p2 (TC)6 12 13982865 13982876 AATGTCTCCCGTCAGTCCAC AGTATCCCCTGCAACCAACA 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5183 Araip.B02 5183 p2 (GA)6 12 13989020 13989031 AATTGTGTTGGTGGGTTTCC TCTCCGTCAAGCTCCTGTTT 152

Ai02B5184 Araip.B02 5184 p2 (GA)6 12 13993729 13993740 TGGAGCAGCCTATTTCCACT TCCATGGAAGCTCCTTGTTC 187

Ai02B5186 Araip.B02 5186 c (AG)6caaaagaagattag(GA)740 13997475 13997514 ACCAGACAACATTCCCCTCA TTACTGGCGCCCTAACACTC 257

Ai02B5187 Araip.B02 5187 p2 (AT)7 14 13997804 13997817 AGCATGCTGGGGAAAGACTA AAACGTTGGGACAAAAACGA 279

Ai02B5190 Araip.B02 5190 c (A)14gaaaaaacttgttgagtgtgttattttaggacacataaccctgatacaattaaaaccttgtatggactggaaatctacctaagtgttaaaagac(T)10118 14001108 14001225 GAGATTTTATTTTTATCCAATTTCACA GCATCCCCCTTCTCCTTAAA 234

Ai02B5199 Araip.B02 5199 p4 (TATC)5 20 14016239 14016258 TCGGGTAAATTTGATGAGCC GCATAGAGAGAGCAGGGGAA 104

Ai02B5207 Araip.B02 5207 p3 (TTG)5 15 14058283 14058297 TTTTATGGGGGATTTGTTGC ATACCGGAGTGGCAGAACAG 231

Ai02B5209 Araip.B02 5209 p2 (GC)6 12 14071939 14071950 AGCCTACACTACGCCACCAG GGGGCTCAACTCTCTGTGAA 163

Ai02B5210 Araip.B02 5210 c (GC)7caacacacgctaaagcaatctctggtacttcgtccagagagttatgccacccctgtgcctctcctgtgcccccagcccatggacgcgcacgcgacatgt(GC)7127 14072071 14072197 TTCACAGAGAGTTGAGCCCC TCTTAAAGGTGGCGTCGAGT 273

Ai02B5214 Araip.B02 5214 p3 (ATA)26 78 14080305 14080382 TGGTTAAATGTTTGGGCCAT AAATCGTTACAGCGTCTGGG 248

Ai02B5218 Araip.B02 5218 c (T)10aaaaatgaaaaaagggtattatttttcccaacatgatttctgaactttaatttcctaaatacga(T)1084 14094685 14094768 CAAATCACTTGCCAGGTGTG GGCGAACTTGCCAATTTTTA 220

Ai02B5224 Araip.B02 5224 p2 (AT)6 12 14113293 14113304 TTCTAATCGGCCTCGTCTTC GCACTCGAAATGCCAAAGAT 146

Ai02B5225 Araip.B02 5225 p2 (TA)6 12 14113556 14113567 TGTGGTAGGGTGTTGCATGT GAGAAAAAGAAGGGTTCGGG 168

Ai02B5226 Araip.B02 5226 p3 (CTT)6 18 14121542 14121559 TCCCTCATTCCCCTTTTACC GAACCCAGTAGGCAGTAGCG 191

Ai02B5227 Araip.B02 5227 p3 (GTT)5 15 14121970 14121984 TTTGTTTGTTGGTTGTTTTTGTG CCAATGATGAGGTGCTTTTG 238

Ai02B5230 Araip.B02 5230 p4 (TTGT)5 20 14125449 14125468 CCATGCAGTTAATTGATTTTGG TAGCCTGCATCTTGTGCATC 205

Ai02B5234 Araip.B02 5234 p2 (AT)10 20 14141693 14141712 TCAGCTATTGTGGCTGTTGC TTAGTTGGCCGAACAGAAGG 205

Ai02B5235 Araip.B02 5235 p3 (AAC)5 15 14142732 14142746 GAAACAACCCACACCACCTC TCGCGTTTGCTAGTATGGTG 207

Ai02B5238 Araip.B02 5238 p2 (CT)7 14 14148803 14148816 TTGTTTCTTAACTTTTTCAAAACTACC TGTGAGGATAGAAGGGATGTGA 276

Ai02B5239 Araip.B02 5239 p3 (TTC)6 18 14151814 14151831 AACCACATCTCCCTCTCCCT GCTTTTGTCTTCCCTTTCCC 186

Ai02B5240 Araip.B02 5240 p2 (AT)12 24 14155841 14155864 TCTTTTCTTCTCTATCGTTATAGGGTT GCTATCAGAGTAGCGCAGCC 219

Ai02B5241 Araip.B02 5241 p2 (TC)6 12 14158330 14158341 TTCAAAACAACAAGCAACGG TACTCATTTGAACCGTCGGA 170

Ai02B5243 Araip.B02 5243 p3 (AAT)5 15 14164394 14164408 GCAGGAAAGCAGAGGTTCAG CAGGCTTCAACATGCTTCAT 252

Ai02B5245 Araip.B02 5245 p2 (CT)6 12 14165297 14165308 TGTTTCTTATCTTTTTCAAAATCACC ATGAGATGGGGGAGGGATAA 217

Ai02B5246 Araip.B02 5246 p3 (TAT)7 21 14165627 14165647 TTCGAAAATTATCCCTCCCC TTTTTGTCCTTGCTCCTGCT 243

Ai02B5247 Araip.B02 5247 p2 (TC)7 14 14167394 14167407 TGGCATGGGTCTCTTCTTTC TATTGGGTCTGCTTATGGGG 255

Ai02B5248 Araip.B02 5248 c (A)10tgagagaaaaaaaaacgagtgtgaagaatcaggagaaagctggagagaataagaaaaaaggggtttaaatgggggcatgtgccccacgtgactaatactc(T)11121 14172218 14172338 TGGAACAAAAATGATAGAAGGAAA CAAAAATAGAACAAAAAGAGTGCC 278

Ai02B5250 Araip.B02 5250 c (T)11gaaaaatgttagtgattttcgaaaattaagatttaaaaattaaaaaattaataaattaaaaagaaattttgaaaaagggggaagatattttcgaaaatt(AG)6122 14177360 14177481 CGAATTTGGTGATGATGTGAG TGTTTCTTAACCTTTTCAAAACTACC 280

Ai02B5253 Araip.B02 5253 p2 (CA)6 12 14188981 14188992 AACGTGAACCCCAAACACAT CGCTTTGGTCTCTCCAATTT 265

Ai02B5254 Araip.B02 5254 p2 (CA)6 12 14189277 14189288 TCGTAAATCAACGGTGGTGA TCGCTTTTTCGAGAGTGACA 156

Ai02B5255 Araip.B02 5255 p2 (TA)8 16 14189482 14189497 AGACTCAACCTGCGAAACAAA ACCATGCTGAGAACCTTTGG 261

Ai02B5259 Araip.B02 5259 c (A)11gg(A)10 23 14198183 14198205 TGAGAGGTAGAGAAACAAACCAGA AACCTACCCTACCCATTGCC 117

Ai02B5260 Araip.B02 5260 p2 (TA)6 12 14215304 14215315 AAAAGAGGCAAAAGATGGCA GCAAAATTTGGAATCTGGCT 262

Ai02B5261 Araip.B02 5261 p2 (CA)7 14 14225472 14225485 CTCACCCTGAATTGCCCTAA ACCAGTAACCAGCGATCCAG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5264 Araip.B02 5264 p3 (TAA)5 15 14247316 14247330 TTTACTATTAGGCATTCTTGTAATCAA GCCTTAAGCGAAATAAAGAATCA 164

Ai02B5267 Araip.B02 5267 p3 (AAG)6 18 14251585 14251602 TAACACGCGCGTAACTGAAC ACAGAAGGAGATCGAAGGCA 231

Ai02B5268 Araip.B02 5268 p3 (AAG)14 42 14252248 14252289 TGTGGTGTTGATGACGATGA TATATTCACGCCGTTTCACG 144

Ai02B5274 Araip.B02 5274 p2 (TC)7 14 14271622 14271635 TGCCATCAAGTGAAGGAAGA GAGAGAAGGGCTAGGTTCCG 279

Ai02B5275 Araip.B02 5275 p2 (CT)7 14 14273018 14273031 TTTAGTTCGGGTTGGACCTG TCAAGCAGCAGTGTTTACCG 225

Ai02B5281 Araip.B02 5281 p2 (TA)21 42 14284717 14284758 GGTGAGACTGATGGAACGGT CGTCTCATCTCCGCTAATTTTC 274

Ai02B5289 Araip.B02 5289 c (AC)7agagagagaa(AG)7aaat(AG)1368 14317154 14317221 TCTTTATGTGTCAGAAGAAAAGAAGAA TTCGAATACTCGCTCTCTCTCA 218

Ai02B5291 Araip.B02 5291 c (TTAT)5tgaatattttttg(T)1245 14325403 14325447 AAATTTGCATTGGGGTAATTTT GAAAATTGTGGGAACATGGG 217

Ai02B5294 Araip.B02 5294 p2 (AT)7 14 14356624 14356637 GGAATCCGAGCACCTAAACA GCTGAGGATGGTGATGGTTT 232

Ai02B5304 Araip.B02 5304 p2 (TG)8 16 14372878 14372893 TTGAAAATGAACTCGGAGGG CGAACTAAGGGAGATGCAGG 172

Ai02B5310 Araip.B02 5310 p2 (GA)7 14 14387125 14387138 TCTCTAGGCCAGGAACAAGG GGGTTTGATCTCCTTACGGTT 203

Ai02B5314 Araip.B02 5314 p4 (AAAT)6 24 14396634 14396657 TCAAAAAGAGAAACAATAAAATTGGA CCCATTTTTCAAGGCTCCTA 254

Ai02B5315 Araip.B02 5315 p2 (TA)11 22 14396984 14397005 AAGGCTGGCTGGAGAACATA CCTCTGGTTCTCACCCCATA 236

Ai02B5316 Araip.B02 5316 p2 (TC)11 22 14404065 14404086 CTCCCTCCTCTGCTACATCG TGTTGAAGCCACACAAGGAG 186

Ai02B5317 Araip.B02 5317 p2 (AT)11 22 14408731 14408752 GAGTTAAGGGTGTAAAATTAAGAGACA CAACAAAGAGGACAAGACAAACA 195

Ai02B5318 Araip.B02 5318 p2 (CA)7 14 14421723 14421736 CACACTCACCTCACCCACAC CCCCTCTCTCAGATCTCCCT 140

Ai02B5320 Araip.B02 5320 c (T)10ccaaatttacacacgcaggttcttcttcttcccttcttcttctcctcctcctct(TTC)579 14426793 14426871 GTGACCCCTTCTCCTTCTCC AGAAGAAGAACTTGCGTGTGC 160

Ai02B5330 Araip.B02 5330 p3 (AAG)5 15 14444103 14444117 GGTGAACCGAAATGCTCAAT GCGCACGTAGGTTCTTCTTC 236

Ai02B5331 Araip.B02 5331 p3 (GAA)6 18 14444436 14444453 ATTCGGTGGCCTCCTTTTAC TCGCATTTTTCTTCTCTGCTC 252

Ai02B5332 Araip.B02 5332 c (GAA)6gagtagagcat(AGA)544 14444555 14444598 GAGCAGAGAAGAAAAATGCGA CAACCCCTTATGCGTTTGTT 206

Ai02B5333 Araip.B02 5333 p2 (AT)6 12 14444844 14444855 GAGGCGCGTCTGATTAAAGT TGCGTGAATTTGAAACAAGTG 244

Ai02B5334 Araip.B02 5334 c (TTC)12ttacacccctgatgctacgtcttcctctttttctctttttttttattatttttcactttcgttaccgttat(CAC)7128 14444960 14445087 CACAAGCTTCTTTTCCTGCAC CGAAAACAAGCACACAAACAA 229

Ai02B5335 Araip.B02 5335 p2 (TA)7 14 14445759 14445772 TGAGAAGAAGCTGCGTGTGT ATTTCGAAACTTAAGCCGCA 272

Ai02B5336 Araip.B02 5336 p3 (AAG)5 15 14450979 14450993 AAACAAAGAAAAAGAAGAACACACA AGCAGCAGAAGATGAGGAGG 274

Ai02B5338 Araip.B02 5338 p3 (AAG)5 15 14451328 14451342 CCTCCTCATCTTCTGCTGCT CAAAAATGTTTCCTTTAATGCTG 240

Ai02B5343 Araip.B02 5343 c (A)13gtggtcattcacataataattt(A)1045 14466593 14466637 ATTGGCAAAACAGTCCCTGA TTTGATAATTTTATGCAAGCGA 273

Ai02B5345 Araip.B02 5345 p2 (TA)7 14 14471782 14471795 TAATGGTGCCACACTCGAAA AGCTCCTCAATTTCAGCCAA 254

Ai02B5349 Araip.B02 5349 p4 (GTTA)5 20 14478644 14478663 CCAAACACCATCGATAACCA GCATGAAGAACTCAAAACCAAG 273

Ai02B5352 Araip.B02 5352 p2 (TA)6 12 14498422 14498433 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 267

Ai02B5356 Araip.B02 5356 p4 (TTAT)6 24 14514246 14514269 CCTAGCTCCCTAGAATTCCCC CATGATGATACAATGGAAATTTGG 262

Ai02B5358 Araip.B02 5358 c (T)11gaatctgaaaaataaacataacttatcaatgcacatggattttttattatttttctgttttg(T)1588 14524432 14524519 TGGGGTAATTTTGTCCCCTT GAAATTGTGGGAACATGGGT 224

Ai02B5359 Araip.B02 5359 p4 (TTAT)6 24 14537519 14537542 TGTGCATTGATCTTTGAATTCTT GGGAAATTGTGGGAACAAAA 229

Ai02B5360 Araip.B02 5360 p2 (AG)6 12 14587070 14587081 CACACGCATAGCTTTCCTCA CCTCTCTTCATCCGCAAGTC 138

Ai02B5361 Araip.B02 5361 p4 (GAAA)5 20 14624044 14624063 TCTTTTCCTTCCCCAAACCT GTGACGCACTCCTTCTCCTC 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5364 Araip.B02 5364 p2 (AT)6 12 14640888 14640899 GTGCAAAACTTGCGAAGTCA GGAGCGTTGGAGAGAACTTG 245

Ai02B5365 Araip.B02 5365 p3 (GTA)5 15 14643209 14643223 TCGACGTAGTTATACCCCGC TGTTGTAACACTCCCTGCCA 230

Ai02B5368 Araip.B02 5368 p2 (CT)6 12 14646713 14646724 AAATTTGGTTTTCAAATCTTTTTCA GAGATGAGAGAGGGAACTTTCG 274

Ai02B5372 Araip.B02 5372 c (CT)10aattttcgaaaatatctccctctttttcaaaatttctttttaattaactaattattttaatctttgattttaattttcg(A)11110 14662693 14662802 TTCTTATCTTTTTCAAAACCACCT GGGTTCGAATTTGGTGAGTG 280

Ai02B5376 Araip.B02 5376 p2 (GC)6 12 14672350 14672361 CCCCATTATATTGACGTCGG TGTCAATCACAGTGGAAGCC 272

Ai02B5378 Araip.B02 5378 p2 (GC)6 12 14673900 14673911 GCAAGTGTGCTCCCCATTAT GAGAGTTAAGCCAACCCCAA 169

Ai02B5384 Araip.B02 5384 p2 (GT)11 22 14718651 14718672 TCTGTTCTCCCGATTTCTGC CCTGAAACCAACCTCCTTCA 155

Ai02B5385 Araip.B02 5385 p2 (AT)7 14 14721648 14721661 GGTGTAAATACACAAAACTTAACGC CAACCCGTATTCACATTATTCG 155

Ai02B5388 Araip.B02 5388 p2 (AT)18 36 14735257 14735292 TGAAGATCTTGGGAATTGGG TTGGGGTATTTTGTCCCCTT 224

Ai02B5391 Araip.B02 5391 p2 (TA)11 22 14752553 14752574 AAAAGGCCAAGGAAAGGAAA TGCACACCTTGTGAATTCGT 239

Ai02B5393 Araip.B02 5393 p2 (TA)8 16 14761799 14761814 ATCAACAAAAGTTGGACGGC AAAACAGCAGGCACCATCAT 226

Ai02B5394 Araip.B02 5394 p2 (TC)13 26 14762089 14762114 AAAAGGCAACCCTAATGGCT GAACGACAGACAGCAAACGA 145

Ai02B5395 Araip.B02 5395 p3 (TAT)23 69 14768552 14768620 GAGATTAAAATTTTTGAAGACGGG GCAAAGCTAAGTTCGCCAAA 268

Ai02B5398 Araip.B02 5398 p3 (TAT)6 18 14796195 14796212 GACCTTACAATCCACCCCCT TACGCTCCATTCAATCCCTC 216

Ai02B5400 Araip.B02 5400 p3 (TCT)6 18 14806313 14806330 TTTGTATGGTGCGTGTTCGT TGGAAGGGAAATGGTTGAAG 175

Ai02B5402 Araip.B02 5402 p3 (CTT)5 15 14811959 14811973 TGATGATGACACACAAGCAAA TGATTTTGCAGCATTATGTGTTT 270

Ai02B5404 Araip.B02 5404 p2 (AT)7 14 14815231 14815244 GTTCGATTCGGGTAATTGGA GGATATCGGTTTTGGGGTG 280

Ai02B5405 Araip.B02 5405 p2 (AT)6 12 14816315 14816326 ATGGGACTATTCCCCTTTGC CCATCCACTTCTGAACCTGAA 256

Ai02B5406 Araip.B02 5406 p2 (AC)6 12 14824643 14824654 GAGTAAGCACCCAATTCCCA AGCCAAATTTGAGCCTACGA 217

Ai02B5407 Araip.B02 5407 c* (ATTT)7(TTA)5* 41 14830813 14830853 CAAGTCAAGAGGCACCAAAA GCCAACCCCTTCTACCTTTC 272

Ai02B5411 Araip.B02 5411 p4 (TTTA)6 24 14840030 14840053 CCAATGGAGGGTATGCAGAT CCTTACCACTTTCTCTCTCCTCA 248

Ai02B5412 Araip.B02 5412 p2 (AT)7 14 14842779 14842792 ATCAAAATGTCACGCTTCCG GCTTTCCCTCGCCTTTATCT 263

Ai02B5413 Araip.B02 5413 p2 (CT)7 14 14845931 14845944 AACATGGTGGCTATGGAAGC GAAATCTAAAAATAATGAGTTTGGGC 234

Ai02B5415 Araip.B02 5415 p2 (TA)7 14 14859286 14859299 TTCACAAATCACCAACCCAA CCATGGCCTTTCATTTCAAC 263

Ai02B5416 Araip.B02 5416 p2 (CT)6 12 14859567 14859578 AAATGAAAGGCCATGGTGAA GGGAGTGGATTCTCTCCATTT 187

Ai02B5419 Araip.B02 5419 p2 (TC)7 14 14875823 14875836 AAAAAGAAATGAAGAAAAAGAGTCC TGGGATTTGGTGGGGTAGTA 168

Ai02B5421 Araip.B02 5421 p3 (TTG)6 18 14887990 14888007 ACATGACAGAGCACAATGGC AAATTTTGTCAGCTAAGAAGACTAGGA 261

Ai02B5423 Araip.B02 5423 p4 (TTTA)5 20 14891951 14891970 AGGGCCCCAAATATAAGCAT ATTGCATCACACACCACACC 277

Ai02B5424 Araip.B02 5424 p2 (TA)7 14 14895498 14895511 TTAACAAGTCCACATGCCCA CCAAGACCCTTCTTGCATTG 252

Ai02B5428 Araip.B02 5428 p2 (GT)6 12 14907063 14907074 GAGCTCTTCACAAGGAACGC TAATGAATCCATGCAGCCAC 173

Ai02B5429 Araip.B02 5429 p3 (GAA)5 15 14909677 14909691 GAAGTGGCAGAGATTGGAGC CCAAACAAACCAAGCCAATC 233

Ai02B5432 Araip.B02 5432 p2 (TA)6 12 14916266 14916277 TGCGTGTATGTGTATGCGTG ACATCCAATAATTCTCAATAAAAAGTT 217

Ai02B5436 Araip.B02 5436 c (A)10gtgtccctaatacagagtaaa(AT)1051 14923971 14924021 AAAATGACTACTTCCAGTTTACCATT AACAGATGAAGTTTCGTTCAAAAA 253

Ai02B5438 Araip.B02 5438 p2 (TA)15 30 14929606 14929635 CTGGGCTATGCCCTTGAATA TATTTGGAAAAAGGCGACCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5442 Araip.B02 5442 p2 (TA)9 18 14953050 14953067 GCGGAGTGGTTACAGGGTTA AACAAGCTCCTGACTCAGCC 220

Ai02B5443 Araip.B02 5443 p3 (CCT)5 15 14954351 14954365 TGTCTCGCCTTCTCCTCTTC GGAACTGAAAAAGCACCAGG 277

Ai02B5446 Araip.B02 5446 c (TA)6aagtattgtcttatgaaagataaaaacaaataaagataagataagaacaatta(AAAAT)590 14975519 14975608 CATGGCTTTGATACCATGATAAA CATGATCCATAAATTTAGTTAAACAGA 272

Ai02B5458 Araip.B02 5458 c (T)10gaatttctctattttttttagccttttactttttgaaacctcttttacttatattgctctccctgtgaaac(T)1091 15015025 15015115 TTCTTGAAATGCTTTCTAATAACACAA CCAGCTAAGACATGTATCGGG 268

Ai02B5461 Araip.B02 5461 c (CT)6tttttttcctttcttaacactaaagggagaaatgagatgctgaagatgatgattaatgaaaattaggaagcttaggtgacgttagtt(TA)6111 15021327 15021437 CAAAAGCTCTCGGGTTCCAT AAGAAAAGCCAACACATGGC 226

Ai02B5463 Araip.B02 5463 p3 (ATT)5 15 15022942 15022956 TTTTCTTCATCTCAAATCGCAA CAATTTAGGGTTTGCAACCAA 276

Ai02B5465 Araip.B02 5465 p4 (TATC)6 24 15028433 15028456 TGTCGTTTTTGTTCTATTTTCCTTT CGCACAGTATACACAGTATATTTTCA 257

Ai02B5467 Araip.B02 5467 p2 (TA)6 12 15042760 15042771 TTTGGCTGGTTCTAGCTTCG TAAAGCTGAGGTGGCAAGGT 219

Ai02B5469 Araip.B02 5469 c (AATAAC)8(AAT)563 15050906 15050968 AAAGCTCAGTGTGGTAGGGTG GACGGTTTCGATTCTGATCC 170

Ai02B5470 Araip.B02 5470 p3 (CCA)5 15 15051614 15051628 GAAAGGGAGAGGGGGAAAG GCTTCTGTGACTGCTTCTGCT 271

Ai02B5471 Araip.B02 5471 p2 (TA)8 16 15052564 15052579 TTGAGACAATAATATGCGAAAGAT AAAAGTTTTGGGTCTTACAATAATCA 280

Ai02B5472 Araip.B02 5472 p2 (TA)8 16 15055902 15055917 TCTTGTTCGTGTCGTGTAGCTT AACCATTGTCATGCGAAACA 280

Ai02B5473 Araip.B02 5473 p2 (AT)6 12 15061828 15061839 TTGACGTGCGACTGTCATAG ACGGACTAAACAGACGGCCT 156

Ai02B5475 Araip.B02 5475 c (T)11cttttctccttttttaaggtattaaaaaaaggtaatttacaaaataaagaactattttttt(TTA)38186 15063692 15063877 TCCGTTCAATGTTGGAGTCA GCGCTTTCAATCAAAAGACA 267

Ai02B5477 Araip.B02 5477 c (T)10atattactctattgtttctaactgttctaaactgaattatttagtacnnnnnnnnnnnnnnnnnnnnnnnnncaaataaggaactat(TTA)8121 15073352 15073472 CCCCAGCTTGGTTGTAAGTT GATCTGCACCAAGAGAAAAATG 274

Ai02B5479 Araip.B02 5479 c (T)10gtgtaattttgaactctaaaaaacagagttcatgtgaaatttgtgttgctttttttttattatattgttatacatagagtacttag(T)15111 15078309 15078419 CGCCTGTTCCTGGTAAATGT TTGCAATGCCTTATTCTCCA 230

Ai02B5480 Araip.B02 5480 p3 (TCG)5 15 15079031 15079045 AGTACGTCGAGTTCGTGGCT GGAGACCAACCTGGATGAGA 138

Ai02B5482 Araip.B02 5482 p3 (TTA)5 15 15091171 15091185 AGAATTTGATCCGCTCAAGG AAGCGCTTTCATTCAAAAGAC 206

Ai02B5483 Araip.B02 5483 c (T)10caatagagtctctacatttaattggtagtaattgacttaattgtatagaaattcaatt(A)1078 15092636 15092713 TTTAGGTTTAATTATTCTGTTGACCTC TTTTCCTTTTAATTGGGTCCCT 261

Ai02B5484 Araip.B02 5484 p3 (ACC)5 15 15101076 15101090 GGACGAGTGGAAGCAGACTC CACTTTTTACCAATGGCCAAG 277

Ai02B5485 Araip.B02 5485 p3 (TTA)7 21 15101583 15101603 CAAGGACAAAATAATATGCAAAAA GATGGACACAAAATGCATCA 196

Ai02B5487 Araip.B02 5487 p3 (TCA)6 18 15105156 15105173 TTTCTTCCCAGTGGAGATGG TAAAAGGGGGTGGTTCAGTG 149

Ai02B5488 Araip.B02 5488 p3 (TTA)5 15 15123880 15123894 TTTCTAGGTAGGTGAGGGCG GAAGGCAACGAAATTGGAAA 275

Ai02B5492 Araip.B02 5492 p2 (TA)8 16 15126131 15126146 TCAAAATCCCATCAGCAAAG GAGAAGAAGAAGCCACCATCA 280

Ai02B5493 Araip.B02 5493 p3 (CAT)8 24 15127611 15127634 TTTTTCCTCCTCCTCTTCCC TGAGCAAAAACACGTCCAAA 230

Ai02B5495 Araip.B02 5495 c (T)11aggatttttttctaaaatacaataaa(T)1047 15137927 15137973 TGCCTGTACTCTTTTATTTCCTCA GTTGAAAAATGGGGTTTTGG 168

Ai02B5500 Araip.B02 5500 p2 (AC)7 14 15145632 15145645 GGCAAGACCCAGAGTCAAAA AAGAGATGGGGAAGAGGGAA 252

Ai02B5506 Araip.B02 5506 p2 (AT)7 14 15203599 15203612 AAACACAACCCCCTCAACAC CGGCTTTGACCGGTTTAGTA 274

Ai02B5507 Araip.B02 5507 p3 (AAG)10 30 15211666 15211695 GAAACCCACCAAGCATCATT TGTTTTCTCCTTCGAGCTGC 280

Ai02B5508 Araip.B02 5508 p2 (TC)6 12 15213243 15213254 AGGTGGATGTCCATTCTCAAG TTTGATCAGAGTCTCGTGCTG 246

Ai02B5509 Araip.B02 5509 p2 (GA)6 12 15219181 15219192 GAAATTTTGAAAAGGGGAGAGA TGCATTCATGGTGTTCTTCA 175

Ai02B5510 Araip.B02 5510 p3 (TAT)5 15 15219820 15219834 CTTCAGCAGGTGATCATGGA CAACTCCACAAATGGCCTCT 236

Ai02B5512 Araip.B02 5512 c (T)12aaacacactactaattc(TCT)544 15235843 15235886 AATATGTTTTTCGCGTGTCG GGAGGTCAACTATCCCCCAT 188

Ai02B5513 Araip.B02 5513 p4 (TCTT)7 28 15236589 15236616 ACCTGCATGCTCCAGCTTAG TGATGATGTGTGATGAGGGG 101
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Ai02B5516 Araip.B02 5516 p3 (GTG)5 15 15246582 15246596 GCGTCTACCTTGGTCCATGT TTTCAACTTTTGGTGTCTAAGCA 228

Ai02B5522 Araip.B02 5522 p2 (AT)7 14 15264445 15264458 CTGTTCATTGCCTCTCCCAT TACCCCACTTATTCGAACGC 240

Ai02B5523 Araip.B02 5523 c (CTT)8accgccgcatcgccgcctgccg(CTT)561 15277107 15277167 TTTTTGGGAGCGCTATTACG TTCAGCAACAACAATGTTCCA 170

Ai02B5524 Araip.B02 5524 c (GGT)5tctggttctgagttcttatgattccatgatgatgatggtggtggtgggt(GTG)785 15277434 15277518 TTGGTTGGTGTGATGCAGAT CCCTTCTTCCCCAAAATCAT 180

Ai02B5525 Araip.B02 5525 p2 (CT)14 28 15281220 15281247 GAGCCCTAACCCCTCTCAAC CAGTGAATTGTGAACGGTGG 235

Ai02B5528 Araip.B02 5528 c (GC)7gtcagccggccttagcttcacaagtcaagtttggagcttgatatttgtatctttggaactccatctgtatatc(TG)9(CG)8121 15291024 15291144 TCGCCCTCTTAGATGTTGCT GGGAAGATAACACACGCACA 246

Ai02B5533 Araip.B02 5533 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)657 15303162 15303218 TTTCGAATCGTTACTGCACG CCTCCTCATCTTCTGCTGCT 260

Ai02B5534 Araip.B02 5534 p3 (GAA)5 15 15303339 15303353 TTTCGAATCGTTACTGCACG TCCTCCTCATCTTCTGCTGC 261

Ai02B5537 Araip.B02 5537 p2 (AT)6 12 15309261 15309272 AAGTGATGGAGCCAAAAATAAA GATTGTCGCTTTAACCACATTTT 278

Ai02B5539 Araip.B02 5539 c (T)11gttcgtaccatttagctacatacatacatgttcaaatatttaggtagctcagggaaattgtacacaattcttcaggaattaaattaacatatttgaa(AT)6120 15312904 15313023 TGGTGACTGACTCACATCCC CAAAAGACTCACTACTTCACACCC 246

Ai02B5543 Araip.B02 5543 p3 (TAT)5 15 15314168 15314182 TGGCATGTTCTTCACCTTTG GCTTGATGCGTATAGGCACTATTT 200

Ai02B5545 Araip.B02 5545 p3 (AAT)5 15 15315195 15315209 AACAAAGCCAAAATTCCAGC ATTTCCCATTTTCCCTTTGG 247

Ai02B5546 Araip.B02 5546 p2 (AT)6 12 15316169 15316180 AAGAGAAACTTTTCCCAAACCA TGAAGAATTCCACTCCAGTGAT 197

Ai02B5547 Araip.B02 5547 p3 (TAA)5 15 15317662 15317676 AAAATTTAAGCTTTCGACTGTGA CCGACAAAAATCCGTTACTCA 203

Ai02B5548 Araip.B02 5548 p4 (AAAT)5 20 15319225 15319244 TGCAAAGACTTGATAAAAGCCA TCAATTTATTCATTTTCAGTTTTCA 198

Ai02B5551 Araip.B02 5551 p3 (ATA)14 42 15321275 15321316 CTTGCGGTCAGGATACCAGT CCCGATTTGATGGGATTAGA 205

Ai02B5553 Araip.B02 5553 p2 (AT)6 12 15327977 15327988 TGACCACAATCCAATCAATCA TGAGATCTATTAATCTTCATCCAATG 253

Ai02B5554 Araip.B02 5554 p2 (TA)14 28 15330325 15330352 TCCAAAAAGATTTCATCTTCAAAA TGTTTGTAACTCCCATTTTGTGTT 253

Ai02B5555 Araip.B02 5555 p3 (TTC)5 15 15333717 15333731 TCCTCTTTAGTCATTCCTGCG TGAAGCTTATATAAATGCAAAGAAAAA 242

Ai02B5557 Araip.B02 5557 p3 (TTC)5 15 15335169 15335183 CCTTTTTAGTCATTCCTGCATTC TCTTTTTGAATATTCCCTTAATCCA 192

Ai02B5559 Araip.B02 5559 p3 (TTC)5 15 15336555 15336569 TCCTTTTCAGTCATTTCTGCG AAAATCTTTTTGAATATTCCCTTAATC 258

Ai02B5561 Araip.B02 5561 p2 (TA)6 12 15342581 15342592 GATATGGGCGCAGAAGTCAC TTTAAACCACAAAGCCGCTC 252

Ai02B5564 Araip.B02 5564 p2 (AT)9 18 15351176 15351193 CGGTTATACAGCCAACGACA TGGATAGATGCAGTGGCTTG 239

Ai02B5565 Araip.B02 5565 p2 (CT)6 12 15352668 15352679 TGACCGTATAACCTGGCACA GAAGAAGAGGAGAGTGGGGG 272

Ai02B5572 Araip.B02 5572 p3 (GGA)5 15 15385383 15385397 GTCAAACCAATCGCAACCTT GTGAATTGACTCGAAGGCG 269

Ai02B5575 Araip.B02 5575 c* (AT)6gtgtgtgtgtgaaaaatatatatacgagacataataataaataaataataatatatgaaacttgtt(ATA)5(AATA)5*109 15389083 15389191 CGTTAATCATGTATGAACAAAATCA ACCAAAGTATCCATGCTGGC 267

Ai02B5578 Araip.B02 5578 p3 (TCT)5 15 15404644 15404658 TCTCAGGATCTGTGAACCCC CCCTCGAGCAGAAGAAGAAA 104

Ai02B5579 Araip.B02 5579 p3 (TAT)7 21 15407668 15407688 GTGCACCACTATGCCATTTG CATGCGCCAACAATAATGAC 153

Ai02B5581 Araip.B02 5581 c (AG)12aa(AG)9(TG)1064 15413325 15413388 GAATCGATGACGACGATGTG GCCGGTAAATCTGACGGTAA 208

Ai02B5583 Araip.B02 5583 p4 (AAAT)5 20 15418919 15418938 AAAAGGGTTCCAATACTGGGTT TCCTTTGGTTTGGACAGGAG 198

Ai02B5586 Araip.B02 5586 p4 (AAAT)5 20 15419814 15419833 AAAAGGGTTCCAATACTGGGTT CTTTTGTGGCCCAATTTCTC 150

Ai02B5588 Araip.B02 5588 c (A)10gtcgatgacgattttgattttgacccaagacattagggacaaaaaaaaagtacttatttctattttttatgtgtctcaacattccaatg(A)10109 15429534 15429642 GGGCATTTGTATCATTTCAAAAA CGGACGGATGAACTAATCAA 258

Ai02B5589 Araip.B02 5589 p3 (ATA)5 15 15429834 15429848 TTGATTAGTTCATCCGTCCG GGAGCCACAATGAGATTGAAA 280

Ai02B5590 Araip.B02 5590 p2 (AT)10 20 15431596 15431615 TCCTTTTTGGGAAGAGGACA TTCTTGGAGGAGTCAAGGAGA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5591 Araip.B02 5591 p2 (GA)9 18 15431876 15431893 GTTGTGTCTGGGTTTGGCTT AGCTGTGCCTTCACTTGCAT 275

Ai02B5600 Araip.B02 5600 p2 (AT)26 52 15449719 15449770 TTTTTGGGTGAGGATTTTCG TTGTTTGTTTCCCTTGTTTTGA 276

Ai02B5601 Araip.B02 5601 p2 (TA)6 12 15452869 15452880 CAAGACGTGAGACACCTTGC CCTGTGAAGTAAAGGCTGGC 211

Ai02B5602 Araip.B02 5602 p2 (AT)6 12 15456702 15456713 TGCCACACCTTCAACAGAGA GGCTAACCATCTTTCCCCTC 183

Ai02B5603 Araip.B02 5603 p2 (TC)6 12 15459847 15459858 GAGGAAGCTAGGGTTTTGGG AAGCTCATTTAATGCCTGCG 200

Ai02B5609 Araip.B02 5609 p2 (TA)12 24 15509300 15509323 CCAGTGAGGGTTCAATAGCTC TGGAATGTTATGCAGTGCAAC 280

Ai02B5616 Araip.B02 5616 p2 (AT)6 12 15523289 15523300 ATGAGACAGCAAGGACCACC GCTACCATGCAATTCCATAATTC 262

Ai02B5618 Araip.B02 5618 p2 (AT)9 18 15523653 15523670 CCACACATGCCACTAGTTCG CAGAAAAGTAAAAATCACAGTTGAAAA 264

Ai02B5619 Araip.B02 5619 c (A)12g(A)13 26 15524354 15524379 AAATTGGAACCAAATTAATTGAAG GGGAATCCCAAAGCTAACTG 191

Ai02B5620 Araip.B02 5620 c (AT)6ttcaataatttttcc(T)1037 15524833 15524869 GCAGAAACACTACCAAGGGTG TCATTCAGTGGCCTTTGGTT 245

Ai02B5621 Araip.B02 5621 p3 (CAT)5 15 15525196 15525210 AAGACCATTTTGTCCCACCA CATCTTCAAACTTGGGTGGC 261

Ai02B5623 Araip.B02 5623 p2 (AT)7 14 15525854 15525867 CAGAAACCACAATTTGCCAC AAAAATTTAGAATTTGGTTGGAGAAA 270

Ai02B5627 Araip.B02 5627 c (A)10tttttttttcaatcaattggggtgccctatagataaatttcttgaaaaatttcattattttgactaagct(TA)21122 15537601 15537722 AGGCTCAATTCTCACATGCTT CCCAACACTTTTGCATTTCA 261

Ai02B5630 Araip.B02 5630 p2 (AG)16 32 15549743 15549774 TGACAGAAGCGGTAGTGACG TAGTGAAGCGCGTCATTTTG 275

Ai02B5633 Araip.B02 5633 p3 (CAT)5 15 15562143 15562157 GAAATCTTCAACCCTTATTCTTGA CAGGAGGTTGGGAAGTAAAGG 181

Ai02B5637 Araip.B02 5637 p2 (TA)6 12 15569761 15569772 TTTTCTGAGACTAATTTGATCGTTT CTTCCTACTTTGGCACCACC 240

Ai02B5638 Araip.B02 5638 p2 (AT)6 12 15570320 15570331 AGTCTCACAAAACGGCATCC TTTAGATGATTATTCATGCGATCA 242

Ai02B5639 Araip.B02 5639 p3 (TAA)6 18 15571067 15571084 CGTACCAGATTGACTTGGTTGA TGAAAATTAATGTTAGTCGGGAA 272

Ai02B5640 Araip.B02 5640 p2 (TA)7 14 15572709 15572722 ATTGGGGAAGGAGAAGGAGA GGGGGCTGTGAATGAATGTA 168

Ai02B5643 Araip.B02 5643 p3 (AAG)7 21 15600003 15600023 CACATGCAGCATTGAAGTGA TGCTTCAAGAACCCATTTCC 255

Ai02B5651 Araip.B02 5651 p2 (TG)8 16 15620102 15620117 CCTCCACTGCAAGTGAAACA AGCTGGTATGCATGTGCTTG 128

Ai02B5652 Araip.B02 5652 c (T)10aattgggttcctgcactaattttttttcaattaagtccttcttaatagtaattggcttaattttatagggacccaact(A)1098 15624925 15625022 TGTTGGTTCCTATAATTTCGTGA TTGGGTGCTTGCACTAATTTT 226

Ai02B5657 Araip.B02 5657 p2 (AT)11 22 15668396 15668417 CATGTGTTCATAACACGCAGC AAAGATTGGTCTCGGTGTGG 190

Ai02B5658 Araip.B02 5658 p2 (TA)18 36 15669684 15669719 TGATCATATCTCTACATGCACCA CCGTAGATTGCGTGGATCTT 269

Ai02B5664 Araip.B02 5664 c* (A)15(AC)8* 30 15684092 15684121 CTGTCCAAAAGCAAACCAATC CAACATTCCCTGGTTTCCAA 183

Ai02B5668 Araip.B02 5668 p5 (TTATC)5 25 15713984 15714008 GGTACCTGCAAGAGACTCCG CGACAGGAAAGCCCAATAAA 280

Ai02B5669 Araip.B02 5669 p5 (TTATC)6 30 15730207 15730236 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 182

Ai02B5670 Araip.B02 5670 p5 (AAGAT)5 25 15731291 15731315 GGGCAGTTCCGTTGAAGATA CCTGGGTGCTCCAGTGTATT 124

Ai02B5671 Araip.B02 5671 p5 (GATAA)5 25 15741475 15741499 CGACAGGAAAGCCCAATAAA GGTACCTGCAAGAGACTCCG 280

Ai02B5672 Araip.B02 5672 c (CT)6caaattttcgaaaatatctcccctttttttaaaaaaaattttctgttttttttaactaattatttttaaatttttttacg(A)10102 15749311 15749412 TGTTTCTTAAACTTTTTCAAAACTACC TGTCCATCTCCACTTATGTCCA 278

Ai02B5674 Araip.B02 5674 p3 (TCA)12 36 15755229 15755264 TATCATCAGCTATCGTGGCG AGACTGGACCATTGGGTGAG 177

Ai02B5676 Araip.B02 5676 p3 (TTC)27 81 15761333 15761413 CACGCGCCTCATATAACGTA AGACGAAAAAGAACGACGGA 238

Ai02B5679 Araip.B02 5679 p3 (TCT)5 15 15773378 15773392 GATCGGAACTCCAAATCGAA AAAGAGAGGGTGAGACACGC 112

Ai02B5680 Araip.B02 5680 p2 (AG)6 12 15775982 15775993 TCAACAATACCAACAGCCAAA TTGATGATGTTGTTTTCACCG 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5686 Araip.B02 5686 p2 (CT)7 14 15786974 15786987 TTTTTGTTTGTTTCTTACCTTTTTCA GAGCAGTGAATTGAAATGAGGAG 277

Ai02B5688 Araip.B02 5688 p3 (CAT)5 15 15815570 15815584 AGGTAGGGCAACGGAGACTT AGCTCCAGGGTCATCTCGTA 231

Ai02B5692 Araip.B02 5692 c (ATC)6(TTC)7 39 15836050 15836088 TCTGCTTGTGTGCTACCCAT CATGATCAGGGGCTAGAGGA 208

Ai02B5693 Araip.B02 5693 p2 (TG)6 12 15838455 15838466 TTCCAGCTACAACTGCATGG ATGCTCTCTCTTCTGCTCGC 261

Ai02B5696 Araip.B02 5696 p2 (AT)6 12 15843799 15843810 CCCAATTAAGAATTGAAGCCC ACACAAGATGCCAAACATCG 218

Ai02B5698 Araip.B02 5698 p2 (AT)6 12 15844707 15844718 CCCAATTAAGAATTGAAGCCC ACACAAGATGCCAAACATCG 218

Ai02B5699 Araip.B02 5699 p3 (CAT)6 18 15846057 15846074 CCAAACTTGGTGTCAAAGGTC AAACCCCACTTTGATGATGC 223

Ai02B5703 Araip.B02 5703 c (A)14gaaaaaccagttatcaaagacctttaaattgaatacgtgatatgaccattctaagtatacattac(T)1089 15849660 15849748 TTGCCAATTATTTTTGTTTTTCC CCATTTAACTCACTCAGAAGACCTC 277

Ai02B5706 Araip.B02 5706 c (T)14caaaaatatttc(A)1036 15857999 15858034 TCACTAATTGGATGTGAATGTGG GGCCCGTTTATTTGTTGAAA 237

Ai02B5707 Araip.B02 5707 p2 (AT)8 16 15859534 15859549 TTGTTTGCTTCCCAAATTCC ATGGCCATTGGTGTAACGAT 138

Ai02B5708 Araip.B02 5708 c (A)11cgtaacaacatagattccacaaaagacttaattaacaggaaaattt(A)1067 15861330 15861396 GCCTAAACACATGATTAATTTCCA TGATCCACTGTTTGAAATTTGG 220

Ai02B5709 Araip.B02 5709 p2 (AT)7 14 15863556 15863569 GGCCCCTTTATAAACCATTGA ATGGCCATTGGTGTAACGAT 152

Ai02B5710 Araip.B02 5710 c (T)10attatttgtgactagaaagagaggacaaattacccatataaatcatgcattgaataaatttatatgattcaac(A)1396 15864814 15864909 TGTTTTTGTTTTTGTTTTGGTCA GGTGAATCCTGTAGGCCTGT 250

Ai02B5711 Araip.B02 5711 c (TA)6tcattgtacattgtatctttggcaacacactgaataatacacaaaaataccttctttagattactctcttgattctaacatggtatcaatagcataga(T)10120 15866092 15866211 GGATCAATTAAGATCCATTCAAA AAAATACCGCCAGAAAGAAAAA 274

Ai02B5712 Araip.B02 5712 p3 (AGA)5 15 15871415 15871429 TCAAAACTCGGCAATAAGCA TCCGCCACTGTTTTTCTTCT 124

Ai02B5713 Araip.B02 5713 p3 (AGA)13 39 15871615 15871653 CTCTTCTCCCTTCGCATTCC TCTTCAACGTTCAAAAACGC 266

Ai02B5716 Araip.B02 5716 p2 (GA)9 18 15875254 15875271 TTCTACTCGGGGTTGTCGTC ACTTCCCCTCTCTCTCAGCC 115

Ai02B5725 Araip.B02 5725 p2 (TA)7 14 15884253 15884266 TTGTGGCTTTTACAATTTTTCTG ACCCTTTGTGCCTTGAAAGA 280

Ai02B5726 Araip.B02 5726 p2 (GA)9 18 15885839 15885856 AGATTGTCGGGGTTGTTGTC CTCCTTCGCGCATCACTT 103

Ai02B5727 Araip.B02 5727 c (T)10cttttatttaggtccctataccaattc(T)12agttgggtccctataaaattaagccaattactactaatactaatagggacttaattg(A)11117 15889402 15889518 TTCGCGAAATTTTCAATTAGG CTTTTTAATTGGGTGCCTGC 230

Ai02B5733 Araip.B02 5733 p2 (AT)7 14 15922319 15922332 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 272

Ai02B5735 Araip.B02 5735 p2 (AG)6 12 15947693 15947704 AAGCAGAGCTTTTTCCCACA ATTTCCCTCCCAAATCCAAC 231

Ai02B5739 Araip.B02 5739 p2 (GA)6 12 15969555 15969566 TGAGTTGTTCCGCTATGACG AAACACAGGCCAGGCTACAG 266

Ai02B5747 Araip.B02 5747 p2 (AT)6 12 15975647 15975658 TTGTTTGCTTCCCAAATTCC ATGGCCATTGGTGTAACGAT 101

Ai02B5751 Araip.B02 5751 c (CT)14(AT)7 42 15987737 15987778 GAACCACCAAAATTAGCCGA GGTGGCTGGGTTTAGGATTT 184

Ai02B5752 Araip.B02 5752 c (TC)8(TA)7 30 15988129 15988158 TTCGAGGCCTCTATTGCTGT GGTGGCTGGGTTTAGGATTT 237

Ai02B5756 Araip.B02 5756 c (A)10ttaacctacgagtagagttagagtagagtttaaagcatactgtatccattgtcaatcctagatgaggggataaaatt(A)1097 15991880 15991976 TTCCTGCAGATAGGATTGGG TGTTAAACTTTTGACAATCAACTTATG 199

Ai02B5759 Araip.B02 5759 c (TA)7nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)770 15995204 15995273 AGCCTTCGTGAATACGAACC TTTCCCCTCGTCGTTTATTC 241

Ai02B5763 Araip.B02 5763 p2 (GT)7 14 16043385 16043398 AGCCTTAAGCGGAAAAACAA GGGCTAAGGTAAGGGTGAGG 274

Ai02B5767 Araip.B02 5767 p3 (AAT)5 15 16050219 16050233 TGGAAGGATCAACAGAAGCC GCCTCCAAATTTCTGATGGA 218

Ai02B5773 Araip.B02 5773 p2 (TA)6 12 16089826 16089837 GGTGTCCAAGATAGGACCGA ACAGCCATGAAAGCAGAACA 269

Ai02B5779 Araip.B02 5779 p2 (AT)7 14 16119210 16119223 TTGTTTGCTTCCCAAATTCC ATGGCCATTGGTGTAACGAT 136

Ai02B5780 Araip.B02 5780 c (A)10tatttaattactctattgtttcatatcaaaatttttaattatgttattgtac(T)1072 16122167 16122238 CCAAAATACCCTTTTGCTTGG TTAGGTCCCTCTTAACAGTAATTGA 272

Ai02B5781 Araip.B02 5781 p2 (TA)6 12 16123334 16123345 TTGTGTGAAATTCGCTGGAG TTTTTGTTGACTGATTTGATTTTT 167



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B5784 Araip.B02 5784 p5 (AGATG)5 25 16126420 16126444 TGGCTTTTGGTGTCCAAGAT CTCCACAGTCATGGAAGCAG 280

Ai02B5788 Araip.B02 5788 p2 (TA)6 12 16138349 16138360 GGGACCAATTTAATACTTTACCCA TGAGTTGGTTCAAATCTGCCT 252

Ai02B5789 Araip.B02 5789 p2 (GA)6 12 16140519 16140530 GAAGTCGTTGCCACAGATGA CTGGCCTTTTTCCACCATTA 247

Ai02B5793 Araip.B02 5793 p2 (GA)6 12 16168532 16168543 GTTGCCTCAAGCTACCAAGC ACCTTACTTCGCGCATCACT 130

Ai02B5794 Araip.B02 5794 p2 (AT)6 12 16172008 16172019 TTGTTTGCTTCCCAAATTCC ATGGCCATTGGTGTAACGAT 134

Ai02B5798 Araip.B02 5798 p2 (AC)6 12 16179055 16179066 GCAGCCCAACATGAATTTCT TTGCAGACCATTGTCGTTGT 269

Ai02B5800 Araip.B02 5800 p2 (GT)6 12 16182163 16182174 TGGGAACTTTGAATGGCTTC TCGACACACCCCATTTTCTT 177

Ai02B5806 Araip.B02 5806 p2 (TA)7 14 16197727 16197740 TCTCTCTTCTTTAATTCTTCCCAAA TTGTGGATCTTCTTGAATTTTGA 254

Ai02B5813 Araip.B02 5813 p2 (AT)8 16 16229328 16229343 CGGGCTACTACGTGTATGGG GCCCATCCAAGCTCAAATAA 199

Ai02B5815 Araip.B02 5815 c (CTT)6cacgttcctcctccaacgtttgtatcccgcgt(TCC)1183 16240948 16241030 GCAGTCCTGCTACACATCCA ACGATGATGATGAAACACGC 257

Ai02B5824 Araip.B02 5824 p2 (AT)8 16 16259026 16259041 TTATGATTTGGCCCCTTGAA TGTTTCACAAGTGTTGTTTCG 248

Ai02B5825 Araip.B02 5825 p3 (TGT)5 15 16261818 16261832 ATGACGGGATGTATTGGCAT CATAGCAGCACATGGGAAGA 246

Ai02B5829 Araip.B02 5829 p2 (GA)25 50 16273969 16274018 CCTCCTGGGACCAATAACAA TAATGATCAACCCCTCCCTG 259

Ai02B5831 Araip.B02 5831 c (A)10gaaaaatagc(A)1232 16290794 16290825 TGAAGCAAGAAAAAGCAGTGAA AGCCGTTTAGGCCAGAATTT 245

Ai02B5834 Araip.B02 5834 c (A)11ttaaatttatcattttggtttgctttttaatcctcacttgatattattcaaatttaatagttgatagcagtgattctttgtgattaatttaaaata(TC)7121 16296403 16296523 TTGAACGCCCTCCATAAAAA TTGAGTTTGTTCAAAATTAGTGAGAGA 220

Ai02B5836 Araip.B02 5836 p3 (TTG)7 21 16301586 16301606 TGAAGGTTCTTTGGTTTGGG TCATCAAATACAAGCGGCAA 254

Ai02B5837 Araip.B02 5837 p6 (GCAAGG)5 30 16302672 16302701 GCAGCTGTAGTATCCGCACA ATCTTCGAGGATGCGAGAGA 246

Ai02B5838 Araip.B02 5838 p3 (TTG)7 21 16306321 16306341 GTTGTGTTCCTTGCCCATCT CAATGCGCAAAGCTGAAATA 220

Ai02B5839 Araip.B02 5839 c (T)11a(T)10aaaacaagttttgtaacacaattttcatcatcaaagcattgcattcattttgtataacataa(T)1094 16307436 16307529 TGTATCTGTCCCCATCCCAT AGGGTTGTTTCCGGGTAATC 265

Ai02B5841 Araip.B02 5841 p4 (AATA)6 24 16310565 16310588 AATTATCGGGTACCGCACAC ATTAATAAGTTTTCAACTCTCCACAAT 273

Ai02B5842 Araip.B02 5842 p4 (AAAT)5 20 16316213 16316232 TTCAAGATGAGAGAGCTTCAACA GAGCTCAATCTGAAGGGTGC 268

Ai02B5844 Araip.B02 5844 p2 (TA)6 12 16337189 16337200 TGTTGTCTTCATGAGGCTGC ACAAATCATCACTCCCCGTT 235

Ai02B5845 Araip.B02 5845 c (A)13tctatttatacatctgaatattatatccaaatgttttacctac(T)1066 16337566 16337631 TTGTCTTCTATTGGGCCAGG CCCAACGTAAAAATATGGAAACTT 274

Ai02B5849 Araip.B02 5849 p2 (TC)7 14 16352937 16352950 TCTATTTTGAAATCCCACCCC AAGAGGGGTTTTATGTGCGA 266

Ai02B5851 Araip.B02 5851 c (GAT)7tccttgcttttgttcttgtttttagactttgaggaccatgatgacaattttctttggagggagttcctctctttgagtgcaagtgcaggt(GAA)6129 16356475 16356603 CTCTAAAACCATGACACCACCA TTGCAAGGAATCATCATGGA 237

Ai02B5852 Araip.B02 5852 p2 (TA)6 12 16360415 16360426 TCTTCTTTTGGCGAGGTATTT GCGTCTACCCGTCTTATCTCA 280

Ai02B5854 Araip.B02 5854 c (CCA)8acaccaccgcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)12134 16361522 16361655 TTGGACAAAAATATCCTCACCA AATTCCTAAACTACCCCTATTCCT 227

Ai02B5857 Araip.B02 5857 p2 (AC)9 18 16373750 16373767 TCCAAGCTCAAATAAACCCG GTTGGGCTCGAGCTACTACG 217

Ai02B5858 Araip.B02 5858 p3 (CCA)5 15 16389928 16389942 ACTACAACCGCCTCACAACC TGGAAGACTCGCATGAGTTG 267

Ai02B5859 Araip.B02 5859 p3 (GTG)5 15 16390474 16390488 TGAGTTGCGAAGGTTGTGAG TGCAACTCATGCAAGTCCTC 229

Ai02B5863 Araip.B02 5863 p3 (CCT)5 15 16428933 16428947 CCATCAACTGCCCCTTATCA GGGATAATGGAAGAAGGGGA 119

Ai02B5865 Araip.B02 5865 p3 (ATA)5 15 16430304 16430318 GCGTGACTCGTCAACCATAG TCTCCAAGTATAATTTGGCCG 205

Ai02B5870 Araip.B02 5870 p2 (AG)19 38 16441192 16441229 CTCCATGAACTGGCCTCAAT TCACCACCGTCTTCTTCCTC 157

Ai02B5875 Araip.B02 5875 p3 (TCA)6 18 16452063 16452080 TTGACCTTTCGGATTTAGCG TGTTCCATCTAGCTCCATTAGGA 272
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Ai02B5876 Araip.B02 5876 c (TTC)6acctgcacttgcactcaaagagaggaactccctccaaagaaaattgtcatcatggtcctcaaagtctaaaaacaagaacatcaagaacaaaagcaagga(ATC)7taaggaatcttcatca(ACT)6172 16452404 16452575 TTGCAAGGAATCATCATGGA TCTAAAACCATGACACCACCA 260

Ai02B5877 Araip.B02 5877 c (T)11cc(T)12 25 16452780 16452804 GGTCGGCTACAATATCCAATC CGAAAATTGTTCAGTTTATTTAGTTG 280

Ai02B5879 Araip.B02 5879 p2 (TA)6 12 16457222 16457233 ATCCCCTCAGCTCATACACC ATTAGTTGCTCGCCAATGGT 222

Ai02B5880 Araip.B02 5880 c (GAA)5gaggggtttaatgtgcgaaacatagggtttaacaaacacagatctaatt(GA)880 16457481 16457560 ACCATTGGCGAGCAACTAAT AGCACCTAAACCACCACTGC 267

Ai02B5882 Araip.B02 5882 c (A)10tgagggcgatgt(TAA)743 16461116 16461158 CCGTTCCTTGGTTACAAGTCA TGGAAGAACTACGATTTTCCCT 279

Ai02B5883 Araip.B02 5883 p3 (ATA)5 15 16461932 16461946 TGGAACCCACGGCTACTAAC TGCACTCATGAAGGAGGAGA 213

Ai02B5884 Araip.B02 5884 p3 (ATA)5 15 16462348 16462362 TGAAACACACACATTTTCACCA CAATGCATTTGAGCTTTGGA 229

Ai02B5886 Araip.B02 5886 p2 (TA)6 12 16469674 16469685 ACATGTCCAAACATCGCAAA CCATTTACATGGAAGCAAGGA 268

Ai02B5887 Araip.B02 5887 c (A)12cttgaaataa(AATT)6aataaataaatttaactaattttatttaaaaatatg(T)1193 16470263 16470355 AAAAACCATTTTTGAATTTCTTCAT TTGTCCATTCACTGCCAAAA 251

Ai02B5890 Araip.B02 5890 p3 (TAA)15 45 16480507 16480551 TGAAGAGATCAGTTTGGGCA GAGGGGAGCTATTAGCACGTT 270

Ai02B5892 Araip.B02 5892 p3 (TAT)5 15 16490930 16490944 TCGTCCAGAATTACACATTGTT CCTAAACTAACGGTCACCAGAA 266

Ai02B5893 Araip.B02 5893 p3 (TAA)5 15 16495188 16495202 CCCCACCACTTTCCTCATTA TCATGCACATCACACACACA 269

Ai02B5894 Araip.B02 5894 p4 (ATGT)8 32 16495341 16495372 TGTGTGTGTGATGTGCATGAT AAAAACCCAATTCAACCGTAG 148

Ai02B5895 Araip.B02 5895 c (TA)7ttcatgatattgaaccatctatactaactagtttga(T)1060 16501547 16501606 TCCTAAAAGCAACGTCGTCA GGGCCAATTTAGACATGGAA 264

Ai02B5899 Araip.B02 5899 p3 (GAA)6 18 16506416 16506433 TGCGTCAGAGCAGAGAGAAA CTCGAAAACACCCCACTTGT 113

Ai02B5900 Araip.B02 5900 c (A)13tt(A)16 31 16512093 16512123 ATGCAGCTATGTGCCAAGTG TGCCTCTTGACCTTTTGCTT 186

Ai02B5908 Araip.B02 5908 p2 (GA)6 12 16536388 16536399 GCAATTATTCGACTAGGTCATCAA CAACCCCTCACCATCACTCT 197

Ai02B5915 Araip.B02 5915 p2 (TA)9 18 16553336 16553353 ATGAAACGGTTTACCAGCGA CAAGAGACGCTGGAGAAGAGA 259

Ai02B5917 Araip.B02 5917 p2 (AT)6 12 16557033 16557044 GCCGCATGATATCTGCTTTT AGCTAGCTTGCATTCGTTGA 237

Ai02B5922 Araip.B02 5922 c (T)10gaaatttttttagatgataattg(A)1043 16562047 16562089 TCTTCCTTGCCACTTTGGTT TGTTGCTCTTCCTTCGGATT 254

Ai02B5924 Araip.B02 5924 p2 (AG)10 20 16567104 16567123 CAGTGGAAGGGGAGATGAAA CGTCGAATTTATACGCCGAT 275

Ai02B5925 Araip.B02 5925 p2 (TA)6 12 16567725 16567736 TCGAGGATATTATGACCCCTTC CGAACTAAGCTTTTGGTCGTG 280

Ai02B5926 Araip.B02 5926 p2 (TA)6 12 16568442 16568453 AGACCCGACACATTCGGTAG GGCGGACACTATATCCCAGA 155

Ai02B5927 Araip.B02 5927 p2 (GT)6 12 16581300 16581311 GGTAGGGTGTTACAGACGCC ACTTTCAAACACATGCGTGC 135

Ai02B5929 Araip.B02 5929 c (AG)7gaagggggagaaagagggg(GA)6ggggaaggggagagaaagaggaaggagagagagag(GA)7atgggaaaagggggagagagagaggagggtag(GA)7140 16589017 16589156 AGAAGAAGAATTGGCCACCA TCCTTCCTCTCTCTCTCCCC 249

Ai02B5930 Araip.B02 5930 c (GA)8gtatgggagtgtgtataaggattaatttatagcttaggattgtacgacgcaaatatgaagagggtgcaaaaatgaa(T)10102 16598250 16598351 GTCGAAGGTATTGTGGACGG TTCTGCTAATGATCCAATTATGAGT 255

Ai02B5937 Araip.B02 5937 p2 (AG)14 28 16630678 16630705 CTCCACCAGCACGTATAGCA GTTCGATGATCGGTTTGGAT 274

Ai02B5940 Araip.B02 5940 p2 (TA)13 26 16636101 16636126 AACGAAAAGCATCCACCTTG CGCACTGTCTTTGATTCGTG 269

Ai02B5943 Araip.B02 5943 c (CCT)8ca(TTC)5cataatgttgtg(TCT)568 16646276 16646343 GCGCATTCTCCTTCTCCTTC TTGGTGTTATTGGTGATGACG 264

Ai02B5944 Araip.B02 5944 p3 (GAA)6 18 16647404 16647421 CAGCAACAACAGCAGCAATAA TTCTTCGTCTTCGCGTTTTT 180

Ai02B5945 Araip.B02 5945 p3 (TCT)5 15 16649483 16649497 CCACTTTTAACGTAAACGGCA TATTGGCGACGATGATAACG 101

Ai02B5947 Araip.B02 5947 p2 (TC)6 12 16651216 16651227 AAGGCTCGGATTGATGATTG CCTCCAAGGTTGAAACCAAA 158

Ai02B5949 Araip.B02 5949 c* (TAT)5(TTATTG)6*47 16661339 16661385 AGCCATATTTATGCATGGGC ACCGAGTCAATTGCAGGTCT 261

Ai02B5950 Araip.B02 5950 p4 (CTCA)6 24 16662421 16662444 ACACATCACCCTCTTCGCTC AGACGGAAGGTGCAAGAAGA 173
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Ai02B5952 Araip.B02 5952 p2 (AC)7 14 16665904 16665917 AACGTCATCATGGCATCAAA GGAGATGTTTGGCAACTTTCA 275

Ai02B5953 Araip.B02 5953 c (ATC)7aagtagtagtgtgatggtgttagaggacttgggagttgaatatcttgagcaactcctaagtatttcgg(ATA)5104 16670861 16670964 CATGCAAAGTGTAAAGGGAAAA AAAACATGCCCTATTAGAATGTCC 257

Ai02B5955 Araip.B02 5955 p3 (AAT)7 21 16671773 16671793 GATGACAATGAACGCAAGGA TTGGTCTCATTGAATATGAACTTGA 279

Ai02B5963 Araip.B02 5963 p2 (TC)9 18 16679403 16679420 ATCTGAGTTTTGGTGACCCG AACCATACGTGAGAGGGTGC 186

Ai02B5964 Araip.B02 5964 p2 (AT)16 32 16681001 16681032 TTTGACTGGATTAAGGTCTGAGC GAAGCAGCAAGCAACTTGAA 276

Ai02B5966 Araip.B02 5966 c (T)10gtgtgccttttcaaaactttagttttcg(A)1048 16685214 16685261 TTCTTCATCTTCAAGTTGTTCTTGTT TTCGAAAAATGAAGAGAGAGAAAGA 275

Ai02B5967 Araip.B02 5967 p4 (AAAT)6 24 16685462 16685485 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 128

Ai02B5968 Araip.B02 5968 p3 (TCT)6 18 16695781 16695798 CCTACTCCCTCTCCCCTCAC CATTGAGCTCCTTCCACACA 256

Ai02B5971 Araip.B02 5971 p3 (ACC)5 15 16703298 16703312 TCACTGGAGAAGGGAGGAAA CGTGTTCCTCATCATTGTCG 121

Ai02B5972 Araip.B02 5972 p3 (AAT)11 33 16704109 16704141 CAGCATGGCATTTCCACTTT TCCGACATATCTATTGTTCACGTT 274

Ai02B5974 Araip.B02 5974 p3 (CAA)5 15 16712328 16712342 TGCTGCTTTGGCTTATGATG TCTTTGAGTGCAAGTGCTGG 159

Ai02B5975 Araip.B02 5975 c (ATC)7aaatagtagtgtgatggtgttagaggacttgggagttgaatatcttgagcaactcctaagtatttcgg(ATA)6107 16712457 16712563 TCAAAATTCAAAGTGTAAAGGGAA GCACACACACCAATATTACAAAATC 280

Ai02B5981 Araip.B02 5981 p2 (AT)7 14 16721770 16721783 TGGCAAGTCACATGCTCTTC CATGTGTCTCTGTGGCTGCT 241

Ai02B5982 Araip.B02 5982 p3 (AAG)5 15 16730921 16730935 CACAATCACCAACAACCACAG AGCCAAACCCTTCTTCCATT 181

Ai02B5987 Araip.B02 5987 c (A)10g(A)10 21 16736751 16736771 GAGGGGATGAGAGGAAGAGG CTCTCCTGTTTTCTGATCTGTTG 239

Ai02B5988 Araip.B02 5988 p3 (AAT)5 15 16737473 16737487 TCATTGAATTGATCTCTTGTACAATTT CATAATGCGAAACAAAAAGAAAAA 226

Ai02B5990 Araip.B02 5990 p2 (CT)9 18 16753808 16753825 ACAGCGATGATAAACAGGGC CCCATTCACCATTGCTTCTT 198

Ai02B5991 Araip.B02 5991 p5 (TTATC)5 25 16764817 16764841 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAGA 126

Ai02B5993 Araip.B02 5993 p4 (CCCT)5 20 16770238 16770257 GCTACAAAATGGTCCCCAAA GGAAGAAGAGTGGAGGGAGG 148

Ai02B5995 Araip.B02 5995 p2 (AT)6 12 16779817 16779828 GAAAGACTTGGGGAGCATCA CGAACATTGGTGTGGAAGTG 209

Ai02B5997 Araip.B02 5997 p2 (TA)6 12 16797766 16797777 AACCGGAAATTCTTTTTCTTGA CGGACTTCTCTTTCAGGACG 277

Ai02B6003 Araip.B02 6003 c (CT)6aattttcgaaaatatcttcccccttttttcaaaaatttctttctaattaactaattatttttatttttgatttt(A)1096 16838032 16838127 TTTCTTATCTTTTTCAAAACCACC TGAGGAGGGTTGAGATGTGA 276

Ai02B6004 Araip.B02 6004 p3 (TAT)5 15 16838368 16838382 GCCTCCCCCTCTTCTTCTAC TTATTTTCGGCTGCCATCTC 253

Ai02B6005 Araip.B02 6005 p3 (AAT)5 15 16838558 16838572 TGTGGATGCAGATCCAGAAC TGCAGTAAAGTCACCCAGCA 166

Ai02B6006 Araip.B02 6006 p3 (TCT)6 18 16842701 16842718 CAAGATCCCCACCTACCTCA TTAGAATGTTGCTCGCCCTC 224

Ai02B6009 Araip.B02 6009 p3 (ACA)13 39 16873279 16873317 CCTTATCGGTTCGATTACCG TGAGTTTAAAATTGCTAAAGTTTCAT 179

Ai02B6012 Araip.B02 6012 c (T)12gttttc(TA)7 32 16888644 16888675 TGAAAAGCGTAGCCACATTG TGGCAATCTAAATCTTGTTTAAGG 276

Ai02B6016 Araip.B02 6016 p4 (AAAT)5 20 16903998 16904017 TTCCGCACCAAGTTTTTAGC GGGAACACCAAACTTAATTTCA 193

Ai02B6020 Araip.B02 6020 c (CAT)5cac(ATT)1048 16929531 16929578 AGAGGACAAATAGTCGCCACA GGCGGCTACTTACATTACGG 227

Ai02B6024 Araip.B02 6024 p3 (AGG)6 18 16930731 16930748 CCGAAACTTCTTAATTTTGACACC TTCAGTCATGTAATTTCGGTGC 230

Ai02B6026 Araip.B02 6026 p2 (TA)7 14 16938128 16938141 TTGCAGATTGGTGACAGAGC CAAAAGCTCGAACACTAAAGCA 223

Ai02B6031 Araip.B02 6031 p3 (GAG)7 21 16955996 16956016 TCACCTTGCACTATCCCCTC TGCCTTTGCCTCTTTCTGTT 106

Ai02B6032 Araip.B02 6032 p2 (AT)7 14 16960799 16960812 CTTTGAACACCAATGAGGCA GCCAATAAAATGCGCATACC 150

Ai02B6034 Araip.B02 6034 p2 (GA)10 20 16964233 16964252 TGCGAAATTTTGTGGTTTGA TTGCACCTTCCTCCTCTGTT 134
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Ai02B6035 Araip.B02 6035 p2 (AT)6 12 16964691 16964702 GTACCCAAGCACGGACCTAA AAAGAGTGGTGACGGCTAAAA 247

Ai02B6036 Araip.B02 6036 p2 (GA)7 14 16966997 16967010 GTCCAAAGGTGAAGGGTGAA TTTCATCTTCGCCAAAATCC 175

Ai02B6037 Araip.B02 6037 p2 (TA)10 20 16974717 16974736 CAAGGCTCAAGACTCGGTTC GGCTTGTTTGAAGCTTCTGG 266

Ai02B6038 Araip.B02 6038 p2 (AT)6 12 16976847 16976858 CCAAAGTCTCAATCAAGCTGC TTCTCACTTGTCTCCCAGCC 264

Ai02B6040 Araip.B02 6040 c (AAT)9agggatcctttttgcctaggtatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactt(AG)6113 16991150 16991262 TGTCCTTGCTCCTGCTCATA TCTCTCCCTCACTCACCAAAA 182

Ai02B6043 Araip.B02 6043 c (T)10gaaaa(T)10 25 16992807 16992831 AAGCCCCAGTCCAAATGAAT TTTGGACAACTGACGGTTCA 260

Ai02B6044 Araip.B02 6044 p2 (CT)6 12 16998407 16998418 GTCCATAAGCCAAATCGGAA AAGCCAGAGAATGGAGGAAT 266

Ai02B6047 Araip.B02 6047 p2 (AT)6 12 17003829 17003840 CTCAGGACATGCCCAAAACT ATTTTGCATTGCTGCTGATG 181

Ai02B6049 Araip.B02 6049 p4 (ATAC)10 40 17009077 17009116 TGAAGAAAAAGTTGAGCAAAACA TTCCCAGGTCGAGTATGGAG 207

Ai02B6050 Araip.B02 6050 p2 (TA)7 14 17009269 17009282 CTCCATACTCGACCTGGGAA TTGGAGTTTTGGAATGCCTC 244

Ai02B6051 Araip.B02 6051 p2 (AT)6 12 17009395 17009406 CTCCATACTCGACCTGGGAA TTGGAGTTTTGGAATGCCTC 244

Ai02B6053 Araip.B02 6053 p2 (TC)22 44 17016873 17016916 CGCTCCTCGTCATTTTTCAG GGGGAGAGAGGGAGAGAAGA 183

Ai02B6055 Araip.B02 6055 c (GA)10aagaggaagagaaaggggagggggagagaggagagaggaaaaggagggagagggagaaagaggaagggggt(GA)7ggaaagaggggagggggagaaagagaggagggagag(GA)6153 17017965 17018117 GCAAGAGAAAAGGAAAGAGAAA CCTTTCCCCCTCTCCCTCT 266

Ai02B6056 Araip.B02 6056 c (GA)7aatgt(GA)9agggagagaggagagggagaaagag(GA)980 17018239 17018318 GGGAAGGGAGATGGAGAGAG AAACCATAGTTTGTATGAAAAACCG 261

Ai02B6061 Araip.B02 6061 p2 (TA)7 14 17023452 17023465 TTTGATATTTTATGTCTATGGCTGTT TTGTTTGATGGGTATTTTTGTCA 266

Ai02B6062 Araip.B02 6062 p3 (AAC)5 15 17025212 17025226 CCAGAACCAAAAGCAGAAGC TTCCGGTCATAACCACCATT 220

Ai02B6063 Araip.B02 6063 p2 (AT)8 16 17026413 17026428 TCTTGATGAGACGCAATGCT GCCAAGTGCATTGTGTGATG 180

Ai02B6066 Araip.B02 6066 p3 (AAC)7 21 17030236 17030256 TTTGATCCTTCTTCTTTGTTCCA TCCTTGATTTCGTTGAAGGG 218

Ai02B6068 Araip.B02 6068 c (A)17cagaaaagtagtatttttcttttttatttttttacatttg(A)1067 17032852 17032918 TCATTTGGTAAAGTACCATTCTTCT CCGGACTGAACCACAAAAAC 260

Ai02B6069 Araip.B02 6069 p3 (TGA)5 15 17039560 17039574 GGCTCTATGTGATGCGGATT TACTCTCCACCACCACCACA 217

Ai02B6072 Araip.B02 6072 c (TG)30tttgcatactcctgtttctgttcatatttcaaaactgtgtgtgcatactcctgtttctgttcatattttaaaaatgtgtt(TG)8156 17044259 17044414 TGTGCGTGTGTGTTTGCAT CACACAGTTTTAAAATATGAACAGAAA 280

Ai02B6074 Araip.B02 6074 c (A)10tcagagtaactacttctga(T)1140 17047085 17047124 AAGAGAAAAAGAAAAAGAAGAAATAGG TTGTATGATTTTACGATTTGATTTTTG 269

Ai02B6076 Araip.B02 6076 p2 (CT)6 12 17047966 17047977 CCTTGACTCAAAAGGAACCG CCAGCAAGAATGTGAGAAGC 248

Ai02B6081 Araip.B02 6081 p2 (TA)9 18 17066778 17066795 GGGAAAGGCTATTGTGTGGA GCTGAAACTTTCTTGACCGC 235

Ai02B6082 Araip.B02 6082 c (A)13gaaaaaaaaggctgcccacttgtgagaactatgtcataagactgagataggaagaaatgaagataaacctatgctctaaattg(T)12108 17067017 17067124 ATCTTCAGTGACCTCGCCTG CATCAGATCAGACATTCTTTGGTT 243

Ai02B6086 Araip.B02 6086 p2 (TA)6 12 17074699 17074710 GGACGTGAACTTGGGAAGTG CACCCGAACAATTCAAAAGAA 278

Ai02B6088 Araip.B02 6088 p2 (CT)14 28 17084061 17084088 CGTTTCCAATTTGAACCCAC TCCGAAGCCAAAATTCAAAC 110

Ai02B6094 Araip.B02 6094 c* (CT)10(T)10* 29 17103786 17103814 TTTGTTTTGGAACCATGCAG CCACCATGGTATGGTCTTCC 241

Ai02B6096 Araip.B02 6096 c (TG)31cgtgtgtgcgtgtgtgc(GT)895 17106477 17106571 TCACAATCAACAACTAAGATGCAA TGTTTTGGTTGTTGCACACTC 164

Ai02B6097 Araip.B02 6097 c* (CT)7(T)10* 23 17111088 17111110 GTTTATGCACCTCACACCCC CCACCATGGTATGGTCTTCC 279

Ai02B6098 Araip.B02 6098 p3 (TGG)5 15 17114332 17114346 ACCATCAAGCGAAAAAGGTG GATGACCCTCTTCCTCCACA 103

Ai02B6099 Araip.B02 6099 p2 (AT)6 12 17119467 17119478 TTTCACCTTTTATCGGACGG ATGAGGCACCAAGCTGAGAC 240

Ai02B6102 Araip.B02 6102 p2 (CT)6 12 17139332 17139343 GGAACATTGAACCTGGAATGA GGCTGTTTTTGACCGATGTT 233

Ai02B6103 Araip.B02 6103 p2 (CT)9 18 17158376 17158393 TCTCTCTCTCCCTCTCTCTCCTC GTTCAGGATCAGCTGCAACA 269
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Ai02B6107 Araip.B02 6107 c* (CTT)7(T)10* 29 17181242 17181270 ACATTTGGGGATGGAGATCA CTGCAACTCTTTCCACACCTC 264

Ai02B6111 Araip.B02 6111 p3 (TAA)5 15 17184156 17184170 AACCCATCAAAATTGGGGAT GACCAAAACTCCTCGTCCAA 196

Ai02B6115 Araip.B02 6115 p2 (AT)7 14 17204676 17204689 CATGTTAATTCATGACAAATTTTAACT GTGATCCTATGGGAGGCAGA 280

Ai02B6120 Araip.B02 6120 c (CTT)6tttcttcttcattttggatgctacg(TCT)558 17210728 17210785 TCTTCTTCCTTTTGCGCTTC GAAGAGATGTTGTTGGTGACGA 145

Ai02B6121 Araip.B02 6121 p3 (ATC)6 18 17210903 17210920 TCGTCACCAACAACATCTCTTC TCAAAAACACTTGCGTCTCG 267

Ai02B6122 Araip.B02 6122 p3 (GAG)8 24 17211303 17211326 TTGGTTCATTCGATCACCAC TGTATGCCACAACACAACCA 201

Ai02B6124 Araip.B02 6124 p3 (ATC)6 18 17222255 17222272 TTTTCCCATTTGGGTCACA ACATTAGCTGCCGTTTGGAC 260

Ai02B6129 Araip.B02 6129 p2 (TA)6 12 17234843 17234854 TGATTTATACTTTTTCAAAGGATTCCA TTCGACTAAAACACAAAAATTGG 253

Ai02B6131 Araip.B02 6131 p2 (AT)28 56 17239101 17239156 CTCCTAACTCAGCCCGTGAA TCCTGGAGCGAAGTGGTTAT 273

Ai02B6133 Araip.B02 6133 p2 (AG)6 12 17243200 17243211 AATTCGCAACCAGCAAATTC GGAACATTGAACCTGGAATGA 247

Ai02B6134 Araip.B02 6134 p3 (TTC)5 15 17244879 17244893 AACTTGGCTTTCCAACATGG TCGCAGAAGAAGCATGATAAA 204

Ai02B6135 Araip.B02 6135 c (TA)7(CA)6 26 17250939 17250964 CTCCTAACTCAGCCTGCGAA TCTCGTTAGGCGTCTGGACT 244

Ai02B6136 Araip.B02 6136 c* (AG)10(G)11*(GA)16*61 17253286 17253346 ATGTGATCCCACCGTCAAAT CGTGTGGCAGATTTCCTTTT 147

Ai02B6137 Araip.B02 6137 p3 (CTC)5 15 17259383 17259397 TCCCTCCCTCAGAGAACTCA GCCACACTTCTCACCTCACA 234

Ai02B6139 Araip.B02 6139 p3 (TAT)5 15 17267345 17267359 TTTAATTGTGCTAACTCTTCCAAAA AAAAGAAAAGACCCGATGACAA 238

Ai02B6141 Araip.B02 6141 p2 (CA)6 12 17270242 17270253 TGGTTGAGCTAAGGCCTGTT ACAGGAACAAAATTGGGCAG 201

Ai02B6142 Araip.B02 6142 c (A)11gagataa(AAAAG)648 17272463 17272510 GTGGGAGAGAATTTGTGGGA CACTCATGCATCCTTTTCCA 276

Ai02B6146 Araip.B02 6146 p2 (CG)6 12 17280729 17280740 ACGCGTATGCGTCACTCTC TGCACAACATCATCCATCAA 184

Ai02B6148 Araip.B02 6148 p2 (AT)8 16 17298299 17298314 TTTTGCTCCAGCTCCTCAAT AAGATGCAAAGGGTTGTATGC 261

Ai02B6149 Araip.B02 6149 p2 (AT)12 24 17311564 17311587 TTCGGTGGAGGTTACGATTC TTCACCTAAATGCACGCAAC 252

Ai02B6150 Araip.B02 6150 p3 (AAT)6 18 17312132 17312149 CATGAAAAGGGACGCAAAAT TTGCTCTAATTATTATGGAGCCTAGA 238

Ai02B6151 Araip.B02 6151 p3 (ATA)5 15 17312291 17312305 CATGAAAAGGGACGCAAAAT TTGCTCTAATTATTATGGAGCCTAGA 238

Ai02B6154 Araip.B02 6154 p3 (AAT)12 36 17316906 17316941 TCCCACTCTCTTATCATTTCACTT ACCTTAACGGACAAAGAATCAA 252

Ai02B6163 Araip.B02 6163 p3 (ATA)7 21 17338157 17338177 TGTTCAACATGTGGGTCCTAGT TTGAACTATAGCTCGGTTGGC 178

Ai02B6165 Araip.B02 6165 p3 (GAA)8 24 17346150 17346173 TTTTTGTTTGTGTTTTGGGG CCAGCTGAGAGAGACGGAGT 164

Ai02B6167 Araip.B02 6167 p3 (ATT)5 15 17358134 17358148 AAGTCGCGGACGAATAGTTG GCCTTTACGTCGATATCACATTT 265

Ai02B6168 Araip.B02 6168 p2 (AT)7 14 17358480 17358493 TGGAGTTCAGATCCACGACA GAGTCGGATTGAGATTTCGG 226

Ai02B6175 Araip.B02 6175 p2 (AG)8 16 17376683 17376698 GGAGGAACAGAGGGGAGAAC TCTCTCTCTCCTCGCGTTGT 238

Ai02B6178 Araip.B02 6178 p2 (TC)22 44 17395968 17396011 ACTGCACTGCACTTAGCAGC GGGATTGAATCTTAGCCCCT 271

Ai02B6180 Araip.B02 6180 p2 (AG)6 12 17400770 17400781 ATAGGTGAGGGGTTTTTGGG GTTAAACGCCAGAAATGGGA 213

Ai02B6182 Araip.B02 6182 p2 (TC)6 12 17420986 17420997 TGCACTTAGCAGCTGAACCA TCTTAGCCCCTTTTTGCTGA 190

Ai02B6183 Araip.B02 6183 p2 (AT)12 24 17421173 17421196 AGCAGTTTAAAAGGGCAGCA CGGATACTTTAACTCCTCGGG 142

Ai02B6186 Araip.B02 6186 p2 (AT)6 12 17424416 17424427 ATCACAAGAGTGTACCCGGC TCAACTACCAACCCGACACA 131

Ai02B6187 Araip.B02 6187 p2 (TA)10 20 17425360 17425379 TTCCTCGCCTTTATCTTTACCA AATATCACACTTCCGCCTGC 243
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Ai02B6189 Araip.B02 6189 p3 (TTG)5 15 17436916 17436930 AATGGTGCCGAGTTGGATAG TGAAGGATTGAATTTGGGGA 166

Ai02B6201 Araip.B02 6201 p2 (TA)6 12 17462399 17462410 ACAGCGTATCAAATAGCGCA TCCTTCAAACCATTATCATCTCAA 164

Ai02B6202 Araip.B02 6202 c (T)10cattattcaataattttttc(A)12taaataaataaaataaatcccttcttgttggagttgttgctgttgttggtccctcttcctttctctcaggctttccacacagcatttgttgggaatga(AATG)5160 17463475 17463634 AGGACCCACCTCATTAACCC TTCATCAATGGCTGTTCAATG 241

Ai02B6203 Araip.B02 6203 p2 (AT)8 16 17469015 17469030 GCAAGAAAGGCAATTACCTCAA CATGGCTATAAGGCCCAAGA 224

Ai02B6207 Araip.B02 6207 p3 (CAA)5 15 17501514 17501528 GGTGGAGAGAGCAACCTCAG GAGGCCTCTCAGGTATTTGC 258

Ai02B6214 Araip.B02 6214 c (T)10c(T)10 21 17551061 17551081 TTAGGGTTAGGGGGAATTGG TTCATTAATTCCAGTCAGCAAA 256

Ai02B6215 Araip.B02 6215 p2 (AT)13 26 17554728 17554753 TCCCCTTCTCCCAATAACAA CAATCACTTACCACCACGGA 246

Ai02B6217 Araip.B02 6217 p2 (TA)7 14 17555438 17555451 TTGAACATTCAGAGGGGGAC AATTGTTGCTTTGCTGTCCA 150

Ai02B6218 Araip.B02 6218 p2 (TA)8 16 17562815 17562830 TTTTTCGACATTTACGTTATCACT CCGTTCTAGTTTACATTACAAATTGAG 232

Ai02B6222 Araip.B02 6222 c (T)10ctttttctagttggcatgcagataatgaaaaatgttaggagaatatgtatctttttaactaaggctctaaaaattatttttt(A)12104 17565731 17565834 AGGATGTCATTACAAACTCCGA TTTCTGTGGTTGATTACCAAAA 250

Ai02B6224 Araip.B02 6224 p3 (CAA)5 15 17568791 17568805 GACCCTCCCTTTTGTTGGAT ATACTGGCCAAACGTGTTCC 263

Ai02B6225 Araip.B02 6225 p2 (CT)7 14 17569067 17569080 CCCCTTTGTCCCTCTCTAGG CCATTCCTTGGTCAAAAACTC 247

Ai02B6226 Araip.B02 6226 p3 (ATC)5 15 17570126 17570140 CTTCAGTCCAAAGCCAGAGG GCTGATGATGATGATGGTGG 205

Ai02B6227 Araip.B02 6227 p2 (AG)9 18 17570606 17570623 TGTTGTTTTGTTGTGGCAGA GAGTTGGTGGTTTAGGTTCCTTT 279

Ai02B6231 Araip.B02 6231 p2 (TA)6 12 17576398 17576409 TGGGATGGCGATTTAAAAGA GCAGTGTACACATCAATCAATCAA 258

Ai02B6232 Araip.B02 6232 p3 (TAT)5 15 17579213 17579227 CGTTGGAGATTTTTGTTGCAT TGAGGTTGGAAATGTGGTGA 258

Ai02B6235 Araip.B02 6235 p2 (CA)8 16 17589474 17589489 CTGCACCTTTATCCCCTTTT GCAGCTTCCCCTCTCTTCTT 149

Ai02B6237 Araip.B02 6237 c (A)10tagtgttgacagggacatgtacacgg(CA)1056 17607102 17607157 GACACCTGACACCATACGGA CTTTGGGGAATTTTTGTCCC 130

Ai02B6238 Araip.B02 6238 p2 (AT)6 12 17616591 17616602 AACCGTAAGCATCACTGTTTTAG AGTTTCACGAGCGCGTATTT 168

Ai02B6240 Araip.B02 6240 p3 (ATC)5 15 17618160 17618174 TGCATCACCCCACCTAGAAC TTCCAAAGGGATTTTTGGTC 280

Ai02B6242 Araip.B02 6242 p2 (TC)6 12 17631210 17631221 TGCTTGAACTTCCCGAAACT CCGGGATGAAAAGCATACAA 246

Ai02B6245 Araip.B02 6245 p3 (AAT)16 48 17636082 17636129 AATTCGATCTCAACTCGAGGA AAATACCTTGAACGTCCACCA 249

Ai02B6246 Araip.B02 6246 p3 (TAA)5 15 17644414 17644428 CATGAGACATACCGACACACG TGTCAGCATGTTCAGGGCTA 273

Ai02B6249 Araip.B02 6249 p3 (TAA)11 33 17646671 17646703 TCGCTTGACGTGATTCGAT TTCCTTTCTCCACCCTTTCA 265

Ai02B6253 Araip.B02 6253 p2 (AT)6 12 17649820 17649831 GAAAATTGTCTTTTGTTTAGATGGAA GCGGTCATGAATTGAACTGA 246

Ai02B6256 Araip.B02 6256 p2 (TA)9 18 17690846 17690863 TCGCAGGTCAAAGGAAACTC GAACATTAATAATCCGAAAAGATCAA 231

Ai02B6259 Araip.B02 6259 p2 (TC)6 12 17704354 17704365 ATCCGATCCGATGAAAATTG TCATATGTTGTAGCGTATGTGTGTG 129

Ai02B6260 Araip.B02 6260 p4 (TTCT)9 36 17709556 17709591 CTCAGTGGGCTTACCACCAT ACACTTAGGGAAAGGCGAGG 148

Ai02B6261 Araip.B02 6261 p2 (AT)10 20 17710256 17710275 ACACAATCCTGCCTCTCCAT GCGGAGTGGTTACTGGGTTA 132

Ai02B6262 Araip.B02 6262 p2 (TA)6 12 17711815 17711826 ACCTTGCCAAATCCAACAAC GTGGTTGAAGGCTTGATGGT 119

Ai02B6270 Araip.B02 6270 p3 (TAT)13 39 17733181 17733219 CCATGAAAATTCACTATTTGAGATG CAACAGATTCTTCCATTCCACA 279

Ai02B6271 Araip.B02 6271 p4 (AATT)5 20 17733436 17733455 TGTGGAATGGAAGAATCTGTTG CCCACTTTGGTAGTGCATCA 258

Ai02B6272 Araip.B02 6272 p2 (TC)7 14 17743360 17743373 CAATTGATGATAAATGATTAACTGGA TGTCTTGCTATCCGGAGTTTT 207

Ai02B6273 Araip.B02 6273 p2 (TG)6 12 17754871 17754882 CGCTGGCACTCTCTCTTTCT TTGCCATCCTCTTCCCAATA 132
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Ai02B6276 Araip.B02 6276 p3 (ACA)5 15 17778365 17778379 TCCATCAACAAAATTCAACCC CCTTCGACCCAGTTCTTTCA 208

Ai02B6278 Araip.B02 6278 c (AAC)9nnnnnnnnnnnnnnnnnnnnnnnnnnnnnagttaaaacataaataaagaacatagaaataaatatatttgttcatcataaaatt(A)10121 17788391 17788511 CAACTAGCAACAACAATAACTATCACA TGCCGTACCTGAAGAACACA 243

Ai02B6279 Araip.B02 6279 p3 (ATT)8 24 17800584 17800607 CCGCTGTTACCGCTACAGTT CTACTCGATTCCCGCCTACA 259

Ai02B6280 Araip.B02 6280 p3 (AGA)8 24 17809417 17809440 ACTCGGAGGTGGAAGCTTTT ACCCACCTCACCCTCTCTTT 271

Ai02B6282 Araip.B02 6282 p2 (AG)6 12 17811761 17811772 CAAATGCCTGATCATTCCCT CATGCTTTACGTCTTTACCCAA 184

Ai02B6285 Araip.B02 6285 p4 (CTTT)6 24 17816654 17816677 GGCTCGGACACGACAGTAAT GCCACGGTGAGAAAAGAAAA 267

Ai02B6286 Araip.B02 6286 p2 (AT)7 14 17820327 17820340 TCTATGAACACATAAAACGTGACAA GATGGTGGGGTTATTGCATC 275

Ai02B6287 Araip.B02 6287 c (CGC)5caccaccacctttgggacttagttgagtaatggtactattttccttagtggaaaattgaaggagattcatcaaagaggaagaaccgttttggttt(TGA)8ttatggtggattgccattgg(TGA)5169 17820514 17820682 TTCCTCAAGATCCATGTCCC CCACCAACAAACCAAACAAA 279

Ai02B6288 Araip.B02 6288 p2 (TA)6 12 17821922 17821933 GAAATACAGGTCAAGTTCTTTCCA AAATAATTGCATTGTCAATCACTAAAA 244

Ai02B6291 Araip.B02 6291 c (T)17ggagaaagagaa(AG)641 17826608 17826648 TGGATAGAACCGAAACCCAG CACCAACCTTTCTGCCATTA 256

Ai02B6292 Araip.B02 6292 c (A)13gtataataac(AAT)950 17826944 17826993 AGGGCCATGCTTGTGTAACT AAAAAGGGGTCTTTTGGAGG 279

Ai02B6293 Araip.B02 6293 c (A)11gtataataac(AAT)948 17828311 17828358 AGGGCCATGCTTGTGTAACT AAAAAGGGGTCTTTTGGAGG 277

Ai02B6295 Araip.B02 6295 p2 (TA)7 14 17829263 17829276 TTCGAAAACAAACGCAACCT CCGAAAAACACGGTTTGGTA 179

Ai02B6296 Araip.B02 6296 p2 (TG)6 12 17832452 17832463 GCCATGAAAGTAATAGAGCCC AAAAGGTCCATCAACTCCGA 266

Ai02B6297 Araip.B02 6297 p3 (ATT)5 15 17832813 17832827 TGGGTCCCATGATGAAGTTT CGATTTTTAACCGTCGCAAA 275

Ai02B6298 Araip.B02 6298 p3 (AAT)5 15 17833589 17833603 CAAGAAAACGCAATCCATTCT GGTTTGCGTGCCTTTACACT 230

Ai02B6300 Araip.B02 6300 c (AAT)8at(GAA)5 41 17834453 17834493 GAAGGTACACGTCATTGGGC CCGTCACTCATTCTCCAACA 275

Ai02B6306 Araip.B02 6306 p2 (TC)7 14 17842359 17842372 CTCTGTCCTTTTCCGTGAGC CAAAGGGTACCCATCAAATCA 240

Ai02B6307 Araip.B02 6307 p2 (AG)6 12 17842561 17842572 TGATGGGTACCCTTTGTTCTG AAAGGTTCTTCGTCCGTGTG 133

Ai02B6308 Araip.B02 6308 p3 (AAG)5 15 17845916 17845930 AATGGTGCATTCACAGACCA TTGGGATACAATGCACAAAAA 205

Ai02B6309 Araip.B02 6309 p3 (TAT)7 21 17848450 17848470 TTTTGCCTTAAGACGCCATT CGCTTGAGCTCAGGAGTTTC 245

Ai02B6310 Araip.B02 6310 p2 (TA)6 12 17855019 17855030 GAAAACCTGAACCAAACCGA GCTTCTGGATAGAGGCATCG 262

Ai02B6311 Araip.B02 6311 c (GA)6ggagtaggttagaga(GT)639 17857708 17857746 ATGGCTGGAGCAACAAAAAC ATTCACCGATAAATCCGACG 255

Ai02B6316 Araip.B02 6316 p2 (AT)7 14 17886440 17886453 CACAAATTTCAAACCAGCCC CTTGCCCTCATCAAATCCTC 135

Ai02B6323 Araip.B02 6323 p2 (CT)33 66 17917446 17917511 CACCCCCTTCTTCTCTCCTC CGCGAAACAAGGAAGAAATC 229

Ai02B6326 Araip.B02 6326 p3 (TTA)10 30 17925102 17925131 CCACAAGACAAGAACAAAATGG TCAGGGAATCTTTACAACGGA 244

Ai02B6331 Araip.B02 6331 c (T)15gtatattataactattttatataagtatagccttaggtccctcattg(T)1072 17929941 17930012 CAACGCTACTGCATCACCTG TTTAGAATGTATTTGCTATGTTTTGC 280

Ai02B6333 Araip.B02 6333 p3 (AAG)5 15 17932404 17932418 TTCCAACATCACCCATGAGA GAAAAGGGAAGGGTTATGCC 248

Ai02B6334 Araip.B02 6334 p2 (GA)6 12 17934278 17934289 AAGAGGTCTGGGGAGATTGC CCTCACTTTCGGCTTCTACG 195

Ai02B6335 Araip.B02 6335 p2 (TC)6 12 17934474 17934485 CGTAGAAGCCGAAAGTGAGG CAGAGAGTGAGAGGGGGTCA 247

Ai02B6336 Araip.B02 6336 p2 (TA)7 14 17938130 17938143 CGTACACAACAAGCAATCTCTTC AGACGCCAAATTGTAGTGCC 259

Ai02B6338 Araip.B02 6338 p2 (TA)7 14 17961007 17961020 ACGTGCTCCAGGTTGAGACT ACTCAAATCCGGATGCAAAG 246

Ai02B6339 Araip.B02 6339 p2 (TA)12 24 17968934 17968957 TTTGTGTCCCTTTGGGTTTC GATCGATAATGCAACGAGCA 189

Ai02B6340 Araip.B02 6340 p2 (GA)6 12 17969494 17969505 GTGATGGGGAGAGTGGAAGA CCAACGATAACTTCGTCGGT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B6341 Araip.B02 6341 p2 (TC)6 12 17977942 17977953 CTGACAGCGACAGGAGACAC CTCCGTAGCTTCCCTGTTTG 240

Ai02B6342 Araip.B02 6342 p3 (ATC)5 15 17985263 17985277 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262

Ai02B6343 Araip.B02 6343 p5 (AAGAT)6 30 17988271 17988300 AGCCTAGGGAGATAAAGGCG CCTGGGTGCTCCAGTGTATT 140

Ai02B6346 Araip.B02 6346 c (A)12gtaaatttttttcc(A)1339 17995769 17995807 GGCTACAGATGGGCGTTAAA GCAGCTATAACGCGGTTTTC 238

Ai02B6349 Araip.B02 6349 p2 (TA)15 30 18008606 18008635 GGCATGATCTGATGCAAAAA GAAAATATTGACTAGAAAAATGATGCT 264

Ai02B6353 Araip.B02 6353 p2 (AG)6 12 18027849 18027860 ATAGGTGAGGGGGTTTTTGG ACGTTTAACGCAAGGAATGG 247

Ai02B6356 Araip.B02 6356 p3 (AAC)5 15 18089346 18089360 TGAAAATCATGGGATTGGGT GGGCATTTTTGTCCCATTTT 139

Ai02B6358 Araip.B02 6358 p2 (AT)6 12 18106379 18106390 CCTGCAGTGCCATCAAATAA TGAAAAATTAGCCGTTAGGGG 261

Ai02B6363 Araip.B02 6363 p3 (AAT)6 18 18111824 18111841 CAGGTTCTGGATCTGCTTCC GCCTCCTCACAGTTGTGTTTC 195

Ai02B6366 Araip.B02 6366 c (A)10tctcactttcctctctatttattttctctccatttctttcctttacaaaaaaaaag(A)1076 18128669 18128744 TTTTGATAAAAACGTTCTAAAATGC CCTAATGGTTGTTTGGCTCC 280

Ai02B6368 Araip.B02 6368 p2 (TC)6 12 18146182 18146193 TTGCCATCTTGGCACAATTA AAGGATGAAGCTTAGATGTTAGATG 259

Ai02B6369 Araip.B02 6369 p2 (AG)9 18 18146606 18146623 CCAAATAGGCAAATATGTGTAGAAAA AGAAGTGGCACCGAGGACTA 168

Ai02B6371 Araip.B02 6371 p2 (TA)6 12 18147941 18147952 CGCCCACAGCGTTATTCTTA TGATCCGATATGGAATATATCGAC 274

Ai02B6376 Araip.B02 6376 p3 (AAT)14 42 18165547 18165588 GGATGTGGAGGAGCATGAAT GCTACAGGGTGCAAGGTCAT 278

Ai02B6377 Araip.B02 6377 p4 (ATAG)5 20 18165795 18165814 TCATGACCTTGCACCCTGTA ATTTCCCAATCCCTGAGTCC 273

Ai02B6380 Araip.B02 6380 p2 (TC)6 12 18190154 18190165 ATTATGAAGAGTGCGCGACC AAGATGATTCGCCTCCCTTT 265

Ai02B6381 Araip.B02 6381 p2 (AT)6 12 18190846 18190857 TTCTGTGATTCTGAATGCATGAC TGGCTTTTTCTGCTTGCTCT 222

Ai02B6384 Araip.B02 6384 p3 (AAG)14 42 18197219 18197260 CCGACGGTACTCAACGTTTT TGTCATCACGCATTTCATCC 177

Ai02B6387 Araip.B02 6387 p2 (TA)7 14 18201328 18201341 AAACAAACTAACAACATTCAGCAA TCAAAGTTCAACATTTTGGAATAA 121

Ai02B6393 Araip.B02 6393 p2 (AG)6 12 18210644 18210655 TGAGACAGGACACGCAGACT AATCATGCGAGCTCAGTTCC 264

Ai02B6394 Araip.B02 6394 p2 (AG)11 22 18210820 18210841 GCGTATCGCTGAATGTGAGA AGTTGAAATAAACGCGGCAG 222

Ai02B6397 Araip.B02 6397 p2 (AG)12 24 18221798 18221821 TTGACAACGGAGCACAAGAG TGAACGCTTCCTTCCTCACT 105

Ai02B6398 Araip.B02 6398 p2 (TA)6 12 18226776 18226787 TTTTGATGAAGAGAAGATGACCA TAGTAACGAGGGGGCACTTG 241

Ai02B6399 Araip.B02 6399 p2 (AG)6 12 18231693 18231704 AGAGGGTCATATGGGGGAAG AGCCACAATTCAGTATGGGC 235

Ai02B6400 Araip.B02 6400 c (A)10ttgataaaaattttaatttaccctttgttctactgtcactc(T)1263 18232528 18232590 TTTGGCCTCTACGTTAGGGA TTTTTGGGATTTTCGTGTGA 270

Ai02B6405 Araip.B02 6405 p2 (GA)6 12 18248455 18248466 GAGGACGAGAAGAAACGGTG CTAAGTGGGAGCACTCCTCG 234

Ai02B6407 Araip.B02 6407 p2 (AT)8 16 18260046 18260061 CCAAACTCCCCTCTACAACA TGGTGGATTTGGATGATTGA 232

Ai02B6408 Araip.B02 6408 c (T)11cgta(AT)31 77 18262611 18262687 TTTTGCGCTTTTCAAATCCT AGCCTTACCTCGTGTAGCAAA 278

Ai02B6409 Araip.B02 6409 c (TTA)5ttgtcaacagtattaaacattgnnnnnnnnnnnnnnnnnnnnnnnnnnnnacaacattaaacattattt(TA)8100 18263101 18263200 GCATCTATACCGTAGTATTCCCC TTTCACCTGGTCACAGTTCG 258

Ai02B6410 Araip.B02 6410 p3 (CTT)11 33 18273568 18273600 TTTGGAGGATATAGGAGTGAACAA TTTCTCGGGTACCAGGTGAG 242

Ai02B6418 Araip.B02 6418 p3 (AAT)6 18 18291644 18291661 CTTGCACCAGCAATTCTTCA GGAGATAAGTGTGTATGTCCAACAA 273

Ai02B6433 Araip.B02 6433 p2 (AT)6 12 18349335 18349346 TTTTCCCCTCATCGTTTATTG CATACCAAAAGCTCAGGCGT 248

Ai02B6434 Araip.B02 6434 p3 (TCA)7 21 18354719 18354739 TTTGTGACATGGATGTTGGG TCGCTGAGAGCAGAAGTTCA 263

Ai02B6435 Araip.B02 6435 p3 (AGG)5 15 18354841 18354855 TGAACTTCTGCTCTCAGCGA ACATTTGGCTTTCACCAAGG 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B6436 Araip.B02 6436 c (T)10aactcagaattggaaacaac(T)1242 18355615 18355656 CTTGGGTACGTGACCATCAA GATTTTGTAGGCGTGTGGGT 105

Ai02B6437 Araip.B02 6437 p3 (TAT)16 48 18360378 18360425 ACAAGGTAATTTCATGGGGG GCAAGTTCCAAGACTCATGC 215

Ai02B6439 Araip.B02 6439 p2 (CT)9 18 18361284 18361301 CCCATAAAAATGGTTTTTGC TAGGGTGACGGTTGAGAAGG 209

Ai02B6441 Araip.B02 6441 p2 (AT)9 18 18371397 18371414 AAAGGGGGCAAAACAAGTCT CCTTTCTCCTTCCTTCCACC 254

Ai02B6445 Araip.B02 6445 c (A)10tacataaatctttgaagaaaaacacaaaatatagaaaattacatttttttttctattttctatttttctctctcaaagaacaagagaaacagaaag(A)12118 18381334 18381451 AAAAGCTGTTTTTGAAACTACTGTTTA TTTTTCTTTGTTCAACTTTCTTGTTT 280

Ai02B6447 Araip.B02 6447 c (T)11c(T)10gagaagggttgttaatgaaaaataaataatattacctcacttgacagttgacacttagtgcttgtttgaggtcgttaagttgat(A)16122 18381825 18381946 CATTGGATAAATGATCCTTATTAATTT AAAAATTTACCAAACAGGCTAAAAA 237

Ai02B6448 Araip.B02 6448 p2 (AT)6 12 18390083 18390094 TAACCCCATCCCCCATTATT AAGATGATTCGCCTCCCTTT 255

Ai02B6450 Araip.B02 6450 p2 (AT)6 12 18395406 18395417 TTCCACCCCTTTTCAACTACA GCCTTGAGAATACGAACCGA 270

Ai02B6455 Araip.B02 6455 p2 (TC)6 12 18414490 18414501 AAGGGGAGCTCGCATATTTT CAAAGAACAATCTGTGACATGGA 218

Ai02B6457 Araip.B02 6457 p2 (TC)6 12 18421189 18421200 AAGGGGAGCTCGCATATTTT CAAAGAATAATCTGTGACATGGAA 218

Ai02B6462 Araip.B02 6462 p5 (AAAAT)5 25 18464843 18464867 GGTGTGGTCAATCTTGAAGC GGATTGCTTGTAATGCTCGG 252

Ai02B6464 Araip.B02 6464 p2 (GT)9 18 18476030 18476047 ATTGACGGACTTGGCAAGAG CCCATTCAACATTTCCACCT 174

Ai02B6465 Araip.B02 6465 p2 (GT)6 12 18484378 18484389 CTCCCTTCTCCCTCGTCTCT TTAGGCCCAAACCCAACATA 109

Ai02B6471 Araip.B02 6471 p2 (GA)13 26 18493076 18493101 TCCTTCAGCGCTTCGTAGAT TTCAAGCTGTCACAACTGCC 272

Ai02B6473 Araip.B02 6473 c (TTC)6tctgttcgcg(TTC)543 18500493 18500535 TTTGTTATACACGCGCCTCA TGAAGAATGCGAGCAGAGAA 159

Ai02B6474 Araip.B02 6474 p3 (TTC)5 15 18500637 18500651 TTCTCTGCTCGCATTCTTCA TGTTCAGTTCGGTAGCCTCC 239

Ai02B6478 Araip.B02 6478 c (A)11tatataaatttaacggttgaaa(AG)747 18508741 18508787 TTGAAGTTGATATTGGGCTTGA TGTCAAAATGAGCTTCCAAAAA 265

Ai02B6482 Araip.B02 6482 p3 (CAT)9 27 18521308 18521334 CGTCACTGACATTTTGTGTTTCT AATTATTTTGGTGTTCTACACAGTTG 202

Ai02B6483 Araip.B02 6483 p3 (GTG)5 15 18522577 18522591 GACTAAAAACCCCTCCCTGC TCTCTCTCCCGACAACACCT 274

Ai02B6484 Araip.B02 6484 p3 (TTC)6 18 18523984 18524001 AGGCAACGCCATTTAAACAC TGATCCTCCGAAACCCTAGA 251

Ai02B6485 Araip.B02 6485 c (ATT)5tttttatattctgtgagtatctgaattcaagtaataaaaaattcaatcatatgaaaaattggaaatcgcatgaaaaacgaaagaga(G)12113 18524273 18524385 GCTTTCAAGCTGAGGACTCG ATGTGCATGTGCATGAGCTA 250

Ai02B6486 Araip.B02 6486 c (T)10aaattctaaaatctgtaacttgttaac(TAT)1376 18532720 18532795 GAGTGCAATGACTGGCATGT GCCTCAAATGTAACAAGGGC 249

Ai02B6487 Araip.B02 6487 p2 (GT)7 14 18532998 18533011 ACGTCACCTGCCCTTGTTAC TCCTTTCGCACTGGAAACTT 234

Ai02B6492 Araip.B02 6492 c (T)12ggctcttgccttttggttttaagagcttttggatttttctgcttgctttttctctttc(T)10cgctatttttcttttc(T)13109 18560326 18560434 AGCACATGGTTAGGGACAGC TTGAATCAAGAAAAAGCAGTGAA 280

Ai02B6497 Araip.B02 6497 p2 (CA)6 12 18583022 18583033 CGGCAAGATACAGATCAATCA ATCCATTGAGGAGGTGGATG 280

Ai02B6501 Araip.B02 6501 p2 (CT)14 28 18589660 18589687 GTTGACAGAGAGTCGGGGAA CTCAAGCTGATCCCTCCAAG 273

Ai02B6504 Araip.B02 6504 p3 (TAA)5 15 18592195 18592209 TGCTGCTATCTTTGCTTCATTG TTGCTTGCATTAAGGAAATGG 241

Ai02B6509 Araip.B02 6509 p2 (AT)8 16 18620639 18620654 TGAATTTTGTTGGTGCCAAAT TATAGGGGCAATGAACGACC 234

Ai02B6510 Araip.B02 6510 p2 (CA)6 12 18626529 18626540 TTATTTCTGGTGCTTCCGCT AACCATCCATTGAGGAGGTG 274

Ai02B6511 Araip.B02 6511 p2 (CA)6 12 18632744 18632755 TACCGGCACTCGGACTTACT AACCATCCATTGAGGAGGTG 219

Ai02B6512 Araip.B02 6512 c (TCC)5ttaatattgttattgttgttgtttaatttcttcttctc(T)1063 18633386 18633448 TGCGTTCTTTTCTTTCGGAT TACTGGTTGGGGGAAGAAGA 250

Ai02B6513 Araip.B02 6513 p2 (TC)6 12 18634752 18634763 TGGATCCTCTCCAATGAAAAA TTTTCACCCAATTGTTGGAG 181

Ai02B6518 Araip.B02 6518 p3 (TTG)5 15 18649712 18649726 TTTTCCAAAAGCTGACCTCG CACCTCCTGGGAATAACAACA 199

Ai02B6519 Araip.B02 6519 p3 (CTT)5 15 18650683 18650697 CAAAACACACAGCGCAACTC GTCGAGGTGAAGGTCGTCAT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B6522 Araip.B02 6522 c (T)13gttatacaa(AT)634 18653806 18653839 CCTCTCTCATTCCCTCTCCC AAAAACTCAATCCGCAAACTAT 253

Ai02B6523 Araip.B02 6523 c (T)10gttaaagaccttattgtctttcgtgataattatcaagaccgttaaaatttttttttatcataaataaatgttgaataaaacaagtctcagc(T)16117 18656888 18657004 AAATGAACGGCTTAACACGC TTTTAAATGTAAGAAAAACTCACCCTC 267

Ai02B6525 Araip.B02 6525 c (AT)25a(AT)21 93 18658893 18658985 TAATTCGCCAATCGTTCACA TCTAGCCGGCTTAATCTTCG 230

Ai02B6527 Araip.B02 6527 p3 (TTC)6 18 18672172 18672189 CTCACCTCCCTCTCTTCCCT CGGTCTTAGGTGCCATCAAT 233

Ai02B6528 Araip.B02 6528 c (A)11gcgaaaaaaatagaaagaaaaag(A)1044 18673848 18673891 TTGGCTCTTGAAGAATGATGAA GCCTTTTGGTTTTAAGGGCT 180

Ai02B6532 Araip.B02 6532 p2 (TA)8 16 18709193 18709208 TTCGCCAATTGTTCACACTC CGCGGGTCAAGATTAGTAGG 118

Ai02B6535 Araip.B02 6535 p3 (AAG)5 15 18714173 18714187 CGAGCCATTGAGCAATTAGA ATGCTTCTCGACACGGAATC 267

Ai02B6540 Araip.B02 6540 c (TTA)7(TTG)19 78 18718649 18718726 TGCCATGTCGTGTTTTTCAC TGAAAGTGAGGTGTCGATTCTT 238

Ai02B6542 Araip.B02 6542 p3 (AAT)6 18 18739658 18739675 TCCATGAACCCTACAAAAACA TGTGTAAAATTTCGTTCTCCTTGA 275

Ai02B6543 Araip.B02 6543 p3 (TGA)5 15 18741628 18741642 TCAGCTTCTTGCTTCGATCTC ATCTGCATCACACCAACCAA 272

Ai02B6544 Araip.B02 6544 c (TGG)6tgtggtggtggtagtgttggtgttagtgctggtt(GTG)670 18741854 18741923 TGGAGTAGCAGTGGGTAGGG TTATCTCCTCCACCACCACC 181

Ai02B6545 Araip.B02 6545 p2 (TA)6 12 18749573 18749584 TATGGTGGCATTCTTGATGG CCCAGTTAGTTCACACCCTG 221

Ai02B6553 Araip.B02 6553 p5 (TTTTA)5 25 18786806 18786830 GCTATGCCTCCTCTGTCTGG CCACCATTCACAGCAACAAC 273

Ai02B6562 Araip.B02 6562 p2 (TA)7 14 18818044 18818057 GCTGATCACTTTAACCCCGT TGCTTTCACTCATGTCACCC 217

Ai02B6563 Araip.B02 6563 p3 (TCC)5 15 18824977 18824991 AAGTTAGGCCAAACCACACG AAACACGCGAAGAAAAAGGA 128

Ai02B6565 Araip.B02 6565 p3 (GAA)40 120 18825907 18826026 GGAGGAAATGATGGTGTTGG TATATTCACGCGCTTTCAGC 200

Ai02B6566 Araip.B02 6566 c (CAA)7(TAA)9 48 18826232 18826279 TTGGCCTGGTTGGACATTAT AAACGTATTGGTATTATCTTTGTCG 234

Ai02B6572 Araip.B02 6572 p2 (AT)7 14 18848445 18848458 GTGTTCTCCGTAGTGTGCCA TTCAAAATGCACCAAAATTGA 150

Ai02B6574 Araip.B02 6574 p2 (TA)6 12 18851537 18851548 CGGTCTTTTCACGAATCAAA TGTGGTCCTGCTTTCTCTCA 129

Ai02B6578 Araip.B02 6578 p3 (TTG)5 15 18865261 18865275 GACAGAGCTCAATGGCATCA AAACGTCGAGGACAAAAACG 245

Ai02B6583 Araip.B02 6583 p3 (TTA)5 15 18881568 18881582 CTTGCCCCTGAAGGTTACAA GACCTCATGTCAACCGACAA 169

Ai02B6585 Araip.B02 6585 p3 (TTA)5 15 18888919 18888933 CGTACATTCGACTCACCCAA ATGTACGCGCCTTTCTTGAC 280

Ai02B6586 Araip.B02 6586 p3 (CTT)9 27 18893330 18893356 TTTGTTTTACATGCGCCTCA TGCGAATAAAGGAGAACAACG 161

Ai02B6589 Araip.B02 6589 p2 (TA)12 24 18905379 18905402 ATTCGGTGTTCCTCATCACA TCCTCAAAAGATTTTCTTTCCAA 220

Ai02B6593 Araip.B02 6593 p3 (AAT)5 15 18908071 18908085 CTGTGCTTAAGCCCCGTTT TATCCCCAACTCGTTGCTTC 177

Ai02B6594 Araip.B02 6594 p3 (AAT)5 15 18908387 18908401 CATTGACCAACCTACCGGAT CGATAGGTATACGAGACAGAAACAAA 277

Ai02B6595 Araip.B02 6595 p3 (CTT)9 27 18925009 18925035 GGTTGGCCTAACACCAAAAA AACGCGAAAAATGAGGAGAA 236

Ai02B6596 Araip.B02 6596 p3 (TTG)5 15 18925164 18925178 TCATTTTTCGCGTTCCTTCT CTGTGTTCGGTTCATTCTGC 164

Ai02B6597 Araip.B02 6597 p3 (GAA)22 66 18927145 18927210 CCGAAAGAGGAGAACAACGA ACACCGTTTCATAAGCTGGG 268

Ai02B6600 Araip.B02 6600 p3 (TTG)7 21 18933697 18933717 TTTGGCTTTCTGGATTGTCC AATTCCACAGCTTGAAACCG 131

Ai02B6601 Araip.B02 6601 p3 (TTA)8 24 18933870 18933893 AAGGTCACGGTTTCAAGCTG GGAAAAGGAGGAACAATCCC 267

Ai02B6602 Araip.B02 6602 p3 (TTG)5 15 18938002 18938016 CGTTCCTCCTTCTCCTCCTT CTGTGTTCGGTTCACCATGA 199

Ai02B6603 Araip.B02 6603 p3 (AGA)6 18 18939956 18939973 CCGAAAGAGGAGAACAACGA GACTGAACCGGCTAGCTGAC 106

Ai02B6606 Araip.B02 6606 p3 (TTG)5 15 18945304 18945318 TTTGGCTTTCTGGATTGTCC GCACCAAAAAGGCGTAATGT 178
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Ai02B6607 Araip.B02 6607 p3 (TTA)7 21 18945471 18945491 ACATTACGCCTTTTTGGTGC GGAAAAGGAGGAACAATCCC 204

Ai02B6608 Araip.B02 6608 p2 (AT)6 12 18947615 18947626 GACGTGGCTACAACTTTAACACC AGGACGAACATCATCAAATGG 179

Ai02B6610 Araip.B02 6610 p3 (TGA)5 15 18951731 18951745 CCAAGAAATTATGTTGCGTGTT AAAGAGGATCGAGTGATGCAA 279

Ai02B6612 Araip.B02 6612 p2 (AT)10 20 18957289 18957308 AAAATACACAAAGATTGGACAGAAAA TGAAAAATAGTACAAATGTGTGTGTG 268

Ai02B6613 Araip.B02 6613 p3 (AAT)5 15 18960076 18960090 TTCCACTCCTGTCACTTCCTC TAGTCCTTGACCCCAGGTTG 248

Ai02B6616 Araip.B02 6616 c (T)11gttttcttcccccctccggcctccaccgcacag(A)1660 18965010 18965069 TTTTTAACTACGACTGCATCTTTTATT CCCACGACAGAACCAACAGT 280

Ai02B6624 Araip.B02 6624 c (A)18gaaaaaagagaagggc(A)1044 18999485 18999528 TCACTAAGGTGGACCCGTTC CCTTTTGGTTTAAAGGGGTATTG 259

Ai02B6625 Araip.B02 6625 p2 (CT)6 12 19003501 19003512 GCCCAAATTCAAGTCCAGAA TGGAATGAATAAAAGTGAAAGGG 234

Ai02B6628 Araip.B02 6628 p3 (TTA)15 45 19015380 19015424 TGATGCTTTGAAATCCAAATTAAA TGCGCACTGTCTTATCTCGT 235

Ai02B6629 Araip.B02 6629 p3 (ATA)5 15 19019318 19019332 ATGCGCACTGTCTTATCTCG CAGCAGACAAATCAGTCTCCAA 262

Ai02B6633 Araip.B02 6633 p3 (GTA)5 15 19040547 19040561 GCATTACCGGAAGGTCAGAG ATACAAAGCGAGGGCAAAGA 127

Ai02B6634 Araip.B02 6634 p3 (TTG)5 15 19057704 19057718 AGAACGGAGCATCTCGTCAT ATAACCATGGATGGCAGGAC 263

Ai02B6636 Araip.B02 6636 p2 (TA)7 14 19070279 19070292 GGAGCAAAACAGACGCAAAT TCTTAGCCTGTTATGATGGTAATG 254

Ai02B6637 Araip.B02 6637 c (TC)6ggtcactctcttctcttcctcaccgtttgcatgcaatgaataatgtgaccggatgatgaagattgatatgaagggaatgattaggtgtcatgccaat(TA)9127 19080289 19080415 GACGCCAACACGTAAAGGAT CCGAAGCCAAAGAAAGAAAA 268

Ai02B6638 Araip.B02 6638 p3 (ATA)5 15 19080848 19080862 TGATAATTGCGTAACAACAACAA GCCCTAATTATAATGGAGCCTG 267

Ai02B6644 Araip.B02 6644 p3 (CGC)6 18 19098402 19098419 CGTCCGCGTTCTTCTTCTAC AATTCTGTGCCTTTCCGTTG 243

Ai02B6650 Araip.B02 6650 p3 (GAG)5 15 19106660 19106674 GCAAAACAGCAGTGGTGAGA TTTGTTCCTGGTCCCTTGTC 194

Ai02B6652 Araip.B02 6652 p3 (ACA)10 30 19111933 19111962 TTGCACCTTTCCCAATTAGC TGACAGAGCTCAATGGCATC 271

Ai02B6654 Araip.B02 6654 p2 (TA)6 12 19113786 19113797 TTGTTAGGGGTGGAAAGTGG AAACAAATGCAATTCTCTCTCTCTT 244

Ai02B6655 Araip.B02 6655 p2 (TA)7 14 19119127 19119140 TCTCGTGCTGATAACGTGTTG TGAAGTTTGAAAAACGATGCTT 279

Ai02B6659 Araip.B02 6659 p2 (TA)7 14 19134880 19134893 AATTTACCAAGGAATGAAATTCG AAATGAACGAACAAAATATTTATGAGA 274

Ai02B6662 Araip.B02 6662 p2 (CT)6 12 19149252 19149263 CCTCAGCTCAATTCGGTGAT GTCGTGTCGCACTCAGAGAA 277

Ai02B6667 Araip.B02 6667 c (T)10agttaaatccctataaattaagccaattactaccaagagggatctaattgaaaaaaaaatttggtgcaagaacccaattaaaag(A)10104 19154193 19154296 TTTTTAATTGAGTCATTGCACCA CGCGAAATTTTTAATTAGGTCC 213

Ai02B6669 Araip.B02 6669 p3 (TTA)14 42 19168471 19168512 TCATAACGACAGGGTTGCAC ATCGGGCATGAATCTTGGTA 264

Ai02B6670 Araip.B02 6670 c (ATT)6ccttattcgtttttagttcatgcagctataatg(ATA)566 19174014 19174079 TGTCGGACATGTGTTCTCTGA AAGGATTAACGACTTGTTTTAGAGTT 259

Ai02B6672 Araip.B02 6672 p3 (TGA)8 24 19180133 19180156 GGCCACCTTCACAAAAGTGT TGCAGACTTGCAGTGAATCC 253

Ai02B6674 Araip.B02 6674 p2 (AG)8 16 19193715 19193730 TTGGTTGGAACAAAATGCG TCAGTCGTCATTGTGCCTCT 250

Ai02B6676 Araip.B02 6676 c (T)10cacctcttcaaattcagaatgtagttcttgac(A)1153 19201552 19201604 CAGAATTGCACCCAGTCTGA AAGAAGAGTTTCATGGCGTTTT 112

Ai02B6678 Araip.B02 6678 p2 (TA)6 12 19202628 19202639 TGACAATACCTACTTTCTGTTGTGAA TGGATGTATTCATTCTCAATTAGGTC 211

Ai02B6680 Araip.B02 6680 p2 (AG)6 12 19208465 19208476 ATTTGTGGCTGAAATCTGGG TCCCACACATTCTCTCTCCC 132

Ai02B6681 Araip.B02 6681 c (A)10tagaatttcataaattag(TTA)646 19210300 19210345 GCACCATTGACCCCTCTAAA TTGATCCGTTTGGTTGTTGA 248

Ai02B6685 Araip.B02 6685 p2 (TA)9 18 19213861 19213878 CGAACCGGTAATTGAACCAA GGTTCTGCACCTTACACCTCA 277

Ai02B6687 Araip.B02 6687 p2 (TG)8 16 19220694 19220709 ATTGTTTTCGGATTGCTGCT AACCGCAAATGAGAACCAAA 114

Ai02B6688 Araip.B02 6688 p3 (TTA)8 24 19222130 19222153 CAGCCTTTATTGCTCATCTCC CCCAAGAACCCAACAAACTT 254
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Ai02B6689 Araip.B02 6689 p2 (AT)8 16 19222704 19222719 TGCTTAATTTTACCACCTTATTTTTG AACCGCCGCAATTTCATA 279

Ai02B6690 Araip.B02 6690 c (T)12cctc(T)10 26 19225944 19225969 CCCCTGTATCCATACTTTTTGG CGGGAAAAGAAATAAAAGAAAGA 216

Ai02B6691 Araip.B02 6691 p2 (TA)9 18 19226776 19226793 TTCAGATTCCCGTCCAAAAG TTTCCGTTGAAACCTAAGCG 149

Ai02B6692 Araip.B02 6692 p3 (TGT)5 15 19236500 19236514 CGTCTTCGCGATCTTTCTTC CAATTAACACACAAATGAACCGA 270

Ai02B6693 Araip.B02 6693 c (AAG)5acgcaacatcgagagagaagaaggaggaagaggagggaagaagaaaaacttgcgtacgcaaatttggaagaaaaagaagaagaaag(A)10111 19237274 19237384 TGGTGATAACGATAACGAAAGAGA TTTTCACTTTTAACGGAAATAGCA 179

Ai02B6702 Araip.B02 6702 c (ACA)5accacaaccacaacttcttccattttctctatttcacttcaaactgattcttaattatcatc(ATT)592 19259816 19259907 CCACCTTCATCTGCACACAC TGTAGTGCTGCACCGAAAAC 179

Ai02B6703 Araip.B02 6703 p3 (CAG)6 18 19265689 19265706 AAAGAAATCCTAGGGTCCGC ATTGAAATAACGAAACGGCG 143

Ai02B6704 Araip.B02 6704 p2 (CT)11 22 19266020 19266041 CATCCACGAGTACCAGGTCA CATTTCCATCAGTCACACCG 263

Ai02B6706 Araip.B02 6706 p2 (CA)13 26 19267911 19267936 CATTCTGAAAGATGAGCAATGG TGTGTTTAAGGATTTCTCATCGAA 155

Ai02B6707 Araip.B02 6707 p3 (TTC)8 24 19274367 19274390 GTTCCCAGCGATCTTCAAAA CATTTTTCTTTGTTGGGATTGTT 124

Ai02B6709 Araip.B02 6709 p3 (TTG)6 18 19277252 19277269 CCTCCGATACCAAACCAGAA GCAAAAGTGAATTTCCCCAA 275

Ai02B6710 Araip.B02 6710 c (CAC)5aactacaaccagagcctcgttaatcactacctgattcccaaaaatagcatcgttgaaagaaaaaagaagaag(A)10ggagattagggttttagaaaatgatgatgattt(A)10140 19277593 19277732 CCAATCGCAAACTGAACCAT TTTTTAAAACCCTAATCCTCTTTTT 268

Ai02B6712 Araip.B02 6712 c (TTC)9ttt(TTC)7 51 19283567 19283617 CCATTTATTTTACACGCGCC AACGCGAAAGAGGAGAACAA 188

Ai02B6713 Araip.B02 6713 p3 (ACA)5 15 19285452 19285466 TTGTGTTCGGTTCATTCTGC GCGTTCCTCTTTCTCCTCCT 192

Ai02B6714 Araip.B02 6714 p3 (AGA)18 54 19285594 19285647 AGGAGGAGAAAGAGGAACGC ACACATGAAATCGCTCAACG 161

Ai02B6717 Araip.B02 6717 p3 (CAA)5 15 19292479 19292493 TGCAACCCACGTACCACTTA AAAACCGACAGAACACCCAG 276

Ai02B6718 Araip.B02 6718 p2 (TA)10 20 19295665 19295684 GGAAGAAAATGGCCTGCATA GCTCTTGGTTGTGGAGAAGC 188

Ai02B6719 Araip.B02 6719 p2 (AT)7 14 19296645 19296658 GCAGCAAAAGAAGCAATAGCA GATTAATCGGTGGCTTGGTG 275

Ai02B6720 Araip.B02 6720 c (TA)6ttacaatacgcaaagcattcacacacgaaaactaaaacacttaggcgcgaacagaataagac(AT)686 19306856 19306941 GGAATTACGAAACGCAAAGC AACTCCGCAGGCTGTGACTA 261

Ai02B6721 Araip.B02 6721 p2 (AT)6 12 19311392 19311403 AACACCCCGTTACCCTAAGC GACGGCTTAAACTTTGCAGG 261

Ai02B6722 Araip.B02 6722 p2 (TA)9 18 19311516 19311533 AGTCGCGTAAAGCGGAATTA GACGGCTTAAACTTTGCAGG 140

Ai02B6729 Araip.B02 6729 p2 (AT)6 12 19354068 19354079 CTAGACTCGACCTGCGAAGC TGTTGTTTTCAGAGGCAGGA 261

Ai02B6731 Araip.B02 6731 p3 (TCT)7 21 19359120 19359140 TGTTGACCGTTTTTGTCCCT TAATTAAGGGCGTGTTTGGC 179

Ai02B6732 Araip.B02 6732 p3 (CAG)5 15 19362945 19362959 AAGATCAAACGTGGACCCAG CCCAGTGTATGTTGGCACTG 148

Ai02B6734 Araip.B02 6734 p3 (AAG)5 15 19375108 19375122 AACCCCAGTGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai02B6736 Araip.B02 6736 c (AT)7(A)10 24 19378070 19378093 TGTGGAAAAAGTAGGTTTGGAA GGCATTTTGTCCCATTTTTG 227

Ai02B6737 Araip.B02 6737 p3 (TTG)6 18 19384691 19384708 CATGTAGCCGACCCCACTTA CACCGTTATGGGTGAAGATG 277

Ai02B6742 Araip.B02 6742 p3 (TCT)13 39 19390150 19390188 GCACCAATTTTGTCCCTGAT TCCCTCTCCTTCATTTGCAC 203

Ai02B6744 Araip.B02 6744 p2 (CT)6 12 19403565 19403576 CCCACTATGTTTCCCACCAA TCCTCTTCGCTAAGACATGGA 259

Ai02B6745 Araip.B02 6745 p3 (ATA)7 21 19404671 19404691 AATCCATACCTCTGCAAATGA GCCAATTCTTTCAAAACGGA 222

Ai02B6746 Araip.B02 6746 p2 (CT)17 34 19414938 19414971 CATAAATTGGCCAAGCGACT CGGCCAGGTTAGAGGAATCT 221

Ai02B6748 Araip.B02 6748 c (T)10atttaacatgaaatcggaccctccatttacactttttg(T)1058 19418281 19418338 TTCGTTGATCACAAATCGGA TCCTGCATGTGGTGTTAGGA 265

Ai02B6749 Araip.B02 6749 c (T)15gtatggataatcacaaatctgactctcagatttgtggttttaa(T)10ataaaaatttacaaatctgacctttagatttgtgctttaacattaaaatttttttgaaacatgtaaatcggaccctccgatttggggaattttg(T)10172 19418685 19418856 TTGAGATTGTGGTAGTGTTTTTGAA TGCGTAGGGATAGAAAACCG 259

Ai02B6750 Araip.B02 6750 c (T)11aatcgtctctctgaaatgtataagaac(A)1048 19423241 19423288 TTTTTATTGTTATGCAACCGATCT TCAATTACCAAAAGAGGAGCG 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B6751 Araip.B02 6751 p3 (GAA)6 18 19425294 19425311 TGGCTTGAGCATGATTATCG TCCTAATCTCCAACACGACG 254

Ai02B6754 Araip.B02 6754 p3 (GAA)7 21 19426654 19426674 GATCGATGTGACGTTGTTGC CGCCAATTCTCTTCTTCACC 195

Ai02B6756 Araip.B02 6756 p3 (GAA)5 15 19427928 19427942 TGGCTTGAGCATGATTATCG CCTTACCATCGGAAGGACTG 255

Ai02B6760 Araip.B02 6760 c (TTA)5tcttcttctttctcttg(T)1042 19445433 19445474 TTTTATCTCAAACGTTTTATTTTGTTC TGTCCAATTTTAATCTTTTGGTCA 270

Ai02B6768 Araip.B02 6768 p2 (TA)11 22 19486105 19486126 TAGGCTCAAAAACTCACGGG AGCAGTAGACAGAGCCGGAG 277

Ai02B6771 Araip.B02 6771 p3 (ACC)5 15 19498791 19498805 CGTCTCCACGTCTCCACC CATCTGCTCCTCCTCTGCTC 208

Ai02B6772 Araip.B02 6772 p2 (TC)7 14 19501400 19501413 GCCTTCTTCAGCGTCTTCAC ACAAGAAAGAGGGGGAGAGG 279

Ai02B6778 Araip.B02 6778 p3 (CAA)7 21 19513296 19513316 CACGTGAAGGAAAGGGAAAA ACATGACAGAGCACAATGGC 242

Ai02B6780 Araip.B02 6780 p2 (GA)16 32 19519680 19519711 TGGCAGCTTCAACCTGAGTA TGCCTGTTCTTTCTCCATTTG 270

Ai02B6782 Araip.B02 6782 p2 (AG)22 44 19525816 19525859 GGTGGCCAAAAGAGAGTACG CCCATTGTCCATCTTCCATC 273

Ai02B6784 Araip.B02 6784 p2 (AG)24 48 19527766 19527813 GGCAATTTTGACGTGTGAGA CCCATTGTCCATCTTCCATC 224

Ai02B6787 Araip.B02 6787 c (AT)25aaac(TAT)569 19537077 19537145 AATGAATCACGAAGAAAGTGAAA TTTGCAGTAGGCTTGTGGTG 265

Ai02B6788 Araip.B02 6788 p3 (ATT)5 15 19541749 19541763 TTTGCATTAATTGCTACACTTTGTC CAATGAACATACATTAAAAGTGCCA 224

Ai02B6793 Araip.B02 6793 p3 (AAT)5 15 19556919 19556933 TGTGTATGAGTCTGAGCCGC GGCGACGTCAGTATTCCACT 185

Ai02B6795 Araip.B02 6795 c (TAT)5tcctt(TA)1550 19562917 19562966 GTTATCGTGTGAACGGTTGC AGTGGCCAGTTTGTAACATCC 218

Ai02B6797 Araip.B02 6797 c (A)12ttttaattgctattttttgctttatcaaccaaaaaaaaaggaaaaagaaaatatttacttatttttaatatgaagaagaataagttttgt(A)12114 19566166 19566279 CCAGGCCCAGGCTTACTAAT GCCTGGCCTGTCATACAGTT 200

Ai02B6798 Araip.B02 6798 p2 (TC)7 14 19572763 19572776 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGAGAGAAAGG 243

Ai02B6801 Araip.B02 6801 p3 (TTC)5 15 19589196 19589210 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 275

Ai02B6803 Araip.B02 6803 p2 (TA)23 46 19609144 19609189 TTTGATGACGTTCCACCTGA CAACATTCAGTGATCCAGCC 278

Ai02B6806 Araip.B02 6806 p2 (TG)6 12 19626329 19626340 GGAATGGGAGAAGTATGCGA GCGCCAAGAAAAAGTGAAAG 221

Ai02B6807 Araip.B02 6807 p3 (TCA)5 15 19629389 19629403 GGATGCTAGGCACACCTGAT ATGGCTAAGCTCAAAGGCAA 273

Ai02B6809 Araip.B02 6809 p2 (TA)7 14 19636726 19636739 CGTTTTTCGAGTATTTTGGG ATCGCCTCTCCCTAGGTGTT 246

Ai02B6811 Araip.B02 6811 p2 (AG)6 12 19645863 19645874 TTCGTCTCAAAATTCGTCCG TTCTCTCTTCCTCACCCACG 172

Ai02B6812 Araip.B02 6812 p2 (AT)7 14 19647421 19647434 CCCCTATTTCCACCCTTGTT AGCCTTCGCAAATACAAACC 217

Ai02B6815 Araip.B02 6815 c (TTA)6ttgttattattatta(TTG)1578 19662223 19662300 TGACATTACGCGTCCTGAAG CGATTTCAACTCGGAGATCAT 252

Ai02B6817 Araip.B02 6817 p3 (AGA)5 15 19667554 19667568 TGCCTGCAGATCAAAAGAGA TGTAGCTACGGTTGTCGCTG 239

Ai02B6819 Araip.B02 6819 p2 (AT)6 12 19674160 19674171 CGCTAATTTCTTTGAAAACCG AGGTTCTCACCCCCTACAGC 272

Ai02B6820 Araip.B02 6820 p3 (ACC)7 21 19674838 19674858 CCTTTCTCACACCACCACCT TGTTGTTTGGGGTTCTTGGT 109

Ai02B6821 Araip.B02 6821 p5 (TTTTA)7 35 19675972 19676006 CCCCGATTCTCTTTCTCCTT GTGCTTTCCTTGTCGGGTTA 242

Ai02B6823 Araip.B02 6823 p3 (AAC)7 21 19685567 19685587 CGTGTTACCGCAGCAAACTA TCGTTATAAAGGGGTGCTGC 250

Ai02B6824 Araip.B02 6824 c (AC)13gcgcgcgcg(CA)647 19686163 19686209 CGACGTCTCTCCAACCTACC ACGTCACTGATGGGGCTTAC 263

Ai02B6830 Araip.B02 6830 p2 (GA)6 12 19698188 19698199 TGCAGCTTTTAGTATGAGGAAGG TCTGAAATTCTTCATTGGCAGA 252

Ai02B6835 Araip.B02 6835 p3 (AAT)5 15 19720990 19721004 TTCTTGTCCTTGCTCCTGCT TCACATCTCTGCCATCCTCA 174

Ai02B6836 Araip.B02 6836 p2 (GA)6 12 19721333 19721344 TGGCAGAGATGTGAGATGAGA TTGTTTCTTAACTTTTTCAAAACTACC 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B6837 Araip.B02 6837 c (TTC)54g(T)10 173 19749179 19749351 TGAAGAACAAGACGATCATTAACAA GCTTGATTTCAAAAACCATGAA 279

Ai02B6838 Araip.B02 6838 c (AAG)5gagaaagagaaggcaagaaacgaaagaa(AAG)558 19749783 19749840 CCTCCTCATCTTCTGCTGCT AAACACGCTTCGAACCATTC 248

Ai02B6845 Araip.B02 6845 p3 (ATA)8 24 19799870 19799893 AGGAGTTCGAATCAGCCTCA CGGCATCTCCTAAAATTAATCA 232

Ai02B6848 Araip.B02 6848 p2 (AG)7 14 19840454 19840467 CTCGAACACAGAGAGGGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 272

Ai02B6849 Araip.B02 6849 p2 (AT)7 14 19853490 19853503 CCATTGGACTGTCCCTCTGT ACGTGCTCCAGGTTGAGACT 193

Ai02B6850 Araip.B02 6850 p2 (TC)7 14 19856831 19856844 AAACCCTTACCGACAGAGCA CATCACTTATGGCAGAGGCA 222

Ai02B6851 Araip.B02 6851 p2 (GC)6 12 19872568 19872579 TAAAACCCGAGACTCATGCC AGTGTGGGCACAGATTAGGC 204

Ai02B6854 Araip.B02 6854 c (AT)10aattaatatatttactatatatgaagagagagaaaattgttttattaatataagcgagaagattgtagttagtcgtata(AG)7113 19880917 19881029 CCATTGGACTGTCCCTCTGT AAGGCTTCGTACCCTGAGAT 227

Ai02B6856 Araip.B02 6856 p2 (CT)7 14 19883677 19883690 CCTCTTCTCCCGAGCTTTCT GAAGAGTGTGAGTGCGCAAA 242

Ai02B6857 Araip.B02 6857 p2 (AG)8 16 19884556 19884571 AGCGATTTTTGGACCCTTTT GGAACATTGAACCTGGATTGA 229

Ai02B6858 Araip.B02 6858 p5 (TTTTA)5 25 19887201 19887225 TGAGTTCAAGCACAAGCCAC GCAAAATGCGTATGCTGATG 221

Ai02B6859 Araip.B02 6859 p2 (TC)6 12 19890711 19890722 ATGCATCCATTCAGGGAGAG AAAGAACCTGGGATTGAGAGTT 150

Ai02B6860 Araip.B02 6860 p2 (AG)12 24 19898730 19898753 GCCTTCAGATGTAAAGCAACAA CGCCAATTTCCACTTCTCAT 273

Ai02B6862 Araip.B02 6862 c (TATTT)6tatcttattgtcccttcagtacttgcacattttcttttgctatatttctgtttatttctatattttgcactttggac(TA)10127 19907529 19907655 GCCATCTCTGGCGAATTCTA CAATGTAAATCTTTGAATGGCTTG 276

Ai02B6864 Araip.B02 6864 p2 (AG)7 14 19909657 19909670 AGGCTGGAGAATGAGGGAAT CATGGGAAGTTCATAGGCCA 261

Ai02B6865 Araip.B02 6865 c (GA)6a(AG)8 29 19923476 19923504 GGTGGCATGCGTAAAAACTT TAGCTGGCTCCAAAATCACC 280

Ai02B6867 Araip.B02 6867 p2 (TC)6 12 19925321 19925332 ACATTTGGTAGGCTCCAACG CCACTTGAATCCCTTACCCA 271

Ai02B6868 Araip.B02 6868 c (TGG)10tagtg(GA)6aagac(AG)664 19925500 19925563 TGGGTAAGGGATTCAAGTGG AACCTTCTCTGTCCCCCTGT 132

Ai02B6870 Araip.B02 6870 p2 (CT)18 36 19929865 19929900 CGCGTCTCATTTTTCATTCC TGCAACAGTTGAAAAGGACA 266

Ai02B6871 Araip.B02 6871 p3 (ATA)19 57 19930273 19930329 TTCCCTTTGTTGCAATTTTTG TTGGGGTAATTTTGTCCCCT 210

Ai02B6872 Araip.B02 6872 p3 (CCA)6 18 19935661 19935678 TCGAATTCGTCCCTCTTGTT TTGGTGTTGGTGTTGGTGTT 217

Ai02B6879 Araip.B02 6879 p3 (ATA)5 15 19969246 19969260 AAACAAATGCAGCACCATGA CGAAAATAAAAATGTTCGTGGA 237

Ai02B6880 Araip.B02 6880 p2 (TG)7 14 19971264 19971277 GGGTGTTGAGATTTGCGATT CCAACATTCCCAATTGCTTT 265

Ai02B6881 Araip.B02 6881 p3 (TTA)5 15 19978168 19978182 AGTATATTGGCGGGCCTTTT GTCCTCCGTCCAAAAACAAA 163

Ai02B6883 Araip.B02 6883 p3 (CTT)6 18 19982765 19982782 GGTCCTTTGCTGGTTTTGAA GAAGCAGGGATGAGCAGAAG 265

Ai02B6890 Araip.B02 6890 p2 (AC)6 12 20021532 20021543 CATTCTAAATGTGCGCATGG TCATCTTGCGCTTTCACTTG 155

Ai02B6892 Araip.B02 6892 p2 (AT)11 22 20026075 20026096 CGTATGCTAAAAGGGTAAACTAAGC TGGCGAACTTTATTTTGGTG 280

Ai02B6893 Araip.B02 6893 p3 (AGA)8 24 20032264 20032287 CTCCCCTCCCGTAACTCTCT ACCAAGCCGCCTATGATCT 256

Ai02B6897 Araip.B02 6897 p2 (AG)7 14 20069387 20069400 TTTCTGACAGGTGCTTGCTG CCTCACTCACCAAAAATCCG 261

Ai02B6898 Araip.B02 6898 p2 (AG)7 14 20069630 20069643 CGGATTTTTGGTGAGTGAGG TGTTTGTTTCTTATCTTTTTGAAAACT 278

Ai02B6900 Araip.B02 6900 c (T)10gaaaaatcaacaagaaaataccaaacttaaagtttggcacaggatttaataat(A)1073 20084621 20084693 AATTTTTGGAGGGAAAACGC AACGTGGTGTTTATGTTCATGG 268

Ai02B6908 Araip.B02 6908 p3 (AAT)13 39 20152211 20152249 AAGGTGCTTGCTGGATTGTT TCTGCTCTCCTCACCCTTGT 278

Ai02B6913 Araip.B02 6913 c* (TAT)5(T)10* 24 20180509 20180532 TTTGCTCTTGCCTCTTGGTT CTGGCTGAAATTGAAGGAGC 247

Ai02B6915 Araip.B02 6915 p4 (AAAT)6 24 20201973 20201996 CCTAACCACTTTCTCTTTCCTCA CCAATGGAGGGTATGCAGAT 252
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Ai02B6922 Araip.B02 6922 p2 (CT)6 12 20250085 20250096 GGAACATTGAACCTGGAATGA GGCTATTTTTGGCCCAGTTC 239

Ai02B6926 Araip.B02 6926 p3 (GAA)5 15 20277552 20277566 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 246

Ai02B6929 Araip.B02 6929 p2 (AG)7 14 20280753 20280766 GAGCAGTGATGTGAGATGAGGA TTTCCTATCTTTTTCAAAACCACC 273

Ai02B6933 Araip.B02 6933 c (T)10atagtacag(TA)937 20315615 20315651 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 247

Ai02B6944 Araip.B02 6944 p2 (TA)6 12 20380584 20380595 AGGCTAGTCAAAGGTTGCGA AGTGAGTGTGGGGACTTTGG 259

Ai02B6945 Araip.B02 6945 c (AC)32(AT)8 80 20383384 20383463 TGCTAGTTTACCCCCTTTTTCA TCCGCACTTTATGTTTTGGA 280

Ai02B6952 Araip.B02 6952 p2 (CT)6 12 20401676 20401687 CTTTTTGTTTGTTTCTTATCTTTTTCA CAGCTCAAAATTTGGGTGAGA 264

Ai02B6953 Araip.B02 6953 p3 (AAT)5 15 20406717 20406731 GGCTCTGGATCTGCTTCAAC TCGAAAATTCTCCCTCTCCC 262

Ai02B6954 Araip.B02 6954 p2 (AG)7 14 20407052 20407065 AAGATGGGAGAGGGAGAATTT CCTCCTAACTTCTTATCTTCTCAAAAA 274

Ai02B6956 Araip.B02 6956 p6 (AAAAGA)6 36 20435425 20435460 GGTGGCCCTTGCTTTTACTT AGCCTTGGATCCTTGCTCTT 277

Ai02B6957 Araip.B02 6957 p3 (GTT)6 18 20440028 20440045 TGGGTTGTTTGGTATGTCGAG GGCCTTATAGCATCTTTATGCCT 164

Ai02B6958 Araip.B02 6958 p2 (CA)6 12 20442482 20442493 GCGCACGATCTGAACAGTAG CATGCGAATGCCATCAATAG 206

Ai02B6959 Araip.B02 6959 p2 (TA)6 12 20444160 20444171 TGAACGTTTGCGCTTTGTAA CGCTAAGCCTTACCTCATGC 145

Ai02B6966 Araip.B02 6966 p3 (ATC)15 45 20496819 20496863 GCATCTATAGCTGAAAGGGTGG TCCTCAGTCATGCTTACGTTT 220

Ai02B6967 Araip.B02 6967 p4 (GTAT)11 44 20505334 20505377 CCGGAGTTTTGGTTGTGTCT TTAACACAAAAAGGGGTCGG 239

Ai02B6968 Araip.B02 6968 p2 (TA)26 52 20519423 20519474 TTTCCCATCTCATTTGCTAAAA GCATGTCCTCATGCTAAATCC 272

Ai02B6969 Araip.B02 6969 p3 (GTT)8 24 20522507 20522530 TGTCGAGTTGTAGTGTTGCTCA TCCAATTATGCAGTCAAGTCG 277

Ai02B6971 Araip.B02 6971 p2 (CT)6 12 20530164 20530175 TGACTTTCTGTTTGTTTCCTATTTTT CAAGGGTGAGGATAGGAGCA 280

Ai02B6974 Araip.B02 6974 p2 (TA)9 18 20536946 20536963 TGAACGTTTGCGCTTTGTAA CCTAAGCCTTACCTCATGCC 152

Ai02B6977 Araip.B02 6977 p3 (GGT)5 15 20552277 20552291 GGAACCTGGTAGGCGTATGA GATCATCTTTCCCATTCCCA 275

Ai02B6978 Araip.B02 6978 p5 (TTTTA)10 50 20576682 20576731 TTTGCAATCATAGCTTTTAAATCA CCATGATGGAGAAAAGGGAA 274

Ai02B6980 Araip.B02 6980 c (A)10ggcaaaaataaaag(A)1034 20595887 20595920 GGCAGTGAGAAAAACAAGGC TTGCTCAATCCTTCAATCCC 225

Ai02B6987 Araip.B02 6987 p2 (CT)6 12 20620808 20620819 AAATTGATTTTCAAATCTTCTTCAA GAAGGAGATGAGGGAGAGGG 235

Ai02B6993 Araip.B02 6993 p3 (ATT)10 30 20642735 20642764 GATTGTGGGTTCGAGTCTCC TCGTTGTATTTGATTATTTGTAATTGA 140

Ai02B6994 Araip.B02 6994 p2 (AG)7 14 20649315 20649328 TTTGAAAAAGAGGGAGATATTTTTG TCTTGTGATTTCTTGTGAATCAA 279

Ai02B6998 Araip.B02 6998 c (A)10gaagttatagaaagagagaagaccacaaaagagttcatcatacacaacatgatgagtgagaaacaaaaaccttagaatgtggggggtttttgtacta(AT)9125 20669749 20669873 TGTTGTGATTTAGTCTTCCATTTGA TGGCATCATAGATGCTCGAA 266

Ai02B6999 Araip.B02 6999 p3 (ATC)7 21 20670929 20670949 TTTGTAGCTGAAAGGGTGGG TCCTCAGTCATGCTTTCGTTT 209

Ai02B7000 Araip.B02 7000 p2 (AT)14 28 20675152 20675179 CAATTGGTTTCAGGCTATGGA TGAAATTCGTCGAGGTTGAA 262

Ai02B7001 Araip.B02 7001 p2 (AT)13 26 20676372 20676397 GCTCACGGCCTGTATAGGAA TGAAATTCGTCGAGGTTGAA 262

Ai02B7004 Araip.B02 7004 p2 (GA)7 14 20687746 20687759 TCTGAGTTCCTATGGCCACC CGGTAGCCTAAACCCCTTTC 243

Ai02B7005 Araip.B02 7005 c (A)10catccagacttacaatataagttacaatactcacaagaaatatatatac(AT)11gtatatatatttcttgtgagtattgtaacttatattgtaagtctggatg(T)10140 20691160 20691299 TCCGGCTACGCTACTCTGAT TGAGCATGTTTAATACTTGAACCG 261

Ai02B7006 Araip.B02 7006 p2 (TC)6 12 20695632 20695643 TCTCTCTCCCTCATTTTTGAACA TCAGAGAGAGAGGGTTCGGA 216

Ai02B7009 Araip.B02 7009 c (AC)8at(AC)13 44 20707568 20707611 GCCCAGAGTTTTGGTTGTGT CACAAAAAGAGGTCGGAAGAA 258

Ai02B7021 Araip.B02 7021 p2 (TA)7 14 20748077 20748090 TGAAAACGCTAAAACGAAATCA TTCACAGTCAACGAAGCAGG 271
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Ai02B7022 Araip.B02 7022 c (T)11cttttttgctc(T)1133 20748782 20748814 GCATGCATCGCATATGAATC CGCAATTTCCTAGATGAGCA 263

Ai02B7029 Araip.B02 7029 p3 (AAC)5 15 20757177 20757191 TCAATCTATTGTTGGCCATGTT GCGTTCTAGGATTGCCTCTG 169

Ai02B7032 Araip.B02 7032 p4 (TTAT)7 28 20780471 20780498 TGCTCAAAGCCTTGGATCTT TGAAGCAAGAAAAAGCAGCA 221

Ai02B7034 Araip.B02 7034 p2 (AT)9 18 20796855 20796872 TTGATTGAAATTGGGAATTGAA CATGGTCAAATGATGCAACC 280

Ai02B7035 Araip.B02 7035 p2 (TA)8 16 20805133 20805148 CCCCATGTGCATTGCTTTAT TCTGGCGAACATGGATGATA 258

Ai02B7038 Araip.B02 7038 p2 (CT)7 14 20824353 20824366 GTCACGCGAAACCCTATCCT TCCCATGTGCATTGCTTTTA 245

Ai02B7040 Araip.B02 7040 p2 (TC)6 12 20827595 20827606 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 252

Ai02B7045 Araip.B02 7045 p4 (TTTA)6 24 20906765 20906788 TTGCATTGCTACTATGCCCA CCCCATTGTGTCCTCTCACT 204

Ai02B7048 Araip.B02 7048 c (T)10aacaagtatataaaaattgtaactaagaggctccaatcccagaaaaat(A)1068 20922893 20922960 GCTCGATTCGACACCCTATC TCAGTTTGTCCCATTGAATTTG 220

Ai02B7049 Araip.B02 7049 p3 (CAC)5 15 20924873 20924887 GACCAATTGGCGTATGACAG TTGGAGATGGTGGTGGGTAT 227

Ai02B7051 Araip.B02 7051 c (CT)10g(TC)11 43 20930228 20930270 CTTCCCTCACTGCTCTCTCG ATCCGTGGAAGGAGGAAGAG 258

Ai02B7052 Araip.B02 7052 p2 (TC)6 12 20937354 20937365 ATAGGGACAACGACGACGAC AGAGATAGGTAGCGTCGGCA 237

Ai02B7056 Araip.B02 7056 p2 (TC)6 12 20947395 20947406 ATAGGGACGACGATGACGAC GACGAAGATGAAGGAGACGC 163

Ai02B7057 Araip.B02 7057 p2 (AC)7 14 20949028 20949041 CACATACAAATCAATCACAACCA AGGTTCTCACCCCCTACAGC 275

Ai02B7070 Araip.B02 7070 c (T)10gtttggttaaacaaaataaccaaacgtaggatgcgtttagtcttttcaagag(T)1173 21009244 21009316 GCTATGGTGTCAGGCCAAAT AATTTAGACCCTTGCCCACC 237

Ai02B7072 Araip.B02 7072 p3 (AAT)7 21 21012514 21012534 GGTTCCGGTATGTATGGTGC CCGACATATGACGAAGGGTT 237

Ai02B7073 Araip.B02 7073 c (AAC)5aaa(AAC)842 21013249 21013290 AAATGCACAGTAGGCTTCCG GCTCGTTGATGTTGGGATTT 140

Ai02B7074 Araip.B02 7074 c (ATA)6ctaatcataataatactagttat(AAC)1380 21014156 21014235 TTTTCTGGACAACAAATTTCTGATAG AAAATGTCACGGTTCATGAAAAT 275

Ai02B7075 Araip.B02 7075 c (T)10agttggatccttataaaattaagccaattactactaagagggacttaattg(A)1071 21014516 21014586 CGCAAAATTTTCAATTAGGTCC TTTCTTTTCAATTGGGTCACTG 222

Ai02B7076 Araip.B02 7076 p2 (AT)9 18 21014795 21014812 CAGTGACCCAATTGAAAAGAAAA GAGTATTTGGATCATTCTCAATGG 271

Ai02B7080 Araip.B02 7080 p3 (TTG)5 15 21029029 21029043 GCTGGAGTGAGGTCATGTCA CAAAGGCAGATACAGAGGCA 268

Ai02B7084 Araip.B02 7084 c (TGG)7tgatggtggtggttgtggtgttggtgttggtgttggtgt(TGG)678 21047797 21047874 TTTTGATGTTGGTGGTGGTG CCGTCCCATTGTAATTTTGG 250

Ai02B7086 Araip.B02 7086 p2 (TA)6 12 21050395 21050406 GAAACAACACATGCCTCGAA CGAGTGTAATTTTAACACACTGATACT 260

Ai02B7090 Araip.B02 7090 p4 (TAAA)5 20 21061475 21061494 TTGCTGGCCTAGACTTTTCC GACCCTTAGGGCATTCATCA 170

Ai02B7092 Araip.B02 7092 p3 (TTA)7 21 21065446 21065466 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 255

Ai02B7095 Araip.B02 7095 c (AT)6ctctctcacttt(TA)738 21077941 21077978 CCTCATGCAATATACACAAGCAA CGCGCATATTAAAAACCAAC 268

Ai02B7097 Araip.B02 7097 p3 (CTC)6 18 21081813 21081830 AGATGGCAAAAACAAATGCC GGCAGAGAGGAAGCAGAAGA 172

Ai02B7098 Araip.B02 7098 p3 (GTG)5 15 21090119 21090133 GGTTCACTTGGCTCCATTGT CCACATGTGCAACAACAACA 229

Ai02B7105 Araip.B02 7105 p2 (CA)7 14 21095777 21095790 ATGGATGACCCTGCAAATTC CCTTCACACCCTCCTGTCAT 219

Ai02B7112 Araip.B02 7112 c (AG)6aataatgaatgattagattaaacactgcacaccatccag(T)1061 21141341 21141401 TCATGTTTGGGGAAATGGAT GTAGAGGTGCCATACGCGAG 194

Ai02B7113 Araip.B02 7113 p3 (AAT)6 18 21144898 21144915 CGGAAATTAATAACTGCGCC AAGACATTGTCGGGGTTCAG 272

Ai02B7114 Araip.B02 7114 c (T)11g(A)13 25 21145470 21145494 GACCCATGGTCTCTGCCTAA GCCTTTTCCTCTCAGACGTG 222

Ai02B7115 Araip.B02 7115 c (A)10gataatgtcgctttcttcgaactcttaaacaacacagtaaacctcaaatagaaaaattgttacgggattct(GAA)596 21148680 21148775 GGCAGCACTAACACCCATTC TTTTGTATTTTTCTGCGCCC 176

Ai02B7116 Araip.B02 7116 p2 (TA)9 18 21152144 21152161 ACGCTTGGATAAGGTGAGGA AGCTTCCAATCAAGCTTCCA 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7121 Araip.B02 7121 p3 (TCC)7 21 21196899 21196919 AGATGCTCACCCATACGAGC TGAAGATGAAACACGCGAAG 215

Ai02B7122 Araip.B02 7122 p3 (AGG)5 15 21197976 21197990 GGAGGAAAAGGAAGGAGGAA CTCCACATCTTCTGCTGCTG 207

Ai02B7123 Araip.B02 7123 p4 (TTTC)6 24 21198285 21198308 CAGCAGCAGAAGATGTGGAG TGGTACAAAATTACTTGGAAGATGA 250

Ai02B7124 Araip.B02 7124 p3 (AGG)5 15 21198972 21198986 TTAACTTGAATCGAACCGCA CCGTTACTGCACGTTCTTCA 271

Ai02B7129 Araip.B02 7129 c (T)10atttatgaaaaaacatgtcttttttattcctatatttattacatgatctattaaggtactcaagcaatcctcccc(A)1196 21203171 21203266 AGACCGTGGAAAGAATTAATCA GGAGAAGATGATGGGGTGTG 209

Ai02B7130 Araip.B02 7130 p3 (TCA)5 15 21203582 21203596 GGTGGTTCCACCATGTCTTC GGTGGTGGTGTTGTTTACCC 279

Ai02B7131 Araip.B02 7131 c (A)10gtaaagggatattttactttttttccttttcctttttttc(T)1262 21206901 21206962 CAGCACCAATGTTGGAAGAA TATTATGCCTTCTGTGCCCC 266

Ai02B7132 Araip.B02 7132 c (T)11gatacggtgttttatttaaatcggtattttttttattttttaaaataaaatcggacggtccgattttaacattaa(T)1096 21207607 21207702 TGGCACTAATTTTGATGCAGA GACGGTCCGATTTGTGATTT 236

Ai02B7133 Araip.B02 7133 p2 (TA)6 12 21212520 21212531 CCCTCGCCTTTATGTTGAGA GCTTGGACATTACGACGACA 250

Ai02B7134 Araip.B02 7134 c (ATA)9tacaaataaatatatttatccattgatcataaaat(A)1072 21224181 21224252 TCTGGCGAGTCGAGTTTTCT TTTGAATCATCCTGAATGGG 260

Ai02B7136 Araip.B02 7136 p3 (AAT)6 18 21225635 21225652 CAACCTGCGATTTGCTTTTT AGCACCTATTCCTCGCAATG 234

Ai02B7143 Araip.B02 7143 p2 (TA)16 32 21236632 21236663 AAATGTGGCAAAATAAAAACTATGT AACGGAAGATCATTAGACCCC 243

Ai02B7144 Araip.B02 7144 p2 (GT)6 12 21245037 21245048 GCAATGCAGATGTTTCATCG ACATCACACACCACCACCAC 244

Ai02B7147 Araip.B02 7147 p3 (GAG)6 18 21248541 21248558 AAACAAGAAAAGAAGAAGATGATGA CACGGTTAAGAAATTTCGGC 147

Ai02B7148 Araip.B02 7148 c (GAC)6(GAT)5agaggaggagagaaaaaattcaactg(A)10gaaagaggaggagaaaattcaattg(A)10104 21249871 21249974 TGCGAAAATTCGAAAGAGATT GCTCTTCTTCCTCATCTTCCTC 178

Ai02B7151 Araip.B02 7151 p2 (AC)6 12 21263664 21263675 CATCTCTCTCACCCACCACA AATTCCCCTTCCCTCCTTTT 106

Ai02B7152 Araip.B02 7152 c (A)10ttgaatacatttatttaaaagagtttgagtacatttacatgagtattttttcatattaaaataaaaat(A)1088 21271391 21271478 CACCCTTTAATTTGTTCTCGG TGACCAACAGTGATTTTTCATCTT 234

Ai02B7155 Araip.B02 7155 p3 (TCT)5 15 21272204 21272218 TTAAATTCACGCAGGCAGGT CTGGATCCAAATGAACCTCAA 203

Ai02B7157 Araip.B02 7157 p2 (AG)9 18 21280323 21280340 GCGAGTGTTGAGGAAGAAGG TCCTACGTGGCACTCCCTAC 105

Ai02B7161 Araip.B02 7161 p2 (TA)11 22 21284840 21284861 GGTTGAGGGAGAGTTAGGGG AACGCTCAAAGGAAGGGATT 231

Ai02B7162 Araip.B02 7162 p2 (AT)6 12 21301768 21301779 GCAGAATGAGCCTGAAGACC TTGTTGCGAAAGCACCTATG 278

Ai02B7165 Araip.B02 7165 p2 (TA)6 12 21313147 21313158 TGCTGGCCAAAATTCAATAA AAGGGTCCAAAAGTGTGTGC 203

Ai02B7168 Araip.B02 7168 p3 (GAG)5 15 21315876 21315890 ACAGTAATCTACGTGCGCGA TTGCCTTAGCCTATCGAACA 171

Ai02B7170 Araip.B02 7170 p4 (ATTT)5 20 21324418 21324437 TTTTGGAGCGAACACACTTG GAAAAGGGTTTCAATTCTGGG 233

Ai02B7172 Araip.B02 7172 p3 (GGT)5 15 21330182 21330196 GCCTCTTGTTTCTCGTCGTC AGTGACAGTGGAGTTGCGTG 155

Ai02B7174 Araip.B02 7174 p3 (AGA)6 18 21331171 21331188 TGTGGTTATTGTTGTTGGATTTG AGCTCCTAAAGTGTTCGGGA 261

Ai02B7178 Araip.B02 7178 p2 (CT)16 32 21337403 21337434 TGGCTGTCTTTGTTACACGC TGTGCTTGAGCGTGAATTGT 203

Ai02B7184 Araip.B02 7184 p3 (ATT)16 48 21371661 21371708 TTGGTCCTATATTTCTGTCTATCCAA CGAAAACGTTAGGGATAAAAATG 266

Ai02B7186 Araip.B02 7186 p2 (TA)11 22 21381506 21381527 TTGGCTCTTCCGCTTTAGTC ATGGATTGCACCAATGAAAA 103

Ai02B7191 Araip.B02 7191 p2 (AG)15 30 21391347 21391376 GGGAGAAAGCGATGTGTGTT GGAGCATTACCGGACGTAGA 125

Ai02B7192 Araip.B02 7192 p3 (AAC)6 18 21391593 21391610 TCTACGTCCGGTAATGCTCC CTAGAAGGTGGTCACGGGAA 278

Ai02B7197 Araip.B02 7197 c (T)10gaaaaagataaattggagattttgaaaaagatattgatgagttgaaaagatagatttgtttt(A)1082 21436454 21436535 CCCAAATTTAAAGGGAGGGA CCTCTTTGCAAATTCAATCCA 245

Ai02B7201 Araip.B02 7201 p3 (TAA)16 48 21470618 21470665 TCCTGTGATTTATAGCATAATCGTT GCCATCAATAAAAGGACTCAGC 266

Ai02B7206 Araip.B02 7206 p2 (CT)12 24 21521115 21521138 CCTCTCTTCTTCAATGGCGA AGAGAGGGAGCAGGGAGAAG 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7208 Araip.B02 7208 p2 (AT)8 16 21531009 21531024 TTCCCCAACAACCCAAATTA TGCTTGTCCTCAAGTAAAGAAAAA 276

Ai02B7212 Araip.B02 7212 p2 (TA)7 14 21560800 21560813 AACCCTTTTAAGTTGTTATGTTTGAA GGCTTTTTAATGTGAAAATAGGACA 208

Ai02B7213 Araip.B02 7213 p2 (TG)8 16 21576682 21576697 ATCCTTGCCTCAGTCTCGAA CCCTAATCCAGTGACCCGTA 273

Ai02B7214 Araip.B02 7214 p2 (TG)8 16 21577964 21577979 GCCTCAGTCTCGGATCTCAC AAACCCTAACCCAGTGACCC 270

Ai02B7215 Araip.B02 7215 p2 (TG)10 20 21585177 21585196 GCCTCAGTCTCGGATCTCAC AAACCCTAACCCAGTGACCC 274

Ai02B7218 Araip.B02 7218 p2 (TA)9 18 21617724 21617741 TCTAAGTGTGGGGGAGGTTC CATCATCCAATCACAATCCA 277

Ai02B7219 Araip.B02 7219 c (TA)9tttctagtttctagttacatctagtattgcactttcattttagtatatacgtacatattgcattctttatattgttggtatatagtatgactctgattgg(TA)8134 21625481 21625614 TCTCTCCTGAACACTTGTCATTTT TGCAATACTAGATGTAACTAGAAGCAA 268

Ai02B7221 Araip.B02 7221 p2 (TA)6 12 21638273 21638284 TTATCAACCACTTGCGTTTTT TTGCTTTCTGGCTGTGAATG 246

Ai02B7222 Araip.B02 7222 p2 (TA)12 24 21638424 21638447 TTATCAACCACTTGCGTTTTT TTGCTTTCTGGCTGTGAATG 246

Ai02B7225 Araip.B02 7225 c (TAT)7gaaaatttactagaaaaagaaagaaaatttaaagcttgactcatatgccc(TA)887 21640743 21640829 TTTCGGTAAGGCAGGAGAGA TTGCTTTCTGGCTGTGAATG 247

Ai02B7226 Araip.B02 7226 p2 (CA)6 12 21642852 21642863 TTTCCTACCAAACACCCAGC TCCCTCCCCTCTTCTCTCTC 152

Ai02B7227 Araip.B02 7227 p2 (GA)7 14 21643322 21643335 GTCGTCATTCACGTTCATCG CGGAATTCAAAAGAAACGGA 249

Ai02B7228 Araip.B02 7228 p2 (AT)33 66 21646676 21646741 CCCTCGCCTTTGTCTTGATA GCAATACCGCTCCCAAAATA 217

Ai02B7229 Araip.B02 7229 p2 (TA)7 14 21652724 21652737 TAACGCGAAACCATGAACAA ATCCTTGGTTCTCGGGACTT 271

Ai02B7232 Araip.B02 7232 p2 (AT)14 28 21670591 21670618 CGCTTAAATCGGAACACCTC TGATATTTGGGCATTGAGTGA 148

Ai02B7233 Araip.B02 7233 p2 (AT)18 36 21674541 21674576 TAAGCCACACACACAGCCTC GTTCGATTTAGCTTGCGGAG 267

Ai02B7236 Araip.B02 7236 p2 (TA)6 12 21726489 21726500 AGATGTGGATTCCATGCTAAGA TGAGAAGTGAATATGAAATCTGATCC 237

Ai02B7238 Araip.B02 7238 p3 (ATA)5 15 21736198 21736212 GCATTGAGTTCTACAGCAGCA TGAATGTCAGGGCATTGTGT 152

Ai02B7239 Araip.B02 7239 p2 (AT)8 16 21739085 21739100 TAAGCCACACACACAGCCTC GTTCGATTTAGCTTGCGGAG 264

Ai02B7242 Araip.B02 7242 c (T)10caaaaggtaaatctttgttatgtgtcaaaaaaataagatatccatcaagcatttatcaagtgttttgtaataatatctactaattaaggag(T)11112 21755552 21755663 GGAAGTCGAATTACCCGTCA AAGCAATGTTGTTAGAGAACCAAA 177

Ai02B7243 Araip.B02 7243 p2 (TA)6 12 21761804 21761815 GGAAGCGTGAGCTTTGGTAG TGAGAAGTGAATATGAAATCTGATCC 188

Ai02B7244 Araip.B02 7244 p2 (TA)6 12 21762594 21762605 GGCGCTACTTCATTCCCTAA TTCAAATTAAAATGAGTTCCTTAAAAC 252

Ai02B7247 Araip.B02 7247 p2 (AT)6 12 21773757 21773768 TATGGACGCAGAAGTCACGA AACTTTAAACCGCAACACCG 253

Ai02B7251 Araip.B02 7251 c (ATAC)7atat(ATAC)1072 21799790 21799861 TGGTACGAAAATAGCGGGTC TTATGGGCCAGAAAGTGGAG 274

Ai02B7252 Araip.B02 7252 c (AT)6gataagcctttacc(T)1036 21804934 21804969 GGAATTACGGATCGCAAGAA CTTCGGCCCAAATTAAATCA 270

Ai02B7253 Araip.B02 7253 p2 (TG)7 14 21821504 21821517 CCCGTCAGCAATCTCTCTTC TTTCACTCATGACACGCACA 129

Ai02B7254 Araip.B02 7254 p2 (AG)6 12 21822749 21822760 TTTCTGACCCAGTTTTTGGC AACCTGGAATTGAAAAGACGAA 181

Ai02B7255 Araip.B02 7255 p4 (AAAT)6 24 21827593 21827616 GGAACTTGGGTTGCTGAAAA TGGGGTAATTTTGTCCCCTT 243

Ai02B7261 Araip.B02 7261 c (GT)16(GA)17 66 21867556 21867621 GAGAAGTTGGTTCTGCTCCG CTCGAGATGCTAAATCCTATGG 278

Ai02B7264 Araip.B02 7264 p2 (CA)8 16 21879463 21879478 TGACCCGAGTTTTGAAGACC AAAGCACAGTTATTTTGCCAGA 276

Ai02B7265 Araip.B02 7265 p2 (TC)8 16 21887313 21887328 TATATGCCGGATGCATCAAA AGGCACTGAGGTATCAACACA 199

Ai02B7269 Araip.B02 7269 p3 (TTA)5 15 21899548 21899562 TCAGTTTGTGCCCCCTTCTA GCATGTGCACTCTCTTGGAA 253

Ai02B7273 Araip.B02 7273 c (CCA)6ttatcaccatggtcg(TCA)754 21905144 21905197 TTTCGCTACAAAATGGTCCC TGGTGGTGAGTTTTGGTTCA 263

Ai02B7274 Araip.B02 7274 p3 (GAA)16 48 21906814 21906861 CAGTTTCCACCTGTGTACCAAA AGCGGCCATATTAAGGGTTT 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7276 Araip.B02 7276 p3 (TGG)5 15 21909369 21909383 TTCCCTGCTCCAATTTTCTG TCAGAATCGAAATCGTCCCT 258

Ai02B7277 Araip.B02 7277 p4 (ATTT)5 20 21911515 21911534 AAAGAAAAAGTTTAGGGCCAA CTTTTCCCTTCTTTTCCGGT 249

Ai02B7280 Araip.B02 7280 p3 (TTG)5 15 21921942 21921956 GAGGATGGACAAAGGACGAA TAGATGATCACAGGGCATGG 269

Ai02B7281 Araip.B02 7281 p2 (TC)18 36 21922455 21922490 TAGTCGTGAACCACCATTGC AAGTGCGAAGATGAGGGAGA 183

Ai02B7282 Araip.B02 7282 p2 (AG)6 12 21923140 21923151 ATCTTCTCCTCCCAGTGTCG CGTAGCATCATCTCCCTTCC 278

Ai02B7283 Araip.B02 7283 p2 (AT)11 22 21926238 21926259 ACTAACTCAGCCTGCGAAGC TGTTGCTTTTCAGATGCAGG 278

Ai02B7284 Araip.B02 7284 c (AAC)5a(ATT)17 67 21934202 21934268 AGGCCAGTCCAATCATTCAG TGAGCCCAAAACGTAAATCA 256

Ai02B7288 Araip.B02 7288 c (AG)11at(AG)17 58 21939684 21939741 TTGTTTGCATTGGACTGAGC CATCTTACTGGATTGTGCTGACTT 259

Ai02B7293 Araip.B02 7293 c (A)11taaagaaacaaagtagcaaagccaca(AG)649 21962959 21963007 TTGGTGGGTTCCCAACTAAG GTTAGCTTGCCCTTTTTCCC 181

Ai02B7294 Araip.B02 7294 p2 (AG)10 20 21971117 21971136 AAAGGGGTATCGAGGGAGAA TGGTGACGCTCCTCTCTCTT 143

Ai02B7295 Araip.B02 7295 p2 (TA)13 26 21973746 21973771 TTTTCGTCCCTCGTCTTTGT CTCAACACCGTATCGCTGAA 177

Ai02B7298 Araip.B02 7298 p2 (AG)6 12 21981433 21981444 CCCTAACCTAACCACCCCAT GATGGTGACGCTCCTCTCTC 258

Ai02B7299 Araip.B02 7299 p2 (TA)13 26 21986111 21986136 GGAAAGGTTTCGGATTTCTG CCGTATCGCTGAATTCTTTG 275

Ai02B7303 Araip.B02 7303 p3 (TCT)5 15 21997852 21997866 GAATGTGCAAGCATGGAGTG GCACCTGGACAAGATACAAGC 191

Ai02B7314 Araip.B02 7314 p5 (CGGAT)5 25 22047511 22047535 TTGCTGGGTATCCGTTTTTC CAGTGCGGATCGGATAGAAT 106

Ai02B7315 Araip.B02 7315 c (A)11ctattttaagattttgtttggctgtttttac(A)1557 22047673 22047729 ATTCTATCCGATCCGCACTG AGGCTTAAACAGGTGAAAAATAAA 219

Ai02B7320 Araip.B02 7320 p2 (TA)7 14 22055160 22055173 CCTCCGTTTTTATTGATATTTTGC GAATTTCAAATCCTGTCATCCC 214

Ai02B7323 Araip.B02 7323 p2 (TA)9 18 22060709 22060726 AGTTCGGGTTGTGGTTTCTG GAAGCCAAGTGGTTGAAGGA 256

Ai02B7324 Araip.B02 7324 p2 (AT)8 16 22061395 22061410 TATGCATGCTCGTTTCGTCT CACCATTATTTTTGTGTTGCG 274

Ai02B7325 Araip.B02 7325 c (A)10tttctttgctgaaaaaatgcggaaaaacaaaaaacaaaagtgtatgacgcatgagtgcatttttttgctgacttataccaacttgatt(A)10108 22061860 22061967 TCAACGAAATACATTCACAACAAA CGATGATGTTACACGTACAAGC 270

Ai02B7326 Araip.B02 7326 p2 (TA)6 12 22073076 22073087 CAATTTGACATAGTCCCAACAAA TTTGGCAACAGTGAAATGGA 241

Ai02B7329 Araip.B02 7329 p2 (TA)6 12 22106622 22106633 TCTCAAGGTTGTAATGGGGC TTTGGGTAGCTAGGTAAAGCG 150

Ai02B7330 Araip.B02 7330 p2 (TA)6 12 22107501 22107512 GGCGAACACACAAGAATGAA CACAACAATCCACACACCTTG 261

Ai02B7338 Araip.B02 7338 p2 (TG)7 14 22129442 22129455 GTTCTGAGCAATTTCCCCAA CCCAAAATGTTCGGGGATTA 255

Ai02B7339 Araip.B02 7339 p2 (TA)6 12 22134515 22134526 TCCAATTTGATATAGCCCCAA AGCATTTGGCAACACTCAGA 247

Ai02B7341 Araip.B02 7341 p3 (ATT)5 15 22138287 22138301 TAAAGAAAGGCCAACATGCC GTGAATTTGCTTGGGGTTTG 279

Ai02B7342 Araip.B02 7342 p2 (TA)6 12 22140499 22140510 TTGTCCCCCTCCAACATAAA CGTCCATTCTTTTGCATGAC 159

Ai02B7346 Araip.B02 7346 p3 (TAA)5 15 22145810 22145824 CGATGATGCTAAAATTGCCA TCGAATTGAGCTGGTCAAACT 280

Ai02B7347 Araip.B02 7347 p2 (AT)6 12 22146162 22146173 TGATTCGAACTACACCCACG TCATAACATCTTTTAAGCCATTTTT 271

Ai02B7354 Araip.B02 7354 p3 (TGA)5 15 22179354 22179368 AGCATCAGTGCCACACAGAG TCGTCCTCGCTAAGGTCAAG 213

Ai02B7355 Araip.B02 7355 p3 (TAA)14 42 22185032 22185073 GGACAATTAAAAAGTTGGTGGG TCGAAAACACATATCCATGCTC 186

Ai02B7357 Araip.B02 7357 p2 (CT)6 12 22212304 22212315 AAAAGGAACATTGAACCTGTGA TGGGCTATTTCTGACCCAGT 225

Ai02B7360 Araip.B02 7360 p3 (TGA)5 15 22222434 22222448 GGAAACTGTTCTTTCAATGGTTG GGATCAAAAATCAGCCTCCA 246

Ai02B7366 Araip.B02 7366 p2 (TA)8 16 22270551 22270566 GAATTACTCCTGGATGGCGA CACGAATAAAAAGTTGAACAATGAA 106
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Ai02B7368 Araip.B02 7368 p2 (CA)15 30 22283264 22283293 GCAAATGCAGCATGTTCTTG CAGTCCCATTTGCCTCATTT 209

Ai02B7369 Araip.B02 7369 p3 (CAT)5 15 22283525 22283539 AGCATTTTCCGGACACTTTG GCAGGTCAGAGGCAAGAGTT 260

Ai02B7375 Araip.B02 7375 p2 (TA)10 20 22318632 22318651 TGATGTACAACAAGCAAGCAAT TCTCGTGCTGATAACGTGTTG 243

Ai02B7381 Araip.B02 7381 c (ATT)5gttattattg(TTA)540 22344523 22344562 GGCAATATCCGAATCTCCAA CTAGAGGTGGGCTTGACTGC 202

Ai02B7384 Araip.B02 7384 c (AT)10ctaattttataactaaaatatgtcatatatcacttttttattgtaattgaaatcaaa(T)1188 22349519 22349606 GAAAAGAAGAAATGGGCGTG TGTGGCACATTTTGGTTGTAA 269

Ai02B7385 Araip.B02 7385 p3 (ATT)5 15 22350492 22350506 GACATGCCCAAGACCAAACT CGGATGTCCATCAATGTGAA 272

Ai02B7389 Araip.B02 7389 p2 (TA)7 14 22355375 22355388 ACTCGACCTGCGAAGCTAAG TCCCTCAGGCTCTACAGGAA 244

Ai02B7392 Araip.B02 7392 p3 (CTT)5 15 22364774 22364788 CATGGGAGGTTGTGCTTCTT GAGGCTCCAGTGGACAAGAC 264

Ai02B7394 Araip.B02 7394 p2 (TA)9 18 22381071 22381088 TTGCGAAAGCATCTATGACG CCCACCAACAAAAGCAGAAT 265

Ai02B7397 Araip.B02 7397 c (A)10tatcagtgaatgttgctaaaatttgcaagacacatctgagaaaaaggtgtactcc(A)1075 22407170 22407244 TCACAAGAAAATTCACCAAAAGA CCTCGAGCGACAACTAAAGTG 273

Ai02B7401 Araip.B02 7401 p3 (TTA)5 15 22436488 22436502 TTTGTATCTGGGTTGAGGGG GCCCGGATACCAAAGAAGAC 273

Ai02B7402 Araip.B02 7402 p2 (AT)6 12 22443115 22443126 TTTAAACCGCAATACCGCTC ATATGGGCGCAGAAGTTACG 279

Ai02B7403 Araip.B02 7403 p2 (CT)6 12 22450501 22450512 TTCTTCCTCTGTTCGTGCCT GAAATCGGAGTTTTGCAAGC 136

Ai02B7404 Araip.B02 7404 p2 (CT)6 12 22455541 22455552 CGACATCTGAAACCAACACG GAAATCGGAGTTTTGCAAGC 271

Ai02B7405 Araip.B02 7405 p2 (GT)7 14 22455948 22455961 AGCCCTCCCTCTCTGATCTC ATCTACCCTCTCCCCCAAGA 145

Ai02B7406 Araip.B02 7406 p3 (TAT)5 15 22456510 22456524 TCCAATAAATCAAAACTTGCCTT CCAGGAGCGTATAGGTTTCG 267

Ai02B7407 Araip.B02 7407 p2 (TG)19 38 22461132 22461169 TTTGTGGCACCTTTATGACAA AAACCATTTTCTGCACTGGG 267

Ai02B7418 Araip.B02 7418 p2 (TA)9 18 22512441 22512458 TTCTGCATTTTGCACTTTGG CTGGTGCTTCAAAAGGTTCG 278

Ai02B7419 Araip.B02 7419 p2 (TA)9 18 22517197 22517214 TTCTGCATTTTGCACTTTGG CTGGTGCTTCAAAAGGTTCG 278

Ai02B7420 Araip.B02 7420 p2 (TA)6 12 22518563 22518574 AAAATTGGGCAAACCAGGAT GGCCAAGGTAAAGGTAAGGG 134

Ai02B7421 Araip.B02 7421 p2 (AG)6 12 22519685 22519696 GCCCAAATCCAAGTCAGAAA GGAACATTGAACCTGGCATT 209

Ai02B7422 Araip.B02 7422 c (AT)11(AC)6 34 22525417 22525450 GCGGCAGCCCTTTAACTAAT TCTCTCGCCACTCATTCCTT 225

Ai02B7425 Araip.B02 7425 p2 (AT)8 16 22535471 22535486 TTAAGTGTGGGGAGGTCGTC TTTCAAATCAATTGGGGTGC 208

Ai02B7426 Araip.B02 7426 c (A)10ga(AAAT)6 36 22536100 22536135 TTGGGAACATTGGTTGAGGT TTCACTTTGGGGCATTTTGT 233

Ai02B7436 Araip.B02 7436 c* (TAATGA)5(ATA)6*actactatgtgaaagaagtgttgaaagaattagggtaacgtc(TAA)24161 22569429 22569589 TTGGGATGCTACCTTATCCC CCCCCTCCTAACACCGATAG 275

Ai02B7437 Araip.B02 7437 p2 (AC)11 22 22575428 22575449 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 262

Ai02B7438 Araip.B02 7438 p2 (TA)6 12 22589366 22589377 TTCACTTTGGGGCATTTTGT TTGGGAACATTGTTTGGGAT 202

Ai02B7439 Araip.B02 7439 p2 (AT)10 20 22596019 22596038 CAATCATACATCACGTCAATCTG TAATTCCGCTTTATGCGACC 235

Ai02B7440 Araip.B02 7440 p2 (AT)11 22 22596560 22596581 GCCAGAAGATCTCATCCGAG ATGGCCCTAGAGGCTTGATT 250

Ai02B7441 Araip.B02 7441 p2 (AT)6 12 22602761 22602772 CCTCAACAATTCACCAGCCT CGATTTCTGACGCTTTCTCC 279

Ai02B7443 Araip.B02 7443 c (T)10ctcgccattttttttcttctc(T)1041 22609991 22610031 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 145

Ai02B7447 Araip.B02 7447 p3 (TTC)5 15 22628164 22628178 TCGCCTAAGGTGTTTGGTTC GGGGGCACTAATTTTCACCT 254

Ai02B7448 Araip.B02 7448 p2 (AT)8 16 22634076 22634091 TAAATCCACCATTCGGAAGC CCCTTTTCTTCAAAGGCTCC 189

Ai02B7450 Araip.B02 7450 p2 (CT)23 46 22642329 22642374 AGGGTTGCTTGATCATCGTC GAGCCCGAAGAGTGTGAGAC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7451 Araip.B02 7451 p2 (CT)23 46 22643981 22644026 GTGCATGAAGGATTTTCGGT GTTTAGGGAAGAACGGGGAA 224

Ai02B7453 Araip.B02 7453 c (T)10c(T)10 21 22665335 22665355 TGGCTTTTTCTGCTTGCTTT TTGATGTGGTGACAATGCTTC 269

Ai02B7454 Araip.B02 7454 p2 (AG)6 12 22669162 22669173 CTTGTCTTTGCTCCTGCTCA CCTCACTCACCAAAAATCCG 160

Ai02B7455 Araip.B02 7455 p2 (AG)6 12 22669408 22669419 CGGATTTTTGGTGAGTGAGG TTTCTTATCTTTTTCAAAACCACC 271

Ai02B7456 Araip.B02 7456 p2 (TA)6 12 22674255 22674266 TGGTTTATCAACCTCCCCAC TGTTCCCTGCTTTCATGAGC 268

Ai02B7457 Araip.B02 7457 c (T)15catttctcaatacttatgcattgattcttactgagcttcaccttggggcattttgtcccctttattgcttttc(T)1098 22684188 22684285 CCCATTCTTCACTTTTTCTTACA TGGGCACATGTTCATGTATTG 278

Ai02B7458 Araip.B02 7458 c (AG)6gaaggcagtgatggtggcgcggaggcggagacggtggcgcggtgggagttcggccgggaggaggaagagaggagt(GA)8103 22687651 22687753 AGTGGGGACTACGATAGGGC CTTCTCTTCCCCCTCTCACC 274

Ai02B7460 Araip.B02 7460 p2 (TA)6 12 22715333 22715344 TCTCAGAACCAAACGAGCCT CAACCAATGCCTTCCAATTT 236

Ai02B7462 Araip.B02 7462 p2 (CA)9 18 22717991 22718008 TTGTCTCCCCCTTGTGTTTC GGGTTTTGCTATCCCGTGTA 144

Ai02B7463 Araip.B02 7463 p3 (AAT)7 21 22721897 22721917 GGTAAAGAAATGGGTTTGGG CCCGTTAAGGGTATATTTGATGC 266

Ai02B7464 Araip.B02 7464 p3 (TGA)6 18 22723349 22723366 ACCATGCTATCATGCCACAA TCGAACTCCCGATACTTGCT 271

Ai02B7469 Araip.B02 7469 c (A)10tac(A)11 24 22735466 22735489 GCCATGTCTGACCCTTTGAT ATGCACATGCAATTGACACC 222

Ai02B7471 Araip.B02 7471 p2 (CT)6 12 22736777 22736788 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCTCTGTCCCTG 220

Ai02B7475 Araip.B02 7475 c (AG)7gagagaac(CT)634 22753580 22753613 ACATTGAACCTGGGATCGAG GTTTCTGACCCAGTTTTCGG 211

Ai02B7478 Araip.B02 7478 p2 (AG)8 16 22758879 22758894 ACATTGAACCTGGGATCGAG TGGAAATCCAACGTGATTGA 256

Ai02B7479 Araip.B02 7479 p3 (TTC)5 15 22763732 22763746 CCCAACTGTCTTCACGCATA GTGCCACTGGAGGTAGTGGT 210

Ai02B7483 Araip.B02 7483 p3 (ACA)5 15 22785011 22785025 ACGAACAAAGTGACGGAAGG TGGCGTCATTTGATTCATGT 230

Ai02B7487 Araip.B02 7487 p2 (AG)6 12 22837243 22837254 AAGATGGGAGAGGGAGAATTT TTTCAAAATTTGTTTCAACTAACCA 263

Ai02B7493 Araip.B02 7493 p3 (TAT)6 18 22896706 22896723 CATTCTTTGTCTCCCCCTCTT GTTCTTGTCCTTGCTCCTGC 134

Ai02B7495 Araip.B02 7495 p2 (CT)6 12 22911450 22911461 GGAACATTGAACCTGGAATTG AGGCTACAGAGTGGGGGAAT 169

Ai02B7496 Araip.B02 7496 p2 (AC)7 14 22912661 22912674 GGGCTAAGGTAAGGGTGAGG TGAAAAAGAGGGAATTTTGGG 145

Ai02B7498 Araip.B02 7498 p3 (GAA)5 15 22916725 22916739 AAAATATTCGCGGGACAAAA TGCATGCAATGTTTTCTTAAA 240

Ai02B7500 Araip.B02 7500 p3 (TTC)6 18 22918091 22918108 TGAAGGCATATCCAAAAGGG TCAAAATGAAAATTCGACCAAA 253

Ai02B7503 Araip.B02 7503 p3 (ATT)5 15 22926273 22926287 TCCATACCCTTATCACCCCTC GGCCGGAAAGAGGTAAGAAC 262

Ai02B7512 Araip.B02 7512 p2 (AT)13 26 22965969 22965994 ACCGCAATACCAATCCAAAA TATGGACGCAGAAGTCACGA 257

Ai02B7513 Araip.B02 7513 c (TACA)8tatatatac(AT)857 22972976 22973032 GCTCGGACATTACGACGACT CAGATTTTCATTTGGCGGAT 261

Ai02B7514 Araip.B02 7514 c (TG)7(TA)19(CA)766 22979820 22979885 CAGATTTTCATTTGGCGGAT TATGGACGCAGAAGTCACGA 274

Ai02B7517 Araip.B02 7517 c (A)10tcgtatttccattgcaaaggaacattgaagagtaagaaaaaaaaacattgaagagtaag(A)1079 22996285 22996363 TCCATGAAACTCAGCCATTC TCAATGTTATGACTAGTGTGATTTGAA 257

Ai02B7518 Araip.B02 7518 p3 (AGA)6 18 22996922 22996939 TCAAAATCAAAATCGTCCCC AAAGAGAGAGAAGCGATGCG 274

Ai02B7519 Araip.B02 7519 c (TC)21ttctccgatgaaccagcgacccagcggcggagaaccagcgacccagcggcagcagcaacccgtccctccctctcttcgcatcgct(TC)8143 22997068 22997210 CTTCTCCGATGAACTAGCGG GAGAAGCGATGCGAAGAGAG 256

Ai02B7520 Araip.B02 7520 p2 (TC)11 22 22997325 22997346 CTCTTCTCCGATGAACCAGC AGAAAAGCGATGCGAAGAAA 235

Ai02B7521 Araip.B02 7521 p3 (CTT)6 18 22997549 22997566 GGGGTTTTGTGAACTCGGTA TTTCGGAACCTGGTATGGTC 245

Ai02B7522 Araip.B02 7522 p2 (TA)14 28 23007016 23007043 CAATTGACTGAACCACACCC TCTCAACAAGATGTCGTGCAT 259

Ai02B7524 Araip.B02 7524 p2 (TG)9 18 23010220 23010237 TGAGGGATGAAAATGACTTACG GTTGGATGATGATGTGTCGC 151



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7528 Araip.B02 7528 p3 (TAA)6 18 23027472 23027489 CATCCCCGAAGTTCACAGTT ACAGGTGTTCGAATTCTGCC 273

Ai02B7530 Araip.B02 7530 p3 (AAT)6 18 23046022 23046039 TTCTTGTCCTTGCTCCTGCT TCCGAACCCTCTCTCTCTGA 154

Ai02B7535 Araip.B02 7535 p2 (TA)7 14 23070768 23070781 AATTGCAAGCAGGTAAGCGT GATTTTGTGTGCACGTAGCATT 209

Ai02B7539 Araip.B02 7539 p4 (AAAT)5 20 23092753 23092772 TGTGTTAAGGGGGCAAGACT ACGAAACTATAAAAACCAACACAGT 246

Ai02B7540 Araip.B02 7540 p2 (AT)8 16 23095351 23095366 CCCAGTTCCAGATTCCAAGA CATCATATAAACAGCCCGCC 200

Ai02B7545 Araip.B02 7545 p3 (CTC)8 24 23110666 23110689 ATGGTTCCATGCTTTCATCC CGGTGAAGTGCAACTAGCAA 251

Ai02B7547 Araip.B02 7547 p2 (TA)6 12 23112941 23112952 TATGAACGTGGTGTGAAGGC GGAGTTACGGATCGCAAAAA 219

Ai02B7550 Araip.B02 7550 p2 (TG)22 44 23135027 23135070 ATGTGACCGGGCACTTTAAC TCCATGGAGTCAAACTCGAA 176

Ai02B7552 Araip.B02 7552 p4 (TTAT)5 20 23147068 23147087 CCCATAATTCCCACTTTTGC TGGGTACCTACTCATGTAAAACAGA 271

Ai02B7554 Araip.B02 7554 p2 (AT)13 26 23149951 23149976 GGCAAATGTAAAACCATGCAA TGCTTGTCCTCAAGCAAAGA 280

Ai02B7557 Araip.B02 7557 p2 (CT)7 14 23155370 23155383 ACCTCCGTCCAACTACAACG AAGTAACCTGCGCTGAGGAA 277

Ai02B7563 Araip.B02 7563 p3 (AGA)6 18 23178984 23179001 TTGAGCCAAATGCTCTTGTG TGATGGTGGTAGCACTGGAA 127

Ai02B7564 Araip.B02 7564 p2 (GA)11 22 23179518 23179539 CGTTCTTTGCCGTTGATTCT AGCACGCTCGTTCTCTCATT 265

Ai02B7567 Araip.B02 7567 p3 (TAT)9 27 23182151 23182177 GAAGAAGACCAGGAAAGGGG CCGTTGACCGGTTCAAATAC 279

Ai02B7572 Araip.B02 7572 p2 (TC)8 16 23192195 23192210 CCCCACGTTCTCATAGTCCA TCATTCTCTTTCTTCTCTGCCA 273

Ai02B7576 Araip.B02 7576 p2 (AT)7 14 23215690 23215703 TCCCTCCTTGATCCACATTC AGGGTCCAAGGGAAGCTAAG 248

Ai02B7592 Araip.B02 7592 p3 (CTT)5 15 23265541 23265555 TTCTTTCTCCCTCACCTCCA GAACATGCAAGCAACCCTTT 261

Ai02B7593 Araip.B02 7593 p3 (AGA)6 18 23271585 23271602 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 263

Ai02B7594 Araip.B02 7594 p3 (GGT)5 15 23280499 23280513 CTGATGTCAAAGGTTGCCCT TTAATTTCTCAACCCACCGC 257

Ai02B7595 Araip.B02 7595 p2 (AT)9 18 23290142 23290159 TTTCTACCCGCAAATTCGTC TGCGTGCCATAATTTCACAT 268

Ai02B7596 Araip.B02 7596 p2 (AT)6 12 23291504 23291515 ATGCCCAACAGGATCAGAGA AGCCTCTTTCAGGGTAAGGG 187

Ai02B7600 Araip.B02 7600 c (CT)7aattttcgaaaatatctcccctctttttcaaaaatttc(T)1062 23321666 23321727 TTTCTTAACTTTTTCAAAACCACC ATGAGATGGGGGAGGGATAA 226

Ai02B7601 Araip.B02 7601 p3 (TAT)5 15 23322008 23322022 TATTCACCGTGCCAGACAAA TCCATAATAGGTTGAAAATGATAAAAA 136

Ai02B7607 Araip.B02 7607 p4 (TTCT)8 32 23338915 23338946 CCTCAACCCCCTTCTTCTTC AGAGGTTGAGTTGGGGGAGT 162

Ai02B7608 Araip.B02 7608 p3 (AGA)5 15 23343524 23343538 GAAGGCTGAGATGAGCTTGG TCTTCCCCACTCCCTAACCT 185

Ai02B7622 Araip.B02 7622 p2 (AT)17 34 23398733 23398766 TTGGGCCATCTGGTATCATT TCACGAGCTGGCTCAAATAA 274

Ai02B7624 Araip.B02 7624 c (TGA)5tgtctttatttttatttcattgttttcaaaatttagaattaaaataaataggtttcaatattagtaacttttgt(A)1099 23414152 23414250 GGTTGTGTTCAAGCTTCCAAT CCTATCCAAAACAACCCAACA 276

Ai02B7625 Araip.B02 7625 p2 (AT)7 14 23414902 23414915 ATCATATGCCCACGTCCAAT TGTAAACCTTGCCCACCAGT 230

Ai02B7627 Araip.B02 7627 p2 (AT)9 18 23417293 23417310 TAGCTGGAGCGTTGGACTTT GGCAAAAGTAACTGTGGTTGC 279

Ai02B7630 Araip.B02 7630 p2 (CT)6 12 23425954 23425965 TGTTTCTTAACTTTTTCAAAACCTCC TTTGAAAATTGAGAGAGAGAGAGTT 218

Ai02B7631 Araip.B02 7631 p2 (CT)6 12 23426116 23426127 TGTTTCTTAACTTTTTCAAAACCTCC GAACTATGCCCTGTTCTGGC 257

Ai02B7633 Araip.B02 7633 c (A)12ttttacccttttatttaaatttgtattaattatgtacctaatatttc(A)1271 23431957 23432027 CAGTACCGCGACGGATTAGT AGGTGCTATCCATTCGCAAC 246

Ai02B7638 Araip.B02 7638 p3 (ATT)6 18 23447642 23447659 TCTTGTGTTGGTTGTTAACTTTGTT CCGGGTATAGACCAGGTGAA 233

Ai02B7641 Araip.B02 7641 p4 (TAAA)5 20 23460810 23460829 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 243
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Ai02B7642 Araip.B02 7642 p2 (AT)20 40 23486156 23486195 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 274

Ai02B7645 Araip.B02 7645 c (T)10gccatttttttttctttc(T)1139 23542285 23542323 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 259

Ai02B7646 Araip.B02 7646 p3 (CTT)5 15 23550196 23550210 GTGGTCCAAATAACGGAACG ATACCTGCTTCAATGGCACC 234

Ai02B7651 Araip.B02 7651 c (T)18cttgtttctatatattcattcttcttctttatta(T)1062 23620226 23620287 GAAATCATTGGTAACTGTTTGTTGA CGCCTCATTGCTATACGTCA 263

Ai02B7652 Araip.B02 7652 p3 (TAA)7 21 23620980 23621000 ACAGGCACGTCAATACGTCA CCATCCAAACTCTCACTGGG 198

Ai02B7653 Araip.B02 7653 p3 (ATA)5 15 23621224 23621238 CCCAGTGAGAGTTTGGATGG ACTGCGCATTCTTCTGTTCT 211

Ai02B7654 Araip.B02 7654 p2 (GA)10 20 23622237 23622256 CAGAGGAACTTTTTCAAGCCA GGGTAAAATTCAAACGCGAA 256

Ai02B7661 Araip.B02 7661 p2 (TA)6 12 23643476 23643487 TGAAACAAACGGTGTTGAAGA CAATCTTAGCCTCAGGTGCC 176

Ai02B7662 Araip.B02 7662 p2 (CT)12 24 23652607 23652630 AGCGACATTGTAGGGGTCAG TGCGAATTTGAATTGAACCA 119

Ai02B7664 Araip.B02 7664 p2 (TG)6 12 23659155 23659166 ATGCACAGCTTGGATGACAG TCATCCAAAACTACATTCCGA 274

Ai02B7666 Araip.B02 7666 p2 (CT)7 14 23663624 23663637 GAAGTTGGGCAATGGTCATC CTCTCCTGCAATCACATCACA 143

Ai02B7671 Araip.B02 7671 p3 (TTC)46 138 23681996 23682133 CGCCTCCTTCTCCATTTTCT AAAAGAAGAAGACGCAATACTGG 223

Ai02B7672 Araip.B02 7672 p3 (AGA)56 168 23691457 23691624 TTGGTGATGACAATAACGAAAGA GCCCACCATTTCATAACACC 279

Ai02B7674 Araip.B02 7674 c (T)10aaataaatttctatgtctaaccaaaatatttaatttaagtctaattaaattattataacaattttttaaattatttgtc(T)10gtctctttcttttatttttcttctttttttttcttttaaatttgtgcacgcattttcttcttctcttc(T)10177 23694754 23694930 GCAGGTAGCATTGGAAAAGG CGCAACATTAGAGGAGGAAAA 275

Ai02B7675 Araip.B02 7675 p3 (AGG)8 24 23696013 23696036 TGAACCCCAATTCACTCACA CACACGCGTTTCAATAATGC 227

Ai02B7677 Araip.B02 7677 p2 (AT)9 18 23706941 23706958 TGCAAACAAAACTTTGGACA TTTCATTTTCTTTAAATCGAGAACC 205

Ai02B7684 Araip.B02 7684 p2 (CT)6 12 23793291 23793302 GGAACATTGAACCTGGAATGA TCACCTAGTTTTTGGCCCAG 200

Ai02B7685 Araip.B02 7685 p2 (AT)7 14 23794426 23794439 TTTTCAATGTTGTAATGGGGC TTTGGGTAGCTAGGCATGATTT 144

Ai02B7687 Araip.B02 7687 p5 (ATAAA)5 25 23806609 23806633 CACCACTCACAGCAACAACC TGGTGTTCTTCTTCTGGCCT 241

Ai02B7689 Araip.B02 7689 p4 (ATTA)5 20 23813037 23813056 GCCTTAGTTGCTGCAGTTCC TGCCTTGGAGCAACTTTCTT 221

Ai02B7692 Araip.B02 7692 p2 (AC)9 18 23819204 23819221 AGCACCAAAACCCATGAAAA TTTGGTCCTAAGAATGGTTGG 214

Ai02B7698 Araip.B02 7698 p3 (AGT)5 15 23826702 23826716 TGGGTTCTGACTTGTGACCC TAGAACACTCGTAACCGCCC 160

Ai02B7706 Araip.B02 7706 p3 (AAG)9 27 23859037 23859063 ACTATGAACCTACCGCCGTG ACAAAGTGGTCCCTGGATTG 272

Ai02B7710 Araip.B02 7710 c (T)10ct(A)13 25 23868065 23868089 CTGCCCCTAACATTCCTCAG AGGGGGAAAATTGAAAACAT 201

Ai02B7713 Araip.B02 7713 p3 (TTC)5 15 23871581 23871595 TAGCATCACGTTGCCACACT ACCCACTAGATGGTGAACGG 241

Ai02B7715 Araip.B02 7715 p3 (TAA)5 15 23879623 23879637 GATCCGATCCTCGTACCTGA CTGTGTTACTGCTTCCGCTG 238

Ai02B7716 Araip.B02 7716 p3 (ATG)5 15 23883467 23883481 GGACACTGAGGGCTGTTCTT TCGTTACCTCGTATCCTCGC 272

Ai02B7717 Araip.B02 7717 p3 (CAT)5 15 23887096 23887110 CTCATTTGAAGGGGGATTCA GTTTGGAGAACGGGTTGAAA 223

Ai02B7718 Araip.B02 7718 p2 (TC)17 34 23887857 23887890 GGGTAAAATTCAAACGCGAA GGTGGTAACAAGAGGCGGTA 277

Ai02B7720 Araip.B02 7720 c (A)10g(A)10 21 23890309 23890329 GCACTAGAACAAAATCCCAACC CAAGCAAGAGGTTCTGCCAT 183

Ai02B7728 Araip.B02 7728 p2 (GA)14 28 23911507 23911534 AGCCCTCTTTGTTGATTGTGA TTGCATGTGATGGAAGAGGA 278

Ai02B7734 Araip.B02 7734 p2 (AT)6 12 23927002 23927013 GTGTGGGAAAAGTGGGTTTC TGTTTTCCACATATTCACGCA 253

Ai02B7736 Araip.B02 7736 p3 (TTC)6 18 23935283 23935300 ACCTCCTTATTTCGCAACCC CAACACCAATGGAAAAATAGTGA 272

Ai02B7739 Araip.B02 7739 p2 (AT)14 28 23945899 23945926 GTAATGGGGTTAAGGCAAGG TGTGATGCAAAAGTGGGAAA 173
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Ai02B7740 Araip.B02 7740 c (AG)6tgggaggcgagagggttt(AG)9(AC)762 23958508 23958569 CGATGACAGCTGCGGTAGTA TGGTGACCTGCAATGGTTTA 252

Ai02B7741 Araip.B02 7741 p2 (CA)6 12 23965555 23965566 GCATGCGAACACACACATTA GTGTGAGAGAGAGCACGCAC 211

Ai02B7742 Araip.B02 7742 c (CT)8cc(CT)8 34 23966214 23966247 CAATGTTTAGACAAATTTATTCCGA AAGATACCGGTGCTACACGC 192

Ai02B7744 Araip.B02 7744 p3 (TCA)9 27 23972577 23972603 TGGTTAAGAAATTCATGTGTCAAA TCATCGGATTTCTTCTGACAGT 263

Ai02B7750 Araip.B02 7750 p3 (TTA)21 63 23988754 23988816 GGGGTAATTTTGTCCCCCTA GGGTGCATGCTCATGTAAAA 182

Ai02B7754 Araip.B02 7754 p3 (GTG)5 15 23997970 23997984 ATGGCACTGACGACAAACAA ATCACTGCCTTTTCCCCTCT 143

Ai02B7756 Araip.B02 7756 c* (AT)9(T)10* 27 24002551 24002577 TTTTCAGGGTTGTAATGGGG TGGGGAATTTTATGGGAACA 188

Ai02B7757 Araip.B02 7757 p2 (AG)7 14 24011620 24011633 GGGGGAGGGATCATTCATAC CAAAATGCATTAAAAGGAAATGG 256

Ai02B7758 Araip.B02 7758 p2 (GT)6 12 24015551 24015562 TTGCTTGATTCTTGGCTTGA GCAAAAGCAAGGAAGCCTAA 277

Ai02B7759 Araip.B02 7759 c (A)10gagaaaaacaaaagaaaaataac(A)1043 24016617 24016659 ACTTGGGACATTGGTTGAGG TTGAACTTTACTTTGGGGCA 250

Ai02B7762 Araip.B02 7762 p3 (TAT)5 15 24033675 24033689 CTGCTCTCATCACCCTTGTG TTCTTGTCCTTGCTCCTGCT 161

Ai02B7765 Araip.B02 7765 p2 (AT)11 22 24048409 24048430 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 264

Ai02B7772 Araip.B02 7772 p3 (TTC)5 15 24067911 24067925 AGCCCTCCATTCTTCCTCAT CTCGCCCTCGAGTAAGAGAA 134

Ai02B7775 Araip.B02 7775 p3 (TTC)5 15 24108499 24108513 TTGTCATTTTCTCCCTTCGC CGAGGATGAAGACCCAAAAA 207

Ai02B7777 Araip.B02 7777 p3 (CAC)5 15 24113142 24113156 CCGTTTTGAAATGGTTTGGT GGCGAGACTCATATTCCGAC 262

Ai02B7778 Araip.B02 7778 p4 (GTAT)5 20 24116272 24116291 AAGAATGCAACATAAATCCTTCA TGAATTACCTAAATGTACTCCCTATG 236

Ai02B7779 Araip.B02 7779 p4 (GTAT)5 20 24118419 24118438 AAGAATGCAACATAAATCCTTCA TGAATTACCTAAATGTACTCCCTATG 236

Ai02B7780 Araip.B02 7780 p3 (CAC)5 15 24119691 24119705 AAAAGGTTGGGCAGGAAAAT TGCAGTAAGCAAATTCTGCAC 153

Ai02B7781 Araip.B02 7781 p2 (AT)10 20 24121276 24121295 GCATTTGCTCCCATTGAGTT TTTTTGTTTTATTCCTAAACTACCCC 241

Ai02B7783 Araip.B02 7783 p2 (CT)6 12 24134577 24134588 AGCCAATTGGGCAACATAAA GAGGCTATAAAGTGGGGGAA 252

Ai02B7784 Araip.B02 7784 p4 (CAAA)5 20 24143142 24143161 CCACGCAAACTTGAGGAGTT GGGTAGTGGCCGATTTCTTT 280

Ai02B7785 Araip.B02 7785 p2 (CA)7 14 24148942 24148955 CCAAAATCCCCAAATTGAAA TCTTTTTCAGCTGGGTTGCT 110

Ai02B7786 Araip.B02 7786 p2 (AG)7 14 24149205 24149218 GAAAGAAAAATGGGGAAGGG CGGCATCAAATCCGACTATT 270

Ai02B7789 Araip.B02 7789 p2 (AT)7 14 24154398 24154411 CACGAACGCGAGTATTGAAA GGTTTTTAGAGGGGCAGGAC 276

Ai02B7790 Araip.B02 7790 p3 (AAG)5 15 24163752 24163766 CCTCTCCCATTGGACTTGAG GGTGATGTCTTTGGGGAAGA 232

Ai02B7794 Araip.B02 7794 p3 (AGA)5 15 24192538 24192552 TAAAATGTTTGCTCGTCCCC CACCCAACACAACCCTCTCT 123

Ai02B7795 Araip.B02 7795 p2 (AG)6 12 24196023 24196034 AAAGAGGGAAGGGATTTTCG TGAATCACATCTTTTTCAAAATCAA 209

Ai02B7797 Araip.B02 7797 p2 (AG)8 16 24207684 24207699 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 200

Ai02B7798 Araip.B02 7798 p2 (AG)7 14 24212482 24212495 TGAAAGGGAAGTTTAAAAACAAGAA AAGTCCTTTTTGGCCCAGAT 227

Ai02B7800 Araip.B02 7800 p4 (AAAG)5 20 24231399 24231418 GAAACCTCAAGAAAAGGGGA GGGCTAGGGTGAAGGTAAGG 279

Ai02B7801 Araip.B02 7801 p2 (AT)8 16 24243131 24243146 CCCCTCGCCATTTATTCTTT TCATACCAAAAGCTTAGGCG 250

Ai02B7805 Araip.B02 7805 p3 (TCT)5 15 24248129 24248143 CTTTCTCACCGCCATCTCTC ATAAACGACGACAGGGTTGC 275

Ai02B7808 Araip.B02 7808 p3 (AGA)5 15 24256061 24256075 CCTATGACTCGGAGGTGGAA CCCATCACCTCTTCACCACT 279

Ai02B7811 Araip.B02 7811 p2 (AT)10 20 24266328 24266347 TGGAGGACTTATACCAAGGTCAA ACAACCTGAACAACAAGCCC 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7812 Araip.B02 7812 p2 (AG)7 14 24273795 24273808 AGGGGACAAGCAGAGACTCA TGCAATTCCTAGGGAGAACG 231

Ai02B7813 Araip.B02 7813 p2 (CT)7 14 24281155 24281168 AGGGGAAAACAAAAACTGGG CCCAAGGCCCAACATATTTA 272

Ai02B7815 Araip.B02 7815 p4 (TATG)14 56 24283791 24283846 ACAACAAATTTCGGGAGAGC GCCTGTTTAAAACTGAAACCGT 279

Ai02B7818 Araip.B02 7818 c (A)11cagattttatgaaattatataaagaaataaaaagaaaacaaaaagaacaattttactattttgtttttcagattgaacaatc(T)10103 24284777 24284879 CCCTCAATGCTTGATTGTGTT CCTGCTGAAGTTAAGGCAAAA 229

Ai02B7822 Araip.B02 7822 c (CT)10(AT)6 32 24295493 24295524 GAGATCAATCGGCATGCTTT GAGTGACGGACTGACAGCAA 155

Ai02B7824 Araip.B02 7824 p4 (AATT)6 24 24299258 24299281 ATATTTGGGCATGGCAGGTA TGGCCTTTTTAATTGTTTTTCAA 117

Ai02B7825 Araip.B02 7825 p2 (AT)6 12 24299789 24299800 CGAAAAATTCGATCACTCGAC TGTTGGTGTTGGGTCACTTG 203

Ai02B7830 Araip.B02 7830 p2 (TA)6 12 24317683 24317694 TCTCGATTCCAAATTCTCGG TCCATTCAACCACTTTAATGACT 210

Ai02B7831 Araip.B02 7831 p3 (TTC)5 15 24319112 24319126 CAACTTCTTCAGCGTTTCCC CAACAGTGATGCCGAGAGAA 276

Ai02B7832 Araip.B02 7832 p2 (AG)12 24 24319546 24319569 TGAAGAGGATAGTGGCTGTGC CCGTAGCATCATCTCCCTTC 117

Ai02B7833 Araip.B02 7833 p3 (GAA)5 15 24320126 24320140 TGATTTTATGGTAGACGACGACA AACGTGTAAAACGATGCACAA 209

Ai02B7834 Araip.B02 7834 p3 (TTA)7 21 24320982 24321002 TCCTGGCGGAGATTTTACTG AGAGGGGATGAGATGGGACT 238

Ai02B7837 Araip.B02 7837 p3 (AGT)5 15 24322506 24322520 GAAGCGATACCCATCCTTCA TTTCTTCCCTGAAACAAAACTCA 256

Ai02B7838 Araip.B02 7838 c (CA)9(CT)9 36 24325630 24325665 CCCAAAACAAACCCTAACCC TGTCCTCCCCCTTCTCTGTA 147

Ai02B7839 Araip.B02 7839 p2 (TC)11 22 24328394 24328415 GTTTTGTCCCACCCACATTC CCGGACATGGTCTCTTTGTT 237

Ai02B7844 Araip.B02 7844 p2 (TC)7 14 24372678 24372691 CTCATTTTGATGCAGGGGTT TGATCTCAGCAACGACCATC 245

Ai02B7846 Araip.B02 7846 p3 (TTG)7 21 24375700 24375720 TAGATGGACAGGGCACAACA CCTGCATCCTGCTTCAATTT 251

Ai02B7847 Araip.B02 7847 p2 (TA)6 12 24376310 24376321 CCTTGTCAACTTTCTTGGCCT TGAGGCCATCTCCAATTTTC 274

Ai02B7849 Araip.B02 7849 p2 (CT)9 18 24382587 24382604 AGAAAACGATACGTGACCCG TAGTATTCAGCGGGACTGCC 229

Ai02B7850 Araip.B02 7850 p3 (AAT)12 36 24383160 24383195 CGGCCTCATAAAGAGTCTGG TGCAAACTTTGAGTTGCACG 237

Ai02B7855 Araip.B02 7855 p3 (ATT)6 18 24396022 24396039 CCCAATGAAAGCTTGAAGGA ACTTCCAATTCCCAGCACAG 207

Ai02B7856 Araip.B02 7856 c (CT)13ccgatgaaccagcagcgaccctataacagcaacccctccctccctctgttcgcatcatta(TC)13tgatgagccagcagcgaccaagtgacaatggtgacccaatggcagcagtgacccaacagcagcaacccctctctttatttgcattgcc(CT)7214 24397076 24397289 AGCAACCCCTCCCTCTATTC CCGCTGTTGTCGTTAGTTCA 265

Ai02B7860 Araip.B02 7860 p2 (TC)17 34 24403844 24403877 TCCAAAACCTTTTTACCGTCA CATGGGATCGACCTCACTTT 162

Ai02B7861 Araip.B02 7861 c (TC)23tt(TC)8 64 24406273 24406336 TTCTATGGCCCTTTTTGATGA ATGGTCTAGCGGAAAGCAAA 266

Ai02B7866 Araip.B02 7866 p2 (AT)6 12 24452608 24452619 ACGCTTCTGGCTACGTCACT TTGCAAGAGGGATAGGAATTG 264

Ai02B7867 Araip.B02 7867 p2 (CT)6 12 24454798 24454809 GGAACATTGAACCTGTGATTGA CGTGCAAAAATTGCAGAAAA 275

Ai02B7869 Araip.B02 7869 p2 (CT)8 16 24482145 24482160 TGGAAGGGTTCATAAGCCAA GAGAATGGGGGAATCAACAA 267

Ai02B7870 Araip.B02 7870 p2 (AT)10 20 24488062 24488081 GGCTATTGTTCCCATTAAATCC TCTCAAGGGGGAATGGTGTA 279

Ai02B7872 Araip.B02 7872 p3 (GAA)5 15 24505781 24505795 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 214

Ai02B7873 Araip.B02 7873 p2 (AG)7 14 24508303 24508316 GGGTTCGAATTTTTGGTGAG TTTCTTATCTTTTTCAAAACCACC 270

Ai02B7878 Araip.B02 7878 p2 (AG)10 20 24520083 24520102 ATAGGTGAGGGGTTTTTGGG TGTTTAACGCCAGAAAAGGG 242

Ai02B7882 Araip.B02 7882 p2 (AG)6 12 24544702 24544713 TTGGGCCAACAGACTAAACC AAACCCTCACCCCATTCTTC 153

Ai02B7883 Araip.B02 7883 p2 (CT)10 20 24557916 24557935 GTGGCCCAGAAAACACAGAT GAACCTGGGCTTGAGAGTCA 189

Ai02B7884 Araip.B02 7884 p4 (TTCT)5 20 24563379 24563398 GTGGGCTCACCACCATATCT GCAACCAAGCAAGGTAATCC 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7885 Araip.B02 7885 c (AT)9acacttcacaatctgctgattatgttataaaatattg(T)1065 24567937 24568001 AAGCACTGTTCTTTTGGGTG ATCCCCTGATGCTTTATCCC 253

Ai02B7886 Araip.B02 7886 c (AAT)6ggccaatgagttatagctcaaatggcatagtcttctcatactcatttaagaggttgcgggttcgagtctcatatttttagtt(A)12112 24574199 24574310 GCAAGCCCGTATGCATTTAT CATGCAACTCACCCATTCTC 259

Ai02B7890 Araip.B02 7890 c (T)10gggagccttgttgtcctttcgaaataattgtcaggggccggatgaagtattcacttttgaatatatatttgtgggttgtgtttgttcaggttgtgttt(GA)6120 24592480 24592599 CCAAAATAAAATCAAGAGCCG AGCTGCGGATTCAAATTCAG 229

Ai02B7891 Araip.B02 7891 c (TC)11tnnnnnnnnnnnnnnnnnnnnnnnnn(CA)864 24593180 24593243 TGTGGTTCATGCCATTGTTT ATTCATAGCCGGTTAACAGAAC 278

Ai02B7894 Araip.B02 7894 p2 (AG)6 12 24603971 24603982 TAATACACTGGGGGAGCCAA CCAGCAGGCTGATAGGTTGT 172

Ai02B7904 Araip.B02 7904 p2 (CT)7 14 24638877 24638890 TCCTCCCTTCTTCCTTCCTC GCCAAACAAGTTTAGAACAATCC 263

Ai02B7906 Araip.B02 7906 p2 (TG)9 18 24661231 24661248 GCTGTGCTGTTTTGTTTGGA AGAATGTCACGCTTTCGGTT 279

Ai02B7909 Araip.B02 7909 p3 (TTA)6 18 24671912 24671929 GGGAGGGTTGCCCTATAAGT TTGGGTGACCATTTCAGACA 266

Ai02B7910 Araip.B02 7910 p2 (AT)13 26 24672078 24672103 GCAAAAAGGGTAAACCAAGC CTACGCAGATTCAGGCTTCC 260

Ai02B7913 Araip.B02 7913 p2 (CT)6 12 24678139 24678150 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 276

Ai02B7915 Araip.B02 7915 p3 (AAT)5 15 24685542 24685556 TCGCACAACTAACCAGCAAG AGCAGAGGCTCAGAGAAACG 266

Ai02B7916 Araip.B02 7916 p3 (GAA)5 15 24688528 24688542 CTCGAAGGTGGAAGCTTTTG ACACAACCCTCTCTTCCCCT 230

Ai02B7917 Araip.B02 7917 p2 (AG)6 12 24691457 24691468 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai02B7918 Araip.B02 7918 c (AT)9tttttacaataccaaaatagag(T)1151 24694907 24694957 TGTGCTAAACGCACAATTCC TCAAATTTTGTGAAAAGTCCTCAA 260

Ai02B7920 Araip.B02 7920 p2 (AT)21 42 24708744 24708785 TAAACCGTATAGCCGCTCCA TGGACGCAGAAGTCACAAAG 276

Ai02B7921 Araip.B02 7921 p2 (AT)11 22 24715855 24715876 GCTCGGGTATTACGACGACT TGTTCCCTCGCCTTTATCTTT 247

Ai02B7922 Araip.B02 7922 p2 (TC)7 14 24727187 24727200 AGCGTGGGTCTCTCCTTTCT GAGATCGCGAAGAGAGATGG 242

Ai02B7924 Araip.B02 7924 p2 (CT)8 16 24734857 24734872 TGTTTCTTATCTTTTTCAAAACAACC GAAGAATCCAAGCACAAGGG 162

Ai02B7928 Araip.B02 7928 p2 (TC)17 34 24760699 24760732 CTCCGATGCTTATCCCAAAA TCAATCTCAGCGAGAGAGGAA 245

Ai02B7931 Araip.B02 7931 p3 (TCT)5 15 24777518 24777532 CAAAATCTCTTTCCCACCCA GGCCTTAGGTGCCATCAATA 189

Ai02B7932 Araip.B02 7932 p4 (TATT)5 20 24781970 24781989 GCCTAGCTACCCATAATTTCCA GAGACCAGAAAGACCATGTGC 217

Ai02B7933 Araip.B02 7933 p2 (AT)8 16 24782644 24782659 GCTTGCAAGTTACCAAAAGGG TTTTGGCATCTCACTTTGGA 226

Ai02B7941 Araip.B02 7941 p4 (ATAG)20 80 24793882 24793961 GAGCTACTTCTTTGCTTAGCCC GGCAAGCAACTTATTCAATGC 219

Ai02B7945 Araip.B02 7945 p3 (CTT)5 15 24815231 24815245 ATGCAACTCAACAACGGTGA CTCTAGTGCCGTCGAACACA 280

Ai02B7948 Araip.B02 7948 p2 (AG)6 12 24845543 24845554 TAAAAACCCTACCCGGTTCC CAGCACCAGCTCCCTTAAAC 280

Ai02B7951 Araip.B02 7951 p2 (TA)6 12 24854790 24854801 TTGAGCACACACCAGACAGG TCGCTCGTATATGCCTGAAA 240

Ai02B7954 Araip.B02 7954 p3 (AAT)5 15 24862955 24862969 GCTGCCATCTCCTCTTCTTG GAACCCCCTCTTCCATCTGT 270

Ai02B7955 Araip.B02 7955 p2 (AG)8 16 24863280 24863295 TTGAAAAAGAGGGAGATATTTTCG TTTTTCAAAACCAATTTCAATCA 238

Ai02B7956 Araip.B02 7956 p2 (CT)6 12 24886659 24886670 ACATTGAACCTGGGATCGAG CGAAAATCAGCGTGTTTGAA 249

Ai02B7958 Araip.B02 7958 p2 (GT)7 14 24903884 24903897 AAGGGGACAAATTACCCCAA GGGCTAAGGTAAGGGTGAGG 235

Ai02B7959 Araip.B02 7959 p2 (AC)7 14 24911188 24911201 CTCTCTCATCCACCGTCACC CCTCTCATTCGCGTGTTTCT 252

Ai02B7960 Araip.B02 7960 p2 (AT)16 32 24913593 24913624 ACCGGGCTCGTATAAATTCC GAATGGTTCGAAGCGTGTTT 262

Ai02B7961 Araip.B02 7961 c (TCT)5tttctttcgtttcttaccttctctttctc(CTT)662 24913820 24913881 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai02B7963 Araip.B02 7963 c* (A)10cgaagaagaagaggaagagaaagaggaagaa(GAAGAG)7(AGA)25*156 24914453 24914608 TTTCTCCTCATCTTCTGCTGC AAAGCGCTACACTCAGAATGG 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B7964 Araip.B02 7964 p2 (AT)11 22 24915572 24915593 TTTCTCTCGCCTTTAACTTTGC GCCACTCTAATAGCTCGGGT 247

Ai02B7966 Araip.B02 7966 p3 (ATA)6 18 24916229 24916246 CAAGTTGTTACCTTAATGGTGATCC TGAATAGAGTAACCGAGGCCA 100

Ai02B7969 Araip.B02 7969 p2 (TG)7 14 24918387 24918400 ACTGAGCAAGTATCTCCATTAAAAA CTCGCAGGCCATCTTTACTC 252

Ai02B7971 Araip.B02 7971 p2 (TA)10 20 24932760 24932779 CAAAATCCAGTGAGGGTTCAA CGCTCATCAATGTATCATGC 263

Ai02B7975 Araip.B02 7975 p3 (AGA)5 15 24965583 24965597 GAATATTGCTCGCCCTTGAG CAGGGATGCAAATCCTTGAT 255

Ai02B7978 Araip.B02 7978 p2 (AT)9 18 24982969 24982986 ACGCGTGGATACTACCTGCT AAAGAATGCTCAGGTGCGAT 272

Ai02B7979 Araip.B02 7979 p2 (AT)24 48 24988707 24988754 TGGTGAATCTTGCCCAATTT TTCCAATGCATAAACACCCA 235

Ai02B7980 Araip.B02 7980 p2 (AT)7 14 24991144 24991157 CGTGTTTGAACAACTGACGG CCATGATGGAGAAAGGGAGA 256

Ai02B7982 Araip.B02 7982 p2 (AT)10 20 24998371 24998390 ACGCGTGGATACTACCTGCT AAAGAGTGCTCAGGTGCGAT 274

Ai02B7983 Araip.B02 7983 p2 (CT)6 12 25009193 25009204 ATTACAAGGGCGTTTTGCAC GTTCGTGTATTTGGGGTTGG 181

Ai02B7986 Araip.B02 7986 p3 (CAG)5 15 25035828 25035842 CGTTGGTCACCATCATCTTG AGAAGGGTGGTGGAGGATCT 274

Ai02B7987 Araip.B02 7987 p2 (AG)8 16 25039147 25039162 GGAACATTAAACCTGGGATTG ATGCATCCATTCAGGGAGAG 150

Ai02B7988 Araip.B02 7988 p2 (AT)7 14 25045669 25045682 CTGTTAAGATTTGGGCAGGC CCAAAGCAGGACCACAGAAT 277

Ai02B7990 Araip.B02 7990 c (CT)6catctctttctatttattttatttatttactaacatttctcttctactcatctaataattcgaacc(CT)996 25063213 25063308 TTTCAATTTGCTTTTATTTCTTTTC GAGATTCCTTTATGTGTCAGAGGA 267

Ai02B7991 Araip.B02 7991 p3 (GAA)5 15 25074215 25074229 GGTACACTTGCCGGTTCAGT GAGAGTCAAAACGTTGGCGT 255

Ai02B7993 Araip.B02 7993 p2 (TA)8 16 25088772 25088787 AATCCGTGGTGAGACCATGT CCAGAAAATGAAGCTGAGCA 275

Ai02B7994 Araip.B02 7994 p3 (ATA)7 21 25105030 25105050 GCAACTCTAAACTCATCAGGAAA CCCAATCTTGGGACAAATTC 258

Ai02B7996 Araip.B02 7996 p3 (TTA)6 18 25114932 25114949 GCAAAAGTTATAACAGCCATATCAA TGAAGTGTTTGGATATAATTTGAGGA 229

Ai02B8002 Araip.B02 8002 c (T)10agtgttattttcgaacatggaaacatgtggtgggttccaccttctcacagtaggcgagatacg(T)1184 25121712 25121795 AACAAAATGCAAGTGTTAAAATAGG AACAATGCTTCTCATACATAACGA 175

Ai02B8003 Araip.B02 8003 p2 (TA)9 18 25124165 25124182 TGTAAGGCGTCTTGCTCTTG TTGCCTAATTATTGCCGTGT 258

Ai02B8006 Araip.B02 8006 c (T)10c(T)14 25 25134996 25135020 AAGCGAAAAGCAAAAAGAGTTG TTTGGTGAGTTTGATACTGGTCA 209

Ai02B8010 Araip.B02 8010 p2 (TC)7 14 25138077 25138090 GGCGCTACCCTGATGTTAAA GACGACTCCATTGTCACCAA 257

Ai02B8016 Araip.B02 8016 p3 (AGA)5 15 25143368 25143382 CGTTGGCGGAAAATAAGAAC CACTGACGCCCTTTCTTCTC 202

Ai02B8019 Araip.B02 8019 p3 (AAT)7 21 25150242 25150262 AGTGCGAGACCGTGAGAGAT AAAGGGATCAAGGTGCTCAA 278

Ai02B8021 Araip.B02 8021 p3 (TTA)5 15 25203344 25203358 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 237

Ai02B8025 Araip.B02 8025 p2 (TC)6 12 25232095 25232106 TTGATTCTTATCTTTTTCAAAACTACC GAAGGAGATGAGAGAGGGAAGA 240

Ai02B8027 Araip.B02 8027 p2 (GA)6 12 25241219 25241230 TTCCCTTGATTCCAAAGTGG CCCCCTCCCTCCCTATAAAT 229

Ai02B8029 Araip.B02 8029 p2 (GA)6 12 25252324 25252335 TCTCAGTGCTTGATGATGGC TGGGAGGACCACATCTTGTT 175

Ai02B8030 Araip.B02 8030 c (A)10ttataagtaattaaataaggggat(A)1751 25258185 25258235 TGGGAACATGGGATGATATG CAGCTACCCAAATTTTTCCC 275

Ai02B8032 Araip.B02 8032 p2 (AT)8 16 25270725 25270740 GGGGACAAAATTACCCCAAT GGGCTAATGTAAAGGTGAGGG 246

Ai02B8035 Araip.B02 8035 p2 (AT)6 12 25286786 25286797 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 221

Ai02B8036 Araip.B02 8036 p4 (TTTA)6 24 25340707 25340730 CCAATGGAGGGTATGCAGAT TCCTGACCACTTTCTCTCTCCT 239

Ai02B8038 Araip.B02 8038 p3 (AAC)5 15 25356517 25356531 ACAACCAAGGTTGGCAAGAC GCCTTGGTTATGCTGTTGGT 158

Ai02B8039 Araip.B02 8039 p2 (AT)10 20 25358739 25358758 ATGCCATGCAATGCAATCTA CCCATCTCAATTGTAAAGGCA 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8042 Araip.B02 8042 p3 (TTC)5 15 25366626 25366640 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai02B8044 Araip.B02 8044 p2 (CT)6 12 25378025 25378036 ACGATAGGTCGAGAAGGGGT GATGGCGAAGAAGAATTCCA 155

Ai02B8047 Araip.B02 8047 p2 (GT)9 18 25397424 25397441 TGAGATTTTGGGTGTCTAAGCA GGCTAAGGTAAGGGTGAGGG 139

Ai02B8048 Araip.B02 8048 p2 (TC)7 14 25414836 25414849 GATACCTCAGGATTTGCGGA AGGTTTGCTCGTCCTTGAGA 197

Ai02B8049 Araip.B02 8049 p3 (AAG)5 15 25423216 25423230 CCAGCCTTAGGTGCCATAAA ATATGGCCGAAACCTAACCC 244

Ai02B8052 Araip.B02 8052 p2 (AC)7 14 25439836 25439849 AGGGAAGCGTACATTGTTGG TTGCTTGAATGCTTTTATGCTT 260

Ai02B8053 Araip.B02 8053 p2 (AG)6 12 25448364 25448375 AAAATAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 205

Ai02B8054 Araip.B02 8054 p2 (AG)6 12 25458913 25458924 AAGAACATTAAACTTGGGATCCAG TTACAGAATACGCCCCCAAC 237

Ai02B8056 Araip.B02 8056 p2 (TG)6 12 25465686 25465697 CAAACCTCTTGCTTCTTGGC TATTGTGCCGTCACACCCTA 164

Ai02B8057 Araip.B02 8057 p3 (ATA)6 18 25469466 25469483 CCAACTGAACCCGAAGAAAA TCTTTGTGTTTCAAGCCAACA 166

Ai02B8070 Araip.B02 8070 c (CT)6cgcaca(CT)732 25506633 25506664 AAAATCGACAAAACTCCCCC TACAAGAAGCTGTGATGGCG 215

Ai02B8077 Araip.B02 8077 p2 (AG)7 14 25552216 25552229 AGGAGTGAAGAAGGATGGGG GCATTCAAAGGGAATGGAAA 277

Ai02B8078 Araip.B02 8078 c (T)11ctat(TTA)5 30 25557748 25557777 TCATCCACATATGCATCGCT CAAGTGTGGGGAGGATTTGT 228

Ai02B8079 Araip.B02 8079 c (G)10tgtgttcccacgcacaaagggtgtgtgtgctgcaagcagaaggggttcctaaggttgtgcgtgcgcacagtgctatgcgcatgcataggtgtgg(T)12116 25559748 25559863 AAGGCTGAAAAGGGCGTTAT CGCACACATGATCCTTTCC 253

Ai02B8080 Araip.B02 8080 c (TA)8ttttttttctttttatatatatatttttttcattttg(T)1063 25562752 25562814 TTGAACTTTGGGGCATTTTT TTGAAAATCATGGGAATTGGA 216

Ai02B8085 Araip.B02 8085 p2 (TC)6 12 25596734 25596745 ATGCATGGAGGGATAACAGC AGCCATGCAAAGCTTCATTT 165

Ai02B8087 Araip.B02 8087 p2 (TA)7 14 25602090 25602103 TCCAATGCAAAATTCAACGA TGAACGGAAAATGATAAGAGAAAA 193

Ai02B8089 Araip.B02 8089 c (CAC)5ctc(CTT)1254 25604125 25604178 GAGAGAAAGAAAGCAGGGGG GGCGGTAATGAAGATCGGT 156

Ai02B8090 Araip.B02 8090 p2 (TA)9 18 25606926 25606943 AGTTTTAACCATGCCAACCG TGGATTGACCTGTCCTGTGA 238

Ai02B8092 Araip.B02 8092 p3 (AAT)38 114 25636283 25636396 GGAAGCATGCTCATGTGAAA TCCCATGTTCATTGATTCTTTTT 245

Ai02B8095 Araip.B02 8095 c (CCA)10ttatcaaaactcagaatcagaaca(ATC)878 25649776 25649853 TTGAAAACCATCCTTCGGAC ATGGATGCTGGTGATGGAGT 252

Ai02B8096 Araip.B02 8096 c (ATC)5aagaacccagaatcagt(AAG)27113 25650076 25650188 CGTCATCCTCATCAAAACCC TTTTTCGCTCCAAAATGGTC 256

Ai02B8099 Araip.B02 8099 c (T)14aatcagtgtggatttttccttttttttatgattctattctgttaatcaatttttg(T)1180 25651483 25651562 CAATGGGTAATGGCATTTTT CTCCTTAATTTTCCAAACACTCA 275

Ai02B8104 Araip.B02 8104 p2 (TA)6 12 25658324 25658335 TATTTCGGTCAAACATCCGC ACTTCAACTCATCATGCCTCC 100

Ai02B8105 Araip.B02 8105 p3 (TTA)11 33 25658988 25659020 GGCGAATAAAATCTCTGCGA ACAAATATAGTCATCATCAGCTATCAA 248

Ai02B8107 Araip.B02 8107 p2 (TA)6 12 25667475 25667486 GGGCAGAATGGTGGAACTTA TGATTTAGCCCTTGATTGTGC 239

Ai02B8108 Araip.B02 8108 p2 (TA)13 26 25667918 25667943 TTCAAGGTTGTAATGGGCCT GGGATAAAATTACCCCAATGC 264

Ai02B8117 Araip.B02 8117 p3 (AAT)17 51 25710300 25710350 TGTTCAGTTCCTCAATCTCAATTT TCCGTTGGTTTATTCTGGTTTT 249

Ai02B8118 Araip.B02 8118 p3 (TAA)6 18 25715635 25715652 TCTGGCTCATTGCTGTATCG AAAACATTGGAAGGAACTGTTTTA 158

Ai02B8124 Araip.B02 8124 p2 (CT)6 12 25750076 25750087 TGAACATTGAACCTGGAATGA CTGACCCAGTTTTTAGCCCA 201

Ai02B8127 Araip.B02 8127 p3 (GAA)5 15 25760447 25760461 TAGAATATTGCTCGCCCTCG CCCATCACCTCTTCACCACT 190

Ai02B8128 Araip.B02 8128 p2 (AG)6 12 25761913 25761924 TGCCTTTTTCTCTGTCCCTG TCGAAATTTCCCCTCTCTCA 225

Ai02B8130 Araip.B02 8130 p3 (CAC)5 15 25768600 25768614 ATTCATCCCCTTTTCCAACC AAGAGGAATCGCAGTATGGC 195

Ai02B8132 Araip.B02 8132 p4 (AAGA)5 20 25780237 25780256 TTGCCTTCCCTTTCCTCTTT ACCCTATCTTCACCCCTTGG 210
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Ai02B8133 Araip.B02 8133 p2 (AG)6 12 25783727 25783738 TTTGAAAAAGAGGGAAGGGA CCTTTTCAAAATAAATTTCAATCACA 209

Ai02B8135 Araip.B02 8135 c (A)10gtttacagcagccattgtcttctctattctcaacatgatttttaaaaggcttgtatttcctttggtgttcc(T)1394 25808298 25808391 GCGTTAATTCATGTTGCCCT GCTAAACAAGAACAAAAACTTTGC 226

Ai02B8136 Araip.B02 8136 p2 (AT)12 24 25809059 25809082 AGCCTCACTTTCGGATAGCA TCCAAACACATAGCAAAAGAATTT 264

Ai02B8138 Araip.B02 8138 p2 (TG)22 44 25821279 25821322 TCCTGTCACAGCAGAGTTGG TAATATCAAGCTCCAGGCCC 244

Ai02B8141 Araip.B02 8141 p3 (GAA)6 18 25822879 25822896 TTGAACTGGTTGTCCTGCAC GCGTTCTTCCTCCTCCTTCT 216

Ai02B8142 Araip.B02 8142 p2 (TA)12 24 25825834 25825857 AAAGCATTGAAAAGCCAAGG AGTCCTAGCAAAAGCACATGA 171

Ai02B8144 Araip.B02 8144 p4 (ATTT)6 24 25830175 25830198 TGACTTGGAAGAGTGGAAGTTG ATCTGAGCATCCAAACCACC 256

Ai02B8145 Araip.B02 8145 p3 (AGA)6 18 25835757 25835774 ACCTCCTTCCATTCCCATTC TGGTCGTGATGGGTTTGATA 236

Ai02B8152 Araip.B02 8152 c* (TA)9(ATA)5* 30 25857194 25857223 ATTCCCCTTCCCTCTCTCAA CCAAAAACGCTAAAACAGCA 271

Ai02B8153 Araip.B02 8153 p2 (GT)8 16 25858359 25858374 TTTTGTTGGAGACAAGATTGGA TCAATAACCCCTGGACAACC 242

Ai02B8154 Araip.B02 8154 c (A)13ccaaaat(A)1131 25864583 25864613 CAGCATGGATGCTTTGTCAG AGTCGGCAACAGAAAATTGG 252

Ai02B8161 Araip.B02 8161 p2 (TG)6 12 25930751 25930762 CGCACACTAGGTGGAAAACA GTGCGTTCATCCCTACCATT 209

Ai02B8163 Araip.B02 8163 p3 (AGA)6 18 25942222 25942239 GCATGATGGAGTGCTCTTGA ATATGGCCGAACCTTAACCC 219

Ai02B8164 Araip.B02 8164 p3 (AAT)5 15 25945635 25945649 CAGGTTCTGGATCTGCTTCC TCGAAAATTATTCCTCCCCC 263

Ai02B8167 Araip.B02 8167 p3 (TAT)6 18 25962393 25962410 ATGTACAGTCAAATTGAATTCTTGAT CAATGATGGAATAGTTTAATATGTGAG 275

Ai02B8168 Araip.B02 8168 p2 (AT)10 20 25964998 25965017 TTTAAACCGCAATACCGCTC TATGGACGCAGAAGTCACGA 263

Ai02B8170 Araip.B02 8170 p2 (CT)6 12 25987573 25987584 GGAACATTGAACATGGAAATTG CCCAGATCCAAGTCCAGAAA 210

Ai02B8171 Araip.B02 8171 p2 (GT)26 52 25990981 25991032 AATGCAAAAACAAGGAAGCG TCCATGTTAGTGTGCGTGCT 183

Ai02B8182 Araip.B02 8182 p3 (AAT)5 15 26035180 26035194 CGGATCGGATACCAGATTGT TGCGGTGACTGTTGAATAGC 279

Ai02B8186 Araip.B02 8186 p4 (AAAT)5 20 26044859 26044878 TGATTAACTAGTGGATGCCTCG TTGCAACAATAAACAGATGCG 249

Ai02B8188 Araip.B02 8188 p2 (TG)12 24 26056095 26056118 TTAGTCCATCCCACAGGCTC TCGAGAGCGATGTATTGTCG 239

Ai02B8189 Araip.B02 8189 c (A)12gagaaaaaaacccaagccacgcgcaagtgcaaat(CG)658 26063512 26063569 AGTTGTTTGGAAAAACCCCC GGCCCAGGTAGTTGAAATGA 196

Ai02B8190 Araip.B02 8190 p2 (CT)6 12 26070501 26070512 GGCATGCCAATAAACACCTT TCCTTCTTGATTGCCATCCT 217

Ai02B8191 Araip.B02 8191 p2 (TA)16 32 26077415 26077446 TCCGCACTTTATGTTTTGGA TTCACCCCTTTTTCAATCAA 241

Ai02B8196 Araip.B02 8196 c (T)11ctttctttcttgttttc(GT)1966 26091347 26091412 AGCAGTGGCGATGACTTCTT CCCTCACCTTTACCCCATTT 233

Ai02B8197 Araip.B02 8197 p3 (ACA)5 15 26093643 26093657 ATGGAGTCTCCGCAGAAAAA AGGAGTCACGCCTATGGTTG 265

Ai02B8198 Araip.B02 8198 p4 (AAAT)5 20 26094971 26094990 CAAATTCCGCACCAAGTTTT GGGAATACCAAACTTAATTTCAGA 200

Ai02B8200 Araip.B02 8200 p2 (GA)9 18 26120490 26120507 AAAACTACAACGGCAACGCT TCGTTGCTTATCCCGTTACC 213

Ai02B8201 Araip.B02 8201 p2 (AT)13 26 26122084 26122109 TGACAGTCGCAGGTCAAAGA GGACATTAATAATCCGAAAAGATCA 241

Ai02B8205 Araip.B02 8205 p2 (TC)6 12 26151979 26151990 TGGCTACTAAACCTAGCACAAAAA AAACTCGGCCATTGCACTAC 264

Ai02B8206 Araip.B02 8206 p3 (AGA)6 18 26167304 26167321 GCTAGTGTTCAACAACGGCA CACTTCCCCTCTTCGTCTTG 205

Ai02B8208 Araip.B02 8208 p3 (TAT)26 78 26174082 26174159 TGGATTGAAAAATCTTATTTGAACTG GGAAAATAGCAAGCCTTCCC 254

Ai02B8209 Araip.B02 8209 p3 (TAC)7 21 26180253 26180273 GCCATATCCATTGGGTTCTG ATGCATCGTTTCTGGCTGTT 246

Ai02B8210 Araip.B02 8210 p2 (TA)9 18 26184032 26184049 ACTGTGACCGTACCGTTTCC GGGCTTTTACAGAGGGACAA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8212 Araip.B02 8212 p2 (GA)7 14 26193349 26193362 AAGGGGAGGAGAGAGAGGAA CTCTCCACCTCGTCTTTCTTT 196

Ai02B8213 Araip.B02 8213 c (GA)6a(AG)9gagggagagagaaagagagaggaaggggaagagggagggagagagagggagaggaagg(GA)9107 26193488 26193594 GGGGAGAGAGAGGGAGAGAA CCAGTTAATCAAAACCAAAACCA 229

Ai02B8217 Araip.B02 8217 p2 (CT)7 14 26206320 26206333 GAGGAACATTGAACCTGTACTTGA GCAAAAATCAGCGTGACAGA 263

Ai02B8221 Araip.B02 8221 c (T)19aaagaaacgacgtcgttttaaatcgc(A)1358 26219746 26219803 GGCTAGGGTTACAAAACGCA GTCATCGAACCGAAGAAGGA 206

Ai02B8224 Araip.B02 8224 p2 (TA)8 16 26231323 26231338 GGCAATTGTCATAAACGGCT CAATGAACATCGTCACCAGC 280

Ai02B8225 Araip.B02 8225 p3 (TTC)5 15 26237605 26237619 TAAACCTGGTACGCCCTGTC GTAGCCGGAGATGGTGGTAA 127

Ai02B8226 Araip.B02 8226 c (A)10gaa(T)10 23 26248823 26248845 GCTGATAAGTGGAAGCCTCG TCGAGTTTGGACAACTGACG 272

Ai02B8228 Araip.B02 8228 c (GT)17tatttaagtgtggggggatttgtggaaaaacattggtagttaatttactttgggttttcattgtgaatatttggaaaaatgggtaaacact(ATA)12161 26257027 26257187 TTTGAGCACATCATTCACCC TGCATCCTCTTTCCAATTCA 279

Ai02B8229 Araip.B02 8229 p2 (CA)9 18 26259891 26259908 TGCTCATGGGCAAACAATAA GGTGAGGCTTGGCACATATT 261

Ai02B8230 Araip.B02 8230 p4 (GTAT)7 28 26261782 26261809 CCATTTTGGGTTTTAGGTGC AAGCACACACACACACACACA 246

Ai02B8231 Araip.B02 8231 p2 (GT)11 22 26261974 26261995 TTTAGGTGCATGCATGGGTA ACTCACGCAAGCGATAAACA 277

Ai02B8232 Araip.B02 8232 c (T)11gaatctgaaaaataaacataacttatcaatgcacatggatttttcattatttttctattttgg(T)1084 26264310 26264393 TGGGGTAATTTTGTCCCCTT TATTGGGAATTTGGGAACCA 170

Ai02B8234 Araip.B02 8234 p4 (GTAT)7 28 26275893 26275920 ACCTCGTTGAGGCATACTGG CAGAAAAGCGCATCACTCAC 259

Ai02B8235 Araip.B02 8235 c (T)10gccatttttcttttc(T)1035 26280657 26280691 CGCCACAATCACATGGTTAG TGAATACAAAAGCTTGCGAAAA 265

Ai02B8236 Araip.B02 8236 p2 (AG)6 12 26285157 26285168 TGAAAAAGAGGGAGGGGATT TTCAATCACATCTTTTCAAAATCAA 179

Ai02B8239 Araip.B02 8239 p3 (ACC)5 15 26292308 26292322 CCACATTCAACAACCACCAG TCGTCGTCAGTTCGTCACTC 203

Ai02B8240 Araip.B02 8240 p3 (TTA)5 15 26297053 26297067 ACCAGAAAAGGTGGAAGGGT GTTCGGTTTGCAATTCTGCT 120

Ai02B8241 Araip.B02 8241 p3 (TCC)5 15 26303171 26303185 ATAACGTGCGCGTGAAATC CCTCCTCATCTTCTGCTGCT 239

Ai02B8244 Araip.B02 8244 p3 (AAC)7 21 26304936 26304956 TGAGAAGGTAAAACAAGAAAGGAAA CGGTCTCGCTGTAGACATGA 140

Ai02B8245 Araip.B02 8245 p3 (AGA)7 21 26306877 26306897 AGGAGGAGTTGGTGGTGTTG ACCACTGCTCCCACTTGACT 223

Ai02B8246 Araip.B02 8246 c (T)11ctaatcatgatgactaagcttgatactaaagttatcaattttatgattatctg(T)1276 26307182 26307257 GGTCCAGCTATGGGAATTGA TTGATGGGCGAAGGATAAAG 204

Ai02B8247 Araip.B02 8247 p2 (AT)11 22 26307723 26307744 TCATGCTCCAGAAAAGCTGA CATGGTGTTCCGCCTAATCT 164

Ai02B8249 Araip.B02 8249 p2 (TC)6 12 26327763 26327774 GGCAGAACTTGGACAGAAGC AAAGGAAGACCAGGACCGAG 170

Ai02B8250 Araip.B02 8250 p2 (TC)8 16 26329562 26329577 GGCAGAACTTGGACAGAAGC CGAGCTTGCTGTCGTTCATA 266

Ai02B8251 Araip.B02 8251 p2 (AG)6 12 26332077 26332088 CAGGTTCTGGATCAGCTTCA AACATCTCTCCCTCACCCAC 205

Ai02B8252 Araip.B02 8252 p2 (AG)6 12 26332315 26332326 AAAGAAATTTTGAAAAAGGGGG TCTTCTCTAACTTCCCAACTCCTT 152

Ai02B8259 Araip.B02 8259 p2 (TA)6 12 26342268 26342279 AGTCAATGAGGAGAGCACCG GCGCTTTCCATCTCAAAGTT 235

Ai02B8261 Araip.B02 8261 p3 (TAT)6 18 26345564 26345581 TTAGCCACATAAAATGCCCC ACAATCAAATCGAACCGAGC 199

Ai02B8262 Araip.B02 8262 p2 (TG)6 12 26347637 26347648 TCATAACATCTTTTAAGCCATTTTT CAAACACACGCACACACGTA 235

Ai02B8268 Araip.B02 8268 p3 (ATG)9 27 26353374 26353400 TGCATTTAATTGAAAAGCTGTGA GGTGTTGAAGTTCTGACATCG 266

Ai02B8279 Araip.B02 8279 p2 (AT)6 12 26396215 26396226 TTGAAAGAAGCTAAAACCAAAACA TTACCCACCCGAACTCAAAC 268

Ai02B8282 Araip.B02 8282 p4 (TTTC)6 24 26424795 26424818 CACAAGCTCTCTCACTCCCC CACACAAACACACCCACACA 268

Ai02B8285 Araip.B02 8285 c (A)10gagagaaaagaaaaagaaaaagagaaaaagaaaag(A)1055 26444110 26444164 TGGAAAAATTGGGTTTGGAA CATGTGCATTGCTTTCAACA 236

Ai02B8288 Araip.B02 8288 p2 (TA)9 18 26447569 26447586 CCTTGACACCTATATCTGCCG TGCATGCACTTTGAACTTTTG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8292 Araip.B02 8292 p2 (TA)11 22 26462533 26462554 AAACTATTTTGATAGGCAAAAATTAAG AATAGCATGCAAGCCACGTT 113

Ai02B8300 Araip.B02 8300 c (AT)40ttatttatatata(T)11104 26501954 26502057 TGCCATTGGTAATAACATGGTG AAAACAAGGAAAATAAGGTCCAA 244

Ai02B8301 Araip.B02 8301 p2 (TA)7 14 26502236 26502249 TTGGACCTTATTTTCCTTGTTTT ATTTCATGCTCCAGGAAAGC 234

Ai02B8305 Araip.B02 8305 c (AC)7aacacacacacgcacgcgcacacgcgcgcgtct(CA)1169 26506702 26506770 GGGACAAAATTTTTCTGAGGC GCAGTGAGAAGGGAGAGTGG 272

Ai02B8307 Araip.B02 8307 p3 (TAG)6 18 26514271 26514288 AAAGAATGCTTGTGTATATCATCCC GAGCTATCATGAAGGCAGGC 251

Ai02B8308 Araip.B02 8308 p3 (CTT)6 18 26516420 26516437 TCATAACATGCTTCCACGCT GGGCTGGGAGGATACCATAG 137

Ai02B8309 Araip.B02 8309 p2 (GA)6 12 26519349 26519360 GCATTCCCACTGATCCAAAT CCGCCGATACTCTTCTTGAT 198

Ai02B8314 Araip.B02 8314 p4 (TAAA)5 20 26528463 26528482 GTGCAAGTTCAGGGACCATT TTGGTAACCGGCGAAAATAG 176

Ai02B8316 Araip.B02 8316 p3 (TTG)5 15 26530577 26530591 ATTAGCCGACCCCACCTAGT CGATCAAAGGTTGCCAATTT 238

Ai02B8319 Araip.B02 8319 p3 (CTT)7 21 26536201 26536221 ATTCCAAAACGTGCATCTCC GAAAGCCTCGAGCAAGAGAA 270

Ai02B8324 Araip.B02 8324 c (T)10cgaaaattattttgggaaaaacgaaaaagaagaa(T)1054 26569408 26569461 AAAAGATGCAATTGACACCAAA TCGAGTTTGGACAACTGACG 242

Ai02B8325 Araip.B02 8325 p2 (TA)9 18 26576166 26576183 GGTTAGCCGGCTTAAACTCC AAGCCTTATCTCGCGTCGTA 258

Ai02B8326 Araip.B02 8326 c (TAT)5ctca(AT)11(AC)755 26582514 26582568 TCAGAGTCTCGTGCTGATACG GGACAAGGCCTCTGACATTT 242

Ai02B8328 Araip.B02 8328 c (AT)9(AG)13 44 26594774 26594817 CTTACCTCGCGTCGTAAAGC GAGCTATATCCTTCATCGGGC 148

Ai02B8329 Araip.B02 8329 p2 (TG)9 18 26601279 26601296 GCCAAGCAAAAGCTTCACTC GCTGTTGTTGTTGTTGGTGG 157

Ai02B8337 Araip.B02 8337 p2 (TC)9 18 26636821 26636838 TGACCCTTTGATTGGAGCTT GCCAAACTGAGGCAACTGA 272

Ai02B8338 Araip.B02 8338 p2 (AG)6 12 26642504 26642515 TGGGGGTAATTTCTGAGCTG GGAGCATTGAACTTGGAATTG 227

Ai02B8339 Araip.B02 8339 c (T)10ctttttttttcgccactttttttcttctc(T)1049 26645683 26645731 AGCACATGGTTAGGGACAGC AAAGCAGTGAAAAGCTTGCAG 233

Ai02B8341 Araip.B02 8341 p2 (CT)6 12 26679110 26679121 CACTTGGTGCAAGGATGAGA GGGGGTATGGTGAGGTAGGT 211

Ai02B8343 Araip.B02 8343 p3 (TTC)5 15 26713916 26713930 ACACAACCCTCTCTTCCCCT GATTCTCTGGTCTTGGGTGC 187

Ai02B8346 Araip.B02 8346 p4 (AAAT)5 20 26729618 26729637 TTTTATGGGAACATGGGATGA TTGTCCCATGTGCATTGATT 222

Ai02B8347 Araip.B02 8347 p2 (TA)6 12 26730236 26730247 TTGTCTCGCAGGTTTGTGAA AATGGTGGAATCTCATGCAA 220

Ai02B8348 Araip.B02 8348 p2 (TA)10 20 26732299 26732318 TCATTGTCATGACTTTGGTTGA TGGTAAGGATAAACAAGAGATTGA 175

Ai02B8352 Araip.B02 8352 p2 (AT)18 36 26746384 26746419 ATTTGTCCTCCAATCACTCAA CAACGATTGATGATGTGAAATGT 280

Ai02B8366 Araip.B02 8366 p3 (AGA)6 18 26791486 26791503 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai02B8367 Araip.B02 8367 p3 (AAT)6 18 26792913 26792930 TTTTTGTCCTTGCTCCTGCT TCACATCTCTGCCATCCTCA 176

Ai02B8369 Araip.B02 8369 p2 (AT)6 12 26800669 26800680 GGCCTCCAATGTCCACAATA CAGCCTCTCCTTTCCCCTAA 267

Ai02B8370 Araip.B02 8370 p3 (AGA)9 27 26814597 26814623 CTCGGAGGTGGAATCTTTTG ACATCCATCCACACATCCCT 212

Ai02B8371 Araip.B02 8371 c (TAA)5tatggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)7100 26815676 26815775 GTCCTTGTCCTTGCTCTTGC TCACATCACCAAAAATCCGA 174

Ai02B8372 Araip.B02 8372 p2 (GA)9 18 26815997 26816014 GGTTCGGATTTTTGGTGATG TTGTTTCTTATATTTTTCAAAACCACC 274

Ai02B8373 Araip.B02 8373 c (T)11gaaaacaaa(T)1030 26817361 26817390 GGAAGCCTCAGTCCAAATGA TTTGGACAACTGACGGTTCA 256

Ai02B8381 Araip.B02 8381 p3 (AAT)6 18 26846105 26846122 GGGGAAAAAGAGCAGATGGT AAGAAGCCACAGCCACAGTT 276

Ai02B8382 Araip.B02 8382 p2 (TA)10 20 26849654 26849673 CAGCCAAAAACAGAACGTGA ACATGGTGGTTGGTTTTGGT 276

Ai02B8388 Araip.B02 8388 c (T)10ctttgtttgttttctttctttttatctttaccttttttcttc(T)1264 26858968 26859031 AACGGTGCAATTTAACCTCC TGGGTGTTCATTGAAAATATGG 256
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Ai02B8389 Araip.B02 8389 c (T)10atctttctattcttatttcatattctcatatttttttccaccattttaagaagaat(A)1076 26860074 26860149 TCACATTTTCTCTCTTCCTAGCC CGCACTTCTTTTTCTTTGCC 262

Ai02B8390 Araip.B02 8390 c (T)13gtaatgactatgtacaaatttttc(T)1047 26863497 26863543 CCATACACACCCATGCAAAT GCATCGTTCAAGTGTGGAAG 278

Ai02B8392 Araip.B02 8392 c (AG)21aaagagaaccatgt(AG)974 26866533 26866606 CTTCCACCTCCTCCTTCCAT CTCTCTTCCCATCCCTTTCC 208

Ai02B8393 Araip.B02 8393 c (TC)17tt(TC)7 50 26867012 26867061 ACCCACTTAATGGAACGCTG GGGATGCCAGAGAAATGAGA 229

Ai02B8397 Araip.B02 8397 p2 (TC)7 14 26888924 26888937 TTTTCAAATCTTTTTCAATCAATCT ATGAGGGGGAGAGAATTTCG 266

Ai02B8398 Araip.B02 8398 p3 (TTC)5 15 26891465 26891479 TTGGCCGAATACACCTTCTC AGCAACGCTTTTACCACACC 122

Ai02B8400 Araip.B02 8400 p2 (TA)8 16 26901837 26901852 GGACTCTTGAAGCGAAGTGG CTCCTAACTCAGCCTGCGAA 229

Ai02B8404 Araip.B02 8404 p3 (ACA)6 18 26924950 26924967 TACTGATGAATGTCCGCAGC TGCCTTAGGTGAGGTGCTCT 258

Ai02B8409 Araip.B02 8409 p3 (TTC)5 15 26966483 26966497 ACACAACCCTCTCTTCCCCT TCTCCCATTACTCGGAGGTG 240

Ai02B8415 Araip.B02 8415 p2 (TG)8 16 26994897 26994912 GGGATAAAATCACCACAATGC GGGGCTAAGGTAAGGTGAGG 238

Ai02B8416 Araip.B02 8416 p3 (ACA)8 24 26998705 26998728 GAAAAACGCAATAGGACACCA ATAAGCCGTAGCAAGACGGA 280

Ai02B8417 Araip.B02 8417 p2 (TG)18 36 27012309 27012344 TGCATCGCTAACGAAAAATG TCTGTTGTTGCCACTTGAGG 198

Ai02B8418 Araip.B02 8418 c (T)10gcatgagaaattcaaacataaaattacctttacttttctaaaagatcttttaaaaaaagatcattcg(A)1087 27016150 27016236 AGGTTGTTATATCCAAACATAATTGA CGACATGACACGTAGTTGGG 257

Ai02B8419 Araip.B02 8419 p2 (AT)6 12 27021852 27021863 TTTTTCAACAAAATTATCTCTCTCC CATACATAAATTTTGATTTCGAGCA 182

Ai02B8420 Araip.B02 8420 p3 (ATT)14 42 27022107 27022148 AAGATCCACAAATTTTGCTTCAA TGATCTTTGCATGTAGTACGCTT 148

Ai02B8423 Araip.B02 8423 p2 (TG)18 36 27033461 27033496 ACGCATCGCTAACGAAAAAT TCTGTTGTTGCCACTTGAGG 199

Ai02B8436 Araip.B02 8436 p4 (TTTA)6 24 27108247 27108270 CTGGACTGTTCATTTCCGCT AACCACCTTCTCTCTCTCCTCA 176

Ai02B8439 Araip.B02 8439 c (A)10ttaagtaattaaataaggggatacaaaaaaaaag(A)1054 27131911 27131964 TTGGGAAGCATGTTCATGTG TTGAATTTTGTCCCATGTGC 172

Ai02B8440 Araip.B02 8440 p2 (AT)6 12 27132175 27132186 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 220

Ai02B8441 Araip.B02 8441 c (CT)6aattttcgaaaatatcttcccccttttttcaaaaatttctttttaattaactaattattttaacttttgatttt(A)10tattttcg(A)10114 27140639 27140752 TGTTTCTTATCTTTTTCAAAACTACCT TTTGGGTGAGATGAAGTGTTAGT 278

Ai02B8442 Araip.B02 8442 p3 (GAT)12 36 27155202 27155237 CGAAACTTTTTAACCATGACACA CTTTCCATCCTCCTCCTCCT 171

Ai02B8443 Araip.B02 8443 c (AGG)6aaaaaggaggtgaagaaatcaaaagaaaaagaagaaaaagaaaaggaag(GGAGA)592 27155419 27155510 TTTTAACCGTGATACGAGAAGTTTT TTTTGGATGACCATTCATGTG 262

Ai02B8446 Araip.B02 8446 p2 (GA)6 12 27158254 27158265 TGAGAGAAAAGAGAGCAAAAGAAA TCCTTCCTAAATTCTCTCATCTACC 224

Ai02B8447 Araip.B02 8447 p2 (AT)7 14 27159228 27159241 TCGTGGAAAAGCATGTATGAA AGCGTAGCTTTTGCTCAAGG 276

Ai02B8449 Araip.B02 8449 p3 (AGA)9 27 27165531 27165557 TTAGAATGTTGCTCGCCCTC CCTACCTCACCCCCTCTCTC 160

Ai02B8450 Araip.B02 8450 p2 (AG)6 12 27168581 27168592 CTCCGAAAGAGAGAGGGAAA CTTCTTATCTTTTCAAAATTTGTTTCA 267

Ai02B8452 Araip.B02 8452 c (T)10aaa(T)10 23 27169905 27169927 CTTTACAGCCAGCCATGCTT ATCCAAAACCAGTTTCGTGC 270

Ai02B8454 Araip.B02 8454 p2 (GC)6 12 27186796 27186807 GGGCCAGAGTTGTGCTAGAG GATGAAGAAGAGGGGTGGTG 271

Ai02B8455 Araip.B02 8455 p5 (AATAA)5 25 27194125 27194149 CCTCTAGCCCTGCTCCTGTA GTGCTAGGTGGGAGACAACC 268

Ai02B8459 Araip.B02 8459 p2 (AT)6 12 27215765 27215776 TTGACTCACTCAACCAACAAAA TTTGTTAAAGATTTGTTATGTCATTTC 244

Ai02B8460 Araip.B02 8460 c (A)13tctttcaaaaatattttcaaaaatctctcatctgttttcg(A)1265 27229970 27230034 GGACAACTGACGGCTCATCT GTTGGAAGCCTCAGTCCAAA 243

Ai02B8463 Araip.B02 8463 p2 (CT)6 12 27231415 27231426 TCCTTTCAAAATTTGTTTCAACC ATGAGATGGGGGAGGGATAA 268

Ai02B8464 Araip.B02 8464 p3 (ATT)6 18 27231753 27231770 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 267

Ai02B8466 Araip.B02 8466 p2 (TA)8 16 27249709 27249724 ATCAATCATCCAGCCAGCTC TGAAAAAGGTGGAGAGTGGG 255
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Ai02B8469 Araip.B02 8469 c (CA)21(TA)6 54 27287366 27287419 AGCCAATCTTGGGTGAAAAA TCAAATCAATTGGGATGCCT 273

Ai02B8470 Araip.B02 8470 c (A)10gagaaaaaaaagaaaaaccaaaagaaagaaaagaaaaagaaaaagag(A)1168 27288038 27288105 TGAAAATCTTGGAAATCGGG CACACTCATGCGTTCTTTTCA 247

Ai02B8471 Araip.B02 8471 c* (A)10(AT)6* 21 27304617 27304637 TAACATGTGGTGGCAATGCT TTGGCTTTTTCTGCTTGCTT 275

Ai02B8474 Araip.B02 8474 p2 (TC)6 12 27313569 27313580 CAGGGATGAGAAACCCTTGA ATAGGTGAGGGTTTTTGGGG 122

Ai02B8477 Araip.B02 8477 p3 (TGA)5 15 27324554 27324568 GCCTCCTCCAAAACTCTGAT ATCTGCATCACACCAACCAA 218

Ai02B8478 Araip.B02 8478 p3 (TGG)5 15 27324814 27324828 TTGGTTGGTGTGATGCAGAT GAAAATCGAAACCGTCCCTT 270

Ai02B8479 Araip.B02 8479 p3 (AGA)11 33 27333451 27333483 AGGGTTCTTCGACTTTGGGT CTACCCTATCCCACCCCCTA 260

Ai02B8482 Araip.B02 8482 p3 (TTC)6 18 27348267 27348284 TCCTTAGCCGAAACCACAAC CGGTCTTAGGTGCCATCAAT 160

Ai02B8483 Araip.B02 8483 p2 (AT)7 14 27356161 27356174 AAAATTAAAAGCGCGACCCT CTTAGCTTCGCAGGCTGAGT 147

Ai02B8484 Araip.B02 8484 p2 (AT)7 14 27356384 27356397 ACAAGCCCCTAACTCAGCCT GTTGAGAGGCACCTCGGTAG 257

Ai02B8486 Araip.B02 8486 p4 (ATTT)7 28 27383450 27383477 TGGTCAAACACTAATTAAATGGAA CCCGACTTAATAAAATTGAAGAGA 277

Ai02B8490 Araip.B02 8490 c (T)10ctttttcatgtggttacgtacgggaatagatctttttcagt(A)1162 27391240 27391301 TTTGATTTTGACCCCAGACC TGGGACCAAAAATAAATATGAGAAA 273

Ai02B8494 Araip.B02 8494 p2 (TA)6 12 27411427 27411438 CAAGACGAACGAAGAATTTAAGG TTTCATGGTTAGTTTTGCCAGA 271

Ai02B8496 Araip.B02 8496 p3 (CTT)6 18 27413478 27413495 CCATCACCACCACCTTCTTC TTATCATCATGGCCTCACCA 234

Ai02B8498 Araip.B02 8498 c (TGG)5ttctggttgggcgtaggcttctgttc(TGG)968 27413726 27413793 TAATGATGATGGTGAGGCCA GGAATCGTCCCCAACTTTTT 280

Ai02B8501 Araip.B02 8501 p2 (AT)8 16 27421880 27421895 GGCGTTACGTAGAAATGGGA CGTGTCACTTACAGTCCACGTC 270

Ai02B8502 Araip.B02 8502 c* (TTCT)9(T)10* 45 27422704 27422748 TAACTGCGGAACATATGCCA TCCAGCCAAGCAAAGAATTT 250

Ai02B8504 Araip.B02 8504 p2 (TA)6 12 27445341 27445352 TCTTTGTGTTCTTGGGGCTT TGGAAAGATAAATCGGCCAG 212

Ai02B8506 Araip.B02 8506 p2 (TA)6 12 27447052 27447063 TCTTTGTGTTCTTGGGGCTT TGGAAAGATAAATCGGCCAG 212

Ai02B8511 Araip.B02 8511 p5 (AAGAT)5 25 27462765 27462789 AAAGGCGGTTCCCTTAAAGA ATCCGACTTGTTGAGCTTGG 260

Ai02B8512 Araip.B02 8512 p2 (AG)6 12 27491496 27491507 TCGCAGTGACAAAAATCAGC GGAACATTGAACCTGTGATGAA 247

Ai02B8513 Araip.B02 8513 p3 (GGA)5 15 27499409 27499423 ACAAATTGGGGACCATCAAA TACCAGAAGGTCCAGGATGC 263

Ai02B8515 Araip.B02 8515 p3 (TAA)5 15 27503831 27503845 GCCAAAGGAATTCAAAATTAAAGA TGAACAAGTTCGCCATCATC 246

Ai02B8516 Araip.B02 8516 p3 (TTC)5 15 27504242 27504256 AATGGCCACTCTGCTAATGG TGAGGCAAGCTATGACACCA 169

Ai02B8519 Araip.B02 8519 c (A)12tactaccatactatttcacaaagtcataacattgaaatcaacaaacacaaatacacaataactaacaaagtcttgatccaatagaattcaacgac(A)11118 27510569 27510686 ACTGCAGTTCGGTTTGGTTC TTTGTTGGGTTGGCTATTGA 278

Ai02B8520 Araip.B02 8520 p2 (TG)7 14 27515761 27515774 TTAGCCGGCATAAACTCCAC CAAAGGGCGATAAAGATCCA 264

Ai02B8521 Araip.B02 8521 p3 (TTC)5 15 27536109 27536123 ATTTTCCTCCCAAACCCAAC CCTTAGGTGCCATGAGTGGT 270

Ai02B8523 Araip.B02 8523 p2 (CT)6 12 27548791 27548802 GATTGCTCTGGAAGCTTTGG GAGGAAGAGGACGACACCAG 252

Ai02B8524 Araip.B02 8524 p2 (GA)6 12 27550119 27550130 GTGGTGGCTGTTCTTGGAAT GATTAACCGGTGAACCGAGA 265

Ai02B8527 Araip.B02 8527 p3 (ATT)5 15 27554402 27554416 TCGTCCATTAATTTGTAACATCTTT CCTTCCCTCAAACCTTCATC 280

Ai02B8528 Araip.B02 8528 p3 (AAT)7 21 27558146 27558166 TCCATTTTGGCGGATATTGT CCAACCTTCAAGACTCCTCG 152

Ai02B8529 Araip.B02 8529 p4 (ATAA)5 20 27563556 27563575 TCAAGTGGGTTTCAGCATCA CAATTTCCTGAAGTGAATTGATTTAT 228

Ai02B8534 Araip.B02 8534 p2 (TA)6 12 27579723 27579734 GTGAAGATAAACCGGCCAGA GCGAAGAACTCTTGGGACTG 204

Ai02B8535 Araip.B02 8535 p2 (AT)11 22 27581981 27582002 CCAACCTCATCTCAATGCAA AAAAATCGGCCAATGTATGG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8536 Araip.B02 8536 p2 (CT)6 12 27582700 27582711 GAACGTGTGTCTGATGACGG TGGACCAAATAGGCTGAACC 230

Ai02B8547 Araip.B02 8547 p3 (TTA)5 15 27609147 27609161 CAAAGTGGGAGAAAAATCCAA CTCAAGGAATTGCAGGGAAG 201

Ai02B8549 Araip.B02 8549 c (A)11gagagagagaaaaagaaaaaa(AT)644 27613310 27613353 GAAATTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 230

Ai02B8566 Araip.B02 8566 c (A)10caacgacattattaaaataagagtcacaatatccattttcttaaaaatactggaatattttttaaatttttaa(T)1194 27680833 27680926 AACGCTACTCTGCATAAGATTTTT GCCCACAACATGCAATCTTT 254

Ai02B8568 Araip.B02 8568 p2 (AT)10 20 27682600 27682619 AACAACTCCAATTGCCTGAGA CGTGCCATCAATCATATCACA 240

Ai02B8570 Araip.B02 8570 p3 (CTT)5 15 27685822 27685836 CAATCGTGCCTTGTAGCAAA CGATATGGTGGCCTATGCTC 241

Ai02B8571 Araip.B02 8571 p3 (ATT)35 105 27687240 27687344 AAAAGAACATTCAAAATTGCAAGTAA CGATCCCTATCGTAATTATTCGT 258

Ai02B8572 Araip.B02 8572 p2 (AT)6 12 27687522 27687533 TGGGACATTAGTGATTCGGA AATCGCAGGTCAAAGGAAAA 228

Ai02B8573 Araip.B02 8573 p5 (ATTTT)5 25 27700872 27700896 TCATGCATTTTCTTCCCAAA GACAAAAACAAGGAATTGCTGA 154

Ai02B8574 Araip.B02 8574 p2 (GA)7 14 27716339 27716352 TTCCACAAGGGTGAAGGAAC CTCTTTTTCGCTTCCTGTGC 276

Ai02B8580 Araip.B02 8580 p2 (CT)7 14 27745850 27745863 TCTTGTGATTTCTTGTGAATCAA TGAAAAAGAGGGGAGATATTTTCA 280

Ai02B8581 Araip.B02 8581 p3 (TAT)5 15 27746185 27746199 TTTCTCCCACTCACAAAGGG GTTCTTGTCCTTGCTCCTGC 112

Ai02B8582 Araip.B02 8582 p2 (AT)6 12 27752882 27752893 GCCAAAAGGGTGATAGCTCA CGGGGATTTTAAGTGCAATG 275

Ai02B8584 Araip.B02 8584 p2 (TA)6 12 27787008 27787019 TCGGAAATAATAAAAGGGCAA TCCAACAAAGAACAATGTCACAC 270

Ai02B8585 Araip.B02 8585 p3 (TAT)13 39 27787356 27787394 TTTCTCCCTTTCGCTGTGAT AAACGGATAATATTAAACGAGATTCA 266

Ai02B8587 Araip.B02 8587 p2 (TA)6 12 27789709 27789720 CGAGCTTCACTCCATGACAA CTATCCTCCCTTCCCCACAT 251

Ai02B8593 Araip.B02 8593 p2 (TC)6 12 27810112 27810123 ATTCAGAGAGAGCTCGCCAA GGAACATTAAACCTGGGATTG 139

Ai02B8594 Araip.B02 8594 p2 (GA)6 12 27812001 27812012 TTGATTCCCTGGTGGAAGAG CCCAAGGGCAATCCTATGTA 280

Ai02B8600 Araip.B02 8600 p2 (CT)18 36 27851831 27851866 GCATGTGATTGGTCGTCATC TAAGCACGCACACACACAAA 163

Ai02B8601 Araip.B02 8601 p3 (ATT)5 15 27852121 27852135 ACCTCCCTTTGAAGGTGTCA CATGCAACATTGATCTGGCT 183

Ai02B8607 Araip.B02 8607 p2 (TA)6 12 27893102 27893113 ACACTTCCAGTGAGGGTTCG TACTTTGGGGCATTTTGTCC 135

Ai02B8609 Araip.B02 8609 p3 (TCT)5 15 27896786 27896800 TTTCGAATTCTTCCCCCTCT CTTTCAGGTTCAGGGTCAGC 272

Ai02B8613 Araip.B02 8613 p2 (AG)6 12 27920070 27920081 AGAGGTTCCCCTGTGTGAGT CCAACTTTTTGTTTGTTTCTTATCTTT 263

Ai02B8617 Araip.B02 8617 p2 (TC)6 12 27937143 27937154 TTTCGAAAATTGCTAACCCTT AAGAATTCGAACACAGAGAGGG 251

Ai02B8621 Araip.B02 8621 p2 (AT)8 16 27975226 27975241 CAACCCTCTTCAACAACATCA TTTGCCTGGTTTTATTTTAGGA 250

Ai02B8623 Araip.B02 8623 p2 (CT)23 46 27989712 27989757 AGCTCGTTTTGATTTGGGTG TGCAACAGTTGAAAAGGACA 264

Ai02B8624 Araip.B02 8624 p2 (CT)7 14 27990073 27990086 CCTTGTGCATTGGGTGATTA AACCCAAGCCCAAAAAGACT 192

Ai02B8625 Araip.B02 8625 p3 (TAC)5 15 27992324 27992338 AGCAAGAATTCAGCCCAAAA TGCAGGTTCGAGATTGACTG 135

Ai02B8626 Araip.B02 8626 p2 (CT)19 38 28000617 28000654 AGCTCATTTTGATTTGGGTGA GGTGGGCTTCCAATACTCAA 270

Ai02B8629 Araip.B02 8629 p3 (TTA)14 42 28019242 28019283 GCTTTACAGCCAGCCAGACT TTTGGACAACTGACGGTTCA 227

Ai02B8631 Araip.B02 8631 p2 (TG)19 38 28048555 28048592 GGGGTTAGGAGTTTTGATGG CGCCACTCTGATAGTGAGGA 262

Ai02B8632 Araip.B02 8632 p2 (AT)7 14 28053618 28053631 CTAAGCTTTACCTCGCGCC GTTTGCGCCTTGAAATCCTA 151

Ai02B8637 Araip.B02 8637 p2 (AT)6 12 28066421 28066432 AACTTCCCCTTCAACGGACT GGATCATTCAGCAAATGCAA 152

Ai02B8639 Araip.B02 8639 p3 (TTG)6 18 28066857 28066874 GCCTGAAGTTTTGGATTAATGG ATCACGGAATTGAGACCCAG 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8641 Araip.B02 8641 c (A)20cacgcg(CCT)644 28077951 28077994 GATGTGGTGGAGTGTGTTGC GGGAGAGGAGGAAGAGGAAA 252

Ai02B8645 Araip.B02 8645 p2 (AG)6 12 28107966 28107977 GAAGGAAAATGCACCCTTGA ATTCATCACGCACCCTGTTT 242

Ai02B8652 Araip.B02 8652 p2 (AT)9 18 28153503 28153520 CAGTCCATCCCTTAGGCTCA TCCTCTCAGGCTTTTCGATT 187

Ai02B8653 Araip.B02 8653 p3 (ATC)5 15 28154862 28154876 AATGCCCTTGCATCTACCC CTAGAGCCGGTGGAATTGAG 268

Ai02B8654 Araip.B02 8654 c (AAC)22aat(AAC)5aat(AAC)5102 28165852 28165953 TCTGAGCTACATCGCCACTG AGCCAACCCCATCTAGTACG 277

Ai02B8660 Araip.B02 8660 p3 (CGG)6 18 28183153 28183170 ATATTAACGCCGTTTGACGC GTTTTCCGTTTGGTGATCGT 126

Ai02B8662 Araip.B02 8662 p2 (TG)7 14 28183674 28183687 AAGGGTTGGAACCAAGGAGT AAAAGGAAATGCCTCTGGCT 226

Ai02B8663 Araip.B02 8663 p2 (AT)9 18 28187557 28187574 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 204

Ai02B8668 Araip.B02 8668 p2 (AT)8 16 28205246 28205261 GGATTCGGCTCGTTTTATCA ACCAATCACGTACCAAACGC 257

Ai02B8670 Araip.B02 8670 c (A)10ttcatgttaattaatgctaggg(A)1042 28212088 28212129 GGAGGAGACAATGGACATGC GAAAATCAGCCAAAAACAGCA 179

Ai02B8673 Araip.B02 8673 p2 (AC)7 14 28228529 28228542 CGTAAAGCAGAGGTGGTGTG AGTCGAGCTCGGACCTTTTT 276

Ai02B8674 Araip.B02 8674 p2 (TA)7 14 28231884 28231897 GCATCCCCATGAGTCTATGC TGCCACCACTTACTCCAGGT 277

Ai02B8676 Araip.B02 8676 p2 (AG)6 12 28236831 28236842 GCTTGGATTGCAAGTTTCCT ATGTATGAGGGGCTGCATTC 222

Ai02B8677 Araip.B02 8677 p2 (AG)7 14 28246316 28246329 AAAAAGGGGCAATCATGAAA CCCAGATCCAAGTCCAGAAA 189

Ai02B8682 Araip.B02 8682 p2 (TC)7 14 28265643 28265656 CAAGCTCGATGGTGATTGAA CGACCAGAACTCATCGTCGT 239

Ai02B8683 Araip.B02 8683 p2 (TA)10 20 28267416 28267435 ACAGATCCAGACATGGCACA AAGCAGTTTTCTTCCCAGCA 234

Ai02B8685 Araip.B02 8685 c (A)11ttgacatgcataaccatgttacatcaaattttaaaaactgaagatcaaatcatgtccttttaaatc(T)1087 28269890 28269976 AAATAGGTATTCAACCAATGCCA CCCTGCAAGGTCAGCATATT 267

Ai02B8691 Araip.B02 8691 p2 (AG)6 12 28296591 28296602 CATGGGAGAATTCATAAATCAAA GGCCCAAATCCAAGTACAGA 271

Ai02B8697 Araip.B02 8697 p2 (AG)6 12 28326486 28326497 TTGGAACATGGTTTTGAGCC TGGGGTAATTTTGTCCCCTT 237

Ai02B8703 Araip.B02 8703 c (A)12gcgaacatataggatcagtaaggtattaaatgtagcattccatcagaataaattccattcgaac(AT)688 28361296 28361383 TTCATGGTTTTTAGGTGGGC TGGTCTGCCATCGCATATAG 240

Ai02B8704 Araip.B02 8704 p2 (AT)15 30 28362240 28362269 TTGAGGCAATCACTCTATCAGAA TGTGTTTGCTAGCACGGTTT 176

Ai02B8706 Araip.B02 8706 p3 (TTC)5 15 28364810 28364824 CCCAATTTGGCAAAAACATT GGAGGAAACGAACGATGAAG 238

Ai02B8707 Araip.B02 8707 c (T)21gcaatgcatgatgatttttgtatatgcttgtgttgtgagtgtggttagaattatgg(T)1188 28364980 28365067 TTCATCGTTCGTTTCCTCCT CCCCAACCTAATCAAACCCT 194

Ai02B8709 Araip.B02 8709 p3 (TGC)7 21 28366233 28366253 GCTTGTGATGCTGTTGCAGT CATCATCTTGAGGCTGCTGA 139

Ai02B8710 Araip.B02 8710 p2 (TA)7 14 28368134 28368147 TGTTCTCCGTGAGTGAAAACC TTTTTCAATTTTCGAATGTCCA 198

Ai02B8715 Araip.B02 8715 c (A)10tatttttgaaaaaagga(T)1037 28382367 28382403 GAACGCCTTGAAGACTCACA GCGTGGTGCTTATGTTCTTG 225

Ai02B8719 Araip.B02 8719 p2 (CT)7 14 28390788 28390801 TTCGAAAATTCTTTCCCCCT TTTGTCTTTGCTCCTGCTCA 229

Ai02B8720 Araip.B02 8720 p2 (CT)8 16 28393659 28393674 GAAAGGGGAGAAAAGTTGGC ATAGGTGAGGGTTTTTGGGG 274

Ai02B8722 Araip.B02 8722 c (CT)6t(TC)15tt(TC)2085 28406028 28406112 GATGCATATGAACGCTCCAA TCCGGAGAAGAGAAGAAAGAGA 245

Ai02B8723 Araip.B02 8723 p2 (CT)9 18 28406226 28406243 TGAGCCTCACTCTCTCTCTTCT GTGGCACTTGTGTTAGCCCT 161

Ai02B8725 Araip.B02 8725 p2 (AT)7 14 28409233 28409246 TTGCAAGTTGCTTCATTTTGA AGCATGTCCTCATGCTAAACC 260

Ai02B8729 Araip.B02 8729 p2 (TA)7 14 28434712 28434725 AGTTGACGAAACCAAGGACC CCTACACTGTGTGCCCCTTT 272

Ai02B8731 Araip.B02 8731 p2 (TA)6 12 28436942 28436953 TGCTTGATTTGCTTTTGTTGA CTGGTTCGATCCGATTTTCA 262

Ai02B8735 Araip.B02 8735 p2 (AC)6 12 28447435 28447446 TGTAACAGCACTCGCAAACA CAAGTATCTCCATTAAAAATATTGGC 271
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Ai02B8739 Araip.B02 8739 p2 (TA)7 14 28457679 28457692 TTCATGTGCATAGTTGCCAAA TTTTTAAATTGTGTTTGACGTTTT 221

Ai02B8741 Araip.B02 8741 c (A)10cccaatcttattgattaaaattttgttatggtgagataaatttccctggttccaagcccacaaaaagaaaaaagaaaatttcccggttaagaac(T)10114 28468704 28468817 CCCCGACCCAACTATACAAA CGTGATTAAAGTTCTTAACCAGTCA 176

Ai02B8746 Araip.B02 8746 p2 (TC)10 20 28493790 28493809 GCAGTCCCCATCTCTCTCTG GAGGGGAGGAAGGAAGAAGA 225

Ai02B8755 Araip.B02 8755 p3 (GAA)6 18 28514352 28514369 CGTGTGCAAATTTGGAAGAA CGCTCCTTCTCCTTCTCCTT 196

Ai02B8756 Araip.B02 8756 p2 (CT)17 34 28522532 28522565 TCTTCACCTTGCTTGTTGTTG TCGTATAAACCCTAACCCCAAA 276

Ai02B8758 Araip.B02 8758 p4 (TTTA)6 24 28530762 28530785 CCATGATGGAGAAAGGGAGA TCGTGTGCTATCTTATTGCTTTTC 246

Ai02B8760 Araip.B02 8760 c (AT)16(AC)8 48 28532207 28532254 GGAGACAAAATTGACGATTGG TTCCCTCGTCTTTGTTATTGTT 280

Ai02B8761 Araip.B02 8761 p4 (AACA)9 36 28532746 28532781 CAATAGTCGCAACACAAGCG GCTACTGGATGTGTCGGGTT 206

Ai02B8762 Araip.B02 8762 p2 (AT)6 12 28551452 28551463 ATTTCCCAAAAGACAACCCC GGCTTTCCCAGGACATTACA 179

Ai02B8763 Araip.B02 8763 p2 (TA)7 14 28572977 28572990 CCATTTCCTCACCTCATTCAA AGGACCTTGTTGGTGAGCAT 263

Ai02B8764 Araip.B02 8764 p2 (GA)6 12 28578680 28578691 TCCTTAACAATCCACAAGCAAA TCCCTCCTTCTTTCTTTCTTCC 275

Ai02B8766 Araip.B02 8766 p3 (AAT)5 15 28596301 28596315 ATGAATTTAATTTTGATACGAGCA TTCTGGATCTAGACGGGAATTT 192

Ai02B8768 Araip.B02 8768 p2 (TA)6 12 28600626 28600637 GCAGAAATCTTGCTTTAGGAGG TTCTGAATACGACAACCTTTGA 257

Ai02B8771 Araip.B02 8771 p2 (AT)13 26 28631019 28631044 CTACCAAAGCTCACGCTTCC TGAGAACCCTTTCGAGGATG 271

Ai02B8774 Araip.B02 8774 p2 (GC)6 12 28686113 28686124 AAATGCTTCAAAATCGCTGG TCCAAATGAGGCGGTTTTAG 177

Ai02B8775 Araip.B02 8775 p2 (TA)12 24 28687317 28687340 GGCATTTTTGTCCCCTTTTT TTGATTTTGGGAGAGTTGGG 258

Ai02B8777 Araip.B02 8777 p2 (GC)6 12 28692753 28692764 AAATGCTTCAAAATCGCTGG TAAAGCTGTCAAGCCGACCT 234

Ai02B8784 Araip.B02 8784 p3 (AAG)7 21 28794924 28794944 AAAGGAGGAGGAAGAGGTGG TTCACGCACTTCTCCAAAAA 100

Ai02B8792 Araip.B02 8792 p4 (TAAT)5 20 28806203 28806222 AGCCCGTGAAGACAGCTTTA ATCGCATGAATCTCAGGACC 255

Ai02B8797 Araip.B02 8797 p2 (AT)6 12 28810310 28810321 CCATAGCCCATTCATTTGTTTT TTTTGTGCAGCAAGGAAGAC 246

Ai02B8798 Araip.B02 8798 c (CT)6aattgtgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttattttttattt(A)1194 28824506 28824599 TTCCCAACTTCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 276

Ai02B8799 Araip.B02 8799 p3 (TAT)5 15 28824843 28824857 CGAAAATTCACTTCCCCCTC TTTTTGTCCTTGCTCCTGCT 230

Ai02B8801 Araip.B02 8801 p2 (AG)7 14 28847499 28847512 TCACTCTTAAAGCAAGAAGAAATCC GGCCCAGATCCAAGTACAGA 182

Ai02B8803 Araip.B02 8803 p2 (AT)11 22 28856463 28856484 TATTGTGCAAGTGACGCGAT GCATTCTGCATTTTTCATGC 260

Ai02B8806 Araip.B02 8806 c (A)10tctttcaaaaatctctcatctgtttttgaaaaaaaaatttaattaaaaaatgttttc(A)1178 28915552 28915629 GGCGTTCAACTCCAAGAA CAGGCTTCAACATGCTTCAT 274

Ai02B8808 Araip.B02 8808 p2 (AT)8 16 28920064 28920079 GACGAACCACAACCCTTGTT TACAATATGAGCCGGATGGC 269

Ai02B8809 Araip.B02 8809 c (TTC)5tttatttga(T)10gtttttattcttgttaagagagtaaaataagaagaaacttgaaaaggtaaaacaaaaagaaaaagatgaataagaaaaa(AAG)5128 28929350 28929477 TGTAAGTTCATCCTCTTCCATGT TTTCGATGCATGTGTGTTGA 278

Ai02B8811 Araip.B02 8811 p3 (AAG)5 15 28929916 28929930 TTCATCCTCTTCCAAATAATTTCA CCGGTCTGGTCTGGTTTTTA 256

Ai02B8812 Araip.B02 8812 p2 (AT)6 12 28932152 28932163 TAAGTGTGGGGAAAAGTGGG TACTTTGGGGCATTTTGTCC 237

Ai02B8814 Araip.B02 8814 p3 (AAG)5 15 28942939 28942953 TCAACACCAAATTCTCGACG TTTAACCAGTTCGACCAGCC 272

Ai02B8815 Araip.B02 8815 p2 (AT)7 14 28947086 28947099 TTTATTTATTCGTTCCCTTTTTACA TACTGGCAACTTTGCTGCAC 243

Ai02B8816 Araip.B02 8816 p5 (TTATT)5 25 28952070 28952094 GAGCAAGAGTGCTCAAGGCT CTTACTGGCGTTTTCTTGCC 277

Ai02B8818 Araip.B02 8818 p2 (TA)6 12 28957385 28957396 TGATTTGCGGAAGAGTAGGC CCCAACCTATACGTGAAGCA 104

Ai02B8819 Araip.B02 8819 p2 (CT)8 16 28957784 28957799 TGTTTGTTTCGGTGCGATAA AGATGGCAACGCTCTCTGAT 238
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Ai02B8822 Araip.B02 8822 c (T)10gttttcgtttttcttcaaataaattttcg(A)1049 28975546 28975594 TCGAGTTTGGACAACTGACG CCAGCCAGGATTCAACAAAT 247

Ai02B8823 Araip.B02 8823 p3 (TTC)5 15 28979683 28979697 GCCGAACCTTAATCCCTCTC CTCGGAAGTGGAAGCTTTTG 194

Ai02B8824 Araip.B02 8824 p2 (AG)21 42 28988823 28988864 AGAGGGAGAGAGCTTGAGGG CCCTCTCTTTGATCACCGTC 158

Ai02B8825 Araip.B02 8825 p4 (TATT)8 32 28990101 28990132 ATCGTACCGAAGCAAACACC TCAAAGGGGATCATCACCAA 130

Ai02B8832 Araip.B02 8832 p2 (CT)18 36 29006176 29006211 GAGCTCTTCACGAGGAATGC AATTTTAAAGGTTTGGCCCG 267

Ai02B8839 Araip.B02 8839 p2 (CT)8 16 29020583 29020598 CTGTCTTCTTTCTCCCACGG GCCTCAATGCAAACACAAAA 153

Ai02B8840 Araip.B02 8840 c (A)11tattttc(A)10 28 29028329 29028356 GGATCTGGGAAGGGAATTTT AGCCAGCCAGACTTCAACAT 186

Ai02B8845 Araip.B02 8845 c (AT)6tgtgttactaatcagtacctcatgctcgctagttgagctttttttttcttttttttctttctcttttattgaccaa(T)1098 29051545 29051642 AATCTCTCGTTGAATGATTATTATTTG GCTTATGAATATCAACTACCAATTGAA 274

Ai02B8846 Araip.B02 8846 p2 (TC)10 20 29072669 29072688 TGAAGAGAGTGGAAGGGGAA CACCCACTCACCAACTCCTT 241

Ai02B8848 Araip.B02 8848 p2 (AT)6 12 29077056 29077067 CTCGACCTGCAAAGCTAAGG CAGATGCAAGTCAAGAGGCA 266

Ai02B8851 Araip.B02 8851 p2 (AT)8 16 29146785 29146800 AAAAGCATTAAAAAGATGCTCTCA TTGTTCGATCACCACCGATA 204

Ai02B8854 Araip.B02 8854 c (AT)10caaagaaaaaaattat(A)1046 29171785 29171830 TGGGTATGGAAAACTTGGGA TGGGGTATTTTTGTCCCCTT 251

Ai02B8855 Araip.B02 8855 p3 (TTG)14 42 29175726 29175767 TAACATAGATCCCAACCGGC AGAAAGAGGAAGCCTGAGGG 279

Ai02B8859 Araip.B02 8859 p3 (GAA)10 30 29196074 29196103 TGATGGGCTTGTGAGATGAA CCGAATACACACATCCCTCC 257

Ai02B8860 Araip.B02 8860 p3 (GAA)6 18 29199070 29199087 GTGGGCTCTCTTGTTTGCTC CCGAATACACACATCCCTCC 279

Ai02B8864 Araip.B02 8864 p2 (CT)6 12 29211469 29211480 TGTTTCTTAACTTTTTCAAAACCTCC TTTCGAAAATTGAGAGAGAGAGAG 218

Ai02B8865 Araip.B02 8865 p2 (CT)6 12 29211630 29211641 CCTCTCTTTTCAAAATTTGTTTCA TAGAATGAGATGGGGGAGGA 278

Ai02B8866 Araip.B02 8866 p2 (AT)7 14 29226170 29226183 AAGTTGTCGATGCGTGAGTG TTGCAACACACATTATTTTATACCC 223

Ai02B8867 Araip.B02 8867 p3 (CTT)5 15 29250698 29250712 TGGAGAGGTTTCCAGCAACT AACCTCCAAGGCATATCACG 161

Ai02B8869 Araip.B02 8869 c (TA)7(TG)10 34 29257553 29257586 CCCTCCCCTTTATCTCTACCA CATGCTTTCGGTTGCATTTA 187

Ai02B8871 Araip.B02 8871 p2 (AT)7 14 29258622 29258635 TGACCTATCATCAAATTAAAAGCA GTGGTCATTTTACGGCGATT 262

Ai02B8872 Araip.B02 8872 p2 (AC)6 12 29261398 29261409 CACAATTGGACTTTGGGACC GCATGGATCGGACTACTTTCA 276

Ai02B8873 Araip.B02 8873 p2 (AC)6 12 29268078 29268089 CCCTTGGCCCAACATAACTA CGATCGGAGCTCTAGATCAAA 169

Ai02B8883 Araip.B02 8883 p2 (GT)6 12 29312590 29312601 TGGCACTTGAGAGCAACATT GAACCTTTCCCAGTTTCCGT 271

Ai02B8887 Araip.B02 8887 p2 (AT)13 26 29316040 29316065 TAGAACTCGAACCAACCCGT GGGTACCCGATGACTTTGAA 269

Ai02B8890 Araip.B02 8890 p2 (CA)6 12 29345660 29345671 GCCACTCGTAAAAGTAGCCG GTGGAGACGGTTGTGGAGAT 265

Ai02B8892 Araip.B02 8892 p2 (AC)6 12 29355694 29355705 ACCCACACCACCCTAAATCC GGTGCTCCCTTCCTCTCTCT 164

Ai02B8895 Araip.B02 8895 c (A)11gaaaaagcatgttgcaataaaag(A)1044 29372053 29372096 GGTGGCATTGCTTTTGTTTT TTGCTCTTGCCTTTTGGTTT 264

Ai02B8897 Araip.B02 8897 p2 (CT)8 16 29387633 29387648 AAGGACTCAGCACAATGCCT GAAGGCAGACGTCGAAGGTA 238

Ai02B8900 Araip.B02 8900 p3 (AGA)5 15 29398312 29398326 TGCTTGCTCCATCCTTTTCT CACACATCCCTCCATCTCCT 253

Ai02B8901 Araip.B02 8901 p2 (AG)6 12 29401000 29401011 AAGATGAGAGAGGGGGAGGA TTTCTTATCTTTTTCAAAACCACC 216

Ai02B8905 Araip.B02 8905 p2 (CT)7 14 29411417 29411430 TGAACCTGGAATTGAGAAGGA TGGGGGTGATTTTTGGACTA 218

Ai02B8906 Araip.B02 8906 p5 (AAGAG)6 30 29416188 29416217 CAAACAATGAGAAGCCCTCAG GGCTCTGTGTGGTAGGGTGT 174

Ai02B8911 Araip.B02 8911 p3 (TTC)5 15 29447792 29447806 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8912 Araip.B02 8912 c (T)14atttctcaatacttatgcattgattcttactgagcttcaccttggggcattttgtcccctttattgcttttcttcttc(T)10102 29455568 29455669 CCCATTCTTCACTTTTTCTTACA TGGGCACATGTTCATGTATTG 269

Ai02B8913 Araip.B02 8913 c (AG)6gaaggcggtgatggcggcgcggaggcggagacggtggcgcggtgggagttcggccgggaggaggaagagaggagt(GA)7101 29458034 29458134 GGCAGCAGAGATAGATTGGC CTTCTCTTCCCCCTCTCACC 248

Ai02B8914 Araip.B02 8914 p2 (AC)13 26 29468347 29468372 CGGAAGCGTGACTTTCTGAT GCTTTCTGCAAGCGAAGAAC 223

Ai02B8915 Araip.B02 8915 p3 (CTT)15 45 29482352 29482396 GCGCCGTCAATGTTATTCTT GCCAATTGCACTCCTTGGTA 228

Ai02B8918 Araip.B02 8918 p3 (TGG)5 15 29485616 29485630 ATGGATGAGTGGGTGAGGAC AAAATCACAAAGATACCCCTGC 207

Ai02B8920 Araip.B02 8920 p2 (TC)7 14 29489073 29489086 CTGGAATTTCGTGTCCCAGT GCAGCAGCACATCTAGCATC 280

Ai02B8921 Araip.B02 8921 p2 (AT)6 12 29490124 29490135 CAATTTCTACGAGGGCCAAA AAGCACAATTGATAATCTTAATTCCA 202

Ai02B8922 Araip.B02 8922 c (AGG)5aaaataaaggaggatatcgaagaaattcaaatgaaaaggaggaggagaaatagatgtaggtggtggtggtgacgacaacaacgaaagaaatatgag(A)10121 29491207 29491327 AAAAAGACGATGGTGATGACA TCATATCACATTCTTCTTCGCA 246

Ai02B8925 Araip.B02 8925 p3 (GAA)5 15 29500220 29500234 GTTGCCAGGTCCAAAAGGTA CGTCACGACAAAGATAGCGA 102

Ai02B8929 Araip.B02 8929 p2 (GA)19 38 29514032 29514069 CTGTTCGTCCTCCCTACTGC TCTCAACGACGACACACTCC 240

Ai02B8930 Araip.B02 8930 p4 (AAAT)5 20 29528194 29528213 AACTGTGGGAACTTGGGTTG ACATTGGGGTCATTTTGTCC 218

Ai02B8932 Araip.B02 8932 p2 (GC)6 12 29549294 29549305 AAAAATCACGTGCGACCTTC AGGGCTAGGAAGGGATCAAA 187

Ai02B8933 Araip.B02 8933 c (T)10cagattatc(A)1736 29554734 29554769 GTGCTAGGTGGGAGACAACC CTGCTCCTGCGAAACTCTCT 258

Ai02B8934 Araip.B02 8934 p2 (TA)6 12 29557591 29557602 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai02B8936 Araip.B02 8936 p2 (CT)7 14 29564887 29564900 CCTTCTCCCTTCTTCTTCCAA TTGCAACAATCCACAAGCAT 241

Ai02B8937 Araip.B02 8937 p2 (AC)6 12 29576027 29576038 GTTTGGGCCTGAAATCTGAA GTGCACGTACAAGGTGTGCT 279

Ai02B8938 Araip.B02 8938 p2 (TA)7 14 29577513 29577526 ACTGAGGCATGCTGGAGACT GGACTCGGTTTGCGAAGATA 252

Ai02B8939 Araip.B02 8939 p2 (TA)16 32 29578105 29578136 TTTTTCCCTCGCCTTTATCTT CTGCGCCACTCTGATAGCTT 278

Ai02B8940 Araip.B02 8940 p2 (AG)6 12 29582419 29582430 GTTTGTCCTTCCCACTTCCA CAAACAAGCAGCGATGAAAA 233

Ai02B8941 Araip.B02 8941 p2 (AT)10 20 29590921 29590940 GGTTTATCAACCTCCCCACA TTTCCCATCTCATTTGCTAAAA 271

Ai02B8943 Araip.B02 8943 c (T)10aattttgtt(TA)6ttctaataatc(T)1052 29600205 29600256 AAGGCTACGCCTTTCAACAC AAGCGATTCCTAATGTTCTTTTT 273

Ai02B8944 Araip.B02 8944 p2 (AT)10 20 29603204 29603223 GAGGAACCATGGTCACTGCT TCCTCCTTCCCTTCCTTGAT 208

Ai02B8945 Araip.B02 8945 p2 (TA)11 22 29603875 29603896 TGCAAATTTTTAATGTTGTGAAA TCTGTTTCAAAATTTCCGCA 224

Ai02B8946 Araip.B02 8946 p2 (TA)9 18 29607195 29607212 CCACGAGGTTTGTGATTCCT GCATGTCAACAGGCACCTTA 250

Ai02B8947 Araip.B02 8947 p3 (CAT)5 15 29614383 29614397 AAGCGATTAATTAGCCACGG TGAGCTGACATGGAGGAATG 154

Ai02B8952 Araip.B02 8952 p2 (TA)8 16 29660737 29660752 CTTTGATCTGAGGGCAATGG TGAAGCAAGAAGTATCAGGCA 226

Ai02B8955 Araip.B02 8955 p2 (TA)11 22 29669764 29669785 GCACGTTCGTTATCTTCATTCC TCTTTCTCTCTTTTCCTTCATACG 264

Ai02B8956 Araip.B02 8956 p2 (TA)8 16 29674900 29674915 TCGTTAGAGCTTCGTGCTGA TAGGTGAAGCCTCGCTTGTT 267

Ai02B8958 Araip.B02 8958 p3 (CTT)5 15 29680022 29680036 GCTGGACCTTTGCTTCAGAC GTAATTCCCAGGAAATGCCA 192

Ai02B8960 Araip.B02 8960 p3 (ACC)5 15 29681038 29681052 GCGAGCTAACGAGGAAGAAG GAGGAGTACGATCGCTGGAG 221

Ai02B8961 Araip.B02 8961 c (T)10cttg(T)19 33 29684053 29684085 TTTGTTTTGGGGCATTTTGT CGAAATCCATCTTTCATGGG 165

Ai02B8966 Araip.B02 8966 p2 (TA)11 22 29719515 29719536 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 279

Ai02B8971 Araip.B02 8971 p2 (CT)7 14 29758644 29758657 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 280

Ai02B8972 Araip.B02 8972 p3 (TTC)5 15 29758916 29758930 CTCACCAAATTCGAACCCAC TGCCTTTTTCTTTGTCCCTG 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B8973 Araip.B02 8973 p2 (AG)15 30 29772449 29772478 GCCAGCTTGTCATCCTTCTC TCTACTCCATGCCTCAGCCT 260

Ai02B8976 Araip.B02 8976 p2 (AT)6 12 29803284 29803295 TACTGGGTCCAAATCGGGTA CCCATGTGCATCCTTAGAGAA 278

Ai02B8977 Araip.B02 8977 p3 (ATT)5 15 29810416 29810430 ACCCACTTGTGCTTCCAAAT TGGAAGGATCAACAGAAGCC 228

Ai02B8979 Araip.B02 8979 p2 (AT)26 52 29820082 29820133 TTTGAATTTGCATTTGTCCA ATCCAGTTTCATTCGACCCA 228

Ai02B8987 Araip.B02 8987 c (T)10ctctttaatttctgtaaattcacgttagagtcaaac(A)1056 29838230 29838285 CACGTTCCATGGGTCTTCTT CTTCAGGATCATCCCTCCCT 273

Ai02B8988 Araip.B02 8988 c (A)11gatgaaagaggaatgtgaagaccagca(ATG)553 29841804 29841856 TGCTTGGAGAACAAGCAACTT GACAGGTAGGGGTACAATGTCA 226

Ai02B8994 Araip.B02 8994 p2 (CT)6 12 29882986 29882997 TGCAGGGATGAGAAATCCTT CCATTATGAGTGGGTTTGGG 241

Ai02B8995 Araip.B02 8995 p2 (CT)6 12 29893590 29893601 TTTTCGAAATCCCTCCCTTC TCACGGAAAAACACACCAAA 150

Ai02B9004 Araip.B02 9004 p2 (TA)7 14 29936379 29936392 GCATGCTTTCTTGTAGTTGCC CTTTGCAGGTACCCACCCTA 261

Ai02B9005 Araip.B02 9005 p2 (AT)8 16 29940187 29940202 CAAAAAGCAAAGCGACAACA GAGCCCCTATGATCCTCCTC 249

Ai02B9009 Araip.B02 9009 p2 (TA)11 22 29968304 29968325 GTCCCCTTTCATTGCTTCCT CAAGAAAGAGGGGACCAAAA 152

Ai02B9010 Araip.B02 9010 p3 (AGA)26 78 29971232 29971309 ATGTAGGGCCACCAGAAGTG GCTTCTATCCCTCTCCCACC 202

Ai02B9011 Araip.B02 9011 p2 (GC)6 12 29971725 29971736 GGGCACAGACTAGGCACAAG AAAGCAAGGAAAAAGGGCAT 277

Ai02B9015 Araip.B02 9015 p3 (CTT)5 15 30007885 30007899 CGTCTTGGAAGGAGGCTCTA AACCCCAGTGGACAAGACAG 148

Ai02B9017 Araip.B02 9017 p2 (GA)16 32 30022020 30022051 GTATTCCTATGCACGCAGCA CCCGAGGATCCTTTCCTAAG 172

Ai02B9019 Araip.B02 9019 c (A)11caaaaaaaagaagaaaaaaaaacc(A)1247 30034791 30034837 TGTTCTTGTTTTCGTTTGCG TCACGAACATTTGAAGCACG 220

Ai02B9020 Araip.B02 9020 c (A)11gaagcataaagtg(A)1135 30035611 30035645 TGTTCTTGTTTTCGTTTGCG ATTGAACCGAAGGGACTCCT 279

Ai02B9024 Araip.B02 9024 p2 (CT)7 14 30090471 30090484 AGCAGAATGGGCGTTAAATG ATAGGTGAGGGGTTTTTGGG 257

Ai02B9025 Araip.B02 9025 p2 (TC)7 14 30094628 30094641 ACAACTCCACTAGTTCGCCG GTTACAAGCGAAGCGACACA 207

Ai02B9027 Araip.B02 9027 p3 (TTA)5 15 30097500 30097514 TATGCTGTCCCATACGACCA CAAGTTCCCAATCAATGCAA 229

Ai02B9030 Araip.B02 9030 p3 (ATC)6 18 30111472 30111489 AGGTGAACAATGCCATAGCC GTACGCATGATGCCCTGAA 255

Ai02B9033 Araip.B02 9033 p5 (TCTTA)5 25 30119003 30119027 TTCTGGATCTGATTTTCGGG TCTAAGGGAGCCCTTGGTTC 213

Ai02B9037 Araip.B02 9037 p3 (GGT)6 18 30136814 30136831 TTCCGATTTTGCTTCTGCTT CTCATCACCGACATCACCTTT 245

Ai02B9038 Araip.B02 9038 c* (A)11(AT)7* 24 30138001 30138024 CTCAATTAAGAGGTTGCGGG ACAACGAATTTCATGTGGCA 201

Ai02B9039 Araip.B02 9039 p2 (CT)11 22 30139254 30139275 AAGGGTAAGTGTGGTGTGCC GGGGGTTTGATTTTTGAGGT 272

Ai02B9041 Araip.B02 9041 p2 (TC)7 14 30139825 30139838 CCCGGTTTCTCGTGTATGAC TTCCCCACCAAAACTAGCAG 265

Ai02B9044 Araip.B02 9044 p2 (AT)9 18 30147483 30147500 CAGGGAAACATATAATCGCC AGGCCCATTCTCACATTCAC 178

Ai02B9059 Araip.B02 9059 p3 (TTA)6 18 30173362 30173379 AAGCAGACTTGGGATGATGG GTTCTGGCGAGGAGAAGTTG 262

Ai02B9060 Araip.B02 9060 c (AGA)5(GGA)6 33 30173706 30173738 CAACTTCTCCTCGCCAGAAC CCCCATCATCTGCCATTCTA 249

Ai02B9062 Araip.B02 9062 p2 (AT)6 12 30175097 30175108 TCTCCACCATCACAAATACCA TTGCCAACTGCCAACTTTTA 280

Ai02B9063 Araip.B02 9063 c (A)10gaattggtacaaggacctaaataaaaggaaaaaaaatacagggacccaatt(A)1071 30177600 30177670 TCTTTTTAATTGGTCCCTGCAC CTGGTCCTTGTAGTTTCGCA 233

Ai02B9071 Araip.B02 9071 p2 (CT)6 12 30197038 30197049 TCACCTTTTCAAAATTTGTTTCA TTGAAAAAGAGGGAGATATTTTCG 121

Ai02B9073 Araip.B02 9073 p2 (AT)9 18 30201471 30201488 GGACAAAATTGAACTAGGTGCT TCATTTTGGGGCGTAAACTC 220

Ai02B9074 Araip.B02 9074 p5 (TTATC)5 25 30222414 30222438 GGTACCTGCAAGAGACTCCG GAAAGATAAAGGCGGTTCCC 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9075 Araip.B02 9075 p5 (TTATC)6 30 30228476 30228505 GGTACCTGCAAGAGACTCCG GGGACACAGCCCAATCTAAA 251

Ai02B9076 Araip.B02 9076 p2 (CT)7 14 30249673 30249686 TTTCTTATCTTTTTCAAAACCACC TGAGAGAGGGGGAGAGGATT 215

Ai02B9077 Araip.B02 9077 p3 (TTC)5 15 30252472 30252486 ACACAACCCCTTCTCCCTCT CGTTCAACGCCCTTTTACAT 165

Ai02B9080 Araip.B02 9080 p2 (TA)7 14 30278979 30278992 TTGCTAGGCGTCTGGAGTTT CAAAGGCTGGCCAGAGAATA 213

Ai02B9082 Araip.B02 9082 p2 (AT)6 12 30285238 30285249 ATGGCTTTGACAGCATTTGG TTTTTGTGTGTATGTTTGTTCATCA 255

Ai02B9083 Araip.B02 9083 p4 (TACA)5 20 30286727 30286746 TGGATGACTGGAACGATGAA GCAATCGGATCCTAAACGAA 157

Ai02B9084 Araip.B02 9084 p4 (AAAT)5 20 30291951 30291970 TCCAATTAAGGGAAAAGGGAA TTGAGCTGATTCGACACGAC 217

Ai02B9085 Araip.B02 9085 p3 (ACA)5 15 30294221 30294235 GGACGTGATTTTAGTGGCGT TGTGTTGCGCCTAACTCAAG 264

Ai02B9086 Araip.B02 9086 c (C)10tgcagtttcattttatttctcttttcttttattatttggttttcgtaaacaaaaa(AAT)580 30295611 30295690 TTTTCTTCTGTCTTTCTTTCTTTCA AGAAAACACCAAACTTAATTTCAGA 160

Ai02B9088 Araip.B02 9088 p3 (ACA)5 15 30320828 30320842 ATTTCAGTGGCGTTGGAAAG TGTGTTGCGCCTAACTCAAG 273

Ai02B9089 Araip.B02 9089 p2 (TA)6 12 30322727 30322738 GAGCAGTGGATAGTTAGGTGCAT CGATGGCAAAGAGAAAAGGA 253

Ai02B9095 Araip.B02 9095 p5 (AGGAG)5 25 30345171 30345195 AGGAAAGAAAAGAGGAGCCG AGTCTCAGCCTTCCTCCTCC 246

Ai02B9096 Araip.B02 9096 p2 (AG)6 12 30345619 30345630 GTCAGTCGCCGTCCTCTATG ACCCTTACCGGCAGAGTTTT 255

Ai02B9097 Araip.B02 9097 p3 (ATT)11 33 30347995 30348027 AAGTGGGTCGAGGATGTCAC TGTCGTTCTCTAAGATGCTTGTTC 197

Ai02B9099 Araip.B02 9099 p3 (TAT)5 15 30350712 30350726 TGATTTGCAAGGAAAAATTTACG ATGGGCTGGTGTGAGACTTC 213

Ai02B9100 Araip.B02 9100 p2 (AT)13 26 30354790 30354815 GACAAGTCCGGCTGCTAAAC TGTCGGGTTGGCTTGATAAC 261

Ai02B9105 Araip.B02 9105 c (GAA)6cagcgttgaagaagaagaagggaattc(T)11ctaatataaaacgacgcgtacttc(T)10gttcaaaacgacgtcgctttc(T)24135 30394679 30394813 TGTGACCTTTTGAAAAAGAAGAA AAGCATTTTCCATTCATCGG 217

Ai02B9107 Araip.B02 9107 p2 (GA)6 12 30400885 30400896 AGGAGATGGAGGGATGTGTG GTTGTGTGCAAGGGCTTTTT 238

Ai02B9108 Araip.B02 9108 c (AAT)6atgaatcctttataccacagtataaaggtccttgtgttagtagaagaaaagaagaaaaaaaatctgaactc(AG)6101 30403730 30403830 TTCTTGTCCTTGCTCCTGCT CCTCACACCACCAAAAATCC 172

Ai02B9111 Araip.B02 9111 p2 (CT)6 12 30410135 30410146 CCTCACTCACCAAAAATCCG GCTGCCATCTCCTCTTCTTG 280

Ai02B9112 Araip.B02 9112 p3 (TTC)5 15 30412444 30412458 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai02B9113 Araip.B02 9113 p2 (AT)10 20 30419837 30419856 TCAGAGCTAATTGTATGAAAGATGG CTGGGCTATGCCCTTGAATA 114

Ai02B9114 Araip.B02 9114 p2 (GC)6 12 30435730 30435741 GTAGCCGAAAACGGTGGTAA ACTCTGTGCCAGGAGCCTAA 229

Ai02B9115 Araip.B02 9115 p2 (GC)6 12 30436035 30436046 GTACCAGAGTTGGCATGCAG ATTTTGTGCTAGGCACCCAC 279

Ai02B9116 Araip.B02 9116 p3 (AAT)5 15 30442101 30442115 TGGAAGGATCAACAGAAGCC ACTCAGCTGGCCCTCTTGTA 238

Ai02B9117 Araip.B02 9117 p2 (CT)6 12 30443742 30443753 TAATGCCAGAAAAGGGCAAC AGAGTGGTGGAGGTGATTGG 279

Ai02B9125 Araip.B02 9125 p2 (CT)6 12 30539491 30539502 TTCATGGGGAGGCTCTCATA ACATGAATGCCATAAGCCAA 233

Ai02B9126 Araip.B02 9126 p2 (CT)6 12 30542115 30542126 CCTCTCGCTTCAAGTTTGATTT TTTTGAAAAAGGGGGAAGAT 280

Ai02B9127 Araip.B02 9127 p3 (TAT)7 21 30542442 30542462 TTCGAAAATTATCCCTCCCC GTTCTTGTCCTTGCTCCTGC 243

Ai02B9129 Araip.B02 9129 p2 (CT)7 14 30567566 30567579 CATCCATTCATGGAGAGGCT AACATGAAAGCCATAAGCCAA 242

Ai02B9133 Araip.B02 9133 c (AG)7(A)10 24 30587867 30587890 GGAAATTGTGGGAACAAAGG ACATTGGGGTGATTTTGTCC 241

Ai02B9135 Araip.B02 9135 p2 (TA)7 14 30591027 30591040 CTGCAAGCTGCAATTGTTCT CATCCTGAAAACAAACTAAAAGCA 170

Ai02B9136 Araip.B02 9136 p2 (AT)6 12 30592910 30592921 TTTAAACCGCAATACCGCTC TGGTTTATTGTACCCTCGCC 206

Ai02B9139 Araip.B02 9139 p2 (TG)6 12 30599046 30599057 TTTTTCGTTTTGGAATCATTTT TCTTTTTCATCCATGATATATTCG 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9141 Araip.B02 9141 p2 (CT)6 12 30603218 30603229 CAACGGTGATTCTCATTCCC CGCGAAAGAGAATTGTGTCA 113

Ai02B9144 Araip.B02 9144 p2 (AG)7 14 30612555 30612568 GAGAGAGGGAGAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 256

Ai02B9149 Araip.B02 9149 p3 (TGA)5 15 30642251 30642265 GCCCAAGATAACTATGCCGA GACTCAGGCTGACCGACTTC 266

Ai02B9150 Araip.B02 9150 p2 (CT)6 12 30655790 30655801 TCCATTCAAAATCAAGGTTTCA TCAACCAAAGCCAAAAGAGAA 277

Ai02B9156 Araip.B02 9156 p2 (TA)14 28 30689491 30689518 TGAGAATCTTGGGAATTGGG TATTGAACCTTGCTTTGGGG 244

Ai02B9157 Araip.B02 9157 p2 (GC)6 12 30692224 30692235 CTTTTTCCGCCAAAAACTCA CAGGTTGAAAAGGGCTAGGA 270

Ai02B9158 Araip.B02 9158 c (A)49tag(A)35 87 30699787 30699873 TCCAACTTTGTTTAATCCATGC GGGTAGATCTCATATCCATGCC 267

Ai02B9159 Araip.B02 9159 p2 (GA)17 34 30705027 30705060 CGAAGCGGAAGAAGAGAAGA CACAACAACAAACAACGGCT 252

Ai02B9161 Araip.B02 9161 c (T)10gttattaaaatcatcctcaacgttacaaaatgttataaaatcgtccatttgtctataaataatatttttcagacaattttatccttaaacaaaaatt(A)11118 30706007 30706124 GCACAACGTAAAAGAAAGGAAA CGTTGTGCTAAGCGGTTTTT 270

Ai02B9163 Araip.B02 9163 c (T)11gtatttttatatttttaattt(A)10caaaaataataaaattctgtcttttaattttactttttatttttac(T)1098 30708460 30708557 CGATGTAGAAGGTAAGGGCG GGACGCGTATAGTTTGTGTTTTT 219

Ai02B9166 Araip.B02 9166 p3 (GTT)5 15 30726192 30726206 TATGTTGCTGAGGTTTTGCG ACCCGTCAAAATCCCTTTTT 154

Ai02B9168 Araip.B02 9168 p2 (TA)8 16 30742537 30742552 CTTCTTTTGGCATCTCTCCG CGCAAACCAAAACGATAAAGA 273

Ai02B9170 Araip.B02 9170 c (T)11ctttcaaattcttatggagcatctatctatatcttatcttttttc(T)1369 30749180 30749248 GCCCCACTCCTTTCTTCTTT CCCGTCCCTGATGTATCTTT 259

Ai02B9174 Araip.B02 9174 c (T)13gaaaactgttagtgattttcgaaaattcaaatttaaaaattaaaataattaataaattaaaaagaaattttgaaaaaaaaggaagatattttcgaaaatt(AG)6125 30767489 30767613 TAGAATGAGATGGGGGATGG TCTTTTCAAAATTTGTTTCAACC 270

Ai02B9177 Araip.B02 9177 c* (T)10(TTA)7* 29 30789672 30789700 TGTTTTCGGTGGAATGAATG TTTGTGTTTTAAGTACGGTCTTCAC 275

Ai02B9180 Araip.B02 9180 c (A)10tttcg(A)11 26 30803454 30803479 TCGAAAATACCTCCCCCTTT GGGGGAGACAAAGAATGTGA 276

Ai02B9182 Araip.B02 9182 p4 (AAAT)7 28 30822973 30823000 GTTTTCACCCGCATCAGATT TGCAATAAAAGAAAATGGAAGAAA 250

Ai02B9184 Araip.B02 9184 p2 (AT)6 12 30824531 30824542 GAAAATTTTGGGAATCGGGT GGCATTTTTGTCCCCTTTTT 199

Ai02B9186 Araip.B02 9186 p2 (AT)7 14 30846528 30846541 AACCACACCATTAGGCTCAAA TCCAACACTTTTGCCTTTCA 250

Ai02B9188 Araip.B02 9188 p4 (ACTA)6 24 30847563 30847586 AAGCATGAAAAACTCAAAACCAA TCCAACACTCCCAAATACCA 278

Ai02B9195 Araip.B02 9195 p2 (AT)9 18 30884041 30884058 CAACATTCGATGATCCAGCTT GTCAGGGTCTGGGATGTTGT 119

Ai02B9196 Araip.B02 9196 p2 (TA)21 42 30891526 30891567 AATGCAAAGCGTTCACACAC AACTCCGCAGGCTGTGACTA 219

Ai02B9198 Araip.B02 9198 c (T)10cgtattaaaatcgtccttttaatttttttggacaaaaataccctcaccactaccaacacaattacctcct(CCA)698 30900110 30900207 TGAAAATCGAAACCGTCCTT TTGGTTGGTGTGATGCAGAT 278

Ai02B9199 Araip.B02 9199 c (ATC)5agaacccagaactcagaaa(ATC)549 30900457 30900505 ATCTGCATCACACCAACCAA TCCCTGTCTCAGATCTCCGT 255

Ai02B9203 Araip.B02 9203 p2 (CT)6 12 30917138 30917149 CTATAAAGTGGGGGAACGCA TTTAAGCGCCTAGTAGCCCA 193

Ai02B9209 Araip.B02 9209 p2 (TA)9 18 30932481 30932498 GAAAATTGTGGGAACATGGG GAATTGGAGTAATTTTGTCCCC 218

Ai02B9211 Araip.B02 9211 p3 (AAT)8 24 30938304 30938327 TGTCTTGCAGTGTTTCTTTGG ACCAATCCGACACAAATTGC 246

Ai02B9217 Araip.B02 9217 p3 (TTC)7 21 30956710 30956730 GCGCTTCTTCTTCTTCTCCA GTCCTGCGTCCATTCAATTC 265

Ai02B9219 Araip.B02 9219 p3 (TTC)5 15 30960941 30960955 AATCAGCCACCAAAGTCAGC TGCTTCAAAATTACTTGAAAAATGA 255

Ai02B9221 Araip.B02 9221 c (GAA)6acgtgc(AAG)5aacgtgcagtaacat(GAA)1496 30961568 30961663 AAAAGAAGGAGGAAGAGGCG CCTCTTATGGCGCGTATGTT 229

Ai02B9225 Araip.B02 9225 p2 (TG)7 14 30972394 30972407 AGGGAAGGGCTTGAAATTGT CACCCCAACTTTATCCCTCA 256

Ai02B9231 Araip.B02 9231 p2 (TA)9 18 31027063 31027080 TACTTTGGGGCATTTTGTCC TGTGGGAAAAAGTGGGTTTG 219

Ai02B9233 Araip.B02 9233 p2 (GA)7 14 31045880 31045893 TTCTGGCACTTTCAGCACAC AAAACTCCTGGCTGATCGAA 243

Ai02B9237 Araip.B02 9237 p2 (AT)8 16 31053318 31053333 CACCCGACCAGTTGAACATA TCAAAATTTATCGTTTTTGACCA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9239 Araip.B02 9239 p4 (TAAA)5 20 31062674 31062693 TGACGCTTATGCATGGATTC TGCAATGAATGAAAATGAGCA 248

Ai02B9242 Araip.B02 9242 p3 (AGA)5 15 31074552 31074566 GTGACACGGTATAGCGGACC ATCGCAAACACCGTAACTCC 250

Ai02B9245 Araip.B02 9245 p2 (GT)8 16 31084883 31084898 ACCAAACAACTTTTGCACCC ATCCGCCTATACGAGGGAGT 181

Ai02B9247 Araip.B02 9247 p2 (AG)9 18 31089243 31089260 AGGTCACAAGTTCCAATGCC ACAAAACCCCTTCCCTCACT 256

Ai02B9248 Araip.B02 9248 c (A)10ctacacatttttgttcattttattgtagatgtcattggaaaattacatcaagaaattaag(A)1080 31092623 31092702 ATTGCCTGACAGAGTGGGTC TTGCATGTATGTTCTTTTTCCG 215

Ai02B9253 Araip.B02 9253 c (AATA)7aaatact(A)1045 31141790 31141834 CCGTCGAAAATCCAATCATC TGCAATAAAAGAAAATGGAGGAA 166

Ai02B9254 Araip.B02 9254 p3 (TTA)5 15 31148717 31148731 TGGGGTAATTTTGTCCCCTT GGAAAACTATGGGAACATGGG 231

Ai02B9260 Araip.B02 9260 p2 (TC)6 12 31207701 31207712 CATTCTTCTTCCTTGGCCCT AGCACAGGGGTGGTAATGAG 269

Ai02B9261 Araip.B02 9261 p3 (CAC)5 15 31213065 31213079 ACCCCCTCTCCATCATTACC CGAATGAAAGAAAAATGGCG 179

Ai02B9262 Araip.B02 9262 c (AT)10aatgctcattaaaattgctgagttggtgtaacatcctaccatacagag(TA)782 31225332 31225413 CGTGGATGATATGCTCGTCA TATCATGCTGAGAACCACCG 264

Ai02B9263 Araip.B02 9263 p2 (AT)9 18 31226918 31226935 CTGCGTATGCAAGCCTGTAA ACTTCGCAGGCTGAGTTAGG 274

Ai02B9265 Araip.B02 9265 p3 (AAG)5 15 31237613 31237627 AAGAGGAGCAACAAAGGCAA AGAACGGGTGCACCTTAGTG 103

Ai02B9266 Araip.B02 9266 c (TAA)6ttgaaagaaatttataccgtggagcctatgaagaaaagtttaaaacaaaattcgtaacgctcacataaacggaaaacttacgtacaaagaaacgtaag(AT)10136 31252691 31252826 TCATAAAGCTGAAGTTGGAAGG GTTTATCTTCGCCGAACCAA 240

Ai02B9269 Araip.B02 9269 p3 (TCT)7 21 31287573 31287593 TTCACATTTCTCTCCCACCC CTCCCATGGCTCAGAGGTAG 253

Ai02B9272 Araip.B02 9272 p2 (TA)6 12 31306585 31306596 AGGAGCCTTGAAGGATGGTT GCTTCGGATGCTGAGTTAGG 164

Ai02B9273 Araip.B02 9273 p2 (AG)50 100 31316386 31316485 AAGAGAGAACGGGGAAGAGC TTCGAGCTCTCCTTCTCAGC 265

Ai02B9274 Araip.B02 9274 p2 (GA)6 12 31344707 31344718 AGGTGATTTGCCTCCCTTTT TCATTATGAAGAATGCGCGA 269

Ai02B9276 Araip.B02 9276 p2 (CT)6 12 31358241 31358252 ATGCATCCATTCAGGGAGAG CCTGGATCGAGAGTTACTCCTAA 139

Ai02B9284 Araip.B02 9284 c (T)10c(T)11 22 31376647 31376668 CAGAAAGAAAGGGGTGAGGA CCTCAGGCTAGGCCAAACTA 253

Ai02B9288 Araip.B02 9288 p3 (GAA)6 18 31379542 31379559 CCCAAATTGGTGGTTGTTCT TTGCTGTAACCCCAGATGAA 278

Ai02B9289 Araip.B02 9289 p6 (TGTTGG)5 30 31379729 31379758 TGCTTCAGCTTCTTTGACCA GGAAGATTCCAACTTTCCCA 264

Ai02B9290 Araip.B02 9290 p3 (AGT)7 21 31380000 31380020 TGTGGTGGACACAAGTTTGAA GGCCACAAAACAATCAACAA 123

Ai02B9291 Araip.B02 9291 p2 (AG)10 20 31380154 31380173 TTGCTTTGGTTTGGAGTATGG GCAAAGTTTGGCAAAGATCA 114

Ai02B9293 Araip.B02 9293 p3 (CCA)5 15 31382226 31382240 TTTCTCACTCCACCACCTCC GGAAAATTGCAAAATCAAAAGAA 166

Ai02B9295 Araip.B02 9295 p3 (CAA)5 15 31383944 31383958 AGCAGACAGCAGAAGCAACA GAAAGGAAGACAGAGCCGC 280

Ai02B9296 Araip.B02 9296 p2 (TA)6 12 31385926 31385937 CAAACTCCAGACTTGACCTGC ACCTCGTTGAGCATCTGGAG 241

Ai02B9299 Araip.B02 9299 c (TTG)5tttttc(T)13 34 31402480 31402513 CGTTTGATTCATGTAGCCGA GGTGGCAATGCTTTTTGTTT 280

Ai02B9300 Araip.B02 9300 p2 (AG)6 12 31404355 31404366 GGAGTGGAAAGAGGGGTAGG CAGGGATGAGAAACCCTTGA 125

Ai02B9301 Araip.B02 9301 p2 (CT)6 12 31413392 31413403 TCTTGTGATTTCTTATGAATCAAGTC GAAAAAGGGGGAGATATTTTCAA 276

Ai02B9304 Araip.B02 9304 p2 (TA)6 12 31421952 31421963 TCACCCACATCACAATCTTCA TTTGAGGCATTTTTGGCTTC 248

Ai02B9306 Araip.B02 9306 p2 (CT)25 50 31428269 31428318 GACGAAGACGGTGACAGTGA GTATGGTTGGGAATTGGGTG 154

Ai02B9309 Araip.B02 9309 p2 (TA)6 12 31435210 31435221 CGGATAAACGTGAAACGGAT TGTTTTGGGATACCTTTGGC 157

Ai02B9310 Araip.B02 9310 p2 (AC)7 14 31438317 31438330 TCCGGTTGCACCACTCTAAT GAGCGTTAGGAGACATGATGG 228

Ai02B9311 Araip.B02 9311 p2 (TA)7 14 31443975 31443988 TGCATGTGCAAATTCATTTCT TTCTCTTGCAATTGTATCTGTTCTG 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9312 Araip.B02 9312 p2 (AT)7 14 31446687 31446700 GTGGCAACCCACTGTTCTTT GGCTTGCTACCACGTATTCC 209

Ai02B9313 Araip.B02 9313 p3 (CTT)5 15 31451170 31451184 CCCTTCTTCCTTGACCAACA CACTAGTGCTAACGTGCCCA 224

Ai02B9314 Araip.B02 9314 c (T)10caagttcagtgagaaatatatgagacctcttttcaaaacaagcataa(T)1067 31452071 31452137 AGATGCTCACGCATCACAAC TTGTGTTCTTTTTGCATGATCC 276

Ai02B9316 Araip.B02 9316 p4 (AAAT)6 24 31491505 31491528 AAAGATTTGAAAAATTTTGGAGG TTGATTGAAAAATTTTAAGTTTGGTG 218

Ai02B9322 Araip.B02 9322 p3 (GTG)5 15 31502308 31502322 AAGGAGAGAAGGAAGCCTCG ATGAGTCTGGACAACGGAGG 183

Ai02B9329 Araip.B02 9329 c (T)10aggatttgatttcacacaaaatttgggattgattttggtgtattcttctagtttctaaataaaaaaagttttgaa(T)1095 31521087 31521181 TTTTATTTGGGTGAAAATTGCAT CGTTTAAGAATGATGATTGGAGC 267

Ai02B9330 Araip.B02 9330 c (TA)11tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaatgatgcatattaaattcaattaattaaggataatgattaagggata(T)10119 31521847 31521965 TGTCGTGCCAAAGTTGAAAG TCTCATCCATGTTAAATATGTGGC 279

Ai02B9335 Araip.B02 9335 c (AT)11t(ATG)7 44 31528717 31528760 CAAGACAATTAGGAGCAGGCA TTCAGCAAAAAGGGGCTAAG 252

Ai02B9339 Araip.B02 9339 p3 (TTC)7 21 31540060 31540080 CTTCAACGGCTTTGTTCACC TCATTTCCATTCCCATCTCA 280

Ai02B9344 Araip.B02 9344 p2 (AT)10 20 31553439 31553458 GGAATCTCATGCAATGCAATC CCAGTGAGGGTTCAATAGCTC 275

Ai02B9347 Araip.B02 9347 p2 (AT)7 14 31572587 31572600 GAATCGCGAGAAATGTTTTGA TGAGAAGTTCACTCCCATCTCA 265

Ai02B9348 Araip.B02 9348 p3 (TCT)5 15 31587135 31587149 TCCATCACCAACGTCATCAT CGACAAGAAGGGAGAGAGAGAA 136

Ai02B9350 Araip.B02 9350 p2 (CT)6 12 31592938 31592949 TTTTGTTTGTTGATTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 263

Ai02B9354 Araip.B02 9354 p3 (TTC)21 63 31600764 31600826 ACACGCGCTATAACATGCTG GACCAGAGGAGAACGACGAA 188

Ai02B9355 Araip.B02 9355 p3 (AAG)5 15 31602802 31602816 AAGACGCTCCATGCGTAAAC CGAAATCGCTCTTACCCAAC 101

Ai02B9357 Araip.B02 9357 p2 (AT)11 22 31604174 31604195 AGTGTCCCGACGAATTTCAG CGGCGATGTTGAAAAAGTC 254

Ai02B9360 Araip.B02 9360 p3 (GAA)5 15 31607095 31607109 TTCTTGTAATTGGATCTGAGTTTTGT ACAAGAACCAAAAATCCATAAATC 151

Ai02B9365 Araip.B02 9365 c (ATT)5agtattttttaatttaatttttttcatatatatattatttattta(T)11gttaaaataaatagaaaatggaaatagtaatttaaaaaaaagatatatatagtgcattgtgtg(TA)6146 31639442 31639587 TGCACGGAGGAGTAAAACAA CCACCCATAATCAACCTCCA 242

Ai02B9367 Araip.B02 9367 c (T)12g(T)10 23 31658284 31658306 GTGAATGACATGTTTCCCCC GCAATGAAAATTCACTACCTTTGA 214

Ai02B9368 Araip.B02 9368 p3 (TTA)5 15 31659759 31659773 TGCTTTGCTGATATTGCTGC CAAACCACACCTGCATTCAC 181

Ai02B9372 Araip.B02 9372 p2 (TA)9 18 31662058 31662075 TATACACACGCCCGCACTAA GCGTATAAATGGGGATCGAA 172

Ai02B9373 Araip.B02 9373 p2 (CT)9 18 31676094 31676111 TTTCTTACCTTTTTCAAAATCACC TCGAATTTGGTGAGTGATGTG 280

Ai02B9374 Araip.B02 9374 p3 (TCT)6 18 31679295 31679312 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai02B9376 Araip.B02 9376 p3 (CTG)5 15 31683152 31683166 ACCAACAGGTATGTCGGCTC GTTCTCGAGCCAGAGGAGTG 130

Ai02B9378 Araip.B02 9378 p2 (GA)6 12 31685847 31685858 GACGGTTGATGGAGAGAGGA TCCCCAACTCCACTATCTGC 255

Ai02B9382 Araip.B02 9382 p2 (CT)9 18 31706833 31706850 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 251

Ai02B9383 Araip.B02 9383 p2 (CT)9 18 31707492 31707509 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 251

Ai02B9384 Araip.B02 9384 p4 (AAGA)6 24 31713444 31713467 CCCAAACCCACACTCTCCTA CTCCCCATTTCTCTTCTCCC 184

Ai02B9385 Araip.B02 9385 p2 (GA)6 12 31713595 31713606 GGGAGAAGAGAAATGGGGAG CAGATCTCCAGCGACAACAA 206

Ai02B9387 Araip.B02 9387 c (A)10ttataaaataaaataataaattacataaatatttttatcttcttctcacatcttcttcctcttttcatag(T)1090 31722903 31722992 CAAAGGTGCTTTGGGAATCT CTCATAGAGTCCGCCAGCTT 242

Ai02B9388 Araip.B02 9388 p2 (TC)6 12 31723104 31723115 TCTCCTTCTTCGTCGCAGTT ACTGTCGCCATTCGCTACTT 119

Ai02B9389 Araip.B02 9389 p2 (AG)6 12 31731451 31731462 AGAAGAGGGGGTTCGAATTT TTTCTTACCTTTTTCAAAACCACC 238

Ai02B9390 Araip.B02 9390 p6 (ATTTTT)5 30 31732780 31732809 TGCCCTACAGTTGTGGCTTT TTTGGACAACTGACGGTTCA 230

Ai02B9391 Araip.B02 9391 p2 (TA)13 26 31739688 31739713 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9393 Araip.B02 9393 p2 (AG)6 12 31748827 31748838 AAAATAAAAGAACATTAAACCTGGGA ATGCACCCATTCAAAAGGAG 152

Ai02B9394 Araip.B02 9394 p2 (TC)6 12 31755858 31755869 TGTAGACCCCACAAGATCCC GGAGTGGAGAGAGGGGTAGG 260

Ai02B9395 Araip.B02 9395 c (T)11gaaaacagatg(A)10(T)1042 31769903 31769944 CGCCTGACATACTCATTCCC TGGACAACTGACGGTTCATC 280

Ai02B9403 Araip.B02 9403 p3 (AAT)6 18 31856805 31856822 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 192

Ai02B9405 Araip.B02 9405 c (A)10gatatgattttgaaaatctttgactaaattaatgcaaaatttcaaaatttatgagtaaaatgaggaaaggata(T)1093 31870363 31870455 TTTTGAAAAAGATTTGAAAAGATCA TTGTTGTTTTTCTCTTTCCGC 183

Ai02B9406 Araip.B02 9406 p2 (TA)23 46 31876499 31876544 GCTTTTCGTAATCACAACATCTC TCAAAAACTCACGGGTTGTG 240

Ai02B9408 Araip.B02 9408 p2 (AG)7 14 31898708 31898721 TTGGAGGTTGTTTGGGAGAG AATCGACGCGCACTTTTATC 255

Ai02B9410 Araip.B02 9410 p4 (TAAA)5 20 31906851 31906870 AACCACTTTCTCCCTCCTCAA GGGTTAGCATATGACCCCAG 206

Ai02B9412 Araip.B02 9412 p4 (TTTA)5 20 31922941 31922960 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 199

Ai02B9415 Araip.B02 9415 c (TC)6(T)11 23 31958759 31958781 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGATGAA 201

Ai02B9417 Araip.B02 9417 p2 (AT)6 12 31970402 31970413 GGCATTTTTGTCCCCTTTTT GCTCACTTGACCATATACATCCC 148

Ai02B9421 Araip.B02 9421 p3 (TTG)7 21 31987379 31987399 TCAGCACAACCAAAACAAACA TTTTTGCTGACCGGTTTTTC 240

Ai02B9425 Araip.B02 9425 p3 (TTC)5 15 32028225 32028239 TTCACACACCATGACCACCT AGCTTTTGCCTTCCCTTTTC 228

Ai02B9430 Araip.B02 9430 p2 (AG)6 12 32057517 32057528 ATAGGTGAGGGGTTTTTGGG TAACGCTAGAAATGGGCACC 209

Ai02B9433 Araip.B02 9433 p5 (TAAAA)6 30 32081131 32081160 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTAACCCACA 238

Ai02B9437 Araip.B02 9437 p2 (AT)6 12 32124080 32124091 AAGTGTGGGGAACTGTTGGA CCCACTCCACTGTGGGTTAT 263

Ai02B9440 Araip.B02 9440 p3 (AGA)6 18 32146150 32146167 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 205

Ai02B9441 Araip.B02 9441 c (T)14aaaaaaagttagtaattttcgaaaattcaaataaagaataaaataattagtttaattaaaaagaaattttgaaaaagagggggggatattttcgaaaatt(AG)6126 32148292 32148417 GAGAGAAGGAGGGAATTTTCG TTTGTTTGTTTCTCACCTTTTTCA 227

Ai02B9443 Araip.B02 9443 c (T)10ggatttttttttggatttttcgaaaattatatg(A)1053 32149463 32149515 TTTCGAAAAATGCAAGATGC ATTGAAAGCTTGGCTGGCTA 263

Ai02B9451 Araip.B02 9451 p2 (TG)16 32 32189674 32189705 ATGCTGGAGACTCTTTGGGA CTGTGAAGCAAAGGCCAGAT 235

Ai02B9452 Araip.B02 9452 p2 (TA)9 18 32189934 32189951 ATCTGGCCTTTGCTTCACAG AACAAAACCAACGAAAACCG 212

Ai02B9453 Araip.B02 9453 c (TA)8tg(TGTA)9 54 32204445 32204498 AAGGTAGGCCTGGTGTGATG CGGACTCGAACTATGAAGCC 143

Ai02B9457 Araip.B02 9457 p4 (TATT)5 20 32214494 32214513 TCCTGCATTATGCCTTCCTT AAGCATCATCGTCTGAGCCT 138

Ai02B9459 Araip.B02 9459 p2 (CT)7 14 32218976 32218989 TCGAAAATCCCCTATCCCTT GGGAGAGAGGGTTCGAATTA 238

Ai02B9460 Araip.B02 9460 p3 (GAG)5 15 32222115 32222129 AAAAAGAGAGTGCAAGGCCA TGAGCCTCAGATTCCTTTGG 153

Ai02B9462 Araip.B02 9462 p3 (AGT)7 21 32235944 32235964 GTTAGAAGGTTCTGGCGCTG ATCAAGCCCAATGAGGACAG 213

Ai02B9463 Araip.B02 9463 p2 (CT)7 14 32242097 32242110 TTGCCCACACAATAAAGTGC TCGGTCGCTATTTTTGCTTT 275

Ai02B9471 Araip.B02 9471 p2 (AT)10 20 32297623 32297642 CCCTTTTCAATCAAAACGCA TTGCTATTGCGGATACCCTT 165

Ai02B9473 Araip.B02 9473 p2 (AT)10 20 32298490 32298509 GGTGGTGCCCTAAGAATGAA TTGCTATTGCGGATACCCTT 272

Ai02B9475 Araip.B02 9475 p3 (TCT)6 18 32309396 32309413 TGGTCATCCCTTCTGTTTCC AAGCAATTGCCTTCCCTTTT 224

Ai02B9478 Araip.B02 9478 p2 (AC)7 14 32326875 32326888 TGAATGCATGAGTGATTGCC GCACATCTTTTGCCCTAAGC 183

Ai02B9479 Araip.B02 9479 p2 (AG)6 12 32337454 32337465 GATGAGGGAGAAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 254

Ai02B9482 Araip.B02 9482 p3 (TCT)5 15 32389260 32389274 CACACATCCCTCCATCTCCT TTCCATCTCCCATGGCTTAG 213

Ai02B9484 Araip.B02 9484 c (TC)7ctcttctctttcttt(TC)9tt(TC)9ccatttttctctctcctcctctctttctct(TC)6cctcctctctatcta(TC)7138 32396376 32396513 TCCATTGCTTTCGTTCCTTT GGGGAGAGAGAGGGAGAGAA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9485 Araip.B02 9485 c (AG)7aaagagatgggaggtaaag(GA)6ggaaggagaggg(GA)6aagagagagagaaagagagagagaagggaaaagagaggagaaagtagagagatatgga(AG)7aaggagaggagag(GA)8170 32397019 32397188 GAAAAGGAAAGAGAGATGAGTGAGA CCCCTTTTTCTATCTCTCCCC 242

Ai02B9487 Araip.B02 9487 p2 (AC)9 18 32413053 32413070 TGAATGCATGAGTGATTGCC GCACATCTTTTGCCCTAAGC 187

Ai02B9488 Araip.B02 9488 p3 (GAA)5 15 32421547 32421561 GCTTTTGTCTTCCCTTTCCC TCTTCTTGGCCGAATACACC 200

Ai02B9491 Araip.B02 9491 p3 (AGA)6 18 32434509 32434526 GTGGACAAGACAGAGCGTGA GCACTATCCTCCTTGGCATC 173

Ai02B9494 Araip.B02 9494 p2 (TA)9 18 32454098 32454115 GTCCTGGAATTGCGAATAGG TACTCTGCTCTGCTCTGGGG 173

Ai02B9495 Araip.B02 9495 p2 (TA)7 14 32456585 32456598 ATTTGCTCTTGGATCTTCGG TTTGAAAACCAACCCTCCCT 276

Ai02B9501 Araip.B02 9501 p2 (TC)12 24 32504088 32504111 CAGCCAGGTTCACACATTCA TGGTGCACACACTTTTGGTT 251

Ai02B9506 Araip.B02 9506 p3 (TGA)7 21 32528858 32528878 TGGTTCTGAGTTTTGACGATG GAAGAAGCAGAAGCAGAAGCA 220

Ai02B9508 Araip.B02 9508 p2 (AT)7 14 32543047 32543060 TGGTGATTACTGTCTTGGCA AAAGGAACTGAAAGCAGGGT 211

Ai02B9511 Araip.B02 9511 c (T)12attcacc(A)12 31 32552157 32552187 TGCATCAGTTCCAATCTCCA AGAGGAACCCTTATCCCCAA 225

Ai02B9512 Araip.B02 9512 c (A)11ctactaaaccggtcttaaaccattctctc(T)1151 32554294 32554344 GCCATGGCAACTCTCAAAAT CAACCGTGTCTCGTTCATTG 245

Ai02B9513 Araip.B02 9513 p6 (CTTTTT)5 30 32585437 32585466 TGGTTTTAAGGGCTATTGGC GGTGGCAATGCTTTTTGTCT 276

Ai02B9514 Araip.B02 9514 c (CA)10(TA)6 32 32599070 32599101 CAGGGCTCCTACCATACCAA ATCAAAAATCCCTCTCGCCT 197

Ai02B9519 Araip.B02 9519 p2 (CT)6 12 32639253 32639264 TTTGTTTCTTATCTTTTTGAAAACC GGGTGAGGAGAGCAGAGATG 280

Ai02B9520 Araip.B02 9520 p3 (TTA)6 18 32639585 32639602 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai02B9521 Araip.B02 9521 p3 (TTC)5 15 32641623 32641637 CCGAAACACATCCCTCTCTC TCTTGCTTGCTCCATCCTTT 272

Ai02B9527 Araip.B02 9527 p3 (ATG)12 36 32700490 32700525 CGGCCAAAGTATGGTTTCAG CCAACACATGCAACTCATTCA 236

Ai02B9530 Araip.B02 9530 p2 (CT)6 12 32704737 32704748 TTTTGTTTGTTTCTTACCTTTTTCAA TGGTGAGTGATGTGAGGAAGA 278

Ai02B9537 Araip.B02 9537 c (T)10aaaaa(T)10 25 32735278 32735302 TTGAAGACCAATCCCAAAGC TCGAGTTTGGACAACTGACG 263

Ai02B9538 Araip.B02 9538 p2 (TC)8 16 32744768 32744783 TAAAGAAGCGCGCCAATATC TGCTTGGGGGACAGATTTAG 226

Ai02B9540 Araip.B02 9540 p3 (ATG)5 15 32750547 32750561 AAGATGGATTTCTGGCCCTT TCTCGAGCTCTTCATGCTCA 199

Ai02B9544 Araip.B02 9544 p2 (CT)7 14 32766465 32766478 TTTCAAATTTGTTTCAACCAACTAA TGAGAGAGGGGGAGGATTTT 255

Ai02B9545 Araip.B02 9545 p2 (CT)8 16 32780882 32780897 TTTCAAATTTGTTTCAACCAACTAA TGAGAGAGGGGGAGGATTTT 257

Ai02B9546 Araip.B02 9546 p3 (TTC)6 18 32783129 32783146 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai02B9550 Araip.B02 9550 p2 (TC)6 12 32803461 32803472 AACCCTCCCTCTTCTCCAAA TAAGCAGACTATGGGGTGGC 185

Ai02B9553 Araip.B02 9553 p2 (AT)6 12 32832125 32832136 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 230

Ai02B9559 Araip.B02 9559 p2 (AG)6 12 32858528 32858539 CTCCACGGTTGAAACCAAAT CGTGAAGGAGGAAGCAAAAG 253

Ai02B9563 Araip.B02 9563 p2 (AG)10 20 32891744 32891763 GCCGAAATTGCTTCTTCTGA ACCGCTCTATGTTGCAATCC 240

Ai02B9566 Araip.B02 9566 p2 (AG)6 12 32907900 32907911 AGAGAGAGAGGGTTTTCGGC ACAGGATCCCCACCTACCTC 195

Ai02B9568 Araip.B02 9568 p2 (AG)6 12 32914413 32914424 ATGGGAGAGGGAGAATTTTTG TTTTCAAAATTTGTTTCACCTAACT 235

Ai02B9570 Araip.B02 9570 p2 (AG)6 12 32919111 32919122 TTTGTCTTTGCTCCTGCTCA CCCCTTCTCACCTCCTTCTA 214

Ai02B9574 Araip.B02 9574 p2 (CT)6 12 32931586 32931597 TTTCAAAATATCTTTTCCAACTTCC CTAAGAAAGCCGTGACCAGC 236

Ai02B9575 Araip.B02 9575 p3 (TTC)5 15 32933739 32933753 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai02B9576 Araip.B02 9576 c (T)11gaataagaatttgaaaaatgaatatttgtaaaatttttatgcaagaaattatgaattagatcatgaaaagtt(A)1093 32941722 32941814 TTGAATTTTGGTTTGGAGCA ACAAGGGGGAGGTAATTTCG 277
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Ai02B9583 Araip.B02 9583 p2 (CA)15 30 32959794 32959823 TCTTTGGTTTGGTTTTGATCG AGGTGGAGGGGCTATGACTT 136

Ai02B9585 Araip.B02 9585 c (T)10ggtaactgagaaacgtacgcgcgttaaataggcgaaacaactcccgcctttttaag(T)1076 32969020 32969095 TCTTTGATGGTTTCCGGTTC ATTGCCCTTGGTAATTGCAC 229

Ai02B9591 Araip.B02 9591 c* (ATA)17(AT)6* 60 32977782 32977841 GGCTTAGCCAATGAACGAAA TGTGCCGTTATATCGGTGTT 199

Ai02B9595 Araip.B02 9595 p2 (GA)6 12 32983944 32983955 TTACATCACTTGCAGCCAGC TTGCACTGACCCCTAAGACC 185

Ai02B9603 Araip.B02 9603 p3 (AGG)5 15 32993690 32993704 CCAACCTGTCCAGATCCTGT GAGAAGCCACAAATGCAACA 254

Ai02B9604 Araip.B02 9604 p2 (AC)6 12 32998510 32998521 AGGCAGCAACTCGGAAATAA AAACACCCATCTCCTTGGAA 222

Ai02B9605 Araip.B02 9605 p2 (AG)7 14 33007813 33007826 TGAACCTGATAAAAAGGGACAA GGCCCAAATCCAAGTACAGA 203

Ai02B9611 Araip.B02 9611 p2 (AG)9 18 33074215 33074232 CCCTTTCAGGTTCAGGATCA CCCCTTCTCACCTCCTTCTA 253

Ai02B9617 Araip.B02 9617 p2 (AT)8 16 33134193 33134208 TCGTATAAATGAATGTCACTGCAA TGTTTTTAGTGCCGATGTGC 104

Ai02B9618 Araip.B02 9618 p2 (AG)6 12 33139700 33139711 CTAAATCCAGGGGACAAGCA CCCAAGAGAGAGGAGAGAGC 114

Ai02B9620 Araip.B02 9620 c (AATA)6aaatact(A)1142 33145184 33145225 TACGTGTGGATTTGCACCAT TGCAATAAAAGAAAATGGAAGAA 199

Ai02B9621 Araip.B02 9621 p2 (GT)7 14 33146506 33146519 AGCCAAATTTGAGCCTACGA TTACACATGAGCATGCACCC 224

Ai02B9626 Araip.B02 9626 c (AT)17(GT)9 52 33205346 33205397 GGAGCTACAGGAGCATGGAA GCCTTCGCGAATACGAACTA 277

Ai02B9627 Araip.B02 9627 p2 (AG)7 14 33215958 33215971 TATGCTTGAAACACACCCCA TCCCTTACACAAGAGCACCA 177

Ai02B9633 Araip.B02 9633 c (T)10cataaattaagaggttattggtttttatttaattattaaa(T)10c(A)1071 33240451 33240521 ATCCTAACGTCAAAATGGCG TTGAAGGTCAAGATGAACACAAA 249

Ai02B9635 Araip.B02 9635 p2 (TA)8 16 33243236 33243251 TCATTGCATTATTTTCATTGGTG AGCAGTGCACAATGCCATAC 209

Ai02B9637 Araip.B02 9637 c (T)10cgccatttaattttttttc(T)1140 33264751 33264790 TTTTGCTCTTGCCTCTTGGT GGCCCTTGAAAGAATGATGA 208

Ai02B9638 Araip.B02 9638 p3 (GAA)5 15 33265273 33265287 ACCATCTTCTTGGCCACAAC AAACACATCTCCCTCTCCCC 274

Ai02B9639 Araip.B02 9639 c (T)11aaatcaaaaataaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7103 33268890 33268992 TCGAATTTGGTGATGATGTGA TTTCCTAACTTTTTCAAAACCACC 278

Ai02B9640 Araip.B02 9640 p2 (AT)9 18 33281515 33281532 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCAA 278

Ai02B9643 Araip.B02 9643 p2 (AT)15 30 33300362 33300391 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 262

Ai02B9645 Araip.B02 9645 p2 (AG)6 12 33302350 33302361 ATAGGTGAGGGGTTTTTGGG CGTTTAACACCAGGAATGGG 245

Ai02B9647 Araip.B02 9647 p4 (ATGT)23 92 33311051 33311142 TGCTTGTCCTCAAGCAAAGA CACACACGAAACCTCTGACG 262

Ai02B9650 Araip.B02 9650 p3 (GAA)8 24 33315337 33315360 TGCTCTTTTCTTTGTTACAGCG CTTTTCCCCAATGTTTCACC 262

Ai02B9652 Araip.B02 9652 p3 (ACA)5 15 33331008 33331022 TGTCCACAACTCCAACAGGA GAGGTGCTCTGTAAGGCTGG 235

Ai02B9653 Araip.B02 9653 p3 (AGA)6 18 33334621 33334638 CTTCCCTTTCCCTTTTCTGG TCCATTCATGACCATCCCTT 223

Ai02B9654 Araip.B02 9654 p2 (AG)7 14 33337383 33337396 TCGAATTTGGGTGAGATGAA TTTCTTATCTTTTTCAAAACCACC 264

Ai02B9655 Araip.B02 9655 p2 (AT)18 36 33352202 33352237 GGGAACTTGGGTTGATGAAA TGCATCACATACTCATGTACCAA 265

Ai02B9656 Araip.B02 9656 p2 (GT)6 12 33352380 33352391 TGGGTAGCTAGGCATGATTTT GCCAAGGTAAGGGTGAGGAT 124

Ai02B9657 Araip.B02 9657 p2 (GT)8 16 33353379 33353394 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 240

Ai02B9659 Araip.B02 9659 c (TA)11gaaagaattaatattt(TA)650 33363993 33364042 GAGCTATATCCTTCATCGGGC ACTAGATGGCGACTTGTGGG 266

Ai02B9660 Araip.B02 9660 p2 (TA)6 12 33364666 33364677 GTAAAACAAAGGTGGCGAGG AGCTTCGCAGGCTGAGTTAG 254

Ai02B9666 Araip.B02 9666 p3 (TGA)5 15 33378729 33378743 TAATGCATAGCGCCTTGATG TCGTATGCACAAATTTCCCA 182

Ai02B9669 Araip.B02 9669 p2 (AT)15 30 33406489 33406518 TGGGAAACCTATTGGGAACA GTCCCATGTGCATTGCTTTA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9670 Araip.B02 9670 p2 (TA)10 20 33407052 33407071 CAAATCCAGTGAGGGTTCAA CGCATGCAATGCAATCTACT 274

Ai02B9671 Araip.B02 9671 p2 (AG)7 14 33412057 33412070 GCTTGAAGCAAGAAAAAGCA AGCACATGGTTAGGGACAGC 274

Ai02B9672 Araip.B02 9672 p2 (CT)8 16 33415855 33415870 TTCAATTTGCCTTTATTTCTTTTCTT TCGAACACAGAGAGAGGGAGA 201

Ai02B9674 Araip.B02 9674 p4 (GAAA)6 24 33434230 33434253 GTGGCTTTTGGTGGTGCTAT ATTCCTCACAGCCGAAACAC 217

Ai02B9675 Araip.B02 9675 p2 (GT)6 12 33464342 33464353 AGTCGCCTCAGTGGCATATC CTCTTCACTCACACCCAGCA 270

Ai02B9676 Araip.B02 9676 p4 (TTTA)6 24 33481607 33481630 CCAATGGAGGGTATGCAGAT CTGACCACTTTCTCTCTCCTCAG 251

Ai02B9682 Araip.B02 9682 p6 (CATTAT)6 36 33510897 33510932 AATTGGCAACAAACATGCTG GCAAGTCGTTGTCAACCTCA 149

Ai02B9688 Araip.B02 9688 p2 (TG)6 12 33539646 33539657 CCTAAAAGCCACAGACCTGG CCAAGAGGTTACCAGCCAAA 272

Ai02B9689 Araip.B02 9689 p3 (GAA)6 18 33539937 33539954 TTTGGCTGGTAACCTCTTGG CCTGTGGTGTGCCTCTTGTA 273

Ai02B9690 Araip.B02 9690 p3 (TCG)12 36 33554531 33554566 TTTTTGTAAGGTGGGTGGGA CCCCCTTATTCCCTTATCCA 171

Ai02B9691 Araip.B02 9691 p2 (TA)8 16 33554796 33554811 TGGATAAGGGAATAAGGGGG AGAATGACGCGTGGCTTAAT 272

Ai02B9696 Araip.B02 9696 c (A)14tcgggcatcggcgcccaagcgcgcagt(GC)653 33589244 33589296 TGTTGTTGAATTGCATTTTGC AGGCATAAAGTGGGCACAAC 265

Ai02B9698 Araip.B02 9698 p2 (AT)6 12 33602148 33602159 GCCCAAATGAAAATAAGCCA CGCTCAGAGATTTTTGGTCC 224

Ai02B9699 Araip.B02 9699 p2 (AT)10 20 33603524 33603543 TGCCATTGCCATGAACTTTA AAACAGCCCGTACTTCCAGA 202

Ai02B9700 Araip.B02 9700 p2 (TC)6 12 33606720 33606731 AAGCCCTTTTTGGCTCAGAT TCCCAAAACAAGAAGAAGTCC 173

Ai02B9701 Araip.B02 9701 c (A)10ggggttgcacgacgtgaccgcatgccccatgcgatcgcgtcatatcgcggaaaacaccacccgtgcgaccgcgtgacccacgcggccgcgtg(AT)6114 33609703 33609816 CACTGCATCCTGCATTTTTC GGAAGAGGATAGCGTGGGAT 280

Ai02B9704 Araip.B02 9704 p2 (TA)7 14 33614366 33614379 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 278

Ai02B9705 Araip.B02 9705 p2 (TC)7 14 33615240 33615253 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 179

Ai02B9707 Araip.B02 9707 p2 (CT)20 40 33638540 33638579 TCAAAAACCCTTACCGATGG ATAACACCGTCACTGGGCTC 262

Ai02B9710 Araip.B02 9710 p2 (CT)6 12 33648559 33648570 TTGTTTCTTATCTTTTTCAAAACTACC AAGAGGGGGTTCGGATTTT 280

Ai02B9711 Araip.B02 9711 p3 (TCT)6 18 33649939 33649956 ACACAACCCTCTCTTCCCCT CCTTAGTTGCCGTCAATGGT 173

Ai02B9712 Araip.B02 9712 c (TA)9ttccttctatgaattacagtaatctgtgtagttagattatcttgttt(TA)779 33651736 33651814 TAACCCTTCTTCCCCTTTCC CCGCCACACAGGTTATCTTT 264

Ai02B9713 Araip.B02 9713 p5 (AAAAT)5 25 33654985 33655009 CGGTCATCCTGTGTTGAATG TTATGGTGGTTGCTCCGATT 235

Ai02B9715 Araip.B02 9715 p3 (GAA)5 15 33680939 33680953 GTGGAAGCTTTTGTCTTCGC ACACAACCCCTTCTCCCTCT 191

Ai02B9716 Araip.B02 9716 c (AAT)6atggatcctttataccacagtatagaggtccttgtgttagtagaagaaaagaagaaggaaatctgaactc(AG)7102 33683410 33683511 TTCTTGTCCTTGCTCCTGCT TCACATCACCAAAAATCCGA 170

Ai02B9717 Araip.B02 9717 p2 (AG)6 12 33683743 33683754 TCGGATTTTTGGTGATGTGA TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai02B9718 Araip.B02 9718 c (T)10aa(T)10 22 33685126 33685147 CTATCCAGAAGGATTGGGCA TGACGGTTCATTGTGTTGCT 280

Ai02B9720 Araip.B02 9720 c (TAAA)5tagaaagaaat(GA)643 33697335 33697377 TCGAACACAGAAAGAGGGAGA CGAAAACCACTAACAACTTTTTCA 254

Ai02B9723 Araip.B02 9723 c (TC)7tatctttcttcttctctcttcttcctttcttactttcttctcttccctctcttc(A)1078 33731227 33731304 CGTAAGCATGTGTGACGCTT TGCAAATGCAATAAACAAAGG 263

Ai02B9726 Araip.B02 9726 p2 (GA)6 12 33745616 33745627 CCATGATGGAGAAAGGGAGA TTTTCAAAACTTCCCAACCAA 170

Ai02B9727 Araip.B02 9727 p2 (TA)8 16 33748748 33748763 AACCTGACAAATGATTAGGGTTC CAACTAAAATCTCACAAATAAGTTCAA 263

Ai02B9728 Araip.B02 9728 p2 (TC)6 12 33779672 33779683 AGCCTTAAGTGTGGGGAGGT TCAAAATCTCACAGGTTGTGTGT 274

Ai02B9729 Araip.B02 9729 p2 (AG)10 20 33780362 33780381 ATTTGGGTGCTTGCTCATGT TGCCTAGCTACCCACAGCTT 227

Ai02B9732 Araip.B02 9732 c (T)10attttattttcaaaaatttttcaaaaaatatttcaaaaatctctcatctgttttc(A)1075 33796768 33796842 GACAACTGGCGGTTCATCTT GCCAAAACCTCAGTCCAAAA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B9734 Araip.B02 9734 p2 (CT)6 12 33797963 33797974 TTGATTTTCAAATTTGTTTCAACT GGGTGAGGAGAGCAGAGATG 279

Ai02B9735 Araip.B02 9735 p2 (TC)7 14 33798126 33798139 TTCGAAAATATCTCTCTCTTTTTCAA ACAAGGGTGAGGAGAGCAGA 191

Ai02B9738 Araip.B02 9738 p3 (AGA)5 15 33817018 33817032 CGGTCTTAGGTGCCATCAAT ACTCTCTTCCCCTTCTTGGC 172

Ai02B9743 Araip.B02 9743 p2 (AT)9 18 33847760 33847777 AGAAAAAGAATTGGCCGAGG CGAAAAATTTACGGTGCCAT 264

Ai02B9746 Araip.B02 9746 c (A)11gcg(CA)6 26 33851286 33851311 TGTGACCTGCACGACATAAAA TGAGTTGTTTCTCTTGGAATCG 117

Ai02B9747 Araip.B02 9747 p2 (CT)7 14 33860245 33860258 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 236

Ai02B9750 Araip.B02 9750 p2 (TC)6 12 33870321 33870332 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 255

Ai02B9756 Araip.B02 9756 p2 (TA)6 12 33897366 33897377 CCACCTCTGGGATGTCAAGA CAGGATTCGGTGTGCCTTAT 253

Ai02B9757 Araip.B02 9757 p2 (AG)6 12 33902058 33902069 ATAGGTGAGGGGTTTTTGGG CAGGGATGAGAAACCCTTGA 170

Ai02B9758 Araip.B02 9758 p4 (AAAT)5 20 33916929 33916948 CCACTTTCTCTTCCCTCATTTTT CCATGACGGATAAAGGGAGA 139

Ai02B9761 Araip.B02 9761 p2 (CT)7 14 33951017 33951030 GCGACGACGACTCCTCTAAC TCGAATCGTTGTTTTGTTGC 188

Ai02B9766 Araip.B02 9766 p3 (AAC)7 21 33963655 33963675 CCACCACCAACTATCAGCCT TCGATCATCACTGCCATGTT 141

Ai02B9767 Araip.B02 9767 c (TGG)5ta(GTG)5 32 33964475 33964506 CCTGGACCCTAAACCCAAAT CATCTCCCAAATCACAACCC 207

Ai02B9776 Araip.B02 9776 p3 (TTC)16 48 33984136 33984183 TTTCTTCAGCTCAGATGCCA GGTTTCAAAGCACCGAAAAA 222

Ai02B9781 Araip.B02 9781 p4 (TTAA)5 20 34016299 34016318 CAAAATTATAAATTAGTGTAATCCCGA AGTCCCTGTTATGGTCCCAC 200

Ai02B9785 Araip.B02 9785 p3 (TTA)13 39 34037445 34037483 AATTTGAGGTGAGGTGGTGG TTTGCAAAACTATAGGGACCAA 225

Ai02B9786 Araip.B02 9786 p3 (TTA)16 48 34037775 34037822 AAAAATTGGTGCAAGGACTCA CGTCAATCAAAGTTCCATGTG 192

Ai02B9790 Araip.B02 9790 c (T)10aatataggagtatgtaagaaaaaagaaatag(A)12(TA)767 34089889 34089955 TTGGGAGGATGTACTTGGGA TGTCCCCTTTCATTGCTTTC 277

Ai02B9791 Araip.B02 9791 p2 (TA)6 12 34092286 34092297 AAAGCGAGAAAACTTTGCGT TTTGGCAAAGCTAAGAAGGC 254

Ai02B9792 Araip.B02 9792 p2 (TC)7 14 34094608 34094621 TAGTCGCATGGCTACAAACG AGCCAATTCAGCTCGTTCAT 135

Ai02B9795 Araip.B02 9795 p2 (AG)10 20 34101596 34101615 CCAGCTCTCTCTGGACTTGG CATCGTGCACCACACATACA 276

Ai02B9797 Araip.B02 9797 c (T)12atgtgaacaaatctaaatatattttaaatttaaaag(TA)660 34103641 34103700 TGACAATTTTGAGTTTGGTTAATTTT TTCTTTTCTTTGTGGGTGGG 188

Ai02B9800 Araip.B02 9800 p2 (AG)8 16 34107245 34107260 CCTTTTCTCGTTTCGGTCAG TGCATGCAAAAGGAAATGAA 180

Ai02B9802 Araip.B02 9802 c (T)10ctttcttatttctattttttttctc(T)1045 34121673 34121717 TGCTTTAGGGCATTTTGTCC CAAGCGTAGAAACCTTGGGA 263

Ai02B9803 Araip.B02 9803 p2 (GC)6 12 34124696 34124707 GTGGTTGTTTGGGAGGAGAA GAGAGTTAAGCCAACCCCAA 254

Ai02B9804 Araip.B02 9804 p2 (GC)6 12 34124980 34124991 ATGTACCAGGAGTGCACAGG AAGCATTTCCGACAATCCAC 240

Ai02B9806 Araip.B02 9806 p2 (CT)6 12 34131529 34131540 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 227

Ai02B9807 Araip.B02 9807 p3 (GAA)5 15 34132473 34132487 CGGTCTTAGGTGCCATCAAT TACACCCCTCCTCCTCTCCT 148

Ai02B9808 Araip.B02 9808 p2 (AG)8 16 34135636 34135651 GATGAGGGAGAAGGATTTTCG CCAACTAACTTTTTGTTTGTTTCTT 233

Ai02B9809 Araip.B02 9809 c* (ATTT)7(T)12* 37 34136932 34136968 ACACGCCTGACATTCCCTAC CGAGTTTGGACAACTGATGG 277

Ai02B9812 Araip.B02 9812 c (T)10aaaagataggatcttaaaaaaaagaaacttattatttctcaaccaagcagtagctaaatgcataaaatc(A)1190 34143387 34143476 CACGGGTTGTGTGTTCTTTG CCGATCTCCATGGGTTAGTT 270

Ai02B9813 Araip.B02 9813 p2 (TA)6 12 34146741 34146752 GGAGGACCGTACAACGCTTA ATTCACATCATCCAATCGCA 234

Ai02B9817 Araip.B02 9817 p2 (TG)22 44 34200508 34200551 CCAGCCTTAGCTTCACAGGT AAATTAAAAGCGCAACGCTC 182

Ai02B9819 Araip.B02 9819 p3 (TCT)5 15 34203570 34203584 ACTCGACCTTGCTCCCTACA ACATAATCAGGATGGCTGAGA 248
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Ai02B9820 Araip.B02 9820 p3 (TTA)10 30 34204042 34204071 TGGGTGTTGTTGCTGTAACG CAAACATTATCATTGGATTAAATTTCT 279

Ai02B9829 Araip.B02 9829 p2 (AT)7 14 34231844 34231857 TTCCACATTAGCCTCCATCC TGGGAATAAAGGGTGGTTGA 272

Ai02B9831 Araip.B02 9831 p5 (AAGAA)6 30 34234462 34234491 CCTCACTGGCACTGCATTTA ACTGGTTTCAGCAGGCTCAT 229

Ai02B9832 Araip.B02 9832 c (AT)7tagtaatagacaataacaactactatcaaagtaattaactactactatcccgtgttgaaggttcctcaataataatgtaaagtc(A)10108 34234683 34234790 TTCATAGCCATCATTGCTTTTC TTTGACTCAATGTTTCGGCA 220

Ai02B9834 Araip.B02 9834 c (T)10gaattctttcaaagatcataaagagaagaatgcctagatatttcctacctatagtaatgtta(T)1183 34242597 34242679 TCATTGCCATGTACAAAGAAAAA TCTTCCGATGCTGTGATTGT 274

Ai02B9835 Araip.B02 9835 c (A)10taaaaaacagagaaagagagagaagcagtcact(AG)1165 34245042 34245106 GGTTCCTATGGTTTAGGCCG TCCTTTACCGGTATCGTTGC 271

Ai02B9836 Araip.B02 9836 p5 (AAAAT)5 25 34246082 34246106 GACCAATAAAATTTTCGGCG CGATTTTGGTCCCTAAGGTTT 156

Ai02B9839 Araip.B02 9839 p3 (CCA)7 21 34261070 34261090 AATGCACTCACCCCTACCAG GCTGCTTGCTTTTTGCTTCT 116

Ai02B9842 Araip.B02 9842 p3 (AGC)9 27 34263370 34263396 CATGTCTCCCGCCACTCTAT CCACGCTTCCTTCTTCTCAC 232

Ai02B9847 Araip.B02 9847 p2 (AT)6 12 34273177 34273188 TGATGGCGTCAAAATTTGTT CTTCCATTGTTAACGGCGTC 268

Ai02B9848 Araip.B02 9848 p3 (GAA)5 15 34294301 34294315 CCCTGTGCATCACAACATTC CATTCATCGTTCGACTCCCT 269

Ai02B9851 Araip.B02 9851 p3 (CCA)5 15 34315721 34315735 AGTTTAGCGCCAGAATCGAA TGGTGGTTGAATTTGTGTTGA 262

Ai02B9852 Araip.B02 9852 p3 (TAT)5 15 34317398 34317412 TCTCCCAATTCATTCCTCCTT CTATGCTTGATCGCTCCCTC 210

Ai02B9854 Araip.B02 9854 c (T)10ctcattttttttc(T)1740 34333984 34334023 TTCAAGAACCAACCGTCAAA TAATATATTGGCACGGGGGA 239

Ai02B9858 Araip.B02 9858 p4 (GATA)6 24 34345912 34345935 CAGGGGCCAGAAAGGATATT TTGTAGATCACGGTAAGAGAAAGAGA 227

Ai02B9860 Araip.B02 9860 p3 (GTG)6 18 34356903 34356920 TTCTCAGCACTGCAAGATGG ACCCTCCACCTTTATCAGCA 221

Ai02B9861 Araip.B02 9861 p2 (TA)8 16 34357305 34357320 TGAAAAACATAAAAATCGTTCCAA ACAACAAACTAATATGATTCCACG 240

Ai02B9863 Araip.B02 9863 p2 (AT)9 18 34360264 34360281 CTTGACCAGAACTCCTTGCC TCACTTTTGAGTGTGCCTGC 210

Ai02B9864 Araip.B02 9864 c (T)10actatttagctacactttttaatttg(A)1248 34360518 34360565 TCATTAAGAAATTCTGTGGTGGC ATGATTGTGGTGGCAATGAA 219

Ai02B9866 Araip.B02 9866 c (A)10cctagaaaaaac(A)1133 34361149 34361181 AAAAATTTTCTATTTTAAGCGGAA TCCGCAGCAGGTATCTAAGAA 230

Ai02B9871 Araip.B02 9871 p3 (TTC)5 15 34370617 34370631 GAACAAACCCTATCGTCGGA CCAACCCATTATTGCAGCTT 261

Ai02B9872 Araip.B02 9872 p2 (CT)6 12 34391571 34391582 AGCAGAATGGGCGTTAAATG GGGATTTTGGGGAAGAGGTA 277

Ai02B9876 Araip.B02 9876 c (AT)8agaataataaaagaaaaaa(AT)647 34464021 34464067 TGAGAATTTTGGGAATTGGG CTCATGCATTCCCTTTCGAT 258

Ai02B9878 Araip.B02 9878 p2 (CT)7 14 34477312 34477325 TTTTGACCCAGTTTTCAGCC ACATTGAACCTGGGATCGAG 207

Ai02B9882 Araip.B02 9882 p3 (AGG)6 18 34500067 34500084 TGTTGGTGTTGTTGGTGATG CACTCCGAGGCTTCATCTCT 185

Ai02B9883 Araip.B02 9883 p2 (AT)12 24 34501822 34501845 ATTTGTGCCCACCATAGACC TGCCGATTTCGTTCACACTA 280

Ai02B9888 Araip.B02 9888 c (CA)24(TA)7 62 34515151 34515212 ACTCAGCTCGCGAAGTCAAG GAAGCGAAGTGGTTACTGGG 237

Ai02B9889 Araip.B02 9889 p2 (CT)11 22 34537715 34537736 CCTCCCTGATTTGCCAACTA CCAACACCAAGTAAAAAGGAAAA 280

Ai02B9899 Araip.B02 9899 p3 (TTC)6 18 34589469 34589486 CTCTACACTCCTCTTGGCCG TCCCATGACTCGAATGTGAA 228

Ai02B9906 Araip.B02 9906 p2 (CT)6 12 34645960 34645971 TTCCCAACTCCTTATCTTTTCAA GGGAGAGGGAGAATTTTCAA 275

Ai02B9907 Araip.B02 9907 p3 (TTC)5 15 34652349 34652363 CTTCTTGGCCGAAACACTTC TGGGAATGATTGAGCATTGA 261

Ai02B9908 Araip.B02 9908 p3 (GAA)5 15 34665026 34665040 GCTTTTGTCTTCCCTTTCCC AGTTTTCCGTGCATCACTCC 195

Ai02B9909 Araip.B02 9909 p2 (GA)6 12 34670246 34670257 CAGATGGAAGAAAGGGTTCG TCGAAAATCCCTCCCTCTTT 209

Ai02B9911 Araip.B02 9911 p2 (GC)6 12 34695932 34695943 TGCGCACACCATTACAATTT TGGCTCAGGTCTCTGGTTTT 244
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Ai02B9912 Araip.B02 9912 p2 (GC)6 12 34696233 34696244 AAACCAGAGACCTGAGCCAA AGGGGTTGAGGGAGAAAGAA 196

Ai02B9916 Araip.B02 9916 p2 (TA)8 16 34717981 34717996 CGCATCCACCAACTAAAGGT AAAGCAAAAATGCCAAATGC 280

Ai02B9919 Araip.B02 9919 p3 (TTC)5 15 34736741 34736755 TCTTCTTGGCCGAATACACC CGGTCTTAGGTGCCATCAAT 163

Ai02B9925 Araip.B02 9925 c (AC)6gctagtataaaaagctatgtcacatttac(A)1152 34780997 34781048 AATTGTTGGAGTGAGGCGAG CTACTCGTTGGGTTGCCCTA 226

Ai02B9930 Araip.B02 9930 p2 (AC)6 12 34809851 34809862 GGAAGCGTGAATTGTTGGAG TTGGGTTGCCCTAACCTACA 227

Ai02B9931 Araip.B02 9931 p2 (TA)6 12 34829840 34829851 TTCTGGCTTCCCGACTCTAA GCTTATTGTTCCCTCGCCTT 276

Ai02B9932 Araip.B02 9932 p3 (TTG)6 18 34835271 34835288 GTGGTTGAAGTGCCAGGAAT CAAAGTGCTGAAAAGCACCA 272

Ai02B9934 Araip.B02 9934 p3 (TTG)5 15 34850377 34850391 AACATTTGGGGTGAGAATGC AATCCAACAAATCCACCAGG 126

Ai02B9935 Araip.B02 9935 p3 (CCA)5 15 34883943 34883957 GACGATAGACTAGCCCTGCG GTCGGCTGAAGTGTTGATGA 149

Ai02B9936 Araip.B02 9936 c (AT)11ctaaaaaaaaagaaataaaaatgggacaaaataccccaaagtgaagtccaacaataatcaatgcatatgagttgtatt(A)10gagaatgcatgagtgtgtg(A)10139 34885334 34885472 CCATATGCATTGATGCTCTTGT TGAAGTTAACCTAACTACCCATTCTTC 251

Ai02B9938 Araip.B02 9938 p2 (AT)6 12 34899648 34899659 TCAGCATTTTTGGGTGACAA GGATCTCAACTTGGTGCCTC 275

Ai02B9944 Araip.B02 9944 p3 (TTA)23 69 34955156 34955224 AAACAAAAGAAAATGAAAGAAGAGAAA CGTGGATTGCACCCTATTTT 239

Ai02B9951 Araip.B02 9951 p3 (AAT)6 18 34981824 34981841 CAGGTTCTGGATCTGCTTCC AGCAGGAAAGCAGAGGTTCA 274

Ai02B9952 Araip.B02 9952 p2 (AG)6 12 34983170 34983181 GAAATTTTGAAAAAGGGGGAA TCTTGTGAATCAAGTCATTAATTGTG 243

Ai02B9954 Araip.B02 9954 p2 (CT)6 12 34996860 34996871 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 204

Ai02B9955 Araip.B02 9955 p2 (AG)6 12 35005451 35005462 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai02B9961 Araip.B02 9961 p5 (AAGAT)5 25 35041569 35041593 ACACGACCCAGAATCCAAAG GGGTGGAGTTACCTGCAAAA 251

Ai02B9962 Araip.B02 9962 p5 (AAGAT)5 25 35050203 35050227 GATCCAGAATCCAAAGGCAA TAGCGTGGGCTGATCTTTCT 131

Ai02B9963 Araip.B02 9963 p3 (GAA)5 15 35051102 35051116 GATGTAGGGCTACCGGAGGT CCACACTAAACCCTCCCTGA 228

Ai02B9965 Araip.B02 9965 p5 (TTATC)5 25 35069345 35069369 CCTGGGTGCTCCAGTGTATT ACACGACCCAGAATCCAAAG 164

Ai02B9967 Araip.B02 9967 c (CT)7gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgcagtataaaggatcca(TAT)598 35078658 35078755 TCGAAATCTCCCCTCTCTCA ACTTGTCCTTGCTCCTGCTC 227

Ai02B9968 Araip.B02 9968 p3 (TCT)7 21 35080864 35080884 TTCAACATCTCTTCCCCACC TTAGAATGTTGCTCGCCCTC 129

Ai02B9971 Araip.B02 9971 p5 (TTATC)5 25 35100879 35100903 CCTGGGTGCTCCAGTGTATT CCCAATAAAAGGGCCAAAAT 190

Ai02B9975 Araip.B02 9975 c (T)15gtatccccttatctaaatactgaaagtaga(T)1358 35144117 35144174 CCCAAATTTTCCCACTTTGT GGAAGCATGCTCATGTGAAA 200

Ai02B9977 Araip.B02 9977 p2 (CA)6 12 35169838 35169849 TTGCATGAGGAATATTGGCA TGCTCCTCAAATGTTGCTTG 135

Ai02B9978 Araip.B02 9978 p2 (AG)6 12 35180159 35180170 ATAGGGATCCTTTTTGCCCA CGAAAATTCACTTCCCCCTC 176

Ai02B9980 Araip.B02 9980 p4 (AAAT)5 20 35195674 35195693 GGAATTTGGGTGCCTACTCA TTGGGGTAATTTTGTCCCCT 167

Ai02B9981 Araip.B02 9981 p2 (GT)6 12 35195880 35195891 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 231

Ai02B9984 Araip.B02 9984 p3 (TAT)11 33 35217601 35217633 CAGAGTGCATTGCTTTCGAC GGGTGCCTTTTGTTCTGGTA 235

Ai02B9989 Araip.B02 9989 c (A)10gaaaaaagttttattgaattgacacattctttaaggaaggaattgtcaattcaagggagcaatttgttggct(A)1092 35224416 35224507 GGTGTTAGTTGGAGATCCCG ATTTGCACCTTCGATCAACC 268

Ai02B9993 Araip.B02 9993 p2 (AT)8 16 35232287 35232302 GCCCTAGTAGAGGTGATGTCAAA GCACCATCTGCCTCACAGTA 226

Ai02B9995 Araip.B02 9995 c (T)10cgcctaa(T)11 28 35238539 35238566 AATCCACTTTGAGTGCAGGG TGAAGCAAGAAAAAGCAGCA 227

Ai02B9996 Araip.B02 9996 p3 (AAT)5 15 35240508 35240522 GCTGCCATCTCCTCTTCTTG TTGCATTCTTTGTCTTCCCC 255

Ai02B9997 Araip.B02 9997 p2 (GA)6 12 35240839 35240850 TGTGAGGATGGTAGAGATGTGAG TTTTTAACTTTTTCAAAACCACCT 269
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Ai02B9998 Araip.B02 9998 p3 (CAC)5 15 35241944 35241958 CACAACCTTCGACCCAATCT TCGAAAAGAGGAATCGCAGT 234

Ai02B9999 Araip.B02 9999 p2 (TA)8 16 35245210 35245225 GAGATGATTGAGGCCATCGT TTGTCCCATGTGCATTGATT 202

Ai02B10001 Araip.B02 10001 p3 (ATG)5 15 35259283 35259297 TAATGTCGATGCCCTTCACC GGAGCCGTGGTGATCTAAAA 205

Ai02B10008 Araip.B02 10008 p2 (CT)6 12 35278187 35278198 TGTTTGTTTCTTATCTTTTTCAAAACT AGTTCGGATTTTTGGTGGGT 277

Ai02B10009 Araip.B02 10009 p3 (TCT)8 24 35281687 35281710 CCGAATACACACATCCCTCC GCTCTCTTGTTTGCTCCACC 276

Ai02B10011 Araip.B02 10011 p2 (TC)7 14 35290245 35290258 TCATTATGAAGAATGCGCGA TGAAGATGATTTGCCTCCCT 275

Ai02B10013 Araip.B02 10013 p2 (TA)6 12 35297992 35298003 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTTT 198

Ai02B10015 Araip.B02 10015 c (TA)11ataatattatatgttgtaatgtg(TA)759 35299701 35299759 TGCTTGTACTTTCCAATAGTGCTT GAATATGCGGTGCATGTTTTT 261

Ai02B10017 Araip.B02 10017 c (T)14gtgaatatagggggcctaagcccaaaag(A)1052 35304607 35304658 CGTAGGCCATTTTCAAGCTG TCATTGATAATCCACCGGCT 214

Ai02B10019 Araip.B02 10019 c (GT)9aaaccactactgccagtagcggtttacgtgta(TG)866 35311524 35311589 CGTGTGTGCGAGTGTAAACC CAACGCAACACACGTAAACC 196

Ai02B10020 Araip.B02 10020 c (AC)12gtaaaccgctactgccagtagcggttt(AC)663 35316380 35316442 TCCCCCTCCATTTGTGAATA CGTGCGTGTGTATGTGTGAG 233

Ai02B10023 Araip.B02 10023 p3 (GAA)12 36 35320480 35320515 GCTCCTAACCTTAACCGAGGA CAGCATCAATTGAGGATTGAAA 274

Ai02B10025 Araip.B02 10025 p2 (GA)7 14 35322847 35322860 GCCACAGGAAACAAAGCACT CCGACGATAATTCCGACAGT 147

Ai02B10026 Araip.B02 10026 c* (TCT)7(TC)10*cttctctccctcttctctctctcctttccctctttctccc(CT)894 35329420 35329513 TCCTCATTATTAGGGGTGTGC GGAGAAAGAGGGGAAGGAGA 278

Ai02B10027 Araip.B02 10027 c (TC)27ctctctctctccctctctccccctc(CT)1099 35329774 35329872 TCTCTTTCTCTCCCATTTCCC AGAGAGAGGGGGAGGGATG 256

Ai02B10030 Araip.B02 10030 p3 (AGA)5 15 35339064 35339078 TATCCGCTCATCAAGAAGCA AAGCCAAGGATTGAAGGAAAA 267

Ai02B10031 Araip.B02 10031 p2 (AC)10 20 35340744 35340763 ATTCACCCAATGTCCCAAGA GATTGAGGCCGTCATTTCAT 235

Ai02B10035 Araip.B02 10035 p2 (CT)8 16 35345731 35345746 TCTCATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 279

Ai02B10036 Araip.B02 10036 p3 (TTC)5 15 35348477 35348491 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 151

Ai02B10038 Araip.B02 10038 p2 (TA)6 12 35366909 35366920 TTTGGAGGTTACAAATTTATTGGA CAACCACTCAATTCTTGCCA 111

Ai02B10040 Araip.B02 10040 p3 (TAA)5 15 35373120 35373134 AAAAAGACCGTTAGTCGATCTTAAA CCAAACGTTTTGGAACCATC 151

Ai02B10042 Araip.B02 10042 p4 (TAAT)5 20 35378632 35378651 CATGGAAAAGCTTGTGGGAT GAAAACTGCTTAGACAGAAGGCA 135

Ai02B10046 Araip.B02 10046 p3 (ACA)5 15 35403056 35403070 TACTGATGAATGTCCGCAGC TGCTCCGTAAGGCTGATTCT 241

Ai02B10047 Araip.B02 10047 p2 (CT)7 14 35418702 35418715 GCACAGCTTCCCTGATTTGT GGGTGGGAAAGAAGAAAAGAA 167

Ai02B10049 Araip.B02 10049 p2 (AG)6 12 35445638 35445649 AGGCTGTCTTTGGGTTGAGA TGTTCGTTTCTCACCTTTTTCA 275

Ai02B10053 Araip.B02 10053 c (AT)19(AG)16 70 35456954 35457023 CTCATGAATCGAGTCCGGTT ATATCCCTCATCGGGCTTCT 264

Ai02B10054 Araip.B02 10054 c (AT)20(AG)16 72 35457995 35458066 CGCATCGTAAAGCAAAGGTT GAGCTATATCCTTCATCGGGC 171

Ai02B10061 Araip.B02 10061 p5 (CAACC)5 25 35475919 35475943 GGGAGGGGTTCATCATTTTT CTTGATTCGCTTGTGTACCG 164

Ai02B10065 Araip.B02 10065 p2 (AG)6 12 35485958 35485969 CCAATTGGGCAACATCTGTA ATCCAGGTGCAGAACACACA 271

Ai02B10066 Araip.B02 10066 c (AT)8agccaacccttaaataataaagcattttagcaaatgagatgggaaataaaaatattg(T)1184 35486838 35486921 TCATGCAATTCCAATTTATCCA TAAAAGCAATGCACATGGGA 238

Ai02B10068 Araip.B02 10068 p3 (AGA)6 18 35490826 35490843 GAGGGGAAGGAAGGGTGTAG GAACCCTATTAGTCGCGCAG 156

Ai02B10071 Araip.B02 10071 c (T)11cgcta(T)10 26 35501779 35501804 AGGCCCTCCTATCCACTGAT GCAGTGAATACAAAGCTTGCAG 183

Ai02B10073 Araip.B02 10073 p3 (ATT)5 15 35507229 35507243 TTGCTCCAATGGTAGGAATTG GCAGGAGCAAGGACAAGAAC 243

Ai02B10074 Araip.B02 10074 p2 (TG)6 12 35513147 35513158 GCTCGGTAAGAGCTTTGCAT GCTACGCAGTTAAACCAGGC 230
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Ai02B10077 Araip.B02 10077 p3 (GAA)6 18 35529521 35529538 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 280

Ai02B10080 Araip.B02 10080 p2 (CT)7 14 35547096 35547109 TTTCTTAACTTTTTCAAAACCACC TGTGAGGAGGGTAGAGATGTGA 276

Ai02B10081 Araip.B02 10081 p3 (TTC)5 15 35548678 35548692 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai02B10083 Araip.B02 10083 c (A)10tcctct(TC)7 30 35557300 35557329 CTTTGGACTTTGGATGTGGC TGCAATGTGTTTGATTCGGT 154

Ai02B10084 Araip.B02 10084 p3 (ATG)6 18 35558333 35558350 TGGTTCGTTCCATTTTTCTCA TGTGGGTCATCATCATCTTCA 265

Ai02B10087 Araip.B02 10087 p3 (CAT)6 18 35560182 35560199 ATCCATTTCAATGCAATCCC GGTGCAGAAGCTTCCTCTGT 216

Ai02B10088 Araip.B02 10088 p2 (TA)10 20 35560555 35560574 GAAGAATGATGAACGCAGCA AATACAGGGGTAGTTGGGGC 259

Ai02B10089 Araip.B02 10089 c (A)10ttagtgcaaaaatccaatt(A)1039 35562179 35562217 TGGATCCCTATAAAATTAAGCCAA CTTCTCTTTTGACAACCGGG 245

Ai02B10093 Araip.B02 10093 p2 (TA)7 14 35571692 35571705 TTCGCCACTGCCTACCTAAC CAGCCAATAGGGCAGACATT 184

Ai02B10095 Araip.B02 10095 p4 (TTTA)5 20 35584551 35584570 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 278

Ai02B10099 Araip.B02 10099 p2 (CT)7 14 35609918 35609931 CCTGGAATGAAGAGAAGTAGCC TTTCTGGGCTGTTTTTGACC 233

Ai02B10101 Araip.B02 10101 c (AT)8aaagtaggaaatcccaaaataaacccaaaagacaagttacagaacttgtttctccaaaataacctctaagacgagttaatacaatatg(TA)6116 35617942 35618057 GCGAAGATAACTGGTCCGAG CTGAGGCATGCTGGAGACTT 248

Ai02B10102 Araip.B02 10102 p2 (AG)8 16 35624968 35624983 CCGACAAAAATCCCTTCGTA TTTACAGAATACGCCCCCAG 273

Ai02B10103 Araip.B02 10103 c (T)10ctatgtgcattgcttttattttgcattggggaaattcttttgtatcccccttttatttaaatgctgaaaaataac(T)1095 35626294 35626388 GGGTCAAGGTAAGGGTAAGGA TGATATAATTGCCATGTGCCT 280

Ai02B10104 Araip.B02 10104 c (A)10tttctttttcgtttttcccaaaataatttgtgaaaatcc(A)1362 35636008 35636069 TTTGGACAACTGACGGTTCA AAAAACATGCAATTGACACCA 243

Ai02B10107 Araip.B02 10107 p3 (AAT)5 15 35647244 35647258 TTATTTTCGGCTGCCATCTC TTCTTCCACTCACACAGGGA 242

Ai02B10108 Araip.B02 10108 p2 (AG)6 12 35647586 35647597 TGGGAGAGGGAGAATTTTTG CTTTTTGTTTGATTCTTAACTTTTTCA 230

Ai02B10111 Araip.B02 10111 p2 (TC)7 14 35653360 35653373 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 220

Ai02B10115 Araip.B02 10115 p2 (TA)7 14 35659983 35659996 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 275

Ai02B10116 Araip.B02 10116 p2 (TC)8 16 35662564 35662579 TCAAAAGAGAGCTCGCCAAT CAAATAGCAATCTGTGACATGGA 224

Ai02B10117 Araip.B02 10117 p3 (AGA)5 15 35679721 35679735 ATGATCCCTTTTCCAAGGCT TGGATTCAGAGCAATGACCA 208

Ai02B10118 Araip.B02 10118 p2 (TG)6 12 35680741 35680752 AGAGCGCTAGTGTGAGCGTT GAGCGCTACACTCCACAACA 222

Ai02B10120 Araip.B02 10120 p4 (AACT)5 20 35698778 35698797 TCAATCCTCTCCAATGCTCC GCATGAATGCAACTCAGAGC 274

Ai02B10124 Araip.B02 10124 p2 (GA)7 14 35739137 35739150 AAGGTTGTTTGGATGCTTGG TCCTCTTTCTCTCCCCTTCC 259

Ai02B10125 Araip.B02 10125 p3 (AGA)5 15 35758848 35758862 GTGGGCTCTCTTGTTTGCTC ACCTAACCCTCACCCTCCAT 271

Ai02B10126 Araip.B02 10126 p2 (GA)12 24 35759102 35759125 TATTTAGGGTTGGGTTTGGG TTGACCGTTCAGGATCTGTG 279

Ai02B10127 Araip.B02 10127 p2 (AT)9 18 35794059 35794076 CAAAGTGCTTAGGGCTACGG AGGGCCTGGGATGTTGTAT 279

Ai02B10128 Araip.B02 10128 p2 (CA)6 12 35794814 35794825 GAGCTAGTGTGCCCAACACA TCAGATAAATGGTGGTGCGA 210

Ai02B10129 Araip.B02 10129 p3 (TCA)5 15 35812897 35812911 GCACAGCGTCCACAGTTCTA CGTTGTCAGAGATGGCAAGA 164

Ai02B10134 Araip.B02 10134 p4 (TTTA)6 24 35883285 35883308 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 163

Ai02B10136 Araip.B02 10136 p4 (AAAG)6 24 35896901 35896924 TGGAGACAAGCAAAAGAAAAA AGCCATACCTTGGTTTCCTG 261

Ai02B10138 Araip.B02 10138 c (AC)6tcacagcaaaaaaaagcacacggtcactcaagagcgctacactccaca(AC)1080 35899689 35899768 ACTCACTCCACGCTCTGCTT GGGAGCGCCATAGTGTATGT 146

Ai02B10140 Araip.B02 10140 p2 (TA)7 14 35933889 35933902 TTGGACTTCACTTTGAGGCA TTGAGGTAAAAGGGGGTGTTT 233

Ai02B10141 Araip.B02 10141 p2 (GA)7 14 35941108 35941121 GAAATTCTCAGCGGTCCAAA ATTTTTGAAGGGTCGTGTGC 273
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Ai02B10142 Araip.B02 10142 p2 (TA)6 12 35952644 35952655 AAGCAAAGTGCTAGGTGGGA CCTGCTCCTGCGTAACTCTC 216

Ai02B10148 Araip.B02 10148 p2 (TA)11 22 36007593 36007614 GGTTTATCAACCTCCCCACA TTCCCTGCTTTCATGAGCTA 275

Ai02B10149 Araip.B02 10149 p2 (TA)6 12 36007962 36007973 TTTCAAGGTTGTAATGGGGC TGGGAATCATACAAAAGTGGG 175

Ai02B10152 Araip.B02 10152 p2 (TC)8 16 36052324 36052339 TCTGGGCTATAACAGGGCAC CACCGGAGGAGAAAAACTCA 248

Ai02B10154 Araip.B02 10154 p4 (AAAT)6 24 36057401 36057424 TCCTTTTCAAAATCTCCTAACCA CTGGACTGTTCATTTCCGCT 185

Ai02B10157 Araip.B02 10157 p2 (AT)6 12 36072878 36072889 TGGCATGAGAAAGTTGATGG CAAAAATTGGGGGTCTGAAA 266

Ai02B10158 Araip.B02 10158 p2 (TA)6 12 36077462 36077473 AGAGTGAGGGCAAAATGGTG TGCAAGAAAGTGCATAAAACC 232

Ai02B10160 Araip.B02 10160 p2 (CT)8 16 36089346 36089361 CATCGGGAGTTCACGAATTT GCCTTCAGATGTAAAGCAACAA 278

Ai02B10162 Araip.B02 10162 p2 (CT)6 12 36095798 36095809 CCATTCAAGGGAGTTCACGA GCCTTCAGATGTAAAGCAACAA 276

Ai02B10167 Araip.B02 10167 p3 (AGG)8 24 36143308 36143331 ACTTTGCATTTCTTGGCACC GGCAACACTGGCTCTCTTTC 271

Ai02B10171 Araip.B02 10171 c (A)11gaaagacaaagaattgcaatgaaaaggggacaagatgccccaaagcaagattcaataaaagtcaatgcatatgggtggtgatat(A)10105 36156289 36156393 AAACCATATGCATTGATATTCTTGTA TTTTCACACACTCATGCATTCTC 243

Ai02B10172 Araip.B02 10172 p2 (CA)6 12 36160259 36160270 TGTTCTGCCACTCTTTGGCT GTCCCCTGCACTTTCAATTC 276

Ai02B10177 Araip.B02 10177 p2 (TA)7 14 36178265 36178278 TTGATTCAACATTCTGTCGAAAA GTGGAGCAGGATCGGACTTA 248

Ai02B10183 Araip.B02 10183 c* (T)11(TA)6* 22 36188549 36188570 CGAATTCGGTCTGGAGTTTT TTCTTGCAATTCCCTGTAACAA 263

Ai02B10184 Araip.B02 10184 p2 (AT)9 18 36189204 36189221 TTTGCAATGATCTGATTCTGAAA TGGTAACAAGTACTCAAAATGGAGA 194

Ai02B10185 Araip.B02 10185 p4 (TTTA)5 20 36192820 36192839 TCCTTTTCCTGCATTTTTGG GGTGGCATTGCTTTTGTTTT 277

Ai02B10186 Araip.B02 10186 p4 (TAAA)6 24 36197913 36197936 ATAAATGGCGTAAACTGGCG CCATGATGGAGAAAGGGAGA 187

Ai02B10188 Araip.B02 10188 p2 (AT)8 16 36201264 36201279 GGCAATGCTTTCTGTCTTCC TGGCTTTTTCTGCTTGCTTT 270

Ai02B10191 Araip.B02 10191 p3 (AAT)12 36 36226654 36226689 ACTTGGCACCATATGCAACA ACCAACATTACCTCCTCCCC 219

Ai02B10192 Araip.B02 10192 p3 (GTT)5 15 36229243 36229257 CATTATCGTATTTGGCGGCT CACCACATCAACCACCTCAG 212

Ai02B10194 Araip.B02 10194 p2 (GA)6 12 36235106 36235117 GAAATTTTGAAAAAGGGGGAA TGTGATTTCTTATGGATCAAGTCA 280

Ai02B10195 Araip.B02 10195 c (TA)10gttgatgagagtattctgaagtctgtgtatgtgagagaaaacaagacaattttaaaacgttgtttcagtgttctttttctttc(T)10113 36251743 36251855 GGGACGAAGAGTAATGAAAAAGG GAAAAGGAACATGATCAAACCA 233

Ai02B10196 Araip.B02 10196 p3 (GAT)6 18 36253876 36253893 ATGGGATTCATGTGGAAGGA TCGTGTCCTTCTAGTCTTTGGA 273

Ai02B10201 Araip.B02 10201 p3 (TAC)5 15 36282610 36282624 ACAAAACCAGAACTCGTCCG TGGGATTGGACCCGTAATAA 268

Ai02B10203 Araip.B02 10203 c (ATC)11(TTC)21 96 36285256 36285351 TGTTATACGCGCCTCTTCAA AAGAAAGAAAACGCGAGCAG 236

Ai02B10204 Araip.B02 10204 p3 (TTC)5 15 36285474 36285488 CGCGTTATAGGTTTCGTCGT CCAAATCGCTCCCATTTAAC 216

Ai02B10205 Araip.B02 10205 c (GAG)5gaacacgaagaaaaaggcgacgaagaaaaagacgctccgtatgtaaacgagcgtgagaagaagaagaagcgcggg(AGA)29177 36286353 36286529 TGAAGAAGAAGGAACGCAAAA GCCCAACGCTTCTTCTCTTT 242

Ai02B10206 Araip.B02 10206 p3 (AAG)5 15 36288245 36288259 CCTCCTCATCTTCTGCTGCT TCGTTCTTCTTCTTGCACGTT 244

Ai02B10207 Araip.B02 10207 c (AAG)5aggaggaagaggaagaagaacgtgcagc(AAG)558 36288362 36288419 AACGTGCAAGAAGAAGAACGA TCCCATAGCTGTGTGTGAGC 246

Ai02B10209 Araip.B02 10209 c (AAG)5aggaagaggaagag(GAA)544 36296970 36297013 TCCCCCAAGGTACATCACAT AAAACGCAATACAAGGTCCG 192

Ai02B10210 Araip.B02 10210 c (AT)9(AC)9 36 36305544 36305579 AGCCCGTAATTGGGTTAAGG CCAGACCCCGGAGATATTTT 197

Ai02B10211 Araip.B02 10211 p3 (AAG)6 18 36311010 36311027 TATCTCCCATGACTCGGAGG CGAGACACAACCCTCTCTCC 215

Ai02B10212 Araip.B02 10212 p2 (AT)6 12 36326938 36326949 TTTTCGAAATTTATGAGTGAAAAAG TCTTGCATGCATCATGTGTTT 138

Ai02B10213 Araip.B02 10213 c (CA)6ttccctggcacacaccactgggagtgggtcttcggacccctccccctacactctccttccttttcttttct(TAG)598 36335038 36335135 ATTCTGGATTGGAGGGGAAG GCTCCCTAACCCAATGAAAA 279
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Ai02B10214 Araip.B02 10214 p2 (TA)7 14 36341917 36341930 GTGGGGGAGGATCTACGATT CACCATCCATTCACAACCAA 249

Ai02B10215 Araip.B02 10215 c (CA)6ttccctggtacacaccactgggagtgggtctttggacccctcccccctcccccctaccctctccttc(CTTTT)6ct(TAG)6129 36347547 36347675 ATTCTGGATTGGAGGGGAAG GAAAAGAAGGAAAGTGCAGAAAA 260

Ai02B10218 Araip.B02 10218 p2 (CT)6 12 36363183 36363194 AAAAGGAACATTGAACCTGGAA TGGAGGAATGAAGGGAGATG 180

Ai02B10219 Araip.B02 10219 c (A)13taaaaaaaatacaaaaaaaatttaataaaatcataaaaccg(A)1064 36366119 36366182 GCATGAGCCTTTGGATTCTC CATGCAATTGACACCAAACTT 280

Ai02B10221 Araip.B02 10221 p3 (AGA)6 18 36380405 36380422 TAGAATATTGCTCGCCCTCG CTCTACACTCCTCTTGGCCG 106

Ai02B10223 Araip.B02 10223 c (T)11cgaaaattaagatttaaaaattaaaaattaaaataattaataaattaaaaagagattttgaaaaagggggaagatattttcgaaaat(GA)6110 36381868 36381977 TTGGTGATGATGTGAGGAAGAG TTCTTACCTTTTTCAAAACCACC 280

Ai02B10224 Araip.B02 10224 c (T)10cgaaaacagatgagaaaattttagaaatatttttgagaaa(T)1060 36383390 36383449 GCCAGGCTTCAACAAATCAT TCGAGTTTGGACAACTGACG 220

Ai02B10225 Araip.B02 10225 p2 (GA)6 12 36387707 36387718 GATGCATGGCTTTGGCTATT ATGCCTCCTTCCCTTTGATT 105

Ai02B10227 Araip.B02 10227 p2 (AT)6 12 36407504 36407515 GCCGTGACAGAAGTTCCAAT TGGTGCTTGATTTTAATGACTGA 273

Ai02B10229 Araip.B02 10229 p2 (TA)8 16 36425717 36425732 ACACCCTACCACACAGAGCC AGTGTTGCGCTTTTCGATTT 163

Ai02B10230 Araip.B02 10230 p2 (GC)6 12 36429542 36429553 AAGGTTGGGAATGCACAAAG ACAGCGTTTTGCCTTCAAGT 187

Ai02B10232 Araip.B02 10232 p2 (TA)7 14 36435790 36435803 CACTGCTTTGCAGAGTTGGT GGTGGTGCCCTAAAAATGAG 271

Ai02B10233 Araip.B02 10233 p2 (TA)6 12 36439251 36439262 CATCTGGTTTCCCAGTGCTT TCATGCATTTGGGACTTTGA 247

Ai02B10234 Araip.B02 10234 p2 (TA)14 28 36439760 36439787 AAATCGAAAAGCGCAACACT TATGGGCGTATTTTGGGTTC 200

Ai02B10235 Araip.B02 10235 p2 (CT)7 14 36444528 36444541 GGAACATTAAACCTGTGATTGAA AGCGATTTTTGGACCCTTTT 229

Ai02B10239 Araip.B02 10239 p3 (AAT)7 21 36484387 36484407 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 209

Ai02B10240 Araip.B02 10240 p2 (GA)14 28 36484697 36484724 ATTTTGAAAAAGGGGGAAGA TTGGTTTTCGAAATTTGTTTCA 139

Ai02B10242 Araip.B02 10242 p2 (AG)6 12 36514430 36514441 GGTGAGGTAGGTGGGGTTTT GGTGTTTAACGCCAGGATTG 247

Ai02B10243 Araip.B02 10243 p2 (CT)8 16 36524980 36524995 TGTTTGTTTCTTATCTTTTTCAAAACT TCGAATTTGGGTGAGATGAA 279

Ai02B10244 Araip.B02 10244 p2 (AT)7 14 36526654 36526667 AACCCACCAATTCTTCCACA CACCAAGTCCTACTCACCAACA 152

Ai02B10245 Araip.B02 10245 c (T)13gc(AT)6 27 36531175 36531201 ACACCTTCACACCACAAGCA TGAAGCAAGAAAAAGCAGCA 225

Ai02B10246 Araip.B02 10246 p2 (CT)8 16 36539562 36539577 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 280

Ai02B10253 Araip.B02 10253 c (AAG)5(ATG)5 30 36582046 36582075 CATCTTTCAAGCAATTTTGCAG TTCCTTTCCCTCCTCCTCAT 213

Ai02B10255 Araip.B02 10255 c (GAT)6gaaa(AAG)537 36582444 36582480 TTGAATGAATGTAAGTTCATCCTCTT TCCCTCCTCCTCATCTTTTG 212

Ai02B10262 Araip.B02 10262 p3 (TTG)6 18 36624405 36624422 AGTCCTCCTAGGTTGCCCAT GCGTTAGTGACAGACGCAAA 275

Ai02B10263 Araip.B02 10263 p3 (AAT)5 15 36627683 36627697 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai02B10264 Araip.B02 10264 p2 (AG)8 16 36628027 36628042 AATGAGATGGGAGAGGGAGAA TTGTTTGCTTCTTACCTTTTTCAA 239

Ai02B10268 Araip.B02 10268 p2 (TC)6 12 36658457 36658468 CCAATTTTTGAAAATCACTAACCA AGGGGGAGAGGTTCGAATTA 246

Ai02B10270 Araip.B02 10270 c (T)14gcgatgttaaaaattaggaatagaactagaaaatttttgaaaaaaaaattgcatccatcaca(ACAT)596 36676297 36676392 TTTTGCATCTTTTGCATGGT GAATGCCCAAAAAGAAACAA 264

Ai02B10275 Araip.B02 10275 p2 (TA)9 18 36705543 36705560 TACTCTGGTCGGCCTTTGTT GACGTAAATCAGAGGTGGCG 269

Ai02B10278 Araip.B02 10278 p2 (AT)6 12 36710667 36710678 TGTGGTTGACCCTTAATTGGA TTAATGCTTGCAACAGACGC 275

Ai02B10282 Araip.B02 10282 p3 (CTT)5 15 36728524 36728538 CCAAGGATTGAAGGGAATGA GAGGAATCATAAATGCAACAACA 225

Ai02B10285 Araip.B02 10285 p2 (CT)6 12 36761164 36761175 TGTTTCTTATCTTTTTCAAAACCAA AACACAACTGTGAGGAGGGTTT 280

Ai02B10286 Araip.B02 10286 p3 (TGT)10 30 36767785 36767814 GCTGTTGTTTGTTACGGGCT CGAAGAGACCAAACCTGGAG 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10289 Araip.B02 10289 p3 (TTG)5 15 36775048 36775062 TGTTGTTGTTTGTTACGGGC CAAGGGACCAAAGAGACCAA 212

Ai02B10291 Araip.B02 10291 p3 (AGA)6 18 36824954 36824971 TTAGAATGTTGCTCGCCCTT CCACAGGATCACCTCAGGAT 272

Ai02B10292 Araip.B02 10292 p2 (AG)7 14 36828359 36828372 GAAGGAGATGAAGGGGAAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 228

Ai02B10295 Araip.B02 10295 p3 (AAT)6 18 36867105 36867122 TTCTTGTCCTTGCTCCTGCT CCGTCTCTCTCATCTCCTTCC 136

Ai02B10296 Araip.B02 10296 p2 (AG)8 16 36867348 36867363 GGAAGGAGATGAGAGAGACGG CTTCTTATCTTTTCAAAATTTGTTTCA 274

Ai02B10297 Araip.B02 10297 c (T)13acatttttgaaaaagtcaaatctaattttcgaaattttgagagagaaaaaaaaaggaaagata(T)1187 36867855 36867941 TTGAAAAAGATTTTGAAAAAGATAGGA TTTTCCCTCTCATCATTGGAA 189

Ai02B10300 Araip.B02 10300 p2 (GA)6 12 36914947 36914958 CCAAGAGAAGAGAAACTAAAGTGC TATTTTTGGCCCAATTCCAA 262

Ai02B10308 Araip.B02 10308 p2 (CT)6 12 36952554 36952565 ACTTTTTGTTTGTTTCTTATCTTTTTC TTGAAAAAGGTTGGTAATTTTCG 156

Ai02B10310 Araip.B02 10310 p2 (TA)7 14 36965707 36965720 GGATATGGGCGCTGAAGTTA TTTAAACCGCAATACCGCTC 274

Ai02B10311 Araip.B02 10311 p2 (TA)6 12 36965995 36966006 GGAAGTGCGAGCTTTGGTAG TTTAAACCGCAATACCGCTC 208

Ai02B10315 Araip.B02 10315 p2 (GA)6 12 36997950 36997961 ACCCTTAAGCGAAACGTCAA TCATTATGAAGAATGCGCGA 224

Ai02B10317 Araip.B02 10317 p2 (TC)7 14 37004538 37004551 CGAAAATATCTTCCCTCTTTTTCA TGTCCTTGCTCCTGCTCATA 278

Ai02B10318 Araip.B02 10318 p3 (TTC)5 15 37006542 37006556 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 177

Ai02B10322 Araip.B02 10322 p2 (TA)9 18 37037869 37037886 TGCTGTTTTTCAGATGCAGG ACGAGACAAGTTTTCCGTGC 263

Ai02B10327 Araip.B02 10327 p3 (TTC)5 15 37075796 37075810 TAAGTCCTTGACCCCACAGG TAAAATGTTTGCTCGTCCCC 236

Ai02B10328 Araip.B02 10328 p2 (TA)6 12 37089359 37089370 TCCAGTGAGGGTTCGATAGC AGTGGTGGAATCTCATGCAA 273

Ai02B10329 Araip.B02 10329 c (TTC)6(T)10 28 37103829 37103856 CCCATGTGCATTGATTCTTTT GGAAGCATGCTCATGTGAAA 175

Ai02B10332 Araip.B02 10332 p2 (AT)10 20 37114167 37114186 ATCGCATGCCATCCTCTAAC TGTCAGTAATTTAGTGGGCCG 228

Ai02B10333 Araip.B02 10333 c (T)10aattttttccttccctttacaaaagaaaaattaattactatttaaagaggacgcaaaaaaaaataaggatggtggtag(A)1098 37115200 37115297 AGCTGACTTTGGTTACATCATTG GAGACTTGGAGCACGCCTAC 278

Ai02B10337 Araip.B02 10337 p2 (CT)21 42 37122331 37122372 AGAGAATCGACCACTTCGTTAG CTCAGATGAAACTGCAACGG 228

Ai02B10338 Araip.B02 10338 p2 (GA)7 14 37124989 37125002 AGCACCGTGAAGGTTACTGC CCTCCAACTTGTCTCCCTCA 208

Ai02B10341 Araip.B02 10341 p2 (AT)6 12 37130604 37130615 TTTGGGTAGCTAGGCATGAA TTTCAAGGTTGTAATGGGGC 145

Ai02B10342 Araip.B02 10342 p2 (AG)6 12 37132092 37132103 TTCCTGACGTCTAGGGATGC TCCTAAATCTAGAGAGAGGAGAGAGC 246

Ai02B10343 Araip.B02 10343 p3 (AAT)7 21 37138465 37138485 CACCAAGTTTTTGGCTCCAT AAGCTCCAATCAAAGGGTCA 242

Ai02B10345 Araip.B02 10345 p2 (CT)6 12 37139642 37139653 TTTTTGTTTGTTTCTTACCTTTTTCA GAGAGAGGGAGAGGATTTTCG 224

Ai02B10346 Araip.B02 10346 p3 (TTC)5 15 37141362 37141376 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 214

Ai02B10347 Araip.B02 10347 c (A)10tataggcg(A)1028 37141685 37141712 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGGTCAGGA 250

Ai02B10351 Araip.B02 10351 p2 (AG)6 12 37151438 37151449 TGAAAAAGGTTAGTGGTTTTTCG TCACCTTTTCAAAATTTGTTTCA 178

Ai02B10354 Araip.B02 10354 p2 (CT)6 12 37158934 37158945 TTTTTGTTTGTTTCTTACCTTTTTCA GGGTTCGAATTTGGTGAGTG 257

Ai02B10355 Araip.B02 10355 p2 (TA)14 28 37174297 37174324 CCCATGATTCCCACTTTTTC GGGAATTGGGTACATATTCACG 265

Ai02B10357 Araip.B02 10357 p2 (CG)6 12 37176021 37176032 GATTGGCCCAACTCTCTGAA ACGCGTGGATTGAAAAATTC 225

Ai02B10358 Araip.B02 10358 p3 (TTA)8 24 37180560 37180583 TTTCTTTGTCCCTTTTGTTGC AACTTTTGTTCACAAGGCCC 105

Ai02B10359 Araip.B02 10359 p2 (GA)10 20 37186439 37186458 GGGAAGAAGAAAAGAAAACCTTG CGCGTCAATCAGTATAAGCG 232

Ai02B10362 Araip.B02 10362 p2 (GC)6 12 37197749 37197760 GGGGTCACGATCCTTGTCTA ACCCTTGCAATTCAACCATC 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10364 Araip.B02 10364 p4 (AAAT)6 24 37209169 37209192 TTTGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 269

Ai02B10366 Araip.B02 10366 p2 (GC)6 12 37217406 37217417 GGTGGATTGTGGAAGAAGGA GCCAATTTTGTGCCACTTCT 254

Ai02B10369 Araip.B02 10369 p4 (AAAT)9 36 37227261 37227296 TTTTTGAAAATCGTCACCCA CCATGATGGAGAAAGGGAGA 126

Ai02B10371 Araip.B02 10371 p3 (AGC)5 15 37238298 37238312 CAACTGCGTTTGAAGAACCA CCAGCCTGTAAAGAGCAACC 263

Ai02B10372 Araip.B02 10372 p3 (ATA)11 33 37247151 37247183 GGAAGCTTCACTAATCGCCA GGGTCAAGCTTCTTTCACTCA 271

Ai02B10377 Araip.B02 10377 p3 (AAG)6 18 37253313 37253330 CCCCCTAATGAAGGTGGAGT CTGCATCTCACCCGTCTTCT 174

Ai02B10378 Araip.B02 10378 p2 (AG)7 14 37259082 37259095 GGAAGCTTGAAGCAAAGGAA GAAATTGCAGAAAACGCTCC 259

Ai02B10379 Araip.B02 10379 p2 (AT)8 16 37259808 37259823 ATGGGTTTATCAACCTCCCC CAAAATCCAGTGAGGGTTCAA 270

Ai02B10387 Araip.B02 10387 p2 (CT)7 14 37290120 37290133 TGTTTCTTATCTTTTTCAAAACAACC GAAGGAAATGAGGGAGAAGGA 221

Ai02B10394 Araip.B02 10394 p2 (TA)9 18 37396122 37396139 TTCACTTTGGGGCACTTTGT CAGGCAACCATCAGGAAAAT 182

Ai02B10395 Araip.B02 10395 p2 (AC)6 12 37396488 37396499 ATGGTCATTGCAGAAAAGCC GGAAAAGTTGGGTAGATTGGG 258

Ai02B10397 Araip.B02 10397 p2 (GC)6 12 37411358 37411369 TGGGTCACGTGAGAGTATCG CCATTTGATGCCTTGATGTG 279

Ai02B10398 Araip.B02 10398 p4 (AAGA)7 28 37413182 37413209 CCCAAACCCACACTCTCCTA CCCTCCTCTGCTCTCCCTAT 200

Ai02B10399 Araip.B02 10399 p2 (GA)9 18 37413337 37413354 ATAGGGAGAGCAGAGGAGGG CAGATCTCCAGCAACGACAA 200

Ai02B10401 Araip.B02 10401 p3 (TTA)6 18 37419193 37419210 TGGAATTTGGCTTGCTTTTT ACACCTTCAATGGGAGAAAAT 134

Ai02B10406 Araip.B02 10406 p2 (GA)13 26 37447305 37447330 ACGCTTGGATACACCACACA CCTCGCAAGGTTGAAACAAT 184

Ai02B10407 Araip.B02 10407 c (A)10taacaagaaaacaccaaacttagaaacttgacacaagatttaaccaaagaaaatatttttgaaa(T)1084 37449014 37449097 GAAAACCAAAACACAATTTTCG TCAAAAACCCTTTTCTTGCAG 221

Ai02B10408 Araip.B02 10408 p2 (GA)6 12 37451692 37451703 GTATACGTGCGGACAAGCAG TCTGTAAGCCCATTCGAACC 231

Ai02B10409 Araip.B02 10409 p2 (TA)6 12 37453861 37453872 CGAAACAACTCGTCTCGAAT CTAGCCATCTCCCCACTTTG 271

Ai02B10410 Araip.B02 10410 p3 (CTT)6 18 37460839 37460856 CAGAGGACATCGCAGAAACA ACTGGCCATTTAGTGCCAAC 274

Ai02B10415 Araip.B02 10415 p4 (TATC)21 84 37489158 37489241 CATGTCCTCATGCTAAACCAAA TTGATCTCTTGCCTTGACCC 276

Ai02B10418 Araip.B02 10418 c (A)11(T)10 21 37493327 37493347 TTTTTCAATCCTGTGCCAAA CCAATGGAGGGTATGCAGAT 235

Ai02B10419 Araip.B02 10419 p2 (AT)11 22 37502404 37502425 CAACCTCCCCACACTTAAACA CCCATCTCAATTGTAAAGGCA 275

Ai02B10420 Araip.B02 10420 p6 (AAAATA)5 30 37503849 37503878 GAATTGCAACTAAAACTAAATGGC TCACACCCTGCTTGAGTGAG 244

Ai02B10426 Araip.B02 10426 p2 (AC)6 12 37577009 37577020 AATGTCCCAAGTTTCCCCAC AGCCAACTTTGAGCCTACGA 153

Ai02B10427 Araip.B02 10427 p5 (AAAAT)6 30 37587586 37587615 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 167

Ai02B10433 Araip.B02 10433 p2 (TA)6 12 37675757 37675768 CGCTTTTTGTTTTGCGATTT TTTCGCCCTCAAAAATTGAT 207

Ai02B10434 Araip.B02 10434 p4 (TTCT)5 20 37703386 37703405 GTGACGCACTCCTTCTCCTC TCTTTTCCTTCCCCAAACCT 145

Ai02B10435 Araip.B02 10435 p2 (AT)11 22 37703704 37703725 TTTTCGTCCTCGAAAATTGA GTTTTAACCCCGGCTTGTTT 279

Ai02B10437 Araip.B02 10437 p4 (TTCT)5 20 37713580 37713599 GTGACGCACTCCTTCTCCTC TCTTTTCCTTCCCCAAACCT 145

Ai02B10444 Araip.B02 10444 p2 (AG)8 16 37820137 37820152 CTGTTTTTGACCCCGTTCTC AAAAGGAACATTGAACCTGGAA 248

Ai02B10446 Araip.B02 10446 p3 (AGA)6 18 37842378 37842395 CCTATGACTCGGAGGTGGAA ACCCACCTCACCCTCTCTCT 272

Ai02B10449 Araip.B02 10449 p2 (GA)6 12 37856079 37856090 GGAAGAGTGGAGGGATGTGA CCTAAATGGAGCAGGGATGA 155

Ai02B10451 Araip.B02 10451 p3 (GAA)5 15 37875345 37875359 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10454 Araip.B02 10454 p2 (CT)9 18 37902476 37902493 TAACGCCAGAAAGGGAAGAA GGGGTTCGTGTATTAGGGGT 277

Ai02B10455 Araip.B02 10455 p2 (GC)6 12 37912037 37912048 AACCCGAGAGTCATGTCCAC ATAGGCACACTCATGGCACA 188

Ai02B10456 Araip.B02 10456 c (AAAT)5agaagaaacaaaaatatg(A)1048 37915271 37915318 ACCCCAAGAAAAAGAGGACC TGTCCCCTTTCATTGCTTTC 102

Ai02B10458 Araip.B02 10458 p2 (TA)10 20 37925878 37925897 CTACCCAAAACAAAGCCCAA TTTGTGGCTTTCAGATGCAG 235

Ai02B10459 Araip.B02 10459 p2 (TA)16 32 37937510 37937541 CTACCCAAAACAAAGCCCAA CATGCTGAAAACCTCCGATT 279

Ai02B10463 Araip.B02 10463 p3 (AGA)7 21 37970866 37970886 TGATGGGCTTGTGAGATGAA CCATCCATATGGCCGAATAC 261

Ai02B10464 Araip.B02 10464 p2 (AG)7 14 37973237 37973250 AAAGAGGGAAGGGATTTTCG TTTCAAAATCATATCTTTTCCATCA 229

Ai02B10470 Araip.B02 10470 p2 (AT)9 18 38025018 38025035 TTCAGATGCAAGACGTGAGG GTAACCGGTCCGAGCATAGA 267

Ai02B10471 Araip.B02 10471 p2 (AT)10 20 38032075 38032094 GAACCTCCAGTTCTCACCCA GGAGAACCCAAAAGAAACCC 241

Ai02B10472 Araip.B02 10472 c (CT)7t(TC)9 33 38032990 38033022 AGAAAAGCGGCTGAACAGAT GGAGAGAGGATGGAAGGGAG 208

Ai02B10473 Araip.B02 10473 p3 (TAG)18 54 38034001 38034054 CTCACACAAGAGCCACCCTA ATGTTCCTTGTTTCATCCGC 207

Ai02B10474 Araip.B02 10474 p2 (TC)6 12 38049461 38049472 CGTTAAATGCCAGAAATGGG GGTGAGGGGTTTTTAGGGAA 210

Ai02B10480 Araip.B02 10480 p3 (GAA)5 15 38096084 38096098 CGGTCTTAGGTGCCATCAAT CCCAGAACAAGCACCAATTT 264

Ai02B10481 Araip.B02 10481 p2 (AG)7 14 38098362 38098375 GAGGGAGAAGGATTTTCGGA TTGATTTTCAAATTTGTTTCAACT 254

Ai02B10484 Araip.B02 10484 p2 (AG)6 12 38122779 38122790 TCAAATAACTGCCTGTAACACAAAA AGGGAGCTCGCATATTTTCA 223

Ai02B10485 Araip.B02 10485 p3 (TTC)5 15 38129457 38129471 ACACAACCCTCTCTTCCCCT CTCGGAAGTGGAAGCTTTTG 229

Ai02B10487 Araip.B02 10487 p2 (CT)6 12 38138094 38138105 TGGGTTGTTTTTGACCCAAT AAGGAACATTGAACCTGGGA 220

Ai02B10489 Araip.B02 10489 p2 (AT)9 18 38156610 38156627 TGAAATTTTGTCCCATGTGC TTGGGAAGCATGCTCATGTA 145

Ai02B10494 Araip.B02 10494 c (A)10caaagtaggaattt(A)1236 38230793 38230828 CCTTGAGCTTTTTAACCCCC CATGAGCATGCTTCCCAAAT 233

Ai02B10496 Araip.B02 10496 p2 (CT)6 12 38239519 38239530 TTTTCAAATCTTTTTCAATTAACCA AAAGAGGGAAGGGATTTTCG 110

Ai02B10498 Araip.B02 10498 p2 (GA)11 22 38256391 38256412 AAGATGGAAGAAGAGAGAGGGA TCTCTCCTTTTTCAAAACCTCC 275

Ai02B10500 Araip.B02 10500 p2 (GA)18 36 38262542 38262577 CCGCAGAGTTTAGGCTGACT GACAGAGCGGAGGATCTTTG 208

Ai02B10506 Araip.B02 10506 p3 (TAA)6 18 38297569 38297586 CATGCCGATGACAAATTCAC TCATATTTATTTTTGGTCCCACC 265

Ai02B10512 Araip.B02 10512 c (TA)9ttagttgtttctagttatctttagtattgcactttcgttttgg(TA)673 38366503 38366575 TGATTTAAGTGTGGGGGAGG CACATCATCTAATCACAAACCACA 279

Ai02B10515 Araip.B02 10515 p2 (AG)7 14 38374338 38374351 GAGTGGTGGAGGTGATTGGT CACACCTTCCCATAACACCC 217

Ai02B10516 Araip.B02 10516 p2 (AG)7 14 38374498 38374511 AGAGTGGTGGAGGTGATTGG CACCTCAGGATCTGTGGACC 280

Ai02B10519 Araip.B02 10519 p4 (AAAT)6 24 38382664 38382687 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 169

Ai02B10526 Araip.B02 10526 p5 (AAAAT)5 25 38467980 38468004 GTTTAACGCCCAGATGGCTA CCCAGCCATTAGCAAAACTC 280

Ai02B10530 Araip.B02 10530 p2 (TA)10 20 38481068 38481087 ATTTCCTTCATCGGGCTTCT AAGGCACTCACAAACAAGCA 230

Ai02B10531 Araip.B02 10531 p2 (AT)6 12 38482973 38482984 TCGACACGGTAGGATGATGA ATTTTCGCCCTCGAAAAATC 125

Ai02B10532 Araip.B02 10532 p2 (AT)7 14 38484504 38484517 GCATTTGTGATGGTTTTGGA CAATACCTTGGCTGCTCTCC 170

Ai02B10535 Araip.B02 10535 p2 (CT)6 12 38518085 38518096 TTTCTTATCTTTTTCAAAACCACC AGAATAAGATGGGGGAGGGA 234

Ai02B10536 Araip.B02 10536 p3 (TAT)5 15 38518429 38518443 ATCTCACATCTCTGCCACCC CAGGTTCTGGATCTGCTTCC 206

Ai02B10537 Araip.B02 10537 c (A)10tagaaagaaaaagaaaaagcaagcagaaaaagccaataacccttaaaaccaaaaggcaaggg(A)1082 38519947 38520028 ATGGCACCTAAAGCCAGAGA TTTAGCCGCTTAGACCAGGA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10542 Araip.B02 10542 p6 (TGGTGA)5 30 38559370 38559399 ACTCATTGCCAAAAGGCTCT ATCTTCCCATGCCGATCATA 236

Ai02B10543 Araip.B02 10543 p5 (AAGAT)5 25 38565045 38565069 GCCCAAATAGAGGAACACGA TCCAAGAGACTCCGATGCTT 252

Ai02B10547 Araip.B02 10547 c (A)10tcgggcatcggcacccaagcgcgcagt(GC)6cggtgtggtttcacaactcctagtactaaaacccgagagttgtgcccactttatgcctactttgtgccaggcgatccgcgcgtaagcacgcatg(GC)6155 38591260 38591414 TTGAATTTTGGTTGCTTTAGAATG GGATGCAGCAGGGACAAT 241

Ai02B10551 Araip.B02 10551 p2 (AT)9 18 38616748 38616765 TGAAAATCATGGGATTGGGT GGGCATTTTTGTCCCTTTTT 192

Ai02B10555 Araip.B02 10555 p2 (TA)6 12 38636346 38636357 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai02B10556 Araip.B02 10556 p3 (CTC)5 15 38647300 38647314 TCCTGGGTTTGGATTGATGT GCTTTTGCCTTGTTGGTTGT 278

Ai02B10560 Araip.B02 10560 c (T)12c(T)11 24 38686372 38686395 GAAAGTTGCTTGTTCCCCAA CTGCATAATGCTGGCTTCAA 263

Ai02B10565 Araip.B02 10565 p2 (TC)6 12 38733086 38733097 GGCCCAGATCCAAGTACAGA AAAACACGAAGAAATCCTAAATCC 163

Ai02B10569 Araip.B02 10569 p4 (AAAG)5 20 38763338 38763357 ACCAAGAACCTTTCTGGCCT TTTCACATCTCACTGGGAGC 267

Ai02B10572 Araip.B02 10572 p2 (CT)7 14 38779730 38779743 CCATCTTTTAGCCATCCCAA GAAATTTTGAAAAAGAGGGAAGA 262

Ai02B10574 Araip.B02 10574 p2 (TA)8 16 38797098 38797113 CAAAATCCAGTGAGGGTTCAA CTGGGGGCGTATTCTGTAAA 229

Ai02B10575 Araip.B02 10575 p2 (TC)6 12 38823289 38823300 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 204

Ai02B10576 Araip.B02 10576 c (A)12gttagttttcaagcatgtaaataaggggatac(A)1054 38829254 38829307 AAATTTTGGGAAGCAGGCTC TTTTATTTTGCATCGGGGAG 129

Ai02B10579 Araip.B02 10579 p3 (GAA)5 15 38837668 38837682 ACTCGGAGGTGGAAGCTTTT CAACACAGCCCTCTCCTCTC 233

Ai02B10582 Araip.B02 10582 p3 (AGA)5 15 38872592 38872606 CGGTCTTAGGTGCCATCAAT AATTTCCCTTCCAAACCCAC 266

Ai02B10585 Araip.B02 10585 c (T)10(A)10 20 38890435 38890454 ATTTTCATGAGCCTGCTTCC CCTTGTTAGCCCCCTTTGAG 250

Ai02B10587 Araip.B02 10587 p4 (AAAG)5 20 38905696 38905715 ACCTTTCTGGCCTTTCCTTC TTTTCACATCTCACTGGGACC 261

Ai02B10591 Araip.B02 10591 p2 (CT)7 14 38918744 38918757 CCACGTTAGAAGCCACGTTA GAAATTTTGAAAAAGAGGGAAGA 178

Ai02B10592 Araip.B02 10592 p3 (TTC)5 15 38921472 38921486 TAAGTTTGGTGTTGGGAGGC CGGTCTTAGGTGCCATCAAT 255

Ai02B10601 Araip.B02 10601 p4 (TTTA)6 24 39010428 39010451 TCCTGGACTGTTCATTTCTGC TTTTCCAAATCATACCTTTTTCAA 208

Ai02B10602 Araip.B02 10602 p3 (GAA)5 15 39013163 39013177 CATGAGGACTTGGTCCAACC ACACAACCCCTTCTCCCTCT 199

Ai02B10603 Araip.B02 10603 p2 (AG)6 12 39016118 39016129 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 277

Ai02B10604 Araip.B02 10604 p3 (TTC)5 15 39019492 39019506 TCAAAATCAATTTCCCACCC GCTTTTGTCTTCCCTTTCCC 278

Ai02B10606 Araip.B02 10606 p2 (AG)6 12 39028877 39028888 GGCTGTTTCTGACCCAGTTC GGAACATTGAACCTGTGATGAA 216

Ai02B10609 Araip.B02 10609 p5 (AATAA)5 25 39054855 39054879 TTTCGAAAATTGAAGAAGAAGAAAA ATACGCACCAAGTTTTTGGC 149

Ai02B10612 Araip.B02 10612 p2 (GA)19 38 39075764 39075801 GATGGTTTTGGGGGAGAAAT AGTCCTTGACCCCTCAGGAT 162

Ai02B10613 Araip.B02 10613 p5 (AATAA)6 30 39081349 39081378 GGGTTAGCATATGACCCCAG TCCAATATCCAAAGTTTTTCAATTC 239

Ai02B10615 Araip.B02 10615 c (CT)6tattcacccattcaccaattacctcaatacctcttcccc(A)1061 39122541 39122601 TGCAGGGATGAGAAATCCTT GGTGAGGTAGGTGGGGTTTT 201

Ai02B10618 Araip.B02 10618 p2 (AG)6 12 39138669 39138680 TTTTTGCCCAGGTGTAGAGG CCTCACTCACCAAAAATCCG 120

Ai02B10619 Araip.B02 10619 p2 (AG)7 14 39138911 39138924 TTGAAAAAGAGGAAGGTATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 274

Ai02B10621 Araip.B02 10621 p3 (CAT)5 15 39195740 39195754 CATCAAAAGGCGGAGGAATA GGCTCAGGTTCGAGTTCTTG 274

Ai02B10627 Araip.B02 10627 p2 (AG)6 12 39245769 39245780 AATGGATGGATTGGTGAAGG AGATCTGTGAACCCCACAGG 152

Ai02B10630 Araip.B02 10630 c* (A)13(AT)9* 30 39251282 39251311 TTACGGGAACATGGGATGAT TTTTTGTCCTTGCCTTTTGG 237

Ai02B10636 Araip.B02 10636 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcttttctattaactaattatttttattttttattt(A)1094 39275101 39275194 TTCCCAACTTCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10637 Araip.B02 10637 c (A)10tataggcg(A)1028 39276588 39276615 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 245

Ai02B10638 Araip.B02 10638 p2 (CA)6 12 39293472 39293483 AAAATGCTAATGGGTTGGACC GCACTTGCTGGTCAGTGGTA 182

Ai02B10639 Araip.B02 10639 p2 (AT)6 12 39298981 39298992 TTTATTCATCGGGCTTTTCG GGCAAATGTAAAACCATGCAA 213

Ai02B10643 Araip.B02 10643 p2 (TA)6 12 39314574 39314585 CAATTTCTCATATGCAACGGG TCTGCACTTTGCACTTTTGC 160

Ai02B10648 Araip.B02 10648 p3 (TCT)6 18 39367499 39367516 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai02B10651 Araip.B02 10651 c (AAG)5aaaagagaaggaat(AG)845 39386441 39386485 CTTGTGTTAGCCACTGCGAG ACCAAACCCAACCCTTTTTC 208

Ai02B10653 Araip.B02 10653 p3 (CTT)6 18 39408498 39408515 TTTTTAAACTGTGCCCCCTG TGGAAGAAATGTAGGGCCAC 144

Ai02B10657 Araip.B02 10657 p2 (CT)6 12 39447446 39447457 ATGCCACATGGTACAGGGAT GGTGAGGTAGGTGGGGTTTT 207

Ai02B10659 Araip.B02 10659 c (T)11actatttgctcttcttctttttctctttttcttcttcttttttttc(T)1067 39481363 39481429 TTCACCACTTACTTTGGGGC CGCAGGTGATTGGAGAAAAT 226

Ai02B10670 Araip.B02 10670 p3 (GAA)6 18 39568740 39568757 AGCTCCTCCCCCTAATGAAA TTTTGTTTTTCTTGCAACATTGA 155

Ai02B10672 Araip.B02 10672 c (GAA)5gttcttaaaactgaaattcaaagttgcaag(A)1055 39580456 39580510 CCCTCTCTCGATGGTGATTG CTTTTCCTCACCGGTCTTCT 280

Ai02B10673 Araip.B02 10673 c (T)11gaaaaatcaggaacctttttcaaaa(T)1046 39583539 39583584 GGGATTTGTGCACCAAGTTT TCGAAAATTTCAACAAGAACAAAA 236

Ai02B10678 Araip.B02 10678 c (T)10ctttttatatatatatttttttctgcaca(T)1352 39601645 39601696 GGCATTTTTGTCCCCTTTTT TTGGGTATGGAAAACTTGGG 255

Ai02B10679 Araip.B02 10679 c (TA)6ttttattt(TTTA)5ttttttttgaag(A)1062 39603152 39603213 GCAAATGCAATAAAAGAAATTGG ATTGTACCTGCTGCATCCGT 275

Ai02B10680 Araip.B02 10680 c (CG)6ccatgcgtgcttacgcgcggatgcgacagggacaatcg(GC)662 39603368 39603429 TAAAGGAGAAAAACAGGGGG AGTTGTGCCCACTTTATGCC 195

Ai02B10687 Araip.B02 10687 c (A)10gagagaaaagaaaaaaatggcg(A)1042 39627262 39627303 TGTTGGCTCTTGAAGAATAAGGA AGGGCTATTGGCTTTTTGCT 232

Ai02B10692 Araip.B02 10692 p3 (GAA)5 15 39690627 39690641 TTTCAGGCAACCATTTGTCA GGTTCTGCATCGCCTAAGTC 239

Ai02B10699 Araip.B02 10699 p2 (AT)7 14 39760345 39760358 CAAATTGATGCACGATGTCA ATTTTCATATCGCCATCCCA 213

Ai02B10701 Araip.B02 10701 p2 (AT)11 22 39768779 39768800 TTTGAGATTATCCATTGAGGCA CATACCGTTGTCCACACAGC 277

Ai02B10702 Araip.B02 10702 p3 (GAT)5 15 39771103 39771117 TGCAGTCCTTGATTCTTCCC TTTTTCAAAGGTTTCTCTTTGCTT 279

Ai02B10703 Araip.B02 10703 p3 (AAT)5 15 39772885 39772899 TCGCTTTACTAAAAGCATTTTCAA TTGAAACAAATCAAAATTTAGGAA 152

Ai02B10708 Araip.B02 10708 p3 (AAG)5 15 39804720 39804734 CTTTTCTTGCTTGGGGACAA CTAAGCCTCCAAAGTGTGCC 261

Ai02B10711 Araip.B02 10711 p2 (AT)7 14 39817114 39817127 TTTCAGAAATTTGGGAAGCA TGTCCCATGTGCATTGATTT 175

Ai02B10714 Araip.B02 10714 p2 (AG)7 14 39832347 39832360 TTCAGCCCAATTCTGAATCC TTGAACCTGAGGGGAAGTTG 195

Ai02B10718 Araip.B02 10718 p2 (CT)6 12 39867185 39867196 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 229

Ai02B10719 Araip.B02 10719 p3 (TTC)5 15 39870688 39870702 TTCAAATCAATTTCCCACCC CGGTCTTAGGTGCCATCAAT 278

Ai02B10722 Araip.B02 10722 p2 (CT)9 18 39877725 39877742 TCCTTCTTCCTTCCCCTTTC CAAGTCACAAGCATATAATGAGGG 248

Ai02B10725 Araip.B02 10725 p2 (GA)6 12 39900892 39900903 AGAAGAGGGGGTTCGAATTT CGAAAAACCACTAACCTTTTTCA 167

Ai02B10726 Araip.B02 10726 c (AG)6ttagtgaggtggttttgaaaaagataagaaacaaacaaaaagttagttagttagttgaaacaaa(T)1187 39901063 39901149 TTTTGAAAAAGGGGAAAGAAA TCTTGTGAATCAAGTCATTAATTGTG 277

Ai02B10727 Araip.B02 10727 p2 (TC)31 62 39907005 39907066 CATCCACTCCCACCATCTCT TTGGAAATAGGGCTCAGACG 232

Ai02B10731 Araip.B02 10731 c* (TTC)5c(TCT)5(TCTTCC)5*ttttcctcttcctcctcc(TCT)30(CTTCCT)5196 39934069 39934264 GGCCTTTTAATGCGTTATTCA CGAAGAAAACGAAGAGGAAGAA 279

Ai02B10734 Araip.B02 10734 p3 (AAG)7 21 39935136 39935156 CGATGAAGAAGAACGTGCAG AAACACGCTTCGAACCATTC 169

Ai02B10735 Araip.B02 10735 c (A)10gaaaagaaaaaaat(A)1034 39940033 39940066 TTTGGTTTGAGAATTGGGTG TACTTTGGGGCATTTTGTCC 206

Ai02B10736 Araip.B02 10736 p3 (CAA)5 15 39956137 39956151 TGTGTTTCTTGTGCCGTGTT GCCAAAACTCTCCTCTGTGG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10738 Araip.B02 10738 p3 (CAA)5 15 39965605 39965619 TGTGTTTCTTGTGCCGTGTT GCCAAAACTCTCCTCTGTGG 238

Ai02B10740 Araip.B02 10740 p3 (TCC)5 15 39977096 39977110 CTTGATGCTGTGCTGTTGCT GGGAAGGTCAGCTTTATCCC 277

Ai02B10742 Araip.B02 10742 c (C)13aaatcctattttttcttttccctccttatttctttcttttccctttcttccttcttccctcgttctcaccttctactt(TC)6103 39999749 39999851 GCAACCGCATCGATTCTTAT GGAGGGATGAAGAAAAGAAAAA 248

Ai02B10745 Araip.B02 10745 p3 (TCT)5 15 40016170 40016184 CCCATCACCTCTTCACCACT CATCCCTGCTTTTGTCTTCC 193

Ai02B10748 Araip.B02 10748 p2 (TA)9 18 40104396 40104413 CAAAATCCAGTGAGGGTTCAA GGAATCTCATGCAATGCAATC 277

Ai02B10751 Araip.B02 10751 p2 (CT)7 14 40108465 40108478 TTGTTTCTTATCTTTTTCAAAACTACC TCGAATTTGGTGATGATGTGA 278

Ai02B10752 Araip.B02 10752 p3 (TCT)6 18 40110067 40110084 CCATTCATGACCATCCCTTC AGCCTTTGTCTTTCCTTCCC 220

Ai02B10754 Araip.B02 10754 p2 (AT)20 40 40121500 40121539 TGGAGAAAGGGAGATGATGTG TTTGCAATCATAGCTTCTAAATCA 271

Ai02B10755 Araip.B02 10755 p2 (TC)7 14 40130332 40130345 AAGGCCAGACCAACAATGAC GCTGGAGAGAGAGCAAGCAT 275

Ai02B10756 Araip.B02 10756 p2 (AT)20 40 40141887 40141926 CAGAGAACAGAGTAACCAGAGCA AAGCTCTGGGTTGCGTTAAG 239

Ai02B10757 Araip.B02 10757 p2 (TC)6 12 40144859 40144870 CGCATATTTTCACCTTTCAATG GAATGGAAGCAATGGCAACT 280

Ai02B10760 Araip.B02 10760 p2 (TC)6 12 40152753 40152764 CGCATATTTTCACCTTTCAATG GAATGGAAGCAATGGCAACT 280

Ai02B10767 Araip.B02 10767 p2 (AT)8 16 40182656 40182671 TTTGGGTATGGGAAACTTGG TTTGGAGAATTTTTGTCCCC 239

Ai02B10770 Araip.B02 10770 p4 (AAAC)5 20 40212554 40212573 GGGAATATGCCCCAAAATAGA TCCTCCTTTCATAGTTACATGCC 273

Ai02B10777 Araip.B02 10777 c (A)10tgaaatttctcaaaatctcaattcctaaaatacttcaacaaaatatggttatag(A)1377 40244725 40244801 AAAAAGGACTTACAATATCAACCATT TCCCTTCTTGCGAGCTTCTA 175

Ai02B10780 Araip.B02 10780 p2 (TA)9 18 40257213 40257230 TCAGATGCAGGACGTGAGAC TGGCTTGCGAAGTTAAAACC 261

Ai02B10781 Araip.B02 10781 p2 (AT)12 24 40261729 40261752 GAGCGTTGCGCATTTAATTT TCTACCAAAGGCGAGGAAAA 260

Ai02B10783 Araip.B02 10783 p2 (TC)14 28 40266503 40266530 TCTCTTTTTAAATTTCGAATACTAACC TCGAACACAGAGAGGAAGAGAA 192

Ai02B10784 Araip.B02 10784 p3 (AAT)5 15 40267851 40267865 ACCCTGAGAATCCTGCAATG AGTCAGGGTGGCTCTGCTTA 231

Ai02B10791 Araip.B02 10791 p4 (AAGA)5 20 40322698 40322717 CTAGCCTCCATACCACGGTC GCTCCCTCTCTTTCTCGGAT 116

Ai02B10794 Araip.B02 10794 c (T)11at(TA)6 25 40330119 40330143 TCCTCCGGTATTTTTCCACA TATGGCTCGCCTTTAGGTGT 123

Ai02B10796 Araip.B02 10796 p3 (TCA)5 15 40333321 40333335 ACAACCTTTTGGAGTTCGCT TTGGGGAACAAGCAACTTTC 150

Ai02B10814 Araip.B02 10814 c (T)10caga(T)12 26 40371794 40371819 ACCTAAAGGCGAGCCGTAAT GTCCTCGTCAGGATAGCGTC 154

Ai02B10817 Araip.B02 10817 c (A)16ggccatcggcgcgttagcacgctgt(GC)653 40385925 40385977 ATAGGGAGCTCTTGGGCATT GCGCACAACTCTCTGGTTTT 137

Ai02B10818 Araip.B02 10818 c (GC)6ggattgtccctgctgcatccacgcataagcgcgctgt(GC)6ggattgtccctgctgcatccacgcataagcgcgctgt(GC)6110 40386082 40386191 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 241

Ai02B10819 Araip.B02 10819 c (AAAT)5aaaatactaaaaaaattaaaaatat(A)1055 40386358 40386412 CCTGCTTTTCTCCTTCCTCC TGCAAAGAATAAAAGTATGCAAATG 271

Ai02B10821 Araip.B02 10821 c (GAA)9gata(ATG)1061 40388679 40388739 TGCATATCAAGAAGATGACACAAA TCGTCCTCATCCCCAAGTAG 180

Ai02B10822 Araip.B02 10822 c (A)10gaaaagaaaagaaaaaaatgtatatagaaag(A)1051 40390082 40390132 TCTGCATGCGTATTATGGGA GGGCATTTTGTCCCCTTTAT 193

Ai02B10824 Araip.B02 10824 p3 (AGA)6 18 40420260 40420277 CTATGACTTGGAGGCGGAAG CCCATCACCTCTTCACCACT 207

Ai02B10827 Araip.B02 10827 p2 (AT)10 20 40438157 40438176 TTTGATTGCTAATCTCAAAATCTTTC GGGTTGGCATATGACTCCAG 269

Ai02B10830 Araip.B02 10830 p4 (TTAT)5 20 40460847 40460866 TCTCACCTAACACACACACCCT TGGGAATTTGGGAACCTACTC 268

Ai02B10833 Araip.B02 10833 p2 (AT)8 16 40490104 40490119 TCTTGGCCTGTTTAGTGCCT TGGCAAGGCAAGAAGCTAAT 194

Ai02B10836 Araip.B02 10836 c (AAAT)7aacattttagatacaaaatatttatta(AAT)570 40494419 40494488 TCAACGATAACATAGCAAATCTCAA TCCAATCTAATCCAAACCGC 265

Ai02B10844 Araip.B02 10844 p2 (TC)6 12 40512051 40512062 CCAGCTGGCTGATAGGTTGT TGATATACCGGGAGAGCCAA 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B10849 Araip.B02 10849 c (AG)8atcgggcaa(AG)637 40537311 40537347 CAGGACTCAGGCAAGAGAGG GTGGTGATTCCCTCACGAGT 146

Ai02B10850 Araip.B02 10850 p2 (AG)7 14 40543193 40543206 CAGGACTCAGGCAAGAGAGG TGAAACATGGTGGCTATGGA 216

Ai02B10851 Araip.B02 10851 c (GT)11(AT)10 42 40547090 40547131 GCTATTGTTTTCCCTCGCCT AAAACCGCATAACCTTTCGAT 201

Ai02B10852 Araip.B02 10852 c (GAAA)11gggaagagaagagagggggccgcaggaagaaagagagggggagagggaggacagtgtcggcgggcgttactgccgtcgcacaatcatgtcgc(AG)9154 40553696 40553849 ACATTCCCAATCAAAACCCA TCTCCTTCATCGGCTCTCTC 253

Ai02B10853 Araip.B02 10853 p2 (AG)6 12 40563785 40563796 GAAAGGATCGGTGACGGTTA AAGAATAGGGAGGTCGGGAA 279

Ai02B10854 Araip.B02 10854 p2 (AG)6 12 40579381 40579392 TTCTTATCCCTCCAGCCCTT CACTGCCAATGCCATAATTG 269

Ai02B10856 Araip.B02 10856 p2 (AT)29 58 40597672 40597729 CGCGATTTGTTGAAAAGCTA TTCAACCATTCGTGCACATTA 227

Ai02B10860 Araip.B02 10860 c (T)11caatcttttggttgtctctttgaattctgttgttaagatagaaacataaatgcggaaggacaaagaatgagaataa(T)1097 40600492 40600588 TTCGATTTTGATTTTGGAGACTT TCCTTGTGTAGACAGGAGCAAA 238

Ai02B10870 Araip.B02 10870 p2 (AC)33 66 40632796 40632861 TTGTAATGGGGCCAAGGTAA GGGAAATTTTGGGTAGCTAGG 206

Ai02B10874 Araip.B02 10874 p2 (TA)6 12 40659029 40659040 CCTAAAGTGTGGGGAGGTCA CACAATCAAAAGCCAAAATGC 226

Ai02B10878 Araip.B02 10878 p2 (GA)6 12 40672765 40672776 TGCCTCTAGTTTGCTGATTCAA AACCAGTTTATAATGCAATGCAAC 220

Ai02B10881 Araip.B02 10881 c (CT)9catctctt(TTTA)546 40694286 40694331 TTTCCTGTTAAGAAAGGTTCAATC CGAACAGAGAGAAGAGAAAATGG 251

Ai02B10884 Araip.B02 10884 p2 (CT)7 14 40711314 40711327 TTTCGAAAATTCTTCCTCCC CTTTGTCCTTGCTCCTGCTC 230

Ai02B10889 Araip.B02 10889 p2 (CT)6 12 40768024 40768035 TTTTTCAAAAGTCAAATCTTTTTCA AAAGAGGGAAGGGATTTTCG 219

Ai02B10890 Araip.B02 10890 p3 (TTC)5 15 40770772 40770786 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 212

Ai02B10892 Araip.B02 10892 p3 (TTC)5 15 40800251 40800265 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai02B10893 Araip.B02 10893 c (A)10caaaaacacttttcttttattttaattaaaattcgaata(CT)1171 40810021 40810091 TCAATTTGCTTTTATTTCTTCTTTT CAGAGAGAAGAGAGAGGGTTCG 197

Ai02B10894 Araip.B02 10894 p2 (GA)8 16 40818332 40818347 GCGGTCGCTTTATTCTTCAG TTGCGCTACCCAATTTTCTT 242

Ai02B10899 Araip.B02 10899 p3 (GAA)5 15 40849027 40849041 CATGACTCGGAGGTGGAAGT ACACACCTTCCCCCTCTTCT 205

Ai02B10904 Araip.B02 10904 p2 (TA)6 12 40901628 40901639 AAAAACAATGCCAAAAAGCG CAAGGACCTGGGTCACTACA 213

Ai02B10906 Araip.B02 10906 p2 (TC)6 12 40906061 40906072 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGG 256

Ai02B10908 Araip.B02 10908 c (T)14gcc(ATTT)6 41 40936822 40936862 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGTGAA 223

Ai02B10910 Araip.B02 10910 p4 (ATTT)5 20 40971379 40971398 GAGACAGCTTGGTTTAGCCG TGAAGCAAGAAAAAGCAGTGAA 231

Ai02B10912 Araip.B02 10912 p2 (AG)6 12 40990295 40990306 TGAAAGCAATCAAGGAAACTCA GGAGGCTAGCTCCAATAGGG 177

Ai02B10914 Araip.B02 10914 p2 (AG)6 12 40995467 40995478 TCAGATTTCATGCAGAAGAGGA GGAGGCTAGCTCCAATAGGG 158

Ai02B10916 Araip.B02 10916 c (A)10gagaaaaagaaaaaaaaagaaaaagagaaaaagaaaaag(A)1059 41017321 41017379 AACTGTGGGAACTTGGGCTA TGGGGTAATTTTGTCCCCTT 250

Ai02B10917 Araip.B02 10917 p3 (AAC)5 15 41025809 41025823 TTGGAGGGACAACAACAACA TTGGGATTGCCTTAGGTGAG 127

Ai02B10919 Araip.B02 10919 p2 (GA)7 14 41037656 41037669 GTGATTCGTGAAGGGCATTT TTAACACCAGAAAGGGGCAC 239

Ai02B10921 Araip.B02 10921 p2 (GT)7 14 41050060 41050073 GGGGGACAAAATTACCACAA TTTCAGTGTTGTAATGCGGC 255

Ai02B10922 Araip.B02 10922 p2 (AG)6 12 41068070 41068081 CCAGTTCTCGTCCCAGAAAA GGAACATTGAACCTGGAACG 206

Ai02B10923 Araip.B02 10923 c* (A)10(AT)6* 21 41085042 41085062 TCTTGCATGCATCACATGTTT TCGAATTTGATGAGAGAAAAAGG 122

Ai02B10924 Araip.B02 10924 c (CT)6aattttcgaaaatatctccccctttttcaaaaatttcttttcaattaactaattattttttatttttaatttcaaaaaattttcg(A)10107 41085613 41085719 CTTTTTGTTTGTTTCTTAACTTTTTCA GGATGGGAGAGGTATAATTTTCAA 233

Ai02B10925 Araip.B02 10925 p3 (TAT)5 15 41085953 41085967 TCCCCCTTTTCTTCTACTCACA TTATTTTCGGCTGCCATCTC 252

Ai02B10926 Araip.B02 10926 p2 (AG)6 12 41096135 41096146 AGTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 237
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Ai02B10928 Araip.B02 10928 p3 (GAA)5 15 41118757 41118771 GACCACCAGCAAGAAAGCTC ACATCCAACATTCACCCCTT 271

Ai02B10932 Araip.B02 10932 p2 (AT)8 16 41153475 41153490 ATGGGTTTATCAACCTCCCC TTTCCCATCTCATTTGCTAAAA 270

Ai02B10934 Araip.B02 10934 p2 (CT)8 16 41164754 41164769 CAGTTTACGATACAGTGCACCA GGAAGAGTGAGAGGGGAAGG 221

Ai02B10935 Araip.B02 10935 c (TC)6cccgtctctcttcttatcttcctttctcttcctctc(CT)660 41164883 41164942 CCCTTCCCCTCTTTTTGTCT GGATGAAAGAGCGAAGAATGA 197

Ai02B10942 Araip.B02 10942 c (T)10gcta(T)10 24 41200339 41200362 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 258

Ai02B10943 Araip.B02 10943 p3 (GAA)5 15 41201819 41201833 TAGAATATTGCTCGCCCTCG ATCAATTTCCCACCCAAACA 209

Ai02B10944 Araip.B02 10944 p2 (GA)6 12 41204496 41204507 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 230

Ai02B10950 Araip.B02 10950 p3 (TGT)5 15 41230009 41230023 GCCTTAGGTGAGGTGCTCTG ACAGCCATGGATGGTAGGAC 153

Ai02B10951 Araip.B02 10951 c (T)10cttc(T)11 25 41235386 41235410 TTGCTCTTGCCTTTTGGTTT GAATGAATGCTTGAACAGTGC 269

Ai02B10957 Araip.B02 10957 c (CAG)5gacgcccctctacttcagcagccgtagcatcctt(ACC)564 41252679 41252742 GAGCAAGAGCAATGGAGGAG TCCTGCTCGTTAGAATTGGG 265

Ai02B10958 Araip.B02 10958 p2 (TA)6 12 41253290 41253301 CTCTTGTTTTGGTTGTTGCAT AACCAATTGGGTGGTACCCT 266

Ai02B10960 Araip.B02 10960 p3 (TTC)5 15 41268765 41268779 TAGCATCCAACATTCACCCC GCTGGGGAGAGGCTAAGAAT 226

Ai02B10961 Araip.B02 10961 c* (AT)8(T)10* 25 41275751 41275775 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 213

Ai02B10963 Araip.B02 10963 p3 (CAT)5 15 41283255 41283269 CAACAACACCAACCACTCTCA TTGGAAAATGTTGATTTTGGG 138

Ai02B10965 Araip.B02 10965 p2 (TA)7 14 41290550 41290563 GCTCTGGTTCTCACCCCATA CAAACTGGCCAGAGCACATA 200

Ai02B10967 Araip.B02 10967 p2 (TC)6 12 41301137 41301148 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTTCCAAAA 177

Ai02B10968 Araip.B02 10968 c (A)10ttttagttttcaagcatgtaaataaggggatac(A)1053 41313333 41313385 AAATTTTGGGAAGCAGGCTC TGCATTGGGGAGTTCTTTTC 133

Ai02B10969 Araip.B02 10969 p3 (CTT)5 15 41355429 41355443 CTAAGCCTCCAAAGTGTGCC CATGTCACCATGTCATGTTTTTC 212

Ai02B10971 Araip.B02 10971 p2 (TC)6 12 41359824 41359835 CGTTAAATGCCAGAAATGGG TGGATGTGGATTGGTGAAGA 250

Ai02B10972 Araip.B02 10972 p2 (CT)6 12 41398613 41398624 TTTACAGAATACGCCCCCAG TGAAAGGGAAGCTAAAACAAAAA 256

Ai02B10973 Araip.B02 10973 p2 (AG)6 12 41405174 41405185 AGGAGTGGATCCTTCCTTGA AGCCCGAATAGAGAGAAGGG 203

Ai02B10978 Araip.B02 10978 c (A)10gag(T)10 23 41423499 41423521 TTGCCAACTTCATCAAGCAC CAAAAGAAAATGGCAGAGGAG 163

Ai02B10980 Araip.B02 10980 c* (A)33(AC)10*(AT)1480 41424935 41425014 CTTGGGACATTGGTTGAGGT TGGGGTATTTTTGTCCCCTT 246

Ai02B10982 Araip.B02 10982 p2 (CA)9 18 41432946 41432963 TGACCAAACTACCCGAATCC GGATGAGGAGAAAAATCCCC 122

Ai02B10983 Araip.B02 10983 p2 (GA)7 14 41433433 41433446 GAGAAGGGAGACACAAGCCA ATGCACTTGCCGGTTAGTTT 236

Ai02B10984 Araip.B02 10984 p2 (TA)9 18 41437923 41437940 GACGATGTTCTCACCCCCTA TCAATTCAAAATCACAATCTTCA 262

Ai02B10986 Araip.B02 10986 p2 (TA)22 44 41442561 41442604 CGAGTTGTGTGTTCTTTGGC CAGAATCACAACAATCCACACA 230

Ai02B10990 Araip.B02 10990 c (T)10ggtgaaccactacatactctttttatttatttttgctacttttctg(TATTTT)692 41453848 41453939 TTTTAAGTGTGGGGAGGTCG GGCTAAAATATGAACTAAAGTGCAAC 196

Ai02B10991 Araip.B02 10991 p2 (TA)9 18 41455360 41455377 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 275

Ai02B10992 Araip.B02 10992 p3 (ACC)5 15 41459136 41459150 GTAGCTCAGCCCTCATCGTC GTAGGTCGATGCCCTGTGAT 208

Ai02B10993 Araip.B02 10993 p2 (TA)10 20 41459690 41459709 CTCTTGTTTTGGTAGTTGCACA AACCAATTGGGTGGTACCCT 269

Ai02B10995 Araip.B02 10995 p2 (CT)8 16 41470385 41470400 AAACATTGAACCTGGAATGGA AGCGATTTCTGGACCCTTTT 240

Ai02B10998 Araip.B02 10998 p2 (AG)6 12 41487803 41487814 GGATTGGAGCAGTGATGTGA TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai02B10999 Araip.B02 10999 p6 (CCACCT)5 30 41491021 41491050 GTCCCTCAATTTCAGCCAGA GGCTTGTGGAATGAGGTTGT 265
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Ai02B11004 Araip.B02 11004 p2 (CT)6 12 41521311 41521322 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGGTTCGGATTTTTGGT 253

Ai02B11013 Araip.B02 11013 c (T)11agaaaaagataaaaataattagttaataaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)694 41640762 41640855 TCCTGGACTGTTCATTTCCAC TTTCTTAACTTTTTCAAAACTACCCAA 276

Ai02B11022 Araip.B02 11022 c (CAG)5gacccccctctacttcagcagcagcagcatcctt(ACC)564 41702764 41702827 CAAGGAGACTGCCATTCCAT GAGACGTCGCATGACACAAC 250

Ai02B11023 Araip.B02 11023 p2 (TA)6 12 41703381 41703392 CTCTTGTTTTGGTTGTTGCAT AACCAATTGGGTGGTACCCT 266

Ai02B11025 Araip.B02 11025 c (A)10ttactttaagttttgcaacaaaaagggaacaaagggtcccaaagtttaaggttgtataaattcaatgcatatgtgaggtatt(A)10102 41705365 41705466 CCATATGCATTGATGTTCTCG TCCCACCTAACCTATGACAACC 220

Ai02B11026 Araip.B02 11026 p2 (AT)6 12 41749402 41749413 GGGGACAAAATTACCCCAAT TGTAATGGGGCCAAGGTAAA 250

Ai02B11028 Araip.B02 11028 p3 (GAA)8 24 41762257 41762280 AGCTCCTCCCCCTAATGAAA GGGAAGAGATACCCGAAAGC 202

Ai02B11033 Araip.B02 11033 p2 (AG)9 18 41833256 41833273 TCGAAAAATATGAGAGAGAAAGAGG TCAATTTTCAAATCTTTGATTAACTCT 243

Ai02B11036 Araip.B02 11036 p3 (CAT)5 15 41859098 41859112 GGCAGAATCCCTTGTGCTTA GATCACTTAGCGGCTCTTCG 220

Ai02B11037 Araip.B02 11037 p2 (GA)7 14 41860625 41860638 TTCATGTTATGCATGCTTGTGA CCACGCCTTCTCAATTTGTT 174

Ai02B11040 Araip.B02 11040 p3 (AAT)5 15 41886319 41886333 GGGGAAAGTTGTGAAAAGCA TTTGAGTCATTATCCCTCACCA 219

Ai02B11041 Araip.B02 11041 p2 (GA)7 14 41886546 41886559 TCACAAGCATATGGTGAGGG CCTTCTTTCTTCTTTCCCCC 243

Ai02B11046 Araip.B02 11046 p2 (GT)7 14 41912943 41912956 CAACGCAAATGTGGTGAAAC GGCTAAGGTAAGGGTGAGGG 194

Ai02B11049 Araip.B02 11049 p3 (TCA)5 15 41949979 41949993 GAAGTTTTCTCGGCAGCATC ATGGCAAGAGATGATGAGGG 224

Ai02B11050 Araip.B02 11050 p5 (AAGAT)5 25 41953609 41953633 GGAATACGACCCAAATCCAA TGCTGCTGATCCTTTGTCAC 278

Ai02B11053 Araip.B02 11053 p2 (GA)7 14 41976899 41976912 TTTGCAATAATCCACAGGCA CCCCCTTCCCCTTTCTATCT 248

Ai02B11056 Araip.B02 11056 p2 (CT)6 12 41992674 41992685 TTCTTATCTTTTCGTTTCAAGTTTCA GAAGGGGATGAGAGGAGAATTT 231

Ai02B11057 Araip.B02 11057 p3 (TTC)5 15 41995108 41995122 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 248

Ai02B11058 Araip.B02 11058 c (T)13aaaagaaatataaggacatgtaggtgtaaaagcatgaaagtattaataaggagaagagttattgaagaag(A)1093 42002543 42002635 GCTGCTCCTGCGTAACTTTC GAGACAACCCACTGCGGTAT 232

Ai02B11060 Araip.B02 11060 p2 (AT)7 14 42012048 42012061 TTCCCAAATACGATTTTCCG CTTGATGCAACCCAGAGCTA 259

Ai02B11061 Araip.B02 11061 p2 (AT)7 14 42012567 42012580 TCTGGGGAAGCGAAAAATAG CTTGATGCAACCCAGAGCTA 151

Ai02B11062 Araip.B02 11062 p5 (AAGAT)5 25 42030770 42030794 CAAATCCAAAGGCAGCCTAA TGCTGCTGATCCTTTGTCAC 216

Ai02B11063 Araip.B02 11063 p5 (AAGAT)5 25 42051076 42051100 GGAATACGACCCAAATCCAA TGCTGCTGATCCTTTGTCAC 278

Ai02B11064 Araip.B02 11064 c (T)10c(TA)7 25 42058851 42058875 CTAAGCCAGCATTTTCGAGC TGATCATCCCAATATTTTTAGTTCATT 279

Ai02B11068 Araip.B02 11068 p2 (TA)14 28 42086186 42086213 GCCAGCTTATGGACTCCTTG CATCATTCAGTCATCCAGCC 156

Ai02B11074 Araip.B02 11074 p2 (TA)10 20 42126269 42126288 CGTTGGATTTTTATGCCGAT TAGGTGGAAGACAACCCACC 280

Ai02B11077 Araip.B02 11077 c (T)10atgttcataaaaaaaaatattacaat(ATAA)556 42155003 42155058 GGGGAATTATGGGAACTTGG GGGGTAATTTTGCCCCCTAT 194

Ai02B11081 Araip.B02 11081 c* (A)10(AAT)5* 23 42207769 42207791 TAACATGTGGTGGCAATGCT TGGCTTTTTCTGCTTGCTTT 255

Ai02B11083 Araip.B02 11083 c (A)10tttaatg(A)11 28 42230281 42230308 GGAGAGTTGGAAACATTGGG GGCATTTTTGTCCCCTTTTT 255

Ai02B11088 Araip.B02 11088 p3 (GAA)5 15 42269709 42269723 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai02B11092 Araip.B02 11092 c (TC)6(T)11 23 42324350 42324372 AAGCATGCCATTTCGAGTCT TGAAGCAAGAAAAAGCAGCA 111

Ai02B11102 Araip.B02 11102 c (A)10ctattaacctttttc(A)1338 42373892 42373929 CGAAAATATCTCCCTCTTTTTCAA GGGTTCGAATTTGGTGAGTG 208

Ai02B11105 Araip.B02 11105 p2 (GT)6 12 42401192 42401203 AAGCCTTAAAGCGGAAAACA ATTCACCCAATGTCCCAAGA 111

Ai02B11108 Araip.B02 11108 p2 (AG)6 12 42448058 42448069 TCAGGAGTGGATCCTTCATTG AGCCCGAATAGAGAGAAGGG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B11109 Araip.B02 11109 p2 (CT)6 12 42464288 42464299 CAGAAATTTTTGCCCTCGAA AGGAAAGCGGATTCTTGTGA 250

Ai02B11111 Araip.B02 11111 c (A)10ttt(A)11 24 42470563 42470586 TGCACCAATTAAGGGACACA ATCCAACCGTGACAAGAAGG 259

Ai02B11113 Araip.B02 11113 p2 (TC)7 14 42489963 42489976 GGAGCTCGCATATTTTCACC GCAATGGCAACTTAAATCAAA 280

Ai02B11116 Araip.B02 11116 p2 (TA)11 22 42494948 42494969 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 277

Ai02B11120 Araip.B02 11120 p2 (AG)7 14 42527194 42527207 ATAAGCCAATTGGGCAACAT GGCCCAGATCCAAGTACAGA 275

Ai02B11121 Araip.B02 11121 p2 (AT)14 28 42528068 42528095 TCATGCAATTCCAATTTATCCA CAAAATCCAGTGAGGGTTCAA 234

Ai02B11123 Araip.B02 11123 p2 (AG)8 16 42536928 42536943 ATAAGCCAATTGGGCAACAT GGCCCAGATCCAAGTACAGA 277

Ai02B11124 Araip.B02 11124 p2 (AT)25 50 42541680 42541729 AGAATCAGCGAGGACGATGT AAACCGCATAACCTTTCAAAAA 226

Ai02B11125 Araip.B02 11125 p2 (AG)8 16 42547452 42547467 AGCCAATTGGGCAACATATC CCATTCAAAGGAGGCTCTCA 219

Ai02B11129 Araip.B02 11129 c (AT)7agaaaaagaaatag(A)1139 42579292 42579330 TGGGAATTGGGTACATGCTT ACTTTGGGGCATTTTTCTCC 195

Ai02B11130 Araip.B02 11130 p2 (TA)8 16 42591525 42591540 GGGCATTTTTGTCCCTTTTT TGGGTATGGAAAACTTGGGA 241

Ai02B11132 Araip.B02 11132 p2 (GC)6 12 42593231 42593242 CACAAAGTCAGCCCAAGGTT GACCTGAGAGTTGCGCCTAC 205

Ai02B11133 Araip.B02 11133 p3 (AAT)5 15 42597845 42597859 ATCCGCTTCCACAAGAATGT TTCGAAAATTATCCCTCCCC 253

Ai02B11134 Araip.B02 11134 c (A)10taaaattaattagttaataaaaaaaagaaatttttgaaaaagagggaagatattttcaaaaaat(GA)686 42598115 42598200 AGAATAAGATGGGGGAGGGA TCTTTTCAAAATTTGTTTCACCT 275

Ai02B11135 Araip.B02 11135 p4 (TTAT)6 24 42599022 42599045 GCCAGGCTTCAACAAATCAT TCGAGTTTGGACAACTGACG 218

Ai02B11139 Araip.B02 11139 p2 (AG)6 12 42614671 42614682 TTTTGACCCAGTTTTCAGCC AACATTGAACCTGTGATGAAGAAA 190

Ai02B11140 Araip.B02 11140 c (A)10gaggtcaagggcgcgtacgcacgttgt(GC)649 42619163 42619211 GGATTCAAAGGTGGAGTGGA ACTGTTTTTAGCGAGTCGGC 280

Ai02B11141 Araip.B02 11141 p2 (AT)6 12 42632224 42632235 AAAGTGGTGGAATGCCATGT TCCAATGAGGGTCCAATAGC 275

Ai02B11142 Araip.B02 11142 p3 (AAG)5 15 42638468 42638482 GAACCTCCATGGGAAAGTCA TGTCGTGAAGGATGATGGAA 257

Ai02B11144 Araip.B02 11144 p2 (AT)6 12 42645213 42645224 CCGGTCACGAGTTAACGATT TGCTTAATGCAACCCAAGTG 275

Ai02B11145 Araip.B02 11145 c (A)11g(A)10 22 42682840 42682861 ACAAAGGCTTGCGAAAAAGA GCCTTTTCGTTTAAAGGGCT 105

Ai02B11147 Araip.B02 11147 p4 (TTTA)5 20 42696550 42696569 TGCTCTTGCCTTTTGGTTTT TATTTGATGTGGTGGCGTTG 274

Ai02B11148 Araip.B02 11148 p2 (TA)7 14 42729037 42729050 TGGGGTAATTTTGTCCCCTT GTGTGGGGAAACTATGGGAA 233

Ai02B11149 Araip.B02 11149 p2 (AG)6 12 42735654 42735665 GATGCTTTTGAACCCAAGGA TGTTCATCAACATAACAGAGAGCA 260

Ai02B11150 Araip.B02 11150 p2 (CT)8 16 42741880 42741895 GCACCAACTTGGCGTTAAAT TTGGGGAAGAGTGAATGAGG 235

Ai02B11152 Araip.B02 11152 p3 (AGA)7 21 42769864 42769884 TCTTCCCTTTCCCCCTTCTA AACCACATCTCCCTCTCCCT 177

Ai02B11153 Araip.B02 11153 p2 (GA)6 12 42770120 42770131 GGAGAGGGAGAGGGAGATGT TTTCTTATCTTTTTCAAAACCACC 274

Ai02B11157 Araip.B02 11157 c (T)10ctatatattatttttttc(T)10g(TA)651 42777207 42777257 TATTGAACCTTGCTTTGGGG TTGATTTTGGGAGAGTTGGG 279

Ai02B11161 Araip.B02 11161 p2 (TA)6 12 42823405 42823416 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai02B11163 Araip.B02 11163 p3 (TGA)5 15 42859507 42859521 TGGAAAAGTAAAAAGGGAAGAAGA TAGACCTGTGCCAAAATCCC 167

Ai02B11166 Araip.B02 11166 p2 (CT)7 14 42909119 42909132 TTTCAAATTTGTTTCAACCAACTAA ATAAGATGAGCGAGGGGGAG 261

Ai02B11168 Araip.B02 11168 p3 (CTT)5 15 42920427 42920441 TCCACTCCCTTGTGTTCCTC CAGAGCCTCCTTCTACGGTG 256

Ai02B11175 Araip.B02 11175 p2 (TA)6 12 42949833 42949844 CTCCAACTCATTCATGCCCT TTGCCTGCTTTCATGAGCTA 250

Ai02B11179 Araip.B02 11179 c (T)10ctttcttgcatgcatatag(T)1140 42968419 42968458 ACCACTGATGCTCAAAGCCT AAAGAAAAAGCATGCTGCAAA 140
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Ai02B11180 Araip.B02 11180 p2 (TA)6 12 42975011 42975022 ACAAGCAGATGGTTTGGGAC GAAAAACAAGGCTTGCAAAAA 246

Ai02B11183 Araip.B02 11183 p2 (AT)7 14 42988251 42988264 TCAGTGGTCGCACCATTATC ACCTATACTTGGGGCAGGCT 271

Ai02B11184 Araip.B02 11184 p3 (ATT)5 15 42995499 42995513 TACCTCCCTGCAATTCCTTG GCGCCATTTTGATGATAGGA 190

Ai02B11185 Araip.B02 11185 p2 (TA)6 12 43007833 43007844 TGGGATATTTTTGTCCCCTTC GGAGAGTTGGAAACATTGGG 266

Ai02B11187 Araip.B02 11187 p2 (AC)7 14 43008911 43008924 AAGGAAGCGTGAATTGTTGG TTCTTTTGTGCAATGGTGACA 161

Ai02B11188 Araip.B02 11188 c (AT)6aatatctcttgggttgcattaggcaacaa(AT)653 43019841 43019893 GCCTCAGGGCAACAGATAAA GGGCAGAAGGCTTATTGAAA 169

Ai02B11190 Araip.B02 11190 p2 (AT)6 12 43028049 43028060 GGTTACCTCAGGGCAACAGA CTTGAGGCAACCCAAGAGAT 140

Ai02B11192 Araip.B02 11192 p3 (GAA)5 15 43039475 43039489 CCGGTCTTAGGTGCCATAAA GCCCTCCATTCTTCATCAAA 206

Ai02B11193 Araip.B02 11193 c (AAT)5atagatcctttataccacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)799 43041129 43041227 TTCTTGTCCTTGCTCCTGCT CCTCACACCACCAAAAATCC 172

Ai02B11194 Araip.B02 11194 p2 (AG)6 12 43041456 43041467 GAAATTTTGAAAAAGGGGGA TCTTGTGATTTCTTGTGAATCAA 280

Ai02B11196 Araip.B02 11196 p4 (TTTA)6 24 43087614 43087637 CCATGATGGAGAAAGGGAGA TCAAAACTTCCTGACCGCTT 166

Ai02B11197 Araip.B02 11197 p2 (AT)19 38 43099780 43099817 TTGTCCCATGTGCATTGATT CAAAAGTGGGAAAAATTTGGG 210

Ai02B11198 Araip.B02 11198 p2 (AT)19 38 43100026 43100063 TTGTCCCATGTGCATTGATT TAAGTGTGGGGAAAAGTGGG 273

Ai02B11199 Araip.B02 11199 p2 (AT)16 32 43104610 43104641 TTGTCCCATGTGCATTGATT TGTGGGGAATTTTATGGGAA 262

Ai02B11202 Araip.B02 11202 p4 (TAAC)5 20 43113100 43113119 GGCATGAAGAGTTCAAAACCA TCCCTCCTTCAACCATCAAC 261

Ai02B11204 Araip.B02 11204 p2 (AT)9 18 43146660 43146677 TCCCACATGTTTCCCACTTT GCGTGCTCATGTGAAATCAA 182

Ai02B11205 Araip.B02 11205 p2 (AT)6 12 43147831 43147842 CGAGTAATCCCGATTTTCCA TCCCCAGAGCAGAGCATAGT 132

Ai02B11210 Araip.B02 11210 p2 (CT)6 12 43197033 43197044 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGG 260

Ai02B11216 Araip.B02 11216 c (T)11gaaaattaattgggaaaaacgaaaaagaagaa(T)1053 43232483 43232535 TGAAGATCATGAAGAATGCAATG GACGGTTCATCTTGTCGCTC 276

Ai02B11217 Araip.B02 11217 p2 (AT)17 34 43236264 43236297 AGCATGCTCATGTGAAATCAA TTCCCAATAGGTTTCCCACA 179

Ai02B11219 Araip.B02 11219 p2 (AG)6 12 43238760 43238771 CGGCCCAGAAAACACATATT ACATTGAACCTGGGATCGAG 190

Ai02B11221 Araip.B02 11221 p2 (TA)8 16 43248215 43248230 TTGGGATAATTTTGTCCCCTT GAAAACTGTGGGAACATGGG 237

Ai02B11223 Araip.B02 11223 p3 (CTT)5 15 43251293 43251307 TCTTGACTTTCCCATGGAGG TACCAGAAACCCCAGTGGAC 133

Ai02B11226 Araip.B02 11226 p2 (TG)17 34 43323543 43323576 TTCTCTGACCATCCTTGGCT AGGAGCCTTGAAGGATGGAT 222

Ai02B11229 Araip.B02 11229 p2 (TA)82 164 43346672 43346835 TCCCTTTTTATTTCTTTTTCTTTTT GGGCATTTTTGTTCCCTTTT 278

Ai02B11233 Araip.B02 11233 p3 (TGG)5 15 43396916 43396930 TCGATGCCCTGTGATACAAA TCAACCCTCATTGTCAGCAG 213

Ai02B11235 Araip.B02 11235 c (A)12gagaagagaaaaaggaaaaatgggcaccgacgcgccagcgaactgt(GC)670 43434191 43434260 GGGAAAATGCTATGTTTTGGA GTGGGCATAACTCTCGGGTA 223

Ai02B11236 Araip.B02 11236 c (T)10ctttctc(T)12attttttttaatttttttatatataaaaattgttctttgctgctttttcttgcttcaagaatcatttttatgatttttcagattatcaata(T)10ctttctc(T)11148 43441891 43442038 AAAATAATGGAAAATCCATGTGC TCCTTGAGTAGTCTAAGATCTCACC 279

Ai02B11240 Araip.B02 11240 p3 (AAC)5 15 43455687 43455701 AAGTTTGTGGAATCTGCGCT TTCCACCTCTGATTTCCCTG 232

Ai02B11242 Araip.B02 11242 p2 (TC)6 12 43463489 43463500 TCGAAAATCCCTCCCTCTTT TCGAATTTGGGTGAGATGAA 198

Ai02B11243 Araip.B02 11243 p3 (TTC)5 15 43465681 43465695 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai02B11245 Araip.B02 11245 c (AT)8taagtaattaaataaggggatacaaaaaaaaag(A)1059 43471082 43471140 TCCACGGGATGATATGAAAAA TTGTCCCATGTGCATTGATT 259

Ai02B11246 Araip.B02 11246 p3 (GAA)5 15 43473798 43473812 GTGTAGTGCCACCGGAAGAG TTAAAGCCTCGCACCTTGTT 167

Ai02B11250 Araip.B02 11250 p2 (CT)6 12 43500212 43500223 GAACCTGGGATTTAGAGGCA CAGCGTGTTTTAATTCGCAA 238
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Ai02B11251 Araip.B02 11251 p2 (AT)12 24 43507796 43507819 AAGACCAGCCTGCCTTGTAA ATTCCACTTTTAAATACATTTTGGA 279

Ai02B11255 Araip.B02 11255 p2 (TA)6 12 43546543 43546554 TGGCATGTCCTCATGCTTAG ATGAGCTGCCTTCTTGCATT 223

Ai02B11256 Araip.B02 11256 p2 (GA)6 12 43549799 43549810 GCAAGGAGAGAAGAAGAAAAAGAA GCACAGCTTCCCTGATTTTC 174

Ai02B11257 Araip.B02 11257 p2 (AT)6 12 43564275 43564286 TGGGACATTTTGTCTCCTTTTT TAAGTGTGGGGAAGTTTGGG 195

Ai02B11258 Araip.B02 11258 p2 (AC)6 12 43565375 43565386 GGAAAAACAAGGAAGCATGG TGCTTGTGTGTTTATCTTGGC 241

Ai02B11259 Araip.B02 11259 p2 (CT)8 16 43571474 43571489 TCGAATACTCTCTCTCTTTTCTCTTTC TTTTCCCTGTTCCTGCTCAT 239

Ai02B11260 Araip.B02 11260 p3 (AAT)5 15 43572738 43572752 CCTGAGAATCCTGGAATGGA GATGATGGAAAAGGCTTGCT 185

Ai02B11266 Araip.B02 11266 p3 (TTC)5 15 43596770 43596784 TCTCTCTCCCGCACTCGTAT AAAACGGTGTCGTTCCAGTC 202

Ai02B11267 Araip.B02 11267 p2 (TA)6 12 43597436 43597447 CATCGATGATAGCTGCGAAA ACCCACACAAACACAAGCAA 220

Ai02B11269 Araip.B02 11269 p4 (TTTA)5 20 43600225 43600244 TCCGTTGCTTGGGAAACATA CAGACCCTGAAACCCAAAAA 199

Ai02B11270 Araip.B02 11270 p2 (TA)6 12 43606429 43606440 AAAAGGAAAAGAATTGGCCG GGCCGGTTTGAAACTAATGA 151

Ai02B11271 Araip.B02 11271 p2 (AT)6 12 43608677 43608688 GCGGAGCTACAGGAGCATAG GCCTTGAGAATACGAACCGA 235

Ai02B11279 Araip.B02 11279 p2 (AT)8 16 43660086 43660101 AGGGGACACAAAATTACCCC TAATGGGGTTAAGGCAAGGG 269

Ai02B11280 Araip.B02 11280 p4 (TCAT)5 20 43674647 43674666 AGGCTGGAGAATGAGGGAAT GGAACATTGAACCTGGAATTG 161

Ai02B11283 Araip.B02 11283 p3 (TTC)5 15 43693977 43693991 TTGGTGATGAAACCCAATGA AGTTACGGTGCTCCGATTTG 218

Ai02B11285 Araip.B02 11285 p3 (GAA)5 15 43699632 43699646 TTGAAGTCAATCCAGCTCCA CGTAAACCTTTTTCGCGTTC 155

Ai02B11288 Araip.B02 11288 p2 (TA)13 26 43708394 43708419 GGTCGCTTTATTCTCGTCCA TGTCAATGCTAACCAATCCAA 253

Ai02B11293 Araip.B02 11293 c (TA)7tttttctttttctcgttttc(T)1145 43735177 43735221 TGGGGTAATTTTGTCCCCTT GTGGGGAACATGGGTTGATA 229

Ai02B11297 Araip.B02 11297 p3 (AGA)6 18 43787226 43787243 CGGTCTTAGGTGCCATCAAT CCATTCATGGTCATCCCTTC 193

Ai02B11298 Araip.B02 11298 p2 (AG)6 12 43789692 43789703 TTTCCTCTCCAGGGTCCTTT CCTCCCTCACTCACCAAAAA 218

Ai02B11299 Araip.B02 11299 p2 (AG)8 16 43789915 43789930 TTTTTGGTGAGTGAGGGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 259

Ai02B11301 Araip.B02 11301 c (TA)6ttagttgcttgaagcaacctagagctatatttatatatatattagttgcttgaagcaacccagagctatatt(TA)696 43823817 43823912 GCTTGAAGCAACCCAGAGC AGAAATCGGTTCAAGGGGAG 278

Ai02B11302 Araip.B02 11302 c (GAG)5gatcctgaggnnnnnnnnnnnnnnnnnngtagggaaactaagttacctacagctattttccgcttccccagagcagagcagag(TA)6110 43824214 43824323 TGTACTCGCGAATGGTTTTG TTCCTGGATACCATTTTCCG 271

Ai02B11303 Araip.B02 11303 p2 (AG)7 14 43827594 43827607 TCCTCCAAATCAGGCTGAAC TTTCAAAATTTGTTTCAACTAACCA 278

Ai02B11305 Araip.B02 11305 p2 (TA)6 12 43832564 43832575 GGGTTGTGTGTTCTTTGGCT TTCAGAATCACAACAATCCACAC 198

Ai02B11306 Araip.B02 11306 p2 (AT)11 22 43838636 43838657 TTCTTGATTTTTGGTTGGGC TACCAGAATTCAGACGCCAA 245

Ai02B11308 Araip.B02 11308 p2 (CT)6 12 43842921 43842932 GAACCTGGAATTGAGAAGCAA GAATCCAGGAGGGAATGGAT 152

Ai02B11309 Araip.B02 11309 p4 (TTTA)6 24 43859604 43859627 TGACAGCTGCTGCTTTGTTT CCTTACCACTTTCTCTCTCCTCA 262

Ai02B11311 Araip.B02 11311 p2 (CT)6 12 43864214 43864225 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGG 258

Ai02B11315 Araip.B02 11315 p3 (AGA)5 15 43898259 43898273 AAGCTTTTGCCTTCCCTTTC CAATCCACCTAAAACCCCCT 214

Ai02B11316 Araip.B02 11316 p2 (CT)11 22 43902919 43902940 TTTGCATTTGCATGTTGTCA TTGAAAAAGAGGGAGATAATTTCG 278

Ai02B11317 Araip.B02 11317 p3 (TTC)5 15 43906008 43906022 CACCTTCCCTTCTCCCTCTC TCTAGAGGATTCCCCGGTCT 161

Ai02B11318 Araip.B02 11318 c (A)11gagaaaataataggcg(A)1037 43907347 43907383 TGAAGCAACAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 248

Ai02B11320 Araip.B02 11320 p3 (TTC)5 15 43910672 43910686 TCTTTCTTCCACCCTTCCCT AAGCGCGACAAGGTTAGAAA 234
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Ai02B11321 Araip.B02 11321 p2 (AT)7 14 43915048 43915061 CAGGGTTGTAATGGGGCTAA TGGGAATCATACAAAAGTGGG 169

Ai02B11324 Araip.B02 11324 p4 (TTTC)5 20 43922441 43922460 TCCCCCTCTCCTCTCTTCTC CCCTAACCCTATTTTCCCCA 195

Ai02B11327 Araip.B02 11327 p4 (TAAA)6 24 43932637 43932660 CCTGATCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252

Ai02B11328 Araip.B02 11328 p2 (TA)7 14 43945830 43945843 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 269

Ai02B11329 Araip.B02 11329 c (AT)6cacgcggccacgtgggtcacgcggtcgcttgggtggtgtttttcgcaatatgacgcgatcgcatggggcatacggtcacgtcgtgcaaccac(T)12116 43950062 43950177 TCCAGCCCAACTTTCTGTTC GCATTCTGCACTTTTCATGC 176

Ai02B11330 Araip.B02 11330 p3 (TTC)5 15 43957542 43957556 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 215

Ai02B11331 Araip.B02 11331 p2 (AG)6 12 43974088 43974099 AAACCTGGGATCGAGAGTCA TCACAGTGACGGAAATCAGC 256

Ai02B11333 Araip.B02 11333 p3 (ACC)5 15 43985477 43985491 GAACCCAAATGCAGAACTCAA AAGGGAAAAGGGTATCACGG 279

Ai02B11334 Araip.B02 11334 c (CCCTT)5ccccaaaccaaacacccccgtgatacccttttcccttccccgtttaacccattttctttttc(T)1198 43985655 43985752 AGGAGGAGGAGCAGGAGC TCCTGCTATAAAATGGTCTCGAA 258

Ai02B11336 Araip.B02 11336 p3 (GTG)7 21 43987079 43987099 TGGTTTTCTTGGAAGGGATG CCTCTTACCTCCCCTTCACC 279

Ai02B11337 Araip.B02 11337 p2 (AG)7 14 43991427 43991440 ACGAGGGAGAAGGATTTTCG TCCTTATCTTTTCAAAATTTGTTTCA 260

Ai02B11344 Araip.B02 11344 p2 (TA)8 16 44012485 44012500 ACACATTTGCACCGTGTGTG CGCATGGTTTAAAGAATCCAC 228

Ai02B11345 Araip.B02 11345 c (GGT)5a(GTT)5 31 44013284 44013314 CAAAATTCTGCTCCCTTTCC CGAGAAAAGTTGGCTTCTGG 100

Ai02B11350 Araip.B02 11350 p2 (CT)6 12 44029871 44029882 TTGTTTCTTATCTTTTTCAAAACTACC GAAGGAGATGAGGGAGAAGGA 218

Ai02B11351 Araip.B02 11351 p2 (CT)6 12 44035774 44035785 AACCTGTGATTGTAGAAGAAATGC ATCAGCGTGGTAGATTTCGC 239

Ai02B11353 Araip.B02 11353 p5 (AAAAT)5 25 44041278 44041302 AGTTTGGAGGGTGTTGTTGC AAAAATCTTTTTCAAACCTTTTCTC 252

Ai02B11354 Araip.B02 11354 p2 (CT)6 12 44042450 44042461 AAAGGAATATTGAACCTGTGATTG CAGCGTAGTAGATTTCGCCC 249

Ai02B11364 Araip.B02 11364 p2 (AT)12 24 44078097 44078120 AAGCCTCTGAGGATATGGCA TGATCCTTGGTTCCCACATT 150

Ai02B11366 Araip.B02 11366 p2 (AG)6 12 44084367 44084378 GTTTCTCCGGCCTTAGGTTC AAACCCACCCCCTTCATAAC 265

Ai02B11367 Araip.B02 11367 p2 (GA)6 12 44087562 44087573 TTCGAACACAGACAGAGGGA CAAAAATCACTAACCACTTTTTCAA 254

Ai02B11369 Araip.B02 11369 p2 (AT)6 12 44104210 44104221 GGATAAGGTTTTGGGTCGGT CTGCATGTCTAAGACCGCGT 148

Ai02B11370 Araip.B02 11370 p3 (TTA)18 54 44104958 44105011 TTTTCCATATGCCCTGCTTC TCTGCTTCTGAATTGCTTGC 279

Ai02B11376 Araip.B02 11376 p2 (CT)6 12 44183403 44183414 CCTGTGATTGAGAACCACTCC CAGCGTGGCAGATTTCTTCT 235

Ai02B11379 Araip.B02 11379 p2 (AT)16 32 44231404 44231435 TTTTCAGGGTTGTAATGGGG CACATGCCACATGGGATAAA 241

Ai02B11380 Araip.B02 11380 c (TA)7ttgtatcccttatttaattacttaa(T)1049 44231637 44231685 TCCCATGTGGCATGTGTATT GGAAGCATGCTCATGTGAAA 143

Ai02B11383 Araip.B02 11383 p3 (TCC)5 15 44239505 44239519 ATCACTGGTAGGGATGGCAG ACACACCATCTGAGCCATCA 239

Ai02B11384 Araip.B02 11384 p2 (AT)6 12 44242225 44242236 TATTGTGCAAGTGACGCGAT GCGTCATACTGCGAGAAACA 184

Ai02B11385 Araip.B02 11385 p2 (AT)6 12 44256866 44256877 ACAGCTTGGTTCAGCCACTT AAAAAGCAGTGAAAAGCTTGC 208

Ai02B11386 Araip.B02 11386 p2 (AG)12 24 44258873 44258896 GGGTTTTTGGGGAAGAGGTA CAGAAAGGGGACAAAAGCTG 266

Ai02B11387 Araip.B02 11387 p2 (GT)6 12 44288929 44288940 CCGAAGACCCACTCCTAATG CCAATCAAGGCCACAAGAAT 201

Ai02B11389 Araip.B02 11389 p2 (GA)7 14 44298616 44298629 AACTCACCGGTGGTCGATAG GGTAACCTGCCCTGTTGAGA 215

Ai02B11391 Araip.B02 11391 p2 (AT)8 16 44314983 44314998 CTTGGGACATTGGTTGAGGT ACTTTGGGGCATTTTTGTCC 210

Ai02B11392 Araip.B02 11392 p2 (CA)6 12 44316158 44316169 AAGCATGCAAAGAGGGAGAA GCTGGCCATGATTTCACTTT 263

Ai02B11393 Araip.B02 11393 p4 (TTAT)5 20 44317898 44317917 CGCTTTTAACAACGAATCAGG GGATTGGATTGCGGATTTTA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B11394 Araip.B02 11394 p2 (GA)9 18 44324611 44324628 GGGAGGAAAGAAGAAAAGAAAA GCGACCGCGTCAATTAGTAT 239

Ai02B11401 Araip.B02 11401 p2 (CT)10 20 44393129 44393148 TTTCTTCCTTCTCCCTTCCC CAAGTCACAAGCATATAATGAGGG 253

Ai02B11406 Araip.B02 11406 c (CAC)7aaccacaaacacaaacaccactccctcacccttccggtaacg(T)1073 44435214 44435286 TGGACCAAATTACCCTCATCA ATCGATTTCGTCCCTAGCCT 247

Ai02B11409 Araip.B02 11409 p2 (TA)7 14 44439596 44439609 ATCAAGGGTTAAGGGTGCCT AAATCACTAAACAGCAAAACCACA 260

Ai02B11410 Araip.B02 11410 p3 (GAA)5 15 44440556 44440570 ATCGTCGTGTTTCTCCTCGT CTCTTCCTCATCTTCTGCTGC 149

Ai02B11412 Araip.B02 11412 p2 (AG)6 12 44443314 44443325 AATCCATTTTGAGTGCAGGG ATCGGATTCCATGTCTCCTG 276

Ai02B11417 Araip.B02 11417 p3 (CTT)5 15 44447224 44447238 GCCTCTTCTCGAAATCATCG CGAAAAAGAATGGGTGAGGA 225

Ai02B11418 Araip.B02 11418 p3 (GAA)5 15 44452701 44452715 GCAGCATCAGATGAACCTCA TCTTCCTTCTTCATTTTCGCA 242

Ai02B11419 Araip.B02 11419 p3 (GAA)5 15 44457100 44457114 GCAGCATCAGATGAACCTCA TCTTCCTTCTTCATTTTCGCA 242

Ai02B11421 Araip.B02 11421 p3 (ATT)5 15 44471232 44471246 TTCCTAGCTATCACACCAAGC TTCTGTTTTCACTTTTTGATCATCT 144

Ai02B11422 Araip.B02 11422 c (T)10atttaaatatttgcatgtttaaatttgcaaacatgctccgttttttcattccttttttttcc(T)1082 44494811 44494892 TTCCTGTCTCCAACTTGTTTTTC CCAAACAACCTCGTTTTTGTC 270

Ai02B11425 Araip.B02 11425 p2 (AT)10 20 44496400 44496419 TGTTCAAATTCAGATTCAATTCTCTC TGTGAATGTTGGGCATTGAT 251

Ai02B11426 Araip.B02 11426 p2 (AG)6 12 44499300 44499311 GAAGCTGGAAGGGGGAATTA GGAGCAAGAGTGCATCAACA 256

Ai02B11428 Araip.B02 11428 p2 (CT)6 12 44509659 44509670 TGTTTGTTTCTTATCTTTTTCAAAACT ACAAGGGTGAGGAGAGCAGA 242

Ai02B11429 Araip.B02 11429 p2 (TC)6 12 44509822 44509833 CGAAAATATCTCCCTCTTTTTCAA ACAAGGGTGAGGAGAGCAGA 187

Ai02B11430 Araip.B02 11430 p2 (CT)7 14 44511864 44511877 ATGCCTAATTTGGTGCAAGG AGGAGATGGAGGGATGTGTG 225

Ai02B11431 Araip.B02 11431 p3 (TCT)9 27 44512014 44512040 CCGAATACACACATCCCTCC TTCTTAGTGATGGGCTTGGG 256

Ai02B11435 Araip.B02 11435 p3 (ATT)5 15 44548178 44548192 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 232

Ai02B11436 Araip.B02 11436 p3 (GTG)5 15 44552328 44552342 AAGAGGAATCGCAGTATGGC ATTCATCCCCTTTTCCAACC 195

Ai02B11438 Araip.B02 11438 p2 (AT)12 24 44560959 44560982 TCCGCTCATCACATATCATTT GGCTCAAAAATTCACAGGTTG 218

Ai02B11441 Araip.B02 11441 c (CA)6ccaggataggccttctgttggtggcgctagcacaggtgagacgcaatcacaccaagtgatgtgtg(CA)689 44597631 44597719 GCCCTTCATAAAGTGTGCGT GCGCACAACTCAGCAAAATA 168

Ai02B11442 Araip.B02 11442 p3 (AAC)5 15 44607712 44607726 CAGAGGAGGCAGAGACAACC GTGTTGTGGTCCTTGGGACT 118

Ai02B11443 Araip.B02 11443 p2 (AG)6 12 44617385 44617396 GGGAGATGAGAGAAAAGGGG TTTCTTACCTTTTTCAAAACCACC 218

Ai02B11445 Araip.B02 11445 p4 (ACAT)5 20 44627369 44627388 GAAGTTGTGATTGGATGATGTGA CCCTTGAAACAAAATTCTTGGA 204

Ai02B11446 Araip.B02 11446 p2 (TC)6 12 44638771 44638782 TCTTTCTTCCCCTTTCCTCC TTGCAACAATCCACAAGCAT 262

Ai02B11448 Araip.B02 11448 p2 (AT)9 18 44662991 44663008 CCCTCCAAAACACATGATAAA TGATTTGGCACGCTTCATTA 154

Ai02B11449 Araip.B02 11449 p2 (TC)6 12 44664979 44664990 GGCCCAGATCCAAGTACAGA TGAATCATTGCTTGCTCCAG 220

Ai02B11451 Araip.B02 11451 p2 (CA)7 14 44676743 44676756 GAGACACGAATTCCTCCCAA AATTGTTCCCGTTGCTTGAC 266

Ai02B11453 Araip.B02 11453 p2 (GA)9 18 44684026 44684043 TGATTATGCAAAGGCAGTGG CTTCGCAATAAGGAAGGGTG 158

Ai02B11455 Araip.B02 11455 p3 (TAA)5 15 44690089 44690103 TAATAAAGGCATGGGGCCTA AATGGAGTGACTGGAGGACG 208

Ai02B11456 Araip.B02 11456 p3 (TTC)5 15 44709323 44709337 CCAGAAATGGGCAACAATCT TCGCCCTCGAGTAAGAGAAG 234

Ai02B11460 Araip.B02 11460 p4 (TTAG)5 20 44724239 44724258 CAACCACCACCCACCATTAT AAGTTCACGGAGGCAATGTT 280

Ai02B11461 Araip.B02 11461 p2 (GT)6 12 44724899 44724910 AGGATGAGTGAGGTGCATGTT GGAAGCAAAGAGTGTTGGGA 174

Ai02B11463 Araip.B02 11463 p2 (AG)6 12 44741605 44741616 TTCGCAACCAGTGAATTCTG CCTGATAGAAAGAAACAATCCTGAA 231
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Ai02B11464 Araip.B02 11464 c (AT)10aatac(A)10gtatgttagaattttctgaaaatgtgaaagaatgttgagaatatgttcatgcattcaataatttaatcatatgcattgaga(AAAT)6140 44748610 44748749 TGATTCATGCATCCAATAATTT GGCATTTTGTCCCCTTTTTA 277

Ai02B11465 Araip.B02 11465 c (AC)9(AT)9 36 44749441 44749476 TAAAACCGCATAACCCTTCG AGAAGACGAAGCTTCAGGAGA 275

Ai02B11466 Araip.B02 11466 p2 (TC)6 12 44751802 44751813 CCAAAGGAAACGAAGACCAA GTGCTATCACTGCTGCGTGT 207

Ai02B11467 Araip.B02 11467 p3 (TAA)9 27 44767437 44767463 CGAGTTCCCTGCCTCAAATA CCCAAACCCACTTCATCTTC 236

Ai02B11469 Araip.B02 11469 p2 (AT)6 12 44769142 44769153 TGGGATGTTACAAATTACCCC CCACAAATCTAGCCCTGCAT 245

Ai02B11471 Araip.B02 11471 p3 (AAT)7 21 44784855 44784875 GCATAAAGGAATGACAGCCAA CTGCGGATGATGTTGAGCTA 259

Ai02B11473 Araip.B02 11473 p3 (TAG)26 78 44798709 44798786 TTTTTACCAACCCACCCCTT ACTATTCAAGAGCGAGGGCA 177

Ai02B11474 Araip.B02 11474 c (TTA)10ttttttcttctc(T)1153 44804498 44804550 AAACTTTGAACTTTGGGGCA TTGATTTTGGGAAAGTTGGG 256

Ai02B11477 Araip.B02 11477 p3 (TCT)15 45 44812120 44812164 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 268

Ai02B11478 Araip.B02 11478 p3 (CTG)5 15 44823774 44823788 TGGTCTATGCGATCGAGATG CTAGACACCGTTCTCGAGCC 208

Ai02B11479 Araip.B02 11479 p2 (GA)9 18 44826527 44826544 ACCTGGGAAGCAGAACTGAA CCCCTCTTTCCTCATCCATT 233

Ai02B11482 Araip.B02 11482 p3 (CAG)5 15 44857881 44857895 TCTGAACCCACTTTGGCTCT TGGTCATTGATGTCCCTGTG 158

Ai02B11486 Araip.B02 11486 p2 (AT)8 16 44883723 44883738 GCATCGACTTTTCTTTTGGC TGTTTGATTTGAAGGCTTTGTG 266

Ai02B11487 Araip.B02 11487 c (T)13aatcacaacccatatgcattgattattattgaacttcactttggagaattttgtccccttcttattggttctttttttg(T)10102 44887089 44887190 CCCATTCTTCACTTTTCCACA TTGGGTATGACTCATGCATTAAA 266

Ai02B11488 Araip.B02 11488 p2 (TA)7 14 44887869 44887882 AAATCAATTGGGATGCCCT CCCCTTGCTCATCTGTGAAT 243

Ai02B11489 Araip.B02 11489 p2 (AT)6 12 44895161 44895172 TTTAAACCGCAATACCGCTC TGAAAAAGGGCATAAGACGG 148

Ai02B11490 Araip.B02 11490 p3 (TGT)5 15 44898673 44898687 CTCCTCCTCTCGGTGACAAG CTATTCCCTTCCATCCTCCC 270

Ai02B11492 Araip.B02 11492 c (TA)7tttttttttcttttatttttattttttccaatgcatatgattaaattattggatgcatgaatcatgtcctaaaca(T)1099 44903407 44903505 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 242

Ai02B11497 Araip.B02 11497 p2 (AG)6 12 44929122 44929133 CCTGATCAAAAGAGATAATCCTGAA TTGCAGAAAATGCTCACAGC 233

Ai02B11498 Araip.B02 11498 p2 (AG)6 12 44943202 44943213 GGATTCATAAAGTAGCTTGCAAAA AGGAAATGCATCCATTCAGG 193

Ai02B11500 Araip.B02 11500 p2 (CT)6 12 44948430 44948441 CACGCCTAAATAGAGCAGGG GGGGAGGGTTAGGTTTCTTG 231

Ai02B11501 Araip.B02 11501 p2 (AG)6 12 44952655 44952666 AACAGTCTGCAACATGGAAGAA AATTCCAAGTCCAGAAGGCA 273

Ai02B11503 Araip.B02 11503 p3 (CTT)5 15 44959437 44959451 TTTCAAACGTCTTGGAAGGG AACCCCAATGGACAAGACAG 155

Ai02B11507 Araip.B02 11507 p3 (CAA)5 15 44991775 44991789 TCACCCTCATTCATGTTGGA TGCAGATTTTAGTCAGGCGA 278

Ai02B11512 Araip.B02 11512 p2 (CT)9 18 45028547 45028564 TGGATTAAGGCCCAGAGTTG GCTTGGATTGCAAGTTTCCT 271

Ai02B11515 Araip.B02 11515 c (GC)6acagtgcgctcgcgcgcggatgcccgttttccttgctttttgc(T)1166 45050878 45050943 GTGCGAAATGGGCATAAAGT CCAGCTTGAAACACCTACCAA 188

Ai02B11516 Araip.B02 11516 p3 (GAA)5 15 45075638 45075652 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 275

Ai02B11518 Araip.B02 11518 p3 (GAA)5 15 45101976 45101990 TCTCCGGTCTTAAGTGCCAT ACCCAAACCCTCCCTAAATG 260

Ai02B11521 Araip.B02 11521 p2 (GC)6 12 45121054 45121065 GGAGACTTCACATAGCCCCA CTTTGAAAAGGGTACCGACG 176

Ai02B11525 Araip.B02 11525 p2 (GA)7 14 45152007 45152020 AGTGGAGGTGATTGGTGAGG GCACCAGACTGGCGTTTAAT 264

Ai02B11528 Araip.B02 11528 p2 (CT)6 12 45179586 45179597 TTGGTGCAGGGATGAAAAAT ATAGGTGAGGGGTTTTTGGG 138

Ai02B11530 Araip.B02 11530 p2 (AG)6 12 45233932 45233943 AATCAACTCAATTGCTGGGA GGGCAATTTCTGGGCTATTT 276

Ai02B11533 Araip.B02 11533 c (CTT)23caccgctctaccgccttgccatcctgccgtcttgccacactgcaccaccgcaccaccaccag(CTT)10161 45269405 45269565 AAACTCAGTTCGTCATCGCA TCAGCAACAACAATATTCCACA 270

Ai02B11534 Araip.B02 11534 p3 (TGA)6 18 45269704 45269721 CCACCACCAGCTTCTTCTTC GAACCCACTACCACCACCAC 232
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Ai02B11535 Araip.B02 11535 c (TGG)7ttctggttgtgcgtaggcttctgttctgctgc(TGG)568 45269838 45269905 TTTTTGTCATTCTTGCGATTG TTAGGTAAAAGAAATTTGGCAATAA 239

Ai02B11538 Araip.B02 11538 c (T)10ccaaaac(A)1027 45291512 45291538 TTGATGGGGGTGAGAGAGTC CTTTAAAAGCGTGGCCAAAA 144

Ai02B11539 Araip.B02 11539 p3 (TTG)5 15 45296406 45296420 CCAGTTGAATCCCTCTGGAA GAGAACGAAAAGCTCATGCC 137

Ai02B11549 Araip.B02 11549 p3 (CTT)5 15 45340959 45340973 GGACTTTCCCATGGAGGTTC GATCGATGTTAGGCAACCGT 260

Ai02B11553 Araip.B02 11553 c (TA)8(T)10 26 45347862 45347887 TTATTATTCGCTTTGGGGCA GATTTGGGAAGGTTGGGAAT 190

Ai02B11554 Araip.B02 11554 p2 (TC)6 12 45361841 45361852 CTGACCTGAAGAGGTCGGTC AGAGAGGGAGAGAGGGTTCG 218

Ai02B11558 Araip.B02 11558 p2 (CT)7 14 45386271 45386284 TTTGTTTGCTTCTTACCTTTTTCA AAGCTGGGATAGGGAGAATTT 235

Ai02B11559 Araip.B02 11559 p3 (TAT)5 15 45386613 45386627 TCACATCTCTGCCATCCTCA GTTCTTGTCCTTGCTCCTGC 176

Ai02B11562 Araip.B02 11562 c (A)10ccatatgcattaatatattatgctttc(AT)1159 45391159 45391217 TACCCCATTTGAACCTTTGG TGAAGAGAAACTAGCATTGGGG 245

Ai02B11563 Araip.B02 11563 c (A)10ccatatgcattaatatattatgctttc(AT)1159 45391791 45391849 TACCCCATTTGAACCTTTGG TTGGGGTGATTTTATCCCCT 229

Ai02B11567 Araip.B02 11567 p5 (TTATT)5 25 45448710 45448734 AAAAGCTCAGCAAAGGTCCA CTTACTGGCGTTTTCTTGCC 236

Ai02B11569 Araip.B02 11569 p2 (TA)6 12 45458998 45459009 TTATTGAGGTCACGTGCCAG AAGGAAAGCATGCAAAATGG 251

Ai02B11574 Araip.B02 11574 p3 (TTG)6 18 45510044 45510061 AGTGTTGGTTCGGATCTTCG AACAAACCCACCAACAGGAG 221

Ai02B11575 Araip.B02 11575 c (T)10c(T)10 21 45542946 45542966 TGGCTTTTTCTGCTTGCTTT TTATTTTGATGTGGTGGCGA 279

Ai02B11581 Araip.B02 11581 p3 (GAA)5 15 45574069 45574083 TTGTCTTCCCCTTCCCTTTT CAAACTTACCCCCTCCCTTC 270

Ai02B11582 Araip.B02 11582 p2 (AG)6 12 45576943 45576954 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACTACCCAA 209

Ai02B11583 Araip.B02 11583 p2 (AT)8 16 45582724 45582739 GTTCGATTTAGCTTGCGGAG AAGCTCAAAGAAACCAGCCA 241

Ai02B11584 Araip.B02 11584 p2 (TA)9 18 45586434 45586451 TCACGGGCTGTGTGTTTTTA AGGTAACCCTTGGAACAGGG 246

Ai02B11587 Araip.B02 11587 c (T)10ctttctcttttttttcgccattttttcttttc(T)1153 45613378 45613430 TTTTGGCTTTTTCTGCTTGC TGGCTCTTGAAGAATGATGAAA 184

Ai02B11589 Araip.B02 11589 p3 (TTC)5 15 45649435 45649449 TTTTGGTTGCCCTTTTTCAG ATGCTTGCCCTGTTTGTTCT 271

Ai02B11597 Araip.B02 11597 p3 (ATA)9 27 45678414 45678440 CCGTATCGTGTAAGTGTGGG TTGGTCTTTTTAACATTCTGACCA 265

Ai02B11601 Araip.B02 11601 p3 (AAT)6 18 45694694 45694711 CGGATTTCATGGACAAAAGC TGCTAAGGAAGTTCGAGAGG 255

Ai02B11606 Araip.B02 11606 p4 (TTAA)5 20 45700966 45700985 TCTGAACCGAACCCCTAACA TGTTGGATCAACCTCATCCTC 209

Ai02B11609 Araip.B02 11609 p2 (CT)8 16 45711954 45711969 TTTCTTATCTTTTTCAAAACCACC TTGGGTGCGATGAATTGTTA 261

Ai02B11611 Araip.B02 11611 p2 (TA)6 12 45721284 45721295 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 213

Ai02B11612 Araip.B02 11612 p2 (AG)8 16 45731029 45731044 GGACATTGAACCTGGAATCG AGTTCGCGACCCAGAAAATA 204

Ai02B11637 Araip.B02 11637 c (A)22caaccggaaaaaagatcg(A)1050 45840136 45840185 GGCAGAGCTAGCCAAAGATG TGCTATCCCAAGGAGGACAC 257

Ai02B11640 Araip.B02 11640 c (A)12taaat(A)25tgaatgatgaaaag(A)12tgtatgt(A)1590 45841141 45841230 CCTCGGGATAGCGTCATTTA GGGCATTTTGTCCCCTTTAT 161

Ai02B11644 Araip.B02 11644 c (A)10gcatgagaaaaccg(A)1135 45848644 45848678 GGAAGAGCTTGCCAAAGATG GGACAGATAAAGGCGAGCTG 215

Ai02B11653 Araip.B02 11653 c (A)10gcatgaaaaaacc(A)1437 45850159 45850195 CCTCGGGATAGCGTCATTTA TTTTTCCCAATTTTTGCCTG 241

Ai02B11663 Araip.B02 11663 p3 (ATG)5 15 45860596 45860610 CCATTTTTCAAGTGCTTGGG GCAGACAGGCAGGGGTATTA 238

Ai02B11664 Araip.B02 11664 c (A)10cc(A)10 22 45867628 45867649 TTGTGTTGGATCGTTTTCCA TAAATGACGCTATCCCGAGG 198

Ai02B11670 Araip.B02 11670 c (A)10t(A)10tt(A)1033 45874180 45874212 CCTCGGGATAGCGTCATTTA TCCCGAGGAGGACACATAAG 166

Ai02B11679 Araip.B02 11679 c (T)13caaaaggaataaactactgatttggaaacagcaaactagttaactagtttatctaagtgctcaaagctagcattatgtagggggtgagaatg(T)12117 45943260 45943376 TGCCAATATTCCTCATGCAA GTGTTGCACACCAAAGCAAT 225
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Ai02B11683 Araip.B02 11683 p3 (GAA)6 18 45972711 45972728 AGCTCCTCCCCCTAATGAAA GCATTTTGAGAGGCATACCG 181

Ai02B11686 Araip.B02 11686 p2 (AG)6 12 45987113 45987124 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 229

Ai02B11689 Araip.B02 11689 p2 (TA)7 14 45998107 45998120 GCTGCGCTTGTTCACAACT TCTCGAGCGTTGTGCTTTTA 260

Ai02B11691 Araip.B02 11691 p2 (CT)8 16 46006188 46006203 CCCCTCCCCTTTCTATCTCA CAAGTCACAAGCATATAATGAGGG 241

Ai02B11697 Araip.B02 11697 p4 (TATT)5 20 46049556 46049575 TCCCCAGATAGAGGTTTCCA TGAAGCAAGAAAAAGCGACA 273

Ai02B11705 Araip.B02 11705 p2 (AT)7 14 46110443 46110456 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 274

Ai02B11706 Araip.B02 11706 p3 (TTC)6 18 46117263 46117280 CCCAACCCAACTCATTTTTG GAAGCAACATAAAGGAAATTACAACA 280

Ai02B11709 Araip.B02 11709 c (CT)10aattttcaaaaatatcttccctctttttcaaaaattctttttaattaactaattatttaaattttttattttaattttcgaaaattactaacctttttc(A)14133 46122296 46122428 TTGATTTTCAAATCTTTTTCAACTAAC GGGTGAGGAGAGCAGAGATG 279

Ai02B11710 Araip.B02 11710 c (CT)6ccctcttctccat(TTC)540 46125322 46125361 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai02B11711 Araip.B02 11711 p3 (GAG)5 15 46129996 46130010 ACTGGGCATACTGACATCCC ATCCACCAGAGATGACGACC 255

Ai02B11712 Araip.B02 11712 p2 (TA)7 14 46130534 46130547 TGGAAAAATGTGGATTATTGAGC TCATGCAAGTTACCAAAAGGTG 240

Ai02B11713 Araip.B02 11713 p2 (GT)6 12 46131344 46131355 GCAAAAGTGGGAATTATGGG TTTCAAGGTTGTAATGGGGC 158

Ai02B11714 Araip.B02 11714 p2 (AT)7 14 46133219 46133232 AATGAGGTTGATCCTTGCCA CCTCGGGTCATTTCTCAAAA 218

Ai02B11717 Araip.B02 11717 c (A)10gcttatgcttttaccacaccaaacttagaatattgcttgcccttgagcaagaaaagaaagaattagat(GAA)593 46143276 46143368 CCCATGACTCGGAGGTAGAA CTTTCTTGGCCGAAACACAC 218

Ai02B11719 Araip.B02 11719 c (AT)9gtatatatgtatg(TA)10tg(TA)869 46156542 46156610 AAGCTTGCGCGTAGTTGAAT CCCATCTCAATTGTAAAGGCA 156

Ai02B11720 Araip.B02 11720 p2 (AG)6 12 46165599 46165610 CATCCATTCATGAGGAGGCT CCTCGAATTGCATTCACAAA 215

Ai02B11724 Araip.B02 11724 p2 (CT)16 32 46184447 46184478 TGATTGACGACGATCTCAGG GGGCAGCAGAGCTAAACAAC 259

Ai02B11727 Araip.B02 11727 p2 (TC)6 12 46200828 46200839 TCATTATGAAGAATGCGCGA CCCTTTTTGTGCCATAGGAA 253

Ai02B11729 Araip.B02 11729 p2 (AT)8 16 46212650 46212665 CGCATCGTAAAGCAAAGGTT ACGTTTTGCGCTTTTCAAAT 137

Ai02B11730 Araip.B02 11730 c (T)12caatacactattctttttaaaacttctaccatgccaccctttttcatcgttgcaccttctaattc(T)1390 46230930 46231019 CGAAAACCTTTCAGCACATC GAATGCAGGTTTCGCTTAGG 265

Ai02B11731 Araip.B02 11731 p3 (ACA)5 15 46238378 46238392 GGATGATCCCCTGTACATTTG CCATGTAGCCGACTCCGTAT 193

Ai02B11732 Araip.B02 11732 p2 (AG)6 12 46242541 46242552 CATGATTCAAACAACAGCACAA AAAGCAACCTCCAAGCAATC 180

Ai02B11735 Araip.B02 11735 p2 (TC)6 12 46246368 46246379 CCTGCCCTATTATTCCTCCA AGTTGATGCTGCTGGTTGC 280

Ai02B11741 Araip.B02 11741 p2 (TA)13 26 46281089 46281114 GGGGACACAAAAATTACCCC GTTGTAATGGGGCTAAGGCA 201

Ai02B11749 Araip.B02 11749 c (T)10cttcctccatcgttatcattattattatcatcattattatcaccaccacctcctcctcatcttcttcctttttctc(T)1298 46353967 46354064 TCCAAGACGATGATAAATCTGATG TTTTATGCTCCCTTATTTTGTTGA 278

Ai02B11750 Araip.B02 11750 p2 (TA)15 30 46359394 46359423 GGGGACACAAAAATTACCCC GTTGTAATGGGGCTAAGGCA 207

Ai02B11755 Araip.B02 11755 p2 (TC)11 22 46424220 46424241 ACAGGATCCCCACCTACCTC GGGAGGGAAATGGTTTGAAT 235

Ai02B11756 Araip.B02 11756 p3 (GAA)5 15 46429809 46429823 TTAGAATTTTGCTCGCCCAC CACCACTCACATCCATCCAC 279

Ai02B11757 Araip.B02 11757 p3 (GAA)5 15 46431085 46431099 ACTCGGAGGTGGAAGCTTTT GATCCCCACCTATCTCCACA 194

Ai02B11760 Araip.B02 11760 p2 (TC)6 12 46437054 46437065 CCAAGGATTGAAGGAGGATTC GAAGAAACAAAAGTGCATCAACA 270

Ai02B11761 Araip.B02 11761 p2 (TA)17 34 46439970 46440003 TGCGCCACTCTGATAGTTTG GTAATGATTTTCCCTCGCCT 251

Ai02B11762 Araip.B02 11762 c (TC)7ttctcgtgaacggcggcgacggtgtctggcagcagggaggacgaacggcgacgatgccgactactactcgcgcgag(TC)6102 46442943 46443044 CTCTGTCCTCTGCTTCACCC CCACTCATCACCGTCACAAG 258

Ai02B11763 Araip.B02 11763 p2 (TC)6 12 46443353 46443364 CCCTCTTCCCGTAGATAGGC CCACTCATCACCGTCACAAG 235

Ai02B11764 Araip.B02 11764 p2 (TC)6 12 46443673 46443684 CCCTCTTCCCGTAGATAGGC CCACTCATCACCGTCACAAG 235
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Ai02B11765 Araip.B02 11765 p2 (TC)6 12 46444100 46444111 GTCCTTATCCGTAGGTGCCA CCACTCATCACCGTCACAAG 244

Ai02B11767 Araip.B02 11767 p2 (TA)7 14 46448055 46448068 ATCAAAATGTCACGCTTCCG TGATTTTTCCCTCGCTTTTATC 280

Ai02B11768 Araip.B02 11768 p2 (CT)7 14 46451031 46451044 GCCTCGCAGATCTCTCTGTC GTCACGAGGAGAACCAGGAC 261

Ai02B11769 Araip.B02 11769 p3 (AGT)6 18 46455624 46455641 GGATTGGGATAGAAGGTTGC GGCAGAAAGGAAAGTTGCAG 183

Ai02B11770 Araip.B02 11770 p2 (GA)7 14 46461279 46461292 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 230

Ai02B11773 Araip.B02 11773 p2 (TA)7 14 46479605 46479618 GGTGGCATTGCTTTTGTTTT TGCTTTTGTTTCTTTTCGCA 240

Ai02B11774 Araip.B02 11774 p2 (AT)7 14 46488098 46488111 TATGGATGAATGCCCACCTT TCGTGAGCGTTGTATCTTCG 231

Ai02B11775 Araip.B02 11775 p2 (AT)7 14 46488239 46488252 ACAAGGCGCTACGACCTCTA TAGCTAGCGTTTGCTTCGGT 247

Ai02B11778 Araip.B02 11778 p3 (GAA)5 15 46494468 46494482 CTCGAAGGTGGAAGCTTTTG AGCCCTCCATTCTTCCTCAT 257

Ai02B11779 Araip.B02 11779 p2 (GA)7 14 46497068 46497081 CTAAGAAAGCCGTGACCAGC TTTCTTATCTTTTTCAAAACCACC 239

Ai02B11784 Araip.B02 11784 c (T)11gtttttttgtttttttg(T)11gctttttgtttttgtttttgtttttg(T)14g(T)1090 46539492 46539581 GGAACTCAAAGAAAATTGAAAAGG CTGCACGTTCCAGGATTTTT 270

Ai02B11788 Araip.B02 11788 c (A)12gaaaaaaaaacaaaaatg(A)1040 46544907 46544946 GTGTGGGGAAACTGTGGAAC GGGGTAATTTTGTCCCGTTT 255

Ai02B11789 Araip.B02 11789 c* (A)11gaaaaaag(A)10(AT)7*42 46549686 46549727 TTGGCTCTTGAAAGAAAGATGA CTTCGATCATTTTCCCCTTG 260

Ai02B11790 Araip.B02 11790 p2 (TA)10 20 46551948 46551967 ATTCCTTGGATGACCCAGTG ACCGTCTTCATCACCGTTTC 179

Ai02B11794 Araip.B02 11794 p3 (TTC)5 15 46575549 46575563 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai02B11795 Araip.B02 11795 p3 (AGA)7 21 46580361 46580381 GTGATGGGCATGTGAGATGA CACACATCCCTCCATCTCCT 239

Ai02B11796 Araip.B02 11796 p3 (AGA)5 15 46584918 46584932 TTCCCAGGATCTCAACCAAG CCCCATTTTCATTAAGGGGA 276

Ai02B11799 Araip.B02 11799 p3 (AGA)5 15 46601074 46601088 GCTTTTGTCTTCCCTTTCCC CACACATCCCTCCATCTCCT 182

Ai02B11800 Araip.B02 11800 p2 (GA)6 12 46601225 46601236 TGGGTGGGAAAGAGATTTTG AAAACAAGCATCAATTCGGC 267

Ai02B11804 Araip.B02 11804 c (T)10cattttatttttctcttc(T)1038 46617845 46617882 TTCACTTTGGGGCATTTTGT TGGATGGGATAAAAAGGGGT 210

Ai02B11806 Araip.B02 11806 p2 (CT)6 12 46632734 46632745 GCACCAGACTGGCGTTTAAT ATAGGTGAGGGGTTTTTGGG 256

Ai02B11808 Araip.B02 11808 c (A)10gagaaaaaaatagcg(A)1035 46655309 46655343 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 137

Ai02B11809 Araip.B02 11809 p2 (TC)7 14 46660279 46660292 GCTTCTACTCGGTGGTCTCG GGAAGGGAAGAAGAGAGGGA 270

Ai02B11810 Araip.B02 11810 p3 (AGA)5 15 46669513 46669527 CGGAGACGGTGGTGAAGTAT GGCCTACTTTGTGCCAACTC 252

Ai02B11811 Araip.B02 11811 p2 (TA)9 18 46673948 46673965 CTTTTGGTGACGTTCCACCT CAGCATTCGGTAATTCAGCC 260

Ai02B11816 Araip.B02 11816 c (A)11ccctaaaatttgtctttgtaataataataatgaattattcctataggaatatcattactaagaaactgaatcaattgataaattaaaatctgaaaggat(A)13123 46690870 46690992 CATCTGATCCAATGTGTGCC CATACGTTGTGCCATGCTTT 274

Ai02B11817 Araip.B02 11817 p2 (CT)6 12 46704159 46704170 GTTGTTGTCGTGCCATTGTC CGATGATGATTTTCAGCAACA 259

Ai02B11818 Araip.B02 11818 p2 (AT)6 12 46706858 46706869 TGGGGTACCTTTGCTGTAGG TCGTTAATGAACAGGGAGGG 244

Ai02B11819 Araip.B02 11819 c (T)10cactgctttttcttgcttcaagaattaaa(T)1150 46713211 46713260 ATCCACTGATGCTCAAAGCC TGAACAATGCATGTCTTTTGAA 261

Ai02B11820 Araip.B02 11820 c (A)11cc(A)10 23 46728219 46728241 TCGAGTTTGGACAACTGACG AAAAACATGCAATTGACACCA 245

Ai02B11821 Araip.B02 11821 p4 (TATT)5 20 46729494 46729513 TTGAAAATTCTTCTCCCTCACC TCAGGATCAGCTTCAACAAGAA 249

Ai02B11822 Araip.B02 11822 p2 (AG)6 12 46744216 46744227 TGGGAGAGGGAGAATTTTTG AACCTCCTAACTTCTTATCTTTTCAA 279

Ai02B11823 Araip.B02 11823 c (T)11agaaaa(T)10 27 46745641 46745667 ACAACCAGCCAGGATTCAAC AACACCAAGTTTTTGGCACC 257

Ai02B11825 Araip.B02 11825 p2 (AG)6 12 46755964 46755975 CCATGAATGTCCCTGAATTTG TGTCCCCTTTCATTGCTTTC 266
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Ai02B11826 Araip.B02 11826 c (A)10gagaaaagaaaaatggcaaaaaaaag(A)1046 46759812 46759857 TGGCTCTTGAAAGAATGAGGA TGCTCTTGCCTTTTGGTTTT 200

Ai02B11827 Araip.B02 11827 p2 (AT)19 38 46768841 46768878 TCCTCTCTCAAACGGACACA TGTTTCGACTTTCGACTTTTGA 266

Ai02B11829 Araip.B02 11829 c (AG)8aaaaagaggagagaggagggagagagagataagagagaaagaggagagagaggggagagagaa(AG)6aagagagggagttaaagagagagaaaagggaaagtgagaggggaaggaaagagagagtggagagagacaaaaaatatgga(AG)7185 46775010 46775194 GGAAAGAAAGAGAGAGGAGGGA CTGGTTTTATTCAAACTCCAAAA 272

Ai02B11832 Araip.B02 11832 c (AG)6aaagacgaagaagtagcagtgtatgaaagagg(A)1054 46776113 46776166 GAGGAGGTAGTCATGGCGGT CGGAAAATCAGCATTGGAGT 227

Ai02B11834 Araip.B02 11834 p3 (TAA)7 21 46779006 46779026 TAGATGGCCCAATCTCTTGC GATCCCGGACCTAAACATCA 251

Ai02B11836 Araip.B02 11836 p3 (AAC)11 33 46781700 46781732 ACCATAGTCAGGCCAGGTTG TTGTACTCTTGGGCCATTCC 150

Ai02B11837 Araip.B02 11837 c (A)10(G)13 23 46784676 46784698 CCCAAACCACCATCATCAAT AGCCACATCAAGTCCCAACT 217

Ai02B11839 Araip.B02 11839 p2 (AT)6 12 46807639 46807650 GTTCGGTGATTTTGGGTGAC ACCACGCAATTAGGCTCAAA 261

Ai02B11844 Araip.B02 11844 p2 (AT)6 12 46846529 46846540 TCTTGTGATTTCTTGTGAATCAA TCAATTTTTGAAAAGAGAAGGAGA 184

Ai02B11845 Araip.B02 11845 p2 (CT)6 12 46846692 46846703 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAATAAGATGGGGGAGGGA 240

Ai02B11846 Araip.B02 11846 c (TCT)5tatattctttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagctttttta(T)1097 46848764 46848860 TCAACAACTCTCTCCCACCC ACCCTTGATGGAAGCTTTTG 243

Ai02B11847 Araip.B02 11847 p2 (AT)7 14 46857121 46857134 TGAACGAGGCAAGTTTGAGA GACAACACCCCAAGCTCAAT 258

Ai02B11848 Araip.B02 11848 p3 (AGA)5 15 46879405 46879419 AAGCAGAGCTTTTTCCCACA AAACCATTTTCCTCCCAACC 239

Ai02B11849 Araip.B02 11849 p3 (AAT)5 15 46891340 46891354 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai02B11852 Araip.B02 11852 p2 (CT)6 12 46919310 46919321 TTTTTGGGCTGTTTCTGACC AAAACCTGGATCGAGAGTCA 206

Ai02B11853 Araip.B02 11853 p2 (TA)7 14 46924840 46924853 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 269

Ai02B11859 Araip.B02 11859 p3 (GAA)5 15 46952017 46952031 CGGTCTTAGGTGCCATCAAT CCCTCCATTCCTCCTCATTT 205

Ai02B11860 Araip.B02 11860 p2 (AG)6 12 46954691 46954702 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 229

Ai02B11862 Araip.B02 11862 p4 (TTAT)5 20 46959774 46959793 TCCCCCTTTCTCAAATTTCC CAAACACAGGGGTGAGGAGT 247

Ai02B11869 Araip.B02 11869 p2 (AT)6 12 46996521 46996532 AAGCTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 249

Ai02B11870 Araip.B02 11870 p3 (CTT)6 18 47003503 47003520 GGATTTTGACTTTTTGCTTTGG CCCCTAATGAAAGTGGGGTT 255

Ai02B11871 Araip.B02 11871 p2 (CT)6 12 47017964 47017975 GGAGGCTAGCTCCAATAGGG TGAAAGCAATCAAGGAAACTCA 177

Ai02B11874 Araip.B02 11874 p3 (TTG)5 15 47033832 47033846 ATAGAGCTCAATGGCGTCGT AGATGTAAACAACTGATGCCCA 187

Ai02B11876 Araip.B02 11876 p2 (TA)6 12 47056273 47056284 TGAATTAGCCCTTGATTGTGC AAAAGGGGTGAAGAGGGATG 170

Ai02B11877 Araip.B02 11877 p2 (CA)16 32 47058889 47058920 CTGGTGAGGGTTCAATTGCT GGGGTTTATCAACCTCCACA 247

Ai02B11878 Araip.B02 11878 p2 (TA)7 14 47067321 47067334 CATCATTCAGTCATCCAGCC GCCAGCTTATGGACTCCTTG 127

Ai02B11880 Araip.B02 11880 p4 (TTTA)7 28 47080834 47080861 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 199

Ai02B11883 Araip.B02 11883 p2 (AT)19 38 47103593 47103630 GAGTTCTTCTGTTTGTTCTTATTTGA TGAAAATAAGTGAGGATTCCAAA 280

Ai02B11886 Araip.B02 11886 c (T)10ctttttc(T)10 27 47118834 47118860 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 274

Ai02B11889 Araip.B02 11889 c (AT)14g(TA)11 51 47127115 47127165 AGAACTCCCGTGTCCATTTG TTTCGCGATAAACACCCAAT 272

Ai02B11894 Araip.B02 11894 p3 (AGA)5 15 47157045 47157059 CGGTCTTAGGTGCCATCAAT CACAACACCTTCCCCCTCTA 144

Ai02B11895 Araip.B02 11895 c (AAT)5atggatcctttataccacagtatagaggtccttatgttagtagaagaaaagaagaaaatctgaactc(AG)898 47159273 47159370 TTCTTGTCCTTGCTCCTGCT CCTCACACCACCAAAAATCC 171

Ai02B11896 Araip.B02 11896 c (T)11gaaaaaaaggggagatattttcgaaaaat(AG)652 47159567 47159618 GGATTTTTGGTGGTGTGAGG TTTCTTATCTTTTTCAAAACCACCT 274

Ai02B11903 Araip.B02 11903 p3 (ACA)5 15 47221753 47221767 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279
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Ai02B11908 Araip.B02 11908 p2 (AC)6 12 47262214 47262225 AAAGAAATCGGCCCAAGATT ATACTTTCCCCCTTCCCCTT 167

Ai02B11910 Araip.B02 11910 c (TTTCT)6t(TA)8 47 47275598 47275644 TAGGGCATTTTGTCCCCTTT GTGTGGGAAAAGTGGGTTTG 217

Ai02B11914 Araip.B02 11914 c (TA)8(AT)9 34 47297605 47297638 AGGTTGGGCTCTTGTTGATG TCCAAAAGCCAACCAAACTC 243

Ai02B11917 Araip.B02 11917 c (AC)7g(CA)14 43 47349791 47349833 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 268

Ai02B11919 Araip.B02 11919 p2 (AC)8 16 47359293 47359308 GGGCTAAGGTAAGGGTGAGG GGGAAATTTTGGGTAGCTAGG 145

Ai02B11920 Araip.B02 11920 p3 (TTA)8 24 47359481 47359504 CATTAGGGTAATTTTGTCCCCTT CCTGGGTTAATGGGAATGTG 227

Ai02B11927 Araip.B02 11927 p2 (TA)14 28 47419917 47419944 TTCCCATCTCATTTGCTGAA GGTTTATCAACCTCCCCACA 279

Ai02B11930 Araip.B02 11930 p5 (TTTAT)5 25 47435204 47435228 CAACTTCCAAAATTCAAAATTCA CCATGATGGAGAAAGGGAGA 270

Ai02B11936 Araip.B02 11936 p3 (AAC)5 15 47511324 47511338 TGCTGAAAAGCACCAGTGAC GTGGTTGAAGTGCCAGGAAT 264

Ai02B11939 Araip.B02 11939 p3 (ATT)5 15 47523134 47523148 GTCTCCCCCTCTTCTTCCAC GTTCTTGTCCTTGCTCCTGC 122

Ai02B11940 Araip.B02 11940 p2 (AG)6 12 47527245 47527256 TGACGTTTTGGAAGTTGGGT GCCAACCATCCCCTACTCAT 270

Ai02B11942 Araip.B02 11942 p2 (AT)9 18 47548440 47548457 TCGAGTTTGGACAACTGACG CCAGCCAGGATTCAACAAAT 201

Ai02B11943 Araip.B02 11943 p3 (TTC)5 15 47564928 47564942 TCCTCCTCTTCTTGGTCGAA GCTTTTGTCTTCCCTTTCCC 202

Ai02B11945 Araip.B02 11945 p3 (AAC)7 21 47589085 47589105 CAAAGTGCTGAAAAGCACCA AGTGCCAGGAATTGAGGTTG 264

Ai02B11948 Araip.B02 11948 p2 (AG)6 12 47600010 47600021 ATGACGTTTTGGAAGTTGGG CCCCACTCCTTCTTCCTTCT 261

Ai02B11949 Araip.B02 11949 p2 (GT)9 18 47607842 47607859 GACCACTGAGAGTGCTTCCC CCTCGCAAGAGTCCTTTGAC 205

Ai02B11950 Araip.B02 11950 p2 (AT)9 18 47615153 47615170 CGGGAAAGCAGAGATTCAGA CCAGCCAGGATTCAACAAAT 255

Ai02B11951 Araip.B02 11951 p3 (TTC)5 15 47617953 47617967 CCTAACCCCTCTCCCTTCAC GCTTTTGTCTTCCCTTTCCC 269

Ai02B11952 Araip.B02 11952 c (A)11gaaagaaaaaaatggc(A)1239 47619634 47619672 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTTTTGGTTTT 118

Ai02B11953 Araip.B02 11953 p3 (AAC)5 15 47642460 47642474 AGGCTATGTGATGAGGCTGG GTGGTTGAAGTGCCAGGAAT 211

Ai02B11963 Araip.B02 11963 p2 (CT)8 16 47700115 47700130 AGTGGCATAAAACGGGTCAC AAAACCTTGTTAATGGGGGTG 240

Ai02B11964 Araip.B02 11964 p2 (TA)8 16 47700346 47700361 TCTCACCCCCATTAACAAGG AAGTGAACATGCAAGCAATCC 263

Ai02B11970 Araip.B02 11970 p2 (CT)6 12 47739108 47739119 TTTTCAAATCTTTTTCAATTAACCA AGAAAGAGATGAGGGGGAGG 275

Ai02B11972 Araip.B02 11972 c (A)10gggaatccgcgcgcgagcgtgctat(GC)749 47755588 47755636 TGTGCCTTAAGTTGTAGTTCAGTTG TGGTTTTTGTACCAGGAGTGC 268

Ai02B11973 Araip.B02 11973 c (A)10tcaatgcatatgaaatatgaataaaaaaatatatatatagaaaaaatatag(A)1071 47757504 47757574 CTTGGGACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 252

Ai02B11975 Araip.B02 11975 p2 (GA)14 28 47767164 47767191 CAGGGAGAACGGGTGAGATA ACTAGGGACACGAAAGCCCT 213

Ai02B11976 Araip.B02 11976 p2 (CT)8 16 47783219 47783234 AACCCTAACCCTACCCATGC AGTGGTGTTTTCGATTTGGG 189

Ai02B11977 Araip.B02 11977 p3 (ACA)9 27 47788587 47788613 AAAGGCAACAAATGCAGTCC ATATGAGAAAGCCGGCAAGA 214

Ai02B11979 Araip.B02 11979 p2 (TA)8 16 47792368 47792383 CGCATCGCACTTAAAACGTA GTGCCGGGTTACGAGATAAA 230

Ai02B11984 Araip.B02 11984 p2 (CT)11 22 47832952 47832973 TTGATTTTCAATTTTGTTTCAACT AAAGAAGGGAGGGATTTTCG 124

Ai02B11985 Araip.B02 11985 p3 (AAT)5 15 47833456 47833470 AGCAGGAGCAAGGACAAGAA GTTTGCTCCAATGGTAGGGA 227

Ai02B11987 Araip.B02 11987 c (A)11c(A)10 22 47852918 47852939 TGACGGTTCATCTTGTTGCT ACACCATGCATGAGTTTTCG 274

Ai02B11994 Araip.B02 11994 p2 (AT)8 16 47888121 47888136 TCATATTTGGGCTTGCAACA TCACCCGCAATTCTACACAC 257

Ai02B11997 Araip.B02 11997 p5 (TAAAA)5 25 47898349 47898373 TCAGCAAAAGTCAAGCAGGA GGTGATATTGCCAAACTTCCA 145
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Ai02B11999 Araip.B02 11999 p3 (TTC)5 15 47907874 47907888 TTCAATTTACATCTGCCCCA GGCGAAAACATAGTAAGATTACAAAA 205

Ai02B12000 Araip.B02 12000 p2 (TA)11 22 47921262 47921283 TGGGTTGCGGCTAGTACTCT GGCCTCTACTTCACAGGTCG 126

Ai02B12001 Araip.B02 12001 c (T)11c(T)10ctcacttct(TA)847 47932245 47932291 TACTTTGGGGCATTTTGTCC TTGGAAACATTTGGTTTGAGAA 214

Ai02B12003 Araip.B02 12003 c (T)11cgcctattttctc(T)1236 47944304 47944339 TTTTGCTCTTGCCTCTTGGT CACCTAAAGAAAACGCCTGC 207

Ai02B12004 Araip.B02 12004 p3 (AAT)5 15 47945203 47945217 TTATTTTCGGCTGCCATCTC TTTCTTAACTTTTTCAAAACCACC 255

Ai02B12012 Araip.B02 12012 p2 (AG)6 12 48002141 48002152 TGAAAGGGAAGCTAAAACAAAGA ATGCATCCATTCAGAGGGAG 167

Ai02B12016 Araip.B02 12016 p4 (TTTA)6 24 48047953 48047976 CCATGATGGAGAAAGGGAGA TCTCTCCCGTCATCTTTTCG 142

Ai02B12017 Araip.B02 12017 c (T)11aaataattttcgaaaatttgttttaaaattagagagaaaagataaaa(T)1068 48048118 48048185 TTTCGAAAAGATGACGGGAG CTTGGTGTTTTCCCTCCAAA 261

Ai02B12020 Araip.B02 12020 p3 (AGA)8 24 48052049 48052072 CCTCCCTCAGCAACAACAAT TTTTATTGCGGATCTTCGCT 259

Ai02B12026 Araip.B02 12026 p2 (AG)6 12 48079716 48079727 TGCAACATGGGAGAAATTCA GGCCCAGATCCAAGTACAGA 275

Ai02B12027 Araip.B02 12027 p2 (AT)6 12 48112986 48112997 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCA 278

Ai02B12028 Araip.B02 12028 p2 (TC)8 16 48119754 48119769 GGCCCAGATCCAAGTACAGA GGGCAAATAGCCAACTCAGA 260

Ai02B12029 Araip.B02 12029 c (A)12g(A)10 23 48121887 48121909 GGCATTTTTGGGTGACAAGT AGGCTCAAATCTCACATGCTT 253

Ai02B12031 Araip.B02 12031 p3 (GAA)5 15 48125576 48125590 AGCTACAGGCTTGAGGTCCA TCTTCTTGGCCGAATACACC 245

Ai02B12035 Araip.B02 12035 p2 (TC)6 12 48141970 48141981 AGAATACGCCCCTAGCGAAT CAATTCAAATGTTGGAATAAATAAACA 270

Ai02B12037 Araip.B02 12037 p2 (TC)6 12 48148556 48148567 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAA 280

Ai02B12039 Araip.B02 12039 p2 (AT)6 12 48168929 48168940 AAACTTGGGACATTGGTTGG TACTTTGGGGCATTTTGTCC 261

Ai02B12040 Araip.B02 12040 p2 (CT)6 12 48172403 48172414 GCCTTCAGATGGGAAGCAAT TCCATTCATGATCAGGCTCTC 280

Ai02B12045 Araip.B02 12045 p2 (AC)7 14 48186322 48186335 ATCTACCCTCTCCCCCAAGA AGCCCTCCCTCTCTGATCTC 145

Ai02B12046 Araip.B02 12046 c (TC)11gtctctttc(TATT)551 48213508 48213558 CTACTTTTCTCTCTCCAATTTTCG AGAGAGGGAGAGAGGGTTCG 280

Ai02B12049 Araip.B02 12049 p3 (AGA)5 15 48228287 48228301 CATCTCCCATGGCTCAGAGT CCCCTCCTTACCACCTTCAT 271

Ai02B12053 Araip.B02 12053 p2 (CT)6 12 48260106 48260117 TCTTTTCCAAATTTGTTTCAACT AAGATGGGAGAGGGAGAATTT 268

Ai02B12055 Araip.B02 12055 p2 (GA)6 12 48272677 48272688 TATAAGCGCAGCGTCAACAC CGTCCACGTCATTTGCATAC 280

Ai02B12060 Araip.B02 12060 p2 (AG)6 12 48282493 48282504 CACTCTTAAAGCGAGAAGAAATCC GGCCCAGATCCAAGTACAGA 171

Ai02B12061 Araip.B02 12061 p5 (TTTTA)6 30 48283760 48283789 ACGCACCATGTGGTAAACAG TGGGATCGACCCTTACTCAC 280

Ai02B12063 Araip.B02 12063 p2 (AG)7 14 48313727 48313740 GAACCTATAATCGTAGAAGCAATCC ACGTAACAGAAATCGCTGGG 236

Ai02B12068 Araip.B02 12068 p3 (CAA)5 15 48344290 48344304 AAGAGCAACGTTTCTGCCAT CAGCTGCAAAGGAGGTAAGG 269

Ai02B12069 Araip.B02 12069 p6 (TATTTT)5 30 48346534 48346563 TTTAAGTGTGGGAAGGTCGC TGTAAAATGCGGAAAATAGGG 173

Ai02B12071 Araip.B02 12071 p2 (TA)8 16 48354855 48354870 GCAAAAGATGCAAAATGCAA GCATAAACCCATTTCAAAGCA 277

Ai02B12073 Araip.B02 12073 p2 (TA)7 14 48373204 48373217 GGTTTATCAACCTCCCCACA TTTTCATGTTCCCTGCTTCC 275

Ai02B12075 Araip.B02 12075 p2 (GA)8 16 48376455 48376470 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 237

Ai02B12078 Araip.B02 12078 p2 (AT)8 16 48391078 48391093 TCTAATCCCAACGCTTTTGC TTTTCAATCAATTGGGGTGC 155

Ai02B12081 Araip.B02 12081 p4 (TCTT)15 60 48403980 48404039 TTTCCCCCTTTCTCCTCTTC TTACCCCACCGTCTTACTGC 170

Ai02B12082 Araip.B02 12082 p3 (CAT)5 15 48419120 48419134 AGGAGGACGAGTCTGAAGCA GACCAGGTTCGAGTTCTTGC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12085 Araip.B02 12085 p3 (CAT)5 15 48453117 48453131 ATTCAGGATCCGAACACCAG GACCAGGTTCGAGTTCTTGC 219

Ai02B12090 Araip.B02 12090 p2 (CT)6 12 48486110 48486121 GCCCCACAGAATCTCCACTA GGGAGAGATGACAGGGATGA 266

Ai02B12092 Araip.B02 12092 p4 (TAAA)5 20 48491072 48491091 TCTCTCTTCTTTTTCAAAACTTCCA CTTACTGGGCTTTCCTGTCG 265

Ai02B12095 Araip.B02 12095 p2 (TA)10 20 48532350 48532369 TGATAGGAACCGAACACCTCA ATGCAAAGTGTCCACACCAA 239

Ai02B12097 Araip.B02 12097 p2 (TA)7 14 48585062 48585075 GGCATTTTTGTCCCCTTTTT TGAAAATCATGGGATTGGGT 179

Ai02B12099 Araip.B02 12099 p3 (TTA)6 18 48586614 48586631 TGCAATGAATGAAAACAAGGA GATTGTTCCTGCTGCATCC 274

Ai02B12102 Araip.B02 12102 c (A)12gcttatgcttttaccataccaaacttagaatattgctcgccctcgagcaggagaagaaagaatagat(GAA)594 48603975 48604068 AGGATTCTCCGATCTTGGGT CCACCCAAACCCCTCTAAAT 271

Ai02B12108 Araip.B02 12108 p2 (AG)7 14 48614871 48614884 GGAGAGCAGAGATGTGAGGTG TTTTGTTTGTTTCTTACCTTTCTCAA 278

Ai02B12119 Araip.B02 12119 p2 (AG)7 14 48675194 48675207 GAACCTATAATCGTAGAAGCAATCC GTGTCACTTTCCCGTGACCT 258

Ai02B12127 Araip.B02 12127 p2 (TC)6 12 48738785 48738796 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai02B12134 Araip.B02 12134 p2 (AT)6 12 48768965 48768976 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 204

Ai02B12135 Araip.B02 12135 p2 (TA)6 12 48772826 48772837 GGAGCATTTTTGTCCCCTTT AAACTTGGGCATTGGTTGAG 196

Ai02B12137 Araip.B02 12137 p2 (GA)6 12 48788469 48788480 GGGAGGGAAGAAGAAAAGAAAA TAGCACAAAACGAGTCACGC 276

Ai02B12140 Araip.B02 12140 p4 (TCTT)5 20 48821214 48821233 GAAGCTCAGAGGTTTCACGG TCCCCCTTGTGACACCTAAC 150

Ai02B12141 Araip.B02 12141 p3 (GAT)17 51 48822682 48822732 CCAATGAACAACACCAAGGA TCTTTGTCCTCATCCCCAAG 269

Ai02B12144 Araip.B02 12144 p2 (TA)6 12 48832603 48832614 ATCCCGAGCTTCAGTAGCAG GCAAAACACAACCAAGATGC 267

Ai02B12145 Araip.B02 12145 p3 (AAT)18 54 48833387 48833440 TTGATTTGGGAGAGTTGGGA TTGGGGTATTTTTGTCCCTTT 235

Ai02B12147 Araip.B02 12147 p2 (AT)9 18 48837229 48837246 CACTGGAAGTCGTGGATGTG TGGTGTCAAATTGAAGACTTGTTT 259

Ai02B12151 Araip.B02 12151 p2 (TA)8 16 48869376 48869391 AAAGTGTGGGAACATTGGGT TCCCACTTTTGTATGATTTCCA 279

Ai02B12152 Araip.B02 12152 p2 (TA)6 12 48869604 48869615 TGGAAATCATACAAAAGTGGGA TTTCAAGGTTGTAATGGGGC 175

Ai02B12161 Araip.B02 12161 p2 (AT)8 16 48939614 48939629 CCATGGTATGGTCGCTTCTT ACTGACGCTGATCTCCAGGT 256

Ai02B12166 Araip.B02 12166 p2 (CT)6 12 48974033 48974044 GAGAGCTCGCCAATTTTCAC TGGATCGAGCGTCACTCTTA 128

Ai02B12167 Araip.B02 12167 p2 (AT)7 14 48976240 48976253 CCATGGTATGGTCGCTTCTT ATACTGACGCCGATCTCCAG 258

Ai02B12175 Araip.B02 12175 p2 (AT)6 12 49032709 49032720 TGTGAAAGGAAAATTCTGGG TTGTAATGGGGCCAAGGTAA 156

Ai02B12178 Araip.B02 12178 p2 (AT)6 12 49049626 49049637 TGTTGGGTTGATAACGCTGA GCTGTCGGTTCGTGATTTTT 272

Ai02B12180 Araip.B02 12180 c (A)11taattagtttaattaagaataaattttgaaaaagagggaagatattttcgaaaatt(AG)679 49067617 49067695 AAGGGGATGAGGGAGAAGAA TTTCTTATCTTTTTCAAAACCACC 212

Ai02B12184 Araip.B02 12184 p3 (CTC)5 15 49084284 49084298 TTGTTGATGCTGATTGAACTTG GCACAAAAGTCAGAGACCCC 131

Ai02B12186 Araip.B02 12186 c (AT)6ctttattttttaa(T)1035 49124738 49124772 AAACTGATAATTGTCGTAGTTGCTTC TTTAGCATTTATAGCAAAATAAGATCA 187

Ai02B12188 Araip.B02 12188 p2 (CT)6 12 49151200 49151211 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 235

Ai02B12190 Araip.B02 12190 p2 (AT)6 12 49162919 49162930 GTGGGGAAGTTGAATTTGGA TTCACCATTTACTTTGGGGC 229

Ai02B12192 Araip.B02 12192 p2 (AC)8 16 49179201 49179216 TTTCAAGGTTGTAATGGGGC GAGGACAAAATTACCCCAATG 177

Ai02B12193 Araip.B02 12193 p2 (TC)8 16 49188701 49188716 CCAATCATAAGTTTTTAACTCCCTTC CAAAGAAGGAGAGAGGGTTCG 138

Ai02B12198 Araip.B02 12198 p3 (AAG)5 15 49204720 49204734 ACAAGAAACCCCAGTGGACA CATGGGAGGTTGTGCTTCTT 268

Ai02B12200 Araip.B02 12200 p5 (AAAAT)5 25 49206851 49206875 GTGTGGGGAAATTGGATTTG GGCATTTTGTCCCCTTTTTA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12202 Araip.B02 12202 p2 (TC)6 12 49236523 49236534 GGCCCAGATCCAAGTACAGA ACTAAAAGAACATTAAACCTGGGA 202

Ai02B12204 Araip.B02 12204 p2 (TC)8 16 49243733 49243748 GGGAATGCTTCCATTCAAAG ACTAAAAGAACATTAAACCTGGGA 159

Ai02B12205 Araip.B02 12205 p2 (GT)12 24 49246090 49246113 ATGCAGTGGCCGAGATACTT GATCTTGGTCGGTTAGGCAA 130

Ai02B12206 Araip.B02 12206 p4 (TTCT)5 20 49249987 49250006 GGCCTAGTTTGTGGTGCATT CACCTATGCAGGTTGACGAA 194

Ai02B12210 Araip.B02 12210 p2 (GA)6 12 49258980 49258991 TCATTTGCAATTGGCTGTTT TCCCCTTCCTCTCTCTCTCC 204

Ai02B12211 Araip.B02 12211 c (GA)9aggggaggggagagagaggat(AG)6gg(GA)665 49259110 49259174 TTTAGCGGGAAAGAAAGGAA CCTTCCTCTCTCCCCTTTTCT 278

Ai02B12220 Araip.B02 12220 p3 (TAT)5 15 49339443 49339457 TTCGAAAATTATCCCTCCCC ATCCGCTTCCACAAGAATGT 254

Ai02B12226 Araip.B02 12226 p2 (GT)6 12 49401743 49401754 GGGGAGATTTCGAGCTTACC AACGCTAACGGGTTGAACTG 271

Ai02B12228 Araip.B02 12228 p3 (TCT)5 15 49410584 49410598 CCCATCACCTCTTCACCACT CCGCGAGAAAAAGAAGAATG 264

Ai02B12232 Araip.B02 12232 p2 (TC)8 16 49444852 49444867 CCAAAAACCCCACCTACCTT TTAAAATGGTTGCTCGTCCC 242

Ai02B12233 Araip.B02 12233 p3 (AGA)5 15 49451926 49451940 TTCTTTATCCCTGTTCTTGGTCA TCCCCACTTTTTCAAAATTCC 278

Ai02B12234 Araip.B02 12234 p2 (TA)34 68 49459581 49459648 TGGACATGCTTAATTTAGTGTGAGA AGGCTACGCTTTTCAATGCT 249

Ai02B12238 Araip.B02 12238 p2 (AG)8 16 49484087 49484102 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 213

Ai02B12242 Araip.B02 12242 p2 (AT)15 30 49509613 49509642 GCATGACTTAAGTGTGGGGG CACATCATCCAGTCACAATTCA 268

Ai02B12243 Araip.B02 12243 p2 (AG)6 12 49520869 49520880 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 229

Ai02B12247 Araip.B02 12247 p2 (AG)6 12 49532869 49532880 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 229

Ai02B12248 Araip.B02 12248 p2 (TA)6 12 49545964 49545975 TTTTTCAGAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 204

Ai02B12250 Araip.B02 12250 p2 (AT)7 14 49580710 49580723 CACCCTTGCCTTTTGGTTTA TTGTTGGCTCTTGAAAGAATGA 193

Ai02B12253 Araip.B02 12253 p2 (CT)6 12 49588776 49588787 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai02B12254 Araip.B02 12254 p2 (CT)6 12 49591988 49591999 TTTTCCCGAGAGGATTGAAA AAGGGGATGAGAGGAGGAGA 280

Ai02B12255 Araip.B02 12255 p3 (TTC)5 15 49594900 49594914 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 248

Ai02B12257 Araip.B02 12257 p3 (TTC)5 15 49599486 49599500 CCTCTATTCCCCTTCTTGGC CGGTCTTAGGTGCCATCAAT 173

Ai02B12259 Araip.B02 12259 p4 (TTTA)5 20 49613667 49613686 CCATGATGGAGAAAGGGAGA TTCCTCTCTCCTCAATTTTTCG 130

Ai02B12261 Araip.B02 12261 p5 (AAAAT)5 25 49634054 49634078 AAGCGATGGGGGTAAGAACT TCAAATCTTTTTCAAACCTTTTCTC 121

Ai02B12262 Araip.B02 12262 p2 (GA)7 14 49644310 49644323 GAAGAGAGGCTTGTTCGTCG GACGGACCTCTTCACCGATA 211

Ai02B12267 Araip.B02 12267 c (AT)6(GT)13 38 49654917 49654954 GGTTGTGTGGTATTACGACCTCT ATTTCTGAGCATTGCGCTTT 153

Ai02B12268 Araip.B02 12268 p2 (AT)12 24 49656099 49656122 CTCCTAACTCAGCCTGCGAA CGAAGTGGATTCAATTTGGG 219

Ai02B12269 Araip.B02 12269 p2 (TA)6 12 49662978 49662989 CTTCACTTGGGGCATTCTGT TTGGGAATTGGGTACATGCT 209

Ai02B12270 Araip.B02 12270 p2 (GA)6 12 49665742 49665753 CCAACCATGGAGGAGAGAGA CTGACAGTAGGGAGGGTGGA 219

Ai02B12273 Araip.B02 12273 p2 (TA)6 12 49682018 49682029 ACGCATTGATGAGTTGGTGT GGTTGTAATGGGGCTAAGGG 260

Ai02B12278 Araip.B02 12278 c (T)12ctaccaatcttacccttca(T)1041 49699214 49699254 GCACCATGAATGTGTCCATC GGAAGAACTATTGGGAAGCCA 247

Ai02B12282 Araip.B02 12282 p3 (ATT)22 66 49706182 49706247 GCCATAAATCAAAGGACTCAGC AAGGGTGGAGTGTTTGTTGG 166

Ai02B12283 Araip.B02 12283 p6 (ATTGTT)6 36 49708874 49708909 GATGAATTTCAGGAAGGCCA AATTATGTTCGGATCCACGC 204

Ai02B12286 Araip.B02 12286 p3 (GAA)5 15 49715295 49715309 CATGACTCGGAGGTGGAAGT ACACACCTTCCCCCTCTTCT 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12289 Araip.B02 12289 p2 (TA)6 12 49720567 49720578 CACAAAATCCAGTGAGGGTTC AAAGCTTGCATGTGGTTGAA 192

Ai02B12296 Araip.B02 12296 p2 (AG)7 14 49757644 49757657 TGGTATGGACGGATTGTTGA GGGCATGACTCTCAGGTGTT 256

Ai02B12297 Araip.B02 12297 p2 (GC)6 12 49757857 49757868 AGTCATGCCCACTTCAGACC CCCCCAAAATAAGCACAAGA 184

Ai02B12298 Araip.B02 12298 p2 (CG)6 12 49767336 49767347 AATACCTCAAGCACGCATCC GAGGGTGTTAGCAAAGGACG 174

Ai02B12299 Araip.B02 12299 p2 (GC)6 12 49767579 49767590 ATGCGTCCTTTGCTAACACC CAAGGCGCGAAGGTATTAAA 267

Ai02B12301 Araip.B02 12301 p2 (GC)6 12 49773041 49773052 TTGCCATTTGACTCAAGCAC AAAGGAGGTGAGAAAGGGGA 274

Ai02B12304 Araip.B02 12304 p2 (TA)6 12 49801571 49801582 GAAAATCGCAACTCGAAAGC ACCGATTATCTTTGCAACCG 141

Ai02B12306 Araip.B02 12306 c (CT)6ccttctctcc(CT)838 49809621 49809658 GGTTTAGAAACTGAACCAAGCTAC GAGAGAGGAAGAGGGGAAGG 259

Ai02B12309 Araip.B02 12309 c (CT)7tgcgctctttctccccctcctttctctctctttctctctctcctcctc(CT)878 49813809 49813886 TTCCCCTCCTCTCTCTCTCC TCCCTCTTCTCTCTCTCCCTC 243

Ai02B12310 Araip.B02 12310 c (AG)8gaagagagacgaaaagg(GA)1257 49814288 49814344 AGAGAGCGAGAAAAAGGAGG TTCACTCTATCTCTCCCCTTCC 246

Ai02B12313 Araip.B02 12313 p2 (CT)9 18 49820556 49820573 AAGTGTAAACCTCGCGGAGA TATCCTTCTTGGAGGCTGGA 260

Ai02B12317 Araip.B02 12317 p3 (TAT)5 15 49841127 49841141 TTCGACCCAACATCTTCTCC TTTAAACAAAATCGTCCCCG 186

Ai02B12318 Araip.B02 12318 p2 (AG)7 14 49846392 49846405 TTCATAAAGCAGCTTGCAAAA AAATCCAAGTCCAGAAGGCA 233

Ai02B12319 Araip.B02 12319 p2 (TA)7 14 49847286 49847299 ATGGGTTTATCAACCTCCCC TTTACGATTATCTAAGGCTTGGC 262

Ai02B12321 Araip.B02 12321 p4 (TAAA)6 24 49854077 49854100 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 145

Ai02B12323 Araip.B02 12323 p2 (AT)11 22 49867184 49867205 GGGAATTGGGTACACACTCA CACTTTGGGGCACTTTGTCT 191

Ai02B12324 Araip.B02 12324 p2 (AG)9 18 49870466 49870483 CCTGATCAAAAGAGATAATCCTGAA GAAATTGCAGAAAACGCTCC 243

Ai02B12326 Araip.B02 12326 p2 (AT)22 44 49875648 49875691 GCACATCCATCCATTGCATA GAAGATGATGAACCACGCAA 234

Ai02B12330 Araip.B02 12330 p2 (CT)15 30 49887869 49887898 TCAAAAACCCTTACCGATGG GAAGGGATGACACCGTCACT 258

Ai02B12333 Araip.B02 12333 p3 (TTC)5 15 49901969 49901983 TAATGGCCGAAACCTACCAC TTGCCCTTCCTTTCCTCTTT 280

Ai02B12334 Araip.B02 12334 c (A)22ttggc(A)33 60 49903656 49903715 TGAAGCAAGAAAAAGCAGTGAA CGCCACAGACACATAACTGG 175

Ai02B12336 Araip.B02 12336 p2 (AG)6 12 49917811 49917822 TTGGGAAAGCAAGAAAAGGA CAAAACCTAGATTGGAAGCCA 237

Ai02B12338 Araip.B02 12338 p4 (AACA)5 20 49926342 49926361 AATGGAAGGGCACAAACAAG GCTCACCAGCATTTTTACTTTG 163

Ai02B12339 Araip.B02 12339 p4 (AACA)5 20 49932160 49932179 AATGGAAGGGCACAAACAAG TCCTTTCCTGGTTGCATTTC 252

Ai02B12341 Araip.B02 12341 p4 (AAAT)6 24 49943374 49943397 TTCTTCCTTTCTTATTTTCTCTCACC CAATGCAAATGGAGTGCAAG 279

Ai02B12347 Araip.B02 12347 c (TA)11(T)11 33 49979086 49979118 GGCATTTTTGTCCCCTTTTT TGGGAGTTGGGTACATGCTT 185

Ai02B12351 Araip.B02 12351 p2 (TA)6 12 50010807 50010818 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 240

Ai02B12355 Araip.B02 12355 p2 (GA)7 14 50035212 50035225 GCCTTCAGATGTAAAGCAACAA ATTCAGAAAGAGCTCGCCAA 274

Ai02B12356 Araip.B02 12356 p2 (GC)6 12 50037726 50037737 TGGTAGAAGTGGTGGGAAGG ATTGTGCTAAGGGCACAACC 266

Ai02B12361 Araip.B02 12361 c (T)11cgaaaacaaaggagaaatttttgaaaa(T)1048 50072373 50072420 TGCAGCCAGCTAGGCTTTAG ACGGTTCATCATGTTGCTCA 203

Ai02B12363 Araip.B02 12363 p3 (GAA)5 15 50080773 50080787 CTCGAAGGTGGAAGCTTTTG AGCCCTCCATTCTTCCTCAT 258

Ai02B12365 Araip.B02 12365 p3 (TTC)5 15 50098488 50098502 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 248

Ai02B12366 Araip.B02 12366 p2 (CT)6 12 50105162 50105173 CATTGAACCTAGAGCTCAGAAGAA ACACGTGACCTGGCAGAAAC 279

Ai02B12369 Araip.B02 12369 p2 (CT)6 12 50118074 50118085 CATTGAACCTAGAGCTCAGAAGAA ACGTAACAGAAATCACCGGG 266
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Ai02B12370 Araip.B02 12370 p3 (TTA)5 15 50122638 50122652 GCAGGAAAGCAGAGGTTCAG TCGCACAACTAACCAGCAAG 272

Ai02B12372 Araip.B02 12372 p2 (AG)7 14 50153887 50153900 TAAGGGGTATTTGGGGAAGG TAACACCAGAAAAGGGCACC 261

Ai02B12376 Araip.B02 12376 p3 (ACC)5 15 50167718 50167732 AGCAGCAGAAGAAGGAGCTG CGGAAAAGACGCTAAACCAG 128

Ai02B12379 Araip.B02 12379 p2 (CT)6 12 50188380 50188391 TTTCTTATCTTTTTCAAAACCACC GATGAGGGAGAAGGATTTTCG 211

Ai02B12380 Araip.B02 12380 c (A)11gaaaaaaataggcg(A)1237 50190052 50190088 CATGCAAGAAAAAGCAGCAA TTATTTGCCCTTGCCTTTTG 168

Ai02B12381 Araip.B02 12381 p2 (AG)7 14 50197763 50197776 TGAAGCAAGAAAAAGCAGCA TGGACCTTGACTTTAACCGC 275

Ai02B12382 Araip.B02 12382 c (A)10gaaaaaaataggcg(A)1135 50200311 50200345 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 258

Ai02B12384 Araip.B02 12384 c (TTTA)6(T)10 34 50211748 50211781 CCATGATGGAGAAAGGGAGA TTCCTCTCTCCTCAATTTTTCG 143

Ai02B12389 Araip.B02 12389 p3 (GAA)5 15 50230381 50230395 TGGGAATGATTGAGCATTGA TCCTCTCTACTTGGCCGAAA 160

Ai02B12391 Araip.B02 12391 p2 (GA)8 16 50231899 50231914 GGGGGTTCGAATTTAGTGAG TTTCGAAAATATCTTCCCCC 241

Ai02B12392 Araip.B02 12392 c (AG)6ttagttaggtggttttgaaaaagataagaaacaaacaaaaagttagttagttagttgaaacaaaaaa(T)10aaaaaagataagaagttaggaagttagaagagatattttgaaatcaa(T)14150 50232074 50232223 TTTTGAAAAAGGGGGAAGA TTCAAAAATGTCTTCTTATCTTACCTT 214

Ai02B12393 Araip.B02 12393 c (T)10cttttcttttccatattgttttctttctttttttttcttttgttctttttgtttttcttatta(T)1083 50256484 50256566 GGCATTTTGTCCCCTTTTCT GGGCACTGGGTGAATAGAAG 253

Ai02B12394 Araip.B02 12394 p2 (GA)6 12 50268831 50268842 AGCCGGGAAAAACTGAAAAG ACTCACCCTCAACCCCTCTT 121

Ai02B12398 Araip.B02 12398 p2 (GA)6 12 50289952 50289963 TTTGAGGAAGGGTGTTTTGG GCACCAAGTTGGCGTTTAAT 268

Ai02B12401 Araip.B02 12401 p2 (CT)6 12 50342828 50342839 TTCCCCTCTTCTCACATCCTT TGTCCTTGCTCCTGCTCATA 211

Ai02B12402 Araip.B02 12402 p2 (TC)6 12 50349067 50349078 AACGCCAGAAATGGGTACAG GGGTATTTGGGGGAGAGTGT 222

Ai02B12403 Araip.B02 12403 c (TC)9tt(TA)9 38 50350841 50350878 TGCATTGCTTTCACCACATT AGTGTGGGGAAAAGTGGGTT 188

Ai02B12409 Araip.B02 12409 p2 (TA)6 12 50364940 50364951 TCTTTCCCATTTCATTTGCAG ATGGGTTTATCAACCTCCCC 268

Ai02B12410 Araip.B02 12410 p3 (TAT)5 15 50383387 50383401 TTGTCTCCCCCTCTTTCCTT GCTTGACAGTGGGCTCTCAT 219

Ai02B12411 Araip.B02 12411 p3 (TTC)6 18 50384314 50384331 ATATGGCCGAACCTTAACCC GCCCTCGAGCAATAAACAAA 168

Ai02B12414 Araip.B02 12414 p2 (TC)6 12 50396702 50396713 CTCTCTCACTCTCTCCACCTCA AAGAGAGAGAAGGAAGGGGG 190

Ai02B12415 Araip.B02 12415 c (TC)8ccatatatctctcatttctcctcttttttcccttctctctctttctctctctcttccctctccttcctg(TC)10105 50396844 50396948 TCCCCTCCTATCTTTCTCTCC TCCTCTCTCTCTTCTCTCTCGC 279

Ai02B12416 Araip.B02 12416 p2 (GA)8 16 50397222 50397237 GAAAGAGGAAGAGAAAAAGGACAA CTCTCCCCTCCTCTCCCTT 157

Ai02B12420 Araip.B02 12420 p2 (CG)6 12 50418767 50418778 TGAGCAAGAAAATTCAACACCA TTACAGTACGCGTGCCAGAC 168

Ai02B12423 Araip.B02 12423 c (T)10caaaatgatttttg(A)10ttaaaagaaaatac(A)1159 50438814 50438872 TATTAAGCCATGCCTGACCC GCAATTGACACCAAACTTTCAA 228

Ai02B12424 Araip.B02 12424 p2 (AT)15 30 50458667 50458696 TTGCAAACGTGTGCCTTATT GGTTGTTGCCAAGAGGATTG 278

Ai02B12426 Araip.B02 12426 p2 (TA)21 42 50462696 50462737 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 238

Ai02B12428 Araip.B02 12428 p2 (TA)6 12 50481628 50481639 GGAAATTTGGGAAGCTAGGC GGCTAAGGTAAGGGTGAGGG 136

Ai02B12429 Araip.B02 12429 p2 (CT)6 12 50485734 50485745 CTCCCAAACCCACCCTTAAT AGATTTGCTCGTCCTCAAGC 194

Ai02B12431 Araip.B02 12431 p2 (TA)8 16 50520788 50520803 TCAAAAACCATGTTCCACGA TTAAGTGTGGGGAGGTCGTC 280

Ai02B12434 Araip.B02 12434 p3 (TAT)5 15 50526106 50526120 TATGAAATCCTTTCGTCGGG TGTCTGCCTCCTTCATCTCA 156

Ai02B12435 Araip.B02 12435 p2 (AG)6 12 50537458 50537469 CATATGTGACATTTTATGCGTTAGA GGTTGATGCTGGTGATTCTTT 151

Ai02B12436 Araip.B02 12436 p2 (CA)11 22 50538864 50538885 CTTGCCTTCGCAATTCAACT CGCCCTCTCATCTCTGTCTC 194

Ai02B12437 Araip.B02 12437 p2 (CT)14 28 50539231 50539258 TGCACTGTTGTCTCTCCTGG CCTTCCCTCTCTTCCAGTCC 247
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Ai02B12443 Araip.B02 12443 c (T)10agtattttg(TTTA)539 50589151 50589189 GCACCAAAACAAATGCAAGA ATGACAATCAACCACCACCA 255

Ai02B12446 Araip.B02 12446 p2 (AG)6 12 50612510 50612521 TTCGAATTTGGGTGAGATGA TTTTTGTTTGTTTCTTATCCTTTTCA 276

Ai02B12447 Araip.B02 12447 p2 (TA)6 12 50613326 50613337 TCAGACATGACACGCCTAACA TCGAGTTTGGACAACTGACG 265

Ai02B12450 Araip.B02 12450 p2 (GT)6 12 50628596 50628607 AAAGCATGTTTTGTCCCCTG CTGTTGCCATTTTTGGCTTT 275

Ai02B12453 Araip.B02 12453 p2 (TA)9 18 50646256 50646273 TGACTATGTCAACCCTGCCA GTGGAGTTCCGTTATGGTGG 242

Ai02B12455 Araip.B02 12455 c (T)10acg(A)10 23 50665431 50665453 CGAAAATAGCTTCCTTCTTTTTCA TCCATCTCCACTTCTGTCCA 217

Ai02B12457 Araip.B02 12457 p4 (TTTA)6 24 50675183 50675206 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 248

Ai02B12466 Araip.B02 12466 c (A)11ccagaacagagtaaagaggtacaaagaaaagagtaatataatat(TA)973 50704718 50704790 CGTTAAGCAGAGAAATCAGAGC CAAACATCTCTTGGGTTGCAT 279

Ai02B12467 Araip.B02 12467 c (TTA)6ttc(TTA)6ttc(TTA)6ttc(TTA)681 50709243 50709323 TCAAATTCGACTTTTGCCAAT TAGGGAAACCGGTCAATGAA 256

Ai02B12468 Araip.B02 12468 p3 (AAG)5 15 50710719 50710733 GACGAGGGAATAATGCGAAA AGCTTGTTCTCAAGGCCAAA 250

Ai02B12471 Araip.B02 12471 p2 (TA)12 24 50731494 50731517 CCCAAGCGAAGGAGTGAATA ACTGGCCTTTTTCTTTGCAG 222

Ai02B12473 Araip.B02 12473 p3 (TCT)5 15 50737740 50737754 CAACTCTTCCTACACCCCCA GCAGCCATCTCACCTGATTT 232

Ai02B12479 Araip.B02 12479 p2 (TA)7 14 50764649 50764662 CCCTCCCCACACTTAAACAA CAACTCAATTGTGACAGTGCC 254

Ai02B12482 Araip.B02 12482 p2 (TA)7 14 50799597 50799610 CCTCAACCCACCAATTCTTC GCTCTTGTTGGTGAGCATGA 172

Ai02B12483 Araip.B02 12483 p2 (AT)10 20 50804076 50804095 TTACCCCCTATTTTCACCCC CTTCGCGAATACGAACTGAA 257

Ai02B12487 Araip.B02 12487 c (AT)10aacataagta(AT)744 50827727 50827770 CAGATCCGCAACGGATTAGT CGTGTGTATAAAGCAAAATGGTT 260

Ai02B12489 Araip.B02 12489 p3 (TTC)5 15 50839222 50839236 GTTATCCACACGGCTCCATT TAGCGGTGAAGGAACAAAGG 176

Ai02B12490 Araip.B02 12490 p3 (ATT)5 15 50840507 50840521 GGTGCCATTGGAATGTTTCT TCCGCGCTTAGAAATAAAAA 223

Ai02B12491 Araip.B02 12491 c (A)12caaaattcctgctttcttggtggtggtct(TGG)13tttggttggtggtggtgc(TGG)5tgttggtgttgatgttggtgttggtgt(TGG)7161 50841560 50841720 TTTTTAATTTATTCCTAAACTACCCCT CCCTCATCACTACCAACACAA 232

Ai02B12493 Araip.B02 12493 p3 (ATA)5 15 50854810 50854824 TGAATGTGGTGAGCCAACTC GGGTAGTGATATTGCTATTTCCG 277

Ai02B12502 Araip.B02 12502 p2 (TC)6 12 50876937 50876948 TGCTCTTGCCTTTTGGTTTT TACATGTGGTGGCAATGCTT 266

Ai02B12503 Araip.B02 12503 p4 (TTTA)7 28 50882802 50882829 TCACTTCCGCTTAGGTCCAT TCTCTCCCCTCACTTTTTCG 161

Ai02B12505 Araip.B02 12505 p2 (TC)8 16 50891374 50891389 CCAATTTTTGAAAATCACTAACCA GAGAAGGAGAGAGGGGTTCG 255

Ai02B12506 Araip.B02 12506 c (A)11caaaaaaaaatcataaaatcat(A)1043 50905069 50905111 GGGGATTGTTTGAGTTTGGA TTTCGAAAAATGCAAGATGAG 244

Ai02B12508 Araip.B02 12508 p2 (CT)6 12 50906124 50906135 TTGTTTCTTATCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 279

Ai02B12511 Araip.B02 12511 p2 (AG)6 12 50942828 50942839 GGAGTCCAACGGTTTCTTCA GTCTCGCACCCAGCTAAATC 237

Ai02B12513 Araip.B02 12513 p5 (AAAAT)5 25 50952603 50952627 CTCCTTTTGGGCGTTTAATG CCCAGCCATTAGCAAAACTC 230

Ai02B12517 Araip.B02 12517 p3 (AAT)5 15 51018507 51018521 TTCTTGTCCTTGCTCCTGCT TCACATCTCTGCCATCCTCA 174

Ai02B12518 Araip.B02 12518 p2 (AG)6 12 51018849 51018860 TGAGGATGGCAGAGATGTGA TTCGTAACTTTTTCAAAACCACC 277

Ai02B12520 Araip.B02 12520 p2 (TC)6 12 51051801 51051812 AAGCTCCAAATGACGCAAGT TTGGATCCAGAGTTACTCCCA 158

Ai02B12522 Araip.B02 12522 p4 (TTAA)5 20 51068896 51068915 CAAGGCTCCAGGATTTTCAG CACCAAAGCGATTATGCAAG 163

Ai02B12524 Araip.B02 12524 p2 (AT)6 12 51086102 51086113 TTGGGAACATGGGGTAGAGA GAACTTTGAACTTTGGGGCA 256

Ai02B12526 Araip.B02 12526 p3 (TCT)5 15 51090769 51090783 CTCTGCCTCTCTCATCTTCCA CCTTTCAGGTCCAGGATCAA 188

Ai02B12527 Araip.B02 12527 p2 (CT)7 14 51094491 51094504 CCCCTCTTCATAACCCTTCA GGCTATTGCCTTTCCTTTCC 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12531 Araip.B02 12531 c* (A)13(AG)6* 24 51116290 51116313 ACCATGACAAGGAGCTCACC TTAATGCACTATGACGCGGA 260

Ai02B12536 Araip.B02 12536 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaattctttttaattaactaattattttaattttttattttaattttcg(A)10103 51147204 51147306 TTTCTTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 265

Ai02B12542 Araip.B02 12542 p3 (GTG)5 15 51214562 51214576 GCTCAAGGAGAGGTACACCG GATGAGGAGACCCATGAGGA 181

Ai02B12544 Araip.B02 12544 p4 (TAAA)5 20 51235030 51235049 GGTGGACTAGGCCAGAACAA GTGATCCTTTCGATTGGGAA 256

Ai02B12547 Araip.B02 12547 p3 (CTC)5 15 51239704 51239718 TTCAAGTGTTTTTGACAACCAA TCAGCAGCATCAAGTGAACC 241

Ai02B12548 Araip.B02 12548 p2 (TA)6 12 51243648 51243659 CTCTGCGAGCTGAGGCTAGT CCTCATGTCGTAAAGCAAAGG 251

Ai02B12553 Araip.B02 12553 p2 (CT)6 12 51288409 51288420 CTTTTTGTTTGTTTCTTAACTTTTTCA CCACAGGTATAGAGGTTCCCC 261

Ai02B12554 Araip.B02 12554 p3 (TTC)5 15 51290283 51290297 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai02B12558 Araip.B02 12558 p3 (AGA)6 18 51322343 51322360 TAGAATATTGCTCGCCCTCG CCACAGGATCACCTCAGGAT 272

Ai02B12560 Araip.B02 12560 p3 (TTG)7 21 51330783 51330803 ACATGACAGAGCACAATGGC CCTTAGGCTGGATCCTTCAA 174

Ai02B12570 Araip.B02 12570 p2 (CT)6 12 51358360 51358371 TTGTGAATCAAGTCATTAATGGTG AAAAAGAGGGGAGATATTTTCG 262

Ai02B12571 Araip.B02 12571 p2 (GT)6 12 51367340 51367351 TGCCAACTTTGAACCTACGA CCCTTTTATTCCCCCAATGT 168

Ai02B12572 Araip.B02 12572 p2 (AG)6 12 51376856 51376867 AGGAGGGCAGAGATGTGAGA TTGTTTGTTCCTTAACTTTTTCAGA 280

Ai02B12575 Araip.B02 12575 p2 (TC)6 12 51414488 51414499 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai02B12578 Araip.B02 12578 p2 (TC)6 12 51422004 51422015 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai02B12580 Araip.B02 12580 p3 (GAA)5 15 51432204 51432218 GCTTTTGTCTTCCCTTTCCC AATGACCGAACCTAATCCCC 279

Ai02B12582 Araip.B02 12582 c (A)10gtgcaattgacaccaaacttaaaaattgactcaagactcaaacaaacaacataaaatatttttgattttatgattttatga(T)10101 51436431 51436531 TGGCCAAGAACAACTTGAAGA CCCTCAGATTGGAGCTTTAGA 280

Ai02B12586 Araip.B02 12586 p2 (GA)8 16 51466179 51466194 GGAGGGAAGGAGAAAAAGAAA CCGCACAGTTTTCCTGATTT 180

Ai02B12587 Araip.B02 12587 p2 (TC)6 12 51476658 51476669 ACATGGTGCATGGATGAGAA GGTGAGGTAGGTGGGGTTTT 242

Ai02B12593 Araip.B02 12593 p2 (AG)7 14 51553073 51553086 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 276

Ai02B12596 Araip.B02 12596 p3 (AGA)8 24 51554458 51554481 CTTCCCTTTCCCTTTTCTCG CATTAACCCTCCATCTCCCC 179

Ai02B12598 Araip.B02 12598 p3 (ATT)5 15 51564593 51564607 GTTGCTGAGACGATGATGGA TCTGACTGGAATGCAAGCTG 263

Ai02B12602 Araip.B02 12602 p2 (AT)9 18 51571226 51571243 ACGGGTTCTTACATCCTCCC CCTTGGCAACTTGTTGGATT 137

Ai02B12603 Araip.B02 12603 p2 (TA)8 16 51573085 51573100 TTACTTGGGGCATTTTGTCC TTTAAGTGTGGGAAATCGGG 229

Ai02B12606 Araip.B02 12606 p2 (TA)13 26 51577813 51577838 TTGAACTTTACTTTGGGGCA ACTTGGGACATTGGTTGAGG 263

Ai02B12615 Araip.B02 12615 p2 (TA)6 12 51618941 51618952 CAGGTTGTGTGTTCTTTGGC CAAATTCACAACAATCCACACA 201

Ai02B12617 Araip.B02 12617 p2 (AG)7 14 51630461 51630474 TTTCTGGGCTGTTTTTGACC GGAACATTGAACCTGGATCTG 236

Ai02B12618 Araip.B02 12618 p2 (AT)11 22 51663195 51663216 TTGCTTGTTTCTCAAGCCCT TCAGCAAAGGCAGAAGGTTT 173

Ai02B12622 Araip.B02 12622 c (A)11gggcg(A)10gaatag(A)1042 51710926 51710967 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 223

Ai02B12624 Araip.B02 12624 p3 (GAA)5 15 51712443 51712457 GCTTTTGTCTTCCCTTTCCC TCCCTCCTCTCCTCCATTTT 178

Ai02B12627 Araip.B02 12627 p2 (TC)8 16 51756089 51756104 CTCCTCTAAAAGCACCACGC CGTTGATTGCTACTGCCAGA 242

Ai02B12629 Araip.B02 12629 p2 (CT)6 12 51791324 51791335 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGGTTCG 264

Ai02B12633 Araip.B02 12633 p2 (CT)6 12 51796803 51796814 TTGTTTCTTATCTTTTTCAAAACTACC ACAGATGGAAGAGGGGGTTC 279

Ai02B12634 Araip.B02 12634 p3 (TTC)5 15 51799874 51799888 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12635 Araip.B02 12635 p3 (TTC)5 15 51805259 51805273 AACCTTACCCCCTCTCCCTT CCCTCGAGCAAGAGAAGAAA 161

Ai02B12637 Araip.B02 12637 p2 (CT)7 14 51824914 51824927 CTTCCCTGGTTTGCCAATTA GGGGGAAAGAGGAAAAGAAA 151

Ai02B12639 Araip.B02 12639 p2 (TA)7 14 51831569 51831582 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 162

Ai02B12640 Araip.B02 12640 p4 (AAAT)5 20 51837960 51837979 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 270

Ai02B12642 Araip.B02 12642 c (A)11(G)16 27 51847144 51847170 TGGCCTCTTTGGTAGGATTG TGCTGGTTATTCCCAAGGTC 207

Ai02B12645 Araip.B02 12645 p2 (AT)8 16 51858466 51858481 TGTGGGGAAATTGAGATTGA TACTTTGGGGCATTTTGTCC 176

Ai02B12646 Araip.B02 12646 p2 (GA)7 14 51908355 51908368 GAGAGAAGGAGGGAATTTTCG TGTTATCTTTTCAAAATTTGTTTCA 265

Ai02B12650 Araip.B02 12650 p2 (CT)6 12 51927303 51927314 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai02B12651 Araip.B02 12651 p3 (TTC)5 15 51930816 51930830 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai02B12652 Araip.B02 12652 p2 (AT)8 16 51940299 51940314 GTGACAAAGGATCAGCAGCA TGCTTTGGGGTATTTTGTCC 269

Ai02B12654 Araip.B02 12654 p2 (AG)7 14 51945061 51945074 GAGTGGAGAGAGGGGTAGGG ATGGTGCAGGGATGAGAAAG 249

Ai02B12658 Araip.B02 12658 c (T)11ataattgagctttttatgttgcattttgttattcaaaattaaagttttcatttgccgatgcttatactaaactgttttaatc(T)12105 51967865 51967969 TGTCTCGCTGTGTCAGTTTTG GAACCGAATGTATCCGTGAAA 248

Ai02B12659 Araip.B02 12659 p3 (AAG)11 33 51973641 51973673 CCTAACACGCGCATTACTGA ACAGAAGGAGATCGAAGGCA 220

Ai02B12660 Araip.B02 12660 c (AAG)7aaaaagaggaagaggaagaggaagaggaagcacagagaaagaagaagaaaaaaaggcgc(A)1090 51974285 51974374 AGGGAGGAAGAGGTGGTGTT TATATTCACGCCGTTTCACG 188

Ai02B12662 Araip.B02 12662 c (T)10ctttcgtcta(T)1030 52011228 52011257 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 242

Ai02B12663 Araip.B02 12663 p3 (GAA)5 15 52012212 52012226 GCTTTTGTCTTCCCTTTCCC CCTCCATTCTTCCCCATTTT 240

Ai02B12664 Araip.B02 12664 p2 (AT)6 12 52017925 52017936 AGAGTGGGACTCATGGGATG TACTTCTGGTGAGGGGTTCG 248

Ai02B12674 Araip.B02 12674 p2 (AG)6 12 52088176 52088187 ATAGGTGAGGGGTTTTTGGG GCAACAACCTGGCGTTTAAT 224

Ai02B12678 Araip.B02 12678 p2 (AG)6 12 52110962 52110973 TTTGTCTTTGCTCCTGCTCA AAAATTCGTCCCCCTCCTC 220

Ai02B12679 Araip.B02 12679 c (A)10ttaatgaaaaaaaaatagaaatag(A)1044 52112923 52112966 TGAAAATCTTGGGAATTGGG GGGACATTTTTGTCCCCTTT 172

Ai02B12680 Araip.B02 12680 c (TA)6caaaaaaaagtgagacctaaggctacacttatatatagtagctatagtatac(A)12cgagacctaaggctacacttatatacagtagctatagtatac(A)10128 52128606 52128733 CTCCCAAATACGATCTTCCG AAGCGTAGCCTTAGATCCCTC 240

Ai02B12682 Araip.B02 12682 p3 (CTT)6 18 52131875 52131892 TCAAACGTCTTGGAAGGAGG CAAGGAGGAGCTGGATTTTG 216

Ai02B12686 Araip.B02 12686 p3 (TTC)5 15 52166049 52166063 TTTTCATTGGGTTAGGGAGC CCAACATGGGAAAGCATTTT 217

Ai02B12687 Araip.B02 12687 p4 (ATCT)7 28 52180143 52180170 GCATGCCCTCATGCTAAACT TTTGGATTTTGGATGCATTG 227

Ai02B12688 Araip.B02 12688 p2 (AG)6 12 52184177 52184188 AGGTGGTAGAAGGAAGGGGA TAAAACACTCACCCAACCCC 258

Ai02B12692 Araip.B02 12692 p2 (TA)6 12 52194907 52194918 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 222

Ai02B12693 Araip.B02 12693 c (T)10catttttcttttcttc(T)1137 52195115 52195151 TGTCCCATGTGCATTGATTT TGGGAACATGGGATGATATG 225

Ai02B12699 Araip.B02 12699 p2 (GA)24 48 52221904 52221951 CACCGTACTCCACGTTGTTG TGGTACCAGCGGTGATGATA 176

Ai02B12703 Araip.B02 12703 p4 (AAAT)5 20 52250823 52250842 TGGGAAATTGTGGGAGTAAAA TGGGGTAATTTTGTCCCCTT 200

Ai02B12707 Araip.B02 12707 p3 (AGA)8 24 52313862 52313885 CTTCCCTTTCCCTTTTCTGG ACCCACCTCACCCTCTCTTT 250

Ai02B12708 Araip.B02 12708 p3 (AGA)5 15 52315033 52315047 TGCCTTTTTCTTTGTCCCTG CACTCACCAAATTCGAACCC 147

Ai02B12709 Araip.B02 12709 p2 (AG)6 12 52315309 52315320 GGGTTCGAATTTGGTGAGTG TTGTTTCCTATCTTTTTCAAAACTACC 280

Ai02B12716 Araip.B02 12716 p2 (TA)11 22 52347923 52347944 TCATTCGGTTATCCAGCCTT GACGACCTTCCACCTTTTGA 267

Ai02B12718 Araip.B02 12718 c (CT)9catctctttctatttatttatttatttactaacaattctcttcatctaataattcgaacc(CT)894 52361694 52361787 CGAAAACAACTAACCACTCTTTCA AAGGAAGAAGAAGAAATTCGAACA 275
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Ai02B12720 Araip.B02 12720 p2 (CT)6 12 52364995 52365006 TTGTTTGTTTCTTATCCTTTTTCAA CGGATTTTTGGTGAGGAAGA 280

Ai02B12721 Araip.B02 12721 p3 (TAT)7 21 52365323 52365343 TCTTCCTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 177

Ai02B12732 Araip.B02 12732 c (A)10ccgaaaaaaaacccggaaaaaaactgtg(A)1048 52436916 52436963 CATTTAAAGAACGAGGGGCA CTCATCAATGGCAAGCTCCT 270

Ai02B12737 Araip.B02 12737 c (A)11gcatggaaaaatcg(A)1035 52454067 52454101 CTCCTCGGGATAGCGTCATA TTTTTAACGTTGTGCTGACCC 216

Ai02B12738 Araip.B02 12738 c (A)11gcatggaaaaatcg(A)1035 52454232 52454266 CTCCTCGGGATAGCGTCATA TTTTTAACGTTGTGCTGACCC 216

Ai02B12739 Araip.B02 12739 c (A)11gcatggaaaaatcg(A)1035 52454397 52454431 CTCCTCGGGATAGCGTCATA TTTTTAACGTTGTGCTGACCC 216

Ai02B12740 Araip.B02 12740 c (A)11gcatggaaaaatcg(A)1035 52454562 52454596 CTCCTCGGGATAGCGTCATA TTTTTAACGTTGTGCTGACCC 216

Ai02B12741 Araip.B02 12741 c (A)11gcatggaaaaatcg(A)1035 52454727 52454761 CTCCTCGGGATAGCGTCATA TTTTTAACGTTGTGCTGACCC 216

Ai02B12742 Araip.B02 12742 c (A)11gcatggaaaaatcg(A)1035 52454892 52454926 CTCCTCGGGATAGCGTCATA CGTTGTGCTGACTCTCGTTC 209

Ai02B12746 Araip.B02 12746 c (A)10ggaaaaaccg(A)1030 52455534 52455563 AAAATCGGAAAATAACCGGG ACACATAAAGGCGAGCCGTA 247

Ai02B12747 Araip.B02 12747 c (A)11ccaggaaaaaatcg(A)1035 52457374 52457408 AAGGAGCTTGCCAAAGATGA TATCCCGAGGAGGACACCTA 211

Ai02B12751 Araip.B02 12751 p3 (TTA)5 15 52500072 52500086 AAACCCAATTCACATCGCA CAAGGAATTGCAGGGAGGTA 186

Ai02B12752 Araip.B02 12752 c (T)10atttttgcttgtttatttgtttttatttttgtttttatttttgctttttcataaattaagaggttattggtttttatttagttattaaaaaaaa(T)11115 52500411 52500525 TTGCAAACGTGTGCCTTATT TGAAGGTCAAGATGAACACGA 217

Ai02B12753 Araip.B02 12753 p2 (GA)6 12 52502523 52502534 TTCTGTCGTCGTCATCTTGC CGGCGGTTCTCTCTCTCTTA 186

Ai02B12758 Araip.B02 12758 p2 (GT)6 12 52524746 52524757 TTTGAACAGCATCGAAGACG CTCACCATCTCTCCCTCAGC 186

Ai02B12759 Araip.B02 12759 p2 (GT)6 12 52528458 52528469 GGGCTGGACACGATGTAACT CTCACCATCTCTCCCTCAGC 125

Ai02B12760 Araip.B02 12760 p2 (GT)8 16 52532379 52532394 GGGCCAGACACGATGTAACT CATACTCACCCTCTCTCCCG 133

Ai02B12761 Araip.B02 12761 p3 (TTA)5 15 52540761 52540775 AAACCCAATTCACATCGCA CAAGGAATTGCAGGGAGGTA 186

Ai02B12763 Araip.B02 12763 p2 (GA)6 12 52543727 52543738 TTCTGTCGTCGTCATCTTGC TGCAGCGGTTCTCTCTCTCT 188

Ai02B12764 Araip.B02 12764 p2 (TA)6 12 52546727 52546738 TTTCCCTCGCCTTTATCCTT TGCACCACTCTCATAGCTCG 256

Ai02B12765 Araip.B02 12765 p2 (GA)6 12 52552479 52552490 CCAACCATGGAGGAGAGAGA CTCTCTTCTTTGCGAATGGC 241

Ai02B12766 Araip.B02 12766 p2 (CT)8 16 52577685 52577700 CAGTAGCACCGAACGAGTCA GGAGGGGGAAGAAAAGAAAA 258

Ai02B12767 Araip.B02 12767 p2 (CT)6 12 52586048 52586059 CATAAAATGCTCCCAGCGAT GGGAAGCTTAAAGGAAAGGAA 251

Ai02B12770 Araip.B02 12770 p2 (AG)6 12 52653441 52653452 TGAGAGAGGGAGAGGATTTTTG CGAACTTTTTGTTTGTTTCTTACC 226

Ai02B12771 Araip.B02 12771 p3 (AAT)5 15 52661050 52661064 CAGAGTCCTTTCAGGTTCCG GATGCCTCCAGACGATTAGC 255

Ai02B12772 Araip.B02 12772 c (TA)7(TG)8 30 52669309 52669338 GTACGGCTGTCAAGGTGGAT CGGTTCTTACACAGGTCGTG 263

Ai02B12773 Araip.B02 12773 p3 (TTC)5 15 52677793 52677807 ACCCTTCACCACTCACATCC TCACCCTCGAGCAAGAAAAT 259

Ai02B12774 Araip.B02 12774 c (A)11g(A)10 22 52679473 52679494 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 222

Ai02B12776 Araip.B02 12776 p3 (AGA)5 15 52689168 52689182 TCTCCAGCCTTAAGTGCCAT AAAAACAATGCCAAAAAGCG 278

Ai02B12778 Araip.B02 12778 p3 (TCT)6 18 52697579 52697596 ACCCACCTCACCCTCTCTTT CTTGCCTTCCCTTTCCTCTT 246

Ai02B12782 Araip.B02 12782 p2 (AC)6 12 52737156 52737167 TGCATGAGTGTTTACCCATTTT TGGCCGACCCTTACATCTAC 247

Ai02B12784 Araip.B02 12784 p2 (AG)6 12 52742594 52742605 TGGGAGAGGGAGAATTTTTG TTTGTTTGCTTCTTACCTTTTTCA 220

Ai02B12791 Araip.B02 12791 p2 (GA)25 50 52764320 52764369 AAGGAAAAACATGAGCGGTG TTCTCTGTTCCAAACCCTGG 197

Ai02B12792 Araip.B02 12792 p3 (AAG)6 18 52775485 52775502 TATCTCCCATGACTCGGAGG ACACCCCTCCTCACTCTCCT 213
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Ai02B12798 Araip.B02 12798 p2 (CT)8 16 52816034 52816049 GGGGAAATTGAAAGAAGGAA GCATACGCGTGACAGAGTGT 236

Ai02B12800 Araip.B02 12800 p4 (AAAT)5 20 52819810 52819829 AAACCACTCTTTTCATTTTTCG CCATGATGGAGAAAGGGAGA 134

Ai02B12802 Araip.B02 12802 p2 (CT)6 12 52833550 52833561 AAAACCCTAAAACCTAGAGAGAGGA CACGTGCCTCATTGAAGAGA 205

Ai02B12803 Araip.B02 12803 p2 (CT)8 16 52838826 52838841 AAAGGAACCTTGAACCTGGAA GGCTACAGAGTGGGGAATCA 187

Ai02B12806 Araip.B02 12806 p2 (CT)6 12 52860735 52860746 TTTTGTTTGTTTCTCATCTTTTTCA ACAGATGGAAGAGGGGGTTC 275

Ai02B12807 Araip.B02 12807 p3 (TTC)5 15 52864307 52864321 TTCTTGGCCGAATACACCTC CTTTCCATCTCCCATGGCTA 228

Ai02B12808 Araip.B02 12808 p2 (CT)6 12 52869188 52869199 TTTCTTATCTTTTTCAAAACCACC TTTTGGGGAGTGATGGAGAG 251

Ai02B12810 Araip.B02 12810 p3 (TGT)5 15 52874752 52874766 CCTTGCGTAAGAGAACGGAG ATGGCAAGACAACTCCAACC 263

Ai02B12811 Araip.B02 12811 p2 (TA)9 18 52878885 52878902 GACCTTGTTGGTGAGCATGA TCTTGTCAAATTTGGATAGGACTTT 274

Ai02B12813 Araip.B02 12813 p2 (CT)9 18 52889843 52889860 AGAGCTCGACAAGAGCTTCG TTAGACCGAACCCAAACTGG 229

Ai02B12822 Araip.B02 12822 p3 (TCT)5 15 52927211 52927225 GCTGACCTTGGTGAAAAGGA TTGGATAAGGGTAGGCATGG 275

Ai02B12823 Araip.B02 12823 p2 (TA)8 16 52935673 52935688 GCATTCTTCACTTTGGGCTT GAAAATTTCACAAATTGACCAACA 241

Ai02B12824 Araip.B02 12824 p2 (AG)6 12 52938511 52938522 TGCAGAGTGGAATCATGAGG TTGGCCCAAACATGAGAATC 265

Ai02B12825 Araip.B02 12825 p2 (TA)6 12 52943326 52943337 CAGTGAAGGTTCAATTGCTCA TGAAGGCAGAATGGTGAAACT 279

Ai02B12826 Araip.B02 12826 p2 (AG)6 12 52944062 52944073 TGCAGAGTGGAATCATGAGG TGGGAAATCAAATCAAACATGA 272

Ai02B12828 Araip.B02 12828 p3 (ATA)6 18 52948003 52948020 AGGTGGCAAGGTGTTACGAC TGCTTTGGGTCATTTTGGAT 239

Ai02B12836 Araip.B02 12836 p3 (TTG)5 15 52968525 52968539 GGCTTCCTCAGGCACAGTAG AGAAGGCATTTACAGCAGGC 159

Ai02B12838 Araip.B02 12838 p2 (CT)6 12 52975193 52975204 ACACCTCAAGATCCGTGGAC TGGGATTTGATAGGTGAGGG 122

Ai02B12844 Araip.B02 12844 p3 (TTC)5 15 52997495 52997509 GAACGCATCACTCACGTGTC TGGAGGTGAAAAAGGATGAGA 182

Ai02B12847 Araip.B02 12847 p3 (CAC)5 15 53007932 53007946 AACCCTCCACCATTAAACCC TAGAGAAATTGGCATTCGGC 175

Ai02B12851 Araip.B02 12851 p2 (CT)6 12 53026259 53026270 TTTGTTTGTTTCCTACCTTTTTCA AAGGGGATGAGAGGAGGAGA 227

Ai02B12852 Araip.B02 12852 p3 (CTT)5 15 53028316 53028330 AATTTCCTACCCAACCCACC CCCTCGAGCAAGAGAAGAAA 189

Ai02B12855 Araip.B02 12855 p2 (CT)6 12 53062025 53062036 CCCCACAGGATCTTCACCTA TGGTATGGTTCGGCCATTAT 212

Ai02B12866 Araip.B02 12866 p4 (TATT)5 20 53152858 53152877 TTTCGAGACCCTTTGGGAAT TTCTTGGCTGAAGAAGTGGC 277

Ai02B12872 Araip.B02 12872 p2 (AC)9 18 53174557 53174574 CCAATCTCTGCCGTGAAAAT CAGGTGTTTCGCTACCAACA 159

Ai02B12882 Araip.B02 12882 p2 (GA)6 12 53222159 53222170 TTTTGGGTGGAGGAGAAGTG CCACTTAACTTTTTGATTGATTCTT 276

Ai02B12884 Araip.B02 12884 p3 (TTC)5 15 53239259 53239273 AAAACCCCACCTACCTCACC CCAGCCTTAGGTGCCATAAA 219

Ai02B12888 Araip.B02 12888 p2 (AT)6 12 53250037 53250048 GGGGACAGAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 239

Ai02B12889 Araip.B02 12889 p2 (AT)13 26 53250392 53250417 TGTTCCCTGCTTTCATGAGC TGCTTTATCAACCTCCCCAC 278

Ai02B12891 Araip.B02 12891 p3 (TGA)5 15 53279907 53279921 GATGCGTCTCAGGGATGATT AACAGAAGCTTTGGTGGCAG 247

Ai02B12895 Araip.B02 12895 p3 (TGT)5 15 53339323 53339337 TGACCTTGTGCAATAGAGCG GGGACAACTACAACCGAGGA 208

Ai02B12899 Araip.B02 12899 c (CT)6cattttcgaaaatcccttccttctttttcaaaatttctttttgattaactattattttaatttttaaatcttaattttcggaaaactactaacatttttc(A)14126 53359269 53359394 TTGTTTCTTATCTTTTTCAAAACTACC TGAGGAGGGTTGAGATGTGA 280

Ai02B12900 Araip.B02 12900 p3 (TAT)5 15 53359606 53359620 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai02B12901 Araip.B02 12901 p3 (TTC)5 15 53362346 53362360 TTTGTTTTTGGTGAATGGTCC TTCTGATGACTATCCAACATTTCTC 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12902 Araip.B02 12902 c (A)10tcaatcaataaataagggaacaaaattaccccaatactgaattaagaattc(A)1273 53384783 53384855 GGGAAATTGTGGGAACAAAA TTCCCTTTTACGTTCCATACTCA 278

Ai02B12903 Araip.B02 12903 c (T)11cccttcttatttctttcttcccctttcttccttcttccctctttctatctttctactt(TC)681 53390259 53390339 ATTCATATAAGCGCCATCCG GGAGGGAAGAAGAAAAGAAAAA 233

Ai02B12906 Araip.B02 12906 c (T)10cgcc(TATTTT)544 53409221 53409264 TTGGCTTTTTCTGCTTGCTT TTGATGTGGTGACAACGCTT 277

Ai02B12907 Araip.B02 12907 p2 (AG)6 12 53413851 53413862 GGGTTCGAATTTGGTGAGTG TCTTACCTTTTTCAAAACCACC 276

Ai02B12908 Araip.B02 12908 c (T)10a(T)11 22 53415118 53415139 GGGTCAGGCATGGCTTAATA TCGAGTTTGGACAACTGACG 251

Ai02B12909 Araip.B02 12909 p2 (CT)6 12 53421788 53421799 TGGCAACAAAAGTAATTAAAGGAA TGGCCCAGATCTAAGTCCAG 276

Ai02B12910 Araip.B02 12910 p2 (AC)6 12 53431045 53431056 AAGGAAGCGTGAATTGTTGG TTGCTTGATTTTCGCTTGAA 273

Ai02B12912 Araip.B02 12912 p2 (AC)7 14 53437800 53437813 TGTGGGTTCTAAAATTCCGC TTGTTGGGCTGTTTTAGCCT 152

Ai02B12915 Araip.B02 12915 p2 (TA)6 12 53460376 53460387 GGGGCAATTTGTCCTCTCTT TCAAGTTTGGGGAGATTTGG 260

Ai02B12917 Araip.B02 12917 p2 (CT)7 14 53472232 53472245 TCAGTATCAACGCAAGTCGC AAAAACCTTGTTAATGGGGG 211

Ai02B12918 Araip.B02 12918 p4 (AATA)6 24 53493695 53493718 TTCCTCTCTCCTCAATTTTTCG CCATGATGGAGAAAGGGAGA 146

Ai02B12920 Araip.B02 12920 p2 (GA)6 12 53509356 53509367 AGAGAGAGGGAGAGGGTTCG AACCCCTTTTTCAAAATTCTTT 234

Ai02B12923 Araip.B02 12923 p2 (TC)6 12 53537277 53537288 GCAAGAAAAAGCTCCGAATG TCCCAAAACAGGAAGAAATCC 278

Ai02B12926 Araip.B02 12926 c (C)12ttc(A)11 26 53543650 53543675 AGTCGCACTTAAAAGCCGAG TCGATCGATTTCTTCACGTT 278

Ai02B12927 Araip.B02 12927 p2 (AT)9 18 53548656 53548673 TCTGTTGAAAATGCTTTTATTCATCT CAAGTAGCAATGTTTTCAACCC 257

Ai02B12928 Araip.B02 12928 p2 (TC)6 12 53550979 53550990 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 183

Ai02B12931 Araip.B02 12931 c (AT)7t(TA)7 29 53586915 53586943 ATGCCATGCAATGCAATCTA TCAGTGAGGGTTCAATAGCTCA 279

Ai02B12932 Araip.B02 12932 p3 (AAG)6 18 53601854 53601871 AAAGGGAAGCAACTCAAGCA CTTGCTTTTTCCCTTTGCTG 276

Ai02B12933 Araip.B02 12933 p2 (AT)10 20 53611147 53611166 TGTGATGGATGCAATTTTCAA TGGTTGTTGCATTGCATTTT 235

Ai02B12934 Araip.B02 12934 p3 (AGA)5 15 53612557 53612571 TGAACACTTGCAAAGCAACA CTTCTTTCGGTGACCACCAT 227

Ai02B12936 Araip.B02 12936 c (T)11cgctatatttttttc(T)1036 53631520 53631555 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 213

Ai02B12937 Araip.B02 12937 p3 (GAA)5 15 53632565 53632579 TCCCCCGAACCATTGTAATA ACACAACCCTCTCTTCCCCT 178

Ai02B12939 Araip.B02 12939 p2 (GT)6 12 53646739 53646750 GCACACTAGAATGAGTGAAGCG TTCTCCCACTTCCGTTTTTG 269

Ai02B12941 Araip.B02 12941 p2 (GA)7 14 53654525 53654538 GAAGAAGGAAGAGGGGGTTG CAGATCACGCGAACCCTATT 179

Ai02B12942 Araip.B02 12942 p3 (AAG)5 15 53671019 53671033 AACCCCAGTGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai02B12947 Araip.B02 12947 p2 (TC)8 16 53698759 53698774 TCGAAAACCACTAACCACTTTTT GGGTTCGAATTTTGAGTGGA 211

Ai02B12948 Araip.B02 12948 c (A)10t(A)10 21 53702788 53702808 TGAATGAATGCCTGAACAGTG TTGGCTTTTTCTGCTTGCTT 232

Ai02B12950 Araip.B02 12950 c (T)10gccatttttcttttctc(T)1037 53725384 53725420 TGGCTTTTTCTGCTTGCTTT TGGCCCTTGAAGAATAAGGA 180

Ai02B12955 Araip.B02 12955 c (A)10ccaaaatagaaaaataatggagaatccatatgcattgataagttatgtttgcttttatgattc(A)1083 53739087 53739169 GAAATTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 238

Ai02B12957 Araip.B02 12957 p2 (AC)11 22 53746769 53746790 CACATTCATCATGTTCGGCT GGGGACAAAATTACCCCAAT 260

Ai02B12958 Araip.B02 12958 p6 (GAAAAA)6 36 53749555 53749590 TGAGAGCCAAATTAAAGGATCAA CAAGGTTCTTTTCTTCTTCCCC 246

Ai02B12959 Araip.B02 12959 p3 (GAA)5 15 53749692 53749706 TGAAAGAGTAAAAGGGGAAGAAGA CATGCGACGCACAATTTATC 199

Ai02B12961 Araip.B02 12961 p3 (TGT)7 21 53754815 53754835 GAGGTGCTCTGTAAGGCTGG CAGGGATGGAGGGACAACTA 118

Ai02B12963 Araip.B02 12963 p2 (TA)6 12 53767594 53767605 ATGCATTGCTTTCACCACAT TAAGTGTGGGGAAAAGTGGG 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B12967 Araip.B02 12967 p3 (ATT)5 15 53780195 53780209 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai02B12968 Araip.B02 12968 p3 (TTC)6 18 53781054 53781071 CTCTACACTCCTCTTGGCCG AGTGGTTTTGATGGGCTTTG 266

Ai02B12969 Araip.B02 12969 p3 (TTC)7 21 53785975 53785995 GGGCCCAATCCAACTAATTT GAGGAATCATAAATGCAACAACA 262

Ai02B12970 Araip.B02 12970 p3 (TTC)6 18 53789507 53789524 GCCCAATCCAACTCATTTCT GAGGAATCATAAATGCAACAACA 257

Ai02B12971 Araip.B02 12971 p3 (GAA)5 15 53795246 53795260 TGGTGTTTGGTTCAGTGGTG TTTTTACGCTCGTTTACGCA 266

Ai02B12974 Araip.B02 12974 c (AC)39(AG)11 100 53818891 53818990 CAGTGGCAGAAGAGTCCACA TGAACTCGTCGTTGAGCATC 232

Ai02B12978 Araip.B02 12978 p3 (GAA)5 15 53843197 53843211 CTTTCCATCTCCCATGGCTA ACACAACCCCTTCTCCCTCT 215

Ai02B12979 Araip.B02 12979 c (T)10cgaaaattcaaataaacaataaaataattagtttaattaaaaagaaattttgaaaaagagggagatattttcgaaaatt(AG)6101 53846223 53846323 GCAGTGAATTGAGATGAGGAGA TTTCTTATCTTTTTCAAAACCACC 266

Ai02B12980 Araip.B02 12980 p2 (CG)6 12 53848918 53848929 AATGCTCGATCGATTATCCG TGTTGAAGGAAGGAAATCCG 220

Ai02B12981 Araip.B02 12981 p2 (CT)6 12 53850084 53850095 GAACGTTGAACCTGAGAAGCA ACGTAACAAAAATCGCTGGG 256

Ai02B12982 Araip.B02 12982 p2 (TA)13 26 53851251 53851276 TTTCAAGGTTGTAATGGGGC GGGACAAAATTACCCCAATG 267

Ai02B12984 Araip.B02 12984 p3 (GAA)5 15 53863903 53863917 AGTTAAACCGGCTTGCCTTT CTCTACACTCCTCTTGGCCG 243

Ai02B12985 Araip.B02 12985 p3 (AAT)5 15 53866017 53866031 GACTTCAGGATCTACTCCATTAGTCT TTCTTCCACTCACAAAGGGA 280

Ai02B12988 Araip.B02 12988 p2 (CT)6 12 53876093 53876104 GGAACGTTGAACCTAAGAAGCA TTTTTGGGCTGTTTTTGACC 232

Ai02B12991 Araip.B02 12991 p3 (TTC)5 15 53881239 53881253 CACAAGGAATGAAGAGGAATCA GGAAACAAAAGTGCATCAACA 278

Ai02B12995 Araip.B02 12995 p3 (GAA)7 21 53897447 53897467 AATATCCGCTCATCAGGTGC ACACAACCCCTTCTCCCTCT 162

Ai02B13000 Araip.B02 13000 p2 (GT)8 16 53919777 53919792 GGCGGATTGAAGTCAGATGT TACTAACGAGTTGGACCGGG 168

Ai02B13001 Araip.B02 13001 p2 (CT)6 12 53930354 53930365 GGAACATTGCACCTGGAACT CGTACTAGAAATCGCTCGGG 258

Ai02B13002 Araip.B02 13002 p2 (TC)9 18 53933821 53933838 AAGGCACACCTATAGCCACG CTGCATCAGCATCTGCATTT 161

Ai02B13003 Araip.B02 13003 p2 (CT)7 14 53937433 53937446 AGGAACATTGCACCTGGAAC TTTTTGACCCAGTTTTTGGC 226

Ai02B13009 Araip.B02 13009 p2 (GT)6 12 53971562 53971573 GAGAGCTTCGTGTAGCCACC CCAAACGGAACAAAAATGCT 237

Ai02B13010 Araip.B02 13010 p2 (CT)10 20 53974037 53974056 GGCTACATCATCCAACCCTG GAAGAGGCAGAGATGATGGG 241

Ai02B13013 Araip.B02 13013 p4 (CTTT)5 20 53977601 53977620 AAGAAAACACCGTGCAGCTT CGATCAGGATCAACTGCAAA 225

Ai02B13016 Araip.B02 13016 p4 (TTAT)6 24 53980807 53980830 CAAGTCTCAACCCACGTGAA GCGCAAATGTTTTGTTCCTT 277

Ai02B13017 Araip.B02 13017 p3 (TTA)13 39 53981043 53981081 AAAAGAGGATTGCCAGGCTT TACCGTAGGATTTATCGGCG 238

Ai02B13019 Araip.B02 13019 p2 (TC)6 12 53985852 53985863 TCGAAAACTTTCTACTTCTTTCTCC GGTTCAGGGTCAGGATCAAA 280

Ai02B13021 Araip.B02 13021 p2 (AG)6 12 53993376 53993387 GAAGGATGGACGTGAGTGGT CCATTTAATGCCAGGATTGG 224

Ai02B13023 Araip.B02 13023 c (TA)7tgt(A)11 28 54016538 54016565 TTGGAAACATTTGGTTTGAGAA ACTTTGGGGTCTTTTGTCCC 211

Ai02B13024 Araip.B02 13024 p2 (AG)6 12 54017895 54017906 TTGCGGCCCAGAAAATATAG GCATAAGCCAAATTGAAAAGA 256

Ai02B13027 Araip.B02 13027 c (A)11tataggc(A)1028 54039252 54039279 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 261

Ai02B13028 Araip.B02 13028 p4 (ATTT)5 20 54044728 54044747 AGATTCAAGCTCAGTGACCG ACAACCGGAAGAATGAGACG 259

Ai02B13029 Araip.B02 13029 p2 (TA)7 14 54045187 54045200 AGCGAAGTGACAACACCAAA CAGATTCGATTCCCCCACTA 268

Ai02B13031 Araip.B02 13031 p4 (ATTT)10 40 54049897 54049936 AAGCCCAGTGAGCGATACAT ACGGCCTGAAGAATGAGATG 265

Ai02B13032 Araip.B02 13032 c (TA)7tttattttttttaat(TA)641 54050369 54050409 AATCTGAAAACCAGGAGGGG CACGCCATTCCCAATCTACT 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13033 Araip.B02 13033 p2 (AT)7 14 54064489 54064502 TACGTAACAGTGCCGTTTGC TTTCGGTCCCCAATATACCA 253

Ai02B13037 Araip.B02 13037 p2 (AG)6 12 54108061 54108072 TGAAAAAGTGGTTAGTGATTTTCG CAATCACATCTTTTTCCAAATCAA 176

Ai02B13038 Araip.B02 13038 c (T)12gcagacactgactttaagatagaataattgcagacacaaaattaaataagaattttttctttcg(T)1389 54112206 54112294 ACATGACGAAAATGCCTTCC CACATTCCATGGGTCTTGTTT 275

Ai02B13041 Araip.B02 13041 p3 (AGA)7 21 54121279 54121299 CTTAGAATGTTGCTCGCCCT CCTAATTGGTGCAGGGATGT 201

Ai02B13048 Araip.B02 13048 c (A)11gataacac(A)1029 54145322 54145350 CTTCGAGGGCTTATTTGTCG ACATGGCCAAGCATGTTGTA 235

Ai02B13050 Araip.B02 13050 c (TC)8acc(CA)7 33 54158106 54158138 TCCCTTTCTGAAGGTGCAAT GCAACCAAAGTTTAGAGAAATTCAA 222

Ai02B13054 Araip.B02 13054 c (A)10ctttcataattcacaattttaggttttagatgtagtttct(AG)662 54188517 54188578 TTTCTGACCCAGTTTTTGGC CCTGGAATTGGGACGAAATA 206

Ai02B13055 Araip.B02 13055 p2 (AT)10 20 54191272 54191291 GAAATTTATACGTGCCCGGT CGGGTTAGGTATCTCGCGTA 276

Ai02B13056 Araip.B02 13056 p6 (AAAATA)5 30 54201244 54201273 GAATTGCAACTAAAACTAAATGGC TTTTAAGTGTGGGGAGGTCG 203

Ai02B13059 Araip.B02 13059 p2 (TC)12 24 54207829 54207852 GAATTGCCTGCTGGAATGTT TGCCAGTCTCCTTTTCAACC 146

Ai02B13060 Araip.B02 13060 p3 (GTG)5 15 54209743 54209757 GAAGAGAGAAGGGGGAAGGA TTTATAACCCCCAGTCACGC 166

Ai02B13065 Araip.B02 13065 p3 (TGA)5 15 54269116 54269130 GTTCCTCTGCCATGGTTGTT TGGTGCAAAAGTTAGGGGTC 277

Ai02B13066 Araip.B02 13066 p3 (TGA)5 15 54270377 54270391 TCAAGTGCTTAGGGAACAAGC TCAAGTGTCAATGGGGTGAA 271

Ai02B13067 Araip.B02 13067 p2 (AG)6 12 54284429 54284440 AAGGGGATGAGAGGAGGAGA TCAAAATTTGTTTCAGCTGACTAAC 258

Ai02B13071 Araip.B02 13071 p2 (CT)6 12 54297667 54297678 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGATTTTGGG 235

Ai02B13074 Araip.B02 13074 p2 (GA)11 22 54322205 54322226 TGAAGCAACAGTGCTTACCG TCTTCTCATCATCGTCGCAC 256

Ai02B13076 Araip.B02 13076 p2 (AT)6 12 54337904 54337915 TGGGTATGGAAAACTTGGGA GGGCATTCTTGTCCCTTTTT 241

Ai02B13077 Araip.B02 13077 p5 (TTTTA)5 25 54346344 54346368 GTGCTAGGTGGGAGACAACC TTCTTTTCTTCCCAACGCAC 244

Ai02B13078 Araip.B02 13078 p2 (GA)8 16 54348419 54348434 TGGAAAAATTGTGGGAACTTG TGGGGTAATTTTGTCCCCTT 256

Ai02B13079 Araip.B02 13079 p2 (AT)6 12 54348684 54348695 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 249

Ai02B13081 Araip.B02 13081 p2 (AT)6 12 54373006 54373017 TTCAATTTTGGTCTTAGATTTTGC TCAAACACATGGAGGGCATA 277

Ai02B13082 Araip.B02 13082 p2 (TA)6 12 54375496 54375507 AATTCCCACACGTCGAAAAG TGACACGCTTTTTAGCCACA 165

Ai02B13086 Araip.B02 13086 p2 (AT)8 16 54382524 54382539 AGCACTCCAAGTGTTTGATGA CCTCCACTTGAGCATGTTAGC 269

Ai02B13088 Araip.B02 13088 c (T)10cgtaaattaagaggttattggtttttatttagttattaa(T)1059 54392744 54392802 GGGAATTGTAAACGTGTGCC TGAAGGTCAAGATGAACACGA 195

Ai02B13090 Araip.B02 13090 p3 (CTT)5 15 54398084 54398098 CTCTGCAACCTTCCACCACT TTTTGGGTGTTTTGGGAGAG 265

Ai02B13091 Araip.B02 13091 p3 (TTC)5 15 54398626 54398640 CTCTTCTCTGCAACCAACCC GGGGGTTTGGAAAGGTAATG 274

Ai02B13104 Araip.B02 13104 c (A)10gttttcaaaaatttttcaaaaaatctttcaaaaatttctcctttgttttcg(A)1071 54470192 54470262 TCATCTTGTTGCTCGGATTG TGGCTTAATAGCCAGCCAAG 276

Ai02B13106 Araip.B02 13106 p2 (CT)6 12 54471582 54471593 TTTCTTATCTTTTTCAAAACCACC TGGAAGAGAGGGTTCGAATTT 280

Ai02B13107 Araip.B02 13107 p4 (TTAT)5 20 54489124 54489143 TGCAAATGCAATAAACAAAGAAA CGTGGATTTGCACCCTATTT 226

Ai02B13112 Araip.B02 13112 p3 (GAA)5 15 54529926 54529940 ACGCCTCAGCTGAAGAGGTA GATCAGGTTCCAGCTGCTTC 192

Ai02B13114 Araip.B02 13114 p2 (AG)6 12 54541585 54541596 TTGAGGTGATTGGTGAATGG GTCATGATTGGCAGAAAGGG 146

Ai02B13122 Araip.B02 13122 c (T)11aaaataaaaatcggacggtccgatttcaacattaaaaatttttttattttcgaaatcataaatcggaccgtccgatttgtgattgtttgttt(A)11114 54594612 54594725 ACGGTCCGATTTGTTTGAAG GGATGCACCGATTTGTTTGT 242

Ai02B13124 Araip.B02 13124 c (TA)7ttttttttctttttctcgttttcttttcttttctctc(T)1061 54599163 54599223 TTGGGATAATTTTGTCCCCTT GAAAATTGTGGGAACATGGG 251

Ai02B13126 Araip.B02 13126 p3 (AGA)6 18 54606446 54606463 TCCCATGACTCAGATGTGGA ATCTCCCTCTCCCTCTCCAT 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13127 Araip.B02 13127 p3 (AAT)6 18 54608055 54608072 TCCAAACTTGGCACTGATGT TTTGTCTCCCCCTCTTCTTCT 264

Ai02B13130 Araip.B02 13130 p3 (GAA)5 15 54616891 54616905 CGGTCTTAGGTGCCATCAAT ATTCAAATCAAACCCACCCA 267

Ai02B13132 Araip.B02 13132 c (CTA)9t(TAC)22 94 54631258 54631351 TAGCCCCCTAAAACAACACG CCACTAGCATGCCAGAATGA 262

Ai02B13134 Araip.B02 13134 p2 (AT)9 18 54639112 54639129 CAATCCAAAAGATCCGCAGT TTGCATAATTTCACAAACAAACAA 214

Ai02B13135 Araip.B02 13135 c (TC)10cc(CA)7 36 54640324 54640359 TATAATCAACTCTGGGGGCG AGGGGAAAGGAGAGATAGCG 210

Ai02B13136 Araip.B02 13136 p2 (CT)23 46 54640578 54640623 CTTTCTCTCTTTTGTGCGGG ACCGTGGTTGAGAGAAGTCG 169

Ai02B13137 Araip.B02 13137 c* (AT)10(T)10* 29 54651886 54651914 TTTATTTCCTTTGGGCCCTC TGAAGCAAGAAAAAGCAGCA 268

Ai02B13140 Araip.B02 13140 p2 (GC)6 12 54661877 54661888 AAAAACAATGCCAAAAAGCG TGGCCCAAGAGTAGGAAGTG 181

Ai02B13141 Araip.B02 13141 p2 (GC)6 12 54662236 54662247 GGCGATATGTGGACTCCCTA GAAAGGAGGTGAGAAAGGGG 262

Ai02B13142 Araip.B02 13142 p3 (TTC)5 15 54662351 54662365 CCCCTTTCTCACCTCCTTTC AGTGGACGGAGACGGTAGTG 105

Ai02B13143 Araip.B02 13143 c (T)13cgttcatgtgaataatgaatagtacttgtacatg(T)1057 54681041 54681097 TTCCTTTTTGACCAAGCACC TCACGGCTATAAGCTCAGGAA 207

Ai02B13144 Araip.B02 13144 p3 (AGA)5 15 54715200 54715214 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 161

Ai02B13145 Araip.B02 13145 p2 (AG)7 14 54716839 54716852 GCATTTTTCCTTGTTCCTGC AACATCTCTCCCTCACCCAC 178

Ai02B13146 Araip.B02 13146 p2 (AG)7 14 54717078 54717091 TCTCACCCCCTAAGTCAGGA CGTCGCATCCAACACTTCTA 235

Ai02B13149 Araip.B02 13149 c (A)14gaaaaaccaagccacgcgcaagcgcaaa(GC)654 54743802 54743855 CTTGGCTTGCAAGTTTCCTC ACACAGAGTTGGCCCAAAAG 257

Ai02B13150 Araip.B02 13150 p3 (TAT)19 57 54767737 54767793 GGTGAACTTTCGGACATCCA CCAAAACACTTTTCCAATCACA 261

Ai02B13159 Araip.B02 13159 p5 (AAGAT)5 25 54810272 54810296 CAGCCCAAGCCTACAGAAAG GGTACCTGCAAGAGACTCCG 226

Ai02B13160 Araip.B02 13160 c (TCA)5ctgatccacatattcctctttca(T)1048 54821347 54821394 TGCAGACAGATAATCAGGGAAA GTGCTTGGGAACAAGCAACT 230

Ai02B13164 Araip.B02 13164 p2 (TA)7 14 54849601 54849614 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 206

Ai02B13165 Araip.B02 13165 p5 (TTATC)5 25 54853353 54853377 CCTGGGTGCTCCAGTGTATT CGACAAGAAAGCCCAAAAAG 200

Ai02B13168 Araip.B02 13168 p4 (AAAT)7 28 54862185 54862212 TGCATCAACTAAGTGTGGGG TTGGGATAATTTTGTCCCCTT 266

Ai02B13170 Araip.B02 13170 p4 (TTTG)6 24 54928346 54928369 TGGTATCGTGTTTGTTCGATTC TGGAGCGAAAGAAGGAGAAA 260

Ai02B13171 Araip.B02 13171 p4 (TTGT)6 24 54946370 54946393 CTCACTTTGCTCTTGATTGCAT GGGATATGCCCCCAAAATAG 195

Ai02B13172 Araip.B02 13172 p3 (AAG)5 15 54950770 54950784 GCCCGAAAGGTAGAGGTAGG AAGGTTCCCATTGAGGTTCC 169

Ai02B13173 Araip.B02 13173 p2 (AG)6 12 54971076 54971087 CCAGGGTTACTCCCAAAACA ATGCATCCATTCAGAGGGAG 121

Ai02B13178 Araip.B02 13178 p2 (TA)9 18 54990763 54990780 CGGTAACCGTAAAGCTCGAA ACCCATTCATTCCCAAACAA 242

Ai02B13180 Araip.B02 13180 p2 (TA)7 14 54992203 54992216 TTTTGGGCGTTAACTTAGGG AACGACCAAATTTTCAGTACATCA 253

Ai02B13181 Araip.B02 13181 c (TA)6tc(TG)10 34 55009369 55009402 AAACTCCGCAGGCTAGAACT GGAATTACAAAACGCGAAGC 188

Ai02B13182 Araip.B02 13182 p2 (AG)6 12 55011838 55011849 TGTGTCGCCATCAAGTTCAC ATGCATCGTCTCCTTTGGTC 194

Ai02B13187 Araip.B02 13187 p2 (CT)6 12 55018966 55018977 CATGACTTCGTCATCATCGG ACTCAAGAACATGTGCACCG 173

Ai02B13188 Araip.B02 13188 p3 (ATC)14 42 55021098 55021139 CGCGTCCTCCAATTTGTAAT ATTTCGGATATGGGTGCAAA 260

Ai02B13191 Araip.B02 13191 p2 (CT)6 12 55022324 55022335 GGCCCATTCTGATAGCCTAA ACGCTAGCTTACGGATGGAA 241

Ai02B13194 Araip.B02 13194 p2 (AT)7 14 55035212 55035225 ATTTTCTCTCCACGGGGAAC GTGAGGGAGTGACGGTGAAT 181

Ai02B13197 Araip.B02 13197 p2 (TA)14 28 55044863 55044890 CCATTCCAAACCAACCAAGT GAATGTGGTGTGGTTGCTGT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13198 Araip.B02 13198 p2 (AG)9 18 55046196 55046213 CCATGAGCTCACGTGTCAGT TTTTATGCGATGTTGGGACA 248

Ai02B13199 Araip.B02 13199 p4 (GAAA)7 28 55046717 55046744 AATTCTTCCCTTCCTAGCCG AAACCATGCAAATCCACTCC 222

Ai02B13203 Araip.B02 13203 p4 (ATGT)7 28 55063644 55063671 TACGAAACTAAGGCCGGCTA AAGCATGGCAACCGTTAGTC 119

Ai02B13205 Araip.B02 13205 c (CT)7(AT)21 56 55064144 55064199 AACCGAGCACCATATCTTGG CCCAAACCTGAAAAGCTTGA 275

Ai02B13206 Araip.B02 13206 p2 (AT)11 22 55078379 55078400 CGTAATACCGCTCCCAAAAA TTGAACCCTCGCCATTATCT 152

Ai02B13208 Araip.B02 13208 p2 (AT)6 12 55093242 55093253 ACCAAAATCAATGCCACCAT TGGGATCGACACTCACTCAC 189

Ai02B13210 Araip.B02 13210 p3 (TCT)21 63 55100982 55101044 TGTGGTTTGTGATGGACAAGA TTTAGTGTTGGAGGGCATGA 226

Ai02B13216 Araip.B02 13216 p3 (TTG)7 21 55123328 55123348 TCGTTTGATTCATGTAGCCG TTTTCAGAAACAAAACTTATCCTCTC 202

Ai02B13217 Araip.B02 13217 p2 (AT)10 20 55124344 55124363 GTGAAGGATTTAGGGTGGCA GTATGGGAACCCTTATCCCC 268

Ai02B13222 Araip.B02 13222 p2 (GA)11 22 55132745 55132766 TGTTGATAGGAGTCGTTGGTG CGAAGCATCCCATTCAAAGT 160

Ai02B13225 Araip.B02 13225 p2 (TA)10 20 55158800 55158819 AGCTTTTCTTTGGGGCATTT TTGATTTTGGGAGAGTTGGG 275

Ai02B13228 Araip.B02 13228 p2 (CT)7 14 55179839 55179852 TTCCTATCTTTTCAAAATTTGTTTCA GAGAGAAGGAGGGAATTTTCG 276

Ai02B13229 Araip.B02 13229 c (TCT)6attctttcttcttttgctcgaggtcgagcaacattctaagtttggtgtggtaaaagcatagctttttttg(T)1098 55180401 55180498 TTCGAACAGGCAGAGGAGAT AGGCTTTTCTGGCCTTAGGT 193

Ai02B13230 Araip.B02 13230 p2 (AG)17 34 55181797 55181830 AGCCTTACCACCTTCCCCTA GGCACTAATCCCTCGATTCA 199

Ai02B13231 Araip.B02 13231 p2 (AT)10 20 55182851 55182870 TTGGGCAACTTTATTCCAGC CCATGTTGTGGCATGAGAGA 143

Ai02B13232 Araip.B02 13232 p2 (TA)7 14 55189138 55189151 TAGTCGGCCTAAACTCTGCG CTAAGCCTTACCTCATGCCG 276

Ai02B13235 Araip.B02 13235 c (T)11c(T)10 22 55218847 55218868 TTGGGGTGATTTTATCCCCT GGGAACTTGGGTTGATGAGA 195

Ai02B13238 Araip.B02 13238 p2 (TC)12 24 55242306 55242329 CCAAAAATAGGATGTCAAAACCA TCAAAACATGACTCGCGAAC 268

Ai02B13240 Araip.B02 13240 p2 (AT)6 12 55243613 55243624 GCACGTCACGTACTAATTTCCA CCAAGTTCATCATCGTCCAA 241

Ai02B13242 Araip.B02 13242 p2 (AT)16 32 55255689 55255720 TGTTGGTGGTTATGATGGCT AAGCAGTTGTGTCCTCTTACCA 266

Ai02B13248 Araip.B02 13248 p4 (TTTA)5 20 55307036 55307055 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 261

Ai02B13250 Araip.B02 13250 p5 (TTATT)7 35 55310294 55310328 CGAAAATCCTTATCCCTTATTTTTC CCATGATGGAGAAAGGGAGA 215

Ai02B13252 Araip.B02 13252 p2 (TA)7 14 55323375 55323388 TTTCAAGGTTGTAATGGGGC GGGGAATAAAATCACCCCAA 258

Ai02B13253 Araip.B02 13253 p3 (AGA)20 60 55327419 55327478 GGTAGAGCGAAGTAATGCCG TCCCTCAACGTTCCAATTTC 276

Ai02B13258 Araip.B02 13258 p2 (TA)8 16 55374583 55374598 TGACACCCCAATTGATTTGA GGCTATTTGGACGAGTGAGC 279

Ai02B13259 Araip.B02 13259 p3 (GAA)5 15 55378823 55378837 TGCAATGAATGAAAATATGCAA CGCATGTCCATTTCAGTTTG 208

Ai02B13261 Araip.B02 13261 p3 (AGA)5 15 55389941 55389955 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 245

Ai02B13263 Araip.B02 13263 p2 (TG)7 14 55403746 55403759 TCCTAGAGGTTGGCTTTGGA AAAAGCGTTAAACCGAAAAGC 196

Ai02B13268 Araip.B02 13268 p3 (ATG)7 21 55412223 55412243 TTGGTGTGTGTCTTCCGAAC AGCAACAACACCCACAATCA 172

Ai02B13273 Araip.B02 13273 c (TA)6(T)10 22 55425833 55425854 GTGGTTTATCAACCTCCCCA AGTGTGGGGAAAAGTGGGTT 216

Ai02B13278 Araip.B02 13278 p2 (AT)8 16 55451056 55451071 TTTTTCCACGAACTAACAATAATGA TTTGTGGTGGCTAATGTTTCA 258

Ai02B13281 Araip.B02 13281 p3 (TTC)5 15 55480025 55480039 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai02B13283 Araip.B02 13283 p2 (CT)6 12 55483272 55483283 TCAGGATCTATGGAGCCCAC CCATTATGGGTGAGTTTGGG 214

Ai02B13285 Araip.B02 13285 p3 (TTC)5 15 55497781 55497795 TTGCTGGTACTGCTGCTGTT TGAAGACTCAACACCAAGAACAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13286 Araip.B02 13286 p3 (TCT)5 15 55499534 55499548 CTGCACATCTCACTTGGAGC ACCACGCCAATAGGCAAATA 201

Ai02B13287 Araip.B02 13287 p2 (GA)8 16 55508980 55508995 TTCAGGTTTAGGATCAGGATCAA TTTTTCTTTCGCTTCTTTTTCAA 280

Ai02B13288 Araip.B02 13288 p3 (TCT)5 15 55513740 55513754 CGTACGCATCATGTTTTTGG TGCAAAAATCAAAGACTCATCAA 229

Ai02B13289 Araip.B02 13289 c (A)10gagaaaaaaaattagggg(A)1139 55522886 55522924 TGAAGCAAGAAAAAGCAGTGAA TGCTTAGGGACAGCTTGGTT 273

Ai02B13291 Araip.B02 13291 p3 (TTC)5 15 55528409 55528423 CCATCACGCTTCATTCACAC TCTCCCAAGATTCAGAGGGA 263

Ai02B13292 Araip.B02 13292 c (A)15tgattcttgaagcaagaaaaagcagtgaatacaaaagcttgcg(A)1270 55545012 55545081 CATGGTTTCAAATTCATCCTTG GAGCTTTTGGCTTTTTCTGC 279

Ai02B13294 Araip.B02 13294 p3 (AGA)10 30 55562137 55562166 GCTCTCTTGCTTGCTCCATC GTCGAATACACACATCCCCC 280

Ai02B13295 Araip.B02 13295 p2 (AG)6 12 55565433 55565444 GGTTCCCTTTAGGTGAGTGGA TCCTACCTTTTTCAAAACCACC 254

Ai02B13301 Araip.B02 13301 p2 (GA)7 14 55609761 55609774 CATCATTGTCGATTCGTGCT GGCCTTTTTCCACCCTTAAA 275

Ai02B13304 Araip.B02 13304 p2 (AT)10 20 55614186 55614205 TTGTTTGCTTCCCAAATTCC ATGGCCATTGGTGTAACGAT 142

Ai02B13305 Araip.B02 13305 p3 (TCT)21 63 55617236 55617298 GTGTAATCCTTCCCGCCTTT AACCCTTCAGTGACAATCGG 167

Ai02B13308 Araip.B02 13308 p2 (CT)7 14 55623062 55623075 CGAAAATCATTAACTTCTTTTTCAA AGAAAGGGAGAGAGGGTTCG 236

Ai02B13310 Araip.B02 13310 p3 (TTC)5 15 55638969 55638983 AACCCACCACACATCTCCAT ATTGCCTTCCCTTTCCTGTT 186

Ai02B13313 Araip.B02 13313 p2 (TA)6 12 55668731 55668742 ATCGGCCAATGAATTTTGAA TGAAAATGGCATTACTTCATCA 264

Ai02B13315 Araip.B02 13315 c (TTC)5atctattc(T)1033 55678953 55678985 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 185

Ai02B13322 Araip.B02 13322 p2 (CT)6 12 55700797 55700808 ACCATTCTGGGCATTTAACG GGGTTTTTGGGGAAGAGGTA 277

Ai02B13323 Araip.B02 13323 p2 (GA)6 12 55707781 55707792 CGATGAGTTGTCCCAATGTG CTTTCGATTAGCCTCCTTCG 195

Ai02B13324 Araip.B02 13324 p2 (AG)6 12 55713869 55713880 CATAAGGAAAAGTGGGGTGC AGGTCGAGTTCAAAGCCTCA 252

Ai02B13325 Araip.B02 13325 c (AAT)5agtagggatcctttataccacagtatagaggtccttgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)6100 55719962 55720061 TTGTCCTTCCTCCTGCTCAT TCACCAAAAATCCGAACTCC 165

Ai02B13326 Araip.B02 13326 p2 (AG)6 12 55720295 55720306 GGAGTTCGGATTTTTGGTGA TTGTTTCTTATCTTTTTCAAAACTACC 279

Ai02B13327 Araip.B02 13327 c (T)10cgaaaacaaaggagaactttttgaaaga(T)1048 55721634 55721681 GCCAAAACCTCTGTCCAAAA TCGAGTTTGGACAACTGACG 272

Ai02B13332 Araip.B02 13332 c (A)10ggaagaaaattaaattgaataagttatttcaaggtttgggaagcatgctcatgtgaaatcaaaataattaaattaccatgtgcattgg(A)10108 55741322 55741429 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 213

Ai02B13333 Araip.B02 13333 c (T)16gaaataacttattc(T)1040 55744836 55744875 TTTGCAATTGGGGAATTTTT TCCCAAGTTGAATCCTTGGT 278

Ai02B13334 Araip.B02 13334 p3 (GTG)5 15 55748293 55748307 CGAAACCTGGTGTGTGAAGA CTCTCCCCATCCACCCTTAT 143

Ai02B13336 Araip.B02 13336 p2 (GC)6 12 55762594 55762605 CCTGAGGCACAACCTCTCTC GGTGAGTGACCGGAGACAAT 257

Ai02B13337 Araip.B02 13337 p2 (AG)9 18 55765570 55765587 AAACCCCAAGAAAAGGGGAT GGTGTATATGGCCAAGTGGG 264

Ai02B13340 Araip.B02 13340 p2 (TA)6 12 55785413 55785424 GCGTAGGCATGGACATAACA GACTAGCCGGCCTAAACTCC 152

Ai02B13341 Araip.B02 13341 p3 (AAC)7 21 55785741 55785761 GCATAAGATCCTCCGCTCTG ACTGGGGACAGTTACCATGC 161

Ai02B13343 Araip.B02 13343 p2 (AG)7 14 55791848 55791861 CATCTGCGAAAATCAGCGTA GAACCTGTGATTGAAGAGGCA 265

Ai02B13344 Araip.B02 13344 p2 (CT)6 12 55798409 55798420 GCCGCCACATACTTTCTCTC GAAGGAAGGGTGAAGGAAGG 220

Ai02B13346 Araip.B02 13346 p4 (ATAG)6 24 55802791 55802814 TTGCTTGGCCCTACTTGTCT CTCATCAACTCCCCCACACT 230

Ai02B13349 Araip.B02 13349 c (T)13attgaa(T)11 30 55809701 55809730 GGGTCTAAAACTCCCCACAA TTGATGATGGCTTTGCATCT 254

Ai02B13350 Araip.B02 13350 p2 (CT)18 36 55823452 55823487 GGCGGCTCAGTTTTTCAAT CGTGTTGTGAAATAAATAACTAAGGAA 274

Ai02B13351 Araip.B02 13351 p3 (TTC)7 21 55831300 55831320 CAAGCGCTTCGTTAATGTCA GGAATTCAAATCTGAGGGCA 133
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Ai02B13352 Araip.B02 13352 p2 (GA)6 12 55839045 55839056 CACTGACCTTGAGGGGAAAA GACTCCTCCTCTGTTGCGTC 241

Ai02B13353 Araip.B02 13353 p2 (AG)6 12 55847021 55847032 GAAGGTAGAGGGAGAGAGATGGA TTCCCCTTTCTTCTTTTTCAA 237

Ai02B13357 Araip.B02 13357 p4 (TATG)8 32 55873365 55873396 ATCAATGGAATGCCCAAAAA TTGCATTTTGCATCTTTTTCTT 272

Ai02B13360 Araip.B02 13360 p4 (TTAT)5 20 55903676 55903695 CCACTCAAGTGATAATTTGGCA TCCTGGGTATTGTCGTGAAA 199

Ai02B13361 Araip.B02 13361 p2 (TA)10 20 55904159 55904178 TTGAGCCTTCACGAATAGGAA AGTGCGGAGCTATAGGAGCA 252

Ai02B13364 Araip.B02 13364 p3 (AAT)5 15 55928797 55928811 TTGGCTTTACCAGTTTTCCG TCCCTAACCCCTATTGGTCC 276

Ai02B13366 Araip.B02 13366 p2 (AT)10 20 55930963 55930982 AACTGTTGCATTAGGGAATCAAA ACCAAGCACACAATGACCAA 219

Ai02B13368 Araip.B02 13368 c (T)13aaatttcaaaaatcgtagccaacgatttttctaaatcgccacagcaatttttttgtttgcatttcttttcatattcttataaaattct(A)13114 55933499 55933612 CGGCGTGATCTAATGATGTG TGTGCAATTTAACTTTGGGC 279

Ai02B13369 Araip.B02 13369 c (TA)6tccctgtcatattcagtgtatatatgaaaaaatataagagtttgtttgagtattattaaattattaaaa(T)1091 55936776 55936866 TCATATTACGGATGTCTCATTTTGA TTTGTAAGCCATGAACTTCTCA 265

Ai02B13372 Araip.B02 13372 c (A)10tccatatattatataaaaataatggaacaatt(AG)1164 55942399 55942462 AAAAAGGAAAAGACCTATACTCACTG CTGGAAAGCTTGCTCCTTTG 161

Ai02B13373 Araip.B02 13373 c (T)16agggaaagagcgcgtacgcgtcagcgacgcttgtgcgtcgaacacc(T)1274 55950281 55950354 TTGTGCGCAAAGCATAGTTC GAACAGGAACCGGACACTTC 210

Ai02B13376 Araip.B02 13376 p3 (AAT)5 15 55970322 55970336 GGGGAAACCTATTGGGAACA AAGGTTGTAATGGGGCTAAGG 231

Ai02B13377 Araip.B02 13377 c (A)10(T)10 20 55972708 55972727 TTGCATGCATTATGTGTTTTGA TGAAAAAGGTTTTGAAAAGATAGGA 239

Ai02B13378 Araip.B02 13378 p3 (AAT)5 15 55974606 55974620 TGGAAGGATCAACAGAAGCC TTGCTTGGGAGAGTACTGGG 278

Ai02B13379 Araip.B02 13379 p2 (CT)8 16 55976282 55976297 GACCCTTCAGGATCTGTGGA TGGTGGAAGTGTTTGGTGAA 151

Ai02B13383 Araip.B02 13383 p2 (GA)7 14 55985578 55985591 TTTGCAATAATCCACAAGCA TCCCCCTTCCCATTTCTATC 241

Ai02B13389 Araip.B02 13389 p2 (CT)6 12 56016979 56016990 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGGTTCAGATTTTTGGTGA 252

Ai02B13390 Araip.B02 13390 p3 (TTC)5 15 56019719 56019733 ACACAACCCTCTCTTCCCCT TGCCATCAATGGTAACGAAA 170

Ai02B13391 Araip.B02 13391 p3 (TTC)9 27 56039270 56039296 TCTCCCTCTTTTCCCTCCAT AGTGGTGGAAAGTACTGCCG 242

Ai02B13394 Araip.B02 13394 p2 (TA)8 16 56055396 56055411 TTGCGTGTCTTGCAAGTTGT GATGTGAGCCACCTACATGC 192

Ai02B13397 Araip.B02 13397 p3 (GAA)12 36 56068340 56068375 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTAATCCCCA 132

Ai02B13401 Araip.B02 13401 p2 (AT)6 12 56101250 56101261 ATCCACACCGAGACTCATCC CCATCTTCTGGGGTCACACT 254

Ai02B13403 Araip.B02 13403 p4 (TTTA)7 28 56119783 56119810 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTTTCCTCA 254

Ai02B13404 Araip.B02 13404 p2 (TA)6 12 56125808 56125819 GTTCATCAACCTCCCCACAC AGTTCCCTGCTTTCATGAGC 266

Ai02B13406 Araip.B02 13406 c (T)10ctccaccccctctgcgacgcggacgcgtcgctgatgcgatcgcgtcgcgtggcgaaaaaaa(T)1081 56154573 56154653 CTCCAGCCGGACTCTCTGT CGCGGTATGATCGTTCTTTT 209

Ai02B13409 Araip.B02 13409 p2 (AT)9 18 56171380 56171397 TTTTGAAATCAAAGACACTATTTTCG GGTGTTATCTTTTTCTTTTTCTTTTTG 219

Ai02B13410 Araip.B02 13410 c (TA)10tcgcttcgtgagtgttgcgcttttcgttttaccattttttgctttaactttccctaaaggctcctagttataaatcttttttttgt(TA)8tgta(TG)25176 56173911 56174086 AGAGGTTATTTTGGAGAAACAGG GGTGGTAAGGTATTACGACCTCTAAA 269

Ai02B13411 Araip.B02 13411 c* (TA)6(ATAC)6* 33 56179302 56179334 GAAGAAGTCAGGAGAGGGTGG GAGGGGATCCTAACTTCCCA 271

Ai02B13412 Araip.B02 13412 p2 (AT)8 16 56181205 56181220 TTTCAGATGCAGGACGTGAG GTTAAACCGGCCAGAGCATA 261

Ai02B13416 Araip.B02 13416 p2 (TA)6 12 56185046 56185057 AGCTGCACAACAACGAGCTA TTTGAGGGGAGATGTTAGAGAA 280

Ai02B13419 Araip.B02 13419 p3 (AGT)6 18 56197424 56197441 GTTAGGAAGTTCTGGCGCTG GCAAGGATGCAGGGAATTTA 252

Ai02B13420 Araip.B02 13420 p3 (AGT)6 18 56198509 56198526 GTTAGGAAGTTCTGGCGCTG GCAAGGATGCAGGGAATTTA 252

Ai02B13421 Araip.B02 13421 p2 (AC)16 32 56204938 56204969 TTTGCATCGAGCCTATCTTG CTGGATCTTACATTCCACCGA 262

Ai02B13426 Araip.B02 13426 p3 (TAT)5 15 56220263 56220277 TCACATCTCTGCCATCCTCA TCTTATCCTTGCTCCTGCTCA 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13428 Araip.B02 13428 p2 (CT)7 14 56226768 56226781 CCTGGAATTGAGAAGACGAAG AGGCGATTTCTGGGCTATTT 207

Ai02B13429 Araip.B02 13429 p2 (AT)12 24 56227552 56227575 GGCCAATTTCTAACCCTCCT AAAGTGGTGGCTTTGCATCT 253

Ai02B13434 Araip.B02 13434 p2 (AT)7 14 56256323 56256336 GAAGAGTTGGGAACATTGGG CTTGTTTTGGGGCATTTTGT 239

Ai02B13436 Araip.B02 13436 c (T)10ctt(TA)6(T)10ctgcaca(T)1052 56276458 56276509 GGGCATTTTTGTCCCTTTTT TGGGTATGGAAAACTTGGGA 254

Ai02B13441 Araip.B02 13441 c (A)10gatttttcaatagatttatgactttcttttgac(AT)655 56303320 56303374 TGCAAAAAGAAAAAGCAACG TTTTTGAGCAGCACTTTGTTG 173

Ai02B13442 Araip.B02 13442 p3 (AGA)6 18 56307645 56307662 TACCCTCACCCAATGGAAAG CCTCTTCTCCCTCTCCTCGT 261

Ai02B13445 Araip.B02 13445 p2 (CT)9 18 56321361 56321378 CAAAAATCACTAACCACTTTTTCAA AGAGAGAGGGAGAGGGTTCG 255

Ai02B13447 Araip.B02 13447 p2 (CT)6 12 56336552 56336563 AGTTATGGCTCCCGAAAGGT GTGGGCCAAACGAACTAAAA 193

Ai02B13452 Araip.B02 13452 p2 (GA)9 18 56413949 56413966 GGGGGAAAGAGGAAAAGAAA AGTATAAGCGCAAGTCGCGT 223

Ai02B13454 Araip.B02 13454 p3 (TGT)5 15 56418801 56418815 GAGGTGCTCTGTAAGGCTGG AGGGTACAATCAAGGTGGCA 167

Ai02B13455 Araip.B02 13455 p3 (TTG)5 15 56422929 56422943 GGTTGACTTGGCTCCATTGT GAGAACGAAGAGCTCATGCC 246

Ai02B13457 Araip.B02 13457 p2 (TC)6 12 56434851 56434862 CATTAAGGAAGTTCCGCGAC AGATGATTCGCCTCCCTTTT 253

Ai02B13461 Araip.B02 13461 p4 (AAAG)5 20 56489787 56489806 TTGAGGCTGAGCTTTTTGGT CCTCGCCTTCCTTTCTCTTT 209

Ai02B13463 Araip.B02 13463 p3 (TCT)7 21 56501609 56501629 TCAACATCTCTTTCCCACCC CGGTCTTAGGTGCCATCAAT 189

Ai02B13466 Araip.B02 13466 p2 (AG)6 12 56539648 56539659 TATTTTTGGCCCAGTTTTCG CCTCTGGTTGTAGAAGCAATCC 200

Ai02B13471 Araip.B02 13471 p2 (AT)8 16 56551248 56551263 CGTAACGCTCACATGGATGA ACTTCGCGAGTCAAGTCAGG 132

Ai02B13472 Araip.B02 13472 p2 (AT)7 14 56552740 56552753 TATCCTTGCCATCACCACAA CCATAGGATTGTTTGGAACG 235

Ai02B13476 Araip.B02 13476 c (A)10gagaaaacgagaaaaaagaa(AT)744 56572429 56572472 GAAAATTGTGGGAACATGGG CATTGGAGTAATTTTGTCCCC 239

Ai02B13479 Araip.B02 13479 p2 (GT)6 12 56597865 56597876 ACCTTTGTTTGCCACCTTGA TCCCACATTCTCTCCCACTT 161

Ai02B13480 Araip.B02 13480 p2 (GT)8 16 56598236 56598251 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 241

Ai02B13482 Araip.B02 13482 p2 (AG)6 12 56639044 56639055 AAAGAGGGAAGGGATTTTCG TTCAATCACATCTTTTTCAAATCAA 184

Ai02B13485 Araip.B02 13485 p2 (TA)7 14 56656896 56656909 TCACAAGATTGGCAAGGACA TGCCTAAAACCAAACCAATGA 216

Ai02B13488 Araip.B02 13488 c (A)12tatatatatagag(A)1136 56679394 56679429 TATGGGGAAATTGGGATTGA TTACTTTGGGGCGTTTTGTC 215

Ai02B13491 Araip.B02 13491 p2 (CT)6 12 56696757 56696768 AACGCCAGGATTAGCAGAAA ATAGGTGAGGGGTTTTTGGG 173

Ai02B13493 Araip.B02 13493 p2 (CT)7 14 56709784 56709797 AGGGAAGAAAAGTTGGCGTT TGTGGGAGGAAAAGGATTTG 263

Ai02B13495 Araip.B02 13495 c (AT)6aaaagaaaaaaaatatatac(A)1042 56715914 56715955 TTGGGTATGGAAAACTTGGG GGCATTTTTGTCCCCTTTTT 243

Ai02B13496 Araip.B02 13496 c (T)10cgcta(T)10 25 56721729 56721753 TTGGCTTTTTCTGCTTGCTT TACATGTGGTGGCAATGCTT 266

Ai02B13497 Araip.B02 13497 p4 (TTTA)6 24 56727829 56727852 GGGTTAGCATATGACCCCAG AACCGCTTTCTCTCTCCTCA 200

Ai02B13504 Araip.B02 13504 p2 (TA)6 12 56778866 56778877 ATTTCAATCAATTGGGGTGC GCGTTTCTTGGGTGACAAAT 172

Ai02B13505 Araip.B02 13505 p3 (GAA)5 15 56800373 56800387 GACGCGAGAGAGTGAGGAGT GTGGTTTCCTTTTGTGGTGG 202

Ai02B13507 Araip.B02 13507 p3 (AGA)11 33 56805149 56805181 CATCATTCTCAGCCCCTCAT TCCTCTGCAACAGCAATGAC 217

Ai02B13508 Araip.B02 13508 p2 (TA)15 30 56814511 56814540 TGGGAAATTTTTGTCCCATT TGATTTTGGGAAGTTGGGAA 261

Ai02B13510 Araip.B02 13510 p2 (AT)11 22 56822339 56822360 ACACTCCCGAATGCGATAAC TACCTTCGCGAACCGAGTAT 128

Ai02B13512 Araip.B02 13512 p2 (TA)6 12 56831379 56831390 GAGAACCCAAAAGAAACCCA CTCTGGTTCTCACCCCATGT 251
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Ai02B13513 Araip.B02 13513 p2 (GA)8 16 56837992 56838007 TCTTGTGTTTGTTTGCCAGC TGGAAGGGAGCATGATAACC 228

Ai02B13522 Araip.B02 13522 p3 (CAT)5 15 56882288 56882302 CAGCCCCAAATTCTTCAAAA TGCATTGGATAAGTGAATTGATG 161

Ai02B13523 Araip.B02 13523 p2 (AC)6 12 56884427 56884438 CTCTCAGCCTCACAACCCTC TTCTCCCTCTAACCCACACG 195

Ai02B13524 Araip.B02 13524 p2 (CT)6 12 56887552 56887563 AGGAACATTGAACCTGTGATTG AGTGACGAAAATTAGCGCGT 261

Ai02B13525 Araip.B02 13525 c (TTAT)5tgaatttttga(T)1041 56888860 56888900 TCGGGTAGCATGATATTAAGTTATGA GTGTCAATGCATCCATCAAA 280

Ai02B13526 Araip.B02 13526 p3 (TCT)5 15 56891875 56891889 AGCCATGATATGCCTTGGAG GACCCTTGCAGATGAAGGAA 241

Ai02B13527 Araip.B02 13527 p2 (CT)6 12 56894469 56894480 AGGAACATTGAACCTGTGATTG CGTCGCAGTGACGAAAATAA 267

Ai02B13528 Araip.B02 13528 p2 (AC)7 14 56898527 56898540 GGGCTAAGGTAAGGGTGAGG GGGCAAAATTACCCCAATG 232

Ai02B13532 Araip.B02 13532 p3 (ATG)5 15 56926957 56926971 AATTTGAACAACCGAGGTGC TCAGTCTCATCTCGTGGCAG 240

Ai02B13534 Araip.B02 13534 p2 (TC)13 26 56927454 56927479 TCTCTCTCTTTTTCTCTCTTCCTTC ACACGCCTACATGGCCTTAC 279

Ai02B13536 Araip.B02 13536 p3 (TTC)7 21 56930614 56930634 TTTGCATACAAAATCGTCCC GATGAGGACCATGGAGGAAA 273

Ai02B13538 Araip.B02 13538 c (A)13gagaaaaaaaagggaatat(A)1042 56949293 56949334 TTGGGAACATTGGATTGGAT CCCTTTTTGTTGAACTTCGC 198

Ai02B13540 Araip.B02 13540 p2 (TA)11 22 56964344 56964365 AAATCAATTGGGATGCCCT TCATCTTTGAGTGCACCGAG 242

Ai02B13541 Araip.B02 13541 p2 (AC)6 12 56973708 56973719 GGCCACGCCTAACTTCAATA AAAAGATAAAAGGGCCCGAA 234

Ai02B13542 Araip.B02 13542 p3 (GGT)5 15 56974657 56974671 TAAGATCAAGCATCGTCCCC GATGAGGAGACCCATGAGGA 216

Ai02B13546 Araip.B02 13546 p3 (TTA)25 75 56995974 56996048 AAGATGTTACTTTACCCACGTGAT GCACCGGTCCTGGTAATCAT 271

Ai02B13547 Araip.B02 13547 c (TAT)5(TGT)7tatta(TTG)762 56996232 56996293 GACCGGTGCCATTATCATATC GTCCGTTTTCCCTCCAAAAT 277

Ai02B13548 Araip.B02 13548 p3 (ATT)5 15 56999459 56999473 CCTCAACAATTCACCAGCCT GGACGTTTTTCCTTTCAGCA 280

Ai02B13549 Araip.B02 13549 p3 (AAT)21 63 57000126 57000188 CAAATCTTAATGGCTTCGGC GACGAAAATTTTTATAAGGTGGG 269

Ai02B13550 Araip.B02 13550 p3 (TAA)5 15 57002305 57002319 TGTACGGAAAATAATTACGAAAATTG TTTCAATCTTATTACGTGCATGA 192

Ai02B13551 Araip.B02 13551 c (ATT)6taataataacgataattatcattattaatattaaattggt(TA)1180 57003986 57004065 TGATTGTATTATCCTTCAAACCAAAA AAACGTTGGGACAAAAACAA 279

Ai02B13553 Araip.B02 13553 p2 (TC)9 18 57012463 57012480 ACAGGACCTTCCCCTTCATT GCCAAAACTTACCAAATTCACC 277

Ai02B13555 Araip.B02 13555 c (T)10caaaaacagggcactctcctaatctataagcattctaaaacaatcacaaatcaaatttaacaacaaatctttttag(T)1197 57020896 57020992 GTAGGCACAACTTTGGCACA TGTTGAATTGCATTTTGCTTG 258

Ai02B13558 Araip.B02 13558 p2 (GA)7 14 57034758 57034771 TTGCAACAATCCACAAGCAT TCTTCCTTCTTCCTTCTTCCTTC 249

Ai02B13562 Araip.B02 13562 p2 (TC)8 16 57057649 57057664 AGAAAGGGGAGAAAAGCTGG ATAGGTGAGGGGTTTTTGGG 267

Ai02B13564 Araip.B02 13564 p2 (CT)8 16 57088762 57088777 CTTTTTGTTTGTTTCTTATCTTTTTCA GTTCGAATTTTTGGTGGGTG 252

Ai02B13565 Araip.B02 13565 p2 (CT)9 18 57088973 57088990 AACATCTCTCCCTCACCCAC TCTGAGGCGTCCCATTACTC 189

Ai02B13566 Araip.B02 13566 p3 (TTC)5 15 57090694 57090708 CTCCACATCCACCCACTCTT CCCTCGAGCAAGAGAAGAAA 260

Ai02B13567 Araip.B02 13567 p3 (GAA)5 15 57094623 57094637 TGAAGCACCAGAATAATGCAAG CGTCGCACCCTATTTTTCAT 273

Ai02B13570 Araip.B02 13570 p3 (AAG)5 15 57112742 57112756 AACCCCAGTGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai02B13572 Araip.B02 13572 c (A)10cggccatcggcgcgttagcacgctgt(GC)648 57115364 57115411 GTGCTAGGTGGGAGACAACC TTTGTACCAGAAGTTGCGGA 264

Ai02B13573 Araip.B02 13573 p2 (GC)6 12 57115565 57115576 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 192

Ai02B13574 Araip.B02 13574 c (A)10gaaaaagaaaaaaaaataaatgtgagaaaaaagagaaaaagaaaagaaaagaaaaaaaatagg(A)1083 57116509 57116591 TTCAAGTGTGGGAACCTTGG GGGGCATTTTGTCTCCTTTT 280

Ai02B13575 Araip.B02 13575 p2 (AT)7 14 57119674 57119687 TGGGAATTTGGGAACCTACTC TGGGGTAATTTTGTCCCCTT 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13576 Araip.B02 13576 p2 (AT)7 14 57122236 57122249 TTAAGTGTGGGGAGGTCGTC CAATTGGGATATCAATGCCC 233

Ai02B13578 Araip.B02 13578 p4 (ATAC)9 36 57142500 57142535 CCTTCACCTCCACGAGTGTT GCATATGTAAAGGTGTAGTGGAGC 205

Ai02B13579 Araip.B02 13579 p2 (AT)8 16 57142819 57142834 CACGGTCTCAGTAGAGAAGTTTCA CGAAGAGTTGTGTGAAGGCA 279

Ai02B13582 Araip.B02 13582 p3 (GAA)5 15 57161668 57161682 CATTGTTGAGTTGGGAGGCT ATTTTGACATGGGGTGCATT 272

Ai02B13584 Araip.B02 13584 p2 (TA)8 16 57166537 57166552 ATGGGCCAGACCCTAGAGAT GAGATTACGCAAGCCAAAGC 161

Ai02B13585 Araip.B02 13585 c (A)14ggccatcggcgcgttagcacgctgt(GC)651 57172550 57172600 GAATGCTGAGATTGGTGCAA AATTTCATCCCGCACAACTC 135

Ai02B13587 Araip.B02 13587 p2 (AT)8 16 57193332 57193347 GCAGTCCAACCATTAGGCTC ATTTTGTTCCCCTTCAGGCT 188

Ai02B13588 Araip.B02 13588 c (T)14cctcttaaatacctagatacccataaaaaaattttctccgaaaacaccccactttttatttg(A)1490 57208207 57208296 TCGAAGCTGTTTCACACGTC TCCCAATGAATTAAGTGACGAA 264

Ai02B13591 Araip.B02 13591 p2 (AG)7 14 57216176 57216189 CCAAACGGACCAAAAACACT GCTCAAGTTATGGCTCTCGG 187

Ai02B13593 Araip.B02 13593 p2 (CT)6 12 57230503 57230514 TGTGATTTCTTGTGAGTCAAGTCAT GGAGGTGAGAGAGAAGGAGGA 241

Ai02B13594 Araip.B02 13594 c (TCT)5actattctttcttcctttgctcgagggcgagcaacattctaagtttggtatggtaaaagcattg(T)1089 57232843 57232931 CACCCCACCTACCTTCAAAA CCTATGACTCGGAGGTGGAA 269

Ai02B13595 Araip.B02 13595 p2 (AT)12 24 57256978 57257001 AGCCTTGGATCCTTTTACCC TGGCTCTTGAAAGAATGATGAA 270

Ai02B13600 Araip.B02 13600 p3 (TAT)39 117 57294505 57294621 GCCAGGTTCCAACATATCTCA TCATCTTGTTGCATAGATTGGG 276

Ai02B13602 Araip.B02 13602 c (T)10cgcatatac(T)1130 57305504 57305533 TTGGCTTTTTCTGCTTGCTT TACATGTGGTGGCAATGCTT 252

Ai02B13603 Araip.B02 13603 p2 (CT)13 26 57310652 57310677 ACCCACGAAAGTTGAAAACG GTGGTTTGTGGTTGATGCTG 234

Ai02B13607 Araip.B02 13607 p3 (CTT)5 15 57339546 57339560 TGCAAGTTGTGGAAATGGAA ACCCTTACCCAATCCAAAGG 229

Ai02B13612 Araip.B02 13612 p4 (CAAA)5 20 57378173 57378192 CTGACGATAGGCCTTCTTGG TTCCTGGGAGAGTCTGGATG 272

Ai02B13613 Araip.B02 13613 p5 (AAAAT)9 45 57386411 57386455 TCGAGTTTGGACAACTGACG GGCTTTACAGCCAGATATGATTC 256

Ai02B13620 Araip.B02 13620 p2 (TA)9 18 57474132 57474149 TTCAGCAGTAGCATCGAGGA TCACAATCAAAAATTAAGATGCAA 257

Ai02B13621 Araip.B02 13621 p2 (GC)6 12 57475775 57475786 GGGGAAAATGCATGAAGAAA TGTAAGAGTATTGGCGCGTG 185

Ai02B13624 Araip.B02 13624 c (T)10ctattttttttcttttcttttctttttctc(T)1050 57507369 57507418 TACTTTGGGGCATTTTGTCC TGTGGAAACCTTGGGACATT 280

Ai02B13629 Araip.B02 13629 c (A)11gaaaaagcaatgaaaggggacaaaaatgccccaagacagag(TAA)5tgcatatgggatgcatgagtatgc(A)12103 57532591 57532693 GGGATTCGAAAACATACTCAGG TCCTTGATTAACCTAACATCCCA 256

Ai02B13630 Araip.B02 13630 p3 (GAA)5 15 57556962 57556976 TTTCTCTTCGGTCTTGGGTG ACCCAAACCCTCCTAAATGG 266

Ai02B13631 Araip.B02 13631 p2 (AG)6 12 57560154 57560165 CAGGTTCTGGATCTGCTTCA TCACCAAAAATCCGAACTCC 188

Ai02B13633 Araip.B02 13633 p2 (TC)7 14 57574396 57574409 CCAGAAATGGGCACAAAACT GGTATTTGGGGAAGGGTGTT 252

Ai02B13635 Araip.B02 13635 c (CTT)6tgagcccgtcgccgtaccatccttttcatataagttcctctctctctcacgctctctt(TC)1096 57602000 57602095 AGAGGCCAGAGATGGAGTCA GCAGCGGAGAAGAAGAAGAA 196

Ai02B13645 Araip.B02 13645 p2 (TC)7 14 57673093 57673106 TAAAGTGTGGGAATGCACCC TCTGTAACGTGGAAGAAATTCA 257

Ai02B13649 Araip.B02 13649 p2 (CA)8 16 57735079 57735094 CGCACACGCTGTGTATTTTT CCCTCAACAGATTGCACCTT 192

Ai02B13651 Araip.B02 13651 p2 (CT)10 20 57738912 57738931 CGTTTTGTTTGTTTCTTATCTTTTTC AAAGGGAAAAGCATGAGCCT 215

Ai02B13652 Araip.B02 13652 p3 (TTC)5 15 57740146 57740160 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 249

Ai02B13654 Araip.B02 13654 p2 (AT)6 12 57763937 57763948 AATTTTAAAGGTTTGGCCCG GCAGCAGCTGTGTTGTTTGT 159

Ai02B13656 Araip.B02 13656 c (T)10ctatattttttttcgctattttctctc(T)1148 57780238 57780285 TTGGCTTTTTCTGCTTGCTT TGAATGCTTGAACAGTGCCT 239

Ai02B13657 Araip.B02 13657 p3 (GAA)5 15 57781735 57781749 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai02B13658 Araip.B02 13658 p2 (AG)6 12 57784458 57784469 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13662 Araip.B02 13662 c (CT)7aatgaattttttcattttcttttttcaaaaaaaatctgaatattttgttgttgttgttagattt(A)1189 57791804 57791892 GCTGCTGCTGACTTGTTGAA CGCCACTACACCATCTCTCA 252

Ai02B13663 Araip.B02 13663 p3 (TTA)11 33 57802147 57802179 GGTGAACTTTCGGACATCCA TTTTTCAATCAAAGCACAATTCTT 271

Ai02B13664 Araip.B02 13664 c (AT)7ttttttttctctttttctc(T)10gaaaaataaacataacttatcaatgcacatgaatttttaa(T)1396 57804664 57804759 TCACATGTGCATTGATCTTTCA TGCATCAACTAAGTGTGGGG 268

Ai02B13666 Araip.B02 13666 p2 (TA)6 12 57815835 57815846 TGCTTTTTCTCCCATCTCAA GCATGTCCTCATGCTAAATCC 237

Ai02B13668 Araip.B02 13668 p2 (TC)7 14 57832541 57832554 TGGCCCAAATCTAAGTCCAG GGGACAATCATGAAAGCAAGA 186

Ai02B13670 Araip.B02 13670 p3 (AAT)13 39 57845731 57845769 GCAAGAAAAAGCAGCAAAAA TTGCCTTTTGGTGTAAAGGG 216

Ai02B13671 Araip.B02 13671 p2 (TA)10 20 57850927 57850946 GGTCAGCTTGGAGAAACAGG CAGAAAAGCGCATCACTCAA 216

Ai02B13677 Araip.B02 13677 p2 (CT)6 12 57883100 57883111 TTTCTTATCTTTTTCAAAACCACC GAAGGAGATGAGGGAGAAGGA 210

Ai02B13678 Araip.B02 13678 p2 (CT)7 14 57883330 57883343 TCCTTCTCCCTCATCTCCTTC TTGGTAACGGCGCTAAAAAC 259

Ai02B13679 Araip.B02 13679 c (A)10(T)11 21 57883688 57883708 TTTGGACAACTGACGGTTCA GTTGGAAGCCTCAGTCCAAA 231

Ai02B13680 Araip.B02 13680 p3 (TTC)5 15 57885719 57885733 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai02B13681 Araip.B02 13681 p4 (AAAT)5 20 57890319 57890338 TAAGTGTGGGGAACTGTGGG GCATTGATCTTAACATTGGGG 240

Ai02B13682 Araip.B02 13682 c (AAAAAT)6acagaaaagtagcaaaataaataaaaagagtatgtagtggttcacc(A)1294 57896774 57896867 GGCTAAAATTTGACTAAAATGCAA TCACACCCTGCTTGAGTGAG 252

Ai02B13684 Araip.B02 13684 p4 (TATC)5 20 57920131 57920150 AGCACAAGATGTGCCACAAA TTGCAAGTTGCTTCATTTTGA 223

Ai02B13685 Araip.B02 13685 p4 (TATC)5 20 57922913 57922932 AGCACAAGATGTGCCACAAA TTGCAAGTTGCTTCATTTTGA 223

Ai02B13687 Araip.B02 13687 p4 (ACAT)5 20 57929454 57929473 AATATCACGCTTTTGGCTGC GAGGGATAGGAGTCGCGATA 263

Ai02B13688 Araip.B02 13688 p2 (CT)6 12 57931128 57931139 ATCTGATTGATCGGCAGCTT TGTTGCTATTGCTGAGTCGC 159

Ai02B13689 Araip.B02 13689 c (CTTTT)5tcttttttgttgc(TG)650 57931283 57931332 GCGACTCAGCAATAGCAACA TCACCTTCACATTTCCCCTC 215

Ai02B13690 Araip.B02 13690 p2 (CT)6 12 57935250 57935261 CAGCAAGGGGCTTTTTACAC ATAGGTGAGGGGTTTTTGGG 162

Ai02B13693 Araip.B02 13693 p4 (GTTA)5 20 57955779 57955798 TCCAACACTTCCAAACACCA AGCATTTAGGCAATGAGGGA 197

Ai02B13695 Araip.B02 13695 c (A)11c(A)10 22 57974160 57974181 GGCAAATTGGGTGCATACTC TGCATTGATCCTTGTTGAGC 184

Ai02B13697 Araip.B02 13697 c (AT)6ac(AT)7 28 57988083 57988110 AATCGGCCAAGGTATGGTTT ACCAAAACCAATCCCAAACA 265

Ai02B13699 Araip.B02 13699 p2 (CT)15 30 58000494 58000523 AGAAGCATCAAGCTGGCATT AAAGAGTGTTATGAAAAGGTGGG 276

Ai02B13704 Araip.B02 13704 c (A)14gaagagaaaaaaagaaaa(AT)746 58026051 58026096 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 235

Ai02B13705 Araip.B02 13705 p2 (CT)6 12 58027486 58027497 AGAAAGCACAGATTGGAGGC AAGGTTCATAAGTCAAGTTGGCA 271

Ai02B13706 Araip.B02 13706 p3 (CTT)5 15 58028584 58028598 TCTTTTGCACCCCATGTGTA TGCGAATGCAATAAGCAAAA 245

Ai02B13707 Araip.B02 13707 p2 (AT)10 20 58031129 58031148 ATGAAGCGTACGCATGACTG ATCCCTGAATTCCCCCAATA 175

Ai02B13708 Araip.B02 13708 p2 (GT)8 16 58042424 58042439 ATGCCCATGCACTATCCAAT ATGAAAAATAGGTGTGCGGG 239

Ai02B13710 Araip.B02 13710 p2 (CT)6 12 58049326 58049337 AGTCCTTGACCCCTCAGGAT TTGGGGAAGAGTGAATGAGG 171

Ai02B13712 Araip.B02 13712 c (T)10gaattttttatttttctatttgtgttaa(T)1048 58069087 58069134 TTCATTGCATTTTAAATTTGTGC GCTCATGTCAATGCAAATGG 204

Ai02B13714 Araip.B02 13714 p2 (AT)7 14 58070355 58070368 GTGTGGGAAAAGTGGGTTTC TTCACCATTTACTTTGGGGC 235

Ai02B13715 Araip.B02 13715 p2 (AG)6 12 58071701 58071712 GTCGCAGTGACGAAAAGTCA CTGTGATTGAGAGTCGCTCCT 252

Ai02B13716 Araip.B02 13716 p5 (TTTTA)5 25 58073275 58073299 GAGGTTGAGCAGACAGGACC GGTGCAAGTACTGAAAGGAAAAA 257

Ai02B13717 Araip.B02 13717 p2 (TA)7 14 58073547 58073560 TTTTTCAGAATCACAACAATCCA GGGCAAAACACATAGGAATGA 273
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Ai02B13718 Araip.B02 13718 p5 (AAAAT)5 25 58074196 58074220 GGTGCATGCTCATGTGAAAC GGGGTAATTTTGTGTCCCCT 152

Ai02B13719 Araip.B02 13719 c (TGG)5agggaagaagagga(AAG)544 58084612 58084655 GGAACCTGGTAGGCGTATGA CCCAACCCCTTTCTTCTTTC 230

Ai02B13722 Araip.B02 13722 p2 (GC)6 12 58097658 58097669 GCATTTGTCCATTAGGTGGG CAAAGATTTGGAATGCACCA 188

Ai02B13724 Araip.B02 13724 p2 (AT)12 24 58099495 58099518 TTCAACCAATTGAGGTGGTG TTTTGGTTGTTGCACATTTTT 271

Ai02B13729 Araip.B02 13729 c (T)10atgttttcgagttttattttattttattttattgaacctggagttttgcatcacagtcatattaacattgcattctgcatttttcatgcat(A)12113 58132950 58133062 AACAGGGAGCTCACCAAATG AGCCATTTTTCCCACATGAC 279

Ai02B13731 Araip.B02 13731 p2 (CT)6 12 58157090 58157101 CATCCATTCATGAGGAGGCT ACATTGAACCTGGGATCGAG 148

Ai02B13732 Araip.B02 13732 p5 (TTTTA)5 25 58159319 58159343 CCCCCATGGTATGATTGTTC ATGCTTTCGCGTGACTCTCT 249

Ai02B13733 Araip.B02 13733 c (AT)12taccccaaatgcaaaataaaaagaaccaatgcacatgggacaaaattcaaaag(A)1087 58162695 58162781 TGGGAAGCATGCTCATGTAA CCCAAATTTTCCCACTTTTG 233

Ai02B13734 Araip.B02 13734 p2 (CT)7 14 58164092 58164105 CATCCATTCATGAGGAGGCT ACATTGAACCTGGGATCGAG 150

Ai02B13735 Araip.B02 13735 p2 (CT)6 12 58164920 58164931 CAACGCGACTGTTTTTACGA GGTGAGGTAGGTGGGGTTTT 209

Ai02B13737 Araip.B02 13737 p3 (CAG)5 15 58174618 58174632 GCTGGTTAGTTGTGCGGAAT TTGGTGGTGGTGGTAAGGAT 220

Ai02B13738 Araip.B02 13738 p2 (TA)22 44 58175238 58175281 TCTTGTTTTGGTTGTTGCATT GGGTGGTACCCTAAAAATGAAT 280

Ai02B13739 Araip.B02 13739 p2 (AC)6 12 58178414 58178425 TTGGAGCTATGCTCACAACG GCAAAAGTGGAAATTTTGGG 229

Ai02B13740 Araip.B02 13740 p4 (TATT)8 32 58178566 58178597 GCCTAGCTACCCAAAATTTCC GGGTGCCTACTCATGTGAAA 242

Ai02B13741 Araip.B02 13741 p4 (TTAG)5 20 58194224 58194243 ATTGCCCTGTTTCACTCACC TTGCAACCTCAACAAAGGAA 276

Ai02B13744 Araip.B02 13744 p2 (GA)6 12 58197795 58197806 TGGCAGAGAAAGAGGAAGGA ATTGGCGATGAGACAACCTC 187

Ai02B13747 Araip.B02 13747 p2 (AG)6 12 58214292 58214303 GAAGGGTTTTTGGGGAAGAG GGCAAGAAGATGGCGTTAAA 220

Ai02B13748 Araip.B02 13748 c (A)11gaaagaagagagcaag(A)1037 58220572 58220608 GAGGAATACGCCACCTTTGA CTTTTGGCTTTTTCTGCCTG 157

Ai02B13749 Araip.B02 13749 p2 (TA)11 22 58262926 58262947 AGAACATGAGGCACCTTGCT CCAGACTTGACCTGCAAAGC 263

Ai02B13750 Araip.B02 13750 c (ATA)18(ACA)5 69 58272034 58272102 GGGGCAATATGTCCCCTAAA TGGCATTGAGTGCAATTCTT 266

Ai02B13752 Araip.B02 13752 p4 (TTGT)7 28 58275221 58275248 GGTTCTTGGCCTTTTCCTTC GTGTTGTAGGGGCTCTCAGC 266

Ai02B13753 Araip.B02 13753 p3 (ATA)13 39 58283549 58283587 CGCCACAACACTGTGAAACT TGTTTAGAATTGCTAATGCTTCAT 204

Ai02B13754 Araip.B02 13754 p3 (TAT)5 15 58283735 58283749 TCGACAAAAGTCGAACTTGA CTATTTTGCTCGGCCCTTTT 255

Ai02B13756 Araip.B02 13756 p3 (TTA)6 18 58290777 58290794 CGTTTTGGAAGGAACACTTTTT AAAAATACCGTGGACAACCAA 117

Ai02B13757 Araip.B02 13757 p4 (TCAC)6 24 58291284 58291307 AGCCCAATACTGTGGTGAGG GGGAGGGAGATTACTGGAGC 278

Ai02B13758 Araip.B02 13758 p3 (TTG)6 18 58291423 58291440 GCTCCAGTAATCTCCCTCCC GCGTCTCAATTAACCGCTTC 202

Ai02B13759 Araip.B02 13759 p2 (CT)10 20 58301851 58301870 CGATTGTCATTTTCGTTCCC TGGATGATGTGACGGTTGTT 279

Ai02B13760 Araip.B02 13760 p3 (GTG)5 15 58303708 58303722 TCCGGTGTTTCGATGTAGAAT TCGCTGATGGGGTGTACATA 177

Ai02B13762 Araip.B02 13762 c (GA)9taga(G)10aaagaaggagaggaggagggagaaaaatgg(GA)16aagagagagaggaaggggagagagagtgtgaaaactagttttagcctataaactaggttaaactgg(T)10170 58325105 58325274 ATCGAGAGGGGGAGAGAGAG GCACCAGTTTAAACCAGTTCAT 273

Ai02B13764 Araip.B02 13764 p3 (ATT)14 42 58334571 58334612 TAGCTTTGTGCATGTGGACG ACGGAGAGTGGAGATTCGTG 247

Ai02B13766 Araip.B02 13766 p3 (CTT)5 15 58343579 58343593 AGTCATCGTGCGCTTCTTTT GGACAATAGCAACGACAGCA 171

Ai02B13768 Araip.B02 13768 p2 (TA)6 12 58345086 58345097 GAGCAAAGGGGTGAAACAAA GGTTATCTTCGCAAACCGAG 160

Ai02B13769 Araip.B02 13769 p2 (TA)7 14 58345269 58345282 CTCGGTTTGCGAAGATAACC TTCAGATGCAGGACATGAGG 273

Ai02B13772 Araip.B02 13772 c (AC)16(AT)6 44 58378994 58379037 TGGGGTAATTTTGTCCCCTT AAATCCATGTGCATTGATAAGC 243
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Ai02B13773 Araip.B02 13773 p2 (CA)6 12 58385340 58385351 TGCCACTTTTTGGCTCTCTT AGATAACCACACCCACAGCC 272

Ai02B13774 Araip.B02 13774 p2 (AG)6 12 58395984 58395995 AAAATAAGAGAACATTAAACCTGGGA ATTCAGAGGGAGCTCGCATA 144

Ai02B13778 Araip.B02 13778 p2 (AG)6 12 58403629 58403640 TCAAGGAACTGCGAGGAAGT ATGCATCCATTCAGAGGGAG 210

Ai02B13781 Araip.B02 13781 p2 (TA)6 12 58409444 58409455 CGCTACTTCGCAGCTTACCT TGCCTAACTCATGCCTATGCT 102

Ai02B13782 Araip.B02 13782 p2 (TA)6 12 58416313 58416324 TCATATGCAAGTCGGGAGGT TCGACTTGCGAAGTTAAGGC 246

Ai02B13783 Araip.B02 13783 p2 (TG)8 16 58421206 58421221 GTGGTCTCCTTCCTTCTCCC TCGCATACTCCCTCACAACA 134

Ai02B13784 Araip.B02 13784 p2 (TC)8 16 58422532 58422547 CCTCCTCGGCATCAATTTTA AACCCTGCAACCAACAAAAG 231

Ai02B13785 Araip.B02 13785 p2 (AT)8 16 58431614 58431629 CAACCTCCCCACACTTAAACA TTTCTTTCCCATCTCATTTGC 257

Ai02B13786 Araip.B02 13786 p2 (AC)6 12 58440356 58440367 TTCCTTTGCATGCACTTCTG AATGTGTGCATTTTGTGCGT 275

Ai02B13787 Araip.B02 13787 c (A)13gttaggaacatattctt(A)1242 58454658 58454699 TACCCATTTGCTCCTTCCAC ATAGAGGAATCGAACTCTTCTCAC 182

Ai02B13793 Araip.B02 13793 p3 (CTT)5 15 58463377 58463391 GCAGCACCATAATAGTAGCCA TGTACAAAGTACCAATGGGGG 236

Ai02B13796 Araip.B02 13796 p2 (TC)17 34 58499561 58499594 TTTTTCACATTCAGTCATGCG ATGCATCCCTTTTTGGTGAT 195

Ai02B13799 Araip.B02 13799 p3 (ATT)5 15 58543593 58543607 GTTTGCTCCAATGGTAGGGA GCAGGAGCAAGGACAAGAAC 242

Ai02B13800 Araip.B02 13800 p2 (AG)8 16 58544023 58544038 GATGAGAGAGAAAGAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 263

Ai02B13802 Araip.B02 13802 c (T)10gtattttcatttaa(T)10gaaaatcattttg(A)1158 58545088 58545145 TGAGTATGCAATTGACCCCA TATTAAGCCATGCCTGACCC 236

Ai02B13810 Araip.B02 13810 p2 (GC)6 12 58604961 58604972 AAAAAGGAAAAATGGGCACC CTGGCACAAAGTTGGCATAA 266

Ai02B13819 Araip.B02 13819 p2 (CT)6 12 58661573 58661584 TCTTGTGAATCAAGTCATTAATTGTG AAAGAGGGAAGGGATTTTCG 276

Ai02B13822 Araip.B02 13822 p2 (AG)13 26 58683049 58683074 CAATTAGCTTTGCCCGAGAT CATAACTCGACTTGGGCGTT 277

Ai02B13825 Araip.B02 13825 p2 (CT)6 12 58705626 58705637 TCTTGTGAATCAAGTCATTAATTGTG TTCAAAAAGAGGGAGATATTTTCG 223

Ai02B13826 Araip.B02 13826 p2 (CT)6 12 58705899 58705910 CTCTCCCTCACTCACCAAAAA TTCTTGTCCTTGCTCCTGCT 169

Ai02B13829 Araip.B02 13829 p2 (AT)6 12 58746366 58746377 TGTTGAATGCAAATGCTTGG CGGTGAGGGTTCAATAGCTC 189

Ai02B13830 Araip.B02 13830 c (T)12cgccta(T)10 28 58761908 58761935 TGGCTTTTTCTGCTTGCTTT ATCAGAAGCCTCAACAAGGC 263

Ai02B13831 Araip.B02 13831 p2 (AT)11 22 58763679 58763700 GCCAGAAGATCTCATCCGAG TGACTAGCCGGCCTAAACTC 175

Ai02B13832 Araip.B02 13832 c (CT)9(C)12(TC)6 42 58766706 58766747 CCCCAAACCCTTCTCTTCTC CCAAACGGGCTCTAAAAACA 182

Ai02B13836 Araip.B02 13836 p2 (TA)10 20 58775993 58776012 AGCCAAGCCATTGAGAGAGA TTCCTTGTGATGTTCGGTGA 170

Ai02B13837 Araip.B02 13837 p2 (AT)6 12 58777013 58777024 AAAGTACGGGGGATAAAAATACG TTTTAAAATCATTCAGTTTGCTCTTTT 276

Ai02B13838 Araip.B02 13838 c (T)10gtgactgaaataaattaaac(A)11t(A)1759 58780332 58780390 TTGTTTCGGATTCCATCCTT ACGGTGGCAGATACTATGGC 261

Ai02B13840 Araip.B02 13840 c (T)11gtttttttcttttctaattttgaatttaaattttaaatttttttccttc(A)1373 58788805 58788877 ATGTGGGGTTTCAACCGTAA CGTGAAGAACACTCCCCACT 224

Ai02B13842 Araip.B02 13842 c (T)10c(T)10 21 58801360 58801380 TCGTACCACTGACCAGCAAG TGAAGCAAGAAAAAGCAGCA 256

Ai02B13855 Araip.B02 13855 p2 (TA)7 14 58853712 58853725 TTTTCTTGCTCCGCTATGCT AACGTTCAATTTTCAAACCCA 114

Ai02B13857 Araip.B02 13857 p3 (ATT)5 15 58864163 58864177 AGGGATGTGGTAGTGGAACG CAGGTGCAAACGTAGGGATT 244

Ai02B13859 Araip.B02 13859 c (TA)7tcttaaatttggtaatcttaatttctgtctccaatttaaac(T)1065 58884643 58884707 AAGGGACCCGTTAAATCCAC GCGAGACTAAGCGACATAATGA 208

Ai02B13860 Araip.B02 13860 p2 (AG)6 12 58895225 58895236 ACGACTTCAGCGATTTCTGG GGAACATTGAACCTGCGATT 246

Ai02B13861 Araip.B02 13861 p2 (AG)6 12 58901752 58901763 AGCGGTTTCTGGGTACCTTT GGAACATTGAACCTGCGATT 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B13864 Araip.B02 13864 p6 (AATCAC)5 30 58922558 58922587 ACATTGAAATGAGCGAGCCT GGACATGTGGTTTTGGATCA 213

Ai02B13868 Araip.B02 13868 p2 (CT)7 14 58940200 58940213 TCCCTTCTTCCTTCTATCTCCC AAGTGCAATAATCCACAAGCA 240

Ai02B13869 Araip.B02 13869 c (A)10gcgaaaaaaaaagaagcaagc(A)1041 58946235 58946275 CTGCACGTTCCAGGAATTTT TGTGACAAAGGAAACAAGAAGTG 269

Ai02B13870 Araip.B02 13870 c (A)12taagaaaaacaaaagaacaaaag(A)1045 58964344 58964388 TGGGAACCTTGGGACATTAG GCATTTTGTCCCCTTTCCTT 258

Ai02B13875 Araip.B02 13875 c (CT)6ttctttttttgt(GAA)539 59000477 59000515 CACCGTTGATTTTTCTCCGT ACCCAACCCCTTATTTCACC 229

Ai02B13879 Araip.B02 13879 p3 (ATA)5 15 59020970 59020984 AGCATGCAAATCACTCGAAA CACGTAGGCATTTCGGATTT 189

Ai02B13886 Araip.B02 13886 p2 (TG)11 22 59064649 59064670 AGGGTGATGGCACAGTAAGG CCGCTAATCCTCGAAGTTCAT 254

Ai02B13888 Araip.B02 13888 c (A)10gctctgctttttgtttttccataaccattaatggcacataagttgaagcaagaaaaagcagtgaaaaatacaaagcttgc(A)12gaaaataaaaaaatggcaaaaaaataaaaaaaaagaaag(A)11152 59081192 59081343 TCCTTTCCCTTTTCCCTTCT GGGATAAGTATTGTTTTGGTCTCTG 226

Ai02B13890 Araip.B02 13890 p2 (AG)6 12 59099274 59099285 ATAGGTGAGGGGTTTTTGGG GAAAGGGGAGAATAGCTGGC 271

Ai02B13893 Araip.B02 13893 c (A)10gaagaga(AAAAG)647 59150306 59150352 TGGGTAAACACTCATGCATTT CCCAACTTCCCATTCATTTC 231

Ai02B13894 Araip.B02 13894 p2 (AC)6 12 59153213 59153224 GCCCCACAATTAATAGCCAA TGTGATGAGCAGTGTGGTGA 259

Ai02B13895 Araip.B02 13895 p2 (AT)10 20 59155746 59155765 AACGCTGGTCAGAATGAACC TTCTCACCTCTCCATTAAATTCG 263

Ai02B13899 Araip.B02 13899 p3 (AGA)5 15 59191666 59191680 TGGAGGTGGAAGCTTTTGTC CACCCCACCTACCTTCAAAA 257

Ai02B13900 Araip.B02 13900 c (A)10gaaaaaaaa(AT)8aaataaaaataaaaataa(AAAT)677 59223937 59224013 TTTGCACCCTGTTTTTCTCC TGTGCAAATGCAATAGACAAAAG 230

Ai02B13904 Araip.B02 13904 c (T)10gaaattgaaattgaaagatgataatttgtaacatgtttatgcaagaaattttggatgtaaccatgaaaattt(A)1092 59250658 59250749 GCTTTGAAAAGAAATTGAAGAAGG CGTTAAACGCCCAAAAGAAG 268

Ai02B13907 Araip.B02 13907 p2 (CT)8 16 59262043 59262058 AACCGTGAACCCTATTGCTG AGAAGATGGAGCTCGCGATA 228

Ai02B13908 Araip.B02 13908 p3 (TTC)5 15 59262245 59262259 CTATCGCGAGCTCCATCTTC TGGGAGGAGATGACGAAAAC 221

Ai02B13909 Araip.B02 13909 p2 (GA)6 12 59262656 59262667 GGCTGGGCTATGTTGATGTT CTTCTCTCATGCACGCTCTG 134

Ai02B13910 Araip.B02 13910 p2 (TA)11 22 59265958 59265979 GGCATTTTTGTCCCCTTTTT TTGAGAATCTTGGGAATTGGA 203

Ai02B13912 Araip.B02 13912 c (TCT)5tcctcgtgcttttcctcttcaccgtcatgttctcttcttctctacttcaatggggatgtgagaggagaccttggtgtaagagaagggagattg(A)11119 59281064 59281182 AGGTTGCTGCCTCTCACTGT GGATGAGGCGGGAAATAAAT 267

Ai02B13913 Araip.B02 13913 p2 (TA)6 12 59295217 59295228 GAATGTCATGCAATGCAACC GCACAATGTTTTTCTTTCCCA 202

Ai02B13915 Araip.B02 13915 p3 (TGA)5 15 59308531 59308545 ACTCCTCTTCCTGGCTCGAT GCAAAGAACAACAATGGAATCA 270

Ai02B13920 Araip.B02 13920 p2 (CA)8 16 59319164 59319179 TTTCCCAAGTACCGTTTTCC CCTAACATTGTTGATGGGGC 141

Ai02B13927 Araip.B02 13927 p3 (AAT)5 15 59328577 59328591 TTCCCACGGAGATTAATGGA TTTTGCATGAATCGAAGTTTTG 250

Ai02B13929 Araip.B02 13929 p2 (GC)6 12 59359261 59359272 TAGAAAATTACGTGCGGCCT GCCAAAGATTTGAAAAAGCC 127

Ai02B13931 Araip.B02 13931 p2 (AG)6 12 59368755 59368766 GGTGAGGTAGGTGGGGTTTT CGTTAAATGCCAGAAATGGG 275

Ai02B13935 Araip.B02 13935 p3 (AGA)6 18 59417358 59417375 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 125

Ai02B13937 Araip.B02 13937 p2 (GT)7 14 59444180 59444193 GTGGGAATTATGGGCAGCTA GGGCTAAGGTAAGGGTGAGG 138

Ai02B13941 Araip.B02 13941 p2 (GC)6 12 59485011 59485022 AAGCATTTTCGACCATCCAC TTGGGCCAAAGGTATAGTGC 274

Ai02B13945 Araip.B02 13945 p3 (TTC)5 15 59506751 59506765 CTGGACAGTTTTCCGGTGAT CTAGTGCTTCCACCACCCAT 264

Ai02B13946 Araip.B02 13946 p3 (TTG)6 18 59510434 59510451 CCAATTTGCCACCAAATACC ACACAGCATCTGCCATCAAG 247

Ai02B13947 Araip.B02 13947 c (A)10ctatggtgatatttcaaattaatagtgagaagaaagaagg(A)1060 59511275 59511334 TGCAACAGCATTGGCTTTAG GCTCCTACCAAACGCTCAAC 212

Ai02B13950 Araip.B02 13950 p2 (AT)9 18 59517331 59517348 TCGAACAAATCAGTTTAGCCA CCGAAAAATGGTGAATCCAA 179

Ai02B13954 Araip.B02 13954 c (A)14c(A)10 25 59540404 59540428 GGTATCCGACAAATGCCAAC TTTGTGCGAATGGATATGGA 248
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Ai02B13955 Araip.B02 13955 p2 (GA)7 14 59547330 59547343 ATTGAACCCGTGACCTGAAG AGCAAGACCCTTCAAACCCT 239

Ai02B13957 Araip.B02 13957 c (TTATC)5ttcgagtgaggtcatcttatcttcaagggaactgcccttatctctgtaggctcgggctgcctttggatttggcc(CTTAT)5124 59549140 59549263 CCTGGGTGCTCCAGTGTATT TCTTAAAGAGCTCGGCCAAA 234

Ai02B13961 Araip.B02 13961 p5 (TTATC)5 25 59569032 59569056 AGAGCTGTCGTGTCCGACTT AGATAAGGGCGGTTTCCTTG 273

Ai02B13966 Araip.B02 13966 p2 (GA)7 14 59601077 59601090 ACGCCACCACTAAGCAGATT AAGACCCTCCTTTCTAGCGG 142

Ai02B13967 Araip.B02 13967 p2 (TA)10 20 59604077 59604096 AACAGGTCAGGGATTGGGAT TCATCCAGCCTTTATTGGGA 123

Ai02B13968 Araip.B02 13968 p2 (TA)6 12 59608052 59608063 CCGCAGGCTGTAACTAGTCC TACCACCCCATCACCCTAAG 273

Ai02B13970 Araip.B02 13970 p2 (TA)7 14 59612461 59612474 TTCGAAAGGTTGCTGTCAGA ACAACTGGTGCCTGAGGGTA 197

Ai02B13972 Araip.B02 13972 p2 (CT)7 14 59646772 59646785 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGG 246

Ai02B13973 Araip.B02 13973 c (T)10gccatttttcttttc(T)1035 59672387 59672421 AGGCCCTCCTATCCACTGAT GCAGTGAATACAAAATCTTGCG 204

Ai02B13974 Araip.B02 13974 p3 (GAA)5 15 59678402 59678416 TTTAGCCGCTTAGACCAGGA GCCCTCCATTCTTCATCAAA 167

Ai02B13975 Araip.B02 13975 p3 (AAT)5 15 59680483 59680497 TGTCCTTGCTCCTGCTCATA TCACAACACCAAAAATCCGA 163

Ai02B13976 Araip.B02 13976 p2 (AG)6 12 59680811 59680822 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 279

Ai02B13979 Araip.B02 13979 p2 (TA)7 14 59700031 59700044 TCCTCATGCTAAACCAACCA ATTTTCCTTGTCTTGGCCCT 189

Ai02B13980 Araip.B02 13980 p4 (TATG)5 20 59701160 59701179 TCAATGGAATTCCCAAAAAGA TTTGAAATTGCATCCATCACA 108

Ai02B13985 Araip.B02 13985 c (T)10gta(T)10 23 59714203 59714225 ATGCACATGCAATTGACACC TATGCTAAAGCTTGGCTGGC 244

Ai02B13992 Araip.B02 13992 p2 (GA)6 12 59745983 59745994 TTTTGGGTGGAGGAGAAGTG TTGACCACTTAACTTTTTGATTGA 280

Ai02B13993 Araip.B02 13993 c (TC)6(T)12 24 59746286 59746309 TGATTTCGAAAAAGATGTGATTG GCATGCATTTTTGGTTTTGA 258

Ai02B13996 Araip.B02 13996 p2 (AT)14 28 59758614 59758641 GAAAATTGTGGGAACATGGG TTTCAGGGTTGTAATTGGGC 230

Ai02B13998 Araip.B02 13998 c (TA)9(GA)9 36 59775756 59775791 ACGTTCTGCTGTAACACCCC TTTACCGTTTTTCAAGGTTCC 165

Ai02B14000 Araip.B02 14000 p2 (TA)10 20 59779457 59779476 AGTCCGTCCCTCAGGATCTA ACGCTTTTTGTTTTGCGATT 222

Ai02B14014 Araip.B02 14014 p2 (TA)8 16 59972584 59972599 TCCCCAAGCAAGCACTAAAC AATCCCATGGTCCAAATTCA 104

Ai02B14016 Araip.B02 14016 p2 (CT)14 28 59989221 59989248 TTCTTCGCTGCTCTCTCTCC GGGAACAATGGCACTCCTTA 269

Ai02B14017 Araip.B02 14017 p2 (CT)7 14 60011757 60011770 TTCTTCGCTGCTCTCTCTCC AAAGGACAAGAATGAGGGGG 273

Ai02B14021 Araip.B02 14021 c (AGTT)6gaagttcatgaataaacaaaatcttttcttctttttattattctagccgtaaaatttaaattgaatttttatgatattaattcttacttttcttcttttg(T)10134 60047252 60047385 GGTGCCACCAATGAGCATA CTTTTGTGGTGTCCGATCCT 236

Ai02B14025 Araip.B02 14025 p2 (CT)6 12 60061998 60062009 CTTTTTGTTTGTTTCTTAACTTTTTCA TGGGAGAGGGAGAATTTTTG 231

Ai02B14028 Araip.B02 14028 p3 (AGA)6 18 60079868 60079885 TAAGAATGTTGCTCGCCCTC CCACAGGATCACCTCAGGAT 280

Ai02B14030 Araip.B02 14030 p4 (TTAT)5 20 60094322 60094341 CCCATAATTCCCACTTTTGC CAATTAAGTGTGGGGAACCG 273

Ai02B14033 Araip.B02 14033 p2 (GA)7 14 60128616 60128629 TGAAGAATCCAAACACAAGGG CGAAAATATCTTCCCTCTTTTTCA 250

Ai02B14034 Araip.B02 14034 p2 (AG)6 12 60128783 60128794 GCAGTGATGTGAGATGAAGAGAA TCTTTGTTTGTTTCCTATCTTTTTCA 277

Ai02B14037 Araip.B02 14037 p2 (AT)17 34 60152934 60152967 CCCTGCTTTCATGAGCTGTC CAACCTCCCCACACTTAAACA 276

Ai02B14043 Araip.B02 14043 p2 (AT)6 12 60185285 60185296 TGCATATGTGATGCAAGCAA GGCTAAGGTAAGGGTGAGGG 198

Ai02B14044 Araip.B02 14044 p2 (AT)14 28 60185640 60185667 GAGGGTTCAATGCTTGATTCT TCATGAAATGCAATGCAACC 213

Ai02B14046 Araip.B02 14046 c (AT)7agaaaaag(A)1032 60191617 60191648 ATGCATGGGATTGGGTACAT CCCATGATTCCCACTTTTTC 258

Ai02B14048 Araip.B02 14048 c (A)15ccaaaaagatttgttgttgaattttaactttaattgttttagaatgcttgtagattaggagagtgccctatttctct(A)12104 60225573 60225676 TGTTGAATTGCATTTTGCTTG GCGCAGAATAGGCACAACTT 253
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Ai02B14049 Araip.B02 14049 p2 (CT)6 12 60233601 60233612 TGCGAAACACTCCCTTCTCT CACACGCACACTGAACACAG 182

Ai02B14050 Araip.B02 14050 p2 (AG)13 26 60240139 60240164 TTGCCAAACAATTTACAACAATC TTCCTTCTCCCTTCTTCCTTC 263

Ai02B14055 Araip.B02 14055 p2 (TC)6 12 60247287 60247298 TCTTCCCTCTTTTTCAAAATTTCTT ACAGATGGAAGAGGGGGTTC 225

Ai02B14056 Araip.B02 14056 p3 (TTC)5 15 60253002 60253016 ACACAACCCTCTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 230

Ai02B14057 Araip.B02 14057 c (A)10gaaaaaaatatataggcg(A)1240 60266022 60266061 TGAAGCAAGAAAAAGCAGCA CGTGCCATTTCAGGTTCTTT 194

Ai02B14059 Araip.B02 14059 p3 (AGA)6 18 60279868 60279885 TGAGCGGGACTTGTAGCTTT TCAACATCTCTCTCCCACCC 172

Ai02B14060 Araip.B02 14060 p2 (GA)6 12 60281954 60281965 TTTTGAAAAAGGGGGAAGAT TTTCAAAATTGTTCCAACCAAC 116

Ai02B14062 Araip.B02 14062 p2 (AT)18 36 60285796 60285831 TTTAAACCGCAATACCGCTC CCCTCGCCTTTATCTCGATT 213

Ai02B14063 Araip.B02 14063 p2 (TG)7 14 60290456 60290469 TGCTTCTGTTTCTTCCCGTT AGCCCTACTTGGTAACCCGT 104

Ai02B14064 Araip.B02 14064 c (AT)8a(AT)6 29 60295779 60295807 CGCAATACCACTCCCAAAAT GATATGGGCGCTGAAGTCAC 279

Ai02B14067 Araip.B02 14067 p2 (CT)7 14 60312068 60312081 GAAATTGCAGAAAACGCTCC AAACCTGGGATCGAGAGTCA 243

Ai02B14068 Araip.B02 14068 c (A)10tttctttttcgtttttcccaaaataattttcgaaaatcc(A)1160 60318755 60318814 TTTGGACAACTGACGGTTCA ACACCATGCATGAGTTTTCG 275

Ai02B14076 Araip.B02 14076 p3 (TTC)5 15 60389526 60389540 CTCTACACTCTCCTTGGCCG TCCTGGTAATGGCTCCAAAG 242

Ai02B14077 Araip.B02 14077 c (TA)9(T)10ctttttctc(T)10gaatcataaaagcaaacataacttatcaatgcacatggattctccattatttttctattttgg(T)10120 60398296 60398415 TGGGGTAATTTTGTCCCCTT TGCATCAACTAAGTGTGGGG 259

Ai02B14079 Araip.B02 14079 p4 (TTTA)5 20 60411926 60411945 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 254

Ai02B14081 Araip.B02 14081 p2 (TC)7 14 60415020 60415033 ACCCCACAGGATCCCTAACT GTTTGGGAGGGAAATTGGTT 230

Ai02B14084 Araip.B02 14084 c (A)10gaaaaaagaaaaaaagaagagaaaaagggaaaatgggcaccgacgcgccagtgcactgt(GC)6cggtggtgtacttccacctcttgggccaaaaacccgagagtcatgcccacttcatgcccatctcgcaccagatacccatgcgtccgccagtgcactgt(GC)6191 60430137 60430327 TCTTGCCTACTAGCTTAAGCACC TGTACCAGGGGAGTCCACAT 280

Ai02B14085 Araip.B02 14085 p2 (AG)8 16 60443098 60443113 GGACCAAAAATCTCTGAGCG TCCATGTGACAGTCAGTGAGG 261

Ai02B14086 Araip.B02 14086 p3 (TAT)5 15 60444013 60444027 AGATGGAAAGTGCAAACCTTG TGTGGTGCTAGAAGGTGCTG 199

Ai02B14087 Araip.B02 14087 p3 (AGA)6 18 60444262 60444279 CAGCACCTTCTAGCACCACA TTCTTTGGCAACATTTGCAG 238

Ai02B14090 Araip.B02 14090 p2 (CT)6 12 60453800 60453811 GTACGCGTGGGCTTGTTTAT GAAGAAGCACTTGTCGGGAG 278

Ai02B14091 Araip.B02 14091 p2 (TA)7 14 60464864 60464877 CAAACTTTGGGGCATTTTGT TTAGGAATTGGGCACATGCT 105

Ai02B14095 Araip.B02 14095 p2 (GA)10 20 60487974 60487993 TGCCAAACAAATTTAGAGCAA TCCTCCTCCCTTCTTCCTTC 275

Ai02B14096 Araip.B02 14096 p2 (AG)6 12 60497407 60497418 TCGAATTTTGGGTGGAAGAG TGATTCTTATCTTCTTCAAAATTACCT 280

Ai02B14098 Araip.B02 14098 p3 (CCA)7 21 60511116 60511136 CAGAATCGAAATCGTCCCTC GATGGTGTTGGTGTTGGTGT 172

Ai02B14099 Araip.B02 14099 p3 (CAC)13 39 60512091 60512129 ACAACCAGCACCAACACCA CCTCTGCTTCTTGCTTCGAT 263

Ai02B14100 Araip.B02 14100 p3 (TTG)5 15 60517884 60517898 CACAAGGAATGACACACATGC GGGAAGGGGAACAATAGGAA 151

Ai02B14103 Araip.B02 14103 p2 (CT)6 12 60550872 60550883 TTTTCAAATCTTTTTCAATAACCA AAAGAGGGAAGGGATTTTCG 109

Ai02B14108 Araip.B02 14108 c (T)10cgaaaacagatgagaaaattttagaaatatttttgaaaa(T)1160 60595839 60595898 GCAAGCCTCAGTCCAAAAGA TTGGACAAACTGACGGTTCA 257

Ai02B14109 Araip.B02 14109 p2 (AG)7 14 60597484 60597497 CAGGTTCAGGATCAGCTTCA CGAATTTCCTCCCTCTCTCA 274

Ai02B14112 Araip.B02 14112 p2 (AT)9 18 60610361 60610378 TTTGGGGTATTTTGTCCCCT CTCGACCTGCGAAGTAAAGG 107

Ai02B14115 Araip.B02 14115 p2 (TC)7 14 60629986 60629999 CATTCAAGGGGAGTCTCCAA TCTTCAGATTGGGAGCAACA 280

Ai02B14116 Araip.B02 14116 p2 (TC)7 14 60637643 60637656 CATTCAAGGGGAGTCTCCAA TCTTTAGATTGGGAGCAACAG 280

Ai02B14126 Araip.B02 14126 p2 (CT)6 12 60703665 60703676 CCTGGGATGAAGAAATAAGCA CTTTTCAGCCCAATTCCAAA 220
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Ai02B14132 Araip.B02 14132 c (A)10gaaaaaaa(AC)7(AT)7aaag(A)1161 60741815 60741875 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 229

Ai02B14133 Araip.B02 14133 p3 (AGA)7 21 60766090 60766110 AAGCAAAATGTTGGTGTTGTTG GCGCACGTAGGTTCTTCTTC 112

Ai02B14135 Araip.B02 14135 p5 (TTTTA)5 25 60766824 60766848 TCCTCTCTAACATTCCTCCTCAA CCCATTGCAGGTCCTATTTT 280

Ai02B14137 Araip.B02 14137 p2 (AT)11 22 60775014 60775035 TCCACAAGGTTGTAGTGGGG ATGCCCCAAAGAAGGGTAAT 239

Ai02B14139 Araip.B02 14139 p2 (GC)6 12 60792860 60792871 AGTTGTGCCCACTTTATGCC AAAAACAAGGTGCAAATCCG 186

Ai02B14140 Araip.B02 14140 p3 (AAT)7 21 60793089 60793109 AAGCACGCATGGCACATA GAATGAAAACAAGGAAATGCAA 269

Ai02B14144 Araip.B02 14144 c (A)10gaaaaaaagaagagaaaaataaaatgaaaaaaagggaatat(A)1061 60810895 60810955 GCTTGGGAACATTGGATAGG ACTTCACCTTGGGGCATTTT 238

Ai02B14151 Araip.B02 14151 p2 (AG)6 12 60851671 60851682 CAGAATGGGGGAATCAAGAA TTCATAAACCAAATTGGGAAAA 233

Ai02B14157 Araip.B02 14157 p2 (AG)7 14 60878750 60878763 GGAGGGTTGAGATGTGAGATG TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai02B14158 Araip.B02 14158 c (T)10gaaaacatttttatttatttatta(T)10cgaaaacaaaggagaaatttttgaaagaa(T)1184 60880052 60880135 CAGGCTTCAACATGCTTCAT TCGAGTTTGGACAACTGACG 236

Ai02B14159 Araip.B02 14159 p2 (AT)14 28 60887764 60887791 CTTGCCTTGCAAGTTTGTGA GAGTGAAAGCAAAATGGTGGA 238

Ai02B14164 Araip.B02 14164 p3 (AAC)6 18 60920871 60920888 GGCGTTAAACACCCAAAAGA ACATGACAGAGCACAATGGC 250

Ai02B14167 Araip.B02 14167 c (T)10ctttttagtattttatttatttattaaaa(ATTT)767 60958008 60958074 GCAAATGCAATAAAAGAAAATGG CTTATGCGCGGATTTACACC 236

Ai02B14171 Araip.B02 14171 p2 (CT)6 12 60964356 60964367 TCTTCTTATCTCACCTTTTCCAA TTGAAAAATGGTTAGTGATTTTCG 273

Ai02B14173 Araip.B02 14173 c (CT)7gagttcagattttcttcttcgtttcttctactaacacaaggacctctatactgtggtataaaggatccag(ATT)599 60964688 60964786 CATCTCTTCCTCACATCACCAA TTCTTGTCCTTGCTCCTGCT 181

Ai02B14174 Araip.B02 14174 p3 (TCT)7 21 60965882 60965902 TCCATTCATGGTCATCCCTT CTTGCCTTCCCTTTCCTCTT 228

Ai02B14175 Araip.B02 14175 p3 (TTC)6 18 60968775 60968792 TTCATAGAAGCGCTATCCGC TGGAAGTGAAGAGGGATGAGA 203

Ai02B14177 Araip.B02 14177 p4 (AATA)5 20 60980740 60980759 CAAAATATCGGGAATTTGGGT TTCCCACTTTTGCATCACAT 239

Ai02B14178 Araip.B02 14178 p2 (GT)6 12 60980902 60980913 GCAAAAGTGGGAATTATGGG GGGCTAAGGTAAGGGTGAGG 142

Ai02B14181 Araip.B02 14181 p3 (ACA)5 15 61015323 61015337 GGGTAGAATCAAGGTGGCAA GGTGAGGTGCTCTGTAAGGC 169

Ai02B14184 Araip.B02 14184 p2 (AT)6 12 61025871 61025882 TGTGAAAGGGATTTCTGGGT TTGTAATGGGGCCAAGGTAA 155

Ai02B14185 Araip.B02 14185 p3 (AAT)6 18 61032388 61032405 TAGCGTTCCAAATTTAGCGG GGTCAAGGACTTCCGTTTCA 225

Ai02B14187 Araip.B02 14187 p3 (AGA)7 21 61079520 61079540 CTTGCCTTCCCTTTCCTCTT CACACATCCCTCCATCTCCT 179

Ai02B14188 Araip.B02 14188 p2 (AT)11 22 61104712 61104733 TTGGCTTTTTCAATCTGCCT TGAAGCAAGAAAAAGCAGCA 187

Ai02B14189 Araip.B02 14189 p3 (ATA)6 18 61140744 61140761 CAGTGAGCAATACATGAGACCA CACCATGACACTTGAGGTGG 212

Ai02B14191 Araip.B02 14191 p4 (AAAT)5 20 61159589 61159608 CATCAGGCACATTGTTCACC AATGGTGGCATGCCTAAGTC 279

Ai02B14194 Araip.B02 14194 p3 (CCA)5 15 61203170 61203184 ACAGCCGTATCTGGACCATC CGGAAGTGTCGGAATAAGGA 222

Ai02B14198 Araip.B02 14198 p2 (TA)8 16 61219804 61219819 TGGTTTATCAACCTCCCCAC TGATTCTATGTTCCCCGCTT 272

Ai02B14201 Araip.B02 14201 p2 (AG)6 12 61229657 61229668 GGGTAAGGTTCGGCCATTAT CTCAGGATCTATGGACCCCA 228

Ai02B14209 Araip.B02 14209 c (A)12taataaatattatattaaaaaataaaattgtgtttgaaatttttgaaagtaaattttaaaaaaaaatagaaaaaaa(AT)13ag(AT)9134 61299893 61300026 ACGATTTGAAATTTGATTCTTGA TTTTGTGTTTGTTCTCTTAATTTTTGA 280

Ai02B14211 Araip.B02 14211 c (TTC)5tttcatcacctcttc(TCT)545 61308508 61308552 ACCCTCATCAATGCGTTAGC CCGGAGATGGTGGTGAATTA 181

Ai02B14212 Araip.B02 14212 p2 (TA)6 12 61317083 61317094 CGGAGGACTGTTCAACGATT AGCAAAATGCACATGCAATAA 223

Ai02B14214 Araip.B02 14214 p2 (TA)6 12 61342916 61342927 AGGGGGCAACAAACAACAT TCACCAAAAACTCAAAGATTCAAA 276

Ai02B14219 Araip.B02 14219 p3 (TTG)9 27 61363369 61363395 CGTTTGATTCATGTAGCCGA TTTTAACCCTTTTTGCTCACG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14221 Araip.B02 14221 p2 (CT)6 12 61373986 61373997 AGCCAATTGGGCAACATAAG CGGCCCAGAAAACACAGAT 269

Ai02B14222 Araip.B02 14222 p2 (CT)6 12 61380734 61380745 CGAAGGAATCCTAATCCTCAAA TTTCTGGGCTGTTTTTGACC 216

Ai02B14226 Araip.B02 14226 c (TTA)5tcattattattatc(ATT)750 61424442 61424491 TGCAATGAATGAAAATAGGCA CCCTGTTTTTCTCCTTTCTCC 273

Ai02B14227 Araip.B02 14227 p2 (GC)6 12 61424758 61424769 GATGCAGCAAAAACAATCCA AGTTGTGCCCACTTTATGCC 137

Ai02B14230 Araip.B02 14230 c (T)11gagc(AT)8 31 61432365 61432395 ATATGGCCAAGTGGGTTCAA AGAAATCCCAAGAAAAGGGG 267

Ai02B14231 Araip.B02 14231 p2 (GC)6 12 61435327 61435338 GAAAGGAAAACAGGGAAGGC GTGCCAGTAGCGAAACACCT 270

Ai02B14232 Araip.B02 14232 p2 (GC)6 12 61435648 61435659 AGGTGTTTCGCTACTGGCAC TATGTCCACTTCATGCCCAA 236

Ai02B14233 Araip.B02 14233 p2 (GC)6 12 61444988 61444999 CCAGCGTTTTGCCATTAAGT CGCAAAAGTGGTTTCTCACA 140

Ai02B14234 Araip.B02 14234 p2 (GA)6 12 61448951 61448962 TTTGGTGTTTAGGGGCTTTG TCCATCATCCTTGGAAGACC 216

Ai02B14235 Araip.B02 14235 p3 (AAC)6 18 61452239 61452256 AAGAAGATAAGATAGGAAGGATTCAAA TTCATGTAGCCGACCCTACC 182

Ai02B14238 Araip.B02 14238 p2 (CT)6 12 61463186 61463197 TTTGTTTGTTTCTTATCTTTTTCAGA GAGGGAGTTCGAATTTGGGT 280

Ai02B14239 Araip.B02 14239 p2 (TC)6 12 61463351 61463362 CGAAAATATCTTCCCTCTTTTTCA CCCCTGTGTGGGTAGAAGAA 276

Ai02B14240 Araip.B02 14240 p3 (TTC)5 15 61466200 61466214 CCTTCTTGGCCAAAACACAT ACGCCAACCTCACATTTTTC 192

Ai02B14244 Araip.B02 14244 p2 (AG)6 12 61484721 61484732 GGAGCAGAGATGTGAGATGAAG TTTGTTTGTTTCCTACCTTTTTCA 279

Ai02B14247 Araip.B02 14247 p4 (AAAT)5 20 61489658 61489677 TGCCTGAGATCACAATTTCG AATTCCAGGCTTCAACATGC 269

Ai02B14249 Araip.B02 14249 p3 (GAA)6 18 61499899 61499916 CCCCTAATGAAAGTGGGGTT TTTCTCACCGGTTTTCTATTTTG 166

Ai02B14251 Araip.B02 14251 p2 (TA)13 26 61502555 61502580 ATCCCCCAAAGCAAGGTAAT TGGGCTAGGGTAAAGGTAAGG 232

Ai02B14252 Araip.B02 14252 c (T)13gaatcataaaagcaaacataacttatcaatgcacatggattctccattatttttctattttgg(T)1086 61511959 61512044 TGGGGTAATTTTGTCCCCTT TGCATCAACTAAGTGTGGGG 271

Ai02B14258 Araip.B02 14258 p4 (TTTA)6 24 61530279 61530302 CCAATGGAGGGTATGCAGAT TTCCTCTCTCCTCAATTTTTCG 232

Ai02B14259 Araip.B02 14259 p4 (TTTA)5 20 61535804 61535823 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 279

Ai02B14262 Araip.B02 14262 p2 (CT)7 14 61542076 61542089 GCTCCTCCTACCTTGGTCCT ATGACATCGAGCTGCATCAA 203

Ai02B14263 Araip.B02 14263 p2 (AT)17 34 61544069 61544102 GTGGAAGCTTTGAAGGTGGA TGATCTAATGGGGAAGGGTG 200

Ai02B14264 Araip.B02 14264 c (T)11c(T)12 24 61546577 61546600 AGCACATGGTTAGGGACAGC GCAGTGAAAAGCATGCAGAA 242

Ai02B14266 Araip.B02 14266 p2 (TA)36 72 61565451 61565522 TAAACTCCGCAGCCTTTGAC GCGCAAAACATTCACATGAT 187

Ai02B14269 Araip.B02 14269 p3 (TTA)5 15 61578682 61578696 ACATGGTTTTACAGCCAGCC TCGAGTTTGGACAACTGACG 239

Ai02B14272 Araip.B02 14272 p2 (CT)6 12 61603163 61603174 TTTTCAAAAAGTTGGTTTCAAAAT GAATAAGATGGGAGAGGGAGAA 257

Ai02B14273 Araip.B02 14273 p3 (TAT)5 15 61603438 61603452 TCGAAAATTCTCCCTCTCCC TGACAAAGAAGAGGGCACAG 211

Ai02B14274 Araip.B02 14274 p3 (AAT)5 15 61603628 61603642 AACAGGAAGAGGAGATGGCA AAGTTGTTTGCTCCAATGGC 130

Ai02B14278 Araip.B02 14278 p3 (AAT)5 15 61639738 61639752 GTCGGCTTGAAGCAAGCTAT TTGCCATGGAAAGGAGTAGG 228

Ai02B14282 Araip.B02 14282 p3 (AAT)5 15 61646986 61647000 AGTGCACTGTGTCGTCCAAG GGTTCAGAGGAACGAAAGCA 238

Ai02B14284 Araip.B02 14284 p3 (CAA)5 15 61683884 61683898 GCATACTCCTCCCTCCCTTC GATGGTGCTCTTGCAGTTGA 165

Ai02B14285 Araip.B02 14285 c (TC)19(TG)18aatgaa(TAT)595 61684107 61684201 TCAACTGCAAGAGCACCATC CCTTCTCTTCTCGGAGGACC 267

Ai02B14286 Araip.B02 14286 c (GA)7aattgaagagagagaatgagaggt(AG)752 61697279 61697330 ATCCCTTTGGCATTCTTTTG TTTTCGATTCCAAATCCCAG 163

Ai02B14288 Araip.B02 14288 p2 (CT)6 12 61706078 61706089 TGATTTTCAAATCTTTGTCAACTAAC TCAGAGAGAGAGGGGGTTCA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14289 Araip.B02 14289 p3 (TAT)5 15 61706351 61706365 TGAACCCCCTCTCTCTCTGA GTTCTTGTCCTTGCTCCTGC 149

Ai02B14299 Araip.B02 14299 c (A)12gcttcaattgcaaccaaatctaagcaaaaaatggaaagagaagcttgaatgccaaaaattaaatattactactttgataac(A)14107 61741529 61741635 AGAGAAGCTGCAGGCTCAAC AGGGTATGGGAGCAACATGA 269

Ai02B14302 Araip.B02 14302 p2 (CT)7 14 61756198 61756211 CGAAAACAACTAACCACTTTTTCA GAGAGAGGGGTTCGAATTATGA 243

Ai02B14308 Araip.B02 14308 p2 (AT)6 12 61800356 61800367 TCCTTTAATTCTTCTCAAAATCTCTC CATAAATTTTGATTTTGGGCA 157

Ai02B14309 Araip.B02 14309 p2 (GT)6 12 61805204 61805215 TTTGGTTGTTTTGACCCACA ATGCAAAAGCAAGGAAGCAT 234

Ai02B14310 Araip.B02 14310 p3 (TCT)8 24 61820451 61820474 ATCTCATAGGATCCCCACCC TGCCTTCCATTTCCTCTTTG 266

Ai02B14315 Araip.B02 14315 c (CAC)5tatatctccatcatcatcttcttcacataa(AGC)6(AAC)578 61841672 61841749 CACCATTCCCCTTTTCCTTT TGAGGGAGGAAGAATCGTTG 185

Ai02B14321 Araip.B02 14321 c (CG)6ccatgtgtgcatgggcgcggatgcgacagggacaatcg(GC)662 61854933 61854994 TATGCGCCATGTGTGCTTAT AGTTGTGCCCACTTTATGCC 162

Ai02B14322 Araip.B02 14322 c (T)13aaagaagcacaaacacagaatttaatactctcctaatctataaacattctaaagcaagcaaaattcaaatttaacaacaaatctttttgga(T)10114 61855126 61855239 AGTGTGATATGCACCACCCG TGCATTCATGCTTTGCTTAGA 258

Ai02B14323 Araip.B02 14323 p2 (GC)6 12 61858689 61858700 AAATGAGCTGCAAAATCGCT GTCTAAATGAGGCGGTTCCA 180

Ai02B14324 Araip.B02 14324 c (T)10cttttctatatatacatg(T)1038 61865939 61865976 TACTTTGGGGCATTTTCGTC CTTGGGACATTGGTTGAGGT 231

Ai02B14325 Araip.B02 14325 c (A)10taaggtaaaaataagctatgaaaacaaaataaaaatggaaagagcggaagtatacgaatgcaatgggcaaaagaaaatggaagaggggaaaaaaaactc(T)10119 61867180 61867298 GGCACCAAAATAATGCAAGAA TTGTCCAGAGAGTTGTGCCA 275

Ai02B14326 Araip.B02 14326 p2 (AG)7 14 61868285 61868298 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 229

Ai02B14327 Araip.B02 14327 p2 (AG)6 12 61869763 61869774 AAGACCAAGGGTTGAAGGGT GGATGGAGCAATTACAAGCA 251

Ai02B14328 Araip.B02 14328 p2 (CG)6 12 61875888 61875899 GAGTTAGGCCACTCTCACGC AGATGGAAAAGGGGTATGGG 245

Ai02B14329 Araip.B02 14329 c (A)10gagaagaaggaaaagaaaagaaagaaataaaaaggggacaaaatgccctaaagcaaagtgcaacttaataagatcaatgcataagtattgtgaaatg(A)10117 61877877 61877993 TGGGGGAATACAAGGGGTAT CCCATTCTTCACTTTTTCACA 263

Ai02B14330 Araip.B02 14330 p2 (AG)6 12 61878744 61878755 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 227

Ai02B14336 Araip.B02 14336 p3 (CAA)5 15 61907388 61907402 GGCAATTAGAATCCTGGCAA TGGTTTGCGATGAAGAGTTG 153

Ai02B14339 Araip.B02 14339 p2 (TG)10 20 61911717 61911736 TAACACTGCCACCCATCTCA TTATATGCCATCCCCACCAT 206

Ai02B14341 Araip.B02 14341 p2 (AT)13 26 61918292 61918317 GCCTGTGAAGCCAAGACTGT GCGGAGTAGTCCTGGGTGTA 221

Ai02B14344 Araip.B02 14344 c (A)11ttttcaaaaattttctccgttgttttcg(A)1049 61930596 61930644 TCGAGTTTGGACAACTGACG CCTACAGTCAGCCAGGCTTC 204

Ai02B14347 Araip.B02 14347 p2 (CT)6 12 61931932 61931943 TTTCTTATCTTTTTCAAAACCACC AAGATGAGAGAGGGAGGGGA 221

Ai02B14350 Araip.B02 14350 p3 (TCA)5 15 61953995 61954009 CAACAACCCCAGCAGCTAAT CACAGGGACAGGACAAGGTT 231

Ai02B14353 Araip.B02 14353 p3 (ATT)7 21 61955933 61955953 TCCAAACTCAACCGTGTAAGC CGTCTTGATGGTGGTAGCAA 221

Ai02B14354 Araip.B02 14354 p2 (TA)10 20 61958046 61958065 AGGGCGTCAAATTGTATTGG GCAGAACATGAAAGCTGCTG 165

Ai02B14355 Araip.B02 14355 c (TA)6tcctaaaaatacttcaagtaaaattactattaaaaaaaaagttaaaatggcag(T)1176 61958526 61958601 CATTGGAAAACGGAGTTGGT AATATCAGTTGGAATCGCCG 203

Ai02B14359 Araip.B02 14359 p3 (GAG)5 15 61985863 61985877 GGGTGGCTGAGAAGAAATCA CTTTCAGAGATGGCAAAGGC 171

Ai02B14365 Araip.B02 14365 c (AT)20tttctttttctttatcattcatttttttc(T)1180 62021740 62021819 TTATTGCTTCACTTTGGGGC CCATATGCATTGATGCTCTTGT 211

Ai02B14369 Araip.B02 14369 p2 (TA)7 14 62041334 62041347 CACAAAATCCAGTGAGGGTTC CGTTTTGCTTTCTCCTTCCA 190

Ai02B14372 Araip.B02 14372 p3 (CTT)5 15 62072842 62072856 AAGGATGATGGCAACTCAGG GAACCTCCATGGGAAAGTCA 251

Ai02B14374 Araip.B02 14374 p2 (TG)6 12 62083269 62083280 TGGAATTGAAATGCTGACGA TCACAACTGAAACACGCACA 151

Ai02B14379 Araip.B02 14379 p3 (GCC)5 15 62124078 62124092 CAAGGGACCCATTAAATCCA AGAGTAGACGCGACGAGAGC 176

Ai02B14380 Araip.B02 14380 p3 (GCA)6 18 62126978 62126995 TCGAAACCCACAAGGTTAGG GCTGCTCCATTCCTCTGTTC 245

Ai02B14381 Araip.B02 14381 p2 (TC)7 14 62127377 62127390 AAGGCTGAGCAACTAACGGA AAGAGGAGAGGGAGGAGCTG 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14382 Araip.B02 14382 p4 (TTTA)5 20 62129396 62129415 GGCAACCACAAATGTCACAA CCTGGAGATGACACACATGG 191

Ai02B14387 Araip.B02 14387 c* (GT)6(T)11* 22 62143074 62143095 CTCGTTTTGCACGTTTGTGT AATGAGCAAAAAGCACCCAC 270

Ai02B14413 Araip.B02 14413 p2 (GT)6 12 62146632 62146643 TTTCGCACATATGCGTGTTT CGTGCAAAACGAGTGAAAAA 211

Ai02B14414 Araip.B02 14414 p2 (TG)6 12 62147447 62147458 GTTTTTCCCTTGTTTCGCAC CACACACGTCCAAAATGAGC 278

Ai02B14418 Araip.B02 14418 p2 (AC)7 14 62149031 62149044 ACAAACACTCACACAGGCGA TGTGTTTTACGCTCGTTTCG 217

Ai02B14419 Araip.B02 14419 p2 (AC)6 12 62149948 62149959 AAAAACACACACACGTCCGA TGTTTTTCTCTCGTTTCGCA 256

Ai02B14420 Araip.B02 14420 p2 (AC)6 12 62150344 62150355 CACGTGCAAAAGTAGCGAAA TCGCACGTGTGTTTGTTTTT 170

Ai02B14421 Araip.B02 14421 p2 (AC)6 12 62151010 62151021 AAAAACACTCATACGCGCAA TGTGTTCGTGTTTTTCGCTC 119

Ai02B14423 Araip.B02 14423 p2 (CT)6 12 62153132 62153143 GGAACATTGAACCTGTGATTGA AGCGATTTCTGGACCCTTTT 231

Ai02B14425 Araip.B02 14425 p2 (CT)18 36 62161617 62161652 GGAACATTGAACCTGTGATTGA AGCGATTTCTGGACCCTTTT 255

Ai02B14426 Araip.B02 14426 p2 (AT)9 18 62162175 62162192 TTTCAAGGTTGTAATGGGGC CGAAAGTGGAAAAATTGGGA 168

Ai02B14427 Araip.B02 14427 p2 (GT)12 24 62163895 62163918 TTTTTCACTTGTTTCGCACG AAGCGAAAAACACACACACG 257

Ai02B14428 Araip.B02 14428 c (T)11cgctcgtttcgcaa(GT)637 62164823 62164859 CGCACGTGTGAGTGTTTTTC CGAACACGTGCAAAAAGAGA 252

Ai02B14429 Araip.B02 14429 p2 (GT)8 16 62165756 62165771 GCTGTTTTGCGTGTGTGAGT ACACACGTGCGAAACCATAA 233

Ai02B14437 Araip.B02 14437 c (AC)8atgaaaatggcgaaaaaaacaaaaaaaagcgcgcacacacacatatacacgtgcgaaacgagtgaaaaattt(A)12100 62183008 62183107 GAGGAACGAGCGAAAAACAT TCATTTTGCACGTGTGTGTG 274

Ai02B14438 Araip.B02 14438 p2 (AC)8 16 62183540 62183555 TGCGATACGAACGAAAAACA GTTTTGCATGGGAGTGTGTG 247

Ai02B14439 Araip.B02 14439 p2 (AC)6 12 62183760 62183771 CACGTGCGAAATGAGAGAAA TTGCACGTGTGCGTATTTTT 251

Ai02B14441 Araip.B02 14441 p2 (AC)6 12 62185236 62185247 GTGCGAAAAGAGCGAAAAAC CTCATTTGGCACGTGTGTGT 267

Ai02B14442 Araip.B02 14442 c (GT)6ttgtgttttttcgctaattcatacgtgtgtttgttttgctcgttttgcacatgtt(TG)7(T)1192 62187955 62188046 TAGCACGTGTGCGTGTTTTT CACATAAGTGCAAAGCGAGC 255

Ai02B14443 Araip.B02 14443 p2 (GT)6 12 62188776 62188787 TGTTTCGCATGTGTGTGTTTT CACGTGAGAAATGAGCGAAA 185

Ai02B14444 Araip.B02 14444 p2 (GT)6 12 62189248 62189259 TTCGCACATATGCGTGTTTT ACACACATGCACACACATGC 241

Ai02B14447 Araip.B02 14447 p2 (GT)8 16 62191248 62191263 TTTCGCACGTGTGTGTTTTT ACGCAAATGTGTGAAACCAG 156

Ai02B14448 Araip.B02 14448 p2 (GT)9 18 62192746 62192763 TCCCACGTTTGTGTTTCTCA GAAACGAGCGAAAAATACGC 246

Ai02B14449 Araip.B02 14449 p2 (TG)7 14 62194183 62194196 CATTTAGGACGTGTGCGTGT CATAAGTGCAAAACGAGCGA 253

Ai02B14450 Araip.B02 14450 c (GT)6ttttagctcgtttttcatgtgtgtattttttgctcgtttcgcacgtgtgtatgtttttcgctcgtttcgaacgtgtgtgtag(T)10104 62194660 62194763 CGTTTCGTACGTATGCGTGT CACGTGAGAAATGAGCGAAA 167

Ai02B14451 Araip.B02 14451 p2 (TG)8 16 62196051 62196066 TCATTTCGCGTGTGTTTGTT CGTGCAAAACGAGTGAAAAA 229

Ai02B14452 Araip.B02 14452 c* (GT)6(T)14* 25 62196570 62196594 TCGTTTTGCACGTGTGTGTA GCGAAAAGAGCGAAAAACAC 187

Ai02B14453 Araip.B02 14453 p2 (AT)7 14 62198224 62198237 TTGTGTTGTTGCCAAATGCT CTTCCTCCACAACCAACCAT 100

Ai02B14454 Araip.B02 14454 p3 (AAG)7 21 62199678 62199698 CGTAAATCTGTTTAGGGCAGG CCTCATTGATGCAGAGCAAA 214

Ai02B14460 Araip.B02 14460 p2 (TA)6 12 62216888 62216899 AATCTAAACTTCGGGGATTTTT TAATTCGATGGCCATTTTCC 277

Ai02B14461 Araip.B02 14461 p3 (AAC)5 15 62219753 62219767 CAAAAGTTGCTGGTCCCCTA TCCATGAGATGGTCAAACGA 225

Ai02B14463 Araip.B02 14463 p3 (ATC)5 15 62228682 62228696 TTTACTTTCGACATGAACCACAA GTGGGAGGTTGATAAGGGGT 276

Ai02B14464 Araip.B02 14464 p2 (GA)6 12 62231691 62231702 GTTCCATCTTGCCACACCAT CCTCTTCGCGTCTCTTTCTG 212

Ai02B14466 Araip.B02 14466 p3 (TTC)5 15 62237654 62237668 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198
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Ai02B14468 Araip.B02 14468 p2 (GA)6 12 62244078 62244089 CTTGCTGGTTAGTTGTGCGA AGGTCTGCCTCCTCTCCTCT 210

Ai02B14469 Araip.B02 14469 p2 (GC)6 12 62256687 62256698 GTGCGTACACGTGGATTGAG ATGAGGGGTAGAAGGAGGGA 276

Ai02B14472 Araip.B02 14472 p2 (GA)7 14 62264302 62264315 ACAGAATCAGAAATTGCGCC CTTTTCCCTTTTCACCACCA 260

Ai02B14473 Araip.B02 14473 c (AGA)5tggaggttggggaaatggggtgcacgactgcgcagtgggcatcgcgtactagggttatccctatttttgaatcg(GC)6101 62264552 62264652 GGATTTATGGTGAACGGTGG ACGCGTCCCTTCCTATTTCT 259

Ai02B14478 Araip.B02 14478 p2 (CT)21 42 62276552 62276593 ACTTGAGCACCAAGGACTGC TGCACCTCAGCATCTAAACAA 130

Ai02B14481 Araip.B02 14481 p3 (AAG)7 21 62283217 62283237 TCCTCCTCTTCTGCTGCTTC CACGTTCTTCTTCCTCTTCCA 233

Ai02B14482 Araip.B02 14482 c (AGA)7ggaagaggaagaagaacgtgcagc(AAG)5gagaaagagaaggtaagaaacgaaagaa(AAG)5aggaagaggaagag(GAA)5132 62283341 62283472 TGGAAGAGGAAGAAGAACGTG CAAAAATGCAATGCAAGGTC 219

Ai02B14483 Araip.B02 14483 p5 (TAAAA)6 30 62288567 62288596 CAAGAAGTGGACTGCGCATA CATGCTGGCATATTAACGACA 275

Ai02B14487 Araip.B02 14487 p2 (TA)6 12 62298369 62298380 TCAACACGTCCAAAACTCATGT ATGCCTTCCTCCTCCTCATT 278

Ai02B14491 Araip.B02 14491 p2 (TA)7 14 62318261 62318274 TCTGCAGCAAGATGTTAGGC CGTACAACAAGCAAATAGGGG 202

Ai02B14492 Araip.B02 14492 c (A)27ggagattttacggctcacctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcagaacct(A)36gaacaaaacaaaaagg(A)18171 62324837 62325007 AGGCAACACTTCTGCATCCT ACAAGGCTTGCCTCAAACAA 255

Ai02B14495 Araip.B02 14495 p3 (CTT)6 18 62333382 62333399 TATTATTAAAGCGCCCTGCC CCCCTCTCTTCATGGTCATC 227

Ai02B14496 Araip.B02 14496 p3 (TGA)7 21 62333521 62333541 CACCACCGCTTCTTCTTCTT CTTCCTCATGCCCCTCTCTT 193

Ai02B14499 Araip.B02 14499 c (AT)8(AC)14 44 62348389 62348432 GACCTGTGAAGTAAAGGCCG GAGCGTGCTGGAGACTCTTT 234

Ai02B14503 Araip.B02 14503 p2 (CT)6 12 62381647 62381658 CCAAGCTCATCAAAATGTGG GCCCACAGATTCGAGAGAAG 229

Ai02B14507 Araip.B02 14507 c (A)10taaaataattagtctaattaaaaagaaattttgaaaaagaggaaagatttttttcgaaaatt(AG)684 62424603 62424686 GGATGAGAGGAGGGGAGAAT TTTTGTTTGTTTCCTAAATTTTTCA 224

Ai02B14508 Araip.B02 14508 p2 (CT)6 12 62444167 62444178 TCCATCATCCTTGGAAGACC AGGAGATGGAGGGATGTGTG 220

Ai02B14509 Araip.B02 14509 p3 (TCT)5 15 62444316 62444330 CACCCCACCTACCTTCAAAA GCTTTTGTCTTCCCTTTCCC 246

Ai02B14511 Araip.B02 14511 p5 (TTATC)5 25 62447872 62447896 TGTGGGCTGACCTTTTTAGG AGAGGAACACGACCCACATC 143

Ai02B14513 Araip.B02 14513 p2 (CT)8 16 62467363 62467378 TCCCCTTTCTTCCTTCTTCC TCCTTAACAATCCACAAGCAAA 257

Ai02B14516 Araip.B02 14516 p5 (TTTAT)8 40 62492629 62492668 GCTCATCAAATTTTTGGCGT AAATCAAACACACCATGCGA 176

Ai02B14517 Araip.B02 14517 c (T)12gcatttttcttttctctttttggtttatgttgtgtttcaata(T)1165 62493866 62493930 TGTGGAAGGCAATTCAATCA GTCTCATCGAAGGAGCTTGG 257

Ai02B14518 Araip.B02 14518 p5 (TGAGA)6 30 62504926 62504955 AGTTCCATGACGGGAAACAT TGGCCCCTACTACTTCCAGA 241

Ai02B14519 Araip.B02 14519 p2 (TA)6 12 62505738 62505749 CCAATTTTGTAAGAGGGATAGGAA ATAGCCTAGGCCACCCACTC 221

Ai02B14520 Araip.B02 14520 p2 (AT)10 20 62507433 62507452 ATTTTCTCAAGGGGGAATGG CGCCACTCAGATAAGTTGGA 171

Ai02B14525 Araip.B02 14525 p3 (TTC)6 18 62519532 62519549 CTTTCCTGTTTCCTGCTTCG AAGGCGGTGAAAGCATAAGA 143

Ai02B14534 Araip.B02 14534 c (AAAAT)6aaaaaattaaaaaa(T)1155 62558832 62558886 GCACCCTGTTTTCCTCCTTT GCAAATGCAATAAAAGAAATTGG 210

Ai02B14536 Araip.B02 14536 p2 (TA)8 16 62591817 62591832 CACGCCAACATGTGAATTTT GTCCGCGTGTCCAGTCTTAT 271

Ai02B14537 Araip.B02 14537 p2 (GA)7 14 62608463 62608476 GTTCTTGTCCTTGCTCCTGC TCGAAAATACCTCCCTCTTTTTC 271

Ai02B14547 Araip.B02 14547 c (TAA)5tat(TAA)1666 62672797 62672862 CCACGTTTGGCTTTTCTTTG TGGGGTAGGATGTAAGGTCTCA 267

Ai02B14548 Araip.B02 14548 p3 (AAC)5 15 62680697 62680711 CTACAACCGAGGAGGCAGAG ATTTGAGGGACCTGCTGTTG 168

Ai02B14550 Araip.B02 14550 p2 (TA)8 16 62705594 62705609 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 276

Ai02B14553 Araip.B02 14553 p4 (ATAA)5 20 62716924 62716943 GGAATTTGGGTGCCTACTCA CCCAAAATTCCCACTTTTGTA 239

Ai02B14554 Araip.B02 14554 p2 (TA)9 18 62722771 62722788 GCATCCCAATGGATTTGAGT GAGCTAAATGAAATGATGGCCT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14558 Araip.B02 14558 p2 (CT)9 18 62763509 62763526 TTTCTTACCTTTTTCAAAACCACC ACGATGAGAGAGGGAGAGGA 223

Ai02B14559 Araip.B02 14559 p3 (TCT)6 18 62765921 62765938 ACCCATATGGCCGAATACAC GATGGGCTTGTGAGATGGAT 250

Ai02B14562 Araip.B02 14562 p2 (CT)6 12 62772401 62772412 CAATCTCCGTGGGATTTGAC GGGACAATCATGAAAGCAAGA 253

Ai02B14565 Araip.B02 14565 p2 (CT)8 16 62801260 62801275 TTGAACCTGGAATTGAGAAGAAA TCCTTTTGACCCAGTTTTCG 196

Ai02B14566 Araip.B02 14566 p2 (CT)7 14 62813217 62813230 GGAACATTGAACCTGGAATTG GTGCTGAACGCATCAGAAAA 241

Ai02B14569 Araip.B02 14569 p2 (TA)15 30 62838455 62838484 CAAAGTCTTGTGCTGATAACGTG GAGGCTTTTGCCTCTGAAAA 257

Ai02B14573 Araip.B02 14573 p2 (AT)10 20 62854603 62854622 GGTGGTGCCCTAAAAATGAA CCCTTATTTTGGTATTTGCACAC 247

Ai02B14574 Araip.B02 14574 p3 (CTG)5 15 62854847 62854861 AAAATAGAACGCTCGAGGCA GGATGATGACGTGACACCAC 275

Ai02B14576 Araip.B02 14576 p3 (AAG)5 15 62879875 62879889 GAGGAAAACGTTTCTCTGTCTAAAA CTCAAAGGCCCAAGCATAAG 127

Ai02B14577 Araip.B02 14577 c (A)10taaaaatcaatgcaccaattcatataaccgaacccaaaaaaagagccacaaatgcagc(A)1078 62885575 62885652 TCTTTAGGCAGGAATGACATGA CGCTTGTTACCCAAGATGGT 164

Ai02B14578 Araip.B02 14578 p2 (AT)8 16 62886505 62886520 TCGATGTGTATGTGTCCGCT TGACCCCTAGCATTGCTCTT 270

Ai02B14579 Araip.B02 14579 c (A)10tctttcattttagaaaatctctgctatcattttagctatcttttc(T)1166 62887033 62887098 TTTCTTGATAATTCTCTTTCTTTCTTC TCAGTGGCAGCCATATGAAA 157

Ai02B14582 Araip.B02 14582 p2 (CT)6 12 62889966 62889977 CATTGAACCTGTGATGATGAAGA TTTCTGGGCTGTTTTTGACC 200

Ai02B14584 Araip.B02 14584 c (TG)15(AG)10 50 62902688 62902737 TGCTTTCTGTCAGCTTTTGC CCTCAATTCTTTTCGCCCTT 254

Ai02B14587 Araip.B02 14587 p2 (AG)6 12 62920888 62920899 ACCGTCACTATTGGGTCGTC GGTTGGACAGAACTCCCCTT 113

Ai02B14588 Araip.B02 14588 p2 (TA)15 30 62924337 62924366 GAGACGGGGTCCCGTATATT TGCAAGTGTGACAGCTAGGG 193

Ai02B14589 Araip.B02 14589 p2 (AG)6 12 62926631 62926642 CAAGGGAGGTCTTATGGAAGG ATGGCACAGGCTCTTGGATA 230

Ai02B14592 Araip.B02 14592 p3 (TTA)5 15 62929929 62929943 TGCTTTTCAAAGAGTTGTGTGC TGCATTTGGTCTTCAATCCA 220

Ai02B14594 Araip.B02 14594 p2 (TC)7 14 62939810 62939823 AGGAACGCGTGGATACAAAC CTAAGTAGGGTCAATGGGCG 218

Ai02B14604 Araip.B02 14604 p2 (AC)6 12 62974443 62974454 ACGACTCACACACATGCACA TCCTTCTCTTCGCAGCTCTC 253

Ai02B14605 Araip.B02 14605 p2 (TA)7 14 62980574 62980587 CCCCTCTTCTAGCAACGTGA ATTGAGTCCAAACTGGCCC 100

Ai02B14610 Araip.B02 14610 c (A)12gagcagaacagtaagagacaacacagcacc(A)1355 62987039 62987093 TGCCAACTAATTATACACCGTCC CTGTTCACTGCTGATGCGTT 242

Ai02B14613 Araip.B02 14613 c (A)11cattagtacagggcccaattcaaaag(A)1047 62988027 62988073 TTGGTCCCTATTATTTCGCA TTTAATTGAGTCTCTGCACCAAA 233

Ai02B14618 Araip.B02 14618 p3 (CAC)6 18 63016863 63016880 AGTTCAAAGGCACCACCATC AGGAAGAGAGCACGCAAGAG 233

Ai02B14619 Araip.B02 14619 p2 (TA)6 12 63017911 63017922 TGCAGTTGAAGTAAAAAGGCAA TGCAATTTTTCATTCCCTCTC 237

Ai02B14620 Araip.B02 14620 p2 (TA)6 12 63019211 63019222 ATTAGGGGGTGGGTAATTCG CACGTCTGGCCCTTCATAAT 209

Ai02B14622 Araip.B02 14622 p2 (AG)7 14 63026309 63026322 GCATAAGTCCGCTGAAAAGG TAATCTTCGTCACTCGCCCT 200

Ai02B14623 Araip.B02 14623 c (A)17cagaaaaggaaatgaaattaaataaaaaagaagaagaagaaaaaaaagaacgacaagg(A)1085 63027370 63027454 TTAAATGATGTAAGAGGAGGAAAAA GGCGGGAATAATTATCCTTACCT 274

Ai02B14627 Araip.B02 14627 p6 (TATTCT)6 36 63064292 63064327 AGCACTCCTGAAACCGCTAA TCTTCTGCGGCTGGATAACT 182

Ai02B14629 Araip.B02 14629 p3 (TGG)5 15 63071288 63071302 GGAGGAACACCGTCACTGAT TCTACCCTCCACCCTTCTCC 259

Ai02B14631 Araip.B02 14631 p4 (ACTA)6 24 63079655 63079678 CCCTTTTTAATACCCAGCAGC TCCAACACTTCCAAACACCA 178

Ai02B14635 Araip.B02 14635 c (CTT)5gctgcacgttcttcttcctctttc(TCT)554 63095208 63095261 ACCGTTACTGCACGTTTTCA TCCTCTTCATCTTCTGGTGCT 234

Ai02B14636 Araip.B02 14636 p2 (AT)8 16 63099974 63099989 AAAATCCACACCAACAAGCC TCACAATGCCAAGGTTATGC 267

Ai02B14638 Araip.B02 14638 p3 (AGA)6 18 63104329 63104346 GCATTCAAAATCCAAAATCCA CTCTGCCACGGTGAGTTCTT 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14639 Araip.B02 14639 p2 (AT)7 14 63106205 63106218 GGCACAACCGATGGTGTAAT TGCTGTTCCTTGGCTTTTCT 278

Ai02B14640 Araip.B02 14640 c (A)10cattttttatgatattgtttataaagttgtgtgttttcttcaaacattttcatgtttattgtcaaagaagatt(A)1093 63111523 63111615 AGGCACTAGCCCAACTTCAG CAACTTTCATAAATTTTTGTGTTTTCA 280

Ai02B14641 Araip.B02 14641 p3 (CAA)5 15 63112052 63112066 CTCCATCACAACAACAGCATC TGCTTCTGATTTGTTCTGCTTC 183

Ai02B14649 Araip.B02 14649 p5 (AAAAG)9 45 63140511 63140555 TGGGTTTGGAAACATTTGGT TACTTTGGGGCATTTTGTCC 229

Ai02B14650 Araip.B02 14650 p3 (GAA)6 18 63144290 63144307 GGTCGTTGTGGAGTCCAGTT GAGGCTTTTTAGTTCGTGCG 259

Ai02B14654 Araip.B02 14654 c (A)11(T)10 21 63159450 63159470 GACATTGCGAAGCAGTTGAG AAGCTATGGCATTGTCCAAC 230

Ai02B14657 Araip.B02 14657 p2 (AT)6 12 63169378 63169389 TGTGAGTGGGTTTTCTTCCTT AAGAGCGGATTGAGTTGAAA 163

Ai02B14658 Araip.B02 14658 p2 (TA)7 14 63175413 63175426 AAGAATCGGATGAAGGAGCA AAACAGGAGCCTGTGACTCG 271

Ai02B14659 Araip.B02 14659 p3 (ACC)6 18 63194247 63194264 CTTGCTTCACCTCATCCCAT GCCTTATGGTCTTCCTAGCCA 240

Ai02B14660 Araip.B02 14660 p2 (TA)9 18 63201088 63201105 CCTGACCTTGTCTTTGTGGG AACCCCGAATCATGATCAAA 191

Ai02B14662 Araip.B02 14662 p2 (CT)8 16 63203607 63203622 GAGGGGGAGACAACTTCACA ATAAAACGGGTCCAAGTGGG 227

Ai02B14663 Araip.B02 14663 p2 (TA)8 16 63204189 63204204 GTGACTCACTCAACCTCGCA CTTCCTATATGGGTCAGGCG 172

Ai02B14666 Araip.B02 14666 c (T)10c(T)10 21 63218209 63218229 ACAACTCCAGCGCAACTTTC GAGGCAACCCGATAATTTTG 201

Ai02B14668 Araip.B02 14668 c (T)24attttttg(T)27cttttc(T)31gtttg(T)17118 63234919 63235036 GCTCCATGAGAGCTCACTGTC TGAAGCAAGAAAAAGCAGCA 227

Ai02B14669 Araip.B02 14669 p2 (AG)7 14 63258655 63258668 AGGAGGGCAGAGATGTGAGA TTGTTTGTTTCCTAACTTTTTCAA 280

Ai02B14671 Araip.B02 14671 p2 (AT)9 18 63285134 63285151 CGCAACCAAAACGATAAACA TTTTGGCATCTCTCTGGCTT 207

Ai02B14678 Araip.B02 14678 p5 (AAAAT)6 30 63294612 63294641 AACATCAACAAAGTTGCCCC TGCTACTAGCCCCAGTCGTT 260

Ai02B14685 Araip.B02 14685 c (ACA)5tactccaatcatatccacaaccaaatatatccagaatacgcatc(AT)25109 63320415 63320523 CCCTGTATCAACAATAAACATCCA TCCATATGTCACAGGCAGGA 269

Ai02B14686 Araip.B02 14686 c (ACA)5tactccaatcatatccacaaccaaatatatccagaatacgcatc(AT)671 63327049 63327119 GCCAAACGACCAAATTTTCA AGTTAACGGCGGTTATGACG 258

Ai02B14687 Araip.B02 14687 p2 (TA)7 14 63357858 63357871 CCTGCCCTATGGTTGATGAG GTTGACCCTTCGATGCAAGT 171

Ai02B14692 Araip.B02 14692 p4 (TATG)10 40 63397919 63397958 CGTCCTAATCTTTGTGGGCT TTGCCAATCAATCACACTCG 169

Ai02B14695 Araip.B02 14695 p3 (TTA)6 18 63422443 63422460 TTTGGTGAGATTTGGGTGGT AGTGACAACAACAACGAAACAA 277

Ai02B14696 Araip.B02 14696 p5 (AAGAT)5 25 63471983 63472007 CTCGGCCAAATTGATAGGAA CCTGGGTGCTCCAGTGTATT 212

Ai02B14697 Araip.B02 14697 p2 (AT)6 12 63480760 63480771 TCTAGAAGCCCGATGAAGGA TCGGCTTAAACTCTGCAAGC 174

Ai02B14698 Araip.B02 14698 p3 (ATT)5 15 63483481 63483495 TCAACAAACCCTCATCAACAA GTGGTGTTGTGTGGAAGGAA 134

Ai02B14702 Araip.B02 14702 p2 (GT)9 18 63502825 63502842 TGAGGCCATTGTTTCATTAGC GGTTGTAATGGGGCTAGGGT 277

Ai02B14704 Araip.B02 14704 p2 (AG)8 16 63513767 63513782 AGAGAACAGAGAGGAGGGGC CTCCTTCTCCCTCCATTTCC 160

Ai02B14705 Araip.B02 14705 p2 (TA)8 16 63518576 63518591 ACGAACCGCTTTGATACCAC TCGGCTTAAACTCCACAAGC 172

Ai02B14706 Araip.B02 14706 p2 (AT)6 12 63530531 63530542 CGCATCGTAAAGCAAAGGTT ACTAGCCGGCTTAAACTCCG 209

Ai02B14707 Araip.B02 14707 p2 (AG)9 18 63535514 63535531 GGTTTGGAAGGGAAAATGGT CAAGATCCCCACCTACCTCA 229

Ai02B14708 Araip.B02 14708 c (T)10gtatccccttatttaattacttaata(T)1147 63547488 63547534 TTTGTCCCATGTGCATTGAT TCCCAAGTTGAATCCTTGGT 280

Ai02B14709 Araip.B02 14709 p4 (TTTA)6 24 63561541 63561564 CCAATGGAGGGTATGCAGAT CACCACTTTCTCTCCCCTCA 244

Ai02B14710 Araip.B02 14710 c (A)10tctgaa(T)10 26 63561691 63561716 TGAGGGGAGAGAAAGTGGTG CTTGGTGTTTTCCCTCCAAA 246

Ai02B14725 Araip.B02 14725 p2 (AC)9 18 63638787 63638804 ATGTTTCCCACAAATTCCCC TCCATATGGCCAACCCTTAC 197
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Ai02B14728 Araip.B02 14728 p3 (ATA)5 15 63668703 63668717 ATGAGATAACGGAGCAACGG TCATCGTGACTGGACTGAGC 222

Ai02B14729 Araip.B02 14729 p2 (TC)6 12 63674899 63674910 TGGAATTTGAGAAGAAGAAATCC TGGGAGCAATTTCTAGGCTG 243

Ai02B14733 Araip.B02 14733 p2 (AC)6 12 63713114 63713125 CGTGTCAGATGAGTGTCGGT CGGTGGAGTACCAGGACCTA 105

Ai02B14734 Araip.B02 14734 p2 (AT)8 16 63713579 63713594 CAAAGTGCGAAGCGTTCATA AACTCAGCGGGCTACGACTA 149

Ai02B14736 Araip.B02 14736 p2 (AT)6 12 63726642 63726653 TGATAAATCCTCATTATACCCAACC ATCGAACTCGAACCGATGAT 279

Ai02B14738 Araip.B02 14738 p6 (GAGAGG)5 30 63735578 63735607 TTGTGGTTACCAACCCCTTT TGTCAAACAGTGTCAAGCAAAA 257

Ai02B14739 Araip.B02 14739 p4 (ATCT)5 20 63736671 63736690 CCAAACTTCAGGGACAAAAA TTTCACTAAAAAGTTTGTGGCAA 158

Ai02B14740 Araip.B02 14740 p2 (AG)6 12 63742402 63742413 AGAAAGTTCAGCGACCCAAA AAGAACATTGAATCTGGAATGGA 261

Ai02B14741 Araip.B02 14741 p2 (TA)7 14 63743629 63743642 TGCGTTTTTGTTTTACCCGT CAGGTAACCCTCGGAACAGA 167

Ai02B14744 Araip.B02 14744 p2 (CT)9 18 63764646 63764663 TCAAAAACCCTTACCGATGG GAAGGGATGACACCGTGACT 246

Ai02B14746 Araip.B02 14746 p2 (AG)7 14 63791682 63791695 AAGAGGACGCACACACATCA CATCAAATTGCATTAAGAGAGATCA 279

Ai02B14748 Araip.B02 14748 p4 (TATC)5 20 63815675 63815694 GGAGAAGGATAAAAGGGCAA TGCATTCTTGCAATTTGCTT 238

Ai02B14753 Araip.B02 14753 p3 (TCT)7 21 63844037 63844057 TCAACATCTCTCTCCCACCC CGGTCTTAGGTGCCATCAAT 191

Ai02B14755 Araip.B02 14755 c (T)11gaaaatttgttagtaattttcgaaaattaagttttaaaaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaat(GA)6123 63845956 63846078 GGGGGAGGGATAATTTTTGA TTTCTTAACTTTTTCAAAACCACC 214

Ai02B14759 Araip.B02 14759 p3 (AAT)5 15 63878714 63878728 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 203

Ai02B14760 Araip.B02 14760 p2 (GA)6 12 63879048 63879059 TGAGGAGGGTTGAGATGTGA TTTTGTTTGTTTCTTAACTTTTCCAA 280

Ai02B14763 Araip.B02 14763 c (ATA)10(AGA)7 51 63890914 63890964 AAACCATATGCGTTGATACTCTTG TTCTTCAGGGCATTTTGTCC 134

Ai02B14767 Araip.B02 14767 p2 (TA)9 18 63899812 63899829 CATGTTTTCTCTAAGAACTGACGG TCAAGATCGAGAAGAGTCGTGA 193

Ai02B14771 Araip.B02 14771 p2 (GC)7 14 63917917 63917930 CCAGGCGCGAAAGTATAAAA CCTGCCTCCTTGTTTCACTC 203

Ai02B14773 Araip.B02 14773 p2 (TA)10 20 63920114 63920133 CCCAAGGGAGAGGATTAGGA TTGGACAATGGGCACAGATA 222

Ai02B14780 Araip.B02 14780 p2 (AC)10 20 63960454 63960473 TGAGATTCACCGTTCTGCAA TCTCTGAGCGAACACACAAA 276

Ai02B14783 Araip.B02 14783 c (CT)6attttcgaaaatatcttccccctttttcaaaaatctccttttaattaactaattattttatttttattttgaattttcg(A)10101 63971965 63972065 TTCCCAACTCCTTATCTTTTCAA TCGGATTTTTGGTGATGTGA 234

Ai02B14784 Araip.B02 14784 p3 (TTC)5 15 63977634 63977648 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai02B14787 Araip.B02 14787 c (TA)10(T)10 30 63990280 63990309 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 243

Ai02B14788 Araip.B02 14788 c (T)11c(T)10 22 64002726 64002747 TGCTCTTGCCTTTTGGTTTT GAATGAATGCTTGAACAGTGC 259

Ai02B14789 Araip.B02 14789 p3 (AGA)6 18 64003624 64003641 CTCGAAGGTGGAAGCTTTTG CAAAATCTCTTTCCCACCCA 237

Ai02B14794 Araip.B02 14794 p3 (GAA)5 15 64025278 64025292 TCCCATGACTCAGATGTGGA GCCCTCCATTCTTCATCAAA 265

Ai02B14797 Araip.B02 14797 p2 (TC)6 12 64045938 64045949 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 214

Ai02B14801 Araip.B02 14801 p2 (TC)6 12 64053668 64053679 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai02B14802 Araip.B02 14802 p3 (AAT)5 15 64055961 64055975 CAGAGTCCTTTCAGGTTCCG TCACATCTCTGCCATCCTCA 214

Ai02B14803 Araip.B02 14803 c* (AT)6(T)11* 22 64056150 64056171 ACACAACTGTGAGGATGGCA CGAAAATATCTTCCCTCTTTTTCA 252

Ai02B14804 Araip.B02 14804 p2 (AG)6 12 64056317 64056328 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 251

Ai02B14810 Araip.B02 14810 p2 (AG)6 12 64073263 64073274 CATGAAGGCGAGAAAAATCC CCCAGATCCAAGTCCAGAAA 173

Ai02B14816 Araip.B02 14816 p2 (AT)7 14 64124255 64124268 TGTGGGGAAAAGTGGATTTG TACTTTGGGGCATTTTGTCC 227
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Ai02B14826 Araip.B02 14826 p2 (AT)6 12 64242930 64242941 AACCATTGATGCTCAAAGCC CGCCATCACTAAGGTGGATT 270

Ai02B14828 Araip.B02 14828 p2 (TC)7 14 64252165 64252178 CCAGCCTAACTTTCTGGACG GAACCTGGAATTTTGCATCG 205

Ai02B14829 Araip.B02 14829 p2 (AT)7 14 64264809 64264822 GGGGCATTTTGTCTCCTTTC GTGTGGGGAAGTGAATTTGG 199

Ai02B14832 Araip.B02 14832 p3 (TTC)5 15 64269503 64269517 TCTTCCTCTCCTTGACCGAA GTGCACTTGCCGGTTAGATT 149

Ai02B14833 Araip.B02 14833 p3 (GTT)5 15 64275077 64275091 TGCATTGACATTAGGGGTGA GAACCACACCCACCTTTCAT 253

Ai02B14838 Araip.B02 14838 c* (AT)17(T)11* 44 64287701 64287744 TACTTTGGGGCATTTTGTCC ACCTTGCATGGGTGAAGTGT 275

Ai02B14840 Araip.B02 14840 p2 (AC)7 14 64297917 64297930 AGCAAGGAAGCGTGAATTGT TTGGTTGCCCTTACCCTACA 234

Ai02B14842 Araip.B02 14842 p2 (AT)8 16 64334895 64334910 GGTGGCATTGCTTTTGTTTT CTTTTTGCTCTTGCCTTTGG 265

Ai02B14844 Araip.B02 14844 p2 (GA)6 12 64346301 64346312 GAGAGAAGGAGGGAATTTTCG TCCTTTCAAAATTTGTTTCAACT 244

Ai02B14848 Araip.B02 14848 p2 (GT)6 12 64367438 64367449 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 250

Ai02B14850 Araip.B02 14850 p3 (CAT)5 15 64385711 64385725 TCACCAGAGTTGAAGGAGGC GGGCATCTTGTAGGCAGTGT 217

Ai02B14851 Araip.B02 14851 p2 (TA)8 16 64397420 64397435 TGACAGTTGCAGGTCAAAGG TGTTCTTGGTCATAGGATTATCAAA 259

Ai02B14852 Araip.B02 14852 p2 (AT)10 20 64397891 64397910 TTTTCACCCCCTTTCAGCTA GAGCCTTCATGAATACAAACCA 256

Ai02B14854 Araip.B02 14854 p3 (GAA)6 18 64401054 64401071 TCCAGAAGGACCAGAAGGAA GGTCATAGAAAACCCCTCCA 263

Ai02B14855 Araip.B02 14855 p3 (GAA)6 18 64403094 64403111 GAAGAAACAAAAGTGCATCAACA CAAGGACTGAAGGGGAATCA 275

Ai02B14856 Araip.B02 14856 p3 (GAA)6 18 64411192 64411209 GAAGAAACAAAAGTGCATCAACA CAAGGACTGAAGGGGAATCA 275

Ai02B14857 Araip.B02 14857 p2 (AG)20 40 64414978 64415017 GCTTCTTCCTCCGTGAACTG TGGAGGCCAGGTTAACACAT 144

Ai02B14858 Araip.B02 14858 p2 (TC)6 12 64415164 64415175 AAAAAGGGAAGGGGTGTTTG AGCGACAATGTCTCATCCCT 116

Ai02B14861 Araip.B02 14861 p3 (TTC)6 18 64424772 64424789 AACCACATCTCCCTCTCCCT TCCCATGACTCAGATGTGGA 208

Ai02B14864 Araip.B02 14864 p3 (TTC)5 15 64438688 64438702 GCCGAAACACATCTCTCTCC CTCGGAGTTGGAAGCTTTTG 201

Ai02B14868 Araip.B02 14868 p2 (CT)6 12 64470214 64470225 ACGTTTAACGCCAGAAATGG ATAGGTGAGGGGTTTTTGGG 277

Ai02B14869 Araip.B02 14869 p2 (TA)9 18 64477323 64477340 ATGGCAAGCTCATACCGAAT GCCAGCTCCAGAGATGTTTT 276

Ai02B14871 Araip.B02 14871 p2 (AC)7 14 64482391 64482404 ACCCAAACCCTAATTCCCAA AAAGGGTGGCGGCTACTAAT 195

Ai02B14872 Araip.B02 14872 p2 (GA)10 20 64482519 64482538 ATTAGTAGCCGCCACCCTTT GCGAGGTAGACTAGATGCGG 204

Ai02B14875 Araip.B02 14875 p3 (AAG)5 15 64499927 64499941 ACAGTGGATCGATTTCAGGC ATGTCTTGACTTTCCCACGG 272

Ai02B14877 Araip.B02 14877 c (A)10g(A)10 21 64502914 64502934 TATGGGGAAACTGTGGGAAC TGGGGTAATTTTGTCCCCTT 265

Ai02B14878 Araip.B02 14878 p2 (CT)7 14 64509746 64509759 CTTGGTGTTTTCCCTCCAAA GAAATTTTGGAAAAAGGGGG 276

Ai02B14879 Araip.B02 14879 p3 (TGT)5 15 64542623 64542637 TATTCCACCTCTGATTCCCG CAACCTTCTCCAACACAGCA 274

Ai02B14880 Araip.B02 14880 c (T)15gtttgtgtttgtgtatgctagtatgccaggggaaagaagaggtgcatccacctcctttgattctgaaccagagagaatc(T)32126 64545749 64545874 TTGACAATGATTAAGTGGGTGA GCACCTCTTCTCCCTCCTG 279

Ai02B14881 Araip.B02 14881 p3 (GGC)5 15 64569254 64569268 GTGGATGTGACCGTGTTGAG CTTCTGCTTCCCCATAGCTG 204

Ai02B14887 Araip.B02 14887 p3 (TTC)5 15 64579576 64579590 CATTCTTTGCGCCATCACTA TTATTCTCGTTGGAGGGACG 193

Ai02B14888 Araip.B02 14888 c (TA)7(GA)8gg(GA)644 64582773 64582816 CGAAGCTTGGTTTGGGTTAG CCATTGCACTTTGAAGCTCT 219

Ai02B14890 Araip.B02 14890 p2 (AT)8 16 64584829 64584844 GAACTCTCCCGAAGCAAGTG TAAACGAAATGGGACGTCTG 259

Ai02B14893 Araip.B02 14893 p2 (TA)10 20 64604188 64604207 CAGTGCACTTGCTGGTTCAT ATCCAAACGCCTTTTGAGTG 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14894 Araip.B02 14894 p2 (AT)8 16 64604401 64604416 TAGACTCAACCTGCGAAGCA TTTCAGATGCAGGACGTGAG 258

Ai02B14895 Araip.B02 14895 p2 (CA)13 26 64605488 64605513 CCTCTTTCTCAAAGCCAACG TGAGATGATGATGGCTGATTG 177

Ai02B14896 Araip.B02 14896 c (T)11gtctttttcggatgttcctttttcaacatttttttatcttttttatatatatattttg(T)1180 64608481 64608560 GGATATTTTCGGTATGAATTTGG AAACATCCACAATCTAACAACCA 254

Ai02B14897 Araip.B02 14897 p3 (CTT)6 18 64613404 64613421 CAATTCAAACAAAAGCATTCTCA GCACCGAAACTTTTCAACTATG 244

Ai02B14905 Araip.B02 14905 p2 (CT)6 12 64649641 64649652 CTTGGTGTTTTCCCTCCAAA GAAAAAGAGGGGAGATATTTTCG 267

Ai02B14911 Araip.B02 14911 p2 (TA)7 14 64675812 64675825 TGGCTTGAACTTACGAGTTGG GAGCCGAGTTTGAGTTTGGA 280

Ai02B14914 Araip.B02 14914 p2 (TA)8 16 64692415 64692430 TGAGCTTTGGTGTTTGTTGG TCCAAAGCCTCAACCAATTC 142

Ai02B14918 Araip.B02 14918 p2 (TC)6 12 64719996 64720007 TCGAAAATCACCAACCACTTT AACACAGAGAGGGAGAGAGGG 245

Ai02B14919 Araip.B02 14919 p2 (CT)6 12 64722701 64722712 GAACCTGATGAAAAGTTGAAATCC TCGCAGTGACAAAAATCAGC 260

Ai02B14921 Araip.B02 14921 p2 (TC)6 12 64742972 64742983 GGCCCAAATCCAAGTACAGA TCAATTCAAATGTTGGAATAAATG 243

Ai02B14923 Araip.B02 14923 p2 (TC)14 28 64751651 64751678 GGCCCAAATCCAAGTACAGA TCAAACCTCGGGTCATCTTC 207

Ai02B14926 Araip.B02 14926 p2 (CT)7 14 64768325 64768338 AATTGATTTTCAAATCTTTTTCAAC GGAGATGAGAGAGAGGGAGGA 249

Ai02B14929 Araip.B02 14929 c (AT)8tcttcc(T)10 32 64790819 64790850 GGCATCTTTGTGCTGTGAAG GAAACAAAAGTGGCAACACAA 259

Ai02B14932 Araip.B02 14932 p3 (AAC)5 15 64793992 64794006 CTAGGAGTGCTAGGTGCGCT AGAACTCAATGGCGTCGTCT 196

Ai02B14933 Araip.B02 14933 c (TA)8cactctgaccggcttttgtttcgcaggtcgagtcgggagcttgctatatgta(T)1179 64800854 64800932 GGTTGACTCGAAGAATCAGGA TTGCCTTACACTCGAATGGTT 218

Ai02B14934 Araip.B02 14934 p2 (AG)6 12 64801574 64801585 GGACAGTATGGGAAAGGCAA TCATACTGGGCCTTCTCGTT 155

Ai02B14937 Araip.B02 14937 p2 (AT)13 26 64807835 64807860 TTGTTCAATGGGGATTCCTT GCATGGCTGCATCTCATCT 225

Ai02B14938 Araip.B02 14938 p2 (AT)6 12 64812068 64812079 TCCCTGCCAGGTACAGAATC AGTAGCATGGACAGAGGGGA 280

Ai02B14941 Araip.B02 14941 p3 (TCG)6 18 64813509 64813526 AGGTTGATGTCCTCTGCGAT CGAGTAACGACAACAGCGAA 200

Ai02B14943 Araip.B02 14943 c (T)10accactggattaaacaactgtctgaatcacactcataagtcataagtttac(T)1172 64814820 64814891 TGCCGAAACTTTTCAACAGA TGCTCACCTTGTTTTCATGC 268

Ai02B14946 Araip.B02 14946 c (A)10gaaaatagagagtgctatgcataaaaaaagaaaaagaaaaaaaaac(A)1167 64820656 64820722 CCACCACCACTTTTGTTTTG CACCATGAGTCTCTGGATAAAAGA 280

Ai02B14949 Araip.B02 14949 p2 (AT)7 14 64824193 64824206 GCAAGTATCTAGAATTAATAATGGCA GCCAATATTTTTAGAAAAGAGCTAAA 144

Ai02B14950 Araip.B02 14950 p2 (TA)9 18 64824327 64824344 AGCTCTTTTCTAAAAATATTGGCA GCACTTAGAATCGTAGTTAGTAGCCC 249

Ai02B14956 Araip.B02 14956 p2 (TA)8 16 64838532 64838547 ATGCTTTTGGAATGTGGGAT CCAGTTTTATTGTTTGGTGGC 145

Ai02B14959 Araip.B02 14959 p3 (TAT)7 21 64841294 64841314 GAAGAGAAGGCGGAGGACTT ACGGGGGAATAGATTTGTCC 230

Ai02B14961 Araip.B02 14961 p3 (TAT)5 15 64844131 64844145 TTCAGAAAGTCATGCCAACG CGGTTCCAAAAGACCAAAAA 275

Ai02B14963 Araip.B02 14963 p3 (ACT)37 111 64856428 64856538 AATAAAACAATGCATGCCCC TGGAAGACTATTTTGGACTTGC 247

Ai02B14965 Araip.B02 14965 p2 (TC)6 12 64864542 64864553 GCGCCTTAGCTTCTTCCTCT GCATAAAACCGAGCACCAAT 255

Ai02B14973 Araip.B02 14973 c (GT)6ggaatgtgtgtgtgagtgttgtttgaccaaaaat(A)1056 64901472 64901527 CAAATGAAGCCACACCAAGA TTTAATTGATTCGGTTCGGG 218

Ai02B14974 Araip.B02 14974 p4 (AAAT)6 24 64904083 64904106 CCTTTCCAGAGGCATTTTCA TCTGCCAGTAGCAATGGTTG 219

Ai02B14975 Araip.B02 14975 p2 (TC)6 12 64905686 64905697 CGATGGCAGTTTCTTCCAGT GATAACGCTGGCCAAGAGAG 226

Ai02B14976 Araip.B02 14976 p5 (TTTCT)5 25 64905900 64905924 TCTCTTGGCCAGCGTTATCT TAACACAGACCCCTCACGCT 109

Ai02B14977 Araip.B02 14977 p3 (TTC)19 57 64906337 64906393 GGCCCATGGAAAGTTTGTAA TGGTTAAACCCAACACAGCA 179

Ai02B14985 Araip.B02 14985 p3 (TAT)5 15 64940508 64940522 TTGGATGAAGAAAATAAAGGCAA TGTACGACGAATGAAAACACAA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B14988 Araip.B02 14988 p2 (AT)9 18 64947158 64947175 TGTTAAACACAGTTTTATGAGGGC CAAAGATTCATTATGGCCTTCC 135

Ai02B14996 Araip.B02 14996 p2 (TA)15 30 64997283 64997312 TCCTTTACGAGTAGCTCTAGATTGC TCTGCCAAACTTTAAGGACAAA 251

Ai02B14997 Araip.B02 14997 p6 (TCTTCC)5 30 64997822 64997851 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 226

Ai02B14999 Araip.B02 14999 c (AGA)5aaaagaaaagaaggtgcaat(GAA)7(AAG)571 64998705 64998775 TGCAGCAAGAAGAAAAAGAAGA CCACATACTGTTACGGCACG 205

Ai02B15001 Araip.B02 15001 p3 (GAT)5 15 65001338 65001352 AATGTCAAGGCACCAAAAGG TGTCCTATGCACACTTCCCA 234

Ai02B15002 Araip.B02 15002 p3 (TTA)16 48 65005819 65005866 TGGACATGGGCATAATTTCA ACGGGAGTAAATCTCACGGA 271

Ai02B15005 Araip.B02 15005 p2 (TA)6 12 65041375 65041386 AATGGTGGAATCTCATGCAA CACAAATCCAGTGATGGTTCA 276

Ai02B15007 Araip.B02 15007 p3 (GTG)6 18 65045686 65045703 AAGAAGAATCGCAGTTTGGC AACCCTACGCTTACCAACCC 210

Ai02B15009 Araip.B02 15009 p2 (CT)9 18 65050297 65050314 AATTGATGTGGCAAAGGGAG ATTTGGTGCTTAGGGGCTCT 177

Ai02B15010 Araip.B02 15010 c (T)10aattgggtccctacactttttttcttttattttggtccctataccaattc(T)10agttgggtccctataaaattaagccaattactactaagagggacataattg(A)10131 65062038 65062168 TTGGTCCCTATAGTTTCGCA TTTTAATTGGGTCCCTGCAC 232

Ai02B15011 Araip.B02 15011 p2 (AG)21 42 65071410 65071451 AACGAAACCGAAAGTTAAATGAA TGAGCTTAACTCTTCACCGGA 264

Ai02B15012 Araip.B02 15012 p3 (TAT)6 18 65078194 65078211 TCCTAAACATCGTTCTCGTTATTG AACATGTCACTCCTTCCAAGA 212

Ai02B15017 Araip.B02 15017 c (A)10caacattgac(T)1131 65114306 65114336 GAAAAGACAAGGCCTCCAAA TGAATGTGCGCAAAACTAGC 231

Ai02B15024 Araip.B02 15024 p3 (ACC)5 15 65127929 65127943 CGGTAAATAAAGGCGCAAAA CAGTGGTGGTTCGGTTAGGT 236

Ai02B15025 Araip.B02 15025 c (A)10ggaaaaaatcagtcgaaccgacagttaactagtaaactgcttgaactagatggttttttccagtttttaatttaaaaagttaaaaaaaatacata(CT)7119 65128352 65128470 GGCACCTCTAGTTCTGGCAA TTGGCTGGGAGAGAGAAAGA 245

Ai02B15027 Araip.B02 15027 c* (A)10(AG)7* 23 65134927 65134949 AAGATTGGACACGCTAACACG CTGGCTCTCTCGCTGTCTCT 264

Ai02B15034 Araip.B02 15034 p2 (TA)6 12 65156946 65156957 AATGGAGTCGGAATTGAGGA TTGAATAGAACTTTCCATGACCTTT 252

Ai02B15035 Araip.B02 15035 p2 (TA)6 12 65157475 65157486 AAATCGAACCAAATTGACCG TTTACCCGATTGGTTGATCT 213

Ai02B15043 Araip.B02 15043 p2 (AG)6 12 65179036 65179047 AAAGAGAAGCAGGAGGGAGG CTTCTCTTCTGGCTCGTGGT 260

Ai02B15044 Araip.B02 15044 p2 (TA)17 34 65182431 65182464 GTATTCATGTTTCCCCACGC CAAAAGTCACGCTTCCGACT 276

Ai02B15045 Araip.B02 15045 c (AGA)5(AGG)7 36 65184854 65184889 AGAGGAGAATGACGAAGGCA TTTGCCCAACGTAAACCTTC 139

Ai02B15047 Araip.B02 15047 p2 (AT)10 20 65186240 65186259 AAAAGTGGTGAGACGTTATGACA TAGTCGACCTCTGTTTCGCA 222

Ai02B15048 Araip.B02 15048 p2 (TA)6 12 65186435 65186446 TCTCGACTTGCGAAACAGAG TACAGATGCAGGACGCAAAG 239

Ai02B15050 Araip.B02 15050 p4 (TTAT)5 20 65203596 65203615 TGGGGTAATTTTGTCCCCTT TGGGAACTTGGGTTGATAGG 228

Ai02B15056 Araip.B02 15056 p2 (CT)15 30 65246977 65247006 TCCGGATCAAAAGTTATGGC AGGAATAGAAAATCGGGCGT 263

Ai02B15058 Araip.B02 15058 p2 (CT)19 38 65262732 65262769 TAGTGCTCCCATGGCTTCTC GGGCTAAAAAGGCTAATGGG 177

Ai02B15059 Araip.B02 15059 p2 (TA)6 12 65268837 65268848 GGCATTTTTGTCCCCTTTTT AATTGGGACATTGGTTGAGG 231

Ai02B15060 Araip.B02 15060 c (A)10ctc(T)10 23 65270305 65270327 CGAATGCAATGGACAAAAGA TGCCCTCCTGGTACATTTTC 215

Ai02B15064 Araip.B02 15064 p4 (CACG)6 24 65294793 65294816 CCCTTGTCATCCCAAACATT ATGGAGAGACTGTGTGTGCG 230

Ai02B15068 Araip.B02 15068 p3 (TAA)5 15 65310895 65310909 CCAGAACCACCAACACTTGA TGTTCCATTTCTTCGATCAGC 188

Ai02B15070 Araip.B02 15070 p3 (CAA)5 15 65322930 65322944 TGAAAGGACCTTGAGGTAGCA AGTGTTCTCCTGGGTTGTGC 180

Ai02B15073 Araip.B02 15073 c (A)10gagaaaaagaaaaaaagaaaaaaa(AT)646 65357470 65357515 GGAAACTGTGGAAACATGGG GCATTGGGGTAATTTTGTCC 251

Ai02B15083 Araip.B02 15083 c (TAT)5ttttttctgtaccctcttctttgtca(TAT)762 65433411 65433472 TCGAAAATTCTCCCTCTCCC CCTCCAAGACACCCACAAAG 269

Ai02B15085 Araip.B02 15085 c (C)13acacttgatta(AC)636 65443556 65443591 CCCATTTTCCAAAGTTTTTCTC GCCAACCCTTGCATCTATCT 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B15089 Araip.B02 15089 p3 (GAA)5 15 65494503 65494517 AATTCTTTGGGTTCGGGTTC AGCCCTCCATTCTTCCTCAT 263

Ai02B15090 Araip.B02 15090 p2 (AG)7 14 65497519 65497532 CGAATTTTTGGATGGGAGAG TGTTTCTTATCTTTTTCAAAACTACCT 280

Ai02B15092 Araip.B02 15092 p2 (CT)12 24 65504355 65504378 GACGAGGTTGTTTTCGCAAT TCTTCCGAATCAAAATTGGC 160

Ai02B15094 Araip.B02 15094 p3 (AAT)16 48 65508988 65509035 ACAGAAGGTTGAGAGGCCAA AAGAGAGCAAAACAACAACAACA 212

Ai02B15104 Araip.B02 15104 p2 (CT)6 12 65571177 65571188 AATGAAAAACTGGGCACGAA ATCATCAGCCTCACCCTTTG 251

Ai02B15105 Araip.B02 15105 p3 (TGG)5 15 65577772 65577786 TCTCATGATACAACGCTCGC CTATTCCATGGGGTACGTGG 236

Ai02B15113 Araip.B02 15113 p2 (AT)14 28 65615790 65615817 GAGGTGGCGAGGTATTACGA GAGCGATGCGCTTTTAACTT 147

Ai02B15114 Araip.B02 15114 c (TA)8ttttttcttttatttttctcaatgcatatgattaaattattggatgcatgaatcatgtcctaaaca(T)1092 65618995 65619086 TTCACCACTTACTTTGGGGC TTGGAAACAATTGGTTTGAAAAT 221

Ai02B15115 Araip.B02 15115 p3 (TCC)5 15 65623409 65623423 GATGGTAGCTGGAGGCTCTG TGAAGCTGATGATCCGACAG 272

Ai02B15118 Araip.B02 15118 c (C)12tcattcacaccgtttctaca(CT)644 65636247 65636290 TGAATGAATAACTGGGCACG TCACCCTCACCCTTTGTTTC 255

Ai02B15119 Araip.B02 15119 p2 (CT)6 12 65638381 65638392 AAAAATGGCGAAAAAGGAAAA GAGCAGGATGGGGGAATAAT 221

Ai02B15120 Araip.B02 15120 p2 (CA)6 12 65643713 65643724 ATCGTCGAAAGTTGGTGTCC ATGCTAGCGCTCCCAATAGA 167

Ai02B15126 Araip.B02 15126 c (GAT)8gttgaaa(AAG)546 65689396 65689441 TTTCTTCTTCTTCTTTGTTTGATTTTT TTTTCGGTGTATGTGTGCTGA 234

Ai02B15128 Araip.B02 15128 c (AT)6nnnnnataa(T)1233 65708013 65708045 CCACTCATCCCAAAAGTTTCA AAGCGGCATACCAGTCAAAG 261

Ai02B15129 Araip.B02 15129 p2 (AG)6 12 65729377 65729388 GGTATTTGGGGAAGGGTGTT AGAAAGGGGAGAAAAGCTGG 215

Ai02B15130 Araip.B02 15130 p3 (AAG)5 15 65765321 65765335 GACAATTTCATGAAGGGCGT TGACTTTCCCATCGAGGTTC 163

Ai02B15131 Araip.B02 15131 p2 (AT)6 12 65768328 65768339 TGTGGGAAAAGTAGGTTTGGA TACTTTGGGGCATTTTGTCC 235

Ai02B15132 Araip.B02 15132 p2 (CT)6 12 65773727 65773738 AACCAGAGAGGAAGTTGAAATCC AACCCTTTTTGGCCCATATC 209

Ai02B15137 Araip.B02 15137 p2 (AT)7 14 65794739 65794752 GTATCCTCCACACCCCCTTT TTGTTGAATGGAAGGGTCAAG 193

Ai02B15145 Araip.B02 15145 p4 (TTTG)5 20 65817578 65817597 GATCCTTCCCTTCTTCGGAC CGATAGGCCTTCATGGAATC 173

Ai02B15147 Araip.B02 15147 p2 (CT)6 12 65825668 65825679 TCTTCCCTCTTTTTCAAAATTTCTT GGGTTCGAATTTGGTGAGTG 220

Ai02B15148 Araip.B02 15148 p3 (TCT)6 18 65827619 65827636 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 217

Ai02B15149 Araip.B02 15149 p4 (AGTG)6 24 65832680 65832703 GATTTCAGCTTCCCCCTTTC CCAAAAACAATCCCTAATTCTCA 226

Ai02B15151 Araip.B02 15151 c (AGA)5(ACA)6 33 65852869 65852901 CCAGAAGCTGAAGCTGAACC TTGTCCTTCTGCTGATTCCA 128

Ai02B15152 Araip.B02 15152 p3 (ATC)8 24 65853046 65853069 TGGAATCAGCAGAAGGACAA CTGCATCTGGGTTCTTGCTT 206

Ai02B15153 Araip.B02 15153 p2 (AT)6 12 65857588 65857599 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 253

Ai02B15155 Araip.B02 15155 p3 (TGT)5 15 65872671 65872685 TTTCTTTGAATAAATCTTGTGCCA GAGGGAAACACCAAGGAACA 221

Ai02B15162 Araip.B02 15162 c (T)10cttttctttttctcacttt(TA)9(T)1764 65909339 65909402 TTCACCACTTACTTTGGGGC TGTGGGAAAATTGAGTTTGGA 237

Ai02B15163 Araip.B02 15163 c (TC)6(T)10 22 65911614 65911635 TGATTCCTTTAGGCCCTCCT TGCTTGAACAGTGCATAGGTCT 268

Ai02B15164 Araip.B02 15164 p3 (AGA)6 18 65916236 65916253 ATTGCCTTAACATTGGCAGG CTCTACACTCCTCTTGGCCG 168

Ai02B15168 Araip.B02 15168 p2 (AG)9 18 65978733 65978750 GGAACCTGAGCTTCGAACAG CCTTCATTTTGAATCCCCCT 249

Ai02B15173 Araip.B02 15173 p3 (ACA)6 18 65982375 65982392 TCCCCAAAATCAACTAACGC TTGTCCTTCTGCTGATTCCA 143

Ai02B15174 Araip.B02 15174 p3 (ATC)5 15 65982534 65982548 CAGACGTTGGAACAGAAGCA TCTGCATCTGGGTTCTTGTTT 263

Ai02B15176 Araip.B02 15176 p2 (TC)8 16 65991656 65991671 TAAAGTGTGGGAATGCACCC CATGGAAGAATTCATAGATCCAA 250
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Ai02B15185 Araip.B02 15185 p2 (TC)6 12 66027724 66027735 ATTGGCGCGTATTTTACCAG AGAGGGGAGGAAACAGTGGT 216

Ai02B15186 Araip.B02 15186 p2 (TG)8 16 66028879 66028894 TCAGTATCCAAAAGCAAAAGCA CATTTTGACCCAGTTTTCGG 207

Ai02B15188 Araip.B02 15188 p2 (AC)7 14 66055214 66055227 GAAGCGTGAATTGTTGGGAT TGATTGATTTTTGCTTGAATGC 274

Ai02B15189 Araip.B02 15189 p2 (CT)6 12 66060665 66060676 TGCACAGTTTCCCTGATTTG AAAACCTTGTTAATGGGGGTG 150

Ai02B15192 Araip.B02 15192 p2 (CT)6 12 66091013 66091024 TTGGTTTTCAAAATTTGTTTCA AGAATAAGATGGGGGAGGGA 244

Ai02B15193 Araip.B02 15193 p3 (TAT)5 15 66091321 66091335 TCCCTCCCCCATCTTATTCT CAGGTTCTGGATCTGCTTCC 253

Ai02B15194 Araip.B02 15194 p2 (AT)7 14 66107547 66107560 TTGGGAATTGGGTACATATTCA CCCATGATTCCCACTTTTTC 240

Ai02B15195 Araip.B02 15195 p2 (CT)6 12 66110678 66110689 CTTTTTGTTTGTTTCTTAACTTTTTCA GGAGGGTTGAGATGTGAGATG 279

Ai02B15196 Araip.B02 15196 p2 (AT)6 12 66127927 66127938 TTGCAAAGCTGTCAATCCTG TCCCTAGAGCAGAGCAGAGC 235

Ai02B15197 Araip.B02 15197 p3 (AAT)5 15 66136575 66136589 TTGTCTTCTATTATTGTTTTTGGTTGA GACACATTCAAGAAATGCAAGG 253

Ai02B15198 Araip.B02 15198 c (A)11ttcatatctttttcaaaatcttatcttatcttttctaatctcaaatcttaaaatcaaatctttttcatatcttttcttt(TTTTA)5115 66137148 66137262 CGAATTTTCCTTTTAAAAATTCAGA GCGGATTGCAAATAGAGAGAA 280

Ai02B15202 Araip.B02 15202 c (A)10g(A)10 21 66199172 66199192 AGCCAAGGTAGGCATAAGCA CTGGGCAAAGAGCAATGAAC 207

Ai02B15203 Araip.B02 15203 p3 (AGA)7 21 66214169 66214189 TGGAGACGAACCTTTCCATC CTCTACACTCCTCTTGGCCG 251

Ai02B15204 Araip.B02 15204 p3 (AAT)5 15 66214978 66214992 CCTCCAGGGTGTGATTTTTC CCCCCTCTTTTCTTCCACTC 225

Ai02B15205 Araip.B02 15205 p2 (AG)7 14 66215320 66215333 AGAATAAGATGGGGGAGGGA TTCCTATCTTTTCAAAATTTGTTTCA 278

Ai02B15208 Araip.B02 15208 p2 (CT)6 12 66221710 66221721 AAGGAACATTGAACCTAGAATCTGA TTTTTGGGCTGTTTTTGACC 228

Ai02B15209 Araip.B02 15209 c (TA)11(T)10 32 66223134 66223165 TTCACCACTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 238

Ai02B15210 Araip.B02 15210 p3 (GAA)5 15 66224539 66224553 GCGATGAATGAAAGTATGCAA AACGTCAGTATCCCATGCGT 275

Ai02B15212 Araip.B02 15212 p2 (CT)6 12 66234456 66234467 AAAGGAACATTGAACCTGGAA AGGCGATTTTTGGGCTATTT 231

Ai02B15220 Araip.B02 15220 p2 (AG)6 12 66315172 66315183 AAAATAAAAGAACATTAAACCTGGGA AGCGAATTCTGAAGCCCTTT 226

Ai02B15224 Araip.B02 15224 p2 (CA)6 12 66354643 66354654 ATACCACCTTCAAGCCATGC TTTTCCTTTTCGTCGTTTGG 248

Ai02B15226 Araip.B02 15226 p2 (CT)6 12 66367326 66367337 CTCAGGATTTATGGACCCCA GGTGAGGTAGGTGGGGTTTT 171

Ai02B15228 Araip.B02 15228 c (T)10a(T)11 22 66383382 66383403 TGATACCTTTGCATCTTGGAGA CTCCTCATCAACTTCACGCA 193

Ai02B15230 Araip.B02 15230 p3 (TGG)5 15 66389932 66389946 TACGTCAGAGGAATCGAGGG ATCCCATCTCCATACCACCA 117

Ai02B15233 Araip.B02 15233 p3 (GAT)6 18 66394144 66394161 AGTGGCTTCACCATCCTTTG CTAGAGCAGAGAAGTGCGGG 248

Ai02B15235 Araip.B02 15235 p2 (AT)7 14 66412678 66412691 GTGGTCCCATACTTGGGAAG TGGTGGCACCTTAAATTCCT 238

Ai02B15237 Araip.B02 15237 p3 (TTC)6 18 66417603 66417620 CTCTACACTCCTCTTGGCCG TTGTCTTCCCCTTCCCTCTT 203

Ai02B15240 Araip.B02 15240 p2 (TC)6 12 66426483 66426494 AATTTCCTTTTCAAATCTTTTTCA TGAAAAAGTGGTGAGGGCTT 214

Ai02B15243 Araip.B02 15243 p2 (GA)7 14 66439027 66439040 TTGAATTTGAGTGGGTGGGT GCACGCCTAAATAGAGCAGG 200

Ai02B15245 Araip.B02 15245 p2 (CT)7 14 66452517 66452530 TTGTTTCTTATCTTTTTCAAAACTACC AGGAGAGCAGAGATGTGGGA 278

Ai02B15247 Araip.B02 15247 p2 (TC)6 12 66469721 66469732 CGACCCAGGGTATGAACACT GAGAGAGGGAGAGGGTTTGAA 162

Ai02B15248 Araip.B02 15248 p2 (TC)6 12 66477585 66477596 CGACCCAGGGTATGAACACT GAGAGAGGGAGAGGGTTTGAA 162

Ai02B15254 Araip.B02 15254 p3 (TTA)5 15 66537243 66537257 CAGCAGCTTTTGTTGCTTTC CATGCATGGGGCTTTTAAGT 260

Ai02B15258 Araip.B02 15258 p3 (CCA)6 18 66545150 66545167 TTTTGGACAAAAATGCCCTC ATGGGGTGATTACGATGGAA 265
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Ai02B15260 Araip.B02 15260 p2 (CT)6 12 66551260 66551271 CTTGAACAACGACGATGGTG CACACCCAGAGGAGAGAAGG 129

Ai02B15262 Araip.B02 15262 c (AT)6actcgtattaatatatataatgtaataataataac(AAT)974 66568070 66568143 CGAGCCACGTTTTTCTTTCT AAGCACACATTTAAATTGATTATTGTT 249

Ai02B15263 Araip.B02 15263 p4 (GAAA)6 24 66568470 66568493 ACTTTTATCCCACCGCCATT GTTCGACGGCTAACTCCAAG 206

Ai02B15264 Araip.B02 15264 p2 (CT)8 16 66572042 66572057 TTTCGAAAACCACTAACAACTTTT AGAGAGATGGAGAGGGTTCG 245

Ai02B15266 Araip.B02 15266 p2 (AT)10 20 66579801 66579820 GGCGATTTTGGGTAACAAAT GGCTCAAATCTCACTTGCTTG 266

Ai02B15268 Araip.B02 15268 p3 (TTC)5 15 66592356 66592370 TGAACTTATCGCCAACCACA TGCAATGAATGAAAGTATGCAG 270

Ai02B15269 Araip.B02 15269 p2 (CT)6 12 66596772 66596783 AGGAAGAGCTCGCCAATTTA GCCTTCAGATGTAAAGCAACAA 269

Ai02B15272 Araip.B02 15272 c (ATT)11(AAT)13 72 66606981 66607052 TTAGGGTTTTATTTTGGGACAA GGAAGGGTGGTTAGGTGTCA 276

Ai02B15274 Araip.B02 15274 c (A)11taataataacaatattttc(A)1040 66632701 66632740 ACTTTGGCCAAGAATTGACG CACGCCTGACATTCCTTACA 266

Ai02B15276 Araip.B02 15276 p2 (TA)6 12 66650571 66650582 CAAATCCAGTGAGGGTTCAA TGGAATCTTATGCAATGCAATC 269

Ai02B15277 Araip.B02 15277 p2 (AG)6 12 66651385 66651396 CCCAAATCCAAGTCCAGAAA AGCCAATTGGGCAACATAAG 279

Ai02B15279 Araip.B02 15279 p2 (CT)7 14 66676190 66676203 TCCTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGGAGATATTTTCG 280

Ai02B15280 Araip.B02 15280 p3 (TCT)5 15 66680358 66680372 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 214

Ai02B15286 Araip.B02 15286 p2 (CT)6 12 66787960 66787971 GGAACATTGACCCTGTGATTG TTTCTGGGCTGTTTTTGACC 237

Ai02B15287 Araip.B02 15287 c (TA)11catatatatat(AC)6(AT)759 66789359 66789417 GCTCTTTTTCTTTTCTTTTTCCC TATGGGGAAATTGGGATTGA 276

Ai02B15288 Araip.B02 15288 c (A)10g(A)10 21 66822305 66822325 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 239

Ai02B15289 Araip.B02 15289 p4 (ATTT)7 28 66832123 66832150 CCATGATGGAGAAAGGGAGA TCTTTTTCAAAACTTCCTGACCA 165

Ai02B15290 Araip.B02 15290 p2 (GA)6 12 66832361 66832372 TGGTCAGGAAGTTTTGAAAAAGA GCTCTTGAGTTCTCCTTGCG 277

Ai02B15292 Araip.B02 15292 p2 (GA)6 12 66845725 66845736 GGAAGAAGGAAATAGAACCTTGG CTGCACAGCTCAACCAAAAA 162

Ai02B15296 Araip.B02 15296 p2 (CT)6 12 66862650 66862661 GGAACATTGACCCTGTGATTG TTTCTGGGCTGTTTTTGACC 238

Ai02B15297 Araip.B02 15297 p2 (CT)9 18 66872171 66872188 TTTAAGCACCAAAGAATGCAA TTTCGGCCCAGAAAATACAG 233

Ai02B15299 Araip.B02 15299 p2 (GA)6 12 66921746 66921757 CACCATGTAAAACGGAAAAGAA TCTTTCCCTCCTCCAAATCC 236

Ai02B15302 Araip.B02 15302 p4 (AAAT)6 24 66926300 66926323 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 147

Ai02B15305 Araip.B02 15305 c (TA)6(T)10gcctattttttttctc(T)1048 66960491 66960538 CCAATCAGATGAGCGGAACT TGAAGCAAGAAAAAGCAGCA 147

Ai02B15306 Araip.B02 15306 p3 (AGA)5 15 66961325 66961339 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 123

Ai02B15308 Araip.B02 15308 p2 (AT)6 12 66964871 66964882 GAAAAGGTCAATCAAATTTTCG TCACGGTGTTCTTGGTGTTC 178

Ai02B15311 Araip.B02 15311 p2 (AC)6 12 66972284 66972295 CAGACCTGAAGAGGTCGGTC AATGCGTAGCCGCAAATAGT 257

Ai02B15312 Araip.B02 15312 p2 (CT)10 20 66984094 66984113 TTGGAGAGCTGTGTCAATGC TACGTTCTACCATCGCACCA 251

Ai02B15314 Araip.B02 15314 p2 (AC)7 14 66988200 66988213 CAACCAATGTCCCAAGTTCC TGATTGAGGCCATCATTTCAT 226

Ai02B15315 Araip.B02 15315 p2 (AT)14 28 66988569 66988596 GCAATTAGGCTCAAAACCCA CCCAACACCTTTTGCATTTC 274

Ai02B15318 Araip.B02 15318 p2 (TA)7 14 67062503 67062516 TCATCAATTCCCCCACACTT GGCCCTAAGTCTTTGTTTTGG 220

Ai02B15321 Araip.B02 15321 p4 (AAAT)6 24 67094731 67094754 TTTCTCTCTCCTCACTTTTTCG CCAATGGAGGGTATGCAAAT 240

Ai02B15323 Araip.B02 15323 p2 (AG)6 12 67114886 67114897 GTGAGGATGGAAGGAGGTGA TCGAAAATATCTCCCCCTTTTT 231

Ai02B15324 Araip.B02 15324 p2 (TC)8 16 67121574 67121589 TCTCTCTCCAATTTTCAAAAATCAC AACACAGAGAGGGAGAGAGGG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B15326 Araip.B02 15326 c (A)10taataagaaaaacaaaaagaacaaaagaaaaaaaaagaaagaaaacaatatggaaaagaaaag(A)10tatag(A)1098 67141134 67141231 TTCAAGTGTGGGAACCTTGG GGCATTTTGTCCCCTTTTCT 274

Ai02B15328 Araip.B02 15328 p2 (AC)7 14 67163142 67163155 TTCTTTTGCGGAAACCTTTG CCACATCAAAACCCTAAGCA 275

Ai02B15329 Araip.B02 15329 p2 (TA)7 14 67163830 67163843 TGTGATGGATGCAATTTTCAA TGTTGCGTTGCACTTTCTTC 228

Ai02B15330 Araip.B02 15330 p2 (AT)7 14 67170863 67170876 AGGATGCAAAACACAACCAA TTCAGTAGCAGCATCGAGGA 265

Ai02B15331 Araip.B02 15331 c (CG)6ccttgcgcttgcgcgtggcttgttttttgtttttttttg(T)1162 67174770 67174831 CACAGAGTTGGCCCAAAAGT GTTGTTTGAAAATTGCCCCT 239

Ai02B15334 Araip.B02 15334 p2 (AG)6 12 67189525 67189536 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 167

Ai02B15335 Araip.B02 15335 p2 (AG)6 12 67189769 67189780 CGGATTTTTGGTGAGTGAGG TTGGTTGTTTCTCATCTTGTTCA 278

Ai02B15340 Araip.B02 15340 p2 (CT)7 14 67214579 67214592 AAATGGTGCAGGGATGAGAC GGTATTTGGGGAAGGGTGTT 123

Ai02B15343 Araip.B02 15343 c (T)10gaaaaaatttgaatttttaaatttaaaactaagataagataagataaaaaaaaatttaaaataaaaatctgaa(T)1093 67233268 67233360 CAGGCAAAGGAAAATAAAATAAAA AACGTGTGCGTTATTATTGGTT 280

Ai02B15349 Araip.B02 15349 p2 (AG)6 12 67275308 67275319 ATAGGTGAGGGGTTTTTGGG ATGGTGCAGGGATGAGAAAT 138

Ai02B15354 Araip.B02 15354 p3 (GTT)5 15 67315058 67315072 TCTTTGTTGTTGATGCACTTTTG CATTCCAAGCCAAGAACACA 230

Ai02B15358 Araip.B02 15358 p3 (AAT)8 24 67346038 67346061 GTCGATACCAATCTCCGTGG TCAAAATCTCACAGGTTGTGTGT 263

Ai02B15359 Araip.B02 15359 p3 (AAT)8 24 67350692 67350715 TCGGAGCCTTCTCTCACATT TTATCCGCATATAATTCTACTCATTTT 217

Ai02B15360 Araip.B02 15360 p2 (CT)6 12 67397438 67397449 GCCACTCAGTGCAGAGATGA GGGTGTTTCTGGTTTGGCTA 266

Ai02B15367 Araip.B02 15367 p2 (TA)7 14 67439316 67439329 TTTGACCCAATTTTCCTTCG CAAGCCTCCAACACCAAAAT 156

Ai02B15372 Araip.B02 15372 c (TA)9ataattgattttaataattaattttaatatataaataatagttttgta(T)1076 67488113 67488188 GAAATGTTTGGGCGTTTGTT GCCATTTTAATTTAGGATATTTGTTTT 280

Ai02B15375 Araip.B02 15375 p2 (CT)6 12 67518053 67518064 TTCAATCACATCTTTTTCAAATCAA AAAAAGAGGAAGGTGATTTTCG 190

Ai02B15382 Araip.B02 15382 p2 (TC)7 14 67533459 67533472 CGCATATTTTCACCTTTCAATG TGGGAAGCAATGGCAACTTA 280

Ai02B15386 Araip.B02 15386 p3 (TTC)6 18 67561180 67561197 TTGGAATCAAAGGCAGAACC TGTCTCTGTTCGCTGGACTG 176

Ai02B15388 Araip.B02 15388 p4 (TTTA)5 20 67564974 67564993 AGGTGGCTAAGCCTCAAACA CATAGTGGGGTTAAACTGTGCT 259

Ai02B15389 Araip.B02 15389 p3 (CAT)5 15 67565120 67565134 AGCACAGTTTAACCCCACTATG GCATGCCTCTGGTTTGATCT 155

Ai02B15390 Araip.B02 15390 p3 (AAT)5 15 67565904 67565918 CAAACTTGCACTATCCGCAA TGAGGATCCCGAAGGAAATA 194

Ai02B15391 Araip.B02 15391 p3 (TTA)16 48 67569273 67569320 GACCAATCAAAATGTTGGGG TCTTCTTGGCCTTCTCCTCA 261

Ai02B15392 Araip.B02 15392 p2 (TA)6 12 67578973 67578984 AGAACCTAACCCGAAGGTCC CGATGCATTGGATGGATAGA 241

Ai02B15393 Araip.B02 15393 p3 (TTA)10 30 67582503 67582532 GGTGTCACATCAGCAGTTCG GAGTTATGCCGTCCTCTTCG 254

Ai02B15396 Araip.B02 15396 p3 (AGA)5 15 67596431 67596445 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 164

Ai02B15397 Araip.B02 15397 p2 (AG)9 18 67598592 67598609 CCAAGCATTCTCCTTGCATT TCACAACACCAAAAATCCGA 261

Ai02B15398 Araip.B02 15398 p2 (AG)8 16 67598815 67598830 AGAGGGTTCGGATTTTTGGT TCAAAATTTGTTTCAAAACCACC 255

Ai02B15400 Araip.B02 15400 p2 (AT)6 12 67599802 67599813 TCGAAAAATGCAAGATGCAC ATTAAGCCAAGCCTGACCCT 248

Ai02B15403 Araip.B02 15403 p2 (AG)6 12 67622204 67622215 TGGGAAGTAATGGCAACTCA TGATTTAGATTTAGTTGAGAGGGAGA 273

Ai02B15404 Araip.B02 15404 p2 (TA)6 12 67623079 67623090 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai02B15407 Araip.B02 15407 p2 (AG)6 12 67632433 67632444 TGGGAAGTAATGGCAACTCA CGCATATTTTCACCTTTCAATG 278

Ai02B15409 Araip.B02 15409 p2 (TA)9 18 67639168 67639185 TTTTGTATTTCGCCCTTTGG AAACTCAATATCCGGTTGCG 141

Ai02B15418 Araip.B02 15418 p3 (CAA)5 15 67763852 67763866 AAAGCCGGTGAGAATCTCTG ATTCCCATAGAAATTCGGGC 180
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Ai02B15420 Araip.B02 15420 p2 (CT)8 16 67776361 67776376 CTTTTTGTTTGTTTCTTATCTTTTTCA TCCTTTTTGCCCAGGTGTAG 268

Ai02B15421 Araip.B02 15421 p3 (GAA)5 15 67778942 67778956 AACCATTCGTCAATTGGAGC TTTCAAACGTCTTGGAAGGG 278

Ai02B15423 Araip.B02 15423 p2 (TA)43 86 67782176 67782261 CAAAAGTGGGAAAATTTTGGG TTTTCAGGGTTATAATGGGGC 240

Ai02B15424 Araip.B02 15424 p3 (AGA)6 18 67785965 67785982 AATCCACTTTGAGTGCAGGG CTCTACACTCCTCTTGGCCG 141

Ai02B15425 Araip.B02 15425 p2 (AG)6 12 67788387 67788398 AAGATGGGAGAGGGAGAATTT TCTTTTCAAAATTTGTTTCAACTAGC 259

Ai02B15427 Araip.B02 15427 p3 (GAA)5 15 67798992 67799006 CTGGAACAAGTGGAGGAAGC CATCAAATGCAACCGTCTTG 127

Ai02B15433 Araip.B02 15433 c (T)14agtttttg(TA)838 67831929 67831966 GCATCACTTGTAAAGCATAGCC TGCCTAATTTAGTGTGACATGTATGA 279

Ai02B15434 Araip.B02 15434 p2 (AT)6 12 67833728 67833739 GCATGCATTATTTGTACGTTATTTG AGGGGCATCAGAACAAGCTA 274

Ai02B15435 Araip.B02 15435 c (A)10ttaatgggtttctctttttctttcttctattttctttattatta(T)1064 67833959 67834022 TAGCTTGTTCTGATGCCCCT TGTTGGGCCTTTAATTTTGG 245

Ai02B15438 Araip.B02 15438 p2 (GA)7 14 67837342 67837355 CCTCACACCGTCATTCCTCT CAACAATGGTGACAACGAGG 174

Ai02B15440 Araip.B02 15440 p4 (GTAT)5 20 67845898 67845917 TTTCTCTCGCCTTTGTTTTTG TTCTGGTTGTGCCACTCTGA 275

Ai02B15443 Araip.B02 15443 p2 (AT)12 24 67849946 67849969 TCAAATTTCATGGGCCAAAT TGGTTTAGAAACTATACATGCAACG 225

Ai02B15444 Araip.B02 15444 p2 (CT)6 12 67862779 67862790 GCTATAAAGTGGGGGAATGC GCCTTCAGATGGGAAGCAAT 277

Ai02B15448 Araip.B02 15448 p2 (TA)6 12 67885229 67885240 GGCGCAGAAGTTACGAAAAG TTTAAACCGCAATACCGCTC 265

Ai02B15453 Araip.B02 15453 p3 (AAT)26 78 67898374 67898451 CGCCCTGTTTCTTCTCCTTT TGCAATGAATAAAAGTATGCAAATG 279

Ai02B15454 Araip.B02 15454 p3 (TTC)5 15 67903923 67903937 ACCCTCTCTTCCCCTTCTTG GCTTTTGTCTTCCCTTTCCC 212

Ai02B15457 Araip.B02 15457 p2 (TC)6 12 67913935 67913946 TGTGGGAATGCACCTATTCA TATTCAAACCTCGGGTCGTC 269

Ai02B15460 Araip.B02 15460 p2 (TC)6 12 67918613 67918624 AAAGGGAGCTCGCATATTTT GGTGTCACAAGTAACAAACCCC 280

Ai02B15463 Araip.B02 15463 p4 (AATA)6 24 67941592 67941615 ACTTAGCATTTCGCTGAGGC GCCTTAAGTGCGCTATGGAC 235

Ai02B15465 Araip.B02 15465 p2 (TG)10 20 67968488 67968507 ATCCGGTTCTCATTTCATGC GAGGCGCTACGACCTCTAAA 242

Ai02B15470 Araip.B02 15470 p2 (CT)6 12 68004122 68004133 CATTAAACGCCAGAAATGGG ATAGGTGAGGGGTTTTTGGG 214

Ai02B15472 Araip.B02 15472 c (AGA)5aaatgtggagaagaggggggaggtgtgtatggatgtgagtggtgaatggaaagcagaagggataatcatgaatg(GA)6101 68012013 68012113 AACTTAGAATGCTGCTCGCC CCTAAATTGGTGCAGGGATG 253

Ai02B15473 Araip.B02 15473 p2 (CT)7 14 68021424 68021437 CGGCAGTTGAAGGACCTAAA GAATGAAAATGGCAAGACGAA 233

Ai02B15478 Araip.B02 15478 p3 (TTA)22 66 68048618 68048683 TGCTGTATTGAGAAGGCCAA AACCCATTGAAGCTGTTGGT 261

Ai02B15479 Araip.B02 15479 c (A)10gttttcaaaaatttttc(A)1037 68050147 68050183 ACCAAGTTTTTGGCGACATT CTTTACAGCCAGCCATGCTT 266

Ai02B15482 Araip.B02 15482 p5 (TGTTA)9 45 68058984 68059028 GACGGAGGAAGAGCAATCAG ACCAAATATGGATCAGGCCA 240

Ai02B15483 Araip.B02 15483 p3 (TCC)8 24 68059162 68059185 GGCCTGATCCATATTTGGTG CTCTGCCATACCCCTCAAAA 157

Ai02B15484 Araip.B02 15484 p2 (AT)6 12 68066289 68066300 CAAACCATTTAAGTTGTCAGGC GCCAGCTTATGGACTCCTTG 260

Ai02B15485 Araip.B02 15485 p2 (AT)6 12 68069964 68069975 AGTGTTGTTATTTTGCGGGG AGGGCCTGGGATGTTGTAT 265

Ai02B15486 Araip.B02 15486 p4 (TTTA)7 28 68072410 68072437 CCCAGAATTCTCCTTTACATTCC GCAATGGGAATTTGGATACC 238

Ai02B15487 Araip.B02 15487 p2 (AG)6 12 68075115 68075126 TGAACATGCAAGCAATCCTTT TCTTCTTTCCATCTCCCCTTT 280

Ai02B15492 Araip.B02 15492 c (GC)6aaggtgcgctgacgcgtcggtgaaggtactagctgagggcgcgtgcgcgtcagtg(GC)679 68081734 68081812 AGACAATGGTGGTGGGTTGT TTATGCCACTTTTGTGCCTG 259

Ai02B15493 Araip.B02 15493 p2 (GC)6 12 68082212 68082223 TTTGGCCTGAAAATGGAAAT AGAAAAGTGCTTGGTGGGAG 280

Ai02B15494 Araip.B02 15494 p2 (CT)6 12 68110818 68110829 TGCATTAAAAAGGGGATTGAGA GCAGAGTGGGGGAATCAAT 273
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Ai02B15495 Araip.B02 15495 c* (A)11(AT)10* 30 68117491 68117520 GTGGAGAAATTGGCTTTGGA TGGGGTATTTTGTCCCCTTT 229

Ai02B15497 Araip.B02 15497 p2 (TA)19 38 68127463 68127500 AAAACAGAGGTGGCAAGGTG AAAACAGAGGTGGCAAGGTG 122

Ai02B15499 Araip.B02 15499 c (A)11ttatatagcaataaaagaatataaaacgagaaaatt(A)1158 68131911 68131968 TCTAGCTGATTTTCAACGTCCTT GCTCATGATGTTGGTGGTATTC 278

Ai02B15505 Araip.B02 15505 p2 (TA)6 12 68194429 68194440 GAATTTGATTTTTGCCCCAA TGATGCACTTGAAAACTAAAGGC 279

Ai02B15511 Araip.B02 15511 p2 (AG)6 12 68210481 68210492 GCAGGAGAATGGAGGATTGA GGTTCATAAACCAATTTGGCA 257

Ai02B15512 Araip.B02 15512 p2 (AG)10 20 68212413 68212432 GCCCAAATCCAAGTCAGAAA GGAACATTGAACCTGTGATTGA 225

Ai02B15513 Araip.B02 15513 p3 (AGA)5 15 68217832 68217846 TTAGAATGTTGCTCGCCCTC ACCCACAGGATCATCTCAGG 193

Ai02B15514 Araip.B02 15514 p2 (AG)6 12 68219383 68219394 GAAATTTTTGTAAAAGAGGGAAGA TCTTGTGATTTCTTATGAATCAAGTC 269

Ai02B15515 Araip.B02 15515 p5 (TTATT)8 40 68221257 68221296 GGCTTTACAGCCAGATATGATTC ACGGTTCATCATGTTGCTCA 247

Ai02B15516 Araip.B02 15516 c (AT)8aaagaaaaaaaaatgatgaaaagaaaaaaataaaatgaaagaaaaagag(A)1176 68239052 68239127 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 224

Ai02B15517 Araip.B02 15517 p2 (GC)6 12 68240829 68240840 GCCAACTTTGTGCCACTTTT GACAATGGTGGTGGGTTAGG 261

Ai02B15521 Araip.B02 15521 p2 (AG)6 12 68281067 68281078 AGAAGCAGGAGAATGGAGGA CATGGGAAGGTTCATAAGCAA 269

Ai02B15522 Araip.B02 15522 p2 (CT)19 38 68289561 68289598 CGACGGTAACAAGCCCTAAA AAGAACTCAGGGGAGGGAGA 157

Ai02B15523 Araip.B02 15523 c (A)10gaggcg(A)1026 68298058 68298083 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 197

Ai02B15532 Araip.B02 15532 p2 (AT)9 18 68337519 68337536 TTTAATTTTGGCTGAAATTCATTCT CCTCCCAATTCCCTCTCTTC 132

Ai02B15533 Araip.B02 15533 c (ACC)5attatcatcatggcc(TCA)648 68338762 68338809 TACGCCCAACTAGAACCACC TTTGAAATCTGTGCATGTTGC 198

Ai02B15535 Araip.B02 15535 p2 (TA)8 16 68341156 68341171 TGCGTAAATTTAAGGGGCAA CCTTTGCTTTGGAGCAGTAGA 234

Ai02B15540 Araip.B02 15540 p5 (ATAAA)5 25 68347304 68347328 TTGGAAAAATGCTAGATAAGCAAA TTTTGGGCCTCAGTAAGCAC 270

Ai02B15541 Araip.B02 15541 p2 (TA)6 12 68359600 68359611 TATCACCCTCCTCCTCCCTT CCTGCCAAAACGTTTCAATG 279

Ai02B15545 Araip.B02 15545 p3 (TAT)7 21 68371623 68371643 GAAAATTATCCCTCCCCCAA TCTTATCCTTGCTCCTGCTCA 237

Ai02B15546 Araip.B02 15546 p3 (TTC)5 15 68374202 68374216 CTCTACACTCCTCTTGGCCG CGGTCTTAGGTGCCATCAAT 167

Ai02B15547 Araip.B02 15547 c (GA)6t(AG)7 27 68383990 68384016 TTCGAACACAGAGAGAGGGA TCACTAACCACTTTTTCAAAATTCC 256

Ai02B15556 Araip.B02 15556 p2 (AG)6 12 68452540 68452551 CCACGGAGGAAAACCCTAAT TCCTCCATCCTCTCTTTTCG 194

Ai02B15561 Araip.B02 15561 p2 (AG)6 12 68523980 68523991 ATGTTACTTCGCGTTCAGGG AACAGCGCCATTAATTTGGT 280

Ai02B15562 Araip.B02 15562 c* (A)13(AC)9* 30 68526438 68526467 AGTTATGCCCAGTTTGTGCC TGCAATAAAGGAAAATGGAAGAA 187

Ai02B15564 Araip.B02 15564 p2 (AT)9 18 68527947 68527964 ACTTGGGACATTGGTTGAGG TGGGGTATTTTTGTCCCCTT 235

Ai02B15565 Araip.B02 15565 p3 (AAT)5 15 68534259 68534273 GGGATGTACAGACTGCTCCAG GGACCTGCACACCCATTACT 107

Ai02B15566 Araip.B02 15566 c (GC)6tttgcgcttgcgcgtagggtgg(T)1145 68537731 68537775 CCTTGGCCCAGATAGTTGAA TGAGCTCTTTTTGACGCTCAT 100

Ai02B15571 Araip.B02 15571 c (T)11gttaaatttgaattttggttgctttagaatgtttatagattagaagagtattaaattctgtttttgtgattcttt(A)1096 68568482 68568577 TTGTTGCATTCATGCTTTGA GTTGTGAAACCACAACAGCG 249

Ai02B15572 Araip.B02 15572 p2 (GC)6 12 68568698 68568709 TCATCATCTTGTATATGCCGAAA TTGCCCTTCTGGTTTTAGGT 246

Ai02B15573 Araip.B02 15573 c* (AAT)12(AATA)6*57 68568928 68568984 GCACGGATTTACACCCTGTT GGCAAATGCAATAAAAGAAAATG 261

Ai02B15576 Araip.B02 15576 p3 (TGT)5 15 68594278 68594292 GCCTTAGGTGAGGTGCTCTG CTCAACTTCTATGACCGCCC 202

Ai02B15580 Araip.B02 15580 p2 (GC)6 12 68624578 68624589 GCAACAAAATCACGAGCAGA CAGACGTTTTACAATAGGGCG 273

Ai02B15581 Araip.B02 15581 c (AC)23(AT)7(AC)39(AT)7152 68625059 68625210 TGAAACCAGGGTGTGTGCTA CCCATCATCTTGCCCTATGT 230
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Ai02B15583 Araip.B02 15583 p2 (CT)8 16 68638741 68638756 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 238

Ai02B15586 Araip.B02 15586 p4 (AATA)6 24 68653991 68654014 GCAGTGAAAAGCTTGCAGAA GGATCCTTTTTACCCTTGCC 172

Ai02B15588 Araip.B02 15588 p2 (CT)7 14 68670528 68670541 AAAATTGATTTTCAAAGTTGTTTCA GATGAGGGAGAAGGATTTTCG 262

Ai02B15589 Araip.B02 15589 p3 (TTC)5 15 68672462 68672476 TCTCTTCCCCTTCTTGACCA CGGTCTTAGGTGCCATCAAT 170

Ai02B15592 Araip.B02 15592 p3 (TTG)5 15 68695033 68695047 CCAGTTGAATCCCTCTGGAA CAGGGCCAGAGAACAAAGAG 142

Ai02B15594 Araip.B02 15594 p2 (CT)9 18 68699515 68699532 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTGGGGGAGAGATGTTAG 264

Ai02B15595 Araip.B02 15595 p2 (CT)7 14 68699753 68699766 CTAACATCTCTCCCCCACCC TGCCTTTTTCTCTGTCCCTG 182

Ai02B15596 Araip.B02 15596 p2 (CG)6 12 68723018 68723029 TCGGGAAATCTCTCAAGCAT AACTGTACAAGGCGCGAAGT 256

Ai02B15597 Araip.B02 15597 p2 (AT)17 34 68726026 68726059 TGAAAAACCAGGAATGTCCC GTAACGGGGCTAGGGTGAAG 275

Ai02B15598 Araip.B02 15598 c (A)11g(A)10 22 68739119 68739140 GATGTGGTGGCCTGATCTCT AACCATTGATGCTCAAAGCC 232

Ai02B15601 Araip.B02 15601 p4 (TTTA)6 24 68775523 68775546 TACTGGCAACTTTGCTGCAC CGAAAAATTTCAACCATTTTTGT 279

Ai02B15604 Araip.B02 15604 p4 (TATT)5 20 68793111 68793130 CCCAGAGTCCTCCTGAACTG CTTGGTGTTTTCCCTCCAAA 224

Ai02B15613 Araip.B02 15613 p2 (TC)11 22 68907610 68907631 AAGTCGGACCAGTGAAAGGA ATTTTGATTGCCTTGGATCG 265

Ai02B15614 Araip.B02 15614 p3 (CTT)5 15 68910168 68910182 CACCTGGTCAGGACACCTTT GGGAGATGCTGCCAGTAGAG 280

Ai02B15617 Araip.B02 15617 p5 (AAAAT)6 30 68924276 68924305 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 231

Ai02B15618 Araip.B02 15618 p4 (AAAT)6 24 68925539 68925562 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 241

Ai02B15622 Araip.B02 15622 p2 (AT)6 12 68950535 68950546 TCCACATTTTTCGAAATCACA TTCCATTTGGTGACCCATTT 247

Ai02B15623 Araip.B02 15623 p2 (CT)21 42 68964842 68964883 TTTGTTCACTCGCTGATTCG GAAGTTTTGTCGAAGCTGGC 218

Ai02B15625 Araip.B02 15625 p3 (TCA)8 24 68968906 68968929 GCTGAAGCTGAACCAGAACC AGTGGTAGTGGGTGGGAGTG 218

Ai02B15627 Araip.B02 15627 p3 (CTT)7 21 68971889 68971909 ATGACGATGAAGGGGGAAG AGCAAATGGTGGTTCCTCAG 214

Ai02B15628 Araip.B02 15628 c (GTG)5ctgatggtggtgttggtggtgctgttggtggaggttgtggcggtggtgttggtgt(TGG)585 68972307 68972391 GTTATGATTATGGACGGCGG TTTTGGACAAAAATGCCCTC 170

Ai02B15632 Araip.B02 15632 p3 (CAG)5 15 68981913 68981927 GATGACGACGACAAGGAGGT TATGTCAGCTCAGGTGCAGG 194

Ai02B15633 Araip.B02 15633 p2 (GT)9 18 68983201 68983218 TGGAAAAGTTGAGTACATTGGG GGGCATTTTTGTCCCTTTTT 215

Ai02B15638 Araip.B02 15638 p2 (AT)6 12 68996826 68996837 GTGGAGAATTTTTCCTGCGA AGGTGTGACGATGCAGTGAG 266

Ai02B15640 Araip.B02 15640 p2 (CT)9 18 69006506 69006523 TTTGTTTCTATCTTTTTCAAAACTACC GGGTTTGAATTTGGGTGAGA 276

Ai02B15643 Araip.B02 15643 p3 (GAA)5 15 69024898 69024912 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai02B15645 Araip.B02 15645 c (T)10cgaaaaaacatatag(A)1035 69027435 69027469 GCAATTGACACCAAACTTTCAA TAATTGGAATGTCAGCCGTG 280

Ai02B15646 Araip.B02 15646 p3 (CTA)5 15 69030018 69030032 TGACAAAAAGGGAAGTTGCAG CAGAAGGCTGCATTAGGAGG 187

Ai02B15648 Araip.B02 15648 p3 (CTA)6 18 69035716 69035733 GGGGTTCAATGGATCATAGC GTTCGATTTCAGAAGGCTGC 280

Ai02B15657 Araip.B02 15657 p2 (AT)8 16 69076046 69076061 AGGGAGGAACATAAAAAGACG CTCCGCATTGAATTTCATCA 271

Ai02B15658 Araip.B02 15658 p2 (TC)9 18 69085163 69085180 GTCCCGGATAGGAAGGGTAG ATTTCTGCTTTTTGTCGCGT 279

Ai02B15662 Araip.B02 15662 p2 (AC)14 28 69134559 69134586 CGTTTTGCAAATTGTGTATATTGG TGTAAAAATAATGCCAAAAAGGG 269

Ai02B15671 Araip.B02 15671 p2 (GT)9 18 69163952 69163969 TGCACTGCCAGTAAAACCCT AATACCCAAGCCGAAGACCT 157

Ai02B15685 Araip.B02 15685 p2 (TA)6 12 69249092 69249103 TTCACCACTTATTTTGGGGC AGTGTGGGAAAGTGGGTTTG 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B15687 Araip.B02 15687 p3 (CTT)5 15 69252215 69252229 CAAGGGTATGGGAGGTTGTG AACCCCAGTGGACAAGACAG 268

Ai02B15690 Araip.B02 15690 p2 (TC)8 16 69262596 69262611 CCCCTTCCCTTTAACCATTC TAAAAGGGGATAGGGGGTTG 239

Ai02B15691 Araip.B02 15691 p3 (AGT)5 15 69264408 69264422 ATAGGAGCAGCTGAGGCAGA CATGAGACCTCTTTCAAAATAAAAA 258

Ai02B15697 Araip.B02 15697 p2 (CT)6 12 69278429 69278440 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 220

Ai02B15700 Araip.B02 15700 p2 (TC)6 12 69292497 69292508 CGTTTAGTGCCAGCAACGTA GGGATTGAGGGGAGTTGATT 220

Ai02B15703 Araip.B02 15703 c (A)10t(A)10 21 69306033 69306053 TTCCATGCATTGAGCATTTT ATGGATCCACCTGCAGAAGT 278

Ai02B15710 Araip.B02 15710 p2 (TA)6 12 69326690 69326701 CGCACTCAAAGAGCGTAACA GGAAGCAAGTCCAGTTTCCA 236

Ai02B15719 Araip.B02 15719 p2 (CT)6 12 69374653 69374664 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTGAGGAGAGCAGAGATG 279

Ai02B15720 Araip.B02 15720 c* (TAT)5(T)11* 25 69374983 69375007 TGTCCCTTTCCTTTCTTCCA GCTGCCATCTCCTCTTCTTG 249

Ai02B15722 Araip.B02 15722 p4 (AAAT)6 24 69403014 69403037 TGTGGGAACTTTGGTTGATG GCATTGGAGTAATTTTGTCCC 203

Ai02B15726 Araip.B02 15726 c (TC)6cctctctttccttccctcttcccctc(CT)1160 69417365 69417424 TCTCACTCTCCCCTATCCCTC GGGGGAGAAAGAGTGCAAG 176

Ai02B15730 Araip.B02 15730 p5 (TTCTT)6 30 69437620 69437649 CATGATGCACAGTCATTAGCAG GGCGAGAGAAGAGTGTGAAGA 127

Ai02B15731 Araip.B02 15731 p2 (TC)30 60 69438975 69439034 CGAACTCGAAAGATCACGGT TGACTCGCTAACTCAGCAGC 266

Ai02B15734 Araip.B02 15734 p3 (ATA)5 15 69460665 69460679 TTAGGAACGAAAATGTCCGC CCACCCACATTCAGCTTCTT 270

Ai02B15736 Araip.B02 15736 c (GA)9(AG)19 56 69474532 69474587 TCTATTGGAAGGGGATGCAG GGTGTAAAATTCGGTGGTGC 195

Ai02B15737 Araip.B02 15737 p2 (AG)6 12 69479003 69479014 TCTGGTTCCTCCATTTCTGC GGTGTAAAATTCGGTGGTGC 149

Ai02B15742 Araip.B02 15742 p2 (AT)9 18 69511212 69511229 ATGCTCCAACAAGAGCGAGT GCACACACAGCAAGCACTTC 261

Ai02B15745 Araip.B02 15745 p2 (TG)11 22 69545346 69545367 GATATGGGCGCAGAAGTCAC TTAAACCATGAAACCGCTCC 277

Ai02B15747 Araip.B02 15747 p2 (CT)7 14 69546883 69546896 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAAGGAAGATAATTTCG 278

Ai02B15748 Araip.B02 15748 c (CT)6caattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattttta(T)1085 69547050 69547134 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 227

Ai02B15751 Araip.B02 15751 p2 (GA)6 12 69564440 69564451 GCAAGAGGGGGAGAGAGAGT CGTGTAACTTGCCAACGAGA 262

Ai02B15755 Araip.B02 15755 p2 (AG)6 12 69579480 69579491 CTAGAGGTTTCTCCGGCCTT ATTTTTCTCCCAACCCAACC 280

Ai02B15758 Araip.B02 15758 p3 (TGA)7 21 69599661 69599681 GGTGAGTGTTGGCATTGTTG TCCAATTTACCACTCCACCC 228

Ai02B15760 Araip.B02 15760 c (TC)18atttgcat(TC)758 69626632 69626689 CTCCCTTTCCTCCCTTTTTG CTGCTGCCACCACTGTTAAA 144

Ai02B15761 Araip.B02 15761 c (T)10atctttttgtacaattcaact(A)1142 69627436 69627477 TCCTCTTTCGTCGTCGTTTT TTGAAACGTCGGATAACATCA 278

Ai02B15762 Araip.B02 15762 p3 (AAG)5 15 69628960 69628974 ATGATCCCTTTTCCAAGGCT TGGGAAAGGAGCTCTGTTGT 167

Ai02B15766 Araip.B02 15766 p2 (TC)6 12 69668066 69668077 GGCCCAGATCCAAGTACAGA TTGGATCCAGAGTTACTCCCA 180

Ai02B15767 Araip.B02 15767 c (A)17ccaacctacgcgcaagcgcaaggcacgcgcgcacgcaggctgcctatttcggctatggttttttt(A)17gccacgcgcaagcgcaga(GC)6129 69671294 69671422 GGATGGAGAATTTTGGAGGTC CCACATGGGTTGAGACACAG 250

Ai02B15769 Araip.B02 15769 p3 (ACC)5 15 69674556 69674570 ACCCCCAGATGATGATGAAA CACATTAAACGACGCTCGAA 231

Ai02B15771 Araip.B02 15771 p4 (AAAT)5 20 69675956 69675975 TTGATTTTGGGAGAGTTGGG TTTGGGGCATTCTTTTGTTC 204

Ai02B15773 Araip.B02 15773 p4 (AAAT)7 28 69686939 69686966 TACTGCTTGTCAGCCCTCAA TGAAGACGTTCCTCAGGGTC 257

Ai02B15775 Araip.B02 15775 p2 (AT)8 16 69692080 69692095 CCCACCATGGTATGATCGTT TCTGGGCGTTGGATCTTTAC 228

Ai02B15778 Araip.B02 15778 p2 (CT)6 12 69710680 69710691 GGCCCAGATCCAAGTACAGA CAGTCTGCAACATGGAAGAAA 280

Ai02B15779 Araip.B02 15779 p2 (CT)6 12 69717175 69717186 CCAGAAATTGCAGAAAACGC CAGTCTGCAACATGGAAGAAA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B15781 Araip.B02 15781 p2 (CT)6 12 69729669 69729680 GGGACTGCACCCATTCATAA TGCCTTCAGATGAGAAGCAAT 276

Ai02B15783 Araip.B02 15783 p2 (AG)8 16 69734417 69734432 CCATGTGCATTGGAGAAAAA TGTCCCATGTGCATTGATTT 138

Ai02B15784 Araip.B02 15784 p2 (TA)6 12 69734652 69734663 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 220

Ai02B15785 Araip.B02 15785 p2 (CT)6 12 69735774 69735785 GGGACTGCACCCATTCATAA TGCCTTCAGATGAGAAGCAAT 280

Ai02B15788 Araip.B02 15788 p2 (AT)15 30 69782599 69782628 TGTTGGCTCTTGAAAGAATGC GCCTTGGATCCTTTTACCCT 271

Ai02B15790 Araip.B02 15790 p2 (AG)7 14 69786743 69786756 CAAACCTCCCTTTTTCTCCC CGACACATGCCTTCCCTATT 137

Ai02B15793 Araip.B02 15793 p2 (TA)6 12 69800602 69800613 TTGGGATAATTTTGTCCCCTATT CCCCAATTGAATCTTTGGTT 224

Ai02B15794 Araip.B02 15794 p2 (AG)8 16 69809927 69809942 CAGTGAAACTGGCCAAGATG AGCCTTAAGTGTGGGGAGGT 149

Ai02B15795 Araip.B02 15795 p3 (GTT)5 15 69817157 69817171 ATTGGTTGTTTTGAGGTGCC GGGTGGAGAGACAATTCCAA 205

Ai02B15796 Araip.B02 15796 p2 (CT)6 12 69818804 69818815 GGCCCAGATCCAAGTACAGA TGAAATTCAATGCTGGAATAAA 242

Ai02B15797 Araip.B02 15797 p2 (CT)6 12 69825087 69825098 GGCCCAGATCCAAGTACAGA CAATGATTAATTCAATGCTGGA 247

Ai02B15798 Araip.B02 15798 p2 (CT)6 12 69831450 69831461 GGCCCAGATCCAAGTACAGA CAATGATTAATTCAATGCTGGA 247

Ai02B15802 Araip.B02 15802 p2 (AT)6 12 69846854 69846865 TCCCCAAAAAGCGTATAAAA CAAGTTCGATTTTTGCCGAT 264

Ai02B15805 Araip.B02 15805 p3 (ACC)5 15 69866146 69866160 TCCCTTCTTCCTTCCCTCTC GATGGTTTGGTGGTACTGGG 182

Ai02B15807 Araip.B02 15807 p2 (TA)8 16 69877418 69877433 ATGCAATCCTAACCTTCCCA TATTGGGCATGCATTGAAAG 204

Ai02B15808 Araip.B02 15808 p2 (AT)9 18 69878193 69878210 CACATCATCCAATCACAACCA CCATTTAAGTGTGGGGGATG 224

Ai02B15809 Araip.B02 15809 p2 (TA)7 14 69880860 69880873 GAATGCATGAAATGCAACCT GGGAAATTGGGTTTGGAAAT 203

Ai02B15811 Araip.B02 15811 c (AAG)8gagaaaaagaatgagaaggagaaggagaagg(AGA)879 69887946 69888024 GAAAGAAGGAGGAAGGGGTG GTCCAATCTGGTGCCATTTC 218

Ai02B15812 Araip.B02 15812 p2 (CT)7 14 69903174 69903187 AGTCCTTGACCCCTCAGGTT AGTGGTGAAGAGGTGATGGG 147

Ai02B15814 Araip.B02 15814 p5 (AAAAT)6 30 69929117 69929146 TCGAGTTTGGACAACTGACG GACACGGCTTAATAGCCAGC 226

Ai02B15817 Araip.B02 15817 c (AGA)7tatggaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaacaaaagggatgaccatgaatg(GA)6105 69937056 69937160 CTTAGACTGTTGCTCGCCCT AATGGGTGCAGGGATGTAAA 247

Ai02B15819 Araip.B02 15819 p3 (AGA)6 18 69942375 69942392 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 145

Ai02B15821 Araip.B02 15821 c (AT)9aagtgagaaaaaaaag(A)1044 69958256 69958299 TGGGGAAAGTTGAATTTGGA TACTTTGGGGCATTTTGTCC 236

Ai02B15827 Araip.B02 15827 p3 (TTA)5 15 69986706 69986720 TGGTCATAGTCCCCCAATTT CCGACGACACCTAGACACCT 187

Ai02B15832 Araip.B02 15832 p3 (AGA)6 18 70009612 70009629 GCAAGGAGGTCAGAATCCAA CTCTACACTCTCCTTGGCCG 279

Ai02B15834 Araip.B02 15834 c (T)11gaaaaca(T)1028 70011094 70011121 GATGGTTGGAAGCCTCAGTC GGGGATTGTTTGAGTTTGGA 259

Ai02B15838 Araip.B02 15838 p2 (CT)8 16 70025939 70025954 TCGTTTTTCTCTCTCCTCACTAAA GGAGATGCTTTGTCCTCGAA 245

Ai02B15840 Araip.B02 15840 p3 (TCT)6 18 70037260 70037277 TCAACATCTCTTTCCCACCC CCCTTGATGGAAGCTTTTTG 240

Ai02B15842 Araip.B02 15842 p2 (AG)6 12 70042048 70042059 TCAATTCAAGTGCCGGAATA GGCCCAGATCCAAGTACAGA 242

Ai02B15843 Araip.B02 15843 p3 (TGA)5 15 70051343 70051357 GGCAGTGTCAATGCTGCTTA GGCAGAAGACACAGGAGGAG 168

Ai02B15847 Araip.B02 15847 p2 (CT)8 16 70088030 70088045 TTCTTCCTTCTCCCTTCTTCC ATTGCAACAATCCACAAGCA 253

Ai02B15854 Araip.B02 15854 p2 (TC)8 16 70107696 70107711 TCGCATCCATCCATCATAAA TGGAGGTGAGAAGTGGGTTC 190

Ai02B15857 Araip.B02 15857 p2 (AG)17 34 70126246 70126279 TTTTGGTTTCCTTGCCAGAC TGTTTTACGGCTCCTTCGTT 199

Ai02B15858 Araip.B02 15858 c (T)10ctatatatatattttttctctttttttttgta(AT)756 70131752 70131807 TTGGGGTATTTTGTCCCCTT TTGATTTTGGGAGAGTTGGG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B15863 Araip.B02 15863 p3 (TTA)5 15 70149882 70149896 TTGCCATGGAAAGGAGTAGG CCCACGGAGATTGTTGGTAT 243

Ai02B15865 Araip.B02 15865 p3 (TTC)5 15 70170989 70171003 TACCCTCTCTCCCGTACCCT AAAATGTTTGCTCACCCTCG 171

Ai02B15871 Araip.B02 15871 p2 (AG)10 20 70188276 70188295 AAAAACAATGCCAAAAACCG CACCCCCTTCTTTTTCTTCC 241

Ai02B15872 Araip.B02 15872 p3 (TTC)5 15 70188741 70188755 AACATGGCATAAAAGTGGGG ACAGGACAGTAGCCACACCC 231

Ai02B15883 Araip.B02 15883 p3 (CTT)5 15 70213241 70213255 TGGAGAGGTTTCCAGCAACT CCTCCATGGGAAAGTGAAGA 228

Ai02B15884 Araip.B02 15884 p3 (CTT)7 21 70218515 70218535 TGGAGAGGTTTCCAGCAACT CCTCCATGGGAAAGTGAAGA 234

Ai02B15885 Araip.B02 15885 c (A)12c(A)12 25 70220229 70220253 TGAAGGTCAAGATGAACATGAAG TTCTCTTTCAAAATGGCGCT 207

Ai02B15887 Araip.B02 15887 c (A)10gaaaagaatggccgaagccattaagagaacgaagaaagaaatagaatgtggcttaccatgcttactacacttactatgtttactatgc(AT)6110 70228763 70228872 CAGAATAGGAAATAAAACTCCGAA TTCAATTCCTTTTCCTTTGGTT 273

Ai02B15892 Araip.B02 15892 p2 (AG)7 14 70272781 70272794 AAGGAACATTAAACCTGGATCG CGCCAATTTCCACTTCTCAT 132

Ai02B15897 Araip.B02 15897 p2 (AT)6 12 70303227 70303238 AGGTCGTCAGACTGATTGGC CAACTCAATTGGGGTGTCCT 202

Ai02B15898 Araip.B02 15898 p2 (AG)16 32 70329350 70329381 TTGAAAAATGGGAACCATGAA GTTGCATCTTCGCACAAGAA 269

Ai02B15899 Araip.B02 15899 p2 (TA)17 34 70329932 70329965 CATGCCGTAAAGCAAAGGTT CCTTTTACGCTTGTGGCTTC 178

Ai02B15900 Araip.B02 15900 p2 (CT)6 12 70333413 70333424 AACACCACCCCTTCTCCTCT GGACCTAAGCCCCAACTCAT 112

Ai02B15901 Araip.B02 15901 c (A)12ggaagagaaggaaaaataccaaatacaaacgtt(A)1055 70334273 70334327 GGAGTAGATGGTGGTGGCTT CCCATAGTCCCGCTACACTT 280

Ai02B15903 Araip.B02 15903 p3 (ACA)7 21 70341425 70341445 CATGCATTGGCTAGGGTTTT GACCCCACCTAGTGGGATAAA 210

Ai02B15907 Araip.B02 15907 p2 (AG)6 12 70352935 70352946 TCTTAGCCCCTTTTTGCTGA TGATGGAGACTGGATGTAGGC 250

Ai02B15908 Araip.B02 15908 p2 (AG)6 12 70362703 70362714 TGGAAAGGGTTCATAAGCCA ATGCATCCATTCAGGGAGAG 238

Ai02B15910 Araip.B02 15910 p2 (AG)6 12 70379816 70379827 GAGGCAGGTTTGAGACTTGG TGCACTTAGCAGCTGAACCA 252

Ai02B15913 Araip.B02 15913 p2 (GA)6 12 70405822 70405833 GGGGAAGTGAATGGAGTTGA AACGGCAACGCTATTGAGAC 149

Ai02B15920 Araip.B02 15920 p2 (AG)8 16 70439810 70439825 GGAAACCTCAACAACATTCTGA GAATGCAGATGCAAAAGCTG 209

Ai02B15921 Araip.B02 15921 p2 (TA)7 14 70440008 70440021 CAGCTTTTGCATCTGCATTC TTGAGTTGGCGAAGGTTTGT 279

Ai02B15923 Araip.B02 15923 p2 (TA)10 20 70448761 70448780 GTGACCGGTGTTTGCACTTA TTCAATCAAAACACGTTTCGTC 279

Ai02B15924 Araip.B02 15924 p2 (AT)8 16 70449535 70449550 TGGGAACATTGGGTAGAGACA CCCATTCTTCACTTTTTCGC 275

Ai02B15926 Araip.B02 15926 p3 (AGA)5 15 70458338 70458352 TGGAGGTTTCTCTGGCCTTA GATCTGTGGACCCCATAGGA 191

Ai02B15927 Araip.B02 15927 c* (AT)8(T)11* 26 70461808 70461833 AAAGTTTTGAAAAAGTCAATCCAAAT TGCATGCATTCATTGTTTTG 168

Ai02B15934 Araip.B02 15934 p2 (TC)7 14 70494100 70494113 TCTACCCTCTTTTTCAAAATTCTTT ACAGATGGAAGAGGGGGTTC 224

Ai02B15941 Araip.B02 15941 p2 (AC)6 12 70517868 70517879 ATGAACCTCTCCAAACGAGC GCGAACACTCTCTCTTTCCG 263

Ai02B15942 Araip.B02 15942 p3 (CGA)5 15 70518102 70518116 CGGAAAGAGAGAGTGTTCGC CCTCCTCCCTTTCCTTCATC 128

Ai02B15943 Araip.B02 15943 p3 (AAT)7 21 70520958 70520978 CAACCCAACGATCCTCATTT GCGGATTGATCGAGTTTTGT 251

Ai02B15944 Araip.B02 15944 p2 (CT)6 12 70524856 70524867 AAATGGAACATTGAACTTGGAAA CGCGATCTGCAGAATTAACA 267

Ai02B15945 Araip.B02 15945 p2 (TC)7 14 70525783 70525796 TCCCCCTCTCTCTCTCCTTC TCTCTCCCCCTCTTTTCTCC 228

Ai02B15946 Araip.B02 15946 p2 (GA)6 12 70525901 70525912 CTCTCTCTCCTCCTCCTCCC CGCACTCCTCTCTCTTTCTCC 212

Ai02B15954 Araip.B02 15954 p2 (GA)6 12 70580967 70580978 TCCTTTGGAGGCTATTGGTG ATATGGATTCATCATGCGCC 145

Ai02B15956 Araip.B02 15956 p3 (ATT)5 15 70588167 70588181 AGGCATTTACATCCCTGCAC GAACAGGCAGAAGAGATGGC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B15957 Araip.B02 15957 p3 (AAT)5 15 70588356 70588370 CAGGTTCTGGATCTGCTTCC CGAAAATTCCCTTCCCTCTC 267

Ai02B15958 Araip.B02 15958 p2 (AG)6 12 70588696 70588707 GAAATTTTGAAAAAGGGGGAA CAAATTCGAAAATTTGAGTTGACTT 272

Ai02B15964 Araip.B02 15964 p2 (CT)6 12 70624664 70624675 TTTCTTAACTTTTTCAAAACCACC GAGGTTCGAATTTGGTGATGA 280

Ai02B15973 Araip.B02 15973 p3 (TAT)5 15 70661369 70661383 CACCAAAAATCCGAACCATC GTTCTTGTCCTTGCTCCTGC 159

Ai02B15974 Araip.B02 15974 p3 (TTC)6 18 70663304 70663321 CACACATCCCTCCATCTCCT GGATCTCTTGATTTGCAGCC 279

Ai02B15976 Araip.B02 15976 p2 (TA)7 14 70677398 70677411 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAAAGTGGG 175

Ai02B15977 Araip.B02 15977 c (AT)14(AC)7 42 70679456 70679497 GGAATTTGGGTGCCTACTCA CAAGCAGACTGAAATCCTAGTGG 246

Ai02B15978 Araip.B02 15978 p2 (GT)6 12 70679887 70679898 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 249

Ai02B15982 Araip.B02 15982 p2 (GT)6 12 70700873 70700884 GCAAAAGTGGAAATTCTGGG TCCAATGTTGTAATGGGGCT 159

Ai02B15992 Araip.B02 15992 p3 (TTC)6 18 70751437 70751454 CTCTACACTCCTCTTGGCCG TAGAATATTGCTCGCCCTCG 106

Ai02B15993 Araip.B02 15993 p2 (AG)16 32 70754425 70754456 CGCCGTAAAGCGAAGAATAA GAAAATGATGCCATAAAGCG 152

Ai02B15994 Araip.B02 15994 p2 (AT)6 12 70777196 70777207 ATGGGTTTATCAACCTCCCC TCTCATTTGCAAAAACATGC 254

Ai02B15997 Araip.B02 15997 p4 (TATC)6 24 70785694 70785717 TGGACTCATCAACTCCTCCA TGCTTTGGAATTTGATTGTTTG 196

Ai02B15999 Araip.B02 15999 p2 (AT)6 12 70787137 70787148 AGGATCAAGATAAACCAGGCA TCCCATTGCTTAGCACTTTTG 177

Ai02B16000 Araip.B02 16000 p2 (TA)13 26 70789538 70789563 ATCACATGTGCATTGATCTTTT AAGTGTGGGAAAACTGTGGG 257

Ai02B16002 Araip.B02 16002 p2 (AG)6 12 70797686 70797697 GGCTACTCATCGGAATCGAA TCCTTACCTTACCCCAACCC 260

Ai02B16003 Araip.B02 16003 p2 (TA)7 14 70804862 70804875 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 274

Ai02B16004 Araip.B02 16004 p2 (GA)8 16 70807804 70807819 TCCACAAGCAAATCATAAGGA TCCCCTTTCTTCTTCTTCCC 244

Ai02B16008 Araip.B02 16008 p4 (AAAT)5 20 70841500 70841519 GGGAACATGGGTTAATAAGGG AAAATTCCCACTTTTGCATTACA 274

Ai02B16014 Araip.B02 16014 c (TC)12(TA)10 44 70917787 70917830 TCACCTTGGGGAATTTTGTC TTGATTTTGGGAAAGTTGGG 248

Ai02B16016 Araip.B02 16016 c (A)10g(A)10 21 70948997 70949017 TGGGTTTGGAAACATTTGGT TACTTTGGGCCATTTTGTCC 215

Ai02B16020 Araip.B02 16020 p2 (AG)11 22 70964220 70964241 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 258

Ai02B16021 Araip.B02 16021 p2 (AG)6 12 70977398 70977409 TTTTTGGTGGGTGATGTGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 273

Ai02B16022 Araip.B02 16022 p2 (TA)6 12 70980890 70980901 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai02B16024 Araip.B02 16024 p2 (AG)7 14 70985259 70985272 CAAAGGAACGTAAAACCTGGA GGCCCAAATCCAAGTACAGA 200

Ai02B16025 Araip.B02 16025 p2 (TA)29 58 71003001 71003058 TGTACCCTCGCCATTATCTTG AACTTTAAACCGCAAAACCG 237

Ai02B16027 Araip.B02 16027 c* (T)17(TG)6* 28 71005503 71005530 CAAGTTTTCTTGTGCAGGGG GGTCTTGACAAACCTCAGATAGC 214

Ai02B16031 Araip.B02 16031 p3 (AAC)7 21 71029236 71029256 ATGTCGATAGCCATTGAGCC GTGGGACAAGGCTTTGTTGT 174

Ai02B16032 Araip.B02 16032 p2 (AT)6 12 71034432 71034443 TCAATTTGAAGCAGGTCAAAGA GGACATTAATCATCCGAAAAGA 229

Ai02B16036 Araip.B02 16036 c (T)14aaaatgcacatggtaattcaa(T)1045 71040566 71040610 GCATTTGGGGAATTCTTTTG TGTGGGAAACCTATTGGGAA 216

Ai02B16037 Araip.B02 16037 p2 (GC)6 12 71060648 71060659 ATGCCTTGATGTGTTTGCTG GGTCACGTGCGAGTAACAGA 254

Ai02B16038 Araip.B02 16038 p2 (AG)6 12 71062538 71062549 CGGCCCAGAAAACACAGAT AACCAGAGCCAAAAGGAAAAA 278

Ai02B16040 Araip.B02 16040 p2 (TA)10 20 71067949 71067968 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 216

Ai02B16041 Araip.B02 16041 p2 (AG)6 12 71069071 71069082 TCGCAGTGACGAAAAATCAC CCTGATAAAAAGAAACAATCCTGAA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16046 Araip.B02 16046 p2 (TC)14 28 71119678 71119705 TTCGAATACTCTCCCTCTCTCA TTCTTATCCTTGTTCCTGCTCA 264

Ai02B16048 Araip.B02 16048 p2 (AG)7 14 71180360 71180373 GAAACGTAAAACCTGGATTGAGA GGCCCAGATCCAAGTACAGA 189

Ai02B16049 Araip.B02 16049 p2 (GC)6 12 71183532 71183543 AAGAAAAGTGCTTGGTGGGA GGTCCAAGAGTGGAATTTCG 279

Ai02B16050 Araip.B02 16050 p2 (GC)6 12 71183687 71183698 AAAACCCGAAAGTTATGCCC GCGTGGGTTTTCTCACAAGT 209

Ai02B16057 Araip.B02 16057 p2 (CT)6 12 71259084 71259095 TCAAAACCACCTAACCACTTTTC GAGAGAGAGAAAGGGTTCGAATTA 278

Ai02B16058 Araip.B02 16058 p3 (AAT)5 15 71260418 71260432 TGGAAGGATCAACAGAAGCC AGTTGACCCATTTGTGCCTC 233

Ai02B16060 Araip.B02 16060 p2 (AT)12 24 71272491 71272514 TGTGCATTGATAAGCCGTGT TTGTAATGGGGCCAAGGTAA 262

Ai02B16062 Araip.B02 16062 p2 (AT)8 16 71289014 71289029 GTGGTGAGGCATTACGACCT ATTTGTCTAGCCGGCCTTTT 208

Ai02B16065 Araip.B02 16065 p2 (AC)6 12 71304060 71304071 GCACCCTTTTACCTCAACCA CACAAATGGCTGACCTTTCA 204

Ai02B16066 Araip.B02 16066 p2 (AT)7 14 71321751 71321764 TGGGGTAATTTTGTCCCCTT GGAAATTGTGGGAACAATGG 183

Ai02B16068 Araip.B02 16068 p2 (TC)6 12 71330418 71330429 GGCCCAGATCCAAGTACAGA GCTGCCAAAAGGGTTGATTA 159

Ai02B16069 Araip.B02 16069 c (T)10attttaacattaacctggaatcatgcatagcaatcatgttaatcattgcatcctgcatttttcagtt(A)1188 71332008 71332095 CCATGGTATGGTCGCTTCTT GTTGGATCCTTACGCCGATA 264

Ai02B16070 Araip.B02 16070 p4 (TTTA)5 20 71341752 71341771 CCACATATTCATGCATCCCA GTGTGGGAAAGTTGGGTTTG 266

Ai02B16072 Araip.B02 16072 p2 (TA)9 18 71354846 71354863 CCAAATATGTGGACTTGCAAAA TGGAGATTGCAATGGTTCAT 253

Ai02B16073 Araip.B02 16073 p3 (ATA)6 18 71356720 71356737 CCAATTGACAGCATCATTGC GCAGTGCTGACTCTTTCGACT 252

Ai02B16075 Araip.B02 16075 c (A)10ttttttcgaaa(T)10atttattgactttttcttgtttgatctctggtttttcttgttttgtgatttttcttgttttcctgtgccttttcaaaacattagttttc(A)10130 71368287 71368416 AAAATTTTTGCTTTTTGGTTTAGA AGCCAATTGGGCAGTAAATG 279

Ai02B16076 Araip.B02 16076 p3 (AAT)5 15 71368556 71368570 CAATTGGCTAGAGCGTTGGT CGAAAACCAAAGGGAAATCA 157

Ai02B16077 Araip.B02 16077 c (A)10gcg(A)10 23 71372305 71372327 TGTGGTGGCAATACTTTTCG TGGCTTTTTCTGCTTGCTTT 255

Ai02B16079 Araip.B02 16079 p2 (GA)6 12 71394785 71394796 GAGAATTTCGAGACGAACGC AAATTGGACCGAACAAGTCG 261

Ai02B16081 Araip.B02 16081 p2 (AT)8 16 71397326 71397341 TGTGCCACTCTGATAGCTCG CCTCGCCATTATCTTTACAAGTTT 253

Ai02B16082 Araip.B02 16082 p2 (TC)6 12 71403254 71403265 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai02B16085 Araip.B02 16085 p2 (AT)7 14 71432785 71432798 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 205

Ai02B16086 Araip.B02 16086 p2 (TC)6 12 71433665 71433676 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai02B16088 Araip.B02 16088 p2 (TC)7 14 71440645 71440658 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 219

Ai02B16089 Araip.B02 16089 p2 (TA)7 14 71465362 71465375 TTGGGACTCAGGGTCGTATC GCGAAGATAAACCGGCTAGA 185

Ai02B16090 Araip.B02 16090 p2 (TG)6 12 71471853 71471864 TGAGTAACTGTGTCTGGCCG TGCCTTTCCACCTTACAACC 266

Ai02B16092 Araip.B02 16092 c (A)10gttagtttttacttacaattctgttaggtaactaattagggatacagccaatgccaactagtaaaaaaaaatccattaac(A)10100 71479820 71479919 TGAAATCCTAAACTTTCTCGTGAT GATGACTCTGAAATTGGGGTAA 280

Ai02B16093 Araip.B02 16093 p2 (AT)10 20 71485736 71485755 AACAGCGATACGGTTTCGAG ATTTTTCAGGGCTCCTCGTT 235

Ai02B16094 Araip.B02 16094 c (AT)7acaaaattcaatacccaagaatacttaatcaataaattagt(TA)667 71488443 71488509 CAATCAAGCTTCCAATGGCT ATTCACTTGGTGGACTTGCC 246

Ai02B16095 Araip.B02 16095 p2 (CT)10 20 71494046 71494065 GCTTCCTCACTCTCCTCTGC GCGGCAATACACAGTTTCCT 100

Ai02B16096 Araip.B02 16096 p2 (TA)8 16 71501680 71501695 GCTCGGACATTACGACGACT TGGTTTATTGTACCCTCGCC 266

Ai02B16097 Araip.B02 16097 p2 (TC)6 12 71505094 71505105 CCTCTCTTCCCTTGCATGAC GGTTTCCCCAAACTGCTACA 260

Ai02B16099 Araip.B02 16099 p3 (GAG)5 15 71512330 71512344 CAATGAAGATGAAATACGCGA ATTGGGCCAAACTCTTAACG 125

Ai02B16100 Araip.B02 16100 p2 (TG)74 148 71523300 71523447 AAGAGGGATAGGAAATTGATTATGT CCTGTTTGAAACTTAAACCGAA 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16111 Araip.B02 16111 p2 (AG)6 12 71594272 71594283 TCCCCATAAAAACTTTGAAAACA TCTTCTCTCAATCAATCCATCAAA 276

Ai02B16112 Araip.B02 16112 p2 (AG)6 12 71613595 71613606 GAGAGAGAAGAGAGAGAAATTTTCAA TCTCATCTTTTTCAAAACCACC 219

Ai02B16114 Araip.B02 16114 p4 (TTTA)5 20 71643713 71643732 GGGGACTTAGCACAATCCAA TCTGATTGAAAATATGGTGCTCA 274

Ai02B16115 Araip.B02 16115 c (AT)9(AG)8 34 71664682 71664715 GAGCCTGAAGACGTCCAACT TTTCGAATGCACTATGACGC 269

Ai02B16119 Araip.B02 16119 c (CT)6gtccttt(TC)6 31 71693379 71693409 TCAAATGCAAATCCCTCTCTC ATGATAGCTTTGGGTGGTGC 102

Ai02B16121 Araip.B02 16121 p3 (TTA)5 15 71695061 71695075 GGTTGGTTGTGGCTGAAAAT GTTCGATTTCGCGTTTCAAT 274

Ai02B16122 Araip.B02 16122 p3 (ATT)13 39 71713619 71713657 TAGCGCAATTAGACATCCCC TCTTTAGGCTTCGGCCACTA 191

Ai02B16123 Araip.B02 16123 p3 (ATT)5 15 71714533 71714547 GGTTGGTTGTGGCTGAAAAT TTTTTAAGAGAAAAGCCGAAAAA 278

Ai02B16127 Araip.B02 16127 p2 (CT)6 12 71726773 71726784 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAGTAAGATGGGGGAGGGA 238

Ai02B16129 Araip.B02 16129 p2 (TA)7 14 71737468 71737481 CCAGTCAAGTTGGACAGCAA TTATGCGTTAGCTCCGTGTG 217

Ai02B16131 Araip.B02 16131 p2 (AG)17 34 71763453 71763486 GAATGGCACCTGAAGCAAAT TTGCGGTTTTGCCTCTTATT 222

Ai02B16137 Araip.B02 16137 p2 (TA)6 12 71789300 71789311 AACCGACCCGAGCATATAAGT TGTGATTTTCAGATGCAGGG 267

Ai02B16140 Araip.B02 16140 p2 (TA)6 12 71825458 71825469 GTAAGGGTAACCGGGCACTT CCTAACCATGCGAAAATGCT 126

Ai02B16142 Araip.B02 16142 p2 (AT)10 20 71832390 71832409 GTGGCTTACCACCACTTGCT ATGAATGCCTGTCCTATGGC 263

Ai02B16143 Araip.B02 16143 p2 (TA)7 14 71834064 71834077 TTCAGATGCAGGTGGAGATG AGCTAGAACTGGCCAAAGCA 254

Ai02B16144 Araip.B02 16144 p2 (TA)15 30 71834623 71834652 TTGACCGAAAAATAGTGAATCAAA TTCCCTATCGTCGTAGCCTT 184

Ai02B16147 Araip.B02 16147 p2 (GC)6 12 71841219 71841230 TTGAAAAAGAGCACCGACG GGCATGAAGTGGGCATAACT 102

Ai02B16150 Araip.B02 16150 p3 (AAT)5 15 71848050 71848064 TTCTTGTCCTTGCTCCTGCT ACCAAAAATCCGAACCCTCT 160

Ai02B16154 Araip.B02 16154 p2 (AG)8 16 71898092 71898107 TGAGATTTTGGGAGAATTGG TGGCAAGTTGAAATTGATTG 280

Ai02B16155 Araip.B02 16155 p2 (AG)10 20 71906512 71906531 TTCTGGATCGAGATTTTGGG GTGTTGCTAAGTCAGCATATCATT 238

Ai02B16157 Araip.B02 16157 c (CTC)5cttcaagaataaccaatcatcaccaccaccaacaacaagaacaagaac(CAA)578 71915291 71915368 AATAACCCCTTCCAACCACC GCTGGGATCATTGTAGGGAA 234

Ai02B16158 Araip.B02 16158 p2 (AG)6 12 71924805 71924816 AAAAAGAGGAAGGTGATTTTCG CATCTTTTTCAAAATCAATCTCAA 170

Ai02B16159 Araip.B02 16159 c (T)10ggttttatgattttattaa(T)1039 71925795 71925833 GCATGCAATTGACACCAAAC AATTCCTGGACCGGACTTTT 202

Ai02B16160 Araip.B02 16160 c (A)10tggcaaaaaaaag(A)1033 71938264 71938296 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 269

Ai02B16164 Araip.B02 16164 p3 (AAG)5 15 71953158 71953172 TACCAAAAACCCCAGTGGAC TCTTGACTTTCCCATGGAGG 133

Ai02B16166 Araip.B02 16166 c (T)10caaattaattttcaaaaaatac(A)1042 71957090 71957131 GAAAGCTTGGCTGGCTAGTG TTTCGAAAAATGCAAAATGAA 249

Ai02B16167 Araip.B02 16167 p3 (TTC)5 15 71960113 71960127 AGCCCTCCATTCTTCCTCAT GGTCCAACCTTTCTCTTCCC 252

Ai02B16168 Araip.B02 16168 p2 (CT)6 12 71964668 71964679 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 279

Ai02B16169 Araip.B02 16169 p2 (CT)7 14 71964818 71964831 TCGAAAATCACTAACCCCTTTT CCCAGGTATAGAGGTTCCCC 211

Ai02B16170 Araip.B02 16170 p3 (TAT)6 18 71964998 71965015 GAACCCCCTCTTCCATCTGT TTCAGGTTCAGGGTCTGCTT 208

Ai02B16173 Araip.B02 16173 p5 (TTTAA)5 25 71989408 71989432 ATTCCCTTCCCTCTTTTTCG GAGATGAGGAAGAAGAATTTTTGAA 186

Ai02B16174 Araip.B02 16174 p5 (TTTAA)5 25 71990969 71990993 TCGAAATTCCCTTCCCTCTT CACAAAGGTGAGGAGTGGGT 262

Ai02B16175 Araip.B02 16175 c (A)10gagacaagaaaaatggcg(A)1038 71995312 71995349 TGAAGCAAGAAAAAGCAGTGAA CCACCGGATACATAAATGCC 150

Ai02B16176 Araip.B02 16176 p4 (AATA)9 36 72009565 72009600 AAGTGTGGGGAACTAAGGGAA CATTTGGGTAATTTTGTCCCC 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16177 Araip.B02 16177 p2 (TA)14 28 72014145 72014172 TTTCACCACTTTCTTTGGGG GTGTGGGGAAGTCAATTTGG 246

Ai02B16181 Araip.B02 16181 c (T)11cctttttagcttattttgtgcttctttgc(T)1151 72020424 72020474 CCTAAGGCTCCAAAGTGTGC ACGTGTATGCGTAGGTCACG 267

Ai02B16182 Araip.B02 16182 c (A)10ctcaaacaaaaaatattcag(ATAA)550 72023155 72023204 GGAATTTGGGTGCCTACTCA CCCAAAATTCCCACTTTTGTA 246

Ai02B16183 Araip.B02 16183 p3 (TGT)5 15 72031348 72031362 GTGCTCGCGTTGATCAGATA ATTGCTCCTTGTCGCGTAGT 186

Ai02B16193 Araip.B02 16193 p2 (AT)6 12 72106053 72106064 TGTTGAGCCACAGGAGCATA ATACTAAAAGTCCGGGCGCT 276

Ai02B16197 Araip.B02 16197 p5 (AAAAG)6 30 72144983 72145012 AGCTCCATCATTCCTTGTTTAC GCCGAGGATTAATTGAGATTG 280

Ai02B16199 Araip.B02 16199 c (T)10ctttttgccatttttctttcttttttttgcatgcatatatta(T)1062 72158941 72159002 TCAATCTGCCCTCATTTTCC GCAAAAGAAAAAGCATGTTGC 146

Ai02B16200 Araip.B02 16200 p3 (AGA)6 18 72160671 72160688 TGGTGAGCTTTGGTGATGAA AAAACACCCACAAGGCTGAG 262

Ai02B16202 Araip.B02 16202 p2 (AT)42 84 72174317 72174400 GGGATAGGTGGTAACTTAGGGG TTCCACCATCTCCTGGAATC 268

Ai02B16205 Araip.B02 16205 p2 (GT)6 12 72186540 72186551 AATCCAAGCGTATATAAAGAGTACATT GACGGATCCACGTTTTGATT 273

Ai02B16213 Araip.B02 16213 p2 (AT)10 20 72218693 72218712 TGGCACTGTTACTGGGGATT CGCACCATGTGATAAACAGAA 246

Ai02B16214 Araip.B02 16214 p2 (CT)8 16 72225236 72225251 TTCTTATCTTTTCAAAACTTGTTTCA GAATGAGATGGGGGAGGAAT 280

Ai02B16215 Araip.B02 16215 p3 (AAT)6 18 72228871 72228888 GCAAAAGGGAAAAGCATGAG TCTTCCTCACCAAAAATCCG 242

Ai02B16216 Araip.B02 16216 c (T)11gaaaaa(T)10 27 72230603 72230629 GCCTAACATGCCCTATCCAG TCGAGTTTGGACAACTGACG 277

Ai02B16218 Araip.B02 16218 p2 (TA)7 14 72248531 72248544 CAAAATCCAGTGAGGGTTCAA TTCACATTCTCAAGGAGCCA 165

Ai02B16219 Araip.B02 16219 p2 (CT)8 16 72249407 72249422 ATGCATCCATTCAGGGAGAG TGGAAAGGGTTCACAAGTCA 219

Ai02B16221 Araip.B02 16221 p2 (TC)6 12 72260518 72260529 TTTCAACATCAGGTTCGGCT AAGTTGGAAAATCAACCGGA 252

Ai02B16222 Araip.B02 16222 p2 (TA)6 12 72261163 72261174 TCAAACTCCAAACTCGACCTG TCAGATGCATGTTGAGAGGC 266

Ai02B16228 Araip.B02 16228 p2 (AG)6 12 72272585 72272596 CCTATCATTTGCGGCTGATT TAATTGGTGGCTCCAAATCC 193

Ai02B16230 Araip.B02 16230 p3 (CCA)5 15 72276948 72276962 TGCCACTTCCAATTTCCAAT GAAGCCACTACAAGCTTCGG 268

Ai02B16231 Araip.B02 16231 c (T)10aaatttaaagtcgttctcaatatttcatgtggtattaaaatcaa(T)1569 72279872 72279940 AATTTGGGGTCAAAATCGAA TGCCGAAGGGGATATAACTG 185

Ai02B16233 Araip.B02 16233 p2 (AG)6 12 72287647 72287658 GACGGAATATTGGTCGAAGC GCCGTCGCTAAAATGACAGT 150

Ai02B16236 Araip.B02 16236 p2 (AT)28 56 72295254 72295309 TCTGACTCAACACCGTTTCG TTTTGTGAGAGGGATAGAAGTTG 205

Ai02B16237 Araip.B02 16237 p2 (AT)8 16 72300479 72300494 ACCAAAATGAAGCCACCAAG GGGTTTGGTTTTTGAGTGGA 247

Ai02B16238 Araip.B02 16238 p2 (CT)6 12 72300862 72300873 ATCGGAGTTCCGTAGCTCAA CCCAAGCCCGACATATAAAA 164

Ai02B16242 Araip.B02 16242 p2 (AT)9 18 72303560 72303577 AATGCAAAGCGTTCACACAC ACTAGCTGCCCTAAACTCCG 134

Ai02B16247 Araip.B02 16247 p2 (AT)7 14 72320936 72320949 TGTTGGTTGGGTTCTGTTCA GCATGACTCAGGCTTATTGG 162

Ai02B16250 Araip.B02 16250 p2 (CT)6 12 72344960 72344971 TCTCAGAATCTGTGGACCCC GTCTGTATGGTTCGGCCATT 231

Ai02B16253 Araip.B02 16253 p2 (TA)6 12 72361552 72361563 GAAGTGCGAAACACACAGGA GAATCACAACAATCCACACACC 264

Ai02B16255 Araip.B02 16255 p2 (AT)7 14 72372860 72372873 CACCGAGGACGGTACAAACT CAAATCAATTGGTGTGCCCT 224

Ai02B16256 Araip.B02 16256 p2 (TA)6 12 72381116 72381127 GAAAAGAAGGGCGAAACACA CAGAATCACAACAATCCACACA 272

Ai02B16259 Araip.B02 16259 p2 (CT)7 14 72387166 72387179 AAAGCCTTGACACCTCAGGA AGTGGTGAAGAGGTTGTGGG 151

Ai02B16261 Araip.B02 16261 p2 (TA)9 18 72397553 72397570 TTTTGGGAGAGTTGGGAACA GGCATTTTGTGCCCTTTTTA 216

Ai02B16264 Araip.B02 16264 c (AAAT)5aaaataa(T)1037 72409294 72409330 CCTGATCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16265 Araip.B02 16265 p2 (CT)8 16 72437246 72437261 AGAAAGGGGCATTTTTCCAT ATAGGTGAGGGGTTTTTGGG 167

Ai02B16268 Araip.B02 16268 p2 (AG)6 12 72458233 72458244 AAAATAAAAGAACATTAAACCTGGGA ATTACAAAATACGCCCGCAG 244

Ai02B16271 Araip.B02 16271 p2 (CT)6 12 72465269 72465280 GGGAACATTAAACCTGAATTGG AAACTCCAAATGACGCGAAC 263

Ai02B16272 Araip.B02 16272 p2 (TA)12 24 72467273 72467296 AAGAAGGGCGAAACACACAG CAGAATCACAACAATCCACACA 280

Ai02B16277 Araip.B02 16277 c (TTTAT)5tttaatttcatttttc(A)1051 72482941 72482991 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 210

Ai02B16280 Araip.B02 16280 p2 (CT)6 12 72498404 72498415 CTTTTTGTTTGTTTCTTATCTTTTTCA ATGAGAGGGGGAGAATTTCG 220

Ai02B16281 Araip.B02 16281 p3 (TAT)5 15 72498734 72498748 TTTCGAAATTCTCCCCCTCT TTCTTGTCCTTGCTCCTGCT 239

Ai02B16282 Araip.B02 16282 p3 (TTC)5 15 72500601 72500615 TTCTCACAACACAACGCTCC CGGTCTTAGGTGCCATCAAT 186

Ai02B16285 Araip.B02 16285 c (AAT)6ggaaatcctttatactacagtatagggatccctttgtaagtagaagaagagggggagataaaggatgtgatgtaaagg(A)14110 72525369 72525478 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 275

Ai02B16286 Araip.B02 16286 p2 (GA)6 12 72525711 72525722 ATGAGATGGGGGAGGGATAA TCTTTTCAAAATTTGTTTCAACC 259

Ai02B16291 Araip.B02 16291 p3 (TTC)5 15 72575601 72575615 GCCCTCCATTCTTCATCAAA TGAACCTTTCCATCTCCCAG 278

Ai02B16292 Araip.B02 16292 p4 (AATA)5 20 72587460 72587479 TTCCTGACCACTTTCTCTCTCC AGCATATGACCCCAGAGTCC 204

Ai02B16294 Araip.B02 16294 p2 (TA)10 20 72597969 72597988 GGGCATTTTGTCCCCTTTTA GGGAAGCATTGGTTGAGATAA 280

Ai02B16295 Araip.B02 16295 c (T)12c(T)11 24 72614424 72614447 CTTGGGGCATTTTTATCCCT GGTATACTTGGGAAATTCGGG 214

Ai02B16296 Araip.B02 16296 p2 (GC)6 12 72617726 72617737 TGAGGTGTTTCGCAACTGAC AAAACCCGAGATTTATGCCC 252

Ai02B16298 Araip.B02 16298 p3 (TTA)10 30 72641160 72641189 AGTGTCAACCAGCCAAAAGC TCCTCCTTGGATGAGATTTGA 185

Ai02B16299 Araip.B02 16299 p3 (GAA)5 15 72668393 72668407 CCCTCGAGCAAGAGAAGAAA CCCAGAACAAGCACCAATCT 172

Ai02B16300 Araip.B02 16300 p3 (AAT)5 15 72669889 72669903 TATTTTTGGCTGCCATCTCC GAACCCCCTCTTCCATCTGT 280

Ai02B16301 Araip.B02 16301 p2 (AG)6 12 72670203 72670214 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTGTGAATCAA 279

Ai02B16304 Araip.B02 16304 p2 (TA)6 12 72686401 72686412 GGGGACAAAATTACCCCAAT ATGTGGCCAAGGTAAAGGTG 244

Ai02B16312 Araip.B02 16312 p2 (AT)6 12 72729832 72729843 CCCATGTGCATCGATTCTTT TGGGGAATTTTATGGGAACA 215

Ai02B16314 Araip.B02 16314 c* (CA)6(A)10* 21 72766038 72766058 GGCATCAATTTAACCCCTCA AGAGCAACGAGAAACGGAAG 227

Ai02B16317 Araip.B02 16317 c* (TACA)8(AC)9*(AT)761 72778281 72778341 TAACTCAGTCTGCGAAGCCA TGGAGTGGTTTCTGGGTTTC 239

Ai02B16318 Araip.B02 16318 p2 (AG)7 14 72784733 72784746 GGGAATCCATCCATTCATTG AACATGGAAAGTTCATAAGCCAA 275

Ai02B16321 Araip.B02 16321 p2 (AG)8 16 72791378 72791393 CAGATTTCGTCCCCAGTGAT AACATTGAACCGGGAATGAA 263

Ai02B16322 Araip.B02 16322 p2 (AG)6 12 72800891 72800902 GCGCTCGAATTGTTCACTTT GGGAATGAAAAGCATAGATGGA 267

Ai02B16327 Araip.B02 16327 p2 (CT)7 14 72851618 72851631 CTTTTTGTTTGTTTCTTAACTTTTTCA GGCAGAGATGTGAGATGAGATG 280

Ai02B16328 Araip.B02 16328 p2 (AT)7 14 72867970 72867983 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 141

Ai02B16329 Araip.B02 16329 p2 (AT)10 20 72883674 72883693 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai02B16340 Araip.B02 16340 p4 (AAAT)6 24 72999647 72999670 TCGAAAATCTTCACCCATTTTT GGGTTAGCATATGACCCCAG 180

Ai02B16342 Araip.B02 16342 p4 (AAAT)5 20 73038487 73038506 TGCCTGAGATCACAATTTCG ACAGCCAGCTAGGCTTCAAC 274

Ai02B16343 Araip.B02 16343 p3 (TTC)5 15 73040949 73040963 ACACAACCCTCTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 230

Ai02B16347 Araip.B02 16347 p3 (TTA)5 15 73093516 73093530 TGGGATCGACCCTTACTCAC GTTGACCATCCGTCTCCAGT 274

Ai02B16350 Araip.B02 16350 c (T)11cgccta(T)11 28 73117178 73117205 CGCTCATCACAACACCAAAC TGAAGCAAGAAAAAGCAGCA 275
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Ai02B16351 Araip.B02 16351 c (ATA)5aggatcctttataccacagtatagggatccctgtgtgagtggaagaaaagagggggagatattttcgaaaatt(AG)6100 73119575 73119674 GACAAGGAAGAATGGCCAGA CTTCTTATCTTTTCAAAATTTGTTTCA 209

Ai02B16353 Araip.B02 16353 c (T)10cgaaaattatatg(A)1033 73120704 73120736 GCATATGCAAGTGACACCAAA CTAGTGTTTTGGACCGGAGC 261

Ai02B16356 Araip.B02 16356 p2 (AG)7 14 73125872 73125885 TGAAAAAGGGTTAGTGATTTTCG TTTCAAAATATCTCTTCCAACTTCC 262

Ai02B16361 Araip.B02 16361 p2 (TC)6 12 73159327 73159338 CACCGGTTTTTCAGTCGAAC TGAAATTTCGAAAAAGAGGAGA 199

Ai02B16369 Araip.B02 16369 c (A)12(TA)9 30 73228129 73228158 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 265

Ai02B16370 Araip.B02 16370 p3 (CTA)6 18 73258747 73258764 GATGGTCAGCACGACGTAAA AATGACCCTATCCCGAGGAG 234

Ai02B16371 Araip.B02 16371 p3 (CTA)6 18 73264343 73264360 GGTTCAATTGGTCATCGCTC GATTCGGAAGGCTGCATTAG 256

Ai02B16372 Araip.B02 16372 c (GAA)6(GGA)6 36 73276937 73276972 GAAAGGGGGATGGTGGAG TCCTCCCTTGTTCTTGCCTA 276

Ai02B16373 Araip.B02 16373 p3 (TGT)8 24 73278121 73278144 CTTCTGCCAGCAACAAATGA TTCTCACTGCCACCTCCTCT 140

Ai02B16374 Araip.B02 16374 p3 (TTC)5 15 73285175 73285189 GGGGATTGTTGAGTTTGGAC TCAAAGAACACGAAATTACCAAGA 219

Ai02B16377 Araip.B02 16377 c (T)10aatctggattgaagttgatgaggaataaggagtcaag(A)1259 73296367 73296425 GTGGCATGAGAGAGAGGGAG TCCATGTTGAGACAGTTGCC 221

Ai02B16379 Araip.B02 16379 p2 (TC)6 12 73300004 73300015 GAAGGGAAATGTGATGTGGC CTTTCTTTCCAATGGGAGCA 215

Ai02B16380 Araip.B02 16380 c (TC)19(TG)6 50 73301424 73301473 GAGGTGGTGTAATCGCCAAT GGGTCTTAGCATTCCCATCA 243

Ai02B16383 Araip.B02 16383 p2 (CT)6 12 73304885 73304896 ATGGCTGCATCTTTAGAGGG AGGTCGTTCTCAACCACCAG 270

Ai02B16384 Araip.B02 16384 c (T)11attatttcttttttctgcggcgttattggttagaaaggcgggtgtatattgcattttatgctaaattccacatga(AAAAG)6116 73308151 73308266 CGTATTGTAGGCAACGAGGA GTTCCCGACATCCAAGGTTA 272

Ai02B16387 Araip.B02 16387 c (A)19ccgtaatccataaaacttaaaatcacctgaatttgtgtatgaattggacattaagttaaccagta(AT)8100 73310327 73310426 GAAAGAAACGTTGCAAAGGAA CGAAAATGAGAAAGGGCTTG 243

Ai02B16389 Araip.B02 16389 p2 (AC)8 16 73320233 73320248 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 238

Ai02B16393 Araip.B02 16393 c (TA)8(T)10 26 73403219 73403244 TACTTTGGGGCATTTTGTCC GGGAAATTGGGTTTGGAAAT 204

Ai02B16395 Araip.B02 16395 c (A)10tattacttcaaccaagtggtaaaatatgc(A)1352 73410173 73410224 CGAGCTCTAAACCATGTTCCA ACCGACTTCCAGGGGTTAGT 238

Ai02B16396 Araip.B02 16396 c (TTTTA)5ttgaacctggagttttgcataacattcatcttaacactgcattctgcatctcttttcagac(A)1096 73413997 73414092 GTGCTAGGTGGGAGACAACC GCCTCTAGCACTGCTCCTGT 265

Ai02B16401 Araip.B02 16401 p2 (AG)6 12 73425543 73425554 GGGGTGAAGATGAGGAGATG TGTTTGTTTCTTATCTTTTTCAAAACT 266

Ai02B16404 Araip.B02 16404 p2 (TC)6 12 73432192 73432203 CATGGTGCAGGAATGAGAAA GGTGAGGTAGGTGGGGTTTT 204

Ai02B16406 Araip.B02 16406 p2 (TC)6 12 73437911 73437922 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 204

Ai02B16412 Araip.B02 16412 p2 (TA)6 12 73471260 73471271 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAAAATTTTGGG 158

Ai02B16414 Araip.B02 16414 p3 (GAA)5 15 73487909 73487923 CGGTCTTAGGTGCCATCAAT ACCTTAAATGGCCGAACCTT 251

Ai02B16415 Araip.B02 16415 p2 (GA)6 12 73490498 73490509 GGGTTCGAATTTGGTGAGTG TCTCATCTTTTTCAAAACCACC 280

Ai02B16419 Araip.B02 16419 c* (A)10caaaaaag(A)10(AT)10*47 73500303 73500349 TTGGAAACAATTGGTTTGAAAAT TACTTTGGGGCATTTTGTCC 212

Ai02B16423 Araip.B02 16423 p3 (AAG)6 18 73511798 73511815 CGTTCAAACCCAAACTCGAT ACATTCTTCTTCATCCCCGA 131

Ai02B16428 Araip.B02 16428 p2 (CA)17 34 73526601 73526634 AATCTTGTCACAACCCCACC CCTGTAGGCAAAGTCTTCCG 203

Ai02B16430 Araip.B02 16430 p2 (AG)10 20 73530868 73530887 TACAGTGTCCGCCACACTTC TGATGGGGTTTGATTGAGAA 142

Ai02B16431 Araip.B02 16431 p2 (AT)6 12 73534100 73534111 GGGCTAAACAAATAATGGCCT CAACCTGTGAGAATTGAGCCT 175

Ai02B16433 Araip.B02 16433 c (A)10tagacgaaaaaaaatag(A)1037 73544553 73544589 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 242

Ai02B16434 Araip.B02 16434 p2 (AG)11 22 73553850 73553871 TGCATATTTTATGATTCTTGCAACT TGCATGGTTCAGTTTTTCCA 261

Ai02B16438 Araip.B02 16438 p2 (CT)8 16 73583112 73583127 CGCGACTGCGTCAATTAGTA AACCTTGTTAATGGGGTGAGG 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16443 Araip.B02 16443 c (A)10tgtg(A)10 24 73599510 73599533 TGCGATTAATAACTGAACGTCAA CGATGAGCGTAGAGAACAACC 278

Ai02B16450 Araip.B02 16450 c (AC)18(AT)9 54 73639885 73639938 ACTCCGCATGCTGTGATTAG TAAACGTGTTGGCACGAAAA 192

Ai02B16451 Araip.B02 16451 p2 (TA)7 14 73640130 73640143 TTTTCGTGCCAACACGTTTA ATCCATCCCTCAGACTCACG 267

Ai02B16457 Araip.B02 16457 p2 (TC)16 32 73674321 73674352 ACGCAAAAGACATTATCGGC ATGGTAGGGTGTTACAGCGG 216

Ai02B16466 Araip.B02 16466 p3 (TTC)5 15 73743256 73743270 TGTTCGCGTTCTTCTTCTTG AAATTGATGCGTTTCGGAAG 259

Ai02B16467 Araip.B02 16467 p2 (AG)8 16 73746547 73746562 CCTCTGCTCGAACAATCACA CACGACGGAAGAGGTAAAGG 216

Ai02B16468 Araip.B02 16468 p2 (TA)6 12 73750728 73750739 TCAAAAACTCACGGGTTGTG CCTTTTTAGCATACGATAATTTGGA 277

Ai02B16471 Araip.B02 16471 c (TAAA)6gat(GA)945 73768601 73768645 TCGAACACAGAGAGAGGGTTC CGAAAATCACTAACCACTTTTTCA 252

Ai02B16473 Araip.B02 16473 c (T)10cgaaaattattttgg(A)1035 73769774 73769808 TCAAGCAAGGAAAATCATCAA TTTTGGACCGGAGCTTTAGA 278

Ai02B16475 Araip.B02 16475 p3 (AAG)6 18 73776558 73776575 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai02B16479 Araip.B02 16479 p2 (TC)6 12 73795311 73795322 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 235

Ai02B16483 Araip.B02 16483 p2 (AC)6 12 73814242 73814253 CAAGGTACCGGGTGAGTGTT TTTCTTTGTTCCACCTTCGC 172

Ai02B16488 Araip.B02 16488 p3 (AGA)6 18 73858013 73858030 GGCCTTAGGTGCCATCAATA ATATGGCCGAACCTTAACCC 248

Ai02B16490 Araip.B02 16490 p3 (CTT)6 18 73864701 73864718 TTTCTCACCGGTTTTCTATTTTG CCCCTAATGAAAGTGGGGTT 166

Ai02B16491 Araip.B02 16491 c (A)11tttttcaaaaacctttcaaaaatttctcctttgttttcgaaaaaa(T)1167 73868850 73868916 TCGAGTTTGGACAACTGACG CACGCCTGACATTCCCTATC 270

Ai02B16493 Araip.B02 16493 p2 (CT)6 12 73870257 73870268 TTTTTGTTTGTTTCTTATCCTTTTCA GATGAGGGAGAAGGATTTTCG 218

Ai02B16494 Araip.B02 16494 p3 (TTC)5 15 73873552 73873566 TTTCTTCTTGGCCGAAACAC GCTTTTGTCTTCCCTTTCCC 201

Ai02B16495 Araip.B02 16495 p2 (AT)6 12 73874985 73874996 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 215

Ai02B16498 Araip.B02 16498 p2 (AG)6 12 73884755 73884766 TTGTTTGCTCCAATGGTTGA TTTTGTTTGTTTCTCATCTTTTTCA 258

Ai02B16499 Araip.B02 16499 c (T)10cgaaaacaaaggagaaaattttgaaatatttttgaaaa(T)1058 73886165 73886222 CCAGGCTTCACATGCTTCAT TCGAGTTTGGACAACTGACG 218

Ai02B16500 Araip.B02 16500 p4 (TAAA)5 20 73891844 73891863 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 199

Ai02B16507 Araip.B02 16507 p4 (TAAA)5 20 73955962 73955981 TTGCAAGTTCAAACACAATTTTT TGGACTCTAAAGATTTCCAATCTAA 259

Ai02B16508 Araip.B02 16508 p3 (AAT)21 63 73956678 73956740 TAGAGCTGGAGAGAGCGAGG TCTTTTCTTCCGCTGCGTAT 237

Ai02B16509 Araip.B02 16509 p3 (AAT)5 15 73960246 73960260 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai02B16510 Araip.B02 16510 c (AG)6ttagttaggtagttttgaaaaagttaagaaacaaacaaaa(AGTT)572 73960580 73960651 AAGATGGGAGAGGGAGAATTT CCTGCTAACTTCCTATCTTTTCAA 278

Ai02B16514 Araip.B02 16514 p2 (TA)11 22 73974087 73974108 CTCAGAGTGAGTCAGTTCAATGG CAAAGTGAGTCAGGTTCAATGG 248

Ai02B16515 Araip.B02 16515 c (AAT)19(ATT)14 99 73974466 73974564 TGATTGATTGGATTGTGGTCA GAAGGCAAATAAAGTCGAATTATGA 278

Ai02B16517 Araip.B02 16517 p3 (TCT)5 15 73986508 73986522 AGTTGATTTCCGTGGAGGTG AGTCAACCAAAGCCATGAGG 143

Ai02B16518 Araip.B02 16518 p2 (AG)6 12 73993740 73993751 TGCTTTCTGCCCTTTGAAAT TTGCACTGAGCAGTTGAACC 201

Ai02B16526 Araip.B02 16526 c (A)10cagttttcaaattaa(TATTT)550 74033571 74033620 CCCCTGTTTCTTTACGTCCTT TGGGTAACACCAAACTTAATTTCA 280

Ai02B16527 Araip.B02 16527 p2 (TC)6 12 74039910 74039921 ATTATGAAGAATGCGCGACC TCAGGTTGTGCTCCTCAGTG 270

Ai02B16529 Araip.B02 16529 c (A)12ttcgaaaatccttctccccctctcgcatcttattctatttatttattcatctactaacatctctccctcacccaccaaaaatccgaacc(CT)6113 74048498 74048610 TTCGAAAATATCTCCCCCTTT GAAGAAAAGAAGAAGAGAAAAATCTGA 273

Ai02B16530 Araip.B02 16530 p3 (TTC)5 15 74050083 74050097 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai02B16531 Araip.B02 16531 p3 (TGT)5 15 74052846 74052860 TTTTGGATATATTTGGTTGTGGA TTCAAATGTCATGGCTCGAA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16532 Araip.B02 16532 p2 (AT)15 30 74055609 74055638 TGATACGACTCTCAAGGTGGA TAGCCGGCCTAAACTTCGTA 269

Ai02B16533 Araip.B02 16533 p3 (TCA)6 18 74056854 74056871 CCTGGAGCAAGTGGATCAAT TGAAAGAGAGGAACAAAGTGTGA 248

Ai02B16536 Araip.B02 16536 p3 (TGC)5 15 74059219 74059233 GGTGTCTGAATCTTCGTGTTTG CCAAATCATTCTTGCCCAAT 220

Ai02B16538 Araip.B02 16538 p2 (CA)6 12 74065825 74065836 GCCATTAGCTGATGTTGGGT CGGAGAAAGGAACGACAGAG 248

Ai02B16539 Araip.B02 16539 p3 (TCT)6 18 74066061 74066078 CTCTGTCGTTCCTTTCTCCG GAAACAAGTCTGAGGCGAGG 247

Ai02B16541 Araip.B02 16541 p3 (TTA)10 30 74074140 74074169 AAGCTGTTGAATAGGCTGCTG TCATGTTTGGGAAACAAGGT 266

Ai02B16543 Araip.B02 16543 p2 (AT)6 12 74077431 74077442 AAATCGGCCATGTTGACAAT ACTGGTGGAGAGCAGCAAGT 183

Ai02B16544 Araip.B02 16544 p2 (GA)15 30 74077571 74077600 CTGGTACTTGCTGCTCTCCA TTGAAGCTTCTCACTGTCGG 177

Ai02B16545 Araip.B02 16545 c (T)15aaatttttttagttagttttttatttac(T)1053 74079051 74079103 CGATGACATTGTTGGTTTCG ATTTTCCAGCAGTCTGCCAC 226

Ai02B16549 Araip.B02 16549 c (ATAC)19(AT)10 96 74084742 74084837 AAAGCTCAAGACTCGGTTCG CATTTCGGGTTGTCTTTTGG 170

Ai02B16550 Araip.B02 16550 p3 (GAA)7 21 74088604 74088624 TCATCCTTAAATTTTCTTGCCA TGTGCGTATAAGTGGAATTAGTTGA 202

Ai02B16551 Araip.B02 16551 p6 (CTTTTT)5 30 74095711 74095740 TTGATACCTTCACGCCACAA GAAAAACACAAAGCTTGCGA 245

Ai02B16552 Araip.B02 16552 p2 (GA)6 12 74096445 74096456 AGATGATTCGCCTCCCTTTT TCATTATGAAGAATGCGCGA 266

Ai02B16558 Araip.B02 16558 p3 (ATA)7 21 74119701 74119721 CCATTTTCCAACACCAAACC GGTTGAGTGTGTCGGTTCCT 176

Ai02B16559 Araip.B02 16559 p2 (AT)8 16 74121802 74121817 GAAGGCAAATTGGACAAAGC GCCCGTTGACACCAATTTAT 218

Ai02B16560 Araip.B02 16560 c (C)13ttt(TC)11 38 74123926 74123963 CACAAGAAACATGCAACACTCA GCAAATCTACAATGAGGGGG 262

Ai02B16568 Araip.B02 16568 c (AAG)8aaatgctgtctcttctcgaatt(AGAGA)571 74159090 74159160 CATGGCAGTTTGCCTTCTTT TCAACCAATTCCCTCTTTGC 243

Ai02B16571 Araip.B02 16571 c (TGA)5tggtgatgacgacgttgataatggtggtagagtggcagt(TGG)569 74164020 74164088 TCAGATGAGGAGGAGCATGA AAATTTTGCGCCAGAATCG 245

Ai02B16572 Araip.B02 16572 p2 (AT)9 18 74164640 74164657 CGAGATTCTTGGGTGCAGTA GAAAACCCGTCTGAGTTGTTTA 280

Ai02B16575 Araip.B02 16575 p2 (AT)7 14 74175426 74175439 CCTGTAAAGGGGTTAACGGA TGGGACAGACCTCGGAGATA 198

Ai02B16578 Araip.B02 16578 p2 (AT)10 20 74185592 74185611 TGGCGCCTAACTTCATTTCT CACGGGTGTATGTGATTTGC 269

Ai02B16583 Araip.B02 16583 p2 (AT)8 16 74205436 74205451 TTCTCTGGTTCATCACTCGAA TTGTCAAAATTAGGCCAAATAAA 280

Ai02B16585 Araip.B02 16585 p3 (TTG)5 15 74209552 74209566 AACATCCAGTCAGGAGGGTG TTTGGAACAATTAGACAAAAAGTCA 278

Ai02B16591 Araip.B02 16591 p3 (GAT)7 21 74227891 74227911 GCATTAGTTAGCGAGGCTGG TCCATGGACTCTCCTCCTTG 193

Ai02B16596 Araip.B02 16596 c (TA)10catgagataataatatctccagtgagaaagtgatagggcactttttctacgagacttgtttattcatgcattgagata(T)10108 74236397 74236504 TTTTCCTACGTTCTCTTTCTGATT CCATGAGCTCACGTGTCAGT 254

Ai02B16597 Araip.B02 16597 p2 (AT)8 16 74237200 74237215 AGTTTGGCGAAAAGATTCGT TGCACGATCTCAGTAGGGAGT 116

Ai02B16600 Araip.B02 16600 p2 (AG)6 12 74247859 74247870 GAGTTGCAGTGGCAAATTGA ATCTGTCCAGATTCGTCGCT 264

Ai02B16601 Araip.B02 16601 p2 (AT)6 12 74248995 74249006 TGCAGTTGTGATTTGTTGTTTTC AATCAGCCACCAAAGTCAGC 238

Ai02B16602 Araip.B02 16602 p2 (GA)6 12 74253692 74253703 GAAATTTTGAAAAAGGGGGAA TCTTGTGATTTCTTGTGAATCAA 277

Ai02B16611 Araip.B02 16611 p2 (GA)8 16 74284088 74284103 GCTACATGGGGCTGAAGCTA TCTGTCTCCTATTTTGCACCAA 230

Ai02B16615 Araip.B02 16615 c (T)10aaataaaaccataacaaggtaaataaaagttagaaccaaaagacaagaaagaaatagaaatttaaaagataag(A)12ggcaaagacgattaggatgaataaaaaagaaaaagagatagaaaaacagagcaagaagagagaacaaaaaaagtaaagatcagaatgagag(A)12198 74293485 74293682 TCAATGAAAGATTATTTTTGTCCAAG AAAATGATCTCATCTTCTTTGTTTTT 275

Ai02B16616 Araip.B02 16616 p2 (TC)6 12 74296701 74296712 TGATGAATGCAGCATCAAAAG TGTTGTGGATTTCCGAATGA 133

Ai02B16620 Araip.B02 16620 p3 (AAG)5 15 74300236 74300250 AAAACTCTGAAGAGATAAGGGGC CGACATGCACCAAATTGAAC 173

Ai02B16624 Araip.B02 16624 c (TAA)6atcaaaataatactgtttattcattggtg(T)1057 74302460 74302516 TTTGATAGTCAATAGAATTCAGCCT TTTTCAACTAATGTTATCCAGAAAAA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16628 Araip.B02 16628 p2 (CA)9 18 74324785 74324802 TAGCATTCACACACGCACAC TGGACGAAGAAGCTTGTGAA 220

Ai02B16632 Araip.B02 16632 c* (AT)9(TATG)6* 39 74331446 74331484 ACCCTTTTCTCGTTTTCGGT AGAGGGCATTGTAATCGGTG 273

Ai02B16634 Araip.B02 16634 p2 (CT)7 14 74335420 74335433 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGAGAGCAGAGATGTGGGA 273

Ai02B16636 Araip.B02 16636 p2 (AG)7 14 74348166 74348179 CCACAGGTATAGAGGTTCCCC CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai02B16639 Araip.B02 16639 p2 (CT)7 14 74354937 74354950 TGCATCCATTCAGAGAGAGC GCCTTCAGATGTAAAGCAACAA 280

Ai02B16645 Araip.B02 16645 c (TA)10c(AT)21 63 74375172 74375234 TGCCAGAAGTTTACCCCATC TGGAATGTTATGCAATGCAAC 242

Ai02B16646 Araip.B02 16646 p3 (TAA)8 24 74384551 74384574 AAAATCAACTGGGTAACACCAAA AAATTTTTGGCGTCGTTGAC 237

Ai02B16647 Araip.B02 16647 p2 (TA)19 38 74394437 74394474 TATTGGGAATTTGGGTGCAT CATTGGGGTAATTTTGTACCCT 265

Ai02B16648 Araip.B02 16648 c (T)10g(T)13 24 74407012 74407035 TGCAAAGATCAAACAAAGGAGA TCTTTTTCGTTCTCCCCAAA 231

Ai02B16649 Araip.B02 16649 p3 (ATA)5 15 74411218 74411232 ATCACTCAACCCAAGCCAAG TGTCACTTTTATGTTCATGCACTC 242

Ai02B16652 Araip.B02 16652 p3 (AGA)9 27 74421425 74421451 AGGCGTTCATGTACAAAGGG TAGGGTTTTCCCCAATCCTC 223

Ai02B16654 Araip.B02 16654 p3 (GAA)7 21 74451770 74451790 TGTCTTTGTTGCTCCTCCCT TTCCCCCTCCTCTCCATATT 252

Ai02B16656 Araip.B02 16656 p2 (AG)7 14 74454112 74454125 ATGAGAGGGGGAGAATTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 228

Ai02B16658 Araip.B02 16658 p2 (GA)6 12 74456445 74456456 ATCCGCTCATCAGTGAGCTT TCCGGATCAAAAGTTATGGC 201

Ai02B16663 Araip.B02 16663 p3 (AAT)5 15 74486593 74486607 GCAGGAGCAAGGACAAGAAC AAGTTGTTTGCTCCAATGGC 250

Ai02B16664 Araip.B02 16664 p2 (AG)6 12 74498025 74498036 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 161

Ai02B16665 Araip.B02 16665 p2 (AG)7 14 74498230 74498243 CAGAAGGAGATGAGAGAGAAGGA TGGTGTCAATTGCATGTTCA 271

Ai02B16668 Araip.B02 16668 p5 (AAAAT)5 25 74508912 74508936 GCTTGATGCTTCTTTCTGGC GGAAGGTTCCAACAATGCTC 272

Ai02B16676 Araip.B02 16676 p3 (TAT)6 18 74584073 74584090 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai02B16677 Araip.B02 16677 p3 (TTC)5 15 74586820 74586834 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 209

Ai02B16680 Araip.B02 16680 p2 (TA)6 12 74601862 74601873 AGCTCCAGGTTCAGCCTACA TTTTCAGATGCAGGTCGAGA 259

Ai02B16681 Araip.B02 16681 p2 (TA)8 16 74607154 74607169 TTATCGTTGCTTTGATTGTTTTT TCTCAGCCATAATTACCAATTGAA 269

Ai02B16685 Araip.B02 16685 c (T)10g(T)11 22 74626159 74626180 GGAGGTGGAAGGAGAAACCT TTGTTCATTAGGAATATAGGAATTTG 277

Ai02B16686 Araip.B02 16686 p4 (ATTA)6 24 74626714 74626737 AGGATTGATATTATTTATGACGACACT GGAAGCACAGATTTCATCCC 208

Ai02B16690 Araip.B02 16690 p3 (TTG)5 15 74659988 74660002 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 251

Ai02B16691 Araip.B02 16691 p4 (TTTA)6 24 74686411 74686434 CCATGATGGAGAAAGGGAGA TTTCGAAAATCTTTCACTCATTTTT 126

Ai02B16692 Araip.B02 16692 c (TC)7ctttcctctccccctcttctctctctt(TC)755 74692098 74692152 TCATTCTCTCTCTCCCCTATCC AAAGAGAGAAAGGGATACAAGGG 211

Ai02B16693 Araip.B02 16693 c (TC)8cctctttctccccttcctttttttccttc(CT)657 74692364 74692420 CTCCCCGTCTTTCTCTCCTT AGGGGCAGTGGAGAGAGG 269

Ai02B16694 Araip.B02 16694 p2 (TC)12 24 74692681 74692704 TCTCCCTCTCTCCTTCCCTC TACCAAGTTGCTCACGTTGC 196

Ai02B16695 Araip.B02 16695 p3 (AAG)6 18 74693822 74693839 ATTTCTGGAAAGCCCTGGAT CACATCCATCCATCTCCTCC 280

Ai02B16696 Araip.B02 16696 c (T)10aaattaaaaataaaaaataagaataattagttaattaaaaagaa(T)11gaaaaagagggaagatattttcgaaaatt(AG)6106 74694317 74694422 TCGAAAATGGTTTTTGAAAATTG CTAACCTCCTAACTTCTTATCTTTTCA 244

Ai02B16698 Araip.B02 16698 c (GA)15aaaatag(GA)9agtgagggagagagaaaaagagaagggagaggagagagagaaacaaaaggaaaaagagagggaaaagagg(GA)17159 74698067 74698225 AAAGAAAGGGCAAAAAGAGGA TTTTCTCCCCTCTCCCCTC 272

Ai02B16699 Araip.B02 16699 c (GA)6aagaaaaaggggaaggggagagaaaaagaaagggagagtagagagagaaagaacaggggagagaa(AG)12101 74698334 74698434 GAAGGGAGGGAGAGCGAG TGTCTCTTTTCTTTCCCCCA 255

Ai02B16701 Araip.B02 16701 p2 (GA)6 12 74699745 74699756 GAAAGGGGGAGAGAGAGAAGA TTTTATTAGGGGTGTGCAAAAA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16702 Araip.B02 16702 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgcccttgagcaaaaaaagaaggaat(AGA)690 74722357 74722446 TTGAGGTTTCTCTGGCCTTG TCAACATCTCTTTCCCACCC 204

Ai02B16703 Araip.B02 16703 p3 (AAT)5 15 74724635 74724649 TTCTTGTCCTTGCTCCTGCT CCAAATTTGAACCCCCTCTT 157

Ai02B16704 Araip.B02 16704 p2 (AG)6 12 74724958 74724969 AGGGGGTTCAAATTTGGGTA TTTTTGTTTGTTTCTTACCTTTTTCA 280

Ai02B16707 Araip.B02 16707 p2 (GT)19 38 74746271 74746308 TGATTGAGGCCATTGTTGAA CCCACAAATTCTCCCACACT 245

Ai02B16710 Araip.B02 16710 p2 (AG)6 12 74756092 74756103 AGGGAATGGGAGAAGGAGAA TTTCTCTCTCCTCTGCGAGC 176

Ai02B16714 Araip.B02 16714 p2 (AT)8 16 74776705 74776720 TTTCCTGAGGGCCAGTTATG TTGTTTCTCTTTTTCTCTCTTTTACA 265

Ai02B16715 Araip.B02 16715 c (AAAT)7aagaggtaataaatataaaataaagccatataattagataactctagtattaatattcaccaatataattatctcaatataatagagatg(AT)12142 74782040 74782181 TCAGAGTCTCATGCTGATAACG TCTTTTTCTCTTTTACAAATAAGTTGC 229

Ai02B16718 Araip.B02 16718 p2 (AG)7 14 74791227 74791240 GGCGCGTTTGAGAAGTAGAG GCCACACCATACAATTTCCC 206

Ai02B16719 Araip.B02 16719 p2 (GT)6 12 74803390 74803401 CTTGCTCGGTAATGGTCCTC AACCCTGAAAAACCCTACCC 244

Ai02B16720 Araip.B02 16720 p2 (AG)6 12 74805945 74805956 AACGGATTGAAAGAAATCGG AAGTGGGGTGAGAGTCATGG 277

Ai02B16722 Araip.B02 16722 p4 (TTTA)5 20 74812315 74812334 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 145

Ai02B16727 Araip.B02 16727 p2 (CT)6 12 74828184 74828195 TTGGTTTTCAAAATTTGTTTCA AAGATGGGAGAGCGAGAATTT 270

Ai02B16728 Araip.B02 16728 p3 (TCT)7 21 74830536 74830556 TCAACATCTCTCTCCCACCC TCGTCCTCGAGCAAAAGAAG 116

Ai02B16730 Araip.B02 16730 p5 (AAATA)5 25 74841333 74841357 CTTCAAAAGCGTGGCCTAAC CCGGATGTTGTTTAGGAATCA 261

Ai02B16731 Araip.B02 16731 p3 (ATA)5 15 74843037 74843051 CCTGAAACGAAAGCAACACA CTGTCAGGGAAAATGGGTGT 250

Ai02B16732 Araip.B02 16732 p2 (AG)8 16 74851761 74851776 ATGAAGTGGGAAATGCATCC CATAAGCCAATCTGGCAACA 255

Ai02B16733 Araip.B02 16733 p2 (TC)6 12 74852853 74852864 CACGGGTTTGGCATTATTCT GCCATTACCTTTCTCCCTGA 219

Ai02B16736 Araip.B02 16736 c (TC)6taattttcgaaaatatcttccttctttttttttcaaaaatttctttctaattaactaattatttta(T)10gaattttc(A)10106 74865461 74865566 TTTCTTATCTTTTTCAAAACCACC TTTGGTGAGTGATGTGAGGAA 278

Ai02B16738 Araip.B02 16738 p2 (AC)6 12 74880561 74880572 GGTTAATCCGCTCAAATCTCC TTGCTGTTTCTTGACGAACAA 267

Ai02B16740 Araip.B02 16740 p2 (AG)6 12 74884006 74884017 ACCGAGTCTGGTGAAATGGT GTGTTTCAATCAACCCCGAT 211

Ai02B16742 Araip.B02 16742 p2 (AG)7 14 74924406 74924419 GGCTACAGAGTGGGGAATCA GGAACATTGAACCTGAAATGG 164

Ai02B16745 Araip.B02 16745 p3 (AGA)6 18 74930674 74930691 CGGTCTTAGGTGCCATCAAT ACCCACCTCACCCTCTCTTT 215

Ai02B16749 Araip.B02 16749 p3 (TCT)5 15 74943517 74943531 TTCGAACTCTTCTCCTCTCTCA TCCTTTCAGGTTCAGGATCAA 199

Ai02B16751 Araip.B02 16751 c (A)11gaacgaaaataccgtcgccactatgatcttcaagtgttattttaattttaaatctgcataatg(A)1084 74965016 74965099 TCAGTAAACAAGTCAGCACATGA TTTCAACATGTGTTGTGGATTG 205

Ai02B16753 Araip.B02 16753 p2 (CT)6 12 74981622 74981633 CCCATTTCGGATAGAGCAGA TTGCTTAACCAAAAGCAACG 259

Ai02B16755 Araip.B02 16755 p3 (ATT)20 60 74986620 74986679 TCGTGCAGAGACCCAAATAA AATGACAACAATAATTAACAACATGAA 280

Ai02B16757 Araip.B02 16757 c (CCA)5cagccacatccgccatcaccaccactaccaccag(CAC)770 74989190 74989259 AGATAATGGGATGTGCTCGG TCTGGTGATACGGGATGTGA 211

Ai02B16761 Araip.B02 16761 c (TA)11aggtaatgttaggtagac(A)1353 74993947 74993999 TTGTGAATTTTGGCAGGACA GATCCACCCTTCAATCCGTA 262

Ai02B16764 Araip.B02 16764 p3 (ATT)18 54 74997643 74997696 GGGTCATGGATTGTTCTTGG TTTTGTGCCCAAAGACTGGT 176

Ai02B16771 Araip.B02 16771 p3 (ATT)6 18 75042634 75042651 ACCCTCACATGGGAAAACAG TCCAAGCAAAACAACGATGA 246

Ai02B16772 Araip.B02 16772 p2 (TC)6 12 75046086 75046097 AAGCCCTTTTTGACCCAAAT TCCTTGGATGGGATTAAAACA 186

Ai02B16774 Araip.B02 16774 p3 (GAG)5 15 75055076 75055090 CTCCTCGTGCACCGTCTATT GATGAGTCTCTGCCTGGGAA 226

Ai02B16776 Araip.B02 16776 p2 (TA)7 14 75056886 75056899 TCTCATTTGCAAAAACATGC ATGGGTTTATCAACCTCCCC 264

Ai02B16777 Araip.B02 16777 p2 (TC)6 12 75057764 75057775 TGCATCCATTCAAAAGAGAGC TCAAAGAACAATCTGTGACATGG 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16778 Araip.B02 16778 p3 (AAC)5 15 75069950 75069964 CCAAGGGGTCAAAACTTCAA GCATTCTGGTCGGTCTTCTC 254

Ai02B16780 Araip.B02 16780 p2 (AT)8 16 75081019 75081034 CCAAAACGAAGGTGCAATAC GCATGATTTAAGTGTGGGGG 203

Ai02B16781 Araip.B02 16781 p3 (GAA)5 15 75083482 75083496 TAAAGAGCAGGTTACGGGGA ACTACCGTCGCCAACACTCT 243

Ai02B16785 Araip.B02 16785 p3 (TTC)6 18 75090576 75090593 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 279

Ai02B16791 Araip.B02 16791 p3 (TTA)8 24 75108931 75108954 CCTCTCCAGAAAGCAATTCG CCTCCCTGGATGAAGAACAT 268

Ai02B16795 Araip.B02 16795 p3 (TAA)9 27 75125814 75125840 TTTGCACATGCATGAATCATTA GAGGGATAAAATCCGTCGGT 269

Ai02B16797 Araip.B02 16797 c (TAA)8ta(TAT)8 50 75130212 75130261 TTTTGGGGGTGAAAATCAAA GACCCTCGTGAGGAAAACAA 267

Ai02B16801 Araip.B02 16801 p3 (GAG)7 21 75138990 75139010 TTGTGTCGCAGTTCATTATGC CGTTCCTCTTCCTCCTCCTT 262

Ai02B16816 Araip.B02 16816 p2 (CT)7 14 75154975 75154988 TTTTTGGTTGTTTCTTTACTTTTTCA GAAGCATTCTTAGGCGTTGG 122

Ai02B16822 Araip.B02 16822 p3 (TTG)8 24 75202580 75202603 TGTCCTGTGTTGTATGGCGT CAAGGCAGCATCTGTCAAAA 139

Ai02B16823 Araip.B02 16823 p2 (TC)14 28 75206712 75206739 AAGCTTGGCCATGTTTTGTT TGTGCTAAAATCCAACACTCTGA 278

Ai02B16828 Araip.B02 16828 p2 (AT)10 20 75223521 75223540 TGGTCCATGTAAATCGCAAA ACTGCCCGAGTATGAAGCTC 102

Ai02B16829 Araip.B02 16829 p3 (TTA)5 15 75228773 75228787 CTCGCCATATCCACCAAAAT AACTTGCACTATCCGCAAGG 183

Ai02B16830 Araip.B02 16830 p2 (AT)7 14 75232652 75232665 AACAATTCTAAATACTCCTCTCTCTCC TCCAAGTCTGAGTCTGTCTTCA 247

Ai02B16834 Araip.B02 16834 c (CT)7aattttcgaaaatatctccctctttttcaaaaatttctttttaattaactaattattttaatttttttattttaattttcg(A)10105 75242749 75242853 TTGTTTGTTTCTTACCTTTTTCAA GCAGAGATGTGAGATGAGGAGA 280

Ai02B16835 Araip.B02 16835 p3 (TAT)6 18 75243090 75243107 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai02B16837 Araip.B02 16837 p3 (TCT)5 15 75245098 75245112 AGCCCTCCATTCTTCCTCAT TTAGAATGTTGCTCGCCCTC 137

Ai02B16841 Araip.B02 16841 p3 (CCT)6 18 75264927 75264944 GTAGGTCGTGGAGTCCCTCA GGAGCCGACTCAAACATCAT 216

Ai02B16844 Araip.B02 16844 c (TAG)6taccgtatcccttataaatcgggaaaaccgagttatacctcggtggtggtg(GTA)687 75276613 75276699 TAAGAAATCAAAATGGCGGG TCAGTTTGCCCGATTTAGAA 248

Ai02B16845 Araip.B02 16845 p2 (AG)6 12 75292535 75292546 ATGACAGAGGAGATGGCGAC TTGTGTCGCTGTCGTAGGAG 119

Ai02B16849 Araip.B02 16849 p2 (TC)10 20 75303349 75303368 ATTGCTCCTCGTCCCACTTA TTTGCACGAAAGGGATTTTT 237

Ai02B16851 Araip.B02 16851 p3 (TCC)5 15 75320428 75320442 TACACGTGGTCGATCGAAAG TCCTATTTACGCGAACGGAC 185

Ai02B16853 Araip.B02 16853 p2 (CT)6 12 75337257 75337268 TTTCTTATCTTTTTCAAAACCACC TGAAGAATCCAAACACAAGGG 221

Ai02B16854 Araip.B02 16854 p3 (TTC)6 18 75340358 75340375 ACCCTTCACCACTCACATCC CTCTCCCTCGAGCAAGAAAA 277

Ai02B16864 Araip.B02 16864 p4 (AAAT)5 20 75429667 75429686 GCATGCTCATGTGAGACGA CCCATAATTCCCACTTTTGC 224

Ai02B16865 Araip.B02 16865 p3 (GTT)5 15 75432101 75432115 TCGTCAGTGTTGGTAGCTCG CCTTCCCGAACAACCCTATT 262

Ai02B16866 Araip.B02 16866 p3 (AAT)5 15 75439458 75439472 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai02B16868 Araip.B02 16868 p2 (TC)7 14 75453409 75453422 GGCACTAATCCCTCGATTCA CCACCTTCCCCTAGTAAGGC 184

Ai02B16871 Araip.B02 16871 p2 (GT)6 12 75467024 75467035 GCTTCAATTCAGCTTCTGGG TGCAAAATGGGAGAACACAA 211

Ai02B16873 Araip.B02 16873 p3 (TCA)29 87 75468571 75468657 TTCACCACCTCATTCACCAA CAGGGCAGGATCAAAACAAT 257

Ai02B16874 Araip.B02 16874 p2 (AT)6 12 75470972 75470983 GCTGGTCAAGTCCTAGCCAA TCCGTAATGGAGTTCAAAAATG 277

Ai02B16877 Araip.B02 16877 c (A)11gaagaaaaagaaaaatt(A)1038 75488823 75488860 CATTTGGTTTGGAAATTGGG TACTTTGGGGCATTTTGTCC 197

Ai02B16880 Araip.B02 16880 p3 (GAA)7 21 75500179 75500199 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 214

Ai02B16881 Araip.B02 16881 p2 (AG)6 12 75502376 75502387 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B16883 Araip.B02 16883 p2 (TA)8 16 75510188 75510203 TCCCTCGCCATTAATATTGT GCTTTCGACTACGCCACTCT 254

Ai02B16885 Araip.B02 16885 p2 (CT)7 14 75515717 75515730 CCCCCTCTAAAACCCTACCA TCGATGGAGGGATGATTTTC 150

Ai02B16887 Araip.B02 16887 p4 (ATTT)5 20 75517724 75517743 ATTCAAACAACCACGGAAGC GAGAACGGCCCTATCATTCA 203

Ai02B16891 Araip.B02 16891 c (A)10tgctatttgtacgtcacaatcttataaacatatttatatccacttatgtctcttttgatattttcttttcac(T)1092 75521548 75521639 CTCCTTAGCCAACCCATTCA TGCTGCATCAAAGATGAGAAA 273

Ai02B16894 Araip.B02 16894 c (TAA)5tattagcaaatcaaattat(TAA)549 75523505 75523553 TCCTAGGAAAGAAATGGTTGGA TTTTGGGTTGTACTTGGCCT 156

Ai02B16897 Araip.B02 16897 p3 (AAT)5 15 75525548 75525562 TGAGTTGTGCAAGTTGTGGT TGCAAATTTCAATTTCAAAAGA 228

Ai02B16899 Araip.B02 16899 p3 (CAA)5 15 75527474 75527488 GCTGGAACTTCACTGGTGGT AAAACAGAGGGGGAAGGAAA 212

Ai02B16900 Araip.B02 16900 p2 (CT)8 16 75528009 75528024 GGATAATCATGTGTGCGTCG CGAAAGGGAAATTGAGTCACA 115

Ai02B16906 Araip.B02 16906 p2 (CT)6 12 75585795 75585806 TTTTTGTTTGTTTCTTCTCTTTTTCA GGGTTCGAATTTGGATGAGA 262

Ai02B16908 Araip.B02 16908 c* (AATC)8(ATC)16*(ATT)695 75591603 75591697 GCTGCTACTACCCAGGCATC CAAGGATTGTGGTTCGTCCT 249

Ai02B16909 Araip.B02 16909 p2 (TG)6 12 75594644 75594655 CGTCCCTCTCTTCCTCTCCT AACCCTAGCTGCACTCCTCA 163

Ai02B16910 Araip.B02 16910 p2 (TC)12 24 75608377 75608400 TCCCCTTTCTTCCTTCTTCC CCCAAATAAATTTTCAACACCAA 237

Ai02B16911 Araip.B02 16911 p2 (AT)15 30 75611081 75611110 TGAGAAGATTGTGGGAACAAAA TTTAAACCGCAATACCGCTC 256

Ai02B16916 Araip.B02 16916 c (T)10c(T)10 21 75651400 75651420 AATACACCACCCGCACAGTT TTTCCCTTTTGTTCTGCGTT 134

Ai02B16917 Araip.B02 16917 p2 (CT)6 12 75655954 75655965 GTGCCAGAAAAGGATCCAAA GAAATTTTGAAAAAGGGGAGAGA 200

Ai02B16918 Araip.B02 16918 p2 (TG)6 12 75664567 75664578 CGTCCCTCTCTTCCTCTCCT AACCCTAGCTGCACTCCTCA 152

Ai02B16919 Araip.B02 16919 p2 (TC)6 12 75665274 75665285 GCGATACTTCTCTTCCCCCT CATAAGGAGCTGCTGCCATC 209

Ai02B16920 Araip.B02 16920 p2 (GT)7 14 75665641 75665654 ATGTTGACGGCAGTGTGTGT GGTGTCATGGTTATTGAATGGA 156

Ai02B16921 Araip.B02 16921 c (ATT)6gttattattaagaactaaataaggcttt(TA)760 75669339 75669398 GTATGAATTTTCGAGGGCGA TGATTAGCAAGCCACGTTTG 239

Ai02B16930 Araip.B02 16930 c (AT)9(GT)19 56 75737542 75737597 ACAGGTTCAGGAAGCTTTGG CAAATGACAATGGGTAAAATCTCA 162

Ai02B16937 Araip.B02 16937 p2 (TA)6 12 75772980 75772991 TTGTGTGAAATTCGCTGGAG TTTTTGTTGACTGATTTGATTTTT 167

Ai02B16938 Araip.B02 16938 c* (A)11(ATT)6* 28 75801296 75801323 GACGGTGAATCCTGTTGCTT TTAATAAAACCGGTGCCCAA 219

Ai02B16939 Araip.B02 16939 p4 (AAAT)5 20 75801950 75801969 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 264

Ai02B16942 Araip.B02 16942 p4 (AACT)7 28 75817071 75817098 CCCGTTTAGGACTCAGCAAC TCCAACACTTCCAAACACCA 191

Ai02B16943 Araip.B02 16943 p3 (CTG)5 15 75897067 75897081 CCAACAGGTAAGTTGGCTCC ATCGAGATGGCTGATGTTCC 233

Ai02B16946 Araip.B02 16946 p2 (CT)7 14 75929869 75929882 GATGCATGAACGTCGATGAG ACGAAAGGAAGGGAAAAAGC 278

Ai02B16949 Araip.B02 16949 p2 (GC)6 12 75934596 75934607 ACTTGCCGGTTAGTTTGTGG AAAACCCGAGAGTAGTGCGA 223

Ai02B16951 Araip.B02 16951 p3 (TCA)5 15 75948215 75948229 AAGTGGAACGAACCACCACT GGTAAGGGTGTTGATGGAGC 273

Ai02B16952 Araip.B02 16952 c (A)10taactatttgttctttgtgaatataaaaagaataataaaaaacaattttt(A)1070 75950649 75950718 CACCAAAATGTGTCACGTCAG TTTGGAGCAAACCAATTTGA 197

Ai02B16955 Araip.B02 16955 c (AC)6attaggagtagccttggcatggaccgttctaacgacagcatgatcatttttagggaattgtgttctc(T)1089 75958813 75958901 CGTGTGACAGCAGTGTCCTT AAAGACGGAAAACGATCAAAG 250

Ai02B16961 Araip.B02 16961 p3 (CTT)5 15 75977745 75977759 GAAATACACGCGCCCAATAC GAAGAAGAAGACGCTCCGTG 104

Ai02B16962 Araip.B02 16962 p5 (AATTC)5 25 75978259 75978283 TCATGGTGAACCGAAAACAA AAACAGGAGAGCGATTTGGA 264

Ai02B16972 Araip.B02 16972 p3 (TAT)5 15 76000723 76000737 TCAGAGGGACGAAAGCATCT CGATCCCACGGAGATTATTG 186

Ai02B16975 Araip.B02 16975 p2 (CT)16 32 76005854 76005885 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGGAAGAAAGAGGATTTTCG 241
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Ai02B16976 Araip.B02 16976 p3 (TTC)5 15 76008432 76008446 AACACACCTCCCCCTCTTCT GCTTTTGTCTTCCCTTTCCC 185

Ai02B16978 Araip.B02 16978 p3 (GAA)5 15 76020368 76020382 CTGTGATGCGTGAGCATCTT GTCATTCTCTCTCCCCTCCC 238

Ai02B16980 Araip.B02 16980 c (TTAT)5atgaatatttttggg(T)1045 76025036 76025080 GCCTAGCTACCCATAATTTCCA GGAGCATACTCATGTGAGACCA 238

Ai02B16981 Araip.B02 16981 c (TA)8ttcaaaaaagagtactcagatgtaacatttattcctttctttagctagtttcataattaaagtag(TA)897 76033832 76033928 CCATCTTCTGGGTTGCACTT TATGAGGAGGTAGGGTGCCT 212

Ai02B16982 Araip.B02 16982 p2 (TA)10 20 76040902 76040921 ATCTCGCTAGGGGCAATTTT AGCCTGTGAAGCTAAGGCTG 176

Ai02B16989 Araip.B02 16989 p3 (TTC)5 15 76056262 76056276 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai02B16991 Araip.B02 16991 c (T)14aaattattaattttaaccaaattgaactactttgtcaatatacaattttgttatgccaaaattttcaatc(T)1094 76075129 76075222 CCTGCATAAGATGAGGAGAAAAA TTGGTACATGAGAAGTCCGAA 272

Ai02B16994 Araip.B02 16994 p2 (AT)9 18 76080001 76080018 AGGGAAAAACCATGTCAACG GGATCATAGGCAGAGGCAAA 221

Ai02B16998 Araip.B02 16998 p3 (ATT)11 33 76090274 76090306 TCGATCAAGTTGTTGCGTTT TTCGTTACGCAATGATTTATGC 211

Ai02B17002 Araip.B02 17002 p2 (AT)6 12 76098001 76098012 CATGCCGTTACTGCACATTC CGAGCCGTGGTTAGATCTTC 242

Ai02B17004 Araip.B02 17004 p2 (AG)11 22 76105977 76105998 CCCTTGGTTGTTCACCCTTA CAATGATGCTCTGCCTTGAA 272

Ai02B17010 Araip.B02 17010 p2 (AT)8 16 76133381 76133396 AGACGCAACGCTCAAGAAAT AGGTTGAGGGAGAGGGAGAG 247

Ai02B17011 Araip.B02 17011 p2 (AC)6 12 76135022 76135033 CTCCCCCTTTTTCCTCAAAC CCCTCTTCTTGGATCCCTTC 272

Ai02B17012 Araip.B02 17012 c (T)16aataaagcatattctg(ATT)10(ACT)577 76140993 76141069 TATGATCCAGCTTTGGGTCC TGGCTAACCTCAGGGTGATT 214

Ai02B17013 Araip.B02 17013 c (CTA)8ggtgctaggtgcttttctgggtttagggtttagtggtggtgctttcctgggcgtccatgcctgtcaaatcctattctggagagggct(TAG)5126 76141345 76141470 GAACAATCCAAGTACACCAACC ACAAGCATGGATGTCCAACA 254

Ai02B17014 Araip.B02 17014 c (CT)14(CA)14ttcttcttttgtatatctacattgtaaatgcctacatgggttgttaatctc(T)11118 76142631 76142748 TGGTTCCGTACGGTAAATTCTT GAATGATAAATGCCTTCCACC 273

Ai02B17016 Araip.B02 17016 p2 (AG)7 14 76148182 76148195 GGCATGCTGTAGTGTTGTGG CACCTTCCAAATCATGTCCC 257

Ai02B17017 Araip.B02 17017 p2 (AT)7 14 76149761 76149774 TGGATGTTTTTCCTGAGCAC TGGAAATCTTTCCTTATTTTAGGC 275

Ai02B17023 Araip.B02 17023 p2 (AT)18 36 76177664 76177699 TTGGGTGTATGTGGCTGGTA TCTTTGCCTCGCTCATCTTT 235

Ai02B17025 Araip.B02 17025 p2 (TA)6 12 76179875 76179886 CAAACCCTCGGATAGCATGT CTTCTTCGAGACCCAACCTG 258

Ai02B17038 Araip.B02 17038 p2 (TC)7 14 76223037 76223050 GGGAGCTCGCATATTTTTCA TGGCAACTTAAATCAAAAAGAACA 280

Ai02B17040 Araip.B02 17040 c (C)14gct(C)37t(C)10t(C)1278 76227491 76227568 GGCTACAGACCACCACCTGT TAATCTCTCATACCGGCGCT 233

Ai02B17042 Araip.B02 17042 p2 (TA)6 12 76229151 76229162 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 268

Ai02B17043 Araip.B02 17043 p2 (TC)6 12 76230027 76230038 GGGAGCTCGCATATTTTTCA TTCAAATAGGAATCTGTAACATGGA 220

Ai02B17046 Araip.B02 17046 p3 (AGA)5 15 76276200 76276214 TTGGGTGCCATAAGTGTGAA ATTCGAACCCCAACCTATCC 235

Ai02B17047 Araip.B02 17047 p2 (AT)6 12 76280699 76280710 AAAAGAAAAGATTTGAAAACGGT TGGTGTCTTTTGGTTGTTTTTC 209

Ai02B17048 Araip.B02 17048 p3 (CTC)5 15 76283467 76283481 TTGTTGATGCTGATTGAACTTG GCACAAAAGTCAGAGACCCC 131

Ai02B17049 Araip.B02 17049 p3 (AAC)18 54 76285024 76285077 GAGGATGAAATAATCCGTTGGA CAATGTAGCTGACCCTGCCT 234

Ai02B17050 Araip.B02 17050 p2 (CT)7 14 76285352 76285365 TCATCCCTTGTCCATCTTCC TGGTCATACGCGATTGGATA 177

Ai02B17053 Araip.B02 17053 c (T)10gctaaagtccccaattagaggtgtctagggttcttaagcacactctc(T)1269 76330688 76330756 AAAAACAATGCCAAAAAGCG AGGATTCAAGGCTTTGAGCA 277

Ai02B17059 Araip.B02 17059 c (AT)7aat(ATAA)6 41 76384936 76384976 GAAAATTGTGGGAACATGGG AACATTGGGGTAATTTTGTCC 238

Ai02B17060 Araip.B02 17060 p3 (TTA)16 48 76392210 76392257 CATTTGGATAATTTTGTCCCC GGAAAATTGTGGAACATGGG 243

Ai02B17061 Araip.B02 17061 p5 (ATTTT)6 30 76408287 76408316 TCCAACTTGGGACAATAGGC TGATTCACCACCAGTCCAAA 199

Ai02B17066 Araip.B02 17066 p3 (AAT)14 42 76446386 76446427 CCGAGAGGCCAGTAGTTTTG AGGCCAGTCCAATCATTCAG 196
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Ai02B17068 Araip.B02 17068 p4 (TTTA)5 20 76448604 76448623 AGGCATCAATGTGAGACAATACA TCTCGTGCTGATAACGTGTTG 236

Ai02B17071 Araip.B02 17071 p4 (TATT)5 20 76457916 76457935 TCCTTTGAGGCAATACACACA TCGTATCTTGTGCTTTCGGA 246

Ai02B17072 Araip.B02 17072 c (A)10cttaat(TA)6 28 76468576 76468603 CCCTTCCAAAGCTCCTAACC TTGCCATTGCTCCCTTTATC 233

Ai02B17073 Araip.B02 17073 c (CAC)8catccttatcttcacaacttcatcaaaaccaccaattacaacaacaataataatagcacctttctccaccatcaaattacaactgccacta(CTT)7136 76470951 76471086 ATCCCACTCATCCTCCTCCT GGGAAGGGGGTGAAGAATAA 198

Ai02B17077 Araip.B02 17077 p3 (TAA)10 30 76473022 76473051 TTTCTTCTTCCAGATCGCTCA TTGTTTGCTACTTTCTCTGCAA 250

Ai02B17082 Araip.B02 17082 p2 (TA)9 18 76488252 76488269 TTTCTTCCGGGTGAAATCAT AACCATGGAAGAAAACACGC 227

Ai02B17085 Araip.B02 17085 p2 (TA)6 12 76489877 76489888 CGGTCTGGTGTTACGACTCA CGGGCCGAGACTAGTTGATA 242

Ai02B17086 Araip.B02 17086 p3 (CTT)5 15 76500329 76500343 TTGTCCCACTAACCAAAGCC GTCGCTGGAGCTAGAAGTGG 251

Ai02B17088 Araip.B02 17088 p2 (TA)6 12 76507261 76507272 AGGATTGAGAGACAGCTCGC AACGAAAAACGCAAGGTACG 227

Ai02B17090 Araip.B02 17090 c (AG)13aa(AG)7 42 76518517 76518558 CGATTCGTATTTGCGAAGGT CGACACGCAACACTTAATGC 278

Ai02B17092 Araip.B02 17092 p2 (TA)7 14 76525129 76525142 CAACATGCTCACAACACTATGA CCCTCTTTCCATGAAGGTTTT 280

Ai02B17094 Araip.B02 17094 p3 (ATT)18 54 76529360 76529413 TGCCTTAAGGGAAACAAAGAA TCACTTATCATATTCTTATCAACTCCA 244

Ai02B17098 Araip.B02 17098 c (A)10gttgaacctgataaaaagggacaatcatgaaagcaagaaaaatcctaaatcctaatccta(AG)682 76551216 76551297 TGTCTTCAGATTGGAAGCAATAG CATAATCAGAAGCTCATAATTCACAA 280

Ai02B17099 Araip.B02 17099 p2 (CT)8 16 76555626 76555641 AACGGCTGAACAAAGAACTG GCCGATTTTGCTGTCGATAA 216

Ai02B17100 Araip.B02 17100 c (ATAC)5atat(ATAC)856 76557078 76557133 TTCGAAACCATATCGCTATTTTC TTCCCTCGCCCTTGTTATTA 245

Ai02B17101 Araip.B02 17101 p2 (TA)6 12 76563410 76563421 CGAAACCGTATCGCTGTTTT CCGTTTGAGACGTCGGTTAT 250

Ai02B17106 Araip.B02 17106 p2 (TA)7 14 76585067 76585080 CTCGTTCTTCTTTCACGGCT CTGGTGGTGGAATGTGAGTG 247

Ai02B17107 Araip.B02 17107 p2 (AT)8 16 76593281 76593296 ATCCATGTTCCTTTGCATGA TCCTCGATTTCAGAGCCAAT 234

Ai02B17108 Araip.B02 17108 p2 (AT)10 20 76593429 76593448 ATTGGCTCTGAAATCGAGGA GCCAATGGTGCCTAGAGTTG 158

Ai02B17109 Araip.B02 17109 p2 (AT)10 20 76594464 76594483 TTACTTTGGCCGGAATGAAC TGAACTGCTACGTACCGAATG 215

Ai02B17113 Araip.B02 17113 p2 (CT)15 30 76601023 76601052 CTATGGTGGTGGAATGGGAC GAAGGGTTTCACCGTTGATG 192

Ai02B17117 Araip.B02 17117 p3 (TAA)5 15 76606441 76606455 AATTGTTATTTCAACCCATTAGTGA TTGTTGTTGTTTTCTTGAATTGAG 199

Ai02B17118 Araip.B02 17118 p3 (ATT)5 15 76609726 76609740 TTTGGTTTTAGTGGGCCATC GGGATATGATCCTTCTCGGA 268

Ai02B17120 Araip.B02 17120 c (A)10tacaaaacaaaggaaaataaaaaatccaaagtgagttattgcaactagaaaaccatggcgttaacaaggacctcggacctcctttttctggattc(T)11116 76616385 76616500 TACACCCGAATACCCAATCC AAAGACCAAACTAAACATTTGAAAAA 257

Ai02B17122 Araip.B02 17122 p2 (AT)11 22 76617041 76617062 TGCATATACAACCAAATTCAATCA GGAGTTCCTTCTGTGCATCTG 211

Ai02B17126 Araip.B02 17126 p4 (ATTT)5 20 76630957 76630976 GTCTTGGCTCAAGGATCCAG TACCGTCATAGCGGTGTCTG 148

Ai02B17129 Araip.B02 17129 p3 (CAT)6 18 76632207 76632224 ACCACCACCTCCTCCTCTTT TGGATTGAAATCTTGCATGTG 198

Ai02B17131 Araip.B02 17131 p3 (CTC)8 24 76632734 76632757 TCTTGTGATCTTTTAGTATGCAATTT TGACAAAACCCACTCAATTCAA 251

Ai02B17132 Araip.B02 17132 p3 (ATC)6 18 76634822 76634839 TTGGATGTTTGTTTTCATTTGG TTTCTCTTTGGAGAGAACGTGA 115

Ai02B17137 Araip.B02 17137 p2 (TA)7 14 76656079 76656092 CGTTGTCTTCTTTGAAAAACCTG ACGAACGAAGAGGCTTACGA 280

Ai02B17139 Araip.B02 17139 c (TG)7(TA)9 32 76662082 76662113 TGGGTGTTTTGTGGCTTAGA CAAGCCTATCTTATGACAACTAGCC 246

Ai02B17140 Araip.B02 17140 p2 (TA)6 12 76662230 76662241 TGTTGCATGAAAACTTAGGCT AACCAACCAAATCAATCCCA 221

Ai02B17142 Araip.B02 17142 p3 (AGA)7 21 76673453 76673473 TTAGAATGTTGCTCGCCCTC ACCCACCTCACCCTCTCTTT 155

Ai02B17143 Araip.B02 17143 p3 (TAT)7 21 76683665 76683685 TTTCAAGGTTGTAATGGGGC GGAAGCATGCTCATGTGAAA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B17146 Araip.B02 17146 p2 (GC)6 12 76704843 76704854 AATGCTTTGTCTCGAATGGTG GTGGGTGCCTAGCACAAAAT 243

Ai02B17148 Araip.B02 17148 c (GGT)5(GAT)16ggagaggaaaatatgggatggtattaggctattagcgttggtgttcatgatgaagggatataagtaacatggac(A)10147 76727828 76727974 TAATGGAGGTGGACGTAGGG CCATTAAATTTTTGACAGGCCA 209

Ai02B17163 Araip.B02 17163 p3 (TGT)6 18 76766901 76766918 TGAACCATGTGTGAGAAGGG TCAGTAATGGAAACCAGGCA 212

Ai02B17177 Araip.B02 17177 p2 (AG)30 60 76819013 76819072 AACATCCGATAGCGTTGCTC CATTGTCGTTGCCTTCATTG 269

Ai02B17179 Araip.B02 17179 p2 (AT)9 18 76827255 76827272 TCAGTCCATCCTCAGGCTCT GTGTGACGCAAGTAACCACG 249

Ai02B17180 Araip.B02 17180 p2 (AT)7 14 76827380 76827393 CGCAACTCTCAGAAAACGTG TATGCGTAGCACCTTCACCA 204

Ai02B17185 Araip.B02 17185 p2 (CT)6 12 76847605 76847616 ATCCCTCCCTGTGTTTCC TGGTGAGGAGTTTGAGTAGCA 280

Ai02B17190 Araip.B02 17190 p2 (TC)6 12 76869490 76869501 CCCCTCTCCTATTCCATCATC AGGGAGGTATGAGAGGCGAT 127

Ai02B17191 Araip.B02 17191 p2 (AG)6 12 76870428 76870439 GTGCGGTTTGTGTAGGGTCT CTTCCTCTATCCCACCACCA 260

Ai02B17194 Araip.B02 17194 p2 (AT)8 16 76872826 76872841 GCTCGGTTGGACTCAACTGT AGGTTGCCATTATTTTCCCA 163

Ai02B17197 Araip.B02 17197 c (A)10tgtttaaa(AAAT)538 76883730 76883767 TGATTGGCAGCAACAAATATC TGCACGAATTCTAAATGTTCAAA 280

Ai02B17199 Araip.B02 17199 c (TC)6c(CT)13 39 76887965 76888003 GCTTCGCATACGGTTCTCTC TGGTGGCAAAAACATCGTAA 241

Ai02B17206 Araip.B02 17206 p2 (AT)12 24 76906299 76906322 TGAGACAAGGATTGTGTTTTGG GCTCTAGCTTGAGGGGGAGT 247

Ai02B17207 Araip.B02 17207 p2 (AT)8 16 76911090 76911105 CAGCCGGAAAACAAGAAAAA CTTGATCCACTTCGGGACAT 175

Ai02B17209 Araip.B02 17209 c (TA)6ataaaattatatgttgtaatg(TA)747 76923722 76923768 TGCGATTTATGTAACGTTTTGTG TTCGTACATACAAAAACAACAGCA 236

Ai02B17210 Araip.B02 17210 p3 (TTC)5 15 76927515 76927529 CGTCTCTCTCACCTTTTGGC ATTGTGACCTTGGTAACGGG 176

Ai02B17213 Araip.B02 17213 c (T)12cgcca(T)10 27 76950064 76950090 ATCGCTTAGGCCAGGATTTT GCAGTGAAAAACAAAGCTTGC 180

Ai02B17215 Araip.B02 17215 p3 (TAA)6 18 76972262 76972279 AATGGGCAGAGCAATAACAA TCTAAAAGAGTGGTGCGCGT 245

Ai02B17217 Araip.B02 17217 p4 (AAAT)6 24 76975331 76975354 CATGCTAGGTCTGCAATCTTGT TTGGCAGATATGCTGTTGGT 260

Ai02B17219 Araip.B02 17219 p3 (TTA)6 18 76976502 76976519 TTCTGCTAAAGCATTCCATTTG TCTAATAAGGGTCATCGTTGGA 195

Ai02B17223 Araip.B02 17223 p2 (TA)6 12 76995210 76995221 CATTTCGTGCATCTGCATTT GGCATTTTTCCCATATGACG 218

Ai02B17226 Araip.B02 17226 p2 (CT)6 12 77020359 77020370 TAGCTACCGCGAACAGAGGT ATGTACTCACGCCCACATCA 111

Ai02B17229 Araip.B02 17229 p2 (AT)49 98 77022558 77022655 CCCTTGTTCTCGTTCATTCC AACTTATGGAGTCACACACTAACGA 272

Ai02B17231 Araip.B02 17231 p3 (TTA)10 30 77034359 77034388 TGGGTAGGAATATAATCTCCGAA TTTCTTTGTTTCCAAATGGCTT 263

Ai02B17235 Araip.B02 17235 p2 (TC)7 14 77045341 77045354 AGCTCCCTTCCTCAAAGCTC GGAGCCCAGAGGAGAAAAAC 203

Ai02B17236 Araip.B02 17236 p2 (TC)6 12 77045769 77045780 AGCTCCCTTCCTCAAAGCTC GGAGCCCAGAGGAGAAAAAC 201

Ai02B17237 Araip.B02 17237 p2 (TG)6 12 77047316 77047327 AGGAATCAACCAAGGTACGG ACCAACCATCATCAAGGCTC 271

Ai02B17238 Araip.B02 17238 p2 (TC)21 42 77048636 77048677 TTTCTCGATTCATTCCCCTG AAATCGGGGGATTAGTGTCC 230

Ai02B17239 Araip.B02 17239 p2 (AT)7 14 77049579 77049592 TCAACCTGCGAAGCTAAGGT TTGTTTTCAGATGCAGGTCG 254

Ai02B17240 Araip.B02 17240 c (AT)6aataagcttagtcaaaataatgaaatttttcaagaattttacctatagggcaccccaattgattg(A)1087 77056231 77056317 GCGTTTTTGGGTGACAAGTT AGGCTCAAATCTCACATGCTT 255

Ai02B17241 Araip.B02 17241 p2 (AT)12 24 77061026 77061049 TTCAGATGCAGGACACGAAG ACTTGCAAAGCAAAAGCCAA 258

Ai02B17242 Araip.B02 17242 c (TG)18(TA)6 48 77062655 77062702 GTGGCGTGAAAACTTAGGGT CACGCATCAACCAACCATTA 273

Ai02B17243 Araip.B02 17243 c (TC)10c(CT)11 43 77063425 77063467 CATTCTCCCGCATTTCTTGT CCCCTAGTGAGGCCATGTTA 181

Ai02B17247 Araip.B02 17247 p3 (ATT)14 42 77070043 77070084 TGGTCCTTTGAGAGAGATTAGGA TTTGAGATTGCTAACTATTGCG 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B17248 Araip.B02 17248 p3 (TAT)6 18 77071254 77071271 TGAAAACTACATGTCACTTGAACAAA TCCACAATGTACTTCTTCCGC 271

Ai02B17251 Araip.B02 17251 p3 (TGA)5 15 77096025 77096039 GACTCAACGGAGATGGTGGT CCCTCAAGTTTTCGATTTGC 222

Ai02B17256 Araip.B02 17256 c (AAT)7agggatcctttataccacagtatagaggtccttgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)6103 77130991 77131093 TACTCCAATGGCAGGAATGG CCTCCTCACATCACTCACCA 218

Ai02B17258 Araip.B02 17258 p2 (AT)6 12 77131897 77131908 TTGAAAAAGATTTGATTTTTGAGAA TGCATGCATTCATTGTTTTG 252

Ai02B17262 Araip.B02 17262 p2 (AT)9 18 77149107 77149124 TGGTGCACTTGAGGTAAGAATG AGCGGTAAACCACCATGAAC 273

Ai02B17263 Araip.B02 17263 p2 (AT)9 18 77152695 77152712 TACGGTGCACTTGAGGTGAG AACCACCACGAACCTTGCTA 268

Ai02B17264 Araip.B02 17264 c (T)11aaaattatctatattaaaaaaaattaaattaagttagcatataaataataaaaatattgcattt(A)1186 77154330 77154415 TGCCATTTTTATGGTGCAGA TTGCACGTGAATATTAATTAGGTT 231

Ai02B17265 Araip.B02 17265 c (T)11gcaaatttc(T)1232 77154547 77154578 CCACCATATACAATAAGAATAATGCTC GCATTAGGAGTGGGAAGAAGAA 204

Ai02B17268 Araip.B02 17268 c (TG)9tttttttttc(T)1038 77156894 77156931 CTACAGTGAAACCAAGGGGG TTGAGGTGTTTTTGGACATCA 261

Ai02B17287 Araip.B02 17287 c* (AT)7(ATC)7* 33 77196020 77196052 TGTCATTCATTTTTCTTTTCGC GCCCCTTCATACTACTCCATTTT 200

Ai02B17290 Araip.B02 17290 p3 (TTC)7 21 77211984 77212004 ACACAACCCTTTCTTCCCCT CATTGAGCTCCTTCCACACA 211

Ai02B17296 Araip.B02 17296 p3 (AGA)25 75 77271641 77271715 ATAGCCACTGGAAGGCTCAC TTGAAAGCTGCCTTGTTGTG 280

Ai02B17300 Araip.B02 17300 p2 (AC)6 12 77295871 77295882 GCATTGGATTTAAAACACTGTGA AAGGAAAGAGGAAGCTTGGG 180

Ai02B17303 Araip.B02 17303 p2 (AG)7 14 77303433 77303446 TCCAATGATCAATTCAAGTGC GGCCCAGATCCAAGTACAGA 252

Ai02B17304 Araip.B02 17304 p2 (AG)7 14 77310658 77310671 CAGTCTGCAACATGGAAGAAA TTCAAGGGAGCTCGCATATT 221

Ai02B17305 Araip.B02 17305 p2 (CT)8 16 77318501 77318516 GGCCCAGATCCAAGTACAGA CTGCAACATGGAAGAAATTCA 280

Ai02B17313 Araip.B02 17313 c (A)14ctcttctaatgagcatatgaatatacatgtaatggatcaaaattgtcttgacctccaaaaaagtaagaatctaaataccaaatgatctaactttatt(TA)6123 77350979 77351101 AACAAGTTTCTTCTCAACACATTTTT TTGGTATTTTCGGCAGATATTTA 259

Ai02B17315 Araip.B02 17315 p2 (TA)7 14 77359449 77359462 CCTAACCATTTTAGTGCACAACC CCCTAAAGTGTTCGAGACCG 136

Ai02B17316 Araip.B02 17316 p2 (TA)6 12 77362329 77362340 TGAAAAGCGTAACACTCCGA AACCGGGTCTTGAGTCTTGA 117

Ai02B17319 Araip.B02 17319 p4 (TTTA)6 24 77384613 77384636 CCAATGGAGGGTATGCAGAT TCCTTACCACTTTCTCTCCCC 251

Ai02B17321 Araip.B02 17321 p3 (GAA)5 15 77387299 77387313 TGAAGAAGCAGCAGAAGAAGAA TCCCTTAACAAAACTCAGAACCA 212

Ai02B17327 Araip.B02 17327 p2 (TA)6 12 77397702 77397713 AAAAATGTCATCCATTGACCA CATTTTGCAATTTGGGATGT 236

Ai02B17328 Araip.B02 17328 p5 (AATAA)6 30 77397975 77398004 TGCAAGCACTGAAAGGAAAA CCACAGAGCCAGCAGTATCA 234

Ai02B17330 Araip.B02 17330 p3 (ATA)5 15 77418026 77418040 GTCCCTGTTGTGATCCCACT ATGGCAATTTCACAATGCTT 258

Ai02B17331 Araip.B02 17331 p3 (CTT)52 156 77422793 77422948 GAGGAGGAGGGAAGGGAAG TCAGAAATTCTACAACAAAAATCCA 247

Ai02B17336 Araip.B02 17336 c (T)10cgaaaattcaaaataaaaataaaataattagttaattaaaaagaaatttttgaaaaagaggaagatattttcgaaaatt(AG)6101 77439540 77439640 GGGAGAGATGTTAGTGGATGAA CCAACTCTTTGTTTGTTTCTTAACTTT 267

Ai02B17341 Araip.B02 17341 c (A)11gtcggagacaattttgattttgaccaaagacgtgatggtggaggtaatgg(TGA)782 77449596 77449677 TCTCTCTAACGTCGAGGATGGT TTTGCCCTCATAAAACACCC 156

Ai02B17344 Araip.B02 17344 p4 (AAAT)5 20 77457626 77457645 GAGCATTACTGGCAGCACAA GCTCGATCCTTCCATCAAGA 252

Ai02B17347 Araip.B02 17347 c (T)12cgtaaattaagaggttattggtttttatttagttattaaaaaatttttc(A)1071 77463554 77463624 TTGCAAACGTGTGCCTTATT TGAAGGTCAAGATGAACACGA 210

Ai02B17349 Araip.B02 17349 p2 (TC)8 16 77467967 77467982 TTTTGACCCAGTTTTCAGCC TGAACCTGTAATCGTAGAAGCAA 201

Ai02B17351 Araip.B02 17351 p3 (TTA)15 45 77478877 77478921 AACTGAACACCTGCACCTCC GCCAGCTTGCAACTTAGTCC 159

Ai02B17356 Araip.B02 17356 c* (CT)8(T)12* 27 77501897 77501923 GGCTTGTTTGTGCTAGAGGC ACAGGAACCGAACACCTCAG 170

Ai02B17359 Araip.B02 17359 p2 (AT)10 20 77506219 77506238 AGACCCACTTTCTCATGCAA CGAAGGAGCACAACCTGAAG 274

Ai02B17360 Araip.B02 17360 c* (CT)6(T)10* 21 77507146 77507166 CCGCACAACTCTCTGTTCAA AGTGCTTGGTGGGAGACAAC 261
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Ai02B17362 Araip.B02 17362 p3 (TAA)15 45 77523352 77523396 TTTTGGGGGTTTATTTGTCA CCAAAATTACCATTGATGTCCA 235

Ai02B17368 Araip.B02 17368 p2 (TA)6 12 77547094 77547105 TTCGAATGTTATCATTGACGC ATTACTGGAACCAACCGTGC 266

Ai02B17370 Araip.B02 17370 p2 (AG)7 14 77548481 77548494 CATGCCAATGAAATGGACAA ACCCAACCAAAGTGAACCAC 269

Ai02B17371 Araip.B02 17371 p2 (CT)6 12 77560530 77560541 CGTTTAACACCAGGAATGGG TGATAGGTGAGGGGTTTTGG 246

Ai02B17377 Araip.B02 17377 p2 (CT)10 20 77600477 77600496 TCTTGTGAATCAAGTCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 280

Ai02B17379 Araip.B02 17379 c (AAT)19ag(A)11 70 77659235 77659304 GGGAGAGTTAGGAACATTGGG GGGACATTTTTGTCCCCTTT 273

Ai02B17386 Araip.B02 17386 p3 (TAG)5 15 77675727 77675741 CTCTGCTGCCTCCTCTGTTT GAAGGCAGAGAAATGGAACAA 277

Ai02B17388 Araip.B02 17388 p2 (AT)8 16 77684831 77684846 GCAAAACATTCACACGAAGC TAGTCGGCTTACACTCTGCG 131

Ai02B17389 Araip.B02 17389 p2 (AT)31 62 77688701 77688762 CCACTCCCAAAAGGCTACAA TTGTTGGGTCTCATCTCCAA 203

Ai02B17393 Araip.B02 17393 p2 (GT)7 14 77693307 77693320 TCTTCACATCAAGTCCTTCTGC TCCTTCATTGTCATTGGAATTTT 261

Ai02B17395 Araip.B02 17395 p3 (ACC)5 15 77698156 77698170 TGAAACGGTGAAACCAGTGA CATCGTCACAGTCTCGTGCT 201

Ai02B17396 Araip.B02 17396 p2 (AG)7 14 77708573 77708586 CAAGAGAAAGAACCGCGAAG GACCTCCTCTTTCTCCCCTG 265

Ai02B17398 Araip.B02 17398 p2 (AT)6 12 77711817 77711828 CCGCTATTCGACATGTCTCT TCATTGAAAAACAAGTCCCCA 263

Ai02B17401 Araip.B02 17401 p2 (AG)6 12 77731945 77731956 GGAGAGAGAATTGCATTTGTTTTA CTTACGTGGATGCCCATTTT 249

Ai02B17405 Araip.B02 17405 p2 (GA)7 14 77744461 77744474 ACTCGGCCAATTTTCAACAC GAATTGTGGTGGCTGGCTAT 150

Ai02B17408 Araip.B02 17408 p2 (CT)15 30 77751646 77751675 ACTTGCCCTTCATGGTCTTG AGGCCTCAAAAGGAAACAGT 177

Ai02B17411 Araip.B02 17411 p6 (CTCTCC)5 30 77755072 77755101 ACAAACCTCCCTGTCCCTTT GGTGGTTTTTGTGGTGGTAGA 186

Ai02B17412 Araip.B02 17412 c (TGG)5attgccacctcactacccaaggaaca(CTT)865 77755622 77755686 GTGATTCGAAGGGTCTGAGG AGAAACGCCAAACCCTTTTT 188

Ai02B17413 Araip.B02 17413 p2 (TG)6 12 77757520 77757531 GAGGAAATTGCAAGAGCTGG ATTTTCCAAACACGCACACA 120

Ai02B17418 Araip.B02 17418 p3 (AAG)26 78 77774397 77774474 CATCAAACAAACATGCCGTC TCGTTGCATGCCATAACATT 202

Ai02B17422 Araip.B02 17422 p3 (TTG)5 15 77792987 77793001 CGGTTTGAATGAGCTATGGG AGTAACGCCCTCAATGGAAA 184

Ai02B17426 Araip.B02 17426 p2 (TA)7 14 77830107 77830120 TCCATCCAACTCTACCAAAACA AGTCAGTTTGGCTACCGCAC 232

Ai02B17428 Araip.B02 17428 p2 (AT)6 12 77833990 77834001 AAGTCCATCGTGGACCAAAC CCGGATCGTTATTTTAATCCAA 257

Ai02B17434 Araip.B02 17434 c (T)10c(T)11 22 77862883 77862904 AGGCCCTCCTATCCACTGAT GCAGTGAAGAACAAAGCTTGC 172

Ai02B17435 Araip.B02 17435 p4 (TTTA)6 24 77873478 77873501 CCAATGGAGGGTATGCAGAT TTTCGAAAATCTTCACCCAA 228

Ai02B17436 Araip.B02 17436 p2 (AG)6 12 77890754 77890765 GAGAGAGGGAGAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 211

Ai02B17439 Araip.B02 17439 p3 (GAA)7 21 77901010 77901030 AACGCAACGAAGAAGAAGGA CCAATCAAGTTGGCCAAAAC 236

Ai02B17440 Araip.B02 17440 p2 (AT)7 14 77902293 77902306 TTTCTTCATTCATTCAATCCCC CCACAATCCAATCAATCACG 246

Ai02B17441 Araip.B02 17441 p3 (CCA)5 15 77918773 77918787 TGAATTCACCGCAAAGAAAT GGCTGAAATTTTCGAGTACCA 272

Ai02B17445 Araip.B02 17445 p2 (AT)6 12 77941182 77941193 GGTATTAGGTGTCCGGAATCA AAGGACATTAATAATCCGGAAAGA 279

Ai02B17446 Araip.B02 17446 p3 (TTG)7 21 77943884 77943904 TCCTATTCCATTCATTCCGC TTGATGACCGGTCCAATTTT 225

Ai02B17447 Araip.B02 17447 p2 (TA)6 12 77947515 77947526 GCGCTTCTTGTTCTCACCTC TTGCAACAATAAACAGATGCG 265

Ai02B17451 Araip.B02 17451 p3 (GAA)5 15 77955875 77955889 TGTATCCCGCGTTCTTCTTC CCTCCTCCTAATCTTCTGTTGC 274

Ai02B17454 Araip.B02 17454 c (A)10gatgaataaaaaaaaagatgatgatgaaa(AAG)554 77956581 77956634 CAGAAAAATGTTTCCTCTAATGC TCCCTCCTCCTCATCTTCTG 254
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Ai02B17455 Araip.B02 17455 c (GGA)5ggtgttgttggtgacgacgataacaaaagagaaaaataacg(AGA)674 77957023 77957096 AGGAGGAAAAGGAACGAGGA TGCCATTACTGCACGTTGTT 169

Ai02B17457 Araip.B02 17457 p3 (GAT)5 15 77981369 77981383 GCCTCATGGGAAGATTTGAA CGGCCTCCCTTACTTTCTCT 259

Ai02B17467 Araip.B02 17467 c (T)10ctcatcttccattttcttttgtccattgccttcacatacttttattctttgtattgtcattttgtttttatagcttgtttttaccttc(T)11109 78018782 78018890 GTGTCCGCGTTGCAAAAA CAAACATGTCAAGAAGCACCA 222

Ai02B17468 Araip.B02 17468 c (TA)6(TG)13tag(A)1051 78020200 78020250 ACTTGGGACATTGGTTGAGG GGACATTTTGTCCCCTTTTT 268

Ai02B17472 Araip.B02 17472 c* (A)11(AAAC)5* 28 78033827 78033854 ACAAGAAACGCTGGCAGAAT CATCCTCATTGTTGCCTTGA 173

Ai02B17474 Araip.B02 17474 p3 (TCA)5 15 78043803 78043817 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai02B17476 Araip.B02 17476 p3 (AGA)5 15 78055230 78055244 AAAGTGCGAAAGCGTTGTCT GGTGCACCACTTCAACATGA 271

Ai02B17479 Araip.B02 17479 p2 (AG)6 12 78092403 78092414 ATAGGTGAGGGGTTTTTGGG ACATACCACATGGTGCAGGA 175

Ai02B17482 Araip.B02 17482 p2 (CA)6 12 78099260 78099271 GGGATGAAATTTGCGAGAAA CATGTGCCACACGACACTAA 276

Ai02B17483 Araip.B02 17483 p2 (CT)7 14 78106012 78106025 AACATGAAAAGTTCATAAGCCAA GGGGAATCAAAGAGACGAGA 264

Ai02B17484 Araip.B02 17484 p2 (TA)7 14 78107964 78107977 CATGCAAGTGGAAACCAAGA GAATCACAACAGTCCACACACC 150

Ai02B17486 Araip.B02 17486 p2 (GC)7 14 78125697 78125710 CAAAAGTTTGGAAAACCCCA TCTTGTGTTTGATCCTCCCC 248

Ai02B17496 Araip.B02 17496 p2 (GC)7 14 78185001 78185014 TCAGGTTGAAAAGGGCTCAG TTTTAGTCTTTTTCCGGCCA 269

Ai02B17499 Araip.B02 17499 c (T)10cttttttctattttttcttttcttttctatattg(T)1155 78210339 78210393 TCTTGAGCTTCACTTTGGGG GGGACATTGGGTGAACAAGA 258

Ai02B17502 Araip.B02 17502 p2 (GA)15 30 78215567 78215596 GGGTTAGACCGATCCCAAGT AGAGCTCGATGAGAGCTTCG 244

Ai02B17503 Araip.B02 17503 p2 (CG)6 12 78221507 78221518 CGAAATAAGCCATCAACGTG TGTTTGGGAGTGTTGGATGA 196

Ai02B17510 Araip.B02 17510 c (T)10gttacggtaaaaaatcgtcatacaccttctatgatcacaattttttaccgtcacagc(A)1683 78261072 78261154 TGATGTTTAAAACCGTCACCA TTTTGGATTTAGGACCACGG 280

Ai02B17511 Araip.B02 17511 p2 (AT)8 16 78262628 78262643 CGTTTTGCCACCCCTAATAA CTCAACCATCCAAACAAGGA 250

Ai02B17512 Araip.B02 17512 p4 (AAGA)5 20 78263097 78263116 GCCTCATACGGTTACTCACTCC TCCCCAAAGCTACTGCACTT 191

Ai02B17514 Araip.B02 17514 p3 (TCA)5 15 78277063 78277077 ATTTCCAAACCTCCATCCAA AGATGGGTGTGGGTGATGAT 176

Ai02B17515 Araip.B02 17515 p3 (TAT)5 15 78280672 78280686 TCGACTTCGAACCCCTTAAA TTGAGGATGAAAGATATTTGATGAAG 212

Ai02B17517 Araip.B02 17517 p3 (TTA)5 15 78289566 78289580 CCCTCTCTAGTGCACTTCGC CCCAGCAAGGATGCATTTAT 215

Ai02B17518 Araip.B02 17518 p2 (GA)30 60 78292147 78292206 TCCATGAAATAACAGGACCAAA GCACACTTGAAAGGTGAGAAAA 276

Ai02B17520 Araip.B02 17520 p5 (AACCG)5 25 78296981 78297005 GTTACCGAACCAAACCGAAA CACAATTTCAACTCATTCCAACA 259

Ai02B17523 Araip.B02 17523 p3 (TAA)5 15 78303246 78303260 CGTTATGCCTTGAAAAATCG GGCGAAAGAATAAAGCAAGAA 280

Ai02B17526 Araip.B02 17526 p2 (TA)9 18 78310679 78310696 TATCAAACTCCAGGCCCAAC GTCGAGAGGCACCTCGTTAG 152

Ai02B17534 Araip.B02 17534 c (A)14gaaaggaagtggccgaagccatttgggaacaaggaaaagaaactaacttatatgcatatg(TA)686 78371339 78371424 GGGGTGTGTGTGTTGGGTAT GGTGCATGAGGAAAAAGGAA 275

Ai02B17541 Araip.B02 17541 p2 (AC)8 16 78419416 78419431 TGAGGCCAAAATGAGAGACC CATGACAACTTCCCTTTGCAT 148

Ai02B17545 Araip.B02 17545 c (ATAC)19ataataaaccctaaacccaaaaccctaaaccctaaaccctacatacatacatatata(TATG)13185 78451761 78451945 TGTTTTGGGTTTCTTTTGGG TGAAAGTGATTCCAAAAAGGGT 261

Ai02B17548 Araip.B02 17548 c (A)10caaaaac(A)1330 78459475 78459504 GAAAAACCGAGAACCGATCA TGAGAAAAGGGAAAGGGGAT 261

Ai02B17553 Araip.B02 17553 c (T)10c(T)10 21 78468891 78468911 CCCAAATTCTCACTTTTGCAT TTTGGGTGCTCACTCGTGTA 249

Ai02B17554 Araip.B02 17554 p3 (AAC)6 18 78471498 78471515 CCAAATAAAGCTCCAACACCA AAAAACAATGCCAAAAAGCG 247

Ai02B17560 Araip.B02 17560 c (A)10tattaaagtg(T)1434 78503474 78503507 TGGTGAAAGGTAACGGATTTG GTGGAACGTAATGCGAGGAT 260

Ai02B17563 Araip.B02 17563 p3 (ATT)16 48 78513779 78513826 GCAAAAATGAGCTACCGAAA CGTTTTCCCTCCAAAATGAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B17564 Araip.B02 17564 p3 (TTA)14 42 78514567 78514608 GAGTATTTCTGGAAAATTGCGA TGGCTAATCCCCTATTGGAA 256

Ai02B17567 Araip.B02 17567 c (T)10aatctgaaaaataaaatgcagaatgtagtgttaatatgaatgttatgcaaaactccaggttcaatat(AATAA)8117 78548290 78548406 AGCGCTGCTCCTGTGTAACT CCCACCATGGTATGATTGTTC 270

Ai02B17568 Araip.B02 17568 p2 (AT)7 14 78556150 78556163 TGGGTATGGAAAACTTGGGA TACTTTGGGGCATTTTGTCC 247

Ai02B17569 Araip.B02 17569 p3 (TGA)6 18 78583162 78583179 GACCCACTCGTTCTGAAAGG TCCAGTGGAAGCCAAAGTTC 104

Ai02B17570 Araip.B02 17570 p2 (AG)6 12 78584536 78584547 GATCTCTCCAAGTGCTTGCC TGCATGCAAAAGGAAATGAA 210

Ai02B17571 Araip.B02 17571 p4 (TACA)5 20 78593522 78593541 GGCCATACTTTTAAGCGTCG GGCCGTATGTGGGAGATATG 263

Ai02B17572 Araip.B02 17572 p4 (TTTA)5 20 78597857 78597876 CTTGGCTTCCTACTGCCTTG TGACCACTTTCTCCCTCCTC 261

Ai02B17575 Araip.B02 17575 p3 (TTA)7 21 78605790 78605810 GAATAATGCATTCCATTTTGAGTTT TCCCAAATTATTTTTCGAGTTTTT 152

Ai02B17577 Araip.B02 17577 p2 (CA)6 12 78608105 78608116 GGTGGGAGAGTGAAGGATCT GCGTACCGATGCTACAACAA 280

Ai02B17579 Araip.B02 17579 p3 (AAG)5 15 78613774 78613788 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 274

Ai02B17582 Araip.B02 17582 p2 (AT)6 12 78622581 78622592 GGATCCTTTTACCCTTGCCT TGGCTCTTGAGAGAATGATGAA 264

Ai02B17585 Araip.B02 17585 p2 (TA)12 24 78654352 78654375 CGCAACTTTGGGGTGTAAAA GCCCTAAAGGGGATTTCTTG 258

Ai02B17586 Araip.B02 17586 p3 (GTT)5 15 78658394 78658408 TCACTTTTCCTTGTTGCCTG CAATGATCCTGCCTACCGAT 222

Ai02B17589 Araip.B02 17589 p2 (TA)10 20 78676803 78676822 AAAACTTTGAAGAACAATTAGAGCTG TCGTCTGCAAACTGAAGGTG 133

Ai02B17590 Araip.B02 17590 p3 (AGA)6 18 78680408 78680425 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai02B17593 Araip.B02 17593 c (T)15ccattctaaaagattatctttgtcttccaaaaaag(A)1060 78694630 78694689 CAATATAACGGGCAGCGATT TGAGATACAATGTCGACGCA 252

Ai02B17596 Araip.B02 17596 p2 (TA)11 22 78704517 78704538 CTCAGCCTCTCAATTCCCAT ACCAAGCCTCAAATGTCCAC 268

Ai02B17598 Araip.B02 17598 p4 (AATA)5 20 78717303 78717322 AAAAGTGAATCTGAGATCGGTGA AATTCTAACACATGTTCTGAAAATACA 234

Ai02B17600 Araip.B02 17600 p3 (TAT)6 18 78720499 78720516 CGAACTCCCTCCCTCTCTCT TGCCATCTCCTCTTCCTGTT 276

Ai02B17601 Araip.B02 17601 p3 (TTC)5 15 78722653 78722667 GCCGAAACACATCACCTTCT CGGTCTTAGGTGCCATCAAT 154

Ai02B17604 Araip.B02 17604 p2 (AT)7 14 78746493 78746506 AACTGAAAATGAAAGCTTGATGC GGAAGCAGAGACCAAGGACA 130

Ai02B17605 Araip.B02 17605 c (T)10caattaggtccctcttggtagtaattggcttaattgtatagggacccaact(A)1172 78754176 78754247 CCATGGAGTGATTTTGGGAA TAATTGGGTCCTTGCACCA 280

Ai02B17606 Araip.B02 17606 p2 (GA)6 12 78758143 78758154 TCCAACTTGAGTTTGAGGGG AACAAATTTTGGCGCATTCT 274

Ai02B17607 Araip.B02 17607 p2 (AT)7 14 78765195 78765208 AAATGAGGCCTAACAAAATAAAACA TGGAGACAGGCAAAATTAAAGA 239

Ai02B17608 Araip.B02 17608 p3 (TAT)5 15 78765463 78765477 TCTTTAATTTTGCCTGTCTCCA TAGCGGAGTACTTCCATCGC 263

Ai02B17612 Araip.B02 17612 p2 (TA)7 14 78771011 78771024 AGTCCTTCTCCACCCATTCT GCTTCAGGCCTTCTGAACTC 273

Ai02B17616 Araip.B02 17616 p3 (ATG)6 18 78774908 78774925 AAGATGGCATCATTCCGAAG GATAGAAGGCGGTTTCACCA 243

Ai02B17617 Araip.B02 17617 p3 (CTT)6 18 78776307 78776324 CTCAACGGTTTCAATGCTGA AATGGTGGAGTTGTTCCTGG 272

Ai02B17618 Araip.B02 17618 p3 (AAC)12 36 78787756 78787791 TCGATGATCCAAATTCCAAA TTGGCAGCATTCCTTCTCTT 185

Ai02B17620 Araip.B02 17620 p3 (AAT)6 18 78800747 78800764 CAGCGTCTGCTAATAAGGGC GGTTTGATGACGGTTTGGTT 269

Ai02B17621 Araip.B02 17621 p2 (GA)7 14 78803095 78803108 TGGCTGGGAGAGAGAAAGAA TTGAAGTGCAAAACTGCCTG 251

Ai02B17625 Araip.B02 17625 p2 (AT)9 18 78810807 78810824 AACCAGAATTAATTTCAAGACAAGAA TACCGAAACACCATCGTTGA 259

Ai02B17628 Araip.B02 17628 c (TA)7atcaatatttttannttttaaagacc(A)1353 78823686 78823738 CCAATCCCTCCTCCATAACA GGCAGTGAAGCACTGAGACA 247

Ai02B17632 Araip.B02 17632 p2 (AT)9 18 78852345 78852362 TTTTGGGTTGGAAATTTTGATT TGAACAAAAAGGAGGAAAAATTG 204
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Ai02B17633 Araip.B02 17633 p2 (AT)6 12 78852964 78852975 CGAACCAAACTTGCCTCAGT CTTTGCCCCAATTATCTTCG 275

Ai02B17637 Araip.B02 17637 p2 (AT)7 14 78879033 78879046 TGCTGCCTATCCTACGGTTT GGTGGAGTTTACGGTGCCTA 178

Ai02B17638 Araip.B02 17638 p2 (GA)11 22 78882399 78882420 GGTGGGATACTTTGGCTCAG TACCATCTGGTTTACCCCCA 196

Ai02B17642 Araip.B02 17642 p2 (TA)6 12 78885171 78885182 TCATTAGGCGCTAATATACCAAT GAAAATTTTAAGAGTAGGGGCAA 280

Ai02B17643 Araip.B02 17643 p3 (AGC)6 18 78885768 78885785 TTGAAATCTCTTGTGCACGC GTGAGGAAAGGAAGCGTGAG 261

Ai02B17644 Araip.B02 17644 p3 (ATG)16 48 78886133 78886180 CCCAGCATAATCATTGGCAT TGGTGAACGTGCAGTTTTTG 143

Ai02B17646 Araip.B02 17646 c (A)10ttaaaaacacaataagcaatcaaccacattttttgctgatttcatttaaacaatcaattctccaaacatcaaaagtcattctttaagta(T)11110 78887446 78887555 TGCTTTGGTCAATTTATCCG AATGGGGTTTAATCTTGGGC 242

Ai02B17649 Araip.B02 17649 p2 (AC)6 12 78904281 78904292 TACCATAACCCCTTCCCACA GCATCTCTCTTCTGCGAACC 227

Ai02B17650 Araip.B02 17650 p3 (CAC)5 15 78910453 78910467 CACCATTAAACCCTACCCGA TGGCAGAACCTGGTGTGTAG 165

Ai02B17651 Araip.B02 17651 p2 (GT)6 12 78916129 78916140 GTCCCCTGCATTTTCAACTC GGCTATTTCTTTTTCTCCCCC 265

Ai02B17652 Araip.B02 17652 p2 (CT)6 12 78930247 78930258 TTTCTTAACTTTTTCAAAACCACC TCGAATTTGGTGATGATGTGA 278

Ai02B17654 Araip.B02 17654 p3 (TTC)5 15 78931929 78931943 CATATGGCCGAACCAATACC GCCCTCGAGCAATAAACAAA 171

Ai02B17655 Araip.B02 17655 p2 (AT)48 96 78934598 78934693 TGTTGATCCTCTGTCGCAAG ATGGGTGAGATAACCCAAGC 253

Ai02B17656 Araip.B02 17656 c (ATA)17(ATG)6g(TGA)585 78937943 78938027 ACTTGCCAATATCCGTGAGC TGGTTTCAATCTTGAATTTCTTG 233

Ai02B17667 Araip.B02 17667 p2 (CT)6 12 78964523 78964534 TCTCACGCGCTATCACAAAC GGGAGAAATTGCTTGCTTCA 267

Ai02B17668 Araip.B02 17668 p3 (TGA)5 15 78968082 78968096 GGGAGGATCAATGGGAAGAT GGAGTTTGAAAGCAGTGATGG 267

Ai02B17669 Araip.B02 17669 p3 (AAT)10 30 78968295 78968324 TGCAGCAACGGTAATAGCAG CTCCCCCTCATTTTGAAACA 238

Ai02B17677 Araip.B02 17677 c (A)10tctttattcaactttgaaactctataaatttgattaaatttcaaataagaaaaagcttctctgttcactttggaaattgtgaagttggaaatttg(A)10115 78977599 78977713 TCTTGAGAAGTGGTTATTGGCA TTTTCCTTTTGCTTCTCGGA 233

Ai02B17680 Araip.B02 17680 p4 (AAAT)5 20 78991321 78991340 GAGGATTGCCAAAGGAATGA TTGATTGGTTGAATTTGCCA 226

Ai02B17682 Araip.B02 17682 p2 (AG)6 12 78999072 78999083 GGCTGAGAGATTCGAGTTGG ATTTTTAATGGGCCTGGGAG 200

Ai02B17685 Araip.B02 17685 c (TC)8c(CT)6 29 79008940 79008968 TTGCATCCTGCAAATCACTG TCATTCGGACGTTTTCTTCC 280

Ai02B17686 Araip.B02 17686 p3 (AAG)5 15 79011093 79011107 TCAATTTTGGATCAGAGAACG AGTGCATTTGGATTCGGTGT 230

Ai02B17691 Araip.B02 17691 p4 (TTTA)6 24 79031493 79031516 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 160

Ai02B17693 Araip.B02 17693 p2 (AC)6 12 79040520 79040531 TCCCAAATGCATGCTCATTA TCGTTCCTGTAGAGCCTGAGA 128

Ai02B17694 Araip.B02 17694 p2 (GA)6 12 79047992 79048003 TCGAAGAGAAAAACGTGGCT CCCTTGGCCCAACTAAACTA 257

Ai02B17697 Araip.B02 17697 p2 (TA)7 14 79084366 79084379 GAGAAATGGTAGGGTGCGAA TTTGAAATCATTTGGGGGTC 202

Ai02B17698 Araip.B02 17698 p2 (AT)25 50 79088496 79088545 GGAAGCATGCTCATGTGAAA CTGCGCGACTCTGATAGCTT 275

Ai02B17700 Araip.B02 17700 c (TA)7(CA)8 30 79094078 79094107 CGTATATGGTTGGCCAAAGG TTTTGAAGGGTTAGAATTGAGTAAA 214

Ai02B17702 Araip.B02 17702 p2 (TC)60 120 79096090 79096209 ACTTTTGGCACCAGAACCTG GCCATTCACCATATACCATGC 259

Ai02B17703 Araip.B02 17703 p3 (ACA)5 15 79100512 79100526 GCTGCATGACAAGAGCACAT GGCGACAGCTCCTTCAATAG 192

Ai02B17707 Araip.B02 17707 c (TA)9caacgcaaaacatatccaccgacctcaacttctaagagggacaaaatacaagtttat(AC)1197 79106393 79106489 GCAAGCTCCAGACTCGACAC TTGGAGACTCTGTGGCAGTG 195

Ai02B17708 Araip.B02 17708 p2 (TA)10 20 79113373 79113392 TAAAGCTCAGGTGGCAAGGT TGGTCAGTTCTAGCTTCGCA 223

Ai02B17709 Araip.B02 17709 p3 (TCA)5 15 79117223 79117237 AGTGAAACAAATTCCGGCAG TCGAATTGTGAACTGCTGCT 219

Ai02B17710 Araip.B02 17710 p2 (GT)8 16 79118847 79118862 TATGCTCAAGTGCCAACAGG GCGTTTGGCTAAACAGTATGC 279
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Ai02B17711 Araip.B02 17711 p2 (TC)6 12 79129252 79129263 ATGAAGACCTCGACGGTGAC GGAAGAGAAGAGGAGGGGAA 267

Ai02B17712 Araip.B02 17712 p2 (TA)7 14 79135395 79135408 TTTTCCCCCTTATTTTTCGC TTATGGTAACTTGGGCCCCT 166

Ai02B17715 Araip.B02 17715 p2 (CT)7 14 79138282 79138295 AGCCTTCCTCTAACCCTTGC TGTTTTAGGGAGGACGGATG 189

Ai02B17718 Araip.B02 17718 p3 (TGA)5 15 79174159 79174173 AAGACAGGCACGAGGAGAAA CGTATCCTTCTAGCAAGCGG 161

Ai02B17721 Araip.B02 17721 c (CT)6caaattttcgaaaatatctcccttttttttaaaaaatttctg(T)1165 79192347 79192411 TTCCTATCTTTTCAAAATTTGTTTCA CATGAACATAAGCACCACCTTC 230

Ai02B17723 Araip.B02 17723 p3 (AGG)5 15 79208127 79208141 GGGGATCTAAGTTTTCCCCA CTTCAACTCCTTTTGCCGAG 153

Ai02B17724 Araip.B02 17724 p3 (TTG)5 15 79213903 79213917 AACGGCGTCATTTGATTCAC ACACCCGCACACTTAGCTCT 242

Ai02B17727 Araip.B02 17727 p2 (TA)7 14 79228706 79228719 AAAAACAATGCCAAAAAGCG TCCCAATTTATCATTGATCCG 226

Ai02B17729 Araip.B02 17729 p2 (TC)20 40 79239955 79239994 AGCAAGCAAGCAGACAGACA CAAACATGACACCCATTGGA 249

Ai02B17730 Araip.B02 17730 p3 (ATA)6 18 79242943 79242960 ACTAGATTGGGGTCGTGGTG CGAATTGAAAGTGTAGGGCA 151

Ai02B17732 Araip.B02 17732 p3 (TAT)69 207 79245272 79245478 CACTCTCTTATCATTCCACTTATCAT TGATAAATGACTTAACAAAAACAGAAA 280

Ai02B17734 Araip.B02 17734 c (A)11cataatccccaattatctccaccaattctcttcttcaccctg(TTC)568 79255004 79255071 TTTCGTCCATCCTTACCGTC TTGAGCATGATTATCGGATGTC 262

Ai02B17737 Araip.B02 17737 p2 (AG)8 16 79265616 79265631 TCACCAACACCCGTCATCTA CTCTAGCGAGGTGGAAAACG 253

Ai02B17739 Araip.B02 17739 p2 (TA)6 12 79272322 79272333 TGTGGTGCGATAGTAGAGCAA TGCAGTTGTCCAAAATTCTGAT 280

Ai02B17740 Araip.B02 17740 p2 (AG)6 12 79283908 79283919 GGTATTTGGGGAAGGGTGTT GCCAGAAAGAGGCACAGAAC 251

Ai02B17745 Araip.B02 17745 p3 (AGA)6 18 79300464 79300481 TCCTACTTTGCCTTTCCCCT CTCTACACTCCTCTTGGCCG 205

Ai02B17746 Araip.B02 17746 p3 (AAT)5 15 79301774 79301788 GTTCTTGTCCTTGCTCCTGC TCACATCTCTGCCATCCTCA 175

Ai02B17747 Araip.B02 17747 p2 (AG)6 12 79302120 79302131 TGGCAGAGATGTGAGATGAGA TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai02B17748 Araip.B02 17748 c (T)10cctacaagtctaccaaaagtctttctcaatggaggattggcagcaagtgaggtaattttttctctgtaacaaaaatat(ATA)17139 79307580 79307718 CTTTCGTGTTGCATCGTGTC AGAATTCAAAATCGCCGCTA 198

Ai02B17749 Araip.B02 17749 p2 (AC)7 14 79309628 79309641 TGGTTTAAGCAGTAAGCAAGGA CTTGGGCATGTTCAAGTGTG 218

Ai02B17750 Araip.B02 17750 p4 (ATAA)6 24 79310434 79310457 GTGAATGGAAGAAACCCACC TCGTACAGTGTCGTACTCTCCTTT 240

Ai02B17755 Araip.B02 17755 p2 (CA)6 12 79320514 79320525 CCTTTCCTCCCAAAAACACA CCTCCCACTGGTTCACACTT 252

Ai02B17756 Araip.B02 17756 p2 (TA)8 16 79325023 79325038 TTGTTTATTGATCCCTCGCC TGGCTGCGTGACTCTGATAG 256

Ai02B17757 Araip.B02 17757 p2 (CT)6 12 79332039 79332050 TGTAGACCCCACAGAATCCC AGCAACGCTTTTACCACACC 263

Ai02B17760 Araip.B02 17760 p3 (TCT)6 18 79347740 79347757 AAGGAACCACAAAGAAGCCA GCTCCTTGCATCCTCACTTC 219

Ai02B17761 Araip.B02 17761 p2 (TA)10 20 79352244 79352263 TGAGTGTTGCGCTTTTCATT AAAATTTCGATAGTGGGGGC 278

Ai02B17762 Araip.B02 17762 p2 (GA)7 14 79353281 79353294 AAATAAATGGGCGCAAAAGA TCTCTCTGCTTTGTGCTGCT 201

Ai02B17764 Araip.B02 17764 c (ATG)5tgggctctgagtaaatttgtgggtcataatttatgccttttttaatctgttgctgttgatgcttttcttttctttttctttttttttcac(T)10115 79354035 79354149 GGAGATGGTGGTGCTTGATT GGATGGAATAACGGCAAAAG 238

Ai02B17765 Araip.B02 17765 p3 (CAG)6 18 79356219 79356236 TTGCAGGTATCTGGCATTTG TTCTTTTGGGGGTTTGAGTG 199

Ai02B17767 Araip.B02 17767 p3 (TTG)5 15 79357997 79358011 GAGAGAAAAGCTGAGGGGCT ACCCTAATCCCTCCAACCAC 210

Ai02B17768 Araip.B02 17768 p2 (AT)6 12 79359493 79359504 TGAATCACTAAAATTAGCCACCAA CATGTACATTAAAATCAGCCATCA 138

Ai02B17770 Araip.B02 17770 c (GT)6catttaagtgtgggaaaat(G)1041 79370462 79370502 CACAAGCCAAGAAGTGCAAA TTACCTCAACCAATGTCCCC 128

Ai02B17775 Araip.B02 17775 p2 (CT)17 34 79399028 79399061 ACCCTATCCCCCTCATTTTG CGTGACGTAAGTTGGTGGTG 174

Ai02B17776 Araip.B02 17776 p2 (TA)7 14 79406780 79406793 GATCTAGCAATGGCTGACGG TTGCTTTGGTGGTGACAGAG 209
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Ai02B17779 Araip.B02 17779 c (T)14gga(T)10 27 79420853 79420879 GCATATGCAATTGACACCAAA ATTGAAAGCTTGGCTGGCTA 246

Ai02B17781 Araip.B02 17781 p2 (AG)6 12 79460082 79460093 ACGTATCAGAAATCGCTGGG AAACCTAAGAGAGAGGAGAGAGCA 190

Ai02B17782 Araip.B02 17782 p5 (AATAA)5 25 79464696 79464720 GGAAACGTTTGGTTTTGGAA AGGGCATTTTGTCCCTTTTT 206

Ai02B17783 Araip.B02 17783 p2 (AG)9 18 79466106 79466123 CGTGCTGGACGTATCAGAAA GGAACATTGAACCTAGAATGAAGAA 259

Ai02B17784 Araip.B02 17784 p3 (CAA)5 15 79467971 79467985 AATTCGGACCAACAATCAGC CCTCTCGTGCAACTCAACAA 224

Ai02B17785 Araip.B02 17785 p2 (AT)11 22 79475843 79475864 GGATTCAAATTTTTGTCACACG GCACTCCAACTTTTGGAAGA 263

Ai02B17787 Araip.B02 17787 p3 (TGT)6 18 79481707 79481724 TGCAACTCGGATAGGTTGGT AAAGCCGAACCCTCGTAGAT 229

Ai02B17789 Araip.B02 17789 p3 (TAT)6 18 79484212 79484229 TACTTCCCAAAACGCTCCAC CGGCTCTCCTTCTCCTTTTT 219

Ai02B17790 Araip.B02 17790 p2 (CT)12 24 79492409 79492432 TTGTTTGTTTCTTTCAAAACTACCC TTCGAATTTGGGTGAGATGA 278

Ai02B17791 Araip.B02 17791 p2 (TC)7 14 79492587 79492600 TCGAAAATATCTTTCCTCTTTTTCA ACAGATGGAAGAGGGGGTTC 235

Ai02B17792 Araip.B02 17792 p3 (TTC)5 15 79497541 79497555 AGCCCTCCATTCTTCCTCAT TATCTCCCATGACTCGGAGG 270

Ai02B17796 Araip.B02 17796 p2 (TC)6 12 79525968 79525979 AAAACTTCCTCCCCCTTGAA TGCGAGATGGTGATGGAGTA 223

Ai02B17797 Araip.B02 17797 p3 (TAT)17 51 79532734 79532784 TTGGTATTTCCTGATGAGCTTAGA TTCCTTTCAAGGAGTGGTCC 208

Ai02B17798 Araip.B02 17798 p3 (AAT)5 15 79536365 79536379 CAGGTTCTGGATCTGCTTCC GTCTCCCCCTCTTCTTCCAC 150

Ai02B17799 Araip.B02 17799 p2 (GA)6 12 79536706 79536717 ATGAGATGGGGGAGGGATAA CTTCTTATCTTTTCAAAATTTGTTTCA 276

Ai02B17801 Araip.B02 17801 p2 (TA)6 12 79546679 79546690 TTTTTCGCTCCCATCTCAAT AGTGGTGGAATGTCATGCAG 206

Ai02B17804 Araip.B02 17804 p2 (TC)10 20 79577702 79577721 CGCAGGGCTTTATCATTCAT TATAAGAAATGGGGGAGGGG 111

Ai02B17805 Araip.B02 17805 c (A)17gagagtaaagaaaaaagaaggaatagcagaaaaagccaaagcccttaaaaccaaaaggcaagggtnnnnnnnnnnnnnnnnnntaaaaaaaaagc(A)19131 79578437 79578567 GGGTTATTGGTTTTAGAGCCATC CATGAGCCAACAACACCAGT 226

Ai02B17806 Araip.B02 17806 c (AAT)10aaaaaatattgtaa(T)10attttgtatcttg(TA)679 79582094 79582172 AGTAAACGCCGGTGAGAGAA CCCAACCCATGTACACCCTA 279

Ai02B17808 Araip.B02 17808 p3 (CAA)5 15 79589125 79589139 TCAAGAAACCAAAGCAAACTCA TTGTTTGGTGGTTGAAATTGA 266

Ai02B17814 Araip.B02 17814 p2 (TA)6 12 79616706 79616717 GGTACCCGATAATTGACATGG GGATTTAACCAACAATAAATCCG 211

Ai02B17817 Araip.B02 17817 p2 (TA)9 18 79629612 79629629 CCCTTGTTCGGCTTCTTAATC CTATTGGGATCCTGGACCGT 251

Ai02B17819 Araip.B02 17819 p3 (ACC)5 15 79641696 79641710 ATTCGGCCAGATTCAACAAC TCTGCTCCCTCAGGTCAGTT 230

Ai02B17822 Araip.B02 17822 p2 (TA)6 12 79656289 79656300 TTGCATATTTTTCCTTTGCTG CAACCAACTCACATTCATTGC 271

Ai02B17823 Araip.B02 17823 c (TGA)21taa(TGG)581 79670623 79670703 TCTTGTGGTTTCTTGTGGTTTC CACCAACAATCCAGCAACAC 278

Ai02B17824 Araip.B02 17824 p4 (TAAA)7 28 79672695 79672722 CACAACTAAAGCCAACAGGC AGTTTGGATGTGCTGGGTTT 152

Ai02B17827 Araip.B02 17827 p4 (TAAA)5 20 79681333 79681352 AAAAACGCAATTTGTTCCCA CGTGATGCTCTCCCTTGTTT 280

Ai02B17833 Araip.B02 17833 p3 (AAT)8 24 79704730 79704753 AACCGCTATTCCCTTCGATT GCACATCTCCAAACGAGGAT 223

Ai02B17835 Araip.B02 17835 p2 (AG)6 12 79712732 79712743 TGTGCTACCTGCAGAAATCG GGAACATTGAACCTGGAATTG 244

Ai02B17839 Araip.B02 17839 p2 (TG)8 16 79739299 79739314 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 237

Ai02B17843 Araip.B02 17843 p2 (CT)6 12 79760689 79760700 GGGTAGCAACTTGGCGTTTA GGTGAGGTAGGTGGGGTTTT 263

Ai02B17846 Araip.B02 17846 c (TTAT)6ttgaatatttttttggtttttttttgttttg(T)1065 79773652 79773716 AAAATCATGCCTACCTACCCA TCCATGTGCATTGATATGCT 231

Ai02B17847 Araip.B02 17847 p2 (AG)6 12 79774620 79774631 CAAAGAACAATCTGTGACATGGA AATGCACCAATTCAAGGGAG 241

Ai02B17848 Araip.B02 17848 p2 (AG)6 12 79781488 79781499 TCAAAGAACAATCTGTGACATGG TCAAGGGAGCTCGCATATTT 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B17849 Araip.B02 17849 p2 (AG)6 12 79783987 79783998 TAGATGGGAAGCAATGGCA TCGCATATTTTTCACCTTTCAA 280

Ai02B17858 Araip.B02 17858 p2 (AG)8 16 79866676 79866691 GCCAGTGGGAGGGAGATATT ATTTGAGAACACCCACAGCC 240

Ai02B17859 Araip.B02 17859 p2 (AG)8 16 79878070 79878085 TGGATGTGGATTGGTGAAGA GCCAGAAATAGGCACAGAGC 246

Ai02B17860 Araip.B02 17860 p2 (AG)6 12 79883665 79883676 GGAGTGGAGAGAGGGTAGGG CTATGGACCCCACATGATCC 239

Ai02B17863 Araip.B02 17863 p2 (GA)9 18 79899355 79899372 AGGAGATGGAGGGATGTGTG CCTAATTGGTGCAGGGATGT 238

Ai02B17867 Araip.B02 17867 p3 (TCT)6 18 79959012 79959029 AAAGTTTTATGCCAATGCCG TCGTTTTTCCATTAGGCCAC 234

Ai02B17873 Araip.B02 17873 c (CAC)5a(ACC)9 43 79992623 79992665 CACCACCAACACCAATACCA CCTGCTTTCTTGCTTCTGCT 201

Ai02B17878 Araip.B02 17878 p3 (TAT)5 15 80002540 80002554 CCGCTTCTGCTAGGATTTCA GCATCAATAGACTTTGAGTCCG 192

Ai02B17883 Araip.B02 17883 p2 (AT)13 26 80023579 80023604 TCATTTGGTGACGGACTTGA CAAACTGCACCGCAAGTAAA 250

Ai02B17884 Araip.B02 17884 c (AT)7aataatat(TAA)640 80025799 80025838 GCAGGAGCTATTCAGACAAAGAA TGAATTGCACCTTGAACCAA 166

Ai02B17888 Araip.B02 17888 p4 (TTTA)5 20 80068290 80068309 GCTACTGACTCCAACGGAGG CCAGTGCACTTGCTGGTTAG 265

Ai02B17890 Araip.B02 17890 p2 (AT)6 12 80074371 80074382 GGCTCTGCCACTGACGTATT TCCCAAATTCCAGCAGTTTC 221

Ai02B17893 Araip.B02 17893 c (T)10ctttttttttccctttttttctttattttttcgccattt(TTTTC)574 80089362 80089435 GCCTTGGATCCTTTTTACCC TGAAGCAAGAAAAAGCAGTGAA 178

Ai02B17896 Araip.B02 17896 p2 (TG)6 12 80100690 80100701 GGGAACAAAATTACCCCAATG GGGCTAAGGTAAGGGTGAGG 235

Ai02B17899 Araip.B02 17899 p2 (CT)6 12 80135095 80135106 TTTTGGTTGTTTCTTATCTTTTTCAA CGGATTTTTGGTGAGTGATG 280

Ai02B17900 Araip.B02 17900 p3 (TTC)5 15 80137371 80137385 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 277

Ai02B17902 Araip.B02 17902 p3 (AAT)5 15 80149500 80149514 GGGGAAAGTTGTGAAAAGCA TCCCTCACTATATGCTCGTGACT 205

Ai02B17904 Araip.B02 17904 p3 (AAC)6 18 80164314 80164331 TGCATTTGCTGGTAAGTTGTG TGCACTTTATGCTACTGGTGG 279

Ai02B17908 Araip.B02 17908 p2 (AT)6 12 80168767 80168778 GCTGCTCCTAGGATTCCTCAA TCCCTCGTCATGATTCAATTT 160

Ai02B17909 Araip.B02 17909 c (T)12(A)12(G)11 35 80169272 80169306 CCTCTCACGCAATCCTTCTC ATTTTTACGCATCCCTTCCC 215

Ai02B17911 Araip.B02 17911 p2 (AT)11 22 80183332 80183353 TGGTCAAAACCAATTGAAATGT CCTTGTTGATCACAATGCCA 268

Ai02B17917 Araip.B02 17917 c (CAC)5aattaccatcg(TCA)1159 80211712 80211770 CGCCTCTCAGTTTCCTTCAC GAGGGATTTTGAGGGATCGT 271

Ai02B17925 Araip.B02 17925 p2 (GT)7 14 80249013 80249026 TTGGGTGGGTTTTGTAGAGC CGGACTAAAAACGCTAACGG 260

Ai02B17926 Araip.B02 17926 p2 (AT)15 30 80250513 80250542 GGACGGGATAGGGGATAAAA CTCTATGTGGGGAGTGGGAA 244

Ai02B17927 Araip.B02 17927 p3 (AAG)5 15 80256508 80256522 CGGTCTTAGGTGCCATCAAT TCCTTCATTTCCACACCACA 196

Ai02B17928 Araip.B02 17928 c (T)10cgaaaaccgaaat(TAAAA)548 80261191 80261238 TCGAGACTCAAACAAGAAACACA TTTCGAAAATCCTCACCCAC 216

Ai02B17934 Araip.B02 17934 p3 (ATA)5 15 80276593 80276607 CAAAACCCAAAATACACGCA TTGCCTTGGTGGGATATGAT 215

Ai02B17937 Araip.B02 17937 p3 (TTG)5 15 80282635 80282649 TACCCCAACACGAAATGTCA TTTGTTTGAAAAAGAGAAAGAAAAA 246

Ai02B17942 Araip.B02 17942 p3 (TTC)6 18 80310975 80310992 GCGTCACGTCTCTCTCTTCC ACCCACACTCACTCACCCTC 233

Ai02B17944 Araip.B02 17944 p3 (AAC)5 15 80324595 80324609 ATGGCAAGACAACTCCAACC CTGCGTCTGCATGTCTTGTT 259

Ai02B17948 Araip.B02 17948 p2 (TG)6 12 80344484 80344495 TTGAATCATGGGCATTGAAA TCAACAAGCACCAAACCAAA 269

Ai02B17950 Araip.B02 17950 p2 (TA)6 12 80347236 80347247 TTTTGAGGCAGAATGGTTCC CTAACTCAGCCTGCAAAGCC 210

Ai02B17951 Araip.B02 17951 p2 (CA)7 14 80361775 80361788 CTAATCACAGCCTCCGATCC GAAGGTGTGTCTGTGCGTGT 184

Ai02B17953 Araip.B02 17953 c (T)10aaattaagaggttattggtttttatttagttattaaaa(T)1058 80371607 80371664 CAGCTCTTTCAAAATGGCG CGAAGGTCAAGATGAACACG 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B17955 Araip.B02 17955 c (A)12(GA)6 24 80375877 80375900 AGGAAATTGTGGGAACATGG TGGGGTAATTTTGTCCCCTT 226

Ai02B17956 Araip.B02 17956 c (C)10tc(T)15 27 80381015 80381041 TTAATGCCCTTGCTGGTTTC CCAACTGATTCGGGAGTGTT 198

Ai02B17962 Araip.B02 17962 p2 (CT)6 12 80399360 80399371 CGTCAATCTGATCCCCAGTT CGTGACTCCACCCTCTTTTC 150

Ai02B17965 Araip.B02 17965 p3 (AAT)7 21 80407055 80407075 TGAAGCAAGAAAAAGCAGTGAA TGCTGATGCAACTCATGTCA 180

Ai02B17968 Araip.B02 17968 p2 (AT)6 12 80412167 80412178 CAGTAGCCAAAGTTCCCGAG GAACAAACACGTCTTATGCCAA 131

Ai02B17975 Araip.B02 17975 p2 (TA)6 12 80432261 80432272 GGTGTGCACATGAACCAAAG CTTTGGCCACCAAAAACCTA 260

Ai02B17976 Araip.B02 17976 p3 (TAA)6 18 80433815 80433832 TGAATCATTACCATTTGCACTCA AAACAGTATTGTTGATATTCATGGTT 214

Ai02B17978 Araip.B02 17978 p2 (TA)8 16 80434338 80434353 TAACCTTGGCCACCAAAGAA TTTTAGTGTGGGGATAAAACACAA 164

Ai02B17983 Araip.B02 17983 p2 (AT)7 14 80476936 80476949 TTTCGGATCAGATCTTGGCT CCATATTTGAACTTGAATTTGTCC 222

Ai02B17985 Araip.B02 17985 p3 (TTA)5 15 80485777 80485791 CCAGTCAATTGGATGGGAGA TCACAGGAGGCAAATGATGA 247

Ai02B17987 Araip.B02 17987 p3 (ATA)5 15 80501853 80501867 CCCATCATAGGAGGCAAATG CCAGTCAATTGGATGGGAGA 256

Ai02B17989 Araip.B02 17989 p3 (AAT)7 21 80504250 80504270 TTGTTGATGTGGATGGATTGA ACAACATCCACAAACCCTCA 166

Ai02B17990 Araip.B02 17990 p2 (CT)6 12 80510364 80510375 AAATTACAGAAAACGCCCCC TCATGAAAGCGAGAAAAATCC 222

Ai02B17995 Araip.B02 17995 p3 (TCT)6 18 80538690 80538707 CCCATCACCTCTTCACCACT CCTATGACTCGGAGGTGGAA 209

Ai02B17998 Araip.B02 17998 p2 (TC)18 36 80550085 80550120 ATTGCGTGTTTCAAGTTCCC TTAGGATGCGGAATGTGCTT 253

Ai02B18000 Araip.B02 18000 c (AT)13ttattg(AT)8 48 80553789 80553836 TTCCAGAAATAAGAGTTGGCTTC TTGTTAACCAAATCCAACCAAA 242

Ai02B18005 Araip.B02 18005 c (T)10gcgttt(CTC)531 80571572 80571602 TCAAAGCGCTCCCTCACTAT GAAACACGCGAAGAAAAAGG 157

Ai02B18007 Araip.B02 18007 c (AT)7gtcgtgcgtgcgtgtgtgtgatgactcccaatgcatattgccaattattgaatatataagatcactgttactacctatattcacctcc(CT)7116 80575448 80575563 TGGAAGTCCCATACCCATTC ACACATCACGCGGAGATACA 238

Ai02B18012 Araip.B02 18012 p2 (TA)9 18 80606406 80606423 GCGCTTTGTGATTCCGTATT GCCTTTGTATTGGTTGCGTT 205

Ai02B18020 Araip.B02 18020 p2 (AT)6 12 80624194 80624205 CCCGCCAAATATCCTCTTTT TGTTTATTTTGCTTTGGGAACA 244

Ai02B18022 Araip.B02 18022 p2 (AT)7 14 80649982 80649995 GCGTGTTAATGAGGGAGGAA AACTGGGTTGGTAATGCAGC 222

Ai02B18023 Araip.B02 18023 p4 (TTAG)5 20 80667434 80667453 CCACCACCACCATTTACCAT TGCTTGAAAGGCAATTCTCA 278

Ai02B18039 Araip.B02 18039 p3 (AAG)5 15 80721960 80721974 AACCCCAGTGGACAAGACAG TTCAACCGTCTTGGAAGGAG 154

Ai02B18040 Araip.B02 18040 p2 (AT)12 24 80727802 80727825 CGCCACTCTGAGCCTTTAAC TGTGGTTTGGTTCTCATCCC 264

Ai02B18041 Araip.B02 18041 c (A)10gtcagactt(A)1130 80754131 80754160 AGCGCTATTTTTGGTGCAAT AGTCCCAGCCCATTTTCTTT 277

Ai02B18045 Araip.B02 18045 c (T)10agttgggtctctgcaccaa(T)10caattcggtcccttttaacagtaattggtttaattatatagggatttaattaagaaaaaaattagtacagggacccaaat(A)16135 80764467 80764601 TTCTTTTGTCTTTATAGTTTTGTGAAA TTTTTAATTGAGTCCTTGCACC 234

Ai02B18047 Araip.B02 18047 p3 (TCT)5 15 80770015 80770029 GCAAATTTGGGTGTAACACGA CCAAGTCATTTTGCAGCATT 230

Ai02B18049 Araip.B02 18049 p3 (GAG)6 18 80770988 80771005 TACGCGAAGAAAAAGGAGGA CCCGATATCGACATAAAGGC 277

Ai02B18051 Araip.B02 18051 p2 (TA)9 18 80776628 80776645 TCAATTTGAGCTTGCCTCCT TCCAAGGGTGCATTCTAAGC 258

Ai02B18052 Araip.B02 18052 p2 (TA)6 12 80777495 80777506 GCAGAAGCAGAGTAAAACTCCC TTTTGGAGCCATTTATCATGC 251

Ai02B18055 Araip.B02 18055 p3 (TGG)6 18 80779768 80779785 TTGGTGGTGGTGTTTGTGTT TGAGGGTCAGAATCGAAACC 274

Ai02B18057 Araip.B02 18057 p2 (GA)6 12 80783202 80783213 TTAGAGAGGGAGGGGAGAGG GCGGGTTGAGAGAAAATGAA 256

Ai02B18058 Araip.B02 18058 p2 (CT)11 22 80783911 80783932 GGCTATGGTGACGTAGGCTC CACAACGCGAGATCAGAGAA 204

Ai02B18060 Araip.B02 18060 p4 (TTTC)10 40 80788330 80788369 GCTGGCTCCTTCCTCTCTTT CAAAACGCACCCTAACCCTA 204
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Ai02B18061 Araip.B02 18061 p3 (CTT)5 15 80789404 80789418 ATTCAGCACCAAATCCCTTG TGGTGCGGAAAAATCCTAGT 203

Ai02B18067 Araip.B02 18067 c (A)10c(A)12 23 80809553 80809575 AAAACCATTCGAAAAGTGCG TGAAGAAGTCACAACTCGCAA 240

Ai02B18068 Araip.B02 18068 c (A)10gaaattac(A)1028 80809752 80809779 AGCCGCAAGTAATAACACCG TAACGAGGGTTGGAAGGAAA 189

Ai02B18071 Araip.B02 18071 p2 (CT)6 12 80814063 80814074 CCCTCTCTCAAACGCATCTC GAGAGAATAGGGGAGACCGC 215

Ai02B18072 Araip.B02 18072 p4 (TTTA)5 20 80815040 80815059 CATCATGAAAGTTTTCCCATCA TTGTTTATCTAGGCCATGTTTCC 126

Ai02B18073 Araip.B02 18073 c (T)11gtatcaaagaagagaaagaagatacaaagcttaaagtctatattatgtatagatcaaaattggaacattagggaaaagaaagttacaaa(AAT)8124 80815176 80815299 GGAAACATGGCCTAGATAAACAA TCCCTTCGTTTTCTTGCTTG 233

Ai02B18078 Araip.B02 18078 p3 (AAT)5 15 80829802 80829816 GTGAGAATGTGCTTTGTGGC TGTGGTCATTATACATTTGCCAT 222

Ai02B18084 Araip.B02 18084 p2 (TA)6 12 80853554 80853565 CTAAACCCGTACCGAACCAA CGAATCAAAACAAACAGATGG 267

Ai02B18085 Araip.B02 18085 p2 (TA)7 14 80853705 80853718 TTACGGCGAACTTGTTCTAAA AGTTACCCAACATACCCAAAAA 181

Ai02B18091 Araip.B02 18091 p2 (AT)9 18 80867757 80867774 TTCGGATATTTGGTGTGGTG CAATTTGGTAGTGCTGAATTGTG 249

Ai02B18093 Araip.B02 18093 p2 (CT)9 18 80874790 80874807 TATTCGCAAAGACCCCAATC CAACAATTTTTAAACACATACACTTTT 237

Ai02B18094 Araip.B02 18094 p2 (TA)6 12 80875685 80875696 TGGTGGTGCAAATAACTGAGA TCCGCTAAATCCAAATTTCA 279

Ai02B18095 Araip.B02 18095 p2 (AT)9 18 80882469 80882486 GCACACTCTCGGGATATCGT TGAAGTTGCTTTGGAAGTTTTG 244

Ai02B18096 Araip.B02 18096 p2 (AT)9 18 80883483 80883500 AAAACCCGGACTTTACCACC TTTGTTTTGGATGAATGTGATTG 248

Ai02B18098 Araip.B02 18098 p2 (CT)21 42 80888912 80888953 GGAACATTGAACCTGGAATGA GGCGATTTCTGAGCTGTTTC 265

Ai02B18100 Araip.B02 18100 p2 (AC)6 12 80896137 80896148 TGACCTGGTACCTGTTTCCC CGTTTCTCCCTTCCCTCTCT 157

Ai02B18101 Araip.B02 18101 p2 (AC)6 12 80901407 80901418 GTTTCCCCTCCCTAAACCAG GCGTCATAGTTGCTTCCACA 170

Ai02B18106 Araip.B02 18106 p3 (GAA)5 15 80917348 80917362 GCCCTCGAGCAATAAACAAA CCCATCACCTCTTCACCACT 279

Ai02B18110 Araip.B02 18110 c (TTC)8tattctttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatag(T)1096 80931610 80931705 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 259

Ai02B18113 Araip.B02 18113 p2 (GA)6 12 80948425 80948436 GGGTTTGCTTGTTCTCAACC CAGAAGCACAAACTGGGTCA 238

Ai02B18114 Araip.B02 18114 c (T)10attattattattttg(T)1035 80949014 80949048 TCTCTTCTCCCCTTGTGACG GTTAAAGAAGCGCTTGTCGG 261

Ai02B18118 Araip.B02 18118 p2 (TC)11 22 80974414 80974435 CTAACCCTAAGCCACCCACA CTGATTTGCTTCTTCCTCCG 198

Ai02B18120 Araip.B02 18120 p2 (TC)11 22 80974673 80974694 TCCACACACACCCTGTCCTA AGAAGGTTCCACAATCCGTG 111

Ai02B18122 Araip.B02 18122 c (GT)14(GA)15 58 80980810 80980867 ATGAGGCTTCGATGGACAAC GCGTGGCCTAAAGGTATCAA 272

Ai02B18126 Araip.B02 18126 c (TA)6tcatgcatatgagccaagtttcaatttttcttttttcattaccttaaaggtttcgaccac(T)1082 81012424 81012505 TGGTTTGAGCCAAGTAAATGAA GCAACAAGCAAGACAAGTATAACG 278

Ai02B18128 Araip.B02 18128 p3 (TGA)6 18 81029683 81029700 TGGGTTTTCTGAGGTTGAGG TCTTTCAAATTGCATGGCTG 228

Ai02B18129 Araip.B02 18129 p2 (GA)7 14 81029805 81029818 CAGCCATGCAATTTGAAAGA GAATTCCCAAAACCCACCTT 172

Ai02B18130 Araip.B02 18130 p2 (GT)6 12 81030623 81030634 CTCGTTAACACTGAGGCCGT ATTAACAACCGTTGAGGCGT 123

Ai02B18131 Araip.B02 18131 p2 (AG)6 12 81040509 81040520 ATAGGTGAGGGGTTTTTGGG GCATTTTTGCACACCACTTG 155

Ai02B18135 Araip.B02 18135 c (T)10g(T)14 25 81064236 81064260 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 220

Ai02B18143 Araip.B02 18143 c (A)11tctgtggcagaccagtcccgacagctcgtaattagacggaacgcatggatagacctacaaacaaaattgtgggggcatttgccctcattgaaatttg(A)11catg(AT)8139 81079388 81079526 GTTCACCTTTGATCGCCACT TTCATTGGCTAACATTGCATAA 275

Ai02B18148 Araip.B02 18148 p2 (TC)19 38 81092999 81093036 CCACATTCCTAGACATGCCC TACTCGCCGGTTCAGTTCTT 262

Ai02B18149 Araip.B02 18149 p2 (TC)14 28 81093328 81093355 AGAACTGAACCGGCGAGTAA TACGCATCAGAGGTCCAACA 182

Ai02B18150 Araip.B02 18150 p3 (CAG)5 15 81098048 81098062 TGTAATTGCCATGCAACCAT CTTTGCCTGCTGTTTCACAA 265
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Ai02B18152 Araip.B02 18152 p2 (GA)9 18 81100907 81100924 GTTGCCTGCAGAGACATCAA AAGAGAGGAGGCTATTCCGC 184

Ai02B18153 Araip.B02 18153 p2 (GT)7 14 81101237 81101250 TCTCCCTCTTCTCCTCCCTC GAATACCCTCACTTTCGCCA 216

Ai02B18154 Araip.B02 18154 p2 (TA)7 14 81116163 81116176 TAGCCAGCCTAAACTCGCAG TCGGATCGGATGACTTTTTC 181

Ai02B18155 Araip.B02 18155 p2 (AT)9 18 81122048 81122065 TAAACTCCGTAGGCCGTGAC CTAGAAGCCCGATGAAGGAA 230

Ai02B18159 Araip.B02 18159 p3 (AAT)5 15 81145672 81145686 TGCCCATGAAATAAGCTTTG TTTCACTCATTCATTTTGCTTGA 211

Ai02B18167 Araip.B02 18167 p2 (AG)6 12 81166046 81166057 GAGTGGAGAGAGGGGTAGGG TTTAAATGCCAGAAATGGGC 265

Ai02B18171 Araip.B02 18171 p2 (TA)9 18 81183245 81183262 TCCAGGAACATCCTTCAAAAA TTGGATGTTATGTAATGTTGCG 238

Ai02B18175 Araip.B02 18175 p3 (TGA)5 15 81215311 81215325 ATGGCTAAGCTCAAAGGCAA TGTTTGTGACTTGGTCTCGG 230

Ai02B18176 Araip.B02 18176 p2 (TC)7 14 81217355 81217368 TCCTCTCCCCATCTAATCCC TGAAAGGTTGGGGGTGATAA 228

Ai02B18177 Araip.B02 18177 p2 (TA)9 18 81221114 81221131 CCCCTTCTCTTAGCCACTGA ATTTGGGTTGGTGGTTTTCA 274

Ai02B18178 Araip.B02 18178 p2 (TC)20 40 81227482 81227521 TTCCTTCACAGCTCATGTCG AGCGATGGCGACTAAGTGAT 207

Ai02B18181 Araip.B02 18181 p3 (AGA)7 21 81234678 81234698 TTGAGATCGATGCGGTAGTG GAGTGGGACAGGACGGATTA 271

Ai02B18184 Araip.B02 18184 p2 (AG)10 20 81246518 81246537 GAAAAGGAAAGAGGGAAGAAGAA CCTTACTTGAAGCGCAATCC 235

Ai02B18185 Araip.B02 18185 p4 (TATT)6 24 81257040 81257063 GGGGACACCAAACTTAATTTCA AATTCCGCACCAAGTTTTTG 201

Ai02B18186 Araip.B02 18186 p3 (ATC)15 45 81274711 81274755 TCCGTAGCTTTTGAAACATGC ACAAGCACCAACAGCAACAC 169

Ai02B18187 Araip.B02 18187 c (CT)16cat(AC)6 47 81276151 81276197 TCTGTGCCACCAATCTATCG CAGTGGGAGAAGCACAGACA 275

Ai02B18189 Araip.B02 18189 p4 (TAAA)6 24 81279700 81279723 GACCACTTTCTCCCTCCTCA GGGTTAGCATATGACCCCAG 199

Ai02B18190 Araip.B02 18190 p3 (GAA)5 15 81284954 81284968 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCCTTCCCT 218

Ai02B18191 Araip.B02 18191 p2 (CA)7 14 81286904 81286917 GCTTCTAATCGTCCTTCCCC CTCTCTCCTCCGAACTCCCT 268

Ai02B18192 Araip.B02 18192 p2 (GA)6 12 81287068 81287079 TAACCCTAACTCACGCACCC ATCTCGTCTGCGAATCGTCT 220

Ai02B18193 Araip.B02 18193 p2 (CT)6 12 81287263 81287274 CCTCACTTTCGGCTTCTACG GAGATCTGGGGAGATTGCAG 199

Ai02B18195 Araip.B02 18195 p2 (TC)15 30 81288086 81288115 TCTTCGTCCTCTTTTCCCTG GCACATGTTTGAAAGTGCCA 244

Ai02B18197 Araip.B02 18197 c (T)16agtttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatataaaagttc(T)16106 81298324 81298429 TGCGCTCACTTTTTATCAATCA CGATCCATCTCACAACTCGT 280

Ai02B18198 Araip.B02 18198 p2 (GA)6 12 81301144 81301155 GAGAAGTCGCCACTGACCTC CGGTAAGGGAAACCAACTCA 193

Ai02B18200 Araip.B02 18200 p2 (AC)6 12 81318448 81318459 GCCCACCCTCTAACCCTAAC TCTCCTCTGCTTTCTCTCGG 134

Ai02B18203 Araip.B02 18203 p3 (AAG)5 15 81336761 81336775 ATCCACCCACAGCAGAAGAC GTGAAGCTGTTGCGTCACAT 235

Ai02B18204 Araip.B02 18204 p2 (AG)7 14 81345295 81345308 TCCATGAGGTGTCAGAGGAA TTTTCAAAAATTCTCTCCCCC 154

Ai02B18214 Araip.B02 18214 p3 (CTT)5 15 81371286 81371300 CAGGAATTCACCCAAACGAT CGTGTTCCTCCTCGTTCTTC 272

Ai02B18216 Araip.B02 18216 p3 (TGA)6 18 81374192 81374209 CTTACTGGAGTTTCGGAGCG CTTCAGCCATGGCAACTACA 270

Ai02B18218 Araip.B02 18218 p3 (TCT)6 18 81386146 81386163 CCATCACTCCCTCCTTTTCA CTTGGAGGTGGAAGCTTTTG 250

Ai02B18220 Araip.B02 18220 p2 (AG)6 12 81394900 81394911 GCAAACTCTGAAGCCTCCAC CCTCTCCCTTCCTCATAGCC 270

Ai02B18223 Araip.B02 18223 p3 (CCA)6 18 81409369 81409386 AGTTTAGCGCCAGAATCGAA TGCTTCTCTGTGTGGAGGTG 251

Ai02B18227 Araip.B02 18227 c (TC)17cccatgatctctctcccactcctctctcttcctg(TC)782 81417233 81417314 TCCTCTCTCTCTTGTCACCCTC AAACTTTGGGAGAAGATGGGA 249

Ai02B18228 Araip.B02 18228 p2 (TC)9 18 81417571 81417588 CCCTTTTCCTCTCTCCCATC TTCTCTCTCTTCCCCCGATT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B18229 Araip.B02 18229 p2 (GA)6 12 81418023 81418034 AAAGAGAGGAGGGAGATGGG CTTCTCTCTGCTTTCCCCCT 206

Ai02B18230 Araip.B02 18230 c (AG)11aaaggagataaggagagagaaaggagagaaggagagagaaaaggaaaagagagaagg(GA)20aaggagagaggagggggagaaagag(GA)6156 81418267 81418422 AGGGGGAGCAAGATGAAAA CCCATTCTCTCCCTCTCTTTC 221

Ai02B18236 Araip.B02 18236 p5 (TTATC)5 25 81450801 81450825 CCTGGGTGCTCCAGTGTATT AGGGCAGTTCCCTTGAAGAT 133

Ai02B18240 Araip.B02 18240 p4 (AAAT)5 20 81466862 81466881 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 278

Ai02B18243 Araip.B02 18243 p2 (TA)7 14 81512809 81512822 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 254

Ai02B18245 Araip.B02 18245 p2 (CT)6 12 81514439 81514450 TTTCCTAACTTTTTCAAAACCACC TCGAATTTGGTGATGATGTGA 278

Ai02B18246 Araip.B02 18246 p3 (TAT)5 15 81514772 81514786 TCATCACCAAATTCGAACCC CAGGTTCTGGATCTGCTTCC 194

Ai02B18252 Araip.B02 18252 p2 (AT)10 20 81539475 81539494 GTCTTGCCACTTCTTGGAGC TTTCAAAAATCCCCTCTCCC 237

Ai02B18256 Araip.B02 18256 p4 (TAAA)6 24 81554923 81554946 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 251

Ai02B18261 Araip.B02 18261 p2 (TA)8 16 81587864 81587879 CCGTTGGTGGCTTAAGAAAA TCTCTAATCAATCGCCACCC 256

Ai02B18263 Araip.B02 18263 p3 (TCA)5 15 81597692 81597706 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 251

Ai02B18264 Araip.B02 18264 p2 (TC)24 48 81601253 81601300 ATTTTTCAGGGGATGCACAG CCCCAACCAAAGAACTGACA 278

Ai02B18271 Araip.B02 18271 p2 (AT)12 24 81611410 81611433 GGAGCCTGTGACTCGACACT TTCTTCCCTCGCCTTTGTTA 203

Ai02B18273 Araip.B02 18273 p2 (AT)10 20 81615658 81615677 TCGTGCTAAGTTAATTTATTCCAAA ATGAGGGTCGAGTGCAACTT 245

Ai02B18276 Araip.B02 18276 p3 (GTA)7 21 81623691 81623711 TCTATCATACACCCTCGCCC AGCAAACCCTTCTTCGTTGA 113

Ai02B18277 Araip.B02 18277 p2 (AT)6 12 81625856 81625867 TGTAATGGGGCCAAGGTAAA GGGGGCAAAATTACTCCAAT 238

Ai02B18282 Araip.B02 18282 p2 (TA)7 14 81647329 81647342 CAATCAAACCAAAAATACATTGTCA CCGACAGTCATTACCGTTGAA 276

Ai02B18283 Araip.B02 18283 p2 (GA)6 12 81648052 81648063 TGTCCAGAGTCATTTAGCAGTCA TTGGGCTTGTTTTATCAATATGAG 275

Ai02B18286 Araip.B02 18286 p2 (CA)12 24 81650361 81650384 CGCTATCCCCCGAAATTTAT AGGGTGATGATACGGTGAGG 237

Ai02B18287 Araip.B02 18287 p3 (AAT)6 18 81656496 81656513 TCAGATTCACACACCCGGTA TTTCTTTCATGCACGCTTTG 275

Ai02B18288 Araip.B02 18288 c (TTA)6(TTG)10 48 81658644 81658691 AACATCGTCACAAGCCAACA AAGGGCAATATCTCACACTTGA 279

Ai02B18289 Araip.B02 18289 p3 (TTC)18 54 81660505 81660558 TTTTGCGTGATCAACGTTTC TGCAGAGAAGAAAAACGCAA 158

Ai02B18290 Araip.B02 18290 c (AAC)14aattgagtttcattttttttgggcttattccaattgaatctagttttatgctctctacccgttcttccattctgtttta(T)10131 81676777 81676907 TGCCATCTAAATTTTAACGAAAGA TCAAAAACCGAAAAGGATGG 272

Ai02B18291 Araip.B02 18291 p3 (TAT)6 18 81678972 81678989 TACAGCAGCCAAATCTGCAC ATCCAGCCATTTGATCCTTG 237

Ai02B18292 Araip.B02 18292 p2 (AT)10 20 81687836 81687855 AAAGACAGGCGATCCATCCT ATGAGGCCTAAGAAGGAGGC 208

Ai02B18293 Araip.B02 18293 p2 (GA)10 20 81697115 81697134 TTGGGCCTAAAGTCCAAGTC CCTAAAAGGGCTGCAAACAG 153

Ai02B18294 Araip.B02 18294 p2 (AT)6 12 81701956 81701967 TTTTCGTCCTCGAAAATTGA TTTGCCGCATTACTTTACCA 248

Ai02B18297 Araip.B02 18297 p3 (CTT)8 24 81710004 81710027 AAGGCAACAGATTTCTGGGA CCCTCTCCCTCCCTCTCATA 250

Ai02B18299 Araip.B02 18299 p2 (AT)8 16 81714301 81714316 CTTTCGCGGGGTATCTCTTT GGACTTTTTAGATAAGTCGGGG 234

Ai02B18300 Araip.B02 18300 p2 (AT)7 14 81715430 81715443 TGCATGCCTGTCTAATGAGC AAGTACCGTGACTTGCCACC 255

Ai02B18311 Araip.B02 18311 c (GAA)5gaggaggcaccgagaaagaagaagaaggagaagaaaaagatgaagcacgaaga(AAG)686 81735775 81735860 GGAGGAAGAGGTGGTGTTGA TTTACGTTTTTCTCCGTGCC 162

Ai02B18312 Araip.B02 18312 c (T)10ggtgaaattttgtgttgctg(T)1040 81737216 81737255 TTTAGGTTGAGTGATGCTTGCT GTTGCACTCCGGGACTCATA 268

Ai02B18316 Araip.B02 18316 p3 (CTG)5 15 81758677 81758691 ATATACTCGAAAATGCGCGG TTATGCAGGCGATGGTGATA 253

Ai02B18317 Araip.B02 18317 p2 (GA)16 32 81759982 81760013 GCAGCGAAGTGCAGTGATAA CGAAATACGGACACACTCCA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B18319 Araip.B02 18319 p2 (AT)8 16 81761897 81761912 CTCCACAACAGCGTAAACCA CATTGATAATTTTGTGAATTTTTGG 173

Ai02B18321 Araip.B02 18321 p3 (TTC)6 18 81763059 81763076 TGTGTCCCCGTGTCTTGTAA AGAGGAGGAGGAGGTGGTGT 237

Ai02B18322 Araip.B02 18322 c (CTT)5tt(TCA)5 32 81763478 81763509 TTCTTCTCCCTCCTCCTCATC TTGAATGAATGTAAGTTCACCCTC 228

Ai02B18323 Araip.B02 18323 p3 (CTT)5 15 81763872 81763886 TGCAGCAAATTTGGATGTAAC TCCTCTTCCAAGTAATTTTGCAC 245

Ai02B18324 Araip.B02 18324 p3 (AAG)6 18 81764041 81764058 TGCAAAATTACTTGGAAGAGGA AAGAAGATGAGGAGGAGGAAGA 262

Ai02B18326 Araip.B02 18326 p2 (AT)9 18 81779795 81779812 TCAGGTAACCCTCGGAACAC TGGATGAGGAAGTCACGAAG 268

Ai02B18327 Araip.B02 18327 p2 (AG)6 12 81790379 81790390 GGTGATTGGTGAAGGGTGTT TTAATGCCAGAAAAGGGCAC 256

Ai02B18333 Araip.B02 18333 p2 (TA)6 12 81805858 81805869 TTTGGGTATGGGAAACTTGG CTAACCCACGGAAGTCGGTA 231

Ai02B18334 Araip.B02 18334 c (A)18t(A)10 29 81806616 81806644 TGGGTTTGGAAACATTTGGT GGGCATTTTTGTCCCTTTTT 179

Ai02B18336 Araip.B02 18336 c (T)11ggggaagaggtattgaggtgattggtgaagggtgttatggtaaggtgtgaaga(AG)778 81817069 81817146 GGAAGGGGTGGTTTGAATTT TGCAGGGATGAGAAATCCTT 256

Ai02B18339 Araip.B02 18339 p2 (TA)11 22 81824743 81824764 ACTCCCAGACAGTGGTGCTC GCAAAAGAAACAGCATGGAA 234

Ai02B18342 Araip.B02 18342 p3 (TCT)5 15 81843556 81843570 CCACAGGATCCCCACATATC CTTGGAGGTGGAAGCTTTTG 269

Ai02B18347 Araip.B02 18347 p2 (TA)8 16 81865632 81865647 ACGGCAACTCAGCGAAGTAT TCGAACCAAGCCTCAATTTC 121

Ai02B18353 Araip.B02 18353 p2 (TA)8 16 81878728 81878743 CGCGACAGCAGATTGAGATA TTTGGGACATTTTGGGTTGT 271

Ai02B18354 Araip.B02 18354 p2 (AT)12 24 81879018 81879041 ACAACCCAAAATGTCCCAAA AAATGCAGATCGAGAGGCAC 197

Ai02B18356 Araip.B02 18356 p3 (CGC)5 15 81888509 81888523 TCTCTCTCTCCCTCTTCCCC AGTGTTGATGCAGCGTCTTG 127

Ai02B18360 Araip.B02 18360 p2 (GA)6 12 81895889 81895900 GGATAAGCGCATGATCTGGT CGGAACAAACGACAGGTGTA 253

Ai02B18361 Araip.B02 18361 p2 (GA)6 12 81897638 81897649 AGTGTTGATGCAGCGTCTTG TCCCCTTTCTCTTTCATTTTCA 226

Ai02B18364 Araip.B02 18364 c (T)11attttttagcgtgtttggcgaatttctagtagtaaaagtaaaagcactaaaaaaat(A)1077 81908806 81908882 GTGCTTGTTTGTGCACCATT TCTTTTTATCTATCAATTATGTTTGGG 275

Ai02B18366 Araip.B02 18366 p3 (TGA)6 18 81923345 81923362 GAAACAAGAGAGAGAAGCTGCAA CAGCAGCTTACCATTCCAGA 258

Ai02B18374 Araip.B02 18374 c (AT)6actaagtatgtaggtacgaacgggacaagacataatacatataaatcttgtagatagctccaggatacacaaggtaataattaaaataaacaagatc(TA)9(CA)8143 81947106 81947248 ACACCCCGTTACCCTAAACC CTAAGCTCCGCAGGCTGT 257

Ai02B18377 Araip.B02 18377 p2 (CT)11 22 81951899 81951920 AGTTTTCCCACATTTTCCCC GAAGGCAAATCGAATGGAAA 237

Ai02B18380 Araip.B02 18380 c (A)12cagaaaatcttgtttttatttagactaaaatctatttcctgttttttgtgttctgtaacc(A)1183 81957155 81957237 TCTTGCAAATTCAGTGTGTCA TCGAAAGAACAAAAATCAGCA 170

Ai02B18384 Araip.B02 18384 p2 (AT)7 14 81964545 81964558 TTTTGAAGGGTTAGAATTGAGTAAA TGCAAAAATCTTAGTCCGCA 183

Ai02B18385 Araip.B02 18385 p3 (TTC)5 15 81965845 81965859 GAGCTCTTCACAAGGAACGC ACAACACACCCATGCTGAAA 142

Ai02B18390 Araip.B02 18390 p2 (TA)6 12 81980333 81980344 GAAGAAAGAGTGATTTGACGAAA CAAGTTCGGAAGTACCTGTTGA 261

Ai02B18396 Araip.B02 18396 c (A)10tcatccaaaacctacaagaagaagat(A)1046 81993423 81993468 CCAGGGTTTCATGAGATTCG TTCGATCACTTTCTTTGCCA 271

Ai02B18397 Araip.B02 18397 c (AT)8ttaaaatataatgcatgcaccgtatatacct(TTA)6aatgggtcactaataatgtgtgcattaactatctcctaataaattctctctatatatattacggtaattttttttta(AT)11164 82012469 82012632 AATCACAATTGATTATTGATACCCT CCGGTAACATGGAGTTTAACAAA 275

Ai02B18399 Araip.B02 18399 p2 (AG)7 14 82038598 82038611 CGCACCTCATCATCATCATC ACTGCAACAACACAGCGAAG 252

Ai02B18401 Araip.B02 18401 p2 (AT)11 22 82058969 82058990 CCAACAAACACCAAAGCTCA AACTTGAAGCTCACTCCCCA 262

Ai02B18402 Araip.B02 18402 p2 (TA)21 42 82060885 82060926 ATACCTTGTGTCTTGCGCGT ATACCTTGTGTCTTGCGCGT 248

Ai02B18405 Araip.B02 18405 p2 (AG)6 12 82068497 82068508 TTTTTGGGCTGTTTTTGACC GGAACATTGAACCTGGAATGA 243

Ai02B18407 Araip.B02 18407 p3 (TTC)5 15 82080833 82080847 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai02B18408 Araip.B02 18408 p3 (ATT)5 15 82091558 82091572 CTCAGATGACCCACTTGTGC TGGAAGGATCAACAGAAGCC 236
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Ai02B18409 Araip.B02 18409 p2 (GA)6 12 82092897 82092908 GAGGGAGAGGGTTCGAATTT GAAAACCCTCATCACTTTTTCAA 235

Ai02B18413 Araip.B02 18413 p3 (ATT)6 18 82102937 82102954 TGCAATGGTGTTATTCTTGTGA CCCTTTTTATTAGGCATTCTTG 280

Ai02B18414 Araip.B02 18414 p3 (TTA)6 18 82104850 82104867 GGGTGTTAGACTTGCGAAGC TGGCCAATAAGAAAACAATGG 266

Ai02B18415 Araip.B02 18415 c (T)11gttttta(T)10 28 82106381 82106408 TTGAAGCATCATTGCAGCTC CCCTATGGGGACCTAGCTTT 278

Ai02B18417 Araip.B02 18417 p2 (TA)26 52 82119310 82119361 TCCTATCGAGATTACCAAAAATCA TGCTGCTCAATATTTCATTCCA 270

Ai02B18418 Araip.B02 18418 p2 (TA)7 14 82131326 82131339 GAAGTGAGCCGAGCTGAGTC CAGACGACCTCCCATTTTGT 270

Ai02B18423 Araip.B02 18423 p2 (TA)13 26 82162313 82162338 GCTGTAATTCTTCATCGGGC AACATGGCAAGTGCATCAAA 208

Ai02B18424 Araip.B02 18424 c (T)10ctatttttctttgtcgttgtccccaccatcactatttctatctcttcatcttctttttcatcattttttttatttaaatttttttattcttctca(T)11116 82171987 82172102 CACTCCTATCACTTTGCTTATTTTTC TTTCGGTGCATTTTGAACTT 263

Ai02B18425 Araip.B02 18425 p3 (TTC)5 15 82173399 82173413 CTCGTCGTTCTCCTCTGTCC ATGTTATTCGGTTTGGTGGC 272

Ai02B18426 Araip.B02 18426 c (TCC)5ttcttttaaattcacgcacgtatgttcttcttctgcttcttcttcttcgcgcacgcaga(TTC)589 82173689 82173777 GCCACCAAACCGAATAACAT GCAACTCCACTTAACCGAGC 272

Ai02B18429 Araip.B02 18429 c (TA)8gtcactc(AAT)8ttta(T)1061 82177461 82177521 CAGATCAATTCCCAACATTTTT TTTTGTCAAACATAACAGTCTTCCA 254

Ai02B18431 Araip.B02 18431 c (T)11catttga(T)10 28 82178173 82178200 TACGTGCCTTCTTCTCCGTT GGAGATGGAGGAAGATGAAAA 256

Ai02B18435 Araip.B02 18435 p3 (TTA)12 36 82183499 82183534 GCCAAGTGTGAAGCTTGTGA TCGATCCATAGAGACTCGAAAA 272

Ai02B18438 Araip.B02 18438 c (A)11cataaaaattatatataaaagacacacccaagacctgagtgacaaaaacatcctaaattag(A)10tcatccaacacctac(AAG)5112 82187771 82187882 TCCGAAATCAAGGAGACAGAA TACAGCGATTATGCCACACG 269

Ai02B18453 Araip.B02 18453 p2 (TA)9 18 82227987 82228004 TCAAGCAACTAGCGGAAACC TGGCCAATTAATGAAAGCAA 220

Ai02B18455 Araip.B02 18455 p2 (AT)6 12 82233729 82233740 TTGATCCATCTCATTGTGATTTG CTATGTCCTCCACGCAGCTT 238

Ai02B18456 Araip.B02 18456 p4 (ATAC)6 24 82239262 82239285 TGTAAACGCTTCGCACTTTG TGCCTTAAACATCCACTGTCA 270

Ai02B18460 Araip.B02 18460 p2 (TA)10 20 82275855 82275874 GCAATGGAGTATTTCCTGGG CTAACTCATCCTGCGAAGCC 219

Ai02B18462 Araip.B02 18462 p2 (TA)8 16 82277164 82277179 AATTCTTGTAGGCTGCCACG AACTGCCACGGTTTATGAGG 259

Ai02B18463 Araip.B02 18463 p2 (AT)6 12 82277340 82277351 AATTCTTGTAGGCTGCCACG AACTGCCACGGTTTATGAGG 259

Ai02B18465 Araip.B02 18465 p3 (CCA)5 15 82290734 82290748 ATGCGGAAGTTGTACCTTGG AAGGAGATGATGGTGGATGG 200

Ai02B18469 Araip.B02 18469 p3 (ATG)5 15 82298873 82298887 TGCCATACATCATGACCAAAA AAGATCGCAAGATCCAGTGAG 218

Ai02B18470 Araip.B02 18470 p3 (TTA)7 21 82299934 82299954 CCAAAGTGGCAAGAAAAATGA GGCCCAATAGCTCATTTACAA 280

Ai02B18472 Araip.B02 18472 c (A)11cttgataaggtaaaacaagaaggaaaatttgaat(A)1055 82301943 82301997 GAATGTAGGTTCATCCTCTTCCA TCATCTTCTGCTGTTGCGTC 199

Ai02B18473 Araip.B02 18473 p3 (AAG)6 18 82303037 82303054 AGATGGTGTTAGAAACGGCG TTCACGTCATGTCGTTCTTCTT 143

Ai02B18475 Araip.B02 18475 p3 (TCT)5 15 82317327 82317341 TGGGCCATGACTAGCTTTCT GATGGTGTGGAGCGTGATAA 207

Ai02B18481 Araip.B02 18481 c (TA)8aaataaatcagtagtaccatcggtattaaatttcaacatcagaatcaa(AT)880 82326542 82326621 TTGGTTTAGCACATTTCGGTC TCTCGATCCAGATGTATGTAAGG 269

Ai02B18482 Araip.B02 18482 c (A)10gaattctagaaacgaaatggaaattatagtagcaaatttgaagtctacgatgtgaataaacacagtagatttgtgctctttattctcttctttcg(T)12117 82333393 82333509 TTTGGCACAATTCCAAATTTTA CCCTTTTCGATGTCCTTCAA 279

Ai02B18483 Araip.B02 18483 p2 (TA)15 30 82337372 82337401 TCCAAAGAATAATTTCAAAGTCTAAA TAACCCATTTCTTTGGCGTT 269

Ai02B18489 Araip.B02 18489 c (T)10cttc(T)10 24 82348112 82348135 CCCAAATTTGATGCAAATACA TGTTGCAAAATTATTTGAAAGAGG 135

Ai02B18490 Araip.B02 18490 c (GAG)6aaagaggtggtgctgatgatgatgataatgaagaagaagaacgtacagtaac(AAG)585 82349017 82349101 AAAGGAGGAGAAGAAATTCCAA ATGCAAGATTTCCCGTTGAT 280

Ai02B18491 Araip.B02 18491 p2 (AT)9 18 82349593 82349610 CGCATCACTCTCGTAAGCAA CGCTTAGGCACTCTGGAAAG 251

Ai02B18492 Araip.B02 18492 p2 (AT)7 14 82351297 82351310 TCCACACAGTAATTCATTCCCA ATCTTGCCATTTTCACCCAA 273

Ai02B18495 Araip.B02 18495 p3 (AAT)6 18 82359679 82359696 TTCTGGCACGGAAATAGAATG AGGCACGCCTAATTTCACAT 265
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Ai02B18496 Araip.B02 18496 p3 (AAT)5 15 82360527 82360541 TTCCCAATTCCTAAAAGGCA GGGTGCGGTTATACCAACAA 269

Ai02B18497 Araip.B02 18497 p3 (AGA)5 15 82361431 82361445 ACGGTTTTGAAATGCTGCTC GGAGTGGGAATCACCAAGAA 137

Ai02B18500 Araip.B02 18500 p2 (TG)6 12 82373834 82373845 CTTCTTCTTCCCGTTCTCCC CTCATCACCTTCGCCTTCTC 178

Ai02B18502 Araip.B02 18502 p2 (GA)10 20 82406982 82407001 GCATAACACCTTTGGCACCT CATGAACATCTCCCCCTCAT 193

Ai02B18505 Araip.B02 18505 p2 (AT)14 28 82430596 82430623 TCCTATTGACAAATATGCAGCAA CACTGTGCACAACAATAGCG 265

Ai02B18513 Araip.B02 18513 p3 (ATG)5 15 82443227 82443241 GAATGAGGTTCATCATCTTTCAA GCTCCTCATCTTCTGCTGCT 212

Ai02B18518 Araip.B02 18518 p2 (TA)11 22 82447399 82447420 GGGTAGGGTACGGGTTGAGT CCTACCGCGGGTTACAAAA 270

Ai02B18519 Araip.B02 18519 p2 (CT)6 12 82453899 82453910 TGAATGGTTCGTAAGCCAAA TTCATGAGAGGAATGACGGA 227

Ai02B18523 Araip.B02 18523 c (A)15catatatctaaaattaaagttcaaataatttgtttttgaaaataaagttatttatttatttatttc(A)1091 82471453 82471543 TAATGGAGTTCGCTGGGAGT TCAATACCTTTTTCATCCATTGTG 177

Ai02B18526 Araip.B02 18526 p2 (TG)19 38 82479510 82479547 TGATTGGTTTTGAGTGTGGC GTGCCACAAATCACCCTTTT 273

Ai02B18527 Araip.B02 18527 p2 (AC)6 12 82480326 82480337 AAGCGTACGCACACATCTTG ACCCTCAAGCTACCACCCTT 280

Ai02B18533 Araip.B02 18533 c (T)11attttttagtgtgtttggcaaatttctagtagtaaaagtaaaagtattagaaaaat(A)1178 82501882 82501959 TAAGTGCTTGTTTGGGTGCC CTAGACCCCTTTCCCTCTGC 234

Ai02B18537 Araip.B02 18537 c (T)11cgttttcttacttttataaataaacaacaataacatgaaaaaagat(A)1370 82510469 82510538 ATATCTCCGTATCCTGCCCC ACACCACGTCACATCATTGC 172

Ai02B18539 Araip.B02 18539 c (T)10cttttgtaaccactgtatttttttttcataaagatactttttttcagcacctttttc(T)1380 82510958 82511037 AACAAAATTGGTGGCGACTC AACTGAAATGATCGGATGGG 232

Ai02B18545 Araip.B02 18545 p2 (CT)7 14 82516567 82516580 CCCTCTCCTTTCTTTGCCTT AGAGGAGGGGAAGAGGGAA 216

Ai02B18546 Araip.B02 18546 c* (TC)15(CTC)5*(CT)7*53 82516702 82516754 TCTTCTTCCCTCTTCCCCTC TCATTCCTCCTCTTTTCTCCA 233

Ai02B18549 Araip.B02 18549 p2 (TA)8 16 82529774 82529789 ACGCAAATGCCTTCACAATA CAATGTCCGTGATACTTGCG 267

Ai02B18552 Araip.B02 18552 p3 (ATT)5 15 82533976 82533990 GGACCAAAAAGAAAACAGCAA TATTTGCAAAGCAAAGCGTG 276

Ai02B18560 Araip.B02 18560 p5 (GAAAA)6 30 82552095 82552124 GGGGAATTTGTGGAAAACAA GCATTTTCTTTTCAATTCAACCA 243

Ai02B18561 Araip.B02 18561 p2 (AG)18 36 82554902 82554937 GCAAATGCGTAAAGCAAAAA ATTTTTCAGATGCAGGTCGC 195

Ai02B18566 Araip.B02 18566 p4 (TTAG)5 20 82575955 82575974 TCTCCATTTTCCCCTGTCAC CCAACACTTAGCACCAAAACA 265

Ai02B18570 Araip.B02 18570 p2 (AC)8 16 82589499 82589514 TCGTGCATCAATCATGAAAAA CTTTGAAGCATTTCAAGCACA 264

Ai02B18572 Araip.B02 18572 p2 (CG)6 12 82595227 82595238 ACAAAGATTGGGAATGCACC CAGAAATCACCCCCAGTGTT 188

Ai02B18573 Araip.B02 18573 p3 (TAT)5 15 82601960 82601974 GATGACACAGTCGCGAAGAA CACCAGTAGACTGTGAATTCGG 238

Ai02B18577 Araip.B02 18577 p3 (TTC)5 15 82620861 82620875 TGGTTTTAAATTTTTGGCGG GTTTTTGTTCCTGCGAAAGG 124

Ai02B18580 Araip.B02 18580 p2 (AG)6 12 82633690 82633701 TGGATGTGGATTGGTGAAGA TGTAAGCCTCATTGGTGCAG 195

Ai02B18582 Araip.B02 18582 p3 (AAG)6 18 82646825 82646842 GGCCTCACCCAAAGAAAAAT ACGAAACAAACGGATAACGC 262

Ai02B18587 Araip.B02 18587 p2 (CT)6 12 82686350 82686361 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 277

Ai02B18588 Araip.B02 18588 p2 (TA)6 12 82692809 82692820 TATTTTCTAGCCGGCCTTGC GAGGTGGTGAGGCATTATGG 268

Ai02B18596 Araip.B02 18596 p2 (AT)6 12 82715649 82715660 TTCTTCCTTCAAGACAATTTCATTT TTCAACCTACCAGAACAAACACA 106

Ai02B18600 Araip.B02 18600 p2 (TA)7 14 82727481 82727494 TAGGGGCTTTCTTTATGGGC TGTACGAACGACGGATTTTG 237

Ai02B18606 Araip.B02 18606 p2 (AT)7 14 82755359 82755372 AAATGGAGACCATGGTAATTTGA TTGGCCAGGTCTGAAATTCT 256

Ai02B18609 Araip.B02 18609 p3 (TGG)8 24 82762699 82762722 CGGTTTCTGCTTTCTGCTTC ACCTCCACCACTACCACCAC 214

Ai02B18612 Araip.B02 18612 p2 (TC)7 14 82783454 82783467 TCCCAACAAACACTCTTCCC GGGCCATTTCGAGTTCTGTA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B18613 Araip.B02 18613 p2 (TA)6 12 82785078 82785089 CCATTATCTGTACCCTCGCC GCTCGGACATTACGACGACT 263

Ai02B18615 Araip.B02 18615 p2 (TA)6 12 82797364 82797375 CAAAAGGTTTAGCGCTACGTG GCCCTGAATCAAAATAGGCA 173

Ai02B18622 Araip.B02 18622 c* (AT)6(T)11* 22 82853865 82853886 CCAGCCAGGATTCAACAAAT CGAGTTTGGACAACTGACGA 238

Ai02B18626 Araip.B02 18626 c (T)13caatacaagtggaggtttttctgtaactcttactaatgaatgc(T)1066 82872684 82872749 TGTGGGAGAAAGAAGATGCTG AAGAAAAAGAATCATCCAAATCC 223

Ai02B18628 Araip.B02 18628 p3 (TTA)5 15 82874935 82874949 AAGATTTTAGGCCGTCATGG CCGATAGAAGAATTTAGAGTTGCAT 267

Ai02B18631 Araip.B02 18631 c (CAT)6cgtcatcggtgctcttttctctccttcattttttcgttgcacatgtgagatttcaatgcaac(A)1090 82879576 82879665 CCATCGTTGTCACCTCCTCT TCTTGCTATAAACAAAAATAACACCAA 275

Ai02B18632 Araip.B02 18632 p3 (AGA)5 15 82880815 82880829 CCCCTTCTTGGTTATCATCATC CGCATCTTCTTTGCATTCTTC 280

Ai02B18635 Araip.B02 18635 p4 (AATA)6 24 82903212 82903235 CAAATCCTTGATCAGCAGCA GGTGGAAAAACAGAGGTGGA 271

Ai02B18637 Araip.B02 18637 p3 (TAA)9 27 82905858 82905884 TGGTCGTGGGACATAGGATT TGATTTCGCGTAAAATCTCG 124

Ai02B18640 Araip.B02 18640 p2 (TA)8 16 82909672 82909687 TTTATTGTTGTCAAAAGCGGG TGGATCTCCGACCCTTATTG 246

Ai02B18641 Araip.B02 18641 p3 (CAA)5 15 82913213 82913227 TACAATCCGGGATGGAGAAA CTTGCTCAACTGGCCCTATC 254

Ai02B18647 Araip.B02 18647 p2 (AT)13 26 82972306 82972331 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 240

Ai02B18652 Araip.B02 18652 p2 (AT)7 14 82980417 82980430 GGGCTACTGAGTCAGCGATT ATTATCGGGTTCGATATCTGTC 238

Ai02B18655 Araip.B02 18655 p3 (AAT)5 15 82992833 82992847 AAACCAAAATATGAATCCAACTCC CAGATCAGTTTTCCGGTGGT 276

Ai02B18656 Araip.B02 18656 c (T)11ccatcattcttattat(TC)8tt(TC)759 83001831 83001889 TTTGGAAAATCATGTGCTCCT CATCGTCTTTTACGGTGGCT 205

Ai02B18657 Araip.B02 18657 p2 (TA)6 12 83034300 83034311 GCTTAAACTTCGCGAGTCGT CGCGTCATAAAGCAAAGGTT 243

Ai02B18666 Araip.B02 18666 p3 (TCC)5 15 83062061 83062075 CTCTCGCCCAATTTTGGTAA GCTTCCATGGTCTTGCATTT 114

Ai02B18672 Araip.B02 18672 p3 (TTC)5 15 83092357 83092371 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai02B18674 Araip.B02 18674 p2 (CT)15 30 83108115 83108144 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 277

Ai02B18675 Araip.B02 18675 p2 (CT)6 12 83108356 83108367 CCTCACTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 185

Ai02B18676 Araip.B02 18676 p3 (TTC)5 15 83110847 83110861 ATTCTTGGCCGAAACACATC ACTCGGAGGTGGAAGCTTTT 212

Ai02B18678 Araip.B02 18678 p2 (TC)10 20 83117108 83117127 GCGTTCGTAAACTTCATGGG AGGGAAGGGGAGAGAAGGAT 278

Ai02B18679 Araip.B02 18679 p2 (TC)6 12 83117264 83117275 GTGGCAAAATCTGAAAGGGA AAAGTTTGCCCATGGTTAGG 154

Ai02B18680 Araip.B02 18680 c (GA)7aagagaaaaaa(AG)6aaagagaggggaggaaaag(GA)11a(AG)7aaagagagagaagggagaagagaagagaaaggagagagatatgg(GA)6149 83117593 83117741 GAAAATGGGAGAGAGCGAAA CCTCCCCTTCTTCTCTCTAATCA 265

Ai02B18681 Araip.B02 18681 p2 (AG)7 14 83117856 83117869 AGAATGGAGGGGGAGAAAAA CCCTCTCGCTTCCTCTCTCT 101

Ai02B18682 Araip.B02 18682 c (GA)8t(AG)8aaggggaggg(GA)757 83118049 83118105 AGAGAGAGGAAGCGAGAGGG AAACCGGTTAACCAAAACCA 261

Ai02B18683 Araip.B02 18683 p3 (ATG)5 15 83118687 83118701 CTCTGAACCACCAAACCACC CAGGCACAGCCACAAAATAA 231

Ai02B18684 Araip.B02 18684 p2 (CT)8 16 83121727 83121742 CATGGAAAGATTCATAAGCCAA AGGGGAATCAATCCAGACAA 258

Ai02B18686 Araip.B02 18686 p2 (CT)6 12 83139329 83139340 CATGGAAAGATTCATAAGCCAA GGGGAAATCAATCCAGACAA 254

Ai02B18688 Araip.B02 18688 p3 (TTC)5 15 83158244 83158258 GCCCTCCATTCTTCATCAAA AGGTGCCCTCAATGGTAATG 199

Ai02B18697 Araip.B02 18697 p3 (TTA)6 18 83188256 83188273 TCTTGATGCATGTGCTGACA TTGCTTGCTGATCCTATGAGAA 175

Ai02B18698 Araip.B02 18698 p2 (AT)12 24 83189862 83189885 TTTTTCTTCCGTCGTCATAGG GGACAAATCAATTTAGCCAAAAA 168

Ai02B18699 Araip.B02 18699 p2 (CT)6 12 83196506 83196517 TTAACGAATCTCCAGCGACC TTGGGCTCCTTTCCTATGTG 207

Ai02B18700 Araip.B02 18700 p3 (ATA)5 15 83219976 83219990 AGATCCAATTATCCATTGAGTAGAA ACATGGGGAAGCTCAAACAC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B18704 Araip.B02 18704 p2 (GC)6 12 83248139 83248150 ACAATTTCTCCCCCTTTGCT GGAGAATGCATGAGGAAACAA 250

Ai02B18706 Araip.B02 18706 p2 (GC)6 12 83254848 83254859 CTGGGTAGCTCAGAAATCGC AAAACAAGGATTGGGAATGC 217

Ai02B18707 Araip.B02 18707 p2 (AT)6 12 83263030 83263041 AACGAGCACTTCACGAGTCA GGAATCATCCGGCATATTGA 279

Ai02B18711 Araip.B02 18711 c (T)10gggtgatggttcgagtcgttacgaatagatcagaatcatttaatgaataaattaaaaaagacgcattaatccttgtctggtcgaacgtgcatattttag(T)11120 83275050 83275169 AAAGCTGAAGCTATCTATACCCTG TCCATACTCACTTAGAAATTGCAGA 272

Ai02B18712 Araip.B02 18712 p2 (AT)7 14 83280863 83280876 CTCGCGAGTCGAGTCTAGGT TCTGGGTAAAGTACCGTGGC 214

Ai02B18713 Araip.B02 18713 p2 (AG)8 16 83283286 83283301 CTTAGACCCAAGGCCCAAAC GAGAGGATCGAGACGAATGC 187

Ai02B18714 Araip.B02 18714 p2 (AG)6 12 83287610 83287621 TCCGAAAGAGAGAAGGAGCA AGAACGTGGAGGAGTTGTGG 248

Ai02B18715 Araip.B02 18715 p2 (TC)6 12 83288828 83288839 TCGGGTGACACTCTGATGAA CACACATGCAGGGAGAGATG 120

Ai02B18717 Araip.B02 18717 c (A)11gaaaaagaaagaagtaagttctagccacaacgccacat(GA)661 83294847 83294907 CAAATAATCAGCCGGTTCAA TAGCACTGTCCCATTCTCCC 272

Ai02B18718 Araip.B02 18718 p3 (ATT)5 15 83309195 83309209 GGTATGGATCCACCACAACA CACATCAAGCGGCTACAGAA 245

Ai02B18719 Araip.B02 18719 p2 (TA)6 12 83310955 83310966 TTTTGTGTTTTGATGTTGAAATTG TTCCTTCCATATTCACCCCA 204

Ai02B18727 Araip.B02 18727 c (AGA)6tatggaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaacagaagggatgaccatgaatg(GA)6102 83344276 83344377 CACCCTCGAGCAAAAGAAGA AATGGGTGCAGGGATGTAAA 230

Ai02B18728 Araip.B02 18728 p2 (AG)6 12 83346296 83346307 TTCTTGTCCTTGCTCCTGCT TTTCGAAAACACTTCCCCCT 243

Ai02B18729 Araip.B02 18729 p2 (AG)6 12 83346539 83346550 TGAGAGGGGGAAGTGTTTTC TTGATTTTCAAATTTGTTTCAACT 254

Ai02B18730 Araip.B02 18730 p2 (TA)6 12 83354704 83354715 AATGTCATCGTATGTGTAATTTTCAT AGTCGTCGTAATGTCCGAGC 263

Ai02B18731 Araip.B02 18731 p3 (AAG)5 15 83378033 83378047 TACCAGAAACCCCAGTGGAC TCTTGACTTTCCCATGGAGG 133

Ai02B18734 Araip.B02 18734 p2 (AT)6 12 83389812 83389823 TGGTAAGGAATAATCGCGTTG TTTTTCATCAAAGTTGATCCTTTT 166

Ai02B18735 Araip.B02 18735 p2 (GA)6 12 83392201 83392212 TCTCTGGAACGCACAAGATG GGGTTCAGAAACCCTTTCGT 229

Ai02B18737 Araip.B02 18737 p2 (GA)6 12 83393410 83393421 AAACTAGGAGGAAGGCGAGC GGGTTCAGAAACCCTTTCGT 231

Ai02B18743 Araip.B02 18743 c (GT)7(GA)7 28 83397899 83397926 TTTAACTTTTGGGCCGTGTC AAATTTTGGCCGTTGTAAAAT 251

Ai02B18745 Araip.B02 18745 c (TC)6taaccctctccctcgctgccgctccgtcaaccccgccaccgcctcctcaattag(TC)882 83399171 83399252 ATGAACGTTCTCCCCCTTCT CAAAGGTGGACGGGAGAATA 275

Ai02B18746 Araip.B02 18746 c (AGT)9(ATT)6 45 83399843 83399887 TTCTTTATTTTATGCATAGTCAGTGAA TCAAATAAAACCAAAGAGGCAA 267

Ai02B18752 Araip.B02 18752 c* (A)11(AC)8* 26 83425319 83425344 TGTTGTTGTAGCCATTCGTACC TCCGACAGAAATACCAACGA 254

Ai02B18754 Araip.B02 18754 c (TA)8gcaaaataaaataaaatacacccacacagaatagctagacaacacaaacctaacaatg(A)1084 83431946 83432029 CCTCCATTTCATATGCATCCT TAGTGGCAGCTTCACCCTTT 241

Ai02B18755 Araip.B02 18755 c (T)10gtaatttttaatagtatttttggttattgac(A)1152 83434247 83434298 TGGCAAAAACATACAACCAAA TTTTTCAACTTTTTCATTTTAGAGGA 249

Ai02B18758 Araip.B02 18758 p3 (TAT)6 18 83467232 83467249 GAAGGGTAAGAAAAGGAAGGC ACTCACAATAATGCACTCGCT 224

Ai02B18759 Araip.B02 18759 p2 (TA)6 12 83486037 83486048 TTTAAACCGCAATACCGCTC TGATTTATTGAACCCTCGCC 199

Ai02B18765 Araip.B02 18765 p4 (TAAA)6 24 83509920 83509943 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252

Ai02B18766 Araip.B02 18766 c (A)12tcaaaaatctatacgcactgataagctatgtttatatttatgttatgttaaaaaaataga(AT)1092 83523036 83523127 ATCAATCCGAGCACTCCATC TGGGGTAATTTTGTCCCCTT 277

Ai02B18767 Araip.B02 18767 p2 (CT)6 12 83535606 83535617 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGGTTCG 279

Ai02B18769 Araip.B02 18769 p3 (AAT)6 18 83536116 83536133 CCTCTACACCTGGGCAAAAA TCACCAAGCATCCTCCTTGT 247

Ai02B18771 Araip.B02 18771 p2 (AT)10 20 83542196 83542215 TGGAATTCGGATGCCTACTC TGGGGTAATTTTGTCCCCTT 140

Ai02B18778 Araip.B02 18778 c (AAT)7attaa(AAT)541 83590035 83590075 TTTCCCTTGCAAAATCAACC CATAACCACTGCGACTGCAT 267

Ai02B18780 Araip.B02 18780 c (AAT)7aaagctaggacatagttacaatgaatagctagaaaacacaaaaatagttacaataataaaatacagctc(AAT)5105 83595239 83595343 AGGTGGTTTACACAGTGCCC TCCCTTTCTCTAAACCATTAACA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B18783 Araip.B02 18783 p2 (TA)7 14 83609074 83609087 GAAGATTCGGAATGCAGGAA GCATGAGATGGCAAAAATCA 145

Ai02B18784 Araip.B02 18784 p3 (AAT)12 36 83609528 83609563 TTCCCCTTTCAATTAACCATTG TTTTTCCAACAAGTTTCCGC 210

Ai02B18785 Araip.B02 18785 c (AAT)7attaa(AAT)541 83613500 83613540 TCCACGGTTGATGATAGCAG CGCCAATTTTTCAGTTATCCA 267

Ai02B18786 Araip.B02 18786 p2 (GA)6 12 83615925 83615936 TGATATGGCATTAAAGGGGG AGGCAACCATTCAAGGACAC 270

Ai02B18788 Araip.B02 18788 p2 (AT)6 12 83618328 83618339 AGGTGGTTTACACAGTGCCC CAAATCCAGCAGGATAGCGT 101

Ai02B18789 Araip.B02 18789 p3 (AAT)13 39 83618488 83618526 ATGCAATTCTCTTCGCCAGA TTCAACCCATTTTCTCTAAACCA 256

Ai02B18790 Araip.B02 18790 c (AC)8atacatac(AT)942 83619253 83619294 ACTCCTAACTCAGCCTGCGA CAATGCATCAACCGAGTCAG 187

Ai02B18800 Araip.B02 18800 p3 (AAT)7 21 83653335 83653355 TTTCCTTTTATTAATGGTTTTCAGC AGAAGAAGAAGATGCGCGAG 273

Ai02B18801 Araip.B02 18801 c (TCT)5cctccttttttttatattatttttcactttcgcttccgtcgtcaccaaca(CCT)10cgcgtttcttcttctcctccttttttattatttttcatttttgttatcgtcaccacctcca(CCT)10186 83653581 83653766 TTCACGCATGCTTTCTTCAC ATGAAAAGGAAGGAGGAGCA 257

Ai02B18802 Araip.B02 18802 p3 (CTT)6 18 83654263 83654280 AAGGTGCATTTGGACTCGTT TTTTGGATCAGACAACGTCAA 240

Ai02B18804 Araip.B02 18804 p2 (TA)6 12 83657085 83657096 TCTTTAAAATACATGTTAGTTCATCCC ATTGGCATTGACATTTGCCT 211

Ai02B18805 Araip.B02 18805 p2 (TA)10 20 83660860 83660879 AAAACCACTCATCCCTATCCC TTTCATAGGATTTGAGTTTAGGGC 193

Ai02B18808 Araip.B02 18808 p2 (AC)13 26 83663131 83663156 TCACAGCCAAGGAACAAGTG AAACACCCCGGATGACATAA 235

Ai02B18809 Araip.B02 18809 p2 (AT)7 14 83680117 83680130 GACAAAATTTTCCCGAAGCA GCTCTATGTGGGAACTGGGA 209

Ai02B18810 Araip.B02 18810 c (T)10catgaatttgatggtgattttgattttttgaatttggtggctgttgtttttgttaatgaatgttttattctatgaatttctgataattagtggcta(T)10116 83681233 83681348 ACCTCTTCGGCCATTTCTCT GCATAAAGTCATAAACAGCCAA 275

Ai02B18813 Araip.B02 18813 p3 (CAC)7 21 83699836 83699856 TCGCCATCCTCTTCTTCCTA TTCCATTTGGGGACAATCAT 168

Ai02B18814 Araip.B02 18814 p3 (TGG)6 18 83700086 83700103 ATGATTGTCCCCAAATGGAA AATGGGTTCAAACCAACCAC 269

Ai02B18815 Araip.B02 18815 p3 (GAT)5 15 83700849 83700863 TGCAGTGATGGGTTTCTCTG CCTCCTCTCCCTGATTTTCC 102

Ai02B18816 Araip.B02 18816 p2 (AG)8 16 83701121 83701136 GTTCCGAAACCTGCATCATT ATAACCCACCACCCTTCACA 172

Ai02B18817 Araip.B02 18817 c* (A)10gatgaataagaaaaaaaaagaagaagaagatgatgatg(A)11(AAG)5*72 83702723 83702794 TGTACGTTCATTTTCTTCCAAGT TCTTCTTCTCCCTCCTCCTCA 228

Ai02B18820 Araip.B02 18820 p4 (TAAA)6 24 83710573 83710596 TTCCTGATCACTTTCTCTCTCCTT CCAATGGAGGGTATGCAGAT 255

Ai02B18822 Araip.B02 18822 p3 (TGA)5 15 83724250 83724264 GAAGGAGTAGGTCCGGGTTC CAGGCAAGAGAAGGTTCGAC 132

Ai02B18825 Araip.B02 18825 c (T)10ctttctactttttcgcccc(T)1039 83732733 83732771 TTTAGCCGCTTAGACCAGGA CGGCTCTTGAAAGAATGATGA 272

Ai02B18826 Araip.B02 18826 p3 (GAA)5 15 83733251 83733265 GCCCTCGAGCAATAAACAAA ATATGCCTAATGGGTGCAGG 266

Ai02B18829 Araip.B02 18829 c (T)10cagagtcctttcaggttctggatctgctttaacaagaatgttcttatccttgctcctgctcatatgacaaagaagaaggcacagaaa(AAT)5112 83736117 83736228 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 255

Ai02B18830 Araip.B02 18830 p2 (AG)6 12 83736557 83736568 GGATGGAAGAGAGGTGAAATG TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai02B18831 Araip.B02 18831 c (A)10gataacctataattagaaaattggggtctgatattaacagagaaaaaatagaaataagagtatttagaaaaagaaaagt(A)11100 83749817 83749916 TGAAGGCTCGTATCAGGGAC TGAGAAGAGGATCATGGCAA 183

Ai02B18834 Araip.B02 18834 c (ATAAAA)5tctattttg(A)1150 83759462 83759511 CACCATCACCAGCAACATTC ATGGAAGTTCTGCCATCGAC 183

Ai02B18835 Araip.B02 18835 p2 (AT)6 12 83761362 83761373 TCCTTTGACTGTATTGCCCTTT CCCTTTTTGTTGCAAGATCG 228

Ai02B18837 Araip.B02 18837 p2 (TA)7 14 83764720 83764733 TGCTTGTCCTCAAGCAAAGA GACCAATTTCCATGACCACC 204

Ai02B18839 Araip.B02 18839 p2 (TA)6 12 83785901 83785912 TTCACCATTTACTTTGGGGC GTGGGTTTGGAAACATTTGG 237

Ai02B18843 Araip.B02 18843 p2 (AT)6 12 83831280 83831291 ATAGCTCCGACCAGCAAAGA TACTTTGGGGCATTTTGTCC 170

Ai02B18844 Araip.B02 18844 p3 (GAG)5 15 83832821 83832835 TCACAAAACTCACCCCATCA TCGGGCACTTCTTCTCAGTT 172

Ai02B18847 Araip.B02 18847 c* (A)10(AG)10* 29 83840083 83840111 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 234
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Ai02B18849 Araip.B02 18849 p3 (ACC)7 21 83845047 83845067 CTTGAACCCCAATCATGGAC CAGCCGTAGGCGAAGATAAA 133

Ai02B18850 Araip.B02 18850 p2 (TA)9 18 83849606 83849623 CCGTGAAGATCCGTGTGATA TCCAATCCAATCAAAATAATCA 279

Ai02B18853 Araip.B02 18853 p2 (AT)6 12 83852522 83852533 TGCTTAAAGGGTTTACACAGCA TGTGATATCGCATCGTTTTATTG 226

Ai02B18854 Araip.B02 18854 c (ACT)6(ATT)10 48 83856062 83856109 CCGACAAATCAATTTTTACATCA TGGGTATTTTTGTCAGCGTTC 199

Ai02B18857 Araip.B02 18857 c (TC)17tatctccttctctcc(CT)8cccttctctctctctttttcttt(TC)8c(CT)8121 83865502 83865622 TGCACCATTTTAACCAATTCA TAGAGAGGGAGAAAAGGGGG 263

Ai02B18859 Araip.B02 18859 c (GA)6aataggagagagaaagagaaaaaagggaaa(AG)654 83866588 83866641 GGGGGAGAGAAAAGGTTGAG TTTGGATCTCCCTCCCTTCT 192

Ai02B18860 Araip.B02 18860 c (AG)9aaagaaaaggggagagcgaggaaaaggagg(GA)762 83866812 83866873 ATTGGTGCATTGACCCACTT TCCCTCTCTCTCCTCCCTTC 118

Ai02B18862 Araip.B02 18862 c (ATA)6annnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatatgatggttcttttagtatttttc(ATA)5123 83912552 83912674 CCCCATCCTCCATAACAATG TTTTGGAGAAATGAGGGCAC 276

Ai02B18863 Araip.B02 18863 p2 (AT)21 42 83913524 83913565 AAGGACCTAATTGAAAATTTCGC TTCGGGAATCAAATTGGGTA 226

Ai02B18864 Araip.B02 18864 p2 (TC)14 28 83914300 83914327 ACTGTCAAATTAATCCGGCG TGTTATGGTGGCAGATGGTG 176

Ai02B18866 Araip.B02 18866 p3 (GTT)5 15 83925566 83925580 ATTGCCAAATCTTTCAACCG TCCAACAACAAAATTCAACCC 222

Ai02B18868 Araip.B02 18868 p2 (TA)6 12 83928728 83928739 CGTATCGTGTATATATATGTGGTGGA GTGTGGGTGCTTTTGGCTAC 277

Ai02B18870 Araip.B02 18870 p2 (GA)8 16 83942465 83942480 GGAATTGGAGAAAGAGCTGG CCATCACAACCTTGCAAAAA 259

Ai02B18874 Araip.B02 18874 c (AT)10aatatttttttacttaaataaatg(A)1054 83953273 83953326 TGGACGACAAGGCTTAATGA TTTGAAACAAAAATTCGTGCC 267

Ai02B18875 Araip.B02 18875 p3 (ATT)8 24 83956256 83956279 GGAAATTTAAAGCAGTAGCCGA TGGTTAAATCTCTTGCATCATTT 274

Ai02B18876 Araip.B02 18876 p2 (TA)7 14 83956670 83956683 GATGTTGACCTTAGAGCATTGG TTGCTGTTGAAAGACCCAAA 219

Ai02B18877 Araip.B02 18877 p2 (TA)7 14 83958013 83958026 TGACCATGCATCTACTCATTCA CAACATCTGTTCCTGCTCCA 275

Ai02B18879 Araip.B02 18879 c (T)11gaaaactcctccccaaatggcatcgttgcctccaat(C)1057 83979858 83979914 TTTTGGGACGTGGTCTAAGG AGGAGAGAGGGTTAGGCTCG 211

Ai02B18882 Araip.B02 18882 p5 (ATTCA)5 25 83984936 83984960 CGCGTAGGTTCTTCTTCTTCC TCGGTTTATTATGCAGAAAACTGT 276

Ai02B18883 Araip.B02 18883 p3 (AGG)6 18 83985555 83985572 TGTTGGTGATGACGATAACGA CCTTGCGCTCTTCTTCTTCT 258

Ai02B18886 Araip.B02 18886 c (A)10c(GAAGAG)7gaagaagaggaggag(GAGGAA)5gaaaaagaagacgaagacgaagacgaagaag(AGA)7150 83988809 83988958 AGGAAGAAGAACGTGCAACAA CGCGCATTAATTCATTTTGA 271

Ai02B18887 Araip.B02 18887 p3 (AAT)5 15 83999845 83999859 CCAATATGGCATTCAGAGCA CTGTGGTAAAATGGACCCCT 233

Ai02B18888 Araip.B02 18888 p2 (AG)6 12 84000096 84000107 GAAAAAGAGTTGGTGGTTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 188

Ai02B18890 Araip.B02 18890 p2 (GT)6 12 84006248 84006259 CGTCCTCTCTCTCCATCTCG TTCCCTCCAAAGTCACCATC 277

Ai02B18891 Araip.B02 18891 p2 (AT)10 20 84033796 84033815 TGTTTTTCAGATGCAGGTCG TCCTAACTCAGCCTGCGAAT 274

Ai02B18893 Araip.B02 18893 p2 (AT)6 12 84044805 84044816 TCGATTGTACTCTTAGTGATTACGTT GCACCAGGACGTTTTCAAAG 277

Ai02B18897 Araip.B02 18897 p3 (CTT)6 18 84051738 84051755 TTTGCAGCAGATTCAACGAC CAGCACCTTCTAGCACCACA 218

Ai02B18898 Araip.B02 18898 p3 (AAT)5 15 84051995 84052009 TGTGGTGCTAGAAGGTGCTG AGATGGAAAGTGCAAACCTTG 201

Ai02B18904 Araip.B02 18904 p2 (AT)6 12 84068727 84068738 TCAATTCAAAACTGTTCAAAGCA AATTTGGCACTCTGGGTTTG 161

Ai02B18907 Araip.B02 18907 p2 (CT)7 14 84071607 84071620 ATGATGCACGTAGTGGACGA AGCAAATGCTATCACACACCA 222

Ai02B18909 Araip.B02 18909 p3 (TAT)7 21 84075431 84075451 AAAGATTGAGAGTGTATTCATGTGTC TGGAGTGTAGTAGCTTTATGGATCTC 280

Ai02B18911 Araip.B02 18911 p3 (TAG)5 15 84078820 84078834 GGTAACCAACCGATCACGAC GCTCAGTTCCTCAGTCCTCG 259

Ai02B18912 Araip.B02 18912 c (AT)9gtatatacacacacatgaatacaaggaaaaaaatttcaaaaaaaataattagcaattaatacctagaaattattttttac(A)12110 84080754 84080863 TGAACAATGCATATTCTGGACC AACAACACATCCTTTTGTGGC 264

Ai02B18917 Araip.B02 18917 p2 (GA)13 26 84097005 84097030 TTGGAAAAGGAAACCACCTG TACCCCTTTTCTCCCTCACC 143



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B18922 Araip.B02 18922 c (TC)8(TA)8 32 84115742 84115773 GTTATCGGGTGTGAACGCTT CCCAAGCCTTACCTCTAGCC 194

Ai02B18923 Araip.B02 18923 c* (TGA)7(AT)15* 50 84125510 84125559 GATGATGGTTTGGATGGAGG CAAACATCAACACCCACCAC 154

Ai02B18924 Araip.B02 18924 p2 (CT)8 16 84162421 84162436 TAACGCCAGAAAGGGAAGAA GGAGAGAGGGTTAGGGTTCG 279

Ai02B18927 Araip.B02 18927 p2 (CT)7 14 84180997 84181010 AAAGCCTTGACACCTCAGGA GATGGAGGGGGTTTAGTGGT 249

Ai02B18931 Araip.B02 18931 p2 (CT)6 12 84192233 84192244 TCTCCTATCTTCTTCAAAACCACC ACAAGGGTGAGGAGAGCAGA 278

Ai02B18932 Araip.B02 18932 p3 (TTC)6 18 84194113 84194130 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 219

Ai02B18934 Araip.B02 18934 p2 (CT)6 12 84211293 84211304 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGGAGATATTTTCG 264

Ai02B18935 Araip.B02 18935 p2 (TC)9 18 84211444 84211461 CGAAAATATCTCCCTCTTTTTCAA CACAAGGGTGAGGAGATCAGA 224

Ai02B18936 Araip.B02 18936 p3 (TTC)5 15 84214139 84214153 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai02B18938 Araip.B02 18938 p3 (ATA)7 21 84224665 84224685 GCCCTTAAACAAACTTCATTAGC TAGGGGCAAGTTCCATCTCT 245

Ai02B18939 Araip.B02 18939 p2 (TC)9 18 84225928 84225945 ATCTCTCTGCATCTTCCCCA GCAGCAAAGTGAAGAAACCC 268

Ai02B18940 Araip.B02 18940 c (TGC)5ttcttcttcatgactatagtttcatttatttttcctttgtgtccaaaaagcaccctaaattttctttctttc(T)1097 84226157 84226253 GCAGCAGCATCAACAGGTAA GAGGGTATAAGCAAAAGTGACAAGA 213

Ai02B18948 Araip.B02 18948 p3 (ACA)5 15 84247562 84247576 CTTTGCAGAGCATGGTTCAG TTATGCCACTCTCACGGGTT 100

Ai02B18949 Araip.B02 18949 p3 (CAC)5 15 84248031 84248045 TTACCTCACCAGCACCAACA GTGAATTGCAGAAGCAGACG 183

Ai02B18950 Araip.B02 18950 p3 (ACG)5 15 84255219 84255233 ATAACACGCAGTGGTTGCAG AAGCGGAGAGGGAGAAGAAG 219

Ai02B18951 Araip.B02 18951 p2 (AT)17 34 84258083 84258116 GAAATTGGTCCATTCATGAGAA CAAAACAAAAATGTTGGACTCA 213

Ai02B18952 Araip.B02 18952 p2 (TA)6 12 84263850 84263861 TCTTGGTATGCCTGAGGGAG AGTGCAAGAGATGGGAGCAT 204

Ai02B18960 Araip.B02 18960 p3 (TTC)5 15 84279694 84279708 CCGAATACACACATCCCTCC CTCGAAGGTGGAAGCTTTTG 202

Ai02B18961 Araip.B02 18961 p3 (GGT)5 15 84289180 84289194 AAGGATGGTGCCGACTACAG CAAATGTGAAACCATTCCCC 150

Ai02B18962 Araip.B02 18962 p4 (TTTA)5 20 84303560 84303579 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 165

Ai02B18967 Araip.B02 18967 p3 (TTC)5 15 84329708 84329722 AATGCAAACCAGAATGGTCC AGTGTGAAAGCGCGAAAAAG 208

Ai02B18968 Araip.B02 18968 p2 (TC)7 14 84337849 84337862 TCGAAAATCCCTTATCACTTTTTC AAACACAGAGAGGGAGAGCG 250

Ai02B18970 Araip.B02 18970 p4 (ATTT)10 40 84345122 84345161 CAGTGCACTTGCTGGTCAGT GCAAGTAGCAAGCCAAGACC 234

Ai02B18971 Araip.B02 18971 p2 (CT)6 12 84345630 84345641 TGCATATCATCATTTCCTCCC GGCAATCAAAGTTGGTGGAT 264

Ai02B18972 Araip.B02 18972 p2 (TG)26 52 84349405 84349456 GGATGATTCTTGGAAGCGAA GCACAACCCAAATCATACCA 241

Ai02B18973 Araip.B02 18973 c (AT)7(GT)11 36 84349588 84349623 TTTGTGTGTGTGTGTGTGTGTG CAAAGGTGGTGAGGCGATAC 242

Ai02B18976 Araip.B02 18976 c (T)10catattaaaatcgttcttttta(T)11ggacaaaaataccctcatcactaccaacacaattacctcctccactaccaccaacaccaacagcaccaccaaaaccaccaccag(CAC)5142 84366022 84366163 TCGAATCGAAACCGTCTCTC AAACTATCGGTGGTGGTGTTG 215

Ai02B18987 Araip.B02 18987 p3 (AAT)6 18 84424699 84424716 AGGAACAACAGCTGCAAGGT CCAATGACCCACATCACAAA 278

Ai02B18988 Araip.B02 18988 p3 (TTA)7 21 84424940 84424960 TTTGTGATGTGGGTCATTGG GAGGCGGTTTCAGTGTAGGA 262

Ai02B18990 Araip.B02 18990 p3 (TTC)5 15 84431269 84431283 TCCCTCAACGTTCCAATTTC GAAGGGAAAAGGGGAGTGAC 251

Ai02B18992 Araip.B02 18992 p3 (CCT)7 21 84451919 84451939 TATTCACGCGCACACATTCT GAACCACACCTCGACCACTT 266

Ai02B18993 Araip.B02 18993 c (CTT)5tt(TCA)7 38 84452382 84452419 TTTTCGGTGTATGTGTGCTGA TCATTCTCTTCCAAATAATTTTGTACC 263

Ai02B18995 Araip.B02 18995 c (A)10c(A)11 22 84454534 84454555 GGACATGAAAGAGCAGAGCC TAGCTGTTGGTTTGTGCAGC 229

Ai02B18998 Araip.B02 18998 p2 (TA)16 32 84470277 84470308 TCAACCACCTTCAAAAGTTCA TTCTCTCCGGTACCCACAAC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B19001 Araip.B02 19001 p3 (CGC)5 15 84482317 84482331 TTAAAGGGAATCACGCTTGG CCTCTTGGATCTGTTGGCAT 190

Ai02B19003 Araip.B02 19003 p2 (AG)6 12 84483587 84483598 CCTCTTCCCACCAAACTCAA GGCTGTTGTGGTGATGATTG 197

Ai02B19008 Araip.B02 19008 p3 (TTG)5 15 84489027 84489041 ACTGACCGAGAGAAGGAGCA CCATGACAGGAGCATCACAC 227

Ai02B19011 Araip.B02 19011 p3 (TTA)17 51 84490942 84490992 TGGCTATTTGCTCAATGATGA TGCACTATCCGCAAGACAAG 207

Ai02B19021 Araip.B02 19021 p2 (AT)8 16 84528913 84528928 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 267

Ai02B19025 Araip.B02 19025 p2 (CA)22 44 84548857 84548900 GCTAAGGCTGGCTGGAGAAT GATGTAGGTCGAGAGGCACC 270

Ai02B19026 Araip.B02 19026 p2 (AT)7 14 84552395 84552408 GGGTACCCGATGAACAAAAA AGTGATTGGTTCGGGTATCG 268

Ai02B19028 Araip.B02 19028 p3 (ACC)5 15 84556577 84556591 CGGACAAAAATACCCTTCACC TGTGTCTGTGTTTGCTTTTGC 260

Ai02B19036 Araip.B02 19036 p3 (AAT)6 18 84579077 84579094 TGTGCGAACTTGCACTATCC GCCATTTGATCAATGATGGAG 175

Ai02B19038 Araip.B02 19038 p4 (ATTT)5 20 84581787 84581806 GTCATGACAAAAACGACATAATTT AGCCTTCGGTTAGCAGTTGA 258

Ai02B19041 Araip.B02 19041 p2 (TA)6 12 84600187 84600198 TTTCCATGAAGAATTTCAACTCA CATTTTCTTTCAATTTTGGCTTG 271

Ai02B19042 Araip.B02 19042 c (T)11ctgcaagctttg(T)1033 84616196 84616228 TCCCCAAGCAACTGAAAATC TTGGCTCTTGAAAGAATGATGA 201

Ai02B19046 Araip.B02 19046 p3 (TGT)5 15 84620775 84620789 GAGGTTGATGGACTTGTTGGA CATCCTTTCGGATGTCACCT 200

Ai02B19047 Araip.B02 19047 p2 (TA)8 16 84621721 84621736 GGCCTTAGAGGCTTGAATTG TAAAACGCTTAGGCACGGAC 247

Ai02B19048 Araip.B02 19048 p3 (TAT)5 15 84622897 84622911 CTTCCTTCTTGGGATGGTGA TTTGCAAATGGACCTTGACA 238

Ai02B19049 Araip.B02 19049 p3 (TCT)10 30 84626567 84626596 ACCTCTCCGTGTCTGTCACC CCCAAAAATGAGAAACATCCA 268

Ai02B19059 Araip.B02 19059 c (CAT)5caat(TTC)534 84641293 84641326 GTGGGCATTGCTTTGATTCT GCATGTTCCAAGCCTTCTTC 235

Ai02B19060 Araip.B02 19060 p3 (ATA)5 15 84641496 84641510 CCTCGAGGTAGCCTCCTTCT TTTCTTCATTCCCACCTTCTT 280

Ai02B19062 Araip.B02 19062 p3 (AGC)5 15 84650810 84650824 GCAGTGCAAGTTGATGCAGT GCTACCTTTAAAAACTCCGCAA 264

Ai02B19065 Araip.B02 19065 c (CT)7cctcttgaactctgcacgc(CT)849 84662941 84662989 CCACGAACGATGACAATGAG AAGAGAAAGAGAGGGAGCCG 183

Ai02B19068 Araip.B02 19068 p2 (CT)7 14 84678173 84678186 TATCCGCCAGTAAATCCGAC AAATGGAGCAGAGGAGCAGA 206

Ai02B19070 Araip.B02 19070 c (T)10c(T)10cttgaactt(TAA)545 84684189 84684233 TCATTACCTTAAAAGGCTTCGG TGTGAATGACAGATATAACAACTCAA 278

Ai02B19071 Araip.B02 19071 p3 (GAA)5 15 84686896 84686910 GTTGTAGACGGCCGGTAAGA AATGGCAAACACAGACAACA 197

Ai02B19072 Araip.B02 19072 p2 (TA)7 14 84690644 84690657 AGTGACGGATGGGATTTGAG GCCCCCACTCTCATTTCATA 202

Ai02B19074 Araip.B02 19074 p2 (CT)6 12 84698091 84698102 TGGTTGCCTAACTCTACCGC TGGGTGAGAGTTTCTTCTTTTTG 193

Ai02B19077 Araip.B02 19077 p2 (GT)6 12 84705186 84705197 TCTTCTCCTCCCTCACTCCA GACCCAAAGTGGTCCCTTG 112

Ai02B19079 Araip.B02 19079 p2 (AT)20 40 84714202 84714241 GAGGCGCTACGACCTCTAAA CGCTTACGTGAGTGATACGC 210

Ai02B19088 Araip.B02 19088 p3 (TCT)5 15 84747310 84747324 TCCTCCAGATAGAGCTCCGA CCAGCTGGAACTGTGTGAGA 277

Ai02B19096 Araip.B02 19096 p4 (ATAA)5 20 84777114 84777133 ATGGGAACTTGGGTTGATGA TCCACCACATATGCATTGATCT 241

Ai02B19097 Araip.B02 19097 p2 (GT)8 16 84777279 84777294 TCAATGCATATGTGGTGGAA TGGAGCTAAGGTAAGGATGAGG 200

Ai02B19098 Araip.B02 19098 p2 (AG)11 22 84778453 84778474 AGAGTGGGAAAATCAAGGCA ATTTTCGTGCACCATCAACA 252

Ai02B19099 Araip.B02 19099 p3 (TTA)7 21 84783063 84783083 AAATAAAACGGCGTTGCTTC TGGGTTTGTTTGGCCTTATC 218

Ai02B19100 Araip.B02 19100 p2 (GT)6 12 84783865 84783876 AGGGCGTCAAAAATCAATCA GTGCAGTTGGGGACAAACAT 280

Ai02B19108 Araip.B02 19108 p5 (TCCTT)5 25 84803145 84803169 TCTTCATCTTATCCCCTGGC TCATCTTCTAGCATAGAACCTCCA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B19111 Araip.B02 19111 p2 (TC)7 14 84816017 84816030 CAGAACACAGCTCCTCTCCC AGAGGGTGAGAAAAGGGGAA 208

Ai02B19114 Araip.B02 19114 c (A)10tttaaactcttgaaaaggcttaacgcatcctacatttggttattttgtttaac(A)1275 84830579 84830653 AAACGTTACCTGCATTTGGG AGCTGCTGCGTTTTATCCAT 132

Ai02B19116 Araip.B02 19116 p4 (TTTA)5 20 84833182 84833201 GGGCATCTTTAGTGGCATGT CCAAAGCTCCGAATCCATTA 151

Ai02B19121 Araip.B02 19121 p2 (AG)6 12 84853528 84853539 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai02B19124 Araip.B02 19124 p3 (TTG)18 54 84868029 84868082 TGCATACTGGTAAATTTGGTTCC AATAATCACAACAACGTCACTCA 232

Ai02B19127 Araip.B02 19127 p2 (TA)14 28 84879360 84879387 GCTTATGCCCATTTCATTGC CGGAGTCTCTTTTCTCAACACA 256

Ai02B19128 Araip.B02 19128 p3 (TCC)6 18 84879653 84879670 TTTGTGCACTTCTTCTTTTTCG GTGGCAACAGTAGCGACAAC 171

Ai02B19129 Araip.B02 19129 c (ATC)5ctcgttgtcttcatcttcttctcccaaccaatgaaattc(TCT)19caatgttgttgttgtttaattccttcttctctttttttcctcatcattctcttttattatcatcaacattgtcctcgtcgttttta(TCT)7218 84879813 84880030 TCTTGATGTTGTTGTTTAATTTCTTC GAAAGAAGAATTTCATTGGTTGA 280

Ai02B19137 Araip.B02 19137 c (TTC)5(T)18 33 84939521 84939553 TGCCTGACTTTTCTCACCTTG GGAAGCATGCTCATGTGAAA 209

Ai02B19139 Araip.B02 19139 p5 (TATTT)5 25 84943817 84943841 CGCTTTGGATTTTGGATGTT TCCTCTTAATCAACCCCATGTC 274

Ai02B19143 Araip.B02 19143 p2 (GA)7 14 84980322 84980335 TGCTTGTCCTCAAGCAAAGA AACAGAAAGTTACGCGGGTG 278

Ai02B19145 Araip.B02 19145 p2 (AT)13 26 84989056 84989081 GATTTTCATAATCACAACAACCCA CAATGTGAATCCTTGAATGGC 138

Ai02B19146 Araip.B02 19146 p3 (TAT)5 15 84996160 84996174 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 254

Ai02B19151 Araip.B02 19151 p2 (AG)7 14 85025357 85025370 GAACTCGCGACTGCCTTAAC AAAAGGAACGTTGAACTTGAGAA 260

Ai02B19153 Araip.B02 19153 p3 (GAA)5 15 85030655 85030669 AAAAAGCATCAGGTTGCGAT ATTCCCTCCGAAAACCATCT 258

Ai02B19154 Araip.B02 19154 p3 (TTA)18 54 85032208 85032261 TGCCTAATGTAAGACCCAGATTT TTCGGCCAATTCTTTCTTTC 280

Ai02B19155 Araip.B02 19155 p2 (TA)9 18 85032419 85032436 AGCCATTTGGAAGCAAAAGA TTCATGGTCCCATAACCTCC 159

Ai02B19157 Araip.B02 19157 p2 (AT)9 18 85037186 85037203 CTCAACCTGTGAAGCCAAGG TCCCATGCTGTGTTGTTGTT 253

Ai02B19158 Araip.B02 19158 p2 (CA)6 12 85040699 85040710 GAATGGGATCTGACTGTGGG AATAGAGAGCACGACGCGAT 278

Ai02B19159 Araip.B02 19159 p2 (CA)6 12 85043266 85043277 GAATGGGATCTGACTGTGGG AATAGAGAGCACGACGCGAT 278

Ai02B19160 Araip.B02 19160 p2 (AT)6 12 85052147 85052158 GTGTCATGAGACAGAAATGGAA ATCCAACATGCCAACAATGA 151

Ai02B19162 Araip.B02 19162 c (T)10cttttaaccaaaaattgtctcatcagttaaatag(AAGA)564 85061464 85061527 ATATTTTGGCACGGGCATTA ATATCCCTGAAACGGTCGTG 212

Ai02B19164 Araip.B02 19164 p2 (AG)8 16 85071624 85071639 CACTGCAAAAAGCAGCATTG CAACGCAAATCCAAACACAC 268

Ai02B19166 Araip.B02 19166 p6 (ATCTTT)5 30 85074836 85074865 AAATGAGGCATGCATTTTCG TCAATGTATGAGCACCATGTCA 169

Ai02B19168 Araip.B02 19168 p2 (AT)9 18 85082085 85082102 TAACGGAGCCAAGGACCTAA TGGCGATGAGACAATAGCAG 271

Ai02B19172 Araip.B02 19172 c (T)10caaactccaaatatttggtttgcaaacaagataggtgcaaagaaaaacttggctatacatactaactcatctc(T)1194 85098212 85098305 ATTACTAATTGCACGCTAAAAATCT CCCAATTCTTTTGTACTTCCTTATG 265

Ai02B19174 Araip.B02 19174 c (T)11actaaaaataggatattcgaactcacaatttcttagatgagtatagagagattatatcatttgagttatgtcacc(A)1197 85101127 85101223 AATCGTATAATTACAACCGTTCTCTT TGAATTTAATTTGGATGGATTGTG 275

Ai02B19175 Araip.B02 19175 p3 (GGT)6 18 85105356 85105373 TCACCCTTGCCTCTTGTTCT TGGTAGTGACGGTGAAGCTG 173

Ai02B19176 Araip.B02 19176 p3 (GTT)5 15 85105795 85105809 GTTTCTGTCGAGGCTGAAGG TCCGGAAACAATCCAGAAAC 252

Ai02B19177 Araip.B02 19177 p3 (GGT)6 18 85109473 85109490 GCCTCTTGTTTCTCGTCGTC TGATGGTGGAGTTGTGTGGT 147

Ai02B19178 Araip.B02 19178 c (GAA)6gatctgaattgcttgatgctgtttcttttttcattctttttg(T)1171 85110669 85110739 TTGCTTGATGCTGTTGCTTT TCCATAGAAAATTAGGGGTTGTG 224

Ai02B19179 Araip.B02 19179 p2 (CT)17 34 85124790 85124823 CATTCTAGGCGGGATTTCAA CTCTGGCCAATCCAAGTCAC 219

Ai02B19180 Araip.B02 19180 p2 (TA)16 32 85125126 85125157 GTGACTTGGATTGGCCAGAG TCACAATCTTCACATTTGCCA 246

Ai02B19184 Araip.B02 19184 c (T)12atttgattgtgtttgcttgattttgc(T)20ctttcttctcttttttttcgccattttc(T)17103 85142298 85142400 TGAAATTTGAGTGTGTTGGCA AAGCAGTGAATACAAAGCTTGC 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B19191 Araip.B02 19191 c (A)10t(TTA)5 26 85175510 85175535 GTGGTCCTGGTTCGATTCTC TCGATTGCCTCTCTCTGGAT 221

Ai02B19192 Araip.B02 19192 p2 (CT)6 12 85180113 85180124 GGAACGTTGAACCTGAGAAAA TCGCAGTGACAAAAATCAGC 267

Ai02B19195 Araip.B02 19195 p3 (CAT)5 15 85194213 85194227 GGTAACTTGGTGGGCTGAGA TGATGCTGATCTGTTGGCAT 266

Ai02B19199 Araip.B02 19199 p2 (AT)6 12 85208494 85208505 TGTGGTGGTGAGGTAGTGGA TCGATAGTTTGGCAGCATGT 236

Ai02B19200 Araip.B02 19200 p6 (TCTTTT)5 30 85211966 85211995 TGTTTGTCATAAAACTCATTTTTCG TTGGAGAACAAAAATTGGTGG 273

Ai02B19203 Araip.B02 19203 c (AG)10aaaatatgcggtggtatttgggagaagacagagcactgaaactgaaacagagc(AG)685 85218613 85218697 ATGGTGAGAAGGGCAATGAC AACGTACGCTCTCTGCCACT 225

Ai02B19210 Araip.B02 19210 p5 (TCAAT)5 25 85242059 85242083 CTGCATAATGAATCGAACACG CGTGCGTACAAAGTTTTTGG 245

Ai02B19211 Araip.B02 19211 p2 (AG)6 12 85244549 85244560 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 216

Ai02B19212 Araip.B02 19212 p2 (AG)6 12 85244715 85244726 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai02B19214 Araip.B02 19214 p2 (AT)17 34 85255506 85255539 GGAAGCATGCTCATGTGAAA TGGGGAATTCTTTTGTGTCC 135

Ai02B19215 Araip.B02 19215 p2 (TA)8 16 85260930 85260945 CTAGTCGGCCTAGACTTCGC AGTTAAAGCATGAGGCCGAA 131

Ai02B19217 Araip.B02 19217 p2 (TA)6 12 85263628 85263639 GGAGATGGAATGAAGTGACCA TGGATAAATATGTCAACCGACTCA 241

Ai02B19219 Araip.B02 19219 c (CT)7cattttcgaaaatatcttccctctttttcaaaatttctttttaatgaactaattattttaatctttgatttt(A)1096 85278777 85278872 TGTTTCTTATCTTTTTCAAAATCACCT GGATTTTTGGTGATGTGAGG 275

Ai02B19220 Araip.B02 19220 c (CT)6gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtggtataaaggatccc(TAT)25156 85279024 85279179 TCGAAAATTCTCCCTCTCCC TGACAAAGAAGAGGGCACAG 261

Ai02B19221 Araip.B02 19221 p3 (AAT)5 15 85279354 85279368 AACAGGAAGAGGAGATGGCA TTCAGCTTCATGATTGCACC 249

Ai02B19222 Araip.B02 19222 p2 (CT)6 12 85280773 85280784 TTTGCATGCCTAATTTGGTG GGTAGGTGGGTGTATGGGTG 155

Ai02B19223 Araip.B02 19223 p3 (TCT)6 18 85280919 85280936 CACCCATACACCCACCTACC AAGCAATTGCCTTCCCTTTT 255

Ai02B19225 Araip.B02 19225 p2 (TA)31 62 85291569 85291630 ACCGCTCCCGAAATACTTTT TTGTTTATTGTTCCCTCGCC 278

Ai02B19227 Araip.B02 19227 p3 (CTT)5 15 85312902 85312916 TTGACATCCAAGTTCATCCAAG AGGAGGAGATGGATGTGGTG 177

Ai02B19228 Araip.B02 19228 c (GAC)8(GAT)11 57 85313482 85313538 AAATGAACCGAAAATTGTCCA ATTTTTCAATTTCGTTGCCG 262

Ai02B19230 Araip.B02 19230 c (C)12(AC)12 36 85317251 85317286 TATTTGCCCTGTGTGCTTGA AACATCTGCCAAATGCAACA 278

Ai02B19231 Araip.B02 19231 p2 (AG)8 16 85319739 85319754 TTCTGGGCTGTTTTTGATCC GGAACATTGAACCTGTAATTGGA 222

Ai02B19232 Araip.B02 19232 c (AG)6ga(TC)6 26 85323913 85323938 GGGAAAATGCATCCATTCAA CATTGGAAGGTTCATAAGCCA 250

Ai02B19234 Araip.B02 19234 c (TA)6cggattggattgtgtagcaataatttcaagcaaataagaacaacaattttgtattcgaaaatatttgtga(T)1395 85333706 85333800 TGAGTTTGGCATTCAAAGATT TTCTCAAAAACAAATGCGGC 252

Ai02B19236 Araip.B02 19236 p2 (GA)6 12 85349852 85349863 AAGTGGGGACACAGCAGAAC CCACTCCAACTAGGGAATGGA 256

Ai02B19238 Araip.B02 19238 p2 (AT)7 14 85355056 85355069 GGACTTTTGTGCTTTTGGGA AGCCTTTGAAGGAAAAAGGG 257

Ai02B19240 Araip.B02 19240 p3 (TCA)5 15 85365316 85365330 GCACAGAACAATCCAAGCAA AAAGGCTAAGAAGGATGCCTG 280

Ai02B19241 Araip.B02 19241 p2 (TA)13 26 85366252 85366277 AAATGCTCAACATATGCCTCA AGTTTGGTTACCGGCTCCTT 199

Ai02B19243 Araip.B02 19243 p4 (ATAA)5 20 85370673 85370692 TTACCCTACCCATTGCCAAC TTAATGCTTCATTTTGCCGC 125

Ai02B19244 Araip.B02 19244 p4 (TTTA)6 24 85376212 85376235 TGAAATTAAGTTTGGTGTCACCTAGT CCTGCGCATAAACAAACAGA 228

Ai02B19246 Araip.B02 19246 p2 (AT)9 18 85386943 85386960 GCTTCGGCTAAAGGAAAGAAA TACCAGCCTGCCTTGTAACC 213

Ai02B19247 Araip.B02 19247 p3 (TAA)6 18 85390121 85390138 CGATTTCGCGTTTCAATTTT TGCGGGCGATTATTAGTCTT 262

Ai02B19248 Araip.B02 19248 p2 (TA)19 38 85395232 85395269 AATGAGGAGAAAAGCCACCTT TGTTGTTGGAGGATTGCTGA 138

Ai02B19249 Araip.B02 19249 p2 (CT)11 22 85396549 85396570 GAATTCCATCCCCAATTCAA TGGCAATAATGGTGCTGAAA 205
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Ai02B19251 Araip.B02 19251 p2 (AT)8 16 85398344 85398359 CGTCAGTCACAAACGGAGAA GAAAGAAAAGCTACATCATGGC 245

Ai02B19253 Araip.B02 19253 p3 (AAT)5 15 85406776 85406790 TTTACTCAAACTAGACCTATAATTCCG GCATGGCCAAAGTTACATCTC 196

Ai02B19254 Araip.B02 19254 p2 (TG)6 12 85406907 85406918 CTCAAACTAGACCTATAATTCCGTCT AAGCATGGCCAAAGTTACATC 194

Ai02B19256 Araip.B02 19256 p3 (TTC)6 18 85407808 85407825 CCTATTTGGTCCCTTCCCAT CCATGCAGTGAGTGAAAACG 206

Ai02B19257 Araip.B02 19257 p3 (ACA)5 15 85408166 85408180 TAGAAAGGTTCATGTCCGGG TCTATGATGAGGGGGCTTTG 209

Ai02B19260 Araip.B02 19260 c (A)12c(AT)36 85 85410696 85410780 CAGTGCCCAGTGATGTAGGA GTGTCGGGTTGACAGTTGAA 236

Ai02B19262 Araip.B02 19262 c (TC)6tttctt(TC)6 30 85429191 85429220 TTCGTTGATTAGATTAAACTGTTTTTG TGGGATGAAATTGAGTGACG 118

Ai02B19264 Araip.B02 19264 p2 (TA)7 14 85445020 85445033 TCTGGCTAGCCTTAGCTTCG AAAGCGCAACACTCAGGAAT 135

Ai02B19268 Araip.B02 19268 p2 (TC)6 12 85452547 85452558 GATTTAATTTGGGCAGGTCC GGAACATGGTGGAGTCTTCAG 261

Ai02B19269 Araip.B02 19269 p4 (TCTA)10 40 85454216 85454255 TGCAACCAACCATTGTCCTA TTCCTCGAGCATCTGGTTAGA 140

Ai02B19270 Araip.B02 19270 p2 (GA)7 14 85461176 85461189 TGGAGGTTGGAGTTTCTGAAG CGCGTTCTCTCTCACACAAG 100

Ai02B19275 Araip.B02 19275 p2 (TA)9 18 85476918 85476935 TGTACCTGCAGATTTTGGCA TCGGCTCAACAACATAAACAA 141

Ai02B19278 Araip.B02 19278 p2 (AG)8 16 85484213 85484228 TTCCAGATGCATCATTTCCA CACCTCACTCACTCCCCATT 236

Ai02B19280 Araip.B02 19280 p4 (TAAA)5 20 85496446 85496465 CGAACACAGAGAAGAACAGGG CGAAAACTCCTCCCCACTTT 249

Ai02B19281 Araip.B02 19281 p4 (TAAA)5 20 85498166 85498185 CGAACACAGAGAAGAACAGGG ATTTTCGAGAACTCCTCCCC 254

Ai02B19282 Araip.B02 19282 p2 (TA)6 12 85499562 85499573 TGCGGATGGTGACAGAGTAG ACCTGAGAGTCGTACCACCG 279

Ai02B19283 Araip.B02 19283 p2 (AT)6 12 85506862 85506873 AACGATATACGGACAAGGCG GTACCCTAGCCGGCCTAAAC 121

Ai02B19286 Araip.B02 19286 p3 (CCA)6 18 85514213 85514230 TGAGGGTCAGAATCGAAACC TGGTTTGGTGTTGTTTGGTG 251

Ai02B19289 Araip.B02 19289 p2 (TA)10 20 85526751 85526770 CCCGGTTTGCGAAGATAATA ACTGAGGCATGCTGGAGACT 268

Ai02B19290 Araip.B02 19290 p5 (AAGAT)5 25 85528753 85528777 TTAGAAGGTTGGCCCATGTC CCTGGGTGCTCCAGTGTATT 246

Ai02B19291 Araip.B02 19291 p2 (TA)8 16 85538996 85539011 AAATGTGCAACATGACATTCTTT TCGGATGGTATATTTTGATTTGTT 278

Ai02B19296 Araip.B02 19296 p2 (AC)7 14 85561669 85561682 GAGTTCTAAGTTGCGAGCGG CATCAATCAATGCACATCCA 226

Ai02B19297 Araip.B02 19297 p4 (ACTA)7 28 85562479 85562506 AACCTCAACAATGAATCCCAA CCTTCTTCAACCATCATCCAA 224

Ai02B19298 Araip.B02 19298 p2 (CT)19 38 85566998 85567035 AAGGTTCACCTCATGGCAAC GGGACTCTTCGTCATCTTCG 134

Ai02B19300 Araip.B02 19300 p2 (TA)6 12 85571950 85571961 AAGCAAGTGACCGACACAAA AACTAAATTCATTTGTTTTACTTGGG 261

Ai02B19302 Araip.B02 19302 p3 (ATA)8 24 85573396 85573419 TGTACCCTCACACGCAAAAT TTCTTAAAAGCGACTTTATTCTTGT 246

Ai02B19303 Araip.B02 19303 p3 (ATA)6 18 85574074 85574091 GCCCATAACTGTTGGTTGCT GCCAATGTTTAAACTCGGATG 212

Ai02B19306 Araip.B02 19306 c (A)10gatcttttttttcaatgaaagaagatcttttttttattttttagcatatttggcaaatttctagtagtaaaagtaaaagtactagaaaaattt(A)11114 85582342 85582455 TGCTTGTTTGGGCATCATTA TGTTCGGATATCTCATGCAAA 259

Ai02B19307 Araip.B02 19307 p2 (AC)11 22 85584285 85584306 CATTCAACAAACCCATGCTG TGCCATCTTCTACCCTCCAA 265

Ai02B19311 Araip.B02 19311 c (AGC)5ggagagtgcggcggc(AGG)648 85587836 85587883 TACTTGGAAGCAGCGGAGAT ACCGTTATCATGGCGGTTAG 278

Ai02B19319 Araip.B02 19319 c (T)10(A)10 20 85606339 85606358 AAGAGGAAGGAAAGAAGAAAACAA TTGCATAAATTGCTAATTGCTACTG 265

Ai02B19327 Araip.B02 19327 p3 (AAG)7 21 85629789 85629809 GTTGCCGCTGGTTCTCTTAG GTTGGTGAGCTAAACCCGAA 231

Ai02B19332 Araip.B02 19332 p2 (GA)23 46 85648895 85648940 GACTCCCAAATTGTTGACCG ACTCCGAAACCGAAACACTG 148

Ai02B19335 Araip.B02 19335 c (TGG)6agcatgtaattgtgttggtagtagtgagggtatttttgtc(A)1068 85653687 85653754 AGTACTTGGTGTTGGTGGTGG CGTCCCTCGTCTAATTTTCG 221
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Ai02B19337 Araip.B02 19337 c (GA)9gcaaaattaataaactctcttcctccattcttaaaag(GA)1177 85663434 85663510 TCAAAATTAATAAACTCTCTTCCTCCA GAGCTGTGATAAGGTAGCACCA 230

Ai02B19338 Araip.B02 19338 c* (AGGG)6(GA)6* 35 85665557 85665591 TGAGCACACTGTTGTTGCTG TCAATGACCTTCAACAACTTTCA 261

Ai02B19346 Araip.B02 19346 p3 (AAT)5 15 85698496 85698510 CAACCCCATAGTTAAAAGCCA GCCAAGAAGATGGGAAACAA 248

Ai02B19351 Araip.B02 19351 p2 (AT)8 16 85703915 85703930 TTGGTAGCCGTAAAGTTCACC GGCTACAAGCATTTGTGCCT 174

Ai02B19353 Araip.B02 19353 p2 (AT)6 12 85707469 85707480 TGGTTTCTGTTAAAACTTAAAACAACT TGGTCACAAAAGTTGAACAAAGA 193

Ai02B19358 Araip.B02 19358 p3 (ATA)6 18 85713510 85713527 TTGAGGAGAAGAGGGATTTCA TGCTTTGGAAACTGGGGATA 225

Ai02B19365 Araip.B02 19365 c (T)10aaataatctctcacagaaatataagc(T)1147 85724504 85724550 AACCGGTTCTATTCAAAGACCA TCAGTTTTTGTTTTTGAGTCTTTCTG 241

Ai02B19368 Araip.B02 19368 p2 (TA)6 12 85748813 85748824 ATAGTCGCAGGGCAGATGTT AAAACGCTTGTGTAGCACTACTCTT 262

Ai02B19369 Araip.B02 19369 c (T)13catcatcatcagta(TCT)542 85749382 85749423 CCTCCTTCTCCTCCTCTTCC CCTGAGAAAGTAAAACAAAAAGCA 268

Ai02B19370 Araip.B02 19370 p3 (GAG)5 15 85749985 85749999 AGGCGAAGAAAAAGGAGGAG GCGCGTTACTCAACGGTTAT 101

Ai02B19374 Araip.B02 19374 p2 (AT)6 12 85753691 85753702 CATGCACCCGATTTTAGCAT GCCCTATCTAACACTAATTTTGTAAAC 225

Ai02B19376 Araip.B02 19376 p2 (AT)6 12 85760844 85760855 TGAATGGGAACATTTTGGAA CATGAAAATTCTAGTCCATGCAA 243

Ai02B19377 Araip.B02 19377 p2 (GA)10 20 85772241 85772260 GACGGTGGAGGCATAGATGT CGGACACAGGTCATCATCAG 211

Ai02B19380 Araip.B02 19380 p3 (GAT)5 15 85785487 85785501 TTGAGAAGGTAAAACAAGAAGGA ATTCCATTCTCGTTTCGGTG 208

Ai02B19381 Araip.B02 19381 c (A)12(GAG)5 27 85786317 85786343 GATGGAGGAGAAGGAGAAGGA CCAAAACCCTAGGTTCTCCC 230

Ai02B19382 Araip.B02 19382 p2 (TA)6 12 85787727 85787738 TTCAGATGCAGGGAGTGATG AAGGCCGACCAGCATACATA 243

Ai02B19386 Araip.B02 19386 p3 (TAT)5 15 85831149 85831163 AAATGTATCGCTGGATAAGCA ACAGCAATTCTTTCTCCCGA 224

Ai02B19388 Araip.B02 19388 p2 (GT)9 18 85837274 85837291 GAGCAGAAGCTGTTGCCATA CCAATTGAAATCATGGAGGG 245

Ai02B19391 Araip.B02 19391 c (A)11ctttttgtttttttgtttagtttttatatctctttcaaaaatttatctg(T)1272 85866629 85866700 TCCAGGGCAAAGAAAGAAGA TTTTTAAGAGAACCATATGACGAAAA 261

Ai02B19397 Araip.B02 19397 c (T)10cgcttttgccttactcgaattgtcaaaactccatctccaacaa(T)1063 85929072 85929134 AAGGTGGGGAGGGAGAGATA CAAGTCCACAACCCAACTCA 191

Ai02B19398 Araip.B02 19398 p3 (GAG)8 24 85931125 85931148 AAGAGCACAAGGGACGTTTG TCAATGGCAGAAGAGGAACC 280

Ai02B19400 Araip.B02 19400 p2 (AT)8 16 85936392 85936407 TCAACAACTCTCCCACTCAAGA TTTCACAATCAAATATGACAATGC 125

Ai02B19401 Araip.B02 19401 p2 (AT)7 14 85937135 85937148 TCGGTTTGCAAAAGTAACCG GTTCTCACCCATGCGAATTT 274

Ai02B19402 Araip.B02 19402 p2 (AC)6 12 85944617 85944628 AGAGTCCCAAATGCATGCTC CAAGCACAACTGGTGCCTAA 200

Ai02B19403 Araip.B02 19403 c (GAA)7gatgacgatgacgatgac(GAT)554 85952303 85952356 GAAACAACGGAGGATTTTGC ATATCTTCGTCCTCATGCCC 200

Ai02B19411 Araip.B02 19411 p2 (AT)6 12 85980522 85980533 TTGATCATTGGGTGCTGAAA TCCATCATGCTTGTCATACCTC 268

Ai02B19414 Araip.B02 19414 p2 (TA)8 16 85991846 85991861 CACCGTCAAGAAGGTACGGT GCCTCTGGCCTAATTCATCA 245

Ai02B19417 Araip.B02 19417 p2 (TG)22 44 86008268 86008311 CCTCAGGCTCTACAGGAACG ATTCCTGAGCGTTGTGCTTT 247

Ai02B19424 Araip.B02 19424 p2 (TA)9 18 86055742 86055759 AACCCAATCAAATGCACCAT TGCGAGTTCTTCGAGTCTCA 258

Ai02B19426 Araip.B02 19426 c (AAT)9tattattttaataataacaataattatcctatccccattcatcattgtgagagctcacgtatatttcacatcattaatccctattttttgtttctttaa(T)12138 86057320 86057457 TGAAAAACTATAGAGAGCAAAGCAA CGCTAGCTTCATGCTGATAGAA 280

Ai02B19428 Araip.B02 19428 p2 (AT)8 16 86059224 86059239 TTGGAGACTATGTTCGTAACGG AACCTGCATGTAAATCCTTGA 177

Ai02B19430 Araip.B02 19430 p2 (AG)7 14 86075492 86075505 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 173

Ai02B19432 Araip.B02 19432 c (T)10gttttattttcaaaaaatttttcaaaaatctatcagaaatttttcttttgttttcgaaa(AAAT)5aataaaatatattttc(A)10115 86079437 86079551 TCGAGTTTGGACAACTGACG AGCCAGGCTCCAACATTTTT 262

Ai02B19433 Araip.B02 19433 p2 (CT)6 12 86080943 86080954 TTTCTTATCTTTTTCAAAACCACC AAGAAGGGGTTCGAATTTGG 255
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Ai02B19434 Araip.B02 19434 p3 (TCT)5 15 86085463 86085477 ATAGGATCCCAACCCACCTC TTGTCTTCCCTTCCCCTTTT 259

Ai02B19435 Araip.B02 19435 p3 (ATT)7 21 86089028 86089048 CCGTCAGTAATTTCGTCGGT TCAATCGAGAATATTTTGAATCATTT 256

Ai02B19436 Araip.B02 19436 p4 (AAAT)5 20 86092553 86092572 CAACGCGAATTTTTGTGAAA ATTTCACTTGGGGCATTTTG 166

Ai02B19437 Araip.B02 19437 p3 (ATC)11 33 86095128 86095160 AACAATGCAATTACCACTGGG TTCAATCCATCTATTACAAACCG 129

Ai02B19439 Araip.B02 19439 p3 (GAA)9 27 86102011 86102037 TCAGCAGTATCAAGTGAACCTCA TTCTACCAAATTCGCACACG 188

Ai02B19446 Araip.B02 19446 c (GA)7(AG)6 26 86117520 86117545 ATACCTCCCCCGAAGAGAGA TAAATTCAAACGCGAAACCC 102

Ai02B19447 Araip.B02 19447 p2 (AT)8 16 86118614 86118629 TTTTGCATTTCGGCTCATAC TTTTGAATGCGTATTGCAACTT 277

Ai02B19448 Araip.B02 19448 p2 (TA)6 12 86120684 86120695 CCATGGGAATTGCCTATGTTT TTGTGCAAGTACGACACTTTGA 257

Ai02B19449 Araip.B02 19449 p2 (TC)7 14 86122605 86122618 AAATCCGACGGTGAACCTTA TATCAGTGGCAAAGAAGGGG 170

Ai02B19450 Araip.B02 19450 c (CT)16accaccggctcgnnnnnnnnnnnnnnnn(TC)1590 86122725 86122814 CCCCTTCTTTGCCACTGATA GGAATAGTGGCGGTGACAGT 183

Ai02B19452 Araip.B02 19452 c (CT)7ttc(T)13 30 86134428 86134457 GGGAGCTTCTGAGCCTTCTT AGACCCTCTCTCCAACACGA 256

Ai02B19453 Araip.B02 19453 c (TTA)5cttctactttcaattatcattattattg(TTC)1073 86134618 86134690 CTCGTGTTGGAGAGAGGGTC AAGCAAGGGGGAACAAAAAC 157

Ai02B19454 Araip.B02 19454 p3 (TTA)5 15 86134895 86134909 GTTTTTGTTCCCCCTTGCTT CACAACCAAAATCCAAGAAACA 269

Ai02B19455 Araip.B02 19455 p3 (TAT)6 18 86135037 86135054 AACGGAAAACTGTTACCTGGAA GGGAAGTTTGAACAACGGAA 171

Ai02B19465 Araip.B02 19465 c (T)10caaatgtcagtttaattttacaatgattcattgaccttttctatcaactttggagtgaaagtaga(T)1792 86169612 86169703 TCGAAGACATCTGTTATTACTTTGAA GCGATTTTGCATGAGTCTGA 181

Ai02B19469 Araip.B02 19469 p3 (AAT)5 15 86189791 86189805 CCGCAAGAAGTTTATCAAGGA TTTGGCTACCTAGCATTACTCG 271

Ai02B19472 Araip.B02 19472 c (T)10aaattaaaataattaataaattaaaaagaatttttgaaaaaggggagagatattttcgaaaaat(GA)686 86193547 86193632 GAATGAGATGGGGGAGGAAT TCTTTTCAAAATTTGTTTCAACC 266

Ai02B19489 Araip.B02 19489 c (T)11gtattaaaatcgtccttttaattttttttggacaaaaataccctcaccactaccaacacaattacctcct(CCA)5tcaacacaaa(CAC)5121 86221363 86221483 CGAAACCGTCCCTCATCTAA TGCTTCTTGGTTTGGTGTTG 209

Ai02B19494 Araip.B02 19494 p2 (AT)10 20 86228808 86228827 ATTTAGACGTGATGCAGGGC TGTTAACTAAAGCAGCCAGCAA 164

Ai02B19499 Araip.B02 19499 p2 (TA)8 16 86250622 86250637 GTACCCTAGCCGGCCTAAAC ACGACTCTCAAGGGGGATTT 277

Ai02B19500 Araip.B02 19500 p2 (TA)8 16 86257007 86257022 GTACCCTAGCCGGCCTAAAC CATGAAGCCGAAAGCGTTAT 145

Ai02B19501 Araip.B02 19501 p2 (AT)7 14 86271975 86271988 GTTCCCGATTCGCAATTTTA GTTGTGGATGATATTCGGGG 185

Ai02B19502 Araip.B02 19502 p3 (TCT)5 15 86275105 86275119 CGCATACAAGCGATTAAGGC AAGGAAGAAGAACGTGCAGC 244

Ai02B19506 Araip.B02 19506 p2 (AT)18 36 86287559 86287594 GCAATACCGCTCCCAAAATA GTTATGGGCACAGACGTCAC 278

Ai02B19507 Araip.B02 19507 p2 (AT)6 12 86301322 86301333 GAACCTTTATGAATACGAACCGA CCCCTTATTTCCACCCATTT 280

Ai02B19508 Araip.B02 19508 c (CA)6t(AC)8 29 86307316 86307344 ACCCAAGCCCCAACATTACT TGAATTGAATGTGGATTGGC 195

Ai02B19512 Araip.B02 19512 p2 (AC)7 14 86330783 86330796 CAAGGAAGCATAGATGGTTGG TCGCTTGAGTCTTGCTTGAG 279

Ai02B19515 Araip.B02 19515 p3 (TAA)6 18 86344249 86344266 GACTGGAGTCTCCGCATCTC CGCACCAAACATAACAACCA 277

Ai02B19517 Araip.B02 19517 p3 (AAC)6 18 86358149 86358166 TCCCCAAAGTTCATGTTGGT GCTTCCCTCCTCTGAGCTTT 193

Ai02B19520 Araip.B02 19520 c (T)10ctaccaaccttcgatgttgccattctgtcacatccatt(AG)6aaggagacaaagagagaaagacaa(AG)8100 86373748 86373847 GCATCAATGGCATGATTGTT TATGCGGAAGGGATCAACTC 253

Ai02B19525 Araip.B02 19525 p3 (ATA)5 15 86388679 86388693 AAATTATATAACCGCGCGTAGC CGGACCATGTACACCCCTAC 190

Ai02B19528 Araip.B02 19528 p3 (TTA)6 18 86392096 86392113 CCATGCAGCAATTTTAACGA CACCAGTGAGCCATAGCAAA 172

Ai02B19529 Araip.B02 19529 c (A)10tttggtgtaagaactcaatt(A)10taaagagacctaattaaaaattttacgaaattatagggagcaagagaataattaaactttt(TTA)5tcaaaagcttatcttt(A)11143 86398610 86398752 AAAAATTGGTGCAGAGATTCAAA TCAATCATCGACACTTCAAAAGTT 227

Ai02B19536 Araip.B02 19536 p3 (TTC)10 30 86409833 86409862 CCAACCCCTTGTTACACCAC CATTGCTCCTCCCGATTAAA 239
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Ai02B19540 Araip.B02 19540 c (TTATT)6ttcggtttcc(A)1050 86419524 86419573 TTTCGAAAATCCTTACCCCTT AAGGGAGATGACGTGGATTG 178

Ai02B19542 Araip.B02 19542 c (T)10cgaaaattattttgggaagaacaaaaaaagaagaa(T)1055 86434343 86434397 ATGCGATTGACACCAAACTT TCGAGTTTGGACAACTGACG 240

Ai02B19547 Araip.B02 19547 p2 (AT)6 12 86463891 86463902 AAATCAAAGGTGGTGAGGCA CCTTGTTTTCGTAGGTCGGA 167

Ai02B19548 Araip.B02 19548 p3 (AAC)5 15 86465225 86465239 CCTTGGAGTCAGTGACGGAT TCCATGAGATGGTCAAACGA 190

Ai02B19549 Araip.B02 19549 p2 (AT)24 48 86466397 86466444 TTTTGTTAACCAAGTCCAACCA CAACTGCATCAATTGAAAGAAC 280

Ai02B19551 Araip.B02 19551 p2 (TA)10 20 86470212 86470231 CCACAACATTAATCACCACCA CGTTAAGTGATGGATTGCCA 256

Ai02B19552 Araip.B02 19552 c (C)10ttatttcttctttctcccttcttccttctttctcactttcta(CT)766 86479682 86479747 GCGACCGCGTTAATCAGTAT GGGGGAAAGAAGAAAAGAAAA 236

Ai02B19553 Araip.B02 19553 c (CACG)5(CA)8 36 86487260 86487295 TCGCACTCAAAAGCGTTAAA ACTGAGCGTGCTGGTTTCTC 228

Ai02B19555 Araip.B02 19555 p3 (TAT)12 36 86512738 86512773 TGTCCGTTAACAAAACCAACTG TGGTTCAGCAATGAGGAATG 184

Ai02B19558 Araip.B02 19558 p3 (CTT)5 15 86519018 86519032 TGTCATGCACAATTCAAAACTG TGATTGCGACACAATTAACTCA 219

Ai02B19559 Araip.B02 19559 c (GAA)5agaggaaaagaagaatgaggaggatgaggagaagaaacaggaggagaaggaggaggaggagaaatgca(AAG)598 86520165 86520262 CGTTGTCCTGCTCAATTCAA CGTTATCATCGTCATCGTCG 218

Ai02B19566 Araip.B02 19566 c (T)10cgaacaacc(A)1130 86530259 86530288 CACATTCTTCGTCGTGAGATTC TGGGGTTGAAGACCTTTCTC 250

Ai02B19569 Araip.B02 19569 p2 (TG)7 14 86534441 86534454 GACATTGAAATGGTCAAATCACA CATTTGCCGGAAACAAGTTC 241

Ai02B19570 Araip.B02 19570 c (T)10ggtgacaacaccgcttttattattggtatggtctgattaatttcaacttttctatttatagaaaattcttttagcagtta(T)10100 86535648 86535747 TTGCTACAGTGATCCAGGCA AAAATTGACCAGCGGTTATTG 250

Ai02B19571 Araip.B02 19571 p2 (TA)7 14 86537220 86537233 TCTCCGTATTCCCCACAATC CCTCTGTGGGAAGAAGGGTT 237

Ai02B19572 Araip.B02 19572 p3 (TCT)5 15 86550303 86550317 GTAGAGCTCGACACGGTGGT GACCAACAGGCCAAACTGAT 249

Ai02B19573 Araip.B02 19573 c (T)12actaatggtggcaaaataagtcaaatttcatcgagtcaaatcatctaact(A)1375 86557711 86557785 TCATAATGTGCACCAATGGC AAAACAATCATACCCCGTCG 239

Ai02B19578 Araip.B02 19578 p2 (AG)6 12 86573980 86573991 ACAAGGGTGAGGAGAGCAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 261

Ai02B19579 Araip.B02 19579 p5 (GATTT)5 25 86579251 86579275 AAAGTGGCGCCAAATACCTA GTTCTTGGGGAGGAAGGAAG 276

Ai02B19583 Araip.B02 19583 p2 (AT)6 12 86599239 86599250 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 276

Ai02B19584 Araip.B02 19584 p2 (TA)9 18 86600778 86600795 GGCTCATAAGCCCCTTTTTC TGGTACGACTCTCAGGTGGA 233

Ai02B19586 Araip.B02 19586 p2 (GA)6 12 86608949 86608960 CTTTCAAGGGCTATCGCAAC GCGAGAAATAGCGATGAAGG 271

Ai02B19589 Araip.B02 19589 p2 (GA)7 14 86620941 86620954 CCTCTTCCTCACAGCACACA AGCTTCCCTCTCTCTCCTCG 275

Ai02B19599 Araip.B02 19599 p3 (TAA)5 15 86669406 86669420 CTTGTTGTGTGTAAAACGTTCG CACGTGATTGATTGGATCGT 213

Ai02B19605 Araip.B02 19605 c (C)10g(A)17 28 86681718 86681745 ATCATCTTCCGCATTTGTCC TGATCTCTCGTGTTTGCACC 260

Ai02B19609 Araip.B02 19609 p3 (TTA)5 15 86695161 86695175 CTGGCAGAAAGAATTGCTGA TTCCTGCGTTATTTTCCGTT 157

Ai02B19618 Araip.B02 19618 p3 (ATG)6 18 86707834 86707851 TGTTCCTTCTTCTTCTTTGTTTGA GTCCTCCTCATCTTCCGTTG 168

Ai02B19619 Araip.B02 19619 c (A)10ggagaaaaaa(GAG)5gtggtgttggtgagagagtaaaacaagaagatacttgagaaggtaaaataaaaaagaaaagatgaataag(A)14119 86708283 86708401 TGATGGGGAAGAAAGAGGAA TCCTTCTCATCTTCTGCTGCT 188

Ai02B19628 Araip.B02 19628 p4 (AATA)5 20 86737885 86737904 TTTGAGCGCCTTTATTTTGA TTTTGGGTATCTCATGTAAAAAGATT 280

Ai02B19631 Araip.B02 19631 p3 (GCC)5 15 86743802 86743816 TGATTGTGGCAGAGAAGCAC AATAATGGCAGCGACCAGAG 234

Ai02B19636 Araip.B02 19636 c (T)10cctccttcaaaattaatctatttctgcccctgaaacttatccaataaaaaatatatccttaatataaaataag(T)1093 86811896 86811988 TCAATCTCACATGAAGTTGACTG CAAAGGAATTGTTTGATTAATGTTTTT 229

Ai02B19641 Araip.B02 19641 p2 (TA)6 12 86830552 86830563 AGATGCACCTCACTAGGCGT CGGCCGGAGAATATCATAGA 209

Ai02B19646 Araip.B02 19646 p2 (CT)6 12 86847534 86847545 CCCTTCCTCACTCACCAAAA CAGGTTCTGGATCTGCTTCA 200

Ai02B19647 Araip.B02 19647 p3 (TTC)5 15 86850443 86850457 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231
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Ai02B19648 Araip.B02 19648 p3 (TAT)5 15 86865565 86865579 TCGAAAATTCTCCCTCTCCC TGGATCTGCTTCAACAAGGA 254

Ai02B19652 Araip.B02 19652 p2 (AT)10 20 86884547 86884566 GTGAGGGTGACTGACTGGGT ATTCTTCCGAAACAAATGCG 219

Ai02B19655 Araip.B02 19655 p4 (TTTA)5 20 86891151 86891170 AGATGATGTTAGCGCACACG TCTTGAATTGGAGTCTCACTCAT 242

Ai02B19656 Araip.B02 19656 c (T)10a(T)10 21 86891871 86891891 TCACCCTATAGATTGGAAACCA CATCTTCTGTCAAGCCGTCA 260

Ai02B19657 Araip.B02 19657 p2 (AT)12 24 86892611 86892634 CGACGAAAGAGTGGAGAAGG ATTTTGGCGGAAAGGTTTTT 259

Ai02B19660 Araip.B02 19660 p2 (TA)9 18 86905871 86905888 TTGACAACCAAAATTACTCTTAAACTG AAAGGCGCTGGCTATACTGA 270

Ai02B19661 Araip.B02 19661 p2 (GT)8 16 86910939 86910954 CTTTTCAAATTTGGATGGGA TCTCCTGTTTTTGCTTTTTCC 233

Ai02B19664 Araip.B02 19664 p2 (AT)15 30 86916259 86916288 TGGTCATAGGATTATTAAAAAGGACA CATTCATTCAATCCCCTTGG 207

Ai02B19665 Araip.B02 19665 p2 (TA)6 12 86917696 86917707 TTGGATGGGACTTTTCATAACC CCTACACCCCCTCCATAACA 280

Ai02B19666 Araip.B02 19666 p2 (TA)6 12 86918151 86918162 GTCCGAGTTGTGCAGGATTT GAACAAACTTGGATCTGGGC 190

Ai02B19667 Araip.B02 19667 p4 (TCAC)6 24 86918930 86918953 AAGCGAGATGATGGAACCTG AAGTGGAAGATGAGAGCCGA 155

Ai02B19672 Araip.B02 19672 p2 (AT)8 16 86945856 86945871 TCCAGCCAAAGAGGAGAGAA CCGATTACAAGCAAGGGAAA 186

Ai02B19674 Araip.B02 19674 p2 (AT)9 18 86949895 86949912 CAACCTCCCCACACTTAAACA TGCTTTTCTCTCCCATTTCAA 277

Ai02B19677 Araip.B02 19677 p2 (AG)6 12 86963698 86963709 AAACCTGGGATCGAGAGTCA GAAATTGCAGAAAACGCTCC 279

Ai02B19678 Araip.B02 19678 c (AC)7att(GA)18 53 86965924 86965976 TGGAGCACCAATAACAACACA CGGCAATTTTGGAGAACAAA 277

Ai02B19680 Araip.B02 19680 c (T)10gtctaggatcgcatttttagggccaag(TA)10gaaagacaaagttgtgtactaaaagtctaaactttttctaatctccattgtatattgtagataagaagagttattcaaaatttttg(T)12155 86968158 86968312 ACTAACAACGAAAGGGCCAA CATATTGAATTGAACATCCGACA 258

Ai02B19685 Araip.B02 19685 p2 (TA)8 16 86977242 86977257 GGAAAGAGATGCTCGTCCG CGATTGACCCTGAACTACGG 280

Ai02B19688 Araip.B02 19688 p3 (TAT)5 15 86980821 86980835 TCATAACTCAAATTGAAACAGAATCA TGAACCTATGGGTTACACACTAACA 264

Ai02B19689 Araip.B02 19689 p2 (AT)10 20 86981556 86981575 TGTCCATTCAACTAGCACCCT GGACAATATAATCCGGAAAGATCA 250

Ai02B19691 Araip.B02 19691 c (A)11ttaaaacaattttgctgttatagcgttccacatattttt(TAA)565 86989907 86989971 AAGTAGATGCGTAACTTGTCTCG AGTTTGAAGCATCCTGCGAT 208

Ai02B19696 Araip.B02 19696 p2 (CT)6 12 86997462 86997473 GATTCAGCCAAGCGAGTTTC CGATTTAGCCCCACATCCTA 211

Ai02B19700 Araip.B02 19700 p3 (AGA)5 15 87000400 87000414 CTCCCTCTTCTTCCAAGGCT AAGCTCACACCCACATGGTC 277

Ai02B19705 Araip.B02 19705 c (AC)6ttaatgacaagccatgaattatag(TA)648 87003301 87003348 CACGGCTCATATCACCACAG TCAAAACTTCACCACCACCA 222

Ai02B19710 Araip.B02 19710 p2 (AT)6 12 87022956 87022967 CAGGAATTGATAACATTTGAAATTATG GGGAAAACAAAATAAAAACCAAGA 256

Ai02B19713 Araip.B02 19713 p3 (CTC)8 24 87026827 87026850 AAAGTTCTACGTTCAAGCAAAATTC GTGCAAATTTGGAAGGAGGA 161

Ai02B19714 Araip.B02 19714 c (A)10tgtatgcgtgtatttaaaagaagaagcgcaaaagaggagaag(A)1062 87028940 87029001 AGAAGAAAAATCCGTGTGCG TTGGATTTTCAAAGAGAGGCTT 219

Ai02B19715 Araip.B02 19715 p3 (GAT)6 18 87031742 87031759 GAGCCAAGCTTAGGCAATCA CACCCCAACAAGAAGAGGAA 212

Ai02B19716 Araip.B02 19716 p2 (TA)6 12 87032109 87032120 GAGCCAAAAGAAGCAGCAAC CAACCGATATGCAAGACTAAAATG 233

Ai02B19726 Araip.B02 19726 p3 (AAT)8 24 87073518 87073541 GTAGTGCCCCACGAAAGAAC AGGAAGACGCAACACTTTCG 243

Ai02B19728 Araip.B02 19728 p2 (GA)6 12 87075223 87075234 GGAAGAAAAGAGAGGTGACCG GAGAGGACAGATCGAGCGAG 275

Ai02B19729 Araip.B02 19729 p3 (TGA)5 15 87085808 87085822 AAGGAGGAAAAGCCGAAAAG TCCGCTGTCCATATACCACA 189

Ai02B19731 Araip.B02 19731 p2 (TA)6 12 87091829 87091840 AAATGTCAATATTCTAACACGTCTTCT CAGACCGATAATATGTGCGCT 195

Ai02B19732 Araip.B02 19732 p2 (TA)11 22 87092061 87092082 TTGAGCGCACATATTATCGG TCCCGAGTGCATATGGGATA 242

Ai02B19735 Araip.B02 19735 p2 (AC)6 12 87115102 87115113 TGAGGGAAGAAGAAGAACCG TATGGGTACAAATCGAACGG 267
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Ai02B19741 Araip.B02 19741 c (T)10atttttttaaccgtaagtttcaaattttc(T)1150 87142096 87142145 CTATATGCAAAGGCAACGGA TTGATTGGACCACAGTTGGA 264

Ai02B19743 Araip.B02 19743 p2 (AT)13 26 87151440 87151465 CCAACCACGGTTTATGAAGG CCTCACTTGCCATTGTGTGA 150

Ai02B19747 Araip.B02 19747 c (CTT)5atttttcttcttctttatattccttcattattattcgtcgacatcgtcatcatcgtcttcttt(TTC)696 87156271 87156366 ACAGATGAGCTCACAGCACG GAAGACAACCACGATGACGA 179

Ai02B19754 Araip.B02 19754 p2 (TC)6 12 87181534 87181545 CATTGGAAAGTTCATAAGCCAA AGGGGACAAGCAGAGACTCA 259

Ai02B19761 Araip.B02 19761 p2 (TA)6 12 87222173 87222184 CAAGTTCGGCTTACCGAAAA AACTTGTGAGTTGGCTCGAT 258

Ai02B19768 Araip.B02 19768 p2 (AT)7 14 87236213 87236226 ATCATACCGTGCTCCTTTGC TTTCCTTGCTCATATAGTCATCG 253

Ai02B19785 Araip.B02 19785 c (A)10gaaaacgcataatggtgttggtgt(TGG)652 87285077 87285128 CAGAATCGAAATCGTCCCTC TGGACAAAAATACCCTCACCA 243

Ai02B19790 Araip.B02 19790 c (GT)6gggatgtgtgtgtgaatggtgttgatgacc(A)1254 87299764 87299817 CCACACCAAGTTCGAATCCTA TTTTTGGTCTGGTAATGGGA 178

Ai02B19791 Araip.B02 19791 p3 (AAT)6 18 87301416 87301433 TGCTTGTTGCTTACTCCACG GGCCTGGGAGTGAATGTTAT 210

Ai02B19793 Araip.B02 19793 p4 (AATG)6 24 87307132 87307155 TTGAAGTGAATACGGCACCA AATTTGACCCCGCAATAATTT 257

Ai02B19797 Araip.B02 19797 c (TGA)7ccaccttggccatgtgtatgatggttg(TGA)7ccaccttggtcatgtgtatgatggttg(TGA)5111 87319952 87320062 AAAACAGCATTCCTCGCATC GTGAGGGTGGTGGTGAAGAT 275

Ai02B19798 Araip.B02 19798 p2 (AT)6 12 87321025 87321036 TGAGCTGGATTTGAATTTTATCA AAGGAAGAGATGCTGCTGTGA 279

Ai02B19799 Araip.B02 19799 c (T)10c(T)10 21 87321228 87321248 TCATTCTTCACCACAATACCCA CACATCGTTGTTGTTGACTTTG 244

Ai02B19804 Araip.B02 19804 p2 (AG)6 12 87354281 87354292 GAAGACGGGGTTTGAATTTG TCTTTTTCAAAACCACCTAACCA 250

Ai02B19808 Araip.B02 19808 p2 (GT)6 12 87369940 87369951 GCCAACCCTTGCATCTATCT ATGTTTCCCACAAATTCCCC 182

Ai02B19809 Araip.B02 19809 c (A)10gaaaagaaaaaag(A)1033 87370090 87370122 GGGGAATTTGTGGGAAACAT TTCACTCATGCATACTCTTTCCA 252

Ai02B19810 Araip.B02 19810 p3 (TCC)10 30 87379331 87379360 TCACCTTGTCACCCTTCTCC AAATTCCATTCCGGACATCA 274

Ai02B19814 Araip.B02 19814 p2 (TA)10 20 87382780 87382799 CGTTATGCTTGCTCAAACCA GAGGTCTCATCTTGGCTGCT 253

Ai02B19817 Araip.B02 19817 p2 (CT)6 12 87385421 87385432 CCAAACCACTTGAGACGTGA ACCCAAAGGGAAGGATGAAC 170

Ai02B19819 Araip.B02 19819 p2 (AC)6 12 87392822 87392833 TGTGTGGGTTCTAAGTTGCAT AGGTGTTGCAAACAGCCTTT 233

Ai02B19820 Araip.B02 19820 c (T)11aaattgtaaataaggcaaatgtgaaattgtagatacttgaaaaataagatcgaaaactgtgtaattga(T)1392 87398000 87398091 TTGAAAAGTTAAAACAAAGCAGAA TCTACACGTTTTAGGATTTTTGTCT 272

Ai02B19822 Araip.B02 19822 p2 (TC)11 22 87404987 87405008 CCTAAGCAGTCAAACGGAGG ACAAAGGGTCTCCACCACTG 237

Ai02B19823 Araip.B02 19823 p5 (GATCC)5 25 87408186 87408210 TACCAACACAAAATCCGCAA CATATCCGCGGTGTTTATCC 133

Ai02B19825 Araip.B02 19825 p3 (GAA)5 15 87421791 87421805 TCTGATTCAAAGGCCACACA GCGTTTTGATGGGTTGATTT 275

Ai02B19828 Araip.B02 19828 p3 (AAT)6 18 87429011 87429028 CATCATTGGGGACTAAATTTTCA TTGGTAAGTGCTTGAACACG 279

Ai02B19829 Araip.B02 19829 p2 (TA)6 12 87430049 87430060 TTTTCCAGTCACCATAGCCC TCTCATGCGTTAGCTTCGTG 215

Ai02B19831 Araip.B02 19831 p2 (TC)6 12 87444410 87444421 GTGTCGCAGAGAGTTGGAGA TTGCGGTCAGAATCACAGAG 208

Ai02B19832 Araip.B02 19832 p2 (GA)6 12 87449475 87449486 GAGTTCGACGGTGGTAGAGG TCTGAAAACCGAACTGGACC 201

Ai02B19835 Araip.B02 19835 p3 (TCC)7 21 87457718 87457738 TCGTCGTCATCGTCTTCTTCT TGGACTCATTCTCCTGCACA 219

Ai02B19836 Araip.B02 19836 p3 (AAG)5 15 87458290 87458304 TCAATTTTGGCTCAGACAATG CTTCCTCCTCATCTGCTGCT 208

Ai02B19837 Araip.B02 19837 c (AAG)5cagcacgagagaaaaataaagc(A)1249 87459059 87459107 TGTATAACGAAGACATGCGTGA TATTGGGGTTGTTGGATGCT 273

Ai02B19838 Araip.B02 19838 p6 (AAAGAA)6 36 87459454 87459489 AAAACAAGCAACACACGCAG ATGGCCGAAACCCTAGAAGT 170

Ai02B19839 Araip.B02 19839 p2 (AT)6 12 87459883 87459894 TCAAGCGAATTAAGCACCCT TCAAAGCCAAAACAGCACCT 277

Ai02B19840 Araip.B02 19840 p2 (TC)11 22 87460508 87460529 GATAGAAGGGGAAGGATGGG ACAGGGAGAGCCCATAATCA 165
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Ai02B19843 Araip.B02 19843 c (A)16tccactgcagtagataaattaaaggatttaataatgtaaaattgttaaatgtgtgattagttattaattatgaatgataatgatgggctga(T)10117 87476593 87476709 GTAGCCTTGACGGCACTAGG AGCCTGGCCCAAAAACTTAT 226

Ai02B19846 Araip.B02 19846 p3 (TAA)5 15 87480321 87480335 ATGCATGTGGACAATGACAC TCCCCAATTCATTTTTCAGC 269

Ai02B19852 Araip.B02 19852 p2 (AT)8 16 87494946 87494961 AAAACGTGAAGAAGGAGACTTGA TCCAATGTTAGTACTGATACGTCCA 209

Ai02B19855 Araip.B02 19855 p3 (AGA)5 15 87507322 87507336 AAGCTTTTGCCTTCCCTTTC ACACTAAGCCCCCTCCATCT 190

Ai02B19856 Araip.B02 19856 p2 (TA)9 18 87513340 87513357 GAGTTGTTTTGTCCGTGGGT TCGATTTTCACGTTTGTCCA 252

Ai02B19860 Araip.B02 19860 p2 (TC)6 12 87609009 87609020 AAGGGGAGCTCGCATATTTT TAAACATTGGGTTGCCTTCC 215

Ai02B19863 Araip.B02 19863 p3 (ATT)7 21 87627006 87627026 TCAAAATATGAAATCTAGAAGAATGGA AGCTACCAAAATGTGTCGGG 277

Ai02B19864 Araip.B02 19864 p2 (CA)7 14 87628260 87628273 TTTAAGGGTTCAGAAGCCGA TGTTGTTGGTTTGGTTGAGG 262

Ai02B19867 Araip.B02 19867 c (T)10aaatctttagttttggag(T)1644 87635850 87635893 ATGCCCATCCAAATGAAAAC TCGTGTTGGAAATCAATAGTTCA 266

Ai02B19869 Araip.B02 19869 p3 (TTG)7 21 87646738 87646758 GGTTCATGACATTACGCGTCT ACCGTTCAATCAAGGCATGT 278

Ai02B19871 Araip.B02 19871 p3 (TCT)6 18 87649297 87649314 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 128

Ai02B19872 Araip.B02 19872 c (A)10ggcg(A)10 24 87650109 87650132 GGTGGCAATGCTTCTTGTTT TGGCTTTTTCTGCTTGCTTT 254

Ai02B19873 Araip.B02 19873 p3 (AAT)13 39 87653838 87653876 GAGCTGCCAGAGATGAGAGAA CGATATGTGAACTAAGTGACGTG 280

Ai02B19875 Araip.B02 19875 c (A)10gtatagagactcaatt(A)11ttggtgcaaggactcaatt(A)1066 87662119 87662184 AAAAATTGATGCAAAAACTCAAA TTTGGTTTAATTACTTTGTTGGTCC 157

Ai02B19878 Araip.B02 19878 p5 (TTTTA)5 25 87679531 87679555 TCCTCTGTCTGGGTTCCATC CCACCATTCACAGCAACAAC 263

Ai02B19879 Araip.B02 19879 p2 (GA)8 16 87679746 87679761 TTGCTGTGAATGGTGGTGTT ATCCCCAATGCACACTTCTC 223

Ai02B19880 Araip.B02 19880 p3 (AAT)32 96 87680913 87681008 GGCTAAAGGGGAGAGTGAGG AGTGTCTAGTCTATCCAGTGATATGC 280

Ai02B19881 Araip.B02 19881 p3 (AAT)5 15 87686318 87686332 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 252

Ai02B19882 Araip.B02 19882 p2 (GA)7 14 87686655 87686668 TGAGGATGGCAGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 277

Ai02B19883 Araip.B02 19883 p3 (GAA)5 15 87692027 87692041 CCAGCATGTGGAGGAAGAAG GAAGTGGCTGGTTTATCGGA 239

Ai02B19884 Araip.B02 19884 p2 (AT)10 20 87695168 87695187 TGAGACACGAGTTTCCCTGA ATCAAGCCAGCTCGACAAGT 252

Ai02B19885 Araip.B02 19885 p2 (AT)8 16 87702653 87702668 GGTAAAGTACCGTGGCTTGC ATCAAGCCAGCTCGACAAGT 230

Ai02B19887 Araip.B02 19887 p3 (ATA)6 18 87706672 87706689 GATGGATCCACTCCTCTGGA CAAATTGGCTATCAAGTGTTGAA 166

Ai02B19894 Araip.B02 19894 p3 (AAC)8 24 87744365 87744388 TGGTGTAGTAACCGCCATCA CGCCATGGTTATCGAAATCT 239

Ai02B19895 Araip.B02 19895 p3 (GGT)5 15 87744635 87744649 AGATTTCGATAACCATGGCG TACCAGAACCCCCACCACTA 269

Ai02B19907 Araip.B02 19907 p4 (CTTT)5 20 87780384 87780403 TCAAGGTGCAGCAGTCAGTC CGGAGTAAACGGAAACGAAA 244

Ai02B19911 Araip.B02 19911 p2 (AT)6 12 87800734 87800745 AACTTTTCTGCGTTGTGCGT CTTTCTGCACGCAAGAATGT 202

Ai02B19913 Araip.B02 19913 p2 (AG)8 16 87808897 87808912 GAACCGGGCCTGTATTAGGT GGGTTTTGTTCTTCCCCTTG 135

Ai02B19914 Araip.B02 19914 p2 (TA)6 12 87811387 87811398 GGCTCAGGGACGTATGTTGT TCGGTTCGCAAAGATAAACC 179

Ai02B19923 Araip.B02 19923 p3 (TTC)5 15 87830359 87830373 CACAAATTACTCCACGCGAA TGGAAGTGAAGAGGGATGAGA 237

Ai02B19924 Araip.B02 19924 p2 (TA)17 34 87832122 87832155 CAAAAGTGGGAAAAATTTGGG AATGGGGCTGAGGTAAAGGT 175

Ai02B19925 Araip.B02 19925 p2 (TA)6 12 87832527 87832538 CAAAAGTGGGAAAATTTGGG AATGGGGCTGAGGTAAAGGT 223

Ai02B19926 Araip.B02 19926 p2 (AG)8 16 87837680 87837695 TATCAAAAGTCACTGGGGGC CATTGAACCTGGAATGGAGAA 249

Ai02B19931 Araip.B02 19931 p2 (CT)6 12 87847911 87847922 TTTTGTTTGTTTCTCAACTTTTTCA TGGAGGAGGGATAATTTTTCG 234
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Ai02B19932 Araip.B02 19932 p3 (TAT)9 27 87848255 87848281 TCACATCCTTTATCTCCCCC TGCCATCTCCTCTTCCTGTT 262

Ai02B19935 Araip.B02 19935 p3 (CCT)7 21 87862907 87862927 GTCCAAGAGGCGAAGAGAAA TGGAAATTGGTTCCGAAGAG 202

Ai02B19936 Araip.B02 19936 p4 (AAAT)5 20 87876194 87876213 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 156

Ai02B19938 Araip.B02 19938 p2 (AG)6 12 87885690 87885701 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 218

Ai02B19939 Araip.B02 19939 p3 (AGA)6 18 87899882 87899899 GCTTTTGTCTTCCCTTTCCC ATATGGCCGAACCTTAACCC 278

Ai02B19940 Araip.B02 19940 p2 (AG)6 12 87901224 87901235 TGAGATGGGAGAGGAAGAATTT TTTGTTTGTTTCTCAACTTTTTCAA 235

Ai02B19945 Araip.B02 19945 p2 (AT)12 24 87915941 87915964 TCCGTTTCAGATTTATGGCA TGAGGGTGCAACTTGCTGTA 252

Ai02B19946 Araip.B02 19946 p2 (TC)17 34 87917503 87917536 TATGGGAGAGAGGATGTGGG GCTCCAAGCCTTTTTGACTG 163

Ai02B19947 Araip.B02 19947 p2 (TA)8 16 87932178 87932193 AGCCAGTGCTATGTACGTGAT CGCTGCTGGCGTATTTATAG 251

Ai02B19949 Araip.B02 19949 c (A)10cacccaaataaataataactgcagaattcagaaaattctaat(A)1062 87934943 87935004 CCGGTTCAGAGTTGGCTTAG TTGCCAGAATCTGATGTTGAA 230

Ai02B19951 Araip.B02 19951 p2 (CT)9 18 87942548 87942565 TGTTTGTTTCTTATCTTTTTCAAAACT CGGATTTTTGGTGAGTGAGG 279

Ai02B19952 Araip.B02 19952 c (A)10tagc(A)15 29 87945755 87945783 AAACGCCACCATCACTAAGG TTTGGCTTTTTCTGCTTGCT 274

Ai02B19954 Araip.B02 19954 p5 (ATCGG)5 25 87950225 87950249 AAAACTGCAAATCCAAACCG GGGTGGGAATGGGAACTTAT 251

Ai02B19956 Araip.B02 19956 c (A)15gaattgatgacctaagatttgttgttataaattgcaattgaataaccatatagtatactacttacttgagcttcttggtgtggcctaagaaccttcca(TTG)5128 87953230 87953357 TGGCATTAGTTCATTTCATTGATT ATGGGTAGCCCTTTGACTCC 272

Ai02B19957 Araip.B02 19957 c (T)12aattggattcctgtaccaaattttttttcaattaaatccctcttaataataattggtttaattttatagagacccaact(A)10101 87957487 87957587 GGGATTGCCTATATCTCCTAACG TTAATTGAGTCCTTGCATCAAA 280

Ai02B19960 Araip.B02 19960 p2 (AG)6 12 87974696 87974707 AAGATGGGAGAGGGAGAATTT TTTTTGTTTGTTTCTTAGCTTTTTCA 206

Ai02B19964 Araip.B02 19964 c (A)10catggaagtggaacccaacacccaggtggcttcttaaaatgaatccccgtgctgtccacctctcttttctttcaaccaattacatcaac(TA)7113 87986965 87987077 TCATGTCAAGAATGTCAAAGCA CATTTTTACCTCAGGTCTTGTTG 274

Ai02B19970 Araip.B02 19970 p2 (TA)12 24 88004023 88004046 CCATTCAATTGTGGGGAAAC TTACTGTGGGCCATTTTTGTC 227

Ai02B19972 Araip.B02 19972 c (A)11gcactaaggctatattgtcttttggctgggaaaaaaatctagaaaattttcatattcgaatgatattttttttgtatcttac(A)16109 88011567 88011675 CATGACAACACTCACGATTGC AAGCTTGTATGAGAAACAATTCCA 230

Ai02B19973 Araip.B02 19973 c (T)10gtttattgtcttgtgttttgttgtgctctttattcctacatattccatttcagtgtgttgaactctttttatt(A)1295 88013432 88013526 TTGATCCGTTTGGTTGTTGA CACCAACAACGATTTACCAAGA 274

Ai02B19975 Araip.B02 19975 p2 (TC)16 32 88015610 88015641 TCCCTCATTCGAATCCTCAC ATTTTTCGTCGTTGAATCGG 245

Ai02B19981 Araip.B02 19981 p3 (ATC)5 15 88065665 88065679 TTGAATCATCCAACAACCCA ATTGGTCAACGTCCATCCTC 121

Ai02B19986 Araip.B02 19986 p2 (CT)6 12 88106030 88106041 CAACGATGGTGATCTTGACG GGGAGATGAAGAGAGGGAGG 198

Ai02B19987 Araip.B02 19987 p4 (TTCT)13 52 88106151 88106202 TTGACGACGTCCCTCTCTCT TTACCCCCTCACCCCTTATC 212

Ai02B19994 Araip.B02 19994 p2 (AG)9 18 88124836 88124853 TGTCTCGTAACCAACCAAGAGA TGCACTTAGCAGCTGAACCA 127

Ai02B19995 Araip.B02 19995 p3 (TCT)5 15 88134791 88134805 AATGGCCCTTGTTGAACTTG AGCCATGAGGCAAAAGGTTA 248

Ai02B19996 Araip.B02 19996 p2 (AG)8 16 88140678 88140693 CCTTTTTCGCTTAGTGACGC TGATGGAGACTGGATGTAGGC 243

Ai02B19997 Araip.B02 19997 p2 (AT)6 12 88142319 88142330 ACCTTTATGCACAAGGCTGG CAAACCGTTGGGTCTGATTT 229

Ai02B20001 Araip.B02 20001 p2 (CA)11 22 88165068 88165089 TTTAGCTTTGCCCTTCCATC GAGGGAGTCCTGGCTAATCC 245

Ai02B20003 Araip.B02 20003 c (T)11cttacttttgaattatgaaaagtcacaatacgcgtatttgacactattt(A)1070 88182938 88183007 TTGGTTTTGAAAATTACACCAAA GAATGACTTGTGGAGAAGGAAAA 235

Ai02B20009 Araip.B02 20009 c (AACACC)5accgccaccgccaccgccatcgccaccgccaacaccaacaccaa(CAC)898 88195051 88195148 CAAAATCGAAATCGTCCCTC TTGTTGGTTTTGAGTTGTTGG 277

Ai02B20017 Araip.B02 20017 p2 (GC)6 12 88227191 88227202 AAGTGATTGGAGTTGCCATTG AGGCATGAAGTGGGCATAAC 270

Ai02B20022 Araip.B02 20022 p3 (TCA)6 18 88237155 88237172 TGTCCAGTAGAGGCCGAAGT GGTTCAGTGAAACAGCAGAAAA 132

Ai02B20026 Araip.B02 20026 p3 (TAA)6 18 88264710 88264727 TGATACGAAATATACTGACACACAAA ATCCAACCTTATTCTTAACATGTATTT 258
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Ai02B20030 Araip.B02 20030 p2 (TA)13 26 88295638 88295663 TCTCATTAGGCGTCTGGACC CACTTGCCAAAACCACACAC 279

Ai02B20031 Araip.B02 20031 p2 (CT)6 12 88297408 88297419 AAACATTGAACCTGGAATGGA CTATAAAGTGGGGGAACGCA 167

Ai02B20034 Araip.B02 20034 p2 (TA)9 18 88307462 88307479 TTGGCCTAAACTCTGTGGGT CCTCATGCCGTAAAGCAAAT 257

Ai02B20037 Araip.B02 20037 p4 (ATAA)5 20 88318715 88318734 ACATGGACTTCGGTTGATCC TATCAAGGTGAATGGACCCC 184

Ai02B20040 Araip.B02 20040 p2 (AG)7 14 88332623 88332636 GAGGGATTTTTGGGGAAGAG CAGGATTCCCACCTACCTCA 113

Ai02B20043 Araip.B02 20043 p2 (TC)6 12 88370209 88370220 CGGAAATCAGCATGTTTGAA ACATTGAACCTGGGATCGAG 248

Ai02B20046 Araip.B02 20046 p2 (TC)6 12 88375647 88375658 TCGCAGTGACAGAAATCAGC ACATTGAACCTGGGATCGAG 257

Ai02B20049 Araip.B02 20049 p2 (CT)7 14 88388835 88388848 CGTAAAAATGACATGAAAGGGA AGGCTGCAGAGTAGAGCTGG 253

Ai02B20050 Araip.B02 20050 p2 (TA)8 16 88389581 88389596 GGGATGGTAGAACTTATGCGA CTCACCCTTACCTTAGCCCC 122

Ai02B20051 Araip.B02 20051 p2 (TA)9 18 88392134 88392151 AGCTCAAAAACTCACGGATTG TTAACCCAAACACTCCGCTC 248

Ai02B20052 Araip.B02 20052 c (ATA)14(ATT)9atc(ATT)793 88395546 88395638 CCCTTGTCTCTTGTCTCCCA TTTCTTGTGGGTTCCACCTC 266

Ai02B20054 Araip.B02 20054 p2 (AG)8 16 88396979 88396994 CCTTTCCTTGCTCCTCTTCC TGCTTCCTTGCTTCCATTTT 194

Ai02B20058 Araip.B02 20058 p2 (TA)6 12 88398795 88398806 TTCAAGAGGAAATTGGTGGC TGCCATTTGACCATAGTTTCA 274

Ai02B20059 Araip.B02 20059 c (TG)6gacacaagaattctagttatatacttatatttctatcctccatgttcagattgtgattt(TTG)792 88399498 88399589 AAAGAAGAAAACCGGCCTTG AAATTAAAGGTTGAAAGCGCA 277

Ai02B20067 Araip.B02 20067 p3 (TTC)7 21 88410590 88410610 TGCCACGTAGGCACGTACT GAGTGAAGAGGAGATGGAAAGAGA 157

Ai02B20072 Araip.B02 20072 p5 (TTATC)5 25 88427171 88427195 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAGATAGAGGAA 185

Ai02B20073 Araip.B02 20073 p3 (CTT)6 18 88431942 88431959 CCGTTTTCCCCTACTCCTTC TGGTGTTGTTGGTGATGACA 104

Ai02B20076 Araip.B02 20076 p2 (AC)6 12 88439520 88439531 CCCTAATTTTTCCAGTCACACTC CTCTTCTCCCCTTTTCGTCC 154

Ai02B20078 Araip.B02 20078 p2 (CT)28 56 88445393 88445448 TGCTCGGTGTCTCTGTTGTC GGATTCGGTGAAACGACACT 255

Ai02B20079 Araip.B02 20079 p2 (CT)23 46 88445925 88445970 TTGGAAGGTTTCTCTCGGTC CGGCGTCATCACTATCATTG 271

Ai02B20081 Araip.B02 20081 p2 (TA)11 22 88451671 88451692 GTGGAAGCGAAGAACTCTGG TCAAGCTCCAAACTCGACCT 275

Ai02B20082 Araip.B02 20082 p2 (AT)10 20 88460975 88460994 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 223

Ai02B20083 Araip.B02 20083 p2 (AT)15 30 88467916 88467945 GGAAAGCCAAGGAAACAACA TCTGGATCTTGAAGCGGAGT 280

Ai02B20084 Araip.B02 20084 p2 (AT)14 28 88473395 88473422 GGAAAGCCAAGGAAACAACA GTCTGGATCTTGAAGCGGAG 279

Ai02B20087 Araip.B02 20087 p3 (AAT)6 18 88478792 88478809 TCGCAGGTCAAAGAAAAATTC TGCAAGTCCAACAATAATGAGC 262

Ai02B20092 Araip.B02 20092 p2 (AT)6 12 88493903 88493914 AAAAAGCTTGAGATGTTAGAACCAA TTCAACTTGAGAGGTACTGGAAGA 271

Ai02B20099 Araip.B02 20099 p2 (AT)6 12 88512247 88512258 CTTGAAAGGGATGTGGACAAA GAAAAGCCAAATTGGTGGAT 261

Ai02B20105 Araip.B02 20105 p3 (TAT)15 45 88521795 88521839 TTTGAAGCCCAAGGAAGAAA ACATGACAGAGCACAATGGC 237

Ai02B20107 Araip.B02 20107 p3 (AAG)6 18 88530488 88530505 TCAAGCAGCAAATCACGAAC TGTGCGACAGTTTCCTTGAG 272

Ai02B20109 Araip.B02 20109 p2 (TA)9 18 88542650 88542667 TTGCCCACAAATAAGTTAGGAAA TGATTGGCGTGGTTTAGTCA 229

Ai02B20112 Araip.B02 20112 p3 (AAT)12 36 88549998 88550033 CAGCGGAGCATATGAGAAGA AAACATGTCACGTTACAAAGGG 243

Ai02B20116 Araip.B02 20116 p3 (AAT)5 15 88561444 88561458 CCGTGAGAACTGCATTGTAGG GGACATTTCGTTCCTCAACA 280

Ai02B20120 Araip.B02 20120 p2 (TC)20 40 88573495 88573534 TCTCCTCTCTCATTTCCTTCTTC AGAGATCGGAGGGGGAGAAA 267

Ai02B20121 Araip.B02 20121 p2 (CT)14 28 88573673 88573700 CTCTCTCTCTCTCCACCTCGTC GGGAGAAAGAGGGCAAAGAA 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B20122 Araip.B02 20122 c (TC)8ccatatctctctactttctcctctctttttccttctctctctt(TC)671 88573841 88573911 TTCTTTGCCCTCTTTCTCCC AAAGGAAAGAGAGATGAGCGAG 278

Ai02B20123 Araip.B02 20123 c (GA)6aagagagaggg(GA)6tagatagagaggagggggagagagagaagagaaagagaggaggagagagaaaaatgggg(GA)6aaagaaagagaagag(GA)6133 88574310 88574442 GAGGATGGGGAGAGAGAAGG TCCATTGCTTTCGTTCCTTT 245

Ai02B20125 Araip.B02 20125 p2 (AT)11 22 88578686 88578707 TGCATTAGCAAAGTAAGCCAA GCTTTCCATTGTTTTCCTCC 171

Ai02B20126 Araip.B02 20126 p4 (AAAT)11 44 88581156 88581199 GTTCTTCTTTCCCGGCTCTT GGGGACTTAGCACAATCCAA 215

Ai02B20128 Araip.B02 20128 p3 (AAG)5 15 88587350 88587364 TTTTATTTCCTTGGGCCCTC GAATGACAAGGCTTGCAAAA 168

Ai02B20130 Araip.B02 20130 p2 (TC)7 14 88591376 88591389 AATTCAACGGTAAACGTGCC GCGCTGGAGAAGGTGACTAC 108

Ai02B20134 Araip.B02 20134 p3 (TCT)5 15 88620201 88620215 CACACATCCCTCCATCTCCT CTTGCCTTCCCTTTCCTCTT 176

Ai02B20143 Araip.B02 20143 p3 (ATT)7 21 88661676 88661696 TAAAGCGCCAAACTCACTCC ACGCAGCGAGAAATGAGAAT 158

Ai02B20149 Araip.B02 20149 p2 (AG)8 16 88711014 88711029 TGAGAGAGGAAGAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 227

Ai02B20150 Araip.B02 20150 p3 (ATT)9 27 88714806 88714832 AACAGACGAGGAAACCGATG GAAACGAGGTTGATAAAGTACCG 160

Ai02B20161 Araip.B02 20161 p2 (AT)9 18 88771824 88771841 TGGTAGGGTTAGGATTTAGAATTTTT AATGTTAACTTTATCCATTTTTCAAGA 204

Ai02B20163 Araip.B02 20163 p2 (AG)11 22 88775261 88775282 CGTCGACAGAACTGCAAAGA GTTCCCGAATCTCACAGGAA 258

Ai02B20164 Araip.B02 20164 c (CA)27(TA)8 70 88776241 88776310 GGGATCCGACTGTGGAAAAT TGGATGGAGTATGGACAACG 248

Ai02B20165 Araip.B02 20165 p2 (TA)13 26 88790727 88790752 GGATAGCCGGCTTAAACTCC CCCAAGCTTTACCTCGTGTC 273

Ai02B20166 Araip.B02 20166 p2 (TC)6 12 88807267 88807278 CTGCGAACGAAATTTTCTGA ATTTTGATTGGCTCGTTGGA 141

Ai02B20168 Araip.B02 20168 p5 (ATTTT)5 25 88810851 88810875 AGAGTGGGAAGGATAAAGAAAAA CCCAGATCAGTTCCCAAAGA 277

Ai02B20169 Araip.B02 20169 p2 (TG)7 14 88812778 88812791 TTTCTTACATTATTACATTTTGCTGGA TGTTAACCTAAATGAAAGTAATACCG 160

Ai02B20170 Araip.B02 20170 p3 (AAG)5 15 88815879 88815893 CCGAAAATTTTTAACGGTGA CAAAACTCTCCTCCTGCTCC 101

Ai02B20172 Araip.B02 20172 p3 (AGA)6 18 88816875 88816892 TGGTGGTAACGATAACGACG GGCAACAACACTTGCTCAAA 215

Ai02B20175 Araip.B02 20175 c (AT)8acaaaattttttatacaaataacttacaaat(ATAC)671 88832210 88832280 ATGTCACGCTTTCGACTGTG GAAGAGGGATAGGAGTTGTAATGA 278

Ai02B20176 Araip.B02 20176 p2 (AC)6 12 88834543 88834554 TGAATGCATACCCATTTCCA ACCTTGAATTGCATCCATGA 145

Ai02B20177 Araip.B02 20177 c (TA)6tttttttcttttgttcttttgtttctttctttttccatttttttctttttcttttccatattgttctcttc(T)10cttttgttcttttgtttttctcaaa(T)11129 88859096 88859224 TTCACTTTGGGGCATTTTGT CCAACCGTTATTGCGAACTT 279

Ai02B20180 Araip.B02 20180 c (CTC)5tatctccttctccttctcctt(CTC)11cttcttcttcttctccttattcttattctttttctccttcttcttctccttcttcttctcattctccttcttctcctta(CTT)5163 88867541 88867703 TCCTTCTTCTCCTTCTCCTCC TTCGAAGGCAATACAGATCAA 245

Ai02B20187 Araip.B02 20187 p2 (TA)7 14 88912217 88912230 CAGGAAGGGAAAGTTTTTCG GCGACGTTAGCATTGATTAAAA 266

Ai02B20189 Araip.B02 20189 p3 (ACC)5 15 88924477 88924491 TAGAGCAGCAGAGGAGGGAG ACTCTAGAAGAGGGGGCAGC 242

Ai02B20190 Araip.B02 20190 p5 (GAAAA)11 55 88925834 88925888 TGGGAAATTGGGTGCATACT TTTGTTTTGGGGCATTTTGT 211

Ai02B20194 Araip.B02 20194 c (CTG)5(T)14 29 88938015 88938043 ATGTGCAGGAGCATGAATGA AATCCGATGCTTCAATTTCG 249

Ai02B20197 Araip.B02 20197 p3 (CAT)5 15 88977786 88977800 TTCCTGGAATGCTTGAATAGC TCCTAAGTTGCCGGAGAAGA 248

Ai02B20199 Araip.B02 20199 c (A)10ccttagtgaaggaaaaagggtacaatatcctttgtgatgggggctgcctcattaaaaaccttgtcaagaaaaacccaatgggaaaaaaacctgaccaag(A)10119 88979630 88979748 TGGGCATTCATTCCATCTTT ACATGAGATTGGGATCAGCC 280

Ai02B20200 Araip.B02 20200 p3 (AAT)24 72 88983297 88983368 CAAACTTGCACTATCCGCAA TGGCCATTTAATCAATGATGG 228

Ai02B20201 Araip.B02 20201 p2 (TA)15 30 88984781 88984810 TGGGCATTCATTCCATCTTT TGAAATTCACCCACTAATCGAG 274

Ai02B20210 Araip.B02 20210 p2 (AT)6 12 89000074 89000085 GAGACAAATATTAATCACCCAACA ATTGGTGCCAACTTTGCTTC 267

Ai02B20211 Araip.B02 20211 p3 (GAA)5 15 89000938 89000952 ATTGTCAACAAGCGAATCCC GGGCGGCACTTATTCTTGTA 219

Ai02B20214 Araip.B02 20214 p2 (AT)6 12 89003220 89003231 GAGACAAATATTAATCACCCAACA ATTGGTGCCAACTTTGCTTC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B20216 Araip.B02 20216 p3 (GAG)7 21 89006513 89006533 TGTGTCGCAATCATTTTGGT TACGCACGCACATCATTCTT 203

Ai02B20217 Araip.B02 20217 p2 (CT)8 16 89008910 89008925 CCTAACGGCAGGACAACATT TCGCCTTCAGTAACCCATTC 280

Ai02B20223 Araip.B02 20223 p3 (CCT)5 15 89018179 89018193 GATTTGGCCGGTTCTAATGA GGCAGTTTCTCACTTCCTGC 220

Ai02B20225 Araip.B02 20225 p3 (TAT)9 27 89023720 89023746 ACCATTTTGTCAGCGTCAGA TGGCAAATTATTACGTTAATGGTG 254

Ai02B20226 Araip.B02 20226 p4 (ATTT)5 20 89025238 89025257 TCGGATCGAATTCGGATAAA TCGAGGGACAGAAATAGGTCA 276

Ai02B20227 Araip.B02 20227 p4 (AATA)5 20 89027200 89027219 AGTTTGTGGACTTTATTGGTACG TCTCCACATTTGTTTCTGTTTTG 269

Ai02B20234 Araip.B02 20234 p3 (TTC)5 15 89060774 89060788 GCCCTTCTCTTCTCCTTCGT GGAGGCGAGATAGTGGTCTG 141

Ai02B20237 Araip.B02 20237 p3 (ATA)7 21 89068985 89069005 GCAAGGCGATTAGAGACGAC TACCAAAGCTACCGATTCGC 257

Ai02B20238 Araip.B02 20238 p3 (TAT)5 15 89074900 89074914 CGATCCGAAAATTAGACCCA GCCAGCCCGTTTATCATTTA 127

Ai02B20240 Araip.B02 20240 p2 (AT)6 12 89087655 89087666 TAACACTCCCCTTCTTTCCG CGAGATATGTGTATGACGAAACG 276

Ai02B20241 Araip.B02 20241 p3 (CTC)5 15 89092619 89092633 TCCCCACCCATATTGAAAAA CCTGCACTGTGCTAGTCCAA 265

Ai02B20242 Araip.B02 20242 p2 (AG)6 12 89094939 89094950 ATCGTCCCTAAGGTTCAACG GCGATTTTGAAGCACAGAAA 249

Ai02B20244 Araip.B02 20244 p2 (AT)6 12 89098906 89098917 TTTTCCCTGTAGCACTGCAT TCATTGTCAGTACAATCAAATGTCTC 154

Ai02B20245 Araip.B02 20245 p3 (CAG)5 15 89105149 89105163 AAACCCTCGGAAGTTGGACT GTATGCGGACTCAACTCGGT 200

Ai02B20250 Araip.B02 20250 c (T)14aaaaaac(CT)735 89115852 89115886 ACACCACAAACTGCAGCAAG TGACAAACAAGACCAGCGAG 251

Ai02B20251 Araip.B02 20251 c (T)12ctttttcttttttttctttaaaattgtattgaag(T)1157 89116044 89116100 TCGCTGGTCTTGTTTGTCAG TGACACAAAATCGTTGACCA 190

Ai02B20254 Araip.B02 20254 c (T)11cc(A)10 23 89121752 89121774 CGAAGGACACGACAAACCTT GCCAGAACGATAAAAATCAGC 253

Ai02B20255 Araip.B02 20255 c (TTC)15caacgaagcacacagaaat(TTC)682 89123141 89123222 CCTTCTCCTTCTCCTCCTCC TGAATGGACACAGGTGTTCTG 204

Ai02B20256 Araip.B02 20256 c (A)12tctgtgtgtgcga(AGG)849 89123721 89123769 TTGGTGTTGTTGATGATGACA CGCAACCTTGATTTTTCCAT 240

Ai02B20258 Araip.B02 20258 p3 (ATA)5 15 89127349 89127363 GATTAAAAAGATAAGCGGTGAAAA GACAAATCAAAATATGTCATCCGA 256

Ai02B20259 Araip.B02 20259 p2 (TA)11 22 89131625 89131646 AGGAACCAGATGAGGAAGCA CACTCGACACTGTATCGCTGA 255

Ai02B20264 Araip.B02 20264 c (GA)38gtgagt(GA)898 89143409 89143506 AGAGAGAGGAAGAACGTGCG AGTGGCTTAGTCGAAGACGG 278

Ai02B20265 Araip.B02 20265 p3 (CAA)6 18 89147720 89147737 ATTGCGATGGTTGTCTCCTC ACGAACCCTAATCCCTTGCT 164

Ai02B20268 Araip.B02 20268 c (A)10tttacttctaataatccaatatt(A)1144 89149856 89149899 TCGAAGAAAATAGACAACAACAAAA TGTAAGTGAGATCCCTTTCCG 278

Ai02B20269 Araip.B02 20269 p2 (AT)11 22 89150416 89150437 TGACGGGATTCATGATTTGA GACCATGGTTGTGTCCAAAG 279

Ai02B20272 Araip.B02 20272 p2 (TA)7 14 89164207 89164220 TTGTATCCCGGTTTTTGAGC CTAAGGATGATGCGGTTGCT 265

Ai02B20274 Araip.B02 20274 c (A)10ccctctaaaagtttttgcaagaaaaaaggcatg(A)1154 89166950 89167003 CACAGTCAAGCTTTCAGGGA TGTCAAAAAGCACCACAATCA 265

Ai02B20276 Araip.B02 20276 p2 (AT)22 44 89170842 89170885 CCGAAACACCAGAACATCAA TGCCATCATTCTCTGAGTGC 210

Ai02B20277 Araip.B02 20277 p2 (CT)6 12 89171230 89171241 GCAGACCCTGTTGATCTTGTG GCACACAAAGGAGTGAGAGC 280

Ai02B20278 Araip.B02 20278 p2 (GA)7 14 89173633 89173646 CCCAACATTTTGAGGGTGTC CTGAGCAACTGCCATTTGAA 169

Ai02B20279 Araip.B02 20279 p2 (TA)7 14 89177583 89177596 TCACAATGAAAGAAATAAGATGCAA ACTCCTGGTTATTAGGCCGC 228

Ai02B20280 Araip.B02 20280 p2 (TA)7 14 89183712 89183725 TGCAATTCTCTCTCTCTTTACTTTTT TCTCGTGCTGATAACGTGTTG 191

Ai02B20283 Araip.B02 20283 p3 (CCT)5 15 89199557 89199571 GAAACCTTTTTGAATCGCCA ATGGTTTGAGGTTCGAGTGG 239

Ai02B20287 Araip.B02 20287 p2 (AT)6 12 89208227 89208238 TGACTACATTATTGGTAAATATGGGAA CGCTTTGAAAAACGTATGGG 261
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Ai02B20288 Araip.B02 20288 c (T)11aaactaaatttgactcaattaaacaataaaatttagataaataagtgaataagaatggtaaaa(T)1185 89209761 89209845 CACCACATCACTTTGTCCTTAAA GCTAAGGCAAGTTTTTCAATGAG 266

Ai02B20291 Araip.B02 20291 p3 (TGG)7 21 89221225 89221245 CCTCCATCATCAGCATCAGA TTGGGATTTCCCATTCTCAG 205

Ai02B20292 Araip.B02 20292 p2 (AG)12 24 89221711 89221734 GCTGAAGACACGGACAGTGA ATTTTATTTTCCATGGCCCC 135

Ai02B20294 Araip.B02 20294 p2 (AG)6 12 89224748 89224759 ATGAATGCATGCCACAAAAA CTTGATTTTCGAAACCCCCT 227

Ai02B20299 Araip.B02 20299 p2 (AT)12 24 89253319 89253342 AAACCTTAGCTTTGGAAGTTCG TGATTTTGGGTGCTTGAATG 269

Ai02B20302 Araip.B02 20302 p3 (TTC)5 15 89261223 89261237 GGTGATGAAGGCAGTGAGGT AAACTGCCCCAAGGAAAAGT 237

Ai02B20304 Araip.B02 20304 c (TC)10(TA)8 36 89263226 89263261 ATCTTCCAAATGGGTTGTGG TGCAATGCACAGACATAATGG 184

Ai02B20309 Araip.B02 20309 p2 (AT)6 12 89285158 89285169 CATGTTTGTTAATGTTTGATTTTGG CCCCTTCATTTTGAGAGTTCC 228

Ai02B20310 Araip.B02 20310 p2 (AT)7 14 89285463 89285476 AAGGGATTTATGCCATTGGA GCAGAAGATCACATAGACGAGC 212

Ai02B20312 Araip.B02 20312 p3 (TTA)5 15 89289438 89289452 TGAAAAAGGATGATAAAGGAAAGG ACACTATCCGCAAGGCAAAT 274

Ai02B20315 Araip.B02 20315 p3 (GAA)5 15 89302289 89302303 GGCAACAGCAGCATAACAAA TGAATGCTCGGTTCTTCTTC 247

Ai02B20322 Araip.B02 20322 p2 (AT)6 12 89332465 89332476 GTCAGAGGCCGAATTGGATA CGGGACAAAAGATCAAAACC 106

Ai02B20326 Araip.B02 20326 p3 (TTA)6 18 89338169 89338186 TGCCTCAACTCTCCTCATCA ATTCCGCTAGGGACCAACTT 225

Ai02B20329 Araip.B02 20329 p2 (AT)6 12 89354541 89354552 TCCTCACCTTCCACCATCTC TTGCATTCCTTTGGTCCTAGA 240

Ai02B20330 Araip.B02 20330 p3 (AAG)9 27 89361972 89361998 ACCCACCTAGCATCATTTGC CTGTTTTCTCGTTCGAGCTG 275

Ai02B20334 Araip.B02 20334 c (T)11aagttattaggtctt(TA)638 89368243 89368280 ACAGGATTAGACGGCAACGA ACGACATCTCTCCTTCTGCG 212

Ai02B20335 Araip.B02 20335 p2 (AT)6 12 89369044 89369055 CAATAATTTCTTGCAAGGGTTG TGAAAATAATTGCTTGTGCGTC 268

Ai02B20336 Araip.B02 20336 p2 (TA)6 12 89372381 89372392 CACGTTCAGCCGGTAAGTCT ACTGCACCTGAGTTTCCACC 222

Ai02B20339 Araip.B02 20339 p4 (TTAA)7 28 89375800 89375827 AATCAACCAGGTATGCACTGA TCAAACACGTCTTCCACCAA 255

Ai02B20341 Araip.B02 20341 p3 (TCT)5 15 89377950 89377964 CGCCACTCCATCAATTTCTT GGAATGGGAAGACAGAACCA 276

Ai02B20343 Araip.B02 20343 c (AGA)5aagaaagaaagaaggaaggaagaagatatgaa(AAG)562 89383411 89383472 CGGCAAGGAGATTGAGAAAG TCCAAACCATTTGACCCTTC 166

Ai02B20344 Araip.B02 20344 c (A)11tatcaaacaaacaattgtaatgcaaataagagtgatttaagta(T)1165 89384645 89384709 TCATAATCAATTTTCATATTTCAATGC AAAAGCAGCAGCACGTGTAA 277

Ai02B20345 Araip.B02 20345 p3 (TCC)6 18 89384914 89384931 TCCTCCTCTTCCTCCTCCTC GTGAAGAAAAAGGAACGCGA 141

Ai02B20346 Araip.B02 20346 c (CAA)5aagaatgatgataaggagaaaacacgcgaaaaagaaggaatgctaaaaagaaggaagagaatgagga(GAT)5a(ATG)6aagctccacgcatacgtgaatttga(AAG)26219 89385799 89386017 CTTCTTCACCAGAGAGAGAAGGA TATGCGTCTCTCCCTTCACG 275

Ai02B20347 Araip.B02 20347 p3 (TCC)7 21 89386730 89386750 AACTGCTTTTCAAATCACGC GAGAAGAAGAACCTACGTGCG 115

Ai02B20351 Araip.B02 20351 p2 (AT)12 24 89407732 89407755 TCCTGTCCTAAGCGGCTAAA CATCCATGCCACAGACACAT 217

Ai02B20354 Araip.B02 20354 c (CT)6tatatgacatgattcatgcatccaataatttaatcataaaataaaatatataaaaattaaaaaaaaat(TA)16112 89424776 89424887 TAGAGTTCCAAATCCGGACG GAGGAACATAAAAAGTGCACGA 280

Ai02B20356 Araip.B02 20356 p4 (TTGT)5 20 89442175 89442194 GCATGGATGAAAAGGGAAGA TTAGGGGACGCGTAATTTTG 241

Ai02B20357 Araip.B02 20357 c (AGA)5(TGA)13(CGA)569 89444852 89444920 TGAATGTATGTTCATCATCTTCAAGT TCCTCTTCCTCTCCTCCTCC 247

Ai02B20359 Araip.B02 20359 p2 (AT)6 12 89448287 89448298 CGATTTTGAAACGTTAGGGA GTCACCACTGCGTCATTGTC 274

Ai02B20360 Araip.B02 20360 p2 (AG)9 18 89448687 89448704 GCAATAGAGGGAGCAACAGC GGTACGGTGCCCTAATTTCA 268

Ai02B20361 Araip.B02 20361 c (AT)7caattatcaaactaattagattttttatattttttaaaattataaagaatacgtgtatttattggtg(T)1091 89449261 89449351 TTGGCACCTAATAATTAACTTCATAAC TGATCGTCAAAGCTAAGTTCAA 151

Ai02B20365 Araip.B02 20365 p2 (AT)7 14 89465238 89465251 TGCAAGAGATTTGTTCTCTTCGT TCCTTCAGCGTTGAGCTTTT 228

Ai02B20366 Araip.B02 20366 p2 (AT)9 18 89465455 89465472 GGAAAGCCAAGGAAATAGCA GTCTGGATCCTTGAAGCGAA 264
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Ai02B20368 Araip.B02 20368 p3 (CTT)5 15 89476912 89476926 CCCTTCAACCTCTCAATCCA GGTTATCGAGGTTGAGCTGC 223

Ai02B20369 Araip.B02 20369 p3 (AAG)5 15 89477034 89477048 CCCTTCAACCTCTCAATCCA GGTTATCGAGGTTGAGCTGC 223

Ai02B20370 Araip.B02 20370 p2 (AT)6 12 89478490 89478501 TGGCTAGGGTGGAATTCTTG GTCATGCAGCTCCTTGTTCA 279

Ai02B20375 Araip.B02 20375 p2 (CT)7 14 89484715 89484728 CGACGAATATGTTCCCCAGA TCTGTCCACTCAAAACGACG 245

Ai02B20378 Araip.B02 20378 p3 (GAA)5 15 89490610 89490624 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai02B20382 Araip.B02 20382 p2 (TC)6 12 89514500 89514511 TGCTTCAACGAAGACGACAC ATTGCCAAATGTCACGTCAA 236

Ai02B20383 Araip.B02 20383 p3 (TAA)5 15 89515475 89515489 TTCTCATTTTCCCGTCGTGT TTGGAGCGACCAGTTTCTCT 278

Ai02B20384 Araip.B02 20384 p3 (ATA)5 15 89516988 89517002 ATGGCATTGCACTTTTGTCA GCGAAATGTAAAAATGGTGAA 214

Ai02B20386 Araip.B02 20386 p2 (AG)7 14 89519719 89519732 AACCATACTTGGACATTGCC GTGACGGCTCCAAAGTTGTT 196

Ai02B20388 Araip.B02 20388 p3 (TTA)5 15 89521323 89521337 TTGATTTATTATTGTATGTTTGCTGTT CGGCATGTAGTGGTCACATT 252

Ai02B20389 Araip.B02 20389 p2 (AT)29 58 89524479 89524536 GAAAATGAAATGGGCTGCTC CGGGCTGTTTAGTAATCGGA 183

Ai02B20394 Araip.B02 20394 c (A)13tagtagcccttggcaaattgcaatttcacatgcagaaaaaagatggt(A)1171 89529808 89529878 TTCCCATGCTCAGTCTCAAT CATTCCATGCTTGCAACTGT 237

Ai02B20396 Araip.B02 20396 p2 (AT)7 14 89535901 89535914 TTGCTGGTTGATGAAATGGA GGAACAGGGGTTTTGGTTTT 198

Ai02B20399 Araip.B02 20399 p3 (ATA)5 15 89539262 89539276 AAAGTTCAAACTCAAGTGGCAA TTCCATCTTTTGAGGGCTTC 274

Ai02B20405 Araip.B02 20405 p2 (CT)6 12 89564124 89564135 TGAGAGACAGAGATTGGGGG TCCGGAGAGAGAAGAGGACA 268

Ai02B20412 Araip.B02 20412 p3 (ATG)5 15 89576019 89576033 TTTTCAAGTGCTTGGGGAAC TGGAATTTACTTGCTGTCCTCC 155

Ai02B20415 Araip.B02 20415 p4 (TTCT)5 20 89580295 89580314 ATGCATTAGGTTGGCACCAT AGGGTGGTTGTGTGTGTGAA 214

Ai02B20424 Araip.B02 20424 p2 (AC)9 18 89625317 89625334 GCATTGGTTGAATGCTTATTTC ATGAAATCCAAATCCCCCAT 240

Ai02B20425 Araip.B02 20425 p2 (TC)6 12 89632271 89632282 CACACCCTCAACCATACCCT TCCTTGGAACTTATTCCCCC 254

Ai02B20434 Araip.B02 20434 p2 (TA)15 30 89665742 89665771 CAAAGCGATCATTTTTAGCAA TCTCGTGCTGATAACGTGTTG 232

Ai02B20435 Araip.B02 20435 p3 (CAA)5 15 89675763 89675777 GGATGGTGCTAGCAATGGTT CTGTTGGCTTTGTTGTGGTG 256

Ai02B20436 Araip.B02 20436 p2 (AT)6 12 89684217 89684228 GCGAAAAGTTGATGCATGAGT TGAGGCTAAGGTAAAGGTGAGG 171

Ai02B20437 Araip.B02 20437 p2 (AT)20 40 89684910 89684949 CACTCTCATCTCTCTTTTATATACGC TCCTTTGCTTTATGGAATTGG 262

Ai02B20441 Araip.B02 20441 p3 (TTC)14 42 89688523 89688564 TCGTTTGTTATACATGCGCC TGAAGAATGCGAGCAGAGAA 146

Ai02B20442 Araip.B02 20442 p3 (TTC)17 51 89688666 89688716 TTCTCTGCTCGCATTCTTCA TGCAACAATCATTCCGTAGC 202

Ai02B20443 Araip.B02 20443 p3 (TCC)8 24 89688977 89689000 TGGTGAACCGAAATCACAAA AGAAGAACCTACGAGCGCAA 160

Ai02B20444 Araip.B02 20444 c (GAA)5ccacaaagctaattacgttgaagtcaatccagatccataacgaagaacgcgagtag(AGA)689 89689368 89689456 TGTGATGCATTTCGGAAGAA GCTCGCGTTATAGGCTTCAC 244

Ai02B20446 Araip.B02 20446 p3 (TTA)5 15 89713530 89713544 TGTGCCTTTGTGTGGATGAT ACGTGTTATTATTCTTATTCAATGTCA 192

Ai02B20447 Araip.B02 20447 p2 (AG)7 14 89721173 89721186 GTCCATTATGGGTGGGTTTG TGTGGACCCTACAGAATCCC 209

Ai02B20448 Araip.B02 20448 p3 (TAA)6 18 89746032 89746049 ACCAGTTTTTGGTTTGGCTG TGGTAGTAACACCTTTTGGAAGAA 222

Ai02B20454 Araip.B02 20454 c (T)15(A)10 25 89779926 89779950 ACCCGCCAAACAAGACAAT ATTGAATTCCCCAAAGCTGA 261

Ai02B20457 Araip.B02 20457 p3 (AAT)6 18 89794458 89794475 CCAAATTGTTCCCTCAATCC TTCACACAAATTCAAATCAAATG 204

Ai02B20460 Araip.B02 20460 c (A)11tgccaaaatcaccactattataatctttctacctcagctttttttcccaccaaattg(A)1280 89798924 89799003 TAAAATGCACCGAATCACCA TTTCCTTGTCTGGGTTGCTC 146

Ai02B20462 Araip.B02 20462 c (GTG)7cggaaacgacgacgacgatgaaggatt(GTC)563 89799649 89799711 CTCCTCATGGATTGGATCGT CGCAACAGCAACAACACTCT 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B20465 Araip.B02 20465 p2 (AT)7 14 89802611 89802624 GATTCATATTTTGGCCTATCATTT TCCTTGAACGGAACATACCA 248

Ai02B20470 Araip.B02 20470 c (T)11aaattgagttcttgtactaa(T)1041 89820952 89820992 CGGGTAGGAGAGTCTCGATG TGGTACAGGAACACAAATAAAAGG 230

Ai02B20472 Araip.B02 20472 p2 (AG)6 12 89823446 89823457 TTGAGTAAAATTCGGTTGACGA GTCTCTTCTCTTCCCGGCTC 214

Ai02B20473 Araip.B02 20473 p6 (TTCTGC)6 36 89823703 89823738 GCTATTACTGATCTCGCCGC TAGACGCAAAAGCAGAAGCA 136

Ai02B20474 Araip.B02 20474 c* (TAT)7(T)10*gtttttaattaggtagttatcagtaatt(A)1068 89826093 89826160 TCAAATGATTTCAACCTTAAATTTCT CAACACCCTAATAGTAACAACACCC 226

Ai02B20475 Araip.B02 20475 c (TAA)12(TTA)21 99 89826337 89826435 GGGTGTTGTTACTATTAGGGTGTTG TCATCGAACATGCTTTCAGTG 254

Ai02B20479 Araip.B02 20479 p3 (TTA)5 15 89830242 89830256 TTTTTGCTCAACTATACTCCCG CTCTCTGTTGCGCTGGCTAT 275

Ai02B20482 Araip.B02 20482 p2 (AT)7 14 89854949 89854962 TCTAGCGATTCACATGGCAC TGAAGCTTTGATTTTGTGATCG 252

Ai02B20484 Araip.B02 20484 p2 (TA)7 14 89861593 89861606 TTCTAGCGCGGACATTCACT TTAGAGCCGTGCATGTTAAA 268

Ai02B20486 Araip.B02 20486 p6 (AAAATT)5 30 89869121 89869150 GAAGCCATGCCTCATTCATT TTACCCGACCCATGAACACT 229

Ai02B20488 Araip.B02 20488 p3 (ACC)6 18 89872020 89872037 AATACCCTCCACCATCACCA TCGTAATACCTCGCCACCTC 169

Ai02B20493 Araip.B02 20493 p2 (AT)7 14 89899228 89899241 TTCAGCGTAAAATTTCTGCAA AAATGGGTGTATTAATAAAAGTGGTG 257

Ai02B20494 Araip.B02 20494 c (T)10cttgaatttaatagagcaattttcatcttaatgtaggacgaataattaacagttatttagaatctagagtcaaact(A)1197 89900653 89900749 GCCATAAGCCACATTGAACA TCCACCACTGTGCTTTCTTG 257

Ai02B20495 Araip.B02 20495 p2 (AT)6 12 89906623 89906634 TGTCAATTCTTTATTCTCTTAAACCC GCGTGATCATTTACGCATGT 275

Ai02B20498 Araip.B02 20498 p2 (AG)6 12 89922706 89922717 GGCAGGACAAATACGGAGAA TTGGCTCTTGACTTGTGTGC 219

Ai02B20505 Araip.B02 20505 p3 (TGA)5 15 89950282 89950296 TTAGTGGGTGAGGGCGATAG TGGTGAACAAACTGACATAAACA 276

Ai02B20507 Araip.B02 20507 p5 (TTATC)7 35 89958073 89958107 AGGGACTCCGATGCCTAAGT AAAGGGCCCAAATAGAGGAA 263

Ai02B20508 Araip.B02 20508 c (GA)19gt(GA)7aagagagtgagagtgagagtgaga(GAGT)7106 89993038 89993143 CCCGGATTTGATGAGTTAGC CTGCTTCAACGAAGACGATG 244

Ai02B20511 Araip.B02 20511 c (T)11gggactgattactccttgtgccaaaaaaataacattgactttttttgacataaagacctctttgttagggaccaggttgag(T)13105 90003276 90003380 GAATATCCCAGCCGGTCTTT TGCCCAATCCTTTTTCTTTG 241

Ai02B20512 Araip.B02 20512 p3 (AGG)6 18 90010276 90010293 TTGTCTGCATGAAATGGATAATG GCTCCAGCACGTTTGAAAAT 210

Ai02B20513 Araip.B02 20513 p3 (AGG)6 18 90017306 90017323 TTGTCTGCATGAAATGGATAATG GCTCCAGCACGTTTGAAAAT 210

Ai02B20518 Araip.B02 20518 p2 (TA)10 20 90046944 90046963 TTCACTTTGGGGCATTTTGT TGGGAACATTGGGTAGGGTA 243

Ai02B20524 Araip.B02 20524 p2 (GA)7 14 90087400 90087413 GAGAAATGATCCAGGCCAAA CTCATTAAGCCACCCGTGAT 222

Ai02B20526 Araip.B02 20526 c (GAA)5gagtggagtagacgcagctgcctcctgcatcgtacaacgagttcttcaatcttcaccttcacaatttctaaataaag(A)10gaaataacacacaggataaaaagtaatttc(T)12144 90096182 90096325 AATGTTTATTGCTGCAACTTCTT TTTGAGCATAAATCAATTAAAGGAC 280

Ai02B20534 Araip.B02 20534 p3 (ACC)5 15 90128526 90128540 AATTACCTCCTCCACCACCA GCCTTGCTTCTGCTTTCTTG 173

Ai02B20548 Araip.B02 20548 c (CTT)12cgaaccagaaccacaccgag(CT)1076 90222087 90222162 CTTCCTCAACCACCACCATC TAGGGGCTGTTAAGCGTGTT 265

Ai02B20554 Araip.B02 20554 p4 (AAAG)5 20 90241923 90241942 AGCAAAGAGCTTTGGGATGA TCAGGGACCACTTCCACAAT 152

Ai02B20558 Araip.B02 20558 c (A)11tcatgcaaaaaacattattaaaaatgaaaatgatattattatttttctcattttggccaataaatttccagtttgacaagcatgtgcgga(T)12113 90264533 90264645 TTTGGCAAAGAATGTTTAGAATTG TGAAAATTTAACCCAAACAAAAA 260

Ai02B20565 Araip.B02 20565 p2 (TA)6 12 90279960 90279971 GAAGAGAGGCAAAGAGCGAA CCTTAGTTGGAAATCTGTTTGATG 181

Ai02B20568 Araip.B02 20568 c (AC)6(TC)7 26 90287230 90287255 CTGCAGCCATTTCATAGGGT GGACCAAAAATCTCTGAGCG 277

Ai02B20569 Araip.B02 20569 p2 (AT)9 18 90292386 90292403 GCTTCGCTGTTTGTCGTGTA TCGCATTTACACAATTCCCA 199

Ai02B20576 Araip.B02 20576 p3 (AGC)5 15 90311117 90311131 CCCATGAGTTTGAGGCAAAT TCTTCGCCACTTCCTTCACT 242

Ai02B20577 Araip.B02 20577 c (AAT)5agggatcctttttgcctaggtatagaggttcccttatgtgagtagaggaaaagaagaagagaaaatctgaactc(AG)6101 90330595 90330695 TTTCTGAAAGGTGCTTGCTG CCCTCACTCACCAAAAATCC 265

Ai02B20578 Araip.B02 20578 p2 (AG)6 12 90330907 90330918 GGATTTTTGGTGAGTGAGGG CTTTTTGTTTGTTTCTTATCTTTTTCA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B20581 Araip.B02 20581 p2 (TA)8 16 90346986 90347001 GCGAGTTTGGAACTTTAGCAA CACATGAGTAGGGGGCACTT 133

Ai02B20582 Araip.B02 20582 c (A)11gagttatttatttcatttcaacagaagaagaagagagttacg(A)1063 90350422 90350484 ATCCTTCCCCCAAATCATTC AACAGTGAGAAAGGATATAGCAAAG 276

Ai02B20589 Araip.B02 20589 p2 (CT)16 32 90375728 90375759 CTCATGGACATAATCGTACTGGA AGGGCGTGCATCAGAAAATA 239

Ai02B20590 Araip.B02 20590 p3 (GAT)5 15 90375994 90376008 ATATTTTCTGATGCACGCCC CCATACATTCAAATGGGGGA 204

Ai02B20592 Araip.B02 20592 p2 (TA)9 18 90378262 90378279 TTTCGAAGGGTCCAAATGAG AGGGGAAGATCAAGGAGGAA 260

Ai02B20595 Araip.B02 20595 c (TC)7actctct(CAA)1463 90384894 90384956 TGTGAAAGGAAAATCCACAAA TTCATCATTGTTGTTGGTGTTG 279

Ai02B20596 Araip.B02 20596 p2 (TA)6 12 90387043 90387054 CCTTTGATGTCTTGAGGACCA AACAAACTTCAGGGACAAAAAG 249

Ai02B20597 Araip.B02 20597 p3 (ATC)6 18 90387233 90387250 CCCTCAAGTTTTCGATTTGC AGAGACAGGGGGTTGTGATG 198

Ai02B20598 Araip.B02 20598 c (T)10gtttccatattttacacaaagcaaagcaaaatccttttgatgccataccaacctgaaacccttatcccaacaacaaagtttcttc(T)11106 90387509 90387614 TCGCTCTTCCTCCTTCTCTG ACTTTGTTGTTGGGGTCAGG 253

Ai02B20599 Araip.B02 20599 p3 (TGA)5 15 90388310 90388324 GGCTTCGTTGTGTCTGGATT TTTCCAAATATACCCCTCCCTT 233

Ai02B20600 Araip.B02 20600 p2 (TA)6 12 90388503 90388514 TGCAAATCGAAAACTTGAGG GGCGGTGAGTGAGGTACAGA 238

Ai02B20601 Araip.B02 20601 p2 (CT)9 18 90390175 90390192 CAGATCACGCGAACCCTATT GCAGCAGAGACAGCTCAATG 140

Ai02B20606 Araip.B02 20606 p2 (TC)9 18 90415704 90415721 GGAGCTGTCAAGGATCAAGC ATAGAAGGGGAAGCCTCCAA 244

Ai02B20608 Araip.B02 20608 c (AT)6gcg(A)10 25 90430049 90430073 TGTGGTGACAATGCTTTTTG TGGCTTTTTCTGCTTGCTTT 261

Ai02B20613 Araip.B02 20613 c (A)10ctaatccttatcttcaccaattctcttcttcactgatg(TTC)563 90456199 90456261 GCTACCGGAAAACTGAGCTG TCTGTGATTTTTGTTGGTTCTGA 206

Ai02B20614 Araip.B02 20614 c (TTTA)5ttttttaaataaatgtaaaacgacgtcgtttccaatgttcctttc(T)1580 90457095 90457174 GAGAAGGGAAAGGGAAATGG CCTCAAATTCGTCCCTGAAA 273

Ai02B20618 Araip.B02 20618 p3 (TTA)25 75 90462735 90462809 TTTTCCTCCATTTATTTCATTTACG GTTGGAGATTTTGAGCGCAT 274

Ai02B20620 Araip.B02 20620 p3 (GGA)6 18 90473932 90473949 AAGGAAAAGAAGAAGGAGGAGG TAGTTGGATGCGTGCATGTT 135

Ai02B20625 Araip.B02 20625 c* (T)13(TA)6* 24 90486097 90486120 TGCTACAAATTTTTGGCTGA GCGGCTTTAGCAATGGATAG 246

Ai02B20629 Araip.B02 20629 p2 (TA)6 12 90493963 90493974 ACGCCCAGATATTTCACAGG CTTGTAACATCGATCGCCAA 263

Ai02B20630 Araip.B02 20630 p3 (TCT)5 15 90496541 90496555 CTGGCCGTATTTCAGGTGAT CGACATGAGTAGCAGTCCCA 256

Ai02B20632 Araip.B02 20632 p2 (TA)6 12 90500976 90500987 AAATCAGAAAATGGACTAAGTGAACA GGACTAATTCAACCAAATCCTAACA 125

Ai02B20633 Araip.B02 20633 p2 (GT)6 12 90507264 90507275 GAGCTCTTCACAAGGAACGC CGGACTAAAAACGCTAACGG 233

Ai02B20636 Araip.B02 20636 p2 (AT)6 12 90511189 90511200 TGCTATCCTGAGCAATGTGG AAATCAGAAAATGGACTAAGTGAACA 144

Ai02B20637 Araip.B02 20637 p2 (AT)11 22 90522391 90522412 AGAACCAATCTCGGAAGCAA TAAACACAATCTCGGGGGAG 177

Ai02B20640 Araip.B02 20640 p2 (TA)6 12 90527494 90527505 TGGGCATAAACTGTGGTATCC ACATGCGAATTTGGTTTTCC 183

Ai02B20641 Araip.B02 20641 c* (TGTA)15(TAT)17*109 90529672 90529780 TTTTCCTCCATTTATTTCATTTACG AGCGCGTGTACATGCTTTTT 278

Ai02B20642 Araip.B02 20642 c (AG)6(A)11 23 90530123 90530145 TTTTCTTTCTTGATGCTGCG CGGGAGAAATAATTGGGGTT 264

Ai02B20645 Araip.B02 20645 p4 (TAAC)5 20 90533285 90533304 GCATGAAGAACTCAAAACCAAG CCAAACACCATCGATAACCA 273

Ai02B20647 Araip.B02 20647 p2 (AT)6 12 90534505 90534516 TCCATATGTCACAGGCAGGA CCAAAGACAACAACAGCAGC 204

Ai02B20649 Araip.B02 20649 p2 (AT)16 32 90541398 90541429 TCCATATGTCACAGGCAGGA CCAAAGACAACAACAGCAGC 224

Ai02B20651 Araip.B02 20651 p2 (CA)6 12 90551306 90551317 GCGCCAAGAAAAAGTGAAAG TGGGGAGTTGATCTCTTTGG 260

Ai02B20652 Araip.B02 20652 c (A)13gaagaagaaa(GAG)538 90557331 90557368 TTCTATTCCATGCCATTCAATTT TGTTGCCGCTTTTTCTTCTT 162

Ai02B20654 Araip.B02 20654 p3 (GGA)6 18 90559083 90559100 AAATACCGGACGGTTCTTCC TTCTGTTGCCGCTTTTTCTT 159
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Ai02B20658 Araip.B02 20658 p2 (TA)6 12 90571820 90571831 ACGCCCAGATATTTCACAGG CTTGTAACATCGATCGCCAA 263

Ai02B20659 Araip.B02 20659 p2 (TG)6 12 90579241 90579252 CTCAATGAGAGCTTTGCGTG AACGCTAACAGATTGGACCG 219

Ai02B20661 Araip.B02 20661 c (A)11gttt(TC)7 29 90600346 90600374 ACCGAAAGGAAGGGAGGATA CGTCACTTGGCATGAGACAT 140

Ai02B20668 Araip.B02 20668 p3 (ATT)15 45 90611426 90611470 TGGTGAATTCGTTGTTGGAA TGCTGCAATCACAGCTTCTT 197

Ai02B20676 Araip.B02 20676 p2 (TC)6 12 90650397 90650408 GAACAGCCCTCTATTCACGG TCATTGCGACTGGTCATCAT 262

Ai02B20681 Araip.B02 20681 p3 (ATT)7 21 90667555 90667575 AAGCGAGTGAGGGTGTAGGA CATAGCCTAAGCAAGCAGCA 233

Ai02B20683 Araip.B02 20683 p2 (TA)8 16 90670097 90670112 GAAACTATTCAAGGGTGAGAGATCA TGCAATACCTCAATGCATCTAAA 219

Ai02B20688 Araip.B02 20688 c (T)10cgcta(T)10 25 90682628 90682652 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 221

Ai02B20690 Araip.B02 20690 c (A)10(T)10cttttttttgaaaacc(T)1147 90694998 90695044 CTTTACAGCCAGCCATGCTT CGGTTCATCTTGTTGCTCAG 229

Ai02B20691 Araip.B02 20691 p3 (AGA)6 18 90709056 90709073 CGGTCTTAGGTGCCATCAAT ACACACCTCTCCCCCTCTCT 153

Ai02B20693 Araip.B02 20693 p2 (AG)6 12 90712620 90712631 CAAAGGAGAAGAGGGGGTTC TGTTTCTTATCTTTTTCAAAACCATCT 255

Ai02B20694 Araip.B02 20694 c (AT)8(TA)18 52 90713190 90713241 GAAAAGGTTAATCCAAGTTTTCG TTGCATGCATCATTGGTTTT 192

Ai02B20696 Araip.B02 20696 p2 (CT)8 16 90731748 90731763 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 249

Ai02B20707 Araip.B02 20707 p2 (AG)15 30 90787602 90787631 GGGCTGAAAATGCATCAACT CGGGTCTCCTCTCTCTCTCC 246

Ai02B20709 Araip.B02 20709 c (TCT)5tcctcggtcttgtcttcggcgttcctttggcgtctcacgtctgatttta(TCT)785 90790784 90790868 CTTTTTCTCGCATCGACTCC CCGAAGGAACGAGAAGACAG 217

Ai02B20711 Araip.B02 20711 c (T)12ctctttgtaatttcttaattattattgaaaacttaaagctggaaatttcaacttaaaaaaaagttgaaaattaaaatt(A)11tctagaaaccatgtgtcaagagtaatgatgtaattaagtaataagttagttagtgaaaaataattaagaaaagattctattattctggcgtaa(TG)6206 90791917 90792122 ATCAACCTTCGACACCCATT TTAGAACGAACTCCGTCGGT 263

Ai02B20713 Araip.B02 20713 p2 (TA)6 12 90795856 90795867 TCTATTTTTAAGAGTTTGGTACGATTT CCTGGAATTCTTATGGAGAAGATG 214

Ai02B20716 Araip.B02 20716 p2 (AT)6 12 90799569 90799580 TATTATGCCCTTCGGCAGAC TATGGCCTGGTCACACACAT 166

Ai02B20721 Araip.B02 20721 p2 (GC)6 12 90815297 90815308 TGTTTGGGAGTGTTGGATGA GCGCCACTCTCAAAATAAGC 199

Ai02B20722 Araip.B02 20722 c* (A)10t(GAA)25(GAAGAG)10*gaagaagacgaagac(GAA)5g(AGA)8198 90819678 90819875 GAGGAAGAAGAACGTGCAGC CCCACTCAAACGGTTCCTCT 279

Ai02B20723 Araip.B02 20723 p4 (TTTA)5 20 90820888 90820907 GCTGCTTCGTTTCCTTTCAT AGGGAGATTTGTTGGTGGGT 151

Ai02B20725 Araip.B02 20725 c (ATT)5gcttgagttttcttttggatttttccttgattatttatcgatatatgaaattacgttctgttttg(ATT)595 90828962 90829056 TGAAGTACTTGGCGCTACTTTG CATTTGCTACAACAACATCATCA 271

Ai02B20729 Araip.B02 20729 p3 (TAT)6 18 90837639 90837656 ACCCTAACCCACTCTTGCAG TTCACCCCTACTTGTCTCGG 195

Ai02B20732 Araip.B02 20732 p3 (CTT)6 18 90846328 90846345 CAGAGGACATCGCAGAAACA GGGTCTTCGTTGTTGAGGAA 141

Ai02B20737 Araip.B02 20737 p2 (AT)8 16 90857231 90857246 GGTGGTAACTTGGAGATGAAGAA GGATCCTAACCTCCCACCAT 245

Ai02B20738 Araip.B02 20738 p2 (TA)7 14 90862303 90862316 GTGGCACATTTACCATGCTG CATGAGGCCCTAGTTCTCCA 236

Ai02B20741 Araip.B02 20741 p2 (TC)8 16 90874333 90874348 TGGTGATGGAAATCTGGACA GGCCATTTCAAGAGGGAACT 266

Ai02B20747 Araip.B02 20747 p2 (TA)6 12 90904463 90904474 TGTCGTGTCATGTCCCGTAT ACGCGAACACACGAATCTTA 188

Ai02B20748 Araip.B02 20748 p2 (TA)6 12 90904657 90904668 TGTCGTGTCATGTCCCGTAT TGGTTTTTCAAGATATTGTTGAGATT 118

Ai02B20752 Araip.B02 20752 p3 (TAT)5 15 90928229 90928243 AAGGAGGCGTCCCATATTTT CGTAAATGGTTAGGGACCGA 235

Ai02B20754 Araip.B02 20754 p2 (CT)6 12 90931632 90931643 CACGGAACCAAACACTTCCT GTTGTGGTTGTTGTTGCTGC 243

Ai02B20755 Araip.B02 20755 p3 (GAA)5 15 90932237 90932251 GGGCTCGAAATAGCACACTC CGTCGTCTTCTTCCTCAACC 222

Ai02B20756 Araip.B02 20756 p3 (GAT)5 15 90933873 90933887 TGCGGATACTGCTTCTGTTG GAACCCCTCTTAGGTCCTGC 209

Ai02B20760 Araip.B02 20760 p3 (AAT)6 18 90946394 90946411 CCCAGATCAGTCCCCAAATA ACCCAGATCAGTCCCAAAGA 279
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Ai02B20761 Araip.B02 20761 c (T)10ctttctattttttttctc(T)1038 90957152 90957189 TCCCCAAGCAATTGAAAATC TGAAGCAAGAAAAAGCAGCA 256

Ai02B20763 Araip.B02 20763 c (T)10cttttaatttttttcgaaaattattttg(A)1048 90960583 90960630 TCAAGACTCAAACAAGAAACACAA GTAGGGCATGTTAGGCGTGT 246

Ai02B20765 Araip.B02 20765 p3 (AAT)19 57 90975246 90975302 TTTGGAGACCTTTTTGGTGG CATTGACATATTAATCAACTAGGCATC 266

Ai02B20769 Araip.B02 20769 p3 (TTC)6 18 90991579 90991596 GAATTGAAGCGAGCTCTTGG AGAGGAGGAGGCAATGACAA 280

Ai02B20770 Araip.B02 20770 c (CAC)5ctcctcctttttctccaattttctttttcatttgaatttattctccaatcttccttttccttctcctcctcctc(CAT)5104 90991859 90991962 CGTCGTCGTTATCATCATCG TGCAAAAATTTGAAAGAGAATGA 279

Ai02B20772 Araip.B02 20772 p3 (AAG)6 18 91014779 91014796 ATTGCAGTGGTGAAGAAGGG TTTGTTGGTCCCAACCATCT 279

Ai02B20773 Araip.B02 20773 p2 (TC)6 12 91015247 91015258 TGTACTGAGGCAAAGAGGGG TTTCGTGCTGATAGCGTGTT 167

Ai02B20774 Araip.B02 20774 p3 (TTA)11 33 91016330 91016362 TTGGCTATTTGATCAATGATGG CAACTAGGTGCCTTGGGGTA 189

Ai02B20776 Araip.B02 20776 p2 (AT)6 12 91023930 91023941 TCGGCCAAAACCAACTTTTA TTGAAGGCTTGATGGTTTTG 222

Ai02B20777 Araip.B02 20777 p2 (AT)6 12 91028890 91028901 GGAAATGGAACAACTTGCGT TGGAGAGGCAGGATTTTGTT 184

Ai02B20778 Araip.B02 20778 p2 (AT)9 18 91030571 91030588 GGCCAAAACCAACCTTTACA GGATTGCATGGAATGGTACA 272

Ai02B20780 Araip.B02 20780 c (CAT)5aaaaagc(A)1133 91041317 91041349 CTTTAAAATTCATCCTCCTCCA TGATGATGACAACGAAGAAAAA 211

Ai02B20787 Araip.B02 20787 p2 (AG)7 14 91064862 91064875 TCGGTGTTTAATTTGTTCGATG TGCTACACCACTTCACTGCC 257

Ai02B20789 Araip.B02 20789 p4 (TTCT)6 24 91070179 91070202 GGTTGGTCATGCTTTCACAA TGTCAAGTGCTGAGAATGGC 127

Ai02B20796 Araip.B02 20796 p2 (AT)9 18 91093671 91093688 ACCGGCTATAAGGTGTCACG GGCCTAAACTCTGCGGACTA 269

Ai02B20799 Araip.B02 20799 c (CTC)6ctacttctcctccttcttcttctcttcatgctctttctccttctcattttccttcttctcctttttcttt(TTC)5103 91124698 91124800 CGATTTGCAAAATTCCAGGT TAACCGCAATAACAGCAGCA 278

Ai02B20801 Araip.B02 20801 c (TC)15nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(CT)29138 91127990 91128127 AGGTGCAATGCTTCCAAGAC CCCAAGGTCCAAGAAGTTGA 278

Ai02B20802 Araip.B02 20802 p2 (CT)7 14 91128571 91128584 TCTGGTGTTAGCTCGAAGATGA TCATTTAGTGATGCAGGCCA 214

Ai02B20806 Araip.B02 20806 c (TTC)5(T)18 33 91133256 91133288 TGATGTGGCAAATTACAATTAAA GCACAGATTGACGATCATGG 195

Ai02B20807 Araip.B02 20807 p3 (TTG)5 15 91139951 91139965 TGTCGTCGTTTGATCCATGT GGGTGGAAAACTCAACCACA 266

Ai02B20809 Araip.B02 20809 p2 (TA)9 18 91150154 91150171 TGCTCCCAATAGTTGTGTGG TTTCTTCTCTTGCTCGAGGG 279

Ai02B20812 Araip.B02 20812 p2 (AG)17 34 91161004 91161037 AAAAACTGAAAGCGGTGGTG TGCGCTTTTGCCTCTTATTT 247

Ai02B20813 Araip.B02 20813 p3 (TAT)6 18 91164819 91164836 TCTCGGATCTAGGCTCGTGT CCTTAATGGTGATCCATTTATGTTG 279

Ai02B20815 Araip.B02 20815 p2 (AG)6 12 91169054 91169065 CGTCATATTTACAATTACCGCC TGAATATCGTGGGAAGCAAA 200

Ai02B20822 Araip.B02 20822 p2 (AT)6 12 91200586 91200597 AGTGGGAGACCCAGAGAGGT TCCCATGTATTTTGGAGTTCA 159

Ai02B20824 Araip.B02 20824 p3 (TAA)5 15 91211215 91211229 GAACTCCCTTAACTTTATTCACCG GATTGGTTTAAGATTTGGTTCATT 244

Ai02B20826 Araip.B02 20826 p2 (AT)8 16 91212814 91212829 GGCACCCAAACAAGCACTTA TGGCGTGTGGAGTTAAATGA 279

Ai02B20829 Araip.B02 20829 c (A)10(T)11 21 91274131 91274151 AAAGCGTGGCGATAGAGAGA ATTTCGGCTGGATAGGAGGT 265

Ai02B20830 Araip.B02 20830 c (T)10gaaaata(T)10 27 91280094 91280120 AAGTGGAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 260

Ai02B20832 Araip.B02 20832 p2 (CT)6 12 91282651 91282662 TCCTTATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 275

Ai02B20838 Araip.B02 20838 p2 (GA)9 18 91309162 91309179 GTGGTCATAGGCGATTGGAT ATCTACCTCTTCGCGCATTG 124

Ai02B20840 Araip.B02 20840 p3 (TAA)15 45 91311047 91311091 AAAAATGTTAAATCAAAGACATCCA CCAATTGCAATAAGAAAGTGACA 268

Ai02B20844 Araip.B02 20844 p2 (TA)8 16 91320585 91320600 GCACTCATATGTTTGATTTGGG TCAACACATCCAAAACTCATGT 142

Ai02B20847 Araip.B02 20847 p3 (AGA)5 15 91322716 91322730 TGGATTGAATTTATGACCTTGTTT GGCTGGATGTAGATTGCATTG 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B20849 Araip.B02 20849 p2 (CT)6 12 91325637 91325648 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTGTGAGTGAGGGAGAGATG 275

Ai02B20851 Araip.B02 20851 p3 (TCT)6 18 91329165 91329182 ACCCAATATGGCCGAATACA TTAGAATGTTGCTCGCCCTC 100

Ai02B20854 Araip.B02 20854 p2 (CT)6 12 91334867 91334878 TTTCTTATCTTTTTCAACACCACC TGACAAAGAAGAGGGCACAG 275

Ai02B20855 Araip.B02 20855 p3 (TCT)6 18 91337708 91337725 AATACACCCCTCCCTCCATC CTCTGGCTTTAGGTGCCATC 153

Ai02B20856 Araip.B02 20856 p3 (GAA)5 15 91340751 91340765 CGGTCTTAGGTGCCATCAAT CTTCTTGGCCGAAACACTTC 161

Ai02B20862 Araip.B02 20862 p2 (AG)6 12 91361694 91361705 TGCCTTTTTCTCTGTCCCTG AACATCTCTCCCTCACCCAC 178

Ai02B20866 Araip.B02 20866 p3 (TCA)6 18 91366798 91366815 CGCAAGCTTCCTTTCTTGTT TTGACCTTTCCAATGAATCCT 278

Ai02B20867 Araip.B02 20867 c (CTT)6accgccgacccaccgtcgcactgccgcctgccg(CTT)566 91373734 91373799 TCTTCTTCCTGCTACCGCAC CACCTCCACACAGAGAAGCA 226

Ai02B20873 Araip.B02 20873 p3 (TGA)5 15 91392082 91392096 TCCAGGGTCATCTTGTAGGC ACATCGGGATCAGACTCAGG 256

Ai02B20881 Araip.B02 20881 p3 (TAA)12 36 91420685 91420720 AAAAAGCAACAGCACAACCC CCTCTTACCCAGGTCCATGA 173

Ai02B20886 Araip.B02 20886 p2 (AG)7 14 91433473 91433486 TGAGAAGAACCCGATCCAAG CCGAGTTGCATGTATGAGGA 270

Ai02B20887 Araip.B02 20887 p3 (GAT)5 15 91440713 91440727 TAAAAGGGGGTGGTTCAGTG TTGACCACATTCAGCAGAGC 169

Ai02B20888 Araip.B02 20888 p2 (AG)6 12 91442014 91442025 TGAGAAGAACCCGATCCAAG CCGAGTTGCATGTATGAGGA 267

Ai02B20894 Araip.B02 20894 p2 (AT)10 20 91458497 91458516 AGGTGCTCTGTACCGCCATA CCGAGCTTGAGCTTGGATAA 278

Ai02B20896 Araip.B02 20896 c (A)10gagatggtgaacacat(A)1036 91476285 91476320 GGCCAGTCGTTCTCAAACTC AGCACATTGCTGGTAGGCTT 264

Ai02B20914 Araip.B02 20914 p2 (CT)21 42 91506153 91506194 AGTGCAAACCCTCTACCCCT AGGTCAGTGCAAGGAGAGGA 163

Ai02B20915 Araip.B02 20915 p2 (TC)8 16 91509180 91509195 AACAAGTGCAGCAAGTCACG GAAAAATTGTGCACCACTGC 273

Ai02B20916 Araip.B02 20916 p2 (TC)8 16 91513649 91513664 GTGGTAACAGGTGCAGCAAG TTTCCACTATCCCCCATCAA 253

Ai02B20917 Araip.B02 20917 p3 (TTA)5 15 91515871 91515885 GATGAAAAAGTTTAATATTTGAGTTCG TGTCTTTGCCATTTTCTTCAAA 257

Ai02B20918 Araip.B02 20918 p2 (TA)8 16 91521987 91522002 GGCCGCTCAGTTTTTCAATA TTGCAAAAATAGTATACCAACCTCTT 270

Ai02B20920 Araip.B02 20920 c (CT)11tccatatagatcgctttctctcacagaaacaatcactagtactagtactactactgctactc(CAA)5ctaaactatcatattctgctgaa(TAT)5137 91536337 91536473 CCACAAACACCCTCTCAACC CGATGTTGCCATGTCTTTTT 232

Ai02B20921 Araip.B02 20921 p3 (TAC)6 18 91536646 91536663 TCTGCACTGCAAAATCCAAG TGAAGGGGAAGGTGAGAAAA 138

Ai02B20923 Araip.B02 20923 p3 (AGA)5 15 91537252 91537266 CTCTGGTTGTGGCTACGTGA AGCCGGAGACAGAACTTCAA 241

Ai02B20926 Araip.B02 20926 p2 (AT)8 16 91545201 91545216 TTTTCTTTTTGTATTTCTGCACTTTTT TCGGGTTAACATTAAACACAACA 190

Ai02B20928 Araip.B02 20928 p2 (AT)6 12 91546051 91546062 CAAAAATGGTCAAAAGCTTCA AACGTGAAAATTAAAAGATCATCG 280

Ai02B20931 Araip.B02 20931 c (A)10gaatggaagaacccacccaccatcaccaccactgtg(CA)6agaacacaccacacaccaccactgcg(CA)696 91550562 91550657 GTGCACACACACAAGAACCC GTCCGATCCGGTTTTGATAA 271

Ai02B20933 Araip.B02 20933 p2 (TA)6 12 91561119 91561130 TTAGGTGTCCGGAATCAAAG TTGGGACATTAGTGATTCGAG 274

Ai02B20934 Araip.B02 20934 p3 (ATA)10 30 91561353 91561382 TGTCCCAATTTTAATGATTCTACG TGTCACACCCAGTTAACGCT 276

Ai02B20939 Araip.B02 20939 p2 (GA)28 56 91574448 91574503 ATGGCCAAAAACTTCACCAC TTCCTCATTGTCTCCCAAGC 160

Ai02B20943 Araip.B02 20943 p2 (AT)6 12 91591465 91591476 GTGGCTTCCCAACCTATTCA TCTCGAACAACTCTTTTTGTCTTG 280

Ai02B20944 Araip.B02 20944 c (A)10gtagtatccatatgaccaaaaagagggtagtatcccc(A)1158 91592391 91592448 CTCATTTTTGGGCCTCATGT TGAACGAGAACACCCAATGA 199

Ai02B20945 Araip.B02 20945 p2 (AT)7 14 91599239 91599252 TGTTGGGTTCGTTCTTGGAT AATTGGTTTGATGGTCGGAA 247

Ai02B20946 Araip.B02 20946 c (A)17tccaaaaccaatacaaaataatcattttcttt(A)1059 91600168 91600226 CCCGGACTATTGGTTGGTTA AGGAGGGTGAAACGGAGAGT 280

Ai02B20947 Araip.B02 20947 p2 (TG)8 16 91600543 91600558 TCTTCCTCCTTCTCGTTCCA TTCACCGATTAGGTTGGGAG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B20950 Araip.B02 20950 p2 (CT)6 12 91605454 91605465 GAAATCAACAAAAGGTGCATGA TCGAGCCCAGTATGCAGATA 270

Ai02B20951 Araip.B02 20951 p2 (TA)6 12 91611677 91611688 TTATGTTTTTCCCTCGCCTTT GCTGCGCCACTTTGATAACT 254

Ai02B20955 Araip.B02 20955 p2 (TA)7 14 91622452 91622465 CAGAAGGTTTTGGTTGACGA GATAGTTCTGATACCATTTGTTGAAA 173

Ai02B20957 Araip.B02 20957 p2 (TG)6 12 91630241 91630252 CGGCATCTTGATCTGTTTTG CAACCAGCAATGAACCCTTT 162

Ai02B20958 Araip.B02 20958 p2 (TA)6 12 91630751 91630762 CTGTCATTCATCGCCATTCA GAGCTTCCGTTGCCTTAGAA 277

Ai02B20960 Araip.B02 20960 p2 (TA)7 14 91643671 91643684 CCGCTCTCTGCTTCTCTCAT TGGGCCGATTATTGACTACA 278

Ai02B20963 Araip.B02 20963 c (CT)9(AT)10 38 91660578 91660615 AATCACATGTGCCACGTTCT GAACTATGTGGGCAGAGTCACA 263

Ai02B20966 Araip.B02 20966 p3 (AAT)7 21 91662387 91662407 AAACAGAATCCACACCCAGC TCGCAACGAAACCTTAAATAAAA 205

Ai02B20972 Araip.B02 20972 p2 (AG)6 12 91707723 91707734 GTGGAGAGGGGGATATGGTT CATGGTGCAGGAATGAGAAA 267

Ai02B20974 Araip.B02 20974 p3 (TCT)5 15 91714987 91715001 CAGGCTAAATTGACCCTCACA CGGAACAAATACCAACCCAG 250

Ai02B20976 Araip.B02 20976 p2 (TA)7 14 91720718 91720731 TCGGGTATTACGACGACCTC TCCTTGCCTTTAACTCTGCAA 217

Ai02B20977 Araip.B02 20977 p2 (TC)7 14 91723901 91723914 CAGTGGAGACGGTGAGGAAT GACAATGAGGGAGGAGGACA 211

Ai02B20978 Araip.B02 20978 p2 (GA)6 12 91726046 91726057 TTCTCTGTCACTGGAACCCC TAAATATTTCGGTGTGCCCC 248

Ai02B20983 Araip.B02 20983 p2 (TA)11 22 91776032 91776053 TAGACACGGGTGATGATCCA GATGAAAAGATTTGGCCTATGG 264

Ai02B20984 Araip.B02 20984 p3 (AAG)14 42 91776750 91776791 CTGGCACCTTTCTAGGCTTG CACATTGGATGTGAAAACGG 256

Ai02B20986 Araip.B02 20986 p2 (CT)7 14 91785975 91785988 CGCAGTGACGAAAATCAGTG AAACCTGGGATCGAGAGTCA 258

Ai02B20988 Araip.B02 20988 c* (A)10(AT)7* 23 91791460 91791482 TAAGTGTGGGGAAAATTGGG TACTTTGGGGCATTTTGTCC 226

Ai02B20992 Araip.B02 20992 p2 (CT)8 16 91805426 91805441 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGTTGTTTGCTCCAATGGC 244

Ai02B20996 Araip.B02 20996 p3 (TTC)24 72 91839570 91839641 AGACGAATGGTAGCTAATCAAAA GGAGAGAAGAAAAACGCGAA 198

Ai02B20997 Araip.B02 20997 p3 (AAG)6 18 91841518 91841535 CCTTGGTGTTTTTCCTCCAA TGAGGAGAGAAAAAGTGGTTAGG 271

Ai02B21004 Araip.B02 21004 c (T)14ggacctgctctataatgattatatgtaacagttttagatttttagtatttttattatctgcttccttg(T)1395 91855817 91855911 TTCACCAGAAAACGAAAAAGAA GGGTTGTGCATATATTGGGC 259

Ai02B21007 Araip.B02 21007 c (A)11gatttttcaactgtgaaccc(A)1041 91857668 91857708 GATACCGTGGGAAACCAAAA TCTTAGTGCAAAAACTGTTCATCA 261

Ai02B21014 Araip.B02 21014 p3 (CGG)6 18 91872085 91872102 CATGACAATTGGAAAAGGGG ACTCTCATGAAGCCGCTGAT 120

Ai02B21018 Araip.B02 21018 p3 (ATC)6 18 91880431 91880448 CATGATTATGCTCACATGTCCA GACCGACCCTAATTAAACACAAA 247

Ai02B21019 Araip.B02 21019 p5 (AATAA)5 25 91882381 91882405 GGTAACCTGGCTCACTTCCA TCAATTCAATGCTTTAGTGGTCA 115

Ai02B21021 Araip.B02 21021 p2 (TA)8 16 91893011 91893026 TAAGCCTCCGCTGCAAGTAT TAAAACCGGTTGAATCTCGG 220

Ai02B21027 Araip.B02 21027 p3 (ATC)11 33 91905271 91905303 AGCACCCCAACACCAATTAC TTGAGTGTTTGCTGCATGATT 237

Ai02B21028 Araip.B02 21028 p3 (AGA)5 15 91910190 91910204 CCTATGACTCGGAGGTGGAA ACCCCACAGGATCATCTCAG 236

Ai02B21029 Araip.B02 21029 p3 (TCT)6 18 91917055 91917072 ACCCCACAGGATCATCTCAG CGGTCTTAGGTGCCATCAAT 253

Ai02B21031 Araip.B02 21031 p2 (CT)6 12 91925819 91925830 CGAACTTTTTGTTTGTTTCTTATCTTT TTTTTGAGAGTGAGGGAGAGATG 276

Ai02B21033 Araip.B02 21033 c* (A)10taataggcg(A)11(AT)6*41 91928892 91928932 TGAAGCAAGAAAAAGCAGCA TGATTCCTTTAGGCCCTCCT 228

Ai02B21035 Araip.B02 21035 p2 (TA)7 14 91934558 91934571 AGTCTGCGAAGCTAAGGCTG GTTGAGAGGCACCTCGGTAG 233

Ai02B21040 Araip.B02 21040 p3 (TGA)5 15 91972941 91972955 GGCACCTCACCTAAAACGTC CCCCACAACAACACATTGAA 149

Ai02B21042 Araip.B02 21042 p2 (TA)12 24 91976787 91976810 GGAAAATCCATTTGAGGCAA TGGTCTAGCTCGGCTCACTT 230
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Ai02B21045 Araip.B02 21045 c (GT)6(AT)10 32 91981718 91981749 TGGTTAGTTTTGTCAGCGTCC TGACTTTTGGTGTAATTAATGATGG 247

Ai02B21050 Araip.B02 21050 p5 (AAAAT)5 25 92004060 92004084 GTGAAATGCAGGTGGTGATG TGAGTTCAAGCACAAGCCAC 195

Ai02B21052 Araip.B02 21052 p3 (TTA)13 39 92014212 92014250 TCGTCCTTTTTCCCTCTTGA TTCCTTTTTACAATTTGACATTCAT 252

Ai02B21053 Araip.B02 21053 p2 (AT)9 18 92014543 92014560 TGTGAGAATCATTAAGAGTGTGATAA TAACTGTAATCCCAGCGCCT 195

Ai02B21054 Araip.B02 21054 p3 (AAG)5 15 92015571 92015585 TTGGTGGTTGACACTGGCTA TCCCGTCAATCCCTTGTTTA 246

Ai02B21058 Araip.B02 21058 p2 (TA)7 14 92025716 92025729 TGTCGTCTGTAACACCCCAA CGCATTTTGTAATTCCGCTT 187

Ai02B21059 Araip.B02 21059 p2 (AT)9 18 92025923 92025940 TAAACGTGTTGGCACGAAAA AAACTCCGCAAGCTGTGACT 147

Ai02B21060 Araip.B02 21060 c (AT)7(TA)7 28 92026963 92026990 TTTGGAGGGGATAGGACTTG GCTTGTTTGCTCTTGTAACACC 279

Ai02B21061 Araip.B02 21061 p2 (CT)8 16 92030921 92030936 TAAAGGGGCATTTTACACGC GGTGAGGTAGGTGGGGTTTT 227

Ai02B21064 Araip.B02 21064 c (A)10tatcatagctacttggtgccaaaagaaatt(A)1050 92047368 92047417 CAAGCCAATCAAGCTCAACA GCAGAGACGTTGGGGATAAA 205

Ai02B21076 Araip.B02 21076 p3 (ATT)11 33 92071176 92071208 GCAAAAGGGTCTCCATTTCA TCATGTTGCACTCTGACGAAG 233

Ai02B21079 Araip.B02 21079 p3 (ATT)8 24 92092213 92092236 GTGCAAGTGGGAGATTGTTG TCATTCAAACCCCTTGGCTA 257

Ai02B21085 Araip.B02 21085 c (T)10c(T)10aatagtacatttagttagttcttgatagttttgttcttnnnnnnnnnnnnnnnnntgtttttttttgttcttcttcttcttgtttttg(T)16125 92104534 92104658 ACTTTCTTCTTCAGTCGCCG TGGGTTCGAGTCTCACTCCT 274

Ai02B21086 Araip.B02 21086 c (A)10gaaaaaaatcagc(AGAA)543 92114936 92114978 ATTTTCCCCATTCCCTTCAG TCCCCCTCTCCTCTCTTCTC 195

Ai02B21087 Araip.B02 21087 p3 (CGC)5 15 92115308 92115322 CGTCCTTTTCGCTATGAAGC GGCTCTCCCAGGTTCTCTCT 155

Ai02B21095 Araip.B02 21095 p2 (AG)6 12 92138131 92138142 CCTAACCCTAACCACAGCCA CAGTGCGTCTTCTTCCTCCT 230

Ai02B21096 Araip.B02 21096 c (TA)12ctgagaactttttgcctttaccccttctaacctaaccctaaccacagccaatgttccccttgaccatacccagcatcagtt(A)11116 92143302 92143417 TACCCCTTCTGCCTTTATGC TCTCCTTCCACTTTCCCCTT 229

Ai02B21097 Araip.B02 21097 p2 (GA)13 26 92143534 92143559 AAGGGGAAAGTGGAAGGAGA TTGACAGCGTTTGGTGGTAA 211

Ai02B21101 Araip.B02 21101 p3 (AGA)5 15 92162919 92162933 CGAAGAAGAAGTGGCAAGAAG TCACACGCTTTCACGTTTTT 110

Ai02B21102 Araip.B02 21102 p3 (ATA)5 15 92167416 92167430 CATCTTAACGTGACGGTTGC GCCACCAAAACGATCTCAGT 201

Ai02B21109 Araip.B02 21109 p2 (GA)9 18 92191916 92191933 TGCGTGTAAACAGCATCACA CTTCTCTCCGGTACTTTGCG 150

Ai02B21113 Araip.B02 21113 p3 (AAT)5 15 92196775 92196789 TCATCATTTCACCACCAAAAA TATCATCACCATCGTCCGAA 160

Ai02B21116 Araip.B02 21116 p2 (AT)6 12 92206587 92206598 CTAACTCAACCCGCGAAGTC TGTTTTTCAAATGCAGGTCG 258

Ai02B21122 Araip.B02 21122 p2 (TA)10 20 92226430 92226449 GTCATGAAACCGCAGGGAC GCCCTAGTTTACAATAAAAACTTGTC 280

Ai02B21127 Araip.B02 21127 p2 (CT)8 16 92236731 92236746 TCGAAACAGAAAACCCCATC TGTCCAAATTGAGGGATCAAG 248

Ai02B21131 Araip.B02 21131 p2 (GA)8 16 92254800 92254815 TGGGTCTTTTCCCTCCTTTT TGACAGCTGGCACTTTCTTG 233

Ai02B21132 Araip.B02 21132 p3 (TTC)6 18 92263716 92263733 GGCTCACCATTTGCTTCTTC TTATGAATCAAACACCGCCA 216

Ai02B21135 Araip.B02 21135 p3 (TAA)18 54 92289491 92289544 TGGTCACAAAAACTGTTCGC TCACGAGTGTTATCAGGGTCTT 273

Ai02B21140 Araip.B02 21140 p3 (TCT)7 21 92293841 92293861 AAAACTCTTTTACACCACCAGAA GATATATGCGGTTTGTGGGC 105

Ai02B21142 Araip.B02 21142 p2 (AT)31 62 92302550 92302611 GGACATTTTGTCCCCTTTTT TTGGGAATTGGGTACATGCT 260

Ai02B21143 Araip.B02 21143 p3 (AAC)6 18 92310379 92310396 CAGTTCAAGCGTCAGCAAAA TTTCAATTGGCTTGTGCAAT 201

Ai02B21146 Araip.B02 21146 p3 (AAT)5 15 92317832 92317846 ATTTTCGGCTTCCATCTCCT GTCTCCCCCTCTTCTTCCAC 251

Ai02B21147 Araip.B02 21147 p2 (AG)7 14 92318167 92318180 GAAAAAGAGGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 277

Ai02B21148 Araip.B02 21148 c (TC)6ttcttcacccattcaccaatcacctcaacacctcttcccc(A)1668 92323580 92323647 CAGAAAAGGGCAAGAAGCTG GAAGAGGGTAGGATTTGGGG 254
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Ai02B21151 Araip.B02 21151 p2 (GA)7 14 92342562 92342575 CTTTCTTCGCCCTCCTCTCT TCTCCCCTCCCTTCTCTCTC 248

Ai02B21153 Araip.B02 21153 c (GA)9aggaaaaagagagagagggagagagagaaaggagggggagagagggagagaaga(AG)1194 92342966 92343059 GGGGGAGAGAGAGAAAGACAA TCTCTCCCACACTCTCTTCTTC 185

Ai02B21154 Araip.B02 21154 c (A)10g(A)12 23 92347743 92347765 TTCCTCTGCCTGAAGTTGCT AAACTCGAATTCAACGTCCA 124

Ai02B21156 Araip.B02 21156 p3 (CTT)7 21 92353285 92353305 ACCTCTGGCCCTTGGTTAGT ATGTTTGTGCGCGATAATGA 179

Ai02B21159 Araip.B02 21159 c (T)11aattattctgttggtctctatagtttcgtaaaatttttaataattagatttttata(T)1077 92363737 92363813 CAGTTTCCTTCGAACAGTTGC AACAAAAATTGGTACAAGGACTCA 262

Ai02B21160 Araip.B02 21160 p2 (TA)9 18 92365330 92365347 AGAAACCATGGGAAGGTGTG CCTTGGACAGCATTGAGGTT 258

Ai02B21161 Araip.B02 21161 p2 (TC)6 12 92368239 92368250 CCCTCTCCCCCTTTATTTTG GACGACGAAAGCGAGACAC 257

Ai02B21162 Araip.B02 21162 p2 (CT)18 36 92368397 92368432 CCCTCTCCCCCTTTATTTTG GACGACGAAAGCGAGACAC 257

Ai02B21164 Araip.B02 21164 c (AAT)5attatcttt(A)1034 92371734 92371767 CCCAAAACCTCTTAACTCGC CCAAATAAAATTACATTAATACCCTTC 249

Ai02B21165 Araip.B02 21165 c (T)23ccaaacac(A)10ttatttta(T)1059 92371899 92371957 GAAGGGTATTAATGTAATTTTATTTGG TGCCATGCATGAGATTGTTT 264

Ai02B21168 Araip.B02 21168 c (TCT)14(AAT)13 81 92382582 92382662 AAAACTCTTTTACACCACCAGAA TTGGCTTGTGCAATTTTGTT 196

Ai02B21171 Araip.B02 21171 p4 (TTAT)5 20 92390780 92390799 AACGAAACACAGCCAATCAA TGCTAGGAACATAGGCAAACG 257

Ai02B21172 Araip.B02 21172 p3 (TAA)6 18 92394226 92394243 GACGATCCATTGCTTCCCTA CTAGAACCTTGTGGCATGGG 133

Ai02B21173 Araip.B02 21173 p3 (TAA)11 33 92395650 92395682 CCTAAACGTTGGGGACAAAA GCAATGAATTGAACCCACCT 226

Ai02B21176 Araip.B02 21176 p2 (AT)7 14 92398961 92398974 TTTCTTGGATCTCAAAGGAAAAT AAATATTCACCCTCCAAACGG 272

Ai02B21182 Araip.B02 21182 p3 (CAA)5 15 92413054 92413068 CCCCCAAACCTCCTAGAAAC AACTGTGGAAGAAGAGGCGA 174

Ai02B21184 Araip.B02 21184 p2 (TA)7 14 92415119 92415132 GATCCAATCCGCAAACTGAT TTGCAGCACTGTGAAGGAAG 231

Ai02B21188 Araip.B02 21188 c (TTC)7caattgtccattttctgttttgccatatgcttctttgacattaagattcaaaccaatataattattttaaaaagtttgtgtaagcatgacaa(AT)8129 92418577 92418705 CAGAATATAGTTTTTGTGCATTGTGA TTTTTCTCACAGAGTAGATTATTTCAA 272

Ai02B21191 Araip.B02 21191 c (A)10tt(A)11 23 92420200 92420222 TCCAAAGATAGCCACCTCAAA CATGGTGTATGCAAGGCACT 245

Ai02B21195 Araip.B02 21195 p2 (AG)7 14 92436248 92436261 AGGGGGTTCAAATTTGTGTG TTTTGTTTGTTTCTTGTCTTTTTCA 265

Ai02B21200 Araip.B02 21200 p4 (TTTC)5 20 92450626 92450645 AATAGGGGGAGCCAGAAAAA CACAGAAAATTGGCAGAGCA 134

Ai02B21203 Araip.B02 21203 p3 (GGT)7 21 92451597 92451617 CCAACAGCTTCAACGAAACA TTGAAGCACAGCTGAACCAT 177

Ai02B21208 Araip.B02 21208 p2 (TA)8 16 92456337 92456352 TTAAAGTGCTGATGCGCTTG CAGATTTTTCACGCCGTCTT 187

Ai02B21212 Araip.B02 21212 c (T)11gtcattttaattgttatatag(T)1143 92459898 92459940 TGATGTGTGCTAGCTGGCTT TGAGAACAATGGCGAACAGA 277

Ai02B21223 Araip.B02 21223 p2 (TA)10 20 92480261 92480280 AACGCGTTAACTGGAGTTGG ATGAGGGTTTGCGGTAACAG 246

Ai02B21224 Araip.B02 21224 p2 (TA)8 16 92480863 92480878 CTAACCAAACAGCGTGCAGA GCATCCATCCATTTCACTCC 267

Ai02B21232 Araip.B02 21232 p3 (TTC)5 15 92524654 92524668 TCATCTTTCAAGTAATTTTGCAGC CGATCCTCTTCCTCCTCCTC 211

Ai02B21235 Araip.B02 21235 p3 (TTA)5 15 92526974 92526988 CCAAAAGCAGGTCTTTTAGCC GCGACCGAGGATACAGGTAA 272

Ai02B21236 Araip.B02 21236 p3 (ATG)5 15 92545449 92545463 GATTCCCATGAGCTCTCCAG GCGGTGGTCATCTTTGACTT 273

Ai02B21239 Araip.B02 21239 c (AC)6(AT)7 26 92553687 92553712 CACTAACCAACACAGTTCCAAAA TCCGTATAATAAGGCAAACGA 270

Ai02B21242 Araip.B02 21242 p2 (TA)20 40 92599318 92599357 TTCAGGAACCGGAAGAAGAA CGCTGATTCCTTTAAAAACTGG 275

Ai02B21243 Araip.B02 21243 c (AT)12gttaaatacgccgccttggctttctttata(AT)768 92611740 92611807 ATCACGCTCTTCTCTCTCGC TCCGTATTCTTTGTTTATGCCA 259

Ai02B21248 Araip.B02 21248 p2 (TC)6 12 92634116 92634127 TTCGATTGCTTTCGTTCCTT GCGAGAGAGAAAAGAGAGAGGA 215

Ai02B21249 Araip.B02 21249 c (GA)6aagagagaaaagaaaaaagagagagagaaagagaggggagggaaag(GA)9gg(GA)7aagagagaagggaaaagagaggagaaaggagagagatatag(GA)12157 92634460 92634616 GAGAGAGAAAGAAGAAAAGGAAAGAG TATCTCTCCCCCTCCTCTCG 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B21250 Araip.B02 21250 p2 (GA)9 18 92634934 92634951 GGGAGAGAAAGAGGGGAAAA TTCCATCTCTCCTTCCACTTT 146

Ai02B21251 Araip.B02 21251 p2 (AG)14 28 92635077 92635104 GGAGGAGAGAGAGAAGGGAGA CCGGTTAACCAAAACCAAAA 264

Ai02B21252 Araip.B02 21252 c (GA)16aagagtatgtaatttggttttgaaattaggttttgattttaatttggttttggttttggttaaccggttaaaaactgg(T)10120 92635211 92635330 GAGAGAGAGGAAGGGGGAGA CCACATTTTGGTTAACCTGTTT 231

Ai02B21256 Araip.B02 21256 p4 (AATT)7 28 92658551 92658578 TGCTACCTGTGAAAGACGCA AAATTTTAATTTTTCTCATGCCA 215

Ai02B21262 Araip.B02 21262 c (A)12gctgtttttttaattg(A)12gaaaaaagaaaaaatattaaactgttggaaattagaatgcacatttccggtattaaagtgtagtcttaacttctttattttctttcttgatctc(T)10144 92685716 92685859 CCCAATTCTTTTGTACTTCCTTATG CCCTTTAATTCACTTGTTCTCAG 276

Ai02B21264 Araip.B02 21264 c (T)12caaaaaatcccattaaacacacaggcccaagttttctccaaaaaggtcgtaacctttctgtctctt(TC)690 92687071 92687160 TCCATCCATTTTCTTCTTCTTCA CCTCTTTCTGGGGTTTGGAT 278

Ai02B21266 Araip.B02 21266 p2 (AT)7 14 92694391 92694404 GGGAATTGCTCGATTTTGTT GTCTGGCTCTTTGGCACTTC 270

Ai02B21269 Araip.B02 21269 p5 (ATTCC)5 25 92714145 92714169 GAAAGAGAACGAAAAATGCCA TGCACAATGCAATTTCACAA 241

Ai02B21277 Araip.B02 21277 p3 (AGA)6 18 92731506 92731523 CAAGCAGAAGCAGAAGCAGA AGGTTAACGGTGGCTTGATG 229

Ai02B21280 Araip.B02 21280 p2 (TC)14 28 92756409 92756436 TCTCCTTTTCTCTCTCCCCC GAAAAGGAAAGAGAGAGGGGT 271

Ai02B21281 Araip.B02 21281 c (GA)6aacagaaaaagagaaggagagagagaaaagagaggaggggagagagaaggagagagggagaggaagggagagagaaagatggaaggg(GA)6111 92756810 92756920 AGAAAGAGGACAAAGAGGAAAAA CTCTCTCTCCCCCTCCTCTC 247

Ai02B21282 Araip.B02 21282 p2 (AG)11 22 92757144 92757165 AAAGAGAGGGGAGTGGATGG TTCCATTGCTTTCGTTCCTT 232

Ai02B21284 Araip.B02 21284 p3 (AAC)5 15 92770932 92770946 TGTGAAAGCCAATCATCCAA TGGCGTTGTTTGATTCATGT 257

Ai02B21285 Araip.B02 21285 p2 (AT)8 16 92775870 92775885 CAAAACGCCGTAGTCCATTT CAAGAGAAACAAAACCCCTCA 209

Ai02B21286 Araip.B02 21286 p3 (GAT)5 15 92780515 92780529 AGCCCTCCAATTCTCACTCA TGTCCAGGCTGCTGTAACTG 244

Ai02B21288 Araip.B02 21288 p2 (CT)9 18 92786171 92786188 TTCGCCGGTAATACTTGGAG CGGCTAGAGAGAGCGAGAAA 242

Ai02B21289 Araip.B02 21289 p4 (CCAT)5 20 92786815 92786834 TCATGACAAGCAAAGTGCAG TTTCCTTGCAAACATCAGCA 181

Ai02B21297 Araip.B02 21297 p3 (TTC)5 15 92816029 92816043 TGCTTCCTTTAGGTGACATCC GTTGGCGAGGAAGTTGTGAT 214

Ai02B21300 Araip.B02 21300 p3 (TTA)8 24 92834251 92834274 CCCCCTCTTTTTCATATCCA GAACATGCAAGCAACCCTTT 271

Ai02B21302 Araip.B02 21302 p2 (AT)10 20 92846242 92846261 TTGGGAATTGGGTACATGCT TCGAAGCCCTGGATGTTATC 240

Ai02B21303 Araip.B02 21303 p3 (AAG)6 18 92853415 92853432 ATGACGAACAGGAACGAAGG AATGGCAAATATGTCCCTGC 215

Ai02B21308 Araip.B02 21308 c (AC)7(A)13 27 92865706 92865732 CCTAACCATCCTCCCCCTAA TCGCTGAGTTTCACAACCTG 257

Ai02B21311 Araip.B02 21311 c (A)10tggtttcatgtttg(GA)17ttacagagtatttgcaaagtgtatgtcagcttcaagtgctttgagtgaatccttgaaagactttccca(TTC)8150 92876330 92876479 TCCAAATTCCCAACTTTCATT TCGAAATTTCATCATGGGTTT 263

Ai02B21315 Araip.B02 21315 c (ATC)8(AT)11 46 92896159 92896204 TTCTGTTTCTGTTGCGTTGG TCAGCAAAGTGTTCGTGCTT 259

Ai02B21322 Araip.B02 21322 p2 (GA)6 12 92917816 92917827 AGAGGCATGGTGGTGATAGG CTTCCCTCACTTCTGCGAAC 169

Ai02B21323 Araip.B02 21323 p2 (TA)7 14 92918309 92918322 TCGACCTGTGAAGCTAAGGC AGAACCCCCGATTCTCATTC 228

Ai02B21324 Araip.B02 21324 p2 (TA)7 14 92919096 92919109 CGTATCCCCAAGCTCAAAAA GCAATATGTAACCGGGCACT 158

Ai02B21326 Araip.B02 21326 p2 (TA)9 18 92926833 92926850 TACCTGCGAAGCTAAGACCG AAAGGCAAGCTCATGAGTGA 275

Ai02B21329 Araip.B02 21329 p2 (CT)16 32 92936048 92936079 ACTCTCTTCTCCCTAGGCCC TCCATTCCCAATGACCTCTC 241

Ai02B21332 Araip.B02 21332 c (A)11ctattttcgaaaatcactaactctttttcaaaaattattttcgaaaa(CT)772 92945931 92946002 CGAAAATATCTTCCCTCTTTTTCA TCAGAGAGAGAGGGTTCGGA 235

Ai02B21333 Araip.B02 21333 c (CT)7ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccctccatctcctccata(TCT)6105 92949005 92949109 AGTTGTGTGCAAGGGCATTT TAGAATGTTGCTCGCTCTCG 273

Ai02B21343 Araip.B02 21343 p4 (AAAT)5 20 92967370 92967389 TTGACTCGTTTTCTGACGGA CCATTTGCTTGCAGAGTTTG 278

Ai02B21345 Araip.B02 21345 p2 (GA)7 14 92971670 92971683 CGACCACCAAAGAAACTTCAG CGGTGCATAGGTTGATGAGA 265

Ai02B21350 Araip.B02 21350 c (A)10c(CAA)5 26 92990251 92990276 TGGGACATGGCAATTTTGTA TTTTCTTCCTTAGCCGACCC 132
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Ai02B21352 Araip.B02 21352 p2 (TA)9 18 92992614 92992631 AGCAATACCCCACTCCATTG CATTTTGATGAGGGGCAACT 208

Ai02B21358 Araip.B02 21358 p2 (AC)6 12 93008662 93008673 TGGTTGTAATGGGGCTAAGG GGGGACAAAATTATCCCAATG 245

Ai02B21359 Araip.B02 21359 p4 (TTTA)5 20 93018451 93018470 ACAACTTTGCTGCACCATGA TCGAAAATCTTCACCCATTTTT 271

Ai02B21364 Araip.B02 21364 p4 (CTTT)6 24 93038913 93038936 GGCTTTCTTGCTGACACCTT AACAGCGAAGATGGAAATGG 162

Ai02B21368 Araip.B02 21368 p2 (AC)9 18 93054861 93054878 CATACCTTAGCCGATTCCCA TAGCTTGAGGCAAACGTTCA 279

Ai02B21373 Araip.B02 21373 p3 (ATT)6 18 93072435 93072452 CAATGGGTTGCCATCTACAG CAAAGCACATGAAAGCATGAA 272

Ai02B21375 Araip.B02 21375 p2 (TC)15 30 93078301 93078330 CAAATTCAGGCCTCACAGGT CAGATCAGAATCATGTTCGTCTAT 120

Ai02B21376 Araip.B02 21376 c (TG)7tttttaacttatttaaataactgaatttaatgactaattttaatatacatataacataatcgtg(TA)792 93079150 93079241 CCATGTCACCATCCAAAACA CCCAGACCTTAGGGACGATT 271

Ai02B21378 Araip.B02 21378 p3 (CAC)6 18 93087819 93087836 TTGTGTAGTGCAAAGCCTCG TCAACATGATGGATAGCGGA 226

Ai02B21379 Araip.B02 21379 c (AT)6agatggaaacatataataatttgtatacatataattattggatgaagcagccttttgaagaagaactaataaaaatttcagagatagaaa(AAT)13141 93088601 93088741 AACGTCCAATCAATAAACCAAA GGTTGGTCCAAGCTCAAGAA 268

Ai02B21382 Araip.B02 21382 p2 (GT)6 12 93106725 93106736 GTTCTTCTCCTCCCTCACCC GGTCCTTGGCCCAACTAAAC 105

Ai02B21387 Araip.B02 21387 c (TTG)5(TTA)6 33 93117340 93117372 TCCACCAAAAGAACTCAGGAA TCCATACCCATGCAGATTCA 242

Ai02B21388 Araip.B02 21388 p2 (AT)7 14 93123603 93123616 TCCAGAATCAGTTCTTGAGGC TTCTGCCATCACAGAGCAAC 176

Ai02B21393 Araip.B02 21393 c (A)12gaggaatttgaggttttagggtgtaaattttta(T)1257 93150090 93150146 CAAGAAAGCGTATCGGAAGC AACCCCAAAATCCCAATGAT 264

Ai02B21397 Araip.B02 21397 p2 (AG)8 16 93165434 93165449 TGACAGAATTCGCAATCAGC CATTGAACCTGGAATGAAGAAA 265

Ai02B21398 Araip.B02 21398 p3 (GAA)5 15 93170585 93170599 TCCAAATCGCTCTCATTCAA CTGCTCGCGTTCTTCCTTAC 151

Ai02B21399 Araip.B02 21399 p3 (TTC)5 15 93171693 93171707 ATTCCTTCGAATCGCATCAC CCTTGAGTTAAAGCGCGAAC 246

Ai02B21406 Araip.B02 21406 p3 (AAT)17 51 93200196 93200246 GCCTAGGCTAAGCAACTAGGTACA ATCACCAACAATCACATGCC 264

Ai02B21408 Araip.B02 21408 c (A)10ttttc(A)10 25 93211729 93211753 TTTGGACAACTGACGGTTCA GTTGGAAGCCTCAGTCCAAA 233

Ai02B21409 Araip.B02 21409 p3 (TTC)5 15 93212640 93212654 CTTCTTGGCCGAAACACTTC CGGTCTTAGGTGCCATCAAT 161

Ai02B21415 Araip.B02 21415 c (TTG)5(TTA)33 114 93234721 93234834 GGCGATGTTGGTATTCCACT ACTCCCATGTCGTTGAGTCC 279

Ai02B21416 Araip.B02 21416 c (A)11gctgacatacaacacaaaacgcaagctacgttttgttattccg(A)1064 93237108 93237171 TTTTCACAAAACGCAACCTG AGGAAACAACAAATGCAGCC 256

Ai02B21421 Araip.B02 21421 p3 (AAT)13 39 93243428 93243466 TGGATTGAATTCCCTTTGCT AAGGAGAAAGCTACAGGGTGC 260

Ai02B21427 Araip.B02 21427 c (AC)6atacatatttcacctcaattaaccaaaacaatttattatcttactttttttgttgagacacaaaataaatgacaaatatttagaaag(A)10109 93253399 93253507 AAAACTCCAACAAAGAAACGACA AAGCCAAATGTCAACAACGG 179

Ai02B21433 Araip.B02 21433 p2 (AT)13 26 93260741 93260766 AGAATGTCACGCTTCTGGCT CCTCGAACAGCTTGGTCATT 248

Ai02B21434 Araip.B02 21434 p2 (TA)7 14 93266613 93266626 TTGATTTATTTTGGTCATTTGTCCT AAGTGCGTTGATGATACATACAAGT 115

Ai02B21435 Araip.B02 21435 c (TACA)8tatatatac(AT)857 93269300 93269356 CGCAATACCGATCCAAAAAT ATTTTCATTTGGCGGATTTG 191

Ai02B21436 Araip.B02 21436 c (AT)8gt(AG)9 36 93282807 93282842 CATCTCTGCTAATCCCCGAA AAGGGTGACAATGCGGTAAG 235

Ai02B21439 Araip.B02 21439 p3 (AAT)5 15 93286304 93286318 CCAAATGGAACCGACCATAC GGAGCCTTCATTGAACTCCA 155

Ai02B21441 Araip.B02 21441 c (A)10tatataacttaagactgcagaaattattaatgaatattgccttgcaa(AT)771 93295970 93296040 TGTCGTGTTTTTCCGTTGAA TTGTTTAAAAATGGACGAATTGAA 176

Ai02B21443 Araip.B02 21443 p2 (TA)7 14 93301522 93301535 TCAGGCCAAACAAAGGAATC GGCCTGAGACATGCACTTTT 260

Ai02B21448 Araip.B02 21448 p2 (CT)6 12 93332737 93332748 CTCTCCCCCTTCCCCTTATT TCCCTCTTCTCTCTCTCCCC 269

Ai02B21455 Araip.B02 21455 p3 (ATC)6 18 93344124 93344141 TCTTCCTCTTCCTCCTCATCTTC TTTGCAGCATTATGTGTTTCTTC 194

Ai02B21461 Araip.B02 21461 p6 (TTATTT)5 30 93382133 93382162 TGGGGCAACAATCCTCTAAG TTGCCAGTGAGCTCCTTTTT 153
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Ai02B21462 Araip.B02 21462 c (A)12(TA)8 28 93383794 93383821 TAACATGTGGTGGCAATGCT TGGCTTTTTCTGCTTGCTTT 280

Ai02B21463 Araip.B02 21463 p3 (AAT)6 18 93388166 93388183 CCTAAATATTTTGTTGGTCCATGA TGGGTGGACACAGTAAACCTT 118

Ai02B21464 Araip.B02 21464 c (CT)6aattttccta(T)1032 93389508 93389539 TCATTCCAAAAGTTGAGAGACAA TTCCTCATCATAGATCGTTAACTCA 280

Ai02B21467 Araip.B02 21467 p3 (TGG)5 15 93395757 93395771 CTTTGGTGTGGTCGGAGAAT CTGAAATCGGAAACCCAAAA 218

Ai02B21468 Araip.B02 21468 p2 (AG)8 16 93395881 93395896 TTTTGGGTTTCCGATTTCAG AAAAAGCATGCCAAAGAAGC 148

Ai02B21469 Araip.B02 21469 p3 (TTA)5 15 93396252 93396266 CCTCAACTCGTTTTAGGTGTTGT TGCAATTAAAAATTTTCACCTTCTAA 270

Ai02B21470 Araip.B02 21470 c (A)10tcaatgttatttttttggcacatgggctaatcagtcccaaaaaaaaagaccaggagccggattgagtg(T)1189 93397535 93397623 AGCCCCTGACAATTACATCG CCCCTGACAATTACCTCGAA 232

Ai02B21471 Araip.B02 21471 c (A)11gaacaaaaaaaacacaaaaaaaaagt(A)1249 93399492 93399540 TCTCTTGAAAGGAATAAAATCAAGAA TAATACCATGCAAACGCAGG 251

Ai02B21473 Araip.B02 21473 p2 (AG)9 18 93412629 93412646 ACTTCTTGGACATTGGTGGC CGCTGAAGTTTTATCGGAGG 230

Ai02B21475 Araip.B02 21475 p2 (TC)6 12 93424097 93424108 TTGACGCGACTTTCCCTATC ACTCCCTTAACCTAGCCCCA 263

Ai02B21478 Araip.B02 21478 p2 (TA)7 14 93431635 93431648 GCTAGGCGTCTGGATTTCTG TAGCTCCTGACTCAGCCTGC 240

Ai02B21479 Araip.B02 21479 p3 (CTC)10 30 93432014 93432043 AGGTCACGCTCGATTTCATT TTGAAGAGGCTTCGCAAAAT 125

Ai02B21485 Araip.B02 21485 p2 (TA)8 16 93439561 93439576 CATGATTACTAGCGAGGCCA GGACTTTTGCCCTTCACAAA 108

Ai02B21488 Araip.B02 21488 c (A)16ttagtatgccttttcagtcaagtgactatgatcatttgagaaatactttattatttttcttc(T)1088 93451819 93451906 ATTAAACGTTGCCACTTGCC TCCTCATGATTTGAGACATTTTT 186

Ai02B21490 Araip.B02 21490 p3 (TAT)5 15 93455591 93455605 TCCCTTTATTTCTTTCCTTTTATCA TGTTGTTGTTGATGATGGGG 159

Ai02B21491 Araip.B02 21491 p2 (TA)6 12 93456249 93456260 CATCCACGCGTTTACACAGA CAATGCTTCTGGTTCCATTGT 274

Ai02B21493 Araip.B02 21493 p3 (GAA)8 24 93456594 93456617 GGGGTGAAGGTGAAGGAACT TTGCCTCATGAACTCCTCAA 221

Ai02B21495 Araip.B02 21495 p2 (TA)7 14 93460366 93460379 CCGTTTGAACTTGACTTTAATTAGT TCATCAACAAAAATTTAATTATCAGAG 279

Ai02B21496 Araip.B02 21496 p2 (TA)6 12 93461138 93461149 GCCATTGAAATAATCCGGTG CGATGGCTACTCTAATTCTCCTTT 137

Ai02B21501 Araip.B02 21501 p2 (AT)6 12 93469620 93469631 CGAAACCGTATCGACTTTTTCT TGTTGAGCTTTTGATCGTGC 244

Ai02B21502 Araip.B02 21502 c (TC)8ctcacatgtcttctctctcttctcaaacctctatgcctccagcc(ACG)575 93472605 93472679 ACAATAGCGGCTTTGACCAC GCAACTGCAACCATCATTTG 274

Ai02B21504 Araip.B02 21504 c (A)12ttgaaacttga(T)1740 93477368 93477407 TCTTGTTGCTTCACCTTATTGTGT CCATTGAAGCCATCCTCATT 136

Ai02B21511 Araip.B02 21511 p3 (AAT)6 18 93488710 93488727 CATTGCTTCTTGTGGCTTCA TTTTTCTGTGTCGCAATCAA 151

Ai02B21512 Araip.B02 21512 p2 (TA)7 14 93495235 93495248 TCTCGGATATAGCTCGGGTG CAAACAAAATCCCAGCACCT 169

Ai02B21520 Araip.B02 21520 c (T)10aaccaaaattttcagattttggccaagcatcattg(A)1055 93543477 93543531 CGGGCTTTTGCCTCTAATTT GGTTGGGTTCAAGGGTTTTT 262

Ai02B21523 Araip.B02 21523 p5 (CCCGC)5 25 93560247 93560271 ATTATATATACCGGGGCGGG AGTACCCATCCCACCCCTAC 151

Ai02B21524 Araip.B02 21524 c (A)10ttagggttagtcggtttgtgtttgtattttcagtgttttctatttttaaacttatatgaacagaaaagt(A)1190 93565131 93565220 TTCCAAGAACTGGCTTTGCT CCCTAAGTGTATGTTTGGTTTGTG 204

Ai02B21529 Araip.B02 21529 c (A)10ggagcaaaacagattcctt(A)1039 93568274 93568312 ATGCAAGCATTGGAAAAGGT AATGATGAATCTTGGCACCC 232

Ai02B21531 Araip.B02 21531 c (AC)8ccaaatggtggaagatttaacctaaaagggttg(T)10attggttctgttctgttccttcctagtcccttggagggcacaaaggtaaagttacaaaactaagagaaaatatgaatacgttatatatggt(TG)6162 93569314 93569475 GGCCTTAACCCACATTCTGA GCGTGTTTCATTCACCCTCT 239

Ai02B21532 Araip.B02 21532 p3 (ATA)12 36 93569879 93569914 CTTCCTTCCTTCCTTCACCC ATGACCAAATTGCATCCTCC 254

Ai02B21536 Araip.B02 21536 c (TTC)16tcccccacgcttcttcttctcacgctcatttgcgcacggagcgtcttcttcttcgccatcttcttcgcat(TCC)5133 93571581 93571713 TGCGCATTAATGAGAGTGAAA GAAGAAGAAGGAACGCGAAA 205

Ai02B21537 Araip.B02 21537 p2 (TA)6 12 93573519 93573530 CTCCCGTAGATACTGCTCCG CGCGTGTTTTCACTCTCATT 273

Ai02B21538 Araip.B02 21538 c (TTC)16tcccccacgcttcttcttctcacgctcatttgcgcacggagcgtcttcttcttcgccatcttcttcgcat(TCC)5133 93573643 93573775 TATCAGGCGCGTTACACATC GAAGAAGAAGGAACGCGAAA 269

Ai02B21540 Araip.B02 21540 p3 (GAA)5 15 93575343 93575357 CAAATCAAAATCGCAAAGGC TTCAAATTTGCGCATGTAGG 195
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Ai02B21541 Araip.B02 21541 p3 (GAA)5 15 93575675 93575689 CGGTGGCCTCCTTTTACTTT CGTCGTTCTCCTCTATTCGC 257

Ai02B21542 Araip.B02 21542 c (TTC)7(TCC)7 42 93576030 93576071 CAAATACAGTCACGCGCATT AACGTGAAGAAGAAGGCGAA 226

Ai02B21543 Araip.B02 21543 p3 (TCC)5 15 93576178 93576192 TTCTCCTCCTCCTCCTCCTC GTGAAGAAAAAGGAACGCGA 178

Ai02B21544 Araip.B02 21544 p3 (GAA)5 15 93577714 93577728 AATTGCAAAGGTCACCGAAC CCTCTTCTTCCTCCTCCTCC 214

Ai02B21545 Araip.B02 21545 p3 (GAA)6 18 93578046 93578063 ATATTGTTCGGTTCGATGGC TTCTCTGCTCGCATTCTTCA 246

Ai02B21546 Araip.B02 21546 c (GAA)6aaagaaaaagaaggagaagaagaatgcaaatag(AGA)566 93578165 93578230 TGAAGAATGCGAGCAGAGAA CCACCCCACATTCGTTTATT 182

Ai02B21547 Araip.B02 21547 p2 (TA)9 18 93578365 93578382 CGCGTGTGTGGAAAAAGTTA TGGTCCACAAATACGCTGAA 256

Ai02B21548 Araip.B02 21548 p2 (TA)6 12 93579381 93579392 TTGAAAAAGTGAACCTTGAACTTG TGATCAGAGTCTCGTACTGATAACG 279

Ai02B21549 Araip.B02 21549 p2 (TA)6 12 93584747 93584758 GTGCATGCTTTCCAACCTTT TCAGAGTCTCGTGCTAACGTG 258

Ai02B21550 Araip.B02 21550 p3 (CAC)6 18 93585284 93585301 TCGAACCCAAATTCTCCTTG TCCTGAATATGGGTGGTGGT 168

Ai02B21556 Araip.B02 21556 p2 (AT)6 12 93594728 93594739 GGTGTATTGCTTTGGGTGCT TCACTTCCATAGTCGGGCTC 267

Ai02B21561 Araip.B02 21561 c (A)10tctttacacacccctatgtgccctcagaatttcattccacccagcatactgacacattgtagtaacccacag(A)1092 93622883 93622974 CCCTAACGTTGGTTACGCAT GCTATGGTAGCTTTGCCAGC 245

Ai02B21562 Araip.B02 21562 p3 (TTG)13 39 93627256 93627294 AATGGCGTCGTTTGATTCAT TCATTTGTTTGTTGAGACACGA 267

Ai02B21566 Araip.B02 21566 c (TA)6cttacacgcaagccgcgtttggtttggcttt(TAA)867 93638782 93638848 CTTGGCTTCGGTGGTTTTTA CCTACCATAAAATTTGTTGAAGTGT 225

Ai02B21568 Araip.B02 21568 p3 (TTC)5 15 93658564 93658578 ACCCTCCCTTCACTCGTCTT AGGAGGAGACGAACGACAAA 169

Ai02B21570 Araip.B02 21570 p3 (GAA)5 15 93661845 93661859 CCAGCTCCAGGAACAATAGC ATACGGCTCCGGACACTATG 256

Ai02B21573 Araip.B02 21573 p2 (TA)7 14 93664460 93664473 TGGTCTACCAACTCTCAACTTCA TGTCAAATTCTTAGACCAAAATAACAA 274

Ai02B21577 Araip.B02 21577 p2 (CT)6 12 93669937 93669948 TCCTCACCGTATCATTTCCC TGATCAAAGTCTCGTACTGATAACG 236

Ai02B21582 Araip.B02 21582 p2 (GA)8 16 93686788 93686803 TTCCATGGTTGCTGGGTAAT TGCCTTATACCTTCCAACGG 274

Ai02B21584 Araip.B02 21584 p2 (GA)8 16 93696387 93696402 TTCCATGGTTGCTGGGTAAT TATGCCTTCCAACGAACCTC 269

Ai02B21591 Araip.B02 21591 p4 (AATT)5 20 93708456 93708475 CCAGAAAATCATCTCAAATTAATCC GCGACAGAAAAATTGAGAAGTG 280

Ai02B21592 Araip.B02 21592 p2 (GA)9 18 93709605 93709622 GCACATTTTCCAGGAGGTGT GTCGAACGCAAATCCCTAAC 105

Ai02B21595 Araip.B02 21595 p2 (TA)6 12 93713702 93713713 CCATTTTGGTCATGAGCTGT TTGCAACAATAAACAGATGCG 275

Ai02B21597 Araip.B02 21597 p2 (TA)6 12 93716231 93716242 GTCCAGCCAATGGGTTAGTG TTGCAACAATAAACAGATGCG 269

Ai02B21603 Araip.B02 21603 p2 (TA)7 14 93720130 93720143 TGTTAAACAAGCCCAACCAA TCCATTAATTTAAAGAACTTTCTCAAC 210

Ai02B21606 Araip.B02 21606 p3 (ATA)21 63 93726423 93726485 TTTTGGCCATGAGTTTGACA CATTGCGTGCGATCAATATC 235

Ai02B21607 Araip.B02 21607 p3 (AAT)6 18 93728685 93728702 GCAGATGTTGAAGCACCAAA GAAGGATGTGGAAGAAGGGA 142

Ai02B21615 Araip.B02 21615 p2 (AT)6 12 93767426 93767437 TTGCAAGACCTGTCCCATTT GGATAATGCTACACCCGGAC 272

Ai02B21617 Araip.B02 21617 p2 (AT)9 18 93769398 93769415 CACACAATATTCTCTTTTTAAAGTTGC CCAAGGCAGCTTTACCCTTT 210

Ai02B21623 Araip.B02 21623 p6 (TTATTG)8 48 93789077 93789124 TTTTGTTTGGGTATGGGAGC ATCGTCAAATCCCATGTCGT 261

Ai02B21625 Araip.B02 21625 p2 (AT)7 14 93794454 93794467 TGTATGACAAAGCCTTCTACATTAGC CAAACCAATGTGAACGGAGA 171

Ai02B21627 Araip.B02 21627 p3 (TTC)5 15 93801598 93801612 AAGCTGCATTTGGACTCGTT TGATTGCGACACAATTAACACA 279

Ai02B21628 Araip.B02 21628 p3 (AGG)8 24 93801931 93801954 TGGACTTGTTGTCCTGCTCA GGTTGTGTTGTAGTGGGGCT 250

Ai02B21634 Araip.B02 21634 p2 (CT)7 14 93822708 93822721 GCTGATAACATTCGGAGGGA AGGAGAGGGGACGATTGAGT 246
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Ai02B21635 Araip.B02 21635 p3 (CTT)11 33 93822975 93823007 ACACCACCATTTGTCGCTG GGTGCGACCAAAGAGAAAGA 279

Ai02B21636 Araip.B02 21636 c (A)10tctgttatttaaaaaatagtatcttttttgcaaaaaattgt(A)1061 93832088 93832148 GCCACCATTCTAAACACTTGAA CCAAATTATACCGATTTCGCA 230

Ai02B21638 Araip.B02 21638 p4 (TATG)7 28 93840307 93840334 TGCCCTCGTGCTTAAATCAT GTTTGGGGAACGAATGAATG 229

Ai02B21639 Araip.B02 21639 p3 (GAG)5 15 93841299 93841313 GCTTGTCCAACAGATGGTGA AAAGTGCAATGTTGTGGCTG 263

Ai02B21641 Araip.B02 21641 p3 (ACA)5 15 93842853 93842867 GAACAGCAGAACTCGCATGA GTTCTGCATCTCCATCACCA 125

Ai02B21646 Araip.B02 21646 c (T)13acccttattttcaccttatccacgttaatta(T)1054 93847626 93847679 ACACTGAAACTTGGGGGAGA TTCTTGGCTTTTTGGATTGG 267

Ai02B21650 Araip.B02 21650 p5 (ATCCG)5 25 93854790 93854814 TCAAAACTAGGGGTGTTCGC GGATCCAAACCGCTTGTAAT 162

Ai02B21651 Araip.B02 21651 p3 (TCA)14 42 93855770 93855811 GGTGGGGAAAAATTAAGGGA CGGTTTTATTGCGGTTCTGT 217

Ai02B21652 Araip.B02 21652 p3 (CCA)5 15 93856572 93856586 TAATGGCACCTAAGGCCAAA TTGCTTCTGTTGCATGATCC 256

Ai02B21653 Araip.B02 21653 p2 (CT)13 26 93856872 93856897 GACATGGCCGATCACTGTAA ACTGCAAAATGTCCGCTATG 177

Ai02B21655 Araip.B02 21655 p3 (CTC)5 15 93867339 93867353 TGTCATCGTCATCATCATCTACA CACAGGTTCTTGTGAAGAGGG 261

Ai02B21658 Araip.B02 21658 c (AT)16(AG)18 68 93871947 93872014 GGAAGTGTCCTGACTGTGAGC CAATGTCTCCCCTGAGCAAT 276

Ai02B21659 Araip.B02 21659 p4 (TAAA)5 20 93874547 93874566 GCCTTTTCGTGGAACTTGAA TCAGGTGCTTTCCCATATCC 274

Ai02B21660 Araip.B02 21660 c (T)22cacnnnnnnnnnnnnnnnnnnnngtgactattt(ATAA)575 93875116 93875190 GTTTCAATGTTTCGCAGCAC TGGTCAAAGTAGGCTCAGGG 235

Ai02B21662 Araip.B02 21662 p3 (ATC)5 15 93878003 93878017 CCAATCAAGGGAGAAGCAAA GCGCTTTTGAAAGTGTAGACG 255

Ai02B21664 Araip.B02 21664 c (T)10agacttagaccccgatgtacaacaaaaaatatatatatttggtcttttaggtttagacaatgnnnnnncaaattttaggagag(A)10103 93880307 93880409 TTTAAGGGTTTGTCGTTGGC AAAAATAAGTTGATAATGACATTTGTG 277

Ai02B21672 Araip.B02 21672 p3 (TAT)6 18 93902446 93902463 TTTTTCCCTCCTCTTCTGATATACTT GTGAGAGCAAGCATCCCACT 244

Ai02B21673 Araip.B02 21673 p2 (CT)6 12 93904361 93904372 ACTACCCTTGCCGAGTCTCA GAGGGGAGGAGAAGATGGAG 271

Ai02B21674 Araip.B02 21674 p3 (TTC)5 15 93904516 93904530 GTTGCGAGCTCCATCTTCTC ACGCCGAGAGAAAAAGACAA 171

Ai02B21675 Araip.B02 21675 p2 (GA)8 16 93904934 93904949 TTGAAGAGGATAGTGGCTGGA CACCCACCCTCACTCACTTT 155

Ai02B21680 Araip.B02 21680 p2 (CT)6 12 93910365 93910376 CCTCAAATTGCATTAAAAGTGAA ACAGAGTGGGGGAATCATTG 279

Ai02B21683 Araip.B02 21683 p3 (TAA)8 24 93915110 93915133 TGTGGATTGTGGATTTGTGG GCCTTGCAATTTTATGCTGG 269

Ai02B21688 Araip.B02 21688 p2 (CT)6 12 93932015 93932026 TCTCAGTGTTTCCCACCCAC TGTTTTGTGGATGCAGAAGG 266

Ai02B21692 Araip.B02 21692 p2 (AT)9 18 93950260 93950277 TTCACCGACTGACAATACACAA TGCATCATGTATGTGCTTGC 257

Ai02B21695 Araip.B02 21695 p3 (ATA)6 18 93956255 93956272 CCCTCCCTTACTCCTTCCTG AAGAGCTTGATGAAAGGGCA 211

Ai02B21697 Araip.B02 21697 p3 (CTC)5 15 93958137 93958151 GCAAAGTGTGTCAATGACGG TTGCCCAGTTGTGTTGAAAA 120

Ai02B21698 Araip.B02 21698 p3 (ATA)9 27 93958882 93958908 CTTCTGTTCCCAACTGCTCC AGAGCTTGATGAAAGGGCAA 250

Ai02B21699 Araip.B02 21699 p3 (ATA)14 42 93961266 93961307 CCAGATTTTTCCATGGTGCT GTGGAACTGGTGGCAAGTCT 269

Ai02B21702 Araip.B02 21702 p3 (ACC)6 18 93969346 93969363 ACCCATCCCCTCTTCATCTC TTGAGTGTGTTGGATTGGGA 211

Ai02B21703 Araip.B02 21703 p2 (AT)7 14 93972724 93972737 AACACCCACATTTGAATAAGCTA CCACAATGGTGAAGCACAAA 222

Ai02B21705 Araip.B02 21705 p3 (TTA)17 51 93986960 93987010 TGGAGCACTAGGTGCTGTTG CCACAAAATTGCTTGCAGAA 234

Ai02B21708 Araip.B02 21708 p3 (GTT)7 21 93996460 93996480 TTATGCCACTCTCACGGGTT AACCCCGTGATGTTATCCAG 177

Ai02B21709 Araip.B02 21709 p2 (TA)6 12 93997370 93997381 GGGTTCTTCAATGTGTCTTGTT AACCAAAAGTCGTTACAAAAGTGA 268

Ai02B21711 Araip.B02 21711 p2 (AT)7 14 94011765 94011778 GAAATAAATATTAGGAATTCAATTTGG TGATAGTCACAAGTCAAAGAAACTCT 206
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Ai02B21713 Araip.B02 21713 p2 (TA)8 16 94014247 94014262 CCCCACTCCAAAAGATATGG TGTTGAATTTGTGTGACCACC 205

Ai02B21714 Araip.B02 21714 p2 (TA)6 12 94014711 94014722 GCCCCGTTTTCTTCTTTTTC CAAAGGTAAGGTTTTATTGTCGC 112

Ai02B21715 Araip.B02 21715 p3 (TCA)6 18 94015533 94015550 CCTCCTCATCTTCTGCTGCT TGAATGTAAGTTCATCCTTTTCCA 196

Ai02B21720 Araip.B02 21720 c (CTT)5ctgcatctattac(T)1038 94019271 94019308 TCCTTCTGCTTCTGTTTCCG CCCCCTTTTTCTCCAAAATC 266

Ai02B21722 Araip.B02 21722 p2 (TA)7 14 94020061 94020074 CGCTATCCCACTCCAAAAGA TTGTTGAACTTGTGGGACGA 213

Ai02B21723 Araip.B02 21723 c (TA)6agcgacaataaaaccttacctttgcatcttagaaaatcgttccttttc(T)1070 94020447 94020516 GCCCCGTTTTCTTCTTTTTC CCTCAAACGTTGAAGGGATAA 252

Ai02B21727 Araip.B02 21727 c (ATG)5attttcttgtttttctgagttttgagttctggattcttgtttttctgagttaatggttctgagttt(TGA)10111 94028657 94028767 TGAAGATGAATTTGGGGATTTC CCACCCACTACCACTCCATC 279

Ai02B21728 Araip.B02 21728 p3 (TGG)6 18 94029041 94029058 GTGGTGGTGGGTTCTGAGTT TCCCCAAAATCAACCAAAAA 276

Ai02B21730 Araip.B02 21730 c (A)11ttatctactctaacgtaaattt(A)1043 94032948 94032990 TCAATCCCTATTCCCTCTTGAA CAAACAATGTGGTAGAGCAGTGA 280

Ai02B21733 Araip.B02 21733 p3 (AGA)6 18 94055168 94055185 CCACCCTTAGTTGCTTCCAA ACCCATATGGCCGAATACAC 271

Ai02B21734 Araip.B02 21734 p2 (AG)7 14 94057852 94057865 GTTCTTGTCCTTGCTCCTGC CCTCACACCACCAAAAATCC 170

Ai02B21735 Araip.B02 21735 p2 (AG)8 16 94058089 94058104 AGAAGGGGATGAGAGAGAAAGA TCACCTTTTCAAAATTTGTTTCA 264

Ai02B21739 Araip.B02 21739 p2 (TG)8 16 94079442 94079457 GTAAAGGCAACTTTGCCGAG ACAGGGAAAGGAGGATACCG 251

Ai02B21741 Araip.B02 21741 p3 (TAT)5 15 94087065 94087079 TGAAATTAAAGGGGTATTTGGG CCCTACTGAAAGTGGGGTGA 246

Ai02B21743 Araip.B02 21743 p2 (AG)32 64 94096763 94096826 CACACGCAATAGCTCCTTGA TCCTTTGGTGCTTCTCATCC 184

Ai02B21744 Araip.B02 21744 p2 (AT)58 116 94098826 94098941 GGATTACGCCCAAACGTAAG TGTTGGCATACAGGTTGCAT 194

Ai02B21745 Araip.B02 21745 p2 (AG)7 14 94099445 94099458 CGGAGATGAGAAGCACACAA GTGATTTTGTTGCACACGGT 188

Ai02B21749 Araip.B02 21749 p3 (TTC)7 21 94105920 94105940 TTTTTGCCTTCTTTCTTCGC AAAACAACCACAAAGGGTGG 165

Ai02B21751 Araip.B02 21751 p2 (GA)13 26 94115777 94115802 AAGGGAAGACGTGGATGTTG CTTCCCCATTTCGAATTTCA 275

Ai02B21758 Araip.B02 21758 p2 (CT)6 12 94139471 94139482 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTTGGTGAGTGAGGGAGG 260

Ai02B21759 Araip.B02 21759 p3 (TCT)7 21 94142362 94142382 TCAACATCTCTTTCCCACCC TATCTCCCATGGCTCAGAGG 243

Ai02B21760 Araip.B02 21760 p4 (TATT)21 84 94144274 94144357 CGGGAAAGCAAAGATTCAGA CAGGCGGATATCAAATGGTT 217

Ai02B21763 Araip.B02 21763 p2 (AT)11 22 94151879 94151900 TTCAAGTCACCTTTCCCGTC CTATGGAACCGAGGTCGAAA 270

Ai02B21769 Araip.B02 21769 c (TC)7cctccctcaattgactattctttttcctcttccttcttaatatttgtttttatgttgtttgagaaggaaactaaaaaatctgg(A)10107 94162579 94162685 TCCCCTTCTTCTTCCTCCTC TTACGGTGTTGAATCGTTGC 211

Ai02B21771 Araip.B02 21771 c (A)12gaattcaaacgtaaattacc(T)1143 94170868 94170910 CCTTTGCTCATTTTTCTTTCTTG AATTAGCATCCCCCTTCCAG 169

Ai02B21773 Araip.B02 21773 p3 (TAA)6 18 94172440 94172457 CACAGTTGCCGTCGATTTTA GCTAGCGCTCTGAGACTGGT 273

Ai02B21774 Araip.B02 21774 p2 (TA)6 12 94173596 94173607 GCACACCATTCAGAATTAGCAA TTTGAAGGTCATGGTTCATCA 263

Ai02B21781 Araip.B02 21781 p2 (TA)6 12 94191828 94191839 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai02B21784 Araip.B02 21784 p2 (TC)6 12 94217627 94217638 GACGATGCGAACAGATCCTT CCAAAACTACCACAGCAGCA 178

Ai02B21789 Araip.B02 21789 p2 (TA)8 16 94252572 94252587 TCATTTAGAGAATTCATAATTCAAACA TGAAGAAATGAATGTCACAGGC 273

Ai02B21792 Araip.B02 21792 p2 (TC)6 12 94281775 94281786 GTTGCGGTTGAAATCTTGGT TCCAGTGCAACAGAAACAGAA 254

Ai02B21793 Araip.B02 21793 p2 (AT)6 12 94290618 94290629 TTTGGCATAATTTGTTGATTACTTTT AAAAAGAGGTGTGAGATGAATGC 250

Ai02B21796 Araip.B02 21796 p5 (AAGAT)5 25 94304960 94304984 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 185

Ai02B21798 Araip.B02 21798 p2 (AC)6 12 94337571 94337582 GCTCCTGCTTTGATCTGACC ATCGACTGTGAGGCAAAGGT 157
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Ai02B21805 Araip.B02 21805 p2 (GA)6 12 94348014 94348025 AGTCCGACCTGGACCTTTTT TTCGCACATGCAAACCATTA 167

Ai02B21811 Araip.B02 21811 p2 (AT)8 16 94372231 94372246 AAACGAGATTGGGTTGGTTG GCAAGGAACTTAGGGAGAAGAA 153

Ai02B21812 Araip.B02 21812 p2 (TA)6 12 94373726 94373737 AGCGGTGTTTGAGAAGGAGA ACCCATTTTCTCATTGAGCG 238

Ai02B21817 Araip.B02 21817 p3 (TGT)6 18 94409158 94409175 CGTCGTGGTGGGAAGAGATA CATACGACCTACCAACGGCT 206

Ai02B21818 Araip.B02 21818 p2 (TA)6 12 94415827 94415838 TTCCGTTGTTCATGTGATCC ACACATACACGTCAGGGGCT 191

Ai02B21819 Araip.B02 21819 p2 (TG)7 14 94416044 94416057 AGCCCCTGACGTGTATGTGT GCTGGCTAGCATTAACCCTG 253

Ai02B21820 Araip.B02 21820 p2 (TA)7 14 94420663 94420676 AATCGGACTTTGTGCAGGAT CAAACTCCTGCTCGTCATCA 172

Ai02B21824 Araip.B02 21824 p4 (AATA)6 24 94430984 94431007 AATTCCGCACCAAGTTTTTG TCCCAAAGAGGTAACCTGTGTAA 257

Ai02B21826 Araip.B02 21826 p2 (TC)20 40 94476055 94476094 CGACGTTTTGCTGTTCACAC GTGGGCGATGGTAGATTTGT 250

Ai02B21829 Araip.B02 21829 p2 (GA)6 12 94479713 94479724 TGGTGTTGAATCCTTGCTTTT TCCCCTTCTTCCTTCTCCTC 236

Ai02B21834 Araip.B02 21834 c (A)11ttctaataggatggtccgagttgtgattttgaaaataaaaaaatttttaatgttaaaatcagaccatttgatttttattttaacaaat(A)10109 94487092 94487200 TGGAGATGAGGGATGCTTTC GGGTCCGATTTGTTTGAAGA 250

Ai02B21835 Araip.B02 21835 c (A)11ttctaataggatggtccgagttgtgattttgaaaataaaaaaatttttaatgttaaaatcagaccatttgatttttattttaacaaat(A)10109 94488506 94488614 TGGAGATGAGGGATGCTTTC GGGTCCGATTTGTTTGAAGA 250

Ai02B21837 Araip.B02 21837 p3 (TTA)5 15 94503009 94503023 TTGAAATCATTAAATGTGCCAAG TGTGCGAACTTGCACTATCC 213

Ai02B21840 Araip.B02 21840 p3 (ATA)5 15 94511559 94511573 TCTTTCCGGATTAGTAATGTCCTT AGTGTGCCCAAGATCCAATC 276

Ai02B21843 Araip.B02 21843 p2 (AG)6 12 94533903 94533914 GGTTACGCTTGGAGTTGAGC CGCGCTCTGATTCCTCTATC 276

Ai02B21844 Araip.B02 21844 c (A)13ctacaagaaaagacaaagtgtagccattaatgcaaatcgaaaaatg(A)1170 94537997 94538066 TGTTTTTCATTCCCATTCATTT GCAATACGCGGAGAGGTAGA 276

Ai02B21846 Araip.B02 21846 p2 (TA)6 12 94551438 94551449 TGGCCACCATGCACTATAAA CATGCATGTCTTTGGTGGAA 152

Ai02B21848 Araip.B02 21848 p2 (TG)14 28 94557730 94557757 TTCCCTCACTCTCCCCTTTT CCAAATCGTCTCGCATCTTT 228

Ai02B21850 Araip.B02 21850 p2 (AT)7 14 94560132 94560145 CAGCACAGACAGTTCCAACA AAAGCCATCCGTTACCCTCT 242

Ai02B21853 Araip.B02 21853 p2 (AG)8 16 94568790 94568805 TTTCAGTTTCTCTCCAATCCTTC TCTCTCTCCCCACTAAATTCAAA 279

Ai02B21856 Araip.B02 21856 p3 (TCC)5 15 94581736 94581750 ATGAAGGGCAGAAGGAGGTT CCAAAAAGAGAGTGCAAGGC 200

Ai02B21859 Araip.B02 21859 p3 (TGA)46 138 94600519 94600656 TGGGATCGAGGAAGAAAATG TGGAAGGATGGAAAGACACC 253

Ai02B21860 Araip.B02 21860 p3 (TGA)20 60 94602846 94602905 TGGGATCGAGGAAGAAAATG CACCCTTTGAGCCTTCCATA 224

Ai02B21867 Araip.B02 21867 p2 (AT)6 12 94623397 94623408 TTGATCCTGCTTTATTATTTGCC ACCTCCCAAGGATGACACTG 206

Ai02B21873 Araip.B02 21873 p2 (GT)10 20 94634237 94634256 GTTGGCAGCAGTGTATGTGC AATTCACCAATTTCATCGCC 197

Ai02B21874 Araip.B02 21874 p2 (GT)8 16 94634369 94634384 GGTGTGAGTGGTGTTTGTGC TCATTGCCTCAACATTCACC 131

Ai02B21875 Araip.B02 21875 p3 (TAT)6 18 94638251 94638268 TCTTTTTCCGATGAGGGTTG CAATAAGGTCCTAGTAACATGCAG 279

Ai02B21876 Araip.B02 21876 p3 (CGC)5 15 94639220 94639234 CGTCGCGCTACTTATTCGTT GCAAAGGCAGTCACAGAAGA 135

Ai02B21882 Araip.B02 21882 p2 (TA)8 16 94658429 94658444 CAGAGTCACCGATCAAACCA GGTGGTTAAGCACTGACAAGC 278

Ai02B21885 Araip.B02 21885 p2 (AT)7 14 94662936 94662949 GGTGGCAGTTATGGCAGAAT TCCGGCCAACTCATAAACTC 280

Ai02B21889 Araip.B02 21889 p2 (AT)8 16 94677678 94677693 GGTGCAAAAACCACCTTCAC TGCACAAAACACTTGATCCG 255

Ai02B21892 Araip.B02 21892 p2 (TA)14 28 94682535 94682562 CCATTCCTCTTGTGATCAAGC TTTTGGCTCTGCCTAAACAA 181

Ai02B21893 Araip.B02 21893 p2 (AT)9 18 94683878 94683895 TGTGTTTGGACTTCGGATTG GACCGGCTTAGAACCGATTT 158

Ai02B21894 Araip.B02 21894 p2 (AT)8 16 94685212 94685227 AGTTTGAGGTGCGTTTTGCT CTGCTACTTTGGCACGAACA 213
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Ai02B21898 Araip.B02 21898 c (A)10tagcgaggactagaatagttttaagaaggcaattatgtttatac(A)1064 94695651 94695714 TCAAAATGGTTGATAATCCAAGAA TCGGTTTTTGTCTAACCGCT 269

Ai02B21900 Araip.B02 21900 p3 (CAT)7 21 94699513 94699533 ATCATTAGCTATCGTGGCGG AGTGATTACACCTGGGGCAG 235

Ai02B21901 Araip.B02 21901 p3 (TAT)8 24 94702767 94702790 TTTGTTTCTCCCATCCAAAAA TTTTTCTCCCAAAAGCTGC 268

Ai02B21905 Araip.B02 21905 p3 (ACA)5 15 94712448 94712462 TGGAACCCACCTATTTGTCA GGTGGGTTGGGTTTGTGTAT 264

Ai02B21908 Araip.B02 21908 p2 (AT)9 18 94720653 94720670 TTTTACCATGATCATAGACCATTTTT GGGTCTCCTCGACTCCTCTC 211

Ai02B21913 Araip.B02 21913 c (A)16ctaaaaccaaccccaaatattataagcaatagttatac(T)1064 94756554 94756617 AAGTTGTGGGTTCGAGTCTCA TCTACTACCAAGCATCCGGC 266

Ai02B21918 Araip.B02 21918 p3 (ATG)6 18 94761489 94761506 CATTTTCCCTTGCTTCTTGC CCATTGAAAAGGAAGGCATC 276

Ai02B21919 Araip.B02 21919 p3 (GTT)5 15 94761738 94761752 CCTTTTCAATGGCATGATGA ATCTTCCGGGTTGGTTCTTC 276

Ai02B21921 Araip.B02 21921 c (CCT)5ccattattcttcttgttttcgcattcgtcgtcg(TCT)872 94764173 94764244 TGAAGATCAGGTGTCCAACG CAAGCCCTTCAAACCTTGAG 208

Ai02B21922 Araip.B02 21922 p3 (TAA)6 18 94764843 94764860 TGATGATGGAATGCAAGGAA GAGAAGAATCAAAGCCCTGC 253

Ai02B21931 Araip.B02 21931 p3 (GAT)8 24 94792429 94792452 TGCACCTCATCTAATGAGCAA CTTCATCCTCGTCTTCGTCC 264

Ai02B21932 Araip.B02 21932 p2 (TA)7 14 94793174 94793187 AAAATTTTGGCGTCATCCAA TGCACATTGGAAATCAGAACA 280

Ai02B21942 Araip.B02 21942 p2 (TA)14 28 94818677 94818704 AAAAAGGGAGAATTTGTTAGCG AAGTTCACATGCAGCAGAGC 178

Ai02B21946 Araip.B02 21946 p2 (TA)6 12 94824447 94824458 TCCAAAAAGCATGAGCAAAA ACCGCTTCTTGTTCACATTG 263

Ai02B21947 Araip.B02 21947 c (TC)6cccgtggctcaatgccactttcttta(T)1048 94827662 94827709 ACTGCGTGCTTGCTTTCTTT TTGGTGGAGCAGTCTATCCC 190

Ai02B21951 Araip.B02 21951 p3 (CTT)5 15 94839997 94840011 TCCAAGTCCAACACCAACAA CTGCACGAAGAAGAAGGAGG 209

Ai02B21953 Araip.B02 21953 p3 (GCA)6 18 94848046 94848063 TCGAAACCCACAAGGTTAGG GCTGCTCCATTCCTCTGTTC 248

Ai02B21954 Araip.B02 21954 p2 (TC)6 12 94848446 94848457 TAACTAACGGAGACGGTGGC AAGAGGAGAGGGAGGAGCTG 252

Ai02B21955 Araip.B02 21955 p2 (TA)32 64 94851189 94851252 CACACTAAATGGGCCAAAGAA ACCCACCTTTGGAGATACATT 258

Ai02B21956 Araip.B02 21956 c (AAT)7attgtactataattttttgtattttttaaacaaaaataataataaatttattcattagattcttttata(TATG)11134 94852218 94852351 TTTTCGTTAGACATAATAGTCCTCCA AACAGTCTTCCGTCCAAAAA 259

Ai02B21957 Araip.B02 21957 p2 (CT)6 12 94856625 94856636 TCCAATCCAGACCTCCTCAC CTGTTGCGTGCTGCTACTGT 217

Ai02B21967 Araip.B02 21967 p3 (ATA)10 30 94884449 94884478 ATCTGATGAGGTGGCAGCA GCAATTAGCAATTTTGTATGGTGA 236

Ai02B21969 Araip.B02 21969 p3 (TCA)6 18 94885388 94885405 CCACGTCCAGATTCATAGCA ATGTGTTGAGGTTGGTGTGC 132

Ai02B21970 Araip.B02 21970 p3 (AAT)5 15 94888385 94888399 TTTTCCCGTTGTTTCCTATG ATGCACACGTGACGACAAAT 107

Ai02B21972 Araip.B02 21972 c (A)10ta(T)10 22 94903667 94903688 AAAATTGACTGGTAACACCAAAC GCCGGAGATTGACTGTGATT 269

Ai02B21973 Araip.B02 21973 p3 (ATA)5 15 94912232 94912246 TCTTTCCGGATTATTAATGTCCTT TGACCACAATCGAATCAATCA 206

Ai02B21976 Araip.B02 21976 c (A)11tttcatacaaagacaattacaaaatctttatgatagtattc(A)1062 94917715 94917776 TTATACACAGCAGCACCAAAAA AACACATCAAATTGTTAGGTTGAG 279

Ai02B21981 Araip.B02 21981 p2 (AT)8 16 94922548 94922563 TGACCGATCTGGTTCTCACA TCCCTCGTCAAATTCTATCCA 120

Ai02B21986 Araip.B02 21986 p2 (CT)8 16 94930235 94930250 TCGCTGCTCAGTTTTTAGCTC ATGGAGAGGGAGAGAGAGGG 102

Ai02B21988 Araip.B02 21988 p3 (ATA)5 15 94941433 94941447 TTCACTCTGCGCTAATTCCA GAGAGGGTTTTGGGGTTTGT 169

Ai02B21989 Araip.B02 21989 p2 (TC)7 14 94946059 94946072 GTAGCTTCGGCTGAAACCTG TTGCCAACAAAAGGACCAAT 270

Ai02B21993 Araip.B02 21993 p3 (TAA)8 24 94955276 94955299 ATTAAGCTAAAAATCGCAAAGC TGTAGATCTGGCATCTGGGG 111

Ai02B21994 Araip.B02 21994 p2 (AT)6 12 94956249 94956260 GCTGCTTCAACAAGTGCTTC TGAGTTATGTGCAAATCATTCCTT 272

Ai02B21998 Araip.B02 21998 p3 (GAA)12 36 94967239 94967274 TTCTGTTCGCAGAAACATCG ACAAATCTCAACCCTCCACG 273
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Ai02B21999 Araip.B02 21999 c (T)10atttcagatttgaagttcaatttttttgtatactactaaaataatgcttctctaaagg(A)1078 94967608 94967685 TATCTCACTCGCGCTCTCAA TCATGCACTTAGAATTTTTGTCG 160

Ai02B22005 Araip.B02 22005 c* (GAA)8(GAAGAG)6*(GAA)5gagaaa(AAG)593 94976086 94976178 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 226

Ai02B22011 Araip.B02 22011 p3 (TCT)6 18 94980825 94980842 GGATCCAACTTTGCCTGCTA TCGAAAGGAAGAACGAGGAA 158

Ai02B22017 Araip.B02 22017 c (A)12caaaattctcacttggtgattttttatttaattaaaaaaacagaaaataaatcttacccaataatttctcattttaaatt(A)10102 94995631 94995732 TGATGAGAAAATCCAAGCCA AATGTTGGGAGTGATTTCTGC 274

Ai02B22019 Araip.B02 22019 c (T)10ctt(A)12 25 94996436 94996460 GAGGCAGTCAAGCTCAGGAC TGCATGCTTTTAAATCCCAA 161

Ai02B22025 Araip.B02 22025 p2 (TA)66 132 95015394 95015525 TTCCTTCGCCTTTGTTATGG AGATAGAAGTGTGTTAAATGTGGGT 250

Ai02B22031 Araip.B02 22031 p3 (TAT)5 15 95028281 95028295 CCAAGCTGTCGTTAGCTGTAAA TTTCCACGCTCTCTCTCACC 265

Ai02B22033 Araip.B02 22033 p3 (TCT)9 27 95029915 95029941 AAATACACGCGTCCAACACA AACATGAAGAAGAGGGCGAA 112

Ai02B22034 Araip.B02 22034 p5 (TCAAT)6 30 95030435 95030464 GCAGAATGAACCGAACACAA TGAATTAAATGGACGGAGGTG 197

Ai02B22035 Araip.B02 22035 p3 (GAG)10 30 95031908 95031937 AAGGAGGAGAAGGAGGAACG AACCTTCTGCTGCAACGTAAA 121

Ai02B22037 Araip.B02 22037 p2 (CT)19 38 95039765 95039802 ACCCTTCCTCCCTCACTTGT GCTACAGGACCTTGGAGCAG 253

Ai02B22041 Araip.B02 22041 p2 (AT)11 22 95066150 95066171 TAAAAGGTGCACGGATGATG TCATCCCCAATCCTTTTCAC 270

Ai02B22042 Araip.B02 22042 c (T)13ggcatttttcttttctcttctc(T)1045 95071344 95071388 TTCACTTGACACCTTCACGC AGCGAATACAAAATCTTGCG 276

Ai02B22046 Araip.B02 22046 c (CT)7gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgcggtataaaggatcca(TAT)598 95086828 95086925 CTAGAGGATTCTCCGGCCTT CCTACCCTCTCCCATTTTCC 245

Ai02B22047 Araip.B02 22047 p2 (TA)6 12 95096778 95096789 TGTTTCTGAGCGTTGTGCTT CGCTACATGCTTGGTCAGAA 240

Ai02B22050 Araip.B02 22050 p2 (TC)16 32 95099741 95099772 TTGATGATCGATCCGATTTTT GGGAGAGTGAGAGAGGAGGAG 144

Ai02B22051 Araip.B02 22051 c (T)12ataatcatttgataatgcatttgacaatatctatcaaataaattcagccattctgtccgaaagaacaat(A)1091 95108907 95108997 GAAAGGTTTGTGGTTGTTGAAA AAAATGGGTAGAATGTGATTGTTG 263

Ai02B22054 Araip.B02 22054 p3 (TTG)5 15 95116332 95116346 TGTGACCAACCACATCCATC TTCGGTGTGTCTTCCATTCA 222

Ai02B22056 Araip.B02 22056 c (AAT)5gtttgtcacaaagtagattctcttcactagtcttatga(T)1063 95117016 95117078 TATGCAACACCAAAAATGCC CGATATCCATTGCCCTCTGT 239

Ai02B22061 Araip.B02 22061 p4 (ATGA)5 20 95122819 95122838 CGATGAAGAAAAAGAAGAGAGACA CGAGAGTTTGAGGGAGGTTG 261

Ai02B22064 Araip.B02 22064 c (T)10cttgtgtgtgataatacacac(T)1041 95137336 95137376 TTGATCTCTTCTTCTCTTCGCA TTGCAGCAGAATCCACGTTA 173

Ai02B22065 Araip.B02 22065 c (ATT)5gttgttgttgagtga(AT)1152 95141690 95141741 TTTTCATTAGAAACAAGTAAGGTGAA CATTTCTCTCCATCAGACATAAAA 279

Ai02B22068 Araip.B02 22068 p3 (TTA)5 15 95144488 95144502 TTTCGATGATCCGACAATATAAAA AAGCATTGACCATGGGAGTT 239

Ai02B22070 Araip.B02 22070 p2 (CT)6 12 95148466 95148477 GCTGGGTATTGTCCGAAAGA GCCTTCAACGGATCACTTCT 258

Ai02B22073 Araip.B02 22073 c (AT)10aataagagtattttaatcattctctataataaagatattgtagtcatttttatt(A)1084 95158477 95158560 TCGTAGGGTTAGGATTTAGAATTTTT TCGATTAAATCATGTTATTTTTGTCA 210

Ai02B22076 Araip.B02 22076 c (TA)7caataaaagggtagtagtattggtgatcttattacatacatatatagcacttcatcttcttcttcataatggtgtgag(T)11103 95165422 95165524 CCCCACCATGTATCAGAAGC TCACAAACAACGGATCATCG 259

Ai02B22080 Araip.B02 22080 c (AAG)6atat(A)10 32 95166655 95166686 TGGCCTTTTATGCACTGTTG ACTTGCACGAAGTTGGGAGT 278

Ai02B22081 Araip.B02 22081 p2 (TA)6 12 95167172 95167183 TTGCGTGTATTTGGGATTGA GCAACTTTTTGGAAAAGAAAACA 275

Ai02B22082 Araip.B02 22082 p2 (TC)6 12 95177421 95177432 TCCTTCCTCTGTTTCCCTCA ACGTTCAGCCTTTCATCACC 128

Ai02B22087 Araip.B02 22087 c (TAA)12(TAT)18 90 95195922 95196011 TTGGATTGACCTAATCAACAACA TCTTTTTCTTTTGGAGTGACATT 276

Ai02B22094 Araip.B02 22094 c (CTC)5(CAC)8 39 95213221 95213259 ATTGCTTCCCAACTCCAAGA AGCACCAAATCCATGAAACC 250

Ai02B22097 Araip.B02 22097 p3 (AGG)5 15 95239988 95240002 GTTTGAATTCCCCCTTGGAT TCTTCATGGGCTTGGTTAGG 266

Ai02B22099 Araip.B02 22099 p3 (ATG)6 18 95245943 95245960 CTGCACCAAACATCATCAGC GCTCATTTGGTTCTTGCTCA 157

Ai02B22101 Araip.B02 22101 p2 (GA)9 18 95247955 95247972 TTTAGGAGGTTGCGGAATTG TATTGCCAACCCGAAGAAAA 186
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Ai02B22105 Araip.B02 22105 p3 (TTA)5 15 95256581 95256595 GCAGTGCTCTGCTAAGGGAG AACAAACCGCTCAATTTTGG 186

Ai02B22108 Araip.B02 22108 c (A)10cttttaatttattcagcagtcttgagagttccg(TCA)558 95258937 95258994 TGAGAATCAACAAATTTCACCAA TCAACACATTGAAGCTTGCC 268

Ai02B22119 Araip.B02 22119 p3 (TCA)5 15 95286340 95286354 CCGGAGCAAGTTGAATGACT CGATGAATCGTGAAAATGATG 227

Ai02B22127 Araip.B02 22127 c (TA)10ttagtttaatttgaaaacaataaaagtggtccaatattatttagtagtttcttgcatttcatg(TA)899 95303128 95303226 GGAGATGTAAAGGCAAGGCA TGGCATGATGAATTACCAAGA 268

Ai02B22132 Araip.B02 22132 p3 (AAG)5 15 95323005 95323019 CCATAACCAGGCAAATCCAC GCCATATTAGGTCGCTCCAA 248

Ai02B22147 Araip.B02 22147 c (T)10c(T)11 22 95357613 95357634 TTACTGACGAGTCATTGCGG CGCTTTCACTTCCAACCATT 117

Ai02B22150 Araip.B02 22150 c (CA)7(AT)8 30 95372321 95372350 TCCATGGGGAGAGACAAAAC TTGATGAACGGAGAGGAAGG 268

Ai02B22151 Araip.B02 22151 p2 (TA)9 18 95379640 95379657 TGTGGTGATTTTGGAAGGAA TGGATTTCTGTGCTAAAACTCG 265

Ai02B22153 Araip.B02 22153 p2 (TA)6 12 95383152 95383163 TAATCCAACCAAACGCATCA ATTTGCCTCGCAGAGACCTA 209

Ai02B22154 Araip.B02 22154 p2 (AT)6 12 95384468 95384479 TCTTCGCAAATACGAACCAA CCCGTTCGATCCAATCTTAG 242

Ai02B22155 Araip.B02 22155 c (TA)34atctctctc(T)1693 95387860 95387952 CGCATCCGAATTTGAGTTTT GCGCAATGGTTGAGTGAATA 203

Ai02B22157 Araip.B02 22157 p2 (AT)6 12 95395029 95395040 AACCCCTTCCATTGGGTTAG TTCCTCTTCCAAGGCTCAGA 186

Ai02B22165 Araip.B02 22165 p3 (TAT)6 18 95426222 95426239 ATCCAATCCAAATCGCATTC TGGGATCACAAACTAACGAGTG 241

Ai02B22166 Araip.B02 22166 p3 (ATT)5 15 95428692 95428706 GAAGAATGTTTAACGTTATGTTTTTGA TCATGTGCCGATGATAGAGC 273

Ai02B22168 Araip.B02 22168 p4 (AATA)5 20 95429633 95429652 AAAAACAAAACGCATCCTGC TCCAATGAATGGATGTATCACC 139

Ai02B22169 Araip.B02 22169 p4 (TTTA)6 24 95430333 95430356 TTTGTGGTTGTTGAAACTCG TTAGGGATGAATCGGAGCAT 149

Ai02B22170 Araip.B02 22170 p3 (GTG)5 15 95430700 95430714 CCCTAGCATTTTCAGTAGCTTCA ACAATCCAGCAACACCAACA 236

Ai02B22176 Araip.B02 22176 c (A)13c(A)10 24 95441122 95441145 TTAACATAGCCCAACTGCCC ATTAAATGGGTCGGTGTGGA 215

Ai02B22178 Araip.B02 22178 p3 (GAA)5 15 95449079 95449093 TTGTCCTCCCTTTCCCTTTT CCTCCTTGACCGAAACACAT 195

Ai02B22179 Araip.B02 22179 c (AAT)6agggatcctttttaccatagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)6102 95451234 95451335 TCCCAAGCTTCATAGAGGGA CCTCACTCACCAAAAATCCG 255

Ai02B22183 Araip.B02 22183 c (TTC)5tctcatgcgcttctttttcttcttttcccatgcg(CTT)6tcaaatacatgcataaatgtcatcttcttctcgtttcaaattcacgtatacctcctccttctccccctcctcctca(TTC)7gcgcacgcaaattattcttctat(TCC)9214 95471246 95471459 CGCACTTTATCTTCTTCTCCTCC TTGGTGATGACGATAACGAAA 280

Ai02B22185 Araip.B02 22185 p3 (AGA)5 15 95474054 95474068 GAAGAACGAGGAGGAGGAGG TTAAGTCACGCGCTTTTTCC 159

Ai02B22190 Araip.B02 22190 p2 (TA)7 14 95483282 95483295 ATTTGAGCCACCCACAATTT GCCATTCTCCGCATCTGTTA 272

Ai02B22195 Araip.B02 22195 p2 (TA)6 12 95503681 95503692 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 158

Ai02B22197 Araip.B02 22197 c (T)10ctt(A)13 26 95506392 95506417 TCCCCTCTCTTTCCAATTCC TTCCGATGATTTTCTTGGTTG 104

Ai02B22198 Araip.B02 22198 p2 (TA)8 16 95506617 95506632 TGTGAAAGAATGTTTAGCATCACA TCACTGGACCAAGAGGCTTT 217

Ai02B22199 Araip.B02 22199 p3 (ATA)5 15 95510903 95510917 GCAAGAATCGAATCGGTCAT TTGCTGCATATGGAAGCTGT 273

Ai02B22202 Araip.B02 22202 p2 (AT)6 12 95517992 95518003 AGAACCTGCACATGCAAAAA AGCATCGCCAATTCTTCTGT 220

Ai02B22204 Araip.B02 22204 p2 (TA)6 12 95523222 95523233 TGCTTTTGAAAATATGAGAGTTTTG AGTGCCGTTTGTTTTTGTCA 266

Ai02B22207 Araip.B02 22207 c (T)10attgaaattctttagatgcatatttcaatgcttgcctatcttcttaatc(T)1473 95525129 95525201 CTGTTGCCTCCATCCCTAAA ATTACACCATCCCAAACGGA 268

Ai02B22216 Araip.B02 22216 p3 (TCA)5 15 95541935 95541949 TGGTGGCTGCATTTACAAAA CACTGACAGTTTCCTGAACCC 144

Ai02B22218 Araip.B02 22218 p2 (AT)9 18 95542693 95542710 TGTTTTAGCTGCAGGGCTTT CCAATCAATGAAAGGTGGCT 275

Ai02B22221 Araip.B02 22221 p3 (ATT)21 63 95549028 95549090 TGGATAATTGATATTCTAATTTCTGTG GAGGGTTTCAACTAAATTGCG 277

Ai02B22223 Araip.B02 22223 p3 (TTG)5 15 95552065 95552079 ATTGCCGTACTTGAGGGAGA TCCTTCACTCCCTTCCTCCT 244
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Ai02B22224 Araip.B02 22224 p2 (AT)7 14 95552395 95552408 TCGATTTGCTAAAACTCCCG CAAGCATGCACGATTGGAT 156

Ai02B22226 Araip.B02 22226 c (T)10ctttaatgcacatggtaattcaattattttgattttacatgagcatgcttcccaaaactttttatttgagttatttta(T)10caacttttctaccttttg(T)10126 95557011 95557136 TATCCCATGTGCATTGCTTT TCCCAAGTTGAATCCTTGGT 276

Ai02B22231 Araip.B02 22231 p2 (TA)10 20 95578111 95578130 AAGCTGTCATTGGTGGAAAA TCAATGTTGGACCAGGATCA 235

Ai02B22232 Araip.B02 22232 p2 (TA)7 14 95580100 95580113 GGAAGGAAAGGGATAAATTGCT AAAGCATTGCAAAATCCCCT 215

Ai02B22234 Araip.B02 22234 p2 (AC)11 22 95581427 95581448 AATAAAAGCGCAACGCTCAT GGTCGAATTCGGAGCTTAAT 125

Ai02B22243 Araip.B02 22243 p2 (TA)15 30 95595168 95595197 AAGTAAATATGGCCCCCGAG GCCTAACTTTGTCTAGTCACTAAGTCC 265

Ai02B22244 Araip.B02 22244 p4 (ATTA)5 20 95601600 95601619 GCCTTCTTCGCTTAGAACCA CAATGCAGTCCATGATGAGAA 162

Ai02B22248 Araip.B02 22248 p3 (GAA)5 15 95605173 95605187 TCCAAATCGCACTCATTCAA TCGCATTTTTCTTCTCTGCAT 155

Ai02B22249 Araip.B02 22249 p3 (TAA)6 18 95606197 95606214 GATTATGGGGGTGGAGGAAC TGAAACCTGAAAGGACAACCA 280

Ai02B22252 Araip.B02 22252 p2 (TC)10 20 95610360 95610379 GACCCCTCTGTCAAGTTGGA AAAATCGGCGTAGGAAAGGT 244

Ai02B22261 Araip.B02 22261 p2 (TA)6 12 95646584 95646595 GAGAATGCACAGAGGCACAA TGTTGCGTTTTTATTCTGCG 237

Ai02B22262 Araip.B02 22262 p2 (TA)12 24 95655010 95655033 ATTCCGATTGCAGAATGAGG TTCACTTCGGCTATCAACCC 252

Ai02B22263 Araip.B02 22263 p3 (GAG)5 15 95657296 95657310 GGAGGTGGAGGAAGAGGAAG AATCAAGTCCAACCAATTCAAA 161

Ai02B22264 Araip.B02 22264 p3 (ATT)7 21 95657550 95657570 AAATTTGAATTGGTTGGACTTGA GGGGATAAGGAAACAAGGACA 253

Ai02B22265 Araip.B02 22265 c (A)13cctcctacatgttaacacagcaacaaaataaatagacatcagcatgtaaccg(A)1378 95657927 95658004 AAACTTGTCCAACCTGACCC ACCCCAAATTCCAACTCACA 272

Ai02B22268 Araip.B02 22268 p3 (AAT)5 15 95662793 95662807 AAAACCAAAATCCAACAACACC TCACCCAAAAACACAAAATGG 100

Ai02B22276 Araip.B02 22276 p2 (AT)9 18 95690695 95690712 TCGTAAAAATAGAGGTGGTGTGA AGCTTCGCAGGCTGAGTTAG 251

Ai02B22277 Araip.B02 22277 p2 (TC)18 36 95694439 95694474 TAAATTCGAACCCTACCCCC AGCAACAACGGTGACAAACA 197

Ai02B22281 Araip.B02 22281 c (A)10gg(A)11 23 95706967 95706989 CGATTCTGCATACACCACCTT CTGAGTCATTAGAAGCCGCC 254

Ai02B22283 Araip.B02 22283 p3 (TAA)5 15 95710122 95710136 TTCGATATAAAATTCTTTAGGGACC GCAGCGAGTCCTTCTTTTTG 271

Ai02B22284 Araip.B02 22284 c (CA)10(TA)7 34 95713604 95713637 ATCCAGAACTCAAACCGGC TCGTTGACAAAAATTGTGAATAAA 223

Ai02B22285 Araip.B02 22285 p3 (TGA)5 15 95717145 95717159 TTGGCCCTTGGTGAAGATAG TTTGCATCTCGCATAGCATC 107

Ai02B22290 Araip.B02 22290 p5 (ATTTA)5 25 95723832 95723856 AGGGTTGTGGGTTTGACTTG ACCGAATCAAAATGGTAGCC 205

Ai02B22291 Araip.B02 22291 c (TA)6aagtggaata(T)1032 95724437 95724468 TCGATATCAGGAAACGAGCA ATTTGCCCCCGCTTAATAAC 250

Ai02B22297 Araip.B02 22297 p3 (ATG)7 21 95739931 95739951 GTGGGTAGGAACCCGTTTTT TCAATGCCATCCAGAAATCC 279

Ai02B22298 Araip.B02 22298 p3 (CCG)5 15 95743733 95743747 AGCTTACACCTAGCCAGCCA AACCTCTCCAACCTCGACCT 269

Ai02B22300 Araip.B02 22300 p2 (GA)6 12 95745861 95745872 AAAAACTTTGGTGGTGGGTG ATTGGAGCAGGTTAGTGCGT 125

Ai02B22306 Araip.B02 22306 p3 (TCT)5 15 95755693 95755707 TTCACCTGCTTTCACGTTTTT AGGAGGAGGAAGAGGTGGTG 100

Ai02B22309 Araip.B02 22309 p3 (AAG)5 15 95756317 95756331 TCATCATTGCCATCTTCTTCTTT CCCAAATTTGTTGCAAATACA 274

Ai02B22315 Araip.B02 22315 p3 (TTA)21 63 95769503 95769565 TCCAGTGAGCAATACCAAATTA TCCAATTTACAAAGGTTAAACCAAA 280

Ai02B22317 Araip.B02 22317 c (GTC)5atcatcatcatcttcttctttttcaataatgtcattatcatcttctttaacaatgttattgtcgtcgttgtcgtcgtcg(TCT)8118 95780707 95780824 AATGCTAAATAAGGCAAATTCTTTT TCGTTGAAGAAGAAAAAGACGA 254

Ai02B22318 Araip.B02 22318 c (CT)6cctatgctctcgtg(CT)1148 95789688 95789735 CTGGACTCAGATGATGGCAA ATCTCCCAGTCGTCCCTGTT 272

Ai02B22323 Araip.B02 22323 c (GAA)5g(AGA)14 58 95823077 95823134 TGTGGACAACAAGTGGCTTT AGTTTGCAATTCGCGGTTAC 220

Ai02B22329 Araip.B02 22329 c (A)11caaattttattagtcatgtcattactcttttcttattgtgaagc(A)1368 95833217 95833284 TTGAAACCAGTCTTTCGGTCTT CAAAAATTCATGGAACGACA 252
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Ai02B22331 Araip.B02 22331 c (CT)7caaaatgacctccaaaatttgaattagggttgtgacactagggtgcaagaatacacccccaaaatgttgggcttgtgcctcacaaaggagag(A)10116 95851205 95851320 ACGGGAATTCTGTTTTTCCC CAGATGCAACAACAACGAAGA 206

Ai02B22334 Araip.B02 22334 p3 (TGA)5 15 95867001 95867015 GGGTCACATCCACGATTTTC TGGTTTGTAGGTGGAGGAGG 250

Ai02B22343 Araip.B02 22343 p3 (CAT)5 15 95886385 95886399 AGGAGGATCAACATGGAGGA ATGACTTCAGGGACGGACAC 251

Ai02B22350 Araip.B02 22350 c (AG)6cgagggggggtagtgccgtagtgggttagggttttttgtaagggaaggggaaccgggaaattaggtatttatatgatccattttc(T)10107 95900446 95900552 GCTGAGAGAGAAGAGGGGCT CGATCTTCTAGCTGGTTCGG 268

Ai02B22351 Araip.B02 22351 p2 (CA)6 12 95903714 95903725 ATGCATCCTCAAAATACCGC TGGTCTATGCCTTTCCCTTG 234

Ai02B22353 Araip.B02 22353 p2 (TA)6 12 95919283 95919294 CAATTTCACATTAAAACAACAGAATG AAACAAATGCAATTCTCTCTCTCT 212

Ai02B22355 Araip.B02 22355 c (CAC)8actctgtactctctcactctcctttccctcgaccttcgattcacacactcctacacgc(CTT)8106 95921568 95921673 CTGTTCTCTCCGTCCCCTTT GCTTGAAATTTGAGGTCCCC 270

Ai02B22360 Araip.B02 22360 p3 (TCT)5 15 95939657 95939671 CTTGTTGCACGTTCTTCTTCC CTCCCTCCATGAAAACAAGC 274

Ai02B22363 Araip.B02 22363 c (A)10gagtttaaattggagacaggaattaggattactaaatttaagaa(AT)666 95944137 95944202 GCGAGACTAAGCGACATAATGA AAGGGACCCGTTAAATCCAC 210

Ai02B22368 Araip.B02 22368 p4 (AAGA)10 40 95952664 95952703 ATGGGATGAGAATGCCAGAG CTTTTACATTGACCGCGTGA 263

Ai02B22369 Araip.B02 22369 c (ACT)6ctctttgttgttggtgttgctagtgctctccattgacaacaataataacaaac(T)1182 95956738 95956819 ACCACCTCTGACAACCGAAC ACCTCCCTCCACGTTCTTCT 179

Ai02B22370 Araip.B02 22370 c (T)10c(T)10cctttttcacttttttttggggtttttttttcttgaggtgattcactccaatgctatctgaagatcatgtttttattgcgggtttgaatgc(T)12124 95957022 95957145 GAATTGCAAATGGGGTTCTG TCCGTTCTTCTTCGTCGTCT 221

Ai02B22371 Araip.B02 22371 c (T)11aatgaatttgaatgaatctaaagttctgatatgattaaattcgtgttggattaagggtttgtttgggtgaac(T)1194 95957585 95957678 AAGATGGTTGGTTCGGGTTT CCCAAACATAATTGATAGATAAAAAGA 275

Ai02B22373 Araip.B02 22373 p3 (CTT)7 21 95959981 95960001 TCAAAACTCTTCTTCTTTCTCCTCA CATCTTTCAGGTAATTTTGCAGC 224

Ai02B22374 Araip.B02 22374 c (A)10gaaaaaaatatattaaa(T)1037 95960210 95960246 TGCTGCAAAATTACCTGAAAGA TGAGGAGGAAAAAGAGGAAAA 230

Ai02B22376 Araip.B02 22376 p2 (AG)10 20 95973566 95973585 AGTACCGCAATCACCGAAAC CCGCTCTCCAAGTACCACAT 275

Ai02B22379 Araip.B02 22379 p3 (ATC)38 114 95977247 95977360 CTCCGTACGATTTTGATCCC GAAGAAGAAGATGAAAAAGATGTGAA 276

Ai02B22384 Araip.B02 22384 p2 (TA)7 14 95995349 95995362 GATGAGATGGTTGCCGAGTT TCGAACATCCAATGCAAAAA 118

Ai02B22385 Araip.B02 22385 p3 (TAT)10 30 95995680 95995709 GAGGGGAGCTATTAGCACGTT CAAAAGCATTTCTGACGCTC 266

Ai02B22386 Araip.B02 22386 c (ATAC)15(AT)15 90 95999196 95999285 GGGCTGGCATAGAATCGTAA AATGCTTTGGAATAAATTGGC 211

Ai02B22387 Araip.B02 22387 c (T)11gaaaaataccatattaaaaatcaaataggtttaacttaaccttaaaagttaatttgattatagcatttactaata(T)1096 96004037 96004132 TGAAACGTACAAACAACAAGATATGA CGTCCATTTTTCAACATGACTC 278

Ai02B22396 Araip.B02 22396 p3 (TCT)6 18 96018464 96018481 CCTTGTCAGTATCGCCAACA CACCATCTGCACCACATTTC 193

Ai02B22403 Araip.B02 22403 c (A)10cattcatttaatatg(A)1035 96035982 96036016 GACCTGTATGCAAAGTGCGA TTGTATTGCAAATGTGAATGTCTC 241

Ai02B22408 Araip.B02 22408 c (G)12tttggttcacgagtggatctgcttttg(T)1756 96046409 96046464 CAGCGAAGATGAAAACGACA CGACGCCGTTTTGTTTATTT 217

Ai02B22413 Araip.B02 22413 p3 (GAG)8 24 96052750 96052773 GAAGAAAACGACAATGGGGA TCTCTTCCATACACCTCGGC 228

Ai02B22414 Araip.B02 22414 p3 (TTA)10 30 96054007 96054036 TTTCGTCTTGGAGCTCAACC GTTACCAGTGTGTGCTGGGA 280

Ai02B22416 Araip.B02 22416 p3 (TAT)6 18 96057187 96057204 CATATCCGTGTATCCGCAAA GCCAATTTTGCTTTTTCTTCTT 258

Ai02B22418 Araip.B02 22418 c (CT)7tcaaggcaacaaccagctaccacacacctctttcagcctaatcgattggagaagctcacattatccttttcttttc(T)11101 96069227 96069327 TTCCTTCTCCCTCTTCGGAT TCGAACTCGAAACTGCAAAA 212

Ai02B22419 Araip.B02 22419 p2 (TG)7 14 96071472 96071485 CCAGTATTGAGCTTGTTCTTCCA TATGCCAAACTTGACATGGG 279

Ai02B22420 Araip.B02 22420 p3 (GAA)5 15 96079909 96079923 GTCGCTTCCCCTATTCCATC GAAGCTCCACTGGGAAAGG 269

Ai02B22421 Araip.B02 22421 c (T)11gttttttagatatatttttgttttgttatttaaattatttgaaaatataa(T)1374 96080801 96080874 ACGAACAGGAGGGAGGAACT TCAAATGGCATAATCTCCCC 229

Ai02B22429 Araip.B02 22429 p3 (CTT)5 15 96100859 96100873 AAATTTGGCAGGTGCCGT ACGGAGCAACTTCACAGAGC 280

Ai02B22436 Araip.B02 22436 p2 (CT)6 12 96111808 96111819 ATCGTTTTCCAAGCGTTGAT AAACCAGCAACCATGTCTCA 265

Ai02B22438 Araip.B02 22438 p3 (ATT)8 24 96115205 96115228 TAATTCCAGACAAACAGCGG CAACTTACACCCTCATGGGC 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B22443 Araip.B02 22443 p2 (AT)6 12 96127163 96127174 GATGATCCAAAGTTTTGCCA TTTGCATTGCATGAGATCAG 280

Ai02B22444 Araip.B02 22444 p3 (AAT)14 42 96127469 96127510 CATGCAATGCAAATCAAGGT CTGCCTGTATAAAGCGGGAT 263

Ai02B22445 Araip.B02 22445 p2 (TA)6 12 96127750 96127761 AGTTGGCTAAGACAGCCGTG CGACAAAGTGGTCCAAAACA 131

Ai02B22448 Araip.B02 22448 c (A)12tccaatattttttccgtcagccaggatatgaccagttaatatattcc(T)10gttctatattttctgtgagagaaattttttaaatttttttagtctttatcttctagtttctactaaaattcctttaatctttttttc(T)10166 96133668 96133833 TTGCCACGTGTTGACTTATCA TGTGGAAATGTAAGAAAGTAAAAGAAA 266

Ai02B22450 Araip.B02 22450 p3 (ATA)5 15 96135882 96135896 CCTTTAGCCACCAAAACCAA TCCAGTTTGATGACCGATCC 260

Ai02B22455 Araip.B02 22455 p2 (AT)6 12 96145587 96145598 TCTCTCTCCTTTAATTCTTGTCAAA CGAGCAACAGCAAAAACAGA 216

Ai02B22456 Araip.B02 22456 p3 (GGA)6 18 96148706 96148723 CTGGAAGAACTGGGTTTGGA GGCACGAAAGAAAAGAGCAG 243

Ai02B22457 Araip.B02 22457 c (T)10cattacggtattactttcatttaggttaacatacataaattttgattttgagcatataactttgtttaggttaacaaatacctacatttcaattttgag(TA)6121 96157065 96157185 GGCTCAACAAACCTAAACAAAG CTTGTCAAAATCTCTCTTATTCTTTTC 277

Ai02B22459 Araip.B02 22459 p3 (AAT)12 36 96158345 96158380 TGATATCATGGCAAAGGCAA TGTGATGGATCGAGTGGAGA 238

Ai02B22460 Araip.B02 22460 p3 (CCA)5 15 96158954 96158968 TCCAGGGCCTACTTGGTCTA AATGGTGGTCCAAGTCCAAA 170

Ai02B22465 Araip.B02 22465 c (CT)8aattttcgaaaatatcttccctctttttc(A)1358 96178158 96178215 CCTCTTATCTTTTCAAAATTTGTTTCA TCTTGCAGAAGCAATACCCA 221

Ai02B22469 Araip.B02 22469 p2 (TA)6 12 96183721 96183732 CCCAAACTCGAAAATTGGTAA CGCCTTTGGCTTTCTTTTT 280

Ai02B22471 Araip.B02 22471 c (T)10attgtctttcttcttcttttttgttata(T)1351 96194794 96194844 TTTTTAACAAGAACTTATTTGGCTG TTTTCAGTTGAAACAAAAATACAAA 277

Ai02B22475 Araip.B02 22475 p3 (TTG)5 15 96224297 96224311 TTCGTTGTTGTTGATTCTGATTCT AAAACACCATTTTTCTTCACCAA 244

Ai02B22476 Araip.B02 22476 c (T)13catttttctctttcagtaatgcgaaaattgtaaaaat(ATA)565 96226513 96226577 TCCAAACGAACCTTTATAACGAA AACGCCTGAACCAAGCTCTA 230

Ai02B22477 Araip.B02 22477 p2 (TA)7 14 96233913 96233926 CAAGAGGCAGCTACATTTGC CCTCCACCAACCTCACTTGT 161

Ai02B22479 Araip.B02 22479 c* (A)10(AT)7* 23 96237999 96238021 ATGCCTCTTGTCCCTACCCT CTGGGTTTTGCCAGTGTTTT 260

Ai02B22484 Araip.B02 22484 p2 (GA)7 14 96242393 96242406 TCCCTTTTCCGATCCTTTCT GAAGGGATTGATGTGGATGG 272

Ai02B22485 Araip.B02 22485 c (T)10attttgtgcaaaaagatttttcttcttgttatacaagacgaaattaaacactagaatttatgggatccaagtgaac(A)1096 96244797 96244892 TGTTTTGCCCTAATTCTTTGG CACAAGAATCTTTTTGTAGCCTTG 237

Ai02B22487 Araip.B02 22487 p2 (TA)7 14 96246174 96246187 GGAATTCTCAAAGTGAGCCAG AATGGTCTTCGTTGGATGAA 106

Ai02B22489 Araip.B02 22489 p3 (TTA)7 21 96261029 96261049 CACCACACCACACTTTGTGA CCTGCTTCTCCATCTTGCTC 190

Ai02B22492 Araip.B02 22492 p2 (TA)7 14 96261890 96261903 TGATGTGAGTGGTTTGGAATCT TCCTATGATTGTCTTTTGAACATACC 218

Ai02B22505 Araip.B02 22505 p2 (GA)6 12 96280053 96280064 TGCACTGATGGATGGACTTG TCCATTACGACCTCCTCGAC 139

Ai02B22512 Araip.B02 22512 p2 (CA)6 12 96313984 96313995 TTCCTTTGTGCTCCCGTAAC TGCTTGTTTGCGCATATCTC 258

Ai02B22519 Araip.B02 22519 p2 (TA)7 14 96341280 96341293 TTTTGGCATCACGGTAACAA TTGCAGTCGTGACTGTTTTTG 252

Ai02B22523 Araip.B02 22523 p2 (TA)7 14 96387159 96387172 GCATCACGGTAACCAACCTT TTGCAGTCGTGACTGTTTTTG 247

Ai02B22527 Araip.B02 22527 p2 (TG)7 14 96404688 96404701 GGATCGCTCTCTCCCTTTCT AGTGAGCCACGCTCATTCTT 129

Ai02B22528 Araip.B02 22528 p4 (AAAT)7 28 96412568 96412595 TGTCGCATAGGCTTAAGTGC TCCCCAAAGATATGCTCGTC 251

Ai02B22537 Araip.B02 22537 c (A)10gaaaa(AAAG)535 96453094 96453128 CCTAGCCGACACTCGTTTTC CAGCTTCCCTTCCTCTTCCT 164

Ai02B22538 Araip.B02 22538 p4 (AGAA)6 24 96455158 96455181 AACCCAAAATTCCCAATTCC CAGCTTCCCTTCCTCTTCCT 237

Ai02B22544 Araip.B02 22544 p4 (TTCT)6 24 96491618 96491641 CAGCTTCCCTTCCTCTTCCT AACCCAAAATTCCCAATTCC 237

Ai02B22545 Araip.B02 22545 c (TTCT)5ttttttc(T)1037 96499092 96499128 CAGCTTCCCTTCCTCTTCCT TTTCATTCAGTAAACATAACAGAAAAG 144

Ai02B22546 Araip.B02 22546 p3 (TGG)8 24 96502585 96502608 GCTGGTGGTGGTGTATGTTG AGCCCAAAGTGGGTAATTGT 255

Ai02B22549 Araip.B02 22549 p2 (AT)6 12 96520432 96520443 TTTTCTTTGTTTTGGTTCTTTCAA TAACAACGCGCCCTTAAATC 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B22556 Araip.B02 22556 p2 (CT)6 12 96537692 96537703 AGATTGGCTTGCCCTTTTCT GTTTGGTGGAGCAGCCTATC 241

Ai02B22561 Araip.B02 22561 p4 (TTTA)7 28 96552623 96552650 AGCAGGGCTTCGTTTTTCTT TTGGTGAGGACATCAAGTGG 169

Ai02B22563 Araip.B02 22563 p4 (TTTA)7 28 96557359 96557386 AGCAGGGCTTCGTTTTTCTT AATTATGCCAACGGTGTTCC 248

Ai02B22568 Araip.B02 22568 p2 (AG)6 12 96562190 96562201 ATGTTTTTGGAAAAATGCGG TTTTTATACGTCAAAAGCTCAAAAA 275

Ai02B22570 Araip.B02 22570 p2 (TA)6 12 96563025 96563036 TCCAAACTGGACCTAAATCTCTG TTCAAATTTTAAATCTACCCCTCAA 127

Ai02B22578 Araip.B02 22578 c (TTG)10ttctgatttcattatcttctgggttcttgcttttgttgttgtccttctgctgattccattatccat(TTG)15141 96598509 96598649 CGATGATGATGATTTTCTGGTG GGAGCAGAAGCAGAAGCAAC 274

Ai02B22580 Araip.B02 22580 p3 (AAG)5 15 96612945 96612959 TTGTTGGTGTTAGGCGTCAA CCTCTTCGTCTTCGTCTTGG 116

Ai02B22582 Araip.B02 22582 p3 (GTT)5 15 96620911 96620925 TGTTTAGAACACGCTTCCTCG TGAGAATGATGGTCATCGACA 150

Ai02B22597 Araip.B02 22597 c (A)11ttgtatgaacaaaaaggttttcaatggtataatagctacttaaattatcactaatatgatttgattctaacccatatatatatc(TG)7109 96653215 96653323 GCGACAAATGATTTCGGATT TGCCACTAGTTGTCTCTGAAGAA 279

Ai02B22599 Araip.B02 22599 c (AT)8agacacacacgcgtgttaagtgtccaaatcttttaagtaactaaccaaattatttaaaaataaaaatctattcgcgcactat(TA)6110 96653992 96654101 TTTTCATTCTATTTTCGTTTATGACG GGAGAGAGAAGTAGTGCACGAATAG 275

Ai02B22600 Araip.B02 22600 p4 (AAGA)11 44 96656432 96656475 TGTACGGCCTCCCATTGTAT TATCAGGGTTGGTTGGGTGT 242

Ai02B22603 Araip.B02 22603 c (T)11cc(T)11 24 96658821 96658844 TTTCTTTCTCCTTCTTCCTTCTTTC TTTCCGCATTTTTGTGTTGA 196

Ai02B22610 Araip.B02 22610 p2 (TA)9 18 96676232 96676249 CTGTGTGGTATCCGCTTCCT TTGCATTGCGAACATACTTTG 178

Ai02B22612 Araip.B02 22612 p2 (AT)6 12 96679694 96679705 AAATTGAGTAGGAATGCCCAA TCTTCTACCCATTTGTCAGCA 227

Ai02B22618 Araip.B02 22618 p2 (TG)6 12 96702910 96702921 TCGGTAGGGCAGGAGATAGA TGTTGGATTGCACATTGTCAT 188

Ai02B22628 Araip.B02 22628 p2 (GA)7 14 96745639 96745652 AGGTGAGCGACAAATCGGTA GCATCTCTTCCTCCATCGTC 241

Ai02B22629 Araip.B02 22629 c (AGA)5aa(AAG)5 32 96748523 96748554 TCCTTCTCCCTCCCTCTCAT AGTGAGTGTGGGAGGATTGC 251

Ai02B22630 Araip.B02 22630 p2 (TA)6 12 96749619 96749630 TGCAATGTTGAAGAAACCCA GCCGTTATATACATTTCCCTTCT 272

Ai02B22639 Araip.B02 22639 c (A)12tcgtcctcaaatatgcgtgtg(TA)645 96767537 96767581 GATGTTCAAAACTGGCTTGG CCAAGTGTTGGCGATTATCA 277

Ai02B22651 Araip.B02 22651 p2 (TA)7 14 96784309 96784322 TTTCACTGGTGAGCGATCTG CTCTTCTCCCCAAGTTCACG 269

Ai02B22660 Araip.B02 22660 p2 (TA)6 12 96810898 96810909 CACCGAAGAGGAGGAATGAA AATTTTTGGGCGGACTTTCT 162

Ai02B22663 Araip.B02 22663 p2 (TA)6 12 96812542 96812553 AAAAACCACGGCAGTTGAAG ACCACCATGATCATCAAGCA 196

Ai02B22668 Araip.B02 22668 p4 (TAAA)5 20 96817252 96817271 TTACCAATGTGGGAATTGGA TTGGGGTAATTTTGTCCCCT 102

Ai02B22674 Araip.B02 22674 p3 (TTG)6 18 96821847 96821864 CAATGCCATGAAAATGTTGC ATGTCCCATTTGTTTGGGAA 188

Ai02B22678 Araip.B02 22678 c (GT)7atatgtgtaatgtaaggtcattgcatggcacctggacttgcccattacacgtaggcc(AT)785 96824269 96824353 TGGCATAGATTTTAGTGGGTTG AAAATTTTATGGCAATCATCATAACT 152

Ai02B22681 Araip.B02 22681 c (AAT)17(ATT)17102 96841409 96841510 ATTCCCAACGTTTCTCTCCA CACAGGAGCAAAAATGTCCA 190

Ai02B22692 Araip.B02 22692 c (T)11g(T)11 23 96871159 96871181 TGAACTAAGTTTCCCAATGTTGC TCTTAGTCATCGTACCTGGACA 273

Ai02B22694 Araip.B02 22694 p4 (CATA)9 36 96879705 96879740 TTCACCCTCACCGGTACAAT TTGGACATTCAAATTATGTAAGTTTTT 263

Ai02B22695 Araip.B02 22695 p2 (CT)10 20 96880665 96880684 CCACCCAATCGCTACTTGTT TCCTTGACGGATTCAAAAGG 228

Ai02B22697 Araip.B02 22697 c (TA)10(T)10 30 96889685 96889714 GCATTCCTCCTCCTTCTCCT TGCTTCTTCTTCTTCGTCTTCTT 250

Ai02B22699 Araip.B02 22699 p3 (AGA)5 15 96890092 96890106 TGCAGGTTCATCTTCTTCCA TGTGTATTTGTAGCAAATTTCGG 211

Ai02B22701 Araip.B02 22701 p2 (TC)12 24 96891269 96891292 TGATTGGAGTGTTGAGAAGCA ATGTGGTGTGTTTTGGATGC 191

Ai02B22705 Araip.B02 22705 p3 (TCC)7 21 96897343 96897363 ATGCCAAGAAAAGATCTCGG CCATGATAGGATGGGAGGAA 111

Ai02B22710 Araip.B02 22710 p2 (AG)8 16 96922761 96922776 GGCCTGCAACACTTAACCAA TCATAAAATGGGCGACTCAA 271
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Ai02B22713 Araip.B02 22713 p2 (TA)8 16 96937141 96937156 GGAGCTTTAGAATTGGCCCT TTCACCCTTCTCCCTCCTTT 234

Ai02B22715 Araip.B02 22715 p3 (TTA)5 15 96943384 96943398 TTTTTGATTCTGTTTATTTTATCTCCA ACTGGCCCCCTAGACTTTTC 279

Ai02B22717 Araip.B02 22717 p2 (AT)6 12 96948131 96948142 TGTTGAGAATTCGAATAGCGTCT TGCTGGTCTCCTAGACTTTTCC 279

Ai02B22721 Araip.B02 22721 p3 (AGA)5 15 96957230 96957244 TACATGAAGAGGATGGTGCG TCCAACGACTGAGAAAACCC 103

Ai02B22737 Araip.B02 22737 p3 (CTT)5 15 96982989 96983003 GCTACTCGCCGTTCTATTCG TTAGGGTTTTGATTCGGTGC 131

Ai02B22742 Araip.B02 22742 c (AAT)13atatttgtatttttttaattgataacataaacatgtgtttttaggagatatgttagctaaatcccaatg(ATA)6126 96989358 96989483 ACCTTTCCATGCAACTGGAG TATGAATGAACCACATGGCA 269

Ai02B22746 Araip.B02 22746 p2 (AT)7 14 96995402 96995415 GCCCTTTACTTCTCTATCGTCA TCAATTAAACTGTGTGTTATTTTGTCA 219

Ai02B22747 Araip.B02 22747 p4 (ATTT)5 20 96996673 96996692 CATGGGAAAATAAAATGGGG GAGAAACCCAAAATGTCCCA 245

Ai02B22749 Araip.B02 22749 p4 (AAAT)5 20 96999400 96999419 GGACACAAGGACCCACTCAC ACGTTTTCCAACCGAGTACG 146

Ai02B22750 Araip.B02 22750 p2 (AT)8 16 96999532 96999547 ACGTACTCGGTTGGAAAACG CAAATTGGTGATTCCTAATTGAA 230

Ai02B22752 Araip.B02 22752 p3 (GAT)5 15 97000418 97000432 AAAACAAGAAGAAATTTGGGAAGA TCCTCATCTTTTGCTGCTTC 115

Ai02B22754 Araip.B02 22754 p2 (TA)8 16 97003477 97003492 AGCCAAACCAAAACAAATGC TCGTCGTAAGATGTGATCGG 250

Ai02B22759 Araip.B02 22759 p3 (CTT)5 15 97020723 97020737 GCACTTGTTTCTAGAGCGACG ATGATTCCCCTTCCGAGACT 208

Ai02B22766 Araip.B02 22766 p2 (CT)7 14 97037270 97037283 TTTCTTTTGACCCCATGCTC CATTCATGGTCCCAGCTTCT 167

Ai02B22771 Araip.B02 22771 p3 (AAG)5 15 97040371 97040385 TTGTTTGCACGGAACACAGT TCCTCAATCCTCCCATTTTG 227

Ai02B22772 Araip.B02 22772 p3 (TCT)5 15 97040798 97040812 ACTGCACGTTTTCACTGCAC CCTCCTCATCTTCTGCTGCT 223

Ai02B22773 Araip.B02 22773 p2 (GC)7 14 97041363 97041376 AGTAGCGCGCTTTGGAAATA GTATCCCTCCTTCCGCTCTT 227

Ai02B22776 Araip.B02 22776 p3 (CAT)5 15 97051305 97051319 TGGGAGAGAACCATGAGAGG TGTGGCAATGGAGATGGTTA 253

Ai02B22778 Araip.B02 22778 p2 (TA)7 14 97054148 97054161 TCCTTTGCCCAAAACATCTC GAAGTGTAACTCTTGGCACGC 229

Ai02B22780 Araip.B02 22780 p2 (AG)11 22 97055857 97055878 AGCTCTGCAGCATCTCAATG GTCACGGATCATCACCTCCT 119

Ai02B22785 Araip.B02 22785 p2 (AG)7 14 97076349 97076362 CGTACCAGAAATTGTTGGGG GGAACATTGAACTTGGAACTTG 260

Ai02B22788 Araip.B02 22788 p6 (GAAGGT)5 30 97088188 97088217 AGTGTTCTGGTGGAACACCC TCACCTTCACCTCCATCCTC 245

Ai02B22791 Araip.B02 22791 c (TAA)5(TAT)17 66 97089738 97089803 ACTTAAAACGGTTGCGTTGG GCATCAACACTTACTTTTTGTCTCTC 269

Ai02B22805 Araip.B02 22805 c (CCT)5catttgatttcttcttttcattcttttttctccttctctttttc(CAT)574 97124651 97124724 GCCGCTTCTTCTTTTCCTTC GAAGACGATGATGACGACGA 189

Ai02B22811 Araip.B02 22811 c (T)10caccccttttaagacatgttaattcattttctcattgtactgttttcttggggtttgaaaaggatatgattatttg(T)16102 97144798 97144899 TTTCCCTCTGAAGTTTCACTGAT TTCTCCACAAGCTTTGATTTGA 277

Ai02B22815 Araip.B02 22815 p3 (GAG)6 18 97159601 97159618 ACCTCACCAGAAGAGCCAGA GAGATGGCGAAGAAGAATGC 251

Ai02B22817 Araip.B02 22817 p2 (AG)6 12 97162572 97162583 GCGGGTTTATGACAGAATGG GCGGCTAACTTTTCCAAGTG 280

Ai02B22819 Araip.B02 22819 p2 (AG)15 30 97171168 97171197 TTGGACTAAGGAATGGACGG TTGGGATGGTGCTACAGCTA 247

Ai02B22823 Araip.B02 22823 p3 (TTA)13 39 97176968 97177006 GAAAATGAGTGACAAACAAACCA ATCTGAACCCCCAATTCCTC 249

Ai02B22829 Araip.B02 22829 p2 (AT)6 12 97188071 97188082 TTGCAATCCAATATCTCGCT GGAATGCATACCCAATAATGC 270

Ai02B22831 Araip.B02 22831 p2 (TA)7 14 97188471 97188484 GCAGGTATTCCAATGAAGACG TTTAGCCACGATTTTTCCGT 277

Ai02B22832 Araip.B02 22832 p2 (AT)6 12 97196339 97196350 CCGATGCCTGCTACAAAGAT TGAACCCATGACAAAATTGC 210

Ai02B22833 Araip.B02 22833 p3 (CTT)7 21 97202166 97202186 ACCTTGCACCACTTCAGGTC CAAACTTGAGGCTTGCCATT 137

Ai02B22843 Araip.B02 22843 p4 (TTTA)5 20 97225928 97225947 TCACCAACCCCCTTAGACTG CATGGTGGTTTTACTCTTGTTGA 257
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Ai02B22847 Araip.B02 22847 p3 (TTC)5 15 97231664 97231678 AAGTGATGAAAATCGGACGG TAAACATGAAAGCTGCTGCC 202

Ai02B22848 Araip.B02 22848 c (T)18gagctacaggtatttactcaaaatatttacttaaatagatacc(A)1374 97235285 97235358 ATGCACCAAAGCTACCCTCA CCAAACTTCAGGGACAAAAA 275

Ai02B22850 Araip.B02 22850 p3 (AGA)5 15 97238688 97238702 GTTGACGTTGATAGTGGCGA TCCTTTATCCCTCCCTCACC 192

Ai02B22856 Araip.B02 22856 p3 (TTA)5 15 97268626 97268640 AAAACGCAGATCAAGCTGGTA TGGCCAGAATGAATAGGGAC 103

Ai02B22858 Araip.B02 22858 p2 (AT)8 16 97275199 97275214 GGCACATTTTGGCCTTAAAA GGAGGGAAAGATTTGATTCCA 145

Ai02B22863 Araip.B02 22863 p2 (AT)12 24 97293510 97293533 CCCAATTTTTGTCAAGATCCA AAAATTGGTGCAGAGACCCA 210

Ai02B22864 Araip.B02 22864 p3 (AAT)6 18 97305047 97305064 TTTGAAACGCATGTGAAGGA GTGGAAAAAGAGGTGGCAAA 185

Ai02B22870 Araip.B02 22870 p3 (TTA)9 27 97329735 97329761 TCTTGATCATCCTCAATGGG CAAAGCAAAAAGTTGTCGCA 217

Ai02B22873 Araip.B02 22873 p3 (ATT)15 45 97333477 97333521 CACCAATTTCATTTAAGTTCGAGA GCAACTGCTCCGACTACACA 162

Ai02B22877 Araip.B02 22877 p3 (GAA)5 15 97342217 97342231 CGGAGAGGAAGAAGCATGAC ACTTGGCTTTTCAACATGGC 182

Ai02B22885 Araip.B02 22885 p3 (ATA)16 48 97375012 97375059 CGATTGGCCTTAGCACTTTC CAGGAACACTTGCTGGATGA 275

Ai02B22886 Araip.B02 22886 p2 (TA)6 12 97387466 97387477 GCATGAAACAGCCAGCATAG TGAGTCAAGAAAGAAACCAACAA 223

Ai02B22890 Araip.B02 22890 c (T)10cttttttattttccattgatccttcataaaaacaaatatcgaattcatggatttaacattacataactaactactatttattttatcaggatgat(A)10115 97403219 97403333 TGAAGCCTTAACCAGGAGGA AAGCAAAAATGGTCGGAATTT 252

Ai02B22893 Araip.B02 22893 p2 (TA)7 14 97406662 97406675 TCAGATATTCACATTTGGCATGT GGAAATTTTTCCAACCCACA 270

Ai02B22899 Araip.B02 22899 c (TA)7ctctggtcgacctttgcttcgcaggtcgagtctagagcttgattatatttaccggttggaatcctata(TG)17116 97452878 97452993 GGTTGACTTGAAGAAACAGGATG AGCGAAGGTACAACGCTCAT 230

Ai02B22900 Araip.B02 22900 p2 (AT)11 22 97454348 97454369 CCAAGCATGCATATAACCCA AGAACGATGTTCTCATCCCCT 277

Ai02B22901 Araip.B02 22901 p2 (TC)25 50 97456981 97457030 CGCCTCCTTCTTTTTCGTC GAAGGAGAGGGGAGTTCGTC 260

Ai02B22904 Araip.B02 22904 p2 (TA)10 20 97463880 97463899 AAAATTGTGCCAGCTGTCCT TCTTTAAATCCGCCACTTCG 280

Ai02B22908 Araip.B02 22908 p2 (TG)6 12 97467396 97467407 ACCTTGGTAACCCTGGCTCT TTTTTCTCTTTTTCCAAAAGCAT 247

Ai02B22909 Araip.B02 22909 p2 (GA)6 12 97474663 97474674 AGGGAATGGGCTTTGAAGTT TGTCATCGCTATCCAATCCA 235

Ai02B22913 Araip.B02 22913 p3 (TTG)5 15 97484731 97484745 TGCTGTAGCTGTTGGGATTG TGGCCTTTATGGCACAGAGT 170

Ai02B22915 Araip.B02 22915 p2 (AT)6 12 97487917 97487928 CCATAGTAACCGCCGCTAAA TGGGGAGTGGAGCAAAATAG 275

Ai02B22917 Araip.B02 22917 c (AGA)5aaatgaagacgattatgtgacaagggaatcataaagtactaacactacctcaaaaataaagactatatac(AT)697 97499207 97499303 TGATTAGACGTTTTTGGGCA TGAGACGAATTTAACAATTCACG 233

Ai02B22919 Araip.B02 22919 p2 (AT)40 80 97502421 97502500 CAGGATCGGATGAAGAATGTC CATTTTGTAAGTGGGATATGATTTG 280

Ai02B22924 Araip.B02 22924 p2 (AT)9 18 97516359 97516376 TGGCTATGTTTAATTTAGTGTGAGATG TGTAGCCTTATGTTCCTCATTTTT 268

Ai02B22929 Araip.B02 22929 p2 (TC)8 16 97523774 97523789 TCTGCATCTCCTCCAATTCC CAACCGCAAATTTGAAATCC 201

Ai02B22933 Araip.B02 22933 p2 (AT)6 12 97535140 97535151 CATTCAATCATGCACTCCGT TGTGTGAATTGAAGATGTGCG 165

Ai02B22935 Araip.B02 22935 p2 (TC)7 14 97546746 97546759 TTATGAAGAATGCGCAACCC AGATGATTCGCCTCCCTTTT 266

Ai02B22941 Araip.B02 22941 p2 (TC)6 12 97566345 97566356 GCTGGAAGAAGCAAAAATGG TTGGCCGTTCACCCTTAATA 278

Ai02B22943 Araip.B02 22943 p2 (TA)22 44 97567327 97567370 CCCCATTCTCTTAGCCACTG GCGATGACAGTTCTGCGATA 268

Ai02B22949 Araip.B02 22949 p3 (ATA)8 24 97579110 97579133 GATGCTATCAACCAGCACGA TGCAGGTTCCTTCATTTTTC 113

Ai02B22951 Araip.B02 22951 p3 (AGA)5 15 97582792 97582806 CAGAGAAGGCAGGAGACAGG AGCCAACATCGATCATCTCC 161

Ai02B22952 Araip.B02 22952 c* (TACA)5(AT)9* 37 97583129 97583165 TTTTGTTAATTTGCGGCCAT GTGTAAGCAGTGAAAGGGGG 275

Ai02B22957 Araip.B02 22957 c (A)10ttagttgatcctaccaatatttttttatctatttttttttctctcatttctcttctcaatcaaat(A)1085 97606992 97607076 TGTGTTTGGATAAAAGAAAAATAAGAA GAGAGAAAAAGAAATAGAAAGGAAAA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B22959 Araip.B02 22959 p2 (AT)6 12 97611240 97611251 CCCCATCCAGATCGGTAATA CAATTGAAGCCTTGAACCTGA 276

Ai02B22961 Araip.B02 22961 c (CT)6gatctcgaacactagagctta(CT)951 97615409 97615459 ATCTCGAAAGCTATGGCGTG ATCACCATCAAGCTCGCTCT 116

Ai02B22962 Araip.B02 22962 p2 (TC)6 12 97617350 97617361 GCTGGAAGAAGCAAAAATGG TTGGCCGTTCACCCTTAATA 278

Ai02B22963 Araip.B02 22963 c (T)10atataaaatgactacaatatcgttattatacaaaatgactaaaatatccctat(TA)1287 97618268 97618354 GGCTAAGATTCAACCCCACA CAGTGAGAATGGACGAGGGT 248

Ai02B22966 Araip.B02 22966 p2 (TA)7 14 97627508 97627521 TTCAACCAATCAAATTGCCA GGAGAACGACGACACAGAGA 246

Ai02B22970 Araip.B02 22970 p2 (TA)6 12 97640472 97640483 CTGATCGATGAGGTGCTCAA TGTTCCATTTTGGTTTTCGTG 228

Ai02B22973 Araip.B02 22973 c (A)14tttttaagttatcttaaaaaaaga(T)1149 97643854 97643902 GAGAGATAGGATTTGTTTGGCTG TCAAAGAGAATTTGTGAAACGAA 232

Ai02B22979 Araip.B02 22979 p2 (AC)6 12 97659728 97659739 CATGCAACAGAAACCCTCAA TATGCACGTTTTTGCAATCG 267

Ai02B22982 Araip.B02 22982 c (A)11ggcacagtaatactatagactaatactaaaatttaactacattaaaagatgggtgtggcttaccttaatta(T)1092 97662434 97662525 TCAAAAACATTTTATATGTGCAGAA TTTGGACTTGATTGGAACTGC 279

Ai02B22985 Araip.B02 22985 p5 (AACCA)5 25 97686035 97686059 GCTCCAACACTAACCCCAGA TCGAAAAACTGAACCGAACC 253

Ai02B22990 Araip.B02 22990 p2 (GA)7 14 97694770 97694783 TGATTCAAATTCATAATCGAACAA GCACGGTTAAAGAGAGATGAATG 266

Ai02B22993 Araip.B02 22993 c (TTC)5tacaagaaagaaaaaaaaggaacatctcttttatttaatttcttccttctttctctcaatggctta(TTC)596 97702623 97702718 TTCAAGCTTTACACCAATCCC GTCCTTGCCATGCTTCTCTC 247

Ai02B22994 Araip.B02 22994 p4 (ATTA)7 28 97703684 97703711 CTTTTCCTGCTTCCCAATCA ACATGCAATTTGAACCCCAT 194

Ai02B22995 Araip.B02 22995 p2 (AG)7 14 97704133 97704146 GGCTACACTCAAATTGCACG GCCCTTAAATCTCAATCCCC 221

Ai02B22998 Araip.B02 22998 p2 (AT)7 14 97705491 97705504 AACGCAGCCGATAATACAGG CGAACAAGATGGTTATGGGG 274

Ai02B23003 Araip.B02 23003 p3 (AAG)52 156 97717005 97717160 TCGTCCTCAGCACTTTCGTA ACTTGTGCCTGCGACAAAAT 204

Ai02B23007 Araip.B02 23007 p2 (TA)6 12 97752881 97752892 TTTTGAAAGAGGGATAAGAGTCG TCGGTTGCACCACTTTGATA 259

Ai02B23011 Araip.B02 23011 p2 (AT)10 20 97757131 97757150 TGATCCATTTTAGCCATTACGA TTGAGTGTGCCTTAATATGAGGT 107

Ai02B23015 Araip.B02 23015 c (TA)7ttctccatcttgtattttatgcttgtcactcttagaagttgacttggagaaacaggttgtcaggttttcgagtctgggatattttgtgt(TA)8119 97780160 97780278 GTGGAAGCGAAGAACTCTGG GAATTGCGAAGCAAAGGATG 194

Ai02B23017 Araip.B02 23017 p2 (CT)9 18 97784143 97784160 AGGGGTATAGGCTGTGGCTT TGGAGTCTTCCAAAAATTTCGT 196

Ai02B23018 Araip.B02 23018 p4 (TTAT)5 20 97789156 97789175 AAGCGTTGCACATGCATAAA GCACGGCGACAAAATAAAAT 271

Ai02B23019 Araip.B02 23019 c (AT)8ctgtattataataaatatatattgagacttatt(A)1160 97793420 97793479 TGTCTTAGGCTCTGATCCACTG CCTCCTTCACTTCCCTCCTC 205

Ai02B23020 Araip.B02 23020 p2 (AT)8 16 97794169 97794184 CATTGAAAATGCAACATGGC GCAAATGCTTGTTCTCCTCC 264

Ai02B23021 Araip.B02 23021 p2 (TA)6 12 97796238 97796249 TCACCAACATTTGAAAGCCA GCAAAATTCGTTCCAAGAAGG 238

Ai02B23022 Araip.B02 23022 p2 (AT)6 12 97797893 97797904 GAAAATAATAATTTGTTGATGATGACA TTGGGCTTGCAACAAAAATA 252

Ai02B23026 Araip.B02 23026 p4 (ATTA)6 24 97824248 97824271 GCGAAATATTCGTGCTTGAGA ACCACATCCATAGCCTTTGC 208

Ai02B23029 Araip.B02 23029 p3 (AGA)5 15 97827653 97827667 CTGACCTTCCTTCTCATGCC GGCACCCTCTCACTGTTTTG 125

Ai02B23030 Araip.B02 23030 p2 (AG)14 28 97827885 97827912 CAAAACAGTGAGAGGGTGCC TCGTGCCCTAAATTCAAACC 219

Ai02B23032 Araip.B02 23032 p2 (CT)6 12 97832056 97832067 ATCCTTCTTGGGGAGCAAGT TTGAACCGAGCCAACTTCTT 168

Ai02B23036 Araip.B02 23036 p4 (AATT)5 20 97842562 97842581 TGGATACGCTAACACGTAATGG ATTACATGCACCACCTGCAC 243

Ai02B23039 Araip.B02 23039 p3 (ATT)7 21 97849121 97849141 CCTGCCAAACAATTCAATCA TCTATGACTCTGGCCCGTTT 252

Ai02B23040 Araip.B02 23040 c (A)10ttatcatggattccagtatcgaattacttagggaatta(T)1058 97857945 97858002 TGCGAAACCAATCAACTTGT CATCCCTCTTTCTCCATTCA 280

Ai02B23042 Araip.B02 23042 p2 (TG)6 12 97858900 97858911 GAACAGATGGTAAGTGCCCA CATATCCACAAGCACCACCT 280

Ai02B23043 Araip.B02 23043 p2 (AT)10 20 97859081 97859100 ATTTTCAACAATGGCGAAGG TCAAACCAAATTATGAGATTTTGAA 140
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Ai02B23049 Araip.B02 23049 p3 (CAA)6 18 97919968 97919985 ATTAGTCACCAGCACCCCAC GGTGAAGAAGTGCCACCAAT 209

Ai02B23053 Araip.B02 23053 p2 (AT)12 24 97926551 97926574 AAATCGCAAAACAAAAAGCG TCCTGGGTAAGAGCCGTAGA 275

Ai02B23057 Araip.B02 23057 p2 (TA)6 12 97939899 97939910 CAGTTGCAAAACCAAAACCA CAACCAGAATTGCACAAACAA 255

Ai02B23061 Araip.B02 23061 p2 (AT)6 12 97942439 97942450 AACTCATTAAAATGCCGTGCTT ATCCAACCAAAACCAAACCA 150

Ai02B23070 Araip.B02 23070 p2 (TA)6 12 97966727 97966738 CTTGGGGGTGAATTAGCAGA CGGTGAGTTTCTGCTGTGAA 154

Ai02B23071 Araip.B02 23071 p3 (TTG)5 15 97971846 97971860 AACCCTAAACCCTGAAACCC CTGTGTTCGGTTCATTCTGC 280

Ai02B23072 Araip.B02 23072 c (T)15ggtcataaagcataagggattgaatgcgttgtttgtcttccatattggactgatagaac(T)1286 97973818 97973903 TCTTTCAAGGTGTAACTCAATTCC GGTTCTGCCAACCCAATATG 261

Ai02B23079 Araip.B02 23079 c (T)10cttgacttggacaagcaagctgcacgccactggtttaagctgaaaaaagttgtgaatttcttaaaataccctttcca(T)10g(A)10108 97981762 97981869 TTTTATTAAGGCTTTGTCGTTACA TCAAAATCTCGATCTTCTTCAGG 252

Ai02B23080 Araip.B02 23080 p4 (TTTA)6 24 97982256 97982279 ATCAATTTCATGGTGGCGTT GAGAGGCGTTCGTTTTGTTC 244

Ai02B23082 Araip.B02 23082 p2 (AT)9 18 97986024 97986041 CACACTCCTTGTCCTCCTAACA TGTCAAAATTCAACATGAGAAATG 255

Ai02B23083 Araip.B02 23083 p3 (CAC)11 33 97995557 97995589 CCCACGAAAGTTTTTAACGC AAAGGTGAGGTTGACGGTTG 260

Ai02B23084 Araip.B02 23084 p2 (AT)10 20 98004447 98004466 GCAAGCTTTTTACAGTGCCC TGCCAATTGAAGGTTCTGAG 189

Ai02B23085 Araip.B02 23085 c (AAG)15gaatgatggagatgtg(AGA)679 98005286 98005364 AGAGCGGGATTCAGATTTCA GTGCCTCGCCATTCTATCTC 267

Ai02B23089 Araip.B02 23089 p3 (GAA)6 18 98023663 98023680 TTTTCCAAACACAACGTGGA ATGACACAAGTTGGCCCTTC 268

Ai02B23090 Araip.B02 23090 p2 (TA)8 16 98025483 98025498 TGTAGAGGTAGGGGTGGCAG AGGGACTGAACACCAACGAC 280

Ai02B23091 Araip.B02 23091 c (CT)7a(TC)18 51 98025877 98025927 TCGTCCTCGAGCAATAGAAGA CAATCACCTCCCTCACCACT 267

Ai02B23096 Araip.B02 23096 p3 (GTC)5 15 98034948 98034962 GGGTACCCGATGAAACAGAA CGGAACCAACCCGTAGACT 257

Ai02B23097 Araip.B02 23097 p2 (CT)14 28 98035111 98035138 AAGCTAGTCGTCGTCGTCGT GAAAAAGCAGTGGAGGGATG 247

Ai02B23098 Araip.B02 23098 p2 (CT)15 30 98035607 98035636 CCGCTCACTCTTATTCGCTT GAAAAAGCAGTGGAGGGATG 127

Ai02B23100 Araip.B02 23100 c (GTT)5accatctcaagtgctgtttggt(TTA)6(TTG)22121 98042674 98042794 GCTCACAGCATCTTCAGCAG CCAATCAACCACAGCAACAG 278

Ai02B23101 Araip.B02 23101 c (CTTTTT)5ctctttttttggccttttttttc(T)1164 98044533 98044596 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 214

Ai02B23103 Araip.B02 23103 p4 (AAAT)5 20 98052953 98052972 TAGATGCTTCTTTTGGGCGT AGCTCAGCAAGGTCCAGCTA 265

Ai02B23104 Araip.B02 23104 c (GTT)5accatctcaagtgctgtttggtttattattatta(TTG)11tta(TTG)5100 98062771 98062870 GGGATCTTCGTCATCATCGT CTGTCACTGCAGCCATCACT 194

Ai02B23105 Araip.B02 23105 p3 (GAT)6 18 98064070 98064087 TTGTAGAGGGTTTCGAGCGT TTTTCACCTTCCTCCTCTGC 145

Ai02B23111 Araip.B02 23111 c (CG)6cacagcgtgctagcgcgccgatgcc(T)1552 98075914 98075965 GCGCACAACTCTCTGGTTTT ATAGGGAGCTCTTGGGCATT 137

Ai02B23113 Araip.B02 23113 c (A)10caacaacatgcagaagcaatccagaaacaacaac(A)10taagaacataaattattcttcaaatc(CAA)13119 98083639 98083757 TTCAGCAGCCTGCATAGTTG TGTTTTTGGATTGCTGTTGC 253

Ai02B23114 Araip.B02 23114 p2 (TC)7 14 98084357 98084370 ACCGCAACGAAGAAGTGAGT TTTGGAATCTGAGCAATGGA 236

Ai02B23115 Araip.B02 23115 p4 (TAAA)5 20 98086390 98086409 AATTTCCAAGGAATGTGGCT CACTGAAACTATGCAAATTTATGCT 198

Ai02B23117 Araip.B02 23117 c (A)11tttttcaaaaatctttcaaaaaatttctcctttgttttc(A)1262 98088314 98088375 TCGAGTTTGGACAACTGACG CATGACACGCCTGACATACC 264

Ai02B23118 Araip.B02 23118 p2 (CT)7 14 98089617 98089630 TTTCTTATCTTTTTCAAAGCCACC GGAGAAGGAAAGAGAGAGAGGG 227

Ai02B23124 Araip.B02 23124 p3 (AAT)26 78 98100875 98100952 AAAGCACCTCCTAGCAGCAA CGTTACGGAGCAGGTCTTGT 229

Ai02B23125 Araip.B02 23125 p3 (TTC)6 18 98101724 98101741 TCTCCTCTGTTCGCGTTTTT TTCAGAAGTGCAAATCGAAGAA 116

Ai02B23128 Araip.B02 23128 p3 (TCT)6 18 98109157 98109174 GAGTGCAAAACGACAATCCA GCCGTTCGTTATAGGCAGAA 206

Ai02B23131 Araip.B02 23131 p3 (TTA)7 21 98115557 98115577 GCAACAAGTGAGAAGAGCACC GCAGCAAGTGGGGTAGTTGT 210
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Ai02B23133 Araip.B02 23133 p3 (TGA)6 18 98135393 98135410 TAGTCATCGAAGATTGGGGC TCCCTCAAGTTTTTGATTTGC 259

Ai02B23134 Araip.B02 23134 c (CAG)5(CAA)5 30 98135923 98135952 TCTTCCTTTTGCGACGACTT GGTTGGAATTGAAGGTGAGC 231

Ai02B23135 Araip.B02 23135 p3 (CAC)7 21 98139907 98139927 CCCTATAAAGCCGGACCAAT CGAGTTTAAACGCTTCCGAG 235

Ai02B23137 Araip.B02 23137 p3 (AAG)5 15 98142546 98142560 AAAACACCGACGTATCCCAT GTTAACGGATCGGATCTTGC 269

Ai02B23139 Araip.B02 23139 p2 (CT)6 12 98147090 98147101 ACTGTGTTTCGCCCTCAAAC AAATGAAGAGGGAGGAGGGA 264

Ai02B23140 Araip.B02 23140 p2 (AC)7 14 98147250 98147263 CACCACTCACTCAGCCATTG GCACCCTTTATGATGCTGGT 256

Ai02B23141 Araip.B02 23141 p2 (CT)15 30 98147567 98147596 CATTCGCCCTTTAACCGTAA AGCTCAAGCTTCTGTCCTCG 151

Ai02B23143 Araip.B02 23143 p3 (ATG)8 24 98166570 98166593 AACACGGCTTCTTTAATGCTG CAATTCAACTAGTTCGGCCC 250

Ai02B23145 Araip.B02 23145 p3 (AGG)6 18 98169607 98169624 CACATTTGTTTTGCGGCTTA TCGGTGCTATCTTGTGATCTTT 209

Ai02B23148 Araip.B02 23148 p2 (TG)18 36 98172705 98172740 TTTAAAGCGTGCCCATATCC ATGGCGATGACAGAAGAGGT 280

Ai02B23150 Araip.B02 23150 p3 (GCA)5 15 98183763 98183777 CCCCTACCTCAGTTAGTCGAAA TGCAAATTGTTCACTGGCAT 124

Ai02B23151 Araip.B02 23151 p4 (TTTC)9 36 98184375 98184410 TTTCCCCCTTTCTCCTCTTC TTGTCATTCACCACTGCCAT 138

Ai02B23152 Araip.B02 23152 p2 (CT)7 14 98189420 98189433 CCACCTAACTACTTTTTCACTTCTCA TCGAACACAAAGAGAGAAAGGAT 279

Ai02B23154 Araip.B02 23154 p2 (GT)6 12 98211687 98211698 GCAAAAGTGGGAATTATGGG GGGCTAAGGTAAGGGTGAGG 142

Ai02B23155 Araip.B02 23155 p4 (ATAA)6 24 98217759 98217782 GTGGGAACTTGGGTTAATGG TGACATCGGGGTAATTTTGTC 276

Ai02B23156 Araip.B02 23156 p2 (GT)6 12 98217927 98217938 TCAATGCATATGGGGTGAAA GGGCTAAGGTAAGGGTGAGG 198

Ai02B23157 Araip.B02 23157 p3 (CCG)5 15 98224741 98224755 TGGTGGATATTGTTGCTCCA CTTACGGAGTTCCGACAAGC 222

Ai02B23158 Araip.B02 23158 c (GA)17gg(GA)7 50 98228355 98228404 GCTGACAAGAAGAGTTCGGC TGTGGAAAATCATCTGGCAA 275

Ai02B23159 Araip.B02 23159 p4 (ATTT)5 20 98231319 98231338 AACAACAGACGGACTCACCC TGAACGTATGAATGTTATGTGTATGAA 190

Ai02B23173 Araip.B02 23173 p3 (TCA)6 18 98303686 98303703 AACCCAATTGGCAGAGCATA GGCAAGTTCAAGAATTGGGA 184

Ai02B23176 Araip.B02 23176 p2 (TA)9 18 98306502 98306519 CATACATAAATTTTGATTTTGAGCA TTTCTTACATTATTACATTTTGCTGGA 116

Ai02B23177 Araip.B02 23177 p2 (GT)6 12 98308690 98308701 GGCTGGGTGTAGTGTGTGTG TTAGTCCAACCGGTCAAAGAA 261

Ai02B23178 Araip.B02 23178 c (AT)12ggtaactactaactaccattaatnnnnnnnnnnnnnnnn(TAA)14105 98309901 98310005 TTTTCTCTGCAAATTTAGGCAT GCATTGTGTACGGCGAGTATT 238

Ai02B23180 Araip.B02 23180 p3 (TTA)5 15 98313803 98313817 GACAATGAGCATTGGTTCCC AAACAATCAGAATTAATGTTTTTCAG 243

Ai02B23182 Araip.B02 23182 p3 (CTC)5 15 98318028 98318042 CGAGGAGGAATTCGAATGAG GGCTGAGAAGGAGCAGAAGA 163

Ai02B23183 Araip.B02 23183 p2 (CT)6 12 98320690 98320701 TTTCTTAACTTTTTCAAAACCACC AGTGGAAGAAAAGAGGGGGA 277

Ai02B23184 Araip.B02 23184 p3 (TAT)5 15 98320973 98320987 CCCCCTCTTTTCTTCCACTC GAGGTAGGTGGGGATCCTGT 233

Ai02B23185 Araip.B02 23185 p3 (TTC)5 15 98321472 98321486 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai02B23187 Araip.B02 23187 p2 (AG)8 16 98329400 98329415 GGACGATACTGAGCGACGTA CCACCACGCGAAAAATAGAT 264

Ai02B23193 Araip.B02 23193 c (T)10cgttttcttctctcctcgcgcttctttttcttctttttctttcaaattcacgcata(CTT)581 98347815 98347895 TCCACATCCAAGTAATTTTAGCA GAAGAAGACGTAGCATCAGGG 162

Ai02B23195 Araip.B02 23195 p3 (ATT)6 18 98358951 98358968 AACACGCTTCACCAACTTCA TTGGCCATCACTTGATGAAA 211

Ai02B23197 Araip.B02 23197 c (A)11tccaggtgacagattcaaggaagacaaaaagtaaacaaattagaaacattataatatatagtgatcctaataccc(A)1298 98361796 98361893 TACTCCATTGCCTCCAATCC ACGTTTCTAGGGTTGACGGA 276

Ai02B23198 Araip.B02 23198 p3 (TAA)9 27 98368717 98368743 AGTTTCAGGTAACCCCGGAA GCAGACATTTTAATCCCCAAA 248

Ai02B23199 Araip.B02 23199 p3 (TTA)5 15 98369640 98369654 GAAAAGGCAAGAGCCAAAGA CCACGTTTTGAAGCGATGTT 196
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Ai02B23200 Araip.B02 23200 c (A)11ttggaatctgaagtaactagttattataatccatttacttcaatgataaattgataa(T)1078 98370474 98370551 TGTGCCGAGGATGTTGTTTA TGTTCATCTTGGAGCCTTGA 251

Ai02B23201 Araip.B02 23201 c (A)10ttacaaaacgataaggataatatacaaggtctaaggaagattaataaaactaaagtcttattttaagattata(T)1093 98370938 98371030 AAATATTTCATTGGCTCCCTAGC TTTCTTTTGTAGCGGACATGG 251

Ai02B23206 Araip.B02 23206 c (GA)9gt(GA)8 36 98386728 98386763 ACACCCATTGGATTCTCGAC AGCAAGCAAGCAGACAGACA 241

Ai02B23208 Araip.B02 23208 p2 (GT)8 16 98390463 98390478 TGAAAGCTTTTGGAAGACCA TGAAATTACTGAACATCCACTTTTT 211

Ai02B23209 Araip.B02 23209 p2 (TA)8 16 98392014 98392029 TAATTTTTGCCAACAGGGGA GCATTTGCAAGCACGTGTA 217

Ai02B23210 Araip.B02 23210 p3 (ATA)5 15 98394753 98394767 TTCATCCTTTCACATCAAAATCT TTTGGGTAACGGATTCCACT 278

Ai02B23212 Araip.B02 23212 c (A)11ggagagg(GA)630 98398945 98398974 CGGTAAATCACGAATTGAACC TATCATCAATCGTTGCCTGC 237

Ai02B23213 Araip.B02 23213 p2 (TG)6 12 98399371 98399382 TTTGCTGGATTTGTTTGTGC CATCAAACATCAGGAATCTGGA 274

Ai02B23214 Araip.B02 23214 p2 (AT)9 18 98403152 98403169 AAAACGTTGGGACAAAAACG GAATGACTAGTATATAAACTTGCGGA 271

Ai02B23217 Araip.B02 23217 p2 (CT)15 30 98421799 98421828 AAAAACCCACACTGTCCCAC AGAACAAGATCAGCGGCAGT 120

Ai02B23218 Araip.B02 23218 p3 (TCA)6 18 98427619 98427636 ATTTTTGCCCCATTTCAACA GAAGCTCAAAGAAGAAGAACTAGATGA 224

Ai02B23220 Araip.B02 23220 p2 (AT)6 12 98431585 98431596 GGTTTGAATATTTCTGTCACACG TTTTTGGATGTTCTTTTAGTATGTGA 225

Ai02B23225 Araip.B02 23225 p3 (GAA)6 18 98444061 98444078 CGATTAGGCCTAGTGCATGG AGTTGCTGTCTTGTGCTATCG 253

Ai02B23226 Araip.B02 23226 p2 (AT)8 16 98445726 98445741 TGACTCTTCCTCTTCTGTGCG AACCACCATAATCCAAGGGC 223

Ai02B23230 Araip.B02 23230 p2 (CT)15 30 98465087 98465116 TCTCGACTTGTCTCGGGAGT TCATGCAAGAACTCAGGCAC 265

Ai02B23231 Araip.B02 23231 c (TCT)5ttttcttattcatcttctctttgtttcaactactcataattcatcttattttggtctcttaacaagaacaaaaataaaaaatatcaaac(A)11115 98466626 98466740 ATTGCTCCATCCTCCTCCTC TGAACCGTTGAAACGAAGAA 280

Ai02B23234 Araip.B02 23234 p4 (TCTT)5 20 98468072 98468091 CTGCACATCCAAAATGACAAA GAAAGAAAGCGGTGCATACC 266

Ai02B23242 Araip.B02 23242 p3 (ATT)7 21 98492061 98492081 TGGACCTATGGATTGGACAAC ATTGAAACTGTTGCCTTGGG 240

Ai02B23246 Araip.B02 23246 p2 (GA)9 18 98500051 98500068 TTGAAAATCGGGCTAGGTTG CTGGTAGGGTTGCTTGCTGT 128

Ai02B23247 Araip.B02 23247 p3 (CAA)9 27 98500585 98500611 ATTCATGGCTTTCACCCATC TGGGATGTTCCCAAATTGTT 214

Ai02B23248 Araip.B02 23248 c (CCA)5caagaagaagaagaaaagtggaggagacgggag(GAA)563 98501138 98501200 TTCAAGGGAAGGGAGTGTTG GAGGGCTTTGGCTTCTTCTT 243

Ai02B23249 Araip.B02 23249 p3 (TGG)6 18 98501341 98501358 AAGAAGAAGCCAAAGCCCTC TTCTCCATGGATCCTTCTGG 180

Ai02B23250 Araip.B02 23250 c (T)10caaaatgaacaaactctatctctccttcttctttatctttctctctcttttctctcaaattttctctctctcttcatcttaataataat(AAG)5114 98507395 98507508 TGACGAACCAAAATAAATCACG GCCTTAAGGGAACAAAGAATCA 229

Ai02B23251 Araip.B02 23251 p3 (ATT)5 15 98512688 98512702 CAAAATCCAGGGTCATGCTT GGTTGACATGAACATCGCAT 253

Ai02B23252 Araip.B02 23252 p3 (ATT)6 18 98512921 98512938 CATGTCAACCTTCCTCACCA CTTGCTGCCAAATTTTGTGT 232

Ai02B23256 Araip.B02 23256 c (T)10agcaatt(A)11 28 98522057 98522084 GCAAATGCTCCACCTCTGTC CGGAACCCAACCCTAATAGTC 277

Ai02B23258 Araip.B02 23258 p2 (AT)6 12 98523229 98523240 TTTTTAGAAATCGTCACAATTAAAGTT AGGTTTGTTCGATGTCTTTCAA 229

Ai02B23259 Araip.B02 23259 p2 (TC)7 14 98523542 98523555 TTGCTAAAATTGGCCTTATCG CGATCTGACAATATTTCACCTTGA 256

Ai02B23261 Araip.B02 23261 c (TTA)5attttttattattatatattttttttaaaatttttgaataataggtaaatg(A)1076 98524474 98524549 TTTGTTGTTTATTGAGTTATGGGA TTTTCATTTAACAGGTTTTTATTCG 280

Ai02B23264 Araip.B02 23264 c (GGA)5ttctctgaggctagtgctgcagcagaggctgagcag(CCA)566 98539111 98539176 TCTTGACCCTCCCAGTCATC AAGAAGAAGCCAAAGCCCTC 219

Ai02B23265 Araip.B02 23265 p3 (TCT)8 24 98539318 98539341 GAGGGCTTTGGCTTCTTCTT TTCAAGGGAAGGGAGTGTTG 243

Ai02B23266 Araip.B02 23266 p3 (CAA)6 18 98539537 98539554 CAACACTCCCTTCCCTTGAA GTGTTGTGGAGGCAAAAGGT 153

Ai02B23273 Araip.B02 23273 c (T)10gttaaaatcatcctcaacgtttaaaaacgctttaaaatcatccttttctatttttgtggaccaaattaccctcatcatcatcattttcct(ACC)6acnnnnnnnnnnnnnnncgaagagatctgatggggggggagagaggg(T)11176 98545581 98545756 CCCAAGGTCTGGAGTCAAAA CGCTTTAAAATCGTCCTTTTC 277

Ai02B23280 Araip.B02 23280 p2 (TC)8 16 98574320 98574335 ATTGACTTTTGGCCGATGAA TTTTGTGAAAAACAAATGTGCC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B23281 Araip.B02 23281 c (GTT)13ccttctcaagttcaagtagaaccatca(GTT)12(GGT)5117 98575352 98575468 TTGCACATGAGACAAAATGAAA ATAGAGAAGCTCGGCCTCAA 265

Ai02B23284 Araip.B02 23284 p3 (TCT)10 30 98579606 98579635 CCATGGCTACAGTTTCAGCA CGTGGTTGTTGTGGATTCAG 187

Ai02B23285 Araip.B02 23285 p3 (CAC)7 21 98579769 98579789 CTGAATCCACAACAACCACG AGGGAGTGCAAGAACCTTCA 123

Ai02B23289 Araip.B02 23289 p5 (TCAAT)5 25 98592315 98592339 TCATGGTGAACCGAAAACAA AAACAGGAGAGCGATTTGGA 264

Ai02B23290 Araip.B02 23290 p3 (TTG)6 18 98592968 98592985 TGAACCCTGAACCTTGAACC CGGTTCACCATGAGTACTGTGT 201

Ai02B23293 Araip.B02 23293 p2 (TA)9 18 98598991 98599008 TCATTCTGGGGTGCATGATA TTGCTAGAAAACGTGGCTGTT 165

Ai02B23294 Araip.B02 23294 p3 (TAT)7 21 98599178 98599198 CAACAGCCACGTTTTCTAGC TCATCAAAGGAAAAGGAAATTGA 279

Ai02B23295 Araip.B02 23295 p3 (TTC)5 15 98601634 98601648 TTTGTTATACACGCGCCTCA AGAGAAGGAAAACGCGAACA 117

Ai02B23296 Araip.B02 23296 p3 (TTC)6 18 98602074 98602091 CCTCCTCTTCCTCCTCATCC GACCAACACAACTGAACGGA 223

Ai02B23302 Araip.B02 23302 p2 (AT)9 18 98616545 98616562 ACGCGTGGATTGAGAAGTTT TATTGAGCTTCACCTTGGGG 230

Ai02B23303 Araip.B02 23303 p2 (TG)6 12 98619323 98619334 TGCGTTCGACCTCTCTCTCT ACACTCACCCTCACCCTCAC 226

Ai02B23305 Araip.B02 23305 p3 (ATT)5 15 98628076 98628090 TGGGAACTATCACAACAAAGCA TAAGCATGCAGTCCCCTTCT 223

Ai02B23312 Araip.B02 23312 c (AATTG)5agttaataagtagtcatcataaataaagtagagaaagaacaaagagtaataattataatgataccaacc(ATG)10124 98640442 98640565 GGAAGACCACCACCATTGTC CACTTCTCTTCAAGCAAGCTCA 247

Ai02B23313 Araip.B02 23313 p3 (TTA)9 27 98640707 98640733 TATAGAGTGGGGGTGCGTGT TATCAACCCAACCCTGCAAT 147

Ai02B23318 Araip.B02 23318 p3 (CTT)5 15 98652285 98652299 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai02B23320 Araip.B02 23320 p3 (AGA)9 27 98652923 98652949 TGCTGCTGCTTCTTCTTCAA AGCGCTACACTCAGAACGGT 194

Ai02B23323 Araip.B02 23323 p2 (AT)8 16 98656895 98656910 TTTGGCCATAAAGGTCAAGG TGCACTAATCAAGTTGTGTTTGC 246

Ai02B23324 Araip.B02 23324 c (ATT)5tgattatgattgagga(T)1243 98659241 98659283 TGTTGGTTCTTGGTTGACGA CAAGAGTTTCAGGACCCCAA 213

Ai02B23326 Araip.B02 23326 c (TC)6tgtttgtctatttttttctctctg(TC)648 98661225 98661272 CCCATGAAAAATACAGACGCT AAAGGAGAAAGGGAGGGGAT 232

Ai02B23329 Araip.B02 23329 p3 (ATT)5 15 98667391 98667405 TTTGAATTGCCCATGCATTA CCATGGCCAATCTAATGAAGA 276

Ai02B23330 Araip.B02 23330 p3 (GTT)5 15 98669146 98669160 TTTGCTGGATTTGTTGTTGC CTGCTCTTTGCAAACTTCCC 144

Ai02B23332 Araip.B02 23332 p3 (TTC)5 15 98670028 98670042 TCAAATGGAAATGACTGCTCC CATTCATGGGGTGGATTGAT 205

Ai02B23333 Araip.B02 23333 p5 (ATCCG)5 25 98671901 98671925 ATCCGATCCGATGAAAATTG AAAAATTCAAATCACCTCAACACA 250

Ai02B23335 Araip.B02 23335 c (T)10gagagaatcacacttcagagagaaaaagaa(AG)754 98680242 98680295 TGAGAGAGAGAACCGCAACA TTATTTGAAAATGGCCTCGG 223

Ai02B23337 Araip.B02 23337 p2 (AT)6 12 98685842 98685853 TCACAAGCAAGAACACAGCC GTTCGATTTAGCTTGCGGAG 258

Ai02B23344 Araip.B02 23344 p2 (GA)9 18 98710808 98710825 GGTCCGTCTAGTCCAACTCG ATAGGCGGTGGATCTCAGTG 202

Ai02B23348 Araip.B02 23348 p3 (AGA)5 15 98727436 98727450 AAGATCTGCATCCTAGGCCA CCCAAATCTCATCCCATCAT 207

Ai02B23350 Araip.B02 23350 c (T)10atttattta(T)1231 98729408 98729438 GCCGAGAAGATTGAAAGTGG TCATCCCCTTCTTAATAATTTTGC 207

Ai02B23352 Araip.B02 23352 p3 (TTG)6 18 98730756 98730773 GGCAATGGTAAATGCAACCT TGAATTTCCTTTGGCAGGAC 247

Ai02B23356 Araip.B02 23356 p3 (AAG)6 18 98735068 98735085 TTCATCACTTCATCCTCTTCCA TTTCTCCTAATCTTTTGCTGCTG 228

Ai02B23359 Araip.B02 23359 p3 (AAG)5 15 98746364 98746378 CGGTATCAAGCAACAAGGAAA GGTTTTGGAGGGAGAGGAAG 207

Ai02B23361 Araip.B02 23361 p3 (AAT)5 15 98752983 98752997 AAGCTAAGGGAAGCCAAAGC AAATTGTTTGCTCCAATGGC 182

Ai02B23366 Araip.B02 23366 p2 (TA)9 18 98828723 98828740 GAACCGTCAAAATGGGCTAA TGTCTGAGGTACGAAATTTTTAGATG 181

Ai02B23368 Araip.B02 23368 p3 (CTT)5 15 98835816 98835830 CTCTTGTTCAATTTGCCTTCTC CATCTTCTGCCGCTTCTTCT 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B23373 Araip.B02 23373 p3 (TGT)6 18 98844283 98844300 CGGACGCAGAACAAAATGTA AGGATATTTGTGTCAAACCATCA 154

Ai02B23375 Araip.B02 23375 p4 (AGAA)5 20 98851017 98851036 TCCTTCTTTGATTTGTGCTTG ATTGAGCTGCTGGTCCACTT 250

Ai02B23382 Araip.B02 23382 p2 (AT)7 14 98893120 98893133 TGACACATAGCCCAAATTTAACA TGCACTATCTCGTGGCTTTG 198

Ai02B23385 Araip.B02 23385 p2 (AG)8 16 98899375 98899390 TGAAGAAGCTGTGGAGGGAT CGCTTATAGTTCTCACCGGC 182

Ai02B23392 Araip.B02 23392 p2 (CT)8 16 98906108 98906123 CGTCGAATTTATTCGCCAGT GTTGCCAGAGGTGGTTTGTT 129

Ai02B23411 Araip.B02 23411 p2 (TC)8 16 98960307 98960322 ACATTGCTCACCCTTTTTGG CCCCGGAAATATAGTGCTGA 152

Ai02B23413 Araip.B02 23413 p3 (ATT)6 18 98961455 98961472 CGCACACTCCTCAGGAATTA GGAGATTCGAAATGCACCAT 268

Ai02B23414 Araip.B02 23414 p4 (TGAG)6 24 98962429 98962452 GCGAGGACAGTGTCACAGAA TCTGTCTCATCTCCCTCTTTTCTC 247

Ai02B23419 Araip.B02 23419 c (T)10ctttaagagaaaaaatgatttgaaatgttggcattcccaatgggttggtgtgtgtataatagagagagaa(AG)692 98967246 98967337 TGACACACCAGGTCACGAGT ACACGTCCCTTTCCCTCTCT 249

Ai02B23424 Araip.B02 23424 p2 (AT)7 14 98977980 98977993 TCATGCTTATAGATTTGATTGAATAGA GAACAAATCAGTTTAGCCAAAAA 280

Ai02B23427 Araip.B02 23427 p2 (AT)6 12 98979973 98979984 GGCTGCTATTGCACCATCTT AAAAGCAATAAAAATCAGACTCTAAAA 279

Ai02B23430 Araip.B02 23430 p2 (TA)27 54 98986834 98986887 ATTTGCAACCTCAATCGGAG AAGAGTTGGCAGAAGTTGGC 244

Ai02B23436 Araip.B02 23436 p2 (TA)8 16 99007044 99007059 CGGCACAACTCAGAAAATTG TTGTTCTTCGACAACCGAGA 189

Ai02B23438 Araip.B02 23438 p3 (ATT)9 27 99009474 99009500 CATTGAGCATGGTGATGGAC CGCCTACTCATTTTCTCCCA 267

Ai02B23439 Araip.B02 23439 p3 (GAT)6 18 99009882 99009899 GAAAGATTGTTCGGGATGGA ACGCAAAATATACGGCCAAG 194

Ai02B23440 Araip.B02 23440 p2 (AT)10 20 99016506 99016525 GCCATTAATATTCTAGCCACCA GGCTCCTAAATAACTCCCCG 211

Ai02B23442 Araip.B02 23442 p3 (GAT)5 15 99019225 99019239 AAAGGTTTTGAGCGTGCAAT CCAAGGTTTCAACGTCATCA 253

Ai02B23446 Araip.B02 23446 p2 (AG)20 40 99035296 99035335 ATGCCGGATTTCAAGTGTTC CCAAGTGCCCATTCTCTCTC 160

Ai02B23447 Araip.B02 23447 p2 (TC)12 24 99039814 99039837 CCAAGTGCCCATTCTCTCTC GAGGAATGCTGCATGAAGGT 247

Ai02B23460 Araip.B02 23460 p2 (TA)9 18 99062935 99062952 TCACGAGCTGGCTCAAATAA GCCGAACTTGAGCTTGGATA 276

Ai02B23467 Araip.B02 23467 p3 (TTC)5 15 99080734 99080748 CTTCTTATTGGCCCTCCACA GTCAGAACAGAGAGGCAGGC 262

Ai02B23469 Araip.B02 23469 c (A)13gcgcagcaccaataaaattcattgaatcatattaagtatatttgaattctattaattatagactatcgttataacaatataag(A)10106 99085462 99085567 TTTGAACATTGGGATAGCCA ATTGCTGCATCAAGGAGCTT 247

Ai02B23478 Araip.B02 23478 p2 (AT)7 14 99106457 99106470 TCCACACATATTATTCATCAAATTCA CCCAACAATTTTCCAACTCG 212

Ai02B23479 Araip.B02 23479 p3 (ATT)19 57 99107051 99107107 TGACCATCAAACATCACTGAG CCATATTATAAATCACTCCTCCAAAAA 246

Ai02B23482 Araip.B02 23482 p2 (TA)6 12 99116379 99116390 CGTCATCATTGAAACACTTTGA CCTTATTGAAAATTAAAATGGAGGC 277

Ai02B23486 Araip.B02 23486 p3 (AAT)8 24 99120152 99120175 CAAGCCAACCGCAAATAAAT TCATTGTTCTGATTGCTGGTTC 198

Ai02B23489 Araip.B02 23489 p2 (TA)16 32 99123842 99123873 GGGAAAAGATAGCAATAATTAAGGA CATGTGCGTTTAATTGCCAG 231

Ai02B23490 Araip.B02 23490 p2 (AT)6 12 99124174 99124185 ATTGGACCAAGTCAACGACC TCCCAACACGGACTATCACA 206

Ai02B23491 Araip.B02 23491 p3 (ACA)6 18 99126175 99126192 GAAGAAGAAGAATCCATGATCCA GGGAATTTCATTGCTGGAAA 266

Ai02B23493 Araip.B02 23493 p3 (ATA)5 15 99128591 99128605 AGCATGCAGTTTACGTGTTGA AGTCAAACGACACCTCCCAC 153

Ai02B23500 Araip.B02 23500 p2 (CT)7 14 99140718 99140731 TTCCATACAGCTTGAATACACACA GGTAAGCAGCGGATGACAGT 280

Ai02B23504 Araip.B02 23504 p2 (AT)9 18 99157849 99157866 GGAAGGGTTGTGTGCTGACT TCGATGGTCTTTTACCGACA 247

Ai02B23509 Araip.B02 23509 p2 (TA)6 12 99178159 99178170 CCCTGTCCATGTCCTTTGAT GATGCGAGAACTGTGCTGAA 237

Ai02B23514 Araip.B02 23514 p3 (TTA)9 27 99187291 99187317 AGGGATTGATTACCGGGATG AAAAATCTGCATATGCCATCA 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B23516 Araip.B02 23516 p2 (TA)6 12 99188783 99188794 GTCAGATCCAGAACGCAATG TCTGCCACCGTTGGTATGTA 257

Ai02B23517 Araip.B02 23517 p2 (AT)6 12 99194837 99194848 GACACAGCAGACATACTTGTTTGA CGTTAGAATTGTTCATAATTGTCTTCC 271

Ai02B23518 Araip.B02 23518 p2 (AT)9 18 99206230 99206247 ACGGTGAGAACTGAGCCACT GTCTGAATCGTGGCATGTTG 141

Ai02B23519 Araip.B02 23519 p2 (TA)6 12 99206376 99206387 CAACATGCCACGATTCAGAC TGACCAATGGAGTCCAACTTT 247

Ai02B23520 Araip.B02 23520 p3 (TGT)5 15 99212937 99212951 GGGATAGCTAGCTTTGTGTTACTC GGCAGCCAATGACAAACTCT 271

Ai02B23522 Araip.B02 23522 p3 (ATA)5 15 99227522 99227536 TCCAATGATTTTATTAATGGCAAA TTTAAGATTAACCGGGGGCT 113

Ai02B23524 Araip.B02 23524 p2 (TA)21 42 99231511 99231552 TGTGCCATTCACTAAATGATGA TGGTCACATTGAGTATATATGTGATTT 236

Ai02B23527 Araip.B02 23527 p3 (TTC)5 15 99238417 99238431 CTTATTTTGCCACGCTGGAT CCAGCTCTAGTGCTTCCACC 223

Ai02B23539 Araip.B02 23539 p2 (TA)6 12 99268078 99268089 CGGGACAACTTGTATCCAAAA TAATGCATGTGAAGATCGGC 266

Ai02B23544 Araip.B02 23544 p2 (CT)6 12 99292605 99292616 CTTTTTGTTTGTTTCTTAACTTTTTCA TGTGAGGAGGGTTGAGATGTT 279

Ai02B23545 Araip.B02 23545 p3 (TAT)6 18 99292931 99292948 GAGCCCCTATGATCCTCCTC TTTCACGCACACATGACTGA 280

Ai02B23546 Araip.B02 23546 p4 (TTAT)6 24 99305104 99305127 CCATGATGGAGAAAGGGAGA CCCTTTTCAAATTTTCCTAACCA 157

Ai02B23555 Araip.B02 23555 p2 (AT)6 12 99321261 99321272 ACACGGACCAAATCAAGTGT CAGGAAGAGGCAAGCTCAAA 260

Ai02B23560 Araip.B02 23560 p3 (TGA)5 15 99331511 99331525 AAGGAGGAGAAGCCGAAAAG ATGTGGTCTGCCATGAGACA 131

Ai02B23572 Araip.B02 23572 p2 (TA)8 16 99356086 99356101 GACCCTTTTGTGTTTGGTCG TTTGGACTTTTGGTGGGAAG 240

Ai02B23574 Araip.B02 23574 c (AC)12(AG)12 48 99359400 99359447 GGTTTCAGAAAACACAACCCA CTCTTCCATTCTCCCACCAA 191

Ai02B23576 Araip.B02 23576 c (A)10tcaatttactgtttattatat(A)1041 99365177 99365217 GCCAAAAATTCTCGATCCAT TGCCTTTTATTTAGTTTGGCAGA 167

Ai02B23578 Araip.B02 23578 p3 (TTC)5 15 99372350 99372364 ATTTTTGGCGATAAAACGCA TATTTCGCGAGAACGCTTTT 265

Ai02B23581 Araip.B02 23581 p3 (GAA)8 24 99384666 99384689 TGCTTGGTTTGGTTGTGGTA TGTCACTCCTCCTTCGGAAC 229

Ai02B23582 Araip.B02 23582 p2 (CT)25 50 99391574 99391623 GCATCCCCAATCTCAGACAC ATTCAACCCGAGACTTGGTG 242

Ai02B23585 Araip.B02 23585 p4 (ATTT)5 20 99397434 99397453 TTGATTGCTACAAGCAACGG CAATGGCAATGAGCTCAAGA 216

Ai02B23586 Araip.B02 23586 p2 (CT)22 44 99400161 99400204 ATTCGGGGTTGAGCAATATG GAAACACTGCATGAAATATGGTG 204

Ai02B23588 Araip.B02 23588 p2 (CT)10 20 99403616 99403635 AAACCGTTATCTAATGCTATTACCAA ACCCTGAACAATATGTGGGG 245

Ai02B23589 Araip.B02 23589 p3 (CTC)5 15 99406321 99406335 ACCCAATTCCAATTCTTCCC AGTATCGTCGCAGCTGGTTT 171

Ai02B23590 Araip.B02 23590 c (TTA)7ttttttgaagtgtttcaagagtaaataaaagatacgtgtggttaagat(A)1079 99406548 99406626 GCCGCCGTTGTATGTATTTT TGGCCAGGGTACCTCAAAT 270

Ai02B23594 Araip.B02 23594 p3 (TGT)5 15 99416221 99416235 TTTTGTTCTGCCGATAACCC GATGTCAAGAACATATGCAGGC 232

Ai02B23598 Araip.B02 23598 p2 (AT)6 12 99429385 99429396 GGAGAGTGAGAGTTTGAGGTGG CGTCAAACGGGCACTAGTTA 279

Ai02B23600 Araip.B02 23600 c (T)13gtttttttgttt(A)24ctaacctagtctatcatgtactccctaatgcctattccgttttttcctctttttttccttctcttttcttttc(T)10132 99435185 99435316 ACCATAGGACCCCACTTTCC TTCACACACCATCACATAAGAAA 204

Ai02B23601 Araip.B02 23601 p2 (TA)9 18 99440822 99440839 ATGACGAAATGGCCTGAGAG GTGACCCACAAATTCAACCC 261

Ai02B23603 Araip.B02 23603 p2 (TA)23 46 99442184 99442229 TGCCATTGATGGTAGTGGAA ACACACTACCCCCTCTCCCT 231

Ai02B23604 Araip.B02 23604 p3 (TTC)24 72 99474299 99474370 TATAAACACGCCGTTTCACG TTCTGGTGATTTTGATGAAGGA 230

Ai02B23605 Araip.B02 23605 p3 (CTT)5 15 99474519 99474533 CAAGGTACGTTTCTTGCCTTC TCATCTTCTGCTGCTGCTTC 200

Ai02B23606 Araip.B02 23606 p3 (CTT)25 75 99475177 99475251 GGAGATCGAAGGCAAAGAGA CAAGTTGGGCCTAACACGC 160

Ai02B23607 Araip.B02 23607 p2 (TA)9 18 99476371 99476388 TTGAGGATATTAAACGAGATTTGAGA TTTTTCTCTACTCTTGGCACG 243
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Ai02B23609 Araip.B02 23609 p2 (TA)10 20 99486988 99487007 ATAACTCCCGTTTGTCCCCT TCTGTATAATTTATTCGGTGTTTCTCA 247

Ai02B23611 Araip.B02 23611 p4 (ATTT)5 20 99490162 99490181 TAGGGCTGGTTCGTCAATTC ACTCGTAATCATCCCCACCC 146

Ai02B23614 Araip.B02 23614 c (A)10tagcactaaattctaatcaggcagctagt(A)1150 99509368 99509417 TTAAATAAGCACGAACCCGC TTTATGACGAATTATTAGTGTTTGACA 201

Ai02B23625 Araip.B02 23625 c (A)19gaaaaaaaag(A)1039 99542329 99542367 GTTTGGGAATTTGGCATTGT CAGTGCTTGACGTTTTTGGA 248

Ai02B23630 Araip.B02 23630 c (T)11ctttagttaaggttatc(T)1139 99554873 99554911 TGGCTTGCTTTTGATTTCTG TTAGCCAGCGACAAATCCTT 257

Ai02B23636 Araip.B02 23636 p3 (TAT)17 51 99559671 99559721 CAAACTCTCACTCTCATTCTTCATC GAGATGGCCATGTGAGAAGG 254

Ai02B23639 Araip.B02 23639 p3 (AAT)16 48 99564929 99564976 TGAAAACAGTAACCAAACAAAATC TGCTTCAAATTCTTCCACCC 256

Ai02B23643 Araip.B02 23643 p3 (TTG)5 15 99569720 99569734 CTGTTTGTTGCACGATCACC TTATACACCGCCACCAATCA 259

Ai02B23647 Araip.B02 23647 p3 (TAT)7 21 99578430 99578450 GCCTTCCCTAAAAGGAGTGG ACACCCAAACTTCATGGTGC 276

Ai02B23648 Araip.B02 23648 p3 (TTA)6 18 99584152 99584169 CATTTGCGTAATATTGGGGG CGTAAGGCTCTATGTGGTAGGG 198

Ai02B23651 Araip.B02 23651 p3 (ATA)5 15 99587623 99587637 ACACTTGTGCTTGCTCCCTT AGTGTCATTTTGGGCCTACG 214

Ai02B23660 Araip.B02 23660 p3 (CTC)7 21 99624111 99624131 AATAAGGCCGGAATTGGTTC TGACTCACCTCTTGCACCAC 228

Ai02B23662 Araip.B02 23662 p2 (TC)14 28 99627530 99627557 TCCTTCTCCTCCTACGCTCA CAAGCTTCAACAGCAAGACG 138

Ai02B23666 Araip.B02 23666 p3 (TGT)5 15 99640818 99640832 GGGGCTTTTGTCAAAGTGAG GCCAAACGACCAAATTTTCA 243

Ai02B23673 Araip.B02 23673 p2 (AT)6 12 99662591 99662602 CATTGTCTGACAGAGTAAATTACAAAA TGTGGATTTTTCTTTGACATCTATTTA 204

Ai02B23680 Araip.B02 23680 p3 (TAA)10 30 99674874 99674903 GGTACGATTGGCTTATCCGA TGGATTTTATTTATTTATGTTTTAGCC 160

Ai02B23684 Araip.B02 23684 p3 (ATT)5 15 99678425 99678439 GGCGCTCATACGTTGAGTTT TGAATTAATTTGAGTTGACTCATGC 272

Ai02B23686 Araip.B02 23686 p2 (GA)6 12 99684887 99684898 CGATGGGATTCTCAATTCGT GGATTGACTTTTTCCCTTTGA 163

Ai02B23691 Araip.B02 23691 p2 (AT)10 20 99693246 99693265 TCACGTGGTTGTGTACTTATTTCA TCAGCCACCCACATTCATTA 278

Ai02B23699 Araip.B02 23699 p3 (ATT)6 18 99698549 99698566 TCTCTGCAGATGAATCATTTTGT TTCTGATACCGAGGAGGAGG 259

Ai02B23700 Araip.B02 23700 p3 (CTC)5 15 99699318 99699332 AAACAAAAGGGGAAAGGGAA GTATAGTGGCAAGGACGCGA 279

Ai02B23703 Araip.B02 23703 p4 (ATGT)6 24 99703595 99703618 CTCTAGCCACGTCATCCACA GAATGTCACTCAATGAAGCCC 252

Ai02B23708 Araip.B02 23708 p2 (GA)6 12 99720636 99720647 AATGGTGGTGTTTAAGTTCCTTT AAGTAAGCTGAGCTGGCAGAA 280

Ai02B23709 Araip.B02 23709 p2 (AG)7 14 99726682 99726695 GCCATGGATCAGAACCTGAA GCAAGTAAGCTGAGCTGGCA 270

Ai02B23710 Araip.B02 23710 p4 (ATAG)5 20 99730949 99730968 GAATGGCTTTGGTATCAATTTTT TTTTTAGGTGCTGTGGCAGT 258

Ai02B23711 Araip.B02 23711 p4 (GAAA)9 36 99742608 99742643 ACCCAGAGAGTATCAACGCC TCCCTCTCTCTCTCAAATTCACA 280

Ai02B23712 Araip.B02 23712 p2 (CT)7 14 99749903 99749916 GGCCCAGATCCAAGTACAGA TCACTCTTAAAGCAAGAAGAAATCC 172

Ai02B23713 Araip.B02 23713 p2 (AT)7 14 99752136 99752149 GCGTCATATTGCGAGAAACA TCTGTCTCCTTTTTGGGGTG 259

Ai02B23716 Araip.B02 23716 p3 (TTC)5 15 99765163 99765177 GCAACTTCGATTTCGTCTCC CCTAGAACTCGCTGATCGGA 241

Ai02B23717 Araip.B02 23717 p4 (GAAA)8 32 99771671 99771702 CCCAGAGAGTATCAATGCCAA GGGCTTTCCCTCTCTCTCTC 275

Ai02B23721 Araip.B02 23721 p2 (AT)6 12 99795712 99795723 CATTTAGTGTTTTTGCGGAGC CATTTCCTGCAAAATGCAAA 178

Ai02B23726 Araip.B02 23726 p3 (AAG)6 18 99802868 99802885 GTGCATTTTGGGAGCAAGTT TTGGAACCCCAAAGAGACAC 276

Ai02B23728 Araip.B02 23728 p3 (TCC)5 15 99807833 99807847 TGAAAAGTGAATCAAAGCATGA TTTTCTGAACCCATTTTGGC 246

Ai02B23729 Araip.B02 23729 c (T)10attttggtttaaggctaaacgcaagttgcgttttactaagtcag(A)1064 99811637 99811700 TGCACTGCTATGGGTCAGAG AACCTGCGTTTTGTGAGCTT 186
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Ai02B23730 Araip.B02 23730 c (ATT)5atc(TAA)8 42 99813281 99813322 AACGCTCCTTGTTTACCGTG CTTGGATCATTCTCAATGGG 217

Ai02B23731 Araip.B02 23731 c (TTC)5aacctaataaaattcctttctcctctgttcgcgtttttcttctctgctcgcatttttcattattgatctgcattgaattcaacgtaataagctttgtcg(TTC)6132 99847262 99847393 CGCGCCTCATATAACGTACA TCATTCATTGTTTCCATTCAGA 220

Ai02B23732 Araip.B02 23732 p6 (CCACCT)5 30 99849409 99849438 TCATTCCCAATGTTACAAAACG GTAGAGGAGAGAGAGCGCGA 269

Ai02B23733 Araip.B02 23733 p2 (GA)6 12 99850173 99850184 GCCAGAGGAGAAAGAGAGCA TGACGCAAGGAGCAAGTATG 227

Ai02B23735 Araip.B02 23735 p2 (AT)6 12 99854614 99854625 ACCAATGTAGAAGCATCGCC CATGTGTGCTTATCATCATTATCC 207

Ai02B23737 Araip.B02 23737 p2 (AT)6 12 99857342 99857353 TCTCTCACAGACCCACACCA TCTCATCATCATTTGGCATACA 225

Ai02B23740 Araip.B02 23740 c (AAG)5aggaagaagaacgtgcagc(AAG)549 99859886 99859934 CAACTCCTCATCTTCTGCTGC TCGTTTTTCTTGACTGCACG 256

Ai02B23746 Araip.B02 23746 p2 (TA)6 12 99869753 99869764 GGTGGTGCCAATCTGATTTT ATTAGCCATCGCCACCATAA 261

Ai02B23748 Araip.B02 23748 p2 (TA)6 12 99875411 99875422 AGTTGGGACAGAAAGTTAGCAA TGTGTTGTTAAAACGAAAGTAACGA 198

Ai02B23750 Araip.B02 23750 p2 (CT)6 12 99879641 99879652 GCACATCACGGAGAGAGTGA TTTGAACCCGATGAGGAAGA 100

Ai02B23753 Araip.B02 23753 p4 (AAAT)5 20 99890226 99890245 TGCTTTCTCATATGGTATCCAA GCCGATGGCTTCATTTAGAG 133

Ai02B23756 Araip.B02 23756 c (A)10ggtgcaaaagagcaagttcg(A)1141 99895904 99895944 ATTAGCAATGGCAGGAGGTG CCGATCCGAGTAGACTTATATGC 276

Ai02B23766 Araip.B02 23766 p2 (TA)44 88 99912030 99912117 CTTGATTGGACTTGGTTGGTT TTGTTTCCATGAATAAAAGAAATG 224

Ai02B23769 Araip.B02 23769 p2 (AT)6 12 99914823 99914834 AGATTCCTAACGGCAGAACA TGCTCACATTTTTCGTTATTGTG 278

Ai02B23771 Araip.B02 23771 c* (TA)6(A)11* 22 99921103 99921124 ACACACACATGCAAGCTCGT GAAGAATGTTTCTGCAGGGG 123

Ai02B23772 Araip.B02 23772 p3 (TTA)8 24 99928437 99928460 TATAGCAGGTAACACGCCCC TTTTGCTGCATCATTTATCTAGTACC 206

Ai02B23778 Araip.B02 23778 p2 (TA)6 12 99944373 99944384 ATCGAACATCCCTAAACCCC GATGCTAGGCATCCCCAATA 191

Ai02B23780 Araip.B02 23780 c (GGT)5gacgacgacggtaacaaaagtgaaaaataataaaaaatgaag(AGA)572 99946224 99946295 GATTGCAACACACGAACTCAA TTCTTCTTCACCCCTGATGC 200

Ai02B23783 Araip.B02 23783 p2 (AC)6 12 99948400 99948411 ATGTCCCAAGATTTCCCACA AGCCAAATTTGAGCCTACGA 152

Ai02B23784 Araip.B02 23784 p2 (GC)6 12 99951952 99951963 GAGAGAGAGAACGGGTGGTG ACGATTCTCTCAATGGACGC 263

Ai02B23787 Araip.B02 23787 p3 (TGA)5 15 99972163 99972177 ATGGCTAAGCTCAAAGGCAA GGATGCTAGGCACACCTGAT 273

Ai02B23790 Araip.B02 23790 p3 (AAT)7 21 99984514 99984534 CATAATAGTCCCCCGTCCAA TTTGGTAAATTGCCCTGATTTT 232

Ai02B23794 Araip.B02 23794 p2 (TA)8 16 99993959 99993974 TCCTTGGCACTTTGCTTTCT GCCAAAGCCATTAAGGAACA 221

Ai02B23798 Araip.B02 23798 p2 (AT)9 18 100019629 100019646 AAAGGATTTTGCCTTCCGTT TCAACAAATTTTAATGATCCGAAA 207

Ai02B23801 Araip.B02 23801 p3 (TCT)5 15 100021527 100021541 GCTGCACGTTCTTTTTCCTC CGTGCAATAACGGTTGAAGA 206

Ai02B23807 Araip.B02 23807 p2 (TA)6 12 100040100 100040111 CAATCACACTACCCTTACCTTGC TCCTGGTGGGAATTTGGTTA 230

Ai02B23812 Araip.B02 23812 p3 (ACA)6 18 100048560 100048577 GATCCTAACTTCACTGCCGC ATTCTCTAACCCACCCCACC 255

Ai02B23814 Araip.B02 23814 c (A)10gagctcaaaacaatacattaaacaaaatgtctccttacaaaattggatttaaaaacattacgtttttcttaataaatcgagtttt(A)10105 100054854 100054958 TCTCCTGTGGCAGAGATTCA AAGGGTGGCTAAGTCCGAGT 277

Ai02B23818 Araip.B02 23818 p2 (TA)7 14 100076323 100076336 AAATGCCTTGCGTCGTTATC CATGTGACAAAGCCCTGCTA 244

Ai02B23819 Araip.B02 23819 p2 (TA)7 14 100076961 100076974 GGTCGTTGCAGTGTTAGGGT AAATGCCTTGCGTCGTTATC 191

Ai02B23821 Araip.B02 23821 p2 (TA)8 16 100083984 100083999 GAATGTTCATTCAAAAGAACGGA ACAACTCAAGGTTATGGGCG 272

Ai02B23822 Araip.B02 23822 c (T)10gtttttattcttgttaagagagtaaaacaagaagaaatttgagaagataaaacaagaaaaaaatatgaattag(A)10gatgatgatgatgaaa(AAG)5124 100088332 100088455 CCATTATGCGTTTCTTCTTCTTC TCCTCCTCCTCATCTTCTGC 178

Ai02B23823 Araip.B02 23823 p3 (TTG)6 18 100097241 100097258 CGATAAGCCATTTGCAACAA AAGATGCACCGTCATCGTTA 151

Ai02B23824 Araip.B02 23824 p2 (TA)9 18 100105537 100105554 GAATTCGGAAGCAGAGGACA AAATGAGTGACGGCTGAAAT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B23830 Araip.B02 23830 c (A)10gttttcaaatttcatttggctgtttttac(A)1049 100110346 100110394 CGCGAAACTATAGGGACCAA CAATTAAATATGCTTAAACAGGTGAA 265

Ai02B23835 Araip.B02 23835 p2 (GT)6 12 100116856 100116867 AGCACATGGTTAGGGACAGC TGGCTCTTGAAAGAATGACG 265

Ai02B23842 Araip.B02 23842 c (A)11gaattttggccgttgatcgacattatcgattc(T)1053 100133697 100133749 GTTCGCTTCACAAATAACGG TGCAGTTGCAAAAGCATGTA 120

Ai02B23843 Araip.B02 23843 p3 (TAA)7 21 100140815 100140835 GCATGCTTCTATGCAAAAGG TGATGACGAAATTAACCTAATATCAAA 234

Ai02B23846 Araip.B02 23846 c (A)10gg(A)10 22 100148680 100148701 TGTGTCAAAATTAAATCCATTGAG AAGTGTGTGAGAGTTGGGGG 217

Ai02B23852 Araip.B02 23852 p2 (TA)6 12 100164621 100164632 AGATTGCTGGCAGGAGGTTA TCAGGGCAGATGATGAATTG 253

Ai02B23863 Araip.B02 23863 p3 (TAT)5 15 100202066 100202080 TTTCATTGATTCTCCACTTGCT CGGTCAATGTATTGCCACAG 105

Ai02B23876 Araip.B02 23876 p2 (TC)21 42 100237576 100237617 CTTGATTCATTCTCCCGCAT TGCCCTACCACCTTCTCTTG 271

Ai02B23877 Araip.B02 23877 p2 (CA)6 12 100239961 100239972 ATTAGGACCAAGGCCCAATC GCTTGGCTGCAAACAGTACA 201

Ai02B23878 Araip.B02 23878 p2 (TC)10 20 100241694 100241713 GTTGGATGTGAGGAAGGTGG GCATCTCCAGGAGGCATAAA 247

Ai02B23888 Araip.B02 23888 p2 (AT)6 12 100274621 100274632 TACGTGACCAATTCTCCACA GCCTCAGTGTTGCTGCATTA 264

Ai02B23890 Araip.B02 23890 c (TTTA)5tttgcttgcaaactaataactctttttggactaaaaaataacatatataa(T)11atatatttacgttgcnnnnnnnntttagattt(A)10123 100279871 100279993 GCAAATTCAGAACTTCGGTTG TCGAGTGTTCTTGGTTTTCAA 256

Ai02B23891 Araip.B02 23891 c (A)10ctattttcgaagatataattttagttacttaaaaatgat(A)1059 100280259 100280317 TTGAAAACCAAGAACACTCGAT GACGTCTTCGTGAAAGTAACCA 267

Ai02B23896 Araip.B02 23896 p2 (TC)6 12 100301296 100301307 CTTCCTCACTCACCCTCTCG GTCTGTTGCTGCAAGGGATT 243

Ai02B23897 Araip.B02 23897 p3 (GTT)5 15 100301978 100301992 TGTCGTTGCTGGTGAAGAAG CCATTCCTTCTGCTCTTTGC 142

Ai02B23903 Araip.B02 23903 p2 (TA)8 16 100315684 100315699 CATCAACCTGCATAATAAAAGAAGAA ACTTGGATAACAAGGCGGTG 278

Ai02B23904 Araip.B02 23904 p2 (TC)11 22 100317298 100317319 AACCCACAAACAACGAGGAG AAAAACCGCCATTTTAACCC 216

Ai02B23905 Araip.B02 23905 p2 (TC)6 12 100339020 100339031 CGGTTTTACGCAGATCCAAT GGGAAGAAGGAGATGGAAGG 233

Ai02B23915 Araip.B02 23915 p3 (AAG)5 15 100378107 100378121 TTTTTACCCTTGCGTTTTGG TTGTTGGCTCTTGAAAGAATGA 190

Ai02B23916 Araip.B02 23916 c (A)10tagaaaggtcatgtctttctttggaaaaattggcatcgatactcattaagaatttgactatattatttaatttt(A)1094 100378465 100378558 AGGGACTACATTGGTGCCTG TGGGACTTATGAGGACCCTAGA 279

Ai02B23925 Araip.B02 23925 p2 (AT)6 12 100393587 100393598 GAGCAACAAGAAGTGCACCA TGCTGAAACAAAACAGTGGG 243

Ai02B23927 Araip.B02 23927 p3 (GTA)5 15 100395582 100395596 GCACAAAGCAAAGCGGATAC TCGCACGTGTCATAAGTCAA 251

Ai02B23929 Araip.B02 23929 p2 (TA)8 16 100403056 100403071 TGAAATTTTAACTTTTGTACGCC TCTCGTGCTGATAACGTGTTG 254

Ai02B23932 Araip.B02 23932 p2 (TA)6 12 100414053 100414064 TCTGAAACTTTAATTTTTGTACGCC TGCTTCTACAATTTCATCTTTGTTG 256

Ai02B23938 Araip.B02 23938 p2 (AT)7 14 100425863 100425876 TGAATGCTTGAATGGTGCAT GCACACTCTTTTTGCCTTGG 216

Ai02B23939 Araip.B02 23939 p2 (TA)8 16 100426312 100426327 CATACATAAATTTTGATTTCGAGCA GGTCAACACCACGTGTCACT 252

Ai02B23941 Araip.B02 23941 p2 (CA)7 14 100426837 100426850 GAGCAACAAGAAGTGCACCA GCATGTCCTTTGCAGTTTGA 161

Ai02B23944 Araip.B02 23944 p3 (GTA)5 15 100437330 100437344 GCAAATCAAAATCCCAAAGC CACCGCAAAGTAGATTCAAGTG 194

Ai02B23946 Araip.B02 23946 p2 (TA)6 12 100449674 100449685 ACGCTGATGAAGCGAAGAAC AACCCTTGCTTCCACTTTCA 252

Ai02B23947 Araip.B02 23947 p2 (TA)6 12 100450168 100450179 CAGATGCAGGTTGAGAAGCA GTTCGCGAAGATAAACTGGC 247

Ai02B23949 Araip.B02 23949 p2 (TA)7 14 100455377 100455390 TCTGAAACTTTAATTTTTGTACGCC TGCTTCTACAATTTCATCTTTGTTG 272

Ai02B23955 Araip.B02 23955 c (CAA)5agcttcttctcttctacgtattagtctctgtcacaag(AAT)567 100471682 100471748 AGCATCTTCATCCAGCACCT TGGGCATTCAAATTCAACAA 214

Ai02B23958 Araip.B02 23958 p3 (AAT)6 18 100480582 100480599 CATGGGATATGGGCATGTTT CCCAGTTTATTGGGTACTGTGC 213

Ai02B23967 Araip.B02 23967 p2 (AT)9 18 100494000 100494017 AAAAGGGCCATAACAAAGGC GTCGACTGTCAAGTGCCAAA 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B23968 Araip.B02 23968 p3 (TAC)5 15 100499503 100499517 GGTGAAGGACCAAAGTCCAA AAGCCTGAAGGCAAGGGTAT 241

Ai02B23969 Araip.B02 23969 p3 (CAA)5 15 100500630 100500644 CAGAAGCAACCAAAGCATCA GCAACCCTTTCCCTTTGTTT 153

Ai02B23970 Araip.B02 23970 c (CTT)6ctcacgcttgtttacgcacggagcgtcttcttcttcttcgcct(TCC)576 100507362 100507437 CGCGCATTAATGAGAGTGAA GAAGAAGAAGGAACGCGAAA 183

Ai02B23975 Araip.B02 23975 p3 (TAT)5 15 100521673 100521687 TGACAAATCAAAATATGTAATCCGA GATTAGAAAGATAAGCGGTGAAAA 273

Ai02B23980 Araip.B02 23980 p3 (TAT)6 18 100525950 100525967 AGCTGACTTGTAACGACCCA TGATGCTAATTGAAAGATATTTGATG 252

Ai02B23982 Araip.B02 23982 p2 (TA)7 14 100527974 100527987 GAACCGCCGTAAAACAGAAG GAAGAAATCGGGGAAGGAAG 199

Ai02B23985 Araip.B02 23985 p2 (TA)6 12 100533077 100533088 TTTCAATTGATTCTGTGACGG TGCGTCATGTGTGTCTTCCT 231

Ai02B23986 Araip.B02 23986 p3 (CCA)5 15 100533384 100533398 AAGAAGACCTCTTCCTCCCG GAGCTGGAGTGAGATGGAGG 142

Ai02B23987 Araip.B02 23987 p2 (CA)6 12 100536973 100536984 TCTTCAAATTGTGACCGTCAAG GCTTCCATTCAAGCTAGCAAA 242

Ai02B23989 Araip.B02 23989 p3 (AGC)5 15 100540406 100540420 GTGGTTGAGGAGGAGGATCA TATTTTTGGGTGGGATTGGA 277

Ai02B23993 Araip.B02 23993 p2 (TA)6 12 100543469 100543480 TGCTAAATCTAACCATAGCTAACATCA TCACATCATTTCTCCTAATCATTG 280

Ai02B23996 Araip.B02 23996 p2 (AC)6 12 100546020 100546031 GAGCAATTAACAATCCACCCA CATCTTAAATCTCCAAATTTGATCC 221

Ai02B24001 Araip.B02 24001 c (A)10gtatagggacccaatt(A)1036 100557163 100557198 TTTTAATTGGGTCCCTGCAC TTTTAATTGAGTCCTTGCACCA 179

Ai02B24002 Araip.B02 24002 p2 (AT)9 18 100559223 100559240 GTTGTGTGTGTCTGGATCAGC GCGATGTATCAAGTTTTCTTTCA 276

Ai02B24004 Araip.B02 24004 p2 (TC)17 34 100561669 100561702 TCTTAAATTCGAACCGCGAC TGGAAACACAGCGACAGAAG 206

Ai02B24009 Araip.B02 24009 p3 (TAA)6 18 100573508 100573525 GGCGTCTTTTACCCTCTAAGC CGGTGTCATTTTCAAGAGGG 187

Ai02B24010 Araip.B02 24010 c (AAT)7(A)14 35 100574537 100574571 CAAATCAACGAACGCACTTC GGAACAAACGAACGAGGTTT 263

Ai02B24013 Araip.B02 24013 p3 (GTG)6 18 100575369 100575386 TCATCACATGCCCTTCAAAA TCCGAATCAAAGTAGGGTGC 240

Ai02B24015 Araip.B02 24015 p3 (AAT)12 36 100577383 100577418 CTTTTGTCCCTACTTGCCCA ACGGAAAAACAAAACTCCCC 198

Ai02B24020 Araip.B02 24020 p3 (AGA)7 21 100613474 100613494 TGGAGATGGGTTTGTTGACTT CACTCTCTGATGCTGCAACG 243

Ai02B24021 Araip.B02 24021 p3 (ATA)6 18 100615222 100615239 TTTTTGTGCAACGTGTATCTCA AAGGGTATGAAATTTTCCAACGTA 238

Ai02B24025 Araip.B02 24025 p4 (TAAA)5 20 100617072 100617091 TGATTGGACACCGAAGAACA GGGTTGTCGATTAAGCCACTT 190

Ai02B24026 Araip.B02 24026 p3 (ATT)8 24 100617354 100617377 CAATCATTCCCTTATTGCACA AACAGACACATTGGTGCTTGA 236

Ai02B24028 Araip.B02 24028 p3 (GAT)6 18 100620539 100620556 TCAACAAAGCCAGAAGTGAAAA TTTTGGTGCTTTGTGTGGAC 266

Ai02B24031 Araip.B02 24031 p2 (AG)9 18 100626360 100626377 CAGAAAGGCAAGGGTTGTGT AGGTTGAATGGCAAACCAAG 224

Ai02B24032 Araip.B02 24032 p6 (TTCCAA)6 36 100626551 100626586 TGCCATTCAACCTACAGCAC ATTGAGTGGCAAAGTCCCAT 226

Ai02B24035 Araip.B02 24035 p2 (TC)6 12 100639351 100639362 CTTGAATGCCATTTTCGGAT ATTGCTCCAACCAAAGCAAC 273

Ai02B24036 Araip.B02 24036 p3 (CCA)5 15 100640659 100640673 TCCAAGGAGGAGGCTGAGTA TGATCGGTGGTTGAATCTGA 253

Ai02B24041 Araip.B02 24041 p2 (AC)6 12 100649090 100649101 TTTTTAAACGCGAGTGAGATTATT CAAAGTTTCATCACCACTTGACA 113

Ai02B24043 Araip.B02 24043 c (A)12ttaccgcaaagtggaaagttgtaacgcacgggacatggctgaactttgaagtattccaattctaggaaccatcagaggaaagcaatcat(GA)9tatgaatgtgatcattggaagagaaggtgcaggcagagagagttggggt(A)10178 100653063 100653240 GTCGGGTTGAGAGATACCGT TTGGCCAAAAACCTTAGCTTAC 279

Ai02B24045 Araip.B02 24045 c (TC)6aactttgagataactctctct(TC)1563 100655065 100655127 CACAAAACCCTCTCTAACTCATTTC GTTGTTCATGCGTGATGAGG 231

Ai02B24050 Araip.B02 24050 c (A)10gctccttttcgaggcaacattgcaaccacaacaccaccaccaccatacaaccttagggacaaactgttaaagccttaaagctct(TC)8110 100658012 100658121 TGATTAGGGTTTGGAGGCAG TTTTGATTTTACTTGAAAATCCATTG 229

Ai02B24056 Araip.B02 24056 c (TTA)6ttcaatattttaagttcata(T)1048 100661545 100661592 TATGGGAGATAATAGGCGGC TGTCCAAACTCCAAACAATGA 173

Ai02B24059 Araip.B02 24059 p3 (TAT)6 18 100662299 100662316 TCTGACCACGCACGTCTTTA TGAGGACTTATTTGTCCCCCT 207
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Ai02B24060 Araip.B02 24060 c (A)10tt(A)10 22 100662424 100662445 GGGGGACAAATAAGTCCTCAG TCAGTTGTTGCACTTTCTTTCC 173

Ai02B24061 Araip.B02 24061 c (TA)9(CA)10 38 100671548 100671585 TCAGCATCTGCCATCATTTC GGCACTTGTTTGTAATCTCAGC 249

Ai02B24066 Araip.B02 24066 c (A)19cc(A)42 63 100695572 100695634 ACCAAAACCAATGAGGGATG TGAACAAGTGGCATGGCTTA 182

Ai02B24076 Araip.B02 24076 c (CCA)5ttatgacctcaaatactaccattattatcttctaagaatctcaaccctccttt(TC)884 100728065 100728148 CTTCTCTGCCGGAATCTGAC GAAGCAGGGAAGCACACAGT 278

Ai02B24077 Araip.B02 24077 p3 (ACC)6 18 100731728 100731745 CTTCTCTGCCGGAATCTGAC CGACCGGTCAATGAGAAAAT 236

Ai02B24079 Araip.B02 24079 p2 (AT)19 38 100740496 100740533 CCCACAGCATAAAATATTTACACAA TTGGCTCCTCATACTTTCCC 274

Ai02B24083 Araip.B02 24083 p3 (CTT)6 18 100746596 100746613 AGGCTTGTCTTCTTTCACAACA TGTACGCTACCTTATGAAAATTAGAAA 279

Ai02B24085 Araip.B02 24085 p2 (AG)7 14 100749008 100749021 ATTCAAGTTGCACACAAGCG CATTTGAATTAAGTGGTGTTTGGA 198

Ai02B24087 Araip.B02 24087 p3 (ATT)5 15 100750140 100750154 AATTGAGTTGGAAGAGGGGG TTACCAATTTTGCTGAGGGG 262

Ai02B24090 Araip.B02 24090 p3 (TGC)5 15 100757454 100757468 TTCTTTTGCGAGCATTGTTG AATGACGCCAAACCAGAAAC 244

Ai02B24094 Araip.B02 24094 p3 (CTC)5 15 100781411 100781425 TTTATGCAGGCCCAGATAGG GTCCCCAAGTTGTGAGGAGA 273

Ai02B24096 Araip.B02 24096 p3 (ATT)5 15 100788484 100788498 TGTAGCATGCATAAGTAGGACAAA TGGCAAAATTTGGAAATCAA 251

Ai02B24097 Araip.B02 24097 p3 (CCT)7 21 100793260 100793280 CCGAGTTGTTTGTTCCGACT GTCCCCAAGTTGTGAGGAGA 207

Ai02B24099 Araip.B02 24099 p2 (TA)10 20 100796992 100797011 GAATTCCTAACTCGCATTTTCTT AAAGTTGCTTGGAACACAAGG 254

Ai02B24100 Araip.B02 24100 p4 (TAGA)9 36 100798993 100799028 GGTTGATTTCCAAATTTTGCC TGCTAGATGCATGTGTTTTGG 268

Ai02B24105 Araip.B02 24105 c* (TA)6(A)10* 21 100818466 100818486 AACACGAAGCTTGCGAAAAA TGCTCAAAGCCTTGGATCTT 131

Ai02B24110 Araip.B02 24110 p2 (TC)10 20 100827744 100827763 CAAACCGAAATGGCTTGTTT TTAGGGATTGGATGGACTCG 211

Ai02B24111 Araip.B02 24111 p3 (TTA)6 18 100830025 100830042 TGTCATGTGTCATCCTCTTCTTC TGACGCAGCAATTTCTTGAC 224

Ai02B24115 Araip.B02 24115 c (AAT)5agtaataatcactgc(TAT)648 100834280 100834327 GCAGGGTAATTGTCCCAATG AGTTGTTTTGGACAGGGCAC 275

Ai02B24116 Araip.B02 24116 p3 (GAA)9 27 100836335 100836361 TGTTCAATTGCTGCGAAAAG CTGCTGCTGACTACATTGGC 249

Ai02B24119 Araip.B02 24119 p2 (TA)6 12 100860054 100860065 TGTGTTGTTTTCGTACCCGA TTTGACCATTAGGCCATAGG 217

Ai02B24121 Araip.B02 24121 p2 (AG)9 18 100863389 100863406 GAGCACGATGCTGAATTGAA CTTGGCAGAGGAAAATTTGG 233

Ai02B24122 Araip.B02 24122 p2 (TA)22 44 100863882 100863925 TTCTCAAGGATTTGCTGCCT TTGGTTGCTAGTTCACAGCG 263

Ai02B24125 Araip.B02 24125 p2 (CA)6 12 100868924 100868935 AGACCTCAAATCCCTTCACCT GCATGGGGCATAGTTTGAGT 188

Ai02B24129 Araip.B02 24129 p2 (AT)6 12 100872079 100872090 TCTTCCTCAAAGATGGCTCC CTCAAAAGATGAACAAGGTAACG 276

Ai02B24130 Araip.B02 24130 p3 (CTA)5 15 100874737 100874751 TTGGAAAGGCAACATTTTTGT GATTTCAGGGCTTCATGCTC 242

Ai02B24134 Araip.B02 24134 p3 (ATA)7 21 100908326 100908346 TGTGGAACACTTTGGTACCAGTT TGCACGGAACTCAAACTGAA 226

Ai02B24136 Araip.B02 24136 p4 (AAAG)5 20 100913406 100913425 AATTTGTTCGTCGGATGGAT TCCATCTCTTCAGGATTCTACCA 259

Ai02B24142 Araip.B02 24142 c (TG)10(CG)7 34 100934842 100934875 TGGTCCATTCCATTTTGCTT TTGCTCATTTTTCCTTCCTCTC 207

Ai02B24143 Araip.B02 24143 p3 (CAG)6 18 100935599 100935616 GCAGGACCCGTAGGATACAA CTAGGTCCTTGCTTCGATGG 130

Ai02B24147 Araip.B02 24147 p2 (CT)7 14 100944414 100944427 CTGGAGCCCGTAAGACTTGA AGCTGATGCATCTCCCTTGT 251

Ai02B24148 Araip.B02 24148 c (GA)10ggattcgatcggaacgagaatggaaatggcggagagagaga(AG)673 100947668 100947740 GTGCGTTACCCTGGAGAAGA AGAGCACAATGCAGTTGACG 265

Ai02B24157 Araip.B02 24157 p3 (TCT)19 57 100972842 100972898 CCCCTTCAACATGACATGAG GTTGGAGGGGATTGATGTTG 270

Ai02B24159 Araip.B02 24159 p3 (GAA)5 15 100974760 100974774 ATGCAACAACACACAGCAGC ATCATTCTTCGTTTTCGCGT 188
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Ai02B24161 Araip.B02 24161 p3 (TCT)5 15 100986213 100986227 CATCGTCATCTTCCATCGTG ACGTCGCCAGCAAATTAAAG 260

Ai02B24165 Araip.B02 24165 c (T)10ctttatgtttctcttaaaatttaataacagtatcattttcatcatctccgctaaatacatctcttccctaatt(A)1093 100993757 100993849 TGGTTGGTCAAATGGGTAGTT TTAATAAGCTCCCACCAATGC 268

Ai02B24168 Araip.B02 24168 c (T)10g(T)10 21 101015365 101015385 TGTTTGAACGAAGCCGTATG GATCCAAGCCCACCAAAATA 196

Ai02B24173 Araip.B02 24173 p3 (ATT)5 15 101024985 101024999 ATTGATGGCTAACTTTGGCG TGAGGAAATCGACAAGGTTTTT 255

Ai02B24177 Araip.B02 24177 c (T)15gaaacaaatgtaaacgtcgatttgatgtgtagattacaagttggttcatgtaa(T)1078 101069276 101069353 AGGGACTTAAATGGCTCGCT GGAGGGCAAAATGAGTTTCA 189

Ai02B24178 Araip.B02 24178 p3 (ACC)7 21 101069549 101069569 TGAAACTCATTTTGCCCTCC CATTGAATGAGTGGGTGTCG 232

Ai02B24181 Araip.B02 24181 c (TC)8cctcccttctcct(TC)14ttttccctgtctcttcccttttgtt(TC)6ttctccctcccctctctctctccctcccttctttcttcctatt(TC)10157 101074300 101074456 TTTCTCACCTCTCCCTCACC GAGAGAAAGAAGGGAAGGGG 265

Ai02B24182 Araip.B02 24182 c (AG)6gaagagaaagacggagagaaagtgagagagacagagagaaagagagagg(GA)6agaggggaatagggaaggagagaaagtgagagagaaagagaaaggagaaagagagat(AG)7144 101074760 101074903 AGATCGGAGGAGGAGGAGAG TCATTCTCTCTCCCATATCCCT 270

Ai02B24183 Araip.B02 24183 p2 (GA)10 20 101075244 101075263 AGAGAAAAGAAAAACGGGGG CCCCTCTCTCTCCCACTCTC 271

Ai02B24187 Araip.B02 24187 p2 (AT)10 20 101081343 101081362 TGAGAATAGATACCTTCAGTCCCT TGTGACGAATCAGAGCTATTCAA 205

Ai02B24191 Araip.B02 24191 c (T)11gaatcagatatttatcactttttttttaataacatg(T)1360 101087150 101087209 AGCTAAAGTCTTTGCCGCAT AACAATTTATTGGCCCGACA 176

Ai02B24193 Araip.B02 24193 c (T)12gtctctttttcttcttcttctttctccatgcttcc(TCT)5ttctccttcatcaaaattatcagaaaaaacaaaaaaacattattcaaggtacgtttcttgccttctctttctc(CTT)5150 101090009 101090158 GCTGACATATGTACCGTATCCGT CAGGAAGAGGAAGAAGAACGTA 280

Ai02B24194 Araip.B02 24194 c (CTT)5ctgcttcttcttctgtaacgcgcgtgttaggcccaa(CTT)875 101090752 101090826 ACAGAAGGAGATCGAAGGCA CACCGCGTTCTACTTTACTGC 278

Ai02B24195 Araip.B02 24195 c (CAC)5(CTC)5 30 101095168 101095197 TTCTTCTCCCACGCTTCTTC GATTGCGACACACAAACTCAA 271

Ai02B24196 Araip.B02 24196 c (T)11caaaacttatcatg(T)1237 101095947 101095983 TTTCGGTTCATTTCTGAGTGA TCGAAAACAAACACACAAACAA 266

Ai02B24198 Araip.B02 24198 p3 (GAA)5 15 101097051 101097065 CTGATGAGTGCAGTGCGAAT CGCGCATCTTCTTTTTCTTC 200

Ai02B24200 Araip.B02 24200 p2 (CA)8 16 101099484 101099499 GGTCAAAACATATTCCACACACA TCTAGCCATTGATAACTCCAGAAA 231

Ai02B24201 Araip.B02 24201 p3 (AAT)5 15 101101269 101101283 AGGGTTACATGCCCAACAAA CCTCATGTGTCTACCGTTTGC 260

Ai02B24203 Araip.B02 24203 p3 (ATT)18 54 101111249 101111302 CCACACATAGGCTCGTCTGA TTCTTAATGGCTTCGGTCAT 280

Ai02B24204 Araip.B02 24204 c (TA)6aactaacgacacctaagcttcctaattttcattaatcatcatcttcagcatctcatttctcctttttagcgttaagaaagaaaaaa(AG)6110 101111413 101111522 AAGAAAAGCCAACACATGGC TCCATGGAGCTTACGTCCC 210

Ai02B24208 Araip.B02 24208 p2 (AT)8 16 101117446 101117461 GGCCACCTAGCATTCCTCTA TCTTATCCAATCCATCGTTGTTT 277

Ai02B24209 Araip.B02 24209 p2 (TA)10 20 101120891 101120910 GTTCCCATGGCTAATTTGGA TTTATGTCTCATTCAACCAATTTTT 233

Ai02B24219 Araip.B02 24219 p3 (TTG)7 21 101157674 101157694 AAACGGGACATTCAAGCAAC TGGCATGGATGAAGATGAGA 200

Ai02B24220 Araip.B02 24220 c (CAAAA)5attggatac(AAAG)658 101157854 101157911 TCTCATCTTCATCCATGCCA CGTGCATCCTCCAATATCCT 256

Ai02B24222 Araip.B02 24222 p3 (ATT)5 15 101165382 101165396 TCAGTTTTATCAAGTTGAATTATCGTT GCAGTCGCGAGACCATATCT 267

Ai02B24229 Araip.B02 24229 p2 (AT)8 16 101187446 101187461 TTGTGCAATTTTAGGCACCA CCAAAACCCTCAATTGTCCA 165

Ai02B24233 Araip.B02 24233 p3 (TTA)5 15 101192255 101192269 TGCACGCAACTAATGTAGAACC TCATTTTGGAAGGCAATTCTG 170

Ai02B24235 Araip.B02 24235 p2 (TC)31 62 101198254 101198315 TGCATGTGCTGCTAGTTTGG AAGCCAAGGCAAGCTAATCA 261

Ai02B24236 Araip.B02 24236 p3 (TAT)6 18 101200484 101200501 TTTGAAAAAGATTAGATGTGAGAGAA TCATTTTGGAAGGCAATTCA 231

Ai02B24237 Araip.B02 24237 p2 (AT)6 12 101203615 101203626 AGACTCGAGACCTGGTTTGC TTTCAGATGCAGGACGTGAG 274

Ai02B24242 Araip.B02 24242 c (T)10atgataataactctcacaaactcacaaaccaggaaacgtgaggcaggacttc(A)1072 101220610 101220681 TCGAAAACTTTTGGGATACAA GATAGGGGGTGAGGTCAGGT 275

Ai02B24244 Araip.B02 24244 c (A)10ctactcaaataaaggtgataaataaaatatttatctgcaataagaatatattcatatcagtagtcacagttag(A)1093 101225092 101225184 TTTGTCCTTTTGGTTGGAGC TCTTGTCTTGCTCTCTCATGC 227

Ai02B24245 Araip.B02 24245 p3 (ATG)6 18 101225318 101225335 TGCATGAGAGAGCAAGACAAG AAGGGTAAGAACCTGGTGGC 248

Ai02B24247 Araip.B02 24247 p3 (ATG)5 15 101230437 101230451 TGCACCAGGACTTAAACGTG AATGATGAAACGAAGGCATTG 258
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Ai02B24253 Araip.B02 24253 c (T)13atgatactaactctcactaacccacaaatcaggaaacatggggcaggacttcaaag(A)1685 101239983 101240067 AACCGTCGAGGTATATTTGATG GGTGTTTGCCTGTTTGGTTT 279

Ai02B24259 Araip.B02 24259 p3 (ATG)5 15 101256684 101256698 AGCAAGCAGAGGTGAAATGG CCTGGTGGCAATTTTATGGT 275

Ai02B24262 Araip.B02 24262 p2 (TA)8 16 101265433 101265448 AAACGAATGATAACTATGCTCGC CAATATGAACAACCACCAATCAA 277

Ai02B24263 Araip.B02 24263 p2 (AT)6 12 101265659 101265670 TTGGTGGTTGTTCATATTGTTCA TGAAAGAAAAACACAATTTTTAGAAGA 279

Ai02B24268 Araip.B02 24268 p2 (AC)6 12 101283333 101283344 CGAGGTAAAATGCCAATGCT CAAACCTCTTGCTTCTTGGC 205

Ai02B24271 Araip.B02 24271 p3 (CTT)5 15 101287999 101288013 AGTCCAGTTGGCAATCCAAG CATGATCAAGGGCATCACAG 157

Ai02B24272 Araip.B02 24272 p3 (GAA)6 18 101289371 101289388 TTCTTGCACCATCCTTTTCC AATGACGGCGGTTTTGTTAG 146

Ai02B24274 Araip.B02 24274 p2 (TA)6 12 101300239 101300250 GACCTAAATTTCGCAGGTCG TCCAAAAGGTGATTAATGGTG 126

Ai02B24282 Araip.B02 24282 p2 (AT)8 16 101321843 101321858 GAGACGTTTCACGGGATCAT TTAAGAAACGGTATGGGGGC 175

Ai02B24283 Araip.B02 24283 p2 (AT)6 12 101322796 101322807 TCTTTTCTTTTTCTCTCTTTTACTCAA AAAGATGATGTCTTTTTCCATTTTT 274

Ai02B24289 Araip.B02 24289 c (T)14aaataaaataaatgtaaacatcaaccttattataatcggttggaatacataaattgggacaacctgactttta(AG)10107 101334387 101334493 GGATACACCCACCATGGTCTA GGAGTGAGACCCACCCTTTT 191

Ai02B24290 Araip.B02 24290 c (A)11gtatataagtgtttgaaattttcactaaaatattattattc(T)1365 101337574 101337638 TTGATCCGTTTGGTTGTTGA TCGAGCTTTCAAAGTTTCCC 239

Ai02B24291 Araip.B02 24291 p3 (CCA)6 18 101338165 101338182 TCATTCTCATCGGATCCCTC AGGAGCGTGTAGGAGTAGCG 163

Ai02B24295 Araip.B02 24295 c (T)13gtctacctagcattattcttcaaaaaaaattacccaaaggatgccaactaagaaaatagagatacttaaaaacaataaaacaaa(T)11108 101360578 101360685 TCATTTTAACTTCTCACTTGGTCA TCAAATGGCATAATCTCCCC 231

Ai02B24305 Araip.B02 24305 p2 (AG)7 14 101394928 101394941 ATGGAGCTTTCAGTGGAGGA GGAGGACTGCTTTCTGCAAC 189

Ai02B24307 Araip.B02 24307 c (A)11gagagaag(A)1130 101397325 101397354 GTTCACCCACTCACCCTGTC GTGATTGAGGTGGAGGAGGA 245

Ai02B24308 Araip.B02 24308 p3 (TAT)6 18 101400285 101400302 GAAGGCCTGCTATCCTTCCT TGCTCAAGGCCCAAAACTTA 250

Ai02B24310 Araip.B02 24310 p2 (AT)8 16 101411577 101411592 TTCAACCATTCCAAATTTTATACG GGGTAGGATATGGGTTTAGCA 278

Ai02B24320 Araip.B02 24320 p3 (ATT)5 15 101435502 101435516 GCGTCAAATTAAAGCCCAAA GACCTCACCGGTTCATTGAC 248

Ai02B24323 Araip.B02 24323 p2 (GA)8 16 101438810 101438825 AGACACAAGAAGACCCAAAACA GGCACAAAAATTGGAAGTGC 266

Ai02B24326 Araip.B02 24326 c (A)13cactaaaaaaaattaaaaaagtt(A)13gacaaaaaaagggttgaggatgatctatgttagtgtagcca(TG)6102 101473922 101474023 TGAGGATACCCACATGGACA TCCATTATCCATGAGTTACAATGC 220

Ai02B24330 Araip.B02 24330 p3 (ATT)12 36 101483324 101483359 CACAAATTTTGCTTCAATTCCA TTACGCTTAAGAAGCAATTCG 116

Ai02B24334 Araip.B02 24334 p3 (AAT)5 15 101496307 101496321 TGTGCGAACTTGCACTATCC TGATGAAAATTCCACCACTCA 240

Ai02B24337 Araip.B02 24337 p2 (GA)6 12 101503075 101503086 TCCATTCCATCTTTTACCACG TACCCCTCACTGTGTTTCCC 168

Ai02B24342 Araip.B02 24342 p2 (AT)8 16 101532029 101532044 TGCAGCTCTTCACCATTCAG CGAATTTCAATTCCATTACATCA 219

Ai02B24343 Araip.B02 24343 p2 (TA)8 16 101532474 101532489 TTTCAAAATCAAGCACAAATAAAAA AATCAAGAGTGCTGCCACCT 134

Ai02B24345 Araip.B02 24345 p4 (TTTC)5 20 101546349 101546368 TCGCGGTACTCTCCTCTCTC AAATTAACCCTAGCCGCCAC 212

Ai02B24348 Araip.B02 24348 p3 (TCA)5 15 101556179 101556193 ATGTGGTCTGCCATGAGACA AGGAAAAGCCGAAAAGAGGA 127

Ai02B24352 Araip.B02 24352 p3 (TTA)7 21 101570518 101570538 GGGCCTTAGTGTGAAAATCC TTCAATAAAAGATGAGCAAAACTACT 259

Ai02B24354 Araip.B02 24354 p2 (TA)12 24 101572053 101572076 CAAGCTCTTAACTCAGGCCG GAGAGGCATCTTGTTAGGCG 232

Ai02B24359 Araip.B02 24359 p2 (AG)6 12 101580719 101580730 GAAGACGCAAGCTGAAGGAG CCAAAGGAAACGAAGACCAA 242

Ai02B24363 Araip.B02 24363 p3 (AAT)5 15 101592943 101592957 CTTTTGGTTAAAATCAAATACAAATCA ATTGGTGGGGGCTTGATTAC 230

Ai02B24364 Araip.B02 24364 c (TA)9tgattttagtattgtttcagattacatgttattactgccacttggatatatatacttttggctgct(TA)696 101598861 101598956 AAGTGGTATCAGAGCCATCCA TCAAATAAGAATATCGATACGGTAAAA 185

Ai02B24366 Araip.B02 24366 c* (AT)10(T)10* 29 101628959 101628987 ACAATTACAACCAGGGACGG GAAGTGGTGACGGCTGAAAT 250
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Ai02B24386 Araip.B02 24386 p3 (TCA)5 15 101727068 101727082 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAGAGGCAA 251

Ai02B24393 Araip.B02 24393 c (AT)7acatatccaaaactcaaatgtacataaataaaattctgtctctccataaacctctaagaggatcaaaagaacaagttatgc(AG)7109 101752672 101752780 AGTCAAGACTGGCCGGATAA TGTTTTTCAGATGCAGGTCG 252

Ai02B24397 Araip.B02 24397 c (A)10ttaaaatgcaaaaaagaaaannggttataagttaaaaaaaataaaaaaaac(A)10taaaaat(A)1088 101762222 101762309 CAGACAAAAAGCAACACCCA CCACCATCCATTACAATCACA 239

Ai02B24400 Araip.B02 24400 c (GT)6(GA)7 26 101765003 101765028 TGAATAGTAGCAGAGGAAAATGAAAA TGTGGACGTTCTTTGGATGT 258

Ai02B24401 Araip.B02 24401 c (A)12gttaaatatgatcataaccaatgttactaaatattgccgcatcaccctttcgtgtgatacaacatg(TA)690 101765343 101765432 CGTCTAAAAGAAAACACGTGTAGG ATTGCTGCTTCAGCCATTTT 278

Ai02B24402 Araip.B02 24402 p2 (AT)12 24 101767378 101767401 TGATCATCATCCGCACCTAA CAGATTTCAAGTGGCCAACC 231

Ai02B24404 Araip.B02 24404 p3 (TGA)5 15 101771343 101771357 TGAAGGTCCTAATGTTGGGC TCTCCCTCCCTGTCATCATC 279

Ai02B24407 Araip.B02 24407 p4 (TAAT)5 20 101796369 101796388 TGGCACTTGCCCTTCTAACT AAAAGCCAAATTAGTGTTTGTGG 183

Ai02B24408 Araip.B02 24408 p3 (AAG)5 15 101796908 101796922 AACGCCAAAACAGGAAAATG TCACTCTCCAACCAGATCCA 270

Ai02B24409 Araip.B02 24409 p2 (AG)9 18 101797038 101797055 GGAACGCTCTGGAAAACAAA CTTTTCGTACGGAATCAGCG 265

Ai02B24411 Araip.B02 24411 p4 (AATA)5 20 101798873 101798892 AAAACCACTCAAGGTGCTGG GCCTTCGGTACTGTTGTGGT 274

Ai02B24412 Araip.B02 24412 p2 (AG)11 22 101800788 101800809 GGGGCAAGTCTGCAAAAATA TCCGACAGCTCTCTTCACAA 273

Ai02B24415 Araip.B02 24415 p3 (TCG)5 15 101810387 101810401 GAATGAGGATGGATGAGCGT CGCTTCTCCTCAGTATTCCG 141

Ai02B24417 Araip.B02 24417 p2 (AT)6 12 101811336 101811347 AAACAAAACCGTGTGGGAAA ATTATTTGCTGCTTCCGTGG 168

Ai02B24421 Araip.B02 24421 p2 (GA)8 16 101825433 101825448 CTGTTGAGGTGGGCAAAGTT GTTTCCATTTTTGGGTGTGG 232

Ai02B24422 Araip.B02 24422 c (T)16aaatgatttattgatgaatttgagtatg(T)1054 101827532 101827585 CGATGTCGTCAATTTTCATCA AAAATGGTTGGGTTGGATGT 238

Ai02B24423 Araip.B02 24423 p2 (AT)7 14 101830305 101830318 TGCATGCTTGAATGTGACAA TGTGAGAAATATAGAGGAGAAGCA 252

Ai02B24426 Araip.B02 24426 p3 (ATT)6 18 101834751 101834768 TGAACTGAAACGAACTTTGGTG AGCTGCTGAGGCAGTTTAGC 182

Ai02B24427 Araip.B02 24427 c (AT)9ac(T)10 30 101835304 101835333 TCGATCGAATAGAATTTTACTGCTT GCTTGACAAATGACAAGTCAAAA 148

Ai02B24429 Araip.B02 24429 c* (AT)6(T)10* 21 101836095 101836115 TGGACACGTTTCATGATGGT GCTTCTTTCCTTTGCTTGTGA 198

Ai02B24434 Araip.B02 24434 p2 (TA)15 30 101841093 101841122 TTGGACTGAAACTTGGGTCA TTGCACTAAGATCAAGGGGC 186

Ai02B24436 Araip.B02 24436 p3 (AAT)5 15 101844060 101844074 TCTCAAAGGTGGGAAATGTTG TCTTTGACCTGTTTCACTAGACCA 271

Ai02B24438 Araip.B02 24438 p3 (TAA)5 15 101847980 101847994 TGTATGCTTGCGATATCTTTCA CGTTCACGTAGACTTGCACAT 280

Ai02B24439 Araip.B02 24439 c (TTA)5ttgaaaagattacagaaaatttgtgacatgagatactttttaaaatttaatgctttttatatttaag(A)1395 101849347 101849441 TGCTTGTCCAAAGCATGTTA ATTGCATGAGCAATTCCAAA 198

Ai02B24441 Araip.B02 24441 p2 (AT)6 12 101853009 101853020 GGTAGAGAGTTGCAGCGAGC CCTTTTGTTTGGAAACCAGATT 233

Ai02B24445 Araip.B02 24445 c (TA)11agctactgctataactttagaagtgtgaatatattcgttttgtctctattgttttttaattttagcttctaccttctatttttctcttctttgtc(T)10127 101857948 101858074 GAGTGAGTCTTGGTGTAAGGCA TGAACGAGAGAGAGCAGAACA 194

Ai02B24448 Araip.B02 24448 p2 (TA)9 18 101875299 101875316 TATTGGGCATGTGTTGAGGA AAGATAGTGCCACCACATCAAA 144

Ai02B24449 Araip.B02 24449 p3 (TTA)6 18 101877313 101877330 GTTTCTGTGGCGAAGTGGTT GAGAAAACACGAGTGGAGGG 272

Ai02B24451 Araip.B02 24451 p3 (TAA)6 18 101880258 101880275 AATGCACCAAGAAATTTGACG TGTAACACAGAAAAATAACCACATACA 274

Ai02B24452 Araip.B02 24452 p2 (AT)7 14 101881524 101881537 TATTGCCCATGAAGCTTTGC CGTTCGATTGCATTGAAAGA 239

Ai02B24458 Araip.B02 24458 p3 (GAA)7 21 101892091 101892111 AGGTGATGAGAGGGGAGGTT CACATGCACACTTGGCTCTT 257

Ai02B24460 Araip.B02 24460 p3 (ATA)5 15 101897697 101897711 CACCCACAAAAGGAACATGC TGATGGATAACACACCCACAA 227

Ai02B24463 Araip.B02 24463 c (TGG)6tgaaattctggtgaaatttatgaaattctgggttctttgctgaaatttgtgaaattctggattctttgcatgatgatagtggtgctggtgctttgc(ATG)11(GTG)6165 101899948 101900112 TGTGAAATTCTGGGTTCTTGG CACCACTACAACCACCACCA 265

Ai02B24469 Araip.B02 24469 p3 (TAT)7 21 101911006 101911026 GTGATATGATTTGGCACCGA ACCAAGGCCTGAAAATGTTG 267
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Ai02B24471 Araip.B02 24471 p2 (GA)6 12 101914336 101914347 CGTGGCATGCATTAGAGAGA TTGAGACGGAAGAAAACGCT 257

Ai02B24475 Araip.B02 24475 p3 (AAT)14 42 101923540 101923581 CATTTTTATTGAGGCAGCCA CCTACAAAGAGGAATAATGGCCT 254

Ai02B24478 Araip.B02 24478 p2 (AT)6 12 101930259 101930270 TTGTACAAGGGCCATGTTAAGT TTCTCATGTTTTCTTCCGGTT 122

Ai02B24494 Araip.B02 24494 p2 (AT)8 16 101963347 101963362 TCACGAGCTGGCTCAAATAA CCGAGCTTGAGCTTGGATAA 279

Ai02B24495 Araip.B02 24495 p2 (AG)8 16 101973540 101973555 TTACATCACTTGCAGCCAGC CATCCCATTGTTGCACTGAC 199

Ai02B24501 Araip.B02 24501 c (T)12cgttaatttttcttctttcttcctgaaccaaaaagaagcc(T)1062 101990565 101990626 TCACCATGCTGAACCAAAAA GCTGAAAAGGAGCAGGAAGA 125

Ai02B24508 Araip.B02 24508 p3 (ATC)11 33 102014149 102014181 TCAACTTTGCATGGTGGCTA GATTCCCCCATTAGAATGCC 172

Ai02B24511 Araip.B02 24511 p3 (TAA)10 30 102019698 102019727 AGGGTGTTTGCGATTTTGAG GGGAAGAGAGTCGAAGAAGATG 259

Ai02B24513 Araip.B02 24513 p2 (AT)7 14 102029653 102029666 CAACAAAAGGAGCAGCAACA TGATGCACAAACAGAATCACAA 269

Ai02B24516 Araip.B02 24516 c (A)11gaagaaagtgagactattggggatatttcggatactagtgcactactatatagtttttatatatagttttattgaatttttaattaagtt(TA)7115 102037715 102037829 CAACAGCATGGTCATCCATT TTCAACGTTTTTATCACGACAGA 271

Ai02B24517 Araip.B02 24517 p2 (TC)7 14 102038416 102038429 TTGCTATGATTGCTGCTTGC TGGTGAGTTAATCGTTGCTCTT 280

Ai02B24522 Araip.B02 24522 p2 (TA)7 14 102048118 102048131 CCATTGGCTTCGTCACTTTT GACGTGCATCAAAACTAATTCA 235

Ai02B24528 Araip.B02 24528 p2 (CT)6 12 102067000 102067011 GGACGGTTATCCCCCTTAAA GTGGTGAACCCATAACCACC 212

Ai02B24529 Araip.B02 24529 p3 (AGA)5 15 102069209 102069223 GCTGCTGCTTCCACAAATTA CCCTGATGATGTCTTCCCTG 280

Ai02B24530 Araip.B02 24530 p2 (AT)6 12 102069732 102069743 GGGGTTGTGGAATAGAGCAA GGCGAATGATAAATCTTTAAGTGG 160

Ai02B24531 Araip.B02 24531 p2 (CA)6 12 102077559 102077570 GAAAAAGAAAACCGTGCCAA TCTTTGGTGGTGATTGTGGA 261

Ai02B24532 Araip.B02 24532 p2 (CT)6 12 102081888 102081899 TGAGAGACAAATGAAGTTGAGCA AAGCCCAATAATCCAAGCCT 176

Ai02B24538 Araip.B02 24538 p3 (GAT)5 15 102099219 102099233 ACAACTGCAAAGAAATGGGG AGGTTGTGACTTGGTCTCGG 164

Ai02B24544 Araip.B02 24544 p2 (CT)8 16 102121236 102121251 CGAAAACCACTAACAACTTTTTCA TCGAACACAGAGGGAGAGAGA 259

Ai02B24549 Araip.B02 24549 p2 (AG)6 12 102151873 102151884 GCCTTGCACTCTCACTCCTT GGTGACCAAGGAAGAACCAA 197

Ai02B24553 Araip.B02 24553 p2 (TC)6 12 102163810 102163821 TTGCTATGATTGCTGCTTGC CCCTTATAGTGAGTTCATCACTGC 280

Ai02B24554 Araip.B02 24554 c (T)11aaaaaaaaagtaaggaagaaaaattttttcttttacaatttttgaaaagcacataactaatgtattcctgagttatctatttgaacatttttttt(A)10116 102164942 102165057 TTTTCTTGGTTGATTCCTCTTCA TCTTTCAGCAGAAATATAGGAATACA 266

Ai02B24558 Araip.B02 24558 p3 (ATG)5 15 102168642 102168656 TGACGTCTGTCATTTGGACC CAAATGATAAGAGCCACCCA 194

Ai02B24560 Araip.B02 24560 p2 (TA)6 12 102173876 102173887 TGAGGGTCAGTTTTGACGGT GGCACGGGTGATTAAACTTG 280

Ai02B24562 Araip.B02 24562 p3 (ATT)10 30 102176857 102176886 TTTAAAATCTTCAAGAATATTCGATTG GTTTTCCCCCGGCTACTAAA 248

Ai02B24570 Araip.B02 24570 c (A)10gaaaaaaagagc(AT)634 102190486 102190519 TTCAGAGCAGAAACTTTTCATTT TGGTTTGTGTATCTGGATGGC 186

Ai02B24572 Araip.B02 24572 p3 (AGA)6 18 102192624 102192641 GCTGCTGCTTCCACAAATTA TCTTTCCTGGCCTTGTCATC 272

Ai02B24575 Araip.B02 24575 p2 (TA)7 14 102196552 102196565 AACGAATCTTTGATGGGTGC TCACTAATTGAATGAAAGAGTTCCA 271

Ai02B24577 Araip.B02 24577 p2 (AT)6 12 102198202 102198213 TGGATGAATGCAATGGAAGA AAAAACTAGACGTGCATCAAAGT 256

Ai02B24579 Araip.B02 24579 c (TC)8taccaacaaaggaaccatgtctatatttaggt(AG)660 102202836 102202895 TTACACTGCTGGGACTGCTG AAGCCCAATAATCCAAGCCT 182

Ai02B24582 Araip.B02 24582 c (T)10aaagtaaggaagaaaaatttttcttttacaatttttgaaaagtacataacaaatgtatttctgagttatctatttgaactttt(A)10103 102209225 102209327 TCGGTGTCTCGATCTATGGTC AATAGAAAAACTTATCTTTCACCAGAA 255

Ai02B24586 Araip.B02 24586 p2 (AT)17 34 102219764 102219797 TGGGGTAATTTTGTCCCCTT TATGCGAAATTGTGGGAACA 229

Ai02B24587 Araip.B02 24587 p2 (AG)6 12 102222324 102222335 TGGCAAACAATTTGCAACAA CTTCCCCCTTCTCCCTTCTA 253

Ai02B24591 Araip.B02 24591 c (TTG)6tttgtcaaggatttgagatggaaacaaaacttaaaaacaacacgcttatggcagttaccaagtaatatc(TTCT)5107 102253141 102253247 ACCATCCATGAGGTGGTCAT GAGAGAGGGAGGGAAGGAAA 253
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Ai02B24592 Araip.B02 24592 p2 (TC)6 12 102253361 102253372 TTTCCTTCCCTCCCTCTCTC TGCCTTAAGCGTGTTGTTTTT 199

Ai02B24593 Araip.B02 24593 c (A)10gcaatttctttaatagcaatttg(T)1144 102263608 102263651 AAACCACAGCGCAAATTACA TGGAGGATTCTGACTTCTAAGG 273

Ai02B24599 Araip.B02 24599 c (TAA)7ggccaattatagtgtacagttgtagttgataaagagacgctttctaaatcatgaaactaatgacacatgattgtgatgacttcatagtgatgcatgctg(T)11131 102269863 102269993 TGCAGAAACATTGAGAAGCAG CCATTGAAGAATCTCGCCAT 239

Ai02B24600 Araip.B02 24600 p3 (TTA)7 21 102270115 102270135 ATGGCGAGATTCTTCAATGG TGCAGAGATCCAAATAAAAAGAAA 217

Ai02B24601 Araip.B02 24601 c (A)11tttggtacagggaccaaatcaaaaag(A)1047 102270328 102270374 GCCAATTACTACCAAGAGAAACC ATTTTGTTGGTTCTTATAGTTTTGC 125

Ai02B24612 Araip.B02 24612 c (TTC)5c(TCT)5tcctcttcctcttcctttccctcttcctcttcctcttcg(T)1080 102289001 102289080 AATGCGTTATTCAACGTTTCC ACACCCAAAATTCGTTGCAT 241

Ai02B24614 Araip.B02 24614 p3 (AAG)5 15 102289649 102289663 CGATGAAGAAGAACGTGCAG AATGGGCCAAATGTGTACCT 279

Ai02B24618 Araip.B02 24618 p2 (AG)6 12 102293769 102293780 ACATTGCAATCACGCGTTTA TTGAATCGTTTTGCTGCTTG 143

Ai02B24621 Araip.B02 24621 p3 (TTA)8 24 102301781 102301804 TGGAATCAAATTTTTGTATTGACATT GTCGGAAGGTGTTGGTGATT 274

Ai02B24623 Araip.B02 24623 p5 (TCTCT)5 25 102308899 102308923 TCCTTGGTATCTGGTGAGCA CACACGGTCACTTCCATCAT 267

Ai02B24624 Araip.B02 24624 c (AT)19ttatatatt(TA)7ttgatgaatgtgatatatttttttatgtaaataatcttt(A)10110 102317872 102317981 CCAAACTGGTTTGCTTGAAA ATTCGGTGTTCCTCATCACA 273

Ai02B24625 Araip.B02 24625 p2 (TC)16 32 102319277 102319308 CGCATCTTAGCTTCCACCTC GAAAGGCATTGAAACGGAAA 253

Ai02B24626 Araip.B02 24626 p3 (CCG)5 15 102319632 102319646 TTTCCGTTTCAATGCCTTTC GGGAAGCCTTTAACCTTTGC 235

Ai02B24628 Araip.B02 24628 p3 (ATT)5 15 102331049 102331063 GGGCAGAGAAATGAACCTGA GCATTACCCAATGCACTGTT 174

Ai02B24629 Araip.B02 24629 c (TTATA)5atgactgttgtaggag(T)1455 102331677 102331731 CGTTATAGCCCTACCACCCC AAATTATTTTCACATGGTAATTTGC 279

Ai02B24631 Araip.B02 24631 c (T)11cctgggaaaatttgtcatattgtttagtagagcttccttttgtttctgaaaatgtttcaagagggatttatggcattatta(T)10102 102337177 102337278 TATCACTGCCGTCGTCGTAG TGTCAAGAAATTTGCCACCA 248

Ai02B24634 Araip.B02 24634 p2 (TA)7 14 102358694 102358707 TCAGATTGATCACCCCATCA GACCCTCAAACACATTTGTCA 260

Ai02B24638 Araip.B02 24638 p2 (AT)7 14 102366889 102366902 GATGATGCCGGCAATAGAGT TGTTTTTCAAAGATAATGGGCA 156

Ai02B24643 Araip.B02 24643 p3 (TTG)6 18 102368759 102368776 CCAAAAGTCAAGACCATTGATTA CGTGCCTATTTATCTTGCCC 186

Ai02B24645 Araip.B02 24645 c (AT)11actgtgtcaatatatatttctttctcc(AT)865 102371822 102371886 AATCTGTGAAGCCACACATTTA TGATGTAAGAGTTTAGGTGGCA 193

Ai02B24647 Araip.B02 24647 p3 (GAT)8 24 102372312 102372335 CAACAATTCCTTTCACCCAAA CAAGAAGCAAATAAGGCATGG 269

Ai02B24653 Araip.B02 24653 p3 (TTA)5 15 102378144 102378158 GCAACACAGCATTTGTTCTCA TTAACGGTCGGGAAAATGAC 250

Ai02B24656 Araip.B02 24656 p2 (TA)6 12 102381585 102381596 TCAATTATCCGGAGTGGAGC TGTCTCAAACGTTGGAAAAATAAA 231

Ai02B24657 Araip.B02 24657 p2 (TA)7 14 102382281 102382294 TAGCTTGTAACGGAGGCACC TAACGTTGGCAATTTGGTGA 129

Ai02B24659 Araip.B02 24659 p3 (AAC)5 15 102383619 102383633 CCTCACGGTAGACCCTTCAA CTCTGTCGAACCATTCACGA 178

Ai02B24665 Araip.B02 24665 p2 (TA)26 52 102397135 102397186 TACATGTAAACCGTGCCAGC CAACGCCTATAGAAAGCCGA 265

Ai02B24666 Araip.B02 24666 p3 (ATT)5 15 102398148 102398162 CCAATTTAGCAAAATGAACGAA ACTTTGGACTCTGGCCCTTT 270

Ai02B24667 Araip.B02 24667 c (A)10gccaaataaaaaattaaaatttcatt(A)1046 102399271 102399316 AATCAACCGCTACGGACAAC TTTTTCGTTTGAGCTCCACTT 264

Ai02B24670 Araip.B02 24670 p3 (AAT)5 15 102402092 102402106 TGGAAGTGGTTGAAGTATCGC ACCTCAAACGTTGGGAAAAA 276

Ai02B24671 Araip.B02 24671 p4 (AAAT)5 20 102402577 102402596 CAGTTCTGTTCCATGTGAAATTG TGTTGCAAAAGCAAAGGATG 132

Ai02B24672 Araip.B02 24672 c (A)14gccaaataaaaaattaaaatttcatt(A)1050 102402861 102402910 GTCAGTCGGGTTGGTGAAAT CCGCAAGGCAAATAGAGAAG 271

Ai02B24678 Araip.B02 24678 p3 (AAC)5 15 102413225 102413239 CCTCACGGTAGACCCTTCAA TTGGGGAGCAGTTATGGTTC 216

Ai02B24680 Araip.B02 24680 p3 (TTC)5 15 102419621 102419635 TGGATCGGCCCATTACTTAC TGAATTGGATTGGATTGTGTG 261

Ai02B24685 Araip.B02 24685 p2 (TG)6 12 102442520 102442531 TTGGATTCTAATAATCATTCCACAA CAACATGGCTTGGATCCTTT 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B24687 Araip.B02 24687 p2 (AT)6 12 102443916 102443927 CAGGCATCAGAAAGAGGAGG CAGTGGCTAGAACCTGTGACC 280

Ai02B24688 Araip.B02 24688 p3 (TTC)5 15 102445228 102445242 CGGGGATGGAGATAGAAAGG GACGGAGAGTGGAAGAGCAC 234

Ai02B24689 Araip.B02 24689 p3 (CTT)5 15 102447248 102447262 AAAAAGCCAAGTGGAACACG CAGGTTTCTTTGCCATGGAT 144

Ai02B24691 Araip.B02 24691 p2 (TA)9 18 102453196 102453213 TGATGATGAATTGTTGATGCAG TGTGCAGTACCACAAACAGGA 245

Ai02B24693 Araip.B02 24693 c (CAA)10ggatg(ATA)1065 102456630 102456694 GCACACCAGTAAGCACGAGA GCGCGACGGTATTGTACTTT 278

Ai02B24694 Araip.B02 24694 p3 (TAG)5 15 102461916 102461930 CAAGCAACGAAGTTGATGTCC CAAGAGTTGCTTCAATTCCAA 190

Ai02B24695 Araip.B02 24695 p2 (TA)7 14 102462838 102462851 GCATGGTTTTGTTCCCAAGT GGGAAGGTAGTGTGGTGGAA 127

Ai02B24696 Araip.B02 24696 p2 (AT)8 16 102465696 102465711 TTGTCCATCGCGATACATTT GGATTTCACGTGGCTCATTT 262

Ai02B24697 Araip.B02 24697 p3 (TTG)6 18 102468047 102468064 GCAACCCTTTCCCTCTGTTT CAGAAGCAACCAAAGCATCA 153

Ai02B24698 Araip.B02 24698 p2 (AT)6 12 102471111 102471122 TCACAAGTGTGAGAATGGGAA ATTATTGATAGGGAGGGGCG 197

Ai02B24700 Araip.B02 24700 p2 (AT)7 14 102474246 102474259 GGTGGTGATAAATCATGAGCAA TAAATGGGGTCTGATCCAGC 107

Ai02B24710 Araip.B02 24710 c (ATT)5ttgccactcttccatttatactataatgagctaataatattgctcatcaagatgatcaattttagcatatgctc(T)13102 102491014 102491115 TGGCATTGCTGCTTTTATGA TGAGTTGATCACATTTCACATGG 278

Ai02B24711 Araip.B02 24711 p3 (GTT)6 18 102491778 102491795 TGCTTTGCAATCAGAGGATG ACACTTCTGGGGACCCTTTT 200

Ai02B24714 Araip.B02 24714 p3 (CAT)6 18 102495520 102495537 TTGTTCCACCACTTTGGTCA GGAACTTGGAGAAAGCATGAA 271

Ai02B24722 Araip.B02 24722 p3 (TTA)6 18 102517172 102517189 CTGTCCCTAACACTCCTTTTGA TATGTTCGAAATTGCCGTGA 270

Ai02B24729 Araip.B02 24729 p2 (AT)10 20 102522733 102522752 GGTGGGTTATTTAGCCACGA TGCAGGTACTCCCATGAAGA 271

Ai02B24731 Araip.B02 24731 p2 (CT)6 12 102526008 102526019 TATTAGCGCCGAATTTACCG TGCTGATTTGCAACGACAAT 255

Ai02B24734 Araip.B02 24734 p2 (TC)7 14 102533189 102533202 AAGCCCAAAAATTCGAAACA TTTCGGTGAAGGAGAGAGGA 184

Ai02B24735 Araip.B02 24735 p3 (ATT)6 18 102536761 102536778 AAAATCTGATGCGAAATCCG CAACACGATCCACGAGTTTG 235

Ai02B24739 Araip.B02 24739 p3 (TTC)6 18 102542442 102542459 AGCCTCAAAAGCACACATGC TTGAGGTGGATACGGAAACTG 271

Ai02B24740 Araip.B02 24740 p3 (TAT)10 30 102542747 102542776 CAGTTTCCGTATCCACCTCAA TCCTCTCAAGTCTCACCAACAA 252

Ai02B24743 Araip.B02 24743 c (ATA)22(TAT)5 81 102546303 102546383 TGGCTTGAACTTTCTGTGAGG ACGTTTTCAACGTTCTCCAA 187

Ai02B24745 Araip.B02 24745 p3 (CCG)5 15 102553084 102553098 ATAGAACACCACCACGCCTC ATGAGGATGCAGGATTGGAG 274

Ai02B24746 Araip.B02 24746 p3 (CCG)5 15 102553267 102553281 ATAGAACACCACCACGCCTC ATGAGGATGCAGGATTGGAG 274

Ai02B24747 Araip.B02 24747 p3 (TTA)6 18 102555195 102555212 AATTTCAACACCTAATAAATATGGGA GCAAATCGAAAATTTTTAGGACAA 267

Ai02B24748 Araip.B02 24748 p3 (GGC)5 15 102556883 102556897 TAGGTGAGGATTGTGGAGGG GAGTGAGGATTGAACCCCAA 201

Ai02B24751 Araip.B02 24751 p3 (TAA)9 27 102561056 102561082 TCATTTGAGTTTGATTAATGGTTTTT TAAATACATGCCCACGTCCC 265

Ai02B24752 Araip.B02 24752 p3 (CCG)5 15 102565194 102565208 CACTTGTTGATCGCAACCAC TCAATGTTGATTTCGGCAAA 212

Ai02B24753 Araip.B02 24753 c (A)10g(A)11 22 102565648 102565669 ATGCATCCTCTAAACGTCGC AGAGATGAGTGGCTGTGGCT 129

Ai02B24754 Araip.B02 24754 p2 (AT)6 12 102577618 102577629 TGTTGATTTAAAGGCAAAAGCA CTCCTCAACACCACCACTCA 166

Ai02B24757 Araip.B02 24757 p2 (CT)6 12 102587869 102587880 TGGTTCACGTAGCCTTTCAA CCATAGTACCAGGCCAGAGAG 200

Ai02B24758 Araip.B02 24758 p2 (AT)6 12 102588700 102588711 TCTCTCTTTCTCTCTCTGGCCT GCCATCTATCTCCATGCCAC 203

Ai02B24766 Araip.B02 24766 p2 (GA)7 14 102601585 102601598 TCCCCTTTGAATCATGGAAG TCATGTGCTTTGGCTAGGAA 210

Ai02B24768 Araip.B02 24768 c (TC)7tttc(T)11 29 102604779 102604807 TCAACTTTTTCTCCCTTTAGCA TCTAGCATCCACCTGAAGCA 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B24770 Araip.B02 24770 c (CTT)5ctacaa(CTT)536 102606271 102606306 TCTATTCCTGCCACTTGCCT CTTCTCAGCCGTATTTTCGC 269

Ai02B24772 Araip.B02 24772 p2 (TA)6 12 102615405 102615416 TTTTTGTTACCGAACATTTCCA GTTTGGACGCGGAAAAACTA 231

Ai02B24774 Araip.B02 24774 c (A)11gtgaacattcaccctattaagtttttgacatggtgatgccgccactttttgaccctactaattg(T)1893 102618029 102618121 GCAACCAACGAGTTACTAAGGTG TGAAATCAGATCCGCAATGA 239

Ai02B24775 Araip.B02 24775 p4 (ATAA)5 20 102618879 102618898 TGTGAGTGCAAAAATGAAGC AGTGAGATGCCATTGTGTGA 167

Ai02B24776 Araip.B02 24776 p4 (ATTC)5 20 102622704 102622723 TGCCAATGAGGATCACAAAA TATGGTTTGCGATTTTGCAG 209

Ai02B24778 Araip.B02 24778 p4 (AAAT)5 20 102631827 102631846 GATGTGAAATTTGGCTCTACACA GCTTGCCACCCTTTTGATTA 229

Ai02B24779 Araip.B02 24779 p3 (AAT)6 18 102632702 102632719 TCCCTAAGCTACCACTTGTTTCA TTCATGCCTTGCATCATTGT 266

Ai02B24782 Araip.B02 24782 p2 (TA)11 22 102636472 102636493 GGTTCAGATTTGTGGGGTTG CACGTGGGATTTTTAGGCAC 233

Ai02B24785 Araip.B02 24785 p2 (AT)7 14 102639283 102639296 GGAAAATGATTAACCCCGCT AGGACATTGTTTGACCTCTGG 271

Ai02B24789 Araip.B02 24789 p2 (TC)6 12 102653799 102653810 AAACATGAATGGTGGTCGGT TCGTGGAGTTCTCTGCATTG 238

Ai02B24794 Araip.B02 24794 p2 (AT)9 18 102669492 102669509 TATGATTTGGGGATGAGGGA GATCTGAAACGTGGAGGCAT 161

Ai02B24795 Araip.B02 24795 p3 (ATA)11 33 102669665 102669697 CATGCCTCCACGTTTCAGAT GGATGTAAGACTCCAAGTTTTCG 279

Ai02B24802 Araip.B02 24802 p2 (AG)7 14 102681397 102681410 TGATGCAATCAACCTTGACA GCCAAATCTTATAAAGCCAACC 238

Ai02B24815 Araip.B02 24815 p3 (CTT)6 18 102707274 102707291 GAAGATCCCACCACTGGCTA CCGAAAAGATCACCAAGGAA 277

Ai02B24817 Araip.B02 24817 p3 (CTT)7 21 102712700 102712720 ACCAGCCAAGAAACAACCAG CATGTTTGATTCTGGGAGCA 183

Ai02B24818 Araip.B02 24818 p3 (TCC)8 24 102722796 102722819 AAAGGTTGAGGGCCTGGTAT TAGTGGCGGTTACAAAACCC 251

Ai02B24819 Araip.B02 24819 p3 (ATT)8 24 102724781 102724804 GATGGCCAAGATGCAGTATG ATCAATTTGGGAGATGGCAC 254

Ai02B24822 Araip.B02 24822 p2 (AT)7 14 102733710 102733723 GTACAAATTTGCCTGCGGAT TGTGAGTACAAGACTCACTTTCTTCA 117

Ai02B24826 Araip.B02 24826 p4 (GTAT)5 20 102738805 102738824 TTTCTCTCGCCTTTGTTTTTG AAGCTTTTGGTTGTGCCACT 279

Ai02B24828 Araip.B02 24828 p2 (AT)7 14 102740993 102741006 TGAATTGATTGTTGGTTGTCG CTAGGGTTGCTTTCACAGCC 245

Ai02B24829 Araip.B02 24829 p2 (TA)11 22 102743174 102743195 TTAGAGGTTGGCTCGGAGAA AAGTCGTAACACTCCCGTGG 234

Ai02B24830 Araip.B02 24830 p3 (TGG)5 15 102748102 102748116 TGTCGGTCTTGCTCTGATTG CTAGGGTGCACCAAGACCAT 102

Ai02B24831 Araip.B02 24831 p3 (TAA)9 27 102748659 102748685 TGTGCTGACTCATCCAGCTT TGTTATCATCGCACTCCCAG 185

Ai02B24832 Araip.B02 24832 p2 (TC)22 44 102749619 102749662 ACAAAAGTGCCCTGACTTGG AGCGGAGTGTTGAGGAAGAA 170

Ai02B24833 Araip.B02 24833 c (AG)6(TG)6 24 102751056 102751079 TCTTGGTAGTCGGTTTTGGC ATAGATGCCCTCCGTGTGAC 219

Ai02B24842 Araip.B02 24842 p3 (ATA)7 21 102775820 102775840 TGCCATAAGCTTGTTGTTTTT GATGTGTCTCCTGAATGTGTCAA 252

Ai02B24844 Araip.B02 24844 p2 (AT)9 18 102781076 102781093 AGCGCTCAAACAAGCACTTA TGTTAGACTTACTTGAATGAACTTGGA 249

Ai02B24846 Araip.B02 24846 c (A)10g(AATA)6 35 102792314 102792348 TGGACTTTTGGGTGACACTG ACGGTTCAGACTTCAATGGC 143

Ai02B24852 Araip.B02 24852 p2 (TA)7 14 102806543 102806556 GTTCAAGTCGCTGGAGAAGC CTGATGCAGCTCTGATTCCA 272

Ai02B24855 Araip.B02 24855 c (A)10cctaaataatctacccgaagcccagacacccaacaaaagtccaacactcccaatca(TC)678 102810697 102810774 TCGGTTTAAAAACCCCTTCA CTCGAGCAGAGGAGAGGAGA 246

Ai02B24856 Araip.B02 24856 p2 (CT)7 14 102811076 102811089 CTCGAGCGTGCTTTCTCTCT CAGAGTGCTTACTGTTTCCCG 277

Ai02B24859 Araip.B02 24859 c (TTA)11(T)10 43 102817532 102817574 CCGAAATGTGAGTTTTGCTTC TCTGGCCCCTTACCTTAACC 122

Ai02B24860 Araip.B02 24860 p3 (ATT)8 24 102823744 102823767 CGGAGTTTCTTTTTGCTTCG TAAATTGGGGTGCTGCCTTA 190

Ai02B24861 Araip.B02 24861 p2 (CT)6 12 102833942 102833953 CATTGCGCTGAACTTGTCAT TTTTGTGCCAAAACTTCATTT 175
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Ai02B24867 Araip.B02 24867 p2 (TA)8 16 102869285 102869300 TGATCTTTTGGAATTTGTGTTGA GCAGCGTTCTTTGCAATTTT 155

Ai02B24868 Araip.B02 24868 p2 (AT)6 12 102873038 102873049 CAAATCACAGAAAATGGGACA AACGTGAAGAAGGAGACCTGA 136

Ai02B24870 Araip.B02 24870 p3 (ATA)11 33 102881577 102881609 CGAAACCGCCGAATAATCT TAGTAAACCCAAACCATGCG 268

Ai02B24874 Araip.B02 24874 c (T)11aac(A)16 30 102889939 102889968 ACGGCACAATTTTGTTGGAT ATGCCACTGTTGCTCCCTAT 141

Ai02B24875 Araip.B02 24875 c (T)10aaaaactaattaatctaaaattaatatttttaagatctaattgtcactttactacc(T)1076 102891122 102891197 TCATTTTCCTGTTTGCATGA CTCAATTAAGAGGTTGCGGG 228

Ai02B24890 Araip.B02 24890 c (A)10tcgtatttgtagaattaaagtttaaaaatgatttttaaaaaatataaatttctttttttatttct(A)1186 102918678 102918763 GAAAGTTCCTCGGGTTAGGC TTCCTCAAGTAATGATTCCCG 185

Ai02B24894 Araip.B02 24894 p2 (AT)7 14 102933157 102933170 GTGGCTAATGTTGGTGGGTT TGCAGGTACTCCCATGAAGA 278

Ai02B24902 Araip.B02 24902 p2 (CT)7 14 102968079 102968092 TGTCACCCACAAAGAAGCAG AGCGAGTGATGCAGAAAGGT 254

Ai02B24911 Araip.B02 24911 p2 (CT)13 26 102997847 102997872 ACAACTCCTCCCTCATCCCT CACTGTTCTGCTACCACCGA 276

Ai02B24912 Araip.B02 24912 p2 (TC)6 12 102998966 102998977 CTCTTCGCTGTCACCTCCTC AAATAAACCACCTCACCCCA 240

Ai02B24913 Araip.B02 24913 p2 (TA)6 12 102999313 102999324 CACCCTAGACCTTAGGTACGAAAA GAAATCGTCTATTGTTCCGTCTT 280

Ai02B24918 Araip.B02 24918 p3 (CAT)5 15 103002602 103002616 CCAAATCCAAACCAAACCAC TGTTGCTCTTGATGCACTCC 252

Ai02B24921 Araip.B02 24921 p2 (AT)6 12 103014411 103014422 GCCTCCCACCTTCTTTTTCT TTGACTTAAACCGCTGCAAA 271

Ai02B24925 Araip.B02 24925 c (A)10gcttcttgtattcc(T)10cttttctcctctataaataaagaagaccaaagtggaaagaatatttcccttttgagtttcataaagcaatttggcaacttctctc(T)12131 103018611 103018741 TGTTTAATTCCTCTACCAAATTGTTT CCATAAATTTAAAAAGTTGCCCC 257

Ai02B24929 Araip.B02 24929 c (T)10ataaaaaaaattgaaaacttattttatttagtatttattatatattatcaagttttg(T)1178 103022514 103022591 CATTGTGGACCAAAAATTAAAAA TGATTCAAATATAAGGAAGATCGAAA 276

Ai02B24932 Araip.B02 24932 c (T)10ctcgttgatgctttttttt(A)1039 103024771 103024809 AAGCAAAACGAAAGGGTAAAA TGGATCTGATGTTTGAATCCAT 162

Ai02B24934 Araip.B02 24934 p3 (CTT)6 18 103028893 103028910 GGGAAGTGCAAGCTTCGTAA CCAAAAGCTCAACGAACCAT 272

Ai02B24935 Araip.B02 24935 p3 (ATC)6 18 103031199 103031216 CCACCACCAACACTACCCTC AGGAGAATGAGGCAATGGAA 265

Ai02B24936 Araip.B02 24936 p3 (TTA)5 15 103032040 103032054 CGAGGGATTAGGATTGGGAT TGAAATTATTGTTTTGAGTTATGCAA 270

Ai02B24937 Araip.B02 24937 c (A)10ggaaaaaataaaacatt(A)1441 103032844 103032884 CCCATGCTTGGAATGTTTCT GGGGAGAAGGAAGATCAAGG 184

Ai02B24939 Araip.B02 24939 p3 (GTG)6 18 103034432 103034449 CACGTCAAAGTGGACACCTG CATGCTATTATCTCCGCCGT 259

Ai02B24940 Araip.B02 24940 p2 (CT)10 20 103035078 103035097 ACCGCTCAAATTTTGGGTTA TCTAAGCGCGATTCAGATCA 245

Ai02B24947 Araip.B02 24947 c (A)11tttagtgcagggaccaatt(A)1040 103043721 103043760 TTTCCTTTTTATTTGGGTCCCT TGCGAAATCTTCAATTATGTTCC 136

Ai02B24949 Araip.B02 24949 p2 (TA)11 22 103053129 103053150 TTTAGAGGGGGTTGGGTAGC ATGACGTGGAGGGCTAACAC 263

Ai02B24951 Araip.B02 24951 p6 (TGAAAC)5 30 103054250 103054279 TTTACCCCTTCATCAAACGC TCGAAAATGGTGGTTTCACA 264

Ai02B24952 Araip.B02 24952 p5 (ATTTT)5 25 103054564 103054588 GGTTTGTTTCCCTTCCGATT TTGCGCATTACATCGAAAAA 132

Ai02B24953 Araip.B02 24953 p2 (TC)10 20 103062465 103062484 CACGTATGGTTTCCCGGTAT TGTAGTCAGCTGCTCCAAAA 247

Ai02B24955 Araip.B02 24955 p3 (AAT)7 21 103064115 103064135 TCAATTTGCTAATTACTAATGGTAAGA TTTGCAGGGATGAAAATGGT 279

Ai02B24957 Araip.B02 24957 c (T)10atttggatttttacaccaatttttttttaaattgagtccctataaaattaaatcaattactgctaagagggacctaattg(A)10100 103076617 103076716 CCGATCTTAACTGTGTTGTTGG TTTTTAATTGGGTCCTTACACCA 236

Ai02B24962 Araip.B02 24962 p3 (TCT)5 15 103080358 103080372 CCACGCACAAACATTTTCAC TGCAGTCATGAAGAACGAGG 174

Ai02B24963 Araip.B02 24963 c (TTC)5ctcttcc(TCT)743 103080488 103080530 CTCCTCGTTCTTCATGACTGC TCCTCATCTTCTGCTGCTTCT 271

Ai02B24965 Araip.B02 24965 p4 (TTTA)6 24 103083274 103083297 TGCTGAATACAATGCACTGAGA AAAATCCAAATCGCGTGTGT 120

Ai02B24967 Araip.B02 24967 p4 (GTGA)5 20 103084416 103084435 CAAAACCCAAAACCCAAAGA AACAATGTTTGCATCCGTCA 213

Ai02B24968 Araip.B02 24968 p4 (TTTA)5 20 103090121 103090140 GTCAACTTGGGGTGCTCAAT TGGCTGATCTAAACGGCTCT 121
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Ai02B24973 Araip.B02 24973 p3 (AGA)6 18 103128257 103128274 GCAAAATGAAAACAAGAAGCG TCTTTTCCTCTCGATGCCAC 178

Ai02B24975 Araip.B02 24975 p2 (TA)9 18 103129069 103129086 TTCATATTTATCTAAGAGATCGCGG AAACCGCCGTGATTGAAATA 277

Ai02B24977 Araip.B02 24977 p3 (GCC)5 15 103130746 103130760 GAGCTTGAACTTCCATCTTCCT TCGAGAGATCGGCCAGTAGT 136

Ai02B24978 Araip.B02 24978 p3 (GGT)5 15 103132556 103132570 ATTGGAAGTTGGACCAGCAC CTACCATCCCTCTCCCAACA 265

Ai02B24980 Araip.B02 24980 p2 (AT)6 12 103134610 103134621 AGCCATCGAATCAAGCCTAA AATTCTCTTAACCACGCCGA 170

Ai02B24983 Araip.B02 24983 p2 (CT)10 20 103137659 103137678 TGATCGGGAGATGGGTAGAG GGGGGAAGAAGAAAAGAAAA 117

Ai02B24984 Araip.B02 24984 p2 (TG)6 12 103139333 103139344 GAGGTCCATCCACTCCTCAA CACGCACATATTAATTCCTCCC 201

Ai02B24994 Araip.B02 24994 c (A)13taatt(TTA)8 42 103201088 103201129 TAAGAGGTTGCGGATTCGAG CCCTCATCCAAGGAACTGAA 168

Ai02B24995 Araip.B02 24995 p2 (TA)6 12 103201254 103201265 TTCAGTTCCTTGGATGAGGG TACACGAATGGACCTTTCCC 157

Ai02B24999 Araip.B02 24999 p3 (TCT)6 18 103204963 103204980 CCTCTGTTCCATGTTTTCATCA GCCAAAGCAACAGGAAAAAG 218

Ai02B25002 Araip.B02 25002 c* (A)10(AT)6* 21 103210484 103210504 CCTTTGTGAAGCCCAAAAGA GCGAAACTTGCACATGAAAA 187

Ai02B25003 Araip.B02 25003 p2 (AG)8 16 103225490 103225505 GGAAAGCAAAATGAAGCAGAA TACTCCAGTTTGAGGGGTGG 238

Ai02B25008 Araip.B02 25008 c (A)10tagaatg(T)10 27 103231595 103231621 AAAGCTTAGGCAAACAGCGA TTTGAAGTTCCACCGACACA 233

Ai02B25013 Araip.B02 25013 c (T)10gttcatttgttgaaacaaaagacaaacaaaatttgtgtactttggttcttgttattaggaagttatgtagtcccacaaagtt(ATG)7113 103239963 103240075 GGGGAACTAATGATTGGTGTG TCCCTATTTTCCCCAAAACC 258

Ai02B25014 Araip.B02 25014 p3 (TAA)6 18 103240509 103240526 CCTGTGGATTTCGCTTTAACA CAGCCCCAACACTACAACAA 178

Ai02B25015 Araip.B02 25015 p3 (TTA)5 15 103240691 103240705 GGGGCTGCCAGAGTTAAGA CCCGTGGAATCTTTATAATTGAA 277

Ai02B25016 Araip.B02 25016 p2 (TA)8 16 103241409 103241424 AAATTGGTGCAGGTGTGTGA TTGTTGGAATTGAACCACCA 258

Ai02B25018 Araip.B02 25018 p4 (AATA)5 20 103254437 103254456 TGGTTTTCTGTGTTTTATCCTTTTT TGGGGAGACATTAGAATGGTG 262

Ai02B25024 Araip.B02 25024 c (TC)7(TA)6 26 103259721 103259746 CATAGCCGGAACCACTCTTC AATGGCGGAACAAAAATCAG 174

Ai02B25025 Araip.B02 25025 p2 (TA)9 18 103261999 103262016 TTTTGTGGTAGTTATGGGGAA TGCTTTGTTCTGCCTAATGC 152

Ai02B25032 Araip.B02 25032 p3 (CAA)6 18 103269382 103269399 GAGACGAATTTGATTTTCACCC TCCATGAAATGGTCAAACGA 251

Ai02B25034 Araip.B02 25034 c (T)10ggtgtcttcatgacattttaatgtattgacttctgattt(TA)6tgaaacttattacataaaactaatccacttagtcccaaggtggcaaacagatttgtatgccaaaaacacacc(TAA)7154 103270276 103270429 TGAGTGGAGTGCATGACATTT TTGCTCAGCTCCACCATGTA 206

Ai02B25035 Araip.B02 25035 c (A)12(TTAT)5 32 103271315 103271346 TGATCCGTCACATAACAATCG GATTGCCTTTCCCTCATCAA 126

Ai02B25038 Araip.B02 25038 c (A)10ctcaactcagtccctgaaaggacaatgaggtccctgtgtcaaaaaaagtcaata(T)10gcacaggggactaatcaatctcaaaaaaaatcaggggtcgaattaggta(T)10133 103274577 103274709 AAACCTAAAACAGCCCTGACAA TACCCACCCGACTCCTGATA 235

Ai02B25041 Araip.B02 25041 p3 (TGA)6 18 103277048 103277065 TTCCAATGCCCTCTTTCATC ATGGCAAATCTTCCAAAGCC 174

Ai02B25044 Araip.B02 25044 p2 (AG)7 14 103279992 103280005 AACTTGGGGCAACAAATCAA GGTGCAAAGGGGGATTTTAT 224

Ai02B25045 Araip.B02 25045 c (A)10gtctatgtttatgttattaccttagattcattaaggttgacttcattgctgccagtcatgtcttgtttgttccttcttctc(T)14ctctctctctgtcttatctcaatagccaaagagactttcaaaaaaacaaatcc(AG)11180 103280335 103280514 GCACCACAACATAATGCCAG CACTGTTGCTTTTTCCTTAGCC 259

Ai02B25046 Araip.B02 25046 c (GA)9tgagagttagaggggtgagtgagaaggaagagaaggataaagaaag(GA)19102 103280778 103280879 TGAGTGTGTGTGGAATGAAGG TGTTGATCAATACAACTGTGTATCTTT 277

Ai02B25047 Araip.B02 25047 p2 (GA)8 16 103281305 103281320 GTATAGCAACCCGGATCCAA AAAGAAAGGCTTCTGCCACA 183

Ai02B25056 Araip.B02 25056 p2 (AT)6 12 103319873 103319884 TGGGACTTGGCAGATTTTTC CACCATAATGAAATGATGAAGCA 209

Ai02B25061 Araip.B02 25061 p2 (TA)6 12 103338353 103338364 CGATTTGAATTTGGATGGTTT TCGTTTTCTTCTATTTTTACGCTTC 209

Ai02B25068 Araip.B02 25068 p2 (TC)7 14 103348314 103348327 AAGACCATTTTGGCCTTTGA TCAATTTCTTTTTGGGTGCC 154

Ai02B25069 Araip.B02 25069 p2 (AG)8 16 103357003 103357018 GCCCTTCTTACAACACCACC CGGTTCAACATTTTCCATGA 259

Ai02B25071 Araip.B02 25071 p3 (TAT)6 18 103361189 103361206 AATGGGCATCCACATTTGTT GAAAGAAACAAACACATCCCG 142



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B25073 Araip.B02 25073 p3 (ATC)5 15 103373496 103373510 TCCTCCTCTTCATCTCCTGC TCCTCTAATGTTGCATTTGTTTTC 278

Ai02B25075 Araip.B02 25075 p3 (TTC)5 15 103374644 103374658 TCTTCATCTTCCTCCTCCTCA CTTCGCGTGTTTCATCTTCA 179

Ai02B25079 Araip.B02 25079 p2 (TA)8 16 103384835 103384850 TTTCACATGAACGTTGCAAAA GGCCCGCTATAGTAAAGTTTGA 277

Ai02B25081 Araip.B02 25081 p3 (TAT)5 15 103391362 103391376 AAACGCAAACATAAAAGAGACCA TTTTTATCGAAAAATACGGCCT 124

Ai02B25082 Araip.B02 25082 p2 (GA)8 16 103392427 103392442 CAACATCGGAGACCGAAAAT ACTAACCCCGGCATTTCTCT 260

Ai02B25083 Araip.B02 25083 p2 (AG)11 22 103392594 103392615 AACATCGGAGACCGAAAATG CGTTACCATCACTAACCCCG 269

Ai02B25085 Araip.B02 25085 c (T)11ctcttctaagctatttgattcattttcttttatctgtgtcagccaaaagaaaaatataagaaattttcataatgagaaataaaagagg(A)11110 103406737 103406846 CATTTAAATTCATTAATTAGCTGCC TGCTTGGCATCTTGATTTCTT 264

Ai02B25086 Araip.B02 25086 c (CAT)11cccaattgacctcagcaacattacatgtatcatcatcataatcagatctatcatagctgcaagatagag(CAT)6120 103407090 103407209 TTGTTGGATGCTGTTCTTGC TGGTTTGTGAGATTTCAAGGG 258

Ai02B25089 Araip.B02 25089 p3 (CTC)5 15 103417128 103417142 TTGCAACCACACAAATCAAAA CGACAATGAAGATGAAATACGC 235

Ai02B25091 Araip.B02 25091 c (TGA)5aa(AAG)5 32 103418223 103418254 TCATGGCTAAGCTCCACCAC AACACGAAGACATTTGGGTG 166

Ai02B25093 Araip.B02 25093 p2 (TA)7 14 103419555 103419568 GACCCTAGATTACACGGGCA TTGTGAGACATGAGCTTGGG 262

Ai02B25094 Araip.B02 25094 p3 (GAG)6 18 103420693 103420710 TTTCCCCTCCAACTCCTTCT AGCCAGGTCTGGAGGTGTTA 202

Ai02B25098 Araip.B02 25098 c (A)11tccaaaatttagcagaaaaatatccaaaattagt(A)1055 103438847 103438901 CCCCAAAAGTTGAGACGAAA TTGCTGCTATTTCCGTGTTG 232

Ai02B25100 Araip.B02 25100 c (TA)7gactctcctctgtatatattttatgtttgtccctcctagaggttgtcttggaaaaacaggtgtttattttgtagtttgagttttattttgag(AT)9124 103451101 103451224 TGTTTTTCAGATGCAGGTCG CAAGCTCCAGAAAGGTCGAG 268

Ai02B25101 Araip.B02 25101 p3 (TAT)22 66 103452913 103452978 TGAAATGAATTTGGACTCTTATCAA CAAAATTTAGTCTTTGGTCAGCC 235

Ai02B25103 Araip.B02 25103 p2 (AT)6 12 103453965 103453976 TATTGTCATTGGAATCCTCGT TATTGCCATTGAAATCCTCAT 251

Ai02B25110 Araip.B02 25110 p3 (TTA)5 15 103465194 103465208 TTGACAGAAGTAATACCGGCG AATGGTTCAATTTGGCTTGA 138

Ai02B25116 Araip.B02 25116 c (ATT)10aatgttttacacataaaaatgtctagtaaatttgttagagatcatgatttttatgtgatataaaatttgtaatactgcataaag(A)10124 103470326 103470449 AAGTGGCTTTGTTGGTCCAC TTCTTGCATAATTTTCACATCTCA 212

Ai02B25121 Araip.B02 25121 p2 (TC)8 16 103477457 103477472 ATGCAAAAACAAAGAAGCGG GGCGAAGTGAAGCTGGATAG 162

Ai02B25126 Araip.B02 25126 p2 (TG)7 14 103484941 103484954 GTTGAAGTGGGGGTGTCAGT TTGCTATTTGCTTTTGTTGGG 209

Ai02B25131 Araip.B02 25131 p3 (TCT)6 18 103488843 103488860 TCAACAATTTCAGCAGCACC GGAGTGAAAGCAGCACTTCC 155

Ai02B25139 Araip.B02 25139 p2 (AT)7 14 103505225 103505238 TTTTTGGGAGGCATGAAGAG TGTCATGTTTATTCGTTCGTTG 210

Ai02B25141 Araip.B02 25141 p3 (AAT)8 24 103507357 103507380 AGCGCGATTTCTCTGTCAGT TTTTTCAGGTTGGCTTGCTC 242

Ai02B25145 Araip.B02 25145 p2 (GA)16 32 103510984 103511015 TGATTTACCTTGAAGGAGGTTGA CTTTCACAAGACGCAACACC 151

Ai02B25151 Araip.B02 25151 p3 (CCT)5 15 103520426 103520440 CGACGACAGCTCTTCCTTTC TTTCACCACCACACCTTTCA 257

Ai02B25152 Araip.B02 25152 p2 (AG)6 12 103522256 103522267 GTGCAAAAGGTGACCCAAGT TGGGGGCTGTAAGAAAGAGA 203

Ai02B25153 Araip.B02 25153 p2 (AG)7 14 103522838 103522851 ACCGCTAGTGCTTCGTTTGT CACCAACACCATCTCTGTGG 280

Ai02B25156 Araip.B02 25156 p4 (TTTA)5 20 103532124 103532143 GCGAGCCAATGTACAGATCA GTGGCGATAACGACAAGGTT 203

Ai02B25162 Araip.B02 25162 p3 (TTA)13 39 103553870 103553908 TTTTGCTTCAATTTCAAACTTTACA TTGCATGTAGTACGCTTAAGAAA 129

Ai02B25164 Araip.B02 25164 c (TAA)8tg(ATA)8 50 103555614 103555663 GAGATACGCGGACACATGAA TGCAGTTGAACACTTGAACCA 259

Ai02B25167 Araip.B02 25167 p3 (TTA)5 15 103558634 103558648 ATGTCTCGCAATCGAAGAAT TTTTTCAAATAATTTCCTTACGAATC 279

Ai02B25168 Araip.B02 25168 p4 (TTAT)5 20 103559266 103559285 CCGTAAAAGATAAATAATAACCTCCG TTCAATTAAGAGGTTGCGGG 254

Ai02B25170 Araip.B02 25170 p4 (CATA)7 28 103559956 103559983 GCATGCCGTTGTCTTGTATG TCTGATGTTGATGTTCACAGGA 145

Ai02B25172 Araip.B02 25172 p3 (TAT)8 24 103562135 103562158 AAGCCTAGAAAGCAGGGAGG CGCTCTCAACTATTAACTTCACG 185
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Ai02B25173 Araip.B02 25173 p3 (TAT)11 33 103562950 103562982 TGACCCAAATAAGAGGACAAAAA TTACCCCAAACGTTGAGGAC 235

Ai02B25176 Araip.B02 25176 p3 (TCT)5 15 103566958 103566972 TCGCCAAATCGTTTAGGAAC CAGCACAATAGATCGCGAAA 169

Ai02B25178 Araip.B02 25178 p3 (TGA)5 15 103571646 103571660 CATTGCTTTGCGAGTTTTGA TCCTTGAAGATGAATCGAAGC 131

Ai02B25190 Araip.B02 25190 p2 (AG)6 12 103599911 103599922 TTAAAAGCACAGGCCCAAAG AAACACATGGTGGGCAACTT 231

Ai02B25200 Araip.B02 25200 c (GAA)14taatgacccatgtgc(A)1269 103628400 103628468 GTTAGTGCCGGGGTTCATT TTCCTCCAACCATCTTTAGGAC 277

Ai02B25201 Araip.B02 25201 p3 (AAT)6 18 103629735 103629752 CGACGGTAATTGATGAATGG TTTGAAGGTGAGGTAATGCC 267

Ai02B25205 Araip.B02 25205 c (A)10tttactgttgaaatcggaccgtctgatttctatttcaaaaaat(A)10ttaaaaatacaaaacggaccatgcgatttgtag(T)10atcaaacaaatcggaccctccgatttgtactttacttttttttccaaacaaatcggaccgtccgatttgaataaaacaccatat(A)10200 103631195 103631394 TCACAAATCGGACCATCTGA CATTGTTATGGGAAGATTAGGTG 260

Ai02B25208 Araip.B02 25208 p2 (AT)8 16 103633822 103633837 TTTGAAGAATCGAAGCACTCTG TGGTACTGTAACCAAAGAAAGGAA 211

Ai02B25210 Araip.B02 25210 p2 (AT)7 14 103640215 103640228 CCGTCGCAAAATGCATATAA AGCCACTTAGATAAAGACGCC 280

Ai02B25219 Araip.B02 25219 c (T)12gtgacttccaagtaccttgtttaagttg(T)10aactgcctttgtactcttactccacacgactgtgggtgttatgctgttgattttcatatg(T)11121 103669548 103669668 TCTATGGAGCCTAGCAAGCTG AAGGATCCATGCACCATGT 262

Ai02B25224 Araip.B02 25224 p2 (TA)7 14 103677823 103677836 TCGGCTCAGGGAATCTTAAT CCACCTTCAATGAACTGCAC 280

Ai02B25241 Araip.B02 25241 p2 (AT)7 14 103714575 103714588 TGGGAGGGGTGATAACTTTG TGAATTTCCATCCTCACTACCA 277

Ai02B25246 Araip.B02 25246 c (A)13gatgtttaatttttctaatgcgttgaatctcagattagtttactagttattttattagtctgtttaagtaagtgtcaaaatttgaatttcgccttg(TA)6121 103723703 103723823 CCTTCTTTTGATTTCATAACGATTT GAGCTCTATTTAAAATTTATTGTTGGC 267

Ai02B25250 Araip.B02 25250 p3 (AAT)5 15 103728860 103728874 TGCGTTTTCCCTCTTGACTT GGTTGTCTGGTGTGTGGTGA 119

Ai02B25254 Araip.B02 25254 p3 (TGG)6 18 103735847 103735864 TCCCGAATTTTTGGACTGAG GTGGCGAAAATCAAATTCGT 256

Ai02B25257 Araip.B02 25257 c (T)10ccgcattcaacgttttcatgaattgatatttcgattagttagttagtca(T)1271 103739374 103739444 CCAAATGTGCTTGTTCTCCA CCCAATGCTTCCAATCAAAC 278

Ai02B25258 Araip.B02 25258 p4 (AAAT)5 20 103740501 103740520 GATGAAAAGAAAAAGAAAGGCG TCAATCCCATGAGGAGAGAGA 256

Ai02B25275 Araip.B02 25275 c (T)12gtattttactcttttattaactgatatttctatcattagtctacta(T)1068 103772282 103772349 TGCAACCACAATAATGGAGC CCTTTTGTTGATGGTTGGTTTT 250

Ai02B25280 Araip.B02 25280 p3 (TGA)6 18 103785447 103785464 ATCAGCATCAGGAGACACCC CTCGCATCCTGAAATGACAA 218

Ai02B25281 Araip.B02 25281 p3 (TGA)5 15 103793574 103793588 ATCAGCATCAGGAGACACCC ACAACCAATCTCCTCGCATC 227

Ai02B25282 Araip.B02 25282 p2 (TC)19 38 103794365 103794402 CATTTCCCACACCCCTACAT AGGACATGAGACACATGATTCG 278

Ai02B25287 Araip.B02 25287 p3 (AAT)5 15 103813895 103813909 TCCACGTGTCAATCACTGCT CATTTGGCTGATTTTTGGCT 151

Ai02B25288 Araip.B02 25288 p2 (TA)7 14 103814833 103814846 GGGAGCCACTTAGATAAAGATGT CTAGCCATTTTCTTCTCTATCGTT 280

Ai02B25290 Araip.B02 25290 p3 (TAA)6 18 103819080 103819097 GGATGCAGCTCATTCCATTT CCAAACCGGACTTTGAACAG 231

Ai02B25296 Araip.B02 25296 c (ATG)5agggtgattttgtaattgcaactgttgctgttcttcattctcctgtagttgttcttctgaggagaaactacc(ATT)5102 103832019 103832120 GGAGTTGTTGTTTTTGCAAGC GTTTCACCCAAAAACCAAGC 280

Ai02B25301 Araip.B02 25301 p4 (AAAT)5 20 103846897 103846916 CGCAGATCCGCACAATAATA TCCGCATAATTAAACCTTCTCTTT 263

Ai02B25305 Araip.B02 25305 p3 (TCC)5 15 103861082 103861096 GCATCAAATCTTCGGTCCAT CTCCTTCTACCCCCTCATCC 250

Ai02B25309 Araip.B02 25309 p4 (ATTA)6 24 103878041 103878064 CACATGGTGAAGAAAGTCACAAA CCCAAACGTTGAGGACAAAA 277

Ai02B25314 Araip.B02 25314 c (A)10gaaaaaaaaatgagtgataacatagtctcatcaacacaaacctttaatattaagtacaacaatactatcacattttcttcaacaagtggaatc(TCT)5118 103909480 103909597 GCAACGTGTCTGTGTTTGAGA ATTTGCAATTGGAAGCAACC 256

Ai02B25315 Araip.B02 25315 p3 (TGA)5 15 103910500 103910514 GCTTGGGAATTAGATGATGAACTT GGCAAAAAGCAAATCTGGAA 212

Ai02B25318 Araip.B02 25318 p2 (GT)6 12 103917856 103917867 TCACCTTGACTGGTGCTGAG CACCAACTCAAGCCCAATTT 260

Ai02B25319 Araip.B02 25319 p3 (TTA)5 15 103924234 103924248 CCAACAACCCGCTCTACATT GAACATGGTCCAGCGATTTT 114

Ai02B25320 Araip.B02 25320 p4 (AAAT)6 24 103925383 103925406 TGGACAAACCAAAAACACTAAA CTTCTTGTTGCTCGTCACCA 220

Ai02B25324 Araip.B02 25324 c (TC)7(TA)10 34 103929138 103929171 ATAAAACGCGTCAAGTGCGT ATGCCTTGAAACCAGGAATG 181
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Ai02B25325 Araip.B02 25325 p2 (AT)9 18 103931556 103931573 TGTTAATATAACTTAGATGCGGAGCA GCGCGGGTATAAATTGTTCT 271

Ai02B25331 Araip.B02 25331 p2 (AT)8 16 103946110 103946125 TTTGCAACTTCCCTTGGTTT TCGTCCACTATGGAATGCAG 274

Ai02B25336 Araip.B02 25336 p3 (CTC)6 18 103952952 103952969 AAAAGTGAAAACACGCGTCC TGAAAAAGAAGGAACGGGAA 170

Ai02B25337 Araip.B02 25337 c (GAA)6cctacgtgcgcaaatttgaaagaaga(AGG)559 103953631 103953689 TTCATGTGGTGAATAAATGGTGA ATCAAAACCACAAAGGCCAC 279

Ai02B25338 Araip.B02 25338 p3 (GAA)5 15 103953966 103953980 GTGGCCTTTGTGGTTTTGAT TTCTCTGCTCGCATTCTTCA 274

Ai02B25339 Araip.B02 25339 p3 (GAA)11 33 103954082 103954114 ACGACGGAGCTGATTACGTT TCTTCACACATGCGTTCTCC 208

Ai02B25344 Araip.B02 25344 c (T)10aaactatgaaccaaaagcaactatatatttcctgatttgttcatatgaagtttagcagataaaataaattttgaaaataaacttctctaaacaac(T)14119 103961267 103961385 TCCATGTTTCTGAATAAATTGATGAT TGGGAGACCCAAAATCCTAA 279

Ai02B25346 Araip.B02 25346 p3 (CAC)7 21 103964369 103964389 TCCCTACTAGCCTCGACCAA CATGATGAGGGATTTCACCA 199

Ai02B25356 Araip.B02 25356 p2 (CT)14 28 103971549 103971576 TCATGCCCTAAATTCGAACC AGAATGGTAAGATGGTGCCG 190

Ai02B25357 Araip.B02 25357 p2 (TC)11 22 103975639 103975660 GCGACGAAATCTCCATCATT CTCGTGCTTCATCATCGCTA 259

Ai02B25361 Araip.B02 25361 p2 (AT)6 12 103981540 103981551 TGTGATGGTCTTTTGTGAGTACG GCTGGTCATCACTACCTTTGC 272

Ai02B25364 Araip.B02 25364 p3 (TTG)5 15 103995682 103995696 AAGTTGGGGCTAGGAGCAGT GAACTCTGAGAAGGCGCTTG 208

Ai02B25367 Araip.B02 25367 p2 (AC)6 12 104011072 104011083 ATAGGGATGGCAAAACTCCC AGCCAACGATATTGAGGTGG 152

Ai02B25368 Araip.B02 25368 p2 (AC)7 14 104011282 104011295 CCACCTCAATATCGTTGGCT GGCATGACTCAAGGTGGAAT 214

Ai02B25369 Araip.B02 25369 p2 (TA)6 12 104011633 104011644 TCCATCTCCGATAATCTCCG AGGGATGACGGTGCAATAAG 239

Ai02B25371 Araip.B02 25371 p2 (TA)6 12 104012934 104012945 TTTATCTCGATGAAAAGCAAGAG CCAATTCGGCATCAATGTCT 279

Ai02B25374 Araip.B02 25374 p3 (TAT)5 15 104015464 104015478 GGCATTGTTTCGATTCCTGT TCCTAATGAATTGATGGAATAAAGA 210

Ai02B25378 Araip.B02 25378 p3 (CTA)5 15 104019762 104019776 TTGTCAGCGTGGTTCTTTTT AGGTTACGAGAACCTTCGCA 258

Ai02B25380 Araip.B02 25380 c (TC)6tgctagggcatgtataagggtggtgaggaagaagatggaatggcgcgaagtgcctctaacgtta(CT)12100 104026389 104026488 CTACGTGCAAAGGAGGGAAG TTCCAGGTGGATATAGGAGGG 266

Ai02B25385 Araip.B02 25385 c (CAA)5taacaacaaacacaaagtcataaccccaattctctctt(TC)869 104033954 104034022 CCACAGATACAATCACACCCA CCCTTTCTGGTATCGACGAA 234

Ai02B25387 Araip.B02 25387 p2 (TA)11 22 104039478 104039499 CTGGGCTATGCCCTTGAATA TTTGGGTGTTTCTTTGCTCC 179

Ai02B25390 Araip.B02 25390 p2 (CT)9 18 104046383 104046400 CTCAATCAGCGCCTTCCTAC CGCAAAACGACACAGAGAAA 126

Ai02B25396 Araip.B02 25396 p2 (TA)7 14 104062412 104062425 TCGCAAGTCAAAGGAAACTCT AAATTGTTCTTGGTCATCGGA 256

Ai02B25400 Araip.B02 25400 p2 (AT)6 12 104067338 104067349 TGTCATGTTTGTAATCCTGGCT AATGAAAAAGAACAAGACGCA 192

Ai02B25402 Araip.B02 25402 c (TTC)5tctctccggtaaaaaaatta(TTAT)659 104073486 104073544 TGTTGTTTGTTGAGCGACACT GAGCGTTTAAGGATGAGCCA 183

Ai02B25405 Araip.B02 25405 p2 (AT)8 16 104075620 104075635 GCGAATTGCAGTTCATGTTG CCACAAAGCTTCACCTCACTC 230

Ai02B25407 Araip.B02 25407 p2 (AT)14 28 104077366 104077393 CTTTATTGTGTTGAGCTCCCTT GCTCCCTTGGCTTATTTCTG 280

Ai02B25413 Araip.B02 25413 p3 (TTC)5 15 104092629 104092643 GGAGAGCACACCATTTTCGT AGTTAGGTCAACCTGCACAGC 135

Ai02B25417 Araip.B02 25417 p3 (TAC)5 15 104101186 104101200 CTTGAAGAGACAATCAAGCTGC TGAGGGAATCTGCTTTTCAA 166

Ai02B25424 Araip.B02 25424 p3 (ATT)7 21 104115208 104115228 CATTATCACCTGGGCATTGA CAAAAGTACATGCAAGGGCA 178

Ai02B25428 Araip.B02 25428 p2 (AG)6 12 104136201 104136212 CCATGCAAGTATTCCACCCT GGACTTTACGCGAAGAGCTG 239

Ai02B25429 Araip.B02 25429 c (CTA)8(ATA)6 42 104141080 104141121 TTGCTGTCTACAACAGTGTGGAT TTGAATGTTTTAGTTTCCAACACAA 106

Ai02B25434 Araip.B02 25434 p2 (TG)7 14 104148972 104148985 GTCAACTGATTTACGCGTGC TTTTACTTTGCTTGCATCAGAGA 280

Ai02B25437 Araip.B02 25437 p3 (CAT)5 15 104153638 104153652 AAGCTCCTCGCATCCTGATA GGTGAAGATGATTGGTGGCT 265
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Ai02B25439 Araip.B02 25439 p4 (TATT)5 20 104170905 104170924 GTCACAGGCAGGATCCATCT CCATTTTGTCACAACCCACA 204

Ai02B25440 Araip.B02 25440 p2 (TA)13 26 104178421 104178446 GATGATTGGTTCGGGTATCG CGTGGTAGGAGGAAGCTCTG 213

Ai02B25441 Araip.B02 25441 c (CT)14ca(CT)7 44 104180841 104180884 TCTTCCTCCCCCTTTTCTGT AGCTGCCCTCTCCTAACACA 278

Ai02B25442 Araip.B02 25442 p2 (TA)10 20 104181274 104181293 TTAGGAGAGGGCAGCTGTGT ACCAAACATCCTTTGCGTGT 260

Ai02B25443 Araip.B02 25443 c (A)10tgcaaggtcatgaagttaagattaatagggattaggggcaaaa(T)1063 104182522 104182584 TGCATAAATGCTATCTCGTCAAA TGTGGCAGTTACTGGTCTCG 252

Ai02B25445 Araip.B02 25445 p4 (ATTT)5 20 104184058 104184077 TGCATATTTTTCATAATGCTCCA TCCAAAAATTTGGTTGTGCTT 226

Ai02B25447 Araip.B02 25447 p2 (CT)14 28 104186979 104187006 TCTTCCTCCCCCTTTTCTGT AGCTGCCCTCTCCTAACACA 255

Ai02B25451 Araip.B02 25451 p3 (TAT)5 15 104205242 104205256 CCAAAGTAAGACCATTTCATTTTT AACATAGACACCCGAGGCAG 273

Ai02B25457 Araip.B02 25457 p3 (ACA)8 24 104227858 104227881 CTCTGCATCTGCCAAAACAA CCTGTAACCAACCCCACCTA 182

Ai02B25459 Araip.B02 25459 p3 (CAT)6 18 104238460 104238477 TGCTTCAATCCAAAGCTCCT ATCAGCATCAGGAGACACCC 209

Ai02B25460 Araip.B02 25460 p2 (AT)6 12 104241832 104241843 TGAATTTATCAAAACCAATAGGGG TCAATCTATAATGTTTGTGTGTGTGT 101

Ai02B25462 Araip.B02 25462 p3 (CAT)6 18 104246050 104246067 TCTTTCAAAGCCGGAAGAAA TGAAGATGATTGGTGGGTCA 238

Ai02B25463 Araip.B02 25463 p2 (TA)8 16 104249434 104249449 GGATTTAGAACGTTGGTGAAGG AGTTCAGCCTCAAATCCAGG 277

Ai02B25464 Araip.B02 25464 p3 (GAT)7 21 104255554 104255574 TTACAAGCACCCAAATGCAA ATCCAACAACTGCACCAACA 258

Ai02B25467 Araip.B02 25467 p3 (CAT)5 15 104258072 104258086 CAAAGACGGAAGGAAAGTGG ATCAGCATCAGGAGACACCC 188

Ai02B25468 Araip.B02 25468 p3 (CAT)5 15 104264167 104264181 AACAATCAAGCTCCTCGCAT ATCAGCATCAGGAGACACCC 228

Ai02B25470 Araip.B02 25470 p4 (AATA)6 24 104269354 104269377 AATGGCCATGCAAAATAACC TGCTTTCTCACAATGGCAAC 189

Ai02B25472 Araip.B02 25472 p5 (AATCA)5 25 104278851 104278875 TTAGGCTAGCAACACCCCTG TTGAAATTGTGAAATGTGTTTGAA 274

Ai02B25473 Araip.B02 25473 c (GT)6taggagagggttagggtttagaaaaaatgggtaaagggtagtttaggtattttcataaaattagggggtatatgtacaatgtttc(A)13110 104280181 104280290 CTTCTTCCGTCTCCCTCTCC GTATCAATTTTCGAGGGCGA 256

Ai02B25475 Araip.B02 25475 c (T)12accaattaattcatggcgat(A)1143 104282309 104282351 CACATGAATGGCATGAGACA ATGTTAATGGGGGTGCATTG 165

Ai02B25479 Araip.B02 25479 c (GT)7taggagagggttagggtttagaaaaaatgggtaaagggtagtttaggtattttcataaaattagggggtatatgtacaatgtttc(A)15114 104285650 104285763 CAGAGAGTGAGAAGCGTTGG CAGCAAGAAGGGAAGAGGAA 231

Ai02B25481 Araip.B02 25481 p2 (TC)8 16 104287359 104287374 CACCAACAGCTCCAGTAGCA AGAGAAAAGAGGGGAGACGC 276

Ai02B25485 Araip.B02 25485 p3 (TGA)6 18 104293205 104293222 CAAAGACGGAAGGAAAGCAG ATGGAATTGAGGCTTGATGG 258

Ai02B25489 Araip.B02 25489 p3 (TAT)5 15 104307505 104307519 ATACCTTCATGGCTCCACCA AGGCATTTGGCAAACGAATA 220

Ai02B25495 Araip.B02 25495 p3 (TAA)6 18 104321626 104321643 CTCCGTTTTCCCTCCAAAA TGATATACGTGAATTGGATAACAAAGA 275

Ai02B25496 Araip.B02 25496 p3 (CTC)10 30 104324554 104324583 TTCGGTCGCAGCTAGGTAGT AATCACAATGGGCTGAGAGG 276

Ai02B25499 Araip.B02 25499 c (TG)9(TA)7 32 104348964 104348995 CCATTTTGTTTCTCCTGCAA TGCATTTTCAGTTCTGCATTTT 275

Ai02B25502 Araip.B02 25502 p3 (AAT)5 15 104352326 104352340 CAGCAGCTCCTTCCCACTAT TTGGTGAAGCTGATGGAGAA 267

Ai02B25503 Araip.B02 25503 c (T)11attggtgtctagatcaacttttatgataaatgtgatatgaaatcttgcga(T)1374 104352548 104352621 ATGTAGTTGGTGTCCGAGCC CACCACTTGTCTCCATAATCCA 247

Ai02B25504 Araip.B02 25504 c (A)11tactcaacttattcacaccaatgaaaacacatcatatttattcatttaaaaaaaatagtcaaaatcttgatcttcataaaaa(TAT)5108 104352894 104353001 AAATCTGATCCTCTAATTTTTCATCTC CCAGAGACTTAAATGTCCGCA 268

Ai02B25517 Araip.B02 25517 p3 (AAG)5 15 104389926 104389940 TGAACCACATTATCAAGGCG TGGCTTTACCACTTCCAAGG 264

Ai02B25526 Araip.B02 25526 p2 (AT)6 12 104413576 104413587 CCTACCCATTGTCAGCCCTA AATTTCGCAGCCCAATAAAA 239

Ai02B25528 Araip.B02 25528 c* (A)11(AAG)6*aataaagtg(A)10caaaaaaaagaagaaaaaaacc(A)1381 104415385 104415465 TGTTCTTGTTTTCGTTTGCG TCACGAACATTTGAAGCACG 232

Ai02B25531 Araip.B02 25531 p2 (TA)6 12 104423604 104423615 TGTCATGTCCTGCTTGGTTT GGACTTTTCCTTTTCGGTTG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B25537 Araip.B02 25537 c (TTA)7(T)12 33 104440367 104440399 ATTGGTTGACCAGTTCCAGC CACACTTTGCCCTTACCTGA 252

Ai02B25543 Araip.B02 25543 p3 (AAG)10 30 104445085 104445114 CCAAAACCCAGAAGAAGGGT GAATCAAAAGCAGCTCCGTC 217

Ai02B25544 Araip.B02 25544 p2 (TA)12 24 104449896 104449919 TTTGTGAGCTTCCTATTGTCTCA CCATCTTCCCTTATTTTGTCTCA 150

Ai02B25549 Araip.B02 25549 p3 (CTT)6 18 104473690 104473707 TCCTCCACGCTTCTTCTTCT TGTTCGGTTCATTCTGCACT 280

Ai02B25550 Araip.B02 25550 p2 (AT)9 18 104474891 104474908 GTGAGAAATGCGCGTGTAGA CTCATCCCAAAAATTTCAGC 269

Ai02B25552 Araip.B02 25552 p2 (AG)14 28 104485052 104485079 CTGTGAGTCATCTTTTTGGGG TCCACACACACACAAAGGGT 229

Ai02B25553 Araip.B02 25553 p2 (TG)6 12 104485239 104485250 TGCCACAATTTTGTTCCTTTC TGTTTGAGTTGCTGTGGAGG 260

Ai02B25555 Araip.B02 25555 c (A)10tcttatc(TAT)532 104491127 104491158 CAGCAACTTTGATTACTTGGCA ACACGACACATCTCTTGGCA 139

Ai02B25559 Araip.B02 25559 p3 (CAT)6 18 104502633 104502650 GCTCCTCGCATCCTCTAATG ATCAGCATCAGGAGACACCC 222

Ai02B25565 Araip.B02 25565 p3 (ACA)5 15 104537195 104537209 CCTCTGTTTCTAGGACCTTACCAA TCCATATGTCACAGGCAGGA 269

Ai02B25567 Araip.B02 25567 p3 (ACA)5 15 104543825 104543839 CCTCAGTAAGCCAAACGACC TTTTTGTATTGGCTTGAATTGG 275

Ai02B25569 Araip.B02 25569 p3 (CAT)5 15 104546641 104546655 TAATTCGCGTAGGATGGGAG ATCAGCATCAGGAGACACCC 260

Ai02B25574 Araip.B02 25574 p3 (CAT)5 15 104562120 104562134 GCTCCTCGCATCCTCTAATG ATCAGCATCAGGAGACACCC 219

Ai02B25576 Araip.B02 25576 c (T)12gtaaaataaatacaataaatgtttaaaatccttaaatgaaatttaatactgagatagattagtttttgactttgtgagttggaagatcctgtg(A)12117 104565165 104565281 CGAAACCGGTGGAGATAAAT CCTGGATTTGTACCTTATCTCGTT 270

Ai02B25577 Araip.B02 25577 p2 (CT)6 12 104580371 104580382 TTCTCACATCCTAGCTCTGCC CAGTTGGAGCAATCTGTCAAAA 257

Ai02B25584 Araip.B02 25584 p2 (AC)6 12 104590509 104590520 TGCTTTTTAACTTGTGTGAATGG TCACCACATGATATGTTAAAAATGTG 263

Ai02B25592 Araip.B02 25592 p2 (AT)6 12 104605320 104605331 CCCTTGTCATTCTCCAAAGG GCATGACCATGCACTTTGAT 210

Ai02B25593 Araip.B02 25593 p2 (AT)7 14 104607144 104607157 CGTCCACAGTTTCATTGTCG TTTTGTCGTTAACAAATCCAAAAA 112

Ai02B25601 Araip.B02 25601 p3 (TCG)5 15 104623392 104623406 GAAACCGATGGATTCCTCAA CCGCTCGATAACTTCTTCGT 107

Ai02B25611 Araip.B02 25611 p3 (TAA)6 18 104643759 104643776 GGTAGCGGTGAAGAGGAGTG TGCTGTACATCCGTGACCAT 230

Ai02B25613 Araip.B02 25613 p3 (ACT)7 21 104649257 104649277 AGAGCTTTTCGCCATCTTTG CCAAAAACGGATTTCATGCT 280

Ai02B25620 Araip.B02 25620 c (T)10ctttgg(A)10 26 104662195 104662220 CCACTCCAGTGCTAATTTTCC GGGAAATATAATGACATCCGAAA 204

Ai02B25623 Araip.B02 25623 p3 (ATT)5 15 104669812 104669826 CTTGGTGTTTTCCCTCCAAA TGAAAAATTTTGAAATTGAAATCTG 197

Ai02B25625 Araip.B02 25625 c (ATA)7atgtatgtgatatatgttttatatattaataacctttattttttaattttctnattttaacgattcc(T)1199 104672785 104672883 TCAACCTCTAGTATGGGATGGA ACGAGCCCCCTTTTAAGAAA 187

Ai02B25627 Araip.B02 25627 p3 (TGA)5 15 104677598 104677612 ATCAGCATCAGGAGACACCC ATGGGAGCTCTTGGCAGATA 247

Ai02B25628 Araip.B02 25628 p3 (CAT)5 15 104681488 104681502 CCAACAACTGCACCACCATA CCTCTCACAGCATTCCCATT 259

Ai02B25631 Araip.B02 25631 c (A)12tagtcaactttttctataactatagttatacttgcatgtgtgttctctatttatcc(A)1179 104696275 104696353 TATCGGTTGAAAACTGCTGC AAAGATAAAACACCAAAAGAAGAAAAA 264

Ai02B25632 Araip.B02 25632 c (A)10gaaagtagttattataattgatcctagtgtgttaattgccaatactttaaattttagtt(TTA)584 104696514 104696597 TTCTGAAATTCTTTTGCTATGTGC CCAAGGCCAAAATTCACCTA 231

Ai02B25639 Araip.B02 25639 p3 (CAT)6 18 104713459 104713476 CCAACAACTGCACCACCATA CCTCTCACAGCATTCCCATT 262

Ai02B25644 Araip.B02 25644 p3 (AAT)5 15 104727518 104727532 AAAAAGCCAACGATAACATAACAA TTCAAACCGCACAATGTTCT 209

Ai02B25646 Araip.B02 25646 p3 (AAT)5 15 104729419 104729433 GCTTCAACAATTGCATGATACG AATGGACCATGGTAAAGCCA 216

Ai02B25649 Araip.B02 25649 p2 (AG)8 16 104733718 104733733 GCCATAAACACTTGTGGCAG TGTAATGCTTAAATATTGTTTCACCT 280

Ai02B25656 Araip.B02 25656 p3 (CAC)6 18 104750076 104750093 CCCTCCCTCCTCCTCTATTG CTAACCGGGCTGCATATGTT 249

Ai02B25661 Araip.B02 25661 p3 (CAT)5 15 104767510 104767524 AACAAACAAGCTCCTCGCAT TCGTCAGCATCAGGAGACAC 230
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Ai02B25664 Araip.B02 25664 p3 (GAT)7 21 104787197 104787217 CCTCTCACAGCATTCCCATT CCAACAACTGCACCACCATA 265

Ai02B25665 Araip.B02 25665 p3 (CAT)5 15 104792223 104792237 AATGAGCGTATCATGGGAGC ATCAGCATCAGGAGACACCC 259

Ai02B25670 Araip.B02 25670 p3 (GGT)5 15 104805024 104805038 GTGGAGAACGTTGGGAGAAG TGCGATTTCCACTCTCACAC 251

Ai02B25672 Araip.B02 25672 p3 (TAT)7 21 104806888 104806908 CAGCATGTGCAATCATGACA CAAGAATTCAAGCTCCAGGG 144

Ai02B25674 Araip.B02 25674 c (T)10ggaaatccgatccgatccgatccaattacaagcggtttggatttatggttttt(A)1174 104808860 104808933 CAACAAACACAAACACCCCC TTTAAAATTTGATGTTGAGACTTGTT 274

Ai02B25676 Araip.B02 25676 p3 (ATG)5 15 104811036 104811050 TCCAATTACGCCATGAATGA TAAGATGGGAAGGCTTGCAC 146

Ai02B25680 Araip.B02 25680 c (TTC)6tcaacctaaaacccttgttcgtaaaccctgaatccgtgttctaaacgcagcgctgagaaacataatagaagatggcaccgaactcgaaaaaatggc(AGA)5129 104818086 104818214 TTAACAACCCGGACCCATTA TGTTGCTCTTCCCTCTTTGG 280

Ai02B25681 Araip.B02 25681 p3 (TTA)13 39 104819128 104819166 TTGAATTGAGTGGCTTCTGC CCAAAGCTTCATTCCTGGAG 160

Ai02B25682 Araip.B02 25682 p2 (TA)7 14 104819810 104819823 TCAAGAAGGCATGGTAAGCC CGTGTGCAAAACCGTTACAA 257

Ai02B25685 Araip.B02 25685 p3 (TTG)5 15 104825514 104825528 TGCTCAGCAGATTCCTTCAG GTAGCCCTGCTCCAGACAAG 183

Ai02B25695 Araip.B02 25695 p3 (TAA)7 21 104852939 104852959 GGAAGCAAGGCAACAGATTT CTACGACGATGGTGGAGGTT 154

Ai02B25697 Araip.B02 25697 p2 (TA)6 12 104864494 104864505 AAATTGAAGGCCAACACGAC TGGACAGCCCATTATTGTGA 268

Ai02B25701 Araip.B02 25701 c (A)11ggtttcctacaagctggttgagctaattaaccatgagtccataagatgatgc(T)1578 104872793 104872870 TGCCTACAATGTTAATTTCTATGATAA ACAAAAGGGGAAAGGAAGGA 228

Ai02B25712 Araip.B02 25712 p3 (GGT)5 15 104918330 104918344 CACCTCGTCCACTCACATTG GAGAGATCGAGACCAGGTGC 159

Ai02B25716 Araip.B02 25716 p2 (CT)6 12 104931866 104931877 ACTAGCCTCTGCTCAGCCAC GTAGGGGTTGCGAGAAATGA 237

Ai02B25721 Araip.B02 25721 p2 (TA)6 12 104938848 104938859 CAATCACCCTGAGGAGTTGC TCAGCAACTTTCTCCAAGCA 252

Ai02B25723 Araip.B02 25723 c (A)14ctgagtttctcataaatatgtattattgacttaccccaataattcacgccataggattcattgtatcaaattcacaatttagtagaaatttcaaaatg(A)10122 104940090 104940211 GCTCTTCAAATTAAGCCATCCA TGGTTCTCAAACTTCTCCAACA 247

Ai02B25727 Araip.B02 25727 p3 (ATT)6 18 104944621 104944638 TGTCCCTCTTTTAGAGCCCA GCTTGTTTTGAGTTTGGGGA 161

Ai02B25730 Araip.B02 25730 p2 (TA)7 14 104953156 104953169 TTTTGCAATGACTTTAACATCG TCACAAACAATTCGGGTTCA 167

Ai02B25733 Araip.B02 25733 c (A)12ccaatgtt(A)1030 104963169 104963198 CCAAATGATTGGACCAGATG GGAATCCATTTCCTTGGTCA 277

Ai02B25736 Araip.B02 25736 c (TC)10c(CT)15 51 104968948 104968998 TGTTGCCTGGTTTTGTTTCA ACCAAGGTGCGACATTTTTC 184

Ai02B25741 Araip.B02 25741 p3 (ATT)6 18 104985406 104985423 GAATCGGACCGTATCCGTAA TGTTTGTGTTGAGTTTGGGG 198

Ai02B25744 Araip.B02 25744 p3 (TAA)5 15 104990764 104990778 TGCTGCTGAAGCTGAGTTTG GGTGCAGTCGACTTTACGTG 267

Ai02B25745 Araip.B02 25745 p2 (AT)7 14 104991159 104991172 AGAAATTGCTTCATGTTCATAGC TTTTCTTTTACATCAAATGGGGA 279

Ai02B25748 Araip.B02 25748 p2 (TA)6 12 105002667 105002678 GCAAGAATTTTAGGCAGGTTTTT TCAAATGCAAATCTCTCTCTCTTT 266

Ai02B25750 Araip.B02 25750 p3 (AAG)6 18 105006380 105006397 GGCAAGCAACGAAAGAAAAG ACCGTTTTCACTGCATCTCC 199

Ai02B25754 Araip.B02 25754 p2 (AT)8 16 105012157 105012172 ATGTCGTTGCATTGAAGCAC TACGGGCTACGGCACTACTT 221

Ai02B25756 Araip.B02 25756 p3 (GAA)5 15 105013116 105013130 GTACGGTGCTTGCAACTGAA GCAGAATCCACAGCAACAAA 187

Ai02B25757 Araip.B02 25757 p3 (AAT)11 33 105019265 105019297 GCATGCATGTGTGCCTTTT TAGCCACTCCCGTTGTTTTT 269

Ai02B25761 Araip.B02 25761 p6 (TTTTAA)6 36 105032451 105032486 TGATTGTGTTATGTTTTCTCTCTCTTT CATGTCACTGAGTCAATCGG 271

Ai02B25766 Araip.B02 25766 c (AG)6aaggttgagagagaaagagaagagggggagaagagagaa(AG)765 105043927 105043991 TCCCTCTTCTCTCTCTCCTCC CTTTCTTCGCCCTCCTTTCT 270

Ai02B25767 Araip.B02 25767 c (GA)7aagaggaagagagaatggagg(GA)6aaggagggagaggagagatataaagaaaatgggagagggaaaagagggagagagagaaacaaaatgg(GA)9aaagaggaagagagagagaaacaaaatgggggaaagaa(AG)11192 105044235 105044426 ATAAGGGAAGCGGGAGAGAG AAACTCTAAAATTAGTTTTCCCCC 274

Ai02B25768 Araip.B02 25768 c (CT)6atagttcctcccaacctaagaaaataaatgtgtataaaagtataatatttgaaaaaataactt(A)1287 105046422 105046508 TGATGAACTAGCATGCCAAA CACGCCACCATATGCTTGTA 231

Ai02B25769 Araip.B02 25769 p5 (AATCA)5 25 105048945 105048969 AGTTAACGTCATAACCGCCG TTTTTGAAGCATTGAAGTATTTGTT 260
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Ai02B25773 Araip.B02 25773 c (T)16(A)10 26 105052107 105052132 TGACGGATGGCAAAGTATCA AAGAGTTGTCCAATCCACCG 269

Ai02B25775 Araip.B02 25775 p3 (CTC)6 18 105053260 105053277 GAGATGGCGAAGAAGAATGC AAGAAATCACAATGGGCTGG 154

Ai02B25777 Araip.B02 25777 c (T)12agttgggtccttataaaattaagccaattactactaagagggacttaattg(A)1174 105062160 105062233 CACACTCTTGTTGCCTTGGA GGAGCCTATGTTTTTGCGTT 272

Ai02B25781 Araip.B02 25781 p2 (TA)6 12 105072494 105072505 GACCTTCTTCACTGGCAAGC CGAATCCGCCTAAAAATCAA 157

Ai02B25782 Araip.B02 25782 c (T)11gacatcattatggaaagtaataatgttgaggtcatacaaaatctc(A)1369 105074453 105074521 TGGGCCTAGAAAAAGTCCAA TTGCCAATTTATGAGCTACTCTTTT 224

Ai02B25785 Araip.B02 25785 p2 (TA)6 12 105075953 105075964 TGGAACTTCTCTGCATTGGA GCCGAAATCCTTGTGGATAC 246

Ai02B25789 Araip.B02 25789 p4 (ATTT)5 20 105078813 105078832 TTCGAGCACTGTCCTTGATT TGCTAACAACTAACAAATGAGCG 208

Ai02B25797 Araip.B02 25797 p2 (TA)6 12 105104600 105104611 TCGACTCCAACGTACCATCA TCCTGGCGACTTTGATTTTC 272

Ai02B25800 Araip.B02 25800 p5 (AATAA)6 30 105110066 105110095 TTCAAGGACACAGCATCACTG GGCAAGTTACCAGATCCCAT 246

Ai02B25801 Araip.B02 25801 p2 (AT)7 14 105111565 105111578 TTGATCCGTTTGGTTGTTGA TTGAGCCGAAGACATTTTCC 220

Ai02B25802 Araip.B02 25802 c (T)10aatttggtttttttttgtaac(T)1041 105112443 105112483 GCTAAGTTGGTTTCCCTTTTG AGCTGAATCAGTCAATCGACAA 266

Ai02B25804 Araip.B02 25804 p2 (AT)8 16 105119944 105119959 GCTTTTGCTGTGACATAATTGG GGAGTTGGAGATGAAGACGAG 274

Ai02B25805 Araip.B02 25805 c (T)11ctaattaggtttttttgtaac(T)1042 105121844 105121885 ACCCCTTCTGTGATCTTTTACA TCTCATCTGAATCTCGGTTGT 229

Ai02B25806 Araip.B02 25806 c (CT)6ggtcaaaggtatgttgctcttggtgacgaattttcctccttcattctttaataaat(A)1179 105122455 105122533 GCACAACATGAAACCAATCCT GCAACAGTTACGAGGAAGAAAAA 279

Ai02B25809 Araip.B02 25809 p2 (TA)7 14 105129354 105129367 GGTGGCCATTCATGGTACTT CAGCATCACTAGCGTCCAAA 184

Ai02B25812 Araip.B02 25812 p3 (TCA)8 24 105145136 105145159 TCCCCTCCCATCTTCTTCTT TATTTTCTGAGGTGGGGGTG 270

Ai02B25813 Araip.B02 25813 p3 (AGA)16 48 105145356 105145403 CACCCCCACCTCAGAAAATA CACTGCTCCACAACCATCAC 202

Ai02B25817 Araip.B02 25817 p3 (TAT)8 24 105148003 105148026 TTCGGCCTCTACATTGGAAC TTATTCCCCTTGGTGTGCTC 119

Ai02B25825 Araip.B02 25825 c (A)11tgtactaaatttgtgctttttctgttatgacgtttgacctccgttcgacc(A)1172 105192505 105192576 ACACTCCAAGCCCAACAATC TGCAGTTTGGATTGACCGT 222

Ai02B25832 Araip.B02 25832 p4 (AGAA)6 24 105212011 105212034 TAACCTAACCACCGCCACTC CTGATTTTCCCTTCCCCATT 127

Ai02B25833 Araip.B02 25833 p3 (GCA)6 18 105218821 105218838 ATTGGGAGGCTGTTATTCCC AGACGCTGTTGCCATCTTTT 197

Ai02B25834 Araip.B02 25834 p3 (AAT)5 15 105223425 105223439 ATTTAATTCTTGGGCGGCTC GAAGAAGACAATATTCAGAGGGGA 140

Ai02B25835 Araip.B02 25835 p3 (AAT)5 15 105228443 105228457 CGGCTCAGTTTCTCAAGGA AGGGTCAACTAAGTGCAAACG 273

Ai02B25836 Araip.B02 25836 p2 (CT)12 24 105230093 105230116 AGTTGCTTTTAATCCTGCCG CAGAAATCCGAAGCATTGGT 276

Ai02B25839 Araip.B02 25839 c (CT)6ccaatttttaaccgccatttccagagagatatagaaagagatt(A)1065 105235957 105236021 CATGAACCACGTCATCAACC CACAGTAGAAACGCGTGGAA 204

Ai02B25844 Araip.B02 25844 p3 (TAA)5 15 105250875 105250889 TGCTAATGTCATCGTCTACATGC TTTCCAGTTCATTTTTCGGC 216

Ai02B25851 Araip.B02 25851 p2 (AG)6 12 105278184 105278195 GAAATGGGGGAAGGAGAAAG TTCCTTGCGAGACTCTCCTC 188

Ai02B25854 Araip.B02 25854 p3 (CAT)6 18 105287333 105287350 TGGACAAACCTACAATGCGA ATGGTGGGTGCTAGCAGAGT 273

Ai02B25857 Araip.B02 25857 p3 (TTC)6 18 105298437 105298454 ATCACCGTTGCCATTTTCTC CGAATGTGGAGGTTGAGGAT 222

Ai02B25860 Araip.B02 25860 c (T)13gcgaaatataattgacttttttaattttttttacaaatgagtcaaaagtcagaacgtgactg(A)1186 105303309 105303394 ATGGGCGATTCGATAAAATG CGTCAAAGAGAACGAGGGAG 214

Ai02B25867 Araip.B02 25867 c (TTC)5ctcc(TCT)5tcctcctcttcttcttcc(TCT)5tcctcttcctcttcctcttcc(TCT)7ttg(T)12124 105319431 105319554 TTTTCAAAGCGCTACACTCA ACACCCAAAATTCGTTGCAT 262

Ai02B25869 Araip.B02 25869 p2 (TC)7 14 105324382 105324395 GTTGGCTAAGGAAATGCCAA TGTGGTGTGTGAATGAGTGC 211

Ai02B25872 Araip.B02 25872 c (A)10tagtttttttcattttaaaaaatcttatttannnnnnnnnatttttc(T)1168 105341596 105341663 TTGTTTTGGTGATGGCAGAA AAAAGGAAATGAATCATCAACTCA 271

Ai02B25880 Araip.B02 25880 p2 (TA)7 14 105368003 105368016 GCCTTTCATCACAGTTTCCAA TGTCATCGATTTTCGAACCA 196
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Ai02B25887 Araip.B02 25887 p3 (TAA)5 15 105382859 105382873 TGAACGTTGAAATTATACTTAAAGGC GGTGAATGTTCATTATGGGTGA 103

Ai02B25888 Araip.B02 25888 p2 (TA)6 12 105384156 105384167 ATTATCCCGTGCCACTCATC GCATTTAAACGTAATCTAGACGTGA 141

Ai02B25891 Araip.B02 25891 c (T)11cagctttggatcaacaactcgttggggctgatttgaagaaaatgaaaatttgaattagcttaaagtgaactcggaccgtccgagttgctagtggggga(T)11120 105385630 105385749 TTGGGTAAAGGTGAACTCGG AGTCCTCAACAACACGGACC 203

Ai02B25893 Araip.B02 25893 p2 (CT)12 24 105386884 105386907 TTAAACACTTGCCACTCCCC TCGTAACCGAAGATCAAGCC 240

Ai02B25902 Araip.B02 25902 p2 (AT)7 14 105408137 105408150 GTGGTACGACGAATTTGCCT CGTCCCCTTTTTGAAGCATA 212

Ai02B25907 Araip.B02 25907 p2 (CA)8 16 105420161 105420176 TTCGGTCACTGTTAGGGAGG ACTGTGTTGATGTGTCAAGATGT 269

Ai02B25910 Araip.B02 25910 c (GA)6gtaagcgatgaaaaatacgaaatatcaaatacgagtt(A)1160 105421845 105421904 AAAAGAGGTCTCTTAATCCCGC TTTTTAGGTGTGCCAAAGCA 249

Ai02B25911 Araip.B02 25911 p4 (TGAA)6 24 105422251 105422274 GATAGGAGCGTTGTGGGTGT GGGAACGTGATGAAGGAAGA 119

Ai02B25915 Araip.B02 25915 c (T)10ctc(T)11atttattttttattatcgtcatcgtcattcgttgtcactaccatattatcacatccatctccttctctttctg(T)10107 105434355 105434461 TTTATATGGTGTGGAGTACGTGG AACAATGTCACCACCGAGAA 264

Ai02B25921 Araip.B02 25921 c (GA)7a(AG)7 29 105445959 105445987 CAGCCCTCTTTATCCCCTTC TTGAGCACTATATAACTATCCAAACC 263

Ai02B25926 Araip.B02 25926 p3 (TCA)5 15 105459668 105459682 CAAGAAGAATGCGACGATCA TGGTGGAGGACGAAGAAAAG 234

Ai02B25927 Araip.B02 25927 p2 (AG)9 18 105460122 105460139 TTTAAGGCACCACCCTTTTG AAAAGCTACGCCGCTGATAA 226

Ai02B25928 Araip.B02 25928 p2 (AG)9 18 105460528 105460545 CTTATTCACGCCATCGCTTT GATCCATAGGGCGACAAAAA 266

Ai02B25934 Araip.B02 25934 p2 (AT)6 12 105488643 105488654 TCGACTCTCAGAGACCGACTT CAAAAATTTGATTTGATTTTTCTGA 265

Ai02B25947 Araip.B02 25947 p2 (AT)7 14 105514013 105514026 CGTCCAAGAAATTGTCAATGC CCTCCGAATTACCCACTTAAA 279

Ai02B25948 Araip.B02 25948 p4 (ATAA)5 20 105526272 105526291 TGGCAGCAACAAGTTCAAAG TTGGGGGTAGCGTTTGTTTA 212

Ai02B25951 Araip.B02 25951 p2 (TA)6 12 105528006 105528017 ATGCTATTCCCTTGAAGCCC AGCTAATGGCTTTTGCTCCA 210

Ai02B25952 Araip.B02 25952 p2 (TA)6 12 105528538 105528549 TTGCAAGAAACAGAAGAGACACT GAAAGTCCGAAGGCAGACAC 239

Ai02B25953 Araip.B02 25953 p2 (AT)6 12 105528810 105528821 GTCTGCCTTCGGACTTTCAC TTGGGGTGGTAATGATGGAT 235

Ai02B25954 Araip.B02 25954 c (T)10gaaaataaatgtataacactgggtattgatgtgctttca(T)10cagtaatttttttaatttaaaaaaatatgtgaaaatggtaaaatta(T)14119 105534367 105534485 ATTTCCCAAGGAAGTTTGGC TGTAAAAAGAAACAAAAGGTGGAA 273

Ai02B25957 Araip.B02 25957 c (A)13tttatcaaactaagccataatctactacgggtcaatgttttttataaataaaatcatcggtcaatgtg(T)1495 105540025 105540119 TTGGTCCAAAATTCTCTTTAAGACT ACAAAGGCCTTGTTTGTTGC 264

Ai02B25959 Araip.B02 25959 p3 (AAT)26 78 105543225 105543302 AGCCGTAGAATCGGTCCAC TGTTTAACGTTAGGTCAATTTGTTT 279

Ai02B25960 Araip.B02 25960 p3 (AAT)6 18 105547135 105547152 GGCTCACTTTTCTTTGCTGG GCCTTTTGTTCCTGCTCATT 265

Ai02B25962 Araip.B02 25962 p3 (GAA)6 18 105548876 105548893 CTTCAAAAGGAAAAGCGTCG TATCATCATGCCTCCGATGA 202

Ai02B25963 Araip.B02 25963 p3 (TGA)6 18 105548998 105549015 TCATCGGAGGCATGATGATA TCAAGCGCATGAATAACCAA 154

Ai02B25964 Araip.B02 25964 p3 (ATT)5 15 105549575 105549589 TGTGGCTTCTCTTGTGCATC CATCATCACCTTGTTCCGTG 169

Ai02B25965 Araip.B02 25965 p3 (GGT)5 15 105553729 105553743 ATAAAATCTCGCCGTCGTTG GTAGATTTCGCACACGACCA 222

Ai02B25969 Araip.B02 25969 c (A)10gaaag(A)11 26 105559142 105559167 TCCCTCGTCTTCTTTTGCTC CATGATCAATACCAAAATCCAAA 228

Ai02B25970 Araip.B02 25970 p3 (AAC)5 15 105560460 105560474 AGGTAAAATTTTCACTTGCAACA TACGGGTCAACCATCCATTT 240

Ai02B25973 Araip.B02 25973 p2 (AT)7 14 105568961 105568974 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 276

Ai02B25974 Araip.B02 25974 p2 (TC)6 12 105572625 105572636 TGATGGAGGACTTCGACGAT GAATGAGGGAGAGGCCAAGT 258

Ai02B25975 Araip.B02 25975 p2 (GT)7 14 105573070 105573083 TCCTTCTACCCTTTCCCCAT GTTTCCCCTCCCTAAACCAG 115

Ai02B25977 Araip.B02 25977 c (A)10tgctcgttacaatgtagatatattaccctcataaaatgag(T)1464 105577023 105577086 TCATGCATTGAGTCACATTCTTT TTGATTGTTGTTGCGGTTGT 262

Ai02B25980 Araip.B02 25980 c (A)13gttacaccaagtttaaatctcatcactcggataaggtttaaaaatctcatagtgtgagtgtgggagttatataatgataa(T)10103 105587702 105587804 TGCCTAGATCAAATGGCAAA CAAGATTACACATGAAATTTGGGT 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B25981 Araip.B02 25981 p2 (TG)10 20 105591214 105591233 TGCAGCTCGTGGTTGATAAG TAGTGGCAATGGCAAATTCA 250

Ai02B25982 Araip.B02 25982 p2 (TA)6 12 105593618 105593629 CTGCCAAGTCCCACCTACAT GCATCCATGAACTCACCCTT 267

Ai02B25984 Araip.B02 25984 c (A)11tggtacaaacatcaa(T)1440 105596962 105597001 CCAGAATTTCACTCTAAATAGCACA TGTATCATGGAACAAAAGTGATGA 278

Ai02B25986 Araip.B02 25986 p3 (GAA)9 27 105607747 105607773 AGTGTGAGGAATCGACGACC TAAACCCGGCGTACAAGAAC 268

Ai02B25992 Araip.B02 25992 c (CAC)7caacacaaataccaccaccaacaccaaaaacacta(AAC)5accataccaccacaaccaccatcaacaccaa(CAC)7123 105626098 105626220 TGGACAAAAATACCCTCACCA AACGTCAGGGACCAAAACAA 244

Ai02B25993 Araip.B02 25993 p3 (ACC)9 27 105626433 105626459 CCGTCCCCATTGTAATTTTG TTGTGTTGGTGGTGGTGTTT 175

Ai02B26003 Araip.B02 26003 c* (A)11(AG)6* 22 105655630 105655651 TTGCCAAAACCCAACTTACA CCCGTCTAGTGAGGTGGTTC 271

Ai02B26005 Araip.B02 26005 p2 (AT)6 12 105669044 105669055 TTCTCTCACTTTAGAAGATTTTGAACC CCAGAGTCAAGACACGTTGTG 275

Ai02B26022 Araip.B02 26022 c (A)10cgtcctaactgctatcttac(T)1141 105688469 105688509 TCCATGCATGTCTATAAGCG CGTGGTCTACTATGGAGGGC 245

Ai02B26023 Araip.B02 26023 p3 (TTA)5 15 105690404 105690418 TGTTCGTTATTGCTCCCACA AACCGGTTTGTTCAGTATATCAAT 179

Ai02B26028 Araip.B02 26028 p2 (TG)10 20 105696155 105696174 AAAAGGCCTTAACCCCGATA GTGGTGAGGGACGCATAAAG 280

Ai02B26029 Araip.B02 26029 p3 (TTA)5 15 105696464 105696478 CTTTATGCGTCCCTCACCAC GGGGAGCCATTGTTGTTATG 134

Ai02B26032 Araip.B02 26032 p2 (GA)8 16 105708051 105708066 TTATTGCAGAGGTTGCTCCA CTGTGTTTCCCACCCAGTCT 244

Ai02B26036 Araip.B02 26036 c (T)10ggactctgcattattttaattggacttagttataaaaagatttgtacacataaacattattgtagattaatattccaagtgataagttata(T)11112 105724234 105724345 ACGCTCACATCCTAGCGAAT TGCCAAAATCAAAAGGAAACA 247

Ai02B26038 Araip.B02 26038 p2 (CT)9 18 105725934 105725951 GCCTCATGTCTCTCAGCCTC TTGTTCCCGGTTTATCCAAC 280

Ai02B26041 Araip.B02 26041 p3 (GGC)5 15 105734413 105734427 AGAAGAGGATGGCCAAGGAT GTGGATGAGGATGAGGAGGA 264

Ai02B26046 Araip.B02 26046 p2 (AT)8 16 105750014 105750029 GGCTTAAGTCTCAGACAATATCATCA TTTCGTTAAAGCTTCGTGTTG 277

Ai02B26047 Araip.B02 26047 p3 (TTA)5 15 105751111 105751125 CAAGCATCCTTGAAAAGGGA GCGAACTTGCACTATCCACA 274

Ai02B26053 Araip.B02 26053 p3 (ATT)5 15 105767916 105767930 TCGACACTTCTCCGTATCCC ATCCTTCCTTATATCGCCCG 231

Ai02B26055 Araip.B02 26055 p2 (TG)6 12 105773561 105773572 TAATCAGGGAACCAACTGCC AATTGTGTGCCACTTTGCTG 209

Ai02B26059 Araip.B02 26059 p3 (TAA)6 18 105777957 105777974 CCAATTTGCCAAAAACTTCC TCCAAAAATTTTAAAAACGGACA 252

Ai02B26062 Araip.B02 26062 p3 (AGA)8 24 105787912 105787935 AGTTGAAGGAATGGTGGTCG TGAACATGAAGCAAAGGCTG 136

Ai02B26063 Araip.B02 26063 p3 (TTC)5 15 105788098 105788112 CAGCCTTTGCTTCATGTTCA AGCCCAAAATTCAAAAAGCA 253

Ai02B26067 Araip.B02 26067 c (T)11cttgattcctattttgagtatcttcacagctcaaaatgaaaaatattcatcgttactactcaagtcgcc(A)1292 105799035 105799126 CCGTAGTACACGGGTCATAACA CCACTTCGCTGTGTTTGATG 261

Ai02B26068 Araip.B02 26068 c (T)10ca(T)11 23 105799702 105799724 ACGGACCTCCATGGACAATA AAACTTTGTTGTATCAACCGGA 200

Ai02B26071 Araip.B02 26071 p3 (TTG)5 15 105815365 105815379 TATGTTGTGGCCCTCTCACA GCCCAGCAGCTACTTCAAAC 241

Ai02B26073 Araip.B02 26073 p6 (GGAAGA)5 30 105823079 105823108 AGCGACCTTTGGAGAGATCA TTTCATCTCCCTCAACACCC 101

Ai02B26074 Araip.B02 26074 p2 (CT)11 22 105823575 105823596 TCAAGCACAAGCCACCATAA TCCCATCACACATATGACGC 260

Ai02B26075 Araip.B02 26075 p3 (TTC)6 18 105823791 105823808 TGTAAATCCCTCCAACTCGC GCAAATTGTCAACCTGCAAA 100

Ai02B26082 Araip.B02 26082 c* (AATA)5(AT)8* 33 105833199 105833231 TGTGGCCTCTGATTCACATT TTTCACCACCAAGGCATCTT 270

Ai02B26084 Araip.B02 26084 c (A)10ctttaat(A)10 27 105839521 105839547 TCTCTCCATATTGTGGGTTCG TGGCATTATTTCCTTTGGTCA 110

Ai02B26087 Araip.B02 26087 c (CCA)5gtatcatcatgg(TCA)6gaacttctcccaaaatcaactagaaacccaagctgaacaagaac(CCA)5ttatcatcatggtcgtcg(TCA)7143 105841506 105841648 CCTTTCCCTTTACCCCAAAA GTGTTGATGATGATGGTGGG 269

Ai02B26088 Araip.B02 26088 p3 (AGA)5 15 105841867 105841881 CCCCACCTCAGAAAATCAGA CTCCTCGTCGTTCAGTCCTC 240

Ai02B26089 Araip.B02 26089 p3 (TAT)8 24 105842215 105842238 TTCGGCCTCTACATTGGAAC TTATTCCCCTTGGTGTGCTC 119
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Ai02B26090 Araip.B02 26090 p3 (TAT)6 18 105846096 105846113 TGGAGACCATTTTGTAGCGA TTATTCCCCTTGGTGTGCTC 159

Ai02B26091 Araip.B02 26091 p3 (CAC)7 21 105848040 105848060 TCCTTCAATTTTCGGTGAGG TGTGAAAGACAGCGGTGAAG 240

Ai02B26092 Araip.B02 26092 p4 (AAGA)6 24 105850411 105850434 CTGAAGTTTTGCAGCCATGA ACAACCACTTCCCGAGTCAC 110

Ai02B26093 Araip.B02 26093 p3 (TTA)5 15 105851080 105851094 TGAGGGGGAAAAACTTGTCA TGCCTGACACCTTGGTTGTA 212

Ai02B26096 Araip.B02 26096 p3 (TCT)5 15 105856148 105856162 TTTTTCGCTCCAAAATGGTC CATCATCATCGTCCTCCTCA 238

Ai02B26097 Araip.B02 26097 c (GGT)5agtggttgttctgatactgagttctggtggcggtggcggtggcggcggtagc(GGT)788 105856385 105856472 ATGGATGCTGGTGATGGAGT TCTTCCCCAAAATTCTCCCT 147

Ai02B26101 Araip.B02 26101 p3 (TTA)5 15 105875239 105875253 CACGGTGAGTGAGTGTCGAT TCAATCAATTGCGTGATATTAGA 245

Ai02B26105 Araip.B02 26105 p2 (TA)6 12 105877384 105877395 GGCATACATGAACATCTTCCG CAAGATATGAGATGTCGAAAGCA 264

Ai02B26107 Araip.B02 26107 p3 (GGA)5 15 105890468 105890482 TGCACGCATATCACTGCTCT CAACAGTAATAGCCATCGCTTC 280

Ai02B26111 Araip.B02 26111 p2 (TA)12 24 105895448 105895471 CCTTGGGACTACGTTGTGAG TTCAATGCTTCAAAAACGGA 280

Ai02B26116 Araip.B02 26116 c (A)10cacaggttattcatattagacttatacaaaactgcatcttta(T)1264 105908319 105908382 ATGCGCGGAGAGGTAGATTA GAAAACGTTCGAAAGGACAAA 217

Ai02B26118 Araip.B02 26118 c (GT)9(GA)8 34 105931920 105931953 GAGAGGAAGAGAGAGGCGGT TCAAAAGGGCAAGGGTAGTG 247

Ai02B26120 Araip.B02 26120 p2 (CT)17 34 105934285 105934318 ACTCCTCCTCTTCCCTCAGC GGGGTTCCAGATCTCACTCA 261

Ai02B26129 Araip.B02 26129 p2 (TC)6 12 105954308 105954319 CCTCTCTCCATGCACTGTCA ATGAAGGACTGCTGCTCACC 179

Ai02B26135 Araip.B02 26135 p3 (TTA)5 15 105982680 105982694 AGAATCATCAGCAAGAACGAA GACATTTGCCAGTTTCTTGC 188

Ai02B26139 Araip.B02 26139 p3 (TTA)10 30 105989417 105989446 TTCATTACGTTATTCATATTGTTCAAA AACATCTGATGAGTTGTCTCCAAA 247

Ai02B26140 Araip.B02 26140 c (T)12ccgtgcc(TCT)534 105990327 105990360 TTCTTTCTCCATGCCTCCTC CCTCCTCATCTTCTGCTGCT 237

Ai02B26141 Araip.B02 26141 p2 (TA)30 60 105991567 105991626 GGTTTAGAGGTAAATAACGCCTGA GCTCGTATTCGTGAAGGCTC 251

Ai02B26142 Araip.B02 26142 c (T)10aagatttactattaccaa(T)1038 105993358 105993395 AAAATTCTTCAAGTTTTCAATCTGAGT TTTGGCTTTGAAAAATAGCTCA 191

Ai02B26143 Araip.B02 26143 c (A)13tataaggaactcactgttttcaccatgaaattcggccactctctcttttattt(TA)780 105993882 105993961 TACCGGACAAAAGTAACGCC CAAACGTGGCTTATGCTTCA 197

Ai02B26145 Araip.B02 26145 p3 (ATA)5 15 106001434 106001448 CGCGAAACTATAGGGACCAA TTCTGCATTGTTAGAAACAAGAGACT 177

Ai02B26146 Araip.B02 26146 p3 (AAG)7 21 106002134 106002154 GAATGTAGGTTCATCCTCTTCCA TTCCTCTTCCTCCTCCTCATC 225

Ai02B26149 Araip.B02 26149 p2 (AT)6 12 106009756 106009767 CGTTGCTTTCTTGTGGAAAA AATCACGACGGTTGTGTCAA 249

Ai02B26153 Araip.B02 26153 c (CAA)6aagattctgtattttttgttcttttaatgttctaacactcatttttttatttactgttgttgaatgttgatgatggtggta(T)10109 106017826 106017934 GGGTGTGCTTCTAGTGGTCC TTCTTTCATTCACACATTCACTCA 237

Ai02B26155 Araip.B02 26155 c (TAA)7a(AAAT)7 50 106019250 106019299 CGCTGTTGTCTTGCATTTTG TGCTTGATTACTAACAGGAAGGA 241

Ai02B26161 Araip.B02 26161 p2 (AT)6 12 106033579 106033590 ACCCGATTGAATATACATACATGA CCCGTCGGTTTTCAATTTTA 197

Ai02B26164 Araip.B02 26164 p3 (TAT)6 18 106042769 106042786 CGCGAAGTTGACAAGGATAA TTAATGCTTTGAAGCCAGCC 276

Ai02B26165 Araip.B02 26165 p2 (TA)7 14 106043892 106043905 TCCATGAGATTATGCGACCA GGTGTCAACCCATTTTTAATTT 248

Ai02B26166 Araip.B02 26166 p2 (TA)6 12 106045863 106045874 AAAAGATATCAATGCCCCCA AACACTTACTCGATCGCTTTCA 274

Ai02B26167 Araip.B02 26167 c* (AT)12(T)11* 34 106046173 106046206 TTAGGTTTTGCCTCTTTGCG TCAAATGGCATAGTCTCCCC 215

Ai02B26168 Araip.B02 26168 p2 (AT)6 12 106046375 106046386 GGGGAGACTATGCCATTTGA TCGAGAGGAGTCAACATAAAAGAA 275

Ai02B26170 Araip.B02 26170 p2 (AT)8 16 106053171 106053186 TGTTTAAGTATTTCCGCCGC TTCAGAAATCGTCCTTGCATT 156

Ai02B26172 Araip.B02 26172 p2 (TA)6 12 106055487 106055498 TGGCGTTCATGGAAGCTAAT TCAAGGACTCAAGGCTGACC 222

Ai02B26174 Araip.B02 26174 p2 (TA)12 24 106057738 106057761 TTGCGTTAAATTTATTCTTGACGA ATGGCTGTTTTTGGCTGATT 267
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Ai02B26175 Araip.B02 26175 p3 (TTC)7 21 106058794 106058814 TTTCCTCCCTCAACATACCAC CAAATTAGTTTGGGAGTAGAAAAAGT 253

Ai02B26176 Araip.B02 26176 p3 (GTG)6 18 106059215 106059232 TAAAATCGCCGCAATCAAGT TAAGTGCAGCACCACTGCTC 222

Ai02B26179 Araip.B02 26179 c (CTT)8tc(T)10cttatt(A)1153 106064616 106064668 CCACACACATATTTTCAGAACCA ATCTTCAGCTGCAACACACA 203

Ai02B26191 Araip.B02 26191 p2 (GA)7 14 106104232 106104245 TTTCATCATGTCCCAAGGGT ATCCCCGCCATTCAAGTT 280

Ai02B26193 Araip.B02 26193 c (A)11caaaatttaaaaaagaaagctgtttagataaaatgaaaatgtttcatattatccctttttcta(AT)686 106109542 106109627 GCCACATGCCAATGGTCTAT AAGAAAAATTAGGGAACAAAGGC 280

Ai02B26197 Araip.B02 26197 c (TG)11(AG)17 56 106130715 106130770 CAGAAAACAAATGTATTTGGGGA TATGGAGGGTGAAAAGCTGC 269

Ai02B26199 Araip.B02 26199 p2 (CT)7 14 106137523 106137536 TTCAAAGGGCAAGGGTAGTG AGAGGGGAAGAGAGAGGACG 205

Ai02B26202 Araip.B02 26202 p3 (TTC)6 18 106155636 106155653 TGGATCCAATTGTTCCCATT TGGAGCTTGTGAAACGAGTG 123

Ai02B26204 Araip.B02 26204 p2 (AT)6 12 106160470 106160481 GGGGAGACTATGCCATTTGA TTTGATAAAATACAGTATCAGCGCA 202

Ai02B26205 Araip.B02 26205 c (A)12gtaatattagaaaatgtaacaaaaatgttatataataaaaatattaaatattnnnngactgtcgaaaaataaaattgtaataataatt(A)11111 106160685 106160795 GGTTACGGGTTCGAGTCTCA CGTGGAAAGCTTAGCGTACA 190

Ai02B26208 Araip.B02 26208 c (T)10ataatttcatccattctactgc(T)1042 106166518 106166559 CCAGCAGTTTAGCCTCGTTC TGGATGTGATGAAATCGATGA 193

Ai02B26210 Araip.B02 26210 c (TCTTCC)10(TCT)17111 106171310 106171420 AGCGTAACTACACGCGCC GAGGAAGAAGAACGTGCAGC 209

Ai02B26211 Araip.B02 26211 c (T)15gaaa(T)19gatgaaaacaacccagaaaaatagagaggcacatgattaaggtcaaacttgaaaacaatcaagaccc(A)11116 106173146 106173261 CAGAAAGCAGAATTCAAACCC GGTCAAATGAAAAACACAAGATT 254

Ai02B26213 Araip.B02 26213 c (AT)9ccaaagttgggatttgggaatgcctttaaaaag(A)1566 106183315 106183380 ACTCACAAGTTGGACGGAGG AATATTTGATAAGGCCCCGC 207

Ai02B26214 Araip.B02 26214 p3 (TAT)11 33 106183653 106183685 TCGGCACTGATACTTTAGTTCG ATACCTCAAAGCTAGGACTGCCT 276

Ai02B26217 Araip.B02 26217 p2 (AT)7 14 106186099 106186112 CCATCATCTTAACGAGTAAAAACA CATGCAGCCTTGCTTTAGAA 241

Ai02B26218 Araip.B02 26218 p2 (TA)6 12 106186361 106186372 CTAAAGCAAGGCTGCATGG CCCAAAACAACAAAATCACCA 132

Ai02B26222 Araip.B02 26222 c (TTC)7tcttttta(T)1039 106189336 106189374 TGCAAATTCTTTCGTACTGGG CTGAAGCACCTGACCCTTTC 271

Ai02B26236 Araip.B02 26236 p2 (AT)8 16 106206449 106206464 GGAGTAATCAAGAGATATTTGTCCA ATTCATGGAGCCAAAAGCAT 129

Ai02B26238 Araip.B02 26238 p6 (TGGAGC)5 30 106214791 106214820 TAGGTTGTTCCAAATTGCCC CTGATCCTGATCCTGCTCCT 256

Ai02B26239 Araip.B02 26239 p6 (GGAGCT)5 30 106214948 106214977 GATCAGGATCAGGAGCAGGA GGTGGAGAAGCCAACACAAT 251

Ai02B26245 Araip.B02 26245 p3 (TAT)6 18 106238180 106238197 AAATTCTTAATCATTGTCTATACGCAC TGAGACGATTATCAAACAATCTTAAA 233

Ai02B26248 Araip.B02 26248 p3 (GAA)9 27 106241714 106241740 TGGCTTCGGTCCTTTGTATC CCCAAGACTTTGAACCCAGA 227

Ai02B26252 Araip.B02 26252 c (TTA)7agaatgtgtccaaacaataatattttttatttttttcaaagataataagttttatatattgtaacggctgcttccatcgtctaaaat(A)10118 106245820 106245937 TTTTCTCCCCACAAGCAAAG GTCCGTAATGATAGCCCTGG 187

Ai02B26257 Araip.B02 26257 p2 (AG)18 36 106250531 106250566 CATTCAAATTGGTATTCGAAAAAT GGGCAAAACTAATAAGGCAGTT 191

Ai02B26261 Araip.B02 26261 c (T)10gtccctaacatttttttgcatacaaaagggttcctaaggtttaacttagttttaaatttttggcggcggaaacggaggcagaagtagattgtgaatag(CTT)5123 106253651 106253773 TGTTCATGTATTGTAGATTTTTGGAA CGAAAGGAGAATGGAAGAAAAA 279

Ai02B26269 Araip.B02 26269 c (T)11atcattatagtctttttttatttatatttttcttcttattttactttttaaaa(T)1377 106265272 106265348 CAAATTCCTTCCTCTTCTCCC AACAATAGAACAAGCAAACGCA 245

Ai02B26275 Araip.B02 26275 c (TACA)10tacgcacacaacacggtttcacactattcacgaaattcacataaaccattcatcgaacactttcaacgcataacacaaacaccaccca(TC)9146 106272040 106272185 GCTTCCCAATGCAACACTTT GTTTGGTTGGGAGTTGGAAA 254

Ai02B26278 Araip.B02 26278 p3 (ATA)5 15 106276975 106276989 TCACACCTTCTCTCATTGGCT CAAACCCCTGGACATCAAAC 226

Ai02B26300 Araip.B02 26300 p2 (CT)12 24 106316219 106316242 TTGGTGCTTTTTGGCTTCTT AATAACCCCATTTGCTTGGA 129

Ai02B26302 Araip.B02 26302 p3 (ATA)6 18 106316990 106317007 AGCAGCAGGTTCTTCATGGT TGAAGCTCCAATGAAAATGG 135

Ai02B26304 Araip.B02 26304 p2 (CT)12 24 106324340 106324363 TTGGTGCTTTTTGGCTTCTT AATAACCCCATTTGCTTGGA 129

Ai02B26306 Araip.B02 26306 p3 (ATA)6 18 106325111 106325128 AGCAGCAGGTTCTTCATGGT TTTGAAAATTTAGCCGGTGG 252

Ai02B26308 Araip.B02 26308 p2 (TC)7 14 106336671 106336684 TAGCGACGATAGTGGTGCTG CGCGTATTCTTTTTCCCAAA 279
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Ai02B26312 Araip.B02 26312 p2 (TC)9 18 106364747 106364764 CTTCCCTTCCCCACTAATCC GAGAAAGAGGCTCGGTGATG 153

Ai02B26316 Araip.B02 26316 c (AG)8atcggggaaggctcgagagaataaggagggggaaggggtttaagtgggggcatgtgccacccacgtgactatgcacttctgtttcc(T)15117 106382803 106382919 TGGAATGGAAGAGGAGATGAA AAGTTCAAAATTCGGGGACC 241

Ai02B26318 Araip.B02 26318 p2 (TA)7 14 106395891 106395904 AATCAAGGTGCACCAAATCC TCTGCTGTAATTGTATTTTGGATGA 210

Ai02B26319 Araip.B02 26319 c (TC)7tatgctgacggcaacggcaacactcaacccgccggtgtcatccccacttcatcctctc(T)1082 106397032 106397113 CTAGACATCGAGCTCACCCC CAAACCCCTCTCTCTCTCCC 214

Ai02B26320 Araip.B02 26320 p2 (TC)6 12 106407019 106407030 TAGCGACGATAGTGGTGCTG CGCGTATTCTTTTTCCCAAA 277

Ai02B26321 Araip.B02 26321 p2 (TC)8 16 106413417 106413432 GTAACTCCAGCGACGAGTCC GCCGTCGAGTTATAGAGGCA 110

Ai02B26323 Araip.B02 26323 p4 (AAAT)5 20 106434827 106434846 TCACTGATCATGCTGAATGCTA CCAGCATTTTCTGCCATTCT 144

Ai02B26324 Araip.B02 26324 p2 (TA)7 14 106435092 106435105 AAATGCTGGCTATTGCTGCT TGGTGAACCGGTAATATGCTT 208

Ai02B26325 Araip.B02 26325 p3 (ACA)5 15 106438050 106438064 CTGAGAAGAACACAGCAACCC TTCCAGCCCTTGTGATTTTC 217

Ai02B26327 Araip.B02 26327 p2 (AG)22 44 106440508 106440551 GGGATAAACATAGTTGTTGCTGC GCAGCTCCTTGTTATTGGAGTT 280

Ai02B26328 Araip.B02 26328 p2 (GA)7 14 106440714 106440727 GGGAGGAAAAATAATGTCATGG CCAATCACAAGGGGATCAAT 199

Ai02B26329 Araip.B02 26329 p2 (GA)6 12 106442424 106442435 TGGGTCCATGGATAAGCTGT ACATCCGCACCATTCAAGTT 169

Ai02B26330 Araip.B02 26330 p2 (AG)6 12 106447764 106447775 TGTTGTTGGGTCGATGGATA TGGATTTGGTAATCCAACAACTT 277

Ai02B26331 Araip.B02 26331 c (GTG)5agtgaagttgacttgatgaactttacggtggtctttcacccattgctgtaaa(T)1178 106451631 106451708 GATGGGTGGATTTCAAGTGC TCGAGATTCCTCAATATTTTGCT 250

Ai02B26337 Araip.B02 26337 c (GTG)5agtgaagttgacttgatgaactttatggtcgtctttcacccattgctgtaaa(T)1077 106467114 106467190 CAAAGAAAGAAAGGCGATGG CAAATTGATGTGGTTGCTGC 263

Ai02B26338 Araip.B02 26338 c (CTT)5cgccttcttcttcacgttcctcctcctcctctttgatctttttcgcgttcctttttcttcacgtgttttctccttatcatcattctt(TTG)6120 106468144 106468263 TCCTTCTCCTTCTCCTCACG GGCTTCTTCACCAAGGAGAG 203

Ai02B26339 Araip.B02 26339 p3 (AGA)5 15 106469059 106469073 ACGAAGAAGAAGGAACGCAA CCTTGTTTCAAATTCACGCA 133

Ai02B26341 Araip.B02 26341 p2 (AT)7 14 106481995 106482008 GCAGTTCCTTGTTTTGTTTGTTT GGTCCCTTAGGACCACATTG 271

Ai02B26344 Araip.B02 26344 p3 (TAA)5 15 106495680 106495694 CATGCCTAGTCCATCAACCA TTTCGATTTTCGAATACTCACTG 145

Ai02B26349 Araip.B02 26349 p2 (TA)7 14 106518862 106518875 TCATAAGGGGAGAATATGAATGG TTGCAAGGTTGAGAGAGGCT 270

Ai02B26350 Araip.B02 26350 p3 (GAA)6 18 106520956 106520973 TTGTTGGGGTGGTTGTGTTA CTAGCCAATGGTGTGTGGTG 256

Ai02B26354 Araip.B02 26354 p2 (TG)9 18 106529179 106529196 GGAGGAGAAGGAAACAACAGG AACTGTGCACAAGAGGGACC 249

Ai02B26355 Araip.B02 26355 p3 (ATA)5 15 106529896 106529910 AAGGCTGCGTTTGTTTCTGA CCTTACAGGAAGGACACAGAGA 279

Ai02B26359 Araip.B02 26359 p2 (TG)7 14 106555315 106555328 TCAAGGAGGAGAAGGAAGCA AACTGTGCACAAGAGGGACC 244

Ai02B26370 Araip.B02 26370 p2 (TA)6 12 106583262 106583273 ATAGAATTCACGTGGGTGGC ACGAGGGAAGCAATTCAAAA 127

Ai02B26371 Araip.B02 26371 c (A)10caaaaaataggacagtgtcaagataatttgattggcagaaactcacctgcaatcgactttacatgaagttatttttggatagatgacacatattatta(T)10118 106585456 106585573 AAACAATGTGATGTGGGAAACA TCAAATGGCATAGTCTCCCC 210

Ai02B26378 Araip.B02 26378 p2 (AT)6 12 106595416 106595427 CAAGATGTTTGATCATTTGTGTCA GATTTGTGGATGGGGTTCAC 276

Ai02B26385 Araip.B02 26385 p3 (TCA)5 15 106613820 106613834 ATGTGGTCTGCCATGAGACA TGAAGAAGGAGGAAAAGCCA 136

Ai02B26391 Araip.B02 26391 p4 (TAAA)6 24 106637799 106637822 CCAAATAGCTTTTAGGAGGGG TTCCGAAAGGTATTGTTACTTGAA 219

Ai02B26393 Araip.B02 26393 p3 (ATC)5 15 106639608 106639622 CAAATTCAGGAGATGGGGTG CCAACAAATTTGGGTAGCTCA 187

Ai02B26394 Araip.B02 26394 c (ATA)5acaatgatggaccaattgagcattgtagtatcaatacttttgagttgccaccattaccgggtgatgaagaagcctca(CAT)6caacatttgatgtggtcaaatgataacaatcctgagatgataatggtgaaccatgatgcctttcatgatcaagtagccaca(CAT)5206 106639818 106640023 TCAACTCTTCTATGGAGATTCATCA CATGATGAGCTTCACTCCCA 270

Ai02B26395 Araip.B02 26395 p2 (TA)9 18 106640432 106640449 TCTCCCATGTTTAGCTGCAA AATGTTTCCACCAGGGACTG 264

Ai02B26399 Araip.B02 26399 p3 (TAA)5 15 106645190 106645204 AGTTATGCTGCATGCAATGG CAAGTAATTATGGAGCAGTCGC 269

Ai02B26400 Araip.B02 26400 p3 (AAT)14 42 106645453 106645494 TGCAAATTTGAATGGTGACTTC TTAATTGCGGTGGGTTTCTC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B26403 Araip.B02 26403 c (T)10ctttttcaaataacaatatctgtacaaataaaaaacataaagagtggacaaag(A)1174 106646942 106647015 GTTGCTTCATGCCCATACCT CCAATTTTCTTTCAGCTTACCC 231

Ai02B26404 Araip.B02 26404 c (A)10ttcaaacagctggaaaaagtgaaatgaattaatagcacatgcaagtagggttaataatcaaagaaagacttggatattatta(C)10tttgactttttgttgaatg(A)10131 106649244 106649374 GAATTTAATGATGAACAATGTGAAAA CTTTCCTTTGTATTGCATCCAC 227

Ai02B26405 Araip.B02 26405 p2 (AT)11 22 106649617 106649638 GCTTATTCGCAAATGTTGCAT AATTGCACAAACGGGAATTT 231

Ai02B26407 Araip.B02 26407 p3 (ATT)20 60 106651382 106651441 AACGTGAACTACCCTGCACC ATGTGGAAAGTGGAAACTTGA 196

Ai02B26414 Araip.B02 26414 c (A)12cac(A)10gttcctaaaaaaaagaannnnnnnnnnnnnnnttaattc(T)1175 106660307 106660381 CAGGCCCAATAAAGGACAAA TCTCTTGGGGTCAACATTCA 219

Ai02B26418 Araip.B02 26418 p2 (AT)6 12 106665710 106665721 GGATTCGCCAATGCTTAGAG ACCCGCATTTCTTTCCGTAT 277

Ai02B26419 Araip.B02 26419 p2 (AT)6 12 106666376 106666387 GCATGTTCTTGAAAGAAACTTCAAT TCCCATTAAAAAGGTTTTCGC 192

Ai02B26424 Araip.B02 26424 p2 (TA)22 44 106671185 106671228 TGGGTAATGCTAGAAAGACAAAAA CCGCGTTTTTCAAATTAAAG 212

Ai02B26425 Araip.B02 26425 p4 (TTAT)5 20 106672045 106672064 TGTTGGATCGGATTGGATTT TCAACAATATCTTAAAAAGCTAACGA 276

Ai02B26432 Araip.B02 26432 p3 (TTA)6 18 106685292 106685309 TGTCCAAATCCACCAATGAA AGAAGCCAAGGAGCAATGAA 127

Ai02B26434 Araip.B02 26434 p3 (TAT)8 24 106689068 106689091 CGCTTCTCACTTCCTTCACC CTTAAGGGCCACACAAGAGC 192

Ai02B26436 Araip.B02 26436 p2 (TA)6 12 106690265 106690276 CATTAGCCCCAATTTTGGTTT CACGTGCACAATCCAATTTC 196

Ai02B26437 Araip.B02 26437 c (TA)9tgtagctactagctag(AT)646 106690575 106690620 CGCACACTTAGTCTCACCCA GAGCTTTCTCCTTTGCAAGC 273

Ai02B26438 Araip.B02 26438 c (AG)8aa(AG)8 34 106690808 106690841 GCTTGCAAAGGAGAAAGCTC TGAGTGGATAATGAGGTGAACAA 153

Ai02B26440 Araip.B02 26440 p4 (TAAT)5 20 106691750 106691769 TTTAATGCCTCCAAAGGCTG AATTGGTGTCATGGTGGTTG 189

Ai02B26441 Araip.B02 26441 c (TAAT)5agttaattaatagtttaattagttattagtta(T)1062 106691938 106691999 TTTAATGCCTCCAAAGGCTG GGAAATGAAATTAGATTTTCCACAA 164

Ai02B26442 Araip.B02 26442 p2 (TA)13 26 106695766 106695791 TTCGAAGTTTGGGGACATTC AGCAACTACCGTGCACTTTTT 221

Ai02B26447 Araip.B02 26447 p2 (AT)9 18 106698099 106698116 TGGCCAGGATAAGAGAATGC TTCGTCGGTATGCATTGGTA 170

Ai02B26448 Araip.B02 26448 c (T)10c(T)10 21 106698415 106698435 TTCAAAATTCAGCAGCATTGA AACTACTCTGTGCCACCCCT 110

Ai02B26449 Araip.B02 26449 p3 (ATT)16 48 106698824 106698871 GCTTGATTTGTTTGTGTTGAGG TTCCACCAAAGAGAATCACAAAT 270

Ai02B26459 Araip.B02 26459 c (T)10aattgagtccgtacaccaaatttttttttcaattaagtcccttttagtagtaattggcttaattttatagggatccaact(A)10gaattggtacaggacctaaataaaaggaaaaaaagtgtagggacctaatt(A)10160 106713495 106713654 AGTTTCGTAAAATTTTCAATTAGGTC GCTGGTCCCTATAATTTCGC 266

Ai02B26462 Araip.B02 26462 c (T)11catttaatgttcagtatgttattgagttaaatttttgttgttctttttctgattaag(A)1381 106718883 106718963 TATGGGGCAGGAATCTAGCA TCAGGCTCTCTCTGGTCTCC 189

Ai02B26463 Araip.B02 26463 c (T)15ccctttctggaattcttattgctttaaaattttgttcaaatatgcgaggaaaaaaaagaagattttttcattgcaaaataaaaacaaaaaaag(AAGA)5128 106724606 106724733 CATCAAAAGAGTGCATGGTCA CCGATCCAGAAGCTGAAAAC 280

Ai02B26467 Araip.B02 26467 p2 (TA)6 12 106734112 106734123 TCTCAGAAGTTTTGTGAGGCA TTATGGATGCAAGATTCGGG 256

Ai02B26469 Araip.B02 26469 p2 (AT)6 12 106737516 106737527 TGATGACACGATTTTTCTCCA TGAAGCTCTTGGTTCAGCAC 139

Ai02B26473 Araip.B02 26473 p2 (GA)9 18 106740751 106740768 TTCCCTCTCTTAAATTCTCTCTTCC TCATTCACGCTAATGGTGGA 162

Ai02B26485 Araip.B02 26485 p2 (TA)8 16 106763261 106763276 GGTGAAAATACGATCAAATTCGT TGTAGGGCAAGTTGTTTCATCA 205

Ai02B26489 Araip.B02 26489 p2 (AG)6 12 106774369 106774380 GGGACACAAACTAGTGATGGAA TCATCAACACTTGGAACCCA 269

Ai02B26491 Araip.B02 26491 p2 (AT)23 46 106777364 106777409 CCACTCTGATAGCTCGGGTA CCCTCGCTTTTATCTTTACAAGT 280

Ai02B26494 Araip.B02 26494 p2 (AT)10 20 106796064 106796083 TCACAAGCTTATTGGTTTCAATC ATTTGGCCTTTTTGGGTTCT 233

Ai02B26497 Araip.B02 26497 p2 (TA)6 12 106799499 106799510 CATTTTTCCTTTTTCCTCTTGC TTGACCCAAAATATAGTCGAAAAA 277

Ai02B26500 Araip.B02 26500 c (AT)10agcttcattgtaagtgttgtccaaact(A)1158 106808219 106808276 TCACAAGCTTATTGGTTTCAATC ATTTGGCCTTTTTGGGTTCT 235

Ai02B26507 Araip.B02 26507 p3 (TAA)6 18 106822741 106822758 GCACAAACTGAGCAACGAAT AGTTCGTGGAAACGATGCTT 279

Ai02B26508 Araip.B02 26508 p2 (AT)6 12 106823106 106823117 TCGTTTGGAATATTGTTGGAA AACCAAACCATGAACACTCCT 247
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Ai02B26509 Araip.B02 26509 p2 (AT)6 12 106830113 106830124 CCGTAGATCCGCACCATAAT TCCGCATAATTAAACGTTCTCT 248

Ai02B26510 Araip.B02 26510 p3 (GAG)5 15 106837322 106837336 GGAGAAACACAAAGGAGGAGG AAGCCCAACAAAATACACGC 211

Ai02B26513 Araip.B02 26513 p2 (AC)10 20 106841947 106841966 TTCATTTTCACCTTTTCGGC CCGAAGCGGTCTTTATATGC 245

Ai02B26517 Araip.B02 26517 p3 (CCT)6 18 106843797 106843814 CATGCACATTCTTCTTCACCTC TGACGATAATGATGATGGAGGA 150

Ai02B26523 Araip.B02 26523 c (AG)6aaatgactaaacacaatatgttttatg(TAA)554 106868953 106869006 GCACAAACCGAACAAGGAAT TGGAAACGATGGTTGTTCAT 274

Ai02B26525 Araip.B02 26525 p3 (AAT)5 15 106877688 106877702 TAAGGAAGGGGCACAAACTG CAAATTCAGCGATAACAGGACA 244

Ai02B26526 Araip.B02 26526 p2 (AT)6 12 106878206 106878217 ATAGTGTAAAGGTCAGCGAAAAA TGCATGAACCTGAGTCCAAG 111

Ai02B26527 Araip.B02 26527 c (A)11gtg(T)10 24 106891090 106891113 GCAGAGATGTAGTATGGGAATTTG TTTTGTTTAACTCCTTCCCGA 262

Ai02B26529 Araip.B02 26529 p3 (TCT)5 15 106895213 106895227 TCACCTTTTTGTTCCTTTGTTG GGTGGAAGCTTGAGATGGAA 110

Ai02B26533 Araip.B02 26533 c (A)17ttgttactatctaatacaattattaac(T)1256 106901221 106901276 GGTTGCACACAAAATAATATCCG CTCCAACCATGAAGTGGGTT 251

Ai02B26534 Araip.B02 26534 p2 (TA)6 12 106904084 106904095 TGAGCAGTGATCTTATGCGG TCTCCACGTAAAACAACCCT 211

Ai02B26538 Araip.B02 26538 p3 (TAA)8 24 106916435 106916458 GTGAGTTGAATGCTGCGTGT TGACAGCAGTTCCATTTCCA 102

Ai02B26542 Araip.B02 26542 p3 (CTT)5 15 106922643 106922657 CGGTTACAGAAATTCACCCAA TCGTTAATCTCGATTTCCATTG 245

Ai02B26543 Araip.B02 26543 p3 (AAG)5 15 106922778 106922792 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCATTGCAC 228

Ai02B26546 Araip.B02 26546 p3 (ATA)5 15 106929128 106929142 TTTGTGTTGTAATTAGTAGTATTGGGG GCCTGCAAAAAGAAAAATGA 271

Ai02B26547 Araip.B02 26547 p6 (GTTATT)6 36 106929972 106930007 ACTCGGCGATGTTGGTATTC CGTTGTCAACTCCCATGTTG 215

Ai02B26548 Araip.B02 26548 c (A)10gctgacactcagtacaaaacgcaatctgcgttttgttattacg(A)1164 106932299 106932362 TTCTCAACAAACGCAACCTG GGCTGCGTTTTTATTTCTGC 232

Ai02B26552 Araip.B02 26552 p4 (ATAA)5 20 106941500 106941519 AGCCTCCACCATTCATATTCA ATTGTGAAGAATTGGGGGTG 174

Ai02B26555 Araip.B02 26555 p2 (TA)6 12 106948592 106948603 GGCAAGTGGGCATAAATCAC CCATTCAATTGGGATTGCTT 224

Ai02B26563 Araip.B02 26563 p3 (CTG)5 15 106954563 106954577 ATATTACGGCCCTTCCATCC TTGCTGACGTGGAACTTGAC 237

Ai02B26564 Araip.B02 26564 c (A)10tgaaaac(A)1027 106959838 106959864 TGGTTTGCATTTTTATTTTCATTG CGCCTTGATGAACAGCAGTA 258

Ai02B26567 Araip.B02 26567 p3 (CCA)5 15 106961987 106962001 TGGTGTGAAATAAGGAGGGG CAAAACGGTGTCGTTGAGTG 121

Ai02B26569 Araip.B02 26569 c (T)10g(A)11 22 106963578 106963599 AAGGAACTTATAGGGGAGAATGA TTTTTGCTCCACCTTGAATG 136

Ai02B26572 Araip.B02 26572 p2 (TA)7 14 106965432 106965445 TACCTTGCATTGGATCCTCC ATATGTTACCGCACAAATTCAA 159

Ai02B26573 Araip.B02 26573 p2 (TC)8 16 106966657 106966672 TGCGAAAGGGTTGTTCAAAT AAGCAGGAAATGATTCCACG 256

Ai02B26574 Araip.B02 26574 p2 (TA)8 16 106967206 106967221 AACATTGACACTTGTTAAGGATATTTT TCCTTAACTTCAATTCGGATAAGA 280

Ai02B26577 Araip.B02 26577 p2 (TA)8 16 106972915 106972930 GCAAGGGTTCAATAACAGCC TTCCCTCAAAAGCAGGAAGA 190

Ai02B26583 Araip.B02 26583 c (A)14ggacatgcaatttctttcatcctaaccctaggaaataaatgcctgagatcaatacatagacatgatgaataaaaagcattag(A)14ccctacaaaataaaaaggtaaatatt(A)14150 106978773 106978922 AATGGATGTTAAGTCCTTTCTATTACA CAAGATCAATGTCAAGATTAGTGTC 250

Ai02B26585 Araip.B02 26585 c (ATATA)6atatcaaatcaatgctataatgtg(T)1064 106980603 106980666 CTGCACCTGAGTTTTCACCA CCTGCATGGCTTCAACAGTA 198

Ai02B26587 Araip.B02 26587 p3 (ATT)6 18 106981919 106981936 AGCTTCCAGCAGGGATTGTA TGGAGATTGCAAAGATGGTG 162

Ai02B26588 Araip.B02 26588 p3 (TGT)6 18 106982371 106982388 TCTTACCGGATCCAACACCT CGGATCCATTGAGAACCAAC 274

Ai02B26590 Araip.B02 26590 p3 (ATT)6 18 106985372 106985389 AGCTTCCAGCAGGGATTGTA TGGAGATTGCAAAGATGGTG 162

Ai02B26591 Araip.B02 26591 p3 (TGT)6 18 106985824 106985841 TCTTACCGGATCCAACACCT CGGATCCATTGAGAACCAAC 274

Ai02B26596 Araip.B02 26596 p3 (TAT)5 15 106989184 106989198 TTGCATGGTGATTAAGACCAAC AATGGAGAGTGTGTCGAGGG 251
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Ai02B26597 Araip.B02 26597 c (AT)6aacattacatgaaagaaaataaaagaaacaaaacaaaaccctctaaattctttttcttttttg(T)1287 106990558 106990644 CAATGTCCCATGACGTATCAA GCTGCATGCATACCTTCTGA 165

Ai02B26598 Araip.B02 26598 p2 (AG)7 14 106991512 106991525 TGCATGCAGCAGAAGAATTT TGGTGGGGGAGAGATAGAGA 249

Ai02B26599 Araip.B02 26599 p2 (TA)9 18 107002608 107002625 CTGAGGGGATAGGAGGTGGT TTGGCGTTTATTATGTCTTCCA 279

Ai02B26603 Araip.B02 26603 p2 (AT)6 12 107020332 107020343 ATTGCACGCAGTAATCGTTG AATTTATATCCACCACTTTGCAC 146

Ai02B26606 Araip.B02 26606 p2 (TA)6 12 107022797 107022808 ATGCAGTTGAGTTTCCACCC GGGTGGCGGTTGTAGTTTTA 216

Ai02B26608 Araip.B02 26608 c (TAT)5tgtgttgttcgtttatttgtctttaatttcatgcttttaattcg(T)1372 107027829 107027900 TCAATTTTCTCGATCATGCTG CCACTTTTTCCTGCTTTTGA 222

Ai02B26611 Araip.B02 26611 p2 (TA)8 16 107029583 107029598 TCATGCTTATAAATGGGATTGAAA TCGTAGCTAGTAGCCATTCGG 251

Ai02B26612 Araip.B02 26612 p2 (TA)6 12 107030690 107030701 AATCTTATCACGTGCATGGC TCCTAAATTCACTATCTCCCCG 131

Ai02B26614 Araip.B02 26614 c (T)13cg(T)21 36 107036134 107036169 TTCCCCATTTCCATCGTTTA CCCATTTCCACACTCCTCAG 233

Ai02B26622 Araip.B02 26622 p4 (AATA)5 20 107056766 107056785 GAAGCAGTTCCGGAAACAAA AAGAAGAAGGAGAAGAAGCAAAG 140

Ai02B26623 Araip.B02 26623 p3 (TTA)6 18 107057164 107057181 GGGTGATTGTTGCTTCTTCC GGCTGCACAACTGACAGAAA 234

Ai02B26624 Araip.B02 26624 p2 (GA)8 16 107057287 107057302 GGGTGATTGTTGCTTCTTCC GGCTGCACAACTGACAGAAA 234

Ai02B26628 Araip.B02 26628 c (T)11gttctttttggtttttccaactttagtggttgatgatgatgccccctagtaagtggtagtagtatacacaaaaatgagggtagtccaaaaagtattgtgg(A)10121 107062163 107062283 ATGAGAGTCACACATGGGCA CATTGCAAAGGCAATGGTAA 215

Ai02B26629 Araip.B02 26629 p3 (GTG)5 15 107065309 107065323 TTCTCCACATCCTCCTCGAC CTCAACCACCACTCCTCCTC 242

Ai02B26633 Araip.B02 26633 c (A)12cgtgtcaaaaaataattttataacattatttatataataagacaagt(A)1170 107076291 107076360 TGCTAAAAACGTGTCACAAAAA TGCCAAACTCTCAAGAGGAAA 274

Ai02B26636 Araip.B02 26636 p3 (TTA)6 18 107082471 107082488 CTTTCCGCTCAGCTTCCTAA GGATACAAATGGTCGTTTATTCG 223

Ai02B26640 Araip.B02 26640 p3 (CAC)7 21 107089010 107089030 TCTGTGAAGCTTGGTTGTGG CTTCACTTCCGACTCTTCCG 253

Ai02B26641 Araip.B02 26641 p3 (TCA)5 15 107089361 107089375 CGGAAGAGTCGGAAGTGAAG TCACGTGACTTACGGTTGAAG 273

Ai02B26643 Araip.B02 26643 p4 (ATTT)5 20 107090290 107090309 GGTTTGATGCCTTTTGATGG AAATGGAAGAAAGTGCAGGTG 217

Ai02B26646 Araip.B02 26646 p2 (TA)10 20 107092497 107092516 AAGGCCCTCAACTTCATTCA TGTTAACGTTGATATCTCCAGGAC 185

Ai02B26649 Araip.B02 26649 p3 (CCT)5 15 107107251 107107265 TGTTTTGGAAGGATGGGAAG ATGCATAAAAGGATCTGCGG 240

Ai02B26651 Araip.B02 26651 p2 (TA)7 14 107110695 107110708 GCAATTAACTGCCCCAAAAA TATGGTTTGTGGCCAACTCA 210

Ai02B26656 Araip.B02 26656 c (T)10agaagtataaaacgaggtcgtatggggggaggagagaaaaagatagtgacaaaatatccaaataaat(A)1188 107120575 107120662 AAAAACCCCAGCATCATCAG CAGGTAGGCCGTTTCTTCTG 193

Ai02B26657 Araip.B02 26657 p2 (GA)9 18 107121260 107121277 GAGTGCGGGGAAAAACATAA CTCTGTCGCCATTCCTCTCT 266

Ai02B26659 Araip.B02 26659 p2 (AG)7 14 107122307 107122320 TCGAATTTGGATGAAAGAGGA GTGAGGAGGGGATTGAAACA 177

Ai02B26666 Araip.B02 26666 p2 (AT)8 16 107131406 107131421 TTCACACAACTGCAAACACG CAGAGCAGTGGTGAAACCCT 246

Ai02B26667 Araip.B02 26667 p2 (GA)6 12 107131786 107131797 CAGCTAGATCTGGTTTCGGC AACCCTAACTGGTGAAGAGGC 187

Ai02B26668 Araip.B02 26668 c (AG)6cctcttcctcttcttcgttcactttcactttccctttccctttccctttcgaacaagg(A)1080 107132550 107132629 CAATGGAGGCAGTGTGTGTC ATACACTGGCGAAGTGGCTC 214

Ai02B26672 Araip.B02 26672 p3 (ATA)6 18 107143057 107143074 TCCAAAATATTTGTCCCCCA TGCTTCAACCTCCTGTTCCT 277

Ai02B26674 Araip.B02 26674 p2 (GA)7 14 107146742 107146755 ACTGGCCAAGATCGAAGAGA TTCCATTTGTGAGGTGACGA 221

Ai02B26677 Araip.B02 26677 p3 (ATT)16 48 107155501 107155548 CACACACCAAAACAATGAGCTT CCTTGTTCGACCTCATGAAA 263

Ai02B26685 Araip.B02 26685 p3 (TTA)14 42 107165453 107165494 CGTTGAAGCAAAAGCATCAC GGTGAAGGAGAGGGTCATCA 274

Ai02B26686 Araip.B02 26686 p3 (TTA)5 15 107165807 107165821 TGATGACCCTCTCCTTCACC TGAAAAATCCAATCATGGCT 252

Ai02B26687 Araip.B02 26687 c (T)14gggtgtaataaaattttttcaaatgatgttgagggtggtggaggaaaaaaatttg(A)10gttgga(T)1095 107166408 107166502 TGGTGACAAGATGGCAAAGA CACAAATTTTCACAACCTCCAA 206
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Ai02B26690 Araip.B02 26690 c* (ATT)5(T)13* 26 107172818 107172843 CAAAACTCCCTTAAAGTTTTCG AGCATTCAAAGTATTGTAGCATTTT 280

Ai02B26692 Araip.B02 26692 p3 (TTA)5 15 107179087 107179101 GGGCCGAACCTAAATAGACC GTTGGATACCCGTGGATAGG 275

Ai02B26696 Araip.B02 26696 p2 (AT)7 14 107184701 107184714 TCTTAGCAACGGAGCATGTG AGGCACAATAGCAACGATCC 191

Ai02B26706 Araip.B02 26706 p3 (CTC)5 15 107206062 107206076 ATCAAGCAAAACGGTGCTCT CCTATCACCACCAAGGGTTG 265

Ai02B26707 Araip.B02 26707 p2 (AG)10 20 107206489 107206508 TGTATTGGAGGGTTTGGACC TAATTTTCCGCTTCCTGCAT 280

Ai02B26711 Araip.B02 26711 p3 (TTA)5 15 107211832 107211846 CAAAGGTTCATGGAATGTGCT GAAATCTCGTTGTCCTTTTGAA 280

Ai02B26712 Araip.B02 26712 c (T)11agtgtctcgttgtcctttcgagataattatcacggatcggatggggtattcactcataaatatatga(ATT)696 107212095 107212190 CAAAAGGACAACGAGATTTCTG TTGGTGTGTGGTTTTCCACT 234

Ai02B26717 Araip.B02 26717 p3 (AAT)6 18 107219242 107219259 TTTTTGTAGTGAAAATAATCGACAA GGACCTAAATCTAGTTTGAGTAGCAA 276

Ai02B26724 Araip.B02 26724 p3 (TAT)7 21 107230085 107230105 CTCTCAATGTGGCGGACTTT GTGCATGCGCTAATATACGG 161

Ai02B26727 Araip.B02 26727 c (T)10cttttatttaggtttctgtatca(T)11agttgggtccctataaaattaagtcaattattactaagaaggatttaatt(A)11tggtgcaaagacctaatt(A)10133 107231563 107231695 CCTTTTAATTGAGTATTTGCACCA GGCACAAGCTTTGAGACATTT 278

Ai02B26728 Araip.B02 26728 p3 (ATT)5 15 107233421 107233435 CACGGTGTATCATGCGTCTC CCCAAAATTATAACTAAAAATCATTCC 231

Ai02B26730 Araip.B02 26730 p3 (TTA)14 42 107234175 107234216 ATTCGCGAGACAAAAAGTCA GTATCTGGCATGATGGGGTC 214

Ai02B26731 Araip.B02 26731 p3 (ATA)6 18 107234926 107234943 CCGACTAGGGTTTGCTAGTGA TGGGTTAACATCATTCAATTGTT 279

Ai02B26735 Araip.B02 26735 p2 (AT)9 18 107238895 107238912 TGGTATTTCAGTTGTTTTAACCG CCCATTCTTGGAGTTCCTCA 269

Ai02B26736 Araip.B02 26736 p2 (TA)6 12 107240694 107240705 TCATTGGGAAATGAAGGCAT ATGTAGCCAAAGGAGAGGGG 276

Ai02B26737 Araip.B02 26737 p2 (AT)6 12 107241521 107241532 CGGCCCAATTCAGTGATAAT TATGTTTTTGGGGGTGAGGT 216

Ai02B26738 Araip.B02 26738 p2 (TA)8 16 107243352 107243367 TGTGGATCCTACCTTTATTAATCTCTC CATGGAGGAGGAGAACACAA 236

Ai02B26739 Araip.B02 26739 c (TC)6attgtcatatctttgcaaagaacacataaacaaactccatcaaatatttcccacagtttcca(CT)992 107243505 107243596 GCACATTTTGCACACACACA GGGGGCAAAGAAAAGAAAAG 242

Ai02B26740 Araip.B02 26740 p3 (GAA)5 15 107243852 107243866 ACAACGAAGAAACCGACACC TTAAGCTTTCCAACGTCGCT 166

Ai02B26746 Araip.B02 26746 p4 (ATTA)6 24 107250687 107250710 CCCAAGATGCATGTAGCAAA CACCTGCTTTGTGGTAGCAA 226

Ai02B26749 Araip.B02 26749 p4 (TCTA)5 20 107253770 107253789 GGCAACCTGAGCTTTGTCTT GGTTGAAACTTGAAACGGTGA 251

Ai02B26752 Araip.B02 26752 c (T)11caatgaatatgcatatgcatctactggaacacaattagaaaagcagacagacggacgcagg(A)1183 107257383 107257465 AATCAGCTTCACAACCCCTG GGGTGAAAACCATGGAAGAA 274

Ai02B26754 Araip.B02 26754 c (AG)13aagggaaagaagaaagagagaagagaagacaagaagag(GA)15agggaaagatgaaagagagaagagaagacaagaagag(GA)6143 107261915 107262057 CAGCGAAAAATGAAGCAAGA CCACGTCACCACCTTCTCTC 278

Ai02B26757 Araip.B02 26757 c (AT)6taggaatatctcgaagattataacgatcttatt(TTTA)565 107267367 107267431 CTGCTTCCGATGACATTTCC CATGCCACAAACCTAATTCGT 247

Ai02B26760 Araip.B02 26760 p3 (TGG)6 18 107274669 107274686 CTGTTGGTGGAGGTTGTGG TCGAATTCGTCCCTCTTGTT 178

Ai02B26767 Araip.B02 26767 p4 (TAAT)7 28 107285805 107285832 GACGACGGCAACAACAAAG TGATGTTGGGTTGGAATTTG 226

Ai02B26773 Araip.B02 26773 c (T)11aaggggg(A)1028 107294382 107294409 TCATTCAAAGCAGCATCACC TGGTAGCAACCTAGGCATCC 194

Ai02B26774 Araip.B02 26774 p3 (TAC)5 15 107294596 107294610 CTCTTCCAGCAGCAACATCA TAGTAACCCCGAATCGGTCA 276

Ai02B26781 Araip.B02 26781 p3 (ATA)6 18 107304938 107304955 AGTTTGCGCTGACCTTTGAT TGAAAAATGATTTGGGGAACA 271

Ai02B26783 Araip.B02 26783 c (T)14acatagagtcatagacaaccacaaaataaataaataaaactgtgaaaaaaatactagtggtttatttcatatacactaaaatgaagttaagtttttcatt(A)13127 107305275 107305401 TGGCATAAGAAGAGGCTGTTT CCGGGTGAATATGAAGCATT 247

Ai02B26790 Araip.B02 26790 p2 (CA)7 14 107317734 107317747 TTATGGCTTTCCCCATCAAC GCGCCGGGTTATTCTAATTC 276

Ai02B26791 Araip.B02 26791 p2 (TG)7 14 107318586 107318599 TTAGGGATCATGATTTGGGC CAACTCCCTGAACCCCAATA 260

Ai02B26793 Araip.B02 26793 p2 (GA)8 16 107321907 107321922 TGTTCAGCCGCCTAGAGAAT AAAGCAGGTAACTTCCCCGT 185

Ai02B26794 Araip.B02 26794 p3 (TCT)7 21 107323403 107323423 GCAATGGCATGTGGTAGTTG TGGCCACTAAAACAGGAACC 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B26797 Araip.B02 26797 p3 (GAA)8 24 107330018 107330041 TAAACCTCGCCCAAATGAAC TCGATGGTGTCACTGCTCTC 181

Ai02B26802 Araip.B02 26802 p2 (TA)12 24 107337681 107337704 TGGAGCTGACCTAGACTCGAC AATTTTGTGTGTTCTATGTTGTATTTG 243

Ai02B26805 Araip.B02 26805 c (TA)8atgacctaatataagtattcatggaggataataataatgtttaattattctgtcagatcctataattttattgaatttttaagtgggcc(T)10115 107343166 107343280 AATCGTTAAAAGTAATTTTTGTTGC ATTAATTCCAACGTTTTTGTCAC 267

Ai02B26808 Araip.B02 26808 p3 (TAA)9 27 107350606 107350632 AAGGAGGTTTCGGAGTTCGT CCAGCACTTCCGATCAAAAT 234

Ai02B26812 Araip.B02 26812 p3 (TTC)7 21 107356043 107356063 TTGAACAAAGGGTGAGTGAGG TGTTGGGGAAAAAGGTGGTA 256

Ai02B26817 Araip.B02 26817 p2 (TA)6 12 107362932 107362943 AACCCTACGCTACCCTACCC TGGAATATAAAGTCAAATGTGAGG 223

Ai02B26818 Araip.B02 26818 c (T)13actaaacaaattaaaacctacttggataatcattattcttatgatatgtcaatagcaa(T)1081 107363750 107363830 CCCCCTAGGTTTTGAAGCTC CCCTCATGGAACGAAATGAA 244

Ai02B26820 Araip.B02 26820 p4 (TTAT)5 20 107370995 107371014 GCAAATGCAATAAAAGAAAATGG AGGTGATCTATCTGAATTAATGGTG 275

Ai02B26823 Araip.B02 26823 p3 (GGT)7 21 107377246 107377266 CAAGATAATGGGTTTGCGGT TCCAATTCTCAATCCAACACC 245

Ai02B26826 Araip.B02 26826 c (CAA)5tggaataaaaaagaataaacagaagcaactaaaagcat(CAA)5tggaataaacagaaacaaaacaccttcctttaaatctgaaaaatg(A)10123 107382684 107382806 AGCAACAACAAAAGCAGAACC TACCGTAGCTCTCCTCCCCT 279

Ai02B26832 Araip.B02 26832 p3 (TTC)6 18 107387709 107387726 CCTAGACAGCTTTCCGGTGA AGCTCTAGTGCTCCCACCAC 272

Ai02B26834 Araip.B02 26834 c (A)10ggacacataacaccaaccacactcacaatacaagcatatacaaaaaaaagaat(A)1073 107390773 107390845 TTAACGACGAATGTTGTCCG AGAAACAAGAGGTTCTGCCG 216

Ai02B26835 Araip.B02 26835 p3 (GAA)6 18 107390990 107391007 CAACCTCCAATGGAACCCTA GAGCCAAAACGTTGGTGTTT 212

Ai02B26838 Araip.B02 26838 p3 (ATA)19 57 107394755 107394811 TCAAACACATGAAACAAACAAAAA GAAGATTCACAAATTTTGCTTCAA 280

Ai02B26840 Araip.B02 26840 p5 (ATTAT)6 30 107397151 107397180 GTGGAAGGTGGAAAGTGGAA CGAAAGCAATCTCAAAGCAA 220

Ai02B26842 Araip.B02 26842 p3 (GAA)5 15 107398336 107398350 CCTTCGTGCCATTTTCAGAT GTCGTTTTGGATGGCTTTGT 154

Ai02B26847 Araip.B02 26847 p3 (TAA)6 18 107405781 107405798 TCACGGAACACAAACGAAAA GAGCAACCGTCGTCAATGTA 271

Ai02B26857 Araip.B02 26857 p3 (AAT)5 15 107436440 107436454 GAATCAATACACAGTGTGCGTAAA GCAATGCTCTCTCACTTTTCC 266

Ai02B26861 Araip.B02 26861 p2 (TA)9 18 107440056 107440073 GTTTGGATAAATCCAGCTCATTA CGAGCTGGCTCAAATAATAGG 279

Ai02B26862 Araip.B02 26862 c (AAG)5gtgagatttgctgaacaagaagtagtagtggaaggaaaaggtgcaaaggaaaatattaatactaatgatgatg(ATA)5103 107445362 107445464 TACCTTGTGCCTATCTCGCC TCACCATGATCCACCAAAGA 269

Ai02B26865 Araip.B02 26865 p3 (TTG)7 21 107452915 107452935 ACATGACAGAGCACAATGGC AAACTTCTGCCTTGTTCCGA 254

Ai02B26868 Araip.B02 26868 c (T)11c(T)11 23 107465050 107465072 GGGACAAACCCTAGCAATGA CCCATAAACACCCCCTTCTT 179

Ai02B26873 Araip.B02 26873 p3 (AAT)11 33 107471199 107471231 ATCTTGTGCACCTTCAACCC TCGATAATAATGGCTGTCAAGTG 279

Ai02B26878 Araip.B02 26878 p2 (AG)9 18 107479258 107479275 TGATTGGTGAAAGCAACGAA AAACGCCTCCTTCCATTTTT 117

Ai02B26880 Araip.B02 26880 p2 (TA)6 12 107485831 107485842 TCATTTCCTGGAGCGTAGTG TGATGGTGGAAACATGGAGA 242

Ai02B26882 Araip.B02 26882 p2 (TA)6 12 107486946 107486957 TTTTTCTTTTCTTCAAGAGTTTGTG CTTCCAAGTTCCAATCTGGC 256

Ai02B26887 Araip.B02 26887 p2 (CT)9 18 107491571 107491588 AAAGTTTAATTTTTATCTTGGTCCAT TCCTTCAAAGTTGCTGCTGA 268

Ai02B26889 Araip.B02 26889 p2 (AT)6 12 107493966 107493977 GGAGTTCATCGTGTGGTTTG TTCCAGATATTCAGCAGCATT 240

Ai02B26893 Araip.B02 26893 c (T)10aattgagtctttgcactaaattttgttttttaattgggtctttataca(T)1068 107499092 107499159 TTCGGCTTTGGGTTTGTAAC ACATGCTCTCGTGTCTGCTC 263

Ai02B26894 Araip.B02 26894 p2 (TA)6 12 107500105 107500116 TTCTTGAAAAGCTCTGTTGCC AAAAGAATGAAGTGCGCAAAA 252

Ai02B26895 Araip.B02 26895 p2 (AT)7 14 107500243 107500256 TTTGCGCACTTCATTCTTTTT GCGGGTCCTCTCTCTTTTCT 190

Ai02B26898 Araip.B02 26898 p3 (TCA)5 15 107506344 107506358 GCATTCTTTTTCCCTGTGGA GAAGTGATGGTTCCCCAAGA 197

Ai02B26903 Araip.B02 26903 p3 (TCT)6 18 107516385 107516402 TGATCGAAAACTCTGACATGC TGAAAGAGAGGGGAAGAGGA 266

Ai02B26904 Araip.B02 26904 p3 (ATA)24 72 107516552 107516623 CATTCATGCATGCTCGTCTTA TGAGGAACAGAAAGAAGAGGGA 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B26906 Araip.B02 26906 p3 (CTA)6 18 107517222 107517239 TGGAAATGGAAGTAATAGTACCCTG TTTGTGTAAAACCAATGTGGGA 120

Ai02B26907 Araip.B02 26907 p3 (TAT)7 21 107517675 107517695 TGGAATTGGAAGCATTTTGA TTCAGGATTCATTTGGGGAG 280

Ai02B26908 Araip.B02 26908 p4 (AATT)6 24 107517895 107517918 CTCCCCAAATGAATCCTGAA GCAACACATTCATAAGGAAGCC 265

Ai02B26909 Araip.B02 26909 p4 (TTAT)8 32 107518714 107518745 AAAGAATTGGTGGTTGTGGC TGGGAGGAATGTTTGCTTTT 202

Ai02B26915 Araip.B02 26915 c (T)11c(A)12 24 107529016 107529039 CCGTAAGTGCATTGAACCCT GGTCCCCCAAAGAGAGAGTC 138

Ai02B26917 Araip.B02 26917 p2 (TA)7 14 107529674 107529687 TCTTTAAGACATGAGCCGCA AATTCGGTTTTACCATTCAAAA 275

Ai02B26918 Araip.B02 26918 p3 (AAT)5 15 107531153 107531167 TGCTTTCGTCCATCATCATC AAGGCATTTTTGTTCCTTTCTTT 278

Ai02B26924 Araip.B02 26924 c (A)11ggaaatataaaaataggtcaatcataaaaacaaat(A)1056 107538228 107538283 CCCCAACTAACACAATTTCTTCC TGATTTGAGCCTTTCATGATTTT 280

Ai02B26936 Araip.B02 26936 p2 (AT)8 16 107563917 107563932 TGTGGAGTAGCAATAAACCCAA TTGAAAGGAAGCTAGGGCAA 214

Ai02B26941 Araip.B02 26941 c (T)10aac(T)10 23 107571783 107571805 GGCTAGTGACCCTAAGTGCC TCACCAATTCCAGGGTCAGT 250

Ai02B26945 Araip.B02 26945 p2 (AT)7 14 107576765 107576778 GTTTCAGTTGCTTGGACGGT GCGACAAACCCTTAAATGGA 145

Ai02B26947 Araip.B02 26947 p3 (TAA)5 15 107577692 107577706 TCAAGGGTTCATTGAGGGTT AGCTGCAAATTTTGGGTTTG 236

Ai02B26948 Araip.B02 26948 p3 (ACC)6 18 107579077 107579094 TTTCTCCCCACTAGCCACTC AAACAGAGGCAGCGACATTT 189

Ai02B26949 Araip.B02 26949 c (A)10tacaaatt(A)1028 107580522 107580549 TCAAACGGTAATTAGCGGATATT TCGAATTATACCAACTTAGGAGCA 260

Ai02B26951 Araip.B02 26951 p2 (AT)6 12 107581217 107581228 TTTCAATTTTCAACACCCCC AACAACTTGGTGCAAACCCT 274

Ai02B26960 Araip.B02 26960 c (TCT)5cttctccctcgca(CTT)6ctcccgcg(CTT)5ctcatgtttgtttacgcacggagcgccttcttctttttcttcttcttcgcattcttcttcgcgt(TCC)6151 107587244 107587394 ATCCAAGCAATTTTGGCATC CACGTGAAGAAGAAGAAACACG 279

Ai02B26961 Araip.B02 26961 p3 (AGA)5 15 107588952 107588966 TGTTGGTGATGACGATAACGA CCTCCTCCTCCTGCTTCTTT 109

Ai02B26962 Araip.B02 26962 p4 (TTAT)6 24 107592450 107592473 TGATCAGGCTTTTGACACCA GCATGATGCATAGAGTTAGCG 138

Ai02B26968 Araip.B02 26968 p2 (AT)6 12 107597814 107597825 GGGTTATTTAGCCACGGTTTT GCAGGTATTCCAATGAAGACG 280

Ai02B26973 Araip.B02 26973 c (TA)8ttatatagtgcaaaattacacatcatggatgatgtaacaaggcttcaacagactttgttttcttctttggggccataattacttt(AC)6113 107609046 107609158 GAACCAATCACAAATTTGGTAAAA TGTGTATGGTGTCGTATCAAACCT 242

Ai02B26976 Araip.B02 26976 p3 (TAT)5 15 107612628 107612642 CCTAGCTGCTCCATTTAGGG AAGAATCCACCGACACCATC 202

Ai02B26977 Araip.B02 26977 p4 (TTAA)5 20 107612843 107612862 GGCATTGTATGTACTTTCATAGTTGG TTGGAGGGTAAAAATGGGAA 264

Ai02B26980 Araip.B02 26980 p2 (AT)8 16 107613888 107613903 GGCTTAAACTCACGAACGGA CATGAGCTAGTGAGTCGAGCTT 267

Ai02B26983 Araip.B02 26983 c (A)16catatcatttttttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatgaaatttttg(A)1188 107614984 107615071 CAAGCATCAAATCCACATGAA TTACTCTCCAATGGCAGCCT 270

Ai02B26984 Araip.B02 26984 c (T)10caattaagtccctcctaatagtaattggcttaatttgatagggacccaact(A)11gaattggtataggaacctaaataaaaggaaaaaaaagtgtagggacccaattaaaaaaaatattgctgcaaggactcaattaaaag(A)10168 107615535 107615702 TTTTCTTTTTAATTTGGTCCATCC TCATTACTCGGCTGGTCCTT 253

Ai02B26985 Araip.B02 26985 p3 (TTA)8 24 107619731 107619754 TTGATGCCTACACTCTGGGA TGAATGACTCTTTACGTGGTTGA 196

Ai02B26987 Araip.B02 26987 p3 (ATA)6 18 107624188 107624205 GTCATCTGTTGGCCGGTAGT CACCGAGTTACATTGGTACGC 219

Ai02B26997 Araip.B02 26997 p2 (TA)6 12 107634548 107634559 AAGCTGTTTTGTGATTTCATTTCA CCTGCAATACGAGTATGCCT 266

Ai02B26998 Araip.B02 26998 c (GGT)5gtcgctgttgccgctgctcccaccggaggaggagg(TGC)565 107635064 107635128 AACTGAGGTTATTGCTGCCG CGGATTCCTCTTTTTCCTCC 170

Ai02B27001 Araip.B02 27001 c* (A)10(AG)6* 21 107639971 107639991 TGCATGCATTCATTGTTTTG TTTCGAAAATTTGGAGGGAA 130

Ai02B27003 Araip.B02 27003 p2 (TA)6 12 107642921 107642932 CTCAATTTAAGGGTCTGCCG CTAGGGTTTGTGGTCCTCCA 277

Ai02B27004 Araip.B02 27004 c (T)10ggagggggttgaagaagc(AT)640 107643181 107643220 GAGTGGCAAATGGTCACAAA GAAAAGGATGTGTATGGGGG 189

Ai02B27010 Araip.B02 27010 c (T)10aaaaatttattttcatacatgaaaatgaaaatttcaaataaaaatcaaaacc(T)1072 107649858 107649929 AGCGACAAAAGTCGACCAAG GCACTCTCATGTGAATGTGTTG 205

Ai02B27013 Araip.B02 27013 c (TC)9gctctaaatccgagcttcctccacgttagggttttcttctcatctctcttatcctcacttc(CTT)697 107651438 107651534 TGCATCTTCTCTTCTGCATCTT AAAACGGAAGCTCGTTTGAA 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27014 Araip.B02 27014 p3 (TTG)5 15 107651793 107651807 GATGCAGTTTTGGATTCCGT TCCACACGCTCACGATAAAA 279

Ai02B27015 Araip.B02 27015 c (T)10cgactttgataatgaaagtttggatgttatagtttc(T)1662 107651949 107652010 CTGCAACGAAGACACTGCAT AACTGGATTGGCATCCACAC 269

Ai02B27028 Araip.B02 27028 p5 (TGAAT)5 25 107687498 107687522 TGAATGGAGAGCAATTTGGA TTGCAGAATGAACCAAACACA 277

Ai02B27029 Araip.B02 27029 p3 (AGA)6 18 107688043 107688060 TTCGGTTTACCATGACTCCA CCAACACACACAAAATCGCT 241

Ai02B27030 Araip.B02 27030 p3 (ATA)5 15 107688463 107688477 CCAAAAATAACCCTCCACGA AATTGCACCTGCATGCATTA 230

Ai02B27031 Araip.B02 27031 c (T)10gtttgccttttagttaataatttttttgataaaaaaaattgaattttagatttttcaattatagaaactcatacattgtc(A)11101 107688900 107689000 TCATGAAGTTGTGTAATTAATGAGTG TATCGATCCATCTACACAATAACTG 269

Ai02B27032 Araip.B02 27032 c (A)10tcttttgc(AT)630 107690146 107690175 AGAAAGAAAGGGTTGCACGA GGTTCTCTCTATATGCAGCCG 125

Ai02B27034 Araip.B02 27034 p3 (TAT)9 27 107691241 107691267 CCTTAAAACACACGTGGGAAA ATGCATCCATGCAAAACCTT 279

Ai02B27036 Araip.B02 27036 p2 (AT)9 18 107693751 107693768 CCTCTGTGTCCCTACTTTTTGG TTTTGCACGCTCGTGTTATT 270

Ai02B27038 Araip.B02 27038 p3 (TAA)7 21 107694664 107694684 CAAGTATTGTTGCTAAATTACTGGTTT TGTGGCCCTTGATTGAATTT 263

Ai02B27041 Araip.B02 27041 p2 (AT)7 14 107696986 107696999 TGATATATCTTTGGTAGAAACTCGAA TTCACCATTTTCCAAACCCT 279

Ai02B27042 Araip.B02 27042 p3 (TAT)8 24 107697180 107697203 GTTCTCCGCTGTTTCCAACT CAGCACCCAAGCTTTAATTTG 270

Ai02B27045 Araip.B02 27045 p3 (AAG)6 18 107700947 107700964 ACAGCCAGCCAGACTTCAAC CTTGCTGGTTAGTTGTGCGA 263

Ai02B27047 Araip.B02 27047 p4 (ATTT)5 20 107717119 107717138 TCACACAAGTCAAGCATGTCA GAGTGGTGTTGTTGATTTTGGA 175

Ai02B27053 Araip.B02 27053 p2 (AT)8 16 107722422 107722437 TCATTAAAGGAATGAAAGAAAGCAT GTTTGCATTTGTTGCACCTT 265

Ai02B27054 Araip.B02 27054 p3 (ATT)8 24 107722934 107722957 AAGGGAAATTCCACAGGCTT AGCAGCAAAAGATGCCCTAA 272

Ai02B27055 Araip.B02 27055 p2 (TA)8 16 107723682 107723697 GAATGAATCTTGCGGCGTAT TGCTTTCCACTTCTACCTCCA 257

Ai02B27056 Araip.B02 27056 p2 (AT)12 24 107723990 107724013 ACCCGCAAATCCGATCATA TTCGGTTCGGGTAATTGAGT 257

Ai02B27058 Araip.B02 27058 c (T)10c(T)10 21 107724554 107724574 TCATTTTTCGTTGTTTCTCTCTT TTCCCCTTTAAATAAGGGCATT 127

Ai02B27060 Araip.B02 27060 p2 (AT)20 40 107725246 107725285 GTCTTTGTTTTGGATTTAGGTCA GCACATCATCAGTCTCAGCC 253

Ai02B27061 Araip.B02 27061 p2 (AT)7 14 107725554 107725567 GGGGGAACGAAAGTACCAAC TCTCGCACTCTCTTTCCAAAA 221

Ai02B27065 Araip.B02 27065 p2 (TA)8 16 107739082 107739097 TTAAGCAAGTGATATTCTACGTGTG GGGTTTAGTGGCTCATTTGG 215

Ai02B27067 Araip.B02 27067 c (AAT)7(TTA)10 51 107742135 107742185 TGAATACTGATATAAATACGGGAGATG GACTGAAAGAATAAGTAAGGCCC 280

Ai02B27068 Araip.B02 27068 p3 (CAG)7 21 107746765 107746785 GCAGAACCACCACTACGGTT ATCCTCTCGTTGTTGATGCC 236

Ai02B27070 Araip.B02 27070 c (A)10ttagccaaaaacagcaataacttgccttatttaatattgattaattattgcgataattaatgaatgctaaataaggcaagttctgactg(T)10109 107747994 107748102 ATGTAAATAGTATTGTCCAATTGATGA TTTGTCAGTGCATCAAAATTAAA 268

Ai02B27071 Araip.B02 27071 p3 (TGA)5 15 107749379 107749393 AGGTTCTTTCGCCAACTTGA TTCCACCTCCTCCTCTTCCT 263

Ai02B27072 Araip.B02 27072 p3 (TGA)6 18 107749759 107749776 GGGAAATCATCAAGGCTGAA GCTGTAGATGTTTCTGGTGCAT 214

Ai02B27073 Araip.B02 27073 c (T)10aattttgaataaaaaattaaaatagggcgaaacaaattgtttaagataaaaatagaacgtttaaatattagagactaaaataattaatactttactcttc(A)10120 107751476 107751595 AGTGGCCATGTTGGTAATTG TCATGGTGTCTTCACAAAAATG 257

Ai02B27075 Araip.B02 27075 c (T)11ccttttaaatttggcactttgtatcatttcatattttttatagtgtatattannnnnnnnnnnnnaccaatgttttaattttg(T)15109 107755497 107755605 TTGTTAACCGAGGCATCACA TAAATGGAGCTCAGATCCGC 235

Ai02B27078 Araip.B02 27078 p4 (AAAT)7 28 107758211 107758238 TTCTTGGACGCCTATGATCC GCCGACTTTGGTGACTGATT 154

Ai02B27082 Araip.B02 27082 c (T)10aatttacttttttgttcattctagttagcagccttagaagttagaactttatatttggattattataacaaaaaagcactaataatcaatt(TA)7actggtatttctactctttaaatctatcattcaacattgcaatatagaatataaatcatgaccaaag(A)10192 107764754 107764945 TCTTTTTCCACTTTGCACCC AGTGTATTTGAGGCCATCCG 260

Ai02B27089 Araip.B02 27089 p2 (AG)6 12 107774826 107774837 TGGTTGTTACCGGATTGTGA AGCCACTCAGTTTTTGCGTT 160

Ai02B27092 Araip.B02 27092 c (A)10caaaaaaaatctttgcggaagattatggcctcaaaggagacccaagacttctagccatttctcaagccatcagagtcgttcctcaggtttccattttttc(T)11121 107779587 107779707 TTCGTGTGGTGTTCTTCGAG AGATCTGTTGATGAATAAGGAAAAA 255

Ai02B27100 Araip.B02 27100 c (A)10cctaatttttatattgtacagtaaaccctagccccaattttccgtgtgaagaaggaaaaaaagagggttgaagtgtgttgaatt(AG)6t(AAG)11140 107791178 107791317 GCTGAAACTGAAACCTGAGTTG GGAGCGAGCTTCACTGTCTC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27101 Araip.B02 27101 p4 (AAAT)5 20 107792092 107792111 GCGAAGTCGAGTCTCCTGTC GCTGAGTGCAAAATGCAAAG 208

Ai02B27103 Araip.B02 27103 p2 (TA)9 18 107794212 107794229 GTTGGTGAATGCCCAAATCT GTGTGGAACCTTGGTCGATT 270

Ai02B27106 Araip.B02 27106 c (TG)9(AG)10 38 107802540 107802577 AACAAATTTTGGCATGAGGC GCTGAGTGGAATGGCTCAGT 278

Ai02B27107 Araip.B02 27107 p3 (TTC)5 15 107806446 107806460 GTAGTTGGATCTTCGTGCGG TCTCCAAACCCTGCAAATTC 227

Ai02B27108 Araip.B02 27108 p2 (AG)6 12 107806573 107806584 TTCGTGCGAGTAACTGAAGC CAAACCGACCCGGATAAGTA 277

Ai02B27116 Araip.B02 27116 c (T)10gggattgtttatgagtactatttaaagggccttggt(A)1157 107820808 107820864 CCCGACATTTATTTGAACGG ATCATCACCGAAGTGCACAA 255

Ai02B27117 Araip.B02 27117 c (ATTT)9ttcatttattcatttatttatttattc(ATTT)999 107825746 107825844 CAACATTGGTATCCACCTGTGA CCACCTTGCCTTTCCTGTAA 280

Ai02B27121 Araip.B02 27121 p3 (AAT)5 15 107837227 107837241 GCTTGTCTTTCATTTTTCTAGGC TTGGTAGAACTTTTTATGGAGGA 179

Ai02B27124 Araip.B02 27124 c (CAA)5cgacgacgacaatttgtgttaatagcttccatgagaaagtgaatcaagtgtatatacattgttctaacatgttactagctact(A)10108 107840450 107840557 GAGTGCAAGAAGCAAGTCACC TCCTCTAAAGCGAGAAAGTGAGA 276

Ai02B27129 Araip.B02 27129 p2 (CA)7 14 107851556 107851569 TGCTTCAAGCTAAGGGTAACTCA TTCAACAAGGTTCACATTTCTCA 141

Ai02B27131 Araip.B02 27131 c (A)10gccaaacaactgtcactacataattactgctgtttggatgaagttcaatattttaac(T)1380 107853934 107854013 CGTGCATGCTTATTATTTCGG GGGAATCTCCTATGAATCTCTGC 170

Ai02B27140 Araip.B02 27140 p2 (AC)6 12 107866945 107866956 CCAAATTTGCAACCTCACCT TGGTGCTCATGATTGATGAAA 261

Ai02B27141 Araip.B02 27141 p3 (GTG)5 15 107867588 107867602 GTGGTGCTGATGCAAATGTC ATGAAAGTGGAAACCAACGC 220

Ai02B27150 Araip.B02 27150 p3 (ACT)5 15 107882496 107882510 TCCAAAATGAGACGTTATGGC TGTGGTGCATTAGTTGTGGA 218

Ai02B27151 Araip.B02 27151 c (T)10aatgttttttgttattagaattttgttaaaaaagaaacaga(T)1061 107886972 107887032 AGAGGGTGAGAAAATTACTATGAACT TTGGAAAAACAAAATTGATGC 279

Ai02B27153 Araip.B02 27153 p3 (TTA)5 15 107894204 107894218 CCGACTAATAGGGACCGAGG ACGTTTTCCTGGAATTGGTG 203

Ai02B27155 Araip.B02 27155 c (T)10cattattcttattaatttttcataattatattttttattgttatatttttcatctcaatttttttgaatg(A)1191 107895694 107895784 CGGAGACACTAACAAGGGACA CAGGACAGGACAAGACATTGAA 253

Ai02B27158 Araip.B02 27158 p2 (AC)6 12 107898320 107898331 CGAAAGAAGAAAGAGAAGCAAA AGATAAGTGAGGAGTGATGGACC 114

Ai02B27159 Araip.B02 27159 p2 (TA)6 12 107898930 107898941 CATCGAAAACACTTCTTTAACTCG AAAAACAAAAGCCAAAAATTCG 241

Ai02B27160 Araip.B02 27160 p3 (AAT)5 15 107899620 107899634 CAAGCGGTTTAGATTAGATTGGA TCCAAACCGCACAATGTACT 234

Ai02B27162 Araip.B02 27162 p3 (TTA)8 24 107900700 107900723 TTCAAACAATGTAACATCACCCA GACGGAGTTTCATAAGGGCA 246

Ai02B27165 Araip.B02 27165 p2 (TA)10 20 107901799 107901818 TGTTTTTAACTTTTCATGCATTATCC CAAACAATGCAACCAAAGGA 145

Ai02B27168 Araip.B02 27168 p3 (ATT)6 18 107907652 107907669 CGGAAGCCATCTTCTGTGAT AAAAGGAGGGAAGTGGAAGC 268

Ai02B27173 Araip.B02 27173 p3 (TTA)5 15 107915771 107915785 GGCGATTATGACTAGGGCAA CAAGCAACATCAAACATGGC 188

Ai02B27178 Araip.B02 27178 c (AGA)6accaaactgaaccattttggtgggttggtttctatgttgaagatt(TTG)578 107925255 107925332 TTGTTGGTGTTTGTTCTTGGA GGTAGTGGCATGTTCTCTGTCA 204

Ai02B27181 Araip.B02 27181 c* (TA)11(TAGA)5*aagaatgtaatatacaaggagtcttgaatgaaa(ATAC)9109 107928583 107928691 CCACCGCGTACTAATAGGGA CTTGGTTTCGCAGGTTGAGT 279

Ai02B27191 Araip.B02 27191 c (T)14caactttttcaaccctctctctatcacttttatttcttatttttta(T)1070 107946413 107946482 GGCCTTATCGTTATGCCAAA TCTTGTTTCTTTGCACCTTGG 219

Ai02B27192 Araip.B02 27192 p2 (CT)8 16 107949615 107949630 GCCTTGTCCGTTCCTATTGA TGGCTAAGTTGGTAGTGGGG 102

Ai02B27193 Araip.B02 27193 p3 (AAC)8 24 107951359 107951382 AGGAGGATCATCAGCAATGG CTTAGCCTTCCACCTTGCAC 248

Ai02B27194 Araip.B02 27194 p3 (ATT)5 15 107952564 107952578 TTGGCCTGCTGTTCCTTATT AACAACCAAAACACTTCATGC 274

Ai02B27195 Araip.B02 27195 c (A)11tcctttatctatcaatca(T)1039 107952984 107953022 CAAAGAAATGGAGAGAAATGTGAA TTTTAGGGTTTGGCTAGGGTT 216

Ai02B27196 Araip.B02 27196 p4 (AAAT)7 28 107953216 107953243 CCAAAGGACAATTAGTTTGCG TTGTACCTTTGTGGGCATTG 165

Ai02B27198 Araip.B02 27198 p3 (AAT)5 15 107955882 107955896 CCCTTTCTTTTGTGAGCAGC TGGTTTATGTCATGTGTGTTTGA 180

Ai02B27207 Araip.B02 27207 p2 (AG)12 24 107970949 107970972 TGAAGAGAGGCAGAGAGGGA ACCAACCAATTGAAGCAGTG 135
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Ai02B27209 Araip.B02 27209 p2 (TA)6 12 107974819 107974830 TATGCTGGGCTGGGAGTTAG CATGACAATTAGGGTTATTTTAGGC 195

Ai02B27213 Araip.B02 27213 p3 (CGG)6 18 107977496 107977513 AAGGCCTGTCCTGTCATCTG AAAACTTGAGCGGAGCAGAG 202

Ai02B27215 Araip.B02 27215 p3 (ATT)18 54 107979374 107979427 CTTGGGAGGTTTGACACGTT TCGACTGCACCTGAGTTTTT 242

Ai02B27216 Araip.B02 27216 p3 (TTA)6 18 107979617 107979634 AACGTCTAACGGCTCTCAGC ATGCATTGATGGTCGACAGA 235

Ai02B27221 Araip.B02 27221 p2 (CT)10 20 107986682 107986701 TCTGGGCATGCATGATTTTA TCCAAATCCACTGTAAATCGG 182

Ai02B27222 Araip.B02 27222 p2 (TG)8 16 107987394 107987409 ATTCGAGTGAGTTTGGGGTG CGTGAAATCCACTTTACCCAA 242

Ai02B27230 Araip.B02 27230 p3 (TGA)8 24 107994529 107994552 GAAACACTTGGACCAGGGAA TCCATGATGGCAAAAATTCTC 177

Ai02B27231 Araip.B02 27231 c (A)10ttagtgcagagacccaatt(A)1039 107995013 107995051 TTTTATTTGGGTCCCTGCAC CGCAAAATTTTTAATTAGGTCCC 150

Ai02B27237 Araip.B02 27237 p2 (AC)9 18 108000323 108000340 TTAAAGCAGAAGCAACCTTCC CATTCCGATTCTTAGAGGGG 260

Ai02B27238 Araip.B02 27238 c (T)10cttctcctccatcgtgctg(CTT)544 108003923 108003966 GGCGGAGGTAACAACAAAAA TCGCAAAAGAAGAGGAGGAA 190

Ai02B27239 Araip.B02 27239 p3 (AGG)6 18 108004766 108004783 TTTTGAATTGAATGGTCGCA GCTTTTTAAATCACGCGCTC 229

Ai02B27241 Araip.B02 27241 p2 (GT)7 14 108007580 108007593 GGGGCAATTTACGCATCTAA ACACACACGCACACACACAC 237

Ai02B27243 Araip.B02 27243 p3 (ATA)8 24 108016925 108016948 CGCGGGTTTGAGTCTTTTTA GTGTTGTTGCATGTGCCAAT 103

Ai02B27245 Araip.B02 27245 p3 (AGG)5 15 108019138 108019152 TCGATGAAGATTCTCCGGTC TCTCTCTTCAAAATGGCGCT 272

Ai02B27253 Araip.B02 27253 p2 (TC)6 12 108023907 108023918 CCACCCTATGCTCCTCCATA AGACAACTGAGCAATGCCCT 278

Ai02B27254 Araip.B02 27254 p3 (TTC)5 15 108024040 108024054 CCACCCTATGCTCCTCCATA AGACAACTGAGCAATGCCCT 278

Ai02B27256 Araip.B02 27256 p2 (AT)6 12 108030092 108030103 ACCAACAGAGCAACCCAGTC CGGAAACAGAATTTGGCTGT 236

Ai02B27257 Araip.B02 27257 p2 (AT)11 22 108032453 108032474 GTCCAGACTGCAATGAAGCA AAGACAACCGGGAAGGTAGC 260

Ai02B27260 Araip.B02 27260 c (AGA)8atgaagatgaagagagagaaattatgagagagaa(AG)670 108035737 108035806 AAGAACAACGACGGAGAACG TACTGAACGGCCAAACCTTC 192

Ai02B27264 Araip.B02 27264 c (T)11cttttttttcttttttttc(T)1141 108050355 108050395 TGACAGATTCCGAAATTGCAT TTCAATAACGAGATAACCGATGA 253

Ai02B27268 Araip.B02 27268 p3 (CCA)6 18 108061238 108061255 ATAAATGGCCACGTTGCTTC GATGACGGTGGAGAGACGAT 208

Ai02B27269 Araip.B02 27269 p3 (AGA)6 18 108064898 108064915 AGCTTCAGCAGGTGGAACAT TGCCTTCTATGGAGTAGGGC 194

Ai02B27271 Araip.B02 27271 p4 (ATTT)5 20 108065452 108065471 ACGCGTGTGTGAATGTGAAT AATTTCAGTTGCAGGCCAAG 202

Ai02B27273 Araip.B02 27273 c (TAA)6agtacactttactttcttaaactttgaattaatgttatatgtacctcatttactttttttaaccttttttatcgtataac(T)10108 108069346 108069453 TCCTGTGCCTATTGTAGCCTT TGTGCATGCAACTACCCATT 275

Ai02B27275 Araip.B02 27275 p2 (CT)6 12 108074150 108074161 CTCCCCACCTTTGTCCCTAT TGTGCTTCAATGGTTGAGTGA 175

Ai02B27278 Araip.B02 27278 p4 (TAAT)5 20 108074921 108074940 TTGGACCCTTTTCGTTTCTG TGGTGATGATGTATGGGTGG 199

Ai02B27279 Araip.B02 27279 p2 (AT)7 14 108075412 108075425 TCAGTGATTTTTAACCGTTGATCT CCGTCATACCGGTGTATCAGT 268

Ai02B27285 Araip.B02 27285 p3 (CAT)6 18 108079930 108079947 CCAATCCAAAAATTCCAAGC TGCCATTTCAAAACCTGTGA 263

Ai02B27286 Araip.B02 27286 p2 (TA)7 14 108080141 108080154 TTGTTGTTGGTGTCCCTTCA CCTGTAACATGTTTTGGCCC 171

Ai02B27288 Araip.B02 27288 p2 (AT)8 16 108083161 108083176 CACTTATCGTTTATGTCCTCTGTCA TGTTAACAATTCGTCGATAAGC 242

Ai02B27289 Araip.B02 27289 p4 (TAAA)8 32 108083440 108083471 TCACTTCCAACTCTTTCACACA AAGCAGAGAATCGGATCGAA 228

Ai02B27290 Araip.B02 27290 p2 (CT)7 14 108087324 108087337 ATGACCCTTGACCAAACCTG ATGGTGCACGTGTGAAGTGT 205

Ai02B27291 Araip.B02 27291 p3 (TTA)5 15 108087486 108087500 ACACTTCACACGTGCACCAT CCATGCATTACAGCTGTTGAC 262

Ai02B27292 Araip.B02 27292 p2 (AT)6 12 108090003 108090014 CAATCGTGCAATCATATCCG CAACGTACCACCAAGTTGCTT 270
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Ai02B27294 Araip.B02 27294 c (T)10catttgttaattatgtatatgaacatgcattatgttctnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncttaa(TAAT)6112 108096226 108096337 AACTGTCTATTTGCGACGGTTT CTTTTCATCACCATTGCAGG 256

Ai02B27295 Araip.B02 27295 c (AAG)6atg(ATA)536 108098757 108098792 TGGAAGCAATTTTGGAGAGC AAATCTGGCTCAGGACATGG 142

Ai02B27300 Araip.B02 27300 p4 (ATAA)5 20 108103853 108103872 GACCAAATTGAAAATTTTACGAAAC TTCATCGGTCAATTTACTCGTC 266

Ai02B27311 Araip.B02 27311 p2 (TA)7 14 108125350 108125363 CCACACCAAATTCGAGCATA TGCTGCAATTGAAAAGTATTTGA 160

Ai02B27313 Araip.B02 27313 c (T)10catactg(T)10 27 108126427 108126453 ATCCAAGTCCTCCATACCCC ACCATTACCACCACGACGAT 218

Ai02B27314 Araip.B02 27314 p2 (TC)8 16 108126819 108126834 GAGAAAAGCAACATCCATCCA AAGCAACACCACACTTTGGC 271

Ai02B27318 Araip.B02 27318 p2 (AT)7 14 108132726 108132739 GCATTTTGTCCCACCAATCT GGTCCAATCAGGCCATAAAA 245

Ai02B27322 Araip.B02 27322 c (TG)7(T)14 28 108143505 108143532 TGTTTTTCCAACAAATGGCA GAAGCCAACAAGCAAAAAGG 271

Ai02B27323 Araip.B02 27323 p3 (TAT)5 15 108148795 108148809 TGGCATTGTTTCCTGATTTG TTTTGCGTATTAGGCATGAAA 262

Ai02B27324 Araip.B02 27324 c (T)10ctaaaaaatttgtgtgtcctatgaagacctagtaaaaattaaggtaatgaatataaaaacttaaaac(T)1087 108150910 108150996 TTGTTGACGGATTTGACATAAA AAAATTCTTTAATCTTGAGTTCGAGTG 263

Ai02B27325 Araip.B02 27325 p5 (ATCCG)5 25 108151275 108151299 TTGCGGTGTGGTTTAGATTG TTTCCCTTTTTCACTGGCTG 238

Ai02B27326 Araip.B02 27326 c (A)12tttttggtgtcttaggaatctcacaatttaaatcaatatcc(T)1063 108153954 108154016 ACAGGCCACACATTAGTCCA TTTCCATTCGGCATAGGATT 247

Ai02B27327 Araip.B02 27327 p2 (CT)6 12 108161250 108161261 GGATTTGTTTGCATGTCCCT AACCAACACAGTGCGAAGAA 266

Ai02B27331 Araip.B02 27331 p2 (AG)9 18 108191431 108191448 GAGGAGCAAGGCGTACAGAG ACAGATAGCAGCGCCATTTT 263

Ai02B27334 Araip.B02 27334 p2 (TA)6 12 108197593 108197604 TCACTTGTTCAGGAAGCCCT TGGGAAAATTTGCTGTTGAA 268

Ai02B27337 Araip.B02 27337 p2 (AT)7 14 108198442 108198455 TCTTCCAGAAAACCATGTTGAA GATGATGATCGCCATTGTTG 273

Ai02B27340 Araip.B02 27340 c (T)10aacaagatagttttctaaagaccc(A)11ggagatggtttttaaaccaataaatt(A)1081 108205924 108206004 TTCCAAACTCGTAGAATCGGA CTTGGGGTTGCACAATTTTT 134

Ai02B27341 Araip.B02 27341 c (T)11accaaaatagtctaaaactagataaattatctgtatatatgaatctatctcttctttgcaacttacc(A)1088 108206351 108206438 TTTGTTGTGAGTTAGTCTTTAACTTGT TGCAAATTATGTGTAGGTGTTAGC 278

Ai02B27342 Araip.B02 27342 c (T)10atc(AT)6 25 108207674 108207698 CGCTCTGTCAAATTCAACCA ATTGGCTGCTAACCTCAACC 235

Ai02B27344 Araip.B02 27344 p2 (AT)9 18 108208257 108208274 AGGTTACGGATTCGAGTCTCA TGAAAATTCAGATGCAGTCGAT 214

Ai02B27355 Araip.B02 27355 p3 (TAT)9 27 108226008 108226034 CATGTGAATAATTTTACTGTGCATGT GGTTTTGGATGACTCAGTCTTTTT 173

Ai02B27356 Araip.B02 27356 c (T)10gtatttatttgtttgttttatttccactc(CTT)657 108226194 108226250 AAAGACTGAGTCATCCAAAACCA TGAATGAAAGGCAAGGACAA 154

Ai02B27360 Araip.B02 27360 p2 (TA)6 12 108231778 108231789 GGTTCCTTTGGCATTGTACTTT TCCAACAGCTGAATCACCAA 209

Ai02B27363 Araip.B02 27363 p2 (AG)11 22 108235125 108235146 GCGGAGGCAGCTCAATATAC GCAACGGCATAAACGAAGAT 255

Ai02B27368 Araip.B02 27368 c (AT)6tttttgggtatgtagctcaaagatgatttgaaa(T)1257 108238676 108238732 GCTTCTGATGAAATCAAATTACCC TGGGTCAAGTTACTCTAAAATGAAAA 243

Ai02B27377 Araip.B02 27377 p2 (TA)9 18 108243805 108243822 TGGGTGATGATTCTCATAATGG GTCCTTCCCTTTTCGGTTTT 279

Ai02B27379 Araip.B02 27379 c (T)11atttgagatccttagccgtgataacatttatataagataataatgttaatagttagtatttcgtatccttattcc(T)1197 108252251 108252347 GCATCTTGCCATGAGTTTGA TGCACACCTAAATGAATGCC 276

Ai02B27380 Araip.B02 27380 c (T)10cggttttaaggatctggattactctattggatcaaaagtaaacaaatgaactaatcaagtttgttgagag(A)1393 108253950 108254042 CCCCACACCCCTTCTTTATT CATTGACTCCCCATACTTTTCC 212

Ai02B27384 Araip.B02 27384 p2 (GA)9 18 108260762 108260779 CGGAGCTTCTCCATTTATGC CAGGGTTTGGATGTTGTCCT 197

Ai02B27385 Araip.B02 27385 p3 (CAT)5 15 108261403 108261417 TGCTTCAATAGCAAGAAGGGA CGGGTTTAGGGTTTACAGCA 221

Ai02B27389 Araip.B02 27389 p2 (TA)6 12 108267863 108267874 TGCAACAATAAACAAATGCGA TTATGGGTCGCAACTGTGAG 244

Ai02B27391 Araip.B02 27391 p2 (AG)12 24 108271703 108271726 GGAGAATGATAGCGGTGGAA CGGGAAACACCTCAGACCTA 250

Ai02B27392 Araip.B02 27392 p2 (AG)12 24 108271840 108271863 GAGAGCCGGAGCTGTGATAG TTTTTCGTGAATATCGCAACC 171

Ai02B27394 Araip.B02 27394 p3 (ATT)6 18 108275344 108275361 AGGGGTCAACAAGGGACCTA CGCATTTGCAGTTCATTCTC 149



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27396 Araip.B02 27396 c (A)10tttgggaccggatttag(T)1138 108275925 108275962 AAAACCCAAAACAGCCACTG ACCTACCCGATTCCTGACAA 246

Ai02B27397 Araip.B02 27397 p3 (AGA)5 15 108278615 108278629 GCAGGAGATGGAACCTGTGT TTGGTGTTGCTGCTTTTCTG 229

Ai02B27400 Araip.B02 27400 p2 (AC)6 12 108286096 108286107 AAAGTTCCAATTTGCCTTATTTG GATTAATATCTGCACGATTTAGCTG 255

Ai02B27403 Araip.B02 27403 p2 (TA)6 12 108290172 108290183 TTGATAAATCAAATTTTAAATCGGTC CGGTGAAACAAATCTTAAACCA 156

Ai02B27407 Araip.B02 27407 p3 (TCT)7 21 108295969 108295989 TCTTTCTCTGCCTCCCTGAA TCTGCTTCTTCATTCTCCACA 280

Ai02B27408 Araip.B02 27408 p3 (TAA)15 45 108296518 108296562 AGAGCATAAATTAAAGGTAAACAAAAA TTAATGAGGAAATTCATGCCA 227

Ai02B27413 Araip.B02 27413 c (T)10aacaattcttgcgcactttttggacagagtttttttgggacagacttaa(T)1372 108301530 108301601 CGTTAAGAAGGGTCCCATGA CAGTACCGCGACGGATTAGT 205

Ai02B27417 Araip.B02 27417 p2 (GA)6 12 108310511 108310522 CCATACTGCACTCATCGGA ACATCAGAGGGAAGCTGCAT 220

Ai02B27427 Araip.B02 27427 c (A)10tcaatgtta(T)10gcacatgactaatctgtcc(A)10tcagaaatcaaattggatg(T)1188 108324285 108324372 TCTCGAAAGGACAACGAGGT TTCCATCCACCTCCTGATAA 159

Ai02B27428 Araip.B02 27428 p4 (AACT)6 24 108330006 108330029 ACCACCATAACGTAACCCCA AGCAGGGGAAAATAAAAGGC 262

Ai02B27429 Araip.B02 27429 p2 (TA)6 12 108332642 108332653 TCTTATCTGGGACGGGATTG TGCCGATTCAAAAACACAAA 172

Ai02B27431 Araip.B02 27431 p3 (AAT)5 15 108340168 108340182 GAGAATTGGGCTTTCATCCA TAATTGCAGGGAAATCCTGG 277

Ai02B27432 Araip.B02 27432 p4 (GAAA)8 32 108346370 108346401 TATTCGGTAACCTTCCGTGG TTCATGCTTTCGGTGACAAT 233

Ai02B27433 Araip.B02 27433 c (GAA)6gcgtgaaggtgaaagtgtgcagttgaggaatgatgaagtaggtgaaggttgtt(AGA)11104 108346521 108346624 AATTGTCACCGAAAGCATGA CACTTCCCTTCTTCCCTTCC 214

Ai02B27435 Araip.B02 27435 p2 (CT)9 18 108348368 108348385 GCAATAATGTTTTGTTGATTTGAGA TGCATCAAATTATATAGCAACGG 247

Ai02B27437 Araip.B02 27437 p3 (TAA)5 15 108353570 108353584 ATCTCAGTTGCCAGGAAGGA AGGGTAATTTGGGGATGAGG 126

Ai02B27438 Araip.B02 27438 c* (ACAT)8(AT)6* 42 108355176 108355217 GCGAGAATTTCGGAGAAACA GCAGCTGAGGTGCATTGTAG 145

Ai02B27439 Araip.B02 27439 c (TTC)5ctcttca(TCT)5tttctttcgtttcttgccttctctttctctttcttctttttcttgctgcaagttcttctttctcttcc(TCT)6tgcacgttcttcttcc(TCT)7tttctttcgtttcttgccttctctttctc(CTT)5204 108361156 108361359 AATAATTCCCAAAAACGCGA GAAAGAGGAAGAAGAACATGCAA 261

Ai02B27443 Araip.B02 27443 p3 (ATT)12 36 108382233 108382268 CCTTGTTCCTTTGCGTCTTC TCATCGACCAAAATCTCCCT 181

Ai02B27446 Araip.B02 27446 c (CTT)5t(TTC)7c(TCT)7acttcttccc(CTT)996 108391031 108391126 ATGCAGCAAAGCATTCACAA GCAAACCGATTTTGCAGTTT 237

Ai02B27447 Araip.B02 27447 p2 (TG)7 14 108391908 108391921 CCAGACTGCATTTGCTTGAA TGTGACTGGGAAGCAACAAA 228

Ai02B27448 Araip.B02 27448 p2 (AT)10 20 108396626 108396645 TCAACGAAAGTTAAGCTCTTTCAA GGGCGGTGATAGCTGAATAA 233

Ai02B27450 Araip.B02 27450 p3 (TAA)13 39 108407988 108408026 GCTCCCTTTGAGGTGTTTCA AAGATTGAGTTCTTTTACCGGA 275

Ai02B27456 Araip.B02 27456 p2 (GA)15 30 108413485 108413514 GAATGAGGAGCTGAAAAGCG TTCCATTCTTCCCTCTCACG 180

Ai02B27462 Araip.B02 27462 p2 (AT)7 14 108419467 108419480 TGTGTTTGGCATTAACGAGG ATAGCTTGTGGTGTGCTCCC 179

Ai02B27468 Araip.B02 27468 p3 (ACC)5 15 108432781 108432795 GGACTTGAGCTTGTTCCAGG TCACCTTTTTCTCCACCACC 191

Ai02B27470 Araip.B02 27470 c (T)10ctttttttc(T)11 30 108435648 108435677 TGTGAAACCCAAAGTCTACGG TCCAAATGCAATTTTGACCA 228

Ai02B27471 Araip.B02 27471 c (A)10ggattgatcaagtagttagattcttaataataaagttcggatattggttaagcagcag(T)1482 108439676 108439757 CAGGTTAGTCCTTGTTATATCGGG AGGCCACCACCATCATTAAG 237

Ai02B27472 Araip.B02 27472 c (A)10tgcaaagaagaaggcaaagaagaagacgtttcgcgagt(AAG)563 108441735 108441797 GGGTTCGAATTATGAGTTGAAGA TCGAAAATCACCTTCTTCTTTTTC 246

Ai02B27475 Araip.B02 27475 p5 (ATTTT)6 30 108451275 108451304 TATGGCCTTCACGATCCTTC CATCCTCCCTTTACTCGCAA 125

Ai02B27477 Araip.B02 27477 p2 (TC)13 26 108461974 108461999 TAACGGGTTTCCTGGAAGTG CCGTCCCTGGTGATACTCAT 258

Ai02B27479 Araip.B02 27479 p3 (CTC)5 15 108465148 108465162 CCACTGCTACTCGTCGTTCA GGCACTTGTTAAGGGACTGG 178

Ai02B27481 Araip.B02 27481 p2 (AT)6 12 108467230 108467241 GAGAAAATTGCACATGGTCG TACATGTGCTTGCATTGCTG 101

Ai02B27484 Araip.B02 27484 p2 (AT)10 20 108472290 108472309 CCGTCATATCGGTGTTTCAG GCCGGTTAAGACTTTGCTTG 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27485 Araip.B02 27485 p5 (TATTC)5 25 108472881 108472905 CCTCAATTCCCATTCTCCAA CGGGTGTGTCGTTTTTCTTT 274

Ai02B27486 Araip.B02 27486 p3 (TAA)6 18 108473437 108473454 CCGAGGGAGAAAAGAAATCC TTTTCGTAATGCAACCGTCA 204

Ai02B27489 Araip.B02 27489 p2 (TA)6 12 108484534 108484545 TCAGAAAGAGTGAATGAAAAGAGA TTGCAGGTTCAAATTTACAACAGT 259

Ai02B27491 Araip.B02 27491 p2 (AT)6 12 108488858 108488869 TCCCTGTTAATCCCCGAAAT GGGTAGCTGCAGAGAGGTTG 197

Ai02B27492 Araip.B02 27492 p3 (TTG)6 18 108490108 108490125 CACATTACTATTCAAAATTCAGATTCA TTGGCCAAATTTCCTTTTCA 267

Ai02B27495 Araip.B02 27495 p4 (TTAT)5 20 108492096 108492115 TCCTAAGGCCGTTGTTCATC GGGAGCTATGGAATTTGGGT 280

Ai02B27497 Araip.B02 27497 p2 (TA)9 18 108495085 108495102 CACATGTCACTGTCCCTTGC ATGAGCCACATTCCTCCAAA 259

Ai02B27499 Araip.B02 27499 c (T)12ggttaaaaaaaatgctatatattacattag(A)1052 108496579 108496630 TCTTTCGAAACACAGCTCCA ATGTGAATGATAGGGGCCTG 222

Ai02B27502 Araip.B02 27502 p2 (AG)8 16 108504143 108504158 TTAATTCCAGCCCTTCATGTT TAAAGCATTTCGGTGTGGTG 261

Ai02B27505 Araip.B02 27505 p3 (TAA)6 18 108508979 108508996 TGCATCACAGAAGGGCTAAA CCTGCAAGGGACAGAAAGAG 266

Ai02B27507 Araip.B02 27507 p3 (TGT)5 15 108512589 108512603 GCTCCAATCCCTGCATACAT CCTTTCCGAACACCACACTT 223

Ai02B27514 Araip.B02 27514 p2 (AT)6 12 108521746 108521757 TATTTCAAGGCACGCATCAA GTTGGGATGAGCGCAGTTAT 195

Ai02B27517 Araip.B02 27517 p3 (TAT)5 15 108524350 108524364 CCCATTTCAGCTAGACCAAGA GAAATAGGTTGGGCCAGGTT 229

Ai02B27519 Araip.B02 27519 p2 (TA)7 14 108535615 108535628 TGAACATCCGAAGTGAACCA ACATTGGTCCACGGATTCAT 126

Ai02B27525 Araip.B02 27525 p2 (TA)6 12 108547342 108547353 CAATGTGCGGATCAACCATA TCAAAAGCTTCCTCCCAATC 231

Ai02B27528 Araip.B02 27528 p3 (AGA)6 18 108558021 108558038 CAGCAAAGGATGCAGAACAA ACATGTGGCCATTGCTAGGT 263

Ai02B27530 Araip.B02 27530 c (ATG)5gta(ATG)5 33 108560292 108560324 TTGTGGGGTCTCAGGGATAG ATGCATGCTGCCAATGATTA 224

Ai02B27531 Araip.B02 27531 p2 (TC)9 18 108560743 108560760 TCATTGCATTGGTTTTTCCA TTTGCTTCCCATTTTCTTGC 273

Ai02B27533 Araip.B02 27533 p3 (AAT)11 33 108567292 108567324 TTCAATTAAGAGGTTGCGGG GAGTTGGAGGTGAAATGGGA 261

Ai02B27538 Araip.B02 27538 p2 (TA)6 12 108580565 108580576 GTGTTTGTTCGGCATCCATA TGTTGCATTTAATTTGGATTTCTT 185

Ai02B27540 Araip.B02 27540 p2 (TA)7 14 108584770 108584783 TAAGAGAACGCACCCGAATC GGTAATCGGTGCTTTGACAAC 237

Ai02B27541 Araip.B02 27541 p4 (TTTC)5 20 108585052 108585071 GGCTCTTGCATGATGGTTTA CCTCTTCATTTCAAGCCCAC 266

Ai02B27543 Araip.B02 27543 p2 (AT)6 12 108588569 108588580 TTTGTCAATGTGCCTGGAAA CCTCAACTACTCCCCATGCT 247

Ai02B27546 Araip.B02 27546 c (ATT)5gttcttcttgttatatacaggggatatcaatatgacacgtacatcttgttc(T)1783 108595826 108595908 CGCTCAAGACTTAACCCACC TCAATGTCAAAAAGGGAAGTCA 268

Ai02B27547 Araip.B02 27547 p3 (AAT)6 18 108597592 108597609 TGTGTGTGGACTGTGGACCT TGTTTGGCAAAGAGTGCTTG 251

Ai02B27550 Araip.B02 27550 p5 (ATTCA)5 25 108603516 108603540 GCAGAATAAAATGAACTGAACACG TGAAACGAATCAAGCAAACG 242

Ai02B27562 Araip.B02 27562 c (T)10atgataggaatatgagtttggttaagaaaaaaggcaaggccaatttttttcat(A)1073 108624551 108624623 TAAAACCCACTTTGAAGCCC ATGCCATGTGAGCTAAGGCT 262

Ai02B27564 Araip.B02 27564 p3 (TGG)5 15 108630276 108630290 TGGAGATGGATGAGTGGTGA TTCCCCTAATGCTAACCGTG 204

Ai02B27569 Araip.B02 27569 p3 (AAG)6 18 108647328 108647345 AGGCGCTTAAGTTCTGCAAG CGCCTAAAAGCAGGAAAAGA 266

Ai02B27570 Araip.B02 27570 p4 (TATC)8 32 108648516 108648547 GCACGTGTCAATGTATTAGGC GATTCCAAAGCCGAAGTGAC 274

Ai02B27571 Araip.B02 27571 c (CAA)11gaataacaag(AAT)1794 108652599 108652692 CATCATTCAGCAAGGCAGTG CCAGAGCCATGCATTTGATA 268

Ai02B27575 Araip.B02 27575 p2 (AT)7 14 108660891 108660904 CACAGACCCTGTGATGCCTA ATCAATCAAATGCAAGCAGC 238

Ai02B27576 Araip.B02 27576 p3 (TTC)10 30 108661022 108661051 GCCAATTAGCCATAGGCTCTC TCAACATTTTTCTTTCCATTTATGA 180

Ai02B27577 Araip.B02 27577 p2 (GA)6 12 108665254 108665265 AAGAGTTTGGGGTGATTGGG ATAAATTGAGGGGGAAACCG 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27578 Araip.B02 27578 c (T)10ctttagatgatatcctcttcataagaaattctttttcaaattttggtcccaaagatagattcataccattaacttg(ATT)5101 108666678 108666778 GGATTTAGACGGACCAGCCT AAGGCAAGGTAAAATAGAACGAA 275

Ai02B27579 Araip.B02 27579 c (AT)9ctctttccgggatccccaccaccactcatatttcatttatcaattagggcagtgcatggctgggccttactaagctaatggtgtatgtctttattttg(T)12128 108668419 108668546 TGATGTAAAAACATTGTTGGTGTTC AAAATGTTAGCCCACGCAAG 278

Ai02B27585 Araip.B02 27585 p3 (TGG)6 18 108672730 108672747 GCCTCACGTCTTGATTCTGC AACCACAACCACAACCACAA 155

Ai02B27586 Araip.B02 27586 p3 (AAT)7 21 108677414 108677434 ACCCATTACCAACAACCGAA GGATCCACTCCCCATATAACAA 121

Ai02B27587 Araip.B02 27587 p3 (ATT)5 15 108678490 108678504 GGTTGCTTAGTAATCCTAGCAGGT CCACACTTCTTAACGCAGCA 214

Ai02B27588 Araip.B02 27588 p2 (TC)16 32 108678695 108678726 CCTCTGCTGTCTCCTCTGCT AGACATGGATGGTTGGAAGC 114

Ai02B27591 Araip.B02 27591 p3 (TAA)7 21 108684365 108684385 AACAAGCCACACGTGAGAAC CGTGAAGCAACCCACTTTTT 124

Ai02B27596 Araip.B02 27596 c (TG)6(AG)8 28 108689426 108689453 GAAAACCCAAGCTTGCTATGA GGAGTTGGGACCTCAAAATG 271

Ai02B27598 Araip.B02 27598 p3 (AAT)5 15 108689949 108689963 GTTGCCTAATCCATTGGGGT TTGGCGCTACATTTTGACTTT 231

Ai02B27599 Araip.B02 27599 p2 (TA)6 12 108690124 108690135 GCATAGGGAGATGCACAGGT TGGCTGGTTGGACAGAATAA 256

Ai02B27600 Araip.B02 27600 p2 (AT)10 20 108690647 108690666 AACCCATTCTAGGCAACACG CATCTTGCTTTATGGGAGGA 242

Ai02B27602 Araip.B02 27602 p3 (AGA)5 15 108693958 108693972 ATCCAAAATTTTCCCCCAAA AGGGGCCTCTCTCTCTGTTC 239

Ai02B27603 Araip.B02 27603 p3 (ATC)5 15 108694203 108694217 GCATTCCTGACACTACGCAA GCCGGTGAACATACCTGACT 243

Ai02B27604 Araip.B02 27604 p3 (GAT)6 18 108694363 108694380 AGTCAGGTATGTTCACCGGC GGAGCACCTCAAATTCGTGT 228

Ai02B27605 Araip.B02 27605 p2 (CT)11 22 108694563 108694584 TGACGATGAAGAGAAGCCCT CAGCGAGCAGTGAATGAAGA 271

Ai02B27606 Araip.B02 27606 p4 (TTTC)5 20 108695686 108695705 TCTCAAACCTCAAACCTCAATTC TGCCCTTATCCGAAGAGATG 181

Ai02B27607 Araip.B02 27607 c (T)14aattttgctaacacatatgcattgatactcttgtatatattttattttgaaaaaaaaagggagaaaaagaaaaataaaag(A)11105 108696091 108696195 TTGTCATTAACTATGATGTCTTCTCA CGCAACATTATTGGATGTCCT 271

Ai02B27612 Araip.B02 27612 p2 (AT)6 12 108703639 108703650 ACGTGTCCATTTGGTGAACA AGCAACCTCCATCCAACAAC 230

Ai02B27614 Araip.B02 27614 p3 (AAT)5 15 108705402 108705416 TGCGTTTCCCACTTAGAACA CACGACGCCAAGAACAAGTA 275

Ai02B27615 Araip.B02 27615 p2 (AT)6 12 108706308 108706319 ATTGGCCCCAATTAGGTAGG GGCAAGATTTAACGATCTTTGCT 188

Ai02B27618 Araip.B02 27618 p3 (ATG)5 15 108707905 108707919 GGATTCAAGTCATCTGGGGA CCCAATCCAACCAAACAAAC 233

Ai02B27621 Araip.B02 27621 p2 (CT)6 12 108710922 108710933 CATCAAACAGGGGTCAAGGT TTCTGCCATTTAATCCGTGC 274

Ai02B27625 Araip.B02 27625 p2 (AT)6 12 108714065 108714076 CCGATCCTTTCTTTTCACCA AGGCGGAGTTCAGAAAATGA 220

Ai02B27626 Araip.B02 27626 p2 (TA)7 14 108714563 108714576 TGATAAGAGTAGTTAAGGGGTGGC CGACCTCTGTGTATGTGACCC 280

Ai02B27628 Araip.B02 27628 p3 (TTC)5 15 108717033 108717047 GGGCAGAGGAGAGGCTACTT TGTTGGTAGATGGCACAAGTTT 197

Ai02B27634 Araip.B02 27634 c (AT)12ttactcagatatagacattcaaacctaacaatttcaacgtgaaaactacaattacaagttacaacaag(TA)8108 108725072 108725179 CACGTTGAAATTGTTAGGTTTGA GTTGTCAAATTTGCGAGCCT 243

Ai02B27638 Araip.B02 27638 p2 (TA)7 14 108736218 108736231 TTCTGGAGATCAAGGTTGGG TTGGGGTGATTATTGGGAAA 168

Ai02B27640 Araip.B02 27640 p2 (AT)9 18 108742632 108742649 ATGGTGATGCGATTCGTTTT CCATTCCACATGTCAACCTCT 135

Ai02B27641 Araip.B02 27641 c (A)11tttgtaggccttcgacaatgtaaacaaaaaatgggaaaagctaaattataagaaaaaaacaagaaaaatataaatacaccg(A)11103 108742815 108742917 AGAGGTTGACATGTGGAATGG AGTTTCTCATTTTTATTAACTGCACA 239

Ai02B27642 Araip.B02 27642 p2 (CT)10 20 108747574 108747593 GCTCAGCCACTCACTCACTG GCATGGAGGAAGTAGAGGCA 276

Ai02B27646 Araip.B02 27646 p3 (TTA)5 15 108750264 108750278 GCTACATCCCCATGCTTGTT CCGAAAACGATGCAAATACC 216

Ai02B27647 Araip.B02 27647 c (TA)7ttctaatacttgttaagtttaaaaattttgaacaagtatatatgtttttaagaataattaatggatg(A)1091 108751350 108751440 AGCGAAAGCAAGCTCAGTTC CACAAGCAGCAGGTTAAGGG 268

Ai02B27648 Araip.B02 27648 p3 (TAT)9 27 108753144 108753170 GTTATCGGTGGTGGTGCTTT AACAACACGGCACTTCCTCT 278

Ai02B27649 Araip.B02 27649 p3 (GAG)7 21 108753282 108753302 GAGGGCATGAGAGAAAGCAC CTCGAGACCTCCTCCCTTCT 114



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27650 Araip.B02 27650 p2 (TC)6 12 108754137 108754148 CCCCTGTACTCGCAATTCAT GAAAAGGCAGCCTCTCTCAA 217

Ai02B27651 Araip.B02 27651 p2 (TA)6 12 108757487 108757498 CAGTGTCCACTCCCTTCCAT ACAATGCGAGATTCGTACCC 274

Ai02B27652 Araip.B02 27652 p2 (AT)7 14 108757682 108757695 GCGACAGACCCTTAAATGGA GACTGGAACTGGGCAGAGAA 249

Ai02B27653 Araip.B02 27653 p2 (AT)6 12 108758484 108758495 CGTAATTAGTCTGGCCCCAT TTTTGTAGCACGATAAAAGTTTGG 162

Ai02B27654 Araip.B02 27654 p3 (ATT)5 15 108759637 108759651 GTCCCCGCAAGTCTATTGAG TGGCCAAAACACAATCCATA 251

Ai02B27656 Araip.B02 27656 p2 (AT)9 18 108760478 108760495 CTGTCCTCACACGGTCACAC CGAAATTGATTCAACGGAAA 148

Ai02B27658 Araip.B02 27658 p3 (TAA)8 24 108765630 108765653 CTTCTTGCGGTTGGTATCGT TGTCGCCATTTCTCGTTATT 280

Ai02B27659 Araip.B02 27659 p3 (TAA)8 24 108767159 108767182 CTTCTTGCGGTTGGTATCGT TGTCGCCATTTCTCGTTATT 280

Ai02B27660 Araip.B02 27660 p2 (AT)6 12 108769175 108769186 CCCTTGAGACCTCTTCCCAT TTCACCTGAGTTTTCGCCTT 255

Ai02B27664 Araip.B02 27664 p2 (TA)8 16 108774672 108774687 TAGTTATTTTCCAAGCGGCG ATAGGGGAACTGGGGATGAA 106

Ai02B27665 Araip.B02 27665 p3 (AAT)6 18 108775779 108775796 GCATGAGGCATGTGAGTGAG GCTCGAACCCCCATTTTATT 138

Ai02B27666 Araip.B02 27666 p2 (CT)16 32 108781777 108781808 CTGCCTTTCACCTCTTGTCC TGAGCAGCTAAAGGAGAGCA 280

Ai02B27672 Araip.B02 27672 p2 (TA)6 12 108793567 108793578 GTTGCATTTATCTGCCCCAT CTATGCCGATGCCAAAGAAT 150

Ai02B27674 Araip.B02 27674 p3 (GAA)5 15 108804625 108804639 GGATTGAAGGCTTGAAGCTG TCAGTTACTGTCGTCTGCCG 205

Ai02B27685 Araip.B02 27685 p3 (ATC)5 15 108823853 108823867 AATTCAAGGACCTCAGGGCT TTGGATCCCGAGACATTGTT 229

Ai02B27686 Araip.B02 27686 p2 (AG)6 12 108824806 108824817 TGGAATTAGACCCACCCTCA GGAAGCTCTTTTTGTGCAGG 167

Ai02B27687 Araip.B02 27687 p3 (CCA)5 15 108825944 108825958 GCCCTTGTTTCCTCCTTCTT CAACAACAACATCACCAGCC 147

Ai02B27689 Araip.B02 27689 p3 (ATT)6 18 108828062 108828079 AAGGGTTGCCAGAAACAATG TCCAGCACCACCTTCTTCTT 146

Ai02B27691 Araip.B02 27691 p2 (TA)9 18 108830636 108830653 AATGGTGAAGAGCCGGATAA CCTCAATACCGGTGTTCAATTA 254

Ai02B27692 Araip.B02 27692 p3 (TAT)7 21 108832168 108832188 GGCTTGTAATGTAGACAAGCACC ATGCAGGGTAAATCGGAAAA 232

Ai02B27693 Araip.B02 27693 p4 (TATT)6 24 108832790 108832813 GAATAGGAGTGGTTGCCTGC TCAAATGGCACAGTCTTCCC 141

Ai02B27695 Araip.B02 27695 c (A)11ctaaaaacaaagtttgctttgtagcagcaatgcaacttgatttgatatggcaag(T)1176 108838843 108838918 AAAGAAAGTGAATAAGATCAGTGGC TCTTCTTGAAATCAATACACCCAA 253

Ai02B27696 Araip.B02 27696 p3 (TTC)5 15 108839364 108839378 ACAGAAGGAGATCGAAGGCA AACGGCCAATACTAACACGC 149

Ai02B27697 Araip.B02 27697 p2 (AG)6 12 108840733 108840744 TGCTCCTCGTATGTGTGCTT TCGGGGATCCTGTGAATAAG 279

Ai02B27699 Araip.B02 27699 c (A)11ttcaaatctg(A)1031 108843639 108843669 TTAGCCAACTCTCTCATAAATGG GCTCCAGTTTCTCTTATCCCC 280

Ai02B27706 Araip.B02 27706 p2 (TC)7 14 108858765 108858778 AATTGGTGCGTCATTTAGGG GGGGTAGAGAGAGTGGGAGG 228

Ai02B27711 Araip.B02 27711 p3 (AAC)6 18 108871566 108871583 TCACAAACCCCTTCACAAAA CGATGATTAGTTGGCTGTGC 136

Ai02B27718 Araip.B02 27718 c (A)11tcattggcattaaaaagaaaaaaggaagaaaaagaagaaaaaaaaagggaagggtgagaaagaagagg(A)1089 108892913 108893001 CCAAGAAGAGAGAATAAAACATAACG TTCGAACACAATCCAAATTCA 278

Ai02B27719 Araip.B02 27719 c (CT)6a(TC)6 25 108899918 108899942 CATCTCGGTTCCAAACCCTA TAATTCGCACGAAAATGCAA 210

Ai02B27721 Araip.B02 27721 p2 (TC)6 12 108902264 108902275 GCGTGTATGTGTAACCTTGAGC GAGGACGAAGCTTTAAAAGGG 123

Ai02B27723 Araip.B02 27723 p2 (TA)6 12 108905329 108905340 GCACTACCGGTACGCATTTT GAAGCGTGGTGGTTAGCATT 244

Ai02B27726 Araip.B02 27726 c (T)10acttgaagacttttcc(T)1238 108912724 108912761 AAGGAGCAACTTGGCCATTA TTAACGCCATGACAACAACC 175

Ai02B27727 Araip.B02 27727 p3 (CTT)6 18 108923693 108923710 ATGTTTTGACGGCCATGATT GAGGAGGAGGAGAAGGAGGA 215

Ai02B27729 Araip.B02 27729 p2 (AT)8 16 108925142 108925157 CGCTTTATTTCATGTTGTACTGC AAAGAGAAGGCGCATGATTT 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai02B27732 Araip.B02 27732 c (T)14aatttttggttgg(T)1037 108942986 108943022 TGCTGATGGCAATTAAACCA AATTCCCCTCCCAAACCC 110

Ai02B27735 Araip.B02 27735 p2 (TC)6 12 108950828 108950839 AACAGTACGTCAACCCGACC GACCACAATTAGGCCCAAGA 194

Ai02B27737 Araip.B02 27737 p3 (CCA)6 18 108953249 108953266 AAAATGGTCCCCAAGGTTTC TTTTTCGCTCCAAAATGGTC 228

Ai02B27738 Araip.B02 27738 p3 (TAT)5 15 108956392 108956406 CGATCCAATCCAATCCAAAC CAACAATGACATAACAAGTCTTAACAA 255

Ai02B27743 Araip.B02 27743 c (T)14aatcaagaaatcaatgctaagagaaaaagtataatatttgaag(A)1067 108967186 108967252 TTCACCAAAAGAAGGAAAGC GAGCGTGATGATGATGATGTG 280

Ai02B27744 Araip.B02 27744 p3 (ATC)6 18 108967861 108967878 ACGCCATTGCATCTTTTACC TCCATCACATCACGATCCTC 243

Ai02B27746 Araip.B02 27746 p2 (AT)8 16 108970988 108971003 AGGGTAGGTTGGTGAAGGCT CGACCTGCATCTGAAAAACA 252

Ai02B27747 Araip.B02 27747 p2 (AT)8 16 108978125 108978140 TCCATTGAAAACAATCTTTCTTG TTTGGGTGTTTTTGGAGGAG 233

Ai03B1 Araip.B03 1 p2 (AG)7 14 3359 3372 TTCCGTCCTAGCCAGAGAAA CTAACGTGGGCAAAACCAAT 260

Ai03B5 Araip.B03 5 p4 (TTTA)5 20 34115 34134 TGGTTTCAAACTTTCAATGGT GAAGAAAAGGGAGGGACAAAA 162

Ai03B7 Araip.B03 7 p2 (GT)6 12 44145 44156 CAATTCTCTTCACCCGCATT TCCATGCAAATGCTGTTTTC 266

Ai03B10 Araip.B03 10 p3 (TTA)5 15 46883 46897 AAATTTTGCATGGAAGAAGCA CCAACAGGAATAATAATACTAACAACA 266

Ai03B12 Araip.B03 12 p3 (TAA)5 15 48065 48079 GGCCATCAACATTGATTTTCT AATTCTGTTGGCTACCACGG 252

Ai03B15 Araip.B03 15 p2 (AT)7 14 62592 62605 CTTATGATGTTTTTGGATTATTTGAA AACGAAGCGTGCTCCAAGT 276

Ai03B17 Araip.B03 17 p2 (TA)6 12 65911 65922 CTGGGGAAGAAGAAAAAGGG TCTACGTTGGATTGCACAGC 169

Ai03B18 Araip.B03 18 p2 (AT)14 28 66275 66302 GACCACTTCGTTAGCGCTTC TCATCATTTGGCTCTCCACA 246

Ai03B22 Araip.B03 22 p3 (AGA)5 15 75307 75321 TGCACCCGATAATCATCAAA CCTCTCTCCTTCCCCTCAAC 276

Ai03B24 Araip.B03 24 p3 (TCT)5 15 77585 77599 TGCGCACATATCATTCTTCC ATTTGGACTCGTTGTCCTGC 229

Ai03B26 Araip.B03 26 p2 (AG)21 42 78872 78913 ACTGTCCCGTCTTCAACCAC TCCCTTGCTCGTCACTCTCT 220

Ai03B27 Araip.B03 27 c (T)10gtcttatta(T)1130 84164 84193 GTTTTTCCTTTTTAGGCCGC ACCGACTCCAGAGGGAGAAT 252

Ai03B28 Araip.B03 28 p2 (AT)11 22 84521 84542 GTTGGGAACAAACAAGTGCC GGTGAAGAACTGCTGCTGAA 250

Ai03B30 Araip.B03 30 p2 (TA)9 18 87788 87805 CAATTCAAATGATTCCGGCT ATCACGGGGTATGCAACAAT 105

Ai03B31 Araip.B03 31 p3 (AGA)8 24 96903 96926 ATGAAAACGACGAGGACGAC ATCATTGTCGTTGCTACCGC 114

Ai03B32 Araip.B03 32 p3 (GCA)7 21 97682 97702 CACCTCAAGGTGGGTCTCAT GGCACTCCTTATTCTGCTGC 171

Ai03B33 Araip.B03 33 p3 (AAT)6 18 98572 98589 TTTTAACGCATATCATGCTGC GATTTTTGCTTTTCACCGGA 181

Ai03B34 Araip.B03 34 p3 (TTC)5 15 101776 101790 AGCAATCCAGAATCAAACCAA ACCTGTTCCACGCTTTTGAT 269

Ai03B38 Araip.B03 38 p2 (AT)6 12 104593 104604 TCATTGTGGTGCCTTTCATC TGCTTTTTCCCATCATCCAC 238

Ai03B44 Araip.B03 44 c (AT)10(GT)7 34 118706 118739 AGCTTCCCGCCTTTCTTTT CCTCTTCCCATGACAGTTGG 278

Ai03B45 Araip.B03 45 p2 (AT)6 12 119838 119849 TTGTTTGATTCAAGTGTGGGA GACAGTTTTAAGGCCTCATGAAA 170

Ai03B47 Araip.B03 47 p2 (TA)6 12 125128 125139 GGAGCATCATAGAACTCGCC CGACACATGAAACTTAAGGCTG 175

Ai03B50 Araip.B03 50 p3 (AAC)5 15 130523 130537 CATGCTCAATCAAAGCCTCA AAGGCAAAGCTCAAGAGTGG 247

Ai03B56 Araip.B03 56 p2 (AT)6 12 136588 136599 GGCATAGTTTGTTCTTCGAATTTT GGGGAGATTATGCCATTTGA 145

Ai03B64 Araip.B03 64 p3 (TTA)5 15 167214 167228 TCCTCTTCACCGCCATCTAC AGACGCCGTGACCAATAAAC 263

Ai03B66 Araip.B03 66 p2 (CT)9 18 171413 171430 TTCTGGGAACTTCCATGGTC CTTACGGCAGAAAGGACTGC 145
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Ai03B67 Araip.B03 67 c (T)11gcatgtagtc(T)1031 171586 171616 CTGCCGTAAGTGGGATCAGT AGCGATTCCCACAGTAGCAT 172

Ai03B71 Araip.B03 71 p2 (GA)6 12 177912 177923 AGTAGGTGGTGTTTGCGGAG CGTAGTGGTGCTTTCGTCAA 245

Ai03B75 Araip.B03 75 p2 (AT)6 12 184107 184118 TTGTTGGTTGACATTGGTTGA CGTACGCACGTTGCTTCTAA 272

Ai03B77 Araip.B03 77 c (GA)9aaagagagaggtgatgagaatgtggttggtgagagtgagagtgagacattgagaagagagatataaaggatttgggaggaagagaaaagaaaaagagac(A)10gggaaaaggtttcacaggaaagaagagtaatagagaagaggaggaggatcactgcatcccaggctga(GGC)5209 191657 191865 GGATAGTGGAAGGTTGTGGC GGATTGAAGCTAAGCCTTCTGA 262

Ai03B81 Araip.B03 81 p2 (TC)7 14 194975 194988 AATTTTCCTTCCAACCAGCA TGGCCTTCAAGGTTTATTGG 192

Ai03B82 Araip.B03 82 p2 (TA)13 26 195613 195638 CGTATGCATGATATGGTGGTG TTGTAATGAAAAAGTGTCATGTGG 255

Ai03B84 Araip.B03 84 p2 (AT)6 12 197827 197838 AGGTCTGAGCCTTGGGATTT TCTTTTTCACCCATTTTCGC 127

Ai03B85 Araip.B03 85 p3 (CAA)7 21 198617 198637 CCCTTTTGGTGCTGATTCAT GGGGCAACAACAGAAGTGAT 237

Ai03B90 Araip.B03 90 c* (TGTT)5(TTA)9* 45 217136 217180 CGCTGTGCTCAATTTTCAGA AACGGAAAAGGCACAATCAC 174

Ai03B101 Araip.B03 101 c (A)10cacacaaatcaaaaacaag(A)1039 231877 231915 TGGAGATGAGATCCAGAGAACA TCGGTTTCCTGTTCTGGTTT 275

Ai03B106 Araip.B03 106 p3 (CTT)5 15 240954 240968 CAATGCGGTGTTGAAATCTG AGGCAAAAGTGCTCTAAGCG 257

Ai03B108 Araip.B03 108 p3 (AAC)5 15 246946 246960 TCCCCAAAATCAACCAAAAA GAATTGGTTTGGGCTGAAAG 190

Ai03B111 Araip.B03 111 p3 (CTT)5 15 253492 253506 CAATGCGGTGTTGAAATCTG AGGCAAAAGTGCTCTAAGCG 257

Ai03B112 Araip.B03 112 p2 (TA)8 16 259516 259531 CTCATATATAACGCTATGACGACAG TCGAATCCTTTACTTCTCTGCC 217

Ai03B115 Araip.B03 115 c (A)10taaccaaaaactgaagtgggctatagtttttataagagtcgtaaatttataagaaatagaaaaagagaagggcctcgcccccaatgtatacc(A)12114 269311 269424 GAAAAGCATGGATTAGGGCA TGAGGAACACCCTGATACTTGA 253

Ai03B120 Araip.B03 120 p2 (TA)8 16 276230 276245 GAATTCGAATATCCAACCCTT TTCAAATTTGGCTGCTTCTACA 280

Ai03B124 Araip.B03 124 c (T)10cttcaattattattattagta(T)1041 283971 284011 AAGAAATCAACGGACCCTCTC GGGCTACCTTACCCCGATTA 152

Ai03B132 Araip.B03 132 p2 (TA)7 14 305662 305675 TAAGCGGACGAGTGAGCTG GCACTGAACGGTGGAACAAT 278

Ai03B133 Araip.B03 133 p2 (TA)7 14 308166 308179 GGATCTCATGCAAAGAAAACAA TTCATGAAGGTCGGTTACCA 229

Ai03B134 Araip.B03 134 p3 (TCA)6 18 309188 309205 GGCAACCATGGCTACCTTTA GGGTCAATGGCAATTTCAAG 236

Ai03B138 Araip.B03 138 p3 (TTA)8 24 317598 317621 AACACTGCTGATTGCATTGG TGCAGCTTTTGAACTGTTGTG 260

Ai03B139 Araip.B03 139 c (A)13cccaactcggtccctaacaattacttcgaaaggacaatgaggcttctgtgtcaaaaaaagtcaatgtta(T)10gcacaagggctaatcagtcctaaaaaaaatattaggggccggatttggtg(T)11153 318601 318753 GCCCCTAACAATGACCTCAA AGTGAATACCCCACACGACC 251

Ai03B140 Araip.B03 140 p4 (TTAT)5 20 320157 320176 CAATTCTTGCCGGACTTGAT TGTGCCGTTTGATGTCTTTC 153

Ai03B150 Araip.B03 150 p3 (AAT)6 18 334658 334675 TGGCACAATTATTTGAAGGAAA TGGTCAGCAGTGTTGTAGCC 274

Ai03B155 Araip.B03 155 c (GAA)7gggaattc(T)1039 339256 339294 TTTGTGATATTTTGTGGTGTTGG CAAGCATTTTCCGTTCATCA 223

Ai03B156 Araip.B03 156 p2 (TA)6 12 339747 339758 TGCCGAGAGTTCACTTTTGTT TTTTAATCGGTTAGATGTGTTGAAA 279

Ai03B158 Araip.B03 158 p3 (CTT)5 15 340514 340528 ACATGGCATCTTCAGCATCA TGCTTTTTGGTTTGGTTCCT 204

Ai03B159 Araip.B03 159 p2 (TA)9 18 342329 342346 ATGGAAGCCACTTTTGCTTG TTCAAGTACACAACCGAATCTCA 214

Ai03B161 Araip.B03 161 p3 (AAC)6 18 344351 344368 CCTTCAATTTTGGTGTGGCT CCATGAAGTTGACTCCGGTT 175

Ai03B163 Araip.B03 163 p4 (ATGT)8 32 346742 346773 ATAGGTAACAACCGCCATCG GTTCTGTTGGGTTCTGGTGC 219

Ai03B165 Araip.B03 165 p2 (TA)6 12 348461 348472 CTGCCTGTAGTTGCCACAAA TGCTTTTTCTCATCAAAATCG 272

Ai03B170 Araip.B03 170 c (T)10caaatattaaaatattgttttttgtccaccacacaaaattgtttttcta(T)1069 359196 359264 TCTGAGAGATTTAGAGATTTGAAGGA TTTGTGTTTTCAAAGAGAGATGTG 138

Ai03B173 Araip.B03 173 p2 (AC)6 12 366060 366071 CTTTACGCCACCACTTCGAT AACCATTTGTGTGACGATGC 159

Ai03B176 Araip.B03 176 c (AC)13(AT)6 38 372211 372248 CTTTGCATCTGGCAATCAGA TGGTGGGAATAAAGGGTTTG 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B177 Araip.B03 177 p2 (TC)7 14 374355 374368 ACCCAAGGATGAAAGCACAC GTGAGGATCATGGAGGAGGA 273

Ai03B178 Araip.B03 178 c (A)10cgattttcatatatgattaggatcaaattaaaaaataattaggatttttcaaaatgctagttttgaga(T)1290 375274 375363 ATGGATTGGGGACTGAGTTG AATCCACACTGATTTTTCCGA 264

Ai03B179 Araip.B03 179 c (A)11gaataaccttaacacaagttaatatcaatgacaaaaaactcacacacaaaaataccttttacccc(A)1288 378572 378659 GGGTTAGGGGATACCGTGG AAAAATTGCACCGTGAAAAA 263

Ai03B182 Araip.B03 182 p3 (CCT)5 15 380502 380516 TGTGGTGATTTGGTTTCGAG TGGTGAGTGGTAACGATGATG 255

Ai03B183 Araip.B03 183 p2 (AG)8 16 384868 384883 TTTATGTGCAGAGGTGTGGG CCGCTTATCATAGAACCGGA 188

Ai03B185 Araip.B03 185 p3 (CCT)5 15 388020 388034 TGTGGTGATTTGGTTTCGAG TGGTGAGTGGTAACGATGATG 255

Ai03B186 Araip.B03 186 p2 (AG)8 16 392386 392401 TTTATGTGCAGAGGTGTGGG AAAATTATGCGAGAAAGACAAAAA 241

Ai03B187 Araip.B03 187 p4 (ATTA)5 20 403029 403048 GGGAGTGAATATGCAAGCGT TGGGGTTGCAATTTGAGTAA 270

Ai03B189 Araip.B03 189 c (A)14gaaaaaacataaaacaaatt(A)1044 432963 433006 GGTAGGCACATCGAGTCACA ACACCAACCAAGAGAAGGGA 186

Ai03B194 Araip.B03 194 p2 (AT)7 14 451420 451433 AAGACATAAACCAATCAAACTTACG AACATAATAACCAATTAAAAGGTGACA 195

Ai03B196 Araip.B03 196 p3 (ACT)5 15 453056 453070 ACCAACAACCCCACCACTTA AAGGCAGTGAAAAGCTTGGA 138

Ai03B203 Araip.B03 203 c (CTC)7atttgaatttcttcgat(CTC)553 476068 476120 GTTGTTGTCACCACCACCTC GTTCGGTGCATTCTGGATTT 244

Ai03B204 Araip.B03 204 p3 (AGG)5 15 476563 476577 GCAGCAACAACAACAGCAAT TGGCAATCAAGTTCAACCAA 199

Ai03B209 Araip.B03 209 p2 (CT)10 20 495620 495639 TCATAGGGAGATGGTGGAGC TCGGGAGGAAAGATGATGTC 270

Ai03B210 Araip.B03 210 p2 (AG)8 16 510680 510695 CGATAGCGGCAATTTTTCAT AGAATCGTGTCTGGTTTGGG 239

Ai03B212 Araip.B03 212 p4 (ATTT)5 20 518241 518260 TGATGAGTTGAAAAGATTTGAGAA TAACGCCAGGAATATGGAGG 259

Ai03B213 Araip.B03 213 p2 (TA)7 14 519710 519723 TCTAGGGACACCAAACCTGC TCAGCAAAACACAAACGCAT 257

Ai03B214 Araip.B03 214 p6 (TTTTTC)5 30 524009 524038 TTTATAGAGAGCGTCGCCGT TCGATCACGCCTTTAGGTTT 242

Ai03B217 Araip.B03 217 p2 (TC)7 14 526938 526951 TTCTGATGACTGGAGGGGTC GGGAACAGGCTTGAAAATGA 206

Ai03B222 Araip.B03 222 p4 (ATTT)5 20 536205 536224 CGACAAATTTGGGACAAACC GTTCATAAAAACTCACCTAAACAAAA 168

Ai03B223 Araip.B03 223 c (A)12tcttttttcattactttga(T)1041 536447 536487 TGTTTAGGTGAGTTTTTATGAACTTTT TGCTTCTTTTTGGATGTCATTT 276

Ai03B232 Araip.B03 232 p2 (AC)9 18 547397 547414 GCCCAGCCAACTCTCATTTA TAAGGGCTGGAATTCGAAGA 273

Ai03B233 Araip.B03 233 p3 (AAC)6 18 552230 552247 GATGACGAGAACGATAATGATGA TCTCTTCCCCCTCCTCTTTC 202

Ai03B235 Araip.B03 235 p2 (TA)9 18 555480 555497 TGCTTGGAAGGCAATTATCC GACTCGACCTGCCAACCTAA 168

Ai03B238 Araip.B03 238 p2 (TC)8 16 565458 565473 ACATTCATTCCCAGTGAGCC GGCTTGTCACTTTCAGAGGC 250

Ai03B239 Araip.B03 239 p2 (GA)15 30 566183 566212 TCCTCCACCACTTTGGAATC TAGAACAAAACGAGCCCAGC 273

Ai03B240 Araip.B03 240 p3 (ATT)5 15 566335 566349 TGCCTCCGAGAGAGAGAGAG GGCAAGTTATGACTGATTTTCTTT 239

Ai03B241 Araip.B03 241 c (A)11gggaaagtctagggactagcagatttattaaaatctaaccagtacttagccaat(A)1075 567608 567682 AACATATTACGTGGATTTGGCA TTGGAGTGCTAGGAACAGCA 258

Ai03B242 Araip.B03 242 c (T)14atgaaggagggatcattcca(T)11ctgtttgcaggaagaaacagcaacatgaaag(A)1086 568823 568908 GTTGCAAATTTTGGGAACCT GATGGGCTGCACAACTTTTT 145

Ai03B247 Araip.B03 247 p3 (GAT)5 15 577710 577724 TAGGGAGGAGATCGTGGATG GAGGTTGCCAGGTCACGTAT 218

Ai03B252 Araip.B03 252 c (A)11tttttttgagacgctgtaatttacatctttttttaaaaga(T)1061 595772 595832 AACATAAGTGCGGCTGCTTT CAAAATGGTTGGGCTGATTT 217

Ai03B255 Araip.B03 255 p4 (GTTA)6 24 602683 602706 GTTTCCTTGGCTGCACTACC TCTCCAGAAGCCAAGGTGTT 278

Ai03B266 Araip.B03 266 p2 (TC)7 14 625608 625621 CATCCCTCTTTTCCCCTCTC TGGCCACTCACATTGTTGTT 206

Ai03B267 Araip.B03 267 p2 (GA)10 20 627374 627393 TGGCTTGCCGAATACACATA TTCCACCATTCATGCAAAGA 173
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Ai03B269 Araip.B03 269 p3 (AAT)5 15 629427 629441 TGGTGATTCAATCCACTCGT GCAAAATATCTCCAAGGGTCA 177

Ai03B271 Araip.B03 271 p3 (TAT)7 21 635213 635233 TCACAAAAGTTGCTGGTCTCC CCAACTTTAGACGTTGGACG 222

Ai03B273 Araip.B03 273 p2 (AT)6 12 638030 638041 GCCTTCTGGAGTGAGTGAGG GCCAAAATTCTCCCAAAACA 244

Ai03B274 Araip.B03 274 c (A)10gtttggtgaagagtgtgataatcgtggtgattgtgtgataattgttataagagaagaagaagaaagttccattgtgtggggagaaaaagtgtaag(A)11116 638878 638993 CCACGATATATTAATGCATGGTAAA TCGGTCGCTAGTCGGTAACT 264

Ai03B275 Araip.B03 275 c (A)11gaatgtgaaaaagaggggtgtgttaccttgaaagaagaagaagagaatattgttaatagtgtgttagtggtgctaatagtgtgagaagtggtttg(A)10116 642537 642652 TGGATGACCACGTTGGTTTA TTGGCTCAAACAGTGCAAAA 252

Ai03B280 Araip.B03 280 p2 (GA)8 16 650378 650393 GTGCATGCAAACTTCACACC CGAACAAGCCTCTCGAAATC 238

Ai03B283 Araip.B03 283 p2 (GA)8 16 652048 652063 GTGCATGCAAACTTCACACC CGAACAAGCCTCTCGAAATC 238

Ai03B286 Araip.B03 286 p2 (GA)6 12 656651 656662 TTTGTGCTTACCTTTTGGGG AATTTGCACTTTGGCAAACC 252

Ai03B287 Araip.B03 287 p2 (CT)9 18 657288 657305 TTGACATTTGCAGCTTTTGC CAGCTTTTGCCTGACAACTG 279

Ai03B291 Araip.B03 291 p3 (ACC)6 18 662640 662657 GACTGAGGTGAGGTGGTGGT TACATGTGGGTGCGTACCAT 264

Ai03B301 Araip.B03 301 c (AAG)5atggtgatgatgatt(A)1242 718471 718512 AAAACAAGGAGAAACTTGAGAAGG TGCAACAAATTTGGGTGTAAC 228

Ai03B304 Araip.B03 304 c (AAG)5aaacacgacaaagctaattacgtcgaactcaatccagatccataatgcagagaataaggaattttattaggtt(GAA)6106 725131 725236 AAATTGATGCGTTTCGGAAG AAACCTTGTTCTCTTTTCGCA 247

Ai03B308 Araip.B03 308 c (AT)6taataagctggggagaatgaagatctgatttggtcaaaagacacgggagcgtttaatggga(T)1083 736381 736463 TGGCTTATCTATTATTCAATTATTGTG TGCACCACTTGAATTTCCAC 274

Ai03B309 Araip.B03 309 c (AT)9(AG)7 32 743896 743927 ATTTGCGAAGACCACGGATA CTAGGAGGCACCGAGACAAG 265

Ai03B310 Araip.B03 310 p2 (AT)8 16 744265 744280 AACACAAAAGTTGTTGGCCC TCGAACCCCCAACATTTAGA 247

Ai03B313 Araip.B03 313 p3 (GAA)5 15 747874 747888 GATGTTCAAGACCTGTCCCG GCCGGGTCATTTGAAGTAAA 271

Ai03B316 Araip.B03 316 p2 (TA)11 22 758252 758273 GCAATGCATCCTTTGCTTTT TCCACAACCATTCAGCCATA 252

Ai03B318 Araip.B03 318 p2 (TA)11 22 761940 761961 GCAATGCATCCTTTGCTTTT TCCACAACCATTCAGCCATA 252

Ai03B320 Araip.B03 320 c (T)11cccttccattttttctctttctttttttc(T)11cccttccattttttctctttctttttttc(T)1393 765105 765197 TGTTCTCAGTACCATTTGCCA ACTCATTGCAGCAACATCCA 254

Ai03B325 Araip.B03 325 c (T)11ccttccaattcattaattaacattagcagttcctagctacttcctaaaggaaccag(A)1683 777621 777703 TTTTAAAATTCGCGTGTCGG CGTATTTGCGTCTCTCACCTC 277

Ai03B326 Araip.B03 326 p2 (TA)8 16 777906 777921 AGGTGAGAGACGCAAATACGA TCAAATTGACTGCACCTGAG 259

Ai03B342 Araip.B03 342 c (CT)7cc(CT)6 28 801512 801539 GCTGTTTCTTGCTCCCTTTC CTCAAAGCACACAAACGCAT 141

Ai03B347 Araip.B03 347 c (TC)7ctctccctctt(TA)739 832775 832813 GACAATGCGATGAGACGAGA AGAATTTTTCGGGAACCGAT 199

Ai03B348 Araip.B03 348 p2 (TA)6 12 833991 834002 TCACCAAAATACGGTGACCA CCGCCAATCCTAAAAATTCA 272

Ai03B352 Araip.B03 352 c (T)10c(T)15 26 844339 844364 GGCCAGAAGCAGATCCTGTA GAAAGCAAACGCAAGAAAGG 245

Ai03B353 Araip.B03 353 p2 (AT)6 12 846144 846155 TGTATCTGGTGGAGATGCCA CCAATAATACCAACCCACCG 176

Ai03B354 Araip.B03 354 p2 (CA)7 14 849119 849132 TTGCAAGTGGATTGGACAGT TCCCAGCTGAGGCTAGTTGT 127

Ai03B358 Araip.B03 358 p2 (AT)7 14 863522 863535 ACGGTTGGAACTTGGAAGAA TGTATTCGAGATGTGACTAGAAACG 279

Ai03B361 Araip.B03 361 c (A)11gataatgat(GAA)638 870898 870935 CATTTTCCAAGTAATTTTGCAGC TCCCTCCTCCTCATCTTCTG 190

Ai03B362 Araip.B03 362 p3 (GAA)7 21 871411 871431 TGATGATGGAAGGGAAGGAG TGCACGTTCTTTTTCGTGTC 172

Ai03B375 Araip.B03 375 p3 (TGC)8 24 887510 887533 CATGGAACCATGTCCCTCTT GGGTATGCACCAAGAGCATT 145

Ai03B376 Araip.B03 376 p2 (AG)8 16 893019 893034 CTCCTCCCTCCATTCCAGAT GTTGGTGTGTGTTTTGGCAG 224

Ai03B384 Araip.B03 384 p3 (GAG)5 15 919188 919202 GGAGAGGATGCTTCAGTTGC ACTTGGGAACAAACACAGGC 167

Ai03B385 Araip.B03 385 p2 (AT)6 12 920936 920947 ATGAACAGGGAAGGTGTTCG CGATTTGTGTTTCGCGCTAT 228
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Ai03B386 Araip.B03 386 p3 (AAT)7 21 921758 921778 CACAGCATAAGGCAGCAGAA CAGTCCCCACTTGCATCTTT 167

Ai03B387 Araip.B03 387 p2 (TC)10 20 921894 921913 AAAGATGCAAGTGGGGACTG TGTCATGATAATCCCCTTCCA 250

Ai03B389 Araip.B03 389 c (A)11gaagt(TA)6 28 934888 934915 TGTGCAACCCAAAGTCAAAG CCAGTGTTTGATGGAGGCTT 197

Ai03B390 Araip.B03 390 p2 (TC)9 18 948667 948684 GGGGGCGTCGTTATTAATTT TAAAAGCTGCAAGCACAAGC 209

Ai03B391 Araip.B03 391 p4 (AATA)5 20 950195 950214 CGATGCAGAATTTGAAACGA GTTGTTTCTGTGGAAGGGGA 277

Ai03B396 Araip.B03 396 p2 (TG)6 12 968003 968014 AGCTCGTGCATGATGAAGTG GTACGAGAGGACCTACGCCA 194

Ai03B397 Araip.B03 397 p2 (AT)10 20 969203 969222 TCTTTTTAATCGACTGTATTTACACAA AATTATGTTTTGACGGTTCCAA 259

Ai03B400 Araip.B03 400 c (T)10cttggcaaactttaagttgttttctcaataaaattctaacaagatggattggaaccaaaatcactactaatagcttattc(T)10100 975766 975865 TTCTTTTCGTCGGGACAAGT CAGATCGAGTAAACAGAAAATCAAAA 218

Ai03B403 Araip.B03 403 p2 (CT)10 20 981859 981878 GGCGGTAGATACGACGGTAA CTCGTCCACATCCAATACCC 208

Ai03B405 Araip.B03 405 c (A)11tatgagacttgttgctggca(T)1041 990511 990551 TCAACGGTAAATCCGACGTT AATTTCTCCCAAACACGAAAA 210

Ai03B408 Araip.B03 408 p2 (AT)11 22 1005601 1005622 TCCTCAAAAGATTTTCTTTCCAA AAAACCCTAATATGAGTCACGGA 255

Ai03B410 Araip.B03 410 c (A)10gctatggtcacggttttttgccgtgac(A)1148 1007571 1007618 TCGGGTTTAGGGTGTACTCG CCCTATGGTCACCCTTTTTG 259

Ai03B416 Araip.B03 416 c (TTC)6atc(T)10 31 1015053 1015083 AAAACTTTTTCTCTTCCTTCTCCA TGTTTGTTTTATTCCTTTTAAGAAACG 146

Ai03B423 Araip.B03 423 c (T)10cgcgttcgatttaataagcagaaacatttatagataccatcacaggtaataatagataaagcagttcaaaactattccac(AT)9108 1033229 1033336 TTAAAACGTAGTCGTTTCCGC TGGTATTAACCGACGTGCAA 164

Ai03B424 Araip.B03 424 p2 (TA)7 14 1035204 1035217 TATAATAAACGGGGTGGGGG AAGTGGGTGAGAGAGAGGCA 164

Ai03B425 Araip.B03 425 c (ATT)5aataagttgattaaaccccaattt(TA)753 1040777 1040829 TCTGCGTTCTTGAAAACCCT TTTCAAATGTACCAGTAACACCG 253

Ai03B427 Araip.B03 427 c (T)10accaaaatagcaatgtatt(A)1039 1048498 1048536 GCATGATTTGCTTTCGAACTT GCATGCATGGTCTTTTTAATTG 250

Ai03B428 Araip.B03 428 p3 (TTC)5 15 1050352 1050366 CCTCTGCTTTCTGGGATCAG TGTTCCAGGTTGCCACTCTA 241

Ai03B431 Araip.B03 431 p2 (CT)11 22 1063767 1063788 GGGCCCTTCAAAACCAGTAT ATCCATCATTGCCAACACAA 265

Ai03B432 Araip.B03 432 p2 (AT)6 12 1064020 1064031 ACACTCCAGGTGCTTGCTTT CTGGCACTTTTCATAAGGGG 162

Ai03B433 Araip.B03 433 c (A)11ggaaaggaaattgaagttccagcaatcaacgatgaagaaaatataaggaccagtaaaagaattgtatgg(A)1090 1074066 1074155 CACGTGAATCAGCACAAGAAA TCTTTTTGCATCAGCACTTGA 273

Ai03B434 Araip.B03 434 p2 (AG)6 12 1075946 1075957 GATCTGTGTTCGCCATCTCC ACGGTGACCCCTTTCTCTCT 103

Ai03B437 Araip.B03 437 p2 (AT)10 20 1084681 1084700 TCCAAAAGCAACCCAATTTC CCAAAATTTCAATTGCACCA 246

Ai03B439 Araip.B03 439 p2 (TC)7 14 1086455 1086468 CTCCCTACAACTGAAACGGC TAGGGCTTGGAGTCAGTGCT 256

Ai03B443 Araip.B03 443 p2 (AT)13 26 1108784 1108809 TCACAGGGTACGTGAAAGGA TGTCACATTTTCTTCTTCGGG 190

Ai03B447 Araip.B03 447 p2 (AT)7 14 1115198 1115211 GTTAGGGTTGGCCGAAAAAT CTGCAGCGAAGTGATTTTCA 182

Ai03B450 Araip.B03 450 c (T)10aaccgttgatcaaccaaatcggatcggagggttcgagcgaattgcctttt(A)1171 1130614 1130684 GGATGAATGAAATCGGATCG TTAAGAAATCGGTTGGTCCG 158

Ai03B451 Araip.B03 451 p3 (TTC)6 18 1139465 1139482 AGTTGGCCTCCTCCTTCTTC GCAATGGCTTCTTCTTCGAC 194

Ai03B452 Araip.B03 452 p4 (TTAT)5 20 1150652 1150671 GAATTTGTATTGCGTCCCAAG TCACCCTTGTCAAGTGAGGAT 129

Ai03B455 Araip.B03 455 p2 (CT)7 14 1163572 1163585 ATGGACAAGTATCGGGTTGG GTTGGGATTTGAATGTTGGC 155

Ai03B456 Araip.B03 456 p2 (CT)6 12 1163725 1163736 GCCAACATTCAAATCCCAAC TTTCTTGGCAGCATGAAGTG 181

Ai03B459 Araip.B03 459 p2 (TA)7 14 1169921 1169934 TATGTCCCCCTACCTTGCAC GCAGCCTTCACGAAAGAAAA 223

Ai03B463 Araip.B03 463 c (A)10ttatttttaattttataaaaaaaatttgctttaaattttcgaaag(A)1065 1203196 1203260 GCCGGGGATTGATTGTAA TTCTTTGGTTTTGGCTTTGC 257

Ai03B467 Araip.B03 467 p2 (TC)6 12 1228494 1228505 AAATTGGGGTTTGTCAACCA TATAAGCGCAGCGTCAACAC 254
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Ai03B470 Araip.B03 470 c (TTA)17aaaaagtttaaaag(A)1075 1234172 1234246 GTCGCGTTCCCTATCTGCTA TTTTCCTTTTGGTTTTTCGG 276

Ai03B471 Araip.B03 471 p2 (AT)13 26 1234875 1234900 ACGTTTTTCCTTTCAGCAGC ACCACCCTTACGAGTTCCCT 280

Ai03B473 Araip.B03 473 p3 (CTG)5 15 1242397 1242411 GGGTGCCTTTACATGCAGTT CAAATCTGCTTGGCCAGAAT 205

Ai03B474 Araip.B03 474 p3 (GAA)5 15 1243761 1243775 TTTGAATCAAGGGATGTTGATG TCAGAGCCTTGGACCTTGTT 163

Ai03B481 Araip.B03 481 p2 (AG)11 22 1262986 1263007 TCTTCAACTGGTCCTCATTGC AATCTTCCATGGTGTGTGTGG 100

Ai03B482 Araip.B03 482 p2 (CT)6 12 1264012 1264023 CCCTCTCTCCACCACTACCA TGAAACGAGAGGAATGGGAC 202

Ai03B485 Araip.B03 485 p2 (TA)6 12 1271948 1271959 GCGTGCTCAGATGCATATTT CGGTCCCGTACAATTTTGAT 235

Ai03B487 Araip.B03 487 p2 (TA)7 14 1289132 1289145 TGGATGTGACTTTCCATAACCTT TGTAGCAAATATCTCCATTGAAAA 280

Ai03B504 Araip.B03 504 c (A)11ttctcataagcacaaatcggacccagggactaatttaacc(A)2071 1340875 1340945 GATATGGAGAGGAGGGGAGC GGATCCGTTTTGCGTGTAGT 273

Ai03B505 Araip.B03 505 p3 (AAT)5 15 1341706 1341720 TGTCCGATTCTCCTCTTGTT TCCTCTACGTTAGGGACCAAAA 277

Ai03B510 Araip.B03 510 c (A)13gaaaaaatctacttacattcaaaagaaaattatttacttttaacttctgaattagtgtaacatactttttgatttgtttgattagac(T)10atgcg(T)10125 1353196 1353320 AAATGTGCTTTGGTTCCAGG GAGAGTTTTACCTTTAAGCTCACG 259

Ai03B512 Araip.B03 512 p2 (AT)6 12 1365150 1365161 ATTCCAATGCAAAAAGGCAG GGAGGCCCAGCTCTCTATCT 259

Ai03B513 Araip.B03 513 p3 (TTC)5 15 1365277 1365291 AGATAGAGAGCTGGGCCTCC AAACAACAAGAATGCCGACC 121

Ai03B514 Araip.B03 514 c (A)11taattatatatgaaatttgaagtttaatttgaattatta(TG)764 1365697 1365760 GACTCGAACCTGCAACCTCT CATGCCTCTCTTCAAATCAGG 234

Ai03B515 Araip.B03 515 c (TAA)7tacaacacaagcagcatg(TTC)554 1366471 1366524 AAGCAAGGGATTGATCCAACT AGGCTTGGCATTGAAGAGAA 266

Ai03B516 Araip.B03 516 p3 (AAT)7 21 1366673 1366693 TTCTCTTCAATGCCAAGCCT TGCTGCTGCTGCTGATAGAT 267

Ai03B517 Araip.B03 517 c (CAG)6tagcaggaccaaattttgatgtattccaccagatatgattattcatcaactgtaac(T)1387 1366899 1366985 TGCAAGAAGATTTCATGAGCA TGAAAATAACTTGCATTTGGGA 181

Ai03B519 Araip.B03 519 p4 (ATTT)6 24 1371709 1371732 CCTGCTTCCAGAATCCACAT ATTCTGTTTTGGGGTAGCCA 265

Ai03B520 Araip.B03 520 p4 (AATA)5 20 1372862 1372881 TCAATTTTCTGGCACCACAG ACTGCATGGCATTGCTTTTT 217

Ai03B521 Araip.B03 521 p2 (TA)7 14 1376223 1376236 ACCACTGAGTGAATTTATTCCTTT CCGTATTGATTCGTAGGCCA 134

Ai03B525 Araip.B03 525 c (A)11ggcctatccaaaattaaacaaatccaaaaagtttaagattttggaatgagtgatttataac(TA)684 1379122 1379205 TCCTTGGTAAACCCCAAAAA TTCCAACTAAAGAAGCCTTGC 277

Ai03B529 Araip.B03 529 p3 (TTA)5 15 1381736 1381750 TGTTTTTCATTGATTGCGCT TGGTGTTCTAGTTGTTTTAACCG 228

Ai03B533 Araip.B03 533 p2 (GA)7 14 1384176 1384189 GGCATAACAGGCCAATCTTC AATTTCCGAACCAAAATCCG 280

Ai03B534 Araip.B03 534 p3 (TCT)5 15 1388913 1388927 TGAGAGTGATAGTGGCGTCG GGTTGTGGTTCCATTTCCAC 257

Ai03B542 Araip.B03 542 p2 (AT)6 12 1400604 1400615 TTCAACCTAACGTGCCAATAGA GGAGCCATTTAATAGTGTGCAA 280

Ai03B546 Araip.B03 546 p3 (TTA)13 39 1404237 1404275 CACGTCAATAGAGGTGACCAAA CATTTGACTCCACAAGCCAA 129

Ai03B548 Araip.B03 548 p2 (CT)9 18 1407038 1407055 GCCCGATAACGGATACTGAG GGCCAATGTCCAAAAAGAAA 153

Ai03B551 Araip.B03 551 p3 (AAT)6 18 1415685 1415702 TGGAATTGTGTGGCTCAAGA TTTTACAATCTCAGTGCATCAAAA 263

Ai03B552 Araip.B03 552 p4 (ATTT)5 20 1418093 1418112 CTGGTGATGAGCTGAACGAA TTGCACTGGCCTTCATCTAA 266

Ai03B557 Araip.B03 557 p2 (TC)11 22 1427057 1427078 TTCCGGGGATTCTTCTCTTT GAACCCACATGGCTTGAGAT 128

Ai03B562 Araip.B03 562 c (TTC)6ctcctcctc(CTT)542 1437615 1437656 AAATCCAGAATGCACCAAAA TTGTCAAGAGAGTGAACGAGAAA 159

Ai03B563 Araip.B03 563 p3 (GAA)5 15 1437948 1437962 TGAAGAAGAAGAAGGAACGCA AACGGTTCCCACCTTTCTCT 182

Ai03B569 Araip.B03 569 p3 (TAA)6 18 1444020 1444037 TCCCATCAGAAGTACTCGGG GGCGTTCATTGATTTTGGTT 224

Ai03B577 Araip.B03 577 p2 (AG)6 12 1459357 1459368 GTCGGGGAGACAAAGAACAA TTTACCGATGGACTTTTCCG 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B579 Araip.B03 579 p4 (CTTT)5 20 1463025 1463044 TGTGTGGTCATGCAGATGAA CGCAAATACCCAAGAAAATCC 245

Ai03B582 Araip.B03 582 p2 (CT)9 18 1471936 1471953 TAGCTTGTGGAAACGTGCAG TATTGTGTTGCAAGCATTGG 120

Ai03B584 Araip.B03 584 p2 (TC)9 18 1472698 1472715 AAAATTGATGACTTGACTAACAAGAAA ACACAGGGGAGGTAATTTCG 280

Ai03B585 Araip.B03 585 p3 (GAA)6 18 1472833 1472850 TTGAACATGCCCTTTCAACA AGTGATTCGGACCAGGAGTG 280

Ai03B587 Araip.B03 587 c (AT)8aggtttatacagttattataatatttggtttatagattatggttttgttcactaggagagtta(T)1089 1473358 1473446 TTGCATTATTGTAGTGTTTATTTCTTC CCCTCAAACCATGGTCACAT 227

Ai03B590 Araip.B03 590 c (C)10accccaaaacaaaaactgaaaataataataataactttcaaagttt(GAA)777 1479174 1479250 CGCCAAATTCATTCCATCTT GGTTGGAAATGGTGAGAGGA 227

Ai03B592 Araip.B03 592 c (GAA)7acggttgacgcatgtgaaggtatgatgagttttgaagaaactgtggctgctgctgctgttgaaattgccatggttttttta(T)11113 1486904 1487016 ATGAAGAGCGGAAGATGGTG CCCTTCATTCAAAACCCTCA 195

Ai03B594 Araip.B03 594 p2 (AG)8 16 1503198 1503213 CTTGATCGGAGGAATCTTGC TGTTCTCCCGAAAATTCCAG 268

Ai03B596 Araip.B03 596 c (T)11gtctttacatactcatctatcacatcattg(A)1051 1508253 1508303 TTTTTCATGATTAGTTTTGCTACTTT TTTAAATTTTCCAACACTTGTTTAAG 225

Ai03B601 Araip.B03 601 p2 (AT)10 20 1518651 1518670 CATTGACTCCTCGTAGTTTCCC TGTACGAAAGCTATGTGCCG 229

Ai03B602 Araip.B03 602 p3 (ATC)5 15 1520263 1520277 CATCAAAGGAAGCAGCAACA TCCCTCTGAATTTCCATTGC 155

Ai03B604 Araip.B03 604 p2 (AT)6 12 1523751 1523762 TCAAGCCCGACAGAATTTTT AGCGTCATATGTTGGGGATT 166

Ai03B605 Araip.B03 605 p2 (AT)9 18 1524033 1524050 AGGCGTCGTTGTCTCTCAAT TTTTTGTCAAATTTTGGGGA 200

Ai03B607 Araip.B03 607 p2 (GA)10 20 1526740 1526759 TGTGCCTTCTTCCCTATGCT CTCCCAAGGTATGCAAGTCA 186

Ai03B609 Araip.B03 609 p3 (CCA)5 15 1527901 1527915 ATGCAATGCCAATTATGCAA GCGTTGCAAGGTATGATTGA 169

Ai03B613 Araip.B03 613 p3 (GAC)5 15 1540603 1540617 CTCTCCTTCGATGTTCTCCG TCTGGAATCCTCAACGAAGG 204

Ai03B615 Araip.B03 615 c* (ACC)8(C)14*aaaac(A)2667 1544662 1544728 CCTATCCCTTCTTCCCCAAA TACCAGCAAAGCGAACAATG 274

Ai03B637 Araip.B03 637 p3 (ATA)5 15 1592986 1593000 TGCTTATGAAGCCAAAAATGG AAGAATGTGCATGATGGTGTCT 217

Ai03B639 Araip.B03 639 p4 (TCAT)5 20 1597639 1597658 TCATGAAAAATTGATCTGTGGA TGCGATGAATCACTTCACAA 113

Ai03B644 Araip.B03 644 p4 (AAAT)5 20 1604125 1604144 GGCGGGTTTAGATCAATTTT GAAGTCCATTTTCTGCCATGA 280

Ai03B652 Araip.B03 652 p2 (TA)7 14 1611246 1611259 AAATTGGCATTCCTTATTCAAGA TGGCAATTGTTAATACACAGCA 161

Ai03B655 Araip.B03 655 p2 (TA)6 12 1617725 1617736 TCCAACTCGGTAAAATGTGTCTT TGGTGTATGAAATGTGGGCA 235

Ai03B657 Araip.B03 657 c (A)10taaaaataaagacaaaataacatagtaaagtagg(TA)860 1623285 1623344 ACAGCGAACTTCAATGCTCC TTTTGTTCTCACTATGCTCCTTTC 279

Ai03B663 Araip.B03 663 p2 (AT)6 12 1641642 1641653 AAAACCGATGATCCACTTCG CAATGTTATCCTGCCGTCAA 237

Ai03B666 Araip.B03 666 c (T)11gtcaga(T)10 27 1652408 1652434 ATGTCGACAAGAATGGGAGG TTGAGCCGCCAATAGAAAGT 266

Ai03B668 Araip.B03 668 p2 (TA)6 12 1653626 1653637 TGTTAGGTGTAATTAATCTTGGGAA GGCATGGCTGAATTGAAACT 262

Ai03B669 Araip.B03 669 p2 (AT)6 12 1655652 1655663 GCTGCAAAAATCACTTTTAATGG TCCTGCGCTAATCACAGATG 231

Ai03B671 Araip.B03 671 c (A)11ttagcataagaccaat(A)1037 1657446 1657482 CTCTTGCGTGAAATGACGTG TTGCGTGAGTTTTGTTGCAT 199

Ai03B674 Araip.B03 674 p2 (AT)9 18 1659149 1659166 TCCATCATAAAACATATACATAGCTGA GGTCCGGTTTTCAGAACCTT 272

Ai03B678 Araip.B03 678 p3 (AAT)9 27 1664377 1664403 GTGGAGGGGACTCTTGATGA TCTCCCTCTCCCTCTCCTTC 278

Ai03B680 Araip.B03 680 p3 (ATA)8 24 1665155 1665178 TTATTATTGGGCCAGCCAAG TTGTACTCGACAGCTTTTACCAA 228

Ai03B681 Araip.B03 681 p2 (TA)6 12 1666333 1666344 TGTTAGGTGTAATTAATCTTGGGAA GGCATGGCTGAATTGAAACT 262

Ai03B686 Araip.B03 686 p4 (TTTA)6 24 1672572 1672595 TGATACATCATGGGCAAAAA TGGCCTTTAGTTTTTGTGGTG 188

Ai03B687 Araip.B03 687 p3 (AAT)11 33 1672804 1672836 CCACAAAAACTAAAGGCCACA TCGAGAGCTTTTAGCAACAGAA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B688 Araip.B03 688 p3 (ATT)5 15 1673788 1673802 CGTTCAACCCACTCATCTCA CATTTGGGGTTGCTTCAGTT 123

Ai03B689 Araip.B03 689 p3 (ATT)13 39 1675976 1676014 AGATCCGTCCCTGACCTTTT GAGGGGTTGTCCTGGAATTT 264

Ai03B692 Araip.B03 692 p2 (TA)11 22 1677588 1677609 TTATGTCAAAGCCGTGGAATC TGGCTGTGTTTAATAGAAGTGTCTTT 269

Ai03B693 Araip.B03 693 p2 (AT)6 12 1677857 1677868 TCGGCAGAAGTTGACAAAAA CAAGAGAGGGACATGCTTGA 155

Ai03B699 Araip.B03 699 c (TA)9tcatcattgctagctaatgtgccgccattggagatggcgtgagtatccaagaggctgggatactaatcgttagagtatattc(T)10110 1686187 1686296 TTCTTCTTCCATCCTTCTCAGT AGTTGCGAATTCGAGTCTCAT 178

Ai03B704 Araip.B03 704 c (ATA)5aaaatgatcgtcttgtttcactagatatttttcgaggtcttaccgtcacagtaagtatcattgttccttta(T)11atgcaattttg(T)10118 1690513 1690630 CTCAGAATCAAGACGTGGCA AGGTCAAAAACACACAATCCG 201

Ai03B707 Araip.B03 707 c* (ATTT)6(TTA)11*55 1696459 1696513 GGGGAGAACCTCGCAATAAC ATCCACCAACTTTGATTGCC 270

Ai03B710 Araip.B03 710 p2 (TC)6 12 1698816 1698827 AAGCCACGGCTATCTCTCAA TGGGGTTGGATCTAAAGAAAA 135

Ai03B711 Araip.B03 711 p3 (ATT)6 18 1701257 1701274 CCCCGAAAAGAATTTAGTCCA TTGCCAAACTTCATTCAACG 271

Ai03B715 Araip.B03 715 p3 (TGA)5 15 1712693 1712707 GGAGGCACCACTAATTCCAA TGCATTGGGTTTGTCAAAGA 279

Ai03B721 Araip.B03 721 p2 (CG)6 12 1730957 1730968 CACATTTGGTTTCTCAGGGG TTTCAGCTCAAGATGCTGGTT 228

Ai03B722 Araip.B03 722 c (ATT)5aacactgaaaactgcaaagttcttcagaaatgaatgaatcaat(GAA)1088 1737356 1737443 GGTGGCAGTGAGAGAAGGAG GGGGATGATAAGAACCTCAACTT 241

Ai03B728 Araip.B03 728 c (T)11cttctttgttttcctttttaatcttc(T)1653 1743151 1743203 CAAATCAAAACCTGGGTGCT GGTTGTTGCTTCCACGAAGT 230

Ai03B729 Araip.B03 729 c (T)12ctacaaaaaggg(A)10ggggtttggtatgtaagagttttggaactaatgtgaaaagggattgaaatagaaatcatgggattcttttgtgtagttttcatgatttg(A)13136 1743571 1743706 TTTGCTTGCTTTATTTGTCAGC TCAAGATACACCCCAATTTGC 243

Ai03B731 Araip.B03 731 p3 (GTG)6 18 1757629 1757646 CATGGTGTTCCTCTGGTTCA CTAGAAGCATACCGCCGTTC 184

Ai03B737 Araip.B03 737 p2 (AT)7 14 1783146 1783159 GACTAAAATCCCATGTGCCG CACCACAAGGCACCTCTCTT 258

Ai03B741 Araip.B03 741 p3 (GAA)5 15 1789852 1789866 AAATCGTAGGCGAAGCTGAA AGGCAAGTTTCCAACGAAGA 128

Ai03B752 Araip.B03 752 p2 (TA)6 12 1813254 1813265 GTCGATGTCATCAGCCACAG AACGGACCAGATTGTGGAAG 239

Ai03B758 Araip.B03 758 p4 (AAAT)5 20 1817615 1817634 GCAACGACTTTGTGCACATCT TTGAATAGCATGACAAGCATGA 278

Ai03B760 Araip.B03 760 p3 (TCT)6 18 1820641 1820658 CCACACGCTTTTAGCACCTT GGAGATCAAGCTTGGCTTTG 190

Ai03B764 Araip.B03 764 p3 (TAT)7 21 1830755 1830775 TGAATTGAACTAGCCTTCAATGG TGAGTTTCGTTGATTATGGAAAAA 271

Ai03B766 Araip.B03 766 p2 (AT)6 12 1833105 1833116 GTTCAGGTATCGGTTCTGGG GCGAGTTTGACAACCATGAA 208

Ai03B768 Araip.B03 768 p4 (TTAA)6 24 1836155 1836178 CCCCACATTTCCACACTCTT ATTCCAATGGCATGTTGCTT 227

Ai03B772 Araip.B03 772 p3 (ACA)7 21 1838251 1838271 GGAGGACATTGGTAGAGGCA GGAGGGAGGGGTTTGAGTAA 272

Ai03B774 Araip.B03 774 p2 (AT)6 12 1838701 1838712 TGTATTCTTATCCACCTCCTTTG AAAAATGGTGCAAGAACTCAA 272

Ai03B776 Araip.B03 776 p2 (AT)7 14 1840821 1840834 GCTCCCGAAAAATAAGAGGG GAGCTGATCACTCAACTAATTCAAA 200

Ai03B777 Araip.B03 777 p3 (TTC)9 27 1844825 1844851 TGCAATATGTTGCTCTTGCAG ATAGGAGTGCCCACCTTTGA 210

Ai03B779 Araip.B03 779 c (A)10gaaaatttg(A)1231 1848411 1848441 GATGATGCCACGTAAGAGCA TCTCCCAACCAAACAACACA 264

Ai03B780 Araip.B03 780 p3 (AAT)5 15 1848815 1848829 TCGAATTTCATTTTGTGCATGT CCTAGGCAGGGTTGTCTCAA 236

Ai03B783 Araip.B03 783 p2 (AT)6 12 1852566 1852577 TCCTTGTAACATTGTGTGCCA TGAAAGCATGGTTACGTTCAG 189

Ai03B789 Araip.B03 789 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)5tttctttcgtttcttgccttctctttctccttcttcaaccgttactgcacgttttcactgcac(CTT)5gctgcacgttcttcttcc(TCT)5165 1869938 1870102 TCAACCATTACTGCACGTTTTC GAGAAGGCAAGAAACGAAAGAA 217

Ai03B795 Araip.B03 795 c (T)13actataacaaacttaacagcgaacaattctaattgtaaaagatgtaaattaactt(TA)884 1878250 1878333 CGATTGGCTATTTATTGAGAAAA TGTCAAACTGTCAAACTTACACAATC 173

Ai03B796 Araip.B03 796 c (TTA)9tggctaaatacgattttgatttctaaagtattgatcggaa(T)1077 1884810 1884886 AACGTTGGACTTGAAGGACG TTCACTTCCGCTTCCATTTC 253

Ai03B798 Araip.B03 798 p3 (TAT)11 33 1885276 1885308 AAACTTTAGGGATGATTTTGCAT TGTCACCCACATTTCGTGAT 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B804 Araip.B03 804 p3 (TTG)5 15 1895465 1895479 AGATGGACAAATGGCGAAAG ATTGCTTGGAACCATTGAGG 257

Ai03B806 Araip.B03 806 p2 (TC)10 20 1896092 1896111 AAAACATACTGGCTCGTCGG TGTCCGAAGCTCCTCTGTTT 206

Ai03B809 Araip.B03 809 p2 (TC)8 16 1905944 1905959 CCTCCATAGTCTTTGCGCTC ACGGTTGGCTACACCAAAAG 230

Ai03B812 Araip.B03 812 p2 (TA)6 12 1908510 1908521 GGGGCATATCCAATACAAACC GAAGTGCTGCACACTGCTACA 279

Ai03B819 Araip.B03 819 c (T)11cttattaaaatcaccatcaacattacaaaacgttaaaaaatcgtccttttgtccagaaacaacattttttagacgatttcaccctttcataaaaatt(A)13121 1919434 1919554 AAGAGCTGTGGCGATCAAAT TCAGGGACCTATCTGTCTTTTTC 274

Ai03B820 Araip.B03 820 p4 (TTTA)5 20 1923559 1923578 AGAACAAAGGAGGTGCAAGC GCAAAGCATGGATGTGTGTC 243

Ai03B821 Araip.B03 821 p2 (TC)8 16 1924696 1924711 AGAATGAATGGCATTTTCGG TGTGTTGTTTCCCCTTCCTC 243

Ai03B822 Araip.B03 822 p2 (TC)6 12 1924927 1924938 ACTCACTCGCTCACTCACCC GTTCCGCCATTCATCAAAGT 195

Ai03B823 Araip.B03 823 p2 (CA)6 12 1928186 1928197 TGACAATTTGCCTTTTTAGGG GCTCATTTTGTCATCATAATCATTG 164

Ai03B824 Araip.B03 824 c (TG)7cacgtttgtaaa(TG)638 1931174 1931211 TGGAAGTCATCATCAGAACCA GAGCTTTCACAAAGTTGAAAACA 219

Ai03B827 Araip.B03 827 c (TA)8(GA)16 48 1951097 1951144 CTCGGTTCCACAATTCAGGT GCTTCCCTCACAAGCTAACC 179

Ai03B837 Araip.B03 837 p2 (AG)7 14 1966479 1966492 GAAAGCCATCCTGTCTTCCA TGTTGCCGTGTATTGTGGTT 252

Ai03B840 Araip.B03 840 p3 (ATC)5 15 1971944 1971958 AAACCAGAATGCACCGAAAT AAGAGATGGAGGTGGTGGTG 210

Ai03B842 Araip.B03 842 c (T)10cttgttcgtcatctttttcttattttactttctcattattcttctagttttactctcttaacaagagtaaaaactgaaaaattaaacacac(A)10111 1972344 1972454 TGCACCGAAATTAAATCCAGA TTGTTCCCGTCGTTCTTTTT 261

Ai03B850 Araip.B03 850 p3 (CAC)5 15 1991695 1991709 ATGGCTGCACGAAACTCTCT TGGGTAGTGGAACAAGAATGG 184

Ai03B853 Araip.B03 853 p3 (ACC)5 15 1995616 1995630 AAGCAATCGCGTATGATGTG TGTTTGATTATGTTGGTGTTGGA 175

Ai03B855 Araip.B03 855 p3 (AAC)5 15 1998958 1998972 ATTTGCGACTACATTTGGGC GCCTAGTGCAAAGTGTTGGTT 206

Ai03B858 Araip.B03 858 c (T)11aaccttttttttcattctattagggg(GT)751 2007384 2007434 CATGACTGGAAGTGCGGATA TGGAATTATGGAAACTGGGTG 279

Ai03B860 Araip.B03 860 p3 (ATT)5 15 2015900 2015914 AAGAAATCAAGGCCTCCCAT TTTGTTTGTGTTGAGGGTTGTT 270

Ai03B866 Araip.B03 866 p3 (CTT)8 24 2045267 2045290 GGTCAGATGACAATGCCAGA GACCATCTTGTCCCTGCACT 255

Ai03B868 Araip.B03 868 p2 (AG)6 12 2053175 2053186 GGACGAGAATTCAACGACCT CGTCGCTGTCGTGATAAAAA 105

Ai03B869 Araip.B03 869 c (A)13cgtcgnnnnnnnnnnnnnnnnnnnnnnnnn(TTAT)667 2055617 2055683 TCTATAAAACACACGTGCAAAAA ACACCGCGCAAATCCTATAC 239

Ai03B870 Araip.B03 870 p3 (TAA)13 39 2056090 2056128 TGCTCAGCTTACCATGTCCA TTGTCAAACATGTGCAACTCA 270

Ai03B871 Araip.B03 871 p3 (AAT)51 153 2057668 2057820 CAATGGGTCCGATATCCAAT CCCTATTTATTGGGCCAGGT 275

Ai03B874 Araip.B03 874 p2 (CT)6 12 2066345 2066356 TCCTCGTCCTCCTTTCTTCA GGGGAATCGGGAAAGTAAAA 188

Ai03B875 Araip.B03 875 c (ATT)5aaaac(A)1333 2069806 2069838 GCATTCTTCTCGCACACAAG TGTTCGAGGTGGATGATTGA 277

Ai03B877 Araip.B03 877 p2 (TA)6 12 2076883 2076894 TCGGATGTTTGGTAGGAGAAA GAAGAACACACCATTCTTCCC 136

Ai03B880 Araip.B03 880 c (AAAT)7aattagtaaaaattaagaaagcattaataatagggagagagataatttc(A)1087 2080291 2080377 TCCAACTCTTTTTGAATGTCTGA TTGTATCCCTTTTCTTCTTTGAA 198

Ai03B886 Araip.B03 886 p2 (CA)7 14 2120446 2120459 AAGAGTTGGCAGAAGTTGGC TCAGCCTCATCTACCCCTTC 191

Ai03B887 Araip.B03 887 c (TA)7cgaccacaaaggcacacacat(AC)7(TA)10aaaaaaacaactacaa(TAC)5100 2120636 2120735 ACTTTCCTTATTTGAAGCTGGA AGACAAACTAAAAGCTCCCGA 259

Ai03B888 Araip.B03 888 p2 (AT)6 12 2125108 2125119 AGATTTTGTGGACAGTGGGC AATGGGCTCATTCTTTTTGA 244

Ai03B891 Araip.B03 891 p3 (TTG)5 15 2128440 2128454 CCCTACCTACATTATTCCCCTTTT CACCCCTCCTATCCACTGAT 275

Ai03B893 Araip.B03 893 c (TG)7(AG)7 28 2136385 2136412 AAACGCAAAAGTTGCATTCC TCTATGTTGCTGCCGTTGAC 217

Ai03B901 Araip.B03 901 p2 (AT)6 12 2154007 2154018 TGAATAACATCACCAAACGCA CATCCATACACCACCATCCA 212
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Ai03B902 Araip.B03 902 p2 (TC)10 20 2155519 2155538 GGGGAGGATCCATAACCAAT CGTTCCTGCCACAAATTTAC 267

Ai03B906 Araip.B03 906 p2 (AT)6 12 2162653 2162664 GAAGCTTTAAGAGGGCGGAT CCGGGATAAGATTTTGGAGG 255

Ai03B908 Araip.B03 908 c (A)10tgtcactaaatttttttgtgttctttaatttcttaggttgtgcctctcttttagttgatttctttttacatttagatattattagggtttggttcttt(A)10118 2165586 2165703 GCATTTGCTTTCTTTGATGC TTCGATCCAATTCGCATATTT 249

Ai03B909 Araip.B03 909 c (T)10attttttagtgtgtttggcaaatttctagtagtaaaaataaaagcactagaaaaat(A)1076 2171381 2171456 TGTTTGTTTCACCGTTATTATTCTG GGGACTTGTTTGGACGAAAA 242

Ai03B910 Araip.B03 910 p3 (GAA)5 15 2171780 2171794 GGGAGGGTATTCGATTTGGT GGTGGAATTTCGAAGGCATA 254

Ai03B915 Araip.B03 915 p2 (AT)8 16 2191012 2191027 CCAGCAGGAGCAACTTCTTC CGATGGTAGGCGCTATTGTT 260

Ai03B918 Araip.B03 918 c (CTT)5tttttcatcattatcagca(TCT)5ttttcttattcatcttttccttcttattttatcttctcaaattttttcttattttactcccttaataagaataaaaac(A)10137 2196639 2196775 TTCTTCATCTTTCTCTTTCCTCATC TTCATCCTCTTTCAAGTAATTTTGG 228

Ai03B920 Araip.B03 920 p3 (TTA)19 57 2203754 2203810 TTCTTCTGTCTCGTTCTTCACAA CATTCGATAATGACGATGAATGA 204

Ai03B921 Araip.B03 921 p2 (AG)7 14 2205706 2205719 ACGTTGGCTCAATTGGTTTC ATGAAATATGGGTTCCGCAC 201

Ai03B926 Araip.B03 926 c (T)12actaaaaaagtttctattgctctaattgacgatgtattaataattactaaatatcccacacgctattagagaaaaattgaccttcacatttttgtgg(AT)7123 2235776 2235898 CGCCTCTGCCTCTCTTCTAC AACACAAAATCATTCTAACAACAAGA 270

Ai03B927 Araip.B03 927 p3 (CTC)11 33 2237732 2237764 AGGTCGTCGTAGTGGCTCAT GAAAAGGAGGTTGAAAGAGCA 280

Ai03B928 Araip.B03 928 p2 (AG)12 24 2238416 2238439 TTGTGAATGCAGAGTAGCGG GACCCACTCTCACTTCGCTC 260

Ai03B929 Araip.B03 929 p2 (CT)9 18 2238588 2238605 GAGCGAAGTGAGAGTGGGTC CGTTTGTGGTTGATCTCCCT 254

Ai03B930 Araip.B03 930 p2 (GA)6 12 2239230 2239241 ATGGGAATGGATTGGTCAAA TGCAGCAACACTGGAAATGT 117

Ai03B931 Araip.B03 931 p2 (CT)15 30 2239571 2239600 GATTTTAATCGCACGCCTTC GGAGCGTTTGATTTTGGAGA 255

Ai03B932 Araip.B03 932 p2 (AT)7 14 2240264 2240277 CAGCCTGCAGCTCAAACTC CCCTCTTGATTGTGGCAACT 236

Ai03B933 Araip.B03 933 p3 (TTA)5 15 2241301 2241315 TGGCAAAAGAAATGATGAAGA TGTCAAAAGAACTCGCTTTCAA 157

Ai03B934 Araip.B03 934 p2 (AG)11 22 2241702 2241723 TCCATCTTTTGCTGCAGTTTT TGCATTGGATATGCATTATTCTG 150

Ai03B936 Araip.B03 936 c (A)10tttaacattttaattatt(A)1139 2246499 2246537 TCAGGAAGCTGAGGATAAAAGG TGCAGATGCAGTGATTTGGT 257

Ai03B943 Araip.B03 943 p2 (AT)6 12 2265149 2265160 TCAAGTTTCTTCGCCTTCGT TGTTCCTGAACCTTTTTAGTTGTG 252

Ai03B948 Araip.B03 948 p2 (TA)8 16 2270763 2270778 TCCGTCTTCTCCTCAGTCGT ATCTGCATCTGCAGTGCCTC 197

Ai03B949 Araip.B03 949 p3 (AAT)5 15 2271472 2271486 GCTTGAAGCTGCAAAAGTCC CTCCCTAATGGCGTCAGAAA 246

Ai03B950 Araip.B03 950 p3 (TCA)9 27 2271759 2271785 CTTTCTGACGCCATTAGGGA TAAGGTCAAGCCTTGGTGCT 233

Ai03B951 Araip.B03 951 p4 (ACAT)5 20 2271941 2271960 AGCACCAAGGCTTGACCTTA ACAACTTTTGGCCTCACAGC 194

Ai03B959 Araip.B03 959 p3 (ACA)5 15 2293043 2293057 TGACACCAACTTCTCTTCCG ATTCATGTAACCGACCCCAC 200

Ai03B960 Araip.B03 960 p2 (TC)6 12 2295846 2295857 TTCTTCTCCGTCGCAATCTC ACGCTAACACCAACGCTTCT 216

Ai03B964 Araip.B03 964 p2 (GT)11 22 2305007 2305028 CCACATTTGATCAGGCTTCA TGGAAGGACGAACAATCACA 250

Ai03B966 Araip.B03 966 p2 (GT)11 22 2309824 2309845 CCACATTTGATCAGGCTTCA TGGAAGGACGAACAATCACA 250

Ai03B967 Araip.B03 967 p2 (GA)9 18 2312749 2312766 AGAGGCAAATGACCAACCAG GCATCCACATGCAAGTAAGC 191

Ai03B968 Araip.B03 968 p2 (TC)8 16 2313444 2313459 ATGTTTTGGTCATTGGTGCC TGGCAGATTCAGCATCTTTG 213

Ai03B972 Araip.B03 972 p3 (AAT)5 15 2318357 2318371 GGGTTGTAAGTGTTGCCGAT CTGATGACGGCTCTCTCGAT 225

Ai03B974 Araip.B03 974 c (A)10ctaaattaaaaaattgaaacttatacatacatattatttatttt(G)1064 2324701 2324764 AGGGGCCAACATGAAAAATA CTGCAAAAGCCTAAAGTCGG 253

Ai03B978 Araip.B03 978 p2 (TA)8 16 2330404 2330419 AATTCACTTTTTGTTCGTCATTTT TTCTGTCAATTTCTGCCAACTC 269

Ai03B979 Araip.B03 979 p2 (TA)6 12 2332297 2332308 AACTCATTAGTTCGTGAGCTGG AGCGGACAAATGAGATGACC 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B981 Araip.B03 981 p3 (TGG)9 27 2333635 2333661 CTGCCTCTGCTTTCTTGCTT AACACCACCACCACCCTAAA 146

Ai03B983 Araip.B03 983 p2 (TA)7 14 2337513 2337526 TGCACTTCTGCATCAGCTTT TTTGGGGTGGTTTTGGTTTA 270

Ai03B986 Araip.B03 986 p2 (AT)12 24 2341716 2341739 AAAGGAAAATATATAACAAATTGGACA CCATGCAACTCCTCCAAACT 275

Ai03B991 Araip.B03 991 p3 (TTA)6 18 2348551 2348568 TCCCTGAAAAAGCAATCGAA ACAATACGCGGGTCATCTTC 194

Ai03B995 Araip.B03 995 p3 (CAA)5 15 2355215 2355229 GAAGCTGCTGAACTGGCTCT AGCATGATCGGCTTGAGAAT 190

Ai03B996 Araip.B03 996 p2 (TA)7 14 2356464 2356477 GAAACCACGGCTGTTTTGAT GGGTTGGTGGGTATAGCCTT 276

Ai03B997 Araip.B03 997 p5 (TTTCT)5 25 2356978 2357002 AGTGAGGTGGCTTCTTCCAA CAAGTGGCTGGGTCACTTTT 103

Ai03B998 Araip.B03 998 p2 (AT)6 12 2357568 2357579 CGTCTTTATCTGAGTGGCTCC CGGAATTCTTTATCCAAGCG 189

Ai03B1001 Araip.B03 1001 p2 (AC)10 20 2367545 2367564 CAACCACCTTGGTGAAGACA TGCTATCATTGAATGCCCAA 227

Ai03B1007 Araip.B03 1007 p2 (AT)6 12 2384427 2384438 ATTCGCGAGGGTGATACAGT AAATCAGATGGCTTGATCGG 259

Ai03B1013 Araip.B03 1013 p3 (AAT)5 15 2402754 2402768 CAAAATCTCCATGCAAGCAA CTCTCCTGTGACCCCAAAAA 208

Ai03B1016 Araip.B03 1016 p2 (CT)18 36 2405147 2405182 GAAGCCCAAGGTGGTTGTTA GGCACCCCTAAAACAAAACA 256

Ai03B1017 Araip.B03 1017 p2 (AT)6 12 2407146 2407157 GATGGTAACCTGATGGGGTG TGTTTCTGGCCACAATATGC 267

Ai03B1018 Araip.B03 1018 c (ACAT)5aaatatccaaacaatctttaatatatagtgcatac(AT)667 2409537 2409603 GTGACGTGCGGGTTTAATTT CAGGGAAATTGAAGATTGCG 273

Ai03B1021 Araip.B03 1021 p2 (CA)6 12 2412637 2412648 GATGTTGTTCCGGCACTTTT TGGAAGATGCAATTTGAGGC 178

Ai03B1023 Araip.B03 1023 p3 (CTT)5 15 2415538 2415552 CATCACCTTCACATGCCATC TGAATTGTGGTCAACTGGGA 178

Ai03B1028 Araip.B03 1028 p2 (AT)6 12 2422460 2422471 ACAGATCCAAGTCCCCCTCT TGTGCTGCTCTTTCATCACC 273

Ai03B1029 Araip.B03 1029 p3 (ATT)6 18 2422689 2422706 GGTGATGAAAGAGCAGCACA ACCCAAACAATATGCCCTCA 109

Ai03B1034 Araip.B03 1034 c (A)11taatatatacacac(T)1035 2425885 2425919 TGCAAAAATTTATGTGTTATGTCAA CCCTAATAATAAAATTGCCAACC 199

Ai03B1036 Araip.B03 1036 p3 (GAA)5 15 2432066 2432080 TCTGTATCTCCTGCACGCTG GTCATTCCCATTGCCTGTTC 218

Ai03B1038 Araip.B03 1038 p2 (TA)9 18 2433768 2433785 ATTTGGGTGCCCCTTTTATC GGGGGTCCTAATGTGTGATG 165

Ai03B1041 Araip.B03 1041 p2 (TG)7 14 2437011 2437024 TCTCGGTTTGCAGAAGTTCA CTTGGTCAGACGATGAAGCA 218

Ai03B1043 Araip.B03 1043 p2 (TA)16 32 2440359 2440390 TGAATTCAAGATGCGGTGAA GCATTCAAGTGCAAAACGAA 101

Ai03B1046 Araip.B03 1046 p2 (TG)7 14 2444721 2444734 GCCATAACATCAAACACTACCC GGCTCTACAACCTGAAAGCCT 184

Ai03B1049 Araip.B03 1049 p3 (CTT)5 15 2451606 2451620 CATGCTCCCTCTAAGTTGGC AACGACGAAAGAAGCAGCAT 249

Ai03B1058 Araip.B03 1058 p3 (TAA)5 15 2465605 2465619 TTCACATGTATGTCTGTGAACAATTT GGACCAGATTCACTGGGGTT 263

Ai03B1061 Araip.B03 1061 p3 (TAA)5 15 2472679 2472693 TTCACATGTATGTCTGTGAACAATTT GGACCAGATTCACTGGGGTT 263

Ai03B1066 Araip.B03 1066 p3 (AAT)5 15 2483410 2483424 TTTGCCATGCACAAAATCAT AGACTAATGCCAAATCCCCC 261

Ai03B1067 Araip.B03 1067 p2 (CT)9 18 2486311 2486328 GCGAATCAAACTCACCCATT TTCACAAATCACAACCCCCT 278

Ai03B1071 Araip.B03 1071 p2 (TA)7 14 2489086 2489099 CCGAACTGGTTTTGTTTTGC GATCGAGTTAACACCCGCAT 204

Ai03B1072 Araip.B03 1072 p3 (ATT)9 27 2489909 2489935 TGCAAAACTAGTAGGAAATAATGGTC CTAAGCTTAAATGCCTGCCC 278

Ai03B1074 Araip.B03 1074 p2 (TA)6 12 2497632 2497643 AAACCACACACACAAGCCAA TTTTCCCTCGCCTTTATCCT 236

Ai03B1075 Araip.B03 1075 p2 (GA)8 16 2498537 2498552 CCGCATTGTTTTCTTTTGGT TGGACCTTGCTTTCTTGGTT 111

Ai03B1083 Araip.B03 1083 p4 (AGAA)5 20 2518296 2518315 TGACCACCCCTTCCTCAATA CCACGTGGTTCTGGAAAACT 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B1084 Araip.B03 1084 p3 (AGA)5 15 2518850 2518864 CCAAAATGGGGTTAGAGGGT TCCTCTGCTAAAAAGACGCAA 236

Ai03B1085 Araip.B03 1085 c (TCA)6gaacttttctcaaaaccaaccaaaatcaaccagaaaatttccaaagaatccagaaatttcacaaaaaaattccagaaaaatcaccac(CAT)38219 2521237 2521455 CAACCAGAACCACCACCAAT AAGGTCATGTTGCTTGATTTTTC 274

Ai03B1088 Araip.B03 1088 p2 (AT)6 12 2535679 2535690 TTAAATGCCAAATCGATCTCA TGCACGCTTCGTGAAATAGT 240

Ai03B1090 Araip.B03 1090 p2 (TA)6 12 2544050 2544061 GAGGAAATCGGCGAAGGTAT TCATCCAACATCACTCCCAA 177

Ai03B1091 Araip.B03 1091 p2 (TA)8 16 2546163 2546178 TTTGCAGATCTGGGATTTTT GGAAAACGTCACGGTCCTAA 278

Ai03B1095 Araip.B03 1095 p2 (AG)6 12 2554115 2554126 GGAAATGAATCCTCTCCAGTTTT CTGGATGGTGTGCAGTGTTT 140

Ai03B1099 Araip.B03 1099 p3 (AAC)5 15 2566056 2566070 TCACAATGTACCCAACCTGC GTCACATGGAAGCCGTTTCT 272

Ai03B1102 Araip.B03 1102 c (CT)7ttc(TA)8 33 2570205 2570237 AGCTGACTACTCCACCAACCA CGAAAAATTCAGCTCCTTGC 266

Ai03B1103 Araip.B03 1103 p3 (TAT)5 15 2574203 2574217 TTTTTCCACATTTTGCCACA GGATACGGATTGGAAAAGCA 251

Ai03B1107 Araip.B03 1107 p4 (AATG)5 20 2578710 2578729 TCAGTGTGGACTCAAGCAGG CAGGCAGCTTGGTAGGTTTC 157

Ai03B1108 Araip.B03 1108 c (AGA)5agcga(AAG)638 2581223 2581260 ACGAAGTGTGTGAGGTGTGC CGCGCAGTGATGAGAGTAAG 182

Ai03B1109 Araip.B03 1109 p2 (TA)6 12 2585536 2585547 CCATCTCCCCTCTTTGTTGA TGTGCATGCAACGAGTTAAAG 257

Ai03B1112 Araip.B03 1112 p3 (AAT)6 18 2586553 2586570 TGATTTGATGTATCATGCGCT CGATGAAGTCGCATCATTGT 105

Ai03B1119 Araip.B03 1119 p2 (GA)10 20 2610639 2610658 GCCCAATCAAGGTTTTTGAA GAATCGGAAACGGTTGAGAA 273

Ai03B1124 Araip.B03 1124 p2 (CT)9 18 2615861 2615878 GAGTCTGTTTTGGAACTGGCA TGGGCGAGAGAGAGAGAGAG 217

Ai03B1125 Araip.B03 1125 p2 (CT)11 22 2615991 2616012 CGATCATGAATCCAACCAAA AGGGGAAAAAGCAAAAGTGG 135

Ai03B1126 Araip.B03 1126 p3 (CCA)5 15 2618512 2618526 AAGATGTGTCATGTGCCTGC CACCACACTGCTCCATCAAC 269

Ai03B1128 Araip.B03 1128 p2 (AG)8 16 2622172 2622187 GTGTGACCAGAGGCCAATCT TGATTGTTCAGGTTGGTGGA 274

Ai03B1130 Araip.B03 1130 p3 (TAT)5 15 2626219 2626233 GAAACAGGGACGAGTGGTGT CCACCGTTAGGTGACATTCC 270

Ai03B1132 Araip.B03 1132 p3 (TTA)5 15 2628379 2628393 GGTGGAAATTCAGGTGCAGT TGGGATTGTTCAGCATCAAA 243

Ai03B1137 Araip.B03 1137 p2 (TG)6 12 2640413 2640424 TGGAACAACAACGATCAATCA TTGACGAAACGTAATGGAGTTG 253

Ai03B1139 Araip.B03 1139 p2 (AC)6 12 2641285 2641296 AGCACCGCCAAACAAGTAAC TCACTGGAGAGCGAGTGAGA 191

Ai03B1140 Araip.B03 1140 c (T)13gaaacattgttagagaaaactgaaaaattcaatgacattaaataatgctaaaaatattttttgt(G)1390 2643234 2643323 GCAATTCCATAGTGTCTAAACCA TTTGAATAATCCAATTAAACATGAGAA 279

Ai03B1147 Araip.B03 1147 p2 (TA)8 16 2658541 2658556 CGGACTTCAAATCATGTCCAA TTGAAGATCATCCCCCAAAA 280

Ai03B1148 Araip.B03 1148 p2 (TA)6 12 2660774 2660785 ACATAGCCCCATTCCTCTGA TTGACTCAACCACTCTGTCCA 193

Ai03B1149 Araip.B03 1149 p2 (AC)9 18 2660915 2660932 CATTTGGAGAATAAAGGTGGGA TGTGGTTGGGTTTGTTGTTG 269

Ai03B1152 Araip.B03 1152 c (A)13ttataaatcataattattagtagtagctc(TA)654 2666144 2666197 AACGAAGAAGAAGACGCCAA ATTTGGATTTTGGAGGGGTT 116

Ai03B1154 Araip.B03 1154 p2 (AT)9 18 2666695 2666712 CAATCCAACGATCCAAAACC TAGTCCTTCCAGCCATGGAG 184

Ai03B1156 Araip.B03 1156 p3 (TAA)5 15 2668651 2668665 TCTGAGAGTCGTTGGATGAAAA TGAGACAAAGCTCCCATTCC 207

Ai03B1157 Araip.B03 1157 p3 (AAG)6 18 2668767 2668784 GGAATGGGAGCTTTGTCTCA TCAAATAGCATTGGCGAAAA 261

Ai03B1159 Araip.B03 1159 p3 (ATC)7 21 2681139 2681159 CAACATGGCAATGGAACAAG GCTCAAACATGGATTGGAAGA 195

Ai03B1160 Araip.B03 1160 p4 (ATTA)5 20 2681607 2681626 CCAAATTTTGATCTTGCTTTCA CCGAAAGTTGAGAGGAATGG 167

Ai03B1161 Araip.B03 1161 p2 (GA)11 22 2682038 2682059 TGTTGGGGTGAAAAGAAAACA CAAACATGTGGAGACCATGC 119

Ai03B1162 Araip.B03 1162 p2 (GA)9 18 2682343 2682360 ATCTAAGAGCCGTTGGACGA GGCTGGCCCATCTTGTAGTA 276
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Ai03B1163 Araip.B03 1163 c (CT)10agattctcttaaatctcttcacattgttcttcgtttttgtttgtttctttgtttttcccgagaaaattaacagagaaagatacacatac(ATG)5124 2683684 2683807 TGAGGATGCAATTCCTTAGTG GGCGGTGAAGATATTGGAAC 270

Ai03B1172 Araip.B03 1172 c (TTTA)8tttttcctgttagggagcagaatacgcatggccacaaattaaaacataacataaataaagagaagcatacttgatgcacatccaacaaat(A)11133 2698689 2698821 TGAGGTTTAAATATCGATCCTTTTC CAAATCAACGTATTGTTTATTTCACA 265

Ai03B1175 Araip.B03 1175 c (T)11aattggatccctgcaccaa(T)1040 2700486 2700525 TCACGAAATTTTCAATTAGGTCC TTCGCGAAATTTTCAATTAGG 254

Ai03B1180 Araip.B03 1180 c (A)10t(A)10 21 2703330 2703350 GAGGTTGCGAGTTCGAGTCT GGTGATTTGCAAAAGTTATCTGC 148

Ai03B1185 Araip.B03 1185 c (CT)7cgttaatcatttctcgtttctctggtaagcgctctttctctcgctctcgctt(TC)1290 2714095 2714184 TCCCTCCCTCTCTCTTCCAT TGTTCGTTCAATCGTCCAAA 247

Ai03B1187 Araip.B03 1187 p2 (GT)6 12 2717229 2717240 TCAATGCCATTTGCATGTTT TCTGGGCAAATGCAATACAA 247

Ai03B1190 Araip.B03 1190 p3 (CTT)5 15 2724840 2724854 ATTCTTGTTCCACCTGCACC TGTGGGAAAGGATTTAAGCG 171

Ai03B1191 Araip.B03 1191 p3 (TTC)6 18 2725134 2725151 TCCTTTCCCACATACTTGGC CCCTCATCACCACCAATCTT 280

Ai03B1192 Araip.B03 1192 c (GAT)5gagtattgcgtcataggtgggaat(CCA)554 2725516 2725569 AGGAATTGATGAGTGGTGCC ACAGGTTTGGAATAATGGCG 197

Ai03B1195 Araip.B03 1195 c (ATC)5cagctgttgtgaagattagaaagcaggccaaattattttaacataaaaaaaaattggac(A)1084 2733823 2733906 AACAAAATGCATGCTTCAACC TTAAATCCCACAAATTATTCTGAAA 187

Ai03B1196 Araip.B03 1196 p2 (TC)8 16 2734853 2734868 TTATGCATTCGGACACCTCA GCCTTATAGCTTGAAATTTGGG 230

Ai03B1197 Araip.B03 1197 c (TATG)5agaaactaaagagagggaatgagagaaaataaagagatctctaaacatagcatgt(A)1287 2735934 2736020 AATGCATCCCTCCTTTTCAA TGTTGTTGATCACGTAAGCG 232

Ai03B1198 Araip.B03 1198 c (TATG)5tatt(TATG)856 2736717 2736772 AAAAATGCTGCTAAAAGTTAAAGTAAA TCTCTTTCTTTCACTCCCTCTCTT 265

Ai03B1201 Araip.B03 1201 p2 (CT)16 32 2745757 2745788 CCAGAAGCAACGTCAACAGA ACGAAGTTTCGCCAGAGAAG 181

Ai03B1202 Araip.B03 1202 p2 (CT)17 34 2746199 2746232 TGGGTTGTTGATGTTTGAAGTT TTTTCATCTCCACCGTCACA 168

Ai03B1203 Araip.B03 1203 c (AAT)33gttattttgattttgttggtaaaaatatc(T)12140 2748761 2748900 CCAAACGCTACCTAACTGTCG AACATGGCGTGAGAAGCAC 280

Ai03B1205 Araip.B03 1205 p2 (AT)6 12 2750013 2750024 GGGTACCCGATGACTTTGAA TTCGGGTATCGATTTTGGAG 279

Ai03B1206 Araip.B03 1206 c (T)10cttttaattgagtccttgcaccaattttttttaattgggttcctacatttttttttctttttatttaggtctctgtaccaattc(T)10104 2751310 2751413 TTGGTTTAATTACTCTCCTGGTCTC TTGGTCTCTGCACCAATTTTT 241

Ai03B1209 Araip.B03 1209 c (T)10acatgtatccaaaccaaaccaaactgattaagaacggattggttcggttcggataattggatacccgatgactttgaaattcat(A)12106 2754310 2754415 GAGCATGGGTCAGTTTGGTT TTTGGTGTTTAACATGTTTGGA 276

Ai03B1210 Araip.B03 1210 p3 (TTA)5 15 2755119 2755133 CCTCTCATGGCGGTAAAGAC GTTTTGCTGTTCAAAAGCCG 217

Ai03B1211 Araip.B03 1211 p2 (CA)6 12 2755820 2755831 AAGCAATGAGTGCGTCAAGA TAATCGAAGGATTTGCCGAC 244

Ai03B1212 Araip.B03 1212 p3 (CTA)5 15 2756175 2756189 GTCGGCAAATCCTTCGATTA AATTGGGACCAACGAAATTG 277

Ai03B1214 Araip.B03 1214 c (T)10acacaaaggctaataatcagtcccaaaaaaaatcaggagtcggatttggtg(T)1172 2757421 2757492 TCGAAAGACAATGAAGCCCT ACCCTACTCGTCCCTGACAA 225

Ai03B1218 Araip.B03 1218 c (CA)6(CT)7 26 2766041 2766066 TGCACAAAACAACACAACAGAG ACGTGTTTGGAGCTGGATTC 229

Ai03B1219 Araip.B03 1219 p4 (TTAA)5 20 2767017 2767036 TGTGATGATTGTGGCATCTG TGAAACTCACCACATTTCTTGC 186

Ai03B1221 Araip.B03 1221 p2 (AG)6 12 2772981 2772992 GGCATGGATTTTTGTATGTCAA CAAACTGGAGGAACTGGCTT 230

Ai03B1222 Araip.B03 1222 p3 (CAC)6 18 2774949 2774966 CCTCTCAGGACTCACTTGCC ACACACAGACACTCGGTGGA 240

Ai03B1231 Araip.B03 1231 p2 (TC)8 16 2781175 2781190 GTGTTGTTCCCGCCATTTAT GTGGTGGGTTGAAGAAGCAT 105

Ai03B1232 Araip.B03 1232 p3 (CGC)6 18 2781365 2781382 TTCTCTCTCTCCCTTTCCCC CTTTCTCCGGTTCTTGCTTG 273

Ai03B1233 Araip.B03 1233 c (AGATGA)5(AGATGT)878 2787490 2787567 TGGCAGTGAAGACAAAGACG CAACAGCGTATGACAGCAGC 155

Ai03B1234 Araip.B03 1234 p2 (AC)9 18 2789550 2789567 CACCCAATCACTCATCCCTC TTGGTGATACTGGGGTGGAT 254

Ai03B1235 Araip.B03 1235 p3 (TAG)5 15 2789929 2789943 CAGTTGCAATACCACCTTGC AAGGGCTTTCTGTGAGAGCA 202

Ai03B1242 Araip.B03 1242 p2 (TA)9 18 2795860 2795877 AGGGTTGCATGTTGCATAAA TTTTGGGCAAATATTGGTGG 249

Ai03B1243 Araip.B03 1243 p4 (AATA)6 24 2796952 2796975 CGCACCTTTATGTCGCATCT TTAATGCTTCATTTTGCCGC 139
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Ai03B1244 Araip.B03 1244 p2 (TG)6 12 2797433 2797444 AGGAACTTTTGGCCTTTGTG GGAACATCGTGTTTCTGATCC 253

Ai03B1250 Araip.B03 1250 p3 (ATA)13 39 2803581 2803619 CATAAAAGTTGCTGACCCCC TGGTCATATTCAAACGCTGC 219

Ai03B1252 Araip.B03 1252 c (T)17aaaaaaaaatttttaacaaagtc(T)1252 2804741 2804792 TTGGGTTGATTTTGTTCCTTC AATTGGTTTGTGACATCCAACA 240

Ai03B1253 Araip.B03 1253 c (T)11aattgagtcttgcaccaattttttttaattgggtttctacac(T)1063 2806167 2806229 GTTTTGGTTCCCGGGTTAGT TTGGCTTAATTTTATAGGAATCCAAC 225

Ai03B1256 Araip.B03 1256 p4 (ATAC)5 20 2817205 2817224 TGCACAACAAAACCAAGTCG TCACTTTTGTCATTTTTGCCA 264

Ai03B1257 Araip.B03 1257 p2 (AT)9 18 2820788 2820805 CCTGCCATCCAAAATGAATAA TTCACACAAACACCCAAAATCT 280

Ai03B1259 Araip.B03 1259 p2 (TA)9 18 2825651 2825668 TCAAATTGCACGAGCAAAAA CAAGGTTTCATGGGCTGATT 269

Ai03B1260 Araip.B03 1260 p2 (AT)7 14 2825990 2826003 TCAGCAAGGAAAAAGAAGAAGAA CGTCTAGCCTACGTTGCCAT 273

Ai03B1262 Araip.B03 1262 p2 (TC)10 20 2835689 2835708 GGTGGTCCATTGTGAGCATT TTAGTTGAACGTCCAAGCCC 253

Ai03B1265 Araip.B03 1265 c (T)10(A)10 20 2839390 2839409 GGGCTAAGGTAAGGGTGAGG TGGGTAGCTGGGTGTGATTT 137

Ai03B1266 Araip.B03 1266 c (T)10a(AT)6 23 2839584 2839606 ATCCATGATTTGTGGGTGTG ACCAAGGTCCATAAAAGGGG 176

Ai03B1267 Araip.B03 1267 c (T)10acatttttttcaaaaaagtagcatttgtagctgatatttcacatgatccgacccgaaaattcgactcatcaat(A)1194 2840507 2840600 GAGTTAAACGGGTTAGTCCGC CGGACCGTTTATGGTCAGTT 260

Ai03B1268 Araip.B03 1268 c (AT)10agctagagaaaatgtttcaatttatctgaacataaa(TC)668 2840956 2841023 ATTAGCCTGTGTGACAGCCC TTCCATCTTTGAGGAGACAAAA 275

Ai03B1271 Araip.B03 1271 p2 (TA)7 14 2845793 2845806 GCCTTACATCTTGAGCTGCC CCCCCAAGTTATAAGCCACA 185

Ai03B1272 Araip.B03 1272 p4 (TTAA)5 20 2846041 2846060 TGTGGCTTATAACTTGGGGG CCCTGCTATTCCACATTTCC 232

Ai03B1279 Araip.B03 1279 p3 (AAT)5 15 2854518 2854532 CAACCAGAAGCTGCACTTGA TTACTGGCCTCCTAGCACTCA 241

Ai03B1281 Araip.B03 1281 p3 (TTA)6 18 2858498 2858515 ATTCCAGCTCTTGCATCTCG TGCTGCATATTGAATCCCAG 206

Ai03B1287 Araip.B03 1287 p2 (TA)6 12 2872116 2872127 TGTGACAGCCACTACCACTTTT GTCAGCCCTACTTTCGCATC 274

Ai03B1288 Araip.B03 1288 p3 (ATC)7 21 2873027 2873047 ATTGGTCACTCCCCAGATGA AAATATTGGTGCAATTGGAGA 167

Ai03B1291 Araip.B03 1291 p3 (GAA)7 21 2875548 2875568 TCCTGTCATTGGGTTTATTTGA CAACATGGAGCTCTTCCCAT 199

Ai03B1292 Araip.B03 1292 p3 (TCT)5 15 2875730 2875744 ATGGGAAGAGCTCCATGTTG GTTAAGCCATCTCAGCCTGC 256

Ai03B1293 Araip.B03 1293 p3 (ATA)5 15 2876711 2876725 TCAAGCAAGAGGAAATTGGG CTCCTCCTTGATTTCATCAACA 230

Ai03B1294 Araip.B03 1294 p3 (ATT)6 18 2876912 2876929 TTCTGGGGTTCTATGATGTGA CAAAGTAAGATTCGAACTCTCGATAA 270

Ai03B1298 Araip.B03 1298 c (T)10attctcaaaggagaaa(T)1036 2883407 2883442 CATTGGAACTTTTTCTTTGTTGG TTTCGAAGAATGGGATGAGG 228

Ai03B1301 Araip.B03 1301 p2 (CT)6 12 2884532 2884543 GCTATTTGCGCACATTCAAC GGTGGTGTTTTGGAAGAGGA 170

Ai03B1303 Araip.B03 1303 p2 (TA)7 14 2888103 2888116 TTGCATTGCCTGAACTTTTG GGTTGGAACAAGGCTGAGTC 279

Ai03B1306 Araip.B03 1306 p2 (TC)7 14 2897596 2897609 TCCCCACCACTATCATCTCC CAGTAGGCTCTGGTTCGAGG 221

Ai03B1307 Araip.B03 1307 p2 (GA)6 12 2898137 2898148 CCCCTAATTTCTTTTTGCTTTG CCAATTCCCAACTCCAACAT 276

Ai03B1312 Araip.B03 1312 p2 (AT)9 18 2908535 2908552 ACGCAGCCATGTGAGGATA AAGTGGAGAAAGGACTGCCA 242

Ai03B1318 Araip.B03 1318 p2 (TA)8 16 2918429 2918444 TGTCTATCAACTATCAACTGCACA TAGTGGTTGGAGTTGGAGGG 234

Ai03B1320 Araip.B03 1320 p2 (AT)6 12 2919826 2919837 TGTATGCCTCCAACAAACCA CTCTCTTCCTCTCTGACCGC 207

Ai03B1321 Araip.B03 1321 p3 (AAC)6 18 2920248 2920265 ACACCATACTTGTGCCCGAT TCCTTTTGCGGGAATATTGA 263

Ai03B1322 Araip.B03 1322 p3 (ATC)7 21 2923117 2923137 GGCAGATGTTGCCCAGTATT CGTGACTCTCCCTGCTCTTC 239

Ai03B1326 Araip.B03 1326 p3 (ATT)5 15 2929037 2929051 GAACTCATGCATATGCCTTCAA GCATGCATCCCTCTTTCTTT 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B1335 Araip.B03 1335 p2 (AT)7 14 2960139 2960152 TTTGTATGGGGCAAACACATT GATTTCGGGTTGTTGATGCT 266

Ai03B1340 Araip.B03 1340 c (T)10c(T)13 24 2964565 2964588 TTTGTTTGCTGCAGTGGTTC TGAACAAGGGCTCAACATCA 259

Ai03B1343 Araip.B03 1343 p3 (TTA)8 24 2971668 2971691 GGCCAGTCCCCTATAATTTGA CCACCCCTCCCCATAAAAAT 280

Ai03B1345 Araip.B03 1345 p3 (TTC)5 15 2975113 2975127 ATATTTACGCGTTTCGTGCC AATTGAACCACACCTCAGCC 194

Ai03B1347 Araip.B03 1347 p3 (GAA)5 15 2976332 2976346 AAAAAGAATCACAATGAGGATGAA AAAATAATGGCGCCAAAACA 232

Ai03B1349 Araip.B03 1349 p2 (AG)8 16 2985130 2985145 GAGGCAAAGGGATAAGGGAG TGGTGCATGACAAGATCCAT 128

Ai03B1351 Araip.B03 1351 p3 (ATT)6 18 2987369 2987386 ATGCTTGCACCACAAATTGA AACACAACCCCTACCCATGA 190

Ai03B1352 Araip.B03 1352 p2 (AT)10 20 2990032 2990051 CACAAAATACAAAAGTTGCCG TGGCAAAACAAAGCAAAGTG 278

Ai03B1354 Araip.B03 1354 p2 (TA)12 24 2994135 2994158 GAGAAGAGTTGTGGTGATTGG TTCACATCACACCAAATTCACA 280

Ai03B1358 Araip.B03 1358 p3 (TTC)5 15 3000026 3000040 CCATGGTGCTCTTTTCAGGT TTGGCTCCTCGTACTTTTCA 239

Ai03B1359 Araip.B03 1359 p3 (AAT)5 15 3001963 3001977 CCGTCTTCATTCAAGCCACT CACATTTTGCACGTTAGTATATGG 142

Ai03B1364 Araip.B03 1364 p4 (ATAG)5 20 3007761 3007780 TTTTCTGTGCAACTTGTGCC TGCTACATCCGCAAATAACG 122

Ai03B1365 Araip.B03 1365 p2 (TA)7 14 3008031 3008044 TTTAACCCCAACAAACAGGG GGGTCATCACCTTCACCAGT 133

Ai03B1368 Araip.B03 1368 p3 (CTT)5 15 3022818 3022832 ACCTTAAACCGCAACAATGC TGCAAAAATGAAACGAACCA 266

Ai03B1372 Araip.B03 1372 c (AAG)5aggaagaggaagaagaacgtacagc(AAG)658 3028826 3028883 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 231

Ai03B1383 Araip.B03 1383 p2 (GT)6 12 3042771 3042782 TGGTACCTGGCGGTTAGAAG TGTTAATCCGAAATCCGACC 261

Ai03B1385 Araip.B03 1385 c (A)11ctctaccttatatgaagttgtgaaaaaatatgcttaaattttaga(T)1066 3047380 3047445 TGGACGTATAAAATGTGTTACAAGC ATGCGAGTGTCAATCCTTCC 231

Ai03B1386 Araip.B03 1386 p4 (ATGC)5 20 3047847 3047866 CGAGGTTGGAGGCATATGAT ATAATTAATGGCGGCGAGTG 249

Ai03B1387 Araip.B03 1387 p2 (CT)7 14 3048021 3048034 CGTGATTGGAAGACAAGCCT TGTTGAGGAACAATGGAGGG 253

Ai03B1395 Araip.B03 1395 p3 (AAG)5 15 3060842 3060856 CGCCACAATAGCTTCCATTT TTGTGACCCAAGAAAGTCCC 210

Ai03B1401 Araip.B03 1401 p3 (AAT)7 21 3068604 3068624 GGTGGATTGGGTGTGTAACC TTCCATCACCTTCAAATCATGT 243

Ai03B1405 Araip.B03 1405 p2 (GA)12 24 3074518 3074541 TTTTTGGGGTTTCAAAGCAG TGAAACCCTAGCTTTGTGATGA 145

Ai03B1406 Araip.B03 1406 p3 (TTA)6 18 3074699 3074716 TCTGTGTTGATAAGTTCTTCTCTTTTG CAAGCTAGCCCTTCTTCCGT 265

Ai03B1407 Araip.B03 1407 p3 (CTA)5 15 3076963 3076977 GCTGGTGGTGGTTGGAATAA CATATCCCGTGAATGGACCT 205

Ai03B1408 Araip.B03 1408 c (TGA)6tcgaagtgatcatgggttacttgtttctgaaaagggaggacgtagtag(TAA)787 3077168 3077254 TCCATCAACATCAGAATGGC TGGCCTTATTCTTTTGGCAC 218

Ai03B1410 Araip.B03 1410 p3 (CTA)5 15 3079316 3079330 GCTGGTGGTGGTTGGAATAA CATATCCCGTGAATGGACCT 205

Ai03B1411 Araip.B03 1411 c (TGA)6tcgaagtgatcatgggttacttgtttctgaaaagggaggacgtagtag(TAA)787 3079521 3079607 TCCATCAACATCAGAATGGC TGGCCTTATTCTTTTGGCAC 218

Ai03B1415 Araip.B03 1415 p3 (ATC)5 15 3083137 3083151 ACCAACCTCTTCGGTGTTTG ATGACACAGGTCCAAGTCCC 213

Ai03B1416 Araip.B03 1416 p3 (ACA)5 15 3083356 3083370 GGGACTTGGACCTGTGTCAT CATTACCCCTTCCATCCCTT 260

Ai03B1419 Araip.B03 1419 p2 (TA)11 22 3088083 3088104 CGAACCTGGTGTGATTAGGA TGGCAATACCCCACCATAAT 222

Ai03B1428 Araip.B03 1428 c (A)11gataaacgaaaaacttttttttcctt(A)1047 3101425 3101471 TTTGCCAAAAGAATGAATCC TGCTACTTTTGGATTGTGTAGCA 229

Ai03B1435 Araip.B03 1435 p4 (TACA)12 48 3127327 3127374 TTACATTGGCACAGTCCGTC TTAACCCACGAGCTTAACGG 157

Ai03B1436 Araip.B03 1436 p2 (TA)7 14 3129323 3129336 TTTGTTTCGAGATGCTGTTCA TCCAAATTTCAAACATTATTCCAA 277

Ai03B1440 Araip.B03 1440 c (ATT)5gaattaaattgaatgattaagattaaaccaattttaaaagtcaaaattaaaattaaaattaaaattgttatttttttc(T)10103 3134247 3134349 TTGAAATGCAAATGAAGCAAA TTCCACTTTTGATCAGAGAAAGA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B1450 Araip.B03 1450 p3 (AAG)6 18 3158790 3158807 CTGGGAGGCTTTCCTCTTCT CCTGCACGTTCCTCTTTCTC 163

Ai03B1451 Araip.B03 1451 p5 (TTGTA)5 25 3159446 3159470 CCTCCTTTATGCAAGCCATC CTCACTTAGCAGTCAGCAGCA 242

Ai03B1453 Araip.B03 1453 p2 (AT)7 14 3169407 3169420 AATGAGCCGGTATGAATTGG CGTAAAAATAGCTCGTTGAATCC 177

Ai03B1459 Araip.B03 1459 c (CT)15gccaaaacagtagaaaaacccaaacttctcttttcttc(CT)680 3189008 3189087 TGTGACCTCAACGCTCACTC GATTCCAACTTTGGTGTGCC 185

Ai03B1467 Araip.B03 1467 p2 (AT)8 16 3203676 3203691 TCGTCCACGTTACTTAGCCA TGCTGATAGGATAAGATGGAGGT 115

Ai03B1470 Araip.B03 1470 c (A)11tagttaggaataattagtgtttggtttgaatttttatttttagcgtttttattttttattttttg(T)1288 3213180 3213267 TGTCCGAAAGATCGAGTTCA TTGGTTAATTCATTCGTTTGCTT 191

Ai03B1473 Araip.B03 1473 c (TA)6ggtatagcgtttgaatcaatagagaacc(T)1050 3219043 3219092 GATTTTTGCATGTTATTGCCA GCATGGATATCGACCACAAA 277

Ai03B1474 Araip.B03 1474 c (T)11ctttaatttctttttgtttgctcatgcatgataatgaaatataattatttcttttcagaatagcaagaa(T)1494 3220078 3220171 GAACCTTTTTCTGAAGTATGATTGC AGCAGAATCCTTGCTACCCA 152

Ai03B1475 Araip.B03 1475 p2 (AT)6 12 3220920 3220931 AGGACGGTGTGGTGATTTGT TCATTCAAACTAAACCCCATGA 239

Ai03B1476 Araip.B03 1476 p3 (TTA)6 18 3221801 3221818 AAGTCGGTGGCTCAGGTTTA GAGATTCGAACTCGTGATGTTTT 266

Ai03B1479 Araip.B03 1479 p2 (AT)10 20 3223369 3223388 TGATTTATTCTTGATTTTGCGA TTGGCATATCTGACCCTAAAA 151

Ai03B1480 Araip.B03 1480 p3 (TGA)5 15 3224819 3224833 CCCCCGCCTAAGAAACTTTA GGGGAAAGCATCACAACATT 272

Ai03B1484 Araip.B03 1484 p2 (AG)14 28 3229341 3229368 AGGACAAAATGTTTGGGTGC GCGTTTTTGTTGAATTGGGA 261

Ai03B1485 Araip.B03 1485 p3 (ACT)8 24 3229737 3229760 TTCCACAATAGGATACACCCC CCCAGGGCTACTACCACAAA 273

Ai03B1486 Araip.B03 1486 p3 (AGA)8 24 3229867 3229890 TTCCACAATAGGATACACCCC CCCAGGGCTACTACCACAAA 273

Ai03B1487 Araip.B03 1487 p3 (TTA)5 15 3230016 3230030 ATGCTGCTATTGACCTTGGC CGGACACCAAGAAAAGGTTG 272

Ai03B1489 Araip.B03 1489 p3 (GAT)6 18 3233625 3233642 GGGAAGCTGAGCAAGTAGGA ATCCAGGCTTGAGGGAAAAT 197

Ai03B1491 Araip.B03 1491 c (AT)8tgcgagtatattaaccctgtttttggccgaaattaaatatatgtactacctattgatttca(AT)791 3234034 3234124 CCTATTGATTTCAAGATATGGTGG TTGGCATAATAAGAAAATGGACA 197

Ai03B1498 Araip.B03 1498 p3 (GAT)6 18 3242890 3242907 TTCCCCACAACATGAAAGAG ATCCAGGCTTGAGGGAAAAT 226

Ai03B1499 Araip.B03 1499 c (TA)6atttattaattaataataaatccttaaataaata(TTAT)566 3244670 3244735 CAAAGAAAGGCAGAGATGGC CATGGCCCATTTTCCTTTTA 267

Ai03B1502 Araip.B03 1502 p2 (AT)8 16 3246039 3246054 TGCTATTTTGGACCCCTCAA TAATTTCGGCCAAAAACAGG 186

Ai03B1506 Araip.B03 1506 p3 (TTG)5 15 3254489 3254503 GGGAAGCTGAGCAAGTAGGA ATCCAGGCTTGAGGGAAAAT 186

Ai03B1509 Araip.B03 1509 p2 (TA)6 12 3258653 3258664 AGATCCCCTCCATCAGAACA GGCCAATCATGCATGTACC 280

Ai03B1510 Araip.B03 1510 p3 (GAT)6 18 3258859 3258876 GGTACATGCATGATTGGCCT ATCCAGGCTTGAGGGAAAAT 267

Ai03B1515 Araip.B03 1515 p2 (AT)8 16 3268680 3268695 TGACCACTCAATTTTTGCCA GTGGCCAGCACTTAACCATT 199

Ai03B1516 Araip.B03 1516 p2 (AT)14 28 3268867 3268894 AACACAAAAATTACTGGCCTCC TGACATTTGTAACATGGATGTTTATT 276

Ai03B1519 Araip.B03 1519 c (T)11ctttcttcttttaaatgcgttgaagtttaagttgaggatgtcctgagacttgaaattgttttttt(TTA)591 3276360 3276450 CAACTAATCGCAGTAGGTTTTGA CACCTTGATGAAAAAGGGAAA 232

Ai03B1520 Araip.B03 1520 c (A)11cgatgagacactacaaaattatttaccctatttttc(T)1663 3277743 3277805 TGGGCCCATTGTATTCAAGA GAGAAAAACGGTTTCCAGCA 245

Ai03B1527 Araip.B03 1527 p2 (AT)10 20 3284404 3284423 ATTCCGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 202

Ai03B1530 Araip.B03 1530 p2 (TA)6 12 3290551 3290562 TGTGGAAGATACCCCTTTGC CATGCCTTCTTTCCCACACT 279

Ai03B1531 Araip.B03 1531 p2 (TA)10 20 3291832 3291851 ATGCAGCCACACTCATTTCA ACAATGTGGGGGATTTGTGT 151

Ai03B1535 Araip.B03 1535 p2 (CT)6 12 3294026 3294037 TAGCCACCACCTTCTCCATC AGAGAGCTCGAAGAGGGACC 139

Ai03B1537 Araip.B03 1537 p2 (AT)6 12 3297814 3297825 GGACCAGCGTATTTGGGTAA TTCCACAAGTGTACCACGGA 174

Ai03B1538 Araip.B03 1538 p2 (TA)6 12 3298389 3298400 CTGGAGGATCTTGGTACCATCT GCTCACTCAGCAGCATCATT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B1544 Araip.B03 1544 c (TC)7tttctttgggatctcaagaattcag(ATGA)6atatgaaggtcttgtgatacccttcagaagaagacacgattccattattttgactcagattttctctgctttcaactctcaaaagctcttcc(T)10165 3320371 3320535 TCGCGTGTGTGAGAGAGAAC TTGCACTTTGCAGAATCTCAG 243

Ai03B1545 Araip.B03 1545 p3 (TTC)7 21 3321791 3321811 AAAAGGGGAATTGGAATTGG GCTTGCCCTTGGAGAATACA 279

Ai03B1546 Araip.B03 1546 p3 (TTA)11 33 3324119 3324151 GAGGGGTCATGTGAGCTTGT CATGGCAATGTATGTAGCATGT 275

Ai03B1549 Araip.B03 1549 p2 (AG)6 12 3325623 3325634 TGGTCCTACCAAATGCATGA TCCGTCTCTGTCTTTCCGTC 119

Ai03B1550 Araip.B03 1550 p2 (AT)6 12 3327730 3327741 CGGTTTTCGGTTTAGATTGG TGCATTGAAAAGGAACCTGTC 265

Ai03B1551 Araip.B03 1551 p2 (TA)7 14 3328719 3328732 TCCATTTAAGGGTCTGTCGC TTGCTTCACCGTCAAAATCA 204

Ai03B1556 Araip.B03 1556 p2 (AG)10 20 3339319 3339338 GAGATCGAAGAGATGCGAGG TCTTGTCCCTTCCATTACCG 116

Ai03B1558 Araip.B03 1558 p3 (TTC)5 15 3340989 3341003 CTCCTCCTTCTTCGTCGTTG AGAGTGGCACCTCCGAAATA 243

Ai03B1559 Araip.B03 1559 c (T)11atcc(T)12 27 3341562 3341588 CGGATATCAAACAAACGGAA CCAATGGTGAGAGGGAAGAA 182

Ai03B1563 Araip.B03 1563 p3 (CAC)5 15 3349350 3349364 TCACAGCGTCTTTTCTGACG TGGGTGGTTCATGAATTGTG 188

Ai03B1564 Araip.B03 1564 p3 (GTG)5 15 3350719 3350733 TGTCGCAGAAAAGACTGCAA GAGGAACCACCCACCAAGTA 194

Ai03B1565 Araip.B03 1565 c (T)11gttttttg(T)12 31 3358465 3358495 CGCCAAATCAGAGGAACAAT CAGCCAAGAACACCACATGA 279

Ai03B1566 Araip.B03 1566 p3 (AAC)9 27 3358934 3358960 CTTCGGTTCACCCAATTGAT CTTCATCCTCACCCTTGGAG 122

Ai03B1569 Araip.B03 1569 c* (A)12(AAT)6* 28 3367440 3367467 CTCCCTACACCTGCACCATT ACAACTGATCCGAGAGTGCC 267

Ai03B1571 Araip.B03 1571 p3 (GAA)6 18 3368591 3368608 TTATGGAGAGGCAGGATTGC GAAATAAAAGCGCAACGCTC 227

Ai03B1574 Araip.B03 1574 p5 (TGAAT)6 30 3371643 3371672 AACGTGTTCGGTTCATTATGC TCAAATTCAAAATACCTGCGTC 233

Ai03B1575 Araip.B03 1575 c (A)10gaggagaagagagagaggagaagaagaatgaaagaagaaaaatatgtgcaaattcg(GAA)684 3372053 3372136 TGCAAATTTGTTGGAAGACG TCCAATCCATTGGGTTTAATTT 244

Ai03B1577 Araip.B03 1577 p2 (CT)6 12 3373530 3373541 TCCCCAAACTACCCCTTTCT TGAGTGAGGAAAAGCGAGTG 147

Ai03B1578 Araip.B03 1578 p3 (GAA)5 15 3373943 3373957 GCATCGCTAGGAGGAGAAGA GGTGGTTCTTCCTTTTGCTG 218

Ai03B1579 Araip.B03 1579 p2 (AG)6 12 3374142 3374153 CAGCAAAAGGAAGAACCACC TAAACCGTGAACCCCATTGT 206

Ai03B1582 Araip.B03 1582 p4 (TATT)5 20 3376235 3376254 GGATCGGATCGAATATCGG TGCAAATTTTATATAGGAATCCGT 280

Ai03B1590 Araip.B03 1590 c (T)10gtagatggttacaaatttgaggaacaattttataggttttaatttttttttgatgtcacagatttgagagtcagatttgtagtttta(T)10107 3382413 3382519 ATTGAAATTGTCGCGATGTT GGGTCCCTTTTCACCTCTTT 257

Ai03B1594 Araip.B03 1594 p2 (GA)8 16 3388964 3388979 AAACACGGAAGCAAAGGATG CTACTGCTCAACTCTCCGCC 272

Ai03B1602 Araip.B03 1602 c (A)11gaattggtacagggacttaaataaaaagaaaaaaagtgtagggacccaattaaaaaaagattggtacaaggactcaatt(A)13103 3394972 3395074 TTTCTTTTTAATTGGGTCCCTG CGCTCCTCCCTATAGTTTTGC 236

Ai03B1604 Araip.B03 1604 p3 (GAA)7 21 3398990 3399010 AGAGTTGGAGCAAGGGAACA AAAAGAAGAAAGGCCCAAGC 214

Ai03B1606 Araip.B03 1606 p3 (TTG)7 21 3400779 3400799 TCATGTAGCCGATCCCATCT CAGCCGACTCAAAAGTCTCC 240

Ai03B1608 Araip.B03 1608 p3 (GCT)5 15 3405592 3405606 GGTATAATTGGCGAACCGCT CAGGATTCTTCCAACCCTGA 260

Ai03B1609 Araip.B03 1609 p2 (GA)7 14 3405898 3405911 CAGGGTTGGAAGAATCCTGA ACGACCAACCGTTTCTCATC 156

Ai03B1613 Araip.B03 1613 p2 (TA)6 12 3411022 3411033 CATGTCATCTTCCCCACCTT TGTGTGCCAGCCTCACTATG 240

Ai03B1616 Araip.B03 1616 p3 (AAT)10 30 3413443 3413472 TGGACCTGGGTCTTAGTGTTG TTTCTGGAGGGTGCTAGCTG 272

Ai03B1618 Araip.B03 1618 c (A)10tggctaaagatgttgaagttgaagagcaaa(GAG)658 3415931 3415988 CCCATTTGGAACAAGACCAC TCCTCTGCATCAATCAATGG 182

Ai03B1623 Araip.B03 1623 p2 (AT)7 14 3419117 3419130 CGTGTCCCGTGTCATGTAAG GATTGAACCATGCCCAAACT 272

Ai03B1627 Araip.B03 1627 p3 (TAA)6 18 3427983 3428000 GCTGCAGAATTTGTCCCATT TTGTGCAGAGAAGTGGATCG 229

Ai03B1628 Araip.B03 1628 p2 (TA)8 16 3428240 3428255 CGATCCACTTCTCTGCACAA AAGTGACGGTAAATTTGTTTGATG 206
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Ai03B1630 Araip.B03 1630 c (T)11gaaattagaaatgtgtgaatagtggtgtaaaatccctttgccttgcttgaaattattctatcaaaatttatgtatgttaatctaaatgaa(AT)9119 3438909 3439027 CAATGCCATATAGAGCCAAGG AACATACATAAATTTTGATTTTGAGC 280

Ai03B1638 Araip.B03 1638 p2 (TA)6 12 3463199 3463210 CCCAAACTAGCGTGGGAGTA GTTTAAAACCCAAAAGCGCA 266

Ai03B1641 Araip.B03 1641 p3 (TTG)5 15 3473135 3473149 GTTTGATTCTGGTTCGGAGG AATCCTTCTGGCAACATTCG 177

Ai03B1644 Araip.B03 1644 p3 (AGA)6 18 3476624 3476641 ACCCAGAACTTGGATTTCCG CACCATTCACTCACCCTCCT 197

Ai03B1649 Araip.B03 1649 c (T)10caattaagtctctcttagtagaaattggcttaattttatagagaccaact(A)11gaattggtataaggacctaaataaaaagaaaaaaaagtgtagggaccaatt(A)10132 3482116 3482247 AAGGTTTAATTATTCTGTTGGTCTCT TTTTTCCTTTTAATTGAGTCTTTGC 251

Ai03B1653 Araip.B03 1653 c (A)10ttgttaataaaaaatgctaatggaggaggtgaagccctcatccaaagtcatgggagcaaagtcacc(A)1389 3484411 3484499 CCAACTAGCCACCCATCAAC CTACGAGTCACTTGCTCCCA 279

Ai03B1655 Araip.B03 1655 p3 (CAA)6 18 3494064 3494081 CATCCCTTTCAGGGTCTTCA TGCATGCAAATTGGTTCACT 273

Ai03B1656 Araip.B03 1656 p2 (AG)16 32 3494428 3494459 GCGAAGGAGGAAGTGAGAGA TTAAAACAACCGGAACACCG 206

Ai03B1657 Araip.B03 1657 c* (A)13(AT)10* 32 3496458 3496489 TGCCATACAAACCCAACAAA TGATGATGAGTAATGGGAGGC 248

Ai03B1658 Araip.B03 1658 c (T)11gtcacaacaacaaca(ATT)5(GTT)1586 3497006 3497091 GGCAAGTTCTGGCTGTTTTT CGAAAATCTTAGAGCAGATGGA 252

Ai03B1662 Araip.B03 1662 p2 (TA)8 16 3503100 3503115 AGGGTGATATTTGGAAGGGG CTGATACACCGATACGACGG 278

Ai03B1664 Araip.B03 1664 c (A)10tgttacattacacacgaattttttttatatattat(A)1055 3503633 3503687 CCAGTCAAAGTTAACCACCCA TGCAATTTAATTTCCATACTCTTTCA 240

Ai03B1666 Araip.B03 1666 p3 (AAT)5 15 3504635 3504649 TGGGGTCATGCTTCTTTCTT GCAAGTGTCGAGAGTTTGAATTT 280

Ai03B1667 Araip.B03 1667 p2 (TG)8 16 3507951 3507966 AGAGACGGTGGAACAACAGC TGACTCTGCCGGAGGATTAG 231

Ai03B1673 Araip.B03 1673 c (A)10ctaagcaatcacaagctttttctaaatcttagggaaagggttaacaaagcttaagccgaacttcaagtcaattatgcaaaaccaaagttc(TA)6112 3512922 3513033 ATTCCCTTTGAGTATGGGGG GAGAGGTGTTTGGATGAGCA 251

Ai03B1674 Araip.B03 1674 p2 (TA)8 16 3516437 3516452 GTCCATTGTTGGGAGGAGAG TGATTTGCATTTTGCATTGG 202

Ai03B1675 Araip.B03 1675 p2 (TA)6 12 3518824 3518835 GGTCCTCCTTGTGAGGCATA ACAGGGGTTTCCCTATTTGG 221

Ai03B1679 Araip.B03 1679 c (T)10gtacatgtacctaaatcaaaccaaaccgattaagaacatattgattcagttcgggtaattagatatccaataactttaaaattcat(A)11107 3529014 3529120 CGTCAATTTGGTTCGGATTT TGTATTTGGTGTTTAACATTTTTGA 264

Ai03B1681 Araip.B03 1681 c (A)10gaattgaattttctaaag(A)1038 3554210 3554247 CCTTCTTTTGTGGTAGTATTTTTGG CGATGAAATTGACATGGGTG 245

Ai03B1684 Araip.B03 1684 p4 (AAAT)5 20 3563927 3563946 TATGGCATGCCTCCCACTAT AACGCTTCACTTTTAAAGATACAAA 199

Ai03B1685 Araip.B03 1685 p2 (AT)9 18 3565557 3565574 ACTGCACCTGAGTTTCCACC CAATGAGCAACACTAGGCCA 224

Ai03B1686 Araip.B03 1686 c (ACC)6aaattccgagtgaaatccagcacttggaagaatgtgatgacgagggatgattctacttgttgctaat(TGA)9112 3566279 3566390 GCCCTGGTCTAGCCATAGTG GGCTGAAGAAGGTGCAAGAA 274

Ai03B1687 Araip.B03 1687 p2 (TA)10 20 3567179 3567198 GCATCCGGATCTGTATCAAAA CAACCCACCAAGAAGAGGAG 255

Ai03B1692 Araip.B03 1692 c (T)11cttcagacaaaaccgggtttttggaaccgctaggaacacaaacattatgggaaaaccggtttgggacaagtg(TAC)7104 3575195 3575298 AAATCGCAACCAATGAATCC TGATGAAGATTTTGGTGCTTG 260

Ai03B1694 Araip.B03 1694 p2 (TA)6 12 3585001 3585012 TCACCGCTAACATATGCACC CATCCTTACTAGATACGTCCTTAATCA 278

Ai03B1701 Araip.B03 1701 p2 (TA)11 22 3604653 3604674 GCCCATTGACAATTAGATGGA TCCTTTTGCTCCTCAGCCTA 263

Ai03B1702 Araip.B03 1702 p2 (AT)8 16 3605008 3605023 TTTCCGCAATGGATAAAAGC ATCATGGTTTAGGGCAAAAA 193

Ai03B1708 Araip.B03 1708 p3 (CCA)10 30 3624576 3624605 ATCTCAATTCCGTTGGTGGT CTGGTCAAACAGGAGGGTGT 275

Ai03B1716 Araip.B03 1716 p2 (TA)11 22 3637121 3637142 TGGTGAATCAAATATTGAATTGGT CCTTTATTTTTCTATCGTAGGGTTAGG 157

Ai03B1719 Araip.B03 1719 p2 (AT)6 12 3641861 3641872 GCGAGTGTGAATTACGGTCA CTCGTGTTGTGTCTTGTGTCTG 172

Ai03B1723 Araip.B03 1723 p2 (TC)20 40 3650962 3651001 ATTTTTCAGGGGATGCACAG GAGACAATAGAGGCCTCCCC 247

Ai03B1726 Araip.B03 1726 p4 (ATAG)6 24 3653865 3653888 TTTCAGAGCTATTATTTTGGCAAC TCGGTATTTTCCAATACACTTGA 280

Ai03B1729 Araip.B03 1729 c (A)10gaaaataaaagataaaagagtgtaatagttccatgaatagcaggcaggttcaacattgactgca(T)1084 3679276 3679359 TTGTTTCTTCATGGCCTTCC TTCTTCCATTGCTCCAAACA 209

Ai03B1731 Araip.B03 1731 p3 (AAT)5 15 3681348 3681362 TCGCATAAGTGATTTTAACCAA TATGTTGTGCGTTGCTTTCC 110
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Ai03B1734 Araip.B03 1734 p3 (GAA)7 21 3687787 3687807 CAGCTTTTGCTGTTGAACCA AGGCCATGAAGAAGCAAAGA 264

Ai03B1738 Araip.B03 1738 p3 (GAA)5 15 3696428 3696442 TGGTTCCATGGTGATGAATG CATCATGGAGTTGTTGTGGC 249

Ai03B1739 Araip.B03 1739 p3 (ATA)5 15 3698090 3698104 TCGTGACACAAGAATTTTGGA TTTTTAACCATCACCATCATTATCA 239

Ai03B1740 Araip.B03 1740 p2 (AT)8 16 3699833 3699848 TGTCATTTGGTGTTTTGTAAGAA TGGGTTTATAGTTTGTTGGCA 264

Ai03B1743 Araip.B03 1743 p2 (TG)6 12 3701579 3701590 AAGCCCCTTTTTCTTTCAGC TTTCTCGCACCATTCCTACC 202

Ai03B1744 Araip.B03 1744 p2 (AT)6 12 3707713 3707724 ATTTGGGGCATTCTTGTCAG CCTCTTCCCCTCATCAATCA 237

Ai03B1745 Araip.B03 1745 p3 (AAC)6 18 3711747 3711764 CAAGACGAGCTACGAGACCC TGTTTTCATCTGCTGCTGCT 139

Ai03B1746 Araip.B03 1746 p2 (CT)8 16 3713409 3713424 GGGAAAACAGTGACCCATGT AGCGTCCCCGAGAAGATTAT 272

Ai03B1747 Araip.B03 1747 p3 (GCA)6 18 3714946 3714963 GCCTGCGAGTATGTGGAGTT GAAGGTGATTTGGAAACCGA 228

Ai03B1754 Araip.B03 1754 p3 (AAT)12 36 3725033 3725068 TTCTTTGAGCGATTAGATTCAGG TAATGCGCGTGTGTTTTGTT 228

Ai03B1755 Araip.B03 1755 c (TCT)5tcctcgatgaaaaccacaactgtcatttttcttcgcgttt(CTC)570 3725260 3725329 TGTGGTTCATGAATGTTGGC TCAGCTTTGCTAGAGTCCCC 229

Ai03B1756 Araip.B03 1756 p3 (AAG)16 48 3725499 3725546 CTTCGCGTGTTTCATCTTCA CCTCTTCCTCTTCCTCCTCC 204

Ai03B1757 Araip.B03 1757 p2 (TA)6 12 3731504 3731515 CCATTCCATTTTTACCCCCT TTTGCTGTTATTGGGGATGA 111

Ai03B1758 Araip.B03 1758 p3 (TAA)11 33 3731649 3731681 TCATCCCCAATAACAGCAAA ATCCACTTCATGCTTGGTCC 272

Ai03B1762 Araip.B03 1762 p5 (TTTAT)6 30 3734984 3735013 TACCCACAAAGGCCACGTAT CCGAGTCCTTACTCGCAAAA 122

Ai03B1763 Araip.B03 1763 p3 (TCT)5 15 3736725 3736739 GGGAGGATTAGGCAGATGAA AGCCGAGTGGAAGAACAAGA 251

Ai03B1764 Araip.B03 1764 p3 (GAA)6 18 3738941 3738958 CTTCTCGTCATTGCTCACCA CGAAGATGATTGGGTCGAGT 187

Ai03B1765 Araip.B03 1765 p3 (TGG)6 18 3739201 3739218 CGTTCAAAACAGGGTCGTTT ACAGCTTGAGGAAGCTCTCG 113

Ai03B1769 Araip.B03 1769 p3 (TAT)13 39 3741280 3741318 TTTAAGTCACCATGCTTGCG GTTCTTGTCCTTGCTCCTGC 233

Ai03B1770 Araip.B03 1770 p3 (TTA)6 18 3743772 3743789 TTGGCCTTAGTTTTGTTTGACA TCATACGAAAATAACTGCATTTGAG 278

Ai03B1773 Araip.B03 1773 p2 (AT)6 12 3750924 3750935 TGGGTCCCTTATTCTTGCAC GGATTGGTCGAGTGGTCAGT 272

Ai03B1786 Araip.B03 1786 p3 (ATT)7 21 3780829 3780849 TGATTTGAGGAGAGAAAGCGA GCAATTTGCAAACTTTCCTTG 218

Ai03B1788 Araip.B03 1788 p2 (AC)6 12 3781606 3781617 TTCTTTTTCTCTTTTGATGCTGA ACTTGGGATGAAGTTGACGG 215

Ai03B1790 Araip.B03 1790 c (T)10gttttaatttatgagtgagtagtgag(T)1046 3783758 3783803 GGGATCGAGAGGAGGAAAGT CTTGTGACCCACCCTAGCAT 190

Ai03B1793 Araip.B03 1793 c (A)10cctccaaaaactgataacaatgtaaacaatgtcccctgat(A)1363 3786061 3786123 AAATGTTTATTGGGCCGACA AGTCCCTAACGGAGGCATTT 278

Ai03B1797 Araip.B03 1797 c (A)10ctatgcgagagaaagcattgaagggttagagatgagatatgacactttattccttcaattg(A)1081 3790345 3790425 GGGAAGACACAATTTGGACC GCCGTAACGAAAATGAATCC 223

Ai03B1802 Araip.B03 1802 c (A)11cttttcttttaataa(T)1036 3794969 3795004 TTTACAAGATGATCAACGGTCAG CAAGACTAACCCAAATGCTTGA 272

Ai03B1803 Araip.B03 1803 p2 (TC)8 16 3798620 3798635 GAGAGTTGTTTCAGGGCTGC TGATTCATTTTGTCTCCCCC 270

Ai03B1804 Araip.B03 1804 c (A)10gaaagataataacacaaaagttttgacatttgcttaaaaaaatattagaaacaaacaagaaataaataaaacctagaaagaagg(A)14108 3798995 3799102 TCCATTAAGCATGGCATACAA TTGGGTTGATTAATAGGAATTTGA 199

Ai03B1805 Araip.B03 1805 p3 (TTG)5 15 3799592 3799606 ATGTCCCCATTTCCACCATA ACACTTGCATTGGCTAGGCT 215

Ai03B1808 Araip.B03 1808 c (T)10gtctacctaacattacc(A)1037 3810401 3810437 TCCCCACACATTATTATTTCCC TTTTTGGCTGATTTTCTTTGG 275

Ai03B1809 Araip.B03 1809 c (T)11gtctacctaacattaccaaaa(AT)1052 3810556 3810607 AAAATCAGCCAAAAACAACCA GGCGGAAGGTACAATATGGA 201

Ai03B1813 Araip.B03 1813 p2 (AG)9 18 3814762 3814779 GGTTGAGTGAAGGGTAAGCAA GTTTTCTTGCTCGGAAGACG 163

Ai03B1818 Araip.B03 1818 p4 (TGGT)5 20 3830391 3830410 GGGCACACGCTACATATTCA TTGACATCGATGCTTTCCTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B1824 Araip.B03 1824 p2 (AC)6 12 3839182 3839193 AACCCCACCATTGTAAGCAG AGAATGTTGTTTGGGGTTCG 212

Ai03B1826 Araip.B03 1826 p2 (AG)9 18 3843386 3843403 AACCTTCCTTCGTCCCTCTC GAGGACGGTACTTAGCGGTG 212

Ai03B1836 Araip.B03 1836 c (A)10tcaaccttcaacaacaatctcaataaatcaaaatcaaaataacaattcatcaccaaaaccattaacattaac(A)13gaaa(ATC)6117 3877426 3877542 CTGTCACCCATCACCATCTG TGGATTTTTGGTTCTTGTAATTGA 277

Ai03B1837 Araip.B03 1837 p3 (GAA)5 15 3878397 3878411 TGCGAAGGGAGAAAGAAAGA AGAGAGAAGCGGGGGTTAAG 186

Ai03B1840 Araip.B03 1840 c (AAGA)5ataaa(AAG)540 3888133 3888172 CTTTGCTGTCAACGGTGATG CATTGTTGGACAAAACGACG 279

Ai03B1847 Araip.B03 1847 p3 (CTC)6 18 3906039 3906056 CAACCACCACCTCACCTTCT AGCGGCGACGAATCTAAGTA 163

Ai03B1850 Araip.B03 1850 p2 (CT)6 12 3919205 3919216 GACGCGCAGATAAAAAGAGG AACAAGAAGAAGCGCACGAT 155

Ai03B1851 Araip.B03 1851 p2 (CT)16 32 3926382 3926413 TCGTTTAACCTCCCTTGTGG GGCTCCCATTCATTCTCAAA 174

Ai03B1852 Araip.B03 1852 p3 (AAT)6 18 3927560 3927577 TGTGTGCATCCAAACAAAGTT TGCGTCTGGTTTTTCTGATG 171

Ai03B1857 Araip.B03 1857 p3 (ATT)5 15 3933044 3933058 GGCTGATAACAATTTGCTTGC GGTGGCTTACCATCCCACTA 280

Ai03B1859 Araip.B03 1859 p4 (ACAA)5 20 3936452 3936471 CTGAAAATTGGTGGGCAACT TTCGTTGCTGCTTGCTTAAA 149

Ai03B1860 Araip.B03 1860 c (A)15ggagaaataactagttaaggtagttgcatttgtgagttactcggcgacggtgga(AG)681 3940082 3940162 TCCTGAGCTGGTTCTTTCGT TGTCTCTATTCCCCTCACCG 238

Ai03B1864 Araip.B03 1864 p2 (AT)6 12 3943940 3943951 TGGTGTTTCAGTGATTTTTAACTGT TGTGGCTATACAAATTGCTTCC 212

Ai03B1879 Araip.B03 1879 p3 (AGA)5 15 3965548 3965562 TCGCAGCAACTCAATAATGG ATAGCTACGTGGAGTTGGCG 217

Ai03B1880 Araip.B03 1880 p2 (TG)7 14 3965752 3965765 GGGAATTAGGGTTTTGGATGA CTAGATGAAGCGCTCTTGGC 220

Ai03B1886 Araip.B03 1886 p2 (CT)8 16 3973567 3973582 CTTACGGCGTCGTTTGGTAT AAGGCATTCCCGATCTTCTT 149

Ai03B1890 Araip.B03 1890 c (AC)19(AT)9 56 3978265 3978320 TTCCTTCATCATTTCTTTTTGTTT TGCAAAGTATTTTATGATGAGGTTT 278

Ai03B1898 Araip.B03 1898 c (A)14gaattgtcttcgtttggaaatagaggttcaatgattaaatcga(T)1067 3993307 3993373 TTCAGTGTTTGGTTTCATGTCC CGTGTCATATTACGGTTCACAAA 229

Ai03B1902 Araip.B03 1902 p2 (TA)6 12 3997785 3997796 ACGTGGGCATAAACCTGTTC CGGTTCACCAAAACAAAACA 188

Ai03B1906 Araip.B03 1906 c (A)11ctaaatgaacaa(T)1033 3999906 3999938 CATCTCGGATTCCAATCTCAT TACCCAAAAGGGTGTTTTCG 186

Ai03B1907 Araip.B03 1907 p2 (AT)8 16 4000526 4000541 ACCATTTTTGTTGTGCCCAT AGCTCGAATGTACACCAAGGA 212

Ai03B1908 Araip.B03 1908 p3 (TCT)8 24 4002454 4002477 CAAAATCGCGAGCTTCTTCT CTGATTCTGCTGCTGCTCTG 175

Ai03B1909 Araip.B03 1909 p2 (GA)9 18 4006032 4006049 TGGTGACAAAGGCATTCAAA GATCCTTGTTCGTTTTGGGA 253

Ai03B1912 Araip.B03 1912 c (T)12gttctttttccctgataaattttcgaaaaaaagttatataggaccagtaaaaagtttatacataacatgta(AT)695 4009321 4009415 ACGTGGACCTTGCAATCAAT TTGCTGGCCTCCTAACATTC 279

Ai03B1914 Araip.B03 1914 p3 (CTT)5 15 4015692 4015706 GGAGGACAAAACATCGTCGT CTTCTGAAGGAGCGGATGAG 131

Ai03B1916 Araip.B03 1916 p2 (GA)6 12 4017724 4017735 GCAGCACACGTGAAGAAGAA GGTGGACAGTGTGGAACAGA 139

Ai03B1918 Araip.B03 1918 p3 (ATT)8 24 4022250 4022273 ACCACCCTTTTCTTCCTGCT ACCACCAGGGCAGTAATCAG 190

Ai03B1920 Araip.B03 1920 p4 (TTAA)5 20 4025058 4025077 GAATGGGTTCACAAGGAGGA GGAGCATCAAGTGTAGGAGGA 179

Ai03B1921 Araip.B03 1921 p4 (TTTC)5 20 4027410 4027429 GATTGATGATCATGCCCAAA GGAGGAAGCTAAGCAAGCAA 228

Ai03B1925 Araip.B03 1925 p2 (TA)10 20 4035762 4035781 CAGCAGCAGCATGTGGTTTA TGCGTGCTTCTATTAAACATTGA 257

Ai03B1926 Araip.B03 1926 p2 (GT)8 16 4037202 4037217 CCCTATTGCATGTTGGGACT CGAGGATTATGCCTTGGAGA 246

Ai03B1927 Araip.B03 1927 p2 (CA)6 12 4042295 4042306 AGATGGGAAGGGCAAGATTT TCCCTGGTGTCCTCTTTTTC 270

Ai03B1928 Araip.B03 1928 p3 (TCT)5 15 4042641 4042655 TCATGCTCTTCACAATGCGT CTTCTTCTTCCCATTTCCCC 208

Ai03B1929 Araip.B03 1929 c (T)14attacataaaagtcaaggagagaaaccaaatactatatcattatcatgtgttatgttatgttttccctactttcttcttaagg(T)16113 4042859 4042971 CTTTCTTTTTCTTGGACTTTATTTTT TCTCAAAAAGTCAGTTTCTCACCA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B1930 Araip.B03 1930 c (CTT)5tttcatcattgtcatcatcatctta(T)10cttgttttatcttctcaagtttctttttgttttactattttaataagaataaaaac(A)10116 4043943 4044058 GCAGCAAATTTCAGTATAACACG TTGGTACCATTATGTGTTTCTTCTTT 253

Ai03B1939 Araip.B03 1939 p2 (AG)6 12 4057149 4057160 CGAATCCTACGCATGTAACG CGAATCGAGTCGAACAATGTA 280

Ai03B1941 Araip.B03 1941 p2 (TA)6 12 4061928 4061939 CACCTAAGTTCGTGAGAGTACAGTG AAGCAAGTGTCGGGATTTTG 214

Ai03B1945 Araip.B03 1945 c (A)10cacccattccggttcttgattttttttggactgattagtccatgtgc(A)10taacattgac(T)1188 4064275 4064362 AATACCACATTCGGCCTCTG TTCGAAAGACAACGAGGTCC 227

Ai03B1953 Araip.B03 1953 c (A)18ga(AG)8 36 4083530 4083565 TAAAGAGGCCACAAAGGCAC GCCAATGCAATCAACACAAC 114

Ai03B1965 Araip.B03 1965 p2 (TA)6 12 4098387 4098398 TCTTGGAACCCCACATTCTC GCCTTTTCCAACATTCTAGGC 253

Ai03B1966 Araip.B03 1966 c (T)10atatttttttattttaattgtcattattataattatggttattatcactatttctttttttttatc(T)1086 4098935 4099020 TTTCATAGGCACATGGCAAG ACGATAATGATGATGATGATAATAAAA 274

Ai03B1969 Araip.B03 1969 p2 (CT)6 12 4102437 4102448 CAAAAGGGAATCAGCCAAAA ATTCATGGGAGAGCCAGATG 248

Ai03B1971 Araip.B03 1971 p3 (TGA)5 15 4106746 4106760 GGAATTCAAACAAAACCCCA GCCTTCTGTGCTATCTGCCT 255

Ai03B1974 Araip.B03 1974 c (T)10aagggaaaggttcaagacc(A)1140 4116593 4116632 CGGTAAGGATTGTCTCCCAA GCGTACCTGATATAGTGGAGCA 169

Ai03B1977 Araip.B03 1977 p2 (TA)9 18 4123584 4123601 CAATCTCAACATTTCCCGGT CCACTACTCACCGAAGGAGC 195

Ai03B1979 Araip.B03 1979 c (AAT)5aaagaaagaatctaacctcgttgtgcttcttcttt(TTC)565 4135862 4135926 TCTTCCTGCATCCAGAATCAT CCGAATGTTCGTTACAGGGT 273

Ai03B1982 Araip.B03 1982 p2 (AT)7 14 4145457 4145470 GTGGCTCAATTCCGCTTTAT TTTCTCTTTCCCCTTTTTAATTTG 277

Ai03B1983 Araip.B03 1983 p3 (TCA)6 18 4145844 4145861 TGTCATTTGTCAAGGCCTCA GGGATGAAAATGAAGATCGC 240

Ai03B1984 Araip.B03 1984 p2 (AT)6 12 4146414 4146425 TCCAGACATAAGTCATTTTTATCCC CGTACATAAATTTTGATTTTGAGCA 258

Ai03B1985 Araip.B03 1985 p3 (ATT)5 15 4146670 4146684 CACAAATTTTGCTTCAATTCCA CGGAGTAGCCTGTGTTATGC 219

Ai03B1986 Araip.B03 1986 c (ATT)16ttaatttttttttcctt(TAA)1095 4147740 4147834 AACAATTTTACTAATTGGTGCTCA TCACAGCCCAGAAACAAGTG 207

Ai03B1987 Araip.B03 1987 p3 (AAT)5 15 4148315 4148329 TTTTTGTGTTGAGCTCCTTTG GTTGGTGGTAGCCACACGTA 276

Ai03B1988 Araip.B03 1988 p3 (TTA)5 15 4149922 4149936 CTGCACAAGAAGCATCCAAA CCACCAGTTGTTTGTCTTGC 156

Ai03B1990 Araip.B03 1990 p3 (ATT)7 21 4150743 4150763 AAAGCAGTGTGCATTAATTAGTTAGC AATGGTCAACAACCGGAAAC 279

Ai03B1991 Araip.B03 1991 c (AG)16aacctgtgatggtgagagaggagagggacacgaaactaggagcttgaaggaaagaggatccacga(TGC)5112 4155636 4155747 GGATCCAAGTGAGGCACATT TCACTGAGTTCGTTCGTTCG 236

Ai03B1997 Araip.B03 1997 p2 (AT)6 12 4159333 4159344 TTTCCAGGTTGAGCATTGTG CAGCTGAAAATTAAAGAACTAGCCA 277

Ai03B1998 Araip.B03 1998 p2 (TA)7 14 4161308 4161321 CATTACGTATCATGTTCAACTTTATTT CAGACACGAAATCTGACACGA 276

Ai03B2000 Araip.B03 2000 c (TA)6tgtaattgagaaaagattatcaactttttttagttaata(T)10gtaactattttcaccattactgtttgacaagtttactactttgttgattgaatgttg(T)14132 4162521 4162652 ACGCTAAACTTTTGGGAGCA CGTAAATAACATGTATAGGTGAGCC 274

Ai03B2002 Araip.B03 2002 p2 (TA)6 12 4166289 4166300 AGATACCGTGGGCAACAAAA CGCCATCAATTCATACCTCC 261

Ai03B2004 Araip.B03 2004 p2 (AT)6 12 4172088 4172099 TCTTTTCCAATGGTATGAGTGA AAGAGCTTTAACCAACGTTTGAA 278

Ai03B2007 Araip.B03 2007 p2 (TA)6 12 4178916 4178927 CGCAATCAAAAATTTACGCA AATAATGTCGGATTGTACGTCTCA 100

Ai03B2008 Araip.B03 2008 p2 (AT)8 16 4179049 4179064 CTTGAGACGTACAATCCGACA AGGCGCTGGCTATACTGAAA 278

Ai03B2011 Araip.B03 2011 p4 (ATGC)5 20 4200810 4200829 ACAAGCCGTACAGGACACG CCCTATTTATGGCCATGTCG 252

Ai03B2012 Araip.B03 2012 p2 (AT)7 14 4201429 4201442 TGATGCGGATAAGAATGGAA TGAACATAAGATGACTGCTGGC 185

Ai03B2016 Araip.B03 2016 c (T)10gcgatttaaaacgacgtcgtttcttt(A)1248 4210924 4210971 AGTGTTGTCAGAACCGGACC GGCTAGGGTTACAAAACGCA 271

Ai03B2019 Araip.B03 2019 p2 (AT)6 12 4219941 4219952 GCACGCGACACATTTATGAT TTTTCAGGTTTTCGTTTTGGA 106

Ai03B2022 Araip.B03 2022 p3 (CTC)6 18 4225940 4225957 ACGATTTCTATGGCGTGCTC AGGCAAAGAGAGAATGCACG 184

Ai03B2024 Araip.B03 2024 p3 (AAG)5 15 4226599 4226613 TCCTCCTCATCTTCTGTTGCT GCTGCACGTTCTTCTTCCTC 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B2025 Araip.B03 2025 p2 (CA)6 12 4228268 4228279 TCAAATTCAAGCTCCAAGTTTCT TGTATGCTAAAAGATAGATTCTCCAA 176

Ai03B2028 Araip.B03 2028 p2 (TA)6 12 4236165 4236176 CATGCATACAAAACCAGGCA TTGAGTCCTTGCACCATTTTT 272

Ai03B2030 Araip.B03 2030 p2 (AT)9 18 4236482 4236499 AAAAATGGTGCAAGGACTCAA GAACGAATAAAATGTGCATCAAA 153

Ai03B2031 Araip.B03 2031 p3 (CAT)5 15 4237037 4237051 AAAGCAAGGTTGCAGGTTGT AACGATGACGACGATGATGA 257

Ai03B2032 Araip.B03 2032 p2 (TA)6 12 4237167 4237178 GATCATCATCGTCGTCATCG TGGAATGAACTTGAGATAGAAGGA 159

Ai03B2035 Araip.B03 2035 p2 (CT)9 18 4241542 4241559 ACCTTCCAAAACGACACCAC GTGCCAAGGAAGCTGATGAC 124

Ai03B2036 Araip.B03 2036 p4 (GAGG)5 20 4241901 4241920 CTCCTTTATGCATGTTGCCA GGAGTGAGTTGGAGAAAGCG 156

Ai03B2038 Araip.B03 2038 c (TAT)5gtgtgaaaaattgggatcaatattgatttcccataaataaatatgcttgtatt(A)1078 4242806 4242883 TGCAAAACAAAGTCCAATTCC CAAATGAGCATGTGAATACTTGG 230

Ai03B2039 Araip.B03 2039 p3 (AAG)5 15 4243783 4243797 TTATTGGAAAAGCACAGGGC CCCTCCAACAACAGCAAGAT 182

Ai03B2040 Araip.B03 2040 p3 (ATT)5 15 4247635 4247649 CGACCCGTTAGATCCGTGTA CCATAACATTGCAACATTCACA 236

Ai03B2041 Araip.B03 2041 p5 (ATTTT)5 25 4251669 4251693 TTTATCCGGATTTGGGACTG TTTAAGCATTCCACTGAACGG 153

Ai03B2044 Araip.B03 2044 p3 (CTT)5 15 4253798 4253812 AACATGCTCGGTTCTTCACC AAGAGGAAGAATAACGTGCAGC 279

Ai03B2045 Araip.B03 2045 c (ACC)6aaaacagaagcctacgcccaacatgaac(CCA)5ccggtatcatcatgg(TCA)7gaaatttttccaaaatcaaccagaagtccaagataaacaataac(CCA)6ttatcatcatggtt(ATC)7194 4255900 4256093 ATACCCTTCTCCCTTCACCC TCTGATTTTCTGAGGTGGGG 277

Ai03B2046 Araip.B03 2046 p3 (TTA)10 30 4256754 4256783 CGATTTTTGCCCTCTACGTT ATTTGAGGCTTCGAGAGTGC 269

Ai03B2050 Araip.B03 2050 p3 (TAT)5 15 4265626 4265640 CACACCTCAACCACCAGTTG TTCACGAACTTTGTTGTCGTT 143

Ai03B2061 Araip.B03 2061 p3 (ATG)5 15 4298575 4298589 CATTGATGCCTTTGCCTTTT GCATGTTCGGCTTTTATGCT 140

Ai03B2062 Araip.B03 2062 p2 (TA)9 18 4299646 4299663 TACGGGTTGGAATTTAAGGC CCAAGGAAGGTTTTTCATCTTTT 278

Ai03B2063 Araip.B03 2063 p2 (GA)13 26 4300215 4300240 AGAATGCATGAAAACCAAGACA CATTGATTTGCCAACAGGTG 117

Ai03B2077 Araip.B03 2077 p3 (CAC)11 33 4311437 4311469 GTTTCAACCGTAATCGCCAC GCATGCATCGCAATTAGAAA 204

Ai03B2080 Araip.B03 2080 p2 (AT)6 12 4326510 4326521 GCAGAGAATAACAGCGGCTC AGTGAGATTATGGCCGTTGG 258

Ai03B2083 Araip.B03 2083 p2 (TA)6 12 4331530 4331541 TTGTCAACTTCTGCCAACTCTT TTTTAGAGGGGGTTGGGTAGA 201

Ai03B2086 Araip.B03 2086 p3 (AAG)6 18 4341601 4341618 CCATAGTGGCAGTGGTTCTG TCCAACAAGGATATTGGGGA 276

Ai03B2087 Araip.B03 2087 p2 (TC)9 18 4342529 4342546 CCCTTTCGGAATTCCTCTTC GCAGCATAACTCCCCACAAT 119

Ai03B2090 Araip.B03 2090 p2 (TA)6 12 4356848 4356859 TGTGAATTACCGATAAACATTAACA TTACCCCAAACGTTGGAGAC 278

Ai03B2107 Araip.B03 2107 p2 (TA)7 14 4381893 4381906 TCACTCACAAAAACACCCCA ATTTGGGGTGAGGGAAAAAC 277

Ai03B2109 Araip.B03 2109 p2 (AT)7 14 4388705 4388718 CCGCGTTACTTAGTTTCCCA AATTTTGGTTTTGCACCGAG 130

Ai03B2110 Araip.B03 2110 c (T)11gacaacacacactcacttattaaag(T)10ctaagcatgaagg(T)1170 4389379 4389448 TAGACTTGAACCTCACGCCC GTTGGGAGATACCGTGGAAA 268

Ai03B2111 Araip.B03 2111 c (AG)7aaagagaaataccatagctactaagtttgatcgattataaagagagagcttaatttaattatggttagaagttgtgtaatactagaaag(A)10113 4390532 4390644 CGTTGTTCCTTTGACTTGATG TGACTTCTTATATTTTAATGCTCAACC 220

Ai03B2112 Araip.B03 2112 p2 (AT)6 12 4390912 4390923 AGACTGAACAAATCAGTTTAGCAA GCCATTTTCTTCTCTATTGTTATAGG 189

Ai03B2113 Araip.B03 2113 p2 (CT)19 38 4391558 4391595 TCCACACACACCCTGTCCTA CACCAGCGCCAAAATAAAAT 217

Ai03B2115 Araip.B03 2115 c (T)10cttttc(T)10 26 4392851 4392876 TGCCATGTCATTTGTCAGTTT CTGAACCCTTTACCGTCCAA 270

Ai03B2116 Araip.B03 2116 p2 (GA)9 18 4397624 4397641 AGCCCTTCCGAAATGAATCT AAATCACCATCTGCCTTTGC 111

Ai03B2120 Araip.B03 2120 p3 (TGA)5 15 4404821 4404835 CACAAAACTCACCCTCCCAT TTGGTGCCAAAGGATATTCA 233

Ai03B2121 Araip.B03 2121 p3 (TGA)5 15 4407612 4407626 CACAAAACTCACCCTCCCAT TTGGTGCCAAAGGATATTCA 233
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Ai03B2122 Araip.B03 2122 p2 (AT)6 12 4413349 4413360 AATTACACGCCATGCAACAA TGTTTCAAAACTACTTTCATCTTCAAA 174

Ai03B2126 Araip.B03 2126 p2 (TA)10 20 4418558 4418577 CGTGAATGTGGATTGTGGAG GCAAGATATTAAAGGGCCTGG 189

Ai03B2137 Araip.B03 2137 p2 (AG)7 14 4442168 4442181 TGTTTGGTTGGAAGGAAAGAA CCCTCCAACAATGGAGAGAA 240

Ai03B2138 Araip.B03 2138 c (A)10gttgaaaagttaatcatgacaaccattatcagcgtcttcatagtacataggaatacacaagagtacacagaaataagtagta(T)11103 4444209 4444311 CCGGCGAACTTCAATACACT GATCAAAACTGGGTTCCATGA 273

Ai03B2140 Araip.B03 2140 c (A)11cgtacatttctataaataaagatcaaaactgggttccgtgaaaataaatattttcaataatttataacg(A)1191 4446881 4446971 GAGACAATGGTCCCACTTCG TCGTTAGCACCAATGACAACT 240

Ai03B2142 Araip.B03 2142 c (TC)7tttcggtcacattcatcattcaaagaaaaagaaagaaaaaattagaagccacgg(A)1078 4449955 4450032 TTCAATTTAATTTGCACTTCCA TGCTTTCTGACCGAAACTGA 231

Ai03B2144 Araip.B03 2144 c (T)10gcacaggagctaatcagtccc(A)10tatcagggaccgaatttgg(T)1272 4461102 4461173 AAAAATTCAAATCCGGTCCC TCTCAAACGGATAACGAGGC 165

Ai03B2145 Araip.B03 2145 c (GAA)5taaaggggaag(AGA)747 4462392 4462438 TTTGCATACAAAATCGTTCCT CAAAACTGTACGGAGGTGGC 239

Ai03B2147 Araip.B03 2147 p2 (AG)7 14 4470956 4470969 AGCGCTTCAAAGATCAATCC ATTACGCGTTCGGTGTGAAT 254

Ai03B2149 Araip.B03 2149 p2 (AT)8 16 4478586 4478601 CTGAACGTGGGAGCTAATCC GATGGCCAAGCAAGTTCATT 228

Ai03B2152 Araip.B03 2152 p3 (CAT)6 18 4479835 4479852 CCCATTGAACCAATTCCTTG AAGTGGGAAAGTCAACACCG 264

Ai03B2153 Araip.B03 2153 p3 (TTC)5 15 4479990 4480004 TCCTAAGCCAGAAACCATGC TGTGAGGCATGTTGGAAAGA 225

Ai03B2155 Araip.B03 2155 p2 (AT)7 14 4507732 4507745 AGCAACCATGAATTGGGAAT CGAGTTGTGCCAGAATTGTC 280

Ai03B2160 Araip.B03 2160 p2 (AG)7 14 4513221 4513234 AACCACGCAATAACAAAGCC ACTCCTTTCTTTGGCACCCT 192

Ai03B2163 Araip.B03 2163 p3 (GAA)5 15 4521033 4521047 CGAGAGTGAGGATGAGGGAG CCAAACACACCACAAACACC 171

Ai03B2164 Araip.B03 2164 p2 (AT)13 26 4522153 4522178 TTCTATTCCTTTTCTTCTCTATCGTT AAACTGGACAAATCAGTTTAGCAA 208

Ai03B2165 Araip.B03 2165 c (A)15cactattaaaatatttgtgtactaaatcttgaattggaccatccaaaacaattatcatgatcttcatt(A)1093 4522882 4522974 GTTTACGAGGTCCATGTCGG TTGCCCAGATACCAAAAACA 259

Ai03B2166 Araip.B03 2166 c (A)14ctactactaaaaattaacttaattatcatcaag(A)1057 4523239 4523295 TTGGCTGTGTTTTTGGATTG TGATAAAGCTGAAACTAAGGAGAGC 271

Ai03B2168 Araip.B03 2168 c (AG)11ga(G)11 35 4526568 4526602 CCACTGGTAGTGCCTTGCTT CACAGCAGGACGTGCTAAAA 240

Ai03B2171 Araip.B03 2171 c (TA)6t(TG)7 27 4537848 4537874 GGCTCCCTCGTATCAATCAA CGCCAGATAGGGATCAGAAA 242

Ai03B2174 Araip.B03 2174 p3 (CAT)5 15 4541278 4541292 TATGGTCACATCGAAGGCAA CGGGGATTCTCCTCATCATA 267

Ai03B2175 Araip.B03 2175 c (AAC)6atgatgaccatgatgtgctctttcatggcgccttcttcttcatcatcgtcatcactttccactgatgatggacatggctataggcac(CAA)5120 4541562 4541681 TTTCCCTCTTCACCCAACTG TCCATGTCCAGAAGTGACGA 211

Ai03B2178 Araip.B03 2178 c (A)10ggggtatgaggaagaaaaaaatg(A)1043 4543468 4543510 TGAGGTGATTATGAGGAGAAGGA CATCTTTCCACCGCGTACTT 276

Ai03B2179 Araip.B03 2179 p2 (TA)6 12 4544816 4544827 AAACGGATTAATGGTGTTCCA CAAAAGTTTAAGAGCAATCAAAAGC 157

Ai03B2182 Araip.B03 2182 p3 (AAG)6 18 4548624 4548641 CCCAAAGCAGTGTTGTGTTG GCCAACAAGAGGAAACCAAA 239

Ai03B2183 Araip.B03 2183 p3 (GAA)6 18 4548743 4548760 AAGCGTTGTGTTTGGTTTCC TCACCCTTGTTGTTCCCTTC 204

Ai03B2185 Araip.B03 2185 p2 (AT)8 16 4553466 4553481 TGCCCTACTACACATTGCCA TGTATTTCCATTGGCGTGAC 278

Ai03B2187 Araip.B03 2187 c (T)11ccttcctttcttcatttgaaatttcttcattatgactacactaattaataatataatattttaaaagtattgttttt(TA)6100 4558908 4559007 TCATTGCCTTTGATTCCCTC TTTTGCTCATTATTGAGAATACAAACT 166

Ai03B2189 Araip.B03 2189 c (T)10aatttttattattattttcctctattttcagccacagcttctcaaccctaaagataaataaagcaatttttcc(T)1093 4563191 4563283 CCAATTGGCAGCAGGTAAGT TTGCTGAAAATCAATAAATCAAAGA 280

Ai03B2191 Araip.B03 2191 c (T)10acgttgtgctgaaactcgttctttaaatgcgctatcccgaggaggacacctaaaggcgagccataatggtctcatcttcggcaggctcctccg(T)16119 4564698 4564816 ATGGGGCTTGATGTGTTTTT CCTAGTAACCCTGCTTTATCGTG 271

Ai03B2194 Araip.B03 2194 p3 (TGA)6 18 4571667 4571684 GCCTTCTGGCTAAGTTGCAC TTTTCCTTTTCCAATTTGCAC 196

Ai03B2195 Araip.B03 2195 c (A)12gtataaaatacaaaaaaaaagaaaaagaaaaaaatac(A)1261 4573685 4573745 TTTTGTTTGCATTCCATTATTGTT TTCGTCCTCGAATCTTGTAGGT 178

Ai03B2196 Araip.B03 2196 c (A)10gcataaaatgc(A)16ttt(A)18gcaaaaaaggc(A)1786 4574448 4574533 TTTTGTTTGCATTCCATTATTGTT CACGAACATTTGAAGCGTGT 271

Ai03B2200 Araip.B03 2200 p4 (TGAA)7 28 4581917 4581944 GAGGAAAAGCAGAAAAGGGG CTTGGCATTCAACCCAAAAT 239
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Ai03B2201 Araip.B03 2201 p2 (AT)7 14 4582934 4582947 TTTGAGTAAGCGAGCGTCAC GGTTGCGAGTTTGAATCTCCT 255

Ai03B2205 Araip.B03 2205 c (A)10cg(T)13 25 4586659 4586683 AAAATTTGGGTGCATCAATGT TCATCAATTTTGCTATTCCATTTT 225

Ai03B2209 Araip.B03 2209 p2 (AT)6 12 4593613 4593624 TTCCGGTAAGATTAATTAAGATAAAGA CGGGGAAGAGATAATTGCAC 278

Ai03B2212 Araip.B03 2212 c (A)10ggagtaaaaagagaaaaacagttcacc(A)1653 4594877 4594929 ACCAACACAATAGCATGGCA CATGCACATTGGCTCTCAAC 179

Ai03B2213 Araip.B03 2213 p3 (TCA)5 15 4595857 4595871 CGTAAAAGGCATTGTTCATCC ATCTCCATGGCGGTAACAAC 280

Ai03B2214 Araip.B03 2214 p3 (CTT)6 18 4596292 4596309 GTCGATGTCTTGGTGGGAGT CATGGAGCTCTCAAACCCAT 237

Ai03B2215 Araip.B03 2215 p2 (TA)11 22 4596705 4596726 GCAAGGATCCAATGCTAACAA GGGGTAGGGAAAAGCAAGAT 279

Ai03B2220 Araip.B03 2220 p2 (TA)6 12 4609381 4609392 TCTCACAATTTGCAAGCACC CATCCAAAGTTATGCCAACG 235

Ai03B2222 Araip.B03 2222 c (AG)7c(GA)8aagcgaagagaactaaatagaggaaaacacggtcatacagagagagtga(AG)17114 4614193 4614306 TGAACGCCATTTTATGGAAC TCCCACGAATTGGGACTATC 276

Ai03B2224 Araip.B03 2224 p3 (TTA)12 36 4629498 4629533 TTGCCCTTGTTTACTCCTCG TTGGTTAACAACAAATTCTTAAATGA 171

Ai03B2229 Araip.B03 2229 c (TCT)6tgttt(CTC)847 4637221 4637267 CACACGCACACATCATTCTTT GAGGAGGAGGAGGAGAAGGA 248

Ai03B2230 Araip.B03 2230 p3 (CTC)5 15 4637382 4637396 TTCTCCTCCTCCTCCTCCTC GCAGCAACAAAAGAATGACG 199

Ai03B2231 Araip.B03 2231 p3 (ATG)8 24 4638365 4638388 AGCGATAACGATAACGACGA TTCTTCTCCATCCCAAATGC 252

Ai03B2238 Araip.B03 2238 c (TA)7tgttctgctcctttctcaagttagatttgttagaccggcaaatagaatgtctctttcaaagtcaaggaaactgtac(AT)6102 4645902 4646003 CACACAAAGCTGATTGGGAA CTCAATGGCTGCCACTACAT 280

Ai03B2239 Araip.B03 2239 p2 (AT)10 20 4646204 4646223 CAGCCATTGAGCAAACACAA AAATTTTGCGACAAAAACGC 216

Ai03B2249 Araip.B03 2249 p2 (AT)6 12 4673837 4673848 ATGGTGAGCTGGGCTTCTTA TGGAAATTTTCACAAGTCAACC 144

Ai03B2260 Araip.B03 2260 p2 (TA)6 12 4693379 4693390 TGACTATCGAACGAGACTAGAAAGAA TGTGCTTGACATTTTCAACTCC 113

Ai03B2261 Araip.B03 2261 p2 (AT)6 12 4693963 4693974 ATTGTCACGCGGTTTCATTC CACGCATTCATGTGTATTGGA 212

Ai03B2263 Araip.B03 2263 c (A)10tagactatttgtgagga(AAAT)547 4696580 4696626 CCTGGCTCTTACCATTGCAT TTCATTTATTCGGGAGGACG 174

Ai03B2265 Araip.B03 2265 p2 (GA)6 12 4698663 4698674 TGATTGCACAGACAGCAACA CTACTAGGGCCCAACCATCA 239

Ai03B2266 Araip.B03 2266 p2 (CT)7 14 4699603 4699616 CCGGCAATAAATTTGCTGAT TGGCAGAGGAAGTTGACAGA 280

Ai03B2267 Araip.B03 2267 p3 (CGA)5 15 4701345 4701359 TGCGACAACAGATGAAGGAG TGCGTAAAACCCTAAACCCT 191

Ai03B2272 Araip.B03 2272 p2 (TA)8 16 4703581 4703596 GACATGCCAATTTCGTGATG GTGCATCAGTACTTCCCGGT 114

Ai03B2276 Araip.B03 2276 p2 (AT)8 16 4711845 4711860 TGCAGGACAAAAGATCAGGA GAGCATGGATACTCTTGTATTGG 198

Ai03B2279 Araip.B03 2279 p2 (TA)8 16 4723992 4724007 GCAACGATGCCTACAAAGGT TGTGTGGTGAGGTGAGTGCT 276

Ai03B2283 Araip.B03 2283 p3 (GTT)5 15 4733827 4733841 TGGCCTTGTTTTGTTTGGTT TTGGGGATAGTGGGAACTTG 225

Ai03B2284 Araip.B03 2284 p3 (TTA)7 21 4737088 4737108 CCATTCTAGACCAATTTTAACCG AAATGAGAACCATCTTGACTCCA 256

Ai03B2286 Araip.B03 2286 p3 (CAG)5 15 4739091 4739105 TCAGCTTGAATGCCACTGAG TCGTTGTTGTTGCCACTGTT 166

Ai03B2287 Araip.B03 2287 p3 (GAA)5 15 4743732 4743746 AAAGACAAGCCAGTGGAAGC TTCAACAAAGTCATCACGCA 103

Ai03B2289 Araip.B03 2289 c (TCA)5ttttctttttttcttattcatctttttttttcttattttatcttctcaagtttcttcttgtgttactctcttaacaagaataaaaac(A)11113 4758248 4758360 CCCTCCTCCTCATATTCTGC CATCATCTTTCAAGTAATTTTGTAGCA 208

Ai03B2292 Araip.B03 2292 p2 (TA)7 14 4761463 4761476 GGCTGTGTCCTCGTCTTTGT GTAGTGAAGGCGATTGCTCC 277

Ai03B2299 Araip.B03 2299 p2 (AT)10 20 4773729 4773748 TTTGCCTTTGAAACCTCCTG TCCAAATCCTTGTTTCTGTGC 256

Ai03B2302 Araip.B03 2302 c (T)11actagttacatactgaccagaatttaataaagttgctggttcactagac(T)1171 4775603 4775673 TTAGACGGGGCGAGTTAGAA CATTGGCATGCTTCAGTTTC 236

Ai03B2303 Araip.B03 2303 p3 (ATT)8 24 4776478 4776501 AACCACTAATCCCAAAAGCG TGCCCCCATTAAATTTAGGA 255
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Ai03B2307 Araip.B03 2307 p2 (AT)6 12 4782839 4782850 TCCGCATAATTGAACCTTCTC TCGCGGATATCTGCTCTACA 272

Ai03B2315 Araip.B03 2315 p3 (TAA)5 15 4814556 4814570 CTCTCAATTAGCGTTTGCCA ATGAGCTTCGCCTTGCATAA 161

Ai03B2317 Araip.B03 2317 p3 (AAT)5 15 4816319 4816333 AATTCCGGCCTAAAAATCCA TACTCTCTCCCCACATTCGG 208

Ai03B2321 Araip.B03 2321 p3 (AAG)6 18 4824757 4824774 ATTGGAAGGAAATGCACCAA CCAAATTGCAAACTCAACCC 203

Ai03B2322 Araip.B03 2322 p2 (TA)6 12 4826451 4826462 AATCACAAAAATTGCTGCCC TGAGCGTGCCGTATAGTTTG 242

Ai03B2323 Araip.B03 2323 p6 (TATAAA)6 36 4830311 4830346 TTGTTCATCTTTCCCATTTCC GGCCATGTACACCCCTAACA 242

Ai03B2325 Araip.B03 2325 p3 (ACG)5 15 4832661 4832675 AAGGAATGATGCACTGAAAAAGA CTTTCTCCATCGCGTAGCTT 107

Ai03B2330 Araip.B03 2330 p3 (TAT)5 15 4846855 4846869 AAACATAATCGATTTGGATCTCATC TGGGGTCACACACTAACGAG 243

Ai03B2332 Araip.B03 2332 c (A)10tgatgagattaacggactcaaaattctatataaatactag(T)1161 4848553 4848613 TTTTTAAGAACAAAATTCAACCAA TCGCCTGTTCCTCTATTTAAGC 274

Ai03B2335 Araip.B03 2335 p2 (AG)6 12 4864022 4864033 CGTCCATGATGTGAACGAAG GACAACTTAAACGCGTGGGT 245

Ai03B2336 Araip.B03 2336 p2 (AT)6 12 4865986 4865997 TCGTGTTATTTTTGTTAAAATTAGGCT TGGTGAATTAAATTTTGAACTGG 267

Ai03B2340 Araip.B03 2340 p2 (AT)8 16 4868707 4868722 ACAAATACCCAGGGAGACCC GCGGTTTTAATCGGTTTTCA 197

Ai03B2347 Araip.B03 2347 p4 (AACT)5 20 4892586 4892605 GCCGTAGCACAACGAAGTAA TGACTGACAAGGAGAGACTCCA 279

Ai03B2348 Araip.B03 2348 p3 (CCG)5 15 4893148 4893162 GATGGCCGGAGATAGACAGA CATCGTCGTTTTCTCCACCT 193

Ai03B2351 Araip.B03 2351 p3 (TAA)5 15 4905384 4905398 AAAATTGGTGCAGAGACTCAAA TGCTGGCCACAAAATACAAA 239

Ai03B2352 Araip.B03 2352 p3 (TAA)15 45 4905579 4905623 GTGGCCAGCACTTAACCATC GGTGGTGGAGCCATAGAAGA 276

Ai03B2353 Araip.B03 2353 c (T)14caattttctgtttctagggaaatgtttgtgggtttgggacgacaaggatta(GT)881 4906758 4906838 ATCAGGACACTCGGTTTTCG GGCTTCATCACCTCCATGTT 276

Ai03B2354 Araip.B03 2354 c (TG)7ctgattcttgccaacttacattaatatcgataggtgtttgtgttaaggctgtgtccaagtgaaggtttcttcatttc(T)22113 4912213 4912325 CCATGATGTCATTCAACGGA CCCGAGACCAACTTAACCAA 271

Ai03B2357 Araip.B03 2357 p2 (AT)6 12 4922714 4922725 CTTGCATTGTTTGAATCCCA AATTGCTGCCCCTTACCATT 182

Ai03B2358 Araip.B03 2358 p2 (AT)8 16 4923001 4923016 GCCAGAAAACACAAAAGTTGC TGTTTTGTTTTGCCTGTTCAA 207

Ai03B2359 Araip.B03 2359 p3 (TTA)7 21 4924641 4924661 TAAAATGTTAGGGCCAAGCG CATGAATCGCAGCGAACTTA 280

Ai03B2364 Araip.B03 2364 p2 (AT)6 12 4940505 4940516 AGTGTGGTGTTACGGACCTCT GTAATCCCTTCCGTTGAGCA 134

Ai03B2369 Araip.B03 2369 p3 (ATT)15 45 4951646 4951690 AATCCTGATGGTTCAATGATTC AACTTCTGACCCTTTGCCCT 279

Ai03B2371 Araip.B03 2371 p2 (TC)9 18 4954465 4954482 ACATGCAGAAGATTCTGGGG GGCGTCTCAACATTGGAACT 272

Ai03B2373 Araip.B03 2373 p2 (TA)7 14 4956720 4956733 GGTGGCCACTTTAGCATTGT TTTCAGGAAATTTTATTAACGGA 247

Ai03B2375 Araip.B03 2375 p4 (AAAT)5 20 4957446 4957465 CTTGATTTGGGGGATCGTTA TGCATGGGCTATGAAGAACA 277

Ai03B2378 Araip.B03 2378 p3 (ATC)9 27 4964916 4964942 TTGCCTTGGTGTTTTGTGAA TGCTGGACCAGATGACAGAG 261

Ai03B2380 Araip.B03 2380 p3 (AAC)6 18 4968488 4968505 TTGCCAGCTTCTTCACCTCT ACATGACAGAGCACAATGGC 263

Ai03B2382 Araip.B03 2382 p2 (GA)14 28 4972007 4972034 CTTGCAAGATCAGTTGGCAG GATGGGTCCCACCTAAACCT 226

Ai03B2386 Araip.B03 2386 p3 (GTT)5 15 4977379 4977393 TTTGGGGGCATTTATTCAAA TTCTTCGATGGCTCTCCCTA 259

Ai03B2387 Araip.B03 2387 p3 (TTC)5 15 4977577 4977591 TAGGGAGAGCCATCGAAGAA ACGTTGCATTGCATCACTTC 262

Ai03B2388 Araip.B03 2388 p3 (TCT)5 15 4978881 4978895 ACTGCACGTTTTCACTGCAC CCTCCTCATCTTCTGCTGCT 224

Ai03B2392 Araip.B03 2392 p2 (TA)18 36 4989917 4989952 AAGAAACGAAGGAGCTTCCC ATGCTGTAGGGGTGTAACGG 279

Ai03B2394 Araip.B03 2394 c (TGT)5tgattttgggcagagctaaaattagacttgtgata(T)1060 4991157 4991216 CAGCAACTTCTGCCATGAGA CACCTCCACTATCCCACCAC 273
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Ai03B2396 Araip.B03 2396 p2 (AT)6 12 5009533 5009544 TCGAATCTACTTGAATTCGGC GCTTCAACAAGGTGAATTTTGA 248

Ai03B2397 Araip.B03 2397 p2 (TA)7 14 5010080 5010093 ACATACTTTCCGGCCAACAC CCGGAGGAATCGAATTAGTG 214

Ai03B2400 Araip.B03 2400 p2 (TA)6 12 5012613 5012624 TGTGGTTATTTTGAAATCTGTGG AGGAATTGGCACTTGAAAGC 273

Ai03B2404 Araip.B03 2404 p3 (TTA)8 24 5020695 5020718 TGAATTTTGGCGAGATCAAA GAAAGGGAAAGGGAAGGAGA 279

Ai03B2405 Araip.B03 2405 p4 (TCTT)11 44 5022560 5022603 TCCTCTCCCTAGGGCACTTT TTGTTTTGGGAACTAGAGCAAA 185

Ai03B2409 Araip.B03 2409 p2 (CT)6 12 5041980 5041991 TTTGCCTCTGACGAAAGACA TCTGGCTATCTATGTCTTATGGATTTT 275

Ai03B2415 Araip.B03 2415 c (AAG)5taagagaataagcaaaaaaggtttgctctctcaactattcagtcctctggttttcatgcttcatgtttcttttcttttc(ATTT)5114 5049033 5049146 TGCTGAATTTTCATGCACCT TGCATAATTATATCGATTAGCTTGTAA 260

Ai03B2417 Araip.B03 2417 p3 (AAT)6 18 5054904 5054921 ATCCGCCACAATTAAACAAA ACTCAATTTCCGCAACCAAT 190

Ai03B2423 Araip.B03 2423 p3 (ATT)5 15 5060155 5060169 TGCTAAGGTGAATGCACGAG TTGGGATCTCAAATGCTTCC 263

Ai03B2430 Araip.B03 2430 p2 (TA)7 14 5075571 5075584 TGGCTTCAAGGGTATAAGGG GGTGGCCTTTTATTGAACCA 280

Ai03B2431 Araip.B03 2431 p3 (GAT)5 15 5076335 5076349 TGGAAAAACAAGTCTTGGGG AAGAGGAGGACCCCACCTTA 146

Ai03B2435 Araip.B03 2435 c (T)12gtatggatgatcataaatctgattctcagatttgtggttttaa(T)10aaaaaaaattttgaaacatgtaaattggatcctccaatttggagaattttga(T)13130 5083277 5083406 TCCCACCATCTCCTTTTCAC TGGGTAGGGATAGAAAACCG 254

Ai03B2438 Araip.B03 2438 p2 (TA)6 12 5085786 5085797 TCTTGGTTTAAGTCAATTTATGATCTC CAAGCATTAAATAAACAACCAGAG 278

Ai03B2441 Araip.B03 2441 p3 (GAA)6 18 5094241 5094258 CAATCATTTAAGTGCCTTTTACC ATCACACTCACCACCAAGGG 106

Ai03B2442 Araip.B03 2442 p3 (TAA)5 15 5094696 5094710 TTTTGAAAATTTAGCTGTTGAGGA TTGGAGTTCAAACCCAACATT 178

Ai03B2448 Araip.B03 2448 p3 (ATC)8 24 5100965 5100988 GAGGAACACCAAAGAGCTTCA GCTGGTGGAGTTGGATTCAT 131

Ai03B2449 Araip.B03 2449 p3 (TGA)5 15 5101380 5101394 TGCCTCCTCCTAATGAAGAA TTTGTGTTGTTGAAGCAGGG 271

Ai03B2450 Araip.B03 2450 p3 (ATG)6 18 5101921 5101938 TCTGGCAAACTCAGGAGGTC CCATCATCATCATCAGTGCC 156

Ai03B2451 Araip.B03 2451 p3 (TTC)7 21 5102191 5102211 CCAAGTGAAAACAAAAGGCAA CTCAAGGAATTGCAGGGAAG 209

Ai03B2456 Araip.B03 2456 p3 (ATT)5 15 5109480 5109494 TTGCAACTTGCTAAAGAACACAA TCAATGCATGAATTACCTAACAAA 220

Ai03B2457 Araip.B03 2457 p3 (TAT)5 15 5111595 5111609 TTGTCAGAAGCCGTAGGTCA TTCTAATTCCCCTCCAACCC 236

Ai03B2460 Araip.B03 2460 c (A)10tcacaatcttcaaataagtcttgtaacaatttttcc(A)1157 5118119 5118175 GCAACTCCTCCGAGAGAGAA CCTCAGCACGTTTCCAATTT 150

Ai03B2463 Araip.B03 2463 c (T)11aaactcagtaaattcttttatttattattta(T)1052 5119578 5119629 TTCTGCTCTGTTTCTGGCAA ATTCACCGTTGCCATTCTTC 226

Ai03B2464 Araip.B03 2464 c (T)12gtcaacacattttttatttatcaagaattgatttatttactacagaaaaaactgttctaa(T)1082 5119852 5119933 GGAGCGGCATAGAAAAGTGA GCCATCAACCATCACTCAAA 277

Ai03B2466 Araip.B03 2466 p3 (TAT)7 21 5123484 5123504 AAAATGGATTAAAAAGGGAGTTTT TGGGCTGTTGTGAGAATCTG 191

Ai03B2467 Araip.B03 2467 p3 (AAC)5 15 5123989 5124003 TGAGGAAGCATGCGAGTAAG AAAAAGATCGATAGAGCACCCA 249

Ai03B2478 Araip.B03 2478 p3 (TTG)6 18 5164018 5164035 ACGGTGTCTCCACCAAAGAT CAAGAACCCTAAAAACCCCC 204

Ai03B2480 Araip.B03 2480 c (GAA)6ggaggagaggaagaagagaaagaggcgaaggtt(GAA)875 5171647 5171721 GCTCTTTCCTAAAAATATTGGCA CAGAAAAAGATCTATGTCCGAGG 201

Ai03B2482 Araip.B03 2482 p2 (CA)6 12 5178061 5178072 TGGACATCAAATTTGTTCACATC GGCATGTAGCACATTAACTGAATC 199

Ai03B2485 Araip.B03 2485 p3 (GAG)7 21 5180946 5180966 GGTGACGACGGTAACGAAAT CCGGCCCCTATGGTACTTAT 274

Ai03B2490 Araip.B03 2490 c (GA)6gtgttg(T)10 28 5187812 5187839 CACGAAAAAGAATCAAAAGGG CAATTAATGTGTTTGTTTGAGCG 260

Ai03B2496 Araip.B03 2496 c (TA)6ttatttagtagttaatagt(A)1344 5192202 5192245 CGAATTATGTTTATTTTGCTTTGG ATTATTCCGCCAAAGCTCCT 244

Ai03B2497 Araip.B03 2497 c (AAG)5gaagagaaggaggaggaacgcgaagcgcgttagcgcgtgttgacacgctcaacttgtatgacttgtaaaccaaaatgatttgtatatataacacat(A)13124 5193571 5193694 AAAATGCAGCAGCAACAATG TGGCTAAACCTGCCAAATTC 189

Ai03B2499 Araip.B03 2499 c (T)10ctccttatcatttactaatattacatcctgtgcaatccttttatgttgactattcctctcccccacc(A)1087 5201462 5201548 AATGGTCCACCCAATTTTTG TGCTTCCACACATAAAAAGAAGG 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B2502 Araip.B03 2502 p4 (AAAT)5 20 5211526 5211545 CAATGTCGTGGAATTATGGC AGGAGAAGCCATGCTTGAAA 280

Ai03B2504 Araip.B03 2504 p2 (TA)12 24 5221076 5221099 CTTCCAAAATGCACTGGTGA GCCTCCGTTGATTACACACA 177

Ai03B2506 Araip.B03 2506 p2 (AT)6 12 5221850 5221861 GGTGAGACTTGTCAAGCGAA AACAACAAATAAGCCTCTGAAAGA 146

Ai03B2507 Araip.B03 2507 p3 (GAA)8 24 5226422 5226445 ACGAGGAAAAGGCCAGAACT GCTTTGTGGAACCTCCATTC 229

Ai03B2509 Araip.B03 2509 p3 (TCT)5 15 5233188 5233202 TCGTCATCGTCGTCATCATC AGGCAAATGCGGAATTCTAA 270

Ai03B2511 Araip.B03 2511 c (T)10aggatacaggaagaataaacactgaataag(A)1050 5233918 5233967 TGGAGCCGTTAGCAGAAGAT AGAAATGAGGGAGAAAACCAG 212

Ai03B2512 Araip.B03 2512 p2 (TC)14 28 5257743 5257770 ATTCAGTTTCAGCCTCGGAA TCGACGAAAACAGAGATCTGAA 195

Ai03B2513 Araip.B03 2513 c (TC)14aacgattttgcaattcaatatcgatctctcaatcttcctcaacgcttcgttctctgaatcatccaggtacctaccttcttctcccgcttcctc(TG)8137 5257955 5258091 ATTCAGTTTCAGCCTCGGAA GCTAACACAATCAACGTGGC 220

Ai03B2516 Araip.B03 2516 p2 (TG)8 16 5261401 5261416 TGCAAGCAATTAGCAACCAG GGCCATGCTTTCTTTCCATA 270

Ai03B2520 Araip.B03 2520 p5 (AAGAT)5 25 5271479 5271503 AACACGGAAACCTCGAACAC CCTGGATGCTCCAGTGTATTT 247

Ai03B2524 Araip.B03 2524 p3 (TTA)6 18 5279897 5279914 CGGTTGAATTTGGATGACTC TGTGTATTTATGCTGCGGTGA 249

Ai03B2527 Araip.B03 2527 c (T)10caagtcnnnnnnnnnnnnnnnnnnnnnnnnnttaacaataattagttaattt(A)1072 5285646 5285717 TTTCAAGAAGAAGTTCGGGG TTCGGTACAAGTTGGCTTCA 255

Ai03B2529 Araip.B03 2529 p3 (ATC)5 15 5289138 5289152 CTTCTTCGCGGTCTTCTTTG GCTGATTGGGTCTTTGTGGT 145

Ai03B2533 Araip.B03 2533 p4 (TAAT)6 24 5303421 5303444 TCAGTTGCTTATTTTATTCAAAGATT CAAAATCTCAAAAATTCCCATATCA 280

Ai03B2535 Araip.B03 2535 p2 (AG)6 12 5306519 5306530 AGATTGGGACCTGCATCAAC GTCCTAGGAAGCTGTGTCGC 216

Ai03B2537 Araip.B03 2537 p2 (AT)8 16 5311984 5311999 TCACGAGCTGGCTCAAATAA TCGAGCTTGAGCTTGGATAAA 178

Ai03B2538 Araip.B03 2538 p3 (GCA)5 15 5313514 5313528 GCTCCATTTAGCACCCTCAG TCGGCTCCAAGAAGGAGTTA 278

Ai03B2539 Araip.B03 2539 p2 (TC)20 40 5313944 5313983 GAAGCTTCCCACAGTCTTCG AGCCCAAGTAAAGCCCTGTT 228

Ai03B2542 Araip.B03 2542 c (A)10cttacatggctgaagaaagaagaggaacacccaatacc(A)1159 5317370 5317428 AAACCAATGATGGGCTCAAG CCAGCATATCGCAAATCCTT 261

Ai03B2543 Araip.B03 2543 p5 (TATTT)5 25 5322792 5322816 CATTTGAACGACCGTGACTG CGTCTGTGCCATCCACATAA 250

Ai03B2544 Araip.B03 2544 p2 (TA)9 18 5325287 5325304 TTTGGGGTTGTCAATAACGG TGCCTCGTACGTTTCCTTTT 276

Ai03B2548 Araip.B03 2548 c (A)11tgagagacacattcacacaactatatataaagtccaaaagtccacaaaaaatggaagactactactcctcgaaa(T)1095 5335818 5335912 AAATCTCCATTTTGTTTACATTTTAGA TCGAGGAGTAGTAGTCACCCAA 238

Ai03B2549 Araip.B03 2549 p3 (ATA)6 18 5337055 5337072 CCAGTGTCCGTGCATCATAG GAATGTGAAGCGAAGAAGGTTT 280

Ai03B2551 Araip.B03 2551 p3 (CAT)5 15 5338284 5338298 TTCTCATTTCCTTTGTTTAACTGG AAACTCACACTCACGCATGG 182

Ai03B2555 Araip.B03 2555 c (TCA)5ccaactaaaagggtttgcaagcattgcaataggaaattcacatgtggaagagctttggggggtcacataagaactcataacatcaaaataagattctc(CAA)5128 5355614 5355741 TTCAATCAGATTTCTTTGCATCA GCTTCCTCTCTTCTTGTGAACC 278

Ai03B2556 Araip.B03 2556 p3 (CAA)5 15 5356143 5356157 GTTCCCAACATTTCATGCAG CTCCGCATGAGGCAACTC 277

Ai03B2557 Araip.B03 2557 p3 (ATT)6 18 5356396 5356413 CCTCATGCGGAGGAAGATAA AAATTTCATTGCTGCTACGG 248

Ai03B2559 Araip.B03 2559 p2 (GA)6 12 5358310 5358321 TCGAACAAAATTCACAAAGCA CTCTCTCCCTCCCTCCCTC 140

Ai03B2560 Araip.B03 2560 p3 (CCT)10 30 5362689 5362718 TCGCGTTTCTTCTTCTCCTC CGAAAACAAGCACACAAACAA 142

Ai03B2561 Araip.B03 2561 p3 (GAG)5 15 5363533 5363547 GCTTCTTCAGCAGGGAGAGA CATGCGCATTTTCTTCTTTTT 212

Ai03B2564 Araip.B03 2564 p2 (TA)6 12 5374623 5374634 AGATTCGACCTGCGAAGCTA GCTGAGCGTCTGGAGTTTTC 237

Ai03B2565 Araip.B03 2565 p2 (AC)14 28 5375735 5375762 CTTCATTACTGACCCGGAGC GGAGGCTTCATTTGAAGTGG 273

Ai03B2566 Araip.B03 2566 c (TA)6tgaatgccgtaaaaaag(A)1039 5377555 5377593 TCTCTCTCTTGTTGCATCGG TCAAAAATGGTGCCAACGTA 235

Ai03B2567 Araip.B03 2567 p2 (TA)6 12 5379272 5379283 TGAGCATCTGGGTATCCTCC CTCGATCTGCGAAGCTAAGG 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B2574 Araip.B03 2574 c (AT)7gagaagaatcattggatcg(TAT)548 5407574 5407621 TCATGGATTCGCTCCTTTTT GCGTCAATTTCAGAAGGACA 195

Ai03B2577 Araip.B03 2577 c (A)11cagnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngcagtttttactgtcaa(TC)1098 5418440 5418537 AAGCCACATTTAGATCGACCA AAGCGTCGTTTGGAAGTGTT 274

Ai03B2578 Araip.B03 2578 p3 (TCA)5 15 5419953 5419967 TGCAGCATTTGGTTTTGTGT GGCACCCTGCAGATTTATGT 241

Ai03B2579 Araip.B03 2579 p2 (AG)6 12 5423003 5423014 TCCTTCTCCGATCTCTCGAA CTCATCCATCAATCCGCTTT 250

Ai03B2582 Araip.B03 2582 c (A)10tcagagaccaaattggata(T)1039 5437525 5437563 AATGGTTCCTAAGTCCGCAA ATTCCACCCGATTTTTGACA 239

Ai03B2583 Araip.B03 2583 p3 (CAT)5 15 5438132 5438146 AGATGGGCGTTGACCTACAC TGTTAGGCAGAGGAATTGGG 183

Ai03B2584 Araip.B03 2584 p2 (TA)7 14 5439331 5439344 GCTAGTTTGTTAGCCGGTCG TCCTGTTAACTAAAGAATGTGTAACCC 206

Ai03B2586 Araip.B03 2586 p3 (TAG)6 18 5440964 5440981 ATTGCCATCATGCATTTCCT GAAACAAGTAATTTGCATTGCG 274

Ai03B2600 Araip.B03 2600 p2 (TA)7 14 5478233 5478246 GGCAACCTGGATAGTCACCA TCATCAATTGGATACTTGCCT 260

Ai03B2601 Araip.B03 2601 p2 (AT)7 14 5479399 5479412 TCCTTTGCAATAATAATTCAGCTC TTGACGTGCCTTGCATTCTA 275

Ai03B2602 Araip.B03 2602 c (T)11aattgggtacttgtaccaa(T)1141 5480541 5480581 ATGCAGCACATGTTGAGGAG GCTAATTATTACCAAGAGGGACC 279

Ai03B2611 Araip.B03 2611 p2 (GT)7 14 5510247 5510260 AGGGAATGGAGGAGTGGTTT GGCGCTGCACCTCTATTAAG 153

Ai03B2614 Araip.B03 2614 p2 (TA)6 12 5513957 5513968 ACAACAGCTAGCCACCATGA TTGTTCTCCCAGTTGGCAAT 132

Ai03B2615 Araip.B03 2615 p3 (TAA)6 18 5514673 5514690 TCCGTGACTCACATAGGGTTT TCACAAAATCTTTCTTAAGTCCACA 278

Ai03B2617 Araip.B03 2617 p2 (TA)9 18 5516679 5516696 TCTCGTTCGATGACAAGTTCA CAAAAGTTAACACTTAACAGGGTTTG 204

Ai03B2618 Araip.B03 2618 p3 (ATA)5 15 5518348 5518362 CTTGTTGGAATTCAACCGTGT CTTCCCACTAACCACCCCTT 202

Ai03B2619 Araip.B03 2619 p2 (AT)6 12 5518962 5518973 TCATAGCTGCCTTGGCTTTT ACCTTGGGAGAGTGGGACTT 239

Ai03B2620 Araip.B03 2620 p3 (TAT)8 24 5519354 5519377 AAGTCCCACTCTCCCAAGGT TTGGAAAATGGTGTGATTGG 272

Ai03B2621 Araip.B03 2621 c (TGA)6agaagaagaattgaacactagtggcataagatgaagatggtgttgatgaaattgttgtgtagtagaattactattaaacccttctcctcctcctacaa(TGT)5131 5519511 5519641 AGGCAACCTGTCAATTAGGG TACTTCACCAAATGCAAGCG 223

Ai03B2622 Araip.B03 2622 p3 (TTC)7 21 5521672 5521692 CACTCCAACAACCTTGTCCA CACCATCATCATTATGCCCA 259

Ai03B2623 Araip.B03 2623 p4 (GAAA)5 20 5521838 5521857 ATGGTTGTGGGGTTTGCTTA AGAGTGTGTGGCAGCGTATG 213

Ai03B2626 Araip.B03 2626 p3 (CTC)5 15 5528191 5528205 CCGTGCCTCTTCTTTCTCTG GCCACTTGATTGGATTCAAAA 253

Ai03B2628 Araip.B03 2628 c (A)14ggagaaacgcaaagaagaaag(AGA)550 5529138 5529187 TGCATCTTCTTCCTCATCTTCTT TCCTCCTTCTCCTCCTCCTC 245

Ai03B2640 Araip.B03 2640 c (ATA)17(TGA)5 66 5546436 5546501 TTTTGAAGGGACTAAAGTAAGTTTG TGCAACAGCACCGAATAAGA 253

Ai03B2643 Araip.B03 2643 p3 (TGG)5 15 5553106 5553120 AGGCGGAGGTGGAGACTTAT AAACCGCCACCATTTCATTA 237

Ai03B2646 Araip.B03 2646 c (AG)6aaaggg(GA)630 5561765 5561794 GGCTACCGGAGAGGAGAGAT CATTTTGGTGACCCACAACA 180

Ai03B2651 Araip.B03 2651 p2 (GA)7 14 5574135 5574148 TTGCTCACCCTAGCATTCCT TTGATTGTGTTCTTGTGGGG 210

Ai03B2652 Araip.B03 2652 c (TA)6ctcattgattg(A)1033 5578310 5578342 AAATGTCCGCAAACCAAAAG TTGGTGTTTCATCGTTTTGC 258

Ai03B2658 Araip.B03 2658 p3 (TAC)5 15 5594328 5594342 TCCTTCAATGGTTCTTGTTTCA TGTTGAGTTTCACTTCGCTCA 247

Ai03B2665 Araip.B03 2665 c (TC)7ta(TC)6 28 5621952 5621979 AACCAGTTAACCAAAACCAAAA AGGGGGAGAAAGAGAGCAAG 164

Ai03B2666 Araip.B03 2666 c (TC)6ccatatctctctcctttctcctctattttccct(TC)963 5622125 5622187 CTTTCTCCCCCTCCCTTCT AAAGGAAAGAGAGATGAGCGA 219

Ai03B2667 Araip.B03 2667 p2 (AG)7 14 5622410 5622423 TCCCCTCTCCTTCCTCTCTC TTCTCCTCCTCTATCTTCGCC 261

Ai03B2668 Araip.B03 2668 c (GA)8ggaagagaaagagaggggagggggagaa(AG)860 5622772 5622831 GAGGAGGGGGAGAGAGAGAA TTCCATTGCTTTCGTTCCTT 276

Ai03B2669 Araip.B03 2669 p2 (AG)24 48 5633639 5633686 TGGTCATACGCGATTGGATA TTTCATCTCATCCACCCTCC 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B2672 Araip.B03 2672 p2 (AT)8 16 5639039 5639054 GGAAGCGTTCACACACGATA CCTTGTTGCCTTAGAGGCTTT 265

Ai03B2673 Araip.B03 2673 p2 (AT)6 12 5645263 5645274 TATTTGGGAATTGGGTGCAT TACTTTGGGGCATTTTGTCC 186

Ai03B2674 Araip.B03 2674 p2 (TA)7 14 5646028 5646041 CATACATAAATTTTGATTTCGAGCAT CATTTTTCTTACATACATTTTGCTGG 112

Ai03B2677 Araip.B03 2677 p4 (TTTA)6 24 5649549 5649572 TTCGAGGGACATGATGTTGA GAATAGCCACTTCAGGCAGC 204

Ai03B2679 Araip.B03 2679 p3 (AGA)6 18 5652146 5652163 TCCTTTTCCGAATTCTTGGA TCCTTTCTTTGCATCGCTTT 248

Ai03B2680 Araip.B03 2680 p2 (AG)7 14 5652367 5652380 AAAGCGATGCAAAGAAAGGA CTCTTCTCCGATGAACCAGC 246

Ai03B2681 Araip.B03 2681 p2 (AG)12 24 5652517 5652540 AGAGAGAGAGAAGCGATGCG CAGCAGTGACAACTCGCAAT 267

Ai03B2683 Araip.B03 2683 p2 (TA)7 14 5657163 5657176 GCAGGTATTCCAATGAAGACG TTTAGCCACGATTTTTCCGT 276

Ai03B2684 Araip.B03 2684 p2 (TA)10 20 5657942 5657961 TGCTTGTTCCTGATTTGACC CGAGAATGAATGAAATGAGGG 201

Ai03B2689 Araip.B03 2689 p2 (CA)6 12 5662259 5662270 TGGAAACCTCGTGTGTTGAA TGACCCTTTTGCTCTTTTGG 272

Ai03B2690 Araip.B03 2690 p3 (GTT)5 15 5663227 5663241 CCGTACTTGATCCCAATTCC ATGGTGGAAACTGGTGAAGC 238

Ai03B2697 Araip.B03 2697 p2 (CT)7 14 5673519 5673532 TCACTTTGACTAACGCACGC CAAATTTTGGGGACAAAAACA 168

Ai03B2704 Araip.B03 2704 p6 (TTTCAA)5 30 5685193 5685222 GGGGAACAAGATTGGGATTT GCATGCATGGTTTGATTTGA 205

Ai03B2706 Araip.B03 2706 c (T)14gatacttcg(TCT)5ttttctcctttttcgttatttttctctttcgttatcgtcatcactaatatcactacca(CCT)6114 5687383 5687496 TCACGCATCCTGTACGTTCT TGGAGGAGAAGGAGAAAAAGG 197

Ai03B2710 Araip.B03 2710 c (A)11ttgacaaactattgattctttttggttttattttgtttaaactaaacatttattatt(A)1078 5690793 5690870 TTAAAGTTCCACCAGTCCGC CGAAGCTTATTGGGTTAGTTTG 258

Ai03B2716 Araip.B03 2716 p3 (CCA)6 18 5705796 5705813 CCGTCCCCATTGTAATTTTG TCCAATTTTCTGCTTCCCAG 264

Ai03B2718 Araip.B03 2718 p4 (TTTA)5 20 5707564 5707583 TGGCATTGTTTGTGAAGGAA CAGCTTAAACGGGAACCAAA 169

Ai03B2719 Araip.B03 2719 c (TAA)6(CAA)7 39 5707748 5707786 TCCCGTTTAAGCTGGAAGAA GCCACCTGGACAAAATAGTCA 277

Ai03B2723 Araip.B03 2723 p3 (CTT)6 18 5712896 5712913 AAAACCCTCCAAAACCAACC AGCCATAATCGCACCAATTC 147

Ai03B2726 Araip.B03 2726 p3 (TTA)7 21 5722797 5722817 ACTTCCACCCTGTGACTTGG CCATGCATGTTCTATATCTAGATTCC 224

Ai03B2728 Araip.B03 2728 p2 (GA)6 12 5729351 5729362 AGAGTGGAGCCACCTGCTAA TCCAATAATGGGAGCCACTC 248

Ai03B2731 Araip.B03 2731 c (T)11aattgagtccttacaccaa(T)1141 5733896 5733936 TTCGCAAAATTTTCAATTAGGTC GGTTCCTGCACCAACTTTTT 205

Ai03B2732 Araip.B03 2732 c (A)10gttggtgcaggaacccaatt(A)1141 5734047 5734087 CGCAAAATTTTCAATTAGGTCC CGGTTGGTCTCTATAGTTTCGTG 266

Ai03B2734 Araip.B03 2734 p3 (AAG)8 24 5735993 5736016 TTTTGTGCCATGGAAGTTGA GCGAACTGTGTAGGACCGAT 209

Ai03B2737 Araip.B03 2737 p2 (GA)6 12 5739934 5739945 GAATGTTGGTGTAGGCCAGG ACAAGCAATGCAATCCATCA 278

Ai03B2739 Araip.B03 2739 p3 (ATC)5 15 5744523 5744537 AACCAATCAAGTTGCAAGGG ATTGGCATCATTTTGTGGGT 234

Ai03B2741 Araip.B03 2741 c (T)10ggtgacttaaaagaaaataaacaaaaactaagg(A)1558 5755789 5755846 CAAAAGAGAAACGGTTCAAAAGA TTCAGCGAGACTGCCTTTCT 163

Ai03B2742 Araip.B03 2742 p3 (GGT)6 18 5757125 5757142 ATAGCCTTGCCACGAGTCAC TAGAGGACGCAAAGAACACG 115

Ai03B2744 Araip.B03 2744 p2 (TC)13 26 5769624 5769649 ATGATAACTTCCCACGTCGC TAACCCTGGTGAATTTGGGA 138

Ai03B2748 Araip.B03 2748 p3 (TTA)8 24 5774580 5774603 TTATTGGAAGCCAAACCACC CCTTCATCGTTGCTTCATCA 185

Ai03B2749 Araip.B03 2749 p3 (AGA)5 15 5774756 5774770 TGATGAAGCAACGATGAAGG GGAGGTGGTGCTGCTAAGAG 272

Ai03B2750 Araip.B03 2750 p3 (AGA)5 15 5774885 5774899 ATGATGCTGCTGCATGAAAG GGAGGTGGTGCTGCTAAGAG 135

Ai03B2751 Araip.B03 2751 p3 (TTA)6 18 5776381 5776398 AACCTTGTTACGCCACGGTA CTATGAGGTGGAGGAGCAGC 210

Ai03B2762 Araip.B03 2762 c* (AAT)50(AATA)8*179 5792858 5793036 GCATGCTTGACTTGTTACCATC AAAACACTGCACCCGTGTAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B2763 Araip.B03 2763 p2 (TA)6 12 5793863 5793874 CCTAACATTACCCGTCACAAAA TGTTGGGCTGAATCCTTGAT 259

Ai03B2765 Araip.B03 2765 c* (AAT)19(AATA)8*86 5796563 5796648 TCGGACCACAGTCCACAGTA AAAACACTGCACCCGTGTAA 217

Ai03B2766 Araip.B03 2766 p2 (TA)6 12 5797475 5797486 CCTAACATTACCCGTCACAAAA TGTTGGGCTGAATCCTTGAT 259

Ai03B2771 Araip.B03 2771 p3 (CAC)5 15 5807846 5807860 ACTCCAATCCATCCATGTCC GTGGTTTTGTCGACGACCTT 214

Ai03B2772 Araip.B03 2772 c (T)10gttttttatgtaaacttaaacccaaaaccacattaaaacctattaattcaca(AAT)577 5810421 5810497 TGGTCCATAGTGCTTGTTCG TTTCACAAGGGAACCCATTC 237

Ai03B2774 Araip.B03 2774 p3 (CAC)5 15 5818097 5818111 ACTCCAATCCATCCATGTCC GTGGTTTTGTCGACGACCTT 214

Ai03B2775 Araip.B03 2775 c (T)10gttttttatgtaaacttaaacccaaaaccacattaaaacctattaattcaca(AAT)577 5820672 5820748 TGGTCCATAGTGCTTGTTCG TTTCACAAGGGAACCCATTC 237

Ai03B2776 Araip.B03 2776 p2 (AT)7 14 5827818 5827831 TGCACCTTCTTCACTCTAACCA TGGGGGATACAATCATTTTGA 279

Ai03B2777 Araip.B03 2777 p2 (AT)7 14 5835560 5835573 TGCACCTTCTTCACTCTAACCA TGGGGGATACAATCATTTTGA 279

Ai03B2782 Araip.B03 2782 p2 (TG)6 12 5844633 5844644 CATTCTGATGAAGGGCAACA TCTGGCATAAGTGATCACAGAGA 280

Ai03B2787 Araip.B03 2787 p2 (AT)7 14 5865439 5865452 TGACTCGTTAAATAAGATAATTGGGA TCAATGATATTTGAGAGACAATAAAAA 244

Ai03B2788 Araip.B03 2788 p3 (GAA)5 15 5867716 5867730 GAGGAGACGGTGTTGGTGAT CGTACACATGTTTTTATTCGTGC 114

Ai03B2791 Araip.B03 2791 p3 (CAC)9 27 5875602 5875628 GAACAGGAATTGGGCTGAAA AAAATACGAACTTGGTGCCG 263

Ai03B2793 Araip.B03 2793 c (TG)6tatagactctttcggacagtcaagccaagtgtacgtgtgcacacaagaagcagcaataac(GAGAA)7107 5878064 5878170 TGTGATTAATAGAGAAACATTGCACA TGATGATGTTGTTTAGGCCA 241

Ai03B2794 Araip.B03 2794 p3 (ATT)6 18 5878661 5878678 CCAACTTCGCATCACATGAC AACATGTCGAAACAGACTAAACCA 245

Ai03B2795 Araip.B03 2795 c (ATAA)5attctagttgtgttgaaggcatcatactaactcggacatttttattttaggagaaattttaaagagttaaaatatgatcaatttaaaggtcgat(A)10124 5879142 5879265 CATGCATGCACTTTTGAGAGA GCTTGGTTAGGATTTGGTTATTG 267

Ai03B2803 Araip.B03 2803 p3 (TGA)6 18 5885047 5885064 CCGCCTCCTCTAGAACTCTG ATCTGCATCACACCAACCAA 223

Ai03B2804 Araip.B03 2804 p3 (TGG)8 24 5885283 5885306 TTGGTTGGTGTGATGCAGAT CGAAACCGTCCCTCATCTAA 243

Ai03B2813 Araip.B03 2813 p2 (TA)8 16 5945079 5945094 ACTCCACATCGGTCCAAAAG CAGATAAAGACGCCTAAAACGTG 280

Ai03B2818 Araip.B03 2818 p3 (TGG)5 15 5949136 5949150 CCAAAACAAATATCTGGTTCACA TTCCATGCCACTATGTTCCA 106

Ai03B2822 Araip.B03 2822 p3 (TAA)5 15 5958870 5958884 CACTGTACAACCCACGCAAC CGGAATCTTCGGTAAGTCGT 231

Ai03B2823 Araip.B03 2823 p2 (TA)10 20 5958989 5959008 CCGAAGATTCCGTACAAAACA CAACAACAACCCTTTACGCC 268

Ai03B2824 Araip.B03 2824 p3 (AAT)5 15 5959293 5959307 TGATGAAGAGGGTCAGGTCC GCAGGAGGCAAGACCATATC 221

Ai03B2827 Araip.B03 2827 p3 (AAG)11 33 5970200 5970232 AAAAGAGAAGGCAAGCAACG CACGCTTCGAACTGTTTTCA 212

Ai03B2830 Araip.B03 2830 c (A)13caataatgttagttaactgaatatttatt(A)1052 5972291 5972342 TGTGTGGAACACTCGAACTTG AGGGCCTCTTCTTTCTGCTT 175

Ai03B2834 Araip.B03 2834 p3 (CTT)9 27 5978494 5978520 GACCAAACCTTGAACCGAAA AACGTCCAAAACCGTACCAT 249

Ai03B2837 Araip.B03 2837 p3 (AGC)6 18 5992968 5992985 GTCACAATGTCACATGCTTAAAA AGCAGGCTAACTTGCTACGG 172

Ai03B2842 Araip.B03 2842 c (AT)9agacatgaaaataaataatttaatttttattagcaaatta(AAT)573 5996361 5996433 CTTCAAAATGACTGTAAAAACAATTC AATATCCGTGGGACAAAACG 269

Ai03B2845 Araip.B03 2845 p2 (AT)7 14 5998539 5998552 TGGGAAAAGTCTTCCAAACAA ACGTGTTTGGTGGGATTCAT 217

Ai03B2846 Araip.B03 2846 p2 (AT)6 12 6002174 6002185 GACAAACTCTTGCGGGTCTC AGCCTCTTCCACCGTACAGA 235

Ai03B2849 Araip.B03 2849 p2 (AT)6 12 6011620 6011631 GGTTGTGCACCACACAGATT CAAAGGCCATTCCTGATGAT 274

Ai03B2850 Araip.B03 2850 p2 (AT)9 18 6011861 6011878 TTTGAGGAGCAACCTTGACC TTTCTTCAATAGCCTGCCAAA 246

Ai03B2853 Araip.B03 2853 p3 (TAA)13 39 6014877 6014915 GCCATGGAGATTAGCTCTGC TTTTAAACGCTCTCAAAGAGAAAAA 198

Ai03B2855 Araip.B03 2855 c (T)10ctttgggatgaaatgtgaggggtgcttttggtatttggaaaaaaatcatattagttcacttggccactccagctaaatgagagaaata(T)10accaagaatattctgttatgttaaacgtaataatgacggcagggacttacttg(A)10171 6019988 6020158 CAGAAGACGCAGGAGACACA TTTTTAATTGGGTCCCTGTACG 240
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Ai03B2856 Araip.B03 2856 p3 (ATT)5 15 6021102 6021116 TCCATAAGGGCCTCTTCAAGT CATCACAGAAAATGGTACGCT 146

Ai03B2864 Araip.B03 2864 p4 (AATA)5 20 6030058 6030077 AGCGAAGTGTCTGTGCTTCA ACTGCCTCCTCTGCTTACCA 259

Ai03B2865 Araip.B03 2865 p4 (AATA)5 20 6031052 6031071 CAGCACATACAATCCATGCAA TGAGGTGCACATGCTTCTTG 165

Ai03B2867 Araip.B03 2867 p2 (TA)6 12 6032536 6032547 TGCTGCATGGATTTTGGATA TCCTTGAAAACATTAACCTCTTG 225

Ai03B2869 Araip.B03 2869 p2 (AG)8 16 6035012 6035027 TGGAGAATCTGTAAGCATCCG GCGGTTGATCAGTATCATCG 192

Ai03B2875 Araip.B03 2875 p2 (CA)6 12 6049948 6049959 TTGGACCGTACGATTTGTGA GGACACCCATAAGCCTGGTT 238

Ai03B2877 Araip.B03 2877 p2 (CT)6 12 6060742 6060753 TCTACCCAACGCAGCCTAGT CAGTGCTTGCCAATAACGAA 234

Ai03B2881 Araip.B03 2881 c (TTAT)5ttctatttctttttctttttctttcttcctatccataaacctcttgtttgggacaataaccaataaaacaccaaaaaccaaaataaaattac(A)13125 6067437 6067561 TTTCCGTTTCCGTTTACACC GGGATTGGGAATTGGAAGAA 239

Ai03B2887 Araip.B03 2887 p3 (AAG)5 15 6075878 6075892 GGAGGCTCGTTTCCACATAA GTAGCAGTGGCGGTGGTAAT 132

Ai03B2888 Araip.B03 2888 p2 (TA)7 14 6077156 6077169 TGAGGCGTGAGTCTGTATTTCA TTTCATTTGCATGCATGGTT 217

Ai03B2889 Araip.B03 2889 p2 (AT)9 18 6081355 6081372 AAGAGCAATAAGGGCTGCAA TACCCCAGGCATAACTGCAC 238

Ai03B2891 Araip.B03 2891 p2 (TA)6 12 6083341 6083352 CGCAACCAGGTTTCAGTATT AAGAAGCGTTAGCCCAATGA 278

Ai03B2894 Araip.B03 2894 p4 (TTCT)5 20 6088986 6089005 GGCACACAATGTGGTAGCAT TGCTGCCAGTAGCCACATAC 228

Ai03B2896 Araip.B03 2896 p2 (AG)8 16 6095814 6095829 TGTGAGATCATCCCTTGCAC TCTGTTCCCAACTCAGGCTT 248

Ai03B2897 Araip.B03 2897 p3 (TCT)5 15 6099254 6099268 ATAGCGCCTTCTTCCATCCT ACTTTTCAGAAGGCAAGGCA 218

Ai03B2899 Araip.B03 2899 c (AAT)10ataataatcagtcaagtctagcatcgac(A)1068 6101601 6101668 CACGAACAAACAGGCAAAGA ACCCTAGCTACCATCGCTGA 262

Ai03B2904 Araip.B03 2904 p2 (AT)6 12 6119207 6119218 CCCATAAATCAATGTGTGCAA TGGAGTGATGGATGTGAAGC 264

Ai03B2908 Araip.B03 2908 p2 (TA)6 12 6129624 6129635 TCTGGAATTTTCTTGGCTGC AAGAACGGCAGTTTTTGTGC 269

Ai03B2910 Araip.B03 2910 p3 (TCA)9 27 6131129 6131155 CCTCCTCATCTTTTGCTGCT TGTGTTTCTTCTTCTTCTTTGTTTT 189

Ai03B2911 Araip.B03 2911 p3 (TCA)5 15 6131552 6131566 TTCCAAAACTCTTCTCCCTCC GAATGTAAGTTCATCCTCTTCCAAA 229

Ai03B2915 Araip.B03 2915 p4 (AAAT)8 32 6139870 6139901 TCCTGGATGCCTTGTTCTTC CCTGGGAGTTTTGCATTGAT 157

Ai03B2916 Araip.B03 2916 c (TC)9cttcttctttgctgttta(T)1046 6140263 6140308 TAATGCCCTTGTGCATGAAA GGTATCTGCAAAAATATAAATTGGG 277

Ai03B2923 Araip.B03 2923 c (A)11tgtttag(T)11 29 6157681 6157709 CAAACTTGGTGGGGACCTTA CGCAGACACCCCTATGAGAT 166

Ai03B2924 Araip.B03 2924 p2 (AG)15 30 6162628 6162657 AAAATGCAGCAACGAGAAGC CTCAGAAACGCCCCAAAATA 277

Ai03B2925 Araip.B03 2925 p3 (CTC)5 15 6164220 6164234 CACCTCAAATTCCCTATCCC AAGAAGGAAGACGGAGGAGG 188

Ai03B2927 Araip.B03 2927 p3 (ATG)6 18 6167418 6167435 AAATCCAAGCACACAAAGGC GCACAGGAAATGTTGTCCCT 265

Ai03B2928 Araip.B03 2928 p3 (TGG)5 15 6167605 6167619 TCTGCTGATGCTGATTTTGG GCACAGGAAATGTTGTCCCT 199

Ai03B2929 Araip.B03 2929 p3 (CTC)8 24 6167808 6167831 GGACAACATTTCCTGTGCCT GTGCATCCATTAGCATCACC 232

Ai03B2930 Araip.B03 2930 c (A)10caaactttacaccctaaaaacgaaattttttaagaaaaaagg(A)1163 6170532 6170594 ACCAAATTCCCAAACCACAA TGCAGCTCTTAACACAAGCG 230

Ai03B2938 Araip.B03 2938 p3 (GAA)5 15 6184525 6184539 TGGTTTGGATCCATTCTTTCA CCGTTGCAAAACTAGCCATT 219

Ai03B2940 Araip.B03 2940 p2 (AT)13 26 6193341 6193366 CGTGGGATTGACTCTCCATT AACCAACAGCAGCGGATAAC 240

Ai03B2941 Araip.B03 2941 p2 (TA)6 12 6197293 6197304 TTATTGGTGAATTCCCACCC CAAAAAGCAAGCAATAGTGGG 275

Ai03B2942 Araip.B03 2942 c (T)12atttctgtgtttttattttattattgtcattttttcttcagatttttg(T)1474 6198217 6198290 TTTTTCTTTTTCGTTTCTCTTTAACA TCCAAATCGCTCTCATTCAA 273

Ai03B2944 Araip.B03 2944 p2 (CT)7 14 6202302 6202315 ACCGGCAATATAGACAACGC ATTGGATGGGGTGAACGTAA 259
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Ai03B2947 Araip.B03 2947 p3 (AAG)6 18 6206387 6206404 GGAGGAGGTGATGTTGGTGA CCTCTCCCTCCTCCTCATCT 159

Ai03B2948 Araip.B03 2948 p3 (TTC)5 15 6206657 6206671 TTCATCCTCTTCCAAGTAATTTTG TGCTGGTGCTTCTCATCATC 167

Ai03B2951 Araip.B03 2951 p2 (AG)7 14 6217157 6217170 CCAGCAACTCAGAACCACAA CCGAGCTCACTTCCTTGTTC 255

Ai03B2954 Araip.B03 2954 p2 (TA)6 12 6226459 6226470 CCATAACCGACAATGCTCCT ACTTACCACCAAACGATGGC 263

Ai03B2956 Araip.B03 2956 c (A)14gtaatttatgaacctatccaaacaaaccct(A)10ggtaaattaattcatattc(TTAA)697 6228997 6229093 TTTTAGAAAGTTGCAATTTGATTTT GTAAGCGATGAACGTGGAGC 262

Ai03B2960 Araip.B03 2960 p2 (TC)8 16 6242326 6242341 GGTGAGAGGAACAAAGGCAC GCATTCTGTTGAAGATTTTGGA 189

Ai03B2962 Araip.B03 2962 c (A)11tctcaaatacacatttaagttttctcttc(T)1353 6243059 6243111 TCAAATACACATTCAGTCACCAAA GAGTGCGTAACGTGCATGAG 175

Ai03B2963 Araip.B03 2963 p3 (TTA)5 15 6245046 6245060 TCGTACATGATAGTTCATCAAGGG TCAGTTTCAGCAAAAATCATCAA 250

Ai03B2964 Araip.B03 2964 p2 (AG)8 16 6249832 6249847 CAAGTCCTTCCTTCCCCTCT TATGCTGGTTGTCCCTTGGT 185

Ai03B2965 Araip.B03 2965 c (T)11ccgctgttcttttttctgaaacgggataaaaacttggattaatcggatgattgaaa(AT)985 6250541 6250625 GGCCTCAGCTTCAGCTTTTA CTGTAGTGTCAGTTTCATCCGTG 215

Ai03B2966 Araip.B03 2966 p3 (AAG)5 15 6251791 6251805 CTTCAAAAACGACACCGCTT TAAGCTGTGGGATCAGGCTC 245

Ai03B2971 Araip.B03 2971 p2 (AT)17 34 6276705 6276738 AAGTAAAGAATTCAGCTTGTTAGAAAA CCCGTTTTATTATCTTTTAATTCCA 224

Ai03B2973 Araip.B03 2973 c (A)15gacttcttnnnnnnnnnnnnnnnnnnnnccaatctaagacc(A)1369 6281582 6281650 CAGAGGGTGCAGTAAGTCCC CTCTGGGTTGTGCTGAATTG 270

Ai03B2974 Araip.B03 2974 p2 (AG)16 32 6282017 6282048 AGAGGAAGAAGGGAAGGTGG AAGAGTGTGCCAACATTACAACA 194

Ai03B2976 Araip.B03 2976 p3 (AAT)7 21 6283984 6284004 TCGCAATACAGATAAAAATGCAA TGGGAGGGATTGTTCAAAGA 253

Ai03B2981 Araip.B03 2981 c (TTAT)10tttctaaaattaactttactaattttcacataatcaagtcacaaaagagacagacgatacatggaagtgcaagtggcgtgaacgcaagtttagtggagg(TA)6151 6293823 6293973 TTCTCTTTTTCAACCATTAAAATCC AGACAGAGAACTTTAATACCATGTCA 274

Ai03B2986 Araip.B03 2986 p2 (AG)6 12 6307156 6307167 ACTTGCAGGAATGGACTGCT TTTCGTTTGTCTTCTGCTTTGA 264

Ai03B2989 Araip.B03 2989 p2 (AT)6 12 6311998 6312009 CGGTTTAATGTTGTCCCACC AAACTCCAAATCCTAACCATGC 151

Ai03B2991 Araip.B03 2991 p2 (TA)8 16 6317168 6317183 TCTAGACAGTGACCGCATCG AAGAAGAGGGAGATAGAAGCACAA 270

Ai03B2994 Araip.B03 2994 p3 (CTT)5 15 6319789 6319803 CGCTTCTCCAAAAACACACA GGAAGAGGAGGAGGAAGAGG 113

Ai03B2997 Araip.B03 2997 p3 (GAA)6 18 6321223 6321240 CACGCAAAGAAAAAGGAGGA AACACGTGCATCACTCAACC 155

Ai03B2998 Araip.B03 2998 p3 (ATT)6 18 6322116 6322133 TGCCCTAACATCATCCACAA CATACTTGTTGATTTGGGTTGC 148

Ai03B2999 Araip.B03 2999 p3 (TCA)5 15 6322444 6322458 TCCCTCCTCAACTCTCCTCA GCAAGGCTAATGAGAGTGCC 174

Ai03B3001 Araip.B03 3001 p2 (GT)6 12 6324454 6324465 ATACATGCATGCCAGCAGAG CCCCAAAAATTTCAGATGTGT 278

Ai03B3005 Araip.B03 3005 p3 (TAA)7 21 6343135 6343155 TTGCAAAGATCAAAATTGACAAA TGAAAACAGACCAACAAGGAGA 239

Ai03B3014 Araip.B03 3014 p3 (CCA)5 15 6356143 6356157 GTCCCTCACGTTAAGGGTCA GCAGTGGGTGTTGATGATGA 254

Ai03B3019 Araip.B03 3019 p3 (ATA)5 15 6365808 6365822 TCTCTCCCTTATATCTTCGTTCC CGGATACCAGCAAGGAGAAG 278

Ai03B3024 Araip.B03 3024 p2 (AT)7 14 6371977 6371990 TCCTTAGTTCATTTTCCGGC ACCAGATCAGTTCCCAAAGA 275

Ai03B3036 Araip.B03 3036 p3 (AAT)8 24 6386566 6386589 ATATGGGCCACGTCAATTTT AAGGTTGTAATCTTGAAAAACGAA 215

Ai03B3038 Araip.B03 3038 p3 (TAT)18 54 6388136 6388189 CCTACCCATTGCCAATCCTA CCACATTAAACAAATGTAACCTTCTT 280

Ai03B3044 Araip.B03 3044 c (A)12g(A)10 23 6408198 6408220 AACAACATGCTATCGCCAAA GAACCCACCTCCACTAAGCA 274

Ai03B3045 Araip.B03 3045 p3 (ATA)5 15 6411154 6411168 TTGCAAAGATCAAAATTGACAAA TGGATACCCAACAAAGACAAAA 225

Ai03B3046 Araip.B03 3046 p3 (AAT)5 15 6412530 6412544 TAATATGGGGCCACGTCAAT GGTTGTAATCTTGAAAAACGGA 276

Ai03B3049 Araip.B03 3049 p2 (AC)7 14 6415039 6415052 ACACACACGCACACACACAC GACCCCCAATATTACGCAAA 210
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Ai03B3050 Araip.B03 3050 p3 (TAT)20 60 6416035 6416094 TGATTTTTCATTGTGTGTTGTTAGA CGCATTGCAATATCCACAAA 265

Ai03B3053 Araip.B03 3053 p3 (AAT)12 36 6422002 6422037 TTGCAAAGATCAAAATTGACAAA TTCAATTTGTGCCAGATATTTTT 202

Ai03B3056 Araip.B03 3056 c (T)12gaatttcgaggtgcatgtctttggaactgatatagttttttattgccctacgaaaagatcgtttgggtttaagaaagagtcagcttaa(T)11111 6427995 6428105 TGTTGTCCAAAAACTTTTCCTTT TTGTCAAGGAGAATTGACACAA 258

Ai03B3058 Araip.B03 3058 c (T)10agtttgataaacatatatattagataataaattcctaaaatactagacccttacaa(T)1076 6429029 6429104 TGAAAAATTTGGTTGATGGTCA TTTATTTTCCATGATGCACGA 242

Ai03B3060 Araip.B03 3060 c (T)13agtctaattgtattcattagctatatctatatatcattttttcttt(CAA)574 6430304 6430377 TTTGGTTGTTGACCACATTACC TCGTTTGATTCATGTAGCCG 219

Ai03B3061 Araip.B03 3061 p3 (ATA)5 15 6436364 6436378 AGACTCGGACAAAAACCTGC CCACCCACCAAATCTGAGAG 182

Ai03B3063 Araip.B03 3063 c (A)10ttcatatccaaattaaaatttaaaatt(A)1047 6437822 6437868 TCGTTTTAGGTAGGGCTGGA CCAAATCAATTTAGTTTTAGATTAGGA 253

Ai03B3064 Araip.B03 3064 c (A)10tttggcttttaaccttttcattttagaacaaaaataaaaattaattttcattattattcgatcttt(A)1490 6438609 6438698 ACACCCAACCCAACCTTTTT CACATTGTGATTTGGCTTCCT 262

Ai03B3065 Araip.B03 3065 p2 (TA)6 12 6438847 6438858 TTGGCAGCATACACTACATTTTG TCAAGCAAAACACTTGAAGCA 128

Ai03B3067 Araip.B03 3067 c (TCA)5(TCG)5 30 6443992 6444021 GCCAAGTCCCATTTAAAGCA ATGCTGCTAGTGATGATGCG 199

Ai03B3072 Araip.B03 3072 p3 (CTT)5 15 6458935 6458949 TGAGCAACCACCATAACCAA GCAACCCAGAGGAAATCAAA 267

Ai03B3075 Araip.B03 3075 c (T)10cccttttcctcccttgcagataacataa(T)10aactaaaaatagagactcgaattggcaaatacagtaaaatcttaatccttaataaatcttgtagt(A)23136 6466314 6466449 CATCACCTGTCAGAAACTGTCC TTCTTCCTTTTCACCGCACT 276

Ai03B3076 Araip.B03 3076 p2 (TG)14 28 6466785 6466812 TGAAGCTTTTCGCCTTCCTA TCACTTCTTGCTTCAATGCG 260

Ai03B3087 Araip.B03 3087 c (A)13gaagcaatgcttatgtca(T)1142 6484095 6484136 TTTGTTTTTGTTGCTTCGTTG TTTCCAACCGCTTTTGAGAT 250

Ai03B3088 Araip.B03 3088 p2 (TA)8 16 6486361 6486376 ATGCCCTTGCTTAAATTGGA GAATAGCACACACATAAGGGCA 246

Ai03B3091 Araip.B03 3091 p4 (ATTT)6 24 6494769 6494792 CCAGATCGACCCAGAATGTT GTTGCGAGTTCGAGTCTCCT 217

Ai03B3094 Araip.B03 3094 c (T)10aaagatttatttatgattatattgatgttacataaagatgttatccttcta(T)1374 6502172 6502245 TGAGCTCAATACCTTCCATGA CATATCCATCTCCAGCCCAC 257

Ai03B3097 Araip.B03 3097 p2 (AT)7 14 6509226 6509239 TTGAACATAATTTGATCCTTTTGC CAAGTCGAACTTGAGCATAATGT 278

Ai03B3099 Araip.B03 3099 p3 (ATT)13 39 6511773 6511811 TCATGTGTAGCTTTGGAAACAGA TGTGTGTGGCTGAATGGAGT 106

Ai03B3100 Araip.B03 3100 p2 (GA)7 14 6512239 6512252 CGAGCTTGATGTCGTCCATA CAGGACTCGGACAGAAGCTC 262

Ai03B3111 Araip.B03 3111 c (T)12aattttctttcaaaaccttgaaacaaaagaaattgcaaatggaaacaaataattgtactctatgaaatctaagttccattttggtc(T)10atttggtacaaaagaaaaa(T)11138 6530157 6530294 AATTTTGACATGCTCATTGGC AATTGCAGAAATTATAAGCATTTGA 254

Ai03B3117 Araip.B03 3117 c (A)10ttcacttataaaaaaaatataatattgattacttttatggtatttttaaattatttaggagg(T)1183 6535665 6535747 ATTTATTCAAATATTGCCACAAAAA ATGGTCCCCTTAAAGAAAAGTT 194

Ai03B3118 Araip.B03 3118 p3 (ATG)7 21 6537715 6537735 GCAGTGGAGATGGAGGAGTC TTTCCCAGCTCTATGCTCGT 123

Ai03B3119 Araip.B03 3119 p2 (TA)7 14 6543094 6543107 GAGATTCAGCAGGCACTTCC TTCTCCCTTTGGAACTCTTCA 279

Ai03B3122 Araip.B03 3122 c (T)13caaaaacaacatgatcttacccctgaactaatgctttcagagttggaaaactcaccaggaggatttttcttcttgataatcatttatataaccagg(A)15124 6546981 6547104 ATAACACGCCCTTGACCCTT CTGACATGTTGATTACCGGAGA 278

Ai03B3124 Araip.B03 3124 p3 (TAT)6 18 6549235 6549252 GGGATGTTCAGAATTTTGGC TTCAACGGTACCACCAAACA 215

Ai03B3125 Araip.B03 3125 p3 (GAT)8 24 6549500 6549523 GAGGAAGATGAGGAAGCCCT TACGCAATGGGAAACACAGA 232

Ai03B3126 Araip.B03 3126 p5 (TTCTC)7 35 6550907 6550941 GTGTACGCCTGAAGCTCCTC AATTGGAGGGAGGAAATCGT 233

Ai03B3128 Araip.B03 3128 p3 (CAC)5 15 6555290 6555304 GCAATAAACAGCATGACGGA GAGGGAGTGGGAGTGTTGTC 205

Ai03B3129 Araip.B03 3129 p3 (TTA)5 15 6570398 6570412 TGCAATGCACTGGTTCTAGC TGGAGTTAATCGTTTTGGGC 262

Ai03B3132 Araip.B03 3132 p2 (AT)6 12 6573840 6573851 TCATTAATTGCCGAAACGGT AGGTCCGGTGAACTTGCTTA 237

Ai03B3137 Araip.B03 3137 c (A)11cagccagaatttaccttatttagtattaattaattgtcgcaacaattaataaggataatgctaggtatac(A)1091 6584471 6584561 CGCTCCAAACAATCTAAGTGTG AATCAGCCAAAAACAGCCAT 260

Ai03B3138 Araip.B03 3138 p3 (TGC)5 15 6586779 6586793 CGTCGTTTTCGATTTCGTTT TTTCGTAGCTCCGATCCAAC 241

Ai03B3139 Araip.B03 3139 p3 (TAA)5 15 6587722 6587736 TTGACCTGATAAGGCGAAAAA AACTGTGCATCACAGCTTGC 250
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Ai03B3140 Araip.B03 3140 c (AAT)14ttttattaatacaacccaaaaatgattaagaaacacgtgactactgagc(TA)6103 6587997 6588099 CACAGTTTCAACGGCAATGT CCAAAAATTCGTCACATGTATCA 270

Ai03B3144 Araip.B03 3144 c (A)10tgttattgta(T)1232 6594740 6594771 TGGCCCCAAATATACACCAT CCCCTCAATCACACTAGCAC 208

Ai03B3148 Araip.B03 3148 p3 (AGC)5 15 6619262 6619276 AGCACGTCCTCCCCATTATT GGTTCTGATGACGGTGGAGT 268

Ai03B3151 Araip.B03 3151 p3 (ATT)5 15 6623733 6623747 TGGTATTTGGAAGCCCAATC AATTCGTCGCGAATCAAAAT 275

Ai03B3153 Araip.B03 3153 p2 (AT)6 12 6633565 6633576 TGAAAACAAGGGTTGATGAAAA TGGACACCATTAATGCACCT 177

Ai03B3154 Araip.B03 3154 p3 (TAT)11 33 6636123 6636155 TCAGCATACCCAATGCCATA AGTGAGAGAGGAGGGTGGGT 264

Ai03B3156 Araip.B03 3156 p3 (CTT)5 15 6639096 6639110 TTCCTCTTCCTCCTCCTCATC AACAAGGAGAAAATTGAGCATGT 114

Ai03B3157 Araip.B03 3157 p3 (CTT)8 24 6639463 6639486 TTGGTGTATTTGTATTCTGATAAGTGC GATGATGATGATGACGAGGAAA 104

Ai03B3159 Araip.B03 3159 c (T)11atttatcttttctttcttgttttaccttctcaa(T)1054 6639902 6639955 TTTTTCCTATTCTTTTTCATCATCA GTACCCGACCTACCGAACAG 270

Ai03B3160 Araip.B03 3160 p3 (TTC)5 15 6640691 6640705 TCTTCATTTTTCTCATCTTCTGC TCCTTTTTCTTCGCGTTGTT 234

Ai03B3161 Araip.B03 3161 c (CAA)5taaaaagaatgacgaagaggatgaaacacgcaaagaagaagaaaaaacaacgcgaagaaaaaggaggagaaacgc(A)10100 6640813 6640912 TGTTGCAAAATCAGCAAAAA CGTTCCTCCTCCTCTTCCTC 183

Ai03B3169 Araip.B03 3169 c (T)10aattattaaataatatatataaaggtataaa(T)1051 6664567 6664617 TGGGCTGGTGGATTAAGTCT TTATATTTTGGATGAAAACTTGGTT 213

Ai03B3173 Araip.B03 3173 c (T)17aagtttttgcaaaaaaatttg(TTA)656 6670230 6670285 GACGATTTTTCGGGCAGTAA TCCCAATTCTGCAACTCTGA 195

Ai03B3175 Araip.B03 3175 p2 (AT)6 12 6675044 6675055 TTGGTCTTTAAGGTGCAGATTG ATGAAAAACCCACCTCCTCC 226

Ai03B3191 Araip.B03 3191 p4 (ATTA)5 20 6688691 6688710 CATGGCATGCAATAATGGAG CGGCATATGATGATGCTGAA 161

Ai03B3192 Araip.B03 3192 p2 (AT)10 20 6691167 6691186 CCAAAGTACCGCCCACCTA CCCCCATTAAAAGAGAGAACA 100

Ai03B3196 Araip.B03 3196 c (A)10gttatatggtcaagtttttattctaacatgccaaaggaaatacaattatgcatagttagatgtacccttttttccaagcttatattaattgt(ATA)16150 6701629 6701778 CCTAAAAGCGCCAGATTTTG GGATTCCAAGTTCATAGGTTCC 278

Ai03B3197 Araip.B03 3197 c (A)15gagttgaagcgttaagcaagatatgtaggaac(AAT)562 6702152 6702213 TGTTGTTCTTAAAAGAGTCGATGC ACTCGAGGAAGCTTTGAGTTT 260

Ai03B3201 Araip.B03 3201 c (A)11cagttaaaaatgaaaaataataacctgatggagcgcttgtgagtggaaactgaaacg(GTT)583 6714843 6714925 AATGTGCTGGAAGACAGAAAA TGCCAAATTCTGACACCAAA 267

Ai03B3203 Araip.B03 3203 p3 (TTG)6 18 6716886 6716903 TGTTGTTGTTCTGCTCCTGC TGACCAAAATGCCCTTTCTC 237

Ai03B3206 Araip.B03 3206 c (A)10ctattagtaaataaatgccccccaaggctagctatatacaatgctagaattccaaacatat(A)1081 6725788 6725868 CAAGGGTGCTAGAAACCCAA TTATTTTGGGCATGTCTCTGC 189

Ai03B3208 Araip.B03 3208 p2 (AG)6 12 6730162 6730173 GGATTTTGTGCGTTCAGTTACA GCCTCTGTCTCTCAGTCTCAGTC 171

Ai03B3210 Araip.B03 3210 p3 (TTA)5 15 6734241 6734255 ACAGCTCAGCGCAACAAAAT TGGTGTCGAAATTGCTGAAG 265

Ai03B3212 Araip.B03 3212 p3 (TAA)6 18 6742272 6742289 GACCTTGGCACCCGTAAGTA CTGGAGGTGACCTAGCCAAG 235

Ai03B3213 Araip.B03 3213 p2 (AT)6 12 6742466 6742477 GAACCCTTGTGTGTCGTGTG CAACCCCATCTCTCTCTCTCTC 266

Ai03B3215 Araip.B03 3215 p2 (AG)6 12 6745775 6745786 GAGAACCCACATTGAAAGCC ATCGGACGGAGAGAGAGTGA 231

Ai03B3217 Araip.B03 3217 c (T)13aatctatttattcggaactgagttgagaattagagttgagcttctttaccatag(A)1077 6746296 6746372 AAACTGGCCATGTCTTTGGT GCAAAAACAACAGAAAAACCC 248

Ai03B3220 Araip.B03 3220 p2 (CT)8 16 6764702 6764717 GGTGGCATGCTTCGTAGTTT TGGTGATGGTTCTGTTTGTGA 226

Ai03B3224 Araip.B03 3224 p3 (AAT)9 27 6771613 6771639 AGGTGTTATGGGGACCAAGA TCTTGTTGCATCCAAATTCTGT 280

Ai03B3226 Araip.B03 3226 p2 (AT)6 12 6777623 6777634 CCAAAAGAGAGTGAATTGCTACG TTGCAAATCCAAAAGTTAAGG 207

Ai03B3232 Araip.B03 3232 p2 (AT)8 16 6785422 6785437 GCGCACGCACCAAGATTA TGATTTGTGTAAATTTTGTATTGACAT 279

Ai03B3236 Araip.B03 3236 c (ATTT)6tcagttgatatgatccaatatatagaagggaatcgttttgatattttacaatctttttaagtctttatgatattcttaaagtttcttactc(T)10125 6789679 6789803 TTTTACTTGGTTATGAAATTCACCAT CAACAAGGACAGATGTAGCCAA 260

Ai03B3241 Araip.B03 3241 p2 (TC)7 14 6795835 6795848 CCCCAGAAAAAGAACGATGA ATTACAAAATGGCCCCACTG 140

Ai03B3245 Araip.B03 3245 p2 (AT)7 14 6805246 6805259 TCCAGGTGTTCAGCACATTT TTGGGTACCTTTTCCTCCATT 255
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Ai03B3251 Araip.B03 3251 p3 (AAG)5 15 6830593 6830607 ACTGTGCTCACTCGCTACCA TATGATATCCCATTTCCCGC 268

Ai03B3252 Araip.B03 3252 p2 (TA)9 18 6835322 6835339 GGACGAAAACGTTAGGGACA TGACTAGTATATAAACTTGCGGAAAA 270

Ai03B3257 Araip.B03 3257 p4 (TATC)5 20 6848584 6848603 CCTAGCTGGGTCGTTTTGAA TTTTTAAGTTTTGCCAAGTAAGCA 237

Ai03B3261 Araip.B03 3261 p3 (TTA)5 15 6862734 6862748 TTTTCCTTGCAGATAGATTGTGA TTTGAAGCCAAGGGAAAATG 228

Ai03B3262 Araip.B03 3262 p3 (GGT)5 15 6863425 6863439 CTTCGCTTCTGCTTTTTGCT TATCCTCCTCCACCACCAAC 226

Ai03B3263 Araip.B03 3263 c (T)13ataaaccaaaacgacgtcgttttggaaaatgaatttt(A)1060 6868104 6868163 GGAGAGGGTTAGCCGTTAGG TAAGAACCGGGTTGAACTGG 235

Ai03B3265 Araip.B03 3265 p3 (ATT)5 15 6877473 6877487 TGCACACTCGAATTGTTTGG CACAATTGTCATTCGCGTTC 246

Ai03B3269 Araip.B03 3269 p3 (ATT)6 18 6883852 6883869 CGGCTGCCATGTTTCTCTAT TATTGCACAAAGCGAAATGC 197

Ai03B3273 Araip.B03 3273 p3 (AAT)5 15 6885403 6885417 TGTCCGACGTAAGAGACGAA CAACGTCTTTTTCACTCTGCC 199

Ai03B3274 Araip.B03 3274 p2 (AC)6 12 6885653 6885664 GTCCAAGGGGGTGATGTCTA AATCCGCAAGGTGGTTAGTG 235

Ai03B3279 Araip.B03 3279 c (AT)6tttcacaatctgctgtttattatgttataaaatattatttg(T)1063 6910461 6910523 TTTGTGGATTTTCTTGTGTTTCA TCCCCCTAATGCTTTATCCC 279

Ai03B3284 Araip.B03 3284 p2 (AC)7 14 6920108 6920121 TGAGCATCAATAATGCAAATTTTA GCAGAAAGGAATTGATCTCAAAA 150

Ai03B3285 Araip.B03 3285 c (TA)6tgtaaccgagacaacattaacgtaaaaaaaag(AAT)971 6923000 6923070 GGCACACAACTAAATGCCAA CCGATATACTGTTTTGGTTCGC 241

Ai03B3286 Araip.B03 3286 p2 (TA)8 16 6924061 6924076 AGGTGACGCTTTTCTTTGTGA TATGCGTTGTTCATCCGAAA 216

Ai03B3294 Araip.B03 3294 p2 (AT)9 18 6938070 6938087 ATTCTGCTTTGGCGATGTTC AAGGGTCGTCATGCTGACAT 199

Ai03B3301 Araip.B03 3301 p2 (TA)6 12 6948397 6948408 AAGCCAAAGTTTAACTAGCTTCTGA TTTTTGACAGTGGCGCTCT 276

Ai03B3302 Araip.B03 3302 c (A)10ccaacaaatacattaaattaatt(A)1043 6948638 6948680 TACTCATGAGAGCGCCACTG TAGCGATGGCCATAATGACA 231

Ai03B3305 Araip.B03 3305 p3 (TTA)5 15 6955630 6955644 CACTTTTTCCCTGCCGATAA AATGTTCGAATTCGGGTCAG 216

Ai03B3313 Araip.B03 3313 p2 (AT)7 14 6964840 6964853 AATTTTAGCCCTCTGCCGTT ATGCAGATAAACCCTGTCGG 209

Ai03B3314 Araip.B03 3314 p3 (CTC)5 15 6965549 6965563 AGCGCGCTACTCACCATAAT AAGGAGGAGAAACACGACGA 181

Ai03B3315 Araip.B03 3315 p3 (GAA)5 15 6965737 6965751 TCTCCTCCTCCTCCTCTTCC TCCTCCTCCTCATCTTCTGC 227

Ai03B3322 Araip.B03 3322 c (A)10tttagattttccttttaaaaaatgttga(T)1048 6988237 6988284 AACCGCCGCTAATTTCAATA TGAAGGCTATCAGCAAACCA 112

Ai03B3323 Araip.B03 3323 c (A)10g(A)11 22 6989153 6989174 GTTACCTTTTGTCAAGGCCC AGAATAGGCACCAAATGGCA 259

Ai03B3326 Araip.B03 3326 p2 (TA)21 42 6992399 6992440 AGCATTTTTCTTCGGTGATGA CCAACTTGCATGGTTTGACA 164

Ai03B3327 Araip.B03 3327 c (A)11cacaaaattggtgcatataacattattctctatcaaaag(A)1060 6995264 6995323 TTTGGTTCATTTGATACTGCTGA AGCCATGGAAATTAAAATTAAAAA 268

Ai03B3334 Araip.B03 3334 p3 (ATG)5 15 7004135 7004149 GAGTTGGAGGAGTTGTGGGA TGGAAGGGAATTGGGTATGA 253

Ai03B3337 Araip.B03 3337 p2 (AT)8 16 7010558 7010573 AGGCCATCTTCCATTGACAC ACAAATTAAAGCGTGGCAGC 265

Ai03B3339 Araip.B03 3339 p2 (TA)7 14 7013902 7013915 GAGTTGCTTTGTCGTTTCTCC CAAAATGTGGTGTTTTATGCG 152

Ai03B3340 Araip.B03 3340 c (A)10ttaatatatattgaagaaatattacgaggaacatagcatatacacccc(T)1169 7016110 7016178 CTCAATTAAGAGGTTGCGGG CAACTCCCAATTCAGGAATGTT 267

Ai03B3341 Araip.B03 3341 p3 (ATT)12 36 7017812 7017847 CGTGTATTCGACTCTCATTTCTTC AAGAGCCATGCCTAACACAAA 213

Ai03B3342 Araip.B03 3342 c (ATT)20gagtgac(TA)6agaatttaatgaataaatttatcattatttttgtctaaaaaatattaaaaaatatagtacaatattattgtgcaat(TAA)6173 7020603 7020775 CAAATCAATCCCCAACTTTCTC CATAATAGTCCCCCGTCCAA 264

Ai03B3346 Araip.B03 3346 p2 (AC)6 12 7024721 7024732 TCCAATCACTTGTTGAGACCA GTTGTTAGGCCATGGCAGTT 212

Ai03B3348 Araip.B03 3348 p3 (TTA)5 15 7046355 7046369 CGGTTATACTCATTTGCAGGG GCTCACAAGAGCCATGTTTG 244

Ai03B3354 Araip.B03 3354 c (AAG)5cagcagcaaggtgtagtacctgagctgaactggaagtggcaa(T)1168 7063190 7063257 ATGTGGATCGAATGATGGGT GGGAGACAAAAGGTCAGGAA 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B3358 Araip.B03 3358 p3 (AGA)10 30 7073886 7073915 ATGGGGTTGCTTGAGTTTTG TTGGGAAGTGGGGTAGTCAG 247

Ai03B3359 Araip.B03 3359 p2 (GA)7 14 7075245 7075258 ACACACCTCCCTTCCCTTCT GGCTTATTGAGCCATTGGAA 259

Ai03B3365 Araip.B03 3365 p2 (AT)8 16 7080689 7080704 TTCGACCAGTGTTTGCATACTT ACCGATTGTGTCACACCCTT 263

Ai03B3367 Araip.B03 3367 p3 (CTT)5 15 7085805 7085819 ACTATACCACCTCCCCCACC GCTCAGGAACAATCCCTCTG 278

Ai03B3368 Araip.B03 3368 p3 (GAA)5 15 7086144 7086158 CGCCTAGAACCGATGATGTT CCCCTTGTTCGTTGTTGTTT 267

Ai03B3382 Araip.B03 3382 p2 (CT)12 24 7109518 7109541 ACGGAGGAGGCTGTATGTTG AGGGGTTCCAAAACCAAAAC 170

Ai03B3386 Araip.B03 3386 p3 (CAC)6 18 7116638 7116655 TACGAATCTCAACTGCACGC GAAGAGGACCCCTCAGTTCC 197

Ai03B3388 Araip.B03 3388 p2 (CT)7 14 7122452 7122465 TTATCATTCACCGCTGACCA GCCTTATTTTGCGACTGAGG 255

Ai03B3389 Araip.B03 3389 c (CT)6cgcaacgcttcagattcttcggttgacgaaacccaccaacaaaagaacgatttttaaattgaaaaatattaaaag(A)1198 7122623 7122720 CCTCAGTCGCAAAATAAGGC CTTATTTTTCTTTCCGCCCC 220

Ai03B3390 Araip.B03 3390 p2 (CT)8 16 7123022 7123037 GGGCATTGCAAGATTGAGTT CAGCGATGTTGAGTTTTTCG 216

Ai03B3391 Araip.B03 3391 p4 (AAAT)5 20 7123417 7123436 CCATAAAATGACTTAAACGAAACAA ACCTGCACAAACAACATGGA 200

Ai03B3397 Araip.B03 3397 p2 (AC)7 14 7132693 7132706 TCCAAGATGATTGGGAGAGG AGGGAAAGAAAGGTGGCCTA 188

Ai03B3400 Araip.B03 3400 p3 (TAA)5 15 7141304 7141318 TGTGGTTTTGCTAAGGAATCAA ACATCCACAGCCGCATTATT 245

Ai03B3403 Araip.B03 3403 c (T)10gttttgggtctgatcaatctattcatcttaatttcaaccacaagtcattac(T)1172 7148621 7148692 AAAACAACCCACACCACCTC TTAATCCTTGACCTGTCGGG 239

Ai03B3406 Araip.B03 3406 p3 (GAA)6 18 7156712 7156729 AAGCAAAAGCAGAGAGAGCG AAACACCCAAATGGCAAAAA 212

Ai03B3407 Araip.B03 3407 p5 (TTTTA)5 25 7162610 7162634 TGGCAACCAGATAACTCAAATG GAAAGGAAGGTGGATGGTCA 278

Ai03B3408 Araip.B03 3408 p3 (ATC)5 15 7164662 7164676 GACCCAAAAGTTAACGGGGT TGTGCAGGTTTAGTGGAAGC 253

Ai03B3411 Araip.B03 3411 p3 (TCT)7 21 7167278 7167298 CTGCCTCTCCAACACTGTCA ACACTCTCCTCTCCCCCAAT 248

Ai03B3413 Araip.B03 3413 p3 (ATT)5 15 7171834 7171848 CATGCATGCACTTGCTATACG GGGACAGTTTTGGTTTTGGA 140

Ai03B3414 Araip.B03 3414 p2 (TA)6 12 7173013 7173024 ATCACAGACCTGGCTGGAAC GGAGATGGCTAAAGGAAGCA 277

Ai03B3415 Araip.B03 3415 p2 (TA)7 14 7174744 7174757 AAACCTGGAATTGAGTTCATAAAT CTTGACTCATCGAAAGCTCAT 280

Ai03B3426 Araip.B03 3426 c (A)10gatgatatattttttttaataatgttttctccaaacaataatacgattttttcttttttcttctttgttatttagcacatt(A)14105 7199862 7199966 CCTCAAGCGTAACCTCTTGG AAAAGGTTTGCCGGATAGGT 280

Ai03B3427 Araip.B03 3427 p3 (CAA)5 15 7200169 7200183 GCTTTTGAATTTGGCATGTG CTTTTGTAGAGTGGGGTGGG 258

Ai03B3428 Araip.B03 3428 p3 (AAT)5 15 7200346 7200360 TAGTTCTGGTCCCTCATCCC TGATGATTTGATGACATTGAAAGA 224

Ai03B3430 Araip.B03 3430 p3 (TTA)14 42 7202149 7202190 AGGTTGCGAGTTCGAATTTT TTTCTGGATTTCGATCCTTCA 272

Ai03B3434 Araip.B03 3434 c (TA)7ctttttgttgtctaaagagaaatataatttgataataacaaaataatttcacttattctaaaaaaaataaaatactaaaatgttaaaataat(A)11117 7208071 7208187 GCCTGGCATAGACCAACAAT GCAAACCATTCCTCCCTTTC 197

Ai03B3435 Araip.B03 3435 p3 (CCG)5 15 7210212 7210226 AGGTGGAGCCATAAGTGGTG TTTTTCAGAATCCCAAACCG 259

Ai03B3450 Araip.B03 3450 p2 (AG)9 18 7243678 7243695 GGTATGGCACGTGATGTGAG CACGACAACTCAACGGAATG 257

Ai03B3451 Araip.B03 3451 p4 (TTAA)5 20 7249762 7249781 GCTTTTGCGTCATAAACGGT CAAAACTATAAATTAGTGTAATCCCGA 268

Ai03B3454 Araip.B03 3454 p3 (ATT)8 24 7253258 7253281 TGAATCATCTGCCGAAACAG GCATTTTGGCCAGAAACAGT 242

Ai03B3459 Araip.B03 3459 p3 (TCT)5 15 7260543 7260557 ACAACAGAAGGTTTGGCCTT CCAATCCTCATTGCCTTCAT 130

Ai03B3464 Araip.B03 3464 p3 (AGA)10 30 7272059 7272088 CAAGGAGCCTCAAAGATCCA TTTACCTTCAAGGCCACACC 251

Ai03B3465 Araip.B03 3465 p2 (TA)7 14 7274914 7274927 CAGTGCAGTGATGCAAATCC TCCATCCGTGTGATTCGTAA 248

Ai03B3466 Araip.B03 3466 p3 (TAT)6 18 7279341 7279358 GCCATGTCACTTTTTCAAGC TGTGTGGAGCAAGCCAATTA 230
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Ai03B3468 Araip.B03 3468 p3 (TGA)5 15 7285143 7285157 CCAGTGCTCGAAGCCATATT TACAACAAGAAGCAAGGCCC 255

Ai03B3470 Araip.B03 3470 c (A)10tagcagtagataatcctgctcttcttagaatcatacctttcccccgc(A)1269 7294167 7294235 AAGTGAAGTGTCCCACCCTC GGGATTTTACCTGCTTGTGTG 212

Ai03B3471 Araip.B03 3471 c* (A)12(AAG)6* 28 7295173 7295200 GCTCAAAGCTTGGAAAGTGG GCCCACGAGCAATAACAAGT 272

Ai03B3477 Araip.B03 3477 c (A)10tatttttaaagaaatattttttctg(A)1146 7311815 7311860 TGTGGATATGCCACTAATCTTGTT TTTTGATTTGTTGGAAGACGG 250

Ai03B3481 Araip.B03 3481 p3 (TAT)7 21 7316468 7316488 ACCAATGGCAACAAAGGAAG AAAAGAAAGCATGCATGTTCAA 232

Ai03B3482 Araip.B03 3482 p3 (CTC)5 15 7321135 7321149 CCCATGCCTCCTCTTCTTCT GAACACTTGCGTCCATTCAA 218

Ai03B3485 Araip.B03 3485 p2 (CT)18 36 7328197 7328232 ATCCGGGCTTAGTGAGAGGT GGTGACCAAGCGATGAATCT 189

Ai03B3488 Araip.B03 3488 p3 (TTC)6 18 7334868 7334885 GTGAAAACACGTGCTCGAAA GTGAAGCCTATAACGCGAGC 136

Ai03B3489 Araip.B03 3489 p3 (AGA)5 15 7335264 7335278 AAAACGCGAACAGAGGAGAA ACCGCCTCGTAAACCTTTTT 138

Ai03B3492 Araip.B03 3492 p2 (GA)6 12 7343593 7343604 TCTCATCTACCTCTCTCCATTTTTC GCTCGTCACTCCTCACCTTC 140

Ai03B3493 Araip.B03 3493 p2 (GA)6 12 7348249 7348260 TACCTCAGGAGAGGAGGCAA TCTGCTGCTGCTCCTTCATA 221

Ai03B3498 Araip.B03 3498 c (AT)6aggagcttgt(TA)634 7363106 7363139 TTTTAACTAAGAAGAAGTGCCAAAAA TCTCAAAAGATTTTCTTTCCAAAA 273

Ai03B3499 Araip.B03 3499 p2 (TA)10 20 7363690 7363709 CTTATGCCGATTCATGATTGA TTTTAAAGGCATACTCTATTTGTTTCT 278

Ai03B3503 Araip.B03 3503 p3 (TTA)5 15 7373267 7373281 TTTTTCCGAACATTTAATATGGG TGCAGCGTATTTTGTGATGA 274

Ai03B3506 Araip.B03 3506 c (A)10t(A)10 21 7377429 7377449 ACTATGTTTACCGCCGCAAG TTCGATCATCTAAATTTTTACCTCAA 267

Ai03B3507 Araip.B03 3507 p3 (TTG)5 15 7380019 7380033 GAAGGTAAATCGATGTCGGG GTGCTTCTGATTGGGAGGAA 271

Ai03B3508 Araip.B03 3508 p2 (GA)6 12 7383724 7383735 CAAGTGGGGCCTACACAACT TCCCTCAATCCGAAGCTCTA 152

Ai03B3510 Araip.B03 3510 c (A)11ttagtctacaaatttatgttaattttgtagattctccctctgctttcttttttattctcgtttttatggtattc(T)1196 7390066 7390161 TGCGTTTCCACGAGTTTACA GCAATTCTTCCTCCTATTCTTTTT 280

Ai03B3511 Araip.B03 3511 p3 (TCT)7 21 7390899 7390919 CCAAAGCACTACACTCACCG CATGGAGGAAGAGGAAGAGG 107

Ai03B3512 Araip.B03 3512 c (AAG)5aggaggaggaggaagaagaatgtgcagc(AAG)558 7391724 7391781 CCTCCTCATCTTCTGCTGCT CTGCACAATTTCACTGCACC 230

Ai03B3519 Araip.B03 3519 p3 (TTA)5 15 7412090 7412104 TGATCGAAACAGCAGATAATCA TCCTCATTCAAGTTGCTGGA 222

Ai03B3521 Araip.B03 3521 p2 (GA)6 12 7417534 7417545 GAGAATGGGAGAAAAGAGAGAGAA TTTTCCAAAATTAATAAACTCTCTTCC 251

Ai03B3522 Araip.B03 3522 p2 (TA)7 14 7421099 7421112 AGCACAACACTAAATGACATGG GGACTCCAATTTTACGGCTTC 280

Ai03B3524 Araip.B03 3524 p2 (TA)6 12 7427433 7427444 AGGCACATTTTGGAGAATTGA GCTTAAGCGGACGAGTGAGT 189

Ai03B3530 Araip.B03 3530 p2 (GA)8 16 7448655 7448670 GCACTCAATGCGTTCTTCAA AACTGTTGGCTGCATCTCCT 220

Ai03B3534 Araip.B03 3534 p4 (TAAT)6 24 7451451 7451474 GCGACCATTTGAATCAACAA ACGGCCAAGATTACATCAGC 161

Ai03B3537 Araip.B03 3537 p3 (TTC)5 15 7458050 7458064 TCTCAAAGTTCACCCCAGGT GGCAATGCCATAGAATAAACTG 198

Ai03B3540 Araip.B03 3540 p3 (AAT)8 24 7468556 7468579 TGTTGGTCCTTATAGTTTCGTGA TGGTAAAGGGATTTAAATAAAAGGAA 137

Ai03B3541 Araip.B03 3541 c (A)12caaaac(A)10 28 7470451 7470478 GGGTCTAACAGAGTAATTAAACCCTTT TGCCAACAAAAATATCCCTGA 275

Ai03B3548 Araip.B03 3548 p2 (AT)8 16 7477947 7477962 TCCTGGTGCTTCTTGTGCTA CGTAACAGCTTTTGCTTTCG 191

Ai03B3556 Araip.B03 3556 c (T)11aattggattcctacaccaattttttttaattaagtcccttttagtagtaattggcttaattttatagggacccaact(A)1098 7488918 7489015 TGGTTTAATTACTCTGTTGGTCCC AATTGAGTCCTTGCACCAAA 237

Ai03B3557 Araip.B03 3557 c (T)10cttccaaagttatattttttatattagccattccaataattattccgcccctgcacagcacac(T)1184 7490838 7490921 GTGAAGCAAGCCTAAGTGCC TCCTCCTGGAAAACGACAAT 262

Ai03B3560 Araip.B03 3560 c (CT)6cgtgcaaaacactccacttgtgaaaccccattctctctttctctctggagtc(T)1175 7494965 7495039 TCGCATATGTGTGATAGCCC TGGAAGAAGGTTTATGTTGGTG 159

Ai03B3561 Araip.B03 3561 p3 (TCT)6 18 7501537 7501554 CCCCTTCCACTTTCTTCTCC CCGTTTCAAAATTCCCTTCA 264
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Ai03B3562 Araip.B03 3562 p3 (TAT)5 15 7502863 7502877 AGGTGCTGTTCCTGGTTCTG TCAAACAAACACATGATTTCAGC 247

Ai03B3566 Araip.B03 3566 p4 (AAAT)5 20 7509874 7509893 GGCAAGTTCTGGCTGATTTT ATTATTCCGTATGCTTCCGC 148

Ai03B3573 Araip.B03 3573 p3 (TCT)6 18 7516752 7516769 GTGTTGGCTGGGGAAGTTTA AGGAGGAGGAAGAGAAACGC 274

Ai03B3575 Araip.B03 3575 p2 (AT)8 16 7520307 7520322 TTGGGAACGGTTTCAATTCT GGCAATTGGCTCATCTTTCT 280

Ai03B3578 Araip.B03 3578 p4 (AAAT)5 20 7524823 7524842 CTCATTTGGGAACGTGGTGT AAGAGATAGCAGCGGGTGAA 280

Ai03B3579 Araip.B03 3579 c (CT)7atatatatattgttcctattgcttttgtgg(TAAT)980 7526214 7526293 GATCACCATTGATGAGCGTG CAAGGGTGTTCTCCAGCACT 258

Ai03B3584 Araip.B03 3584 p2 (TA)10 20 7534388 7534407 GAGGCTGGTCGAAGTAGAGG CACTCTCTTCTCTGATTTCTTCCC 228

Ai03B3585 Araip.B03 3585 p2 (AG)8 16 7539793 7539808 TCTCCACCATCAACAACCAA TTTCTCGTTGACGCCTTCTT 144

Ai03B3586 Araip.B03 3586 p2 (TC)6 12 7539977 7539988 AAGAAGGCGTCAACGAGAAA TAACATGTTGCTGCTGGGTC 170

Ai03B3589 Araip.B03 3589 p3 (GAG)6 18 7558052 7558069 ACCTCACCAGAAGAGCCAGA TAGAGATGGCGAAGGCAAAC 253

Ai03B3590 Araip.B03 3590 p3 (GAG)6 18 7565820 7565837 GCAGAGAGGAAGCAGAGGAA TATTACGTCATTGCCGGGTT 199

Ai03B3596 Araip.B03 3596 p3 (TTG)6 18 7587853 7587870 CATGGAGCTGTTACCCCTGT TCCAACACGATCCACAAGAA 252

Ai03B3603 Araip.B03 3603 p2 (TC)7 14 7605978 7605991 TTTAATGTTGCCACCAAACG ATAGGGTGCATCAAACCCAA 138

Ai03B3604 Araip.B03 3604 p2 (TA)7 14 7606164 7606177 TTGGGTTTGATGCACCCTAT CTACTCTTCGTGTCGTGCCA 168

Ai03B3605 Araip.B03 3605 c (AAC)5(AAT)7 36 7606476 7606511 TGACCCAGTCTCCAAGTTTCA TGTGATGATGCTCAAAAAGGA 236

Ai03B3606 Araip.B03 3606 p3 (ATG)7 21 7606952 7606972 GGCTGATCATGAGGAAGAGG ATTCAGATGCGTTAGGGTGC 279

Ai03B3608 Araip.B03 3608 p2 (TA)7 14 7614089 7614102 TCATGCGACAATTGGGATAA CCGTAAGTCAGACGGACACG 262

Ai03B3610 Araip.B03 3610 p3 (TCA)5 15 7616735 7616749 TAAACCATGCTTACCACGCA GGTTGAATGTGTTGACGACG 208

Ai03B3615 Araip.B03 3615 p3 (TGA)6 18 7628253 7628270 TATGGTTTCCCCTGAAGCAC CTCGATGCTGTCGTCAAGAA 279

Ai03B3616 Araip.B03 3616 p2 (GA)12 24 7631658 7631681 CGGTACCTTCTCCTGCAACT CTGTCTCCGCTTCTGCTTCT 259

Ai03B3622 Araip.B03 3622 p5 (ATTTA)5 25 7638220 7638244 CGTTTAGTTTGGCCGATTTC CCGCAAATAAGCAAAAAGGA 270

Ai03B3623 Araip.B03 3623 p2 (AT)6 12 7641176 7641187 CAACCCGTGTGCATTTTATG TCGACCAAGTGAAGTCTGGA 276

Ai03B3625 Araip.B03 3625 p2 (AC)11 22 7644068 7644089 ATTCTTTGTCCCCATTTCCC CATGGCATAGAGCTGCTTCA 260

Ai03B3626 Araip.B03 3626 p3 (CTT)5 15 7644674 7644688 ACGTTTCTATCCATGGAGCC AGCATCGAGAAGGTCTTCCA 272

Ai03B3629 Araip.B03 3629 p2 (AT)6 12 7658290 7658301 TTCAATGTTTTAATAAACTCAATCCAA GCCACACGCTCCATTCTTTA 263

Ai03B3631 Araip.B03 3631 c (A)14tacagcactgaacaagacatttctgtatttttgtaataaaattttggtatcaatttctgtgtcacagttaaaaatatcatca(TCT)5111 7665586 7665696 TCAATCCAATAATTGTGAACATACA CGCAAGTTCTTGTTAATCGG 280

Ai03B3642 Araip.B03 3642 p2 (TC)10 20 7688034 7688053 CCCTCAACAAAATACGAAAAGC TCTGATAAGCCGGGACAAAC 266

Ai03B3643 Araip.B03 3643 p3 (CAC)6 18 7688271 7688288 TTGTCCCGGCTTATCAGAAC CAGGCTAAAGTTGGGTGGAA 131

Ai03B3644 Araip.B03 3644 p6 (CTATGG)5 30 7688623 7688652 AACCGTTTGTGGTGGTGAAT CTTGTCTCCCCTTCTTCCCT 252

Ai03B3645 Araip.B03 3645 p3 (GTT)5 15 7690760 7690774 TGATGGTTTACCCAATGCAA CCATATCCACAAAAGGGTGG 253

Ai03B3649 Araip.B03 3649 p2 (AG)7 14 7713970 7713983 AAAGCACGTAAACCAAACGG CAGCTTCAGCAACGGATACA 132

Ai03B3650 Araip.B03 3650 p4 (ATTT)5 20 7714545 7714564 CCGTTGGTACGCTTTCATTT GTTGAAAAGCCCTGCTTCAC 248

Ai03B3651 Araip.B03 3651 c (TG)7(AG)18 50 7716983 7717032 AGATCCCCAAGTCACGAATG GCAACACAATAGGGTTGAAGG 270

Ai03B3655 Araip.B03 3655 p2 (TA)6 12 7729174 7729185 CACACGCAAAAGCTGAAAAG CTGATGGCCATTGGTTTCTT 277
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Ai03B3661 Araip.B03 3661 p3 (TAT)6 18 7742884 7742901 CCCAGCTAAAATGTGGCTTC CAATTTGATCATCACGACGAA 231

Ai03B3662 Araip.B03 3662 p3 (GAG)9 27 7747131 7747157 CTAGACCCTGAGGTCTTGCG AAGGATCCAGCGCCTCTTAT 250

Ai03B3665 Araip.B03 3665 p2 (TA)8 16 7752010 7752025 TGTTGAGGGATAAACAGAGAATTG TTTTGTGCCACACCAAAGAA 132

Ai03B3673 Araip.B03 3673 c (GTG)8ctattggtgt(TGG)549 7760474 7760522 TGGTTGTGGTTGTGGTTGTT GTTGAGGGTCCGAATCAAAA 234

Ai03B3676 Araip.B03 3676 p2 (GA)6 12 7763383 7763394 GCCTCGTCATCGATTCCTAA CGTCCTAATTCCTGCGGATA 206

Ai03B3680 Araip.B03 3680 p2 (AT)6 12 7780184 7780195 TTGCCACCCCTAAATGAGAG GATCAGTGTCCATGGCTTCA 112

Ai03B3681 Araip.B03 3681 p2 (CT)7 14 7787550 7787563 TTCATCAGGCCTCAGTGATTT GTTTTGGATGGATGGAAACG 216

Ai03B3686 Araip.B03 3686 p2 (CT)12 24 7801858 7801881 TGTGCACTCCGAGGAGATTT ATGGCGAAGGTCAATTATGG 276

Ai03B3687 Araip.B03 3687 p4 (ATAC)5 20 7803627 7803646 CCAAATCTAAACCCACCCCT TGGACATTAAAGGATGGGGA 247

Ai03B3694 Araip.B03 3694 p2 (TA)15 30 7812543 7812572 AAGGTTTGGGCTGAGGTTTT CATTCCAATCTTTCCCTCCA 112

Ai03B3706 Araip.B03 3706 p2 (AG)10 20 7843528 7843547 GATTTGATAAAGGCCCAGCA GATCCGGACCCTCTCTCTTT 271

Ai03B3707 Araip.B03 3707 p2 (CT)8 16 7843736 7843751 CGTCCATCGTCACCTCTTCT ACCACGTGTCTGTGTTGCTC 165

Ai03B3711 Araip.B03 3711 p3 (AAT)6 18 7858767 7858784 ACGCCACTCAAAACCGTAAC TGATCGAATCCCACCATTTT 262

Ai03B3719 Araip.B03 3719 p2 (AT)7 14 7879197 7879210 GCAAGCAAAGTTGGGATGTT TGTCAAACTCCAGGCTCAACT 220

Ai03B3720 Araip.B03 3720 p2 (AT)10 20 7879323 7879342 TGAGCCTGGAGTTTGACATTT TTGTGAAAAGAAAAGCGCAA 166

Ai03B3722 Araip.B03 3722 p2 (GA)14 28 7881574 7881601 AAGGTCCTTGCGAATTTCCT GGCCAAACCAAAAATATCCA 247

Ai03B3723 Araip.B03 3723 p2 (GA)18 36 7882001 7882036 GAGAAGGGGGTGAACAGTGA CCCTTCTCTCCACCACTATCA 149

Ai03B3726 Araip.B03 3726 p3 (ATT)23 69 7888080 7888148 CTGAGCACAGTAGCAGGCAG TGAAAAGTGCAAAAGGGGAG 170

Ai03B3727 Araip.B03 3727 p2 (TA)8 16 7895410 7895425 CCCTCCTATTGTCACCCCTT TGACCATTTACAAATACGAACCA 263

Ai03B3728 Araip.B03 3728 p2 (AG)8 16 7896212 7896227 GCGTGGAGGAAGAAAAGTGA CTATTGCCGTCGTAGGAAGC 134

Ai03B3731 Araip.B03 3731 p2 (AT)6 12 7898002 7898013 TCCCCTCATTTCTGTCTAACG TGGAAGATGAAGATATTGGAGGA 279

Ai03B3734 Araip.B03 3734 p3 (ACA)6 18 7916968 7916985 TTTCGCTACAAAATGGTCCC TGTCCTGTTTCTGCTCTTGC 264

Ai03B3735 Araip.B03 3735 p5 (AAAAT)5 25 7918028 7918052 GGCTGGCACTAAGTACACACA GGGTTTGTGCGAAGAAAAGA 252

Ai03B3736 Araip.B03 3736 c (A)10ggataatattaaaaaaac(A)1139 7918511 7918549 TGATGACAAAGGAGATACGCTG TTTATGTTCCCCACAATACATGA 276

Ai03B3742 Araip.B03 3742 p2 (AT)8 16 7922841 7922856 TGTAATCACTTGCATGGCGT CGCTTTCCCCTTTCTTCTTC 235

Ai03B3748 Araip.B03 3748 p3 (TAA)16 48 7931046 7931093 CCCTCCAATACCCAACCTTT CTTAACATGCCAAGCCCATT 273

Ai03B3754 Araip.B03 3754 p3 (AGA)5 15 7940856 7940870 AACCCTTTCTCCTTCCCTCA CATAAAACAATGCCGCACAG 246

Ai03B3755 Araip.B03 3755 p2 (GA)7 14 7945380 7945393 CTAATGGAAAGGCTGACGGA GCGAACCCCTCTCTCTCTCT 202

Ai03B3756 Araip.B03 3756 p2 (GA)17 34 7945508 7945541 GGTGGCTACGCTAATGGAGA GTGCAATGTTGTGTTTTGGC 176

Ai03B3760 Araip.B03 3760 p2 (AT)8 16 7954858 7954873 TCATCGCCCATCTGACATTA ACACAAGTGGCCACACAAAA 227

Ai03B3761 Araip.B03 3761 p2 (TA)9 18 7955663 7955680 GGATCCCTAACGACAGGACA AAGGTGATGGTGCTTCAAAA 223

Ai03B3763 Araip.B03 3763 p3 (CTT)5 15 7960270 7960284 CTTGGAGAGATAAGCGCCTG AGAACGGGTGAGAGAGACGA 121

Ai03B3764 Araip.B03 3764 p3 (CAG)5 15 7963583 7963597 CCAACAGCTCTAAACGAGGC TCGGAACCAAGTGCAATGTA 278

Ai03B3765 Araip.B03 3765 p2 (TA)6 12 7963898 7963909 TTCCCATTGTCTGTCCAACTC AAGAATCAATGCACGGAACC 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B3766 Araip.B03 3766 c (TAC)6(TAT)7 39 7965015 7965053 GCACACTACATCGTGTCAACTG AGGTGCGGCAAACTTGATTA 268

Ai03B3771 Araip.B03 3771 p3 (GGT)5 15 7970619 7970633 GTTGGTGCTGTTGTGGTTTG CATGGCCGCTACTTCACTTT 203

Ai03B3773 Araip.B03 3773 p2 (AT)13 26 7973286 7973311 AAAATACAAGCAGGCATAGATTCA TGAGCCTGTCGGTTTCTTCT 231

Ai03B3791 Araip.B03 3791 p2 (AT)7 14 8009495 8009508 CATCTTGGGCCCTCTTGTTA CACTCTTTGCCCAAACCAAT 256

Ai03B3797 Araip.B03 3797 p2 (TA)8 16 8022169 8022184 TCCATTGCATTCATTAACAACA TGATGGATGGGGTGAAAAAT 142

Ai03B3799 Araip.B03 3799 p3 (AGA)5 15 8022956 8022970 CAAGACCGCACTTTGTGAAA AGTGGTTGGCCCCCTACTAT 275

Ai03B3802 Araip.B03 3802 p2 (TA)6 12 8023813 8023824 CAAAATATGAAGCATAGAATCGGA GATTCCAAAATTGATCAAACAGAA 139

Ai03B3803 Araip.B03 3803 c (A)15gttaaaaatagttaatatttattaataagtttatgc(T)1465 8024231 8024295 TAGTTAGCATTGGGGTTGGC CGGTCCTTCAAAGTGACTGA 244

Ai03B3805 Araip.B03 3805 c (T)10aatttgcatataaaatcgttcttaaaaatcgttatttttacttaaatattaaaattttggaccaaattattcataacaagaaaattattaaatttg(A)12118 8026126 8026243 GCATGCTTCATAACCTTCCA CCCTTTTCCGTTCTTTTTCTTT 280

Ai03B3807 Araip.B03 3807 p4 (TGGT)5 20 8026985 8027004 GGAAAGCTTGTCGAGAAAAGTG CACTGAGGCTGGGGTTGTAT 149

Ai03B3812 Araip.B03 3812 c (A)10ttagaattgggcatatagagattagttaagaattagaattgttttaactgtaattacagtttcttaacaagttgactcattt(A)15107 8033013 8033119 GCATTCAAATTATCATTGAAAAAGG GGCCCAACTTGTAAAACTTGTAA 274

Ai03B3813 Araip.B03 3813 c (AGA)7agc(AGA)539 8033269 8033307 CCTAACATGCGCGTTACAGA TCGTTCGGGTGTATTTTTGA 227

Ai03B3814 Araip.B03 3814 p3 (AAG)5 15 8033954 8033968 CCTCCTCATCTTCTGCTGCT TTCTCCTTCATCAAAATCACCA 245

Ai03B3816 Araip.B03 3816 p4 (AGAA)9 36 8035159 8035194 TCCTTTGGGAACTTCCATTG TTCCAAATCAAAATCACCCC 269

Ai03B3824 Araip.B03 3824 c (C)16tt(TC)6 30 8052805 8052834 TCTGCAATTAGTAGCTTCTTCATCA CCCCAAAACCTTAACCTCGT 250

Ai03B3827 Araip.B03 3827 p3 (ATT)5 15 8062975 8062989 AAGAGCCAAGCCTGAAACAA GCTAGCTGCTTCCTCTGCAT 255

Ai03B3830 Araip.B03 3830 p3 (TTC)5 15 8065512 8065526 GCGCATTAATGACGAGTGAA GTGAAGCCTATAACGCGAGC 123

Ai03B3831 Araip.B03 3831 p3 (TTC)5 15 8065648 8065662 GCTCGCGTTATAGGCTTCAC TGCAATCACTGAGAACCTGG 252

Ai03B3834 Araip.B03 3834 p3 (TTC)5 15 8077815 8077829 TGAAAGCACATCAATACCTAGTGTC TTCCCAAGGAAGTTTGGTCA 190

Ai03B3835 Araip.B03 3835 p3 (TTC)5 15 8077951 8077965 GCTCGCGTTATAGGCTTCAC TGCAATCACTGAGAACCTGG 252

Ai03B3836 Araip.B03 3836 p3 (GAA)6 18 8079329 8079346 TGCATAGAAGAAAAACGCGA TTGGCTTGCATCACTTTAACC 276

Ai03B3837 Araip.B03 3837 p2 (AG)17 34 8079793 8079826 CAAGCCCGTATCCATCAAAT TGTCAGAGAAGGAACTTGGGA 271

Ai03B3841 Araip.B03 3841 p3 (ATA)6 18 8098261 8098278 GAAAAACGGGGTGAGTTTTG CCCAGGTGTGGACTTTTGAT 187

Ai03B3842 Araip.B03 3842 p2 (TG)6 12 8100206 8100217 CCTCTCTACTCGCGTTCACC CTCAACCCTCAGTCCCTCAC 244

Ai03B3845 Araip.B03 3845 p3 (ATA)6 18 8104768 8104785 TGCAACTCAGTGACCAAACA AGCTAGCAGGGGTGTTGCTA 268

Ai03B3849 Araip.B03 3849 c (A)10gaaaaagattgtgatgatgat(A)1041 8112084 8112124 TTTGCAGCATTATGTGTTTCTTC TCCTCTTCATCCTTCTCATCTTC 195

Ai03B3850 Araip.B03 3850 p3 (GAG)6 18 8121405 8121422 ACCAGAAGCGCCAGACTCTA AGATGGCAAAAACAAATGCC 246

Ai03B3862 Araip.B03 3862 p3 (TTA)5 15 8155893 8155907 TTCTGAAATTCTTTTGCTATGTGC CCAAGGCCAAAATTCACCTA 229

Ai03B3875 Araip.B03 3875 p4 (TTTA)8 32 8180778 8180809 GGTGGTCCATTACATGATGC GCAGATTGCATGATAAGCACA 231

Ai03B3882 Araip.B03 3882 p3 (CAA)8 24 8201235 8201258 TGGGGCCTGAGATAAGTTTG TGCAAACAATTAGGTCAAAAAGG 202

Ai03B3883 Araip.B03 3883 p3 (TCC)9 27 8204054 8204080 CTCTCGGCCAATCTTGGTAA AGCATCCATAGCAATCTGGC 264

Ai03B3885 Araip.B03 3885 p2 (AC)6 12 8212586 8212597 GCGTTACATATATTAGTTTCTTCCCC AATCGCGCGGTATTAAAGTG 209

Ai03B3886 Araip.B03 3886 p2 (TA)16 32 8214339 8214370 GAGGACTCGGGGAAGAGTGT CACCAAATATCGAACCCCTG 232

Ai03B3887 Araip.B03 3887 p3 (CTC)6 18 8222055 8222072 CGGGCCCAGATAGGTAGTTT GGCAGAGAGGAAGCAGAAGA 271
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Ai03B3902 Araip.B03 3902 p2 (TA)7 14 8258612 8258625 AAGGGGCTTTGGATTCTCAT TGAAAGAAGCGCGTGAAGTA 209

Ai03B3917 Araip.B03 3917 p2 (AT)6 12 8308756 8308767 CTTCCATAGTTCCATGCCGT CCAGTGAGGCACATGAGGTA 271

Ai03B3927 Araip.B03 3927 p2 (AG)10 20 8332369 8332388 TCGCAGGAATGGTCATCTAA CCCCTTTTCTAGACATGCCA 222

Ai03B3931 Araip.B03 3931 p2 (AT)6 12 8341804 8341815 ACACAAGTTGCATGGGAATG CGTCTCTGGAATCACACGAA 266

Ai03B3932 Araip.B03 3932 p2 (AT)10 20 8342839 8342858 TTTATTTGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 205

Ai03B3938 Araip.B03 3938 c (T)10aaatttacagaaatagagaagggataaactagagaagctgtcaggctgtaggcaattctcataacacgtgttcatttca(T)1099 8371444 8371542 AGAAGCAATGATGTTTCATCCA CCAAACCATGACACAAAAACA 255

Ai03B3939 Araip.B03 3939 c (A)13g(A)10 24 8375867 8375890 TTGCAGCAAATCATTCCAAA TCTTGGAAGAGAAACGCCTC 165

Ai03B3942 Araip.B03 3942 c (T)16agtttatgtaacttggttggtcgctccacttctattgtgttgagctgtttgatttc(A)1284 8389188 8389271 GAGGATACATGGGTGCTTGG AAAAACACACGAAAACAACTCAAA 238

Ai03B3943 Araip.B03 3943 c (T)10caataggttagagtttaaatgtaaataaaattattaaattatattg(T)13atttggtcaacacacacacatcttatactctctttttcatcgagagagattcgaactcatgtggcaattttatata(T)14159 8391276 8391434 TTTTGTTGTGTTTTTCACCGTT CAAAGATGCTTTTGTGACGAGA 256

Ai03B3946 Araip.B03 3946 c (A)10gtatctaaacaaggtatacgg(A)1142 8392137 8392178 TGGGAGTTTGAATTTCGCTT TTATTGCAGGCACAATGCTG 259

Ai03B3951 Araip.B03 3951 c (T)10aattattgcagcaaaatcaaaaaatagaaaaag(A)1053 8400166 8400218 AGAGGTCAGGTACACCACCG TTTTCACACGAAACAACAAACA 175

Ai03B3953 Araip.B03 3953 p2 (GT)8 16 8405934 8405949 TCCAGCTGTATACGTCCGTG TCACCTGCTTCATGTTTTCTG 272

Ai03B3960 Araip.B03 3960 c (A)12cttgatatgcaggtacgctagtttcaatttag(A)1054 8420178 8420231 CTCCATTTTGTTGTGTTGTGTT CAAGTTAGTTTGCACTTTAAAAACG 148

Ai03B3968 Araip.B03 3968 p3 (GAA)6 18 8433594 8433611 TAGTCATGACAAAAGCGGCA ACGCTCAGCCTAACATTGCT 186

Ai03B3974 Araip.B03 3974 p2 (AT)8 16 8440866 8440881 TCAGGTGAATCATCTTCTCAAATC TGTTTTTGACAAACCAATGACA 200

Ai03B3978 Araip.B03 3978 p3 (TAA)5 15 8451392 8451406 TGGAGATCCACCATCACAAA CGAGTTGTCGAAAATGCAGA 239

Ai03B3985 Araip.B03 3985 p2 (TG)6 12 8470527 8470538 TCCCCTCAACTCGAGAGCTA CCCTGTCCCATTAGCTTCCT 268

Ai03B3989 Araip.B03 3989 c (CA)6tacatatgttattt(TAAA)546 8479310 8479355 CCCTCACACCTTTCTAGGCA TGGAATGTTGTGCGTTGAGT 277

Ai03B3990 Araip.B03 3990 p2 (TC)7 14 8490032 8490045 TCTCAACGCATCGAAACATC CCAAAATTTCGGGAACAAAA 176

Ai03B3991 Araip.B03 3991 p2 (TG)7 14 8491434 8491447 CTTCCATAAAGTGGGCTGGA TGTATGTTGGCAAAGCAAGG 221

Ai03B3993 Araip.B03 3993 p3 (GCA)5 15 8496191 8496205 GTCACAAGTGAGGAGTGGGG CCTCCTTGAGGTACTCTGCG 250

Ai03B3994 Araip.B03 3994 p2 (GA)6 12 8500927 8500938 AATTTGAGAACACCCCCTCC TCACTATCTGTGGGGTGCAA 272

Ai03B3997 Araip.B03 3997 p3 (ATT)7 21 8502045 8502065 GGAAGGTGAACCAAAGTCCA TTGGAAAAGCCTCAAAAGGA 217

Ai03B3998 Araip.B03 3998 p3 (TAT)8 24 8502711 8502734 GGGATGTTCAGAATTTTGGC TTCAACGGTACCACCAAACA 190

Ai03B3999 Araip.B03 3999 p3 (ATA)7 21 8502946 8502966 TGTTTGGTGGTACCGTTGAA CACTTACATGTGATGGATGGAA 239

Ai03B4000 Araip.B03 4000 c (T)10aaacaaaagcagcaatatttgaaaagggaattaggaaaacagta(T)1165 8503096 8503160 AGAAGAGGTGCCTTACCCCT GGCAAGGCAAGACAAGATGT 257

Ai03B4002 Araip.B03 4002 p3 (AAC)10 30 8504371 8504400 TTGAGCAGAGGAATTGACCC ATATGGTGGTGGTTGTGGCT 148

Ai03B4003 Araip.B03 4003 p3 (CAC)7 21 8504798 8504818 TTGCAGAACAGCAAGGATTG CCTGTTTTCAAGCCCAAGAA 137

Ai03B4004 Araip.B03 4004 c (CT)7attgatttctttttctttcttattatttttctccttcttttaaattgtataaa(TAAT)587 8505000 8505086 CAGAAGCTTGGAAATGAAGTGA GCCAAAAATTTGTCCAATACTGT 273

Ai03B4005 Araip.B03 4005 p2 (AT)6 12 8505479 8505490 CATAACCACATCTTATCGCAGTT GCCTCAAAAAGTCCAAAGGA 190

Ai03B4006 Araip.B03 4006 p3 (TAA)5 15 8505891 8505905 TGGATACTATTGCGGTGGGT CGGACATTTGTTTTTCATTATACG 267

Ai03B4010 Araip.B03 4010 p2 (TG)6 12 8510306 8510317 GCATGGTGGCTAGAAATTTTG CGCGAGCATGATATTTGACT 279

Ai03B4011 Araip.B03 4011 p2 (AT)6 12 8510552 8510563 TTTTTGCTGGGGTCTTTTTAC AACACCTTTTACAAATGCCCT 175

Ai03B4013 Araip.B03 4013 p2 (TA)7 14 8516688 8516701 TGTGCTTTTGGAAAATTCAGG GCAAACAAAGTTCAATCAACCA 190
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Ai03B4016 Araip.B03 4016 p3 (GAT)6 18 8520806 8520823 ATCAAAATGCTCTTCCCGTG ACTTTTTCTACGCCCGTTCC 193

Ai03B4018 Araip.B03 4018 p3 (ATA)7 21 8524246 8524266 ATTGTTATTGCATCCTCGGC GCGGCAGGACAATATTGAGT 263

Ai03B4020 Araip.B03 4020 p3 (TTA)5 15 8526664 8526678 CTTCCACCCATACGTTCACA CAAATCCAAGCAAGCAGTGA 247

Ai03B4021 Araip.B03 4021 p4 (ACCA)5 20 8526857 8526876 TCACTGCTTGCTTGGATTTG TGGGAAGTGAATTGTGTGGA 133

Ai03B4030 Araip.B03 4030 p3 (GAG)5 15 8538989 8539003 TGGAGGAGGAGAAAAAGGAAG ACCCATGTCGCTGTTCTTCT 168

Ai03B4031 Araip.B03 4031 p3 (TGA)6 18 8540721 8540738 GCAGCAACTCACAAGAACCA CAGCAACAACACCCACAATC 193

Ai03B4032 Araip.B03 4032 p2 (AT)7 14 8542346 8542359 CCTTTGTTGTTGGTGTGGTG GCGGATGGGATAAGCAGTAA 137

Ai03B4033 Araip.B03 4033 c (TTA)7ttcc(A)10 35 8542581 8542615 TCTTGAAGCAGGGTTGATTTG TGTTCTCGCTCTTTTGCCTT 275

Ai03B4036 Araip.B03 4036 p2 (TA)6 12 8551902 8551913 TTGCTGCCTCTGTCAGTATGAT CATGGATCTTCTCCATGGCT 236

Ai03B4037 Araip.B03 4037 p3 (TGA)5 15 8553081 8553095 TAGGTTCAATGGCTGGGGTA GCAACCTTGAGGAGATGAAAA 278

Ai03B4038 Araip.B03 4038 p3 (TAC)7 21 8558260 8558280 AAATGCCAAGAGCAAAATGG TCTGATACTTGGCGTCATGG 222

Ai03B4043 Araip.B03 4043 c (A)10taataataattcggtgatttattctt(A)1147 8575097 8575143 GATACGAGTGAGTGGGCCAT TCCAATTATTTTTACGCGCC 237

Ai03B4047 Araip.B03 4047 c (T)10ctgattaaaagggggctaagcgcccaagatatgatgatatactctctataataaatgc(T)1078 8579505 8579582 TGATCATTTTCAACATAAACTTTCA GTCCTTGCGGACAAAAGGTA 217

Ai03B4049 Araip.B03 4049 c (T)11aatttttcattgcaaaataaacttgtttttcagtattaaaaacatt(AAATA)582 8581419 8581500 TAATTGGCGACAGATTTCCG CTTCGATCCCTTATGATGGC 254

Ai03B4050 Araip.B03 4050 p2 (TA)7 14 8585009 8585022 CAACACGAAAACGACACACC ACTATGGCAAAGATGGCGAC 231

Ai03B4052 Araip.B03 4052 p3 (ATG)5 15 8597059 8597073 GCATCGTTCATTTGTCCCTT ATGTCAAATCCCGAGGATCA 173

Ai03B4061 Araip.B03 4061 p3 (AGA)12 36 8647431 8647466 ATGAAGCAGATGGTGGTTCC ATGACGATGAAGGGGGAAG 233

Ai03B4072 Araip.B03 4072 p2 (TA)6 12 8674299 8674310 TTTTGTCGCATCAACCTTTG GCATGGTTGGACCTGAAGTT 189

Ai03B4078 Araip.B03 4078 c (T)10gcagtaaagattttggacggtggaaggtgaaattgtaaatgtaaaaagtgaaaatagggttgtggtggttaattggaggtgaaatg(T)11107 8689493 8689599 TCTCCTCCTCCACTTCTCCA AGACTGCATCCCAAGCCTAC 240

Ai03B4080 Araip.B03 4080 p3 (ATT)5 15 8690638 8690652 ATCCATTGAACCCGCATAAA CAATTATTCCATAACATTGCAACA 143

Ai03B4086 Araip.B03 4086 p3 (AAG)9 27 8707559 8707585 TATAGCGCCATCGACACAAG TGTCTTTTCCCTTCCCTCCT 217

Ai03B4088 Araip.B03 4088 p3 (ATA)9 27 8718182 8718208 TCAAACACAAACAAGCCGAG CACTGCCGGTTTCTGAAAAG 271

Ai03B4089 Araip.B03 4089 p3 (GCC)5 15 8719313 8719327 TCACCATATCCTCCTCCACC ATCCGTTGAGTTCGCCATAG 198

Ai03B4090 Araip.B03 4090 p2 (CA)6 12 8719619 8719630 GAACAAAGAGTTCTTCGCCG AAGCCCAATAAAGCCCTGAT 279

Ai03B4097 Araip.B03 4097 p6 (TTTTAA)5 30 8734153 8734182 TTTTCCAAATGGACAAAGGC CGATCCTATCCGCAGAAAAA 263

Ai03B4102 Araip.B03 4102 p2 (TA)6 12 8761020 8761031 TGGACTGCAAGTCAGCTTTG TTTTTGAGCGTTGCGTTTTT 205

Ai03B4103 Araip.B03 4103 p2 (AT)10 20 8761250 8761269 AGCCTGCAAAACTAAGGCTG CGGTTCTCACCCCATACTGT 267

Ai03B4107 Araip.B03 4107 p2 (AT)9 18 8776212 8776229 TCATCTGACCAAAAATCGGA TAAAGAAAAGTTAACTGAATTGGCT 223

Ai03B4108 Araip.B03 4108 p2 (AT)7 14 8782384 8782397 CGTTTTCAACTTTCGTGGGT TGATGACATAGAGAGAAGAGAAGGG 265

Ai03B4109 Araip.B03 4109 p4 (AAAT)5 20 8785684 8785703 GGGTTTCGAACCCTATCCTC TCATCTGCTCCATATGTCACAA 266

Ai03B4115 Araip.B03 4115 c (A)11gaagataaaatcaaatcaaaaaatatatttagtcggcc(A)1160 8819481 8819540 TCATTGGCAGTTTGGCACTA TCACAATCAAGCTTTGTCGC 196

Ai03B4123 Araip.B03 4123 p4 (AAAT)5 20 8842128 8842147 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 246

Ai03B4126 Araip.B03 4126 c (AG)6atcgaacgt(GA)633 8861342 8861374 TCCAGCATGAATACCAACCA TTTCGCCGTCTCAATCTCTT 193

Ai03B4128 Araip.B03 4128 p3 (CTT)5 15 8866865 8866879 GGAGCTCAGCTTCATGTTCC GCTGTGCAAGCAAATCAAGA 125
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Ai03B4133 Araip.B03 4133 p2 (TA)11 22 8880739 8880760 CACCATCACCTGACATCACC TCAGCAAACTTATTATGATGGTAGTG 216

Ai03B4135 Araip.B03 4135 p3 (TAT)8 24 8881620 8881643 TGCCGTTTCATCAGTGATTT GCATAGCAGAGCTTTGATCG 262

Ai03B4137 Araip.B03 4137 p3 (CAT)5 15 8885617 8885631 ACTTGCCTGGAGGTGTTGTT CAATCTGTGTAGTTAAGTGGGACC 237

Ai03B4140 Araip.B03 4140 c (T)16gaaaaacca(T)1035 8894161 8894195 GTGGCAGCTCATGGTTTTCT CAGGAAATTGGTGAGCGAAT 103

Ai03B4141 Araip.B03 4141 c (TAT)5tg(CTA)7 38 8894723 8894760 CATGAGAATGAGCAACCCAA CCAACAAAGCAAGCAAAACA 199

Ai03B4143 Araip.B03 4143 p3 (TAA)7 21 8898463 8898483 CCATGATAAATTGGTAGCTAACTCCT GGGAACACTTGCCTTTCATC 213

Ai03B4151 Araip.B03 4151 c (TC)6tgagagagagatac(AG)7tgttgagtgtgtcacaaagcagag(AAGA)688 8905488 8905575 GCACTGTTGCTGAATTCCAA CACTCACCATTTGCCATTTG 276

Ai03B4152 Araip.B03 4152 p2 (CT)10 20 8909413 8909432 TCGCATTCACATATGGCTTC TCCAAAAGCATAAAACCACTTG 209

Ai03B4153 Araip.B03 4153 p6 (TTCATC)7 42 8909845 8909886 CCACACAAGGCACAACATTT AATCCCAGGCATCTCTCTCA 223

Ai03B4154 Araip.B03 4154 p3 (ATA)5 15 8911598 8911612 TCTTGTAACCAACAACCGGC TGAATTCCCTTTGCCACTTC 243

Ai03B4156 Araip.B03 4156 p5 (AAAAG)5 25 8917783 8917807 ACAACCCCTAGTGCCAAAGA CCTTGTGCTCCACACTTTTG 219

Ai03B4159 Araip.B03 4159 p2 (TA)9 18 8927843 8927860 TGCATGTATTTAGATGATTAACGGA AAGATGCGTAGGTTTCACCG 198

Ai03B4162 Araip.B03 4162 p2 (CT)6 12 8933276 8933287 ACTTTCCCTTCCTCCCTCAA GGGGCAACTCTGTTGATGTT 184

Ai03B4163 Araip.B03 4163 p5 (AAAAT)5 25 8933475 8933499 AACATCAACAGAGTTGCCCC CTTGCTGCTAGTCCCCAGTC 268

Ai03B4164 Araip.B03 4164 p2 (TA)6 12 8936310 8936321 GCACATTAAAATCAATACACGTCC GAAGCTTTTGAAAATTGAAATCG 278

Ai03B4165 Araip.B03 4165 c (A)12ctagaattgaaaaagatggaaaagaaaat(A)1253 8938550 8938602 TGGTGGCCTTAAGAGCTTGT AGCCCATAGGTTAGCCCCTA 268

Ai03B4166 Araip.B03 4166 p2 (AT)6 12 8939027 8939038 GTTGGAGGCCAGCTCTAATG CAGGACAAATGATTCAGCCA 269

Ai03B4167 Araip.B03 4167 p2 (AT)15 30 8939650 8939679 CAATCACAAAAGTTGCTGGC AAAATGCTAGTATTAATGTTCACCAA 239

Ai03B4168 Araip.B03 4168 p2 (AT)6 12 8944804 8944815 AAGCATATACGGGACAAAAGGA TGTTGGCATCTTTAAAAGTCATT 257

Ai03B4173 Araip.B03 4173 p2 (TA)7 14 8953125 8953138 GAGGGCTAACACTACAAAAATCG GTTTAGTGCGGATTGGATCG 280

Ai03B4175 Araip.B03 4175 p2 (AT)6 12 8975485 8975496 TTTAATTCCCCAGGTTTCCC CCCGACATGTCCTGGTAGTT 178

Ai03B4180 Araip.B03 4180 p2 (CT)17 34 8989314 8989347 TTCAATGCTTTAAGGTCTCCTTTT TGCACCATAGCACCATTAACA 259

Ai03B4185 Araip.B03 4185 p2 (AT)10 20 8993653 8993672 ATCTAAATTGTTCTTGGTCATAAGATT TCGCAGGTCAAAGGAAACTC 248

Ai03B4191 Araip.B03 4191 p2 (AT)8 16 9019906 9019921 AAAAAGGACATTAATAATCCGAAA AGTCGCAGGTCAAAGGAAAC 234

Ai03B4195 Araip.B03 4195 p3 (ATA)6 18 9037568 9037585 TTCTAATTGTGCTTGCAATGG TGTGCTTGTGGTACGGAAAA 272

Ai03B4197 Araip.B03 4197 p2 (TC)9 18 9045210 9045227 AACCCCTTTTTCAAAATTCTTT AGAGAGAGGGAGAGGGTTCG 236

Ai03B4205 Araip.B03 4205 p3 (CCG)6 18 9076387 9076404 TTTTTCACCTCCATTTTCGC CAAAGGGAAGGTCTCTGCTG 111

Ai03B4206 Araip.B03 4206 p3 (TAA)9 27 9079017 9079043 TGGCAACGTGCAATTAGAGA GGTGACATGCATCCAGCTAA 108

Ai03B4207 Araip.B03 4207 p4 (TTAT)5 20 9081134 9081153 GGACAAGAAAATGGTGGCAT GAAGTGGGGCTTCAAACAAA 146

Ai03B4210 Araip.B03 4210 c (T)10aagaacataaacatcatttctttcttttta(T)1050 9087712 9087761 AGTGGGTGGCAGTATGAAGG CAGGTCAGCAATCATCAACC 238

Ai03B4211 Araip.B03 4211 p3 (GAT)5 15 9088045 9088059 ATGGTTATGGTGGCAGTGGT TCGTCCCTAAGGTTTGAGGT 266

Ai03B4214 Araip.B03 4214 p3 (CTT)6 18 9092261 9092278 TAAAATTTCTGGATCCGCCA CGAAAGGGAAAGGGAAGAAG 173

Ai03B4217 Araip.B03 4217 c* (A)13(AC)7* 26 9094871 9094896 GCACACAAATTTTTGCTACACC CCACGAGCCATGATGACATA 224

Ai03B4224 Araip.B03 4224 p2 (GC)6 12 9117898 9117909 GGATGGGAGAAAGAAATCCG AGCATTTCCGACCATCTACG 231
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Ai03B4227 Araip.B03 4227 p2 (AT)6 12 9127084 9127095 TAGAAAGCCACCAAAGCTGC CATGGCTTGAAGGTCAAGGT 254

Ai03B4236 Araip.B03 4236 p3 (TGG)6 18 9138448 9138465 TTGGTGGTGGTGTTTGTGTT CTGATGTTGAGGGTCCGAAT 239

Ai03B4237 Araip.B03 4237 p2 (TA)8 16 9141710 9141725 AATGGTGAATTAAATCTTGAACTGG GCTAGATAAATTGATTTAACCGAAAAA 276

Ai03B4238 Araip.B03 4238 p2 (TA)9 18 9143287 9143304 TTTGACCGAAAAATGGTGAA AAATGGTGAATTGAACTGGTCT 255

Ai03B4241 Araip.B03 4241 p2 (TA)7 14 9145760 9145773 ATCTCATTTAAGGTATCAAGGGAA CGTAAACTCTTTTGCTTCGCA 223

Ai03B4242 Araip.B03 4242 p2 (AT)16 32 9146254 9146285 AGCTTGAGCTCACGAGTTGG CGAGTTAGGAGATACCGTGGA 278

Ai03B4243 Araip.B03 4243 c (A)12taaaaatcaaaggaattcacatatccatagcaattattcattttctttcc(T)1072 9149399 9149470 TGGAAGAGAGAAAATGGTGGA CTGCAGCGGAATTTTGACTT 271

Ai03B4244 Araip.B03 4244 p2 (AT)6 12 9157600 9157611 TCGATGACGAAGAAATACAGC CATGGCTTGAAGGTCAAGGT 179

Ai03B4245 Araip.B03 4245 p2 (AT)6 12 9159166 9159177 GAATGGCAGCAACAATAGCA CATTACAAACATTGTGCGCC 156

Ai03B4250 Araip.B03 4250 c (TTA)5ttcacctgtgttgttgctgacgtttcttcttcttctcctcatttttcttcatctttctcttttattatcgttgtagta(ACC)5108 9173791 9173898 AGCATCTCACATGAAAATGGA AAAAAGAAAGACAATGATGAGAAAAA 213

Ai03B4252 Araip.B03 4252 p3 (AAT)5 15 9175405 9175419 TCGACTACACCTAAATTTCCACC TGAATGCCTTTACGACATTTTT 250

Ai03B4253 Araip.B03 4253 p4 (AAAT)5 20 9176007 9176026 TTTCAAGATAAGAAATCACACGG TGGTGGGCTGATCATATTTC 201

Ai03B4254 Araip.B03 4254 p2 (AT)6 12 9180549 9180560 TCAACCATCAAAGTAAGCTACAAG CCTCCAGGCAACATCTTAGG 259

Ai03B4255 Araip.B03 4255 p2 (AT)7 14 9181332 9181345 GCAACCTCCCCATTCTCTTT CTTCATCATTCCGTTGCTCT 278

Ai03B4259 Araip.B03 4259 p3 (ATT)33 99 9185773 9185871 CACAAATTTTGCTTCAATTCCA ACGAATTTGATTTTCGCCAC 258

Ai03B4262 Araip.B03 4262 p2 (AC)6 12 9195199 9195210 TTTTTCTTGTTCATCTTCTCTTTGTT GGCGGGAAGTAGTAGCTGGT 265

Ai03B4268 Araip.B03 4268 p3 (ATT)8 24 9201672 9201695 ACTTGGAGGGTCAAAAAGGC CCCTTTTAATACAAGTTTTCGACAT 234

Ai03B4270 Araip.B03 4270 p4 (AAAT)5 20 9203746 9203765 TTTCAAGATAAGAAATCACACGG TTCAGGTGGTGGAAGGTCAT 261

Ai03B4280 Araip.B03 4280 p2 (AT)11 22 9244843 9244864 ATCCTCACATAAGGCGTTGC TCCCATCCATATGGCAAGTT 267

Ai03B4281 Araip.B03 4281 p4 (AATA)5 20 9265224 9265243 TGCTCAATCTTTGTCATGTGG GCATCTTCCTTTCCCTTTCC 104

Ai03B4287 Araip.B03 4287 c (A)10c(A)12 23 9279263 9279285 GGGAGCATCATCAAGCAAAT CTCCGAAGCGAGTAAGGATG 184

Ai03B4289 Araip.B03 4289 p4 (GAGT)5 20 9280736 9280755 TCGTGAAATGTGAAGGGTGA GCTTGTGCACAGTGCGTAGT 209

Ai03B4291 Araip.B03 4291 p2 (AT)15 30 9282267 9282296 GAAGGGGGAAGAAGAAGCTG CCGGTAAAGCCAATATCGAA 119

Ai03B4293 Araip.B03 4293 p2 (GT)8 16 9291089 9291104 TATTCGCACAATCGGCACTA GGACCACCTGAACTCCAAGA 126

Ai03B4296 Araip.B03 4296 p3 (ATT)5 15 9296036 9296050 GAAGGTAGTGGTAGTAGCGGTCA CATTTTTACGAAGGACAAAGCA 219

Ai03B4297 Araip.B03 4297 p3 (TTC)5 15 9298474 9298488 GACGAAAATGAAAATCGGGA TGTTGGTGATGACGATAACGA 155

Ai03B4298 Araip.B03 4298 p3 (CAT)5 15 9298594 9298608 TCGTTATCGTCATCACCAACA TCATGAACAAAAACACATCGAA 253

Ai03B4299 Araip.B03 4299 c (AAAG)5taagaaggattggcatttgagttttgaggcggagtgaggagaacagagaagtagtgtggctgcaagaggaggagg(AGA)6113 9303713 9303825 AAAAATTAGCCTTGTCTTGTTGTTA ATGAACGAATTGACGGAAGC 241

Ai03B4300 Araip.B03 4300 p3 (ATT)18 54 9304349 9304402 GGTATGGATTCGATGCACCT AAACCCCAAATAAAACCTTGC 238

Ai03B4302 Araip.B03 4302 p2 (AT)6 12 9308817 9308828 GCAGTCGTGCGATTAATGTG CTACTTCGCCGGGTCTAGGT 241

Ai03B4304 Araip.B03 4304 p2 (CT)6 12 9310046 9310057 CTTTCCGTTCGCAACAGTTT TCGCAGTCAAGAAAGAGGGT 217

Ai03B4305 Araip.B03 4305 p3 (TAT)6 18 9310472 9310489 TCTGCGTGCTGATTCTTGTT TGTTTCGCGAGAAAATTGTG 193

Ai03B4309 Araip.B03 4309 p3 (ATT)7 21 9313871 9313891 CCGCTTATGACCCATTCTTG ATTCCCATTTGAAAAGCCCT 219

Ai03B4313 Araip.B03 4313 p2 (AT)9 18 9329678 9329695 TCATGAATGGGAGGAGAAGC CAAATTCGACGGCAGGTACT 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B4316 Araip.B03 4316 p3 (TTC)5 15 9338428 9338442 TTCGACTTTTTCGGTACGGT GGTGTTGCAGCAAACAAGAA 273

Ai03B4317 Araip.B03 4317 p3 (AAT)5 15 9340902 9340916 TCCATTTCAATCCCCTTTTT TCACAATCTCCCTGTCTCCC 234

Ai03B4319 Araip.B03 4319 c (T)10gtttttattcttgttaagaaagagtaaaacaagaagaaacttgataaggtaaaacaagaaaagaaagatgatt(A)10gaagatggtgataatgataaa(AAG)6132 9342897 9343028 TGCAGCATTTTGTGTTTCTTC CCTCCTTCTCATCTTCTGCTG 186

Ai03B4321 Araip.B03 4321 p3 (AGG)6 18 9343553 9343570 ATTTTGGATCAGGCAACGTC TTATCGTCGTCACCAACACC 240

Ai03B4323 Araip.B03 4323 p2 (AT)17 34 9344445 9344478 TCTTGGTCATAAGATTATTAAAAGGAT TCAAATTGAGTCAGTTCAATGG 127

Ai03B4326 Araip.B03 4326 p2 (GC)6 12 9354783 9354794 CTTTTTAGCCCTTTTTCCGC GGGCTAGGGAAGGATCAAAG 267

Ai03B4327 Araip.B03 4327 c (T)11cattttctttaattgacaggtggggcagtaggatatgatcagttgatcacttcaaatcagattagtttgagagatttttttcccccttttccccctctc(T)11121 9369653 9369773 TTGCAAGCTAGAACTCGAGTAAA TGCTGCTTTCCTCCATAAGC 274

Ai03B4337 Araip.B03 4337 p3 (GAA)5 15 9403158 9403172 CCTGAAAAATGGAGGGAAAA CCACTTTTTGAGGAGCAAGG 142

Ai03B4338 Araip.B03 4338 c (TC)6(T)11 23 9403311 9403333 CCTTGCTCCTCAAAAAGTGG GATTCCGGTATCGCTGAGAG 201

Ai03B4342 Araip.B03 4342 p3 (GAT)9 27 9410019 9410045 TTGGTGAGGATCTCCCATTC AAGCTCAAAGCTCCGATGAA 170

Ai03B4346 Araip.B03 4346 c (T)12gaaggttcca(T)1032 9420235 9420266 TGATGGGAGATGCTTCTGTG TTCTTCGATCTCATCCACCC 248

Ai03B4348 Araip.B03 4348 p3 (ATA)5 15 9425941 9425955 TGGTCATGAAAAATGGAGGAG TCATGCGGTATCACGTCAAT 248

Ai03B4350 Araip.B03 4350 c (TC)11g(CT)6 35 9432995 9433029 AGGAGGAGGAAAGTTTTGGC TTCTCAATCCCCTGGAGAAG 273

Ai03B4354 Araip.B03 4354 c (TC)11g(CT)6 35 9437240 9437274 AGGAGGAGGAAAGTTTTGGC TTCTCAATCCCCTGGAGAAG 273

Ai03B4357 Araip.B03 4357 p3 (TTA)8 24 9442035 9442058 TCTTACCTTTCTGCCCGAGA TCCCTCTAACTTGGCTGCAT 233

Ai03B4360 Araip.B03 4360 p3 (TGG)5 15 9446331 9446345 ATCTTGCGGCATTCAAAATC TGACAGAATCACCACCACTGA 197

Ai03B4361 Araip.B03 4361 p2 (TC)6 12 9452729 9452740 TGGAAGAAGGGCTAAAGTAACG GTAACTGGAAAGAGCGCGAC 257

Ai03B4363 Araip.B03 4363 c (AGA)8ggcc(GAG)646 9457683 9457728 GCTCCGAGCTGTGTATGTGA TGACTCATTCCGTTGGTGAA 243

Ai03B4364 Araip.B03 4364 p3 (TTC)21 63 9457899 9457961 CTGATAGAAAGCGCAAAGCC CAGTTTATCCAAACGCAGCC 241

Ai03B4367 Araip.B03 4367 p2 (TA)6 12 9464560 9464571 CGGTTACTGTGATCTTCGCA GGCTTGTTTGGGTGTGTTTT 273

Ai03B4369 Araip.B03 4369 p3 (CAC)6 18 9469483 9469500 TTCCAAGACCATTTTGGCTG TTCGCCATTATCACCATTTG 263

Ai03B4374 Araip.B03 4374 c (GA)7aagaaagaaagaaagcaagctagacacacaggacattccattttgaccactcctgacagcaacaca(CT)7tc(TCTTT)6126 9472686 9472811 AAACCCAGTAAGATGCCAGC TTGGATGAAATTTGGGGAAA 241

Ai03B4378 Araip.B03 4378 c (C)12aatattcctacaatcctnnnnnnnnnnnnnnnnnnnnnnnnnatt(A)11(C)1381 9497836 9497916 TTGATTCCATTTGGTTCAGATT GCGCTAAGTGCCCATGATA 274

Ai03B4379 Araip.B03 4379 p2 (GA)12 24 9500848 9500871 CAGCAAACAAAAACGCTCAA GCGCTATCTCCTCTCCAGAA 266

Ai03B4381 Araip.B03 4381 c (AG)20aagcgatgcgaaggaggcgctgccgccgctggttcatcggaga(AG)9aagcgatgcgaagagagggagggacgggttgctgctgccgctgggtcgctggttcatc(AG)12183 9503066 9503248 AGATGGGTTGCTGCTGTAGG CGCATCGCTTCTCTCTCTTT 274

Ai03B4386 Araip.B03 4386 p3 (AGA)7 21 9515073 9515093 AGAGGCAACAACAACGAAAGA ACTTCTTCTCTTCTCCCCCG 187

Ai03B4388 Araip.B03 4388 p3 (GAA)5 15 9521348 9521362 AATGCAACAACACAGCAACAA GTCTTCGTCTTCGCCTTCAC 193

Ai03B4389 Araip.B03 4389 p2 (AT)8 16 9526590 9526605 TAACGTAGCGGGGTTGTTTC AGCGGCCATATTAAGGGTTT 208

Ai03B4392 Araip.B03 4392 p3 (TCT)9 27 9533286 9533312 GGGGATGACCATTCTTCCTT AGAGGCTTGATGTGCGTCTT 277

Ai03B4396 Araip.B03 4396 p3 (TGG)8 24 9554086 9554109 ACTGCCTCTGCTTCTGCATT ATGCCCTCCACTACCATCAG 275

Ai03B4400 Araip.B03 4400 p3 (AGG)6 18 9572872 9572889 AATCAATTTCGTTCTGGTTCAA CCTCCTCATCTTCTGCTGCT 279

Ai03B4401 Araip.B03 4401 p3 (GAA)5 15 9573834 9573848 AGGAAGAGGAGGAGGAGGTG TATATTCACGCGCGTACGTT 116

Ai03B4404 Araip.B03 4404 p2 (TA)7 14 9594001 9594014 TGATCGGTGTTGCTCAAGAA GTGGGGTATGCACTCTCGAT 193

Ai03B4405 Araip.B03 4405 p3 (TTC)5 15 9598291 9598305 CCCCAAAACACGCTGTAAGT GAGAAAGAGAAGGCAAGAAACG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B4406 Araip.B03 4406 p3 (CTT)5 15 9598454 9598468 CCTTCTTTCCAAATTTGCTCG GAGGAAGAAGAACGTGCAGC 219

Ai03B4407 Araip.B03 4407 p3 (TGA)5 15 9603636 9603650 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai03B4408 Araip.B03 4408 p3 (TGA)5 15 9604540 9604554 GGAAATGTCCCAAGCTGAAA ATGTGGTCTGCCATGAGACA 151

Ai03B4409 Araip.B03 4409 p2 (TC)6 12 9607375 9607386 TAACAGCGCCATTATGGTCA TGAATGGGTGGAAGAGGAAG 257

Ai03B4410 Araip.B03 4410 p2 (TA)11 22 9609625 9609646 TATTGTTGCAATCAAGCCCA CACTCAATGAAGAGGGGCAT 214

Ai03B4415 Araip.B03 4415 p2 (TC)6 12 9617918 9617929 ACTTGATCGTCGGAGTGTCC TGTCGAGCTCGCTCTACTCA 260

Ai03B4417 Araip.B03 4417 p2 (TC)6 12 9626787 9626798 ACTTGATCGTCGGAGTGTCC CAACCACTCAATTCTTGCCA 277

Ai03B4421 Araip.B03 4421 p3 (TAT)12 36 9636885 9636920 TGATGGTAAACAAAACCTCCTG TTGTTAATCCCAATAATTTCTCTTTT 252

Ai03B4422 Araip.B03 4422 p3 (TAA)10 30 9637526 9637555 CCAAAAATACTAAAAGTTGTTAATCCC GGGTCAACAAAACCTCCTGA 254

Ai03B4424 Araip.B03 4424 p2 (AT)7 14 9639640 9639653 GCCGTCACAACCGTGTATATC ATGAACCCATTCATCCCAAA 276

Ai03B4425 Araip.B03 4425 p3 (CTC)5 15 9640976 9640990 TGTTTTTCACTCCAACAGCG GAACCTACCTAAGCGAACACAA 206

Ai03B4430 Araip.B03 4430 c (T)10caatttaatctctattaacattaaaaaaatgttggtaaattgtaaaattacttacaaatcccatatcttccaccatcttcgtcacc(T)11ggtgacttaaaagaaaataaacaaaaactaagaaag(A)10153 9646293 9646445 TTGACACACTTGTAAGTCAACGG TCAGCGGGACTGTCTTTCTT 280

Ai03B4434 Araip.B03 4434 p3 (ATG)6 18 9657009 9657026 CCGTTCCGAAATTTCTTTTG AAGCGTTCAATACGTGTTTGTTT 218

Ai03B4436 Araip.B03 4436 p3 (CGC)5 15 9667572 9667586 GAGAGGCATACTCCGAGCAG AAATGGTGCCGTTTATAGCG 191

Ai03B4437 Araip.B03 4437 p2 (TA)7 14 9674097 9674110 TTAAATGGGTCGGTGTGGAT TTAACATAGCCCAACTGCCC 209

Ai03B4439 Araip.B03 4439 p2 (TA)7 14 9674806 9674819 TTAAATGGGTCGGTGTGGAT TTAACATAGCCCAACTGCCC 190

Ai03B4442 Araip.B03 4442 p6 (AACAAT)7 42 9678271 9678312 TGCAAGAGTTATGGTGCTGG GTTTGAGCGTGGGATCGTAT 245

Ai03B4444 Araip.B03 4444 c (ATA)5attatatcaattacacattaaacattcaaagttcaaaagacaattaaaacaaaattaacaaccaacacaagattaac(ATA)5107 9681106 9681212 CCATAACATTGCAACATTCACA GCTAAGTCTCGGGTCATCCA 266

Ai03B4447 Araip.B03 4447 p3 (CAT)5 15 9690816 9690830 CCATTCCCTTTGCTTCTTCA TCCTGATATCGGAGTCGGTC 233

Ai03B4449 Araip.B03 4449 p3 (AAG)5 15 9698514 9698528 CATTTGCGTTCTAGTCCGGT TACCCAGATTGGTCCCTCCT 227

Ai03B4456 Araip.B03 4456 p2 (AT)8 16 9719170 9719185 GGCTGTCTAACTTTATCCTGCCT CCACTGAAATTGTGGCCTTT 237

Ai03B4457 Araip.B03 4457 c (A)10ggggttcaaa(T)1333 9724340 9724372 TGCAAGCAATGAAGTTGACC CAGTTTGTTCCCCGATGTTT 260

Ai03B4458 Araip.B03 4458 c (TG)7tctgtg(TAA)535 9725409 9725443 GAAGATGCCAATCTAGGGCA TCCTGGTGTCAAGTTCTAGGAAA 264

Ai03B4459 Araip.B03 4459 p2 (AT)6 12 9725999 9726010 AATTCTAGGCAGTCGGGTCA CCCAGAAAGATTTGCTTCCA 251

Ai03B4462 Araip.B03 4462 p2 (AG)21 42 9735666 9735707 CACATGTAGGGGGAAAAACC GGACACTTGAGGTTAGGCGA 184

Ai03B4463 Araip.B03 4463 p4 (TCTT)6 24 9736240 9736263 TCGAAGCAGAAAAGGGAATG TATTGGGTTTGTGCCTTGTG 215

Ai03B4470 Araip.B03 4470 p2 (TA)7 14 9743641 9743654 TTGAAAAGAAGAATTTGTTTGCC AAAAGAATAGAACGAAAGAGAAAGAA 212

Ai03B4471 Araip.B03 4471 p2 (TA)6 12 9747729 9747740 AAAAGCATGAACGAGGCAAT TCTCGTGCTGATAACGTGTTG 269

Ai03B4479 Araip.B03 4479 p3 (AAT)5 15 9755724 9755738 CAGCTAAAAATATCCGTAGCTTGTC TTTAATTTTGGCAATCGATCA 264

Ai03B4486 Araip.B03 4486 p2 (TC)10 20 9772872 9772891 CAACTTTCATGTTCGCCAAA GCACCATGTGAAATTTCGTG 245

Ai03B4487 Araip.B03 4487 p2 (TC)7 14 9778116 9778129 CACTTGCATCTTCCTCCTCTG TGTGAAATTTCGTGGTTGGA 123

Ai03B4489 Araip.B03 4489 p2 (AC)15 30 9785101 9785130 AAGCGAGAGTGCCATTCTGT CCGCATCAATTTCAGCTTTT 121

Ai03B4490 Araip.B03 4490 p3 (AGG)5 15 9785402 9785416 ACCTTCTTAGGCTTCTCCGC GAGAGATGTCGGCAACAGGT 220

Ai03B4491 Araip.B03 4491 p2 (TC)12 24 9785536 9785559 AGGCTTGGAGGAAGAAGGAG GGAAGAGAAGAAAAACCCCAA 273
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Ai03B4492 Araip.B03 4492 p2 (TA)6 12 9787724 9787735 AACTCCTTGCCGGAGAAAAT TTTAATTCGTTAACAAAAATACTCTCA 246

Ai03B4493 Araip.B03 4493 p2 (GA)54 108 9788264 9788371 AGTGCTTGTCCAAAACCAAAG TCAGCTGAAGCTTTTGGGAT 272

Ai03B4498 Araip.B03 4498 c (T)11cttttccaaaacgacgtcgttttggtttattttttttt(A)1261 9792038 9792098 ATAAAAATCGGAAAACCGGC GAGTCACAGAGCAGAAGGGC 278

Ai03B4500 Araip.B03 4500 c (T)10ggag(T)10 24 9796078 9796101 GCCATGTTATCATTAATTCTTTCAA AATGGTGATGGCCAATTTTC 273

Ai03B4503 Araip.B03 4503 c (A)10gacacctaccataatattttacacacactcttgtatatatctctgtattttctt(TC)676 9815472 9815547 GCTACATAAAATACAGAGTGAAACAAA TGAATATGTTAAGTTCGTTGCAAAT 241

Ai03B4504 Araip.B03 4504 p2 (AT)6 12 9815892 9815903 GCCATGAAAATGCAAACACA TCATTCCAAACAACTTAAACAGACA 247

Ai03B4505 Araip.B03 4505 p3 (ATA)5 15 9817352 9817366 ATTGTCAAACAAATCCCCCA TTCATAAAGGGCGATATTTGC 274

Ai03B4511 Araip.B03 4511 p3 (TTA)12 36 9824866 9824901 TCCATAACGTGAAGGAATGAA TTCAACATCCTCATAGCTGGG 258

Ai03B4512 Araip.B03 4512 p3 (TTA)6 18 9826403 9826420 GTCGCTCCACCATCAATCTT AAAGCTCTCAACTTGTTCATAAATTC 223

Ai03B4513 Araip.B03 4513 p2 (AT)7 14 9830736 9830749 AACAAGCAAAGGAATGGTGG GGAGGTCGAAAAAGGGACTC 275

Ai03B4515 Araip.B03 4515 p2 (AT)7 14 9833440 9833453 TGAGCAAACTAACAAGCACAGTT TACACCGTGAGTGTGGCTCT 277

Ai03B4516 Araip.B03 4516 p2 (AC)69 138 9838235 9838372 AGGCACCGCTTACTCTTTATT GGAATGTGGTGCGTTGAGTT 256

Ai03B4518 Araip.B03 4518 p2 (TA)6 12 9839959 9839970 TTTGTCATGTCGTGGATCGT CACAAATGAAGAAACAGCGAA 214

Ai03B4519 Araip.B03 4519 p2 (TA)10 20 9840626 9840645 CGTCGCTTGAGGATACATTG CGACGATAACTTTAGGGACCA 277

Ai03B4522 Araip.B03 4522 p2 (CT)26 52 9849758 9849809 GTAGTGTTTTTCCGGCAACG AGGGTTAGCTGCTGGTGAGA 254

Ai03B4524 Araip.B03 4524 p2 (AT)7 14 9852508 9852521 CTGGGTCTTACATTCCACCC ACCTTTTGCATCGAGCATTC 227

Ai03B4526 Araip.B03 4526 p2 (AT)7 14 9858290 9858303 ACCAAATGCTGTGTGCAAAT TTTGCATAAGGAGGGAGCAT 133

Ai03B4529 Araip.B03 4529 p2 (CT)6 12 9885050 9885061 GGAACATTGAACCTGGAATTG CAAGCCTGGGAACACAAAAT 198

Ai03B4533 Araip.B03 4533 c (T)10cattccttgaatatcttggtgaataaatatattgattttgcagttgc(T)1269 9889552 9889620 TGAACAGAGAGATTAATGCTTATTGAA TGAACACACTCAACCCCTCA 237

Ai03B4540 Araip.B03 4540 c (CCA)5gaac(CCA)5cattatcatcatgg(TCA)6gaagaatagcacttaaaccaccagaacaaaaccaccactaccaccagaacccaccaccaccacattatcatcatggtt(ATC)7165 9912712 9912876 CTCTTCCCAAAACAACACCC TGTTGTTGAAATTTGTTGTGGA 280

Ai03B4541 Araip.B03 4541 c (AAG)5aattggtggtgcggtggtgaggcggaagaagaaaaagaagaagatggtggtggtgcggcaggggcgatggtgcggtg(GAA)11125 9912990 9913114 TCCACAACAAATTTCAACAACA CCCCAAAGTAAAGTACCGCA 262

Ai03B4544 Araip.B03 4544 p2 (TA)6 12 9919204 9919215 GGGCATTAATTTGCTGTGTG CATGCAACCGTGACCATAAG 157

Ai03B4545 Araip.B03 4545 p2 (AT)7 14 9919807 9919820 CCTGGTCTAGGCTCCTTCAA TCAAAGCAATTATATCGAAGACCA 222

Ai03B4549 Araip.B03 4549 c (A)12gcaactgcaaaatcaatatatttattcaccaagatattcaaggaatg(A)1069 9922681 9922749 TGAACACACTCAACCCCTCA TGAACAGAGAGATTAATGCTTATTGAA 237

Ai03B4551 Araip.B03 4551 p2 (AG)6 12 9926926 9926937 CAAGCCTGGGAACACAAAAT GGAACATTGAACCTGGAATTG 198

Ai03B4552 Araip.B03 4552 p2 (AG)6 12 9928105 9928116 CAAGCCTGGGAACACAAAAT GGAACATTGAACCTGGAATTG 198

Ai03B4558 Araip.B03 4558 p2 (AT)8 16 9945167 9945182 TTTGCATAAGGAGGGAGCAT ACCAAATGCTGTGTGCAAAT 135

Ai03B4560 Araip.B03 4560 p2 (AT)7 14 9947558 9947571 TAACCTTTTGCATCGAGCCT CTGGGTCTTACATTCCACCC 229

Ai03B4562 Araip.B03 4562 p2 (AG)14 28 9950171 9950198 GACTGACAAAAGAGGGTGGC CGCTTTCGGAAACTCAAAAG 264

Ai03B4563 Araip.B03 4563 p2 (AT)6 12 9958777 9958788 GTCAATTGGGGGTTAGGGTT TCATGTCGTGGATCGTGTTT 258

Ai03B4565 Araip.B03 4565 p2 (TA)12 24 9959801 9959824 GACTGGAACTCGTCTCTGAAAA CCGCATGTCATATTTTTCCC 279

Ai03B4566 Araip.B03 4566 p2 (TG)14 28 9960552 9960579 CATTCCAGATAGTGACCGCA AGGCACCGCTTACTCTTTATT 230

Ai03B4571 Araip.B03 4571 c (CA)6ctg(AC)6(AT)945 9971470 9971514 TTGGTGTAACGGTGTTGTTGA TGCACCAACTTTAAAAGACTAGGA 270

Ai03B4572 Araip.B03 4572 p3 (AGA)8 24 9972232 9972255 AGCGCGCTTCTAGACACTTC TTCTCTCCCAAATCGCAATC 128
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Ai03B4573 Araip.B03 4573 p3 (CTT)5 15 9975728 9975742 TACTGAGATTGGGCCTCCAC TCCCTTCCTTGCTTGAATTG 260

Ai03B4575 Araip.B03 4575 p3 (CAC)5 15 9982071 9982085 CAAAACACGTTCTCCCCACT TCAGCCACTTTGTGTCTTCG 226

Ai03B4576 Araip.B03 4576 c (A)13caaaaaacaaaagaagaacagacacttttaaaaaaataagtaattgggatgtatataatgacatatgaattataaagtaatcaatgttac(T)12115 9985660 9985774 TCGAAAATAGTGGTTACTGGATCA AAAAGTGGTCAGTATTGAACTCCA 266

Ai03B4583 Araip.B03 4583 p3 (TTA)5 15 10008351 10008365 AAAAATGAGCGACATCCCAG TGCTTGTGTCTGGCTAGTGG 150

Ai03B4584 Araip.B03 4584 p2 (TA)10 20 10012270 10012289 GGGGGATGTTAAAGATCAAGG GCAGGGATGAGAGAAAACAGA 201

Ai03B4587 Araip.B03 4587 p3 (ATA)7 21 10022507 10022527 GCCAGTTTTTGCTTGGGTTA TAAGCGGGGATCTTTTCGTT 276

Ai03B4590 Araip.B03 4590 p2 (AT)6 12 10027447 10027458 CTGTAACCGCGCTGTGAATA TGGTGCACGTGTTTAATCGT 221

Ai03B4594 Araip.B03 4594 p2 (AG)7 14 10040998 10041011 CTTTGACTTCTGACTCGGGG CCTCCTCAGATCTTCCACCA 208

Ai03B4595 Araip.B03 4595 p3 (CAA)5 15 10050108 10050122 TCCCTTGGAGGCTTACAATTT CCCTCCAAAGTCCTTCTTCC 261

Ai03B4600 Araip.B03 4600 p2 (AG)6 12 10056634 10056645 TATGCAGTTCCCTGGTGTCA TCAGTGGCTGTGAATGTTCC 193

Ai03B4602 Araip.B03 4602 p4 (TTTA)5 20 10058577 10058596 TTTTGGACAAGCAGACGATG AGAGGCCAGCATTTAAGCAA 169

Ai03B4604 Araip.B03 4604 p3 (ATT)11 33 10065505 10065537 TCTCAGGGACCACTTTGGAG TTGTTTATTTGGGCTTTGGC 194

Ai03B4605 Araip.B03 4605 c (T)10atataataacgactggaaaataagtaccaaaaaattggtagatg(A)1064 10065680 10065743 GCCAAAGCCCAAATAAACAA CAGAGACCAAGCACAGCAAC 252

Ai03B4610 Araip.B03 4610 p2 (AT)8 16 10069789 10069804 AGTTGTTTGCAGGCTCTGGT GGAACCAAAAATGACAGGCA 269

Ai03B4616 Araip.B03 4616 c (ACC)7acaacct(CAACCA)664 10080670 10080733 TTACCTCCTCCACCACCATC TTTATTCCTAAGCCTCGCCA 238

Ai03B4618 Araip.B03 4618 p2 (TC)7 14 10089678 10089691 CAAAACCGTCGTTTGTTCCT TTTGTTGGTCCGAGTTGTGA 106

Ai03B4620 Araip.B03 4620 p2 (TA)6 12 10092951 10092962 ATGGTGGGTCATAAAGCCAA ACACAAAAGCACAACCACCA 186

Ai03B4625 Araip.B03 4625 p3 (AAT)9 27 10104572 10104598 GGTCCCAATAATTCAACTTGC CAAGCTTACGTTCATGGTGC 186

Ai03B4626 Araip.B03 4626 c (A)10ttctggataaataaaaaaatannnnnnnnatagaggagaaaaaaataaattaaagatagcaaaagaaagagagaagga(T)1199 10110159 10110257 GCTGTCCAGATTGGACCCT TTGTTGTTCATTCCTACCTCCT 241

Ai03B4627 Araip.B03 4627 p3 (AAT)10 30 10110717 10110746 ATGCATGTTGGGGTATGGAC GCCAAATTAAGATCCACACTCA 241

Ai03B4628 Araip.B03 4628 p4 (ATAA)5 20 10112693 10112712 ATAATCACAAATAATTGCACAAATG CAATGCATGCAACTATAATAACCA 108

Ai03B4632 Araip.B03 4632 c (T)11aattaggaccctaattagcttaattttatagggaatcaactaaaaaaagaaaaatttggtgtaggaatccaaataaaag(A)10100 10126545 10126644 TTTTCTTTTAATTGCGTTGCAG TATTGCAGAGGTTGCTCCG 253

Ai03B4633 Araip.B03 4633 p2 (TA)7 14 10127942 10127955 AGTTCTTGAGCGGAGCAAAA GTGTGATGCTGAATCATGGG 103

Ai03B4634 Araip.B03 4634 p2 (AT)7 14 10128192 10128205 CCCATGATTCAGCATCACAC TGTTGAGCTCTTTTGTTTTCAA 264

Ai03B4635 Araip.B03 4635 p2 (TA)9 18 10132384 10132401 TTGTTGATTAATTACTCTTGTGAAAAA GCAAATATCCAAATTGATGTACC 280

Ai03B4638 Araip.B03 4638 p2 (TA)9 18 10134089 10134106 AATGTACACAATCCGAGCTTTACA AACACACAAGCACAACCACC 100

Ai03B4644 Araip.B03 4644 c (TAC)5(TAT)17 66 10147954 10148019 ATCGGTCCAATCCGATAACA CGACTAAAAGGAGCTGGCAT 259

Ai03B4648 Araip.B03 4648 p3 (TTA)5 15 10174783 10174797 ACCCAGAGCATCTCTCTCCA GGCTTGTAGAATCGGAGCTG 120

Ai03B4649 Araip.B03 4649 p3 (AAT)6 18 10174972 10174989 GGTGCCATTGAAATCCAAAT CCAACAAAAATCCTTTTAAACCA 269

Ai03B4650 Araip.B03 4650 p2 (TA)7 14 10175127 10175140 TGGTTTAAAAGGATTTTTGTTGG AAATAATGCATGCAACCGTG 184

Ai03B4653 Araip.B03 4653 p3 (CAG)5 15 10179393 10179407 ATCAACCATTCCAAGCCAAC ATGGTCACCAGAAGCAAAGC 263

Ai03B4654 Araip.B03 4654 p3 (TGC)5 15 10180379 10180393 TGCTGTCTTGGAATGGTTGA GCAGCAGCAACAATCACAGT 267

Ai03B4657 Araip.B03 4657 c (TTTA)5tttttattcagacatttgtgtaattatttgtgattacaaattagtctagtaggac(AT)789 10184448 10184536 CATGCAACCGTGACCATAAG TGGTTTAAAAGGATTTTTGTTGG 180

Ai03B4658 Araip.B03 4658 p3 (TTA)6 18 10184673 10184690 CCAACAAAAATCCTTTTAAACCA ATGCTATGGCCTATGGTTGC 245
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Ai03B4659 Araip.B03 4659 p3 (AAT)5 15 10184865 10184879 AATATGGCAACCATAGGCCA GGGCATTAATTTACTGTGTGTTG 241

Ai03B4660 Araip.B03 4660 p3 (TGC)5 15 10188195 10188209 TCGAATAGTCTCAGGGCTGC ACAACAGCAGCTTCAGGACA 280

Ai03B4661 Araip.B03 4661 p3 (TGC)5 15 10188708 10188722 TGCTGTCTTGGAATGGTTGA GCAGCAGCATCAATCACAGT 267

Ai03B4666 Araip.B03 4666 p2 (GA)6 12 10204367 10204378 TGCAAATGCAATCCAGAGAG TGAGCTGGCATCAGTTTGTT 259

Ai03B4667 Araip.B03 4667 p2 (GA)6 12 10209445 10209456 TGTCAGCCATGGATCAGAAC GGAATATGGTGAGCTGGCAT 242

Ai03B4668 Araip.B03 4668 p3 (AAT)12 36 10211076 10211111 TTCAACATCCTCATAGCTGGG TCCATAACGTGAAGGAATGAA 258

Ai03B4673 Araip.B03 4673 p2 (AC)9 18 10225288 10225305 TCATCACCATCACCATCACC GACAAAAGCCTTCACCTTCG 209

Ai03B4680 Araip.B03 4680 p2 (TA)6 12 10238445 10238456 TCCTAAACGGGAACTAAATGC ACAAAGCAAGTCAACCCTGG 224

Ai03B4684 Araip.B03 4684 c (A)10tatcaactgctgtatacaactttaccccaaaaatacaaactactgcatacaaaacagaaatatttgtccccaatcaccg(A)1099 10243122 10243220 TCCTAAATGGACCCACCGTA GCACATAGCAGCAACCCATA 265

Ai03B4686 Araip.B03 4686 p4 (AAAT)5 20 10247681 10247700 ATTCCCTCCAAATCCCACTC AACGTATGCATTAGGCCTGG 238

Ai03B4688 Araip.B03 4688 p2 (AT)10 20 10252366 10252385 AAAAATCAAAATCTAACGAATCGAA AGTTTTTAAAATCAGTCACCAATGT 167

Ai03B4692 Araip.B03 4692 p3 (TAT)5 15 10261393 10261407 AAAAATACCACCTTCTACCCCTG CATGACATGTGTGAACGTCTTT 246

Ai03B4698 Araip.B03 4698 p2 (AT)6 12 10295628 10295639 TCGTGGAGCTGACCTAGACTT GCTTTGATTGTGTGATTGTGTG 262

Ai03B4699 Araip.B03 4699 p5 (TAAAC)5 25 10296046 10296070 CACCATCTTCATCCGAAACA TGAAAACTGAAATCTGAATTTAGAAAA 280

Ai03B4703 Araip.B03 4703 p2 (TC)13 26 10303100 10303125 AGCTATGTTTGTTGGGGCAC CGCAAAAACAAGGGAAGAAA 112

Ai03B4713 Araip.B03 4713 c (T)10ctaagataaaaaagggctcttgtcag(T)1046 10317234 10317279 GACTTTGGGCCATGTTTTGT CCACTGCAATGCAAGCTAAG 177

Ai03B4715 Araip.B03 4715 p2 (AT)10 20 10325722 10325741 AAACTTGCCATCAATCCTGG AACACATCTGAGTCCCTGCC 253

Ai03B4717 Araip.B03 4717 p3 (TTA)18 54 10326973 10327026 GTCGCTCCACCATCAATCTT AAATCGAAAATTTTTGGGACAA 270

Ai03B4718 Araip.B03 4718 p3 (TTA)12 36 10327396 10327431 TTGAAATTTTTGTCAAATTCAAAGA CCACAAATCCAAAATGCCTC 274

Ai03B4722 Araip.B03 4722 p3 (ATA)5 15 10359624 10359638 CATGACATGTGTGAACGTCTTT AAAAATACCACCTTCTACCCCTG 246

Ai03B4724 Araip.B03 4724 c (T)10gttgataaccacaaatttaagggtcagatttgtagttttaaatttttcc(T)1069 10360678 10360746 TGTGCCAACTTGTAAGCCAA TGAGGGTCAGATTTCATAGGG 274

Ai03B4727 Araip.B03 4727 p3 (AAT)7 21 10363209 10363229 GCATTGATAGCTAGATGCCTAGA ATGCTCCCATAAAGATGCGT 277

Ai03B4728 Araip.B03 4728 p2 (AT)9 18 10363970 10363987 CCAACATGCCCAAATAAACC AGCAGCATAACCTTCTCCCA 239

Ai03B4729 Araip.B03 4729 p3 (ATA)5 15 10366058 10366072 TGCAACTTTGCAACCAAAAA TTCTTGCTGGTCCCAAAAAC 116

Ai03B4733 Araip.B03 4733 c (A)10tatgcaaatatata(T)1034 10388511 10388544 TAAGTGTGATGTTGGGGCTG CAGTGCAAGCGTCTTTTCAG 262

Ai03B4734 Araip.B03 4734 p2 (AT)7 14 10390313 10390326 TAATTCATTGGGCCAACCTC TTGAAAATGTAAAACTCTCTTTGCC 273

Ai03B4739 Araip.B03 4739 c (ATT)7(GTT)6a(TTG)555 10395815 10395869 TTTAATTTGGAGGAATATTAATGTCA GCCACACTAGTCACCGATTG 255

Ai03B4742 Araip.B03 4742 c (TC)6(TA)6 24 10399453 10399476 TTCTCAATTTAAAAGAGCTTTATCCA CGAGTGATCTTTCAGGGACA 270

Ai03B4745 Araip.B03 4745 p2 (AT)6 12 10404735 10404746 ACGACGGCACGAATAAAAAC GCTAAGCATGAGACAAGCCC 210

Ai03B4747 Araip.B03 4747 p2 (TG)9 18 10405783 10405800 GAATGCCTACTTGTTTCGGC TTGCACATGCTGCATACAAA 268

Ai03B4748 Araip.B03 4748 p4 (AAAT)5 20 10408402 10408421 GTTAAACTCAAAACGGGCCA TAGTTGGAAGGAAGAGCCGA 202

Ai03B4750 Araip.B03 4750 p2 (AT)7 14 10415792 10415805 TGAATAATCTCCATTCGATTGTGT CAGGTACGCTTCCGCATTAC 150

Ai03B4751 Araip.B03 4751 p2 (TA)8 16 10417990 10418005 TGAATAATCTCCATTCGATTGTGT TGCGCCAGCAAATACTGTAA 273

Ai03B4752 Araip.B03 4752 p2 (TA)8 16 10418533 10418548 TGAATAATCTCCATTCGATTGTGT TGCGCCAGCAAATACTGTAA 273
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Ai03B4754 Araip.B03 4754 p2 (AT)8 16 10430953 10430968 GCATTGGTCATAACGTGTCG TTGTGAGCTTTTGGATGATTTTT 235

Ai03B4755 Araip.B03 4755 p2 (AT)7 14 10435462 10435475 CAACCTCCCCACACTTAAACA CATCAGTGAGGGTTCAATGC 279

Ai03B4756 Araip.B03 4756 p2 (TA)6 12 10449646 10449657 GCGGAAGATGAGAGAGAACG TCGAACCACGCGATGTAATA 146

Ai03B4767 Araip.B03 4767 c (A)19ttccagccacgcatagtcactttatccttccgtctgtgttcatcgttattctttttgtccttcccttgagtaccc(A)11105 10498319 10498423 TTATCCTGGGTTACGTTCCG AAGTGACTATCCGTGGCTGG 228

Ai03B4768 Araip.B03 4768 c (A)10caaaacaaagcaacaatctc(A)1242 10498600 10498641 CACAGTAGCACTCAAGCAAAAA AAATCCGACGCAACGATAAG 240

Ai03B4770 Araip.B03 4770 p3 (ATT)6 18 10503878 10503895 GTGGTATCAGAGCCGATGGT TTATGCTGTCCTGCTGTTGC 157

Ai03B4771 Araip.B03 4771 c (TTA)6ttgttgtta(TTG)851 10505035 10505085 CAGAGCCGATGATGACTCAA TATTGCTCCCCCTTAAGCCT 166

Ai03B4772 Araip.B03 4772 c (TTA)6(TTG)24 90 10505714 10505803 GTGGTATCAGAGCCGATGGT ATGCTGCTGGCTTTCTTCAT 266

Ai03B4773 Araip.B03 4773 p3 (TTG)8 24 10506519 10506542 TCAGAGTCGATGGTGATCCA AAATCGGAAGATGATGCTGC 170

Ai03B4776 Araip.B03 4776 p2 (AC)6 12 10513191 10513202 CTCACATCCCTTCCCTTGAA GCCACAACAATGATCTGACG 239

Ai03B4777 Araip.B03 4777 p2 (AC)7 14 10514405 10514418 CCCTCTCCCTCCCTCTTCTA CGTAGAAGACTTGGCTTCGG 209

Ai03B4778 Araip.B03 4778 c (A)11cgattcatatatcactatactgccatatttattttaataaatatctatctttgatttttttt(A)1083 10516773 10516855 TATCCACGTTCACCCACTCA AAAATTTAAGCGATTGGCATGT 272

Ai03B4780 Araip.B03 4780 c (CAC)5acctcctcctccttcgcaccctggaagaagctcagccgccacgattccgaagccgccggt(GAC)899 10520607 10520705 TTCTCCGCCTCTCTCAAGAA GGCTTGTAACTCTTGCTGGC 251

Ai03B4781 Araip.B03 4781 p3 (TTA)7 21 10521445 10521465 AGAAACCCTGCCACCTTTTT TCCCCAATACACTCCTCTGC 223

Ai03B4782 Araip.B03 4782 p4 (TTAA)5 20 10525853 10525872 TCTGCTCTGTAACGCGATTCT TGCTTCAACGTTGTTCTTGG 237

Ai03B4783 Araip.B03 4783 p3 (TAA)5 15 10528186 10528200 GGACCATAACAAAGCTCCGA GCCACCTAACAATAAAATCATACACA 256

Ai03B4784 Araip.B03 4784 p3 (AAT)25 75 10528534 10528608 TGAATGAAAGAAGAAGGAGAATGA AACCAGAATAATTTCACGACTGA 275

Ai03B4785 Araip.B03 4785 p6 (GAGGAT)5 30 10530173 10530202 CACCAGCTAATTCAAAAAGCG TCCCTATCTACTTACCACATCTCCTT 258

Ai03B4786 Araip.B03 4786 p2 (TG)7 14 10534316 10534329 CTTTAATCTCGGCTTCGGTG CATACCCTTCTCCCTCCCTC 243

Ai03B4787 Araip.B03 4787 c (TG)6tttgtgaattgtgtgtgacgtatgtttgaaactttcaattcaagta(GT)670 10536728 10536797 GGTAGTGCGGAGTGGTTCTC GCCTACTCCCTCCCACTTCT 226

Ai03B4788 Araip.B03 4788 p2 (GT)6 12 10537935 10537946 AGGTTAGCGGTAAAGCCCAT AAACTTTCACACCCCTTCCC 263

Ai03B4789 Araip.B03 4789 c (GT)6tacgtgtgtttgaaagtttcaattcaagta(GT)654 10539124 10539177 CGTAGAAGACTCGGCTTTGG CATACCCTTCTCCCTCCCTC 232

Ai03B4790 Araip.B03 4790 p2 (GT)8 16 10540360 10540375 CCATCGAAACGGAAAACCTA CACACTCCTTCCGCTGAACT 264

Ai03B4791 Araip.B03 4791 c (GT)6tacgtgtgtttgaaagtttcaattcaagta(GT)654 10541513 10541566 AGGTTAGCGGTAAAGCCCAT AAACTTTCACACCCCTTCCC 265

Ai03B4792 Araip.B03 4792 p2 (GT)7 14 10542764 10542777 TGGACATAGGGTGTCAGCAA AAAAACTCCCATACCCTCTTCA 277

Ai03B4793 Araip.B03 4793 p2 (TG)6 12 10543919 10543930 AGCCCATCCAAACTGAACAC AAACTCTCACACCCCTTCCC 268

Ai03B4794 Araip.B03 4794 p2 (GT)7 14 10545070 10545083 AGCCCATCAAACTGAACACC CATACCCTTCTCCCTCCCTC 247

Ai03B4795 Araip.B03 4795 p2 (GT)7 14 10546216 10546229 ATTCGGCTTTGGTGGTAGTG CCCTTCCCCTTAACCTTCAC 155

Ai03B4804 Araip.B03 4804 p2 (AG)52 104 10570124 10570227 GCTGCTGAATAGCAGAGCAG GTTCTTGGCGGAACAGGTAG 234

Ai03B4807 Araip.B03 4807 p5 (TCATA)5 25 10574635 10574659 AAATGGTGCTGTTCCGAATC TTGCACAAGAAGATCATGGAA 240

Ai03B4808 Araip.B03 4808 p2 (AG)9 18 10575373 10575390 AGCAGCAAAAAGAAAAGGCA CGTGCTGCAGAAACTGAAAC 167

Ai03B4809 Araip.B03 4809 p2 (AG)13 26 10576637 10576662 AGAAAAACCAGAATTGCCCC TTGCTCTCTCCAACCTTTGC 255

Ai03B4810 Araip.B03 4810 c (A)10ggaaaaaagtagagtatggcgggtgagatgcgaaaaatttaattttcaacccatccaagttaataaaatataactcaagtcc(A)13105 10578431 10578535 CGGATTTCAAGTTTTTGCTGA TTTCGATATGCAATAGTGTAAAACA 278

Ai03B4811 Araip.B03 4811 c (T)10c(A)10 21 10578675 10578695 AATTTTCAACCCATCCAAGTT CAGTTCGCTCGCACTCATTA 278
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Ai03B4812 Araip.B03 4812 p4 (TTAA)5 20 10579263 10579282 TCTGCTCTGTAACGCGATTCT ATGCCAATTTCTTCAAACCG 186

Ai03B4821 Araip.B03 4821 c (A)11gaaaaaatgcataaagaaaaagagtactaatgat(A)1055 10585658 10585712 TGAGATGAGAAAATGTCAATGC CAGGTAGCGAAAATGACCGT 146

Ai03B4827 Araip.B03 4827 p3 (TTC)19 57 10600287 10600343 CACCAAAAATCGAATTCTAGACC GGAGAATGAGGAGGAGGAGG 194

Ai03B4828 Araip.B03 4828 p3 (CTT)6 18 10600679 10600696 TGCAGAACAGAAATGAACCG ACGCGAAGAAGAAGAAGACG 186

Ai03B4829 Araip.B03 4829 p5 (TCAAT)5 25 10601413 10601437 GAACGCGTACTCATGGTGAA TGAAACGAATCAACCTGACG 229

Ai03B4836 Araip.B03 4836 p3 (CGC)5 15 10619058 10619072 CCCAAACTCTTCTTCCGACA GGCAGAAAATGGCAACATCT 221

Ai03B4837 Araip.B03 4837 p2 (TA)7 14 10619252 10619265 AGATGTTGCCATTTTCTGCC GCCATTGTCCAATTCCACTT 158

Ai03B4843 Araip.B03 4843 c (A)20ctaaaaacggagggtccgttttgttttaaaggaaaaattaaaaaaaacacaaatggaaaactgagggtccgttttcag(T)11(A)13122 10623218 10623339 GACCGAGCGATTTGGAATAA CATAAAATCGGACCCTCCGT 250

Ai03B4848 Araip.B03 4848 p2 (TA)6 12 10643709 10643720 GGAAGTTGCTTTTGATGTGTCTT ATGGACATGATGCAGGGTTT 270

Ai03B4849 Araip.B03 4849 p3 (TTA)5 15 10643830 10643844 GGAAGTTGCTTTTGATGTGTCTT ATGGACATGATGCAGGGTTT 270

Ai03B4852 Araip.B03 4852 c (A)11tcatcatatacacacatttttagtagacattacatagattcttcttctttctttc(T)1379 10650911 10650989 CCAACAAACCAAAACGAGTTC GGTACATGGTTCCATATTTGCAT 272

Ai03B4858 Araip.B03 4858 c (ATT)5(GTT)13 54 10676962 10677015 TGCTGTATCATTTGTCTCGTACC CAACGAACTAATTCTTGGCTTGA 152

Ai03B4859 Araip.B03 4859 p2 (TA)6 12 10677193 10677204 GAGTTAACTACTTAGTTTGACCAACCG GCTCGCACATGTGGATACTT 238

Ai03B4861 Araip.B03 4861 c (A)11tttaaaatttagttgtttcttatgagtcaagtcaaattttcaatttaaaaattctatctttttcaaatctttttc(A)1197 10688176 10688272 TCCCTTTTTCTTCTCATAAAATTCA CAAACTTAAAATTTTTGAATCAATCAC 279

Ai03B4864 Araip.B03 4864 p2 (TC)9 18 10700661 10700678 TCCACCCCTAAACATCGTTC GGTTGGAATTGCAAAGTGGT 270

Ai03B4865 Araip.B03 4865 c (T)12attaaaagccttgtatgaagaatgatggatggttttggtttgcgttttttttta(T)1076 10702580 10702655 CATAAAACTCGCACATTGGC AAAGCATCCAAAGATGACGC 264

Ai03B4866 Araip.B03 4866 p3 (TAT)6 18 10702944 10702961 AGAAATCGCGTCATCTTTGG GCCACCATGTAACGCAAGTA 237

Ai03B4871 Araip.B03 4871 c (ATT)5ataattggagaaaatgcaaacaaatggggaaatggagtagtgaggaagaagaagaaggtggtgatgatggaaatt(AG)13116 10713695 10713810 CAAAAAGCTGAATTGCTTTGC AATTGGTCCCAAATGCCAC 276

Ai03B4873 Araip.B03 4873 c (TA)14aag(T)10 41 10717191 10717231 AACAATTTTGTTAACACATTCATCG TGTACTCATTGTCTAACATTTCAAAAA 245

Ai03B4874 Araip.B03 4874 p2 (TA)6 12 10718174 10718185 CATTGAATCTTGGCCGAACT ATCGCCCCTAAACCTTGATT 121

Ai03B4877 Araip.B03 4877 p3 (ATC)8 24 10727022 10727045 TCCGAATCCGAATCCAAATA AATCTGCTGGTGATTCCGTT 238

Ai03B4878 Araip.B03 4878 p2 (AT)6 12 10730898 10730909 CAACTCGAGAAACTTAACGAGGA TGCTGTGTAACTTAGTTGGGAGTT 199

Ai03B4881 Araip.B03 4881 p2 (AT)6 12 10742726 10742737 GATCCTTCGGTCTCACGAAA TGGTGCATCTCAAATAAATTCC 226

Ai03B4883 Araip.B03 4883 c (A)13gatccaagtagcttttacagatatttcacaaaaaaattg(A)1062 10750965 10751026 CCCTCCTCCAGTCGGTAGTT GCATCATCATTCTTTTTGCTTG 280

Ai03B4886 Araip.B03 4886 p2 (TA)8 16 10760567 10760582 CCATTCCTCTTTTGTGCCTT TTCATAGGGTTGGGCATGAT 203

Ai03B4889 Araip.B03 4889 p3 (TAT)5 15 10764456 10764470 TCTTCCTTCCCCTCTTCTTTTC GCAGCAGCGTACATATTTTGA 187

Ai03B4890 Araip.B03 4890 c (T)10ctatctctatcattctcactctattactattac(TAT)558 10767631 10767688 TGAGTCATGCTGTTCTTGCC TTTTGAAGAGACATTTTGAGCA 266

Ai03B4891 Araip.B03 4891 p2 (AT)7 14 10767894 10767907 TCTTCTTTCAGTTACTGCATATTCTTC GGCCACAATTCAATCAATCA 275

Ai03B4893 Araip.B03 4893 p2 (GA)6 12 10777517 10777528 AAGATGCAATGGAACAAGCC TCTTTCCTGACCGCTGACTT 230

Ai03B4895 Araip.B03 4895 p2 (TA)9 18 10788282 10788299 CCAAACAACAATATTCACCCC ACGGGTTTTGCTTTGGATAA 275

Ai03B4900 Araip.B03 4900 p2 (TG)9 18 10802060 10802077 CACTCCCTCCACATTGACCT ACCACACCAAACCTTGCATT 209

Ai03B4906 Araip.B03 4906 p2 (TG)6 12 10807849 10807860 TCAACTGCAAGAGCACCATC CCAACAGAAGAACCTGCACA 270

Ai03B4908 Araip.B03 4908 c (AT)6(GT)13 38 10809924 10809961 AATGATTTTTGGCTCCGTTG CCCTCGAAAATTCGAATCAC 240

Ai03B4909 Araip.B03 4909 c (TC)29tg(TA)6 72 10813617 10813688 GCAAGCTGCGACTAGTTCCT TACAAAAGCGCGAAACATTC 182
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Ai03B4911 Araip.B03 4911 c (T)12ggggttttccttttctc(T)1140 10816896 10816935 TGAAAGCCTGAAAAACGTGA TTCCCGGAAAATCAATTACA 277

Ai03B4917 Araip.B03 4917 p3 (AAT)9 27 10834609 10834635 TCCTTCAAGAAGCAAAATCAGTT CAGCACAAGCAAGGTGACAT 210

Ai03B4919 Araip.B03 4919 p3 (CCA)7 21 10835866 10835886 ACCTTCTGATGCCAAACCAG GAGAAACGGCGTCGTATGAT 280

Ai03B4921 Araip.B03 4921 p2 (AC)6 12 10838364 10838375 CAAATAAAGAAGCAAATCCAAATG AGCAAGTTCAGCCCAACAAT 266

Ai03B4923 Araip.B03 4923 p3 (ATA)5 15 10852008 10852022 CATAACAAAGCAACATTCGCA CCCGTTGGACCTGTGTAGTT 234

Ai03B4927 Araip.B03 4927 p2 (TC)22 44 10872979 10873022 TCTGCATGTTATGGACGATGA TGGACATGAAGAATTGCTGAA 242

Ai03B4928 Araip.B03 4928 p2 (TC)8 16 10873722 10873737 TGCAAACCCTTCTTTCTCTACC TTGTTTGGCTTCCAACAATTT 266

Ai03B4929 Araip.B03 4929 p2 (TC)12 24 10883700 10883723 TTGCTCTCTCCAACCTTTGC AGAAAAACCAGAATTGCCCC 253

Ai03B4930 Araip.B03 4930 p2 (TC)9 18 10884970 10884987 CGTGCTGCAGAAACTGAAAC AGCAGCAAAAAGAAAAGGCA 167

Ai03B4931 Araip.B03 4931 p5 (ATATG)5 25 10885701 10885725 TTGCACAAGAAGATCATGGAA AAATGGTGCTGTTCCGAATC 240

Ai03B4946 Araip.B03 4946 p4 (TTAT)5 20 10932751 10932770 CGTGAAGTTGAGTGCAGTTGA TATAGGGAATTCCGGGCTTT 270

Ai03B4947 Araip.B03 4947 p2 (AT)11 22 10939786 10939807 TTGCAAGTGTGCCACTTTTT GAACAAAATTGTGGCATGGA 218

Ai03B4950 Araip.B03 4950 p2 (TA)8 16 10944004 10944019 TGAATCCCATGATGAAGTGAA TGGTTTCAACATTCACCAAAA 279

Ai03B4954 Araip.B03 4954 p2 (TG)10 20 10959599 10959618 TGAGCTTGATTTGTTCTGCG CCCCTCTTTATCAAACCCCT 226

Ai03B4956 Araip.B03 4956 p2 (AT)9 18 10963510 10963527 TGTGTGTGCTTGTGATTGGA TGTAGCTAAAAGGGGGTGGA 171

Ai03B4958 Araip.B03 4958 p2 (TA)6 12 10966500 10966511 TCGCCGTTTGGATTACTTTC GATCCGAGAGACGATCAAGG 223

Ai03B4964 Araip.B03 4964 p3 (TAT)5 15 10990044 10990058 ATGCAAAATGGCCTCAAGAT GTCACTACCTAAGGCCAGCG 278

Ai03B4969 Araip.B03 4969 p3 (GAA)5 15 10997368 10997382 TTGGGTGTATTGTTTGGGTG TCCTTCTCCTCCTCATCTTCC 278

Ai03B4978 Araip.B03 4978 p2 (TC)6 12 11014874 11014885 GTGGTGAGTGTGGGAGTGTG GGGGTGTGTGTTGTGTTGAC 251

Ai03B4985 Araip.B03 4985 p2 (AG)7 14 11027054 11027067 CGAAGAAAGAAAATAAAGAAGTGC TAAATGGACATCCAAGGGGA 279

Ai03B4986 Araip.B03 4986 p2 (AG)6 12 11030563 11030574 TCAAGATGAGAGAGTTTCGACAT GGCTGAGGCTTTTACACACA 280

Ai03B4991 Araip.B03 4991 p2 (TA)6 12 11068995 11069006 CGTAAAACTCACTTCTCTCTTCCA TTGGTTGGTTTTCTTGACCC 270

Ai03B4992 Araip.B03 4992 p3 (TTA)6 18 11076282 11076299 AGTGACAAACAGCCCCAATC TCTATCACATTGCCTGAGCC 255

Ai03B4993 Araip.B03 4993 p3 (CCA)10 30 11081597 11081626 CCACCACCCTCAATCATACC GAAGCAGTGGCGAGTTAAGG 261

Ai03B4997 Araip.B03 4997 p2 (CT)6 12 11101184 11101195 AATGTCCTTCACTTGCCACC ATGGGTGCAATGAGATTCAA 129

Ai03B5001 Araip.B03 5001 c (T)15catttagtgagttggctttgaacaatgaacattagagaaaagtcggtggtaatggtaactatatagaattttcggtattatcc(AT)6110 11102573 11102682 CCCCCAAAAATGTTGTTGAT GCATAAGATGTCCTTTTCAATTGTC 228

Ai03B5002 Araip.B03 5002 p3 (ATG)5 15 11105355 11105369 ATGAATATGGCCACAGCACA GCCCTTCCTGCAATTAACAA 201

Ai03B5003 Araip.B03 5003 p3 (ACA)7 21 11106720 11106740 GCATGGGCAATTCAGGTAAT AGCACAATGGTGTCGTTTGA 237

Ai03B5006 Araip.B03 5006 p3 (GAT)5 15 11118656 11118670 TCAAAAAGATCATTAAGAATGGTGA TTTGGAGTTTAACTGCGTTGT 104

Ai03B5008 Araip.B03 5008 p2 (TA)13 26 11119430 11119455 TTCTTGGGGTGGAAATTTGA CTTGGCTAGCTGCAAGGTCT 279

Ai03B5012 Araip.B03 5012 p3 (TAT)6 18 11125624 11125641 TGGCTCTGGAAAATCCACTC CAAGGTTTCCCAATGGAAAGT 234

Ai03B5013 Araip.B03 5013 p4 (ATTT)5 20 11126886 11126905 TTCTTCCTTGGCCTTTCTAAG CAACCGTCTCTACCAAGGGT 195

Ai03B5014 Araip.B03 5014 p3 (TAT)6 18 11130357 11130374 CTGATCATTTCCTCCGCTGT TGAGTTTTGCTCTGATTGCG 258

Ai03B5018 Araip.B03 5018 p2 (AC)6 12 11135473 11135484 AGGAGGGCCCAATGTAGTCT TGCCTAGTGTGGTTCTTTGG 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5020 Araip.B03 5020 p3 (ATA)6 18 11146920 11146937 AGGGATTGGATTGGGTGTTT GTGGGAACCACAATCTTGCT 168

Ai03B5021 Araip.B03 5021 p2 (TG)6 12 11147546 11147557 CTCTTCATCATGGCCCCTAA TCCAGACTCCGAATTTCCAG 225

Ai03B5023 Araip.B03 5023 c (GAA)5aaggaagcgaagaagggagggttagttttggaagaagaaaaaggggaataggt(GGA)5gggagctggagtgaaagagaaagcgaacgacgacattgtaatcgatgtcgttttagaagttggctttcttt(TTC)5169 11156788 11156956 GGAGGTGAAGCAAGACGAAG ACGCCTTACAAAAACCACAA 225

Ai03B5028 Araip.B03 5028 p2 (TA)7 14 11160981 11160994 TGTGCAAACAAGTCAGAGGG AAGAAGCCGAGCAAGATGAG 270

Ai03B5033 Araip.B03 5033 p3 (TTC)5 15 11176808 11176822 CCCATATTTCACGTGCCTCT TGGTGACGACGATAACGAAA 115

Ai03B5034 Araip.B03 5034 p3 (CAT)6 18 11177292 11177309 TTCTCCCTCCTCCTCATCTTC AAAAATGTTTCATCTAATGCTGC 269

Ai03B5035 Araip.B03 5035 p3 (CTC)5 15 11177802 11177816 CTTCCTCCTCATTTTCTGCTG TGACGATGGAGGAGAAGGAG 224

Ai03B5036 Araip.B03 5036 c (ATC)7(CTC)9 48 11178258 11178305 GATTCATCACCAACTCTCCAAA GCCCAAAAATATTGGTGGTTT 231

Ai03B5037 Araip.B03 5037 c (T)11cgccgtcacatatttactaatttagatatctgggtatttaagtcgatccaactggcttaatcaatttggattggtgctatc(T)11103 11179217 11179319 AAGCCAAAAACGCATGTATGT AAATTAGTAAATATGTGACGGCG 264

Ai03B5043 Araip.B03 5043 c (T)10aagaaacaaaaaaagaaaagcacacacactaacaccaccaccacaac(CAA)572 11189011 11189082 AGTGGGGTTGGATAGGGTCT TGTCCAAGAGATAGTGGTCCTTT 248

Ai03B5056 Araip.B03 5056 p2 (AT)13 26 11211413 11211438 CCCTTTATTTTAGAGAGGGTACGG CAAGTAACACACTCATATTCTAGCACT 272

Ai03B5061 Araip.B03 5061 p3 (AAT)12 36 11232657 11232692 CCATTCAAATCAACTGGTTCAA ACAATAAAACGCACCTTCTCTAA 148

Ai03B5065 Araip.B03 5065 p2 (AG)7 14 11239177 11239190 CCAAGGCAACAGAAGAGAGG GTGATCCTTGGTTTGCCAAT 211

Ai03B5068 Araip.B03 5068 c (T)10gcacagggactaatcaatccaaaaaaagattcgaactcggattgagtg(T)1371 11246722 11246792 TCTCAAAAGGACAACGAGGC CCTGGCAATTACCTCGAAAG 155

Ai03B5072 Araip.B03 5072 p2 (GA)6 12 11252436 11252447 AGAGGAGGGTATCTGACGCA CCTTCCCTCCACCACTATCA 227

Ai03B5081 Araip.B03 5081 p3 (AAT)5 15 11263150 11263164 TCATCACGTGTGTTCAAAGAGA TTCCGTCACTTGCTTTTTGTT 261

Ai03B5085 Araip.B03 5085 p2 (AG)9 18 11282472 11282489 GTGGTTTGTGGTTGATGCTG ACCCACGAAAGTTGAAAACG 228

Ai03B5086 Araip.B03 5086 p3 (AAT)6 18 11288574 11288591 ATGTGGATCTTCTGACCGGA TGCGACATTAGCTGACGGTA 277

Ai03B5087 Araip.B03 5087 c (T)12c(T)10 23 11296821 11296843 ACACCCAACGTGATCAACAA GAAGATGGCGGAGACAAGAG 270

Ai03B5093 Araip.B03 5093 p2 (TA)9 18 11307992 11308009 TGTGTTCAGGATTTTATGTAGTGAG GAATTTGGAAGTGGCTTGGA 275

Ai03B5094 Araip.B03 5094 p2 (AT)8 16 11311605 11311620 GAGAATGCTCTAGGTGGTTCTGA CACCTCCTCAATGGATGGTT 277

Ai03B5098 Araip.B03 5098 p2 (TA)6 12 11333448 11333459 TCGCCTCACTATATCAAACACTATTC ACGATCGGATGAAGAGGATG 132

Ai03B5101 Araip.B03 5101 p2 (TC)8 16 11343984 11343999 TCGCGTCAATCAGTATACGC AGATGATTCGCCTCCCTTTT 262

Ai03B5103 Araip.B03 5103 p4 (AAAG)7 28 11354798 11354825 CAGCGTCTTACTGCCATTCA ACTTTCTCCTCTTCGCTCCC 126

Ai03B5107 Araip.B03 5107 p4 (CCTT)7 28 11388947 11388974 ACAGCGTTGGTTTGGGTAAG ATCATTTGCGGGGATGATTA 246

Ai03B5108 Araip.B03 5108 p2 (CT)7 14 11390194 11390207 GTTGACTCCCCGCTGTTTAG CAATGAAGCGTCTTGTGTGC 220

Ai03B5109 Araip.B03 5109 p2 (GA)18 36 11394513 11394548 CCATAAGGTGGGTTGGTTGT TCAGGTTATTTTTCCTGCTTTGA 254

Ai03B5113 Araip.B03 5113 p3 (TAT)6 18 11402036 11402053 TTCATGGGTGGGGCTATTTA TGGTTATCTCCATCAATTTGAGC 264

Ai03B5114 Araip.B03 5114 c (T)11gtgaacaac(A)1131 11402447 11402477 CGTGAATGGTCATCCAAAAA TCCTCTGTGCAGAACTTTGG 192

Ai03B5118 Araip.B03 5118 p3 (CTT)6 18 11419795 11419812 ACACCCAAAATTCGTTGAAG GCTGCACGTTCTTCTTCCTC 213

Ai03B5119 Araip.B03 5119 c (AAG)5gagaaagagaaggcaagaaacgaaagaaaagaagaagaagagaaggaagag(GAA)581 11419936 11420016 TCTCCTCCTCATCTTCTGCTTC ACGCGATGCAAGATCTACG 259

Ai03B5120 Araip.B03 5120 c (TA)7cacacaactcggacccaacaatttctttgacttaattaaaaaaaatataataataaaatcggaccattcgatttcatttatgaaaaatt(A)10113 11421137 11421249 CCGGAGCATGAGAAAGAAGA AGATCCATTTTGCATGGAGG 277

Ai03B5125 Araip.B03 5125 p3 (TTG)6 18 11429718 11429735 CCATTCTGCTTCCATGGTTT CATCAAAACATCAGCAACAACA 240

Ai03B5137 Araip.B03 5137 p2 (AT)26 52 11440367 11440418 AGGGGGTGTTACACTCGAAG TATCACGTGGAAATGAGGGG 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5138 Araip.B03 5138 p2 (CA)8 16 11441528 11441543 TTGGCTGTGGGTTATGTTCA GGTGTCTTGTCCGTTCCCTA 177

Ai03B5139 Araip.B03 5139 p2 (AT)7 14 11443244 11443257 TCCATGCTCACCCCTAAATC AGAGCATTGGGAGGACCTTT 132

Ai03B5142 Araip.B03 5142 p2 (TA)9 18 11450013 11450030 GGTAGCCCTTGTGATTTCCA GTTGGCAATGGCATAGAAGA 279

Ai03B5152 Araip.B03 5152 p4 (GAAT)5 20 11479333 11479352 GTGTCACGGAAAGAAGCGTT TGAATTCTGAGCAATGCCAA 164

Ai03B5153 Araip.B03 5153 p3 (CGC)5 15 11486695 11486709 CGGACAAGTAGTAAACGGGC CGATGAGTGGATGGACACAC 142

Ai03B5154 Araip.B03 5154 c (CTG)5t(TGG)6 34 11487001 11487034 CAATGGAGGAGGGAAGTGAA CAAGCAGAAGCAGCAACAAG 250

Ai03B5159 Araip.B03 5159 p3 (ATT)6 18 11498515 11498532 TGACGTTTTGAGAGGTCAGAGA TTCATAGTTCCGAGAACCGAA 249

Ai03B5164 Araip.B03 5164 c (A)10g(T)12 23 11505827 11505849 TTGTGTGTATTGCGTCGGTT GGTCTGCCATGAAAAGGAGA 244

Ai03B5167 Araip.B03 5167 c (T)11atgctattttatatctctaacaacgattctatagc(T)1359 11510000 11510058 TTTCTCCCATTGTCGAGAGC TTGCGGTGTTGAGCTCTATG 159

Ai03B5168 Araip.B03 5168 p2 (CT)6 12 11510742 11510753 ACAACTCAATCCTTGGTGGG GGTTACACTCGGTTAGGCCA 193

Ai03B5173 Araip.B03 5173 p2 (CT)6 12 11524104 11524115 TGCAGCTTGTGCATTTTGAT CCCACAGAACTTCATTGCCT 172

Ai03B5174 Araip.B03 5174 p3 (GGC)5 15 11532785 11532799 GCCTTGACACCTCTCTCCAG TTGTTGTCAGCCATAGCAGC 239

Ai03B5176 Araip.B03 5176 p6 (AAGGAT)5 30 11542523 11542552 AAAAGACGCAACATTGGAGG TACGCGCTTCTCTCTCCTTC 116

Ai03B5177 Araip.B03 5177 p2 (AT)6 12 11543430 11543441 CCGCCAAAACTTACGGATTA CCATAATATAGTCATGCTAGAATCCA 181

Ai03B5178 Araip.B03 5178 p4 (AGAT)15 60 11543667 11543726 TCATAGTCACAATAGTCACAGAAACA TCAGCACCTAAATTGAGCAAGA 271

Ai03B5180 Araip.B03 5180 p2 (CA)6 12 11551926 11551937 GGTTTCTTTTGGATCAACGG ACCCCTTCCCCTTTATTCCT 202

Ai03B5183 Araip.B03 5183 p3 (ATA)5 15 11557186 11557200 CCGCAAGGCAAATATCTTCA CCTTGAAAAAGGATGACAAAGG 272

Ai03B5188 Araip.B03 5188 c (A)10tttctactaccaagtgattttcttaactaaatctaattaaatcatttatatatatgtacgtaca(T)1084 11575895 11575978 CGGGAAACTGAATTTAGCCA CGCAACATCAGAGATGAAGAA 249

Ai03B5192 Araip.B03 5192 p2 (TA)9 18 11581317 11581334 CCAAAACAAAGTTATGCCCAA TCAATGATGATGTCAATGTGTCTT 260

Ai03B5193 Araip.B03 5193 p2 (AT)6 12 11581938 11581949 TGAAGCCAACCCTCTTCATC TGTCTTTTTGTTGGTGGTGTTT 245

Ai03B5196 Araip.B03 5196 p3 (TTA)22 66 11591988 11592053 GTTTTGAACCAGTTGGGTGG ACTAACAACTCGCGATAATAACAA 247

Ai03B5197 Araip.B03 5197 p3 (CTT)5 15 11595131 11595145 ACGCGCTTCGAACTGTTACT GAGGAAGAAGAACGTGCAGC 143

Ai03B5199 Araip.B03 5199 p2 (AT)6 12 11596689 11596700 TCACGAGCTGGCTCAAATAA CCGAGCTTGAGCTTGGATAA 274

Ai03B5201 Araip.B03 5201 c (AT)6aatgttgaatctattataaagaatacaaatatatga(ATC)5attcttccattcaataaaatactacttttatct(A)12108 11598206 11598313 TGAATTTCAAAGTCCAAAAGAGA ATTGACGCAATCCCAAAATC 253

Ai03B5204 Araip.B03 5204 p2 (AT)6 12 11612644 11612655 CAGAATTGGACAAAGGCCAG TCAAGTACATGAAATGCATGAAGA 212

Ai03B5206 Araip.B03 5206 p2 (TA)6 12 11618057 11618068 TGTGCGAACTTGCACTATCC TGCAATTCTCTCTCTCTTTACTTTT 274

Ai03B5207 Araip.B03 5207 c (T)10atagatttgtg(CT)633 11619385 11619417 CTCGCCCAACGAATAGTAGC GCTAAGAGCTCAGCTTGCGT 271

Ai03B5214 Araip.B03 5214 p3 (CAT)7 21 11648427 11648447 CATGCTTTGATGATTGGTGG TCCTCCTGCTCTGCCTACAT 233

Ai03B5215 Araip.B03 5215 c (CTT)5gctacacgttcttcttcctcttcca(CTT)658 11649059 11649116 TCGTTCTTCTTGACCACACG TCTCCTCCTCATTTTCTGCTG 269

Ai03B5217 Araip.B03 5217 p3 (AGA)7 21 11649713 11649733 AGAACGCATGAAGGAGATCAA ATTTTCATGGCGTGTTCCTC 162

Ai03B5218 Araip.B03 5218 p3 (AAT)5 15 11652849 11652863 TGGCATGGTTCTTTTCAATG CATGTGCGAAATTATGAGATCAA 274

Ai03B5219 Araip.B03 5219 p3 (TCA)5 15 11666032 11666046 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 251

Ai03B5221 Araip.B03 5221 p2 (TA)8 16 11672496 11672511 AGCAACATTTTGTCCTTCGG GCAACCTTGAACCAAACCAT 247

Ai03B5228 Araip.B03 5228 p2 (AG)6 12 11699875 11699886 AAAACCTGGATCGAGAGTCA GGCCCAGATCCAAGTACAGA 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5229 Araip.B03 5229 p3 (TCA)5 15 11719308 11719322 TCCGCTGTCCATATACCACA AAAGGAGGAAAGGCCAAAAA 190

Ai03B5233 Araip.B03 5233 p2 (TA)10 20 11727250 11727269 TGAGCCCTTCTTCTTTCCAA CCAAATATACCCAGAACACGC 244

Ai03B5235 Araip.B03 5235 p2 (TA)10 20 11734278 11734297 TGAGCCCTTCTTCTTTCCAA CCAAATATACCCAGAACACGC 244

Ai03B5236 Araip.B03 5236 c (AAT)8taa(AAT)7 48 11736303 11736350 CAACTTGTTCTTCTTGTTATGATGC CATGTGCGAAATTATGAGATCAA 257

Ai03B5237 Araip.B03 5237 p3 (ATC)8 24 11743093 11743116 CCGAACATAAAGAACAAAATCCA TTCAAGTGGTTGAAGCGTTG 206

Ai03B5238 Araip.B03 5238 c (A)13gaaaaaagcaaaaattggagactaagtcaaatcaatgaaaccaaatcaaatttttaagtcaagaatgtt(A)1092 11743991 11744082 CGTTGCAGAACTTCACAAGC CGAATGGTGTTTCTTCTCCAA 257

Ai03B5242 Araip.B03 5242 p3 (ATC)5 15 11755613 11755627 TTATGGCAGCATCTCCAACA AAAAGGCAAGTGGTTGAAGC 112

Ai03B5243 Araip.B03 5243 p4 (GTTA)6 24 11756259 11756282 GCGTGGACGATTTTCTCAGT CTAAAAAGCGGTAACATAAAATAATCT 240

Ai03B5244 Araip.B03 5244 p3 (CAT)6 18 11766796 11766813 TGATGATTGGTGTTGGTTGG TCCTCCTGCTCTGCCTACAT 223

Ai03B5249 Araip.B03 5249 p3 (TGG)7 21 11773262 11773282 GAAGGGTGATTGGCTGTTGT AAGGTTGCTAAGGCTGCTGA 221

Ai03B5250 Araip.B03 5250 p3 (GAT)6 18 11774780 11774797 GAAACTGACCGCCATAGAGC GAATCTCAACCAACACCCGT 261

Ai03B5251 Araip.B03 5251 p2 (AT)8 16 11775964 11775979 AATTTGCCTAGTAATCCGCC TGGTGAATTGGTGATTGCTG 155

Ai03B5252 Araip.B03 5252 p2 (AG)6 12 11780063 11780074 CTGTTGCTGTTATCGCTCCA AAACCCTTTTCTCTCCCTGC 279

Ai03B5258 Araip.B03 5258 p2 (TA)13 26 11799869 11799894 CGGTGACAAGTCTACTGCGA TAATAAACGGGGCAGGACAG 220

Ai03B5261 Araip.B03 5261 c (AAAAT)5taaaat(AAAAAG)561 11809788 11809848 GACGGTCCGATTTGTATTCC GTTCGCGGTTGAAAGATGAT 272

Ai03B5264 Araip.B03 5264 p2 (TA)6 12 11823425 11823436 CACGTCTCACATTTGCCTTG CAAACAGCTTCCATGCTTCA 152

Ai03B5268 Araip.B03 5268 p2 (AG)13 26 11834448 11834473 GCTTGTTCCTCAGCCATGAT TCAACCAGAACAGTATGCCAA 266

Ai03B5272 Araip.B03 5272 c (CTA)6ataataataatcttgcactaaacttggagccactacttaatcatcaacaatttggtccattaacc(TCA)7104 11844083 11844186 TGATCATGCCAAACTCCAAA GGCTGATTTTGACAAGGGAA 246

Ai03B5273 Araip.B03 5273 p3 (TAA)5 15 11844369 11844383 TTCCCTTGTCAAAATCAGCC GGCTGAAACCAGATTTGGAA 210

Ai03B5274 Araip.B03 5274 p3 (AAT)14 42 11844505 11844546 TTCCAAATCTGGTTTCAGCC AAGCATCACTTGCTTCCTCA 162

Ai03B5276 Araip.B03 5276 p3 (ATA)5 15 11846384 11846398 TGAAGCAATTGAAGGAATCCA TTGTTCATTTCAACAAAATATCTCA 259

Ai03B5279 Araip.B03 5279 p2 (AG)7 14 11858776 11858789 TGCTGCTGGAAATTATTGGA AGACAAAGAAAACCGCCTCA 120

Ai03B5281 Araip.B03 5281 p2 (TA)8 16 11860714 11860729 TGCATTTTTCCTATTACGTTCG GGGCTTGATATTTCTGTTCCC 279

Ai03B5286 Araip.B03 5286 p3 (CTT)5 15 11873485 11873499 ATCACAAAGGCCACTGAACC CGAGCAAAATGTTGGTGTTG 229

Ai03B5287 Araip.B03 5287 p3 (CTT)9 27 11875348 11875374 GTTGGCTGAGCAACAATCAA TAAGGAAGTCGCCATTTTGG 244

Ai03B5288 Araip.B03 5288 p2 (TC)6 12 11880421 11880432 AAAACGGATTTGCATTCTGG TCTTTTTGCGCTGATGTTTG 209

Ai03B5289 Araip.B03 5289 c (A)12gaagtaagaacgtatgcatg(T)1143 11883716 11883758 ATGTGCAAATTTTGTGGGTT CAAAATTATTGCAAAGCCTAACG 165

Ai03B5291 Araip.B03 5291 p3 (AAT)5 15 11889505 11889519 GGTAGTGGTGTTGTGTAGACGG CAACCTCAACAACCAAAACAAA 132

Ai03B5292 Araip.B03 5292 p3 (AAT)5 15 11897231 11897245 TTGTGGACGAATAATGATGGA CCAACAACAACCTCAACAACC 169

Ai03B5293 Araip.B03 5293 p4 (TATG)16 64 11899576 11899639 CGTGTGAACGTCTCATGCTT CAAAGACTCAATTTCTCCCGA 272

Ai03B5294 Araip.B03 5294 c (A)10gaagaagtagatgatgatgat(A)1041 11903533 11903573 TCTTCGAAGTAAATTTTGCAGC CTCTTCATTTCCTCCCCCTC 216

Ai03B5296 Araip.B03 5296 p2 (AT)13 26 11915145 11915170 CAAATACATTTTGGTGGCTTACC GAGGAAGAAGAACGTGCAGC 277

Ai03B5297 Araip.B03 5297 p3 (TCT)6 18 11915293 11915310 CAAAATTAACGCTCAAAACGC GAGGAAGAAGAACGTGCAGC 133

Ai03B5298 Araip.B03 5298 c (A)10cgaagcaagaataccagtgataaacgcaggtaaagaa(GAAGAG)577 11915715 11915791 TTGGGTGAATTCCTGTAGCC TGCTTCTTGTTTTCAAAGCATC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5302 Araip.B03 5302 p4 (TTTA)5 20 11924229 11924248 GCAGGCTGCTGCAGAGTAAT TTTCCCCTAATGACTTCCCC 193

Ai03B5306 Araip.B03 5306 p3 (TTA)9 27 11932409 11932435 CCCTTTTTAACAATTTATTGCACA CGTTGAAATAAGTTTGGTGGAT 252

Ai03B5307 Araip.B03 5307 c (A)10g(A)10 21 11932981 11933001 ACGCACAAATTAAACCAGCC TCCTATTGTTTAAGTTTCCTTTCC 267

Ai03B5309 Araip.B03 5309 p3 (ATC)6 18 11933575 11933592 CATCCACCAGAACACCACAC TGGCTTGTAGAAAGGAATTTG 155

Ai03B5310 Araip.B03 5310 p3 (ATA)6 18 11934076 11934093 TGGTTCGAACAGAACCATGA ACGGCGGTCAACTACAGAAC 183

Ai03B5315 Araip.B03 5315 p2 (AC)6 12 11936482 11936493 CTTTTGTAGTGGCGGGTGAT CACACACACCACATCAGTTCC 178

Ai03B5321 Araip.B03 5321 p3 (CCT)7 21 11964832 11964852 CCACAGTCATTAAAAGAGCGTC GAACACTTGCGTCCATTCAA 249

Ai03B5322 Araip.B03 5322 p3 (AGA)23 69 11965877 11965945 GAAGAAGAAGACGCTCCGTG TGGGACTCATTTGTTGGGTT 274

Ai03B5324 Araip.B03 5324 c (T)10ccagtttttaattgcgttccacaaaaatattttttttaatgtggaaaataaaaaatttcccaaattgttgttgtgttag(T)16105 11987019 11987123 TCCTTGATCACATTCGCTTG TCTGAGAATCCCAAATTCCG 246

Ai03B5332 Araip.B03 5332 c (A)12ggataataat(A)1234 12004714 12004747 AGGAGGCAATGTTAGAGCGA AAGGAGGGCTTTCTTTCTTTT 276

Ai03B5340 Araip.B03 5340 p3 (TAT)9 27 12012463 12012489 ACAGCCCAACTGTGTGAAAA AGCCCCTAGCATTCCTCATT 280

Ai03B5345 Araip.B03 5345 p2 (TA)6 12 12020078 12020089 AAGGACAGGTAATTTTTGTTCAATG ATAGGGATAGCCCAACCGAC 184

Ai03B5350 Araip.B03 5350 p3 (GGT)5 15 12027321 12027335 CGTTTCTGCTCCTCCTTGTC AAATTTCGCACACGACCAC 163

Ai03B5351 Araip.B03 5351 c (GAT)5tttcttatttttttgagttttgagttctacatctgagttc(T)1065 12027520 12027584 GCGAAATTTGCAACAAGGAT TCATCATCATTATCGTCAAGAACC 262

Ai03B5358 Araip.B03 5358 p2 (TA)8 16 12040612 12040627 AAGGTGGCAAAAATTGTGAA TCAATTTCAAAACAACGCAA 109

Ai03B5362 Araip.B03 5362 c* (TTA)8(TA)9* 40 12047894 12047933 TTCACGGATCAAATATGGACA TTGTGTTTTTGTATTCTATTTGGTGA 252

Ai03B5366 Araip.B03 5366 p2 (TG)21 42 12062437 12062478 CAGTGGCCACATAGACGAGA CCTGCTCTTCAAGGCTCCTA 228

Ai03B5369 Araip.B03 5369 p3 (TTC)5 15 12068857 12068871 CCCTTTATTCGGAAACGACA ACGTGGAAGTGGATGCTTCT 269

Ai03B5370 Araip.B03 5370 p3 (TTC)5 15 12070304 12070318 TGTCTTCTCCACTTCCACCC GGAGGAAACGAACGATGAAG 156

Ai03B5373 Araip.B03 5373 p3 (GAA)5 15 12074432 12074446 CTCCAGGAACAACAGCAACA CTGGACAGTTTTCCGGTGAT 225

Ai03B5374 Araip.B03 5374 p2 (TC)7 14 12091870 12091883 TGCAAGAATGAAAAACCCAA AGAATTCGCACGTGCTCTCT 238

Ai03B5378 Araip.B03 5378 p3 (TAA)10 30 12103402 12103431 GTTCCTGCCACCAAGACACT AGTGAAACAATGCATTTGCG 247

Ai03B5379 Araip.B03 5379 p2 (CT)12 24 12107069 12107092 CAGGTCAGCTAGTTGTGGCA CGGAGCTGGAAATAAACGAA 253

Ai03B5383 Araip.B03 5383 p3 (TAA)7 21 12119280 12119300 GCTGAAAATTGTACCATATTTAAAGGA ATCCTGTTGGGCTGAATTTG 143

Ai03B5388 Araip.B03 5388 c (T)12gtgattaaac(A)1032 12142638 12142669 TGGATTTTGTTCGGCATGTA GCTATTTCTGGTGCGGACAT 277

Ai03B5390 Araip.B03 5390 c (T)10attattttctttttctctttgttgtaccagtcaaatattacttttccgaacacaaatgacacaatacaaaaaccaaaatcacgccacacttct(TC)6actctacactctcctttggctttgttcgttagccgcactccctccacatccttcttctcaataaaaaaagaagtaaataaatt(A)10208 12145554 12145761 TTCGCATCTTCCATTTTTCA GAAGTGAGAAGTGAGAAGGGTTTT 279

Ai03B5392 Araip.B03 5392 p3 (TGC)5 15 12154321 12154335 TCGCTTTCTGTTGTTGTTGC TGCAATCTCTCGATTCCCTT 263

Ai03B5393 Araip.B03 5393 p3 (TGC)6 18 12154558 12154575 TTACATTGGCGGTGTTTGTG TTTTGGAAGACAAAAGATTGAAAA 275

Ai03B5395 Araip.B03 5395 p2 (AT)10 20 12162252 12162271 ACCTTTGTTACTGGCCATGC GGAAATGAAATCTCAAGCCG 119

Ai03B5399 Araip.B03 5399 p3 (CAT)5 15 12168840 12168854 GATGTGGCCGATTTCTTGAT CAAAGATTTCAGAGCCAGCC 124

Ai03B5400 Araip.B03 5400 p4 (ATAG)5 20 12170822 12170841 GCAAAAGATCCATGCCATTT CCCTTCCCCTCTCATTTCTC 276

Ai03B5409 Araip.B03 5409 p2 (AT)9 18 12197828 12197845 ATGAGTTTGAAGGGAGGGCT TGCAATGAATTATGCGGAAG 265

Ai03B5410 Araip.B03 5410 p3 (TTA)5 15 12202203 12202217 TTGATTTGGTTCATTTTCTCGTT TGAATTAGTCAATGTCTGTCGGA 220

Ai03B5416 Araip.B03 5416 p2 (AT)6 12 12212031 12212042 GAGGGAAGAGGAAGAGGGTG GGGACAAATTTGGGGATCAT 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5424 Araip.B03 5424 c (TCT)5tcacccttgtcacgcacattctcttcctcctccttcggcatctttttcttttgttattgtggtcatcactacttcctcctccacctccaccaccaccatt(ATC)5130 12244949 12245078 GCACGTTCTTCACCTCCTGT TGCAAAATCACTCGAAAGAGG 278

Ai03B5425 Araip.B03 5425 p3 (TTC)5 15 12245208 12245222 TCCTCTTTCGAGTGATTTTGC CAAATTCCTCCTCCTCCTCC 194

Ai03B5426 Araip.B03 5426 p3 (GGA)5 15 12245349 12245363 CGCCTGTGTGGGAAAATAAT CCATAGGCCATCAAATCCAG 196

Ai03B5428 Araip.B03 5428 c (A)11g(A)10 22 12245969 12245990 TTTCGCTAAGAATTCAATCCA TTTTGAATCGTGCCGAATTT 280

Ai03B5430 Araip.B03 5430 p2 (AT)6 12 12246990 12247001 GGTTCGAACTCGCGACTATATTA GGAAATTGTTAGGGTTGGCA 268

Ai03B5432 Araip.B03 5432 p2 (TA)9 18 12250421 12250438 TGGCCTTTAAGAGGAAAAACAA TGGACCATTATAGGCTCAGCA 262

Ai03B5435 Araip.B03 5435 c* (AT)7(T)10* 23 12255382 12255404 TTTGAGAACTTGTGTTGGCG GTGCATCCAAAGATCCCAGT 236

Ai03B5436 Araip.B03 5436 p3 (GGC)5 15 12261547 12261561 CAACAACAAAAATCGGGTCC CGTCTTCCATGGATCCTTTC 266

Ai03B5438 Araip.B03 5438 c (A)23taaaaata(T)1041 12262354 12262394 AAATTCTGGTTGCGGTTTTG CGTGAATGTGTAGCGTCACC 217

Ai03B5440 Araip.B03 5440 p5 (TCAAT)5 25 12264416 12264440 GGACCGAACTGAAAACATGC TGAATGAGTGCGATTTTGATG 270

Ai03B5444 Araip.B03 5444 p3 (TAC)6 18 12278069 12278086 CAAATACACAGCGGGACAAA GGTGAACACCTTGCCAAAAC 217

Ai03B5445 Araip.B03 5445 c (GAG)5agaaagagaaagagaaaaagaggggggcgggagaggctattggctagccagagacagaactttatatgttaacaatttcttgtgtgc(GT)7116 12282800 12282915 TGCATCAAGAGCAGCAGTGT CAATCAAGTGGCAGAGTCCC 272

Ai03B5447 Araip.B03 5447 p3 (CAT)7 21 12285020 12285040 CAAGATTGCTTCCTTTCCCA GGGTAAGGAGCATGGTGGTA 260

Ai03B5453 Araip.B03 5453 p2 (AG)6 12 12304416 12304427 CCCTTATGATGCCTCTGCTC ATCCTTGTCCCCTCCATACC 224

Ai03B5464 Araip.B03 5464 c (A)10taaattattagttacatgatgatctacctaaattatttgtttagtggccctagtatttacattcattctatcaat(TA)8101 12338154 12338254 TCAGCTGTTTGTCACTTCCTTT TCGGACATAGGTCTCCCAAC 222

Ai03B5465 Araip.B03 5465 p2 (CT)8 16 12341091 12341106 GTCATTTGTCAAGGTAGCCG GGGATTGGAGAGTTTCGGTT 276

Ai03B5466 Araip.B03 5466 p3 (TTC)8 24 12341252 12341275 CCGTTGCACCTCTCTCTCTC TTTGGAACAGGGGAATTCAG 279

Ai03B5467 Araip.B03 5467 p3 (TAG)5 15 12342525 12342539 GGGAATGGAAAGAGAAAGGG AACAGCCATTTCATGTGCCT 253

Ai03B5470 Araip.B03 5470 p3 (CAG)6 18 12356953 12356970 CTGGCACTGGCTTATGGAAT CCACCAACAACAACAACAGC 216

Ai03B5474 Araip.B03 5474 p2 (AT)6 12 12364248 12364259 TCAAATGAAACCAACAAATTAAAAA AGAGGGCAAATCCTCACGTA 276

Ai03B5475 Araip.B03 5475 p2 (TA)6 12 12369781 12369792 TTCAAGATGAGAGAACTTCGACA CTTCAAAGAAGGTGGATGCC 276

Ai03B5476 Araip.B03 5476 p3 (AAT)14 42 12370971 12371012 CGGCGTTTCATGTAATTCG TGTTGAAAAGAAAGTGTCACTAGATAA 280

Ai03B5477 Araip.B03 5477 p2 (AT)9 18 12373301 12373318 CCACGTGAATGATCTCCAAA ACCTCCATATTGGCTCCTCA 236

Ai03B5481 Araip.B03 5481 p3 (AAT)6 18 12381006 12381023 ACACTGCTGCTACGACATGC TTCACCCAATAAGCTCTCAACA 229

Ai03B5485 Araip.B03 5485 c (A)10ctatttttattttatcttataagaaactcgtcggtaacgtatttgtacactttaatttggattggtgggtgatgagttaagtt(A)10103 12387539 12387641 TGAAAAGTCGTGTTCAAGTGTT TGGGAAAGAAAATAGCACAACC 276

Ai03B5491 Araip.B03 5491 p3 (TTC)6 18 12391739 12391756 CTTCAACCCTCATTCCCTCA CCACCAACTGCATTCAAAGA 266

Ai03B5492 Araip.B03 5492 p3 (ATA)16 48 12397051 12397098 TGCATCTGCTGAAATTGGAA CGGGTTCATCTCATCTACGC 139

Ai03B5497 Araip.B03 5497 p5 (GATCC)5 25 12425358 12425382 TACCAACACAAAATCCGCAA TGGGGTCATCCATGTAACCT 210

Ai03B5501 Araip.B03 5501 p2 (TA)27 54 12438070 12438123 CACCACCTCTATTTTACGGCTT ATTCTGCATGCGATACGACA 229

Ai03B5502 Araip.B03 5502 p2 (TA)13 26 12439966 12439991 TTTTGGAGGAAAAGATGCAA TGTGCCACTCTGATAGCTCG 269

Ai03B5503 Araip.B03 5503 p3 (ATT)6 18 12440870 12440887 CGCAAGAAGAGTCAGGTTCC CGCGCCATTTGATTTTTATT 165

Ai03B5507 Araip.B03 5507 p3 (TAA)8 24 12448504 12448527 CTCCGACAACTTCAGCCTTC GTTTCACACAAACAACCCCC 267

Ai03B5510 Araip.B03 5510 c (AT)7ttatacacagatatataatgactgaatnnnnnnnnnnnnnnnnnn(A)1170 12450273 12450342 ATTGGTTCTCCATATTTTTCCTT AACTCTAGAAAACATGGGACAGTG 240

Ai03B5513 Araip.B03 5513 p2 (AG)7 14 12451456 12451469 ATGACGGCTTGTGCTTATCC TCTTTTGGGCTCTGTGGTCT 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5514 Araip.B03 5514 c (AG)9aataactagaaagaggcaaaaacaaaaataagaaaacaaattaagctctaaaaattaaagaaactcacttttgattcattcttcc(T)10113 12452209 12452321 TTGAGCTTGAATAATTGGAGGAA CACAGAGTTATGAAACCCCTCC 247

Ai03B5518 Araip.B03 5518 p3 (TGC)5 15 12455172 12455186 AGCCTCGATCTTCCGAATTT TGGCATCTTCAAGCTTTCCT 226

Ai03B5519 Araip.B03 5519 p3 (GCA)5 15 12455337 12455351 AGGAAAGCTTGAAGATGCCA GCACTAGCTGCAGGTTCCTC 176

Ai03B5520 Araip.B03 5520 p3 (GAA)5 15 12455841 12455855 CCTCAGGGTTTTGAAGGTCA ACTCCACCATCTCCATCACC 190

Ai03B5521 Araip.B03 5521 p2 (CT)7 14 12456341 12456354 GTAACCATCCATGGCAAACC TTGTGTGCCTCTTTTTGCAG 275

Ai03B5522 Araip.B03 5522 p2 (AG)11 22 12456508 12456529 CTTCCTGCAAAAAGAGGCAC CAACCACCATGTTATGTCCC 278

Ai03B5523 Araip.B03 5523 p2 (AT)6 12 12456953 12456964 AAATGTCAATCAAAATCCCCC TCACTCTCTTTGACCACCCC 186

Ai03B5530 Araip.B03 5530 c (TCT)6tcc(TCT)6 39 12478201 12478239 TACGGTTGCTGAAGTGGATG AAAGGCCATTCTTTTGGCTT 279

Ai03B5533 Araip.B03 5533 p3 (TAT)5 15 12483030 12483044 AGGTACCATGCTATGTGCCC GTGTGATTGCATTGAGAGGG 280

Ai03B5534 Araip.B03 5534 p4 (TCAC)5 20 12485234 12485253 CTGGCAGTGGTGCAAGAAT CTTTACCCGGAAATTGACGA 269

Ai03B5540 Araip.B03 5540 p3 (CTC)5 15 12493349 12493363 TCACCCACAAAAGCGTGTTA TGAAGATGAAACACGCGAAG 185

Ai03B5541 Araip.B03 5541 c (T)10cttttatttactttatacta(T)1040 12497106 12497145 TCATAAAATCACTCATCCCAAAAA TTGTCTGCACGACCAAAAAT 277

Ai03B5543 Araip.B03 5543 p3 (TCT)5 15 12499844 12499858 CGGAATGATGGTAATCGAAA AAGAAGAAGACGGGGTCGAT 223

Ai03B5547 Araip.B03 5547 p2 (TA)9 18 12505557 12505574 GGCGGCTCATAAAAACATCA TGGAAGGTCATGGACTGCTT 117

Ai03B5548 Araip.B03 5548 p2 (TA)7 14 12515050 12515063 CAAAGAGCATTCATAGAAACATTCA TTAAGGATCACCCAAAGGTTG 239

Ai03B5549 Araip.B03 5549 p2 (AT)16 32 12515611 12515642 CGCAGTGCGTAACTATGGAA TGAAGTTTCGTGCATGATTG 236

Ai03B5550 Araip.B03 5550 p2 (TA)11 22 12516395 12516416 AATTTCGCAAAGCAACAAGG AATGCATGCAAACATATAAATAGAA 245

Ai03B5552 Araip.B03 5552 p3 (ATA)7 21 12523217 12523237 AAATATCACTACCCCTAGTGGAAAAA GCCCATTAGAATAATGTTTGTCA 276

Ai03B5553 Araip.B03 5553 c (A)10tgctcttatctttaactttaaagtaacaacaaatggtgcttttggttggagacctaaaagagag(A)1084 12526124 12526207 TTTTTGTTTGAGATTGATACGGT TGTTTTGGAAAAAGACAAGTGC 242

Ai03B5555 Araip.B03 5555 p3 (TTA)6 18 12533572 12533589 TGGATTTGTTTATGTGTCCCG TGATGAACATTGTTGTTGCG 166

Ai03B5563 Araip.B03 5563 p3 (GGA)5 15 12563097 12563111 ACCTCACCAGAAGAGCCAGA AAAGGGTCCAGGAGGCTAAA 215

Ai03B5564 Araip.B03 5564 p2 (CT)9 18 12565140 12565157 AACACCACCATTCACAGCAA AGAGGGAAGTGTGTGTTGGG 113

Ai03B5566 Araip.B03 5566 p3 (GGT)5 15 12585165 12585179 TGTGATTGTGGGAACAGAGG CGCTGACAAAACTAACCATGAA 222

Ai03B5572 Araip.B03 5572 p2 (AT)7 14 12601227 12601240 TTGAGGAAGCTCTGCTAGGG ACCCAACTCGAATCAAACCA 230

Ai03B5575 Araip.B03 5575 c (TA)8ttgaatttaattattaaaaaagtattt(A)11gttttaagcgtgagggactccattttgataaacaaataatgaaagaccaataactt(A)10120 12603185 12603304 CGCGACCTCTTAATTGGCTA TGAATTCAGGCAATGTCGTC 251

Ai03B5587 Araip.B03 5587 p2 (AT)7 14 12648060 12648073 AAAAATTGTGGGAACATGGG CATTGGAGTAATTTTGTCCCC 225

Ai03B5589 Araip.B03 5589 c (A)11gaaagagagtgtttctactcttgcaaagaataagaaaagaagaagaaggggaaagg(GAA)788 12672338 12672425 TTTGCATACAAAATCGTCTCTAAG TCAAATTGCAACTTTCTAAGAAGC 265

Ai03B5590 Araip.B03 5590 c (A)10tatccaagtgtatttttttattttgtaatacattaa(AT)760 12672735 12672794 TCAGTTGGTAGGAGAGGGGA GCCCATTTGCAATAAAATCG 272

Ai03B5592 Araip.B03 5592 p2 (AG)8 16 12680121 12680136 TCCGTTCATTAACAATCCCAA CTACCCTTTCCGGTGTTTCC 176

Ai03B5598 Araip.B03 5598 c (A)10gttgatatgcttttaagacc(A)1040 12714624 12714663 TAATCTCCGGTTACCCATCG TTTTCAACATGGAAAAGTAGATCA 256

Ai03B5602 Araip.B03 5602 c (A)10gtaaaagattggagactagctcaaatcaaattcttaaatcaaggatgttt(A)11taagcaaaataattattcttgtgcacacacaataatttgttgaagctactttaaagaagtaattacaattagaataagaaaaagaaaatgaaga(T)10175 12728167 12728341 TTTCACTTTTTCATTAAGCACCAA TCTCGGCCTTTAATTTGCAG 232

Ai03B5604 Araip.B03 5604 c (T)15gtcaaacacaactaactgattactggcccaacaagttaagctccatttgtcctccaagccttaacacacaatgcaaagggcctcctagtcc(A)11117 12730156 12730272 AGCCAAGGCTCATTGACAAA ATCTTTGACCTTCCTGGGTG 199

Ai03B5606 Araip.B03 5606 p2 (GA)13 26 12733142 12733167 CCTTCCAACCATTTATGGGA ATTACTTGATGCTGTCGGGG 240

Ai03B5607 Araip.B03 5607 p3 (CTT)6 18 12733772 12733789 GAATCCGCAGTTTCAACCTC TGGTCTTTTCACTGCCACAG 249
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Ai03B5608 Araip.B03 5608 p3 (TTC)5 15 12734028 12734042 TTTACCTCCAAAACCATCGC TGTGAAACCAACCAGGTTCA 151

Ai03B5609 Araip.B03 5609 p3 (TTC)5 15 12734220 12734234 TGAACCTGGTTGGTTTCACA CCAATTCGGAAGCTTGTTGT 137

Ai03B5612 Araip.B03 5612 p3 (AAG)5 15 12736630 12736644 TGTGTTTCATCTTCTTCTTTGTTTG TTCGGTGTTTGTGTGCTGAT 195

Ai03B5614 Araip.B03 5614 p2 (TA)6 12 12744367 12744378 AAATATGAAACCGTCCAATTTGT GTCCCTTTTTGCTTGGCTTT 230

Ai03B5620 Araip.B03 5620 c (TA)14(TG)19 66 12749403 12749468 ATGGAACCAAGCATAGTCGG TCTCCAAAGTGGATCATTACAAG 242

Ai03B5623 Araip.B03 5623 p2 (AG)13 26 12755819 12755844 GCAGGGGAGAAAAAGGAAAG TTCTTTGACACCGATCACCA 263

Ai03B5624 Araip.B03 5624 p2 (AG)6 12 12758727 12758738 CTAAGAGACCCGAGTTTGCG ATTTTTAATGGGTCTGGGGG 198

Ai03B5625 Araip.B03 5625 p3 (GAG)5 15 12762386 12762400 CTCACCAGAAACGCCAGACT GGCAAAGAAAAACGCTCAAG 241

Ai03B5626 Araip.B03 5626 p2 (AT)6 12 12765112 12765123 TGGCTACAATTGAAAGAATATAAGACA TTCCAATTGTTGTTATTTTAAGGGA 278

Ai03B5627 Araip.B03 5627 p3 (TTA)6 18 12771302 12771319 TGCTGTCTCGTTATCATGCC CCCTCTTTCAACTTCCCTCC 262

Ai03B5633 Araip.B03 5633 p2 (CT)6 12 12784421 12784432 GAGAGAAAATAGAAATTGAAAAACAGA CCGTAACTCGAACACAACGG 262

Ai03B5635 Araip.B03 5635 c (TCT)9ct(TTC)6 47 12787953 12787999 ATGTGCGAGCTGAAGGATTT CAAACTCAATATTCCACGAGCA 252

Ai03B5638 Araip.B03 5638 p2 (TA)7 14 12806057 12806070 ATAATGTGGTGGCAAGGGAG TTCATTCTTAGCTGGAAGCCA 107

Ai03B5641 Araip.B03 5641 c (T)10cgttatgtggtttatgttccggttacggactttatgtttattctcgttggatgactattattttgg(T)1288 12824659 12824746 GACTCTAGTCAGGCGTCCCA TTTCCATCATACTTCTACGATCAA 250

Ai03B5646 Araip.B03 5646 p2 (TA)6 12 12853996 12854007 TTGTATGGGACTTTCCATAACCTT TGAAGATATTTGCTAATTATTACCGTG 268

Ai03B5648 Araip.B03 5648 p3 (TTA)11 33 12855154 12855186 TTTTTAAAATATAATGCATGTACCGTG TCAATTGATATAGTTCTAATCCGCA 171

Ai03B5653 Araip.B03 5653 p3 (TCC)5 15 12861864 12861878 CTTTCGAGCTGTTATTCCCG TCTTCTTCTCGGGTTCAGGA 275

Ai03B5655 Araip.B03 5655 p2 (TC)7 14 12871476 12871489 TTACCGTCGAATTTATCCGC GCTGCCGGAGGTAGTTGTAG 144

Ai03B5657 Araip.B03 5657 p3 (TTG)5 15 12872116 12872130 TTGCTGTTATGGTTCTTGTTGA CGTTTTGCCACCCCTAATAA 253

Ai03B5658 Araip.B03 5658 p2 (TC)8 16 12874479 12874494 AGGAATCCATATGAAGGGCA AGGCTGAAATGATTTTTGGTG 181

Ai03B5659 Araip.B03 5659 c (A)13ctgatttttccttaatttcttatggattcttcttttgtcactcctctttcccacaacctatatttagctgttaggatcatacgaat(A)11110 12874662 12874771 CAAAAGAAAATTATTGGCACCAG AAAATCAAAATTGTCCAAATAGCA 260

Ai03B5665 Araip.B03 5665 p3 (CAC)5 15 12882138 12882152 CCACAACTCTGGTTAGTTTGAGG CGTTCTCATTGGATTGGGAC 246

Ai03B5669 Araip.B03 5669 p3 (TTA)5 15 12887386 12887400 CAAGCATCCTTGAAAAGGGA TTCAGGATATGTCCTTGCCA 265

Ai03B5672 Araip.B03 5672 p3 (AGA)5 15 12896496 12896510 CTTTGGATTTCGTCGATGGT AACCCTAGCATGGTGCAAAC 186

Ai03B5675 Araip.B03 5675 c (TTA)5atattattattatttatattac(TAT)552 12904688 12904739 GGACGAAGCTCGCTTGTATC GGTTGCATTTCTCTTCTCCAA 269

Ai03B5682 Araip.B03 5682 c (T)13gaaaaataaaattcattaaaattaaccaaaaaataataattaaaaaatcaaatacaaataaaaaatagtgaaattataatataatttttttactatc(T)10120 12934057 12934176 TGTAAAATGCTAGTCCGCCC GCTAAACCCGCTAAAAAGGG 280

Ai03B5684 Araip.B03 5684 p3 (TGT)5 15 12953467 12953481 CACCTCGGGTGATTTTCTTC ATTTTCTGCATCAACGGCTC 175

Ai03B5688 Araip.B03 5688 p2 (AT)6 12 12961152 12961163 TGCGTGTTTCATCGCTACAT AAAAAGGGGGAGACAGTTGG 234

Ai03B5689 Araip.B03 5689 p2 (TA)6 12 12962397 12962408 GGACGACGAAGTTTGGAAGA CCGTATAACCGCTCAAAGGA 242

Ai03B5691 Araip.B03 5691 p3 (TTA)13 39 12969267 12969305 TCCACGTGATAATTTCAATTTTATT GTCCGTTTTCCCTCCAAAAT 223

Ai03B5692 Araip.B03 5692 p3 (TAT)16 48 12970352 12970399 TGCAAGGCTTGAAGATGTTG TGCTGCTTCTTCACAGCAAG 131

Ai03B5697 Araip.B03 5697 c (A)13ctagaagttcaatgctataatttttcagaaacgaacttgacac(T)1066 12975690 12975755 AAGTCCTAAAAGATTTTGCGTTT AGTTTTTAAGAAAAATTTGCGACT 274

Ai03B5699 Araip.B03 5699 p3 (TAT)5 15 12980853 12980867 GGATTGGCTCATCCCACTAA TGACCTAAACTGTTGGAAACCA 247

Ai03B5701 Araip.B03 5701 p2 (TA)7 14 12985765 12985778 CCATTTTTGGTGCCTTTTGT CCCGTTTTAGGTAACCCCAT 254
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Ai03B5703 Araip.B03 5703 p3 (ATC)5 15 12989648 12989662 GCGTGGTCATTGATCCTTTT ACAGAGTTGATGGAATCCGC 237

Ai03B5705 Araip.B03 5705 p2 (TA)6 12 12996415 12996426 TCCATGCATCCACATCGTTA CGTGACACGTCTTCTATAAAGATAAAT 238

Ai03B5706 Araip.B03 5706 p2 (TA)6 12 12997457 12997468 AGCTAGCAGCAGCCATTGAC CCCATTCGTTTTCATTTTCC 253

Ai03B5710 Araip.B03 5710 p2 (TA)15 30 13010088 13010117 AAAACTTAAAACCGCATAACCG ACGGCGAAGCTTCAGAAGAG 270

Ai03B5714 Araip.B03 5714 p3 (TAA)5 15 13018288 13018302 CACATGCATGAGGTAGTGCC CAAAATTTCACTGCCACCCT 250

Ai03B5716 Araip.B03 5716 p2 (TA)6 12 13021099 13021110 TTCACGTTGAAATAGATGTATACGG TTTGCTGGATAGGTACGATGT 178

Ai03B5717 Araip.B03 5717 p2 (AT)6 12 13025596 13025607 GGTCGAATTCGGGTCTAACA AAAGCCATAGGCCAAATTTTTA 273

Ai03B5718 Araip.B03 5718 p4 (TTTA)5 20 13025782 13025801 TTTTGCAAATCAATTTGTGTATTG CAGATTTGAGGGGCAAGCTA 255

Ai03B5719 Araip.B03 5719 p2 (AG)6 12 13030415 13030426 GGAGTGAGTGAAGGAATGAGAGA AAACATTAAAGTCAGCCACCAG 211

Ai03B5720 Araip.B03 5720 p2 (CT)6 12 13031777 13031788 AAGGCTCGGATTGATGATTG CCTCCAAGGTTGAAACCAAA 160

Ai03B5725 Araip.B03 5725 p3 (TGA)5 15 13054674 13054688 GCTGAGAAGGTGGTGGTTGT AGCAGTTGAGGGAGCTTCTG 279

Ai03B5728 Araip.B03 5728 p3 (ATA)13 39 13063785 13063823 AGCCACAGCCAATTTCTCAT GGGAAAGAAATGTCCGGATT 237

Ai03B5730 Araip.B03 5730 p3 (CCT)5 15 13071713 13071727 GCTCAAGGAACCTCTTCACG TTCCTTCCTCCCACACACTC 275

Ai03B5734 Araip.B03 5734 c (A)10gcatgttttgctgtttttagttcagttcggttcggttcggttttcggttctgacaatgaaaatcccaaccgaaccggtaaggtaaaaaacc(A)16117 13076083 13076199 GAACTAAACCGACCAACCGA GCGGCTGTGAGGTAGTGG 274

Ai03B5735 Araip.B03 5735 p3 (TAT)5 15 13077499 13077513 ACCTTGCTATTAATCCATTCATCT TTTCTCAAAGCCATCCGAAC 278

Ai03B5739 Araip.B03 5739 p2 (AT)6 12 13110958 13110969 GAAGAAAATGATGGCTCCCA TTTATTACGAGCTATGAGGACATTT 203

Ai03B5750 Araip.B03 5750 p2 (TA)8 16 13135761 13135776 TGGAAGCATGAAGAAGCTGA ATTGCCGCAAAGAAATCAAC 273

Ai03B5751 Araip.B03 5751 c (TA)8tttttttttaccaaaaatatgagactcgaacccgcaacctcttaattgagtatggggagactatgccatttgagctattactcattggc(TA)10125 13139664 13139788 TCAAATTAGGATTATGCAATAAAAGC TGTTTGCATGGATCGGACTA 275

Ai03B5753 Araip.B03 5753 p2 (GA)6 12 13141548 13141559 CTTCGAGGATCAAGAGGTCG CACACACTTGTGGACTCCGT 268

Ai03B5754 Araip.B03 5754 c (A)13ccaaaat(A)1131 13141720 13141750 CAGCATGGATGCTTTGTCAG AGTCGGCAACAGAAAATTGG 252

Ai03B5759 Araip.B03 5759 p2 (AT)8 16 13152691 13152706 GATGGAGACGAGGGACAAAA AGTATGGACAGCGCTAGGGA 242

Ai03B5762 Araip.B03 5762 c (A)10gtgagttattctcattctcactaactattgagctttgtatca(TAT)670 13159395 13159464 TGCAATTTTTCCAACACGAA ACCAGCTGCAATTGATTTCC 226

Ai03B5765 Araip.B03 5765 c (T)12cat(C)11 26 13162559 13162584 CCAAACTTGAAGGCTTGGTT TGCAACCTGCACCACTAAAG 275

Ai03B5771 Araip.B03 5771 p2 (AT)6 12 13183951 13183962 TTGACCTAATTGATCGTGATATGAA TTGAGTGTTTGAGCAATTGGA 170

Ai03B5774 Araip.B03 5774 p3 (AAG)6 18 13187830 13187847 GCTGCAAAATTACTTGAAAGAGG CAGCCACCAAAGTTAGCCAC 266

Ai03B5776 Araip.B03 5776 p2 (AT)9 18 13189183 13189200 AAAACATGATGCGCGTGTTA CAACAAAAATTCATGAGTTAGTTCAAA 196

Ai03B5777 Araip.B03 5777 p2 (CT)17 34 13190302 13190335 TCCGAATCCGAATCTCAATC AAATAAACAAACGCATCGCC 251

Ai03B5783 Araip.B03 5783 p2 (CT)13 26 13202392 13202417 TAAAAACGCTGTGCCAAACA CGTCTTCTGTTGCTTCACCA 277

Ai03B5786 Araip.B03 5786 p2 (AG)6 12 13209307 13209318 AGCGATTAAAGGAGCAACGA TTTTCGCCGGTAAATCTGAC 277

Ai03B5787 Araip.B03 5787 p2 (TC)8 16 13209770 13209785 GCATGTTCCACATGTTACGC ATGAGGGCTTCGGAATTTCT 150

Ai03B5797 Araip.B03 5797 p3 (GAT)5 15 13234222 13234236 TTGCGCAAAAAGAAGGAACT AAGTCAGAATCGTCGGTTGC 229

Ai03B5798 Araip.B03 5798 c (TA)11attagttttt(TA)644 13234476 13234519 TGACGTGGCATGGTTAATTC TTCACCCTCAAACGCTCTCT 265

Ai03B5800 Araip.B03 5800 p2 (AT)9 18 13237368 13237385 TCATTCTACACAATTTGAATACACACA AACGCAAATCAAAATTACACG 205

Ai03B5801 Araip.B03 5801 p2 (AG)8 16 13239882 13239897 CAGATGAAACTGCAACGGAA AACTCCCGTAATCGTCGTTG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5804 Araip.B03 5804 c (TTC)5tttt(TCA)9 46 13243361 13243406 CTTTCTCTTCCTCCTTCGTCA CGAATGAATGTAGGTTCATCTTCTT 233

Ai03B5805 Araip.B03 5805 p4 (AAAG)5 20 13243570 13243589 TTTGGAAGAAGATGAACCTACATT GCAACAGAAGATGAGGAAGAAGA 223

Ai03B5808 Araip.B03 5808 p3 (TTA)6 18 13246692 13246709 CAAGCATCCTTGAAAATGGA ACTATCCGCAAGGCAAACAT 280

Ai03B5814 Araip.B03 5814 p3 (ATT)5 15 13266844 13266858 TTATTAAATCGGGTTCGGGC TCCATAACAATGCAACATTCG 279

Ai03B5822 Araip.B03 5822 p2 (TC)7 14 13277772 13277785 CGCTGATCTTGTGATGCAAT CGGAATGAGAAGCACACAAA 275

Ai03B5825 Araip.B03 5825 c (TTC)9tttcttcttcctcctcttcttcttctctctttctaccttattgatgattgatcctatcagcattcaattcagtttcgcaacgaagaga(AG)8131 13287700 13287830 CAGAAACAACACAAGCTGCC TCGAATCAACCTCGAACACA 276

Ai03B5831 Araip.B03 5831 p3 (GGA)8 24 13291073 13291096 CTTGGCGAAGGTTGATCATT TTGGGTCAATACAACTGCCA 280

Ai03B5833 Araip.B03 5833 p2 (GA)20 40 13297417 13297456 CTCTCGATGGTGAAAGAGGC TGACCGTTACGAACGTTTTG 184

Ai03B5835 Araip.B03 5835 p3 (TAA)5 15 13299572 13299586 GAAGGTGAATAATGATGTTTTGGA TTCCGTTAGACATAACAGTCTTTCA 278

Ai03B5837 Araip.B03 5837 p2 (GA)9 18 13302914 13302931 GATAGTGACAGAGGCGGCAT ACCGTTACGAACGCTTTGTC 173

Ai03B5840 Araip.B03 5840 p3 (GAA)7 21 13314621 13314641 TCAGCAGCATCAAGTGAACC TCCTCCTCCTCGTCTTTCTTC 259

Ai03B5843 Araip.B03 5843 p2 (AT)6 12 13320666 13320677 TATCATTTTGGCTTGGGAGC TTCGGTAAAACTATAGGGACCTG 211

Ai03B5845 Araip.B03 5845 p3 (CTT)5 15 13323802 13323816 TCCTCCACTCCTCACTCGTT GACCAGAGGAGAACGACGAA 140

Ai03B5847 Araip.B03 5847 c (A)11gaaaaaataccaaacagtaaaacactgattggcggactcctcgc(AAG)570 13331122 13331191 TGCCACCAAATTAGTCAACG GTTGGAGTCCGGTGATGTTG 190

Ai03B5850 Araip.B03 5850 c (T)14g(T)10 25 13339053 13339077 AACTCACAACAACCCCAAGC ACCACTGGAGGAGCAGATTG 256

Ai03B5853 Araip.B03 5853 p4 (AAAG)6 24 13355521 13355544 CAGAAACCCTCACTGCACAA TCAACAACACAAAACCGCAT 254

Ai03B5855 Araip.B03 5855 p2 (TG)6 12 13358056 13358067 TGCATGGGACAATTAATGATG TTTTCCTCGTGCACGCTTAT 260

Ai03B5858 Araip.B03 5858 p2 (TA)7 14 13371006 13371019 TTGGCACCATTGTTTTAGGA TCTTAACGGGCTTTTAGCCA 258

Ai03B5859 Araip.B03 5859 c (ATT)5agagaggagtgctactctttatcttaga(T)1053 13371384 13371436 AAACATGATTTTGGCAGCAA CCTCCTTCCTCTTTGGCTTT 272

Ai03B5861 Araip.B03 5861 c (TC)12(TA)10 44 13380064 13380107 AGCATACCTTTTTGAATCCCA GCAATCAATAGAGGGATGAACA 216

Ai03B5862 Araip.B03 5862 p6 (AATCAA)5 30 13384585 13384614 TTCAGCTTCAATTTCCAAAGC CCATTCAAAACATGCAACGA 262

Ai03B5864 Araip.B03 5864 p2 (TA)6 12 13386805 13386816 ACTCATTAGCCTCTACGGCG ACCTGCGGGTATCTAACCCT 257

Ai03B5869 Araip.B03 5869 p2 (AC)17 34 13394384 13394417 TGAAAAGAGATGGCCAAACA TCATAAGGCATTTATTAAACGGG 225

Ai03B5871 Araip.B03 5871 p2 (AG)6 12 13397818 13397829 CTCGGCCCAGAAAACAAATA CCTGATAAAAAGAAACAATCCTCAA 191

Ai03B5873 Araip.B03 5873 p5 (GGTAG)5 25 13404048 13404072 TGAGAGTTGAACCCACAACCT CCGCACCCTAAAATTCAAAA 228

Ai03B5875 Araip.B03 5875 c (A)10gaattagctaagagttaaagtggttaaattggaagtgaaaaactttgtttacagaatgcttatgttttgttagga(T)1398 13405744 13405841 AACACACCCAATCCCAAATC TTGAACTTGAAACTGAAAGCGA 218

Ai03B5877 Araip.B03 5877 p3 (GGA)8 24 13423035 13423058 TTCCTTTCTGGCTCAGGAGA ACAGAGATGGCGAAGAGGAA 224

Ai03B5878 Araip.B03 5878 c (A)11tttacattttattaga(T)1037 13425511 13425547 TTGAATAAGGCAAGTTATTCATGTG CGAGGAAAATAATCAAGCCAA 275

Ai03B5885 Araip.B03 5885 p3 (ATT)5 15 13444804 13444818 TCGGGACTAAGCTCCTCAAA TGGTTGTACGGTTGCATGTT 118

Ai03B5886 Araip.B03 5886 p2 (AT)6 12 13449020 13449031 CCTTGATCCTAACAACCCCA TTTCCCCGAAAATAGCATTG 118

Ai03B5887 Araip.B03 5887 p2 (AG)10 20 13450902 13450921 TCATTGATCATCCAGGCAAA GGTAGATGGGGTCATGATGG 200

Ai03B5892 Araip.B03 5892 p2 (TA)8 16 13456887 13456902 TGCTCACCGAAAGCTCATAA AACTCTTGGGCTTGAGGCTT 280

Ai03B5893 Araip.B03 5893 p2 (AT)32 64 13458136 13458199 AGCTGAACTCGGAGCTGATG TTAGCTCATGAGTTGGCTCG 196

Ai03B5904 Araip.B03 5904 p2 (TA)6 12 13495344 13495355 AGCGGAAGCAGAGAACAAAG TCACTATGAGTTTGAGGAGAGCTG 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B5913 Araip.B03 5913 c (TC)6(TA)7 26 13540059 13540084 ATGAATTATGCAGCGGAAGC GGTGTTAGTTGACTATTTTCACCTTTT 199

Ai03B5916 Araip.B03 5916 p3 (TTA)5 15 13566634 13566648 TTTTGTTAAGAAGCGAGCAACA ACGTGTTTCACAAAATGCCA 241

Ai03B5917 Araip.B03 5917 p2 (AT)12 24 13568063 13568086 TTTTTGTTATTCTTGGCAGCAA TCACACACATGTTCGTTGTCA 241

Ai03B5918 Araip.B03 5918 p2 (AT)8 16 13568349 13568364 TGACAACGAACATGTGTGTGA GAACTCCCGAACATTTAGCG 257

Ai03B5919 Araip.B03 5919 p2 (AT)8 16 13568682 13568697 TCTCGAACCGAGAGATCCAT CGCACCCTCAAAATCGTTAC 157

Ai03B5925 Araip.B03 5925 p3 (TCT)5 15 13578784 13578798 ACACAGTCCTCACCTCCACC TAGACATGACAAAAGCGGCA 243

Ai03B5926 Araip.B03 5926 c (CAC)5tatacctccatcatcatcttcttcacataaagtagtagcagcagcag(CAA)680 13579658 13579737 CCCTCTTCACCCAGTTACCA GTGTCACTGCCACCATCATC 235

Ai03B5927 Araip.B03 5927 p3 (TCT)5 15 13580077 13580091 CTTCTTTCCAGACCAGCGAC TTCCAAAACTCACACACGGA 274

Ai03B5934 Araip.B03 5934 c (T)10atcattttctatatttttaattatgaaaaaacaacctgtttttgcaaaa(T)1372 13590353 13590424 TCAAGAACAGATTAAAAGGGGAA CTTTGCTGTTCCTCCTGGTC 259

Ai03B5935 Araip.B03 5935 p3 (TCA)5 15 13620455 13620469 TGCAAGAATGGGTTTAAGGC TGCATGTCCCTCATAAAGCA 247

Ai03B5938 Araip.B03 5938 p2 (TA)8 16 13627215 13627230 CTCACCCATTTTGGGAATGT GTCGCACTCGAAAGGTCAAG 272

Ai03B5939 Araip.B03 5939 p2 (TG)8 16 13627443 13627458 TAGCAGATCTTTGCTTCGCA AGAAGTGGTGGGATACGTGC 149

Ai03B5941 Araip.B03 5941 p2 (TA)6 12 13631376 13631387 TAAAGCTTGTGCTGGTGCAG GGGGCTATTGCCTCCTTATT 179

Ai03B5942 Araip.B03 5942 c (AT)6acgaagaatgttagaaacatttttctttttatttaagtcgatcaacacaaacta(T)1177 13639273 13639349 ATGCTGGAACATCAAAATTATTC CTATCCACGGGGACACAACT 230

Ai03B5943 Araip.B03 5943 c (T)10ccttttctttttcaagtaacaaaacatagagtacaaattaaaacatgtaataaccgtaacaatt(A)13c(A)1098 13639784 13639881 AAGGATTCAAGCTAAGTGAGCA GGTTGGAGTCGAAAGACGAC 270

Ai03B5950 Araip.B03 5950 p3 (GAG)7 21 13669465 13669485 TGGTGATGTTACTGCGTTTTG CATTTGGTCTCGTTCTGCAC 212

Ai03B5955 Araip.B03 5955 c (T)10gggg(T)12 26 13674718 13674743 CCATCGCTGCACAAAGATAA TGACAAATTGACATGCACGA 134

Ai03B5957 Araip.B03 5957 p2 (CA)8 16 13677801 13677816 TCACCCTCAAGAGTCTTCTTTT GCGGGGATATGGAGAAGAGT 263

Ai03B5958 Araip.B03 5958 p3 (TAA)5 15 13678196 13678210 AAGCCAAGGACATCCAGCTA TGCATGCCTGTTGGATATTT 277

Ai03B5961 Araip.B03 5961 p3 (AGA)6 18 13685514 13685531 GCAAAATGTTGGTGTCGTTG GCCACCGAACTGAAGAATGT 197

Ai03B5962 Araip.B03 5962 p3 (GAA)6 18 13685941 13685958 AAAACGCGAACAGAGGAGAA CGCGTTTGTTATACATGCGT 116

Ai03B5964 Araip.B03 5964 p4 (AAGA)5 20 13687275 13687294 TGCATACCTGAACTGTGGAGA TCCAGCCCAACATTTAGTCC 211

Ai03B5965 Araip.B03 5965 c* (CA)6(CACAAT)5*38 13694227 13694264 TCAGCCATATCAGCCGTACA AATTCTCAGCCTCGACGAAA 266

Ai03B5968 Araip.B03 5968 p3 (ATT)18 54 13707286 13707339 CCGGCTAATTCTACGATGGA TGAATTAAAACTCACAAAGCAAAGA 279

Ai03B5970 Araip.B03 5970 p2 (TC)9 18 13710701 13710718 TCTGCGTCAAATTTCATTCG GAGATATGCCGTTAGCAGCC 278

Ai03B5971 Araip.B03 5971 p2 (AT)7 14 13710903 13710916 GGCTGCTAACGGCATATCTC CACATTTTCTGGATTTGGGG 232

Ai03B5974 Araip.B03 5974 p3 (AAT)5 15 13720515 13720529 GCAAAGTCACCAGAAAGATGC CCTTGAGCATGGGTTTGATT 274

Ai03B5981 Araip.B03 5981 p2 (TG)9 18 13736267 13736284 TTATTTTGCTGAACTTGGCCT TCGTCAAGAATGGAGTGTCAA 194

Ai03B5983 Araip.B03 5983 p2 (AG)6 12 13745943 13745954 TTTAAATGAGGACGAAATTAGTAAAAA TTTTCAAAAATAGTACCTAAACAAACC 273

Ai03B5987 Araip.B03 5987 p3 (ATA)58 174 13757609 13757782 CATCTCAAATTTGGCTTTAGCA GCCTTTGTTACACATGGCTG 279

Ai03B5994 Araip.B03 5994 p2 (GA)6 12 13782316 13782327 TTGAACACTTGTGGTCACACC TTGGTGGAAGTGTGGAACTCT 278

Ai03B5995 Araip.B03 5995 p3 (AGA)7 21 13785521 13785541 GGATGAAGAAGGGTCCCAAT AACCTTTTCCACCCCAAAAC 198

Ai03B6000 Araip.B03 6000 c (A)11gaagaagaagatggtgatgatgatg(A)1349 13791442 13791490 TCATCATCTTCCAAGTAATTTTGC CCTCCTCATTTTCTGCTGCT 202

Ai03B6001 Araip.B03 6001 p3 (AAG)5 15 13792410 13792424 TATCACAGGCAAGGTTCACG TCCTCTTCCTCCTCATCTTCTG 253
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Ai03B6003 Araip.B03 6003 p2 (TA)8 16 13795821 13795836 ACGCGTGATTCCCTCTTAAA AAGTGGCTCCAACCACAAAC 186

Ai03B6008 Araip.B03 6008 c (A)12gaaaagaaaaggataatgtgagcttctccaatcgattaggctgaaagagatgtgcgtggtagctggttgttgccttg(GA)11111 13810385 13810495 CGACATGATCGAACTCGAAA CTCCTCCCTCTTCGGATCTT 228

Ai03B6012 Araip.B03 6012 c (A)10c(GAA)6 29 13818105 13818133 GACCGTCACATATGGGTTCC CCCACTCAAACTCAAACGGT 155

Ai03B6014 Araip.B03 6014 p3 (TGA)6 18 13820104 13820121 TGCTGCAGAGAATGGTGAAG TTGCATGGAAGGAGTCATCA 255

Ai03B6015 Araip.B03 6015 p5 (TTTTA)6 30 13820425 13820454 ATGTTTGTGCTGCTGACTCG TGCTAACATTGCTTTCATGCT 200

Ai03B6018 Araip.B03 6018 c (A)14ctttctggtttttcgatcaaatttaatgtatacttaaaaaaatattaaattagattagttcaaatcaatcttcggtctc(A)13106 13828818 13828923 GCACAACAATGGGAAAGGAT TCCCTTGGATGTTCATTGTG 277

Ai03B6020 Araip.B03 6020 p2 (TG)7 14 13831656 13831669 GCCCAAGTGGAAGCAAGTTA GTTTTGCATTTGAGTTGCGA 265

Ai03B6021 Araip.B03 6021 p3 (GGA)5 15 13832769 13832783 GAACACCATAGGGAGGCAGA AGCCTCCTCAGCCTGTTGTA 273

Ai03B6022 Araip.B03 6022 p2 (AG)6 12 13834659 13834670 GTCTCTGATGAAGGAAGCGG TATTCAGTCGCTGCGTTTTG 236

Ai03B6035 Araip.B03 6035 c (T)10gttaaaaggcgtcaaaacgacgccgtttggtggctgggtgg(ATA)772 13872061 13872132 AATTAGGGTTGGGACTTGGG TTGCGAATTATTTTAGGCCG 257

Ai03B6037 Araip.B03 6037 p3 (AGA)12 36 13878138 13878173 CACCATCTGCACCACATTTC CTTGTCAGTGTCGCCAACAT 207

Ai03B6039 Araip.B03 6039 c (TG)16(AG)21 74 13881168 13881241 AGCAAGGAAAGCCACAAATG GGATGAGCGGTGTTCAAAGT 159

Ai03B6042 Araip.B03 6042 p2 (AG)6 12 13891395 13891406 TCATCTCTTCAGGTTCGGCT CACTGCTAATTTGGATGCGA 276

Ai03B6044 Araip.B03 6044 p2 (TA)23 46 13900108 13900153 TGACATTCGCAAGTCAAAGG AAAAGGACATTAATAATTCGGAAAGA 267

Ai03B6045 Araip.B03 6045 p2 (AT)6 12 13905162 13905173 GGTTGTAATAGGGCGGAGGT ATCAATGCACATGGGACAAA 215

Ai03B6050 Araip.B03 6050 p6 (GAGGTG)5 30 13921300 13921329 TGCTGATGGATTGGGTATGA GGTTGTCGGATCTTGTCGTT 244

Ai03B6055 Araip.B03 6055 p3 (TCA)5 15 13932067 13932081 GAGCTCGTCGAAGAACAACC CGAAGGAAGGGAAGGTTAGG 139

Ai03B6056 Araip.B03 6056 p3 (AGA)5 15 13932605 13932619 AGAGGAGAGTGGGAACACGA AACCTGTCTCAACACGAGGG 184

Ai03B6058 Araip.B03 6058 p2 (TA)7 14 13936322 13936335 TGTGAATTTCAGAAACCACTTGA GCTTCGTATCTTGTTAATTGCG 251

Ai03B6061 Araip.B03 6061 p3 (TGA)5 15 13938947 13938961 CGTTTCTGCTCCTCCTCCTC ACCCAGAGCTCAGATCCAGA 187

Ai03B6062 Araip.B03 6062 p3 (TGG)6 18 13939722 13939739 AATTTCAGTTCGGTTTTGCG TGAAAATCGAAATCGTCCCT 252

Ai03B6065 Araip.B03 6065 p2 (TA)6 12 13947078 13947089 TCTGCTGTTTAGGGTGAATGC AGACATCTCATCGCCAGCTT 270

Ai03B6070 Araip.B03 6070 p2 (GA)6 12 13955146 13955157 CCCAAAATGTATCCCCAATG CATCCTGAGTTTGAAGGGGA 231

Ai03B6074 Araip.B03 6074 p2 (GA)7 14 13982155 13982168 AAGAGAGAGCCGTGACGAAA GAGGCAACTTTACCAGCAGC 278

Ai03B6081 Araip.B03 6081 p2 (GA)11 22 13988349 13988370 GGTTAGGGCCACACTGTTGT CTCTGCCACGTTCTCCTTTC 277

Ai03B6083 Araip.B03 6083 p2 (CT)7 14 13992929 13992942 AATTCAACAACCGACGAAGG GCGAGAGAAGCGAAAGTGTT 191

Ai03B6084 Araip.B03 6084 p3 (CTT)5 15 13993500 13993514 CGTGGTTGGAGCTCGTTTAT TTTCAGAATCTGGGTTTCGG 156

Ai03B6085 Araip.B03 6085 p3 (ATT)5 15 13993804 13993818 CTCGTGATTGTTTCGCGTTA AAACGATGGTTTGCTGGAAG 211

Ai03B6092 Araip.B03 6092 p3 (GAA)5 15 14010240 14010254 AAGCAGAGAAAATGGGCCTT ATAAATGCGCTGTGCTGATG 257

Ai03B6096 Araip.B03 6096 p3 (AAT)6 18 14021717 14021734 TGGACATCCATAAGATTCTTGC CGGTTCAGTTGGTGGTTCTT 209

Ai03B6097 Araip.B03 6097 p2 (TC)9 18 14021872 14021889 AAGAACCACCAACTGAACCG GCATCTAATACCGCCACTCC 271

Ai03B6099 Araip.B03 6099 p3 (TTA)5 15 14024033 14024047 CATTTTTAACCCTGACCCCA TCCGCTTCCTCTTTAGCATC 253

Ai03B6101 Araip.B03 6101 p2 (AG)11 22 14027974 14027995 TCTCTGCACTGCCCTTATAGC CACAGGCAGTGAATGGAGAT 161

Ai03B6102 Araip.B03 6102 p2 (AT)9 18 14030074 14030091 AAAAATGGTGGAGGCATCAG ATCAAACTCCCTCACCTCCC 255
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Ai03B6103 Araip.B03 6103 p3 (GAT)5 15 14030496 14030510 TGGTGGCATGATGAGTTGTT ATGCAGCTACCACCGTATCC 156

Ai03B6104 Araip.B03 6104 c (AG)11gaagttaaagggttgaatgtgagaggaactaactaagaggacagacacatgaagaatcttaaagggatttcaggagttactaaaattaacaa(T)10gaaacatattatttatacatgaaaatgagctacttattattttttttatta(T)10185 14034441 14034625 GCTCTCCCTCTCTCTCACTCA GGTTCGAGTCTCCTATCTTTCG 280

Ai03B6105 Araip.B03 6105 p2 (TA)6 12 14037528 14037539 GGATCACAAGTGTTTCCGGT TTTTTAATGTTAATTCCGCCAA 110

Ai03B6113 Araip.B03 6113 p3 (TCA)5 15 14070022 14070036 ATCACTCCCGTCCTCATCAC CCCCAGCAAAGAAAGTCAAT 277

Ai03B6118 Araip.B03 6118 c (T)11caa(AAT)44146 14090995 14091140 GCCAAACACCACAAACAACA TCTGTTGCTTCTCTCACAGCTC 235

Ai03B6119 Araip.B03 6119 c (TAT)21gaagtcatg(AAATAA)6108 14091298 14091405 TTGGTAGAAGTTGGCAGTGG TCGCTGTCATCGATTTTGAG 254

Ai03B6123 Araip.B03 6123 p2 (TA)8 16 14115314 14115329 TTGAGCTTGCGAGCTAATGA AATTGAGCTTGACTCACGGC 275

Ai03B6125 Araip.B03 6125 c (T)11atttgtttgcattgcttattttacacactttgagcaactaaactaagagggtcaagatgaagtaactaacgtatgcatgaataccaaaaattg(T)12116 14123442 14123557 CAAAGGAGGTTTTAATCTGAACAA TGCATGACACAAGAAAATATTTCAA 220

Ai03B6127 Araip.B03 6127 c (T)12atctaatacgtatgtagtcaataattctaattttactttttttttcccccacaaagttgaagctacttaatcagtgagttcatttg(T)10108 14139760 14139867 TTTGGCAAAGAGAAAAATTAAGG GAGGCCAAAGCAAATTAATGA 251

Ai03B6130 Araip.B03 6130 p5 (TTATC)5 25 14142701 14142725 CCTGGGTGCTCCAGTGTATT ACACGACCCAAGATCCAAAG 166

Ai03B6131 Araip.B03 6131 p5 (TTATC)5 25 14152841 14152865 TGAGGATGAGGAGTTTTGGG GGCAAAACTTTCTGAGACGC 271

Ai03B6137 Araip.B03 6137 p2 (TA)7 14 14171466 14171479 CGAGATTTTGTCCGCATCTT GCTGACCCACCTAGTAAAAGAA 170

Ai03B6140 Araip.B03 6140 p2 (GA)26 52 14183545 14183596 GAAACGCCGAAGTTTGGTTA TTTCCCTCCCTATACGTTTCC 278

Ai03B6143 Araip.B03 6143 p2 (GA)10 20 14185152 14185171 TTCCTTCCCAAATTTTTCCA CTCTCCCTTTTGCTTCACCA 205

Ai03B6144 Araip.B03 6144 p2 (TA)9 18 14186002 14186019 CATCATGTTGGTTTTGCAGTG GCTCTTGATGAGCACCTTCA 251

Ai03B6148 Araip.B03 6148 p2 (AT)6 12 14195836 14195847 TGCCTACGAAATAAGGGTTGA GGCAAGTGCCTTTCAGTTTC 268

Ai03B6150 Araip.B03 6150 p2 (TA)7 14 14197304 14197317 CATAACTGAGTTTCACACCCG GGAAATTTCGTGCATGTCAA 257

Ai03B6158 Araip.B03 6158 p3 (TAA)9 27 14214726 14214752 ACAATGCAAACTGCGTTCAC TGCAATAACAAAATTATCCACAATG 261

Ai03B6163 Araip.B03 6163 p3 (CTA)5 15 14229931 14229945 AACACACCAAAATGAACAGCA TTGTTCAATTTTCCGATGAAC 279

Ai03B6167 Araip.B03 6167 p2 (TA)6 12 14235869 14235880 AACGCACCATGTGGTAAACA ATAACCCCTTCCCCCTTTTT 261

Ai03B6171 Araip.B03 6171 c (T)13atcatcatcacca(TCT)644 14244338 14244381 TGCAGCAAATTTGGGTGTAG AAAACAAGAAGAAACTTGAGAAGG 240

Ai03B6173 Araip.B03 6173 p3 (TAT)12 36 14246521 14246556 TTCAATGCCTGTTTGAAAGTT TTAAATTCAAGGATAAGGATGTTTTT 279

Ai03B6175 Araip.B03 6175 p3 (TAT)8 24 14247813 14247836 CTTTTGCTGGCTAAGTGCTG TGGAATAAAACGGTGGTGTT 274

Ai03B6176 Araip.B03 6176 p4 (TAAA)5 20 14248396 14248415 CCTCCCTATGCTACTCTGCG AGGTGGATGCCCATTTATGA 251

Ai03B6177 Araip.B03 6177 p3 (TAT)11 33 14256396 14256428 TTTTTCTTTTACAACATTGCTTCTTT TCATCATCATCAATATGCAGAAAA 202

Ai03B6180 Araip.B03 6180 p2 (AT)13 26 14261973 14261998 TAGCCGGCCTTTACTTCGTA GGATAAACAAAACGATGACCG 162

Ai03B6181 Araip.B03 6181 p3 (AAC)9 27 14264250 14264276 GGGATTGGGTTCTAGGCAAT TGGTGTCGTTTGATCCATGT 170

Ai03B6182 Araip.B03 6182 p3 (AAT)5 15 14265954 14265968 AACATGCAAAATAGCAGGGC TTCGGATTTTAACGCATTCC 239

Ai03B6187 Araip.B03 6187 p3 (ATT)6 18 14279388 14279405 AGCCACATAGGAATTGTTCG GCAACTTGAGTTTATTTATCGACTTTT 253

Ai03B6192 Araip.B03 6192 p2 (TA)7 14 14288905 14288918 AAAACAAATGCAATTCTCTCTCTC CAGAGTCTCATGCTGATAACGTG 276

Ai03B6194 Araip.B03 6194 p3 (GAG)6 18 14298697 14298714 TAGGCTGAGAAGGAGTCCCA GGCAAAGAAAAACGCTCAAG 137

Ai03B6196 Araip.B03 6196 p3 (CGA)5 15 14303892 14303906 CGAGCATGAACAGCAGTGAT TTTATTTAAAATCTGGGTCTTACAGC 232

Ai03B6197 Araip.B03 6197 p2 (TA)8 16 14307170 14307185 TTTTCAGGAACCGGATGAAG GGAGCCTGTGACTCGACACT 275

Ai03B6200 Araip.B03 6200 p3 (AGA)5 15 14311700 14311714 AGAAGGAGGAGGAAAAACGC TCCCGCGCTTCTTCTTATTA 102



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B6201 Araip.B03 6201 p2 (AG)6 12 14315449 14315460 ACATTGATTTGCGGGTAAGG ACCACAGCCATCATCCTCAT 102

Ai03B6207 Araip.B03 6207 p5 (ATTTT)5 25 14326610 14326634 TTTCGAAAATCCTCACCCAC TGGAGAAAGGGAGATGATGG 190

Ai03B6215 Araip.B03 6215 p3 (TAT)6 18 14360286 14360303 ACTTCCGACAAAAACGCTTC GGCCCTCCCCTAATTAAACA 244

Ai03B6219 Araip.B03 6219 p2 (TA)6 12 14369229 14369240 TGGGAGGACATACATCGAGA TTGAATCTAAATCCAAAGAAGAAAA 270

Ai03B6220 Araip.B03 6220 p2 (AT)7 14 14376055 14376068 TCGACCTGCAAAGACAAGGT TGTGGAAAGCGAAGACTCCT 217

Ai03B6223 Araip.B03 6223 c (TG)6tttttgtgttgtgtgagtgcattcaaaggaaaggggggtgtgaaggctagggttaaggtgagtgagtgggggtgagtagggttagaataaaattaga(T)10119 14384263 14384381 CTTTCTTTCCCTTCCCGTTC TCCAAAAACAATTCCTAATTCTCA 213

Ai03B6225 Araip.B03 6225 p2 (AT)7 14 14394841 14394854 CATGCTAGCAATGAGGGACA TTTAGTTGACAGCCTTCGGC 218

Ai03B6228 Araip.B03 6228 c (CTTT)6ctgtctttgttgtgtagcttagctagctctctgcagctactgattccattggaacatgtta(CTT)6103 14411804 14411906 GATTGGTTGGACTGCTTGGT CTCCATGGAACGGAAACTGT 256

Ai03B6231 Araip.B03 6231 p3 (ATA)9 27 14419341 14419367 TCTGCAAATCTATTTTAAAAAGGAAAA TTTTAGATTTGGTTAGATGACCCT 263

Ai03B6234 Araip.B03 6234 p3 (ACA)5 15 14427213 14427227 CAGAAGAACAGCAGAAGCGA ACTGCCTGTTACCCTCCCTC 273

Ai03B6235 Araip.B03 6235 c (T)10cttttaattgaatccttgcaccaaaattttttttaattgggtccctacactttttttttctttttatttaggtccctgtaccaattc(T)11108 14429285 14429392 TCTGCTGGTTCCTATAGTTTTGC TTTTAATTGGGTCCCTGCAC 239

Ai03B6241 Araip.B03 6241 p3 (AAT)6 18 14437964 14437981 TGTTGTGGTTTTGATGATTGAA ACCACATGATCAAACTGCCA 182

Ai03B6242 Araip.B03 6242 p2 (TA)9 18 14438665 14438682 GCTAGAGAAGAGCAGCAAGCA AAATGGATTTTATTTAACCATTCAA 278

Ai03B6250 Araip.B03 6250 p2 (CT)11 22 14448130 14448151 TCGTCGTTCTTCTCCTTCGT GAAGGAGATCGCATCAGCTC 192

Ai03B6252 Araip.B03 6252 c (A)12gaaaa(AAC)532 14453751 14453782 CTCACGATCAAAACGTGTGC GGTAGCTCCGCAGTTAGTCC 238

Ai03B6253 Araip.B03 6253 p2 (TA)8 16 14455172 14455187 TCACGTGAAGTTGATACCTGAGA TTGCACCACGAGTTAAAGTTTTT 265

Ai03B6258 Araip.B03 6258 p3 (TTA)5 15 14465343 14465357 TGCGAACTTGCACTATTTGC TTCAAAATTACTGAATGTGCCAA 201

Ai03B6260 Araip.B03 6260 c (A)11ttacacaaatttta(T)11c(T)1350 14480932 14480981 TTCTTTTATTCTTTTAAGATGTGGCA CATGTAGGCCTGTGAGTATGTGA 266

Ai03B6263 Araip.B03 6263 p3 (TAA)8 24 14490544 14490567 AGTCATTGGCAGATTAGAGGG CGGCTTGGTTAAACTTGCAT 213

Ai03B6264 Araip.B03 6264 p2 (CT)7 14 14490942 14490955 TACAACATAACCGTGTGGCA TCCATTTAAGCTCACGTCACA 214

Ai03B6265 Araip.B03 6265 p4 (TATT)5 20 14491537 14491556 GTGCGGGAGTTATTGAGGAA CTCCACATTTTGAGCCATGA 170

Ai03B6266 Araip.B03 6266 p4 (TTTC)5 20 14492545 14492564 GTGTGCGCTGTAATTGGTTG ATGAGTATCTGGCAGGTGGG 158

Ai03B6269 Araip.B03 6269 c (AG)6acaaaggtaagaagttagagaat(GA)20gtgtgt(GTGA)5101 14503611 14503711 GTGGGAAGCAGAAGAGGTTG AAATCCGACGGTAACTGTGC 234

Ai03B6270 Araip.B03 6270 c (T)10aaagctatgtaattgcattgctttgtaaaaaagaaatatactgtccattatatacagggac(A)1081 14505997 14506077 GATGAAATTGCAGTGGTGGA TTTTTGTGAATCCCTAATCTCTTC 271

Ai03B6274 Araip.B03 6274 p2 (TC)11 22 14514486 14514507 TATCTCCCTCTCCCTCCACC TGATTAAGCTGATCCACCGA 257

Ai03B6275 Araip.B03 6275 p2 (AC)6 12 14515483 14515494 CCCCGTTCATATTCTTCCAC GCTTGCAAGGGACATTTCAT 275

Ai03B6276 Araip.B03 6276 p3 (TTA)6 18 14515945 14515962 AAGAAACCATTAAAACAAACAGCA TCCTTCCACTTCCTCCTGAA 267

Ai03B6279 Araip.B03 6279 p3 (TAA)5 15 14518268 14518282 CGGTCCACCCTTTAAATGAA GCTCTGCATTCTCCACATTTT 257

Ai03B6280 Araip.B03 6280 p3 (TCA)7 21 14519481 14519501 CGATCCGAACGAAGAAAGAG AGTGTGGAAGAGTGCGTGTG 259

Ai03B6284 Araip.B03 6284 c (T)10cctcatcttttttttattattgtcgttgtcaccaccaccatgccaccacctccat(CTC)580 14522032 14522111 CTCGCACCACTAAACATGTCA TGGAGGAGGTTGAAAAAGGA 256

Ai03B6285 Araip.B03 6285 p3 (CTC)5 15 14522396 14522410 CAGACCAGAATGCATCGAAA AAACAAACCGTCAAATTGGG 237

Ai03B6290 Araip.B03 6290 p4 (AAAT)5 20 14539431 14539450 TTTTCTTGTTTTTGCCTTTCAA CGTTGGAGATGGTTTCGATT 209

Ai03B6291 Araip.B03 6291 c (T)13agattaatgtaataaaaagactgaataaatgaataatttaaaagatatctagttaaactga(T)1185 14543032 14543116 AGAAGAAGAAGGTGCGGTGA CTTCCTACACTATTAAGCTCCTGC 268

Ai03B6294 Araip.B03 6294 p3 (TTA)6 18 14556807 14556824 AGCCAGCATTCATGTCCAAT ATGGTCATGGTGGAAGGAGA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B6303 Araip.B03 6303 p2 (AG)6 12 14581282 14581293 AGAAAGCCAGAATCGCAAGA GAACGGACCTCCTCCTTCTC 276

Ai03B6304 Araip.B03 6304 p2 (TA)6 12 14595050 14595061 TCTTGCCACAATGGTGAAGT AACACCCGCATTTGAATAAGA 225

Ai03B6305 Araip.B03 6305 p3 (TCT)7 21 14598149 14598169 CCACAGAGTCAGTGCCAAAA ATTGGTGTTGATGGTGATGC 199

Ai03B6310 Araip.B03 6310 p3 (GAA)6 18 14611515 14611532 GAATTGGAATTGGGGGAAGT CACTCCATCCATCACCATCA 204

Ai03B6314 Araip.B03 6314 c (A)10gaggagggggacaaggaggaggaaaaagaaagagaaaaaggaagagagagaaggaa(G)1278 14614193 14614270 ATTAATGGGACTCCATCCCC TTCCAGATTCGACCGAGAGT 221

Ai03B6317 Araip.B03 6317 p3 (CAC)5 15 14622793 14622807 GCCTCATAAAAGGCCACAAA TTAGATTGGGAGACAACGGAA 123

Ai03B6320 Araip.B03 6320 c (A)10taccagaattatctattaagttttttttgttacagagtcaaaatatttaataacaaatatattattaaacagtga(AT)697 14641831 14641927 TCGATTTGTTTTCCTCGTGA TGTACGTTACATCGTTATAATCTCAA 277

Ai03B6323 Araip.B03 6323 p2 (TC)16 32 14655052 14655083 TTCGACATGGCCTCCATTAT TGTGTTTCTTTGCACTGCTTG 203

Ai03B6331 Araip.B03 6331 c* (AG)9(G)11* 28 14670320 14670347 AAGGAAGGAAAGGAAGGGTG ATACTGGTGTGGAGCCTTGC 225

Ai03B6333 Araip.B03 6333 p3 (TTA)12 36 14671754 14671789 AGGCTTGCAGAACAGCATCT TTTGCAACATGCAGTCCAAT 248

Ai03B6338 Araip.B03 6338 p2 (TA)12 24 14679321 14679344 AAAATGAAGCAACTGGGTGA GCCTAACATAAGCAAAGAGGTTG 202

Ai03B6342 Araip.B03 6342 c (A)10gaattggtacaggaacctaaat(A)1042 14693323 14693364 AGGGACGACAATCATAGGGA CCTTTTAATTAAGTCCTTCCACCA 264

Ai03B6343 Araip.B03 6343 p3 (ACC)5 15 14693786 14693800 CATCATCTTTCTCCTCCCCA GAAGAGAAGGAGGGGTGGTC 244

Ai03B6344 Araip.B03 6344 p2 (CT)6 12 14694191 14694202 CTCCTCATCACCGAACCAAT TGGAGAAAGCTGGCAGAAAT 256

Ai03B6345 Araip.B03 6345 p2 (AG)22 44 14697367 14697410 TTCTGGGTTGGGATGAGAAG GTCGCTTCTTCGTGGGATAA 208

Ai03B6348 Araip.B03 6348 p3 (TTC)5 15 14705734 14705748 TTTCTGAATGCTCGGTTCTTC ATGGCAACAGCAGCATAACA 255

Ai03B6350 Araip.B03 6350 p3 (CTT)6 18 14708772 14708789 CCACTCTTGCCTAACGCTTC GTGCGTAAACGAGCATGAGA 101

Ai03B6351 Araip.B03 6351 p3 (AGA)5 15 14709893 14709907 AAGAAAGAAAACGCGAGCAG CTCCTCCAATCTCCAAATCG 174

Ai03B6352 Araip.B03 6352 p4 (TTTA)6 24 14711205 14711228 TGTAGGGGTTCTGCATTAAAAA GCTGCAATTTCCGATTTTCT 263

Ai03B6356 Araip.B03 6356 p3 (TTC)5 15 14712875 14712889 GGATAAACACCGCGGATATG GTCGCGAAAAGTGAAGGAAG 261

Ai03B6358 Araip.B03 6358 c (GGT)5gttggtgacgacgataacgaaagtaaaaaataataa(AAG)36159 14715697 14715855 CATGATGGAGGAGAAGGATGA AAGTCACGCGCTTCTTTTTC 279

Ai03B6359 Araip.B03 6359 p3 (AGA)5 15 14718626 14718640 CAGCAGGAGCAGAAACAGAA CACTGTTGCTCGTCGTTGTT 243

Ai03B6360 Araip.B03 6360 p3 (TTC)5 15 14731788 14731802 GATTGCAATTGTGGCAGATG TAGAGTGTAGACCCCACCCC 211

Ai03B6363 Araip.B03 6363 c (A)11gagtacatactttgaagtttatacagtagcacttaagcaaagt(A)11gcgttgtgttcttataaaaaaaaacaaagcaacaatctc(A)10114 14747161 14747274 TTTTTCCTTTTGCCAACACA AAAAGGGACAAAGACACAAAAGA 238

Ai03B6365 Araip.B03 6365 p3 (TTG)5 15 14754390 14754404 TCTTCGTTGTCATTGTTGCC TGTTGTGCGTATTTCATTGG 251

Ai03B6368 Araip.B03 6368 p2 (AG)6 12 14760308 14760319 CCATGGGTGATCGAGAAAAT AAGGAATTGGAATTGGACCC 277

Ai03B6371 Araip.B03 6371 p3 (TAA)11 33 14763270 14763302 GCCACACACATAACCAAACG GCATGGTGAATCTAGCATTGG 279

Ai03B6373 Araip.B03 6373 p3 (TTC)5 15 14765810 14765824 ATCGGTGCCTGTCTCTCTGT GAAGAAGAAGGAGCCAGCAA 164

Ai03B6378 Araip.B03 6378 p2 (CT)6 12 14790015 14790026 ATTCAGAGAGAGCTCGCCAA GCCTTCAGATGTAAAGCAACAA 272

Ai03B6379 Araip.B03 6379 p2 (CT)6 12 14793757 14793768 ATTCAGAGAGAGCTCGCCAA GCCTTCAGATGTAAAGCAACAA 272

Ai03B6381 Araip.B03 6381 p3 (TTC)5 15 14797494 14797508 TCCGAGTAGGATCTGGGATG CACGACTTTGGAACTGCTGA 245

Ai03B6389 Araip.B03 6389 p5 (ATTTT)6 30 14823237 14823266 CTCATCAAAATGGTCACCCA ACCGAAACCCTGAAGGTCTA 276

Ai03B6390 Araip.B03 6390 p2 (TA)6 12 14823677 14823688 TCTTGTTCCTAAGCAAAACAATCA GGGAGTCTGGAACATGTTTTGT 258

Ai03B6391 Araip.B03 6391 c (A)10cgtatgactctaaattatttgaataaacttagatattaaaattgtttagatgtggagaataata(T)1084 14825576 14825659 TGATTGGCGTGGTTTAGTCA TGTGCCCAGTACATCCAAAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B6398 Araip.B03 6398 p3 (TTG)5 15 14830340 14830354 ATGCTAGGGCGGTACATCTG TGCAAGGTTGTTTCTGCAAG 114

Ai03B6399 Araip.B03 6399 p2 (AT)9 18 14831177 14831194 CACAAGAACATGAAGTTCCTCAA GGTCAATCTTTTTAGTGCCTCA 233

Ai03B6400 Araip.B03 6400 p2 (AT)7 14 14831353 14831366 TTGAGGCACTAAAAAGATTGACC AACTCATTGGCCATAAACGG 266

Ai03B6401 Araip.B03 6401 p2 (AG)8 16 14836074 14836089 CAGTATGGAGGCTGAGGGAG CTTGGTGCCAAACTAGCCAT 242

Ai03B6402 Araip.B03 6402 p2 (TC)6 12 14844693 14844704 TACCCCTCACTGTGTTTCCC TCCATTCCATCTTTTACCACG 168

Ai03B6408 Araip.B03 6408 p5 (ATTTT)6 30 14858481 14858510 TTCATGCTTCCAAAGTGTGC TTGTTGAACATCAGGTTCGC 205

Ai03B6409 Araip.B03 6409 p3 (AAT)30 90 14859087 14859176 TTTTTCGGCTTGGTCTATACATT TCATCACGTGTCAATCTGTCAA 276

Ai03B6413 Araip.B03 6413 c (TAC)5(TAA)9c(T)1053 14874901 14874953 CCCTTCAAATTTAAACCAGAAAC GCTGGGTGGTTGGAGTGTTA 273

Ai03B6415 Araip.B03 6415 p3 (AAT)6 18 14875654 14875671 TGGAGCCTTGGAGGAAATAA GCCTTGTCTCATTTCATCATCA 211

Ai03B6418 Araip.B03 6418 p4 (ATTT)6 24 14908490 14908513 CAAACTCCAGTTCAAAAAGCAA TTTGGTGAGGATTATGGCCT 240

Ai03B6420 Araip.B03 6420 p2 (AG)7 14 14911316 14911329 TTTGGATTCACTTTTTGGGG GGGGCTACCTTCTCCTCATC 161

Ai03B6421 Araip.B03 6421 c (GA)8ggagggaggtggctgtgaacatt(GA)651 14911766 14911816 TGATGCTGAGATTGAGTGGC CCCATGAAAGTTGAAAACGC 246

Ai03B6422 Araip.B03 6422 p3 (GAT)5 15 14912020 14912034 GCGTTTTCAACTTTCATGGG ACCACGTCCTTCTCCTTTGA 212

Ai03B6424 Araip.B03 6424 p2 (GA)13 26 14915129 14915154 CGACTATCAGTAATCCCGGC TCTCAAAGCCTCCATTCACC 173

Ai03B6430 Araip.B03 6430 p3 (AAT)6 18 14945047 14945064 CACCTGCTGAAATGTGTTGG AAAAATTTGGGGAAACGGTG 258

Ai03B6435 Araip.B03 6435 p2 (TC)6 12 14964312 14964323 CTCGAACTGACCCATCCAAT GACCAAGAGAGGTTGATCCG 173

Ai03B6436 Araip.B03 6436 p3 (GCA)5 15 14966801 14966815 CCCACCACCCCTTCTAATCT TCGTTGTCACTGGTCTGGAA 237

Ai03B6437 Araip.B03 6437 p2 (GA)10 20 14967749 14967768 GAGAAGGGGGTGAACAATGA ACCCACGAAAGTTGAAAACG 265

Ai03B6438 Araip.B03 6438 p2 (AT)8 16 14972797 14972812 TTGTGCAGTGCTGTTTGCTT TGGATGTTTTAATCTGTCCCC 219

Ai03B6441 Araip.B03 6441 p3 (AAT)9 27 14974278 14974304 TTGCAACCTTGGTGGATCTT CAATTTAATTAGCTTGATTGACAAAAA 263

Ai03B6442 Araip.B03 6442 p2 (TC)6 12 14976038 14976049 CCCCTGCATCACCATATACC TGTTCTCAAAAACTTAAAAAGAATACA 270

Ai03B6443 Araip.B03 6443 p2 (TA)7 14 14987312 14987325 TCAAAATTACCAATTGATGACAA CAGGATCGGATTATCCTTTGA 168

Ai03B6447 Araip.B03 6447 c (TG)13(AG)11 48 15015591 15015638 GGTCAAGTTGGCCATGTATTG TGCCCTCTGCTTTGATTTCT 191

Ai03B6448 Araip.B03 6448 c (AG)18aattttggtttttttatttggggggggtggaatcacaactgaaaattacagaata(T)10101 15016298 15016398 CATTGAAACAAGAGATTGGATTT TGGATTCACATTTGACACAGG 277

Ai03B6450 Araip.B03 6450 c (CTG)5(TGG)5ttgtta(TTG)654 15019688 15019741 GTAGAGGAGCAGCTTCGTGG GAGCTAGGGTTTGCGATGAG 245

Ai03B6455 Araip.B03 6455 p2 (TA)6 12 15027182 15027193 ATGTTTCCGCTTTTTGAACG ATCCCCTTCTTTCAGCCATT 276

Ai03B6457 Araip.B03 6457 c (T)10gctagtatttagtgtttaccaaagcgaaagatcatctttttcttttgtctttgtccgtataatagacagtgta(T)1295 15030651 15030745 ATTCGAAGGTGAGAAGCTGG TGTTGTTTATATGAAATGGGTTGC 277

Ai03B6459 Araip.B03 6459 p3 (CTC)6 18 15038163 15038180 CCCTCAAGCAGACCAAGAAG ACCTTCGATGAAGACGGAGA 278

Ai03B6460 Araip.B03 6460 p3 (TTC)5 15 15038335 15038349 TCCGTCTTCATCGAAGGTCT TGTGCACATAACAACACCGA 233

Ai03B6462 Araip.B03 6462 p2 (AC)6 12 15045881 15045892 TGGAATTTTAACCCAAAAACCTT CCGGAATGGGGATTAATTTT 176

Ai03B6466 Araip.B03 6466 p2 (GA)15 30 15056183 15056212 TGCTTCTTAGTCTTCCCCCA CCGTACCAGAAAGGATTTGC 229

Ai03B6472 Araip.B03 6472 c (A)10gagtgaagaaaatgcaggagggaaatgtatcaaaagggaaactgtccttatagtgaaattgctaacccgatggggttaacataaggttattccaaggccc(A)14124 15066534 15066657 AGCGTTTGGACCGTGTTAGT ACCCCGAACTCACCTGAATA 253

Ai03B6477 Araip.B03 6477 p3 (TTC)28 84 15071591 15071674 CGCGCTTCTTCTTTTTCTTC GGTTTCATTGGTGTTGGACC 269

Ai03B6478 Araip.B03 6478 p3 (TTC)8 24 15071911 15071934 ATCTCTTTCTCCTCTCCCGC TCAGATTCAGAACACCTGCG 250
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Ai03B6480 Araip.B03 6480 p3 (AAC)5 15 15075195 15075209 AGCAGCAAAAGCGATCAAAT CCATCTAGTGGGACAACGCT 254

Ai03B6483 Araip.B03 6483 c (T)11cctgccttttttttcttgaataaaacaataaagggc(T)1057 15083107 15083163 GGCTCACTGGCTGACTCTTC ACCGGCAGAGAGCATGTAAT 277

Ai03B6504 Araip.B03 6504 p2 (CT)16 32 15138584 15138615 GGCGAAACTCAAGAGATGCT AAATATATGCTTAAGGGCACCAA 272

Ai03B6506 Araip.B03 6506 p2 (AT)6 12 15140612 15140623 AAGGAAGCCAGTAGCACCAG TTGTTTCAAACTCTACCACTAACTGTG 216

Ai03B6510 Araip.B03 6510 p3 (GTG)12 36 15160666 15160701 CAAAACGTTATAAAATCGTCCTTTT TCCTCTTCACCTTCCTCACC 258

Ai03B6512 Araip.B03 6512 p3 (ATG)10 30 15167040 15167069 GACACCCGGTGCTCCTATTA AATGGCATCCAAGTCCAAAG 239

Ai03B6514 Araip.B03 6514 p3 (TAA)14 42 15175085 15175126 GCCTTGGCCACTTTCTTTTC CTGGACATGCCAAACCTTTT 246

Ai03B6517 Araip.B03 6517 p2 (TC)8 16 15180029 15180044 TTTCTGCGTCACCACATCTC AGCACCCGTGAGTAAGATGG 198

Ai03B6519 Araip.B03 6519 p2 (AT)6 12 15180685 15180696 AGGACGCTGTGTGCATCTTA GGTTATTCCTTCTTGCGTGTG 250

Ai03B6524 Araip.B03 6524 p3 (CAC)8 24 15199138 15199161 GTCTGGGGTCGAAATCAAAA AATTACCTGAGGGAGTGGGG 208

Ai03B6527 Araip.B03 6527 p4 (CTCC)5 20 15203750 15203769 TGTCGTCATCGCTGCTTATC TCCGGTGACAGACTCAGATG 233

Ai03B6529 Araip.B03 6529 p3 (ATA)9 27 15208672 15208698 CATTTGAGTTTTCACCTTATTTTATG AAAATGAAACCAAACAGGTACTAAA 278

Ai03B6530 Araip.B03 6530 c (T)10a(T)10 21 15209345 15209365 TTCAAAATTTCTATCAAAACCGAA TCTACGGAAGGGTCAAGTGG 243

Ai03B6532 Araip.B03 6532 p2 (AT)9 18 15211227 15211244 GGGTCTGTGCTGGGATAAAA TTTTCTGGTAGCAAGTGCAAA 241

Ai03B6542 Araip.B03 6542 c (AG)7g(GA)9gggagagagagtaatttgaaaggagggaaaagagggcttgcggttcgaatttagggtggtgaaagggtt(AG)7g(GA)9gggagagagagaa(AG)9166 15231074 15231239 GGAGGGAACGTTGAGTGAAG AATCCAACGGTAAGTGTGCC 261

Ai03B6545 Araip.B03 6545 p2 (AT)6 12 15243130 15243141 CCCTGTCTTACATTTTCTTCCC TGGTGATTGCCAGAATACTTGT 261

Ai03B6549 Araip.B03 6549 p3 (AAT)13 39 15252222 15252260 GCTCTTCCGGAGCCTTCTAT TGATCAAGTATTCAATTTAACTGTGC 247

Ai03B6552 Araip.B03 6552 p4 (AATA)5 20 15256860 15256879 TGAACACAAACCGCGTAGAA GCTTTTTGGCTCCTTGTTTG 198

Ai03B6560 Araip.B03 6560 p3 (TTC)5 15 15284788 15284802 AGATATGCTGACTGGTCCCG ATAGTGGTGGGAACGTTGGA 277

Ai03B6561 Araip.B03 6561 p2 (AT)9 18 15285858 15285875 GAAACGAATTAAGAGTTTGCTCA TCAAATTTATGAGTTTGTGAACCA 280

Ai03B6567 Araip.B03 6567 c (T)13aatgttaaaaagcatcttgcattatgcgagaatattttttgttttttaaaaaatttggaaaagaattctcattagagaagcattttagaa(T)10113 15296802 15296914 TGGACCGAAAGGTGGTAGAC AAAACCTTCTCGCTATTCACAAA 213

Ai03B6568 Araip.B03 6568 p2 (TC)7 14 15305159 15305172 CGTTTAAAATTTTTCGAACAGAAC GCATTTTTAACTTTTGCTGCC 224

Ai03B6576 Araip.B03 6576 p2 (TA)6 12 15324918 15324929 CCTAGAATCTTGACGCCAGC TAAAATGTGGCATGATCCGA 160

Ai03B6580 Araip.B03 6580 p2 (TA)7 14 15330200 15330213 GCCTCCTCCACAAAAGAGAA TGAGTAACAGTGGCGGATGA 265

Ai03B6581 Araip.B03 6581 p2 (AT)7 14 15330364 15330377 TCATCCGCCACTGTTACTCA AAAAATCACTCTTGACCTTGACA 125

Ai03B6587 Araip.B03 6587 p2 (GA)12 24 15343345 15343368 GGGCTTTACCTTTGATTGAGTTT TTTGGTGCAAACGATCTTCA 198

Ai03B6589 Araip.B03 6589 p2 (GA)8 16 15348322 15348337 CCCCATGAATGGGAAAAGAT TCCCTCTCTGCATTATGCCT 238

Ai03B6593 Araip.B03 6593 p3 (CTT)5 15 15355657 15355671 TTAGTGCAAACCCCTTGGTC CGAAGCCATGAGGAAGAAAG 191

Ai03B6594 Araip.B03 6594 c (TA)6tttgccatgaactgtgc(T)1241 15369010 15369050 AAGCAACAGTAATGACGAATTGAA CGCCCAACATGTACCTTTAGT 248

Ai03B6596 Araip.B03 6596 p5 (AACCG)5 25 15372752 15372776 GGACCGAAAATTATCGCAGA GTGGCTGAGTTGCCCTTTTA 230

Ai03B6597 Araip.B03 6597 p3 (GAA)5 15 15388597 15388611 TTGGGTTTTGCATGGGTTAT ACCCTGTGCTTTTGCACTCT 173

Ai03B6598 Araip.B03 6598 p3 (TTC)5 15 15390952 15390966 TAACTGTTGAAATGCGGTCG ATGAAAGCTGGTGCCAAAAC 157

Ai03B6599 Araip.B03 6599 p3 (TAT)16 48 15392749 15392796 AATAACGATTTCCATTCGTTTAATA TTTTTATATGTGCCCGTACAGTG 278

Ai03B6600 Araip.B03 6600 p2 (TA)7 14 15394434 15394447 AGACCCCAATAACCATGGAA CGTACTGGAGCCATCGAAAT 251
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Ai03B6601 Araip.B03 6601 p2 (TA)8 16 15394771 15394786 CATGGGAATCCTCATTCGAC GAAAAGATCAAAAGCTGAAACCA 242

Ai03B6602 Araip.B03 6602 p3 (TTA)6 18 15395737 15395754 TGGTTCATTTGTTTTCCTCCA ATTTACAGCAACAGCCACGG 166

Ai03B6603 Araip.B03 6603 p2 (TA)8 16 15399557 15399572 ATGCATAAGCAATTTGGGTT TGATCGCATATATTTTGGGAGA 200

Ai03B6610 Araip.B03 6610 c (T)10ctttttttttcctgtgtcttc(T)1041 15412962 15413002 TTTCCTTTCTTTTCCTTCCTCC TTTTCTTCATCCTTCTTGTTCTTG 233

Ai03B6611 Araip.B03 6611 p2 (AT)10 20 15424548 15424567 CACTCATCCCAAAAGCTTCA CGGCAACTCATGTCTTCCAT 223

Ai03B6613 Araip.B03 6613 p2 (AT)8 16 15429753 15429768 TTGGTTAACTTTTCGGCACC TGTGCAGTGTTCCTGCATAAT 271

Ai03B6614 Araip.B03 6614 p3 (TAA)12 36 15431074 15431109 GAGACCAGAAGCAATTAGCCA GAGGTGTTTAAGAATAGGAAGACG 261

Ai03B6616 Araip.B03 6616 c (T)10aaattgttata(T)1031 15438047 15438077 CCGTGTCTGTGTCAGTGTCC CTTGCATGAGTTTTTGCTGC 274

Ai03B6620 Araip.B03 6620 p2 (GT)6 12 15447352 15447363 GAGAATGGAAAAAGAGGGGG TTTCCGTCAAAAACCTCACC 169

Ai03B6622 Araip.B03 6622 p3 (ATT)6 18 15448155 15448172 GGCAACACCATCAGAAACCT TTGGCAATAAGTTGACTTGGC 244

Ai03B6623 Araip.B03 6623 c (T)11aattatttaactacgtgattaattt(A)1046 15449058 15449103 TGTTGGAATGTACAAGGGCA TTCCATCAAGCTGGCAAAAT 164

Ai03B6635 Araip.B03 6635 p2 (TA)8 16 15467265 15467280 GCTGCACTTAAAATGGAACG GCTTCCTAGAATATTGATCGCC 221

Ai03B6638 Araip.B03 6638 p3 (ATA)19 57 15468927 15468983 AAAAGACACAAACCTTTATCCAGA AATGCACAATAAAGACCGAGTT 280

Ai03B6639 Araip.B03 6639 p2 (GA)10 20 15470442 15470461 ATTTGACTCCATGCCACTCC CGTAACCACTGTCCTCTTCATTT 157

Ai03B6641 Araip.B03 6641 p4 (TTAT)5 20 15476017 15476036 TAACCGATCCAATCCAATCC AAGTCTTAACAATATCTTAAAAAGCCA 244

Ai03B6642 Araip.B03 6642 c (T)12aatttacatattagtttatatattaaaattatcgattaaag(T)1063 15478931 15478993 CAGATTTAGGCTCTGGTCCG GCGTAGTAGCATGATTCTTATTTGG 260

Ai03B6644 Araip.B03 6644 p3 (AGG)8 24 15493420 15493443 CCTCGTGCTCAGTAGGAAGC TGATGATGGGGGAGAAGAAG 178

Ai03B6648 Araip.B03 6648 c (TG)6(T)10 22 15496538 15496559 ATTAATAAGTTTGTGCTATGTGCAA AAACTGGATCGGAGATGAAGA 261

Ai03B6649 Araip.B03 6649 p2 (TA)6 12 15499656 15499667 GTGGTGATGGTGAGATCGTG ACGGAACACAACTAGGCACC 219

Ai03B6657 Araip.B03 6657 p2 (GA)11 22 15521647 15521668 ACACGGACGCTAAGAGGAAA GTCCCTCTCATCTCTGTCGC 251

Ai03B6658 Araip.B03 6658 p4 (CATA)11 44 15529829 15529872 AAGGGCTAAAATCAAAATTAAAAAT CCCCCAAGATACACATCACC 228

Ai03B6662 Araip.B03 6662 p2 (AT)15 30 15551030 15551059 AAAAACAATGCCAAAAAGCG TCTGGGTAAAGTACCGTGGC 199

Ai03B6663 Araip.B03 6663 p3 (TAA)7 21 15553877 15553897 CGTACCTTTGAAGGCTAGAACC CGAATCAAGAAAATAAGGTGTAAGA 280

Ai03B6664 Araip.B03 6664 p2 (TC)10 20 15555781 15555800 GATGGAGATGGAAGCTGGAA GATGCCACTGTTCTGTCACG 167

Ai03B6665 Araip.B03 6665 p2 (TG)7 14 15556129 15556142 TCTTCCATCTCAAAAACCCG AAACCCTAACCCACTCACCC 128

Ai03B6667 Araip.B03 6667 p2 (GA)8 16 15557971 15557986 ATTTAACGAGCACAGGCAGC AGTGAACCGTGACCTTTTGG 243

Ai03B6668 Araip.B03 6668 p2 (AT)8 16 15559214 15559229 GCACAAGCAAGCAATTCAAA GTAAGGGTGACCGGGAACTT 266

Ai03B6672 Araip.B03 6672 c (T)10ctagttataactttaactaaggttctaagaaaacttgttagc(A)1567 15562491 15562557 ACCAAGAACATGGATCGGAG TTCGTCACTCACAAAAGTTAGGA 220

Ai03B6677 Araip.B03 6677 p2 (TA)6 12 15571407 15571418 AGGTCTTGTTTCCAACCACA GACTTGGGCAAGCAAGTAGC 185

Ai03B6679 Araip.B03 6679 p2 (AG)18 36 15573606 15573641 TGTGTGGAATAAAAGGGTGGA GCAGTTGAGAAGGGAAGGTG 189

Ai03B6682 Araip.B03 6682 c (A)10tttcttccttcaaatgaaaccagttataacttcttctataaaatactataatttgagcc(T)1180 15577323 15577402 TTGTCGAAAGTTTAAATTATGTTTTG CCATCAATGAGAATAGACCACTTG 237

Ai03B6683 Araip.B03 6683 c (GAT)5gacactaacaccgccaacaagaagaagaagcagctaataagagaatcatcaaacaaggaattatgg(TCA)596 15578489 15578584 AATGCCCGAGTTAGGCTATG TGGTGTTTTGGTTGGAGTTT 259

Ai03B6684 Araip.B03 6684 c (T)12ctcgagaaatctttctgtggacatggaaatgaagccgataagagagacaaatag(CAA)581 15578791 15578871 TCTCAGCAAATTCCAACAACA CCCAAAAGAAGCCATCAAAG 269

Ai03B6685 Araip.B03 6685 c (GGA)8aggat(TCA)544 15579164 15579207 TGGGAATGGTGTTTCACTCA TGGCATTGTTCTTCATTCCA 212
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Ai03B6686 Araip.B03 6686 p3 (TAT)7 21 15579755 15579775 CAATTCCAAAAACCGCAATC TCACAAAAATAAATGAAAAACACGA 276

Ai03B6687 Araip.B03 6687 p3 (ATA)7 21 15587547 15587567 GGTCGGTCTTGTAACCGAAA TTTTATGAAGTCTGTGAATAATGTTGA 272

Ai03B6690 Araip.B03 6690 p4 (TTTA)5 20 15594067 15594086 TGGTTGCAATGTGCCTATGT GTGAGGGGAAGTCTCAGCAG 122

Ai03B6692 Araip.B03 6692 p3 (CTT)5 15 15618701 15618715 ACACAAATCGGACCATGTGA CATGCAGAGCAAGAAGCAGT 257

Ai03B6700 Araip.B03 6700 p3 (ATC)6 18 15647827 15647844 CGTCATCACTACCACCACCA AATCCAATTCGCCCCTAGTT 222

Ai03B6701 Araip.B03 6701 c (T)10gtgaaaaccagtgttgatgattaaggatttggattttgaatggaatctatgagttttgaattg(T)1083 15648074 15648156 AACTAGGGGCGAATTGGATT CCGAAACTATCATTAAACGTAACAAA 254

Ai03B6706 Araip.B03 6706 p2 (TA)7 14 15673149 15673162 GTTGCTGTTGGAGTTTGGGT TTGAATGCACGTCTTCAACC 169

Ai03B6707 Araip.B03 6707 c (AT)9agaaaatt(A)1036 15677100 15677135 GAATGTATTTGCTGTGTTTTGC TCCTGTGTGTTTCCTTCTCTATGA 273

Ai03B6708 Araip.B03 6708 p3 (GGT)6 18 15683088 15683105 TGTATGCGACGATAAGAGCG TGGGAAGCGATGAAATAAGG 247

Ai03B6709 Araip.B03 6709 c* (A)10cacaaacgcacacgcacacgcacacgcgcgaaaagagcgaaaaacac(A)10(AC)9*84 15683406 15683489 TACGCACATGTGTGAAACGA GGACTTCTGTAGCTCGCTCG 195

Ai03B6710 Araip.B03 6710 c (GTG)6gagaaggtaattgtgttggtagtagtgagggtatttttgtccaaaaaaaataaaaatgacgattttaatac(A)1099 15684422 15684520 CGAAACCGTCCCTCATCTAA TTTCAGCCAGAATCGAAACC 270

Ai03B6717 Araip.B03 6717 c (A)10gtaataaaaaaaggtttaattactctgttgattcctatagtttcgtgaaattttcaattaggtccttatac(T)12aattgggtctctgcactaa(T)10122 15700194 15700315 TCTAAACGGCTAAGTCTGTCATTT CGTCCCTATAAAATTAAGCCAA 258

Ai03B6721 Araip.B03 6721 c (T)11gtaaagtattac(A)1033 15709135 15709167 CATCAGCAAAATTGAAGGCA TTGCAAGGCTGAGACAGCTA 234

Ai03B6726 Araip.B03 6726 p2 (AT)7 14 15711522 15711535 CGGCGAACTTGGCTTAAA TGAGCTAACGTGCATTATCAA 280

Ai03B6727 Araip.B03 6727 p2 (TA)6 12 15712234 15712245 CGGAATATGACAATTTACACATGA TGATTCATTTATTTACTGGGTCTTGA 269

Ai03B6728 Araip.B03 6728 p2 (TA)6 12 15712409 15712420 AAATGATTTCAGTTTAACCGTTG AGGCGTCACTCTTTGCATTT 210

Ai03B6736 Araip.B03 6736 p2 (TG)6 12 15724015 15724026 GCTCACGGCCAGTAGAAAAG GGTGGAAATAAGGGGGAAAA 234

Ai03B6740 Araip.B03 6740 c (T)12aattgaaggcatatttgctcaaacatattgaaatcacatcatgatatggctttct(TAA)582 15739447 15739528 CACAGTAGCAGCAAATCAAACTG TCGATGTGGTTGAGTGACATT 266

Ai03B6746 Araip.B03 6746 p3 (AAC)5 15 15754431 15754445 CATTCCCACTTTTATTCCTCCA TGAGGTTTGGAAGGGTTTTG 265

Ai03B6749 Araip.B03 6749 p5 (CTTTT)6 30 15758465 15758494 GGCACCATAACGTTTCATCC AAGGTGCGTGTGACTGACTG 204

Ai03B6750 Araip.B03 6750 p3 (ACG)7 21 15768672 15768692 GGTGTGTACCAAGCCCAGAT TTTTCACATAATTAGTGGTTCATGC 273

Ai03B6752 Araip.B03 6752 p2 (AT)7 14 15770574 15770587 AAATTCTGGTTGAAGCACGTT GATAGCGACAACACGAAGCA 271

Ai03B6754 Araip.B03 6754 p3 (AAT)5 15 15789652 15789666 CCTCACTTGTCAATGAAGATCC TGCATTGGAGAATTTGGTAGAA 270

Ai03B6756 Araip.B03 6756 c (A)10gaactttgacgtttacacagtaacactttagtt(A)1457 15791630 15791686 CCATTTCTTTCTTTGTCAGCC TCAAAATGAAAATAAGGACAAAAGT 248

Ai03B6757 Araip.B03 6757 c (T)13ctccatgtctcctctttttcttctcattcttcttctttttccgtgcc(TCT)17111 15805657 15805767 CGAACATAAACACCTGATTCAAA GAACGAGGAGAAATACGACGA 267

Ai03B6758 Araip.B03 6758 p2 (AT)6 12 15806654 15806665 TGGGCAACAAGAAAACTTGA TCTTTCATAGGCCAATGCTCT 245

Ai03B6759 Araip.B03 6759 p2 (TA)7 14 15809485 15809498 TGTGAAAGAATAAGGAAAGGAAAGA TTCACAAATTCAGCCCAACA 233

Ai03B6760 Araip.B03 6760 p2 (AG)6 12 15832699 15832710 TCGAATTTGGGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai03B6762 Araip.B03 6762 c (T)11gaaaaagattttgaaattagcaatcaaaaagatatgattgaaaattattttgaaaaagatatgatttagaagatatgattgcaaatt(A)11109 15837570 15837678 TTCGAAATTTGAAAGAGGAAAG TTTTGCAATCATATCTTCTCAATCA 198

Ai03B6763 Araip.B03 6763 p2 (TA)10 20 15855776 15855795 AGGCCTAACACAACCCTCCT ATCGCTGGCCAAATAGATTG 243

Ai03B6764 Araip.B03 6764 p3 (ATT)7 21 15856955 15856975 TCAAACCGAGTCTTTCGGAC GTGGGAGCTAACCGCTTATT 120

Ai03B6766 Araip.B03 6766 p3 (ACA)5 15 15860123 15860137 CACCATGAACCAACAGCAAC GTCGTTGAAGAGGTGGTGGT 250

Ai03B6767 Araip.B03 6767 p3 (ACC)5 15 15860320 15860334 TCATCGTCATCAAGAACCCA ACGAGGAAGGGGGAAGAGTA 267

Ai03B6774 Araip.B03 6774 p3 (AAT)9 27 15875686 15875712 GTTGGTGGTGCTTTCCAGTT CGCAAAGAGAGGGGTAACAA 276
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Ai03B6778 Araip.B03 6778 c (T)10aaaaaagg(T)1432 15882719 15882750 AACGTTGGGGATAAAAACGA GCAAATGTAAAGTATAAGCCAACG 280

Ai03B6781 Araip.B03 6781 c (CAA)5gaggaaaaagataaccaagattccttcaagatgaagaagatcgcttcgtcggaggagctcacgcaacaccttcccaataattcata(TTC)6119 15888301 15888419 CCCTCCTCTGCTTCTTCCTT CCTTTCTGCTTCCTCCTCCT 228

Ai03B6782 Araip.B03 6782 p6 (AGAACA)7 42 15888819 15888860 GACTGGCTCTGATTCCTTGC GTGGAGGAAAACACCTTGGA 203

Ai03B6783 Araip.B03 6783 p3 (TTC)5 15 15888978 15888992 TCCAAGGTGTTTTCCTCCAC TGATCATTGGCGAAAGTGAG 213

Ai03B6784 Araip.B03 6784 c (GAA)6gat(GAA)948 15889192 15889239 TTCCCGAAGTCGAAGAAGAG ATGAAGATTACCACCGCCAC 218

Ai03B6785 Araip.B03 6785 p3 (CAA)5 15 15889377 15889391 GTGGCGGTGGTAATCTTCAT AGAAGAAGGTGGTGGTGGTG 224

Ai03B6786 Araip.B03 6786 p3 (CAA)5 15 15889623 15889637 CACCACCACCACCTTCTTCT CTTGCAGCCCTTGAAATTGT 182

Ai03B6787 Araip.B03 6787 p3 (ATA)5 15 15890109 15890123 TCCACTCATTCATGGAGCTTT GCAGGACAAGACACCCTACC 240

Ai03B6789 Araip.B03 6789 p3 (GAA)5 15 15893249 15893263 TTCTTTGCGTGTTTCCTCCT CTCCTCCTCCTCTTCCTCGT 243

Ai03B6790 Araip.B03 6790 c (TC)15tgttgcaatggaggttacttctgttagggtttctttttatt(TA)785 15900522 15900606 AATGGAAGAGACGAGCTCCA TCGCAGCTCATGAAGCTAAA 253

Ai03B6791 Araip.B03 6791 p3 (TCT)5 15 15904639 15904653 TTAGATCACGCGCTCTTCCT GCGAAGAAGAAGGCAAAGAA 133

Ai03B6792 Araip.B03 6792 c (AGA)6ggaggaggagggggaggaagaggagaagcagaagaagaatctgcgtgcgcgaagatga(AGG)591 15905195 15905285 GCAAAATGTTGGTGGTGTTG GTGCCTATTTTCTCCTCCCC 233

Ai03B6796 Araip.B03 6796 p3 (AAC)7 21 15938665 15938685 TTTCGTTGTTTTGATCCGTTC CATGAGGTGGTCAAACGAGA 168

Ai03B6797 Araip.B03 6797 p2 (CT)6 12 15938959 15938970 AACCACCTGAGACGCAATTC GGTGGAGTGCATCTGGTTTT 279

Ai03B6803 Araip.B03 6803 p2 (TC)7 14 15954634 15954647 ATTTTCCCGAGAAATTCGGT TATGTTCTCCGTTCCGTTCC 156

Ai03B6804 Araip.B03 6804 p2 (TA)8 16 15964183 15964198 CCCTCCTTACAAGCGAAGAA ACTCGACCTGCGAAGCTAAG 213

Ai03B6806 Araip.B03 6806 p2 (TA)6 12 15968074 15968085 TGCAGCATTGTTGACTTTGA GGCAGTACTCGCTTTATGGC 267

Ai03B6811 Araip.B03 6811 p2 (AT)8 16 15985837 15985852 AGACCTCCTTGCCATTCAAA CCTATTAAACTTTCTTGGGGGC 190

Ai03B6821 Araip.B03 6821 p2 (AT)9 18 16068118 16068135 AGGGATGTGTTTGGACTTCG GATATCAAATGGGTCGTGGC 270

Ai03B6823 Araip.B03 6823 p3 (TTA)6 18 16071768 16071785 GCCCAAAAGAACCGTGAATA GTGTCTTCGCCTCACCATTT 190

Ai03B6825 Araip.B03 6825 p3 (TTA)6 18 16098747 16098764 GCCCAAAAGAACCGTGAATA GTGTCTTCGCCTCACCATTT 190

Ai03B6827 Araip.B03 6827 p3 (CTC)5 15 16108673 16108687 TGAAACACACGGGAGTCAAC TCAACGAGAAAAGAAGGAGGA 239

Ai03B6828 Araip.B03 6828 p3 (TCA)7 21 16109727 16109747 CCTCCTCATCTTCTGCTGCT TTGCCTCTCTAGCAGGACTCTT 169

Ai03B6829 Araip.B03 6829 p3 (ATC)5 15 16110530 16110544 TTCTGCTGCTGCTTCTTCTTC TGCAACATTGTGTTTCTTCTTTTT 174

Ai03B6835 Araip.B03 6835 c (TTG)5ctttatgtgaagaagatgatgatggaggtata(GTG)665 16157641 16157705 AGTGAGGGAGGAAGAACCGT GTTCAAAGGCACCACCATCT 147

Ai03B6836 Araip.B03 6836 p3 (ACA)12 36 16158778 16158813 CAGAAGCACCAACAAAAGCA CGTCGCTTCTTCTTCCATTC 264

Ai03B6839 Araip.B03 6839 c (T)10ggattgaaaagtaacaaaagaacaaataaaaaagagaaaat(A)1061 16167481 16167541 TTGATTTTGTGTGTGTATTGTCTGA TCCGTTGCTTTGGAAGAAGT 223

Ai03B6840 Araip.B03 6840 p3 (ATT)5 15 16173990 16174004 TCCTATTCAAAGACGTGCCT GCTATTTTGTGTTCTCACACGTT 268

Ai03B6841 Araip.B03 6841 p2 (TC)6 12 16174258 16174269 AATTTTCCCTCCGTTTGCTT CTGAATGTGAATCTTCCGCA 219

Ai03B6848 Araip.B03 6848 c (T)10atggtaattaattagcttttaataaagaatgtactagattatcgagaaacataaggt(A)1178 16183417 16183494 CACCACAAAATGAGTATAGAAAATGTG CAGTGCGAACTGTTTATGCG 280

Ai03B6851 Araip.B03 6851 c (TG)6ttt(TGA)5 30 16186862 16186891 TCCATGCAATGGTGGTAAGA GCAAAGCTGAATTGTTGAACC 157

Ai03B6853 Araip.B03 6853 p2 (TA)8 16 16189597 16189612 TGGTCAAACTGTAACCATCACA TCACATTCCTTCGCAACAGA 269

Ai03B6857 Araip.B03 6857 p2 (TA)6 12 16197875 16197886 CAGCCCAGAAGAAAGAGGTG GCACCCACAACAATGCAGTA 250

Ai03B6859 Araip.B03 6859 p3 (TCT)5 15 16199634 16199648 TGGACTTCATTCCCAATTTACC AATGCAAAGCTGCTTCTTCC 260
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Ai03B6860 Araip.B03 6860 p3 (TTA)7 21 16199866 16199886 TGGCTAAATACGGAAGAAGCA TCTGCAACACCATTCTAGCG 228

Ai03B6862 Araip.B03 6862 p3 (AGT)11 33 16200244 16200276 TGTGGGTGTGAGTGGAGAGA TCTTGGTATTCTGTAAAATCGTTGA 119

Ai03B6865 Araip.B03 6865 p4 (TATT)5 20 16224800 16224819 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 248

Ai03B6868 Araip.B03 6868 c (T)12agaacttacgtagttgcagatttttgtttttttctgc(T)1059 16239453 16239511 ACCGATTCTTCTTCCCGACT CAAACCTTTGGATTGCATGT 274

Ai03B6869 Araip.B03 6869 c (T)10cttctttcttttc(T)1235 16239880 16239914 TGCTAAGTTCACCTCCAGCAT CTGTTTCAAGGCATCGTCAA 280

Ai03B6871 Araip.B03 6871 p2 (AT)7 14 16246678 16246691 CAAGAGGGATATTGTGCCGT TCTTGGCTCCAATAGTGGCT 164

Ai03B6872 Araip.B03 6872 c (T)10gagaacttacgttgttgcagatatttg(T)1249 16250451 16250499 CTTCTTCCCGACTGAACCTG AACAAACTTTCGGATTCCATGT 270

Ai03B6874 Araip.B03 6874 p2 (AT)7 14 16252660 16252673 TCTTCGGTTCGCTCATCTTT GCTCTGGTATTTGGGTGCAT 263

Ai03B6876 Araip.B03 6876 c (A)10cccaatccggtccttgataattacctcaaaaggacaacaaggcccttgtgccaaaaaaatcaatgttg(T)1088 16254576 16254663 AACAAGGGAATGACCATCCA GGACAACGAGAACCCCAATA 280

Ai03B6881 Araip.B03 6881 p2 (GA)7 14 16293632 16293645 GAAACGAACGTTGCTTTGGA ATTGTTGCAGGCCAAAATTC 245

Ai03B6882 Araip.B03 6882 p3 (AAC)6 18 16294040 16294057 ATTGAATTTTGGCCTGCAAC TTCATGTAGCCGACCCTACC 267

Ai03B6886 Araip.B03 6886 p2 (GA)7 14 16316374 16316387 GAAACGAACGTTGCTTTGGA ATTGTTGCAGGCCAAAATTC 245

Ai03B6887 Araip.B03 6887 p3 (AAC)6 18 16316782 16316799 ATTGAATTTTGGCCTGCAAC TTCATGTAGCCGACCCTACC 267

Ai03B6891 Araip.B03 6891 p3 (CTC)5 15 16331354 16331368 TGCTCCTCCTCCATGCTAGT GAGTAGCGATGACTGGCACA 175

Ai03B6892 Araip.B03 6892 c (A)31cctgtnnnnnnnnnnnnnnnnnnnnnnnnnggaaccgatctctcaatttcttacactttcgtttaatgtactgtactaaaacatggtattagg(T)14138 16332248 16332385 TTAGAGCATTCCCAAAAGGG CGGGTACGATTTAACAACAACA 198

Ai03B6893 Araip.B03 6893 p3 (CCT)7 21 16341679 16341699 AGGAGGCTAAAGCGAGGTCT ACCTCACCAGAAGAGCCAGA 210

Ai03B6895 Araip.B03 6895 c (T)11aagttttggatgtgttttttttacgtgttttggaa(T)11gaagtccatatactagttagctagtaccctagttcacatccaaaaaaat(A)11gctagtaccctagttaattacttagcgaaattataaacgatattaaacctttgtaataagtcc(A)11191 16349821 16350011 CGTCACACACAGCGTTCTTT CGAGCCAAGTCCTTATTACAAA 279

Ai03B6898 Araip.B03 6898 p2 (CT)8 16 16355930 16355945 GCAAGCAAAATTATCCAAACC GTGCACAGAAGCTGGAAACA 209

Ai03B6899 Araip.B03 6899 c (CTT)5tgcattcctcctcattttttcttcgcattc(CTT)560 16357260 16357319 GCGCTTCCTCAACTTTGAAT GAACCACGATGAGGATGAAAA 171

Ai03B6903 Araip.B03 6903 p2 (TA)9 18 16363863 16363880 CCCTCTTCGTTCCCTAGTGTT GAGAATCATCTCTCAGCGTCAA 262

Ai03B6904 Araip.B03 6904 p2 (TA)6 12 16368647 16368658 CTTGAGGGAGGGTGTTGAAT TGAGACAAGGATTGTGTTTTGG 236

Ai03B6912 Araip.B03 6912 c (TG)12(AG)19 62 16386302 16386363 ACAGCAGTCCACATCCAACA GCTTGCACGAGTTTTCACAA 276

Ai03B6913 Araip.B03 6913 c (AG)10atgaaagaagaagaggaattgaagtggaatgaatgagctgaagactaaatgaagcagtggtgaacccatacttcagtagttcagatagttacagtgcagc(TA)8136 16386496 16386631 TTGTGAAAACTCGTGCAAGC GAGCTTTGATTAGGCGATGC 252

Ai03B6914 Araip.B03 6914 p2 (GA)7 14 16389061 16389074 GTGGATTTGGGGAAAAGGAT ATTCCCTCTCGGACACACAC 151

Ai03B6917 Araip.B03 6917 p2 (AT)8 16 16397080 16397095 ATGACATGGTTGTTGAAATAATAAAT TTGAATTTTACAAAGCAATAAGGA 213

Ai03B6920 Araip.B03 6920 p2 (AT)6 12 16410369 16410380 CCTCCTCCCAAAACCAACTT TTTAAATCGCTTGTTTGGGC 237

Ai03B6924 Araip.B03 6924 p2 (AT)7 14 16432357 16432370 AATTTTGGATGAAAAGATTTGATTT TCAAAATGTGTAACATGACATTCTC 274

Ai03B6929 Araip.B03 6929 p2 (AT)10 20 16447053 16447072 TTGCACTTTAAAGCCCATAAAT TTGAATGAACTAAAACATCGGAGA 237

Ai03B6931 Araip.B03 6931 p3 (AAG)6 18 16449492 16449509 CCAAACCCCATAATCCAATG GCACTGTGCATAGCAGGGTA 273

Ai03B6932 Araip.B03 6932 p3 (ATT)15 45 16461063 16461107 TCATTGGCTCCCTAACTCTTGT TAGTGGGATCAAGGAGTGGG 211

Ai03B6934 Araip.B03 6934 c (T)10ggcacagggattaatcagtctc(A)10tatcagacactagatttggtg(T)1073 16462141 16462213 AAAAATGCAATCCGGTTCCT TACCCCATTCGACTCCTGAC 200

Ai03B6939 Araip.B03 6939 c (A)10gg(A)10gtaattttacaataaaaaaatgagtaactatatttggtgtgagcata(AT)885 16471851 16471935 CCATAGAATTGACCAAAAATTAAAA CAAGAATGCCTAAGGATGAAGG 276

Ai03B6941 Araip.B03 6941 p4 (TATT)5 20 16473582 16473601 GAAAAAGATGGCTCGGTTCA TTGCTTGCATGCTTGTTGAT 203

Ai03B6947 Araip.B03 6947 c (CCA)5cctccttcaatcctcctcattctcatctttttcctcctcctccttcttttcttatttgatttcttct(TTTC)6106 16492728 16492833 GGAGCTTCGAATAGAGGCAA ACGACGACGATGACAATGAA 274
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Ai03B6948 Araip.B03 6948 p3 (CCT)5 15 16493026 16493040 TCGTCGTCGTCATCATCTTC CCTCAAATTTTTATGTCATTTCAA 273

Ai03B6950 Araip.B03 6950 p2 (AT)6 12 16494135 16494146 GCATAATTCAAAACTTGTCCTCC TGTCCCGCGCTAATACTTTC 273

Ai03B6952 Araip.B03 6952 c (T)10c(A)10 21 16496839 16496859 CGTGAAAGTGGCATAATAAGTCAT GCAATTTCTTATCTTTCTCTTCTCTG 280

Ai03B6956 Araip.B03 6956 c (GA)6gtccctcaaaggcattgattgaatgcaaaataaaaaataagaggaaagaaaatgagagaaaaaaatggaaaaaaaagtgta(T)10103 16508358 16508460 TTGGTGCTTTAGAGCATCTCC CATTCATTTTCTCTTTATCCAAACAA 245

Ai03B6959 Araip.B03 6959 p2 (TA)10 20 16515472 16515491 ACGTTTTGCGCTTTTCAAAT AGGTTGAGGGTGGCTATGTG 197

Ai03B6961 Araip.B03 6961 p2 (TA)10 20 16519053 16519072 CGTGTCCATAGGAAGTGCAA GCTTTGGAGTTCGAGTCAGG 250

Ai03B6962 Araip.B03 6962 p2 (AT)6 12 16519282 16519293 GCCTGACTCGAACTCCAAAG ATTTATCCCCGGATTTGTGG 272

Ai03B6966 Araip.B03 6966 p2 (AT)8 16 16534360 16534375 TCCATGCAGATCAAAACATCA TCCTTGGCTTGATTCTCACC 232

Ai03B6969 Araip.B03 6969 p2 (AT)6 12 16545394 16545405 GGAGCTGATCCATGAATTGTT CACCTTTGCACCTGTTTTTG 249

Ai03B6970 Araip.B03 6970 c (TCA)5gctgctacttcaaccatggcaacaatctcagcttcagcaccattcccaactatcacattggaccttactcatgatgactcccccat(CAA)5116 16545761 16545876 ACCAATGACAACACCACCCT GGCCTTATTGGGAACTGAAA 212

Ai03B6971 Araip.B03 6971 c (TAA)5agatcatagtaa(TAG)542 16546000 16546041 AACCACCCTTTTCAGTTCCC GTTGAGTAGGAGCAGCAGCA 277

Ai03B6972 Araip.B03 6972 p4 (AAAG)5 20 16547168 16547187 AAGAAGGGAGATAGCACGCA CAACCACTCAATTTCAGACCC 106

Ai03B6978 Araip.B03 6978 p3 (ATT)5 15 16558436 16558450 GTTGGCCCTGGATCTGTAAA CTATTTGGATTTCGGCAACG 271

Ai03B6980 Araip.B03 6980 p2 (TA)6 12 16566902 16566913 CCAGTGAGGCACATGAGGTA CTTCCATAGTTCCATGCCGT 271

Ai03B6981 Araip.B03 6981 p2 (TA)6 12 16568345 16568356 CTTCCTCCACAACCAACCAT ATACCGGGTAACCGAAAACC 213

Ai03B6984 Araip.B03 6984 p3 (TCT)7 21 16574998 16575018 AGCCCTTGATTGAATCCTCA GAAGCACTTCCATGCTGTTG 184

Ai03B6988 Araip.B03 6988 p2 (AC)7 14 16581997 16582010 ACGCATACGTGCAAAAATGA GTGTGCGTGTTTTTCATTCG 140

Ai03B6989 Araip.B03 6989 p2 (AC)8 16 16582586 16582601 ACACGTGTGAAACGATCGAA GTGTTTTATTGCCGCTGGTT 236

Ai03B6992 Araip.B03 6992 p2 (GT)7 14 16588080 16588093 CGCTCATTTCGTACGTGTGT ACCTGCAAAACGAGGAAAAA 136

Ai03B6993 Araip.B03 6993 p2 (GT)7 14 16588501 16588514 GTTTCGCACATGTGTGCTTT GAAACGAGCGAAAAATACGC 103

Ai03B6994 Araip.B03 6994 c* (GT)7(T)10* 23 16588627 16588649 ATTTCGTCCGTGTGCGTATT CGTGCGAAATGAGCAAATAA 215

Ai03B6995 Araip.B03 6995 p2 (TG)8 16 16588868 16588883 GCGTGTTTTTCGCTCTTTTC AAAAACCACACACTCCCGTG 151

Ai03B6996 Araip.B03 6996 p2 (GT)8 16 16589452 16589467 GTTTCGCATGTGTCTGAGGA TTCGCACGTGTAAAACAAGC 272

Ai03B6998 Araip.B03 6998 c (GT)7ttttctttgtgtttttcgctcgtttcgcac(GT)1064 16590921 16590984 TCGCCCGTGTTCATATTTTT CACGTACAAAACGAGCGAAA 179

Ai03B6999 Araip.B03 6999 p2 (GT)6 12 16591344 16591355 GCTCGCATCTGTGTCTGTGT CGTGCAAAATGAGCGTAAAA 256

Ai03B7001 Araip.B03 7001 p2 (GT)6 12 16593158 16593169 ACGTGCGAGTGTGTGTGTTT AGCGAAACGAGCGAAAAATA 267

Ai03B7002 Araip.B03 7002 p2 (GT)9 18 16593531 16593548 GCTCGCATCTGTGTCTGTGT ACACGCATACGTGAGAAACG 271

Ai03B7003 Araip.B03 7003 c (GT)8ttttcgcttgtttcacacgtgcgagtgtttgtgtttttttttgtgtttttcgctcgttttgcac(GT)896 16594997 16595092 TCGCCCGTGTTCATATTTTT AATACACGCATGCGAAATGA 257

Ai03B7008 Araip.B03 7008 p2 (GT)6 12 16599477 16599488 TTTCGCTCGTTTCACACTTG AAAAACACACGCATGCAAAA 206

Ai03B7009 Araip.B03 7009 c (T)11gtgtttttcgcttgtatcacac(GT)747 16599812 16599858 GCTCGCATCTGTGTCTGTGT GCAAAACGAGCGAAGAACTC 197

Ai03B7010 Araip.B03 7010 p2 (GT)7 14 16600998 16601011 CATGTGCGAGTGTGTGTGAG CACGTGCGAAACTAGTCGAA 221

Ai03B7011 Araip.B03 7011 p2 (GT)9 18 16601369 16601386 TTTCGCACGTGTGCATATTT CGTTGGAAAAGACCGAAAAA 265

Ai03B7012 Araip.B03 7012 p2 (GT)6 12 16603117 16603128 TTTCGCTCGTTTCACACTTG GCATGCAAGTTGAGCGAATA 198

Ai03B7013 Araip.B03 7013 p2 (GT)8 16 16603486 16603501 GTTTCATACGTGTGCGTGCT CGTTGGAAAAGACCGAAAAA 239
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Ai03B7015 Araip.B03 7015 p2 (GT)7 14 16605593 16605606 CTTGTTTCGTACGTGTGCGT CGAAATCAGCGAAAAACACA 208

Ai03B7016 Araip.B03 7016 c (T)10gtgtttttcgcttgtttcacac(GT)644 16607636 16607679 CGTTTTGCATGTGTGCTTTT CATAAGTGCGAAATGAGCGA 211

Ai03B7020 Araip.B03 7020 p2 (AC)6 12 16610025 16610036 ACGAGTGAAAACACGCACAC TTTTTCGTTCATTTCGCACA 241

Ai03B7026 Araip.B03 7026 c (A)10tagaaggcttaaaaattgtgtgtacttcatacaaatgacaaaaaag(A)1268 16623893 16623960 TCCTTGAACAATGGAGGATGA CTCCCTTGGATCTGCTATGC 239

Ai03B7027 Araip.B03 7027 p3 (ATA)6 18 16624315 16624332 TTCCCCAGATGGGAAACAT CCTCAACGGTTTGTCGTTTT 170

Ai03B7034 Araip.B03 7034 p2 (GT)9 18 16633283 16633300 TTCGCTTGTTTCACATCTGC CTGCAAAACGAGGGAAAAAC 214

Ai03B7035 Araip.B03 7035 c (GT)8ttttttgtttttcgctcgtttgcac(GT)653 16633859 16633911 ATTTCACCCGTGTGCGTATT CGTGCGAAATGAGCAAATAA 219

Ai03B7036 Araip.B03 7036 p2 (GT)8 16 16634244 16634259 GTATCGCATGGGAGTGTGTG CACGTGCGAAATCAGAGAAA 180

Ai03B7039 Araip.B03 7039 p2 (GT)8 16 16636169 16636184 ACGTGCGAGTGTGTGTGTTT CACGTGCGAAACTAGTCGAA 220

Ai03B7040 Araip.B03 7040 p2 (GT)9 18 16638316 16638333 ACGTGCGAGTGTGTGTGTTT ACACAGATGCGAGTGAAACG 280

Ai03B7041 Araip.B03 7041 p2 (GT)6 12 16638678 16638689 CGCATCTGTGTCTGTGTGTG CGTGCGAAATGAACGTAAAA 242

Ai03B7042 Araip.B03 7042 p2 (GT)6 12 16640432 16640443 CGTGCGAGTGTGTGTTTTTC ACACAGACACAGATGCGAGC 276

Ai03B7043 Araip.B03 7043 p2 (GT)6 12 16640789 16640800 CGCATCTGTGTCTGTGTGTG GAAACGAGCGAAGAACACAA 180

Ai03B7044 Araip.B03 7044 c (T)11gtgtttttcgcttgtttcacacgtgcgagtgtttgtgtttttttttgtgtttttcgctcgtttcgcac(GT)691 16642819 16642909 TCGCCCGTGTTCATATTTTT CATGCGAAATGAGCGAATAA 212

Ai03B7046 Araip.B03 7046 p2 (AC)8 16 16644028 16644043 CAGAAACACGTGCGAAAAGA ACACACGTGGGTGTTTTTCA 226

Ai03B7049 Araip.B03 7049 c (T)10gtgtttttcgcttgattcacacgtgcgagtgtttgtgtttttttttgtgtttttcgctcgtttcgcac(GT)792 16644961 16645052 TCGCCCGTGTTCATATTTTT GCATGCAAAATGAGCGAATA 216

Ai03B7051 Araip.B03 7051 c (T)11cgcttgtttcacacgtgcgagtgtttgtgttttttttgtgtttttcgctcgtttcgccc(GT)1192 16647154 16647245 TTTCGCTCGTTTCACACTTG AAAAACACACGCATGCAAAA 205

Ai03B7055 Araip.B03 7055 c (T)11gtgttttttgcttgtttcacac(GT)1053 16649682 16649734 TTTCGCTCATTTCGTACGTG TCAGCGAAAAACACGCATAC 216

Ai03B7056 Araip.B03 7056 c (TG)6ttttttttgtatttttcgctcgtacacgctcgtttcgcacgtgtgcgcc(T)1071 16650724 16650794 GTGCAAAAGGAGCGAAGAAC CAAGTGTGAAACGAGCGAAA 199

Ai03B7057 Araip.B03 7057 p2 (GT)6 12 16651195 16651206 TCGTTTCGCTCGTATCTGTG GCGAAAAGAGCGAAGAACAC 146

Ai03B7059 Araip.B03 7059 p2 (AC)6 12 16652604 16652615 AGCGAAACGAAGGAAAAACA TTTCGCACACGTGCATATTT 145

Ai03B7060 Araip.B03 7060 p2 (AC)7 14 16653342 16653355 ACGAGTGAAAACACGCACAC TTTTTCGTTCATTTCGCACA 242

Ai03B7061 Araip.B03 7061 p4 (AAAT)5 20 16653464 16653483 ACATGTGCGAAATGAACGAA GCTCGTTACGTACGGGTGTT 104

Ai03B7063 Araip.B03 7063 c (T)10agtaggccaatgactaattgacttatgcatttatttaattaccggaagctctttttc(T)1077 16659687 16659763 TTGTCAGTGGCGGTGTTTTA TGCTGTCCCTTACACGAAAA 234

Ai03B7070 Araip.B03 7070 c (T)10ccccttaggttctaacttcgaactaattctagcttaatagtttttgagtggataatagttcatatggcaacattgtgatgg(T)11102 16672681 16672782 TGCAGCTTTCAATTGAGTTCC CAAACTCAGTGGGTTCAGCA 267

Ai03B7071 Araip.B03 7071 p4 (TTTG)5 20 16672958 16672977 TGAGGAGACAGTTGCACAGG TGTTCTCCAAATCAAACACG 141

Ai03B7086 Araip.B03 7086 p3 (TAT)5 15 16708581 16708595 TCCTGCTTTTGATATTGCCC GCGCACATTAATAACTCCACC 235

Ai03B7102 Araip.B03 7102 p2 (TG)7 14 16758548 16758561 AGCAACGAAGAGCATGAATGT GTGGCCTCTCTTGTACCTGC 230

Ai03B7110 Araip.B03 7110 p3 (ATG)6 18 16783823 16783840 GCCACCTGACAGGGTTAGAA TCCTTCAGATCCAAACCACC 192

Ai03B7111 Araip.B03 7111 p2 (AT)7 14 16805947 16805960 GTGAGGCTTGGGAGCATTAG GGGCATTTTGTCCCCTTTAT 268

Ai03B7118 Araip.B03 7118 c (TTG)7ttctgctcctacttctgtttctgctcatgctcttgctcctatttctgcttgtttacattcttgattta(TTG)6107 16825757 16825863 ACTGTGATGGTTGTGATGGC GCAGAAACAGAAGCAGGAGC 280

Ai03B7119 Araip.B03 7119 p3 (GAA)5 15 16826010 16826024 TGCCTGTACTTCTGCTCGTG CGCTTAAGCAACACATGCTC 215

Ai03B7121 Araip.B03 7121 c (AAT)6aacaaagagaagcgtgat(A)1046 16828320 16828365 CCCAGGGTCATCAAAAGTGA TCAGGCATATTTTGGTTGGA 248

Ai03B7123 Araip.B03 7123 c (T)10cacttatgt(A)1231 16829122 16829152 TCATTCTACAATAAACACCAAGCA ATCCAACACCAAGACGGAAT 138
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Ai03B7124 Araip.B03 7124 c (T)10ataaaagtaagtattttgttaataaataataattcaactaatataatttttctatatttacctagaagttaagtcgcggattcgaatttttccacctttg(A)10120 16832093 16832212 ATGGGTTGCTACAGACGGTT ACATCAAAACTCGGTCCTGG 217

Ai03B7125 Araip.B03 7125 p2 (AT)6 12 16842897 16842908 CTGCCTCCAGTGAGATGGTT TGCATGTCTGTCCTACTGGC 200

Ai03B7127 Araip.B03 7127 p2 (TA)6 12 16852686 16852697 ATGGGGGAATATCCTTTTCG AGAATTTGGGTGATCTGCGT 212

Ai03B7132 Araip.B03 7132 p2 (GA)7 14 16861283 16861296 TGAGTGGGGTCTTGAAAAGG GAAGCAGAGAGGGCAGTGAC 212

Ai03B7139 Araip.B03 7139 c (T)10gttactaggatctatttatatttataccaagtgtaagtgttgttgatatta(T)1374 16873327 16873400 TTCTTTTCTTTCATTTTGTTATCGAG CATTGACCGTTTAAAATTCCG 152

Ai03B7144 Araip.B03 7144 p2 (AT)7 14 16893003 16893016 TTCTTCGCGCTTTACTCGTT ATGGTGCTGCTTTAAATGGG 107

Ai03B7145 Araip.B03 7145 p2 (AT)6 12 16893848 16893859 TTTGGGCGGTTATGGTTAAG TTGACGAAATTGGTGATCCA 194

Ai03B7146 Araip.B03 7146 p2 (AT)6 12 16894394 16894405 TCGTGCTACACTCGTTCTGG TGTGTCGAGCTTTTTCCACA 115

Ai03B7148 Araip.B03 7148 p2 (TA)8 16 16895917 16895932 TCAGTTAGAGGTCGCGGATT GGACCTAATAAACGGCCCAT 220

Ai03B7154 Araip.B03 7154 c (AT)9aaacgtttgtgttgtatttttatattgtttaatttcttcgtgctatactttatggttaagggggaa(AT)798 16910649 16910746 TCTGGGCGGTTATGGTTAAG CCCATGTTCCCTGAAGAAAT 279

Ai03B7161 Araip.B03 7161 c (T)10atttgcatttaggaatcacagcaatgcactgtctctctatttaagtagatcttttg(T)1379 16941102 16941180 TGCAGCTAGAAATTTGATAAAGGA TGGCCACATTCATCAAGAGA 247

Ai03B7164 Araip.B03 7164 p3 (GAA)5 15 16945505 16945519 GGTTGCATTCGATTTTTAACCT GAAGCGTATCTTTCTTGTAATCCC 208

Ai03B7166 Araip.B03 7166 p2 (CA)6 12 16961661 16961672 AGATAGGGAGCTGGGGGATA TTGAAACCAAAATCAAAGCCT 155

Ai03B7172 Araip.B03 7172 p2 (AT)10 20 16995197 16995216 CGAGTCCTCGACTCATCACA TACTTGGCTAACCAGAGGCG 239

Ai03B7176 Araip.B03 7176 p3 (TCA)5 15 17005040 17005054 TTGCCACTTTATCCACCACA GGGTGGGTTTTGTTGATTTG 195

Ai03B7180 Araip.B03 7180 p2 (TA)8 16 17030626 17030641 AGTTTGCGGTTTACGAATGC TGACTCACCTCAAATGCCAC 196

Ai03B7181 Araip.B03 7181 p3 (GAG)6 18 17039206 17039223 AATCACAATGGGCTGAGAGG TCCTTTCAGAGATGGCCAAG 158

Ai03B7182 Araip.B03 7182 c (ATC)5attatcatcttcatcataaaagagagaaagaaggagagaaagagatttg(TGA)888 17042446 17042533 TCAAGTTTTCGATTTGCATCA CCATCAAGTTTTTGATTTGCAT 274

Ai03B7185 Araip.B03 7185 p2 (CT)8 16 17048431 17048446 TACGAACACCTCCAACCGAT CACCTTCAACTTGCTGACGA 245

Ai03B7195 Araip.B03 7195 p2 (CT)10 20 17080444 17080463 CATTCCAATTTTCCCATTCG TGAGGAAGCAAGGATAAACCA 180

Ai03B7198 Araip.B03 7198 p6 (AATAAC)6 36 17086927 17086962 CCTGCCTCCTTTCTGCAATA TGCTCTTCGGCACATGTTAG 123

Ai03B7199 Araip.B03 7199 p4 (AATA)5 20 17087248 17087267 TGAAAAGAAAAATTCTGAGCAGC GCAAAGTCCTTGTGCTTGTG 246

Ai03B7204 Araip.B03 7204 c (CT)11cg(CT)15 54 17091634 17091687 TAAGCTAAGCTGGCACACCA GAAGGTGTTGCCATGGATCT 226

Ai03B7205 Araip.B03 7205 p2 (AC)8 16 17113031 17113046 AAATTGGCGAACCACTGAAC TACCTGGCGCGTGTGTGTAT 144

Ai03B7212 Araip.B03 7212 c (TC)9aatattcattcatattattagccactaccttctttaaa(TC)668 17135138 17135205 CAACTTCCTTTCTTGCTCGG TGTAATGGCCTAATGGGAGC 161

Ai03B7218 Araip.B03 7218 c (T)10aattgggtctttgcactaa(T)1039 17152476 17152514 TCATCAGGGTTTATGTATGTTTGG TTTTGTTAATTGGGTCCCTACA 280

Ai03B7219 Araip.B03 7219 c (T)10aattgggtctttgcactaa(T)1039 17157464 17157502 TCATCAGGGTTTATGTATGTTTGG TTTTGTTAATTGGGTCCCTACA 280

Ai03B7220 Araip.B03 7220 p2 (AT)8 16 17159454 17159469 AGCTCACGAGCTGGCTTAAA ATTAGCCGTGAGTTGGCTTG 251

Ai03B7228 Araip.B03 7228 p2 (AG)7 14 17167589 17167602 TTGAAAGAAAGCGAGGTGGT CGTTCCCTTCCCTTAACACA 237

Ai03B7229 Araip.B03 7229 p3 (TTG)6 18 17178705 17178722 CGTTTGATTCATGTAGCCGA CGCACGGGCTTACATTTTA 193

Ai03B7234 Araip.B03 7234 c (T)10actaat(A)10 26 17201757 17201782 GCCGGCTGAAATAGAGAATG ACCAAAACCGTGTGGTAGGA 272

Ai03B7235 Araip.B03 7235 p3 (GAA)8 24 17222165 17222188 CACAACAAGGCCCAAACTCT GCTTCGGTTCGGAATGTAAA 263

Ai03B7242 Araip.B03 7242 p3 (TTG)7 21 17246376 17246396 GAATACCTTGAACGTCCACCA CGATCTCAACTCAGGGATCA 252

Ai03B7244 Araip.B03 7244 c (AC)6aaaaac(A)1735 17254568 17254602 TGCTACCATGGGTTTCTTCC ACGAACATGTTGTTTGCCCT 270
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Ai03B7246 Araip.B03 7246 c (CAT)7cactaaccttaaaaactcttcctcctctcaacttcacaacacttagtaattcttccaatgtcgtattattattctgatca(TTG)6119 17276951 17277069 AAAGATGGCCTCCAAGGATT CAACCAAGCATGAAGGTCAA 278

Ai03B7248 Araip.B03 7248 p3 (TAA)8 24 17293612 17293635 TCATGTGATGCAAAGGAAAAA CCATTGCACCAATCCATACA 246

Ai03B7250 Araip.B03 7250 p3 (AAG)5 15 17295827 17295841 TACCACTGAACCGAACACCA GCGCACGTAGGTTCTTCTTC 265

Ai03B7251 Araip.B03 7251 p3 (GAA)5 15 17296163 17296177 GCTTGAACAACTTGCTTTTCG TCATTATCTGTGAAATTGATTGGG 273

Ai03B7252 Araip.B03 7252 p3 (GAA)5 15 17296279 17296293 GTTATAGCATGCGGCAATCA GTTCTCTTCTCGCGTTTTCG 261

Ai03B7253 Araip.B03 7253 c (TC)6cctcttctctgaggactcaaaaacagtgactcactcactgagtcaaatcggtaaaaactgaaagaaac(A)1393 17297399 17297491 CCGAAGCTACCACTCCACAT CAGAACAATCCTCAATGCAAAA 270

Ai03B7260 Araip.B03 7260 p3 (TAT)10 30 17316854 17316883 AAAAATAAATGTCATTGTCAAGCA AAGACCAAAGAAAAAGGACAAAA 218

Ai03B7264 Araip.B03 7264 c (TCT)29(TCC)7 108 17324441 17324548 CGGTCTTATGCAAAAAGTGGA GAATTGGGCAGAGGTGACAT 266

Ai03B7268 Araip.B03 7268 p2 (TG)6 12 17332114 17332125 GGAAGGCTAATGTTGAAGAAAGA CAGCCTCAATTTTCACAGCA 206

Ai03B7273 Araip.B03 7273 p2 (AG)7 14 17341566 17341579 ACACTTCGCAGAGTGTGGTG TGGAGCTGTGTCTGAGGTTG 228

Ai03B7274 Araip.B03 7274 p2 (CT)6 12 17342892 17342903 CGGTTCTCACTCTCTCTCGC GTTGAGCGACAATGAGGGTT 181

Ai03B7275 Araip.B03 7275 p2 (TA)6 12 17343642 17343653 AGAATGTTGACATGTGATCAAAGA GCTCTACACTATGGCCACCC 252

Ai03B7276 Araip.B03 7276 c (T)10gtagtgacaacatttgcatagccatcataatataatcatactaaaattcaccatatac(AT)884 17345123 17345206 TGGCTACGCTTTTTCCAGTT TCATTGTCGATAAGATTTGTTTAGGA 192

Ai03B7280 Araip.B03 7280 p2 (TA)6 12 17351204 17351215 CATGTGGAGTCCAAAACAATG AAAAAGGATTAGTCCCCAAAAA 234

Ai03B7283 Araip.B03 7283 c (T)10gtaagttaaaagacgttgtcaaattgt(A)1047 17352484 17352530 TTGCACAGACACTACCCTGG TGATGGCTAACTAATTACCAAAAAT 244

Ai03B7286 Araip.B03 7286 p2 (AT)6 12 17356279 17356290 TGCACGAACATGAAAATAATGA GGCTCTCAGATATCAACTTCGC 272

Ai03B7287 Araip.B03 7287 p2 (TA)6 12 17358359 17358370 GCAGTTTAAACGCGTAACTTCA TGAAGGGGTTTTCTCCATTT 172

Ai03B7290 Araip.B03 7290 p2 (AT)6 12 17363389 17363400 AAAGGTCATTGTCACCAGCC CAGAGGTTGTGGTGGTGTTG 279

Ai03B7291 Araip.B03 7291 c (C)10ttttttatc(T)12 31 17363854 17363884 AAGTCTTTGCCTACGGCCTC TCAGTGGCAAACTACCGTTG 278

Ai03B7292 Araip.B03 7292 p2 (GA)6 12 17377832 17377843 ATCAGATGTAGCAACGGCG GGTCCAGATTCAAGAGGCAA 126

Ai03B7298 Araip.B03 7298 c (T)10ccgaatataaattcctttgaagcatgtgttctagagtaaaccgaaagaagaaaaattcataaccactaaaaatgattt(A)1199 17409160 17409258 TCAGTAGCCACTCTCACGGA TTTAACGCTACCGTTGACCG 228

Ai03B7299 Araip.B03 7299 p3 (TTA)6 18 17410670 17410687 CCCCGTAAAGCCCTTTATTT TTGTTGATGATGGCCTCAAA 130

Ai03B7300 Araip.B03 7300 p5 (ATTTT)5 25 17412153 17412177 TGATGATTTCATTCAGCTCCC TTTAGCAAGAAAATGTGCCAAA 267

Ai03B7302 Araip.B03 7302 c (A)11tataaatttatttcttatattt(A)1245 17416417 17416461 TGGCTGATTTTGATGAGCAG TGCAAACCCCATTTTCTTTC 200

Ai03B7305 Araip.B03 7305 c (A)17gaaatgaggatgagagggacgtaatgagggttgaagaaagtacagatctaac(A)1483 17423576 17423658 TTTCAACTTCATCCCAAATCAA TCTCACTGCTTCACTGCCAC 278

Ai03B7306 Araip.B03 7306 c (T)10gcagatgtgtctcttcttcttctgatt(TTC)861 17434999 17435059 TTGTTGGTCCCAACCATCTT TAGTGCTGGGTTCATTGCAG 270

Ai03B7315 Araip.B03 7315 p3 (AAT)5 15 17448525 17448539 TTGATATGCTGGTAGGATACAAGG GAAGACCACCTGGCATTGTT 201

Ai03B7318 Araip.B03 7318 p3 (CAC)5 15 17453578 17453592 TCTTGGATCTGGTGTTGGGT CGAGAATTCGAGAGGACGAG 181

Ai03B7324 Araip.B03 7324 p3 (CAA)5 15 17482656 17482670 TTCACAAGACCAATGATGCC GACTAGCTACCCATTGCCCA 260

Ai03B7327 Araip.B03 7327 p2 (AT)7 14 17486566 17486579 TGAACGAAATAACGGCATTG CAGGCGTTATCATGCTTTCC 264

Ai03B7328 Araip.B03 7328 p2 (AT)7 14 17488458 17488471 TCAAGTCCGATTTTTGTCGAT TTGGTGTAACTAAGTTGGCGG 253

Ai03B7329 Araip.B03 7329 p2 (TG)6 12 17494496 17494507 GAGCCTGAAGGATGGACTGA CGGAGCACTTCCAAATCACT 174

Ai03B7346 Araip.B03 7346 c (T)18acaattttatgctctttcaagctgagtactttcgtcatttgcttaagcatctcgcctagcacctagatggatcaattttgttttatcatttggcaagcaa(T)18136 17555911 17556046 GCTAATTCATATTGTTGATGGCT TAAATGGGTTGGGCTCACAT 269

Ai03B7350 Araip.B03 7350 c (T)14g(A)10 25 17562761 17562785 AAATTTGCGTGTTTTGTGGTT AAGACATCTGGATCTAGCGCA 157
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Ai03B7352 Araip.B03 7352 p2 (AT)13 26 17569441 17569466 TGAGAACATTTTTATGCGACAA AAAGATATTAATAGGGAGATGAACACA 272

Ai03B7357 Araip.B03 7357 p2 (AG)7 14 17577312 17577325 CAAAGACGTCGCTAAGGGAG CTTTCAGTAGCGGCCTATCG 122

Ai03B7358 Araip.B03 7358 p2 (GA)14 28 17577427 17577454 CGATAGGCCGCTACTGAAAG TCCAACGGTAAATTCTCCCA 277

Ai03B7359 Araip.B03 7359 p3 (AAG)5 15 17577895 17577909 GTTGAGGGGATCATGGATGT TTCCTTCTCCATCACCCAAC 109

Ai03B7361 Araip.B03 7361 p2 (TA)6 12 17584683 17584694 TCCCCAGCGGTAATAAATTG ATGACCCGAGTGTTGAGACC 276

Ai03B7362 Araip.B03 7362 c (TA)10tgt(GC)6 35 17594289 17594323 TCAGTGGGTATTCACTTACATTCG GGTGCGGATTTATCATTGGT 171

Ai03B7364 Araip.B03 7364 p2 (TA)6 12 17596547 17596558 CGCTCGTTGAAATTGAAGAA ACTAAAAATGAGGAGTTTATCCCA 209

Ai03B7365 Araip.B03 7365 c (T)10attattttgcctcttttatagcggtttgtttattcaactttaatttattagttaccgattaatttaaagaacttcc(A)1298 17600604 17600701 CAAACCGCCGCTAACTAAAA TTGAATGATGCACTTATGACAATC 254

Ai03B7366 Araip.B03 7366 c (A)10cttttgttaaggaataattaattaagcttccaaatgcaattggttggacgtaaaactttgagtctggga(T)1089 17602386 17602474 TGGAAATACTGCTATTGGTCTTTTT TTGGACTTAGGCCTCTCCAAT 236

Ai03B7369 Araip.B03 7369 c (T)10cgacaagagtccaggcccatggcgacatcgaacccaaaaccaacaacttccctatcaccaaacaatttcccacctatcc(A)1099 17610024 17610122 TGCATCTGCATCAAGGTTTT GGCAATAGAGGTGGAAACGA 280

Ai03B7371 Araip.B03 7371 p3 (TAA)10 30 17616504 17616533 TTTATCAAGGCCGTTTGTCC TTTAAATTTAGGGTCAGTGACGG 234

Ai03B7373 Araip.B03 7373 p2 (AT)7 14 17618755 17618768 TCACAGCTCGATTTAGGCAA ATCAGTTGTTCGGTGAGCCT 249

Ai03B7375 Araip.B03 7375 p3 (TTA)5 15 17626838 17626852 TGAGGACAATAGGAGCAGCTT TCCGGTCCTTCGTGTATAGC 117

Ai03B7376 Araip.B03 7376 p2 (TA)6 12 17630368 17630379 GCGCAGAAGCTACGAAGAGT CCGAAATACCGATCCAAAAA 256

Ai03B7379 Araip.B03 7379 p2 (TA)6 12 17641921 17641932 TCCTAAATTAAGAGTGACAAAATCG ACATGTGAGCATGCTTTTCG 269

Ai03B7380 Araip.B03 7380 c (ATT)5acatcacttacaatcaaactaaattgcattcttgccttaactaataagaacatatatatgtgtgcagaaatt(ATA)7108 17643224 17643331 TTTCACTATCATATCATTCAGTTCCC AAAAGAAGGCCCTGGTTCAT 264

Ai03B7381 Araip.B03 7381 p2 (AT)8 16 17643979 17643994 GCCATGGTTTCTGATTTTGG TTTTCCAGTTGGGAACCAAG 246

Ai03B7383 Araip.B03 7383 c (A)17cataagaaccgtctttattttaaaaaataagctaagtcatataattgggaatatatgtgagaggaaaaaataaaaatcttaatttttaactttcgtg(TA)7128 17647522 17647649 CCGTCCCTGACAATATCCAT CAGGACAAAACAAGCTACCAAA 275

Ai03B7391 Araip.B03 7391 p3 (GAA)5 15 17687262 17687276 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai03B7392 Araip.B03 7392 p3 (AAT)5 15 17689273 17689287 TTCTTGTCCTTGCTCCTGCT TCACATCTCTGCCATCCTCA 178

Ai03B7393 Araip.B03 7393 p2 (GA)6 12 17689440 17689451 TGAGGATGGCAGAGATGTGA CGAAAATATCTTCCCTCTTTTTCA 226

Ai03B7394 Araip.B03 7394 p2 (AG)7 14 17689612 17689625 TGAGGATGGCAGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai03B7397 Araip.B03 7397 p2 (TA)6 12 17698625 17698636 AAGTTCAACATCGGCTCACC GCTTGAGCTTGGAATTGAGC 164

Ai03B7402 Araip.B03 7402 p4 (AAAT)5 20 17706020 17706039 AAGAGAAGGTGGACTTGGCA CCCTTTTTCCCCAATTTTCT 236

Ai03B7412 Araip.B03 7412 c (A)10tgacatcatcgtatggtattgagtttctattatcgaaaaatttagagtttgatccttgttaaattaaaaaaaatcataagaccaat(A)10106 17746495 17746600 TGAAACATTGAATTGTGGAGTTG GATTAGGGCTCGGTGACAAA 264

Ai03B7413 Araip.B03 7413 c (A)10gtatttgtattttaaaaaacatgagctccccattttatattttgc(A)1166 17747046 17747111 TGGAGTGAGGTGCATTGAGA AGGTCCATGACCCCAAAAA 277

Ai03B7416 Araip.B03 7416 p2 (TA)8 16 17756497 17756512 TCCAATTTCCACAACAGCAA TGACCGATCTGGTTCTCACA 163

Ai03B7420 Araip.B03 7420 c (TA)7tgcatatataaatggctgaaaagggagcaagcaagcttaacgcaaacgatcaataatatatatacgtatcaatt(TA)6100 17763344 17763443 TCGGGTTCAACGCAAATAAT GTAAAACCGTTGCACGCATA 182

Ai03B7421 Araip.B03 7421 p3 (ATA)7 21 17765942 17765962 GAGTCCAAGATGGATCTCACG CTGACCCCATCCATCATACA 243

Ai03B7425 Araip.B03 7425 c (AT)6tattggacagttaag(ATT)1675 17772920 17772994 GAAAAAGGACATGCTGCCTAA TGCCTCATGTTACTTCGTCAA 260

Ai03B7426 Araip.B03 7426 c (TA)7tt(TG)8 32 17774187 17774218 CTCACTTAAAAGGTCGCGAGT AGATCAGCCCATCCCTTCTT 136

Ai03B7431 Araip.B03 7431 p3 (TAT)7 21 17779226 17779246 GGTTTGAGAAAAATCTGGGC GACGGTAACGTCCACTGCTC 273

Ai03B7433 Araip.B03 7433 p2 (TC)10 20 17791037 17791056 TTGTGGGGTTTTAGTTTGGG AACTTGAACGAAGAAGGCCC 242

Ai03B7435 Araip.B03 7435 c (AT)9(AC)8 34 17797662 17797695 CCAAAATCAATCACAATCCTCA CCTTTTCAAGACGGACGAAG 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B7436 Araip.B03 7436 c (A)10gtatggcgaaaaaaac(A)1137 17813595 17813631 TGTGGTGGCAATACTTTTTGTT TGGCTTTTTCTGCTTGCTTT 274

Ai03B7442 Araip.B03 7442 p2 (CT)8 16 17831623 17831638 AGGAAAATTCCATGGCAACA TTTGAGAATTGAGATGGTCCAA 250

Ai03B7444 Araip.B03 7444 p2 (AG)7 14 17834678 17834691 GGGGTGGGACACTACAAAGA GATCGAAGGGAAAAAGAGGG 201

Ai03B7447 Araip.B03 7447 p2 (TG)6 12 17842414 17842425 TATGTGTGTTTCCGCGTGAT ACGGCAGCCAACATTAAATC 102

Ai03B7449 Araip.B03 7449 c (T)10cgtttgattttttc(T)1034 17844410 17844443 CAATCAAAATCCAACCAAATCA AAGAATACGATGATAAAGGATGAGG 229

Ai03B7450 Araip.B03 7450 c (A)11ctaaaaaatattgcaataatcacaagtagcaatagaaaaaagag(A)1065 17845409 17845473 TCTCTTCTTGTTCGTCATCATCA CCATGTTTCTTACTCATGATCACTTT 216

Ai03B7453 Araip.B03 7453 p2 (TG)8 16 17848145 17848160 TGGGGAGTGAGACAACACAA CAAATGGGGACCCAAAGAC 271

Ai03B7455 Araip.B03 7455 p3 (AAC)7 21 17849668 17849688 CCAACCATTTTCTAAAATTAAAGC ACATGACAGAGCACAATGGC 262

Ai03B7456 Araip.B03 7456 p2 (AT)10 20 17860378 17860397 CTAGGCGTTTGGATTTCTGC GCCTGCAAAGCTAAGACTGG 225

Ai03B7458 Araip.B03 7458 p2 (AT)6 12 17871239 17871250 AACGTTGGGGACAAAAATGA GAACCAATTCAAGGCCCATA 198

Ai03B7459 Araip.B03 7459 p2 (TG)9 18 17871688 17871705 AACCCACCGTGCTTTTATTG GCCCAAACTTGATTTGCTGT 263

Ai03B7462 Araip.B03 7462 p2 (AT)8 16 17883418 17883433 CATGATTTCACAACACTCCTGG CCGAAAGGCTAAATGCTACTG 203

Ai03B7464 Araip.B03 7464 p3 (TTA)5 15 17884845 17884859 ATTATGCCATCGTACCAGCC TTTCATTGCGCATATAACACG 229

Ai03B7465 Araip.B03 7465 p2 (AT)6 12 17892113 17892124 TCCAAAAGGGTCAAATGGTC TCAATGACAATGCAGCACCT 182

Ai03B7466 Araip.B03 7466 p3 (TTC)5 15 17897921 17897935 AATCAATTTCCCACCCACAA CGGTCTTAGGTGCCATCAAT 273

Ai03B7469 Araip.B03 7469 p3 (TGG)6 18 17912269 17912286 CTCTGTGTGGAGGTGGAGGT GAATCGAAATCGTCACTCGTC 277

Ai03B7473 Araip.B03 7473 p2 (TA)6 12 17930603 17930614 TGCGGTTATTTGCACTTTGA ACCCTGTCATGAAACAAGGC 119

Ai03B7475 Araip.B03 7475 c (CT)6ccttctcctctttcttcccctcttcctcctttctctctttttcctctcg(CT)8ttcctttttctcccatctccctcgctccccctcccttccc(CT)8ccctctttttcctctctctccccttttgtttctctctctcctatccctct(TC)6195 17934450 17934644 TGGTTCAGTTTAGTTTTAAACCACC AAAGAGGAAGAGAGAAGGGAGG 274

Ai03B7476 Araip.B03 7476 c* (AG)6(GAG)5* 24 17934925 17934948 TCCCTCTTCTCTCTCTCCCC TTCCTCTCTCTCTTGCGCTC 174

Ai03B7478 Araip.B03 7478 c (GA)11gggagagaag(GA)644 17935430 17935473 GGGAAGAAAAGAGAAAAAGGGA TTTCCTTTCCCCCTCCTATC 201

Ai03B7479 Araip.B03 7479 p2 (GA)6 12 17935831 17935842 GAGAGAAGGGAAGGGGAGAG CCCTCTCTCTCCCTCAAAAA 177

Ai03B7481 Araip.B03 7481 p2 (TA)6 12 17938365 17938376 GAAGCAAACCCCATTTCAGA TTCACGCCTATGCATCATGT 276

Ai03B7482 Araip.B03 7482 p2 (CT)7 14 17938738 17938751 AACGATTTCAGTGTATTGCCG AAAAGAGAAAAGAGTATCATTTAGACG 275

Ai03B7488 Araip.B03 7488 p2 (CT)6 12 17950275 17950286 TTCTCGATTCCAAACCCTTG CCAACAAAGGATGAGAGGGA 120

Ai03B7489 Araip.B03 7489 p2 (AT)6 12 17951097 17951108 TGTAGAATTGCTTGCGTGCT GGGCTAGGGTCCTTTTTCTG 190

Ai03B7490 Araip.B03 7490 p3 (ACT)38 114 17955476 17955589 TTGATGCCTCTTCGAATGGT TGAAATATCGGTTGAGGCTG 274

Ai03B7495 Araip.B03 7495 c (T)10c(T)12 23 17978158 17978180 TTGCTCTTGCCTTTTGGTTT TGCTGGCTCTTGAAAGAATG 195

Ai03B7498 Araip.B03 7498 p3 (ATA)5 15 17994981 17994995 AATGGCCAACAGCCTAACAC GGATAATGACTAATCCGTCCCA 280

Ai03B7501 Araip.B03 7501 c (T)11ggtattaaaaattaacttattttgatcatggatagatgtcatatgaattatgatgattgatggatggatgatacttttttc(TA)6104 18000981 18001084 TTGATGATTGTCTTCCCCTAAA CCCCATTGGGTTACACAAAA 246

Ai03B7503 Araip.B03 7503 p2 (TC)6 12 18008895 18008906 GAGCCCAGTACGTGGTTCAT GTCCGTCGATAGTACCCGAA 241

Ai03B7514 Araip.B03 7514 p2 (TA)6 12 18038700 18038711 CGCGACTATACAAAATTAAAAGCA TGGGAACCAAAATGGGTAAA 229

Ai03B7522 Araip.B03 7522 p3 (AGA)6 18 18061164 18061181 AAGCCAAATCAAAAGCAGAGA GAGATCGGAAGGGAGAAAGC 262

Ai03B7523 Araip.B03 7523 p2 (AT)12 24 18061416 18061439 TTTCTCCTTCCGATCACAGG CCCAAACATTGGGGATAAAA 163

Ai03B7530 Araip.B03 7530 c (CT)6aattttcgaaaatatctccccctttttcaaaaatttctttttaattaactaattatttttatttttaatttaaaaaattttcg(A)10105 18077667 18077771 TTCCCAACCTCTTATCTTTTTCA GAGAGAAGGAGGGAATTTTCG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B7531 Araip.B03 7531 p3 (ATT)5 15 18077994 18078008 TGTCTCCCCATCTTTTTCCA TTATTTTCGGCTGCCATCTC 254

Ai03B7532 Araip.B03 7532 p3 (TAA)8 24 18085614 18085637 GGCATAGATTCAACCCCCTT CCCTAATTCATTTTTCGGCA 243

Ai03B7539 Araip.B03 7539 c (T)10aaaatttaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)696 18111402 18111497 TAGAATAGGATGGGGGAGGG CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai03B7543 Araip.B03 7543 c (A)10caaaaccccaccccacccactccccagcatctcttcggtctctccctccacccctccctcaatcctatccagccaaaaaagtgattagttag(A)10112 18132012 18132123 TCAAAATTGTCCCCGACTTT TGGTCTGGTATGTCTTGCTCA 277

Ai03B7544 Araip.B03 7544 p2 (AG)12 24 18135219 18135242 TAAGAATGACCCCAACTGCC CCGGCTCTAATGCAGTTCTC 177

Ai03B7545 Araip.B03 7545 p2 (TA)20 40 18140785 18140824 AGCGAGCAACAAAGAAGCAT TGGTTTGCGAAAATCAAAAG 170

Ai03B7547 Araip.B03 7547 p3 (TTA)5 15 18172251 18172265 GCCTAACCTCTGGACTTTCG TCTTCGTATATCGAATCCTGCAT 263

Ai03B7550 Araip.B03 7550 p2 (TA)6 12 18182497 18182508 TTGATCAATAACCAAACTTATTTGTAG TGGTGAGGTAGGGAAGGATG 269

Ai03B7552 Araip.B03 7552 p2 (GC)6 12 18188220 18188231 CCTCCGGTTCTCATTCCATA GGAGAGTCCACACACACACG 220

Ai03B7558 Araip.B03 7558 p4 (AAAT)5 20 18216848 18216867 TGATCACGTTTTCTTTTTCTTGG AGAAGAAATCCGGCTGTCAA 230

Ai03B7560 Araip.B03 7560 p2 (TA)6 12 18226024 18226035 CCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 275

Ai03B7561 Araip.B03 7561 c (A)10cagtaataacaacgatcatacatcatatttttc(A)1053 18236555 18236607 CAAAACACGCTGCAAAAGAA AGGCGAGATGTGATGATGGT 202

Ai03B7568 Araip.B03 7568 p2 (TC)22 44 18258378 18258421 TGTCATTCAACTCCTCGCTG TTCCATGGTGAAGCTCAGTG 278

Ai03B7572 Araip.B03 7572 p2 (TA)6 12 18289247 18289258 GCAACCACACAATTAGGCTC GTTGCATTTTCTTGGGTTGC 203

Ai03B7573 Araip.B03 7573 p2 (TA)7 14 18292599 18292612 CTTTGGGTTTCCTTTGGGTT AACTCGAAAAGCGCAACACT 196

Ai03B7575 Araip.B03 7575 p2 (AT)8 16 18300922 18300937 TGAATTTTTCTGTCACTCTTACGG CAAGACCCAAATTATTATTGTCATCA 214

Ai03B7576 Araip.B03 7576 p3 (ATT)9 27 18306013 18306039 TTCACCAAATACCTTTCACCC TCCTTTGTTAGCGTACAAATATCA 264

Ai03B7578 Araip.B03 7578 c (C)15gcctaactgcggactggcgggctaagcccgccaaagctcctc(T)1168 18312553 18312620 GTCCTACCCCGCCTAGTGAG GTGCAGGGACCCAATTAAAA 226

Ai03B7581 Araip.B03 7581 p2 (CT)17 34 18316474 18316507 TGCTACCATCCTCAAGCTTCT GACGACAGAACACCAAAGCA 101

Ai03B7585 Araip.B03 7585 p2 (CG)6 12 18329852 18329863 TGAAGGTAGAGCGAGGGATG CTAACATGTGCCCGTACCAA 189

Ai03B7586 Araip.B03 7586 p2 (GC)6 12 18330064 18330075 TTGGTACGGGCACATGTTAG AGTCATGCCCACTTTATGCC 195

Ai03B7590 Araip.B03 7590 p2 (GC)6 12 18344547 18344558 GTCGGTGAAGGTAGAGCGAG ACTTGTGCCTAACCTGTGCC 244

Ai03B7592 Araip.B03 7592 p3 (GAA)5 15 18351122 18351136 CAATCTCACCAAAGGAACCC TGTCACAAAATTGCCACGTT 236

Ai03B7595 Araip.B03 7595 p3 (TAT)14 42 18355720 18355761 TCAAGCTTGGTGTTGGAAAA TTGCGTCCGCTTCTTCTTAG 251

Ai03B7598 Araip.B03 7598 p2 (TC)6 12 18358030 18358041 TTGTGAGTGGATTTTCTATCACTCTT CAAGACCCAAAATATTATTGTCATCA 193

Ai03B7602 Araip.B03 7602 p3 (CAA)5 15 18373260 18373274 TTCCTTCCCTCAACACCATC GTTGTTCCAGGCCTTGTTGT 168

Ai03B7609 Araip.B03 7609 p5 (TTATC)6 30 18405930 18405959 CCTGGGTGCTCCAGTGTATT GCCAATATCCGACCTCTTCA 241

Ai03B7611 Araip.B03 7611 p2 (TA)8 16 18446485 18446500 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 170

Ai03B7612 Araip.B03 7612 p2 (GA)6 12 18451062 18451073 TGGAGGAGAAGAGCAAATTCA TTCGAAAACAACCAACCACTC 256

Ai03B7616 Araip.B03 7616 p3 (CTT)6 18 18482995 18483012 TTCCCATTCGATGGAAGAAG ACCACAAGCAAAACATTCCC 263

Ai03B7617 Araip.B03 7617 p3 (TTA)5 15 18484828 18484842 TCCCTTGACTTTCCTTTGCT CAAGGAATTGCAGGGAGGTA 243

Ai03B7618 Araip.B03 7618 p3 (AAG)5 15 18486070 18486084 ACCAGAAACCCCAGTGAACA CATGGGAGGTTGTGCTTCTT 268

Ai03B7620 Araip.B03 7620 p3 (TTA)6 18 18490445 18490462 TCTAATTTCTCACACCTTGCCA CAAGGAATTGCAGGGAGGTA 153

Ai03B7621 Araip.B03 7621 p2 (GT)8 16 18492243 18492258 CAAACCAAAAGAAAAGGGCA TCTGATGCTGCTGGAAACAC 230
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Ai03B7623 Araip.B03 7623 p2 (CA)6 12 18498052 18498063 TCCTATCATGAATGTTTTGTAAAATTG TCTTCTTCCCCTTCGTCCTT 279

Ai03B7624 Araip.B03 7624 p3 (GCC)5 15 18498510 18498524 GTTGTCGCAGAGAAGAAGGG GCTCCATTGAGACAAGCTCC 235

Ai03B7631 Araip.B03 7631 p2 (CT)8 16 18540061 18540076 CCTTCTTATTTCTTCCTTCTCCC TTGCAACAATCCACAAGCAT 261

Ai03B7632 Araip.B03 7632 p4 (AAAT)5 20 18553017 18553036 TCCCAAATTGAATCTTTGGTT GCATTGAGGTAATTTTTGTCCC 249

Ai03B7634 Araip.B03 7634 p4 (AAAT)8 32 18563991 18564022 TGTGACACAGGTTCGGTTTC AAAAATGATTGCGCTGAAAAA 254

Ai03B7638 Araip.B03 7638 p2 (AT)26 52 18568580 18568631 ACTTTTAAACCGCAACACCG TGGTTTATTGTACCATCGCC 233

Ai03B7639 Araip.B03 7639 p2 (GT)7 14 18584290 18584303 ATCAAGGGCTGGAATTTCG CCCTTGGCCCAACATAACTA 276

Ai03B7640 Araip.B03 7640 p2 (AT)15 30 18584819 18584848 ACTTTTAAACCGCAACACCG TGGTTTATTGTACCATCGCC 237

Ai03B7643 Araip.B03 7643 c (T)10caaaagacaaatttaaaaaataccttatctttcatgaattaatttgactattaactcactttgacgcactaaccc(A)1196 18594737 18594832 AACATTTCACATCATCAATCGTT TGGAGAATGGTTTGGTTGGT 206

Ai03B7644 Araip.B03 7644 p2 (CT)10 20 18599659 18599678 TCACTGGAGTACGGGACACA GGTGTCTTTGGCGTTGTTTT 175

Ai03B7645 Araip.B03 7645 p2 (TA)6 12 18602825 18602836 TGTGTTCAGCATTGTCCTGTT TGGAAGGCATATGTACCAATCA 266

Ai03B7647 Araip.B03 7647 c (T)10atgaa(T)10aacaaaatagttcttcttacaaaagatattgtac(T)1069 18616447 18616515 TCAAGAGGGAGAGAGATTGTACTTT TGACGCTATTCATACACTAAATCCA 245

Ai03B7651 Araip.B03 7651 p2 (TA)8 16 18620168 18620183 TCTGCACCGAACAGACATTT TGTAGCAGGCCCGTATTCAT 257

Ai03B7653 Araip.B03 7653 p3 (GAA)6 18 18628030 18628047 ACCCGAGCGTCTGCTATAAA TTTCCCTCCTTTCTCACTCG 273

Ai03B7655 Araip.B03 7655 p3 (CAA)5 15 18630927 18630941 AAAGGTCCTTCCCACCATCT CCTCGCATTTGTTACCACCT 188

Ai03B7656 Araip.B03 7656 c (T)16gtcatacaactcactcattcacacatcccacacacatacaaacctagcaactacactagaatttaaataaatatcagattggaacgcactcttgtgagta(T)16132 18632959 18633090 CCAAACAAACCTAAACCGGA GGCCTGGCCTATTTTATTTTG 280

Ai03B7662 Araip.B03 7662 p2 (TA)7 14 18636495 18636508 TGCTGCATGTCTTCTTCGTT ACCCATTCCAATCAACTTCG 227

Ai03B7663 Araip.B03 7663 p2 (TA)9 18 18637319 18637336 TGAGTACAGGGTGAGTGGTGA TGCTTAAATAAGTGTCGCGG 220

Ai03B7664 Araip.B03 7664 c (T)10gctttgtatgaaccata(T)1138 18638295 18638332 TCATAGTCCTTGAGCAGGCA AACATGACCCAATATAGACATTTCC 240

Ai03B7671 Araip.B03 7671 p2 (AT)6 12 18656915 18656926 GGATGAAAAGGTTCTCTTTGTTG TGGCTTAATACTGCCATTTGC 274

Ai03B7672 Araip.B03 7672 p2 (AC)7 14 18657089 18657102 GGGCAAATGGCAGTATTAAGC GGCTAGTTCGAATGGAGCTG 215

Ai03B7673 Araip.B03 7673 p2 (AT)10 20 18660783 18660802 CAAGCATGCATACTCCCTCA TGTTTTTCTTGATTATTCTTGAAGAGG 243

Ai03B7677 Araip.B03 7677 c (AT)7gataattattagttgaaataaaatataaaaaaaa(TATT)672 18663717 18663788 TCGTTGAGGGTATATTTGATGC TCGCATATCCGATCCACATA 267

Ai03B7679 Araip.B03 7679 c (AT)7aatccgcattctctcta(T)1647 18664686 18664732 CAGATCCTTTCCTGAATCCTG GGATGGGCGAAACAGAAAC 272

Ai03B7683 Araip.B03 7683 c (T)19ctttttatggtgtcaagttaagtcgactgtttatcactacggtcaaggtcctggc(T)1084 18678641 18678724 GGTGGTACTGGTTTTTGTTTTT AAAAGTCTAAGCTCCATGTTCCC 149

Ai03B7684 Araip.B03 7684 p2 (TA)6 12 18679769 18679780 CAAAAATTCTCCATAAACAACAAA AGTTCATCCAATCCAAACCG 256

Ai03B7686 Araip.B03 7686 p2 (TA)7 14 18688445 18688458 TTGGATCTCACGTCCAAACTC AATTTTGTGTGTTCTATGTTGTATTTG 279

Ai03B7694 Araip.B03 7694 p3 (ATC)5 15 18698474 18698488 GCAGCTACAAGCACAAGAACA CCTTGCTGGTTTCTGGTTTC 246

Ai03B7696 Araip.B03 7696 p2 (GA)9 18 18706904 18706921 TCTGGTGTTTTGGAAGGAGC TGGAGGGTAGGAAAGCAAAA 224

Ai03B7697 Araip.B03 7697 p2 (AT)9 18 18710435 18710452 TGGAGAAGCATCACTCATGG TGAAAGTGACTGACTAATGCTCG 254

Ai03B7703 Araip.B03 7703 p2 (TC)6 12 18718915 18718926 TTCTCCTTTTCGACGCTGTT AAAGAGAAAGCGGGTTTGGT 218

Ai03B7704 Araip.B03 7704 c (CT)6catggcttatatgccactttattctttcttta(T)1054 18723624 18723677 TTCCCCCAAATTCTTCTCCT TTGTTAGTGGGTCTCCAGCC 171

Ai03B7705 Araip.B03 7705 p2 (TA)8 16 18727155 18727170 TTCAGGTAATTTTAGGGTGGC TCCATCCATTTTCTTATCCAGC 167

Ai03B7707 Araip.B03 7707 p2 (CT)6 12 18728704 18728715 CCGCTCCATGGAACCTATTA AGTGAGGGACTTGAGAGCCA 201
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Ai03B7708 Araip.B03 7708 p3 (TTC)5 15 18734128 18734142 ACGGCCAACTCAGTTTTCAC CAGAAAAGGCACAACAGTTGAA 278

Ai03B7709 Araip.B03 7709 p2 (AG)6 12 18736529 18736540 TATCAGAAATCGCTGGGGAC AAGGAACATGGAACCTGGAA 251

Ai03B7710 Araip.B03 7710 p2 (TA)6 12 18744745 18744756 AAAGCCTGTTAAAAAGCCTGC CTGGCCTGTCAGGTCTGTCT 268

Ai03B7711 Araip.B03 7711 p3 (AAC)5 15 18752324 18752338 GACTCACCTGAAACTCCCCA ACATGACAGAGCACAATGGC 275

Ai03B7712 Araip.B03 7712 p3 (ACC)6 18 18754661 18754678 TCCATTAACCCTTCCTTCCC AGGGAGGAATCAGAGGGAGA 237

Ai03B7714 Araip.B03 7714 p3 (GTT)5 15 18755517 18755531 AGTTGTTGGCCCCCTAGACT CTTCGAATTTCTCCTTCCCC 229

Ai03B7717 Araip.B03 7717 p2 (CT)6 12 18771539 18771550 TCTCTCGCGACTACCCTCTC TTTCAAATGAATGAAGACAGAAAAA 248

Ai03B7718 Araip.B03 7718 p3 (TAT)7 21 18772570 18772590 TCGCATGTACAGTACGGAGTTC TGATCATTTATGGGGTACTTGTCA 274

Ai03B7719 Araip.B03 7719 p3 (AAT)5 15 18775575 18775589 CCGCTAGAGAGGAGAGGGTT TTATCCATCGAGGAACGAGG 208

Ai03B7720 Araip.B03 7720 c* (AT)7(T)12* 25 18776550 18776574 TGATTTGCTTGTGTTTAGGGG ACAATGAAGAGGGGCATTTG 199

Ai03B7721 Araip.B03 7721 p2 (TG)14 28 18783145 18783172 GCTTCTGATCACTCTTGCTGG TGGTAACTTCATCCCAGCCT 280

Ai03B7722 Araip.B03 7722 p2 (TG)7 14 18783528 18783541 AAACAAGCCAATCAACCAGG CCAACCAAAAGACAGATCCAA 223

Ai03B7726 Araip.B03 7726 c (CA)17tatgtaaaaaaggtatttctgtgtatgtttgtgtgtttgtg(T)1186 18794716 18794801 AACCAATAACAAGTGTCCCCC CATCAGCATATATGTGTGTGTCAGA 269

Ai03B7728 Araip.B03 7728 p3 (ATA)8 24 18806356 18806379 TCCTTTAACACCAGCCAAGG TTGTGAAATGGGCACAAAAA 259

Ai03B7733 Araip.B03 7733 c (ATA)16(AGA)9 75 18813983 18814057 TGTGATCCAGGACATGGTTG TTAGATGAGGGACGGTTTCG 266

Ai03B7734 Araip.B03 7734 p3 (CCA)5 15 18814226 18814240 CGAAACCGTCCCTCATCTAA GTGGTGTTGGTGGAGGTTGT 171

Ai03B7735 Araip.B03 7735 p3 (TAA)5 15 18814548 18814562 GAGGGACGATTTCGATTCTG TTACTATTGCCGCCAAAACC 272

Ai03B7738 Araip.B03 7738 p2 (TC)6 12 18818013 18818024 AAGTCATAATTCGGTCCAATACA TCAAACGCTGCGTAAAACTG 101

Ai03B7752 Araip.B03 7752 c (A)10cgagagcaatggtggtgctgccactaatagtattcttggtgttattgatagtagttgcagaagtattatcatggaagaaatgatcgagaaggagatt(A)10117 18862900 18863016 GCGTTGATCATGGTGTTCTC TTGGAAAGAATTAAGTTTCATGGAG 270

Ai03B7753 Araip.B03 7753 p3 (ATC)5 15 18863343 18863357 TTCGTCGTTGCTGTTACCAC GGTGTCAATGTTTTGGGCAT 265

Ai03B7757 Araip.B03 7757 p2 (GA)7 14 18895704 18895717 TGGGAAATGGATCCTCTCAA TACACACAGACGGGAATGGA 187

Ai03B7763 Araip.B03 7763 p2 (CT)6 12 18911334 18911345 TCTTGTGAATCAAGTCATTAATTGTG TGAAAAAGGAGGGGGAGATT 280

Ai03B7765 Araip.B03 7765 p3 (GAT)15 45 18919771 18919815 AAATGAACCGAAAATTGTCCA CACCACCAACACCTCCTCTT 277

Ai03B7767 Araip.B03 7767 p2 (AT)7 14 18925643 18925656 TGGTGCTACGAATCAAGCTG AGCCAGTCTAATCTCCGTGG 232

Ai03B7768 Araip.B03 7768 p2 (CA)6 12 18929730 18929741 AACCGACCGCAACTAACAAC TGCTTGTTTGCGCATATCTC 128

Ai03B7769 Araip.B03 7769 p2 (CA)6 12 18930890 18930901 AACCGACCGCAACTAACAAC TGCTTGTTTGCGCATATCTC 128

Ai03B7775 Araip.B03 7775 p2 (TA)6 12 18953750 18953761 CTGGCTCAGAAAGAAGTCGG TTCAGGAGGCTAAGGCAAGA 210

Ai03B7778 Araip.B03 7778 p2 (AT)8 16 18973960 18973975 ATAGCGGTCAAAACCACCAG GCAAGCATTTTTAATGTTTCTTTT 278

Ai03B7781 Araip.B03 7781 p2 (TA)9 18 18982225 18982242 TTGAACTTTTAACGTGCCAAA CCAATGAATTCAATTTAAGAAGAGC 145

Ai03B7783 Araip.B03 7783 p3 (TTA)6 18 18990295 18990312 GTGATCTGCCGAATGCTTTT CGAGTTATACACCGGCCAAT 267

Ai03B7784 Araip.B03 7784 p2 (AT)7 14 18992570 18992583 TTTAAACTGCAATACCGCTCC GGCGCAGAAGTTACGAAGAG 267

Ai03B7785 Araip.B03 7785 p2 (TC)9 18 18994334 18994351 AGCTCAGACCACGTCTCTCC AGGAGTAGCACCCAGTCCCT 249

Ai03B7786 Araip.B03 7786 p2 (CT)6 12 18994463 18994474 CGACGCGATCTCTCTCTCTC AGGAGTAGCACCCAGTCCCT 223

Ai03B7787 Araip.B03 7787 p2 (TC)7 14 18998649 18998662 CCTCTCCTCTGTACGATCCG GTCATCGTCACCATCAGTGG 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B7788 Araip.B03 7788 p2 (CT)6 12 18998774 18998785 CCACTGATGGTGACGATGAC AGGAGTAGCACCCAGTCCCT 195

Ai03B7792 Araip.B03 7792 c (AC)12(AG)16 56 19016296 19016351 TCACGTGTTGCTTTGGGTTA GCTTGCAGGGTCAGAGCTAA 252

Ai03B7797 Araip.B03 7797 p2 (GA)6 12 19024766 19024777 GGGTTCGAATTTGGTGATGA TTTCTTATCTTTTTCAAAACCACC 280

Ai03B7799 Araip.B03 7799 p2 (AT)7 14 19031038 19031051 GAGACCCGTTTAATCCCCAT GAGAACAGGCATGCTGAACA 252

Ai03B7800 Araip.B03 7800 p3 (CAT)7 21 19036758 19036778 TCATCTTCTGCTGCTGCTTC TTGCTGCAAATACACAAAAATG 259

Ai03B7804 Araip.B03 7804 p2 (TA)18 36 19039265 19039300 CGCATAAAATGATGTTAGTTCCC AGCGAAGAAGAAGGAACGTG 271

Ai03B7805 Araip.B03 7805 p3 (TTC)5 15 19039443 19039457 TGATGTTAGTTCCCCTCAAAGAA AGCGAAGAAGAAGGAACGTG 262

Ai03B7810 Araip.B03 7810 p2 (AT)6 12 19048105 19048116 ATCGCCTACCTAGCCTCCTC GGGCACTATGTAACTGGCGT 272

Ai03B7820 Araip.B03 7820 p2 (AT)6 12 19073050 19073061 ATTCACGGTTTTCGTCGTTC TGGCTATCTCATAAAAAGGGGA 231

Ai03B7822 Araip.B03 7822 p2 (GA)11 22 19080546 19080567 ATGAATTGGCTCACCGAAAA CGCAACCCCTCTCTACTCTG 255

Ai03B7824 Araip.B03 7824 c (T)14nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)1586 19091801 19091886 TCAACCGGTCGAACAAGATA CCACTTTATTGTGTTGAGCTTCC 280

Ai03B7828 Araip.B03 7828 p2 (AT)7 14 19106128 19106141 CAAAACCGCTCCCAAAAATA GGATATGGGCGCAGAAGTTA 267

Ai03B7831 Araip.B03 7831 p2 (AT)7 14 19116977 19116990 GAAACAACATTGAACCCGCT GCTGGAATTAGGTGGCATTC 223

Ai03B7834 Araip.B03 7834 p2 (TA)7 14 19124009 19124022 GAGAGGCATCTCATTAGGCG AGTCCACGAAGTCAAGGCTG 232

Ai03B7835 Araip.B03 7835 c (TA)6aaaaagagtgaaccttttaatatagaacaagaagggtatctggggatctcttcaagccattgaacttcattagttttcac(A)12104 19125043 19125146 CGCATTCCCATTTAAATTCAC TTACCATTTCGTCATTCGCA 226

Ai03B7840 Araip.B03 7840 p3 (TCT)5 15 19128687 19128701 CACATACAAGCGTTTTCCCA ACGGCGATAACGAGAGAGAA 168

Ai03B7841 Araip.B03 7841 p3 (GAA)5 15 19129714 19129728 GGAAGAGGAGGAGGAGAAGG GAGTGGACCCAGGGATTTTT 266

Ai03B7843 Araip.B03 7843 c (T)10aaattttggtgactaactatatttcagtttagtaa(T)1257 19131010 19131066 TTGCCAACAGTTTATTTATATTTCTGA TTTGATAAATTTGGTCTTGTATTGAAA 226

Ai03B7848 Araip.B03 7848 p2 (TC)6 12 19149915 19149926 CGAGAACATTTTCAGCCCAT ATGGCTGAAGCAGGAAAGAA 258

Ai03B7854 Araip.B03 7854 c (TA)6aagatagaaaagagtataaaaagtaaagagagagagaattgcataa(AT)772 19198312 19198383 TCTCGTGCTGATAACGTGTTG TCTCTTTTTACTTTTCATACTCCTTTC 242

Ai03B7856 Araip.B03 7856 p4 (TTTA)5 20 19199517 19199536 TGAAGTAACAAAAGAGCATGGAA AGCTCGACCCGGAAATTACT 279

Ai03B7857 Araip.B03 7857 p2 (AT)23 46 19205824 19205869 GTCCGGTTTGCTAAACCCTT AAGTACCGTGACTTGCCACC 230

Ai03B7858 Araip.B03 7858 c (TG)7ttaatgagtaagtgtattgtttgtgtgtatatgtgctgattgtgtgggtggggtactcta(TG)1094 19208151 19208244 CGGATCTCCCTCTCTTCCTT AAACCACCCCAAACCCTAAC 193

Ai03B7862 Araip.B03 7862 p3 (TTG)6 18 19236981 19236998 TCTTGACATCCCAGAGGTGG TCAAGAACCAACAATGCCAA 193

Ai03B7869 Araip.B03 7869 c (GA)6a(AG)21 55 19258150 19258204 AGAGAGAGCGAATTGACCGA GCTATTCACCACCACCCACT 262

Ai03B7870 Araip.B03 7870 p3 (CGT)6 18 19275899 19275916 CCAAGGCACAACCTGATTTT AGAAGAAGAGAGCGAAGGGG 106

Ai03B7872 Araip.B03 7872 c (T)10caattaagtctcttttagtagtaattggcttaattttatagggacctaact(A)11gaattaatacagggacctaaataaaag(A)10109 19278385 19278493 TCTTTTTAATTGGGTCCCTGC AATTGAGTCCTTGCACCAAA 180

Ai03B7873 Araip.B03 7873 p2 (TA)8 16 19280842 19280857 TACGGTACGGCCTTGAAATC CCTCATACAGTCCAGCCCAT 233

Ai03B7874 Araip.B03 7874 p2 (AT)8 16 19286453 19286468 CAAATTCAAGGGAAAAGCAAA CCTTTTGCCACATTACACGA 262

Ai03B7875 Araip.B03 7875 p2 (TA)7 14 19290120 19290133 GCCCTTGCATCTTTATGAGG ATTCACAACACCGGCTTCTC 276

Ai03B7878 Araip.B03 7878 p3 (TAT)7 21 19308410 19308430 GTCGGGCTTATCCAGAACAA TATGCATATCCACACGGCAT 125

Ai03B7879 Araip.B03 7879 p3 (TAT)6 18 19310511 19310528 CCAAAATCAAGGTTGTTCTTTTT ATGGCATGCATATTCACACG 128

Ai03B7882 Araip.B03 7882 p2 (AT)8 16 19317692 19317707 GGCCTCAAAGAATCCAGAGA TGGTTTGGTTCGGTTTGTTC 280

Ai03B7884 Araip.B03 7884 p3 (AAC)9 27 19325043 19325069 TCAACAATCAGAAAAGGGGC GTTCTGTTCTAATCCCGCCA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B7885 Araip.B03 7885 c (T)11c(A)12 24 19326612 19326635 AGAGCCAGCACTTCATTCGT TTGGCTTGCTGTTTGTCTCA 185

Ai03B7886 Araip.B03 7886 p2 (AT)9 18 19328341 19328358 GACCACCCTCTTTTGGAATTT TGTGTCTACAACTCCGCATCA 277

Ai03B7889 Araip.B03 7889 c (AAT)5aaatccagtgtgttg(TAA)648 19336912 19336959 TGTCATGCTTTGTTGTAAGCAAT GTGGAGTCCTGCACACACTG 110

Ai03B7893 Araip.B03 7893 p2 (CA)16 32 19343050 19343081 ACCACAACATTCACGGCATA TCGGAGAGAAATGGACTTGG 214

Ai03B7896 Araip.B03 7896 c (CTT)7ctcccgcgcttcttctcacgctcgtttacgcatggagcgtcttcttcttcttcgccttcttcttcgcgt(TCC)7111 19363001 19363111 TGCTTCTTCTCTTCTTCTTTTCTTC TTCTACTGCTTCTTCACCGGA 277

Ai03B7901 Araip.B03 7901 p2 (AG)6 12 19372844 19372855 TTTGAGGAAGAAGGTCAACACA TTTTTGGTTTTATTATTTTGTTGGTTC 271

Ai03B7903 Araip.B03 7903 p2 (TC)7 14 19382130 19382143 TTCCTGAACTTTTCGCGAGT CGCAACAGCTTACTGATCCA 176

Ai03B7909 Araip.B03 7909 p2 (AT)6 12 19394675 19394686 TGCTCGTACCCTATTTTATTGG TCCAATTTTATTCTCATTTAATTCCA 214

Ai03B7913 Araip.B03 7913 p3 (AGA)5 15 19401571 19401585 TGTGAATCGGCAACCATAAA CCCTTTCTCTTCTGCTCCCT 155

Ai03B7915 Araip.B03 7915 p2 (CT)7 14 19411484 19411497 GAAACACCAAGGGTCAAGGA AGTGGGGCTTTGTTTTTGTG 172

Ai03B7917 Araip.B03 7917 p2 (TC)7 14 19415902 19415915 AAATGCCTGTATTGAAAAAGGTT ATGCTTCGCAAATAAATCGG 257

Ai03B7923 Araip.B03 7923 c (A)12tattgtagaaaatatgaacgcatttcaaagaaag(A)1056 19426179 19426234 GACTTATGAGGGCGAAGCAG CCCACTTGACTAATCCCCAA 247

Ai03B7925 Araip.B03 7925 p2 (TC)6 12 19431146 19431157 GGCTAAAGCCTCAAGAGAATAACA TCTCGTGCTGATAACGTGTTG 252

Ai03B7926 Araip.B03 7926 c (T)10ctttctctttttttttctttattttttgcctctc(T)1054 19434158 19434211 AGCCACTTAGGCCAGGATTT TGAAGCAAGAAAAAGCTGTGAA 223

Ai03B7927 Araip.B03 7927 p2 (AG)6 12 19436207 19436218 ATAGGTGAGGGGTTTTTGGG CAATTAAGGGGGCGTTTACA 193

Ai03B7929 Araip.B03 7929 p3 (TTA)5 15 19447850 19447864 TCGGTCCTTTTCACTTCCAC TACGTGTGCACAAATCAGCA 266

Ai03B7930 Araip.B03 7930 p2 (CT)11 22 19448199 19448220 TGTGCACACGTAATATCGTCG TTGGGATGGTTGTTGCAGTA 278

Ai03B7934 Araip.B03 7934 p3 (AAT)20 60 19455172 19455231 GCATGACCCAAATTGCTTTC TCCTCTTTACATGCTGCTCCT 200

Ai03B7938 Araip.B03 7938 p2 (AT)12 24 19474597 19474620 TAGTTGCTTGCCACCACTTG CCATTGGACAGTCCCTCTGT 250

Ai03B7940 Araip.B03 7940 p2 (TA)6 12 19483956 19483967 GCATACAAGCCACGTTTCAA TGGAACCAGAATGTTGTTGCT 236

Ai03B7943 Araip.B03 7943 p3 (TAA)6 18 19493380 19493397 AATCTGAGGTCTCTGTGCCAA GACATGTCAAGCAGCTCCAA 221

Ai03B7946 Araip.B03 7946 p3 (GAT)5 15 19498276 19498290 CGTTGTCAGAGATGGCAAGA GCATCAGGACAAGGAGAAGG 201

Ai03B7950 Araip.B03 7950 c (T)14ggataaatgcttcattacagtaatcagacattaaaatataggaagacaataaattc(T)1585 19508145 19508229 TCCTCTCTCAAACGGACACC TGTTTCGACTTTCGACTTTTGA 275

Ai03B7952 Araip.B03 7952 p2 (TA)6 12 19510576 19510587 TTACATACAAATTGGACACAGGTT CGCGAAATCGAGCAAGTTAT 178

Ai03B7953 Araip.B03 7953 p3 (ATT)21 63 19513513 19513575 TTGTCAAAATCTTAAGGTGGCA GGGACAAATTTGACTATTAACCC 250

Ai03B7954 Araip.B03 7954 p2 (CT)6 12 19534159 19534170 TGAACCTGAGAGGAAGTTGAAA AGGCGATTTTTGGGCTATTT 228

Ai03B7955 Araip.B03 7955 p2 (AT)7 14 19535359 19535372 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 224

Ai03B7958 Araip.B03 7958 p2 (CT)6 12 19540340 19540351 TGGCAAGGTATGAAAATTTGG TTTGGGCTATTTTTGACCCA 280

Ai03B7959 Araip.B03 7959 c (TGC)5(TGA)6 33 19545422 19545454 CGTAAAGCTCTGTGCGGTAG TGCCATTGCTTAGTGAGTTTTT 250

Ai03B7962 Araip.B03 7962 p2 (AT)6 12 19548821 19548832 TGACCACCACACTCTCTGTTG GGAGCTTCTTTTCTGGGGTC 237

Ai03B7967 Araip.B03 7967 p2 (AT)6 12 19559546 19559557 GTACAAATTTGGCTGCGGAT TGTGAGTACAAGACTCACTTTCTTCA 147

Ai03B7969 Araip.B03 7969 p2 (TC)7 14 19565021 19565034 AGTGACAATGGGGTTTCACC AGGTTTTGGCCTAAAGTGGG 180

Ai03B7970 Araip.B03 7970 p2 (AT)9 18 19566476 19566493 GGTCACGACAATCCTAAGGC GTGAACATTCGCGCTTTGTA 124

Ai03B7973 Araip.B03 7973 p2 (TA)6 12 19581945 19581956 TCATTGACGAGTAAGCAAAACAA GGTAGGTTATTTGGGCCGTT 144



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B7974 Araip.B03 7974 p2 (CT)7 14 19589069 19589082 AATCTTCCCCAAAATCCACC TAAGCAATCCGATGCAAACA 267

Ai03B7976 Araip.B03 7976 c (T)10gttgaatctgtatttttaatttgttaatggaagaagaatttgttcttct(AGA)574 19592917 19592990 TTGGATTTCTTGAATTCCTGATT CGTTGAGGGTCAAAATTGAAA 257

Ai03B7982 Araip.B03 7982 c (CT)6aacattctct(TC)1858 19596504 19596561 GCCCTAAATTCGAATCGTGA GAGCAACTAACACGTCGCAA 222

Ai03B7986 Araip.B03 7986 c (ACA)5attcagaatagaaaaaatcatcagttgaaatgggttgaccgtaa(T)1473 19601094 19601166 GGGAACCAAGAGGAAAAAGC AGACTAGCCCCTGTTTGGGT 245

Ai03B7992 Araip.B03 7992 p2 (TA)7 14 19612774 19612787 TGTAGCCTTAGGTCCCTCATT TGTATTTGCTGTGTTTTGCTAGA 279

Ai03B7995 Araip.B03 7995 p3 (AGT)5 15 19618635 19618649 AGAATGCTTTTGAATGGGGA AACTTCTGCCAAAGCTTCCA 266

Ai03B7997 Araip.B03 7997 c (CA)7tatccttcaggagaccagaaaatcaggacccagatttcataaccataataaaaaac(TAT)585 19631614 19631698 AGGATGACCAACCAAAAGACA TTCTGGTGCTTTTTCCAATTTT 237

Ai03B7998 Araip.B03 7998 c (CA)7tatccttcaggagaccagaaaatcaggacccagattttataaccataataaaaaaac(TAT)586 19638432 19638517 AGGATGACCAACCAAAAGACA TTCTGGTGCTTTTTCCAATTTT 239

Ai03B8000 Araip.B03 8000 p2 (TG)6 12 19647588 19647599 TCAAGTGGTGAAAAGGGGAG ACCTCGCCGTCAGACAATTA 217

Ai03B8003 Araip.B03 8003 p2 (TA)9 18 19649766 19649783 TCGTTCAGTAAGGATTCGGG AAATCAAAGGTGGCGAAATG 266

Ai03B8004 Araip.B03 8004 p3 (CTT)5 15 19650028 19650042 AAAGACCAGCAAAGCCTTCA TTCTCTTGGTGCTGTGGTTG 197

Ai03B8005 Araip.B03 8005 p3 (TAA)5 15 19669403 19669417 TGCGTCTGAAATTACCAGGA AGTCATAACCACCGCCATGT 190

Ai03B8006 Araip.B03 8006 p3 (TAT)7 21 19669985 19670005 CAGCCATATATGACCGACGA GGTTGAGAGAGCTATTGCGG 264

Ai03B8009 Araip.B03 8009 p3 (TCT)8 24 19686092 19686115 ACCATCGTCGAACCAACTTC TGTGAAAGACGGTGAGGACA 263

Ai03B8010 Araip.B03 8010 p3 (AGG)6 18 19686452 19686469 TATGCCTTATCCTCCGCAAG TGCCGAGTGACAGGTATCAA 259

Ai03B8011 Araip.B03 8011 c (T)15gctaaatcacacaaagtcaaatttatcaagtggattagtttttgtacttttgtctttttatatctctcaaaataagggacacatacc(A)11113 19687748 19687860 TGGCTTTATTCTTAGTTGATTCCC AAGAAAGACATGCTAAACAATCG 222

Ai03B8015 Araip.B03 8015 p3 (AGT)6 18 19690234 19690251 GGTGAAGACGATGTTGGGTT GGGTAATGTTGAGGGTAATCTTG 257

Ai03B8020 Araip.B03 8020 p3 (TGA)7 21 19709193 19709213 ATTGGCATAGCCACCTGAAG TTGTTGTTGCCCTTGTTGTC 271

Ai03B8021 Araip.B03 8021 p3 (CAA)6 18 19709400 19709417 TCCAATGTGACAACCGAGTC AAACAAAGTTGTTGCACCCC 165

Ai03B8023 Araip.B03 8023 p3 (ATA)5 15 19713840 19713854 GTTATCCGATCCTTCCCGTT CGTTCCGGGTCACTATGTCT 280

Ai03B8024 Araip.B03 8024 p4 (AAAT)5 20 19714754 19714773 AAAAAGCCAACGATAACATAACAA GGATCGAATTGGATTTTGGA 250

Ai03B8027 Araip.B03 8027 p2 (TC)14 28 19716433 19716460 GGATGATCTCTCCCTCCTCC AAGCTTCCTCAGTCTGCGAG 262

Ai03B8028 Araip.B03 8028 p2 (AT)9 18 19720048 19720065 TGGTGTGCTTTTGTTCTTGC AGGAGTTGCGACGAGAATGT 217

Ai03B8031 Araip.B03 8031 c (T)11aatttttaataagaaacgacgtcatttcaagcgaaggat(A)1060 19726335 19726394 TCCATTTCAGCAATCAGCAG TCGAACCGAATAAGGAATCG 193

Ai03B8034 Araip.B03 8034 p3 (AGA)5 15 19755258 19755272 GCAATGCTTTTACCACACCA CCCTTTCTTCTTTCCCTTGG 133

Ai03B8038 Araip.B03 8038 c (A)15(T)25atataaata(T)17atgtttttataaaaa(AT)28137 19764936 19765072 TTGGCCATGAAAAAGAAAGAA TGTGAAAGTTATTGGCCAACTTTA 276

Ai03B8048 Araip.B03 8048 p4 (TTTA)5 20 19806812 19806831 AAGTTTGGTGTTACTCAGTTGATTC GCAGAGAAGTCCCTGTGAGG 172

Ai03B8051 Araip.B03 8051 c (A)10gaggcagaaaaaaatagcagtagataatcctgctcatcttaaaattataccctccccctgc(A)1081 19824836 19824916 CACCCTCCAAGCTCCTAAAA CTCTTCCAGGGGCTTTACCT 208

Ai03B8060 Araip.B03 8060 c (GA)8gggagagaggaattttctggtttttta(T)10caaatgaataaaagaaaaaagctttgcagtcttcttctgtgtagctagttgcttggctcttattagcgttgcttcattctatgta(TC)10158 19841023 19841180 GAGAGAGAGGTTGGTTTTGGTG ATTAAACCATCGCCTCATGC 271

Ai03B8067 Araip.B03 8067 c (T)11c(T)12 24 19873183 19873206 TGCAATACAGCCACAGGAGA TCCACCAATGAGGAAATTGA 278

Ai03B8068 Araip.B03 8068 c (T)13aagacgtttacatgtattatgatattatttgatatttttattaaatcggttaataatttattttttaataaatcagaacaaaattgatttatt(ATA)6124 19874025 19874148 TTGAAGTGGTTTTTGTTTTGGA TGTGTAAATCGGTGGGATCA 233

Ai03B8069 Araip.B03 8069 c (A)10g(A)11 22 19874506 19874527 ATACGACACATAGGGGTGGC GTCAAATTGGTGGGTTTTGG 178

Ai03B8070 Araip.B03 8070 c (T)10gtcttatacattatacaacacactcatttacac(ACT)558 19874940 19874997 TGTTGAGTTAGTTGGTTGATTCTTTT GCACCAGGTTCGAATCTTCA 269

Ai03B8071 Araip.B03 8071 c* (A)10(AG)8* 25 19876919 19876943 TTTAACTCCCTCGCCTGCTA CCACCACAACAGTCAACACC 238
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Ai03B8075 Araip.B03 8075 p4 (CTTT)7 28 19880896 19880923 ATCCAGAAAGGTTTGCGTTG GCACAATGCGTTTTAATGGA 276

Ai03B8077 Araip.B03 8077 p5 (TTTTC)5 25 19882695 19882719 GGCATCCAGACCTCATCTGT CTTGAAATGTGGTTGCGTGT 207

Ai03B8080 Araip.B03 8080 p3 (TTA)5 15 19885322 19885336 GAAATGTTTTTGACTGCCCAA TCGCGGGAGAAGAGAAGATA 217

Ai03B8081 Araip.B03 8081 c (TTC)5tttcaaatacacgcatacattatcttcttcttttaaattcatgcatacctcctcctccttctttttcttcacgcacgtaaattcttcttctgcttt(TCC)11144 19885467 19885610 TTTTTCATCCAAGTTTTATCCGA TGTTGGTGTTGTTGGTGATG 278

Ai03B8082 Araip.B03 8082 c (AGA)5aagaggaggagaagaagaagggaagaagaaaaacctgcgcgaattt(AGA)576 19886251 19886326 TGGAGGAGAAGATAGAGGAGGA ATTTTGCTTGGATGTGGAGC 165

Ai03B8083 Araip.B03 8083 c (TTC)15taaattcacgcaagttcttcttcttcc(CTT)896 19886470 19886565 TTAAATCACGCGCTCCTTCT GAAGAAAAATTCGCGTGTGC 206

Ai03B8085 Araip.B03 8085 p2 (AT)11 22 19896299 19896320 TCCAGGTTGAGACCCGATAC GCATATGATGCATGCCTGTC 246

Ai03B8087 Araip.B03 8087 p2 (AT)31 62 19898292 19898353 AATTTGATCCTTTTGCAACATT AAAACCTGCACAGCAAAATTA 278

Ai03B8093 Araip.B03 8093 c (AT)6acccaacctaactcacaagaagtacaataatgcttctggag(T)1063 19914094 19914156 TTTTAAACATCTTCAAGACACATACA GCTATTTCAATCATTCATTTTTGC 231

Ai03B8094 Araip.B03 8094 p3 (AAT)6 18 19914295 19914312 GCAAAAATGAATGATTGAAATAGC TTGGTGCCCTACAAAAGGTC 152

Ai03B8100 Araip.B03 8100 p3 (TCC)5 15 19940609 19940623 TCCAATGTTTGTATCCTGCG TGCAGCAACAATAACAGCAA 145

Ai03B8102 Araip.B03 8102 p3 (AAG)5 15 19941278 19941292 TTTTCGGAATACACCCCAAT TCCACATAATTCAAAACTCTTCCTC 263

Ai03B8105 Araip.B03 8105 c (T)10aattttctg(TA)631 19947981 19948011 TTCAAGTGATGCTGTCCAGG TGACTAATTTGATTAAAAATGCATGA 267

Ai03B8106 Araip.B03 8106 p3 (GAA)6 18 19951802 19951819 TCAGCAGCATCAAGTGAACC TCTCCTTCTCCTTCCCCATT 245

Ai03B8108 Araip.B03 8108 p3 (ATT)5 15 19952942 19952956 GACTTGACAGCACCGAATCA ACAACAAATCCTTGGTGGGA 245

Ai03B8109 Araip.B03 8109 p2 (TA)7 14 19955571 19955584 CCCCTCTTGATATCGGGTCT CCCCGGAGGAAGATCTTAAA 277

Ai03B8110 Araip.B03 8110 p2 (AT)6 12 19956540 19956551 TTACACATGCCTGGGTTGAT ACGTGCTTCATGGCTGTAAA 278

Ai03B8111 Araip.B03 8111 p2 (AT)12 24 19969636 19969659 ATGGCTTGCCAGGACTGTAG TTCCATCTGAATTTGTGGTCC 278

Ai03B8112 Araip.B03 8112 p2 (AG)10 20 19979576 19979595 TGAGAAGAGCGAGAGGAGATG TGCTTTTATTTCTTTTCTTAAAATTCG 220

Ai03B8114 Araip.B03 8114 p3 (AAT)5 15 19983063 19983077 AGCTGCTGCCATACACTTCA TGCCAAGAAAGCTGAGATGA 274

Ai03B8117 Araip.B03 8117 p3 (AAT)6 18 19986886 19986903 TTGCGATATGTTGAGTCTGAAA CAACTACCCATTACTTACTGTCCG 228

Ai03B8119 Araip.B03 8119 p3 (TCT)5 15 19989724 19989738 TCACTTTCACCTTGAACCCC TGCGCTACCAACGATCAATA 151

Ai03B8120 Araip.B03 8120 p2 (CT)22 44 19993021 19993064 ATCCCAAATTGGAGTTGCAG AACGTTCACATTGCCTGCTT 262

Ai03B8121 Araip.B03 8121 p2 (TA)6 12 19995253 19995264 GGCTGGGTTTAGGGTTTCTC AGAAATCGGTCATTTGGTCG 208

Ai03B8127 Araip.B03 8127 c (T)14ctgagatcaaatcagagggtccgatttgcatggagaggagatctaaaaataacataaaggaattcggaccctgcgacttgtgcatgagtaaa(T)10116 20010102 20010217 TGAGTGTGTTGTGTCGGGTT ACAAAGAAAACGGACCATCC 251

Ai03B8128 Araip.B03 8128 p3 (CAA)5 15 20019239 20019253 ACTTTTCCAATCCCAAACCC GAAGAGTGGAAATCGGGTGA 260

Ai03B8131 Araip.B03 8131 p2 (GA)21 42 20024795 20024836 GGAGGGAGAGGGAAGAGAGA CCTCCACCACTACCACCACT 128

Ai03B8132 Araip.B03 8132 p2 (AG)6 12 20025931 20025942 TTCCATGAATCCACACAAATG TCCCTATTCAATAATTCAACGACA 278

Ai03B8140 Araip.B03 8140 p3 (ATA)5 15 20033106 20033120 AGTGTTGTTTGCTCCCATGA CATGTATGCCTATGCTGGAA 209

Ai03B8157 Araip.B03 8157 p2 (AT)6 12 20086015 20086026 TTTTGCCGGATTCTTAGAGC CCTTCAACACACCTGGAGTTC 278

Ai03B8159 Araip.B03 8159 p3 (AAT)5 15 20088819 20088833 TGGCCAATATTTTATTTTCCTCC TGTTTCTTGTGTGCAAAACG 256

Ai03B8162 Araip.B03 8162 p2 (TA)8 16 20094053 20094068 GCCTTCTCAAAGCAATCTGTG CACCCCTGGAGTGAAAGAGA 271

Ai03B8165 Araip.B03 8165 p3 (AAT)7 21 20098735 20098755 AACCCACGTTTGACCAAGTC ACCCCAAACATTGGAGACAA 273

Ai03B8167 Araip.B03 8167 p3 (TAA)5 15 20107474 20107488 GAAACTAGATTGAGGATGCGG CCATAACGGACAAAGAATCAA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B8170 Araip.B03 8170 p2 (CT)6 12 20126572 20126583 GCAAAAAGCTGGCGTTAGAC GGGGTTTTTGAAGGATGGAT 211

Ai03B8180 Araip.B03 8180 p3 (ATA)5 15 20170014 20170028 CGAACTACTTGTTTTGTCACCC TGGAGAGTATTTTTATTGCATCCAT 130

Ai03B8181 Araip.B03 8181 p3 (CAC)8 24 20174787 20174810 ACCCTCACCACTACCAGCAC TGCTTGCTGTTTCTCCTCCT 276

Ai03B8183 Araip.B03 8183 p2 (TA)6 12 20175811 20175822 GTTATTCAGCCTGGCCTGC GCCTGTCTGGGCCTTTTAAT 278

Ai03B8184 Araip.B03 8184 c (A)11tttcgaaactttatt(TTTTA)551 20191473 20191523 GACGGTTCATCCTGTTGCTT CAAACATGCAATTGACACCA 232

Ai03B8186 Araip.B03 8186 p2 (TA)6 12 20203364 20203375 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 275

Ai03B8187 Araip.B03 8187 p4 (ATTT)6 24 20210130 20210153 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACATCCTAACCA 161

Ai03B8190 Araip.B03 8190 c (T)10gttttg(T)10 26 20253216 20253241 TCCAAGCATGAAATTCTCGTT ACTCCCAAGTCTCAACGCAT 245

Ai03B8191 Araip.B03 8191 p2 (TA)9 18 20259219 20259236 AATGGCATGCCTAAACAACC TGATTATGCTCAGGTTCAGTGC 118

Ai03B8196 Araip.B03 8196 p3 (TTA)5 15 20264580 20264594 GTGTAAATTCCTTCACCGCC ACATGTTGGACCTGGTGTCA 275

Ai03B8202 Araip.B03 8202 p3 (ATA)5 15 20270488 20270502 TTTTATAGGTGTGGGGGCAA TGGGGTCAAATTTAATAATTTAGGG 110

Ai03B8208 Araip.B03 8208 p2 (AT)8 16 20286286 20286301 ACTTCGAGTGACCCGAGCTA CAACATTCACTTCACACCTCTTC 263

Ai03B8211 Araip.B03 8211 c (A)13gtatttttattgttaatctaattgttgttgttggtg(T)1362 20287871 20287932 TTCATTTAAGAGGTTGCGGG CGGGAAAACTATGGTGTTTGA 218

Ai03B8217 Araip.B03 8217 p2 (CT)7 14 20309716 20309729 TTTCTTATCTTTTTCAAAACCACC AGGAGCAGTGATGTGAGATGA 259

Ai03B8221 Araip.B03 8221 p3 (GAA)5 15 20317483 20317497 TTGATGCATGCAGCTCTTTC TGCTACACGCCACACTAAGG 187

Ai03B8225 Araip.B03 8225 p3 (TCT)6 18 20323230 20323247 CTTCGTTTTCGAGCTTGAGG GCTCTAGCATTAGCGAACCG 184

Ai03B8231 Araip.B03 8231 p2 (TC)6 12 20347958 20347969 ATTACCACGCCACCACTCTC GGTTGAATCGGAGTTCTGGA 147

Ai03B8233 Araip.B03 8233 c (CCT)5ccaatgtttccatgcaaccctttattgtaagccatcatatgatctctctttctctcttctgatcaacaatacctaccaatgacggaacatt(AATG)6130 20352880 20353009 TGCATATGGCCTCCCTCTAT AACCCGTAAAACCCTTCACC 276

Ai03B8235 Araip.B03 8235 p3 (TAA)6 18 20359929 20359946 GTGAATGCCGGAGTTTTTGT TGATTCAATTGGATGATTATGGA 266

Ai03B8238 Araip.B03 8238 c (A)10ctg(A)10 23 20367206 20367228 ACAGCAACACCAATCAACCA TCTTTGTCGTCCACGCTCTA 272

Ai03B8250 Araip.B03 8250 p2 (TA)6 12 20384455 20384466 ATCGGTTTGGTTGGGTGTAA TGGCCAGCATATAATCAGCA 263

Ai03B8251 Araip.B03 8251 p3 (ATT)6 18 20385401 20385418 ATTGTTTGTTGAGGAACCCG TGTGAAGTGCATGTGAAGGA 280

Ai03B8252 Araip.B03 8252 p2 (GA)7 14 20386233 20386246 GCTTGACGTTGGCTAAGGAG TCTCGCACAGAAGAAACCCT 117

Ai03B8257 Araip.B03 8257 p2 (AT)6 12 20392691 20392702 CGGTCCTCTAGCCAGTTCAG AAGAGAGCGGCTAGGGTTTC 256

Ai03B8258 Araip.B03 8258 c (T)10cgtccaaatgcacttgataccctaacaattcttggatccttcaaccttagccattg(TGA)581 20393407 20393487 CAGATCCCTACCCTGCTTCA CAAGGCATTATCAACAATAGCG 270

Ai03B8259 Araip.B03 8259 p2 (AG)6 12 20403017 20403028 TCTTAGCCCCTTTTTGCTGA TGCACTTAGCAGCTGAACCA 224

Ai03B8264 Araip.B03 8264 p2 (CT)10 20 20420363 20420382 GCCAGATCTCTCTCGGAACA TCACTGAAGATTGCTGCCAC 277

Ai03B8265 Araip.B03 8265 p2 (TC)8 16 20420771 20420786 CCACAGGTATGGTGATGCTG TTCTCATTCCACTGGCTCAA 265

Ai03B8268 Araip.B03 8268 p3 (CTT)5 15 20428193 20428207 CCAACACACACGAAACTGCT ATGAAGAGGAGGAGGAACGC 146

Ai03B8269 Araip.B03 8269 c (TCC)8ttcttcgcgcacacaaattcttcttctgcttctcctcctcctccttc(TCT)586 20429554 20429639 ATTACACGCGCTTCTTCTCC AAAATGTTGGTGTTGTTGGTGA 214

Ai03B8270 Araip.B03 8270 p3 (AGA)5 15 20430371 20430385 GGCAGAGGAACACGAAGAAG CATCCAAGTTCATCCAAGCA 170

Ai03B8276 Araip.B03 8276 p3 (ATA)5 15 20447881 20447895 AGAACGAGGATCGAAAAGCA CAACTCCTCGAGACTAGCCG 258

Ai03B8280 Araip.B03 8280 c (TTA)6tg(ATT)15 65 20475757 20475821 TTTTTCTAAGGTACGTTTTTCTTTTT AAGAGGAAGAGAAAGAGATGGAAA 257

Ai03B8284 Araip.B03 8284 c (AAT)7(AAG)11 54 20484776 20484829 CAAGTCCACAACAAGCTCCA TTTGCCAACCTTCTTCTGCT 263
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Ai03B8285 Araip.B03 8285 p4 (GAAA)6 24 20484996 20485019 AGGTTGGCAAAAATGCTGAG AATGCAATGCAATGTGTGCT 192

Ai03B8286 Araip.B03 8286 p2 (GT)9 18 20485301 20485318 GAGAAAAAGGGACAAAGGCA TACGGAGCGTGAGAGAGTCA 209

Ai03B8287 Araip.B03 8287 p4 (AAAT)5 20 20485516 20485535 AATTTTAGTCGCGGAGTCCA TTCATGTCCAGCCATTAATCC 222

Ai03B8293 Araip.B03 8293 p2 (TA)6 12 20502353 20502364 AAACACACAATGTGAATGGGAA TCTCTCTTCAATCGCCACCT 280

Ai03B8297 Araip.B03 8297 p2 (TC)13 26 20510250 20510275 TTGAAGTTGCACCCATGAAA TTGGGGTGGTTCTAACAAGG 164

Ai03B8311 Araip.B03 8311 p2 (CT)11 22 20529036 20529057 TACCCCTCTCAGTGTTTCCC CGGCTGAAGAGGAAGAAAGA 235

Ai03B8313 Araip.B03 8313 p2 (AT)6 12 20536966 20536977 AACCTAGGGATGGCAGGAGT AGCGGTGAAGGTCTGAGGTA 204

Ai03B8323 Araip.B03 8323 p2 (GA)10 20 20587393 20587412 TGAAGATGGGATTCATTACCTCA ACAGGCAGAGACGGTCAAGT 195

Ai03B8324 Araip.B03 8324 p2 (AG)10 20 20590939 20590958 CGCAGCAAACATCTTTACGA TCTTGCTCACTTTTACCCCC 135

Ai03B8328 Araip.B03 8328 p3 (AAT)5 15 20599005 20599019 TTGACGATGGCCTACTTTTTC TAGTTTGTGCACTATGGCGG 232

Ai03B8330 Araip.B03 8330 p2 (TA)6 12 20601495 20601506 TTCACCGGTAACACATCCTTC CACGTTTGAGTTTTGAGGGAG 252

Ai03B8336 Araip.B03 8336 p3 (AAT)5 15 20604248 20604262 TGTTATTTATTTTGCCGCCC TCCTACATGTTACATTCTATGATGG 183

Ai03B8340 Araip.B03 8340 p2 (AT)8 16 20607441 20607456 AAAACCGCATAACACTTCGAT GGAAGACGAAGCTTCAGGAG 257

Ai03B8342 Araip.B03 8342 p2 (TC)6 12 20610452 20610463 TCCCTCTCTTCTTTGCGAAC CCAACCATGGAGGAGAGAGA 244

Ai03B8345 Araip.B03 8345 p2 (CT)13 26 20623162 20623187 CTACCCGTCCGTGTGTTTTC TGTGTCTTTAGGATACATATTAGGCAA 175

Ai03B8347 Araip.B03 8347 p2 (TA)6 12 20626191 20626202 GCTCAGTAACTCGTGAGCTGG TGGTTCGAGCTCACAAAACC 227

Ai03B8348 Araip.B03 8348 p3 (TTG)5 15 20629470 20629484 CATGATAGGACACAATGGCG TTGAATGCTTGGAGTCGGAT 192

Ai03B8350 Araip.B03 8350 p2 (CT)25 50 20639529 20639578 TGAAAGATCGGCTACGACAA GCACATGTGGAAAGGGACTT 267

Ai03B8351 Araip.B03 8351 p3 (TCA)7 21 20644494 20644514 GTGGCAAGTTTCCTCTGCTC GGGACCAACTCGAACAGAAA 213

Ai03B8356 Araip.B03 8356 p2 (TA)6 12 20672925 20672936 TTGGTTTCATTGGAAATAAAAAGAG CACGGGTTGTGTGTTCTTTG 248

Ai03B8357 Araip.B03 8357 p2 (AT)13 26 20673588 20673613 GGAAATGTGGGAACATGGAT TATCATTGGGGCGAATCTGT 207

Ai03B8363 Araip.B03 8363 c (T)11ggtacttacttcgtgacgttcttctcttgtttttacttcggtaatccgtcg(T)13cttttgcttagtctttaacaatttaatttaaagtttaataagatcatcccaaaagtcaaagtgactgtaccaagtgaacaaaa(T)10168 20685974 20686141 CGTGATGTCATAGTTGTTGACTTG CCATCCCAAAAGTCAAAGTGA 266

Ai03B8364 Araip.B03 8364 c (T)12ggggtttgcgttcgagcaggaaatatacaagggctcatccaaacccaaaacgtgcagtctaaaaatatcacccaaaaactgaagttcgacatcgac(A)17125 20687695 20687819 TCCCAAGTTGATTCAAAGGC ATTTTCTTTGAGCTTCGCCA 279

Ai03B8367 Araip.B03 8367 c (A)11cgaaattttttttccttaaattcaattactgcactttctgtttattccagtaaaaaagaaaaaaaaagcg(A)1293 20697435 20697527 CTGCACGTTCCAGGAATTTT TGTGACAAAGGAAACAAGAAGTG 273

Ai03B8369 Araip.B03 8369 p2 (CT)15 30 20718789 20718818 TGCGCCTTAAAAATTGAACC TTTTTCAGGCACGTTCTCCT 256

Ai03B8370 Araip.B03 8370 p2 (GA)17 34 20719129 20719162 TGTGCAAAGACTGCAACAAA GCCCCTACGCTACACTATGC 229

Ai03B8372 Araip.B03 8372 c (A)10gaaagttagtagtttgttgaaacaaaaaagagtgattatatattaaaaaaactgtacatgttttaacttt(A)1090 20721223 20721312 GAGTTCAACCCTCCCTCCTC GCCACGTAAGCGTCTTTACC 277

Ai03B8376 Araip.B03 8376 p2 (AG)6 12 20737027 20737038 TTTCGTTAGAGTTTCGTGCTGA TCAAATGAGGTGGATGACCA 173

Ai03B8378 Araip.B03 8378 c (T)10gtttaattttttttgtttttattcttattaagaggataaaataaaaaaattatgagaatgtaaaataagaagaaaaaaataaac(A)10104 20740415 20740518 CTGTTGTTGTTGTTGCATTTTG TTGAAAAACTTCTGCGTCACA 273

Ai03B8379 Araip.B03 8379 p3 (TGA)7 21 20740668 20740688 TGTGACGCAGAAGTTTTTCAA TGCAATAACAAATGAGGAAGAAGA 157

Ai03B8380 Araip.B03 8380 c (AAG)5(ATG)5gaagaggaggagaagaaaggaaagaggagaagaaattcaaatgagaaaaagagaaa(GAG)5101 20741872 20741972 TGATAACGATAACGAAAATGACG CATCTCCTCCTCTTCCTCCC 152

Ai03B8382 Araip.B03 8382 p2 (CT)6 12 20753457 20753468 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 229

Ai03B8383 Araip.B03 8383 p3 (TTC)5 15 20754774 20754788 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 246

Ai03B8386 Araip.B03 8386 p3 (TCT)9 27 20767619 20767645 CTTCTTCCTCCGGTGTACCA TGGATGCCATAACCTGTTCA 190
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Ai03B8390 Araip.B03 8390 p3 (TTA)6 18 20772696 20772713 CAGAAATGGACAAGGGCCTA TGGGATGATGCTATCTTGAAAA 160

Ai03B8394 Araip.B03 8394 p3 (TTC)5 15 20793814 20793828 AACTGACAACAGCTCCACCC CTTCCCCAAAATCAACCAGA 269

Ai03B8398 Araip.B03 8398 p5 (AATAA)5 25 20799225 20799249 TCAGGCCCAAATCCTTCTTA CTTGGTGATGATGTGATCGG 276

Ai03B8399 Araip.B03 8399 p4 (CTAA)9 36 20806449 20806484 GGGCAATGTCATACACTTGGT CCATCCTTCAACCATCATCC 271

Ai03B8400 Araip.B03 8400 c (T)10cacttcagcaattactagg(GA)947 20820747 20820793 GAAAAGGGTCCCCAATGAAT AGGCAGAATCCCCTTTTGAT 237

Ai03B8401 Araip.B03 8401 p2 (TA)6 12 20821586 20821597 TTTCCTTTCTGAATCTGCCTT GATCCAAGGTGGGCTAGTCA 158

Ai03B8402 Araip.B03 8402 p4 (AGAT)5 20 20821798 20821817 CCCACCTTGGATCATTTCAG ACCACTCCCCTCTACCATCA 278

Ai03B8408 Araip.B03 8408 c (A)14cttctttaaaacaagtgttacatttacagctcaattggctagagcgttggtttatgttcttggtaattgggtatcttctttttaaaatc(T)10113 20845127 20845239 CCTGGATCTTCAAGTTGTTCTTG TGGCACAAGATTTAATCAAAGAAA 278

Ai03B8410 Araip.B03 8410 p2 (TA)10 20 20856954 20856973 CCCATCTCAACTGTAAAAGTGC GGTTGAGGTGGTGGAATGTC 213

Ai03B8419 Araip.B03 8419 c (A)12caactttataaaaggagaagaagaaaataataaaaaaaacatacacatacat(A)1175 20889031 20889105 TTGGACCACTTTGTGTTTTACA GATTCCAAAAGTGGATTACGAA 257

Ai03B8423 Araip.B03 8423 p2 (TA)6 12 20894097 20894108 AGGACAAAAGGGGATGTGTG CAATTGTGGCCATAACAGCA 188

Ai03B8424 Araip.B03 8424 c (A)10tcattttccaattttaattctgatattttatttttagaattttat(A)1065 20897782 20897846 TTCGTAACCCACTTTTGGAA GAGAGGAGGTGTTTGGCTTG 219

Ai03B8430 Araip.B03 8430 p3 (GAG)7 21 20913631 20913651 ACCTCACCAGAAGAGCCAGA GCGCAGGAGTCTTACCAGAG 236

Ai03B8431 Araip.B03 8431 c (A)11taataatatgaaaaccacatccagaagaccactgatgattgcgccatatctattaatata(T)1081 20915057 20915137 CCGGTTACCTACCGTAACAAT AGGCGTGTTGGGTTATTTGT 280

Ai03B8435 Araip.B03 8435 p2 (TC)6 12 20922563 20922574 TTCGAAAACTCCTCACCATTTT AGAGAGGGAGAAAGGGTTCG 243

Ai03B8438 Araip.B03 8438 p3 (AAT)6 18 20945546 20945563 AACCCTCTCTTTCAGTCGCA ACCTTCTTCATCCCAGGCTT 228

Ai03B8439 Araip.B03 8439 p2 (AT)19 38 20947205 20947242 ATTTCGAAGGTAGTCCACGC TTCACTTTTTATATCCTCTCAAAACAA 279

Ai03B8442 Araip.B03 8442 c (ACT)16(AAT)7 69 20952360 20952428 GCTTTTAATTGAATCAACGTCAAC TTCAATGGGGTTCTTGATGC 279

Ai03B8443 Araip.B03 8443 p2 (CT)9 18 20957366 20957383 GAACGGAGAGAGTGGAAGGA CAGCCGAACAAGATGTCAAA 280

Ai03B8447 Araip.B03 8447 p3 (TTC)5 15 20976065 20976079 TTTCATGCGCCTCCTAATTT TGAGGAAGAGGAGGTGGTGT 130

Ai03B8448 Araip.B03 8448 p3 (CTT)7 21 20976936 20976956 GCAAATTTGGGTGTAACACGA AAGAGGAGGAGGAGGAGGTG 270

Ai03B8449 Araip.B03 8449 p3 (CCT)5 15 20977062 20977076 TTTCATCACCATCACCATCTTC AGGAGGAAAAGGAAGGAGGA 172

Ai03B8450 Araip.B03 8450 c (A)11ttggtgtacaataattttttaatcaatatataattaataattctattgttattctctttccttcacaaagaggagagacggcatacttgattttctagtc(T)10121 20979861 20979981 GGGAAGTTTCGTTATTGCTCC CAGTCCTATTCATGAACCAAGC 233

Ai03B8455 Araip.B03 8455 p2 (TA)10 20 20997576 20997595 AAGGCTCTGATACCATGACAAAA GTGGTCCACAAATTCAACCC 272

Ai03B8460 Araip.B03 8460 p2 (TC)6 12 21002214 21002225 TCCCCAAATTCTTTCATTGC AACAGAATCGGATGCCAAAA 207

Ai03B8461 Araip.B03 8461 p3 (TCT)9 27 21002923 21002949 GGAAGCCAACAAGATTTGGA CCTTCAAATGCAAAAGGGAA 239

Ai03B8462 Araip.B03 8462 p3 (TTC)5 15 21003498 21003512 TAGGACTCGCCTATGGCTTG TGCTCTGCCTCTGGTACCTT 207

Ai03B8467 Araip.B03 8467 c (T)11a(T)10aaatttgctggaggcgttac(T)12catttttttggaaacaaaattttgtc(A)13gactacatatgaaaatcataagtagcg(A)10130 21011557 21011686 CTGAAATGCACAAGAATGGG GCGGCCAACCTAAGTTAGTTAAT 275

Ai03B8468 Araip.B03 8468 p2 (AT)6 12 21018944 21018955 GCATTTCATTGGAAGCAACA ATCTGGTGGATACATGGGGA 216

Ai03B8471 Araip.B03 8471 p2 (TA)6 12 21037687 21037698 ACACAATCCTGCCTCTCCAT GAGGCATCTCACTAGGCGTC 150

Ai03B8474 Araip.B03 8474 p4 (AATA)6 24 21040042 21040065 CCTAACCACTTTCTCTCTCCTCA AGCCGTAGAGGGGTTAGCAT 204

Ai03B8489 Araip.B03 8489 p3 (CTT)13 39 21080529 21080567 AATAAAACCGCAGCCTTCCT TTCAGCAACAACAATGTTCCA 145

Ai03B8490 Araip.B03 8490 p3 (TGA)5 15 21080669 21080683 ATAAAACCGCAGCCTTCCTT CCAGAATTCAAACTCAGGCA 241

Ai03B8491 Araip.B03 8491 c (TGA)7(TGG)7tgtggggtgggttgatgggatgaggtgaagcaagggaataaaaatggcatggggtcgaggtgatgacattaggatgtggtggtggtggagggt(GTG)7gcgggt(GTG)6180 21080848 21081027 GGGTTTGATGAGGATGACGA AAGCACCAGCAGAAACACAA 262
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Ai03B8501 Araip.B03 8501 p2 (CT)6 12 21120494 21120505 TTCACTTCGAATTTCGGACC GGCTAGTGTCGTCGAAGAGG 264

Ai03B8503 Araip.B03 8503 p4 (AAAC)5 20 21124783 21124802 TTCTTCGCTTGGAACTTGGT ATCTAGTGGTTCGGATGGCA 270

Ai03B8504 Araip.B03 8504 p2 (TA)10 20 21127726 21127745 TTCTCAATTTTCTTCCCTCCA TCACACATATTGTCCATAAAACAGG 260

Ai03B8510 Araip.B03 8510 p2 (TA)13 26 21138209 21138234 AATGTTTGTAAAATGACTAGAATCACA TTCTTTAAGATGGAGTGTTGATGG 243

Ai03B8511 Araip.B03 8511 c (T)10attttctctttttttttacggatgaaattttcttaaaaattaccatccgttagatatttttatttttcatttttcac(T)10cactttttctcattcatggagtttctttttttgttttttgtatggtcatgaatt(A)10161 21138583 21138743 TGGATTTCGTTTTTCATTTCCT AATTCGTGGTTTGGCAAGAA 243

Ai03B8523 Araip.B03 8523 c (A)10ttaataataaataagaaaagggagaaaggatcctttggatacatgccgcttatgcctatgcactccaaagtccaaatggctacttttcttat(A)10112 21192800 21192911 CTCCTCTTTTGGAGAGGGCT TTTTTCACCCTTTTCGTTTTTC 232

Ai03B8527 Araip.B03 8527 p2 (CT)6 12 21211745 21211756 TCCGCCGATAATAGTTGGAG ATCAGTGGTGGCAGATGATG 136

Ai03B8530 Araip.B03 8530 c (TA)6cacattacaacatataatattat(TA)647 21223427 21223473 CAAATGCGATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 190

Ai03B8533 Araip.B03 8533 p2 (TC)6 12 21229253 21229264 ACAGAAGCCATCCATCAACC CCTGACAGCAAAACCTGGAT 262

Ai03B8540 Araip.B03 8540 p3 (AAT)5 15 21251979 21251993 TGTCCTTGCCATTTTTCTTCA GTACCCCAAGGCACATTGTT 278

Ai03B8543 Araip.B03 8543 p2 (AG)8 16 21260189 21260204 TTTCTGGGCTGTTTCTGACC AAAGGAACATTGAACCTGTGA 243

Ai03B8545 Araip.B03 8545 c (AG)9g(CT)8 35 21277379 21277413 GAAAAACCAGCATGGCAGAT AAAGGAACATTGAACCTGTGA 261

Ai03B8549 Araip.B03 8549 p3 (AGA)5 15 21307745 21307759 GCGTCGCTTACCCCTAGTAA AGGGAGCTTGATCATGGTTG 228

Ai03B8552 Araip.B03 8552 c (AT)6tgaaaggtgg(T)1032 21309990 21310021 AACCCTAAAATATACGTTCTCTTTACC TGATGTGATACAAAAACAAAACACC 280

Ai03B8555 Araip.B03 8555 p2 (TA)6 12 21317277 21317288 TCACACTCGCATGGATAAGC GCGAAGAACTGTCTTCTGGG 269

Ai03B8557 Araip.B03 8557 p2 (AG)6 12 21326607 21326618 TGTCCATGTCTTTTCTGCCA AAAAATCATGTTTTGTGGGTCTTT 172

Ai03B8561 Araip.B03 8561 c (CCTTCT)6tggtttccttctccttctccttctttttttcg(T)1078 21329944 21330021 CCAACATGTTTGATATTGACAGAA GGAGGAGGAGAAAAACGAATG 273

Ai03B8562 Araip.B03 8562 c* (GAA)11(AAGA)6*52 21331400 21331451 GCATGAACCTACATTCATTCAA GCAGCAGAATATGAGGAGGAG 249

Ai03B8564 Araip.B03 8564 p2 (AT)9 18 21337553 21337570 TGAACCGATAAAATTAGTCACACG GCCCCTAAGCTTGAAGGACT 269

Ai03B8574 Araip.B03 8574 p2 (TC)20 40 21378030 21378069 TTCCAAAATGCTTTACTGTCCA TACAAGGGGAAGCATGAACC 273

Ai03B8583 Araip.B03 8583 c (T)11at(TA)25 63 21415499 21415561 GTCTTAACTTTGCGGGCTGA CGTAAAACAGAGGTGGTGTGG 145

Ai03B8585 Araip.B03 8585 p3 (AGA)11 33 21419100 21419132 TCCTACGTTTGACCCAAAAA ACAGAAGGAGATCGAAGGCA 250

Ai03B8586 Araip.B03 8586 p3 (AAG)5 15 21419710 21419724 CCTCCTCATCTTCTGCTGCT CGTTTCTTGCCTTCTCTTTCTC 193

Ai03B8590 Araip.B03 8590 p2 (AT)9 18 21426171 21426188 AGAAATGTAATTGACAAACAAAACA GCCGGATCCGTAACAATACA 255

Ai03B8591 Araip.B03 8591 p2 (TA)6 12 21426817 21426828 TCCATCATTCAACCCGTACC TTTTTCTTACATACATTTTGCTGGA 255

Ai03B8596 Araip.B03 8596 p2 (AG)17 34 21453310 21453343 CCAATATGCTGCCACCTTCT AATGCCTCATTTTTCCATCG 214

Ai03B8602 Araip.B03 8602 p3 (GAT)5 15 21477461 21477475 GCTTCATGGGAAGATTTGGA AGATCACAAGCAGTTTCGGC 272

Ai03B8611 Araip.B03 8611 p3 (GAG)10 30 21509155 21509184 AAGAAATCACAATGGGCTGG TTTATCCAGGCGCAAATAGG 269

Ai03B8616 Araip.B03 8616 p3 (TTA)10 30 21525933 21525962 GCTCTTCTGCCACCAACTTC TGACACTCTAAATTCAAATAAATATGC 258

Ai03B8625 Araip.B03 8625 p2 (CA)6 12 21549111 21549122 TTGATGGATCACAAGGCAGA GGCATACAAGAAGTGATACCCA 265

Ai03B8630 Araip.B03 8630 c (TC)8caaaccagaaaaaaacaaaaaaaaacaaaaaaaaac(A)1062 21585052 21585113 GCCCAGTACCAAAGCCATTA TTCCCCCTTTCTCTTTGATG 229

Ai03B8635 Araip.B03 8635 p2 (AT)7 14 21596070 21596083 CCCATTTAATTCCCGCCTAT GTGAGGAAGACGGACTGAGG 237

Ai03B8637 Araip.B03 8637 p5 (ATTTT)9 45 21599963 21600007 TCACAAATTAACACCAAGTATCAGG GGTTGCGAATTTGAGTCTCC 219

Ai03B8639 Araip.B03 8639 p2 (TA)8 16 21603626 21603641 AAAGCACATGGCATCACAAT TGTGACAGCTGCAGAGAAGG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B8641 Araip.B03 8641 p3 (AAG)5 15 21610793 21610807 TCAGGGCTCGAGGTAGAAGA CCACTTCCCAGAGTCTCAGC 106

Ai03B8643 Araip.B03 8643 c (TA)6acccaaaattataccaaaagataaaatataaatcctgattctccgagtcaacctctaggagggacaaaatacaagtttatacaaagtggagaa(TG)9123 21624437 21624559 CATATAGCAGGCTCCCGACT TCAAAGGTAGGACGTGAGGC 279

Ai03B8644 Araip.B03 8644 p2 (AC)27 54 21624995 21625048 ATCACCAAGTGGAACAACCC TTATCGTTTTTCGTGAGCGA 263

Ai03B8645 Araip.B03 8645 p2 (TA)10 20 21625251 21625270 TCGACTTGCAAAGCAGAGG AGGTGTAGGACGTGAGGCAC 255

Ai03B8646 Araip.B03 8646 c (TG)17(TA)9 52 21625492 21625543 GTGCCTCACGTCCTACACCT TCTGGCTTTCTGGAGCCTTA 159

Ai03B8658 Araip.B03 8658 p3 (TTG)5 15 21658290 21658304 AGTGCCAGCAGCAGTAGGTT TCAGCAACAGCAACAGTCAA 269

Ai03B8667 Araip.B03 8667 p3 (AAC)6 18 21687908 21687925 CACCTTTCAAAAGGCACGTT ACAATGGGTGAAAGGCAGAG 271

Ai03B8669 Araip.B03 8669 c (T)10ctaattcatctttttcttcttattttactctcttaataagaatt(A)1165 21697257 21697321 GCAAAATTTCGGTGTGAAAAC GAATGTAGGTTCATTCATCATCTTTT 277

Ai03B8670 Araip.B03 8670 p3 (ATC)7 21 21698172 21698192 TCCTCCTCATCTTTTGTTGCT TGAATTTAGGTTCATCTTCTTTCAA 211

Ai03B8674 Araip.B03 8674 p2 (TA)6 12 21714298 21714309 AATGATGCATTTAGCAGGGG CAATCACACAAGGGGAGAGAA 246

Ai03B8675 Araip.B03 8675 p3 (AAT)5 15 21720874 21720888 ACTGGTTCTCATATGCCGGA ATCTCCCTGATGAGCAATGG 198

Ai03B8676 Araip.B03 8676 p3 (ACA)20 60 21721591 21721650 TAAAGTGCGCCGTAGACCTT TTCTTGGCACCTATTCCTCG 237

Ai03B8677 Araip.B03 8677 p3 (TAA)15 45 21722315 21722359 CACCTTCCAGCGTCACAGTA TTTGAATCATCCTCAATGGG 262

Ai03B8680 Araip.B03 8680 p2 (TA)10 20 21726519 21726538 GGAAGAGAGAGTGGCGACAG CAAAATTCTCTCGAGGCAGG 269

Ai03B8681 Araip.B03 8681 p4 (AATA)5 20 21727271 21727290 AAGCGTGCTCTCCGAAAATA GACATATTATCACGTACCATTTTTGC 258

Ai03B8689 Araip.B03 8689 p3 (TTC)5 15 21746996 21747010 CCCCTTGTATATTGTACCTGACA TTGGAATCATGGCAACAAGA 244

Ai03B8692 Araip.B03 8692 p3 (TCT)5 15 21758403 21758417 CATCCCTACCCGAAACAATG AGAGGGGGTCGATAGAGACG 279

Ai03B8695 Araip.B03 8695 p2 (AT)9 18 21763013 21763030 TTGACCTATCGGATTGAGGG CCCACCTTTCCCTTTCATTT 101

Ai03B8696 Araip.B03 8696 p3 (TAT)7 21 21763429 21763449 TGCATTTTGGTTGCATCAGT TCTTGCCGAGTATCTCTGGG 144

Ai03B8698 Araip.B03 8698 p2 (GA)11 22 21766471 21766492 ACCTTCCCAAAAAGGGAAAA ATTGGGGTTGTCCAAAATCA 111

Ai03B8699 Araip.B03 8699 c (GTT)5catcttctacttttgccatagacaaaactcagagaaagaacagaaccaaacagacaacttttctttttcttttttc(T)13104 21767121 21767224 TGCTCATGATGTTGAGGAGG AACCGGAGATTCAGACATGC 256

Ai03B8700 Araip.B03 8700 c (A)10ttaaaaccctaaccgttacagatcccgataa(TCG)659 21768028 21768086 TTGGCACAGTTAAACCACAAA TGGGGCTCCTATGTCAACAC 262

Ai03B8707 Araip.B03 8707 p2 (CT)11 22 21789389 21789410 GGAATTCACAAAGGGAGTGG TTTGGCTTGAAATGAGTGAAAA 265

Ai03B8710 Araip.B03 8710 p2 (AT)8 16 21811236 21811251 AGAAGGACACTCATGCCACC GACAACTGCATGTGAGTCTTTACC 280

Ai03B8711 Araip.B03 8711 c (T)13aatttagcaacgctgtttaaaaagaattgctaaaaagtttttatcaaaatat(A)1075 21813786 21813860 AGAGGTGGTAACAACGGTGG TGGCGACAATAATGACTATGTAAGA 276

Ai03B8715 Araip.B03 8715 p2 (TA)9 18 21821058 21821075 AACCAATCTCAAATTTGCTTCT ATCGTGCAATGCATCGTAAA 254

Ai03B8725 Araip.B03 8725 p2 (CT)6 12 21868613 21868624 GACGTCTGAATCCCATTCGT ATGGTTGGCTCTTGGAGAGA 212

Ai03B8728 Araip.B03 8728 c (A)12tgatgactcgtaatcttactaaacctagaaaacatattattaaatttttacatgatcttagaaatacaa(T)1091 21873900 21873990 TCTGAGTCCTAAACATGTGTCAA CACAAACTTTAAATGATGGGCA 245

Ai03B8731 Araip.B03 8731 p2 (TA)7 14 21878934 21878947 GAAAACAATCCTTTTGCTTGC TGACGAGAATGTCGAAGCAT 251

Ai03B8735 Araip.B03 8735 p3 (GAT)5 15 21886466 21886480 CAACACACAAATTTTTGCACAT TGTGTAAGTTTGGATTGGTTTTT 274

Ai03B8739 Araip.B03 8739 p2 (AG)7 14 21899556 21899569 ATACTTTCGACGCTGGTTGG CCATTCCTCGTGTTGAGTTTT 229

Ai03B8743 Araip.B03 8743 c (ATA)5taaacgatgttccgattaaattgaaacattattctgtactttttaaatgtttcatcttattgggttgagctttttgttt(A)11105 21916465 21916569 TCAAGTTCCGTCACTGGTCA GCACAATTGCCACGTTACAT 265

Ai03B8746 Araip.B03 8746 p2 (AG)7 14 21921661 21921674 TATTGCCCTGGAGGACTCAC TACCCGATAATGGGGGTTGT 242

Ai03B8748 Araip.B03 8748 c (CTTT)14caaattcacacatgcacattcttcttcatccttggtactacgtcttcttattcttctcctcctttcttttcatccttctcctccatcact(ATC)11179 21932419 21932597 CAAAGTCTTTTAGATTCACGTGCT TGATGATAACGATAACAACGATACG 268
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Ai03B8749 Araip.B03 8749 p3 (CTT)7 21 21934273 21934293 GGTGCATTTGATCTCGTTGTT CGTCATTCTTTTGTTGCTGC 238

Ai03B8753 Araip.B03 8753 c (T)11acttttcagaagacacaaataaagt(A)11ttatatttgtgtacatagtgaaaattacatttgtgtacacaaattaagtaaaaaaaattactctactatatttgtgtcttctgaaaagt(A)10146 21956611 21956756 TGTTACACTATGTTATTTGGTTTCAGG TGTTACACTGTTATTTGGTTTCAGA 238

Ai03B8755 Araip.B03 8755 c (T)12gaaatctgagttttaaaatagtttttatgcttgccttgcatactgtgtggtggattt(TTG)584 21959183 21959266 TTGATTTTGGTTTGAGGCTGT GCCACCAGAAGTCACACAAA 279

Ai03B8760 Araip.B03 8760 c (TTA)5ctgttatttggacttaattttattaacaaccgtaacatcaataaaaaggctca(T)1078 21968913 21968990 TTGCATGAGCTGGTCAAGTT GCCCCACATATCTGTATTGCT 253

Ai03B8764 Araip.B03 8764 p2 (TG)7 14 21979341 21979354 TTAATTTCTTAACCTGGCTCAATTA CATTTAACCTCCAATAAAATATTACCA 160

Ai03B8769 Araip.B03 8769 p3 (ACA)5 15 21988674 21988688 CAGGTCCACCAGTCATTGTG TTGACACGTGACCCAATTCT 174

Ai03B8770 Araip.B03 8770 p2 (CT)7 14 21993443 21993456 CCTCTGCCTTTCTTGCCTAA CCAAATTGCTCTCACCCAAT 268

Ai03B8772 Araip.B03 8772 p2 (CT)8 16 22002893 22002908 TCTGCCTTTCTTGCCTAACC AACAAAAACAAGGCTGGTGG 279

Ai03B8773 Araip.B03 8773 p3 (TTC)11 33 22006579 22006611 CCACCCCACAGTCATTTGTT TGAAGAATGCGAGCAGAGAA 157

Ai03B8774 Araip.B03 8774 p3 (TTC)5 15 22007051 22007065 TCCTCTTCTTCCTTCTCCTCC TGGTGAACCGAAATCACAAA 226

Ai03B8775 Araip.B03 8775 c (AGA)5acaagaaagaaaacgtgagcagaagagaatggtgaaacctataacgcgagc(AGA)581 22007461 22007541 TCCAAATCGCACTCATTCAA GCGCCCACTCATTATGAAAA 279

Ai03B8778 Araip.B03 8778 p3 (ATC)6 18 22019839 22019856 AAAATTTCCCCAACCTCACC AGGTTTGTGATTTTGCTGCC 267

Ai03B8783 Araip.B03 8783 p2 (TA)8 16 22038921 22038936 CCAAACCGAACCGATAACAC GGATTAACTGAAAATTTCTTCACAA 267

Ai03B8788 Araip.B03 8788 p2 (TA)9 18 22066051 22066068 TGTCGTTGGTTGAAGATGGA AACAATTTTGTCCACTGCCT 234

Ai03B8791 Araip.B03 8791 p3 (TTA)9 27 22072198 22072224 AAAGTTAGGACCTCGCCACA AGTTCAGGAACCACAATGCC 256

Ai03B8796 Araip.B03 8796 c (TG)8tacaaccta(T)1641 22102113 22102153 GGACGAAAACGTTAGGGACA CCAGCCTCGTTATAGCATCC 273

Ai03B8802 Araip.B03 8802 p3 (ATT)5 15 22109757 22109771 TCTCAAAACTGGATCTCCCAA TGGCAACCTACTCTGCATCA 241

Ai03B8806 Araip.B03 8806 p3 (TCT)11 33 22127658 22127690 GCACGCTTTCAAGGAAACTC GTTTGGCTTTGGGAAATTGA 114

Ai03B8807 Araip.B03 8807 p2 (GT)9 18 22128915 22128932 TCGCACTCTTTTGCCTTTTT TCCATGCATGACCATTGTTT 251

Ai03B8809 Araip.B03 8809 p3 (AAT)5 15 22136897 22136911 CAAGACGGATCAAGTCCCAT TGCGGTGCGTTTCTAATGTA 251

Ai03B8814 Araip.B03 8814 p2 (AT)8 16 22148108 22148123 TGGTATCTTTTCTTCTCTCTCCTTT TTTGATTTTGAGCATATAACTTTGTTT 173

Ai03B8823 Araip.B03 8823 p3 (AAG)5 15 22171967 22171981 TGTTGGAGATTTATGTTGCTGC TTTGAAGTTGATGATGGAAGAAAA 225

Ai03B8824 Araip.B03 8824 c (T)10gaaaagtttaaaatcaaaagttaaaataattaattaattaaaaagaatttttgaaaaagagggagatattttcgaaaatt(AG)6102 22174166 22174267 GGGTTCGAATTTGGTGAATG TTTCTTATCTTTTTCAAAACCACC 248

Ai03B8828 Araip.B03 8828 c (A)11ctagctaaaaaataatctaaaatgaaagatttcttgattaatcttcttctaaaaagaaaattgcatcatcc(A)1092 22177549 22177640 TGAAGCGCTGTCAATGAGAC TTAACCTTTGATTTTGGTGGC 280

Ai03B8829 Araip.B03 8829 p2 (AT)10 20 22179283 22179302 CAAAGAACAAAAAGAAAAACGAA TCCTCCTTCCCTCAAACCTT 220

Ai03B8830 Araip.B03 8830 c (TC)7tttctctctctcccatttttctatctcctcttctctttcttt(TC)668 22184564 22184631 CCCCTCTCTCCCATTTCTCT GAGGGGGAGAGACAGAGCAT 232

Ai03B8831 Araip.B03 8831 p2 (TC)7 14 22184817 22184830 CCTCTCTCCCCATGCTCTG GAAAGAGGACAAAGAGGGAGAA 170

Ai03B8833 Araip.B03 8833 c (GA)20aagagagaagggagg(GA)9ggaggggggatcaatggtcaacgactcacctgataagagagaat(AG)17aagagagagagaagggagggagagagaaagagagaggaagg(GA)11214 22185519 22185732 AGACAAGGGATAGAGAAAGAAAGAC CAAAACCTAATTTCAAAACCAAA 280

Ai03B8834 Araip.B03 8834 c (A)40gaaaacgt(A)1058 22186554 22186611 CCTCGGGATAGCGTCATTTA TGCAGGAGCATGGTCAACTA 257

Ai03B8835 Araip.B03 8835 p2 (TA)8 16 22186819 22186834 ATGCTCCTGCAGCGATAGAG CTTTTTCGATTTACTTCTGCCA 100

Ai03B8843 Araip.B03 8843 p2 (AG)7 14 22202988 22203001 CGATGAAGGTGATGGTGATG AAAATTGAAAACGCCGACAC 273

Ai03B8846 Araip.B03 8846 c (T)10ggggtttgacattgttgttcttattttaccttgctttttttttatg(T)1066 22206347 22206412 TGATGATGGCACTCGGATTA CCACCCACTCCATTTGCTAT 251

Ai03B8847 Araip.B03 8847 p3 (GTT)5 15 22206958 22206972 ATCAGAGTTTCGGTTCGGTG AGAGAGGTGGGTCACAATGG 225

Ai03B8850 Araip.B03 8850 p3 (AAG)8 24 22211775 22211798 TGCACTGACCTGCCATACAT ATGCAGTTCGCTGCTATCCT 224
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Ai03B8851 Araip.B03 8851 p5 (AAATC)5 25 22212802 22212826 CCACTTGATCACGTTTCGAT ATAACTTGAAGGGTTGGCCC 211

Ai03B8853 Araip.B03 8853 p2 (GA)9 18 22214420 22214437 ATCATCAGAGATTCGGGTGG TCTCTCAATTCCAAGGGGTG 230

Ai03B8856 Araip.B03 8856 p6 (GGTGGA)5 30 22221461 22221490 GGCTAAAAGAACCTCCGTCC AGGATGTTGAGGGTGACCAG 237

Ai03B8863 Araip.B03 8863 p2 (AG)6 12 22240791 22240802 CTGTGTTGTTGTGAGGGTGG AAACGGAGTGGAGGACCTTT 234

Ai03B8868 Araip.B03 8868 p3 (AAT)15 45 22250250 22250294 TGCCATACATCAGGACCAAA TCCTCACGAGGAACTTGGAC 254

Ai03B8879 Araip.B03 8879 p3 (AAT)10 30 22290546 22290575 CTTGTATGTCGACGCCAATG GGCGATGTTGGTTTTTCACT 112

Ai03B8886 Araip.B03 8886 p3 (CCA)6 18 22299806 22299823 TTTTTCGCTCCAAAATGGTC TTTTTCGCTCCAAAATGGTC 236

Ai03B8887 Araip.B03 8887 c (A)11gaaaaagcgtagaaaaacatcgtcgttttatatttaaaaaattcctttcttgttcttcttcaacact(TTC)593 22301946 22302038 ATCGGAACCTTGAAACGATG TTGTGCTTGTTGCTGTTTAGG 244

Ai03B8889 Araip.B03 8889 c (A)10catagaaatatatgaaaaaagtagattgaaattctaatcattcatttacattataatttaacaattctctttataattctac(T)11103 22310458 22310560 GCAGATGCTTGTGGAGTGAA CAGAAAGCACTAAGCGCAAA 232

Ai03B8892 Araip.B03 8892 c (TCT)5tttctttcgtttcttgccttctctttctc(CTT)662 22328884 22328945 GGCATACAAGCGATTAAGGC GAGGAAGAAGAACGTGCAGC 172

Ai03B8896 Araip.B03 8896 p3 (TTG)5 15 22342859 22342873 AAGGCTTTGTTGCTGCTGTT TCAAATTTCAACCCAAAGCG 189

Ai03B8897 Araip.B03 8897 p2 (AT)13 26 22361938 22361963 GATGATTGGTTCGGGTATCG TTTGAAAGAAGCTAAAACTAAAACACA 192

Ai03B8907 Araip.B03 8907 c (AT)10gttgtttacgttataaattgttgcacgcatatatataaattgatacgtagatatatatccatcgatatgccccctgtgtgtttc(TA)11126 22389164 22389289 CGAAAATATTCGATTTTTGCTTTT AAAAATCGGGATCTTAGGGA 271

Ai03B8908 Araip.B03 8908 p3 (TCT)5 15 22389629 22389643 CCTTGGCCATATTTCAGGTG ATGCTACCACCACCCATCAT 280

Ai03B8911 Araip.B03 8911 p3 (AAT)6 18 22414484 22414501 GGAAACGGATCCATGAGAAA TCATGCTGTACACGCCTCTC 121

Ai03B8913 Araip.B03 8913 c (T)10ccttttaattgagcccctccaccaatttgttttttcaattgagtccctacac(T)1072 22418263 22418334 AAGTCGACTGCACCTGAGTTT TGATGCAAGAACTCAAATAAAAGG 123

Ai03B8916 Araip.B03 8916 p2 (AT)8 16 22425336 22425351 TCAAGGACTTTTGCTTGTGAG TACCTCGACACCATACGCAC 237

Ai03B8917 Araip.B03 8917 c (A)14ctatttttagcacctaccgttaaagcttagggccccactaacgcagcatcccaccagattttcaaaa(AG)795 22434047 22434141 ACCCCACCATTAACCATTCA TTGTTTTGGCGGTGTTTGTA 210

Ai03B8918 Araip.B03 8918 p3 (TAA)6 18 22439234 22439251 ATGCAGAGTTGTGCGAGTTG TCGCAATTGAGACAAAATGC 270

Ai03B8922 Araip.B03 8922 p2 (CT)19 38 22446018 22446055 CCTGTTTTAGCTGCCTTTGC AAAATGCGGCTGGTAAATTG 237

Ai03B8923 Araip.B03 8923 p2 (TC)6 12 22451066 22451077 GGGATTCATCGAAGATGACAA ACGGAAGACAAAATAGCCCC 237

Ai03B8924 Araip.B03 8924 c (A)10gaggctgaaaaatctgtctacactaattc(T)1554 22453528 22453581 CAAAATTGTGGGGGTCATTC GGAGTTTCCAAATTCCCAGA 182

Ai03B8934 Araip.B03 8934 p2 (CT)6 12 22485277 22485288 GGGGGTGGTAACCTTTCAGT GACACCCCACCTCCCTAAGT 253

Ai03B8935 Araip.B03 8935 p3 (ATA)9 27 22492275 22492301 AACTGTGAAACAAATTCATGTGC ATGGATTCATTCTTTTGGCA 243

Ai03B8936 Araip.B03 8936 p3 (ATT)5 15 22494983 22494997 GGCATCATACTCCTCTTGCAT TGGGATACAAACTTGCCCTC 247

Ai03B8937 Araip.B03 8937 p3 (CAA)9 27 22503827 22503853 ATCACTTGGCTGGAAAAGGA GGTGGAAACCTTGTCCTTGA 244

Ai03B8940 Araip.B03 8940 p2 (TA)9 18 22517769 22517786 TAAGTGTGGGGAGGTCGTTC CCACACAATGAGGCTCAAAA 259

Ai03B8945 Araip.B03 8945 p2 (GA)6 12 22526489 22526500 CGCTGAATCTCTTTAGCCGA AACTATTCGCCTCCTCCACA 248

Ai03B8949 Araip.B03 8949 p3 (TAT)5 15 22537974 22537988 AAATAAAAGTCCAGCCTAACCTAAA TGAATCAAGAAGGACGCTCA 178

Ai03B8959 Araip.B03 8959 p4 (AAAT)5 20 22584530 22584549 TCCAAAGGGAGTGTCACAAA TAGGTCGGCATGACAAACAC 195

Ai03B8969 Araip.B03 8969 c (T)11aaattattaagttacataatccataaattgaagcaaccagcgcgctcgcacgtgtgtatata(AT)685 22598247 22598331 TCAGCTTCACGCGCTAGTAA CATGAGTATTTGCCGTGTGTG 197

Ai03B8975 Araip.B03 8975 p3 (ATA)6 18 22618977 22618994 ATTGCATCCCAGTTTTCCAC AGTTGTTGGATTCGGAGCTG 255

Ai03B8976 Araip.B03 8976 p2 (AC)6 12 22621779 22621790 TAAATCCACCGGCAAAGTTC CTATTAGTGGCGTTGGCGTT 247

Ai03B8979 Araip.B03 8979 p2 (GA)15 30 22626789 22626818 CCTACTTGGAGGGAGGAAGG TCTAAATTCGAACCGCGAAC 266
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Ai03B8983 Araip.B03 8983 c (A)10cataggtggacacatgt(CTC)645 22650459 22650503 CGCTCTTTTCTTTTAAGCCA GATGGCAGTGACGGTATTGA 225

Ai03B8986 Araip.B03 8986 p2 (GA)6 12 22673096 22673107 GAAAGGGAAAGGGAGTGAGG GAAGGCTTCTCCTTCCTCGT 241

Ai03B8989 Araip.B03 8989 p3 (CAA)6 18 22684472 22684489 TCCACACCACCACTTTTTCA GGGCGAGAGAGGAGAAGAGT 258

Ai03B8990 Araip.B03 8990 c (AG)6gaaggagttggcagagttgacggactctagcagcggcgacgagctcagaaaatggaag(GA)17atggggtta(GTG)5128 22685012 22685139 TTCACTCGCTCTTTCCCAGT TCATATGCATCATCTTTTTCCC 263

Ai03B8991 Araip.B03 8991 p2 (AT)6 12 22691345 22691356 CATACGAGTACGATGATGACTCAA CGATATTTGTGTGTTCTGTTTTCA 217

Ai03B8992 Araip.B03 8992 p2 (AT)6 12 22691591 22691602 CATACGAGTACGATGATGACTCAA TGGTGTGGTGATGCTGCTAT 168

Ai03B8995 Araip.B03 8995 p2 (TA)10 20 22698048 22698067 GTTGCCTCCTTTCTATGCCA TTTAAGTTCGACAACGGATGA 225

Ai03B8997 Araip.B03 8997 c (AT)8tctcactactaccttcttctattattgccactcccactaaccttattatgatgataaatgaatagtatggtaaatgaatggtactcaccctagaatagt(AG)8131 22707340 22707470 CCATCTTCTAAGGAAGGGGC CGCATTAAATAAGGTGACCCA 273

Ai03B8999 Araip.B03 8999 p2 (AT)10 20 22713351 22713370 CTAATTTCTCCCAGCGATGC GAAAATGCCGACCAGAACAT 264

Ai03B9003 Araip.B03 9003 c (CA)7aagtagataccaattcatttcaaaaacaca(AC)1064 22723606 22723669 AACCTTGAGGTTTTTGTCATCA TTCAATGGGATTATGCATCTTG 274

Ai03B9005 Araip.B03 9005 p2 (CT)7 14 22728284 22728297 CACAGAAAGCCCCCAAAATA CATCACAATCACGCACCTTC 269

Ai03B9006 Araip.B03 9006 c (TA)8tcccaagccgattatccaaatattat(A)1254 22734627 22734680 ATGGTGCATTTTTCCGAATC GAAAATTAAGATCAATTCTCAACCA 182

Ai03B9017 Araip.B03 9017 p3 (TAA)8 24 22777654 22777677 TGAACTTGTTCGGCAAACTAT CCTAGCGTTCCCACTCAATA 280

Ai03B9018 Araip.B03 9018 p2 (CA)9 18 22778571 22778588 GAGGGGTGGTGCAATCTTTA CCTTCTCACACATTCATATTCCA 273

Ai03B9019 Araip.B03 9019 p3 (TTA)8 24 22779696 22779719 CCTAGCGTTCCCACTCAATA TGAACTTGTTCGGCAAACTAT 280

Ai03B9020 Araip.B03 9020 p3 (TAA)8 24 22781454 22781477 TGAACTTGTTCGGCAAACTAT CCTAGCGTTCCCACTCAATA 280

Ai03B9021 Araip.B03 9021 p2 (CA)9 18 22782371 22782388 ATCGTTGCATCAACCAAAAA AGGAAGGGGGTTGTGAGTCT 126

Ai03B9028 Araip.B03 9028 p3 (CTA)5 15 22800565 22800579 GTGCGACTCGATGATGGTAG AAAGAATGCTTGTGTATATCATCCC 209

Ai03B9030 Araip.B03 9030 p4 (ATCT)15 60 22802885 22802944 TTCAGTTCAGGTTTCACTTTGG CTGGCTCCTAAAGGTTGGGT 224

Ai03B9034 Araip.B03 9034 p3 (ATA)6 18 22816565 22816582 TTTTCAAAAATAAATGGGGATAAA CCAATTTCAACACAATAAAATTTAAGA 181

Ai03B9035 Araip.B03 9035 p3 (GAT)6 18 22817603 22817620 TTTTCGATCCGAATACCCAG GCAACCCAATTTGCTTCAAT 181

Ai03B9036 Araip.B03 9036 p3 (TTA)5 15 22817722 22817736 CAGGGAATGGAATTGGCTTA TGCATTGGCAGAAGAAACAG 200

Ai03B9037 Araip.B03 9037 c (T)11aatttagttttggtagctcttacttttaagagttttaga(T)1060 22818063 22818122 TGAAACTATCCCTCCTGCAAA GAAAGTCAATATTTTACACCGCA 263

Ai03B9038 Araip.B03 9038 p2 (TC)8 16 22819912 22819927 TGAGGCTGCAACCCTAAACT TTCACCTTCCCCCTCTTTCT 228

Ai03B9039 Araip.B03 9039 p2 (TA)6 12 22820767 22820778 TGCCCACAAACAAATTAAGAAA TTGATTCAAATGGCTGCAAG 152

Ai03B9042 Araip.B03 9042 p2 (CT)6 12 22822651 22822662 TTGGCTAAGCTCAGCTCATTA AGCTGGCTCGAGTTCACG 278

Ai03B9044 Araip.B03 9044 p3 (GTG)6 18 22827586 22827603 TTGTTGTGTTTGGAGGTGGA TCATCCACAAACCTCCTTCC 111

Ai03B9046 Araip.B03 9046 p2 (GA)7 14 22831545 22831558 ACATTCCCAACAGCTCCAAC TTTTTGCCGGTAAATTCGAC 223

Ai03B9052 Araip.B03 9052 p3 (ATT)6 18 22844514 22844531 ATAGTTGGGGGCAGCTTCTT AACAGCAGCAACAACAGCAG 249

Ai03B9058 Araip.B03 9058 p3 (GTG)6 18 22854034 22854051 TGCATCGCTTTCTGTTTCTG TAACAACCACCACAAGCACC 180

Ai03B9059 Araip.B03 9059 p2 (GA)7 14 22856193 22856206 AAGCCCGAAGGAAATTGAAA CTGGAGTTTTTGGTGTGGGT 249

Ai03B9060 Araip.B03 9060 p3 (CAG)5 15 22859301 22859315 CGGTTAACGAACCCTAGCAG CAACAGCAGTTCCGAGCATA 189

Ai03B9061 Araip.B03 9061 p2 (CT)6 12 22859520 22859531 GTCCTGGATCCCTTCTCCTC GTAGCTTTGCTTACGGCGTC 247

Ai03B9063 Araip.B03 9063 p3 (TTA)7 21 22865514 22865534 ATGGGAACCAATTCACCAGA TGATGGAGAATTGCAAGCAG 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B9065 Araip.B03 9065 c (AC)8aagacctccacgaactgtccggtacccgacctaccga(AC)10(AT)685 22881417 22881501 ACTTGGGCGTCAGAGTGTCT AAAGTTTCGAATTCAAGTCTCACTC 265

Ai03B9068 Araip.B03 9068 p3 (TTG)5 15 22891909 22891923 TGTATGCGTGGACAAGAAAAA TGCACACACCTACACACACAA 235

Ai03B9069 Araip.B03 9069 p2 (AT)7 14 22892043 22892056 TCAATGCATGTTGTAAGCAAGA GAGTTTAGCGGAAAGCATGTG 234

Ai03B9070 Araip.B03 9070 p3 (TAT)5 15 22892799 22892813 TGCGATATTGTCAGAAGAAACG GGGAAGGCTTTGGCTAAGAT 279

Ai03B9072 Araip.B03 9072 p2 (AG)6 12 22894805 22894816 ATGGAGAAGCCTCCAAGGTT GAAAGCAAGGCAAGGATGAG 187

Ai03B9076 Araip.B03 9076 p3 (TGT)5 15 22902699 22902713 CGGATCTTCACAACAGAGCA GGTAACAACAACAATGGGGG 154

Ai03B9079 Araip.B03 9079 p2 (AT)22 44 22932539 22932582 TTTGCGCATCTGATTGTTGT CCGTATCGCTATTTTCTTTGAA 273

Ai03B9081 Araip.B03 9081 p2 (TA)10 20 22935476 22935495 CAAAGATGAAGAATGTTGTGTTTTT CCTACTCTTTTACATTAGGCCATGA 269

Ai03B9082 Araip.B03 9082 p2 (AG)13 26 22957848 22957873 AATGGAAGAGGGAAATTGGC CCAGTGACCTCCCTGACCTA 240

Ai03B9087 Araip.B03 9087 p2 (AT)17 34 22965962 22965995 CCCTAAGCCTTACCTCATGC CATGTGAACACTTTGCGCTT 202

Ai03B9089 Araip.B03 9089 c (ATC)17atatagtgggttttatgctatttacttaggccttttttctgataaaagggagcccgtgaaaat(A)11125 22981199 22981323 TTGCTCAATCAAGCATGAAAA GGACTTGGGCCGAAATAGAT 251

Ai03B9098 Araip.B03 9098 p2 (TC)12 24 23018550 23018573 CATGAATCCCCTCCTCTTCA TAACAGCAGGTGGCAGTGAC 228

Ai03B9100 Araip.B03 9100 p2 (AT)9 18 23025917 23025934 GGTACCGAGTTGCCTTTCAA GGTGGCTGACAGTTAGGGAA 220

Ai03B9106 Araip.B03 9106 p4 (TATT)5 20 23035478 23035497 TCAGTGACGCAAAAGAGGAA GTCGAAGTGACTTGCGTCG 260

Ai03B9110 Araip.B03 9110 p3 (TCC)5 15 23062584 23062598 ATGCGCTACTCAACGGTTTT AAACACGCGAAGAAAAAGGA 109

Ai03B9113 Araip.B03 9113 c (A)13gaaagagaaggaggaggaagtgatgatgttgatgacgacgataacgaaat(AGA)578 23063516 23063593 CCCCCAAATATCTTCGTGTT TCGTTACTGCACGCTCTTCT 274

Ai03B9125 Araip.B03 9125 p3 (TTA)12 36 23084534 23084569 CGAAAGGCCAAGAGTTTGAT ATGAACGGAAACGAAAAGGA 280

Ai03B9127 Araip.B03 9127 p2 (AT)6 12 23089018 23089029 AAGCAATATGGAGCAAACCG ATTTCTTGAACGTTGCGCTT 180

Ai03B9129 Araip.B03 9129 p2 (CT)9 18 23100129 23100146 GCGGTGACACTCCTCCTCTA CGTCATCGTCGCTATTCTGA 121

Ai03B9134 Araip.B03 9134 p3 (TAA)5 15 23131082 23131096 GCCTCCTTGCATTTCTTCAG TTATATTGGGATGTACGTGGC 222

Ai03B9139 Araip.B03 9139 p2 (AG)14 28 23141929 23141956 GCGAATACTCCACAACCGAT CCCCTTACCCATCCTCTCTC 237

Ai03B9140 Araip.B03 9140 c (GA)9ggatgggtaaggggttctgaacttctaaaagagagagaggatgggtaaggggttctgaacttctaaa(AG)799 23142086 23142184 CCTTGTGAAGAGGAAGAAGGTG CGGTGAACCATTAGAACCGT 248

Ai03B9141 Araip.B03 9141 p2 (GA)6 12 23144764 23144775 GATGCTTCCCTCATTACCCA AAGAGTTCCGAGCTTCACCA 243

Ai03B9146 Araip.B03 9146 p3 (TTG)5 15 23179288 23179302 TCACTGCTTTGTTTGTCATGC GCCATTCCACAGTCACTCAA 273

Ai03B9149 Araip.B03 9149 c (AAAT)5aattatataattttttcattttattttttttatctgttttattttttatctcc(T)1184 23199847 23199930 TTTCTTTTTCGTGCTATTTTTATTT AAGCAGTTCTTCATTTTTCCTTG 259

Ai03B9153 Araip.B03 9153 p3 (TTA)6 18 23217899 23217916 ATCCCCATACTATATCAAACACTATTC TTGGCATATGGCACTGGTT 229

Ai03B9154 Araip.B03 9154 p3 (TAT)5 15 23219503 23219517 TTACATTATTTTGATGTGATCGTTACT TTTTCAAGACATCATTCGTTCA 258

Ai03B9158 Araip.B03 9158 p2 (GC)6 12 23237971 23237982 CTCTTAAAGGTGGCGTCGAG GCCTACACTAAGCCACCAGC 271

Ai03B9159 Araip.B03 9159 p2 (GC)6 12 23238105 23238116 CTCTTAAAGGTGGCGTCGAG GCCTACACTAAGCCACCAGC 271

Ai03B9160 Araip.B03 9160 p2 (TA)8 16 23244724 23244739 GGATATGGGCGCAGAAGTTA AACACCGCTCCCAAAAAGTA 268

Ai03B9163 Araip.B03 9163 p4 (AAAT)5 20 23248777 23248796 TTCGCCCTGGTTCAACTAAC TTCGTTCTCTGCATTTGTTCA 155

Ai03B9166 Araip.B03 9166 p2 (TA)7 14 23263333 23263346 GTGCTAGGTGGGAGACAACC CACAATTCCAGCCCAACTTT 257

Ai03B9168 Araip.B03 9168 p2 (AG)7 14 23285270 23285283 CAGGTTCAGGATCAGCTTCA TCTTCTACTCATAATTCGAACCCC 217

Ai03B9171 Araip.B03 9171 p3 (AGA)5 15 23295426 23295440 CTAGAGGTTTCTCCGGCCTT CGCCAATCACCTCCATTACT 274
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Ai03B9176 Araip.B03 9176 p3 (AAT)5 15 23324044 23324058 CAGGCGGATATCAAATGGTT TTGCCATGGAAAGGAGTAGG 190

Ai03B9177 Araip.B03 9177 p3 (AAT)5 15 23333558 23333572 GTCGGCTTGAAGCAAGCTAT TTGCCATGGAAAGGAGTAGG 231

Ai03B9179 Araip.B03 9179 p2 (TA)6 12 23339197 23339208 AAAATCTTGCATGACACGGA CCATCACGTGTTAGCGTATCT 256

Ai03B9180 Araip.B03 9180 p6 (TCTTCC)6 36 23340590 23340625 CCAAAGCACTACACTCACCGT CGATGAAATATCGTTTGGGTG 280

Ai03B9181 Araip.B03 9181 p3 (AAG)5 15 23341480 23341494 ACCCAAAGGACACCTTATGC CTGCACAATTTCACTACACCG 275

Ai03B9185 Araip.B03 9185 p2 (AC)7 14 23347093 23347106 CATCCAAGGACAACAAGCAA TTGCCTTCATTTGTGTTGGT 182

Ai03B9188 Araip.B03 9188 c (TA)7(GA)9 32 23356357 23356388 CATGCCGTAAAGCAAAGGTT TCCGTCGGCTTAGGCTAGTA 258

Ai03B9189 Araip.B03 9189 c (T)11cttttggccttacctataaaatagatgataagagatcacactttattttctaaagtgaaattcaaaatttagaaaatctaaattc(A)11tacattgtttattataagaacaaagac(A)13147 23365435 23365581 TGGATCTTCTCAATTTTGGATTTT TTTGGTGTTTACTAAAGTGGAAGA 240

Ai03B9193 Araip.B03 9193 c (A)10gttagaatgcacgaatttccatttctcttatttc(T)1054 23376832 23376885 ATGGTTAAGTGCGGACCAGA CCCTTGCTCCTCCAAAAGAT 226

Ai03B9194 Araip.B03 9194 p3 (GAG)6 18 23380847 23380864 TAGGCTGAGAAGGAGTCCCA GGCAAAGAAAAACGCTCAAG 137

Ai03B9198 Araip.B03 9198 p3 (AAG)5 15 23399212 23399226 TTCGTTGAAGTACACCTCATGC GCACGTTCTTCTTCCTCTTCC 277

Ai03B9199 Araip.B03 9199 c (AAG)5aggaagag(GAA)538 23399397 23399434 GAGGAAGAAGAACGTGCAAGA CGAATAAACCCTCCAAAACG 197

Ai03B9204 Araip.B03 9204 p2 (TA)6 12 23417404 23417415 CGGCCTAAACTTCACAGGTC AGTAAAGTGCGCTTCGGAAA 113

Ai03B9208 Araip.B03 9208 p3 (AAT)6 18 23434363 23434380 TTGCAAATGCCATTACCATC TTGTGTTTCCCTTTATTCCCA 113

Ai03B9216 Araip.B03 9216 p3 (GAG)6 18 23456893 23456910 GGGGGTGGTAGAGAGAAAGC CAAAACAAATGCCCAGGAGT 171

Ai03B9217 Araip.B03 9217 p3 (TTA)8 24 23459005 23459028 GACTAAATGGCGTCGCTCAC AAGCGGTCCAATACTAACAAAA 273

Ai03B9222 Araip.B03 9222 p2 (TA)10 20 23478405 23478424 CAAAACATCACATTTTCGAGTTTC GGTGATCCCTGAATCATCACA 173

Ai03B9223 Araip.B03 9223 p2 (AT)10 20 23479009 23479028 TGCTTCAGATTATGTTCAACGG GAAGCATGCTCCACAACTCA 274

Ai03B9224 Araip.B03 9224 p2 (AT)6 12 23481759 23481770 AACAGTCAACAATAAAGTCGTTGC GAAAGGACTACGAGGCTCTCAA 253

Ai03B9227 Araip.B03 9227 p2 (TC)8 16 23483999 23484014 GACCCAAACCCTTTCTCCTC CCCAATAAATCTCTGGGGGT 124

Ai03B9228 Araip.B03 9228 p3 (TTA)5 15 23484465 23484479 CCCCTCCTATTGGTTTCTCA CGCCAATAAAATGGATTTGG 267

Ai03B9232 Araip.B03 9232 p3 (TCC)5 15 23493986 23494000 CTTCCCTCCAACCTCCTCTC TGATGTTATGGGGCAACTGA 235

Ai03B9238 Araip.B03 9238 p2 (AT)6 12 23535875 23535886 ACCAGATTGGGCTCTGACC GCCCCCACTTCCTTAAACAT 152

Ai03B9240 Araip.B03 9240 p2 (TA)7 14 23537183 23537196 ATATTTTGCCCCCACTCACA GGAGAGCGAGAAGAAAGGGT 239

Ai03B9247 Araip.B03 9247 p2 (TC)8 16 23569050 23569065 ACCACACATCAGCCATTTGA GCGCTTCATACCATTATTGC 269

Ai03B9248 Araip.B03 9248 p2 (TC)9 18 23569179 23569196 CTCCCTCAACATTCTCTCCG TGACAACAGCAGCAACAACA 175

Ai03B9253 Araip.B03 9253 c (GT)7ataggtgagagcttaggttaatcaaagattcaatttatagctcacttagc(TA)982 23630141 23630222 GGGGACAAAATTACCCGAAT TTTCAAGGTTGTAATGGGGC 262

Ai03B9254 Araip.B03 9254 p2 (AG)25 50 23635384 23635433 TGGCGTCAAAGTTATCATCG TCATGAATCACACATTTCGAATAA 184

Ai03B9262 Araip.B03 9262 c (ATAC)13(AT)10 72 23655996 23656067 ATGTGTGAGGACTATCGCCA CACAAAACAATTGCCAAAACC 278

Ai03B9263 Araip.B03 9263 p2 (AT)7 14 23656462 23656475 TTCCTGAAGAAACCAAGCGT TAAAGCAGCAAGTCCTGCAA 258

Ai03B9265 Araip.B03 9265 p4 (AAAT)7 28 23662667 23662694 CCTTACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252

Ai03B9267 Araip.B03 9267 p2 (CT)9 18 23687867 23687884 GAAAATGGAGCCAACAGACC ACTTATTTACCGCCACCACG 229

Ai03B9268 Araip.B03 9268 p2 (GA)6 12 23689435 23689446 TGAAGATGATTTGCCTCCCT CATTAAGGAAGTTCCGCGAC 265

Ai03B9274 Araip.B03 9274 c (T)10ataaatataaaacgacgtcgtattggaaattagg(T)1155 23701005 23701059 TTGCTGGTTCTGATGATGTTG TCCTTACCACCGGAAAACTG 208
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Ai03B9279 Araip.B03 9279 p3 (TAT)6 18 23716152 23716169 GAAAGGCATGTTTTGAAAAGCTA GAACGGCTAAATCCATGAGC 234

Ai03B9282 Araip.B03 9282 p2 (GA)10 20 23740549 23740568 TCCGATGGTAAATTCAAGGG TTCCTTCATCGGGCTTCTAA 247

Ai03B9284 Araip.B03 9284 p2 (TC)17 34 23745261 23745294 TGTTTCTTCGTCTGCCATTG ATGTGTCATGAGGGGTGGAT 216

Ai03B9288 Araip.B03 9288 p2 (TA)6 12 23758420 23758431 TGTAGTCCAAGTGGGTGGAAG TTAGGAATTCCAACAACGCC 252

Ai03B9289 Araip.B03 9289 p3 (CCA)7 21 23759023 23759043 TGTTCTGCCTTTCCTCTGCT AATGAAGGAGGAAGCCAGGT 214

Ai03B9299 Araip.B03 9299 c (A)10tattttgaccaaagagtaaaaaataaaattaggacctactccaaatattaagaacgttcttaatttttacatcaatactttattcttaa(T)11110 23782579 23782688 TGCTCCCACTTTAATTTATTACTTATT GGTGTGCAGAAAATGATTGC 210

Ai03B9301 Araip.B03 9301 c (A)14gaaaaagaaaggaaactatggaacttttg(T)1053 23786516 23786568 CCAATCTCTGAACCAACAAACA GTCGGCCAGATTCTTGACAT 164

Ai03B9322 Araip.B03 9322 p2 (CT)7 14 23827447 23827460 GCAAAATGTAGCGTGGGATT GGTAGGGCTGACAGAACAGC 239

Ai03B9323 Araip.B03 9323 p2 (TC)9 18 23829878 23829895 ACTTCCCCTCTCTCTCAGCC TGGCCTGTCAGTTCTGTTTG 140

Ai03B9324 Araip.B03 9324 p3 (TAT)13 39 23834359 23834397 TTTTCTTCAAAGGCTCCTCG TCTAGGCTCTACGGGAACGA 201

Ai03B9326 Araip.B03 9326 c (T)14ag(T)10 26 23845782 23845807 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 188

Ai03B9327 Araip.B03 9327 p2 (TA)13 26 23850311 23850336 TTTCTTTCAAAGGCTCCTCG CAGGGGCAGAGGTAAATGAA 171

Ai03B9333 Araip.B03 9333 c (TC)14(AC)8 44 23869280 23869323 AGGCAACACATGCAATGAAA CAAAGCAATCTCACCCCCTA 246

Ai03B9336 Araip.B03 9336 p4 (CATA)5 20 23872746 23872765 GCTTGAAGATGAAGGGCTTG CTCACTTTCGGCTTCAGCTC 260

Ai03B9341 Araip.B03 9341 c (CTT)5ga(TGT)5 32 23883413 23883444 GTCGTTGCTGTCACCACTGT CGATAACGAGGACAATGACG 160

Ai03B9342 Araip.B03 9342 p2 (TA)6 12 23883812 23883823 AAGCGGTTCCTTAGCTGGTT GGACAAAGACAATGTGTCCAGA 266

Ai03B9346 Araip.B03 9346 p2 (TA)9 18 23899689 23899706 GCATCCTTTGGACATGCTTT CACAACTTGGTTGGCAAATG 112

Ai03B9347 Araip.B03 9347 p3 (TCA)5 15 23906643 23906657 TCCCTTCCTCTTCAACATCC ATTGTGCTTTGCTGTTGCTG 153

Ai03B9348 Araip.B03 9348 p2 (TC)11 22 23907163 23907184 ACTATGCTGCCGTCATCTCC GGTTCATCTTCAAATTCTCCCA 244

Ai03B9352 Araip.B03 9352 p2 (TC)8 16 23920363 23920378 CACCACACTCCCAAGGTTTT TCAAGAACGGCTCCAGAGTT 204

Ai03B9357 Araip.B03 9357 p3 (AAT)5 15 23935938 23935952 AAACAATTTTCTGAAGGATTTGC AAGGTTGGATTCATAAAAGAATGA 278

Ai03B9364 Araip.B03 9364 p3 (TCT)7 21 23963979 23963999 ATAGGGGCGCATTACACATC CAAAGAAAAAGGAGGGGAGG 198

Ai03B9365 Araip.B03 9365 p3 (AGA)5 15 23964924 23964938 CGGTGGCCTCCTTTTACTTT CTGCTCGCGTTTTCTTTCTT 263

Ai03B9366 Araip.B03 9366 p3 (TGT)6 18 23981332 23981349 TCTGATTCTGCTGCCTGTTG CTATGACCACCCCAACCAAG 170

Ai03B9368 Araip.B03 9368 p2 (CT)7 14 23991693 23991706 ATTTGAAGCCCAACAAGGTG TTCCCTTTGCTGAGTAGCGT 248

Ai03B9370 Araip.B03 9370 p2 (CT)6 12 23992381 23992392 CGTGAAGGAGGAAGCAAAAG AGAAGGAGAAGCCTCCAAGG 266

Ai03B9377 Araip.B03 9377 c (T)10cttcaaacacagcaccacacatcaacctcagcaaaactttcttttagcaccaacac(T)1076 24033546 24033621 CAACAGGTGGCATATCATGG GCACGGTTGAAAGAGAAAGG 221

Ai03B9379 Araip.B03 9379 p2 (TA)7 14 24042585 24042598 CAAATAATTCTGTTATGAGGAGTAGGG TGGAACTGGAAGGTAGTGGG 247

Ai03B9381 Araip.B03 9381 p2 (TA)6 12 24047230 24047241 GTGGGGGAGGGGGTATATTA GAAAGAATGAAACTTATGCAGAACAA 280

Ai03B9382 Araip.B03 9382 c (TTC)8tctttcgtttcttaccttctctttctc(CTT)5ctctttcgtttcttaccttctctttctc(CTT)5gctgcacg(TTC)5c(TCT)13172 24047537 24047708 AACGAATAAACCCCAAAAACG CGTGCAAGAAGAAGAAGAACG 258

Ai03B9383 Araip.B03 9383 p3 (GAA)5 15 24048244 24048258 TTGGGTGAATTTCTGTAACCG GCGCTACTCACCATGCATTA 194

Ai03B9385 Araip.B03 9385 c (A)10tcacagcgttgagctaaatcaagcaaattttacatcaatcacaactgaacacaaaactagacttaacaaagctagaatcttttaatgaccc(A)13114 24059034 24059147 TTGCCAAATGTCAATGTTCC TGATCTGACTTGAGTTGGATTGA 211

Ai03B9386 Araip.B03 9386 p2 (AG)12 24 24059843 24059866 GATGACAATGGTGCTTGGTG TGCAAGGCAGTCTCACAGTT 228

Ai03B9390 Araip.B03 9390 c (T)11ctttctttc(T)1131 24063423 24063453 TTTCACCTATCAAGTCCCAACT GCATAAGTTCAACCCCAAAAA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B9397 Araip.B03 9397 p5 (GTTTT)5 25 24072592 24072616 ATGGTGATGTCCCTCTGCTC TTTTAACCGGATGAACCAGG 207

Ai03B9402 Araip.B03 9402 p3 (TTC)5 15 24079442 24079456 CGTCCGTCGGATCAAAATAC TCATCACATTGTTTCTGCTTCA 145

Ai03B9403 Araip.B03 9403 p2 (CT)11 22 24083302 24083323 CAAGAAGAAGGGCCACAAAG GGGAATCAGAACCAGATGGA 247

Ai03B9407 Araip.B03 9407 p2 (CT)17 34 24089774 24089807 ACCCTAATTGGTCGCCTTTT ATATTCGGTTTCTCGGGTGA 244

Ai03B9410 Araip.B03 9410 c (AT)6gta(T)10 25 24101263 24101287 TCTCTCGTCATTCAAGAGGCT AAAATTTTAATTCACGCCGAA 211

Ai03B9412 Araip.B03 9412 p4 (TTTA)5 20 24110684 24110703 CCTCCCCTGTTTCGTTTTT CAGAGTGCAGAGAAGTCCCC 268

Ai03B9413 Araip.B03 9413 p2 (TC)9 18 24115429 24115446 GCTACTGTCATTGACGCGAA GCGGTCGCTTTATTCTTCAG 266

Ai03B9414 Araip.B03 9414 p2 (AT)18 36 24120203 24120238 TGGGTATGGAAAACTTGGGA TTTGGGATATTTTTGTCCCC 266

Ai03B9415 Araip.B03 9415 c (TTA)6tttttccac(T)1037 24124310 24124346 TGTAGCCGCTTAGGCTAGGA TGGCTCTTGAAAGAATGCTG 262

Ai03B9420 Araip.B03 9420 p3 (AAC)7 21 24138003 24138023 ACCTGGTCCACCTCTTCCTT ACATGACAGAGCACAATGGC 155

Ai03B9421 Araip.B03 9421 p2 (TG)6 12 24140523 24140534 TCTGAGCAATTTCCCAAAGC CCCAAAATGTTCGGGGATTA 251

Ai03B9426 Araip.B03 9426 p2 (CT)6 12 24158931 24158942 CCTCACTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 163

Ai03B9430 Araip.B03 9430 p2 (TA)9 18 24193229 24193246 TGGGATTGAGATGAAGGGAA TTTGAGAGAAACTGCGAATGAA 193

Ai03B9433 Araip.B03 9433 c (T)10aagcaattaagattcataaagaaaatagaaaacatgatgcaaaaaaag(A)1068 24205473 24205540 CAATTCACTGGAAGAACAAGCA GGAAGACGAGGACGATGGTA 188

Ai03B9434 Araip.B03 9434 c (A)10gctatgcttttaccacaccaaacttagaatgttgctctccctcgagcaaaagaagaaagaatagt(AGA)590 24214505 24214594 CCTATGACTCGGAGGTGGAA CCCCATAAACCCCACCTACT 279

Ai03B9438 Araip.B03 9438 p2 (AT)9 18 24237729 24237746 AGCATTAGTTGAGAAAAATCAGAGA TCCGAAACAATTTGAGTGTG 280

Ai03B9444 Araip.B03 9444 p2 (TA)6 12 24246573 24246584 CGTGTCAGCATGTCTAACCTT GACAGGATTATGTCGACTCACAA 279

Ai03B9450 Araip.B03 9450 p2 (GA)29 58 24263219 24263276 ACTTCCCAAAAACAAATACTTCAT GGTGGCAGAGGATACTGGAA 279

Ai03B9456 Araip.B03 9456 p2 (CT)7 14 24273506 24273519 CCACCACTAACCCCATCATC GAGGAGAGGCCCTAGAAGGA 279

Ai03B9457 Araip.B03 9457 c (GGT)6gaagagagagaa(AG)948 24274711 24274758 TGATTTTGTGGGGGTTTTGT TTCTCCCTCTCCATCACCAC 268

Ai03B9458 Araip.B03 9458 p2 (AT)10 20 24283925 24283944 CACAGCGCACCAAGATTAGA AGAGTTCTGCATTTTTGGGG 264

Ai03B9460 Araip.B03 9460 p4 (TAGT)5 20 24296423 24296442 CATGCCTGCAATCTCTGCTA TTGAACCTTTTGGCATCCTC 246

Ai03B9461 Araip.B03 9461 c (A)10gaacttttttttccttttagtaacaaaacttattgttttttaatattacgaaaacaagattttaatat(A)1088 24297692 24297779 CAGAATCTTTCGCGTGTCAA TCTTGAAAAACCATTCACCG 250

Ai03B9463 Araip.B03 9463 p3 (TAC)8 24 24299118 24299141 AAGAGACACTTCGATCCTTAATTTTT TGGTGATGATAATGGTAGAGGAGA 264

Ai03B9466 Araip.B03 9466 c (TC)6tggccgaaccggttctgttttt(GAA)549 24309264 24309312 ATGTTGGATTTTGCATGGGT CTCCAAGGTTGAACCCAAAA 111

Ai03B9468 Araip.B03 9468 p2 (TC)8 16 24320883 24320898 TTGATTTTCAAATTTGTTTCAACT TTGAAAAATGGTTAGTGATTTTCG 240

Ai03B9470 Araip.B03 9470 p5 (AAATT)5 25 24328628 24328652 GAGGGAGAGGGTTCGAATTT TCGAAAATCACCTTCCTCTTTT 248

Ai03B9474 Araip.B03 9474 p2 (GA)12 24 24355407 24355430 TTATCGGCTATTTCAACGGC TATGGACGTTTTCTGTCCCC 244

Ai03B9478 Araip.B03 9478 p2 (TA)6 12 24366736 24366747 TCTGTTTCTCGTGAGCGTTG GTAAAACAGAGGTGGCGAGG 123

Ai03B9480 Araip.B03 9480 p2 (CT)7 14 24371373 24371386 GGAACATTGAACCTGGCATT GGGGTGATTTCTGGGCTATT 233

Ai03B9485 Araip.B03 9485 p2 (TA)10 20 24409331 24409350 CCTTTCTTTTGGCTCAGTGG ATTCCTTCTCTTGGCCGAAT 163

Ai03B9486 Araip.B03 9486 p3 (ATA)5 15 24409496 24409510 ATTCGGCCAAGAGAAGGAAT TCCGATCTTTGCCGATATAAA 261

Ai03B9488 Araip.B03 9488 p2 (AG)7 14 24413924 24413937 CGGGCTAAAATTGCTAACCA GTGACAATGGGATTTCACCC 151

Ai03B9489 Araip.B03 9489 p2 (AT)10 20 24438742 24438761 AACTCCGCAGGCTGTGACTA AATTACGAAACGCGAAGCAT 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B9490 Araip.B03 9490 p2 (AG)8 16 24440513 24440528 GTGGACCAAACGGGATAAAA TCCTGCAAGGTGATGATGAA 187

Ai03B9491 Araip.B03 9491 p2 (TC)6 12 24453429 24453440 AGAGGGGAGCTCGCATATTT CAGTCTGCAACATGGAAGAAA 217

Ai03B9492 Araip.B03 9492 p2 (TA)7 14 24461926 24461939 TTCCCATCTCATTTGCTGAA GAATGTCATGCAATGCAACC 186

Ai03B9493 Araip.B03 9493 p2 (TC)6 12 24462806 24462817 GGCCCAGATCCAAGTACAGA TCAATGATTAATTCAAGTGCTGG 251

Ai03B9494 Araip.B03 9494 p4 (TTTA)5 20 24464860 24464879 CTGAGGAGGTTACGTAGGCG TATGGAATGAGAACCGGAGG 275

Ai03B9496 Araip.B03 9496 p3 (AGA)8 24 24467118 24467141 CGTCGAGGTGAAGTGTGTGT TCACTCCACCGTCACAACAT 102

Ai03B9498 Araip.B03 9498 p2 (AG)6 12 24476427 24476438 GGGAGGGAAATGGTTTGAAT ACAGGATCCCCACCTACCTC 219

Ai03B9505 Araip.B03 9505 p2 (AG)13 26 24521703 24521728 ATTAAAATTGCCGCCAACAG ATGCCACTGAAGGACAAACC 162

Ai03B9506 Araip.B03 9506 p2 (AG)18 36 24521939 24521974 GGTTTGTCCTTCAGTGGCAT ACTTCTCTCCCAAACCCACC 278

Ai03B9511 Araip.B03 9511 p2 (CT)9 18 24546705 24546722 CCACAGGATCACCTCAGGAT AGGAGATGGAGGGATGTGTG 243

Ai03B9512 Araip.B03 9512 p3 (TCT)5 15 24546868 24546882 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 256

Ai03B9519 Araip.B03 9519 p2 (TC)7 14 24573722 24573735 AGCCATGCGAACAGAAAATC TATAAGCGCAGCGTCAACAC 269

Ai03B9520 Araip.B03 9520 c (A)10gatgt(A)11 26 24574401 24574426 TGAAGCAAGAAAAAGCAGTGAA TCCTTTTTACCCCTTGCCTT 115

Ai03B9523 Araip.B03 9523 p3 (ATT)6 18 24577825 24577842 CATGCACCAGAATTTCCTGA TTAAACTCCATTCCAACGGC 262

Ai03B9532 Araip.B03 9532 p2 (GA)14 28 24595195 24595222 TACCACCCTCGAGAAACACC GCTTTGGAGTGTAGGTCGCT 140

Ai03B9533 Araip.B03 9533 p2 (GA)15 30 24595390 24595419 TGAAAGCGACCTACACTCCA AATTTGCAGACACTTTGGGG 257

Ai03B9534 Araip.B03 9534 p2 (CT)18 36 24597366 24597401 TTTCCATCTCATCCACCCTC GGTACAGAGTGTTAGGCGGC 267

Ai03B9537 Araip.B03 9537 p3 (TAA)6 18 24627356 24627373 CATGTGCCATTGTGATAGCC TTGCTGTCAAAGGATGACCA 205

Ai03B9538 Araip.B03 9538 c (A)10tcgtaacccctacaaaccccaataatca(TCG)553 24633877 24633929 TTTTTGGGCACTAATAAGCCA TGCTACCTAAGCATGGGACC 236

Ai03B9543 Araip.B03 9543 p5 (AAGAT)5 25 24655363 24655387 CAATGAGGGCCCAAATAGAA GGTACCTGCAAGAGACTCCG 268

Ai03B9546 Araip.B03 9546 c (T)12atagttttaa(T)10agtat(TTTA)5t(TA)8tttcttttttctctttttc(T)11104 24670013 24670116 CAAAAGGAAATGGAAGAAGAAA AAGTGTGGGAAAACTGTGGG 280

Ai03B9547 Araip.B03 9547 p2 (CG)6 12 24670423 24670434 CCCACAGTTTTCCCACACTT CACAACCTCATCCACGCATA 270

Ai03B9548 Araip.B03 9548 c (CG)6cacagcgtgctagcgcgccgatgccc(T)1654 24670588 24670641 GCTTATGCGTGGATGAGGTT ATAGGGAGCTCTTGGGCATT 187

Ai03B9550 Araip.B03 9550 p2 (TC)7 14 24677958 24677971 TGACATTCTGCCTTTCAAGC AAGTCAGATGGACCAAACGG 224

Ai03B9551 Araip.B03 9551 p4 (TTAT)6 24 24689743 24689766 CCCATAATTCCCACTTTTGC GGGAACTTGGGTTGATGAAA 269

Ai03B9557 Araip.B03 9557 c (ACG)5aagactcctccctccctccactcctcaagcgccttcccaaggacttcggaggcggtgcctcgatggatt(ACG)8108 24711667 24711774 TCTACCTTCGTCGTCCACAA ATCATGGTGCCAAAATCTCC 260

Ai03B9558 Araip.B03 9558 c (C)11t(TC)8tt(TC)642 24723701 24723742 TTTGCTCTCATCGAAACAAAGA CCCGTGAAAGCAGATAAGGA 254

Ai03B9561 Araip.B03 9561 p3 (ATA)6 18 24726742 24726759 ACATATTGGGATGTGGCGTT GCGGCACATTCAATAAACAC 192

Ai03B9565 Araip.B03 9565 p4 (AAAT)7 28 24775606 24775633 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 209

Ai03B9566 Araip.B03 9566 p2 (AT)11 22 24775868 24775889 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 270

Ai03B9567 Araip.B03 9567 p2 (TA)12 24 24776232 24776255 TGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 266

Ai03B9568 Araip.B03 9568 p3 (CAT)6 18 24786149 24786166 GGACGAGTCTGAAGAGGCAC TAAGATTGTCCCGGATGACC 195

Ai03B9570 Araip.B03 9570 p2 (AG)9 18 24790338 24790355 GGTGAGGTAGGTGGGGTTTT TGCAGGGATGAGAAATCCTT 202

Ai03B9573 Araip.B03 9573 p4 (TAAA)5 20 24813327 24813346 TTTCAGGTTCAGGATCAGCC TTCGAAATTCCCTCTCTCTCA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B9575 Araip.B03 9575 p2 (CT)6 12 24816036 24816047 ACACCTCAGGGTCTGTGGAC TAAAGGAGATGAAGGGGGCT 266

Ai03B9578 Araip.B03 9578 p2 (TA)8 16 24835835 24835850 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 141

Ai03B9580 Araip.B03 9580 p2 (CT)7 14 24853085 24853098 GCATCCATTCAGAGAAAGGC CCAATTGGCCAACATAAGTCA 224

Ai03B9581 Araip.B03 9581 c (A)10tatatgcgaaaaaaatggcg(A)1040 24857294 24857333 GGCACTTGAAAGAATGATGGA CACCCTTGCCTTTTGGTTTA 226

Ai03B9591 Araip.B03 9591 p3 (TTC)5 15 24914749 24914763 CTCTACACTCCTCTTGGCCG GCTTTTGTCTTCCCTTTCCC 208

Ai03B9592 Araip.B03 9592 c (A)13gagaaagagaaaaaaataggcg(A)1045 24917350 24917394 TGAAGCAAGAAAAAGCAGCA CAAAGGCCTATGCTCAAAGC 185

Ai03B9599 Araip.B03 9599 p2 (AG)18 36 24952855 24952890 CAAACCGGAACACATACCCT TTTCCTCACTCGCGATCTCT 190

Ai03B9600 Araip.B03 9600 p3 (AAT)5 15 24965022 24965036 TCAAGCCTCATCGACAGTTG CCCTTGGCGATGCTTTATTA 176

Ai03B9604 Araip.B03 9604 p2 (TA)8 16 24985517 24985532 TTTGAAGCGGAGTAGCACCT GCGAAAGAGGAAAAGAAGGC 270

Ai03B9609 Araip.B03 9609 c (AAG)5aggaagaagaacgtgcagt(AAG)755 24989861 24989915 TTCTTCAAAAACGATTTCAGAGC CCTCGTTCTTCTTGACTGCAC 233

Ai03B9614 Araip.B03 9614 p2 (TA)7 14 24999362 24999375 AGGGTGTGGTGCGAGTTTAC AAATTCAACCATTCCAAATTTCA 278

Ai03B9617 Araip.B03 9617 p2 (CA)6 12 25000907 25000918 ATCCGACTGTGGGGAATTTT GCAGAGTGGTTGGATGGAGT 280

Ai03B9621 Araip.B03 9621 p2 (AT)17 34 25014445 25014478 CCACCAGGCTGTTAAACTTG TCACTGGGTCATTGGTTCAA 264

Ai03B9622 Araip.B03 9622 c (T)10gtaatctgtccgaaaatatatatgatttttaattcgttttcgagttttacagttatcgattttcatag(T)1189 25014881 25014969 TTGGTGACAAACACAGCTCTT CCCGTTATGTGCAAGTTGTG 280

Ai03B9626 Araip.B03 9626 p2 (AT)10 20 25023408 25023427 CAGCCATTTATTGTCGACTTCA AGCCAAAGCTAATCATGCGT 260

Ai03B9628 Araip.B03 9628 p2 (TA)10 20 25030655 25030674 TCCTATATGGGCAGACCTCG CCAACTTGAAACAACACCGA 256

Ai03B9630 Araip.B03 9630 c (TC)20cct(TC)20ccttctctcttcctctt(TC)6112 25032569 25032680 TTTCTCCCCTCTCCCTCG GAGAAAAGAGAAAAAGAAAGGGAA 270

Ai03B9631 Araip.B03 9631 p2 (TC)7 14 25032833 25032846 TTCCTCTCCCTCCTCTCTCTC TCCCTCCTTCCCTTTCTTGT 147

Ai03B9636 Araip.B03 9636 p3 (ATA)6 18 25049608 25049625 TTTTGAAAGGAGACCACTCAGA TTTGGTGACGTGCTTCTTTTT 272

Ai03B9637 Araip.B03 9637 p2 (TA)7 14 25049782 25049795 TGAGGGCTAACACTACAAAAATTG CCCATCTGTAAACACCCCTG 245

Ai03B9640 Araip.B03 9640 p3 (TTA)12 36 25070340 25070375 GAAGACTGCTGTTGCCATTG TTGACATATCCCCAAGGGAG 239

Ai03B9642 Araip.B03 9642 p2 (TA)6 12 25083769 25083780 CGAAAGCTGACCTACGGAAA TATGGGACTCTATGGCCAGC 249

Ai03B9643 Araip.B03 9643 p2 (GA)7 14 25087449 25087462 CACGATGACATGAATCTGGC TTCCGTTCTGTTCTAACTCACG 162

Ai03B9647 Araip.B03 9647 p2 (GA)20 40 25100243 25100282 ATCTCCTTCCTCGCCATCTT TGATGATGACTCCGAGGTTG 133

Ai03B9648 Araip.B03 9648 p3 (TGG)5 15 25108916 25108930 CCATCCCATAAAAATCGTGG TCGGTAACTAACCGCACCTT 255

Ai03B9651 Araip.B03 9651 p2 (GA)7 14 25115005 25115018 TTTTCCTAGATCAGCACGCC AGAAGCAGAAGACGCCAGAA 220

Ai03B9653 Araip.B03 9653 p2 (CT)8 16 25115469 25115484 CCTGCCACAGTTGAAACCAT CAGTCAAACTCATTTGCCCA 276

Ai03B9660 Araip.B03 9660 p2 (CA)6 12 25131239 25131250 GAACCTTGCTCGGATACCAA AACCATCCATTGAGGAGGTG 274

Ai03B9664 Araip.B03 9664 p2 (AT)7 14 25134770 25134783 TGCTGCAAGCTTTGTGAAAT CAAACAATTAATGTCCATCAACATAC 138

Ai03B9670 Araip.B03 9670 p2 (TA)11 22 25164623 25164644 GGAGTTACGGCATGGAAGAA TTCCTGAAAATAAATCCCCG 173

Ai03B9676 Araip.B03 9676 p2 (AT)8 16 25192865 25192880 TTCTTGGGGGTCTTGTTGTC CGATTTGGCAGGGATTAAAA 198

Ai03B9681 Araip.B03 9681 p3 (AGC)5 15 25204775 25204789 CTTTGCTTGAGGCAGCTTCT TGCAGAGGAGGAAGTGAAAGA 128

Ai03B9687 Araip.B03 9687 c (TC)8actttttctccctctctctcttc(CT)651 25218218 25218268 TCCCCTATCCATTTTCCTCTC AAAGGGAGGGGGAGAAAGAG 118

Ai03B9688 Araip.B03 9688 p2 (GA)7 14 25218379 25218392 CCTCTCTCTCTCTTGCGCTC TTCTCTCTCCCCCTTCTGTTC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B9689 Araip.B03 9689 p2 (GA)8 16 25218563 25218578 GAGAGAAAGAACAGAAGGGGG TTTCTCTCCTCTCCCTCGCT 193

Ai03B9691 Araip.B03 9691 p2 (AG)8 16 25219278 25219293 GGAGAGAGAGAGGAAGGGGA GAATTGAAACTGAACTGAAACGG 231

Ai03B9692 Araip.B03 9692 p2 (AT)14 28 25221205 25221232 TGCAATAGAGCAGCAGCAGT GAAATGAGTATTGAGAGAGAAAATGAA 280

Ai03B9693 Araip.B03 9693 p3 (TTA)21 63 25221666 25221728 CCCTATTTGGGCACTCTTCA TTGTGCACTGTTTACTATTTTAATTTT 227

Ai03B9696 Araip.B03 9696 p3 (TCC)5 15 25233085 25233099 GCCAAACCAAACAAAAAGGA GGAGGAGAAACGCAAAGAAA 142

Ai03B9701 Araip.B03 9701 p2 (AG)8 16 25256560 25256575 TCTGGGAGAGAGAGAGCTGC AAATCGGTCTTCTAGCCGGT 257

Ai03B9702 Araip.B03 9702 p3 (ACC)6 18 25260293 25260310 TGTGACCATCTCGGTCATGT GACAGGTGATGGTGCTGTGT 180

Ai03B9711 Araip.B03 9711 p3 (TTA)5 15 25283961 25283975 AATACCCCATGAACTGCACA CGGACCTAAGCGTTGAAGAG 238

Ai03B9712 Araip.B03 9712 p2 (TA)6 12 25296893 25296904 GTGGTCTCCACCACTTCGAT CAGTGCAAGCAACTTATCCA 175

Ai03B9714 Araip.B03 9714 c (TCT)5(TCA)5 30 25298036 25298065 GCAAATTTGGGTGTAAAACGA CTTCGCGTGTTTCATCTTCA 279

Ai03B9715 Araip.B03 9715 p3 (GAG)6 18 25298243 25298260 TGAAGATGAAACACGCGAAG GCGCTCCTTACCCATTATGA 162

Ai03B9717 Araip.B03 9717 c (A)10cacccaatacaatccctgatcttttgtttttaggactgattagtccccgtgcaaaaaaaaataacattgac(T)10gcacaagggcctcgttgtcatttcgaggtaattgtcaggggccggattgaa(T)10152 25306802 25306953 TACCCTATCCGGTTCCTGAC AAAACCCAAAACAGCCATTG 252

Ai03B9720 Araip.B03 9720 p2 (AT)6 12 25308793 25308804 TCTCTCTCCTTTAATTCTTGTCAAA GGAACGTGATTCCCTACGAA 191

Ai03B9721 Araip.B03 9721 p2 (AT)6 12 25311815 25311826 TCTCTCTCCTTTAATTCTTGTCAAA GGAACGTGATTCCCTACGAA 191

Ai03B9723 Araip.B03 9723 p2 (AT)15 30 25321591 25321620 TTGGGTCAGGGTATGAACAA TTTTCTTACATTATTACATTTTGTTGG 280

Ai03B9730 Araip.B03 9730 c (TA)6caccggttcggttcggtttggttcaggttttcagtatcaaaaccgaaaatcgaaccgaaccgaac(A)1188 25339170 25339257 ACCGCGTGAGTGTATTAGGG GAATCAACCGAAAACCGAAA 184

Ai03B9732 Araip.B03 9732 p3 (TAT)7 21 25339873 25339893 GATTCGGTCCGATTTTCAGA ACCGATGTGAAAGAAAATCAA 266

Ai03B9739 Araip.B03 9739 p4 (AAAG)5 20 25354547 25354566 CAGTGCACTCCAGGGATTCT GGCGTTTGGCATAACATTTC 268

Ai03B9740 Araip.B03 9740 c (TTA)7tcctctttaggtggaaaaacaaaaacccagctactttactctat(TTA)992 25359012 25359103 CACAACAGAGGGAACCCAAT GAATTGAGGGGATCGAAACA 185

Ai03B9741 Araip.B03 9741 p3 (GAA)5 15 25362498 25362512 GGCAACAGCAGCATAACAAA CTGAATGCTCGGTTCTTCTTC 247

Ai03B9743 Araip.B03 9743 c (T)12aattgggtcctacatcaa(T)1040 25364490 25364529 TGCTAAGAAATACAATAACCCAAAA TTTGAGTCCTTGCACCAATTT 251

Ai03B9744 Araip.B03 9744 p2 (AT)6 12 25371309 25371320 GAATGGAGCCGATTTGCTTA AGAGTCGGATTGAGCCTTTG 203

Ai03B9745 Araip.B03 9745 p2 (AT)8 16 25371639 25371654 GACCCGGTCATCATAAACAA CAAGAACCAACTCTTCTCTGAAA 279

Ai03B9750 Araip.B03 9750 p2 (TA)16 32 25389856 25389887 CGGAGTAGGATGTAAGACCCC CAAGCCACGTTTCCTTTCTT 250

Ai03B9754 Araip.B03 9754 p4 (TGTA)12 48 25406215 25406262 GCACGCTCAAGCAAAACATA AACTCCCCAGATTCTCCCAT 250

Ai03B9755 Araip.B03 9755 p2 (AT)7 14 25411487 25411500 TCCGGGTAAGTGTAAAACGG GGAGTTGTCCGTGGTGTCTT 262

Ai03B9756 Araip.B03 9756 p3 (ATG)10 30 25411613 25411642 TCCGGGTAAGTGTAAAACGG GGAGTTGTCCGTGGTGTCTT 262

Ai03B9757 Araip.B03 9757 p3 (TAA)5 15 25415089 25415103 TTATGTATGGGCATGGGTGA TGCGAGCACGTATTCAATTA 273

Ai03B9758 Araip.B03 9758 p2 (TA)6 12 25417574 25417585 GAAAAATCGAACCAGACCGA TTGGCTGGGAGAGAGAAAAA 278

Ai03B9759 Araip.B03 9759 c (T)10acattacttagcttgattattattaggggtatagtgatttcatttgattttgactttagcttgattattgggtctttattgattaatc(AATT)5118 25420465 25420582 TGCGATGTAGCAAGGACTGT CAATAGCAAGAAGCCAAGAACA 267

Ai03B9760 Araip.B03 9760 c (A)11ttaatacggcatatactcctccacgagtacacaacaactgcctaagtgcctcacaagtcg(A)1081 25424664 25424744 CACTACATAATTCATGATCCAATTCTT AGTTGGTTAGAATCATTAGTTACGG 274

Ai03B9767 Araip.B03 9767 p3 (AAC)5 15 25441007 25441021 TAATATTGATGCGTGCGTCG TAATTCATGTAGCCGACCCC 232

Ai03B9770 Araip.B03 9770 p2 (TA)8 16 25452376 25452391 TCTTCAAAGTCTACTTTTGTGGTGA TTTTTAAGCGTGCCTGTTGA 244

Ai03B9773 Araip.B03 9773 p2 (TG)8 16 25454146 25454161 CTTCCACCTCATCACACCCT CTCCCTTCAACAATGGATGG 256
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Ai03B9775 Araip.B03 9775 p2 (TA)7 14 25454666 25454679 TCAGTGTGTGACCCACAAAA TCTTTTCGAGAATCAAGAGAAATTG 130

Ai03B9778 Araip.B03 9778 p5 (ATGAT)5 25 25456833 25456857 TGCTTCCAACTTGTAAAACGG CGGTGATTGATTGGTTATGG 167

Ai03B9779 Araip.B03 9779 p2 (TA)6 12 25458148 25458159 GCTTACATCAAAGTCTTGTGCG TGCTATGCTGTGCCTGATTT 273

Ai03B9788 Araip.B03 9788 p2 (TA)8 16 25491546 25491561 GCGGAGTGGTTACAGGGTTA TAGCTCAGCCTGCAAAGTCA 208

Ai03B9790 Araip.B03 9790 p2 (TA)12 24 25495874 25495897 TAAACCCGTTAGCAGCAACC CCGGATACCATCTTAGGGGT 232

Ai03B9791 Araip.B03 9791 p2 (CT)7 14 25509012 25509025 TAAACGCCAGAAAGGGAAGA TGTGAGGAGGTGATTGGTGA 248

Ai03B9793 Araip.B03 9793 p3 (AGA)10 30 25541059 25541088 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 160

Ai03B9794 Araip.B03 9794 p2 (GA)6 12 25543664 25543675 TTTTGAAAAAGAGGGAATGGA TCTTGTGATTTCTTGTGAATCAA 279

Ai03B9797 Araip.B03 9797 p2 (TA)7 14 25558694 25558707 CCTGTTAGCAGCAACCAAAA AGCCCGGATACCATCTTAGG 222

Ai03B9800 Araip.B03 9800 c (A)11tcaaaattcgatatctaaaatccttttcgagaatatatatcgaatatttggttttttttgtttcatttttaaatcttgagcgcatttttg(T)11112 25579735 25579846 TCGCATAACAAATTGCTTGA AAAATCCTTGGGATTGATTTGA 237

Ai03B9802 Araip.B03 9802 p2 (AT)6 12 25582262 25582273 GCACAATTAGTCAATTATTCTGTTGA TGGCTGCTGGATTTTAATCAT 280

Ai03B9803 Araip.B03 9803 c (ATC)5(T)10caaggtcatcgtctttttttttctttcaaac(A)1268 25583388 25583455 TCTCCTCATTATTATTTCCTCCTCC TCCGATTTGTGGTGTTCTGA 221

Ai03B9804 Araip.B03 9804 p2 (AT)8 16 25583646 25583661 TCAGAACACCACAAATCGGA CGATTTGGCAGGGATTAAAA 167

Ai03B9806 Araip.B03 9806 p3 (TAT)5 15 25587808 25587822 TGCTGCAAACCTTTTTGCTT GAGCCTACTCGCTATGTGCC 152

Ai03B9807 Araip.B03 9807 p3 (AAT)5 15 25587997 25588011 GGCACATAGCGAGTAGGCTC GGATTTGTTACCTCTGGGTCC 228

Ai03B9808 Araip.B03 9808 p2 (AT)8 16 25591148 25591163 TGCCTGTTGTATGCAGCAAT TTCGGACAAAGAATCGAAGC 269

Ai03B9809 Araip.B03 9809 c (GA)6attcagcaacggatggtttaatattgacaaagaccttgctgaatagggcttgcattttgtcctagacaaattaaaattgataccc(T)10107 25603046 25603152 TGCTGCTCTCTAAACCAGGAC AACGGCTTCTCCTGAACAAA 249

Ai03B9810 Araip.B03 9810 p2 (TA)6 12 25604857 25604868 ATGTGTGTGGCTGTTCCAAT AAGAAGGGGTTTTCCCAATG 171

Ai03B9811 Araip.B03 9811 p3 (CAA)5 15 25605206 25605220 TGCTTCTTCTTCGGCTCCTA TGGGATTCAGGGAAAACAAG 230

Ai03B9814 Araip.B03 9814 c (TAT)7ccaacggtggtta(TTG)1476 25610097 25610172 TTGGTGGTCAGCGTCTACTG TCAAATGACATAGCCTCCCC 273

Ai03B9820 Araip.B03 9820 p2 (AT)9 18 25647299 25647316 CTTTGTCGTCTTTCAAAGTTGG TTAAAGTGGTGCCAAGACCA 271

Ai03B9823 Araip.B03 9823 p2 (AT)6 12 25657602 25657613 TCTGAGGATCATGCGAGTTG TTCAATTAAGAGGTTGCGGG 266

Ai03B9830 Araip.B03 9830 c (T)11gtaataacaaaacgcaatctgcgttttgtgctgagggccaga(T)1063 25668501 25668563 TTTAATCCAAAGGTGGCCTG CAATCTGACAACGCGAAAAA 150

Ai03B9831 Araip.B03 9831 p3 (ATA)6 18 25673262 25673279 GATCCAGTTTTCTGGGCAAC TTTGGATCATCTCCAGTTTGT 279

Ai03B9837 Araip.B03 9837 p2 (AT)7 14 25700314 25700327 TGCAAATCAGTGCTTATGGAA GCAGAACAACACGAAACACG 218

Ai03B9840 Araip.B03 9840 c (AAG)5gaagtagaagaagaagaaggaactgcttcgatctataatcagctat(TC)979 25704507 25704585 TCAGATTTTTCTTCTCATTCTTGA TTCCAATTGGCAAAGAAACC 278

Ai03B9841 Araip.B03 9841 p2 (TA)6 12 25709867 25709878 GTGGCTGGTTTTTCTTTTGC TACAACCATTGTTCCAAGGC 216

Ai03B9842 Araip.B03 9842 p2 (TA)6 12 25713244 25713255 CCCTCTTAATTTAGCCTCCCA TCCGTCTTCCACGATTTAGAA 166

Ai03B9844 Araip.B03 9844 p2 (AT)6 12 25714734 25714745 GCTTTCGTGAATACGAACCG TCTTTCAGCTACAGGTGCGA 263

Ai03B9845 Araip.B03 9845 p4 (TCTT)10 40 25716926 25716965 GGGGAGTAACTTCACCGTCA AATGACGCCTAACCCCTCTT 265

Ai03B9846 Araip.B03 9846 p2 (AT)6 12 25717079 25717090 AAGAGGGGTTAGGCGTCATT GATTGGCTTGTGGCCATACT 107

Ai03B9847 Araip.B03 9847 p2 (TA)9 18 25717241 25717258 AGTATGGCCACAAGCCAATC TCACCCTGTTCATCTTGAGAAT 257

Ai03B9848 Araip.B03 9848 c (TAC)5(TAA)17 66 25719239 25719304 CCCTTCATGCATAATAAGCCA TGAGAAAGTTGAAGAAAGATAAAAGAA 178

Ai03B9854 Araip.B03 9854 p2 (AT)6 12 25773200 25773211 TGAGGGTGTAAATTCAGTGGC AAAGAGGCAAAAGAAGGCAA 139
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Ai03B9856 Araip.B03 9856 p2 (AT)8 16 25778303 25778318 GCTCAAAGTCGGATAAAGCG CAAACTCCGCAGACTGTGAC 188

Ai03B9861 Araip.B03 9861 p2 (AT)10 20 25825411 25825430 GTGTGGGAAAATTGGGTTTG TTCACCATTTACTTTGGGGC 246

Ai03B9862 Araip.B03 9862 p2 (AG)6 12 25826771 25826782 TCGCAGTGACAAAAATCAGC GGAACATTGAACCTGTGATTGA 266

Ai03B9870 Araip.B03 9870 c (A)10gaaaagaaaaatggc(A)1035 25843291 25843325 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTCTTTACCC 186

Ai03B9871 Araip.B03 9871 p2 (GA)11 22 25849632 25849653 TGGAGGTGATTGGTAAAGGG CCTAAATGGAGCAGGGATGA 161

Ai03B9872 Araip.B03 9872 p2 (TA)19 38 25860939 25860976 AACAAAATCCTGCCTCTCCA CCCCTGAGGTGAAGTGGTTA 154

Ai03B9873 Araip.B03 9873 c (CT)6tcttcacccattcaccaattacctcaatacctctttccc(A)1162 25868160 25868221 TTGGTGCAGGGATGAAAAAT TTGGGAGGAAAAGTGGTTTG 245

Ai03B9875 Araip.B03 9875 c (CT)6cctctctctctccctctctccctccctc(CT)7ca(CT)7tc(CT)6cctttccctcttctg(CT)8115 25881815 25881929 AACCAGTTTATAATACAGTGCACCA GGAGAGAGAGGGAGAGAAGGA 269

Ai03B9876 Araip.B03 9876 p2 (CT)6 12 25882081 25882092 CTCTCCCCCTTTCCCTCTTT GAGGACGGGGAGAGAGGAT 241

Ai03B9878 Araip.B03 9878 p2 (GA)8 16 25883062 25883077 GGAGAGCGACAGAAAAGGAG TGAACTGAATTGAAACTGAACTGA 278

Ai03B9881 Araip.B03 9881 p2 (TA)6 12 25887732 25887743 ATGGCTAGCCGGCTTAAACT AAGCCTTACCTCGCGTCATA 265

Ai03B9886 Araip.B03 9886 p2 (TC)7 14 25901159 25901172 GGGCTTGATGGCTTTGAATA GACGGGAAGTACAACGAGGA 255

Ai03B9889 Araip.B03 9889 p2 (AT)8 16 25913142 25913157 AAACTCAGCCCCAAAAGGTC GCTTGTTGGACTTGGCTCTC 221

Ai03B9890 Araip.B03 9890 p3 (TTC)6 18 25915802 25915819 TCGTTTGTTTTACACGCACC TGCAGAAAAGAAAAATGCGA 235

Ai03B9891 Araip.B03 9891 p3 (TTC)5 15 25915931 25915945 TCGCATTTTTCTTTTCTGCAT TCAAATTGATGCATTTCGGA 182

Ai03B9892 Araip.B03 9892 p3 (TTC)6 18 25926667 25926684 CTTCAATCAGACGTGCCTCC AAAACGCGAACAGAGGAGAA 175

Ai03B9893 Araip.B03 9893 p3 (TTC)5 15 25926805 25926819 TCCTCTGTTCGCGTTTTTCT ATTCGGTGGCCTCCTTTTAC 252

Ai03B9894 Araip.B03 9894 c (AGA)6acaaaaaagaaaacgcgagcagaggagaacggtgaaacttataatgcgagcag(AGA)792 25927663 25927754 CGGAAGAATAATCCAAATCGC TCTCCTCTGCTCGCATTTTT 272

Ai03B9896 Araip.B03 9896 p2 (AT)9 18 25934337 25934354 GACAAAATTCCCCTGAAGCA GTTGGGAGCAGAGAGGTGAG 255

Ai03B9897 Araip.B03 9897 p3 (ACA)6 18 25950376 25950393 AACATCATGGGTTCGGTAGG ACGTCTCAGGTGGTTTGGAC 235

Ai03B9900 Araip.B03 9900 p2 (AG)6 12 25966192 25966203 ATAGGTGAGGGGTTTTTGGG CATTTAATGCCAGGAATGGG 244

Ai03B9902 Araip.B03 9902 p4 (ATTT)5 20 25993863 25993882 TGGTTGTAAATACCGCACCA GCAGAGAAGTCCCTGTGAGG 273

Ai03B9904 Araip.B03 9904 p2 (TC)6 12 25997413 25997424 TCATTATGAAGAATGCGCGA CGAAGATGATTCACCTCCCT 263

Ai03B9906 Araip.B03 9906 p2 (TA)6 12 26005457 26005468 TATGGGTGCAAAAGTCACGA CAAAACCGCTCCCAAAAATA 256

Ai03B9907 Araip.B03 9907 p3 (GGT)5 15 26008318 26008332 GGGGGACAACATCCTAATCA CTGGAGGGATAGGGTTAGGC 221

Ai03B9910 Araip.B03 9910 p2 (GA)6 12 26028302 26028313 ACGACAAAACCTGGCTTAGG ACCAACGAAGTGCATTCTCC 257

Ai03B9911 Araip.B03 9911 p2 (TC)8 16 26032453 26032468 TCACGAACATTTGAAGCACG TGACAGACATGTAGCACAGCA 264

Ai03B9912 Araip.B03 9912 p2 (AT)8 16 26034229 26034244 TGAATTTGGGTGGATGTATGG TTGACAATATTGAAAAATGTGGCT 144

Ai03B9914 Araip.B03 9914 c (A)10ttgaagtttttaatgcattaaaaaaatgttaaaaacttaaaaaatttaaaattcttcctctgtt(A)1084 26038215 26038298 TTTGCTAGCGAGTGTCCAAA GATTGATGGTGCCCCTAGAA 208

Ai03B9917 Araip.B03 9917 p4 (TAGA)7 28 26047493 26047520 TCCATATTTTCCAAGTTATTGACG TGTTAGTGGAGTTGAAGTGCAAA 280

Ai03B9918 Araip.B03 9918 c (A)10cactactacatgggctaatcagtcccataaaagtaatcaggagctgggttaggta(T)1075 26048294 26048368 GGACTGATTAGCCCCTGTGA GAAAAACTCTAAACGGCCCC 161

Ai03B9919 Araip.B03 9919 c (TA)6agatgcatagcaagtaaggaagaaaaacgttagttttgaactctcatacggttgcacacttgcactctcttatctacccaccc(CT)13121 26048885 26049005 ACCCGCTGAATCTCCACTTA ACAAAAGAGTATGGCGGTGG 266

Ai03B9921 Araip.B03 9921 p3 (AGA)6 18 26052113 26052130 CGTCGAGGTGAAGTGTGTGT AACACATAGCGCAGCTCCTT 151

Ai03B9923 Araip.B03 9923 c (CTT)6cactgccttcgcgccactatcgtcttcgccctct(TCC)567 26054537 26054603 TGGCACATAAAACTGCAAGC GCAATGCATCCTTTGCTTTT 274
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Ai03B9933 Araip.B03 9933 p4 (TTTA)5 20 26081020 26081039 CCATGATGGAGAAAGGGAGA TTCCTCTCTCCTCAATTTTTCG 129

Ai03B9940 Araip.B03 9940 p2 (CT)6 12 26091145 26091156 TCTTTCCTAACCTCCTAACCTCTT GAAAAAGGGGGAGATATTTTCG 141

Ai03B9941 Araip.B03 9941 p3 (ATT)5 15 26091472 26091486 CCCCCTCTTTTCTTCCACTC TACGTGAGTAAGGGGTTGCC 256

Ai03B9947 Araip.B03 9947 p2 (TC)9 18 26116426 26116443 ACTCAGTTCCGTCAATGGCT AAAGCTCCGCATTCTGAAAA 271

Ai03B9948 Araip.B03 9948 c (T)13(A)11 24 26119857 26119880 TGGATCATTGAGTCTGAGCAA AAAAATGCCCTCGTTGATTG 266

Ai03B9951 Araip.B03 9951 p2 (TG)7 14 26124220 26124233 TCCTTTCAATAGATATTTTCCAAGAGT GCACAAATGCAAAGATGTGG 162

Ai03B9953 Araip.B03 9953 p4 (ATTT)5 20 26130040 26130059 AAATTTGGTCACCATGTTGTAATG CCACTTCTCTCCTTGAGTACGG 265

Ai03B9955 Araip.B03 9955 c (T)10aaaaaaa(T)3148 26135122 26135169 TGGGCAAGTTCTTGCATAAT CAAGCTATTGGCCATGATGA 259

Ai03B9960 Araip.B03 9960 c (AGA)6(GAA)6 36 26143542 26143577 ATGAGGAGAAAGGGGAGGAA CGTCCAACACACACGAAATC 160

Ai03B9964 Araip.B03 9964 p2 (TA)6 12 26145230 26145241 TGCAAAGAAAGATGTCGTGC GAATGGAAATGTATCCCATCAAA 137

Ai03B9973 Araip.B03 9973 p3 (AAT)15 45 26176274 26176318 ACCCAAAGCTTCAAGCAAGA TTGTGATGGGGTGACTGATG 231

Ai03B9975 Araip.B03 9975 c (ATA)7aatagagtaaagtagctgggtttttgtttttccacctgaagagg(ATA)683 26176985 26177067 TCTTGGAGTTGAGAGGGAGC CCTCGGAAGCCGTATTATCA 258

Ai03B9976 Araip.B03 9976 p2 (TA)7 14 26179418 26179431 CATTGGAAGTCCAAAGCTCC CCTCCTCCCAAAACCAACTT 193

Ai03B9978 Araip.B03 9978 p2 (CT)8 16 26184051 26184066 TTGCAACTTAAACATCCTTTCG CAACTTCAAATGGAACCGCT 257

Ai03B9979 Araip.B03 9979 p2 (CA)9 18 26184314 26184331 ATTTTTGCGTGAGGGTGAAA ATGGCTAGCGATTGACCAAC 238

Ai03B9982 Araip.B03 9982 c (A)10g(A)10gaaagagagtactagagct(GA)652 26193735 26193786 CCAAATTACCCTTAACCGAAAA CTCTCTCCTCACTTCCACCG 222

Ai03B9983 Araip.B03 9983 p3 (GAA)5 15 26193931 26193945 AATGGTGGTGAAGGAAGCAG AAGGCTTGGCCTCTTTTCTC 227

Ai03B9984 Araip.B03 9984 p2 (AG)6 12 26194230 26194241 GGGGAAGAGAGAGGTGGAAC ACAGAAGCCATCAACCCAAC 222

Ai03B9985 Araip.B03 9985 c (TA)7(T)10 24 26197253 26197276 TCACATTCTCTCTCGGCCTT GAAACGTGGCTTAGGTGCAT 174

Ai03B9987 Araip.B03 9987 p3 (CTC)8 24 26198914 26198937 TCTTTCTCCTCCGCTGTCAT GGATGTTGGTTTGGCTGAGT 181

Ai03B9989 Araip.B03 9989 p3 (TCT)5 15 26205376 26205390 TTTCAAAAGTTCTGGGTCTTACAA GGAACAAGAAGAAGAGGAAGAGG 259

Ai03B9990 Araip.B03 9990 p3 (CCT)5 15 26205670 26205684 AAGATTTTTGTGTCACGATTGAAA TGATGATGGAGGAGGAGGAG 275

Ai03B9991 Araip.B03 9991 p3 (TCC)5 15 26205853 26205867 CAAATCTCCCTCCTCCTCCT TTATGAGAACATGGACATGATGA 230

Ai03B9993 Araip.B03 9993 p3 (CAA)6 18 26215606 26215623 GACGAACCTTCCTCCTCCTC GATCACCACTTGACCCACCT 260

Ai03B9997 Araip.B03 9997 p2 (AT)11 22 26221291 26221312 ACACAATCCTGCCTCTCCAT GCGGAGTGGTTACTGGGTTA 130

Ai03B9998 Araip.B03 9998 p2 (TA)7 14 26223421 26223434 TTCACAATTTCAAGTTCCAACA TATGCGAAGCTTGGGTAAGG 274

Ai03B9999 Araip.B03 9999 p2 (AT)22 44 26226862 26226905 ACACAATCCTGCCTCTCCAT TCGTTAGGCGTCTGGACTCT 180

Ai03B10000 Araip.B03 10000 c (TTC)5gttatttttctctttcgttaacgtcgtcaccaacacca(CCT)568 26229484 26229551 TGTCAAAATTCTCGTTTCGATG TGATGATGGAGGAAAGGAGG 263

Ai03B10001 Araip.B03 10001 c (TCA)5tc(T)10 27 26230022 26230048 TCCCTCCTCCTTATCTTCTGC TGTGTTTCTTCTTCTCTGTTTGATTT 172

Ai03B10003 Araip.B03 10003 p3 (AAG)7 21 26231006 26231026 TGAAGATGAAACACGCGAAG TTCTCTTTGTATCCCGCGTT 108

Ai03B10007 Araip.B03 10007 p3 (TTG)5 15 26238572 26238586 TAGCTGCAGGAGGGAGAAAA TTTTGTTTCGGTGTTGTCCA 254

Ai03B10008 Araip.B03 10008 p3 (CAT)11 33 26243393 26243425 TTACATTGAGTGCAGGTGGC AGCAGTTCAAGTTGCAGGGT 199

Ai03B10012 Araip.B03 10012 p2 (AT)10 20 26260083 26260102 TTTGAACCAAATTCAACAAGACA TTCTCCTTTCATTTTGATGCCT 280

Ai03B10014 Araip.B03 10014 p4 (AAAT)5 20 26263482 26263501 ACTTTTCTCGACCCAACTGC TCTGCTTCCATTAGGCAATTTT 261
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Ai03B10015 Araip.B03 10015 p3 (AGA)5 15 26264786 26264800 TGCGATTGTGATTCACTTGC CATCTGTCATGCCGATACCA 127

Ai03B10017 Araip.B03 10017 p2 (AG)7 14 26268858 26268871 GGGCTGTCGGAAATATGAGA TGTCGGATTTATCCACCGAT 150

Ai03B10021 Araip.B03 10021 p2 (CT)6 12 26302464 26302475 GGGTGAACTGGAAACTAAGGG GGGAGAAAGAAGGAGAGGGA 257

Ai03B10022 Araip.B03 10022 p2 (TC)7 14 26302725 26302738 CCCTTCGCCTTTCTCTCTCT TAGAAGAATCCGGCCAAAGA 222

Ai03B10023 Araip.B03 10023 p2 (TG)7 14 26306673 26306686 CGGGCTGACTATGCTTCTGT ACGACGCCATAAAGTTCACC 280

Ai03B10027 Araip.B03 10027 p5 (AAAAT)5 25 26342341 26342365 TTCATGATGGAGAAAGGGAGA CATCAGCCATTTTAGCATTCG 224

Ai03B10028 Araip.B03 10028 c (T)10aaaaaataaaaaatcacaaatctaacatatttgtggtatcaac(A)1063 26358242 26358304 TCGGTAAACAAATCATAGAGTTCG GGAACCACGTCAGCAAAGTAA 248

Ai03B10029 Araip.B03 10029 p2 (AT)7 14 26362543 26362556 CTTCCTGGTACCATTTGCGT TGCATGCAGATTTTAGCTCG 188

Ai03B10032 Araip.B03 10032 c (A)10cagaataaagtttaactaatttatc(T)1247 26377914 26377960 AAGTTGATCAGCTGAATGCTGT TCGTTTGCCTTACGCTTTTT 244

Ai03B10035 Araip.B03 10035 p3 (TCT)5 15 26382816 26382830 TTTCCATGGAGGTGAAGGAG CTTCTCAGTCAACCGAAGCC 143

Ai03B10036 Araip.B03 10036 c (T)10caaaaatctttcaaaaattttcttttgttttcgaaaaaaaatattttttaaaaataaaaatgtttt(A)1086 26385085 26385170 TCGAGTTTGGACAACTGACG GGAAGCCTCAGTCCAAATGA 260

Ai03B10039 Araip.B03 10039 p3 (TTC)5 15 26389343 26389357 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai03B10041 Araip.B03 10041 p4 (TTTA)17 68 26416258 26416325 CTGGACTGTTCATTTCCGCT CTATTGTTGGGGGTGAGGAG 223

Ai03B10042 Araip.B03 10042 p2 (TA)8 16 26417634 26417649 CAAGCTGCGGCTAGTTCTCT AAGCACAAAACGTTCACACG 120

Ai03B10044 Araip.B03 10044 p2 (TC)7 14 26445232 26445245 GAGTGGTGACCAAGGAAGGA TGTGCCTTGCACTTTCACTC 202

Ai03B10047 Araip.B03 10047 p2 (CT)6 12 26448125 26448136 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGGGGGAAGTGAATTTTCG 230

Ai03B10048 Araip.B03 10048 p3 (TAT)6 18 26448465 26448482 ACCTCTGTGCTTGGGCATAA TTATTTTCGGCTGCCATCTC 226

Ai03B10051 Araip.B03 10051 p2 (AG)6 12 26458797 26458808 AGCGACGTAGTGACGGACTT ACTTTTGGCAAGACAGGGTG 274

Ai03B10052 Araip.B03 10052 p2 (AT)6 12 26474565 26474576 ACACAATCCTGCCTCTCCAT CCTCCGGTTCTCATTCCATA 215

Ai03B10055 Araip.B03 10055 p5 (TGATT)5 25 26480666 26480690 GAAGAGTTGAAATAACAAGAGCGA AAAATAGGCAACTGAGATATTTTCAA 254

Ai03B10057 Araip.B03 10057 p5 (TGATT)5 25 26481333 26481357 GAAGAGTTGAAATAACAAGAGCGA AAAATAGGCAACTGAGATATTTTCAA 254

Ai03B10058 Araip.B03 10058 c (T)10atttgggtccctatacaattaagtcaattactactaagagaaatctaattg(A)1071 26482773 26482843 TTTTTCTTTTTATTTGAGTCCCTG TTTGTGGGGGCAAAGAAATA 242

Ai03B10059 Araip.B03 10059 c (T)11aaagtaatttgaactgaaaatatgtatacttgatccaaacaatttagcataagactttatactaataatttggttgaattttttttatgttggactctta(T)10121 26483929 26484049 TGTTTACGTTATGGAGTGGCA TGCTGAAATTGTTTGGATCAAG 260

Ai03B10065 Araip.B03 10065 p2 (AG)6 12 26510901 26510912 TGAACTTCACTAGCCTTTCTTCA GGAAGAGGAATGGTTCGGTT 271

Ai03B10067 Araip.B03 10067 p2 (TA)9 18 26513866 26513883 ACCTTCTTCTATCTCAAACTTCAAA TTTTTAACTTTCACATGGCTCTCTT 267

Ai03B10072 Araip.B03 10072 p2 (TA)12 24 26525537 26525560 CTCGACCTGCGAAGTTAAGG AGTTGTTCTCCGCACCTTGT 168

Ai03B10073 Araip.B03 10073 p2 (TA)8 16 26527745 26527760 CCATTCCACACCCAATTTCT GGCTTGAATGCTTTGAATTG 254

Ai03B10074 Araip.B03 10074 p2 (TA)13 26 26537736 26537761 CATCCCCACTCTAAAGCGAA AACACTGAAAACCGTTAAATCCA 270

Ai03B10075 Araip.B03 10075 p2 (AC)21 42 26539953 26539994 CCATTGGACTGTCCCTCTGT GACTCGATACTCTGCTGCCC 191

Ai03B10076 Araip.B03 10076 p3 (TAT)6 18 26545265 26545282 GAGAAAAACCAGAGCCATGC CAGCAAGGCAGTGATGACAC 191

Ai03B10077 Araip.B03 10077 p2 (GA)7 14 26546739 26546752 GGTTCAATTCGAGGTTTGGA CGCCTACACTGAACCCATCT 216

Ai03B10078 Araip.B03 10078 p2 (TC)8 16 26548456 26548471 GGAATCATAAGCAGCAACAAGA AAGGAAAAGTTCACAAAGCCA 261

Ai03B10079 Araip.B03 10079 p2 (TA)12 24 26561867 26561890 TGAGCACAAGATAAACCAGGAA GGGTTAAGCATGCGTTGATT 143

Ai03B10080 Araip.B03 10080 p3 (CGG)5 15 26562549 26562563 ACATGGCTGAAAACCGAAAC GTTCCTCCGCAATTTGTGTT 152
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Ai03B10081 Araip.B03 10081 p2 (TA)8 16 26575340 26575355 TCCCTGCTATTGGTTCATTG TTTTTCATCCGTTCATTGTGA 163

Ai03B10083 Araip.B03 10083 p3 (ATT)5 15 26578968 26578982 TCCAGATTGTTGCAGGTGAA ATTGGGCTGGTTGAAACTTG 263

Ai03B10084 Araip.B03 10084 p2 (TA)8 16 26580920 26580935 AGGGGAAATGAAAACCGAAC TTGCTTGATTTGGACAGCAC 177

Ai03B10086 Araip.B03 10086 p2 (AG)8 16 26583519 26583534 CGCAACAGCTCACTTATCCA ATTGTGCTTGGACTTCCCTG 193

Ai03B10088 Araip.B03 10088 c (TTA)23g(T)10ctac(TTA)14126 26590789 26590914 TGACAATCGCAATTTCAAGG AAATACAAAAACAATGCACAAAAA 271

Ai03B10089 Araip.B03 10089 p2 (TA)6 12 26596210 26596221 CAAACAACACATGAGCTAACTATTGA ACTCTTGGCCTCTTGGGTTT 178

Ai03B10090 Araip.B03 10090 p3 (TTA)5 15 26596988 26597002 GTGAATTTTGTGCAACACGC AACTCATTGTCTTATTGTACTTTTCCA 215

Ai03B10092 Araip.B03 10092 c (T)10atatatttttttgcttcttacgaccaacaaaaagtattaaaatgacatattcaaacatgtggcgagtcat(A)1191 26602628 26602718 TGCCTCAAAATGGAGCTTTT CAAGCGGCAATATTTAACTGA 278

Ai03B10093 Araip.B03 10093 p3 (ATC)5 15 26603605 26603619 AGTAAGCCCACGTGACCATC TGTGTGTTAGTTGTGTGGTAGATGA 173

Ai03B10094 Araip.B03 10094 p2 (TC)8 16 26604407 26604422 TCAAAGGCCCCACAAAACTA CCCATGATTGGGAATGAAAC 269

Ai03B10096 Araip.B03 10096 p2 (AT)7 14 26612843 26612856 TGTGGCTATCAAAGTGCCAG AAGAGGTCATGAACCCGATG 260

Ai03B10098 Araip.B03 10098 p2 (GA)6 12 26616810 26616821 ACACAAAGAGGGACGACGAG AACCCTAGCCCTTACCCTCA 175

Ai03B10100 Araip.B03 10100 p3 (TTA)5 15 26620360 26620374 TTCGATTGTTTTGTTAGTGCC ACGTGTTCAAGCAAGGTGAA 271

Ai03B10105 Araip.B03 10105 c (AAG)17aggaagaagaacgtgcagc(AAG)5gtgcagtgaaaacgtgcagtaacggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)5aggaagaggaagaagaacggccagc(AAG)5202 26631151 26631352 GCACGTAAATGAAGAAGGAGAAA ACTGCACGTTTTCACTGCAC 267

Ai03B10106 Araip.B03 10106 p3 (TTC)5 15 26638773 26638787 ACCCCTCTTCACTCCCTCAT TCCTCGAGCAAAAGAAGGAA 132

Ai03B10111 Araip.B03 10111 p2 (AT)12 24 26666526 26666549 TGAAGAGACACTTGATGGCG AGCCCTTTTCTTCTCTATCGTT 200

Ai03B10112 Araip.B03 10112 p3 (TTG)5 15 26671436 26671450 CAGGCACAATGGTGTCATTT TTTTGTTTCGGTGTTGTCCA 183

Ai03B10114 Araip.B03 10114 p2 (TA)10 20 26681608 26681627 GGCACTTGTTCGTGCATCTA GCGTGTCAGAGAGCAACTCA 217

Ai03B10115 Araip.B03 10115 c (TC)6taatctaagtctgttcctttatataattattattaatttttcattacttaggaggcaagtgtc(CT)687 26682539 26682625 AAAAACTAAGCATCAATCTATCAATTT TCCTCTTCGTTTGTGACTCG 248

Ai03B10116 Araip.B03 10116 c (TTA)7aaaatgtcatacatagttgcatatgtatcttcttgtaaatatcggaactgatttctgtttcgacattctctttggt(TAA)7118 26685809 26685926 AAGAAATGGTCAAATTCAATCAA GACCACTGTTGATAATGTAGCAGAA 280

Ai03B10119 Araip.B03 10119 c (ATG)5aatgaagaggagaaagaagaggaagaggaggagaaaataagagaggaagaaataatcaactaaaaaaagaaggaatgatgaagagaaag(A)13117 26697710 26697826 AAGAAGGAAACAATACTAATCTTGACA CCAGTGATTCTAAACAATAAAGCA 243

Ai03B10124 Araip.B03 10124 p3 (AAT)5 15 26713952 26713966 CCGAAACATGATCTCAAAGACT CCAGTGCAGACCTGCTTGTA 105

Ai03B10128 Araip.B03 10128 p3 (CTC)6 18 26727734 26727751 AGAGATGGCGAAGACAAACG ACCTCACCAGAAGAGCCAGA 251

Ai03B10135 Araip.B03 10135 p3 (ATT)6 18 26763124 26763141 TTTGCAAGGGATTCGAAGAG GTCCAACCTGAGAGCGGATA 272

Ai03B10138 Araip.B03 10138 c (T)14acaaattgaataatattacatgtaatattttttaatttttaatagtataattacgagtgatgacttacatacatgttcaaaaaatataagaatacagaat(A)10124 26777777 26777900 TGATGACTCTCGTTTCTCGTACA GAGGTGGCCAAATATTCCAG 280

Ai03B10139 Araip.B03 10139 c (T)10gtttttaattcaagaaaaagttgtacatcaatgctacaaattaaaatgatacacaaaaagatatttaggtatatcctctccatgagaaaatt(A)10112 26780375 26780486 GACAACGACGATACGTCACAA CCTCTATTAGATGACAATTCAAAGCA 280

Ai03B10142 Araip.B03 10142 p2 (GA)6 12 26786335 26786346 CTGGAGTCATTGATGGAGCA AACTTGTTGCCGTAGTGATGG 276

Ai03B10145 Araip.B03 10145 p2 (TA)9 18 26797416 26797433 TGTCGTTGAATCCGATGGTA ATCATTTTGGTGCATGCGT 279

Ai03B10152 Araip.B03 10152 p4 (GTTA)5 20 26811384 26811403 TTGAAGAGCGCTGTCAAAAA CAGAGAGGGATCGGAATGAC 232

Ai03B10155 Araip.B03 10155 p3 (TGG)5 15 26826246 26826260 ATCTGCATCGCTTTCTGCTT CCACCAACATTACCACCACA 219

Ai03B10156 Araip.B03 10156 p3 (ATA)5 15 26826517 26826531 CAGACTTTGGGGACGAAAAA TCAAAATCCATTTTACCGACAA 243

Ai03B10158 Araip.B03 10158 p3 (ATA)5 15 26827230 26827244 GCAGCCTTATCCAATTACACC TGCTTAATTTGCTTGTGTTGAGA 244

Ai03B10159 Araip.B03 10159 c (T)10cctttttttttaattaaata(T)23attgaaacaaaataatgtgtatatagcttcattcaaacaacaaagactcgtaaccaattacagaaagaaagaaacatttgaacttctcaccgc(ATA)6164 26829224 26829387 GGGACCAATTACTTTTATTTTTAATTT CCAGGCACACAAACATACCA 278

Ai03B10160 Araip.B03 10160 p3 (ATT)9 27 26829789 26829815 TGAAGGAGCTGTAGATGAAGGA AGCCGTGTCTGCATTACTGA 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B10166 Araip.B03 10166 p2 (AT)14 28 26844458 26844485 CCCTACCACACGGAGCTTTA AGATTTCTTCGCACGCAAGT 208

Ai03B10167 Araip.B03 10167 c (T)11aaaaaatcattctatttgagtaatttttgtcgaaaacg(A)1059 26847914 26847972 GGCGGATGGATGTATTTGTC GTCCCTGCGATCATGCTTAT 253

Ai03B10171 Araip.B03 10171 c (A)11ttggtgcagggacccaaat(A)1040 26851739 26851778 TTTTTCCTTATAATTGGGTCCCT TCCTTGCACCAAATTTTATTTTT 171

Ai03B10173 Araip.B03 10173 p4 (TATG)12 48 26855455 26855502 AGCGCAAACACACACGTATC TCGCAAATCGTGACTAGTGG 161

Ai03B10182 Araip.B03 10182 p3 (AGA)17 51 26920603 26920653 CAGCATGATTCATTTCAGAAGG ACGTAAACCTTCTGCTGCGT 246

Ai03B10185 Araip.B03 10185 c (AT)6agggataattgggcatatttcagataaaaaaaa(T)1156 26922846 26922901 AATCATGTTGATGACATTATTCATTT CGTACAACTACAAGTTTAGGAACCAA 230

Ai03B10189 Araip.B03 10189 p3 (TGA)6 18 26927647 26927664 TCAGTGGTTTCGTTGCAGAG CCTCCTCCCTGAAATCATCA 130

Ai03B10190 Araip.B03 10190 p2 (TC)10 20 26927793 26927812 TGATGATTTCAGGGAGGAGG AAGTTGTTGCTGGAGGCAGT 157

Ai03B10195 Araip.B03 10195 p3 (AGA)6 18 26955098 26955115 TCTCTGGCCTTAGTTGCCAT TCAACATCTCTTTCCCACCC 194

Ai03B10196 Araip.B03 10196 p2 (AG)7 14 26958685 26958698 GAGAGAGGGAGAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 249

Ai03B10201 Araip.B03 10201 p2 (AT)9 18 26977361 26977378 TGTTGCTTCAAGTTTTGGCA TCTTTTGAATACTTTAGAAAAGCAAGA 140

Ai03B10203 Araip.B03 10203 p4 (AAAT)6 24 26992546 26992569 CTTGCCGGTTAGTTTGTGGT CAGGGAAAAATAAACGAGAAAA 267

Ai03B10206 Araip.B03 10206 c (A)10gagaaaaag(A)1029 27018144 27018172 TGGTTTGGAAATTGGGTGTT CACCATCTATTTTGGGGCAT 193

Ai03B10207 Araip.B03 10207 p3 (AAC)5 15 27020844 27020858 ACCAAGGGTGGAGGGATAAC CCTTTGATGAGGTGCTTGGT 188

Ai03B10208 Araip.B03 10208 c (TA)6aaaaagtagaaaaagaaagaaac(A)1045 27028625 27028669 TTCAAGTGTGGGGAAACTCG GCATTTTGTCCCCTTTTCAT 272

Ai03B10209 Araip.B03 10209 p2 (TA)6 12 27029186 27029197 ACACTTCCGGTGAGGATTTG GGGTGAACCAACTTCCAAGA 174

Ai03B10210 Araip.B03 10210 p2 (AT)9 18 27035919 27035936 CACACTCAAATTGTATGATCCGA TGGTTTAATACAGTGATTTGCCC 272

Ai03B10222 Araip.B03 10222 c (T)12gtctttttc(T)1031 27064110 27064140 TCCACCTTTCCTTTTAGTTTTCA TTGTGGGTTTTCAAGTCAAAGA 248

Ai03B10223 Araip.B03 10223 c (T)10gcttaatgttgcaagttgaatatgttcattttttctatagatatataaaaatcataagtaaatatcca(T)1189 27068695 27068783 GCTCTTTTCATCCTTGCGAT CGAGAGAGAGCACAACAACA 261

Ai03B10225 Araip.B03 10225 p2 (CA)6 12 27070194 27070205 CAACATTTTCACCCCCAACT TGCTTATGAGCTGCTGTGGT 280

Ai03B10228 Araip.B03 10228 c (AT)10acaacccaaaatcatcccagaaacataaacagaacacctgtctctccaaaagtctactcaaata(TG)696 27076926 27077021 AGCAAAGATCGGCCAGAGTA ACCCCCGGTTCTCATTCTAT 262

Ai03B10231 Araip.B03 10231 c (T)10c(T)10 21 27090355 27090375 ATCCATTGATGCTCAAAGCC GCAGTGAAAAGCTTGCAGAA 174

Ai03B10234 Araip.B03 10234 p3 (ATC)6 18 27103610 27103627 ATTTGTTGCAAAGTTTCGGG GGCGTAACTCCTCCATTTCA 257

Ai03B10237 Araip.B03 10237 p2 (TA)7 14 27129360 27129373 TGTATGTTGTGACGGATCCAA TTGCATTGCACTTTCTTCTTG 255

Ai03B10240 Araip.B03 10240 p2 (CT)6 12 27136951 27136962 TAACGCCAGGAATAGGCAAG ATAGGTGAGGGGTTTTTGGG 240

Ai03B10242 Araip.B03 10242 p3 (AAT)5 15 27144301 27144315 GTTCTTGTCCTTGCTCCTGC GAACCCCCTCTTCCATCTGT 177

Ai03B10244 Araip.B03 10244 c (A)10gagaaaag(A)1028 27148459 27148486 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 182

Ai03B10245 Araip.B03 10245 p2 (AT)8 16 27154760 27154775 GTTCGGGTATCGGTTTTGG GGGTACCCGTTGACTTTGAA 277

Ai03B10247 Araip.B03 10247 p3 (AGA)5 15 27158447 27158461 CGCCGAGAAGAGAAGAAAGA TTGGGCAATAATGAGGAAGG 277

Ai03B10248 Araip.B03 10248 c (A)12ccaacaaaaaagtctatagattgaaacaccgaaattatgtgttatttatgtttca(T)1077 27161968 27162044 TCAAAATATGAAACCTAGAAGAATGAA TGTTTCGATTGTAAAATTTTTGTG 221

Ai03B10252 Araip.B03 10252 c* (CT)7(CTCC)6*ctctctctttctctctcacttctttctcttcttct(TC)16103 27174109 27174211 TCCATAAAAGATAGATTCCGTGTG TTGACGAGCTTGAGATGGTG 278

Ai03B10253 Araip.B03 10253 p3 (TTA)7 21 27175936 27175956 GTCGGTGGTCCTCTTCCATA TGTGATGTTGAAATGTCTCCAA 255

Ai03B10256 Araip.B03 10256 p4 (TTGT)5 20 27182024 27182043 ACACCACACCACTCAACCTG TGGTAGGGGAGAGCAGAGAA 280

Ai03B10259 Araip.B03 10259 p2 (AT)7 14 27184671 27184684 GACGAAGTTGAATTGTGGGG ACAGAACCAACTCCGACCAC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B10263 Araip.B03 10263 p3 (CAG)5 15 27195561 27195575 ATAAATCGTGGCGGAAGATG TTCAAATGCAAATCCCTTCC 233

Ai03B10264 Araip.B03 10264 p2 (GA)10 20 27195705 27195724 GGTAGTGACAACGGGTGCTT TTCAAATGCAAATCCCTTCC 166

Ai03B10265 Araip.B03 10265 p3 (TCT)5 15 27196244 27196258 TGCCAGTCTAACGTGTCAGG CCGAACAAAGGTGTGGACTT 227

Ai03B10266 Araip.B03 10266 p3 (GGT)6 18 27196827 27196844 CGTGGTAGTTTTGGGGCTAA CATCACCATCATCATCGAGC 139

Ai03B10267 Araip.B03 10267 p3 (GAA)5 15 27196984 27196998 GCTCGATGATGATGGTGATG TACAACCGGATGACAAACGA 178

Ai03B10270 Araip.B03 10270 p3 (CAT)6 18 27203622 27203639 ATGCCAGATATTCCCTGCTG GATACTCGACCCTTCGGTGA 273

Ai03B10271 Araip.B03 10271 p3 (TCA)5 15 27207986 27208000 TTTGTGTCCAGTGGAAGCTG TGGACCAACTCGAACTGAAA 109

Ai03B10280 Araip.B03 10280 p3 (ATT)17 51 27233467 27233517 CGAAGCTAGCTGTGTGTGTCA CTCCAAAGGAAGCCAATCTG 237

Ai03B10283 Araip.B03 10283 p2 (TC)6 12 27244471 27244482 AACGTTGCATTTTGGTGACA TTTCCATGAGATGGAGAGGC 223

Ai03B10290 Araip.B03 10290 c (CCT)9cttattggaatttcttctccttctttcttttcatccttccctc(CAT)27151 27262549 27262699 TCAATTTCGTTACCGTCATCA TCAATATGGCAAAAATTCGATG 236

Ai03B10291 Araip.B03 10291 p3 (AAG)5 15 27264132 27264146 CCGCAACAAAAGAATGATGA TGATTATACGCGCAGGACTTT 120

Ai03B10294 Araip.B03 10294 p2 (CT)6 12 27305372 27305383 GGAACATTGAACCTAGACTTGAGAA TGCAGAAAATGCAGAAAACG 248

Ai03B10298 Araip.B03 10298 p5 (AAAAT)5 25 27326832 27326856 AAACATGCAATTGACACCAAA TGATGGTTCATCCTGTTGCT 227

Ai03B10299 Araip.B03 10299 p2 (TA)7 14 27342745 27342758 CGGTCTCCACAAAAATTTCAA TGATCTCGGAAACTTCTGCC 265

Ai03B10300 Araip.B03 10300 p3 (CAC)9 27 27343223 27343249 TGAGGGTCAGAATCGAAACC CTTGGTGTTGGTGTTGGTTG 216

Ai03B10304 Araip.B03 10304 p3 (AAG)5 15 27357839 27357853 CATAGCTTCCAGGAATGGGA TTTTGCGACACAGACACCAT 192

Ai03B10306 Araip.B03 10306 p3 (AAG)5 15 27364390 27364404 CATAGCTTCCAGGAATGGGA ATCAACCCAAACGTCAGAGG 126

Ai03B10307 Araip.B03 10307 p3 (AAG)5 15 27370330 27370344 CATAGCTTCCAGGAATGGGA CCTCCTCTACGCTGGTGAAG 239

Ai03B10309 Araip.B03 10309 c (GA)10gt(GA)6tat(AG)1159 27374929 27374987 ACTTAACAGCAGCAGCAGCA TCTGGTGGTAAATTTGGGCT 268

Ai03B10310 Araip.B03 10310 p2 (TA)10 20 27379380 27379399 TCCGTTAACTTGGCGGATAA AAAGACAAGCGCCAGAAAAA 173

Ai03B10312 Araip.B03 10312 c (TA)7gaaa(T)10 28 27396320 27396347 GGCGTGCATAGAACAGTGAA AAAGCCACTAGTAGAAAACCGAAA 280

Ai03B10313 Araip.B03 10313 c (GA)6ggatgtgctgttttaattcaaaaactctgttatatttgtattaactagtcggcctaaactccgtgggctaggctagtactcttttggttatt(AC)14132 27403948 27404079 TTGGTTGCCTTAGAGGCTTT GCACGAAGCATTCACACAAT 250

Ai03B10316 Araip.B03 10316 c (A)18g(A)10 29 27416740 27416768 GCTTAAGTCGAGATCCCAAAAA TGCATTATTTTTAGAGGGGGA 204

Ai03B10320 Araip.B03 10320 p3 (TCT)5 15 27423759 27423773 CAATTTCGAGCAAGTGCAAA TCATGGAACACCACAGAGGA 203

Ai03B10326 Araip.B03 10326 p2 (TA)6 12 27443657 27443668 CCGCATCATGTCTCTGACTT CCATTTTACACCTTGTGGACC 214

Ai03B10330 Araip.B03 10330 p2 (AT)7 14 27449867 27449880 CGAGATTATTGGTTGTATCAAATGC AAAATTTCAATTTAAGAAGGTGGA 263

Ai03B10331 Araip.B03 10331 p2 (TA)22 44 27453795 27453838 GCCGGAATCTTCTATAGCACC CATCAAAATCATTTATCAAATTAGTCA 263

Ai03B10333 Araip.B03 10333 p3 (ATA)12 36 27457355 27457390 GCACGCAGTATCATGCAAAA CCCATCTGCAGAGCAATAAT 280

Ai03B10336 Araip.B03 10336 c (A)11ctaaattttaaatttggattt(A)1143 27462423 27462465 TTGGACATACGTTTGTGTTTTG CCGGTTTTAAATTCGGTTTTT 274

Ai03B10340 Araip.B03 10340 c (T)10a(T)10 21 27481563 27481583 AAATCCCAACACAATCTGCC TGTTGAGCATGAGGGAATGA 176

Ai03B10341 Araip.B03 10341 c (T)10a(T)10 21 27483142 27483162 TGAGGAGAGAAAAAGTGGTAAGG TTGGTGTTCCTTGGTGTTTTC 263

Ai03B10343 Araip.B03 10343 p2 (TA)6 12 27492375 27492386 TTCTACCCCTGCATCAAAGG TGGCTTCTAGCCACCAATAAA 193

Ai03B10344 Araip.B03 10344 p2 (AT)9 18 27492598 27492615 AGCTGGTTTTATTGGTGGCT TTGGCCAATACTCATTTACAGG 243

Ai03B10353 Araip.B03 10353 p2 (TA)6 12 27521244 27521255 GAGGTGGCAAGGAATTACGA AGCTTCGCAGGCTGAGTTAG 243
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Ai03B10354 Araip.B03 10354 p4 (TAAC)5 20 27523843 27523862 GCAGCAATAAACAGCAAACAA TCCCTCCTTCAACCATCATC 154

Ai03B10356 Araip.B03 10356 p4 (AAAT)6 24 27530766 27530789 GCAGATGGATCCGTGTTTTA CCATTTTATGGGTATTACGCTGA 223

Ai03B10359 Araip.B03 10359 p2 (TA)8 16 27533143 27533158 AATTCAATTCACCCAATCCAA TTGATTGGCTTGGACTTATAACC 213

Ai03B10360 Araip.B03 10360 p2 (AG)6 12 27533527 27533538 CAAAAGAGCTTGAAAAAGATGACA GTACGTGGCTCAGGTTTTGG 224

Ai03B10365 Araip.B03 10365 p3 (CAA)6 18 27552787 27552804 CATCGATCTCCCACAACTGA TGTTGACATGAAAATGGGGA 238

Ai03B10369 Araip.B03 10369 p2 (TA)8 16 27572590 27572605 TCTCTTTGCACAAACTGATTGG CAACTCTTGTCGTTAGTTCACCC 250

Ai03B10370 Araip.B03 10370 p2 (CT)20 40 27573933 27573972 AGCGGCGAGACAAGAAACT GGTCAAAAATTTTATTCGTGCC 272

Ai03B10371 Araip.B03 10371 p2 (GA)6 12 27575557 27575568 CATTCACCCTCATTTCAGCA TCACTCAACCACCATAGCCA 271

Ai03B10372 Araip.B03 10372 p3 (TTG)5 15 27580160 27580174 TTGTAGTGAAAGGGAAAGAAAAA GGGTGAGGTTTTCATTTGGA 174

Ai03B10379 Araip.B03 10379 p3 (CTA)5 15 27617990 27618004 TCACATTCATCACAAATTCATCA ATGCCGGTAAAAGACTGCTG 233

Ai03B10381 Araip.B03 10381 c (AT)9g(TA)13 45 27620790 27620834 ATGTGACCGGGCACTTTAAC ATGGAAAAATCCCAAGCTCA 238

Ai03B10383 Araip.B03 10383 p2 (AT)8 16 27627431 27627446 GAACCTGTGACTCAACACCG CCTTTTCAGGAATCGGATGA 270

Ai03B10384 Araip.B03 10384 p2 (TC)6 12 27630245 27630256 TGACAGCGATAGGAGACACG CGTGCGAGAGAGAGAAGGTT 256

Ai03B10387 Araip.B03 10387 p3 (CTC)6 18 27647907 27647924 AGATGGCAAAAACAAATGCC ACCAGAAGCGCCAGACTCTA 245

Ai03B10391 Araip.B03 10391 p2 (AT)7 14 27662301 27662314 CCCTTTTTAAAATATAAATGGCTCA TGAAATAGAAAAATATTGAGTGCCA 260

Ai03B10393 Araip.B03 10393 p2 (AG)7 14 27670325 27670338 AGAATGTGCTTGATGACCCC CCTCCTAGAGTGTTCCTGCG 242

Ai03B10400 Araip.B03 10400 p3 (TTA)16 48 27713820 27713867 TTGGCTATTTGATCAATGATGG TCGCAAGGCAAATATCTTCA 192

Ai03B10401 Araip.B03 10401 p2 (CT)7 14 27717686 27717699 TGGTCATTCAAGAGGGAGTG AAAGAGGGAGAAAGAAGTATTGC 214

Ai03B10403 Araip.B03 10403 c (CCA)5tcaacaccaacaccaccgnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnattatgcgttttc(T)10120 27719680 27719799 CCCTCACCACTACCAACACA TTTTTCGTATTAAAATCGTCCTTTT 243

Ai03B10404 Araip.B03 10404 p3 (TTC)5 15 27720721 27720735 TCCCCCTCTTGTTTACATGG GCGAAAGCTGTTCTGTAATCG 215

Ai03B10407 Araip.B03 10407 c (TA)7ctctggccgacctttgcttcgcatatcgagcctagagcttgattatatttacctgttggaatcc(TA)690 27735950 27736039 TTGTCAGTTTTTCGAGTCCG AAGAGCCTTGAAAGAAACGG 225

Ai03B10409 Araip.B03 10409 p3 (TTA)6 18 27743218 27743235 TGTGTGAAATACGCAGACGTT ATCTCAGATGATGATGATGGTG 218

Ai03B10411 Araip.B03 10411 p2 (AC)6 12 27750958 27750969 ATACGAGCGATGGCCATAAT TCACGAACATTTGAAGCACG 174

Ai03B10412 Araip.B03 10412 p2 (TC)7 14 27752242 27752255 TCATTCTTCTCCGACGAACC AGAGAGAGAGAAGCGATGCG 212

Ai03B10413 Araip.B03 10413 p2 (TC)11 22 27752392 27752413 TCGCATCGCTTCTCTCTCTT AGGCTATTGTTGGATCACCG 224

Ai03B10414 Araip.B03 10414 p3 (CTT)6 18 27752616 27752633 CGGTGATCCAACAATAGCCT TCTCACCCCACCACCTCTAC 141

Ai03B10415 Araip.B03 10415 p3 (ATT)43 129 27759434 27759562 TGTCATGTGTACTTTATGTGTTTAAGG TTAATGGCTTCGGCCAAATA 278

Ai03B10416 Araip.B03 10416 p2 (TA)7 14 27760257 27760270 TTCCTCTTCAGCAGCTCGAT AATTTTCCAAAACCAAATCTTTT 193

Ai03B10418 Araip.B03 10418 p2 (TA)6 12 27763044 27763055 ACGCTTTCCTCTTCAACAGC CCTCAACAATTCACCAGCCT 278

Ai03B10427 Araip.B03 10427 p3 (TAA)8 24 27814430 27814453 GGTCGAAATTGGCTCATGTT AAATGAGGAGCTGCAAGGAA 264

Ai03B10429 Araip.B03 10429 p2 (AG)6 12 27818660 27818671 CCAGTGAAATGGCTGCAGTA TTTCACACCTTTTGCACAGC 175

Ai03B10431 Araip.B03 10431 p2 (TC)11 22 27824727 27824748 GCATGAATTTGAGGATGAAGC AAACCAAGCCCAAGTCCTTT 125

Ai03B10433 Araip.B03 10433 c (A)13g(A)10 24 27828209 27828232 CACAGAGAGAGTCACACAGGG TGGGTTAACTATTTTGTTTCAATGC 148

Ai03B10436 Araip.B03 10436 p2 (TA)9 18 27836121 27836138 TGCAAGAAGAAGGGCTGAAT GGGGCTATTTTGGGTTTTTC 263
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Ai03B10439 Araip.B03 10439 p3 (TTA)5 15 27845556 27845570 ATTTTGGCGAAACCTAGTGC CTGGTGTTTGAAAGAGGGGA 187

Ai03B10447 Araip.B03 10447 p3 (GTG)5 15 27868269 27868283 ATTGTTGCAAAGGCAAAACC CCACCCATTCTTCTCCCTCT 205

Ai03B10448 Araip.B03 10448 p5 (AAAAT)6 30 27869649 27869678 TGTGAGCGAGGAGATTTATTGA TCGTCCCTAACATTGAGTTTTG 277

Ai03B10450 Araip.B03 10450 c (ATA)5acaacaacaataataagaagaagaagaacattatctcaagttagcattttatctc(AAG)585 27872923 27873007 TGTCTCCCATATCCAGGTTTC TGTGACGGAAATGGAATTGA 235

Ai03B10458 Araip.B03 10458 c (TA)11ttc(T)10 35 27912350 27912384 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAAAGTGGG 237

Ai03B10461 Araip.B03 10461 p2 (AG)7 14 27917267 27917280 CCAAATTGGCGACATCTGTA TGCGACCCAGAAAACACATA 272

Ai03B10468 Araip.B03 10468 p2 (TA)6 12 27937859 27937870 TTGCGCTGAATACATTTGTTG AATTTCCCTGTCCTTGTCCC 231

Ai03B10471 Araip.B03 10471 c (A)10gtataaatcgccccctacca(TGTT)550 27944621 27944670 TGAACCACAAAAGGAGCAAA CCACATCGGAAAAGAAGGAA 260

Ai03B10474 Araip.B03 10474 p3 (TAT)14 42 27949955 27949996 CGCATCAGTTCTGTTATTAAGTGC TTTGTTTCTGACACTACACTAATTGTC 254

Ai03B10481 Araip.B03 10481 p3 (CTT)5 15 27962286 27962300 TCCTTAATGGCCAAAACGAC GTTAGGTTTAACGCACCGGA 213

Ai03B10482 Araip.B03 10482 p3 (AAG)6 18 27963437 27963454 TCATTTGGAAGGTGGAGAGG GAATTGGTGCTCGAAATGGT 249

Ai03B10484 Araip.B03 10484 p3 (ACC)5 15 27966614 27966628 CATCATCTTTCTCCTCCCCA ATCGGCAGCACTGGTTTAGT 278

Ai03B10485 Araip.B03 10485 p2 (AT)8 16 27969601 27969616 CCAAGTTATCTGCTGCCCTC ACAGCAACCCAGACAGTTCC 264

Ai03B10486 Araip.B03 10486 p2 (AT)16 32 27977869 27977900 CACTGTGTTTATATCTTATGCGAAG TGTTCCATGCTGCTTTTGTC 277

Ai03B10488 Araip.B03 10488 p3 (CTC)6 18 27984417 27984434 TGACGAAGACAAACGCTCAG GAACATCCGCCTTAACCTCA 261

Ai03B10492 Araip.B03 10492 p3 (ATC)11 33 27995768 27995800 TCGGCGAAAAAGATTTACAGA AAAATCGACAAAACAATGACCA 278

Ai03B10494 Araip.B03 10494 p2 (AT)6 12 28002399 28002410 GGCGGTGAATGTGTGTCATA AAAGATCATTTTGGACATTACCTC 217

Ai03B10497 Araip.B03 10497 p2 (AT)7 14 28013009 28013022 GCTGATTTGTGGTTGGTGTG TCTGCTCTTGCATCTGCATT 263

Ai03B10503 Araip.B03 10503 p4 (CTTC)5 20 28029671 28029690 CCCCAACCAAACGAATTATG GTCCGCTTCACCCTTATGAA 264

Ai03B10505 Araip.B03 10505 p2 (TC)6 12 28039505 28039516 TTCTCTTCCTCGATGCCACT GAGTCGGACCTTTTTCATGG 142

Ai03B10506 Araip.B03 10506 p2 (CT)6 12 28039627 28039638 ACATGCCCATGAAAAAGGTC TAATGGGTTTCATCCTTCGC 251

Ai03B10509 Araip.B03 10509 p2 (CT)15 30 28042206 28042235 GTTGCGACCCATTTGCTATT TGTTACTGACGGTGGTGATGA 268

Ai03B10510 Araip.B03 10510 c* (GA)21gtaatg(TGA)5(TGATGG)6*96 28043276 28043371 GAGGGTGTTGGTGGTAGTGG CCATAAAAGATGAAAACGCTGA 265

Ai03B10511 Araip.B03 10511 c (T)12ataaatatctttccaactcgaaattaaacatgcatttttcttttc(T)1067 28054444 28054510 AGGTGCAGTTTACTCTACGTGAA GGTTTCCAATGAGTTGGTCA 280

Ai03B10513 Araip.B03 10513 p2 (GT)6 12 28062434 28062445 AAACGTTATGGACCACCGAA CACGCCTCTTATGTGATGGA 190

Ai03B10517 Araip.B03 10517 p3 (GTG)5 15 28079528 28079542 CCATAGTTGTGGTGGTGCTG CTCAAAACCTGTGCCCAAAT 203

Ai03B10518 Araip.B03 10518 p2 (TA)9 18 28089979 28089996 ATATGGTCTGAGCCCTGCAC AGCAAAACAACCAACAACGA 267

Ai03B10520 Araip.B03 10520 p2 (TA)9 18 28159466 28159483 CAAATTTGGATGGGACTTTCC TTCGTCCCCGAATGATTTT 277

Ai03B10528 Araip.B03 10528 p2 (AT)9 18 28181454 28181471 TGTATTTTGTGTCCATTCTGACA GCTCTCATCATTCCACCACA 272

Ai03B10529 Araip.B03 10529 p4 (ATAG)5 20 28184117 28184136 AAAGCTCCGCTTGTCGATTA AGATAACTAACGGGGACATCG 152

Ai03B10533 Araip.B03 10533 p3 (TAT)5 15 28199455 28199469 TTGTGCACCCCTACAATCAA TTAACGTGACACAACGACATTT 120

Ai03B10535 Araip.B03 10535 p2 (TG)7 14 28203649 28203662 TGCTTGTTTGCGCATATCTC AACCGACCGCAACTAACAAC 130

Ai03B10543 Araip.B03 10543 c (TCA)15(TTA)5 60 28225213 28225272 AACTGACCACTGGACCAACC CAAACCCCCTTCTCTAAGCC 193

Ai03B10544 Araip.B03 10544 p2 (CT)6 12 28226590 28226601 CCCATTTCGGATAGAGCAGA TTCAATTCCCTCCATCTTGC 280
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Ai03B10546 Araip.B03 10546 p3 (GAA)5 15 28236560 28236574 TTGAAAAATTTGTTAATGGAAGAAGA TTGAGCGTGAAAATCGAAAC 201

Ai03B10547 Araip.B03 10547 c (A)11ggaaaaaaagtaccaaaagtgaaattaattgagtcgatcaagactg(A)1168 28237519 28237586 CTAATTGGAGGAACACGGGA CGGAACATTAAGCCATCGTT 136

Ai03B10556 Araip.B03 10556 p3 (AAG)10 30 28274841 28274870 ACGGTGAGGATCGAGAATTG GCACAACAACCATAGCCTTG 201

Ai03B10559 Araip.B03 10559 p2 (TA)8 16 28283712 28283727 CAGCTTTCACTTAGACGGCA ATTTGCGCGCGATTTATATT 263

Ai03B10560 Araip.B03 10560 p2 (TA)6 12 28285164 28285175 ATCCCCAAGGCTAAGTTGGT AGCGTCGTACGTCAAGTGTG 253

Ai03B10561 Araip.B03 10561 p2 (AT)8 16 28287597 28287612 TCCTGACTCAACCTGCAAAA CTAGGCGTCTGGATTCTGGA 228

Ai03B10564 Araip.B03 10564 c (A)10ttcttgtaattaatgcngaatttacataaataaataaaaatagattaatatgaga(T)1075 28292407 28292481 GTCCATCATCTAGTTCGCCG CATTTTTGCCTTAGAAGGGATG 277

Ai03B10565 Araip.B03 10565 p2 (TA)8 16 28293169 28293184 GGGAGTCACTCAGTAAAGACGTT GGTAACTTACGACCAGGCGA 272

Ai03B10569 Araip.B03 10569 p2 (AT)10 20 28328351 28328370 AACCTTCCTTCAAAGGCTCC AGTCCGTCCATCAGGCTCTA 174

Ai03B10570 Araip.B03 10570 p2 (AT)9 18 28332025 28332042 CCTTCCTTCAAAGACTCCCA CACCCTACCACACGGAACTT 128

Ai03B10571 Araip.B03 10571 p3 (ATT)32 96 28333043 28333138 TTCGAATTTAATCGGTTCGC CAAAATCAAAGAAACCCTAAACAAA 250

Ai03B10574 Araip.B03 10574 p2 (CT)23 46 28338171 28338216 AATCATGAACCTCTTCCCCC AAACACGAGCGGGTAAACAC 113

Ai03B10587 Araip.B03 10587 c* (ATC)6(TCATCT)5*43 28385591 28385633 TCCTTTTGCGGGAATATTGA GCCCAATTAATGATGCCTGT 208

Ai03B10588 Araip.B03 10588 p6 (GAGAGG)6 36 28386559 28386594 CTTTCAATTTTCTCACGGGC TGCCTCATCACCTAAAAAGGA 276

Ai03B10589 Araip.B03 10589 p2 (AT)10 20 28393983 28394002 CGTACCCCAAATTACCCAAA ATATGCGTGGCACCTTTAGC 272

Ai03B10594 Araip.B03 10594 p3 (GAT)8 24 28419257 28419280 TTTCGGTGTCATTTACCCAA GCCGATATCCGTGGACTTTA 203

Ai03B10595 Araip.B03 10595 p4 (ATAG)6 24 28420815 28420838 AACCATTTCCTGTGCATTGA TTTTGCGAAAAATAGGATTCAAA 275

Ai03B10596 Araip.B03 10596 p4 (ATGT)15 60 28425649 28425708 TAAATGGGCGGTTAAAATGC TCCCATCCAAATCACTCAATC 279

Ai03B10598 Araip.B03 10598 p3 (AAT)5 15 28441052 28441066 TAAGTGACCCGATTCCACCT AGATGTCCACCTTCGAGTGC 216

Ai03B10601 Araip.B03 10601 p2 (CT)7 14 28451796 28451809 GCCAATTGGGCAACATTAAC ATGGGGGAATCAAACAACAA 235

Ai03B10602 Araip.B03 10602 p2 (CT)7 14 28455273 28455286 GGAAAGGAAGAAAACTCGGG AAACAGTGTGGCAAACGGAG 275

Ai03B10603 Araip.B03 10603 p2 (CT)8 16 28464884 28464899 CTGCGAGAGTTTTCAGCCAT TTTATGGGAGTTGAGCCAGG 139

Ai03B10609 Araip.B03 10609 p2 (TC)6 12 28483965 28483976 CCAGCTGGCTGATAGGTTGT TTTTCCTCGATCTCGATTGC 268

Ai03B10610 Araip.B03 10610 p2 (TC)6 12 28488690 28488701 TGAAAAGAACTTTGTGGGGG ACCAAATTCGGTCCTTGTCA 207

Ai03B10611 Araip.B03 10611 p4 (ATAA)5 20 28493278 28493297 TGCACCCCTAGAAAAGGCTA CACCCGACTCATGAACACAC 157

Ai03B10618 Araip.B03 10618 p3 (GAA)5 15 28515544 28515558 TCCAAATCGCACTCATTCAA TCCTCTGGTCACGTCATTTTC 162

Ai03B10619 Araip.B03 10619 c (AGA)5tc(GAA)5 32 28515702 28515733 GAAAATGACGTGACCAGAGGA TTTGTTTTACATGCGCCTCA 228

Ai03B10621 Araip.B03 10621 c (TA)6(TG)8 28 28517712 28517739 ATTGCAGAGAGGTTGGATGG GACAAAATTCTCCCGAAGCA 255

Ai03B10624 Araip.B03 10624 c (TGA)5ccatgatgatactggcggtggtgatggcttctgttctt(GTG)568 28557054 28557121 TTGTTCAGCTTGGGCTTCTT TTTTTCGCTCCAAAATGGTC 211

Ai03B10626 Araip.B03 10626 p2 (TA)6 12 28561946 28561957 CGCATTTCGCTAATTACGGT AACCCTCTCACTTAGGTCCCA 250

Ai03B10627 Araip.B03 10627 p3 (ATA)12 36 28567612 28567647 CATGCTCAAGGAACGAATCA CAATTTTCTCTTTCTCCTTCTCC 145

Ai03B10628 Araip.B03 10628 p3 (ATT)14 42 28569793 28569834 CTGATTATTGATGCCATGCG GGCGAGAACTGAAAGAGGTG 270

Ai03B10629 Araip.B03 10629 p4 (TTTA)7 28 28570536 28570563 TTGTTCTGGTTAAGTTGTTGCATT AGTCATCGTGGTGGGAAGAC 253

Ai03B10632 Araip.B03 10632 p6 (ACAATG)6 36 28582414 28582449 CCAACATTGCCGTTGAAAAT TAGTTACCTGCCGCCACTGT 257
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Ai03B10637 Araip.B03 10637 p3 (TAA)6 18 28585625 28585642 GTTTCTGCGGCCAATAATGT TGTTAATGGGCCATAGAGTGG 148

Ai03B10645 Araip.B03 10645 p2 (TA)7 14 28597482 28597495 GACAATCATCATCATCGAGCA CACGTAGCCATTTGTAGCCA 266

Ai03B10647 Araip.B03 10647 c (TA)7ttcaagatgatgaattaaaatatgctaaggaaattg(A)1060 28599735 28599794 GCATAATCACCGCTCCCTAA AGAACCGTCATTTTGCTTGC 255

Ai03B10648 Araip.B03 10648 c (ATA)8(ATC)8 48 28600423 28600470 TGCTTTGCTTTGATGAGATTC TTAGAATGATTTTTCTTCTCCCA 279

Ai03B10649 Araip.B03 10649 p3 (TAC)12 36 28600655 28600690 ATTTTATATGGGAGAAGAAAAATCAT TTCAGTACTGGATACTTTGTTGTACC 273

Ai03B10650 Araip.B03 10650 c (AAC)11aataataata(ATC)661 28607766 28607826 TGAGGACATTACTAAGACCGGTAA GGGTTAGGCCCGGAAATTAT 275

Ai03B10655 Araip.B03 10655 p2 (AT)7 14 28628870 28628883 CTAAATGGAGCTCGGACTCG CACAATCCAACAAAATCAATAACA 268

Ai03B10660 Araip.B03 10660 c (T)11aaattggtgagtttgccctaaagttctaccttcctaggaaagaagtcattactctaaccaagtggacttattaggagttaactaacatgcaatggatgt(A)12122 28661879 28662000 CACTTGCTTGTGTTCTTGGC CCGACCGGTCTTCATAGGTA 273

Ai03B10661 Araip.B03 10661 p2 (AG)7 14 28664177 28664190 TGAGAGGTGGTAGGAGGGTG TGCCAAATTTGTGCTGAGAG 193

Ai03B10663 Araip.B03 10663 p2 (CT)6 12 28670867 28670878 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCTTGTCCTTGCTCCTGCT 255

Ai03B10666 Araip.B03 10666 p2 (AT)6 12 28704241 28704252 CTTCTTTCTCTCACCGGCAC CACATTCGAAATTGAAGCCA 278

Ai03B10670 Araip.B03 10670 c (A)12ttggtgcagggactcaaataaaagaaaaaaaagtatagggactcaatt(A)1070 28711075 28711144 TAACTGGGTCCTTGCACCA TTGGTCCCCTATAGTTTCGC 228

Ai03B10672 Araip.B03 10672 p2 (TG)6 12 28716061 28716072 CAGCTTAGGGACGGTGACTC CGTTTCCACTCCCTAAACCA 278

Ai03B10673 Araip.B03 10673 p3 (TTA)6 18 28727729 28727746 TGTCATACCTAGCATTACCCGA TGGACTGATTTGTCTACCGGA 249

Ai03B10674 Araip.B03 10674 p3 (TTA)6 18 28728031 28728048 TGGAAGGAAAGCATGTGAAA GGGCCAAAAATACCCCTAAA 202

Ai03B10681 Araip.B03 10681 p3 (TAT)5 15 28737118 28737132 CATATGCCGTTTATGCCAAA GGAAGGCAGATTGCAAAAGA 274

Ai03B10683 Araip.B03 10683 p3 (GAA)5 15 28752808 28752822 CCCTTTTCCTTTTCCAGAGG CCTAAAGGGCCGAACCTAAC 275

Ai03B10684 Araip.B03 10684 p4 (AGTT)5 20 28757872 28757891 TTTCGAAAATTGGAGAGAGAGA TCTTGTGATTTCTTGTGAATCAA 272

Ai03B10685 Araip.B03 10685 p3 (TTG)7 21 28763123 28763143 TGCAGCAAGTCCAACAAGTC AAAATTGCACATGGAAAATAGTCA 278

Ai03B10686 Araip.B03 10686 p2 (TA)6 12 28764302 28764313 TCCTTGCTCTCTTTCTTTGTTG TTTTCGAATAGACCCAAGCA 174

Ai03B10688 Araip.B03 10688 p3 (AGG)5 15 28786067 28786081 GTACTGGTGGAAAGCGAGGA ATCACCACTACCAAGACCGC 168

Ai03B10690 Araip.B03 10690 p3 (TTC)6 18 28792392 28792409 CATGAGTGGGGGAGCTAGAG TTTCCTTCATGGGCATTCTC 254

Ai03B10691 Araip.B03 10691 p2 (GA)10 20 28792576 28792595 ACCTGCCTTCGCAACTTAGA CTCCTCCTCGCAGAAAACAC 218

Ai03B10694 Araip.B03 10694 p2 (TC)6 12 28794324 28794335 CAATTCTTCATCCAAGCCGT GATGGCAAAAGGAGGAATCA 226

Ai03B10695 Araip.B03 10695 p3 (TCT)6 18 28794522 28794539 TGATTCCTCCTTTTGCCATC GAAGTTGGGGTTGCAGAAAA 132

Ai03B10696 Araip.B03 10696 c (AGTG)5atagagagaaaa(AG)1562 28794940 28795001 TGGCTGGACTATGTTGATGTTC GCAGCACCTAAACCACCACT 150

Ai03B10699 Araip.B03 10699 p3 (GAA)5 15 28810000 28810014 CTCGCAGAATCTTGACGGTT ATACGCGCACCACTCCTTTA 127

Ai03B10704 Araip.B03 10704 p2 (GA)17 34 28849934 28849967 CCATGAACATTGGGGTAAGG CATGTGAAGCTGTCGTGTCC 192

Ai03B10707 Araip.B03 10707 c (A)10caaacagtattttataacataaaaataaggttctgaag(TA)864 28866441 28866504 TCCCTAAAACCCTGAACCCT GCAGCAGCGGATAATTCTTT 251

Ai03B10715 Araip.B03 10715 p2 (AT)6 12 28905049 28905060 AGCAAGTCCAGTGACGAATTT TGTTTCTTCTTTTGAAATTAGCTTT 269

Ai03B10718 Araip.B03 10718 p2 (TC)7 14 28911278 28911291 ACTAGCCTCTGCTCAGCCAC TGGAGTGTTGTGAGGGATGA 253

Ai03B10719 Araip.B03 10719 p3 (ATA)8 24 28914146 28914169 GAAGTTGGTTTGCCAATGGT AAAATCCCAGAAAATTGCTTCA 136

Ai03B10721 Araip.B03 10721 c (T)10aatgac(A)10cca(T)1039 28915494 28915532 TGTGAAAATGAACGTAGCCC ATGAGAAGGGGTTTCTGTGG 168

Ai03B10723 Araip.B03 10723 p2 (GA)11 22 28918093 28918114 GTGAAGGAAGCGTAGGGGTT ACTAGCCTCTGCTCAGCCAC 260
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Ai03B10725 Araip.B03 10725 p3 (AGA)10 30 28923432 28923461 AGGATGAAAATGCAGATGGG ACAACACCAAAACTGCTCCC 144

Ai03B10729 Araip.B03 10729 p3 (TGA)6 18 28929576 28929593 GTCTCCCCTCTCCACCATTT TCCTTCTGCCTTTCCTCTCA 261

Ai03B10731 Araip.B03 10731 c (AAAT)12aattatgaaagatcgcagttctcaaagttatc(GA)8ttggtgcagctctagctatgaacaaaacctattagccaggagattgtctgtccatcattgggcagaatt(A)10175 28931050 28931224 TTCACAGACTTCTTGCACCA CAAATTAGTCCCTCCCTCCC 254

Ai03B10732 Araip.B03 10732 p2 (GA)25 50 28931760 28931809 TCCATAGCCAGTGGTGTTCA CCCAATGATGCACAATTCAA 229

Ai03B10735 Araip.B03 10735 p3 (CTT)5 15 28935941 28935955 AATCGGATCGTCCAATTTCA GATCTGGGTGGAGGAGTTGA 216

Ai03B10736 Araip.B03 10736 p2 (CT)6 12 28940286 28940297 GACTTAACCCAGGGACGTGA GAGATGGGCAGTGAGAAGGA 224

Ai03B10738 Araip.B03 10738 p3 (GAA)5 15 28964759 28964773 TCAGAATGGCAGAGATAATTGA CCTGATCCCACTCTCTCCCT 193

Ai03B10739 Araip.B03 10739 p2 (CT)22 44 28965555 28965598 TTTCCCCTACCCCTATCACC GCAGAAAGATGGACAAGATTGA 262

Ai03B10744 Araip.B03 10744 p3 (GAT)5 15 28972797 28972811 CCATGGTTTTTCTCTCACGG ACTTGAATCGCTGACTCGGT 160

Ai03B10746 Araip.B03 10746 p2 (GA)6 12 28992949 28992960 CCTCAAGCAAAGAAGAACCG AAGCCATGCGAACAGAAAGT 278

Ai03B10748 Araip.B03 10748 p2 (TA)13 26 29000805 29000830 TTTCGCGCATTGTATCTCTG AACATGGCAAGTGCATCAAA 243

Ai03B10749 Araip.B03 10749 p2 (AT)14 28 29006523 29006550 GGAGTTGGCAAGAGAGAACG ATTTTCGCCCTCAAAAATCC 166

Ai03B10750 Araip.B03 10750 p2 (AT)6 12 29007416 29007427 CTTCCCAGTTTTGTGCCCTA TCAACCAACTCCAACCAACA 246

Ai03B10751 Araip.B03 10751 p2 (TA)28 56 29019660 29019715 CGTTAGTACGCTTTGCGCTT CCCTAAGCTTTACCTCTAACCG 198

Ai03B10752 Araip.B03 10752 c (A)11ggcgtagcgtaaaccccccaattcgaaccc(A)1152 29023353 29023404 CTCGAGCCTCAAAGTGATCC AGATTGGTAATTGGGAGGGG 239

Ai03B10753 Araip.B03 10753 p6 (GAAGGG)5 30 29023981 29024010 AAAGGAGAAGGAGATGGGGA CCCTGAGACATTTTCCGTTC 267

Ai03B10755 Araip.B03 10755 p3 (GCG)6 18 29033879 29033896 GTTGGTTTTCCTCCTCCTCC ACACCGCCATCCAGTTCTAC 231

Ai03B10756 Araip.B03 10756 p3 (CCT)6 18 29034167 29034184 GTAGAACTGGATGGCGGTGT CACTCCTACTCCCACTCCCA 268

Ai03B10757 Araip.B03 10757 p3 (TCT)7 21 29034500 29034520 AACGTTTTCTTGGTGGTTGC AACCCGGGAATAAATCCAAG 208

Ai03B10758 Araip.B03 10758 p3 (TTG)5 15 29034789 29034803 CTGATGCTGTTGCTGACGAT CTTTTGCCAGAAGCAGAAGG 246

Ai03B10759 Araip.B03 10759 p2 (TC)7 14 29035015 29035028 TGGTTCTGCTCCTTCTGCTT AAGTGTGGTGTCCAAGGGAG 243

Ai03B10761 Araip.B03 10761 p2 (TC)6 12 29039662 29039673 AGTCCTTCCCCCTCACTTGT GAGGACAACAGCAACAGCAA 193

Ai03B10762 Araip.B03 10762 c (TC)13tttttcactgctttttcttgtttcaagaatcaa(T)1069 29059852 29059920 TTGAGCATTTTTGGATTTTGC TGGTGGCCTTGCTTTTACTT 249

Ai03B10764 Araip.B03 10764 p3 (TTC)6 18 29075326 29075343 CTTGCGACGCAGATAATGAA AGAGGGGAGAGAAATTGGGA 189

Ai03B10773 Araip.B03 10773 p2 (TC)6 12 29113328 29113339 CGAATCGCACAAAATCCAG TATAAGCGCAGCGTCAACAC 272

Ai03B10774 Araip.B03 10774 p2 (AT)10 20 29123021 29123040 GTGAAGCGTTCACACACGAT CCTAAACTCTGCGGGCTATG 144

Ai03B10776 Araip.B03 10776 p2 (TA)8 16 29129950 29129965 GGTAGTCGCAGGTCAAAGGA GGACATTAATAATCCGAAAAGATCA 231

Ai03B10777 Araip.B03 10777 p2 (AT)6 12 29131185 29131196 CACACAAAAATTCGGAGCAA TCTCAGAAAAATTTAAAAATGTGACG 254

Ai03B10781 Araip.B03 10781 p2 (AT)9 18 29137697 29137714 CGTTGAGCCTTCTCAGGACT AAGCATCACCACAAATGGCT 212

Ai03B10783 Araip.B03 10783 p2 (AT)10 20 29143461 29143480 CGGGAACTTGTTCCAACATC TTTTCTCTCATCCCTGCACC 275

Ai03B10785 Araip.B03 10785 p2 (AT)7 14 29144425 29144438 CCAGGAACTTGTTCCAACATC TGGATTTTCTCTCATCCCTGA 268

Ai03B10786 Araip.B03 10786 p4 (AATA)5 20 29147465 29147484 AAGTGTGAACGTGAAAGGGG CTGCAGGACCTTACCCAAGA 228

Ai03B10789 Araip.B03 10789 p2 (CA)9 18 29162792 29162809 ACCCTACCCTTACCCCTTCC TCCTTCCTTCCTTCCCATCT 204

Ai03B10790 Araip.B03 10790 c (TA)7ttctactgttgtattaaaaacatattttgtccttattagaagttgactttggagaattaggattttatatttgccttttgatttactttttcgggttg(TA)9130 29167047 29167176 AGCGTGCTGGAGACTCTTTC CTCGACCTGTGAAGTAAAGGC 223
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Ai03B10802 Araip.B03 10802 p2 (TA)13 26 29193978 29194003 TGACTCACAAATTCAGCCCA TGTTGAATAAGAAAAATGGCTCTG 264

Ai03B10807 Araip.B03 10807 p2 (GA)6 12 29199390 29199401 GGCCATATGATCGCAGAAGT TGGTAGACCAAAGAAAGCTGAA 167

Ai03B10808 Araip.B03 10808 p2 (CT)25 50 29202512 29202561 CTTGACGAGACGCAGAACAA CCATGCCAGACTTGAAGACA 142

Ai03B10809 Araip.B03 10809 p2 (TC)7 14 29203780 29203793 TTGATGATTTTGTGGAGGCA AACCTTGCTCCCAACCCTAT 280

Ai03B10821 Araip.B03 10821 p3 (AAT)5 15 29234858 29234872 CTTCGGGTCGTCTTCTCAAG AGGCTGACCAAGTGGGATTA 227

Ai03B10824 Araip.B03 10824 c (A)10ggaaaagggagggattaatcattatttaatcaaactaagaggcaaaacataccc(T)1074 29265984 29266057 AGGATGATGCTTTCCATTTCA TTGCCTTCAAACGAATGTTG 204

Ai03B10829 Araip.B03 10829 p2 (GA)6 12 29278095 29278106 CCCACTTTCTCATGGTCCTC CGTCTGCGTCATTTGCATAC 237

Ai03B10834 Araip.B03 10834 p4 (ATAA)7 28 29291265 29291292 GCGTCTGGCTAGTGTCCTTC TGGTTGTTGTACTATGCGGG 250

Ai03B10835 Araip.B03 10835 p2 (GA)7 14 29298642 29298655 ACCGTTCTCGTCTAGCTTGC AACCAAGGCATGAAGCCTAC 279

Ai03B10838 Araip.B03 10838 c (TTC)5ttt(TTC)24 90 29311313 29311402 AAAGTTTGAATTGATGCGGC AGCCAATGCTTATTCCCCTT 178

Ai03B10840 Araip.B03 10840 p3 (AGA)14 42 29315669 29315710 GGAGGAGGAGAAGAAGGAGG TCCTTCTCTTTGGTGAAGAAGC 229

Ai03B10841 Araip.B03 10841 p3 (GAG)10 30 29315955 29315984 TGTGATGTCCAGGTAACCCA TCTGCCAGTTTCATCACTGC 193

Ai03B10844 Araip.B03 10844 p2 (AT)17 34 29326469 29326502 TTTATTTGTCCCCACGCTTC AAAGAAAGGGTATGGCTTAGGG 274

Ai03B10846 Araip.B03 10846 p4 (TTTA)6 24 29341531 29341554 TCTCCCAGGCATCATAAAGG TTTTTCGAAATTCTCCACTCA 260

Ai03B10849 Araip.B03 10849 p2 (TG)18 36 29352700 29352735 TGTCTTTTCCCTCACCTTGTT GGAGCCTTTAACTCGAAACCA 253

Ai03B10852 Araip.B03 10852 p2 (AT)7 14 29359417 29359430 CGGAGGTCCCGTTAATTTG AAGCTTGCAACAATATCCGC 277

Ai03B10860 Araip.B03 10860 p3 (TTC)5 15 29397333 29397347 GCACTGTAATCGGACCCACT GGGAAGAGGAAGAACATCACC 227

Ai03B10865 Araip.B03 10865 c (TA)27ttatatatgaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)6108 29429667 29429774 TTTCACTTTCATACACACAATCAA TGGTTGGTTCTCGTAATAATTTCT 279

Ai03B10866 Araip.B03 10866 c (GA)6gggttgtagcaccgtagtgggttagggatttgggtgagtgagactgatgagagggttaggttcgccc(T)24103 29434866 29434968 TGGATTAGACTCATTTAACCAAAAA AACGTTTTGTAACGTAGCGGA 259

Ai03B10869 Araip.B03 10869 p2 (GA)6 12 29446955 29446966 GGATGCTAGTATGGTTTGCCA CACACCGGGTATGACCTCTT 215

Ai03B10870 Araip.B03 10870 p2 (AG)20 40 29447139 29447178 GATGCAGCTGCTAAAAGCCT TTTATTGAGTGGGGTCCTGC 121

Ai03B10875 Araip.B03 10875 c (A)11tactaatgaaaaattatttgattaccattattacattatccgtctagaggttagaaagagtaagagtgtttttgtttattcagcgcctcattggaatt(A)10119 29461472 29461590 GACGATTGGGTCAGGTGAAT TTTCTGTTGCTTAACGTTTTATTTT 278

Ai03B10876 Araip.B03 10876 p3 (TTC)5 15 29461778 29461792 CGGCCTAATGAAATGCAAAT GGAGGTGGGTGGATCCTTAT 264

Ai03B10877 Araip.B03 10877 p2 (TG)6 12 29463326 29463337 TGTTGTTGCATGCTTCTCAA TCGTTTATGACGAATATCTGGAG 280

Ai03B10879 Araip.B03 10879 p3 (ATT)5 15 29467742 29467756 AAGCACTAATTCCCGGTGCT TGATATGAGCAGGAAACGCA 280

Ai03B10883 Araip.B03 10883 p2 (TA)6 12 29478813 29478824 AACAATGTGAAGCCAAAGCC ATTCTTTCACCGTTGGATCG 264

Ai03B10885 Araip.B03 10885 c (A)11gaacacacccaatcatttcctgcaagctgcagagaaaaacccaacctatgcacatccaaatgtacatg(T)1493 29485637 29485729 ACGGCTAAGCAATCACCAAT TGTGATAAGCTGCCTCTGGA 221

Ai03B10888 Araip.B03 10888 p3 (TAA)6 18 29493018 29493035 CCAATGGCTCCACCTAACAT GAGATGGACGACCCACTGAT 229

Ai03B10890 Araip.B03 10890 p3 (AGG)5 15 29497305 29497319 AATCTAAACGGAGGGTGGCT TTCTTCCTCCATGCCTCCTA 214

Ai03B10891 Araip.B03 10891 p2 (CT)6 12 29498282 29498293 GGAACCCTCTCTCCCTCATC GGCTGCCAAAGATGGAATAG 103

Ai03B10893 Araip.B03 10893 p3 (TTA)6 18 29512225 29512242 ATGGCACACACACTCACGTT CTATTTTGAATGGCATACTCATGT 261

Ai03B10902 Araip.B03 10902 c (TA)6tggccagttttctggtggcacaattaatgatacctagtggtgcctaagtgttgactaactagtagatgtgtgagacttggctatgggt(TA)6112 29537443 29537554 TTCAATTGAGTTGTGCAATGG TGGTCAACACTTAGGCACCA 262

Ai03B10903 Araip.B03 10903 c (A)10caaagaaaaaaagacttgggttgttttgcctttttttttagatgaagatagtaaataatcaaatttacaatacatgacttcaaag(A)10tccaatttgaaagcaaaagggaaaaaat(A)12145 29537807 29537951 TGTGTACCAGGCCAACAAAA TCAATGGTCATCCACTTCACA 242

Ai03B10905 Araip.B03 10905 p2 (AC)9 18 29550691 29550708 ATGCAGAACCTCCAAACACC GCTTTTGTCAGTGAAAGGCA 272
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Ai03B10906 Araip.B03 10906 p2 (AG)6 12 29561425 29561436 CGTGGATGTTGCAGTAGTGG CCCCATTTCGAATTTCACAC 251

Ai03B10910 Araip.B03 10910 p2 (AG)7 14 29568734 29568747 AATCTGAGTCGGGAAAGGGT GTCGCGTTCATCTCTTCTCC 275

Ai03B10911 Araip.B03 10911 p3 (ACT)5 15 29571126 29571140 TTCATCCTTCACTGCAACCA AGACCCGTAGCAGCAACAAT 183

Ai03B10914 Araip.B03 10914 p2 (TC)9 18 29584341 29584358 TTGGCCACATGTATGAGGAA TTTGGTTGGTCAATTGGTGA 198

Ai03B10918 Araip.B03 10918 c (AAG)5acaaatgagaagaaacg(GAA)547 29624948 29624994 TCCAGGATCTCTTTCCTCACA TGCAACAACTAGCTTAACTGGC 277

Ai03B10921 Araip.B03 10921 p3 (AGA)5 15 29631933 29631947 TCTTCAACCGTTACTGCACG TTTCTCCTCCTCATCTTCTGC 242

Ai03B10924 Araip.B03 10924 c (CT)10tctctttac(T)1039 29644182 29644220 GGTGTGGAAGGTGAGAAGGA CTCCCTCCAAAAGCCTATGA 261

Ai03B10926 Araip.B03 10926 p2 (AT)8 16 29648642 29648657 AAGCTTGATCCAAAGCCTCA TCTGCACATTTTGGGTTTGA 240

Ai03B10927 Araip.B03 10927 p3 (TCT)5 15 29652142 29652156 CACACAAATCAGAGCACCGT TAGAAATGAAAAATCGGGCG 266

Ai03B10930 Araip.B03 10930 p2 (CT)6 12 29671431 29671442 CGTCGTTGAATTCCCGTACT GATTCACGGCAGAAAGAGGA 119

Ai03B10932 Araip.B03 10932 c (T)14aagaacagactttcattcatagaaattatcaaatgacacttacttattacaaataaaagctt(GA)8a(AG)11115 29680878 29680992 CAACAATAGCCTGCTAAGACAAA TTCTAAATTTCGGCAGGGTG 254

Ai03B10933 Araip.B03 10933 p3 (CCA)6 18 29686522 29686539 TTGGTCCCAAAGGTTTTCAG TGCTGGTGGTGGTGTATGTT 242

Ai03B10935 Araip.B03 10935 p2 (TG)12 24 29688516 29688539 CCCTTCAAAGATGTTATGAGATGA GCCCAGGGTATGAACACTTC 280

Ai03B10937 Araip.B03 10937 p4 (AAAT)5 20 29727255 29727274 CCTTACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 244

Ai03B10939 Araip.B03 10939 p2 (CT)6 12 29738296 29738307 TTGTTTCTTAACTTTTCCAAAACTACC TGAGGATGGCAAAGATGTGA 275

Ai03B10940 Araip.B03 10940 p3 (TAT)6 18 29738628 29738645 TCACATCTTTGCCATCCTCA CAGGTTCTGGATCTGCTTCA 206

Ai03B10943 Araip.B03 10943 p2 (TA)6 12 29797651 29797662 AAAGACGGGGTAGGTCGAGT GTTGGTCGACTTCCCGTTTA 206

Ai03B10944 Araip.B03 10944 c (A)11tcttcaatgatataatataaattaaaataaataataaaaacatatttgatttttcaattttagttg(A)1188 29801966 29802053 GAAAGAGAATTCAAAGACATTTTGG TTTTGATTGGAATAATCCCCC 254

Ai03B10945 Araip.B03 10945 p2 (TC)8 16 29802814 29802829 TGTCGGAATCAATTGGGTTT AAAAGCGAGCAAACTTTCCA 215

Ai03B10947 Araip.B03 10947 p2 (AT)9 18 29814466 29814483 TGAAGATTTTGGGAATTGGG GGGGCATTTTGTCTCCTTTT 180

Ai03B10952 Araip.B03 10952 p3 (AAT)5 15 29825510 29825524 TTCTCTCACACCTCAGCCAA TCTTCTGCATTTAAATTAGTTACGTTT 187

Ai03B10957 Araip.B03 10957 p2 (TA)7 14 29837814 29837827 TTCCTCCTAGAGGTTGCAGG ATAAAAAGTGCATCGCTCGC 241

Ai03B10960 Araip.B03 10960 p3 (TTA)6 18 29845681 29845698 TGTCACGTATTTAGAATTTCTTTTCAA CTCCCTCTCTCTCTTGTCTTGC 252

Ai03B10963 Araip.B03 10963 c (T)10aattttaataaatgaaaatttctttgaa(T)1048 29848929 29848976 TTGTTTAGTCCCAATTATGTCTTGA CCTCAATTTGATTTTCTGATGC 227

Ai03B10966 Araip.B03 10966 c (T)10ctttcttagtttttgtttatttttcttttaagtcacc(A)1057 29866617 29866673 TGCCTTGGAAGGAATTTGAG GGATTTGGGAATGGTTAGCA 266

Ai03B10971 Araip.B03 10971 c (TGA)45(TTA)8 159 29881680 29881838 GCTTTCGAAGAAGACGATCC CGGGACATTCACGAAGAAAA 273

Ai03B10972 Araip.B03 10972 p3 (TTG)5 15 29882816 29882830 CACCCGTGTGTTTCAACAAG TCATCAACAACACCACATCG 192

Ai03B10973 Araip.B03 10973 p3 (AAT)7 21 29883769 29883789 TTTTTGATCCAAATGAACATCA AGTGACATTCACGAGCTTGG 254

Ai03B10976 Araip.B03 10976 c (A)13gcagacaacaaaatctaaatcaatcaacttatgatccatgtttgagaaaatccgtaatcaaatagaaaacg(A)10tgaaatctataaaacaaggaactcatagtaaaagaattacatgcatgtatggttac(A)10160 29891724 29891883 CCCAATCTTATCCCCTTCTAA TCTTTGGGATAATCTTACCTGGA 272

Ai03B10979 Araip.B03 10979 p3 (AGA)5 15 29903310 29903324 GGATGCACCTACATGCACAA CACGATCCTTCTCCTCTTTCTT 147

Ai03B10982 Araip.B03 10982 c (T)15gggagtgtttgtacatgtcaatgtaaggtctattataagactgaatatgatggtattttaacacttactatttttttt(A)10103 29923806 29923908 GAATGGCCTTCATCTCTGGA TACTGGTTCTCGCTCCCTGT 241

Ai03B10986 Araip.B03 10986 p2 (AG)8 16 29945653 29945668 AGGGCGAAAAAGAACACAGA GCTACCTTCTCCCCATCACC 249

Ai03B10987 Araip.B03 10987 p3 (GTG)8 24 29945969 29945992 TCTGTTCGACAAGAGCGAGA TCCCCACTAACCACTCCATC 169

Ai03B10993 Araip.B03 10993 p2 (CT)14 28 29963929 29963956 TGATCTGTGCTCCTTTGTGC CGGAAGAAGAAGAAGAGGGG 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B10994 Araip.B03 10994 c (TA)7actctaaatcaatgatttgccatcacatacataaatagttaaaaactattggaataagtgagttttaaaatttactaaaagcctaaatataat(A)10117 29965516 29965632 TTGCGTAAGTGCACATGAAAG CCAGGGTGATAAGTTTGGTG 227

Ai03B10995 Araip.B03 10995 p2 (CT)16 32 29967555 29967586 ACCGTCGTCACCTCACTTCT GCTTGTTGTTGATGGAAGCA 149

Ai03B10997 Araip.B03 10997 p2 (AG)6 12 29969211 29969222 CCAAGTGGGCCAAACTAATG AGAGCTCGATGAGAGCTTCG 190

Ai03B10998 Araip.B03 10998 p2 (CA)6 12 29970594 29970605 AGTGCTTTGAACAGGGGCTA TTGAAAAACAGGGCAGTGTG 234

Ai03B10999 Araip.B03 10999 p2 (AT)8 16 29972191 29972206 AACTCCGCAGGCTGTGACTA TAGCCTTACTGCCCCACATC 280

Ai03B11008 Araip.B03 11008 p4 (TATT)5 20 30027598 30027617 GCAAGTTGTCTTTGATCTTCCA TGCAAATCAATAATATCACTATCACAA 238

Ai03B11010 Araip.B03 11010 p2 (AT)6 12 30045621 30045632 CAGAAGGAGAAAGCAGGCAC CACTTAGCACATTCCTGCCA 271

Ai03B11012 Araip.B03 11012 p2 (TA)6 12 30047916 30047927 AGTTGGTGTGGAGAAATCGG ACAAACTTGGATCTGGTCGG 258

Ai03B11014 Araip.B03 11014 p2 (TA)10 20 30067223 30067242 GGCTCTTATGTGAGCCGAAA TTGTCCAAGACCCAACAACA 264

Ai03B11016 Araip.B03 11016 c (A)10ccaaaattcaaactaaacgatcacaa(T)1147 30068260 30068306 CCATTATATTTTCTTGGTTATCTTTTG TCAATTCTGCAATCAAATCACA 223

Ai03B11019 Araip.B03 11019 c (T)10cc(A)11 23 30081423 30081445 TTAGCTCGCCTCTGCAAGAT GATCCTTGATGTTGGTGGGT 206

Ai03B11020 Araip.B03 11020 p3 (AAT)5 15 30081679 30081693 CAAGGATCGTTCAAGCTTTTG GCTTTACCGCATGGGTTTTA 276

Ai03B11023 Araip.B03 11023 p4 (TAAA)6 24 30093762 30093785 CCCCAAATTGAATCTTTGGTT TGGGGTAATTTTGTCCCCTT 254

Ai03B11024 Araip.B03 11024 p2 (CT)6 12 30108885 30108896 CGAAAACAACTAACCACTTTTTCA GAGGAATTCGAACACAGAGAGA 261

Ai03B11025 Araip.B03 11025 p3 (TTC)5 15 30109067 30109081 TTCGAACCTTTTCACTCTCTCTG TTCAGATTCCGGATCAGCTT 204

Ai03B11027 Araip.B03 11027 p2 (TA)6 12 30133575 30133586 GGTCGCGTGGATAGTGTTTT GAAGCCCCTACAATGTCCAA 270

Ai03B11028 Araip.B03 11028 p2 (AG)7 14 30147798 30147811 GGGGAAAGAACCAAGTAGCC CCAACAATGGTTCATCAACATAA 262

Ai03B11029 Araip.B03 11029 c (CAA)21t(AAC)6(AAT)7103 30151506 30151608 TTCAACAGTCAACACAACTGAAAA CACACGTGATCCCAATGAAG 256

Ai03B11030 Araip.B03 11030 p2 (TC)12 24 30178910 30178933 TAAATTTGAAGCGCAAACCC AGAGGGGCTACCGATGAGAT 114

Ai03B11031 Araip.B03 11031 p3 (ATG)5 15 30182210 30182224 ATGCCATTACACATGCCAAA ATGGATTTTGTTGACCGGAG 265

Ai03B11032 Araip.B03 11032 p2 (AG)6 12 30183194 30183205 AAGCCTCTCACCCAAGTTGA AACATGCATGCAAATGGAAA 212

Ai03B11035 Araip.B03 11035 c (A)10tagcgtggcaaaaaaaacgtggccgtttctctaaccaattgccacccatacaaaagcgtggccgttgatgcttttcgccacacttttgaagcgtggc(A)10117 30203175 30203291 TTTAAAAGCGTGGCAAAAGC GCCCAAGGACTGCTTAATTG 245

Ai03B11037 Araip.B03 11037 p3 (GAT)5 15 30204554 30204568 CCCTTCTGTACATACATGCATTC CATGGTGCAAAAGAAAAAGAAA 242

Ai03B11042 Araip.B03 11042 p6 (CGCCAC)7 42 30227294 30227335 AGGAACACCAACAAGAACCG AAACCAAGCAGCTGGCTAAA 247

Ai03B11043 Araip.B03 11043 c (A)12gataatacaacttttcgtccctaaa(T)1350 30233659 30233708 TCGGATGCATTTTTGTCAAC GTTTACCTTCATCCGCCAAA 188

Ai03B11044 Araip.B03 11044 c (T)11cttcatcccttttaaagtatac(T)1144 30234380 30234423 CCGAATTGCAAGTCAGAATACA TTTTTGCATTCACATGATTTACA 176

Ai03B11046 Araip.B03 11046 p2 (CT)17 34 30237765 30237798 TTGCATTAATCACTTTCCCTTG TCCACATTCCGGCAATCTAT 275

Ai03B11051 Araip.B03 11051 p2 (CT)8 16 30251237 30251252 TACCGGACAAAAATAACGCC CCTAAACCCCTCCTTTGACA 254

Ai03B11052 Araip.B03 11052 p3 (AAT)7 21 30251623 30251643 CCAAATGGTTCCGTGAATG TGTCAGATATAACACCCCGAA 280

Ai03B11053 Araip.B03 11053 c (TA)6ttatattaaaaatatatatttatatatat(TA)653 30257206 30257258 TTGGCTTTTGTAGATATATTCGTTC CGTTTGATTCATGTAGCCGA 280

Ai03B11055 Araip.B03 11055 p3 (GAG)5 15 30275920 30275934 GAGATGCAGTGGAGGAGGAG TTCTCCCACCTTCTTCTTTTTC 134

Ai03B11058 Araip.B03 11058 p3 (AAC)6 18 30284119 30284136 GGTTTTGTAAGGAGGATCGC TCATGTAACCGACCCCATTT 136

Ai03B11063 Araip.B03 11063 p2 (GA)6 12 30315858 30315869 CTTCAGCCCAGAACTGGAAC CCTTTTCCCCTCCTCTCTGT 273

Ai03B11064 Araip.B03 11064 p3 (TTG)5 15 30321221 30321235 AGAGCTCAATGGCATCGTTT TTCCAAAAGCTAGCCCAAGA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B11075 Araip.B03 11075 p2 (AT)8 16 30349712 30349727 TCCGCATAATTAAATCTTCTCTTTTT TCGCGGATATCTGCTCTACA 278

Ai03B11078 Araip.B03 11078 p6 (GGAATC)5 30 30353588 30353617 AATTCAGGCACAGTTCCAGC GGGCTGGATTTAGGGAAGAT 269

Ai03B11081 Araip.B03 11081 c (GTG)10ttgatggtattatgttgttgctgttgcttgatgttcttggtgttggtgttgattggtgt(TGG)5ta(GTG)6124 30355627 30355750 GCGTAATTGCTCAAGCATGTC CATTACCACCACAACCACCA 196

Ai03B11082 Araip.B03 11082 p2 (TA)7 14 30365051 30365064 CAGCCTAAACTTCGCAGGTC ATTGCGATCGAAAACACACA 150

Ai03B11083 Araip.B03 11083 p2 (AT)19 38 30365492 30365529 TCGGCCAAGGTATGGTTTAG GGCTAAGATTCAACCTCCCC 251

Ai03B11084 Araip.B03 11084 p2 (CT)8 16 30367409 30367424 CATGGAAAGATTCATAAGCCAA GCCAGAGAATGGGAGAATCA 271

Ai03B11085 Araip.B03 11085 p2 (TA)12 24 30369451 30369474 CACGGGTTGTGTGTTCTTTG CCCTTTTAGCATACGATAACTTTG 276

Ai03B11087 Araip.B03 11087 p2 (CT)6 12 30376664 30376675 TTGAACCTGGAATTGGAGAAA ATCCAAGCCCAGAAACACAG 193

Ai03B11088 Araip.B03 11088 c (A)10taagaaaaacaaaagaacaaaagaaaaagaaaaacaatatggaaaagaaaagaaaaaatag(A)1081 30390360 30390440 TTCAAGTGTGGGAACCTTGG TTCATTTTGGGGCATTTTGT 260

Ai03B11089 Araip.B03 11089 p2 (AT)10 20 30395917 30395936 TGGGCTTATGTGATTTTGACC GGCACGACTCAAGGAGGAT 248

Ai03B11090 Araip.B03 11090 p4 (TTTA)5 20 30399033 30399052 TCGGAATTTGTTCTCTTGCC TCATCAAACATTCACGTGGC 218

Ai03B11091 Araip.B03 11091 p3 (TCA)6 18 30421274 30421291 CACCACCACCATAGTCACCA AGCAAGATCTCATTCCAACTCA 280

Ai03B11092 Araip.B03 11092 p4 (AAAT)5 20 30425610 30425629 TTTGAGAAAGGAAGGGAGGA ATGGCTACCCTCGGACTTTT 263

Ai03B11094 Araip.B03 11094 p3 (GAT)5 15 30427927 30427941 TGCCTCGAAGACGTAGACCT ACTGGCCACGAGTTGTTACC 121

Ai03B11099 Araip.B03 11099 p2 (AT)13 26 30442247 30442272 TTCAGTTGATAGCCACAATTTTT CATTGAAATACTCTGAATTAGTTGGA 255

Ai03B11102 Araip.B03 11102 p2 (TA)7 14 30465762 30465775 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 241

Ai03B11103 Araip.B03 11103 p3 (GAG)6 18 30483794 30483811 AAAGTCACCAAACAATCAAAACC TTTTTGCTGCTTCCATTTCC 245

Ai03B11104 Araip.B03 11104 c (T)10gttagcagacaaaaaaagaattgatgtttaaattttttgttgtcaaatttataaatg(A)1077 30485396 30485472 TTGAATGTGCCTGGTTAGGT ACCCACCAGAAAATTAGGGC 272

Ai03B11109 Araip.B03 11109 p2 (AG)19 38 30512538 30512575 TTGGCGCTCTCTTTTCTCTC TGTGCTCAAATTATTACCATTTTTG 165

Ai03B11111 Araip.B03 11111 p3 (AAT)5 15 30523535 30523549 AGTGCTGCCTTTTCATCAGC TTGTTGGCTAAGTGTTGGCA 248

Ai03B11112 Araip.B03 11112 p3 (TAA)9 27 30523777 30523803 TGCCAACACTTAGCCAACAA GCAGGCCGTTGATCATAAAT 248

Ai03B11113 Araip.B03 11113 p2 (TA)8 16 30525691 30525706 AAAATGGCTATTTAAAATGAACAAAGA CCATTGCAAATTCTTTGACTTC 268

Ai03B11115 Araip.B03 11115 c (CT)6cgctttctct(CA)736 30530959 30530994 ATGGAAGCTGAGGAGCTGAA CTGTGCGGAGGATGACACTA 119

Ai03B11117 Araip.B03 11117 p2 (AT)6 12 30537306 30537317 ACCGTTCTTCCATGGTTCCT AAAGAAAGTTGTGCACCAAACA 156

Ai03B11118 Araip.B03 11118 p2 (CT)7 14 30538707 30538720 TGTTCGCGAGTTGAACAAAG GTCTAGGAGTTTGGAGGGGG 210

Ai03B11119 Araip.B03 11119 p2 (TA)11 22 30547643 30547664 TAGCCAACCTAAACTCCGCA GGCACAAAAAGCACAAAACA 155

Ai03B11120 Araip.B03 11120 c (TC)6(AC)7 26 30548013 30548038 GTTCCTTCCCCCTTCATTTC AGGATGCGTTTAGGGTTTCC 277

Ai03B11121 Araip.B03 11121 p3 (CTG)5 15 30548162 30548176 TCCAAGGACTTCGTGGATTC TAGTGGCGGCATAGAGGACT 254

Ai03B11126 Araip.B03 11126 c (A)10ggaaaaataaataaaaagaaagtagaacattacaaaacagttaatgatg(A)1271 30558606 30558676 TTGTTCCTTAAAAGACCGCAA CGCCCACTTTATTATGCTCC 273

Ai03B11127 Araip.B03 11127 c* (A)13(AT)9* 30 30559079 30559108 TTCCAATGCAAACATCCAAA TTTAGCCGCTTAGACCAGGA 245

Ai03B11129 Araip.B03 11129 c (T)11accctttgccttttagtttaaagggttattggctttttctacttgttttttttctttattttattttaattttttttcttttgttttttttg(T)10113 30563007 30563119 TTTTATTCCTTTGGGCCCTC TGTTGGCTCCTGAAAGAATG 271

Ai03B11130 Araip.B03 11130 p2 (GA)7 14 30563781 30563794 GCAGCGTCAACACCAAACT TACACATATGGCCATCCACG 262

Ai03B11134 Araip.B03 11134 p2 (CT)6 12 30576938 30576949 TTTCTTATCTTTTTCAAAACCACC ATTTTTGGGGAGTGAGGGAG 221

Ai03B11135 Araip.B03 11135 p3 (TTC)5 15 30580424 30580438 AACCTAACACCATCTCCCCC AGGATTCTTCGGTCTTGGGT 249
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Ai03B11137 Araip.B03 11137 c (AT)9aaagagagagagaagtattattatgtaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(GA)796 30614564 30614659 CCTCTGTTCCCACCAAAACT AAGCATGATCTGAGGCAAGG 260

Ai03B11138 Araip.B03 11138 p2 (AT)7 14 30625053 30625066 ATTGCTGGTTGGTTGCTACA GCTTGGTCCAGACCTAGGAA 173

Ai03B11141 Araip.B03 11141 p2 (AC)8 16 30633248 30633263 TTTGGAAGAGGGACATGGAC TGAGAACAACGCAAAATAGGAA 115

Ai03B11145 Araip.B03 11145 c (TA)11cacttagatacatattacattttttcc(TAA)564 30640211 30640274 TCGATTGCTAGCCTCATCCT CGGTATCTGGGTTGCTCAAT 224

Ai03B11147 Araip.B03 11147 c (AT)6aaaacaaaatcattacatatttatacttttagtatacatagccatatgcaaataaactgcataatccacatccatgcaag(T)10102 30645324 30645425 ATCAGGCTCGTCCATATCCA TTGCTTGTGTTCTTCTGGGA 273

Ai03B11149 Araip.B03 11149 p2 (TA)7 14 30650063 30650076 GGGCTGAGGTGAATTGAGTT AGCCTTCGCTTGTCATGTTT 276

Ai03B11150 Araip.B03 11150 p2 (AT)7 14 30655217 30655230 TTTCATGGTGCGATTTTTCA AGTTTTATTCACCCCATGCC 195

Ai03B11151 Araip.B03 11151 p3 (AAT)6 18 30655478 30655495 GCACTGTGCACCCAAACATA CTGCTTTTCTGCACCTACCC 192

Ai03B11152 Araip.B03 11152 c (T)11ctcctccttcttttctgcgtttgatatcttctc(T)1054 30657719 30657772 TCGTACATGCGTTTCTTCTTTTT AGAAAACATGATGATGCTGATGA 133

Ai03B11156 Araip.B03 11156 p2 (GC)12 24 30671782 30671805 CTTTGACTTCTCCCCCATGA TTTAAAAAGTTTAGGGTCCCCC 222

Ai03B11158 Araip.B03 11158 p2 (AT)7 14 30673885 30673898 TCACGAGCTGGCTCAAATAA AAGCTTGAGCCTGGAATTGA 247

Ai03B11161 Araip.B03 11161 p2 (AT)6 12 30683288 30683299 CCATGTTTGCACTTCTGCAT TTGGAGTGGTTTTGGTTTATCA 278

Ai03B11166 Araip.B03 11166 c (ATA)8ac(AAT)9 53 30698712 30698764 GGTTCTGTTCCGTATCCCCT GATCTCGCCATTTCCTCAAA 179

Ai03B11170 Araip.B03 11170 p2 (AT)9 18 30711561 30711578 CCTTTTTGCATCGAATCTGG TTTTCAAAAGTTCTGGGTCTTACA 254

Ai03B11171 Araip.B03 11171 p5 (TACCC)5 25 30716455 30716479 GTAGGGTACGGTCCGGGTAT TAAGGGAGGTTGTGGGTTCA 162

Ai03B11172 Araip.B03 11172 p2 (AT)6 12 30717233 30717244 TGGTTTTCCTCGCCTTTATC CGCTACTCTGATAGCTCGGG 243

Ai03B11173 Araip.B03 11173 p2 (AT)6 12 30756475 30756486 TTGTTTATTGTTCCCTCGCC CGCTACTCTGATAGCTCGGG 249

Ai03B11174 Araip.B03 11174 p2 (CT)12 24 30762861 30762884 TTGAGCGCTCTCTCCTCTTC TACCATGCTGTCACACTGCC 275

Ai03B11180 Araip.B03 11180 p3 (TAT)10 30 30784789 30784818 GCATTTGAAAGATTCAAGCCA TCATGTTAACGGCTTGTAGTATTAAG 258

Ai03B11184 Araip.B03 11184 p3 (CAA)7 21 30798426 30798446 ACTCATCATCCCACCCACAT CCACCTCTCTTCTCCATCCA 277

Ai03B11187 Araip.B03 11187 c (TCT)5gatt(TTC)637 30805538 30805574 TGTTGGTCCCAACCATCTTT GCAGTGGTGAAGAAGGGTTC 280

Ai03B11190 Araip.B03 11190 p2 (TA)12 24 30817066 30817089 GCATCGCTCGAGTAAATGGT ATCCTCCCAAAGGCTCTTGT 190

Ai03B11195 Araip.B03 11195 c (A)10gat(A)11 24 30824838 30824861 CGCTTCTTCCTCCTCCTCTT TGTGTTTAAAGTTTCGATGTCAA 268

Ai03B11198 Araip.B03 11198 c (A)10gaaaaaatacagcaataaataataaaagaactatgatgacaaacaaatatgt(GAA)577 30825532 30825608 GAAGACATATATAATGCACAAAAATCA TGGCAACTAAGTCCAACCAA 265

Ai03B11200 Araip.B03 11200 p2 (TA)8 16 30827470 30827485 GCCTTAGATCCCTCATTGTTTTT TTGGATAGTTGGATCTATTGTTTTATG 279

Ai03B11204 Araip.B03 11204 p3 (TAT)29 87 30837080 30837166 TGTATGTGAGTCTAATTCTTGGAGAAG TGAATCATTACCATTTGCACTCA 275

Ai03B11207 Araip.B03 11207 p3 (AAT)18 54 30840524 30840577 TGCGTATGTGAGGATAACGTG TTCAAGTTGTCCATTGTTACTTATCTG 231

Ai03B11209 Araip.B03 11209 p2 (AT)9 18 30850184 30850201 TTTGTTTTTGGGCTAGTGCC TTCTTTTTGTTGGGTTTGGC 275

Ai03B11210 Araip.B03 11210 c (CTT)5ttccttcttctttgcgtttctcctcctttttcttcacgtgtttcatattcatcgtcgtttttttacta(TTG)598 30850354 30850451 GCTTTGCGTTACTCCTCCTC TGCTGCTTCTTCTTCTTCTTCA 257

Ai03B11211 Araip.B03 11211 p3 (GAA)5 15 30850564 30850578 TTGCGTTACTCCTCCTCCTC CCTCTTTCTCATCTTCTGCTGC 270

Ai03B11213 Araip.B03 11213 c (T)10ctttttaattgagtccttgcaccaaa(T)10agttgggtccgtacacttttttttccttttatttaggttcctgcaccaa(T)11106 30853811 30853916 TGTTGGTCCCTATAGTTTCACG TGGATCATTGCACCAATTTT 227

Ai03B11214 Araip.B03 11214 p3 (TTC)6 18 30856540 30856557 TTGGCCCATCTCCTACTGAC TCCAGTTACTGCTCATCCCC 249

Ai03B11218 Araip.B03 11218 c (AC)7(AT)8 30 30866128 30866157 GGGGGCAATTAGAGAAGTTG GACGCGTCCACCAAACTAAT 172

Ai03B11225 Araip.B03 11225 p2 (AC)9 18 30895420 30895437 AATCGAAACTTGAAACCCCC GGGATTCAAAAGTTGCTTGG 207
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Ai03B11228 Araip.B03 11228 p3 (AAT)5 15 30918522 30918536 CTTTTTGCTTTCTGCTTCGC TGAAACGAGTTTACGGTCTGAA 276

Ai03B11233 Araip.B03 11233 p3 (TTC)5 15 30965296 30965310 TTCCTGACGGAATTCTCCAC TCATGCCACACTTCACCAAT 276

Ai03B11234 Araip.B03 11234 c (A)10gatcaggggccgggttgggtg(T)1041 30974484 30974524 CAACGAGGCCCTTAACAAAA TGGCCCCTGACAATTATCTC 201

Ai03B11240 Araip.B03 11240 p2 (AT)10 20 30990253 30990272 CGCAAGCAGAGAGGATCAAT TCAAAGCGAGTTGGCAAATA 229

Ai03B11242 Araip.B03 11242 p6 (AATAAA)5 30 30994569 30994598 TCTTCACAAAGCAAGCATGG TGGATGCGGTATATTAGATTCAA 179

Ai03B11243 Araip.B03 11243 p2 (AT)9 18 30995995 30996012 CGGTAAGTGAGCGGAAAGAG AAGGCAATGGTGGTTAGGTG 229

Ai03B11244 Araip.B03 11244 p2 (TA)8 16 30998246 30998261 CTTACCCCCTATCTCCACCC ACACCGCTTAACCACAAAGG 235

Ai03B11250 Araip.B03 11250 p2 (AT)10 20 31048168 31048187 CGCAAGCAGAGAGGATCAAT TTAGCATCTCGCAGGAAAGG 244

Ai03B11254 Araip.B03 11254 p2 (AT)7 14 31052891 31052904 AACAACTGCATTAATTGAAAGAGC TTTTTGTTAACTAATTCCAACCAA 235

Ai03B11256 Araip.B03 11256 p2 (GA)7 14 31058627 31058640 GGGCTTTTGCTATTTGGTGA AAAAAGTTACAAATCATAACCCCC 159

Ai03B11260 Araip.B03 11260 p2 (TA)8 16 31061748 31061763 GGAGCCTTTAACTCGAAATCGT AAGAGAGATAGGAGTCGTGATTGT 255

Ai03B11263 Araip.B03 11263 p2 (GA)7 14 31075686 31075699 GCATCGGATTTTTGAGAAGC CCCACCTCCAACAACCATAC 137

Ai03B11267 Araip.B03 11267 c* (AT)9(ATG)7* 37 31084019 31084055 CTGTTGATTGACCTTTCCCG TCCAGATGCGGTGTTCAGTA 266

Ai03B11275 Araip.B03 11275 p3 (TGT)5 15 31124399 31124413 GGTCCGCTATTTGCACATTT GACCCTCTTTTAGAAGGCCG 113

Ai03B11278 Araip.B03 11278 p3 (GAA)6 18 31138117 31138134 GGATTGAAGGCTTGAAGCTG TAAGCATGTGGTCAGGGACA 250

Ai03B11279 Araip.B03 11279 p2 (AT)9 18 31141816 31141833 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 203

Ai03B11283 Araip.B03 11283 c (A)11gagaaaaag(A)1030 31171335 31171364 CATTCAAGTGCGGGAAATCT CCCTTTTTACTTTGGGGCAT 238

Ai03B11285 Araip.B03 11285 p2 (AT)7 14 31175811 31175824 GAGCTTGGCTAACGGTTCAC TGAGCTGAGCTTGACCTTGA 236

Ai03B11292 Araip.B03 11292 p3 (TTG)5 15 31189070 31189084 TGAGGGCTCCCACTAAATTG GAAGAGCTAGGCACAATGGC 209

Ai03B11303 Araip.B03 11303 p3 (AGT)5 15 31224008 31224022 GCTTGCTCCACCTGCTGTAT CACCATTCAGCCCTTGATTT 221

Ai03B11308 Araip.B03 11308 p3 (TTA)9 27 31238975 31239001 GAGAGGGGTTTCGTACTTTCG GGGGAAAGCTCAAAGGAGAT 244

Ai03B11312 Araip.B03 11312 p2 (AT)11 22 31280089 31280110 TGCTCAAAGCCTTGGATCTT TTGTTGGCTCTTGAAAGAATGA 223

Ai03B11314 Araip.B03 11314 p2 (CT)6 12 31283635 31283646 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGGAGATATTTTCG 276

Ai03B11317 Araip.B03 11317 p3 (TCT)7 21 31298940 31298960 ACCCCTCCCTATTACCCCTT AGTGGTCTTGATGGGCTTTG 262

Ai03B11319 Araip.B03 11319 p3 (GAT)5 15 31303327 31303341 AGAGGGACATGTGATGGGAG CGTCTCTATCGACCCCCTCT 238

Ai03B11321 Araip.B03 11321 c* (A)11(AT)11* 32 31309534 31309565 TTTGGTTTGAGAATTGGGTG TAGGGCATTTTGTCCCCTTT 209

Ai03B11322 Araip.B03 11322 p3 (TAT)5 15 31315258 31315272 CGATCCAGTCCAATCTAAAACG ATTGGATTTGCGGTTTCGTA 280

Ai03B11323 Araip.B03 11323 p3 (ACT)12 36 31318729 31318764 AACTGCGCATGAGTAAATTGAA GCGCTTCTAGATAGTTGCCG 275

Ai03B11324 Araip.B03 11324 p3 (TGC)6 18 31339574 31339591 GAGAAACCAACTGAGACCGC ACAGCAGCAACAGCATCAAC 251

Ai03B11325 Araip.B03 11325 p3 (TGG)5 15 31341418 31341432 TTCATTCTTGGTGAACAGCG ATCCCTTTTGCTGTGTTTGG 209

Ai03B11326 Araip.B03 11326 p3 (TTG)5 15 31344045 31344059 TTAATCCATGTAGCCGACCC TTCTTCCGTCAGCCCTCTAA 269

Ai03B11327 Araip.B03 11327 p4 (AATA)5 20 31348021 31348040 ACCGCATTGTAGATGGCTTT CATTGACTCAGATGCAGGGA 276

Ai03B11331 Araip.B03 11331 p2 (AG)11 22 31365412 31365433 TGTTTCTGCCTCTGCTGCTA AACCCCATAACGGAAACACA 270

Ai03B11332 Araip.B03 11332 c (GA)6c(AG)22 57 31365909 31365965 AAAAGGGAGTTGTGGTGGTG ATACCCAAACCCTCCCAAAC 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B11339 Araip.B03 11339 p2 (TA)6 12 31394937 31394948 TGGTCGGTATTTCGCATACA GAAGGGGTGAAAGGACAACA 181

Ai03B11346 Araip.B03 11346 p3 (GAT)6 18 31414258 31414275 CAACAAGAAGAAACTTGAGAAGGA TTTAGAGGGGGTTGGGTAGC 259

Ai03B11348 Araip.B03 11348 p3 (AGA)24 72 31421237 31421308 AAGAAGAGGAGGAGGAACGC ACAGAAGGAGATCGAAGGCA 273

Ai03B11349 Araip.B03 11349 p3 (AAG)5 15 31421949 31421963 CCTCCTCATCTTCTGCTGCT TTCTCCTTCATCAAAATCACCA 244

Ai03B11350 Araip.B03 11350 p3 (AAG)5 15 31422109 31422123 TTCTGGTGATTTTGATGAAGGA TATAAACACGCCGTTTCACG 206

Ai03B11353 Araip.B03 11353 p5 (AAGAT)6 30 31427992 31428021 CAAAGGGACACAACCCAATC CCTGGGTGCTCCAGTGTATT 176

Ai03B11357 Araip.B03 11357 p2 (TC)6 12 31444078 31444089 GGGCCAAAGTCAAACTCAAC TCTCTTGCCTTCAACCCTTG 231

Ai03B11361 Araip.B03 11361 p4 (AAGG)5 20 31448048 31448067 TGTCACCACAGAATCAGGCT AAATAACGCTTGGGCTGCTA 243

Ai03B11365 Araip.B03 11365 p3 (CAG)5 15 31471048 31471062 ACCAAAAACTTTCGCCTTCA TTGCCGTTATCTGTTGAATGA 122

Ai03B11369 Araip.B03 11369 p3 (CAC)5 15 31497117 31497131 GGAATCGAAATCGTCCCTCT GATAATGGTGGTGGAGTGGC 172

Ai03B11372 Araip.B03 11372 c (T)10attttggatttattgttgatttgtttttggatttcttgaatttctgattttgagttgtgtg(T)16aactctgtatttttattttgttaatg(GAA)5caagaagaaaggttctcctg(GAA)5163 31505307 31505469 TTGGTTCATCATTGTTGTGC TGACAAAAATACCCTTTCTTCTTG 213

Ai03B11374 Araip.B03 11374 p3 (ATA)5 15 31512378 31512392 TGCTTGAGTCAAATTAATATAGGGTCT TTCAAGGGAGACCAAGAAGAA 279

Ai03B11376 Araip.B03 11376 p5 (CGGAT)6 30 31516846 31516875 TTTGTCGCATTCATTGGTGT GGCTCAAACAGGTGAAAAATC 140

Ai03B11389 Araip.B03 11389 p4 (TTCT)5 20 31551228 31551247 TCATGTGTTTTATGCTTTTGGA CTCAACATATGAATGTCGCGT 239

Ai03B11393 Araip.B03 11393 p4 (AATA)5 20 31559576 31559595 GCGCACAAAAGCTGGAGTAT GGCAGTTCATTCAATGGCTT 273

Ai03B11395 Araip.B03 11395 p2 (CA)8 16 31562475 31562490 AGGGTGCCACTGCTAGTGTT ACAAAACTCGAACCAATCCG 139

Ai03B11396 Araip.B03 11396 p3 (CAT)5 15 31563860 31563874 TTTTCTTCTTGGTGGGGTTG GGAGCATGGAGTGTTAGTGC 213

Ai03B11397 Araip.B03 11397 p3 (TTC)8 24 31564173 31564196 TTTAGGTACATGCCAACAGCA TTTCATTATGGGGTGATTTCAA 190

Ai03B11401 Araip.B03 11401 p2 (AT)7 14 31588298 31588311 TTGTTAAGAGTTGAGCTGAAGAACA AAACAACAACTAACCACATTTGAA 273

Ai03B11410 Araip.B03 11410 p2 (CT)6 12 31624312 31624323 TTTCAAAATATCTTTTCCAACTTCC TGACAAAGGGTTAGTGATTTTCG 261

Ai03B11411 Araip.B03 11411 p3 (TTC)5 15 31626459 31626473 GCCCTCCATTCTTCATCAAA TTTCCCCTTTCTCGAGGATT 229

Ai03B11413 Araip.B03 11413 p2 (AT)7 14 31644783 31644796 ATTGATGTTGGTACCCGGC GACGACCCGAGGTTTGAATA 226

Ai03B11414 Araip.B03 11414 c (T)10gtttatatatatgcctatttttttctttttc(T)1152 31646975 31647026 TTCACCATTTACTTTGGGGC AAGTGTGGGAAAATTGGGATT 250

Ai03B11415 Araip.B03 11415 p3 (GAA)5 15 31648316 31648330 TGGAAGTGAAGAGGGATGAGA CGACGCACAGTTTATCCAGA 162

Ai03B11419 Araip.B03 11419 c (TAAA)6agacctgaaaacagaacatacacaatattagttaaaacaaagaatccaaaatcataaaact(TAAA)5105 31658264 31658368 ACATTATGCGGACATGCAAA TGATCTGAGGTGCTTTTTACCA 253

Ai03B11420 Araip.B03 11420 p2 (AC)7 14 31667926 31667939 AACATCCCCAAAAACCCTTC CCCTCTTTTTCCCTCAGCTC 142

Ai03B11421 Araip.B03 11421 p2 (AT)6 12 31673239 31673250 TTGCAGCAAAACTAATTCGAGA TCTTTGCTCGTGCTTGATGT 235

Ai03B11422 Araip.B03 11422 p3 (TAA)5 15 31677223 31677237 TCGAAAACACTGTCAATGCC ATTTTCCATCTTCACCACAAA 117

Ai03B11430 Araip.B03 11430 p3 (ATA)48 144 31731107 31731250 TCGGCCAAAGGGAAATAAAT GGGTAGGATGTAAGACCCCAA 270

Ai03B11431 Araip.B03 11431 p3 (ATA)8 24 31732226 31732249 TTGAGAAAGCGGAACAAGGT GAGGTAGGATGTAAGACCCCAA 280

Ai03B11447 Araip.B03 11447 p2 (AG)6 12 31859553 31859564 ATAGGTGAGGGGTTTTTGGG AACGCTAGGATTGGCAGAAA 178

Ai03B11448 Araip.B03 11448 p2 (TA)8 16 31867975 31867990 GTGCAAGTTCAGGGACCATT TGGCAATTGAATTTTTCAACC 170

Ai03B11451 Araip.B03 11451 p3 (TAA)11 33 31871650 31871682 TGACAAATGGTTTGAGGCAA AGTGACCGATCCAAGTACCG 113

Ai03B11452 Araip.B03 11452 p3 (CCT)6 18 31876364 31876381 TTACAAGAAAATGCTGTGCCC GCCCCATATTGTTTGAGGAA 177
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Ai03B11453 Araip.B03 11453 c (GC)7(AC)18(AG)29108 31879137 31879244 AATTGCTACAACACAAAAGGGT GGAGCTTCTGTATGAGGTTGG 249

Ai03B11458 Araip.B03 11458 p3 (TTC)5 15 31918050 31918064 GATGCATGGGGAGTTGATCT GCGCCAAGAAAAAGTGAAAG 269

Ai03B11459 Araip.B03 11459 p3 (TCT)5 15 31918313 31918327 AGGAGGTTTTTGTGGCAATG GAAGGAAGAAAGGAACGGCT 259

Ai03B11461 Araip.B03 11461 p2 (TA)6 12 31937221 31937232 TTTTCAGATGCAGGTCGAGA CTGCGAAGCTAAGGCTGG 261

Ai03B11462 Araip.B03 11462 p2 (TA)8 16 31939403 31939418 CCAACTACTTCGAAAATCATCCTT GCTTGAGGACGAAAATGTCC 274

Ai03B11463 Araip.B03 11463 p3 (TCT)11 33 31939854 31939886 TTCGTCTCCTCCTCTCCAAA GGAAGAAAGGGCATGATGAA 138

Ai03B11464 Araip.B03 11464 p3 (GAA)6 18 31941477 31941494 CTCACGGTATCCACGGAGTT TTCGTCTCCTCCTCTCCAAA 256

Ai03B11465 Araip.B03 11465 p2 (TA)8 16 31942326 31942341 AACCGAGTGATGTAAAATTTCTTT TTGCATTTAGGGCCACTAGG 186

Ai03B11466 Araip.B03 11466 p2 (TG)6 12 31942445 31942456 CCTAGTGGCCCTAAATGCAA TTTTACGGGTTGTTTCACAATG 169

Ai03B11467 Araip.B03 11467 p2 (CA)6 12 31944764 31944775 CAGTAGGTATGTTGTTTGTGGACC AATAAAAACAAAATAGCAAGCGA 262

Ai03B11471 Araip.B03 11471 c (GTT)15(CTT)20105 31959138 31959242 TCCACTAAGATTGAGCGTGAAA CCTCTGTATCCACCACCACC 261

Ai03B11472 Araip.B03 11472 p3 (TGT)5 15 31960042 31960056 CACCTCGGGTGATTTTCTTC ATTTTCTGCATCAACGGCTC 163

Ai03B11475 Araip.B03 11475 p2 (CT)6 12 31978855 31978866 TGCCAGGAATGGGTAAGAAG ATAGGTGAGGGGTTTTTGGG 238

Ai03B11480 Araip.B03 11480 c (A)10cactatttgtatctataaattttaacgaatgccaaaaaatattttcaaattatccccactctttatctttaatctcaactccatccctaaacc(A)17120 32006388 32006507 AAGAGGGCGCCTGAGTTAAT AATGGTCAGGGACGAAAATG 244

Ai03B11481 Araip.B03 11481 p2 (TC)7 14 32007450 32007463 TTTGGACAGCTCCATCAGTG AAGAAAGTCGAAAGGAGGGG 223

Ai03B11487 Araip.B03 11487 p2 (AT)12 24 32031197 32031220 ATAAGCGGGTGAGAGCTGG CGCAGTCAGAAGGAAGAAGG 277

Ai03B11492 Araip.B03 11492 p2 (AT)9 18 32056824 32056841 CAACATCCTAGGACCCCAAA TGCATTGATTGATTCTCCCA 162

Ai03B11499 Araip.B03 11499 p2 (AG)7 14 32082675 32082688 TGGTACAGAGTGTTGGACGG TTATCCACCCTCCTGACTGG 219

Ai03B11500 Araip.B03 11500 p3 (TTG)5 15 32082951 32082965 ATCCATGTAGCCGACCTCAC CGTTACAAAATCGGTGACGA 184

Ai03B11501 Araip.B03 11501 p3 (TCT)5 15 32094373 32094387 CAAGCTTGCTCCCTTTTCAC TCAACAAATGTTCATGTTGACAAA 275

Ai03B11503 Araip.B03 11503 p2 (CT)8 16 32099731 32099746 TCATGTTCCATTCAGCTGTTCT TGAGAGACGGGAACGAGTTT 200

Ai03B11504 Araip.B03 11504 p5 (TTTCT)5 25 32101780 32101804 GGGGGTTGGATTTTGATCTC TGGTTTTTGGCGAATGATTT 238

Ai03B11507 Araip.B03 11507 c (TA)6cctggccgtacaatagtgactctaacaagaaattagaaatttttttttgtaattgtcaaaatatctattagccactaattgacagacaaagtgatgg(T)10119 32123993 32124111 AAGGGAGAGGAAGGAGAGAGAA CACCCACACCCAAAGAAGAT 258

Ai03B11508 Araip.B03 11508 p2 (AT)11 22 32125834 32125855 CACCAATCCACCATCTTTTTG CCAAAAACGGGACTTCGTTA 260

Ai03B11509 Araip.B03 11509 c (A)10caccaaatccggtccttaatctttttttttggactgattagtccttgtgccaaaaaaataacattgac(T)10cacaaggggcctcgtcctttcgaagtaattatcaggggtcgggttggg(T)11147 32126445 32126591 TGAATACTTCATCCGGCCTC TTACCTCGAAAGACCACGAG 232

Ai03B11511 Araip.B03 11511 p2 (TA)10 20 32138874 32138893 GAGTGGATTCCTGAATTGGC TTGAGCCTGATGTATGCATTG 257

Ai03B11512 Araip.B03 11512 c (AT)8agcataaaaaaatgtgtacaaaaatatgtacacaataaaat(A)1067 32141080 32141146 TGACAATCCTGCTATGTGGC CACAATGTGTGCATTTTAAGGG 277

Ai03B11514 Araip.B03 11514 p3 (AAT)5 15 32143755 32143769 ATACATGGGCGCTTAGATCG AACTTCAGCTTCAGTTTCTCTGG 117

Ai03B11516 Araip.B03 11516 p2 (GA)9 18 32148280 32148297 GCATACCTTGAGTACCCCCA TTAACCCATTGCTTTCCTGC 234

Ai03B11517 Araip.B03 11517 c (TCT)5cacgctcatttacacatggagcttcttcttcatcttcttctttttcacactcgtttacgcacggagcg(TCT)598 32153657 32153754 TGGTCCAACACCAACAAAAA AAGAGGAGGAAGAGGAACGC 174

Ai03B11518 Araip.B03 11518 c (A)10gaagacatagcatcatagatgagtgtacgcgtgaatttaaaagaaaacg(A)1069 32155022 32155090 GAAAGTGGAGGAGGAGGAGG CACATTCAAGCAATATTAGCATCC 183

Ai03B11519 Araip.B03 11519 p2 (TA)6 12 32157930 32157941 GGGAAGAGTGGAAAAGGATT TGGTTATTGGTGGTGTGGAA 280

Ai03B11521 Araip.B03 11521 p3 (TAA)5 15 32164090 32164104 AGTGGAACATTTGGAATGGG TCTGGTTGTGCTCTCACCTG 243

Ai03B11523 Araip.B03 11523 p2 (AT)6 12 32173649 32173660 GATCCACGGACAGATACAGGA GACCAAAATGATAAAATGCAAAGA 124
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Ai03B11526 Araip.B03 11526 c (ACA)6atgaatcaccaataaaacaacaatggaatcaagtagaaacaaaagaagcaggaacagaaacag(AAC)596 32179724 32179819 AAACAAAGCAGCAGCAGGAT CCACTGCCCACTTCTTTTTC 220

Ai03B11527 Araip.B03 11527 c (TC)6ttcgcgaa(CT)632 32182995 32183026 GTGGCCCGAATCTCTAATGA AAGCCAAAGTCACCGTCATC 255

Ai03B11528 Araip.B03 11528 c (GT)6(GA)6 24 32183860 32183883 CCAAATTTCAGGAGCCAAAA ATTTGTCCCCAATCCTACCC 153

Ai03B11531 Araip.B03 11531 p2 (AC)12 24 32196391 32196414 AAATGACAAATGACGAGGGG ATTGATTAAGTGATGGGCCG 101

Ai03B11543 Araip.B03 11543 p2 (CT)9 18 32249581 32249598 CTTACCTCCAACGATCACACA AAGAACCCTGAGGACCGTCT 239

Ai03B11545 Araip.B03 11545 p2 (TA)14 28 32250883 32250910 TGGAAGCTTTTAGAACCCGT TCGCTACAAATCTAACTCTTAAATGAA 218

Ai03B11546 Araip.B03 11546 p2 (TA)12 24 32251323 32251346 TTTTGCAGATCTTTGAATAAAATGAG TGAAAAGAATCAACAACCTCACA 188

Ai03B11552 Araip.B03 11552 p2 (AT)13 26 32268139 32268164 TGGGGATGAAGTAAGGTTGG GCCCAGGAGGAATAAAGGAG 264

Ai03B11553 Araip.B03 11553 p2 (AT)6 12 32269715 32269726 TGAGCGTTCCGCTTTTTATT TTGGTGAGTGAAGGAAGGATG 109

Ai03B11561 Araip.B03 11561 p2 (CT)6 12 32280284 32280295 TTGGTGACCCGTAATGGTTT ATGGCAACGAGAGAAGAGGA 256

Ai03B11567 Araip.B03 11567 p3 (AAT)8 24 32292283 32292306 GAATTTCAAAATCATTAAATGTGTCAA GGAAACAATGCATTTGCGTA 223

Ai03B11568 Araip.B03 11568 p2 (AG)8 16 32303518 32303533 AGGCGTGGTGGTAACAGAAG CCCCTCACTTTTGCAAACTC 250

Ai03B11569 Araip.B03 11569 p2 (AT)6 12 32305656 32305667 AAGGTGGCAAGGTATTACGA TATTTTCCGATCAGCCTTGG 262

Ai03B11571 Araip.B03 11571 p2 (AG)7 14 32338302 32338315 CCCACTGCCACTAGGATGAA CGCTCTTCCTTCTCTCCTCA 277

Ai03B11575 Araip.B03 11575 p2 (AT)9 18 32370865 32370882 TCCAAGGCATGCTCTTCTTT CTCATAGCACCGTTCAGCAA 261

Ai03B11576 Araip.B03 11576 p3 (GAA)5 15 32378075 32378089 AGTGGTCTTGATGGGCTTTG GCCGAAACACATCACCTTCT 250

Ai03B11577 Araip.B03 11577 p2 (AG)7 14 32380391 32380404 TTTTGAAAAAGGGGGAGGAT TCAAGTCATTAATTGTGATTTTCAA 262

Ai03B11581 Araip.B03 11581 p3 (AAT)5 15 32410702 32410716 TGGACCCAACAAGCTAGAGG TGTCAAACACAACGACACGA 230

Ai03B11582 Araip.B03 11582 p2 (AC)10 20 32414107 32414126 CTTATTGTGAACGCCCTGGT TACCCCATCCAATGAGGAAA 169

Ai03B11583 Araip.B03 11583 p3 (TTA)6 18 32414503 32414520 CATTATCCGCATGGGACTCT ATTGGTGGTGAGCAATGACA 170

Ai03B11589 Araip.B03 11589 p2 (TA)29 58 32448458 32448515 TTGGTTATCCTGGGATTGCT AAAGCAAGGCTTTTGACTCG 275

Ai03B11593 Araip.B03 11593 p5 (AAGAT)5 25 32489829 32489853 CAAATCCAAAGGTAGCCCAA TGCTGCTGATCCTTTGTCAC 267

Ai03B11594 Araip.B03 11594 p2 (GA)8 16 32499354 32499369 GCCATGTCTGCAGTGAAAGA TTTTCCCCTTCCCCTTTCTA 245

Ai03B11600 Araip.B03 11600 p3 (TAA)5 15 32564096 32564110 TTTGATCAATGATGGAATAGTTTAAT TCAAAATGAATTCTTGATTGGAAA 276

Ai03B11601 Araip.B03 11601 p4 (TTAT)5 20 32568268 32568287 AAAACACTTTTTCCTTCCTCCA CCCATTGACCCATTCACATA 265

Ai03B11603 Araip.B03 11603 p3 (AAT)5 15 32579125 32579139 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 239

Ai03B11604 Araip.B03 11604 p2 (AT)6 12 32585769 32585780 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 221

Ai03B11605 Araip.B03 11605 p2 (CT)7 14 32592725 32592738 AAATTCTGTGGAATGGCTGC CGGCGAAAAGCAAATAAGAG 205

Ai03B11607 Araip.B03 11607 c (T)13aattttactcattgatatattatcatcatctttactatcatcccatcattttccctctttatcatcat(CAA)15126 32597294 32597419 AAAGAATGCTAAAACCCTTAATTG GGAAGAGGAATGGTGATGATAA 280

Ai03B11610 Araip.B03 11610 p3 (AGA)5 15 32612689 32612703 CAATTTGGTCCAGCATGAGA GGTCGAGCAATGATCAACTAA 250

Ai03B11611 Araip.B03 11611 p2 (TC)6 12 32625295 32625306 GCAAAGAAGAGAAACCGGAA TGACGTCCTCAATTTGCATC 227

Ai03B11613 Araip.B03 11613 p3 (AAT)8 24 32629411 32629434 TATTTTCGGCTGCAATCTCC TTTCTTCTACTCACACAGGGACA 225

Ai03B11614 Araip.B03 11614 p3 (GAA)5 15 32636353 32636367 TGCTCATGACTCGGAGAAAA TAATGATGCCAAGGTGGTGA 220

Ai03B11617 Araip.B03 11617 p2 (TC)15 30 32682438 32682467 TCCAAACAATTTTAGCATCCAA CAAAGGTGACGACGGTAACA 176
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Ai03B11623 Araip.B03 11623 c (A)11gaagagagt(AGA)535 32719681 32719715 AGCAACGCTTTTACCACACC ATTTTCCTCCCAAACCCAAC 234

Ai03B11626 Araip.B03 11626 p2 (TC)12 24 32750764 32750787 CCAGGAGCAACTTGGAAGAG TCCGTATTATCTGGGCCATC 272

Ai03B11633 Araip.B03 11633 c (A)10ttatggattatatataatgaagagtattttagagtt(A)1056 32778949 32779004 TCAATAGGCACTTGGATTCG GAATTGGACACCAAACTCCC 164

Ai03B11636 Araip.B03 11636 p4 (AAAT)6 24 32785198 32785221 TGTAATTGTTCACCGGACAAA ACTAAAATCGGTGTGGCGAA 213

Ai03B11637 Araip.B03 11637 p5 (TATTT)5 25 32785511 32785535 TCAAAGAAGCAATTTTCGCA GCTCCACCTTACCAATCTGC 232

Ai03B11638 Araip.B03 11638 p2 (CA)6 12 32792779 32792790 CCTAACTCATCCCAAGCCAA ATTTCGGTTGTGAAGCCAAC 209

Ai03B11644 Araip.B03 11644 p4 (AAAT)7 28 32822306 32822333 AACCATATGCATTGATGTTCTTG CTTGCCGGTTAGTTTGTGGT 242

Ai03B11645 Araip.B03 11645 p2 (TA)10 20 32827818 32827837 TTCGCGCTTTTGTAACTCTG TCGTTGGTGTTCTGTGAAGC 267

Ai03B11647 Araip.B03 11647 c (T)11cgttatcgtcgttgtcgtcattgtcgccgcctcctcctcttcctcctccttccttttcatttgaatttcttttccgccttctttttcctcctc(CAT)6122 32849174 32849295 TCTTCCTCTTCCATACGTTGC TCTCCTCCTTATTTTCTGCTGC 259

Ai03B11653 Araip.B03 11653 c (TC)13tt(TC)11 50 32863593 32863642 TCCTTTTCTGTGAATGGCGT CGATTTGAATTCAGCAAGCA 171

Ai03B11654 Araip.B03 11654 p2 (CT)6 12 32873243 32873254 GGTCTTGCAGAGAGTTGGGA CGATTTGAATTCAGCAAGCA 273

Ai03B11656 Araip.B03 11656 p4 (TAAA)7 28 32878722 32878749 TCGGTCGGTTTTTAACAAGG GAAAGGAGGGGAGAGGAATG 149

Ai03B11657 Araip.B03 11657 p2 (CT)7 14 32879089 32879102 TTGTGTCGCCATCATAGGAA TCCAAGTCACAGGGCTTACC 188

Ai03B11659 Araip.B03 11659 p3 (TTG)5 15 32881976 32881990 TTTTGTTGACCAACCCTCCT TTCAAAATTTCACAATTTCACG 231

Ai03B11661 Araip.B03 11661 p2 (GT)6 12 32901101 32901112 CATTATTGGCTTCTTATTGAAAAATG CATCAGGTGTAGAGGAGCCA 192

Ai03B11663 Araip.B03 11663 p5 (TTATC)5 25 32917496 32917520 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ai03B11664 Araip.B03 11664 p3 (ATA)9 27 32939176 32939202 GAAAGATAAGCAGTGAAAATTTAAAAC AACAAATCAAAATGTATTACCCGA 266

Ai03B11667 Araip.B03 11667 p2 (CT)6 12 32947645 32947656 CTTTCCTCTTCCATCTCCCA GCAATGACAGCGATCGAATA 131

Ai03B11676 Araip.B03 11676 p2 (TA)11 22 32979840 32979861 TCTAGAGGAGTGGCGCCTAA CACAAGCAAAGCGACAACTC 278

Ai03B11678 Araip.B03 11678 p2 (TC)6 12 32986804 32986815 TCGAAAATCACCAACCACTTT AAAGAAGAAGAGGGGGTTCG 245

Ai03B11680 Araip.B03 11680 p2 (AG)6 12 32993243 32993254 GAAAAAGGGGGAGATATTTTCG TCTTCCCATCATATCTTTTTCAA 181

Ai03B11682 Araip.B03 11682 p3 (AAC)5 15 33010011 33010025 TATCTAGCGGCACCGTAACC TGCTTCACTGCATTTCCTTG 175

Ai03B11684 Araip.B03 11684 p3 (TAT)5 15 33021477 33021491 TGCTTTGTTTTGGAATAAAATGT TGCATAACCAGAATAAGTTCAATAA 237

Ai03B11686 Araip.B03 11686 p3 (CTT)14 42 33033007 33033048 ACTTCAAGCATTGGTCCTGG CCACCAAGTCCTCCTCTGAA 275

Ai03B11688 Araip.B03 11688 p3 (TAT)11 33 33048585 33048617 AGATTTCCATCTTGATGCCG CAATGGGTCCGATATCCAAT 250

Ai03B11689 Araip.B03 11689 p2 (TA)6 12 33049881 33049892 ACTACGGCCGTCAGAAAATG GGCATGAATGTTTTGCACAC 278

Ai03B11690 Araip.B03 11690 p3 (GGT)5 15 33050023 33050037 CGTCAGAAAATGCACCCTTT GGCATGAATGTTTTGCACAC 270

Ai03B11691 Araip.B03 11691 p2 (TC)7 14 33050214 33050227 GTGTGCAAAACATTCATGCC TTCACTGCACGTATAACAAATTCA 188

Ai03B11692 Araip.B03 11692 p2 (AT)6 12 33050956 33050967 TGGTTCCCAACTTCCCATAG ACTACTTGAGGAGGCAGGCA 251

Ai03B11693 Araip.B03 11693 p2 (AG)12 24 33051384 33051407 GTTTGAAGCCACACCCAACT TGGAGGAGCAATAAACCTGC 135

Ai03B11695 Araip.B03 11695 p3 (TCT)7 21 33052621 33052641 CATGCATCAGTACCACCTCG GGAGGGTTTTTCTGAGAGGG 233

Ai03B11697 Araip.B03 11697 p3 (CTC)6 18 33053033 33053050 CCATCATCCTTGACGACCTT TGCTGCATCATGTGGATTTT 148

Ai03B11698 Araip.B03 11698 c (T)11cattaatgcaa(AT)634 33054334 33054367 GACCCCTGGCAAAGTAATCA TGCAGCAGTTATTTCCGTTG 120

Ai03B11699 Araip.B03 11699 p2 (AG)22 44 33055784 33055827 GATTCGAGCTTTTCCCTACG CCCTATTCAACACGCACCTT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B11700 Araip.B03 11700 p3 (TCC)5 15 33057038 33057052 TCGCGTTTCTTCTTTTTCGT TGCAGCAACAATAGCAACAA 174

Ai03B11701 Araip.B03 11701 p3 (AGG)6 18 33058061 33058078 TCACCCAAATGAACCTCAAA CCTTCTCCTCCTCCTCCTTC 279

Ai03B11706 Araip.B03 11706 p2 (AT)9 18 33074564 33074581 AAAGTCCATGAGGTGGCTTG TCTTTGGCTGAATTTCAAAAA 244

Ai03B11715 Araip.B03 11715 p2 (CT)6 12 33123249 33123260 CATGTGGGGCTTCTTCATTT TTGGATTCCCAGATCCATTC 187

Ai03B11716 Araip.B03 11716 p3 (TTG)5 15 33125469 33125483 TGTAATAACGTCGTTTGATTCATGT CCATTATTTATCCCATAGAAACAGAAA 243

Ai03B11718 Araip.B03 11718 p2 (TG)8 16 33130719 33130734 TTCAGATGCAGGACATGAGG TCAAGGCCGGCTAGAATATG 242

Ai03B11720 Araip.B03 11720 p3 (TTA)7 21 33132560 33132580 TTTGAACTCCAAAGTAAAATAAATGG GAGTTGCTAAGTCTGCTGTCCA 280

Ai03B11722 Araip.B03 11722 c (AG)9aa(AG)17 54 33149188 33149241 GCTGGTTCATCGGAGAAGAG AAGAAGAAGGCTTTACCGGC 274

Ai03B11723 Araip.B03 11723 c (CTT)5tgcgttccttttttttggcgtgttttctctcaatcgtcattctttta(TTG)577 33161050 33161126 CGCGTTTCAATAACGCAATA CACATCGAATTCATTTCTGGA 236

Ai03B11724 Araip.B03 11724 c (AAG)5acgcaacatcgggagagaagaagaaaaagaaga(AGG)6aagatgaggaggagagaagaaggagaacctgcgtgtgcaaatttg(GAA)6129 33162074 33162202 TGGCACCAGAGAAAATCAAA CCCACTTTTAACGTAAACGGA 257

Ai03B11726 Araip.B03 11726 p3 (AAG)5 15 33167362 33167376 GAATCACCCCAAAAAGCGTA TCGTGTTCCTCCTTCTCCTC 271

Ai03B11727 Araip.B03 11727 p2 (AG)8 16 33169081 33169096 CTGAAACATAACACCAGCCG GCTACATTCAGTGGTGGGGT 168

Ai03B11728 Araip.B03 11728 p3 (CTT)5 15 33170524 33170538 GTGCTTCTTTGCCTCGAATC GGAAAAATCCATAGCGAACC 120

Ai03B11737 Araip.B03 11737 p3 (TCC)13 39 33206164 33206202 TCCCAGTGTGCTCTTTTCTTT AAGAAGACGACGACGACGAT 111

Ai03B11740 Araip.B03 11740 p3 (TTG)5 15 33229978 33229992 TGTGTTCTTGGGGTGTCAAA CAAGGAAGCAACATCCATCA 213

Ai03B11742 Araip.B03 11742 c (T)10cttaactttaatagtaagaattcttttaaaag(A)1254 33231855 33231908 CACACTCCCCTTCCTATTTCC CAATTTTCCACTGAACCCATTT 277

Ai03B11746 Araip.B03 11746 c (A)13cgaagtataatctaattttaaaaagtatatacctaaaaaaattacatgtaaccgcaactttatttaataataat(A)13100 33236078 33236177 GCAGAAAAAGTAACGACGGC TGAACTAGGTAGATAAAGCTGAATTTG 269

Ai03B11748 Araip.B03 11748 p4 (TCAC)7 28 33236805 33236832 TGCGATCTTATGCCCTGAAT GTGGGAATTTTGCTGGCTTA 172

Ai03B11749 Araip.B03 11749 p3 (AAT)5 15 33237142 33237156 ATTCATTTGGGCTCGTCAAC TCACGTTAACACAAACTTACTTTTCA 161

Ai03B11751 Araip.B03 11751 p3 (TTC)5 15 33251319 33251333 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai03B11753 Araip.B03 11753 c (A)18c(A)10 29 33260928 33260956 TTAGCCCCCTTGAGCTTTTT TTCGCATGAGTGTGCTTCTC 240

Ai03B11754 Araip.B03 11754 c (T)11g(T)10 22 33263370 33263391 CGCAAAAATTCGGCTTAGTT TGGCAACACATTTGATTGGT 230

Ai03B11755 Araip.B03 11755 p5 (AAATA)6 30 33265561 33265590 TCTTCACCTGGCCACCTATC CACCATCCATTCTTGTCACG 223

Ai03B11756 Araip.B03 11756 p3 (TTC)5 15 33268285 33268299 GCCAATCGTTATCAAAAATTCTC GTTGTTGTTTACATGATACAGAGTCA 255

Ai03B11757 Araip.B03 11757 p3 (CAT)8 24 33273262 33273285 TTCGCTATCATCGTCACCAA CAAATGAATCGAAAATGGTCC 265

Ai03B11772 Araip.B03 11772 p2 (TG)7 14 33323932 33323945 GTCAGGGTGCAACTGGAACT TCCATGGATGGCTCTAAAGG 278

Ai03B11776 Araip.B03 11776 p3 (TCA)6 18 33338426 33338443 CCTTTGCAAACCTGAGCAGT TGAATAAACCTCGACCTGGTG 201

Ai03B11777 Araip.B03 11777 p2 (TA)10 20 33338665 33338684 CCATTTTTCGATTCTGACAGC AATGCCCATTCGATGAAGAG 273

Ai03B11779 Araip.B03 11779 c (TG)19(AG)13 64 33343717 33343780 GGTTGATGTTGGAATTGGGT TCCACCAGTATCATCTCCTTCA 243

Ai03B11780 Araip.B03 11780 p2 (CT)6 12 33346241 33346252 GTTGGGAACATTGAACCTGG GGGCAATTTTTGGGCTATTT 239

Ai03B11781 Araip.B03 11781 p2 (TA)14 28 33347659 33347686 TTCACCATTTATTTTGGGGC GGGGTTTGAAAACGTTTGGT 240

Ai03B11782 Araip.B03 11782 p2 (AT)22 44 33348994 33349037 GCACCAGGATAATGCAAGAGA GCTTTGGAGTTCGAGTCAGG 238

Ai03B11783 Araip.B03 11783 p2 (AT)16 32 33349173 33349204 GCCTGACTCGAACTCCAAAG CGTCGCGTCCTGTTTTTAAT 249

Ai03B11784 Araip.B03 11784 p2 (CT)7 14 33352393 33352406 GTTGGGAACATTGAACCTGG CGGCCCAGAAAACACATATT 208
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Ai03B11785 Araip.B03 11785 p3 (AAC)12 36 33353203 33353238 AAGGAAAATGTAAAACCATGCAA ATTCATGTATCCGACCCCAC 272

Ai03B11788 Araip.B03 11788 c (T)11gtcttagtttatttccttttaaaaaaataaaaacctcacctattggctcactattccaatcacgatcagtccaataatacatcaggtttgcttctcac(A)12121 33383784 33383904 AACAACCAACATGATAGCAACA AGGATGATGAATGGTGGAGC 233

Ai03B11789 Araip.B03 11789 p3 (GCA)5 15 33384533 33384547 TGCAACAACAACCGATGATT AAAACATGCCACTGAGGTCC 120

Ai03B11791 Araip.B03 11791 p2 (AT)6 12 33398418 33398429 CCTGCTTGGATCCTATGATTT AAAGGCACGTTGCTTTCAAT 248

Ai03B11792 Araip.B03 11792 p3 (AAT)5 15 33400548 33400562 CAGAACAAGTGAAGTCTATTTCTTGA TCCTAGCAATCAAATGGTTATGAA 277

Ai03B11794 Araip.B03 11794 p2 (AT)7 14 33403140 33403153 TTCTCGTAGCGTGTCTGTGC TTTAAATGTGCCCCACCACT 277

Ai03B11795 Araip.B03 11795 p3 (TAA)19 57 33404870 33404926 GCAATTGTGACATTCCCTCC GTTTTTGGTGCGGAACATTT 272

Ai03B11799 Araip.B03 11799 p2 (TA)6 12 33426467 33426478 CAACCTGTGAAGCGAAGGTC CGAGAGGCACCTCAGTAAGC 139

Ai03B11802 Araip.B03 11802 p5 (TATTT)5 25 33433855 33433879 ACCCTTTCTTGATGGCACTG GAGGGGCCAAAAGAAAAGAC 230

Ai03B11803 Araip.B03 11803 p3 (GAT)5 15 33444854 33444868 CTTAAAGGCAAAGGCAGCAG AGGTTGTGACTTGGTCTCGG 225

Ai03B11809 Araip.B03 11809 p2 (TA)7 14 33477898 33477911 GCTTCGCTCTAACTGGGTTG CATGATGCAAAACTAAATCCACA 113

Ai03B11811 Araip.B03 11811 p2 (TA)6 12 33479641 33479652 CAATGGCAGAGGCAAAATCT TTTTGCATTGGCACACAAAT 197

Ai03B11819 Araip.B03 11819 p2 (GA)6 12 33500981 33500992 GCGAAGACATTTCTGTGCTG GCTTGATGGTGACGCTGTAA 274

Ai03B11821 Araip.B03 11821 c (T)11ggg(A)10 24 33503856 33503879 ACATGCTTGTGCATCAGTGC TCAATTTTGGGAAATTGTTGC 233

Ai03B11822 Araip.B03 11822 c (A)12caccaatatttcttccatataaaaaaaatcagcctcaaacaataatatcatcgaaagc(T)1080 33507359 33507438 GCCTCCACGTGTTGACTTCT TCTTAGCCCAGAATTGCGTC 169

Ai03B11823 Araip.B03 11823 p2 (TA)6 12 33509249 33509260 TGTCACATTTGGGCATGATT TTTGATTTTCACCCCAGACC 234

Ai03B11825 Araip.B03 11825 p3 (AAG)21 63 33510268 33510330 CCCCCACCTCAGAAAATCAT GCCACTGTTCCTCCTCCTT 274

Ai03B11828 Araip.B03 11828 p4 (TTTA)6 24 33528638 33528661 GTCATTGTTTCCGCACTCCT TGGGAGACACAGAGTCAAAAA 271

Ai03B11832 Araip.B03 11832 p2 (TC)15 30 33565100 33565129 CATTTCACCGCAGAGTCAGA TGGGGGAGAGAATGAGAATG 166

Ai03B11834 Araip.B03 11834 p2 (AT)6 12 33573473 33573484 TTCGGGTACAAATGAAGGTT TGAAGGTCCGAGAACCAAAT 219

Ai03B11835 Araip.B03 11835 c (TA)6ttgtctttactctattcttcatttaag(T)1049 33575529 33575577 CCTTGCCTATCGAGACTTTGA AAGAAAATTGTGAGCGCAGG 225

Ai03B11837 Araip.B03 11837 p2 (GA)20 40 33583728 33583767 ATCGAATGCTCGATTCAATG TCCCCCTTCTCTCTCTCCTC 243

Ai03B11838 Araip.B03 11838 p3 (ATT)29 87 33585586 33585672 AAATGCCTTAAAGGAAACAAAAA TCACTTATCATATTTTTATCAACTCCA 268

Ai03B11839 Araip.B03 11839 p2 (AT)7 14 33589440 33589453 AACCTGAAAGAGTGGCCAAA GCAACCTGCCCTTGGTATTA 276

Ai03B11843 Araip.B03 11843 p3 (GGA)6 18 33606682 33606699 GGTGATGGGCCTTTTTCTTT ATTGAGCACCCCACCACTTA 208

Ai03B11848 Araip.B03 11848 p3 (TGC)5 15 33615070 33615084 TAAGCTCCTTCCTCCGTTCA GTCCAAGGAAGGCATTGTGT 201

Ai03B11855 Araip.B03 11855 p2 (AG)9 18 33636542 33636559 ATCGAGATTCATTGTGTGCG ACGCTCAGCGACTTCTTCAT 155

Ai03B11857 Araip.B03 11857 c (GA)6atgatcctgaaagatgtgaaacgcgtgacgtgatgcttctacctgtttttatctaaag(T)1181 33641167 33641247 GGTCCGGTTTTCAGAACCTT GCAAAGATGGCGATGAAGTT 266

Ai03B11858 Araip.B03 11858 p3 (ATG)5 15 33644354 33644368 CTCACCATCGTGCACTCACT CTCAGAACCTCCCCAATTCA 210

Ai03B11859 Araip.B03 11859 c (A)12ctaaaattgtcaaaaaaaatacaactaaaaaagtgatcaaggctacaagctattac(A)1179 33647856 33647934 TGACCTACTTCACCGACATCA GGCCCAATGTGTGAGTCTTT 272

Ai03B11862 Araip.B03 11862 p2 (CT)6 12 33652797 33652808 TTTGGTTATCGATCCGAAGC ATCTTCCATGGGCAAGAATG 161

Ai03B11863 Araip.B03 11863 p2 (TC)10 20 33655017 33655036 TTTGCTTTCCTGTCCTGTGTT TTTTGACGCAAAATCTGCAA 213

Ai03B11865 Araip.B03 11865 p2 (AG)7 14 33660642 33660655 ACCCACAAGCTTGCGTTACT GGTGCTGCAGCTCAATAACA 184

Ai03B11869 Araip.B03 11869 p2 (AC)8 16 33673427 33673442 TGTACCACCAGCCACTCTTG GGTTCTACCTGCAAACCAGC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B11870 Araip.B03 11870 p2 (AC)6 12 33683330 33683341 AAAGTCCCAAATGCATGCTC TTCCTGTAGAGCCTGAGGGA 129

Ai03B11877 Araip.B03 11877 c (A)12gagagcatattcg(A)1136 33715268 33715303 TTGGCTCTTGAAAGAATGATGA ATCCACTGATGCTCAAAGCC 236

Ai03B11879 Araip.B03 11879 p3 (AAT)5 15 33725447 33725461 TGGTGTGTTTGGATGGAAGA TTCCAGTTTATGTGGTGGGA 277

Ai03B11883 Araip.B03 11883 c (AC)11(AT)8 38 33761546 33761583 TGTTGACAGTGAGATTGTGAGAGA AAATTGTTCTCCGCACCAAA 165

Ai03B11884 Araip.B03 11884 c (TC)7ta(AC)6 28 33763153 33763180 TGATGCCATCGTAGACCAAA TCGGTGGTGAGAAGCCTTAC 278

Ai03B11888 Araip.B03 11888 p2 (AT)8 16 33773019 33773034 TTTCCCCAATTTGATTCGAG AGAGGGTTGGGTAGCATTCA 106

Ai03B11889 Araip.B03 11889 p2 (AT)8 16 33774093 33774108 TTTCCCCAATTTGATTCGAG AGAGGGTTGGGTAGCATTCA 106

Ai03B11891 Araip.B03 11891 p2 (AT)10 20 33790586 33790605 TTGCTGCACGTTCTTCTTTC TTCTGCTGCTTCTTCTTCTTCA 257

Ai03B11893 Araip.B03 11893 p3 (TTG)5 15 33803449 33803463 ACTATCCATGGGGTGGTCAA CCTGGGGTGAAAATTCAAGA 239

Ai03B11894 Araip.B03 11894 p3 (TGA)6 18 33810199 33810216 TAGTTTGGAATCTGTCCGGG CTGGGTGATTGATCTCAGCA 272

Ai03B11895 Araip.B03 11895 p2 (AT)6 12 33827436 33827447 AATCCTGACGTCAAAATGGC CCGTCCATCTTTGATTGCTT 256

Ai03B11897 Araip.B03 11897 p3 (TTA)5 15 33835046 33835060 GCCACCCAAGTGTGGACTAT TCACATATTCAAGTATTTGTTCCTGA 225

Ai03B11898 Araip.B03 11898 p4 (TATT)5 20 33836029 33836048 GCTCCATATATCACAGGCAGG AACAAGCATTAACCATCGCC 264

Ai03B11900 Araip.B03 11900 c (TA)7acattcctcctaataatgcatcatgctcattagttttgggtatatatatacccacaaaccccgcttttcgtatatatctttttgt(A)12111 33864170 33864280 CGCTAATTCCCGGTAAAGAA GACTTACCCCAAGAACAAAAACA 220

Ai03B11901 Araip.B03 11901 p3 (ATG)5 15 33865625 33865639 ATTTGCATCATCCTCTTCGG GTCTTTAGTGCGGTGCTGGT 269

Ai03B11902 Araip.B03 11902 p2 (AT)7 14 33869473 33869486 AGACCACGACCACCAGAGAC ATGTGGCAGACTCATCAGCA 179

Ai03B11908 Araip.B03 11908 c (T)10gacaattttag(T)1132 33887977 33888008 GCTTGTAGCCTCGATCACTTTT CCGATTACAGGAAGTCGGAA 269

Ai03B11909 Araip.B03 11909 p2 (CT)9 18 33889916 33889933 ACGCTCAGCGACTTCTTCAT ATCGAGATTCATTGTGTGCG 155

Ai03B11913 Araip.B03 11913 p4 (TTAT)5 20 33915930 33915949 GGGTAGGGCGGTTGTTAGAC CAGCCACAAAAGATGAGCAA 185

Ai03B11916 Araip.B03 11916 p2 (TA)7 14 33921811 33921824 ACCTATGCTGGAAGGGATGA GGATGGTCATGCAACCAAAT 168

Ai03B11919 Araip.B03 11919 p3 (AGC)5 15 33939332 33939346 TTGTGCCTTTTCATCAGCAG AAGATCCATGGAGCCAGAAA 250

Ai03B11927 Araip.B03 11927 p2 (TA)8 16 33961028 33961043 TTAGAAAATACGGCCTCCCA ATGCATGCTTTCTTGTGGTG 257

Ai03B11928 Araip.B03 11928 p3 (ATT)5 15 33962551 33962565 CTGCTTGCTTTTCCAGGTTC TGAGTCTAATTGCCATTTCATTTT 236

Ai03B11933 Araip.B03 11933 c (TC)11(T)11 33 33975996 33976028 TCCCCAATTAGAGGTGTCCA CATGAATGCTGGCTCTTGAA 250

Ai03B11945 Araip.B03 11945 c (CAC)7(CAT)5 36 34047529 34047564 TTTTGTTCCTGTTTTTGTTTTCC GCAATCTTAAAAATCATCATGTTATC 244

Ai03B11951 Araip.B03 11951 p2 (CT)6 12 34087271 34087282 TTTGGTTATCGATCCGAAGC ATTTTCCATGGGCAAGAATG 161

Ai03B11952 Araip.B03 11952 c (TC)7a(CT)18cact(CA)1483 34089492 34089574 GCTCTTCAAGGAGATACGGG GTCAAAATGCTTCTTTGGCA 177

Ai03B11954 Araip.B03 11954 p2 (AT)11 22 34093973 34093994 TTGAATTAACCCGCTTTATGCT AACGGCACGAAAGGTTTATG 169

Ai03B11957 Araip.B03 11957 p2 (AT)8 16 34102023 34102038 AACCCGCATTATGCTACATTT AACGGCACGAAAGGTTTATG 147

Ai03B11966 Araip.B03 11966 c (A)11tcggaggagccttctggagatgaggccattacggtttgccttcaggtgtcctcctcgggatagggtcatttgaagaaggagggtcaacacgacgt(A)10116 34145343 34145458 GGTGTCCTCCTCGGGATAGT AGCCGTAATGGCCTCATCT 280

Ai03B11973 Araip.B03 11973 c (T)10aa(T)14 26 34236876 34236901 TCACGAACATTTGAAACACG GTCCAGTGTCCCTCACGTCT 277

Ai03B11977 Araip.B03 11977 p3 (CCA)5 15 34240273 34240287 CATCGTTCGGAAATAAGGGA TTGGTGGGAGTAAGGGAGG 191

Ai03B11978 Araip.B03 11978 p2 (TA)8 16 34249458 34249473 ATAGCGGAGTTGGAATGTCG CTCAACCTGCGAAGCTAAGG 197

Ai03B11980 Araip.B03 11980 p3 (TTA)5 15 34252590 34252604 TTTGAATAGATTGGACAAGATCC TGTAAACCGTCAATAAATCAATCAA 221
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Ai03B11987 Araip.B03 11987 p2 (TC)8 16 34268950 34268965 GACGAAGAAGCTTTGCAACC CCTGTTTCCAGCATCAATAGC 192

Ai03B11989 Araip.B03 11989 p2 (AG)16 32 34306355 34306386 CCTGTTTCCAGCATCAATAGC GACGAAGAAGCTTTGCAACC 196

Ai03B12002 Araip.B03 12002 p2 (TA)6 12 34351126 34351137 GACCTGTGAAGCTAAAGCCG TTTTAGATGCAGGTCGGGAG 258

Ai03B12006 Araip.B03 12006 p2 (TC)8 16 34366862 34366877 ATTTGCATCCATCCATCCAT CAAAAGCTGCGTTGAGATTG 251

Ai03B12011 Araip.B03 12011 c (A)10taataaataggtctttaattttttattttgtagg(T)1054 34377362 34377415 TTAAAGCAGCAAAGGATGGG ATATCTGCGGATCAAAAGGC 247

Ai03B12013 Araip.B03 12013 p5 (AGAAA)6 30 34380823 34380852 AACTTGAGGGGGAAAAATGC TTGATCCTCCTTCCTTGTGG 263

Ai03B12014 Araip.B03 12014 p3 (GAT)5 15 34381235 34381249 AACACCATTTCCTTGTTCGC GCCTCCATGGACTTTCTCTCT 176

Ai03B12015 Araip.B03 12015 c (TG)7tac(GA)7 31 34382546 34382576 TGGTAGGTCCTCACCCATTC TTGCAAAATAAAAGCCCCAC 238

Ai03B12016 Araip.B03 12016 p2 (AT)7 14 34386133 34386146 CCTCAAAACAAACGCTACCTT TGAGAAACTATTATGTCTGATGAAAAA 229

Ai03B12017 Araip.B03 12017 p2 (TA)6 12 34387561 34387572 TGACAACTGATTTGGATAATTACTCTT CGAAAAATCGACCACTTCGT 277

Ai03B12026 Araip.B03 12026 c (TAT)6(TGT)7 39 34402760 34402798 CGATGTTGGTGTTCCACTTG ATGTCATTGAGTCCTCGCCT 182

Ai03B12028 Araip.B03 12028 p3 (TTC)5 15 34411151 34411165 CCAAACCCAACAAAAACCAC AAAAGAAAGAGCGCGACAAA 162

Ai03B12029 Araip.B03 12029 c (T)10cttatttctttctttcttttagttgaatgaatgtaggttgatcctcttcttagtaattttacagtattatgtgtttcttc(T)10100 34411558 34411657 CGAAATTTTGCTACCAAAGCA TTTTCCTTCTTGTTTTACCTTCTCA 236

Ai03B12033 Araip.B03 12033 p2 (TA)11 22 34419913 34419934 GAAACTTCACTGGGGGATCA CTCTTCGGCTTCTTGACCAC 179

Ai03B12036 Araip.B03 12036 p6 (CTAATC)5 30 34423983 34424012 TTCATTGTGCTGTGGTTGGT TCAATCATCAAAATCCGCAA 202

Ai03B12038 Araip.B03 12038 c (T)12aacttttattttcagtttgcatttttgaaagcta(T)1258 34426708 34426765 TGCCCTCGTTTTCAACTTCT CCACCAAAAAGTCTGCGAAT 131

Ai03B12039 Araip.B03 12039 p3 (ACC)5 15 34427231 34427245 CCATCTCCATCTTCATGGCT AATCTTGATGTTATCGGGCG 203

Ai03B12040 Araip.B03 12040 c (A)10caaataaaataaatttcatatctggatttgttaacaaggtatgtgggctaattattagt(TAA)687 34432643 34432729 CAAAGACGGGATTTCCTTTG AAGTTCTCCTGAATTATCGGCA 270

Ai03B12043 Araip.B03 12043 p2 (AG)7 14 34441020 34441033 AGAGTTTCGTGCTGATAACGTG ATCAATTAGGTGGATGCCCA 256

Ai03B12045 Araip.B03 12045 p2 (TA)6 12 34446618 34446629 AAAAGGACGAACAAGAAAAACAA GGCGGCTCAACTTTTTCATA 266

Ai03B12057 Araip.B03 12057 p3 (AAT)5 15 34510845 34510859 TCCTTGCCATTTTTCTTCAAA CCCCAAGGCACCTAGTTGAT 280

Ai03B12058 Araip.B03 12058 p2 (TC)6 12 34514681 34514692 GAGGTTAAGCCTCCGTTGATT TTTCGGTAGAGTTTCGTGTTGA 279

Ai03B12061 Araip.B03 12061 p3 (TTC)6 18 34528392 34528409 ACACGCGTTTCCTCACCTAC AAAACGCGAACAGAGGAGAA 147

Ai03B12062 Araip.B03 12062 p3 (TTC)5 15 34528511 34528525 TCCTCTGTTCGCGTTTTCTT CATGCAGCAATCATTCCCTA 202

Ai03B12063 Araip.B03 12063 p3 (TTC)5 15 34528896 34528910 TCCTCTGTTCGCGTTTTTCT CATGCAGCAATCATTCCCTA 202

Ai03B12064 Araip.B03 12064 p3 (TCC)5 15 34529186 34529200 CAGAAAGGTTACCGAACCGA AGAAGAACCTACGAGCGCAA 137

Ai03B12067 Araip.B03 12067 c (A)11tcattgttctagcagaatcct(A)1143 34533364 34533406 GCATAGGAATACAGCTAATCATTCAA ATCCGTCGTCCTACTCATCG 274

Ai03B12069 Araip.B03 12069 p3 (TCA)7 21 34540125 34540145 CTTCCCTGCAATTCCTTGAG TGAAACAGCAAAAAGGACCA 252

Ai03B12070 Araip.B03 12070 p2 (AG)8 16 34541653 34541668 CTCACATCACAAGCAACGCT TATCCCATTTCGGTTTGAGC 262

Ai03B12072 Araip.B03 12072 p2 (AG)6 12 34551283 34551294 TCACAAGCAACGTTCACCTC GGACTGAGCAGAGAGTTGGG 241

Ai03B12076 Araip.B03 12076 p4 (TTAA)5 20 34582910 34582929 AATTGATCTTTTCAAATCTTTTTCA AATTCGAATGCTAAAATGGCT 253

Ai03B12077 Araip.B03 12077 p4 (TTAT)9 36 34596248 34596283 TTATACGGCTTGTAACCCCC GATCAGGGTCTCGTGCTGAT 212

Ai03B12078 Araip.B03 12078 p2 (TC)14 28 34598341 34598368 CTGAACCAAACTGCTTTGTCAC GAGAAAGAAAGGGAAGGGGA 242

Ai03B12079 Araip.B03 12079 p2 (TC)10 20 34598508 34598527 TTCCCCTTCCCTTTCTTTCT AGGAGGAGGAGGAGGAGAGA 266
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Ai03B12080 Araip.B03 12080 c (CTC)6tctctcctct(TC)844 34598647 34598690 CTCACTCCCTCTCTCTCCCA TCCCTCTTCTCTTTCTCTCCA 256

Ai03B12081 Araip.B03 12081 c (GA)6ggaataggagagagaaagaaaaaagagaaaaaat(GA)964 34598868 34598931 TCCTCCTTCTCTCTCTTATTTTGG CTCCACCTCCCCTCTCTCTT 269

Ai03B12085 Araip.B03 12085 p2 (TA)8 16 34627595 34627610 AGATCTGAGAGTGCTGCGTG TTGTGTCCGATGTAGGGGAT 273

Ai03B12090 Araip.B03 12090 p3 (AAG)5 15 34651578 34651592 CCTCCTCATCTTCTGCTGCT TCCGTTTCTTGCTTTCTCTTTC 269

Ai03B12091 Araip.B03 12091 c (AAG)15(GAG)10aaagagaaggcaagaaacgaaagaa(AAG)5aggaagag(GAA)5138 34651698 34651835 CGTGCAAGAAGAAGAAGAACG ACGAATAAACCCCCAAAACG 220

Ai03B12092 Araip.B03 12092 p3 (TTC)5 15 34653462 34653476 CCGCGCCATTTACTTATAACA TCGCTCTTGCTCTGATTTGA 264

Ai03B12095 Araip.B03 12095 c (AT)9(AC)7 32 34676761 34676792 ATTGGGAATTTGGGTGCATA TCCCACTTTTGCATGTTTCA 228

Ai03B12096 Araip.B03 12096 p2 (CT)9 18 34680408 34680425 AGATCCTTGAAGCCACTGGA TGGACATTGTTGGGGCTTAT 268

Ai03B12101 Araip.B03 12101 c (A)10ccattgataaaaatgatgccgcaaaaaaaagtaattgtagtacaaataccttataaaggaaaaaataacatcgaataagaaatgaaagaagaaa(T)10114 34686717 34686830 GGGATTTTAAATTTCCACAGGC GCTTGTTGTTGTTCTTGCTCC 233

Ai03B12106 Araip.B03 12106 p2 (CT)6 12 34697309 34697320 AGGTTCAAGGACAAGAGCGA TTGTTTCAGCATTGACGAGC 210

Ai03B12109 Araip.B03 12109 p2 (AG)18 36 34707005 34707040 TCTCGTGCTGATAACGTGTTG CACACAGCAATAAATCATTCCA 234

Ai03B12112 Araip.B03 12112 p3 (AAT)5 15 34726871 34726885 CGATCATTAAACCGGTCGAG TGCAATGAGAATTCTTGCTGAT 218

Ai03B12113 Araip.B03 12113 p2 (GA)7 14 34727850 34727863 ATGGCAGCGGTGTTTACTCT AACCGGCCTAATTGACCTCT 237

Ai03B12114 Araip.B03 12114 p2 (TC)6 12 34728577 34728588 GAGAAGCCTTCAAGCAGTCG TTGGTAAAAATCGGCGAATC 147

Ai03B12121 Araip.B03 12121 p3 (AGA)17 51 34739236 34739286 AAGGCCAATTCCTCTGGAAG AGCCACGCTTCTTCAACATT 228

Ai03B12123 Araip.B03 12123 p3 (TAT)6 18 34740108 34740125 AAACAATTGTGTAATTTTGAGATGC CAATAAACATTCACATTAAAAGGGTC 218

Ai03B12128 Araip.B03 12128 p3 (AAG)6 18 34754515 34754532 TGATGGCCTAGAGAAGGGAA TTGTTGTGGTGGAGACTGGA 258

Ai03B12133 Araip.B03 12133 p2 (CA)6 12 34761605 34761616 CTCTCCTCAACATCAACCCC CTCCCATGACTTCACACCCT 101

Ai03B12139 Araip.B03 12139 p3 (TTC)5 15 34769436 34769450 CGACATGCACCAAATTGAAC TCTGAAGAGATAAGGGGCGA 168

Ai03B12141 Araip.B03 12141 p2 (AT)11 22 34774375 34774396 GTTGCTTTCTCCTACCAGCTT CGAGCTTCTGAGGTTTGACC 280

Ai03B12144 Araip.B03 12144 p2 (AT)8 16 34785720 34785735 CTAATGCCACGTGTCAGGTC TTTCTTACATTATTACATTTTGCTGGA 273

Ai03B12145 Araip.B03 12145 c (A)10ccagttcttcttcttttttcttttttcattttttgttaattaattttttttcgctctaaaagaattccatttcttaatgaacaaaccctccagcaccatc(TCT)7131 34786763 34786893 TACTCGCTCCTTCCGGTCTA ATGTGAGATGCGGGATTAGG 253

Ai03B12151 Araip.B03 12151 p3 (TCT)5 15 34805468 34805482 CTTGCGCACGTTCTTCTTTC CGTGCAGTAACGGTTGAAGA 178

Ai03B12152 Araip.B03 12152 c (CTT)5gctgcacgttcttcttcc(TCT)548 34805632 34805679 TCTTCAACCGTTACTGCACG CCTCCTCATCTTCTGCTGCT 231

Ai03B12157 Araip.B03 12157 p3 (AAT)18 54 34825351 34825404 GTGCAGGGACCCAATTAAAA TTGCCCAAAATATCAAATGGA 233

Ai03B12160 Araip.B03 12160 p2 (TA)7 14 34841720 34841733 TGAAACAAGACTCCCTTGGC CCCACTCACACACACACGTA 248

Ai03B12162 Araip.B03 12162 p2 (AT)7 14 34844007 34844020 AAAGGCGGCAGATAAGATCA TGATAGGTTGCCCATGTTTG 161

Ai03B12164 Araip.B03 12164 p5 (ATAAG)5 25 34866901 34866925 GCCCAAATAGAGGAACACGA GGTGCCTGTAAGAGACTCCG 261

Ai03B12167 Araip.B03 12167 p4 (GAAA)5 20 34903728 34903747 GAAATCACGGTGTTTGGGTT TCTCTGTCTAGCTCCGCCAT 197

Ai03B12168 Araip.B03 12168 p2 (AT)6 12 34907371 34907382 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 263

Ai03B12174 Araip.B03 12174 c (TA)8ttcatttcttaaatttagtaatcttaatttctgtctccaatttaaactc(T)1075 34940135 34940209 TTTTTACGGGTGGAGACCTG CGAAACTGAGCGACAGAATG 246

Ai03B12178 Araip.B03 12178 p2 (TA)6 12 34948365 34948376 GCAAGGGTTAGAACTCGCAC ACAATTACCCATTTTGGGCT 275

Ai03B12183 Araip.B03 12183 p2 (TA)8 16 34966308 34966323 AAACCTTTATGTCATGGGGG GTGCATAATCGACCAAGGCT 220

Ai03B12184 Araip.B03 12184 p3 (TTG)6 18 34966591 34966608 AGCCTTGGTCGATTATGCAC TTGAAATGGTCACGAAGCAA 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B12186 Araip.B03 12186 p3 (GAT)7 21 34970499 34970519 ATCCAAGGGTCACATTTCCA CCGATCACCCTGAAACAAAG 275

Ai03B12190 Araip.B03 12190 p2 (GA)6 12 34985158 34985169 GAGGGAGAAGAGGATGGCTT CCATGATAGATGCCCTTCGT 251

Ai03B12192 Araip.B03 12192 p2 (GA)13 26 34991340 34991365 AAAGAAGCAATGGAGAAGTGC TGTCACAGAAGCCTCACGTC 144

Ai03B12193 Araip.B03 12193 p3 (TTA)5 15 34996373 34996387 AAACACTTGAAAATGTTCCAATCA TTGTACATTTTGGAAAACAACACA 261

Ai03B12195 Araip.B03 12195 p2 (TA)8 16 35012892 35012907 TGTTGATTGAGATGCCTTGC ATGCATTCATTTCCCTGTCC 249

Ai03B12196 Araip.B03 12196 c (T)10aaaagatgaaaaaaataaata(T)1041 35016738 35016778 CGGATTCGAGTCTCACTCCTA TCGTGCCATGTTTTCATTGT 239

Ai03B12201 Araip.B03 12201 p2 (AC)6 12 35076105 35076116 TTTGTGAAATTGGTGAGCAAA CTAAGGGCTAGGGGATCAGG 193

Ai03B12202 Araip.B03 12202 p2 (AG)6 12 35083788 35083799 AGGCAGAGGAAAAGGGAGAC CATCTCCCACCCTCAACATC 147

Ai03B12203 Araip.B03 12203 p3 (GTG)5 15 35086766 35086780 GGAAGCGTGAGCTTTGGTAG GGATTTCACCACCTCCTTCA 165

Ai03B12205 Araip.B03 12205 p2 (GA)6 12 35102932 35102943 GGCAGAAGAAACGAACCAAG ATCAATCTTCGTCCGGTCAC 177

Ai03B12208 Araip.B03 12208 c (AT)9(AG)7 32 35135442 35135473 ACCATGACAAGGAGCTCACC TTTCGAATGCACTATGACGC 268

Ai03B12210 Araip.B03 12210 p2 (AT)6 12 35144263 35144274 ACATGGTTTTTGAGCCAAGG TTGGCTAACAATGGTTGATGA 244

Ai03B12211 Araip.B03 12211 c (A)10gataaagaaaaagaaaagaac(AT)9aagaaaaaaatat(A)1274 35144610 35144683 TTGGGTATGGAAAACTTGGG CTTTGGGGAATTTTTGTCCC 254

Ai03B12212 Araip.B03 12212 p3 (AAC)6 18 35154586 35154603 TCGAGAGAACTGTCCGGTTT GGAAAGCTAGTTGCTGTGGG 183

Ai03B12213 Araip.B03 12213 p3 (ATA)20 60 35157240 35157299 GCGACACTAAATCCAACGGT GACTTTGTTTAGATTCCGAGTTCA 280

Ai03B12217 Araip.B03 12217 p2 (TA)10 20 35165202 35165221 CCAGCATCTTGGACTTCTCC GTTGGCAAATTGAATGGCTT 233

Ai03B12220 Araip.B03 12220 p2 (AT)8 16 35167637 35167652 TTTTGGTGCTGGAGGATTTC AGCAGATTGACTGCTCGTGA 166

Ai03B12224 Araip.B03 12224 p2 (AC)20 40 35185556 35185595 CACTTTTCAATTCCAACGCA GTTCGATTTAGCTTGCGGAG 202

Ai03B12234 Araip.B03 12234 p2 (TA)6 12 35251607 35251618 ATGGGTTTATCAACCTCCCC CATGATTTAGGTTTGGCTATGC 239

Ai03B12235 Araip.B03 12235 p2 (TA)9 18 35251972 35251989 ATTGTAATGGGGCCAACGTA GCATCGAGGACGATGCTATT 255

Ai03B12236 Araip.B03 12236 p2 (AG)6 12 35260299 35260310 AAACAGACACTTGGCCTTGC ATCAACCGGAATTCCATCAG 235

Ai03B12237 Araip.B03 12237 c (T)10a(T)10 21 35262021 35262041 TCGGATCGGGTCTAAGTCAC GAAAATTTTGATTATTTATGGCTGAAA 265

Ai03B12238 Araip.B03 12238 c (TC)9(T)10 28 35265550 35265577 GCCTTTTGGTTTTTAAGGGC TCCCTCCCTTTAAATTTGGG 276

Ai03B12242 Araip.B03 12242 p2 (AG)6 12 35294302 35294313 TTTCTGGGCTGTTTTTGACC CATTGAACCTGGAATTGGAGA 228

Ai03B12244 Araip.B03 12244 p4 (TCTT)13 52 35301540 35301591 CTCTCTTCGAAGTCCGATGG CCCTTCCCAAAAACCCAATA 258

Ai03B12247 Araip.B03 12247 p2 (AT)7 14 35314652 35314665 AGTAACTCGGAGAGTCGCCA GAAATTGGAAAATGGTCCCC 273

Ai03B12248 Araip.B03 12248 p2 (AT)9 18 35316322 35316339 CTGTAACCATGCCTTTGGGT AATTGGGATATCCATGCCCT 218

Ai03B12249 Araip.B03 12249 c (AAAT)5agaaag(A)1036 35317032 35317067 TGTGGGAAAACTTGGGACAT TTGGGGTATTTTGTCCCCTT 276

Ai03B12253 Araip.B03 12253 p2 (CT)8 16 35333294 35333309 AGTAGCACGAAACGGGTCAC GGAGGGGAAGAGGAAAAGAA 227

Ai03B12254 Araip.B03 12254 p2 (TC)18 36 35348666 35348701 ACGTGCTTATGCTTACAGTTTTT GCAATCAAATTGGATAAGCGA 264

Ai03B12257 Araip.B03 12257 p2 (AT)8 16 35359414 35359429 GGCAGAGAAAGTGAGTTAGAGGA AGGGCCCGTTAAATTCACAT 176

Ai03B12258 Araip.B03 12258 c (T)10aattgggtccctacacttttttttccttttatttaggtccctgcaccaa(T)13agttgggtccctataaaattaagtcgattactgctaagagggacctaattg(A)10133 35360049 35360181 TGCTGCTCCCTATAGTTTTGC CCTTTTAAGTGGGTCCTTGC 237

Ai03B12260 Araip.B03 12260 p2 (TA)7 14 35366015 35366028 GCCTATGGCGTGGTCATAAT GTGCCCTTGGATTCTCATGT 252

Ai03B12261 Araip.B03 12261 p3 (CAT)5 15 35367034 35367048 ACTGCTGTACCAGCAAACGA TGAACCACTCTTTTTCGATGG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B12267 Araip.B03 12267 p3 (TAA)7 21 35384259 35384279 TCATGGCATGTTCATCCAAC CCTTCCTTTCTTCACCCTCC 229

Ai03B12269 Araip.B03 12269 c (TCT)5tgtatgttttttactctgcaaatgtacaataacaagaaaaatccaaaatctttaacaaaaaatct(A)1090 35389168 35389257 TCTCCAAAGGCTATTTTCGG TGAGGTTTCAGATGTGTCTTCTTC 208

Ai03B12278 Araip.B03 12278 c (A)10tactaaaaataaaaaatattttttaaaaaccattatatttttc(T)1164 35416259 35416322 TCTCTTTGTATATTTGGATGGCA TGGTTGTAAAGCAAGTTGATCATT 267

Ai03B12279 Araip.B03 12279 c (CAC)5caactgccactccaccaccattatcaacatcatcatcac(CAT)569 35417482 35417550 TAACGTTGAGGGCCAGAATC GTGGTGGTGGAGTGACAGTG 240

Ai03B12280 Araip.B03 12280 p2 (TA)7 14 35419813 35419826 CTCCAGGGTTTTGAGAATGC TGACAGCCACCAAAATCAAA 186

Ai03B12281 Araip.B03 12281 p3 (CAT)9 27 35424504 35424530 GAGGGATCCTCCTAAGGTGC CCAGTTCTCCTCCGTGTGTT 255

Ai03B12282 Araip.B03 12282 p3 (TAT)5 15 35426942 35426956 TCTTTCAAAATTAACAAACTCCCTC AGATTAGAAAGATAAACGGTGAAAAT 211

Ai03B12285 Araip.B03 12285 p2 (GA)15 30 35435011 35435040 TGACAAGCTGTCCGAAACTG TACCCCTCTCAGTGTTTCCC 158

Ai03B12287 Araip.B03 12287 p2 (TC)12 24 35446945 35446968 GCGCCTTGATCTTCGTTTAG TTCTAAAATCAACGACGGGG 211

Ai03B12288 Araip.B03 12288 p2 (AT)7 14 35453150 35453163 GCTGAAGGTCTCAAAAGTTGG CCTTTGCAACAATCCGTTTT 230

Ai03B12293 Araip.B03 12293 p2 (AC)8 16 35474279 35474294 TTTTGAAGGGTTAGAATTGAGTAAA ATGCAGAAACTGCGACAATG 258

Ai03B12295 Araip.B03 12295 c (A)10g(A)10 21 35476226 35476246 TCCAGATGAAGAAGAAGGAGGA TCATAGCTTTCAACATGAGTTGG 220

Ai03B12298 Araip.B03 12298 p3 (GAA)7 21 35476980 35477000 CTTACCAACTCATGCTGAAAGC AAAGCAAAGAGAAAAGAAGAGAAAA 183

Ai03B12299 Araip.B03 12299 p3 (CAT)5 15 35492877 35492891 CGACACTTTGGCAGAAGACA TGAAAGAGCAGGTTCGGATT 149

Ai03B12301 Araip.B03 12301 p2 (TC)7 14 35512711 35512724 ACGCCAGTAAGGGTAGCAGA ATAGGTGAGGGGTTTTTGGG 273

Ai03B12302 Araip.B03 12302 p2 (CT)7 14 35517843 35517856 TGGGAAGGTTCATAAGCCAA TGCATCCATTCATGACGACT 269

Ai03B12303 Araip.B03 12303 p2 (AT)12 24 35521495 35521518 GTCTGAGAAGACCCTTCCCC TGTTCGAACTGCATTGGGTA 226

Ai03B12305 Araip.B03 12305 p2 (AC)6 12 35530375 35530386 TCAATAAGTGGGGAAAGGGA CAGCTCGAATGCCTGTATCA 185

Ai03B12310 Araip.B03 12310 p2 (TA)6 12 35545707 35545718 AGTTGCCCATACGAACCAAC CGGCTCATTAGATCGGGATA 224

Ai03B12313 Araip.B03 12313 p2 (TC)8 16 35554244 35554259 CCTCCCTCGTTAGTTGTTGC CCACCATCTTTGCTTTCCAT 132

Ai03B12314 Araip.B03 12314 p6 (AGCCTT)5 30 35556561 35556590 CCAATTCATATGCCTAACAGCA TTGAAATCCCAGCAAGGAAG 214

Ai03B12317 Araip.B03 12317 p2 (AT)6 12 35558871 35558882 ATTGCAGTTGTGGGAGGAGT TGATTCCGTGATAGAGAAGGG 216

Ai03B12318 Araip.B03 12318 c (T)13(A)13ctgaaaacggaccctcagttttccatttgtgttttttttaatttttcctttaaaacaaaacggaccctccgtttttag(T)18122 35559452 35559573 AACATGAAATCGGACCCTCC GACCGAGCGATTTGGAATAA 246

Ai03B12321 Araip.B03 12321 p2 (TC)8 16 35561634 35561649 AGCATGTTCATGTTCGCATT GTCAGTGATGTTCCGGTTCC 210

Ai03B12322 Araip.B03 12322 c (TAT)5ta(AAT)7 38 35562572 35562609 GTCTTCACCGAGATTTGGGA TGCCTGTCAGGAACATTAGACT 214

Ai03B12334 Araip.B03 12334 p2 (AT)10 20 35598916 35598935 CATTGGTGGTTAATTTTAGTGACTG AAAAATTGAAATCGTTGGCCT 280

Ai03B12337 Araip.B03 12337 p2 (AT)7 14 35600776 35600789 TTTTTCTTTTCTTCTGCGCC TCTTGAATGTTTCACGCTCG 164

Ai03B12343 Araip.B03 12343 p4 (AAAT)6 24 35607087 35607110 GGATCCACATCCTTGGTTCA GCACCGTTAACGCCATTAGA 219

Ai03B12345 Araip.B03 12345 p3 (TAC)6 18 35615662 35615679 TCCTTGCTGTCCTCTTTCGT TCATGCATTCTGTGTTCCAA 273

Ai03B12346 Araip.B03 12346 c (AC)7atatatgattttgacgatttggcctttgtgacaataataatatccacgttagtctctttggtgtttaaag(TA)8100 35615909 35616008 ACTACCTACACACGGGTGGC TTCTTCCCTAACCATGCCAA 186

Ai03B12348 Araip.B03 12348 p3 (TAA)5 15 35635795 35635809 CAAGGAATTGCAGGGAGGTA TGGGAGCAAAATCCAATTCT 200

Ai03B12349 Araip.B03 12349 c (TA)10(GT)6 32 35644773 35644804 TGTGTTCGTTGGCTCAAAAA CCCTTTTAGCATACAATAATTTGGA 271

Ai03B12350 Araip.B03 12350 p6 (AAAATA)5 30 35645053 35645082 AAACCAAAGTGCAAAATACAGAAA GCATCGAGGACGATGCTATT 220

Ai03B12351 Araip.B03 12351 p3 (TAA)5 15 35650938 35650952 CAAGGAATTGCAGGGAGGTA TGGGAGCAAAATCCAATTCT 199
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Ai03B12353 Araip.B03 12353 c* (AT)7(ATA)9* 39 35659957 35659995 TGTCATTTTTCCTCACTTTGG TCGATTTCGCTTTACCCATC 238

Ai03B12354 Araip.B03 12354 p3 (ATA)10 30 35660256 35660285 GAGGGCCAAGAACACATCAT TGGAGAATTGGGGTTTTGAA 180

Ai03B12355 Araip.B03 12355 p2 (TA)8 16 35666967 35666982 CTCAGCCTACAAAGCCAAGG TTTCAGATGCAGGTCGAGTG 259

Ai03B12356 Araip.B03 12356 c (T)10ccattttttttgccattttttttc(T)1044 35681752 35681795 TGCTCTTGCCTCTTGGTTTT TGAAGCAAGAAAAAGCAGTGAA 127

Ai03B12359 Araip.B03 12359 c (T)11gaaaaaaa(T)1130 35692385 35692414 CCAGTCAGGCTCCAACATTT TTTGGACAATTGACGGTTCA 220

Ai03B12360 Araip.B03 12360 c (T)11gaaaaaaa(T)1130 35692593 35692622 TCCAAACTCAAACAATCCCC TTTGGACAACTGACGGTTCA 214

Ai03B12361 Araip.B03 12361 p3 (AAT)6 18 35709738 35709755 CAATTGGCTAGAGCGTTGGT CGCCTTGAAGACTCACAAGA 239

Ai03B12363 Araip.B03 12363 p4 (AAAT)6 24 35710261 35710284 TGGCTAGTTTCCTTTGCTCC GGACTCACTCGTTCTGAAAAGG 215

Ai03B12364 Araip.B03 12364 p2 (AT)7 14 35717310 35717323 TGGCAGAGTTTGCTTCTTCA TCAAAATCACATCTTTGAAACACC 104

Ai03B12369 Araip.B03 12369 p3 (TAT)5 15 35736663 35736677 CCATAACTGAACCGGCAAGT GCTCGGCCAAGAGAAAGAAT 259

Ai03B12370 Araip.B03 12370 p2 (TA)6 12 35745634 35745645 TTTCAAGGTTGTAATGGGGC GGGACAAAATTATCCCAACG 250

Ai03B12373 Araip.B03 12373 c (T)10ccttttatttaggtccctataccaattatttttttttagttgggtccctataaaattaagccaattactactaagaaggacttaattg(A)10108 35761260 35761367 TGAGTCCTTGCACCAATTTTT CTTTCTTGCCTTGGTTAGTTGT 271

Ai03B12375 Araip.B03 12375 p2 (TC)13 26 35771156 35771181 CCATCAATGCCGTAGAAAGC GAAAGCAACAAACCGTCCAT 274

Ai03B12378 Araip.B03 12378 c (A)10tctttactattaggccgaagattataatctaggaacgatataac(T)1064 35774454 35774517 CCATGTTGGATCAAATTAAGTCTTT GCAAATTTGACTTCGTCCAGA 275

Ai03B12379 Araip.B03 12379 p3 (GAT)5 15 35774881 35774895 ATTTCAATGGCAACATCACG GGCAGTTCACAAACTGCGTA 173

Ai03B12385 Araip.B03 12385 p3 (TCA)5 15 35789046 35789060 TGAATGAATTGAGCTCGGAA TCCATTCTTGACAACACACCA 251

Ai03B12387 Araip.B03 12387 c (A)13taaatttatttaattttttagttatgtaacattttcgtactctcacataccaaagccagcaaaatatatatagagtacc(T)11103 35790639 35790741 CAAAATTCAGAAGAAGAATCTAGCTG TTCAAATACTACAAGAACAATTTTCAA 278

Ai03B12393 Araip.B03 12393 c (T)10catattcagttggtcgggttgcgggttcggtcagttggggactggtaatggggcctgaagctgtccaaaataaaaaaaaatattatgtatgggttctgag(A)11121 35798810 35798930 TCATGGAGAATGAAGGAGGG CCTTATTCTTTCACTGCGCC 184

Ai03B12397 Araip.B03 12397 p3 (ATA)8 24 35802816 35802839 CAACGGATAGAGCAACAGCA TTATCATGGGAGGTGGTGGT 280

Ai03B12398 Araip.B03 12398 p2 (CT)7 14 35805283 35805296 TTTTCGACGGTAAAAGTGGC AGAAGGGCGAAAAGGAGAAG 256

Ai03B12399 Araip.B03 12399 p2 (AT)6 12 35806663 35806674 TTTTTCGGTGTGCACTTTCT GTGTCGGCGAAAATGAAAAA 147

Ai03B12404 Araip.B03 12404 p2 (TC)9 18 35831403 35831420 TATAGGTGGCGGGTCTTCAA ACTTGAAGGAGCAGGAGCAG 272

Ai03B12405 Araip.B03 12405 p2 (TA)6 12 35832286 35832297 AACTTCCATAACTCGCGCAT TTTGAGCAGTAGAAAGTCACTCC 238

Ai03B12407 Araip.B03 12407 p6 (CTCCTT)5 30 35833467 35833496 TTGTAACAACTTTTCAAATCACG ATTTGGAAGGAGGAGGAGGA 137

Ai03B12408 Araip.B03 12408 p3 (AGA)7 21 35834026 35834046 TTCAACTCAAAACACCTGCG ACGCATACATCCTCCACCTC 207

Ai03B12410 Araip.B03 12410 c (T)10gttaaatttttttatgcaaatagtgatcaaattctaaa(T)1058 35838319 35838376 TTTCCGACGGTAACTTTGGT TTTGACTTTTCATTTCATTTGTACG 242

Ai03B12411 Araip.B03 12411 p2 (AG)6 12 35841460 35841471 GAGAGAGTGGGATGCGAGAG TATCCGCCGGTAAATCTGAC 123

Ai03B12413 Araip.B03 12413 c (T)10caattaagtccctctcaatagtaattggcttaattttatagagatccaactaaaaaaaataattggtatagggacctaaataaaag(A)10106 35842705 35842810 TTTTTCTTTTTAATTGGGTCCTTG GCAAAATTTTCAATTAGGTCCC 221

Ai03B12416 Araip.B03 12416 p2 (AT)10 20 35847863 35847882 TCACTAAAATCGGACCCAGC GGGACCGTTATGTTTGGAGA 240

Ai03B12425 Araip.B03 12425 p3 (TTA)5 15 35866484 35866498 GTGGGTTGATGGAATGGAAC GTCCTCCAAAACATGCATCC 211

Ai03B12426 Araip.B03 12426 p2 (GA)9 18 35869570 35869587 AAGCTTCAGGTTTGCTTCCA GGCACGTTCAAAGAAAGGAA 143

Ai03B12428 Araip.B03 12428 p2 (GA)8 16 35875091 35875106 GACATCAGTGGCACCATTTG CAATCACCTCAACCAAACCA 136

Ai03B12432 Araip.B03 12432 c (T)10aatgtgtttggcaaattttagtagtaaaagtaaaagtactaaaaaaaagatctttttttgagaagctgtaatttacatctttttttaaaaga(T)11113 35896386 35896498 GTGCTTGTTTGGGCCATTAT TGTTTGGGTATCTCATGCAAA 274

Ai03B12441 Araip.B03 12441 p2 (TG)6 12 35921280 35921291 TGGGGAGTTGATCTCTTTGG GCGCCAAGAAAAAGTGAAAG 260
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Ai03B12442 Araip.B03 12442 p3 (TCA)5 15 35924607 35924621 AAGGTCACAAGCAGTTTCGG CTAATGGCCTCATGGGAAGA 276

Ai03B12446 Araip.B03 12446 c (TAA)5tacgtaaatcaagatttttttcgtttctgagagctttaccatgattcatacggtaagcttatggattatg(A)15100 35930873 35930972 TCGATACTCCCAGTGTACTTGAAA CAATTTCGATTCTGACCCTCA 270

Ai03B12448 Araip.B03 12448 p3 (AAG)6 18 35931998 35932015 GTGTCAACTTCTTGGCAGCA GCTTTACAAACCCACCCAAA 229

Ai03B12457 Araip.B03 12457 p2 (CT)8 16 35994132 35994147 AAATGGATTTGTTATGCTGCTG TGAATAGGCCAATGCACAAG 184

Ai03B12464 Araip.B03 12464 p4 (ATTA)6 24 36021048 36021071 CCCCCATTTGTTCAATTCAC TTTTCGTGGTCTGAGCTCCT 196

Ai03B12474 Araip.B03 12474 p2 (CT)6 12 36070657 36070668 TGCAAATAAAACATGCAAGACA GATTTTGAAAAAGGGGGAAGA 242

Ai03B12475 Araip.B03 12475 p3 (TTC)6 18 36071646 36071663 ATATGGCCGAAACCTTTTCC CCTTAGTGATGGTGGCGTTT 189

Ai03B12485 Araip.B03 12485 p3 (ATA)23 69 36103218 36103286 GCACACATTAATGATGGCTCA AATTCAATGGAGATACTTGCTCA 238

Ai03B12486 Araip.B03 12486 p2 (GT)6 12 36103510 36103521 TTGAGCAAGTATCTCCATTGAA GAAGAAGATCTATGTTTGAGGTACGA 210

Ai03B12487 Araip.B03 12487 p2 (CT)10 20 36107194 36107213 GCCAGCAACCCTAGAGACAC CACATGGCGAAAGAGACAGA 189

Ai03B12489 Araip.B03 12489 p3 (ACC)7 21 36113076 36113096 TTAAAATCGTCCCTCGAACG TTCTTGTTCAGCTTGGGCTT 200

Ai03B12490 Araip.B03 12490 c (CCA)6ttatcatcatggcc(TCA)753 36113226 36113278 GAACCACCACTACCACCACC TTTGTGAAATTTGTTGCGGA 250

Ai03B12491 Araip.B03 12491 p3 (AAG)6 18 36113424 36113441 TTCCGCAACAAATTTCACAA GCACCACCAGCTTCTTCTTC 167

Ai03B12492 Araip.B03 12492 p3 (TCA)5 15 36115717 36115731 CCTCCTCATCTTTTGCTGCT TTCATCATCTTCCAGGTAATTTTG 204

Ai03B12493 Araip.B03 12493 c (TCA)6ccatcttcttcttctttttttcttattcatcttttcctttttgttttaccttctcaagtttcttcttgttttactctctcactaacaccacca(CCT)5126 36116111 36116236 CCTCTTCCTTATCTTCTGCTGC CGAGATAACTGATGATGGAGGA 237

Ai03B12494 Araip.B03 12494 p3 (GAG)9 27 36117277 36117303 TGAAACACGCAAAGAAAAAGG TATTAACACGCGCACCACTC 138

Ai03B12498 Araip.B03 12498 p2 (TA)8 16 36131450 36131465 CAGGCATAATTTTTGTTGGC AAGTTGAGGGGGATGTTAGAA 272

Ai03B12503 Araip.B03 12503 p5 (GGATA)5 25 36144042 36144066 GCCCAATCAAGGGTTGACTA GACACCGGTTAACTCCAACAA 135

Ai03B12507 Araip.B03 12507 p2 (CT)11 22 36152558 36152579 CTACGGCGGGAAATAAACAA TCTACGAGCTGCCAACACAC 245

Ai03B12512 Araip.B03 12512 p2 (GA)7 14 36157498 36157511 TTGGGTGCTGAAGGAGTTCT GCCAGCAGTTGACAAAAACA 273

Ai03B12513 Araip.B03 12513 p3 (TTA)14 42 36158554 36158595 TTTTGCCATGTCTTTGCTTG ATGCAAGTCCAGAATGGAGG 249

Ai03B12514 Araip.B03 12514 p2 (AG)6 12 36160297 36160308 GCAGGTGGACAATTGATGTG AGAAAGGCCGAAAGGGTAAA 238

Ai03B12516 Araip.B03 12516 c (T)11gtgattttctttaaaaaagttaaaaatag(T)1151 36167411 36167461 CGATCCGATGTATTGCTCCT ACGCAGCTCAAGCAGATTTT 141

Ai03B12517 Araip.B03 12517 p2 (AG)20 40 36167655 36167694 AAAATCTGCTTGAGCTGCGT CAGAACTGGCTAGGATGAACAA 270

Ai03B12520 Araip.B03 12520 p4 (TTAT)5 20 36175452 36175471 TTAGGATACGTAGACACCATGAGA AAAAAGTTGGAAAGAAAAGATTCAA 229

Ai03B12524 Araip.B03 12524 p3 (GAA)5 15 36194812 36194826 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 244

Ai03B12532 Araip.B03 12532 p2 (AG)6 12 36226863 36226874 CTGGGCTATTTTTGACCCAA CATTGAACCTGGAATTGAGGA 219

Ai03B12533 Araip.B03 12533 p2 (TA)7 14 36232442 36232455 TCCAAAGAATAATTTCAAGGTCTAAA ACCACTGCACTAACCCGTTT 278

Ai03B12536 Araip.B03 12536 p3 (TTC)5 15 36255829 36255843 TATACTTGGTTGGTTGGCCG CGAGGAAAAATACGACGATGA 248

Ai03B12537 Araip.B03 12537 p2 (TA)8 16 36256715 36256730 GCCAAATTAAATGCCATGCT GCCAACTAACCAAGCAGAGG 230

Ai03B12539 Araip.B03 12539 p3 (TCA)5 15 36260257 36260271 AAGTTTGCATGCTTGTTTGC AGGGACTCACTCGCTCTGAA 226

Ai03B12540 Araip.B03 12540 p5 (AAAAG)6 30 36260704 36260733 TTTACGGTGCAACTGAACAC CGGGTATGCAACACAAATCA 185

Ai03B12547 Araip.B03 12547 c (CT)6ttcttaaaaaaaacctgtaaatctctcttgaggactgtcgtcgctgcctcagtctaggccgtgatgacccttctctgttcctttcctttaac(T)10114 36288973 36289086 TTATAAACATTCTAAAATTCAGTGCAA GAGAGTGGCGATAATGGGAG 261

Ai03B12548 Araip.B03 12548 c (T)11ccggttttctttttccttcccttctttc(T)1352 36290973 36291024 CGTCCACTCCTCCAAGATTC CCAACACGCAAACATAAACG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B12550 Araip.B03 12550 p2 (AT)6 12 36292688 36292699 TCCATGTTTAGATGGTGCAAA ACAACATAGCAACCCAAGGC 181

Ai03B12557 Araip.B03 12557 p3 (TTC)5 15 36313557 36313571 CCATCGTTCTTCTCTCTCCG GCACAACATCCCGAATTTTT 276

Ai03B12566 Araip.B03 12566 p4 (TATT)6 24 36351241 36351264 TCTCACTGACTTTTAGTTTGGCT TTATCGATATTGATCCGACCG 267

Ai03B12568 Araip.B03 12568 p2 (AT)7 14 36379186 36379199 AACCAGTAAAAGCACAGGCG CGGATTCCGAGTCCATTCT 212

Ai03B12569 Araip.B03 12569 p2 (CT)8 16 36383376 36383391 CAGCTCGCCTCAGATCTCTC CCCACGAAGAAAAGCAGAAG 234

Ai03B12570 Araip.B03 12570 c (T)12agttaggtccctataaaattaagccaattactactaaaaagaacttaattg(A)1073 36386620 36386692 AGTTTCGTTCAATTAGGCCC TAATTGGGTTCCTGCACCA 208

Ai03B12572 Araip.B03 12572 p2 (GC)6 12 36399114 36399125 ACGGCAAGAAAAGTCCTTGA AGGGGTAAGTGTGCCCTTTT 269

Ai03B12576 Araip.B03 12576 p2 (GA)11 22 36419680 36419701 GCACTGGTGCAACTGTTGTT TGATGGGTAAGGGTCTTTTGA 280

Ai03B12578 Araip.B03 12578 p2 (AC)6 12 36429427 36429438 AACCAAACCAGCCACAACTC AGAGCTCTTCACGAGGAACG 169

Ai03B12587 Araip.B03 12587 p2 (CT)7 14 36457372 36457385 TTGTGAATCAAGTCATTAATTGGG AAAAAGAAGGAAGGGATTTTCG 263

Ai03B12588 Araip.B03 12588 p3 (TAT)5 15 36457671 36457685 TCGAAAATTCTCCCTCTCCC GTTCTTGTCCTTGCTCCTGC 236

Ai03B12589 Araip.B03 12589 p3 (GAT)6 18 36461519 36461536 AAGCAAATGGTAGGAGCGAA GTCAAAGTTGTGATCGGGCT 248

Ai03B12592 Araip.B03 12592 p2 (TA)19 38 36484064 36484101 GGAAGAATGGGAGACACAGAG CTCTTAAACTCGCCAACAATG 280

Ai03B12594 Araip.B03 12594 p3 (TCA)5 15 36490131 36490145 CTTTAGCTGCTTGTGCAACG AAGGGGCTGAGGGGTTAGTA 257

Ai03B12596 Araip.B03 12596 p3 (CCT)5 15 36493349 36493363 AATTTTCTCCACACGCGTTC AGAGGAGAACAACGAAGGCA 201

Ai03B12597 Araip.B03 12597 c (AGG)5aacgcgaagaagaagaagacgctccgtgcgtaaacgagcgtg(AGA)1293 36494187 36494279 GAAGAAGAAGGAACGCGAAA CGTGCCCAATACACAAGAAA 193

Ai03B12600 Araip.B03 12600 p3 (CCT)6 18 36506279 36506296 AGCGTGCTGCAACCTAAAGT AATAAGGAAGAACGCGAGCA 111

Ai03B12602 Araip.B03 12602 p3 (AAG)6 18 36508131 36508148 AGGAAGAGAAGGAGGAACGC CCAACACACACGAAATTGCT 136

Ai03B12603 Araip.B03 12603 p2 (GA)6 12 36517866 36517877 TCATTGCTGTTGATGGTGGT ATCGACAGAATTTTCCGGTG 147

Ai03B12610 Araip.B03 12610 p2 (CA)8 16 36559013 36559028 TTTTCCCAAAACCGTAGCAG ATTGTGGTCTGTTTCCCGAG 251

Ai03B12611 Araip.B03 12611 p2 (CA)6 12 36559723 36559734 CATATGCTCGCAACCCTGTA GTTGCAACTGTTGGTCGTTG 219

Ai03B12612 Araip.B03 12612 p2 (AT)12 24 36560237 36560260 TGTTTGCTTATCCCACACCA TCTGGGATCCTAGTCTGCGT 253

Ai03B12613 Araip.B03 12613 p2 (TC)7 14 36561840 36561853 TCCTCATTTTTCTTTCCTTCCA TGTTGCTTTGTTGCATGGTT 234

Ai03B12614 Araip.B03 12614 c (AG)12taatccctgtacaaaaccacattctacattcttctaaaagaactaggaatagcagtaacttccatctactagctaggat(GA)6115 36562583 36562697 TGCTTGTGAAAACAAGCTGAA GAATGTTGTTTTGTACGGGGA 233

Ai03B12619 Araip.B03 12619 p2 (CT)7 14 36580693 36580706 AACTTTTTGGTTGTCTCTTAACTTTTT TGGGGGAGGTATAATTTTCG 232

Ai03B12620 Araip.B03 12620 p3 (TAT)6 18 36581032 36581049 CGAAAATTATACCTCCCCCA TTCAGGTTCTGGGTCTGCTT 269

Ai03B12622 Araip.B03 12622 c (CAT)5ttgta(TAT)1668 36591146 36591213 AAGCTAATGGGTCAACATAAGCA TCAAATTCGAAAATCGGTGA 155

Ai03B12626 Araip.B03 12626 p3 (TTC)5 15 36601088 36601102 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai03B12628 Araip.B03 12628 c (TTC)5ctcttcctcttctttttcttcttttctttcgtttcttgtcttctctttctc(CTT)5actgcacgttcttcttcctcttcc(TCT)6tttctttcgtttcttgctttctctttctcgttcttcttcttcttgcacg(TTC)5187 36620127 36620313 AACGAATAAACCCCAAAAACG GGAGAAAGAGAAGGAAAGAAACG 267

Ai03B12629 Araip.B03 12629 p2 (AT)8 16 36622359 36622374 TTTTAGAGGAGGTTGGGTAGCA TCCAACAATTTTCCTTTTCAA 255

Ai03B12633 Araip.B03 12633 p3 (TAA)7 21 36642266 36642286 TAACCGTCATGGCTTTACCA TGAGAATGGTTTCGATTCTGAC 246

Ai03B12634 Araip.B03 12634 p3 (GGT)5 15 36642863 36642877 GGAGTAAGGGAGGTGGTGGT GGGTCAAAATCAAAATCGTCTC 160

Ai03B12637 Araip.B03 12637 p2 (TA)10 20 36651396 36651415 TTTGATAGGCTGGGCTTTTT TCGTTGCTTTGATTGTTTATATTG 222

Ai03B12641 Araip.B03 12641 p2 (CT)6 12 36680479 36680490 TGCAGGGATGAGAAATCCTT GAGGGATTTTTGGGGAAGAG 128
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Ai03B12645 Araip.B03 12645 p3 (CTC)5 15 36732495 36732509 ATCGGAAAACCCTCGATACC TGCTGAAAGCAGAAGCAAGA 213

Ai03B12648 Araip.B03 12648 c (T)10aaattagaaaaagcatatcaaaaattttgattttgcttctttaaatttttataaatttgaaggccaaatttatt(A)1195 36734207 36734301 GGAGCGTTATGAAATGGTGG TCAAATTTGTGTACCCCTCACTT 183

Ai03B12649 Araip.B03 12649 p2 (AT)22 44 36735106 36735149 TCAACCTGCGAAGTTAAGGC AGTTCTGCTGCGAAGTGGTT 250

Ai03B12650 Araip.B03 12650 p2 (TC)11 22 36742501 36742522 AAGCATGATTATGCAGCTTTTTC AAGCAGTGGCTGAAGAGCAT 104

Ai03B12653 Araip.B03 12653 p2 (AG)6 12 36744314 36744325 TTTTTCCCTTTTCATCGCAG CAAAAAGCCATTCTCCATCA 269

Ai03B12655 Araip.B03 12655 p2 (AT)11 22 36757617 36757638 AAGGCTTGATTTTTGAGTGGA ACCAAAACTTGGATCCCACA 253

Ai03B12659 Araip.B03 12659 p2 (TA)7 14 36787258 36787271 CGGAAATAGCTTCTCCTCCC TTGTAGCGTTTGCTTTGCAC 265

Ai03B12660 Araip.B03 12660 p2 (CT)10 20 36791699 36791718 TTCGCAGTTCTGTTCTGACG GTGCCACAAGAGGGAGAGAT 195

Ai03B12661 Araip.B03 12661 p2 (TG)6 12 36791864 36791875 GATCTCTCCCTCTTGTGGCA CTCTTCCTCACTCTCAGCGG 146

Ai03B12665 Araip.B03 12665 p2 (AT)8 16 36819610 36819625 TATCACAAGCTGTTTGGGCA CATTCCTTCTGCAGGGAAAA 259

Ai03B12666 Araip.B03 12666 p2 (AT)8 16 36820569 36820584 CACAGACAGTCCAATGTTCCA TGGGTTAAAAAGGAAACTGGC 261

Ai03B12669 Araip.B03 12669 c (TC)7accgttccc(CT)635 36844744 36844778 TGGAAACAGTACGGTGGTGA TCAATGCTCTCTCCGTTGTG 197

Ai03B12674 Araip.B03 12674 p2 (CT)7 14 36866380 36866393 TCTTTCCTAACCTCCTAACTTCC TAAAATAGGATGGGGGAGGG 280

Ai03B12675 Araip.B03 12675 p3 (TAT)5 15 36866702 36866716 CCCTCCCCCATCCTATTTTA GTTCTTGTCCTTGCTCCTGC 225

Ai03B12677 Araip.B03 12677 p2 (CT)11 22 36872121 36872142 TCATCCAGTAGCACAGGCAG AAGGATCTTGAAAGGGAACTCA 275

Ai03B12678 Araip.B03 12678 p2 (GT)7 14 36873035 36873048 GGGGACAAAATTACCCCAAT GCTGAGGTAAGGGTGAGGCT 233

Ai03B12685 Araip.B03 12685 p3 (AAG)5 15 36908371 36908385 AAATCGTTACAAAATATCAACACG CCCTCATCCTCATCTTCTGC 253

Ai03B12688 Araip.B03 12688 p2 (AT)7 14 36915952 36915965 GGCTAAAGTTGTTGCTTGGG TCGTGTACATGGGACAAAGG 271

Ai03B12690 Araip.B03 12690 p3 (TTC)5 15 36918676 36918690 CGCTGCTCTTCTCTGCTTCT CAGCAGGACAACAACAACAA 217

Ai03B12691 Araip.B03 12691 p3 (AAT)5 15 36929299 36929313 TTCGCTAATTATTGGTATGGAAGA GCGAAAACTTTGAAATCAACC 265

Ai03B12693 Araip.B03 12693 c (TCT)11cacgctcgtttacgcacgaagcg(TCT)5tcgccttcttcttcgcgt(TCC)5104 36931451 36931554 ACACACGAAATTGCTCTTGC GAAGAAGAAGGAACGCGAAA 205

Ai03B12694 Araip.B03 12694 p3 (AAG)5 15 36932414 36932428 ATCCAAATCGCTCTCCATTC CACCCTTCACTCGTTTGTCA 277

Ai03B12695 Araip.B03 12695 p2 (TA)8 16 36933968 36933983 CGGGACTAAACTGTCCAAAAA ATCGGTGCCACTCTGATAGC 279

Ai03B12699 Araip.B03 12699 c (CT)9ccccc(TG)7cgcgcgcgcgtgcgtgcgtgt(GC)874 36948389 36948462 GTGAAGGTTGCTCAGTCGGT CTAACGGCAACAGAGGAAGG 202

Ai03B12700 Araip.B03 12700 c (TC)6ttcccttcaaaat(TA)9(TG)1267 36952974 36953040 AAACGTCTCGTCAATCGGAG CAAACGGGCTAAAAACGCTA 230

Ai03B12701 Araip.B03 12701 c (TC)8ttcccttcaaaat(TA)641 36966158 36966198 AAACGTCTCGTCAATCGGAG AGGTTTTGGCCTAAAGTGGG 225

Ai03B12702 Araip.B03 12702 p2 (TC)6 12 36970642 36970653 TCGGAGCTCCAGATCAAAAG CAGGCTAAAAACGCTAACGG 191

Ai03B12705 Araip.B03 12705 c (T)13aaataaacaaagcaaaacggaaatgacggattgtataaa(T)1062 36990593 36990654 TCTGCTATGGGACTGCTTCA ATTCGTCGCTGACGTTTTCT 164

Ai03B12706 Araip.B03 12706 p3 (TTG)6 18 36991630 36991647 TTTGAATCTTGATGCCATGC CTTCTGGTGCACGTGTGACT 262

Ai03B12709 Araip.B03 12709 p2 (AG)7 14 37006336 37006349 ATAGGTGAGGGGTTTTTGGG GGGTACCAGACTGGCGTTTA 260

Ai03B12723 Araip.B03 12723 c (A)13cctttcaaaaatttctcctttgttttcg(A)1051 37063170 37063220 TCGAGTTTGGACAACTGACG ACACGCCTGACATTCCCTAC 266

Ai03B12724 Araip.B03 12724 p2 (CT)9 18 37064580 37064597 TCTTGTGAATCAAGTCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 280

Ai03B12734 Araip.B03 12734 p2 (TA)6 12 37108523 37108534 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 216

Ai03B12737 Araip.B03 12737 p3 (ACA)5 15 37119020 37119034 TTCAAGAACCTGCAGGAAAAA GTCACTGGCTCTGGTTCCAT 118
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Ai03B12738 Araip.B03 12738 p3 (AAT)5 15 37120676 37120690 TTGTAGCTTTGCAATCATAAGACA TCGCTAAAACTTTAAGTCATTTTTCA 280

Ai03B12739 Araip.B03 12739 p4 (ATTT)5 20 37121352 37121371 GCTTCAATGTTGTCTCACCG CCAGAGGCACAAAATAACCA 217

Ai03B12740 Araip.B03 12740 p2 (AT)16 32 37128553 37128584 AGCTACCACGTGCTCCAAGT CCATTGGACTGTCCCTCTGT 220

Ai03B12747 Araip.B03 12747 c (A)11tatgtgatgaattaatttgtaaaaatctggtaattgaatggactcgatctcctcttttgactctcttctcttcttc(T)1299 37148918 37149016 CTCTTCTCGCACTTTCCCAC CCGAAAATCCAACGCTACAT 273

Ai03B12751 Araip.B03 12751 p3 (TCA)6 18 37260620 37260637 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 254

Ai03B12753 Araip.B03 12753 p3 (ATG)5 15 37288478 37288492 TGGTGTTGGTGGATGTTGAG CCCAACTTGCTGACTCTTCC 239

Ai03B12754 Araip.B03 12754 p2 (TC)9 18 37289476 37289493 ACCTGAGAGTCGTACCACCG CCGCTGATCCACAACATAAA 234

Ai03B12756 Araip.B03 12756 p2 (TA)6 12 37290608 37290619 AGGGTCGTCCAAGGTAGGTT TTCTTCCAAATGGAACTGCC 254

Ai03B12758 Araip.B03 12758 c (AC)15(AT)7 44 37294970 37295013 AAAACCATGTAGTGGGCCAT CCAAATGAAATCTTCACGCC 256

Ai03B12761 Araip.B03 12761 p3 (AAT)5 15 37302630 37302644 CTTGAGTGACGGAAACAAAAA TGCCGAAATCTTTATTCGAT 279

Ai03B12762 Araip.B03 12762 p2 (TA)8 16 37304273 37304288 TCGGATTGCTACCTGTGTGA CACAAAACATTTTCAGGGCA 252

Ai03B12763 Araip.B03 12763 p6 (ATGTAT)6 36 37306527 37306562 TGAATTGAATGTGGATTGGC TCAATACACCAATTGCACCAA 191

Ai03B12768 Araip.B03 12768 p2 (TA)6 12 37327784 37327795 AGTCCCTGGGTTATTTTGGG TCAAGGATGCGTGCTAAGAA 262

Ai03B12773 Araip.B03 12773 p2 (CT)6 12 37350648 37350659 TTGATTTTCAAATTTGTTTCAACT TTGAAAAAGAGGGAGATATTTTCG 119

Ai03B12774 Araip.B03 12774 p2 (TA)6 12 37358998 37359009 GGATATGGGCGCAGAAGTTA TTAAACCGCAATACCGTTCC 275

Ai03B12775 Araip.B03 12775 p2 (GA)8 16 37362995 37363010 GTTGCTGAGCGACTAGAGGG TCATCGCTCCTCTTCCTCTC 207

Ai03B12776 Araip.B03 12776 c (CAA)5agcattttgaattttttaaaaaaagaaagaatgaaaaaattcatcaatt(AG)1696 37363472 37363567 CATGGTCACCACCAACACTT GTTAGCGACTTTGCCGTCTC 202

Ai03B12777 Araip.B03 12777 p3 (TAT)21 63 37364858 37364920 AGGAATTCATGTGACCCTGC CCGTGTGACCCTCCAGTAGT 242

Ai03B12778 Araip.B03 12778 p2 (AG)6 12 37367544 37367555 GCTATAAAGTGGGGGAATGC AACCAAATTGGCAACATCAA 244

Ai03B12779 Araip.B03 12779 p4 (AAAT)5 20 37372731 37372750 GTGTGGGAAAAGTGGGTTTG TTCACCATTTACTTTGGGGC 265

Ai03B12780 Araip.B03 12780 p3 (ATT)5 15 37375513 37375527 GGAAAAATTCACAATGCCAAA TCCCAAGTTCTAACGATAATCACA 269

Ai03B12781 Araip.B03 12781 p3 (TTG)25 75 37376568 37376642 ACATGACAGAGCACAATGGC CGTAAATGCTCCTCAACCCT 222

Ai03B12783 Araip.B03 12783 p2 (AT)7 14 37382100 37382113 GGTGCTGAGGGAAGAAGATG ACGTTAACGGTAATCGCTGG 132

Ai03B12787 Araip.B03 12787 c (T)10cattttc(T)12 29 37384888 37384916 TCCGTCAACTTTCTCGTTCA GCCTCATCAGGATCCGTCTA 266

Ai03B12789 Araip.B03 12789 p3 (TTA)5 15 37386706 37386720 AGGAGGGGATCTAAAGCCAA TGCATACAGGATGTCTAGGATTTC 214

Ai03B12790 Araip.B03 12790 p3 (CAA)6 18 37388614 37388631 CACGTAACAGATTGCGCTGT CTTGCCCTGCATAATGTGTG 239

Ai03B12796 Araip.B03 12796 c (GA)6taccaagaggagagaagaacacgagaaaacttgagaagatgaataggtttctgaaacccagatcaaagaacaatttttgattttttttgtttctc(AT)6119 37414268 37414386 CAACGCCATAGTGAGAGAGATG CAAAAATACCTTTTTAAATCAATCAGA 247

Ai03B12798 Araip.B03 12798 p3 (TTA)5 15 37427189 37427203 GCACAGATCAATCCCTAACG TCGTCCACATGCACAAAACT 118

Ai03B12799 Araip.B03 12799 p2 (AC)8 16 37428618 37428633 TGCAAAGGGGATTGGAATTA TCATCCCTCCTTTGACCTTG 219

Ai03B12801 Araip.B03 12801 p2 (CT)14 28 37438571 37438598 TACAGCTTCCCTGATTTGCC GGGGGAAGAAGAAAAGAAAA 175

Ai03B12803 Araip.B03 12803 p2 (AC)6 12 37445246 37445257 TGCAAAGGGGATTGGAATTA GGTGTGACAAAAGGGGCTTA 142

Ai03B12816 Araip.B03 12816 c (A)10tcacaatgcaaaatgagccattaggagaataactaattttttaatatttttcc(T)1073 37541914 37541986 GTTTTCGGGCAAGGAAAAA GAGGCTCAAGATCTCACCCA 261

Ai03B12817 Araip.B03 12817 c (A)10tagtgaaaataaataaaataaaaaaatactgaaaaaagtatctgtttttatttttatttttattttttaaataaagt(A)1097 37542853 37542949 AGCTCTGATCTGCGACGAAT AGGTCCCCCTCACTCTCCTA 244

Ai03B12818 Araip.B03 12818 p2 (AT)7 14 37566006 37566019 GCCTACTTCAACTCATTCCCA CCGGAGCGTTGTTCTTTTTA 247
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Ai03B12819 Araip.B03 12819 c (AT)6(AC)6 24 37568359 37568382 ACATATCCCCATGAGGTCCA GACGCTTGGGTAAGGTGAGA 209

Ai03B12820 Araip.B03 12820 p3 (AAT)5 15 37570360 37570374 GGTTGTTTGGGTTTGAATGG AAGAACCAACAGAGTAATTAAACCA 175

Ai03B12822 Araip.B03 12822 p3 (AAG)25 75 37583053 37583127 TAATTTCTAGCTCCGCCCCT ACCCACTTTCAATACACGCC 143

Ai03B12824 Araip.B03 12824 p2 (TA)9 18 37588791 37588808 GACAGAAATCAACGGAGGGA TTTTTCATGGAACCCATCG 230

Ai03B12829 Araip.B03 12829 p3 (GAA)6 18 37600731 37600748 TGCATGTTGGATTTTGCATT ATGGGAACCTAAACGTGTGC 185

Ai03B12830 Araip.B03 12830 p2 (AG)6 12 37602452 37602463 AATAGTAGTTTATCAGGGGGTTGTT GACTTGGATGTGTAGCATTATTCA 280

Ai03B12833 Araip.B03 12833 c (TTG)8tta(TTG)6 45 37604571 37604615 TCGTTTGATTCATGTAGCCG GAAGGAAGTGGGGTAGAGGG 267

Ai03B12840 Araip.B03 12840 p3 (AAT)5 15 37623336 37623350 ATTCGCATCTACCCAGCATT TGCAAGGAAGGAGAGGAAGA 251

Ai03B12846 Araip.B03 12846 p2 (TA)34 68 37634426 37634493 CCCAAATACCCCAACATACA TCTATGCAAGCGAAGATGGA 276

Ai03B12854 Araip.B03 12854 p3 (TTA)6 18 37662383 37662400 TACCCTGTTGATGATTGCCA CGTATTAACAAAACCCATAAAACAA 264

Ai03B12855 Araip.B03 12855 p2 (AG)6 12 37663818 37663829 AATTTGTGGCCTTGGATCTG CCCATGGAAGAAGAAAATTACC 162

Ai03B12860 Araip.B03 12860 p2 (TC)6 12 37684776 37684787 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGATGGCAGAGATGTGA 279

Ai03B12863 Araip.B03 12863 p3 (ATC)5 15 37721116 37721130 GTGCTAGGGGGTGTGGAGTA TGCCTTACTACAGGGTTCGG 117

Ai03B12864 Araip.B03 12864 p3 (TTC)8 24 37723809 37723832 CGTGGATGCTTGGGATAACT AGTGCGAGGCTCTCTTCAAC 152

Ai03B12866 Araip.B03 12866 p3 (AAT)5 15 37725073 37725087 CAAAGTCCTCGGAGAGTCCA GTTCATCATTTTGGGGGATG 231

Ai03B12870 Araip.B03 12870 c (AG)8ga(AG)7aaagtgagagagac(AG)6gaggggaagagggaaggagagaaagtgagatagg(GA)8108 37744923 37745030 GAGAAGGGTGGGGGAGAAA TCCCCTATCCCTCTTCCTCT 186

Ai03B12873 Araip.B03 12873 p2 (TC)10 20 37763611 37763630 AAGAGGAAATTAGAGGCTGAGG TTCTCCTCGTGGAGGTCACT 200

Ai03B12876 Araip.B03 12876 c (T)10cgactttactttaaataagtaaaagcgatgagaaaggactcaaaaggaaagaaacaggcctaaaaataaaaggcgatttaccaaaataa(T)11110 37773008 37773117 AGGCATATCTTCATAATCAACCA TCTTGCTCCACTCCAATGTG 182

Ai03B12878 Araip.B03 12878 p2 (AT)8 16 37780084 37780099 TTCGCCTACCCTGAGAAAAA GCTGCATCATACGAAAGCAA 101

Ai03B12880 Araip.B03 12880 p2 (TC)10 20 37782039 37782058 TCCTTTGTCTGTATGTTATGGACC CGTATTGCGGGTCTCATTCT 252

Ai03B12885 Araip.B03 12885 p2 (AG)6 12 37818233 37818244 ACACCCAGCAACAGAAATCC GAAGCTAAACAGCGGTGAGG 120

Ai03B12886 Araip.B03 12886 p2 (AG)6 12 37818575 37818586 TCGTCGAGGGAGAAGAGGTA AGTCAAACCCTAGCAGTGGC 231

Ai03B12887 Araip.B03 12887 p2 (TA)8 16 37826639 37826654 AAATTGGCCGCTGCTTAATA GATAGACGCCATAACATTCACC 171

Ai03B12889 Araip.B03 12889 p2 (TA)7 14 37827101 37827114 TGATCCAAAAACGAAAGGTAAGA TTTGGCCTCTACGTTAGGGA 258

Ai03B12891 Araip.B03 12891 p2 (AT)17 34 37833597 37833630 TGATGGCTAAGAAAATCCACC TTGAGGGGGAGTGTCGAATA 278

Ai03B12893 Araip.B03 12893 c (TCT)5tcgtaatttttctctctcgttatcatcgtcatcaa(CAC)5(CTC)786 37838613 37838698 TCACATTTTTCTCCGTGCTTC GCCACTTGATTGGATTCAAAA 280

Ai03B12896 Araip.B03 12896 p2 (GA)6 12 37845131 37845142 TTCCCTGACGTTTTGTGTCA TGCAACAGTTGAGCAGATGA 272

Ai03B12897 Araip.B03 12897 c (ATT)7g(TTA)6 40 37847603 37847642 CCAAAGCAAGAGGCTACGTC TTTGTGGCTTGACACTGCTC 122

Ai03B12902 Araip.B03 12902 p2 (AT)9 18 37853199 37853216 TCAAAATGTCAAGATGTCTTTCAA TTTACACTGACAATGCATCGAA 256

Ai03B12904 Araip.B03 12904 p2 (TA)6 12 37867785 37867796 GGGAATGGCCGATAAATCTT GATGTTCACCTTCCTACAATGAAA 269

Ai03B12905 Araip.B03 12905 p3 (ATT)5 15 37867933 37867947 GGGAATGGCCGATAAATCTT GATGTTCACCTTCCTACAATGAAA 269

Ai03B12909 Araip.B03 12909 p3 (ATA)7 21 37880633 37880653 AGAAGGCAAAGGCATGAGAA AGTTCAACTGTTGGGTTGGG 278

Ai03B12910 Araip.B03 12910 p3 (GAG)6 18 37888744 37888761 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai03B12919 Araip.B03 12919 c (AT)11(GT)9 40 37917833 37917872 AGGGGCGGAGCTACCTATAA ATGTGTCGCGTATTAGGGCT 272
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Ai03B12921 Araip.B03 12921 p3 (CTA)6 18 37927628 37927645 TTTTTGCTACTCAACCGCAAT AGACATGTTGGGAGAAAAGCA 180

Ai03B12924 Araip.B03 12924 p3 (AAC)5 15 37941181 37941195 AGGTGGCATGATGTAGGGAG TCATGTAACCGACCCCACTT 195

Ai03B12926 Araip.B03 12926 p3 (TAT)16 48 37956521 37956568 CCATCCTCTCCCTTCTCACA CCATGGCAATCCTAGTCTGC 200

Ai03B12928 Araip.B03 12928 p3 (AAT)5 15 37968855 37968869 TCCATTCCAATATTTCCCCA CCTATTCGGTCTCATGCGTT 194

Ai03B12930 Araip.B03 12930 p2 (AT)6 12 37978532 37978543 TTAACTCCCTGGGTTCTCCC GCCAACCTGATATGTCCTGG 166

Ai03B12931 Araip.B03 12931 c (GT)7tttga(AG)6 31 37982667 37982697 AATGGAGCTAGGCAAAAGCA GCCCAGCCAAGTCTCTCTTT 248

Ai03B12932 Araip.B03 12932 p2 (TG)12 24 37983351 37983374 CCTTAGTTTCGCAGGTCGAG GAGGTGGCGAGGTATTACGA 268

Ai03B12934 Araip.B03 12934 p2 (CA)6 12 37985466 37985477 TCCCCAAATTGAACCCATTA TCAGCGTCTCTGTGTGTGTG 129

Ai03B12935 Araip.B03 12935 c (TGA)12ccatgatgataa(TGG)666 37987812 37987877 TGTTGTGGTTTCTTGTGGTTTC CAATCCAGCAACACCAACAG 256

Ai03B12939 Araip.B03 12939 c (T)12attttgatagtgttattgttaattttaatattattattattg(TTA)569 38002126 38002194 TCAAACCGGAAGAACACATT TCGCAAAACTATAGAGACCAACA 267

Ai03B12942 Araip.B03 12942 p2 (CT)6 12 38017626 38017637 CTTTTGCGACGGAGCTTATG AGGTTGAAGGTTGAGGCAGA 263

Ai03B12944 Araip.B03 12944 p2 (TA)6 12 38026465 38026476 ATCTGCAAAGCTAAGGCCAG GGAGATCCTGTGGAAGCAAA 204

Ai03B12945 Araip.B03 12945 p2 (AG)14 28 38030468 38030495 TTTGGTATGTTCCACCTCAGC GGCCCTTACTACCTATCCGC 145

Ai03B12946 Araip.B03 12946 p2 (TA)7 14 38037285 38037298 GATGTTGGGGAGGTTTTCAA TGAATTGAATTGGAGCAGCA 266

Ai03B12948 Araip.B03 12948 p2 (AG)6 12 38046934 38046945 TTCATAAACTGAATTGGCAACA TGGGGGAAACATTCATTCAT 241

Ai03B12949 Araip.B03 12949 p2 (TA)7 14 38047642 38047655 GAAGGCAGAATGGTGGAACT TGAGGGTTCAATTGCTCATT 279

Ai03B12950 Araip.B03 12950 p2 (TA)6 12 38048008 38048019 TTTCAAGGTTGTAATGGGGC GGGGAATAAAATAACCCCAA 256

Ai03B12953 Araip.B03 12953 p2 (TA)8 16 38057527 38057542 CACATTCAACAAATGCAAGGA CGAGTTTGAACAACTGACGG 245

Ai03B12954 Araip.B03 12954 p2 (GT)6 12 38060008 38060019 TGCTCATTATCCATTTCGCA GGTGAGAAGCACTGGGATGT 263

Ai03B12955 Araip.B03 12955 c (T)10agtttgc(A)10g(A)1038 38061579 38061616 GTGATTGGAGCGGATACACA TACTTTGGGCACTTTGTCCC 164

Ai03B12956 Araip.B03 12956 p3 (AAG)5 15 38070459 38070473 AACCGTTCAACAACTGGAGC TTCAAATGTCTTGGAAGGGG 277

Ai03B12957 Araip.B03 12957 p3 (AAG)5 15 38070630 38070644 GTGTACGACCTCCAAGGCAT TTCCACTCCCTTGTGCTCTT 215

Ai03B12959 Araip.B03 12959 p2 (AG)6 12 38075009 38075020 CATCCATTCATGAGGAGGCT GAACATTGAACCTGGGATTGA 148

Ai03B12961 Araip.B03 12961 c (AAT)17aacaaaattt(A)1071 38089417 38089487 GTTTCAAGTTCCGCCACTGT ACGCTCGTTGGCATATTCAT 182

Ai03B12962 Araip.B03 12962 p3 (ATA)10 30 38095625 38095654 AATGAGTACCGCCAGTGACA GGAATTGACGCTACCGTTGT 235

Ai03B12963 Araip.B03 12963 p2 (TA)11 22 38101569 38101590 TCACGAGCTGGCTCAAAAAT CCGAGCTTGAGCTTGGATAA 267

Ai03B12964 Araip.B03 12964 p3 (CTT)12 36 38104053 38104088 TGGTCCAAAAGGTTTTCAGC GGTAATGAAGACCGGTGGC 230

Ai03B12974 Araip.B03 12974 p5 (AAGAA)5 25 38182249 38182273 GGACCTTTCTTGGCTCCTCT GGAGCTTCTTGTCTATTGGCAT 247

Ai03B12978 Araip.B03 12978 c (AG)6gaggttgtgaaagaggggaag(GA)645 38191030 38191074 GGGAGAGAAAGACGGGAAAA CCTCCTCTTTGTCTCTCTCCTT 133

Ai03B12980 Araip.B03 12980 p3 (TAA)5 15 38204052 38204066 GTTAAGAACGGCATTTCGGA AGCACCTGATCAGCCAGATT 269

Ai03B12983 Araip.B03 12983 p2 (GA)6 12 38207690 38207701 GGCTCTGCGGTAGAGATTTG TCACCTTCAACAATCACACACA 139

Ai03B12988 Araip.B03 12988 p2 (GA)17 34 38235404 38235437 ACTGGCCAAATTTTGATTCG CTAATGCCCCCTAACAAGCC 276

Ai03B12991 Araip.B03 12991 p4 (TGAA)5 20 38246897 38246916 CTGTCGCTGATGGATGAGAC AATGCCTAAGAAAGAGGGGC 260

Ai03B12994 Araip.B03 12994 p2 (TA)10 20 38251443 38251462 TGAGGCTTGGTTGAGTTGTG AATTGTTACGCTCTGACCCG 194
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Ai03B12995 Araip.B03 12995 p2 (CT)18 36 38255149 38255184 GGCCTATCGTCTCCTCCTTC AGAGAAGAAAGCCAAAGGGG 228

Ai03B12996 Araip.B03 12996 p3 (TGA)5 15 38256595 38256609 ACCCTTTTAGGTCACCCTCC GAAGAGGCACCACATCCACT 256

Ai03B12997 Araip.B03 12997 c (T)10c(T)10 21 38278444 38278464 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGATGAA 272

Ai03B13000 Araip.B03 13000 p4 (AATT)5 20 38294786 38294805 CCATGATGGAGAAAGGGAGA TTCGAAAATTCTCACCCACA 206

Ai03B13001 Araip.B03 13001 p2 (TC)8 16 38316718 38316733 GAATGGTGACGACAGCTCCT CTCAACGATGTCACCCCTTT 211

Ai03B13003 Araip.B03 13003 p2 (AG)6 12 38320365 38320376 GGCCAGCTAGAGTTCAAACG AAGAAGAAATTGAAAGAAGAAACCC 273

Ai03B13007 Araip.B03 13007 p2 (TA)9 18 38331819 38331836 GCTGTGCCACTCTGATAACG ATTTTTCCCTTGCCCTTGTT 268

Ai03B13008 Araip.B03 13008 p3 (CAT)32 96 38337685 38337780 ACCGACGAAAAATCTGTTGG GCGCCTTCTGGTGTTATTGT 172

Ai03B13010 Araip.B03 13010 p4 (AATA)5 20 38339766 38339785 TCCGAACCATTCACTACAACA CATGTCATCATCATGCACAAAA 206

Ai03B13012 Araip.B03 13012 p4 (TTTA)5 20 38340959 38340978 TCATGGCATTTTCATAGGGA GTGACCGTAAAGCGGAGAAA 190

Ai03B13016 Araip.B03 13016 p2 (GA)23 46 38349265 38349310 AGGAGATGGATGGGAGTGTG CGCAACATTTAAGGTCGGAT 265

Ai03B13017 Araip.B03 13017 p2 (CT)7 14 38349697 38349710 AAATTCGACGGTATTGAGCG CGGATGGGGCAAGTAGAGTA 245

Ai03B13019 Araip.B03 13019 c (CT)6(TC)7 26 38360097 38360122 CCCCCTATCCCTCTCTTCTG CGACTCCAGGCATTTTTGAT 156

Ai03B13025 Araip.B03 13025 p2 (AT)6 12 38370855 38370866 AGCCGATTAACGACACATGA CACAAAAATTGCTGTCCCCT 132

Ai03B13028 Araip.B03 13028 p5 (AGAAG)5 25 38376425 38376449 ATGGAGGACTGGAAAAAGCA GTTCTACTCGCCCACCACAT 220

Ai03B13029 Araip.B03 13029 p2 (AT)6 12 38378160 38378171 TTCCAAGATCAAGCTCTCCC GGCTTATTAGCACCATGCAA 266

Ai03B13032 Araip.B03 13032 p2 (GA)6 12 38381248 38381259 AAAGGGTATGTGGGTGGTTG TCTCTCTTCACGCCAATCCT 178

Ai03B13037 Araip.B03 13037 p3 (TTC)6 18 38385219 38385236 GGGTCATGAGAGAAGCTGGA TTGAGGGTCTGCCTGAGAGT 166

Ai03B13038 Araip.B03 13038 c (TCA)5taactccaacaaca(ACC)647 38387675 38387721 GGTGGCCAAATCAAAACACT GATTGTCCAAGGTGGCTGAT 231

Ai03B13039 Araip.B03 13039 p2 (AG)9 18 38389213 38389230 TGATCATGGGAAGGAGGGTA CAAAAGGCTAGCTATTACTCCCA 275

Ai03B13042 Araip.B03 13042 c (AT)9tccc(TTA)5tc(ATT)554 38394375 38394428 GGTCCTGTCTTACCATCGGA TTTTCTTTCCGTCACCCATT 258

Ai03B13043 Araip.B03 13043 p2 (GA)11 22 38395501 38395522 AACTCCCACAACCCAATCAA GGCGGCAGTGATATTGAGAT 189

Ai03B13045 Araip.B03 13045 c (A)10g(A)10 21 38399988 38400008 GTTCACAACGATGATGGTGC TTGCATTCATTTTCAAAAGCC 217

Ai03B13050 Araip.B03 13050 c (A)12ttgaatgcattatgttttaaatttgttcttaaaacaataaaagacggcttactaaaaacttgt(A)1085 38413317 38413401 TCTTTTCTTTTCTTATTCTTTCACAA TCTTCTTCTAATTCCACCTTCTCTTT 279

Ai03B13055 Araip.B03 13055 p2 (TA)6 12 38419843 38419854 TGACAGTAGCAGGTCAAAGGAA TGTGACAGTGATCATAATATTGAGAGA 255

Ai03B13056 Araip.B03 13056 c (A)11gaaagaagcaaaagaaaaaagatgcatagaaaaccgttgtcgttttatattaaaaaaaaccaacaatccct(TTC)597 38420182 38420278 CATCGGAACCTTGAAACGAC TTTTTGTGCTTCTTGCTGTTT 280

Ai03B13057 Araip.B03 13057 p3 (GGT)5 15 38422321 38422335 CCCATTCCTTATGGGAATCA GCAAGTGGTGCAGCATAAAA 217

Ai03B13058 Araip.B03 13058 p3 (ATT)6 18 38423695 38423712 TTTGAGGTTCGAGCACAATTT GAAAAGTACAAAAGAGTAAACAACACC 172

Ai03B13062 Araip.B03 13062 p3 (CTT)6 18 38448478 38448495 AACTCTTCATCTTCTTCCTCCTCA CTGCTGTTGTTGCTGCATTT 209

Ai03B13066 Araip.B03 13066 p4 (AAAT)5 20 38455821 38455840 TGGGTCGTTACAATATTCATGC TCCAAAACTGGGCAAGAAAC 264

Ai03B13068 Araip.B03 13068 c (A)11gaatttttttgttgaaaaagatc(T)1044 38460623 38460666 AGAAATTTGCCAAACACGCT TTTCAGAGGGGTAGGCTTGT 269

Ai03B13069 Araip.B03 13069 p2 (CA)6 12 38467589 38467600 TATGGAGTGAGGGATGGAGG TTCCACCAATTCCAAAAACC 187

Ai03B13071 Araip.B03 13071 p3 (TAA)5 15 38468451 38468465 TCCCTAATTTTTAGGCATTCTTG TGCTTTAACGAAAACAAAGAATCA 167

Ai03B13074 Araip.B03 13074 c (T)13actattaactactaaata(AT)643 38495016 38495058 CCTAACTGCAGGTTGGAGGG TGTTTATTTTGCTTTGGAGACAA 265
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Ai03B13081 Araip.B03 13081 p3 (TTA)14 42 38512329 38512370 TGACACCGGCGATAATAACA CAGGGACTAAATCGGTGCAT 158

Ai03B13082 Araip.B03 13082 p3 (TCT)16 48 38512661 38512708 GTGCTGGCTGATGTAGCAAA GGAGCTTGGAGATTGGATTG 243

Ai03B13083 Araip.B03 13083 p2 (TA)17 34 38522988 38523021 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAAAATTTTGGG 180

Ai03B13086 Araip.B03 13086 p2 (TC)6 12 38539372 38539383 CCTTTTCTGTGGCCATCATC TTGGGAAAAATGCTCTTCAAA 225

Ai03B13089 Araip.B03 13089 p2 (GA)10 20 38591606 38591625 ATGAACCAGACGCGAGAAAT CGCTCTCAACATCACTCCAA 263

Ai03B13100 Araip.B03 13100 c (T)10aattaatattatttgacaataatatctatgta(T)1254 38643813 38643866 TTCATTTGAATTAGTACGGTTCCA TTCTTTCCGGTCAAAATCCA 191

Ai03B13101 Araip.B03 13101 p3 (CTT)5 15 38644143 38644157 GGAGAACCTGTTCATAGAGCCA ATGGAGATGGTGATGGTGGT 274

Ai03B13103 Araip.B03 13103 c (TCC)7(ATC)11 54 38644414 38644467 TCTTATTCTCTCGCCCCTGA AAGAAGACGACAATAGCAACGA 267

Ai03B13105 Araip.B03 13105 p3 (CAT)16 48 38662590 38662637 TGCTCTACCACACCCAACTG GGCCGGTACTCCTGTTATGA 196

Ai03B13108 Araip.B03 13108 c (AT)6aaagaaaaaaaaatatgatgaaaagaaaagaaaaaagatgtatatagaaaaaaaag(A)1078 38671851 38671928 GGGAACAGTGGATGGGATAA TCCTTTCAGGGCATTTTGTC 255

Ai03B13113 Araip.B03 13113 c (TA)6ttctatttatttttctcattca(T)1044 38681047 38681090 TTGAACCTTACTTTGGGGCA GGATATGTATTGATGCTTTGGTG 141

Ai03B13115 Araip.B03 13115 p2 (AG)25 50 38702508 38702557 TCCACAAAGAGATAGAGAAAAGAGA ATGTGAGGGAATGCACACAA 129

Ai03B13119 Araip.B03 13119 p3 (TTC)5 15 38707174 38707188 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai03B13120 Araip.B03 13120 p3 (AAC)7 21 38724171 38724191 ACAATCAGGGTTGGCAAGAC GGCTTGTGGTTGGTTGTTCT 251

Ai03B13121 Araip.B03 13121 p2 (AT)12 24 38728523 38728546 CAAAACCGCTCCCAAAAATA GGATATGGGCGCAGAAGTTA 272

Ai03B13127 Araip.B03 13127 p3 (ATA)7 21 38767476 38767496 TGGCCGTAAGTCGTGGTACT CGCGCCTTGTTGAAAATAGA 272

Ai03B13129 Araip.B03 13129 p2 (AT)6 12 38782348 38782359 CATTGTTGCAAATTTTTAAAGACTAAA TTTAACGTAACTGATGGAAGAATTT 245

Ai03B13139 Araip.B03 13139 c (T)10ggttctcttttcaaatcgatctacgtctcataacaaaagcaacctctttgagcttctctctcaagtctcaagtcatcaatataatcatg(T)11110 38796958 38797067 TCACCACATACCCTTTGTCA AGCGGCAACAAGTCAAGAAT 251

Ai03B13140 Araip.B03 13140 p2 (GT)7 14 38798949 38798962 ATCGCGTTCTGATTAGGTGG GAGAGATGGCACCGTCAAAT 168

Ai03B13142 Araip.B03 13142 p2 (TG)8 16 38801182 38801197 GCTCTCAAAATTTGCTTGAGG ACGAAATCGACGAGAAGCAT 264

Ai03B13145 Araip.B03 13145 c (T)10gtttttttgggattgaacatcttgattttattttgtgg(CA)762 38803919 38803980 ATCCACTTGGAGGTTTGTGC GAGGGGTATAACATCACCAACAA 274

Ai03B13146 Araip.B03 13146 p2 (CT)18 36 38808032 38808067 AAATAATCTCAGCCAAGGCG CACAACGTAAACTCTCGGCA 248

Ai03B13147 Araip.B03 13147 p2 (AG)6 12 38814251 38814262 TCCTCCTTTCTCTCCTCCTCTT CCCCTCCCATCTCTCTTCAT 279

Ai03B13148 Araip.B03 13148 c (AAT)5(TTA)5 30 38824708 38824737 GCCCTCTTCAAGACGACGTA TCGTTCACTCGTTGTCATTTG 266

Ai03B13156 Araip.B03 13156 p3 (AAT)6 18 38899219 38899236 GGCATAAGGAGGTTCAATGG CCCCCTCACAGTTGTGTTTC 258

Ai03B13161 Araip.B03 13161 p2 (CT)7 14 38906815 38906828 CCGCACTGCTAAACCTCAAT CTCGGAAAGACGTAATGGGA 215

Ai03B13163 Araip.B03 13163 c (T)10ggagttttccttccaatagataatagacacaatattttatttttttttgtattttttat(A)1382 38926905 38926986 TCCACTAATTAGCTTAGCTCTTTGC TTTTCAATTCACACCCATAAAAA 278

Ai03B13164 Araip.B03 13164 c (A)10tcttcttttacttgaacaattagtattgtaagatgatttgttgtgtaatagaga(T)1175 38928233 38928307 TGGAGTCTCCCCATATTGGAT CAGCCTATTTGATGCTTTTGC 210

Ai03B13167 Araip.B03 13167 p3 (CTC)6 18 38935710 38935727 TCTGCTTTAGCCAAGTCGGT CAAACCCCAGCAGTACGAAT 277

Ai03B13171 Araip.B03 13171 p3 (ATA)8 24 38948946 38948969 CCGAAGGTGACAGGAGGTAA TTTCTGTTTTTGGCAATTCAA 210

Ai03B13172 Araip.B03 13172 p2 (TA)7 14 38950589 38950602 ACCTACAAAATCAAGGCCGA AGAGTCACCTTGCTGAGCGT 228

Ai03B13177 Araip.B03 13177 p3 (CTT)5 15 38961610 38961624 ATTTTTGCAATTTGGATGGC CAAAGGAGGAGCGAAAGAAG 123

Ai03B13180 Araip.B03 13180 p2 (CT)8 16 38962993 38963008 TGGAAGCACACACTACGGTC CACCCTGAAAAACACGGAGT 133

Ai03B13181 Araip.B03 13181 p3 (CAA)7 21 38963202 38963222 ACTCCGTGTTTTTCAGGGTG GAGACTCCAACGACATGCAA 255
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Ai03B13182 Araip.B03 13182 p4 (TCTA)5 20 38965640 38965659 ACGCCAAAATCCACTCATTC TTCGCCAGTTGTCTTTTGTG 260

Ai03B13183 Araip.B03 13183 p3 (ATA)5 15 38966715 38966729 TGCGTGTACTGCACAATCAA TGGTGTTTTGCCCTCATCTT 244

Ai03B13185 Araip.B03 13185 p3 (GAA)5 15 38988759 38988773 GCAATGAATGAAAGTGTGCAA CGCATCACCTCCTTATCCTG 235

Ai03B13187 Araip.B03 13187 p2 (TC)18 36 38994006 38994041 ACCACACCCCTCACTCACTC GCTGAGTGTGGTGCTTGAAA 139

Ai03B13191 Araip.B03 13191 p2 (AT)7 14 39007017 39007030 TCTGGGCGTTGGATCTTTAC GCCACCATAACAGGAAGCTC 271

Ai03B13192 Araip.B03 13192 p2 (AG)8 16 39009713 39009728 AGAAAGGGGCAATCATGAAA GGCCCAGATCCAAGTACAGA 192

Ai03B13193 Araip.B03 13193 p6 (TATTTT)5 30 39022709 39022738 TTGAGTGAGCATCAAGGACG AAACTAAAGTGCAAAATGCAGAAA 212

Ai03B13196 Araip.B03 13196 p2 (AG)6 12 39030003 39030014 GGTGAGGTAGGTGGGGTTTT CGCCAGGATTGGTAGAAAGA 238

Ai03B13197 Araip.B03 13197 p4 (AAAT)6 24 39035095 39035118 TCCTTTTCAAAATCTCCTCACT TACTGGCAACTTTGCTGCAC 248

Ai03B13198 Araip.B03 13198 p3 (ACA)5 15 39052402 39052416 CCCTTGTGCAAGCTCTCTTC AGTTGCCGTTGTCATCAACA 210

Ai03B13205 Araip.B03 13205 p2 (TC)6 12 39075901 39075912 AACCAAAGCAAGGCAGTGAC AGAACTTGGTGGGAGCACAG 249

Ai03B13209 Araip.B03 13209 p2 (AG)6 12 39080729 39080740 AGGATACGAAATGCCCTTCC CGAACAATCCATCTGAAAAGG 171

Ai03B13211 Araip.B03 13211 p2 (TG)6 12 39084253 39084264 TTTGGGAAGAGATGGGACTG TTGCTCCATTGCTGTGTTTC 237

Ai03B13217 Araip.B03 13217 p3 (GAA)6 18 39135302 39135319 TAGAATATTGCTCGCCCTCG ATATGGCCGAACCTTAACCC 186

Ai03B13225 Araip.B03 13225 p3 (TTA)5 15 39176483 39176497 TATTCCCCTAGCACTTCCCG TTTGCTTTTCCTAATGTGATCG 186

Ai03B13226 Araip.B03 13226 p3 (TTA)19 57 39177499 39177555 ACGCTTTGGATCTAGACGCT CTCCCCTGCGAATGGTATAA 277

Ai03B13231 Araip.B03 13231 p2 (AT)10 20 39185675 39185694 TTTGTTACCATACCTAGCTTGTTTTA GTGCTTCCGCAGTATGATGA 279

Ai03B13233 Araip.B03 13233 p2 (CT)8 16 39198296 39198311 TCGTGTGTTGAGGGAGAGTG GACATGATTGATTCTCGGCA 192

Ai03B13236 Araip.B03 13236 p2 (AT)8 16 39204953 39204968 GCAGGAGGAGCCATAGGAGT CCATTGCCTAAGCCTCTTGA 274

Ai03B13246 Araip.B03 13246 c (T)10ctttc(T)10 25 39256306 39256330 TTTAGCTGCTTAGGCCAGGA GAAAAACACAAAGCTTGCGA 175

Ai03B13250 Araip.B03 13250 p3 (ATG)10 30 39276124 39276153 TGAATGAATGTAGGTTCATCCTCT TCCTCCTCATCTTCTGTGGC 232

Ai03B13251 Araip.B03 13251 p3 (GAT)5 15 39277073 39277087 TGTTCATCCTCTTCAATTCCAA TTCGTAATCTTCTGTTGCTGC 205

Ai03B13252 Araip.B03 13252 p3 (GAG)5 15 39277514 39277528 CAGGCAATGCCATCAATATG TTTCGTTATCGTCGTCACCA 217

Ai03B13253 Araip.B03 13253 p3 (TTG)13 39 39279591 39279629 TTGCTGAAAGTTGTTGCTGAA ACCCTTCCCCTTCTTTCTCA 276

Ai03B13255 Araip.B03 13255 p3 (TTC)16 48 39285552 39285599 CACTTCTTCTTCCGAAACCG CCAATACGCCGTTGAAGAAT 206

Ai03B13256 Araip.B03 13256 p2 (CT)6 12 39290114 39290125 CCTTTTTGTTTGTTTCTTATCTCTTTC AGGGGGTTCGAATTTAGGTG 271

Ai03B13261 Araip.B03 13261 c (AT)6acatatatatatg(TA)739 39321446 39321484 TGGAATACATGTGTATGTGGAGG ATTCTTTGCTAGCGCCATGA 269

Ai03B13262 Araip.B03 13262 p2 (AG)8 16 39333895 39333910 TCGAATTTGGTGAGTGATGTG TTGTTTCTTATCTTTTTCAAAACTACC 279

Ai03B13265 Araip.B03 13265 p2 (CT)6 12 39343472 39343483 GGAACATTGAACCTGGCATT AATGGGGGAATCAAACAACA 167

Ai03B13266 Araip.B03 13266 p2 (TA)12 24 39345493 39345516 GAAGTGCGAAACACACAGGA CAGAATCACAACAATCCACACA 279

Ai03B13267 Araip.B03 13267 p2 (TC)12 24 39346875 39346898 CACACCCTCTTTCTCTCTCCC TGGTGGAAGCTCTTGTATGC 260

Ai03B13269 Araip.B03 13269 p2 (CT)6 12 39348896 39348907 ATTGAACCTGGCATTGGAGT AATGGGGGAATCAAACAACA 162

Ai03B13271 Araip.B03 13271 p2 (AT)7 14 39364015 39364028 TGTTTGATGACATAGGGCCA ATAAATCCAATCCGGCTCAA 193

Ai03B13273 Araip.B03 13273 p2 (CT)6 12 39366696 39366707 CATGATTTCCGTCAGGGATT GGTGATTGGTGACTGTGGTG 150
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Ai03B13278 Araip.B03 13278 p2 (AT)8 16 39380286 39380301 TTGTCATTCCTTTACGGCAA GGGACAAAATTCGTCGGTAA 236

Ai03B13280 Araip.B03 13280 p2 (AT)7 14 39385929 39385942 AAGTAAAGTTCAAGGGTAAAATGGA AAGTCTGCGTTCTCTAAACCTTTT 244

Ai03B13282 Araip.B03 13282 p2 (AT)9 18 39389514 39389531 CGTTTTTGGGTATTTTGGGT CTCTGTTTGCTCTTCTCTGACTT 206

Ai03B13293 Araip.B03 13293 p3 (AAT)14 42 39425872 39425913 CCCACCTCAAAAGTCACCAA ATTTCCGGTGTGGAAACTTG 155

Ai03B13298 Araip.B03 13298 p2 (TA)6 12 39430047 39430058 CGCCTCCTTAGCTTGTTCCT TGGGTATACAAGCACATAATGAATC 280

Ai03B13299 Araip.B03 13299 p3 (TTA)17 51 39431406 39431456 TCCATTGTTGCATTCTTCCA TTCTCTTCATGCTACCAATGTGA 204

Ai03B13300 Araip.B03 13300 c (TA)8ttgaaagcaatttatatcgaggagcctgtgaagaaaagtttaagacaaaagtcgtaccgctcacgtaaactgaaaacttgcgtacgaaaaacgtaag(AT)9131 39437324 39437454 ACCGAACATGTCGGGTGTA CGAACTGAGTTGGAAGCTTTG 279

Ai03B13302 Araip.B03 13302 p3 (TCT)5 15 39451828 39451842 CTAGCTGAGCTGGCGAGTTT GCTCCATCCAGCTTTGATTC 265

Ai03B13305 Araip.B03 13305 p3 (ATT)5 15 39454688 39454702 GAGTGGAATATGATAAAAGAATAAGGA AGACGCTCAGATTGTGTTTCAA 275

Ai03B13308 Araip.B03 13308 p2 (AG)6 12 39469888 39469899 GCAATGGCAACTTAAGTCAAA AGGGAGCTCGCATATTTTCA 280

Ai03B13309 Araip.B03 13309 p2 (TA)10 20 39470743 39470762 GCATGTCCTCATGCTAAATCC CCCCAGCTCATTTGCTAAAA 231

Ai03B13311 Araip.B03 13311 p2 (AG)6 12 39477162 39477173 AGGCACACGTTAGCAGTTCC GGCCCAGATCCAAGTACAGA 272

Ai03B13319 Araip.B03 13319 p2 (AT)6 12 39521600 39521611 TAGGGGGAGTGCATTCTGTC GATGCGGTCTCAATGGAGTT 207

Ai03B13321 Araip.B03 13321 p3 (TGT)5 15 39526327 39526341 ATCAACAACACCAACGACGA TGCTTGTCGCGTAGTTCATT 212

Ai03B13323 Araip.B03 13323 p3 (CTT)7 21 39535519 39535539 ACACCAAGCGAAAGCTGAAT TGAGATCTCCTTGATTGGGG 257

Ai03B13326 Araip.B03 13326 p2 (AT)7 14 39544429 39544442 TTGTGCGGAGATGTGAAAAG AGCCAGCTAGGCTTCAACAT 276

Ai03B13334 Araip.B03 13334 c (TCT)5tcgcat(TCC)7ttcttcgcgttcctccatctcctcctct(TCC)688 39571875 39571962 GGTACGTTATCGTTGCCGTC TTGGTTTCGTTGTTCTGCAC 271

Ai03B13336 Araip.B03 13336 c (A)10ctttgatcattaaccaaattttagtactgcaataaattagcaagagtggag(A)11gaaaaagagataagaaattatgtaagaaaagat(A)10115 39580129 39580243 AGCATGAGCCGCCTATTAAG CGTAAATGGTTAGGGAACGG 257

Ai03B13339 Araip.B03 13339 p2 (AT)13 26 39584479 39584504 GGAAATGTAATTGACAAACAAAACA TTTTTCTTACATACATTTTGCTGGA 203

Ai03B13350 Araip.B03 13350 c (T)10gttataaaaagcaatttttatttcgatagaaaatataattactttttctagtaaacaattcattaaaatcttcttaaa(T)1199 39615923 39616021 TGCATCCGAATTTGTTTTTG TGTCCAGATAGAACTTTTGGGAA 239

Ai03B13355 Araip.B03 13355 p2 (TA)7 14 39644922 39644935 AGTGCCATATGGTGTTTGGA TTCAACCTCAATTTTCATTGGA 256

Ai03B13356 Araip.B03 13356 p2 (TG)13 26 39646667 39646692 TTTCAGATGCAGGTCGACAG CTCCTAACTCAGCCTGCGAA 244

Ai03B13360 Araip.B03 13360 p3 (ATG)10 30 39656937 39656966 TCCATTATCATGCGCTTTCA TTTATCCCAAATCCATTGCC 212

Ai03B13361 Araip.B03 13361 p2 (AT)8 16 39657752 39657767 CACCCCAATTACCCTAAGCC TCCTTCATTGGGCTCCTAGA 278

Ai03B13364 Araip.B03 13364 p2 (TA)9 18 39672135 39672152 CATGCAAACATCACGAGGTC AGGGGACAAAATTACCCCAG 278

Ai03B13365 Araip.B03 13365 p2 (TA)7 14 39673021 39673034 GAAAAGAAGGGCGAAACACA CAGAATCACAACAATCCACACA 273

Ai03B13367 Araip.B03 13367 c (CT)7ccctctctctcgct(CTCTCC)558 39686050 39686107 AGCCCTTACCTTAGGGACCA CAGCCACTACTTGGGTGTCA 274

Ai03B13370 Araip.B03 13370 p4 (ATTA)5 20 39695037 39695056 CGAAGACCAATAAAACCCCA GCAGGCTTTTTCATCTTCCA 180

Ai03B13372 Araip.B03 13372 p3 (TGA)11 33 39695345 39695377 GGGTATCCCCCAAAGAAGAA GCTGTGTTCTTCACCGACTCT 210

Ai03B13373 Araip.B03 13373 p3 (TAT)5 15 39695747 39695761 TCAAGAATCATACCACTCTTAACCA AAACCTCATTCACCTCGTGC 278

Ai03B13378 Araip.B03 13378 c (A)10cgtcaataaatttaaaaaataataatacatgatgtaggtgcatgcttacacttgttttttattgtagtagatttaatgacgtatttctcc(AT)6112 39705881 39705992 TTAATTAGTTAAACCTACCGAACCA TGTTTGCTAGGACCCTCTTCA 210

Ai03B13383 Araip.B03 13383 p2 (AT)8 16 39721020 39721035 TCAACCTGCGAAACTAAGGC TGATTTGCTTGCTTGTGCAT 186

Ai03B13385 Araip.B03 13385 c (A)11gggaaaaga(G)1030 39739071 39739100 CAAATAGGCTTATAGGCGGTT TTCTCCGTGAAAGAAAAATTCTA 279

Ai03B13390 Araip.B03 13390 p2 (CT)11 22 39746288 39746309 CGACGGTAATTTTGCCCTAA GATTTGGCGATGGGAGAGTA 240
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Ai03B13393 Araip.B03 13393 p2 (CT)6 12 39755391 39755402 TGGCAACATAAAGGAATCAATG GCTTTGAACCCAGTTTCAGG 271

Ai03B13394 Araip.B03 13394 p3 (ACA)11 33 39756213 39756245 AGGCAGAAAGGACAGGTGTT GGTTTTTCTTTTACCCAGCG 251

Ai03B13396 Araip.B03 13396 p2 (TC)8 16 39760979 39760994 CTTATGCTCCCCACTACCCA TGGAGAAAAGGGACCAGAGA 115

Ai03B13398 Araip.B03 13398 p4 (TTTA)5 20 39763163 39763182 GACTTGAAGTTGACTTTGGCCT GGATTCGGATCACAACCACT 270

Ai03B13406 Araip.B03 13406 c (T)10cttcaaaaattatcattggcaatttaacaggataaaaaacacataggagatagagcttgtgtagtgttgaaat(A)1396 39782529 39782624 TGGTTAAGTGCTGACTACAAAATACA TGTGAATATGGACATGGCAAA 259

Ai03B13408 Araip.B03 13408 c (A)10gttacaacatttaaaataattccaatttataacagttgattctttagcccccttaaagccatactttacctcaagtcc(A)12100 39783322 39783421 CTGACTTGGTTGGCCATTTT CCATGATGAGTGCATTGAGG 214

Ai03B13410 Araip.B03 13410 p2 (AT)7 14 39784265 39784278 TCCACCATTGGATTTGGATT TTTCATTTGGAAACTCTTCCTTC 259

Ai03B13411 Araip.B03 13411 p2 (TA)7 14 39790783 39790796 ACGTAAACCAAAGGTGGCAA GCTGCTTATGGAGAAACAGGA 257

Ai03B13413 Araip.B03 13413 p2 (TA)6 12 39798061 39798072 GAAAATAAAATCGCAACCAAAAA TGGCAGCTCTCCGATTTAGT 264

Ai03B13415 Araip.B03 13415 p4 (AAAG)5 20 39823534 39823553 AAAACCAACCATCTTCCCCT CCGTCTCCCCTTCTCCTCTA 113

Ai03B13416 Araip.B03 13416 p2 (TG)6 12 39826005 39826016 TTTTCTTCTGCGCATTTGGT GAGCCTTTAACTCGAAACCG 267

Ai03B13418 Araip.B03 13418 c (CT)6cattttcgaaaattccttccttctttttcaaaatttctttttaattaactattattttaatttttaaatcttaattttcgaaaaactactaacatttttc(A)11123 39837603 39837725 AAAAATCAAATCTTTTTCAAAACTACC GGGTGAGGAGAGCAGAGATG 280

Ai03B13419 Araip.B03 13419 p3 (TTC)5 15 39839195 39839209 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai03B13422 Araip.B03 13422 c (T)10caatttagtccttgttaacgttaaacat(A)1250 39844270 39844319 AAAGGTTTAATTATTCTGTAGCTCCC CCGAATTTTCAATTAGGTCCC 227

Ai03B13428 Araip.B03 13428 p2 (TG)6 12 39855546 39855557 TGTACAAGTTCAACGCTTTCG AGGAGTTCAACCTGCTGCAT 240

Ai03B13433 Araip.B03 13433 p2 (AT)8 16 39873838 39873853 GCCTGCGAAGTTAAGTCTGG ATGACCGGTCCAGTTTTCAG 223

Ai03B13436 Araip.B03 13436 p2 (TA)8 16 39881519 39881534 CAAAGCCAAGCTAAGCCAAG TTTTTGTGGTTTTTGGAGGG 214

Ai03B13437 Araip.B03 13437 p2 (TA)6 12 39884724 39884735 AACGTATTCACGCAAGGGAG TTGCACTGGAATATGTGCATC 262

Ai03B13439 Araip.B03 13439 p3 (ATT)8 24 39888383 39888406 CCTTTGACCTGGATGCAAAT GAAGCGCATGTGAAGAATCA 162

Ai03B13440 Araip.B03 13440 p2 (AT)8 16 39891252 39891267 CGGTTTTCTTCGTGGCTAAA GGGACATGCATATAAGGTAATTTCA 195

Ai03B13441 Araip.B03 13441 c (TA)8ctaattactctaacttttaatacatgtatcacatcgtgttttctctttagttacttgcaatacaattgtgcgtgagcgcgtatg(CT)14128 39900763 39900890 GTTGGTGGTTGTTGAAGAGC ATGGAAGCCAGTGAAAGGAA 211

Ai03B13442 Araip.B03 13442 p2 (AC)25 50 39901428 39901477 CTGGCCGGAGGATATTTACA TCTGTAGCGAAGTGGGCTTT 253

Ai03B13443 Araip.B03 13443 p2 (TA)16 32 39902534 39902565 AGGAGAAACAAGGAAGGGGA AGGTGGAATCAGCACAAACC 255

Ai03B13446 Araip.B03 13446 c (A)29ggg(A)11 43 39917937 39917979 AGAGCAACACAACTGCAACCT AAACTCTGGTGGGCCAGTTA 210

Ai03B13449 Araip.B03 13449 c (A)11ggtaaaaaacgaaaatagaaaacaaaattttattgtttttactattttttc(T)1375 39922901 39922975 CATACATATTATCTCAAACCAAAAAGG GTGTGTTTGATTTTTGTTTTTATTTTC 280

Ai03B13450 Araip.B03 13450 c (T)10aattttgtttaccttgttatcaatcacttttaatgttaaaatcaaaagatacaaaaaaaca(AAT)689 39923146 39923234 GAAAATAAAAACAAAAATCAAACACAC AAAGCAATTATACTTCTGCCTTTG 280

Ai03B13456 Araip.B03 13456 p3 (CAG)5 15 39952854 39952868 GGTGACAGAGGCGGAAGTAA CGAGAGCACGTCATTGTCAT 174

Ai03B13457 Araip.B03 13457 c (AG)8(TG)7 30 39953018 39953047 ATGACAATGACGTGCTCTCG GGGTAAAATTCAAACGCGAA 143

Ai03B13458 Araip.B03 13458 p3 (CCG)6 18 39973863 39973880 TTTGGTGCACTACACTTGGC TCTCTTTGCAATGCTTGTGG 218

Ai03B13460 Araip.B03 13460 p3 (TCT)6 18 39974696 39974713 TGGTCCCTCTTCATCAAACC AGTGGAGGATCATGGGATCA 246

Ai03B13463 Araip.B03 13463 p3 (TTA)6 18 39979119 39979136 TGTGGGATGCTACTACGCTG TGTCTCTTCCACCGTTTTCC 190

Ai03B13465 Araip.B03 13465 c (CT)9(CA)9 36 39983999 39984034 TTTCTTCGACGGTAAATCCG GTGATGTGGCGTGTCAATTC 266

Ai03B13466 Araip.B03 13466 p3 (ATC)10 30 39990860 39990889 CTGCATGAGAAAAACCAGCA TGCATTGTCTGCTTAGTCGG 160

Ai03B13467 Araip.B03 13467 c (T)12aatagaggcaaaacgatgccgttttgagagggcc(A)1056 39991285 39991340 GAGATTCGAGTGATGGGGAA GTCACAGTTTTGGTGGGTGA 135
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Ai03B13469 Araip.B03 13469 c (T)10ctcaaat(A)13 30 39995316 39995345 CCTTGCCATTTGGTTCTTGT TTCGTTTCCCATTTTCTTCG 168

Ai03B13472 Araip.B03 13472 c (AG)9tgagt(GA)6 35 40002353 40002387 AGGGCATTATGGTTGCAAAG TTCCCTCTCACGACAAAACC 250

Ai03B13475 Araip.B03 13475 p4 (AAAT)5 20 40013451 40013470 ATTTTTGTTGGCAGGGACAG CGTAATCGCATCAAGAAGACTTT 200

Ai03B13476 Araip.B03 13476 p3 (TAA)5 15 40013650 40013664 TGGTGTTGCATGTCTATAACGA TTTAGCCGTTTTGTTAGAAAATAGA 196

Ai03B13479 Araip.B03 13479 p2 (TA)11 22 40061341 40061362 TGGGACATTTTTGTCCCTTT CTTGGGACATTGGTTGAGGT 240

Ai03B13480 Araip.B03 13480 p2 (TA)11 22 40075306 40075327 TGGGACATTTTTGTCCCTTT CTTGGGACATTGGTTGAGGT 240

Ai03B13485 Araip.B03 13485 p3 (GAA)6 18 40086985 40087002 CCCCTAATGAAAGTGGGGTT TTTGGAGGACTTTTGGCTTT 255

Ai03B13487 Araip.B03 13487 p3 (GAA)6 18 40095418 40095435 CCCCTAATGAAAGTGGGGTT TTTGGAGGACTTTTGGCTTT 255

Ai03B13488 Araip.B03 13488 p3 (GAA)5 15 40098623 40098637 CCCCTAATGAAAGTGGGGTT TTTGGAGGACTTTTGGCTTT 252

Ai03B13490 Araip.B03 13490 p3 (GAA)6 18 40101731 40101748 CCCCTAATGAAAGTGGGGTT TTTCTCACCGGTCTTCTATTTTG 166

Ai03B13493 Araip.B03 13493 p2 (TG)6 12 40129593 40129604 TCATGCCAGATTGGATAACATC AGCTCTTTTGCCTCTTCCCT 245

Ai03B13495 Araip.B03 13495 p2 (AT)7 14 40141859 40141872 CTCCACCCCTTTCAGCTACA CACGAGTACGAACCGAAGGT 276

Ai03B13496 Araip.B03 13496 c (T)11gggtaaaaatggtggttggtggtgataatttaaactactaaccccttttattggaaaacaaaacatactattttctgattggttggtatgcattaaatga(CT)6123 40142778 40142900 CACCAAGTATATCAGGCGGG GGCATTTAATATGCACCAATCA 175

Ai03B13498 Araip.B03 13498 p4 (AATA)5 20 40148130 40148149 CTTACTGGCGTTTTCTTGCC CAGCCATTGGCAAAACTCTT 197

Ai03B13506 Araip.B03 13506 p2 (AC)7 14 40190393 40190406 TTGGTAAAGTTTGGTCCCCA TGGGGAGAATCAAAAGGTTG 219

Ai03B13507 Araip.B03 13507 p2 (AT)6 12 40246673 40246684 TCTTGGTGGGGAGACTTTTG AGGTGTCCGAACTCAAGGTG 264

Ai03B13508 Araip.B03 13508 c (AAT)6aac(AAT)639 40249162 40249200 TTCCTTTCCTTAATGTGGCG CAAATTGGGGAGGGAAGAAT 280

Ai03B13512 Araip.B03 13512 p3 (ATC)5 15 40256005 40256019 TCGATTTTTCTCCCAGATTTACA ACAATGAATTGGTCGCTTCC 249

Ai03B13518 Araip.B03 13518 p3 (AGA)6 18 40291863 40291880 ACTCGGAGGTGGAAGCTTTT ACCCCACAGGATCATCTCAG 235

Ai03B13521 Araip.B03 13521 p2 (AC)8 16 40303802 40303817 GGCATTTTTGTCCCCTTTTT GGAAAGTTGGGTACATTGGG 181

Ai03B13522 Araip.B03 13522 p2 (GA)6 12 40308099 40308110 ACCTGGGAAGCAGAAACTGA ATAGTCTGGCGAACACCACC 263

Ai03B13524 Araip.B03 13524 p2 (GA)8 16 40325318 40325333 TGCTGCTCTACCCACTGCTA ATGAAGCATGTTGGAGGGG 280

Ai03B13525 Araip.B03 13525 p2 (AT)14 28 40327003 40327030 CAACCTCCTCTCGACTCTGG CACACACAAACACAAACACAAGA 219

Ai03B13526 Araip.B03 13526 c (TG)6taaaagagagagtgtgtgtgtatgtacattgtgtttatgtgtgtgtttttttcagaattcatcttcatcagatttcacatattagtttgatt(TG)6116 40327196 40327311 TGTTTTTCTTCAGAATTCATCTTCA AAATGCACACACAAACACAATG 224

Ai03B13528 Araip.B03 13528 p2 (TC)6 12 40333744 40333755 AGAAAAGGGTGTTTTGCACG GAATGGTGAGGTAGCTGGGA 227

Ai03B13530 Araip.B03 13530 c (T)13ataaaccaaaacgacgtcgttttggaaaatgaatttt(A)1060 40338301 40338360 GGAGAGGGTTAGCCGTTAGG TAAGAACCGGGTTGAACTGG 235

Ai03B13532 Araip.B03 13532 c (TAAA)5agttgtcccctttttcttttacaggattag(T)1161 40342232 40342292 GTGGGGGATACCCACATACA TGAAAAATCCATGTTGTAAGCC 166

Ai03B13535 Araip.B03 13535 c (A)14cataagataaataag(A)1645 40343327 40343371 TTCATAACGGAAAGAGAATCAAGA AATGAGGTTTTGCACGTTGA 268

Ai03B13537 Araip.B03 13537 p2 (TA)9 18 40350185 40350202 GGATTAGAAGGCCCAAAAGC ATCTCGTGCAACATGCAACA 279

Ai03B13538 Araip.B03 13538 p2 (GA)9 18 40354839 40354856 GGGAATTTTGGATTCGGATT TCCATTCTCACAAAGGCACA 192

Ai03B13539 Araip.B03 13539 p2 (AG)9 18 40368663 40368680 CTCTCAGAGATCGTGGTCCC TCCATTCTCACAAAGGCACA 119

Ai03B13541 Araip.B03 13541 p6 (TATTTT)5 30 40377083 40377112 CCATGATGGAGAAAAGGGAA CAAAAATCCTATCCAAAGTTTTTCA 205

Ai03B13544 Araip.B03 13544 p2 (GT)7 14 40414571 40414584 CTCCGATGCATCCAAATTCT CCAAAATCAGTCGTGCCTTT 226

Ai03B13549 Araip.B03 13549 p2 (TC)6 12 40439926 40439937 AACTTCCTTTTCAATCTTTTTCG TGAAAATGTGGGTAATAGTTTTCAA 238
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Ai03B13550 Araip.B03 13550 p2 (CT)6 12 40440098 40440109 TGAAAACTATTACCCACATTTTCAA AACACAGAGAGGGGGAGAGG 245

Ai03B13551 Araip.B03 13551 c (GA)15a(AG)6 43 40454104 40454146 GGGGGAAAGAGGAAAAGAAA CCACACAGCTTCCCTGATTT 201

Ai03B13552 Araip.B03 13552 p3 (TGT)5 15 40459303 40459317 CTGCTGCCTGTTGTTGTTGT CACCGTAGCAGCCACTCATA 181

Ai03B13559 Araip.B03 13559 p2 (AG)14 28 40476988 40477015 GCACCTAGCTGGGTTCACAT TTAGTGTGCTGCATTTTGGC 242

Ai03B13560 Araip.B03 13560 c (T)10cgtaaaagaaaataaaaattaattagttaaaaaaaaagaaatttttgaaaaagagggaggatattttcgaaaatt(AG)799 40484192 40484290 TGGATATAACTTGGACTGATTTATCTT TTTCAAAATTTGTTTCAACTAACCA 279

Ai03B13562 Araip.B03 13562 p2 (GA)6 12 40490598 40490609 AGAGAGGGAGAGAGGGTTCG GAAAACTCCTCACCACTTTTTCA 236

Ai03B13565 Araip.B03 13565 p2 (AT)9 18 40511972 40511989 TGGGATCGACCCTTACTCAC CCTCGCCTTTATCCTCACAA 199

Ai03B13568 Araip.B03 13568 p2 (AT)6 12 40527592 40527603 CGAAGCTTGCAATGTGAACT GGGGTTGCAATGTTAATTGG 280

Ai03B13571 Araip.B03 13571 p2 (TA)6 12 40530179 40530190 GTGAGAGGTGATGGTTCGGT TTTTGATTGACCAAAGACAAAAA 264

Ai03B13572 Araip.B03 13572 p3 (ATG)5 15 40532253 40532267 ATGTCAAAGGCCAAAAGTGG TGCATTGCAAAGATTGCTTC 182

Ai03B13574 Araip.B03 13574 p2 (TA)13 26 40545258 40545283 GAGGGCTGTTCTGTTTGGAG ACCAGGACCTGCATCTGAAA 280

Ai03B13581 Araip.B03 13581 c (AAT)5aaatgggatatttgtcacatgagatagcgcctacaaatggctacaattcaagtcacc(A)1082 40566694 40566775 GAACGTGGGAAAGAAGAGAAGA ATTGCCATGAATTGTAGCCA 259

Ai03B13585 Araip.B03 13585 p3 (AAT)11 33 40570181 40570213 GGTGTTAAGTCTGTTGCACAGATAG TCTCTCTCTTTTCTCTCATTCTCTATT 280

Ai03B13591 Araip.B03 13591 p2 (AT)7 14 40576530 40576543 GCCATGACATCAACATAAACAA CGATATTTTCGATGCGTGTG 230

Ai03B13593 Araip.B03 13593 p2 (AT)7 14 40578185 40578198 GCCATGACATCAACATAAACAA CGATATTTTCGATGCGTGTG 230

Ai03B13594 Araip.B03 13594 p4 (ACTA)5 20 40586047 40586066 CCCTTTTTAATACCCAGCAGC CCCCTCATCTAACACTCCCA 181

Ai03B13598 Araip.B03 13598 p2 (TC)11 22 40606352 40606373 TGAATGCTTAACGGATTTTTGA GATGCAACCTTGATCCCACT 276

Ai03B13599 Araip.B03 13599 p2 (TA)8 16 40607002 40607017 AGTGCAGAACCAAAAGCACC GCGCAACAGTGTTTTCTCAA 109

Ai03B13600 Araip.B03 13600 p3 (TGA)5 15 40608942 40608956 ATGAGCAGGAATCCGATGAC CCCACGAGCATGCTACACTA 232

Ai03B13604 Araip.B03 13604 p2 (AT)8 16 40615201 40615216 TCCTCCCTTCCTCTGGAATTA TGCGGCATAGAATGACTGAG 276

Ai03B13606 Araip.B03 13606 p3 (ATA)5 15 40617795 40617809 TTGTTGTAACTTTCTTATCTTTCATTG TGAAATTAGAAGTTGGACTGCC 271

Ai03B13607 Araip.B03 13607 p2 (AG)8 16 40620638 40620653 AGAGGTATAGACGCTGGCGA TTCGGTGGACGACAAGTACA 259

Ai03B13608 Araip.B03 13608 p2 (TC)16 32 40629035 40629066 TCCGTTGACCGTTCTCTTTT GTGTGTGTGTGTGTGTGTGTGT 279

Ai03B13612 Araip.B03 13612 p2 (AT)9 18 40631319 40631336 AAAAGAAGCCTATGATGATGGTG AAGAAAATTAATAAAAGTGTGGAGGA 195

Ai03B13613 Araip.B03 13613 p2 (TA)14 28 40631545 40631572 GTGCGGTTTAGGAGAATGGA TAATCAGCATGCCTGTGGTC 196

Ai03B13617 Araip.B03 13617 p2 (TA)11 22 40650355 40650376 GCTAGGCGTCTGGATCTTTG AATTAGCTCCTGACTCAGCCC 237

Ai03B13619 Araip.B03 13619 p2 (GA)8 16 40655932 40655947 AATATCATGCTAGCGGGTGG CCAAAAACCCCACCTACCTT 263

Ai03B13622 Araip.B03 13622 p3 (TAT)5 15 40672197 40672211 GGCTTGTGTTGGAATTAATGG CATATCGGCAGATTTGAAACTT 269

Ai03B13623 Araip.B03 13623 p2 (TA)10 20 40672462 40672481 GGCTGAATGCCATAAGGAAA TTTGGTTCGGTAGTTCCAGG 156

Ai03B13624 Araip.B03 13624 p2 (AT)7 14 40690850 40690863 AAAGAGAATGGTGACCGCCT TTTTGGCAGAAGAAGGTTGC 244

Ai03B13627 Araip.B03 13627 p2 (AG)9 18 40701672 40701689 AAAATTAAGAATGCCTTTGGTTTG GAGGCCTTTGAACACACACA 266

Ai03B13628 Araip.B03 13628 p3 (AAT)5 15 40705635 40705649 AAATAACATCTTTTATGGTCAAGATTT TGACATGCATGATTCTTGAAAAC 270

Ai03B13629 Araip.B03 13629 p2 (AG)6 12 40706714 40706725 GATGCTCATAGGTCCCGTGT ATGCAGGAATCGAAGCAGAT 160

Ai03B13632 Araip.B03 13632 p2 (TC)19 38 40719303 40719340 TATATTCGAATCGCGAACCC TGAAGGAAGGAAGAAGAGAGAAAA 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B13633 Araip.B03 13633 p2 (TC)19 38 40719502 40719539 TTTTCTCTCTTCTTCCTTCCTTCA TGATCCAATGATGATCAAGACC 259

Ai03B13638 Araip.B03 13638 p3 (AGA)5 15 40747159 40747173 TCCCATGACTCAGATGTGGA TCACACCACACACCCCTCTA 242

Ai03B13639 Araip.B03 13639 p2 (AG)7 14 40747957 40747970 ATGCAAGATGGGGGAGGTAT CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ai03B13641 Araip.B03 13641 p3 (CCA)5 15 40762496 40762510 ACCTTCCTCACCCCACTACC TGGTGGTGGATTCTTGTTCA 168

Ai03B13642 Araip.B03 13642 p3 (TCA)5 15 40762628 40762642 ACCTTCCTCACCCCACTACC GTGGTGGTGGGTTCTGTTTT 253

Ai03B13643 Araip.B03 13643 p3 (AAG)8 24 40762955 40762978 TCAGTTCACAGAAGAAGCGG CTCGATAACGGTGGCAGTTT 193

Ai03B13644 Araip.B03 13644 p2 (AT)15 30 40771054 40771083 TCAAGCTCCGAACTCAACCT CCGGGTAAAACGAAAGGAAT 137

Ai03B13646 Araip.B03 13646 p2 (AG)6 12 40808779 40808790 TAGAAGCCAGAGAATGGGGA TGGGAAGGTTCATAAGCCAA 279

Ai03B13647 Araip.B03 13647 p2 (AT)8 16 40813414 40813429 TGGGTTTGGAAACATTTGGT GGCATTTTGTTCCCCTTTTT 205

Ai03B13648 Araip.B03 13648 p2 (AG)6 12 40814764 40814775 CCCATCCCCTTACATGATTG GGGCCATCACAACTCTGTTT 255

Ai03B13650 Araip.B03 13650 p3 (ACA)6 18 40824707 40824724 CCAACATCCGCCAATAATCT GTTGTTGTGCTGTTGGTGCT 240

Ai03B13657 Araip.B03 13657 c (T)12gtcaggggccggattgagg(T)1041 40838437 40838477 TCGAAGTAATTGTCAGGGGC CCTTGTACCCCTTGTGGAAA 271

Ai03B13661 Araip.B03 13661 c (A)11ttttttttcg(A)1031 40864852 40864882 TCGAAAATATCTCCCCCTTTT GGGTTCGAATTTGGTGATGA 256

Ai03B13663 Araip.B03 13663 p2 (AG)7 14 40871696 40871709 CAAAGGTGGCTTCCAGAGAG TAAATTCGAACTGCGAACCC 130

Ai03B13666 Araip.B03 13666 p2 (CT)6 12 40879424 40879435 GCAAAGGGAAGACACAGAGG TGTGCCTTGCACTCTCACTC 199

Ai03B13671 Araip.B03 13671 p3 (CTC)5 15 40932981 40932995 GGCAAAGAAAAACGCTCAAG CTTCTTCGACTCTGGTTCGG 208

Ai03B13677 Araip.B03 13677 p3 (TGC)5 15 40954939 40954953 CGTTTTCGATGATGTTGCTG TCCAACAATCAGGAAACCAA 265

Ai03B13678 Araip.B03 13678 p4 (ATGT)6 24 40957356 40957379 ATTTTTCCTCGCCCTTGTTT GCCACTCTGATAGCGAGGAT 263

Ai03B13681 Araip.B03 13681 p2 (TC)6 12 40967110 40967121 ATGTTGGGTTTTGCATGGTT TGTGCCTTGCACTCTCAAAC 181

Ai03B13684 Araip.B03 13684 p2 (AT)9 18 40980180 40980197 GGAATGTCATGCAATTCAATCT TCAGTGAGGGTTCAATAGCTCA 279

Ai03B13685 Araip.B03 13685 p2 (TA)6 12 40989297 40989308 CCAACATCAAATTGGTCGAG CCAAACTCAAAACTGTCGCA 276

Ai03B13690 Araip.B03 13690 c (CT)6caatgttctcatcttttccccaccacttccaccaccaccactaacccatc(CT)674 41003198 41003271 CTATCATCTCCTCCCCTCCC AGAGTTGACGGATTATGGCG 147

Ai03B13691 Araip.B03 13691 p2 (GA)11 22 41004155 41004176 AAAAGGAGTCGGGCTATGGT CTATCATCTCCTCCCCCTCC 198

Ai03B13693 Araip.B03 13693 p3 (AGA)5 15 41005858 41005872 CCAAACACACTCATTTCCCA TGTTAGATGGGGTGGGGTTA 265

Ai03B13694 Araip.B03 13694 c (T)10cttcaaaaaaaaggaagaaaggaaaaagacaaaatgagca(AT)764 41008305 41008368 CAAGCAAACCTTGCATTTCC TAGCCGACCATCCAAGAATC 266

Ai03B13696 Araip.B03 13696 p2 (GA)8 16 41011024 41011039 TGCATGACAGAGAGGAATGG CTTGGGGTGTGCTTCATTTT 236

Ai03B13701 Araip.B03 13701 p2 (AT)9 18 41024826 41024843 CATGATTTTCTTCCGAAACCA AGTTTGTGAGGCTTGGCAAT 192

Ai03B13702 Araip.B03 13702 p2 (TA)6 12 41027407 41027418 AAAGGATAGCTCCAATGGAAA TTTGCACATGTGGGAACGTA 130

Ai03B13704 Araip.B03 13704 p3 (TTC)5 15 41044869 41044883 CCAATCCTGACCCACTTCAT TTGGGGTTTAGTTCAGCATTG 269

Ai03B13705 Araip.B03 13705 c (TC)9(TA)10 38 41048615 41048652 TGAACATTTCGCGCTTTGTA CCCTATCACCCTAAGCCTTACC 202

Ai03B13706 Araip.B03 13706 p3 (AAT)6 18 41049292 41049309 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 242

Ai03B13708 Araip.B03 13708 p3 (AGA)5 15 41051867 41051881 CTAGAGGTTTCTCCGGCCTT TGAAGGCCTTTACATCCCTG 259

Ai03B13713 Araip.B03 13713 p2 (CT)8 16 41086720 41086735 TTACCGTCGGATTTACAGGC GTCGGAGGAGGCTACCAGAT 258

Ai03B13716 Araip.B03 13716 p2 (TA)15 30 41113831 41113860 CTCCTTGCAAGCGAAGAACT ACTCGACCTGCGAAGCTAAG 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B13721 Araip.B03 13721 p2 (TC)7 14 41132245 41132258 TTCAATCATATCCTTTTCAAAACTACC TGAGAGAGGGAAGAAGTCGAA 226

Ai03B13725 Araip.B03 13725 p3 (ATT)22 66 41169298 41169363 TGATACATCCTTTAAAAAGAGAAAAGA CATGCAAGGTAGTTTGGCTT 224

Ai03B13728 Araip.B03 13728 p3 (TAA)6 18 41177339 41177356 GGTCGTCATTTGGCAAACTT AAAATTCGGTGAAATTATAGAGACAGA 280

Ai03B13730 Araip.B03 13730 p3 (TTC)5 15 41183584 41183598 TTCAAATTCCCACCTCCATC GCACTTGGCTACAGCAATGA 196

Ai03B13731 Araip.B03 13731 p2 (AT)7 14 41186546 41186559 ATCTTCTGCAAACATTCCGC TCGTCCCTTGTCTTTTCATTG 269

Ai03B13734 Araip.B03 13734 p2 (AG)6 12 41193044 41193055 TGGCACATAAAAGGTGGGAT CCGGCTCTAATGCTGTTCTC 232

Ai03B13736 Araip.B03 13736 p3 (TCT)68 204 41201468 41201671 AATCTTTAGATCCATCAAGCACC TGGAGCAAGAAATGGAGAAGA 261

Ai03B13737 Araip.B03 13737 p4 (TTAT)5 20 41202304 41202323 CAACGAAGCCTTTGCAATTC GCCCACACCACTCTCAACTT 210

Ai03B13747 Araip.B03 13747 p3 (TTA)5 15 41233228 41233242 GGCAATTGAGTTCAAAATTTAAGG CCCCCTTGAATTGACATGAG 128

Ai03B13749 Araip.B03 13749 p2 (GA)6 12 41235211 41235222 GCTCAGAGGAGCGAGAAAGA AACGAACAGAAACCCTCCCT 201

Ai03B13751 Araip.B03 13751 c (CT)7aattttcgaaaatatcttccctctttttcaaaaattctttttaattaactaattattttaatttttttttaattttcg(A)10102 41240749 41240850 TTCCTATCTTTTTCAAAACCACC TGACAAAGAAGAGGGCACAA 277

Ai03B13752 Araip.B03 13752 p2 (CT)6 12 41243190 41243201 TTGTGTGCAAGGGCATTTTA TGGATGTGAGTGGTGAATGG 215

Ai03B13753 Araip.B03 13753 c (A)10ctaaaagaaaatac(A)1438 41247266 41247303 TATTAAGCCATGCCTGACCC TGAGTATGCAATTGACACCAAA 242

Ai03B13754 Araip.B03 13754 p2 (CT)6 12 41248341 41248352 TCTTGTGAATCAAGTCATTAATTGTG GAAAAAGAGAGGGAGATATTTTCG 279

Ai03B13755 Araip.B03 13755 p2 (TA)8 16 41253323 41253338 TTCCCTCGCCTTTAATTTTG TGCGCCACTCTGATAACTCA 238

Ai03B13757 Araip.B03 13757 p2 (AC)9 18 41268655 41268672 CCCTTATACCTAAATTTTTACCCAAA GTGCTGAGAGGGTGAGGAAG 110

Ai03B13758 Araip.B03 13758 p2 (AG)8 16 41268829 41268844 GTCAGTTTCGTGCCTCCCT TCAGTGAAACACCATCAACAAA 260

Ai03B13759 Araip.B03 13759 p2 (AG)7 14 41270628 41270641 TTAGGTGGTGTTACCCAGGC CGTTCCTGAACCTAACAACGA 258

Ai03B13761 Araip.B03 13761 p2 (AT)10 20 41283564 41283583 ACCTATGGGCCTATTGGGTC TTTGTTTTGGATGGGAGAGG 198

Ai03B13763 Araip.B03 13763 p5 (AGATA)6 30 41305684 41305713 TCCACACCCGGAATAGTCTC AGACACTCCGACGCTCAAGT 268

Ai03B13769 Araip.B03 13769 p3 (CAA)6 18 41313879 41313896 CGCCTAATCACGATCCCTT AACTGGGGGAGAGTTGTGTG 178

Ai03B13770 Araip.B03 13770 p3 (TTC)5 15 41321776 41321790 GAAACACTAAGCCCCATCCA GGTGCACCCTTGAGATGAAT 240

Ai03B13773 Araip.B03 13773 p3 (ATC)6 18 41341449 41341466 GCAAAGAATCAAGCGCTACC ATCTGAGAAATTTGCCCCCT 172

Ai03B13776 Araip.B03 13776 c (GT)6ctgt(GA)8 32 41362539 41362570 ACGTGTGCATCACAGAAGGA AAAGCGCTTGTGACATTGTG 268

Ai03B13781 Araip.B03 13781 p2 (AT)6 12 41375476 41375487 AAGAACCTTTGACTCGAAACTG TTCAGGATCAACGAGGAAGC 265

Ai03B13784 Araip.B03 13784 p3 (ATC)5 15 41378736 41378750 ACGCAGATTGCATTTGTCAG ACTTGCTTCTTCACCCTTGC 232

Ai03B13787 Araip.B03 13787 c (AT)14aattaaaaag(A)1048 41387869 41387916 TGGGTTTAGAAACGTTTGGTTT TTCATGCATCCTGATTCGAG 280

Ai03B13789 Araip.B03 13789 p3 (ATC)9 27 41394300 41394326 TTAACCCAAGCACACACCAA CAGAGCTCCGCACCTTAATC 269

Ai03B13790 Araip.B03 13790 p2 (CT)6 12 41444954 41444965 CCGAAAGCTATGCAGTCCTC CGATGGCAAGGAGAAGAGAG 226

Ai03B13794 Araip.B03 13794 p2 (AG)6 12 41499013 41499024 TTTTTGAGTGAGGGAGAGATGTT TCTTATCTTTTTCAAAACCACCAA 258

Ai03B13796 Araip.B03 13796 p3 (TTC)5 15 41503404 41503418 AAACACTCCCCACTCTCCCT GAAGCATTGTCACCACATCAA 139

Ai03B13800 Araip.B03 13800 c (AT)8tccccaatacttcaatgcagccaaatcataagctctagctgctttatcttctttatcatatccacctac(AT)8101 41535653 41535753 CCAATACTTCAATGCAGCCA TGCAACTTCTCTCTCCCTTCA 272

Ai03B13803 Araip.B03 13803 p2 (CT)6 12 41554256 41554267 AGTGACGGAAATCAGCGTGT ACATTGAACCTGGGATCGAG 257

Ai03B13806 Araip.B03 13806 c (TG)6c(GT)7c(TA)640 41571550 41571589 GGTGAACCAATTCCATTTCAG GCTCCATTAAGCACATTTTTCC 280
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Ai03B13807 Araip.B03 13807 p2 (AG)7 14 41578922 41578935 GAGCTGTCGTCGTCAAATCA CAGCTCCTTTTTCGCACATT 262

Ai03B13810 Araip.B03 13810 p3 (ATA)11 33 41585820 41585852 TGGCAATAATTTGGCCTGTT GAAAGTCATAGCTCGGCGTC 134

Ai03B13811 Araip.B03 13811 p2 (AG)7 14 41596712 41596725 GGGTGAGGAGAGCAGAGATG TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai03B13819 Araip.B03 13819 c (ACT)7tgtagcacaacttgaaactactacttgtagcacaacttgaatttaggtttcctcttgtttagagttgacaacaca(ACT)6114 41614410 41614523 TCATCCATGAGGTGGTCAAA TCAACCAATCATCTTGTAACGTG 268

Ai03B13820 Araip.B03 13820 p3 (ACT)5 15 41614629 41614643 CGTCATTATGCCACATGACAC CGCTCCAATTTTGAGATGGT 267

Ai03B13821 Araip.B03 13821 p3 (ACT)8 24 41614798 41614821 GGGTGCTGCAAATTGAAAAT TAGTATGCTTCTCGCACCCC 275

Ai03B13823 Araip.B03 13823 c (ACT)5ctttgtagcacaacttgaaactactacttgtagcacaacttgaatttaggtttcctcttgcttagagttgacaacaattca(ACT)5111 41615662 41615772 CATGAATTTAGGTTTCCTCTTGC TTGTGTTGTTGTCAACTCTAAGCA 266

Ai03B13827 Araip.B03 13827 p2 (AG)13 26 41627840 41627865 CCGTCTGTCGATAGTACCCG TGGGTTCAGTACGTGGTTCA 258

Ai03B13828 Araip.B03 13828 p3 (TAT)15 45 41639600 41639644 GTTGTGCTGAGAGCTTGTGG TAGGTCTGACCATTGCGTTG 246

Ai03B13829 Araip.B03 13829 p3 (TCA)5 15 41663320 41663334 CTGAGGCTGTTGAGGCTTTC TGTGGATAATGTGGTGGTGG 101

Ai03B13830 Araip.B03 13830 p3 (TTA)17 51 41671242 41671292 CCAACCTCAATCCGGTTCTA GTGGTCCTCGTCGGTGTACT 270

Ai03B13834 Araip.B03 13834 c (TCT)5tttctttcgtttcttgccttctctttctcctc(CTT)6actgcacattcttcttcctcttcc(TCT)6107 41687857 41687963 GCGATGCAAGGTACGTTTTT GAGGAAGAAGAACGTGCAAGA 214

Ai03B13835 Araip.B03 13835 p3 (CTT)6 18 41688079 41688096 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 233

Ai03B13837 Araip.B03 13837 p4 (TTTA)6 24 41712329 41712352 AGCAGTTGCTCTGGTTGGAT AGCCACACCCCAAAATACAG 205

Ai03B13838 Araip.B03 13838 p4 (TAAA)5 20 41715175 41715194 CCTAACCACTTTCTCTCTCCTCA GGTTAGCATTTGACCCCAGA 199

Ai03B13840 Araip.B03 13840 p3 (TTA)5 15 41725787 41725801 ACGGACCTTGTTTGGACTTG ATGAAGGGTTTGGTGGTGAG 191

Ai03B13841 Araip.B03 13841 p4 (TAAT)6 24 41727046 41727069 TTCCTTTGCCACACACACTC CAACCTAAAAAGCCTGCACC 245

Ai03B13847 Araip.B03 13847 p2 (TA)10 20 41734043 41734062 AGCTTCACGCATGTTGCATA CCCAATCCCATGAAGAGAAA 277

Ai03B13848 Araip.B03 13848 p2 (GA)8 16 41734757 41734772 AACCCATCCAATCAGCAATC GAGGAATGCCAGAAAACAGG 278

Ai03B13849 Araip.B03 13849 p3 (TTC)5 15 41735009 41735023 CCGTCTCCACAAGAATCCAT CCAATTCTCCTTCCACGAAA 268

Ai03B13851 Araip.B03 13851 c (T)10ataaacg(A)1027 41756975 41757001 CGAAAATATCTTCCCTCTTTTTCA CCAGAGTCCTTCTGGACTGTTC 234

Ai03B13852 Araip.B03 13852 p3 (AAT)5 15 41762615 41762629 GGGGAAAGTTGTGAAAAGCA TTTGAGTCATTATCCCTCACCA 217

Ai03B13853 Araip.B03 13853 p2 (GA)10 20 41762845 41762864 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 241

Ai03B13856 Araip.B03 13856 p2 (CT)7 14 41791945 41791958 TTTTTGTTAACTAAGTCCAACCAAGT TTTCCGTAGCAACTGTATAATTGAA 256

Ai03B13857 Araip.B03 13857 p4 (TTTA)5 20 41793218 41793237 CCCAAAATTCCTACTTTTGCAT TGGGAAATTGGGTTGATAAAA 280

Ai03B13859 Araip.B03 13859 p2 (CT)6 12 41806234 41806245 GGAACATTGAACCTGGAATTG AGGGGACAAGCAGAGACTCA 164

Ai03B13863 Araip.B03 13863 p3 (ATA)6 18 41821642 41821659 GGTAACGCCGAATGAGATGT TGGGATCGACCCTTACTCAC 185

Ai03B13864 Araip.B03 13864 p3 (TTA)6 18 41831762 41831779 TTGGGTTTAGGATTGGTCTTTT TCAAGTTGCAACCTCTGTTATGA 247

Ai03B13867 Araip.B03 13867 p3 (TTA)6 18 41863015 41863032 GCCAGAGCCATGCAGATTAT GATTTTGAAGATTCGTGGCG 217

Ai03B13872 Araip.B03 13872 p2 (TC)6 12 41875503 41875514 GTCGTTGTCAGCCCTGATTT AGGCTTACCAACGGTGACAG 216

Ai03B13873 Araip.B03 13873 p3 (ATG)6 18 41877345 41877362 TCTTTTGTTGTTGCTTCTTCTTTTT TTGTCGTCACCATCACCACT 256

Ai03B13878 Araip.B03 13878 p2 (GC)6 12 41895110 41895121 GAATTTCCATTTTCAGGCCA GACGCGTCAGTTTTAGCACA 231

Ai03B13879 Araip.B03 13879 p2 (GC)6 12 41895430 41895441 GCCAAGTTTGTGCCACTTTT CAATGGTGGTGGGTTGTGTA 259

Ai03B13881 Araip.B03 13881 p2 (TA)7 14 41902531 41902544 TGTCTTTTAGGCCTTTTGGG TTGAGGTGGCAAGGTATAACG 259
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Ai03B13882 Araip.B03 13882 p2 (TA)6 12 41902649 41902660 CCTTCAAAGGCTCCTCGTTA GATGTGGACATGTCGGTCTG 165

Ai03B13883 Araip.B03 13883 p3 (ACC)5 15 41910200 41910214 ACGGAAACCGGATTAATGGT GCATTACGGTTGCACAGAGA 137

Ai03B13884 Araip.B03 13884 p3 (AGA)5 15 41910469 41910483 GTGGTTCTTCTGCTTCTGCC TGTCCAGCTGTTCCTCTGTG 170

Ai03B13886 Araip.B03 13886 p2 (TA)7 14 41918957 41918970 TGGGGTATTTTTGTCCCCTT TGAAAATCATGGGAATTGGG 151

Ai03B13888 Araip.B03 13888 p2 (TA)13 26 41934737 41934762 CAAGCCGTGGCTAGACTCTT CGCGTCATAAAGCAAAGGTT 238

Ai03B13893 Araip.B03 13893 p2 (CT)9 18 41948567 41948584 ATCTTTGGCAACTCTGCACC AACCACACCCTCCTCTTCCT 274

Ai03B13894 Araip.B03 13894 p3 (CTT)5 15 41949175 41949189 AAAATGCGGGAAAGTTCCTT ATACGGTTGACGACGGAGAC 242

Ai03B13895 Araip.B03 13895 c (TA)7ttacaaattctttctctctttttgtgaatatctgttcttatatgtatcttcttttacagctaagtaacattaactttttcttttttggtctaaagtg(T)10121 41949723 41949843 TGCTATTTAGGGGTAAGAAATCG ATTCCCCTTCAAATCCCAAA 266

Ai03B13897 Araip.B03 13897 p3 (TAT)5 15 41955920 41955934 TTCAATTTCGCAAACTGATTC CGGTGAGGACATGTTTGCTT 278

Ai03B13898 Araip.B03 13898 p2 (TA)6 12 41961452 41961463 CTGACTTGGGTTTTGAAGGC AGACTCGCCAAGACTTGCTC 163

Ai03B13899 Araip.B03 13899 p2 (TA)9 18 41961565 41961582 GGCGAGTCTAAACTGCTGCT TCGGGTTGATAAGCGAAAAC 267

Ai03B13900 Araip.B03 13900 p2 (GA)16 32 41963215 41963246 AGCAACGGCGATTAAGTGAT TTCCTTCACAGCTCATGTCG 203

Ai03B13904 Araip.B03 13904 p2 (CT)8 16 41971701 41971716 TCGTCGTTCTTCTCCTTCGT CATGTCGTCAGAAAGCCAGA 240

Ai03B13905 Araip.B03 13905 p2 (CT)6 12 41975855 41975866 GCAATGAGTTACCGTCGGAT GAGAGAAAGTGGGAGTTGCG 270

Ai03B13908 Araip.B03 13908 p3 (ATT)5 15 41999431 41999445 AACTGGTGCCGTTTATGGTG AAAGAAGGGTATCACTAGGTGCAG 242

Ai03B13913 Araip.B03 13913 p4 (TTTA)5 20 42010963 42010982 GCATGGATGTAAAATTTGAAGGA ACCTAGCATGCTTTTGGTGG 198

Ai03B13915 Araip.B03 13915 p2 (AT)10 20 42017059 42017078 GCGGAGCTACAGGAGCATAG CGCGAATATGAACCGAAACT 237

Ai03B13919 Araip.B03 13919 p3 (CTC)5 15 42052392 42052406 GGGAGGACAGTAGAGAGGGG AATGCGATGATAGGGAAGGA 160

Ai03B13920 Araip.B03 13920 p4 (AAAG)5 20 42052942 42052961 TTCGTCGAGAAGGAGGAAGA TTGCCTAGTGGAGACAGGAGA 269

Ai03B13921 Araip.B03 13921 p2 (GA)6 12 42062505 42062516 TATGGGAAAGGTCCTAGGGG TGCTACGCCAGGGATATAGG 258

Ai03B13927 Araip.B03 13927 p3 (TCT)6 18 42094105 42094122 CATCCATACACACCTTCCCC TGAAAGCACTTGCCTTCCTT 195

Ai03B13933 Araip.B03 13933 c (AT)11(AC)7atatatacataacaaacaaccccaaaatataacttcctaacttcgcttgccaaagaaacctccagatgctcaccgaggcacatctcgacttgc(A)12141 42129252 42129392 CCCAAGATAACCCAACATGC CCTCCGGTTCTCATTCCATA 240

Ai03B13942 Araip.B03 13942 p3 (AAT)5 15 42180487 42180501 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 203

Ai03B13943 Araip.B03 13943 c (AG)6ttagttagatagttttgaaaaagttaagaaacaaacaaaa(AGTT)572 42180820 42180891 TTTTGAAAAAGGGGGAAGAT TTTCAAAATATCTTTTCTAACCTCCT 159

Ai03B13946 Araip.B03 13946 p2 (AT)6 12 42192184 42192195 TTATACCGCAATACCGCTCC GGCGCAGAAATTACGAAGAG 258

Ai03B13947 Araip.B03 13947 p2 (AT)6 12 42198654 42198665 TTATACCGCAATACCGCTCC GGCGCAGAAATTACGAAGAG 258

Ai03B13949 Araip.B03 13949 p3 (CTT)5 15 42225897 42225911 CTCCTTGTCTCAACCCTTGG TCAGAAATCCTTCTTGGGGA 244

Ai03B13950 Araip.B03 13950 p2 (TG)7 14 42228115 42228128 GCGTGATGAGGTTTTTGGAT AACCTCTCCCCACCCTCTAA 257

Ai03B13951 Araip.B03 13951 p3 (CCA)5 15 42243751 42243765 TGCAAAGAATGGAAAAAGCA GCACATTGATCTTTTTGGTCC 152

Ai03B13954 Araip.B03 13954 p3 (TCT)5 15 42263125 42263139 CCTCCAAGGTTGAAACCAAA GAGTGGTGACCAAGGAAGGA 141

Ai03B13955 Araip.B03 13955 p3 (ATG)5 15 42274008 42274022 GCACTCCTCTGGCTACATCC GAAGGGTCAAGGGAGCTTCT 157

Ai03B13958 Araip.B03 13958 p3 (ATT)15 45 42285586 42285630 CATAAATCAAAGGACTCGGCA GGGTGGAGTGTTTGTGGGTA 141

Ai03B13959 Araip.B03 13959 p2 (TG)7 14 42288284 42288297 AGCTTACTGAGCATTGGACG CCTGAGCGCCTGTTATGACT 280

Ai03B13961 Araip.B03 13961 p2 (AC)15 30 42308045 42308074 AACATCTGCCAGCTCATCCT TGGTAACCAATTGCCAATGA 228
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Ai03B13966 Araip.B03 13966 p3 (TTA)21 63 42318315 42318377 TGTTGCTTTACCCACGTGAT CCTCCCAAATGAATACACTTTTC 278

Ai03B13968 Araip.B03 13968 p3 (AAT)5 15 42323729 42323743 AGCAGGAGCAAGGACAAGAA AAGTTGTTTGCTCCAATGGC 251

Ai03B13971 Araip.B03 13971 p3 (AGA)7 21 42338027 42338047 TTGCCTTCCCTTTCCTCTTT TCAACATCTCTTTCCCACCC 224

Ai03B13973 Araip.B03 13973 p2 (TA)6 12 42347937 42347948 TTCTGAGCCTCTTCTCTCGG TTGGTTCTTGTTTCCCTTGG 223

Ai03B13974 Araip.B03 13974 p2 (CT)7 14 42351351 42351364 TTTGAGGTTTGTGGAAAGGG TTAACAAAGGTGAGCACAGGT 180

Ai03B13978 Araip.B03 13978 p3 (ATA)7 21 42367723 42367743 CCCCCTTTTCAATCAAAACA TTTGGTTGTTGTGCACCTTT 165

Ai03B13979 Araip.B03 13979 p2 (GA)6 12 42370623 42370634 TTGATGGTTGCAGCAAAGAG GCACGCTTGGATTCAATTTT 271

Ai03B13980 Araip.B03 13980 p2 (GC)6 12 42371275 42371286 TGAGTTGAACGATGATGGGA TCCTAGAGGAGATTGGGAGGA 267

Ai03B13981 Araip.B03 13981 p2 (AG)6 12 42374950 42374961 GTTATGAAGTGGGGGAATGC TCCAAATTGGCAACAAAAGT 249

Ai03B13982 Araip.B03 13982 c* (A)11(AG)8* 26 42377716 42377741 CCACCATGGTATGGTCGTTT AGGTGGTTTTCGCAACTGAC 227

Ai03B13985 Araip.B03 13985 p2 (AT)6 12 42413750 42413761 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 228

Ai03B13987 Araip.B03 13987 p3 (AGA)5 15 42425109 42425123 CCATTGTTGCTTGCTTCAAA GCAACGGCTAGCTTAGATGG 206

Ai03B13989 Araip.B03 13989 c (T)10ctttataatgattcgatttgatgatctcctttttcattttgcttgaactctaatctgatcatgcttgttttagctttgtaacgttgcttacttg(T)15119 42426529 42426647 GGTTGCACAAGAATGAAACTGA TAGCCGTGGTGGCTAGGTTA 274

Ai03B13991 Araip.B03 13991 p2 (TC)7 14 42440516 42440529 TGGTGCACTGCGATAAAGAG TGAGGGTAGTTAGTTGGCGG 190

Ai03B13992 Araip.B03 13992 p2 (AT)8 16 42441804 42441819 GCACACTTGCAATATACATGGG TCATTTCTGATCAACAAGAAGAGAC 258

Ai03B14002 Araip.B03 14002 p3 (ATT)5 15 42459413 42459427 CAAGCATGAAAAAGAGAACCG TCATTGGAATTTGCATTATGTGA 194

Ai03B14009 Araip.B03 14009 p2 (AT)7 14 42480673 42480686 AACTCAAGCTCGACTCACCG GCTTGAGCTTGGAATTGAGC 233

Ai03B14012 Araip.B03 14012 p2 (AT)13 26 42491454 42491479 TGGAAAACTTGGAACATTGG GGCATTTTTGTCCCCTTTTT 240

Ai03B14014 Araip.B03 14014 c (A)10ttggtatagagacctaaataaaaagaaaaaaaatgtagagacctaatt(A)1169 42500176 42500244 TCTGCACTTCTTAATAGTAATTGGC ACAAGCCTAGCTACAATGCAA 273

Ai03B14015 Araip.B03 14015 p2 (CA)6 12 42500769 42500780 ATATGGGCCCCTTGACCTAT TGTGAAACTGGGGATAAGCC 251

Ai03B14018 Araip.B03 14018 p3 (TAT)6 18 42521720 42521737 GGTCCCATTCAGATTAGGCA TGTTGAAATAAGAGAAGACGACG 230

Ai03B14021 Araip.B03 14021 p2 (GA)13 26 42528172 42528197 TCACTGAGCTTCAGCACCAC TGACAGAGGCACAGCAACTC 271

Ai03B14025 Araip.B03 14025 p3 (TAA)5 15 42541760 42541774 CCCAATTCGGTATGTCCAAG AGTGGTTTGGTAGGCGTGAA 278

Ai03B14036 Araip.B03 14036 p2 (AC)7 14 42575245 42575258 CGAAAATCAGAGGTGGTGGA CGTAACCGTTTCGAGTGTGA 152

Ai03B14039 Araip.B03 14039 p3 (AAT)5 15 42605900 42605914 TGGAAGGATCAACAGAAGCC GCCTCCAAATTTCTGATGGA 218

Ai03B14041 Araip.B03 14041 p2 (GC)6 12 42624625 42624636 GCGAATTCACTTTAGTGGGC AAAAGCATGCAAAGTGGGAG 256

Ai03B14043 Araip.B03 14043 c (TTTAT)5tttactttcgttttc(A)1050 42632633 42632682 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 191

Ai03B14045 Araip.B03 14045 p6 (TCTTTT)5 30 42669515 42669544 TACTTTGGGGCATTTTGTCC TGGGTTTGGAAATGTTTGGT 222

Ai03B14049 Araip.B03 14049 p2 (CT)15 30 42694748 42694777 ACATGCCAAAAGGGTACAGG GGGTGTTATGGGAAGGTGTG 134

Ai03B14050 Araip.B03 14050 p2 (CT)7 14 42695204 42695217 AGGGAAGAAAAGTTGGCGTT TGTGAGGAGGTGATTGGTGA 265

Ai03B14053 Araip.B03 14053 p3 (ATA)6 18 42706535 42706552 AACCTTTTGATAGGGATTACTCATT TTCCTCTTCCAATAATCTTCATATC 280

Ai03B14055 Araip.B03 14055 p2 (TG)6 12 42709424 42709435 GTCGGAGGCGATTCATACTC TTCTGTAAACAAGGCAATGTGG 188

Ai03B14061 Araip.B03 14061 p2 (GT)9 18 42738418 42738435 CTTGAGTGAGGGGTGGGTTA TTCGGAAATAGATTTCAAGCTG 248

Ai03B14062 Araip.B03 14062 c (TA)9(T)10 28 42741076 42741103 CGTGTTATGCTAAACCAAATTCA CCTGTTCTTTTCCTGGTTTATGA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14065 Araip.B03 14065 p2 (GT)12 24 42745184 42745207 CTTGAGTGAGGGGTGGGTTA TCCCTAAAATTCCCAATTTCACT 125

Ai03B14071 Araip.B03 14071 p2 (TC)21 42 42813761 42813802 TGTGGATGCACATTTCCAAT AACAACGTAAAAGAGAGGAAGAAA 247

Ai03B14072 Araip.B03 14072 p2 (AT)11 22 42820871 42820892 TTCTTTGTACCCTCGCCTTT CTACCAAAGCTCACGCTTCC 280

Ai03B14082 Araip.B03 14082 c (A)10taa(AT)10(TA)747 42847993 42848039 TTCAAGTTTGGGAGGTTTGG TTCACTTTGGGGCATTTTGT 279

Ai03B14083 Araip.B03 14083 p2 (TA)16 32 42851037 42851068 TGAATGCATGAGATGACCACT TGATGCATGCTGTTTTTGTG 215

Ai03B14085 Araip.B03 14085 p3 (CTT)5 15 42851943 42851957 AGTTCTTGCCACACTGGACC ATCCTTCTGTTTGACCGCAG 230

Ai03B14086 Araip.B03 14086 c (CAC)5(CAA)6 33 42854840 42854872 AATCTGAAAGGTCCTTCCCAC TCTTTGTCGCTCATTGTTGC 277

Ai03B14087 Araip.B03 14087 p2 (AC)32 64 42856637 42856700 AACAAGCTCCTAACTCAGCCC GTACGCGTGGTCCCTATTTC 254

Ai03B14093 Araip.B03 14093 p2 (CT)7 14 42905955 42905968 TGTTTCTCATCTTTTTCAAAACTACC GGGAGATGAGAGAGAAGGGG 255

Ai03B14094 Araip.B03 14094 p3 (TCT)6 18 42909264 42909281 ACCCACCTCACCCTCTCTTT TTAGAATGTTGCTCGCCCTC 152

Ai03B14096 Araip.B03 14096 p2 (AG)7 14 42933936 42933949 GCACAATCACACTTCGCACT CACTATTGGCACTGGTGGTG 214

Ai03B14097 Araip.B03 14097 p4 (TTTC)10 40 42934261 42934300 GTGCTTCTGGCCTTTCTGTC CAATAAACCGGCTGATTCGT 150

Ai03B14098 Araip.B03 14098 p2 (TA)6 12 42937234 42937245 TCTTTTGTGGAACCAAAGCC TTGGTGCTAATGAAAAGGCA 223

Ai03B14101 Araip.B03 14101 c (A)11ggtgaacatttag(A)1034 42959073 42959106 TTTGGTGCATGTAAGTTGGG TTCTTTTCATCCGCATCTCA 173

Ai03B14103 Araip.B03 14103 p3 (ATA)20 60 42960820 42960879 TGGGAGATCAAATCCCTTTTT AAAATTTTACGAAACTATAAGGACCAA 213

Ai03B14106 Araip.B03 14106 p2 (TG)6 12 42967839 42967850 GGTTGAGTGAGCTGAGACCC TTCTCTCACCCCCTCCCTAC 153

Ai03B14108 Araip.B03 14108 c* (ATTAT)5(TA)13*48 42973366 42973413 TTCATAAAGATCACAACTCCAAAAA TGTGAAAATACTGGCAACGC 252

Ai03B14109 Araip.B03 14109 c (AG)19caat(AG)9 60 42976282 42976341 GGTGGCTTGCGATATGGTAT CCATCCCTCACTTGCTCACT 179

Ai03B14110 Araip.B03 14110 c (CG)7(CA)6 26 42977532 42977557 CCTTGTCGTGCTGGAAATTA TGACCATTTGGGAAGATGCT 279

Ai03B14115 Araip.B03 14115 c (ATT)5ataactatttcattaccgcagggcatagag(TA)11(TG)7aatgccgtaagaaaggtaagaaag(A)10115 42996964 42997078 TGCTTCACCAAATACCTTTCAC GGAAGTTCGAAGGAATTTACGTT 280

Ai03B14116 Araip.B03 14116 p2 (AT)12 24 42997844 42997867 GCAAGATGTGACCGGGTACT ACCATTGGACAGTCCCTCTG 159

Ai03B14119 Araip.B03 14119 p2 (AG)6 12 43014724 43014735 AGGGGGTTTAAATTTGGGTG CGAAAATATCTTCCCTCTTTTTCA 221

Ai03B14120 Araip.B03 14120 p2 (AG)8 16 43014889 43014904 AGGGGGTTTAAATTTGGGTG TTTCTTATCTTTTTCAAAACCACCT 274

Ai03B14124 Araip.B03 14124 p3 (TTA)19 57 43023904 43023960 TTTGGCAGAAAGAAATTCAACA ATAAAATCGACGCAGTTGCC 244

Ai03B14126 Araip.B03 14126 p3 (TTA)7 21 43026001 43026021 ACCAAAATTTTCTGCATCCG TTTTGAGGGGAAGGACACAG 199

Ai03B14128 Araip.B03 14128 c (TAT)5ttaatttgtccaaaaatattaggtgaacaagtcatttctataactatgttcaacca(T)1081 43028269 43028349 GCATTTAGTGGCTGATTTTGA TCAATTGAAAAACAAATTAAAGAGGA 279

Ai03B14129 Araip.B03 14129 p2 (AT)7 14 43030221 43030234 AAAATTTATTGTGGGATCAAATTCA TTCACATGAGCTCTGAAAACAAA 189

Ai03B14130 Araip.B03 14130 p2 (TA)6 12 43031324 43031335 AAGCAGAAACCTGTTGAGGC TGTTTCCGAACCATCCTTTC 210

Ai03B14133 Araip.B03 14133 p2 (AT)7 14 43054462 43054475 GCGCCATTAAGAAACAAAAA GTCGGTCTCTCCTTCACTCG 177

Ai03B14136 Araip.B03 14136 p2 (AG)6 12 43073046 43073057 GGGAGGTTGAATCTTAGCCC ACAATTGTGATGGAAACTGGA 268

Ai03B14138 Araip.B03 14138 p2 (AG)6 12 43087674 43087685 GGAGGGGTTGAATCTTAGCC GCTGCATTGCACTTAGCAGT 239

Ai03B14147 Araip.B03 14147 p3 (GAT)5 15 43113817 43113831 CCACTCGCTCTAAAAGGGTG TGGACTGGGAGACAAATTCC 162

Ai03B14149 Araip.B03 14149 c (T)10catgttgaacataattttggaagtttctgttatgtttttataggtc(T)1066 43124625 43124690 TTGCCTGAGTACTTTCCAACC CCACGCCACCTCTGTTTTAT 260

Ai03B14150 Araip.B03 14150 p2 (TC)22 44 43135709 43135752 TTCCTTCCTCATATCTGCCG TCTTCCGAATCAAAATTGGC 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14152 Araip.B03 14152 c (CA)10gatacccacaaaaggaagaaagaaaaaaaaag(A)1062 43152706 43152767 ACCCCAAACCCTAGCTAACC CCTTCCCTCTTCCCTTTTTG 141

Ai03B14155 Araip.B03 14155 c (A)11tatccaaaacttataaaaaaaacacacccgaaacttaggaaaaaaacatataaattaaaactattaaaaaattactcaaaacct(A)11106 43185470 43185575 TCATACAAACCTAAAAAGAAGAAACA GGCAAATCGAATGACACTCA 251

Ai03B14157 Araip.B03 14157 p2 (CG)6 12 43189246 43189257 ATGGTCGAAAATGCTGGAAG TTTGGAATGCTTGGATTGGT 112

Ai03B14161 Araip.B03 14161 p2 (TA)7 14 43199943 43199956 GAACCGGTCGATATTGTTGG CGACGGAATGAACTGTGATG 234

Ai03B14164 Araip.B03 14164 p2 (CT)6 12 43220530 43220541 TTGCAAAATATCTTTTCTAACTTCC TTTGAAAAAGGGTTAGTGATTTTTG 258

Ai03B14168 Araip.B03 14168 p2 (AT)13 26 43244623 43244648 AAAAGGGAGAGAACCTGGGA ATCATCCACATCCGACTTCC 257

Ai03B14172 Araip.B03 14172 p2 (AG)6 12 43264940 43264951 TCAGATCGAATCGAAAACCC TGGGATCATCGCTATCCTTC 229

Ai03B14174 Araip.B03 14174 p3 (GAT)5 15 43279566 43279580 CAGCAAAAGAGACCCACTCA GTGCTTGCTTGCTAGCTTCC 225

Ai03B14175 Araip.B03 14175 p2 (CT)6 12 43284444 43284455 ATGGGTCGATCTTCCTGGTT AAGAAACAGTGAGCAAGCGG 249

Ai03B14176 Araip.B03 14176 p2 (CT)6 12 43295258 43295269 TTCCCCTCTTCTCACATCCTT CTTGGGGTGTCAGAGGAAAA 135

Ai03B14177 Araip.B03 14177 p2 (TC)6 12 43297912 43297923 GCAGGGATGAGAAGTCCTTG GTGGGTGGGGTTTTATGATG 228

Ai03B14178 Araip.B03 14178 p2 (TC)8 16 43323989 43324004 TGTTTTCCGACGATAGAGGC TGTCACTGTTGTCCATGGGT 255

Ai03B14179 Araip.B03 14179 p3 (CTT)6 18 43328172 43328189 TTGGAAGAACCCTGTTGGTC GTATCAGGAGAGACGAGGCG 112

Ai03B14181 Araip.B03 14181 p3 (CTT)6 18 43330036 43330053 GGTCTTGCGATTCTTTCTGC GAGGATCGCAATGGTGAGTT 115

Ai03B14182 Araip.B03 14182 p3 (CTT)6 18 43331997 43332014 GGTGGTGGCGTAGTAGTCGT GTGGGAGGAGGGAGTAGGAG 270

Ai03B14184 Araip.B03 14184 p2 (TA)7 14 43351931 43351944 GAGCTTGAGCTTGGATGAGC CTCACGAGCTGGCTCAAATA 273

Ai03B14185 Araip.B03 14185 p2 (CT)6 12 43352857 43352868 GGAACCTTGATGAGCGGATA GGGGAGGGAGAATTTTTGAA 275

Ai03B14186 Araip.B03 14186 p3 (ATT)5 15 43353197 43353211 GTCTCCCCCTCTTCTTCCAC TGACACCTACACGCCATTGT 207

Ai03B14187 Araip.B03 14187 p5 (TATTT)7 35 43358053 43358087 GTGGCTAGCAAATGTCGGTT GTCGGTGCCATCCACATAAT 171

Ai03B14190 Araip.B03 14190 c (T)10gccattttttttcttctc(T)1038 43369399 43369436 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 144

Ai03B14192 Araip.B03 14192 p2 (AT)9 18 43377565 43377582 TGCAAGCTTTCAAAAACTAAGAT CAGATTGGCGGCTTATTTGT 182

Ai03B14195 Araip.B03 14195 p2 (TA)9 18 43388357 43388374 AAACTCACGGGTTGTGTGTTC TGAGGCTTTGGTTTGATTGA 261

Ai03B14200 Araip.B03 14200 p2 (CT)6 12 43434834 43434845 TTGATTTTCAAATTTGTTTCAACT GAGAGAGGGGGTTGTTTTCG 237

Ai03B14201 Araip.B03 14201 p2 (CT)6 12 43434988 43434999 TCGAAAATCTCTTCCCTCTTTTT GCCCAGGTATAGAGGTTCCC 226

Ai03B14202 Araip.B03 14202 c (A)10gaaaaaacaaaagaacaaaaaatggcgaaaaaat(A)1054 43438839 43438892 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 277

Ai03B14203 Araip.B03 14203 p2 (AT)6 12 43441959 43441970 TATTATTGGCTTCGCCTTGG TGTGTGTCATTTAAGCGGGA 215

Ai03B14205 Araip.B03 14205 p2 (AC)7 14 43444900 43444913 AGCATGTACCCAATTCCCAA AGCCTTGAAGCGAAAAACAA 159

Ai03B14208 Araip.B03 14208 p2 (TA)6 12 43473021 43473032 AAACAAAATTATATGCTCAGAATCAA TTTCTTACATTATTACATTTTGCTGGA 224

Ai03B14209 Araip.B03 14209 p2 (TG)7 14 43476177 43476190 GGGGGAAGTTATGATTCTTGG CACATGCTGGCAATATCTGG 245

Ai03B14210 Araip.B03 14210 p3 (AAT)5 15 43476370 43476384 ATATTGCCAGCATGTGTTGC ATTGTGTCCCCATTTTGCAT 270

Ai03B14211 Araip.B03 14211 c (TG)6taatacacacaatgagttagtatcaaataataccactcattttaaatacttatataatctactata(AT)7aacaaagtagaactttaat(A)15126 43476738 43476863 GGTCGTCAAATCACCCACTT CAAAAAGGGAGCCCCTAAAC 233

Ai03B14212 Araip.B03 14212 c (GT)10c(TG)6 33 43478408 43478440 TTGCTCAAAAACAGTCACCAA AGATCGATTCAATTCCGTGC 240

Ai03B14213 Araip.B03 14213 p2 (AC)8 16 43482253 43482268 CTGCACAATCACAACCAACC CTTGAAGCTTTGGGTGCTTC 195

Ai03B14215 Araip.B03 14215 c (T)10cttttcttctttcttttctttttctttcatttttttcaa(T)1059 43498146 43498204 TGACAAAATGCACCCAAAAA ATCGTCAAAATGGCGAAAAC 230
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Ai03B14216 Araip.B03 14216 p2 (AT)12 24 43499320 43499343 GTGGCACACTTCAAGCCTTT AGGACTGGATTTGGGTGTGA 144

Ai03B14218 Araip.B03 14218 p2 (TC)11 22 43509463 43509484 TTTATAGGGTGGGCCACTTG TGGGTTTACCTGAGAAGGGA 269

Ai03B14219 Araip.B03 14219 p2 (AT)6 12 43509605 43509616 TCCTGTTTTTCTGCCTGACA CGATTGCTCCAGTACCCATT 221

Ai03B14222 Araip.B03 14222 p3 (ATG)5 15 43520063 43520077 AAGGTGGATGATGAGGATGC GCACCAATTACAGGACAGCA 241

Ai03B14223 Araip.B03 14223 c (T)10g(T)10 21 43521040 43521060 CATGGCTATGGCATTCTCAA CTCCCTCCCCTTTCTGCTAC 246

Ai03B14224 Araip.B03 14224 p2 (AT)6 12 43522730 43522741 GAATTTGGTTTGGAATGTGTGA TTTGTATTTGCATAAATTCGTTCAG 230

Ai03B14227 Araip.B03 14227 p2 (AT)6 12 43551298 43551309 GTGCTAGCTTAGGGGCTTCC TGTAATCGTATTAGCGCGAGA 224

Ai03B14229 Araip.B03 14229 c (GAA)5caaaatggcgcaacaacacacacagggcttttagctagctagggttatcttc(T)1077 43559559 43559635 AGGAGTGAAGAAGCAGCCAC TCCCAAAATCCCCATTCTCT 276

Ai03B14236 Araip.B03 14236 p3 (ATT)14 42 43594105 43594146 AAGCCATTGGAGCGATTATG CCAATTAATTTGAACACACAAAGG 236

Ai03B14239 Araip.B03 14239 p3 (TCC)5 15 43598557 43598571 TTTCTTCATCCACCACCACA GATCTGCACACCATGACACC 165

Ai03B14240 Araip.B03 14240 p5 (CAAAC)5 25 43602955 43602979 TTTGTTCTTGCAGCTTTTGG TAATGAAACTGCGGTTCGGT 191

Ai03B14243 Araip.B03 14243 p2 (TC)6 12 43610828 43610839 GCAGCAAATGCTTGTCAAAA GGGGTCGGTAAAGTAAAGCC 109

Ai03B14244 Araip.B03 14244 p2 (TA)7 14 43612615 43612628 ATTGGGGGAACAGAATGGTT AACCCCCACCTGCTTAAAGA 132

Ai03B14245 Araip.B03 14245 p2 (AT)6 12 43613163 43613174 AATTCAAGGACGTTGGTTGTT GCACCAATAGACCTACGAAAAA 255

Ai03B14249 Araip.B03 14249 p3 (AAG)5 15 43628743 43628757 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 212

Ai03B14252 Araip.B03 14252 p2 (TC)25 50 43640564 43640613 AATCCCTCCCCTTCATTTTG CGGAGGAGGTTGACAGAGAG 114

Ai03B14253 Araip.B03 14253 p3 (TTA)5 15 43654807 43654821 CCACATATTCATGCATCCCA GTGTGGGAAAGTTGGGTTTG 276

Ai03B14257 Araip.B03 14257 p4 (AAAG)5 20 43664498 43664517 CAAAGATAGACGCGCACAAA TCAACAAGAGTGGGTGTTGG 206

Ai03B14259 Araip.B03 14259 p3 (GGT)5 15 43665551 43665565 CAACACCATACCGTGGATCA TTCTTTCTTGGGTGGTTTGG 214

Ai03B14260 Araip.B03 14260 p2 (GA)9 18 43666072 43666089 ACATGGGAGAGTGCTTGCTT TCGACAATTCTGCCTCCTCT 132

Ai03B14261 Araip.B03 14261 p2 (TA)6 12 43666278 43666289 GAGGAGGCAGAATTGTCGAG TTTTAATAGAAGAGGTCTTGTTGGA 262

Ai03B14262 Araip.B03 14262 p3 (TTA)5 15 43667397 43667411 TTCGAAATCCTTCGGAAAAA TGCCATAACGTGCGTTTAGA 120

Ai03B14266 Araip.B03 14266 p2 (TA)8 16 43670238 43670253 ATGTCAAAATCAAGGGCTGC GGTTGCCAACTTCCTTGAAA 219

Ai03B14268 Araip.B03 14268 p4 (TCTT)5 20 43675632 43675651 CGTGGTTCCCCTTCAACTTA TCAATCCCCAAATTCTCAGC 179

Ai03B14269 Araip.B03 14269 c (TC)6a(CT)6 25 43678367 43678391 TCTGCCCCTGAGCTGTACTT CGGATGCGATAGTTTTGGAG 168

Ai03B14271 Araip.B03 14271 p3 (ATA)5 15 43688475 43688489 AGAAACGGAAGCAGGAGGAT TGGAATCAACCCTTCTGACC 261

Ai03B14273 Araip.B03 14273 c* (A)10(AC)6* 21 43692706 43692726 TTTGCCCTATTTGTGATCTTCA TGGGGCTAAAACCTCCTTTT 143

Ai03B14277 Araip.B03 14277 c (GA)8a(AG)8ggagaatagtgatcgatgttaggtaagtgagatccactacca(TC)891 43700254 43700344 CGGTGCTGGTAACAAACAAA GAGAAGAAGAGATGCGGACG 265

Ai03B14279 Araip.B03 14279 c (T)10cttcc(T)12 27 43700959 43700985 TCTTCCCTGGTTTTCTGCAC AATTCCATTCCTCTCCCTGC 179

Ai03B14284 Araip.B03 14284 p2 (AT)7 14 43705015 43705028 ATTGATGATGCTGCAAACCA TGTTGTATGTATGAGTTGCCGA 108

Ai03B14285 Araip.B03 14285 p3 (GCG)6 18 43706118 43706135 TGTCCCTTAGTCCCCTAGCA AGTCTCTGGCACCGTCTGAT 231

Ai03B14286 Araip.B03 14286 p3 (ATT)6 18 43706372 43706389 ATCAGACGGTGCCAGAGACT TCAATTGAAAGCAGCCCTTC 198

Ai03B14287 Araip.B03 14287 p4 (TCAC)8 32 43707811 43707842 GGGATGCTCAGAACGTCACT GGGGGAACCAAGAAAACATT 223

Ai03B14290 Araip.B03 14290 p3 (AAG)5 15 43710254 43710268 TCTCTCAAAGTCGTCGCAAA CTCTTCCTCCTTCTCATCTTCTG 121
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Ai03B14291 Araip.B03 14291 p3 (AAG)5 15 43710623 43710637 TGCTGCATCTTTTTCTTCTTTTT TCCTCTTTCTCCTCCCCATT 254

Ai03B14292 Araip.B03 14292 c (T)10attcttgttaagatagtaaaacaagaagaaacttgagaaggtaaaacaaaaagaaaaatatgaataagaaaaaaagaagata(ATG)5aaa(AAG)7131 43710888 43711018 TGAATTTAGGTTCATCATCTTCCA TCTTCCTCCTCCTCATCTTCC 221

Ai03B14295 Araip.B03 14295 p2 (AT)7 14 43718197 43718210 TGAGCGGAGATCCCACTAAT AGTGGCGAAAGGTATGGTTG 266

Ai03B14298 Araip.B03 14298 p3 (AAT)5 15 43722926 43722940 GCCTGAGAGTGTTATTATTCTAAATGG TCATCATTCTCATGGTTTCCA 277

Ai03B14303 Araip.B03 14303 p2 (TA)7 14 43762430 43762443 CCTCAACAATTCACCAGCCT TTCTTTCAGCAGTTCGGTCA 260

Ai03B14304 Araip.B03 14304 p3 (TAA)15 45 43763059 43763103 TTTCCTTCTCCCAAATGGCT CATGAAATGGACATGCCAAA 279

Ai03B14305 Araip.B03 14305 p2 (TA)14 28 43765234 43765261 GGTTCCCTGTTCCTCAACAA TCAGCAGTTCGGTCAGAAAG 280

Ai03B14306 Araip.B03 14306 c (TCA)5tctcatctttttcttcttttcttgttcatcttcttcttgt(A)1368 43765629 43765696 TCAAAACTCTTCATCCTCCTCTTC TGCTGCAGATGTCTGTATTTCTT 191

Ai03B14307 Araip.B03 14307 p2 (AT)6 12 43767788 43767799 AAATGTGTCCTTGACTCAGCC AGCTCAATTTTTGTGAGCCG 273

Ai03B14308 Araip.B03 14308 p5 (TTATT)5 25 43769761 43769785 TGAAACCCTAATTCCCAGCA AGAAATCCTTGGGCTTGCTT 212

Ai03B14310 Araip.B03 14310 c (A)10ttgttctttcatctaggtttttgaaaccctcttcatcttctcaagctttctcgtattcttctctcctcttcgta(TC)696 43776771 43776866 AATCAAATTATAAAATTCAACTGATCC GATGAGAGACCGAGCTCCAG 203

Ai03B14312 Araip.B03 14312 p2 (TA)11 22 43778432 43778453 GCAATGCATCCTTTGCTTTT GTTCCACAGTCATTCAGCCA 246

Ai03B14313 Araip.B03 14313 p3 (TTA)8 24 43783947 43783970 TGCTTCGATCAATGTTCCTG CTAAAGCACACTTGCACCCA 127

Ai03B14315 Araip.B03 14315 p2 (TG)9 18 43794563 43794580 CCAAAGCGGTCTTTATCTGC TTCATTTTCACCTTTTCGGC 243

Ai03B14316 Araip.B03 14316 p2 (TA)6 12 43797406 43797417 CGTTTCATGCATTTTGAAACCT TGGTCTGCAGTGGCACTATT 215

Ai03B14317 Araip.B03 14317 p3 (TTA)22 66 43812491 43812556 AAGACGGATCTGTCCATTGC TCGTCAAAATCCATCGAAGA 244

Ai03B14319 Araip.B03 14319 p3 (GGT)9 27 43813447 43813473 GCAGTGGGTGTTGTTGATGA CGATTTTGATCCCTCACGTT 269

Ai03B14320 Araip.B03 14320 p3 (TTA)12 36 43816642 43816677 ACTGAGAAGGCAAAGACGGA TCGTCAAAATCCATCGAAGA 226

Ai03B14321 Araip.B03 14321 p3 (TTA)20 60 43821810 43821869 ATTGAGAAGGCAAAGACGGA TCGTCAAAATCCATCGAAGA 249

Ai03B14322 Araip.B03 14322 p3 (TTA)20 60 43825405 43825464 ATTGAGAAGGCAAAGACGGA TCGTCAAAATCCATCGAAGA 249

Ai03B14323 Araip.B03 14323 p3 (TTA)5 15 43830071 43830085 GGTACGATCACGATGTGCTAAA GCTTGTAATGTTATGTGTTTGAGAAAA 269

Ai03B14324 Araip.B03 14324 p3 (TTA)21 63 43831279 43831341 TGCTTCAATCACTGCTCCTG TCGTCCAAATCCATTGAAGA 200

Ai03B14325 Araip.B03 14325 p2 (TA)8 16 43840917 43840932 GAAGTGCGAAACACACAGGA TCACAACAATCCACACACACA 268

Ai03B14326 Araip.B03 14326 p5 (ATAAA)5 25 43844487 43844511 TATGCCTAACGCATGACAGC ACAACCCACCACGGTATGAT 269

Ai03B14329 Araip.B03 14329 p2 (TA)7 14 43871502 43871515 TTCACTTTGGGGCAATTTGT TGCATTGATGCTTTTGTGTG 151

Ai03B14330 Araip.B03 14330 p2 (TA)6 12 43872166 43872177 TTGGGGTGCCCTGTAGATAA GCGTTTTTGGGTGACAAGTT 167

Ai03B14331 Araip.B03 14331 p3 (AGA)5 15 43872711 43872725 CCCTTTCCTCTTTCTGGAGG TTTTCCATCCACCACTCACA 197

Ai03B14333 Araip.B03 14333 p2 (AC)6 12 43881095 43881106 TTCGCATATTTTTCCAAGGC GTGGACTTGCCGAGTCTTGT 270

Ai03B14334 Araip.B03 14334 c (TTA)5tcattatc(ATT)1877 43883089 43883165 GCTTCAATCAATGTTCCTGG TCATCCAAATCCATCGAAGA 214

Ai03B14335 Araip.B03 14335 p5 (ATTTT)5 25 43890235 43890259 TCGAGTTTGGACAACTGACG AGCCAAGCTTTAGCAGGACA 231

Ai03B14338 Araip.B03 14338 p2 (AT)8 16 43902230 43902245 GAGCAGGAAGCCACTCAAAG TGAGCAATTGGTATTCTGCAA 275

Ai03B14339 Araip.B03 14339 c (T)10gttacgattatgaaaattttcaaaaat(ATA)1994 43903488 43903581 TTCCCAAAAACCACACTCAA TCCAATGACAGCACAACTGC 230

Ai03B14343 Araip.B03 14343 p2 (AG)8 16 43935838 43935853 AAAGAAGAGGAATCTGTTATGTCAC TCGAAAATAACTAACCACTTTTTGAA 280

Ai03B14344 Araip.B03 14344 p2 (TC)12 24 43950374 43950397 TCCCTCTCCCTTTCCTTCTC CATTCCCCTTTCTTCCATCA 115



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14345 Araip.B03 14345 p3 (TTA)6 18 43951743 43951760 TCCCAAAAATTAGTTTACGCA TGGGCAAAATTCAAAGCCTA 248

Ai03B14348 Araip.B03 14348 p3 (TAT)8 24 43982572 43982595 TTCAATTGCTGAAAGGAGCC CCAGGAATCAGGCTTGACAT 200

Ai03B14353 Araip.B03 14353 p3 (ATA)6 18 43989224 43989241 TTTCTTGTTAAGTTTTATGCATTTGAA AAATTGCACTATCCGCAAGG 271

Ai03B14357 Araip.B03 14357 p2 (TG)8 16 44002632 44002647 GTCAGCAACACCACCCTTTT AAAACCCAAATTCCGAAACC 270

Ai03B14361 Araip.B03 14361 p2 (CA)8 16 44007430 44007445 TGTTATGTTTGGTTTGTACTTGCC ATCTCAGGTGGATAACCGCA 271

Ai03B14363 Araip.B03 14363 p3 (CTC)7 21 44012056 44012076 GAGATGGCGAAGAAGAATGC ATCACAATGGACTGGGAAGG 152

Ai03B14365 Araip.B03 14365 p2 (TA)10 20 44020345 44020364 TTTTTGCTGTCTCAAGCAGTATTC TGATGATTATATTGGTAAGCACCAT 259

Ai03B14367 Araip.B03 14367 c* (TTA)5(ATTA)5*aaaggtactctctattgacatattatagtacaagttatgataaattattgatacatatagttgcatcatataaagtagcaaata(T)10125 44024091 44024215 GCCTCTACGTTAGAGACCAAAA GGGTCCAGTGCCTGTGTTAC 280

Ai03B14368 Araip.B03 14368 p2 (CT)6 12 44033050 44033061 AATGTCACCCCCTTTCTCCT TAGAATTGAAAACCGGGCAC 202

Ai03B14369 Araip.B03 14369 p4 (CATA)7 28 44033799 44033826 GGCTCGCGAAGTTAAGACC CGCTAAGGCATACTGGAAGC 246

Ai03B14370 Araip.B03 14370 p4 (TCAT)5 20 44034770 44034789 ACACACACGTGGACGGTAAA TTGCGAATATGCTGGAGATG 211

Ai03B14375 Araip.B03 14375 p3 (TTA)13 39 44044423 44044461 GGTGTCTTGCACCGAGAAAT AGGTAACAACGTTGGTCGTATT 240

Ai03B14377 Araip.B03 14377 p4 (TTTA)6 24 44054812 44054835 AGCTGCTGCTTTGTTTGCTT CCTAACCACTTTCTCTCTCCTCA 257

Ai03B14378 Araip.B03 14378 c (TA)9(T)10 28 44055466 44055493 CACAGATTAACGCTCTAGCCAA CGTGTTTGAACAACTGACGG 173

Ai03B14380 Araip.B03 14380 c (GA)6gttattcgaattttaagaagagggagaagaattttttttaatttttatttaattaattaagctagaattcgaaatttaag(A)10102 44066540 44066641 TCGAACACAGAGAGAGGGAGA TTTCGAAAATCACTTACCACTTTTT 254

Ai03B14382 Araip.B03 14382 p2 (CT)8 16 44073273 44073288 TATGCCCTAAATTCGAACCG GAGCACAGGCACACACAGAT 193

Ai03B14383 Araip.B03 14383 p3 (GAA)5 15 44080884 44080898 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 280

Ai03B14384 Araip.B03 14384 p2 (AG)6 12 44083057 44083068 GGGGTTCGAATTTGGTGAGT TCTCTTATCTTTTTCAAAACCACCT 276

Ai03B14386 Araip.B03 14386 p2 (AT)6 12 44090617 44090628 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 278

Ai03B14390 Araip.B03 14390 p2 (TA)11 22 44108483 44108504 TTGTGCTTTTCAGATGCAGG GCTCGTGGAGTTTAAGCCAG 248

Ai03B14391 Araip.B03 14391 c (TC)7(TA)12 38 44108781 44108818 AGCTGGCTTAAACTCCACGA CGCGTCGTAAAACAAAGGTT 272

Ai03B14393 Araip.B03 14393 p4 (ATAA)8 32 44140488 44140519 TTTGTGGCACTAAGTGAAAAATG TGAAAGAATAATGGCCGAGG 236

Ai03B14395 Araip.B03 14395 c (T)10g(A)10 21 44161654 44161674 TTGGTTGGTGTGATGCAGAT GCGAAGCTGAACCAAAACTC 142

Ai03B14397 Araip.B03 14397 p2 (AG)7 14 44177009 44177022 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 219

Ai03B14400 Araip.B03 14400 c (T)11gaaattgaagttgaaagatgaaaatttgtaacatgtttatgcaagaaattatggatgaaattatgaaaatttg(A)1094 44200852 44200945 TTGAAAAGATATGAGAGAGATTTGAA ATTGTGGAGGGGAGGAAGAT 275

Ai03B14402 Araip.B03 14402 p3 (TTC)5 15 44214835 44214849 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai03B14403 Araip.B03 14403 p2 (GT)20 40 44230005 44230044 ATGTGATGCAAAAGTGGGAA GGGCTAAGGTAAGGGTGAGG 177

Ai03B14404 Araip.B03 14404 p2 (TA)17 34 44238298 44238331 CTAGCTTTAACTCCGCAGGC AGGAGCCTTGAAGAATGGGT 203

Ai03B14406 Araip.B03 14406 p4 (ATAA)5 20 44243457 44243476 AAAAGTCAACACTTAAAGGAAAAACAA GAACCTGAAAGAATAATGGCCT 204

Ai03B14409 Araip.B03 14409 p2 (AT)25 50 44253738 44253787 CCTTAAAAGCCTTCATGCTCA CTTTATTTTCCTGGGCCCTT 205

Ai03B14410 Araip.B03 14410 p2 (AG)6 12 44260634 44260645 GGTGAGGTAGGTGGGGTTTT CGTTTAACGCCAGGATTAGC 258

Ai03B14412 Araip.B03 14412 p3 (AAG)5 15 44273401 44273415 GCCCCCTTCTAAGGAGTTTG GTTCACTAAGGGCATGGGAG 205

Ai03B14413 Araip.B03 14413 p2 (TC)6 12 44276258 44276269 AGCCTCCCTTCACCGTATTT CGAGCAAGAAGATCGAAAGC 132

Ai03B14417 Araip.B03 14417 p2 (CT)6 12 44288986 44288997 ATGCATCCATTCAGGGAGAG GCGGGTAAATTAAATGGCAA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14423 Araip.B03 14423 p2 (CT)20 40 44321304 44321343 GCTCACCTCAGAAGGGACAG AAAAACAATGCCAAAAAGCG 236

Ai03B14427 Araip.B03 14427 p2 (CT)7 14 44334651 44334664 CCTTCTCTCTCTCCCCCATC GGGAGAAAGGAAAATGAGAGG 211

Ai03B14428 Araip.B03 14428 p2 (CT)7 14 44335900 44335913 CCTTCTCTCTCTCCCCCATC GGGAGAAAGGAAAATGAGAGG 211

Ai03B14429 Araip.B03 14429 p2 (TC)6 12 44336287 44336298 TCTCTCTCTCCCTCCCCTTC GGGAAAGGAAAGAAATAGGGG 242

Ai03B14431 Araip.B03 14431 p3 (AAT)27 81 44359533 44359613 TTGTGGACGAATAATGATGGA CCAACAACAACCTCAACAACC 235

Ai03B14432 Araip.B03 14432 p2 (TA)8 16 44361964 44361979 TCCATATCTTGTGTCTGGCG ATGAAGCACAATCGGTCCAT 265

Ai03B14433 Araip.B03 14433 p2 (AG)7 14 44373356 44373369 TCCATCCATTCATTCAACCA AGCCAATTGGGCAACATAAG 242

Ai03B14434 Araip.B03 14434 p2 (AC)7 14 44375541 44375554 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 234

Ai03B14435 Araip.B03 14435 p2 (CT)6 12 44380485 44380496 GGAACATTGAACCTGGAATTG AATTGCAGAAATCACTGGGG 241

Ai03B14436 Araip.B03 14436 p2 (AT)11 22 44381923 44381944 CCTTGGCAACTTGTTGGATT GGAGTTGAACGCCAGTTTGT 211

Ai03B14437 Araip.B03 14437 p2 (AT)7 14 44383054 44383067 TTGCCATGGAAAGGAGTAGG TAAAAAGATTTTCGCCCTCG 215

Ai03B14438 Araip.B03 14438 p3 (AAT)6 18 44384346 44384363 TGGAGCATGATGTGTGATGA CCAACAACAACCTCAACAACC 280

Ai03B14439 Araip.B03 14439 p2 (TG)13 26 44386755 44386780 GGATAATGTCCTAAGTGATTCTTTTCA GCACCAGAAATTCTTCTCCAA 212

Ai03B14441 Araip.B03 14441 p2 (AT)10 20 44401293 44401312 CAATTATTTCAACCAGAATTTGTAGTG TTGGTCTATCTTTCTTTTCTTCTGTG 133

Ai03B14443 Araip.B03 14443 p3 (TTC)5 15 44405270 44405284 CCTGAAGTGTTCGGTTCCTG GGGGGCACTAATTTTCACCT 252

Ai03B14446 Araip.B03 14446 p2 (AG)7 14 44421436 44421449 ATAGCGGTGTTTGGAAGGTG TAATTCGAGGCAAGGAAACG 255

Ai03B14453 Araip.B03 14453 c (CCA)5ccttcctcacatcc(ATT)544 44442750 44442793 TGATGTTGTGAAGTGCCCAT GCCTTGTGTTGTGGGCTAAT 272

Ai03B14454 Araip.B03 14454 p3 (AAT)5 15 44445047 44445061 CTTCAAGTCCCACCGAAAAA ACATGCGTCACAATGTTGGT 237

Ai03B14456 Araip.B03 14456 p4 (AGAT)5 20 44455659 44455678 TTGGGAATTAAGGGAGTCCA CTTCATTCTCCCATGCCTTC 100

Ai03B14460 Araip.B03 14460 p3 (AAC)5 15 44465055 44465069 AATCGAGGAGGCAGAGACAA GAGGTGCTCTGTAAGGCTGG 112

Ai03B14461 Araip.B03 14461 p2 (TA)9 18 44471462 44471479 GCATATTCCTTGCATGCCTT TGGCTTTCTCTGTGCCTTTC 269

Ai03B14463 Araip.B03 14463 p2 (AG)15 30 44485522 44485551 GTTGCTTTGTGTGGATGTGG GGCAATCCCCTAATCCCTAA 238

Ai03B14465 Araip.B03 14465 c (A)13gaagtgaatccgaaaaaataatgtccttttaattagttttagaaattaa(T)1072 44491241 44491312 GTGAATCCGAGCCAATGAGT TCACTGCCTTCCAACAGAAA 272

Ai03B14467 Araip.B03 14467 p2 (AT)9 18 44499226 44499243 AATACCCGCTCATCTCCAAA GAAGAATCGGCAACCGTAAA 237

Ai03B14468 Araip.B03 14468 p2 (TC)7 14 44499814 44499827 AGAGGAAGGGGAGCTACGTC TGCATCACCGAATTGAACAT 218

Ai03B14470 Araip.B03 14470 p2 (CA)9 18 44503592 44503609 GCTTGCCCAAAAATTAACGA ATCACCACCTGAACCGTCAT 278

Ai03B14471 Araip.B03 14471 c (AG)7tgtcggcggcggcaatatggnnnnnnnnnnntttgatagaagaagaagaaaggttt(G)1080 44512492 44512571 CAGGGAAAGGGAGATAAGGG TTTCTCCCCTATGTGCATCC 239

Ai03B14474 Araip.B03 14474 p3 (AGA)7 21 44524040 44524060 TGACAGTGCATTTGGACCAT TGGTTGGGCTTACGAGAAGT 230

Ai03B14475 Araip.B03 14475 p2 (TC)7 14 44524890 44524903 CACTAACCCCCAACCCTCTT TGGTGATGAGAAGATGAGCG 187

Ai03B14476 Araip.B03 14476 p6 (CATCAC)5 30 44525027 44525056 CCCAAGCTCCTACTCTCCCT TAACCGCCTATGGTTCAAGC 253

Ai03B14477 Araip.B03 14477 p2 (GA)15 30 44525914 44525943 GGGAGGAGTGTTGAGGATGA TTTTTGACGATTTTGCCCTT 259

Ai03B14479 Araip.B03 14479 p2 (AC)6 12 44528412 44528423 AATTTCAGTGCATTACCGCC CCTTTTCGCCATCATCTGTT 163

Ai03B14480 Araip.B03 14480 p3 (CAA)7 21 44530952 44530972 TGGCTCTTGAAAGAATGATGG TAGTTTAGCCGCTTAGGCCA 242

Ai03B14481 Araip.B03 14481 c (A)10gg(A)11 23 44531528 44531550 AGCAAACAAAAGGGCAAATG CGCTCTTTCTTACAACCCGA 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14487 Araip.B03 14487 p3 (AGA)6 18 44555901 44555918 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 125

Ai03B14488 Araip.B03 14488 c (AAT)5agggatcctttttgcccaggtatagaggttcccttaggtgagtggaagaaaagaagagtagaagaaaagaagaaaagaaaaatctgaactc(AG)6118 44560269 44560386 GTTCTTGTCCTTGCTCCTGC CTCACCAAAAATCCAAACCC 181

Ai03B14496 Araip.B03 14496 p2 (GA)12 24 44591846 44591869 CAAGAGTGATTGAGCGGGAT ACTCTCTCACACACACCCCC 203

Ai03B14500 Araip.B03 14500 c (A)11cagaaaagaaaattttagtattaaattttattttcttcttttccaattttt(TC)776 44597539 44597614 CGCTCCTCCTTCCTTAATCC CCGGTTCCTTTCCTTTTCTC 268

Ai03B14505 Araip.B03 14505 p2 (TA)8 16 44619933 44619948 AAAGGCTAAAAGTGATGATTTCG CTCATATGCCCAGGAGGAAA 279

Ai03B14506 Araip.B03 14506 p3 (AAT)28 84 44622129 44622212 ATCCAGTTCAACGACAAGGG TGGTTTGGTCTTTGTGTGTTTT 235

Ai03B14508 Araip.B03 14508 p4 (TAAA)6 24 44628645 44628668 TCCTATTCCGGTACGATTGAG GATGGGGAAAGGGAGATGAT 277

Ai03B14509 Araip.B03 14509 p2 (AT)6 12 44650022 44650033 CCCTGACAAGATCAGGGAGA CAATGAAGTCCAGCCATCCT 220

Ai03B14510 Araip.B03 14510 p3 (AAG)5 15 44662013 44662027 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai03B14513 Araip.B03 14513 p2 (TA)10 20 44670738 44670757 CCCATCTCAATTGTAAAGGCA ATGCCATGCAATGCAATCTA 196

Ai03B14516 Araip.B03 14516 p3 (TTC)8 24 44680678 44680701 GAGCAGGGAGCTTCAAGAGA GGTTCCTTTCAAGGGTCACA 129

Ai03B14521 Araip.B03 14521 p2 (TA)13 26 44706586 44706611 GAGTGGGAATGGGAACCTTT AAGAGGTTGAGATGAGCGGA 270

Ai03B14522 Araip.B03 14522 p3 (TAT)5 15 44706945 44706959 CCAAAATATCATTCCCACAGC TCAAAAATTAAGTCATCCGTCAA 272

Ai03B14525 Araip.B03 14525 p4 (TTAT)5 20 44718573 44718592 GGCACATACTCCAAGCCAAT GGTTACCATTTGTCACTGTCCTT 259

Ai03B14527 Araip.B03 14527 p4 (TTAG)5 20 44738367 44738386 ACCACCATTCACCACCTACC TTGGAAAGCTTGAAGGCAAT 275

Ai03B14528 Araip.B03 14528 p4 (TAAA)6 24 44751599 44751622 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAAAT 254

Ai03B14531 Araip.B03 14531 c (A)10g(A)10 21 44765642 44765662 GATGCGGTGGCAATACTTTT TGGCTTTTTCTGCTTGCTTT 239

Ai03B14532 Araip.B03 14532 p2 (TA)7 14 44770618 44770631 TTTGCATTTTGGGGCTTTAC CAAAGATAAACCGGCCAGAG 203

Ai03B14536 Araip.B03 14536 p2 (GA)13 26 44785006 44785031 TATTATTGTTGGCATGGGCA GCTACTAAAGGGTACCGCCC 160

Ai03B14537 Araip.B03 14537 p2 (AT)6 12 44788262 44788273 GCAAATTAGTCCCAAACCCA AACGAGGAAGTTGCAATTAAGC 253

Ai03B14543 Araip.B03 14543 p3 (AGA)5 15 44809318 44809332 TAACCACCAACAATCCAGCA TTCTCAGTTTCTTCGCGTTG 214

Ai03B14544 Araip.B03 14544 p3 (AGG)5 15 44809863 44809877 CCACCCCCACTATCATCATC TTCCGTCGCGAATTAGAGTT 274

Ai03B14545 Araip.B03 14545 p4 (TTTC)5 20 44810046 44810065 TAATTCGCGACGGAACTCTC AGAAACGGCTTCAGGAAACA 192

Ai03B14552 Araip.B03 14552 p2 (AT)7 14 44833055 44833068 TTAAACATCAAGAAGCAACAAAAA TCTCAAAAACAACGCCATTT 269

Ai03B14557 Araip.B03 14557 p2 (AT)10 20 44871750 44871769 AATTATGAGCTTCACGTATTTTTGA TTGTTAGTAGGAGTACACTTTTGGAGA 276

Ai03B14558 Araip.B03 14558 p2 (AT)7 14 44873330 44873343 TCTCTCTCCTTTAATTCTTGTCAAA GACTTCTTTGGAGCAGGTCG 225

Ai03B14559 Araip.B03 14559 p3 (GAG)5 15 44878691 44878705 TGCGAGCATGAGGATAAATG ATCTGGTGGTGTTAGGGCAG 224

Ai03B14571 Araip.B03 14571 c (T)10aattaggtccctcttggtagtaattggcttaattgtatagggacccaact(A)10ttggtgtagaaacccaaat(A)13102 44904796 44904897 CCGTTTAATTGGGTCTTTGC TTGAGTCCTTGCACCAATTT 172

Ai03B14572 Araip.B03 14572 p3 (TAT)8 24 44914758 44914781 AAATCACCCGATTCATGTACAAC TGGCAAAAGATAGCCACGTT 217

Ai03B14577 Araip.B03 14577 p3 (AAT)5 15 44934117 44934131 GATCTTAGAAAGGGCAAGGAA AAAACTGCATTTTCTGCATTATTTT 260

Ai03B14583 Araip.B03 14583 p3 (ACA)5 15 44962116 44962130 AACGATTGAATTTTTGTCGC CCATAAAATTTTTGCATAAACGG 160

Ai03B14584 Araip.B03 14584 p2 (TA)9 18 44981216 44981233 AACGTTGGGGACAAAAACAA TTCGTTTTGATGTTGAAATGATG 254

Ai03B14594 Araip.B03 14594 c (TAA)5atttattaaaactatagagatcaagaaaataattaaatttaatgataat(AAC)579 45010746 45010824 TGCCGGGAATGACTTTTCTA CCACACCCAATGTATCACGA 245

Ai03B14597 Araip.B03 14597 p4 (AATA)7 28 45027295 45027322 AGGGGGATTTTTGGAGAAAC TGCATCTTCTTTCTAATTCCCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14600 Araip.B03 14600 p3 (AAG)6 18 45043877 45043894 TGATGACGATAACGAAAGCG GCACGTTCACTGCTGTCACT 137

Ai03B14604 Araip.B03 14604 p2 (AG)14 28 45061270 45061297 GAAGAGGGAAGAGAGTGGGC GACGTGAACCTCCACAATGA 243

Ai03B14608 Araip.B03 14608 p3 (TCT)5 15 45079203 45079217 TTGGAATTGATGAAGGAGCC AGAGGTAGTGGCAAGAGGCA 162

Ai03B14614 Araip.B03 14614 c (AT)23ttttttctctc(T)1572 45106802 45106873 GGGCATTTTGTTCCCTTTTT GGAAAACATGGGACATTGGT 272

Ai03B14615 Araip.B03 14615 p2 (AC)6 12 45107927 45107938 TCTTTGTCCTGCTTCCGTTT GAGCATCTCAAGCACATTAGGA 280

Ai03B14617 Araip.B03 14617 p2 (AG)6 12 45119051 45119062 TTTCGGCCCAGAAAATACAG AAATTGGCAACATCAAGTAATCAA 270

Ai03B14620 Araip.B03 14620 c (TTTA)6ttattatatttttttattattaaaaaaaatttttc(T)1069 45122356 45122424 AGACAAAAGAAAATGGAAGAAAAA ATCGTCCCTGCTGCATTTAC 275

Ai03B14621 Araip.B03 14621 c (CG)6cacaactctctggttttttgtaccagaagttgcggaagtgcaatgtgcgcgtgcgcgcacagcgtgctagcgcgccgatggccg(T)16112 45122591 45122702 AAAAGTAGGGTGCAAATCCG GAGAGCTCTTGGGCATTTTT 204

Ai03B14623 Araip.B03 14623 p3 (CAA)5 15 45132530 45132544 GACGAGTGCCTTATTCTCGC CAGCATAATGAGCTGCAGGA 181

Ai03B14625 Araip.B03 14625 p5 (AAAGA)6 30 45142746 45142775 GAGAGAGGCAAGTGAATAATGTGA CGTTCTCAAGGCCAAACAAT 261

Ai03B14626 Araip.B03 14626 p3 (CAA)5 15 45144480 45144494 GCATGCTCAAAATGATGGAG GGGAAGTTTTCTGATGAGGATG 200

Ai03B14627 Araip.B03 14627 c (ATA)8(TTA)7 45 45144904 45144948 AAACAATGGCATCAACGGAC GGCTTAAACCGTCTTGCCTA 259

Ai03B14628 Araip.B03 14628 p2 (CT)23 46 45146272 45146317 GCACCAATTCAATGAAGAAACA TGCAGAAAATAATGGTCGGA 278

Ai03B14630 Araip.B03 14630 p2 (CT)6 12 45164633 45164644 GCCAGAACAATAAAAGGTAGAGGA AACAGAAAACACTGGGGACG 266

Ai03B14631 Araip.B03 14631 p2 (TA)6 12 45171917 45171928 TTCAACTAATATCACCTAATTTTTCCA ACACCACACAGCCTGTCTTC 279

Ai03B14632 Araip.B03 14632 p2 (TA)6 12 45172238 45172249 TGTGGTGTGGAAGACTTGGA CGTGGAAAAATCAACCAAAGA 265

Ai03B14634 Araip.B03 14634 p3 (ATT)6 18 45184113 45184130 TTAACAAAAGGCATGTCGCC TCTGTATGAATATGCCCAATGC 239

Ai03B14636 Araip.B03 14636 p3 (TCT)6 18 45192902 45192919 CCAAACACAGATCCCTTTTCTC GGAGGTGGGTGAAGATTCCT 216

Ai03B14639 Araip.B03 14639 c (A)12tttaatgttaaaatcggaccgtccgatttttattttaaaaaataaaaagaataaaaaatacaaaatagaccatgcgatttatag(T)12108 45203097 45203204 ACAATCACAAATCGGACGGT AAACTACAAATCGGAGGGTCC 176

Ai03B14641 Araip.B03 14641 p3 (ACA)5 15 45206362 45206376 TCAATATAATTGCTTTTCCTCTCA GAAAGATGGACAAGGGACGA 213

Ai03B14644 Araip.B03 14644 p2 (AT)7 14 45226359 45226372 TGGTTAGGAAGCATCCTTGG GATACCCCTACTGGCGTTGA 273

Ai03B14645 Araip.B03 14645 p2 (GA)6 12 45227116 45227127 GGGTTCTGTATGGCTTTCCA TTAAGATGCCCAACCCTCAC 104

Ai03B14647 Araip.B03 14647 p4 (AAAT)6 24 45243841 45243864 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 159

Ai03B14648 Araip.B03 14648 c (A)11tgattcttgaagcaagaaaaagcagcaaagaacaaagcttgc(A)1770 45249939 45250008 TGTTGGCTCTTGACAGAATGA AGGCCCTCCTATCCACTGAT 226

Ai03B14650 Araip.B03 14650 p2 (AT)32 64 45277888 45277951 CGAGTTGCTAGAAAGGGTGC TCATTCCCCTAGTCAAGGCT 193

Ai03B14651 Araip.B03 14651 p2 (AT)6 12 45290299 45290310 CGAGTTGCTAGAAAGGGTGC CCCCCAGTCAAGGCTTTTTA 136

Ai03B14661 Araip.B03 14661 p3 (ATC)5 15 45364603 45364617 ACATCAGGATCAGACTCGGG GGCAGTGTGAATGCTGCTTA 239

Ai03B14662 Araip.B03 14662 p2 (TC)6 12 45368703 45368714 CGAAAATCACTAACCACTTTTTCA GGGAGGGAGGGTTTGAATTA 238

Ai03B14665 Araip.B03 14665 c (A)10tttatttta(T)15 34 45398171 45398204 TACTGGCAACTTTGCTGCAC TTTTCTTTTATTATTTATTCGTTCCC 268

Ai03B14666 Araip.B03 14666 p2 (AG)6 12 45399863 45399874 AAAAACAATGCCAAAAAGCG GCGTTAAATGCCAGGATTGT 260

Ai03B14667 Araip.B03 14667 p2 (CT)7 14 45410318 45410331 TTGAGCTGAGAACACAAGCA GGGTTTATCATGGGCTCAAA 260

Ai03B14668 Araip.B03 14668 c (CA)12(GA)13 50 45414262 45414311 TACACGCATGGCTGTTCATT CGAACTCAAGGGGAAGATGA 242

Ai03B14670 Araip.B03 14670 p3 (TAT)14 42 45422242 45422283 GGGAGAGGTTTTAGCAAGGC TGAAATTTGGTTGGGGGTAA 195

Ai03B14673 Araip.B03 14673 p3 (TTA)19 57 45429004 45429060 GAGTTGACTCGGAAGATCGC ACACATCCCAAGCTCACACA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14678 Araip.B03 14678 p4 (CAAA)8 32 45442593 45442624 AGTATGTTGGCTCAGCCTGG GGGTTTCTGATGCAACACCT 183

Ai03B14679 Araip.B03 14679 p2 (TA)10 20 45450935 45450954 CGGGGTAGGATGGAATGATA ACCCGCATTCCATTTGCTAT 280

Ai03B14683 Araip.B03 14683 c (TC)18(TG)6 48 45459442 45459489 CCTCACTGTCTCTGTGCTCG GAGGAACGACGAGGATTGAA 237

Ai03B14684 Araip.B03 14684 c (T)11aaatattgggtcactaatttgtgggggttctaaactcccgtaa(T)1064 45466127 45466190 TCGCTATATTTGATTGGCTTGTT CGCAGTTACGTGTCCTGCTA 236

Ai03B14687 Araip.B03 14687 p2 (CT)7 14 45470774 45470787 TTTCTTATCTTTTTCAAAACCACC GGTTCCCTTTAGGTGAGTGGA 249

Ai03B14688 Araip.B03 14688 p3 (TAT)6 18 45471017 45471034 TCCACTCACCTAAAGGGAACC GTTCTTGTCCTTGCTCCTGC 113

Ai03B14689 Araip.B03 14689 c (T)10caaactttttctttttttgtgtttc(T)1348 45476533 45476580 CCCAATTGATATCCTAGAGTAATTTGA CTTTGTTTTAGTTTCTATTTCTGCAA 280

Ai03B14691 Araip.B03 14691 c (ATA)5ac(AAT)1562 45488670 45488731 TGGCACCGTATACATTCAGG ATCGGGGATATGCAGATTGA 190

Ai03B14697 Araip.B03 14697 c (TA)8ctctggccggcctttgcttctttgggt(TA)1267 45522098 45522164 TGGAGACTTTGTGGAAGCAA ACTCAACCTGCGAAGCAAAG 261

Ai03B14698 Araip.B03 14698 p2 (TA)8 16 45526867 45526882 TGTTGCTTTTCAGATGCAGG CTCGACCTACGAAGCAAAGG 254

Ai03B14701 Araip.B03 14701 c (AAT)21(TAT)39180 45565767 45565946 AGCCATAAATCAGAGGTGGTG TGCGATTTTGTTTTATCTGTCC 278

Ai03B14702 Araip.B03 14702 p3 (TGG)6 18 45582279 45582296 TGTGATGGAGATGGTGATGG TTTTTCGCTCCAAAATGGTC 169

Ai03B14706 Araip.B03 14706 p2 (AG)7 14 45623994 45624007 CCCTTTAAGATGAGGAACGAAA GAGATCACTCACAGAGAAATGGC 234

Ai03B14707 Araip.B03 14707 p2 (GA)6 12 45625601 45625612 ACCGCTAAGTCATGGGATTG CCGACCTTACTTGGGCTACA 101

Ai03B14708 Araip.B03 14708 p2 (AT)6 12 45629996 45630007 TGTAATGGGGCCAAGGTAAA GGGGACAAAATTACCCCAAT 233

Ai03B14709 Araip.B03 14709 c (A)10gaaaaagaaaacatagataatgaaagtaaa(AAG)555 45632816 45632870 AATTTGAACATGCAAGCAACC TCTCCCTCCTTCTCTTTCACA 280

Ai03B14711 Araip.B03 14711 c (T)10(A)10 20 45636971 45636990 GCTGGCCATCAAGCTTTAGA AAGATCATGAAGAACACTATGAATGC 277

Ai03B14712 Araip.B03 14712 p2 (AT)6 12 45649582 45649593 CGAGTTGCTAGAAAGGGTGC TGAGGAAATTCCAACAAGGG 177

Ai03B14713 Araip.B03 14713 p2 (AT)7 14 45662194 45662207 GCATAACAAAAATGTGTAGGTTAAAAA GCAGTTTCTGATTTTGTTGAGC 258

Ai03B14715 Araip.B03 14715 p3 (AAC)5 15 45666062 45666076 TGATGGTGCAACTTCGTGAT TTTTGAACTGGGGAATGAGC 246

Ai03B14717 Araip.B03 14717 p3 (AAT)11 33 45672400 45672432 CTATGCCAACGACGAACTCA GCAAACGCACTAGCAAGACA 244

Ai03B14718 Araip.B03 14718 p2 (AT)10 20 45675795 45675814 CTGAAGCAAAAGAAGACGGC CCTGCATTGGGCATAAACTT 233

Ai03B14722 Araip.B03 14722 p3 (CTT)6 18 45687768 45687785 TCTCCATCCAAGTGATTTTCC AGATTCCATTCCATTCCATTT 193

Ai03B14724 Araip.B03 14724 p3 (GGT)5 15 45692610 45692624 CAATTTGGCTGATGATGGTG GCTATGCTGATGGAGGAAGC 159

Ai03B14725 Araip.B03 14725 p4 (CTAT)7 28 45694552 45694579 TGAGCATTAATGGAGAGCCC TTGAGAGAGCATAGGAGGAAGC 209

Ai03B14727 Araip.B03 14727 c (TC)6g(CT)19 51 45706050 45706100 ATGTCTCCCGTCAGTTCACC TCCAGCATCAATAGCAACCA 230

Ai03B14734 Araip.B03 14734 p2 (AT)6 12 45739758 45739769 CCACCGGATACATAAATGCC TGAAGCAAGAAAAAGCAGCA 111

Ai03B14736 Araip.B03 14736 c (T)11cgaaaacaaaagagagaattttgaaaatatttttaaaaaatttttgaaaag(A)1072 45758724 45758795 AGTTGGAAGCCTCAGTCCAA AGTTTGGACAACTGACGGCT 252

Ai03B14738 Araip.B03 14738 p2 (GA)8 16 45775025 45775040 TGCATGCAAATAGTGAGGAAG GAACTCAAGGGGTAGGGGAG 214

Ai03B14740 Araip.B03 14740 c (A)10gtttcgaaattcaaatctttttc(A)1144 45779197 45779240 CATTTTATTGTTTTTCTCTTTCCTCA TGAATTTTGGAAGTTGAAATCTGA 236

Ai03B14741 Araip.B03 14741 p2 (AG)7 14 45788988 45789001 TATGCCAAAATATCCGTCCC GGTTCAAGTTGGGCATGTCT 175

Ai03B14743 Araip.B03 14743 p2 (TC)6 12 45800013 45800024 CGATTTGCACTTGGCAGATA CAAGCCCTGAAGAAGTGGTC 224

Ai03B14745 Araip.B03 14745 c (CA)11(TA)7 36 45818814 45818849 TCCCACTTTCACTTGCAAAA TGTATTTCTTCAAGAGTTTGGATCA 277

Ai03B14751 Araip.B03 14751 c (ATAC)5(AT)8 36 45828682 45828717 GTCGCCAAAGTGAACTCGAT CGTTTCGCGCTTTTGTAAAT 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14757 Araip.B03 14757 p2 (TA)6 12 45840363 45840374 GCTGGGGTAAGTGCTCTGAA TTGTGTACTGACCCACCCAC 275

Ai03B14761 Araip.B03 14761 c (A)10gcaatcatagattcata(AT)843 45847514 45847556 AAATAGAAGCCTGTGGCTCG AGGTTCTCACCCCCTACAGC 272

Ai03B14765 Araip.B03 14765 p3 (CTC)6 18 45873976 45873993 GCTTTCATTTGGTTTTCCGA TTCAGGAGTAGGTCGGATGG 275

Ai03B14766 Araip.B03 14766 p2 (TA)7 14 45880411 45880424 TGTTTTTCAGATGCAGGTCG AAGCTCCAGATTCGCAGGT 253

Ai03B14769 Araip.B03 14769 c (T)10cttttaaataatttagttaaggtttaccacatatggtggtttgatttaaccagagttaaatgtatgtacag(TA)897 45887646 45887742 TCCAGCAGCATATACAACGG CGATACCCAATTATTTTGAGGG 280

Ai03B14770 Araip.B03 14770 c (A)13gagtgtcattttcatcatctctaccaaatacacctcttccctaattt(A)1171 45889578 45889648 CCACCAAATACACATCTTCCC TTAATATGCTCCCACCAATGC 124

Ai03B14771 Araip.B03 14771 p2 (TA)7 14 45890775 45890788 GAACCGGTTGACTCGGTACT ACCAGGCTGTGGTGATTTTC 266

Ai03B14775 Araip.B03 14775 p2 (AG)6 12 45912471 45912482 TTGAAAAAGAGGGAGATATTTTCG CAGGCGTGTCATGTCTGAGT 176

Ai03B14779 Araip.B03 14779 p2 (CT)7 14 45927471 45927484 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 277

Ai03B14784 Araip.B03 14784 p2 (TA)8 16 45945100 45945115 GGACTCTTGAAGCGAAGTGG ACACAATCCTGCCTCTCCAT 139

Ai03B14785 Araip.B03 14785 p2 (TA)6 12 45951732 45951743 GGACTCTTGAAGCGAAGTGG TAATTCAGCCTGCGAAGTCA 216

Ai03B14786 Araip.B03 14786 c (T)10gttatttttttaaaaaattttttaaaaaaaatcacctaaaataaga(T)1066 45953762 45953827 AAAGATTTGTTTGGATGAGTTTTT CATCAAAAAGATTGCATGTATGTGT 231

Ai03B14789 Araip.B03 14789 c (ATT)5gtcgctcttcacgtttgatgaagatgatgatgaggttttgctggtgcaagaccttcttgaaaacgaagccgccgccattgttgttgat(GAA)5118 45961299 45961416 TCATTCTCCCCAAGAATTAAGC CTCTGGAAGCGTGAAGAAGG 270

Ai03B14790 Araip.B03 14790 p3 (TGA)5 15 45961969 45961983 CCCCACCATGGTTATGTTTC CCCTTCTTTCTCTTCCACCC 158

Ai03B14792 Araip.B03 14792 c (A)10ttttcttcaaaaatctttcaaa(AAT)959 45970362 45970420 TCGAGTTTGGACAACTGACG TCAAGACTCAAACAAGAAACACAA 174

Ai03B14793 Araip.B03 14793 p3 (TCT)6 18 45974435 45974452 GCCAAACCTTAACCCCTCTC CGGTCTTAGGTGCCATCAAT 211

Ai03B14796 Araip.B03 14796 p2 (TC)16 32 45985183 45985214 GTTTCGTCTCACCAAGCCAT TGAAATTTAAACCACAGGATCG 258

Ai03B14800 Araip.B03 14800 p3 (TTC)5 15 46000432 46000446 TCTTGGCCGAAACATACCTC CTCGGAAGTGGAAGCTTTTG 201

Ai03B14801 Araip.B03 14801 c (A)10tttcc(A)10 25 46002943 46002967 CGAGTTTGGACAACTGACGA AAGTGGAAGCCTCAGTCCAA 236

Ai03B14802 Araip.B03 14802 p2 (CT)6 12 46004382 46004393 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 276

Ai03B14803 Araip.B03 14803 p3 (TCT)5 15 46006979 46006993 CACCTCCAATTCCTCTCCAA TGGAGGTGGAAGCTTTTGTC 233

Ai03B14805 Araip.B03 14805 c (A)11catattcaccatgcatgctatgtgtttgtgaaaaagtccgtatggcatcatgcaatacttttatgttaccctactaccttaatgccag(T)16115 46029878 46029992 AAAGGGGTACTTGCATGTTCTA GGCAAAGGCATGAGTAGCAT 274

Ai03B14806 Araip.B03 14806 p2 (AT)9 18 46032940 46032957 CCCTGCTTTCATGAGCTACC TCATGCAATGTAATGCAACCT 179

Ai03B14807 Araip.B03 14807 p3 (AAT)6 18 46079840 46079857 GGCCAATTTTAAGGGCTAGG GCCGAGAGGAGAGTGTGTGT 208

Ai03B14809 Araip.B03 14809 c (TC)9tt(TC)7 34 46082703 46082736 CAAGGGGAAGCTTATGTCAA TAAAGCATGGCTGTTGATGC 223

Ai03B14810 Araip.B03 14810 p2 (AC)6 12 46083542 46083553 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 229

Ai03B14811 Araip.B03 14811 c (T)10ctt(TA)17 47 46083709 46083755 TTGGGGTAATTTTGTCCCCT TTGGGAATTTGGGTGCTTAC 151

Ai03B14812 Araip.B03 14812 p2 (CA)6 12 46086650 46086661 GCGGCACACTTGTTTAGTGA TTCGCTTTAAGACCACCCAC 247

Ai03B14815 Araip.B03 14815 p2 (TC)6 12 46107980 46107991 CCTAACTAACTCTCTCTCTCATTTTCG TGGAATGGAAGAAACACAACTG 262

Ai03B14816 Araip.B03 14816 c* (A)10(AG)6* 21 46112595 46112615 GGTGGCAATGCTTTCTGTCT TGGCTTTTTCTGCTTGCTTT 235

Ai03B14819 Araip.B03 14819 p3 (TTC)5 15 46131790 46131804 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai03B14821 Araip.B03 14821 p3 (GTT)5 15 46140265 46140279 TTTCGCCCCTTTAGTCAATG GCTTCCGTATGGCGAGTAAG 111

Ai03B14824 Araip.B03 14824 c (AAT)5cattaattat(A)1035 46147653 46147687 AAGGATCTTCTTGAAATGGGA CCTTGTCCAAGCATAATTGTCA 236

Ai03B14828 Araip.B03 14828 p3 (TTA)18 54 46162325 46162378 CCAGGCCAGGTTATCTCTCA TTTGTCCCTTGAACTGAGTTTTT 206
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Ai03B14831 Araip.B03 14831 p3 (CTC)5 15 46166250 46166264 TTTCCACAGTTTTGGTGATGA CGAATCTAGTAGGCACTCAGAAAA 234

Ai03B14834 Araip.B03 14834 p5 (TTATC)5 25 46182691 46182715 GACTTGTTAAGCCTGGCTGC GCGGCTCCCTAAAGGATAAG 250

Ai03B14837 Araip.B03 14837 p5 (TTATC)5 25 46243411 46243435 CCTGGGTGCTCCAGTGTATT AGAGCTCGGCTAAATCACCA 213

Ai03B14838 Araip.B03 14838 p2 (TC)6 12 46248701 46248712 TTATGACAAATTCGCGACCC TGAATATGATTCGCCTCCCT 267

Ai03B14842 Araip.B03 14842 c (T)10c(T)12 23 46263545 46263567 GCCTTTTGGTTTTAAGGGCT TACATGTGGTGGCAATGCTT 259

Ai03B14844 Araip.B03 14844 c* (A)10(AT)7* 23 46276915 46276937 TGGGAAAAGTTGAATTTGGAA TACTTTGGGGCATTTTGTCC 228

Ai03B14849 Araip.B03 14849 p3 (AGA)5 15 46332267 46332281 TTAGAATGTTGCTCGCCCTC CACCCCACCTACCTTCAAAA 146

Ai03B14853 Araip.B03 14853 c (A)12caatgaaagaggagaaaaatcagaggagaaataaataag(A)1061 46348779 46348839 CCATTTATTTTATAGGTGAGACAAAAA GAGATTTGGACTAAACCGGC 258

Ai03B14856 Araip.B03 14856 p2 (TA)8 16 46351402 46351417 CCTTGAGCAGTGGGAGAGTC TTTTTCAAAATTTCACCACTCA 113

Ai03B14857 Araip.B03 14857 p2 (TC)6 12 46358296 46358307 CTCCTTCTCCATTTTCGTGC AGATGGAGCAGAGTTGCGAT 200

Ai03B14858 Araip.B03 14858 p2 (TC)7 14 46365254 46365267 CATTTTCGTGCAACTCCCTT AGATGGAGCAGAGTTGCGAT 193

Ai03B14859 Araip.B03 14859 p2 (GA)12 24 46370499 46370522 GGACCAGGTTTTTGGAAGGT GCCAATTGTTTGGTTATGGC 277

Ai03B14861 Araip.B03 14861 p2 (AT)7 14 46371839 46371852 CTTGCACCAGCAATTCTTCA TTCATAAATCAGTCACCAATCTCA 127

Ai03B14862 Araip.B03 14862 p3 (AAT)5 15 46373039 46373053 CGATCTCTATCGTAATTATTCGTTTC GGCTCTAGTGCAAGTGGGAG 160

Ai03B14864 Araip.B03 14864 p2 (TA)16 32 46381967 46381998 TGTCCATTCAATTAGCACCG TTGGGACATTAGTGATTCGAG 259

Ai03B14865 Araip.B03 14865 p3 (AAT)39 117 46382535 46382651 CGATCCCTATCATAATTATTCGTTT AGGGTGTATGGCCAACAAAA 230

Ai03B14870 Araip.B03 14870 p3 (TTC)5 15 46403392 46403406 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 245

Ai03B14871 Araip.B03 14871 c (A)13gagagag(A)10taggcg(A)1046 46404891 46404936 AAAGCAGCAAAGAGCAAAGC TTTAGCCGCTTAGACCAGGA 206

Ai03B14875 Araip.B03 14875 p4 (TTTA)5 20 46431176 46431195 GCTCCACAGTCCACACCTTT GGGAATTAGATTATGAGCGGG 239

Ai03B14886 Araip.B03 14886 p3 (GTG)5 15 46501831 46501845 ACAAGAACGGCGCAATTATC ACCAAACTGCCACCTTCAAC 276

Ai03B14889 Araip.B03 14889 p3 (GAA)5 15 46562800 46562814 GGTGAGGCAATGAAAGGTGT TTGGTTCATGTCGATTCCAA 234

Ai03B14891 Araip.B03 14891 p2 (AG)7 14 46565799 46565812 CAAAGTGGGCCAAACAGACT GCCAAAAGAAGGAGGTGATG 193

Ai03B14892 Araip.B03 14892 p2 (TA)6 12 46575869 46575880 CGCGCATGAATACAAATGAC TGAGATCTATTAATCTTCATCCAATG 263

Ai03B14895 Araip.B03 14895 c (TC)6cttctctccctttctcttcctct(TC)6cctcccctctctttgtcttc(CT)8ccccttttctttttctctctctcctcctccctctccttatctccctttctcttccactc(CT)17176 46588872 46589047 GGGTGTTACACTTCTCTCCTTTT GGAGAAAGAGGGGCAAGG 277

Ai03B14896 Araip.B03 14896 c (CT)9tttctatctctcctcctcccctcttttttcctcttttttctctccctccttctctctcttattttggagaaa(AG)9aaagaaatctctctcttgttttggagaaaaaaggg(GA)9161 46589266 46589426 TGTGCTCTTTATCCTCCTCCC TCTCTTTCTCCTTTTTCTTCCC 274

Ai03B14897 Araip.B03 14897 c (GA)6aataggagagagaaagagaaaaaatggaaaaag(GA)6tagatagagagagagaaagaggaagatagaagggaaatgg(GA)8aggaagaaaggggaagagagagaagggagagaagggagagaggagggagagaaagaggagagagagtgaaag(GA)7199 46589555 46589753 AGAGAGAAGAAGAGAGAGAAAGAAGA AAAACTGGTTTTATTTAAACTCCAAAA 279

Ai03B14903 Araip.B03 14903 p3 (TAT)5 15 46621951 46621965 GCTGAAAACGGAATCGAAAC CGCGAAAAAGAGCAGAGAGT 211

Ai03B14905 Araip.B03 14905 p2 (CT)6 12 46638238 46638249 GATCTGTGGACCCCATAGGA GGTGAGGTAGGTGGGGTTTT 166

Ai03B14908 Araip.B03 14908 p2 (AT)8 16 46709838 46709853 TATAACCCCCTTCCCATTCC GGGACATAAAAAGACGTACGGA 265

Ai03B14911 Araip.B03 14911 p2 (CT)6 12 46754106 46754117 TTTCCTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 263

Ai03B14912 Araip.B03 14912 c (TC)7atctccttctatttgtttattcatctactaacatctctccctcactcac(A)1073 46754271 46754343 TCCCCCTTTTTCAAAATTTCTT TTCTTGTCCTTGCTCCTGCT 279

Ai03B14913 Araip.B03 14913 p2 (CT)6 12 46790380 46790391 TTTCTTATCTTTTTCAAAACCACC AAGGGGATGAGGGAGAAGAA 218

Ai03B14914 Araip.B03 14914 p2 (CT)6 12 46797204 46797215 TTCCTTCTCCCTTCTTCCTTC AGTGCAACAATCCACAAGCA 244

Ai03B14918 Araip.B03 14918 p2 (CT)6 12 46806085 46806096 CTTCTTATCTTTTCAAAATTTGTTTCA ATGAGATGGGGGAGGGATAA 275
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Ai03B14919 Araip.B03 14919 p3 (ATT)5 15 46806422 46806436 GTCTCCCCCTCTTCTTCCAC TTCAGGTTCTGGATCTGCTTC 152

Ai03B14920 Araip.B03 14920 p3 (AAT)5 15 46837514 46837528 CAACTCCAGGATAGCGGAAA TGACTTTTGTATTCTTTGTCCGAA 186

Ai03B14921 Araip.B03 14921 p3 (TTA)5 15 46837718 46837732 TTCGGACAAAGAATACAAAAGTCA TTGGCAACTTATTTTAAACCCT 223

Ai03B14922 Araip.B03 14922 p2 (AT)8 16 46853063 46853078 TGTGGGAAAAAGTGGGTTTG TTCACCATTTACTTTGGGGC 229

Ai03B14923 Araip.B03 14923 p2 (AG)15 30 46855602 46855631 TATGTCACAGCGTGGGGATA CACTCTCCTCTGCCATCCTC 172

Ai03B14925 Araip.B03 14925 c (TA)6(TG)35 82 46867409 46867490 TTGTACCCTTGCCTTTATCTTGA TTTAAACCGCAATACCGTCC 246

Ai03B14927 Araip.B03 14927 p3 (TTC)6 18 46870275 46870292 AAATGTGAACCCTTTTCCCC AGCTGGGGAGCTACGGTAAT 273

Ai03B14928 Araip.B03 14928 p2 (CT)6 12 46872890 46872901 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTTTTTGACC 223

Ai03B14929 Araip.B03 14929 p2 (CT)6 12 46878951 46878962 GGAACATTGAACCTGGAATGA TTTTGACCCAGTTTTCGACC 210

Ai03B14931 Araip.B03 14931 p3 (ATT)6 18 46884638 46884655 AGCTCCAAAAGAGCCAAAGA TGCATTTGGTCTTCAATCCA 235

Ai03B14939 Araip.B03 14939 p3 (TTG)5 15 46906744 46906758 CATGAGGTGGTCAAACGAGA CGTGTCGCATTGAACAATTA 251

Ai03B14941 Araip.B03 14941 c (A)13caaaatcatgtaaattgtaaaaagaattattagtgaaattaataa(T)1169 46914794 46914862 TGATAATTTGGTTGAGTACTGCGT TGTTTGTTGACGTTGCAGTAG 249

Ai03B14947 Araip.B03 14947 p4 (TAAA)5 20 46945428 46945447 TCCCAACCCTTTTGCTGTTA TTTAGATTGGGGAGTGGTGC 217

Ai03B14954 Araip.B03 14954 p3 (ATA)13 39 46991067 46991105 CATCGCAGCTGTTGGTCTAA TGCTCCAATCAATGTTCCTG 158

Ai03B14956 Araip.B03 14956 p2 (AG)17 34 47024895 47024928 CGATGCCACAGTGAGAGAGA TAGAGGTCGCAGGTTCGAGT 176

Ai03B14957 Araip.B03 14957 c (A)10tcaacacaaatttacttcactcgattttacttttcatgatacattggctaaact(A)1175 47027558 47027632 CATGCGGGAGAAGAAAACTT TGTATATTGGACCTTTTGAGACAA 191

Ai03B14962 Araip.B03 14962 p2 (AT)6 12 47037594 47037605 GGTCCCATTTCCAACCTTTT TGACCTGTTGCTAACGATGC 265

Ai03B14963 Araip.B03 14963 c (AT)7(AC)9 32 47039634 47039665 AACCGAAAAGCGCATTACTC GGTTTTAACTTCGCGAGCTG 160

Ai03B14964 Araip.B03 14964 p2 (AC)8 16 47046998 47047013 TTCCTGGTCACACCAAACAA CTGTAGAGCCTGAAGGACGG 196

Ai03B14965 Araip.B03 14965 p2 (AT)6 12 47047267 47047278 TAATGAAACACCCTGCCACA TAACTTCGTGTGCCGAGTCA 258

Ai03B14967 Araip.B03 14967 p2 (AG)8 16 47057917 47057932 TGAGAGAGAGAGGGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 228

Ai03B14973 Araip.B03 14973 p3 (TTC)5 15 47090025 47090039 ACCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai03B14976 Araip.B03 14976 c (A)10gtg(A)10 23 47103340 47103362 TGAAGCAAGAAAAAGCAGCA TGCTCAAAGCCTTGGATCTT 184

Ai03B14977 Araip.B03 14977 p5 (TTATC)5 25 47107955 47107979 CCTGGGTGCTCCAGTGTATT GGAACACGACCCATATCCAC 169

Ai03B14978 Araip.B03 14978 p2 (AT)11 22 47129575 47129596 CACGGCTTGAGGATAATGGT ACCAAGGATCAGAGGTGCAG 229

Ai03B14979 Araip.B03 14979 p5 (TTATC)5 25 47129922 47129946 GGTACCTGCAAGAGACTCCG AGGCAGTCCAAGCCTACAGA 227

Ai03B14980 Araip.B03 14980 p5 (TTATC)5 25 47139756 47139780 GGTACCTGCAAGAGACTCCG CGACAGGAAAGCCCAATAAA 280

Ai03B14981 Araip.B03 14981 p2 (AG)6 12 47152907 47152918 GGTGAGGTAGGTGGGGTTTT CTTGACACCCCAGGATCTGT 179

Ai03B14982 Araip.B03 14982 p2 (AT)12 24 47158706 47158729 GCGAAATGTTCACACACGAT CAGGCTGCGATTAGTCCTCT 135

Ai03B14983 Araip.B03 14983 p2 (AT)6 12 47161562 47161573 TGACCAAACCCTCACCTCTC TAACGAGTTGGACTGGACCC 142

Ai03B14984 Araip.B03 14984 c (CT)14cc(CT)9 48 47162668 47162715 TTGAATCGAGAACCCTCTCC AGTGAGAGACGAGAGGGCAA 224

Ai03B14990 Araip.B03 14990 p2 (TA)7 14 47186582 47186595 TGGGCACAACTTTTGGTGTA TGATAGCATTCCGTGATCCA 262

Ai03B14992 Araip.B03 14992 p2 (AG)7 14 47191617 47191630 TGGAGCTAGAAGGGGATTCA TCAAATTTCATCAAAAGGGAA 276

Ai03B14993 Araip.B03 14993 p3 (TTC)5 15 47195089 47195103 TTACGCGTCGCTTCTCTTCT CAACACCAATGGAAAGATAGCA 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B14998 Araip.B03 14998 p2 (AT)8 16 47227473 47227488 ATCAAGCTTCCAACACCACC TTTTCTAGCCACTCCCCCTT 265

Ai03B14999 Araip.B03 14999 p3 (CCT)6 18 47228420 47228437 GCCAATTGGGATATTCGCTA ACGCAATGAAAAGGAAGGTG 196

Ai03B15002 Araip.B03 15002 p2 (AT)7 14 47248088 47248101 CAAGAAAATGAAGGGTCGGT TTACCCCCTATTTTCACCCC 253

Ai03B15003 Araip.B03 15003 p5 (TTCTT)5 25 47249039 47249063 TTCTGTTCTCTGCTCTCCTGC AAGTTTTTCGGGTATGTTGGG 213

Ai03B15005 Araip.B03 15005 p2 (AC)9 18 47256186 47256203 CCCTAACCCTAACCCTAACCC AGAAGAGGATGGCGGTAGGT 106

Ai03B15006 Araip.B03 15006 p3 (CTT)5 15 47262186 47262200 TAGAGGCACAAAATCACCCC CAAGGATGAGAAGTCAAAGAGATG 255

Ai03B15007 Araip.B03 15007 p2 (GC)6 12 47275681 47275692 AACTCTCGGGTATTTGGCCT TTGGGTGTGCAAAAGTGAAG 124

Ai03B15009 Araip.B03 15009 p4 (ATGT)5 20 47308539 47308558 TTTTCTTCTGCGCATCTGATT TGGGATGAAACCCAAACATT 252

Ai03B15011 Araip.B03 15011 p2 (AG)6 12 47320868 47320879 GCTGCAGAAGTGTCCAATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 171

Ai03B15013 Araip.B03 15013 p2 (AT)7 14 47332598 47332611 ACGGGTGCTAAAACAAATGG TATGAATACGCACAGGCAGC 276

Ai03B15014 Araip.B03 15014 p2 (AC)6 12 47337791 47337802 TTGGTTGCACAACTGGTGAT TTAATAGTGCGATTGCCGTTC 267

Ai03B15015 Araip.B03 15015 p3 (CTA)5 15 47343888 47343902 ATGGAGGCAACAAAAATCCA AATGGAAGCGGCAAACATAG 185

Ai03B15016 Araip.B03 15016 p3 (TTC)6 18 47346654 47346671 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai03B15017 Araip.B03 15017 p2 (TC)6 12 47350576 47350587 CGGAACCTCTCGGGTTCTAT TGACACCCAACTTAACCCGT 171

Ai03B15018 Araip.B03 15018 p3 (TTG)7 21 47351575 47351595 AAAAAGTCAATGCAATTTAGGAA ACGACAACAACAACCACCAA 279

Ai03B15023 Araip.B03 15023 p3 (TAT)5 15 47362695 47362709 GAACCCCCTCTTCCATCTGT GTTCTTGTCCTTGCTCCTGC 174

Ai03B15024 Araip.B03 15024 p3 (TTC)5 15 47367378 47367392 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai03B15025 Araip.B03 15025 p2 (AG)7 14 47376431 47376444 GGTCTGAAGAAGCTTGTGGG TTTAAAATGCTTCATTCCACTTTT 263

Ai03B15028 Araip.B03 15028 p2 (AG)7 14 47379560 47379573 AAGGATGGTTCATATGTACGGG AGGGAGCTCGCCATTTTCTA 262

Ai03B15029 Araip.B03 15029 p2 (CT)6 12 47385979 47385990 TTGATTTTCAAATTTGTTTCAACT TGAGAGAGAAAGGGAATTTTCG 258

Ai03B15030 Araip.B03 15030 p3 (AAT)5 15 47386500 47386514 AGCAGGAGCAAGGACAAGAA AAATTGTTTGCTCCAATGGC 251

Ai03B15031 Araip.B03 15031 p3 (TTC)5 15 47388996 47389010 TGGCTGAATACACCTCTCCC TTGGCCACAACATCGTAGAA 272

Ai03B15034 Araip.B03 15034 p3 (TTC)5 15 47399007 47399021 GTCCGCACAGGTCTTTTCTC CAACAGTGGGACTTGCGTTA 123

Ai03B15035 Araip.B03 15035 p4 (AAAT)5 20 47401209 47401228 TTTCGTGCACCAAGTTTTTG TTGAAATCTCGGTCCAAAGG 249

Ai03B15036 Araip.B03 15036 p2 (CT)6 12 47402589 47402600 TTTTCAAATCTTTTTCAATTAACCA AAAGAGGGAAGGGATTTTCG 110

Ai03B15037 Araip.B03 15037 p4 (ATAC)7 28 47411025 47411052 TTGCATCGTTTGCATGGTAT ATCAATGGAGTGCCCAAAAA 269

Ai03B15040 Araip.B03 15040 p2 (TA)8 16 47434020 47434035 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 279

Ai03B15041 Araip.B03 15041 p3 (AAT)5 15 47443497 47443511 ATTTCATGGCCAAAAGCAAA GGAAGTTCGAGAGGTGTGTTG 246

Ai03B15043 Araip.B03 15043 p3 (AAG)5 15 47459293 47459307 TTGCCTTCCCTTTCCTCTTT TCTTCTCTTGGCCGAAACAC 197

Ai03B15045 Araip.B03 15045 p2 (CT)10 20 47463358 47463377 TGTTTGTTTCTTATCTTTTTCAAAACT TCGGATTTTTGGTGAGGAAG 277

Ai03B15046 Araip.B03 15046 p3 (TAT)8 24 47463680 47463703 TCTTCCTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 178

Ai03B15047 Araip.B03 15047 p3 (TTC)5 15 47466188 47466202 ACACAACCCCTTCTCCCTCT AGGATTCTCCGGTCTTTGGT 157

Ai03B15048 Araip.B03 15048 p2 (AG)6 12 47472546 47472557 TTTGAAAAAGAGGGAAGGGA TCAAATCTTTTTGCGTCTTGT 280

Ai03B15052 Araip.B03 15052 p2 (AT)8 16 47488601 47488616 TGATGTCGTGTCATTTGCTTT TGGCTTTTTCAATCTGTGCTC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B15072 Araip.B03 15072 p2 (AT)6 12 47534396 47534407 CCAAACTGAGCAATGATGGA GAAGTGTTTGACCAATGCCA 139

Ai03B15075 Araip.B03 15075 p2 (TA)6 12 47555598 47555609 TGCTTTTCTCTCCCATTTCAA GGGTTTATCAACCTCCCCAT 279

Ai03B15079 Araip.B03 15079 c (TAA)5caatagccacggactcgatgaaaccgccgccgatcatgttttgctgccaccgccggggttgttgcttccgaggaacggtg(ACA)6113 47582277 47582389 CACTCCCTCTCTGTCACCGT CCCATCTCCATCATCATCATC 279

Ai03B15080 Araip.B03 15080 c (A)10gattattg(TA)630 47583219 47583248 TTATGATGTGGCATAAGAGTTTTG ACAATGCAATAGCAATAACAAAATA 280

Ai03B15084 Araip.B03 15084 c (GA)6gggttgtagcaccgtagtgggttaggaatttgggtgagtgagactaatgagagggttaggttcgcgtacgcctttgtc(T)12102 47602677 47602778 AATGGTGGTCAGCTTTCTGG TTGCAACTTCAATGCCAAAC 230

Ai03B15086 Araip.B03 15086 p4 (AAAT)5 20 47611719 47611738 TTGCTGTGATTTGTGAAATGC CCAAATATGCTTCCGTTCTCA 210

Ai03B15087 Araip.B03 15087 p2 (AT)6 12 47614697 47614708 AATGGTGAATCACACTTTACAGG GGCATGCTGAACATATACGC 261

Ai03B15088 Araip.B03 15088 p2 (CT)6 12 47623562 47623573 GAACTGGGAACTCTCTCCCC GAGAGACGGATGACGAGAGG 151

Ai03B15089 Araip.B03 15089 p2 (GA)6 12 47644341 47644352 GCCTCACTCTCAGTATCGCC CGGGACACAACTTCTCGATT 234

Ai03B15090 Araip.B03 15090 c (AAT)5(GAT)17 66 47645456 47645521 TGGAACCCTAGAAGGGTGAA CAAAACATGATTCTTCAATCCG 235

Ai03B15098 Araip.B03 15098 p3 (AAT)5 15 47693769 47693783 TGTCCTTGCCATTTTTCTTCA GTACCCCAAGGCACATTGTT 279

Ai03B15101 Araip.B03 15101 p2 (TG)15 30 47706640 47706669 TCGGCCTAAACTCTACGAGC GCGAAGCATTCACACGATAA 155

Ai03B15102 Araip.B03 15102 p2 (CT)6 12 47724686 47724697 AACACTCCTCCTCAATTAGCAA CCCTTGTCTTTGTTCCTGCT 186

Ai03B15103 Araip.B03 15103 p2 (CT)8 16 47727618 47727633 TTAATGCCAGAAAAGGGCAC TGGGTGTTATGGGAAGGTGT 277

Ai03B15106 Araip.B03 15106 p2 (TA)6 12 47736038 47736049 TCCACATGTGTGCAAGGTTT TCCTGTTTGGGATGTTCTCG 263

Ai03B15107 Araip.B03 15107 p3 (TTA)5 15 47737321 47737335 AAAATTTCGGTGGATTGCAG AGGGCAATCGGGATAAACTT 260

Ai03B15108 Araip.B03 15108 p2 (TA)7 14 47739684 47739697 GTGGGCAGTTATGCCTTTGT ACGACACTTCATAGCCACCA 110

Ai03B15109 Araip.B03 15109 p3 (TTG)8 24 47740177 47740200 ACATGACAGAGCACAATGGC CTAAGGACCAGCTGGGTTTC 225

Ai03B15113 Araip.B03 15113 p2 (AT)6 12 47752991 47753002 GAGGTGGCGAGGTATTACGA GTGGGCCTTTTGGGTTTATC 278

Ai03B15116 Araip.B03 15116 p2 (TC)6 12 47767338 47767349 ATTGTTCGTGGAGTTCCCTG ACACAAAGGAGCGAGAGCAT 243

Ai03B15119 Araip.B03 15119 c (TCT)6tcgtgtttctcctcctccttctcctccttccccttccccttccccttccc(CTT)6ca(TCT)5103 47772080 47772182 CGCACACCAACCTCATTTAC CCACCAAACCCATCCTACAG 231

Ai03B15121 Araip.B03 15121 c (A)10t(A)10 21 47792438 47792458 ACGCTGCGCTTACAGGTTAT TTGGCTTTTTCTGCTTGCTT 214

Ai03B15122 Araip.B03 15122 p3 (GAT)16 48 47797478 47797525 CGAAAATAAGCCCACAAACAA TCTCCTCCTTCCTTTTCATCC 267

Ai03B15123 Araip.B03 15123 c (A)10gaagacgtagcattaggtgtgaagaagaaa(AAG)864 47797630 47797693 ACAAAATTTTCAGCGGCATC GTGCGGTGTCCTAGATTGGT 212

Ai03B15124 Araip.B03 15124 p2 (CT)6 12 47798750 47798761 TTGATTTTCAAATTTGTTTCAACT AAAAGAGAGAGAGGGAATTTTCG 186

Ai03B15125 Araip.B03 15125 p3 (TTA)5 15 47798918 47798932 TTCACTCACATAAAGGGAACCTC AACAGCAGAGCTCCACACCT 250

Ai03B15129 Araip.B03 15129 p3 (ATT)13 39 47811541 47811579 TGACACACTCCGGAAACTCA AGGAAAAACGGTGAGAAGCA 263

Ai03B15130 Araip.B03 15130 c (A)10tcttaattacttaacgatctttattttttaaattc(AT)1065 47827428 47827492 TGATCGTTATAAAAACAACGTCAAT TCCGCATTTACATCATTAGAAGAA 269

Ai03B15134 Araip.B03 15134 p2 (CT)8 16 47831422 47831437 CAAAAATGGCATTGCAGAGA CATTGCTTGCTTTGGTCAGA 230

Ai03B15135 Araip.B03 15135 p3 (TCA)6 18 47832756 47832773 TCCAATGGAAGCTGAAGTCC GGTAAGGCATATGTTTGATTGC 274

Ai03B15136 Araip.B03 15136 p2 (AC)9 18 47834382 47834399 CAGGCTAAAAATGCTAGCGG AAACAACGGGCTTAGCAAGA 246

Ai03B15137 Araip.B03 15137 p2 (TA)33 66 47836323 47836388 GACAATATTCGGTGATCCAGC CTTCTTGAACAGGTCAGGGC 154

Ai03B15140 Araip.B03 15140 p2 (AT)6 12 47862836 47862847 ATAGCTCTTCCGGAGCCTTC CCTTGCGGATAGTGCAAGTT 136

Ai03B15145 Araip.B03 15145 p3 (ATA)5 15 47872132 47872146 GCACTATCCGCAGGACAAAT TGGATGACAAAGGAAAGGAAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B15151 Araip.B03 15151 c (CTC)6cttcttctccttcatt(ATC)5ttcttcttcttttcatgttcatcttctccttcttgttttaccttctcaaaagtctttatattttactctcttaacaaaaataaaaaaataaaca(AAG)5158 47881685 47881842 AAAACAAACACAGATTAAGTGCAA TGAATGTAGGTTCTGACTCTTCC 280

Ai03B15156 Araip.B03 15156 p2 (AT)7 14 47907136 47907149 CCCTTGCGAATATTCATTGG TTCACAAAGGCCCGGTATAG 224

Ai03B15158 Araip.B03 15158 p3 (TTC)5 15 47916373 47916387 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai03B15163 Araip.B03 15163 c (A)12caagaaaacaattggctacgtgaaccaaacaacatcacaaataataatg(A)13gaattcaaattgcttgctttcacacaaagcaattatcaaaggggatctagaatcaaataaaagggatacaaaatatacaatccatagaactt(A)11177 47935809 47935985 TCCCCATTACAACTTCACAGC GCACTTTTGTATGGATAAACTTGG 256

Ai03B15164 Araip.B03 15164 p2 (TC)6 12 47936462 47936473 TAGAGAAAGAGGCGCCAACA TCTTACATAAACAAAAATTCCCAAAA 277

Ai03B15169 Araip.B03 15169 p2 (TG)9 18 47940079 47940096 GTTCATCATGATTTTCCCGC GCTTGCATTGTTCGTCACAT 183

Ai03B15171 Araip.B03 15171 p2 (AT)10 20 47955535 47955554 TTTGATTTTGACCCCAGACC TGGGATGTCTTTCTGCTTCA 110

Ai03B15172 Araip.B03 15172 p3 (ATA)6 18 47958590 47958607 TGACGCAGCAATTTCTTGAC TGTCATGTGTCATCCTCTTCTTC 224

Ai03B15174 Araip.B03 15174 p2 (TC)13 26 47960061 47960086 GACGGCGGTAACTACTTCCA TGTTACCGAAACATGCTCCA 245

Ai03B15175 Araip.B03 15175 p2 (TC)6 12 47961005 47961016 AGGAGCTTTAGGCTTCCAGG AAAATGCGGTGAAGACTTGG 255

Ai03B15177 Araip.B03 15177 p3 (TTA)5 15 47968306 47968320 AAAATCCACACGGTCCAAAA GACATGCAGCCAAATAGGGT 240

Ai03B15182 Araip.B03 15182 p3 (ATA)5 15 47983635 47983649 CCCATTACAGGAGGCAAATG AAAATGCACAGGCCTTCAAC 159

Ai03B15183 Araip.B03 15183 p2 (AT)10 20 47999042 47999061 ATTCCTGAGCGTTGCACTTT GGTTGTCCATGGAGTCTTCG 205

Ai03B15184 Araip.B03 15184 p3 (CAT)5 15 48000528 48000542 TCCCAGAAATTTCCTTTTGC CAACATGTCCAAACACAGCC 172

Ai03B15187 Araip.B03 15187 c (TC)6tgtctctctctct(TC)637 48009348 48009384 TCATGTTCGAAATGTGTCCG CGGCTTATCTCGTTTCTTGG 248

Ai03B15194 Araip.B03 15194 p3 (TTA)17 51 48036576 48036626 CGCACCATTCTTAAGCCATT ACGTACAAAGCAGCTCGGAT 267

Ai03B15198 Araip.B03 15198 p2 (TA)13 26 48065450 48065475 TTTTGGCTTTGGATTTTGCT TGGCAAAATTGAGAAATTGATG 240

Ai03B15199 Araip.B03 15199 p2 (TA)7 14 48070297 48070310 CGTCTTGGTGTTCTTGCTCA TAGGTTAAACCCGCCCCTAC 189

Ai03B15204 Araip.B03 15204 p4 (AAAT)5 20 48086501 48086520 ACGTTCACAGAACCCAATGC TTTCTCCAGGAATATGGGTGA 212

Ai03B15207 Araip.B03 15207 p3 (AAG)6 18 48100426 48100443 AGGGTTTGTGGCTTTTCCTT GTGGCAAGGGAGAGGTGATA 137

Ai03B15213 Araip.B03 15213 c (T)10cgctgttttttttctgcaagctttgttctttgctgc(TA)862 48122194 48122255 TGCTCTTGCCTTTTGGTTTT CAATGCATGTTTGATGTTGGA 265

Ai03B15214 Araip.B03 15214 c (AC)14atatgcacacgcgcgcacacacgcgcacgcgcgcacacacccacacgcccacacgcccacacgcacacacacccccacgcgcacacgcacacacacgcag(AC)6140 48140478 48140617 TCTTTTTCATTTGCTTCGTCA TGTAAACTGGTTCAATATGGTTTGA 267

Ai03B15216 Araip.B03 15216 p2 (TG)6 12 48152920 48152931 GCCCTCCTTCTCTTCTCGTT TAACGTCCACACACTACCGC 169

Ai03B15218 Araip.B03 15218 p3 (TCC)10 30 48156705 48156734 TCACCATGTCTCCCTCTTCC GTTGCTGTTGTTGCTGCATT 232

Ai03B15220 Araip.B03 15220 c (AAG)5agaaagaagaaagtgcagc(AAG)549 48161882 48161930 GGAGAAAGAGAAGGCAAGCA ATTAACGCGCTTCGAACTGT 217

Ai03B15225 Araip.B03 15225 p3 (CTC)5 15 48176297 48176311 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 258

Ai03B15227 Araip.B03 15227 p2 (AT)6 12 48186940 48186951 AAAATGGCGGAAATGACAGA CCCCTGTTGGATGAAGTTGA 275

Ai03B15229 Araip.B03 15229 p2 (AG)18 36 48189223 48189258 ACGGAAATCCCCAAAATAGG GCTTCTCCTCCTTCTTGCCT 235

Ai03B15239 Araip.B03 15239 p3 (TAA)5 15 48240453 48240467 ACGACCGCCATATAAACTGC GCGCGACGGTATTCTTTTTA 279

Ai03B15240 Araip.B03 15240 p3 (AAT)5 15 48241269 48241283 GGATCTGATTTTCTGGGCAA TTGTGCTGAGAGTTTGTGGG 249

Ai03B15241 Araip.B03 15241 p2 (AC)12 24 48244265 48244288 TAACAAGCTCTAGGCTCGGC GAAGCGAAGAACTTTTGGGA 228

Ai03B15242 Araip.B03 15242 p2 (TA)11 22 48246201 48246222 GAAGCAAAGACCGACCAGAG CGAAGAACCTTTGGGATTCA 194

Ai03B15244 Araip.B03 15244 p2 (CT)7 14 48261867 48261880 CCTTCTCCCTTCTTCTTCCAA TTGCAACAATCCACAAGCAT 223

Ai03B15246 Araip.B03 15246 c (CT)7aattttcgaaaatatcttccccctttttcaaaaatttcttttttttaattaactaatttttttattttttattttaattttc(A)11107 48280824 48280930 TGTTTGTTTCTTATCTTTTTCAAAACT TTGATGGGTGAGGAAGAGATG 278
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Ai03B15247 Araip.B03 15247 p2 (CT)7 14 48281080 48281093 CATCTCTTCCTCACCCATCAA ATGCCCTTTTCTCTGTCCCT 183

Ai03B15252 Araip.B03 15252 p2 (AG)9 18 48320265 48320282 GGAAAGGAAGAAAAGGGAGG ACCACCAAAAGTTCGACGAC 245

Ai03B15253 Araip.B03 15253 c (T)10cttttttcactttaaaattgagttgctattgttggtgttgtgatgggtttagattgatggatggatgaagaatggt(GTG)5101 48321057 48321157 TTTTAGCTTCATTGTGTTGTTGC TTTTCACCACTATCCCCTGC 169

Ai03B15255 Araip.B03 15255 p3 (TAA)5 15 48344232 48344246 CATGCCGATGACAAATTCAC ATGAACGCACCAGAGTTTCC 268

Ai03B15258 Araip.B03 15258 p3 (GAA)6 18 48348112 48348129 GTTGACTCCCACGTATGGCT AAGGATCTGCAGGAGCTGAA 272

Ai03B15261 Araip.B03 15261 p3 (TAA)5 15 48354983 48354997 ACAGGGTCTACACCAGCCAT GAATGCACCAGAATTTCCTGA 232

Ai03B15265 Araip.B03 15265 p2 (TA)10 20 48363001 48363020 TCACAACTCTGGAAATCAGTTCA GAGGCTGTTGAAAGGATGGA 204

Ai03B15266 Araip.B03 15266 p2 (GA)24 48 48365869 48365916 ATGGTGGCTTGCAATATGGT TTCTCGGGTTTCAATCAACC 242

Ai03B15267 Araip.B03 15267 p2 (TG)9 18 48367541 48367558 CCTGGTAAGAGAAGTGGCGA TGTCTTTATTGGCGAGGAGC 239

Ai03B15269 Araip.B03 15269 p2 (AC)8 16 48380393 48380408 CGTTTCCTTTGATGAGAAAAGTG TGGTCTTGATGGATAAGCAGG 272

Ai03B15272 Araip.B03 15272 p2 (CT)6 12 48384681 48384692 GTGGCCCAGAAAACACAGAT CAAGGAATTGCAGGGAGGTA 276

Ai03B15278 Araip.B03 15278 p2 (CT)8 16 48396060 48396075 GGGGGACTGCATCCATTTAT AGCCAATTGGGCAACATATC 235

Ai03B15283 Araip.B03 15283 p2 (AT)7 14 48419064 48419077 CCCTCCATTTCCATCTTCAA CGATTGATTTTGCCCTTGAT 204

Ai03B15284 Araip.B03 15284 c (TTTA)5attatttcgaaaataaaataaattaaaataaaataaataaaaataggtgaagattttc(A)1088 48438753 48438840 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 254

Ai03B15289 Araip.B03 15289 p2 (TG)14 28 48461106 48461133 TGGTCTTGATGGATAAGCAGG CCTCAACAATTGCTTGGACC 227

Ai03B15290 Araip.B03 15290 p2 (TC)6 12 48462127 48462138 ATGCATCCATTCAGAGGGAG AAGGAACATTAAACCTGGATCG 150

Ai03B15292 Araip.B03 15292 p2 (TC)7 14 48470422 48470435 ATGCATCCATTCAGAGGGAG AAGGAACATTAAACCTGGATCG 152

Ai03B15296 Araip.B03 15296 p2 (CG)6 12 48478029 48478040 TGTGGTGAAGGAAGGGAATC ATCAAGCGTTTTGGACCATC 237

Ai03B15297 Araip.B03 15297 c (T)10agtat(TTTA)951 48478293 48478343 CGTGGATGGTGCTCTGTTTT CCTGCTTCTCTCCTTCCTCC 245

Ai03B15299 Araip.B03 15299 c (CT)7atcgctcactcactcactca(CT)2278 48485551 48485628 TTCTGCCTCTCTCCCTATCG TGAAATGGTGGCTTGCAATA 187

Ai03B15302 Araip.B03 15302 p2 (AC)12 24 48497072 48497095 AGTTGCTTGGACCTTGTGGT TGACCATTTGGGAAGATGCT 262

Ai03B15303 Araip.B03 15303 p4 (ATCT)6 24 48497628 48497651 TTTCTGTTGAACTCCATGGCT TCGATTGCCAATAAGTTGACAT 273

Ai03B15306 Araip.B03 15306 p2 (TA)6 12 48504932 48504943 TGCAATGACAGCGATAAACC CATCGGATTGGAAGTTTGCT 208

Ai03B15310 Araip.B03 15310 c (TC)7tttctt(TC)16 52 48515418 48515469 ATTTGGAAGGACCAAGAGGC GAGAGCGAGAGAGCGAGAGA 279

Ai03B15311 Araip.B03 15311 p2 (AC)7 14 48522176 48522189 CCAAACGGGCTAAAATGCTA ATCGGCGCTCTATAGCTCAA 207

Ai03B15312 Araip.B03 15312 p2 (CT)6 12 48532073 48532084 TGGAGCCAACTTCTATTCACAA GCTACAAAGTGGGGGAATCA 224

Ai03B15313 Araip.B03 15313 p2 (AC)7 14 48540288 48540301 AACCAAACCAGCCACAACTC CGGGGTTACCTCTCCATTTT 206

Ai03B15316 Araip.B03 15316 p2 (AG)18 36 48548514 48548549 ATTGTGATTGGGGATGGAAA TCATCTTCCCAAAACTCATGC 190

Ai03B15318 Araip.B03 15318 p2 (AC)7 14 48550293 48550306 TGGGTCTTTCAAGTATGGCA CTTGTCCCCACTTTGGATGT 263

Ai03B15320 Araip.B03 15320 p3 (ACA)5 15 48552688 48552702 ATTCATCAGTTTGAAGCCGC GCTGCTGTTGATGGAGATGA 227

Ai03B15323 Araip.B03 15323 p2 (CT)9 18 48569288 48569305 AGCCTTAAGTGTGGGGAGGT CCAAGCAAAACATACATGCAA 143

Ai03B15325 Araip.B03 15325 p2 (GT)6 12 48570184 48570195 TCAATGCAGATGTGGTGAAA GGCTAAGGTAAGGGTGAGGG 193

Ai03B15326 Araip.B03 15326 p3 (CAA)5 15 48596422 48596436 ATCATTCCCACTGAACCGAG AGTAACACAACCCCCATCCA 233

Ai03B15331 Araip.B03 15331 c (A)12(TA)7c(A)1037 48626413 48626449 TTGATTTTGGGAGAGTTGGG GGGACATTTTTGTCCCCTTC 247
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Ai03B15332 Araip.B03 15332 p2 (GA)6 12 48630899 48630910 GTGGCCATCCTGAAAGAAGA CATTTGTATTCCTTGTGCATTGA 254

Ai03B15334 Araip.B03 15334 p4 (TTAT)5 20 48635680 48635699 CCCATAGTCTTCACTTTTGCATT TTGAATATTGGAAAATTTGGGT 268

Ai03B15336 Araip.B03 15336 p3 (AGA)11 33 48651155 48651187 CCTATGGCTCAGAGGTGGAA ATCTCTTTCCCACCCAATCC 255

Ai03B15337 Araip.B03 15337 c (AG)8ggggttcggatttttggtgagtgaggaagagatgttag(TAAA)574 48651738 48651811 CAGGTTCTGGATCTGCTTCA GAAAACCTCCCCCTCTCATC 252

Ai03B15338 Araip.B03 15338 p2 (AG)6 12 48651981 48651992 AAAAGAGGATGAGAGGGGGA TTGATTTTCAAATTTGTTTCAACT 262

Ai03B15342 Araip.B03 15342 p3 (TGA)6 18 48663309 48663326 ACAGCTCAGCATGTGCAATC AACTCACCACCACCACCATT 270

Ai03B15343 Araip.B03 15343 p2 (AT)6 12 48663714 48663725 ATTTTGGGGAAGAAGGAGGA AAGGATGCATATGTCGTTTGTG 244

Ai03B15347 Araip.B03 15347 p2 (TA)12 24 48690415 48690438 GCTCCAGGCGAGTGTATGAT AACGATATACGGACAAGGCG 120

Ai03B15353 Araip.B03 15353 p3 (TCT)5 15 48739014 48739028 CTCACTTGGAGCTTCTTGCC TCAGGAGTCAAGAGGGGTTC 259

Ai03B15355 Araip.B03 15355 p2 (AT)9 18 48746588 48746605 TAAGGCGGTTGTATCCAAGG TTCTTTTTGGAGAACTTGGAGC 178

Ai03B15358 Araip.B03 15358 p3 (TAT)15 45 48756778 48756822 AGATGGAAAGTGCAAACCTTG TGTGGTGCTAGAAGGTGCTG 229

Ai03B15359 Araip.B03 15359 c (AAC)14(AAT)9 69 48756980 48757048 CAGCACCTTCTAGCACCACA CAGCAGATTTGGCAGATTCA 247

Ai03B15361 Araip.B03 15361 p2 (TC)8 16 48787968 48787983 CCTTTCTCCATGAGGCAGAG ACGTGGGTGTCATCTCCTTC 235

Ai03B15363 Araip.B03 15363 p3 (CAT)5 15 48789601 48789615 GATATTCCAATTGGGCCCTT GAATGTGGCCTTGGTGACTT 182

Ai03B15364 Araip.B03 15364 p3 (GAC)5 15 48790971 48790985 ACTGCAGGAAGAGGGATTGA TCGTGACAAAGAAGCACCAA 147

Ai03B15367 Araip.B03 15367 c* (TCT)7(CTT)6(TCTTCC)6*(TCT)5tcg(T)12101 48799381 48799481 AACTCGTTTTGAATGGAGCG GGTTGGACACTTTAGGTCCTTG 280

Ai03B15370 Araip.B03 15370 p2 (CA)6 12 48808438 48808449 CTCTCTTCGGCCTCTCTTCA CTTGCCTTGATGTCACCCTT 239

Ai03B15372 Araip.B03 15372 p2 (TC)6 12 48812238 48812249 TCCCTTGCAAGTTGGGTTAG TCCAGTGCAACAGAAACAGAA 277

Ai03B15375 Araip.B03 15375 c (T)10cttcaattattattattagta(T)1041 48822659 48822699 AAGAAATCAACGGACCCTCTC AGAGGAGCAGATTGCATGGT 261

Ai03B15376 Araip.B03 15376 c (TAT)5tttggt(A)12 33 48828445 48828477 AGCGCCGCATAAGATAAAAA TGGGTTTTGTGTTTGTTGGA 184

Ai03B15380 Araip.B03 15380 p3 (CAA)5 15 48852116 48852130 AAAGCCGGTGAAAATCTCAG TTAGCAACAACAGGGGGAAC 210

Ai03B15382 Araip.B03 15382 p2 (TA)7 14 48856970 48856983 ATCTATGCACCATGGCAACA AATTTGCAACGGAAGAGAACA 220

Ai03B15383 Araip.B03 15383 p4 (CATA)8 32 48858342 48858373 GGGGGTTAGGATTTGTTCAG TGGAAGTCTGAATAGTGCTAAAAA 212

Ai03B15387 Araip.B03 15387 p2 (CT)6 12 48869014 48869025 TTTTGTTTGTTTCTTACCTTTTTCAA GGAGATGAGGGAGAAAGAGGA 226

Ai03B15388 Araip.B03 15388 p3 (TTC)5 15 48871010 48871024 AACACAACCCTCTCTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai03B15389 Araip.B03 15389 p3 (ATT)7 21 48881138 48881158 GCAGGTCGGTAAGAGTTCCA TAACATTTAGGCACACGGCA 227

Ai03B15392 Araip.B03 15392 p2 (AT)10 20 48886265 48886284 CTCTGTTGACCCTCCGTCAT ATGTCGGCTCTCTAGCCAAA 180

Ai03B15393 Araip.B03 15393 c (TA)9catacat(AC)637 48886955 48886991 GCTGGAGGCTCTGTTGAAGT TAAAGGGATTGATAACGGCG 261

Ai03B15394 Araip.B03 15394 p2 (AT)15 30 48888881 48888910 GGGCATAACGGGGTTAAACT CCCTTCAAATGGAGACTGGA 199

Ai03B15395 Araip.B03 15395 p3 (AAT)13 39 48890560 48890598 TTCTCACCATGCTTGAAATGA AGAGTAGCTAATGCTTCGTCAAA 265

Ai03B15400 Araip.B03 15400 c (ATT)5(GTT)6 33 48915632 48915664 AAGCAACCCAATTGGAAAAA TGGAGACTGCACCAATAATAAAA 277

Ai03B15401 Araip.B03 15401 p3 (AAT)5 15 48923578 48923592 GTTCTTGTCCTTGCTCCTGC TCGAAAATCCTTCTCCCTCA 214

Ai03B15402 Araip.B03 15402 p2 (AG)6 12 48923827 48923838 GATGAGGGAGAAGGATTTTCG TGTCTTCTTGTCTTACCTTTTTCAA 265

Ai03B15405 Araip.B03 15405 c (T)11gtaaattaagaggttattggtttttatttagttattaaaaatttttcaaaaaaaa(T)1076 48928485 48928560 TGCGAACGTGTGCCTTATTA TGAAGGTCAAGATGAACACGA 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B15407 Araip.B03 15407 p2 (TC)7 14 48931356 48931369 TCCCCTTTCTTCCTTCTTCC CAACAATCCACAATGACCCA 230

Ai03B15408 Araip.B03 15408 p4 (AAAT)6 24 48932933 48932956 TGTGGAGAAGTTGAATTTGGAA GACATTTTGTCCCATTTTTGC 233

Ai03B15409 Araip.B03 15409 p3 (TCA)5 15 48957282 48957296 TTCCCATTTTTCACTTTCCA TGAGGGTTTATGATGGGTTGA 238

Ai03B15412 Araip.B03 15412 p3 (TTC)5 15 48969960 48969974 CTGACACACACACTCCCCAC ATGGAAGGCTTTTGGTTGTG 274

Ai03B15414 Araip.B03 15414 p3 (GAA)5 15 48987677 48987691 CGGTCTTAGGTGCCATCAAT CACAAACCCACCCTAAATGG 258

Ai03B15415 Araip.B03 15415 p2 (GA)8 16 48990582 48990597 GAGCAGTGATGTGGGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 271

Ai03B15416 Araip.B03 15416 p2 (CT)33 66 48996736 48996801 GGCGTTGCAGAGAGTAGGAG AAGCTCACAAGTACACTTCGGTT 278

Ai03B15420 Araip.B03 15420 c (CT)9ccctcttcctctctctatt(TTC)552 49034859 49034910 TCATACCTTCTTCACCCCCA AGGAGTCTCCAACCTTGGGT 196

Ai03B15421 Araip.B03 15421 c (A)10cattccaaaacagagtatgcccagatcattttcaaaccaaccatatcacatgcatcaaaacaaaaactatcaaatattatcacatgtatttgtc(A)10114 49039287 49039400 TCCAAAACAGAGCATAAAACCA TTTGAGCTCTACGCTTGTGC 255

Ai03B15422 Araip.B03 15422 p2 (AT)7 14 49044987 49045000 TTGTTGAATAGGTCGGGAGC TGTTTTCGATTCACGCTTTG 268

Ai03B15424 Araip.B03 15424 p2 (TC)7 14 49057566 49057579 TCGAAATCGCCATTTACTCC TCTGGGCGTTTCTTAACCAC 253

Ai03B15429 Araip.B03 15429 p2 (AT)7 14 49111747 49111760 GGATCGACCCTGACTCACTC GTAGGCGTCTGGAGTTCTGC 153

Ai03B15435 Araip.B03 15435 p2 (TA)6 12 49131220 49131231 CATGCAAATGGAAACCAAGA GAATCACAACAATCCACACACC 148

Ai03B15436 Araip.B03 15436 p2 (AT)6 12 49131401 49131412 AAGGTGTGTGGATTGTTGTGA TTCTGCATTTTGCACTTTGG 207

Ai03B15437 Araip.B03 15437 c (A)11gaagagacaagagaaaccgagccacgcacaagcgcaaa(GC)661 49137658 49137718 CCCCTATGTTTCAAAATGTGC ACACAGAGTTGGCCCAAAAG 226

Ai03B15447 Araip.B03 15447 p3 (AGA)6 18 49196660 49196677 TAGAATATTGCTCGCCCTCG ACCTCCACTCACATCCATCC 279

Ai03B15449 Araip.B03 15449 p2 (AT)6 12 49202340 49202351 AGGGGACAAAATTACCCCAG GGATCAAGGTAAAGGTGAGGG 243

Ai03B15450 Araip.B03 15450 p2 (TA)18 36 49207171 49207206 TAGAATTTGGGGCTCTGGTG TCCTCACCTTCCACCATCTC 205

Ai03B15451 Araip.B03 15451 p2 (TA)7 14 49209033 49209046 TGACCAGCCTTAGCTTCACA ATTAAAAGCGCAACGCTCAT 151

Ai03B15452 Araip.B03 15452 p2 (AC)7 14 49210351 49210364 TACGTACACACGCAACAGCA GACGTTGGAATTTGGGTGTC 241

Ai03B15453 Araip.B03 15453 c (T)10caaaaacctcaattatttattccaaca(ATT)552 49213142 49213193 CCATTACCATTGCCGCTAAA TTATAGGTTTAGGTTTGTAGCATTTTT 276

Ai03B15457 Araip.B03 15457 p3 (TAA)10 30 49229401 49229430 GTCGTTGTTGGGTGTTGATG GCACGAAAATTGATTAAATAATGG 264

Ai03B15459 Araip.B03 15459 p2 (CT)10 20 49234598 49234617 CCCATCCCCATCTAAACCTT GCAGGAGCCAGAAAAGATTG 253

Ai03B15461 Araip.B03 15461 p2 (AT)13 26 49245959 49245984 TGTATGATGTGATGGATGCAAA TGCACTGCTGTTTAGTACTTTGG 220

Ai03B15462 Araip.B03 15462 p2 (AG)7 14 49247054 49247067 GCATAAGCCAAATAGGCAACA GGCCCAGATCCAAGTACAGA 267

Ai03B15466 Araip.B03 15466 p2 (AG)6 12 49255972 49255983 GCATAAGCCAAATAGGCAACA GGCCCAGATCCAAGTACAGA 263

Ai03B15470 Araip.B03 15470 p2 (TA)8 16 49270927 49270942 TGAAAAATTTTGCTCGGACA TCGCATCAGACGTTTTCGTA 216

Ai03B15472 Araip.B03 15472 p3 (CAT)5 15 49293172 49293186 GGCCTGCAACCTATTTGTGT TTCTCTCCAAGTCATATGCAATAAA 184

Ai03B15476 Araip.B03 15476 c (TC)14ttaactttctacctttctctttt(TC)663 49296709 49296771 CTCGTCAAGTCACCACATCAA GCTAAAGGGAGAAAGTGGGG 163

Ai03B15477 Araip.B03 15477 p3 (GTT)5 15 49297152 49297166 ACGAGGATTGTCGGATTGAG GACCACTGACCCTGGCTTTA 264

Ai03B15480 Araip.B03 15480 p2 (AT)14 28 49303090 49303117 CTAATGGGACACCAAACTTAAAA TGTTTGCTTTCTTTGTGTTCG 263

Ai03B15481 Araip.B03 15481 p2 (AC)8 16 49311396 49311411 TCCAAATTCAGATGTGGCTG TGGAGGTGAGAGACCTGGTT 171

Ai03B15483 Araip.B03 15483 c (T)10ctacctcataatatatccaaaattgggtgttatataac(TA)660 49312760 49312819 GAAGCAAGGCCTAATGGACA CTGTTTTGCCCTTGTTTGCT 280

Ai03B15487 Araip.B03 15487 p2 (CT)8 16 49323370 49323385 TTTCTGGGCTGTTTCTGACC AAAGAACTTGGGATTGAGAGTCA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B15488 Araip.B03 15488 p2 (CT)6 12 49329688 49329699 GTTTCTAACCCAGTTTGCGG AAAGCAAACTTTTGGCAAGG 279

Ai03B15491 Araip.B03 15491 p2 (TA)8 16 49341838 49341853 GGGGAGCAAGACTTGTATTTG GTCAACTGAGGCTCCGACTC 270

Ai03B15497 Araip.B03 15497 c (T)10gcccttgccttttggttttaagggttattggctttttctgcttgctttttctttttctttctatttttttttctattttttttcgccta(T)10109 49366518 49366626 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 185

Ai03B15498 Araip.B03 15498 p3 (AAT)6 18 49367455 49367472 AGTGCATTTGAGGCATTTCC CCCCCTCTTCTCTTCCACTC 260

Ai03B15500 Araip.B03 15500 p4 (TAAA)6 24 49390158 49390181 CCTAACCACTTTCTCTCTCCACA CCAATGGAGGGTATGCAGAT 251

Ai03B15502 Araip.B03 15502 p3 (TGA)7 21 49395176 49395196 GCTCTTCCTTATGGCATGTTC GGAGGCTGAAGTACCTGTGG 228

Ai03B15504 Araip.B03 15504 p3 (TTC)5 15 49399947 49399961 TCAGAATCGAAACCATCCCT TGATTTTGTTGAATCTGGTTTTTG 252

Ai03B15512 Araip.B03 15512 p2 (AT)6 12 49420375 49420386 CAATAAATTCAAAGGGGGCA TCTGCATGTCAGGAAAACCA 279

Ai03B15513 Araip.B03 15513 c (A)11ctaaaagaacgcaatataatgtaaaagaatagcatagttattaatattacaaatatttataccaatcactccgtctcagcccccg(A)10106 49441944 49442049 TGAAAGTTGAAACAAGGGGC CGTGGTTTTATAACACTTTGGTTTT 243

Ai03B15515 Araip.B03 15515 p2 (AT)7 14 49443601 49443614 TGCTTCCTTCAGGTTTGCTT TGGTTACCAAACATTTCCATTA 155

Ai03B15526 Araip.B03 15526 p3 (ACC)5 15 49465643 49465657 GCAAGTGGTGCAGCATAAAA GACTTTTGGGTGACGGAAGA 227

Ai03B15533 Araip.B03 15533 c (T)12actattaatcattaggtgatatttctaaaaggaatacttttaacaacacacaaaaatc(T)1282 49493664 49493745 TTTCTCGTTCCCACTTCTCC TTTACATACTAAAATCAGCCACCAA 217

Ai03B15534 Araip.B03 15534 c (A)10gaagaagaagatggtgatgatgatgaaaaaaaagaaaaggcagtagaagat(GAG)576 49494036 49494111 TGCAGCATTATGTGTTTCTTCTT CAGCAAATTTGGATGTAACACG 269

Ai03B15546 Araip.B03 15546 p2 (AG)6 12 49540120 49540131 GCGAGTGTTGAGGAAGAAGG CCATGATAGATGCCTTCCGT 173

Ai03B15547 Araip.B03 15547 c (TC)7ttgcaatttataagtgctaaaaaattatcatcac(T)1058 49540428 49540485 GCAAATATTGTGGATGGCCT TTTGCTCCATTTCGATGTTG 170

Ai03B15551 Araip.B03 15551 p2 (TA)32 64 49568698 49568761 AAACTTCGCAGGCTGTGACT GGCACGAACAGAACAAGACA 192

Ai03B15552 Araip.B03 15552 p2 (TA)6 12 49572943 49572954 TTTCAGATGCAGGACGTGAG TTCTAACCGGCCAGAGCATA 268

Ai03B15555 Araip.B03 15555 c (T)11gcaaaagatcagccccgttttc(T)1043 49595665 49595707 TTTCTTGCCAATCAAAGCAA GGTTCCCCTCTTGATGACAA 227

Ai03B15556 Araip.B03 15556 c (A)10g(A)10 21 49605916 49605936 TGGCCTACTGTCTATGAATCTCAA ACTTTCAGCTGATGATCCCG 259

Ai03B15558 Araip.B03 15558 p2 (AG)6 12 49616141 49616152 CTCAAGGCCATCATCATCCT TGGCACTTAATGGTCCACAC 219

Ai03B15564 Araip.B03 15564 p2 (AT)9 18 49628455 49628472 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGAAAACTCT 250

Ai03B15565 Araip.B03 15565 p2 (TA)7 14 49629804 49629817 TGGTCAAGGAGTTGACAGCA CAGTGTTCAAAACACATCAATCAA 270

Ai03B15569 Araip.B03 15569 p2 (AT)6 12 49655918 49655929 TTATCTCTCTCCTTTAATTTTTGTCA TTTGATTTTGAGCATATAACTTTGTTT 154

Ai03B15574 Araip.B03 15574 p3 (GAT)5 15 49666594 49666608 AGGGCCATGACCATGAATTA GGTTGCAAATCTTCTTCCCA 173

Ai03B15576 Araip.B03 15576 p2 (TA)8 16 49667409 49667424 CACGGCTCGACTCATTAACA GCCGAGTTTGAGCTTGGTTA 269

Ai03B15578 Araip.B03 15578 p3 (TCA)6 18 49670890 49670907 CCATTCGTGGGTACCTTCAC TTGTGGGTTTCCATTTAGGG 235

Ai03B15579 Araip.B03 15579 p2 (AG)30 60 49672120 49672179 TGGACCAAAAATATCTGAGCG TCACAGTGTCATTAACCCCA 274

Ai03B15581 Araip.B03 15581 p3 (CTA)5 15 49684694 49684708 GGCAGAAAGGAAAGTTGCAG GGCGCTGGAGTACAGTAGGA 161

Ai03B15583 Araip.B03 15583 c* (TC)18(C)13*(TC)2598 49691207 49691304 TCCAGAGTCTTTGAACCAGGA GGAGGTGATTGGTGAATGGT 275

Ai03B15586 Araip.B03 15586 p2 (TA)7 14 49724443 49724456 CCCATCTCAACTGTAAAAGTGC TGGGTTTATCAACCTTCCCA 270

Ai03B15588 Araip.B03 15588 p2 (TA)7 14 49737698 49737711 GAAACAAGCGAAAAACTCGC CGTTTCTCACGTGTGTGCTT 273

Ai03B15591 Araip.B03 15591 c (CT)6c(CT)6 25 49744997 49745021 ATAAATCTCCACGACGGGTG AGGACAAGACTAAGGCAACG 275

Ai03B15592 Araip.B03 15592 p2 (GA)6 12 49755905 49755916 GTATTCGGCCATGTGGGTAG GCCAAGTTTCTTGGTGCAAT 204

Ai03B15593 Araip.B03 15593 c* (TA)13(TATG)14*80 49759124 49759203 GGTCTTGTGAAAACTTGGGC TCATCAATCCTTCATCCATCC 208
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Ai03B15597 Araip.B03 15597 c (TA)9aaagtgagagag(AT)642 49773638 49773679 CATGGCTGTGTGATTATATCTTCTCT TGCTGAGCAATATCTCTCTCTTAC 275

Ai03B15598 Araip.B03 15598 c (TA)9aaagtgagagag(AT)642 49774090 49774131 GGATTATGCCTCGTTAAAACCTT AAGGCTGAGGTTTTTGACACA 278

Ai03B15602 Araip.B03 15602 p2 (AT)6 12 49784508 49784519 AGTGTGGGAAACTGTGGGAG TGGGGTAATTTTGTCCCCTT 192

Ai03B15603 Araip.B03 15603 p4 (TTTA)6 24 49793200 49793223 CCCAGAGTCCTCCTGAACTG CCATTTCCTCTCTCCTCATTTTT 187

Ai03B15605 Araip.B03 15605 p2 (TA)6 12 49796893 49796904 TCTCGTGCTGATAACGTGTTG TCCTTAGATAATACACACAAGCAAGC 259

Ai03B15608 Araip.B03 15608 c (A)11c(A)10 22 49801544 49801565 TCAATTAGGATTTCTGATTCTTTCG CTATGAGAAAATTTCGTTCTTTTATTT 167

Ai03B15614 Araip.B03 15614 p2 (AT)7 14 49809511 49809524 CATGTTTTAAGCTCGGGGAA ATAAAGCAATGGAAGCTGGC 276

Ai03B15618 Araip.B03 15618 c (A)10gtaatagtgatgggagataatccggaccgactttatcgcctagacggagttgcccacattactggtgtcgtcaatgaagaggttagtatgtgctag(T)11117 49816354 49816470 CACTTTCGAACCATATGCCC TCCCGTTCTTTCATAATCTTCA 277

Ai03B15620 Araip.B03 15620 c (A)10gatttgaaaa(T)1030 49828119 49828148 GAAAAGATTTTGAAATCAATTTTTG TTGCCTATTAAGAAAGGTTCAATC 183

Ai03B15623 Araip.B03 15623 p2 (GA)6 12 49857806 49857817 GATTTTGAAAAAGGGGGAAGA TCTTGTGATTTCTTGTGAATCAA 279

Ai03B15624 Araip.B03 15624 p3 (GCG)5 15 49866656 49866670 AGTCGAGGACTCGAATGTGC GGGATTTAACCACCGTCCTT 180

Ai03B15625 Araip.B03 15625 p2 (AT)6 12 49867190 49867201 GAGGATAGGTTGGAGGAGGC GATGCCAAAGGCAATCCTAA 175

Ai03B15626 Araip.B03 15626 p2 (TC)8 16 49873748 49873763 TGTTTGTTTCTTATCTTTTTCAAAACT TCAGAGATGTGGGATGAAGAGA 277

Ai03B15627 Araip.B03 15627 p3 (TTC)6 18 49876634 49876651 ACCCTCTCTTCCCTTCTTGG CGGTCTTAGGTGCCATCAAT 174

Ai03B15629 Araip.B03 15629 p3 (TCA)5 15 49883280 49883294 AACCACCTGTCTTTGTTGGC TGGATGTATCCATTTGAGCG 259

Ai03B15631 Araip.B03 15631 c (AG)10ac(AG)6ac(AG)750 49892758 49892807 AAGGGGAGGAGAGAGAGGAA CTCTCCACCTCGTCTTTCTTT 246

Ai03B15633 Araip.B03 15633 c (GA)6ggagggagagtagggaaaaagagagat(AG)753 49893300 49893352 GGATGGGAAGAGAGAAAAGGA AAGCATATCACTAGGGGTGTTCA 257

Ai03B15635 Araip.B03 15635 p2 (TA)7 14 49903290 49903303 CCCTCATACCTCCAGAAAACC GCGAGTTGGGAATTTCAGAG 253

Ai03B15637 Araip.B03 15637 p2 (GC)6 12 49928548 49928559 GGTGGGAGAAGGGAAGAAGA AAAAACCCGGGAGTTGTACC 271

Ai03B15640 Araip.B03 15640 p2 (CT)6 12 49940958 49940969 AATGCCAGGATTGCAGAAAG AGGTATTGAGGTGATTGGCG 153

Ai03B15644 Araip.B03 15644 c (T)10c(T)10 21 49979620 49979640 TTGCTCTTGCCTCTTGGTTT CTCGAGGGTGAGCAAAATTC 255

Ai03B15645 Araip.B03 15645 p3 (GAA)6 18 49979817 49979834 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 274

Ai03B15646 Araip.B03 15646 p2 (AG)6 12 49982343 49982354 AAACACACACAGGTGCGAAA GCGTGTTATTCGCTCGTTTT 241

Ai03B15652 Araip.B03 15652 p2 (CT)9 18 50014384 50014401 CGCCTGTCACCGTTAGTTCT GGACGATGGAACAAGCTAGG 247

Ai03B15654 Araip.B03 15654 p3 (AAG)5 15 50038812 50038826 TTCGAAGAAGCACAAGATCAA GGCCGTTTAGGGTTTTTCTC 160

Ai03B15655 Araip.B03 15655 c (A)11gatcagggaccgagttgggta(T)1143 50039059 50039101 TAAACGGCCCCTGACAATTA AACCCGACCCCTGAAAATTA 245

Ai03B15656 Araip.B03 15656 p2 (AT)6 12 50040346 50040357 AAAAAGCATACAAAATGTCTTCAA TCTGGTTTTATTCTCATTTAATTTCA 244

Ai03B15657 Araip.B03 15657 p2 (TA)6 12 50041082 50041093 TGTTCTTGATTATGTGCGTGC ATGGCCGACGGTAAACATAA 127

Ai03B15660 Araip.B03 15660 p2 (TA)6 12 50048827 50048838 GCAGAATTGCATCAAAGGGT AACAATGGGTACACAACCCC 177

Ai03B15665 Araip.B03 15665 p2 (CT)6 12 50058372 50058383 TTTTGGTTGTTTCTTATCTTTTTCAA GAAACACAAGGGTGAGGAGAG 280

Ai03B15666 Araip.B03 15666 p3 (AAT)5 15 50058871 50058885 AGCAGGAGCAAGGACAAGAA AAATTGTTTGCTCCAATGGC 251

Ai03B15671 Araip.B03 15671 c (AAT)19(AAC)5 72 50072931 50073002 AACTCCCATGTCGTCGAGTC GGCGATGTTGGTATTCCACT 239

Ai03B15672 Araip.B03 15672 p3 (TAA)25 75 50074042 50074116 AACCATGTGAATTCCCACCT TGATTGCTCCTCGACCTTCT 246

Ai03B15675 Araip.B03 15675 c (T)12gataaaagctaaatttttttagcccactttaataatattttctaattcattttgattaagac(A)1084 50077745 50077828 TGGTGTAAAGCCAAAGGACC GCATTTCTCTCTTTCATGTGACC 214
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Ai03B15676 Araip.B03 15676 p2 (AG)8 16 50077958 50077973 TCTGCGGGCAACTTTTATTT ATTCAACGGTGGATTTGGAA 275

Ai03B15678 Araip.B03 15678 p2 (GA)6 12 50087065 50087076 TATAAGCGCAGCGTCAACAC CAGAAGCACAAACTGGGTCA 267

Ai03B15679 Araip.B03 15679 c (T)11ctcttctccccttacgacgtggacgagtcgctgatgcggtcgcgtcgcgtagca(T)1075 50087570 50087644 CCGTTTTACGTCGAAAATCAA TATTCTTCCAGGAACCGACC 267

Ai03B15681 Araip.B03 15681 p2 (TG)11 22 50099927 50099948 TTGTCGATGGGAGTTGATGA TTCTCGCGTCCTAACCAAAC 206

Ai03B15682 Araip.B03 15682 p2 (TA)7 14 50101268 50101281 GGTTTCTCTGGCAAGCAAAG ATGCAACCTGCGAAGCTAAG 233

Ai03B15684 Araip.B03 15684 p5 (AAGAT)6 30 50118033 50118062 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 184

Ai03B15686 Araip.B03 15686 p5 (AAGAT)5 25 50146529 50146553 AACACGACCCAAATCCAAAG CCTGGGTGCTCCAGTGTATT 166

Ai03B15689 Araip.B03 15689 p2 (TA)9 18 50165025 50165042 GGCGTCTGGATTTACTCAGC TCAAGCTCCTGACTCGACCT 236

Ai03B15692 Araip.B03 15692 p2 (AT)6 12 50177851 50177862 AGGTGAGATTCTGGGAGCCT TGGATGCAACAATTGAGGTT 157

Ai03B15693 Araip.B03 15693 c (A)10tttatattgtgatcaacgatttcaaaatataatat(A)1055 50184696 50184750 AAATGTATTGATTGACGACACAAAA CAAAATGGGTAATGTGGTGAAA 275

Ai03B15696 Araip.B03 15696 p3 (GTT)5 15 50196346 50196360 ACGCTTCACCTTCAACAACC TCCCGGTTCATAACGAAAAA 264

Ai03B15700 Araip.B03 15700 p5 (AAAAT)5 25 50217943 50217967 TTGCCAGTGAGCTCCTTTTT TGAAGGCAATGTTGAGCAAG 262

Ai03B15701 Araip.B03 15701 p3 (TGA)5 15 50223900 50223914 CGCTCATCAATGCCACTAAA AGCTCTTGGCAAGGAATGAA 190

Ai03B15703 Araip.B03 15703 p3 (AGG)5 15 50231322 50231336 GGGTGTGAAGATGGTGATGA ATTGCGCTGCATCTTCTTTT 280

Ai03B15704 Araip.B03 15704 p2 (CT)11 22 50232583 50232604 CTTCAACAGAGGTGCCAACA CACCATCATACAGTCGTGCC 220

Ai03B15705 Araip.B03 15705 c (T)21agagagggaagagaggatgaaggtgaggactgaggaggggtgagagggtctgag(T)1186 50232824 50232909 GCACGACTGTATGATGGTGG GAACTCGACCAGTTTTCTCGAT 274

Ai03B15707 Araip.B03 15707 p2 (CT)24 48 50235242 50235289 TCCTTCACAGCTCATGTTGC CGGCGACTAAGTGATGGATT 236

Ai03B15709 Araip.B03 15709 p2 (AT)6 12 50238068 50238079 CAAGCAAGAAAACAAAGAGAAAAA CATGCTTTGAAGAATGTTCTCG 277

Ai03B15710 Araip.B03 15710 p5 (AAATC)5 25 50238680 50238704 AAACCAAATTTATTGTGTTTTGTG TGCACTCAACTTGAATAAATAAGAAA 228

Ai03B15711 Araip.B03 15711 c (A)10ggtaaaattgcaa(AT)1043 50248236 50248278 AAAAATATGCGGGTTAATTACTATTCA TTCGAAGTGTCATCGCTATTTC 271

Ai03B15720 Araip.B03 15720 p2 (AG)6 12 50314313 50314324 AGTGGCGTATGGAGCAGAGT CTCAACCTTAACCACCCGAA 252

Ai03B15722 Araip.B03 15722 p2 (AT)8 16 50335572 50335587 CAACGGTGCCTTTCTCTCTC AATTTTTCAGGACAAAAATTCCT 259

Ai03B15723 Araip.B03 15723 p2 (TC)10 20 50339191 50339210 GGTGCCACACGTTTTCTTTC CGACGTTCTGCCCTCTTTAC 214

Ai03B15724 Araip.B03 15724 p2 (AG)6 12 50341555 50341566 GATGGGAAGTAATGGCAACTT CGCATATTTTCACCTTTCAATG 280

Ai03B15726 Araip.B03 15726 p2 (AT)6 12 50351359 50351370 CTCTCAAGATAGTGTTGATTAAGCC TGACATTGTTCATTCTTTTGGG 269

Ai03B15729 Araip.B03 15729 c (T)10caaaaaaattcaaaatatata(AT)949 50374697 50374745 TCGAGTTTGGACAACTGACG AAGTGGAAGCCTCAGTCCAA 235

Ai03B15731 Araip.B03 15731 p4 (TTTA)6 24 50376230 50376253 TTCTTCTCTCTCTCCAATTTTCG AAAGAGAGGGAGAGGGTTCG 267

Ai03B15733 Araip.B03 15733 p2 (TA)6 12 50386821 50386832 GCCAAATGCCATTAAGGAAA TTTTCTTCAAGTTCGGTGGG 193

Ai03B15734 Araip.B03 15734 c (T)10atattttttttcgcctactttttttttc(T)1149 50396640 50396688 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 255

Ai03B15735 Araip.B03 15735 p2 (AG)6 12 50397135 50397146 AATTTTGAAAAAGGGGGAAGA TCTTGTGATTTCTTATGAATCAAGTC 280

Ai03B15738 Araip.B03 15738 c (T)16aaaaaaaaccaaaacgacgtcgttttggaaaaagaatt(A)1266 50427801 50427866 AATTGGAACTGCAAACTGGG GAACCGGCCAGTTTTGATAA 192

Ai03B15739 Araip.B03 15739 p2 (GA)6 12 50428837 50428848 CCAAGCCCGTGACTCTTAAA TTGTGACTCTCTTCCTCGGG 256

Ai03B15746 Araip.B03 15746 p2 (AT)8 16 50466576 50466591 CTTGGGACATTGGTTGAGGT GGGGCATTTTTGTACCCTTT 239

Ai03B15747 Araip.B03 15747 p2 (AG)6 12 50477512 50477523 AGGAGAGCAGAGATGTGGGA TGTTTGTTTCTTATCTTTTTCAAAACT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B15755 Araip.B03 15755 p4 (AAAT)6 24 50550680 50550703 TCGAAAATCTTCACCCATTTTT CTGGCAACTTTGCTACACCA 280

Ai03B15757 Araip.B03 15757 p2 (TA)8 16 50558388 50558403 AGGTTGAGGTGTGGATGTCA GGCAACCTTTGTCCCTTTTT 145

Ai03B15758 Araip.B03 15758 p2 (GC)6 12 50573226 50573237 GCGTAGGGTCCACATTCTCT AGAGAATGGGTGGTGGTGAG 262

Ai03B15759 Araip.B03 15759 c (TC)7actcctctcttcctcctcccggccgaactcccaccgcgccaccgtctccacctccgcgccaccatcaccgccttc(CT)6101 50573440 50573540 CTTCTCTTCCCCCTCTCACC TGGTTCGAGAAACTGAAGGG 206

Ai03B15761 Araip.B03 15761 c (A)10(T)10 20 50575140 50575159 CCCTTTTTGCATAAGAATTTGG TCAATCAATTGGGTTAATGCC 158

Ai03B15762 Araip.B03 15762 c (AT)7aaaggaaagaaaaaaaatgatgaaaagaaaaaaataaaatgaaagaaaaagagaagaaaaaaaaagag(A)1294 50575811 50575904 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 250

Ai03B15763 Araip.B03 15763 p2 (GC)6 12 50582611 50582622 GCCTACACTAAGCCACCAGC TGTAAAATGGCCCAGAGAGG 148

Ai03B15764 Araip.B03 15764 p3 (ATA)5 15 50596108 50596122 TGGCTGAGGAATCAGGTCTT TCGATTAGTGTCACAGCTCCA 268

Ai03B15768 Araip.B03 15768 p3 (AAT)6 18 50615501 50615518 TTGCACCCTGTTTTTCTCCT TGCAATGAATGAAAACAAGGAA 209

Ai03B15772 Araip.B03 15772 p2 (GC)6 12 50645081 50645092 GCCAATGGCGAATATGACTT TAAATTGACTCGCGCAACTG 276

Ai03B15774 Araip.B03 15774 p2 (GC)6 12 50650567 50650578 TTACAACGCGGTTTTCTTGA AAGTGGGATAGAGGCAGGGT 201

Ai03B15777 Araip.B03 15777 c (T)11cgatttgcattaattgctacactttg(T)1249 50671377 50671425 CAATGCGCGAAGAGGTAGAT TGTTTTTCATTCTCATTCATTCA 261

Ai03B15779 Araip.B03 15779 p5 (AAAAT)5 25 50676575 50676599 CGACCCTTTTAGCAACCAAA TTTCTCCCCTCTGGTCTCAA 171

Ai03B15780 Araip.B03 15780 p3 (TGC)7 21 50678499 50678519 TTGCTGCAGAAGCTGTGACT GCAGCAACTTCAAGGGACTC 160

Ai03B15781 Araip.B03 15781 p3 (CTG)6 18 50679110 50679127 GCTGAAGCTGGTTTACTGGC TCCAATACACTCCATGGCAA 232

Ai03B15783 Araip.B03 15783 c (AAG)14aatgcagaagaaaataaacctat(A)1479 50683531 50683609 CAACCAGGTCAAAAACAGCA TCCTTCCAATGGTTTCTTGC 212

Ai03B15794 Araip.B03 15794 p2 (TC)6 12 50712840 50712851 AATTCTTCTCTCTCTCTTCTATTTTCG AAAGAAAGGAAAGATGCTTTTCAA 173

Ai03B15797 Araip.B03 15797 c (T)10attta(T)10 25 50743607 50743631 TGTTTTTCGCAATTCATGCT CTTCCATCTTCCATCCTCCA 201

Ai03B15800 Araip.B03 15800 p2 (AC)6 12 50766013 50766024 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 233

Ai03B15802 Araip.B03 15802 p3 (GAA)5 15 50787675 50787689 CTCCGGTGGAAAATGAGAAA GGTTGTGCAATCTCCTCCTC 186

Ai03B15803 Araip.B03 15803 p2 (AT)7 14 50790483 50790496 ACTAGGTCACCGGGTCACTG CCCACTAGGCCAAGTTGTTC 261

Ai03B15804 Araip.B03 15804 p3 (CAA)5 15 50800448 50800462 TAGAGGTCTGCCTTTCGAGC GATGGTAACTCCCGCACCTA 128

Ai03B15805 Araip.B03 15805 p2 (AG)6 12 50802019 50802030 AACACTGGGAGCAATTTTGG GGAACATTGAACCTGGAATTG 222

Ai03B15806 Araip.B03 15806 c (TA)10(TGTA)17 88 50816214 50816301 TTGGTAGTTTGTCCTTGGGG AAAAGCGCAACACTCCAATC 263

Ai03B15808 Araip.B03 15808 p4 (TAAA)11 44 50816962 50817005 TTGTATTGATATTTCGTATTTGTGG TCTCTCTCTTTACGCTGCAACA 200

Ai03B15811 Araip.B03 15811 p2 (CT)6 12 50825695 50825706 CCTAATGGGAACACGGACAT TCAACCTTAAAGGCCCAATG 255

Ai03B15822 Araip.B03 15822 p3 (AAG)6 18 50904796 50904813 TGAAGGTGGGGTTTAGTGAA ACTGCATCTCACCCGTCTTC 167

Ai03B15824 Araip.B03 15824 p2 (AG)6 12 50920933 50920944 ACATTGAACCTGGGATCGAG TTTCTGGGCTGTTTCTGACC 242

Ai03B15825 Araip.B03 15825 p2 (AG)6 12 50925713 50925724 ACATTGAACCTGGGATCGAG CGGCCCAGAAAACACATATT 198

Ai03B15826 Araip.B03 15826 p3 (AAG)6 18 50928297 50928314 AGAGCTCCTCCCCCTAATGA ACTGCATCTCACCCGTCTTC 184

Ai03B15827 Araip.B03 15827 p2 (CA)8 16 50930623 50930638 CGTGCGAAACCTAAACCATT TCTATGCATGTGGGTGTGGT 260

Ai03B15829 Araip.B03 15829 p4 (TTTA)5 20 50954395 50954414 GGGTTAGCATATGACCCCAG CCACTTCCTCTCTCCTCATTTTT 197

Ai03B15831 Araip.B03 15831 p2 (CA)8 16 50957188 50957203 TAATCACCACCAAGCATCCA TGTGGGTGCAGTAAGGATCA 139

Ai03B15837 Araip.B03 15837 c (T)12caaaaaattctgatatatttaaagctaaggtcaatatttttagtaaaaaaattgattataatttg(T)1188 50987545 50987632 GCACAAGCCGTAAGAATATGG CATCTACACACTTGTAATTGCACC 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B15840 Araip.B03 15840 p2 (TC)6 12 50997892 50997903 TACCGTCGGGTTTTTCTGAC AGGAGGGGAAGAAGATGCTC 258

Ai03B15841 Araip.B03 15841 c (T)13gttttgtttttattcttgttaaaagagtaaaacaagaaaaaacttgagaagataaaacaagaaaaaaaagatgaataagaaaaaaaagaagaa(GAT)6gaaa(AAG)5143 51004336 51004478 CCTCTTCCAAGTAATTTTGTAGCA TCCCTCCTCCACATCTTCTG 214

Ai03B15842 Araip.B03 15842 p2 (TA)16 32 51008303 51008334 AACACACAAGCACAACCACC TGAAAGGTGTGACACTCCGA 225

Ai03B15843 Araip.B03 15843 p3 (GAG)5 15 51008822 51008836 TTCTTTCGGTGTCGTCATAGG ACAAACCGATTCGACCAAAA 167

Ai03B15844 Araip.B03 15844 c (A)11gatgaatacg(A)1435 51009287 51009321 TTCATCCTCTTCCAAGTAATTTTG CCTCCTCATCTTTTGCTGCT 204

Ai03B15846 Araip.B03 15846 p2 (TA)9 18 51010866 51010883 ACCTAGCATTATCCCCACCC TCTCGAGGGTCCAACGTATT 206

Ai03B15847 Araip.B03 15847 p2 (TC)6 12 51011952 51011963 TGTGTCAGGGATCAAATCCA CAAAGGTCCCCTCAAACAAA 186

Ai03B15849 Araip.B03 15849 p2 (GA)14 28 51017128 51017155 AGTGCGAGAGAGAGCTCGAC GCAAAGGGTTGTCTGGTCAT 108

Ai03B15852 Araip.B03 15852 p2 (GA)8 16 51022608 51022623 CGGTGGTTTTGAGAAGGAAG ACCTGCAATCGTTTACCGTC 252

Ai03B15854 Araip.B03 15854 p2 (TA)6 12 51027708 51027719 TCAAGAACAAACATTAAAATTGTGAAA TTCCCAACCCACCATCTAAG 280

Ai03B15858 Araip.B03 15858 c (TTC)7gctactgcgcctctcaagccccgccgccgccggagccaccactaccaccccacctctctctcttccttcttatttctctctctttccttct(TTC)6130 51047929 51048058 AGGTCGCGTTCTGGACATTA CAAAACAAAGAAGAGCGAAGAGA 207

Ai03B15864 Araip.B03 15864 p3 (TAT)6 18 51073623 51073640 TTTACCAAACGGTTTTTGGC TCTAGAAGCCCGATGAAGGA 260

Ai03B15865 Araip.B03 15865 p3 (TAT)16 48 51073817 51073864 TGCGAGGTAATGCTTAGGCT TGCCATGACAGTTCTAAGGCT 155

Ai03B15866 Araip.B03 15866 p2 (AG)8 16 51074694 51074709 CAGCGAGGGCTAGAGAGAGA TGGTGACCTGCAATGGTTTA 162

Ai03B15867 Araip.B03 15867 p5 (TTAAA)6 30 51087627 51087656 GCAGACCTAAACATAGATAATGTAACC TGCATTAGAAGGTTACGAAGGA 244

Ai03B15874 Araip.B03 15874 p2 (TA)7 14 51112439 51112452 GCCTTTCATAATCACAACATTCC CAGGTTGTGTGTTCTTTGGC 205

Ai03B15875 Araip.B03 15875 p4 (AAAT)5 20 51113089 51113108 TGGAGAACCGTGGGAACTTA CTGGGGTAATTTTGTCCCCT 206

Ai03B15876 Araip.B03 15876 p4 (TTAG)6 24 51119454 51119477 CCTCATCATCATTCCCCATC CTGCAATCTCAATCCAATCG 181

Ai03B15880 Araip.B03 15880 p2 (TA)9 18 51140353 51140370 CATCCTAAACTTCGCGGGT ACGGTGGTACGAATCTCAGG 241

Ai03B15882 Araip.B03 15882 c (T)10caaaaaaattcc(A)10tttc(A)1248 51154258 51154305 TCGAGTTTGGACAACTGACG TTAACAGCCAGCCAGGATTC 211

Ai03B15889 Araip.B03 15889 p2 (AT)11 22 51228122 51228143 ATCACGCTCTTCTCTCTCGC ATCCTTGGTTCTCGGGACTT 234

Ai03B15890 Araip.B03 15890 c (TA)6ttttttctttttctcattttcttttc(T)1654 51235502 51235555 TGGGGTAATTTTTGTCCCCT AGAAATTGTGGGAACATGGG 246

Ai03B15892 Araip.B03 15892 p3 (CTT)6 18 51238317 51238334 GAAATTGCAAGCTCCACTCC ACGGTTGCATTTGATGTTGA 167

Ai03B15893 Araip.B03 15893 p2 (TA)16 32 51240202 51240233 AGCTCTAGACTCGACCTGCG GGAGACCCTCCATACAAGCA 251

Ai03B15894 Araip.B03 15894 p3 (AAT)11 33 51241798 51241830 TGGTGCCAACGTGTAGAGAA GGTAGTGTAGCGACCCTCAGTT 259

Ai03B15895 Araip.B03 15895 p2 (AG)18 36 51242378 51242413 ACGGCAACTCTAAGTGGTGG AAATGCGGCGTTTAGACAAC 199

Ai03B15897 Araip.B03 15897 p2 (CT)7 14 51246600 51246613 AAAGGGAAAACGAATTCTTGG TTGGATTCAAAAACTGCTGC 197

Ai03B15899 Araip.B03 15899 p2 (AG)8 16 51258416 51258431 GAGGGAAGGGGAGAGGATTA CGTGAAATGTTGCATTTTGG 168

Ai03B15901 Araip.B03 15901 p3 (TAT)9 27 51261977 51262003 AAGTGGCCAGTAACCAACTGA TGGCATTGATAACCAGGAAA 280

Ai03B15903 Araip.B03 15903 p2 (CT)10 20 51263478 51263497 GTCACTAAATCCGGCGGTAA CAGCGGAGATGAGAGAAAGG 272

Ai03B15905 Araip.B03 15905 p2 (AT)10 20 51273311 51273330 ACAAGCCACCATAACAGGGA TTCTTCAAAACGCATTGGTG 280

Ai03B15906 Araip.B03 15906 p5 (AACCG)6 30 51280154 51280183 GTTACTGAACCGGACCGAAA ACTGCGCGTAAAGGAGAAAA 274

Ai03B15907 Araip.B03 15907 p3 (ATT)15 45 51281647 51281691 AACCATGCTTGGGAGGTGTA TTGTTTCCAGCAACAAATTCA 244

Ai03B15910 Araip.B03 15910 p3 (TAT)8 24 51292623 51292646 TTGAGTCCCACACTGTTCTGA TTCTACGCATTCTTGTTGCG 141
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Ai03B15911 Araip.B03 15911 p2 (TA)6 12 51292964 51292975 GAATTCAATTAATGTAATCGGAGC TTTTTACATTGAACGCATAAGTGA 251

Ai03B15912 Araip.B03 15912 c (T)10aattgagaaagatgtcaataaagcttcagttg(T)1557 51294155 51294211 TTTGAAAGGACCAAAAATAAAAA CGAATGCCCAAATAGTTCGT 251

Ai03B15914 Araip.B03 15914 p2 (TA)6 12 51294887 51294898 GGTTGTGATAATTCGAAGCAAA CGAGACCAAGCTTATCCAGC 275

Ai03B15916 Araip.B03 15916 p2 (TA)7 14 51298800 51298813 AACAGAGGCCAAAAGCACTG ACTTAATGGCGTCGACGTTT 212

Ai03B15917 Araip.B03 15917 p3 (AAT)49 147 51304636 51304782 TCTTCAGAATATGTCCTTGCCA TTGGCTATTTGATCAATGATGG 279

Ai03B15919 Araip.B03 15919 p3 (TTA)5 15 51309456 51309470 AAATTGTCTACTTTTGTATTCAAGGAT TGAATTTTGTTTGGTAGTGAACTGA 280

Ai03B15921 Araip.B03 15921 p2 (GT)9 18 51327214 51327231 GATTGAGGCCGTCATTTCAT CCCAAGATTTCCCACACTTG 217

Ai03B15922 Araip.B03 15922 p2 (TC)6 12 51344866 51344877 TTCACTTGACACCTTCACGC TGAAGCAAGAAAAAGCAGCA 210

Ai03B15927 Araip.B03 15927 p2 (CT)7 14 51378564 51378577 TCTCATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 261

Ai03B15928 Araip.B03 15928 c (CT)8gagttcagattttcttcttcttttcttctactttcatctacttcatctactaacatctcttcctcacatcaccaaaaatccgaacc(CT)8gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)5202 51378806 51379007 CATCTCTTCCTCACATCACCAA TGACAAAGAAGAGGGCACAG 260

Ai03B15929 Araip.B03 15929 p3 (TTC)5 15 51381295 51381309 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 205

Ai03B15933 Araip.B03 15933 c (A)10cacataaaaattatctttttattagc(A)1349 51390454 51390502 TTTGCAACTAAAAGGTTGCG GGTTTTGGCCTTCTCATTCA 240

Ai03B15940 Araip.B03 15940 p2 (CA)6 12 51423568 51423579 TGGTTCCAACAAGGAAAGGA TTTTGGTTGTGAAGGCAACA 230

Ai03B15941 Araip.B03 15941 p2 (CT)6 12 51424711 51424722 CGCCAATTTTCACTTTCCAT TGGAAAGGGTTCATAAGCCA 216

Ai03B15944 Araip.B03 15944 p3 (AGA)6 18 51429807 51429824 TCTTCCCCTTCCCCTTTCTA CTCTACACTCCTCTTGGCCG 200

Ai03B15951 Araip.B03 15951 c (GC)7acagcacacttgtgcgcggatg(C)10ttttttc(T)1063 51519486 51519548 TTTTTGTACCAGGAGTGCGA CATTCATGCTTTGGTTGGAA 278

Ai03B15953 Araip.B03 15953 c* (CT)6(T)11* 22 51543878 51543899 GCATTGGGGAATTTCTTTTG TGTGGGAAACCTTTAGGGAA 196

Ai03B15954 Araip.B03 15954 p3 (CAT)5 15 51569871 51569885 GAAGTCTTCTCGGCAGCATC TTGGACAACATTGTGAGGGA 239

Ai03B15957 Araip.B03 15957 p4 (AAAT)5 20 51580131 51580150 CCTCCCCTGTTCCTTCTTTT GCAGAGAAGTCCCTGTGAGG 253

Ai03B15960 Araip.B03 15960 p5 (AAGAT)5 25 51597762 51597786 AAAGGCGGTTCCCTTAAAGA TGCACTGCTGATCCTTTGTC 236

Ai03B15967 Araip.B03 15967 p2 (AT)6 12 51628376 51628387 GGTTTTGTGGTTGGGTTTGT TCCGTTAGGCGTAATTTGAA 179

Ai03B15968 Araip.B03 15968 c (AAT)11(A)10 43 51643412 51643454 CAAGAGTTAATTTTCATTTTGTTTGA CATGTATGCTTTGGATTTGAACA 252

Ai03B15971 Araip.B03 15971 p2 (GA)7 14 51648705 51648718 ATCGCAGTTGATTATTGCCC GTGCAGACACGTGACTCGTT 220

Ai03B15973 Araip.B03 15973 p3 (TTC)5 15 51649364 51649378 AATTGGCTTCCTCATGTTGC TTGAACAAAACGATCCGATG 251

Ai03B15975 Araip.B03 15975 p2 (AT)8 16 51654789 51654804 GCAACTAGGGTTGCTGTTTTC GACATAACAGTCTCCCGTCCA 227

Ai03B15977 Araip.B03 15977 p3 (AAG)5 15 51659997 51660011 TGGGTTTCACTTCCATCACA TAATGACGAGCAGAACGCAA 228

Ai03B15978 Araip.B03 15978 p3 (TAT)11 33 51661363 51661395 TGGGTAAATAACAAGGCTTTCAA TTTTTCATCTCAAAATGCACTACTTT 257

Ai03B15979 Araip.B03 15979 c (A)10ggggggtgtgatgcagtagaatattgatactgatagttttcactaaagaagagaagagagaagggatgtgggatgagataagatgga(AAG)5112 51661643 51661754 TTCCAGGAAATTAGGGTGGA GTCACGCTGGACAATGACAA 267

Ai03B15981 Araip.B03 15981 p2 (AT)7 14 51663461 51663474 CCAGATACAGCGCAACTGAA TACGGTTGAATCCGATCCTC 182

Ai03B15984 Araip.B03 15984 p2 (AT)10 20 51681084 51681103 CCTGTACCTGCCCTACCTGA TGATGACCCTGGGCCTAGTA 204

Ai03B15989 Araip.B03 15989 c (AT)6aaag(A)10 26 51697068 51697093 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 145

Ai03B15991 Araip.B03 15991 p2 (TA)11 22 51714824 51714845 CCGGTGTTCTCGGTACACTT GACCGCCAATAAAGAAACGA 132

Ai03B15994 Araip.B03 15994 p2 (TC)7 14 51734963 51734976 TTCCTTCTCCCTTCTTCCTTC AGTGCAACAATCCACAAGCA 246

Ai03B15995 Araip.B03 15995 p2 (GC)6 12 51746489 51746500 TCTTCCCGAGAGTTAAGCCA GCGCGCTAATGTAATTGGTT 224
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Ai03B15997 Araip.B03 15997 c (A)10cgaaaaaaaaatggtgcgtcccttcggccggattgggacccaggttggttttttttattgtc(T)1183 51758588 51758670 AATTGGTAGGCCTATTGGGG TGGGAACATGGTTGTCAAGA 280

Ai03B16001 Araip.B03 16001 c (GA)9tataag(A)10tatgagaactcaagaacataaatggg(A)1070 51769692 51769761 ACGTGCAAATCCTTCAAACA ACTAAAGCTTCACGCCCTTG 270

Ai03B16002 Araip.B03 16002 p4 (AAAT)5 20 51772226 51772245 CCCCTTCGTGATGATTTTTG GCTTTCGCCTCTGCTTTATTT 280

Ai03B16003 Araip.B03 16003 p2 (TC)7 14 51772934 51772947 AGTGGGTGGTGATGGAGAAG TTGTCTGTCTCTCCCAGTCTGA 266

Ai03B16006 Araip.B03 16006 p3 (TTG)5 15 51775718 51775732 TATCAGAGCTTCGGTTCGGT AGAGAGGTGGGTCACAATGG 226

Ai03B16010 Araip.B03 16010 p2 (GA)7 14 51815341 51815354 GGGGGAAGAAGAAAAGAAAA TAAAATGGGTTAAGCGACCG 263

Ai03B16012 Araip.B03 16012 p3 (AAG)5 15 51889893 51889907 GCAGAAATCCGATCGTCACT AGCTTTCGCCTCATGTGTTT 258

Ai03B16014 Araip.B03 16014 p2 (AT)6 12 51929639 51929650 GAGGGGAGAAGAGAGGGAGA ACATAAGCCGCCATAACAGG 273

Ai03B16015 Araip.B03 16015 p2 (TA)6 12 51939231 51939242 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai03B16019 Araip.B03 16019 p2 (CT)6 12 51960787 51960798 TTTTTGCGGTTAACTTGCTTT GGGTTAAGGAGATTCGGGAG 257

Ai03B16021 Araip.B03 16021 p2 (AT)6 12 51965262 51965273 TGGGGAATTTTTGTATCCCC TGGGAAGCATGCTCATGTAA 127

Ai03B16022 Araip.B03 16022 p3 (GGT)5 15 51968925 51968939 GTGTGGTAGCGAAACAGGGT CATCCCCTCCTTCTTCCTTC 238

Ai03B16026 Araip.B03 16026 p2 (GC)6 12 51987505 51987516 CTGGGGCATAATCAAATTGC CCCCATTATGTTTACGTCGG 125

Ai03B16027 Araip.B03 16027 c (A)10gagaagaaaggaataaaaaggggacaaaatgccctaaagcaaagtgcagcttaataagatcaatgcataagtgttgtgaaatg(A)13106 51990511 51990616 TTGGTCAGATGTAAAACCTTATGC CCCATTCTTCACTTTTTCACA 247

Ai03B16033 Araip.B03 16033 p4 (TTTA)5 20 52042614 52042633 TACTGGCAACTTTGCTGCAC TTTTCAAAAATCTTCACCCATTT 271

Ai03B16035 Araip.B03 16035 c (TC)7tt(TC)6g(CT)7t(TC)6g(CT)7t(TC)6g(CT)7ttctt(TC)11tt(TC)13154 52046128 52046281 CGATTGCTCCCACCAGAG CGCACGCACACATGACTTTA 265

Ai03B16036 Araip.B03 16036 p2 (GA)6 12 52053820 52053831 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCCC 232

Ai03B16038 Araip.B03 16038 p2 (GA)7 14 52061038 52061051 AGCAGGGAAGGGAGAGAGAG ATTCGAAAAGATCAGGGGCT 220

Ai03B16043 Araip.B03 16043 p2 (TC)6 12 52090101 52090112 TTGTTTCTTATCTTTTTCAAAACTACC CAAGGGTGAGGATAGGAGCA 279

Ai03B16048 Araip.B03 16048 p2 (GA)6 12 52119084 52119095 GAAATTTTGAAAAAGGGGAGAGA TGAATCAAGGCATTAATTGTGA 268

Ai03B16052 Araip.B03 16052 p3 (AGA)5 15 52173770 52173784 CCCATGACTCGGAGGTAGAA TGGCTGAATCCAAAACATCA 215

Ai03B16053 Araip.B03 16053 p2 (GA)6 12 52174124 52174135 GTGAATGGTGTTTGGGGAAT ACGCCAGAAAAGGTAGCAGA 234

Ai03B16054 Araip.B03 16054 p4 (TAAA)5 20 52177121 52177140 AACACAGAGAGGGGGAGAGG TCTTCTCCCTTTTCTTAAAATTCG 121

Ai03B16055 Araip.B03 16055 p4 (AAAG)5 20 52194903 52194922 CATTTTTCGTCGACCGTAGG CAACCAAGATCTCCGAGTCC 259

Ai03B16056 Araip.B03 16056 p3 (TAT)20 60 52195436 52195495 CTTTACCTGCAGTTGGGAGC AGAGCGACAAGAGGCAAGAA 190

Ai03B16057 Araip.B03 16057 p2 (AT)8 16 52196168 52196183 TTTTTGTGAGCCCCTGCTAT TTGGAGGAAGAATGGATTGG 224

Ai03B16060 Araip.B03 16060 p2 (TA)16 32 52202175 52202206 CTACCGCCGCATCTAACTTC TTGGCAATTGAGGGAGAAAG 229

Ai03B16062 Araip.B03 16062 p4 (TTTA)5 20 52202912 52202931 ATGCAGCTCTTCTCCATGCT ACCAAACTGAAAGGGAGGGT 221

Ai03B16064 Araip.B03 16064 p2 (TG)9 18 52206657 52206674 ACCTCTTTCTCCCCACGTCT TCACTTCTCTCCTCCTCCCA 261

Ai03B16065 Araip.B03 16065 p2 (TC)6 12 52212210 52212221 CCTTGGTGACAGACCTCCAT GACGAGAGAAGAAGGTTGCG 268

Ai03B16066 Araip.B03 16066 p4 (ATAA)6 24 52215425 52215448 CTTCATCGATTGGCTCTGCT CCCAACATATTGCTGCAGTG 189

Ai03B16067 Araip.B03 16067 c (TTCT)5(TTTTC)545 52221323 52221367 CCCATTCCCTTCTCTCTTCC TATTGATTAAACCCCGTGCC 241

Ai03B16068 Araip.B03 16068 c (T)12a(CT)17 47 52222115 52222161 ATTCAAATCCCTTCTGCACG CCATTTTCTCCTCGAACCAA 273

Ai03B16069 Araip.B03 16069 c (ATT)5aattgcacaataatattgtactatattttttgtattttttagacaaaaataatgataaatttaaaaacttttaaatatactaatatactatta(AT)12132 52222874 52223005 GTTCCCCTTCCAAAAATAAAA TCCCTCGTCCAAAAATAAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B16072 Araip.B03 16072 p2 (AT)9 18 52258466 52258483 AATATTGGGACAGAGGGCGT TCTCCATCACAACCAACATCA 270

Ai03B16074 Araip.B03 16074 p2 (CT)7 14 52262500 52262513 ATTCGAAAAGATCAGGGGCT AGCAGGGAAGGGAGAGAGAG 220

Ai03B16077 Araip.B03 16077 p2 (CT)6 12 52265556 52265567 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGATGA 278

Ai03B16078 Araip.B03 16078 p3 (CTT)5 15 52267039 52267053 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 280

Ai03B16082 Araip.B03 16082 c (AT)6ttatatt(TA)6 31 52295467 52295497 GCATTCTTGCAAGTTGCTTC CCTCATGCTAAACCAACAAGG 279

Ai03B16086 Araip.B03 16086 p2 (TC)6 12 52313935 52313946 GAAAGGGGAGAAAAGTTGGC AGGGTATTTGGGGAAGGATG 217

Ai03B16088 Araip.B03 16088 p2 (AT)6 12 52328778 52328789 GACCCCTGAAATCAGCAAAA TCCAGGTCAAGGCTCAAAAC 259

Ai03B16090 Araip.B03 16090 p2 (TA)9 18 52334217 52334234 AACAAAGTTATATGCTCAAAATCAAAA CCTTCCGTCAGTTGGATGAT 260

Ai03B16092 Araip.B03 16092 p2 (CT)6 12 52338269 52338280 CGTGACCGCGTCAATTAGTA GGGGGAGAAGAAAAGAAAACC 216

Ai03B16097 Araip.B03 16097 p2 (GA)6 12 52424425 52424436 GGGTTCGAATTTGGTGATGA TTTCTTAACTTTTTCAAAACCACC 273

Ai03B16102 Araip.B03 16102 p2 (CT)6 12 52465575 52465586 TGAGAATTGAAATCAAAACAAGAA GGCCAGCAATTTCTAGCTCA 240

Ai03B16105 Araip.B03 16105 c (TA)7g(A)10cgagacctaaggcaaaaaaatgagacctaaggctacacttatatacagtagctatagtatac(A)1299 52498760 52498858 CAACACATTTAAATAAAAATGCAGA ACGCTTTTCAACGCTACTGC 273

Ai03B16107 Araip.B03 16107 c (T)10c(T)10 21 52522384 52522404 GGCTTTTTACTCTTGCCTTTTG TGTGGTGGCATTGCTTTTAC 280

Ai03B16109 Araip.B03 16109 c (T)10c(T)10 21 52536949 52536969 TTTATTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 173

Ai03B16113 Araip.B03 16113 c (T)14gaaaataagcataacatatcaatgcatatga(T)1257 52578285 52578341 TGGGGTAATTTTGTCCCCTT AACTGTGGGAACTTGGGTTG 199

Ai03B16115 Araip.B03 16115 c (GA)8(GT)10 36 52605865 52605900 GCCATGTGTAATGTCGCTGT ATTGGGTCGCCAGGATTTAT 204

Ai03B16117 Araip.B03 16117 p3 (TTC)5 15 52638907 52638921 ATATGGCCGAAATTAACCCC CCCTCGAGCAAGAGAAGAAA 168

Ai03B16121 Araip.B03 16121 p4 (AAAT)6 24 52653178 52653201 GCTGAAGCTGCATACCATGA AGAGAAGAATTGGCAGCTCG 217

Ai03B16122 Araip.B03 16122 p2 (TC)6 12 52653337 52653348 GGCCCCTTGTAGTTAAACTCG GGGTTTTGGTTTGAAGGGTT 243

Ai03B16126 Araip.B03 16126 p2 (GT)6 12 52715689 52715700 ACCCCCTCTCACTCTCTGGT TTCCCTCCAAAGTCACCATC 173

Ai03B16130 Araip.B03 16130 p3 (TCT)6 18 52763491 52763508 CCACAGGATCCCCACATATC CCTATGACTCGGAGGTGGAA 276

Ai03B16131 Araip.B03 16131 p3 (TCA)7 21 52766835 52766855 ACATCCCAACCAACCACCTA AACGGAGGAGGGAGAAGAAG 166

Ai03B16133 Araip.B03 16133 c (CT)6catctctttctatttattttatttatttactaacacttctcttctactcgtctaataattcgaa(CT)13102 52775714 52775815 TTCAATTTGCTTTTATTTCCCTTC TTCCTTTATGTGTCAGAGGAAGA 266

Ai03B16134 Araip.B03 16134 c (T)11cgctttttc(T)1131 52780164 52780194 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 151

Ai03B16135 Araip.B03 16135 p4 (TTTA)6 24 52790325 52790348 CCATGATGGAGAAAGGGAGA GGCTGAAATTGAAGGAGCTG 225

Ai03B16136 Araip.B03 16136 p3 (AAT)5 15 52792744 52792758 TCTGACTGGAATGCAAGCTG GATGATGGAAAAGGCTTGCT 252

Ai03B16138 Araip.B03 16138 p2 (TA)6 12 52800992 52801003 TCATCTAAGTGTGGGGGAGG CATCGTCCAATCACAATCCA 255

Ai03B16139 Araip.B03 16139 p2 (CT)6 12 52803645 52803656 ACTCCTCACCGCTTTTTCAA AGAGAGGGAGAGAGGGTTCG 237

Ai03B16140 Araip.B03 16140 c (A)11gagaagaaagaaaaag(A)1037 52810403 52810439 GCAGTGAAAAACAAAGCTTGC CTTGCTGGTTAGTTGTGCGA 236

Ai03B16141 Araip.B03 16141 p3 (GAA)5 15 52813762 52813776 TGGAAGCTTTTGTCTTGCCT ACACAACCCCTTCTCCCTCT 194

Ai03B16143 Araip.B03 16143 p2 (AG)7 14 52816181 52816194 GCTTGTCCCAAGAGTTCAGG CATTTTGTTTGTTTCTTATCTTTTTCA 267

Ai03B16144 Araip.B03 16144 c (T)10ggatttttcgaaaattaatttg(A)10g(A)1053 52817224 52817276 GCAATTGACACCAAACTTTCAA TCAGCCATGTCTAACCCTCA 226

Ai03B16147 Araip.B03 16147 p2 (AT)6 12 52828879 52828890 TGCAATTGACACCAAACTTAAAA TCATGGGATTTTGATTGAGGA 150

Ai03B16149 Araip.B03 16149 p5 (TTTAT)5 25 52833104 52833128 CCTTATCTTCTCTTACCTAGCTTATCC TTGAAAAAGATGTGGGTGAGG 208
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Ai03B16150 Araip.B03 16150 p2 (AT)6 12 52833359 52833370 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 197

Ai03B16153 Araip.B03 16153 p2 (AC)7 14 52849844 52849857 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 250

Ai03B16155 Araip.B03 16155 c (A)11tataggcg(A)1029 52874417 52874445 TGAAGCAAGAAAAAGCAGCA TCCTCTCACTATGGGCTTCC 181

Ai03B16157 Araip.B03 16157 p3 (TCA)5 15 52883734 52883748 GATACTGGGGGAAGCTGTGA GGAAGGTGAAGGGGAAGAAG 182

Ai03B16164 Araip.B03 16164 p2 (AT)7 14 52965240 52965253 CTGCCAATTCTCCGTCTTTT TGTTGGTTTACACCCTGCAA 265

Ai03B16165 Araip.B03 16165 p2 (TC)6 12 52965621 52965632 TGATAAGCACGATGGAATTGA CTCCTGCTTCCATTTTACGG 109

Ai03B16166 Araip.B03 16166 p2 (TA)6 12 52965996 52966007 CTTTTTGAACAGGTCAGGGC GCCACCAACTTGTCGTCCTA 279

Ai03B16167 Araip.B03 16167 p2 (TC)6 12 52977036 52977047 GCCAGAAATGGGCACATAGT GGTATTTGGGGAAGGGTGTT 251

Ai03B16169 Araip.B03 16169 p2 (AG)6 12 52985057 52985068 GCTGCCTTGTCTGCTTCTTT CGAACCCTCTCTCTCCCTCT 266

Ai03B16170 Araip.B03 16170 p2 (AT)22 44 52989184 52989227 TCCCAAAATACTTTCGTTCGAT TATGGGCACAGAAGTCACGA 274

Ai03B16171 Araip.B03 16171 p2 (GA)7 14 53006165 53006178 TTTCCAACACCAAGTAAAAAGGA GCACAGCTTCCCTAATTTGC 280

Ai03B16172 Araip.B03 16172 p3 (TTC)5 15 53015849 53015863 GAGGGTCAGAATCAAAACCG TGTTGGTCTTGTTGAATCTGGT 235

Ai03B16174 Araip.B03 16174 p2 (AG)8 16 53017717 53017732 TCAGAGAGAGGAGTGACGCA CATCCTCTCCTCCATTGCAT 132

Ai03B16175 Araip.B03 16175 p2 (GA)12 24 53017995 53018018 CGCGCTTAGTCACTGTTGAG TGTCACTCCCCTTGGTTCTC 272

Ai03B16177 Araip.B03 16177 c* (GA)6t(AG)15(AGAT)33*173 53022418 53022590 AGTGTTGTTGCTGCCAAATG CAAAGATGAATATTTGAAAGGATTAGA 270

Ai03B16178 Araip.B03 16178 c* (GA)6t(AG)15(AGAT)12*89 53023898 53023986 GGAAGGATACGCGAACAAAA CCTACTTCGACGTCTCAGCC 261

Ai03B16186 Araip.B03 16186 p3 (AAT)5 15 53085626 53085640 TTTGCACCCTGTTTTTCTCC TGAATGAAAACAAGGAAATGC 225

Ai03B16187 Araip.B03 16187 c* (A)10(AT)9*ag(A)1039 53087127 53087165 GAAACTTGGGACATTGGTTGA ACCTTAGGGCATTTTCGTCC 222

Ai03B16188 Araip.B03 16188 c (TTAT)6ttgaatatttttggtttg(T)1456 53097373 53097428 AGGCCAATTTGTGCTTTTTC CTTGGATTCAAAACCCCCTT 267

Ai03B16189 Araip.B03 16189 p2 (AT)7 14 53100480 53100493 GAATGGAGCTCTTCCCTTCA AGACACCAGCAAGGAGAGGA 222

Ai03B16191 Araip.B03 16191 p4 (TTTA)6 24 53121245 53121268 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 249

Ai03B16193 Araip.B03 16193 p2 (TC)6 12 53125545 53125556 TTAGCCTAAAACGGGTCACG GGAGGGAAGGAGAAAAAGAAAA 279

Ai03B16194 Araip.B03 16194 c (TG)6(TA)15 42 53130886 53130927 CCAATAGTTCGAACACTTTTGAGT TCACTACCACGCTTCCATCA 277

Ai03B16196 Araip.B03 16196 p2 (CT)6 12 53133487 53133498 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGAGGGGGAAGTGAATTTT 230

Ai03B16197 Araip.B03 16197 p3 (GAA)5 15 53135457 53135471 GCTTTTGTCTTCCCTTTCCC CTTACCCCCATCCCTTCACT 271

Ai03B16199 Araip.B03 16199 p4 (AATA)5 20 53147592 53147611 GTGGCAGTTCCCATTACCTG TGAATCCTTTTGGGATTGTGA 277

Ai03B16203 Araip.B03 16203 p2 (AT)12 24 53168708 53168731 ACTTAGGGCATTTTGTCCCC GCCAAGTTTCTTGGTGCAAT 278

Ai03B16204 Araip.B03 16204 p2 (AG)6 12 53170934 53170945 AATTTGGGCGAGATGAAGTG CTTTTTGTTTGTTTCTTATCTTTTTCA 256

Ai03B16205 Araip.B03 16205 p4 (TAAA)6 24 53177962 53177985 CCTGATCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 253

Ai03B16215 Araip.B03 16215 p4 (ATTT)5 20 53251761 53251780 GTCCAACCAAGGAGGTCGTA GAACCCCAAAGGTTAGCACA 216

Ai03B16219 Araip.B03 16219 p2 (CT)6 12 53266478 53266489 TTGTTTGTTTGTTTCTTAACTTTTTCA TGGGAGAGGGATAATTTTTGA 232

Ai03B16220 Araip.B03 16220 p2 (GT)6 12 53273914 53273925 GCTTGATTTTTGCTTGAATGC TACAAAAGCAACGAAGCGTG 279

Ai03B16221 Araip.B03 16221 c (AAT)5aaaaaataaagacaaagaattacaataaaaaggggacaaaatgtcccaaagcaaggttcaataaaagtcaatgcatatgggtggtgat(A)10113 53274989 53275101 TGAGAATCTTGGGAATTGGGT CCCATTCTTCACTTTTCACACA 263

Ai03B16224 Araip.B03 16224 c* (A)11(AAT)5* 24 53290703 53290726 GGGATTGTTCGAGTTTGGAC AAAAATCAGCAAGAAAACACCAA 218
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Ai03B16226 Araip.B03 16226 p3 (AAT)5 15 53299464 53299478 CAACCAAATTTTTGATGTGGG GAGATGACCCGAGGTTTGAA 243

Ai03B16228 Araip.B03 16228 p4 (TTCT)5 20 53316247 53316266 CTCGCGACGCATATACTGAA GTGGGCGAGAGAAATGGTAA 150

Ai03B16232 Araip.B03 16232 p2 (TG)21 42 53327870 53327911 GGGAATCTATCTGCTTAATGGG TGAATTGCAATGAGGATTGG 159

Ai03B16233 Araip.B03 16233 p3 (AAT)6 18 53341376 53341393 GTTGCAGAGGGAGATCCTTG CTCTGCCATCCTCACAGTTG 218

Ai03B16234 Araip.B03 16234 c (T)11gaaaaatgttagtaattttcgaaaattaagatttaaaaattaaaataattaatgaattaaaaagaaattttgaaaaagggggaagatattttcgaaaat(GA)6122 53341612 53341733 TGGGAGAGAAGGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 226

Ai03B16236 Araip.B03 16236 p3 (TTG)6 18 53352453 53352470 CATCCTCCCTCAGATGGTGT GAGGGCCACAGAACAAAGAG 209

Ai03B16239 Araip.B03 16239 c (A)10tc(A)10 22 53373611 53373632 ATTGAAAGCTTGGCTGGCTA GCATATGCAAGTGACACCAAA 242

Ai03B16240 Araip.B03 16240 p3 (TTC)6 18 53382038 53382055 CTCTACACTCTCCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai03B16241 Araip.B03 16241 p3 (AGA)5 15 53389248 53389262 ATCCGCTCATTAGAACCCAA CGAACAGAGCAATGACTTCAA 199

Ai03B16242 Araip.B03 16242 p5 (AAGAT)5 25 53405360 53405384 GAGGAAGACGACCCAAATCA TGCTGCTGATCCTTTGTCAC 280

Ai03B16243 Araip.B03 16243 p2 (TA)7 14 53410972 53410985 GCCTTAGGTCCCTCATTGTT CCCATTTAAGATCCTCCCAA 244

Ai03B16244 Araip.B03 16244 p2 (GA)6 12 53415247 53415258 CAGGCACAGAAATTCAGCAA AAGAGAGGAGGCTATTCCGC 271

Ai03B16245 Araip.B03 16245 p2 (GT)7 14 53415571 53415584 CTCCTCTCCTCCCTCTGGTT CCTCACTTTCGCCATTTGAT 205

Ai03B16248 Araip.B03 16248 p3 (TCT)6 18 53429551 53429568 TTTTTGGCATTGGACCTAGA CAACAAGCGAGTGTATAACATGA 213

Ai03B16251 Araip.B03 16251 p2 (AT)6 12 53442123 53442134 AGTTGGCTTAAACTCCGCAA TTCACACGAAGCTAACGCAC 117

Ai03B16252 Araip.B03 16252 p3 (TCA)5 15 53445046 53445060 TCCTCTCTGGTGCTGGAGTT CGAGTTCCCTGTTTGGACTC 262

Ai03B16254 Araip.B03 16254 c (T)12ctaaactaaaataaaaaaaattagtattttttcaaatacgatttttagactttaatttttaaaatataa(T)1697 53447665 53447761 TCAGCAGCTGGTCGTAGAGA ATAGGGTTTGTCGGTGTTCG 243

Ai03B16255 Araip.B03 16255 p2 (TA)7 14 53448717 53448730 GGGCAGTGAAGAAACAATGG CTACTCCACCTCCAACCCAG 261

Ai03B16256 Araip.B03 16256 p4 (TAAA)6 24 53455365 53455388 TTCCTGACCACTTTCTCTCTCC CTTGGATGTCCAGCCTTAGC 242

Ai03B16257 Araip.B03 16257 c (AT)9acacaccaaatacagaagatatgag(TA)859 53478509 53478567 ATCACGAAAACGGAAAGTCG TGGAATCCTTAGTGCGAAGC 153

Ai03B16258 Araip.B03 16258 p2 (TA)14 28 53484691 53484718 CACTCTAACTCCCCGGGTTC GACAACACCCCAAGCTCAAT 199

Ai03B16259 Araip.B03 16259 p2 (TA)12 24 53485907 53485930 AATGTAGCCTTAGGTTCCTCATT GGATATTTAAAATTATGATCATCCCA 280

Ai03B16260 Araip.B03 16260 p2 (CT)6 12 53490465 53490476 GATCAAAACAAGGTTGCGGT GCCAAACGGACCAAAAATAC 184

Ai03B16263 Araip.B03 16263 p2 (AT)10 20 53522995 53523014 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 256

Ai03B16264 Araip.B03 16264 p4 (ATTT)6 24 53535769 53535792 TTTTGTGCTAAACGCACACC GTGCTAGGTGGGAGACAACC 279

Ai03B16265 Araip.B03 16265 p2 (AG)7 14 53542866 53542879 GCAGTGAATTGAGATGAGGAGA TTTTGTTTGTTTCTTACCTTTTTCAA 274

Ai03B16276 Araip.B03 16276 p3 (AGA)5 15 53607821 53607835 CTTTGTCTTCCCTTCCCCTC TTTTCCATCCACCACTCACA 194

Ai03B16277 Araip.B03 16277 p2 (AG)6 12 53610920 53610931 AAAGGGTTCGGATTTTTGGT TGTTTGTTTCTTATCTTTTTCAAAACT 276

Ai03B16278 Araip.B03 16278 p2 (AT)7 14 53625197 53625210 CCATTCATGACATGCTTGTTG CTGAGAGCATGGACTGGGAT 197

Ai03B16279 Araip.B03 16279 c (AT)10(GT)10 40 53638224 53638263 GACCTTCAGCAAAGGCAAAA TTGCTTGTTTCTCAAGCCCT 151

Ai03B16280 Araip.B03 16280 p2 (TA)9 18 53654223 53654240 TGGTTTATCAACCTCCCCAC TTTCCTGCTTTCATGAGCTG 265

Ai03B16284 Araip.B03 16284 p2 (AT)15 30 53703481 53703510 ATTGGGAGGGTGTACTTGGG CTTTGTCTTGGGGCATGTTT 247

Ai03B16285 Araip.B03 16285 p2 (CT)6 12 53713849 53713860 TGTTTGTTTCTTATCTTTTTCAAAACT ACAGATGGAAGAGGGGGTTC 276

Ai03B16286 Araip.B03 16286 p2 (CT)8 16 53713999 53714014 TCGAAAATCACTAACCCCTTTT CCCAGGTATAGAGGTTCCCC 213
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Ai03B16287 Araip.B03 16287 p3 (TTC)5 15 53717210 53717224 ACACAACCCTCTCTTCCCCT GTGGGCTCTCTTGTTTGCTC 210

Ai03B16292 Araip.B03 16292 p2 (AG)6 12 53729917 53729928 TGGTCCAAAGAGGACCAAAC CAAGCAAAAGAAGGTGAGGG 188

Ai03B16294 Araip.B03 16294 p2 (AC)7 14 53735746 53735759 CATTGTCCCAAGTTTTCCCA AGCCAACTTTGAGCCTACGA 159

Ai03B16296 Araip.B03 16296 p4 (ACTA)6 24 53746402 53746425 CCCCTTTTTAATACCCAGCA TCCAACACTTCCAAACACCA 179

Ai03B16297 Araip.B03 16297 p4 (ACTA)7 28 53752796 53752823 CCCCTTTTTAATACCCAGCA TCCAACACTTCCAAACACCA 183

Ai03B16298 Araip.B03 16298 p2 (AG)7 14 53758726 53758739 AAACGGACCAAAAACGCTAA CAAGCAAAAGAAGGTGAGGG 186

Ai03B16300 Araip.B03 16300 p2 (AT)6 12 53767328 53767339 TCCCTTCACTAGGACCGAAG TCCCTATTGTGGTCCCACTT 233

Ai03B16302 Araip.B03 16302 p3 (GTC)5 15 53774295 53774309 TCGAACACAATTCGACGGTA AGAGGGACACCGACATCATC 179

Ai03B16303 Araip.B03 16303 p4 (TTAT)9 36 53779033 53779068 TCACCCCATATGCATTGATCT TTGGGAATTGGGTGCATATT 145

Ai03B16304 Araip.B03 16304 p2 (AT)6 12 53783314 53783325 GCAACTCTTTGCAAGCCATA TTTGGATGAGATTCTAACTGATTCTG 279

Ai03B16305 Araip.B03 16305 p2 (AT)6 12 53784289 53784300 TCAAAGTGAGTAAGTTCAATGGTCA GTGGGGTGAAGAGAAGGTGA 256

Ai03B16311 Araip.B03 16311 p2 (AT)10 20 53802796 53802815 CGATGGTATGAAGGCGCTAT TGAGATTCAAATCTAGAATCAGTAACA 278

Ai03B16312 Araip.B03 16312 p2 (TA)6 12 53808824 53808835 CGGATATTAGGTGTCCGGAAT TGGTCATACGATTATTAAAAAGGACA 276

Ai03B16313 Araip.B03 16313 c (A)10taaaaaatattaggtgactaatattgtaatttagctgatatttgagttaatacttgtagaattcct(A)1288 53809744 53809831 TTTGGGATCTTTTCTTCTATTTTCA CATGATGTGTAGCGCGTTTT 223

Ai03B16315 Araip.B03 16315 c (CT)6caattttcaaaaatatctccctctttttcaaaaatttctttttaattaactaattgtttttatttttaaattt(A)1196 53817201 53817296 CATGATCTTCAAGTTGTTCTTGG AATGAGATGGGGGAAGGAAA 251

Ai03B16316 Araip.B03 16316 p3 (TAT)5 15 53817542 53817556 TTTCCTTCCCCCATCTCATT CAGGTTCTGGATCTGCTTCC 256

Ai03B16320 Araip.B03 16320 p3 (AGA)6 18 53867090 53867107 CTTGGAGGTGGAAGCTTTTG CCCATCACCTCTTCACCACT 201

Ai03B16324 Araip.B03 16324 p4 (ATAC)6 24 53890196 53890219 GACCCGATTTGCGAAGATAA GCATGCTGGAGACTTCTGGT 257

Ai03B16325 Araip.B03 16325 p4 (AAAT)6 24 53896306 53896329 TGACGGTTCATCATGTTGCT GTGCTGATGAGTGGAAGCCT 246

Ai03B16326 Araip.B03 16326 p2 (TA)7 14 53900783 53900796 ATGAGAGCCCACTGTCAAGC GCCAGCTTGATGCTTCTTTC 274

Ai03B16327 Araip.B03 16327 p2 (AG)8 16 53912189 53912204 CCACCCCCTTTCTTCCTAAA GGTGTCTCCCTCCTCTCCTT 102

Ai03B16338 Araip.B03 16338 c (T)10acgttgtgctgaccttcgttctttaaatgacgctatcccgaggggatacctaaaggagtgccgtaatggcctcatcttcagtaggctcatc(T)11ccaatttttttcg(T)10135 53995004 53995138 ACCTAAAGGCGAGCCGTAAT AGAACGAGGGTCAGCACAAT 215

Ai03B16373 Araip.B03 16373 c (T)10aacgttgtgctgacccacgttctttaaatgacgctatcctgaggaggacacctaaaggcgagccttaatcgcctcattttcagcagggtcctccg(T)11116 54018660 54018775 ACCTAAAGGCGAGCCGTAAT ATCCTCCTCGGGATATCGTC 245

Ai03B16374 Araip.B03 16374 c (T)10acgttgtgctgacactcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatgtcctcatcttcggcaggtccctccgg(T)11116 54019015 54019130 ATCCCGAGGAGGACACCTAT CGAGGTTCAGCACAACGTAA 216

Ai03B16377 Araip.B03 16377 c (T)11gggg(T)10 25 54020435 54020459 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 165

Ai03B16378 Araip.B03 16378 c (T)11gggg(T)10 25 54020672 54020696 ACCTAAAGGCGAGCCGTAAT AAAAGTGTCCTCCTCGGGAT 243

Ai03B16383 Araip.B03 16383 c (T)10c(T)10 21 54024416 54024436 CGCTATCTCGAGGAGGACAC ATTACGGCTCGCCTTTAGGT 157

Ai03B16387 Araip.B03 16387 c (T)13cgttatgctgaccctcgttctttaaatgacgctatcctgagaaggacaccttaaaggcgagccgtaagtcctcatcttcggcaggttcctccg(T)10116 54025683 54025798 AATGGAATCATTTTCGGCAG CCTCGGGATAGCGTCATTTA 209

Ai03B16395 Araip.B03 16395 c (T)10c(T)10 21 54028112 54028132 ACCTAAAGGCCAGCCGTAAT TGGGTCAGCACAACGTTAAA 218

Ai03B16403 Araip.B03 16403 c (T)10acgttgtgctgaccctcgttctttaaatgattctaccccgaggaggacccctaaaggcgagccataatggcctcatcttcggcaggctcctcccgg(T)10acgttgtgctgacacgctgacactaaatgatgctatcccgaggaggacacctaaagtcgagccgtaatggcctcatcttcggcatgctcttccgg(T)10221 54029876 54030096 GGCAGTCTCTTCCGGTTTTT CGTAGGTCAGCACAACGTAAA 278

Ai03B16404 Araip.B03 16404 c (T)10acgttgtgctgacacttgttctttaaatgacgctatcccgaggaggacacataaagacgagccgtaatcgcctcatgttaagccgtaattgcctccg(T)10117 54030327 54030443 CAAACCGTAATGGCCTCATC ATTACGGCTCGCCTTTAGGT 246

Ai03B16406 Araip.B03 16406 c (T)10acgttatgctgaccctcgttctttaaatgacgctatccagaggaggacacctaaagactagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 54031273 54031387 ACCTAAAGGCGAGCCGTAAT TAAAGATCGAGGGCAAGCAC 203

Ai03B16408 Araip.B03 16408 c (T)11cag(T)10 24 54032300 54032323 TTCAGCAGGCTCGTCTTTTT ATTACGGCTCGCCTTTAGGT 233

Ai03B16410 Araip.B03 16410 c (T)10cag(T)10 23 54033175 54033197 TTACGTTGTGCTGATCCTCG ATTACGGCTCGCCTTTAGGT 188
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Ai03B16415 Araip.B03 16415 c (T)10cag(T)10 23 54035553 54035575 ACCTAAAGGCGAGGCGTAAT CCTCGGGATAGCGTCATTTA 239

Ai03B16417 Araip.B03 16417 c (T)10aacgttgtgctgaccctcgttctttaaatgacgctatcgcgaggaggacacctaaaggcgagccgtaatcgcctcattgtcagcagggtccttcg(T)10115 54037430 54037544 GACACTTAAATGCGAGCCGT CATTTAAAGAACGAGGGGCA 240

Ai03B16433 Araip.B03 16433 c (T)11acgttgtgctgaccctcgttctttaaatgacgccatccagaggggatacctaaaggagagccgtaatggcctcatcttcagcaggctcctc(T)10112 54043259 54043370 TAAATGACGCTATCCCGAGG AGAACGAGGGTCAGCACAAC 236

Ai03B16436 Araip.B03 16436 c (T)10acgttgtgctgaccctcgttcttttaatgatgttatctcgaggaggacacttaaaggcgagccgtaatggccaatcttcggcaggcccctcccga(T)10115 54045301 54045415 CGCTATCCTGAGGAGGACAC AGAACGAGGGTCAGCACAAC 278

Ai03B16452 Araip.B03 16452 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggggatacctaaaggagagccgtaatgggctcatcttcagcaggctcctc(T)10111 54055201 54055311 TCCCTAGGAGGACACCAAAA CGAGGGTCATCACAACGTAA 222

Ai03B16457 Araip.B03 16457 c (T)10acgttgtgctgacactcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctctga(T)10115 54059699 54059813 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 219

Ai03B16458 Araip.B03 16458 c (T)10acgttgtgttgaccctcgttcattaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccga(T)11116 54059934 54060049 AGCCCTAATGGCCTCATCTT ATTACGGCTCGCCTTTAGGT 246

Ai03B16466 Araip.B03 16466 c (T)10ggtttttttccgg(T)1033 54063624 54063656 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCGAGATAGCGT 128

Ai03B16471 Araip.B03 16471 c (T)11ccgattttttccg(T)1034 54066087 54066120 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 271

Ai03B16522 Araip.B03 16522 c (T)11ctgatttttttttacgttgtgctccag(T)1250 54086940 54086989 CGAGGTGGACTCCTAAATGC CCCTCGGGATAGCGTTATTT 263

Ai03B16533 Araip.B03 16533 c (T)11acgttgtgctgaacctcgttctttaaatgacgctatcccgagaaggacacctaaatgcgagccgtaatggcctcatcttcgggagtctcctccgg(T)12118 54109404 54109521 ACCTAAAGGCGAGCCGTAAT TAGGTGCCCTCCTCAGGATA 232

Ai03B16534 Araip.B03 16534 c (T)10acgttgtgttgaaccttgttctttaaatgacgctatcccaaggaggacacctaaatgcgagccgtaatggcctcatcttcagcaggctcttttgg(T)10115 54110241 54110355 ATGTCCTCATCTTTGGCAGG CCTCGGGATAGCGTCATTTA 224

Ai03B16555 Araip.B03 16555 c (T)11acgttgtgctgaccctcgttctttaaatgacgctatcccgaggggatacctaaaggagagccgtaatggcctcatcttcagcaggctcctc(T)14116 54115166 54115281 TAAATGACGCTATCCCGAGG AGAACGAGGGTCAGCACAAC 237

Ai03B16557 Araip.B03 16557 c (T)10acgttgtgctgaccctcgttctttaaatgacgatatcccgaggaggatacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccag(T)10115 54115653 54115767 TCAGCAGGCTCTTCTGGTTT GTCCTCCTCGTGATAGCGTC 204

Ai03B16564 Araip.B03 16564 c (T)10ccgattttttcg(T)1032 54121668 54121699 ACGAGCAGTAATCGCCTCAT TTACGGCTCGCCTTTAGGTA 160

Ai03B16569 Araip.B03 16569 c (T)11ggtttttttttc(T)1033 54122989 54123021 TAAATGACGCTATCCCGAGG CATTTAAAGAACGAGGGGCA 260

Ai03B16571 Araip.B03 16571 c (T)10acattgtgctaaccctcgttctttaaatgattctatcccgaggagcacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccga(T)10115 54123505 54123619 AATGGCCTCATCTTCAGCAG ATTACGGCTCGCCTTTAGGT 247

Ai03B16579 Araip.B03 16579 c (T)10acgttgtgctgaccctcgttctttaaatgattctatcccgaggagtacacctaaaggcaagccgtaatggcctcatcttcggcaggctcctcccag(T)10116 54125870 54125985 GACGATATCCCGAGGAGGAT GGAAGAAACTGCCGAAGATG 277

Ai03B16583 Araip.B03 16583 c (T)10acgttgtgctgaccctcgttctttaaataacgctatcccgaggggatacctaaaggagagccgtaatggcctcatcttcggcaggctcctcacgg(T)12acgttgtgctgacactcgttctttaaatgacgctatcccgaggaggacacttaaaggcgagccgtaatggcctcatcttcggcaggctcctcacgg(T)12225 54130297 54130521 CAGCAGGCTCCTGTGTTTTT GAACGAGTGTCAGCACAACG 272

Ai03B16587 Araip.B03 16587 c (T)12ccgttgtgctgacactcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccga(T)10117 54132287 54132403 ACACCTAAAGGCAAGCCGTA TGTCCTACTCGGGATAGCGT 229

Ai03B16618 Araip.B03 16618 c (T)10actacgttgtgctgaccctcgttcattaaatgatgctatcccgagaaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctctttcgg(T)10118 54145084 54145201 ACCTAAAGGCGAGCCGTAAT AAGAACGAGGGTCAGGACAA 219

Ai03B16623 Araip.B03 16623 c (T)12g(T)10 23 54160492 54160514 TCCGTAATGGCCTCATCTTC CCTCGGGATAGCGTCATTTA 100

Ai03B16626 Araip.B03 16626 c (T)10acgttgttctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaattgcctcatcttcggcaggctcatccgg(T)10115 54166139 54166253 AGGACAATCTCCTGAAGTCTTATG CATGCCCCAATTTGTGTTTA 253

Ai03B16635 Araip.B03 16635 c (T)14acgttgtgctgaccctcgttcattaaatgacgctatcccgaagaggacacctaaaagcgagccgtaatggcctcatcttcggctggctcctccg(T)14acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatgacctcatcttcggcagcctcctctg(T)11227 54169354 54169580 CGTAATGGCCTCATCTTCG GAACGAGGGTCAGAACAACG 280

Ai03B16639 Araip.B03 16639 c (T)23gg(T)10 35 54189910 54189944 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 176

Ai03B16647 Araip.B03 16647 c (T)10aacgttgtgctgaccctcgttctttaaatgacgctatcctgaggaggacacctaaaggtgagccgtaatggcctcatcttcggcagcctcctccgg(T)11117 54192184 54192300 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 276

Ai03B16662 Araip.B03 16662 c (T)10acgttgttctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcatccgg(T)10115 54198781 54198895 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 280

Ai03B16667 Araip.B03 16667 c (T)10acgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagccgttatggcctcatcttcgcaggctcctccgg(T)11gg(T)10acgttgtgcttgccctcgttctttaaatgacgcaatcccgaggaggacagctaaaggcaagccgtaatggcctcatcttcggcaggctcctccga(T)10232 54199916 54200147 CTCATCTTCGGCAGGCTC AGAACGAGGGTCAGCACAAC 279

Ai03B16683 Araip.B03 16683 c (T)10acgttgtgctgaccctcgttctttacatgacgctatcccgagggggatacctaaagaagagccgtaatggcctcatcttcagcaggctactc(T)10112 54213077 54213188 TAAAGGCGAGTCGTAATGGC TCCTCGGGATAGCATCACTT 222

Ai03B16718 Araip.B03 16718 c (T)10atgtttttctgaccctcgttctttaaaagacgctatcccgaggaggacaactaaaggcgagccgtaatggcctcatcttcggcagcctcctcca(T)11115 54224531 54224645 CCGTAATGGCCTCATATTCG TGTCCTCCTCAGGATAGCGT 211

Ai03B16727 Araip.B03 16727 c (T)10aacattgtgctgaacctcgttctttaaatgacgctatcctgaggaggacacctaaaggcgagccgtaatcgcctcatcttcagcaggctcctctg(T)10115 54233303 54233417 GCAGGACAACTAAAGGCGAG CCCCAGGATAGCGTCATTTA 243

Ai03B16738 Araip.B03 16738 c (A)12caaaaaaacg(A)11ccggaggagcctgctgaagatgaggccattacggctcgcgtttaggtgtcctccttgggatagcgtcatttaaggaacgagggtcagcacaatgt(A)10138 54252570 54252707 TAAGGAACGAGGGTCAGCAC TAAATGACGCTATCCCGAGG 274

Ai03B16739 Araip.B03 16739 c (A)12ccggaggaactgccgaagatgcggccattacggctcgcctttaagtatcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)11117 54252948 54253064 CTCGCGTTTAGGTGTCTTCC TAAATGACGCTATCCCGAGG 250

Ai03B16742 Araip.B03 16742 c (A)10tcggaggagcctgccgaagatagggccattacggctcgcgtttaggtgtcctcctcgggataccgtcatttaaagaacaagggtcagcccaacgt(A)10caaaaaaaatgg(A)10137 54253426 54253562 CCTCGGGATAGCGTCATTTA GACACCTAAACGAGAGCCGT 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B16745 Araip.B03 16745 c (A)11ccgaaagaacctgccgaagatgcggccattacggctcgcctttaagtgtcctcctcgggatagcatcatttaaagaacgaggatcagcacaacgtaaaac(A)10121 54255213 54255333 CCTCGGGATAGCGTCATTTA TAAAGGCGAGTCGTAATGGC 230

Ai03B16746 Araip.B03 16746 c (A)11tcggaggagcctgccgaagacggtgccattctggctcgcgtttaggtgtcctcctcgggataccgtcatttaaagaacgagggtcagcacaacgt(A)11117 54255451 54255567 CGACTCGCCTTTAAGTGTCC CTTCAAATGACGCTATCCCG 275

Ai03B16747 Araip.B03 16747 c (A)13cag(A)10 26 54255914 54255939 CAGCTCGCCTTTAAGTGTCC ACCTAAACGGGAGCCGTAAT 136

Ai03B16755 Araip.B03 16755 c (A)11ccagaagagcctgccgaagatgggtccattacggctcgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)10116 54267574 54267689 TCCTCCTCGGGATAGAGTCA ACACCTAAAGGCAAGCCGTA 245

Ai03B16756 Araip.B03 16756 c (A)12cagaggagcctgccgaagatggggccgttacggctcgcgtttaggtgttctcctcgggaatagtgtcatttaaagaacgagggtcagcacaatgtatc(A)11121 54267816 54267936 AGGTGTCCTCCTCGGGATAG ACACTTAAAGGCGAGCCGTA 250

Ai03B16760 Araip.B03 16760 c (A)11ccgaaggagcctgccaaagatgaggccattacggctcacctttaggtgtcctcctcgagatagcgtcatttaatgaatgcgggtcagcacaacgt(A)10116 54268915 54269030 AGAACGAGGGTAAGCACAACA GCTATCTCGAGCAGGACACC 236

Ai03B16763 Araip.B03 16763 c (A)11ccagaagagcctgccgaagatgtggccattacagctcgcgtttaggtgtcctcttcgggatagcgtcatttaaagaaagagggtcaacacaacgt(A)30ccgc(A)24164 54270204 54270367 TCCTCCTCGGGATAGAGTCA ATTGATGCTCAGAGCCTTGG 253

Ai03B16765 Araip.B03 16765 c (A)10ct(A)12 24 54274690 54274713 AGAACGAGGGTCAGCACAAC CGCTATCTCGAGGAGGACAC 227

Ai03B16768 Araip.B03 16768 c (A)10ccagaagagcctgccgaagatgtggccattacggctcgggtttaggtgtcctcctcgggatagcgtcatttaaagaaagagggtcaacacaacgtt(A)11117 54275656 54275772 TCCTCCTCGGGATAGAGTCA ACACTTAAAGGCGAGCCGTA 243

Ai03B16771 Araip.B03 16771 c (A)14cggaggagcctgccgaagatgaggccattactgctctcctttaggtgtcctgctcaggatagcgtcatttaaagaacgagggtcagcacaacat(A)10118 54276365 54276482 GTGTCCTCCTCGAGATAGCG TCATCTTCGGCAGGCTACTT 216

Ai03B16782 Araip.B03 16782 c (A)10ccgaaggagcctgccgaagataaggccattacggttcacctttaggtgtcctcctcgggatagcgtcatttaaaaaatgagggtcatcacaatgt(A)10115 54306855 54306969 TTAAAGAACGAGGGGAACGA TAAATGACGCTATCCCGAGG 245

Ai03B16784 Araip.B03 16784 c (A)10ccgaaggagcctgccgaagataaggccattacggttcacctttaggtgtcctcctcgggatagcgtcatttaaaaaatgagggtcatcacaatgt(A)10115 54314957 54315071 ATTTTCTTTTCCACTTAATTTTCG TAAATGCCAGTTTGCCCTTC 259

Ai03B16793 Araip.B03 16793 c (A)10ctagaaaaaaaaccgg(A)1036 54320263 54320298 ATTACGGCTCGCCTTTAGGT TAAATGACGCTATCCCGAGG 176

Ai03B16800 Araip.B03 16800 c (A)13ct(A)10 25 54326112 54326136 ATTACGCCTCGCCTTTAGGT TAAATGACGCTATCCCGAGG 165

Ai03B16801 Araip.B03 16801 c (A)10cgaagaagcctgccgaagataaggccattatgacttgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgacggtcagcacaacgt(A)10114 54326854 54326967 AGAACGAGGGTCAGCACAAT GGACACTTAAAGTCGAGCCG 220

Ai03B16803 Araip.B03 16803 c (A)10ccgaaggagcctgccgaagatgaggcctttacgactcgcctttaggtatcctcctcgggatagcgtcatttaaagaatgcaggtcggcagatagt(A)10115 54327480 54327594 GGATTTGATGTATAAGGAACAGGAA ACGCACTTGGTCTCGACTCT 266

Ai03B16809 Araip.B03 16809 c (A)11cggaggagccggcgaagatgaggccattacggctcgcgtttaggtgtcctcctcaggatagcgtcatttaaagaacgagggtcagcacaatgt(A)11115 54330530 54330644 TCCTCGGGATAACGTCATTT TTTCATGTTGTGCTGACCGT 279

Ai03B16810 Araip.B03 16810 c (A)10cggaggagccggccgaagatgaggccattacggctcgcctttagatgtcctcctcaggatagcgtcatttaaagaacaagggtcagcacaacat(A)10114 54330877 54330990 GGCTCGCCTTTAAGTGTCCT GTTCTGCCAACCTGCATTCT 275

Ai03B16818 Araip.B03 16818 c (A)12cggaggagcctgccgaagatgaggctattacggctcgcctttaggggtcctcctccggatagcgtcatttaaagaacaacggtcagcacaacgt(A)11117 54332056 54332172 CATTTAAAGAACGAGGGGCA TAAATGACGCTATCCGGAGG 231

Ai03B16830 Araip.B03 16830 c (A)10cggaagagcctgccggagatgaggccattacgactcccctttaagtgtcctcctcgggatagcgtcatttaaagaacgagggtcatcacaacgt(A)13117 54336286 54336402 TGTTTAGGTGTCCTCCTCGG GCTGTAATGGCCTCATCTCC 230

Ai03B16832 Araip.B03 16832 c (A)10ccggaaaaaaaaccgg(A)1036 54339311 54339346 GAGGAACCTGCTGAAGATGC ACCTAAAGGCGAGCCGTAAT 279

Ai03B16856 Araip.B03 16856 c (A)11cag(A)11 25 54344372 54344396 GGCCATTACAGCTCACGTTT TTAATGACGCTATCCCGAGG 179

Ai03B16860 Araip.B03 16860 c (A)15c(A)12cagaggagcctgccgaagatgaggccattacggcttgcctttaggtgtccccctcaggatagcgtcatttaaagaacgaggttcagcacaacat(A)10132 54346677 54346808 CCAGCATAAAATCAGCAGCA CTCTGCGTCGAAGGTTAGTG 198

Ai03B16865 Araip.B03 16865 c (A)13ct(A)11cagaggagcctgccgaagatgaggccattacggcttgcctttaggtgtcctcctcaggatagcgtcatttaaagaacgaggttcagcacaacat(A)10130 54348827 54348956 TATGGCTCGCCTTTAGGTGT CATAAAGGCCTCATCTTCGG 253

Ai03B16870 Araip.B03 16870 c (A)12ct(A)10 24 54350939 54350962 TCCTCAGGAGAGCGTCATTT TTGCTCAATCCTTCAATCCC 196

Ai03B16875 Araip.B03 16875 c (A)11ccagaggagcctatcaaagatggggccattacggctcgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)10116 54357122 54357237 GCTCGGGATAGCGTCATTTA GTAATGGCGTCATCTTCGG 225

Ai03B16880 Araip.B03 16880 c (A)10ggaggagcctgccgaagatgaggcctttatggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagatcgatggtcagcacaacgt(A)10113 54358380 54358492 AAGGAGTCTGCCGAAGATGA TTAAAGGCAAGCCGTAATGG 271

Ai03B16881 Araip.B03 16881 c (A)10ggaggagcctgccgaagatgaggcctttatggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagatcgatggtcagcacaacgt(A)10113 54358619 54358731 AGTGTCCTCCTCGGGATAGC TTAAAGGCAAGCCGTAATGG 240

Ai03B16883 Araip.B03 16883 c (A)10ggaggagcctgccgaagatgaggccattacggattgcctttaggtgtcttcctcgggatagcgtcatttaaagaacgatggtcagcacaacgt(A)11114 54358981 54359094 TGTCCTCCTCAGGATAGCGT TAAAGGCGAAACGTAATGGC 238

Ai03B16887 Araip.B03 16887 c (A)15ctaaaacaaaaaccag(A)1041 54360109 54360149 GCTCGCCTTTATGTGTCCTC CGTTGTGTTGACCATCGTTC 197

Ai03B16898 Araip.B03 16898 c (A)10c(A)10 21 54423161 54423181 TCCTTGGGATAGCGTCATTT CCTCATCTTCAGCAGGCTTC 232

Ai03B16899 Araip.B03 16899 c (A)11catagaagcctgctgaagatgaggcaataacgactcacctttaggtgtcctcatcaggatagcgtcatttaaagaacgagggtaagcacaacgtt(A)11cccg(A)10131 54423299 54423429 GAACGAGGGTCAGCATAACG TAAATGACGCTATCCCGAGG 245

Ai03B16908 Araip.B03 16908 c (A)11cggaggggcctgccgaagatgaggccattacggctcacctttaggtgtcctcctcgggacgtcatttaaagaacgagggtcagcacaacgt(A)11113 54428326 54428438 GCCATTACGGCTCTCCATTA ATGTCCTCATCTTTGGCAGG 212

Ai03B16910 Araip.B03 16910 c (A)10c(A)10 21 54428782 54428802 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 126
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Ai03B16911 Araip.B03 16911 c (A)11cataggagcctgctgaagatgaggcgattacgactcacctttaggtgtcctccccaggatagcgtcatttaaagaacgagggtaagcacaacgtt(A)10116 54428921 54429036 GAACGAGGGTCAGCATAACG TAAATGACGCTATCCCGAGG 244

Ai03B16915 Araip.B03 16915 c (A)10c(A)12 23 54429740 54429762 TGTCCTCCTCGAGTTAGCGT AGCCGTAATGGCCTCTTTTT 237

Ai03B16922 Araip.B03 16922 c (A)10ccggaggagcctgccgaagatgaggtcaatacggctcgccttttggtgtcctcctcgagatagcgtcatttaaagaacgagtgtcagcacaacgt(A)15120 54450673 54450792 ATTACGGCTCGCCTTTAGGT CGTAATGGCCTCATCTTTGG 256

Ai03B16929 Araip.B03 16929 c (A)12cataggagcctgctgaagatgaggcgattacggctcacctttaggtgtcctcctcaggatagcatcatttaaagaacgagggtaagcacaacgtt(A)11118 54452668 54452785 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 241

Ai03B16934 Araip.B03 16934 c (A)12gacggaggagcctgcaaaagatgaggccgttacggctcgcttttaggtgtcctcctcgggatagcatcatttaaagaacgagggtcagcacaactt(A)10118 54463461 54463578 ATTACGGCTCGCCTTTAGGT CGGAATGGCCTCATCTTTAG 250

Ai03B16935 Araip.B03 16935 c (A)10ccag(A)10tcggaggagcttgccgaagatgaggccattacagctcgcctttaggtgtcctcctcaggatagcatcatttaaagaacgagggttagcacaacat(A)10ggaaaaaactg(A)10150 54463693 54463842 AGGTGTCCTCCTCGGGATAG ACCTAAAGGCGAGCCGTAAT 248

Ai03B16942 Araip.B03 16942 c (A)11cggg(A)10 25 54468386 54468410 CCTCGGGATAGCGTCATTTA AATGGCCTCATATTTGGCAG 221

Ai03B16943 Araip.B03 16943 c (A)10ggaaaaaacc(A)1030 54468619 54468648 CCTCGGGATAGCGTCATTTA ATTCGTTATGCTGACCCTCG 195

Ai03B16944 Araip.B03 16944 c (A)12ggaaaaaatcgg(A)1135 54469124 54469158 AGGTATCCCCCTTGGCATAG ACCTAAAGGCGAGCCGTAAT 134

Ai03B16945 Araip.B03 16945 c (A)10cggaggagcctgccgaagatgaggccattacggctcgcctttaggtgtcctcttcgggatagcgtcatttaaagaacgaggggcagcacaacgt(A)10114 54469266 54469379 AGAACGAGGGTCAGCACAAT TAAATGACGCTATCCCGAGG 235

Ai03B16956 Araip.B03 16956 c (A)10ccgggaggagcctgccgaaaatgaggccattaaggctcgcctataggtgtcttcctcgggatagcatcacttaaagaacgagggtcagctaaacgtaag(A)10119 54479803 54479921 TGTCCTACTCGGGATAGCGT CGAGGGGGATACCTAAAGGA 242

Ai03B16958 Araip.B03 16958 c (A)10gaggagcctgctgaagatgaggccattacggctctcctttaggtatcctcctcgggatagcgtcatgtaaagaacgagggtcagcacagcgt(A)11113 54480905 54481017 AAGAACGAGGGTCAGCAAAA TAAATGACGCTATCCCGAGG 232

Ai03B16961 Araip.B03 16961 c (A)11ccggaggaggctgccgaagatgaggccattacggcttccctttaggtgtcctccttgggatagcgtcatttaaagaacgagggtcagaacaacgt(A)10116 54481819 54481934 GTCATTTAAAGACGGCTCGC CGCTAACTCGAGGAGGACAC 257

Ai03B16970 Araip.B03 16970 c (A)10cagaggagcctgccgaagattaggccattacggctcgcctttaggtttcctcctcgggatggcgtcatttaatgaacgagggtcagcacaatgt(A)10114 54491131 54491244 GGGATAGCGCCATGTAAAGA CCGTAATGGCCTAATCTTCG 186

Ai03B16981 Araip.B03 16981 p3 (TCT)5 15 54505195 54505209 CCTCAAGATCTGGGACCTCA TTAGAATGTTGCTCGCCCTC 275

Ai03B16982 Araip.B03 16982 p3 (AAG)5 15 54529950 54529964 GCTTTTGTCTTCCCTTTCCC CTTAACCCCTCTCCCTCCAC 269

Ai03B16983 Araip.B03 16983 p2 (AT)9 18 54542283 54542300 ACTTGGGACAATGGTTGAGG TTTCACATACTCATGGGGCA 226

Ai03B16984 Araip.B03 16984 p2 (AT)8 16 54545250 54545265 TTGTAATGGGGCCAAGGTAA AGCCTTAAGCGGAAAAACAA 271

Ai03B16985 Araip.B03 16985 p4 (AAAT)5 20 54564936 54564955 TCATTCAAATGGGAGGGTGT TGTCCCCTTTCATTGCTTTC 212

Ai03B16987 Araip.B03 16987 p3 (CTT)6 18 54571409 54571426 CACACATCCCTCCATCTCCT CGGTCTTAGGTGCCATCAAT 148

Ai03B16989 Araip.B03 16989 p2 (CT)6 12 54579358 54579369 TCTTGTTGCTCTTGGGCTTT GGTAAAAGGAAGCAGAGGGG 262

Ai03B16990 Araip.B03 16990 p2 (GC)6 12 54586321 54586332 AAGCATTTTCGACCATCCAC ACATGTACCAGGAAGGCAGG 245

Ai03B16991 Araip.B03 16991 p2 (AT)6 12 54598333 54598344 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 189

Ai03B16994 Araip.B03 16994 p2 (AT)12 24 54609893 54609916 TGCACCATGTATCATTTGGG GGCAGTTTTGTCCCCTTTTA 277

Ai03B16996 Araip.B03 16996 p2 (GC)6 12 54640650 54640661 AGTCATGCCCACTTTATGCC GATGTCAAATTGCACCATCG 137

Ai03B16998 Araip.B03 16998 p2 (AG)6 12 54667442 54667453 GTTCCAAGCCCGAAAACATA ACCAAACACTTGGAAGGCAC 191

Ai03B16999 Araip.B03 16999 c (T)10ctttttctaattttttttcttttg(AT)850 54672459 54672508 ACTTTGGGGAATTTTGTCCC TTGGTTGGGAAAAGGTGTGT 224

Ai03B17000 Araip.B03 17000 p3 (GTT)5 15 54680673 54680687 TGGTATGGAGGGCTTTGTTC AGGATAATACCTTGGCGGCT 238

Ai03B17002 Araip.B03 17002 p3 (AGA)6 18 54692402 54692419 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 125

Ai03B17003 Araip.B03 17003 p3 (AAT)5 15 54694102 54694116 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 204

Ai03B17004 Araip.B03 17004 c (T)11gaaaaatgttagtagtttttcgaaaattaagatctaaaaattaaaataatagttaattaaaaagaaattttgaaaaagaaggaagggattttcgaaaat(GA)6122 54694329 54694450 TGAGGAGGGTTGAGATGTGA TTGTTTCTTATCTTTTTCAAAACTACC 277

Ai03B17006 Araip.B03 17006 p3 (TCT)7 21 54700789 54700809 GGTCTGTAGACCCCACAGGA TTAGAATGTTGCTCGCCCTC 242

Ai03B17007 Araip.B03 17007 p2 (GA)7 14 54705723 54705736 AAGATGAGAGAGAAGGAATTTTCG TGCATGCATTCACTGTTTTG 272

Ai03B17010 Araip.B03 17010 p2 (CT)6 12 54714358 54714369 TTTCTTAACTTTTTCAAAACCACC TGAGGAGGGTTGAGATGTGA 268
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Ai03B17011 Araip.B03 17011 p3 (TAT)7 21 54714686 54714706 TCACATCTCAACCCTCCTCA TTCTTGTCCTTGCTCCTGCT 177

Ai03B17013 Araip.B03 17013 p3 (AAT)9 27 54725850 54725876 TTATTTTCGGCTGCCATCTC CATTCTTTGTCTCCCCCTCTT 270

Ai03B17014 Araip.B03 17014 p2 (GA)6 12 54726193 54726204 GAAATTTTGAAAAAGGGGGAA CCCAGTGCACTTGTTGGTTA 221

Ai03B17015 Araip.B03 17015 p3 (AAT)5 15 54733927 54733941 TTCTTGTCCTTGCTCCTGCT TTTCGAAAATATCTTCCCCC 179

Ai03B17016 Araip.B03 17016 p2 (GA)6 12 54734061 54734072 TTCTTGTCCTTGCTCCTGCT CTTTTTGTTTGTTTCTTAACTTTTTCA 236

Ai03B17017 Araip.B03 17017 c (T)10aaaaaaaattttgaaaaagtcaaatcttattttcgaatttatgagagagaaaaagggaaagata(T)1387 54734589 54734675 TTGAAAATTTGATGACTCATAAGAAAC TGCATGCATTCATTGTTTTG 205

Ai03B17018 Araip.B03 17018 p3 (AGA)5 15 54736820 54736834 TGTCTTCCCTTCCCCTCTTT ACCCCACAGGATCATCTCAG 279

Ai03B17020 Araip.B03 17020 c (A)10caaaaaaagctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaaagaagaaagaat(AGA)7102 54741184 54741285 ACCCTTGATGGAAGCTTTTG CACATCCATCCATCTCCTCC 202

Ai03B17021 Araip.B03 17021 p3 (AAT)5 15 54742164 54742178 AAGCTTGCTCATTGCTCCTG TCGAAAATTCTCCCTCTCCC 236

Ai03B17022 Araip.B03 17022 p2 (AG)7 14 54742499 54742512 CAGAATAAGATGGGAGAGGGA CTTCTTATCTTTTCAAAATTTGTTTCA 275

Ai03B17024 Araip.B03 17024 p3 (AAT)8 24 54745558 54745581 TTCTTGTCCTTGCTCCTGCT CACATCTCTGCTCTCCTCACA 182

Ai03B17026 Araip.B03 17026 p2 (CT)6 12 54748063 54748074 CTTTTTGTTTGTTTCTTAACTTTTTCA CAAGAACTCCCTTCTTCATAGGC 279

Ai03B17027 Araip.B03 17027 p3 (TGT)5 15 54756149 54756163 CTGCTGCCTGTTGTTGTTGT CGCAGCTCCAGTAGGAAGAC 203

Ai03B17029 Araip.B03 17029 p2 (GA)8 16 54775453 54775468 GCAAGCAACTACTATCATGCAA AAAGATACCCCGGATTCCAC 240

Ai03B17032 Araip.B03 17032 p2 (AT)6 12 54810150 54810161 ACTTTGGGGCATTTTTGTCC TGTTTTTGTTGAAAATCATGGG 273

Ai03B17036 Araip.B03 17036 p2 (AT)6 12 54837340 54837351 CTTGGGACATTGGTTGAGGT CTTTGGGGAATTTTTGTCCC 223

Ai03B17041 Araip.B03 17041 c (AT)9ac(A)10 30 54856401 54856430 TTGGGAGAGTTGGGAACATT CCCCTTCTTATTGCTTTCCC 227

Ai03B17042 Araip.B03 17042 p2 (TA)7 14 54866966 54866979 GGAGAGTTGGAAACATTGGG TATTGAACCTTGCTTTGGGG 216

Ai03B17044 Araip.B03 17044 p2 (AT)6 12 54880572 54880583 GCCAAGGTATGGGTAAGGGT GGGGACAAAATTACCCCAAT 237

Ai03B17051 Araip.B03 17051 c (T)10c(T)11 22 54898084 54898105 TGAGGAGGACACCTAAACGC CCTCGGGATAGCGTCATTTA 251

Ai03B17056 Araip.B03 17056 c (T)12actttgtgcaaaaggcgagccgtaatggtctcatcttcggcaagtctcctccg(T)1075 54902203 54902277 TAATTGACGCTATCCCGAGG CAAGGGTCAGCACAACGTAA 200

Ai03B17058 Araip.B03 17058 c (T)10cag(T)11 24 54902641 54902664 CGCGAGGAGGACAACTAAAG CATTTAAAGAACGAGGGGCA 242

Ai03B17061 Araip.B03 17061 c (T)11acgttgtgctgacccttgttctttaaatgacgttatcccgaggaggacaactaaaggcgagacgtaatggcctcatcttcggcaggctcctttgg(T)10116 54903373 54903488 TAAATGACGCTATCCCGAGG AGAACGAGGGTCAGCACAAC 243

Ai03B17063 Araip.B03 17063 c (T)11acgttgtgctgaccctcgttctttaaatgacgttatcccgaggaggacaactaaaggcgagacgtaatggcttcatcttcggcaggctcctttgg(T)10116 54903976 54904091 GTGAACCGTTATGCCCTCAT GAGGAGACTTGCCGAAGATG 279

Ai03B17067 Araip.B03 17067 c (T)10acattgtgctgatcctcgttcattaaatgatgctatcccgaggaggacacctgaaggcgtgccgtaatggcctcatcttcggcaagctcctccgg(T)10accggg(T)11132 54904964 54905095 TAAAGGCGAGTCGTAATGGC CCTCGGGATAGCGTCATTTA 238

Ai03B17068 Araip.B03 17068 c (T)11acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaagacacctaagggcgagccgtaatggcctcatcttcggcaggctcctccga(T)10116 54905214 54905329 AATAGCCTCATCTTCGGCAG ATTACGGCTCGCCTTTAGGT 251

Ai03B17075 Araip.B03 17075 c (T)10cc(T)10acattgtgctgaccctcgttcttcaaatgacgctatcgcgaggaggacaactaaaggcgagccgtaatgatctcatcttcggcaggctcctccga(T)11128 54909046 54909173 GGAGGACAGCTAAATGCGAG TCATTTAAAGAACGCGGGTC 224

Ai03B17077 Araip.B03 17077 c (T)10cc(T)10acattgggctgaccctcgttctttaaatgacgctatcccgaggaggacccctaaatgcgagccgttatgccctcatcttctactggctctttcg(T)10cc(T)10138 54909525 54909662 TAAATGACGCTATCCCGAGG TACGGCTCGCCTTTAGTTGT 275

Ai03B17089 Araip.B03 17089 c (T)10acgttgtgctgactcttgttctttaaatgacgctatcccgaggaggacacttaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 54920481 54920595 ACGTTGTCTGACCCTCGTTC CCTCGGGATAGCGTCATTTA 275

Ai03B17095 Araip.B03 17095 c (T)10gtacgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatcgccttatctttagcaggctcctccg(T)10116 54924464 54924579 TGCTATCCCAAGGAGGACAC ATTACGGCTCGCCTTTAGGT 263

Ai03B17099 Araip.B03 17099 c (T)10g(T)10 21 54943370 54943390 CTAAAGGCGACCCGTAATCA AAGAACGAGGGTCAGAGCAA 203

Ai03B17122 Araip.B03 17122 c (T)13acgttgtgctgaccctcgttctttaaatgatgctatcccgagtaggacacctaaaggagagctgtaatcgcctcatcttcggcaagctcctccgg(T)10118 54968180 54968297 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 219

Ai03B17123 Araip.B03 17123 c (T)10gggttttttttcc(T)1033 54968405 54968437 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTCTAGGT 173

Ai03B17129 Araip.B03 17129 c (T)10cggttttttcc(T)10atacgttatgctgaccctcgttttttaaatgacgcaatcccgaggaagacacctaaaggcgagccgcaatggcctaatcttcggcatgctcctctg(T)10137 54969740 54969876 ACCTAAAGGCCAGCCGTAAT GCCTCTAGGTGTCCTGCTCA 255
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Ai03B17133 Araip.B03 17133 c (T)12gg(T)14 28 54971170 54971197 TAAATGACGCTATCCCGAGG GCCATTACGGCTCACCTTTA 170

Ai03B17139 Araip.B03 17139 p2 (CT)6 12 54997606 54997617 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTGGATGGGAGAGGAGATG 212

Ai03B17140 Araip.B03 17140 c (CT)6ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccctccatctcctccatac(CTT)6104 55000582 55000685 GAATTGTATGCAAGGGCGTT CCCTCGAGCAAAAGAAGAAA 267

Ai03B17144 Araip.B03 17144 c (T)10acattgttctgaccctcgttctttaaatgacactatcccgaggaagacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccg(T)14118 55007460 55007577 TGCCTGAGATCACACTTTCG ATTACGGCTCGCCTTTAGGT 257

Ai03B17151 Araip.B03 17151 c (T)10ggtttttttccgg(T)1235 55010477 55010511 ACCTAAAGGCGAGCCGTAGT CCTCCGGATAGCGTCATTTA 125

Ai03B17158 Araip.B03 17158 c (T)10acgttgtgctgaccctcgttctttaaatgacactatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctctcccgg(T)10115 55012344 55012458 TAAAGGCGAGCTGTAATGGC GAGGGTCAGCACAACGTAAAA 200

Ai03B17162 Araip.B03 17162 c (T)10gtacgttgtgttgacccttgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatcgactcatcttcagcaggctcctccg(T)10116 55014996 55015111 CATAATGGCCTCATCTTCGG ATTACGGCTCGCCTTTAGGT 232

Ai03B17172 Araip.B03 17172 p3 (AAT)5 15 55036511 55036525 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 203

Ai03B17173 Araip.B03 17173 p2 (AG)6 12 55036844 55036855 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGATTTCTTATGAATCAAGTC 264

Ai03B17177 Araip.B03 17177 c (T)10acgttgtgctgtccctcgttctttaaatgacgctatcccgaggaatacacctaaaggcgagccgtcatcgcctcatcttcagtaggctcctccg(T)10acgttgagctgaccctcgttctttaaatgatgctataccgaggaggacacctaaaggcgagccctaatggccacatcttcgccaagctcctccg(T)11219 55041218 55041436 AGCAGGCTCCTCCCATTTT GAGGGTCAGCACAACGTAAA 276

Ai03B17178 Araip.B03 17178 c (T)10acgttgtgctgtccctcgttctttaaatgacgctatcccgaggaatacacctaaaggctagccgtcatcgcctcatcttcagtaggctcctccg(T)10114 55042766 55042879 ACCTAAAGGCGAGCCGTAAT AAGAACGAGGGTCAGCTCAA 197

Ai03B17179 Araip.B03 17179 c (T)10acgttgagctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatctttggcaagctcgttcgg(T)10115 55043475 55043589 CTATAGGCGAGCCGTAATCG TCCTTCGGATAGCGTCATTT 215

Ai03B17180 Araip.B03 17180 c (T)10acgttgagctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatctttggcaagctcgttcgg(T)10115 55043827 55043941 CTATAGGCGAGCCGTAATCG TCCTTCGGATAGCGTCATTT 215

Ai03B17181 Araip.B03 17181 c (T)10acgttgagctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatctttggcaagctcgttcgg(T)10115 55044179 55044293 CTATAGGCGAGCCGTAATCG TCCTTCGGATAGCGTCATTT 215

Ai03B17182 Araip.B03 17182 c (T)10acgttgagctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatctttggcaagctcgttcgg(T)10115 55044531 55044645 CTATAGGCGAGCCGTAATCG TCCTTCGGATAGCGTCATTT 215

Ai03B17183 Araip.B03 17183 c (T)10acgttgagctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatctttggcaagctcgttcgg(T)10115 55044883 55044997 CTATAGGCGAGCCGTAATCG TCCTTCGGATAGCGTCATTT 215

Ai03B17184 Araip.B03 17184 c (T)10acgttgagctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatctttggcaagctcgttcgg(T)10115 55045235 55045349 CTATAGGCGAGCCGTAATCG CTTTAGGTGTCGTCCTTCGG 227

Ai03B17186 Araip.B03 17186 c (A)11tttcaaaaatattttcaaaaatctctcatctgttttcg(A)1160 55048839 55048898 AGTTTGGACAACTGACGGCT AATTGCAAGCCTCAGTCCAA 264

Ai03B17190 Araip.B03 17190 c (T)10ccgggtttttttcagg(T)1036 55051791 55051826 GAAATGCTCTCATCTTCGGC CCTCGGGATAGCGTCATTTA 228

Ai03B17196 Araip.B03 17196 c (T)11gggtttttttccgg(T)1237 55065587 55065623 ACCTAAAGGCGAGCCGTAAT GCGTCATTTAAAGAGCGAGG 117

Ai03B17205 Araip.B03 17205 c (T)10acgttgtgctgacctttgttctttaaatgacgctatcccgaggaggacacctaaaggtaagccgtaatcgtctcatcttcagcaggctcctccg(T)11acgttgtgctaaccctgattctttaaacgatgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcgtcaagttcctccgg(T)10cc(T)11233 55071241 55071473 CAGGCTCCTCTGGGTTTTT GAACGAGGGTGAGAACAACG 279

Ai03B17209 Araip.B03 17209 c (T)11acgttgtgctaaccctcgttctttaaacaatgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatattcgtcaagttcctccgg(T)13119 55076669 55076787 ACCTAAAGGCGAGCCGTAAT CCTCCGGATAGCGTCATTTA 232

Ai03B17221 Araip.B03 17221 c (T)12ggttttttctgg(T)1034 55084049 55084082 ACCTAAAGCCGAGCCGTAAT CCACCTCGGAATAGCATCAT 240

Ai03B17227 Araip.B03 17227 c (T)10acgttgtgctgaccctcgttctttaaatgatgctagcccgaggacacctaaaggcgagctgtaatcgcctcatcttcggcgagctcatccgg(T)12114 55086106 55086219 GGAGGACTCCTAAAGGCGAG CTAGAGGAGCCTGCCAAAGA 276

Ai03B17231 Araip.B03 17231 c (T)10acgttgtggtgacccttgttctttaaatgagactatcccaaggagaacacctaaaggcgagccgtaatggcgtcatcttcgacaggctcctccgg(T)10115 55087405 55087519 GCTCAGGCTCCTCCATTTTT ATTACCGCTCGCCTTTAGGT 231

Ai03B17233 Araip.B03 17233 c (T)10gtacgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagacgtaatcgactcatcttcatcagggctcctccg(T)10117 55087767 55087883 TAAATGACGCTATCCCGAGG CCATTATGGCTCGCCTTTAG 275

Ai03B17234 Araip.B03 17234 c (T)10acgttgttctcactctcgttccttaaatgacgcaatcccaagcaggacacctaaaggcaagccgtaatggcctcatcttcagcaggcacctcca(T)10114 55088000 55088113 GACGTTATCCCGAGGAGGAT GAACGAGGGTCAGAAAAACG 235

Ai03B17241 Araip.B03 17241 c (T)10acattgtgctgacccttgttctttaaatgacactatcccgaggagaacaccaaaaggcaagccgtaatgccgtcatcttcggcaagttcctctg(T)11115 55091609 55091723 ACCTAAAGCCGAGCCGTAAT GGTCAGCACAACGTGAAAAA 208

Ai03B17242 Araip.B03 17242 c (T)10acgttgtgttgaccctcgttctttagatgatgctatctcgaggatgacacctaaaggcgagccgtaagcgcctcatcttcgtcaggttcctccgg(T)10cg(T)10127 55092101 55092227 ACCTAAAGGCGAGCCGTATT CCTCGGGATAGCGTCATTTA 239

Ai03B17243 Araip.B03 17243 c (T)10atacgttatgctgacccttgttctttaaatgacgctatcctgaggaggatacctaaagacgagccgtgatggcctcatcttcagcaggctcctca(T)10115 55092461 55092575 GCGAGATGTAATCGACCCAT TATGGCTCGCCTTTAGGTGT 258

Ai03B17244 Araip.B03 17244 c (T)10cggcc(T)10acgttgtgctgaccctcgttttataaatgatgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatcttgggcaggctcctcc(T)12130 55092807 55092936 ACCCAAAGGAGAGCCGTAAT GAGGAACCTGCCAAAGATGA 280

Ai03B17248 Araip.B03 17248 c (T)11cggtttttttttccg(T)1036 55095142 55095177 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17249 Araip.B03 17249 c (T)11cggtttttttttccg(T)1036 55096889 55096924 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17250 Araip.B03 17250 c (T)11cggtttttttttccg(T)1036 55097701 55097736 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228
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Ai03B17251 Araip.B03 17251 c (T)11cggtttttttttccg(T)1036 55098513 55098548 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17252 Araip.B03 17252 c (T)11cggtttttttttccg(T)1036 55099325 55099360 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17253 Araip.B03 17253 c (T)11cggtttttttttccg(T)1036 55100137 55100172 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17254 Araip.B03 17254 c (T)11cggtttttttttccg(T)1036 55100949 55100984 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17255 Araip.B03 17255 c (T)11cggtttttttttccg(T)1036 55101761 55101796 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17256 Araip.B03 17256 c (T)11cggtttttttttccg(T)1036 55102573 55102608 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17257 Araip.B03 17257 c (T)11cggtttttttttccg(T)1036 55103385 55103420 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17258 Araip.B03 17258 c (T)11cggtttttttttccg(T)1036 55104197 55104232 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17261 Araip.B03 17261 c (T)10cggtttttttttccg(T)1035 55105239 55105273 AATGATGCTATCCCGAGGTG AAGAACGAGGGTCAGAGCAA 228

Ai03B17270 Araip.B03 17270 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacatctaaaggtgagccgtaatggcctcatcttcggcaggttcctcctg(T)11116 55109760 55109875 ACCTAAAGGCGAGCCGTAAT CAAGGGTCAGCACAACGTAA 201

Ai03B17279 Araip.B03 17279 c (T)10gtatgttgtgttgaccctcgttttttaaatgacgttatcccgaggaggacacctaaaggtgagacgtaatcgactcatcttcagcaggctcctccg(T)11117 55114573 55114689 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 267

Ai03B17287 Araip.B03 17287 c (T)10cggtttttttcctttttttttatattgtgctgaccctcgttctataaatgacgctatcccgaggaggacacctggg(T)1096 55117795 55117890 AATGATGCTATCCCGAGGTG ATTACGGCTCGCCTTTAGGT 235

Ai03B17290 Araip.B03 17290 c (T)10g(T)11 22 55119920 55119941 GCATATTCAGCAGGCTCCTC CCTCGGGATAGCGTCATTTA 225

Ai03B17291 Araip.B03 17291 c (T)10g(T)11 22 55120173 55120194 CCCGAGGAAGATCCCTAAAG CCTCGGGATAGCGTCATTTA 137

Ai03B17295 Araip.B03 17295 c (T)10acgttgttctgaccctcgttctttaaatgacgctatcccgaggaggatacctaaaggcgagccgtaatggcctcatcttcagcatgcgcttcca(T)10114 55121774 55121887 ACCTAAAGGCGAGCCGTAAT CCTCGGGGTAGCATCATTTA 237

Ai03B17297 Araip.B03 17297 c (T)10gcgg(T)10 24 55122380 55122403 TTAAGGCGAGTCGTAATGGC CCTCGGGATAGCGTCATTTA 111

Ai03B17298 Araip.B03 17298 c (T)10acgttgtgctgaccttcgttctttaaatgacgctttcccgaggaggacacctaaaggcgagtcgtaatggcctcatattcggcatgctcctccgg(T)12117 55123506 55123622 GCAAGTCGTAATGGCCTCAT CCTCGGGATAGCGTCATTTA 213

Ai03B17307 Araip.B03 17307 c (TTATT)5ttaatttcggttttc(A)1050 55130745 55130794 TTTCGAAAATCCTTACCCCT CCATGATGGAGAAAGGGAGA 190

Ai03B17308 Araip.B03 17308 c (T)10atgttgtgctgaccctcgttctttaaatgatgctatcccgatgtggacaactaaaggcgagccgtaacggtctcatcttcagcaagctcctccag(T)10115 55131665 55131779 ACCTAAAGGCGAGCCGTAAT CCTCCTCGAGATAGCGTCAG 219

Ai03B17312 Araip.B03 17312 c (T)11ctggga(T)10 27 55132705 55132731 ACCTAAAGGCCAGCCGTAAT AAGAAGGAGGGTCAGCACAA 214

Ai03B17313 Araip.B03 17313 c (T)10g(T)10 21 55133198 55133218 CGCTATCCTGAGGAGGACAC ATTACGGCTCGCCTTTAGGT 272

Ai03B17357 Araip.B03 17357 c (T)10ccg(T)10 23 55139184 55139206 CGCTATCCTGAGGAGGACAC ATTACGGCTCGCCTTTAGGT 270

Ai03B17370 Araip.B03 17370 c (T)10acgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggtgagtcgtaatggcgtcatcttcggcaggttcctccga(T)10ggttttttttccg(T)10138 55142772 55142909 ACCTAAAGGCGAGCCGTAAT AGAACGAGGGTCAGCACAAC 227

Ai03B17382 Araip.B03 17382 p2 (CA)6 12 55159696 55159707 TGTTCTGCCACTCTTTGGC TGGAGATTCAAATCTTGGCAC 276

Ai03B17386 Araip.B03 17386 c (T)10gtacgttgtgctgaccctcgttctttaaatgatgctatcccgatgaggacatctaaaggcgagccgaaatggcctcatcttcggcaggctcctccgg(T)10117 55162932 55163048 TGTGCTGACCCTCATTCAAA GTGTCCTCCTTGGGATAGCA 258

Ai03B17388 Araip.B03 17388 c (T)11acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacaccttaaggcgagccgtaatgacctcatcttcggcaggctcctccg(T)10115 55164014 55164128 TGTACGTTGTGCTGACCCTC GGAACGCGTCATTTAAGGAA 276

Ai03B17400 Araip.B03 17400 c (T)10attttttta(T)10 29 55167255 55167283 TAAAGGCGAGTCGTAATGGC CGAAGGTCAGCACAACGTAA 255

Ai03B17401 Araip.B03 17401 c (T)10a(T)10 21 55167543 55167563 TTACGTTGTGCTGACCTTCG ATTACGGCTCGCCTTTAGGT 216

Ai03B17402 Araip.B03 17402 c (T)10attttttta(T)10 29 55168685 55168713 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 149

Ai03B17427 Araip.B03 17427 c (T)10attttacgttctactgacaacctaaacgcgagccgtaaaggcctcatcttcggcaggctcctccgg(T)10attttacgttctactgacaacctaaacgcgagccgtaaaggcctcatcttcggcaggctcctccgg(T)10162 55178462 55178623 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCAGGTTAGCGT 266

Ai03B17428 Araip.B03 17428 c (T)10aacgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggcaagtcgtaatggcctcatcttcggcaggctccttcga(T)10116 55178959 55179074 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCAGGATAGCGT 238

Ai03B17436 Araip.B03 17436 c (T)10gcgg(T)10 24 55181167 55181190 TCTGCTGACCCTCGTTCTTT CCTCGGGATAGCGTCATTTA 278

Ai03B17456 Araip.B03 17456 c (T)11acgttgtgctgaccctcgttctttaaattacgctatctcgaggaggacacctaaaggtgagccgtaatcgcctcatcttcagcaggctgctccg(T)11116 55185450 55185565 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 267

Ai03B17459 Araip.B03 17459 c (T)10ccgttttttttcctttttttc(T)12acgttgtgctgaccctcgttctttaaatgacgctatcctgaggaggacagctaaaggcgagccgtaatggcctcatctacggcaggctcctccg(T)10147 55186370 55186516 TAAATGACGCTATCCCGAGG GAGTGCCAGCACAACGTAAA 248
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Ai03B17461 Araip.B03 17461 c (T)10acattgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccataatgcctcatcttcggcatgctcttccgg(T)10114 55188688 55188801 GGTGACCCGTACTAGCCTCA TGATGTCCTCCTCGGGATAG 218

Ai03B17466 Araip.B03 17466 c (T)13acgttgtgctgatcctcgttctttaaattacactatcccgaggaggacacctaaaggtgagctgtaatcgcctcatcttcagcaggctgctccg(T)13120 55191494 55191613 TAAAGGCGAGTCGTAATGGC AGGTGTCCTCCTCGGGATAG 232

Ai03B17468 Araip.B03 17468 c (T)10acgttctgctaaccctcgttctttaaatgacgctatcccgaggaggacatcaaaaggcaagccgtaatggccttatcttcggcaggttcctccg(T)10114 55192061 55192174 CGTAATGCCTCATCTTCGGT ATTACGGCTCGCCTTTAGGT 244

Ai03B17477 Araip.B03 17477 c (T)10ccgtttttc(T)1231 55194321 55194351 CGTTGAGCTGACCCTCTTTC CCTCGGGATAGCGTCATTTA 167

Ai03B17482 Araip.B03 17482 c (T)10acgttgtgctgaccctcgctctttaaatgacgctatcccgaggagaacacctaaaggcaagccgtaatggcctcatcttcggcaggttcctccg(T)10ccttttttttc(T)12137 55195869 55196005 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 245

Ai03B17488 Araip.B03 17488 c (T)10acattgtgctgcccctcgttctttaaatgacgctatcctgaggaggacacctaaaggcgagccgtaatcgcctcatcctcagcgggcacctcca(T)10114 55197327 55197440 CGTAATGGCCTCATCTTTGG CCTCGGGATAGCGTCATTTA 223

Ai03B17498 Araip.B03 17498 c (T)15acgttgttctgactctcgttctttgaatgacgctatccagtttttttc(T)10acgttgttctgaccctcgttctttaaatgacgctatatcgaggaggacacctaaaggcgagccgtaacggcctcatcttcggcaggctcctccg(T)10177 55203213 55203389 ATCCCGAGGAGGAGACCTAA TTTTAAAGAACGAGGGCCAG 267

Ai03B17514 Araip.B03 17514 c (T)11aacgttgtgctgaccctcgttctttaaatgacgctatcttaaggaggaaacctaatggtgagccgtaatcgcctcatcttcagcaagctcctccg(T)10116 55207535 55207650 ACACCTAAAGGCGAGCCATA CCTCGGGATAGCGTCATTTA 241

Ai03B17522 Araip.B03 17522 c (T)11aacgttgtcctgaccctcgttctttaaatgacgctatcctaaggaggaaacctaatggtgagccgtaatcgcctcatcttcagcaagctcctccg(T)10116 55209487 55209602 ACACCTAAAGGCGAGCCATA CCTCGGGATAGCGTCATTTA 241

Ai03B17523 Araip.B03 17523 c (T)11aacgttgtgctgaccctcgttctttaaatgacgctatcctaaggaggaaacctaatggtgagccgtaatcgcctcatcttcagcaagctcctccg(T)10116 55210257 55210372 ACACCTAAAGGCGAGCCATA CCTCGGGATAGCGTCATTTA 241

Ai03B17526 Araip.B03 17526 c (T)11aacgttgtactgaccctcgttctttaaatgacgctatcctaaggaggaaacctaatggtgagccgtaatcgcctcatcttcagcaagctcctccg(T)10116 55211752 55211867 ACACCTAAAGGCGAGCCATA CCTCGGGATAGCGTCATTTA 241

Ai03B17531 Araip.B03 17531 c (T)10acgttttgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcttccgg(T)10115 55214173 55214287 CGCTATCCTGAGGAGGACAC ATTACGGCTCGCCTTTAGGT 270

Ai03B17551 Araip.B03 17551 c (T)10ccggg(T)10aacgttgtgctgaccctcgctctttaaatgacgctatcctgaggaggacacctaaaggcgagccataatcgtctcatttttagcagggtcctcag(T)10130 55218690 55218819 TAAATGACGCTATCCCGAGG CGAGGGTCATCATAACGCAT 239

Ai03B17556 Araip.B03 17556 c (T)13acgttgtgctgaccctcgttctttacatgacgctatcccgagggggatacctaaaggagagccgtaatggcctcatcttcagcaggctcctcta(T)10117 55220123 55220239 ACGCTAACTCGAGGAGGACA TACGGCTTGCCTTTAGGTGT 273

Ai03B17582 Araip.B03 17582 c (T)10acgttgttctgaccctaattctttaaatgacgctatgtcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcatcctcctccgg(T)10115 55225366 55225480 ACCTAAAGGCGAGCCGTAAT GTCCTCCTCGACATAGCGTC 210

Ai03B17593 Araip.B03 17593 c (A)14gaccggaggaggctgccgaagatgaggccattacggctcggctttagttgtcctcgtcgggatagcatcatttaaagaatgagggtcagcacaacgt(A)11122 55296074 55296195 ATTACGGCTCGCCTTTAGGT CGCTATCTCGAGGAGGACAC 257

Ai03B17598 Araip.B03 17598 c (A)10cgg(A)10 23 55299035 55299057 CAGCTCGCCTTTAAGTGTCC GTGCTGACCCTCGTTCTTTC 179

Ai03B17600 Araip.B03 17600 c (A)13g(A)10tggaggagcctgccgaaaatggggccattacggctagcgtttaggggtcctcctcgggattgcatcatttaaagcacgagggtcagcacaacgtatc(A)11132 55299292 55299423 CCTCGGGATAGCGTCATTTA ACACTTAAAGGCGAGCCGTA 239

Ai03B17601 Araip.B03 17601 c (A)13g(A)10tggaggagcctgccgaaaatggggccattacggctagcgtttaggggtcctcctcgggattgcatcatttaaagcacgagggtcagcacaacgtatc(A)11132 55299534 55299665 CCTCGGGATAGCGTCATTTA ACACTTAAAGGCGAGCCGTA 239

Ai03B17602 Araip.B03 17602 c (A)12cgaaagaacctgccgaagatgcggccattacggctcgcctttaagtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)12118 55299776 55299893 TACGGCTCGCCTTTAAGTGT TAAATGACGCTATCCCGAGG 255

Ai03B17612 Araip.B03 17612 c (A)11gaaaaag(A)17taaag(A)3474 55302562 55302635 TGTCCTCCTCTGGATAGCGT TACTTTGGGGCATTTTGTCC 275

Ai03B17615 Araip.B03 17615 c (A)15ccggaggagcctgctgaagatggggccattacgtctcgcgtttaggtgtcctccgctggatagcgtcatttaaagaacaagggtcagcacaacg(A)11120 55304531 55304650 CCTCGGGATAGCGTCATTTA ACACCTAAAGGCGAGCCATA 241

Ai03B17620 Araip.B03 17620 c (A)11ccgaaagaacttgccaaagatgcggccattacggctcgcctttaagtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)10116 55306622 55306737 CCTCGGGATAGCGTCATTTA TGTGCTACCCCTCGTTCTTT 260

Ai03B17635 Araip.B03 17635 c (A)10gg(A)10cggaggagcctgccgaaaatggggccattacggctctcgtttaggtgtccccctcggaattgcatcatttaaagcacgagggtcagcacaacgtacc(A)10129 55311990 55312118 AGAACGAGGGTCAGCACAAC AACGCAAGACTTAAAGGCGA 271

Ai03B17636 Araip.B03 17636 c (A)10gg(A)10cggaggagcctgccgaaaatggggccattacggctctcgtttaggtgtccccctcggaattgcatcatttaaagcacgagggtcagcacaacgtacc(A)10129 55312292 55312420 AGAACGAGGGTCAGCACAAC AACGCAAGACTTAAAGGCGA 271

Ai03B17637 Araip.B03 17637 c (A)10gg(A)10cggaggagcctgccgaaaatggggccattacggctctcgtttaggtgtccccctcggaattgcatcatttaaagcacgagggtcagcacaacgtacc(A)10129 55312594 55312722 AGAACGAGGGTCAGCACAAC AACGCAAGACTTAAAGGCGA 271

Ai03B17638 Araip.B03 17638 c (A)10gg(A)10 22 55312896 55312917 TCGCCTTTAAGTCTTGCGTT CGCTATCTCGAGGAGGACAC 225

Ai03B17639 Araip.B03 17639 c (A)10gaagaaaacggaaaaaaaccg(A)1041 55313260 55313300 ATGGTGCCATTAAGTCTCGC GAATGGCCTCATCTTCGGTA 147

Ai03B17641 Araip.B03 17641 c (A)19ccggaggagcctgctgaagatggggccattacgtctcgcgtttaggtgtcctccactggatagcgtcatttaaagaacaagggtcagcacaacg(A)10123 55313628 55313750 CCTCGGGATAGCGTCATTTA ACACCTAAAGGCGAGCCATA 244

Ai03B17652 Araip.B03 17652 c (A)12ccggaggagcctgtcgaagatgaggccattacggctcgcgtttaggtgtcctcctcgggagagcgtcatttaaagaacgagggtcagcacaacgtaaaat(A)10122 55318818 55318939 TGTCCTCCTCAGGATAGCGT TTTGCTGACCCTCGTTCTTT 279

Ai03B17653 Araip.B03 17653 c (A)12ccagaggagcctgccgaagatgagcccattacggttcgcctttaggtgtcctcctcaggatagcgtcattcaaagaacgagggtcagcacaacat(A)10117 55319326 55319442 CCTCGGGATACCGTCATTTA ACACCTAAAGGCAAGCCGTA 235

Ai03B17654 Araip.B03 17654 c (A)10ccagaagagcctgccgaagatgagaagatgaggcctcgcctttaggtgtccttctcgcgatagtgtcatttaaagaacgagggtctgcacaactt(A)11116 55319629 55319744 TAAGGAACGAGGGTCAGCAC AAGGCAAGCCGTAATAGCCT 205

Ai03B17655 Araip.B03 17655 c (A)10ggaaaaaaacag(A)1032 55321074 55321105 GTGTCCTCCTCGGAATAGCA TTACGTTGTGCTGAACCTCG 179

Ai03B17657 Araip.B03 17657 c (A)11gtaacggaaaaaacc(A)1036 55321573 55321608 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 125
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Ai03B17673 Araip.B03 17673 c (A)11ggaaagaaaaaaaaaggaaaaaaaatcag(A)1050 55336693 55336742 GCCATTACGGCTCACCTTTA CGCTATCCTGAGGAGGACAC 202

Ai03B17692 Araip.B03 17692 c (A)13cagaggagcctgccgaagatgaggcaattacggctcgcctttagggatcctcctcggggtagcgtcatttaaaggacgagggtgagcacaacgt(A)13120 55346544 55346663 ATTACGGCTCGCCTTTAGGT TAAATGACGCTATCCCGAGG 259

Ai03B17695 Araip.B03 17695 c (A)11t(A)11 23 55348034 55348056 AGAACGAGGGTCAGCACAAC ATGACGCTATCACGAGGAGG 250

Ai03B17702 Araip.B03 17702 c (A)12ggaaaaaaacc(A)1033 55349972 55350004 CCTCGGGATAGCGTCATTTA CCTCATCTTTGGCAGGCTAC 100

Ai03B17716 Araip.B03 17716 c (A)10cg(A)10 22 55353917 55353938 GTCCTCCTCGTGATAGCGTC GTTGTGCTGTCCCTCGTTCT 276

Ai03B17727 Araip.B03 17727 c (A)10gaaacgaaaaaaaccggt(A)1139 55369477 55369515 TGTCCTCCTCGAGATAGCGT ACCTAAAGGCGAGCCGTAAT 135

Ai03B17736 Araip.B03 17736 c (A)10gtgatggaaaaaaaac(A)10gaggatcctgccgaagatgaggctattacggctcgcctttaggtgtcctccttgggatagcgtcatttaaagaacgagggtcagcacaacg(A)11138 55372523 55372660 GGTGTCCTCCTCGGGATAGT ACCTAAAGGCGAGCCGTAAT 263

Ai03B17759 Araip.B03 17759 c (A)10gcctttatggctcgcctttaggtgtcctcctccggatatcgtcatttaaagaacgaggggcagcacaacgt(A)1192 55376821 55376912 CCTCGGGATAGCGTGATTTA ACCTAAAGGCGAGCCGTAAT 199

Ai03B17760 Araip.B03 17760 c (A)10tagaaaaaaaccg(A)1033 55377267 55377299 ATTACGGCTCGCCTTTAGGT TAAATGACGCTATCCCGAGG 172

Ai03B17764 Araip.B03 17764 c (A)10tagaaaaaaaccg(A)1033 55378013 55378045 ATTACGGCTCGCCTTTAGGT CGCTATCTCGAGGAGGACAC 268

Ai03B17780 Araip.B03 17780 c (A)10cggaggagcctgccgaagatgaggccattacggctcgcctttaggtgtccttctcgagatagcgtcatttaaagagcgtgggtcagcacgatgt(A)14gaaacggaaaaaaattgg(A)10146 55394502 55394647 TTTAAAGAACGCGGGTCATC ACCTAAAGGCGAGCCGTAAT 241

Ai03B17783 Araip.B03 17783 c (A)11gtaacggaaaaaaccg(A)1037 55395697 55395733 TGTGGTTCATGAATGTTGGC CACACTCTTTTTGCGTTGGA 209

Ai03B17785 Araip.B03 17785 c (A)10gccaaagagtggcagaacaaaag(A)1043 55406423 55406465 TGGTGGTGTGTGTGTGATTG GGTTCAAGCTATTGGTGTCCA 226

Ai03B17794 Araip.B03 17794 c (A)11tggaggagcctgccgaagatgagacccttatggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcaacacaacgt(A)10115 55421043 55421157 TTTAACGAACGAGGGTCAGC TAAATGACGCTATCCCGAGG 254

Ai03B17797 Araip.B03 17797 c (A)11gaaaagaaaaaaaaaggaaaaaatcgg(A)1048 55422380 55422427 AAAACCGAAAATAAACCGGG ACCTAAAGGCGAGCCGTAAT 215

Ai03B17806 Araip.B03 17806 c (A)10gtaacggaaaaaaaccg(A)11cggacgagcctgccgaagatgaggctattacggctcccatttaggtgtcctcctcggggtagcggcatttaaagaaagaggggcagcacaacg(A)44175 55424577 55424751 GTCGTCCTCGAGATAGCGTC CCGTAATGGCCTAATCTTCG 280

Ai03B17807 Araip.B03 17807 c (A)10gg(A)10 22 55424870 55424891 TTAAAGAAAGAGGGGCAGCA GGACACCTAAAGTTGAGCCG 259

Ai03B17811 Araip.B03 17811 c (A)12ggaaaaaaacagaaaaaaaaccggaggagcatgctgaagatgaagcaaaacataaaaaaaccg(A)1085 55426123 55426207 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 174

Ai03B17815 Araip.B03 17815 c (A)10gaaacggaaaaaaaccggtaaaaaaaacggagggtcaacacaacataaataaaaac(A)1076 55428112 55428187 ATTACGGCTCGCCTTTAGGT TAAATGACGCTATCCCGAGG 216

Ai03B17819 Araip.B03 17819 c (A)10cggaggagcatgccgaagatgaggcttttatggctcgcctttaggtgtcctcctccggatagcgtcatttaaagaacgagggccagcagaacgt(A)10114 55428829 55428942 TCTTAGGTTCCTACTCATGTGAGAC GCCTAGCTACCCATAATTCCC 276

Ai03B17830 Araip.B03 17830 c (A)10gtaacggaaaaaaaccg(A)1037 55430593 55430629 CCTCGGGATAGCGTCATTTA TTACGTTGTGCTGAACCTCG 177

Ai03B17842 Araip.B03 17842 c (A)10cggaggagcctgccgaagatgaggccattacggctcacctttaggtgtcctcctcgggatagcgtcctttaaagaacgtgggtcagcacaacgtt(A)10115 55441902 55442016 GTCGAAGATGTGGCCGTTAT TCATCTTCGGTTTCTTTCCG 250

Ai03B17843 Araip.B03 17843 c (A)10cggaaaaaaaccag(A)10cggaggagcctgccgaagatgaggccattacgcctcgcctttagatgtcctcctcgggatagcatcatataaagaacgagtgtcagcacaacgt(A)10cggaaaaaaaccag(A)10162 55443949 55444110 CCTCGGGATAGCGTCATTTA GGACACCTAAATACGAGCCG 255

Ai03B17854 Araip.B03 17854 c (A)11c(A)10 22 55447646 55447667 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGGCGTAAT 245

Ai03B17856 Araip.B03 17856 c (A)11c(A)10 22 55449132 55449153 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGGCGTAAT 246

Ai03B17857 Araip.B03 17857 c (A)10gatacgaaaagaaatcgg(A)1038 55449865 55449902 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 128

Ai03B17861 Araip.B03 17861 c (A)10tcggaggagcctgccgaagatgaggccattacgcctcgcctttaggtgtcctgctcgggatagcgtcatttaaagaacgagggtcagcataacgt(A)10115 55453853 55453967 AGAACGAGGGTCAGCACAAC TTAAATGACGCTACCCCGAG 266

Ai03B17862 Araip.B03 17862 c (A)10gaaaaaaactg(A)1031 55455377 55455407 AAAACGAGGGTCAGCACAAC ACCTAAAGGCGAGCCGTAAT 224

Ai03B17866 Araip.B03 17866 c (A)10g(A)10 21 55456482 55456502 AGAACGAGGGTCAGCACAAC GACGCTATCACGAGGAGGAC 235

Ai03B17870 Araip.B03 17870 c (A)12cggaagagccttccgaagatgaggccattacggctcacctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)12118 55459123 55459240 CCTCGGGATAGCGTCATTTA GTAATGGCCTCATCTTCGGA 192

Ai03B17883 Araip.B03 17883 c (A)11tggaggaacctgccgaagatgcagccattacggctcgcctttaagtgtcctcctcgggatagcatcatttaaagaacgagggtcagcacaacgt(A)10115 55475669 55475783 TTAAAGAACGAGGGTCACGC ACACCTATAGGCGAGGCGTA 221

Ai03B17895 Araip.B03 17895 c (A)10cagt(A)10 24 55490693 55490716 GCCATTAGGGCTCACCTTTA TAAATGACGCTATCCCGAGG 177

Ai03B17896 Araip.B03 17896 c (A)10cggaggcgcctgccgaagatgaggccattacagctcgtgtttaggtgtcttcctcgagatagcttcatttaaagaacgagggtcagcacaacgt(A)15119 55490851 55490969 CCTCGGGATAGCGTCATTTA GTAATGGCCTCATCTTCGGA 222

Ai03B17908 Araip.B03 17908 c (A)10ccagaggagcctgccacagatgaggccattacggctcgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacaagagtcagcacaacgt(A)10115 55495067 55495181 GTAGGAGCCTGCCAAAGATG TTGTGTTGGATCGTTTTCCA 258
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Ai03B17911 Araip.B03 17911 c (A)11c(A)10tgggaggagcctgccgaagataaggctattacggctcgcctttaggtgtcctgctcggcataacgtcatttaaaggacgagggtcagcacaatgt(A)11c(A)10139 55532764 55532902 ATTACGGCTCGCCTTTAGGT GGCTCCTCCGTTTTCTTTTC 247

Ai03B17912 Araip.B03 17912 p4 (AAAT)5 20 55533035 55533054 CCTCGGGATAGCGTCATTTA GGAGGACACATAAAGGCGAA 103

Ai03B17917 Araip.B03 17917 c (A)10ccagaggagcctgccaaagatgaggcgattacggctcgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacgagagtcagcacaacgt(A)10115 55535490 55535604 AGAACGAGGGTCAGCACAAC TGGGCTCATCTAATCTTCGG 181

Ai03B17918 Araip.B03 17918 c (A)10cccggaggagcctgccgaagatgaggccattatggctcgcctttaagtgtcttcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)12118 55535730 55535847 CGAGGGTCAGCACAACATAA TATGACGCTATCCCGAGGAC 243

Ai03B17920 Araip.B03 17920 c (A)10ctggaggagcctgccgaagatgaggccgttacggctcgtgtttaggtgtcctcgtcgggatagcctcatttaaagaacgagggtcagcacaacgtt(A)10tggaggagcctgccgaagatgaggccgttacggctcgcgtttaggtgtcctcctcgggatagcgtcatttagagaacgagggt(A)10209 55536795 55537003 AGAACGAGGGTCAGCACAAC GCAGGCTCCTCGGTTATTTT 278

Ai03B17928 Araip.B03 17928 c (A)12cag(A)10 25 55544365 55544389 AGGGTTGAGGCTCTTGTTGA TCCAAACTCACCCTTCCAAC 172

Ai03B17930 Araip.B03 17930 c (A)10ccggaggaacttgccaaagatgaggttagcacaacgttt(A)1059 55544982 55545040 CGAGGATCAGCACAACGTAA GCCTCATCGTCAGTAGGCTC 260

Ai03B17939 Araip.B03 17939 p3 (GAA)5 15 55583000 55583014 TGTCTTCCCTTTCCCCTTCT AAACACTCCCCACTCTCCCT 182

Ai03B17941 Araip.B03 17941 c (T)10cgaaaattcaaaataaaaataaaataattagttaattaaaaagaatttttgaaaaagagggaacatattttcgaaaatt(AG)6101 55585368 55585468 TTTTTGAGTGAGGGAGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai03B17943 Araip.B03 17943 p3 (CAA)5 15 55609539 55609553 AACAAATCCACCCAATCCAC GGATGCACTCCATTGGTTTT 279

Ai03B17946 Araip.B03 17946 p2 (CT)6 12 55646304 55646315 GAACATTGAACCTGGAATGGA GCCCAAAAACACGGAATAGA 188

Ai03B17948 Araip.B03 17948 p2 (TA)7 14 55649767 55649780 GCTCAAAAACTCACGGGTTG CAGAATCACAACAATCCACACA 213

Ai03B17950 Araip.B03 17950 p2 (CT)6 12 55654083 55654094 GTTGGGAACATTGAACCTGG TTTCTAGGCCCTTTTTCGGT 223

Ai03B17951 Araip.B03 17951 p2 (AT)10 20 55659013 55659032 TGAATTCAAGCACAAGCCAC AATTACTATCGACGCCCACG 280

Ai03B17953 Araip.B03 17953 p4 (ACAT)7 28 55665347 55665374 TGCATTCTTGCATCTTTTCC ATCAATGGAGTGCCCAAAAA 257

Ai03B17954 Araip.B03 17954 c (AAGAA)6aaaac(A)1146 55665933 55665978 GGGGGAAATTTATGGGAAAC TTCACTCATGCATACTCTTTCCA 214

Ai03B17956 Araip.B03 17956 p4 (TTTA)6 24 55677267 55677290 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 168

Ai03B17958 Araip.B03 17958 p3 (AGA)5 15 55706173 55706187 GAGGCTCACACAAGCATTCA TCCATTGACCCCACTTCATT 174

Ai03B17959 Araip.B03 17959 p3 (CTA)6 18 55706463 55706480 GGAAATTGAAATTGCAAAAGCTA TCACTCAAGCAAAGGCACAC 275

Ai03B17960 Araip.B03 17960 p2 (CT)6 12 55718435 55718446 CGGGAAAGCAGAGATTCAGA GAAATTTTGAAAAAGAGGGGAGA 280

Ai03B17961 Araip.B03 17961 p3 (TTC)5 15 55721025 55721039 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAAAAGAAA 275

Ai03B17963 Araip.B03 17963 p2 (GC)6 12 55756197 55756208 GTTGTTTTGGGAGGGGAAGT GAGAGTTAAGCCAACCCCAA 251

Ai03B17964 Araip.B03 17964 p4 (GTTA)5 20 55760242 55760261 CCCCTCATCCAATACTTCCA CCAAGGTTCCCACACTTGAA 236

Ai03B17994 Araip.B03 17994 c (T)12acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggatacctaaaggagagccgtaatggcctcatcttcaacaggctctac(T)10114 55791148 55791261 ACCTAAAGGCGAGCCGTAAT AGAACGAGGGTCAGCACAAC 203

Ai03B18019 Araip.B03 18019 c (T)10aatgttgtgctgaccgtcgttctttaaatgacgctatcccgaggaggatacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)14120 55814295 55814414 ACCTAAAGGCGAGCCGTAAT AAACGAGAGGGTCAGGACAA 201

Ai03B18029 Araip.B03 18029 p2 (CT)7 14 55860158 55860171 TTTTTGTTTGTTTCTTACCTTTTTCA GCTAAGAAAGCCGTGACCAG 183

Ai03B18030 Araip.B03 18030 c (TTC)5atc(T)10 28 55861169 55861196 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 166

Ai03B18031 Araip.B03 18031 p4 (TTTA)5 20 55865660 55865679 TGAAGGCAATGTTGAGCAAG CTTGCCAGTGAGCTCCTTCT 257

Ai03B18033 Araip.B03 18033 p2 (AG)6 12 55871135 55871146 GATTTCTGGGCTGCTTTTGA TTGAACCTGTGATTGAAGATGAA 220

Ai03B18036 Araip.B03 18036 p2 (TA)8 16 55886717 55886732 TCTCAAATCAATTGGGGTGC TTAAGTGTGGGGAGGTCGTC 204

Ai03B18038 Araip.B03 18038 p2 (AG)6 12 55893196 55893207 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 275

Ai03B18040 Araip.B03 18040 c* (A)14(AAAT)12* 59 55941442 55941500 ATGGGAAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 253

Ai03B18042 Araip.B03 18042 p3 (TTA)5 15 55980808 55980822 GGAGAAGGAGCGATGAGCTA TCAGAACATGTCCCCAAGTG 140

Ai03B18044 Araip.B03 18044 p3 (ATT)5 15 55984097 55984111 AAGGCATGCTATTGCCAAAC TCTGACTGGATTGCAAGCTG 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B18045 Araip.B03 18045 c (A)12gcatgttgcaaaag(A)1036 55996976 55997011 TTGGCTCTTGAAAGAATGATGA TCCTTTTCCTGCATTTTTGG 212

Ai03B18047 Araip.B03 18047 c (T)11aattacaataacataaacaaggagagagaat(GA)756 56007718 56007773 TTGTTTTTGGCTACTTGGGG ATTCTTCCCGATTCCAAACC 198

Ai03B18051 Araip.B03 18051 p2 (TG)7 14 56046450 56046463 TGTGAATCATTGCAATTCCC GGCTGGGAGTATCACCAAGA 276

Ai03B18054 Araip.B03 18054 c (T)13aaggaatacataaaccatgaaaacatgcatgcagaaaagg(AGA)671 56061752 56061822 TTGGTGAATGTAGACGCCAG CTATGAAGCACCCCAAGCTC 271

Ai03B18055 Araip.B03 18055 p2 (AT)7 14 56066912 56066925 AAAAGCTAACAGCAGGCGAG TCCAATGTTAGATTTAGGATTTCAA 265

Ai03B18060 Araip.B03 18060 p2 (GT)6 12 56083252 56083263 ATTCCATCCGCTTTGAAATG TCAGGGGACAAGACAAGCAT 176

Ai03B18061 Araip.B03 18061 p3 (TTA)7 21 56099965 56099985 TTTGAGTAGCTTGGTGTGCAA AGCAACAAACAGCAATGTGG 219

Ai03B18063 Araip.B03 18063 p2 (AT)16 32 56111167 56111198 TTCGGACATTACGACGACAC ATTTTTGTTCCCTCGCCTTT 262

Ai03B18066 Araip.B03 18066 c (T)10gaaaaccgaaat(TAAAA)547 56166089 56166135 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 203

Ai03B18067 Araip.B03 18067 p2 (CT)8 16 56201505 56201520 CAAATTTTGGGGCATTTTGT AAGTGTGGGAAAGTTGGGAA 195

Ai03B18074 Araip.B03 18074 p3 (AGA)5 15 56244294 56244308 TGTCTTCCCTTCCCCTCTTT ACCCACCTCACCCTCTCTCT 234

Ai03B18075 Araip.B03 18075 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaatctgaactc(AG)686 56246005 56246090 TCATATGACAAAGAAGAGGGCA TTTCGAAAATATCTTCCCCC 278

Ai03B18076 Araip.B03 18076 p2 (AG)6 12 56246257 56246268 TGAACTCAGAGAGAGAGAGATGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 239

Ai03B18079 Araip.B03 18079 p2 (CT)7 14 56259624 56259637 TCCTCTCATCTCCCTCTCTCC TTTCGTTTCTCTCCTTCTCCTC 269

Ai03B18080 Araip.B03 18080 c (GA)18gg(GA)18gggagagagagacagaaagaaagaggaagggggagagggagggagagagaaagggggg(GA)7146 56260118 56260263 GAGAGAGAATGGAAGGGGAGA GGTTAACCAAAACCAAAACCAA 239

Ai03B18082 Araip.B03 18082 p2 (AT)8 16 56330518 56330533 GGGACATTGGTTGAGAGGAA GGCATTTTTGTCCCCTTTTT 211

Ai03B18088 Araip.B03 18088 p3 (ATT)6 18 56370599 56370616 AAGCCGGAAATGGCTAAAAT CGAGTGTCGATGAGTGTCGT 256

Ai03B18089 Araip.B03 18089 p2 (TA)9 18 56371013 56371030 GTCCGCGTGTCCAGTCTTAT GGGACACGTCGACAGATAAA 274

Ai03B18091 Araip.B03 18091 p2 (CT)7 14 56375651 56375664 AGTTCCTCCCTGGTCTCCAT TCACTTAATGCTGAACCCCC 167

Ai03B18092 Araip.B03 18092 p2 (TG)23 46 56376577 56376622 AAAGAAGGATAGGAGTGGTGATTG AGGAGCCTTTAACTGATAACCA 273

Ai03B18094 Araip.B03 18094 c (A)10gttatttttcagcatttaaataaaagggggatacaaaagaaattctccaatgcaaaataaaagcaatgcacatggaataaaaaaa(AAT)5110 56398822 56398931 CTTTTGGGAACATGGGTGAT TTTTCCCATATTATCCCACTTATTG 277

Ai03B18095 Araip.B03 18095 p2 (AT)7 14 56402141 56402154 TGTGTTGGGTTGGAAGTTGA ACCTACCGAGCCTCCTCAAT 226

Ai03B18098 Araip.B03 18098 p3 (AAG)5 15 56406349 56406363 AGAGGCAAAGGATCGTCTCA ATCAATTTCAACCGTCTCGG 190

Ai03B18108 Araip.B03 18108 p3 (AGA)5 15 56444480 56444494 TTGCCTTCCCTTTCCTCTTT CCTTGGCCGAATACACACTT 194

Ai03B18112 Araip.B03 18112 p5 (AAGAT)5 25 56468411 56468435 GCCCAAATAGAGGAACACGA ACAAGGGACTCCGATGCTTA 251

Ai03B18113 Araip.B03 18113 c (T)13ggtttagagttatttatcccttgttaaaacactttaaattaaaattttcgaaaacaaggagcattagatctaaaaattttaaatcttgtgtc(T)10115 56485314 56485428 GGGATTGTTCGTGTTTGGAC GGATAAAGGGATATAACTTGGATTGA 280

Ai03B18115 Araip.B03 18115 p3 (GAA)5 15 56504253 56504267 TCTAGAGGATTCCCCGGTCT AAACCTACCCTAAATGGCCG 270

Ai03B18117 Araip.B03 18117 p3 (AAT)6 18 56507520 56507537 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 156

Ai03B18119 Araip.B03 18119 c (T)10cgaaaacaaaggggaaatgtttttgaaaga(T)1252 56509224 56509275 GCCAAAACCTCTGTCCAAAA TCGAGTTTGGACAACTGACG 276

Ai03B18123 Araip.B03 18123 c (TTA)17ttttattaa(T)1070 56523244 56523313 GAATGAAAACAAGCAAATGCAA TGGGAAATTATGGGAACAAAA 259

Ai03B18124 Araip.B03 18124 p2 (CG)6 12 56523702 56523713 AAAAACAGGATGCAAATCCG AGTTGTGCCCACTTTATGCC 186

Ai03B18125 Araip.B03 18125 p2 (GC)6 12 56523858 56523869 AGGCATAAAGTGGGCACAAC AAAAAGAACGGGCATCCG 104

Ai03B18127 Araip.B03 18127 c (TTC)5tattctttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaaccatagc(T)1088 56538769 56538856 GCCGAAACACATCTCTCTCC CTTGGAGGTGGAAGCTTTTG 209

Ai03B18134 Araip.B03 18134 p2 (TC)7 14 56607934 56607947 TAATTTCCATCCCAAACCCA TTAAAATGGTTGCTCGTCCC 208
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Ai03B18137 Araip.B03 18137 c (T)10cttttccatattgttttctttc(T)1345 56643810 56643854 TCGTCCCCTTTTCTTTTCCT GGGCATTCGGTGAATAGAAG 240

Ai03B18138 Araip.B03 18138 p3 (GGT)5 15 56657764 56657778 CTACGAATTGAAAGAGCGGC TTACCCCTATCTGAACCCCC 164

Ai03B18139 Araip.B03 18139 p4 (AAAT)7 28 56663309 56663336 CCTAACCACTTTCTCTCTGCTCA CCAATGGAGGGTATGCAGAT 258

Ai03B18140 Araip.B03 18140 p2 (GC)6 12 56670899 56670910 AATTTAACCATCGACACGCC AGTGAATCATTGAGGCAGGC 218

Ai03B18142 Araip.B03 18142 p3 (AGA)6 18 56690208 56690225 ACATAGAATGTTGCTCGCCC TCCTCACCCCTCTTTCACAC 252

Ai03B18146 Araip.B03 18146 p3 (TTC)6 18 56728654 56728671 CTCTACACTCTCCTTGGCCG CGGTCTTAGGTGCCATCAAT 170

Ai03B18147 Araip.B03 18147 p3 (TTC)5 15 56734307 56734321 TCTTGGCCGAAACATACCTC CGGTCTTAGGTGCCATCAAT 160

Ai03B18149 Araip.B03 18149 p2 (GA)9 18 56741684 56741701 AGAGAGGAGGAGAGGGTTCG CGAAAACAACTAACCTCTTTTTCA 247

Ai03B18153 Araip.B03 18153 p2 (AG)6 12 56768153 56768164 AAGAGGGGGTTCGAATTTGT CTTTTTGTTTCTTTCTTATCTTTTTCA 267

Ai03B18155 Araip.B03 18155 p3 (TAT)5 15 56799956 56799970 TCGAAAATTCTCCCTCTCCC GAACCATGCTCTGTTCTGGC 216

Ai03B18161 Araip.B03 18161 p2 (AC)7 14 56834217 56834230 TGCCTTCATATTTCGATCCTT TTTGACCAACTTCGTATTACCG 271

Ai03B18163 Araip.B03 18163 p5 (ATAAG)5 25 56852629 56852653 CCCGAAACCAGTCCACTAGA TGAATACCTGGAGGGACCTG 191

Ai03B18166 Araip.B03 18166 p2 (CT)6 12 56863814 56863825 TCTTTTCAAAATTGGTTTCAACT AATAGAAGGGGGTGAGAGGC 271

Ai03B18167 Araip.B03 18167 p3 (TTC)5 15 56865776 56865790 ATATGGCCGAACCTTAACCC AACGCCAACCTCACATTTTC 225

Ai03B18172 Araip.B03 18172 p3 (TTC)5 15 56913770 56913784 CGCCCTGTTCTGTCTCTTTC CGGAGACGGTGGTGAAGTAT 121

Ai03B18183 Araip.B03 18183 p5 (AATAA)5 25 56995260 56995284 GTTGCGTGTGAAAATCCCTT AACAGGGAGCTCACCAAATG 234

Ai03B18187 Araip.B03 18187 p2 (AG)8 16 57038253 57038268 GGTTTTTGGGGAAGATTGGT TAAACGCCAGAAAGGGAAGA 265

Ai03B18189 Araip.B03 18189 p2 (CT)6 12 57058166 57058177 TCGAAAATTCACTTCCCCCT TGCCTTTTTCTCTGTCCCTG 225

Ai03B18190 Araip.B03 18190 p2 (AT)14 28 57067405 57067432 ATTCTTTTGAGCACGGAGGA CCATGCAAAACAAGCTCAAG 280

Ai03B18192 Araip.B03 18192 p2 (CT)11 22 57106432 57106453 GCGACCGCGTCAATTAGTAT GGGGGAAGAAGAAAAGAAAA 240

Ai03B18194 Araip.B03 18194 p2 (CT)8 16 57116123 57116138 TTCTTATCTTTTTCAAAACCACCC GGGTTCGAATTTGGTGAGTG 278

Ai03B18195 Araip.B03 18195 p3 (TTC)5 15 57120612 57120626 ATGCCTAATTTGGTGCAAGG ACTCACCCTCGAGCAAGAAA 258

Ai03B18197 Araip.B03 18197 p2 (CT)6 12 57137796 57137807 TTTCTTATCTTTTTCAAAACCACCT TAAGGGGTTCGAATTTGGTG 249

Ai03B18199 Araip.B03 18199 p3 (TTC)7 21 57143777 57143797 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 247

Ai03B18207 Araip.B03 18207 p2 (TA)12 24 57197377 57197400 GGAACTTATGCAATGCAACCTA AGTGAGGGTTCAATTGCTCAT 275

Ai03B18208 Araip.B03 18208 p2 (AT)8 16 57200551 57200566 AGATGCTTACCGAGGTGCAT AGGATCGCCTCTGGATTTTT 145

Ai03B18209 Araip.B03 18209 p2 (TA)9 18 57204640 57204657 CCCATCCAAGCGTTCATATT CTGCAGGTATGCTTGACACAA 209

Ai03B18210 Araip.B03 18210 p2 (AG)8 16 57212618 57212633 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 200

Ai03B18212 Araip.B03 18212 p2 (AG)8 16 57220051 57220066 CAAAGGAACGTAAAACCTGGA CATAGCGATTTCTGAAGCCC 224

Ai03B18214 Araip.B03 18214 p2 (AT)9 18 57222125 57222142 CCACACCATTAGGCTCAAATC GCGATTTTAGGTGACAAGTTCC 279

Ai03B18215 Araip.B03 18215 c (T)10gtaaaaaaaaataaaaattaattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)798 57242992 57243089 TCCTGGACTGTTCATTTCCAC TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai03B18216 Araip.B03 18216 p2 (TA)8 16 57244357 57244372 GGCAATGATTTTCGCAGTTT GTAGCGCACCTTGTTCCTTG 248

Ai03B18217 Araip.B03 18217 p5 (TAAAA)5 25 57244639 57244663 TGTGCAAGTACTGAAAGGGAAA CCGCTTCAGCAAGTAGATCC 259

Ai03B18219 Araip.B03 18219 c (T)12aaatatgcaaaatgcagaatgcgtatgctgttgcggatgttatgaatgatactaggg(AAAAT)699 57248237 57248335 TGAACACTCACATCCCTCCA CTCCATCTCCCATGATTCAGA 231
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Ai03B18220 Araip.B03 18220 c (T)10ctttttctttcttttatatttttttttcgccaattttcttttctc(T)1065 57255394 57255458 TTTCTTCTTTTGCTCGAGGG TTCAGCATCGGTAAAATCCC 264

Ai03B18223 Araip.B03 18223 p3 (ATA)7 21 57274614 57274634 TTACTGACTCCGATGGAGGG TTTCTCTCTCCTCACCTTTTCG 252

Ai03B18224 Araip.B03 18224 p3 (TAT)5 15 57274879 57274893 TCAATGTTATTTTAATGTGAGCACG TCGTTCACATGCCATTGATT 162

Ai03B18230 Araip.B03 18230 p2 (GT)7 14 57299450 57299463 AGCCTTGAAGCGAAAAACAA ATTCACCCAATGTCCCAAGA 110

Ai03B18232 Araip.B03 18232 p2 (CT)6 12 57322509 57322520 GCACAGCTTCCCTTATTTGC TGTACGAAGGGATTTTTGCC 252

Ai03B18235 Araip.B03 18235 c (T)11acattgtactggccctcgttccctccg(T)13acgttgtgctgaccctcgttttttaaatgaagctatcctgagtaggacacctaaaggcaagccgtaatggcctcatcttcggcaggctcctccag(T)11157 57370168 57370324 TAGGACACCTAAAGGCGAGC CCACGGGATAGCGTCATTTA 253

Ai03B18237 Araip.B03 18237 c (T)10cg(T)10 22 57372533 57372554 TTCCACCAAAATCCCATCAT TACGGCTCGCCTTTAAGTGT 212

Ai03B18239 Araip.B03 18239 c (T)10cattctgcttaccctcgttgtttaaatgacgctatcccgagaaggacacctaaacgcgagccttaatggcctcatcttcggcagtctcctccgg(T)10114 57373010 57373123 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 265

Ai03B18249 Araip.B03 18249 c (T)10ccgttttttttctttc(T)10gtgctgaccctcgttctttaaatgacgctatccggaagaggacacttaaaggtgagccctgatggcaacatcttcggcaggttctttcga(T)10136 57379365 57379500 CAAGGAGGACACCTAAACGC CCTCGGCATAGCGTCATTTA 236

Ai03B18251 Araip.B03 18251 c (T)10acgttgtgctgacccttgttctttaaatgaagctatcccgaggaggacacttaaaggcgagccgtaatggctacatcttcggcaggttcttccgg(T)13acattgtgctgaccctcgttctttaaatgacgctatgttaaatcgtcagcaggcacctccggtatttttttccg(T)10202 57380154 57380355 TCATCTTCGACAGGCTCCTC ATTTAAACAACGAGGGGCAG 271

Ai03B18254 Araip.B03 18254 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgagaaggacccctaaacgcgagccttaatggcctcatcttcggcaggctcctccg(T)11ggtttttttccgtctcgttctttaaatgacgctatccctaggaggacacctaaaggcgatccgtaatgtcccgacttcggcaggctcctccg(T)11218 57381066 57381283 TTCAGTAGGTTCCTCCGGTTT CGTCATTTAAAGAACGAGACGG 278

Ai03B18255 Araip.B03 18255 c (T)10acattgtgcttaccctcgtcctttaaatgacgctatcccgaggaggacacttaaatgagccgtaatgggctcatcttcggcaggctcctccg(T)11113 57381505 57381617 TAAATGACGCTATCCCGAGG CGCGTTTAGGTGTCCTTCTC 264

Ai03B18256 Araip.B03 18256 c (T)10acgttgtgctgaccctcattcgttaaatgacgctatcctgaggaagacacctaaaagcgagccgtaatggcctcatcttaggcaggctcctccg(T)14gacgttgtgctgaccctcgttctttaaatgaagctatcctgagtaggacacctaaaggcgagccgtaatagcctcatctttggcaggctcctccaga(T)11226 57381963 57382188 CAGGTTCCTCCGGTTTTCT CATTTAAAGAACGAGGGCCA 280

Ai03B18259 Araip.B03 18259 c (T)10cc(T)10 22 57382882 57382903 TTAAAGGCGAACCGTAATGG AAGACCAAGAGTCAGCCCAA 201

Ai03B18271 Araip.B03 18271 c (T)12atgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggactactaaacgtgagccgtaatggcctcatcttcggcaggctcctccg(T)10116 57385654 57385769 TGACGCTATCCCTAGGAGGA GCTCGCGTTTAGGTGTCTTC 270

Ai03B18272 Araip.B03 18272 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacttaaaggtgagccgtaatggccacatcttcggcaggctcctccg(T)10114 57385885 57385998 GAAGACACCTAAACGCGAGC AGGTGTCCTCCTCGGGATAG 250

Ai03B18275 Araip.B03 18275 c (T)22acgttgtgctgaccttcgttctttaaatgacgctatcccgaggaggacacttaaaggcgagccataatggccacatcttcggcaggttcttcctg(T)10127 57387629 57387755 CTGAGGAGGACACCAAAAGG CCTCGGGATAGCGTCATTTA 227

Ai03B18276 Araip.B03 18276 c (T)10ccggcttttttcc(T)1033 57388314 57388346 ACGTTGTGCTGAAACTCGTG ATTACGGCTCGCCTTTAGGT 176

Ai03B18281 Araip.B03 18281 c (T)10acgttgtattgacccttgttctttaaatgacgctatcccgaataggacacttaaaggcgaaccgtaatggccacatcttcggcaggttctttcgg(T)10115 57389510 57389624 TCGACAGGCTCCTCTGTTTT TAGCTGTCCTCCTCGGGATA 207

Ai03B18288 Araip.B03 18288 c (T)10ccatattttttctttc(T)1137 57391228 57391264 CACATCTTCGGCAGGTTCTT CCTCGGGATAGCGTCATTTA 207

Ai03B18317 Araip.B03 18317 c (T)10cctttttttctttgtttctttc(T)10c(T)1053 57469396 57469448 TGCATTCTTTTCAACCACAA AAGTGTGGGGAAATTTGGAA 259

Ai03B18318 Araip.B03 18318 c* (TTA)16(TA)7* 60 57470067 57470126 AACTCAAATCAATGGGGTGC TTTGTTTTTCATCCAACCACA 203

Ai03B18319 Araip.B03 18319 p2 (TG)17 34 57481860 57481893 CTGAAAGGATGTGTCGGGTT CCCATCACCATTACCTACCG 264

Ai03B18321 Araip.B03 18321 c (A)10gaaaagaaaaaaaacgaaag(A)1040 57488872 57488911 TTGGGAATTGGGTACATGCT CTTTATTTTGCTTTGGGGCA 186

Ai03B18322 Araip.B03 18322 p2 (TA)16 32 57492863 57492894 TGGATGCAGAAGTCACGAAG CGTAATACCGCTCCCAAAAA 266

Ai03B18327 Araip.B03 18327 p3 (TGA)5 15 57516348 57516362 TGGGCGACCTTGTACACATA ACTGGTGGCAAGGAGAGTGT 211

Ai03B18329 Araip.B03 18329 p2 (TA)6 12 57545078 57545089 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai03B18330 Araip.B03 18330 p2 (AG)7 14 57546179 57546192 TCGCAGTGACAAAAATCAGC TCCTAATCCAAAGAGAGGGGA 211

Ai03B18332 Araip.B03 18332 p2 (CT)6 12 57551776 57551787 TTGATTCTCAAATTTGTTTCAACT GAGAGAGGGAGAGGATTTTCG 255

Ai03B18333 Araip.B03 18333 p3 (TAT)6 18 57552096 57552113 CTTCCACTCACACAGGGACC TTCGGCTGACATCTCCTCTT 239

Ai03B18334 Araip.B03 18334 c (A)10ggtg(A)10 24 57554561 57554584 GCATGAAAAAGCAGCAAAGA TGCTCTTGCCTCTTGGTTTT 115

Ai03B18336 Araip.B03 18336 p2 (TA)6 12 57580822 57580833 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai03B18340 Araip.B03 18340 p3 (TAA)8 24 57629108 57629131 TGGTTTTGATGATTTTGGGG GCCTTCTTGAGGCTTTTAGGA 248

Ai03B18342 Araip.B03 18342 p2 (TC)8 16 57637740 57637755 GACTTCACCACCAGTGACCA TGCAACTTTGAAAGAAGGAGAA 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B18343 Araip.B03 18343 p4 (TTGT)5 20 57637900 57637919 TCTCTTTGTTTTCGTTGCATTT TGGCCTGCAACATTTAATCA 182

Ai03B18348 Araip.B03 18348 p3 (TCA)5 15 57673238 57673252 CTTTTGGAGTTCGCTTGCTT AAGGTGTTCCCACACCAAAG 219

Ai03B18352 Araip.B03 18352 p4 (TTAG)6 24 57738940 57738963 CTTCCCTCCTTCAACCATCA AACCTCAACAAAGAATCCAACAA 236

Ai03B18353 Araip.B03 18353 p2 (AT)9 18 57740203 57740220 GTCGCTTTTGGGTGACAAAT GCTCAAAAACATGTTCCACAA 231

Ai03B18356 Araip.B03 18356 p2 (TA)6 12 57768057 57768068 TACTTTGGGGCATTTTGTCC TGGGAAAAGTTGAATTTGGAA 226

Ai03B18357 Araip.B03 18357 c (A)15ggaagaagaaaacgtaaaaataaagaagaagaatagaaaagtaaggagggaagaagaaaataaaaaccttgataatggtggt(GA)6109 57769538 57769646 TTGCAAACGTGTGCCTTATT AAACTTGAAGCCAGAGGGGT 238

Ai03B18359 Araip.B03 18359 p2 (CT)7 14 57785237 57785250 TTGTTTCTTATCTTTTTCAAAACTACC GAGGGGTTTCAAATTTGGGT 278

Ai03B18361 Araip.B03 18361 p3 (TTC)5 15 57788753 57788767 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 152

Ai03B18369 Araip.B03 18369 c (CT)6aattttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattattcttatttttatttttgatttt(A)11102 57840908 57841009 TGTTTCTTAACTTTTTCAAAATCACC AGGGTTGAGATGTGAGATGAGA 280

Ai03B18371 Araip.B03 18371 p3 (TTC)7 21 57857878 57857898 CCCCTTTCATTGGGTTTAGG TTCCTCTCTCAAGGCTCCAA 195

Ai03B18373 Araip.B03 18373 p3 (AAT)5 15 57884292 57884306 TTATTTTCGGCTGCCATCTC CATTCTTTGTCTCCCCCTCTT 262

Ai03B18377 Araip.B03 18377 p3 (GAA)5 15 57900043 57900057 TGCTTGCTCCATCCTTTTCT CCCCCTCTCACCTCCATATT 251

Ai03B18378 Araip.B03 18378 p3 (TCT)5 15 57912918 57912932 CAAAATCTCTTTCCCACCGA GGCCTTAGGTGCCATCAATA 187

Ai03B18379 Araip.B03 18379 p3 (ATT)6 18 57915917 57915934 AGCAGAGGTTCAGAGGGACA ACCAGCAAGTGAACTGGGTC 254

Ai03B18380 Araip.B03 18380 p2 (AC)7 14 57918432 57918445 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCGAAT 235

Ai03B18381 Araip.B03 18381 p3 (AGA)7 21 57929908 57929928 TTAGAATGTTGCTCGCCCTC CCATTCATGGTCATCCCTTC 196

Ai03B18382 Araip.B03 18382 p2 (AG)6 12 57932713 57932724 GGGTTCGAATTTGGTGAGTG TGTTTCTTATCTTTTTCAAACCACC 246

Ai03B18384 Araip.B03 18384 c (TA)7ttttgccta(T)1033 57938296 57938328 TGCTCTTGCCTCTTGGTTTT AAGCAGGAAAAAGCAGCAAA 122

Ai03B18385 Araip.B03 18385 p3 (GAA)6 18 57939419 57939436 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 220

Ai03B18386 Araip.B03 18386 p2 (AG)6 12 57948870 57948881 ACTATGGAAGAGGGGGTTCG AACCCCTCTCTCTCTAATTTTCG 258

Ai03B18390 Araip.B03 18390 p4 (ATAA)5 20 57987559 57987578 AGAAACTGTGGGAACAAGGG GCATTGGGGTAATTTTGTCC 237

Ai03B18391 Araip.B03 18391 p2 (CT)7 14 57992803 57992816 GGAACATTGAACCTGGAATGA TTTTTGACCCAGTTTTTGGC 212

Ai03B18394 Araip.B03 18394 p5 (TATCT)5 25 58008196 58008220 TGAATACCTGGAGGGACCTG GAACACCCTCACTCTCTCGC 262

Ai03B18399 Araip.B03 18399 p2 (AG)6 12 58041882 58041893 GAGGGATTTTTGGGGAAGAG CACTTGGTGCAAGGATGAAA 135

Ai03B18400 Araip.B03 18400 p2 (AG)6 12 58051145 58051156 GGGGAATGCATGAATTGAA CACGAAAAGGTTCATAAGCCA 240

Ai03B18402 Araip.B03 18402 p2 (AT)8 16 58059655 58059670 CGTTCGACAAAGTTCATCCA CCTTTTAGGATATGGCGCAG 238

Ai03B18403 Araip.B03 18403 p2 (AT)9 18 58065425 58065442 GCGACTCTGATAGCTCGGAC ATGGTTTGTTGTACCCTCGC 270

Ai03B18408 Araip.B03 18408 p2 (TA)8 16 58121391 58121406 GGAGCATTTTTGTCCCCTTT GGGAATTGGGTACATATTCACG 242

Ai03B18412 Araip.B03 18412 p2 (GA)6 12 58140929 58140940 TGCCCCTCGTCCACTTAATA GCCGCAAACAGATCTTCAAT 199

Ai03B18414 Araip.B03 18414 p2 (TC)6 12 58163234 58163245 TCAATATGGTGCAGGGATGA GGTGAGGTAGGTGGGGTTTT 247

Ai03B18416 Araip.B03 18416 p6 (TTTTAT)6 36 58167003 58167038 TCAAAATTCAAATCTTTAAATCATACC GGTGGTTTTGAAAAAGATGAGAG 272

Ai03B18418 Araip.B03 18418 c (A)11tgttttc(A)12 30 58180276 58180305 GGACAACTGACGGTTCACCT TTGAAACCCCAGTCCAAAAG 237

Ai03B18422 Araip.B03 18422 p2 (CT)6 12 58208015 58208026 CATGAAAAGGTTCATAAGCCAA GCCAGAGAATGGAGGAATCA 252

Ai03B18424 Araip.B03 18424 p2 (TA)8 16 58210091 58210106 GCGAACACACAAGAACGAAA CAGAATCACAACAATCCACACA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B18425 Araip.B03 18425 c (A)13tctttcaaaaatttctcctttgttttcgaaaaaaa(T)1058 58213982 58214039 TCGAGTTTGGACAACTGACG GCCAAAACCTCAGTCCAAAA 279

Ai03B18426 Araip.B03 18426 p2 (CT)7 14 58215388 58215401 AATTGATTTTCAAATTTCTTTCAAC GATGAGGGAGAAGGATTTTCG 257

Ai03B18427 Araip.B03 18427 p3 (TTC)5 15 58218543 58218557 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 275

Ai03B18432 Araip.B03 18432 p3 (TTC)5 15 58270687 58270701 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 204

Ai03B18434 Araip.B03 18434 p3 (TGG)6 18 58283309 58283326 AGGCACAGAATTAGGGCTCA ACAACCCTCATCATCTTCGC 170

Ai03B18435 Araip.B03 18435 c (T)10g(T)10 21 58295116 58295136 CGTATCCGTCACCCACACTT GCATTGCATTTTGCATTCTG 241

Ai03B18436 Araip.B03 18436 c (T)15ctcc(T)15ctattattat(TA)1166 58299967 58300032 TTCGTGACCAAATTCAACTCA CAGAAACAGGGGAACAATGG 235

Ai03B18438 Araip.B03 18438 p4 (ATAG)5 20 58334924 58334943 TCCTGTTTGGGAATTTGATTG TCATGCTCAACCAAACAAGG 163

Ai03B18439 Araip.B03 18439 p3 (GAA)5 15 58343821 58343835 CGGTCTTAGGTGCCATCAAT AAACACTCCCCACTCTCCCT 150

Ai03B18440 Araip.B03 18440 c (T)11aaaatttttgaaaaagtcaactcaaattttcgaatttatgagagagaaaaagggaaagatata(T)1185 58344227 58344311 TTTGAAAAAGATTTGATTTTTGGA TGTTCTTGCATGCATTCCTT 270

Ai03B18448 Araip.B03 18448 p2 (CT)6 12 58461769 58461780 CCTACATTGCCACATCACCA GGAAGAAGGTAGGGTGAGGC 241

Ai03B18451 Araip.B03 18451 p2 (AT)7 14 58496276 58496289 TCCGCATAATTAAACCTTCTCTTT TGTTAAGGCGTGTTGATTGG 256

Ai03B18456 Araip.B03 18456 p3 (GAA)6 18 58570485 58570502 ACCTTCTTCATGGCCACAAC ACACACCTTCCCCCTCTTCT 275

Ai03B18457 Araip.B03 18457 p2 (AG)8 16 58575390 58575405 GGGTTCGAATTTGGTGAGTG TTCTTATCTTTTTCAAAACCACCT 280

Ai03B18462 Araip.B03 18462 p2 (CT)6 12 58605781 58605792 CTTTTTGTTTGTTTCTTATCTTTTTCA CTCGAACACAGAGAGGGAGG 270

Ai03B18463 Araip.B03 18463 p3 (TTC)5 15 58609682 58609696 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai03B18465 Araip.B03 18465 c (A)11taaataaataaagcttgcag(A)1041 58617602 58617642 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 262

Ai03B18467 Araip.B03 18467 p3 (GAA)5 15 58651094 58651108 CGGTCTTAGGTGCCATCAAT CTTCTTGGCCGAAACACACT 161

Ai03B18468 Araip.B03 18468 p2 (AG)7 14 58653475 58653488 GAGAGAGGGAGAGGATTTTCG TTTTTGTTTGTTTCTTACCTTTTTCA 257

Ai03B18469 Araip.B03 18469 c (T)10a(T)10 21 58654745 58654765 ACAGCCAATCAGGCTTCAAC TCGAGTTTGGACAACTGACG 217

Ai03B18471 Araip.B03 18471 p3 (AAT)5 15 58673541 58673555 CCTGAGAATCCTGGAATGGA TGTTGCTGAGAAGACGATGG 197

Ai03B18473 Araip.B03 18473 p2 (TC)6 12 58680170 58680181 AGGATTGGTAATCAAGGGGG GGAGGTAGGTGGGGTTTCAT 273

Ai03B18475 Araip.B03 18475 p2 (TC)9 18 58685733 58685750 CGTTAAATGCCAGAAATGGG AGAGTGGGTGGAGGTGATTG 267

Ai03B18478 Araip.B03 18478 p2 (AG)7 14 58740163 58740176 GAGTGGAGAGAGGGGTAGGG TAGGATTGGCACTCAAAGGG 241

Ai03B18479 Araip.B03 18479 p2 (CT)6 12 58741553 58741564 AGCCTCAAATTCCCTTGGTT AAATTTGGAGGCACAAGTGG 235

Ai03B18482 Araip.B03 18482 c (A)11gagaataagatgtttcaaaataaaaatttgggatgcatgctcatgtgaaatcaaaacaattgaattaccatgtgcatt(A)1099 58755937 58756035 GAATGGGGAACTTTATGGGAA TGCAATTGGGGAATTTTTGT 199

Ai03B18483 Araip.B03 18483 p2 (TA)9 18 58759095 58759112 GCTTTATTTTGCATTTGGGG GCATGCTCATGTGAAATCAA 130

Ai03B18484 Araip.B03 18484 p3 (TGG)5 15 58761609 58761623 TTGAAAGAAGGGTGGCATTC TTCATACGCCTTCAGGTTCC 183

Ai03B18486 Araip.B03 18486 p2 (TA)6 12 58796207 58796218 ACAGCTATTTTCCGCTTCCG GAATGATGCGCAGACAAGAA 245

Ai03B18496 Araip.B03 18496 p4 (CTAA)6 24 58878489 58878512 TGAAAAACTCAAAACCAAGTAGCA TCCAACACTTCCAAACACCA 256

Ai03B18497 Araip.B03 18497 p3 (AGA)5 15 58888892 58888906 TTAGAATGTTGCTCGCCCTC CAAAATCTCTTTCCCACCCA 123

Ai03B18499 Araip.B03 18499 p3 (TTC)5 15 58910635 58910649 TCGCATAAATCAAGTCACGC TGCACAAAATTAAAATGCAATG 231

Ai03B18500 Araip.B03 18500 p3 (TTC)5 15 58914780 58914794 TGATCTTTCCCTTTGCTGCT TTGAGCAATGCCAAGAGTTG 196

Ai03B18505 Araip.B03 18505 p2 (AT)6 12 58956422 58956433 AGTGGCTCTGGCAGTTTTGT TCCTTTTCAGGCTTCTGGTT 143
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Ai03B18506 Araip.B03 18506 p2 (TA)10 20 58956540 58956559 AGTGGCTCTGGCAGTTTTGT AAAAACCTCCAAACATTGACTATT 265

Ai03B18515 Araip.B03 18515 p3 (TTC)5 15 59024756 59024770 GAATTCGGCATAAGATTGGG GAAAACTCCGAGACGAATGC 254

Ai03B18517 Araip.B03 18517 p2 (TA)8 16 59054581 59054596 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 205

Ai03B18519 Araip.B03 18519 c (T)10ccttttgccttttggtttaaagggctattggctttttctgcttgctttttctttttctttc(TA)989 59060273 59060361 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 211

Ai03B18520 Araip.B03 18520 c (AG)6gggggttcggatttttggtgagtgaggaagagatgtt(AATA)569 59103915 59103983 GCCCAGGTATAGAGGTTCCC CGAAAATATCTCCCTCTTTTTCAA 264

Ai03B18524 Araip.B03 18524 p5 (TTATC)5 25 59129546 59129570 GGCTATGCTGCTGATCCTTC CAGCCCAAGCCTACAGAGAG 260

Ai03B18525 Araip.B03 18525 p2 (TA)6 12 59137573 59137584 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 200

Ai03B18527 Araip.B03 18527 p5 (TTATC)6 30 59142827 59142856 AAAAGGCCCTTCTCGTAAGC TGTCCCAAATCCTAAGGCAG 227

Ai03B18528 Araip.B03 18528 c (AC)6gccatacccaaccccctcactcacggt(CA)651 59144266 59144316 AACCCTAATTTTCACTCACCCTT CCGGTGAGTTTACGTGGAAT 135

Ai03B18531 Araip.B03 18531 p2 (AG)11 22 59184540 59184561 GGAAAGGGTGTCATGGAGAA CTCCTCATCACCGAACCAGT 279

Ai03B18532 Araip.B03 18532 p3 (GTG)7 21 59184862 59184882 GTCCTCTGTTTGGCAAGAGC AGCATTGGTACACTCCCCAC 183

Ai03B18533 Araip.B03 18533 p3 (TCA)5 15 59186682 59186696 AAAAACCCTTCCCCTCACC GCAAACCTTGTTGTCCCTGT 130

Ai03B18534 Araip.B03 18534 p3 (CAA)5 15 59187216 59187230 GGAAAGGACGTGGATCTTCA CCCACTTGATGATGGTGATG 247

Ai03B18537 Araip.B03 18537 p3 (TAA)5 15 59193097 59193111 GCTGAACAATCCAAGAACCC CAACCTGCCACGTAAAGACA 223

Ai03B18538 Araip.B03 18538 p2 (AG)6 12 59195298 59195309 TGAGGATGGCAGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai03B18541 Araip.B03 18541 p4 (ATTT)7 28 59213749 59213776 CCAATGGAGGGTATGCAGAT CCTAACCACTTTTTCTCTCCTCA 240

Ai03B18543 Araip.B03 18543 p3 (AGA)5 15 59219539 59219553 AGGAGTCTCCAACCTTGGGT CTATGGCCAAACTCAAAGCC 266

Ai03B18545 Araip.B03 18545 p4 (TTTA)7 28 59251926 59251953 GACACCAATGGAGGGTATGC TTCGAAAATCTTCACCCACTTT 241

Ai03B18548 Araip.B03 18548 p2 (CA)7 14 59255141 59255154 CCTCACATCTCTTCTCCCCA GATGTCGTAGTAGCGGGCTC 247

Ai03B18550 Araip.B03 18550 p3 (AGA)6 18 59259560 59259577 GCATGGAAACAACATAATGGAA TTAAGCCAAGGATTGAAGGG 242

Ai03B18551 Araip.B03 18551 p2 (AC)6 12 59261193 59261204 ATTCACCCAATGTCCCAAGA AGCCAACTTTGAGCCTACGA 161

Ai03B18555 Araip.B03 18555 p5 (AAAAT)5 25 59293416 59293440 GAAATTGCGGAAGCAAAAGA TGGGGTAATTTTGTCCCCTT 213

Ai03B18556 Araip.B03 18556 p2 (CA)6 12 59309074 59309085 CCATTCCTTCTTGCTTCAACC TTGTCCCCTGCATTTTCAAT 244

Ai03B18560 Araip.B03 18560 p3 (TAT)5 15 59336236 59336250 TGTAACGAGAGAAATTTTGATGG AAAATTTTGGTAGTGGGGGC 243

Ai03B18562 Araip.B03 18562 p2 (AG)7 14 59381821 59381834 ACACCCATGGTGGAGAAGAG CTCTCCTTTGAATCTTGCCG 131

Ai03B18566 Araip.B03 18566 p2 (TC)7 14 59430110 59430123 GGCTGCTAACGTGGTTCTTC GAGAGGTTGGAAGAGAGGGG 230

Ai03B18570 Araip.B03 18570 p3 (GAG)5 15 59502084 59502098 TGTGCTCGCGAATAGTTTTG CCATCTCCTCATCCTGCTCT 128

Ai03B18572 Araip.B03 18572 p5 (TTTAT)5 25 59507290 59507314 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 203

Ai03B18573 Araip.B03 18573 p3 (AAT)5 15 59516161 59516175 ATGGAAGGATCAGCAGAAGC ATATCCGCTCATCATGCCTC 234

Ai03B18580 Araip.B03 18580 c (A)11gaataaaaaaaagagaaaaagagaaaaagaaaaaaaa(AT)864 59558965 59559028 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 245

Ai03B18587 Araip.B03 18587 p3 (GAA)5 15 59642484 59642498 CTGTGTAACAAGGCTGGGGT GCTTGCTCTTCCTCCACTTG 170

Ai03B18588 Araip.B03 18588 p2 (CT)6 12 59649526 59649537 AGCGATTTTTGAAGCCCTTT AAACCTGGGATCGAGAGTCA 212

Ai03B18592 Araip.B03 18592 c (A)10gatagaaaaatgaaaatgggcaccgacgcgccagcgcactgt(GC)664 59691338 59691401 GGGAGAATGCTATGTTTTGGA GAAATGGGCATAACTCTCGG 223

Ai03B18597 Araip.B03 18597 p2 (CT)9 18 59719503 59719520 TGTTTGTTTCTTATCTTTTTCAAAACT TCGAATTTGGGTGAGATGAA 276
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Ai03B18598 Araip.B03 18598 p3 (TTC)5 15 59721636 59721650 CACAACACAACCCCCTTCTC CGGTCTTAGGTGCCATCAAT 157

Ai03B18600 Araip.B03 18600 p2 (AT)11 22 59735465 59735486 TGGGGTATTTTTGTCCCCTT TGAAAATTTTGGGAATTGGG 245

Ai03B18602 Araip.B03 18602 p2 (AC)7 14 59744384 59744397 TTTCAAGGTTGTAATGGGGC TGCAAAAGTTGGAATTTCGG 163

Ai03B18606 Araip.B03 18606 c (A)13ccaaacagatttgttgttaaatttgatttgtggttgctttagaatgtttataggttaggagagtgttaaattatgtttttatgcttctt(A)10112 59771002 59771113 ATGAATTGGGTTGCCATTGT CGCATAGCATGCTCGCAC 267

Ai03B18607 Araip.B03 18607 c (A)10gatgtgtgtagaa(AT)1043 59772960 59773002 CATGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 203

Ai03B18611 Araip.B03 18611 p2 (AG)6 12 59817291 59817302 TTCGAATTTTTGGATGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 245

Ai03B18624 Araip.B03 18624 p2 (TA)11 22 59910848 59910869 CCAGTGAGGGTTCAATAGCTC GGAATCTCATGCAATGCAATC 279

Ai03B18625 Araip.B03 18625 p2 (TA)8 16 59924609 59924624 CCCATCTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 276

Ai03B18626 Araip.B03 18626 c (T)10ctattcttcttcttgtttttatgttttcttcttcttttctttttttttcttttttactttcattatccgtgtttttttc(T)1099 59930342 59930440 CGTTCTCTCTCTCACCACCA TGAACATGCAAGCAACCCTA 271

Ai03B18628 Araip.B03 18628 c (A)10caaatattgaatgcatttgagctaattttctgttacgcaaagtgt(GA)769 59952751 59952819 ACAGCCATGGAATAACCCTG TCCTTGATGCCAGAGCTAAGA 274

Ai03B18629 Araip.B03 18629 p3 (AGA)5 15 59955148 59955162 TTAGAATGTTGCTCGCCCTC CCTAATTGGTGCAGGGATGT 180

Ai03B18630 Araip.B03 18630 p2 (GA)7 14 59957828 59957841 GTTCTTGTCCTTGCTCCTGC TCGAAAATCACTAACCCCTTTT 280

Ai03B18631 Araip.B03 18631 p2 (AG)6 12 59957981 59957992 TGAGTATGGGAAAATTGTGGG CATTAGGGTGATTTTGTCCCAT 182

Ai03B18633 Araip.B03 18633 p2 (GT)6 12 59963692 59963703 GATGATCTGCTGCGTGAAAG CAACCCACTGCAAGAGTCCT 280

Ai03B18635 Araip.B03 18635 p2 (GT)6 12 59968060 59968071 GTTGCGTGAAAGCAGTCAGA CGAGGCAAACTACTGCAAGA 277

Ai03B18636 Araip.B03 18636 p2 (CA)6 12 59973508 59973519 CCTCGCAAGAGTCCTTTGAC TCGAGAAAACACAACTGGCA 232

Ai03B18640 Araip.B03 18640 c* (A)10(AG)6* 21 60010102 60010122 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 242

Ai03B18642 Araip.B03 18642 p2 (AG)6 12 60044591 60044602 AGAGGTGATGCGGAAGAGAA AATGGTGCAGGGATGAGAAG 160

Ai03B18644 Araip.B03 18644 p2 (GC)6 12 60092462 60092473 CATGAAATGGGCACAAAGTG AATAGAAAAATGGGCATCCG 117

Ai03B18645 Araip.B03 18645 p3 (AAT)7 21 60100336 60100356 ACCCCTTTCATTGGGTTAGG TTCGAAAATTATCCCTCCCC 256

Ai03B18646 Araip.B03 18646 p2 (GA)6 12 60100684 60100695 TAGAATAGGATGGGGGAGGG GCTTGTTTCTTAACTTTTTCAAAACC 236

Ai03B18649 Araip.B03 18649 p2 (GA)7 14 60121465 60121478 TCTTCACCAACAAAATCGCA TGTCGCAACCTTTCTCCTCT 147

Ai03B18651 Araip.B03 18651 c (CT)10(CA)13 46 60125705 60125750 TGCAATTACGATTCAGTGCC CCAGTGGAGGACAATGAGGT 206

Ai03B18655 Araip.B03 18655 p2 (AG)8 16 60130507 60130522 GATCACACCGGGATGAGAAG AGGATTTTGTTGCACACGGT 205

Ai03B18658 Araip.B03 18658 p3 (TCT)6 18 60206560 60206577 CCGAATACACACATCCCTCC TGGGATCTCTTGCTTGCTCT 275

Ai03B18671 Araip.B03 18671 p3 (GAA)5 15 60300443 60300457 ATGTAGTGCCACCGGAAGAG ATCCCTTGCCAACATCTCAC 235

Ai03B18673 Araip.B03 18673 p2 (GA)9 18 60320823 60320840 CTTCTTCACCATGGAAGGGA GAAACGACGGCTTTAGCAAG 249

Ai03B18681 Araip.B03 18681 p2 (AC)6 12 60357775 60357786 TAGGGCTAAGGGAAAGGTGG GGGATAAAATCACCCGAAGG 235

Ai03B18688 Araip.B03 18688 p2 (AC)6 12 60395833 60395844 TAGGGCTAAGGGAAAGGTGG GGGATAAAATCACCCGAAGG 235

Ai03B18693 Araip.B03 18693 p3 (AAG)5 15 60424723 60424737 CCACTCAACAACTGGAGCAA TCTTGACTTTCCCATGGAGG 247

Ai03B18695 Araip.B03 18695 c (A)15gag(A)10 28 60426984 60427011 GAAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 264

Ai03B18700 Araip.B03 18700 p2 (CT)6 12 60475899 60475910 TTCACTTCCCCCTCTCATCTT CCACAGTATAGGGATCCTTGTGT 150

Ai03B18701 Araip.B03 18701 c (A)11taggcg(A)10 27 60479010 60479036 TTGGCTCTTGAAAGAATGATGA TTTGGCTTTTTCTGCTTGCT 166

Ai03B18702 Araip.B03 18702 p3 (GAA)5 15 60482896 60482910 ATGTAGTGCCACCGGAAGAG ATCCCTTGCCAACATCTCAC 235
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Ai03B18703 Araip.B03 18703 p2 (AG)6 12 60486825 60486836 CTGCAAGGTCCTCTCCAAAG TTCTACTCATCTAATAATTCGAACCC 276

Ai03B18705 Araip.B03 18705 p2 (AT)7 14 60521209 60521222 AAAGCCAGAAGCTTTGGTGA GGCCGAAGCCTTTAAGAGAA 226

Ai03B18706 Araip.B03 18706 p2 (GT)7 14 60525091 60525104 AGCCCACTTTGAGCCTTTTT TCTCTACCAAAGCTTCCCGA 173

Ai03B18708 Araip.B03 18708 p2 (TA)7 14 60551778 60551791 TTCCAACACTTTTGCATTTCA TAACCACGCAATTAGGCACA 251

Ai03B18710 Araip.B03 18710 p3 (ACC)5 15 60590078 60590092 TCCAGAAGCAGAGAATCCAGA ACTACTCGCCCTGCTTTCAA 117

Ai03B18711 Araip.B03 18711 p3 (GTT)5 15 60590924 60590938 CCATCCACTCAAATGTGTCC AAAATGCAACCAAATAAGAAGAGAA 109

Ai03B18712 Araip.B03 18712 p2 (AT)8 16 60591264 60591279 AGAAAATTTCACTCAAACAAATCA GTGGTTTTGTCGGATGTGGT 259

Ai03B18715 Araip.B03 18715 p3 (ATT)5 15 60599046 60599060 CAGAGGGACGAAAGCATCTC GATCCCACGGAGATTGTCAG 188

Ai03B18719 Araip.B03 18719 p2 (CT)8 16 60613575 60613590 TCTTCACCCCACATACCTCC TGGGTGGGAAAGAGATTTTG 159

Ai03B18720 Araip.B03 18720 p3 (TCT)5 15 60613728 60613742 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 246

Ai03B18721 Araip.B03 18721 c (T)10cagaaaaaaaagattttgtaagtataaagaaactaatttaact(A)1265 60638216 60638280 TTGTGTCGGCCAAAATTAAA GCAGATGGCAAAATGTTCAG 275

Ai03B18724 Araip.B03 18724 p2 (AG)7 14 60647259 60647272 AGCGATTTCTGGACCCTTTT CCTGTGATTGAAGAGAAGTAGCC 236

Ai03B18725 Araip.B03 18725 p4 (TAAA)6 24 60664471 60664494 AACCGCTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 247

Ai03B18726 Araip.B03 18726 p3 (GAA)5 15 60681692 60681706 CGGTCTTAGGTGCCATCAAT ACACACCTTCCCCCTCTTCT 149

Ai03B18727 Araip.B03 18727 p2 (TA)9 18 60692828 60692845 ATTTTGCACTTTGGGCTTGT TCAAAAACTCACGGGTTGTG 258

Ai03B18730 Araip.B03 18730 p2 (CT)6 12 60703319 60703330 TTTTTGTTTGTTCTTACCTTTTTCAA GAGAGAGGGAGAGGATTTTCG 233

Ai03B18732 Araip.B03 18732 p2 (TA)12 24 60708580 60708603 AATGGCTCATTTCCATGTCC CAGAATGGTGGAACTTGTGC 279

Ai03B18733 Araip.B03 18733 p5 (TTTAT)5 25 60717638 60717662 TGACTGTGAGCATCGAGGAC ACAAGCCCAAAGTGCAAAAT 231

Ai03B18735 Araip.B03 18735 p2 (TC)6 12 60762392 60762403 ACACTAGTTCGCTGCCCAGT AAGATGATTCGCCTCCCTTT 220

Ai03B18743 Araip.B03 18743 p2 (TA)13 26 60794860 60794885 ACCAAGTGGGCCCTAGAAGT GTGCCCTCTAACAAGGGTGA 133

Ai03B18745 Araip.B03 18745 p4 (AACT)5 20 60807064 60807083 CACAAGAGGTAAGCATGAAGAA TCATCCAACACTCCCAAACA 267

Ai03B18746 Araip.B03 18746 c (GC)6ggatgc(T)13 31 60807225 60807255 TGTTTGGGAGTGTTGGATGA GCCTTTGGCACAAAACAACT 212

Ai03B18748 Araip.B03 18748 p2 (AC)6 12 60813188 60813199 TTTCTCAACCAATGTCCCAAG AGCCAACTTTGAGCCTACGA 164

Ai03B18749 Araip.B03 18749 p3 (AGA)5 15 60817764 60817778 AGAAGAACAAAAGTGCATCAACA AACCCAAGGAATGAATAGGGA 280

Ai03B18750 Araip.B03 18750 p3 (AGA)5 15 60820452 60820466 AGAAGAACAAAAGTGCATCAACA AACCCAAGGAATGAATAGGGA 280

Ai03B18757 Araip.B03 18757 p2 (TA)7 14 60899291 60899304 CTTGATGCAACCCAGAGCTA GAAGCGGAAAATGGCTGTAG 225

Ai03B18758 Araip.B03 18758 p2 (AT)7 14 60905172 60905185 CTTGATGCAACCCAGAGCTA GGAAGCGAAAAATGGCTGTA 224

Ai03B18760 Araip.B03 18760 p2 (GA)6 12 60915050 60915061 AGCGATGCTTTTACCACACC GCAGGGATGCTAAGTCCTTG 177

Ai03B18763 Araip.B03 18763 p2 (CT)6 12 60952513 60952524 GAACGTGAACAGCCTTCCTT CGTGTGTCGCTGATAGAGGA 196

Ai03B18764 Araip.B03 18764 p4 (TTCT)8 32 60953328 60953359 TAAAATTTGAGGTGGACGGC TCCCAAAAACCCAATACTGC 267

Ai03B18767 Araip.B03 18767 p3 (TTC)5 15 60966483 60966497 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai03B18768 Araip.B03 18768 p2 (TA)6 12 60971384 60971395 GAGACAGCTTGGTTTAGCCG GCAAGAAAAAGTAGCAAAAAGCA 250

Ai03B18771 Araip.B03 18771 p2 (GC)6 12 60981631 60981642 AGCTAACATCCGAGGCTTCA TTCATCTTTAGTGGGCCGAG 118

Ai03B18775 Araip.B03 18775 c (T)11gccattttttttc(T)1034 61042334 61042367 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B18776 Araip.B03 18776 p3 (AAT)6 18 61048678 61048695 TTCTTGTCCTTGCTCCTGCT AAATTGATTCGAACCCCCTC 162

Ai03B18777 Araip.B03 18777 c (T)12cgaaaacaaaggaaaaatttttgaaagatttttgaaaaa(T)1263 61049981 61050043 AAGCCAAAAACTCTGTCCAAA CGGTTCATCTTGTTGCTCAG 249

Ai03B18778 Araip.B03 18778 c (A)11gaaaaaagcaagcagaaaaagccaaaagctagcaagaaaaagcagtgaatacaaagcttgc(A)1082 61051755 61051836 CAGAAAGCTTGCGAAGAAAAA TTTAGCCGCTTAGACCAGGA 251

Ai03B18780 Araip.B03 18780 c (TAT)7tta(T)10 34 61075700 61075733 CACCCATATGCATTGTTTCCT GGCATTGAAACTTTTGCTCA 129

Ai03B18785 Araip.B03 18785 c (A)12tatcttctctaactattttttagcaaaaatttcgaaatttttc(A)1267 61096373 61096439 TTGTGTGTCTTTTGTGTGTTTTTC TTCGAAAATTATGACTGGAATAAGAA 264

Ai03B18787 Araip.B03 18787 p3 (TTG)7 21 61110746 61110766 GGTTGACTTGGCTCCATTGT GAGAACGAAGAGCTCATGCC 243

Ai03B18789 Araip.B03 18789 p2 (AG)6 12 61136521 61136532 GGAGGCTCTCACATTCACAA CCAAAGCCAAAAGGAAGAAA 279

Ai03B18791 Araip.B03 18791 p2 (TA)7 14 61150651 61150664 TTTTCAAGGCTGTAATGGGG TTTGGTGGCTAGGCATGATT 150

Ai03B18795 Araip.B03 18795 p2 (AG)6 12 61174137 61174148 GCCAGATTGAGGGAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai03B18800 Araip.B03 18800 p3 (GCC)5 15 61192198 61192212 CTGCCCTCTCTCCCTCTTCT AGTGAGGTGGGAAACAATGG 254

Ai03B18802 Araip.B03 18802 p4 (AAAT)5 20 61213911 61213930 CCTGTTGCAATCCATGCTTA GCAAATGCAATAAAAGAAAATGG 263

Ai03B18803 Araip.B03 18803 p2 (GC)6 12 61215804 61215815 TTGGGAGCAGTAGTATCGGC CCATGCAGAAACAGCTTGAA 261

Ai03B18804 Araip.B03 18804 p2 (GC)6 12 61237008 61237019 TGCTCGCTTTGTTGATTCTG GTTTTTGGCCTGAAAATGGA 161

Ai03B18805 Araip.B03 18805 c (A)11ttatgatatataaagaaagcattttttaaaaaaaatattatttatttcaactaaaaaatgctataagacaattgatgaacggagaattttatac(A)10ttatgatatataaagaaagtatttt(A)10150 61259395 61259544 TACCCCAAAATTCGCTTCAA TTATCATCATCACCATCTTCTTTTT 280

Ai03B18806 Araip.B03 18806 p2 (AT)6 12 61264571 61264582 TTGTTACCTTCCCCACAGGT CGTTGTCTTTATCTCCTGGCA 226

Ai03B18807 Araip.B03 18807 p2 (AC)6 12 61268836 61268847 AAAACAAGAAGGAACATGAGAAGA TGATGTTGCCTGATCCAAAA 278

Ai03B18810 Araip.B03 18810 p2 (AG)6 12 61276731 61276742 CATTAAACCTGGGATCCAGAA TTTACAGAATACGCCCCCAG 231

Ai03B18812 Araip.B03 18812 p4 (ATTT)10 40 61288454 61288493 TTGTTGGGATGAGGTGATGA TGCTTGACCTTGCTTGAATG 260

Ai03B18816 Araip.B03 18816 p2 (AG)6 12 61332544 61332555 ATAGGTGAGGGGTTTTTGGG GGGCAGGAACTTGGTGTTTA 226

Ai03B18818 Araip.B03 18818 p2 (GA)6 12 61340526 61340537 GAAAGGCCTGCAGAGACATC CCTCACTTTCGGCTTCTACG 114

Ai03B18819 Araip.B03 18819 p2 (TC)6 12 61340722 61340733 CGTAGAAGCCGAAAGTGAGG TGAGAGCACAAGCGAGAGAA 267

Ai03B18820 Araip.B03 18820 p2 (GC)6 12 61378548 61378559 GAGGGTGCTAGCAGAGGATG CAACCTTGTGCCAAAACTGA 214

Ai03B18822 Araip.B03 18822 c (A)11gaaataaaaataaatttgggaagcatgctcatgagaaaatcaaagtgattcaattaccatgtgcatc(A)1391 61388830 61388920 GGGAAACCTTTTGGGAACAT TGCATTTTGGGGAATTTCTT 202

Ai03B18823 Araip.B03 18823 p2 (TA)6 12 61389467 61389478 TTTCTTTCCCATCTCATTTGC AGCCTCCCCACACTTAAACA 256

Ai03B18826 Araip.B03 18826 p5 (AATCA)6 30 61394155 61394184 CCACAAACACTCCAGTTCCC GCTGGGAACTTTCAAAGCAG 245

Ai03B18828 Araip.B03 18828 p2 (CA)6 12 61395476 61395487 TCAAATTCCTTGCTCATCCC ATTCGCGAGGTTAGGGTTCT 252

Ai03B18829 Araip.B03 18829 p5 (AAGAT)5 25 61401749 61401773 GGACGGTTCCGTTGAAGATA CCTGGGTGCTCCAGTGTATT 123

Ai03B18831 Araip.B03 18831 p2 (AC)7 14 61440636 61440649 TTTTCTCAAATCGTCCCAGG GCAAAAGGGAAATTTTGGGT 256

Ai03B18833 Araip.B03 18833 c (T)10aaagcagaatgcagatgattgaaattatgaatgaacactaat(A)1062 61442643 61442704 CAGGGGACGTGTATGTGTGA GTGCTAGGTGGGAGACAACC 279

Ai03B18836 Araip.B03 18836 p3 (TGT)5 15 61460060 61460074 TGCCTTAGGTGAGGTGCTCT CAACAACAACAGAGGAGGCA 111

Ai03B18837 Araip.B03 18837 c (T)12aaattgggtccctacactttttttccttttatttaggtctctgtaccaattc(T)10agttgggtcctataaaattaagccaattactactaagagggacttaattg(A)11135 61466426 61466560 GCTGGTCCCTATAGTTTCGC TTAATTGGGTCTCTGCACCA 234

Ai03B18839 Araip.B03 18839 p2 (TA)7 14 61482633 61482646 TTCGGTCTTTTTGTATCACCG AAAACCGCATAACACTTCGAT 212

Ai03B18841 Araip.B03 18841 p2 (CG)6 12 61488127 61488138 AATAAGCCATCGACACGGAC TGTTTGGGAGTGTTGGATGA 195

Ai03B18851 Araip.B03 18851 p4 (TTTA)5 20 61548095 61548114 CCAAAATTTCCACTTTTGCAT GGAAAACTGTGGGAACATGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B18852 Araip.B03 18852 c (AG)8ggttcgaattatgagtagaagtgttagtaagtaaataaaatgaatagaaagggat(GA)683 61566991 61567073 TGAGTTGGAGAGAGAATAAGGAGAA CGAAAATCACTAACCACTTTTTCA 267

Ai03B18857 Araip.B03 18857 p2 (AT)6 12 61586257 61586268 TGGGAAAGTTGAATTTGGAA GGGGCATTTTGTCTCCTTTT 222

Ai03B18858 Araip.B03 18858 p2 (TC)6 12 61590431 61590442 CGCATATTTTCACCTTTCAATG ATGGGAAGCAATGGCAACT 279

Ai03B18860 Araip.B03 18860 p2 (AT)9 18 61604746 61604763 TGCCTATGAACCACCTCCTC GGCATTTTTGTCCCCTTTTT 181

Ai03B18868 Araip.B03 18868 p2 (GA)6 12 61676295 61676306 TACCCTACGGTGGTAGTCGG CCCTCCAGCAAAATTGAAAA 250

Ai03B18869 Araip.B03 18869 p3 (GAA)5 15 61685242 61685256 GCCCTCGAGCAATAAAAGAA GCCCTCCATTCTTCATCAAA 129

Ai03B18870 Araip.B03 18870 p3 (AAT)5 15 61687292 61687306 CAGGTTCTGGATCTGCTTCC CATCTCTGCCATCCTCACAG 202

Ai03B18871 Araip.B03 18871 p2 (AG)6 12 61687634 61687645 TGAAAAATGTTAGTGTTTTGCGA TTTTCAAAAAGTTGGTTTCAAAAT 248

Ai03B18874 Araip.B03 18874 p2 (AT)7 14 61696120 61696133 ATTGCTGGTTGGTTGCTACA TTGTGGGCCATAATCCATTT 229

Ai03B18877 Araip.B03 18877 p2 (TA)7 14 61710277 61710290 CAAAGCCTAGTGATGGTTGCT GGTTTGGTGCAGAGAAAACAG 239

Ai03B18878 Araip.B03 18878 p4 (TTAT)6 24 61712747 61712770 GCCTAGCTACCCAAAATTCCT TGGGTCAATAGGGAATGTGTT 280

Ai03B18882 Araip.B03 18882 p2 (TC)6 12 61745321 61745332 TTTGTTTCTCATCTTTTTCAAAACC GAAAAAGGAGTGAGTGATTTTCG 181

Ai03B18884 Araip.B03 18884 p3 (TCT)6 18 61747604 61747621 AGACGCACGTTCAACCACTT GAGGCTTATGGAGTTATGGGC 175

Ai03B18888 Araip.B03 18888 p2 (AT)8 16 61798400 61798415 GGGTGTTGCCCTAAAAATGA TGCGGATACCCTTATCTTGG 271

Ai03B18892 Araip.B03 18892 p3 (TCT)6 18 61817030 61817047 CCTCAATCTCTTCCCCATCA TTAGAATGTTGCTCGCCCTC 100

Ai03B18897 Araip.B03 18897 p2 (TA)7 14 61857823 61857836 TGTACAATGCATGTTCTTTACCG GCTCAAGGCCATAATTACCAA 192

Ai03B18899 Araip.B03 18899 c (A)10gaattggtacaaggacctaaataaaaagaaaaagaaagtgtagggacccaattcaaaataaatttggtgcaaagactcaattatgtg(T)19116 61859662 61859777 TGGGTCCGTGCACTATTTTT TCCCACTGTCTCAAACACCA 266

Ai03B18901 Araip.B03 18901 p2 (TA)20 40 61861402 61861441 TTGTGCTTCTTAGGCCGACT AATGGGGCTGAGGTAAAGGT 160

Ai03B18907 Araip.B03 18907 p2 (TC)6 12 61899529 61899540 TTCCTTCTCCCTTCTTCCTTC AGTGCAACAATCCACAAGCA 244

Ai03B18909 Araip.B03 18909 p5 (AAGAT)5 25 61922620 61922644 CAGCCCAAGCCTACAGAGAG GTACCTGCAAAGGACTCCGA 224

Ai03B18910 Araip.B03 18910 p3 (TTC)6 18 61933725 61933742 CCTCTTTCACCACCTCTCCA TATTGCCACTTTTTGGAGCC 181

Ai03B18911 Araip.B03 18911 p2 (AC)7 14 61937476 61937489 TACCTTTAGCTGGCGGGTTA TTTTGGTGCAATGGTGACAT 278

Ai03B18916 Araip.B03 18916 p3 (AAG)5 15 61957523 61957537 GTAGATCGAAACCCCCTTCC ATCGGATCAGAGGATCGAGA 280

Ai03B18920 Araip.B03 18920 p2 (TG)7 14 61990276 61990289 TCAACTGATGGATGGCTTCA TCAAAGACGGTTCTGAGCCT 272

Ai03B18921 Araip.B03 18921 p2 (TG)10 20 61991631 61991650 TTGCATCTTGCTTCATTTGC GGCCCAGCATTTTGAAGTAG 205

Ai03B18924 Araip.B03 18924 c* (A)10(AT)7* 23 62000144 62000166 TGAAAATCTTGGGAATTGGG GGCATTTTTGTCCCCTTTTT 205

Ai03B18925 Araip.B03 18925 c (T)11cgtaaaaaaaatttaaaaataattagttaaaaaaaacagaaatttttgaaaaagaggggagatattttcgaaaattt(GA)6100 62016958 62017057 CAGCTACTTGGTTCTCTACCATGA TTGTTTCTTAACTTTTTCAAAACTACC 276

Ai03B18928 Araip.B03 18928 p3 (AAG)8 24 62025568 62025591 ATGATCCCTTTTCCAAGGCT GCGATGATCAACTAAACCCC 207

Ai03B18929 Araip.B03 18929 p2 (TG)6 12 62028123 62028134 ATTTCGGTTGTGAAGGCAAC CTCATCCCAAGCCAAGATTC 206

Ai03B18931 Araip.B03 18931 c (T)12gaaaaccgaaat(TAAAA)549 62047247 62047295 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCACA 188

Ai03B18932 Araip.B03 18932 p2 (AG)6 12 62048853 62048864 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 270

Ai03B18935 Araip.B03 18935 p3 (AAG)7 21 62067805 62067825 AGAAGATGGCCAAAGTGGTG TTGCTGATATGGTGGTTGGA 152

Ai03B18936 Araip.B03 18936 c (A)10cagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)764 62073893 62073956 AACGCGTACCACTAACCAGC TTTCTCTCTCCTCACTAAATTCAAAA 237

Ai03B18943 Araip.B03 18943 p2 (AT)10 20 62118412 62118431 TGAAACAATGGCCTCAATCA AATAGGGCATTAGCATCCCA 279
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Ai03B18945 Araip.B03 18945 p3 (GAA)5 15 62134961 62134975 CATGACTCGGAGGTGGAAGT ACACACCTTCCCCCTCTTCT 204

Ai03B18946 Araip.B03 18946 c (AAT)6agggatcctttataccacagtatagaggtccttgtgtgagtagaagaaaagaaaaagaaaatctgaactc(AG)6100 62140079 62140178 GTGTCCTTGCTCCTGCTCAT TCACCAAAAATCCGAACTCC 165

Ai03B18950 Araip.B03 18950 p2 (AG)7 14 62193856 62193869 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 214

Ai03B18955 Araip.B03 18955 p6 (TTTATT)6 36 62224650 62224685 TCACTTGGAGTTTCTTGCCA CAGGTTCAGGATCAGGAGTCA 280

Ai03B18960 Araip.B03 18960 p2 (AG)6 12 62245166 62245177 ATGGGGGAGATAGAGGGTTG TATTCCCCAAAAACCCATCA 205

Ai03B18961 Araip.B03 18961 c (T)10ggtcacgctaaaaaaccgtgaccatagatactctatgatcaccctttccaaaaaaaccgtgaccatagc(T)1089 62248168 62248256 TAGACCCTTTTAGGCCACCC CCCTCTATGGTCACGGTTTT 206

Ai03B18964 Araip.B03 18964 c (T)10cgcctattttttttc(T)1035 62259066 62259100 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 186

Ai03B18965 Araip.B03 18965 p3 (GAA)5 15 62260364 62260378 TCTTCCCCTTCCCCTTTCTA GAAACACCTTCCCTTCTCCC 181

Ai03B18966 Araip.B03 18966 p3 (AAT)5 15 62262227 62262241 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 235

Ai03B18969 Araip.B03 18969 p3 (ATT)5 15 62277010 62277024 AAAGGCTTGCTATTGCCAAA ACCCTGAGAATCCTGCAATG 178

Ai03B18970 Araip.B03 18970 c (T)12attttctcccatctccttgcgacgcggacccgtcaatgaggcggtcgcgtcgcgtga(T)1180 62292848 62292927 GTTCCCATGTGACGCTGAC CCCACCATGGTATGATCGTT 279

Ai03B18978 Araip.B03 18978 p2 (GA)8 16 62405724 62405739 AAGAAGGGAAGAAAAACCTTGA TAGCACAAAACGAGTCACGC 270

Ai03B18981 Araip.B03 18981 c (A)10ctttcaaaaatttctcatcagtttttg(A)1451 62429367 62429417 TCGAGTTTGGACAACTGACG ACCAGGCTTCAACATGCTTT 227

Ai03B18984 Araip.B03 18984 p3 (TAT)7 21 62431072 62431092 GTCCCCCTCATTTCTTCCAC TTATTTTCGGCTGCCATCTC 257

Ai03B18985 Araip.B03 18985 p3 (TTC)5 15 62435192 62435206 ATCCCCACCTACCTCCATTC CGGTCTTAGGTGCCATCAAT 253

Ai03B18986 Araip.B03 18986 p2 (AT)7 14 62468821 62468834 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 222

Ai03B18989 Araip.B03 18989 p2 (CT)7 14 62477672 62477685 TTTTTGGTTGTTTCTTAAATTTTTC TAGAATAGGATGGGGGAGGG 236

Ai03B18990 Araip.B03 18990 p3 (TTC)5 15 62478329 62478343 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai03B18991 Araip.B03 18991 p2 (TA)14 28 62495344 62495371 TGCTTTTCTCTCCCATCTCAA TGGTGGAATCTGATGCAATG 208

Ai03B18992 Araip.B03 18992 p3 (AAG)5 15 62498771 62498785 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 172

Ai03B18995 Araip.B03 18995 p3 (AAG)6 18 62510823 62510840 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 175

Ai03B18997 Araip.B03 18997 p2 (AG)7 14 62535575 62535588 CCAAAGCCAGAGAAGTGGAG GGAGATGATAGTGGCGGTGT 172

Ai03B19000 Araip.B03 19000 p2 (TA)6 12 62544026 62544037 TCCCAAAGAGATGAAATGCC ATTAGCGTCATCAAGGTGGG 179

Ai03B19001 Araip.B03 19001 p3 (TTC)5 15 62545823 62545837 TCCTTTTCCTTCATTCCACG TGGTGACGAGAGAGATGGTG 165

Ai03B19002 Araip.B03 19002 p2 (TC)6 12 62545945 62545956 CATCTCTCTCGTCACCACCA TCGCTAGATGAACGCTTGTG 249

Ai03B19004 Araip.B03 19004 p2 (TA)6 12 62556410 62556421 CAGTTCGTCACCCTTGGATT TCATGTACTGGATAACATGCAAA 267

Ai03B19008 Araip.B03 19008 p2 (AC)10 20 62590942 62590961 AACCCTAGCTGCACTCCTCA GGACAGCGTCGTTCTTCTTC 158

Ai03B19012 Araip.B03 19012 p3 (CTT)6 18 62623839 62623856 TGCAACTTTGAATTGCAGTTTT AAGCTCCTCCCCCTAATGAA 150

Ai03B19013 Araip.B03 19013 c (AT)6ag(AT)6 26 62627045 62627070 TTGAAAAGATTTGATTTTGAAAAGA TTTGGTGTTCTTTTGGTGTCTG 270

Ai03B19015 Araip.B03 19015 p2 (CT)6 12 62645870 62645881 TGGCAACATAAAGGAATCAATG TCAAGCCCGAAAACACAGAT 258

Ai03B19016 Araip.B03 19016 c (TAT)6tg(TTA)11 53 62648258 62648310 AAGTCCGATTTTTGCCGATA GCCAAGAAAGGAGTGAAATGA 256

Ai03B19017 Araip.B03 19017 p2 (CA)6 12 62655203 62655214 CCCTAACCCTAACACACCCA CGTCCTCTCTCTCCATCTCG 280

Ai03B19018 Araip.B03 19018 p2 (TC)6 12 62655528 62655539 CGAGATGGAGAGAGAGGACG AAAGTTCAAACGCTCCCCTT 270

Ai03B19020 Araip.B03 19020 p3 (TGC)5 15 62656548 62656562 TGTCTTTGCCTGCTGTGTTC CCAAAGGCTACGCTTTTCAG 264
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Ai03B19023 Araip.B03 19023 p4 (GAAA)5 20 62668119 62668138 ATTTGGGAATTGGGTGCATA AGTGAGCTTGCATTGACCCT 255

Ai03B19024 Araip.B03 19024 p2 (AT)11 22 62671252 62671273 TTTTCCCTCGCCTTTATCCT GCATAAGATGACTTGCCATCAA 208

Ai03B19025 Araip.B03 19025 p2 (AT)6 12 62687126 62687137 TTTGGTGTCCGTTTAGTGTTTTT TTTCGAAAATTTAAAGAAAAAGGG 170

Ai03B19026 Araip.B03 19026 p2 (AT)10 20 62688132 62688151 CCGGATCCTGAAACTGAAAG AGCACGCAAGTTACCTCACC 228

Ai03B19027 Araip.B03 19027 p2 (AG)6 12 62703056 62703067 GAGGGGTAGGGTTTGACCAT CAATTAAGGGGGCGTTTACA 275

Ai03B19028 Araip.B03 19028 p2 (TA)7 14 62713412 62713425 AAGCCTCGAATTAACTCCCTTT AGAGAAAGACAAATGGCACGA 178

Ai03B19029 Araip.B03 19029 p2 (AT)7 14 62752935 62752948 GGAAGCTCCTCAAATGTCCA CGTTGGATCTTTATGCCGAT 262

Ai03B19037 Araip.B03 19037 p3 (TTG)5 15 62815560 62815574 GAAGACCGATAGAGCACCCA GGCAAGCATCTTCCTTACCT 271

Ai03B19039 Araip.B03 19039 p2 (TA)7 14 62817714 62817727 CGTAAGCTCAAACTCGGCTC AACTCATGAGCTGGTGACCC 267

Ai03B19043 Araip.B03 19043 p2 (TG)7 14 62830976 62830989 GGTCTTCCTCTTTTCCCACC CTCATTCTTCTCACCGCCTC 270

Ai03B19048 Araip.B03 19048 p2 (AC)7 14 62878206 62878219 TTTCAAGGTTGTAATGGGGC AAGTGGGAATTTCGGGTAGC 156

Ai03B19049 Araip.B03 19049 p2 (CT)7 14 62909104 62909117 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 279

Ai03B19050 Araip.B03 19050 p3 (TTC)5 15 62911261 62911275 AAACACACCTCCCCTCTCCT AGTGGTCTTGATGGGCTTTG 246

Ai03B19051 Araip.B03 19051 p2 (GA)7 14 62920174 62920187 CTAGAGGTTTCTCCGGCCTT CCAAACCCACCCATTCATAC 275

Ai03B19053 Araip.B03 19053 p2 (GA)6 12 62923449 62923460 GAGTGGGAGAGAGGGTTCG GAAAACTCCTCACCACTTTTTCA 238

Ai03B19059 Araip.B03 19059 p2 (AG)7 14 62934232 62934245 TGTAAGGATGTGACATTTCATGTAT CATCTCTTCCATTGCTGAAACA 246

Ai03B19060 Araip.B03 19060 p5 (TATTT)5 25 62946170 62946194 TTGCAGCAAAAAGATACATAAAAA CTTGAGGTTGTGCCATTGTG 236

Ai03B19061 Araip.B03 19061 p2 (CT)10 20 62948377 62948396 TTCTACTGCTGCATGTTCGC TTGTGCAAAGGATCAAGCAT 253

Ai03B19062 Araip.B03 19062 p2 (AT)6 12 62951139 62951150 TTTTCAGGGTTGTAATGGGG AAAGTGGGAAAAATTTGGGC 167

Ai03B19063 Araip.B03 19063 p2 (AT)10 20 62951350 62951369 GCCCAAATTTTTCCCACTTT GGAAGCATGCTCATGTGAAA 214

Ai03B19064 Araip.B03 19064 p3 (CTT)5 15 62954314 62954328 ATCAAGCTCCACTCCCTTGA GAACCTCCATGGGAAAGTCA 201

Ai03B19068 Araip.B03 19068 p3 (TTC)5 15 63027191 63027205 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai03B19071 Araip.B03 19071 p4 (TTTA)5 20 63069518 63069537 CCATGATGGAGAAAGGGAGA AAACCACTCTTTTCATTTTTCG 131

Ai03B19072 Araip.B03 19072 p2 (AT)11 22 63105289 63105310 AACAGCTGGATAACCGAACG CCGGAAACTAAGCGTTACCA 247

Ai03B19073 Araip.B03 19073 p2 (CT)8 16 63106524 63106539 GCCAGAAAGGGGTAAAAAGC TTGGTGAGGGGTATTTGGAA 263

Ai03B19075 Araip.B03 19075 p2 (TG)6 12 63121372 63121383 GGGAGGCAGAACGACAACTA CCACCCCCTTTCTTCCTAAA 264

Ai03B19078 Araip.B03 19078 c (T)15aaatg(A)10 30 63141083 63141112 TCATTGAGACCCCAACTATGC TGAAGTTTGAATTCCCTGCC 246

Ai03B19079 Araip.B03 19079 p2 (AG)16 32 63142908 63142939 ATCTTTCTGCGGTTGTTGCT GCGGAGCCATTATCACCTAA 240

Ai03B19087 Araip.B03 19087 c (T)12agttattaaaa(T)1033 63157688 63157720 ATCCTAACGTCAAAATGGCG CTTGAAGGTCAAGATGAACGTG 246

Ai03B19090 Araip.B03 19090 p5 (AAAAG)5 25 63166027 63166051 AATTGTGGAAACATGGGTTGA TGGGGTAATTTTGTCCCCTT 235

Ai03B19091 Araip.B03 19091 p2 (AT)6 12 63170399 63170410 GCTCTATGCCTCTGTGGGAA CCACAATCCCCGAATGTATTA 208

Ai03B19094 Araip.B03 19094 c (GCA)5(ACA)5 30 63187126 63187155 CTCAAATCCCACTGCCATCT TCGTCGTCAACGCTATTCAG 168

Ai03B19095 Araip.B03 19095 p2 (AG)8 16 63187911 63187926 GGTAAAGCCCTTTTTCTGGG TATCATCTCTTCCCCTCCCC 253

Ai03B19096 Araip.B03 19096 p3 (TAT)9 27 63188755 63188781 AGTTTTATCTTGGCGAACCG GGGGGTTAGGTGTCATGTTC 211
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Ai03B19098 Araip.B03 19098 c (TTAT)6ttaaatttttttat(TTTA)558 63199449 63199506 GATTCCCATTTTTGCATCTCA TGGGTACCTACTCATGTGAGACC 248

Ai03B19099 Araip.B03 19099 p5 (TTTTC)5 25 63201558 63201582 TACTTTGGGGCATTTTGTCC TGTTCTTGTGAAAATGGGCA 168

Ai03B19100 Araip.B03 19100 p2 (TA)16 32 63213514 63213545 GGCATTTTTGTCCCCTTTTT TTTTTGGAATTGGGTACATGC 233

Ai03B19102 Araip.B03 19102 p3 (AAT)5 15 63223862 63223876 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 204

Ai03B19105 Araip.B03 19105 p3 (GAA)5 15 63257516 63257530 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 164

Ai03B19107 Araip.B03 19107 p3 (GAA)5 15 63267896 63267910 CGGTCTTAGGTGCCATCAAT TCAAAATCAATTTCCCACCC 274

Ai03B19110 Araip.B03 19110 p3 (AGA)5 15 63285701 63285715 GAAGTGCATCCCCTGAGGTA CACACATCCCTCCATCTCCT 262

Ai03B19114 Araip.B03 19114 p2 (AG)6 12 63311687 63311698 TGCCTTTTTCTCTGTCCCTG AACATCTCTCCCTCACCCAC 178

Ai03B19115 Araip.B03 19115 p2 (AG)6 12 63311927 63311938 GTTGACGAACTTAATCTTTTGTGA AAACAGGTAATGGCCGTAATG 224

Ai03B19117 Araip.B03 19117 c (A)11ttttttcgaaaacaaaggagaaaaattttgaaagatttttttgaaaaattttttgaaaagaaaac(A)1086 63313252 63313337 TTTGGGTATGGCTTTTCAGC TCGAGTTTGGACAACTGACG 251

Ai03B19121 Araip.B03 19121 p2 (AG)6 12 63339902 63339913 TCAAATAACTGTCTGTGACATGGA TAAAGTGTGGGAATGCACCC 246

Ai03B19122 Araip.B03 19122 p2 (AT)10 20 63340779 63340798 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 278

Ai03B19125 Araip.B03 19125 p2 (AG)6 12 63346978 63346989 GAACATTAAACCTGGGATTCAGA GGCCCAGATCCAAGTACAGA 196

Ai03B19128 Araip.B03 19128 p2 (CT)6 12 63354519 63354530 TTTCTTATCTTTTTCAAAACCACC TTTGCTCCAATGGTAGGAATG 219

Ai03B19137 Araip.B03 19137 p3 (TTC)6 18 63438200 63438217 ACCGACCACCCTTCTTTCTT GCAGAGCAATGCCAGATGTA 264

Ai03B19138 Araip.B03 19138 p2 (TA)10 20 63440694 63440713 CCTTTCCTTGTTGAAACCACA TCTTGGACTTTGCAAGCCTC 280

Ai03B19141 Araip.B03 19141 p2 (TA)27 54 63456403 63456456 CCAATCATCAATCATCAAAATCA TGGAGTTTGCTAGCCTCCAT 197

Ai03B19147 Araip.B03 19147 c (T)11gtatccccttttatttggatgctgaaaatt(A)1152 63538242 63538293 TGTGCATTGTTTTCATTGGG AATGTGGGAAACCTTTTGGA 210

Ai03B19152 Araip.B03 19152 p4 (TTTC)5 20 63577327 63577346 TAGGACCAGGCTGGAAACAC CTCTCACCAACCCAATCACC 272

Ai03B19156 Araip.B03 19156 c (CT)6gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaaaaggatccc(TAT)598 63590566 63590663 CGAAAATTCACTTCCCCCTC CAGGTTCTGGATCTGCTTCA 258

Ai03B19157 Araip.B03 19157 c (A)10caaaatttaatgggaaaaaaa(AAT)5t(ATA)562 63594764 63594825 GAAAAGTTGGGAACATTGGG TTGTACCTTGACTTTGGGGC 272

Ai03B19158 Araip.B03 19158 p3 (AGA)5 15 63598736 63598750 CAGGGGATCAATGAGACTAGAAA GGAATTGGGATTGAGAGCTG 280

Ai03B19159 Araip.B03 19159 p4 (TGTA)5 20 63602906 63602925 TTTGATGACGTTCCACCTGA GCAACATTCAGTTATCCAGCC 257

Ai03B19162 Araip.B03 19162 p2 (TC)6 12 63662998 63663009 TCCCCTTTCTTCCTTCTTCC CAATGACCCAAATAAATTTCCAA 222

Ai03B19172 Araip.B03 19172 c (A)10caattacataataagaacaacaagaacaacaacaacaataattataac(AAT)882 63739694 63739775 TCATAATGCAAACCAACCTGA AAGTTGCACCCACTCGTGAT 208

Ai03B19173 Araip.B03 19173 p3 (TTC)5 15 63744766 63744780 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai03B19174 Araip.B03 19174 c (T)10cataaattaagaggttattggtttttatttaattattaaaaatttttcc(A)1069 63750907 63750975 ATCCTAACGTCAAAATGGCG TGAAGGTCAAGATGAATACCAAGA 220

Ai03B19179 Araip.B03 19179 p5 (AAGAT)7 35 63784775 63784809 GAAAGCCCAGTAAAGGGTCC CGTGGGCTGACCTTTTTAGA 177

Ai03B19182 Araip.B03 19182 p5 (AAGAT)5 25 63805673 63805697 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai03B19184 Araip.B03 19184 p3 (TTC)5 15 63830250 63830264 CTCCTTCTTGGCCGAATACA GCTTTTGTCTTCCCTTTCCC 202

Ai03B19185 Araip.B03 19185 c (TTTTA)5ttttttttctattccatgtgcattgttttcattggggaatttcctttttgtatacccttttatttagatgctgaaaaataac(T)11118 63834463 63834580 CCTAATTTCCCATAATTTCCCA GGGAAGCATGCTCATAAGAAA 216

Ai03B19188 Araip.B03 19188 p4 (TATT)5 20 63842174 63842193 TCCCTGTGAGGTAACCTGTG CCCTTCCCTTTATACCGTATCC 279

Ai03B19191 Araip.B03 19191 p5 (AAGAT)6 30 63863790 63863819 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 184

Ai03B19194 Araip.B03 19194 p5 (AAGAT)5 25 63892057 63892081 GGCCCAAATAGAGGAACACA GGTGGTACATGCAAGGGACT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B19195 Araip.B03 19195 p2 (AT)7 14 63910049 63910062 TAAGCTAGATTGATGGCGGC CACAGATTAACGCTCTAGCCAA 220

Ai03B19198 Araip.B03 19198 p4 (AAAT)7 28 63928789 63928816 TGCCGCTGTGTCTCTTTATG GCAAAATTGAATCCTTATTGGAA 234

Ai03B19199 Araip.B03 19199 p2 (AT)7 14 63942292 63942305 GAAAAACATCAGCAACGCAA ATAGGCCAAAAAGTGGAGCA 277

Ai03B19202 Araip.B03 19202 c (T)10a(T)10 21 63997899 63997919 ACACCTTCACACCACAAGCA TGAAGCAAGAAAAAGCAGCA 232

Ai03B19204 Araip.B03 19204 p3 (AAT)5 15 64024215 64024229 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 203

Ai03B19205 Araip.B03 19205 p2 (AG)6 12 64024556 64024567 TGAGGATGGCAGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai03B19209 Araip.B03 19209 p3 (AAG)5 15 64068916 64068930 GAACCTCCATGGGAAAGTCA ATCAAGCTCCACTCCCTTGA 201

Ai03B19211 Araip.B03 19211 c (T)10ctatttttttcttt(TA)738 64086343 64086380 TACTTTGGGGCATTTTGTCC TTGAAAATCATGGGATTGGA 152

Ai03B19212 Araip.B03 19212 p2 (TA)6 12 64087112 64087123 CAGCTCAATTGGGATACCCT GAGGACGGTGCAAACCTTTA 278

Ai03B19213 Araip.B03 19213 p2 (AC)6 12 64087601 64087612 TGTGTGGGTTCTCAGATTGC TCATTTGGTCCACCAATTTTT 254

Ai03B19217 Araip.B03 19217 p3 (GAA)5 15 64104774 64104788 AGGATTCTCCGGTCTTTGGT ACACAACCCTCTCTTCCCCT 189

Ai03B19219 Araip.B03 19219 c (T)10cgaaaacagatgagaaatttttgaaaggtttttgaaaaatttttgaaaataaaac(A)1075 64109360 64109434 TGCCTCTATGCTGATGGTTG CGGTTCATCTTGTTGCTCAG 247

Ai03B19220 Araip.B03 19220 p2 (AG)6 12 64111090 64111101 CCTTTCAGGCTCTGGATCTG TCACCAAAAATCCGAACTCC 192

Ai03B19221 Araip.B03 19221 c (T)11gaaaaagagggagatattttcgaaaatt(AG)651 64111280 64111330 GGAGTTCGGATTTTTGGTGA CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ai03B19223 Araip.B03 19223 p2 (GT)6 12 64124511 64124522 ACAAGCCTTGAAGCGAAAAA CCCTTTTATTCCCCCAATGT 120

Ai03B19225 Araip.B03 19225 p3 (GAA)5 15 64142440 64142454 CGGTCTTAGGTGCCATCAAT AACACAACCCTCCTTTCCCT 182

Ai03B19226 Araip.B03 19226 p2 (AG)7 14 64144701 64144714 TTGAAAAAGAGGGAAGATATTTTTG TTGTGATTTCTTGTGAATCAAGTC 280

Ai03B19227 Araip.B03 19227 c (T)10cgaaaacaaaggagaaatttttgaaaga(T)1149 64146032 64146080 CATTCCCTATAGCCAGCCAG TCGAGTTTGGACAACTGACG 234

Ai03B19235 Araip.B03 19235 p3 (TTC)5 15 64212150 64212164 TCCCTGATTTCATTTCCTGC CCAATTGGATGAAGAACGAA 229

Ai03B19241 Araip.B03 19241 p2 (CT)7 14 64309935 64309948 CATTTCTGCCCAGTCAAGGT CAACTTGTGGCGGTTAGGTT 203

Ai03B19246 Araip.B03 19246 p3 (AGA)5 15 64351049 64351063 CCTTAGGTGGCATCAATGGT AGGTGATTGAATCCCACAGG 240

Ai03B19247 Araip.B03 19247 p3 (AAT)5 15 64351952 64351966 TTCTTGTCCTTGCTCCTGCT CAAAAATTCTCCCTCTCCCA 234

Ai03B19248 Araip.B03 19248 c (T)10cgaaaataaaaataaaataattagttaattaaaaagaaattttgaaaaagggggaagatattttcaaaaatt(AG)694 64352199 64352292 TGGGAGAGGGAGAATTTTTG TTTCTTATCTTTTTCAAAACCACC 206

Ai03B19252 Araip.B03 19252 c (T)12aaagtaggg(T)1031 64369418 64369448 TGAAAAAGAGTTGAATTGGATTGA GGTGGGGAGGAGGTAAATTC 224

Ai03B19256 Araip.B03 19256 p2 (AT)8 16 64385291 64385306 ACAGCTGCTTCCTGCAGATT CAAACTTACTGACAGTTGCTTTACTTT 267

Ai03B19260 Araip.B03 19260 p3 (TTC)5 15 64418528 64418542 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 152

Ai03B19263 Araip.B03 19263 p2 (GC)6 12 64439308 64439319 ACCAGGGAGTCCACATATCG AACCTGAGAGTCATGCCCAC 152

Ai03B19264 Araip.B03 19264 p2 (GC)6 12 64439464 64439475 GTGGGCATGACTCTCAGGTT AAAAAGGAAAAATGGGCACC 100

Ai03B19267 Araip.B03 19267 c* (A)12tgcaatgttgtactattatcaattttaatttcttactcacaacattggacatcaaattaaaaagaaagataaaaaaacaaaaag(A)10(AC)7*119 64476093 64476211 GGAGCTTCCATTGTCTTGGA GCGTGAGGTTCTCAATCTCAAT 270

Ai03B19270 Araip.B03 19270 p3 (AAT)5 15 64480773 64480787 TTCTTGTCCTTGCTCCTGCT CCTCACAGTTGTGTTCCTTCC 159

Ai03B19274 Araip.B03 19274 p2 (AG)7 14 64548483 64548496 CCATGTAGCATTGCTCTTTGTT TGTTGTTGTTGTTGTTGTTGTTG 280

Ai03B19276 Araip.B03 19276 p3 (TTC)5 15 64556712 64556726 GTTGGGTTGCCTCCTAACAA CAACCAAAAGCCATCCAACT 219

Ai03B19278 Araip.B03 19278 p5 (TTATC)5 25 64562223 64562247 CCTGGGTGCTCCAGTGTATT CCGACCTCTTCTCAAAGTGC 231

Ai03B19279 Araip.B03 19279 c (T)10caaattaattttcaaaaaatcc(A)1042 64582289 64582330 TCAGCCATGTCTAACCCTCA TGACACCAAACTTTCAACTTGACT 219
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Ai03B19280 Araip.B03 19280 p2 (CT)7 14 64582979 64582992 TTGTTTCTTATCTTTTTCAAAACTACC GAGGGTTTTCGAATTTGGGT 279

Ai03B19282 Araip.B03 19282 p3 (TTC)5 15 64585985 64585999 ACACAACCCCTTCTCCCTCT TTTTCTTGGCCACAACATCA 272

Ai03B19285 Araip.B03 19285 p2 (AT)9 18 64591453 64591470 TTGGTGTCAATTGCATGTTTT AGACACAACGCTCTAGCCAA 273

Ai03B19286 Araip.B03 19286 p2 (CT)8 16 64615126 64615141 AAAGCCATCACAACTCCCAC GCTAGGCTTTTCCAACACCA 270

Ai03B19287 Araip.B03 19287 p3 (TTC)5 15 64638709 64638723 TCCTCACCCCTCTTTCACAC CTCGCCCTCGAGTAAGAGAA 267

Ai03B19290 Araip.B03 19290 c* (A)10(AT)9* 27 64652701 64652727 AAACTTGGGCATTGGTTGAG GGCATTTTTGTCCCCTTTTT 231

Ai03B19294 Araip.B03 19294 p3 (AAG)5 15 64688865 64688879 CGGTCTTAGGTGCCATCAAT TATAACCCCTCCATCCCTCC 213

Ai03B19295 Araip.B03 19295 p3 (ATT)5 15 64691943 64691957 ATTGTTTGCTCCAATGGTGG AAGGAAGAGGAGATGGCAGC 125

Ai03B19297 Araip.B03 19297 p4 (TTAT)5 20 64693844 64693863 CCAGCCAAGCTTCAGTAGGA TTTGGACAACTGACGGTTCA 245

Ai03B19298 Araip.B03 19298 p4 (AAAT)7 28 64699141 64699168 TTCCTGACCATTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 254

Ai03B19306 Araip.B03 19306 c (CT)8aattttcgaaaatatcctccctctttttcaaaaatttctgtttttttttaactaattaattttaatttttttacg(A)10101 64753597 64753697 TTCTTATCTTTTCAAAATTTGTTGC CAGTTGTTGCCCTTTTCTGG 269

Ai03B19307 Araip.B03 19307 p2 (AC)9 18 64789838 64789855 GCAAGGAACATGAATTGTTGG TTGTTTGGTCGCCTTAACCT 237

Ai03B19308 Araip.B03 19308 p3 (TAG)5 15 64816110 64816124 TCCGACTCGGTTATATCGGT AAAAGGGCTCGATACGACAA 242

Ai03B19310 Araip.B03 19310 p2 (CT)8 16 64836871 64836886 AGCATAAAATGGGTCATGCG AGAACCTTGGTAATGGAGGTG 255

Ai03B19312 Araip.B03 19312 p2 (TA)7 14 64839378 64839391 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai03B19314 Araip.B03 19314 p2 (AC)15 30 64857051 64857080 TCGGTACACTTGCCTGTGAG TTTTTGATGCACGCTTTGTC 261

Ai03B19315 Araip.B03 19315 p4 (TTTA)5 20 64862491 64862510 TGAGCTTAACATTGGGGTGA GTGTGGGAAACAATGGGAAC 202

Ai03B19318 Araip.B03 19318 p2 (AC)9 18 64887787 64887804 GGGGCTAAGGTAAGGGTGAG ATACATGAGCGTGTGAGGCA 166

Ai03B19319 Araip.B03 19319 c (T)10a(T)10 21 64897829 64897849 CGAAATTTTAAGAGAGAAAAAGGG GCATGCATCCATTTGTTTTG 132

Ai03B19320 Araip.B03 19320 c (T)10atttttatgattttataatttttttgtattttcttttaattttttcgaaaatcatttg(A)1078 64898274 64898351 GTGGAAATGAGCATCTGGGT CATTCCACTCAGGATTCAAGC 266

Ai03B19322 Araip.B03 19322 p2 (CT)10 20 64903726 64903745 TTTCGAAAATCATTAACTTCTATTTCA AGAGAGGGAGAGAGGGTTCG 263

Ai03B19326 Araip.B03 19326 p3 (TTC)5 15 64915961 64915975 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai03B19330 Araip.B03 19330 p2 (AG)6 12 64960343 64960354 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 215

Ai03B19334 Araip.B03 19334 p2 (CT)6 12 64967296 64967307 TTTTGAAAACCTCCCCCTCT GAGGTTCCCTTAGGTGAGTGG 180

Ai03B19335 Araip.B03 19335 p3 (TAT)15 45 64967413 64967457 CGAACCCCCTCTCTCTCTCT CAGGTTCTGGATCTGCTTCA 241

Ai03B19337 Araip.B03 19337 c (CT)6tcttcacaccttcccataacacctttccccaaatattccccacctacctcaactctctcaa(CT)787 64999340 64999426 CGTTAAATGCCAGAAATGGG AAGAGGTGATGGGGAAAGGT 274

Ai03B19341 Araip.B03 19341 p2 (CT)6 12 65054150 65054161 CCTCTACCACCACCACCACT CAGTCCGTGGTTCCACCTAT 232

Ai03B19342 Araip.B03 19342 p3 (TTG)5 15 65054752 65054766 GAAGAGTGGAAATCGGGTGA ACTTTTCCAATCCCAAACCC 260

Ai03B19344 Araip.B03 19344 p3 (GAA)5 15 65071616 65071630 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai03B19345 Araip.B03 19345 p3 (AAT)5 15 65074477 65074491 TTCTTGTCCTTGCTCCTGCT CGAAAATTATCCCTCTCCCA 236

Ai03B19346 Araip.B03 19346 p2 (AG)8 16 65074822 65074837 TGTGAGGATGGTTGAGATGTG AAGTTTGGTGTCTTGCATACCT 278

Ai03B19347 Araip.B03 19347 p2 (AC)7 14 65084505 65084518 GGGGCTAAGGTAAGGGTGAG GGGGACAAAAGTACCCCAAT 231

Ai03B19349 Araip.B03 19349 p3 (AAT)31 93 65098064 65098156 AATCAATCATACGAAGCTTGACA TGATTGTCAGGGTGTTTTGC 274

Ai03B19350 Araip.B03 19350 p3 (AAT)7 21 65099572 65099592 TTGACAAGCCAAGACTACTGTC TGATTGTCAGGGTGTTTTGC 185
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Ai03B19353 Araip.B03 19353 c* (A)10(AT)9* 27 65130657 65130683 GTGGGGAAGTTGAATTTGGA GGGGCATTTTGTACCCTTTT 231

Ai03B19363 Araip.B03 19363 c (TA)6attcctctaactaaacaatttctatcaagcatcaaatctagtttatg(A)1473 65314130 65314202 GAAGTTGCGAGTTCAAGTGATT AATTTGCAAGCGGAGACAAG 183

Ai03B19367 Araip.B03 19367 p3 (AGA)6 18 65361080 65361097 CTCGAAGGTGGAAGCTTTTG CAAAATCTCTTTCCCACCCA 237

Ai03B19368 Araip.B03 19368 p2 (AT)7 14 65369151 65369164 GAAAAGAGAAACCAGAACAGGG CCTGCAATCCCGACATTTAT 198

Ai03B19370 Araip.B03 19370 p2 (TA)7 14 65374933 65374946 AGCTCCAGACTCGACCTACG CAGATGTAGGACGTGAGGCA 257

Ai03B19374 Araip.B03 19374 p2 (GC)6 12 65392005 65392016 CCTGAGGCACAACCTCTCTT AGACAATGGTGGTGGGTTGT 241

Ai03B19375 Araip.B03 19375 p3 (TCT)5 15 65392124 65392138 CCTGAGGCACAACCTCTCTT AGACAATGGTGGTGGGTTGT 241

Ai03B19376 Araip.B03 19376 p2 (AT)7 14 65394962 65394975 AGAAATCCCAAGAAAGGGGA TTTATCTTGGGGCGTCTTTG 108

Ai03B19378 Araip.B03 19378 p2 (AT)6 12 65407315 65407326 CTTGGGACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 204

Ai03B19379 Araip.B03 19379 p3 (GAA)5 15 65414209 65414223 CCCTCGAGCAAGAGAAGAAA ATATGGCCGAAACCTTACCC 167

Ai03B19380 Araip.B03 19380 p2 (AG)7 14 65416641 65416654 GATGAGGGAGAAGGATTTTCG TCCTTATCTTTTCAAAATTTGTTTCA 230

Ai03B19382 Araip.B03 19382 p4 (TTAT)6 24 65422836 65422859 TACTTTGGGGCATTTTGTCC GTGTGGGAAAAGTGGGTTTG 239

Ai03B19383 Araip.B03 19383 p3 (ATA)5 15 65427436 65427450 AAACAGGATCATGCAAAAGACA TGAGGATCGATTATGAGGGC 264

Ai03B19386 Araip.B03 19386 p2 (AT)8 16 65436427 65436442 AGTGGTGGAATCTCATGCAA CAAAATCCAATGAGGGTTCAA 260

Ai03B19388 Araip.B03 19388 p2 (CG)6 12 65452844 65452855 TTTCCTTTAATGGGGTCACG GGATTTTGGGAATTTCAGCA 227

Ai03B19390 Araip.B03 19390 p3 (TTC)5 15 65460759 65460773 ACACAACCCCTTCTCCCTCT CTTCCTTGCCTTTGTTGCTC 171

Ai03B19391 Araip.B03 19391 c (A)10tatttcttctttttcgtttttcctaattaaatttcgaaaatcc(A)1164 65487343 65487406 TCGAGTTTGGACAACTGACG AAAAGATGCAATTGACACCAAA 244

Ai03B19393 Araip.B03 19393 p2 (AG)6 12 65508089 65508100 AAACCTGGGATCGAGAGTCA TTGCAGTGACGAAAATCAGC 255

Ai03B19394 Araip.B03 19394 p2 (TA)6 12 65508902 65508913 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai03B19396 Araip.B03 19396 p2 (AG)6 12 65513236 65513247 AAACCTGGGATCGAGAGTCA TCGCAGTGACAGAAATCAGC 256

Ai03B19398 Araip.B03 19398 c (A)10ggaaaaaaaagaatggagt(AGA)544 65517639 65517682 TCTCTAACCTTGGGTGCCAT TGGCCGAACCTAACACTACC 260

Ai03B19404 Araip.B03 19404 p4 (TTAG)5 20 65553277 65553296 CATTCCACCCTTCAACCATC GCATGAAAAATTCAAAGCCAA 236

Ai03B19405 Araip.B03 19405 p2 (TA)6 12 65554609 65554620 TATAGGGCACCCCAATTGAT GAGCTATTTGAAATGATGGCCT 277

Ai03B19407 Araip.B03 19407 p2 (AG)8 16 65571529 65571544 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 279

Ai03B19410 Araip.B03 19410 c (A)11gaaaaagtg(A)1030 65581954 65581983 GATGTGGTGGCATTGCTTTT GGCTTTTTGCTCTTGCCTTA 255

Ai03B19418 Araip.B03 19418 p2 (TA)6 12 65641905 65641916 TGCTTTTCTCTCCCATCTCAA ATGGGTTTATCAACCTCCCC 280

Ai03B19422 Araip.B03 19422 p3 (TTC)5 15 65655843 65655857 TTCTCCTTGGCCGAATACAC TTGCCTTCCCTTTCCTCTTT 199

Ai03B19424 Araip.B03 19424 c (A)10ccggaggaccctgccgaagatggggccattacggctcgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacgagggacagcacaacgt(A)13118 65709846 65709963 AGAACGAGGGTCAGCACAAC ACCTAAAGGCGAGCCGTAAT 202

Ai03B19427 Araip.B03 19427 c (A)11ccggaagagcctgccgaagatgaggccattacggctcgtggttaggtgtcctcctcgggatagcgccatttaaagaaggagggaaagcaaaacg(A)10115 65710780 65710894 ATTACGGCTCGCCTTTAGGT GCCTCATCTTCGACAGGTTC 236

Ai03B19476 Araip.B03 19476 c (A)11ctggtggagcctgccgaagatgaggccattacggctcgcatttaggtgtcctcctcgggatagtgtcatttaaagaacgagggtcaacacaacgt(A)10116 65759466 65759581 TACGGCTCGCGTTTAGGTAT TTAAACGACGCTATCCCGAG 262

Ai03B19477 Araip.B03 19477 c (A)10cggaagagcctgccgaagatgaggccattacggctcgtgtttaggtgtcctcctcgggatagcgtcatttaaagaactagggtcagcacaacat(A)12116 65759695 65759810 GCCATTACGGCTCACCTTTA GAGGAGGACACCTAAACGCA 261

Ai03B19479 Araip.B03 19479 p2 (AC)13 26 65761029 65761054 AAGGCTGGCCAAAGAACATA CGTCTGGAGTTTCTGCAGTG 214

Ai03B19480 Araip.B03 19480 p3 (GAA)5 15 65764891 65764905 CCAGCAAGCAAGATCAATCA TTGGGTTACCTCCCAACAAG 192

Ai03B19482 Araip.B03 19482 p2 (AT)9 18 65811233 65811250 TGAACAGTGCATGCTTTTGA CACCCTTGCCTTTTGGTTTA 242
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Ai03B19483 Araip.B03 19483 c (A)10tttgatttttgaaatttaaaactaagataagataagataaaaaattttaaaataaaaatctgaata(T)1086 65824319 65824404 CCAAAGGGGTGAGAGTTCAT GAATTGCAAACGTGTTCCTT 280

Ai03B19484 Araip.B03 19484 p2 (CT)6 12 65825285 65825296 AAAAGGAACATTGAACCTGGAA GATTTCGCAATCAGCCATTT 257

Ai03B19485 Araip.B03 19485 p3 (TTC)5 15 65832023 65832037 CTTGCGACGCAGATTATGAA GCATGACCTTGGGAGGAGTA 238

Ai03B19487 Araip.B03 19487 p2 (CA)6 12 65835395 65835406 GGCGGAAAAAGGCTAAAAAG GAAGAAGAAGAAGAGGGCATGA 185

Ai03B19488 Araip.B03 19488 p3 (TCT)6 18 65835512 65835529 GGGGAAGGCATGATGTAGAA CATCAATTACTCAAATTGCATTAAAA 275

Ai03B19489 Araip.B03 19489 p3 (AAT)5 15 65854524 65854538 CCTGAGAATCCTGGAATGGA AAAGGCTTGCTATTGCCAAA 176

Ai03B19490 Araip.B03 19490 p2 (GA)6 12 65862131 65862142 AGATAGGTGGGGTTTTTGGG AGAAAGGGAGAAAAGCTGGC 262

Ai03B19492 Araip.B03 19492 p2 (CT)6 12 65868121 65868132 GGCCACTAGACTGGCGTTTA GAGGAGTTTTGGGGAAGAGG 251

Ai03B19495 Araip.B03 19495 p3 (AAT)6 18 65902058 65902075 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 223

Ai03B19496 Araip.B03 19496 p2 (AG)6 12 65902391 65902402 AAAAACTTTTGAAAAAGAGGGGA GCGTTAGTGACAGACGCAAA 177

Ai03B19500 Araip.B03 19500 p4 (AATA)5 20 65957186 65957205 TGGAAAAACTGTGGGAACTTG TTGGGGTAATTTTGTCCCCT 199

Ai03B19502 Araip.B03 19502 p3 (ATT)5 15 65994527 65994541 CTCCGCCAAGACTTCATCAT CTCCTTTCAACCAACTCCCA 258

Ai03B19505 Araip.B03 19505 p2 (CT)6 12 66000680 66000691 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGAGGGTTGAGATGTGA 279

Ai03B19506 Araip.B03 19506 p3 (TAT)5 15 66001008 66001022 CATTCTTTGTCTCCCCCTCA TTCGACTGCCATCTCCTCTT 256

Ai03B19513 Araip.B03 19513 p4 (AAAT)5 20 66039913 66039932 TTTGGACAACTGACGGTTCA AAGCCTCGGTCCAAAAGAAT 246

Ai03B19520 Araip.B03 19520 p2 (AT)9 18 66083633 66083650 GCATTGTGGTAATTTTGTCCC GGAAAACTATGGGAACATGGG 251

Ai03B19523 Araip.B03 19523 p2 (CT)7 14 66102153 66102166 CTTCTTATCTTTTCAAAATTTGTTTCA TTGAAAAAGAGGGAGATATTTTCG 128

Ai03B19524 Araip.B03 19524 c (A)10taggc(A)10 25 66105380 66105404 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 171

Ai03B19525 Araip.B03 19525 p5 (TTTAT)5 25 66111976 66112000 TGATTTTCGAATTCTGCCTT CCATGATGGAGAAAAGGGAA 280

Ai03B19527 Araip.B03 19527 c (A)10tcc(A)10 23 66135471 66135493 CCCCAATTGAATCTTTGGTT TGGGGTAATTTTGTCCCCTT 265

Ai03B19528 Araip.B03 19528 p2 (AC)7 14 66150807 66150820 ATTGGCTCCTGAAAGGACAA TGCTCAAAGCCTTGGATCTT 143

Ai03B19531 Araip.B03 19531 p3 (GAA)6 18 66155438 66155455 AGCTCCTCCCCCTAATGAAA TTTGTTTTTCTTGGAGCTTTGA 151

Ai03B19532 Araip.B03 19532 c (TTTTA)7tttttttgaaaatcaaaat(TAAAA)684 66174027 66174110 CCATGATGGAGAAAGGGAGA CTCAAATCTTAAAATCAAATCTTTTTC 180

Ai03B19534 Araip.B03 19534 p5 (ATTTT)7 35 66184743 66184777 TGGGCTATTTTGTCCCCTTT TTGATTTTGGGAGAGTTGGG 203

Ai03B19536 Araip.B03 19536 p3 (TTC)5 15 66223425 66223439 TTCCCCTTGGCTGAATACAC TGACTCAGAGGTGGAAGCAA 217

Ai03B19540 Araip.B03 19540 p3 (TTC)6 18 66232312 66232329 TAGCAGATCGGGAAGGCTAA AACCCCCTTCCAGAGTGAGT 239

Ai03B19542 Araip.B03 19542 p3 (AAC)5 15 66251297 66251311 ACTGGAGGAGGAGTGAGCAA CGGATTCAGTTGTGGTTGTG 212

Ai03B19550 Araip.B03 19550 p2 (AC)12 24 66304738 66304761 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATTACCCCAATG 247

Ai03B19551 Araip.B03 19551 c (TATT)5tatattgtgtata(TATT)553 66304905 66304957 TTTTATTGGACTTAACATTGGGG TTTGGGTGCCACTCATGTAA 155

Ai03B19552 Araip.B03 19552 p2 (AG)8 16 66305639 66305654 TCAGTTTGACTTGGTGAAATGC AGCCTTAAGTGTGGGGAGGT 200

Ai03B19554 Araip.B03 19554 p2 (TC)8 16 66315043 66315058 CAGAACACAGCTCCTCTCCC AGAGGGTGAGAAAAGGGGAA 210

Ai03B19556 Araip.B03 19556 p2 (AT)14 28 66337509 66337536 ACCCTCACACGGAATTGTTG GAAGATAACCAGCCCGAACA 233

Ai03B19559 Araip.B03 19559 p4 (AATG)5 20 66340586 66340605 CCCCTGTCTTTCAGCAAACT ATCTCCGACATACTCGCCAC 263

Ai03B19562 Araip.B03 19562 c (T)12ccaaaataagctagtacatttttttgtcgactcgccctgaaatccgattagcccccgaaaaaagtaagacggttaacttaaaagtgttttttttagctaa(T)11123 66349711 66349833 AAACTGGTCGACTCTCGGAC TTATGGCCAAAGCTAAACCC 239
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Ai03B19563 Araip.B03 19563 p2 (AT)6 12 66350026 66350037 TTAACCGGGTTTAGCTTTGG TTCCTATACACAGGTATTATTTGGC 246

Ai03B19564 Araip.B03 19564 p2 (GC)6 12 66359556 66359567 GGAGAGGAAAGCATGCAAAG ATTTCCAGGCACGTTTTCAC 185

Ai03B19565 Araip.B03 19565 p2 (AT)15 30 66366995 66367024 GCTTTTCCTTCATGCTTTCG CATCTTGTAAGGAGAATCTGGGA 280

Ai03B19570 Araip.B03 19570 p2 (CT)6 12 66391691 66391702 AACTAATTGACTTTTTGTTTGTTTCTT TCGAATTTGGGTGAGATGAA 267

Ai03B19571 Araip.B03 19571 p3 (CTT)5 15 66395063 66395077 TCCATTCATGGTCATCCCTT TGACTCAGAGGTGGAAGCCT 246

Ai03B19575 Araip.B03 19575 p3 (CTC)5 15 66451998 66452012 GCCAAAAGACACAAAGGCAT TCAGTTCATTGGCCCTTTTC 103

Ai03B19576 Araip.B03 19576 c (AC)13(AT)8 42 66467936 66467977 GGGATTTATCAACCTCCCCA CATTGCCCATCATCTTACCC 235

Ai03B19577 Araip.B03 19577 p2 (TA)7 14 66468510 66468523 ATTTTCTCACGCTCGCACTT TTTCGACGGAAAACAAATCC 276

Ai03B19581 Araip.B03 19581 p2 (AT)8 16 66534900 66534915 TCAGTTATCCAGCCAAACCC TTTAACTCCCTGGATTCCCC 141

Ai03B19586 Araip.B03 19586 p2 (AT)10 20 66579091 66579110 TGCAATTGGGGAATTTTTGT TATCCGCTCATCAATGCTCA 124

Ai03B19587 Araip.B03 19587 c (A)10gaagagaaaagaaaaatggc(A)1242 66587263 66587304 TGGTGGCAACACTTTTTGTT TCCGCTCATCACAATACCAA 275

Ai03B19588 Araip.B03 19588 c (AT)7gcgaaaaatgcgaaaaaag(A)1043 66603329 66603371 TGGCTCTTGAAAGAATGATGG GCCTTTTGGTTTAAAGGGCT 197

Ai03B19598 Araip.B03 19598 c (A)11ttttgaaaaatcattcaaaa(T)1041 66781477 66781517 TTTGGACAACTGACGGTTCA CAGCCAGGCTTCACATATCA 186

Ai03B19599 Araip.B03 19599 p3 (AAG)5 15 66799951 66799965 TTAGAATGTTGCTCGCCCTC ACAGGATCCCCACCTACCTC 225

Ai03B19601 Araip.B03 19601 p2 (CT)6 12 66810487 66810498 GTCACGCGAAACCCTATCCT TCCCATGTGCATTGCTTTTA 243

Ai03B19602 Araip.B03 19602 p2 (TA)8 16 66814658 66814673 CCATCTCATTTGCGGAAGTT CAACCTCCCCACACTTAAACA 256

Ai03B19611 Araip.B03 19611 p2 (CG)6 12 66849357 66849368 TGGTGTTTGGAAGTGTTGGA TGCCTCTGGCACAAACCTAT 196

Ai03B19613 Araip.B03 19613 p5 (AAAAT)5 25 66890715 66890739 TTGAAGCAAGAAAAAGCAATGA TTCACTTGACACCTTCACGC 255

Ai03B19614 Araip.B03 19614 p3 (AAG)6 18 66906767 66906784 TCCACAGGAGGAAGACCAAG TTCAAGCAAGGGGAACAAAG 279

Ai03B19615 Araip.B03 19615 c (CT)7a(TC)22 59 66916104 66916162 CTCTCTTCTCTGCCCAGCTC GCACCGGAAGAGAAAACTCA 277

Ai03B19618 Araip.B03 19618 p5 (TTTTA)5 25 66946053 66946077 ATGACTCCCCAAATGTCCAA CTCGCGTGACTCTCTGTTCA 280

Ai03B19619 Araip.B03 19619 c (AT)6gtttaatgagttttaaaactca(T)1044 66965782 66965825 AAAGTAGGCCAAACGGACCT TCCGGATCAAAAGTTATGGC 201

Ai03B19620 Araip.B03 19620 p2 (AC)6 12 66968773 66968784 TTGTAATGGGGCTAAGGTCG AGGGGACAAAAATTACCCCA 243

Ai03B19621 Araip.B03 19621 c (TATT)6tatgctgtaaaattgaa(T)1253 66968927 66968979 CCCGAAATTCCCACTTTTAC GGAATTTGGGTGCCTACTCA 240

Ai03B19624 Araip.B03 19624 p3 (GAG)5 15 66996270 66996284 AATTCGGTACACTTGCCGAG CAGAGCTCATGAATGGCAGA 255

Ai03B19627 Araip.B03 19627 p4 (TTTA)5 20 67017447 67017466 CCATGATGGAGAAAGGGAGA CGAAAATTGCCCTTAAAATCC 212

Ai03B19629 Araip.B03 19629 p2 (AG)6 12 67020614 67020625 AATTGAGAGAGATGAGAGTTAGTTAGG TTTTCTAATCTTGTCTTTTTGTTTCTT 279

Ai03B19631 Araip.B03 19631 p2 (CT)7 14 67026566 67026579 GCCATAAACAGGTCGTCGAT TTAGTGGCCCAAAAGCACAT 180

Ai03B19634 Araip.B03 19634 p2 (AG)6 12 67043634 67043645 GGTGAGGTAGGTGGGGTTTT TAACGCCAGAAATGGGTAGC 271

Ai03B19638 Araip.B03 19638 p6 (GGATTA)5 30 67083427 67083456 TCAATCATCAAAATCCGCAA TGTGCTGTGGCTGGTCTTTA 197

Ai03B19644 Araip.B03 19644 c (A)10taaac(A)11 26 67125809 67125834 TGAGCTTGTTGCATACGCTT TCCTTTCCTATTTCCCTCCTT 200

Ai03B19645 Araip.B03 19645 p5 (TATTT)5 25 67127979 67128003 AAGAAATTTGGTGGTACGTGAAA CTTAACCAAAGATTGATAAAACAAAA 253

Ai03B19648 Araip.B03 19648 p2 (AT)7 14 67149803 67149816 CAGCTTTCAAGTAAGCCTCCA ATCTATGCGGCAAACCAAAA 262

Ai03B19650 Araip.B03 19650 p4 (AACT)5 20 67179554 67179573 GGCAATAAGAGGCAGCAATG TCATCCAACACTCCCAAACA 167
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Ai03B19656 Araip.B03 19656 c (A)10caacattcacattaacaattattaggatttagatgtagtttt(AG)664 67225283 67225346 GACGCGTTACAGTGACGAAA CCTGTGATTGTAGAAGCAATCC 262

Ai03B19658 Araip.B03 19658 c* (A)10(AT)6* 21 67235915 67235935 GTGTGGGGAAGTGAATTTGG TTCACCACTTACTTTGGGGC 241

Ai03B19659 Araip.B03 19659 p2 (AG)6 12 67238842 67238853 CAGTGACGAAAATCAGCGTG CCTGTGATTGTAGAAGCAATCC 249

Ai03B19661 Araip.B03 19661 c (A)10gcttatgcttttaccacaccaaacttagaatttttgctcgccctcgagcaaaaaaagaaagaatagat(GAA)593 67253391 67253483 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai03B19663 Araip.B03 19663 p3 (AAT)6 18 67263494 67263511 CAGGTTCTGGATCTGCTTCA TCACATCTCTGCCATCCTCA 206

Ai03B19666 Araip.B03 19666 p3 (TAT)5 15 67278485 67278499 TGACACAGTCGCAGAGAACC CTTGCACCAGTAGGCTGTGA 244

Ai03B19670 Araip.B03 19670 p2 (TA)10 20 67318708 67318727 CCTAGCTACCCAAGATTCCCA CCATGTGCATTGATAAGTTGTG 197

Ai03B19673 Araip.B03 19673 p2 (AG)8 16 67339241 67339256 TCAGAGTCCTTTTAGGTTCAGGA TCACTGAAAGTGTAGGGACCAA 253

Ai03B19676 Araip.B03 19676 c (TTTA)6tcttttttttcgcatgcttatattttttttcttttgcaacatgctttttc(T)1084 67362038 67362121 AACCATTGATGCTCAAAGCC TGAAGCGAGAAAAAGCAGAA 184

Ai03B19683 Araip.B03 19683 p2 (CT)10 20 67391066 67391085 TTTCTTATCTTTTTCAAAACCACC GAGAGAGGGAGAGGATTTTCG 218

Ai03B19684 Araip.B03 19684 p2 (AG)6 12 67429662 67429673 TTGAGGTGATTGGAGAAGGG AGAAATGGGCACAAAGTTGG 265

Ai03B19687 Araip.B03 19687 p4 (TTTA)6 24 67455491 67455514 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 159

Ai03B19689 Araip.B03 19689 p2 (GA)6 12 67465911 67465922 TCAATGATCACGGAAAAGCA ATTTTTCAAAAGCCATCCCC 163

Ai03B19694 Araip.B03 19694 p3 (AGA)5 15 67493057 67493071 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 164

Ai03B19697 Araip.B03 19697 p3 (CTC)5 15 67529364 67529378 CTCATGAAGGGCAGAAGGAG ATTCATCTTGTTGCCGAACC 176

Ai03B19699 Araip.B03 19699 p2 (AG)7 14 67549494 67549507 TGTGGTGAGTGATGTGAGGAA TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai03B19700 Araip.B03 19700 p2 (AG)7 14 67549810 67549823 CGAAAAACTATCAACCTTTTTCAA TCTTGTGATTTCTTGTGAATCAA 165

Ai03B19701 Araip.B03 19701 c* (TA)7(AT)9(T)10*41 67563841 67563881 TACTTTGGGGCATTTTGTCC TTGGGAATTGGGTACATGCT 226

Ai03B19702 Araip.B03 19702 p2 (TA)6 12 67574410 67574421 CAGGGTTGTAATGGGGCTAA ATCAATGCACATGGGACAAA 217

Ai03B19709 Araip.B03 19709 p2 (CT)7 14 67620494 67620507 TTTCGAAAACTCCTCACCACTT TGGAACACAGAGAGGGAGAGA 252

Ai03B19710 Araip.B03 19710 p2 (CT)6 12 67626667 67626678 GGCGTTTAATGCCAGGAATA ATAGGTGAGGGGTTTTTGGG 247

Ai03B19711 Araip.B03 19711 p3 (AGA)6 18 67632285 67632302 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai03B19712 Araip.B03 19712 p3 (TTC)14 42 67635376 67635417 TCCCTCTTTCCCCTACCCTA CTAGAGGTTTCTCCGGCCTT 274

Ai03B19716 Araip.B03 19716 p5 (AAGAT)5 25 67652141 67652165 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai03B19718 Araip.B03 19718 c (A)10gagaaaaaaatggcgaaaataaattagaaaaag(A)1255 67691147 67691201 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTTTTGGTTTT 140

Ai03B19719 Araip.B03 19719 p2 (TA)6 12 67696805 67696816 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 272

Ai03B19723 Araip.B03 19723 p2 (GA)10 20 67721671 67721690 CAGAAGGGCGAAGAAACAGA CCCTCCTTCCCTAGTTCTCG 169

Ai03B19724 Araip.B03 19724 p2 (CT)6 12 67723776 67723787 GCAAAACCCGAACAAGAAAA AGCTTCATCCATTTAGCCAGA 239

Ai03B19729 Araip.B03 19729 c (CT)6gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaaaaggatccc(TAT)6101 67760054 67760154 CGAAAATTCACTTCCCCCTT CTTGTCTTTGCTCCTGCTCA 230

Ai03B19733 Araip.B03 19733 p2 (AT)12 24 67796803 67796826 TGCAGACTGACACAACCTCA TCAAGCAGTTTTCATGCAGC 210

Ai03B19735 Araip.B03 19735 p2 (TC)6 12 67802263 67802274 CAGAAAGGGGCATAGAGCTG AGGAGAGGGATTTTTGGGAA 266

Ai03B19739 Araip.B03 19739 p2 (TA)8 16 67831678 67831693 CTTTGAATGCATGAATTTTCG GCTGGCCATCAAGCTTTAGA 255

Ai03B19741 Araip.B03 19741 p2 (AT)9 18 67846294 67846311 TGATAACACTCCGTGATCCAA TTTGATGACGTTCCACCTGA 254

Ai03B19749 Araip.B03 19749 c (A)10g(A)11 22 67895718 67895739 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 219
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Ai03B19750 Araip.B03 19750 p2 (GC)6 12 67896954 67896965 CATTAGGGGCTTCGAAATGA AAATGAGCTGCAAAATCGCT 142

Ai03B19752 Araip.B03 19752 c (T)10(A)10 20 67908278 67908297 AAGCAAAGTGCTAGGTGGGA GCTCTCGCGTGACTTTCTGT 235

Ai03B19754 Araip.B03 19754 p2 (TA)9 18 67930032 67930049 TTTGATGACGTTCCACCTGA CATTCGGTGATTCAGCCTTT 255

Ai03B19756 Araip.B03 19756 p2 (CT)6 12 67945624 67945635 GGAACATTGAACCTATGATTGAAG TATTTCCGACCCAGTTTTCG 234

Ai03B19757 Araip.B03 19757 c (T)10cctttaatttttttcttttc(T)1040 67946955 67946994 TACTTTGGGGCATTTTGTCC AGTGGGTTTGGAAACATTGG 224

Ai03B19758 Araip.B03 19758 p2 (AG)6 12 67948152 67948163 TTGGATCCAGAGTTACTCCCA ATGCATCCATTCAGGGAGAG 127

Ai03B19760 Araip.B03 19760 p2 (GC)6 12 67956224 67956235 GAAACAGCTTGAAATTGGGC GAAGTCTTGGGAGCAGCAGT 277

Ai03B19762 Araip.B03 19762 p2 (GA)7 14 67965023 67965036 CGGCAGAAATTCAAAATGGT TCGTCCACTCCCTCTCTCTC 250

Ai03B19763 Araip.B03 19763 p3 (ATT)15 45 67966090 67966134 TTCATTTATGCCCTTTGCTTC ATCCCCATGCCTATGATTGA 180

Ai03B19766 Araip.B03 19766 p2 (TG)7 14 67969091 67969104 CGTCTGCTCCCTCTTTCAGT TGTTCTAACCCCCTCCCTTT 277

Ai03B19767 Araip.B03 19767 p3 (TCT)5 15 67970691 67970705 AGCTTGAGACCGAGCTCTTG TTGGCTGAAGGATTACCCAG 141

Ai03B19773 Araip.B03 19773 p2 (AT)8 16 67997453 67997468 TTGCTAGGTGGGAGACAACC CTGTTCAGGTGCGCATACAC 218

Ai03B19776 Araip.B03 19776 p3 (AAG)5 15 68033992 68034006 CGGTCTTAGGTGCCATCAAT TCCCTCCTTCATTTCCACAC 200

Ai03B19777 Araip.B03 19777 c (T)10ggaagatttttgaaaacaa(T)1039 68038401 68038439 GAATGCAAAGATGCACATGAA ATTGTGCACACGTTTTTGGA 247

Ai03B19778 Araip.B03 19778 p3 (GTT)5 15 68041397 68041411 CAGCTGCAAAGGAGGTAAGG GAGCAACATTTTTGCCATCA 262

Ai03B19783 Araip.B03 19783 p2 (AC)6 12 68079465 68079476 CCAGGAGGTTGGATGTAGGA ATCCGCATATGAGGCTCTTG 260

Ai03B19789 Araip.B03 19789 c (CT)6tctctgcccagctctgccggtccctgccgccggccaccgccggcgacctctctctttctctttctcttatttcccttctct(TTTC)6117 68124084 68124200 GAGGCATCCCCTCTCTTTTC TTCGTCGGAAAAAGAAGCAC 218

Ai03B19794 Araip.B03 19794 p2 (TC)6 12 68141571 68141582 TCTTGTGAATCAAGTCATTAATTGTG GAAATTTTGAAAAAGGGGAAGA 274

Ai03B19795 Araip.B03 19795 p3 (TAT)5 15 68141899 68141913 GTCTCCCCCTCTTCTTCCAC CAGGATCTGGATCTGCTTCC 150

Ai03B19796 Araip.B03 19796 p2 (TA)10 20 68145414 68145433 CGAGAAATCGAAGTCGGAAG CGAAGGCAATGTGAAAGAAA 208

Ai03B19798 Araip.B03 19798 p4 (TAAA)6 24 68170850 68170873 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 207

Ai03B19805 Araip.B03 19805 p3 (GGA)5 15 68232355 68232369 TCAGTTCATTGGCCCTTTTC TGAGAAGGCTGGAATTTTGG 125

Ai03B19806 Araip.B03 19806 c (A)10gaagaaaagaaagaaataaaaaggggataaaatgccccaaagcaaagtaaagttcaataaagatcaatgcatatgagttgtgaaatg(A)10107 68252016 68252122 AAACCTTATGCATTGATGTTCTTG TTTCCACCTAACCTATGACATCC 270

Ai03B19810 Araip.B03 19810 p2 (TC)6 12 68266017 68266028 ATGCATCCATTCAGGGAGAG TGGATCCAGAGTTACTCCCAA 126

Ai03B19816 Araip.B03 19816 p2 (GC)6 12 68283972 68283983 GAGTTAGGCCAACTTCGTGC GACTTCACATAGCCCCATCG 141

Ai03B19827 Araip.B03 19827 p2 (AT)17 34 68342118 68342151 GGATCCTAACCTCCCACCAT GGTGGTAACTTGGGGATGAA 254

Ai03B19828 Araip.B03 19828 p3 (AAT)5 15 68345256 68345270 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 279

Ai03B19832 Araip.B03 19832 c (TA)22tctttcttttttttgttttttctc(T)1078 68413758 68413835 TACTTTGGGGCATTTTGTCC TGAAAATTTTGGGAATTGGG 224

Ai03B19839 Araip.B03 19839 p2 (TA)8 16 68477331 68477346 TGAGGTTGTGATGTTGTGATGA CAAATTCCAAACACTCCTCAA 279

Ai03B19840 Araip.B03 19840 p2 (TA)6 12 68478792 68478803 CGCTAAGGCATACTGGAAGC AAAGCTCAAGACTCGGTTCG 248

Ai03B19842 Araip.B03 19842 p3 (AAT)6 18 68493293 68493310 TATTTTCGGCTGCCATATCC TGGTCTCCCCCTCTTCTTCT 257

Ai03B19843 Araip.B03 19843 p2 (GA)6 12 68493627 68493638 GAAATTTTGAAAAAGGGAGAAGA ATTTGGAAAGCACAAGTGGG 233

Ai03B19848 Araip.B03 19848 p2 (TA)11 22 68521150 68521171 CCTCAACCACCAATTCTTCC GCTCTTGTTGGTGAGCATGA 172

Ai03B19849 Araip.B03 19849 p2 (TA)7 14 68526380 68526393 TGGAATTGGTAGGTTTTGGC ACACAGCCTCAAGGATCCAA 236
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Ai03B19850 Araip.B03 19850 p2 (TG)6 12 68529103 68529114 TTCCTGTAGAGCCTGAGGGA TCCCTGTTCACACCAAACAA 196

Ai03B19851 Araip.B03 19851 p2 (AC)6 12 68532558 68532569 TGTTTTGAGAAATTCCCACTTTT GCCTTTATTGCTCATTGCTCA 237

Ai03B19854 Araip.B03 19854 p2 (AG)6 12 68576832 68576843 CCCTTGGATGATTGTTGCTT TTCCATGGATTTCCACATGA 278

Ai03B19857 Araip.B03 19857 p3 (ATT)5 15 68599425 68599439 GATGATGGAAAAGGCTTGCT TCTGACTGGAATGCAAGCTG 252

Ai03B19858 Araip.B03 19858 p2 (AG)15 30 68600687 68600716 GGTTCAGGATCACCTTCAACA TTCGAATTCCCTCTCTTTTTC 271

Ai03B19861 Araip.B03 19861 c (A)11tactaaacatttttc(A)1036 68608340 68608375 TCGAACATATCTTCTCTCTTTCTCAA GGGTTCGAATTTGGTGATGA 251

Ai03B19862 Araip.B03 19862 p3 (TTC)5 15 68611191 68611205 ACACACCTTCCCCCTCTTCT CATGACTCGGAGGTGGAAGT 204

Ai03B19865 Araip.B03 19865 p2 (GT)6 12 68662971 68662982 TGAAGTGCATGCTTCTTTTG GCTCTTTCTCCTGCTCCCTT 255

Ai03B19867 Araip.B03 19867 p3 (GAA)5 15 68673000 68673014 TCATAACACTTGGCATGGGA TTGCCCTGTTTTCCTTTCTC 184

Ai03B19870 Araip.B03 19870 p5 (TAAAA)8 40 68691509 68691548 AGGGAGATGATGTGGATTGC TCTTTTTCAAAACTCCCTAACCA 273

Ai03B19874 Araip.B03 19874 p2 (CT)6 12 68746331 68746342 CATCTCTACCTCACTCCCCAA TGCCTTTTTCTTTGTCCCTG 172

Ai03B19875 Araip.B03 19875 p3 (TTC)5 15 68749671 68749685 ACACAACCCCTTCTCCCTCT AATGCATTTGAGGCATCTCC 237

Ai03B19876 Araip.B03 19876 p3 (GAA)5 15 68752812 68752826 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai03B19877 Araip.B03 19877 p3 (ATT)5 15 68755709 68755723 AAATTGTTTGCTCCAATGGC AACAGGAAGAGGAGATGGCA 130

Ai03B19881 Araip.B03 19881 p2 (AT)6 12 68766287 68766298 AAAAGATGCAATTGACACCAAA GGGATTGTTCGAGTTTGGAC 251

Ai03B19882 Araip.B03 19882 p3 (AAT)5 15 68766663 68766677 CCCATGGAGATTGTCGGTAT ACAACGGTGATGCCCTACAT 265

Ai03B19883 Araip.B03 19883 p2 (CT)6 12 68771673 68771684 CAATCAATCCTATCTTTTTGTTTCAA TTCGAATTTTTGGATGGGAG 275

Ai03B19884 Araip.B03 19884 c (T)10gcttgctttttcccttttttctttctgtatttatttttttttgcctata(T)1069 68778087 68778155 TTTAGCCGCTTAGGTCAGGA TGAAGCAAGAAAAAGCAGCA 217

Ai03B19885 Araip.B03 19885 p3 (AAT)5 15 68782378 68782392 GTTCTTGTCCTTGCTCCTGC TCACATCTCAACCCTCCTCA 176

Ai03B19886 Araip.B03 19886 p2 (AG)6 12 68782719 68782730 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai03B19889 Araip.B03 19889 p2 (CT)6 12 68823868 68823879 TTCCCTCTCCGTTCTTCCTT TTGCAACAATCCACAAGCAT 243

Ai03B19893 Araip.B03 19893 p3 (TGA)5 15 68848166 68848180 GTAAGTCCAAAGGCCCACAA TTTTGGAGTTCGCTTGCTCT 200

Ai03B19896 Araip.B03 19896 p3 (CAG)5 15 68853488 68853502 CTGTTACCGTTCCCGACACT AACAGGTATGTGGGCTCAGG 264

Ai03B19898 Araip.B03 19898 p2 (TC)6 12 68867259 68867270 CGAAAACCACTAACAACTTTTTCA AGAGAGAGGGAGAGGGTTCG 243

Ai03B19899 Araip.B03 19899 p5 (TTTAT)5 25 68891096 68891120 TTTCGAGAATCCTCACACACA CCATGATGGAGAAAGGGAGA 227

Ai03B19900 Araip.B03 19900 c (A)10ttcttcaaaaatattt(A)1036 68895302 68895337 CGAGTTTGGACAACTGACGA GCCAGCCAAACTTCAGCATA 188

Ai03B19904 Araip.B03 19904 c (AT)9aaaaa(AG)6 35 68927120 68927154 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 244

Ai03B19906 Araip.B03 19906 p2 (AG)7 14 68945076 68945089 TGAGGAAAGTCAAAGATCAAAGC ATTAATGAAACCCGTGCTGC 271

Ai03B19907 Araip.B03 19907 p2 (CT)6 12 68952514 68952525 CCTCAGGATCTGTGGACCTC ATAGGTGAGGGGTTTTTGGG 110

Ai03B19908 Araip.B03 19908 c (AT)6gcgaaaaaaaatgaatgaaaaaaatgcg(A)1050 68954479 68954528 TGAAGCAAGAAAAAGCAGTGAA TTGGTTTAAAGGGCTGTTGG 129

Ai03B19909 Araip.B03 19909 p2 (GA)7 14 68969219 68969232 CACACAGAGAGGGAGAGGGT TTTCAATTTGCTTTTACTTCCTTTC 190

Ai03B19910 Araip.B03 19910 c (T)10ggttttatgattttattaatttttttgtatatttttcgaaaaatttttggaaatagaaaataaagaaattcaaa(T)1094 68970735 68970828 AAACATGCAGTTGACACCAAA TATGCTAAAGCTTGGCTGGC 246

Ai03B19911 Araip.B03 19911 p2 (CT)9 18 68996719 68996736 GGAACATTGAACCTGGATTTG AGGCTACAGAGTGGGGGAAT 176

Ai03B19913 Araip.B03 19913 p3 (CAT)5 15 69014898 69014912 CTCCGCTGAAGGAACTGAAG ATTGGGAGGTAATGCGTCTG 278
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Ai03B19919 Araip.B03 19919 p5 (TTATC)5 25 69048987 69049011 AGTGTGGGCTGACCTTTCTG GCCCAAATAGAGGAACACGA 156

Ai03B19923 Araip.B03 19923 p3 (GAA)5 15 69063590 69063604 TGTCTTTGTTGCTCCTCCCT ATATGGCCGAAACACACCTC 197

Ai03B19924 Araip.B03 19924 p2 (AG)6 12 69066562 69066573 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 230

Ai03B19926 Araip.B03 19926 c (AG)7atg(GA)11 39 69114996 69115034 GGGAGGAGTGAAACCTTGAA TGTTCTTCGGCGTTCTTTTC 147

Ai03B19930 Araip.B03 19930 p2 (AT)6 12 69127994 69128005 TAAAGCTGAGGTGGCAAGGT TTCGCAGGCTGAGTTAGGAG 251

Ai03B19931 Araip.B03 19931 p2 (GT)7 14 69130764 69130777 CGTGCGCACAAGTATGAAAA GCCATTCCTGCCTTATACCTC 279

Ai03B19932 Araip.B03 19932 p2 (TC)6 12 69132069 69132080 AGCGAATTCTGAAGCCCTTT ACTAAAAGAACATTAAACCTGGGA 224

Ai03B19934 Araip.B03 19934 c (A)11gaaataaaaataaatttgggaagcatgctcatgagaaaatcaaagtgattcaattaccatgtgcatc(A)1492 69144874 69144965 GGGAAACCTTTTGGGAACAT TGCATTTTGGGGAATTTCTT 201

Ai03B19935 Araip.B03 19935 p2 (TA)6 12 69145510 69145521 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 269

Ai03B19936 Araip.B03 19936 p3 (GAA)5 15 69159302 69159316 TTCCCAACCTCTTCTTTGGA CACCACTCACATCCATCCAC 232

Ai03B19937 Araip.B03 19937 p3 (AAT)5 15 69161997 69162011 TGCCATCTCCTTTTCCTGTT ATCTCTGCAATCCTCACCGT 280

Ai03B19938 Araip.B03 19938 p2 (AG)6 12 69162295 69162306 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGATTTCTTGTGAATCAA 178

Ai03B19944 Araip.B03 19944 p2 (TA)10 20 69190601 69190620 TAATCAGTCCGTCCTCAGGC TGTTTTTCAAGGCTCCTCGT 197

Ai03B19945 Araip.B03 19945 p2 (TA)11 22 69190840 69190861 TAGCTGCTAACTCAGCCTGC GCTCCTCAGTAGGCATCTGG 276

Ai03B19946 Araip.B03 19946 p2 (GA)6 12 69203351 69203362 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCCC 236

Ai03B19948 Araip.B03 19948 p3 (TTC)7 21 69221484 69221504 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 203

Ai03B19950 Araip.B03 19950 p4 (TAAA)6 24 69262139 69262162 CGAAATTTTTCAACCATTTTTGT TACTGGCAACTTTGCTGCAC 277

Ai03B19960 Araip.B03 19960 p2 (AT)6 12 69358654 69358665 CCCCCTTTTCAATCAAAACA GTTTGTGACCGGTGTTTGC 278

Ai03B19961 Araip.B03 19961 p3 (CTG)5 15 69359173 69359187 CTGGTGGTGGTGGTAAGGAT CCCTGCAGTTCCTTGAGAAG 263

Ai03B19962 Araip.B03 19962 c (CG)6ctatgcgcttgcgcgtggttgatggg(T)1048 69377492 69377539 GAGTTGGCCCAAAAGTGGTA TGAGTTTTTGCTTGGATTGC 251

Ai03B19963 Araip.B03 19963 p2 (AT)6 12 69383984 69383995 GGCCTCCAATGTCCACAATA AGCCACGTTTTCTTCCTCAA 274

Ai03B19964 Araip.B03 19964 c (TCA)10(TCT)9 57 69407430 69407486 ATTCTCGTCGTTGTCGTCCT TTGAAACAACGGAGGATTTTG 251

Ai03B19966 Araip.B03 19966 p2 (TA)7 14 69422330 69422343 TGGCTTCAATATGGAATTTGC AAAAGAAGCCATGCAAAGGA 242

Ai03B19969 Araip.B03 19969 p3 (GAA)6 18 69443083 69443100 CCTCTTGGATGAACCACTTGA CTGCATCTCACCCATCTTCT 250

Ai03B19970 Araip.B03 19970 p3 (GAA)6 18 69451122 69451139 CCTCTTGGATGAACCACTTGA ACTGCATCTCACCCGTCTTC 252

Ai03B19971 Araip.B03 19971 p2 (AG)6 12 69452011 69452022 CCCCTTCAGTGCAACAATTT CTTGCAACAACAACGGTGAC 160

Ai03B19974 Araip.B03 19974 p2 (TA)11 22 69475649 69475670 ATTGAGCCTTCGCGAATATG ACTTCCCAGTTCATACCCCC 213

Ai03B19975 Araip.B03 19975 c (CT)12(AT)12 48 69477678 69477725 ATGCCAACGTGTAGAGGAGG CCCCTTACGTGTCACCAAGT 263

Ai03B19976 Araip.B03 19976 p2 (AT)7 14 69477924 69477937 ACTTGGTGACACGTAAGGGG TTCGGTGAACTTAGCTTTGC 216

Ai03B19977 Araip.B03 19977 p2 (AT)9 18 69490666 69490683 CGCCGTTACCAAGGAATAAA AGTGCGGAGCTATAGGAGCA 208

Ai03B19982 Araip.B03 19982 p2 (AT)11 22 69510252 69510273 AGGCACGTGCTACAATTTGA CACTCTGGCAATGTGAGTGG 122

Ai03B19996 Araip.B03 19996 p2 (GC)6 12 69568263 69568274 CGCAAAAGTGGTTTCTCACA GCCTGGACAGCTCAGAAATC 164

Ai03B19998 Araip.B03 19998 p2 (GC)6 12 69572673 69572684 TGTGCTTTAACGAGGGATGA GAAAACTTAAATGCGCAGCC 237

Ai03B20001 Araip.B03 20001 c (T)10gtgtttttctctttcatcataaaattcaaaattc(A)1054 69583936 69583989 CTTGGTGTTTTCCCTCCAAA TCCTGGACTGTTCATTTCCAC 213
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Ai03B20005 Araip.B03 20005 p2 (AT)17 34 69604985 69605018 TTGATTTTGGGAGAGTTGGG GGGACATTTTTGTCCCCTTT 216

Ai03B20007 Araip.B03 20007 p2 (CT)6 12 69618985 69618996 GATTCATATCTTTTTCAAAACTACCG TCTTTGGTGAAAGAGGGGTG 278

Ai03B20009 Araip.B03 20009 p2 (TC)7 14 69630993 69631006 TCCATCACTCAGTCCCTTCC TGAAGGTGCAAACAAGCAAG 272

Ai03B20015 Araip.B03 20015 p2 (GT)8 16 69683683 69683698 TTGTTTGGTTGCCCTAACCT AAGGAAGCGTGAATTGTTGG 238

Ai03B20017 Araip.B03 20017 p2 (CT)6 12 69691527 69691538 TCAATCACATCTTTTTCAAAATCAA AAAAAGGGAAGGGATTTTCG 184

Ai03B20018 Araip.B03 20018 p3 (TTC)5 15 69693944 69693958 TTGGCCGAATACACCTTCTC TTGCCTTCCCTTTCCTCTTT 191

Ai03B20020 Araip.B03 20020 p3 (AGA)6 18 69712257 69712274 ACTTAGAATGTTGCACGCCC TCAACATCTCTCTCCCACCC 128

Ai03B20028 Araip.B03 20028 p2 (TA)24 48 69748882 69748929 GTGAACGTTTGCGCTTTGTA TAGGCTCACGAGGACGAACT 236

Ai03B20029 Araip.B03 20029 c (AT)6acagcccaaagtgcaaaatatagaaataaagtagaaatacagcaaaagaaaatgtgcaagtactgaaaggaaaaataag(ATAAA)5116 69754194 69754309 TCAATGTGAATCTTTGAATGGC TTTGGTGAACTACTTTCAGACTCTTT 277

Ai03B20030 Araip.B03 20030 p2 (AT)9 18 69761514 69761531 GGCTCAAATCTCACTTGCTTG ATCCCGACACTTTTGCATTT 259

Ai03B20035 Araip.B03 20035 p2 (AG)6 12 69793545 69793556 CAAGCCCAATACACACATGC ATCAGAGCACCGGAGAGAAA 158

Ai03B20036 Araip.B03 20036 p2 (AT)7 14 69794375 69794388 GGCCGGAAAGAGGTAAGAAC AACACAACCCCACGTCCTAC 180

Ai03B20037 Araip.B03 20037 p2 (AT)6 12 69813148 69813159 TGATGAAATATTGGGGCAGA CATATCACATCAACGCAGCC 228

Ai03B20039 Araip.B03 20039 p3 (AGA)5 15 69820187 69820201 TTAGAATGTTGCTCGCCCTC CTCTACACTCTCCTTGGCCG 106

Ai03B20040 Araip.B03 20040 p2 (TA)17 34 69834234 69834267 AACCATTGATGCTCAAAGCC TCTTGAAGCAAAATAAACAGCAA 104

Ai03B20042 Araip.B03 20042 p2 (AG)7 14 69848680 69848693 AGGTCCAAACCGGGTCTAAG TCACGGAAGGTGATGATGAA 153

Ai03B20044 Araip.B03 20044 p2 (TA)6 12 69874973 69874984 TTCACCATTTACTTTGGGGC TATGGGGAAAAGTGGGTTTG 259

Ai03B20049 Araip.B03 20049 p2 (CT)6 12 69904977 69904988 TCACCTCTTCCTCACCATCC ACTGTTGTCGTGTCGTCGAG 259

Ai03B20051 Araip.B03 20051 p2 (AT)7 14 69907522 69907535 TGAGCATGAAATGACCGAAA TGATAGTGATCTGGTGGCAAA 271

Ai03B20052 Araip.B03 20052 p3 (CTT)9 27 69923274 69923300 ATCCGGCATTGTTATTTTGC AGAAGCGTCTTTGACTGGGA 129

Ai03B20053 Araip.B03 20053 p2 (TC)8 16 69923480 69923495 TATGCATACCACCGTCATCG GTCCAACACAGGCCGATACT 278

Ai03B20057 Araip.B03 20057 p3 (ACA)6 18 69928218 69928235 TTTTCTCAAAGGCATTCATGG CACCTAGTGGGATAAGGGCA 122

Ai03B20058 Araip.B03 20058 p2 (CT)19 38 69928624 69928661 AGCATCTACGGTGTGCAAAG GCCTATTTGGTATCGGCTCA 250

Ai03B20059 Araip.B03 20059 c (CT)10(AT)11 42 69931490 69931531 TGCATCATAGTGATGAGGGG TGGCTGACAGTCTCTGCACT 247

Ai03B20061 Araip.B03 20061 c (T)10c(T)11 22 69937346 69937367 TTATGCATGCTTCCCTCTCC TGCTGTTTCAAAGATGGTGC 194

Ai03B20062 Araip.B03 20062 p2 (TA)9 18 69938234 69938251 TGGCACAAGTTGGTGATGAT AGGAGGCTTTCTTTCCCAAG 185

Ai03B20063 Araip.B03 20063 p3 (TTA)13 39 69940775 69940813 TCATTTTGGAACATCGTTTGA TATTTTACGAGGCTTTGCCA 124

Ai03B20067 Araip.B03 20067 p3 (TAA)13 39 69954542 69954580 TCGTTCACATGCCATTGATT CCACTACAAACGAAGTTGCATT 206

Ai03B20069 Araip.B03 20069 p3 (AAC)5 15 69956580 69956594 GCCAAGATGCACATTCCTTT TTTTGAGGTTATTCCTCAATGG 246

Ai03B20073 Araip.B03 20073 p2 (TC)20 40 69968865 69968904 ACACCCCAACCCTTTCTTCT GGCCTAGGGTTGTGACGTAG 194

Ai03B20074 Araip.B03 20074 c* (A)11(AT)7* 24 69978659 69978682 AGGGCAGAACAAGCTTCAAC TTTGGACAACTGACGGTTCA 270

Ai03B20076 Araip.B03 20076 p2 (TA)17 34 69984287 69984320 TTGCAAGTTGCTCCATTTTG AAGGAGAATGATCAAAGGGGT 241

Ai03B20078 Araip.B03 20078 p3 (TGT)6 18 69998135 69998152 TGGAGAATTTGGTCCTCCTC TGCAAGACCTTCAGAACGAG 193

Ai03B20079 Araip.B03 20079 p2 (AT)8 16 70003973 70003988 GGGTTTATCAACCTCCCCAC AATTGTGGTTTGGCATGGTT 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B20080 Araip.B03 20080 p2 (AT)10 20 70005120 70005139 CGCCATTAGGCTCAAGTCTC TAGGGCACCAATTGATTTGA 128

Ai03B20085 Araip.B03 20085 p4 (TTTA)5 20 70017368 70017387 CCATGATGGAGAAAGGGAGA TTTGGTGTTTTCTTGTTAATCTTTC 274

Ai03B20086 Araip.B03 20086 p2 (CT)9 18 70028229 70028246 GAACCTGGAATGAAGAAGCAA TTTTTGACCCAGTTTTTGGC 216

Ai03B20087 Araip.B03 20087 p3 (AGA)6 18 70030403 70030420 GTGCCATCAATGGTTATGGA TCAACATCTCTTTCCCACCC 182

Ai03B20088 Araip.B03 20088 c (T)10atttttcttttcttactaatttttttattattattt(TTA)1076 70036230 70036305 TTCACCATTTACTTTGGGGC TGGGAAAATTGGATTTGGAA 276

Ai03B20092 Araip.B03 20092 p3 (AAC)6 18 70062076 70062093 TCCAAGACCTTCAGAACAAGA TGGAGAATTTGGTCCTCCTC 193

Ai03B20094 Araip.B03 20094 c (T)11c(T)10 22 70066426 70066447 TGGATCCTGTTTACCCTTGC GAATGAATGCTTGAACAGTGC 249

Ai03B20101 Araip.B03 20101 c (AAAAT)6atatgcgg(A)1149 70135615 70135663 TGAAGCAAGAAAAACCAGTGAA CACCCTTGCCTTTTGGTTTA 142

Ai03B20103 Araip.B03 20103 p5 (AAAAT)5 25 70139134 70139158 AATGTGGGTGAGGATTTTCAA CTCAAATCTTAAAATCAAATCTTTTTC 155

Ai03B20110 Araip.B03 20110 p3 (GAG)5 15 70189094 70189108 ACTTTCCCCCTGAGCTGATT GTCATGAGGCTCGTCCATCT 233

Ai03B20112 Araip.B03 20112 p2 (TA)10 20 70206754 70206773 TTTTTCCCTCGCCTTTATCTT CTCCGCCACTCTGATAGCTC 260

Ai03B20113 Araip.B03 20113 p2 (TA)7 14 70209780 70209793 GCCTTGCACTATATTCCACCA TTGGGTCTTACATTCCACCC 189

Ai03B20114 Araip.B03 20114 p2 (GA)6 12 70210715 70210726 AGGAAAGATGGGAGGAAGGA ATAACGCGATGGTGAGAACC 255

Ai03B20115 Araip.B03 20115 p2 (TA)10 20 70213902 70213921 TTTTTCCCTCGCCTAGTTTG ATCAAAATGTCTCGCTTCCG 278

Ai03B20118 Araip.B03 20118 p2 (GA)6 12 70221918 70221929 TGCAGAGAAAGGAGAGGGAG GGGACTGCGATAGGCATAAA 190

Ai03B20120 Araip.B03 20120 c (A)10tc(A)12 24 70234915 70234938 TCGAGTTTGGACAACTGACG AAAAACATGCAATTGACACCA 238

Ai03B20121 Araip.B03 20121 c (A)10tggc(A)12 26 70240838 70240863 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 230

Ai03B20123 Araip.B03 20123 p2 (AG)6 12 70264123 70264134 GCGATTTCTGAGCTGTTTCC TGGGAACATTGAACCTGTGA 248

Ai03B20124 Araip.B03 20124 p3 (TGA)5 15 70277924 70277938 GGGGAACAAGCAACTTTCAA ACTATGCTATGCAGGCAGGC 228

Ai03B20125 Araip.B03 20125 p3 (TTC)5 15 70301357 70301371 CCCATCACCTCTTCACCACT CTCGAGCAAGAGAAGAAAGAAT 274

Ai03B20127 Araip.B03 20127 c (T)10cgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaacgcgagccgtaatggcctcatcttcgataggttcgtcccg(T)10114 70306506 70306619 ACAACTAAAGGCGAGCCGTA CCTCGGGATAGCGTCATTTA 258

Ai03B20128 Araip.B03 20128 c (T)10acgttgtgctgaccctcgttttttaaatgacactatcccggggaggacacctaaacgcgagccgtaacggcatcaacttcggcaggctcctccagttc(T)12120 70306912 70307031 AGCCGTAATGGCCTCATCTT CCTCGGGATAGCGTCATTTA 279

Ai03B20131 Araip.B03 20131 c (A)10tctttcaaaaatttctcctttgttttcg(A)1149 70310305 70310353 TCGAGTTTGGACAACTGACG ACACGCCTGACATTCCCTAC 243

Ai03B20141 Araip.B03 20141 c (T)16acgttgtgctgaccctcattctttaaatgacgctatctcgaggaggacacctaaacgcgagccataatggcctcatcttcggtaggctccacc(T)14123 70315249 70315371 TAAACAACGCTATCCCGAGG GGTCAGCACAACGGAAAAAT 215

Ai03B20142 Araip.B03 20142 c (T)10aagttgtgctgaccctcgttctttaaatgacgctatcccgaggaagacacctaaacacgagctgtaatggcctcatcttcggcaggctcttccg(T)10114 70315473 70315586 ATTTTTCCGTTGTGCTGACC CCTCGGGATAGCGTCATTTA 276

Ai03B20143 Araip.B03 20143 p5 (TTATT)5 25 70330302 70330326 TAAATGACGCTATCCCGAGG GCCATTACGTCTCGCCTTTA 187

Ai03B20145 Araip.B03 20145 c (T)11aacgttgtgctgaccttcgttctttaaatgacgctatcccgaggaggacaaataaaggcgagctgtaatggcctcatcttcggcaggctcctctgg(T)12119 70335884 70336002 AAATGACGCTATCCCGAAGA GCTCGCATTTAGGTGTCCTC 272

Ai03B20147 Araip.B03 20147 c (T)12acgttgtgctgaccctcgttgtttaaatgacgctatcccgaggaggtcacctaaacgcgagccgtaatgccctcatcttcggtaggctccaccgg(T)10117 70336480 70336596 ACACCTAAAGGCAAGCCGTA TAACGAGGGTCAGCACATTG 207

Ai03B20148 Araip.B03 20148 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaacgcgagccgtaatggcctcatcttcggcaggctcctctgg(T)11116 70337201 70337316 TAATGTCCTCATCATCGGCA ATTACGGCTCGGGTTTAGGT 228

Ai03B20150 Araip.B03 20150 c (T)10gtttatgttgtgctgaccctcgttctttaaatgacgctatcccgaggaagacacctaaacacgagttgtaatggcctcatcttcggcaggctcttccag(T)10119 70342574 70342692 TTTTTACGTTGTGCTGACCG CCTCGGGATAGCGTCATTTA 279

Ai03B20157 Araip.B03 20157 c (T)10accctcgttctttcaatgacgctatcccgaggaggacacctaaacgcgagccgtaatggcctcatcttcggcaggctcctccg(T)10cag(T)10aggttgtgctgaccctcgttctttaaaaaatgctatacctaggaggacacctaaaggcgagccgtaatggcctcatcttcgacaggctcctcca(T)12222 70345113 70345334 CATCTTCGGCAGGTTCCTC GAACGAGGGTCAGCAAACAT 279

Ai03B20162 Araip.B03 20162 c (T)13acgttgtgctaaccctcgttctttaaatggcgctatcccgaggaggacacctaaacgggagccgtaatggcctcatcttcggtaggctcccccgg(T)12120 70346831 70346950 TCTTCCGGTTTGTTTTCTGG CGAGGGTCAGCACATTGTAA 280

Ai03B20166 Araip.B03 20166 c (T)11atgttttgctgacccttgttctttaaatgaggctatcccgaggaggacacttaaacacgagccgtaatggccttatcttctgcaggctcctccg(T)12117 70352974 70353090 TGAGGTGGACACCTAAAGGC CCTCGGGATAGCGTCATTTA 239

Ai03B20168 Araip.B03 20168 p5 (TTTTA)5 25 70353574 70353598 TAAATGACGCTATCCCGAGG AGGCCATTACTTCTCGCCTT 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B20170 Araip.B03 20170 c (T)10atgttttgctgacctttgttctttaaatgacgctatcccgaggaggcacctaaacgcgagctgtaatggcctcatcttcggcaggctcctacg(T)12115 70355502 70355616 ATGACGCTATCCTGAGGTGG CGAGGGTCAGCACAACATAA 235

Ai03B20172 Araip.B03 20172 p5 (TTTTA)5 25 70356287 70356311 TAAATGACGCTATCCCGAGG ATGAGGCCATTACATCTCGC 192

Ai03B20176 Araip.B03 20176 c (T)20aacgttgtgttgaccttcgttctttaaatgacgctatcccgaggaggacaactaaaggcgagccgtaatggcctcatcttcggcaggctcctccg(T)10125 70406327 70406451 TAAATGACGCTATCCCGAGG CGAGGTTCAGCACAACGTAA 234

Ai03B20185 Araip.B03 20185 p3 (TAT)5 15 70417297 70417311 TTCGAAAATTATCCCTCCCC TGACAAAGAAGAGGGCACAG 211

Ai03B20186 Araip.B03 20186 p3 (TTC)5 15 70419948 70419962 GCCTTCCATTCCTCATCAAA TTAGAATGTTGCTCGCCCTC 143

Ai03B20192 Araip.B03 20192 c (T)16acgttgtgttgatccttgttcttaaaatgagcctatcccgaggaggacacctaaaggcaagccgtaattgcctcatcttcggcaggctcctctgg(T)10121 70431495 70431615 ACCTAAAGGCGAGCCGTAAT AGGTGTCCTCCTCGGGATAG 251

Ai03B20194 Araip.B03 20194 c (T)12acgttgtgctgaccttctttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatgacctcatcttcggcaggctcttctgg(T)10117 70431898 70432014 TAAATGACGCTATCCCGAGG CATTTAAAGAACGAGGGCCA 274

Ai03B20214 Araip.B03 20214 c (T)10ccggttcttttc(T)1032 70462233 70462264 ACCTAAAGGCGAGCCGTAAT ACAGAAGAACCTGCCGAAGA 273

Ai03B20225 Araip.B03 20225 c (T)10c(T)11 22 70465518 70465539 ATTGTGCTGACCCTCGTTCT TGGCTTGCCTTTAGGTGTCT 204

Ai03B20226 Araip.B03 20226 c (T)10c(T)10 21 70465660 70465680 TTTTTCGTTGTGCTTTGTGC GGCCATTACGTCTCACGTTT 217

Ai03B20228 Araip.B03 20228 c (T)11acgttgtgctgaccctcattctttaaatgacactatctagaggaggacacctaaacgcgagccgtaatggccctatcttcggcaggctcctccgg(T)15attttgttttttcactaaaggtgagccgtaatggcctcatcttcggcaggctccccca(T)10189 70466166 70466354 AATGGCCTCATCTTCAGCAG GAGGGTCAGCACACAACGTA 277

Ai03B20233 Araip.B03 20233 c (T)10cg(T)10 22 70467201 70467222 ACACCTAAAGGCGAGCCATA GTGTCCTCCTCAGGTTAGCG 262

Ai03B20239 Araip.B03 20239 c (T)11atttttacgttgtcctgaccctcgttctttaaaagacgctctcctgaggaggacacctaaaggcgagccgtaatggcctcatattcggcaggctgctca(T)10120 70468913 70469032 GGACACCTAAAGGCAAGCTG TGGCATCATTTAAAGCACGA 246

Ai03B20243 Araip.B03 20243 c (T)16acattgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaatggcctcatcttcggcaggctccaccg(T)11cg(T)15138 70471199 70471336 TAAATGACGCTATCCCGAGG CCATTACGTCTCGCCGTTAG 280

Ai03B20246 Araip.B03 20246 c (T)31c(T)10acattgtgctgaccctcgttctttaaatgacgctatcctgaggaggacacctaaaggtgagccgtaatggcctcaacttcggcaggctcctccgg(T)12149 70473737 70473885 CGATCCCAAGAAGGACACAT ATTACGGCTCGCCTTTAGGT 280

Ai03B20258 Araip.B03 20258 c (T)16acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaatggcctcatcttcaacaggctcctcca(T)10120 70475541 70475660 TTAAAGGCAAGCCGTAATGG GTGTCCTCCTCAGGATAGCG 220

Ai03B20259 Araip.B03 20259 c (T)10acgttgtgctgactctcgttctttaaatgatgctatcccgaggatgacacttaaagccgaaccgtaatggcctcgtcatcggcagcctcctccgg(T)14119 70475877 70475995 AACGTGAGCCGTAATGGAAC GTGTCCTCCTCAGGATAGCG 211

Ai03B20262 Araip.B03 20262 c (T)13acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaatggcctcatcttcgacaggcttcaccg(T)10117 70477346 70477462 GTTGTGCTGACCCTCGTTCT TGTCCTCCTCAGGATAGCGT 278

Ai03B20266 Araip.B03 20266 c (T)14acgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaagccgaaccgtaatggcctcgtcatcggcagcctcctccgg(T)12121 70478686 70478806 AACGAATGCCGTAATGGAAC CTCCTCAGGATTGCGTCATT 208

Ai03B20274 Araip.B03 20274 c (T)11cggttttttccgtttttttc(T)1041 70480618 70480658 CGCTATCCAGAGGAGGACAC AGAACGAGGGTCAGCACAAT 240

Ai03B20281 Araip.B03 20281 c (T)12acgttgtgctgaccctcgttctttaaatgacgctatccagaggtggacacctaaacacgagacgtaatggccccatcttcggcaggctcctccga(T)10117 70483420 70483536 CCACAGGCTCATCCATTTTT AAGAACGAGGGTCACCACAC 197

Ai03B20282 Araip.B03 20282 c (T)11cgttgtgctgaccctcgttctttaaatgatgttatcccgaggaggacacctaaaagcgaaccgtaatgtcctcatcatcgacagcctcctccg(T)10114 70483645 70483758 CCGAGGAGGACACCTAAACA AGAATGGGGATCAGCACAAC 195

Ai03B20289 Araip.B03 20289 c (T)11acgttgtgctgaccctcgttctttaaatgacgctatccagaggaggacacctaaacgcgagccgtaatggccccatcttcagcaggctcctccgg(T)11117 70490416 70490532 AATGGTCTCATCTTCGGCAG CCATTACGGCTCGCATTTAT 228

Ai03B20291 Araip.B03 20291 c (T)10cggtttttttcg(T)1032 70490961 70490992 ACCTAAAGCCGAGCCGTAAT CCTCCACTGGATAGCGTCAT 136

Ai03B20292 Araip.B03 20292 c (T)11acgttttgctgaccttcgttctttaaatgatgctatcctgaggaggacacctaaagccgagccgtaatggcctcatcttcggcagcctcttccgg(T)12118 70491101 70491218 ATGACGCTATCCAGTGGAGG TACGGCTCGCCTTTAGATGT 253

Ai03B20306 Araip.B03 20306 c (T)21acgttgtgctgaccctcgtgctttaaacgatgctatcccgaggaggacacctaaacgcgagccgtaatggccccatcttcggcaggctcctccgc(T)10ccg(T)10139 70494646 70494784 TATCCCGAGGAGGACACCTA AAGAACGAGGGTCAGCAAAA 225

Ai03B20308 Araip.B03 20308 c (T)10ccggtttttttcca(T)1034 70495409 70495442 ACACCTAAAGGCAAGCCGTA TGGTGTCCTCCTTGGGATAG 256

Ai03B20316 Araip.B03 20316 c (T)11acgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaaggaaaaccgtaatggcctcatcatcagcaggctcctccga(T)12acgttgtgctgactttttccg(T)10149 70498330 70498478 AACGTGAGCCGTAATGGAAC AGAACGAGGGTCAGCACAAT 225

Ai03B20317 Araip.B03 20317 c (T)10atgttgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctaaagccgagccgtaatggcctcatcttcggcagcctcctctgg(T)12117 70498696 70498812 CTGTGCTGACCCTCGTTCTT CCTCGGGATAGCGTCATTTA 251

Ai03B20325 Araip.B03 20325 c (T)10ccggtttttttcg(T)1134 70504202 70504235 ACCTAAAGGCGAGCCGTAAT CACGGGATAGCGTCATTTTT 261

Ai03B20342 Araip.B03 20342 c (T)11aacgttgtgctgaccctcgttctttgaatgacgctatcccgaggaggacacctaaatgcgagccgtaatggccccatcttcggcaggctcctccgg(T)10117 70507030 70507146 TAATGGCACCATCTTCGACA AGAACGAGGGTCAGCACAAC 202

Ai03B20347 Araip.B03 20347 c (T)11ccggtttttttc(T)1134 70508091 70508124 ACCTAAAGGCGAGCCGTAAT GTTCGCGTTTAGCTGTCCTC 269

Ai03B20350 Araip.B03 20350 c (T)12acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggaaacctaaacgcgagtcgtaatggccccatcttcggcaggctcctccga(T)10acatcgtgctgaccctcgttctttaaatgacgctatcccgagtaggacacgtaaaggcgagccgtaatggcctcatcttcggcaggctgctccg(T)11222 70508928 70509149 GCTCAGAGCCTTGGACCTT CCACTCACTGAGCTTGAATCTAAA 280

Ai03B20354 Araip.B03 20354 c (T)11gg(T)10 23 70512053 70512075 AGCTGTAACGGCTGCATCTT GGGTCAGCACGACGTAAAAT 205
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Ai03B20359 Araip.B03 20359 c (T)10acattgtgctgacccttgttctttaaattacgcaatcccgaggaggacaaataaacgcgacatcttttttctgg(T)1094 70513286 70513379 TAAAGGCAAACCGTAATGGC AGAACGAGGGTCAGCACAAT 161

Ai03B20362 Araip.B03 20362 c (T)10ag(T)10 22 70515012 70515033 CGTAATTGCCTCATTTTCGG ATTACGGCTCGCCTTTAGGT 240

Ai03B20367 Araip.B03 20367 c (T)10ctag(T)13 27 70518702 70518728 TAAATGACGCTATCCCGAGG AAGAACGAGGGTCAGCTCAA 251

Ai03B20368 Araip.B03 20368 c (T)12acgttgagctgaccctcgttctttaaatgacgctatacagaggaggacacctaaaggcgagctgtaatggcctcatcttcagcaggctcctccg(T)12118 70518835 70518952 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCAGGATAGCGT 249

Ai03B20374 Araip.B03 20374 p3 (GAA)5 15 70553988 70554002 GGTAATCAAATCAAGGGGCA TGCATGCAACACCAAACTTAG 228

Ai03B20381 Araip.B03 20381 p3 (ATT)5 15 70627299 70627313 AGAATTCCCTCGCCTTTGTT TAAGGCGTTACCAACCTGCT 258

Ai03B20382 Araip.B03 20382 c (GA)8aagagagagaa(AG)741 70630430 70630470 TATTTGTGACAGAGCGTGGC TTCTCTCTCCCCCTCCTCTC 199

Ai03B20387 Araip.B03 20387 p2 (CA)7 14 70686136 70686149 ATTCCCAAATCCCAGAAACC CGGAGTTGAACGGTGGTAGT 153

Ai03B20396 Araip.B03 20396 p3 (TTC)5 15 70755345 70755359 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 165

Ai03B20398 Araip.B03 20398 p2 (CT)13 26 70767345 70767370 GCTCACTCTTCCTTCCCCTC TTCCTCCATAATTTGCAAGC 278

Ai03B20399 Araip.B03 20399 c* (AT)13(T)10* 35 70779643 70779677 CCGCTTAGGCCATGATTTTA TGAAGCAAGAAAAGCAGCAA 255

Ai03B20401 Araip.B03 20401 p2 (TA)17 34 70785813 70785846 CCCATTTTTCAAGGCTCCTA TGACAAAGTGGTCCCAACAA 254

Ai03B20403 Araip.B03 20403 c (AGA)6aaatagagagagagga(AG)748 70815887 70815934 AGGAGTCTCCAACCTTGGGT CCCACCCAAACCTACCCTAT 269

Ai03B20405 Araip.B03 20405 c (TTAT)6tgaatatttttggtgg(T)1555 70831834 70831888 ACCCAATTTTCCCACTTTTG CCTGCTCATGTGAGACCAGA 243

Ai03B20407 Araip.B03 20407 p2 (AT)6 12 70877545 70877556 CTTAGGCCATTGGCTCCCTA TGCTACCCATCACCAAGTAATTT 231

Ai03B20408 Araip.B03 20408 p2 (TA)7 14 70879788 70879801 GCACCTCGTTGAGTATGCTG GAAATGTCGTATATAGGAGCAAAACA 279

Ai03B20410 Araip.B03 20410 p3 (TAT)5 15 70882519 70882533 TGATTCTGGAGCTATTGGAAA GGGTGATCCCCAATTCTTTT 259

Ai03B20411 Araip.B03 20411 p2 (TA)8 16 70894813 70894828 ATGCCGTAAGGCAAAGGTTA TTATGGCTAGCCGGCTTAAA 251

Ai03B20416 Araip.B03 20416 c (A)10tggc(A)10 24 70910583 70910606 TGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 182

Ai03B20420 Araip.B03 20420 p3 (GAA)5 15 70934859 70934873 TTTCTCAATCCGAACGAACC CTTCTTCGTCTTTGCGTTCC 193

Ai03B20424 Araip.B03 20424 p3 (CAA)5 15 70953132 70953146 AAACCCAACAAATCCACCAG TGAACCAAGGTGATGAGCTG 174

Ai03B20428 Araip.B03 20428 p2 (CA)8 16 70969915 70969930 AATTTTAAAGGTTTGGCCCG TCCCCTTTCTCTTTTCAGCA 169

Ai03B20432 Araip.B03 20432 p2 (TG)8 16 70998218 70998233 TCCCCTTTCTCTTTTCAGCA CGGTACCGCATGAGAAAAAT 240

Ai03B20434 Araip.B03 20434 p3 (TGG)5 15 71012246 71012260 CCTCCCCACACTTAAGGTCA GACCATTCTATGGGGGTCCT 244

Ai03B20437 Araip.B03 20437 p2 (TA)6 12 71073217 71073228 AAAGGGATTTTCAACGCTAACA TGCAAGAATTGAACTTCTCAAA 230

Ai03B20439 Araip.B03 20439 p2 (TA)7 14 71079071 71079084 CGAGTCTTGTCCCAACTTCC CCCAAAAAGGTCCAAAGTCA 214

Ai03B20440 Araip.B03 20440 p2 (TA)6 12 71080784 71080795 CTGGGAAGGTTAACCCCATT CGGTTTGCTAAACCATGGAC 128

Ai03B20446 Araip.B03 20446 p2 (TA)8 16 71102619 71102634 AAAATACAAAACGCGAAGCG TTGGTGAATGGTGACAGAGC 266

Ai03B20451 Araip.B03 20451 p2 (TA)6 12 71137166 71137177 GTCTGAGATTGGCCTACAGTTT GCCTGCCTGGACCTTTTAAT 237

Ai03B20453 Araip.B03 20453 p2 (AT)10 20 71148338 71148357 TTTGACCCCATTATGATTGAA CATCTTTCATATGATTACGAAAATCTC 255

Ai03B20454 Araip.B03 20454 p2 (AT)10 20 71148599 71148618 AAGAGAGACATTTAATTGTATTGACGA CATCAGTGACGGATCCAGAA 239

Ai03B20456 Araip.B03 20456 p2 (AT)9 18 71163241 71163258 CATCATCCAATCACAATCCA TGGGGGAGGATCTACGATTA 259

Ai03B20458 Araip.B03 20458 c (TG)6ctgcatacaagttcaaagatttgaaaatattttatg(T)1159 71171651 71171709 CTCAGAAGCGGTTCCTTTCA TGGTGGTTGAGGACCTTCAT 280

Ai03B20459 Araip.B03 20459 p2 (AT)6 12 71173212 71173223 ACAGAGACATGCGGACACAC TTCGCGATTTTGTTTTACCC 190
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Ai03B20462 Araip.B03 20462 p3 (AAG)8 24 71200587 71200610 CCGAAAATGAAGGGTTTCAA AGGGGACAGGGTTAATGGAC 235

Ai03B20464 Araip.B03 20464 p3 (GAA)5 15 71229653 71229667 CTCGAAGGTGGAAGCTTTTG ATTCTTGGCCGAAACACAAC 241

Ai03B20465 Araip.B03 20465 p2 (AG)8 16 71232802 71232817 GAGAGAGGGAGAGGATTTTCG TTTGTTTGTTTCCTACCTTTTTCA 222

Ai03B20466 Araip.B03 20466 c (T)10cgaaaacaaaggagaaatttttgaaagaaa(T)1050 71234139 71234188 TTGAAGACCAATCCCAAAGG TCGAGTTTGGACAACTGACG 262

Ai03B20467 Araip.B03 20467 p2 (GC)6 12 71239944 71239955 AGACAATGGTGGTGGGTTGT CAGCTAGTACCTTCACCGGC 191

Ai03B20468 Araip.B03 20468 p2 (GC)6 12 71240266 71240277 CGCGTGCTTGTGGTATTCTA GAATTTCCATTTTCAGGCCA 280

Ai03B20470 Araip.B03 20470 p6 (GATGGT)5 30 71264164 71264193 TGCCTAGCTCATATCGAACTGT CTGAAGACAAGCGATACGCA 260

Ai03B20471 Araip.B03 20471 p2 (GT)19 38 71274351 71274388 TTGATTTATCCTTCGCCATT CTTTGCAAAACTCGAACCGT 257

Ai03B20477 Araip.B03 20477 p3 (CTT)5 15 71289941 71289955 TCCTCCTCCTCCTTCTCCTT CGATGAGGATGAAACACACG 105

Ai03B20478 Araip.B03 20478 p3 (GAA)5 15 71290950 71290964 TCATTTTCAAGTAATTTTGCAGC TTTTTCTCTTCCTCCTCCTACTCA 206

Ai03B20479 Araip.B03 20479 p3 (TGA)6 18 71291414 71291431 TGAATGAATGTAGGTTCATCCTCT TGTTGCTTCTTCTTTTTCACCA 207

Ai03B20484 Araip.B03 20484 p2 (AT)7 14 71317937 71317950 GCTGAAGTGGTGGAATGTCA CATCTCAATTGTAAAGGCGCT 193

Ai03B20485 Araip.B03 20485 c (A)13ggccatcggcgcgctagcacgctgt(GC)650 71321562 71321611 GCTCTTGGGCATTCTTTCTG GATAAGCCTGTGCTCCAAGC 166

Ai03B20486 Araip.B03 20486 p2 (GC)6 12 71321716 71321727 GCTTGGAGCACAGGCTTATC GCACCAAAACAAATGCAAGA 280

Ai03B20488 Araip.B03 20488 c (A)10tgtatatagaaaaag(A)1035 71323318 71323352 ATGCCACAAGCACATGGTTA TGTTGGCTCCTGAAAGAATG 267

Ai03B20490 Araip.B03 20490 c (T)10ctgcaagctttgttctttgacgagcaggataagagagaatagat(GAA)569 71332713 71332781 TTTGCTCTTGCCTCTTGGTT CCCCTCCATTCTTCATCAAA 230

Ai03B20491 Araip.B03 20491 p3 (AAT)5 15 71334403 71334417 GCTGCCATCTCCTCTTCTTG TGAACCCCCTCTCTCTCTGA 276

Ai03B20494 Araip.B03 20494 p2 (AG)6 12 71355547 71355558 CAAACAAACCAAGCCAACCT GGCTACGTGATGGAAGAAGC 244

Ai03B20496 Araip.B03 20496 p3 (ATT)11 33 71357425 71357457 TGTGTTAAGAGCTGCTTTATGAGAA GCTTCGGCTACTTTCTTTCTTC 279

Ai03B20498 Araip.B03 20498 p2 (CG)6 12 71366999 71367010 CCTCGTGCAATAAAAGCCAT TTAATCCAAGGGGGCAATTT 270

Ai03B20502 Araip.B03 20502 p4 (TTTA)6 24 71433876 71433899 TATGACCCCAGAGTCCACCT TGACCACTTTCTCCCTCCTC 197

Ai03B20503 Araip.B03 20503 p2 (CG)6 12 71439476 71439487 TCGAAATCCACATCAGCACT CCGCCTAATTACTGTCGGAT 279

Ai03B20505 Araip.B03 20505 c (TAA)7agtttatataacaaatcttaaatgaaataattcgaataatattaatatttaatctgtctggacacaat(A)13102 71440448 71440549 TGTCAAAAATCGTTTCAGCG TGCGACGACCTAGCAATAGA 170

Ai03B20507 Araip.B03 20507 p2 (AT)6 12 71461220 71461231 TAAAGGCGTTTCCAAAGTGG TCGGTTCTCCCTTGCTACAT 258

Ai03B20510 Araip.B03 20510 p3 (TGA)5 15 71468233 71468247 CTCAATCGTCTCGTCCCAAT GACCCTTAGCACCAGCAGAG 179

Ai03B20513 Araip.B03 20513 c (T)10agacgagtttttgttcttcttgctcttgttcatttttcttaaaaggagaaataaaagaaaat(A)10ctgaataagaaaaaagtgcaaaaaag(A)11119 71489940 71490058 TCGCAGATTTGACTCTCCCT TTTCGTTATTCTGTTGTGTCTTTTTC 257

Ai03B20514 Araip.B03 20514 c (T)10gtttttatttttattaagagaataaaataggaagaaacttgagaaagtaaaataaaaaaaatatgaataaggaaaaaaaaagatat(TGA)6114 71491363 71491476 TGAATGAATGTAGGTTCATCCTCT TTCCTCCTTTTCATCTTCTGC 222

Ai03B20515 Araip.B03 20515 p3 (AGG)5 15 71492821 71492835 TGATGGAGGAGAAGGAGGAA TATTTATGCGCGCACATTCT 143

Ai03B20516 Araip.B03 20516 p3 (TAT)5 15 71493078 71493092 TGAGGGAGAGAGAAAGAAAAGG GCAGCGGAATTTTGACTTCT 279

Ai03B20517 Araip.B03 20517 p3 (TAT)5 15 71497554 71497568 AAGGCTACGAAAAGGAAGGC TCACAATTCTAATGCACTCGC 221

Ai03B20518 Araip.B03 20518 p3 (TAT)5 15 71497788 71497802 GAAGGCTAAGAAAAGGAAGGC ACTCACAATAATGCACTCGCT 226

Ai03B20524 Araip.B03 20524 p2 (AT)6 12 71506317 71506328 CAAATAAAAGTAGATTTTACACGCACA GCCAACAAGCATTCATAGTGAT 264

Ai03B20527 Araip.B03 20527 p3 (TAA)5 15 71508369 71508383 GGCAAACCAAGGTACCACTT TTTGATGTGAGGACTGATTTATCTA 280

Ai03B20531 Araip.B03 20531 c* (AT)14(ATATA)7*59 71523645 71523703 TGGGAATTGGGTACATGCTT CCAAAATTTCCACTTTTGCAT 276
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Ai03B20539 Araip.B03 20539 c (TC)8(TA)11 38 71564884 71564921 TCCGCTGTATGCAATTTGAG ACCATAAATGGAACACCCCA 186

Ai03B20541 Araip.B03 20541 p3 (AGA)5 15 71569162 71569176 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 243

Ai03B20542 Araip.B03 20542 p2 (GA)9 18 71569313 71569330 TTTTGAAGGTAGGTGGGGTG GCCCAGAACAAGCATCACTT 255

Ai03B20543 Araip.B03 20543 p2 (TC)13 26 71578381 71578406 TTGTTGCTGCCTTCATTGAG AACATCCGATAGCGTTGCTC 235

Ai03B20544 Araip.B03 20544 p5 (TTATC)5 25 71584977 71585001 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai03B20546 Araip.B03 20546 p2 (CT)7 14 71650174 71650187 GAACCTGAGAAGAAGTTGAAATCC CTATAAAGTGGGGGAACGCA 172

Ai03B20547 Araip.B03 20547 p2 (AT)7 14 71651339 71651352 AGATAGCCCATGAAAGCAGG CCAAACCATGAACACCCCTA 275

Ai03B20548 Araip.B03 20548 c (C)11(T)10 21 71652001 71652021 AGCATGCTTCCCAAATTTTC CCCTCCATTCCATAACCACA 201

Ai03B20549 Araip.B03 20549 p5 (AAAAT)5 25 71655737 71655761 AAACTTAAAGCGATGGGGGT TCAAATTCAAATTTCAAATCTTTTC 130

Ai03B20551 Araip.B03 20551 p2 (CT)7 14 71656783 71656796 GCCAAATTGGTAACATAAGTCAGA TCCATTCATGGGAGGTCTTC 221

Ai03B20555 Araip.B03 20555 p2 (AG)18 36 71671346 71671381 TGGAGGTGATTGGTAAAGGG AGCGTTAAATGCCAGGATTG 273

Ai03B20561 Araip.B03 20561 p2 (CT)6 12 71703460 71703471 TTCTCAACTTTTTCAAAACCACC AGAATGAGATGGGGGAGAGA 229

Ai03B20563 Araip.B03 20563 p3 (AAT)5 15 71711875 71711889 GCATCTATGCCTGTCCCAAT CCCCAACTTGGAGAATGTGT 139

Ai03B20567 Araip.B03 20567 c (TA)7c(AT)6 27 71737702 71737728 GACCGCAAAATGAAAAATGC CGCCTCTTAGAGTGGACTTTTG 227

Ai03B20572 Araip.B03 20572 p4 (AAAT)6 24 71768932 71768955 TTCCTAATCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 254

Ai03B20576 Araip.B03 20576 p2 (AT)8 16 71807073 71807088 TCATGGGAATCAGGTGCATA GGTCCATTTTGTCCCCTTTT 182

Ai03B20577 Araip.B03 20577 p2 (TA)7 14 71811731 71811744 TCAAACTTAGCATTGGGGGT CTGTGGAAACTTGGGTTGGT 241

Ai03B20581 Araip.B03 20581 p2 (GA)17 34 71828365 71828398 CCGAAATTGAAGAACCAACC GCGACCCTATCCTCTTCCTC 274

Ai03B20582 Araip.B03 20582 p2 (TA)6 12 71829087 71829098 TCAGCATTCAAATCTCATCTCG TCAAATTTTAGGGACCAAATTAAA 227

Ai03B20584 Araip.B03 20584 p2 (AT)6 12 71846527 71846538 TCCTTTAATTCTTCTCAAAATCTCTCT TTCATGTTATCTCATTGATTTGTGAA 254

Ai03B20587 Araip.B03 20587 p3 (TAA)5 15 71854815 71854829 TCGTACCAAAAATAAGGCGT TTCCTTGCCCTTGTTGTCTT 276

Ai03B20589 Araip.B03 20589 p2 (AT)6 12 71865434 71865445 TTTGGTGTCTCTTAGTTGCTTTTC AAAAGAAGATAAGATGGGAAAGATT 247

Ai03B20593 Araip.B03 20593 c (AT)14(AC)8 44 71893580 71893623 AGCTGAATCCATGTCTTCCTG AAAAAGGCATATGATTGGGA 193

Ai03B20595 Araip.B03 20595 p4 (TAAT)5 20 71901731 71901750 CAGAGACACTACTGAGGTTTCCAA AGGAATGAATGTACGACAGGA 213

Ai03B20596 Araip.B03 20596 p3 (TAA)24 72 71902807 71902878 TCTTCAACGGGCTTTCATTT TGGTTGTTTGAGAGTGATTAGGA 272

Ai03B20597 Araip.B03 20597 p2 (GC)7 14 71917371 71917384 CAAGCCGAAGTCTCTAACCG GTGCCTGTCTTAAAGGTGGC 242

Ai03B20598 Araip.B03 20598 p2 (GC)6 12 71919735 71919746 TTACACTAAGCCACCAGCCC GGGGCTCAACTCTCTGTGAA 160

Ai03B20600 Araip.B03 20600 p3 (AGA)5 15 71935254 71935268 TCTGTCCTTAGGTGCCATCA CACACATCCCTCCATCTCCT 148

Ai03B20602 Araip.B03 20602 p2 (AG)8 16 71939049 71939064 CAGGTTCTGGATCAGCTTCA TCCTCACCCATCAAAAATCC 193

Ai03B20606 Araip.B03 20606 c (T)10cttttaattaggtcccggaactcatttttttctcaattaggtctctcttggtagtaattggcttaattgtatagggacccaact(A)10104 71947591 71947694 CCAATCAAAGGTTTCTTGTTTTG TTTATTTGAGTCCCTGCGCT 264

Ai03B20607 Araip.B03 20607 p2 (GA)16 32 71958767 71958798 CAAGTATCTCCGCCACGTCT CCTCCCCGCTTTAATTTCTC 280

Ai03B20612 Araip.B03 20612 c (T)10catactaaatggatgttcttttatatatttttcgtatttttttgtattgcaaatgtgaatgtctttatttctttaaaaatttca(T)10104 71970077 71970180 AATGCTAGGAACCAAAAGGG AAGAAACATCCAATTATATTTTAGCAA 269

Ai03B20613 Araip.B03 20613 p2 (AT)7 14 71976052 71976065 TAAAACCGCGATACCGCTAC TTCATTGTACCCTCGCCTTT 188

Ai03B20614 Araip.B03 20614 p2 (CT)6 12 71995597 71995608 TAGGGTAAGTTGGTCGTGGC CACCATTAGAGCTGCGTGAA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B20620 Araip.B03 20620 c (CT)8ttttgtt(TA)8 39 72022451 72022489 TCCGTCATCATCATGCAACT CGGGTAACCAGATTCAAGGA 139

Ai03B20625 Araip.B03 20625 p2 (TA)7 14 72038078 72038091 ATGTTTATACGCTTTGCCCG TAAAACAAAGGTGGCGATGC 265

Ai03B20627 Araip.B03 20627 c (ATA)6aaaataaaaaacacttttttaagcttttcttataataccaaaacctaatcaaatacaatctcaaaataattgaa(AT)6104 72039234 72039337 CAAGGTCCAAGAAGGGAAAA TCACATATGGTGAAATCGGC 263

Ai03B20630 Araip.B03 20630 p2 (CT)7 14 72045092 72045105 AAAGGAAGGGGTGAAGGAGA ATATGATACTGCGGGCTTCG 219

Ai03B20634 Araip.B03 20634 p3 (GAG)5 15 72077992 72078006 GCATGAGTTGCGAGTCGATA GCCTTTTCCTAATCCCGAAG 260

Ai03B20635 Araip.B03 20635 p2 (TA)8 16 72082334 72082349 TTGCGGGTCGACACTAGTAA CGTGGTTTTTGCTTTCTTGC 251

Ai03B20637 Araip.B03 20637 p2 (AT)8 16 72084298 72084313 TTTGATGTTCTGACGATTCAACT GATGACGCTCAAATTGGTGA 150

Ai03B20640 Araip.B03 20640 p3 (TGA)7 21 72092121 72092141 TCTGATTTTCTGAGGTGGGG TCCGAAATGAACAAAAACCC 162

Ai03B20641 Araip.B03 20641 p3 (TGG)5 15 72092259 72092273 TAGTGGTGGTGGTGGGTTTT ACCACCTTCACTGCCAGAAC 160

Ai03B20642 Araip.B03 20642 p2 (AT)10 20 72097060 72097079 ATTGGTTCGGATATCGGTGA ATTGGTTCGGTTCGGGTAAT 280

Ai03B20645 Araip.B03 20645 p2 (AG)9 18 72104304 72104321 TTTTGGGACAAATTTCAGGC CGATGTGCTCTCTTTCTCCC 149

Ai03B20647 Araip.B03 20647 p2 (TA)6 12 72113061 72113072 GTCACGTGAACAGAGGGAGC TCTTTTGCATTTGGTTGCTG 141

Ai03B20649 Araip.B03 20649 p4 (AGTG)6 24 72126805 72126828 CTTGCTGTGCGTGTGTTTTT CCAAAAACAATCCCTAATTCTCA 171

Ai03B20650 Araip.B03 20650 p5 (AAGAT)5 25 72142718 72142742 GAAAGATAAAGGCGGTTCCC CCTGGGTGCTCCAGTGTATT 130

Ai03B20651 Araip.B03 20651 p2 (AT)7 14 72158675 72158688 AGCCTGACTTAACCTGGCCT TTTGTTTTTACTTTTTAGTTATCAGCA 229

Ai03B20656 Araip.B03 20656 c (T)10gtaggattcagatgtttctttttgcagagatttggatatttttttgttacacttggaa(T)1179 72175960 72176038 TTCTTTTTGCAGGGATTTGG CCCAAGTGTAACAAAAACATTCC 240

Ai03B20657 Araip.B03 20657 p2 (AT)7 14 72186056 72186069 AGGTAAGACCAGCCAGCGTA GCATTCTGGAGACCTTCTGG 226

Ai03B20666 Araip.B03 20666 p2 (CG)6 12 72223371 72223382 TGTTGGATGAGGGGTAGGAG TGTGTATGCGTGGATTGAGAA 269

Ai03B20668 Araip.B03 20668 p2 (AT)6 12 72225227 72225238 CGGCCTATTTCAGTAGTTGGA ATGCATACATGCCACGTTTC 164

Ai03B20669 Araip.B03 20669 p2 (AT)7 14 72225790 72225803 TTTCCTTTCAACAGCTCGGT GCCTTTTTCTCAAATCAGCG 230

Ai03B20670 Araip.B03 20670 p3 (ACA)5 15 72235508 72235522 TATGTGGCATTTGCTCTTGC TTTGCGGGTTGTTATTCCAT 276

Ai03B20675 Araip.B03 20675 c (T)11caaagtttagat(A)1033 72252739 72252771 CCGTTATCTAATGCTAATACCAAGA GGTAACCCCAAAATGCAAGA 277

Ai03B20678 Araip.B03 20678 p4 (AAAT)6 24 72259573 72259596 TTCGTCACTAGACCAATCCTGTT CAGATGGCCGTGTTATTGTG 184

Ai03B20681 Araip.B03 20681 c (TA)9atatcacctaaccaagcttaattcttcaagttcaccatctaatcttcttgcttattccatgaccaaattgaagttggaaaaaggaaaaaagaaa(AG)7126 72265602 72265727 TACTGTTTTCTATGCCGGGG CAAAGACGGAAGTTCGAAGG 224

Ai03B20682 Araip.B03 20682 c (AT)9(AG)9 36 72272854 72272889 CATTTTGCTGTTTCGAGGGT AAGCAAAGTGAAGGGAAGCA 278

Ai03B20685 Araip.B03 20685 c (A)11tttttttaatgaaaaaaga(T)1040 72293779 72293818 ACATGGACATTTGGGAGCTT ACTATTAGAAATTTGCCAAACACA 116

Ai03B20694 Araip.B03 20694 p2 (CT)7 14 72328781 72328794 ATGGGAGTTTCCATGATCCA GCGCTGCATATGGTGTAAAA 228

Ai03B20696 Araip.B03 20696 p3 (TAA)5 15 72330700 72330714 GGTTTGAAGCAAGCAATGGT CAGAAAGGCAAAGCAACTCC 206

Ai03B20700 Araip.B03 20700 p3 (AAC)5 15 72369023 72369037 CATTTTCATTTTCATTCTCCCC AAGCACAAGTGATTGGGGTC 222

Ai03B20701 Araip.B03 20701 p4 (TTTC)5 20 72369175 72369194 CCCAATCACTTGTGCTTTCA ATCGAAGAAACGCTGCCTAA 266

Ai03B20702 Araip.B03 20702 p4 (GATA)6 24 72369657 72369680 CTTGGTGGATTTGCCATCTT ATGCCAGAGGCACAACTTCT 245

Ai03B20705 Araip.B03 20705 c (T)10attgacagttttatcaagcatcttaaatttgagatcagtgtgg(T)1265 72376373 72376437 CACGTCATTCCCCTTTCCTA TGCATACCATGCTGTTGTAAA 171

Ai03B20706 Araip.B03 20706 p3 (CGT)9 27 72379746 72379772 GTGCAGATTTCGCAGATGAA TCACTCACAAGGGCACAGAC 277

Ai03B20707 Araip.B03 20707 p3 (ACT)5 15 72391797 72391811 TACGCTCAAACGTAGGGGAC CAATATCACGGTTGTGTCCG 168
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Ai03B20708 Araip.B03 20708 p2 (AT)6 12 72392494 72392505 CTCAGCCTGCGAAACTAAGG CCTTGGATGTGTTTTGGCTT 214

Ai03B20709 Araip.B03 20709 p2 (AC)42 84 72393789 72393872 GGGGATCCTCACCTTCTACC TAGGTGTGAGAAGGCAGGTG 217

Ai03B20710 Araip.B03 20710 p2 (AT)8 16 72395091 72395106 CAAAATTACAGCCCCTCCAA AGCTTCCGGAACTTGTGAGC 238

Ai03B20714 Araip.B03 20714 c (T)10gtttccaaatttcacacaaagcaaagcaaaatccttttgctgccataccaacctgaaactatgaccccaacaacaaagtttcttcc(T)12108 72409239 72409346 CGAAGCCATCACTCTTCCTC GTGTGGCAGCAAAAGGATTT 232

Ai03B20715 Araip.B03 20715 c (A)13ttaaaaaattaaaaaagagagaaaataagaagaggatgatgagagaaaagaccacgtctttaaacacctgcatcatcaaaaagtatggg(T)10112 72409611 72409722 CATACTCCAACCTCCTCCCC GCAGGATCCCTCTAGCAATG 234

Ai03B20719 Araip.B03 20719 p2 (CT)6 12 72430147 72430158 CTGAACCAAACTGCTTTGTCAC GGAGAGAGAAAGAGAGGGGG 215

Ai03B20720 Araip.B03 20720 c (TC)6(TA)14 40 72430462 72430501 CCCTCTCTTTCAAGCAAACG TTCTTGTCAAATTTGGATGGG 275

Ai03B20724 Araip.B03 20724 c (AC)25atat(AC)31116 72473375 72473490 CTAAAATTCACGGCCTCCAG TGGTATTTGAGGGTTTGGATG 263

Ai03B20725 Araip.B03 20725 c (T)10cttttcttttcatcatcatttttttttctt(TA)652 72479820 72479871 TAGTGAGCTTCACCTTGGGG ATGGGATAAAAAGGGGCAGT 243

Ai03B20726 Araip.B03 20726 c (T)10gaag(A)10 24 72482790 72482813 CTCTCTGGAGTGTGGCTCGT TGTGAACACTAAGGGGAGCA 126

Ai03B20727 Araip.B03 20727 p3 (TCT)5 15 72485231 72485245 GCACGCCGATTCAAAAATAG GGATTTATGGTGAACGGTGG 158

Ai03B20728 Araip.B03 20728 p2 (AT)14 28 72492812 72492839 TTGAAATTGTTGAGTTTTAATGCC TGTTGGCTATCTTGCTGGAA 188

Ai03B20737 Araip.B03 20737 p2 (AG)6 12 72535530 72535541 GCAACGGAGAATTCCAGAAG GAGGTCACCGTAGGCATGTT 169

Ai03B20741 Araip.B03 20741 p2 (AT)12 24 72589117 72589140 ATGGGAAACTTGGGACATTG TACTTTGGGGCATTTTGTCC 231

Ai03B20743 Araip.B03 20743 p2 (TA)12 24 72594766 72594789 TCATGTGCTAGAATCCATCCA GCTTGGGAATTTGATTGTTTG 254

Ai03B20744 Araip.B03 20744 c (TATT)5ttttgc(T)1036 72600493 72600528 AGGCCCTCCTATCCACTGAT GCAAGAAAAAGCAGCAAAGAA 208

Ai03B20745 Araip.B03 20745 p3 (GAA)5 15 72601705 72601719 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai03B20748 Araip.B03 20748 p2 (AG)6 12 72609998 72610009 GCCCAGGTATAGAGGTTCCC AATCCACTTCCCCCTCTCAT 175

Ai03B20749 Araip.B03 20749 p2 (AG)6 12 72610225 72610236 ATGAGAGGGGGAAGTGGATT CTTTTTGTTTGTTTCTTATCTTTTTCA 206

Ai03B20750 Araip.B03 20750 c (A)13ccaaaaagattttttttgttaaatttgaattttgcttgctttagaatgtttatagattaggagagtattaaattctttgtttgtgcttcttt(A)15gggaatcggcgcccaagcgcgcagt(GC)6157 72615693 72615849 TTGTTGCATTCATGCTTTGA TTTGTACCAGGAGTGTGATATGC 280

Ai03B20756 Araip.B03 20756 p2 (TA)8 16 72626935 72626950 CAAATTCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 271

Ai03B20760 Araip.B03 20760 c* (T)27(TA)28* 82 72649372 72649453 TCGGCACTTTTGAATGACAA CAATTGAGGTACCCTATGGATAGAA 261

Ai03B20763 Araip.B03 20763 p2 (TC)7 14 72662376 72662389 TGGTGTCATGGAAGTGGTGT GAAAGGAGATGTGAGCCGAG 230

Ai03B20764 Araip.B03 20764 p3 (TAT)5 15 72668583 72668597 TGAAGTTGTTAAATTGGCTATCAA AAGCGCCCCCACTATAATTT 144

Ai03B20765 Araip.B03 20765 p2 (AG)6 12 72669511 72669522 GGAAGGTAGGGGAAACTGCT CTTCCTCCGCGATTTTCTCT 279

Ai03B20767 Araip.B03 20767 p2 (AT)24 48 72673484 72673531 GAGCCACGACTGATGACTGA TCTTACCCCTCTAAAAACAAAACAA 190

Ai03B20768 Araip.B03 20768 p3 (GAT)6 18 72685172 72685189 GAATCGCTGGTTCTTACCCA CAGCCCCCTTCTTCTCTTCT 205

Ai03B20771 Araip.B03 20771 p2 (TC)7 14 72700091 72700104 CGTCGGAGTATTTCGATGGT CAACCTTCCCAGTGGTGACT 175

Ai03B20776 Araip.B03 20776 p3 (AGA)7 21 72731197 72731217 AAAATTTCCTCGCGAAATCA CTCGCATTCTTCGCTTCTCT 215

Ai03B20779 Araip.B03 20779 p2 (AT)6 12 72758360 72758371 TGCAAGAGCACTTTTGTTTCA GCCTGATTGATATCCAAGGC 268

Ai03B20783 Araip.B03 20783 p2 (AC)7 14 72787349 72787362 AAAGACAATAAATGTCCAAGCCA TAGGCCACCAAAGACCTCAC 259

Ai03B20785 Araip.B03 20785 p2 (AT)6 12 72788417 72788428 GCATTGCATTTCCCTTTTTG AATCACAACCTCATCGGTCC 224

Ai03B20792 Araip.B03 20792 p2 (AC)10 20 72823652 72823671 TGGACCCAAATAAACAGGAAG CCGGCAAATACAATAAATGG 280

Ai03B20793 Araip.B03 20793 p3 (TTA)9 27 72830530 72830556 ATAAGTATGGCGAGTTGGCG TGTGCCTGTTACTACAAGTGCC 250
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Ai03B20795 Araip.B03 20795 p2 (TA)7 14 72837133 72837146 CACGCACAATTAACAATGGG TGGGACTTGGGAAACACCTA 218

Ai03B20802 Araip.B03 20802 c (GC)7(AC)7atata(TATG)1385 72876379 72876463 ATACACACACATGCGCACAC TCGACCATTGTTGCTCAGTC 276

Ai03B20804 Araip.B03 20804 p3 (GAA)6 18 72895108 72895125 GCTTTTGTCTTCCCTTTCCC TCTTCTTGGCCGAATACACC 203

Ai03B20805 Araip.B03 20805 p2 (AG)8 16 72898055 72898070 GGAAATTTTGAAAAAGAGGGAA CAAAATTTGATTTTAACATATCCTTTC 186

Ai03B20806 Araip.B03 20806 c (AG)7(TG)6 26 72902498 72902523 GGGGAAAAGTGAAGGTGTGA CATTTCCCTACCAACCCCTT 262

Ai03B20807 Araip.B03 20807 p2 (AG)26 52 72904311 72904362 GGGTCGTCTTCCCTAGGAGT TCTTGCCTTCATTCCCAATC 244

Ai03B20808 Araip.B03 20808 p2 (GA)6 12 72904969 72904980 ATACACCATTGCAACTCCCC TTGGCTTCATTCTCAATCCC 261

Ai03B20809 Araip.B03 20809 c (A)10taaatactgtaatattcaaaaattagctagggacaaatataattaaatttgaaac(A)14(G)1291 72911651 72911741 AAGTAAAGCAAAGGGTTCAAAAA TCCTTTTCGTTCATAACCCC 239

Ai03B20813 Araip.B03 20813 p4 (TTTC)16 64 72955546 72955609 CTCTGGAAAGCAAATCTCGG AGGGAAGAATGCGAAGACAA 168

Ai03B20815 Araip.B03 20815 c (T)11a(AAT)5 27 72997697 72997723 CCTTATAAAAGCGTGGCCATT CGCATTTTCTTCCTGGTTGT 272

Ai03B20823 Araip.B03 20823 p3 (TGC)5 15 73010358 73010372 TTTGACACTGCCTTGGATACC GCTTCAATTTTGTCCCTTGC 138

Ai03B20825 Araip.B03 20825 p2 (TA)6 12 73018276 73018287 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 192

Ai03B20826 Araip.B03 20826 p2 (AG)6 12 73030166 73030177 GAGACTCAAACCCGCGATAG ATGCGCCGAACTTTCTCTAA 231

Ai03B20827 Araip.B03 20827 p2 (AC)6 12 73040965 73040976 TTAGCGATGAAAAACCAGGC ATATCGCGGATTGAATGGAG 225

Ai03B20828 Araip.B03 20828 p2 (TA)11 22 73059766 73059787 CTTTGGCAACTTGTTGGGTT CGGTTCTTACATCCTCCCCT 145

Ai03B20829 Araip.B03 20829 p2 (AC)7 14 73061592 73061605 GGGCTAAAAATCCTAACGGG ATTGCGGATTGAATGGAAAA 168

Ai03B20830 Araip.B03 20830 p2 (TC)6 12 73064864 73064875 CACGTTTTGCGCTTTTCATA CGCACGAAATAGAGGGAGAG 274

Ai03B20835 Araip.B03 20835 p4 (CTAA)5 20 73078244 73078263 CCAACCTCAATAAAGGAATCCA CCACCAGATACCATTCACCA 173

Ai03B20837 Araip.B03 20837 c (TTA)20acaaataaataggttaatttacatnnnnnnnnnnnnnnnnnnnnnnnnnnacataaatttttt(A)10133 73091893 73092025 TTTTTATCATCATCATCATTCATCA AAAACACGTGCGCAACAAT 224

Ai03B20844 Araip.B03 20844 c (A)10ttcagcgggtcttatattataaaaaacacatgaagatctaattattaatcatctacaaccttctttccataatatacttctggcatgtccaatatg(A)10116 73116962 73117077 CGGCAAAATCGTAGACAACA AGCATGGACACCTTCACAGA 229

Ai03B20846 Araip.B03 20846 c (T)12ggtaaggacagtctacacacacttttgttataaagttgcaaggcaactctgggctttgttccactggtagggg(T)1196 73121150 73121245 CGTCTGTATACTAGATGGACCCAG AAAATCCTATGCTTCTTGCATACAC 248

Ai03B20847 Araip.B03 20847 p2 (AG)8 16 73121776 73121791 TCATGCTCAACAGAACCATCA GGTGGTGGCACTTTCACTCT 230

Ai03B20852 Araip.B03 20852 p2 (TA)6 12 73127983 73127994 GATGCGAGAACTGTGCTGAA CTTTGATTTCAGAGGTGCCC 142

Ai03B20853 Araip.B03 20853 p3 (AGA)5 15 73132270 73132284 TGATTCAGCTGACAATCTGAGG TACGTCCAATACACGCGCTA 273

Ai03B20857 Araip.B03 20857 p4 (TACA)8 32 73134819 73134850 TGTTGCTGAGCAGTTTTTGG TTTTACCCGCTTACCGAATG 242

Ai03B20859 Araip.B03 20859 p5 (TTATC)5 25 73157973 73157997 TGAATACCTGGAGGGACCTG GTCTCCGAATCCGGTTATCA 238

Ai03B20863 Araip.B03 20863 p2 (TA)6 12 73167396 73167407 GTGAATGTCACCTATGCCCC GATCATCCTTGGATGGCATT 150

Ai03B20864 Araip.B03 20864 p3 (AAC)5 15 73167985 73167999 CCGACCATCACTTGTAGGCT TGTTGTGAAGGCCATTCTTG 261

Ai03B20866 Araip.B03 20866 p2 (AT)6 12 73168805 73168816 TCAATGTTCGTCCAAGCAAA GCATCTACTCCCTCTGGCAC 275

Ai03B20868 Araip.B03 20868 p2 (TA)6 12 73181393 73181404 CGTTTTAGGACGGACAAGGA GCCTTTGACTCGAAACCGTA 270

Ai03B20873 Araip.B03 20873 p2 (TA)12 24 73194110 73194133 TCAACTCAAAATGCTCAAACTCA TTGCAATTAGCTATATAATGTTGGG 217

Ai03B20874 Araip.B03 20874 p2 (TA)10 20 73197862 73197881 CCTCCGGTTCTCATTCCATA GGCTGGCCGGAGAATATTTA 274

Ai03B20875 Araip.B03 20875 p2 (TG)8 16 73199884 73199899 ATGGCGAGTGAGAACAGGAT GTGACCCGTGATGTGAAGTG 141

Ai03B20876 Araip.B03 20876 p3 (CTC)5 15 73200401 73200415 CCAGAACAGTGAATCTGCGA TGCCAACATGGAAAACTTCA 274
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Ai03B20878 Araip.B03 20878 p2 (TA)7 14 73207347 73207360 GGAGCCTGGAGTACAGTATGG CCAGCAAATTACGACAGTTTGA 247

Ai03B20879 Araip.B03 20879 p2 (AC)9 18 73213153 73213170 GCCTTCGCAAATATAAACCG CGCGACCAATCTACAAAGC 248

Ai03B20880 Araip.B03 20880 p3 (GAA)5 15 73228168 73228182 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai03B20881 Araip.B03 20881 p2 (AG)6 12 73245459 73245470 TGGAAAAAGAGGGAAGGGAT CAAAAGTGATTTTCAAATTTGTTTCA 124

Ai03B20886 Araip.B03 20886 c (TTATT)5ttaatttcggttttc(A)1151 73264543 73264593 TTTCGAAAATCCTCACCCAC TGGAGAAAGGGAAATGATGC 196

Ai03B20888 Araip.B03 20888 c (CTT)6ttctctttttacaggagtaaaaacactttctttcttttattttttcttatcaattggattacaaaatttcccataaaaattatattttttagcta(T)10123 73286713 73286835 GAGGAAGAGGTGAATCGTAGACA TTCTTTTTAGCACAATACCACCC 263

Ai03B20893 Araip.B03 20893 p2 (AT)7 14 73319326 73319339 TCATCAACCATCAGGCAAAA TCACCCAAAATTTTCAACCC 259

Ai03B20898 Araip.B03 20898 p2 (CT)6 12 73335233 73335244 TTGATTTTCAAATTTGTTTCAACTG TTGAAAAAGAGAGGAGATATTTTCG 119

Ai03B20899 Araip.B03 20899 p3 (TCT)9 27 73338094 73338120 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 134

Ai03B20905 Araip.B03 20905 c (TC)10tttgtgtgtgtg(TC)8(TA)762 73358238 73358299 CAGCAATGGCAGATCACTTC GGAGCCATTACTGCTTCTGC 166

Ai03B20908 Araip.B03 20908 p3 (GAA)5 15 73365713 73365727 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 165

Ai03B20909 Araip.B03 20909 p3 (AAT)5 15 73368228 73368242 TTCTTGTCCTTGCTCCTGCT ACCAAAAATCCGAACCCTCT 161

Ai03B20910 Araip.B03 20910 p2 (AG)12 24 73368558 73368581 GAAGGAGATGAGAGAGGGAAAA TTGATTTTCAAATTTGTTTCAACT 273

Ai03B20915 Araip.B03 20915 p2 (GT)9 18 73398324 73398341 GGGGACAAAATTACCCCAAT CCGAGGGAAATCTGTTGAGA 244

Ai03B20919 Araip.B03 20919 p2 (GA)12 24 73413712 73413735 CTTCGATCTGCAAGTCCACA AATCCCTAACCCACTACGGC 277

Ai03B20924 Araip.B03 20924 p3 (TCA)12 36 73453577 73453612 TCACCAACCCAAACTTCCAT GCAGTTTTGGATTTTTCCGA 260

Ai03B20928 Araip.B03 20928 p2 (TA)6 12 73466626 73466637 GAAGGAAAGGAGTCGTGACTTG ACGCCACTTTGGTAGTGAGG 255

Ai03B20931 Araip.B03 20931 p3 (CTT)6 18 73469881 73469898 TATCCAATTCATGTGCAGCC GGTTCATCATCTTCTTAGTAATTTTGC 271

Ai03B20932 Araip.B03 20932 c (A)11gagagagaaatcaatgctgcaaaattactagaaaaaaaagaagaaaagaaaaaaaag(ACA)5atatatataaaagaaagacgataaagagaaaatacgcaaag(A)10gaacacggcaaagaaaatgaggaatgcgaagaaaaagaaggaagaac(GAG)8205 73470513 73470717 TCATTTTCTCATAACTCTTCTTGTTTT CTGTCCTCTTCTCTTTCTCCTCA 279

Ai03B20933 Araip.B03 20933 p3 (GGA)8 24 73470888 73470911 TGCGAAGAAAAAGAAGGAAGA TCCAAGTCTTTTTGACAACCAA 160

Ai03B20938 Araip.B03 20938 p2 (AG)6 12 73487987 73487998 GCACGGCAGTGCCTATTAAG CTTTCATCCTCCAACTTGCG 216

Ai03B20941 Araip.B03 20941 p3 (TAA)5 15 73494258 73494272 TGGATAGTGTCGACGTTAATAAATACA TGATCAAAAACCTCTTCATCACA 280

Ai03B20942 Araip.B03 20942 c (AGA)5cgtagcatcagaggt(GAA)545 73495644 73495688 AGGAGGAAGTGGTGTTGGTG GTCACGCGTTTCTTTCTTCC 146

Ai03B20949 Araip.B03 20949 p2 (CA)6 12 73524590 73524601 AGAGGCCATTTTGCAAGAGA TAGAGCTGCTGTGCATGGTC 231

Ai03B20950 Araip.B03 20950 p2 (GA)6 12 73529311 73529322 GGGGAGATTTGTTGGGTTTT TCCAAATTTGAGCTCGATCC 251

Ai03B20953 Araip.B03 20953 p3 (TAA)9 27 73547813 73547839 AAGCAAAAATGGGCAATGAG TGTGAGAAGCTCCCAAGTCC 267

Ai03B20954 Araip.B03 20954 p3 (TAA)5 15 73551173 73551187 TCCACACCAAACACACATCA CCATCATCACTTCACCAGGTT 261

Ai03B20955 Araip.B03 20955 c (T)12acaaataagcgaaattaatttcgttcgtttataaatgcatttatgtgttctaa(T)1075 73551452 73551526 AAGCACGGTCAGAACTCAGAA CATGATGAACAAACAACTACAAAAGA 278

Ai03B20958 Araip.B03 20958 p2 (TC)6 12 73561465 73561476 GGGATCAGGGGCTAATGTTT CAATGTTGTAAAATTGCCGA 232

Ai03B20959 Araip.B03 20959 p3 (TGA)7 21 73562869 73562889 CCTGGAGAGGTAGCACCTTG TGCAAAGCATCTTCCATCTG 206

Ai03B20965 Araip.B03 20965 p2 (CT)6 12 73573709 73573720 GGCATCCCAAGGATTGTTTA GGCAAGATGAATGACACCCT 241

Ai03B20968 Araip.B03 20968 p2 (AC)14 28 73582347 73582374 TGGGTAACAGCTTAGCCTTG GACTTGGTGCTGTTGTCGAA 225

Ai03B20970 Araip.B03 20970 p3 (CTT)5 15 73586416 73586430 TGAAAGCAGGCAATTGACAC GGGGATTGTTCGAGTATGGA 240

Ai03B20974 Araip.B03 20974 p2 (CT)6 12 73604795 73604806 CAACGTCCCCGTATGAGTTC TTCAAACCGCCGTAATAACC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B20975 Araip.B03 20975 p2 (CT)6 12 73613423 73613434 CCGAGTTGCATGTAAGAGGA CCTGTATCCACCCCACAAAG 261

Ai03B20978 Araip.B03 20978 p2 (TA)7 14 73617847 73617860 TTTGGATCGGTTTTGGTAGA CACTGCCAAGTGCCAAAGTA 278

Ai03B20983 Araip.B03 20983 p2 (CT)9 18 73620142 73620159 TTCCCTCCTCTCTTAACGCA CAGAAGGTGCATCTGTGGTG 209

Ai03B20984 Araip.B03 20984 p3 (ATG)6 18 73633939 73633956 AGTCCCAGTGCTGTTCCACT TCAGCTATAATTCTCAGTGTCATCG 108

Ai03B20985 Araip.B03 20985 p2 (TC)8 16 73638851 73638866 TCCATTGCTTTCGTTCCTTT TCCATTGCTTTCGTTCCTTT 142

Ai03B20999 Araip.B03 20999 p2 (CT)7 14 73669185 73669198 GAGAAGGCTTTTGTTGCTGC TGTCAGCCATGGATCATAACC 230

Ai03B21001 Araip.B03 21001 p3 (GAA)5 15 73676414 73676428 AGAATTCTCCGGTCTTGGGT ACACAACCCTCTCTTCCCCT 189

Ai03B21003 Araip.B03 21003 p3 (AGA)5 15 73703944 73703958 CCCTTGATGGAAGCTTTTTG TCTCTCTCACCCAATCCCAC 231

Ai03B21005 Araip.B03 21005 p3 (TTG)5 15 73708563 73708577 GCGGTGGTCTCAGACAGTTT ACTCAATCCAAAGGCACCAC 138

Ai03B21008 Araip.B03 21008 p2 (AT)6 12 73718017 73718028 CCACATTGGCATTAGCATTG CGTTGCCGGAGATTGATAGT 248

Ai03B21013 Araip.B03 21013 c (GA)6agggtacccccaaagaaaagaagaaatccgaggaggtacccgcaggtgtaagaaaacgacggttccgaatc(GA)18119 73737861 73737979 TTTTGCCTAAGCGTTGATCC AAGCAGGCACCGTTCTTAAA 233

Ai03B21018 Araip.B03 21018 p2 (CT)9 18 73765227 73765244 AACATCTCTCCCTCACCCAC TTCTTGTCCTTGCTCCTGCT 187

Ai03B21019 Araip.B03 21019 p3 (TTC)5 15 73767991 73768005 TTCAAAACCAATTTCCCACC CGGTCTTAGGTGCCATCAAT 278

Ai03B21022 Araip.B03 21022 c (T)10atatgtggaatgcaaatgcaaatgcaggctatatgcagagattatgagaagagtcattaac(A)1182 73771489 73771570 CCTTCAGCCACTCTCTGCTT CCCACCATGGTATGATCGTT 230

Ai03B21026 Araip.B03 21026 c (A)10caaaagaaaaagaaaaa(AT)1047 73805605 73805651 TGTGGAAAAAGTAGGTTTGGAA TGGGACATTTTGTTCCCTTT 241

Ai03B21027 Araip.B03 21027 p2 (AG)8 16 73807004 73807019 CCAGCGAATTCTGGACTGTT AAGAACCTGGGATTGAGAGTCA 225

Ai03B21030 Araip.B03 21030 p2 (AC)8 16 73819696 73819711 TTCTCCCACTCCCTTTGTTG AGGATGAGTGAAGTGCATGTT 267

Ai03B21031 Araip.B03 21031 p4 (TAAC)7 28 73820350 73820377 CCAGCAGCAAAATCTCAACA GTTTACCACCCACCATGCTC 159

Ai03B21033 Araip.B03 21033 p2 (AC)7 14 73825397 73825410 AAGGATGCATGGATTGTTGG TCTTGCTTGAATACCATCATGC 265

Ai03B21036 Araip.B03 21036 p4 (AAAT)9 36 73837025 73837060 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 179

Ai03B21040 Araip.B03 21040 p3 (ATG)5 15 73862934 73862948 GGGAGAGGGGTAAACCTAGAGA TGCTTTGTCCCTCACAACAA 240

Ai03B21041 Araip.B03 21041 p3 (GAC)5 15 73866886 73866900 CAGGCCAGCAACATAACAAA GAGGCTTCGAGTTCGAGATG 225

Ai03B21050 Araip.B03 21050 p3 (ATG)5 15 73907929 73907943 TTCCCACGCCAAAGTAAGTT CCTTTTGGAGTTTGCTTGCT 214

Ai03B21051 Araip.B03 21051 p3 (ATA)28 84 73920092 73920175 GAATGCATGAATGAACAGTGC GAGATATTGGCTTTTTCTGCTTTT 263

Ai03B21052 Araip.B03 21052 p2 (AT)16 32 73921574 73921605 GCCCAAAAGGGAGTCCTTAG TCGAAAATACAATGGGAAACG 252

Ai03B21053 Araip.B03 21053 c (TG)8cgtgcgtgcatgcgtgcgtgcgtgtgtgcgtgc(GT)1783 73923014 73923096 GAGGCACCTCACTAAGCGTC TGAAGCCTCTAGGAGGATCAAA 215

Ai03B21056 Araip.B03 21056 p3 (AGA)5 15 73938571 73938585 CTGGCCTTAGGTGCCATAAA TGGATCTGTGAATCCCACAA 254

Ai03B21062 Araip.B03 21062 p2 (TA)11 22 73981033 73981054 AAGCATAGAAAACATGCACAAGA GCACATGACTCTGACAGCTTG 189

Ai03B21063 Araip.B03 21063 p3 (GAA)5 15 73989286 73989300 TGGAAGTGAAGAGGGATGAGA ATCCAGATCAGCGCCAATTA 135

Ai03B21066 Araip.B03 21066 p2 (CT)6 12 73998036 73998047 CAGAACACCCTGGAGGAGAA GGGTTTTGGGGGAAGAGTTA 265

Ai03B21068 Araip.B03 21068 c (TTA)10ttttaacataaacat(A)1156 74005476 74005531 TGGGGTAATTTTGTCCCCTT CCCCAATTAATCTTTGGTTAGC 280

Ai03B21071 Araip.B03 21071 p2 (AT)12 24 74018889 74018912 TGTTTTGTTCCATGTGCATT GCCTAGCTACCCATAATTCCC 203

Ai03B21072 Araip.B03 21072 p3 (CAA)6 18 74024576 74024593 GAGCAATGTTTCAGCCATCA GCAGCTGCAAAGGAGGTAAA 270

Ai03B21077 Araip.B03 21077 p4 (AAAT)6 24 74069645 74069668 TCTTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 109
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Ai03B21079 Araip.B03 21079 p2 (AG)7 14 74074763 74074776 TGAAGCAAGAAAAAGCAGCA CGCTCATCACAACACCAAAC 269

Ai03B21080 Araip.B03 21080 p2 (TA)9 18 74081268 74081285 GCTTAGGCTAGTGCGAGTGC GGCATTTTTGTCCCCTCTTT 229

Ai03B21081 Araip.B03 21081 p2 (GC)6 12 74082273 74082284 GCACACAAAGTGGAGAATGC GCCTGGACAGCTCAGAAATC 244

Ai03B21085 Araip.B03 21085 p4 (TATT)5 20 74088350 74088369 CCAGACCCTCCTTCACAAAA TCTTGCCATGATACTGTGTGG 210

Ai03B21086 Araip.B03 21086 p2 (GA)21 42 74091292 74091333 GCATGCAGATTAACCGGAAG TGAGGATACTGATCCCCAGC 201

Ai03B21087 Araip.B03 21087 c (G)16(T)17 33 74099190 74099222 TCGGCTAAAAGCAAAGATGC CTGCTTCTCCAACCCAACC 280

Ai03B21090 Araip.B03 21090 p3 (GAA)5 15 74110011 74110025 CCCTATTACCATCACCACCG TTGTTCTGGGGTTACCGAAC 266

Ai03B21091 Araip.B03 21091 p2 (AG)7 14 74134113 74134126 TGTTGGGGTCACAGATCTCA CTCAAAATCGCGACACGTAA 226

Ai03B21092 Araip.B03 21092 p3 (AGA)6 18 74141502 74141519 GAAGCATTGTCACCACATCAA AACCACATCTCCCTCTCCCT 262

Ai03B21094 Araip.B03 21094 p2 (AT)11 22 74158172 74158193 GCCTGTAATCAGGTTAACGAAA ATCATTTTGGTTGCGATTTT 279

Ai03B21095 Araip.B03 21095 p2 (AT)11 22 74158374 74158395 AAAATCGCAACCAAAATGAT TCTGGAGCGTCAGATTAGGG 189

Ai03B21100 Araip.B03 21100 p2 (GA)6 12 74194250 74194261 GCAGAGGAAGAAGGATGCAC CATGACGGTGATGGAAACAA 225

Ai03B21103 Araip.B03 21103 p3 (CAT)5 15 74216272 74216286 CCCTGTACCAGCAAAACCAT AATGGAAAGTGTTTGGGAAAA 278

Ai03B21105 Araip.B03 21105 p3 (TCT)6 18 74244653 74244670 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai03B21107 Araip.B03 21107 p2 (TA)9 18 74258797 74258814 ATTCCTGAGTGTTGCGCTTT AGGCTCACGAGGATGAACTG 213

Ai03B21108 Araip.B03 21108 p2 (AG)10 20 74260313 74260332 TGATTATCCGCTGCCAGAGT CCGGAGCTTCAATAGACGAG 204

Ai03B21109 Araip.B03 21109 p2 (TA)10 20 74266475 74266494 TACTTTGGGGCATTTTGTCC GAGCTTGAACACACAAAACCTG 124

Ai03B21112 Araip.B03 21112 p2 (CT)6 12 74275812 74275823 ACACCAGGATTGGCAGAAAG ATAGGTGAGGGGTTTTTGGG 177

Ai03B21114 Araip.B03 21114 p2 (CT)7 14 74281180 74281193 GGAACATTGAACCTGTGATGAA CTGGGCTATTTTTGACCCAA 209

Ai03B21118 Araip.B03 21118 c (ACC)7g(TC)6 34 74288716 74288749 GTCACTTTCTTCTGGCGACC CACTTGTGTTAGCCAATGCG 225

Ai03B21119 Araip.B03 21119 p2 (AT)9 18 74295672 74295689 CGTGTCACACTTGCATGGAT TCCCCACAAGCGAAGAACTA 274

Ai03B21124 Araip.B03 21124 p2 (AT)6 12 74365376 74365387 TGAAAATCATGGGATTGGGT TTTGGAGAATTTTTGTCCCC 174

Ai03B21125 Araip.B03 21125 p3 (AGA)6 18 74370340 74370357 CTCTTGTCTTCCCTTTCCCC GCCCTCCATTCTTCATCAAA 242

Ai03B21126 Araip.B03 21126 c (A)10ttaaaaaaaaagaaaaaaaataggcg(A)1147 74382902 74382948 TGAAGCAAGAAAAAGCAGCA TTTATTGCCCTTGCCTTTTG 172

Ai03B21128 Araip.B03 21128 p2 (AG)7 14 74397069 74397082 TTTCACCTTTTATTTTGTGGCA GGTTGATGGTGGTGATTCTTTT 257

Ai03B21129 Araip.B03 21129 p2 (TG)6 12 74400238 74400249 GGGGGTAACTTGTGGATGAA CATTCATTATCCCACAGGCA 230

Ai03B21130 Araip.B03 21130 p2 (TA)16 32 74400969 74401000 GCCACTTTTACCGTACTGGG CGAATCCAGCTCACTGTTGA 128

Ai03B21131 Araip.B03 21131 p2 (AT)7 14 74401433 74401446 CGTTAGCTGAATGCGTTGAA AAACTAGTGGCTCAACAGGCA 229

Ai03B21132 Araip.B03 21132 p3 (TTC)52 156 74402850 74403005 TTTCGTGATCAACCTTTCTCAA TGCGAATAGAGGAGAACAATGA 270

Ai03B21134 Araip.B03 21134 p3 (TTC)5 15 74447151 74447165 CCTCCCCTTACACACTTTTCC TTGGATGAAGATCGAAAGCTC 264

Ai03B21135 Araip.B03 21135 p2 (AG)7 14 74464144 74464157 GTGGATTAGGGGTTGGGTTT GCACTCCAAGAGGCGTTTAC 279

Ai03B21140 Araip.B03 21140 p2 (AT)8 16 74525935 74525950 TGTTCCCTGCTTTCATGAGC GCATGTCCTCATGCTTAGTTGA 236

Ai03B21149 Araip.B03 21149 p2 (AT)6 12 74583952 74583963 TGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 262

Ai03B21150 Araip.B03 21150 p3 (TGA)5 15 74600776 74600790 AGGCCGATCTCTCCTTGTTT GGGCTCATTCAAAATCTCCA 190
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Ai03B21151 Araip.B03 21151 p2 (TA)8 16 74606053 74606068 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 260

Ai03B21153 Araip.B03 21153 c (T)10g(A)10 21 74610549 74610569 GGAAAACACCAAGGAACACC CGTGTTTGGACAACTAACGG 280

Ai03B21155 Araip.B03 21155 p2 (AG)7 14 74636161 74636174 GAATGAGATGGGGGAGGAAT CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai03B21156 Araip.B03 21156 c (T)13aagaagatattttcgaaaat(GA)645 74636290 74636334 TGAAAAAGTTAAGAAACAAACAAAAAG TGGAGCTTTAGAGCATAAGATTCC 278

Ai03B21159 Araip.B03 21159 p2 (AT)11 22 74638632 74638653 TGTTCCCTGCTTTCATGAGC GCATGTCCTCATGCTTAGTTGA 242

Ai03B21160 Araip.B03 21160 p2 (AT)12 24 74644297 74644320 CTGCTCTGGGAAATTGGAAA CAGAGAACAGAGTAACCAAAGCA 205

Ai03B21161 Araip.B03 21161 p3 (GAA)6 18 74648141 74648158 CCCCTAATGAAAATGGGGTT ATTTTGTTTTTCTCGGGGCT 148

Ai03B21164 Araip.B03 21164 p2 (AT)14 28 74663261 74663288 CAATTCTGTTCCCAACGCTT GGACCTCAACAGGACACGAT 243

Ai03B21165 Araip.B03 21165 p2 (GA)6 12 74694750 74694761 TGAGAGTGTGTATTCGGCCA ACAGGATCCCCACCTACCTC 157

Ai03B21169 Araip.B03 21169 c (T)10gttttgtgctctgaatccttctgtagccctgtgaacttatgcaattgattctttaccttgttaatattaagctcatgtaattaaaatga(AAAAT)5124 74706834 74706957 TTTACTGGCGTTTTCTTGCC AAAAGCTCAGCAAGGTCCAA 236

Ai03B21173 Araip.B03 21173 p3 (AGA)6 18 74765314 74765331 GCTTTTGTCTTCCCTTTCCC CTTAACTCCCCCTCCATTCC 272

Ai03B21177 Araip.B03 21177 p2 (TC)6 12 74770993 74771004 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 215

Ai03B21183 Araip.B03 21183 p2 (GA)8 16 74864242 74864257 TGCAAGCAATCCCTTAAAAA CCCTTCCGCTTTCTATCTCA 280

Ai03B21186 Araip.B03 21186 p2 (AG)6 12 74914266 74914277 AGCCAATTGGGCAACATAAG ATCCATTCAAGGGAGGCTCT 222

Ai03B21187 Araip.B03 21187 p2 (TA)6 12 74915380 74915391 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai03B21190 Araip.B03 21190 p2 (AG)7 14 74920434 74920447 AGCCAATTGGGCAACATAAG ATCCATTCAAGGGAGGCTCT 222

Ai03B21192 Araip.B03 21192 p2 (AG)7 14 74927378 74927391 AGCCAATTGGGCAACATAAG CCAGTTCTCGACCCAGAAAA 275

Ai03B21194 Araip.B03 21194 p2 (TA)10 20 74929274 74929293 TTTCATGTTCCCTGCTTTCA CATGAAATGCAATGCAAACC 191

Ai03B21195 Araip.B03 21195 p3 (GTT)5 15 74937693 74937707 CTTTCCCACACCTTGAGCAT AGGTCGCAACTTTAAAGCCA 164

Ai03B21196 Araip.B03 21196 p2 (CA)6 12 74954298 74954309 TCAAGCCGACAATCTCTGTG CCTGATTCTGTTTCCCCCTT 242

Ai03B21199 Araip.B03 21199 p3 (TTG)5 15 75014902 75014916 GCACACCATTGGTTTTGACA AAACCCAACAAATCCACCAG 272

Ai03B21200 Araip.B03 21200 p3 (TTG)5 15 75018014 75018028 CGTTTGATTCATGTAGCCGA TGAAATGGAGCATAAAGGGAG 268

Ai03B21203 Araip.B03 21203 c (TG)9a(GT)9gcgtg(TA)960 75039899 75039958 AAGGTCGACACGGTGAGACT TGTATTCAACAAAACGTTAAAAAGAA 192

Ai03B21205 Araip.B03 21205 p2 (TA)6 12 75045021 75045032 TCTCGTTAGGCGTCTGGACT AAAAGGAACAAGTCATGCGG 110

Ai03B21206 Araip.B03 21206 p2 (AT)15 30 75046683 75046712 CCTTCATGAATACGAACCGAA CCCCTTTCAACTACAGGTGC 280

Ai03B21210 Araip.B03 21210 c (TA)6ttttttttc(T)10 31 75100844 75100874 CACCACATATTTTGGGGCAT GGGAAATTGGGTTTGGAAAT 236

Ai03B21214 Araip.B03 21214 p3 (TCT)6 18 75119731 75119748 CTTCTGTGTGCAAGACCCCT GCAGGGAACATGGGAGTAAA 183

Ai03B21215 Araip.B03 21215 p2 (TA)9 18 75122444 75122461 GCATGATTTAAGTGTGGGGG CATCATCCAATCACAATCCA 280

Ai03B21217 Araip.B03 21217 p2 (TA)6 12 75134372 75134383 TTCACCACTTACTTTGGGGC CATTTGGTTTAAGAATTGGGTG 232

Ai03B21219 Araip.B03 21219 p2 (AT)8 16 75140371 75140386 ACACATATCACGGCATCGAA CCCAAAAGCATAATCAGTCCA 276

Ai03B21223 Araip.B03 21223 p2 (AC)15 30 75151594 75151623 TCATTTGATGGGCAAAGACA AGGTTGAACCGATTGACCAG 216

Ai03B21224 Araip.B03 21224 c (AT)6aatccataacccaaaatacataaaagcaatcctagttctgcataaacctctatgaggtgcaaaagcaaaacatatatacatagggagaatctataaaac(AT)11133 75152068 75152200 CCAGGCGCTACAACCTCTAA GAAGTGGGCCTTTTTGGTTT 272

Ai03B21232 Araip.B03 21232 p2 (GA)6 12 75225183 75225194 AGATTTTGGCCCTAGGTTGG TGGCCGCAAATAGTACATCA 241

Ai03B21237 Araip.B03 21237 p2 (CT)8 16 75254076 75254091 TTGTTTCTTATCTTTTTCAAAACCAC GGTTCGGATTTTTGGTGAGA 273
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Ai03B21238 Araip.B03 21238 p3 (TTC)6 18 75257139 75257156 ACACAACCCTCTCTTCCCCT TTTCCTTCTCCCATGACTCG 249

Ai03B21241 Araip.B03 21241 c (T)10gcctttttttcgttttttttatgctttttttttca(T)1055 75274327 75274381 GGGCATTTGATTGGTCAGTT CCTCCAAATTCCTTGCAAAA 162

Ai03B21243 Araip.B03 21243 p2 (AG)6 12 75279057 75279068 ATAGGTGAGGGGTTTTTGGG GGCACCATTCTGGGAGTTTA 260

Ai03B21245 Araip.B03 21245 c (CT)6aattttcgaaaatatcttccctctttttcaaaaattctttttaattaactaattgtttca(AATTTT)5102 75287976 75288077 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTTTGGATGGGAG 257

Ai03B21246 Araip.B03 21246 p3 (CTT)6 18 75290873 75290890 CCATTCATGGTCATCCCTTC CGGTCTTAGGTGCCATCAAT 196

Ai03B21248 Araip.B03 21248 p2 (TC)6 12 75298902 75298913 CTGTTCCCGTGCTTTCTCTC CTCAGTCGCCATCTCATCCT 203

Ai03B21250 Araip.B03 21250 p4 (ATAA)7 28 75311538 75311565 CCTGGGTTAATGGGAATGTG GGGGTAATCTTGTCCCCAAT 174

Ai03B21251 Araip.B03 21251 p2 (GT)8 16 75311711 75311726 GGGGACAAGATTACCCCAAT GGGCTAAGGTACGGTGAGAA 237

Ai03B21252 Araip.B03 21252 p2 (AG)6 12 75334740 75334751 TCCTTTTAGGTTCAGGATCAGC CATTCGAATTCCCTGTCTCTC 263

Ai03B21253 Araip.B03 21253 p2 (GT)7 14 75340760 75340773 CCACTAGTACCGGCACGTCT CCCAAATTTAACCCTAGCCC 212

Ai03B21256 Araip.B03 21256 p2 (GA)7 14 75380486 75380499 AGTAACGGGGGAAGGAGAAA CGTCATTCAGTTTAAGCGCA 243

Ai03B21257 Araip.B03 21257 p3 (TGT)5 15 75389974 75389988 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai03B21260 Araip.B03 21260 c (A)10ggaaaatatcg(A)1031 75401524 75401554 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 123

Ai03B21263 Araip.B03 21263 p2 (CT)6 12 75433804 75433815 TTTTTGTTTGTTTCTTACCTTTTTCA GGAGCAGAGATGTGAGATGAAG 276

Ai03B21264 Araip.B03 21264 p3 (TAT)6 18 75434120 75434137 CTTCCACTCACACAGGGACC TATTTTTGGCTGCCATCTCC 244

Ai03B21265 Araip.B03 21265 p3 (TTC)5 15 75435372 75435386 AACACATCTCCCCCTCTCCT AGTGGTCTTGATGGGCTTTG 244

Ai03B21266 Araip.B03 21266 c (GT)8ttgtgtc(T)10 33 75449516 75449548 CAGCTTCCCCCTCTCTTTCT AGTGAGGATGGTGGCTTTGT 152

Ai03B21267 Araip.B03 21267 c (GT)8ttgtgtc(T)10 33 75453755 75453787 CAGCTTCCCCCTCTCTTTCT AGTGAGGATGGTGGCTTTGT 152

Ai03B21268 Araip.B03 21268 p2 (AC)6 12 75454368 75454379 CCAAACCCAAATTTACCCAA GCGGCTGGTAGTGTTAGGAG 120

Ai03B21269 Araip.B03 21269 c (TA)10tgaagattgtcattgaatttgtttatgtatgcatgtttgt(A)1070 75455587 75455656 AGTTTTTCCCTCGCCTTTGT GCCTTTAACTCGAAACTATATCGC 237

Ai03B21270 Araip.B03 21270 p3 (TTG)7 21 75459597 75459617 TAACGGCATTCAACATCCAA AATGTAATCTCCACCCGCAC 266

Ai03B21271 Araip.B03 21271 p2 (CT)6 12 75476789 75476800 TCATCCATTCAAGAGGGAGC TGAAAAGGGAAGCTTAAAACAA 172

Ai03B21275 Araip.B03 21275 c (CT)7gagttcagattttctcttcttcttttcttctattcacatagggacctctatactgtggtaaaaagaatctc(TAT)5100 75542709 75542808 GCTTCCCCCTCTCATCTTCT GCTCCCGCTCATATGAAAAA 211

Ai03B21276 Araip.B03 21276 p3 (TTC)5 15 75544731 75544745 CCTCCTTGACCGAAACACAT ACTCGGAGGTGGAAGCTTTT 213

Ai03B21280 Araip.B03 21280 c (T)10cgtttagaaataagaggactcattcatgtgttctattggg(A)1262 75595303 75595364 TTATAGGACCCGTTCATGCC GATCTCTCCCCACCCTAACC 260

Ai03B21282 Araip.B03 21282 p2 (AT)6 12 75601110 75601121 CAAGCTGCAGCAAATGAATC ACTTCGAGCCATGGTTATCG 238

Ai03B21286 Araip.B03 21286 c (A)10cctagaaaactctaaaaaactatag(A)1146 75619668 75619713 CCCTAGAAAACCCTAAAAACCC GAAGGAAAAGCTAGCAAGGGA 261

Ai03B21290 Araip.B03 21290 p2 (TA)9 18 75663087 75663104 TGTTTGGGAGAAAGGGTTCA ACCACCATACTCACAAGCCC 223

Ai03B21294 Araip.B03 21294 p2 (TA)6 12 75685662 75685673 TGTCTTTTTCCTCGCCTTGT GGAGCCTTTAACCCGAAACT 229

Ai03B21303 Araip.B03 21303 p3 (AAG)5 15 75734216 75734230 TCTTGAGCCATAGGTAAGCCA TCTTTGCTTTTTGCCATTCC 235

Ai03B21309 Araip.B03 21309 p2 (GA)6 12 75763537 75763548 ATCCTTAAGCGAAGCGTCAA AATATCGGTTATCCACGCGA 277

Ai03B21310 Araip.B03 21310 p2 (TC)9 18 75764003 75764020 TATTCCAGCACCACTCCCTC AGTGCTTGGTGGGAGACAAC 280

Ai03B21314 Araip.B03 21314 c (T)11gcaattaattttcg(A)1035 75772359 75772393 GCTGGCCATAAGCAATGTCT AAAAGATGCAATTGACACCAAA 225

Ai03B21318 Araip.B03 21318 c (A)10gagaaaagaaaaatggcg(A)1038 75785874 75785911 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B21319 Araip.B03 21319 p3 (ATT)8 24 75789467 75789490 GTGGGATCGACCCTTACTCA ATGCCTTCCAAGTGTTTGAT 190

Ai03B21322 Araip.B03 21322 c* (A)10(AT)12* 33 75814865 75814897 GAAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 202

Ai03B21323 Araip.B03 21323 p2 (CT)6 12 75816233 75816244 CATCCATTCATGAGGAGGCT GCCTTCAGATGGGAAGCAAT 272

Ai03B21324 Araip.B03 21324 p3 (AGC)5 15 75826397 75826411 ATGTGTCAGGGCACATCAAG GGATGGTTGAAGAAACATGGA 213

Ai03B21327 Araip.B03 21327 c (TC)7tatt(TC)8 34 75830923 75830956 TTGCTCATAACAGCGAGAAAAA CCCCTCCAGGTGTAAGACAA 206

Ai03B21328 Araip.B03 21328 p2 (AT)8 16 75831239 75831254 AGGATTTGCGACGAGAATGT AGGTGGTTGTTGCTTATGGC 238

Ai03B21329 Araip.B03 21329 p3 (ATT)6 18 75837380 75837397 CATCCATAGCCGATTCACAA AATATCGTTTGCCGAGTTGG 133

Ai03B21330 Araip.B03 21330 p3 (ATT)6 18 75838971 75838988 CATCCATAGCCGATTCACAA AATATCGTTTGCCGAGTTGG 133

Ai03B21332 Araip.B03 21332 p2 (GA)7 14 75840881 75840894 AACCCTAACCCAGTAACCCG CCACGACTCAGTCTCCCTCT 260

Ai03B21334 Araip.B03 21334 p3 (TCT)5 15 75845892 75845906 ACGCGTGCTTGAAGACAATA ATGACCATCCGAAATTGACC 267

Ai03B21338 Araip.B03 21338 p2 (TA)6 12 75862785 75862796 TTTTTGGTAGAAAAACAATAATAAAGG GAAGCAGTTTTCGTTTTGGC 254

Ai03B21343 Araip.B03 21343 p3 (ATT)15 45 75887475 75887519 TGGCAGCATAATGTTCAATCA TTATGTGTGCCATTAATTTGGT 275

Ai03B21344 Araip.B03 21344 c (ATA)5cgatccaatgattcttctc(AT)748 75887853 75887900 TGCTTGACGTAACAGGATCAA CGGTTGAATATAAGTTGCCGA 239

Ai03B21346 Araip.B03 21346 p2 (AG)6 12 75889346 75889357 AGTGACGGACTTGATGAGAGG CATGGACATAAGTACCCGCC 218

Ai03B21349 Araip.B03 21349 c (TTC)5tttttatctgcgtctctccctccaggtc(TCT)661 75892417 75892477 CACCCTCCTACTCCTCTTCATC TCTGGAGAGGTGAAAGCGAT 142

Ai03B21351 Araip.B03 21351 p2 (TA)6 12 75893890 75893901 TATGAACGTGGCATGAAGGA AAGGAAGCTGGGTGATGATG 103

Ai03B21352 Araip.B03 21352 p2 (TC)13 26 75896270 75896295 AGCGTCAGACACCAATGAGT AAAAGTGTCAAGAGTGAGCCG 254

Ai03B21353 Araip.B03 21353 c (A)10ctcaaaatgcagagttacaaagcctgagtctccaaaatcatctctaagaggaattaatacaacatatatataatagg(TA)8103 75900436 75900538 GTAACCGGTCCGAGTGCATA CGTGAGACTCCTCGCTAAGG 266

Ai03B21355 Araip.B03 21355 p2 (AT)12 24 75916614 75916637 GAACGTCGACACGGTAGGAT TTTGAATCTATTCCGGGCAC 236

Ai03B21356 Araip.B03 21356 c (TCAAT)5ttagcaattgcattccattcaattcattc(A)1064 75922627 75922690 TGACCGAAGACGTTATTAAGTTGA TCTCTCAAAGTTCATCCAAGCA 191

Ai03B21359 Araip.B03 21359 c (TA)8tgagttattaattattttttgttatgatttttt(TA)1375 75929012 75929086 TTGCTTGCTATTCTTTCACTGC TTGTTAATCACGCATATAAAAAGAGA 261

Ai03B21366 Araip.B03 21366 p2 (CT)15 30 75941869 75941898 ATCTGAGGCAAGTCACGCTT GATGATGATGCGTTCAGTGG 263

Ai03B21367 Araip.B03 21367 p3 (CCT)10 30 75942520 75942549 CATCTACAAAACCCCCTCCA TCCTATGGTTTCCTCCATCG 178

Ai03B21370 Araip.B03 21370 p3 (AAT)5 15 75951285 75951299 TTTGCATGCCTAAGCAAAAA CCATTCCAATTCCACCTGTC 268

Ai03B21372 Araip.B03 21372 p2 (GT)6 12 75987418 75987429 TGCAAAAGTGAGAATTTTGGG AATGCACCAATGCAAACATC 189

Ai03B21374 Araip.B03 21374 p3 (AAG)6 18 76006091 76006108 CCTCGAATTGCATTAAAAGAAAA GAATGAAAGGGAAGGCATCA 280

Ai03B21376 Araip.B03 21376 p4 (TAAA)6 24 76028801 76028824 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 208

Ai03B21378 Araip.B03 21378 c (TC)6(T)10 22 76045816 76045837 TTGGCTTTTTCTGCTTGCTT GGTGGCAATGCTTTTTGTCT 243

Ai03B21379 Araip.B03 21379 p3 (AGA)5 15 76059202 76059216 GAGTGGCCAGAGACAGTGGT GGTTGCGGGAATCAGTTTTA 150

Ai03B21382 Araip.B03 21382 c (TA)10ttctcatatattttttttcttttttttc(T)1058 76074366 76074423 TATTGAGCTTCACCTTGGGG GCATTGGTTGGAAAAAGGTG 266

Ai03B21385 Araip.B03 21385 p2 (CT)10 20 76133261 76133280 CAGCACCAGGAGTAGGCTTC CAAAACCCTGCCTTGAAAAA 197

Ai03B21386 Araip.B03 21386 p2 (AT)6 12 76134811 76134822 AGGGGTTGGTTTGCTTTTCT GGTGCCAATTCGCTACATAAA 246

Ai03B21390 Araip.B03 21390 p2 (CT)6 12 76172492 76172503 CGAAAACCACTAACAACTTTTTCA CACAGAGAGCGAGAGGGTTC 246

Ai03B21392 Araip.B03 21392 p2 (AT)6 12 76180372 76180383 TTCCCATTCACCATGAGGAT GCCACAAGATGAGCAAAACA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B21393 Araip.B03 21393 p2 (TA)8 16 76203404 76203419 AACCATTGATGCTCAAAGCC TGTGGTGGCATTATTTTTGC 272

Ai03B21395 Araip.B03 21395 p5 (AGAAA)5 25 76226938 76226962 GAGCTCTCTAACCCAATGAAAAGA ATAATTCTGGATCGGAGGGG 252

Ai03B21398 Araip.B03 21398 p2 (TC)6 12 76243953 76243964 AAAAATACTTTTCTTCTCCCTCTTTTT TAGAGAGAGGGAGGGGGTTC 132

Ai03B21400 Araip.B03 21400 p2 (CG)6 12 76249585 76249596 TACGCGCACTTACAGCATTT CAAGTCCTAGCCAACTCCCA 273

Ai03B21402 Araip.B03 21402 p2 (AG)9 18 76268310 76268327 CAGAGAGAGGGAGAGGATTTGA AAACCACCTAACTACTTTTCCGC 267

Ai03B21405 Araip.B03 21405 p3 (CAC)5 15 76304065 76304079 TTCCCTTCTTCTCTCCACCA GGAACCTGGTAGGCGTATGA 271

Ai03B21406 Araip.B03 21406 p2 (CT)6 12 76308997 76309008 ATGCATCCATTCAGGGAGAG GGGACAATCATGAAAGCAAGA 138

Ai03B21408 Araip.B03 21408 p3 (TAA)5 15 76320515 76320529 CCTGAGAATCCTGGAATGGA AAAGGCTTGCTATTGCCAAA 176

Ai03B21410 Araip.B03 21410 p2 (AG)6 12 76347922 76347933 TTCAGGCCCGAAAACTTAGA TGGGCAAAATAAAGGAATCAA 276

Ai03B21411 Araip.B03 21411 c (T)10cattttttttgcttgcatac(T)1343 76350774 76350816 TCCTTTTCCTGCATTTTTGG GGTGGCATTGCTTTTGTTTT 275

Ai03B21418 Araip.B03 21418 p2 (CT)9 18 76378439 76378456 AGAAAGGGGAGAAAAGCTGG GGTATTTGGGGAAGGGTGTT 220

Ai03B21419 Araip.B03 21419 p3 (TGA)6 18 76384827 76384844 GACCCACTCGTTCTGAAAGG TAGTGGAGGCTGAAGTTCCC 102

Ai03B21420 Araip.B03 21420 p3 (TAT)15 45 76402791 76402835 CCTAGAGAGAGGAGAGAGAGGC GACACCAAAATAAGTTTTGCCA 254

Ai03B21423 Araip.B03 21423 p2 (AT)7 14 76412033 76412046 TATGGGGAGGGTAGTGTGGA AAATTGTCAATCCTCTTCCCAA 206

Ai03B21424 Araip.B03 21424 c (CT)26c(CA)11 75 76416075 76416149 TCTGTTGGGATCAACCATGA TGTTAGGACATGCTCTGTGAAA 279

Ai03B21428 Araip.B03 21428 p3 (GAT)8 24 76421354 76421377 CAACGCATTGATAATGGTGC CAAAATTGGCTTCCTCCAGA 262

Ai03B21430 Araip.B03 21430 p2 (CA)6 12 76445913 76445924 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAATTTTGGGT 154

Ai03B21431 Araip.B03 21431 p2 (AT)7 14 76487654 76487667 ACACCAGCATGAAGGACCTC GCAGGAACTGTCCAATGGTT 273

Ai03B21433 Araip.B03 21433 p5 (TAAAA)5 25 76538653 76538677 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 222

Ai03B21437 Araip.B03 21437 c (TAT)5gctattataattcttagttccttcagtggtttcactaaggaaacaaagaaaaacaaaaaggcaaaggctt(ATAC)16(AT)6161 76549471 76549631 AGTCTGACTTTTGCCGATAAAT TTATGTGTCACGCCCATTTG 254

Ai03B21439 Araip.B03 21439 p2 (GA)6 12 76565057 76565068 GAGATCTGGGGAGATTGCAG CCTCACTTTCGGCTTCTACG 199

Ai03B21440 Araip.B03 21440 p2 (TC)6 12 76565253 76565264 CGTCCTCTCTTTCCATCTCG TAACCCTAACTCACGCACCC 232

Ai03B21441 Araip.B03 21441 p2 (GT)6 12 76565414 76565425 CGTCCTCTCTTTCCATCTCG TAACCCTAACTCACGCACCC 232

Ai03B21442 Araip.B03 21442 p2 (CA)7 14 76569535 76569548 TGGGCTAAAGTAAAGGTGAGGA GGGGACAAAATTACCCCAAT 235

Ai03B21443 Araip.B03 21443 p4 (TATT)5 20 76569683 76569702 GCTACCCAAAATTCCCACTTT GGGAACTTGGGTTGATGAAA 274

Ai03B21444 Araip.B03 21444 p2 (AT)23 46 76578138 76578183 TCTTTATGATGCCTGGGGAG TGAATGTTCGCGCTTTGTAG 236

Ai03B21445 Araip.B03 21445 p2 (AT)10 20 76598708 76598727 CTCAGCGTCAACCGACACTA GGGTAGGCATCCATCATTTG 212

Ai03B21446 Araip.B03 21446 p3 (AGA)5 15 76606200 76606214 CTCGAAGGTGGAAGCTTTTG CAAAATCTCTTTCCCACCCA 237

Ai03B21453 Araip.B03 21453 p3 (CTT)5 15 76620419 76620433 CCTGATCAACGCCAGAATTT TGCAATGAATGAAAGTATGCAA 199

Ai03B21455 Araip.B03 21455 c (A)12caacagaagattaactcataattcataattttgggtttagatgtagctttt(AG)777 76623160 76623236 GGCGATTTCTGGGCTATTTT GGAACATTGAACCTGTGATTGA 238

Ai03B21457 Araip.B03 21457 p2 (AT)6 12 76637016 76637027 CGACTTTGAACCCCGAAGTA TTATGTGTCACGCCCATTTG 195

Ai03B21459 Araip.B03 21459 p2 (CT)6 12 76651914 76651925 AAAGGAACATTGAATCCGGG GGGGTGATTTTTGGGCTATT 234

Ai03B21460 Araip.B03 21460 p2 (AC)7 14 76653136 76653149 GGCTAAGGTAAGGGTGAGGG ATGTGATGCAAAAGTGGGAA 148

Ai03B21464 Araip.B03 21464 p2 (AG)12 24 76742706 76742729 TGAATAACAAGGCTTGCAAAAA CCGCTTAGGCCATGATTTTA 203
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Ai03B21466 Araip.B03 21466 p2 (GA)6 12 76746705 76746716 GGGAGAGAGGGTTCGAATTT TTTCGAAAACTCCTCACCACTT 242

Ai03B21469 Araip.B03 21469 p3 (CTT)5 15 76758264 76758278 CCTTCTTCTCCGTCAACGAC GTGGAGCTTGAGCTTGCTTT 182

Ai03B21471 Araip.B03 21471 p2 (AT)8 16 76765716 76765731 GGGAAGTACTTGCAGATGGC TTCCCTAAAAATTTTCTCTTCTGTG 273

Ai03B21472 Araip.B03 21472 p3 (TAC)5 15 76768237 76768251 TGAGCTCTCTGTCGGAGCTT CCTTATCCATTAAACTCCAAGGAA 196

Ai03B21474 Araip.B03 21474 p2 (AT)17 34 76775612 76775645 GACCAAGGGCTGTTTTGGTA TGCAGGTCCCTATAATTTCACC 224

Ai03B21476 Araip.B03 21476 c (AT)8cttatgatcaaatacatgtttctatttatgtttatatttttttgcaaacgtatttacatctatttatcaattgtaaatttataatattata(TG)10127 76778503 76778629 TCCTATATCTTGGTTTTCAGGTTCA ATCACGACACATGCACAATG 276

Ai03B21478 Araip.B03 21478 p2 (TG)6 12 76786678 76786689 TGTCTTAGCCTGTTTTGGTAGC AGGAGAAAAACGGACACAAA 277

Ai03B21482 Araip.B03 21482 c (T)12g(A)10 23 76794494 76794516 CCAGTAATATGGGAAAGACAAAAA AATGCTATCTTTTCATCAATACAGAA 183

Ai03B21488 Araip.B03 21488 p2 (TA)7 14 76823537 76823550 ATAAAATCGCGAACCGAGAA CTGGAAATCCATGAATTGGG 249

Ai03B21493 Araip.B03 21493 p3 (GTG)7 21 76848213 76848233 TGTTGGTTGTGCCTCATTGT GGTACCTTGGTTTGTGAAACTGA 207

Ai03B21497 Araip.B03 21497 p3 (TGA)5 15 76857033 76857047 TCATACAAGCCTTTGGGAGG GAGTTCGCTTGCTTCACTCC 102

Ai03B21498 Araip.B03 21498 c (AG)18aa(AG)19 76 76858398 76858473 TGATCACTTTATCAACCTCCTCAA TTTTCTGCTTTAGTTACGGATGC 251

Ai03B21499 Araip.B03 21499 p2 (AG)18 36 76858745 76858780 AAGAAGGCAGAGTTGTTGGG TTTCATTGGATCTTCTTGGGA 237

Ai03B21502 Araip.B03 21502 p3 (ACC)5 15 76925476 76925490 TGAGGCAGCTAGACCCTCAT TCGATGCCCTGTGATACAAA 177

Ai03B21503 Araip.B03 21503 p2 (TA)8 16 76926029 76926044 CCATTCGTGACCAGTGTTTG CACAATCAACAACTAGGATGCAA 210

Ai03B21505 Araip.B03 21505 p2 (GA)11 22 76942091 76942112 TCGAACACAGAGAGAGGGAGA CGAAAACCACTAACAACTTTTTCA 250

Ai03B21506 Araip.B03 21506 p3 (TTC)5 15 76997552 76997566 GCCACTATGTTTGGCTTGGT ACATATAATGGGCGTGGCAT 210

Ai03B21507 Araip.B03 21507 p3 (TTC)5 15 77000337 77000351 CGCCTAGCCACTAAGTTTGG ACATATAATGGGCGTGGCAT 216

Ai03B21510 Araip.B03 21510 p2 (TA)13 26 77030639 77030664 GGCACTTTTGTCCCCTTTTT TTGGGAATTGGGTGCATATT 171

Ai03B21512 Araip.B03 21512 c (A)10ttttc(T)11 26 77032169 77032194 GCCAAACAAGTCACAAAGCA CAGATCGCCACCTCCATC 262

Ai03B21513 Araip.B03 21513 p2 (TA)6 12 77037300 77037311 AACCGAAGGTGGAGGAACTT CATGCAAAAGCAAAATGCAA 262

Ai03B21514 Araip.B03 21514 p3 (TTC)5 15 77042627 77042641 GCACACCCAGGGTCTTTTTA GCATATATAATGGGCGTGGC 219

Ai03B21515 Araip.B03 21515 p2 (CT)6 12 77052271 77052282 TGTTAAACGCCAGAAAAGGG ATAGGTGAGGGGTTTTTGGG 213

Ai03B21517 Araip.B03 21517 p2 (TA)6 12 77098311 77098322 GCTCAAAAACTCACGGGTTG AACAGAATCACAACAATCCATACC 211

Ai03B21523 Araip.B03 21523 p2 (CT)6 12 77114124 77114135 CCTTACCTTTTCAAAATTTGTTTCA AGAAGGAGATGACGGAGAAGG 266

Ai03B21524 Araip.B03 21524 c (T)11caaaaatttttgaaattaaaaataaaaaataaaaataattagttaattaaaaagatatttttgaaaaagagggaagatattttcgaaaatt(AG)7116 77158420 77158535 GAGATGGGGGAGGGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 237

Ai03B21526 Araip.B03 21526 p3 (ATT)17 51 77164904 77164954 TGGCAGGCAGTAAACATCAG AACTGGCACTGATACAGGGG 272

Ai03B21527 Araip.B03 21527 p2 (CT)6 12 77174848 77174859 CTTTTTCCTTGTTCCTGCTCA CAAAAATCACTAACCACTTTTTCAA 263

Ai03B21528 Araip.B03 21528 c (AATA)6aaatactaaaaaaattaaaaatat(A)1058 77198412 77198469 ATCCAATGCATCCACACAAA GCACCAAAACAAATGCAAGA 262

Ai03B21531 Araip.B03 21531 p2 (CT)6 12 77211458 77211469 TTGATTTTCAAATTTGTTTCAACT AGAAGGAGATGAGGGAGAAGAA 260

Ai03B21533 Araip.B03 21533 p3 (TTC)5 15 77217482 77217496 AAACACACCTCCCTCCTCCT CGGTCTTAGGTGCCATCAAT 150

Ai03B21538 Araip.B03 21538 p2 (CT)6 12 77247118 77247129 TCTTTTCCACCAACACCTCC GTGGAGTGGTAGTTTGGCGT 228

Ai03B21539 Araip.B03 21539 p3 (ACC)5 15 77249573 77249587 CTATTTCATGGGGTGGATGG CAATGCCTTGTGATGCAAAC 260

Ai03B21540 Araip.B03 21540 p2 (TA)6 12 77250930 77250941 AGGAAAGTTGGGAACATTGG GAACTTTGAACTTTGGGGCA 210
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Ai03B21543 Araip.B03 21543 p2 (CT)6 12 77260156 77260167 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTCGAATTTGT 269

Ai03B21554 Araip.B03 21554 c (AAT)6agtagggatcctttataccacagtatagaggtccctgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)6103 77383791 77383893 CTTGTCCTTGCTCTTGCTCA TCTTCCTCACCAAAAATCCG 176

Ai03B21555 Araip.B03 21555 c (T)13cgaaaatagaaatcaaaaattaaaatagttagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6105 77384034 77384138 TCGGATTTTTGGTGAGGAAG TCTCCTATCTTTTTCAAAACCACC 271

Ai03B21556 Araip.B03 21556 c (T)11gg(T)10 23 77385176 77385198 ATGCACATGCAATTGACACC TGTTGCTAATCCACCTGCTG 280

Ai03B21557 Araip.B03 21557 p3 (GAA)5 15 77410045 77410059 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 242

Ai03B21558 Araip.B03 21558 p3 (AAT)6 18 77410699 77410716 CAGGTTCTGGATCTGCTTCC ACCATCCCCACAGTTGTGTT 193

Ai03B21562 Araip.B03 21562 p2 (AT)9 18 77474327 77474344 ATGGGTTTATCAACCTCCCC TTTCCCATCTCATTTGCTAAAA 272

Ai03B21563 Araip.B03 21563 p2 (AT)10 20 77483722 77483741 TGCGGAGCTACAGAAGCATA CTTCGCGAATACGTACCGA 194

Ai03B21565 Araip.B03 21565 p2 (TA)6 12 77484922 77484933 AATGGCTCCACTTGCAAAAT TCTTTAACGTAATTGACGAAAGAAT 214

Ai03B21566 Araip.B03 21566 p2 (TG)9 18 77487772 77487789 TGGATTGCGTGTGTGTAGTTC ATAAGCCAAAGCCAAACCAA 246

Ai03B21567 Araip.B03 21567 p2 (TC)14 28 77492948 77492975 CATCTTACTGGATTGTGCTGACTT TTGTTTGCATTGGACTGAGC 219

Ai03B21570 Araip.B03 21570 p2 (AT)17 34 77500319 77500352 ACTCCCCCTTCTCCTCCATA CAGCCTTAGGTGCCATTGAT 190

Ai03B21572 Araip.B03 21572 p2 (AT)6 12 77511632 77511643 GGTGGCAATGCTTTCTGTTT TCACCTCTTGCCTCTTGGTT 277

Ai03B21574 Araip.B03 21574 p2 (TA)6 12 77526099 77526110 AGGTGATGGTTCTGGGAGTG TCCAAACATGTTAAACACCAAA 175

Ai03B21575 Araip.B03 21575 c (TA)6tc(TG)30gaagaaa(AT)7nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TA)8153 77529114 77529266 TACTTTGGGGCATTTTGTCC GACAAAAATCTTTGGGCGAA 280

Ai03B21577 Araip.B03 21577 p2 (CT)6 12 77540969 77540980 ACATTGAACCTGGGATCGAG TCGCAGTGACGAAAATTCAG 260

Ai03B21578 Araip.B03 21578 p2 (CT)6 12 77546011 77546022 TGAACCTGAGATCGAGAGTCAC TTCTGGGTTGTTTCTGACCC 211

Ai03B21579 Araip.B03 21579 p2 (TA)11 22 77558933 77558954 GACTAGCCGGGCCTAAACTC AAAGCTCAAGGTCGCGTAAA 222

Ai03B21580 Araip.B03 21580 p2 (TC)7 14 77566218 77566231 CGAAAATCACTAACCACTTTTTCA GGGGTTCGAATTTTGAGTGA 232

Ai03B21582 Araip.B03 21582 p2 (CT)6 12 77589153 77589164 CTCAATGGAGCAGGGATGAT TTTGGGGGAGAGTGAATGAG 193

Ai03B21585 Araip.B03 21585 p2 (AC)7 14 77606675 77606688 ACTGAAACCCTAGCCACCCT CGAACAACAACAGCAGGAGA 263

Ai03B21586 Araip.B03 21586 c (T)10gtatatatatatg(T)1033 77610034 77610066 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 224

Ai03B21587 Araip.B03 21587 c (T)11aaatttttttattttatt(TA)7ttttttattttttattttttattttttttatttttttatttttttgttttttcatatgcgccatgcatgcttaagcacggatgcagcaggtacaatc(CG)6ccatgcgtgcttgggcgcggatgcgacagggacaatcg(GC)6202 77611213 77611414 GCAAATGCAATAAAAGAAATTGG CGATCCGCACGTAAGCAC 267

Ai03B21591 Araip.B03 21591 p2 (TC)11 22 77630722 77630743 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 273

Ai03B21593 Araip.B03 21593 p2 (AG)10 20 77634020 77634039 TTTGAATTTTGGTTGGTTTGAA CTGGCACAACTCTCTGTCCA 188

Ai03B21595 Araip.B03 21595 p3 (TTC)6 18 77636717 77636734 ACCTTGGGGTATTTTGTCCC GGCTTGGGAACATTGGATAG 271

Ai03B21596 Araip.B03 21596 p2 (TA)6 12 77642741 77642752 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 160

Ai03B21599 Araip.B03 21599 p2 (GC)6 12 77664331 77664342 ACAAGTTGGATTTGGGCTTG CGCAAAAGTGGTTTCTCACA 179

Ai03B21600 Araip.B03 21600 p2 (GC)6 12 77670671 77670682 AAAGTGCTTAGTGGGAGGCA GCCCAAGAGTAGAATTTCGC 274

Ai03B21601 Araip.B03 21601 c (T)10ataaacg(A)1027 77675502 77675528 TTGAAAATATCTTCCCTCTTTTTCA GCCCCCAGAATAAAGGTTGT 270

Ai03B21605 Araip.B03 21605 c (T)10cgcta(T)10gcaagctttg(T)1045 77682172 77682216 TGCTCTTGCCTTTTGGTTTT TGTGGTGACAATGCTTCTTG 279

Ai03B21606 Araip.B03 21606 p3 (AAG)6 18 77683191 77683208 AGAATATTGCTCGCCCTCAA TCAACATCTCTTTCCCACCC 131

Ai03B21607 Araip.B03 21607 p2 (AG)9 18 77686595 77686612 GGAGAGCAGAGATATGAGATGAA TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai03B21609 Araip.B03 21609 c (CT)15atcttctctgcccagctctgtcggtccctgccgccggctaccgctgccgtcagcccgccgtcggcgagctt(TC)9119 77698257 77698375 AACCTGCTCTGTTGAGAGGC GGAAAAATGAAGCATCGGAA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B21610 Araip.B03 21610 p2 (CT)6 12 77700186 77700197 GGAACATTGAACCTGAAATTGA GACGCCACGTACAGGAATCT 255

Ai03B21616 Araip.B03 21616 p3 (TCT)5 15 77737592 77737606 ACCCACCTCACCCTCTCTCT TGTCTTCCCTTCCCCTCTTT 234

Ai03B21617 Araip.B03 21617 p3 (AAT)5 15 77738501 77738515 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 167

Ai03B21620 Araip.B03 21620 p3 (TAT)6 18 77753329 77753346 TTTCACCTGCACCACCACTA CCTTCGTCGTCTACTGGCTC 192

Ai03B21628 Araip.B03 21628 c (A)10tactaacctttttcaaaaactattttcgaaaatcactaaccctttttc(A)1371 77777089 77777159 CCAACTGGTTTGGGATTGTT TCATTTGCATGAATTTGGCT 233

Ai03B21629 Araip.B03 21629 p3 (TAT)6 18 77777337 77777354 TCTCTGCCCTCCTCACAGTT GTTCTTGTCCTTGCTCCTGC 175

Ai03B21639 Araip.B03 21639 p4 (TAAA)5 20 77834111 77834130 CCATTTCCTCTCTCCTCATTTTT GGGTTAGCATATGACCCCAG 197

Ai03B21643 Araip.B03 21643 p3 (TTC)5 15 77865653 77865667 AACAAAGGAGCAAGTCCACC GGGGAACATCTGCATAGCAT 247

Ai03B21645 Araip.B03 21645 p4 (AAAT)16 64 77889056 77889119 TCCTTTTCAAAACATCCTAACCA CCATGATGGAGAAAGGGAGA 195

Ai03B21647 Araip.B03 21647 p3 (AGA)5 15 77901475 77901489 TTGTCTTCCCTTCCCCTTTT TTTCTGGCTGAAATTGAGGG 222

Ai03B21648 Araip.B03 21648 p5 (AAGAT)5 25 77909396 77909420 TCAAACCATCCGACCTCTTC CCTGGGTGCTCCAGTGTATT 241

Ai03B21652 Araip.B03 21652 p3 (CTC)5 15 77926674 77926688 ATCAATCCTTGTGGGATTCG CCGGAACTCAATTGAAGGAA 217

Ai03B21653 Araip.B03 21653 c (A)11ttttttttcaaaagtctttcaaaaatttctcatctgtttttgaaaaaaaaatttatt(A)1078 77930736 77930813 GGGGATTGTTTGAGTTTGGA TTTACAGCCAACCAGGCTTC 238

Ai03B21655 Araip.B03 21655 p3 (TAT)5 15 77932140 77932154 TTTCTCCCACTCACAAAGGG GGTGCTTATGTCAATGGCCT 184

Ai03B21657 Araip.B03 21657 p2 (AT)11 22 77943441 77943462 CACACGGGACAAAATTCAAA TTTTCAGGGTTGTAATGGGG 224

Ai03B21660 Araip.B03 21660 p4 (TTTA)7 28 77963444 77963471 CCAATGGAGGGTATGCAGAT CTGACCACTTTCTCTCTCCTCA 256

Ai03B21662 Araip.B03 21662 p2 (AT)9 18 77973670 77973687 CACAGTGTCCAGCCACACTT TATTCTATGAGCCGGATGGC 223

Ai03B21665 Araip.B03 21665 c (AT)16(GT)30 92 77995565 77995656 TTTTGGGTAGCTAGGTGTGAAA TTGTAATGGGGCCAAGGTAA 220

Ai03B21666 Araip.B03 21666 p2 (AT)10 20 78019323 78019342 TTGATTTTGGGAAAGTTGGG GGGCATTTTTGTCCCTTTTT 251

Ai03B21667 Araip.B03 21667 p3 (AGA)6 18 78030887 78030904 GAGGAATCATGAATGTCACAACA GTGGCCAGCGATTTTAGAAG 275

Ai03B21668 Araip.B03 21668 p2 (TA)6 12 78050517 78050528 CCCTTTGGTGTTTTTGCCTA AAGCGCAGATGGATATTTGG 261

Ai03B21669 Araip.B03 21669 p2 (AT)11 22 78052400 78052421 CCATTCTATTCCTTCGGCAA TGTTGTTGGTTTGGTTGAGG 120

Ai03B21671 Araip.B03 21671 p2 (AG)7 14 78058702 78058715 GCGAACAGGGAGTTGAGAAG CTCTCCCTTCTTCCCCAAAC 218

Ai03B21673 Araip.B03 21673 p3 (AGA)7 21 78069333 78069353 CGGTCTTAGGTGCCATCAAT CCACAGGATCATCTCAGGGT 260

Ai03B21674 Araip.B03 21674 c (AG)6ttagttaggtagttttgaaaaaggtaggaaataaacaaaa(AGTT)572 78071466 78071537 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 280

Ai03B21683 Araip.B03 21683 c (TA)8(TG)10 36 78100848 78100883 TGAGATGATGATGATTGGTGG CATTCCAAACCCCCTTCTCT 165

Ai03B21686 Araip.B03 21686 p2 (TA)8 16 78126860 78126875 TTTTGTCCCCTTCGTATTGC CATTGGTTGGGAGAAAATGG 277

Ai03B21689 Araip.B03 21689 p3 (TGA)6 18 78137731 78137748 GGAAACTGTTCTTTCAAGGGC TGGATTAAAAATCAGCCTCCA 250

Ai03B21690 Araip.B03 21690 p3 (GAA)5 15 78147317 78147331 AGTAATCGGAGACGGTGGTG GCCAATTTTGTGCCAATTCT 258

Ai03B21691 Araip.B03 21691 p2 (GC)6 12 78147746 78147757 GGCACAGGTTAGGCACAAAT AAAGCAAGGAAAAAGGGCAT 275

Ai03B21692 Araip.B03 21692 p2 (AC)6 12 78162166 78162177 ATGTCCCAAGTTTTCCCACA AGCCTTGAAGCGAAAAACAA 100

Ai03B21694 Araip.B03 21694 p4 (AAAT)5 20 78164937 78164956 TCATTTTACAAAAATCTTCACCCA AGCCCTTTCTGTAAGCCCAT 219

Ai03B21697 Araip.B03 21697 p2 (CT)8 16 78177431 78177446 GTCGTAAACGGCTCGTCAAT CAAACGGACCAAAAATGCTT 229

Ai03B21700 Araip.B03 21700 p2 (TA)9 18 78210635 78210652 AATGAATTTAATGGGCGCAG CCGCAATACCACTCACAAAA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B21701 Araip.B03 21701 p3 (AAT)5 15 78220248 78220262 AAAAATGGGGCATTTCTGC CACCACCGGTGAAAGAATTT 183

Ai03B21706 Araip.B03 21706 p3 (TTG)5 15 78226963 78226977 ATTCATGTAGCCAACCCCAC TTACGCATCGAATGCAAAAG 257

Ai03B21707 Araip.B03 21707 p2 (GA)7 14 78233740 78233753 CCGCATCCAAAGGATGTATG CAGGAACCATTCCAGCTTTC 278

Ai03B21711 Araip.B03 21711 p2 (AT)7 14 78248174 78248187 TTACTTGTTGAAAGCATCATGG CTGCGCGAAAACCTAAACTC 230

Ai03B21712 Araip.B03 21712 p2 (AT)6 12 78248481 78248492 CTTGAGGATCTTGATCGGCT GCAAATGGATGCAAGACTGA 190

Ai03B21713 Araip.B03 21713 p3 (TAA)5 15 78252372 78252386 TCTGCTTAGGTTATCCGAAATAAG AAATCCTAACTGGGTTCAAAAGA 241

Ai03B21715 Araip.B03 21715 p2 (CA)19 38 78261731 78261768 GGTCACAACACAGCTCCTCA TGCTACATGTGTGGGTACGG 247

Ai03B21719 Araip.B03 21719 p2 (AT)6 12 78281341 78281352 GTAGGGCAGGCATTCATCAT TGCCAAAGGCAATCCTAGAC 202

Ai03B21721 Araip.B03 21721 p2 (GA)6 12 78296292 78296303 GGAGGGATGAAGAAAAGAAAAA CGTCGCACAGCCTATCCTA 189

Ai03B21722 Araip.B03 21722 p2 (AG)6 12 78305664 78305675 TTCTTGTCCTTGCTCCTGCT CGAAAACCCTCTTTCTCTCTCA 228

Ai03B21723 Araip.B03 21723 p2 (AG)7 14 78305910 78305923 TTGAAAAAGAGGGAGATATTTTCG TCTTTTCTGACTTCCCATCTTCTT 156

Ai03B21725 Araip.B03 21725 p2 (TC)9 18 78310767 78310784 TCTTCCTTATCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 261

Ai03B21726 Araip.B03 21726 c (T)10gttttattttcaaaaatttttcaaaaatctttcaaaaatttctcctttgttttc(A)1074 78315284 78315357 TCGAGTTTGGACAACTGACG ATAGCCAGCATGCTTCAACC 221

Ai03B21727 Araip.B03 21727 p2 (CT)6 12 78316678 78316689 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 277

Ai03B21729 Araip.B03 21729 p3 (AAT)5 15 78325986 78326000 TTGGGTTGACTTGGTCAAAA TCAAATTTTTGAATCAATCACGTT 247

Ai03B21730 Araip.B03 21730 p2 (AT)6 12 78327330 78327341 GATGAGATCGCATGGAGGAT GTGGGTTGCGACCTGTATCT 280

Ai03B21731 Araip.B03 21731 p2 (TG)7 14 78336278 78336291 GCGAAAAGAAGAGATGGGTG AACGCTAATGGGTTGGACTG 169

Ai03B21732 Araip.B03 21732 c (T)10aaatcaattgggcagaataaactaagcttaattatgcgcattttttccaatcacaactaataaactaaaataac(TA)9102 78338564 78338665 GGCTCAAATCTCACCTGCTT TGTTGCATTTTGCACTTTGG 252

Ai03B21737 Araip.B03 21737 p4 (AAAT)6 24 78347406 78347429 TTTTTCAAAACTTCCCAACCA GGGTTAGCATATGACCCCAG 214

Ai03B21740 Araip.B03 21740 p2 (GA)6 12 78365135 78365146 CTGCACCGTCGTGTAAGAAA AGTGAGCAGGGCAGAACTGT 280

Ai03B21741 Araip.B03 21741 p2 (AT)12 24 78367939 78367962 TTGAAAGGCTTTTGAATTTTTGA TGCGTCACTCTGATAGCTCG 276

Ai03B21745 Araip.B03 21745 p3 (AAT)7 21 78407422 78407442 GTTCTTGTCCTTGCTCCTGC TTCATCTCATATCCCGGCTC 173

Ai03B21747 Araip.B03 21747 c (T)10aa(T)10 22 78409164 78409185 TGCCTCTATGCTGATGGTTG GGTTCATCGTGTTGCTCAGA 272

Ai03B21754 Araip.B03 21754 p2 (AT)10 20 78438300 78438319 GCATTGAATAGCCTTAATTGATTTT GCATGAAATCACAAGTTGAAACA 201

Ai03B21755 Araip.B03 21755 p3 (CTT)11 33 78447821 78447853 TTCCCAAGTTAGACGCCAAG ACCAAGAGGTTTCGTTGCTC 238

Ai03B21757 Araip.B03 21757 p3 (GGA)10 30 78450190 78450219 TGGTGATGATGACGAAGAAGA AAAAATTTTCTATGTCGCGGTT 234

Ai03B21758 Araip.B03 21758 p6 (AGGAAG)5 30 78450477 78450506 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 232

Ai03B21759 Araip.B03 21759 p3 (TTA)5 15 78451254 78451268 TGTACCATGCTCCAAAACAAA GCGGCGTAAGCAAATTAAAG 118

Ai03B21762 Araip.B03 21762 p2 (TA)6 12 78456201 78456212 TGCTTTTTGGTTTGTAAAACAGT CTACACTCCAATGCGTGGAA 223

Ai03B21763 Araip.B03 21763 p3 (AAT)26 78 78457814 78457891 TGTCCCATTTTTAGTGATTCTAAGAT CCTCCATGTTGGAGATAAGTATG 280

Ai03B21764 Araip.B03 21764 p2 (AT)6 12 78465766 78465777 ATTGAGCCTTCGCAAATACG TGCGGAGCTACAAAAGCATA 253

Ai03B21767 Araip.B03 21767 c (A)11taggc(A)10 26 78481974 78481999 TGAAGCAAGAAAAAGCAGCA GTGCACTTGCCGGTTAGTTT 200

Ai03B21768 Araip.B03 21768 p2 (GC)6 12 78540157 78540168 CGATGCCTTGATGTGTTTGT CGCTTGGCTATTTCCTCATC 226

Ai03B21770 Araip.B03 21770 p3 (GAA)5 15 78553566 78553580 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B21771 Araip.B03 21771 p4 (TTAT)5 20 78557364 78557383 CAGGCTTCAACATGCTTCAT TGCCTGAGATCACAATTTCG 269

Ai03B21774 Araip.B03 21774 p2 (AG)6 12 78575354 78575365 AGGAGCGGAAATAGGAGAGC CCTCTTCTCCAATCCCCTTC 260

Ai03B21775 Araip.B03 21775 p2 (AG)6 12 78576165 78576176 CTGCAGAAAATGCCCTTAGC CCTGTGATTGAAGAGAAGTAGCC 248

Ai03B21776 Araip.B03 21776 p2 (TA)6 12 78588914 78588925 GGGACAGAATCACCCCAATA TGGGGCTAAGGTAAAGGTGA 237

Ai03B21777 Araip.B03 21777 p2 (TA)9 18 78589276 78589293 CAAATCCAGTGAGGGTTCAA TGGAATCTTATGCAATGCAATC 275

Ai03B21779 Araip.B03 21779 p2 (CA)6 12 78628610 78628621 GCCCAAGCCCAACATATAAA TCACAAGGAACGTGTAGCCA 197

Ai03B21780 Araip.B03 21780 p4 (TTTA)9 36 78638808 78638843 CGGGCTCTTACTGTCCTCAG TCGAAAATCTTCACCCATTTTT 279

Ai03B21781 Araip.B03 21781 p2 (TA)6 12 78644656 78644667 GATGGTGACAGAAGTGGAGGA GGGCAAAACACAAAAGTATGC 280

Ai03B21782 Araip.B03 21782 p2 (CT)6 12 78647790 78647801 TTTTTGTTTGTTTCTTACCTTTTTCA GGAGCAGTGATGTGAGATGAAG 279

Ai03B21804 Araip.B03 21804 p2 (AG)6 12 78729339 78729350 AAAGAAATTTTGAAAAAGGGGG TGATTTCTTATGCTTCTTATCTTCTCA 159

Ai03B21809 Araip.B03 21809 p2 (GT)6 12 78750089 78750100 GCAAAAGTGGGAATTTTGGA TTTCAAGGTTGTAGTGGGGC 162

Ai03B21812 Araip.B03 21812 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaagaat(AGA)690 78762494 78762583 AGGTTTCTCTGGCCTTTGGT TGAATCCCACAAGATCCACA 238

Ai03B21817 Araip.B03 21817 p3 (AGA)5 15 78819665 78819679 TGCATGCATCATGAGTTTTG TTTTTGACCAAGTCTACCCAA 152

Ai03B21818 Araip.B03 21818 p3 (AGA)5 15 78821188 78821202 ACATATAATGGGCGTGGCAT GCCACTATGTTTGGCTTGGT 210

Ai03B21822 Araip.B03 21822 p2 (AT)7 14 78909436 78909449 CACCCCATATGCCTTGATCT TGTGGGGAACTGTGGGTACT 273

Ai03B21825 Araip.B03 21825 p2 (CT)6 12 78934236 78934247 CTTTTTGTTTGTTTCTTATCTTTTTCA TGGTGAGTGATGTGAGGAGG 274

Ai03B21826 Araip.B03 21826 c (CT)6gagttcagattttcttcttcttttcttctactcacacaaggacctctatactgtggtataaaggatccc(TAT)9108 78934482 78934589 CCTCCTCACATCACTCACCA TGACAAAGAAGAGGGCACAG 167

Ai03B21830 Araip.B03 21830 p4 (ATTT)6 24 78979541 78979564 CCATGATGGAGAAAGGGAGA TTTTTCTTTGATTAAATCTTGTGTCA 255

Ai03B21832 Araip.B03 21832 c (A)10tttttcaaaaatctttcaaaattttctcctttgttttcg(A)1059 78990450 78990508 TCGAGTTTGGACAACTGACG CCAGCCTTCACATGCTTCAT 219

Ai03B21833 Araip.B03 21833 p2 (CT)6 12 78998461 78998472 ATGCATCCATTCAGAGGGAG TGAAAGGGAAGCTTAAAACAAA 164

Ai03B21834 Araip.B03 21834 c (T)10ctc(T)11 24 79001049 79001072 AGCCACTTAGGCCAGGATTT AAAGCAATGAAAAGCTTGCG 196

Ai03B21835 Araip.B03 21835 p2 (TA)6 12 79019767 79019778 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTCTGGG 156

Ai03B21838 Araip.B03 21838 p2 (GT)7 14 79067833 79067846 GGGGACAAAATTACCCCAAT AATGGGGCTAAGGTAAGGGT 233

Ai03B21841 Araip.B03 21841 p2 (CT)12 24 79093723 79093746 TTATTTTTCACGCACACCCA GTTAAAGAAGCGCTTGTCGG 251

Ai03B21842 Araip.B03 21842 p2 (CT)12 24 79094848 79094871 ATTATGTATCACCGCGACCC GGAAGAAAGGGAGAAGGTGG 237

Ai03B21843 Araip.B03 21843 p2 (AT)6 12 79098004 79098015 TGGATTGTGATTGGATGATG GCCCAAAAACTCACAGGGTA 275

Ai03B21845 Araip.B03 21845 p2 (GT)6 12 79145111 79145122 GATCGCGCTCTCTCATCTCT TGAATACCCTCACTTTCGCC 235

Ai03B21847 Araip.B03 21847 p2 (AT)7 14 79150544 79150557 GAAAAATTTTGGGAATTGGG GAACCTTGAACCTTGGGACA 237

Ai03B21850 Araip.B03 21850 p2 (TA)6 12 79167181 79167192 CAAAATCCAGTGAGGGTTCAA GAATGTCATGCAATGCAATCTAA 278

Ai03B21852 Araip.B03 21852 c (TC)6attgatttcgaaaatcaaatagtaagaaaagaaataaaataaaattagaatttgaagcaattaattt(A)1089 79175791 79175879 TTTTTCAATTAACTACTTGACCTTTTG TCGAACACAGAGAGGGAGAGA 247

Ai03B21854 Araip.B03 21854 p2 (CT)8 16 79208429 79208444 GCAAACATCAAGAGACACAAAAA GGGGGATCACCATTCATACA 280

Ai03B21855 Araip.B03 21855 p4 (TTTA)5 20 79209754 79209773 CTATCACCACATGGGGCATT GATGGGGAACATTTGGTTTG 245

Ai03B21866 Araip.B03 21866 p2 (CT)8 16 79245293 79245308 CCTCTTCTCTGTCCAGCACC GTTGGGAAACAATGGCACTT 234

Ai03B21869 Araip.B03 21869 p2 (TA)7 14 79265386 79265399 AGCCCCATGTGCTCAATAAG ACCACAATCACCCTGAGGAG 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B21870 Araip.B03 21870 p2 (CT)6 12 79268584 79268595 TTTCTTAACTTTTTCAAAACCACC TGAGGAGGGTTGAGATGTGA 279

Ai03B21871 Araip.B03 21871 p3 (TAT)5 15 79268923 79268937 TCACATCTCAACCCTCCTCA TTCTTGTCCTTGCTCCTGCT 176

Ai03B21872 Araip.B03 21872 p3 (TTC)5 15 79270845 79270859 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 204

Ai03B21874 Araip.B03 21874 p2 (TC)6 12 79274561 79274572 GTGGCAATGGTGCTTTTCTT ATGCACGGATTTAGGGACAC 279

Ai03B21883 Araip.B03 21883 p3 (AGA)6 18 79325278 79325295 GGAACCACATTCTTCATGGG TGCTCAAGCAAGAACAAGGA 274

Ai03B21886 Araip.B03 21886 p2 (AT)7 14 79337389 79337402 CGCTTTCACGTGACTCTCTG CTAAAAGTGCTGGGTGGGAG 273

Ai03B21887 Araip.B03 21887 p2 (TA)6 12 79337712 79337723 AGCTTTGCAGGTCGAATGTC GCCTTGACGGAGAAGCTAAA 169

Ai03B21889 Araip.B03 21889 p4 (AAAT)5 20 79346897 79346916 CGGTTCATCTTGTTGCTCAG TGCCTCTATGCTGATGGTTG 251

Ai03B21890 Araip.B03 21890 p3 (TTC)5 15 79351874 79351888 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai03B21900 Araip.B03 21900 p2 (GT)6 12 79441533 79441544 AGATCTCTCTGCGGTGAACG CCCTTGGCCCAACATAACTA 209

Ai03B21901 Araip.B03 21901 c (A)10gagaaaaaaataat(A)1034 79474244 79474277 AAGCAAAGGCTTGCAGAAAA ATGCCACAAGCACATGGTTA 249

Ai03B21902 Araip.B03 21902 c (CA)6aacaatttcacaaacacttagaaagcaacaacaaaaaaatagtgcagatttgttatgaactcttctccac(AT)18118 79478072 79478189 TTGCTCATCCCCACATACAA TCCCAGAAGCTTGGAAGGTA 251

Ai03B21903 Araip.B03 21903 p3 (AAG)5 15 79482593 79482607 GAGAGGGAGGAGATGGTGGT GTTAATGGACCGCTTCATGC 263

Ai03B21905 Araip.B03 21905 p2 (CT)13 26 79483247 79483272 TTGTTATCCTTCGACGACCC GTCAATTGCCAACGGAAAAT 189

Ai03B21907 Araip.B03 21907 p2 (GA)9 18 79489895 79489912 ATTGTTTGGGCAGTTCCAAT TGAACCAAACTGCTTTTTCACA 265

Ai03B21910 Araip.B03 21910 p5 (TAAAA)5 25 79520264 79520288 ACCCCAGAGTCCTTCTGGAT AAAAATCCTCACCCACATTTTT 232

Ai03B21914 Araip.B03 21914 p3 (TTA)5 15 79545590 79545604 TGTAACTGCCAAATGGGTGA ATTCATTCGCACCCAAGAAC 276

Ai03B21915 Araip.B03 21915 p3 (AAG)5 15 79554282 79554296 TGCTGGACTCTGGGATTAGG CTAGTTGTCGCGCTCTTTCC 124

Ai03B21916 Araip.B03 21916 p3 (GAA)5 15 79559583 79559597 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 259

Ai03B21922 Araip.B03 21922 p2 (CG)6 12 79611028 79611039 ACAAATCCTCAGATCGACGC TACTAGGATTGCACAGGGGC 236

Ai03B21923 Araip.B03 21923 p2 (GC)6 12 79611310 79611321 TAAGCCTGGGGCATAATCAC GTGGTTGTTTGGGAGGAGAA 226

Ai03B21925 Araip.B03 21925 p2 (AG)6 12 79615723 79615734 TTGGAGATCTCATCTTGGGG TGAGCCCTTGAAAACCAACT 241

Ai03B21927 Araip.B03 21927 p2 (CT)11 22 79662802 79662823 CAAAATTTGTTTCAACCAACTAACT AGAAATTTTGAAAAAGGGGG 129

Ai03B21928 Araip.B03 21928 c (CT)7ccattcatgatcatcccttctgttctccattcaccactcacatccatacacacatccctccatctcctccata(TCT)5102 79664200 79664301 CAGAGTTTTGTGCAAAGGCA TTAGAATGTTGCTCGCCCTC 274

Ai03B21932 Araip.B03 21932 p2 (AT)6 12 79685951 79685962 TCATGCACCCTTGGACAGTA AAAAATGGTATGCGTGTACTAAAAA 225

Ai03B21933 Araip.B03 21933 p2 (AT)6 12 79686508 79686519 TGCATGGTGCTGCTACTAGG CCCAAATAATGCGTAGCCTG 254

Ai03B21935 Araip.B03 21935 p2 (GT)8 16 79687942 79687957 GCTTCATTTGCTAGGGTGGA ACCGATGATGTGAGCAATGA 237

Ai03B21936 Araip.B03 21936 p2 (AT)9 18 79690959 79690976 CTAAGCCTTACCCCTAGCCG GTTGGATACCCAGCCTCTGA 219

Ai03B21937 Araip.B03 21937 c (T)12gtaatctgaaaaatgcagaatgcagtgttaatatgaatgtgatgcaaaactccaggttc(AATAA)596 79698396 79698491 CCAGCGCTACTCCTACGAAA GTGCTAGGTGGGAGACAACC 272

Ai03B21938 Araip.B03 21938 p3 (CTT)5 15 79699433 79699447 TTTCAAACGTCTTGGAAGGG GCCCCAGTGGACAAGATAGA 154

Ai03B21940 Araip.B03 21940 p3 (CTT)5 15 79703820 79703834 GTGGCAGGGATTGTGCTACT CCATTCAACAACTGGAGCAA 262

Ai03B21941 Araip.B03 21941 p3 (AGA)6 18 79710410 79710427 AGGATTCTTCGGTCTTGGGT CTCTACACTCCTCTTGGCCG 178

Ai03B21942 Araip.B03 21942 p2 (AT)7 14 79715000 79715013 TGAGTCCATAACGGGCAAAT CTTCAAATCATGCTCACCCA 271

Ai03B21943 Araip.B03 21943 p2 (TA)8 16 79723512 79723527 GTCGGTCTAAACTTCGCAGG ATTCGAAGCCTGATGAAGGA 216
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Ai03B21945 Araip.B03 21945 p2 (AT)7 14 79738367 79738380 TCTATATGGACCAGGGCTCG AAGCGTCACTAACTTGCTTTCC 267

Ai03B21949 Araip.B03 21949 p3 (GAT)17 51 79760027 79760077 CTCCTCTGTGTGTTGCGGTA GTCCAGAGCAGAGAAGTGGG 240

Ai03B21955 Araip.B03 21955 p2 (AT)14 28 79834508 79834535 CTGAGCGACATAACGACGAA AAGGGACCCGTTAAATCCAC 223

Ai03B21957 Araip.B03 21957 p3 (TGG)5 15 79838586 79838600 CCCTGAGCCACACACATCTA TAGAGCTAGAGCAGCGGAGG 222

Ai03B21958 Araip.B03 21958 p3 (TCA)5 15 79876669 79876683 GGAGGGCGGAATATTAGAGG TTATGCCGAACTCCAAGGTC 220

Ai03B21959 Araip.B03 21959 p2 (AG)15 30 79889736 79889765 GTGCTCTTGATGTTCCACCC CACAGGATCCCCACATACCT 255

Ai03B21961 Araip.B03 21961 p3 (GAA)5 15 79893787 79893801 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai03B21962 Araip.B03 21962 c (AG)6ggtgaaggattttcgaaaatata(T)1348 79894730 79894777 TCCCTGCTCATAAGAAAGAGG TCCCCCTTTTTCAAAATTTCTT 279

Ai03B21963 Araip.B03 21963 p2 (AG)6 12 79894907 79894918 GAGAGGGTGAAGGATTTTCG TTTTGTTTGTTTCTCATCTTTTTCA 222

Ai03B21965 Araip.B03 21965 c (T)10catttcattttttttcttttgtttttcttttcta(T)1054 79918660 79918713 CTTTTCACACACATTCATGCC TGGAAAAATAGGTGCACATTCA 227

Ai03B21967 Araip.B03 21967 p2 (GA)7 14 79922939 79922952 CAAACTCCAAACCAAGAGGG TCTCGATTCCAAATCCTTGC 170

Ai03B21968 Araip.B03 21968 p2 (CT)7 14 79927444 79927457 TTTCTTATCTTTTTCAAAACCACC TCGAAATTGGTGAGTGATGTG 279

Ai03B21969 Araip.B03 21969 p3 (TCT)6 18 79930246 79930263 ATCCCCACCTACCTCCACTC TTAGAATGTTGCTCGCCCTC 265

Ai03B21972 Araip.B03 21972 c (T)11caaaatttaagttttaaaaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatatttttgaaaat(GA)7105 79943154 79943258 GAATGAGATGGGGGAGGAAT TTTCTTAACTTTTTCAAAACCACC 226

Ai03B21979 Araip.B03 21979 p2 (CT)6 12 79962923 79962934 TTGATTTTCAAATTTGTTTCAACT GAGAGGGGGTTCAGATTTTTG 256

Ai03B21980 Araip.B03 21980 p3 (TAT)5 15 79963180 79963194 TCAAAAATCTGAACCCCCTC TGCCATCTCCTCTTCCTGTT 279

Ai03B21981 Araip.B03 21981 p3 (TCT)6 18 79965108 79965125 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 225

Ai03B21983 Araip.B03 21983 p2 (AG)6 12 79972190 79972201 TTTTTGGGCTGTTTCTGACC CCTGTGATTGTAGAAGCAATCCT 222

Ai03B21984 Araip.B03 21984 p2 (GA)6 12 79974071 79974082 TGAAGCAAGAAAAAGCAGTGAA GGATCCTTTTTACCCTTGCC 124

Ai03B21985 Araip.B03 21985 p2 (TA)19 38 79978780 79978817 TTCTGATGTAGGGCGTGATG TTGAGTGCGATGTGGTTTTC 219

Ai03B21988 Araip.B03 21988 p2 (TC)7 14 79995290 79995303 CCATGGGAACGATATCCACT CCACATGATTCACTTTATCTCTCC 149

Ai03B21990 Araip.B03 21990 c (TTC)7ctcttcctcc(TCT)649 80000963 80001011 AACGAATAAACCCCAAAAACG GAGGAAGAAGAACGTGCAGC 224

Ai03B21991 Araip.B03 21991 c (A)10taatagacaatgnnnnnnnntagcacaacttatacttattttctttaaat(A)1070 80002452 80002521 GAACAGTGCTTGGTTGGAGC GGGTTTGTTGGGACACAAAT 238

Ai03B21992 Araip.B03 21992 p2 (TG)6 12 80004397 80004408 AGAGGAGCTGCCACATCACT CATTCCCTTCCACTCCAAGA 158

Ai03B21994 Araip.B03 21994 p2 (TC)18 36 80009475 80009510 CGCAAAGCTCTTGGTTTTTC TCTCCTCCACGAGGAATGAC 181

Ai03B21996 Araip.B03 21996 p4 (AATG)5 20 80018119 80018138 CGTGACGCCCCTATTTTTAG TGCCACATTTTCAAGCTTTC 274

Ai03B21997 Araip.B03 21997 p5 (AAAGA)5 25 80024679 80024703 GAAAGCTCAAAGGGTTTCCC TCTGAGTGGGGTTGATGACA 274

Ai03B22000 Araip.B03 22000 p3 (TTC)5 15 80044164 80044178 GCCCTCCAATCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai03B22003 Araip.B03 22003 p4 (TTAG)7 28 80058455 80058482 TTTCTTTCCCTCCCTCAACC CATCAACAATGAATCCCAACA 251

Ai03B22007 Araip.B03 22007 p2 (CT)7 14 80079574 80079587 ATCCACCCTCCTAACTGGCT TGGTCATACGCGATTGGATA 158

Ai03B22013 Araip.B03 22013 c (AG)6gggggg(GA)732 80087820 80087851 AGTTTGGGATGCCCTTCTCT TGGATGTATGATGGGCTCAA 202

Ai03B22015 Araip.B03 22015 p2 (AC)7 14 80095424 80095437 CCCTAACTTTAACCCTAACCCAA TGCGACGAAGAGAATGACAG 154

Ai03B22023 Araip.B03 22023 c (GA)9tatt(GA)8 38 80140695 80140732 AGCGACAGAAGAGGGTTTCA AAACATGAGTTCCTTCCCCC 105

Ai03B22025 Araip.B03 22025 p2 (AT)10 20 80144463 80144482 TTTAAAACAAAGGGCGCAAC AGATTGAGCCTGGAGCTTGA 134
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Ai03B22029 Araip.B03 22029 c (A)12gaaaagaaaagaaaacgagaaaaaaaa(AT)753 80167138 80167190 GAAAATTGTGGGAACTTGGG TGGGGTAATTTTGTCCCCTT 233

Ai03B22031 Araip.B03 22031 c (A)11gat(A)12 26 80172956 80172981 CGGCCAGTTTCACCAAGTAT TGTTTTCTCGACTTCTCGCA 235

Ai03B22036 Araip.B03 22036 p3 (TTA)8 24 80178519 80178542 GACGCTATGAATGCACCAGA TCAAATTCACACACCCGGTA 252

Ai03B22037 Araip.B03 22037 p3 (CAA)16 48 80181097 80181144 CAATTCGGGGATCATACACA AATCGTGACATTACGCGTTC 233

Ai03B22038 Araip.B03 22038 p2 (GA)7 14 80181623 80181636 TGCAAATTGGAGAAGCTCTG AAAATCAAACTCGTTTGGCG 258

Ai03B22041 Araip.B03 22041 c (A)11tgttttc(A)11 29 80202584 80202612 GGACAACTGACGGTTCACCT TTGAAACCCCAGTCCAAAAG 235

Ai03B22042 Araip.B03 22042 p3 (TAT)5 15 80203387 80203401 TCTCCCCTTCTTTTCTTCCA CAGGTTCTGGATCTGCTTCC 151

Ai03B22043 Araip.B03 22043 p2 (CT)19 38 80208990 80209027 AAAAGGGAAGAAAAGCTGGC TGGGAAGAGAAATGGAGGTG 268

Ai03B22044 Araip.B03 22044 p2 (TA)8 16 80214189 80214204 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 260

Ai03B22045 Araip.B03 22045 p2 (AG)8 16 80218514 80218529 TCAAATCATAACATGGGAAGGA AGGGGAGCTCGCATTTTTAT 243

Ai03B22046 Araip.B03 22046 p2 (TA)6 12 80236330 80236341 TTGTCATCACGGGTTTCTGA AGTTGCATCCGTTACTCACTCT 276

Ai03B22047 Araip.B03 22047 c (A)14gaagaaaaagaagaagcttt(A)12tagg(A)1161 80239865 80239925 CGACATTATGCATACCCATTTTT TGGCTTTTTCTGCTTGCTTT 277

Ai03B22053 Araip.B03 22053 c (TAT)7atttttaatatttgattaaatgttcttgtatttagtac(T)1069 80253547 80253615 ATGAGGGCTAACACCACAAA TCCGATCTATGAACACCCCT 252

Ai03B22054 Araip.B03 22054 c (CA)18(TA)8 52 80254260 80254311 CAAAATTCCACCGTAGCAGG GGTGGCTGCAGAGAGGTTAG 279

Ai03B22055 Araip.B03 22055 c (T)13aaatattgaatttatataactttct(A)1048 80263074 80263121 TCTTCAGACCTCCTAAAGCAAGA AAAGAGCTTTGACACGGACA 257

Ai03B22056 Araip.B03 22056 p2 (GA)6 12 80266271 80266282 GTCGCAAGGTAGACCAGGAC CCGAAATTCAAAGGAAACGA 251

Ai03B22057 Araip.B03 22057 p3 (TTG)5 15 80270183 80270197 TGTCTTTAAAAATGCGGCAA GCAACAACCAGATGCAGAAG 230

Ai03B22058 Araip.B03 22058 p2 (TC)7 14 80272856 80272869 GCCAAAGACAAAGTCACGGT ATGTTGCAACGACGAATCTG 106

Ai03B22059 Araip.B03 22059 p2 (TC)7 14 80277382 80277395 GCCAAAGACAAAGTCACGGT ATGTTGCAACGACGAATCTG 106

Ai03B22063 Araip.B03 22063 p3 (ACA)5 15 80313822 80313836 ATTTTGTCATGACCCGAACC TGGTTGTGGATATGGTTGGA 206

Ai03B22077 Araip.B03 22077 c (T)11c(T)13 25 80370600 80370624 TGAATCAGGAAGGGGCTATG CGCCGTTCTCATTAACGTCT 240

Ai03B22078 Araip.B03 22078 c (A)11ggtgaactccaaatcttcatctttagattctggtgtttgtttgacc(A)1269 80371357 80371425 GTAGTGGGTTCGGGTAGGGT GTAAAAACGCGCCACTCATT 200

Ai03B22079 Araip.B03 22079 p2 (TC)11 22 80371600 80371621 TGCATAACCAAACCAAACCA ACAGCATGGATTGCAGTGAG 209

Ai03B22081 Araip.B03 22081 p2 (AT)9 18 80380895 80380912 AGACGTAGAGAGGCACCGAG GCTGTTATTCCTTCATCGGC 192

Ai03B22082 Araip.B03 22082 p2 (TC)6 12 80386796 80386807 AAACGTGAAAACGGAGCAAC AGTCACCATCGAAGGGAAGA 241

Ai03B22083 Araip.B03 22083 p2 (AT)8 16 80389025 80389040 GCATCCCCAAGCTCAAAAAT CAGTGGCTTGTCACCACTTG 261

Ai03B22084 Araip.B03 22084 p2 (AT)7 14 80407001 80407014 TGTCATGGATCCTCTAATGGAA AACGGTAAAGCTTGACATATCC 151

Ai03B22085 Araip.B03 22085 p2 (CT)8 16 80413861 80413876 TTTTCACTTACCCAGGGACG CTTATCGGCGACAATGGAGT 279

Ai03B22086 Araip.B03 22086 p2 (GT)6 12 80417515 80417526 TGATTTTGGGAGAGTTGGAAA GGCATTTTTGTCCCCTTTTT 226

Ai03B22091 Araip.B03 22091 p3 (GAG)6 18 80468686 80468703 ACCTCACCAGAAGAGCCAGA AAAGGGTCCAGGAGGCTAAA 216

Ai03B22094 Araip.B03 22094 p2 (AG)6 12 80476346 80476357 CGTGCAGAAATTGCAGAAAA GGAACATTGAACCTGTGATTGA 263

Ai03B22096 Araip.B03 22096 p2 (AT)6 12 80491118 80491129 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 251

Ai03B22098 Araip.B03 22098 p5 (TTATC)5 25 80517358 80517382 GGCTATGCTGCTGATCCTTC CAGCCCAAGCCTACAGAGAG 260

Ai03B22100 Araip.B03 22100 p2 (CT)6 12 80533955 80533966 ACCATTCTGGGCATTTAACG ATGTGGATTGGTGAATGGGT 255
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Ai03B22103 Araip.B03 22103 p2 (CT)8 16 80542847 80542862 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 271

Ai03B22104 Araip.B03 22104 c (TC)9atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaacccc(CT)695 80542999 80543093 CAAAAATCACTAACCATTTTTCAA GCCCAGGTATAGAGGTTCCC 213

Ai03B22105 Araip.B03 22105 p3 (TTC)5 15 80545542 80545556 CCCTTCTTGGCCAAAACATA GCTTTTGTCTTCCCTTTCCC 200

Ai03B22109 Araip.B03 22109 p5 (TTATC)5 25 80569228 80569252 GGCTATGCTGCTGATCCTTC CAGCCCAAGCCTACAGAGAG 261

Ai03B22110 Araip.B03 22110 p3 (GTT)5 15 80582474 80582488 GTTGGTAGAAGAGGAGGGGG GGGAGCAATCAAAAGCAAAG 216

Ai03B22113 Araip.B03 22113 p2 (CT)6 12 80593493 80593504 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGAGGGTAGAGATGTGAGA 280

Ai03B22114 Araip.B03 22114 p3 (TTC)5 15 80595575 80595589 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 204

Ai03B22115 Araip.B03 22115 p2 (TA)8 16 80606393 80606408 CTTTAGGGCATTTTGTCCCC GTGGGGAAGTTGAATTTGGA 226

Ai03B22119 Araip.B03 22119 p2 (AT)7 14 80633918 80633931 GGGGAGGATTCGTCATTTTT TTCCTAATTTTCAACATCGCAA 271

Ai03B22126 Araip.B03 22126 p2 (AT)9 18 80663580 80663597 TGCTCAAACTCACGAACTGG CCATTAACTCGTGAGCTGGC 227

Ai03B22127 Araip.B03 22127 p2 (TC)6 12 80664220 80664231 TTTTCCCCTTGGCTTACCTT TGTAGGTGGGGGTACTCAGC 142

Ai03B22128 Araip.B03 22128 p2 (TA)6 12 80666911 80666922 ATCCAACAGGGACAAAGCAC CTTCGCACAACTAACCAGCA 257

Ai03B22130 Araip.B03 22130 p3 (ATT)5 15 80669876 80669890 GCCTTTTGGTCTATCCTTCTTTG TCTTGATCCATCACACCAAAA 256

Ai03B22133 Araip.B03 22133 p3 (TAT)5 15 80677987 80678001 AGCTTCAGCGTGAGGATGTT TTTGACAATTGGGATGCAGA 151

Ai03B22134 Araip.B03 22134 p3 (TGT)7 21 80680296 80680316 CTGGTTCCGAGGGACTATGA ATGACGTCTTCGACGATTCC 259

Ai03B22136 Araip.B03 22136 p6 (CAGTTC)6 36 80685631 80685666 GTCACTACCAGCCGAAGGAG GCAGTTGCTGACTGATGAGC 264

Ai03B22137 Araip.B03 22137 p2 (TA)7 14 80687701 80687714 CAAAAGTTGCTAGCCCCGTA TCAGCTCCACGCTTATACAGA 256

Ai03B22145 Araip.B03 22145 c (A)13gtagtttgcacgcag(T)1139 80696651 80696689 CAAGATTTATTGTCGGGGGA CCGGTTCGATTCGATTAAGA 233

Ai03B22148 Araip.B03 22148 p4 (TTTA)5 20 80713213 80713232 TGTATCTCTCCCAGGCATCA TCGAAAATCTTCACCCATTTTT 144

Ai03B22150 Araip.B03 22150 p2 (GT)8 16 80716011 80716026 TGATTCTTGCTTGAACACTTTCAT CAAGAACAAGGAAGCATGGAG 275

Ai03B22153 Araip.B03 22153 p2 (TC)8 16 80723551 80723566 CTTCTTCTACCACCTCCCCC CTTGTGATAGCCACTGCGAG 240

Ai03B22154 Araip.B03 22154 c (AT)9(A)11 29 80732575 80732603 CCCACCATGGTATGATCGTT TAACAGTCGCACGATTCCAG 265

Ai03B22158 Araip.B03 22158 p2 (CT)7 14 80738657 80738670 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGTTCGG 269

Ai03B22159 Araip.B03 22159 c (A)10tccgaaccc(CT)631 80738853 80738883 CGAAAACCCTCTTTCTCTCTCA GTTCTTGTCCTTGCTCCTGC 230

Ai03B22160 Araip.B03 22160 c (A)10gaaaaaataggcg(A)1134 80743239 80743272 TGGTGACAATGCTTCTCGTT TGCTCTTGCCTCTTGGTTTT 280

Ai03B22161 Araip.B03 22161 p2 (TA)9 18 80753780 80753797 ATCTTTATTGCCGGATCCCA TTTTTAAATTGTGTTTGACGTTTT 250

Ai03B22163 Araip.B03 22163 p2 (CG)6 12 80770950 80770961 GGAGGAGAAAAGCAGGGTG ATTGCACTTCCGCAACTTCT 189

Ai03B22164 Araip.B03 22164 p2 (TC)9 18 80776223 80776240 ACCGCGTCAATCCATCTAAG AAGAAAAACCTTGATAATGGGGA 220

Ai03B22166 Araip.B03 22166 p2 (TA)6 12 80784989 80785000 GGTTTGGTTGAACTGGGAAA GTACCCTAGCCGGCCTAAAC 278

Ai03B22167 Araip.B03 22167 c (TTG)5atgatgcttttggtagcttctgtttattccttttattccattgttatttttgatgctttggttgcttctgtttctgctgcttctg(T)11111 80811372 80811482 TCCTCCACATCGTTGTTCAC TGGAATTAGAGCGACAACAAAA 267

Ai03B22175 Araip.B03 22175 c (A)16ccaaaaagattttttgttaaatttgaattttgcttgctttagaatgtttatagattaggagagtattaaattctgtgtttgtgcttcttt(A)15121 80840033 80840153 TGTTTATTGCATTCATGTTTTGC GTGATATCCACCATCCGCAC 277

Ai03B22179 Araip.B03 22179 c (A)11tcaattttcaattttcaattttaaaaaaaattcaattttcaaaatttaaaattcaaattt(A)1081 80850716 80850796 TTGCAAACGTGTGCCTTATT CATAGCCAAAGGGGTGAGAG 266

Ai03B22181 Araip.B03 22181 p3 (GAA)5 15 80853916 80853930 TTACCACCGGTCTTAGGTGC CATATGGCCGAACCATAACC 255

Ai03B22184 Araip.B03 22184 p2 (AT)22 44 80876024 80876067 TGGGTAGACACAGTGGCTTG CAGTTATACAGCCAACGCGA 263
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Ai03B22185 Araip.B03 22185 p3 (ACA)5 15 80883902 80883916 TTGAGGACAAGCAATCATGC TGCTTGCAATTGAATGTACAGA 147

Ai03B22187 Araip.B03 22187 p2 (TA)6 12 80908517 80908528 CCATTTGCCCTAGGTTGAGA CCATTGGACAGTCCCTCTGT 207

Ai03B22188 Araip.B03 22188 p2 (GA)6 12 80915819 80915830 TCGAACACAGAGAGGGAGAAA TTTCGAAAACTCCTCACCACTT 263

Ai03B22190 Araip.B03 22190 p3 (GAA)7 21 80932450 80932470 AACATGCCCCAGTTGAAGAC TCTGCTTTCTGGACTTCCGT 186

Ai03B22193 Araip.B03 22193 c* (A)10(AT)9*aagaagaaaaagaaaatatatagaaaagaaag(A)1170 80981086 80981155 TGATTTTGGGAAATTTGGGA TGGGGTACTTTGTCCCCTTT 267

Ai03B22194 Araip.B03 22194 p4 (AAAT)5 20 80991802 80991821 CCAAAATCTCTGGCTGGTTT GAGGAAGAGGCTGGGTGATA 280

Ai03B22195 Araip.B03 22195 p2 (GC)6 12 80996107 80996118 CGTATGCGCCGTTAACACTA CGAATGCAATGGACAAAAGA 275

Ai03B22198 Araip.B03 22198 p2 (CT)8 16 81026999 81027014 CCTGGAATGAAGAAACGAAGA ACAGATTTCTCCTCCAGCGA 228

Ai03B22201 Araip.B03 22201 p3 (CTT)5 15 81030476 81030490 ACTTCCCGTGAAGGATGATG GAACCTCCATGGGAAAGTCA 261

Ai03B22208 Araip.B03 22208 p2 (CT)7 14 81085642 81085655 AGCAGAAACGAAGCTCCATC CAGAGGAGAAGGAAGAGCGA 263

Ai03B22217 Araip.B03 22217 c (AAG)6gtgcagcaagaagaagaaaaagaaagaagaagaacgtgc(AGA)7aaaagaaaagaaggtgcaat(GAA)9(AAG)5aggaagaggaagag(GAA)5gaggaagaagaacgtgcagc(AAG)5204 81129106 81129309 GATTTCAGAGCTTGATGTCAAAAA ACTGTTACGGCACGTTTTCA 280

Ai03B22221 Araip.B03 22221 p3 (AAT)6 18 81131999 81132016 GCTAGTTATCAGAGCAAGTGCAA CTACGGTTTCGGGCTAATGA 239

Ai03B22224 Araip.B03 22224 p3 (AAT)5 15 81138301 81138315 CATTATCCGCAAGACAAACATC TGAGGATCTTGAAGAAAATATTGG 280

Ai03B22229 Araip.B03 22229 p2 (CT)7 14 81167483 81167496 GCATGTGCATCTTGCATTTT AAAAAGGGGGAGATATTTTCG 224

Ai03B22231 Araip.B03 22231 p3 (TAT)6 18 81168442 81168459 TTTCTTCCACTCACAAAGGGA TTATTTTCGGCTGCCATCTC 246

Ai03B22241 Araip.B03 22241 p3 (TTA)7 21 81199998 81200018 TGCTCACAATGGGACAAAAA AATACAGGTGGGGGTTGATCT 227

Ai03B22242 Araip.B03 22242 p2 (TA)10 20 81203250 81203269 AAATGTCATCCATTGACCAACA TTACATTTTGCACTTTGGGC 250

Ai03B22244 Araip.B03 22244 c (A)13cttgtatctcaaactccagaaaaaattaaaaattaaaaactgacaaataacgatctcaaccattctatcacattattcc(A)12104 81219013 81219116 AGGCTGTCGCCGATTAAGTA TGAATCATTCTAAAAGCTGCAAA 254

Ai03B22245 Araip.B03 22245 p2 (AT)6 12 81220218 81220229 CCCCAAATCTAACCTCTCCTC TAGCGAGGTTTCAAGTTTGGT 244

Ai03B22246 Araip.B03 22246 p2 (TA)8 16 81221221 81221236 AACTTTAAACCGCAACACCG TTGTTTATTGTTCCCTCGCC 184

Ai03B22248 Araip.B03 22248 p2 (TA)9 18 81232974 81232991 AACTTTAAACCGCAACACCG TTGTTTATTGTTCCCTCGCC 177

Ai03B22249 Araip.B03 22249 c (T)12ggtgctcaaataatattgtgttatcttcttcttctttcataattattttttggtgctcaaataatattgtgttattgtgattatatgaaaaag(A)10115 81247641 81247755 TCTCACTTTAGTTTCTTCTTCTTTCA GGATTGATATCTAAACTGATCCTATTG 274

Ai03B22255 Araip.B03 22255 p2 (GA)23 46 81271347 81271392 TCACAAATGGCTCATTGCAT AAAATGGCGCCTCTAGGAAT 235

Ai03B22257 Araip.B03 22257 p4 (TAAA)7 28 81281579 81281606 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 206

Ai03B22266 Araip.B03 22266 p2 (AT)14 28 81340386 81340413 GCAAAGAGAAAAGAACAGAAAGAAA CTTCAGTTTCGTCCCCCTC 279

Ai03B22267 Araip.B03 22267 p2 (AC)6 12 81346488 81346499 GGGCTAAGGTAAGGGTGAGG GGGGATAATACAACCCCAATG 230

Ai03B22275 Araip.B03 22275 p3 (AAT)8 24 81403642 81403665 TTCAGGTTCTGGGTCTGCTT CTCCCCCTTTTCTTCCACTC 158

Ai03B22276 Araip.B03 22276 p2 (GA)6 12 81403981 81403992 TGAGGAGGGTTGAGATGTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 279

Ai03B22279 Araip.B03 22279 p2 (AT)8 16 81410733 81410748 TTCCACCCTTCTCATCATGC GAAGGATAAATGGGCAAGCA 253

Ai03B22284 Araip.B03 22284 c (CT)8gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaaaaggatccc(TAT)9114 81419098 81419211 CCTCACTCACGAAAAATCCG CTTGTCTTTGCTCCTGCTCA 182

Ai03B22285 Araip.B03 22285 p3 (TTC)5 15 81422209 81422223 CACCACTCACATCCATCCAC CGCCCTCGAGTAAGAGAAGA 264

Ai03B22286 Araip.B03 22286 p2 (CA)8 16 81425960 81425975 AGTTGGGCCAAACAAAACAA GCTGCAAACGGGATACAAAT 258

Ai03B22289 Araip.B03 22289 p2 (TC)6 12 81434673 81434684 AGCTGCGTGTTGTGTCAGAG GAGAGGAGAGTGTTTGCGCT 161

Ai03B22290 Araip.B03 22290 p2 (TA)8 16 81444709 81444724 TTGGGGTAATTTTGTCCCCT TTTTGGGAACATGGGTTGAT 231
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Ai03B22292 Araip.B03 22292 p3 (AGA)6 18 81452541 81452558 ACAGCATCAGCAGTCAGGTG ATCTCTTTCCCACCCAATCC 191

Ai03B22293 Araip.B03 22293 p2 (AG)11 22 81455508 81455529 TCGAATTTGGGTGAGATGAA TTTCTTATCTTTTTCAAAACCACC 275

Ai03B22295 Araip.B03 22295 c (A)14tagggcatcggcgcccaagcgagcagt(GC)653 81462660 81462712 TGTTGAATTGCATTTTGCTTG AGGCATAAAGTGGGCACAAC 253

Ai03B22296 Araip.B03 22296 p2 (GC)6 12 81462856 81462867 AGTTGTGCCCACTTTATGCC AAAAACAGGATGCAAATCCG 235

Ai03B22297 Araip.B03 22297 c* (A)13(AAT)6* 29 81463084 81463112 CGGATTTGCATCCTGTTTTT GCAATGAATGAAAACAAGGAAAT 257

Ai03B22302 Araip.B03 22302 p2 (AG)6 12 81487687 81487698 CTTTTGCTCATCCCCAAGAA CCCCCTCCCTCTCCTTTTAT 255

Ai03B22303 Araip.B03 22303 p2 (TA)7 14 81492822 81492835 GCTTTGTGTGAACGTTTTGC CTAAGCCTTATCTCGTGCCG 176

Ai03B22304 Araip.B03 22304 c (AT)10agaagaatggtataatctagaagcccgatgaaggatatagct(A)1072 81499067 81499138 CTTACCTCGCGTCGTAAAGC GTTTGCGCTTTTGAAATCCT 155

Ai03B22305 Araip.B03 22305 p2 (GC)7 14 81509084 81509097 CATGCAGAAGCAGCTTGAAA TCTTTGGAAAAGCAGCATCA 270

Ai03B22306 Araip.B03 22306 p2 (GC)6 12 81513175 81513186 GCGTGCTAGAGGTATTTCGC AGTTATGCCCACTTCATGCC 248

Ai03B22309 Araip.B03 22309 p2 (CT)6 12 81520281 81520292 TTTTGTTTGTTTCTTATCATTTTCA GGGGTTCGAATTTGGGTAAG 277

Ai03B22310 Araip.B03 22310 p2 (TC)6 12 81520445 81520456 CGAAAATATCTTCCCTCTTTTTCA GGGGTTCGAATTTGGGTAAG 219

Ai03B22311 Araip.B03 22311 p3 (TTC)5 15 81522386 81522400 AGCCCTCCATTCTTCCTCAT CCTTAGTGATGGTGGCGTTT 250

Ai03B22312 Araip.B03 22312 c (A)10tagcg(A)10 25 81522969 81522993 TGAAGCAAGAAAAAGCAGCA TTGTTACCCTTGCCTTTTGG 157

Ai03B22313 Araip.B03 22313 p2 (AT)6 12 81530659 81530670 ATGAAGCACAATCGGTCCAT GTTTGCGCTTTTGAAATCCT 229

Ai03B22316 Araip.B03 22316 p3 (AGA)7 21 81551750 81551770 TTAGAATGTTGCTCGCCCTC ATCTCTTTCCCACCCAATCC 133

Ai03B22317 Araip.B03 22317 p2 (GA)7 14 81554274 81554287 TCGAAAATAGTTTTGGAAAAAGGT TTGCATGTTTTCCATGCATTA 258

Ai03B22321 Araip.B03 22321 p3 (TTG)6 18 81567973 81567990 GGAGCTGTGGACACTCATCA CACAGGAACAGCCACTCAAA 232

Ai03B22322 Araip.B03 22322 p2 (TA)12 24 81571328 81571351 TGAGCTTATTTCTTCATTGGGC TGGGAGCACAATTTTTGACA 278

Ai03B22323 Araip.B03 22323 p2 (AC)6 12 81590370 81590381 TTTCAAGGTTGTAATGGGGC GGGGTAAAACCATCCCAAAT 239

Ai03B22325 Araip.B03 22325 p2 (AC)6 12 81612502 81612513 GGGCTAAGGTAAGGGTGAGG GGGGGTAAAACCATCCAAAT 227

Ai03B22326 Araip.B03 22326 c (T)11ctttc(T)10 26 81612659 81612684 ATTTGGATGGTTTTACCCCC TTGGGAATTTGGGTGCTTAC 134

Ai03B22327 Araip.B03 22327 p4 (ATAC)6 24 81620801 81620824 ACAGACCCGGTTGACTTGTT GCTTTGCTGTATGGACCAGG 109

Ai03B22328 Araip.B03 22328 p3 (AAG)7 21 81625125 81625145 TCAAAAGTTCCGGTTTGAGG ACCCTCTTCAATTTTTGCCC 250

Ai03B22331 Araip.B03 22331 c (A)10gcttatgcttttaccacaccaaacttataattttgttcgccctcgagcaagagaagaaagaatagat(GAA)592 81633090 81633181 GCTTTTGTCTTCCCTTTCCC AATGGCCGAACTTACTCCCT 278

Ai03B22332 Araip.B03 22332 p3 (ATT)5 15 81636982 81636996 AATGGCAAGAATGGAGATGC TGAGCAGGAGCAAAGACAAG 237

Ai03B22333 Araip.B03 22333 p2 (AG)8 16 81637251 81637266 CAGGGGTCCTTTTTACCACA CGAAAATATCTTCCCTCTTTTTCA 242

Ai03B22334 Araip.B03 22334 p2 (AG)6 12 81637425 81637436 TTCGAACACAGAGAGAGAGAGAGA TTGATTTTCAAATTTGTTTCAACT 271

Ai03B22336 Araip.B03 22336 p2 (AT)6 12 81638848 81638859 TGCCTCTATGCTGATGGTTG TCGAGTTTGGACAACTGACG 261

Ai03B22337 Araip.B03 22337 p3 (TTA)5 15 81641436 81641450 GGAGGCTAGAAGCCTAAAGCA AGTTGCCCTTTGCACTTCTT 280

Ai03B22338 Araip.B03 22338 p2 (AG)6 12 81652397 81652408 TGAGGAGGGTTGAGATGTGA TTGTTTCCTAACTTTTTCAAAACTACC 274

Ai03B22342 Araip.B03 22342 p2 (GA)7 14 81663161 81663174 GGGGGAAAGAAGAAAAGAAAA GCGACCGCGTCAATTAGTAT 233

Ai03B22346 Araip.B03 22346 p2 (AG)10 20 81676863 81676882 AGCAACGGCGACTAAGTGAT CGCCTACCTCTTCACAGCTC 189

Ai03B22347 Araip.B03 22347 c (GT)20(GA)11 62 81682467 81682528 CTTACCTCCTGCACTGCACA TTCAACCATGAACCATCCCT 233
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Ai03B22348 Araip.B03 22348 p2 (TC)7 14 81682977 81682990 ATGTGGATGCCATTTCCAAT GAACATTGCTATTATTGATGCTGTG 177

Ai03B22349 Araip.B03 22349 p4 (TTAT)5 20 81683197 81683216 CACAGCATCAATAATAGCAATGTTC TCGTTAGAGCTTCGTGCTGA 264

Ai03B22350 Araip.B03 22350 p3 (TTA)7 21 81684206 81684226 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 183

Ai03B22352 Araip.B03 22352 p2 (AT)6 12 81707535 81707546 CAACCTCTCCTTGCCAATGT TGACAACTTATTTGGTATTCATGTG 117

Ai03B22356 Araip.B03 22356 p2 (TA)9 18 81752113 81752130 GCCGGCTCAAATAAGAGAAA CCGAGCTTGAGCTTGGATAA 271

Ai03B22357 Araip.B03 22357 c (T)10atttttttctt(TA)2265 81760825 81760889 TGGGGTATTTTGTCCCCTTT TGCATTGATGCTTTTGTGTG 155

Ai03B22358 Araip.B03 22358 p2 (AC)6 12 81761945 81761956 CGCTTCCGTTTTTGCTTATC CTTTGAAGCATCTCAAGCACA 278

Ai03B22359 Araip.B03 22359 c (A)10gagaagaaaaaaattaggcg(A)1141 81797094 81797134 TGAAGCAAGAAAAAGCAGCA ATGCCACAAGCACATGGTTA 256

Ai03B22364 Araip.B03 22364 p3 (TTC)5 15 81839432 81839446 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai03B22373 Araip.B03 22373 c (TA)6ttttttttgcatttattccgaccttgataatttgttcgaaagaatataaaactcaaagaaaaaaag(T)1088 81921316 81921403 ATAATTTCGTTCGCCGTGTC CAGAAAAACTAACCAGTCTCACACA 179

Ai03B22374 Araip.B03 22374 p3 (TAA)5 15 81921956 81921970 TGAATCTTTGATGTTATATTTACATGG TCTTTTCATTGTTGTTTAGAAAAGTT 216

Ai03B22375 Araip.B03 22375 p2 (AC)11 22 81923518 81923539 CCCAAGATAACCCAACATGC GTCGAGATGTGCCTCTGTGA 202

Ai03B22377 Araip.B03 22377 p3 (TAT)10 30 81938400 81938429 TGCACGAACGTGAATTTTTC ATCGGCAAATACCAGACTTG 206

Ai03B22378 Araip.B03 22378 p2 (TA)7 14 81939331 81939344 AACCATCCACAGCCGAACTA TTGGTGGGAGGATGATTTGT 103

Ai03B22379 Araip.B03 22379 c (TG)9(TA)10 38 81946895 81946932 CCAAGGCCCGAAGTGTTAT AGGAAGCCCCTAATCTGGAA 249

Ai03B22380 Araip.B03 22380 c (TG)9(TA)10 38 81947151 81947188 TCCAGATTAGGGGCTTCCTT ATCTTGGTACAAAAACGGCG 267

Ai03B22381 Araip.B03 22381 p3 (GGT)5 15 81956661 81956675 ACCTGGTAGGCGTATGAACG CAGTGACGCGAAACCCTATC 187

Ai03B22382 Araip.B03 22382 p2 (CT)7 14 81962817 81962830 GAGCTCGACGAGAGTTTTGC TGGGACAAACGGGTTAAAAA 231

Ai03B22384 Araip.B03 22384 c (TTA)31tat(TTA)13135 81966072 81966206 TTTGGTTAGATTGAACTTTATTTTGAA GATACGGAGGAAGACGACGA 261

Ai03B22387 Araip.B03 22387 p3 (TAA)6 18 81969480 81969497 GTGAGTCCGTTTTTCCTCCA GACCGGTGCCATTATCATATC 179

Ai03B22388 Araip.B03 22388 p3 (AAT)13 39 81969671 81969709 TAATGGCACCGGTCGTGATA CCCACGTGATAATTTCAATTTTATT 242

Ai03B22389 Araip.B03 22389 p3 (ATT)6 18 81971580 81971597 GCACATTCACGAAAAATACTCA GGCCACTTTTTCCTGCTTTT 249

Ai03B22391 Araip.B03 22391 p2 (TA)6 12 81994557 81994568 CGCTGGCTTAGGGAATTTTT ATGAGCCTGAGTCGTTGTTT 278

Ai03B22395 Araip.B03 22395 p4 (GGAA)5 20 82001936 82001955 TCCCATTCTGGAGGACTCTG GGATCGGCAACACGATCTAT 172

Ai03B22399 Araip.B03 22399 p2 (TC)16 32 82016606 82016637 TGGGATAACCCTAAAGCACG GAGAGCGAGGGAGTGAGAGA 230

Ai03B22402 Araip.B03 22402 p3 (GAT)7 21 82042857 82042877 TGGGGTTCATTTGGAAAGAG CAACATAGTCCTCATCATCCGA 251

Ai03B22404 Araip.B03 22404 p2 (TA)8 16 82050694 82050709 AATTGTGTTGTAGGTGTGACAAGT GCATATCATTCTCAATCATGGC 127

Ai03B22406 Araip.B03 22406 p3 (TTG)5 15 82078746 82078760 GGCTCGTCGGATTCTTCTT ATCAAACAGAAGCAGCAGCA 259

Ai03B22409 Araip.B03 22409 p2 (GA)18 36 82088053 82088088 TTGAGACCAAAAGTTAGCTTGAGA CGCTACCGGAAACACCTACT 276

Ai03B22414 Araip.B03 22414 c (A)10gaagctggaaagttaaaaagaaaaaaaagggtatatggatttaagtgcaatgttttttattgcc(T)1286 82098428 82098513 TGCAGAGTTGGAATGCTGAC CCTCTACAAGCCATGTGCAA 151

Ai03B22421 Araip.B03 22421 p3 (AAT)5 15 82119882 82119896 ACCCTGAGAATCCTGCAATG GTTATTGCCAAACCGTGCTC 170

Ai03B22422 Araip.B03 22422 p2 (AG)8 16 82121884 82121899 GGACATTGTACCTGGGATCG CATCCATTCATGAGGAGGCT 154

Ai03B22427 Araip.B03 22427 p3 (TTA)6 18 82151853 82151870 GGTGGATGTCTAGATGCGGT CATTTGGTCATTTGAATTTGGA 239

Ai03B22429 Araip.B03 22429 p3 (AGA)5 15 82183255 82183269 TGGAAGTGAAGAGGGATGAGA CGAACAGAGAGTTGCGTGAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B22431 Araip.B03 22431 p4 (TTTA)5 20 82202430 82202449 CCAATGGAGGGTATGCAGAT GTTCCTTGGTGTTTTCCCCT 271

Ai03B22439 Araip.B03 22439 p4 (AAAT)6 24 82255893 82255916 TTGATTTCCCTTTGATTTTCG GGGATTAGCATATGACCCCA 267

Ai03B22440 Araip.B03 22440 p3 (ATT)5 15 82278247 82278261 CCACTTGTGCCTCCAGATTT ATGGAAGGATCAGCAGAAGC 227

Ai03B22442 Araip.B03 22442 p2 (AG)7 14 82310020 82310033 TGAAAAAGAGGGAGATATTTTCG TGCATGCATTCATTGTTTTG 280

Ai03B22444 Araip.B03 22444 p3 (AAT)6 18 82318422 82318439 TCAGCTTCAACAAGAATGCC TCTGCTCTCCTCACCCTTGT 188

Ai03B22445 Araip.B03 22445 p2 (AG)7 14 82318762 82318775 GCAGAGATGTGAGGTGAGGAG TTTTGGTTTGTTTCTTATCTTTTTCA 277

Ai03B22448 Araip.B03 22448 p2 (TA)6 12 82338449 82338460 TCATCAATTCCCCCACACTT TTGCAAGTTGCTTCATTTTGA 261

Ai03B22450 Araip.B03 22450 p3 (AAG)17 51 82358843 82358893 CGGATTTTTGCTGGAGAAGA AGTAATTTGAAAGCCGCCCT 280

Ai03B22451 Araip.B03 22451 p3 (AAT)5 15 82363934 82363948 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai03B22452 Araip.B03 22452 c (A)10tttttttttaaaatttaaaaataaaaataattagttaataaaaaagaaaa(T)10gaaaaagaggggagatattttcgaaaatt(AG)9117 82364189 82364305 TAGAATAGGATGGGGGAGGG TTTTTGTTTGTTTCTTAACCTTTTCA 255

Ai03B22453 Araip.B03 22453 c (T)12gttctgtttcttttcttgtttttcttgtgccttttcaaaactttagttttcg(A)1074 82367709 82367782 GGTGTTCTTTGTTTTTCCTGG AGCCAATTGGGCAGTAAATG 201

Ai03B22454 Araip.B03 22454 c* (AAAT)6(T)10* 33 82368472 82368504 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 197

Ai03B22457 Araip.B03 22457 p2 (TA)10 20 82403714 82403733 CGTTCAGAAAAATGCCCAGT CCAAGAAATTATGGATGGAAACA 224

Ai03B22461 Araip.B03 22461 p2 (CT)13 26 82428132 82428157 TGTTTCTTATCTTTTTCAAAATCACC GAGGTGTGAGATGAAGAGGAGTG 278

Ai03B22462 Araip.B03 22462 p3 (TAT)6 18 82428464 82428481 CTTCCACTCACACAGGGACC TGAGCCAATATGGCATTCAG 269

Ai03B22463 Araip.B03 22463 p3 (TAA)7 21 82452373 82452393 GTTGTGCCAAGCCCTAAAAA CAACACACGAAAAGAGCGAA 217

Ai03B22467 Araip.B03 22467 c (TC)10(TA)7 34 82460883 82460916 CCAAGAATTGGTTCCTTGGT CCAGTAATTTGCAGCAGAAGAA 195

Ai03B22471 Araip.B03 22471 c (A)10tccaaaaaaattagaaaatc(A)1141 82496034 82496074 ATTGAAAGCTTGGCTGGCTA GCATATGCAAGTGACACCAAA 235

Ai03B22472 Araip.B03 22472 p2 (CT)6 12 82496770 82496781 CAAAAATTTGATTTCAAAATATCCC TTTTGAAAAAGGGGGAAGAT 178

Ai03B22473 Araip.B03 22473 p2 (TA)7 14 82498139 82498152 AACGCACCATGTGGTAAACA TTTCCTTAATCCTTAATAAAACTTTCG 238

Ai03B22476 Araip.B03 22476 p2 (AG)6 12 82517514 82517525 TGGGGGAATCAAAGAGAATG TTGAAATAAAATTGGAAGCGA 264

Ai03B22483 Araip.B03 22483 p2 (TA)9 18 82555984 82556001 GGTGAACCACGTTCCAGACT TCAATGTGAATCTTAGAATGGCTT 272

Ai03B22485 Araip.B03 22485 p2 (AG)6 12 82572040 82572051 AAAGAGGGAAGGGATTTTCG TCTTGTGATTTCTTGTGAATCAA 270

Ai03B22488 Araip.B03 22488 c (T)12gaaaagatttaatta(T)11gaaaataaaggagaaatttttgaaagaa(T)1177 82573452 82573528 GTCAGGCTTCACATGCTTCA TCGAGTTTGGACAACTGACG 212

Ai03B22494 Araip.B03 22494 p3 (GAA)37 111 82599625 82599735 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTAATCCCCA 207

Ai03B22496 Araip.B03 22496 c (A)10ccaaaaaaaacaaaaaaaac(A)1040 82614104 82614143 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 245

Ai03B22497 Araip.B03 22497 c* (CTTTT)5(T)10* 31 82617188 82617218 TGCTCTGCTCTGCTCTCTTG TTAAGGGAAAGATGAGGGAAA 266

Ai03B22500 Araip.B03 22500 c (A)10c(AT)7 25 82644864 82644888 TGGGGAAAGTTGAATTTGGA TTCACCACTTACTTTGGGGC 234

Ai03B22501 Araip.B03 22501 c (AT)9aaaaatatagaaaaagaaaaaaaagaaaaatatatag(A)1065 82655031 82655095 TGGGAAACTTGAGACATTGG GGCATTTTTGTCCCCTTTTT 239

Ai03B22502 Araip.B03 22502 p4 (TTTA)15 60 82657440 82657499 TTAAATCAAGCAACCCAGCC GGATGCTGCAGGTATGGAGT 277

Ai03B22505 Araip.B03 22505 c* (A)10(AT)8* 25 82664877 82664901 CCACATGCATTGATATTCTGG CCTACCCATGATTCCCACTTT 203

Ai03B22508 Araip.B03 22508 p3 (TAT)7 21 82695571 82695591 AGGAAGCAGTTTTCCCCTGT AATCGAACCACCATCGATTT 232

Ai03B22509 Araip.B03 22509 p2 (GA)7 14 82710298 82710311 GAAAGAGGAGTGGATCGCAG GGGCAATGTTAGGGAACAAA 278

Ai03B22513 Araip.B03 22513 c (T)15catattttttaattttgtgataaaattatattgtaaacaagtaaaattggatgatttctttcttattgtattagaattttttattgaaggtagagtta(T)10123 82719829 82719951 GTCACCAGACGTGGCCTTAT AAAAATGGCTCACTCAACTTTTT 237
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Ai03B22514 Araip.B03 22514 p3 (TCA)9 27 82724048 82724074 GAATCCTCAACCTCCCCAAT TCTTATCCCGCTCACGTGTT 211

Ai03B22515 Araip.B03 22515 p2 (TC)9 18 82725537 82725554 GAATGTGTGACCACAAACGG TATTCAGCCACACTTTCCCC 161

Ai03B22516 Araip.B03 22516 p2 (AC)6 12 82729722 82729733 AGGCAATTAGATTGTGCTGG TACAAGCACAAAGCCAACCA 267

Ai03B22517 Araip.B03 22517 p2 (AT)6 12 82737974 82737985 AATCGGCCAAGGTATGGTTT GGTTGCTTTCATAGCCAACAT 279

Ai03B22518 Araip.B03 22518 p2 (AT)9 18 82739866 82739883 GCTGACGAAGCGAAGAACTC AACCGGCCAGAACATACAAG 192

Ai03B22519 Araip.B03 22519 p2 (TA)6 12 82743999 82744010 TTGGGACTCAGGGTCGTATC ATAAACCGGCCAGAACACAC 176

Ai03B22520 Araip.B03 22520 p2 (TA)7 14 82746607 82746620 GCAAGAAATGCCATGAAAAA TCGGTTGTTTAGGTATCCCG 177

Ai03B22522 Araip.B03 22522 p2 (AT)6 12 82763928 82763939 AGAAGGGGGTGGTAACTTGG TCCTCACCTTCCACCATCTC 183

Ai03B22523 Araip.B03 22523 p2 (TA)7 14 82765147 82765160 TCTGTAGCGAAGTGGGCTTT AGCTTCGAACTAAGCTTGCG 221

Ai03B22527 Araip.B03 22527 c (A)10tctttcc(T)11 28 82780648 82780675 TTGGTGTCAATTGCATACTCATC AAATTGAAAATTTGATTTGACTCAT 199

Ai03B22528 Araip.B03 22528 p2 (CT)8 16 82781216 82781231 TTTCTTATCTTTTTCAAAACCACCT TTTTGGTGGATGAGGGAGAG 261

Ai03B22529 Araip.B03 22529 p2 (CT)7 14 82781455 82781468 CTCTCCCTCATCCACCAAAA TCAGCTTCAACAAGAATGCC 191

Ai03B22530 Araip.B03 22530 p3 (TTC)5 15 82783570 82783584 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai03B22533 Araip.B03 22533 p3 (CAT)7 21 82796760 82796780 ACCCCCAGCTGGAGTACTTT TCTCTACCGCACTCGTGATG 227

Ai03B22534 Araip.B03 22534 p2 (CA)6 12 82820518 82820529 CTACCTGTTTCCCCCACAAC AAGAACGGAGCAACTCAGGA 153

Ai03B22536 Araip.B03 22536 p3 (AGA)11 33 82835199 82835231 TGAGCAGCAAAAAGGGAAGT AGTCAATGCCCAAACCAAAG 146

Ai03B22537 Araip.B03 22537 p2 (AT)7 14 82839773 82839786 TTATCACGATCCTTGGCCTC GCATCCGATCCGAAAACTTA 163

Ai03B22539 Araip.B03 22539 c (CCT)6ccgcgtcgatgatgacgatgaacaacaagtgctttagcatggactcgttaacattattcccc(ACT)595 82844937 82845031 TTCGTTTCTTGGAATCCGTC TCCTCTTCCGTCCATGCTAC 275

Ai03B22541 Araip.B03 22541 p3 (AAT)6 18 82845802 82845819 CTTGCGGCCATTCTTAATTC TGGATGGTGATGAGTGGCTA 261

Ai03B22542 Araip.B03 22542 p2 (TA)12 24 82851902 82851925 AGGTGGCCTGCAAAATATCA AGCCCATGTTCTTGTGTGTG 269

Ai03B22543 Araip.B03 22543 p2 (CT)7 14 82854922 82854935 TGGCAGAAGTAGCCAGAAGC GTCAGTCGCCGTCCTCTATG 228

Ai03B22544 Araip.B03 22544 p2 (GT)6 12 82855358 82855369 GACGCGCTAGTACGGTTCTC CCCCCAGCTAAACCCTAATC 187

Ai03B22548 Araip.B03 22548 p2 (AT)7 14 82878795 82878808 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 269

Ai03B22549 Araip.B03 22549 p2 (AG)6 12 82884905 82884916 GGGTTCATAAGTCAAGTTGGCA CTCGCCAATTTTCACTTTCC 189

Ai03B22552 Araip.B03 22552 p2 (GC)6 12 82903275 82903286 GCATCGATTGGCTGTTTTCT TTCAGGCCCTTAAATTGGTG 258

Ai03B22553 Araip.B03 22553 p2 (TA)24 48 82904274 82904321 CACACACTCATGCATTCCCT TGAGAATCTTGGGAATTGGG 224

Ai03B22558 Araip.B03 22558 p5 (AAAAT)7 35 82929240 82929274 GTGTGGGAAAATTGGGTTTG TTCACCATTTACTTTGGGGC 279

Ai03B22560 Araip.B03 22560 c (ATT)6agagtaaccgaggccaacttcatatcattatca(TAT)1493 82933695 82933787 TTTCAACAGCCTCAGAAGCA TCCAATGATTTTATTAATGGCAA 261

Ai03B22561 Araip.B03 22561 p3 (TTG)13 39 82938593 82938631 CCCCAAAAAGTGTAGCCGTA CATGCTATAATTCTCACCCATCC 270

Ai03B22564 Araip.B03 22564 p2 (TC)18 36 82952879 82952914 TTCCTTCACAGCTCATGTCG AAATTGCAACGGTAACGCTC 248

Ai03B22568 Araip.B03 22568 c (TAA)5tgccgaggaatgatgttgctgctttaagcttctaacctccgcttttggccatcg(T)1281 82970422 82970502 AAAGAAAAAGAAATGAAACTCGTATT TTGATCTTGCTGTTTTCATTTTC 223

Ai03B22569 Araip.B03 22569 p3 (TTA)6 18 82970793 82970810 CGCAAAACAAAATTTCACAAA CAACTTGAATACACACAAACTTTTTC 181

Ai03B22574 Araip.B03 22574 p2 (TA)6 12 82980008 82980019 TGGGAAGTGTTACCCACAAAG AAACAAATGCGATTCTCTCTCTT 258

Ai03B22579 Araip.B03 22579 p2 (TG)6 12 82997285 82997296 TTTTGCGAATGAAACACCAA TCAGTAGCAGCCCAAGTGAA 241
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Ai03B22582 Araip.B03 22582 p3 (AGA)6 18 83013011 83013028 AGAAAAAGAAGGCGTCACGA CCTCGTACCGTATCGCTCAT 279

Ai03B22584 Araip.B03 22584 p2 (TA)6 12 83016496 83016507 GGTGAGAAGGGTGTGACGAT CCCACTATTCCCCGAAATTTAT 244

Ai03B22588 Araip.B03 22588 p2 (CT)6 12 83026167 83026178 ACCAAGTGAAATAGCGCAAC TTTTGGCCCAGAAAACACAT 268

Ai03B22589 Araip.B03 22589 p2 (CT)6 12 83032470 83032481 AACATGAAGAGTTCATAAGCCAAA TGGGAAAATCCATTCATTCAA 275

Ai03B22590 Araip.B03 22590 p2 (CT)6 12 83033172 83033183 GCACAAAATCCGGAAGAAAA GAGGCTATAAAGTGGGGGAA 246

Ai03B22592 Araip.B03 22592 p2 (AT)9 18 83048728 83048745 GATTTTCAGAATCACAATAATCCA CACGGGTTGTGTGTTCTTTG 214

Ai03B22595 Araip.B03 22595 p2 (CT)6 12 83065962 83065973 CAGAAAGGGGCGTTTTTACA TGGATGTGGATTGGTGAAGA 210

Ai03B22597 Araip.B03 22597 p2 (TC)6 12 83069922 83069933 TTTTTGAAAATCCCTTCCCTC GGAAGATGGGGTTCGAATTT 221

Ai03B22599 Araip.B03 22599 c (A)10gataga(AG)6 28 83088761 83088788 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 235

Ai03B22611 Araip.B03 22611 p2 (TC)6 12 83137169 83137180 TCCTCGCTTATGGGTCTTTTT CGATTTGCACTTGGCAGATA 199

Ai03B22621 Araip.B03 22621 p3 (TGT)6 18 83208767 83208784 GTACGCGTGGGTAAGCAGAT CACGTCGTATGTCATTTCGG 158

Ai03B22629 Araip.B03 22629 p2 (AG)6 12 83247197 83247208 CGTGCAGAAAGTTGCAGAAA CCTAGAGAAAGGAGAGAGCCC 197

Ai03B22633 Araip.B03 22633 p3 (TCT)6 18 83265035 83265052 ATTCTTGGCCGAAACACAAC GCTTTTGTCTTCCCTTTCCC 196

Ai03B22636 Araip.B03 22636 p2 (AG)6 12 83281119 83281130 ATAGGTGAGGGGATTTTGGG AGAAAGGGGAGAAAAGCTGG 262

Ai03B22638 Araip.B03 22638 p5 (AAGAT)5 25 83299584 83299608 GGCCCAAATAGAGGAACACA ACCTGCAAGAAACTCCGATG 257

Ai03B22639 Araip.B03 22639 p2 (AT)11 22 83311901 83311922 CTTCGTGAAGCTTGTTCCAA GATGCAAATGTCAAAGTGGC 116

Ai03B22640 Araip.B03 22640 p4 (AAAT)6 24 83312475 83312498 GCCTAAAATCAAGCAATGTCA GACCCCAAATCAAAGCAAGA 182

Ai03B22643 Araip.B03 22643 p2 (AG)6 12 83335153 83335164 AAGAAGTGGCTGACGATGCT CAATGCCAATGAACTCGATG 256

Ai03B22645 Araip.B03 22645 p2 (AC)6 12 83338916 83338927 GCGTGAATTGTTGGAATCAG GCTTGATTTTTGCTTGAATGC 269

Ai03B22646 Araip.B03 22646 p2 (AT)11 22 83344369 83344390 TTAAGTGTGGGGAGGTCGTC TCAATTGGAATGTCAATGCC 220

Ai03B22649 Araip.B03 22649 c* (TA)13(ATA)6* 41 83364229 83364269 TTTTAAGTGTGGGGAGGTCG TCAATTGGAATGTCAATGCTCT 225

Ai03B22650 Araip.B03 22650 p3 (AGA)5 15 83373982 83373996 TAAAATATTGCTCGCCCTCG TCCCAAGAAACCTTCACCAC 159

Ai03B22654 Araip.B03 22654 p2 (CT)6 12 83403935 83403946 GGAACATTGAACCTGGAATTG ACGTATCAAAAATCGCTGGG 248

Ai03B22655 Araip.B03 22655 p2 (GA)6 12 83428336 83428347 GAGAGGGAGAGGGTTCAAAT TCCTTTTCAAAACCACCTAACAA 280

Ai03B22657 Araip.B03 22657 p2 (CT)6 12 83434495 83434506 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGGAGATGAGGGAGAGGGA 234

Ai03B22659 Araip.B03 22659 p3 (TAT)7 21 83434835 83434855 CCCCTTCCTTTCTTCCACTC TATTTTTGGCTGCCATCTCC 257

Ai03B22660 Araip.B03 22660 p3 (CTT)5 15 83436787 83436801 TGAAACACAACCCCTTCTCC CTCGAAGGTGGAAGCTTTTG 202

Ai03B22661 Araip.B03 22661 p2 (TA)6 12 83448778 83448789 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 273

Ai03B22664 Araip.B03 22664 p3 (CAA)5 15 83483497 83483511 ATTCCCCTCCAAGAGGTCAC CTTGCCCTGCATAATGTGTG 264

Ai03B22665 Araip.B03 22665 p2 (TC)6 12 83500187 83500198 TGGGAATGCATCCATTAAGAA TCAAAGAACAATCTGTGACATGG 240

Ai03B22666 Araip.B03 22666 p2 (TA)10 20 83506644 83506663 TCTCATTTGCAAAAACATGC ATGGGTTTATCAACCTCCCC 266

Ai03B22667 Araip.B03 22667 p2 (TC)6 12 83507530 83507541 GCATCCATTCAAAAGAGAGAGC TCAAAGAACAATCTGTGACATGG 233

Ai03B22671 Araip.B03 22671 p2 (AG)6 12 83522635 83522646 CCAGCGAATTCTGGACTGTT AAGAACCTGGGATTGAGAGTCA 217

Ai03B22672 Araip.B03 22672 p2 (TA)6 12 83525293 83525304 TAAGAAAGGGCCAAAAGGGT GGTTAAGAATTGGGTTCAGGC 174
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Ai03B22673 Araip.B03 22673 p2 (AG)6 12 83525629 83525640 ACTAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 202

Ai03B22674 Araip.B03 22674 p2 (TA)6 12 83526049 83526060 GATCGCGTGGATACCAGTTT CACAAAATCCAGTGAGGGTTC 198

Ai03B22677 Araip.B03 22677 p3 (AAG)6 18 83539932 83539949 TTGGAGATGAATTTCGGAGG CCGAAACACAACCCTCTCTC 215

Ai03B22678 Araip.B03 22678 p2 (CT)7 14 83546398 83546411 GGCACTCCAAGGGTCATTTA GTGTGGAAATGAAGGAGGGA 167

Ai03B22681 Araip.B03 22681 p2 (TA)14 28 83562729 83562756 CTCATCAACTCCCCCACACT CTTGCATTGGATTATTCCCC 224

Ai03B22685 Araip.B03 22685 p2 (CT)6 12 83577600 83577611 ACACCAGGATTGGAAGCAAG ATGGTGAAGAGAATGGTGGG 201

Ai03B22687 Araip.B03 22687 p2 (AT)9 18 83591452 83591469 TCGAGTTTGGACAACTGACG AGCCTCGGTCCAAAAGAGTT 243

Ai03B22688 Araip.B03 22688 p2 (CT)6 12 83592864 83592875 TGAATCACATCTTTTTCAAAATCAA AAAAAGAAGGAAGGGATTTTCG 178

Ai03B22695 Araip.B03 22695 p2 (GT)8 16 83656912 83656927 AGCCAACTTTGAGCCTACGA CCAATGTCCCAAGTTTTCCA 161

Ai03B22696 Araip.B03 22696 p2 (AT)8 16 83666304 83666319 TTCGGCCTCCTAGGTGTAAA AAATTATCCGCTCATCACGC 273

Ai03B22700 Araip.B03 22700 p2 (AG)6 12 83711235 83711246 GGAGGGTGTTGTTGCCTAAA TTGCAAACGTGTGCCTTATT 262

Ai03B22712 Araip.B03 22712 p3 (AAT)5 15 83795389 83795403 CAGGCGGATATCAAATGGTT TAAACTTCAGGCTCAGCCCA 267

Ai03B22714 Araip.B03 22714 p3 (GAA)5 15 83797709 83797723 CCCTCGAGCAAGAGAAGAAA TTCCCTACTACCCCCTCACC 280

Ai03B22717 Araip.B03 22717 p3 (AAG)6 18 83813689 83813706 TAGAATATTGCTCGCCCTCG ATATGGCCGAACCTTAACCC 183

Ai03B22722 Araip.B03 22722 p3 (AGA)6 18 83835220 83835237 TTAGAATGTTGCTCGCCCTC ATCTCTCTCCCACCCAATCC 120

Ai03B22729 Araip.B03 22729 p4 (AAAT)7 28 83874665 83874692 GAAGAGCATGGAAAAGAAAAGAA ATTAAGCTTTGCTTTGGGGC 115

Ai03B22732 Araip.B03 22732 p2 (TA)9 18 83920614 83920631 TTTTGTTTTGGAGAAACGGG GAGGCATTCCGACACCTAAA 267

Ai03B22734 Araip.B03 22734 p3 (GAA)5 15 83923526 83923540 GTATTCGCTTCCAGCTCCAG TCCGGGCACCATAGTAGTTC 259

Ai03B22737 Araip.B03 22737 p2 (AC)7 14 83927143 83927156 ATGTCTGGTGCAATCTTCCC TCATTTGGATGTGTGCCACT 245

Ai03B22738 Araip.B03 22738 p4 (AAAT)6 24 83934907 83934930 TCCCTTACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 253

Ai03B22739 Araip.B03 22739 p3 (ACA)5 15 83945581 83945595 TGGCAGCCACACATAACTTC TTTGATTCTGCTGCCTGTTG 183

Ai03B22740 Araip.B03 22740 p3 (AAT)6 18 83949730 83949747 CTTCCTCTTGGAAGATCCCC TATTGTCTCCCAGCTCCCTG 276

Ai03B22741 Araip.B03 22741 p3 (TAA)6 18 83961036 83961053 TCGATATCGCGATTCAGTTTT CTGCGGGCGATTGTTATACT 257

Ai03B22743 Araip.B03 22743 p2 (AT)6 12 83971354 83971365 CCACACGCCCTTATTGTTTT CAATCAAAGGAAGTGGCGTT 280

Ai03B22744 Araip.B03 22744 p3 (TTC)5 15 83977288 83977302 CAATCCCATCCATATAGCCG CTTGGAGGTGGAAGCTTTTG 220

Ai03B22748 Araip.B03 22748 p2 (GT)10 20 84013454 84013473 ACAAAAGTGGGAATCATGGG CAGGGTTGTAATGGGGCTAA 163

Ai03B22753 Araip.B03 22753 p2 (CT)6 12 84056173 84056184 AACATCTCTCCCTCACCCAC TCCTGAACCAAGGTCACACA 269

Ai03B22754 Araip.B03 22754 c (GC)6agaaacaacattgcacatcgacgcgcacgggtattag(GC)865 84065300 84065364 CAAAGAGGAGAATGCATGAGG ATTGGCTGTTTCTTCATCCG 198

Ai03B22755 Araip.B03 22755 p3 (AAG)5 15 84069933 84069947 TTCAGGCATCCATTCAACAA TCTTGACTTTCCCATGGAGG 256

Ai03B22761 Araip.B03 22761 p3 (TCT)7 21 84076093 84076113 ACACCCCAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 203

Ai03B22762 Araip.B03 22762 p2 (AT)7 14 84077153 84077166 GGAAGCATGCTCATGTGAAAT TTTTGTCCCTTGTGCATTGA 159

Ai03B22763 Araip.B03 22763 p2 (AT)6 12 84081849 84081860 TGAGAATCTTGGGAATTGGG TTCAATTTGGGGCACTTTGT 202

Ai03B22764 Araip.B03 22764 p2 (GC)6 12 84082717 84082728 CCCCTTTGCTTCTTTCTTGA CGTCTCTATGCGAAGCCACT 271

Ai03B22765 Araip.B03 22765 p2 (GT)10 20 84092353 84092372 TGGTTGCCCTTACCCTACAA GTTCTAAAATTGCGCACGGT 148
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Ai03B22766 Araip.B03 22766 c* (A)10(AT)8* 25 84093453 84093477 TGAGAATCTTGGGAATTGGG TGAACCTTGACTTTGGAGCC 222

Ai03B22769 Araip.B03 22769 p2 (CT)6 12 84106544 84106555 TCTTGTGAATCAAGTCATTAATTGTG GAAAAAGGGGGAGATATTTTCG 275

Ai03B22770 Araip.B03 22770 p3 (TTC)5 15 84108107 84108121 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai03B22771 Araip.B03 22771 p5 (ATTTT)5 25 84116417 84116441 TTCAAAATCCCTTTGAAAAATCA CCCAGATCCTTCTGGACTGT 280

Ai03B22772 Araip.B03 22772 p3 (AAT)5 15 84122722 84122736 CAGGTTCTGGATCTGCTTCC GTCTCCCCCTCTTCTTCCAC 150

Ai03B22776 Araip.B03 22776 p2 (AT)8 16 84135486 84135501 TTTGGGAATATTGGTTGGGA CTTCACTTTGGGGCATTTTT 240

Ai03B22778 Araip.B03 22778 p2 (GA)6 12 84141251 84141262 CAAGTGGGGCCTACACAACT ACGCCAAAGACACTCCTCAC 155

Ai03B22780 Araip.B03 22780 p2 (AT)7 14 84168035 84168048 GGCATTTTTGGGTGACAAGT AGGCTCAAAACACACATGCTT 256

Ai03B22781 Araip.B03 22781 p2 (AT)10 20 84181979 84181998 GGTTTTAGGGCATTGGGATT TTCCACTTCAACAAGCACCA 247

Ai03B22783 Araip.B03 22783 p2 (TC)6 12 84189843 84189854 CAAAAGCACAAACTGGGTCA TGCTTGTCCTCAAGCAAAGA 233

Ai03B22785 Araip.B03 22785 p2 (GA)6 12 84193003 84193014 GCAAAGAGAAGGTGGGATTG GCTTGCCATTTTCCCCTAAT 275

Ai03B22788 Araip.B03 22788 p4 (TTAA)5 20 84209764 84209783 CACATCAGCTTTTGCGTCAT GGAGAGGAAGATTTTGCACTGT 278

Ai03B22790 Araip.B03 22790 p2 (TA)6 12 84218172 84218183 TGGGGGCAGAGATATAGTGG AATCCCTTTGATTTGGTCCC 277

Ai03B22792 Araip.B03 22792 p2 (AC)6 12 84227341 84227352 CCTTCAGCTGGTGGATCAAT TGTGACCTAGCTTTCCATGCT 264

Ai03B22793 Araip.B03 22793 p4 (TAAC)5 20 84228008 84228027 CCAAAAGCATTCTCAAAGGC CACCACCCATGACACTCATC 268

Ai03B22795 Araip.B03 22795 p5 (TATCT)6 30 84235113 84235142 CCTGGGTGCTCCAGTGTATT CCTCTTCACAAAGAGCTCGG 230

Ai03B22796 Araip.B03 22796 p5 (TTATC)5 25 84241778 84241802 GGGTGCTCCAGTGCATTTAT AAAGGCGGTTCCCTTAAAGA 126

Ai03B22797 Araip.B03 22797 p5 (TTATC)6 30 84254139 84254168 CCTGGGTGCTCCAGTGTATT CCTCTTCACAAAGAGCTCGG 230

Ai03B22798 Araip.B03 22798 c (TG)9(TA)10 38 84254901 84254938 TTCATGCATCTTTTTCATCCA GAATTTTTGGGAAGCATTGG 276

Ai03B22799 Araip.B03 22799 p2 (AC)6 12 84263201 84263212 GGGTACATGTATGGCCAAGTG GGGGACAAAATTATCCCAATG 226

Ai03B22800 Araip.B03 22800 p2 (TA)11 22 84263365 84263386 TTCACCACCTATGCATTGATCT GGAACTTGGGTTGCTGAAAA 265

Ai03B22802 Araip.B03 22802 p3 (AAG)6 18 84265169 84265186 CAAGTCACGAAGCACCAAAA CGCAGATTCCATTTTTCTCA 271

Ai03B22803 Araip.B03 22803 p2 (TA)9 18 84266168 84266185 CCAGCACAACTCTCTGTTCG ACCATGACAAGGAGCTCACC 279

Ai03B22804 Araip.B03 22804 p2 (AC)9 18 84272326 84272343 TATGGCCTCCGAAAATCAAA GGAGTGAGCAACAAGGAAGC 166

Ai03B22805 Araip.B03 22805 c (A)12gaaaaaagagaagggcaaaaaaaa(AG)750 84286273 84286322 TTGTTGGCTCTTGAAAGAATGA CACCCTTGCCTTTTGGTTTA 208

Ai03B22808 Araip.B03 22808 p3 (CAA)5 15 84297863 84297877 GGACCAGCAACAAATTATTCTCA CACTCAGTCATCGTCGCACT 160

Ai03B22809 Araip.B03 22809 p2 (TA)7 14 84298171 84298184 AGTGCGACGATGACTGAGTG CAAGAGAATCCCATGTTTAATCG 261

Ai03B22810 Araip.B03 22810 c (A)10gtgtcattttcaaattttcaaattgttaatggtataaacgtaaagtaagtttttttctatcatctaataaaattattaaaaaaattac(A)11109 84301778 84301886 CGTGGCCAATTGTTATCATGT TGACAATTTGTTCCACCCTT 275

Ai03B22812 Araip.B03 22812 p2 (TC)6 12 84303870 84303881 ACAAAAACCGCTCTCCACAC ACCAACGTACACGAACACGA 255

Ai03B22815 Araip.B03 22815 p3 (GGT)7 21 84325363 84325383 TTGGCCTAATTGGATGATGC CAAGAAAAATCAAATGGTGCAG 267

Ai03B22817 Araip.B03 22817 p2 (TC)8 16 84328862 84328877 TCTACCCCTCTCGGTGTTTC CCTCTTCGTATTACCTGCGG 263

Ai03B22820 Araip.B03 22820 c (A)10tttaaacaccaaagcaataaataaaaaattaaagaccaatagatgcaaagttgaaaacatgcaccaaaccattatacttgatagcacaggg(T)13114 84338483 84338596 GCCACCAACAACACCATTTA TGCATCGAAGCACTTTTAGA 252

Ai03B22826 Araip.B03 22826 p3 (TAA)10 30 84348763 84348792 TCTTCTTTCTCCCTTTCCCC TGAGGAATGATGACTCAAAAGG 227

Ai03B22828 Araip.B03 22828 p2 (AG)6 12 84351966 84351977 CGAAACGAAGCCTATTTGATTT ATTTTTGAGCAACCACCGTC 224
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Ai03B22832 Araip.B03 22832 p2 (CT)6 12 84373721 84373732 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGGAGATGAGGGAGAGGGA 231

Ai03B22833 Araip.B03 22833 p3 (TAT)6 18 84374058 84374075 TTTCGAAAATCCCTCTCCCT TTCTTGTCCTTGCTCCTGCT 244

Ai03B22837 Araip.B03 22837 p2 (TA)10 20 84385517 84385536 GCCTTAGGTCCCTCATTGTTT TGGATAGTTGGATCCATTGTTTT 277

Ai03B22839 Araip.B03 22839 p2 (CT)8 16 84393855 84393870 TTGGAGAGCTGTGTCAATGC CATCAAGCCCCAGATACGTT 243

Ai03B22840 Araip.B03 22840 p2 (AG)6 12 84410135 84410146 TGCCATCTCCTCTTCCTGTT TTTCTTATCTTTTTCAAAACCACC 215

Ai03B22844 Araip.B03 22844 p2 (AT)6 12 84430517 84430528 GGGAAACTTGGGAAATTGGT TACTTTGGGGCATTTTGTCC 232

Ai03B22847 Araip.B03 22847 p2 (AG)6 12 84471786 84471797 CGGATCAGCTTCAACAAGAA TCGAATTCTCTTCCATCTCTTTC 254

Ai03B22849 Araip.B03 22849 p2 (AT)44 88 84504137 84504224 TCTGCTTTCATGAGCTGTCTTC CATGAAATGCAATGCAACCT 247

Ai03B22853 Araip.B03 22853 p5 (TTATT)5 25 84530853 84530877 TTTCGAAAATCCTTACCCCT CCATGATGGAGAAAGGGAGA 190

Ai03B22854 Araip.B03 22854 p3 (TTC)5 15 84536475 84536489 CCTAACCCCTCTCCCTTCAC CGGTCTTAGGTGCCATCAAT 234

Ai03B22861 Araip.B03 22861 p2 (TA)6 12 84606808 84606819 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 219

Ai03B22863 Araip.B03 22863 p2 (TA)6 12 84630509 84630520 GAATTTTGAACTTTGGGGCA TTGGGAGAGTTGGGAACATC 278

Ai03B22864 Araip.B03 22864 p2 (GC)6 12 84636363 84636374 ACAAGTTGGATTTGGGCTTG CGCAAAAGTGGTTTCTCACA 177

Ai03B22865 Araip.B03 22865 p2 (CT)7 14 84648200 84648213 GCAACAAGGTAAAGGAAACGA GTTTCAAGCCCGAAAATGAA 270

Ai03B22867 Araip.B03 22867 p2 (TC)6 12 84654914 84654925 TGTTCATGGCTCTGGAAATG AGAAAGTTGAGCAAAGCCCA 250

Ai03B22873 Araip.B03 22873 p3 (TTA)5 15 84670809 84670823 TTAGACTTTCATGGGGGCTG CAGGCGGATATCAAATGGTT 265

Ai03B22876 Araip.B03 22876 c (AG)6cgcgagagagaggaacttgcatgaagaggatggcacggcggcaggctcggcggggg(AGA)26146 84687264 84687409 GCAACAACGAATCTGTGGAA GAAGTCACACTCACGGAGAGG 263

Ai03B22880 Araip.B03 22880 c (TGA)7gagggttg(TGA)750 84691594 84691643 CCACCATAGGCACCAAAACT TTCGTTTTACTCTCGCGCTT 211

Ai03B22881 Araip.B03 22881 p4 (TCTT)7 28 84692583 84692610 CGAGAAGCCTCAATTGGGTA CGAGTTTCCATTTCTCAAGCA 238

Ai03B22884 Araip.B03 22884 c (TA)9(T)10 28 84710446 84710473 TTTTGGAGCATTTTTGTCCC TGAGAATCTTGGGAATTGGG 211

Ai03B22886 Araip.B03 22886 p5 (ATATA)5 25 84721913 84721937 TCTCAAATTTAATAAGAGTGTCATGTG AAAGAGTTCTCGCCTCCTCC 261

Ai03B22887 Araip.B03 22887 p2 (TA)6 12 84722390 84722401 TTGCAATGAGGGAGTGACAT GTCGCGTAGAGCATCTCAAA 258

Ai03B22892 Araip.B03 22892 p3 (AAG)5 15 84725549 84725563 GGCTTTGATGCATTTGTTTG AGCCAAGATTAATGGCAACG 135

Ai03B22894 Araip.B03 22894 p3 (AGA)5 15 84737434 84737448 GTCCCTCAATTTCAGCCAGA ATCACCCTTTCCCAAGAACC 217

Ai03B22895 Araip.B03 22895 p3 (AGT)6 18 84746098 84746115 TTTAAACCCAAGCAAGCCAG AAAAATGGCAGAAAAGAAAAGTG 267

Ai03B22897 Araip.B03 22897 p2 (TA)8 16 84750663 84750678 TGAGCCTGATTCGTTGTTAAG AAGGCCTGGGATGTTGTATG 273

Ai03B22898 Araip.B03 22898 p3 (GTA)7 21 84759392 84759412 GGCTTTAGTTTGACAGTTTGAAGG AAACAATGCCAAAAGGCGTA 231

Ai03B22903 Araip.B03 22903 p3 (AAG)5 15 84784974 84784988 GGCAATAAGCAAGCATTTGG TGAGCCAATGTTAATGGCAA 275

Ai03B22905 Araip.B03 22905 p2 (AT)9 18 84791933 84791950 AGTGATCCAAGCACGAATCC TGCAATGTGCTTTGAGTTGA 280

Ai03B22907 Araip.B03 22907 p2 (TA)7 14 84798547 84798560 ATCAATGCACATGGGACAAA TCTCAAGGTTGTAATGGGGC 223

Ai03B22909 Araip.B03 22909 c (AT)8tgaaactcatttacttttacggtgagtttgtagtccattctcatcaaattttg(T)1180 84805407 84805486 GGAATTTCTCCACCTATACAAAACA AACCAGCAAAATCAGCTTTGA 276

Ai03B22911 Araip.B03 22911 p4 (TTTA)6 24 84818535 84818558 CCATGATGGAGAAAGGGAGA GCACCTGGACCATTTTCACT 264

Ai03B22913 Araip.B03 22913 c (A)10gaag(A)10 24 84832126 84832149 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 240

Ai03B22920 Araip.B03 22920 c (A)10tatggtagaaatggtaaatggtcaagggaaaccaccgaatcggggaaaataagaaagcaactaaataaggaggatg(T)1298 84859255 84859352 GAGACGTGACTAGAACGTTACTTCC TTGATGGCAAAACGATTTCTT 245
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Ai03B22926 Araip.B03 22926 c (TG)6(TA)7 26 84882957 84882982 TGCACTGTTCAAGCATTCATT CGCCACTAAGGTGGATTCAT 276

Ai03B22929 Araip.B03 22929 p2 (TA)6 12 84904101 84904112 AGCCAAAAGAGTGAAGGCAA GGGTTCAATTGCTCATTTCC 277

Ai03B22930 Araip.B03 22930 p2 (AC)7 14 84904523 84904536 TCATGAGGACTTTTCAAGGTTGT TCAATGCATATGTGGTGGAA 221

Ai03B22931 Araip.B03 22931 c (GA)11a(AG)14 51 84908920 84908970 GTGGCAGTAAGGAAAACGGA CCAACCACCCCTTCTTTTCT 270

Ai03B22932 Araip.B03 22932 c (A)10caaaaacctcataatttagtcttctgtttaaatttagtttcatgttttaagtttggtgtcaattgcatga(T)1090 84920835 84920924 GGAAAAATTTATCTTTTTGGTTTAGA TCAAACAAGGAAAATAAACAGGAA 273

Ai03B22933 Araip.B03 22933 c (A)10g(A)10 21 84929413 84929433 AAGCAGTGGAAAGCTTGCAG AGGCACATGGTTAGGGACAG 198

Ai03B22935 Araip.B03 22935 p2 (CT)6 12 84945987 84945998 CCCAACAATTTTTGTGCTCC GAACCTGGAATTGGGATGAA 227

Ai03B22939 Araip.B03 22939 p4 (TTAT)5 20 84965025 84965044 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 226

Ai03B22940 Araip.B03 22940 p4 (AAAT)5 20 84967646 84967665 TGAACATACAAGCAACCCAAA CTTCTTCCCCCTTCCATCAT 252

Ai03B22941 Araip.B03 22941 p2 (TA)6 12 84972787 84972798 GATGTTCTTGTTGGTGGGCT TTAGGATTCAAGTGGCCAGG 264

Ai03B22942 Araip.B03 22942 p2 (AC)7 14 84981126 84981139 CCGCACGTGATTCCTTTAGT TCCTAGAGAGAAGGGAGAGCTT 198

Ai03B22944 Araip.B03 22944 p2 (AC)7 14 84989717 84989730 TTGCATTTTTGGAGGGTTTC GGGAGAGTTTCTCTCTCTAAAACTAAA 153

Ai03B22946 Araip.B03 22946 p2 (TA)11 22 85004185 85004206 GCAGTGGCTAGCCTCCTTTT TCTAGAAGCCCGATGAAGGA 236

Ai03B22950 Araip.B03 22950 p3 (GAT)7 21 85014658 85014678 TGGGCTGTTTCCAATCTTCT CGCGATATCATTGCCCTAAT 203

Ai03B22959 Araip.B03 22959 p2 (TA)10 20 85031979 85031998 GCGAAGATCCTTTGTTCTCG ATGCGAAGATAACTGGTCCG 227

Ai03B22960 Araip.B03 22960 p3 (TTA)6 18 85040711 85040728 GGTCGTAATACCTTGCCATCTC TCCCTTAATGGTTTCCGTTG 248

Ai03B22961 Araip.B03 22961 p2 (TA)6 12 85044498 85044509 GCGCCAGACTTTTTCCCTAT TTTTCAAAAACTCGGGGTGT 248

Ai03B22964 Araip.B03 22964 p2 (GT)7 14 85058896 85058909 GGAGAAGGGGATTTTTCAGC TTGATTTGGGCATTTTATGGA 204

Ai03B22965 Araip.B03 22965 p2 (TA)14 28 85063150 85063177 TCTCCCTCACCTTCGATCAC TGAGAACCCTTTCGAGGATG 275

Ai03B22966 Araip.B03 22966 p3 (GAA)5 15 85070292 85070306 CGGTCTTAGGTGCCATCAAT TCAAAATCACTTTCCCACCC 276

Ai03B22968 Araip.B03 22968 c (A)12cagttacataagaagaacaacaacaataact(ACA)15(ATA)5103 85078930 85079032 GCAAAGTTATGGTGTCTTCTCCA TATTGCTGGTGTTCCCAATG 261

Ai03B22969 Araip.B03 22969 p2 (TA)6 12 85088096 85088107 AAAATTGGTTTGCAAATGGTT AACCACTAACATCGCCGATAA 264

Ai03B22978 Araip.B03 22978 p4 (TTAT)6 24 85163461 85163484 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 258

Ai03B22982 Araip.B03 22982 p2 (CT)6 12 85167974 85167985 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGGAGATGAGGGAGAGGGA 232

Ai03B22984 Araip.B03 22984 p3 (TAT)6 18 85168312 85168329 TCCTCACCCTTGTGCTTCTT CCATCTCCTCTTCCTGTTCG 280

Ai03B22990 Araip.B03 22990 c (A)10tatatataaaatac(A)1135 85190093 85190127 GTGTGGGAAAAGTGGGTTTG TTACTTTGGGGCGTTTTGTC 220

Ai03B22994 Araip.B03 22994 p3 (TTC)5 15 85235926 85235940 TCAAACCCAACCCCTTCATA GTTTCTCCGGCCTTAGGTTC 270

Ai03B22999 Araip.B03 22999 p2 (CT)6 12 85262471 85262482 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 277

Ai03B23000 Araip.B03 23000 p3 (TTC)5 15 85265457 85265471 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 185

Ai03B23001 Araip.B03 23001 p2 (CT)8 16 85273987 85274002 TGGGAAGGTTCATAAGCCAA GCTACAAAGTGGGGAAATGC 280

Ai03B23008 Araip.B03 23008 p3 (TAT)5 15 85307721 85307735 GGAGCTGAGTTCAGATTGGC AAGAATGCTCATTGGCTGCT 156

Ai03B23009 Araip.B03 23009 p3 (TTC)5 15 85323549 85323563 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai03B23011 Araip.B03 23011 p3 (TTC)5 15 85327735 85327749 TCTTAGCCGAAACACAACCC CGGTCTTAGGTGCCATCAAT 159

Ai03B23014 Araip.B03 23014 p2 (AT)6 12 85358661 85358672 TCACATCCGTATGCGTTGTT CATGATTGAGGCCATCATTTT 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B23016 Araip.B03 23016 p2 (GC)6 12 85361373 85361384 GGTGGGTTGTGGAAGAAGAA TGCTATCACTCTCACCGACG 182

Ai03B23017 Araip.B03 23017 p2 (GC)6 12 85361694 85361705 TGTGGCACAACTCTCTGGTT AGTTATGCCCACTTCATGCC 168

Ai03B23018 Araip.B03 23018 p2 (GC)6 12 85361849 85361860 GGCATGAAGTGGGCATAACT TTGAAAAAGAGCACCGACG 102

Ai03B23019 Araip.B03 23019 p4 (ACAT)5 20 85391208 85391227 TTGCGTTTTGCATCTTTTTC TGCCCTAAAAAGGGGTTTCT 249

Ai03B23023 Araip.B03 23023 c (TA)7(T)10gaaattaaaattaaaaaaataaaaaaataaaatagatgaaaaatgggtgaatattttcgaaaaatg(GA)6102 85405659 85405760 GGGTTAGCATATGACCCCAG CCTTATTGAGGAAGTTTCAACATTT 270

Ai03B23025 Araip.B03 23025 p4 (AACT)6 24 85415193 85415216 ACCTTGAACCTTGCACCTTG GAAGCTCCAATGCCTGTTGT 258

Ai03B23026 Araip.B03 23026 p3 (TGA)5 15 85416954 85416968 TCATGTAAAATGCACACTTCCC TGAGTTGGTTAAGGGGGAGA 260

Ai03B23027 Araip.B03 23027 p3 (AAT)5 15 85419081 85419095 CAGCAGCAGCACCTAAAACA ATTGTGGCGTTGGGTATCTT 237

Ai03B23029 Araip.B03 23029 p3 (TAA)5 15 85423893 85423907 CGGGATCCAAATATTGAATGA TCAAGGCAAGCAACTCTAAAAA 169

Ai03B23032 Araip.B03 23032 p4 (TCTA)5 20 85431450 85431469 AAAGACAAGATCAAGGGATGACA ACACATCCGGTGAGAGGTTC 252

Ai03B23035 Araip.B03 23035 p2 (AT)7 14 85460776 85460789 ACTTGGGACATTGGTTGAGG TTTACCTTGGGGCATTTTTG 234

Ai03B23036 Araip.B03 23036 p4 (TTAG)6 24 85468839 85468862 AGGGTCGAAGTGTCCCTTTT CAGCATCAAGAAACAGGCAA 184

Ai03B23037 Araip.B03 23037 p2 (AT)7 14 85470068 85470081 TTAAGTGTGGGGAGGTCGTC GCTCAAAAACATGTTCCACAA 270

Ai03B23038 Araip.B03 23038 p2 (TA)22 44 85471281 85471324 TTTGATTGTAATTGCTTTAGCCC TGCAATCTATCTAAAGGCATGTAA 256

Ai03B23044 Araip.B03 23044 p5 (AACCG)5 25 85504472 85504496 GTTCGGTTTTCGGTTGACTC AGCATTGGAAGTGTGGAACC 230

Ai03B23045 Araip.B03 23045 p3 (AAT)5 15 85510322 85510336 GTGCAACGTTCCATCATTTC TGCATGCATGAAGCATTAAA 262

Ai03B23048 Araip.B03 23048 p2 (CT)6 12 85522574 85522585 TGTTCATCAACATAAGAGAGCAAA GAAGGGGGAATGAACCAAGT 253

Ai03B23053 Araip.B03 23053 p2 (AC)6 12 85554032 85554043 AATGCAAACATCATGAGGGA GGGGACAAAGTTACCCCAAT 271

Ai03B23054 Araip.B03 23054 p4 (TATT)8 32 85554212 85554243 TTGGGGTAACTTTGTCCCCT ATGGGAACTTGGGTTGATGA 221

Ai03B23055 Araip.B03 23055 p2 (CT)7 14 85556254 85556267 TGGGAAAATAAATAAACCAACAAGA GGGGGATTCATTCACACAAC 223

Ai03B23057 Araip.B03 23057 p3 (GAA)5 15 85561517 85561531 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai03B23058 Araip.B03 23058 p2 (AG)7 14 85566585 85566598 AAGAGGGGGTTTGAATTTGG CTTTTTGTTTGTTTCTTATCTTTTTCA 251

Ai03B23060 Araip.B03 23060 c (AT)9(AG)7 32 85572133 85572164 GGAGGGAAGAGAGGTTGTCC CGTTTTGCACTTTTCAAATCC 272

Ai03B23061 Araip.B03 23061 p3 (TAT)8 24 85603475 85603498 TCTGCTCTCCTCACCCTTGT AGCCTTGTTGAGGCTTTTGA 279

Ai03B23062 Araip.B03 23062 p3 (TTC)5 15 85605750 85605764 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai03B23064 Araip.B03 23064 p2 (TA)6 12 85634428 85634439 CATTGACAACAACACCCCAG TGTGGAACTGAATTTATGGCA 225

Ai03B23066 Araip.B03 23066 p2 (CT)7 14 85645260 85645273 AAATCCAAGTCCAGAAGGCA GGGACAATCATGAAAGCAAGA 180

Ai03B23067 Araip.B03 23067 p3 (CAC)5 15 85648660 85648674 TACCCCTCCCATTACCCCTA CTACGAATTGAAAGAGCGGC 175

Ai03B23068 Araip.B03 23068 p2 (CT)6 12 85655178 85655189 AGCGATTTTTGAAGCCCTTT GGGACAATCATGAAAGCAAGA 205

Ai03B23069 Araip.B03 23069 c (T)10gttttattttcaaaaagttttcaaaattctttcaaaaatttctcctttgttttcgaaaaaaa(T)1082 85658454 85658535 TCGAGTTTGGACAACTGACG TTTACAGCCAGCCAGGTTTC 225

Ai03B23070 Araip.B03 23070 p3 (TTC)5 15 85660430 85660444 ACACACCTTCCCCCTCTTCT CATGACTCGGAGGTGGAAGT 204

Ai03B23072 Araip.B03 23072 p2 (AC)6 12 85667872 85667883 ATGGAATTCTGGACTGGTGC CGTACGCACAGAAAGCAAAA 219

Ai03B23074 Araip.B03 23074 p2 (TA)9 18 85696202 85696219 TTTCAGATGCAGGACGTGAG TCCCAAAAGTTCCCAAAAGA 216

Ai03B23075 Araip.B03 23075 p4 (TATT)5 20 85704304 85704323 TCACCACACATGCATTGATCT TGGGAACTCGGGTTAATGAG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B23077 Araip.B03 23077 p2 (TC)24 48 85713136 85713183 CGTTTAACGCTAGGATTGGC TTTGGGGAAGAGTGTTTTGG 196

Ai03B23078 Araip.B03 23078 p3 (AGA)6 18 85722550 85722567 AACATAGAACGTTGCTCGCC TCAACATCTCTCTCCCACCC 128

Ai03B23081 Araip.B03 23081 p3 (AAC)5 15 85809671 85809685 CTTGGCGGTTACTAATGCCT ACCTTTGATGAGGTGCTTGG 275

Ai03B23082 Araip.B03 23082 c (A)10gagagagaaaaaaaagaaaaaaagaagagaaaaat(A)1257 85817612 85817668 CATTGGTTGAGGTAAACGGG TACTTTGGGGCATTTTGTCC 237

Ai03B23083 Araip.B03 23083 p2 (TA)6 12 85818198 85818209 TTCACGAGCTTTCTTCATGC TTGGGGTTCATCAAATCTCC 280

Ai03B23086 Araip.B03 23086 c (AAG)14aaaaagaagaa(GAT)1289 85822662 85822750 TGCAGTGTTTCTTTTTCTTCTTTG TCCCCCATCTTATCTTCTGC 224

Ai03B23088 Araip.B03 23088 c (T)10caatatatagcttaca(T)1036 85827457 85827492 TTCATCCCAGATTCAAGTTCG TGATTTGTCCATTTTTGTGGA 164

Ai03B23094 Araip.B03 23094 p3 (TTG)5 15 85829541 85829555 AGCCCTGTTGTTGCTTCTGT TCATCATCATCGTCGTCAAAA 268

Ai03B23095 Araip.B03 23095 p3 (GAT)5 15 85829750 85829764 TTCTGAGTTCTGCATCTGGG TCAGCAGAAGGACAACAACAA 203

Ai03B23096 Araip.B03 23096 p3 (TTG)21 63 85829910 85829972 TGGTGATGTTTCTGGGTTCTT ATCAGCAGGAGCAGAAGCAG 257

Ai03B23097 Araip.B03 23097 c (TGA)6taatgatggaagaggagaagaaattcatatg(A)10gagaaggaagaggagtaggtgacagtggcggcagcaacggcgacgtagtggtaacaacactgcgataacaaaaga(AGG)6152 85830333 85830484 GCCCCTATTTTAGGGACCAA CTCAATCAAGTCCAACTAAATTGTAT 262

Ai03B23099 Araip.B03 23099 p2 (AC)7 14 85832173 85832186 AAAAGTTTGTGAGTAAAAGTCGTGTG ACGGAGACCAGTGACGGTAG 196

Ai03B23101 Araip.B03 23101 p2 (TA)8 16 85846639 85846654 TCATTCGGTTATCCAGCCTT TCGTGCAGAGGAGTAGCAGA 279

Ai03B23102 Araip.B03 23102 p3 (ACA)6 18 85854997 85855014 AAGGTTCCACCTGATGTTGC AATGCAAAACATGCGAATTG 268

Ai03B23104 Araip.B03 23104 c (TA)6(T)10ctcgtttttttttc(T)1248 85862282 85862329 TTTTCATTAACTCAACATTGGGG GAAACTGTGGGAACATGGGT 237

Ai03B23106 Araip.B03 23106 p2 (GT)6 12 85867378 85867389 TCAGGGACAAAATTACCCCA GGGGCTAAGGTAAGGGTGAG 244

Ai03B23107 Araip.B03 23107 p2 (GA)6 12 85876305 85876316 GAAGAGAGAGAAGATGAACTTTTCAA TCTCTCTTATTTTTCAAAACCACGTA 225

Ai03B23109 Araip.B03 23109 p2 (AT)16 32 85891733 85891764 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 267

Ai03B23110 Araip.B03 23110 p3 (AGG)5 15 85893955 85893969 CTCACGAAAACTCACCCCAT ACTCGGGCACTTCTTCTCAA 175

Ai03B23114 Araip.B03 23114 p3 (TCT)6 18 85926795 85926812 ATACACCCACCCACCTTCAA CCCAAAAATTCTGTGGAGGA 273

Ai03B23119 Araip.B03 23119 p2 (GT)6 12 85952927 85952938 TTGAATGCTTTCATGCCTCTT AGCAAGGAAGCGTGAATTGT 263

Ai03B23120 Araip.B03 23120 p3 (TAT)5 15 85969801 85969815 TTGACTCGGAGAAACAGGCT TAAAGCTGAGGTGGCAAGGT 253

Ai03B23121 Araip.B03 23121 p3 (GTT)5 15 85975513 85975527 ATGCGTGACCTGTTGTGTGT TTGCCAAATTTCCTCAAACA 226

Ai03B23126 Araip.B03 23126 p4 (AAAT)6 24 86003967 86003990 CTTGCTGGTTAGTTGTGCGA AGACCAACGCTCTAGCCAAA 280

Ai03B23127 Araip.B03 23127 p2 (CT)8 16 86014396 86014411 GAAAGGGAAGAAAAGCTGGC GGTATTTGGGGAAGGGTGTT 219

Ai03B23128 Araip.B03 23128 p3 (GAA)6 18 86025221 86025238 AAACGCGAAAGAGGAGAACA CCTCCCACACTCGTTTGTTT 216

Ai03B23131 Araip.B03 23131 c (AAC)12(AAT)6 54 86031162 86031215 GCATTTTCTCCAAGGAACCA GACCCAAAGTCTGCTCTTGC 254

Ai03B23132 Araip.B03 23132 c* (A)10(AT)8* 25 86034208 86034232 CGAACGTAATGTTGCATTTATTT TGAAGGGTCTCACGAGTAGTAATG 280

Ai03B23133 Araip.B03 23133 p3 (ACA)6 18 86034830 86034847 TAAAGGCACGCCACTCTTCT AACGCGAAAAAGAATGAGGA 131

Ai03B23134 Araip.B03 23134 c (AG)6aaccttctttcgctgtgttttctgggtgttctactacttcgtcaccgagggggacgccaaccgtgaaaatggaagacttccggcattg(T)12112 86038647 86038758 CCATTCGTTGAGCTGTGAAC CATTAAGGTTTGTGAGAGATTTTGA 280

Ai03B23136 Araip.B03 23136 p3 (ATT)5 15 86039654 86039668 AAAAACGGACATTTTAGTCCCA TGATTTTTAAAGTAGGACATCTTTTGA 247

Ai03B23140 Araip.B03 23140 p2 (AT)7 14 86050797 86050810 TTGCCTCATTGGTACTTGGA AGGATGCATTATCTTCATGTGC 241

Ai03B23143 Araip.B03 23143 p3 (AAT)5 15 86054463 86054477 TTATCCATATCGGTCCCCAA TTTTGAAATCCAAATCAAAACATT 268

Ai03B23146 Araip.B03 23146 c (ATA)18atgagatttctttaaaattaaaat(ATA)11111 86061602 86061712 TAACATGGATAGCCCAACGC TGAACTATTAAAAATGGACAAAAGTG 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B23147 Araip.B03 23147 p3 (ATT)11 33 86062454 86062486 TGGAATTCAAATTGATAGCTCA TAACATGGATAGCCCAACGC 160

Ai03B23148 Araip.B03 23148 p2 (TA)14 28 86065015 86065042 TGCAAGGAATGAAAATAAGCAA CGTGGATTCTCACCCTGTTT 149

Ai03B23153 Araip.B03 23153 c (AGA)6acgaaacggtacaccaccacacacaagggtttcgatggctagctagggatttcttctttttc(T)1090 86076084 86076173 GAGACAGAGTTCAGGTCCGC CCAAAATCCCCATTAGTCCC 235

Ai03B23154 Araip.B03 23154 p2 (CT)10 20 86088069 86088088 ACGAGCTCCCTTAAACCCTC ATAGCCCAGCTGCAAGAAGA 239

Ai03B23155 Araip.B03 23155 p2 (CT)7 14 86094684 86094697 ACGAGCTCCCTTAAACCCTC GAAACTCTCCCCCAATAGCC 247

Ai03B23157 Araip.B03 23157 c (TC)11tt(TC)8ttgacacatttctataatctctcatctcgtttcttcaatttctggatgtattc(T)10103 86100397 86100499 CGAATCTGGATAGGCAGAGC ATCCTTCGACGTCCTTACGA 269

Ai03B23158 Araip.B03 23158 p2 (AT)6 12 86107840 86107851 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 252

Ai03B23159 Araip.B03 23159 p2 (AT)22 44 86110363 86110406 GCAGGAGGACCAAAAACAAA GGGATCGACCCTAACTTGGT 267

Ai03B23161 Araip.B03 23161 p2 (AT)14 28 86113813 86113840 TTCACGCGGTCAATGTAAAA TAACGAGGCGCTTATGCTTT 213

Ai03B23164 Araip.B03 23164 p2 (TA)7 14 86116807 86116820 TTCGACCAAAATTCATTCAAGA TGTTTAAGTCAACAAAACCTACGC 137

Ai03B23167 Araip.B03 23167 c (A)12cttatttaactg(T)1034 86118009 86118042 GCCAATTTTAATTTGCCATGT TGTCGTCTATTTTAGCTCCCA 238

Ai03B23170 Araip.B03 23170 p3 (TAA)5 15 86118607 86118621 CCACTTGATTTGGCAAAGGT AAAATAGGCCATCCCCACTT 229

Ai03B23174 Araip.B03 23174 p2 (TA)7 14 86130173 86130186 CTCCCATCTTCCTTCACAGC TGTGAATAGTGACGGACCCA 264

Ai03B23175 Araip.B03 23175 p2 (TC)6 12 86130440 86130451 TGGGTCCGTCACTATTCACA GCGTCATATTTACAATTACTGCCA 236

Ai03B23177 Araip.B03 23177 p3 (TCT)6 18 86132064 86132081 TGCACGTTTTCACTGCAACT CCTCCTCATCTTCTGCTGCT 224

Ai03B23182 Araip.B03 23182 p2 (CT)7 14 86135773 86135786 GTACTTGCAGCCCTAACCCA TCTATCTGTCACTGCCGTCG 179

Ai03B23187 Araip.B03 23187 p3 (ATG)5 15 86145064 86145078 TTGAGCATGTGTGGTGTTCA CATTCCAACCCAACTCATCA 255

Ai03B23189 Araip.B03 23189 p2 (AT)9 18 86158245 86158262 AAAAACAATGCCAAAAAGCG TACCCCATATTTCCACCCCT 245

Ai03B23190 Araip.B03 23190 p3 (CAA)5 15 86161305 86161319 GGAAAGGCATTGTTGGAGAA TTTGGGTCTTCAAGTGGTCC 280

Ai03B23192 Araip.B03 23192 p2 (AT)10 20 86172281 86172300 CGTGGCACCTTTCTGAAGTT ATTCCCTGCGCCAGTACTTA 270

Ai03B23193 Araip.B03 23193 p2 (AT)9 18 86175189 86175206 GCCTTCGCAAGTACGAACTAA CGCATATTTGTTTGTGAGCG 257

Ai03B23194 Araip.B03 23194 p3 (AAT)5 15 86176417 86176431 ACATTATTCCCTCGCCTTCC AACGTGGCTCTTCTCTTCTTTTT 274

Ai03B23197 Araip.B03 23197 p4 (TATC)11 44 86179820 86179863 CAGGGTATCCTTCACAGTTCAA TGCTGCATATTTGTTCATTTCA 222

Ai03B23198 Araip.B03 23198 p4 (TATC)11 44 86180224 86180267 GGGACTTCAAAAACACCAAGA GGCTCCTAAAAGTTGGGTTTC 280

Ai03B23199 Araip.B03 23199 p2 (TC)16 32 86180719 86180750 GAGGCAGCAACAGAGGTAGG TCGGTCTCAGTCCTCGTCTT 240

Ai03B23201 Araip.B03 23201 p2 (AT)6 12 86182545 86182556 CAAACAACTACTTCAATGCTTCAAA ACCACGCTGTGAGTAGGCTT 272

Ai03B23203 Araip.B03 23203 p2 (CT)6 12 86189573 86189584 TTAGATAGCGGACCTGGTGG TGTTGGAGATGGAAGGGAAG 217

Ai03B23204 Araip.B03 23204 p2 (TG)6 12 86198721 86198732 AAATCTCTCTCTCCTCCGGC CCCTAATATCCCAAATTTCTCAA 203

Ai03B23206 Araip.B03 23206 p5 (TTATC)6 30 86217545 86217574 CCTGGGTGCTCCAGTGTATT TCAAAGAGGTCGGTCGAATC 228

Ai03B23209 Araip.B03 23209 p2 (CT)6 12 86264075 86264086 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTCGAATTTGT 268

Ai03B23215 Araip.B03 23215 p3 (TCT)7 21 86300554 86300574 ACCCCACAGGATCATCTCAG TCGAGCAAAAGGAGAAGGAA 268

Ai03B23218 Araip.B03 23218 c (A)10ccatgaatccatgacacactatcaaatttcaatcaagcttatcgtcatttcacgccttcaacaaagac(T)10cc(T)10100 86316050 86316149 ATTTGGCCACCCAAAGAAG GAACCACGCTCATGCAACTA 250

Ai03B23220 Araip.B03 23220 p3 (TAT)5 15 86325428 86325442 TTTGCATTTTGCAATTCAACTC TTTTGCATTAATCTCAAACGGA 262

Ai03B23223 Araip.B03 23223 p2 (TC)6 12 86328564 86328575 ACGTTGGAACAACATTGACA CACACCCACTTCTGGTACGG 275
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Ai03B23226 Araip.B03 23226 c (T)12gggtaattacaagggggggaaacattatctattggaagagtactagtactagttagattatcaaactagtactaccaataacaaactagtactacct(A)10119 86342259 86342377 ATATGGGCCTATTCCCTTGG TGGAGTGGCAGTTGTTTTTG 264

Ai03B23227 Araip.B03 23227 p2 (AG)7 14 86344851 86344864 TTGCCGTTTCAGCTCCTATT CCGAACAAGTCACGGAAAAC 167

Ai03B23228 Araip.B03 23228 c (TC)6tatttgtctagcgtacatgcagataagaagagagagcgaaagaggaatagcgaaaggaggataaaagagggaaagaaggataaaagtgacaagtgatc(AG)13136 86345224 86345359 GTGGTGTGGTGTGGTGAGAG TCAAGAGAGGACCATTCATGC 270

Ai03B23231 Araip.B03 23231 p3 (AAT)5 15 86371222 86371236 CGAACAGGAAGAGGAGATGG AAGTTGTTTGCTCCAATGGC 132

Ai03B23235 Araip.B03 23235 p2 (GA)27 54 86380631 86380684 CTAACGGAAGGGAAGTGACG AAAATGTGGGTGTCCCAGTC 278

Ai03B23237 Araip.B03 23237 p2 (CT)6 12 86411704 86411715 TGCAGGGATGAGAAATCCTT ATAGGTGAGGGGTTTTTGGG 134

Ai03B23241 Araip.B03 23241 p2 (TA)8 16 86448924 86448939 ACAACTGACCCTGCAAATCC CTGGTATGGAGGCTGTTGGT 277

Ai03B23246 Araip.B03 23246 p3 (AAT)5 15 86471595 86471609 AGCTCAACACAAAGCACAAA TCCATCTTTTCTTACATGGCG 213

Ai03B23248 Araip.B03 23248 p2 (GA)7 14 86474273 86474286 TTTCCTCATTCAGCCAAACC AGATTAGCAGCGTCACCGTT 215

Ai03B23252 Araip.B03 23252 c* (AG)8(AGA)12* 50 86481998 86482047 GGAGAGAGAGGGAGAGAAGGA GGTTAACCAAAACCAAAACCAA 240

Ai03B23253 Araip.B03 23253 p2 (TC)6 12 86486033 86486044 CAAACCACACCCCTTTCTTC AAGTCCGTTACTGCTGGTGG 250

Ai03B23255 Araip.B03 23255 p2 (GC)6 12 86511454 86511465 GATTGGGAATTTACCAGCGA ACAAGTTGGATTTGGGCTTG 126

Ai03B23257 Araip.B03 23257 p2 (TA)7 14 86515589 86515602 CCTAAAGTGTGGGGAGGTCA TCACAATCAACAACTGAGATGC 231

Ai03B23258 Araip.B03 23258 p2 (GC)6 12 86517520 86517531 CGCAAAAGTGGTTTCTCACA AGTGGATTAGCGTCAATGGG 269

Ai03B23259 Araip.B03 23259 p2 (TA)6 12 86520262 86520273 TCCTTAATTCACTTTGGCCG GCACGTTTGGAGTGTGAAGA 133

Ai03B23265 Araip.B03 23265 p3 (AAG)6 18 86553719 86553736 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai03B23267 Araip.B03 23267 p2 (TA)11 22 86566445 86566466 GCATTGATCTTTGAATGCTTGA GGGGACAAAATTACCCCAAC 274

Ai03B23271 Araip.B03 23271 p3 (AAG)6 18 86585080 86585097 AGAGGGTGAACCTAAGGGGA CAATCTTGCGTTGACTCCAA 253

Ai03B23275 Araip.B03 23275 p2 (TC)6 12 86592406 86592417 CATCCATCATAAACCCCACC GGTAGTAGTGGTTTCGGCCA 176

Ai03B23277 Araip.B03 23277 p2 (GA)6 12 86612872 86612883 GAATAAGATGGGGGAGGGAA TTTCTTAACTTTTTCAAAACTACCCAA 218

Ai03B23278 Araip.B03 23278 p2 (AC)6 12 86618128 86618139 TCTTCGCAAGTCGAGGCTAT ACTTCGCTTACGAATGACGC 208

Ai03B23280 Araip.B03 23280 p2 (AG)16 32 86621424 86621455 ACCCAGAGACAGACTCCAGC CACTTTTCAGCAGGTCGTCA 243

Ai03B23282 Araip.B03 23282 p2 (AT)6 12 86635058 86635069 GGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 256

Ai03B23283 Araip.B03 23283 p2 (AG)6 12 86640174 86640185 TGGAAAGGGTTCATAAGCCA ATGCATCCATTCAGAGGGAG 238

Ai03B23284 Araip.B03 23284 c (T)12gccaatttttttttc(T)1037 86656799 86656835 TTGGCTTTTTCTGCTTGCTT TTGATGTGGTGACAATGCTTC 261

Ai03B23285 Araip.B03 23285 p3 (AGA)7 21 86657772 86657792 GTTCACCCTCGAGCAAAAGA TTCAACATCTCTTCCCCACC 119

Ai03B23286 Araip.B03 23286 c (AG)7ttcggatttttagtgagtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)687 86661399 86661485 AGGGATCCTTTTTACCCAAG TTTCGAAAATTACTAACCTTTTTCA 241

Ai03B23287 Araip.B03 23287 p2 (AG)6 12 86661640 86661651 TCGGATTTTTAGTGAGTGAGGAA CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai03B23289 Araip.B03 23289 p2 (TA)6 12 86681967 86681978 CAAAATTTGTGGTTGAAAATATGC ACCAGCTAAAGGTGGAGCCT 265

Ai03B23290 Araip.B03 23290 p2 (AC)7 14 86686800 86686813 CCCATTTTTCCAAATTTTCTCA TGTGATTGAGGCCATTTTTG 275

Ai03B23291 Araip.B03 23291 p2 (AT)9 18 86687337 86687354 CAATGGAATGCCCTAGAAGG CCACAATTTTCGGGACGTAA 278

Ai03B23292 Araip.B03 23292 p2 (AT)21 42 86693064 86693105 CAAAAACCAAAAAGACACCAAA CGGTTTGCTTGCTCCTTAGA 280

Ai03B23293 Araip.B03 23293 p3 (CTT)22 66 86696916 86696981 CTTTGCAATCATCTCCGTCA ATTTCACAGCAACGCATCAG 270

Ai03B23298 Araip.B03 23298 p2 (AC)10 20 86722182 86722201 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 247
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Ai03B23299 Araip.B03 23299 c (GTG)5ctaacgtggcggtgaagggcggttggcgcggcggtgggtggctgttcggtggcagggggttcgggtggggtttaatggtggtgggtaagaagaaaggg(GGT)6gggaggcgcgaccgaactacggtagagagatggcggggt(GTG)5185 86733536 86733720 GAAAGAAAAATGGCATTCGG CCTTCACCGCCACGTTAG 274

Ai03B23303 Araip.B03 23303 p2 (AT)8 16 86784056 86784071 TGGCTCTTGAAGGAATAATGG AGGGACAGCTTGGTTTAGCC 277

Ai03B23306 Araip.B03 23306 p2 (CT)6 12 86801924 86801935 TCAAACCTAACATGGGAATTCAT ATTAGAGGCTGCAGAGTGGG 278

Ai03B23315 Araip.B03 23315 p2 (CT)6 12 86856462 86856473 GGCATTATTCTGGGCGTTTA GGGTTTTTGGGGAAGAGGTA 280

Ai03B23317 Araip.B03 23317 c (T)10ctttg(TA)15 45 86876972 86877016 TTGAACTTTCACTTTGGGGC CATTGGCATTGATACGTTGG 151

Ai03B23322 Araip.B03 23322 p3 (TCA)6 18 86912382 86912399 TGCACGTCACACTCTCCAAT TGGTAATGAAGGGGGTTGAA 277

Ai03B23323 Araip.B03 23323 p2 (GT)7 14 86923555 86923568 TTCTTTTGTGCAATGGTGACA AAGGAAGCGTGAATTGTTGG 161

Ai03B23324 Araip.B03 23324 p2 (AT)9 18 86923973 86923990 CGGCATTTTTGGGTAACAAG CGACCTCCCCACACTTAAAA 228

Ai03B23325 Araip.B03 23325 c (AT)7agaaaaagaaagaaaaagaattgcaataaaaaggggacaaaatgccccaaagttcaaggttcaataaaaatcaatgcaaatgtgtggtgat(A)10115 86933257 86933371 AAATTATCCGCTCATCAATACTCA CCCATTCTTCACTTTTCACACA 265

Ai03B23330 Araip.B03 23330 p2 (GA)17 34 86956209 86956242 GAAACAATGCAGGGGAAAGT ACCGTTTACAGAGCGCAACT 170

Ai03B23333 Araip.B03 23333 p2 (TA)7 14 86983104 86983117 TTCTCCCTCCCTCACTCTCA ACAGAGGAAGGAGAATCGCA 207

Ai03B23334 Araip.B03 23334 p2 (TA)24 48 86996380 86996427 TGCAACCAAGACAACATTAACC TGATTATGTGCGTGCATTGA 187

Ai03B23337 Araip.B03 23337 c (T)11aaatccttattttctc(T)1239 87001338 87001376 GGGATTGTTCGAGTTTGGAC TTGAAAAGGCACAAGAAAAACA 264

Ai03B23339 Araip.B03 23339 p3 (TTA)27 81 87013431 87013511 TGCTGTATTGAGAAGGCCAA TCGTCTAAACCCATCGAAGC 279

Ai03B23341 Araip.B03 23341 p2 (AT)7 14 87016749 87016762 TTGGCTTTTTCTGCTTGCTT TGGCTCTTGAAAGAATGATGG 187

Ai03B23342 Araip.B03 23342 p2 (AG)6 12 87018170 87018181 GAGGAGTTTTTGGGGAGGAG CGTTTAACGCAAGGATTGGT 168

Ai03B23344 Araip.B03 23344 p2 (AT)17 34 87033895 87033928 TTCCAACACTTTTGCATTTCA AACCACGTCATTAGGCTCAAA 204

Ai03B23345 Araip.B03 23345 p2 (GT)6 12 87034325 87034336 GCCAATTTGAGCCTACGATT GGCTCCCACACTTGAATGAT 140

Ai03B23349 Araip.B03 23349 p4 (AAAT)5 20 87079725 87079744 ATTTCCGCACCAAGTTTTTG GGTGACACCAAACTTAATTTCAGA 192

Ai03B23350 Araip.B03 23350 p2 (TC)7 14 87086140 87086153 ACGCGTGCTGTATGTGTACG AAGATGATTCGCCTCCCTTT 264

Ai03B23352 Araip.B03 23352 p2 (TA)7 14 87089027 87089040 AAATGAGTGACGGCTGGAAT AGCTTTTCCAAGTTCAGGCA 264

Ai03B23359 Araip.B03 23359 p4 (AAAT)10 40 87114101 87114140 TCATGCGAACCCATAAAAGA AGCCTTGGTTTGGACTCCTT 278

Ai03B23360 Araip.B03 23360 p3 (AAT)6 18 87120343 87120360 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 151

Ai03B23361 Araip.B03 23361 p3 (AGA)6 18 87134138 87134155 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai03B23362 Araip.B03 23362 p2 (AG)6 12 87135414 87135425 TTTTTGTGAGTGAGAGAGAGATGTT TTTCTTATCTTTTTCAAAACCACC 262

Ai03B23368 Araip.B03 23368 p2 (AG)6 12 87166641 87166652 AAGAACCTGGGATTGAGAGTCA GCATCCAGTCATAAGGAGGC 140

Ai03B23373 Araip.B03 23373 c (T)10cttc(T)10 24 87181115 87181138 TAGTTTAGCCGCTTAGGCCA GCAGTGAAAAGCTTGCAGAA 192

Ai03B23379 Araip.B03 23379 p3 (ATT)6 18 87209351 87209368 CAGATCTGCAGCAGTGTGATT TGTGTGGCACATCATCAATTT 227

Ai03B23383 Araip.B03 23383 p2 (CT)6 12 87238792 87238803 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTCAAATTTGGGTGAGA 263

Ai03B23385 Araip.B03 23385 p3 (TTC)5 15 87241873 87241887 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 181

Ai03B23388 Araip.B03 23388 p4 (AATA)5 20 87250641 87250660 GGAATTTGGGCACCTACTCA TTGGGGTAATTTTGTCCCCT 125

Ai03B23398 Araip.B03 23398 p3 (TTC)5 15 87291608 87291622 TTCAAAGCTCAAGCAAGCAA ACCCAATTGGATGAAGATCG 219

Ai03B23401 Araip.B03 23401 p2 (TC)9 18 87296971 87296988 TGGCCTATTAAGAAAGGTTCATTC TTGAAAAAGAGGTTAATGATTTTCG 279

Ai03B23402 Araip.B03 23402 p2 (CT)6 12 87297149 87297160 TCTCTCTCTCCTTCGAAAATCA AGAGAGAGGGAGAGGGTTCG 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B23406 Araip.B03 23406 p3 (TCT)28 84 87323584 87323667 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 253

Ai03B23410 Araip.B03 23410 c (A)11taatataaaaaatgttttc(A)1040 87335538 87335577 CGGGGATTGTTTGAGTATGG CATGACTTTACAGCCAGCCA 251

Ai03B23414 Araip.B03 23414 c (A)10gaaaagaaaaatggc(A)1035 87381090 87381124 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 277

Ai03B23419 Araip.B03 23419 c (ATAA)7gggaaaaaggaaaatttggtatatgagtatgtgatacaaaagtgggaattatgggtagctaggcatgatcttagagttacataga(GT)6125 87424662 87424786 TGTTATGTTTGCTTTTATGATTCAA GGGTGAGGATATATGTATGGGC 275

Ai03B23420 Araip.B03 23420 p3 (CAC)8 24 87432022 87432045 AGGTAGAGGCTGGACGTTGA GGTCGAAATGGCTGACTGAT 148

Ai03B23423 Araip.B03 23423 p2 (TA)11 22 87437425 87437446 TCTTGGGCATGTTCATGTGT AAAAATTGAGCTTATGTGGGTTT 271

Ai03B23426 Araip.B03 23426 p3 (ATT)5 15 87486777 87486791 ACCTCCGTCAAGACTTCGTC TCCACGAAATACGGAAGAGAA 199

Ai03B23429 Araip.B03 23429 p2 (AC)7 14 87495092 87495105 ATTCACCCAATGTCCCAAGA TGAGGCCATTGTTTCATTAGC 225

Ai03B23430 Araip.B03 23430 c (T)10caaattggtagggtgccctaaaacaatttttcccctaaaacaatttttcttggaaaagaaatcatcaccctaaccaagtagtcctaacac(A)10110 87495492 87495601 GCTCAAAAACCATGTTCCAAA TTGCATGATAGATTGCATGG 210

Ai03B23432 Araip.B03 23432 p2 (GC)6 12 87496372 87496383 CAGGCACAGAATAGGCACAA GTACGCGTCCATAAGCCAAT 130

Ai03B23435 Araip.B03 23435 p2 (CT)6 12 87503061 87503072 CTTCTTATCTTTTCAAAATTTGTTTCA GAAGGGGATGAGAGGAGGAG 273

Ai03B23438 Araip.B03 23438 p3 (AAT)5 15 87514964 87514978 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 239

Ai03B23441 Araip.B03 23441 p2 (AG)6 12 87529311 87529322 GCCAGAGAATGGAGGAATCA GTTGGGAACATTGAACCTGG 175

Ai03B23442 Araip.B03 23442 c (A)12(TA)12 36 87536601 87536636 CTAAGTTTGGGGAATTCGGG ACTTCGTTTTGGGGCATTTT 242

Ai03B23444 Araip.B03 23444 p2 (GT)6 12 87546966 87546977 GTCCCCTGCATTTTCAATTC CCCCTCTTTGGCTTTTTCTT 279

Ai03B23446 Araip.B03 23446 p3 (GAA)6 18 87552265 87552282 CCCCTAATGAAAGTGGGGTT TTTCTCACCGGTCTTCTATTTTG 166

Ai03B23447 Araip.B03 23447 c (TC)6(T)12 24 87559011 87559034 TTGGGATCCTTTTCATTTGC GGTGGCAATGCTTTCTGTCT 279

Ai03B23452 Araip.B03 23452 p2 (CT)7 14 87587490 87587503 TCTTTTCCAACTTCCTAACACC GATGAGGGAGAAGGATTTTCG 278

Ai03B23453 Araip.B03 23453 p3 (TTC)5 15 87590212 87590226 CACCCTTATGGCCGAACTTA CCCTCGAGCAAGAGAAGAAA 171

Ai03B23455 Araip.B03 23455 p3 (GAA)5 15 87620731 87620745 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai03B23458 Araip.B03 23458 p2 (AG)6 12 87635002 87635013 TTTCTGGGCTGTTTTTGACC GGAACATTGAACCTGGAATTG 225

Ai03B23461 Araip.B03 23461 p3 (AGA)5 15 87657672 87657686 CCTATGACTCGGAGGTGGAA ATACACCCCACCAACCTTCA 268

Ai03B23462 Araip.B03 23462 p3 (TTC)5 15 87672060 87672074 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai03B23465 Araip.B03 23465 p3 (GAA)5 15 87697410 87697424 AAGAGATGTAGGGCCACCG CGCCCTGCTTCTATCCTTCT 155

Ai03B23469 Araip.B03 23469 c (A)10tttttttttagtat(TTTA)648 87716512 87716559 TGCAAAGAATAAAAGAATGCAAA CTGCTTTTCTCCTCCCTCCT 252

Ai03B23470 Araip.B03 23470 c (CG)6cacagcgcgcttacgcgtggatgcaacagggacgatc(CG)661 87716721 87716781 AGGAGGGAGGAGAAAAGCAG AGCCACCATGACAATAAGCC 129

Ai03B23471 Araip.B03 23471 p3 (AGA)5 15 87719816 87719830 TTCCTCTTCCAAGTTTCCCA AGGTGACTCCACTCCCCTTT 277

Ai03B23472 Araip.B03 23472 p2 (CT)6 12 87731142 87731153 TGAACCTGTACTTGAGAAATAACCA TTTTTGACCCAGTTTTTGGC 217

Ai03B23476 Araip.B03 23476 p2 (AG)16 32 87746569 87746600 ATCGGAGATCGAAACAATGC AAACCAACCATCAACTTCGC 225

Ai03B23478 Araip.B03 23478 p3 (AAT)15 45 87749989 87750033 CTGTCCAATTATAACGGTCAATACC TGACTATTGGTCATTAAGTCGGAAT 243

Ai03B23479 Araip.B03 23479 c (A)10gagagaaaag(A)1030 87782203 87782232 CTCCATCCTCCTCCATGAAA CACCCTTGCCTTTTGGTTTA 253

Ai03B23481 Araip.B03 23481 p3 (CAA)5 15 87810071 87810085 TAGCCATCCCAAGGCTATTG AGCTGCCAAGGTGTTGTCTT 247

Ai03B23482 Araip.B03 23482 p3 (AAC)5 15 87810422 87810436 ATGACCACCCAAATCAAGGA GGTGAGGTGCTCTGTAAGGC 273

Ai03B23485 Araip.B03 23485 p3 (TTC)5 15 87828199 87828213 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 177
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Ai03B23493 Araip.B03 23493 p3 (TTC)5 15 87893224 87893238 AACCCTAACTCCCATCCCAC TTGCCTTCCCTTTCCTCTTT 270

Ai03B23494 Araip.B03 23494 c (A)10tagcgaaaaaaaagaaag(A)1139 87894890 87894928 TGAAGCAAGAACAAGCAGTGA AGCACATGGTTAGGGACAGC 271

Ai03B23499 Araip.B03 23499 p2 (AG)6 12 87927989 87928000 GGGAAGGGTTTTATGGGAAA AAAGGGGAGAAAACTGGCAT 204

Ai03B23503 Araip.B03 23503 p2 (TA)6 12 87967135 87967146 TTAAGTGTGGGGAGGTCGTC AGCTCAAAAACCATGTTCCA 262

Ai03B23504 Araip.B03 23504 p2 (TA)6 12 87986442 87986453 TCTTGGGGCATTTTTGTCTC TGAAAATTCTGGGATTTGGG 235

Ai03B23505 Araip.B03 23505 p3 (AAC)7 21 87992560 87992580 GGGTGGAGAGACAATTCCAA TCCCTTTGGTGAGGTACTCG 170

Ai03B23507 Araip.B03 23507 c (AT)19ac(AT)6 52 88028071 88028122 CATGTCCTCATGCTAAGTCCAA ATCACCATCTAAGGCTTGGC 255

Ai03B23508 Araip.B03 23508 p6 (AAAATA)5 30 88029535 88029564 TCCACAACTAAACTAAATGGCTAAAA TCTTCCTTCTTCTTTCCCCC 178

Ai03B23510 Araip.B03 23510 c (A)10ggggatatgtgcggaaaaaaaaaggagagaaaagaaagaaaaagaaag(A)1068 88042938 88043005 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 217

Ai03B23511 Araip.B03 23511 p2 (TA)7 14 88076886 88076899 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 217

Ai03B23522 Araip.B03 23522 p2 (TA)8 16 88116639 88116654 GCCGTCTTGCTCATGTTAAA GGCATAATTTTCACCTAATTATAGCA 257

Ai03B23526 Araip.B03 23526 p3 (GAG)5 15 88133582 88133596 TCCCAGAAGAAGAGCCAGAA GGGCCACTGTCAATCTTCAT 186

Ai03B23529 Araip.B03 23529 p3 (ATT)10 30 88136250 88136279 GGAGGAAAAATGAATTTATGAGGA TTTCCCTCCAAAATGAATGC 253

Ai03B23530 Araip.B03 23530 p2 (GA)6 12 88145906 88145917 GGAGGGAAGAAGGAAAGAAAAA CGTACTGGAAGTTGGGTCGT 280

Ai03B23537 Araip.B03 23537 p2 (CT)6 12 88207817 88207828 TGTGAATCAAGCCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 275

Ai03B23538 Araip.B03 23538 p3 (TTC)5 15 88211316 88211330 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai03B23539 Araip.B03 23539 c (A)10gaaaagaaaaaatagcgaaaaaaaataatag(A)1051 88212574 88212624 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 273

Ai03B23541 Araip.B03 23541 p2 (AG)7 14 88230401 88230414 AAAAAGAGGGAAGGAATTTTCG TCAATCACATCTTTTTCAAAATCAA 176

Ai03B23542 Araip.B03 23542 p2 (CT)6 12 88259318 88259329 TTTTTGAAAATCACTAACCACTTTTT GGATCCGGTTTCTTCTGAGG 266

Ai03B23548 Araip.B03 23548 c (T)10atccaaa(T)10 27 88295749 88295775 CTTGTTTTGGGGCATTTTGT TTGATTTTGGGAAAGTTGGG 228

Ai03B23552 Araip.B03 23552 p2 (GA)7 14 88311873 88311886 CCTTAGGTGCCATGAGTGGT ATACCCCCTCTTCTTCCCCT 172

Ai03B23554 Araip.B03 23554 p3 (TAT)7 21 88316035 88316055 TCACCAAAAATCCGAACTCC CTTGTCTTTGCTCCTGCTCA 166

Ai03B23555 Araip.B03 23555 p3 (TTC)5 15 88319273 88319287 ACCCTAAATGGCCGAAACTT CGGTCTTAGGTGCCATCAAT 250

Ai03B23556 Araip.B03 23556 p2 (AG)14 28 88324523 88324550 AAAAAGAGGGAATGGATTTTCA TTTTCAAATCTTTTTCAATCAATCA 126

Ai03B23557 Araip.B03 23557 p2 (AG)7 14 88334036 88334049 GCTGACAAAAATAAGGCGGA CTCCTCATCACCGAACCAGT 238

Ai03B23558 Araip.B03 23558 p3 (GTG)5 15 88334402 88334416 AGAACAGAGGCTGCGACATT CTCCTCGCACCCTTATCATC 214

Ai03B23559 Araip.B03 23559 p2 (GA)6 12 88334626 88334637 ACGATGATGAGGAGGGTGAG TGTTCTTTCGTTAGCACCCC 265

Ai03B23561 Araip.B03 23561 c (T)11atttcgtctggccttcctattattaaatgcttgctggcttgtttcctcatctaaatgattttcagtgtcaaagcttttatgaattattgggacttctt(TC)6(T)10131 88345677 88345807 CATTCGCGAGGTCGATAAA GTGCAGTATGGTATCCCGCT 276

Ai03B23564 Araip.B03 23564 c (AG)7aagggaggggagagagaga(AG)1053 88349428 88349480 TAGTGGTGGCAGAAGCAGTG TTTTCGCCGATAAATTCGAC 271

Ai03B23565 Araip.B03 23565 p3 (AGA)6 18 88355385 88355402 AGTGATGGGCTTTGGAGATG TCAACATCTCTCTCCCACCC 278

Ai03B23566 Araip.B03 23566 c (AG)6ggttcggattttttttgtgagtgagggagagatgttagtagatgaataaataaatagaataagatgagagagggagaggattttcgaaaataatt(TA)10127 88359382 88359508 TCCTCTATGTCACAGTAAAGAGGTTC CCTCGCGTCATAAAGCAAAT 260

Ai03B23567 Araip.B03 23567 c (AT)8agccaaaccttagataattgataaagtgcctttacaattgagatg(A)1071 88364973 88365043 AAAGCTTGCATGTGGTTGAA CACAAAATCCAGTGAGGGTTC 196

Ai03B23568 Araip.B03 23568 p2 (AT)26 52 88365527 88365578 TGGGGAATTCTTTTGTGTCC GGAAGCATGCTCATGTGAAA 142

Ai03B23569 Araip.B03 23569 c (AT)9agccaaaccttagataattgataaagtgcctttacaattgagatg(A)1073 88386297 88386369 AAAGCTTGCATCTGGTTGAAT CACAAAATTCAGTGAGGGTTCA 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B23575 Araip.B03 23575 p2 (TA)8 16 88414504 88414519 GTTGTGTGCTCTTTGGCTCA CAGAATCACAACAATCCACACA 199

Ai03B23577 Araip.B03 23577 p2 (CT)7 14 88422615 88422628 TCCTTATCTTTTCAAAATTTGTTTCA AGAAGATGAGAGGGGGAAGTG 271

Ai03B23578 Araip.B03 23578 p3 (TAT)5 15 88422944 88422958 CCTCACTCACCAAAAATCCG TGAAAAAGAGGGCCAGAAAA 142

Ai03B23579 Araip.B03 23579 p3 (TTC)5 15 88424673 88424687 ACACAACCCTCTCTCCCCTT ACTCGGAGGTGGAAGCTTTT 229

Ai03B23580 Araip.B03 23580 c (A)10gaaaaaaaataggcgaaaaaaaatagaaagaaaaag(A)1056 88425707 88425762 TCAAATGCTTTTCCCTCCAC TTATTCCTTGAGGCCCTCCT 274

Ai03B23582 Araip.B03 23582 p3 (AGC)5 15 88461092 88461106 TTCCACAGCCAACAAAATCA CCTTGCTTCTCCCTGTTCTG 244

Ai03B23587 Araip.B03 23587 p2 (CT)7 14 88470631 88470644 TTTTGTTTGTTTCTCATCTTCTTCA GAAGGTTCGAATTTGGGTGA 249

Ai03B23588 Araip.B03 23588 p3 (TCT)6 18 88483582 88483599 CCACAGGATCACCTCAGGAT CGGTCTTAGGTGCCATCAAT 259

Ai03B23590 Araip.B03 23590 p2 (CT)8 16 88508185 88508200 TTTTTGTTTGTTTCTTATCCTTTTCA GTGGGTGAGGGAGAGATGTT 267

Ai03B23591 Araip.B03 23591 p2 (CT)6 12 88508425 88508436 AACATCTCTCCCTCACCCAC CTGCAGGCGTTTTCTTTAGG 189

Ai03B23593 Araip.B03 23593 c (T)10aactaattaatttttattctcttttacg(A)1048 88510437 88510484 TTTCGAAAATATCTTCCCTCTTTTT TCCTGGACTGTTCATTTCCAC 226

Ai03B23595 Araip.B03 23595 p3 (TTC)5 15 88516172 88516186 AGCCCTCCATTCTTCCTCAT CTTGGAGGTGGAAGCTTTTG 257

Ai03B23597 Araip.B03 23597 p2 (AG)6 12 88541491 88541502 TAGGTAAGGGGTTTTTGGGG ACGTTTAACGCCAGAAATGG 275

Ai03B23598 Araip.B03 23598 p2 (CT)6 12 88551654 88551665 GTTGGGAACATTGAACCTGG CAGAAGTCGTCCCCAACAAT 246

Ai03B23599 Araip.B03 23599 c (TA)6(TG)29 70 88553665 88553734 GATTGCGTGTTCTTTGGCTC AGCTTTTCAGAATCACAACAATC 252

Ai03B23601 Araip.B03 23601 p2 (CT)6 12 88568983 88568994 GTTGGGAACATTGAACCTGG GCCACGTGCAGAAAATTACA 262

Ai03B23602 Araip.B03 23602 p3 (GAA)5 15 88603069 88603083 GCAAGAAAATTCAACACCGAA CGTTGCACCCTGTTTTTCAT 233

Ai03B23604 Araip.B03 23604 p4 (TTTA)6 24 88618387 88618410 CCAATGGAGGGTATGCAGAT CCTGATCACTTTCTCTCTCCTCA 252

Ai03B23608 Araip.B03 23608 p2 (AG)7 14 88682537 88682550 AAAAGAGGGAAGGGATTTTCA TCAAATCTTTTTCAATCAGCCA 110

Ai03B23612 Araip.B03 23612 p3 (TTC)5 15 88721394 88721408 CACTCACATCCATCCCCTCT CGGTCTTAGGTGCCATCAAT 251

Ai03B23615 Araip.B03 23615 p2 (TA)6 12 88732846 88732857 TTGAGCCTGGAGTTTTGCAT ACTCTCGCACAACTTTCGGT 222

Ai03B23617 Araip.B03 23617 p2 (AG)6 12 88742608 88742619 TGTGGCCCAGAAAACACATA CAATCTTGAAAGCAAAGAAATCC 167

Ai03B23626 Araip.B03 23626 p3 (TCT)6 18 88836384 88836401 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 246

Ai03B23627 Araip.B03 23627 p3 (AAT)8 24 88856381 88856404 GCCGCTCTGTTTTTCTCCTT TGCAATGAATAAAAATAAGCAAATG 233

Ai03B23628 Araip.B03 23628 p2 (TA)21 42 88857358 88857399 CCCAACACTTTTGCATTTCA GGCTCAAAACTCACTTGCTTG 260

Ai03B23632 Araip.B03 23632 p2 (TA)6 12 88878884 88878895 TTGGTTTGACTGAAAATAGGGA TCAAAAACTCACGGGTTGTG 248

Ai03B23633 Araip.B03 23633 p2 (AT)6 12 88879739 88879750 TTTGGGTGACTAAGCATGATTTT GGGCTAAGGTAAGGGTGAGG 132

Ai03B23634 Araip.B03 23634 p2 (AT)15 30 88880096 88880125 TCAATTGTGAACGTGCTTTGA GCATGTCCTCATGCTAAGCTC 229

Ai03B23635 Araip.B03 23635 p2 (GA)7 14 88885572 88885585 GGAGGGAAAAAGGAAAGAAAAA TAGCACAAAACGAGTCACGC 265

Ai03B23636 Araip.B03 23636 p4 (TAAA)6 24 88888653 88888676 TTGACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 251

Ai03B23639 Araip.B03 23639 p2 (TA)11 22 88931590 88931611 ATCACACTCGAAAGGCGATT GGACTCGGTGTTTGCATTTT 218

Ai03B23642 Araip.B03 23642 c (GA)9atttttgaaaat(TAAAA)555 88972530 88972584 GAACACAGAGAAGGAGAGAGGG CGAAAATCACTAACCACTTTTTCA 262

Ai03B23645 Araip.B03 23645 p2 (CT)7 14 88983396 88983409 TTTTGCTTGTTTCTTATCTTTTTCAA AGAGGGTTCGGATTTTTGGT 280

Ai03B23646 Araip.B03 23646 p2 (CT)6 12 88983632 88983643 AACATCTCTCCCTCACCCAC CCTTCAGGTTCTGGATCAGC 210
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Ai03B23651 Araip.B03 23651 p5 (TTTTC)5 25 88995248 88995272 TGAAGCAAGAGAAAGCAGTGA ATCCATTGATGCTCAAAGCC 153

Ai03B23655 Araip.B03 23655 p2 (TA)8 16 89028319 89028334 GGTTTATCAACCTCCCCACA ACGCAACTCAATTGTGAAGG 262

Ai03B23660 Araip.B03 23660 c (T)10gcacatggtaattgaattacttaga(T)1045 89051942 89051986 GGAATTTCTTTTGGATCCCC GGGAAACCTTTTGGGAACAT 180

Ai03B23663 Araip.B03 23663 p2 (CT)7 14 89061768 89061781 TCCTAAGCGTGTCACTGTCG TTGCAACACAAATTCACAACTTC 172

Ai03B23666 Araip.B03 23666 p2 (AT)7 14 89064045 89064058 TTCACATTTTATGACATGATTTTTAAG TGAATCATTGTTGCAAAACATACTA 280

Ai03B23670 Araip.B03 23670 p4 (TCTT)5 20 89067827 89067846 GAATGAAGTAGGTCACCGGC TGGGGCCACTAACTCAAAAG 158

Ai03B23674 Araip.B03 23674 p2 (TA)6 12 89082877 89082888 TAAATGTAGCCGTATGCCCC TGGTCTCATGTATTTTGATATGGG 232

Ai03B23678 Araip.B03 23678 p2 (TA)6 12 89100579 89100590 AACCCACTTTGAGCGAAAGA CCATGAAAGATCGGGAGAAA 263

Ai03B23683 Araip.B03 23683 p3 (ATT)9 27 89112570 89112596 GGCAAACAGGAAAGCAAAGA TGGTTCAATTTTGTTTTGTCTTCT 270

Ai03B23686 Araip.B03 23686 p3 (GAA)5 15 89130315 89130329 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai03B23687 Araip.B03 23687 p2 (AG)6 12 89131738 89131749 TCAGCTTCAACAAGAATGCC AACATCTCTCCCTCACCCAC 196

Ai03B23688 Araip.B03 23688 c (A)10ttaaaataatgaaaaagaaatttttgaaaaagggggaagatattttcgaaaatt(AG)1186 89131905 89131990 AGAGGGTTCGGATTTTTGGT TTGTTTCTTATCTTTTTCAAAACTACC 279

Ai03B23692 Araip.B03 23692 c (A)10gaaaaaaatgataaaaacaaaaagaaaaaaaag(TA)35113 89144091 89144203 AACCATATGCATTGATGTTCTTG TGGTCAAGTGAGCTAGAGATTTG 272

Ai03B23695 Araip.B03 23695 p4 (TAAC)6 24 89156086 89156109 TCAGCAGCAACATCTCATCA CATCCACCGTCATCTCCTTT 126

Ai03B23696 Araip.B03 23696 p5 (AAGAT)5 25 89161148 89161172 AGAGATAAGGGCGGTTCCAT TGCTGCTGATCCTTTGTCAC 242

Ai03B23698 Araip.B03 23698 p6 (TTTATT)5 30 89172501 89172530 CCCCTTCACACCCTACTTGA TGAACTAAAGTGCAACATGCAG 237

Ai03B23703 Araip.B03 23703 p3 (CAG)5 15 89201998 89202012 CAGCAACTGACTCGAACCAA ACAGCACCAGCCTTCTTGTT 257

Ai03B23705 Araip.B03 23705 p3 (CAT)5 15 89216568 89216582 TCTCAGCAGCATCAATACGG CCTTACGCTCTTCAGCTTGG 260

Ai03B23707 Araip.B03 23707 p5 (AAGAT)5 25 89219577 89219601 AAAAAGGGTCCAAATGGAGG CGACCCAGGGTATGAACAGT 171

Ai03B23709 Araip.B03 23709 p3 (AAG)5 15 89245330 89245344 AACCCCAGTGGACAAAACAG TTTCAAACGTCTTGGAAGGG 155

Ai03B23712 Araip.B03 23712 p2 (AT)7 14 89248339 89248352 TTGGAAACAATTGGTTTGAAAAT TTCACCACTTACTTTGGGGC 221

Ai03B23716 Araip.B03 23716 p2 (AG)6 12 89289811 89289822 GAGAGGGAAGAAGAGAAGATTTTTG TTTTCAAAATCAAATCTCCAAATC 202

Ai03B23717 Araip.B03 23717 p2 (TG)6 12 89292717 89292728 CCCTCGTCGGTCCATATTTA GAAGATGCATCGCTCACAAA 179

Ai03B23719 Araip.B03 23719 p2 (AT)9 18 89320943 89320960 CTTCACTTGGGGCATTTTGT TTGAAAATCATGGAAATTGGG 235

Ai03B23724 Araip.B03 23724 p3 (AGC)5 15 89355418 89355432 AATTAAACGGAGCGAACCCT CTTCGATTCCAATTCCTCCA 272

Ai03B23732 Araip.B03 23732 p2 (AG)6 12 89417244 89417255 CGGCCCAGAAAACACATATT AGCCAATTGGGCAACATAAG 276

Ai03B23735 Araip.B03 23735 p4 (GTTA)5 20 89447907 89447926 TCCAACACTTCCAAACACCA GGCAATAAGGGATATAGCAACG 193

Ai03B23741 Araip.B03 23741 c (A)10gaaaatggcgaaaaaaaagt(A)1141 89469409 89469449 TGAATGAATGCCTGAACAGTG TTGGCTTTTTCTGCTTGCTT 257

Ai03B23742 Araip.B03 23742 p2 (AG)7 14 89473711 89473724 AAGTTGCCGGACTGAAGGTA CTCCTCCTCACACCACCACT 190

Ai03B23744 Araip.B03 23744 p2 (CT)6 12 89479434 89479445 TAACGCCAGGAATGGGTAAG GGGGTTTTTGGGAAAGATGT 232

Ai03B23748 Araip.B03 23748 p2 (TC)9 18 89498179 89498196 CTCTCCCCCATCCCTCTTAC GGAGAAAGAGCGCAAAAGAA 135

Ai03B23750 Araip.B03 23750 p2 (GA)7 14 89499161 89499174 GAGAGAAGGGAGCGGGAA CCCTTCCTCTTTCTCCCC 173

Ai03B23752 Araip.B03 23752 c (CTC)7cttcccaccaccaactca(TTC)554 89501630 89501683 CGTGGAAAGAGAGCTCCAAC GGAATCTACGATGAACCCGA 230

Ai03B23753 Araip.B03 23753 c (AGA)5atgggttggtggtggga(AGG)856 89502173 89502228 GGGTCGTACTCTCTTGCGTC AAAACCACCACCAATCCCTT 138
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Ai03B23754 Araip.B03 23754 p2 (AT)8 16 89503002 89503017 ACCCTTCATCCAATGGCATA TGGAAATGGAAGCTCTGACA 184

Ai03B23755 Araip.B03 23755 p4 (AAGA)5 20 89506511 89506530 AGGAGGCAATGAAGAACGAA AAGGTCAGTGGCTCAATGCT 209

Ai03B23756 Araip.B03 23756 c (TC)6cccctctcct(TC)736 89507411 89507446 TGAACTGAAACTGCACTAAACCA GGGGAGAGAGGGAGAGAGAG 260

Ai03B23757 Araip.B03 23757 c (TC)9ccactcccctctttctctctctctatccctttctctcattctctctctcccctatcccttttc(CT)795 89507558 89507652 TCTCTCTTCCCCTTCCCCT GGGAGAGAAAGAGATGGAGG 182

Ai03B23758 Araip.B03 23758 c (CT)9cactcttccttctctcccttttcttcccctctttctctctttctcctcttctctccctcctttctctctctccccttctctccctt(TC)6cttcccctctcactcttcatct(TC)6cccctctttctcccatttccctctctttgtcttc(CT)7198 89507784 89507981 TCCCTCTCTCTCCCTCCCT AAGAGAGAAAAGGAAAATGGGG 250

Ai03B23759 Araip.B03 23759 c (TC)6ttttctccctctatccctttctctcattctctctcccatatccctctttctctctatctctctctccctctctctctttttctcttcccct(TC)7c(CT)7132 89508086 89508217 TCTCTCTCTCTCCCCATTTTC AGAGGAAGAGGGATAGGGG 266

Ai03B23760 Araip.B03 23760 c (TC)6ta(TC)8 30 89508569 89508598 CTCTCTTGCGCTCTTTCTCC TCCCTCTTCTCTCTCTCCTCC 177

Ai03B23761 Araip.B03 23761 p2 (AG)13 26 89508880 89508905 GGGGGAGAGAGAGAAATAGGAA TCATTAGGGGTGTGCAAAAA 279

Ai03B23763 Araip.B03 23763 p3 (TGG)5 15 89511299 89511313 ATTCATATGTCCGCGTGTCC ATCCCCAATCACCAATCCTT 179

Ai03B23766 Araip.B03 23766 p2 (AT)7 14 89526111 89526124 TGGGGTTTATCACCCTCCTT GCAAAAGAAAAAGCATGTTGC 137

Ai03B23767 Araip.B03 23767 c (AAG)5aaaat(AG)734 89527775 89527808 AGGAGTCTCCAACCTTGGGT TATCCGTCTCCATCACCCTT 212

Ai03B23769 Araip.B03 23769 p6 (AACCCT)8 48 89556018 89556065 TCCCATTTCAATTTGTCCAAC CCTAAGGTCGTTCTCACCCA 261

Ai03B23771 Araip.B03 23771 p3 (CAC)6 18 89564739 89564756 ATGGCTGGAAGCAGATCAAC GAACTTTTCGGTGGGTGAAA 271

Ai03B23772 Araip.B03 23772 p2 (AT)7 14 89570144 89570157 ATTTTAAAGGTTTTGGCCCG CAGTGAGACGAACGCATGAT 266

Ai03B23774 Araip.B03 23774 p2 (GA)7 14 89588991 89589004 CGAACAGAGAGAAGAGAGAGGG CGAAAACAACTAACCACTTTTTCA 252

Ai03B23776 Araip.B03 23776 p4 (TTTA)6 24 89607832 89607855 TATGAAGCAGTGGTGGGGTT TCGAAAATCTTCACCCATTTTT 192

Ai03B23778 Araip.B03 23778 p2 (TG)6 12 89609628 89609639 TGGCCTGCATAGGATAGACA TGGGATAAGAACTGGGGAGT 270

Ai03B23779 Araip.B03 23779 c (CT)9ttcttcttccctctctt(TTC)550 89621193 89621242 TACAGCTCAGACCCACCCAT AACATTCGCAATGCAACAAA 246

Ai03B23782 Araip.B03 23782 p2 (AT)8 16 89653867 89653882 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 225

Ai03B23784 Araip.B03 23784 p2 (CT)6 12 89659305 89659316 CCAAATTGGTAACATGAGTCAGA TTCAGCCCAGAAAACACAGA 280

Ai03B23785 Araip.B03 23785 p3 (GAA)5 15 89662152 89662166 TGAACATGCAAGCAACCCTA CGCCACACAACTTATCCAGA 255

Ai03B23788 Araip.B03 23788 c (A)10gaaaatac(A)1028 89673560 89673587 GACCCTTCGATTGGAGCTTT ATGCACATGCAATTGACACC 214

Ai03B23791 Araip.B03 23791 p2 (AG)9 18 89706191 89706208 ATCATCATCATCCGGGTTGT GCAGGAGCAGGTTCAGATTC 117

Ai03B23793 Araip.B03 23793 p2 (TC)6 12 89715442 89715453 CGTCATTCAGTTTAAGCGCA GAAAAACCTTGTTAATGGGGG 218

Ai03B23796 Araip.B03 23796 c (TTAT)5tgaatatttttgg(T)1043 89750527 89750569 GCCTAGCTACCCATAGTTCCC GGGTACCTACTCATGTGAAACCA 251

Ai03B23798 Araip.B03 23798 c (ATT)6atc(ATT)7 42 89758922 89758963 CGAACTCGCATGCCTTCTAT CCCTTTCCCTTATTTCCTTATCA 280

Ai03B23800 Araip.B03 23800 p3 (AGA)7 21 89765828 89765848 CGGTCTTAGGTGCCATCAAT CCCATCACCTCTTCACCACT 269

Ai03B23801 Araip.B03 23801 p2 (AG)6 12 89767691 89767702 AAGGAGGAGATGTTAGTGGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 264

Ai03B23807 Araip.B03 23807 p3 (ATC)6 18 89850329 89850346 CCTCACATATGCAAGACTCCA CAACCAAGGTATGGTTTCGG 186

Ai03B23808 Araip.B03 23808 p2 (TA)8 16 89851828 89851843 CCTAAACTCTGCAGGCTGTG CACTAGAAGCCCGATGAAGG 151

Ai03B23809 Araip.B03 23809 p2 (TC)6 12 89858215 89858226 TCAAAAACCACCTAACTACCCTTC AGAGAGGGAGAAAGGGTTCG 275

Ai03B23810 Araip.B03 23810 p2 (AG)6 12 89889560 89889571 GATGAGGGAGAAGGATTTTCG TTGGTTTTCAAATTTGTTTCAACT 254

Ai03B23811 Araip.B03 23811 p4 (ATTT)5 20 89890844 89890863 GCCAAAACCTCAGTCCAAAA TCGAGTTTGGACAACTGACG 256

Ai03B23817 Araip.B03 23817 p2 (TG)9 18 89927548 89927565 TTGGCTAGCCGACCTAACTC GGGCGACAAAGCACTATGAT 262
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Ai03B23818 Araip.B03 23818 c (CA)6tgatccattcatt(A)1035 89937741 89937775 CGCGAGCTTGTAGTTCCTTT CGGTCATCACGCTCTAGACA 199

Ai03B23819 Araip.B03 23819 p3 (TTG)6 18 89941834 89941851 GTGGTTGAAGTGCCAGGAAT TTCCAAAAAGATGGCCAAAG 140

Ai03B23822 Araip.B03 23822 p3 (TCT)7 21 89968691 89968711 CCCTTTACCAATCACCTCCA TTGGCATCTCACGTTATCCA 280

Ai03B23823 Araip.B03 23823 p2 (CT)7 14 89974193 89974206 TGAAGGAACTTTGAACCTGTGA AGGCTGTAAAGTGGGGGAAT 178

Ai03B23824 Araip.B03 23824 p3 (TTA)10 30 89981157 89981186 TGAAATGAATGAAAACAAGGAAA CACGGATTTGCACCCTATTT 262

Ai03B23825 Araip.B03 23825 p3 (TGT)6 18 89986703 89986720 CATGACAAAGATCAATGGCG TGCAACTGCAGCAAGTTAAAG 187

Ai03B23826 Araip.B03 23826 p2 (AT)6 12 89988398 89988409 TTTTCTTTGAAAAATCGGAAAT TTTGCGCATCTGATTGTGTT 229

Ai03B23828 Araip.B03 23828 p5 (TAAAA)6 30 90000346 90000375 GATGTGGGTGAGGATTTTCG TTTCTAATCCCAAATCTTAAAATCAAA 170

Ai03B23830 Araip.B03 23830 c (C)11ttttttttcttttctattcttgctttgtttgtttcttctc(T)1061 90008491 90008551 CCCATTCCTCACTCTTTCACA ACACACCCTCATGGGTTGAC 237

Ai03B23834 Araip.B03 23834 p2 (CT)6 12 90022954 90022965 TTGAACATGATAAGGAGTTGGAA TAGAAAATGCTCCCAGCGAT 240

Ai03B23837 Araip.B03 23837 p2 (AT)6 12 90044756 90044767 CCCAGCGATCCAGAGTTCTA TGCATGATCAATTAATCCCCT 261

Ai03B23838 Araip.B03 23838 p2 (TA)10 20 90044916 90044935 CAAGGGGATTAATTGATCATGC TTTTGGATTATGTTGGCACTT 146

Ai03B23848 Araip.B03 23848 p3 (GAA)6 18 90091292 90091309 ATCCAGGAACAGTGGCAATC TTGTTGCTCTGTGCTCTGCT 267

Ai03B23849 Araip.B03 23849 c (A)10ttggcacagggacctaaataaaaggaaaaaaaagtgtaggaacccaagt(A)1069 90092193 90092261 CATCAAGACGCGGTCAATAA GCTGGTCCCTATAGTTTCGC 265

Ai03B23852 Araip.B03 23852 p3 (TTC)5 15 90098187 90098201 ACGTTGGCGTTTTGGTTTAG GAGACGAACGACGAAAGGAG 254

Ai03B23857 Araip.B03 23857 p3 (TTG)6 18 90126320 90126337 GGACACGGTCACTGAAGGTT TGTGGCTGGAATTGATGAAG 204

Ai03B23859 Araip.B03 23859 p2 (CA)6 12 90133783 90133794 CACACTTTGCGAGAAATCCA AGCATGCAAAGTGGAGGAAG 211

Ai03B23862 Araip.B03 23862 p2 (TA)7 14 90150880 90150893 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 222

Ai03B23864 Araip.B03 23864 c (A)10ttaaaatgcaacaaatgagaataggcaaatgcaataaaagaaaatggaagaaaagaag(A)1078 90152348 90152425 TGCCAAATAAGTCACAAAGCA TTGTGCCTATTCTGTGCCTG 268

Ai03B23866 Araip.B03 23866 p2 (TA)7 14 90167091 90167104 AGGCTCAAACCTCACATGCT CCCAACACTTTTGCATTTCA 230

Ai03B23869 Araip.B03 23869 c (AC)6t(CA)13t(AC)1060 90188810 90188869 GGTTTATCAACCTCCCCACA GGCTCTTGTGAGCGTTCTTC 261

Ai03B23870 Araip.B03 23870 c (T)10cttctcttttttttcttc(T)1038 90189309 90189346 CCCATTCCTCACTTTTTCACA GGAGCATCGGTTGAGGTAAA 280

Ai03B23872 Araip.B03 23872 p3 (AAT)5 15 90202842 90202856 CAAGGAATTGCAGGGAGGTA GGAATTGACTAGGACCTGAGGA 267

Ai03B23873 Araip.B03 23873 p4 (AAAT)8 32 90206250 90206281 TTTTCGGAAATCTTCACCCA CCATGATGGAGAAAGGGAGA 133

Ai03B23876 Araip.B03 23876 p5 (AAAAC)5 25 90228407 90228431 TTCAAATGCCATGGAGAACA GCTGCTTAAACCCTTGCCTA 241

Ai03B23877 Araip.B03 23877 p3 (ATT)9 27 90228974 90229000 ATAATTGACGCGTGTCTCCC AGAGACTTCGCGTCTTCAGC 231

Ai03B23878 Araip.B03 23878 c (TCT)5tttctttcgtttcttgccttctctttctccttcttcaaccgttactgcatgttttcactgcac(CTT)5gctgcacg(TTC)6119 90229491 90229609 TTTGCACACGTTCTTCTTCC TGGAAATCGAGAATAACGGA 227

Ai03B23884 Araip.B03 23884 p2 (TC)6 12 90256990 90257001 GGCCCAGATCCAAGTACAGA TGTCTGTAACATGGAATAATTCGT 275

Ai03B23885 Araip.B03 23885 c (A)10taattagttaattaaaaagaaatttttgaaaaagggagagatattttcgaaaatt(AG)779 90274004 90274082 GAATGAGATGGGGGAGGAAT GGCTGTAAAGCCATGTCTCA 276

Ai03B23889 Araip.B03 23889 p3 (TTA)6 18 90290653 90290670 ACAGCAACCTCCTGCTCACT CATAGCAGCAGCGAACAAAA 280

Ai03B23892 Araip.B03 23892 c (A)11tcataaaatcataaaaaccaaaaatattttatgtttcttatttgagtcttgagtcagatttnaaaactacctaactaa(CT)6101 90320973 90321073 AAGCCATGTCTAACCCTCAGA TTGAAAAAGAGGGAGATATTTTCG 247

Ai03B23894 Araip.B03 23894 p3 (TTC)5 15 90352488 90352502 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai03B23896 Araip.B03 23896 c (T)10ccaaataattttcgaaaaatcc(A)1244 90370092 90370135 TGATTCCCATCAATTTGGCT GCATGCAATTGACACCAAAC 265

Ai03B23900 Araip.B03 23900 p4 (TTTA)6 24 90402873 90402896 CCAATGGAGGGTATGCAGAT CCTGATCACTTTCTCTCTCCTCA 253
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Ai03B23901 Araip.B03 23901 p3 (GAA)5 15 90409330 90409344 GGCCAAGACAAGGGACACTA TGTTGCAAGGAAACACCAAA 202

Ai03B23903 Araip.B03 23903 p2 (AT)9 18 90423700 90423717 GCAATCGTGAGCGATTAAGG CACACTTTCGCGTGACTTTC 213

Ai03B23904 Araip.B03 23904 p3 (TTC)5 15 90436152 90436166 TCTTTTCATTGGGTTAGAGAGC ATCCAACCCCCAACCTAATC 238

Ai03B23906 Araip.B03 23906 p2 (CT)6 12 90451848 90451859 TTGTTTCTTAACTTTTTCAAAACTACC GGAGGGTTGAGATGTGAGATG 279

Ai03B23907 Araip.B03 23907 p2 (AT)9 18 90463076 90463093 AAGCAAAGTGCTAGGTGGGA ACGCCTCTAGCCACACTTTC 237

Ai03B23910 Araip.B03 23910 p3 (TTC)5 15 90480136 90480150 TCTTTTCATTGGGTTAGAGAGC ATCCAACCCCCAACCTAATC 238

Ai03B23912 Araip.B03 23912 p3 (TCA)5 15 90504879 90504893 CAACCTTTTGGAGTTCGCTT GGCCCACAAATAAATCATGC 193

Ai03B23916 Araip.B03 23916 p2 (GT)8 16 90536339 90536354 GTAGCTACAAACGATGCGGC CGGGCTAAAAACGCTAACAG 206

Ai03B23918 Araip.B03 23918 p3 (AAG)5 15 90547452 90547466 CGGTCTTAGGTGCCATCAAT GCCAAACCTTAACCCCTCTC 242

Ai03B23922 Araip.B03 23922 p2 (AC)9 18 90568153 90568170 GGGTACATGTATGGCCAAGTG ATGTGATGCAAAAGTGGGAA 137

Ai03B23927 Araip.B03 23927 p2 (AG)7 14 90596964 90596977 ATAGGTGAGGGGTTTTTGGG TAACGCTAGGAATGGGCAAG 242

Ai03B23930 Araip.B03 23930 c (A)10gagaaaaaaagaaaaaaa(AT)844 90609589 90609632 GAAACTGTGGGAACATGGGT ATTGGGCTAATTTTGTCCCC 232

Ai03B23933 Araip.B03 23933 p2 (CT)6 12 90628057 90628068 TTTTTGTTTGTTTCTTATCTTTCTCAA GAGAGAGAGAGAGGGTTCGGA 274

Ai03B23934 Araip.B03 23934 p2 (CT)7 14 90628277 90628290 CCCCCTCATCCTCTTCTATTT TCCTTTTTGCCCAGGTGTAG 169

Ai03B23937 Araip.B03 23937 p3 (TTC)5 15 90650556 90650570 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai03B23938 Araip.B03 23938 p3 (GAA)5 15 90653804 90653818 AGTAGCGGGAGACTGTGGTG AGACTTGGGCCAACTTTGTG 270

Ai03B23939 Araip.B03 23939 p2 (GC)6 12 90654358 90654369 ACGAGATGGGCATAAAGTGG AGCTTAACCACCTGCCAGAA 178

Ai03B23941 Araip.B03 23941 p3 (AAT)19 57 90662246 90662302 GCACCATTGTGTACCATCCA TGGAAATTTTGCACACACTGA 261

Ai03B23942 Araip.B03 23942 c (C)10aaaaaaaac(A)1231 90662986 90663016 TTTGAAGCAAGGGGAATCAC TTTGAATTGAAAGCTTCGGG 207

Ai03B23944 Araip.B03 23944 c (A)10gaaagaaaagaaaaatggcg(A)1040 90672641 90672680 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 141

Ai03B23948 Araip.B03 23948 p3 (GAA)5 15 90752368 90752382 CGGTCTTAGGTGCCATCAAT ACTTGGCCGAAACACACTTC 159

Ai03B23949 Araip.B03 23949 p2 (AG)6 12 90752689 90752700 GAGAGGGTTCGACTTTGGGT TTTCTTACCTTTTTCAAAACCACC 274

Ai03B23954 Araip.B03 23954 c (CT)8catctctttccatttatttatttatttactaacacttttcttcatctaataattcgaacc(CT)790 90779814 90779903 CGAAAATCACTAACCACTTTTTCA AAGGAAGAAGAAGAAATTCGAACA 267

Ai03B23955 Araip.B03 23955 c (T)10cgccta(T)10 26 90784498 90784523 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 244

Ai03B23956 Araip.B03 23956 c (AAT)7agggatcctttttaccacagtatagaggtccctatgtgagtagaagaaaagaagaagaaaatctgaactc(AG)7ggagttcagatttttggtgagtgatgtgaggaggagatgttagtggatgaataaataaatagaataagatgagagaggaaaaatttcgaaaataa(T)14214 90787548 90787761 TGTCATTGCTCCTGCTCATA ATTTTCAAAAATCACTAACTCTTTTTC 280

Ai03B23957 Araip.B03 23957 p2 (AG)6 12 90787895 90787906 TGGTGAGTGATGTGAGGAGG TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai03B23960 Araip.B03 23960 p3 (TCT)6 18 90815419 90815436 AATTCCCCTCCAAATCCATC TTAGAATGTTGCTCGCCCTC 195

Ai03B23963 Araip.B03 23963 p2 (CT)7 14 90820181 90820194 TTTCGAAAATCCTTCTCTCTCA CAGGTTCTGGATCTGCTTCA 255

Ai03B23967 Araip.B03 23967 p3 (TTA)5 15 90838872 90838886 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 239

Ai03B23968 Araip.B03 23968 c (T)10cgaaaattattttgggaagaacaaaaaagaagaataaaaa(T)1060 90842580 90842639 AAGATGCAATTGACACCAAGC TCGAGTTTGGACAACTGACG 248

Ai03B23975 Araip.B03 23975 p2 (AC)6 12 90877257 90877268 TTTCAAGGTTGTAATGGGGC TGGACAAAAATTACCCCAATG 249

Ai03B23976 Araip.B03 23976 c (TTAT)5ttgttcatttgaatag(T)1046 90877411 90877456 TGCCTAGCTATCCATAATTTCCA TGTGCATTGATATGTTATGTTTGC 201

Ai03B23977 Araip.B03 23977 p2 (AT)7 14 90901526 90901539 TATTGGTTCTGGGGATGCAG GGGTACCCGATGACTTTGAA 271

Ai03B23979 Araip.B03 23979 c (T)11ctgcaagctttg(T)3356 90904277 90904332 AGGCCCTCCTATCCACTGAT AGGATCCAAGGATTTGAGCA 278
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Ai03B23980 Araip.B03 23980 p4 (TAAA)5 20 90911600 90911619 CAGGTTCAGGATCAGCTTCA AAATTTCGAATTCTCTCTCATCTCTT 261

Ai03B23981 Araip.B03 23981 p3 (ATT)5 15 90915609 90915623 GAGGTGCTCTGTAAGGCTGG CAGAGGAGGCAGAGACAACC 122

Ai03B23983 Araip.B03 23983 p2 (AT)8 16 90943217 90943232 GAAGGTTTTCCCAACAATGC TGCGTATGAAGGGCATAAAA 270

Ai03B23985 Araip.B03 23985 p3 (GAA)5 15 90949169 90949183 TAGGAAGAGGAGGGGGAAAA GGTTCTATGCGGGTTGTTGT 204

Ai03B23990 Araip.B03 23990 p2 (GA)6 12 90980828 90980839 AGCCGTCATCATCGTCTTCT TGCTGTTTCTGTTTCTCCGA 261

Ai03B23992 Araip.B03 23992 p2 (AC)8 16 90992936 90992951 TTTCAAGGTTGTAATGGGGC GGGACAAAATTACCCAATGC 255

Ai03B23993 Araip.B03 23993 p2 (AT)6 12 91007078 91007089 TTTTCACCTTTATCGGACGG TGATGAGGCACCAAGTTGAG 216

Ai03B23995 Araip.B03 23995 p3 (TAT)8 24 91010544 91010567 TGATTCGAAAATTTCAAGTTTGTT TCTTATCCTTGCTCCTGCTCA 268

Ai03B24000 Araip.B03 24000 p2 (GA)8 16 91033991 91034006 AGATATGTGGTTCGGCCAAG AGTCCTTGACCCCTCAGGAT 265

Ai03B24002 Araip.B03 24002 p3 (TAT)5 15 91037609 91037623 TCCATCCGTACAGTTGTGCT CAGGTTCTGGATCTGCTTCC 195

Ai03B24003 Araip.B03 24003 p2 (CT)9 18 91046954 91046971 GGCTAGGGTGGAGGTAAGGA ATAAAGCCCCAAGAAAAGGG 275

Ai03B24005 Araip.B03 24005 p3 (TGA)6 18 91055127 91055144 CCGAGGTCGATCTCTCTTTG TCGGGGTAGCATTAACAACC 221

Ai03B24006 Araip.B03 24006 p3 (GAA)5 15 91059106 91059120 ATGTAGTGCCACCGGAAGAG AGCTTCACGCCTTGTTCTGT 195

Ai03B24011 Araip.B03 24011 p5 (AAGAT)5 25 91102598 91102622 AGGGCAGTTCCCTTGAAGAT CCTGGGTGCTCCAGTGTATT 121

Ai03B24013 Araip.B03 24013 p3 (AAT)15 45 91116613 91116657 TCGAGTATTCAAACCTCGGG TTGGTCTGGACTTCCAATTTC 215

Ai03B24016 Araip.B03 24016 p5 (AAGAT)5 25 91129375 91129399 AACTACCAGGAAGGCCCAAT TCCAGAAGTGGTTTCAAGGG 239

Ai03B24018 Araip.B03 24018 p2 (TC)8 16 91136503 91136518 TCCATTTCTCTTCCACCACC AATGGAATGAAGGCGAAGTG 255

Ai03B24020 Araip.B03 24020 p2 (CT)9 18 91163779 91163796 CCTAAATGGAGCAGGGATGA TATAGGGGTGGGGTAGAGGG 251

Ai03B24023 Araip.B03 24023 c (A)10tgttttc(A)10 27 91226058 91226084 AACATCAGTGCCAGATTCCC CCAGCCAGGATTCAACAAAT 273

Ai03B24024 Araip.B03 24024 c (A)10gaaaaaaataggcg(A)1337 91227934 91227970 GGAGGAGCATCTGTCTAGCG AGGCCCTCCTATCCACTGAT 187

Ai03B24025 Araip.B03 24025 p2 (GC)6 12 91238575 91238586 CGCGTGCTTGTGGTATTCTA ACCATTGCCAGTTGACCATC 182

Ai03B24032 Araip.B03 24032 p2 (GT)6 12 91279722 91279733 GGCCATCAATTCACTTAGCC CGGTTTTCCCACACTTGAAT 203

Ai03B24036 Araip.B03 24036 p3 (TTC)6 18 91355190 91355207 AATGGAGGTTCATAAACGGCT GCTAAGAAAGCAGAAACCGC 148

Ai03B24037 Araip.B03 24037 p2 (CT)7 14 91358819 91358832 CAAGGTGACCATAGCTTGCTT GAAATTTTGAAAAAGGGGGAA 275

Ai03B24040 Araip.B03 24040 p2 (TA)11 22 91369218 91369239 TGTTTTTCTCTCCCGTCTCAA AATGGTGGAATCTCATGCAA 210

Ai03B24042 Araip.B03 24042 p3 (TTC)5 15 91374796 91374810 TGAGTCAGCAAATCGGAGTG TACGTGTCTAGCACCACCCA 225

Ai03B24043 Araip.B03 24043 p2 (CT)6 12 91378331 91378342 AACATCTCTCCCTCACCCAC CTGTCCCCGCTCATAAGAAA 169

Ai03B24047 Araip.B03 24047 p2 (TA)6 12 91459173 91459184 GTGTAGCCTTAGGTTCCTCTTTT TGCCTATTTTGATATGGCTGTG 271

Ai03B24050 Araip.B03 24050 p2 (TA)7 14 91470410 91470423 ATCTTGATGCTGCTCCGAGT TTGGGGTATTTTGTCCCCTT 196

Ai03B24051 Araip.B03 24051 p2 (TA)11 22 91470972 91470993 GTGGGTTTGCTTTGATTGCT ATTATGTTTTGGGTGCGCTT 195

Ai03B24052 Araip.B03 24052 p2 (TG)20 40 91473159 91473198 AGGCACCGCACTAAGCATT TAAGGCTGGCCAGAGTATGC 273

Ai03B24053 Araip.B03 24053 p2 (AT)9 18 91473538 91473555 TCGTGGATGTAAAGGCAACA CCTTAGGGAAGAAAGTCCGC 212

Ai03B24054 Araip.B03 24054 p4 (ATAC)18 72 91473737 91473808 AGCCCCAAATTGCAGACATA ATTACCCTGCTGGGAACCTT 213

Ai03B24055 Araip.B03 24055 p3 (ATA)5 15 91477524 91477538 TGGTGTTAACCTGCACCAGT TCTCAGTTTGATGAGCCGAA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24056 Araip.B03 24056 p2 (CT)6 12 91483978 91483989 GCATCACCTTTTTGACCGTT AAAGAGGAAGGTGGGTTGCT 109

Ai03B24059 Araip.B03 24059 p2 (AG)7 14 91531535 91531548 TGGAAATGGAGAAAGCAACC GGCCCAGATCCAAGTACAGA 260

Ai03B24060 Araip.B03 24060 p2 (TA)6 12 91532370 91532381 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai03B24063 Araip.B03 24063 p2 (CT)9 18 91548702 91548719 TTCGAATACACTCCCTCTCTCA CAGGTTCAGGATCAGCTTCA 267

Ai03B24064 Araip.B03 24064 p3 (GAA)5 15 91554853 91554867 CGGTCTTAGGTGCCATCAAT CTCTTCCCCAAAAACCCTTC 255

Ai03B24065 Araip.B03 24065 c (T)12cgaaaaattttaaaatcaaaaataaaaatagttagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6108 91556677 91556784 GGGAGAGGGAGAATTTTTCG TTTTTGTGTGTTTCTTAACTTTTTCAA 232

Ai03B24068 Araip.B03 24068 p2 (CT)7 14 91560749 91560762 GAAATCAAGATCCAACAAGATTCA TTGAACCCAAGGATTGAAGG 278

Ai03B24069 Araip.B03 24069 p2 (CT)6 12 91562461 91562472 TGCATTAAAAGAAATCAAGATCCA CAAGGATTGAAGGGGAATGA 278

Ai03B24070 Araip.B03 24070 p2 (TA)8 16 91563829 91563844 TGGGGTATTTTTGTCCCCTT GAGGGTGTGTACCATTTGGG 262

Ai03B24072 Araip.B03 24072 c (T)10aaaaaaattttcaag(AGA)5aaaaagaaaaaaag(A)1064 91565384 91565447 TGCAATAGGTGATAATAGGCAAA TGCATTTTGCTTTTGTTGGT 275

Ai03B24073 Araip.B03 24073 p2 (TC)7 14 91567397 91567410 TAGGCACCGGGTGAAAATAC TGATGGGACTTTAGATCTCTCTCC 223

Ai03B24074 Araip.B03 24074 p2 (CT)7 14 91576182 91576195 GAAATCAAGATCCAACAAGATTCA TTGAACCCAAGGATTGAAGG 277

Ai03B24075 Araip.B03 24075 p3 (ATA)15 45 91577488 91577532 TTTGCCCTTTTAGCATATGAG ATGCAAGTTGCCAAAAGGTT 245

Ai03B24076 Araip.B03 24076 p2 (AG)6 12 91579478 91579489 AGCAATTTTTGGGCTCCTTT TTGAACCGGGAATTGAATAGA 216

Ai03B24077 Araip.B03 24077 p3 (GTT)6 18 91584871 91584888 CCTTGTTGTTGATGCACTCTTG CAACTACCCAAAGCAAGGGA 117

Ai03B24078 Araip.B03 24078 p3 (AGA)5 15 91609937 91609951 TTAGAATGTTGCTCGCCCTC CCTAGTTGGTGCAGGGATGT 241

Ai03B24081 Araip.B03 24081 p2 (CT)9 18 91637441 91637458 CTTTTTGTTTGTTTCTTATCTTTTTCA GCAACTTGCACTCCATTCAG 235

Ai03B24082 Araip.B03 24082 p3 (TTC)5 15 91639399 91639413 TCCTCTCTACTTGGCCGAAA TTTGTCTTCCCTTTCCCCTT 201

Ai03B24084 Araip.B03 24084 p3 (TTC)5 15 91672105 91672119 CACCCCTCCATTCTTCTTCA CGGTCTTAGGTGCCATCAAT 209

Ai03B24085 Araip.B03 24085 p3 (GTT)5 15 91677498 91677512 TGTTTGGTTTCTTCCATTGTTG CCATAAGTCCTAGCCACCTCA 278

Ai03B24088 Araip.B03 24088 p2 (AT)12 24 91695940 91695963 CAAAACATTGGGAATTGGGT CCCTCTTGTGCTCTTTTTCC 258

Ai03B24092 Araip.B03 24092 p3 (AGA)5 15 91754125 91754139 TTGCCTTCCCTTTCCTCTTT CTTACCCTTGGCCGAATACA 189

Ai03B24093 Araip.B03 24093 p5 (AAATT)5 25 91758391 91758415 GAATCCAAACACAGGGGAGA TCGAAAATCCCTTCCCTCTT 260

Ai03B24096 Araip.B03 24096 p2 (AG)6 12 91773989 91774000 ACACAGAGAGGGGGAAAGTG TTCAAAACTTAATTTCAAATCTTTTCC 241

Ai03B24100 Araip.B03 24100 p3 (TTC)5 15 91821592 91821606 AAATGACCGAACTTACCCCC CGGTCTTAGGTGCCATCAAT 240

Ai03B24103 Araip.B03 24103 p2 (AT)6 12 91855890 91855901 TCCCAAGTTGAATCCTTGGT TTAGCATCCCAATGCAAACA 225

Ai03B24106 Araip.B03 24106 p2 (TA)12 24 91906076 91906099 TTGGGGTATTTTGTCCCCTT TGATTTTGGGAAAGTTGGGA 225

Ai03B24107 Araip.B03 24107 p3 (TGG)5 15 91907416 91907430 ACCTGGTTTATGCGGTCAAG TCCACAGCAGCAGTAGCATC 137

Ai03B24108 Araip.B03 24108 p2 (GA)6 12 91911970 91911981 TGCCCTCAACCAAAAGAAAG AATCCCTCCCCTCCTCCTAT 113

Ai03B24109 Araip.B03 24109 p3 (AGA)8 24 91916017 91916040 TTCCATCTCCCATGGCTTAG CCATTCATGGTCATCCCTTC 265

Ai03B24110 Araip.B03 24110 p2 (AG)8 16 91929315 91929330 GAGGAGAGCAGGGATGTGAG TTTCTTATCTTTTTCAAAACCACC 277

Ai03B24114 Araip.B03 24114 p3 (TCA)5 15 91940623 91940637 TCTTTTGGAGTTCGCTTGCT GGCCCACAAATAAATCATGC 188

Ai03B24118 Araip.B03 24118 p2 (AG)6 12 91998390 91998401 TGTTTTTCACTCATTGGGCA AAAAACATGCATACGTGCGA 183

Ai03B24119 Araip.B03 24119 p2 (GA)8 16 91998622 91998637 TTTTGAAAAAGGGGGAAGAT TCTTGTGAATCAAGTCATTAATTGTG 279
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Ai03B24122 Araip.B03 24122 p2 (CG)6 12 92002288 92002299 CGCTAACGCGTGTATGAAGA TGAGCTCTTTTTGACGCTCAT 203

Ai03B24123 Araip.B03 24123 p3 (GAA)5 15 92014051 92014065 CGGTCTTAGGTGCCATCAAT ATATGGCCGAAACCTTACCC 246

Ai03B24124 Araip.B03 24124 p2 (AG)8 16 92016969 92016984 GAAATTTTGAAAAAGAGGGAAGA CTTGGGATTTCTTGTGAATCAA 258

Ai03B24128 Araip.B03 24128 p4 (TTTA)5 20 92045104 92045123 TTTCAAAATCACCTAACTACCTTTC AGAGAGGGAGAGAGGGTTCG 280

Ai03B24130 Araip.B03 24130 c (T)17gcaactttgaatttcagttttaaaggaata(CTT)665 92054832 92054896 GCATTTTTACTACATCTCACCCG CCCTAATGAAGGTGGGGTTT 192

Ai03B24131 Araip.B03 24131 c (T)11gcaactttgaatttcagttttaaaggaata(CTT)659 92060492 92060550 GCATTTTTACTACATCTCACCCG CCCTAATGAAGGTGGGGTTT 183

Ai03B24132 Araip.B03 24132 p2 (AT)10 20 92062846 92062865 TGGGTTGGGTACATGCTTATG GCTACCCATGATTCCCACTT 270

Ai03B24137 Araip.B03 24137 p2 (GA)14 28 92107038 92107065 AGAGGGGAGGAAAGAAGCAG CCCTAAATTCGAATCGCAAA 251

Ai03B24138 Araip.B03 24138 p3 (TTA)8 24 92107850 92107873 TCCGGAGTCCTAACAACTATGAA TTGGATTACGTAAGCGACCC 192

Ai03B24140 Araip.B03 24140 p3 (GAA)5 15 92143374 92143388 GCAAAAGATGCATGGACAAA TGCAAGTGTTTTCAGGACCA 192

Ai03B24141 Araip.B03 24141 p2 (GA)11 22 92148827 92148848 GAAGAGAGAGGTGGTGCCAG CCCTCTTTGTCTCGTTCTCG 219

Ai03B24146 Araip.B03 24146 p3 (ATC)5 15 92157018 92157032 CGAGACAAAAACATGCAAGAAC TTTTTATTTTGGGTGATTTGGG 190

Ai03B24151 Araip.B03 24151 p3 (TAT)5 15 92168807 92168821 AATCACAAAAGTTGCTGCCC TGAACCGTTGACGTAGGATT 153

Ai03B24155 Araip.B03 24155 p3 (TGA)5 15 92174173 92174187 GTGGCCTTCCACACATTTTT AAGGGTTTCGATGCACAAAG 103

Ai03B24159 Araip.B03 24159 p2 (AG)7 14 92201403 92201416 GATGGAGGGGGTTTAGTGGT ACAGGATCCCCACCTACCTC 263

Ai03B24160 Araip.B03 24160 p2 (TA)6 12 92219144 92219155 TACAGCCATTTTTCGCTTCC TGATTTCCCGGATACGATTT 139

Ai03B24163 Araip.B03 24163 p2 (CT)6 12 92262971 92262982 GGGGATTGCATCCATTCATA AGCCAATTGGGCAACATAAG 230

Ai03B24168 Araip.B03 24168 p2 (CT)6 12 92271453 92271464 AAAGTGGGGGATTGTATCCAT AGCCAATTGGGCAACATAAG 236

Ai03B24169 Araip.B03 24169 p2 (TG)6 12 92280680 92280691 CCCATTCAGCATGAGTGTTG ATGAAAAACCGCGAACTGAC 271

Ai03B24170 Araip.B03 24170 p2 (TG)8 16 92288936 92288951 GTGTAGAGCTCTCCGCAAGG CGGGCTAAAAACGCTAACAG 252

Ai03B24171 Araip.B03 24171 p2 (AT)7 14 92292407 92292420 GGCATTTTGTCCCCTTGTTA TGCCCCAAAGTAAAGTCCAA 184

Ai03B24177 Araip.B03 24177 p2 (AG)20 40 92325469 92325508 GGAGACACGTGGGAAGAGAG CAGTGACCAGAACGGTAGCA 216

Ai03B24182 Araip.B03 24182 c (A)10taaatgtctgatagcaaaactaatatagaaaaaaaataaatgtaaaagaagttaacatagcttcaataatgtagaaactatattac(A)10106 92350045 92350150 CTGCTAAATGTTGCTGCCAA CTGAACGAGGAATTGCATGA 246

Ai03B24184 Araip.B03 24184 p3 (CTC)5 15 92356841 92356855 GCCGTGTTGTTTCTGATTATTTT GGAGAGAGGTGGTGGTGGTA 270

Ai03B24185 Araip.B03 24185 p3 (CTC)7 21 92356960 92356980 TCACCACAACTACCACCACC AGGAGGAGGAGGAGGAGGA 258

Ai03B24187 Araip.B03 24187 p3 (TCT)5 15 92359454 92359468 CGGTTCAAAACAAGCACAGA GGTTTATTCTTCCCATTGATTTTT 273

Ai03B24188 Araip.B03 24188 p3 (AAG)12 36 92360168 92360203 GAACGACAATGGGGAGAAAA GAGCGTGAATGTATGCTCCA 192

Ai03B24190 Araip.B03 24190 p4 (TTTA)6 24 92373238 92373261 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 265

Ai03B24191 Araip.B03 24191 p2 (CT)6 12 92379160 92379171 CCCAAACCTAACCCCTTCAT AAAGGTTTGCTCGTCCTTGA 197

Ai03B24199 Araip.B03 24199 p3 (AAT)5 15 92425583 92425597 CAGGCGGATATCAAATGGTT TGCCGTGACAGAGCATTTAG 270

Ai03B24201 Araip.B03 24201 p3 (AGA)5 15 92469125 92469139 CTCGAAGGTGGAAGCTTTTG CCATCACTCCCTCCTTTTCA 254

Ai03B24202 Araip.B03 24202 c (T)10gaaagatttttgaaagcaaa(T)1040 92477014 92477053 TTTACAGCCAGCCAGGTTTC CACCAAGTTTTTGGAGCCAT 275

Ai03B24207 Araip.B03 24207 p3 (AAC)11 33 92530100 92530132 CCAGTTAAGTGACCCAGGGA GGACTTTTGAACCGTCCACT 270

Ai03B24208 Araip.B03 24208 p2 (TA)6 12 92546922 92546933 TTTCAAGGTTGTAATGGGGC GCACATGGGACAAAATTCAA 215
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Ai03B24212 Araip.B03 24212 p2 (AG)6 12 92567718 92567729 CGAATTTTTGGATGGGAGAG AAAATTGATTTTCAAAGTTGTTTCA 280

Ai03B24216 Araip.B03 24216 p2 (AG)6 12 92575816 92575827 CCAGAAGTTACTGGGGACGA GGAACATTGAACCTGGAATGA 243

Ai03B24217 Araip.B03 24217 p2 (AG)8 16 92586046 92586061 CACTGATCAATTCAAGTGCTGG TTTAGACACTGCCCAGTCCA 221

Ai03B24218 Araip.B03 24218 p2 (GA)6 12 92600023 92600034 GTTGCAACAATCCACAAGCA TCCCCTTTCTTCCTTCTTCC 253

Ai03B24222 Araip.B03 24222 p2 (TG)6 12 92629254 92629265 GCTTGATTTTTGCTTGAATGC AGGAAGGAAGCGGGTATTGT 279

Ai03B24225 Araip.B03 24225 p2 (AT)6 12 92641221 92641232 TTTTGACCAAATCAACCTAATGAA CCTGTGGGTCTTCAAGGTGT 232

Ai03B24226 Araip.B03 24226 p3 (TCT)5 15 92649578 92649592 ATAGGGGAATCAATTTGGGG TCCTTTCCAAGATAATTGAATGC 273

Ai03B24227 Araip.B03 24227 p3 (CTG)5 15 92672564 92672578 GGTGGTGGTAAGGATGTTGC CGAGATGGCTGATATTCCGT 225

Ai03B24228 Araip.B03 24228 p2 (TA)6 12 92682966 92682977 TTGGAAAGCATGATTAGGGG ATGCAATTGCTTGGTCAAAA 254

Ai03B24229 Araip.B03 24229 p2 (TA)7 14 92689982 92689995 GCTTGGTTGATTGGTACCGT CCTCCCCACACTTAAACCAA 208

Ai03B24233 Araip.B03 24233 p2 (CT)8 16 92766423 92766438 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 279

Ai03B24234 Araip.B03 24234 p2 (CT)8 16 92780646 92780661 CGCCAATTTCCACTTCTCAT TGTTGGAATAAAAATGCCTTCA 280

Ai03B24236 Araip.B03 24236 p4 (TATG)11 44 92798689 92798732 ATCAATGGAGTGCCCAAAAA TGCATTCTTGCATCTTTTCC 275

Ai03B24237 Araip.B03 24237 p3 (TAT)13 39 92809378 92809416 TATTGAACCTTGCTTTGGGC TAAAAAGGGGACAAAATGCC 184

Ai03B24238 Araip.B03 24238 p3 (CTT)5 15 92816919 92816933 GGCGGGAAAAGGATAAAAAG GAATCATAAATGCAACAACAAAGAA 230

Ai03B24241 Araip.B03 24241 p2 (TA)11 22 92837232 92837253 TTTAACAGAATCAAAACATCCACA AAATGCAACCATGCAATCAA 250

Ai03B24244 Araip.B03 24244 p4 (AATA)5 20 92876183 92876202 TTTTGGTTGCACTGTCAAGG TGCAAGAAGAAGGGCTGAAT 189

Ai03B24247 Araip.B03 24247 p2 (AT)7 14 92881005 92881018 AGGTGGTTTCCCTGATTGTG AGCTTGTGAGCATGTCCCTT 245

Ai03B24248 Araip.B03 24248 p3 (GAA)6 18 92882853 92882870 CGAGAGGCATCTCATTAGGC CCTGCGAAGTCAACACACAC 228

Ai03B24251 Araip.B03 24251 p2 (AG)7 14 92891410 92891423 GGGCAGCAGAGCTAAACAAC TGATTGACGACGATCTCAGG 239

Ai03B24252 Araip.B03 24252 p2 (CT)11 22 92900165 92900186 CGTCGTCGTCATCCCTTTAT GAACACGTGGATGTTGCAGT 143

Ai03B24253 Araip.B03 24253 p3 (CAA)5 15 92902745 92902759 TTGGTTGCGAGGGTAGAAAC CGCTTAGGGCATCAGTCTTC 200

Ai03B24254 Araip.B03 24254 p2 (AG)6 12 92902962 92902973 GAAGACTGATGCCCTAAGCG TCCTTCCGTGTCCCTCTATG 213

Ai03B24257 Araip.B03 24257 p2 (CT)7 14 92913768 92913781 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTCTTTGACC 228

Ai03B24258 Araip.B03 24258 c (AT)6g(T)10 23 92915073 92915095 TTTCAAGGTTGTAGTGGGGC CCATGTGCATTGATAAATTGTG 276

Ai03B24261 Araip.B03 24261 c (T)10aaaactcagatgccctgttattta(T)1044 92944738 92944781 CGAAGCAGCAAACAGAACAG ATTTTTCAACCACAGCAGCC 261

Ai03B24262 Araip.B03 24262 p3 (AAG)5 15 92946842 92946856 TCCGTGACCTGTATGAACCA CCTGTGATGAAGAAATAATCCCA 254

Ai03B24263 Araip.B03 24263 c (A)11gaagaagaagctggtgatgatgatg(A)1046 92947327 92947372 GCATGATGTGTTTCTTCTTCTTTG TTCCTCATCTTCTGCTGCTTC 276

Ai03B24265 Araip.B03 24265 p2 (CT)7 14 92954076 92954089 CCACCTTTTCGTCTCCCTCT CAACATTCACCGTGTTCAGC 185

Ai03B24267 Araip.B03 24267 c (T)11aaagtatgtttatcttttatatttttaatattaacataccaataataacattttaaat(A)1180 92959224 92959303 GCCAAAATTCTCCACACAGC TTCCAATTCGATTCACACCA 280

Ai03B24270 Araip.B03 24270 c* (ATTT)7(TTA)20*ttttc(T)10102 92999954 93000055 AAAGGTAGTGCACTCCAGACAA TTTGTTTGTTCAGCCCATGA 209

Ai03B24275 Araip.B03 24275 c (TAT)21aattgttgttgttgtagta(GTT)597 93017866 93017962 GCGCGACGGTATTGTACTTT CTCCCATGTCATCGAGTCCT 237

Ai03B24279 Araip.B03 24279 p2 (GC)6 12 93032646 93032657 GCCAAAAACTCAGCTCCAAC CAAAAGTTTGGAAAACCCCA 188

Ai03B24281 Araip.B03 24281 p2 (TC)6 12 93035123 93035134 CTTTCCCTCGGTCTCCTCTC CTCACCTCCCTCAACACACA 246
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Ai03B24282 Araip.B03 24282 p2 (TC)6 12 93042659 93042670 CTTTCCCTCGGTCTCCTCTC CTCACCTCCCTCAACACACA 248

Ai03B24288 Araip.B03 24288 p2 (AG)6 12 93090467 93090478 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 207

Ai03B24289 Araip.B03 24289 p2 (TA)6 12 93091297 93091308 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAG 275

Ai03B24290 Araip.B03 24290 p2 (TA)12 24 93093842 93093865 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 278

Ai03B24291 Araip.B03 24291 p3 (GAA)5 15 93104869 93104883 ATGAATGTTGTTCGGTTCGG TTCTCTGCTCGCATTCTTCA 255

Ai03B24292 Araip.B03 24292 p4 (ATTT)5 20 93106594 93106613 TTTATGCTCGGAATCCTTGG CAATGCAGCATAATGGCATC 238

Ai03B24294 Araip.B03 24294 c (T)12gaaaaaaatcgaaagtttattttttataaacatgtatatataaacaagttcaatcataatcttc(AT)688 93109916 93110003 ATGTCATGCTTCTGACTGCG AGGAGTTGTGTGTAATGTCTGGT 239

Ai03B24296 Araip.B03 24296 p2 (AT)9 18 93113607 93113624 AATTTGGCACTCTGGGTTTG CAATTCAAAATCGTTCAAAGCA 170

Ai03B24307 Araip.B03 24307 p2 (TC)6 12 93139644 93139655 AACAGGGCACACACAACAAA TTGGAAGCAGAGAGAAGGGA 146

Ai03B24313 Araip.B03 24313 p3 (TCT)5 15 93172033 93172047 TTGGCCGAATACACCTTCTC TTGCCTTCCCTTTCCTCTTT 190

Ai03B24314 Araip.B03 24314 c (A)10gaaaagaaaacatagataatgaagataaaaag(A)1052 93176974 93177025 CATGCAAACAACCCTTAAGAAA TCCCCTCTTTTTCACATCCA 260

Ai03B24316 Araip.B03 24316 p2 (GA)6 12 93190441 93190452 TCAAAATTTGCACCTCCCTC CCTAAAAACAATGCCAAAAAGC 184

Ai03B24318 Araip.B03 24318 p2 (TG)6 12 93206163 93206174 CGAATGCCATCAACAGAATG ATGATCGTTGAAAGTTGGGG 275

Ai03B24322 Araip.B03 24322 p2 (AG)6 12 93212549 93212560 TTTGAAAAAGAGGGAGATATTTTCA TTTCGAAAATTTGGATTGACG 271

Ai03B24324 Araip.B03 24324 c (T)10gcctatttttttctc(T)1035 93215813 93215847 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 213

Ai03B24325 Araip.B03 24325 p3 (GAA)5 15 93216098 93216112 TGCTGCTTTTTCTTGCTTCA CGAATACACCACTTCCCCC 279

Ai03B24326 Araip.B03 24326 c (AAT)8agggatcctttataccacagtatagaggtccttgtgtgagtggaagaaaagaagaagaaaatctgaactc(AG)6106 93217889 93217994 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 174

Ai03B24327 Araip.B03 24327 p2 (AG)6 12 93218232 93218243 GGAGTTCGGATTTTTGGTGA TTTCCTATCTTTTTCAAAACCACC 280

Ai03B24334 Araip.B03 24334 p2 (GC)6 12 93246665 93246676 AGTTGTGCCCACTTTATGCC GCACGGATGCAGTAAAAACA 142

Ai03B24336 Araip.B03 24336 p2 (TA)6 12 93251542 93251553 TTGATTTTGGGAGAGTTGGG TATTGAACCTTGCTTTGGGG 274

Ai03B24339 Araip.B03 24339 p2 (AT)6 12 93276427 93276438 GCTCTTTACTGTTGCTTTCAGG CCAAACAACACAAATTAAAATACGG 251

Ai03B24342 Araip.B03 24342 c (T)10acccttgccttttggtttaaagggctattggc(T)1254 93280640 93280693 ATCCACTGATGCTCAAAGCC TGGTGGCAACACTTTTTGTT 254

Ai03B24343 Araip.B03 24343 p2 (CT)6 12 93282817 93282828 TCATTTTATTGGGAGGCGAG TCAATTCCTTCCTTGATCCG 254

Ai03B24345 Araip.B03 24345 p2 (CT)6 12 93299030 93299041 GGAACATTGAACCTGTGATGAA TTTCAGCCCAGAACACACAG 187

Ai03B24354 Araip.B03 24354 p2 (GC)6 12 93336265 93336276 GATAGGCATGAAGTGGGCAT AAAAAGGAAAAATGGGCACC 112

Ai03B24356 Araip.B03 24356 p2 (AT)12 24 93354874 93354897 CACAAGACAATGAAGGTGAAAGA CAAAGGTGGCTTTGATGTGTT 100

Ai03B24360 Araip.B03 24360 p2 (AG)6 12 93359950 93359961 GGTGACACTTGTTTGCGAGA GAGGCGTTTACAACGTGGAT 242

Ai03B24366 Araip.B03 24366 c (TA)9(T)10 28 93394996 93395023 TTTGTCAAAATTAGGGCAAATAAA TCGTAGGGTTAGGATTTAGAATTTTT 193

Ai03B24368 Araip.B03 24368 p6 (TCCCCA)5 30 93397196 93397225 GCCGCTAGATGAGAAGGTGA GCATAAGAGGAAGGGGAAGG 225

Ai03B24372 Araip.B03 24372 p2 (AG)6 12 93417567 93417578 TGGGAAAGTAAAGACGTCAACA TTTGACCCAGTTTCAGGTCC 273

Ai03B24378 Araip.B03 24378 p5 (TTACA)5 25 93444212 93444236 TTCGCTCATTTCGTTCTCCT CAAGGTCCTCCTTTACTGCG 189

Ai03B24380 Araip.B03 24380 p2 (CT)6 12 93449287 93449298 GCCCAGATCCAGGTACAGAA ATAAGCCAATTGGGCAACAT 276

Ai03B24382 Araip.B03 24382 p3 (TAA)14 42 93454385 93454426 ACGGTGGTTGACACCATTTT CAACATCCATCTGGAGAGCC 257

Ai03B24386 Araip.B03 24386 p3 (GAA)5 15 93461693 93461707 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24388 Araip.B03 24388 c (TGG)5ttggtgttggtgttggtgttgctgtagtggtgctggttgtggcgatggtgttggtgc(TGG)587 93466602 93466688 TGTTGTTTGCTGTTGATGGAA AATCGAAATCGTCCCTCATCT 280

Ai03B24389 Araip.B03 24389 c (ATAATG)7(ATA)866 93471661 93471726 TCTAGGATTGCGTCTGGCTT TGTTTCTCCAAATCAGCCTCT 280

Ai03B24390 Araip.B03 24390 p3 (TAA)7 21 93474227 93474247 TCCCTCCATGTACAACAGCA GTTTTTGGTGCGGAACATTT 223

Ai03B24393 Araip.B03 24393 p3 (TAA)6 18 93485274 93485291 AGGAAGTCAGGGTTGAGGGT GCCATTTATTTAACCACCGC 247

Ai03B24395 Araip.B03 24395 p3 (TAT)11 33 93487683 93487715 TCATCCGCTTCACAGTACCA TTCGTTCACAAAAATTTCACTTC 219

Ai03B24399 Araip.B03 24399 p2 (CA)6 12 93505820 93505831 ATAGATTGACCAGTGGCCGT AGGGGATGATGAGAGAAGCA 267

Ai03B24404 Araip.B03 24404 p2 (CT)14 28 93528879 93528906 TTTCTTCGATTCTGCCTGCT TGTAACTGCCATGCAACCAT 239

Ai03B24407 Araip.B03 24407 p2 (TC)6 12 93538517 93538528 TTGGTAATTTGGGCTTTTGG TGAATGAGTTCGCCTACACAA 258

Ai03B24412 Araip.B03 24412 p2 (AG)14 28 93577647 93577674 TGCGTACCAGAAATCGCTAA AAAGTTGGAAACATTGAACCTGA 270

Ai03B24415 Araip.B03 24415 p2 (AG)8 16 93584391 93584406 AGTCGAATTATCTGCTGGCTG TGATCTTCACCATCACCCAA 259

Ai03B24417 Araip.B03 24417 p2 (TG)11 22 93586805 93586826 AGCTATCCAATTTGCCGAAA GAGATCTCTGTTTCAGCGGG 247

Ai03B24418 Araip.B03 24418 p2 (TA)7 14 93589780 93589793 GGTTCTCAAAAGTGTGATGAAAGA CGAGCTTAATTTCAATTCCATT 263

Ai03B24420 Araip.B03 24420 p4 (TTTA)5 20 93592188 93592207 GAGATCGAGCAAGCACACAA GCACCAGCTCTGGATTCTTC 188

Ai03B24421 Araip.B03 24421 p2 (AC)6 12 93592327 93592338 TCCAGAGCTGGTGCTTACTG TCCAGAAGATCAAGGATGGG 258

Ai03B24422 Araip.B03 24422 p3 (GTT)13 39 93596194 93596232 ATTGTTATTTATTTCTCATTACGGTTT ACCCAGTCAATGCCAATACC 264

Ai03B24424 Araip.B03 24424 p2 (TC)8 16 93618345 93618360 TCTCCCCTATCCCTCTTCCT AAGAGGGGAAGAAAAGAGAAAAA 212

Ai03B24425 Araip.B03 24425 c (TC)6cttcccctctcactcttccttttctctctctccccctctttctccccttcccctatctttgtcttc(CT)996 93618523 93618618 CCCCTCTTCCTCTCTTTCTCA AGAGGGGCAGGGGAGAGA 204

Ai03B24426 Araip.B03 24426 p2 (CT)8 16 93618797 93618812 CCTCCTCTCTCTCTCCCCTG GGAGAAAGAGCGCAAAAGAA 236

Ai03B24427 Araip.B03 24427 c (GA)8a(AG)8 33 93619236 93619268 GAGAGAGGAGGAGAGAGAGGG TCTTGTAGGGGTGTGCAAAA 276

Ai03B24432 Araip.B03 24432 p2 (GA)7 14 93648035 93648048 AGCCAAATTTGAGCCTACGA ACGTGTGGCCATATACGGTT 224

Ai03B24438 Araip.B03 24438 p2 (TA)9 18 93710007 93710024 TCTGGAGCTTCTGCAGTGAA CAACAAGCTCCTAACCCAGC 239

Ai03B24439 Araip.B03 24439 p2 (AT)6 12 93710613 93710624 CCCATAAATTTGGCTGTTGC TGAAGGAAGGTGGTCAAGGT 180

Ai03B24440 Araip.B03 24440 p2 (AT)7 14 93714124 93714137 TTAGGTGTCCGGAATCAAAG TTGGGACATTAGTGATTCGAG 279

Ai03B24442 Araip.B03 24442 p2 (AG)9 18 93715213 93715230 CTGTTTCTGGCCCAGTTCTC ATTGAACCTGGCATTGGAGT 231

Ai03B24443 Araip.B03 24443 c (A)12tttc(A)12 28 93730043 93730070 TCGAGTTTGGACAACTGACG TTCCCTAACATGTGGAAGCC 279

Ai03B24445 Araip.B03 24445 p2 (CT)7 14 93731445 93731458 TTGATTTTCAAATTTGTTTCAACT CGGATTTTTGGTGAGTGAGG 279

Ai03B24446 Araip.B03 24446 p2 (CT)6 12 93731652 93731663 TCTCTCCCTCACTCACCAAAA CCACAGTATAGAGGTCCCTGTG 100

Ai03B24448 Araip.B03 24448 p3 (TTC)5 15 93742436 93742450 GAGGAGCGGAATGGGAGTAT CAAGCTTATCCATGGGGAGA 264

Ai03B24449 Araip.B03 24449 p2 (AT)9 18 93749900 93749917 TTAACCGCAATACCACTCCC GGATATGGGCGCAGAAGTTA 264

Ai03B24451 Araip.B03 24451 p3 (TCT)5 15 93756545 93756559 CCTAATTGGTGCAGGGATGT TTAAAATGTTGCTCGCCCTC 180

Ai03B24452 Araip.B03 24452 p3 (GAA)6 18 93763711 93763728 CGAAGAAAGGAGCATGAAGG TCTCAAGCTTGGAATCCACC 167

Ai03B24455 Araip.B03 24455 p2 (CT)6 12 93777514 93777525 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai03B24456 Araip.B03 24456 c (A)10gaaaaaaaaatggc(A)1034 93781456 93781489 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTTTTGGTTTT 129

Ai03B24458 Araip.B03 24458 p3 (ATT)6 18 93789362 93789379 TCCATTTACAGGGAAATCACAA AGAGGACGGTGAGTGTGGAG 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24459 Araip.B03 24459 p2 (GC)6 12 93797062 93797073 TCTCGTCAAAACTAGAAAAATGGT AGCCTATCAGATTTTCATCTGTCT 276

Ai03B24462 Araip.B03 24462 p3 (ATA)5 15 93805786 93805800 TTCGGTGGATACTCATTGTCT TGGAGTTTGCATTTTTCAGATT 261

Ai03B24465 Araip.B03 24465 p2 (TA)8 16 93809768 93809783 GCTCGGACATTACGACGACT TAATTGTTGTTCCCTCGCCT 242

Ai03B24467 Araip.B03 24467 c (AC)14at(AC)7 44 93817368 93817411 TTTAAACCGCAATACCGCTC TCATATGCATTGATGCTCTTGT 250

Ai03B24468 Araip.B03 24468 p2 (AT)35 70 93818013 93818082 CCACACCATTAAGGCTCAAA TGGCATTGACATTCCAATTA 189

Ai03B24469 Araip.B03 24469 c (A)10catttatattttactttggacaaacataatatatataacaagtgg(TA)769 93828540 93828608 AGCGGACGACTAAGCTAATCA AAGGATAATCAGGGATGGACC 236

Ai03B24470 Araip.B03 24470 p4 (AAAG)5 20 93837075 93837094 AAGCGACGACGAGGTAGAAA CCCCAAAATCACTTTTCAAGG 245

Ai03B24471 Araip.B03 24471 p2 (GT)6 12 93846015 93846026 AGGGGACAAAATTACCCCAG TTTCAAGGTTGTAATGGGGC 254

Ai03B24473 Araip.B03 24473 p2 (AC)6 12 93874247 93874258 TCACTTCCCACAATCCATCA TTCTTGCGGCCATTAAAAAG 269

Ai03B24475 Araip.B03 24475 p4 (TTTA)6 24 93895814 93895837 CGTCTTAACACGTTTGCGAG ACTCAAACAATTGCACGCAC 278

Ai03B24477 Araip.B03 24477 c (T)10aaatcaagaaataaaatatttttactataaagataaaatttttaagcaaagcaaagctatagacaaactcataattttgtatcataaaatagcaact(CA)6119 93902010 93902128 TGGCCCATAAAACTAAAAGCA GGATTTTCATATCAGATTATGGTTCC 277

Ai03B24484 Araip.B03 24484 p3 (AGA)5 15 93954940 93954954 GAAGTTAGATGCGGCGGTAG TCCCTTGTAAGCTCTCCAGC 198

Ai03B24490 Araip.B03 24490 p3 (ATA)12 36 93971994 93972029 AAAGAAGCAATTAAATCAACTTGAAAA TCTGACCACGTTATTTGGGAG 253

Ai03B24492 Araip.B03 24492 p2 (GA)6 12 93983192 93983203 GTCGCCGTTTGTGAAGAAGA AAGGCTTACCCAGGGAAAAA 238

Ai03B24494 Araip.B03 24494 p3 (TTG)18 54 93990575 93990628 CAAATTTCTCCATCATCTCGTTC TTTCAAACCTTGCTGCTCCT 220

Ai03B24495 Araip.B03 24495 p2 (TC)8 16 93993952 93993967 ATTGGATGCAAACTGTGCTG TGGTCCTGTTTTGCATTCTCT 268

Ai03B24497 Araip.B03 24497 p2 (GA)6 12 94012003 94012014 TGGGCAAAATAAAGGAATCAA AGGCTGTAGAGTGGAGCTGG 270

Ai03B24504 Araip.B03 24504 p2 (TA)7 14 94039364 94039377 CGATACAAGAACTGCGCTGA CAATTTCCCTGTCCATGTCC 245

Ai03B24505 Araip.B03 24505 c (TA)9ctaaaatacaaaaggaaacatcaccgacgtggaattttcacccaatttagctttttcttcaaaaagataaatg(TC)6103 94047152 94047254 TAGCGCGAGATCAAACAGAA GGAGATCTGGCGTGATTTGT 250

Ai03B24508 Araip.B03 24508 p2 (CT)6 12 94059879 94059890 TTGTGATTTCTTGTGAATCAAGTC AATTTTGGAAAAGAGGGAAGAT 280

Ai03B24511 Araip.B03 24511 p2 (CT)6 12 94077925 94077936 TGTTTCTTATCTTTTTCAAAACTACCT GGTTCGAATTTGTGTGAGATGA 280

Ai03B24517 Araip.B03 24517 p3 (TAT)5 15 94100067 94100081 TTTCTTCCACTCACAAAGGGA AGGCCATTGACATAAGCACC 277

Ai03B24518 Araip.B03 24518 p3 (AAT)6 18 94100575 94100592 TCTTATCCTTGCTCCTGCTCA TCACATCTCTGCCATCCTCA 175

Ai03B24520 Araip.B03 24520 c (T)10cttttattttcacca(T)1035 94107663 94107697 GTGCACTTGCCGGTTAGATT TGAAGCAAGAAAAAGCAGTGAA 167

Ai03B24521 Araip.B03 24521 p2 (GA)13 26 94109605 94109630 AAATTTGGAGGTAGGTGGGG CCTAAATGGAGCAGGGATGA 191

Ai03B24524 Araip.B03 24524 p2 (TC)16 32 94139287 94139318 TAGATGGTAAATCCGACGGC GGAGAGGAAGGTGACAGCAG 187

Ai03B24526 Araip.B03 24526 p2 (AT)12 24 94145400 94145423 AAATTAAACTCATCAAAATCCAAACA CAACCCGTATACCCGATCAT 259

Ai03B24527 Araip.B03 24527 p4 (TTTA)7 28 94149711 94149738 CACAAACCAAAGCAACCAAG TTGGCCATTTTTCAATGAGG 274

Ai03B24529 Araip.B03 24529 p3 (ATA)7 21 94157300 94157320 TTCACTTGCTTTCCCATTCC AAGAGGCCTCCATCCTCATT 232

Ai03B24531 Araip.B03 24531 p3 (TGC)5 15 94158652 94158666 GAGCTCCTCGGTTTTCTCCT CCGTTTCTCAACCCAAGAAA 152

Ai03B24533 Araip.B03 24533 p2 (AT)6 12 94172709 94172720 GGATGCCAGTTTCTCCAAAA CCCATCTCAATTGTAAAGGCA 260

Ai03B24538 Araip.B03 24538 p3 (ATT)5 15 94199560 94199574 ATGGTTACCAGGCCAGAATG ATCCTGAGAACCCTGCAATG 241

Ai03B24540 Araip.B03 24540 p2 (AT)6 12 94209631 94209642 AATTGAACCCTCACCGAATG CAAATGCAAGCTCACTTAGCC 225

Ai03B24542 Araip.B03 24542 p2 (GA)6 12 94213202 94213213 AAAGAGGAGGAAGAGCAGGG GACCCCATTGTCACATTTCC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24543 Araip.B03 24543 p3 (ACC)5 15 94216270 94216284 AGACGATGGCTTACCACCAC TGGTGCATAGTCTGCTGGTC 204

Ai03B24544 Araip.B03 24544 p2 (TC)6 12 94226249 94226260 TCTTGGGCCAGCCTATTATG ACCATCATGTGTCAGCGTGT 240

Ai03B24545 Araip.B03 24545 c (A)10gaaaaagaaatt(A)1032 94226602 94226633 GTGTCGGTGAGTGTCGTGTC CATGACCAAACGAGGGGTAT 198

Ai03B24548 Araip.B03 24548 c (T)17gctcttgcctcttggttttaagagcttttggctttttctgcttgctttttctttctaatttttttttctatttttcgccctc(T)11110 94255333 94255442 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 259

Ai03B24551 Araip.B03 24551 p2 (AT)59 118 94276579 94276696 TTGCCTTTTGGTTTAAGGGTT TGAAGCAAGAAAAAGCAGCA 278

Ai03B24553 Araip.B03 24553 p2 (AC)8 16 94282912 94282927 ATGTTTCCCACAAATTCCCC GCCAACCCTTGCATCTATCT 186

Ai03B24554 Araip.B03 24554 p4 (TATG)5 20 94283392 94283411 AATCAATGGAATGCCCAAAA TTGCGTTTTGCATCTTTTTC 255

Ai03B24556 Araip.B03 24556 p2 (CT)6 12 94286033 94286044 GCATATGCATCTTGCATTTTTC GAAATTTTGAAAAAGAGGGGAGA 280

Ai03B24558 Araip.B03 24558 p3 (TAT)5 15 94286390 94286404 TCGAAAATTCTCCCTCTCCC TTCTTGTCCTTGCTCCTGCT 248

Ai03B24559 Araip.B03 24559 c (A)10gagggcgaaaaaatag(A)1036 94289369 94289404 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 173

Ai03B24563 Araip.B03 24563 p2 (AG)8 16 94305654 94305669 AGGTTTCTCTGGCCTTTGGT GGTGTTTTGCACGCCTAAAT 148

Ai03B24566 Araip.B03 24566 p2 (AT)6 12 94343083 94343094 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 221

Ai03B24572 Araip.B03 24572 p2 (GC)6 12 94375044 94375055 GTCGCCGGTAAGTAACCAGA CTTGTTCGATCCTCACCGAT 198

Ai03B24578 Araip.B03 24578 p2 (GA)7 14 94416619 94416632 CTGAAACGATTCGGGAGAAC AAAGCCACTTTTCATGCCAC 278

Ai03B24579 Araip.B03 24579 c (A)10gaaggagtatgaggtggtagtagtgatgatagtgacgataatgacaataacaacaaaaaaaagatgaaaaaaagaaaaaatg(A)10102 94418611 94418712 TGAAGAAGGAAAAGGAGGAAAA TGAGAAAAACTCCCCGATTAAA 250

Ai03B24581 Araip.B03 24581 p3 (TTC)5 15 94419621 94419635 AGAGTCACGCGCTTCTTTTC CGACGACAACGATAACGACA 254

Ai03B24582 Araip.B03 24582 p3 (TTA)5 15 94419825 94419839 CACGCATGCATGTCTTCTTT TCGACATGGCAAAAATTCAA 224

Ai03B24583 Araip.B03 24583 p3 (CTT)5 15 94421070 94421084 TGCATTTGAACTCGTTGTCC TGCAGAACTCAAAAATCGTGTT 167

Ai03B24584 Araip.B03 24584 p3 (AGG)8 24 94421384 94421407 TGATGAGGAGAAAACACGCA ACACGCACACTTCCAAACAA 106

Ai03B24585 Araip.B03 24585 p2 (AG)9 18 94424649 94424666 GCCCAACTATGGCACAGAAT AGAGGTGGGGAAGATGCTTT 271

Ai03B24586 Araip.B03 24586 p3 (ACA)6 18 94426092 94426109 TCAATGCAAACAACATGGCT GCTGCTGTTGATGGAGATGA 186

Ai03B24589 Araip.B03 24589 c (TA)13atttaataaatgaaatctattaatcttcatccaatgaagaccat(TA)682 94430203 94430284 CGATTTGCATTAATGGCTACACT GGACATTATAATCCGAAAAGATCAA 210

Ai03B24593 Araip.B03 24593 c (T)10aaaacattgattaatccaaatccaaagaacgaacaattttggtcatttgagaaggattatgcctagcaaatttgagcacgcatccccctcccttt(TA)9123 94442711 94442833 TTGGTAATGATCAGCAATTTATGT CTATTTTCCCTTCGCCTTCC 268

Ai03B24597 Araip.B03 24597 p2 (GA)6 12 94464823 94464834 TTTTGCAACAATCCACAAGC TCCCTTTCTTCCTTCTTCCC 241

Ai03B24599 Araip.B03 24599 p2 (AG)7 14 94467010 94467023 GGAACATTAAACCTGGGATTG AGGGAGCTCGCCAATTTAGT 134

Ai03B24601 Araip.B03 24601 p2 (GT)6 12 94491451 94491462 ATGATTGAGGCCATCGTTTC TTTATTCCCCAATGTCCCAA 229

Ai03B24605 Araip.B03 24605 p3 (ATT)5 15 94499574 94499588 CAGCTTGCATTCCATTCAGA TTGAAGCAGACCCTGAACCT 280

Ai03B24606 Araip.B03 24606 p2 (AG)6 12 94499845 94499856 TTGCCCAGTATTGAGGTTCC TCTCTCCCTCACTCACCAAAA 104

Ai03B24607 Araip.B03 24607 p2 (AG)6 12 94500050 94500061 TTTTGGTGAGTGAGGGAGAGA TTTTGGTTTGTTTCTTATCTTTTTCA 237

Ai03B24608 Araip.B03 24608 c (T)12gaaa(T)10 26 94501366 94501391 GCCCCAATCCAAAAGAATTT TCGAGTTTGGACAACTGACG 224

Ai03B24609 Araip.B03 24609 p3 (AAT)6 18 94501753 94501770 TCGCACAACTAACCAGCAAG GCAGGAAAGCAGAGGTTCAG 276

Ai03B24610 Araip.B03 24610 c (TA)8(T)11 27 94518431 94518457 GGCATTTTGACCCCTTTCTC ATTGTTCGAGCCTGGACATC 276

Ai03B24616 Araip.B03 24616 p2 (AT)10 20 94541738 94541757 CACTCGAAACATTGAAGGCA TTAACCGGTCTTGTCTTCGC 128

Ai03B24617 Araip.B03 24617 p2 (TC)18 36 94544531 94544566 TGCATAGCCACAAACGACTC ACCTTTGCTTCACGGCTGTA 254
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Ai03B24619 Araip.B03 24619 p2 (CA)12 24 94566988 94567011 CATCAGTGAGGGTTCAGTGC GGGAAATGCAAAACTCATGC 227

Ai03B24621 Araip.B03 24621 p3 (CAT)5 15 94597680 94597694 AAACCAGCCTCCAGTGAAGA TGTTCTTTCAAGGGTTGAGTGTT 233

Ai03B24622 Araip.B03 24622 c (AC)6tctctctcc(CT)6t(TC)646 94607004 94607049 CTTCATTGGTTTCCCCACAC AATGTACCGTCGCTGGTAGG 280

Ai03B24629 Araip.B03 24629 p5 (TTATC)5 25 94639890 94639914 GGTACCTGCAAGAGACTCCG AGAAAGATAAAGGCGGCTCC 209

Ai03B24633 Araip.B03 24633 p2 (CT)13 26 94665802 94665827 TCGAAAATCACTAACCCCTTTT TCGGTGAGATGAAGTGTTCG 118

Ai03B24634 Araip.B03 24634 p3 (TTC)5 15 94669229 94669243 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai03B24638 Araip.B03 24638 p2 (CT)11 22 94689462 94689483 CCTTCTAATGGCCACTCACG GGGGGAAGAAGGAAAGAAAA 275

Ai03B24639 Araip.B03 24639 p2 (CT)7 14 94709439 94709452 CGTGTCTTCCTCTCTCCCAG GCTGTCACGATCTAACCACG 220

Ai03B24640 Araip.B03 24640 p2 (AG)6 12 94726261 94726272 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTGTGAATCAA 277

Ai03B24642 Araip.B03 24642 p2 (TA)9 18 94737642 94737659 TGGGGCTAAGGTACAGGTAGG GGGGACAAAATTACCCCAAT 251

Ai03B24644 Araip.B03 24644 p2 (AT)9 18 94766897 94766914 CAATAACTTCCCACTAAAATGACAA TTGGACACCAAAATCATAGTCAA 152

Ai03B24647 Araip.B03 24647 p2 (CT)7 14 94773846 94773859 CTTGGTGTTTTCCCTCCAAA GTTTCCATGTCCTTATGCGG 275

Ai03B24650 Araip.B03 24650 p2 (CT)6 12 94792209 94792220 TTGTGATTTCTTGTGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 280

Ai03B24651 Araip.B03 24651 p3 (TTC)5 15 94794686 94794700 CTTCTTGGCCGAAACACTTC GCTTTTGTCTTCCCTTTCCC 198

Ai03B24654 Araip.B03 24654 p2 (TC)9 18 94801651 94801668 TTCCACTTTTTCAAAATTCTTTTTC CAGAGAGAGGGAGAGAGTTCG 215

Ai03B24655 Araip.B03 24655 p3 (TTC)5 15 94805032 94805046 CCCACAACCTCTTCACCACT TCCTCGAGCAAAAGAGGAAA 259

Ai03B24660 Araip.B03 24660 p2 (AG)6 12 94832538 94832549 CTTGTCTTTGCTCCTGCTCA TCACTCACCAAAAATCCGAA 161

Ai03B24663 Araip.B03 24663 p4 (TTTA)5 20 94842621 94842640 TACTGGCAACTTTGCTGCAT TCGAAAATCTTCACCCATTTTT 280

Ai03B24665 Araip.B03 24665 p2 (AT)8 16 94875457 94875472 AGGGTCTTACCTCCTATCCCA TGAATATCCTCGGATTTGAAAACT 265

Ai03B24666 Araip.B03 24666 p2 (AT)8 16 94879663 94879678 AACATGGTGTGAGAAAGAGGA CTGATGGGGCGAATATTTTT 276

Ai03B24667 Araip.B03 24667 p2 (CT)6 12 94883353 94883364 TCAACACTCACTCCTCACGC CTTGTCACGCATACACGTCC 223

Ai03B24669 Araip.B03 24669 c (TA)8tcctaaatgcaatgttgtgattgagaaaggtaaaaattccttagtttaattcctttttttt(TA)893 94908994 94909086 CTCAATCAATTGGAGTGCCC GTCTGACCAATCGGCATTTT 261

Ai03B24670 Araip.B03 24670 p2 (GA)6 12 94911277 94911288 CAAGTTCGATTTCCCCTTCA GCGCATGAAGCGGTATTATT 248

Ai03B24673 Araip.B03 24673 c (A)10tttttccaaaaatctttc(A)1038 94929254 94929291 TCGAGTTTGGACAACTGACG GCCAGCCAAACTTCAGCATA 226

Ai03B24674 Araip.B03 24674 c (A)10ttcataaaatcaaaaatattattgtgtttcttgtttgagtcttgagtcaattttaagtttagtgtcaattgcatgtttttattttatttta(T)10111 94929492 94929602 GCTGGCCATCAAGCTTTAGA TGAAGAACACTATGAATGCACG 275

Ai03B24675 Araip.B03 24675 p3 (TTC)5 15 94939435 94939449 GGCCGAAACACAACTCTCTC CGGTCTTAGGTGCCATCAAT 156

Ai03B24678 Araip.B03 24678 c (A)10caaaaaagctatgctttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaggaat(AGA)595 94950870 94950964 AGGCTTCTCTGGCCTTAGGT TTTTCCATCCACCACTCACA 183

Ai03B24679 Araip.B03 24679 p2 (TA)15 30 94955413 94955442 TTTTCTCTCCCATCTCAATGGT AGTGGTGGAATCTCATGCAA 214

Ai03B24687 Araip.B03 24687 p2 (AG)8 16 95037767 95037782 TCAAATAGCAGTCTGTAACATGGAA ATGCATCCATTCAGGGAGAG 244

Ai03B24688 Araip.B03 24688 p2 (AT)9 18 95041331 95041348 ACCAAAACAAAGCCACCAAG CCTGCCCTAAGTTTCTGTGC 273

Ai03B24689 Araip.B03 24689 p2 (AC)6 12 95044252 95044263 GGGCTAAGGTAAGGGTGAGG AAAAAGTGGAAATTCTGGGTAGC 141

Ai03B24692 Araip.B03 24692 p2 (AT)10 20 95068647 95068666 CAAACATCTCTTGGGTTGCAT CAGAAAACAGTGTAACCAGAGCA 255

Ai03B24693 Araip.B03 24693 c (T)10gtatatatatatgtttttttttcattttc(T)1049 95088456 95088504 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 233

Ai03B24694 Araip.B03 24694 p2 (CG)6 12 95090143 95090154 GGAGAAAAACAGGGTGCAAA AGTTGTGCCCACTTTATGCC 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24695 Araip.B03 24695 c (GC)6actgcgcgcttgggcgccgatgcccc(T)1250 95090299 95090348 AGGCATAAAGTGGGCACAAC AGGAGAATGCCCTGTTTTTC 128

Ai03B24698 Araip.B03 24698 p2 (CT)6 12 95139975 95139986 TTTTTGTTTGTTTCTAACCTTTTTCA TTCTTGTCCTTGCTCCTGCT 280

Ai03B24701 Araip.B03 24701 p4 (AAAT)6 24 95155982 95156005 TTTTCGGAAATCTTCACCCA CCAATGGAGGGCATACTGAT 225

Ai03B24705 Araip.B03 24705 c* (A)10g(A)10(AT)8*(AAG)551 95198582 95198632 TATGGGGAAAAGTGGGTTTG TACTTTGGGGCATTTTGTCC 241

Ai03B24708 Araip.B03 24708 p2 (AC)6 12 95233522 95233533 ACCCACCCTTTCCTCACTCT CTCTCTTCTTCCTCGGCTCA 129

Ai03B24713 Araip.B03 24713 p3 (AAT)5 15 95255934 95255948 TCAGGTTCTGGGTTTGCTTC TGAAAATTCTCCCTCTCCCA 263

Ai03B24714 Araip.B03 24714 p2 (AG)6 12 95256276 95256287 GGGAGAGGGAGAATTTTCAA CTTTTTGTTTGTTTCTTAACTTTTTCA 229

Ai03B24718 Araip.B03 24718 p3 (TAT)6 18 95272009 95272026 TCACCAAAAATCCGAACTCC TTCTTGTCCTTGCTCCTGCT 168

Ai03B24719 Araip.B03 24719 p3 (TTC)5 15 95276629 95276643 TCTCTTCTTGGCCGAAACAC ACTCGGAGGTGGAAGCTTTT 215

Ai03B24722 Araip.B03 24722 p2 (AT)7 14 95297071 95297084 GTATGTTTCTTGCCCCCTCA TTAGCCCAGGGTTGTACTGG 157

Ai03B24724 Araip.B03 24724 p3 (GAA)5 15 95338718 95338732 GCTTTTGTCTTCCCTTTCCC CTTCTTGGCCGAAACACTTC 198

Ai03B24726 Araip.B03 24726 p2 (AT)7 14 95355735 95355748 AAAGCAGTGAAAAGCTTGCG AGCACATGGTTAGGGACAGC 205

Ai03B24727 Araip.B03 24727 p2 (CT)6 12 95372202 95372213 CATTGAACCTGGAATTGAGGA CAAGCCCAGAAACATGGAAT 205

Ai03B24731 Araip.B03 24731 p3 (TTC)5 15 95389513 95389527 TCTCTTCTTGGCCGAAACAC CCATTGGTGGAAGCTTTTGT 214

Ai03B24732 Araip.B03 24732 p2 (CT)7 14 95401316 95401329 CATGGAAAGGTTCATAAGCCA CCATTCATGGACACAACAACA 245

Ai03B24733 Araip.B03 24733 p2 (CT)9 18 95407621 95407638 GGAACATTGAACCTGTGATTGA TTATGGGCTGTTTTTGACCC 241

Ai03B24734 Araip.B03 24734 p2 (CT)16 32 95408706 95408737 TTGAACCTGATGAAGAGTTGGA TTTGGCCCAGATACAAGTCC 226

Ai03B24735 Araip.B03 24735 p2 (TG)7 14 95414834 95414847 CAGCAGCTCCTTCATCTTCC TTTTCTTTCACGCTGCACTG 220

Ai03B24740 Araip.B03 24740 p2 (CT)6 12 95459363 95459374 TTTTTGTTTGTCTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 229

Ai03B24743 Araip.B03 24743 p3 (TTC)5 15 95499684 95499698 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 274

Ai03B24746 Araip.B03 24746 c (T)10cgcctaattttttttcttc(T)11ctgcaagctttg(T)1062 95527092 95527153 GTCCCTCAATTTCAGCCAGA TTGGCTCTTGAAAGAATGATGA 239

Ai03B24752 Araip.B03 24752 p2 (AG)6 12 95556705 95556716 CGGCCCAGAAAACACATATT CCTGATAAAAAGAAACAATCCTGAA 183

Ai03B24756 Araip.B03 24756 p2 (TA)9 18 95574605 95574622 TGCACTTTTAGCTTTTTAAGTTGTG TTGTCAATTAACCAACATTTATTGC 194

Ai03B24758 Araip.B03 24758 c (AT)9aaaaatg(A)1136 95582145 95582180 GTGTGGGAAAAGTGGGTTTC TTCACCATTTACTTTGGGGC 230

Ai03B24761 Araip.B03 24761 p2 (CT)7 14 95597829 95597842 TTCAAATTTGTTTCAAAACCACC TTTGAAAAGGGTTAATAGTTTTTCG 274

Ai03B24762 Araip.B03 24762 p2 (CT)7 14 95597957 95597970 TTCAAATTTGTTTCAAAACCACC TTTGAAAAGGGTTAATAGTTTTTCG 146

Ai03B24764 Araip.B03 24764 p3 (AAG)5 15 95604061 95604075 TTAGAATGTTGCTCGCCCTC TCAACAACTCTCTCCCACCC 115

Ai03B24767 Araip.B03 24767 p2 (AG)7 14 95616217 95616230 ATCCAAGCCCAGAAACACAG CAACATTGAACCTGTCATTGAA 201

Ai03B24769 Araip.B03 24769 p2 (AC)7 14 95626925 95626938 GGGCTAAGGTAAAGGTGAGGA GGGGACAAAATTACCCCAAT 233

Ai03B24770 Araip.B03 24770 p2 (AT)9 18 95627745 95627762 TCTCACGGGTTGTGTGTTCT TTTTGGCATATGAGAAATTTGG 272

Ai03B24773 Araip.B03 24773 p3 (AAG)5 15 95664763 95664777 CAGAAAGGAAGGGATAGGGG TCCCTCCATTGACACATTCA 237

Ai03B24778 Araip.B03 24778 p2 (AT)6 12 95722700 95722711 GCGCAACTCTCTGTCTCCTT GCGTCATATTGCGAGAAACA 248

Ai03B24780 Araip.B03 24780 c (T)10cgcctatttttttttcta(T)1038 95734958 95734995 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 218

Ai03B24784 Araip.B03 24784 p2 (CT)6 12 95748380 95748391 TTGATTTTCAAATTTGTTTCAACT AAGATGAGAGAGGGAGAATTTTG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24785 Araip.B03 24785 p3 (TAT)6 18 95748711 95748728 CCCCTTCCTTTCTTCCACTC TTCGGCTGTCATCTCCTCTT 250

Ai03B24786 Araip.B03 24786 p3 (TTC)5 15 95751916 95751930 CCCATCACCTCTTCACCACT GCCCTCAAGCAAGAGAAGAA 191

Ai03B24788 Araip.B03 24788 c (TA)22gaga(GT)9(GA)1596 95767573 95767668 CTCATGTTCAGGCCCAAATC GAATAGGCCACGGTGAAAAA 196

Ai03B24789 Araip.B03 24789 p3 (CAT)5 15 95786193 95786207 GCATACGCATCAGTGCCTAA GAAGATGCAGGTGAAGGGAG 269

Ai03B24790 Araip.B03 24790 p3 (CAT)5 15 95793051 95793065 GCATACGCATCAGTGCCTAA GAAGATGCAGGTGAAGGGAG 269

Ai03B24791 Araip.B03 24791 p2 (CT)6 12 95811722 95811733 TTGGGAAGAAGGGATGAAGA TGAAATTCCCTCTCTCCTGC 256

Ai03B24793 Araip.B03 24793 p2 (AT)7 14 95813670 95813683 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 249

Ai03B24794 Araip.B03 24794 p3 (CAT)5 15 95816811 95816825 GCATACGCATCAGTGCCTAA GAAGATGCAGGTGAAGGGAG 269

Ai03B24795 Araip.B03 24795 p2 (AG)6 12 95823312 95823323 TTCTTGACCCAATTTTTGGC GGAACATTGAACCTGGAATTG 211

Ai03B24798 Araip.B03 24798 p3 (TCT)5 15 95838526 95838540 GGTCGCGAGAACCAGTTTTA GAGATGTAGGGCCACCAGAA 177

Ai03B24799 Araip.B03 24799 c (T)10cttttgttctgccactctttggctatttctttttcttccccctttttttctgtctttttg(T)1383 95853643 95853725 GGTTCAAGCTATTGGTGTCCA GTGGTGGTGTGTGTGTGTGA 248

Ai03B24800 Araip.B03 24800 p2 (CA)6 12 95853835 95853846 TGCCACTCTTTGGCTATTTCT TTGTCCCCTGCATTTTCAAT 280

Ai03B24805 Araip.B03 24805 p3 (AAT)6 18 95879522 95879539 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 206

Ai03B24806 Araip.B03 24806 p2 (GA)6 12 95879856 95879867 GAAATTTTGAAAAAGGGGGAA TGAATCAAGTTGAGATTTGAGATTTT 259

Ai03B24810 Araip.B03 24810 p2 (GA)6 12 95896286 95896297 TTTCGGCCCAGAAAATACAG TTGAACCTGGAATTGAGAAGAAA 193

Ai03B24811 Araip.B03 24811 p2 (TC)7 14 95915667 95915680 ATGCATCCATTCAGAGGGAG AAAGAACCTGGGATTGAGAGTT 144

Ai03B24813 Araip.B03 24813 p2 (GC)6 12 95961813 95961824 ACAAGTTGGATTTGGGCTTG CGCACAAAAGTGGTTTCTCA 182

Ai03B24814 Araip.B03 24814 p2 (AT)11 22 95963281 95963302 TTCAATCAAAACACGTTTCGTC GTGACCGGTGTTTGCACTTA 279

Ai03B24815 Araip.B03 24815 p2 (TC)12 24 95967069 95967092 TGGCCCAGGAAACTAAAATG TCAAGTTGTTTGAAAATGCCC 213

Ai03B24816 Araip.B03 24816 p2 (CT)6 12 95976308 95976319 TGAACAATGAACCTGGAATTGA GGCCCAGGAAACACAGATTA 199

Ai03B24819 Araip.B03 24819 p3 (AAT)6 18 96003867 96003884 TGTAAATTGGGGGTTTTGGA TCCCTTGACTTTCCTTTGCT 199

Ai03B24821 Araip.B03 24821 c (TA)10(T)12 32 96006522 96006553 TTCACCATTTACTTTGGGGC TGCTTATGATTTAAGTGTGGGAAA 261

Ai03B24828 Araip.B03 24828 c (T)11aaattgaaaattgaaagttga(T)1042 96050981 96051022 AAAGCGAGAGGGGTGAGAAT TTGCTTTTAAATTGATTTATTTTCG 255

Ai03B24829 Araip.B03 24829 p3 (AAG)5 15 96061023 96061037 CGGTGGAGAATAAGGAGTGG ATATGCCTTGGAGGTTGTGC 190

Ai03B24832 Araip.B03 24832 p2 (CT)7 14 96099079 96099092 CATGGAAAGGTTCATAAGCCA GCCAGAGAATGGAGGAATTT 259

Ai03B24833 Araip.B03 24833 p2 (AT)8 16 96107675 96107690 CGCCATCTCTGGCATACTTT CAAATTATCATGTGCTAAAAAGGG 267

Ai03B24836 Araip.B03 24836 c (AGA)14agcagaacaagaaaaagcagtagttgcagccatgtatatgt(TTG)598 96129547 96129644 GAGGAGTTTGGTTCGGTTGA CACACTCACACTCGCTCACA 237

Ai03B24838 Araip.B03 24838 c (A)11ttagccacaaaaaaatattttaagtttaccgtgttac(T)1058 96136605 96136662 CACATTGAACCTGAGCAAAGA TAAGCTAGCCGACTCCCAGA 258

Ai03B24843 Araip.B03 24843 p3 (ATT)23 69 96146659 96146727 TGTGTGAGGAGAGAAAATCAAAA TCGGTAACCAAAAATCATCTG 279

Ai03B24845 Araip.B03 24845 p3 (TAA)8 24 96150201 96150224 AGCCATGATATGCTGTGCAA AAGCGCAGATCAAGCTGGTA 260

Ai03B24848 Araip.B03 24848 c (TTA)8attacataataatattgtaccataattttttgtataatatttaacacaaaaatacatacataaaaggattcgcatgcataaatacat(A)10121 96156479 96156599 TTTTAAAGCAGGACATCTTTTGA GATGGATTTGCGGGATATGT 268

Ai03B24849 Araip.B03 24849 p2 (TC)8 16 96157631 96157646 CGTGAGATTTACCAGCGGAT AGCGGTAGGAAAAGGAGAGG 217

Ai03B24851 Araip.B03 24851 p2 (TA)8 16 96166001 96166016 CTGTGCCCAATATGTCGCTA CCCACCGACCTTGGTATATG 273

Ai03B24852 Araip.B03 24852 p2 (AG)9 18 96168898 96168915 TCTTGAGCATCAATGTCCATCT CTAACCCGCAGAGCCAATTA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24856 Araip.B03 24856 c (T)12gtaaaaaaaaatataaaaattaattagttaataaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7101 96191633 96191733 TGTCCATCTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 280

Ai03B24859 Araip.B03 24859 p3 (AAC)5 15 96215975 96215989 TCCTCAATCACAAGCCAAGA TTTGTTGCCTTTATGTTCATGC 243

Ai03B24860 Araip.B03 24860 c (T)10atattttttcttgttttc(T)1038 96217502 96217539 TTACTTCGGGGCATTTTGTC TGAAGATTTTGGGAATTGGG 185

Ai03B24863 Araip.B03 24863 p2 (AT)7 14 96224713 96224726 ACGTCAGTCAGGCATGAACA GCCAGCTTATGGACTCCTTG 253

Ai03B24864 Araip.B03 24864 p2 (CA)10 20 96225387 96225406 CCTGTTGGGAATACCCATTG GTGGTGCAACCACTGAGAAC 252

Ai03B24865 Araip.B03 24865 p2 (TA)7 14 96230929 96230942 CATCATTCAGTCATCCAGCC GCCAGCTTATGGACTCCTTG 140

Ai03B24866 Araip.B03 24866 p2 (CA)6 12 96231679 96231690 GGAGCTAGTCTGCCCAACAC TCAGATAAATGGTGGTGCGA 211

Ai03B24869 Araip.B03 24869 p3 (TTC)6 18 96262210 96262227 CATCCTCTCTTCCCCAAACA TAAAATGTTTGCTCGTCCCC 256

Ai03B24871 Araip.B03 24871 p3 (AAG)5 15 96275282 96275296 CAACAGGGAACGAGGTGTTT CAGATTTCTCTTTCCCACGC 238

Ai03B24880 Araip.B03 24880 p2 (CT)8 16 96317460 96317475 TCCTTTCTCACTTCTTATCTTCTTATC TTCTTGTCCTTGCTCCTGCT 249

Ai03B24881 Araip.B03 24881 p2 (TC)6 12 96391986 96391997 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 258

Ai03B24882 Araip.B03 24882 c (A)10tatcttttctaactatttttaagccatattttcgaattttttttataaaaattcaaatttcaatttcaaaatttttcaaatcttatccttttaagatt(A)10118 96410637 96410754 CCTTGGTGTTTTTCCTCCAA AAGGAAAAGATATAGATTTGTTTTGAA 265

Ai03B24883 Araip.B03 24883 p2 (AT)7 14 96420384 96420397 AAACACAACGCTCTAGCCAA TTTGGTGTCAATTGCATTTTT 242

Ai03B24884 Araip.B03 24884 c (TC)17ttt(CA)10 57 96427549 96427605 TCCCTTTCTGAAGGTGCATT TGCAGCAACCAAAGTTTAGAGA 232

Ai03B24891 Araip.B03 24891 p2 (CT)18 36 96492681 96492716 TTCCCCTCTTCTCACATCCTT CTTTGTCCTTGCTCCTGCTC 236

Ai03B24892 Araip.B03 24892 p2 (TC)7 14 96495691 96495704 AGAAAGGGGAGAAAAGCTGG TCTTGGGGAAGGGTGTTATG 213

Ai03B24895 Araip.B03 24895 p2 (GA)23 46 96515481 96515526 TGGCTCTTGAAAGAATGATGG TCCCCAATTAGAGGTGTCCA 206

Ai03B24898 Araip.B03 24898 p2 (GA)6 12 96518778 96518789 CGCACGAGAGAGATGAATGA CGCGCCCTTTCTCTTTATTT 217

Ai03B24902 Araip.B03 24902 p2 (TA)9 18 96540523 96540540 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai03B24903 Araip.B03 24903 p3 (AGA)6 18 96547104 96547121 CACGCAGCGAGACAAAATTA CCCTAGCTAGCCAAAAGCCT 259

Ai03B24907 Araip.B03 24907 p3 (AAT)5 15 96552641 96552655 CCAGCAGTTTGGAATCGAAC GGAAAATTGACGAAAGGCAG 239

Ai03B24912 Araip.B03 24912 p2 (AG)6 12 96560665 96560676 TGATGGTTGCTTTCCACAAA ATAAAACGAGGCATCAACGC 265

Ai03B24914 Araip.B03 24914 p3 (TTA)5 15 96568215 96568229 TGCGTGAATGTTTTCATCGT AATGACAACGTGGTGGTTGA 232

Ai03B24918 Araip.B03 24918 p2 (TA)6 12 96576821 96576832 TAATTTTGGCGTTGAGGGAG TTGGACTGAAACTTGGGTCA 279

Ai03B24928 Araip.B03 24928 p2 (AC)30 60 96619111 96619170 GCTGGCTTTGACTAGTTCCC CTAGAAGCCCGATGAAGGAA 251

Ai03B24929 Araip.B03 24929 p3 (GTT)5 15 96624046 96624060 TCCGCCTTCATCTTCTTTTG ATTTCTCCTTTTTCACGGGG 251

Ai03B24931 Araip.B03 24931 p3 (ATA)17 51 96640780 96640830 GCATGATTGGCCTTAGCACT CAGGAACACTTGCTGGATGA 269

Ai03B24935 Araip.B03 24935 p2 (TA)7 14 96654720 96654733 GCATGAAACAGCCAGCATAG TGAGTCAAGAAAGAAACCAACAA 225

Ai03B24944 Araip.B03 24944 c (CA)11(TA)6 34 96791925 96791958 CTCAAGCCCTTAGGCAACTG TCAGTGCTAGCTCCAAGCAA 248

Ai03B24945 Araip.B03 24945 c (A)10tttgttttcaaaaatctttc(A)1040 96794278 96794317 TCGAGTTTGGACAACTGACG TAGGGAAAAGGAAGCAACGA 274

Ai03B24948 Araip.B03 24948 p2 (CT)6 12 96795640 96795651 CAAATTTCAAAACTTTTTCGATCA AAAAGGAGAGAGGGAATTTTCG 115

Ai03B24950 Araip.B03 24950 p3 (AAT)5 15 96814475 96814489 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai03B24951 Araip.B03 24951 p2 (AG)6 12 96814816 96814827 ATGAGATGGGGGAGGGATAA TTGGTTTTCAAAATTTGTTTCA 270

Ai03B24957 Araip.B03 24957 p2 (TA)6 12 96831314 96831325 TGAGGGTTCAATGCTCGAAT ATGAAATGCAATGCAAGCC 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B24958 Araip.B03 24958 p2 (AG)6 12 96833777 96833788 GGTGAGGTAGGTGGGGTTTT ATGCCAGAATTGGCAGAAAG 240

Ai03B24960 Araip.B03 24960 c (A)11ttttcttccttttcgtttttcccaaaataatttttgaaaaatacc(A)1167 96844410 96844476 TCGAGTTTGGACAACTGACG GATGCAATTGACACCAAACCT 241

Ai03B24965 Araip.B03 24965 p2 (AG)6 12 96863480 96863491 GAATGGTGAGGTAGGTGGGA CAGAAAAGGGCAAGAAGCTG 271

Ai03B24967 Araip.B03 24967 p2 (AT)9 18 96883708 96883725 TGGAATCTTATGCAATGCAATC CAAAATCCAGTGAGGGTTCAA 279

Ai03B24970 Araip.B03 24970 p2 (GT)6 12 96954410 96954421 AGCCAAATTTGAGCCTACGA CCAATGTCCCAAGTTTTTCC 156

Ai03B24977 Araip.B03 24977 p3 (AAG)5 15 97040097 97040111 GCATTCCAGGAGAGCAAAAT GTTTGTTGCTTTGGCCTTTT 170

Ai03B24979 Araip.B03 24979 p2 (TA)12 24 97042793 97042816 TGCAACTAAATGCAAAATGCTT CCAGTGAGGGTTCAATTGCT 236

Ai03B24980 Araip.B03 24980 p2 (AT)6 12 97044217 97044228 TCCACATTTTTCCAAATCACA TTTAAGTGTGGGGAAGTCGC 234

Ai03B24981 Araip.B03 24981 p3 (AAT)5 15 97058826 97058840 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai03B24983 Araip.B03 24983 c* (A)11gaaaacgagaaaaag(A)10(AT)9*53 97079385 97079437 TTTGGGAACCTACTCATGAAA TTATCACATGTGCATTGATTTTT 280

Ai03B24985 Araip.B03 24985 p2 (AG)6 12 97108725 97108736 GACAGACGCCACGTACAAGA GGGACATTGAACCTGTGATTG 268

Ai03B24986 Araip.B03 24986 p2 (AG)6 12 97113480 97113491 TCGCCTATCTCATCAAACCC TTGGAGAGCTGTGTCAATGC 268

Ai03B24987 Araip.B03 24987 p2 (TA)11 22 97118332 97118353 GAATGTATTTGCTGTGTTTTGC CCATTTTTGCCAGAATAGGC 257

Ai03B24991 Araip.B03 24991 p2 (AC)19 38 97133809 97133846 TTCTTTGTATTAAATTTTGCACGC GGTTCGGTAACTTACACCCC 202

Ai03B24995 Araip.B03 24995 p3 (AAT)5 15 97144916 97144930 CAGGTTTTGGATCTGCTTCC CCCCATCTTCTTCCACTCAC 146

Ai03B24996 Araip.B03 24996 p2 (AG)6 12 97145275 97145286 GAGAGAAGGAGGGAATTTTCG TCTTTTCAAAATTTGTTTCAACC 277

Ai03B24997 Araip.B03 24997 c (T)10cgcctattttcgcccccc(T)1038 97147231 97147268 CATCCCCTCCTCTCAGTGAA TGAAGCAAGAAAAAGCAGCA 259

Ai03B24998 Araip.B03 24998 p2 (GA)6 12 97148021 97148032 CCACCCTTAGTTGCTTCCAA TTCCTTAACTTTTTCAAAACCACC 257

Ai03B25001 Araip.B03 25001 p3 (GAA)5 15 97162502 97162516 AAGCTTTTGCCTTCCCTTTC AGCCCTCCATTCTTCCTCAT 247

Ai03B25002 Araip.B03 25002 p2 (AG)6 12 97164821 97164832 TTCTTGTCCTTGCTCCTGCT CATCTCTTCCTCAGTCACCAAA 173

Ai03B25003 Araip.B03 25003 p2 (AG)8 16 97165047 97165062 CAGAGAGAGAGAGGGATTCGG TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai03B25005 Araip.B03 25005 p2 (AG)8 16 97177886 97177901 AAGTGGGGGAATCAATCCAT TTGACATGAAAAGGTTCATAAGC 267

Ai03B25007 Araip.B03 25007 p2 (TA)6 12 97204548 97204559 TGGGTTTATCAACCTCCACA CATCTCAATTGTGAAGGCACT 269

Ai03B25011 Araip.B03 25011 c (GC)6actgtgcgcttgcacgtggcttctctttctc(T)1053 97219380 97219432 CGTGGCTTAAGGTCCAGAGT TGGAAAATCCCCAAAATTCA 237

Ai03B25013 Araip.B03 25013 p2 (CG)6 12 97223027 97223038 ATTGGCTGTTTCTTCATCCG AGAGACGCACACGCGTACTA 103

Ai03B25014 Araip.B03 25014 p3 (TGA)5 15 97238446 97238460 CTGCATAATGCTGGCTTCAA TGCAGACAGAAAATCAGGGA 178

Ai03B25016 Araip.B03 25016 p2 (AG)7 14 97245627 97245640 ATCCAAGCCCAGAAACACAG AGCGATCCAAATCAATCAGC 247

Ai03B25017 Araip.B03 25017 p3 (GAA)5 15 97247053 97247067 GGAACAAGTGGAGGAAACCA TTGCGGATGCAAGTTCATTA 257

Ai03B25018 Araip.B03 25018 p2 (AG)6 12 97253783 97253794 CGTGCAGAAATTGCAGAAAA GGAACATTGAACCTGTGATTGA 266

Ai03B25019 Araip.B03 25019 p2 (AG)6 12 97258116 97258127 TTCTGACCCAATTCTCAGCC GGAACATTGAACCTGTGATGAA 208

Ai03B25027 Araip.B03 25027 p3 (ACC)6 18 97296231 97296248 ATCCTTCCCCCTTAACCCTT GTAGGGCAGAGAGATGGCTG 144

Ai03B25029 Araip.B03 25029 p3 (TTC)5 15 97315118 97315132 TCATCTTCCATTCCCAGAGC TCTTCCGACACAATTGCTCA 174

Ai03B25030 Araip.B03 25030 p2 (TC)9 18 97317297 97317314 CTCCACCTCCCCTCTTTCTT CCTCCTCCTCCTCTCTCTCC 280

Ai03B25031 Araip.B03 25031 c (GA)8agaggagaga(GAG)644 97317512 97317555 TCCCTCTTCTCTTTCTCTCCC TTCTCTCTTTCCTTGCGCTC 146
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Ai03B25032 Araip.B03 25032 p2 (AG)16 32 97317667 97317698 AAAAAGAGCGCAAGGAAAGA CTCACTCCCTCTCTCTCCCA 152

Ai03B25033 Araip.B03 25033 p2 (GA)7 14 97317829 97317842 GAGAGAGAAAGAAAGGGAAGGG CCCCCTCTCTCTCCACATTT 102

Ai03B25034 Araip.B03 25034 c (GA)6(AG)7aaggggaggagagagagaggat(AG)6gg(GA)674 97317962 97318035 GGGAGAGAAAAGAAAATGTGGA TCTCCTTCCTCTCTCCCCTT 200

Ai03B25035 Araip.B03 25035 p3 (ACA)7 21 97319298 97319318 CCCTAAAATTCAACCCTAAACC GAGATGTCCCTCCTCCTTCC 200

Ai03B25040 Araip.B03 25040 c (GTG)5gctgagaagggtgaacgatgatgaggagggtgagacggtggtttgtggttgatgctgggattgggtggctgagaacatt(GA)6106 97333221 97333326 TTGCTGCTAGGATTGTTTGAA CAGGCAAAATTATCCAAACCC 249

Ai03B25041 Araip.B03 25041 p2 (AC)16 32 97336167 97336198 AACTCAGCCTGGGAAGTCAA TTCGGCTATCATCCCTATCG 277

Ai03B25043 Araip.B03 25043 p2 (CT)7 14 97347833 97347846 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 251

Ai03B25051 Araip.B03 25051 c (CT)7gtctga(TC)6 32 97394240 97394271 TAGCAGTGGTGACGATACGG GTGGGATCGACCCTTACTCA 280

Ai03B25052 Araip.B03 25052 c (CT)6cactttgttccctctttctttctttgtttcttgcagcagcagctactgtgtgtgtgtc(GT)784 97399724 97399807 ATATCCGCTCATCAGCAAGC AATCAAAACCCTAAACCCCG 268

Ai03B25053 Araip.B03 25053 c* (GA)9(ATA)5* 32 97406158 97406189 GGCATCATGCTTAATTGGGA GAAAAATGCATTCGCATTGA 274

Ai03B25054 Araip.B03 25054 c (AG)12ggagagagaaagagagagagt(GA)1371 97412522 97412592 CGAAATCACGGCATTTAGGT GCGTTCGCAACCTTTCTTAG 269

Ai03B25060 Araip.B03 25060 p2 (GA)7 14 97443386 97443399 TTGCAACATGGAAGAAATTCA GGCCCAGATCCAAGTACAGA 279

Ai03B25061 Araip.B03 25061 p2 (TA)6 12 97444251 97444262 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai03B25062 Araip.B03 25062 c* (CT)6(T)12* 23 97444803 97444825 GCTTTTATTTTGCATTGGGG GGGAAACCTTTTGGGAACAT 205

Ai03B25063 Araip.B03 25063 p2 (CT)6 12 97449730 97449741 TTCTTAACTTTTTCAAAACCACCT CGCAACTGTACGAATGGAAG 280

Ai03B25065 Araip.B03 25065 p2 (GA)6 12 97458509 97458520 TTGCAACATGGAAGAAATTCA CCCATTCAAAGAGAGCTTGC 221

Ai03B25066 Araip.B03 25066 p2 (GC)6 12 97462903 97462914 AAAGGGGAAAGGGGTATCTG TGTCTAAGTATGGAGGGGCG 171

Ai03B25070 Araip.B03 25070 p2 (AG)7 14 97486905 97486918 GGTTCAGGATCAGCTTCAACA TGCTTTTATTTCTTCTCTTAAATTTCG 279

Ai03B25071 Araip.B03 25071 p4 (ATAA)6 24 97502141 97502164 AAGTGTGGGGAATTGTGGAA GCATTGGGGTAATTTTGTCC 222

Ai03B25079 Araip.B03 25079 p2 (AG)6 12 97542842 97542853 CCATTATGAGTGGGTTTGGG AGCAAAGGGCATTTTACACG 268

Ai03B25081 Araip.B03 25081 p2 (GC)6 12 97555551 97555562 CAGGTTGAAAAGGGCTAGGA AGCCTTTCCCACCAAAAACT 254

Ai03B25082 Araip.B03 25082 p3 (AAG)7 21 97567702 97567722 GCTTTTGTCTTCCCTTTCCC CCGAATACACCTCTCCCTCA 192

Ai03B25085 Araip.B03 25085 p3 (GTT)5 15 97586615 97586629 TGCATTGACATTAGGGGTGA GAACCACACCCACCTTTCAT 254

Ai03B25093 Araip.B03 25093 p3 (GAA)5 15 97629118 97629132 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 209

Ai03B25095 Araip.B03 25095 p2 (TC)10 20 97641587 97641606 CCTTCAATTTTCGAATACTAACCAA AGAGAGGGAGAGAGGGTTCG 172

Ai03B25096 Araip.B03 25096 p4 (AAAT)7 28 97651526 97651553 CGAAATTTGTTTCAAAAATTCAGA CCATGATGGAGAAAGGGAGA 225

Ai03B25098 Araip.B03 25098 c (TA)8caacccaaaatataactcaaactacagaataaatacctgtttctccaagttaatctctaggagggacaaacataaaatatatacaaaggaga(AT)12132 97659266 97659397 ATCAAGCTCCAGATTCGACC GTGCAAGCGAAGTGTGGTTA 233

Ai03B25102 Araip.B03 25102 c (A)12gaaaaaagaaaaaagagaaatagggcaggaggaacactccttagccactatcttaaataagtagatgttctaaattacttggaggaggaatccaat(CAG)5123 97668019 97668141 TGTACAGAGAAGGAGGCCAAA CTTGAGACCCGAAATGGATG 270

Ai03B25106 Araip.B03 25106 p2 (TA)7 14 97677123 97677136 TTAGGCCACCAGAAACCTCA AAATGGGTGAATGTCATTATTGC 111

Ai03B25108 Araip.B03 25108 p2 (TC)6 12 97678563 97678574 ATTGAGGTGATGGAAATGGC TGCACGTTTTCCCCTTATTC 103

Ai03B25111 Araip.B03 25111 c (A)11tttttttcaaaaatctttcaaaaatttctcctttgttttcg(A)1062 97694177 97694238 TCGAGTTTGGACAACTGACG TGACACGTCTATCATGCCCT 266

Ai03B25117 Araip.B03 25117 c (T)10ctca(T)10 24 97724855 97724878 TGGGGCATTCCCCTTATTAT GCTTAATTGCACGGTTTGGT 205

Ai03B25118 Araip.B03 25118 p3 (CTT)6 18 97734089 97734106 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 175

Ai03B25120 Araip.B03 25120 p3 (TTA)5 15 97737750 97737764 GCAGGAAAGCAGAGGTTCAG TCGCACAACTAACCAGCAAG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25121 Araip.B03 25121 p3 (AGA)5 15 97747936 97747950 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 235

Ai03B25122 Araip.B03 25122 p2 (GA)8 16 97748077 97748092 AGGAGATGGAGGGATGTGTG CCACAGGTTCACCTCAGGAT 222

Ai03B25126 Araip.B03 25126 p2 (AT)6 12 97754830 97754841 TTTTAGCCCTTCTTTATTTGTTAACTC TGTGCTAGTTCTTTGCCTCTGA 241

Ai03B25132 Araip.B03 25132 p2 (TA)9 18 97766479 97766496 TCAGATGTAGGACGTGACGC ACTTGCGAAGTAAAGGCCAA 245

Ai03B25139 Araip.B03 25139 p2 (TA)6 12 97805748 97805759 AGTTTACCCTTTTTAGCACATGA TCAAGAGTTCCCATTATGCTCA 211

Ai03B25140 Araip.B03 25140 p2 (TG)10 20 97812209 97812228 GCGATTTCTTCCTCTCCTCC CTCTTAGCGGCACACAATCA 183

Ai03B25141 Araip.B03 25141 p2 (AT)6 12 97844795 97844806 CGAGAAGCCTAAAAAGGAGC CGGGTCGTGACTAGTGGGTA 173

Ai03B25143 Araip.B03 25143 p2 (CT)8 16 97853915 97853930 CCGCCTTTCAAATTCCAATA GGGATCTTGAATAAAAATCGGA 235

Ai03B25144 Araip.B03 25144 p3 (TAA)5 15 97859279 97859293 GCATCAAAAGATTTGCAACG AACCGAATTTTAGTTTGGCG 132

Ai03B25147 Araip.B03 25147 p2 (TA)8 16 97883509 97883524 CTAGACGGCCTAAACTCCGC GCGTAGGCACAGACAGAACA 157

Ai03B25151 Araip.B03 25151 p3 (CTT)5 15 97926066 97926080 GAGATGGATGGTGATGGCTT CCATTGGACATGACATGGAG 235

Ai03B25152 Araip.B03 25152 p2 (CT)6 12 97927993 97928004 CCTGTGATTGAAGAGAAGTAGCC GGGGCGATTTTTGGATTATT 242

Ai03B25153 Araip.B03 25153 p3 (AAT)11 33 97929016 97929048 TGAAGCAAGAAAAAGCAGTGAA TTATTCTCTTGGGCCCTCCT 192

Ai03B25154 Araip.B03 25154 p2 (TA)8 16 97933277 97933292 CTAGACGGCCTAAACTCCGC GCGTAGGCACAGACAGAACA 157

Ai03B25155 Araip.B03 25155 c (A)10tcattaaaac(T)1131 97938628 97938658 TGTTTGGGTATCTCATGTATCAA AGCATTTAATGTTTGTTTGGGT 275

Ai03B25156 Araip.B03 25156 c (TTC)5atcgttgttttctcattc(TTG)548 97945556 97945603 CAATGTGGTCCCTCCCTCTA ACCCCAGATCTTTTGCTCCT 229

Ai03B25159 Araip.B03 25159 p3 (GAA)5 15 97948354 97948368 CAACCTCACCAATGAAACCC ACACACCCTCCCTTCACTTG 116

Ai03B25161 Araip.B03 25161 p2 (AT)6 12 97951723 97951734 TCTCGCTCCTTTAATTCTTCTCA TTTTGAGCATATAACTTTGTTTAGGTT 151

Ai03B25162 Araip.B03 25162 p3 (TGA)6 18 97957405 97957422 CAGGAGCAAAAGCAGAAAGC CAACTCGTTCCACTGCTTCA 267

Ai03B25164 Araip.B03 25164 c (TTC)5tttgctcgcgttataggctttatcgttctcctctgttcgcgttttctttctta(TTC)5tctactcgcgttcttcgttatggatctagattgacttcaatgtaatatataagcttcgttcttcttcttc(T)10163 97958398 97958560 GCTGCTGCAACCTAAACCTT GTTGCTCCACCCTTTTGTGT 258

Ai03B25165 Araip.B03 25165 p3 (TTC)24 72 97964827 97964898 TACTGCACCTGCCTAAACCC TCCAAATCGCTCTCATCAACT 235

Ai03B25166 Araip.B03 25166 p2 (AT)6 12 97985448 97985459 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAAGTGCT 262

Ai03B25168 Araip.B03 25168 c (TA)13tgcagaatgcgggatgcaatatgcagaatgcagtgcttgatgtgaatgctgtgcatgattccaggttcaataaaaataaaataaaatt(A)10124 97990548 97990671 TATTTACGCCGATCTCCAGG ATGATCGTTCCTTTTGCGAT 279

Ai03B25170 Araip.B03 25170 p2 (GA)9 18 98010213 98010230 GAAAGAGAAGGAGAGGGGGA AATGACAGGGAGAAGCATCG 269

Ai03B25172 Araip.B03 25172 p2 (AT)6 12 98025429 98025440 AAGGGAGATGATGCGAATTG TTTCGAAAATCCTCACCCAC 183

Ai03B25174 Araip.B03 25174 p3 (AAT)5 15 98051330 98051344 GCATAGGCCGAGCATTACTT CCCTCACCATATGCTTGTGAC 277

Ai03B25175 Araip.B03 25175 p2 (GA)7 14 98051557 98051570 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 232

Ai03B25178 Araip.B03 25178 p4 (TATT)5 20 98075813 98075832 ACTCTCCAATTTCTGCCACG TGAAAATCCAGGTGCATTGA 215

Ai03B25180 Araip.B03 25180 p3 (GAA)5 15 98098462 98098476 TTGAGCAATGCCAAGAGTTG TAGTTGTCGTGCTCCTTCCC 201

Ai03B25186 Araip.B03 25186 p2 (AC)6 12 98129044 98129055 TTTCAAGGTTGTAATGGGGC GGGGACAAAATTATCCCAGTG 249

Ai03B25190 Araip.B03 25190 p3 (TTC)5 15 98148017 98148031 TCCACCCCTCTACACCACTC CTTGTGTTAGCCACTGCGAG 218

Ai03B25200 Araip.B03 25200 p5 (AAAAT)5 25 98192025 98192049 CATAGCCAAAGGGGTGAGAA TTATCTTAGCTTTAAATTTCAAAATCC 211

Ai03B25207 Araip.B03 25207 p3 (CAT)15 45 98269425 98269469 TTGGCGCTAAATTGCTAAGG TTCCTTGAGGCTCTTCCAAA 269

Ai03B25209 Araip.B03 25209 p3 (TCT)6 18 98283963 98283980 TATTCTGCTCACCCTCGCTT AGAGGGGAAGGGAATTGATG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25211 Araip.B03 25211 p2 (AT)6 12 98287502 98287513 GGTGAGGCTTGGGAACATTA TTCACTTTGGGGCATTTTGT 270

Ai03B25212 Araip.B03 25212 p3 (CAT)14 42 98289055 98289096 TTTCTGAACCCATTTTTGGC GAACCAAAGTGTAGCAATCATCA 269

Ai03B25215 Araip.B03 25215 p3 (TCT)5 15 98304420 98304434 ACCCTTCACCACTCACATCC TCTCCTATGACTTGGGGGTG 275

Ai03B25216 Araip.B03 25216 p2 (GA)7 14 98317964 98317977 TCGAACACAGAAAGGGAGAGA CCCTTAAATTTCGAATACTAAGCAA 176

Ai03B25219 Araip.B03 25219 p2 (TA)7 14 98321387 98321400 AAAAACAATGCCAAAAAGGG TAAAGGGCTAGGTGTCACGG 163

Ai03B25221 Araip.B03 25221 p2 (CT)18 36 98323843 98323878 TGGAGCTTTGAAGAGGGAGA GGCCCAAAAATGCTACACAG 200

Ai03B25222 Araip.B03 25222 p2 (AT)18 36 98332354 98332389 GCATTAAGGTGATTTTGTCCC TTAAGTGTGGGAAACCGTGG 243

Ai03B25223 Araip.B03 25223 c (AT)13tttttcaaaaaattc(A)1051 98363678 98363728 TCGAGTTTGGACAACTGACG GCCAGGCTTCAACAGATCAT 238

Ai03B25225 Araip.B03 25225 p2 (GT)6 12 98378127 98378138 GAATTCGGTCATGTGGATACG TGGGAGAAACTTCACACCCT 232

Ai03B25226 Araip.B03 25226 p2 (GT)19 38 98382648 98382685 TGCAAAAGTGAGAATTTTGGG GGGCTAAGGTAAGGGTGAGG 171

Ai03B25232 Araip.B03 25232 p2 (CT)8 16 98411980 98411995 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGAATGAGAGGAGGAGA 233

Ai03B25233 Araip.B03 25233 p2 (TA)10 20 98417378 98417397 CACAAAATCCAGTAAGGGTTCA ATGCCATGCAATGCAATTTA 279

Ai03B25235 Araip.B03 25235 p2 (TA)6 12 98429174 98429185 ATGGCTAGGGATAGCCTGGT TGAAGCAAGAAAAAGCAGCA 217

Ai03B25240 Araip.B03 25240 p3 (AGA)5 15 98473048 98473062 TGGAAGCAACTGCCTTCTCT ACCCCTCCTTACCTCCTTCA 252

Ai03B25241 Araip.B03 25241 c (AG)7ggttcgaattattagatgaagagaagtgttagtaaataaataaataaatagaaagagat(GA)787 98476280 98476366 TGGCCTATTATTCAGCCTGG TGCCTGGGCCTGTTAAAATA 203

Ai03B25249 Araip.B03 25249 p2 (TA)6 12 98492173 98492184 TTGTGAGTGATGCGCTTTTT TTGGGATCAAGAGATGTTGC 214

Ai03B25251 Araip.B03 25251 p2 (TA)7 14 98495979 98495992 GCCTCGAAGGACAAAAAGAG CCATGCAAGTATTCACAAGCA 277

Ai03B25253 Araip.B03 25253 p2 (CT)10 20 98515742 98515761 TTTTCTCTCAAGTCGACCAACA CTCCCACCACCACAAAATGT 189

Ai03B25254 Araip.B03 25254 p5 (TGTTG)6 30 98516646 98516675 GGGACTGGGACTCGATGATA TGCAGGTCAAAACACTGAGC 264

Ai03B25259 Araip.B03 25259 p2 (AT)7 14 98522265 98522278 TTATCATGAAATGTTTGTAGAATGACT AGGGACAAAAACGATATACAAAAC 280

Ai03B25260 Araip.B03 25260 p3 (CAA)5 15 98523630 98523644 TTCATCTCCCATACGATTATGAAG GTAGAAAATGCCTTCGCCTG 182

Ai03B25263 Araip.B03 25263 c (T)10cgtataaaaaaataaaataaaaaaaataaaaattaattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7113 98529631 98529743 TGGATATAACTTGGACTGATTTACC TGTTTCTTAACTTTCTCAAAACTCCA 252

Ai03B25266 Araip.B03 25266 p2 (CT)6 12 98541043 98541054 GCAATGCTTGCAAGTGCTAT TGGATGTTGGGTAAAAAGTTCC 186

Ai03B25267 Araip.B03 25267 p3 (TTC)5 15 98543484 98543498 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 276

Ai03B25283 Araip.B03 25283 p4 (TAAA)6 24 98621901 98621924 GCATAACAACCTTAAGCGCA TTGCTCAGTGCATAGGTTCG 230

Ai03B25284 Araip.B03 25284 p2 (TA)6 12 98622753 98622764 CAAATCAAAGCAAAAGGTCCA ACTCCGACCCATCATCACTC 278

Ai03B25285 Araip.B03 25285 p2 (AG)7 14 98623374 98623387 GGGGTGGGGGACCTATATAAT TTTCATCTCCTCCACCTTCG 209

Ai03B25288 Araip.B03 25288 p3 (GAA)5 15 98645339 98645353 TGCATCAAGAAGCATCAAGG CTCCACGGTTGAAACCAAAT 213

Ai03B25291 Araip.B03 25291 p3 (TGT)6 18 98663185 98663202 ACTGGTGATTGTTGTTGCCA ACAACCACATCATCGCAGAA 266

Ai03B25292 Araip.B03 25292 p2 (AG)26 52 98663363 98663414 TTGTGCCCATTTGATGTGTT CCACGAAAATTGAAAACGCT 279

Ai03B25293 Araip.B03 25293 p2 (TA)13 26 98664113 98664138 AGAAGAACATTGTGCTCCGC AGCAATTCAACTTTTTGGCA 240

Ai03B25300 Araip.B03 25300 p2 (TA)9 18 98699857 98699874 TCATCAAACACATGGTAGGCA TCTTGGATTCTAGCTATTTCCATTG 277

Ai03B25305 Araip.B03 25305 c (A)10caaaaaagctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaagaat(AGA)697 98737798 98737894 GCCAGAATTGGGCAGAGATA ACATCCATCCATCTCCTCCA 218

Ai03B25307 Araip.B03 25307 p2 (AG)6 12 98738980 98738991 TGAAAAAGGTTAGTGGTTTTTCG TCCAACCTTTTCAAAATTTGTTT 189
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Ai03B25310 Araip.B03 25310 p2 (GA)9 18 98750694 98750711 TTTCACAAAATGACAGGGACA GCCACTGCTCTTGACACAAA 268

Ai03B25313 Araip.B03 25313 p3 (TTG)6 18 98758107 98758124 GTGGGATTCGGTATGGTGTT TGGAATTTTTGGGAATGGAG 202

Ai03B25316 Araip.B03 25316 p2 (TA)16 32 98789471 98789502 ATCAATGCACATGGGACAAA CAGGGTTGTAATGGGGCTAA 236

Ai03B25317 Araip.B03 25317 p2 (AG)6 12 98794634 98794645 TCCAGCATCAATAGCAACCA ATGTCTCCCGTCAGTTCACC 227

Ai03B25318 Araip.B03 25318 p3 (ACT)6 18 98797931 98797948 CCGACTCACAAGAGCTACCC CAAGCAAGCAGCAACATCAT 220

Ai03B25319 Araip.B03 25319 c (A)10gtaaccatagagtaccaatggtcacggttttggggagtgaccatagagtacggtttttcaattttttttaaacccctccccaaatggctttttcaa(T)10116 98805779 98805894 TCACGGTTTTAGGGGATGAC GGCACCAAGGGTTATCTTCA 224

Ai03B25320 Araip.B03 25320 p2 (TG)6 12 98807593 98807604 TTCTAAAATACTCTTCCGCAATCA CATGGTTCTCACACATGCAC 148

Ai03B25322 Araip.B03 25322 p3 (TAA)32 96 98811744 98811839 TGGGTTACAAGTTTGCCCTT TCTCATAAATTCTCGCATGTCA 274

Ai03B25326 Araip.B03 25326 p3 (TCT)5 15 98844172 98844186 AAGGACATCTGGGGGAAGAT TTCCTAAGCCTTTGACAGAGAGA 116

Ai03B25330 Araip.B03 25330 p2 (TC)13 26 98900397 98900422 CAGTCGCTAGTCGTTTTCCC AGTTGAACCTGCTTCGTCGT 266

Ai03B25331 Araip.B03 25331 p3 (TTG)5 15 98901565 98901579 GAAGAGGCAATGGGAACTCA GGATACCAGAAGGAAGGGGT 106

Ai03B25333 Araip.B03 25333 c (T)14catcttgtaactaa(T)1038 98910172 98910209 GATCACAATTTGTCCCTGAAAA CACCAGAGGTGGTTTGTCCT 177

Ai03B25334 Araip.B03 25334 p3 (TGG)6 18 98914829 98914846 GATCTTAGCACTTGCAGCCC TCCAAACACACAAGAACCCA 184

Ai03B25336 Araip.B03 25336 p3 (GTA)5 15 98931955 98931969 CCAAACTCAGCAGCTTCACA CTCTCTCGCAGGGATTTCAC 153

Ai03B25338 Araip.B03 25338 p2 (AT)20 40 98940255 98940294 GGCAATGCCAGAGATAACTAGG GGGCGTAACTGCCTAACAAC 266

Ai03B25339 Araip.B03 25339 p2 (TC)6 12 98940497 98940508 CTGCACACATTGGCTTGATT GTGCAGCAGAAGCCATGTTA 154

Ai03B25343 Araip.B03 25343 c (A)11gagtccaatgtatgttgcgtctttctttaagttattgtgttcttgttttcgtttgcgtttcattattatttaaaaaaaagcataaaatg(A)10gg(A)10122 98952687 98952808 TCATTTGGTATTAGAGCTCAGGT TGAAAAGGACAATAATTACAAGGAA 229

Ai03B25347 Araip.B03 25347 p2 (AC)9 18 98973358 98973375 TGTATGCGGCTGGTATTTGA TCTTTGGCTCGCTCATCTTT 272

Ai03B25348 Araip.B03 25348 p2 (CT)16 32 98976695 98976726 CATTGAACCTGAGAAGAAGTTGAA ATTTCTGGACCCCTTTTTGG 222

Ai03B25350 Araip.B03 25350 p3 (TCA)5 15 98981417 98981431 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai03B25351 Araip.B03 25351 p2 (CT)17 34 98989277 98989310 CATGAACCTGAGAAGAAGTTGAAA GACGCCACGTGTAGGAATCT 261

Ai03B25355 Araip.B03 25355 p2 (TA)8 16 99023256 99023271 GGAGCGAGAATGATCCTTTG ATCCACCCAAATAATGCCAA 272

Ai03B25356 Araip.B03 25356 p2 (TA)6 12 99025488 99025499 AAGTGAAACAAACCCAAGGC AGGGCTCGGACTGTTGATTA 153

Ai03B25357 Araip.B03 25357 c (A)10gtatggaaaaggaaagaaaaaaaaag(A)1046 99040646 99040691 AGGAATTGGGTACATGCTCG CTTTGCTTTGGGGCATTTTA 217

Ai03B25358 Araip.B03 25358 p2 (CG)6 12 99052439 99052450 CGCTCTCGAAATAAGCCATC TGGTGTTTGGAAATGTTGGA 206

Ai03B25360 Araip.B03 25360 p2 (AG)6 12 99064989 99065000 AGACTGGTGGAGGTGATTGG TAACGCCAGAAAGGGAAGAA 248

Ai03B25363 Araip.B03 25363 p3 (CAA)6 18 99085152 99085169 AGGCACAGGAACAACCACTC TTCTGCATACTCTTTGGGGG 190

Ai03B25365 Araip.B03 25365 p2 (TA)8 16 99113700 99113715 TTGCATGCATGTTCTATTTGG TTGTAATGGGGCCAAGGTAA 277

Ai03B25368 Araip.B03 25368 p3 (GAA)5 15 99150120 99150134 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai03B25375 Araip.B03 25375 p2 (TA)8 16 99178986 99179001 GGTGATGCACGAAGGAGAAT GACACATGCCGCCTTTTATT 223

Ai03B25376 Araip.B03 25376 p3 (AAC)13 39 99179240 99179278 TTTGAAATTTTATTTTTGACCCTG TTTCAATTGAGTTCTTAGCTTCTTG 280

Ai03B25383 Araip.B03 25383 p5 (AAGAT)5 25 99206315 99206339 GAAAGATAAAGGCGGTTCCC GGAGCTGTTGTGTCCGACTT 276

Ai03B25387 Araip.B03 25387 p2 (TC)6 12 99223335 99223346 CGAAAATATCTCCCTCTTTTTCAA GATGGTTCGGATTTTTGGTG 223

Ai03B25388 Araip.B03 25388 p3 (TTC)5 15 99227226 99227240 GCCGAAACACATCTCTCTCC GCTTTTGTCTTCCCTTTCCC 192
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Ai03B25389 Araip.B03 25389 p2 (AT)8 16 99235054 99235069 TTTGATGTGGTGGCAATACC TTGGCTTTTTCTGCTTGCTT 266

Ai03B25391 Araip.B03 25391 p3 (GAT)10 30 99254716 99254745 GCAATACCAGGGAAAAAGCA TTCTTGTCCCCGTCTTCATC 277

Ai03B25394 Araip.B03 25394 p2 (CT)8 16 99273693 99273708 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 192

Ai03B25396 Araip.B03 25396 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcatttttttttaactaattttttttaa(T)12acg(A)10101 99284699 99284799 TGTTTCTTAACTTTTTCAAAACTACCT TCCTGGACTGTTCATTTCCAC 280

Ai03B25398 Araip.B03 25398 p4 (TTTA)6 24 99287038 99287061 GTCTGAGCGGCTAAACCAAG CCTAACCACTTTCTCTCTCCTCA 232

Ai03B25399 Araip.B03 25399 p3 (TAT)5 15 99290332 99290346 GAGATCTGCAGTAGGGGCAG CTGCAGAATCCACTATGGCA 113

Ai03B25402 Araip.B03 25402 p4 (TTAT)7 28 99306393 99306420 GTTCTTGGATTTCAATCGGC ATAATGCCTTCGAGTCGGTG 275

Ai03B25409 Araip.B03 25409 c (T)10aaaatactttctttatatatcataa(T)1045 99348711 99348755 TGGTAACACTATCTTTATCATGGATT GCCAAAGGCAAAAATTGTCA 211

Ai03B25412 Araip.B03 25412 p2 (AG)6 12 99359401 99359412 CGACGTAGTGACGGACTTGA CGGACATAAGTACCTGTCCCA 221

Ai03B25414 Araip.B03 25414 c (AT)10taagtgaaataaagataggtagagagtactacatgtactccatagaacag(A)1080 99369044 99369123 GGATGTGATGAAATCGATGG TTGTCGTCTTAAAATTTGGTCA 277

Ai03B25417 Araip.B03 25417 p2 (TA)7 14 99386462 99386475 CCAAACTTGAGGTATTCGCA TGGTCCAAGTAACAGATCGAA 252

Ai03B25423 Araip.B03 25423 c (AC)6gcgcgcgcg(CA)1347 99393225 99393271 AAAATTCCCTCGAAGCAAGC TATGACGATGCGGTGAGAAG 236

Ai03B25424 Araip.B03 25424 p3 (ACA)7 21 99393846 99393866 TGACATCCCTGTCACAATCC TCCATGAGGTGGTCAAACAA 226

Ai03B25425 Araip.B03 25425 p3 (GAA)5 15 99401240 99401254 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai03B25426 Araip.B03 25426 p2 (AG)6 12 99404030 99404041 ATGAGGGACAAGGATTTTCG TTTTTGTTTCTTGCTTATCTTTTTCA 221

Ai03B25427 Araip.B03 25427 c (A)12gcgggcatcggcgcacaagcgcgcatt(GC)651 99411198 99411248 TTTTTGAATTGCATTTTGCTTG AGGCATAAAGTGGGCACAAC 246

Ai03B25428 Araip.B03 25428 p2 (GC)6 12 99411392 99411403 AGTTGTGCCCACTTTATGCC TATTCGCTATGCGTGCTCAG 162

Ai03B25429 Araip.B03 25429 p2 (GC)6 12 99411616 99411627 CTGAGCACGCATAGCGAATA AAAGGAGAAACAAATCCGCA 275

Ai03B25432 Araip.B03 25432 p2 (AT)8 16 99414564 99414579 AAATTTGGGACATCGGTTGA GGGCATTTTTGTCCCATTTT 224

Ai03B25436 Araip.B03 25436 p3 (AAG)6 18 99426212 99426229 AAGAGGCTGAAAATGGTGGA TATCCCGTTCCAAATTCGAG 174

Ai03B25447 Araip.B03 25447 p3 (ATC)6 18 99462161 99462178 GATCCCCACCTACCACCTTT TTGGTGCACGAAATTGTGAT 265

Ai03B25448 Araip.B03 25448 p3 (GAT)5 15 99463293 99463307 ATGATGGTGGTGGAGAGGAC CCCTCAAGTTTTCGATTTGC 171

Ai03B25452 Araip.B03 25452 p2 (AG)11 22 99469274 99469295 CAGCCAAGGGGTACCAGTAA GCTGAAAGTAAGTTGGGGCA 193

Ai03B25453 Araip.B03 25453 p2 (AC)6 12 99472730 99472741 TCCAAGATGATTGGGAGAGG TATTGGCACAATCGGCACTA 109

Ai03B25455 Araip.B03 25455 p3 (CAA)5 15 99476856 99476870 AAGCAGGCAGAAGCAGAAAC CGAGGTCCCTGTAGTGCTGT 186

Ai03B25456 Araip.B03 25456 c (T)11gcttgctttttctttttctttttctc(T)1047 99479516 99479562 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 132

Ai03B25457 Araip.B03 25457 c (T)10gtatattttttttcgaaaataagaagt(A)1047 99485846 99485892 CAAACACATGCAAGACACCA TCGAGTTTGGACAACTGACG 266

Ai03B25458 Araip.B03 25458 p2 (CT)6 12 99491628 99491639 CTTCTCGGATGGCGTTAGAG CGTCCATAGGGAGTCATCGT 194

Ai03B25459 Araip.B03 25459 p2 (TA)13 26 99495480 99495505 CTAACGTTCCCAAAACCTGC CCTGAGGAATGGACCGACTA 275

Ai03B25460 Araip.B03 25460 p2 (AG)7 14 99496089 99496102 TGTCTCGTACCCAGTCAGGA TCTGGACTTGTCCCGGATAG 239

Ai03B25463 Araip.B03 25463 p2 (CT)6 12 99521746 99521757 CCCTCTCACCTGCAACTCTC GCCGTGCTACTTAGCTGTCC 269

Ai03B25465 Araip.B03 25465 p2 (TA)12 24 99524060 99524083 CAATTATCCATCCAAACCCG TTAATTCTCCGGATTTCCCC 141

Ai03B25467 Araip.B03 25467 p3 (TCT)5 15 99533201 99533215 CCCATCACCTCTTCACCACT CAGTGCTTTTTCCACACCAA 198

Ai03B25469 Araip.B03 25469 p3 (TTC)6 18 99544943 99544960 TCCTCTCTACTTGGCCGAAA CGGTCTTAGGTGCCATCAAT 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25472 Araip.B03 25472 p3 (AGA)5 15 99561209 99561223 ATGATTCCCCTTCCGAGACT TTAGGGGGAGGAGCTCTGTT 172

Ai03B25476 Araip.B03 25476 p2 (CT)9 18 99566666 99566683 TCGAATTTCTTCTCTCTCTCATTTC CAGGTTCAGGATCAGCTTCA 276

Ai03B25478 Araip.B03 25478 p3 (ATA)5 15 99584089 99584103 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCATTC 254

Ai03B25479 Araip.B03 25479 p2 (GA)8 16 99584309 99584324 AATGGAAGAAAAGAGGGGGA TTTCTTAACTTTTTCAAAACCACC 216

Ai03B25480 Araip.B03 25480 p2 (AG)6 12 99586353 99586364 ATAGGTGAGGGGTTTTTGGG GGCATTTTTACACGCCACTT 155

Ai03B25482 Araip.B03 25482 p2 (TA)8 16 99619101 99619116 CGTTGTTTTCAGATGCAGGA TCATCATCACACACGTAGCACT 274

Ai03B25483 Araip.B03 25483 p3 (TAT)7 21 99631989 99632009 CAAAGATGAAGCAGTTGCCA GGAGAAAGCAATGACCGAAA 149

Ai03B25488 Araip.B03 25488 c (A)11ttagagtaacctgctaagtcaacccatttcgttgctctaaaacccaaaaatttattattatgagtatga(T)1191 99645215 99645305 TTTTGGTTCTTGAGACTGTTGTT TTTGATAATCCGTCAAATTCGTT 261

Ai03B25490 Araip.B03 25490 p2 (AT)8 16 99646382 99646397 AGTTCCTGACTCAGCTTGCG TCGAGAGGCACCTTGTTAGG 240

Ai03B25492 Araip.B03 25492 c (AG)7aac(CT)6 29 99649380 99649408 GGAACATTGAACTTGGATTGAA CATGCAGGAAATTGCAAAAA 247

Ai03B25493 Araip.B03 25493 p2 (TA)7 14 99653331 99653344 TGTGGCCAAATTAATAAATCACA AGGGCCATTACACCCTTCTC 202

Ai03B25496 Araip.B03 25496 p3 (CAC)6 18 99659650 99659667 AATCTCTTTCCCGCTAACCC CGTCGCATCCCTAAACTCTC 216

Ai03B25497 Araip.B03 25497 p2 (GA)13 26 99659867 99659892 GAGAGTTTAGGGATGCGACG AACACCCACACTTGGTAGGC 209

Ai03B25500 Araip.B03 25500 p2 (TC)6 12 99664555 99664566 TTGATTCTTATCTTTTTCAAAACTACC AGGAGATGAGAGGGGGAAGA 239

Ai03B25503 Araip.B03 25503 c (A)10gagaagtaatggtattttagaaattttacataattcttcttattg(A)1065 99679925 99679989 GGCTAGGGTTTTGGTGAGTG CTTTGGCAGACCTTTGGAAT 280

Ai03B25507 Araip.B03 25507 p2 (GT)8 16 99695730 99695745 CCTTCCACAAACGCTCTCTC TTTTCTCCCTTTCCTACCGC 203

Ai03B25508 Araip.B03 25508 p3 (ATA)5 15 99698085 99698099 AGCAGAGGGATTAGACGCAA CCTTACGTCGGTGGTTGAAT 243

Ai03B25516 Araip.B03 25516 p2 (GA)8 16 99737771 99737786 CCAAGCAGTACATACATGCAAGA CTCCGGACTCCACTTCACAT 255

Ai03B25518 Araip.B03 25518 p2 (AT)7 14 99762890 99762903 TTTTCAGGGTTGTAATGGGG CACGGAAAAATTTGGGTAGC 163

Ai03B25520 Araip.B03 25520 p2 (GA)8 16 99773707 99773722 GGGAAGAAGAAAAGAAAACCTTG CAGAGAGTCATGCGAGAGCA 280

Ai03B25523 Araip.B03 25523 p3 (TTA)6 18 99792080 99792097 GCTTTCGCGTGACTCTCTGT TGATAGGTGGGAGACAACCC 275

Ai03B25524 Araip.B03 25524 p2 (TA)7 14 99806024 99806037 GGTGTTTTCCGCGATATGAC CCATGGTATGGTCGCTTCTT 221

Ai03B25525 Araip.B03 25525 p2 (TA)11 22 99835951 99835972 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 225

Ai03B25527 Araip.B03 25527 p2 (CT)11 22 99853918 99853939 CTATCATTTCCTCCCCTCCC GGCGACGAGCTCAGAAAATA 134

Ai03B25528 Araip.B03 25528 c (TTG)6ctactgctgctgcatgtgaagaagaagatgatgaagttata(GTG)574 99854754 99854827 GTGTCACTGCCACCATCATC TCAAATCCCACCACCATCTT 182

Ai03B25531 Araip.B03 25531 p2 (TA)11 22 99885255 99885276 CGAAAACTAACACGGGCTTC GTGAACATTTGCGCTTTTGA 278

Ai03B25534 Araip.B03 25534 p3 (TCT)6 18 99893517 99893534 ACCCACCTCACCCTCTCTCT TTGTCTTCCCTTCCCCTTTT 249

Ai03B25535 Araip.B03 25535 c (A)10tatatatatagcg(A)1033 99894352 99894384 TGAAGCAAGAAAAAGCAGCA TATTCCTTTTTGGCCCTCCT 219

Ai03B25536 Araip.B03 25536 p2 (TC)6 12 99904141 99904152 GATGAAAACATGAAATTGGACC AATGAAATAGCTGGAGGCGA 226

Ai03B25538 Araip.B03 25538 p2 (TA)6 12 99924912 99924923 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai03B25539 Araip.B03 25539 p2 (CT)6 12 99937299 99937310 CCTCTTTTTCAAAATTCCTTTCAA CACAGAGAGAGGGAGTGGGT 231

Ai03B25546 Araip.B03 25546 p3 (TCT)5 15 99971075 99971089 CACCCCACCTACCTTCAAAA TTAGAATGTTGCTCGCCCTC 146

Ai03B25547 Araip.B03 25547 p3 (TTA)5 15 99973549 99973563 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 238

Ai03B25548 Araip.B03 25548 p2 (TA)8 16 99985117 99985132 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25550 Araip.B03 25550 p3 (CTC)6 18 99986887 99986904 TGGTAGGAATGGTAGCTGGG TGAAGCTGATGATCCGACAG 276

Ai03B25556 Araip.B03 25556 p5 (TTTAT)5 25 100025206 100025230 TTTCGAAAATCCTCACCCAC ACCCCAGAGTCCTTCTGGAT 274

Ai03B25557 Araip.B03 25557 p2 (CT)7 14 100043762 100043775 GCCAGTGACATAAAACGGGT GAAAACCTTGTTAATGGGGG 267

Ai03B25558 Araip.B03 25558 p4 (ATAG)5 20 100050267 100050286 AGAGAGACCGCAAGAAGCAG CAAACAACTTGGGAGCATCA 231

Ai03B25559 Araip.B03 25559 p2 (CT)12 24 100057790 100057813 GCCGATGGTCGTCTTTGTAT TACGCTTTTGTGAGTGCAGG 150

Ai03B25565 Araip.B03 25565 p2 (TA)6 12 100083369 100083380 GGGGACAAAATTACCCCATAA TGGGGCTAAGGTAAAGGTGA 242

Ai03B25567 Araip.B03 25567 p3 (CAA)5 15 100091011 100091025 TGTGTTTCTTGTGCCGTGTT GCCAAAACTCTCCTCTGTGG 238

Ai03B25571 Araip.B03 25571 p2 (AT)16 32 100140706 100140737 GCGGAGCTACAGGAGCATAG CGAGTCTTCGCGAATATGAA 256

Ai03B25572 Araip.B03 25572 p2 (AT)10 20 100141563 100141582 TTATTTTGCCCTCGTCGTTT GGGTGGAGATAGGGGGTAAG 270

Ai03B25573 Araip.B03 25573 p2 (CT)6 12 100149511 100149522 AAAAGGAACATTGAACCTGGAA TTTTTGACCCAGTTTTTGGC 240

Ai03B25574 Araip.B03 25574 p3 (TCC)6 18 100151588 100151605 CAGCAAGGACGATGTTCTCA AGAAGGAGGAGGAGAAACGC 261

Ai03B25575 Araip.B03 25575 p3 (AAG)5 15 100153003 100153017 GGAGGAAGAGGAAGAGGTGG TAGAGGCGAGGGAAAAATGA 280

Ai03B25576 Araip.B03 25576 p2 (TA)7 14 100153266 100153279 TTCCCTCGCCTCTATTCTTG CGCTGATTGCTCCACCTAGT 277

Ai03B25577 Araip.B03 25577 p2 (CT)7 14 100157391 100157404 ACCCACGAAAGTTGAAAACG CTAGCGGAGAAAGGTGAACG 261

Ai03B25578 Araip.B03 25578 p2 (CT)7 14 100157711 100157724 CAGAGACCCTCCTCTTCACG AGGTCTGCCAACTCCACACT 278

Ai03B25579 Araip.B03 25579 c (TA)6ttcccagattttatattagtcttgctttc(GA)959 100158679 100158737 TTCCAATAATTTTTCATTTACGAGA TTGCTTGCTTCTTTGTTTTTCA 242

Ai03B25580 Araip.B03 25580 p2 (AT)6 12 100159752 100159763 TTTCACTAATACGATGAAAATACCA TGACAAATATATCTCAACCCAACA 164

Ai03B25583 Araip.B03 25583 p3 (ATG)6 18 100178211 100178228 TATATGCATGCGGTGGTTTT ATTCGTCTCCAGCCTTAGCA 255

Ai03B25584 Araip.B03 25584 p2 (AG)6 12 100183550 100183561 AAAAAGGGGCAATCATGAAA CTTCCAGCGATTTTTGAAGC 219

Ai03B25585 Araip.B03 25585 p2 (TA)7 14 100184966 100184979 TGTCTCATGTGCATTGATTCC GGGGAACCTTATGGGAACAT 192

Ai03B25586 Araip.B03 25586 p2 (AG)6 12 100191902 100191913 AGAAAGGGGCAATCATGAAA AAGCCCTTTTTGACCCAGAT 204

Ai03B25588 Araip.B03 25588 p2 (GT)8 16 100199495 100199510 GGGGACAAAATTATCCCAATG GGGGTTAAGGTAAAGGTGAGG 237

Ai03B25593 Araip.B03 25593 p3 (GAA)5 15 100258700 100258714 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 209

Ai03B25594 Araip.B03 25594 p3 (AAT)5 15 100259780 100259794 TTCTTGTCCTTGCTCCTGCT CACATCTCTTCCCTCCTCACA 177

Ai03B25595 Araip.B03 25595 c (T)10aaaatgttagtagtttatcgaaaattaagatttaaaaattaaaataatagttaattaaaaagaaattttgaaaaagaaggaagggattttcgaaaat(GA)6119 100260007 100260125 TGTGAGGAGGGAAGAGATGTG TGATTTCTTATCTTTTTCAAAACTACC 276

Ai03B25596 Araip.B03 25596 c (T)11cgaaaacacaaa(T)1033 100261246 100261278 GTTGGAAGCCTCAGTCCAAA GCCGGGGATTGTTTTAGTTT 239

Ai03B25597 Araip.B03 25597 p2 (AT)6 12 100274648 100274659 TGTTAAAATTGTTGGCTCTTGAAA AAACTGCATCAAATCCCGAC 202

Ai03B25598 Araip.B03 25598 p2 (AT)7 14 100313911 100313924 TGATGTGGTGACAGTACTTCTGG AAACTGCATCAAATCCCGAC 280

Ai03B25599 Araip.B03 25599 p3 (ATC)19 57 100321853 100321909 TGCGGAATCTTAAAGTGCAA ACCTTGGTGGCTTTCTTCCT 258

Ai03B25601 Araip.B03 25601 p3 (TCT)5 15 100335393 100335407 CCTCAGCTACAACAAATGCG ATAATCGCAGAACCTCCCCT 258

Ai03B25603 Araip.B03 25603 c* (TA)7(TATG)15* 72 100361041 100361112 GCTTATTTCTTCATCGGGCTT CCTCATACCGTAAAGCAAAGG 165

Ai03B25604 Araip.B03 25604 p2 (TA)10 20 100361549 100361568 GAGCTTTGTAAGTGGTTTGTGC GGAGATTCTAATCCCCTCCG 250

Ai03B25607 Araip.B03 25607 p2 (GA)6 12 100384952 100384963 TGATGGTGAAGCCCTTTTTC CCTTCCCTCCAACACTACCA 271

Ai03B25612 Araip.B03 25612 c (AT)7agacttatttcaaaattctcaaatacaagtcctacccctctaaaaaccaaaacaataaacgacgagggaaaaaaatataagactaaaccaa(AT)8121 100396512 100396632 CGCGAATACAAACCGAAACT AGGTTCAGAAATCCTTGGCA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25617 Araip.B03 25617 p2 (AG)6 12 100423689 100423700 CAAGTGGGGAATTCATGCTT ATGCATCCATTCAGGGAGAG 257

Ai03B25620 Araip.B03 25620 p2 (AG)6 12 100429015 100429026 CGGACGCAAGTTCATCACTA ATGCATCCATTCAGGGAGAG 212

Ai03B25621 Araip.B03 25621 c (T)11gc(T)11 24 100432725 100432748 TCATTACCCTTGCCTTTTGG TGAAGCAAGAAAAAGCAGCA 169

Ai03B25625 Araip.B03 25625 p2 (CT)7 14 100454242 100454255 TAACGCCAGAAAGGGAAGAA GGGTGTTATGGGAAGGTGTG 209

Ai03B25628 Araip.B03 25628 p2 (CT)6 12 100471097 100471108 CTTCTTATCTTTTCAAAATTTGTTTCA GAAGGAGATGAGGGAGGAAAA 269

Ai03B25629 Araip.B03 25629 p3 (TTC)5 15 100474658 100474672 CACCCAAACCACCCTAAATG CCCTCGAGCAAGAGAAGAAA 184

Ai03B25631 Araip.B03 25631 p2 (AC)6 12 100486862 100486873 AAAGAAAACGGCCCAAGATT GGTGCATCAATCGGAGTTCT 243

Ai03B25632 Araip.B03 25632 c (T)11gtttttttcattttttttatttcattttttttcctttc(T)11caatgcatatggcctacacatttgctcaacacatgagtatgtatccacttcccgatatttttgacaaaatcaacaacatgctcttacctcaaccaatg(C)10168 100493461 100493628 TTAGGGCATTTTTGTCCCCT TGTCATTCAAATGTGGGAAAA 268

Ai03B25633 Araip.B03 25633 c (T)10cttttttttcta(T)1032 100497381 100497412 TGCTCTTGCCTCTTGGTTTT TGAAGCAAGAAAAAGCAGTGAA 126

Ai03B25634 Araip.B03 25634 p3 (AGA)5 15 100498293 100498307 GCCTCGAGCAAAAGAAGAAA CTCACCCCCGTGAGTTTTTA 231

Ai03B25635 Araip.B03 25635 p2 (GA)6 12 100514241 100514252 TGGATGTGAGTGGTGAATGG TTGAACACCCAAAACAAGCA 233

Ai03B25641 Araip.B03 25641 c (T)10gaaaatattttttgggaaaaacg(A)1043 100544803 100544845 GGAATTCGGACATGGCTTTA TTTGGACAACTGACGGTTCA 242

Ai03B25644 Araip.B03 25644 p4 (TTTA)6 24 100572480 100572503 CCATGATGGAGAAAGGGAGA TCAAAGCATCTTTTTCGAAATCT 241

Ai03B25646 Araip.B03 25646 p3 (GAA)5 15 100578885 100578899 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai03B25647 Araip.B03 25647 p2 (AG)10 20 100581853 100581872 GTTCTTGTCCTTGCTCCTGC TCGAAAATCACTAACCCCTTTT 277

Ai03B25648 Araip.B03 25648 p2 (AG)6 12 100582011 100582022 CAAGGGTGAGGATAAGAGCAA TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai03B25651 Araip.B03 25651 p2 (AT)6 12 100586801 100586812 AAGCAAAGTGCTAGGTGGGA ACGCTCTTGCGTGACTCTCT 233

Ai03B25652 Araip.B03 25652 p2 (CT)7 14 100587452 100587465 CCAGTAGCATGAAACGGGTC GGGGGAAAAGAGGAAAAGAA 257

Ai03B25654 Araip.B03 25654 p3 (ACA)6 18 100594357 100594374 AGGGTACAATCAAGGTGGCA GAGGTGCTCTGTAAGGCTGG 170

Ai03B25655 Araip.B03 25655 p2 (AT)9 18 100604401 100604418 CTTCCTCTTGGAAGATCCCC ATTTTCTCCAATCACCTGCG 274

Ai03B25659 Araip.B03 25659 p4 (AAAT)7 28 100639252 100639279 AATGTGGGAACTTGGGTTGA CATTGGGATAATTTTGTCTCCC 196

Ai03B25663 Araip.B03 25663 c (T)10atttccaaactctacttggaattggaataaattttcacaaacagggtatgcttttgcgatgatgtggtcacc(AT)898 100654354 100654451 GCTTCTGGCCCAGTTACAAA CCTTTTCCAAAAAGAAGTCAAA 260

Ai03B25665 Araip.B03 25665 p2 (TC)6 12 100670345 100670356 GTGTTGTTGGCAGTGTTTGG GAACACGGAAGCTCGTTAGC 135

Ai03B25666 Araip.B03 25666 p2 (AT)17 34 100676909 100676942 TCATGCAATTCCAATTTATCCA CAAAATCCAGTGAGGGTTCAA 235

Ai03B25668 Araip.B03 25668 p3 (TGT)5 15 100687517 100687531 TCTGGTCTTGCTGCTCCTTT TTCAGAGGGATTCAATTGGG 188

Ai03B25670 Araip.B03 25670 p3 (TAA)5 15 100696588 100696602 TGGAAGGATCAACAAAAGCC GCCTCCAAATTTCTGATGGA 217

Ai03B25672 Araip.B03 25672 p5 (TTTAT)5 25 100702410 100702434 TCTTAAAATCAAATCTTTTTCAAACC GGGTTGATCAGATCCTCGTG 239

Ai03B25673 Araip.B03 25673 p2 (AT)6 12 100706689 100706700 CACCCTTGCCTTTTGGTTTA GCAGTGAAAAGCTTGCAGAA 117

Ai03B25675 Araip.B03 25675 p3 (TGA)5 15 100719526 100719540 GGAGCAGGTTCGAGTTCTTG GACTGAAGGCACAGGAGGAG 136

Ai03B25682 Araip.B03 25682 p2 (TA)9 18 100758802 100758819 TGGAATGTTATGAAATGCAACC CAAAATCCAGTGAGGGTTCAA 276

Ai03B25685 Araip.B03 25685 p2 (AT)8 16 100803231 100803246 TAGCTCTGGGTTGCATCAAG CCTATACTTGGGACAGGCGA 209

Ai03B25687 Araip.B03 25687 p2 (AT)13 26 100807120 100807145 CAACCACACAAAAATACATCACAA TGGGACAGGGGAACTATTCA 254

Ai03B25691 Araip.B03 25691 p2 (TC)6 12 100841192 100841203 GCACCAGACTGGCGTTTAAT GAGGGGTGTTATGGGAAGGT 228

Ai03B25692 Araip.B03 25692 p3 (TCA)5 15 100846122 100846136 CGTCCTCGTCTTCATCATCA TCAAGAAGATGCCACAAATCA 165
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Ai03B25694 Araip.B03 25694 p2 (AT)7 14 100848632 100848645 AATCAGTCCACTGCTTTGGG TGGCAGCAAGATAAACTGGA 247

Ai03B25696 Araip.B03 25696 c (A)12(TA)8 28 100871252 100871279 TGAAGCAAGAAAAAGCAGTGAA GCTTTTGGCTTGACACCTTC 256

Ai03B25698 Araip.B03 25698 p6 (TATTTT)7 42 100876627 100876668 CTCACACCCAGCTTGACTGA CAGCAAAATGTGCAAGTACTGA 218

Ai03B25699 Araip.B03 25699 p2 (TA)6 12 100876930 100876941 CCTTTTAGCATACGATAACTTGGA CAGGTTGTGTGTTCTTTGGC 267

Ai03B25700 Araip.B03 25700 p2 (TA)6 12 100877812 100877823 AGAGAAAAATTGGGAACCCC TCTCAAGGTTGTAATGGGGC 155

Ai03B25703 Araip.B03 25703 p3 (TTC)5 15 100896905 100896919 TAATCTGCTGCCACTCATGC GAAGGAAGAGGAAGGGGATG 101

Ai03B25704 Araip.B03 25704 p2 (AT)7 14 100898018 100898031 TCAGACTCCCCCATCTGAAC AGGTAGCGTGGCAAAATACG 251

Ai03B25705 Araip.B03 25705 p6 (CTGGTT)5 30 100899874 100899903 GGTCACCTGAATTGGACGAC TGGGAGGGACATATTTGGAA 269

Ai03B25706 Araip.B03 25706 p3 (TCT)18 54 100900061 100900114 ATTGGCAGAGGTGCTTATGG CATGTGACGAAGGAGCTTGA 251

Ai03B25709 Araip.B03 25709 p2 (TA)6 12 100908922 100908933 CACGTCGGGAGCTTGATAAT GGTAGTTCCAACCTGGGTGA 128

Ai03B25713 Araip.B03 25713 c (T)12aattttttcttgata(T)1037 100937723 100937759 AGCCAATTTTTGTCCCTCCT GAGGGTGTTGGCTCTTGAAA 186

Ai03B25720 Araip.B03 25720 p4 (TAAA)5 20 100978018 100978037 CAGGTTCAGGATCAGCTTCA TTCGAAATTCCCTCTCTCTCA 264

Ai03B25721 Araip.B03 25721 c (T)10ctc(T)10 23 100989074 100989096 CCACCGGATACATAAATGCC TGAAGCAAGAAAAAGCAGCA 181

Ai03B25722 Araip.B03 25722 p3 (GAA)10 30 100990759 100990788 TTGAGGATTCTCCGGTCTTG AGCCCTCCATTCTTCCTCAT 234

Ai03B25723 Araip.B03 25723 p2 (AG)6 12 100992776 100992787 AGAGGGGGTTCGAATTTTTG TCTTTGTTTGTTTCTTATCTTTTTCAA 270

Ai03B25725 Araip.B03 25725 p5 (AAAAT)5 25 101020674 101020698 GGAGAGAGAAAGTGGTTAGGAAA TCGAAATTTAAGATCACACCTTTTT 124

Ai03B25728 Araip.B03 25728 p3 (AGA)6 18 101045762 101045779 CTTGCCTTCCCTTTCCTCTT CACACATCCCTCCATCTCCT 176

Ai03B25729 Araip.B03 25729 p2 (AG)11 22 101048778 101048799 TTGAAAAAGAGGGAGATATTTTCG TTTCAAAATACCTTTTCTAACTTCCT 176

Ai03B25740 Araip.B03 25740 p4 (TTAT)5 20 101119492 101119511 TCGAAAATCCCTTCCCTCTT GGGTTCGAATTTTGAGATGAA 207

Ai03B25744 Araip.B03 25744 c (T)10gaaattgaaattgaaagatgatactttgtaacatgtttatgcaagaaattttggatgaaaccatggaaatttg(A)1194 101158494 101158587 TTGGAAAAGATTTGAAAAGAAATTG AGAATGAGTGCCATTCTGGG 250

Ai03B25747 Araip.B03 25747 c (AT)7t(TA)15 45 101167995 101168039 GAATAGGTCACGACCTGGGA ACATTCCGTGATCCAGCTTT 140

Ai03B25752 Araip.B03 25752 p3 (ATA)6 18 101243898 101243915 GGTGAACATGATTTTGGGGT GCTGGTAAACATCATTGCTGG 233

Ai03B25753 Araip.B03 25753 p3 (GAA)5 15 101245817 101245831 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 195

Ai03B25754 Araip.B03 25754 p3 (AAT)5 15 101248598 101248612 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 148

Ai03B25755 Araip.B03 25755 c (AG)6aattttcgaaaataatttttgaaaaagagttagtgattttcgaaaatag(T)1374 101248756 101248829 ACAGATGGAAGAGGGGGTTC CGAAAATATCTCCCTCTTTTTCAA 252

Ai03B25758 Araip.B03 25758 p2 (AG)7 14 101271601 101271614 TTGTGAGTGACGGAAGGATG CCAACTTTTTGTTTGTTTCTTATCTTT 262

Ai03B25760 Araip.B03 25760 p2 (AT)9 18 101272769 101272786 TGAGCTGAGAGGGGAGAGAG TCAGTCAATGCTTTATCTTTTTAACT 235

Ai03B25770 Araip.B03 25770 c (AT)6acaaaaattttattttgttcttcagaatttttaagaatgaagtctagagtttcatcatgatctgttgaagtctggctggctgtcaagccatgtctaa(T)10119 101334963 101335081 TCGAGTTTGGACAACTGACG TGATGGGAATCAAAAGGCTC 257

Ai03B25771 Araip.B03 25771 c (TC)9atctctttc(TATT)859 101336584 101336642 TCTTTTTAAATTGCGAATACTAACCA AGAGAGGGAGAGAGGGTTCG 188

Ai03B25776 Araip.B03 25776 p2 (AG)7 14 101367350 101367363 TATCTGCGAAAATCAGCGTG CCTGGAATGAAGAAACAACCA 273

Ai03B25779 Araip.B03 25779 p2 (AG)6 12 101373677 101373688 TGACAGAATTCGCAATCAGC GGAACATTGAACCTGGAATGA 257

Ai03B25780 Araip.B03 25780 p2 (TA)9 18 101374906 101374923 AATGAGCACAAACTTGAAATTGA ATTTTGCTCCAAAAATGGCA 280

Ai03B25783 Araip.B03 25783 c (T)10gtaaaaataaaaaaatcgattagaatgaaccaaatgaactaattctaagagtagagtaagattgatttga(T)1292 101405569 101405660 AAACAGCCCAATATACAAGAAAAA TGTGGCATGTGTCCTCATTT 204

Ai03B25787 Araip.B03 25787 p2 (TA)8 16 101425967 101425982 TTTGTGCATCTTCTCGCATC CAAATTTGCTATATCAGTGGATGAA 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25794 Araip.B03 25794 c (T)11gcgatttttgcttaaacttttcttcaaggctcctcgttatgat(TA)768 101522288 101522355 ACTTCGACCGGCCTTTACTT CCACGCAGAGTCTCACACTT 274

Ai03B25795 Araip.B03 25795 p2 (GA)9 18 101522574 101522591 GAGGAACGAGCTGATTTTGC AATGAAAAACGAAATCCCCC 172

Ai03B25797 Araip.B03 25797 p3 (TTA)19 57 101535378 101535434 GCAGCCATAGCTTTTCTCCA GTGGAGGGGACTCTTGATGA 271

Ai03B25799 Araip.B03 25799 p3 (TCT)5 15 101541222 101541236 ACACCTTCCCCTTTCCTCAT CAAGCAAGAAGCAACCCAAT 268

Ai03B25806 Araip.B03 25806 c (TCC)5aggattatcgctgtaggtgtagcagaatccaccacttgatgatgaaacca(TC)881 101562268 101562348 CCACTTCATCTCCATCTCCG GACCCCCTCGTCTACCTCTC 223

Ai03B25807 Araip.B03 25807 p2 (CT)8 16 101562486 101562501 GAGAGGTAGACGAGGGGGTC GGCCTTGTGCGAACACTATT 152

Ai03B25810 Araip.B03 25810 p2 (AT)18 36 101570540 101570575 CCAACGGAACAACAAGAATG CCACAACAATTTTTGGAGGAG 263

Ai03B25819 Araip.B03 25819 p2 (AG)6 12 101623898 101623909 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 168

Ai03B25820 Araip.B03 25820 p2 (AG)6 12 101624119 101624130 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ai03B25822 Araip.B03 25822 c (T)11gaaaaa(T)11 28 101625534 101625561 TGTAGTCATGGGTGTCGCAT ATGAACATCAAAGCCCCAAA 247

Ai03B25825 Araip.B03 25825 p2 (TA)8 16 101654645 101654660 TTCACCATTTCTAATATTGAGTTTACA GGCGGAGAAAGCTACCAAAT 271

Ai03B25827 Araip.B03 25827 p4 (TTAA)5 20 101681729 101681748 AGCAGAAATGATGAAACCGC ACACAAAGAGTGCACGCAAC 130

Ai03B25832 Araip.B03 25832 p3 (TTG)6 18 101693111 101693128 CAGAGGTGGAGATGGTGGTT CCACCGCCATTTATGAGTCT 228

Ai03B25833 Araip.B03 25833 p2 (TA)8 16 101699308 101699323 AGCCCTGCTTAGAGGGACTC AATTTTGATTTTGCGGTTGG 219

Ai03B25834 Araip.B03 25834 p5 (ATTAT)5 25 101700901 101700925 TTCTTCTTTGCTTTGCGTCA TCTCTTTCGGCTGTTAGCTTTT 208

Ai03B25836 Araip.B03 25836 p3 (TAT)5 15 101702534 101702548 TCCATTTGAGATTGTTGGACA TCTGTCTCTTTGACCCTTCCTC 278

Ai03B25837 Araip.B03 25837 p2 (AG)6 12 101709540 101709551 ACAGAGAGGGAGAGGATTCG TTTCTTTTCCCTCTTCTTAAAATTCA 120

Ai03B25838 Araip.B03 25838 p2 (AT)9 18 101715408 101715425 TCAACTCACCAACAAGCCAC AAGCTCCAGTTTTCAGCCCT 250

Ai03B25841 Araip.B03 25841 p2 (AT)7 14 101738536 101738549 CCCCTGTTACGTTTTCCCTT AACGCACCATGTGGTAAACA 242

Ai03B25845 Araip.B03 25845 c (TA)7(TG)20 54 101777460 101777513 GTGAGCGTCTGGAGGTCTCT GCCAAGGATGGCTAGAGAAT 254

Ai03B25852 Araip.B03 25852 p3 (CTT)6 18 101821447 101821464 TTCGAGCAGGAGGATGAGAT GTCCATTTGGAGGAGCTGAA 268

Ai03B25855 Araip.B03 25855 p3 (TAA)5 15 101839241 101839255 GGGTGGAGTGTTTGTGGGTA GCCATAAATCAAAGGACTCAGC 119

Ai03B25856 Araip.B03 25856 p3 (ATC)13 39 101851513 101851551 CGCAGGAACACCTTCAATG TTGCCTTTGCCTATTTGAGG 280

Ai03B25857 Araip.B03 25857 p2 (TA)7 14 101853152 101853165 CTTAACTCGACCTGCGAAGC GAGTTTTGGAATGCCTCTGG 280

Ai03B25858 Araip.B03 25858 p2 (AT)12 24 101853606 101853629 ACCCGCATGAGGAATCTCT CTGAGCATGTTGGAGGCTCT 268

Ai03B25859 Araip.B03 25859 c (A)10ggataatattctaacctatcttcttgaaagtgaaaaccttttcattt(A)1269 101858244 101858312 CGCGAATTGGAAGTCAGAAT ACCCCAAATGTTGGAGACAA 245

Ai03B25861 Araip.B03 25861 p3 (AAT)5 15 101862226 101862240 GGCAACACATTCAGAGAGCA CTCACCCAAAACAGCTAGGC 236

Ai03B25865 Araip.B03 25865 p3 (ATT)12 36 101880939 101880974 TTGTAAGACCCCAAATTTTTGAA GGAGTTACGGATCGCAAGAA 205

Ai03B25866 Araip.B03 25866 p2 (AT)11 22 101882635 101882656 GGTGCCAGTTTAGGGGTTTT TAGCATAGGCCACGCATAAG 153

Ai03B25871 Araip.B03 25871 p3 (ACA)5 15 101895791 101895805 CCTCAGCAAGCTAAACGACC GCGTATTTTGGACATGTTTGG 174

Ai03B25874 Araip.B03 25874 p5 (TTATT)5 25 101928001 101928025 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 275

Ai03B25877 Araip.B03 25877 p2 (TA)6 12 101948973 101948984 GCAACTCCATCCATCACCAT AATGATCACGATTTCGCACA 278

Ai03B25878 Araip.B03 25878 c (T)10cgccatttttcttttcttctc(T)1041 101951499 101951539 TTGCTCTTGCCTTTTGGTTT GAATGAATGCTTGAACAGTGC 274

Ai03B25879 Araip.B03 25879 p2 (AT)10 20 101961789 101961808 TGATCCGTCAAAGTTCACCA CCATTGGACAGTCCCTCTGT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B25880 Araip.B03 25880 p2 (TA)18 36 101962738 101962773 GAGGCTCACGATGGGTTTTA GCCTTTGACTCGAAACCGTA 271

Ai03B25881 Araip.B03 25881 p2 (CT)6 12 101971530 101971541 TGCAGGGATGAGAAATCCTT ATAGGTGAGGGGTTTTTGGG 126

Ai03B25882 Araip.B03 25882 p2 (TA)16 32 101978874 101978905 TGGGATCGACCCTTACTCAC CTTTGTTCGTACATCGCCAA 272

Ai03B25883 Araip.B03 25883 p2 (CT)6 12 101988589 101988600 TTTAAAAGGAAGCTCGCCAA TGAAAAGGGAAGCTTAAACCAA 161

Ai03B25885 Araip.B03 25885 p2 (AG)6 12 102002108 102002119 AAGCTGCCCTTTTTGTCAGA TCACGTGACGTATTCTAGTGCT 230

Ai03B25888 Araip.B03 25888 p3 (CTC)5 15 102007791 102007805 CACACCACATCATCGTGTCA AACGATTGAGAATTACGGCG 154

Ai03B25894 Araip.B03 25894 p2 (CT)6 12 102033144 102033155 TTAACGCCAGGATTGGTAGC GGTGAGGTAGGTGGGGTTTT 242

Ai03B25896 Araip.B03 25896 p2 (TC)6 12 102048883 102048894 TTGTGATTTCTTATGGATCAAGTCA AATTTTGAAAAAGGGGGAAGA 280

Ai03B25897 Araip.B03 25897 c (A)13gatctc(TAT)534 102049114 102049147 TCCCCCTTTTTCAAAATTTCTT TGTCCTTGCTCCTGCTCATA 280

Ai03B25901 Araip.B03 25901 p2 (CT)11 22 102087050 102087071 TTGCAAAATATCTTTTCTAACTTCC GAAGGGGATGAGAGGAGGAG 275

Ai03B25902 Araip.B03 25902 p3 (TTC)5 15 102124688 102124702 CCATCCACTCTTCCCCATAA CCCTCGAGCAAGAGAAGAAA 252

Ai03B25909 Araip.B03 25909 c (A)10(T)10 20 102162958 102162977 TCGAGTTTGGACAACTGACG TTGAAGACCAATCCCAAAGC 268

Ai03B25910 Araip.B03 25910 p2 (CT)7 14 102164296 102164309 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGAGGGGGAGAATTTTGA 221

Ai03B25912 Araip.B03 25912 p3 (GAA)19 57 102185187 102185243 CGGTCTTAGGTGCCATCAAT AGCCTTCCATTCCTCCTCAT 249

Ai03B25913 Araip.B03 25913 p2 (AG)6 12 102187186 102187197 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 230

Ai03B25916 Araip.B03 25916 p2 (AT)7 14 102200129 102200142 TGCAAACATATTAAACACCAAAGA CAACCCGTATACCCGATCAT 279

Ai03B25917 Araip.B03 25917 p3 (TAA)5 15 102200764 102200778 TTTGGATTCTACGTCTTTAAATCTC CCAGTTTGTTAAACCCGCAT 191

Ai03B25925 Araip.B03 25925 c (T)11gctactctttcttagaatatgatatgagtaatcacatgaaaatataagcaaatt(A)1378 102225783 102225860 TGGTGTAGAACCCGATGACA CCAAATTCATTAGAGGGCCA 232

Ai03B25926 Araip.B03 25926 c (ATCT)6att(TATC)755 102225996 102226050 TGGCCCTCTAATGAATTTGG TAACCGTTCGAGAAATTCGG 240

Ai03B25931 Araip.B03 25931 p6 (TGTTTT)5 30 102239854 102239883 TATCGTTTGGGCATTTGGAT GTCACACACATGGAGGCAAG 236

Ai03B25932 Araip.B03 25932 p2 (TA)6 12 102241583 102241594 TGCAAGCATGATTAAGAAAATGA CCCTCAAAAATTTAAAAACACGA 275

Ai03B25933 Araip.B03 25933 c (T)10atatattttttataagttctaccaaaag(A)1048 102243893 102243940 CTCGAATGCATGCCAAAGTT CACCAAAAATTCCTCCAGTCA 268

Ai03B25934 Araip.B03 25934 p2 (GA)8 16 102244661 102244676 GCATGATCTCCAATATTTCCG ATGTCATGTGGTGTGCAGGT 179

Ai03B25935 Araip.B03 25935 p2 (AT)8 16 102245068 102245083 CACGCTTCAGTGATTTTGGA GGAAAAATTTCAAGTGTACCGAA 250

Ai03B25939 Araip.B03 25939 p2 (AC)9 18 102255579 102255596 TTTTCAATGAACACCCAAAGC GCCAACCCTTGCATCTATCT 223

Ai03B25940 Araip.B03 25940 p4 (TATG)5 20 102256062 102256081 TGCCCTAAAAAGGGGTTTCT ATTGCATGTTGCATTTTTGC 257

Ai03B25942 Araip.B03 25942 p2 (TG)11 22 102260318 102260339 TTTTGAAGGGTTAGAATTGAATAAA TCTCTTGGCTTGAAATTGTTGA 259

Ai03B25949 Araip.B03 25949 p2 (CT)8 16 102294560 102294575 TGTTAGGGCTTTCTTCCCCT GCCCACCCATATAACCCTTC 107

Ai03B25950 Araip.B03 25950 c (T)10gccatttttcttttctc(T)10c(T)1048 102303803 102303850 CCGCTTAGGCCATGATTTTA TGAAGCAAGAAAAAGCAGTGAA 261

Ai03B25951 Araip.B03 25951 p2 (GT)9 18 102314284 102314301 CATGCCGTAAAGCAAAGGAT AAACTCTGTGGGTTGTGGCT 242

Ai03B25956 Araip.B03 25956 p2 (GT)15 30 102337659 102337688 GGGGACAAAATTACCCCATT ACATGTATGGCCAAGTGAGC 227

Ai03B25958 Araip.B03 25958 p2 (CT)6 12 102340923 102340934 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTTTTTGACC 223

Ai03B25960 Araip.B03 25960 p2 (AG)6 12 102350861 102350872 AAGGAGATGAGCGAGAGAGAGA TTGATTTTCAAATTTGTTTCAACT 264

Ai03B25964 Araip.B03 25964 p3 (TAA)5 15 102378010 102378024 TTTTTAATGGCTTTCTGCCAA TTTTTGATGGATTTAGAGTTGCT 235
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Ai03B25967 Araip.B03 25967 p3 (GAG)5 15 102391718 102391732 GCTGCTACCTCCTCAATTCG TTCCTCTTCTTCCACCTCCA 263

Ai03B25969 Araip.B03 25969 p3 (AAT)8 24 102395431 102395454 TCAAGAACAAGGCAACCACA TTGCTGGTTCAGTTCATTGTTT 278

Ai03B25976 Araip.B03 25976 p2 (TA)8 16 102428264 102428279 GTGACATTTTTGGGTTTGGG TAACCCATGTTTGCACTTCG 178

Ai03B25977 Araip.B03 25977 p2 (AT)6 12 102430298 102430309 AGTTGAATATATTTACAAGGCATTTTT AACAAATGACCATACTATTCCACA 229

Ai03B25987 Araip.B03 25987 c (AAT)15ac(ATAA)879 102479520 102479598 TTTGATCTCCCCTGTTCCTG CAGGTGGCATTCATCCATAA 260

Ai03B25988 Araip.B03 25988 p4 (CTTT)8 32 102480967 102480998 TCCTTTCCCCTCCTAGTGGT AGAGGAAGCCAAACACATGG 232

Ai03B25990 Araip.B03 25990 c (ATT)6gaaagtttgggg(T)1040 102488185 102488224 TTCTGTGTAGTTTTCGGCTATTTTT TGGATCATTCAATTTGCGTT 243

Ai03B25993 Araip.B03 25993 p2 (AT)7 14 102489200 102489213 TTCAGTTGCCCCAGTACACA TTCCCATAGATGCCTTTTGC 135

Ai03B25997 Araip.B03 25997 p2 (CT)7 14 102523720 102523733 ACTCTTCTGCGTCTGCCATT AGAAATATGCACCGGGACTG 268

Ai03B26001 Araip.B03 26001 p3 (TAT)5 15 102536989 102537003 CAGCCAGCCTTGTTTTTCTC TTCGTTGCCAAAGGAGTAGG 256

Ai03B26006 Araip.B03 26006 p3 (TTG)6 18 102555947 102555964 AGAGCCGCCACTACCTGTTA AACAAGCTCAACCAGAAGCG 277

Ai03B26007 Araip.B03 26007 c (TGG)12tgctggtggtggaggaggtaattgtgttggtagtggtgagggtattttagtct(A)1099 102556340 102556438 ATTTTGGTTGGTGTGGTGGT TTAGCGCCAGAATTGAAACC 251

Ai03B26009 Araip.B03 26009 p2 (AT)6 12 102561668 102561679 TTCATCATATGCTAAAAGGGACAA GCCATCTCTGGCGAACTTTA 221

Ai03B26011 Araip.B03 26011 p2 (TA)7 14 102578120 102578133 TAGAGGCGGACTTGGAGAAA GAAACAAACAGAACAGCGCA 236

Ai03B26013 Araip.B03 26013 c (AG)14(TG)23 74 102579233 102579306 TCGTTTTGTCTCATAAATCGTGA TCTTTATGCGTCCAGTCCAA 241

Ai03B26019 Araip.B03 26019 p2 (TA)6 12 102655466 102655477 CCCTTTTAGCATAAGATAACTGTGTT GAAGTGCGAAACACACAGGA 277

Ai03B26020 Araip.B03 26020 p2 (AG)6 12 102670569 102670580 TTGGGCTATTTTTGACCCAG GGAAAATTGAACTGGAATTTGAA 248

Ai03B26023 Araip.B03 26023 p3 (AAT)5 15 102679421 102679435 CCCACGGAGATTGTTGGTAT TTGACAATGGTGATGCCCTA 271

Ai03B26024 Araip.B03 26024 p3 (AAG)6 18 102684036 102684053 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai03B26030 Araip.B03 26030 p2 (TA)6 12 102773155 102773166 CGTAATAACCAAATGGCGCT GAAGCCAAGGCCAACTAGAA 223

Ai03B26032 Araip.B03 26032 p2 (AC)20 40 102781842 102781881 TTCAGGTCACAAGCTCATCG GCGAAAAGTGGTTGTTGTGA 248

Ai03B26035 Araip.B03 26035 p2 (TG)7 14 102833241 102833254 GCCGCGATTTTAATGTTTGT CCGGCTGCACCACTCTAATA 249

Ai03B26039 Araip.B03 26039 p3 (TTG)5 15 102877803 102877817 CCTCCTTCGTGAACGACATT GAGAGCAAGCTGAGTGACGA 259

Ai03B26042 Araip.B03 26042 p2 (AT)7 14 102909999 102910012 CGCACGATTCCAACCTAACT TATTGCGAGAAACTCCACCC 109

Ai03B26044 Araip.B03 26044 p2 (TC)17 34 102933329 102933362 GGAAGGGAAAGTAAAATCATGC CACAGAGAGGGGGAGAAGGT 270

Ai03B26045 Araip.B03 26045 p2 (AT)8 16 102940909 102940924 GCTTGGAAGATCCCCACATA CGTGGGTAAATTTGTGCCAT 229

Ai03B26046 Araip.B03 26046 c (A)11tctatgtgtgttgataagctttatttatttcaattc(A)1158 102944236 102944293 TCCACACATCAGAGCACAAGA AGGTTCCCCTTTGATGACAA 183

Ai03B26047 Araip.B03 26047 p2 (CT)7 14 102947515 102947528 TGTATTCAGCTTCGGCTGTG GATTTTTGTGCAGTGGGGTT 163

Ai03B26048 Araip.B03 26048 p2 (AT)8 16 102968939 102968954 TGCTTGTCCTATGGCTGATG ACACGAGTTTTTCTGGGCAC 248

Ai03B26050 Araip.B03 26050 p3 (GAG)5 15 102984982 102984996 ACCTCACCAGAAGAGCCAGA TTTTTCAGAGATGGCGAAGG 258

Ai03B26051 Araip.B03 26051 p3 (TTA)15 45 102990793 102990837 TTTCAGGTCAGATCGGCTTT TGTGATATGAATTTTAGTGTGTTGTTT 265

Ai03B26058 Araip.B03 26058 p4 (TTTA)5 20 103022506 103022525 GGGTTAGCATATGACCCCAG CCATTTCCTCTCTCCTCATTTTT 199

Ai03B26059 Araip.B03 26059 c (AT)6(GT)15 42 103025511 103025552 TTAGTCCGTCCTTCAGGCTC TTTCCTAAGTGTTGCGCTTTT 175

Ai03B26061 Araip.B03 26061 p6 (CCTCAT)5 30 103045021 103045050 GCACTAGGCACTGGATCCTC GGTGCCAGAATGTCTGTTGA 242
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Ai03B26062 Araip.B03 26062 p3 (ATT)26 78 103047139 103047216 TGGTAATTAACTGGTTGAATGTTAGA TTTTGGGATATTCTCATGGGTT 257

Ai03B26063 Araip.B03 26063 p4 (CATA)5 20 103047552 103047571 AACCCAGTTCACTCTCACCG TGGCACTAAGTAGAGATTAAGCATGT 152

Ai03B26065 Araip.B03 26065 p2 (AG)6 12 103056878 103056889 CACTGATCAATTCAAGTGCTGG AGCGATTTCTGAAGCCCTTT 270

Ai03B26067 Araip.B03 26067 c (TA)22g(AT)7 59 103061015 103061073 TGTTTTTCGCAATATGACGC CCATGGTATGGTCGCTTCTT 250

Ai03B26068 Araip.B03 26068 p2 (AG)6 12 103063612 103063623 CACTGATCAATTCAAGTGCTGG CTTTTTGGCCCAGATCAAAG 254

Ai03B26069 Araip.B03 26069 p2 (TG)6 12 103069420 103069431 GACTCTGCGTGGTAGGGTGT GCGCCATCTGGTTCCTATAC 249

Ai03B26076 Araip.B03 26076 c (TA)9ctgtattaactcttcttagaggttattttggagaaacaggttctgtaacttgtcttttgggtttttttgggttctcctactt(TA)7114 103099715 103099828 ATGCGGATTTTGTGGTTTTT ACCGGTCCGAGCATAGAAG 276

Ai03B26077 Araip.B03 26077 p2 (AG)6 12 103102319 103102330 ATGCGCAAGTTGTGCTATTA TTGGTAGCCGAAAATTCCAC 252

Ai03B26078 Araip.B03 26078 c (T)11g(T)11 23 103105205 103105227 ATATCCCAACTTGCACTGGC AAGAGAATGAAAATTTTGGAGCA 279

Ai03B26082 Araip.B03 26082 p2 (AC)6 12 103128857 103128868 CAAACGGGCTAAAAACGCTA AAGGAACGCGTAGTCGCTAA 237

Ai03B26083 Araip.B03 26083 p2 (AC)7 14 103133183 103133196 TTTCAAGGTTGTAATGGGGC GTAATGCAAAGGTGGGGGTT 165

Ai03B26084 Araip.B03 26084 c (TTAT)5tc(ATTT)750 103133357 103133406 TTCACCACCTATGCATTGATCT GGAGCTTGGGTTGATGAAAG 267

Ai03B26085 Araip.B03 26085 p4 (AAGA)5 20 103136134 103136153 TGCAAGAATGGAAGAGTAGAAGG ACCTCAGCGCCTGATTCTAA 193

Ai03B26089 Araip.B03 26089 p2 (TA)6 12 103158814 103158825 TGAAGCACGATGGTCAAATG TTTGGAAATTTGTGTTGGCA 182

Ai03B26090 Araip.B03 26090 p2 (TA)26 52 103171467 103171518 TTTTGCGCTTTTGAAATCCT TTTTGCGCTTTTGAAATCCT 190

Ai03B26091 Araip.B03 26091 p2 (AC)6 12 103178081 103178092 GGAAAATCGGGCGTTAATTT CGCGAAGAGAAGAGAGGTGT 226

Ai03B26092 Araip.B03 26092 p2 (TA)9 18 103181066 103181083 GGCTAGCCGGCTTAAACTCT TCACGTCGTAAAGCAAAGGTT 259

Ai03B26097 Araip.B03 26097 p3 (TTA)6 18 103243703 103243720 ACGTACCTGTCGTACCCCAA TGTCCTTGCCATTCTCTTCA 260

Ai03B26098 Araip.B03 26098 p2 (TA)6 12 103244449 103244460 GGGGTAAACAAAAATCGCAA TGCTTGGACCGGTTATCTTC 158

Ai03B26099 Araip.B03 26099 p4 (AAAT)5 20 103252553 103252572 CAGCAGGGTGACTTAATGGC TCCTGAACCATTCGATTTCA 275

Ai03B26100 Araip.B03 26100 p2 (AT)6 12 103260025 103260036 GCACAGCAACATTGTCCCTA TCGAAAATGTAGTCACCACCA 226

Ai03B26102 Araip.B03 26102 p2 (GT)6 12 103263469 103263480 TTTGTAGAGCTCTTCGCGGT TCAGCACTCCCTCTCCTCAT 180

Ai03B26105 Araip.B03 26105 p3 (TTA)5 15 103276709 103276723 TTGCCATGGAAAGGAGTAGG TGGGATCGTATGAAGCAAGC 234

Ai03B26109 Araip.B03 26109 p3 (ATA)16 48 103285984 103286031 AGGGTTGTTGTTTTTGACCG CTGCTTCAACGCAAAGAAAA 271

Ai03B26112 Araip.B03 26112 p2 (TA)7 14 103291861 103291874 GCATTCCGTTTTCCTTTCAA TTTTGGTAACCTCGACAGGG 271

Ai03B26113 Araip.B03 26113 p2 (TA)9 18 103298251 103298268 ATGGTGAGGCACTACGACCT CGTACGAGTGTGATGCGATT 136

Ai03B26114 Araip.B03 26114 c (TA)7acccaaaacataccaaaagacaaatacaaatcctgattctccgaagtcaacctctaggagagacaatacaagttttatacaaaagtggagaatgt(AC)17143 103298465 103298607 CTCCTCGCCTGTAAATCTCG TGCTTCTCAATCGCATTCAC 237

Ai03B26116 Araip.B03 26116 p2 (TA)6 12 103304225 103304236 GAGAAGAGCCGAGTCGAGAA CGCTTTTCTTTTTGCGATTT 271

Ai03B26117 Araip.B03 26117 c (T)10cttcaaatatttttttcttctcttcaaacgttctatttttctttcaatttttatttcacttttctatttatttaaagttttcatttat(TA)6110 103311697 103311806 TCCAACGTCTCAGCACACTC TTTGTCAAATTGGATATCGCTG 273

Ai03B26118 Araip.B03 26118 c (CT)7ccccctctctctctata(TG)643 103314485 103314527 TTGCACATGTCTTGCTCCTC CCCGTGTCCAATAATTGAGT 257

Ai03B26119 Araip.B03 26119 p2 (TA)6 12 103316702 103316713 TTCCAACCTTCAATTTATGTCAAA ATAGATGATTGGCGCAATGG 279

Ai03B26120 Araip.B03 26120 p4 (TTTA)5 20 103317128 103317147 TATATGTTGTTTGATTCTCAATGCT TGATCGTTACCCAACGAAAAA 273

Ai03B26123 Araip.B03 26123 p2 (GA)6 12 103321573 103321584 CTTCCCTTTCCCTTTTCCAG CTTAACCCCTCTCCCTCCAC 263

Ai03B26125 Araip.B03 26125 p2 (GA)6 12 103324230 103324241 CGAAGGGTCAACACCAAACT TCATTATGAAGAATGCGCGA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26127 Araip.B03 26127 p2 (CT)6 12 103327335 103327346 TTGTTTCTTACCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 279

Ai03B26129 Araip.B03 26129 p3 (TTC)11 33 103329405 103329437 TTCTTGGCCAAAACACACCT TGGGAATGATTGAGCATTGA 178

Ai03B26131 Araip.B03 26131 p3 (ACA)5 15 103343508 103343522 AGACAAGTCCCTCAGCAAGC TCCATATGTCACAGGCAGGA 261

Ai03B26132 Araip.B03 26132 c (AC)17gacttccaaagatacatatatcaagctccaaactcaacctacgaagctaaggccgaccggagtgcgaaactaaggccaaccggag(TA)6131 103345661 103345791 GAAGTCGCGTCACACTCGTA CGCATGTATATTTTGTATTTTTCCC 254

Ai03B26133 Araip.B03 26133 p3 (AAT)5 15 103347861 103347875 CGGGGATTTATTTAAGTCCAAA TGCAGCCTTTTGGTTTATCA 279

Ai03B26134 Araip.B03 26134 p2 (AG)7 14 103348196 103348209 ATGAGATGGGGGAGGGATAA CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai03B26135 Araip.B03 26135 p4 (AAAT)6 24 103354753 103354776 CTGCTATCGTGATGCAAGGA ATTGTGGCTTTTGCCACTTC 198

Ai03B26141 Araip.B03 26141 p3 (TCT)5 15 103394778 103394792 ATCTCATAGGATCCCCACCC TGTCTTCCCTTCCCCTCTTT 250

Ai03B26143 Araip.B03 26143 p2 (GA)13 26 103408189 103408214 GGGAGAATGGGTTCGAATTA CGAAAATCACTAACCACTTTTTCA 245

Ai03B26146 Araip.B03 26146 c (A)12gaggacgaaaaaaaaatagaaaaaa(AAT)552 103423069 103423120 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 231

Ai03B26149 Araip.B03 26149 p2 (AT)6 12 103447618 103447629 TCACTCCCAAGGTACGAACT GGGGACAAAATTACCCCAAT 249

Ai03B26151 Araip.B03 26151 p3 (CGC)5 15 103472272 103472286 AGCTGCCCTCTCTCCTTCTT AGAGCTCACCAGCGGTGTAT 170

Ai03B26152 Araip.B03 26152 c* (A)11(AT)26* 62 103482379 103482440 GGCGCTATGAGCACCTAAAG TGTGAAATCGAGGTTGTGGA 221

Ai03B26153 Araip.B03 26153 p2 (AG)6 12 103484375 103484386 TTTTGACCCAGTTTTCAGCC CCTGGAATTGAGAAGAAGCAA 204

Ai03B26155 Araip.B03 26155 p3 (TTC)6 18 103490358 103490375 AGCCGAAACCATATCTCCCT GCTTTTGTCTTCCCTTTCCC 191

Ai03B26158 Araip.B03 26158 p3 (TCT)6 18 103503672 103503689 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai03B26159 Araip.B03 26159 p2 (AG)9 18 103512393 103512410 GGTTCAGGATCAACTTCAACAA TTCGAATACTCTCTCCCTCTCA 267

Ai03B26160 Araip.B03 26160 p2 (AG)6 12 103512647 103512658 GAAAAAGTGGTTAGTGGTTTTCG ACTTGCCTTTTTGTTTGATTTT 109

Ai03B26161 Araip.B03 26161 p2 (AT)7 14 103517744 103517757 GGACGACATGGCCATAGATT ACAGATTCCGTTCTCGTTGC 211

Ai03B26163 Araip.B03 26163 c (T)10cattttctgtttcttgaatatgtgttgtttgtgaaaatgcctgaatggacttcatatgatgagacacatcatgacttgt(TTC)15134 103519991 103520124 TGTTTCCATGAATTTCAGTTCTGT GCTAAATGGGCACCATGAAT 267

Ai03B26166 Araip.B03 26166 c (TA)7tgtttagatttctccttttgtttaagctttacttttgtccctcttagagactttttggagaactagatatttactttatgtattttgggatatctgggt(TA)6125 103529618 103529742 GTCGAGAGCCACCTCGTTAG TGAATTCAAGGCTAACCGGA 234

Ai03B26169 Araip.B03 26169 p2 (AT)6 12 103549956 103549967 GCTTAGGGAACAAAATTACCCC GGGGTTAAGACAAAGGTGAGG 241

Ai03B26174 Araip.B03 26174 c (TTC)5ttg(TTC)7 39 103563704 103563742 GCGTGATCAACCTTTCTCAA GCAAAGAAGAAAAACGCGAA 159

Ai03B26175 Araip.B03 26175 p2 (AT)12 24 103573794 103573817 TCCATATGTCACAGGCAGGA CCAAAGACAACAACAACATGC 209

Ai03B26176 Araip.B03 26176 p3 (TAT)5 15 103588072 103588086 GCTTTATTTTGCATTTGGGG TGGGAAACCTATTGGGAACA 214

Ai03B26177 Araip.B03 26177 p3 (GAA)5 15 103591858 103591872 GGTGAGGGAGAAGAGGAAGG ACAACCACCACCCACAACTT 187

Ai03B26183 Araip.B03 26183 p2 (CT)12 24 103619689 103619712 AACCTCCTAACTTCTTATCTTTTCAA AAAGAAATTTTGAAAAAGGGGG 153

Ai03B26184 Araip.B03 26184 p3 (TTC)6 18 103621130 103621147 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 149

Ai03B26189 Araip.B03 26189 p2 (TA)6 12 103654980 103654991 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 272

Ai03B26190 Araip.B03 26190 p3 (TTA)8 24 103657361 103657384 GGGATTCTTTTGTGTCCCCT TCCCAAGTTGAATCCTTGGT 271

Ai03B26197 Araip.B03 26197 c (CT)7aattttcgaaaatatcctcccctttttcaaaaatttctttttaattaactaattattttaacttttgatttt(A)1197 103702790 103702886 TTTCTTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 276

Ai03B26199 Araip.B03 26199 p3 (AAT)5 15 103703241 103703255 AGCAGGAGCAAGGACAAGAA AATGGCAGAAATGGAGATGC 237

Ai03B26200 Araip.B03 26200 p3 (TCT)5 15 103704746 103704760 ACACACATCCCTCCATCTCC GTGGGCTCTCTTGTTTGCTC 262

Ai03B26201 Araip.B03 26201 p2 (TA)6 12 103720101 103720112 GCCGTGGCTAGTTTCCTATG CGAACCGCTTTGATACCACT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26203 Araip.B03 26203 p2 (TA)18 36 103737831 103737866 ATGGCTAGCCGGCTTAAACT CACGTCGTAAAGCGAAGGTT 276

Ai03B26204 Araip.B03 26204 p2 (AC)10 20 103742613 103742632 TCAACCTGCAAAGCTAAGGC TGGGTTGTTATGTTTTGGGC 203

Ai03B26206 Araip.B03 26206 p3 (CAA)8 24 103754728 103754751 GCATTTAGACATTGCAAGCCA TTGTTGTTGTTGTTGTTGTTGTG 211

Ai03B26207 Araip.B03 26207 p3 (ACA)11 33 103754889 103754921 TATATTAACAGCGACATTAATAGCAGT GACCAAAATCGTACTTACCCG 268

Ai03B26208 Araip.B03 26208 p3 (CCA)6 18 103755191 103755208 CAGAATCGATTTCGTCCCTC GGAAGCGTGAGCTTTGGTAG 186

Ai03B26213 Araip.B03 26213 p2 (AT)6 12 103770439 103770450 GACCGACATGGGCTTAACAC ATTCGGGGGAGAGATGATTC 193

Ai03B26215 Araip.B03 26215 p2 (CT)6 12 103772453 103772464 GTGGCCCAGAAAACACAGAT CCTCGAATTGCATTCACAAA 251

Ai03B26221 Araip.B03 26221 p4 (ATAG)5 20 103810269 103810288 TGCTGCTGTATTTCATCCGA TTCCCATTGAGCATAGACCC 277

Ai03B26223 Araip.B03 26223 p3 (AGA)7 21 103845719 103845739 TTGCTCGTCCTCGAGAAAAT CCTCCTAGGACCAGTAGCCC 130

Ai03B26227 Araip.B03 26227 p2 (TA)6 12 103852922 103852933 ACCTTTCTGCATCGAGCCTA ATAGGAAAAAGTCTGGCGCA 211

Ai03B26228 Araip.B03 26228 p2 (TA)13 26 103853076 103853101 TGCGCCAGACTTTTTCCTAT GGATTTTACATCCTCCCCCA 246

Ai03B26234 Araip.B03 26234 p2 (TA)8 16 103866200 103866215 CAAATTCCAGTGAGGGTTCAA TGGTGGAATGTTATGCAATG 259

Ai03B26235 Araip.B03 26235 p2 (TC)6 12 103867084 103867095 ACAAAGTGAGGGAACGCATC AAACCTGGATCGAGAGTCATTC 163

Ai03B26237 Araip.B03 26237 p2 (CT)6 12 103875472 103875483 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGGTGAGATGAA 261

Ai03B26238 Araip.B03 26238 p2 (CT)6 12 103875635 103875646 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 213

Ai03B26239 Araip.B03 26239 p3 (TTC)5 15 103879071 103879085 ATATGGCCGAAACCTTACCC GCCTCGAGCAAGAGAAGAAA 170

Ai03B26240 Araip.B03 26240 c (A)10gagaaaaaaaatataggtg(A)1140 103883365 103883404 TGAAAAAGGGTTAGTGATTTTCG TTTCCAAAATATCTTTTTCAATCA 274

Ai03B26242 Araip.B03 26242 p2 (CT)6 12 103890417 103890428 ACGCCAGGATTGTCAGAAAG TGGGAGTTGATAGGTGAGGG 187

Ai03B26247 Araip.B03 26247 p4 (AAAT)5 20 103918715 103918734 GATTTAATCCCAACCCTCCC TAAAATCATCCCCAACGCTC 183

Ai03B26253 Araip.B03 26253 p2 (GT)6 12 103944402 103944413 GGAATTCGAATCGATAGCTCA CACAAACACACGCACACACT 226

Ai03B26256 Araip.B03 26256 c (TC)9tgttaaagatgctctatttcttctaataaatttactattttaaat(TTA)578 103950748 103950825 AATTGTCAAGGACCGAATGG TTTTTGTGCATCTTTACTCAAATTA 263

Ai03B26258 Araip.B03 26258 p3 (AAT)6 18 103952205 103952222 CGCTTAGTGGCATCACTTCA CAAGAACTTACGAGAGAGGGAAA 248

Ai03B26259 Araip.B03 26259 p3 (TAT)12 36 103952477 103952512 AAGTTCTTCTTTCCCTCTCTCG TCACTCGAGTCAAATAGGAACAA 243

Ai03B26260 Araip.B03 26260 c (TTA)6(TTG)8agtgac(TA)1374 103954219 103954292 AAATGATTTTAACCTTGAATTTCTTG GGACAAATCAAACTCCAACG 280

Ai03B26266 Araip.B03 26266 p4 (ATTT)5 20 103980000 103980019 TTGCATCTCAACACCAATTTTT GCAGAGAAGTCCCTGTGAGG 246

Ai03B26267 Araip.B03 26267 c (A)10tttat(A)10 25 103984144 103984168 TTGATTCCTGAAGCAAGAAAAA CCACCGGATACATAAATGCC 265

Ai03B26272 Araip.B03 26272 p2 (AT)15 30 104019251 104019280 TGTGCCACTCTGATAGCTCG GCTTTCCCTCGCCTTTATCT 260

Ai03B26274 Araip.B03 26274 p2 (TA)9 18 104026199 104026216 TCAATCCATTCCTCAGGCTC GCTTTCCCTCGCCTTTATCT 280

Ai03B26277 Araip.B03 26277 p3 (GAA)5 15 104049299 104049313 ACTCGGAGGTGGAAGCTTTT TGTCTTGCATGTTTTCTTTGC 230

Ai03B26278 Araip.B03 26278 c (T)10gta(T)10 23 104049525 104049547 GCAATTGACACCAAACTTTCAA CAGCCGTGTCATGTCTGAGT 262

Ai03B26281 Araip.B03 26281 p3 (AAG)5 15 104061314 104061328 CAACCCCCAATCTAGTCCAA CTTTCATTGAGTTGGGGAGC 232

Ai03B26282 Araip.B03 26282 p3 (TAT)14 42 104063503 104063544 GGGGCGGACATACAAGAATA TGCACAAGTGTTACGCAATTA 280

Ai03B26284 Araip.B03 26284 p2 (TA)7 14 104069661 104069674 ATCCTTGAATGGCTTTCGTA TTGCACTTTGGGCTGTGTAT 280

Ai03B26285 Araip.B03 26285 p5 (ATAAA)5 25 104069937 104069961 TACACAGCCCAAAGTGCAAA TGACGACTCTTCACACCCAG 255
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Ai03B26286 Araip.B03 26286 p2 (GA)11 22 104073216 104073237 ATTGAAGAGGGAAGGGGATG CAACGTTCCACCTCCATTCT 110

Ai03B26290 Araip.B03 26290 p2 (GA)7 14 104095385 104095398 TTAAAATGGTTGCTCGTCCC CCAAAAACCCCACCTACCTT 241

Ai03B26293 Araip.B03 26293 p2 (CT)6 12 104110120 104110131 TTGATTTTCAAATTTGTTTCAACT TTTTGAAAAATGGCGAAATTA 253

Ai03B26294 Araip.B03 26294 p3 (TTC)5 15 104113452 104113466 AAAAATCTCGAAAGAAGACAACAA TCGGATAAAAGCCAATGAAAA 255

Ai03B26295 Araip.B03 26295 p2 (TC)7 14 104120852 104120865 TGTTTAACGCCAGAAAAGGG ATAGGTGAGGGGTTTTTGGG 277

Ai03B26301 Araip.B03 26301 p3 (TTC)6 18 104151118 104151135 CACTCTTTCAAGCCATTGGA CCTCTACCAACTCCATTGACAAA 234

Ai03B26304 Araip.B03 26304 p4 (ATAG)7 28 104163117 104163144 GAAATGTTGATGTGGCATCG ACTGGAAGTTGGAGCGTGTC 268

Ai03B26305 Araip.B03 26305 c (ATG)6(AGG)5 33 104163500 104163532 CCTCCTCATCCTTCTCCTCC GGCTTGGGTTGGTGTCTTTA 232

Ai03B26306 Araip.B03 26306 p2 (AG)7 14 104167908 104167921 TTGAACCCAAGGATTGAAGG TTGAAAGAGAAATTCGAGAGAGA 165

Ai03B26309 Araip.B03 26309 p2 (AG)6 12 104174475 104174486 TTGAACCCAAGGATTGAAGG AAATCCAGAAAGAGGAGAGAGC 110

Ai03B26311 Araip.B03 26311 p2 (GC)6 12 104201920 104201931 CGATGCCTTGATGTGTTTGT ATTGGCTGTTTCTTCATCCG 224

Ai03B26312 Araip.B03 26312 p2 (AT)7 14 104204109 104204122 TCATTAAAGTCCCCAATGGC CGTGAGGCTGAGATCTAGGG 189

Ai03B26313 Araip.B03 26313 p2 (TA)10 20 104206512 104206531 AAAAGAAATGGCTTAAATTTGTTG TCTGAAAAAGCAACACGCAG 203

Ai03B26314 Araip.B03 26314 p3 (CAA)5 15 104208235 104208249 AGTTTGCCATGGAATGAAGC AACTCCACGAGGATTGTTGG 242

Ai03B26318 Araip.B03 26318 p3 (ACT)5 15 104217046 104217060 TTTCGAAATGTTCGATTCCTG GAGCCCCTATGATCCTCCTC 209

Ai03B26319 Araip.B03 26319 p2 (CT)7 14 104229859 104229872 TCCTCCTCCCTTTTTCCTTC GCCAAACAATTTTACAACAATCC 266

Ai03B26323 Araip.B03 26323 c (T)10gcatttttttc(T)1031 104265130 104265160 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGATGAA 279

Ai03B26324 Araip.B03 26324 p2 (TA)6 12 104276155 104276166 CACCAAACTTAAAATTTTTCAATCAA TCAATTTCGAATTCCTTAGGTTG 261

Ai03B26326 Araip.B03 26326 p2 (TG)28 56 104283486 104283541 TTGTTTTCAGATGCAGGTCG AACCTTAAGCCCAAAGGAACA 259

Ai03B26329 Araip.B03 26329 p2 (GT)6 12 104294333 104294344 TTGAGCTTGTTGGTGGAATG CGCACCATTTTTAATCACCA 230

Ai03B26331 Araip.B03 26331 p3 (AGA)6 18 104305420 104305437 TTGTCTTCCCTTCCCCTTTT CACACATCCCTCCATCTCCT 178

Ai03B26335 Araip.B03 26335 p3 (TAA)5 15 104317051 104317065 CCTTTAGTTCGATGTCGCGT TAGAGTTCCCACGGCTTTGT 215

Ai03B26338 Araip.B03 26338 p2 (CT)7 14 104333422 104333435 TTTTGTTTGCTTCTTATCTTTTTCAA TTTGGTGAGTGATGTGAGGAA 280

Ai03B26340 Araip.B03 26340 p3 (TTC)5 15 104336019 104336033 ACACACCTTCCCCCTCTTCT CGGTCTTAGGTGCCATCAAT 149

Ai03B26341 Araip.B03 26341 p3 (AGA)25 75 104341800 104341874 TCTGGCCTTAGGTGCCATTA ACCCACCTCACCCTCTCTTT 274

Ai03B26344 Araip.B03 26344 p3 (GTG)5 15 104367399 104367413 CGTTCGGTAGAACCTGGTGT CAACCACGCGAAACCTTATT 200

Ai03B26345 Araip.B03 26345 p2 (TA)6 12 104368143 104368154 CCTCTAGCCACGCTTTTCAC GTGCTAGGTGGGAGACAACC 268

Ai03B26346 Araip.B03 26346 p2 (CT)6 12 104370857 104370868 CCAATTTGGCAGCATAAGTAA TAAAGTGGGGAAATGCATCC 242

Ai03B26348 Araip.B03 26348 p2 (CT)7 14 104381780 104381793 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGATGAAGAGAGGTGTTGG 221

Ai03B26350 Araip.B03 26350 p2 (CA)6 12 104389047 104389058 TGTTCTGCCACTTCTTGGCT TTGTCCCCTGCATTTTCAAT 277

Ai03B26352 Araip.B03 26352 p2 (AG)6 12 104405356 104405367 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 229

Ai03B26353 Araip.B03 26353 p3 (TTG)5 15 104411744 104411758 AAGGTGATGAGCTGTGGCTT GGAAAGGCATTGTTGGAGAA 232

Ai03B26354 Araip.B03 26354 p3 (TTA)17 51 104414227 104414277 GGATCATCCTCAATGAGTAAGTATTTT GGGCAATAAATTTCTGATAGCCT 272

Ai03B26356 Araip.B03 26356 p3 (CCA)5 15 104418475 104418489 TTCACCCAATGGAGGTTCTC ACGCATTGCCTCAATAAACC 220
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Ai03B26363 Araip.B03 26363 p3 (AAT)6 18 104444442 104444459 GGATTCTGAACACCGGAAAA TTTGGAATCAAACCCTGCTT 200

Ai03B26367 Araip.B03 26367 p3 (CTC)5 15 104451129 104451143 CAGACAAAAGAAAATGGGAGAAG GATTTGCACCCTGCTTTTCT 270

Ai03B26368 Araip.B03 26368 p3 (TTG)6 18 104456262 104456279 TCGTTTGATTCATGTAGCCG GAATATGCCAATGGCCAAAC 161

Ai03B26369 Araip.B03 26369 c (TA)6aattcatttcttgaatttaataatcctaattttagccttcagtttgggtcattcttttttcttccaaa(CT)998 104468430 104468527 GGATGGGAACGGAGACATAG TTTTTCGGGCGATACTAAGC 250

Ai03B26370 Araip.B03 26370 p3 (CCA)6 18 104469409 104469426 TGAGGGTCAGAATCGAAACC CTTGGTGTTGGTGTTGGTTG 270

Ai03B26371 Araip.B03 26371 p2 (CT)6 12 104484480 104484491 TGTTGGGAGTTTGGAATAGAAAA GGGGGAATCCATTCATTCAT 279

Ai03B26372 Araip.B03 26372 p2 (CG)6 12 104494910 104494921 TGCCTCTGGCACAAACCTAT CACTAACAACGCCCCTCAAT 232

Ai03B26373 Araip.B03 26373 c (T)16gaaattttttgaa(T)1241 104499349 104499389 AGGTACATGTGGGTGCACAA GGAAGTGCTAGGCCATGAAA 271

Ai03B26376 Araip.B03 26376 p3 (AAT)5 15 104512749 104512763 CGCGATCTGCAGAAATAACA GTCTCCCCCTCTTCTTCCAC 180

Ai03B26381 Araip.B03 26381 p4 (TTTA)6 24 104550046 104550069 CCATGATGGAGAAAGGGAGA AAAAGCAAATTTTCGAAATCCA 248

Ai03B26384 Araip.B03 26384 p3 (AGA)5 15 104567970 104567984 ATGGCTTAGAGGTGGAAGCA ACCCACCTCACCCTCTCTCT 270

Ai03B26385 Araip.B03 26385 c (AG)9ttcggatttttggtgagtgaggaagatatgttagtaaataaataaataaatagaaggagat(GA)793 104572431 104572523 TTCTTGTCCTTGCTCCTGCT TCAAAAACTAATTTCGAAAATCACTAA 280

Ai03B26386 Araip.B03 26386 p2 (AG)6 12 104572688 104572699 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTATGAATCAAGTC 244

Ai03B26388 Araip.B03 26388 c (A)10gaaaaaatagcgaaaaaaaagggaag(A)1046 104582342 104582387 TGAAGCAAGAAAAAGCAGTGAA TGAGCGGGACTTGTAGCTTT 277

Ai03B26390 Araip.B03 26390 c (AAG)7aaaacaag(A)1039 104592184 104592222 AAAGAAGACACTCCGTGCGT TCCATATCCAAGCAATTTTGG 146

Ai03B26392 Araip.B03 26392 c (TAA)9t(ATA)11 61 104593148 104593208 TTTTTCCTCCAAAATGAATGC TGAAAAATTGACACATCACTTCAA 268

Ai03B26393 Araip.B03 26393 p3 (TTA)6 18 104593765 104593782 TTCAATTTGTGTTGTGCAATGA AAATTTCATATCACATCCGTTTCA 156

Ai03B26396 Araip.B03 26396 p2 (GA)6 12 104603898 104603909 CGAACACAGAGAGAGGAAGAGG GAAAATCACTGACCACTTTTTCAA 255

Ai03B26407 Araip.B03 26407 p4 (AATA)5 20 104641062 104641081 ATCCGCAGATCCGCACTAT TCCGCATAATTAAACCTTCTCTTT 250

Ai03B26410 Araip.B03 26410 p3 (TTC)8 24 104642326 104642349 ATTCACGAGCTGCAACACAC TTAGGGTTCTGTGGATTGGC 140

Ai03B26413 Araip.B03 26413 p3 (CTC)6 18 104654117 104654134 AGATGGCAAAAACAAATGCC TTCAGGAGTAGGTCGGATGG 200

Ai03B26417 Araip.B03 26417 p3 (TAA)5 15 104666184 104666198 CGGTTTGGAAAGTGAAAGGA GCATGGAAGCACTAGAAGGC 242

Ai03B26419 Araip.B03 26419 p2 (TG)21 42 104685653 104685694 TCGTCGATAAGGTACGGGTC CACGGCCTCTGGTACAATTT 233

Ai03B26421 Araip.B03 26421 p4 (TCAT)5 20 104697717 104697736 ATAGATGCTGCAAAATGGGG GGAACATTGAACCTGGAATTG 179

Ai03B26422 Araip.B03 26422 p2 (TA)7 14 104700822 104700835 GTCTTTTTGGGTTCTTGGGG GTTTAAGCAAAAACCGCGAA 158

Ai03B26423 Araip.B03 26423 p2 (GT)17 34 104704753 104704786 TCATCGGTAAGGTACGGGTC CACCCTATCACAGCCTCTGG 245

Ai03B26424 Araip.B03 26424 p2 (TA)10 20 104705209 104705228 GGCAATAGTGTGGATTTGGG GCAATATCATTCATCGGGCT 167

Ai03B26425 Araip.B03 26425 p3 (AAC)9 27 104714860 104714886 CCCACAGACTTCACCAACCT GTGGGACAAGGCTTTGTTGT 247

Ai03B26426 Araip.B03 26426 p2 (AC)7 14 104722402 104722415 TTTTCAAGGTTGTATGGGGC GCACATGTGGTGAAACGAAA 207

Ai03B26429 Araip.B03 26429 p3 (CTT)5 15 104740711 104740725 CGAAACTTTGCTACAAAAGCA TCCTTCGTGTTTTACCTTCTCA 226

Ai03B26430 Araip.B03 26430 p3 (AGG)5 15 104741713 104741727 TGCTGCAAAATCACTTGAAA TCCTCCTCCTCCTCTTCCTC 165

Ai03B26431 Araip.B03 26431 p3 (AAT)9 27 104742532 104742558 TAATTCTCCTATGACGCCCG CTGACGAACGCAAAATGAAA 187

Ai03B26433 Araip.B03 26433 p3 (GAG)5 15 104754354 104754368 TGAAGATGAAACACGCGAAG AGCGCGCTACTCACCATTAT 154

Ai03B26437 Araip.B03 26437 p2 (TA)7 14 104774165 104774178 GGAATCTCATGCAATGCAATC GGGTTCAATAGCTCATCACCA 255
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Ai03B26441 Araip.B03 26441 p2 (AG)6 12 104795674 104795685 AAATCGCTGGGCTGTTTTTA GAAACATTGAACCTGGAATTGA 210

Ai03B26442 Araip.B03 26442 p2 (TA)8 16 104799461 104799476 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 244

Ai03B26443 Araip.B03 26443 c (G)12aaaagaaaaaatgggggtgaggggt(GA)1261 104802281 104802341 TTCCAACACCAAGTAAAAAGGAA CAGTTTTCCACTTTTCCCCC 161

Ai03B26444 Araip.B03 26444 p2 (GA)11 22 104802498 104802519 GGGGGAAAAAGAAAACCTTG GCGACCGCGTCAATTAGTAT 231

Ai03B26447 Araip.B03 26447 p5 (GAAAA)7 35 104824178 104824212 ACAACACCACGACAACAACG AAAAACCATTCACGTGTCCG 155

Ai03B26450 Araip.B03 26450 p3 (TCT)5 15 104836789 104836803 GTCCTTCTCGTGCATGTTCA GCAGCTGCTTTTGGGTTAAG 216

Ai03B26454 Araip.B03 26454 p2 (CT)7 14 104853100 104853113 TGTTTGTTTCTTATCTTTTTCAAAACT TCGAATTTGGGTGAGATGAA 271

Ai03B26456 Araip.B03 26456 c (A)10gagaaaagaaaaatggc(A)1239 104869378 104869416 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 145

Ai03B26457 Araip.B03 26457 p2 (AT)8 16 104875573 104875588 AAGCAATGGCCTACCATGAA TCGCTCTCTCAATTCTTCTCG 242

Ai03B26461 Araip.B03 26461 p5 (ATCTT)6 30 104910602 104910631 TTCAACCATTCTATCACCTTTGA TTGTTGGTTTGAGCAAGCAG 226

Ai03B26464 Araip.B03 26464 c (T)10aatttataattaaaaaaatacttgaagaaaaattaaaattatag(A)1064 104913952 104914015 GCGTCACAAGTTTCACCAAA ACAAAAATCACACAAGCGCC 259

Ai03B26466 Araip.B03 26466 p2 (AT)6 12 104919502 104919513 GCCAAACGTGGCTAATGAAT TTCTTCTTTGGATTCGGTGG 110

Ai03B26467 Araip.B03 26467 p2 (TC)8 16 104922956 104922971 TGGGAATGTACCCATTCAAAG AACAGTCTGCAACATGGAAGAA 254

Ai03B26468 Araip.B03 26468 p3 (CTT)6 18 104924167 104924184 TAGCCTGGGAAGAGTCCTGA TCCCTTCACAGCATTCACAA 273

Ai03B26469 Araip.B03 26469 c (A)10ttaaaataaaaatgttttc(A)1241 104927685 104927725 CGGTTCATCTTGTTGCTCAG ATTGCAAGCCTCAGTCCAAA 239

Ai03B26470 Araip.B03 26470 c (A)10ttagaaaatcataaaaatcaaaaatatttttctgtttcttgtttgagtcttgagtcatgttataagtttggtgtcaattgcatgtgcatcttgca(T)11116 104928085 104928200 TGAGCCATGTCTAATTCCTGG GAAGAACACTATGAATGCATGAGAA 269

Ai03B26471 Araip.B03 26471 p3 (AAT)5 15 104928785 104928799 TTTTCAAAAATCAAATCTTTCTCAA TGACTTGATTCACAAGAAATCACA 207

Ai03B26473 Araip.B03 26473 p2 (CT)6 12 104929120 104929131 TCTTGTGAATCAAGTCATTAATTGTG TTTTGAAAAAGGGGGAAGAT 278

Ai03B26474 Araip.B03 26474 p2 (CT)6 12 104929356 104929367 AACATCTCTCCCTCACCCAC TGCCTTTTTCTCTGTCCCTG 175

Ai03B26476 Araip.B03 26476 p2 (TA)8 16 104935937 104935952 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 278

Ai03B26477 Araip.B03 26477 p2 (TC)7 14 104936771 104936784 TAAAGTGTGGGAATGCACCC AACAGTCTGCAACATGGAAGAA 259

Ai03B26487 Araip.B03 26487 p3 (TCT)5 15 104981920 104981934 AAACCCCACCCTAAATGACC TAAAATGTTTGCTCGTCCCC 197

Ai03B26489 Araip.B03 26489 p2 (GT)6 12 104993513 104993524 GGGGACAAAAATTATCCCAA GGGCTAAGGTAAGGGTGAGG 229

Ai03B26490 Araip.B03 26490 p2 (AC)7 14 104995876 104995889 GAAAACCGGGCGTTAATTTT GCGAAAAGAAGAGATGGGTG 224

Ai03B26494 Araip.B03 26494 p2 (TA)7 14 105036810 105036823 ACTTTGTTGCCTTAGGGGCT CGTTGGCATGAAAAGAACAA 239

Ai03B26496 Araip.B03 26496 c (T)11gcttaattgaattc(T)1035 105051498 105051532 TTTGGTTTATGTTGTGGACGA TTTTAGTTGAAAGTTCACAAACACG 280

Ai03B26497 Araip.B03 26497 p2 (TA)6 12 105052722 105052733 AGGTTGCATTGAATTTTTCG TCTCGGGGACTACTACGGAA 267

Ai03B26498 Araip.B03 26498 p2 (CT)9 18 105073290 105073307 ATCCCCTTTCCTACCCCTCT GCTGGGTGGTGGTAGTTGAG 218

Ai03B26500 Araip.B03 26500 p4 (TTTA)6 24 105119524 105119547 CTTGAAGGCAATGTTGAGCA CTTACTGGCGTTTTCTTGCC 277

Ai03B26510 Araip.B03 26510 p2 (CG)6 12 105184646 105184657 TGGTGTTTGGAAGTGTTGGA AGAGAGTTGTGCCTATGCCG 227

Ai03B26512 Araip.B03 26512 p3 (GAA)5 15 105203137 105203151 GTAACCAGAGACGGTGGTGG TTTACCCGAGACTTAGGCCA 202

Ai03B26513 Araip.B03 26513 p3 (GTT)5 15 105208282 105208296 TTTGGTTTTGGTTGTGGTGA GCCCTTGTTGTAGCCAATGT 241

Ai03B26517 Araip.B03 26517 p3 (TTC)5 15 105226563 105226577 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai03B26520 Araip.B03 26520 p5 (TTTTC)5 25 105236299 105236323 TTTCTCACATTCGCTCATGC TTGAAAATATGGCAAAATGGG 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26521 Araip.B03 26521 p4 (TATG)5 20 105236937 105236956 AATCAATGGAATGCCCAAAA TTGCGTTTTGCATCTTTTTC 264

Ai03B26525 Araip.B03 26525 p2 (CT)10 20 105252813 105252832 GCACTGTTGTTGTTGCTGCT TGCTTTTTAAGTTGCTTCAGGA 197

Ai03B26526 Araip.B03 26526 p3 (TAT)6 18 105257287 105257304 TCTTTCTCTCTCTTTTCTCTCATTCTC GACAAAAATCTCTGGTTAAGAAAACC 267

Ai03B26539 Araip.B03 26539 p2 (TA)6 12 105334068 105334079 TGTTTTCATATTGTTCTTGTGTTGG AGCATCAAAGAGAAGTGAATCG 257

Ai03B26542 Araip.B03 26542 p3 (AAC)8 24 105351857 105351880 AAACGCATTGCTACTTTACAAGC TGGCGTCATTTGATTCATGT 214

Ai03B26545 Araip.B03 26545 p3 (ATA)13 39 105360054 105360092 CACAATAGATATGTTTGGCTGACC TCACGTTCAATCCCAAATCA 266

Ai03B26548 Araip.B03 26548 p3 (AAT)7 21 105384557 105384577 ACTCTTTTGGTTGGGCCTTT TTACATTGACCGCCATGGAT 180

Ai03B26549 Araip.B03 26549 p2 (AT)6 12 105385016 105385027 TTGAGTTTCAACCCTACCCG ACCCGTTCTTAACTCGAGGG 279

Ai03B26553 Araip.B03 26553 p2 (CT)21 42 105393215 105393256 AAAGGTGGTAGGGCGCTAAT AACCTGACACATCCGGTAGC 232

Ai03B26555 Araip.B03 26555 p3 (TAT)35 105 105401636 105401740 TGTCAATTTTTAAGGACGAAAAT TGTTCTCAAATGTTTTCGTTGG 239

Ai03B26556 Araip.B03 26556 p2 (AC)6 12 105407325 105407336 AAACGTATGAATGTTATGTGTATGAAC CTCACTCGACGAGGTTGTTG 170

Ai03B26557 Araip.B03 26557 p3 (ATT)9 27 105407841 105407867 CCGTATCTCCATTAGGCGAA GCCCACTCTTTTATCATTCCA 255

Ai03B26558 Araip.B03 26558 c (CA)30g(AT)11 83 105411538 105411620 AGTTTAGGGAACCAGCAGCA AAACCCTAAAACCCTAAACCG 176

Ai03B26560 Araip.B03 26560 p3 (ATC)5 15 105420062 105420076 ACGAGGAACGTAATCCATTG TCACCCGTTAACACGTTTTTATT 277

Ai03B26566 Araip.B03 26566 c (ATTC)6attaataataactatgcttca(TTC)1075 105426691 105426765 CTCCAATGGTTGCACTGTGT CATCGTCGTCCCAAAGCTA 274

Ai03B26567 Araip.B03 26567 p2 (AT)6 12 105427322 105427333 GATTGATATGCGGCACAATG CCATGGAAATTGGAGGCTTA 206

Ai03B26570 Araip.B03 26570 p2 (CT)6 12 105450848 105450859 TTGAACCTGATGAAGAGTTGAAA CCCAGATCCAAGTCCAGAAA 200

Ai03B26571 Araip.B03 26571 c (T)13a(T)13 27 105471752 105471778 CTCAAGGGTTGCTTGACACA TCCTGGAAGCAAAACAAACA 162

Ai03B26572 Araip.B03 26572 c (T)13a(T)13 27 105473450 105473476 CTTGCACCTTGAACCTAGCC TGGTTCTTGAGGCACAGAAA 265

Ai03B26576 Araip.B03 26576 p3 (AAT)6 18 105490377 105490394 CCAGCAACCTCAGTGTCCTT GGAAAGCAGAAAGCGCAGTA 280

Ai03B26578 Araip.B03 26578 p3 (TTA)8 24 105495781 105495804 TCATCTGCATGTCCATTGGT TGCAGAGAGGAAGAAGAATGC 110

Ai03B26579 Araip.B03 26579 c (GA)7gtttagaagtagtagttgaggagtgatgacaatagcttgaacgttgagatgtga(AG)1088 105496883 105496970 GAACGGTTCCAACTTCCAAA GACAGATGCAGGAGGGTAGC 280

Ai03B26582 Araip.B03 26582 c (ATT)7aaattagaaatatttttaaaaaattacaaaaattaagaaaaaatatactttgcaaatttattaaaaataaataacttttga(AT)7aaattttgttctta(AT)7144 105505622 105505765 CATACATTGGGAGCCACTGA GGCAGTCTCCCCATACTCAA 277

Ai03B26584 Araip.B03 26584 p3 (TTG)5 15 105506585 105506599 CATTCATCATTGCTTTCCGA CAAGGAAGCTTCTTCCAACG 192

Ai03B26588 Araip.B03 26588 p2 (AT)8 16 105520715 105520730 TTGCAAGCTGAGACAAGCAT AAGCAAGCCATAGAATACAGGTG 128

Ai03B26589 Araip.B03 26589 p2 (TA)8 16 105521022 105521037 GATTTGATGCTTGATTGAAATTGT TGGCACACAGATCAATTTATTAGG 269

Ai03B26592 Araip.B03 26592 p3 (TTC)5 15 105526823 105526837 CCTCCTAATGTTCGTGCTCC CATCAAAGAGCACAAGCCAA 193

Ai03B26594 Araip.B03 26594 p2 (CG)6 12 105542957 105542968 TGGTTGGAAGTGTTGGATGA GGAACACTCCAAGATGGGAA 237

Ai03B26598 Araip.B03 26598 p4 (TTTA)5 20 105559394 105559413 ATTACTCCGTACAGGGCACG CGGCATGAGAGGACGATAAT 244

Ai03B26599 Araip.B03 26599 p2 (TA)6 12 105562203 105562214 GAAGCCAACAATGACGATGA GCGTGAATCTCAGGGACAAT 226

Ai03B26604 Araip.B03 26604 p3 (TAA)5 15 105569955 105569969 TTGCCAAAGGAGCTTATCAAA AACCACCGATGCTCCTATTG 186

Ai03B26607 Araip.B03 26607 p3 (TCA)5 15 105575021 105575035 TGATCATCAACTATGATTTCCAGT AGCTCTGTGTGTGCCCTTCT 271

Ai03B26608 Araip.B03 26608 p2 (AG)6 12 105583885 105583896 GCGACCCAGAAAACACAAAT TTGAAGAACATTGAACCTGGG 198

Ai03B26612 Araip.B03 26612 c (A)10gaagaaagctcg(A)1032 105639098 105639129 AATTGTTGGCTCTTGAAAGCA TTTTGCTCTTGCCTTTTGGT 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26618 Araip.B03 26618 p2 (AT)7 14 105665222 105665235 TAAGTGTGGGGAAATTGGGA TTCACCATTTACTTTGGGGC 237

Ai03B26619 Araip.B03 26619 p2 (AG)6 12 105666570 105666581 ATTCTGGGCTGTCTCTGACC GAACCTGGGATTTAGAGGCA 211

Ai03B26624 Araip.B03 26624 p4 (AAAT)5 20 105687438 105687457 TTGTGGAGATGTGGGGAAAT TTGTAGGCCAAAAAGGCTTG 219

Ai03B26629 Araip.B03 26629 p2 (TA)9 18 105723375 105723392 AGGCACAAAACGACATGGAT TATCGCTTCGTGAGTGTTGC 220

Ai03B26632 Araip.B03 26632 p2 (TA)6 12 105785278 105785289 GCTGGAATTGCACCTTTAGTC AGGGGTTGTACTCAAATGCC 246

Ai03B26634 Araip.B03 26634 p2 (CT)7 14 105790732 105790745 GGAACATTAAACCTGGAATTGA ACATCCACCATGTGCAGAAA 261

Ai03B26635 Araip.B03 26635 c (A)10gag(A)10 23 105795833 105795855 TAGCTGGACTTTGCTGAGCC GGTCCCATAACTCATTTGGC 228

Ai03B26637 Araip.B03 26637 p3 (CTT)5 15 105807583 105807597 GCTCTATCAGGCTCGCATTC ATTGGGGTTCCGTTTCTCTT 280

Ai03B26638 Araip.B03 26638 p3 (TTG)5 15 105808294 105808308 GCCTTTCTGTTTGCCTTGAG CATTTTGACGCGACTTGCTA 280

Ai03B26655 Araip.B03 26655 p3 (AAT)6 18 105859065 105859082 TGTCCATTAGAGTAAGAGTGCCT TTAAAAACAATTTCCCCGCA 148

Ai03B26659 Araip.B03 26659 p3 (AGC)5 15 105867786 105867800 GAAAACCTTGGGTTGCTTCA TGGCTCGAATTAGGGTTTTG 244

Ai03B26662 Araip.B03 26662 p3 (TTC)5 15 105869671 105869685 GGTGAGTGCTCCTCGTCTTC TTCCACAGCAATCAGAACCA 203

Ai03B26666 Araip.B03 26666 c (AT)6(GT)19 50 105888962 105889011 AGAGTGGTTGGGAAGGTGTG TTCATCGCTACCTGCCTTCT 223

Ai03B26667 Araip.B03 26667 p3 (TAA)5 15 105889189 105889203 AGAAGGCAGGTAGCGATGAA GGTCTCGATTCCCTGTATGC 270

Ai03B26668 Araip.B03 26668 p3 (AAT)5 15 105889502 105889516 TCGAGACCCTGGTGAGGTAT TGCGCAATTGGTTTATTCAG 270

Ai03B26680 Araip.B03 26680 p2 (CT)6 12 105937544 105937555 TTTCTTGCGAGCATTGATTG CTAAACCCCCAAACCCCTAA 188

Ai03B26681 Araip.B03 26681 p2 (GA)6 12 105939065 105939076 TTGCGCATCTTGTTGTAAAAT TGACGCCATATACACATGAACA 207

Ai03B26687 Araip.B03 26687 p3 (GAA)5 15 105953362 105953376 CGGCAACAACACATAACAAA TTTGCTCTGATTACTGTGGCTC 276

Ai03B26688 Araip.B03 26688 c (G)14tcacgagtgccttcaacttggttttga(T)1051 105953793 105953843 CAAAGAGGGAGTTGCTTTGC CAAAAATCGTTGAACCGACC 175

Ai03B26689 Araip.B03 26689 p2 (GT)6 12 105974924 105974935 CTTCCTCCTTGAACAGCGAC ACCCTCTCTCCCTCAGCTTC 189

Ai03B26690 Araip.B03 26690 p2 (GT)6 12 105984155 105984166 CTTCCTCCTTGAACAGCGAC ACCCTCTCTCCCTCAGCTTC 189

Ai03B26692 Araip.B03 26692 c (TC)7(TA)9 32 106005196 106005227 CGATAGGGATGATAGCCGAA ACTTTCGCATCCCAATCAAC 165

Ai03B26695 Araip.B03 26695 p2 (CT)6 12 106012915 106012926 TTGTTTGTTTTCCTACCTTTTTCA GCAGTGATTTGAGATGAGGAGA 270

Ai03B26696 Araip.B03 26696 p3 (TTC)5 15 106015368 106015382 ATATGGCCGAACCTTAACCC TGCTGCTTTTTCTTGCTTCA 256

Ai03B26697 Araip.B03 26697 p2 (AG)8 16 106021425 106021440 AAAAAGGGGGAAGGGATTTT TCAGATCTTTTTCAATTAACCACTTG 115

Ai03B26701 Araip.B03 26701 p2 (TG)6 12 106043760 106043771 TGTGTGTGGCATGGAACTTT GACTTGTATTTGGTGGCGGT 229

Ai03B26705 Araip.B03 26705 p3 (AAT)25 75 106049670 106049744 CCGTCTGTTAGGCATTCTTGT CCATTGAATGATGATAAATGCC 215

Ai03B26708 Araip.B03 26708 p2 (TA)6 12 106054161 106054172 TCTGTGCCTTGCACTCTCAC TGGATGGCTCAAATTGATGA 231

Ai03B26709 Araip.B03 26709 p3 (AAT)5 15 106057430 106057444 AACCCAAACCAACCTGAAATC TTGGACTTTGGGAATTTTTCA 204

Ai03B26712 Araip.B03 26712 p3 (TTC)5 15 106064651 106064665 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai03B26713 Araip.B03 26713 p2 (AC)7 14 106075757 106075770 AAAAATCCTGCAACCATATCAA CGGGCTAAGAAAGCTAAACG 263

Ai03B26715 Araip.B03 26715 c (TC)7ctccattt(TTC)537 106085716 106085752 ATTTCCCTTCCAAACCCAAC TAAAATGTTTGCTCGTCCCC 208

Ai03B26718 Araip.B03 26718 p4 (TTAG)5 20 106095521 106095540 CCCTTCAACCATTGTCCAAC TGAAGAATTCACAACCAAGCA 258

Ai03B26720 Araip.B03 26720 p2 (AG)7 14 106101364 106101377 CCAGCGGTTTATACATGCCT TGGCCAAATCCTCTACAACC 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26724 Araip.B03 26724 p4 (GCAA)6 24 106119880 106119903 TCCACAAGGCTCTCGTGATT AGGAGGAAGAAATAGGGGCA 243

Ai03B26725 Araip.B03 26725 p2 (TC)17 34 106120013 106120046 CACGGTCCCTACCAACAAAC AGGAGGAAGAAATAGGGGCA 162

Ai03B26726 Araip.B03 26726 p2 (TA)10 20 106120841 106120860 TCCAAACTTTGACTCGCACA AGCAATATTGGCACATGGAA 213

Ai03B26728 Araip.B03 26728 c* (A)10(AT)8* 25 106133330 106133354 TCATTTAAGCGTGGGAAAGC TTTGGAGCATTTTTGTCCCT 252

Ai03B26729 Araip.B03 26729 p3 (GAA)5 15 106137242 106137256 TCCTGCTTCAGAGCAAGGTT TTTGCCACGTTGGACAATAA 248

Ai03B26730 Araip.B03 26730 p2 (AG)10 20 106144180 106144199 CAAAGGAACGTAAAACCTGGA TTTACAGAATACGCCCCCAG 247

Ai03B26731 Araip.B03 26731 p2 (TA)6 12 106145022 106145033 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 192

Ai03B26732 Araip.B03 26732 p2 (AG)7 14 106150008 106150021 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 201

Ai03B26734 Araip.B03 26734 c (T)11atgaaaaaaattatgttttagatttctcgatgtttatatatctaatttcttctatc(TTTA)587 106151729 106151815 TTTTGTTGTGAGTGGCCTTC TTGTTGTTCAAACCACCTTCA 146

Ai03B26736 Araip.B03 26736 c (TC)8ctcaccatctcgcctccttt(TC)6tataacctcttatctctccctcaacagccctctccgatagcccctctaacgcccctctcgcctc(CT)12t(TC)6149 106161837 106161985 ATCTGACGGTAATTGTGCCC GCAACGACGACAAAATGCTA 270

Ai03B26737 Araip.B03 26737 p2 (AG)15 30 106167670 106167699 TGACGTCAGGGAAGAGTGTG TTCCCTTCCTTTCTTCTCCC 155

Ai03B26741 Araip.B03 26741 p5 (TTATC)5 25 106200192 106200216 GTCGTGTCTGACTTGTGGGA AAGATAAAGGCGGTTCCGTT 268

Ai03B26742 Araip.B03 26742 p5 (TTATC)5 25 106206210 106206234 CCTGGGTGCTCCAGTGTATT AACCCGTGATGTTTAGCGAC 280

Ai03B26748 Araip.B03 26748 p2 (TA)7 14 106254311 106254324 GAAGCCCCTACAGTGGACAA CTGGTCGCTTGTTGATCTGA 182

Ai03B26749 Araip.B03 26749 c (A)11tcc(A)11 25 106256323 106256347 GAAAGCTTGGCTGGCTAGTG ATGCACATGCAATTGACACC 241

Ai03B26752 Araip.B03 26752 p2 (TA)9 18 106261886 106261903 TTTTCTTAAAAACGTTTGGTTCG ATTTTGTTTCAAGTTCCGCC 228

Ai03B26754 Araip.B03 26754 p2 (AT)12 24 106262872 106262895 TCTTCATGTATAAGGCAGGTTGA AGTGCATCAATTGCATTCGT 196

Ai03B26755 Araip.B03 26755 p3 (CCA)5 15 106263465 106263479 CAAAGAGATTTCTCCAGCGG CATGCATTTTGGTGACGTTC 234

Ai03B26758 Araip.B03 26758 p2 (AT)25 50 106271333 106271382 CGAAATTTCAGCCATATCCC ATTCGGTGTTCCTCATCACA 275

Ai03B26759 Araip.B03 26759 p3 (GAG)10 30 106290357 106290386 ATAATGGGGCGAGAAGAGGT TAGAAGGTCCAAGAGGCCAA 125

Ai03B26763 Araip.B03 26763 c (TC)8ttctctctctctttcgtgcctttataaagttctctattttctcctgcaagaaaatcatat(TC)19114 106298261 106298374 TGCGAACTCTTTTCTTCTTTCTC TGCAAGAAAATACCTTGAAACG 251

Ai03B26766 Araip.B03 26766 c* (A)10(AT)8* 25 106313072 106313096 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 130

Ai03B26767 Araip.B03 26767 p2 (AC)6 12 106336785 106336796 TTGGTTTTCAATTACTCAATTACCC TCAAGACAGTAGCGGTGACG 279

Ai03B26768 Araip.B03 26768 p2 (GA)9 18 106337255 106337272 GAATGCGAGAGAGGAGATGC CGAAATCTGCTTAGCCTTGG 213

Ai03B26769 Araip.B03 26769 p3 (TTG)5 15 106346680 106346694 TCCAAGTAATGGTGGAGGGA CCCAACCGTCACATACCTCT 237

Ai03B26770 Araip.B03 26770 c (T)13ccagtcatggttacatttcatgtttgatttatatcccatgattttaaaagtaataaatggaccagagtagacccaatagttg(T)10105 106347514 106347618 ACCTCGATGATCATTGGTAAA CTCCGGAGAACTACGCAAAG 257

Ai03B26773 Araip.B03 26773 p2 (AG)12 24 106352212 106352235 TTGCGGATTTATGCAGACAG CCCACCTTTTTGAGTTTCCA 111

Ai03B26777 Araip.B03 26777 p2 (CT)6 12 106356049 106356060 TTGGATGCATGTAGCCATGT TGAAATTCCATCGAGTTCAAAA 241

Ai03B26778 Araip.B03 26778 p2 (TC)7 14 106357371 106357384 CCTTTAAAACCCTGCAACCA TGTTTTGCGTTGTGTGATGA 267

Ai03B26781 Araip.B03 26781 p2 (AG)9 18 106366861 106366878 GTGAGCACGTGGTGAGAGAG ACCGATTTCTTTCATGCGTC 128

Ai03B26782 Araip.B03 26782 p2 (AG)6 12 106374073 106374084 ATAGGTGAGGGGTTTTTGGG CAGAAAAGGGCAAGAAGCTG 235

Ai03B26791 Araip.B03 26791 p3 (ATT)5 15 106460209 106460223 TGCCAGTATTTCGGTCTTCC GCTTGCTGTGGGTTGGTTAT 180

Ai03B26798 Araip.B03 26798 p3 (CTT)5 15 106502327 106502341 TCCATTCCCTTGTGCTCTTC CCATGGGAAAGTCCAGTCAT 275

Ai03B26800 Araip.B03 26800 p2 (AG)6 12 106520250 106520261 ACATTGAACCTGGGATCGAG CATCCATTCATGAGGAGGCT 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26802 Araip.B03 26802 p3 (GAA)5 15 106530477 106530491 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 185

Ai03B26803 Araip.B03 26803 p2 (AG)7 14 106533514 106533527 TGAGGAAGAAGGTGAATTTTCG TTACCTTTTTCAAAACCACCTAA 279

Ai03B26805 Araip.B03 26805 p2 (AG)7 14 106544311 106544324 ACATTGAACCTGGGATCGAG CATCCATTCATGAGGAGGCT 150

Ai03B26809 Araip.B03 26809 c (A)11taacataggaatataatttttatagtgacactcaaaataattttttctttcttttta(T)1078 106575919 106575996 CCGAAATTTGTAAAGTAAAAAGGAA GCGAAATATACACGACTAAATCAAA 206

Ai03B26812 Araip.B03 26812 p3 (TAT)5 15 106583979 106583993 TGACATGCGTCTTGTGTTAGG TTCAACTAGGTCACCCACCC 227

Ai03B26814 Araip.B03 26814 p2 (TA)6 12 106594720 106594731 TGCGTTAGCTTCGTGTGAAC ATGTGGGCCTTACAATCCAC 267

Ai03B26815 Araip.B03 26815 p2 (AT)10 20 106602577 106602596 GGAAGCATGCTCATGTGAAA CCCATGTGCATTGATTCTTTT 178

Ai03B26816 Araip.B03 26816 p2 (AT)11 22 106608280 106608301 ATTCTATTGACCCTGCGTCG AACCCAAACATGCCAAACAT 249

Ai03B26817 Araip.B03 26817 p2 (TA)8 16 106610152 106610167 TCTTTATGTCGCTTTTCGGG AAGTCCATCCCTCAAGCTCA 267

Ai03B26818 Araip.B03 26818 p2 (TA)12 24 106616787 106616810 TCTTTATGTCGCTTTTCGGG GATTTAGATTGGGGCAGGGT 184

Ai03B26819 Araip.B03 26819 p2 (TA)7 14 106619441 106619454 CCTCATGCTAAATCCAAGGG TGATTGTCTTGCAAGTTTGTGA 263

Ai03B26820 Araip.B03 26820 p3 (TGA)5 15 106622447 106622461 CTGATGGTTGCAATAATGTGAA TTTTTGCAGGGAAAAGATGG 227

Ai03B26821 Araip.B03 26821 c (AT)11aga(GT)7 39 106628330 106628368 TCTGGGCTGACCAACGTATT TTTGCACTTTTAGCTTATTAGTTGTGA 277

Ai03B26822 Araip.B03 26822 p2 (AT)6 12 106659668 106659679 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ai03B26824 Araip.B03 26824 p2 (AG)6 12 106666150 106666161 GCCTTTTTCTCTGTTCCTGC TCACATCACCAAAAATCCGA 159

Ai03B26825 Araip.B03 26825 p2 (AG)6 12 106666384 106666395 GGTTCGGATTTTTGGTGATG TCTCTTACCTTTTTCAAAACCACC 265

Ai03B26826 Araip.B03 26826 p2 (AT)8 16 106680052 106680067 TGAAAGCTTGGCTGGCTAGT AAAAACATGCAATTGACCCC 247

Ai03B26828 Araip.B03 26828 c (TA)7tnnnnnnnnattattatataaattgttatataaatgtatatccatatctcgtt(TA)38143 106701388 106701530 AGTTGAGCACATGTTCGTGC TTTGTCCCCTTTTATTGCTTTC 275

Ai03B26836 Araip.B03 26836 p3 (ATT)6 18 106765843 106765860 AGCGTCACGTCAACAAAATG AAAATAAGGGAGCCACTTCACA 268

Ai03B26839 Araip.B03 26839 p2 (AC)8 16 106770765 106770780 TTTAGATCCGTTTGGTTTCTCTTT GGACCAAAAATCTCTGAGCAA 236

Ai03B26840 Araip.B03 26840 p3 (TGA)6 18 106773189 106773206 GATGTCCCTCTTCCGACAAA TTGAAAGCCCTCCAGAAAAA 238

Ai03B26841 Araip.B03 26841 p2 (AT)17 34 106773700 106773733 GTACACCAACCCACGAGGAG ATGCAAAGGCATAGTTTGGC 273

Ai03B26842 Araip.B03 26842 p2 (TA)9 18 106776259 106776276 TGTAGCTGACATTGCCCAAA TTTGTGGGACAACAAAATTAAA 189

Ai03B26843 Araip.B03 26843 p2 (TA)9 18 106776461 106776478 GAAATGGTTCTACCAAAAATAAGAGAA TTTGTGGGACAACAAAATTAAA 141

Ai03B26846 Araip.B03 26846 c (A)10gaagaacgaaaggccaaaaaggccccaatccccaccccaccccctt(TC)974 106796591 106796664 CGGTCCGGATAAGGTCATAA GTGGGTGGGACTAGGGTTTT 269

Ai03B26849 Araip.B03 26849 p2 (TC)6 12 106800228 106800239 TGCCGATTAGTCAAAGCAGA GGAGACTCAAACCCACAACC 194

Ai03B26853 Araip.B03 26853 p2 (GT)9 18 106808794 106808811 GACCCAGCTCATTTTTGCAT GCCAGGAGACATAAAAGGGTC 280

Ai03B26854 Araip.B03 26854 p3 (AGC)6 18 106811888 106811905 AAGGTGATGGCGACAAAGAC GCATTGGGGTTCTCATCACT 253

Ai03B26856 Araip.B03 26856 p2 (TA)6 12 106817011 106817022 CGATGGGTTCAAAATGGTCT CCATTAAAGGCCCAAATTCA 240

Ai03B26858 Araip.B03 26858 c (TA)6catatgacgcacgcacataatggaaacaatttcaccaagcgtgc(TA)6cgtgcctcaattttttaccaaataataatatatatgaatgacggacagtaag(TA)8136 106832268 106832403 CATACATATAAGAAACCCATGATGC TGCCATTTTGTTGCTTTTGA 199

Ai03B26859 Araip.B03 26859 p3 (TTC)6 18 106832922 106832939 CGTTTTTCTTCTCTGCTCGC TTTGTGATTTCGGTTCACCA 279

Ai03B26860 Araip.B03 26860 c (AGG)5aacgcgaagaagaaggc(GAA)5gacgctccgtgcgtaaacgagcgtgagaagaagaagcgcaggagaagaagaagaagcgtgg(AGA)14150 106834760 106834909 TGTGAAGAAGAAGGAACGCA TGCGCATTAATGAGAGTGAAA 234

Ai03B26861 Araip.B03 26861 p2 (AT)9 18 106836426 106836443 CGAGAAGAGCTGGAAGCAAC AAATTGTTGCACGCTTGATG 241

Ai03B26868 Araip.B03 26868 p3 (TTA)7 21 106844608 106844628 GAAAGAGGGAGGTCCAGTCC GTTCTACAAAACCGGTCGGA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B26871 Araip.B03 26871 p2 (TA)8 16 106866540 106866555 GGCATGCGGTTACTTTGTCT TTGATAATGACTCTGCATTTTCG 222

Ai03B26872 Araip.B03 26872 c (A)10ctggagccgttttgaaatcgccacagagttatgtagg(T)1057 106868882 106868938 TAAACTGCCGCAAAACAACA TCTTAAATGAACTTGCGGCG 236

Ai03B26873 Araip.B03 26873 p2 (TA)7 14 106871298 106871311 TGACTTGGTGATGCAATGCT TTGCCTCAACTGGTTGACTTT 241

Ai03B26874 Araip.B03 26874 p3 (GAG)5 15 106876734 106876748 TTATGGTGGGATGTGGACAA TGTTCATCAACATATCATCAACCA 256

Ai03B26878 Araip.B03 26878 p2 (AT)12 24 106887783 106887806 TCACGAGCTGGCTCAAATAA GGATAAGCTCAACTCATTAGCTCG 273

Ai03B26879 Araip.B03 26879 p2 (TG)6 12 106890015 106890026 CATCTTGGATCTCCCGATGT TGATTGCCGCGTTATTTACA 218

Ai03B26886 Araip.B03 26886 p2 (CT)6 12 106918946 106918957 GTTGTACTAATCACCGGGGC ACCCAGAGATCTGGCCTTTT 221

Ai03B26888 Araip.B03 26888 c (A)12gaagaactcatgtatatgttcttc(A)1652 106923647 106923698 CAACAATTCAGCAATAGCAACA GTCAAGGCAGTGGTGTGATG 269

Ai03B26891 Araip.B03 26891 c (CTT)6(CTC)10 48 106931667 106931714 CGTCCCTCGTTTCACTCAAT CGTTGCAATGACGAGTTTGT 249

Ai03B26892 Araip.B03 26892 p3 (AAG)5 15 106932090 106932104 TGCTCGTCACTATGGTTTGG AAATGTCCACCGAAGAATCG 267

Ai03B26894 Araip.B03 26894 c (T)10c(T)11aaatttttttctcctttttttc(T)1155 106939855 106939909 TAGTTTAGCCGCTTAGGCCA CAGTGAAGAACAAAAGCTTGC 205

Ai03B26896 Araip.B03 26896 c (T)10aactagatctctacacttttttttcttttatttgggtccctacaccaa(T)1169 106974676 106974744 TTTTTCTTTCAATGGAATCTTTG AGGGTTGTTGATGGCTATGC 272

Ai03B26903 Araip.B03 26903 p2 (TA)9 18 107001791 107001808 AGTGTGTGAAAAGGGCAACC GCTTCCCAAACTTCCTTCCT 162

Ai03B26905 Araip.B03 26905 c (AGG)9agatggttgtggttgtatggtgatggtgacaatgacgataatg(A)10gatgaagaataaggagaaggagaaggaaaagag(GGA)6131 107009298 107009428 TGGAGGAGGAAGAAGAAAAGG TCCAAGTTCATCCAAGTCATTT 253

Ai03B26909 Araip.B03 26909 p3 (TCA)5 15 107021127 107021141 CCTCCTCATCTTCTGTCGCT TTTGCAGCATTATGTATTTCTTCTTC 184

Ai03B26910 Araip.B03 26910 c (AAG)5aaaaaggaa(GAG)539 107021687 107021725 TGGGAGGAAAAATCAAACAAA TTTTCATAGCGCACTTCACG 209

Ai03B26912 Araip.B03 26912 c (AT)10(AG)12 44 107026538 107026581 GCTCCAGCGGTGATTTTCT CTTACGCGTTTGGCTATCGT 267

Ai03B26914 Araip.B03 26914 p3 (ATT)5 15 107036392 107036406 GCCATAAATCAAAGGACTCAGC TGCATGCAAGTTCCAAAGAG 246

Ai03B26915 Araip.B03 26915 p2 (CT)6 12 107037721 107037732 GTTGTACTAATCACCGGGGC ACCCAGAGATCTGGCCTTTT 221

Ai03B26916 Araip.B03 26916 p2 (AC)6 12 107060807 107060818 TAATGGGGTTAAGGCAAGGG GGGGATAAAATCACCCCAAT 234

Ai03B26917 Araip.B03 26917 p2 (CT)8 16 107069517 107069532 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGAGGGAGA 241

Ai03B26919 Araip.B03 26919 p2 (AC)7 14 107087921 107087934 TAATGGGGTTAAGGCAAGGG GGGGATAAAATCACCCCAAT 236

Ai03B26922 Araip.B03 26922 p2 (CT)6 12 107103416 107103427 CATTTTTGCACGTCACTTGG GGTGAGGTAGGTGGGGTTTT 215

Ai03B26925 Araip.B03 26925 p3 (ACC)5 15 107130227 107130241 GCAGGATCCCCCTCTACTTC ACATCCTGATGAATCGGCTC 257

Ai03B26926 Araip.B03 26926 p2 (GT)7 14 107134458 107134471 TGTCCCTTGTTTGGATCTTTG GGCATTTTTGTCCCCTTTTT 279

Ai03B26929 Araip.B03 26929 p3 (AAT)5 15 107162864 107162878 GATAAAAGCGTACCCTCCCC GGGATCCCTCTTTTATGCAA 184

Ai03B26934 Araip.B03 26934 p3 (CAT)5 15 107182748 107182762 CTTGCTCTTCCTCCTCCTCA AAATTTTGATCATTAACGGTGTCA 135

Ai03B26935 Araip.B03 26935 p3 (AAG)5 15 107189568 107189582 GACAATTTCATGAAGGGCGT TCTTGACTTTCCCATGGAGG 166

Ai03B26938 Araip.B03 26938 p2 (TA)6 12 107192769 107192780 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 209

Ai03B26939 Araip.B03 26939 c (T)10cttctcctttttgcatctctatctcttgtctctctatttttattttttttattttc(A)1076 107200664 107200739 TGGTTTACAAGATGAATGCCA GAACCATCATAAGAAGTGATAAAGCA 277

Ai03B26943 Araip.B03 26943 p3 (AAT)6 18 107204670 107204687 TGCTGATCTCAGTCAGGTGG CAGAGGGACGAAAGCATCTC 151

Ai03B26944 Araip.B03 26944 p3 (AAG)5 15 107208473 107208487 CTCGAAGGTGGAAGCTTTTG TAAACCCCTCCATCCCTCTT 262

Ai03B26945 Araip.B03 26945 p2 (TC)8 16 107209946 107209961 GGGAGCTGGCCAATTAGTTA CAGATTGAAAGCAACGGTGA 269

Ai03B26949 Araip.B03 26949 p2 (TA)6 12 107223120 107223131 CCCATCTCAATTGTAAAGGCA GCATGTCCTCATGCTAAATCC 239
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Ai03B26950 Araip.B03 26950 p2 (TC)6 12 107224000 107224011 ACGCAGACATGTGACAGAGG GGAACATTAAACCTGGGATTG 267

Ai03B26952 Araip.B03 26952 p3 (AAT)5 15 107229549 107229563 CAACTTTGCGCAACTAACCA CAGAGGGACGAAAGCATCTC 260

Ai03B26955 Araip.B03 26955 c (TG)6ttgataagttctgtataattcaaaactcttcttctccctcctcctcatcttctactg(CTT)5tttcatcatcatcgtcatcatcatcatc(T)10122 107234245 107234366 CAGCAAATTTCGGTATAACACG CCTCTTCCAAGTAATTTTGTAGCA 280

Ai03B26957 Araip.B03 26957 p3 (TGA)6 18 107247211 107247228 GTTATTGCCTCCGCGAATAG CAAGGCCAGTGGCTGTTTAT 274

Ai03B26960 Araip.B03 26960 c (A)10tatggtttatagatcttattgtagaaaaaaatattttaagaaaataaaatattcatagattgttggcag(A)1089 107250500 107250588 TGGTTTGAGAGAACATGAACCA CTAATGGGGCACGTTTGACT 272

Ai03B26961 Araip.B03 26961 p3 (AGA)5 15 107251867 107251881 ATTGGCGATGACGATTTGAT ACGCTGCTGAAACCGAATAC 267

Ai03B26964 Araip.B03 26964 p2 (AT)23 46 107275513 107275558 AAGGGGACCCAAAAGAAAAA TGTCCCCTTTCATTGCTTTC 153

Ai03B26966 Araip.B03 26966 c (A)10ttttcttttgttttcg(A)1036 107310241 107310276 GGGGATTGTTCGAGTATGGA GCCAAGCTTCAACATGCTTC 242

Ai03B26968 Araip.B03 26968 c (A)13tatctttcc(T)1032 107311101 107311132 GACAGTCACGGTGTTCTTGG CCAAATTTTCGAATTTGATGAGA 185

Ai03B26970 Araip.B03 26970 p2 (TA)6 12 107321013 107321024 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 203

Ai03B26976 Araip.B03 26976 c (T)10aattttctaaatcacaacattgcattagaataatcttagtcaatatgacaaaaatttccaagaaactcatttttagggcaccaccccaattggttaaaa(T)12121 107362362 107362482 TTGCATCTTAGTTGTTGATTGTGA TTTGCTCAAAACATGATCCG 279

Ai03B26977 Araip.B03 26977 p3 (TGA)5 15 107373494 107373508 GGCAGTGTGAATGCTGCTTA ACCGCATCTACTGTCCCATC 272

Ai03B26980 Araip.B03 26980 p3 (TTC)5 15 107422163 107422177 ATATGGCCGAACCTTAACCC CTCCGGTCTTAGGTGCAATC 248

Ai03B26981 Araip.B03 26981 c (T)10aatattctctcattcacaacaaatttcggttttaattgaattaatttaaaattt(A)1175 107452188 107452262 TCAACATTTGGAAAGCCTCC GAAACATTCGCCCAAAAGAG 268

Ai03B26985 Araip.B03 26985 p3 (TTA)17 51 107459755 107459805 ACCCTCGCTGGGTCTCTATC CCCACAAGTACTCATGTTTGACA 240

Ai03B26986 Araip.B03 26986 p2 (TC)6 12 107469294 107469305 CAGTAGCACCGAACGAGTCA GAAAAACCTTGGTAATGGTGG 267

Ai03B26988 Araip.B03 26988 p3 (TTA)9 27 107487341 107487367 TGGGAGAAGTATTGGAGGCA GAAACGGAAAATCCATGTGC 217

Ai03B26989 Araip.B03 26989 c (T)10attcttattaaagtttgatttatttttttatttttattaaaatagtaaaac(A)1071 107488367 107488437 GATTTGAGGGGCTGGAAAAT CAATTCAAAATTTTTCTTCCTCTTTT 272

Ai03B26990 Araip.B03 26990 p3 (TTC)5 15 107490842 107490856 TCATCTAAGTGATTTAGGTCACGC TGACGACGGTAACGAAAGTG 105

Ai03B26991 Araip.B03 26991 p3 (CAT)7 21 107490989 107491009 CCCGAAGAAAGTTGTGTAATATCC CTGGATGTATTTTATTCTTGAAAATG 280

Ai03B26992 Araip.B03 26992 p3 (AGG)9 27 107491343 107491369 CCTTCTCACCATTACCAGGG GTTCCTCTTCCTCCTCCACC 212

Ai03B26993 Araip.B03 26993 p3 (GAG)5 15 107491498 107491512 CCAGGTCTAGCTTCGTCGTC TCAAAGCTCATAAACACACACAAA 187

Ai03B26994 Araip.B03 26994 p2 (TA)6 12 107501351 107501362 TCGTTTCCGTTGTTAGGCTC TCTTTCATTCTTTCATCCACTCA 279

Ai03B26995 Araip.B03 26995 p2 (AG)6 12 107502550 107502561 GTGGTTTGTGGTTGATGCTG ACCCACGAAAGTTGAAAACG 222

Ai03B26996 Araip.B03 26996 p4 (TTTA)5 20 107509540 107509559 CACCAAGTTTTTGGCGTTTT AGTGGACTCTGCAGCCTTGT 271

Ai03B26998 Araip.B03 26998 c (TG)7(TA)9 32 107530363 107530394 GAAGATGGACAAGGGGTGAA AAATGGGGACCCTGAAATCT 272

Ai03B27006 Araip.B03 27006 p2 (CT)6 12 107585224 107585235 GCCATTTGGCTTTATGGACT TGGGAGGAGGTACAATTTCG 184

Ai03B27007 Araip.B03 27007 p2 (AT)6 12 107593676 107593687 AACCACTAACATCGCCGATAA AAAATTGGTTTGCAAATGGTT 263

Ai03B27008 Araip.B03 27008 p2 (TA)6 12 107595829 107595840 CCACCCTTAATGGGACACAG GCAACGAATTTGAGAGACAGAA 232

Ai03B27010 Araip.B03 27010 c (CT)12t(TC)10 45 107600734 107600778 AGGGCGATTGGACTTTTTCT ACTTGGATGACCCGCTACAC 252

Ai03B27012 Araip.B03 27012 p3 (ATC)9 27 107609757 107609783 CCAGTTGAGGCTGAAGTTCC AGCACAAGAAAGGGCCTACA 121

Ai03B27014 Araip.B03 27014 p3 (TAA)5 15 107625051 107625065 GGTGCAAGGGGTTTAGTTGA TTTCCAACATTGGAGATAACGA 191

Ai03B27017 Araip.B03 27017 c (TAT)5ttttctgtgccttcttctttgtcatatgagcaggagcaaggataagaacattcttgtggaagcagatccagaacctgaaaggactctg(A)10113 107643707 107643819 TTTGTCTCCCCCTCTTCTTCT TTCGGCTGTCATCTCCTCTT 252

Ai03B27018 Araip.B03 27018 c (AT)7(GT)66 146 107668156 107668301 TGTTGCAAAATATGACCGGA CCGTAGAGTCAGAATCCAAGC 245
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Ai03B27021 Araip.B03 27021 c (A)10taatattttc(A)1030 107693955 107693984 GGTTCATCGTGTTGCTCAGA GAAGCCCCAGTCCAAATAAA 273

Ai03B27022 Araip.B03 27022 p2 (CT)8 16 107696559 107696574 AATTGATTTTCAAATCTTTTTCAAC CCTTGCAATCTCCTTTTGGA 240

Ai03B27023 Araip.B03 27023 p3 (TTC)5 15 107698290 107698304 CACCACTCACATCCATCCAC CGGTCTTAGGTGCCATCAAT 190

Ai03B27024 Araip.B03 27024 p3 (GAA)16 48 107704116 107704163 CCCTAATGAAGGTGGGGTTT CATCTCACCCGTCTTCTATTTTG 200

Ai03B27026 Araip.B03 27026 p3 (GAA)6 18 107716024 107716041 CCCTAATGAAGGTGGGGTTT CATCTCACCCGTCTTCTATTTTG 170

Ai03B27027 Araip.B03 27027 p2 (GA)6 12 107725739 107725750 AGGATACAATCAAGGTGGCG TGAGTGATCTGCGGAACTTG 228

Ai03B27028 Araip.B03 27028 p2 (TC)6 12 107730797 107730808 GTCGATTCATATGAGCGCAA GGAAGGAAGAAGAAAAGAAAAACC 236

Ai03B27029 Araip.B03 27029 c (T)10cgaaaattaaaataaaaaattaaaaattaaaaattaaaataattagtcaattaaaaagaatttttgaaaaagagggaagatattttcgaaaatt(AG)6116 107737186 107737301 GGTTCCCTTTAGGTGAGTGGA TTTCTTACCTTTTTCAAAACCACC 265

Ai03B27034 Araip.B03 27034 p2 (AT)10 20 107759467 107759486 CAATCGCTAAATCCATCGCT TTTGTTCCACAATTAGGGGG 110

Ai03B27036 Araip.B03 27036 p4 (TTTA)6 24 107766661 107766684 GCTAATTAAGTGCAAACCGGA TGCATCACCTTTCTTGTGGA 206

Ai03B27038 Araip.B03 27038 p4 (ATTT)5 20 107767487 107767506 CATCCCTTTCTCTCTCCGTG TTCTCGTTTTTGAAGTGGGG 172

Ai03B27040 Araip.B03 27040 p2 (GA)12 24 107770043 107770066 AATGAGCAGTGCAGCAAAAA GCCTGTCATCTTTAATTTGGAA 160

Ai03B27041 Araip.B03 27041 p2 (TA)13 26 107770483 107770508 AGCGTGTTCGGAAGCTACAT ACGCCGTTATGTGGTTCTTC 198

Ai03B27046 Araip.B03 27046 c (GA)17aagacaattcgcagacgagatg(GA)9ggatgaagacgcgacgcgagagagaaggaggctgttggtgtgtagtaactaatatttcattcaaagcttcaaaaacggttacagttaccac(CTT)5cctcaaaattttgaattcaatttctacat(TC)7223 107790866 107791088 CGTCATGGAGGAGGGAGTCT ATTGCCATGGCCAAGAAC 270

Ai03B27047 Araip.B03 27047 p2 (TA)6 12 107795565 107795576 TATGGCGCCAAAGTTACCTC GTCGGATTGAATTTGACGGT 170

Ai03B27049 Araip.B03 27049 p2 (AT)8 16 107799744 107799759 GAGCGTCCTAATCCCTGACC GACGATGGACGGAAAGTGTT 264

Ai03B27052 Araip.B03 27052 c (AT)8(GT)8 32 107807682 107807713 AAACGAATTTGATAAGTTTTTATTCCA AGAAGGGTGCGGCTAACAAT 253

Ai03B27053 Araip.B03 27053 p3 (ATA)11 33 107808583 107808615 TGTGGTGCACTGTTAATCCAA AATCATTGTTTGGCTCGGTC 202

Ai03B27056 Araip.B03 27056 p2 (AG)12 24 107811406 107811429 CGGCATTGTGAAGAGTGAGA AAATTAGAATCGCAGCCCCT 174

Ai03B27057 Araip.B03 27057 p2 (CA)6 12 107812373 107812384 AGATCGCTGTGTAAAACCCG GGTTTGCATGCTCTTCCTCT 254

Ai03B27061 Araip.B03 27061 p3 (GCC)6 18 107820794 107820811 TCCATCTTCTCGTTCCCATC CGCCAAATAAAGAAACCGAA 253

Ai03B27065 Araip.B03 27065 p2 (CT)14 28 107837710 107837737 TGCTCCTTCTCTCTCGCTTC AATCAGACGGTTCTGTTGGC 141

Ai03B27066 Araip.B03 27066 p2 (TC)18 36 107841060 107841095 CTTGATTTCCTTGATGTTCCG TGAGTCTTCATCGCCCTCTT 168

Ai03B27068 Araip.B03 27068 p2 (TA)9 18 107842643 107842660 CATATGGTGCTAACCTTTGCTCT TTTGTCCGGTGATTGAAAAA 263

Ai03B27069 Araip.B03 27069 p3 (TTA)9 27 107846357 107846383 CCAAAACACCAAATGAGGCT TCATTCCTTAAAGGCTTCGG 200

Ai03B27070 Araip.B03 27070 p2 (AT)9 18 107846540 107846557 AAGATGTGAAACGTGGAGGC GATTCGGTGATGAGGGAAGA 160

Ai03B27071 Araip.B03 27071 p2 (AT)9 18 107847039 107847056 CAGCAGCTCGGTCAAAAAGT CCTTACGGGTTCCCTATTCC 280

Ai03B27073 Araip.B03 27073 c (A)15g(A)15g(A)15g(A)2674 107855378 107855451 TGGAAAAGGACACCTTAGTGC GCGGCAAAAGAAGTAGTTGG 275

Ai03B27078 Araip.B03 27078 p3 (AGA)5 15 107861520 107861534 TGAGGCCAATAAGGCAAAAG GGCGGCCTTATTACACTGTC 279

Ai03B27080 Araip.B03 27080 p5 (ACACA)5 25 107868872 107868896 TGTTCCTTCGCTCTCTCCAT ACGATTGAGCTTCCCTGAAA 239

Ai03B27081 Araip.B03 27081 p2 (TC)6 12 107871580 107871591 TAACTAATAACCCCGGCCCT ACCACCTAGAGCGGAATCCT 141

Ai03B27083 Araip.B03 27083 p2 (TG)9 18 107885217 107885234 GAGACCTTTGCGATTTTGCT GCGCCACTCCGATAGTAAAG 250

Ai03B27085 Araip.B03 27085 p2 (TC)7 14 107897901 107897914 ACGAGATGGTCCACTTCCAA CCACACCCCTGAAGAAAGAG 147

Ai03B27089 Araip.B03 27089 p3 (GAA)6 18 107912139 107912156 ATGCAGGAGAAACCTCCAAA AATTGGGAAACTGGAAGGCT 249
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Ai03B27092 Araip.B03 27092 p2 (AG)6 12 107933612 107933623 GAGGGGGTTGAATCTTAGCC GGAGAATGGATGTAGGCTGC 259

Ai03B27093 Araip.B03 27093 p2 (AG)6 12 107957543 107957554 AAGAACCTGGGATTGAGAGTCA CGAAAAATCAGCGTGACAAA 240

Ai03B27094 Araip.B03 27094 c (CA)8tt(CA)7attacacat(AC)1469 107962549 107962617 TTTGTTGTCATTTTGATATTTTGGA TTGGGATGCCAATGTCCTAT 215

Ai03B27095 Araip.B03 27095 p2 (TA)8 16 107974682 107974697 TTTCCCTCGCCTCTACCTTT CTGGCTGCACCACTCTGATA 273

Ai03B27096 Araip.B03 27096 p2 (AT)12 24 107976931 107976954 AAATTAGAGGTGGTGAGGCG TAGCCGGCCTTTACTTCGTA 252

Ai03B27098 Araip.B03 27098 c (GA)8gcgaacagtgcttagctttaggcttcag(AGAA)564 107990336 107990399 ATGCACTCCCTTACGGTCAC ACTGGGTGGCAAATGAGAAG 275

Ai03B27100 Araip.B03 27100 p2 (CT)6 12 107997165 107997176 TGGTGACCTGCAATGGTTTA AAATGGTGGTGACAGCGAAG 279

Ai03B27101 Araip.B03 27101 p3 (GAA)5 15 108000348 108000362 CGGTCTTAGGTGCCATCAAT ACCCCACAGGATCAACTCAG 268

Ai03B27102 Araip.B03 27102 p2 (AG)6 12 108002424 108002435 AGGGGATTCGAATTTGTGTG CTTTTTGTTTGTTTCTTATCTTTTTCA 266

Ai03B27104 Araip.B03 27104 p3 (TTC)5 15 108018469 108018483 GCACGTTCTTTTTCGTGTCA GAAGGAGAAAGATGGGGAGG 102

Ai03B27105 Araip.B03 27105 p3 (AAG)5 15 108019473 108019487 TCTGCTGCTGCTTCTTCTTTT CGTGTTACACCCAAATTTGCTA 279

Ai03B27109 Araip.B03 27109 c (GAA)5cgacaaagctaattatgttgaagtcaatctagatccataatgcagagaagaaaaacgcgaacagaggagaagaacgaatttaattaggtt(GAA)7126 108025652 108025777 CAGAAGTGCAGATCGACGAA TGTTTTACACGCGCCTCATA 265

Ai03B27112 Araip.B03 27112 p3 (GTT)6 18 108030022 108030039 AAACTGAACAGGACACTCGGA CGCTGCTTTTCTGATGTTGA 218

Ai03B27114 Araip.B03 27114 p2 (GA)7 14 108033769 108033782 GAATCTCTGCCATTGGGTGT CTCAACCTTCAACCCTCTCG 220

Ai03B27116 Araip.B03 27116 c (A)10gaaaagaaaagaaaaatgtatatagaaaaagaaag(A)1156 108039304 108039359 TTCAAGTGTGGGAACCTTGG GGGCATTTTGTCCCCTTTAT 272

Ai03B27117 Araip.B03 27117 p2 (AC)9 18 108063757 108063774 TGGGGTTAAGGTAAGGGTGA GGGGACAAAATTATCCCAGTG 244

Ai03B27121 Araip.B03 27121 p3 (TTA)8 24 108105509 108105532 CCACGTGTTTGCTTGTCAAC GGGCCAGAGAATGAAACAAG 256

Ai03B27123 Araip.B03 27123 p2 (TC)7 14 108107876 108107889 ACCGTCGGATTTAGTCAACG GCAAAGGAACGGAGACAGAG 273

Ai03B27124 Araip.B03 27124 p2 (AT)6 12 108108805 108108816 ATTTGGCAGCAATTCTGAGG CTTCATCGGGATAGCGTCAT 209

Ai03B27125 Araip.B03 27125 c (TGG)5tcagactcagaggaaggcaggtgtagcagtgagaattgatgatgatgataacaaaactgggaagagggggcagagg(TA)10111 108123684 108123794 CCATTTGAAGGGAAGAGAGG GCATGGGAATGGCTTACCTA 232

Ai03B27127 Araip.B03 27127 p3 (CAA)11 33 108127539 108127571 TGAAGCAGACCCATCGATAA CTCATTGGCATATTGTTATTACTGTT 251

Ai03B27129 Araip.B03 27129 p3 (TCT)6 18 108129252 108129269 GAGCTCCATCTTCTCCTCCC GAAGAAGTTGGGGTTGCAGA 113

Ai03B27130 Araip.B03 27130 p2 (AG)6 12 108129737 108129748 TTGGGCTATGTTGATGTTCAAG TTCCCAAACTACCCCCTTTC 183

Ai03B27131 Araip.B03 27131 p2 (GA)6 12 108132469 108132480 TCAAAGATGCCATTGAGCAG GTCTCGGGACACGGTTTTTA 146

Ai03B27132 Araip.B03 27132 p3 (TGT)5 15 108134696 108134710 TTATCCGCTCATCAGTGCTC AATAGCCGAAAAGCCCTCTC 222

Ai03B27133 Araip.B03 27133 p3 (GAA)5 15 108135655 108135669 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 274

Ai03B27134 Araip.B03 27134 p3 (AAT)20 60 108138885 108138944 CAGGTTCTGGATCTGCTTCA TCCCCTTCCTTTCTTCCACT 190

Ai03B27135 Araip.B03 27135 p2 (AG)7 14 108139258 108139271 GAATGAGAGAGGGAGAATTTCG TTTTCAAATTTGTTTCAACTAACCA 253

Ai03B27137 Araip.B03 27137 p4 (AAAT)5 20 108148261 108148280 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 197

Ai03B27138 Araip.B03 27138 c (A)11caaa(AG)6 27 108155176 108155202 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 244

Ai03B27140 Araip.B03 27140 p2 (CT)6 12 108160059 108160070 CAAATTTAAACCCCTGCGAA CTGGGAGGTCGTGAGATCAT 224

Ai03B27158 Araip.B03 27158 p2 (AG)8 16 108193658 108193673 TCGCAGTGACAAAAATCAGC TCCTAAGGGAGAGAGGAGAGC 211

Ai03B27159 Araip.B03 27159 p2 (AT)6 12 108198123 108198134 CCACTAGGGACATGCACGTAA CGAACCTCCACGCTCTTTAG 269

Ai03B27161 Araip.B03 27161 p2 (TA)7 14 108200228 108200241 GTCCCACCGTCAATTCTGTT ACGTTAATGCCTGTTGAGCC 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B27164 Araip.B03 27164 c (AT)6aaaaaaaaag(A)1032 108218436 108218467 TGTGGGAAAAAGTGGGTTTG TACTTTGGGGCATTTTGTCC 213

Ai03B27168 Araip.B03 27168 p2 (TA)6 12 108249684 108249695 CAAAATCCAGTGAGGGTTCAA AGTGGTGGAATCTCATGCAA 278

Ai03B27170 Araip.B03 27170 p2 (GT)8 16 108253441 108253456 TCAAGGCATATGTGGTGGAA GGGCTAAGGTAAGGGTGAGG 194

Ai03B27172 Araip.B03 27172 p2 (GA)6 12 108261603 108261614 ATCCTCGTCATCCATTGAGC CTCCCTCTCCTCACGAACTG 207

Ai03B27175 Araip.B03 27175 p2 (AT)6 12 108267811 108267822 TTGAAAGAAGCTAAAACCAAAACA GAAACTCGAACCAACCCGTA 144

Ai03B27176 Araip.B03 27176 p2 (AT)6 12 108277117 108277128 TTTTTGTGCATGTTTTGTCCA CCCAAATCCAGTCCTATACCC 277

Ai03B27178 Araip.B03 27178 p2 (AT)28 56 108278218 108278273 GACAAAATAACGGAGGGCAA AAATACCAGCCGCATACACC 262

Ai03B27182 Araip.B03 27182 p2 (TC)6 12 108287403 108287414 CAAGAGAGCTCGCCAATTTC GCCTTCAGATGTAAAGCAACAA 276

Ai03B27185 Araip.B03 27185 p2 (TC)7 14 108295154 108295167 CAAGAGAGCTCGCCAATTTC GCCTTCAGATGTAAAGCAACAA 279

Ai03B27203 Araip.B03 27203 p2 (GC)6 12 108334287 108334298 CCCCATTATGTTTACGTCGG TGGGGCATAATCACATTGTC 124

Ai03B27204 Araip.B03 27204 p2 (GC)6 12 108334551 108334562 TTGGGGTTGGCTTAACTCTC ACAAATCCTCAGATCGACGC 248

Ai03B27205 Araip.B03 27205 c (AATA)7aaatact(A)1045 108337111 108337155 TTTTCTTCTTCCTCTCTTGAAAGATT GGGAACAAATAGAATGAAAATGC 213

Ai03B27211 Araip.B03 27211 p3 (AAT)5 15 108390556 108390570 TCATCATTTCACCACCAAAAA TATCATCACCATCGTCCGAA 160

Ai03B27214 Araip.B03 27214 p3 (AAT)30 90 108421002 108421091 TTGGACGATGCATCAAAAGA GTTTCAACCTTAAGTTTCTTGTAAAAT 272

Ai03B27219 Araip.B03 27219 p3 (GAC)9 27 108437122 108437148 AGTAGCACTGGCTCCTCGTC TGGTACCGTTGTTGGAGTGA 247

Ai03B27224 Araip.B03 27224 p3 (TAT)15 45 108468671 108468715 AGTTGACAGATAGTATATTGGTACCCT ACAGTGTATGCGCTTGAACG 231

Ai03B27231 Araip.B03 27231 p3 (ATT)10 30 108491830 108491859 ATGTTCATGTCATAAGAGAATGATTT TGTAAGCAGATGACCTTAGTTCC 269

Ai03B27232 Araip.B03 27232 p2 (AT)7 14 108492681 108492694 TCTCTCTCCTTTAATTCTTCTCAAAA AAACGAATTGCTTCTTAAGCG 244

Ai03B27233 Araip.B03 27233 p3 (AAT)5 15 108492853 108492867 GCATGTAGTACGCTTAAGAAGCAA TCCACAAATTTTACTTCAATTTCA 110

Ai03B27235 Araip.B03 27235 p2 (TA)15 30 108493096 108493125 TGTGGATCTTCTTAAATTTTGACTTTT TCTCTCTCCTTTAATTTTTCTCAAA 279

Ai03B27239 Araip.B03 27239 c (A)10taagggaagaaaaaaaagatcagaaagaaaaaattttcaaaatatataaaattttttaaccattgaaaaatag(A)1093 108518211 108518303 CCAAACTGAATTAAATGCACCA ACGATAACCCACTCACCTGC 271

Ai03B27240 Araip.B03 27240 p2 (TA)15 30 108532139 108532168 CTCGACCTGCGAAGTAAAGG TAGATGCAGGATGTGAGGCA 255

Ai03B27242 Araip.B03 27242 p2 (TA)6 12 108542589 108542600 GGAGAAGGATAAGGAGGGCA TTGTCTTGGCCCTAAGTTCC 169

Ai03B27244 Araip.B03 27244 p2 (AT)6 12 108551948 108551959 ACTTGTGAAGCAAAGGCCAG TCAGATGCAGGACGTGAGAC 236

Ai03B27246 Araip.B03 27246 p2 (AC)7 14 108586418 108586431 CACTCCGTCATGGTTGTGTC AGGTGTCGGAGTAGTGGGTG 130

Ai03B27247 Araip.B03 27247 p3 (TGC)5 15 108587356 108587370 GGAGAATGAAGAAGGTTTGGAA AAGGATCACAAACTTGGGTTG 213

Ai03B27248 Araip.B03 27248 p3 (TTA)6 18 108593890 108593907 TGGAATTTGGCTTGCTTTTC GCAGTGTAGCAATCAAGCCTC 112

Ai03B27250 Araip.B03 27250 p2 (TG)6 12 108600120 108600131 CTCCCATGATCAAAACTGTCAA TGTTCGGTTGATCCATTTCA 187

Ai03B27251 Araip.B03 27251 p3 (AAT)11 33 108600385 108600417 TCTTTTGCTTGAGATAAAGCCTG TTCGTCGAATTGTGCGTAGA 276

Ai03B27254 Araip.B03 27254 c (T)18(CT)21 60 108616529 108616588 TCTCCACTTCCAATGCTGAA GAATGGTCCCTACCTTGAAGC 278

Ai03B27261 Araip.B03 27261 c (A)12gtatgttgta(T)1032 108622315 108622346 GTTGCAGGTTCGAGTCTCCT TTCATGCACATGGCTAAATAGG 209

Ai03B27265 Araip.B03 27265 c (A)10gaagaaatta(AAC)535 108634678 108634712 TGGGTGAGTCAATATTCCGA TTGCTGCCACTATCGTCAAC 231

Ai03B27267 Araip.B03 27267 p2 (AC)6 12 108637165 108637176 AAACCGTAAATCGGCAGTTG CAAGGGTTCTCTTCTTCCCC 280

Ai03B27269 Araip.B03 27269 p2 (AC)7 14 108641276 108641289 CAATGAACACCCAAAGCAAA GCCAACCCTTGCATCTATCT 214
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Ai03B27270 Araip.B03 27270 p4 (TATG)5 20 108641758 108641777 ATGGAATGCCCAAAAAGAGA TTTTGAAAATTGCATCCATCA 108

Ai03B27273 Araip.B03 27273 p2 (TA)10 20 108668498 108668517 TTTGATCAAGTGGGCAAGAA ATCGCTGGTTACCTCCTCAA 171

Ai03B27274 Araip.B03 27274 c (AT)6gtatagaaagtggggaggggggcatg(TA)854 108672081 108672134 AAAAGGACAAGAGAGGTGAAAA ATCCAACAGCTCGTCGTACC 247

Ai03B27275 Araip.B03 27275 p3 (TGA)5 15 108676556 108676570 GACCAGGTTCGAGTTCTTGC TACCATCCCATCATCCCAGT 240

Ai03B27278 Araip.B03 27278 p3 (GAA)5 15 108688178 108688192 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 242

Ai03B27279 Araip.B03 27279 p3 (AAT)5 15 108690486 108690500 TTCTTGTCCTTGCTCCTGCT TCTCACCAAAATTCGAACCC 162

Ai03B27280 Araip.B03 27280 p2 (AG)8 16 108690810 108690825 TCATCATAGAATACTTGTAATTGGCT TTTCATATCTTTCATGGTTTTCAA 280

Ai03B27282 Araip.B03 27282 p2 (AC)6 12 108711916 108711927 CTCGATCCAACCAAATGACC CCTCACATGCTATTTAAGCCAA 226

Ai03B27283 Araip.B03 27283 p2 (AT)10 20 108715463 108715482 TCAATGGAACGCCCTAGAAG TTGGGGCGTAAATTTCTCTTT 253

Ai03B27287 Araip.B03 27287 c (A)11gaaaaataaaattggcgaagaaaaaataaaagaaagaaaaag(A)1063 108730469 108730531 TGGCTCTTGAAAGAATGATGAA TTTTGCTCTTGCCTTTTGGT 216

Ai03B27288 Araip.B03 27288 p3 (CAT)5 15 108760587 108760601 TTGTGTTGCGAATGTGATGA GGAAGTATCGGTGAGAGGCA 249

Ai03B27291 Araip.B03 27291 p2 (GA)22 44 108771258 108771301 CACGGAGGTTCCAACAGAGT AATGTGCCTTTGTTGTTGGG 256

Ai03B27293 Araip.B03 27293 p3 (ACA)5 15 108775849 108775863 TGATCATGACATGGTTGAGGA GGAACAACGGATCTGAGCAT 249

Ai03B27294 Araip.B03 27294 p2 (AG)13 26 108783418 108783443 GTGTCGGATGCCGTTAGAGT TTTACTTCCGGAGCCAAATG 241

Ai03B27295 Araip.B03 27295 p3 (GAA)5 15 108784082 108784096 GCGTCTGTGAAAACAAAGCA CAACAATGGTGGAATGAACG 174

Ai03B27296 Araip.B03 27296 p2 (AC)6 12 108784217 108784228 AGAAGCGTTTTGAGCCTCTG AGAAGGGAAGAGACGAAGCC 210

Ai03B27302 Araip.B03 27302 p2 (TA)6 12 108793145 108793156 TCAGCCAATTATGGTGCAAA AAATGTGATTATTTCAACATGTTTTC 202

Ai03B27303 Araip.B03 27303 c (T)10gtttttttctttttttttggtttcttttttttgtactttatgc(T)1063 108797225 108797287 TCACGAACATTTGAAGCACG TCTTATTTTCGTTTGCGTTTCA 212

Ai03B27304 Araip.B03 27304 p2 (CA)6 12 108800726 108800737 AACCCTCTTCGCCTTCATTT AGAGGAGGTTGACGGAGGAT 137

Ai03B27308 Araip.B03 27308 p2 (CT)6 12 108813706 108813717 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAGTAAGATGGGGGAGGGA 240

Ai03B27309 Araip.B03 27309 p3 (TAT)8 24 108814040 108814063 TTCAAAAATTTTCCCTCCCC CAGGTTCTGGATCTGCTTCC 268

Ai03B27311 Araip.B03 27311 c (T)10aattttttttgcta(T)1034 108823779 108823812 AAACACAAAAGTTGCTCGCC TTTTTGAATTTACAAATGTTGCG 264

Ai03B27313 Araip.B03 27313 p3 (GAA)5 15 108825039 108825053 TGCGTTCTCTCACACCAAAC TTCTTGGCCGAAACATAACC 117

Ai03B27314 Araip.B03 27314 p2 (AT)13 26 108853425 108853450 GAGGGCTAACACTACAAAAATCG TTTTAACTAAGAGGAAGTCCCAAAAA 260

Ai03B27317 Araip.B03 27317 c (T)10ataaatttctatttcatcggatacctaattatctgaaccgaaccaatccattcttaatcggtttagtttggttcgagtacatacac(A)14110 108858954 108859063 TGTTTGGATTTTAATGTGTTTAGTTTT TCGGTTTGGTTCGGATTTAC 256

Ai03B27318 Araip.B03 27318 p3 (TTC)5 15 108859195 108859209 TCTATGCTCACCCTTGCACA AGAGGAGGAGGAGATGGAGG 242

Ai03B27319 Araip.B03 27319 p3 (AAG)6 18 108860603 108860620 AGGAGGTGGTGTTGGTAACG ATTTACACTCACGCACGCAC 124

Ai03B27321 Araip.B03 27321 p2 (AC)6 12 108885363 108885374 AAACCTAATTTCCTACCCTTACCC TTCCCTTCTTCCTCCTCTCC 184

Ai03B27322 Araip.B03 27322 p2 (AG)6 12 108926778 108926789 TTCTGGGCTGTTTTTGATCC AGGAACATTGAACATGTGATTGA 244

Ai03B27323 Araip.B03 27323 p2 (AG)7 14 108934449 108934462 TTTTTGACCCAGTTTTTGGC GGAACATTGAACCTGTGATTGA 235

Ai03B27325 Araip.B03 27325 p2 (CT)6 12 108940295 108940306 CTACTTCTCTCTCTCCAATTTTCG GGAGGAGAGGGTTCGAATTA 260

Ai03B27327 Araip.B03 27327 p3 (GAA)5 15 108946435 108946449 TTTTCTCTTTCCCCTTTCCC GAGAGAGAAAGAGAGGGGAGG 170

Ai03B27328 Araip.B03 27328 p2 (AG)7 14 108949510 108949523 TCAGAGAGAGAGGGTTCGGA TGACTTTTTGTTTGTTTCTTATCTTTG 267

Ai03B27337 Araip.B03 27337 p4 (TTAA)5 20 108966638 108966657 AAACAACGCAAAATGCATGA ACGTGCAAGCCTCCAATATG 271
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Ai03B27340 Araip.B03 27340 p2 (AG)7 14 108973775 108973788 GATAGAGGAGACGGCGACAC CTCGGTCCTAGGAAGCTGTG 136

Ai03B27349 Araip.B03 27349 p2 (CT)6 12 109023765 109023776 TAACGCTAGGAATGGGCAAG ATAGGTGAGGGGTTTTTGGG 241

Ai03B27351 Araip.B03 27351 p3 (TCC)11 33 109028782 109028814 TCAAGGGTTTCCATAGCACG CCTCCTCATCTTTTGCTGCT 275

Ai03B27352 Araip.B03 27352 c (GAT)5aaaaaagaagaaa(AAG)543 109029397 109029439 TCATCATCTTCCAAGTGATTTTG TCCCTCCTCCTCATCTTTTG 215

Ai03B27353 Araip.B03 27353 p3 (GAG)6 18 109029873 109029890 TGATGATGGAGGAGAAGGAAG TCCTCCTTGTCTTCTGTTGCT 215

Ai03B27354 Araip.B03 27354 c (GAT)6gaaa(AAG)537 109030369 109030405 CCTCTTCCAAGTGATTTTGTACC CCTCCTCCTCATGTTCTGTTG 204

Ai03B27355 Araip.B03 27355 c (GGA)5aaaggaaggaggagaagaaattccaatgaaaaaagaaggaggaagaggacgaggaggaggatgtggtgttggtgacgacgataacgaaagaggagat(GAA)5cgtgtagc(AAG)5150 109032540 109032689 CACGTTAGCAACTTGATTGGA TCTTCGTTGTGCCGTTACTG 277

Ai03B27357 Araip.B03 27357 c (GAT)11aaaa(AAG)655 109040942 109040996 TCATCATCTTCCAAGTGATTTTG TCCCTCCTCCTCATCTTCTG 227

Ai03B27358 Araip.B03 27358 c (AAG)7atggtgatgatgatg(A)1046 109041511 109041556 GGAGGAGGTGTTGGTGAGAG GCAAATTTGGGTGTAACACGA 250

Ai03B27359 Araip.B03 27359 c (A)10gatgaataagaaaataaagaagaa(GAT)5gaaa(AAG)568 109041899 109041966 CCTCCTCAAAGTGATTTTGTACC CCGGGGTTTACAGTATGTGTG 262

Ai03B27360 Araip.B03 27360 c (GGA)6aaaggaaggaagagaagaaattccagtgaaaaaagaaggaggaa(GAG)6gatgtggtgttggtgacgacgataacaaaagtggagat(GAA)5cgtgtagc(AAG)6159 109045126 109045284 TGATTGGAATTAAAACAAGAATCAA CGTTCTTTGTTGTGCCGTTA 276

Ai03B27361 Araip.B03 27361 p3 (AGA)6 18 109054590 109054607 TGTCTTCCCTTTCCCCTTCT CTCTACACTCCTCTTGGCCG 202

Ai03B27362 Araip.B03 27362 p2 (AG)6 12 109056942 109056953 ATAAGATGGGGGAGGGAGAA TTTCAAAATTTGTTTCAACTAACCA 271

Ai03B27365 Araip.B03 27365 c (T)12gagaaccgaaat(TAAAA)549 109067712 109067760 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCACA 205

Ai03B27370 Araip.B03 27370 p4 (ACAT)7 28 109088177 109088204 GACGACCCGAGGTTTGAATA TGCCCTAAAAAGGGGTTTCT 257

Ai03B27371 Araip.B03 27371 p2 (GT)7 14 109088671 109088684 GCCAACCCTTGCATCTATCT CCCATTTTGCCATATTTTCAA 232

Ai03B27372 Araip.B03 27372 c (T)12cgcctaaatttttttttctttttttctc(T)1050 109088850 109088899 TGGGTTTGAGTGTGTGTGTG TGAAGCAAGAAAAAGCAGCA 275

Ai03B27373 Araip.B03 27373 p3 (AAT)5 15 109090024 109090038 GTTCTTGTCCTTGCTCCTGC TCACATCTCTGCCATCCTCA 179

Ai03B27376 Araip.B03 27376 p2 (CT)10 20 109095189 109095208 TTTGGATTGCTTCCACACAA TTTAGCTCCCGTGTCGTCTT 248

Ai03B27377 Araip.B03 27377 p3 (ATT)5 15 109098099 109098113 ACATTCCCGCCATTCAAGT GTTGTGTTGTTGGGTCGATG 280

Ai03B27380 Araip.B03 27380 p5 (TTATC)5 25 109105035 109105059 CCTGGGTGCTCCAGTGTATT CCTCTTCACAAAGAGCTCGG 226

Ai03B27381 Araip.B03 27381 p2 (CA)6 12 109116496 109116507 TCAAATTCCTTGCTCATCCC TCAACTGATGGATGGCTTCA 249

Ai03B27383 Araip.B03 27383 p2 (CT)7 14 109122054 109122067 TCTTCTCTCCTCCATTGCGT ACGCAATACACACCCTCCTC 199

Ai03B27384 Araip.B03 27384 p3 (AAG)5 15 109123517 109123531 TGACGTCCAAAAACAATGGA TTCAAGGTACGTTTCTTGCCT 149

Ai03B27391 Araip.B03 27391 p2 (TG)7 14 109135508 109135521 AGGCAATAATGGTTGCAAGG TCAGAAGCCCAAACTCCATC 181

Ai03B27394 Araip.B03 27394 p2 (TA)7 14 109140586 109140599 AACTCAAATTAATGGAATGCCC AAATAATGTGCAAATCGGACC 200

Ai03B27408 Araip.B03 27408 p3 (TTC)5 15 109176314 109176328 ACCTCACATTGAAGGTCGGA TGAAGTTTTGAGTTTTGTTAATGGA 246

Ai03B27410 Araip.B03 27410 p2 (TA)12 24 109178938 109178961 CGTAAGTAATACCGTAATGGACAAAA TTTTTCTTACATACATTTTGCTGGA 192

Ai03B27413 Araip.B03 27413 p3 (TTA)8 24 109182648 109182671 GAAGACCACCTGGCATTGTT TGATGGTAGGATATAAGGTTAATGAAA 209

Ai03B27418 Araip.B03 27418 p2 (TA)12 24 109207370 109207393 CCAGAGAAAGTTAAGACCGGG AAGTGCAGTGGGAAACAACC 278

Ai03B27419 Araip.B03 27419 p2 (TA)8 16 109212707 109212722 GCTTATCAACCTCCCCACAC TTTCCATGTTCCCTGCTTTC 277

Ai03B27423 Araip.B03 27423 p2 (CT)27 54 109259956 109260009 ATAAAAGTCAACCGCTCGCA GGTTAAGGTTTTGGATGGGG 277

Ai03B27424 Araip.B03 27424 p6 (CCCTAA)5 30 109269172 109269201 AAGCATAACCATAACCGTAACC GGGGTAGTATTTAGGATTAGGGG 232

Ai03B27425 Araip.B03 27425 p6 (CCCTAA)5 30 109271610 109271639 TCGTAACCATAACCATAACCG GGTTGGGTTAGCATTTAGGG 191
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Ai03B27426 Araip.B03 27426 p2 (CT)7 14 109276099 109276112 TGAGAATGAACAAGACTAAAAACCC TATCAGAATTCGCTGAGGGC 215

Ai03B27427 Araip.B03 27427 p3 (GAA)6 18 109279583 109279600 ATTGAAAAGAAAAGCGGTGG TTCATGGTGGTTGTGTGCTT 109

Ai03B27428 Araip.B03 27428 p2 (TA)6 12 109280302 109280313 CTCTCTGGCTAGGTGATCGG AGCCTATAACGAATTGCCCT 276

Ai03B27431 Araip.B03 27431 p2 (GA)6 12 109289451 109289462 GCAGGAATTAGAGAGGGGGA CACATCTTGGGGCTCAGAAT 274

Ai03B27432 Araip.B03 27432 p3 (CAC)5 15 109292556 109292570 TCCTCCATATCGTCGTCCTC TTCTTGATGGAGGGGTATGC 208

Ai03B27436 Araip.B03 27436 p4 (AAAT)5 20 109302543 109302562 CAATCACGATTTCATGCACC TTAACAGCCAGCCAGGATTC 253

Ai03B27442 Araip.B03 27442 p2 (TC)6 12 109329151 109329162 TCAATTTTGGAGGAACCAGG TGGATTGACTCCGACTGGAT 270

Ai03B27443 Araip.B03 27443 p2 (AG)7 14 109331971 109331984 AGGGCGAAAAAGAACACAGA GGGGCTACCTTCTCCTCATC 250

Ai03B27444 Araip.B03 27444 p2 (GA)9 18 109332498 109332515 GTGGTTTGTGGTTGATGCTG ACCCACGAAAGTTGAAAACG 225

Ai03B27448 Araip.B03 27448 p2 (CT)9 18 109343089 109343106 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 237

Ai03B27449 Araip.B03 27449 p3 (TAT)5 15 109343430 109343444 CACACAAAACTAACCAAATGCAA CCTTTTCCATCCAAGGGATT 186

Ai03B27450 Araip.B03 27450 p3 (TCT)7 21 109344189 109344209 GGGAGACTTGCTGCACTTTC CCCTTGCAGAGGTGTGTGTA 177

Ai03B27451 Araip.B03 27451 p2 (AT)6 12 109359233 109359244 ATCCATCTCAGGCATCAAGG TCAAACATCGAACTTCCAAAAA 221

Ai03B27454 Araip.B03 27454 p2 (AT)8 16 109370361 109370376 AACGTCCCCAACATTTCAAG CAAGAGCATTGTGAAGCCAA 241

Ai03B27455 Araip.B03 27455 p3 (AAT)22 66 109371703 109371768 TCGTCCAAACTCATTGAAGC TGCTGTATTGAGAAGGCCAA 269

Ai03B27458 Araip.B03 27458 p2 (AT)6 12 109394207 109394218 TTTAAACCGCAATACCGCTC GGCGCAGAAGTTACGAAGAG 249

Ai03B27459 Araip.B03 27459 p2 (GA)10 20 109406794 109406813 ATGGCTCTCTTGGAAGGGTT TCGTTCACGCCTCTGAAAAT 261

Ai03B27462 Araip.B03 27462 p2 (AG)8 16 109408233 109408248 TCATGAGAACAACAAACGCA ACAAAACCGAAACGAAACCA 262

Ai03B27463 Araip.B03 27463 p2 (CT)6 12 109408518 109408529 GGCCAACTAACACGCTTTTC GGTCGCCGTCTATTTTAGGA 170

Ai03B27470 Araip.B03 27470 p2 (CT)6 12 109417283 109417294 CCTCCCCCATTTTCTCTCTC CTGGCTGAGGAGACGAGTTC 180

Ai03B27474 Araip.B03 27474 p4 (AAAT)5 20 109430055 109430074 TCTTAAATTGGCCCAAAACG TGAAAGACGTTGAGTGGGGT 209

Ai03B27483 Araip.B03 27483 p3 (TTC)5 15 109465320 109465334 TTGTTCTGCAAGTCAATGGC TGCTATGACCCTGAAAAATGAA 226

Ai03B27484 Araip.B03 27484 p2 (AT)10 20 109476548 109476567 CCAAGCTTTCCCACATTTGA TTGATTCTTTATGTCCATGGTTTG 273

Ai03B27487 Araip.B03 27487 p3 (AGA)5 15 109503916 109503930 AAAATGTTTGCTCGTCCTCG CATCCATCTTCTCTTCCCCA 259

Ai03B27488 Araip.B03 27488 p2 (AG)6 12 109506803 109506814 AAACTAAAAGAACATTAAACCTGGGA GGCCCAAATCCAAGTACAGA 203

Ai03B27489 Araip.B03 27489 p2 (AG)6 12 109512975 109512986 CAGTCTGTAACATGGAAGGATTCA GGCCCAAATCCAAGTACAGA 279

Ai03B27491 Araip.B03 27491 p2 (AT)18 36 109520762 109520797 GACAACACCCCAAGCTCAAT ATGTGACCGGGCACTCTAAC 264

Ai03B27492 Araip.B03 27492 p2 (AT)9 18 109522260 109522277 CAAGCTTCCAATCAAGCCTC GTCCGTGGGTACAGAAAGGA 165

Ai03B27493 Araip.B03 27493 p2 (AT)19 38 109525278 109525315 GACAACACCCCAAGCTCAAT ATGTGACCGGGCACTCTAAC 162

Ai03B27494 Araip.B03 27494 p2 (AT)8 16 109531867 109531882 CAAGCTCACAAGCCTTCCTC GTCCGTGGGTATGGTAAGGA 201

Ai03B27495 Araip.B03 27495 p2 (AT)8 16 109535255 109535270 GCTCACAAGCCTTTCTCACC GCTTACGGGGCTTATTGGAT 229

Ai03B27498 Araip.B03 27498 p3 (GTG)6 18 109548118 109548135 TGGTTGACTTTTGGGTGACA TGGACCAGAAAAATCAAGTGG 258

Ai03B27501 Araip.B03 27501 c (AG)6acgccgtcatcctcgtcgccgaaaccgcgaggagcgtcgccgccgagcaccgtcaccgtgtcgttgtcttcatcgacgccagctgaagagagatgcgacg(GA)7126 109553914 109554039 TTTCCCAACATAACGCAACA ACCAAGGACAGCGACGAC 245

Ai03B27506 Araip.B03 27506 p3 (ACA)6 18 109575313 109575330 CAAAACCAAACCCATGATCC GAAGGGTGGATGAGATGGAA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B27512 Araip.B03 27512 c (A)10gg(ATA)9 39 109596761 109596799 GCACCTGGGTTCAAGTCCTA TGGGACACTCCTGAATGTGA 236

Ai03B27514 Araip.B03 27514 p2 (TA)7 14 109598734 109598747 TTCTTATGATGCAGGGGAGG TACAGCATTTTGGGACTCCA 168

Ai03B27516 Araip.B03 27516 p2 (AG)7 14 109608794 109608807 GTGTTTTGGATTCGGCTAGG TCCCCAAAAACCCATCATAA 187

Ai03B27518 Araip.B03 27518 p2 (GA)20 40 109617321 109617360 AGAGAGGGAGAGAGGGTTCG TTTTGAAAACTCCTCACCACC 259

Ai03B27522 Araip.B03 27522 p2 (GA)6 12 109641632 109641643 CACTGTCAAACCCTAGCCGT TTCTCCGTCAGAGCATCCTT 197

Ai03B27525 Araip.B03 27525 p2 (TA)7 14 109654009 109654022 CCTTTTCAGGAATCGGATGA TGACTTCATTGAAAACCGGA 254

Ai03B27531 Araip.B03 27531 p3 (CTC)5 15 109670593 109670607 CTCCGTCACTATGAACGGGT ACAACATAAAGAGGCGGTGG 139

Ai03B27532 Araip.B03 27532 p2 (AT)7 14 109676004 109676017 TCTTGCCCATCTGGCATACT AAACAAACAGGGTGGTCTCG 271

Ai03B27535 Araip.B03 27535 c (A)12tcaactcg(T)1030 109678807 109678836 GGCTACAAGGTCTCCAAACAA TGAGGATTCTAACAAGGCCG 249

Ai03B27539 Araip.B03 27539 p2 (TA)8 16 109689413 109689428 GGAGCTATCTACGGTAGCGG CCGTTTACGCTTATCCTTCG 209

Ai03B27540 Araip.B03 27540 c (AC)6(AT)10 32 109689636 109689667 AACTTGCAAAACTAAGGCCG AGAACCCCCGATTCTCATTC 188

Ai03B27541 Araip.B03 27541 p2 (AG)6 12 109701478 109701489 GGGTTCGAATTTGGTGAGTG TGTTTCCTATCTTTTTCAAAACTACC 280

Ai03B27544 Araip.B03 27544 p3 (ATT)5 15 109727157 109727171 TGGCATTCAGACCGTTCATA GGAGGCAGAGACAACCAGAG 268

Ai03B27545 Araip.B03 27545 c (A)10catagaaa(T)1129 109731281 109731309 AGACACCCCACCATGGTAAA ATGGTCGAAAATGCTGGAAG 274

Ai03B27547 Araip.B03 27547 p2 (AT)7 14 109748647 109748660 TGGTTTATCATGAGGTTTTCAGG GCTGGCTAACCAAAAATGAAA 243

Ai03B27548 Araip.B03 27548 p2 (GA)8 16 109751231 109751246 TGGTGAGGAAAAAGGTGGAG AAGCCCCTCCCTTAGATTGA 110

Ai03B27551 Araip.B03 27551 p2 (GA)18 36 109754127 109754162 GGAGGAGAGAAAGAGGGGAA TCCCCTTACTCTCGGTCATTT 194

Ai03B27554 Araip.B03 27554 p3 (TTA)5 15 109764390 109764404 AAAAATGTTGATCGTCCTGAAC CGGATAATAATAATTCCTAGATCACCA 276

Ai03B27557 Araip.B03 27557 p2 (AG)6 12 109773432 109773443 GGTGAGACGAAAGCATGTGA ATGCTCAATTTGTGGCACTG 280

Ai03B27564 Araip.B03 27564 p2 (CT)6 12 109837450 109837461 TCCTTATCTTTTCAAAATTTGTTTCA GAGAGAGGGAGAGGATTTTCG 259

Ai03B27565 Araip.B03 27565 p3 (CTT)5 15 109841836 109841850 ACACAACCCCTTCTCCCTCT CTCGGAAGTGGAAGCTTTTG 198

Ai03B27567 Araip.B03 27567 p2 (AG)6 12 109860342 109860353 AATCGGGCCATGCATACTAA GGGGGTTGAATTTATGCCTT 258

Ai03B27568 Araip.B03 27568 p4 (TCTT)5 20 109866445 109866464 TTTCCCCCTTTCTCCTCTTC CCCTTTTACCCCACCATCTT 135

Ai03B27570 Araip.B03 27570 p3 (TTA)6 18 109878026 109878043 TAAAATATTGCTCGCCCTCG TCCCCTCCCTATATATGCCC 165

Ai03B27572 Araip.B03 27572 c (GA)6aaa(AG)10 35 109886210 109886244 AGGGGGTGAACAGTGATGAG AAACGCTGACATATCTGCCC 254

Ai03B27573 Araip.B03 27573 p3 (CTC)7 21 109895231 109895251 GGTCAAGGGACCTCTTCCTC GTTTCCATGGTCTTGCGTTT 122

Ai03B27574 Araip.B03 27574 p3 (ACT)5 15 109898161 109898175 TATATGCCCGAAGGCTCATT GCTACCAGGGATTGATGACC 264

Ai03B27575 Araip.B03 27575 c (GAA)9(GGA)5 42 109912309 109912350 TGGGTTTGATGGGTCAAAAT GTCATCGCCAAATTCAGCTT 225

Ai03B27580 Araip.B03 27580 p2 (TG)6 12 109923544 109923555 CACAGGTCCAAACACAAAAAGA CCACAATCATAAGCAATACACACA 271

Ai03B27583 Araip.B03 27583 p2 (AT)6 12 109929053 109929064 AGAAGGACACTCATGCCACC GACAACTGCATGTGAGTCTTTACC 276

Ai03B27587 Araip.B03 27587 c (A)11gagtacatactttaaagtttacacagtagcactcaagcagcaaacaaaaaacaaaaaacaaaaaacaaaacaaaac(A)10caaaacaaagcaacaatctc(A)12129 109935531 109935659 TTTTTGTCCTTCCCTTTTATTATTTTA GGGACAAGACACAAAAGACAAA 272

Ai03B27588 Araip.B03 27588 c (AG)6aa(AG)11 36 109941697 109941732 TGGCAAAAACAAGTGTCAGG GGGATTATCAGAAGCACGGA 269

Ai03B27589 Araip.B03 27589 p2 (TC)7 14 109941876 109941889 TCCGTGCTTCTGATAATCCC CCTTCGAAATCCTCATCGAA 186

Ai03B27590 Araip.B03 27590 p2 (GA)7 14 109949455 109949468 AGGGGAAAAGCTCCCAAGTA GCTTCTGCAAAACCAACAGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B27591 Araip.B03 27591 c (T)11gcttgttccaggcctaggttctggtggattaccaaaaaaattgtaaaaataacaaatataatagtcaaaattg(TA)798 109953053 109953150 TTGCCAGAGATTTAGCTGGG ACTCTTCAATCCATCCGGC 165

Ai03B27592 Araip.B03 27592 p2 (CT)7 14 109953641 109953654 CACACATTTAATGGGAAGGGA CCAAATCAAAATTATGGGCCT 140

Ai03B27595 Araip.B03 27595 p2 (AG)17 34 109961377 109961410 CGTTTAATGCTAGTATATTCGGGA TGAAATTGTGTCCCTCCACA 246

Ai03B27597 Araip.B03 27597 p2 (TG)6 12 109967649 109967660 TGATCGTTATAAAAACAATGCCA TCCGCATTTACATCATTAGAAGAA 225

Ai03B27600 Araip.B03 27600 p2 (TA)6 12 109970633 109970644 CATTTCCTTCTGAAAAATGGTCA CCCTTAATCACAGCTTTCGC 280

Ai03B27601 Araip.B03 27601 p2 (TA)9 18 109972519 109972536 AACCATGTCAAACATAACGTACAA AAAAGTTTTGCGCCAGAATC 280

Ai03B27602 Araip.B03 27602 p2 (AT)8 16 109973638 109973653 TCAAGGGACCGTTAAATCCA AGGACGAGACTCAGCGACAT 216

Ai03B27606 Araip.B03 27606 p2 (TA)6 12 109995007 109995018 CTTGTCAGGTTTCGCAGTCA GGCCTCCTAGCATTCCTCTT 160

Ai03B27609 Araip.B03 27609 p2 (CT)15 30 109997329 109997358 CAAGAGTACCGGCGGATTTA AGCTTCAGCAACGAGGAGAG 206

Ai03B27610 Araip.B03 27610 p2 (TA)8 16 110002029 110002044 TTAGCCTCCACCATCCTACG CCCTAAACCAAATTGAACCC 250

Ai03B27617 Araip.B03 27617 p2 (AG)7 14 110028631 110028644 TGATCAGAATCTCATACTGACAACAT GAAATAATCAGGATACACACAACCA 264

Ai03B27618 Araip.B03 27618 p2 (AG)7 14 110031555 110031568 TGATCAGAATCTCATACTGACAACAT GAAATAATCAGGATACACACAACCA 264

Ai03B27625 Araip.B03 27625 p2 (AT)7 14 110045938 110045951 GCTTGTTCCACATACAGCCA TGTGAGTGCAATGCATCCTT 173

Ai03B27626 Araip.B03 27626 p2 (AT)9 18 110047511 110047528 TGTTGGCTCCTGAAAGAATG TTGGCTTTTTCTGCTTGCTT 187

Ai03B27627 Araip.B03 27627 p2 (AT)8 16 110047631 110047646 ATGAGAGAGACCGAGCTCCA GACAAAAATATCCTTTTAAATCAATCA 240

Ai03B27629 Araip.B03 27629 p2 (AG)6 12 110057361 110057372 TGTTATTTTGGCACAACCGA CTGAAGTGGCTTCGTGTGAA 241

Ai03B27631 Araip.B03 27631 p2 (AG)8 16 110064235 110064250 CGAAAATCAGCGTGACAGAA GGAACATTGAACCTGAAATTGA 277

Ai03B27632 Araip.B03 27632 p3 (TCT)5 15 110070485 110070499 GCTAGGGGCCCAACTGTATT GTAAGTAGCCGGAGACGGTG 245

Ai03B27634 Araip.B03 27634 p2 (AT)9 18 110077598 110077615 CCATGCTAAAACTTCAGGCG CCCTCGTCATTTATTGTTCTGG 236

Ai03B27636 Araip.B03 27636 c (GT)6gagtaggtgagagcttaggttaatcaaatattcaatttatagctctcttagcc(AT)1697 110085653 110085749 TCAATGCACATGTGGTGAAA TTTCAAGGTTGTAGTGGGGC 228

Ai03B27637 Araip.B03 27637 c (AG)7gctaggctctctcctctctctaggttttaggatttaggat(TTC)569 110086839 110086907 TTTCTGGGCTGTTTTTGACC GGAACATTGAACATGGAATTGA 219

Ai03B27638 Araip.B03 27638 p2 (GA)6 12 110115556 110115567 AGAGAGGGAGAGAGGGTTCG GAAAACTCCTCACCACTTTTTCA 243

Ai03B27639 Araip.B03 27639 c (T)12ggtttttatgattttattaattttttgtattttttgaaaatattttg(A)1069 110116721 110116789 AAAAGATGCAATTGACACCAAA AATTTTTGGACCGGAGCTTT 201

Ai03B27640 Araip.B03 27640 p2 (TA)8 16 110127802 110127817 TGCCTTTTGAATCTTCTGGC TGTGCAAGTTAGAGCACCGT 230

Ai03B27642 Araip.B03 27642 p4 (TATT)6 24 110138419 110138442 ACATGCCATCATCATGAACC TGAGCAATAAGTGATCGGCA 211

Ai03B27647 Araip.B03 27647 p3 (TAT)6 18 110160222 110160239 ATGCAGGATCTAAAGCAGCC TCCATGTGATAAGGGCTTCC 163

Ai03B27651 Araip.B03 27651 c (A)10gaagaag(A)1027 110175423 110175449 TGGAAATATTGGGAATTGGG TTATTGGACCTTGCTTTGGG 222

Ai03B27652 Araip.B03 27652 p3 (GAA)5 15 110184441 110184455 GCGTTTCTCCTCCTCCTCTT TCCACCTCCTCATCTTCTGC 237

Ai03B27654 Araip.B03 27654 p3 (ATT)12 36 110187049 110187084 CATATTTCCCGGAAGCTTGA AACGTGAGCTCGCCATATTC 276

Ai03B27659 Araip.B03 27659 p2 (GA)6 12 110196439 110196450 AGTGACCACGAACACGAACA GCCGATAAATCCAACGGTAA 238

Ai03B27661 Araip.B03 27661 p2 (TA)6 12 110197835 110197846 TTTGGTTTTGAGAAGGGGAA TTCATTGGCTCTTCATACTTTCTC 224

Ai03B27663 Araip.B03 27663 p2 (TC)9 18 110207498 110207515 AATGCACCCATTCAAAGAGG CACTGATCAATTCAAGTGCTGG 205

Ai03B27664 Araip.B03 27664 p2 (TC)8 16 110214629 110214644 CACCCATTCAAAGAGGGCT TGTCCCTTGTTTGGATCTTTG 279

Ai03B27665 Araip.B03 27665 p2 (AT)10 20 110215418 110215437 TTCAACCAATTGGGGTGGT CCCTTATTTTGGTAGTTGCACA 276
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Ai03B27668 Araip.B03 27668 p3 (TCA)6 18 110250312 110250329 ATGCTTGCTTGCTAGCTTCC GACCCCACTCGTTTTGAAAG 216

Ai03B27670 Araip.B03 27670 p3 (AAT)5 15 110257371 110257385 CCCCTTGTTTGGATCTTTGA TTTTGTTCTCTTTTGTTGCCA 244

Ai03B27673 Araip.B03 27673 p3 (AAT)5 15 110266017 110266031 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 237

Ai03B27674 Araip.B03 27674 p2 (AG)6 12 110266360 110266371 TGAGGAGGGTTGAGATGTGA TCTTTTCAAAATTTGTTTCAACTACC 279

Ai03B27678 Araip.B03 27678 c (T)10agcctaaatttatattttcatttgcattgcttttctttcatttctgtcaataaccattatgatctttaattttcc(T)1297 110274187 110274283 GCACTGGCTACTTTCCTTGG AGCATCCCAAAGAGGAGAAA 279

Ai03B27681 Araip.B03 27681 p2 (GT)6 12 110297148 110297159 CAAGCATGCATGTATCTCGTTT GGAATGAGAAAATGAAAAATCACC 278

Ai03B27685 Araip.B03 27685 p3 (ATG)5 15 110301930 110301944 GTTGGAGGCTTGGAGCATAG CACTGCCTTTCTGGGTCATT 261

Ai03B27686 Araip.B03 27686 p2 (AG)6 12 110306159 110306170 CAGAAAACACTGGGGGTGAT TGGCAACATAAAGTCATCAACA 279

Ai03B27690 Araip.B03 27690 p3 (GAA)5 15 110315095 110315109 AAGCCCTCTCACACCTTCAA TCAGAAAATCCAGGTTTGGG 222

Ai03B27697 Araip.B03 27697 p3 (GAA)6 18 110338844 110338861 CCAGTTTTCTTCCAAGCGAG TAAACATGCTCACCGCTCAC 269

Ai03B27704 Araip.B03 27704 p2 (TA)10 20 110342864 110342883 GGTGGTAGGGTATTACGACCTC AACCCCTGATTCTCATTCCA 276

Ai03B27705 Araip.B03 27705 p2 (AT)6 12 110344674 110344685 TCCACATCCTACCACAATCAA GCCAAGGTATGGTTTTGGTTT 280

Ai03B27708 Araip.B03 27708 p3 (TTA)6 18 110349171 110349188 TGCACGATTTTGAAAGATATAAAGA CGAAGAAACAGACTGAAATTAATGA 160

Ai03B27710 Araip.B03 27710 c (T)10agtaaccatataaaaaatagataaattacatgtaactgaattaataaaatctatcataataaattaaatgtatgtgataagtg(T)11104 110350763 110350866 TTGGCACAAAACAACATTGG TCAACTCAGCACCATATCTAGCA 256

Ai03B27712 Araip.B03 27712 p2 (CT)14 28 110352773 110352800 TTGAAACCCCATTCATCTCC GCCTCTCTCCAACTCCACAG 256

Ai03B27716 Araip.B03 27716 p4 (AATA)6 24 110381351 110381374 CCTCAATTTTTCGAAATTCTCC CCAATGGAGGGTATGCAGAT 232

Ai03B27717 Araip.B03 27717 p2 (AT)11 22 110411970 110411991 CGAAATGTCACGCTTCTAGC TCGCCTTTAGAGGGAAAGAA 257

Ai03B27718 Araip.B03 27718 p2 (CT)6 12 110414873 110414884 GCGTCTAGTAGCAGGGAGGA GAAGAGAGAGAGATCGGGCA 124

Ai03B27719 Araip.B03 27719 p2 (TC)6 12 110418531 110418542 ATGCGAAAGGAAAGCAGTTG CAACCAGTACGGCACACAGT 260

Ai03B27723 Araip.B03 27723 p3 (AAT)11 33 110424192 110424224 CGACACAGAGAGAAGAAAATGG TTTGTCAAAATGAGATCAGATAAATTG 210

Ai03B27726 Araip.B03 27726 p2 (TC)6 12 110429931 110429942 CAGGACATCGACACCATCAC ATCACCAACACCTCCCTCAA 203

Ai03B27729 Araip.B03 27729 p2 (TC)6 12 110433931 110433942 CCCACTCCTCACCAAACACT TGTGGTTGGGCAGAATGTTA 129

Ai03B27730 Araip.B03 27730 c (AG)6(TG)9tttcagaa(TG)6gggaatggaacctgaaacttgttgagagaa(AG)692 110436344 110436435 CTTTCGTCCAAGCTCCTTTG ACCCTCTTTTGTCCCCAATC 196

Ai03B27731 Araip.B03 27731 c (AT)8(A)10 26 110438034 110438059 AAAATATCACACCGCCTTCG TCAATGTGCAATGTAGGCAAA 166

Ai03B27733 Araip.B03 27733 c (T)10aaataaaaacaagatgtgacatttgcaggga(T)1556 110441539 110441594 TAGGCTCAACCGCTAAGCTC TCGACGTGGTACTCCATCAC 269

Ai03B27735 Araip.B03 27735 c* (TG)8(GTGC)5* 33 110468283 110468315 ACTGAGCGTGCTGGTTTCTC TCGCACTCAAAAGCGTTAAA 228

Ai03B27737 Araip.B03 27737 c (GT)7a(AT)9 33 110470694 110470726 TCAACGAAAACGTGGATGAA CAAATGCTTGAATGCTGGAA 245

Ai03B27738 Araip.B03 27738 c (A)12g(A)10 23 110472727 110472749 TAGACGGCCCAGAGTTTTGT ACCCTAAACCCTTCTGCCAT 219

Ai03B27739 Araip.B03 27739 p4 (AAAT)5 20 110472964 110472983 ATGGCAGAAGGGTTTAGGGT TCTGGAATAAACGAAGCAATCA 269

Ai03B27741 Araip.B03 27741 p3 (AAT)5 15 110474197 110474211 TGATTACAATCCCAGCGACA TGCCCTTTCTGTGGTTTTTC 261

Ai03B27742 Araip.B03 27742 p3 (AAT)5 15 110477821 110477835 TGGTCATTGCATTGGATCTC TTTGGCTAACCAAGTGTGGG 183

Ai03B27744 Araip.B03 27744 p3 (GAA)5 15 110478801 110478815 TGTTCCATTACCGCTCACTG TACAGGTCACTTTGCAACCG 237

Ai03B27747 Araip.B03 27747 c (T)10atta(T)12 26 110487419 110487444 TTCAACGATAAAATCGGCCT CAATGAGATTGTGTTGCCGT 201

Ai03B27749 Araip.B03 27749 p3 (AAT)5 15 110490216 110490230 CAATGCCAAAGAAACCAAAAA CATGTCAACATCCATGAATCC 276
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Ai03B27751 Araip.B03 27751 p2 (CT)6 12 110504278 110504289 CCTCCTCATTATTTTCTTCCCC TTGCAACAATCCACAAGCAT 262

Ai03B27752 Araip.B03 27752 p3 (CTT)8 24 110516038 110516061 ATACCAACCACCCCATCAAA TTGCTTTTGAAAGAATGGGC 121

Ai03B27753 Araip.B03 27753 p3 (TCA)5 15 110523306 110523320 TCTTTGGGAGAAGGAGGGAT GGAGGATGGCAAGATTGTGT 219

Ai03B27755 Araip.B03 27755 p3 (TAC)8 24 110530775 110530798 TCACTCTAGTCTGGGACCCATT CAGAGGGTCAAAGCGACTTC 196

Ai03B27756 Araip.B03 27756 p3 (AAT)5 15 110533504 110533518 TGAGATTGGTGAGCAAATGG CTCTTCTCCGATTCCCCTTC 280

Ai03B27758 Araip.B03 27758 p2 (CT)6 12 110546047 110546058 CCCCTCTCTCCCTTCAATTC GAGGAAGAAGCTGTCGATGC 258

Ai03B27765 Araip.B03 27765 c (T)12atatttttgttaagagagtaaaacaagaagaattatgagaaagtaaaaca(AGG)577 110564011 110564087 GGAGCATTGTTTCGCATATT TCAAAACAACTCCTCCTCTTCTT 229

Ai03B27776 Araip.B03 27776 c (CT)6t(TC)9 31 110583674 110583704 CTCCCCTTCCTCACTCCTCT GGTGTTCAAATTCGGCAACT 273

Ai03B27777 Araip.B03 27777 p3 (TAT)5 15 110586460 110586474 AAGGAGGTTCATGCAAGTGG GGAGCCAGGTACACTAATCCA 212

Ai03B27778 Araip.B03 27778 p2 (TA)10 20 110591492 110591511 GGTCCGGGTAAGATCAGGA CGTGGGTGATTTCTCTTCGT 239

Ai03B27779 Araip.B03 27779 p2 (TA)9 18 110591700 110591717 GGTATCCAAGGCTTTGAGCA GCTCTTGTTGGTGAGCATGA 155

Ai03B27780 Araip.B03 27780 p3 (TCA)5 15 110594902 110594916 AGGCTCACTCGAAATCAACG CCCCCAGAGATAAAATTTGC 253

Ai03B27783 Araip.B03 27783 p3 (GAA)5 15 110630158 110630172 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 231

Ai03B27784 Araip.B03 27784 p2 (AG)7 14 110634105 110634118 GCAGAGATGTGGGATGAAGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai03B27795 Araip.B03 27795 p3 (AAT)6 18 110683133 110683150 TGGAAGGATCAACAGAAGCC GCCTCCAAATTTCTGATGGA 221

Ai03B27796 Araip.B03 27796 p2 (CT)9 18 110684984 110685001 AAGTCCTACCCTCTTCCCCA GGGGGCTGAAGTGTTTATGA 210

Ai03B27799 Araip.B03 27799 p2 (GA)6 12 110698991 110699002 GTTCGATTTCCCCTTCAACA GATGCGCATGAGGAGGTATT 252

Ai03B27800 Araip.B03 27800 p3 (AGC)5 15 110713106 110713120 TAGATGACAAATCACGGCCA CCTTGCTTCTCCCTGTTCTG 152

Ai03B27801 Araip.B03 27801 p5 (AAATT)5 25 110718591 110718615 GAAATTCGAACACCAAGAGGA TTTCGAAAATCCCTTCCCTC 262

Ai03B27802 Araip.B03 27802 c (A)10ccttgataatggggat(GA)944 110725513 110725556 TCCACAAGCAAATCATAAGGAA TCTTTCTTTTCCCCAAATCC 269

Ai03B27806 Araip.B03 27806 p5 (AAGAT)8 40 110771775 110771814 GCCCAAATAGAGGAACACGA ACCTGGCTGCTCCAGTGTAT 196

Ai03B27807 Araip.B03 27807 p2 (TC)8 16 110778924 110778939 GGCCCAGATCCAAGTACAGA AAACCTGGATTGAGAGTCGC 188

Ai03B27808 Araip.B03 27808 p3 (CAT)6 18 110781743 110781760 TGAAGAAGTCGGTGCAACAG TGAAGGAGCAGGTTCGAGTT 170

Ai03B27811 Araip.B03 27811 p2 (AG)6 12 110831409 110831420 TTGGGAGGAAAAGTGGTTTG ACACCAGGATTGGCAAAAAG 269

Ai03B27812 Araip.B03 27812 p2 (AT)8 16 110837344 110837359 AGTGAAACTGGCCAAAATGC AGTTATGGCTCCCGAAAGGT 168

Ai03B27814 Araip.B03 27814 c (A)10gcttatcattttaccacaccaaacttagaattttgctcgccctcgagcaagagaagaaagaaaagat(GAA)695 110852514 110852608 CGGTCTTAGGTGCCATCAAT AAACACACCTTCCCCTTCCT 152

Ai03B27817 Araip.B03 27817 p2 (AG)6 12 110858818 110858829 GGAGAAGGAGGGAATTTTCG TTTCTTAACTTTTTCAAAACCACC 216

Ai03B27818 Araip.B03 27818 p2 (TA)10 20 110872993 110873012 GTTTTTCAGATGCAAGGCGT AAGCACAACACTCCGATCAA 268

Ai03B27819 Araip.B03 27819 p2 (AT)11 22 110875801 110875822 GGAAACCCAAAAGAAAACCC GTTCTCACCCATGCGAATTT 257

Ai03B27821 Araip.B03 27821 p2 (TA)6 12 110891553 110891564 TTGCTTTGGGGAATTTTGTC TGATTTTGGGAAGATGGGAA 274

Ai03B27823 Araip.B03 27823 p2 (AC)6 12 110892647 110892658 AAGGAAGCATGGATTGTTGG TTGTTTGGTTGCCCTAACCT 233

Ai03B27825 Araip.B03 27825 p2 (AC)7 14 110898629 110898642 AAGGAAGCATGGATTGTTGG TTGTTTGGTTGCCCTAACCT 234

Ai03B27828 Araip.B03 27828 c (A)10tatttgatttttaaaaataagataagataggataaaaataa(T)1061 110921178 110921238 AATCTCCTCTTCCTGCAACA TTGCAAACGTGTGCCTTATT 271

Ai03B27829 Araip.B03 27829 p2 (AT)6 12 110945616 110945627 AGGAGGAAGGAGAAGATGGTG GCCTTCTATTTCCGTTGTGG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B27830 Araip.B03 27830 p3 (CTT)6 18 110957418 110957435 CCTTGGCATCACGCTTGTA ATCGTCTTCTGCTTTTGGGA 252

Ai03B27831 Araip.B03 27831 c (GA)6cgttctttgagagagatgtaaaaaaactcaggaaagatgaacactagaatagttcttctgaatatttttgttctttagatgtgatc(T)13111 110957698 110957808 GGCGAGTGTGACTGAGACAA CTCCTCCATAAACCCTAATTTCT 241

Ai03B27833 Araip.B03 27833 p2 (GT)6 12 110961692 110961703 TCCCTTCTCCTCTCATCCCT GTCACTCACCTCACCGCAC 122

Ai03B27834 Araip.B03 27834 c (TTC)5ttgctgcacgttcttcttcctcttcttctttcgttatcgtcgtcaccaatacca(CCT)584 110962869 110962952 CGGAGTTTTACCGATTTCACA GGAGGAAAAGGAAGGAGGAG 222

Ai03B27835 Araip.B03 27835 p3 (CTT)5 15 110963342 110963356 TCTTCTCCCTCCTCCTCATCT TGCTTCCTCTAATGCTGCAA 280

Ai03B27837 Araip.B03 27837 c (CTT)5tt(TCA)5 32 110964314 110964345 TCTTCTTCTCCCTCCTCCTCA TTGAACGAATGTAAGTTCATCATC 224

Ai03B27841 Araip.B03 27841 p3 (CTT)5 15 110968792 110968806 GATACTCGCTGGAATTGGGA AATGGTGAGAGGCTTGTTGG 243

Ai03B27845 Araip.B03 27845 p3 (AAG)5 15 110982019 110982033 CACATCCTTTTTCTATTTGTTGGA TTGTGATTACATAAAAGAATTTTGCT 245

Ai03B27846 Araip.B03 27846 p3 (TAC)5 15 110983035 110983049 TAATGCTTACAGGCCCCAAC GGATGTGAGCAGCAGCAATA 253

Ai03B27848 Araip.B03 27848 p2 (CG)6 12 110992691 110992702 GAGATAACCAGCAAGCCTCG TTTGTGCAAACTCCAATCCA 118

Ai03B27850 Araip.B03 27850 p5 (AAAAT)5 25 111003100 111003124 CCCCAATTGAATCTTTGGTT TGGGGTAATTTTGTCCCCTT 268

Ai03B27851 Araip.B03 27851 p2 (GT)6 12 111003301 111003312 GGGGACAAAATTACCCCAAT CAATGCAAACATCATGAGGAC 274

Ai03B27853 Araip.B03 27853 p3 (TCA)5 15 111010438 111010452 GAGTGCACGCAAGTTGAAAA AGAGGAATGTGAAGACCAGCA 220

Ai03B27854 Araip.B03 27854 c (TAC)27tgt(TGC)6102 111018942 111019043 ACTATTCAAGAGCGAGGGCA GATGCTAGCAGCAGCAACAA 250

Ai03B27856 Araip.B03 27856 p3 (AAG)5 15 111029647 111029661 TTTTGGATCAGACAACGTCA ATTTGGACTCGTTGTCCTGC 240

Ai03B27857 Araip.B03 27857 p3 (GAA)5 15 111030057 111030071 CAGTGCAAGTGAAGACCCAA TCTGATAATGCAACACGAGGA 173

Ai03B27858 Araip.B03 27858 p3 (CCA)5 15 111033588 111033602 GGCGGTCCAGTTATTTAGCA GGGGTGTCCACTGTGCTAGT 250

Ai03B27859 Araip.B03 27859 p2 (AC)8 16 111037873 111037888 AAAATCGCGAGCGATAACAC GACCTAAACTTTGCGGGTCA 158

Ai03B27864 Araip.B03 27864 p2 (AT)7 14 111052538 111052551 TGCTACAAGCCAAAGTCACG CAAAAATAGCAACCTCTCCCTT 253

Ai03B27865 Araip.B03 27865 p3 (ACA)5 15 111052812 111052826 GGACAAGTATTGCAAACCAGC ACCGATGTTGTTCATTTGGG 241

Ai03B27866 Araip.B03 27866 p2 (CT)9 18 111053408 111053425 GGAATTGACACTCCTCCGAC TTGTTCGGCTACCAACCTTC 131

Ai03B27871 Araip.B03 27871 p3 (AAT)9 27 111059585 111059611 ATGCATCGCTTTCGTTTCTT TTCCCGATATTGTTATTCCATTG 251

Ai03B27874 Araip.B03 27874 p3 (GAT)5 15 111066651 111066665 CCGTGACACCCAGAGATTTT TTTCGTGATCAACGGAGTAAA 170

Ai03B27875 Araip.B03 27875 p3 (TAT)5 15 111067564 111067578 TTGTATTACCTTAAAATCGGGTCAA TGTTGTTCCTATCCAAGTTTTTCA 260

Ai03B27876 Araip.B03 27876 p2 (CA)8 16 111068646 111068661 CTTCTTGTTTCTTGGGCCTG CCGAGTTTGAGGGGGATATT 164

Ai03B27877 Araip.B03 27877 p2 (AG)6 12 111075763 111075774 AAGTACGGACGGCGATAATG CCTCACTTACCGTGGCTACC 263

Ai03B27878 Araip.B03 27878 p2 (TA)6 12 111080225 111080236 GCAGAGGGGATCATGGATTA ATCATGGGCATCTCTCTTGC 198

Ai03B27880 Araip.B03 27880 p4 (TATT)5 20 111083794 111083813 TTTTTGCGTTACAGCACCAC TTTTGTTAAACGGGAAAGGAGA 145

Ai03B27884 Araip.B03 27884 p3 (TTC)5 15 111100864 111100878 CCTGTGAGGGGCTACAGAGA GGGTGAAAAAGAATGTGCGT 228

Ai03B27886 Araip.B03 27886 p2 (TA)7 14 111102760 111102773 AACAAACCTACACAAGTCATTGAA CTGGAGCAAGGCTTTCTGTC 268

Ai03B27888 Araip.B03 27888 c (CTT)5cccttccaccttctttttcttccctttccccttctttttttttctc(T)1071 111110326 111110396 ATGGAAACAGAGGCTGATCG CTGAGAAAATAGTTCGCGCC 258

Ai03B27889 Araip.B03 27889 p2 (CT)10 20 111110725 111110744 GGCGCGAACTATTTTCTCAG TGGGCTGGGTAGAGAGAGAA 250

Ai03B27894 Araip.B03 27894 p2 (TA)6 12 111175767 111175778 TTTCGCACTTTTTAAATTTGACC GCGCATGTTATTTTATGCATTT 279

Ai03B27895 Araip.B03 27895 p2 (AT)6 12 111175984 111175995 CATAAAATAACATGCGCGTTC ATCCATGTGCAGCCCTAAAC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B27896 Araip.B03 27896 p2 (CA)8 16 111176966 111176981 AGCAGCCAGACCAGCTACAT CCAATTGCGTTGATTGCTAA 245

Ai03B27897 Araip.B03 27897 p3 (TTA)5 15 111177704 111177718 AGAAAAGGGACATGGAGCCT AAACAAACAAACAAGCCATGC 215

Ai03B27901 Araip.B03 27901 p2 (AT)27 54 111207895 111207948 CAAACAAGTCAAGAAGCACCA AAGCGAGGAATTTGGGATTT 274

Ai03B27906 Araip.B03 27906 p2 (CT)7 14 111256727 111256740 TGCATGCAACAATCACAAAA CAAAATTGGGCCAAACAAAC 229

Ai03B27907 Araip.B03 27907 p2 (AC)6 12 111262126 111262137 TTGCCAGAAGCTGACACATC GGATCATGGTGGTTTAACGC 250

Ai03B27912 Araip.B03 27912 p2 (CT)8 16 111274077 111274092 GAAAACTCCTCACCACTTTTTCA GAAGAGATGAAGAATTCGAACACA 268

Ai03B27921 Araip.B03 27921 p4 (TAAA)6 24 111303736 111303759 CTGACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 245

Ai03B27925 Araip.B03 27925 p2 (TA)16 32 111317180 111317211 TTTTGTACGCCTATAAATAGAGTCTGA TCTCGTGCTGATAACGTGTTG 273

Ai03B27926 Araip.B03 27926 c (TC)7(TA)7 28 111322561 111322588 GGGTTCATATACGAGGCATGA CGTTAAAGCAAAATCGTCGAG 278

Ai03B27933 Araip.B03 27933 p2 (AT)14 28 111409259 111409286 TGGGGTAATTTTGTCCCCTT ATGGGAAGATTGTGGGAACA 216

Ai03B27936 Araip.B03 27936 p2 (CT)6 12 111423477 111423488 TCTTGCGATTTCTTATGAATCAA AAAAAGGGGGAGATATTTTCG 273

Ai03B27937 Araip.B03 27937 p3 (TTC)6 18 111424731 111424748 TCCTCTTAGCCGAAACCTCA AGTGGTCTTGATGGGCTTTG 259

Ai03B27939 Araip.B03 27939 p2 (AT)6 12 111441274 111441285 TCTCAACACTCCTGCATTTCA CCACACCATTAGGCTCAAAA 246

Ai03B27942 Araip.B03 27942 p3 (TGA)5 15 111466826 111466840 CCATGGAAGCTTTCACGTTC CCGAAGGCCATTAAGGAAAT 182

Ai03B27948 Araip.B03 27948 p3 (AAG)6 18 111479500 111479517 GGCCTTGTCCAAGAGCTAAA ATTTGGACTCGTTGTCCTGC 203

Ai03B27949 Araip.B03 27949 p3 (AAG)5 15 111479925 111479939 TTTTGGATCAGACAACGTCA CTCACCCAAGCATTTGGACT 228

Ai03B27950 Araip.B03 27950 p2 (AT)11 22 111480194 111480215 GAAACTCGAACCAACCCGTA TTGAAAGAAGCTAAAACCAAAACA 154

Ai03B27951 Araip.B03 27951 c (A)12tagaagaagcgtgaaaaaagaaaaaaagtg(A)1052 111481136 111481187 GGATGAGATGTTGTTGTTGGTG GCACTTTGAACTGCAACGAT 272

Ai03B27955 Araip.B03 27955 p3 (TCT)5 15 111489038 111489052 TCCTCGTTGCTTCCCTTTTA AAGCCTGAGAAGCCATGAGA 269

Ai03B27956 Araip.B03 27956 c (T)12aaaataaattcaaatccaactacatataatattactatagttgtatgtgtatattatta(T)1283 111489239 111489321 CCCTTTTGGATGCAGTTGTT AACATTGTCAGAGGATCCCG 252

Ai03B27957 Araip.B03 27957 p4 (AAAT)5 20 111493987 111494006 CCCCCTTCACTTTAGCATCA AATGGCGTACTGATTTTCGG 268

Ai03B27958 Araip.B03 27958 p3 (GAA)7 21 111500360 111500380 TGAAGGTGAAGAAGGGATGG AGAAGGCCCTCAAGAAGAGG 130

Ai03B27961 Araip.B03 27961 p3 (ACT)5 15 111510994 111511008 AATATGCCCCGACTCACAAG ATCACGGGTGTGTCTGATGA 220

Ai03B27967 Araip.B03 27967 p2 (AG)7 14 111529434 111529447 CTGAGCACATAGCCCAGGAT TCAATTAAACAATGCAGCCG 266

Ai03B27968 Araip.B03 27968 p2 (CA)8 16 111529588 111529603 CTGCCTTTGCAACAATTGAA GTTCGTAGCAATAGCAGGGG 226

Ai03B27969 Araip.B03 27969 p4 (CATG)6 24 111529908 111529931 TGAAAATGGGATTGCAGTGA CGGCGCAGACCATTTATTAT 258

Ai03B27970 Araip.B03 27970 p4 (TATG)7 28 111544257 111544284 AAAACTTGCAGGCATAACCG GGGACACCACACCACCTATT 208

Ai03B27971 Araip.B03 27971 p3 (TTC)7 21 111545270 111545290 TTCAATTTGGTTTGGGCTTC GACCTCTCGAGCCAGACAAC 158

Ai03B27972 Araip.B03 27972 p2 (CT)9 18 111546195 111546212 ACGTGGACAAGAAAGCCACT CAGAAGAGCCTGAAAAACGG 224

Ai03B27973 Araip.B03 27973 p3 (AGA)6 18 111546767 111546784 TGATGATGCCCTAGTTGCTG CATCATCATGCATCGACCTC 215

Ai03B27974 Araip.B03 27974 p2 (AG)13 26 111547094 111547119 TCTTCGGAAACAGCTTCGAT GCATCATCACTTGCGACATT 212

Ai03B27977 Araip.B03 27977 p2 (GT)8 16 111562272 111562287 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 234

Ai03B27978 Araip.B03 27978 p2 (TC)6 12 111566661 111566672 TTCGAAAACTCCTACCCACTTT TGAAGAAGAGGGGGTTCAAA 242

Ai03B27979 Araip.B03 27979 p3 (AAG)6 18 111572051 111572068 TAAAATGTTTGCTCGTCCCC CACTCACATCCATCCCCTCT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B27980 Araip.B03 27980 p2 (TC)9 18 111594067 111594084 ACTGAACTGATCAAACCGGG TGGAATCAAAGGAGTGAGGG 156

Ai03B27981 Araip.B03 27981 p2 (TA)8 16 111595212 111595227 CCATAACTTGGCTTTTGGGA TCTACGAAGCTAAGGCTGGC 203

Ai03B27982 Araip.B03 27982 p2 (TA)7 14 111606469 111606482 ATTTGCACCCTATTTTGGCA TTTCGCCCTCAAAAATTGAT 255

Ai03B27988 Araip.B03 27988 p3 (GTA)6 18 111628160 111628177 ATCGCACCTGCAAAAATACC AGGCAATCCAACCAAATCAG 126

Ai03B27991 Araip.B03 27991 p4 (CATA)6 24 111640663 111640686 ACGCGACCTGCAATGTTAAT ACCTCGTTAAGCGTCTGGAG 250

Ai03B27994 Araip.B03 27994 p2 (AT)15 30 111655851 111655880 GCGTATCCCCAAGCTCAATA GCACTTTAACTTCCCGGGTT 147

Ai03B27995 Araip.B03 27995 p2 (TA)8 16 111659649 111659664 TCATTGGAATGGTCTGGTTG TGTTGCAGTAAAGGGAGACAGA 273

Ai03B27997 Araip.B03 27997 c (ATA)6gcaattataatatttagtgtc(AAT)657 111677082 111677138 TGAAACTGCTCGTATGCTGG AAAGCCGATGTGAATGAACC 266

Ai03B27999 Araip.B03 27999 c (AAT)20(CAT)20120 111679332 111679451 CATGCTAAATTGTGGCACATAG GCGGACGAGCTACATACCAG 251

Ai03B28002 Araip.B03 28002 c (T)12(ATC)5accatcttcttctttttttttcttattcatc(T)1169 111700196 111700264 CACGAAGATATTTGGGTGTATTTTT TTCATCCTCTTTCAAGTAATTTTGC 280

Ai03B28004 Araip.B03 28004 p3 (AGA)5 15 111701249 111701263 AAAAATGCAGCAGCAACAAC CAAAGCGTGCTCTCACTCAC 176

Ai03B28005 Araip.B03 28005 c (T)12aagttggtagatcttccgtatttttaaaatttggttgttaccttattataaattaactttttaatgaattagtataaatatgaaccaattgtg(A)12117 111701879 111701995 CAGAATAAATAGCCATACTTTGAGCA TTTCTCATTTTGGGTTCTCTTC 249

Ai03B28009 Araip.B03 28009 p4 (ATAC)7 28 111707534 111707561 AGGAGCCTTGAAGGTTGGTT TTAACTTCGCAGGTTGAGCC 183

Ai03B28010 Araip.B03 28010 p3 (GAG)6 18 111710620 111710637 TCAATGGATTTGGTCCGTTT TTTTTGGTTATCTTCTGTAGAATCAG 265

Ai03B28012 Araip.B03 28012 p2 (AT)6 12 111713301 111713312 GATCTGAGCATTGTCGGTGA GGATTCGTTTAATCCCCGTT 245

Ai03B28018 Araip.B03 28018 c (TC)7c(CT)14 43 111751391 111751433 TGCATAGGTAACCGAAACTCAA CTCTAGCCATGCCTTGCTTC 257

Ai03B28019 Araip.B03 28019 p2 (CT)12 24 111759716 111759739 TGCATGCATAGGTAACCGAA CCATGCCTTACTTCGGATCT 233

Ai03B28022 Araip.B03 28022 p3 (ACA)5 15 111780829 111780843 CAAGGACACAAGTCCTTCCAA CAGCTGATGCTACCTACTGGG 184

Ai03B28024 Araip.B03 28024 p2 (AG)8 16 111794150 111794165 GAATCAACAACCACGTGCAG CACGGTAAAATTGGGGCTAA 214

Ai03B28026 Araip.B03 28026 p3 (TTG)7 21 111796125 111796145 GTTCTCGTTGCAATTCGCTT ACAGAAGCAGGCAGAAGCAT 189

Ai03B28032 Araip.B03 28032 p4 (TTTA)5 20 111826109 111826128 CCAATGGAGGGTATGCAGAT AACCACCTTCTCTTTCTCCTCA 243

Ai03B28034 Araip.B03 28034 p3 (CAT)5 15 111833098 111833112 GGCATGGCTTGTCTTTGATT TTCCTTGGTCATCACCCTTC 190

Ai03B28035 Araip.B03 28035 p2 (AT)7 14 111844450 111844463 CGACTAGCTGACCGGTTCTC GAAATTACGAAACGCGAAGC 150

Ai03B28037 Araip.B03 28037 p2 (TC)6 12 111849877 111849888 CAGTTGGAAGCAGACCCTTC GTAGGTCCGGCACAACAGAT 243

Ai03B28039 Araip.B03 28039 p3 (GAG)5 15 111857729 111857743 TCCACACCTCAACCACTTGAT TATATTCACGCGCTTTCACG 280

Ai03B28040 Araip.B03 28040 p2 (GA)7 14 111860777 111860790 ATGAGAAAGGGAATTCGGGT CTCACTCCTCTCTTCCCCCT 259

Ai03B28044 Araip.B03 28044 c (TC)6tatatatatctctctctcttttc(T)1247 111875765 111875811 TAGATGTGCTGGCACAGAGC GCACGTGCATCTTTTTGAGA 249

Ai03B28046 Araip.B03 28046 c (T)10gtgacttaaaagaaaaataaacaaaaactaagaaag(A)1056 111877401 111877456 TCAACGTCACAAAAACTGTATGTAAA TAGTATTCAGCGGGACTGCC 203

Ai03B28047 Araip.B03 28047 c (T)10ctttttcatcatcatca(TCT)5tttcttattcatc(T)1469 111884039 111884107 TTCTTGGTGTATGTGTGCTGA TTCATCCTCTTCCAAGTAATTTTG 266

Ai03B28048 Araip.B03 28048 p3 (GAA)6 18 111888347 111888364 GGAGATGCATGCTGCAATTA CAAGGAAAGCAACACATCCC 232

Ai03B28050 Araip.B03 28050 c (T)11ctatttttaaaatgatcttttc(T)1144 111890989 111891032 TTGAAGATGCTTTACGCCAA AAGAAGAATTTATTGGATCGTTTTT 280

Ai03B28052 Araip.B03 28052 c (A)11caactattatc(A)1133 111892846 111892878 ACGGTGGCAGATACTATGGC CATGGCATCTCATGCTTTGT 255

Ai03B28055 Araip.B03 28055 p3 (AGA)5 15 111898528 111898542 TGGCAAGTCGATTTGTTGAA GATTCGGATTTCGATTTGGA 136

Ai03B28056 Araip.B03 28056 p3 (TTC)5 15 111898902 111898916 GCAGAGAATAACAGCGGCTC AGTGAGATTATGGCCGTTGG 258
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Ai03B28059 Araip.B03 28059 p2 (CT)14 28 111915553 111915580 TAACGGCAGTGGCAGTTATG GCCGTTAGGAATCAGAACCA 193

Ai03B28064 Araip.B03 28064 p3 (ATT)5 15 111925137 111925151 ATTGTTTGCTCCAATGGTGG GCAGGAGCAAGGACAAGAAC 248

Ai03B28065 Araip.B03 28065 p2 (AG)8 16 111925407 111925422 GTTCTTGTCCTTGCTCCTGC TCCTCACTCACCGAAAATCC 172

Ai03B28066 Araip.B03 28066 p2 (AG)8 16 111925653 111925668 TTTGAAAAAGAAGAAGGTATTTTCG CTTTTGGACTGGGGTTTCAA 259

Ai03B28069 Araip.B03 28069 p3 (ATT)14 42 111939479 111939520 AATTGGAACACCAGACCCAG GTTCCTGAAATCAAAGGGCA 144

Ai03B28070 Araip.B03 28070 p2 (AT)10 20 111940219 111940238 GTGAAGCGTTCACACACGAT TGTTGCCCTAGAGGCGTACT 228

Ai03B28071 Araip.B03 28071 p3 (TCA)5 15 111941330 111941344 AGAAAAACAATCACGCCAGG GGCTTTAGAAGGTTTGTGGATG 224

Ai03B28077 Araip.B03 28077 c (T)10gtttccctagcattactcatttataatggggtcattcaaaatttaaaatagggac(AT)9aa(T)1095 111960745 111960839 CGGCTTTTAACAATTGGGAT GCCCCCACTCTCATTTCATA 273

Ai03B28079 Araip.B03 28079 p3 (AAC)5 15 111966598 111966612 TCAGGGGAAGCTTATGTCAA TAAAGCGTGGTTGTTGATGC 260

Ai03B28080 Araip.B03 28080 p2 (TG)9 18 111981638 111981655 GCAAATAGGAACAAGGCAGG AGGCAAATCCTTTACCCCAC 267

Ai03B28082 Araip.B03 28082 p2 (TA)8 16 111989199 111989214 ACCCCTACGGTAAAGGAGGA ATTGGCTGTTCTTCCACCAC 251

Ai03B28085 Araip.B03 28085 p3 (CAA)5 15 111998557 111998571 CAGAAGCAACCAAAGCATCA AGAGGAACGAAACCCTCCAT 266

Ai03B28088 Araip.B03 28088 p3 (AAT)10 30 112003715 112003744 CCACCGTTCAATTTCAAAGAA GCTCTGCTTGTTTGCGTCTA 280

Ai03B28090 Araip.B03 28090 p3 (GCC)5 15 112007108 112007122 ACTGCTTCCGAATCCAGCTA TGATGACATTTTCGATGGGA 241

Ai03B28101 Araip.B03 28101 p2 (CT)6 12 112024563 112024574 CGTTGGGTTAAACAGTGGCT GGGGAGGAGAGAGAGGAAGA 220

Ai03B28104 Araip.B03 28104 p2 (AG)6 12 112025364 112025375 AAAAGAGAGGGAAGGGGGAG TCCATTGCTTTCGTTCCTTT 215

Ai03B28106 Araip.B03 28106 p4 (AGAT)5 20 112026137 112026156 TGGCTCCTAAAAGTTGGGTTT CATGCCATTTCCACTCCCTA 272

Ai03B28107 Araip.B03 28107 p2 (AT)7 14 112027530 112027543 TTTCTCTAATTCTTCTCAAAATCTCTC TAACATCGCAATGGGAAAAA 236

Ai03B28108 Araip.B03 28108 p3 (ATA)6 18 112027819 112027836 TTTTTCCCATTGCGATGTTAC TCAAAGTCAAAATTCAAGAAGATCC 250

Ai03B28109 Araip.B03 28109 p2 (AT)11 22 112028081 112028102 TTTGATTTTGAGCATATAACTTTGTTT TCTCTCTCCTTTAATTCTTCTCAAAA 164

Ai03B28112 Araip.B03 28112 p3 (AAT)16 48 112049088 112049135 AACTTTATTCCAACGGCGAA TGCATCCATCTAGAAAGCCA 232

Ai03B28115 Araip.B03 28115 p2 (TA)8 16 112059442 112059457 ACTGCGGTACCTGAGTTGCT TCTCTCATCAATGCCTATGCC 274

Ai03B28116 Araip.B03 28116 p2 (AG)6 12 112060358 112060369 CACGAAAGCCATAAGCCAAT CATTCAAAACGGGCTCTCAT 233

Ai03B28122 Araip.B03 28122 p2 (CA)6 12 112106696 112106707 TTTGGGGTTTAATTATGTGCC CTCCTTTTGACAGGGAGCAG 268

Ai03B28128 Araip.B03 28128 c (A)10caaaacaaaaaac(A)10c(A)1145 112130977 112131021 GGGAACTTGGGTTGATGAGA TTGGGGTGATTTTATCCCCT 209

Ai03B28130 Araip.B03 28130 c (T)14gaaatgctagaatacaagtaaaattca(T)10ggtttatcactttgagttatcaatccaattcttttactttagtttagttggcccttggccctctagtatttttg(TTA)5140 112138244 112138383 TCAACCCGTTCTCACTTTCA TGGCCCATTATGAGGGAATA 277

Ai03B28139 Araip.B03 28139 p2 (CT)18 36 112165486 112165521 CCAAATTACCTTCTCTCCACCA TTGACCGAACTTGAGAGCCT 208

Ai03B28140 Araip.B03 28140 p2 (AC)10 20 112165925 112165944 CAGCTCCTCCTCCAACTACG GTCATCCTCCTTCCCCTCTC 258

Ai03B28141 Araip.B03 28141 p2 (AG)6 12 112166130 112166141 ACACACACACACACACACGG GGAACCTCCCTCCTCTGTTC 242

Ai03B28142 Araip.B03 28142 p2 (AG)19 38 112166425 112166462 GTATCGGTGGTGTGCTGTTG CTCTTCCCGATGACAAGCTC 181

Ai03B28148 Araip.B03 28148 p2 (AC)8 16 112189995 112190010 CCTTTTCCCAAACCTAACCC TCATCGCATCTCTCTGCTTG 245

Ai03B28150 Araip.B03 28150 p2 (TA)6 12 112194151 112194162 AGCAACAAAGCTTGCAGAGA TGGAGGGTTATTTTCGCTTG 190

Ai03B28151 Araip.B03 28151 p3 (AAT)6 18 112199185 112199202 GGTCCGATCCGATTTTTACA TGCTTCTCCTTTTCTAGATGGATT 279

Ai03B28152 Araip.B03 28152 p2 (GA)15 30 112200896 112200925 CCTTATCCTAGCCCATGCAA CCAACTGCTCCACAGATCAA 209
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Ai03B28154 Araip.B03 28154 p3 (TCC)5 15 112220248 112220262 GAAGGTCCAAGATGCCAAGA TGCGCTTCTTCTTTTCTGGT 203

Ai03B28155 Araip.B03 28155 c (TC)6accaccattatcaagg(T)1038 112229889 112229926 TTCTTCCTTCTTCCTTCTTTCTCA TGAACATGCAAGCAACCATT 276

Ai03B28157 Araip.B03 28157 p2 (AT)10 20 112270728 112270747 TAAGTGTGGGGAATTGTGGG TCCACCACATATGCATTGATCT 240

Ai03B28158 Araip.B03 28158 p2 (GT)6 12 112270922 112270933 GGGGACAAAATTATCCCAATG TTTCAAGGTTGTAATGGGGC 249

Ai03B28163 Araip.B03 28163 c (A)10gaaaataagatataaaataataggaatgacagaaaagagaagaaggaagaagaaaatagaaccttggtaatggaggtgt(GA)17123 112305977 112306099 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 270

Ai03B28164 Araip.B03 28164 p2 (AG)11 22 112308457 112308478 GGAACATTGAACCTGGATCG ATCCATACAGGGGAGGCTCT 153

Ai03B28165 Araip.B03 28165 p3 (GAA)5 15 112318623 112318637 CTCGAAGGTGGAAGCTTTTG TCTTCTTGGCCGAATACACC 213

Ai03B28166 Araip.B03 28166 p2 (AG)6 12 112321339 112321350 TATTGTTGTTGGGTTCGGCT TCTTTGTTTGTTTCTTATCTTTTTCAA 264

Ai03B28169 Araip.B03 28169 p2 (CT)12 24 112332954 112332977 TGTTTCTTATCTTTTTCAAAACTACCT TCGGATTTTTGGTGAGATGA 279

Ai03B28173 Araip.B03 28173 p2 (AT)27 54 112354905 112354958 TTGTCCCATGTGCATTGATT TTTTATGGGAACATGGGATGA 250

Ai03B28174 Araip.B03 28174 p2 (AT)7 14 112366326 112366339 TTTTCAGGGTTGTAATGGGG AAGAATCAATGCACATGGGA 227

Ai03B28175 Araip.B03 28175 p2 (AT)9 18 112366536 112366553 CCCATGTGCATTGATTCTTTT GGAAGCATGCTCATGTGAAA 142

Ai03B28176 Araip.B03 28176 p3 (GAA)5 15 112379454 112379468 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai03B28177 Araip.B03 28177 p3 (ATT)5 15 112381961 112381975 TGGAACTTGCAGTTCTGCTG AGCAAGCACCTGTCAGGAAT 206

Ai03B28178 Araip.B03 28178 p2 (AG)6 12 112382229 112382240 ATTCCTGACAGGTGCTTGCT TTTCGAAAATTCTCACCCC 253

Ai03B28179 Araip.B03 28179 p2 (AG)7 14 112382402 112382415 TCAGAGAGAGAGAGGGGGTG TTGATTTTCAAATTTGTTTCAACT 265

Ai03B28183 Araip.B03 28183 p2 (TA)7 14 112423643 112423656 GGGTAAGGCGAACTTGCTCT TGACGACTGCAGAAGGTTTG 273

Ai03B28184 Araip.B03 28184 c (AAT)5aac(AAT)636 112425616 112425651 AGACATCCCTAATCGGACCC AAGATCTAAATCATGGCGGC 177

Ai03B28186 Araip.B03 28186 p3 (TAT)5 15 112432283 112432297 CTTTCTTCGGTTTTGTTCGC TGTTTATTATTCACTTCGGAAAATG 253

Ai03B28190 Araip.B03 28190 p3 (ACA)5 15 112446316 112446330 CACCACTCACCCCAAGAAGT ACGCATTCTTGAACGGTCTC 256

Ai03B28191 Araip.B03 28191 p2 (TA)7 14 112447218 112447231 TGGATAAGAAAACTCTGGGGG CTCACATTTGAAGTAAGCTGGC 154

Ai03B28193 Araip.B03 28193 p2 (AT)6 12 112448719 112448730 ATGGCTGGATTGGTCTTCTG CAAGGTTTGCCAAGGAGTGT 277

Ai03B28196 Araip.B03 28196 c (A)11tagaataagaaaacaagcaagtttttgc(T)1352 112464108 112464159 TTTAACTTGTATTGGACATGTATTAGC TGACCGTGGTAGTACTTATTTGGA 227

Ai03B28201 Araip.B03 28201 p4 (AACT)5 20 112511060 112511079 GCATGAAGAACTCAAAACCAAG TCCAACACTTCCAAACACCA 269

Ai03B28205 Araip.B03 28205 p3 (TCT)6 18 112528746 112528763 TCAAAACCACAGAACCACCA AACTCGCTGGAACTGGACTG 274

Ai03B28207 Araip.B03 28207 p3 (GAG)5 15 112533570 112533584 TGGTAAAACCAGCAAACACAG CTCTGTTCGAGCGCTCTCTT 177

Ai03B28210 Araip.B03 28210 p2 (TC)10 20 112583217 112583236 TCTTAAATAAAACGTCACAAATTATCA CAATGGCAGCTACGACAGAA 187

Ai03B28213 Araip.B03 28213 p3 (GAA)5 15 112613821 112613835 TGGGCCAAATTATCCATAACA AGAGGTGGATCGTTGACAGC 129

Ai03B28214 Araip.B03 28214 p2 (CT)7 14 112614704 112614717 TCCGATTCATGGGACCTATT AAAATGCAGATTTTCTTGGGT 270

Ai03B28217 Araip.B03 28217 p4 (ATTT)6 24 112619810 112619833 AAGCTAAGTAATGATTGGGGG GAGTAGAATGCGAACCCCTG 245

Ai03B28219 Araip.B03 28219 p3 (TAT)7 21 112627274 112627294 CGATTTGTTGTTGTGTGTTGTT CCCATTCCTGCGAGTAAAAA 259

Ai03B28224 Araip.B03 28224 p2 (AT)6 12 112654184 112654195 AGGGTTTGAGGAGGAGTGGT TCCGTTTGTGTGAAAGGACA 156

Ai03B28227 Araip.B03 28227 p3 (ATA)19 57 112661926 112661982 CAAAGATGGGTTAGCCAAGG TACGCCCTTCTCTTCAAACC 269

Ai03B28228 Araip.B03 28228 p2 (GA)6 12 112679587 112679598 GGATGAGAGAGAAGGAGGGAA TTCCTATCTTTTCAAAATTTGTTTCA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B28231 Araip.B03 28231 c (TTA)5ttttc(T)14 34 112685316 112685349 CCCTGAGTTTAATTTGGCGA TTTGGTGTTTGAAAGAGGGG 251

Ai03B28234 Araip.B03 28234 p3 (TCT)5 15 112696674 112696688 GGCTTGGCTTTGAAACTCAC AGGCCATTGGCATCAACTAC 208

Ai03B28238 Araip.B03 28238 p3 (TTC)5 15 112703253 112703267 GTTGCTTCAAAGCTTCTGGC CGGAGGACGAGCAATAAAAA 262

Ai03B28239 Araip.B03 28239 p3 (GAA)6 18 112708779 112708796 TGCAATGAATGAAAGTATGCAA GCGTCACATGGTTAATGCAG 213

Ai03B28244 Araip.B03 28244 c (A)12caacattgactttttttttggcacaggggcctcgtcctttcgaggtaattgtcaggggccaggttggg(T)1090 112739738 112739827 CCCCTGACAATTACCTCGAA ACCCAAAATAGCCCTTGACA 238

Ai03B28247 Araip.B03 28247 p2 (CT)6 12 112748697 112748708 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 233

Ai03B28248 Araip.B03 28248 p3 (TAT)5 15 112749029 112749043 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai03B28253 Araip.B03 28253 p3 (TAT)5 15 112772750 112772764 CCAGAAGTGCTTCTTTAATCTTCA GGCTCACGTGGAATCTCTCT 263

Ai03B28255 Araip.B03 28255 p2 (TA)10 20 112773551 112773570 AATATCCTCTTTTGCGGGGT TTACGCCATGCAGTGAAAAG 249

Ai03B28256 Araip.B03 28256 c (TC)6tgtatgtg(TA)1142 112774406 112774447 GCCGTCTTTCTTCAAACAGC TCCTTTTTGGACTTTGGCAC 150

Ai03B28257 Araip.B03 28257 p2 (TA)9 18 112774774 112774791 ATACCGGACCTTGATCCCTC CCCACTTGAAAACGCCTTAC 206

Ai03B28258 Araip.B03 28258 c (AT)13aatctatggaagcaaaaatatacatat(TC)7(TA)8(GA)7atatgtatatttttgcttccatagat(TA)8139 112775636 112775774 TATACACATGCAGGACCCCA AGGAAAAGACACAACCACTGTCT 259

Ai03B28260 Araip.B03 28260 p2 (AT)6 12 112777670 112777681 TCTTCCGGATTCAATTTTCG CCTTGCCATATCCCATTTGT 261

Ai03B28262 Araip.B03 28262 c (A)11(T)11 22 112781819 112781840 CACACCAAATTACTGCCGTG GTGTCCTCGTGTGTCCAGTG 156

Ai03B28265 Araip.B03 28265 p2 (AG)7 14 112794443 112794456 AAAGTGGGGAAATCCATTCA CATGGAAAAGTTCATAAGCCAA 273

Ai03B28266 Araip.B03 28266 p3 (CTC)5 15 112807230 112807244 ATAAGCCCAACAAAACACGC TACGCGAAGAAAAAGGAGGA 234

Ai03B28268 Araip.B03 28268 p3 (AAT)10 30 112809485 112809514 CCAGCCCGATGAAGAATAAA TGATAATTTGGTGATCAAGTTGAGA 226

Ai03B28271 Araip.B03 28271 c (A)10ctagtctttataactaaatatgcgttgtttctaacctgg(A)1059 112830703 112830761 GCGACAAACCCTTAAATGGA CATTGGAATGTATGTGGATGC 220

Ai03B28275 Araip.B03 28275 p2 (GA)6 12 112835679 112835690 GAATATTGGGTGAGGGCAGA AACTCGTCCATGCTGAGGAC 189

Ai03B28278 Araip.B03 28278 p2 (TA)6 12 112844051 112844062 ACGTTCAATGTTGCCGTACA AAATGCGAAATCGGACTCAT 221

Ai03B28281 Araip.B03 28281 p2 (TG)8 16 112850080 112850095 CCTCAGGTGCCATCCAGTAT ACACCCATAGCACGGAGAAG 257

Ai03B28282 Araip.B03 28282 p3 (GAA)9 27 112853172 112853198 ATTGAATTTCTGCCTGCCAC TCTCCCTATCTTTCCTCGCA 220

Ai03B28286 Araip.B03 28286 p2 (TA)11 22 112874001 112874022 TGAACATGCAGAAACTCATGC ATCAGTGAGGGTTCGATGCT 232

Ai03B28292 Araip.B03 28292 p2 (GA)6 12 112927726 112927737 AATGAGATGGGAGAGGGAGAA TTCCTATCTTTTCAAAATTTGTTTCA 268

Ai03B28302 Araip.B03 28302 p2 (TG)6 12 112979458 112979469 CAGAACCATTGCCTGGATTT ACAAATTGACATGTCCGGTG 241

Ai03B28306 Araip.B03 28306 p5 (AAAAG)5 25 112984467 112984491 AATTTGTTTGCAAGTTGCCT GTGTGGCGACTCCCATAAAT 259

Ai03B28307 Araip.B03 28307 p2 (TA)8 16 112992588 112992603 TCCTTTTCAAAAATCATATCCAAA CCATGATGGAGAAAAGGGAA 200

Ai03B28312 Araip.B03 28312 p2 (TA)9 18 113005977 113005994 GGACATTGGAGGTGACTGGT TACTTGCGGAGATGGGAAAC 196

Ai03B28315 Araip.B03 28315 p2 (TC)6 12 113013191 113013202 CAGTCATGCACCCTAACCCT AGGTGAAAAGAGAAGGGGGA 163

Ai03B28316 Araip.B03 28316 p2 (CT)9 18 113013309 113013326 TCCCTTCCCCTTCTCTCTTC GGTAGAGGGGGTTGAATGTG 190

Ai03B28319 Araip.B03 28319 c (CT)6aaccttttcctcttta(TC)844 113044017 113044060 TGGTCCATCACAAAGCGTTA CGTGTTGGATAGTGAAAATAGGG 271

Ai03B28320 Araip.B03 28320 c (CT)6aaccttttcctcttta(TC)844 113045086 113045129 CGGGAACAATTGGAGAGAAA TATTGGAGGTGGTTTGGGAG 260

Ai03B28322 Araip.B03 28322 p2 (TG)6 12 113048465 113048476 TTGGTTGAGTTGCTGCTTGT TTTCCCCCATCAGAGTGGTA 278

Ai03B28328 Araip.B03 28328 p2 (TA)7 14 113093882 113093895 TGGGAGAAGGTAAGAGCCAC TCTAAGAGCTCCCAAAGCCA 120
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Ai03B28330 Araip.B03 28330 c (AT)19aataaaaaaatatag(A)1467 113109196 113109262 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 207

Ai03B28333 Araip.B03 28333 p5 (TTTAT)5 25 113128175 113128199 TTCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 193

Ai03B28337 Araip.B03 28337 p3 (TAT)5 15 113180733 113180747 TCCCTCCCCCATCTTACTCT CAGGTTCTGGATCTGCTTCC 253

Ai03B28340 Araip.B03 28340 p2 (AT)9 18 113222971 113222988 GGAAGATTGTGGAAACAATGG TCGGGGTAATTTTGTCCTCTT 182

Ai03B28341 Araip.B03 28341 p2 (TG)10 20 113223551 113223570 TGTTCCCTTCTTTCATGAGC TGGTTTATTAACCTCCCCACA 272

Ai03B28345 Araip.B03 28345 p2 (TA)6 12 113229236 113229247 CACGATTATGTGGATCCCTG GATTAAATGCAAAACATGCATAAA 169

Ai03B28356 Araip.B03 28356 p3 (AGA)6 18 113268585 113268602 TCTCCCTCCCTCTCATCTCA TAGAGGGAAGCGACGGTAAA 278

Ai03B28360 Araip.B03 28360 c (A)12caatatataaagggaatagaagagtttggtatccaattc(T)1465 113288565 113288629 GTTGCGGATTCGAGTCTCAT ACCATTGCAAGTGGAGCAGT 262

Ai03B28367 Araip.B03 28367 p3 (ATA)5 15 113343812 113343826 CTCACTCGCCTCCATTTCTC GGCATAGAACCTACCTGCCA 210

Ai03B28371 Araip.B03 28371 p2 (AG)6 12 113353297 113353308 TTTGTAGCAATCCCTCGCTT GCCGGACCAGGAAGTTTAAT 241

Ai03B28373 Araip.B03 28373 p2 (TA)6 12 113391932 113391943 TTTCATTCCGTTTCTTCCCA CGCACCATGTGGTAAATAGG 226

Ai03B28379 Araip.B03 28379 p2 (TC)6 12 113410783 113410794 CACTCTCTCCCCTCTCCCTT TCCTCCTCTTCCTCTCTTCCTT 270

Ai03B28382 Araip.B03 28382 p2 (GA)7 14 113411899 113411912 GAGGGGGAGAGAGAGAGGAA TCTCCCCTCCCCTTTTCTT 219

Ai03B28385 Araip.B03 28385 c (GA)6ggagggggagagagaaaaggaaaggagaaagagaaaaat(GA)7ggggggagggagagaagggatagaaagaggagagagagaagg(GA)8agagaaagaagggttggagagagaaagaaagaggaagg(GA)7175 113416159 113416333 GAGAGGGAGAGGGGAGAGAA TCAAAACCTAATTTCAAAACCAAA 262

Ai03B28386 Araip.B03 28386 c (CTT)11ccactgcaccatcgcccctgtcgcaccaccacca(TCT)8gcctcaccaccgcaccaccaattcttcttcttct(TTC)5140 113419730 113419869 TTCTTTTTCTTCTTCCCGCC CCAAAAATTTCACAAACAAATCA 223

Ai03B28391 Araip.B03 28391 c (ATT)6gaataataatgataattatcattattaataaccaatttatatttttctaaaatctaattttctatt(TTA)7105 113425094 113425198 TGATTGTATTATCCTTCAAGCCAA TGAAACTAGGCTAAGATGACTCG 233

Ai03B28393 Araip.B03 28393 p2 (CT)7 14 113432908 113432921 CCTGAGGCTGTGACTCTTCC GCCTCCATTTGAAAACCTGA 250

Ai03B28395 Araip.B03 28395 c (T)13cctttgcaattgttctttgagttgacctc(T)1153 113436845 113436897 TTGCAATTGTTGTTCGAGTTG TCCAACCAACAAAGACATAAAA 138

Ai03B28396 Araip.B03 28396 p2 (TC)7 14 113442548 113442561 CGACTAGAAATTGAACCGGC GCACGATGAACCAAGAGGAT 242

Ai03B28398 Araip.B03 28398 p3 (GTG)6 18 113445782 113445799 TTAAAGAAAGAAGGGCTGCG TCCCGAAGCTTTCAGTTTGT 210

Ai03B28400 Araip.B03 28400 c (T)10cg(T)10 22 113451004 113451025 GGACGAGTCCAAACGATAGC AATTTGCGTGTGTTTCGTTG 253

Ai03B28402 Araip.B03 28402 p3 (AAG)5 15 113451633 113451647 AAAAGAAGAAGAACGTAAGCATGAA CCCACGTTCGGTTATTCAGT 274

Ai03B28403 Araip.B03 28403 p3 (ATA)5 15 113452831 113452845 TTTCTCCCATTCTCCGTGTC GTCTTGAACTGCCTAACGCC 248

Ai03B28404 Araip.B03 28404 p2 (AT)6 12 113454979 113454990 GTGCAAATGTTGCGCACT TGGTGGATATGTTTAGTTAGACTTCA 268

Ai03B28406 Araip.B03 28406 c (TA)9ataga(T)11 34 113457626 113457659 GGGATGAGGGAAGAACTCTTTA GGTCGTAAGAGACAAAAGTCTCCA 232

Ai03B28420 Araip.B03 28420 p4 (TTTA)5 20 113539537 113539556 TCCAAATCCCCACTTTTCAG TACTGCATGTAGATCGCCCA 202

Ai03B28427 Araip.B03 28427 p2 (TA)9 18 113570860 113570877 AGCTCGACCTGCGAAACTAA TATGGCAACCGAAGTTAGGC 216

Ai03B28428 Araip.B03 28428 c (AC)10tctatgtaactctaaaatcatgcctagctacccataaattcccacttttgtatatttcacatactcatataccaaaaatttctc(T)10114 113574782 113574895 TTTCAAGGTTGTAATGGGGC GGGGACAAAATTATCCCAATG 270

Ai03B28437 Araip.B03 28437 c (T)10aattaggttcttaca(T)1136 113607324 113607359 TGGAAATTTCTTGTGCTGCAT TTTGGTGCAGGATCCAAAT 206

Ai03B28440 Araip.B03 28440 c (TCT)7(TTA)8 45 113611133 113611177 TTCCTTAGGCGGTTAGTTGC CGCCCAAATATAGGAGACCA 126

Ai03B28445 Araip.B03 28445 p2 (AT)12 24 113623885 113623908 AAGGGTTGATGATGATGTGGA TCAACAAGCCATAACCACCA 190

Ai03B28446 Araip.B03 28446 p2 (AT)8 16 113625647 113625662 GCGTCTGGATCTTGAAAAGG AGGAAAGCCAAGGAAAGAGC 248

Ai03B28448 Araip.B03 28448 p2 (TG)6 12 113636352 113636363 TGCCGGCTAAAACTAACGTC CAACGAGACAGGCACCACTA 260

Ai03B28449 Araip.B03 28449 p3 (TTG)17 51 113637337 113637387 CCCCAAACGTTCATCTTTGT TCTATCATCGTTGCCCATCA 225
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Ai03B28453 Araip.B03 28453 p2 (AT)8 16 113664632 113664647 CGGAACCTATACTCCGGACA TGTTTGAAAATAAATTTTTGGTGG 277

Ai03B28454 Araip.B03 28454 p2 (TC)6 12 113665414 113665425 ATCCGCCAGTAAATTCAACG ATAGCTTCTGCTGGTGGAGC 166

Ai03B28455 Araip.B03 28455 p2 (CT)7 14 113667716 113667729 TTGAACCTGTAATGAAGAAGCAA TTTTTGACCCAGTTTTTGGC 207

Ai03B28456 Araip.B03 28456 p2 (CT)7 14 113669540 113669553 CATTGAACCTAGAATGAAGAAGCA ACGTATCAGAAATCGCTGGG 245

Ai03B28457 Araip.B03 28457 p2 (GA)6 12 113694837 113694848 ACAGTGTTTGAAAAAGGGGG TGATTTCTTGTGAATCAAGCCA 265

Ai03B28460 Araip.B03 28460 p2 (TA)31 62 113708898 113708959 GGCTTTGCCATTGAAAACTT TGGACAGCAACGACAGAAAG 271

Ai03B28466 Araip.B03 28466 p2 (TA)7 14 113731661 113731674 TATTTTGGGGCATTTTGTCC TGGAAAAATTGGGTTTGGAA 227

Ai03B28474 Araip.B03 28474 c (T)11aattttgaccttaattttattcatactatatctctcttctaacacactcacacacacggttgaaaatggaagaagaaaaaag(A)12105 113760204 113760308 TTGATCTCTTTTGTAACGTTTTGA TCGTCCTCCTTCCCTTTCTT 254

Ai03B28477 Araip.B03 28477 p2 (AG)6 12 113765806 113765817 TGCAACATGGCAATAAGCAT GTGTTGGCCGGAAAGTATGT 200

Ai03B28478 Araip.B03 28478 p3 (TAA)5 15 113766089 113766103 ACATACTTTCCGGCCAACAC CCGGAGGAATCGAAGTAGTG 215

Ai03B28479 Araip.B03 28479 c (TC)6tttctctctcaatttcattatgcactgaattcctagggctcccttctccttttatttattatctgcctctcgcttttt(TC)9108 113768973 113769080 GGGGTATTGAAATGAATGCG ACCAATAAGCAGTGCACCAA 238

Ai03B28485 Araip.B03 28485 p3 (ATG)5 15 113780028 113780042 AATCAAAACTGGTTGTGGGC CCATAAGCTTTTCATTTGTTGC 231

Ai03B28486 Araip.B03 28486 c (T)10caaaacatcgatccaatttattattaggttccagtttcaact(A)1163 113782570 113782632 TTGCATAATCGTGAAATCACTT GGATTGTCAGGGTTTTGCTTT 273

Ai03B28488 Araip.B03 28488 p2 (AG)6 12 113787904 113787915 CACCCTATCCCCTTTCCCTA GTAGCAGCAGCAGCAGTGAG 273

Ai03B28490 Araip.B03 28490 p2 (CA)6 12 113793132 113793143 TGCCACTCTTTGGCTATTTCT TGTTTTGTCCCCTGCATCTT 277

Ai03B28492 Araip.B03 28492 p3 (TCA)5 15 113803101 113803115 GGAAACAAAACCACCCTCAA GTAAGTTCAAGGGCCCACAA 261

Ai03B28494 Araip.B03 28494 c (A)10gaaaaagaaagtgaag(A)1036 113809350 113809385 CTGCACTTTACCACGCTTGA GGAAATCTTTCTCCTTCGACC 242

Ai03B28495 Araip.B03 28495 p2 (GA)17 34 113813400 113813433 CCAAAAGGGAGCACAGACAT AAACCACTTGAGACGCGATT 180

Ai03B28496 Araip.B03 28496 p3 (TTG)5 15 113813712 113813726 GTGGTGGTCAAACGAGGTCT TCACATTCCACAAATAAGCGA 216

Ai03B28499 Araip.B03 28499 p2 (GT)6 12 113845461 113845472 GAATTTCGGTGGGAGTTACG AAAATCAAGAAAGCCAAGCG 213

Ai03B28500 Araip.B03 28500 p2 (AT)6 12 113845805 113845816 GGTGTCGCATTTATGTGCTG GTCGGGGTGTTCCAAGAGTA 268

Ai03B28501 Araip.B03 28501 p2 (GT)7 14 113849559 113849572 TGGGAGTCGGAAATTAGGTG CATATGCACCCAACAGAACG 171

Ai03B28502 Araip.B03 28502 c (TA)9g(AC)12 43 113851370 113851412 GGTCTAAACTTCGCAGGTCG AATCGCGAACGAAAACATTC 182

Ai03B28504 Araip.B03 28504 p2 (TC)8 16 113852969 113852984 TGCACTCCTCCCTCATTTCT GACAGTAGCGGCAATGACAA 255

Ai03B28505 Araip.B03 28505 p3 (CAA)5 15 113865838 113865852 AATTCATTCCACAACCTACCAAT TGCTTGTGATGATTTTGGTGA 252

Ai03B28507 Araip.B03 28507 p2 (TA)14 28 113882782 113882809 TGTGAAAGGGAAATTTTGGG TTTCAAGGTTGTAATGGGGC 171

Ai03B28511 Araip.B03 28511 p3 (TTA)15 45 113911828 113911872 TTTCAAAATTACTAAATGTGCCAAG TGAGAATGATATGCGAACTTGC 256

Ai03B28516 Araip.B03 28516 p2 (TA)17 34 113981430 113981463 CCCATCTCAATTGTAAAGGCA ATGCCATGCAATGCAATCTA 213

Ai03B28518 Araip.B03 28518 p4 (TTAT)5 20 113989174 113989193 GGAGGATTTTTATCCCCTACG CATGGATCCGACTGAGTCAA 274

Ai03B28521 Araip.B03 28521 c* (CT)6(CTCTCC)5*38 113993932 113993969 TGCTCAGACATCGAAGAAAGAA TGCCAGCTCAATTGTTTTCA 179

Ai03B28524 Araip.B03 28524 p2 (TA)13 26 114003328 114003353 TGAGATACATACACAACACAACAACA TTTTCGGTAATTTTATCCTTATGAA 272

Ai03B28527 Araip.B03 28527 p3 (AAT)5 15 114009871 114009885 ATCACATCTCTTGCTGTGGC TCCCCCTCTTCTTCTACTCACA 280

Ai03B28528 Araip.B03 28528 p2 (AG)7 14 114010207 114010220 CGAAAATGGTTTTTGAAAAGTG TTCCAAAATATCTTTTCTAACCTCC 243

Ai03B28531 Araip.B03 28531 c (T)10attttttcgccc(T)1032 114017930 114017961 AATCCACTTTGAGTGCAGGG CATGGGACAATTAAGGGTGG 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B28532 Araip.B03 28532 p3 (AAT)6 18 114020184 114020201 TTATTTTCGGCTGCCATCTC CCCCCTCTTCTTCTACCCAC 249

Ai03B28533 Araip.B03 28533 p2 (AG)6 12 114020533 114020544 AGAATAAGATGGGGGAGGGA TTGTTCCTTAACTTTTTCAAAACTACC 235

Ai03B28535 Araip.B03 28535 p2 (TG)6 12 114024160 114024171 ACAGTTTTCCCCTCACCTTT TGCCACTCTGATAGCGAGAA 279

Ai03B28540 Araip.B03 28540 p2 (CT)12 24 114038470 114038493 CCTAAATGGAGCAGGGATGA TATAGGGGTAGGGGGAGGTG 152

Ai03B28542 Araip.B03 28542 c (AT)27(A)11 65 114066839 114066903 TCCAAACACCCAGAGAGGAC CCTCATCTTCAGCAAGCTCC 238

Ai03B28543 Araip.B03 28543 p5 (TTATC)6 30 114092595 114092624 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 184

Ai03B28546 Araip.B03 28546 p5 (TTATC)5 25 114122679 114122703 GGTACCTGCAAGAGACTCCG GCCCAAATAGAGGAACACGA 258

Ai03B28548 Araip.B03 28548 p2 (CG)6 12 114143612 114143623 GTACGCGTCACTCTCGGAAT TGGTGTTTGGAAGTGTTGGA 153

Ai03B28550 Araip.B03 28550 p2 (GA)9 18 114172156 114172173 AGAGAGGGAGAGAGGGTTCG CCACCTAACTACTTTTCTCTCATCAA 277

Ai03B28553 Araip.B03 28553 p2 (GA)7 14 114211928 114211941 GGAGGGAAGGAGAAAAAGAAA CCGCACAGTTTTCCTGATTT 179

Ai03B28556 Araip.B03 28556 p3 (CTT)5 15 114220706 114220720 CACCCTCCTCAGCATCAAAT AACCCCAGTGGACAAGACAG 173

Ai03B28561 Araip.B03 28561 p3 (GAA)5 15 114339485 114339499 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 249

Ai03B28562 Araip.B03 28562 p2 (AG)6 12 114342737 114342748 GAAATTTTGAAAAAGAGGGAGGA TTGTGATTTCTTGTGAATCAAGTC 280

Ai03B28565 Araip.B03 28565 p2 (GT)6 12 114365021 114365032 AAAGCATGTTTTGTCCCCTG GCCACTCTTTGGCTATTTCC 280

Ai03B28571 Araip.B03 28571 c (A)10gg(A)10taaaaataggcgaaaa(AAAT)662 114469667 114469728 TGAAGCAAGAAAAAGCAGCA TCCCCAATTAGAGGTGTCCA 206

Ai03B28575 Araip.B03 28575 p2 (TA)12 24 114524236 114524259 CATGCCGTAAAGCAAAGGAT TTCGCGCTTTTGTAAATCTG 150

Ai03B28581 Araip.B03 28581 p2 (CT)17 34 114571706 114571739 CGGCAGATTTATTTGCCAGT GAGAGAGATTGGGAGAGGGG 227

Ai03B28582 Araip.B03 28582 p2 (TC)6 12 114571842 114571853 CGGCAGATTTATTTGCCAGT GGCGATGGCAATAGTAGTGG 273

Ai03B28583 Araip.B03 28583 p3 (GAC)5 15 114574736 114574750 TGCCACTACCTCAACAGGAC TCCGGTAAATCCGACGATAA 269

Ai03B28584 Araip.B03 28584 c (T)15attagaaattaaactn(AG)1561 114584919 114584979 CAAGCACACTTCTCGGATCA GAGTTTGAAATCGACCTCCG 241

Ai03B28585 Araip.B03 28585 p3 (ATT)6 18 114589903 114589920 TTTCTGTGTTGTCTCCGCTG ATCCCCCAATCAATCATCAA 174

Ai03B28590 Araip.B03 28590 p3 (AAG)6 18 114606370 114606387 CCTCCTCATCTTCTGCTGCT TTCGTTTCTTGCCTTTTCTTTC 263

Ai03B28591 Araip.B03 28591 c (AGA)11ggaagaagaacgtgcgc(AAG)565 114606562 114606626 GGTGCAGTAAAAACGTGCAG GAAATTCTCCACATACAAGCGTT 175

Ai03B28597 Araip.B03 28597 p3 (AAT)5 15 114622315 114622329 GTTCTAATTCTCATTCAAGTGCAA AAGTAAAAACTAACAACCAACAGTCA 242

Ai03B28598 Araip.B03 28598 p3 (GAA)5 15 114623552 114623566 TCGCTGATGATGAACTCTGG AGTGACCTTGAAGCTGCCAC 137

Ai03B28599 Araip.B03 28599 p2 (CT)18 36 114625168 114625203 GGTTGGATGGAGTATGGACG AAACTCGAGTGGGGATTCCT 271

Ai03B28603 Araip.B03 28603 p2 (AG)8 16 114641274 114641289 GGCAGTGATGAGAGAGAGGG GTCGACGGTAATATGTGGGG 246

Ai03B28604 Araip.B03 28604 c (A)10ttttcttccctccttctaggaagcattcctaacaaatatataaattcaaatatacttccacaaatcttgaccaaaaaaaga(AT)6103 114643207 114643309 GTCGAGGGGTCTTCTTACCC TCACCAAATCTTTAACAACGAGA 274

Ai03B28605 Araip.B03 28605 c (A)10tcctgcaatagagctaaaggaaagaatcatcgcttgcaagggaccaacgatgattgccttggtgggaagtgattcaga(GAT)5103 114643596 114643698 AATGTGTGATTTAGACTTGGCA ATCACTGCTCCTGCTGTGTC 243

Ai03B28606 Araip.B03 28606 p3 (ATA)7 21 114646603 114646623 TCGGATTGGAAAAGTACAGG GTTTGTGGGGGCAACATT 276

Ai03B28608 Araip.B03 28608 p2 (AG)11 22 114652101 114652122 CTGGAGCGGTCGTAGGTAAC CCCTTTCTCTTGTCAGCACC 244

Ai03B28609 Araip.B03 28609 c (AT)6g(AC)8 29 114654344 114654372 CTTGCACCAGCAATGTTACC GGAGCTTGCTTTCTGGATTG 276

Ai03B28612 Araip.B03 28612 p2 (AT)6 12 114660730 114660741 CCTCTAACATGAATAGGACCGC CTCATGCATTCAGGATTAGGC 247

Ai03B28617 Araip.B03 28617 c (TA)19gaaaat(A)1054 114668171 114668224 CACTACCCCAGAAGCACACC CCAAAGGCTACGCTTTTCAG 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B28623 Araip.B03 28623 c (A)10tatcgagatctaattgaaattttgataaaattataggaaccgacagaataatttaaacctttttttacttgtc(T)1497 114688603 114688699 TTTCAACGTTTTTGTCACGG TGGCTAATTTAAAGTTGGTTCCAT 201

Ai03B28624 Araip.B03 28624 p2 (AT)9 18 114690869 114690886 AGTGTTCCATTCCCACAAGC AGCACTGCCACATATGACCA 106

Ai03B28626 Araip.B03 28626 p3 (TCT)8 24 114693624 114693647 CCTTCCATCAGCCTTTTCAA GCTCCGGTTTGTGCTTTAAC 264

Ai03B28627 Araip.B03 28627 p3 (TTC)5 15 114694011 114694025 CATGGTCACTTCTCGGGATT CAAGAAGCCCCTTGTCATGT 211

Ai03B28628 Araip.B03 28628 p2 (TA)8 16 114695371 114695386 TTTGTGTTTTCTCCCTCCCA GGGCCCTTTGGTAAATTGTT 153

Ai03B28629 Araip.B03 28629 p5 (TAATT)5 25 114695488 114695512 TCTAGGGGTCCCTTCACCTT TTGCATAGTCACCGATGAGG 191

Ai03B28635 Araip.B03 28635 c (T)10aaattaaaatatttcatttcatcaattaaaaactaagtgtccaaaggtatagaacaat(A)1078 114708426 114708503 GACACTTACCTCACAAAAACTTACGA ATTGTGGCCATTTGTGTGTT 253

Ai03B28636 Araip.B03 28636 p2 (GC)6 12 114711361 114711372 CTCTATTTCGCTCACCCTCG GGGGAAGAGGAAAATGGAAC 187

Ai03B28637 Araip.B03 28637 p2 (TC)7 14 114711699 114711712 TCCCTCCTCTCTTCCTCCTC TGGAAGCAGCAGAATCAGTG 233

Ai03B28638 Araip.B03 28638 c (A)10gaaaaaatatatatataaaggaaaaaaaagaaaaaaaatgatgatgaaaagaaaaataaaatgaaag(A)10gagaag(A)10103 114715038 114715140 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 260

Ai03B28641 Araip.B03 28641 p3 (GAT)6 18 114723794 114723811 GCCATGGCAAGAGAACATTT ATACCAGGCCATCATGGAGA 220

Ai03B28647 Araip.B03 28647 p2 (TA)9 18 114749110 114749127 TGGCCAATAAGATCAAATAGCA AATGGCATGGTGTGCCTTAT 127

Ai03B28648 Araip.B03 28648 p2 (TA)9 18 114750744 114750761 GCAGGCTATTACTCGCCATT AATGGCATGGTGTGCCTTAT 262

Ai03B28654 Araip.B03 28654 p3 (CTT)5 15 114774521 114774535 AAACACGCGCTTTCTCAACT CCACGATGAGGATAAAAACACA 167

Ai03B28657 Araip.B03 28657 p3 (GAA)5 15 114778649 114778663 TCCCGTGTCTTCATACTCCC TCGCATTAGTTTTCCGATCC 182

Ai03B28659 Araip.B03 28659 c (TC)9ta(TC)12 44 114787631 114787674 ACCGATCAAAGAAGGGTTCC TAGACTTGCGTCCTCCACCT 251

Ai03B28664 Araip.B03 28664 p3 (TCA)5 15 114798132 114798146 ACGTTGTCATGGTCCTCTCC ATCACACACTCGGTGTCCAA 265

Ai03B28668 Araip.B03 28668 p2 (AC)7 14 114812082 114812095 TGAACAACAAAGAGACACACAAAA TTTTAATTGCTTATTATGAGGCACA 260

Ai03B28673 Araip.B03 28673 p2 (GA)9 18 114830131 114830148 GGTAGTTTCCAATCTCCCCC AGAGCCCCACAAGTTAGGAA 176

Ai03B28674 Araip.B03 28674 p2 (CA)6 12 114838843 114838854 CAACAGCACTCGCAGATCAT CAAGTATCTCCATTTAAAATATTGGC 264

Ai03B28676 Araip.B03 28676 p2 (AG)6 12 114868340 114868351 CGATAGAGCAACCAACGTGA TGGATCGGTAATCCGAAAAG 222

Ai03B28677 Araip.B03 28677 p3 (ATT)5 15 114869543 114869557 TGAGATTGATGCGACCGTAA GATCTGACACGGTCAGTCCA 181

Ai03B28678 Araip.B03 28678 p3 (AAG)5 15 114871217 114871231 AGACGCAGCTTTGAAGGGTA GGGCACCATCAAATACAACC 243

Ai03B28681 Araip.B03 28681 p3 (ACC)6 18 114877339 114877356 AAGGGGCGAAAATCAAATTC TTGGTGTTTGTGGTGGTGTT 213

Ai03B28682 Araip.B03 28682 p3 (AGA)7 21 114877631 114877651 CAAAACTCAGCAACAATTCACA GGTAATAAGGGGTTTCGGGA 218

Ai03B28684 Araip.B03 28684 p2 (CT)6 12 114879170 114879181 TTGAATCACGCATCTGAAGG CGACGCACAGTGAGACAGAT 114

Ai03B28685 Araip.B03 28685 p2 (CT)6 12 114879331 114879342 ATCTGTCTCACTGTGCGTCG CACAAGATGGCGATGCTCTA 260

Ai03B28687 Araip.B03 28687 p3 (TAT)5 15 114885523 114885537 TCCCCTTTTTGCTTAATTGC CCTTAATTTGAATCCTTGGTTAGC 280

Ai03B28689 Araip.B03 28689 p2 (GA)7 14 114892981 114892994 AAGACAACGAGGAAGACGGA TTCACGCCTCTGAAGGTTTT 221

Ai03B28691 Araip.B03 28691 p2 (AT)6 12 114894262 114894273 GTTGGTGGGGAACACTGACT TTAGGACCACATCATCAGCA 137

Ai03B28692 Araip.B03 28692 p2 (TC)8 16 114894678 114894693 CAAGATGGCAAGATGCTCAA GGCGTGGATGAGGCTTAATA 220

Ai03B28694 Araip.B03 28694 p2 (TA)7 14 114917590 114917603 GGCCTATACTAAAATTAGTCACCAGA GCGTCGATACCAGTACGAAA 280

Ai03B28700 Araip.B03 28700 p2 (TA)9 18 114925677 114925694 CAATGCTCGTGAGGATGAAA AATTGGGCCATGAAATGCTA 253

Ai03B28706 Araip.B03 28706 p3 (TGT)5 15 114944301 114944315 GCCTTATTTGAGCTTGGCTG ATTTCAGTGGCGTTGGAAAG 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B28708 Araip.B03 28708 c (A)12tacatagatacaaaatatagatatac(A)1048 114951140 114951187 CTGCACATCTGACACCTTGC TGGCGTGTTTTCAATATCGT 249

Ai03B28714 Araip.B03 28714 p3 (GAG)5 15 114969930 114969944 TAATCCAACAATGGGTCGGT AAGAAGCTCTGCCAAAACCA 147

Ai03B28716 Araip.B03 28716 p2 (TA)12 24 114974715 114974738 GGATTTGACGGAAGAGTACACA TGCCACAATGAATCAGAACAA 276

Ai03B28717 Araip.B03 28717 p2 (AT)6 12 114975719 114975730 GTTCTGATCCATTAGGGCGT CTTAGTGTTGGGGCAGGGTA 190

Ai03B28721 Araip.B03 28721 c (TC)6gagctcccttcacaaataactctaacctaatctacccc(CT)764 114994648 114994711 CGGAAAATCCGTCTGTAATTT TAGGGGTTTTTCATGAGGCA 275

Ai03B28723 Araip.B03 28723 p2 (GA)6 12 115004111 115004122 AAAAAGAAATTTTGAAAAAGGGG TCGAAAATTCCCTCCTTCTCT 141

Ai03B28724 Araip.B03 28724 p2 (GA)6 12 115004366 115004377 GAGAGAAGGAGGGAATTTTCG TTTCTTATCTTTTTCAAAACCACC 221

Ai03B28725 Araip.B03 28725 p2 (AG)6 12 115014455 115014466 GAATTAGATGGGAGAGGGAGAA TCTTGTGATTTCTTATGAATCAAGTC 244

Ai03B28727 Araip.B03 28727 c (A)10tagaataaagactatgtcgaaattataaattttttaaatgataaatatgaaaaaaatttactaaataaataatatatttaaaaact(A)10106 115024535 115024640 TGATAGGATCGTAGACAGTAGCCA GGTGTAGAAATGGCAAGCAAA 209

Ai03B28728 Araip.B03 28728 c (AT)7(AG)6 26 115024794 115024819 CCGCAATATTAGATCAAGGAAA TCAAAAATAAATATCGGGAGCAA 280

Ai03B28729 Araip.B03 28729 p3 (TAT)6 18 115026598 115026615 CAAACCGCAAAAGAAACATT CGTACATTAATGGTGACAAATTGA 241

Ai03B28732 Araip.B03 28732 c (TA)7tgatctaataaaaaaatagttattatccaaatagtaatattaataaaaaatcactctcatgtattttttcatgtatc(AT)8107 115032793 115032899 TCCTCTAAATTTTACCCACTTCG CCTCTCTTACTTTTTAGGGGGAA 277

Ai03B28733 Araip.B03 28733 p3 (TCT)20 60 115064698 115064757 AAAATGGGCTCATCAAATGC CCGCAGAAGAGGATTTTGAG 247

Ai03B28734 Araip.B03 28734 p2 (GA)7 14 115065606 115065619 TTGTTGGTTTACAACAGCAACTTT GGGTGACCAAAGAGGAGACA 124

Ai03B28736 Araip.B03 28736 p2 (CT)9 18 115072494 115072511 CACCATACGCCTCTGGAATC CCACACGAACATAGCTTGGA 190

Ai03B28737 Araip.B03 28737 p2 (CT)8 16 115073391 115073406 CACCATACGCCTCTGGAATC CCACACGAACATAGCTTGGA 188

Ai03B28739 Araip.B03 28739 p3 (GTT)5 15 115076416 115076430 GCAAACCCCTTGTGCTTAAA GGTCCGAGAGATGCAATCAT 211

Ai03B28744 Araip.B03 28744 p2 (CT)6 12 115101857 115101868 CGCGTCTTTATTTCCACACA ACCAACAACCGTCACATGAA 274

Ai03B28746 Araip.B03 28746 p3 (TTA)6 18 115105027 115105044 GGAGAGCAATGAAGGTTCCA CCAGGATGATCCCTCACATT 250

Ai03B28750 Araip.B03 28750 p4 (TTAA)5 20 115110457 115110476 GAAATCGTGACGCGATAATG TACTGACCCAACTGGGCATC 235

Ai03B28751 Araip.B03 28751 p3 (AAG)7 21 115111895 115111915 AGAGCAACAACAACAATGCG GCTTCTGCAGCTGGAACAAT 187

Ai03B28753 Araip.B03 28753 p3 (ATT)14 42 115120482 115120523 TTCCTGTTTGGTTTTACTGCAA GGGGTTTAGATCATGATTTTGG 215

Ai03B28754 Araip.B03 28754 p2 (TA)8 16 115127078 115127093 GAAAACCAAAAATCAATGCCA TCGGTAATTAAACATCACATTGC 267

Ai03B28756 Araip.B03 28756 c (AG)8aa(AG)9 36 115128440 115128475 GGAGGTGCATATGGAAGCAT CTTAAAGCAATGGGCAAAGC 249

Ai03B28759 Araip.B03 28759 p2 (TC)7 14 115134802 115134815 GAGACGGTGACGGATCTGAG GTGCAACTCTGAGGGAGGAG 218

Ai03B28760 Araip.B03 28760 p2 (TC)6 12 115134958 115134969 CGTCCTCCTCCCTCAGAGTT CGGTTCATTAGTTGCGGTTT 195

Ai03B28761 Araip.B03 28761 c (AC)6atacaatactcacagaaaat(AC)644 115138976 115139019 GCTCGGGTATTACGACGACT TATGAGTTTTGTGCGTGTGC 242

Ai03B28762 Araip.B03 28762 c (CG)6cacacgcacgcacgcacacgcacgcacgcacacgcacacgcg(CA)972 115139289 115139360 CTAACGGCAACAGAGGAAGG TTCCCTCGCCTTTAATTTTG 244

Ai03B28763 Araip.B03 28763 p2 (TC)6 12 115142256 115142267 AGGCAGTAGAGACGGTGACG AGGAGGAAGCCAGAGGAGAG 255

Ai03B28764 Araip.B03 28764 p2 (TC)7 14 115142410 115142423 CCGCTTCCTCCTCACTTAGA CGGTTCATTAGTTGCGGTTT 200

Ai03B28767 Araip.B03 28767 c (TC)8agatcagagaagaacggaacgagaatttg(AGA)663 115155925 115155987 TCTCCCTCCCTCTCATAGCA GTTTTCGGTGGTCTCTTTGG 278

Ai03B28768 Araip.B03 28768 p2 (CA)6 12 115157323 115157334 CTCCCTCACCATCTCTCTGC TTCACGCACCTCCTTCTCTT 197

Ai03B28774 Araip.B03 28774 p3 (AGG)5 15 115165856 115165870 CTGATCCCTTTCTGGGTCTG TCAACAGCATTCTTCAGGGA 240

Ai03B28775 Araip.B03 28775 p2 (TC)6 12 115166435 115166446 CTCTCTCGGAACGACTCCTG AAGGAGAGGGATCGGGATAA 202
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Ai03B28777 Araip.B03 28777 c (T)11acataaataagct(A)1236 115167642 115167677 TGTGAAATAGTATATGATCAAGATGGA CCCATCTGTTTAAGCAGTTTCC 252

Ai03B28781 Araip.B03 28781 p2 (TG)6 12 115188662 115188673 GCTCGAACACACAAAACCTG CGGTTAAGGCCATATGGGTA 210

Ai03B28783 Araip.B03 28783 p4 (TATG)5 20 115194963 115194982 TGGCATAATCTCCTCATTTTCA GCATTAGCTGCCCGACTATT 172

Ai03B28784 Araip.B03 28784 p2 (TA)11 22 115196048 115196069 TGCTCCAAAATCAAATGGTG TGCTCCAAAATCAAATGGTG 174

Ai03B28785 Araip.B03 28785 p2 (CT)8 16 115197089 115197104 AAATCCAAGTCCAGAAGGCA GGGACAATCATGAAAGCAAGA 175

Ai03B28786 Araip.B03 28786 p2 (AT)10 20 115199789 115199808 GTGCTAGGTGGGAGACAACC GATCTTTACGCCGATTTCCA 273

Ai03B28787 Araip.B03 28787 p2 (AT)7 14 115203370 115203383 TGTAAACGTGAGATTATGGGAAG TTTCAAGGTTGTAATGGGGC 163

Ai03B28788 Araip.B03 28788 p2 (CT)7 14 115204525 115204538 GCCACGCACAAGAAATTACA GGGACAATCATGAAAGCAAGA 238

Ai03B28789 Araip.B03 28789 p3 (TAT)5 15 115207479 115207493 TTCATCACCGATCCAATTCA ATTTGGTTGGACTTGGTTGC 250

Ai03B28790 Araip.B03 28790 p3 (AGA)6 18 115208850 115208867 GGCACAAGAGAAAATCAGAACC TTCACGTGCGTACGTTCACT 169

Ai03B28793 Araip.B03 28793 c (GAA)5atttggatgagtgtgggataaaattagt(A)1255 115216693 115216747 TGACAAAGAAGGTTGGACGA GCAAGCATTGTCAAGCAAAA 272

Ai03B28794 Araip.B03 28794 p3 (TTC)5 15 115227093 115227107 AACCCTGTGCTTTGCACTCT CATGTTGGGTTTTGCATGAG 177

Ai03B28795 Araip.B03 28795 c (A)10ttattccctctgtaaaacacaatctgcgttttgcaggttgcaattt(A)13taaagtcgaaatatagtttgcgatttacctctaacaatctaacatcaaacaccatatttctttccattt(A)10148 115231845 115231992 ACTGTGTTTTACAGCTTCCGA TTGCAACGGTTTTTGTCAAG 280

Ai03B28797 Araip.B03 28797 p3 (ATA)8 24 115235388 115235411 TTCCTTTTCACCACCGACTT TATATATAAGCCGCACGGGG 279

Ai03B28798 Araip.B03 28798 p3 (ACC)5 15 115236893 115236907 GAGGCAACAAAGCCAAACTC ATGAAGCCGAAGAAGCTTGA 255

Ai03B28800 Araip.B03 28800 c (AG)9aatgacggtggtgagagaaaagggtattgagagacacagaaggaagctggt(GA)681 115239622 115239702 TGGAGGCATAAGGAAGAGGA CGAGACACTCGGACACAAGA 262

Ai03B28801 Araip.B03 28801 p2 (GA)9 18 115243288 115243305 AAAGGGAGATCTGAGAGGGC GGGCCCTATTTAACTCCTGC 226

Ai03B28804 Araip.B03 28804 p2 (TA)8 16 115253610 115253625 CCCCTTATACCTAGCCAACTCC CTTGAGAAAACACTGCTGCG 210

Ai03B28805 Araip.B03 28805 p3 (TAA)5 15 115254256 115254270 AGAAGAAGGCGATTCATTGG CACACGCAACCATGTTTTGTA 174

Ai03B28808 Araip.B03 28808 p3 (TAA)5 15 115260397 115260411 ACCCAGATCAGTCCCAAAGA TCCCCAACGTTCTTTTCTGT 222

Ai03B28809 Araip.B03 28809 p2 (TA)6 12 115263732 115263743 TTAATGGTTCCCCAATCTGAA GGTTTAGGCTCCGGTTCAA 266

Ai03B28810 Araip.B03 28810 p2 (TA)6 12 115266619 115266630 TTGCTCTCCGAGAAACTTGC AAGTGCAACGCTCAAGGAAT 257

Ai03B28812 Araip.B03 28812 p3 (TAT)5 15 115268562 115268576 GGGATCCCTATACTGTGGTATAAA AGTCCTTTCCGGTTCTGGAT 131

Ai03B28814 Araip.B03 28814 p2 (AG)6 12 115299010 115299021 CCAAATCATAACATGGAAAGGG GCTCGCCAATTTTCACTCTC 234

Ai03B28816 Araip.B03 28816 p2 (AT)8 16 115324478 115324493 TTGCGTATGAAGAAAGCTAAGG CAAAGCATCTCCAAAACTCCA 173

Ai03B28818 Araip.B03 28818 p3 (GAA)5 15 115330514 115330528 TCTTCCCCTTCCCCTTTCTA GCCCTCCATTCTTCATCAAA 237

Ai03B28820 Araip.B03 28820 p4 (AAAT)5 20 115360206 115360225 AACCACTTTCCCTCTCCTCA CTGGATTGTTCATTTCCGCT 170

Ai03B28822 Araip.B03 28822 p2 (AT)8 16 115379083 115379098 TCGGACTCACATGCATTTTT TCGTGTCCCTTCAAGTCTCA 255

Ai03B28824 Araip.B03 28824 p5 (TTATC)8 40 115394472 115394511 ACCTGCAAGGGACTCTGATG CAGCCCAAGCCTACAGAAAG 236

Ai03B28825 Araip.B03 28825 c (T)10ctttcaattgagtccttgcaccaaaattttttttaattgggtccctacactttttttttcttttatttaggtccctgtaccaattc(T)10106 115400704 115400809 CGCAAAATTTTCAATTAGGTCC TTTTAATTGGGTCCCTGCAC 217

Ai03B28828 Araip.B03 28828 p3 (ATA)5 15 115409240 115409254 AGGCCTCGGAAAAGATGATT TCACGAGAAAAGGACCTGCT 191

Ai03B28830 Araip.B03 28830 c (AG)6gatcgaggctgagaatgagtctgaaagaaaaaggaagaattcgaattggaggaagaaattagggttactaaattcaagaaatgaatt(TA)13125 115417843 115417967 CTGAGCGACATAGTGACGGA CACCCCTAATGGGAACACAG 236

Ai03B28832 Araip.B03 28832 p3 (TCT)6 18 115428181 115428198 CAGTCCTTTTCTTCGGCAAC GCATCGTGAAAGAGGAGAAGA 209

Ai03B28839 Araip.B03 28839 c (T)13(A)11 24 115447668 115447691 TTTGCTTCAACTCAGATTTCCA GGTTGTCTTGTTGGGCTCAT 147
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Ai03B28840 Araip.B03 28840 p3 (GAA)11 33 115451887 115451919 ACCAGAGAGAGCAACGGAAA GCTACTCCTGTTCCCTTCCC 210

Ai03B28841 Araip.B03 28841 p2 (GA)14 28 115452029 115452056 GGGAAGGGAACAGGAGTAGC TCGTTTGGGAACTGACTTGA 178

Ai03B28847 Araip.B03 28847 c (T)10gttttttttgtttttttg(T)15gctttagtctgtgaagtacacaagagaagtaaagttgttcatccaaat(A)12103 115455903 115456005 TTGGACTGAAATAGGGGTGG TCAACCAAATAACCCCCAGA 231

Ai03B28848 Araip.B03 28848 p3 (TTA)5 15 115466927 115466941 AATCACAATTGATTATTGATACCCT GTTCTAATTCTCATTCAAGTGCAA 189

Ai03B28849 Araip.B03 28849 p3 (TAA)9 27 115468425 115468451 CGTGTCGATCTCTCGTGACT CACGACCGGTGCCATTAT 213

Ai03B28851 Araip.B03 28851 p3 (ATA)6 18 115471506 115471523 AGTGCGGAGTAACCTGTGCT AGATGTTGCTTCAATTCCAAA 243

Ai03B28852 Araip.B03 28852 p2 (GA)6 12 115477840 115477851 ACCCACCCTCCAAAGAAATC TCTACCCCACTCTGTGTCCC 233

Ai03B28853 Araip.B03 28853 c (GA)7gtgtgtgtgtgagagcga(G)1042 115484589 115484630 TCCGATAACGACTGCATAATTC TGGCAGATTGGTGATGAAAA 278

Ai03B28859 Araip.B03 28859 p2 (TC)16 32 115507066 115507097 TCGAAAATCACCTTCATCTTTTT CAGAGGAGAAGAGAGGGTTCG 262

Ai03B28860 Araip.B03 28860 p2 (TA)6 12 115517456 115517467 GCTTTTGTTCTCTTCTGCCG TCGACGATATAAACCTCGCC 269

Ai03B28863 Araip.B03 28863 c (A)10taacatcatcaggtcaaaaaaataataatcatgtacattccaaaattcaattccagcagcag(CAA)999 115533583 115533681 TCCTAACATAATCCCGAGAAAAA TTATTATTGTTGTGGTTAGAAATTGAA 279

Ai03B28868 Araip.B03 28868 p2 (TA)6 12 115547007 115547018 GCTCATACAATCATCATCACCAA TCAAGTTGAGATTCAAGTGAAAAA 246

Ai03B28873 Araip.B03 28873 p3 (AGG)5 15 115581469 115581483 CCAACCCACTTATACGAACCA GCGTTTGTGATGGAACTGAA 275

Ai03B28874 Araip.B03 28874 p5 (TTATT)5 25 115594199 115594223 CAAAATGCAAAATTCAAAATTCA CCAAACTTGAAAGCAGAGGG 243

Ai03B28886 Araip.B03 28886 c (A)10taaaaataaaaataagttgtgctacgaaaccaaacctgttatcc(A)1367 115666451 115666517 TCTCAAAGCACTCTTTTGGGT TTGTTTTTGAAAGAGTTGTGTGC 259

Ai03B28889 Araip.B03 28889 p2 (TA)6 12 115670656 115670667 GCATGACACATTGGATTTTCA ACTTTTGCCCTGACTTCCCT 267

Ai03B28893 Araip.B03 28893 p2 (AT)10 20 115681544 115681563 AAGGGATTTATGCCATTGGA GATAGCCGTACCCGCTACAA 246

Ai03B28894 Araip.B03 28894 p3 (AAT)6 18 115683364 115683381 TGAATTTGTTTGGGTGACCA GGAGGTGCTGGATGTGATTT 256

Ai03B28910 Araip.B03 28910 p3 (CCA)7 21 115728451 115728471 TGGACAAAAATACCCTCACCA TCTTCTTCTTCTTGAAAAGGTGATT 245

Ai03B28917 Araip.B03 28917 c (TA)6gttattgcattaagcttgtgccaatttaattgctatttaatctaagtccttacaatgatactccc(T)1087 115741763 115741849 CTCCACATTTGCCTTACGGT ACTTTCAGGGCTTGTGCATC 274

Ai03B28918 Araip.B03 28918 p3 (CTC)7 21 115743822 115743842 GCTGCTGCATCATCATCATT GGTTTAGAACCGCCACAAAA 219

Ai03B28922 Araip.B03 28922 p3 (TTC)5 15 115749033 115749047 TTTACAAGGCAGTTTTGGGG CAGCAGCATCAGGAGTGAAA 231

Ai03B28924 Araip.B03 28924 p2 (TA)7 14 115760056 115760069 CCAAACGTTGGGACAGAAAC TAATCGCATGGTGGCACTAA 259

Ai03B28927 Araip.B03 28927 c (ATA)17attgatttgtttg(TAA)14106 115761914 115762019 TTGTTGCAGACAACATAAGAGTAGC TCTTTCTAAATGAAGTAGGTCGCA 261

Ai03B28928 Araip.B03 28928 p3 (AAT)10 30 115763351 115763380 AAAAAGGTCTAGCCCATAAGGC GCGTTTAGTGCCAGGAAGAC 278

Ai03B28930 Araip.B03 28930 p5 (ATTTT)5 25 115766602 115766626 GGGGTCCACAAAGATTTTCA GACACACGTACACACGGACC 186

Ai03B28931 Araip.B03 28931 p2 (AG)6 12 115772149 115772160 AAAGGTTTGCTCGTCCTCAA AAACATTTCCCTCCCAAACC 208

Ai03B28932 Araip.B03 28932 p3 (AAT)20 60 115780168 115780227 AAAAGGTCTAGGCCAAAGGG GGCTGAAGATAAACTGGCGT 276

Ai03B28934 Araip.B03 28934 p3 (TTA)5 15 115781963 115781977 TGGATGAGACACACTCCCTG GCTTGTTGTGAAGGGGAGAG 269

Ai03B28935 Araip.B03 28935 p3 (TCA)7 21 115784695 115784715 TGTCATTAGGTTTGGGAGGG TGGCTCAAAAGAATGATGGA 207

Ai03B28936 Araip.B03 28936 p2 (AC)7 14 115785298 115785311 TGTCCAACAACACATCCATCT TCATGAGAGATTAACGGTGTCC 258

Ai03B28937 Araip.B03 28937 p3 (TTA)6 18 115792039 115792056 GAACCTAATACAACATTATTTATGCAA TCCAAGTCTTTGTTGCGATTT 116

Ai03B28939 Araip.B03 28939 p2 (GT)6 12 115795247 115795258 GTTCTTCCCCTCCCTCACTC GACCAAGATTGGACCGAAAG 153

Ai03B28940 Araip.B03 28940 p2 (TA)6 12 115798513 115798524 CCTTTCAAGAATCACAACAATCC CGAGTTGTGTGTTCTTTGGCT 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B28945 Araip.B03 28945 p4 (AAAT)6 24 115806564 115806587 CTGAATTATGTTGCCCCTGC CTTTGCCTCTTCTTTTCCGA 212

Ai03B28948 Araip.B03 28948 p2 (TA)12 24 115820551 115820574 TGTGCTTGGAATAAGGGATG TAGCTTCCAAAGGGTGTGCT 198

Ai03B28952 Araip.B03 28952 p2 (TA)6 12 115826145 115826156 TTGCGATATAGGTAGGTTTTGAA AAAAGCAATCCTTCCGAAGTT 214

Ai03B28953 Araip.B03 28953 p2 (TA)6 12 115826265 115826276 CTTCGGAAGGATTGCTTTTT CCAACTGTGTTCGCTTCAAA 229

Ai03B28955 Araip.B03 28955 p3 (ATA)8 24 115828201 115828224 ATATCATGCCCTCATCGCTC CGAACTGAACGTTGCATCA 183

Ai03B28956 Araip.B03 28956 p3 (ATA)15 45 115841148 115841192 GGAATTGATTGTTGTCAAGCAC ACAAAAACTCAAAAGGAAGGAA 232

Ai03B28957 Araip.B03 28957 p2 (TA)6 12 115843962 115843973 TCGTTAGTTGTCTGGACCCC AAGGTCAGGGACGATTTTGA 242

Ai03B28958 Araip.B03 28958 p2 (AG)9 18 115845089 115845106 GGAAAGGGAGAAGAAGGTGG CCTACCCCTCTTCAGAACCC 123

Ai03B28962 Araip.B03 28962 p2 (AG)7 14 115853143 115853156 GCAGCGAAGGAAGAAAAAGA CCGATAGAGAGGGTTGACGA 135

Ai03B28963 Araip.B03 28963 p2 (AG)8 16 115856361 115856376 TTAGCCTCCCATGATGCTTT CCCATCCTGAAAAAGAAGGA 265

Ai03B28967 Araip.B03 28967 c (TTA)16(TTG)10 78 115867338 115867415 TTTGCTCTAAGTATGAGCTCCAAT AGGGGCAAAGAAAGTTGAGG 280

Ai03B28968 Araip.B03 28968 c (T)10caattgggtccctcttggtagtaattggcttaattgtatagggacccaatt(A)10ttggtacatggactcaaataaaagg(A)10106 115870603 115870708 TTCGCGAAATTTTCAATTAGC GTCCACCTTTCAAGTCGCTG 272

Ai03B28969 Araip.B03 28969 c (GT)6(AT)7 26 115885698 115885723 GCTAGCAGCAATCACACACC GCCCGAAGAAATTTGAATGA 204

Ai03B28970 Araip.B03 28970 c (GT)6(AT)7 26 115888901 115888926 GCTAGCAGCAATCACACACC GCCCGAAGAAATTTGAATGA 204

Ai03B28971 Araip.B03 28971 p6 (GAGATT)5 30 115893251 115893280 TGCTTTTGGAGGGTGCTAGT TGGAAAAAGGGATATCGGAA 244

Ai03B28973 Araip.B03 28973 p2 (AT)7 14 115904320 115904333 TGCAGAGCTTTTCCGTTAGTC TTTTGAGCATATAACTTTGTTTAGGTT 278

Ai03B28979 Araip.B03 28979 p3 (TGA)5 15 115921634 115921648 CGTTTCTGCTCCTCATCCTC ACCCAGAGCTCAGATCCAGA 213

Ai03B28980 Araip.B03 28980 p3 (TGG)6 18 115921907 115921924 TCTGGATCTGAGCTCTGGGT CCCTCACCACTACCAACACA 242

Ai03B28992 Araip.B03 28992 p3 (ATC)5 15 115942147 115942161 CAACTTGTCTCCATGACCCA CGATCACGCTCTTTCCATTT 272

Ai03B28993 Araip.B03 28993 c (TTA)6ctaattattattagtctttttatgaaacggagg(TTA)1287 115944150 115944236 TGGATCAACATTCATCGGAA CAACGTTAAGGACCAAAATCG 275

Ai03B28997 Araip.B03 28997 p3 (AGA)5 15 115947962 115947976 CGACAATGACGATAACGATGA GATTCACGCGCTTCTTCTTC 159

Ai03B28998 Araip.B03 28998 p2 (TA)9 18 115964580 115964597 TCATCAATTCCCCCACACTT TGGCCATAAGTTCCTATTTTGG 224

Ai03B28999 Araip.B03 28999 p4 (TATG)6 24 115974247 115974270 GAATGCCCTAGAAAGGGGTT TTGCGTTTTGCATCTTTTTC 256

Ai03B29003 Araip.B03 29003 p3 (TTC)5 15 115995105 115995119 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai03B29008 Araip.B03 29008 p3 (ATA)6 18 116013427 116013444 TTTCCCGCAAGGTTAAAAGA GATCCAGCTGCTGTTTCTCA 258

Ai03B29009 Araip.B03 29009 p3 (ATA)6 18 116015254 116015271 TTTTGGGACTTGGGACTCTG TCCACCAGTGGTAATTTGAGC 246

Ai03B29010 Araip.B03 29010 p2 (GA)6 12 116016234 116016245 TAGCAACCAGGAAACAAGCC CAACAGCACCACCACTGAAC 198

Ai03B29015 Araip.B03 29015 c (TC)7cttttctttctccccctc(CT)11ccctctctttccttttctcccctccccatccccatccccct(TC)6cctccctcccttcccct(TC)7138 116043652 116043789 TCACCTCTCCCTCCTCTCTCT GGCGGAGAGGAGATAAACAA 222

Ai03B29016 Araip.B03 29016 c (GA)6aaagaggagaga(GAG)642 116044087 116044128 TCCCTCTTCTCTTTCTCTCCC TATATCAAATCGAAGCCCCG 224

Ai03B29018 Araip.B03 29018 p2 (AG)6 12 116078864 116078875 TTTTGGGTGGAGGAGAAGTG CTTTTTGATTGATTCTTATCTTTTTCA 271

Ai03B29019 Araip.B03 29019 c (A)10caaaaacaaaaa(AT)634 116095899 116095932 TATGGGAAATTTTGGGAACA TGGGATAATTTTTGTCCCCTT 232

Ai03B29020 Araip.B03 29020 p2 (AT)8 16 116100461 116100476 GTAATGGGGTTAAGGCAAGG AGGGGACACAAAATTACCCC 209

Ai03B29021 Araip.B03 29021 p3 (GAA)6 18 116110551 116110568 GAAACAAATCACAACACAAACAAA CGTTTTTCTACCACTCTCCTCA 193

Ai03B29022 Araip.B03 29022 c (T)11aatataaaggaaacagat(TC)641 116111536 116111576 CTACTCCCTCCAAACGATGC AGCTCTGCTGGCGTTAATGT 208
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Ai03B29027 Araip.B03 29027 c (T)10acaaaaaaatttattaaacaataccnnnnnnnnnnnnnnnnnn(TA)1379 116143581 116143659 ACTCCTCTTCTTCGTTCCCA GGATGTGATGAAATCGATGG 261

Ai03B29029 Araip.B03 29029 p2 (AC)7 14 116150395 116150408 CCCTTGGCCCAACATAACTA TCTTCTCCTCCCTCACTCCA 101

Ai03B29041 Araip.B03 29041 p3 (TGG)6 18 116173490 116173507 GGAATCGGAATCTGTCTCCA ACATGTTTCCAGCCTTCCAC 218

Ai03B29042 Araip.B03 29042 p2 (AG)12 24 116173773 116173796 TTGGCCATTTTTGTTCTATGC GCCACTATCATCACCCATCC 272

Ai03B29046 Araip.B03 29046 p2 (TA)6 12 116186116 116186127 CCTATATATATGTGTGTGTGAATTGGC GAATGCTAAATAGCCAGCAGGT 232

Ai03B29048 Araip.B03 29048 p3 (AAG)5 15 116193669 116193683 CGAAAATACACCCAAAATTCG TCCTGCACCTTCTTCGTTCT 262

Ai03B29049 Araip.B03 29049 p3 (GAA)23 69 116193799 116193867 ACGAGGAGAAACACGACGAT TCAGAGGAAAACAAGAGAAGGAA 272

Ai03B29051 Araip.B03 29051 c (TA)13aaggaaag(A)1044 116198035 116198078 AATTTGACGGGTTGTTTTGC GGCATTTTGTCCCCTTTTATT 280

Ai03B29052 Araip.B03 29052 p3 (TCT)5 15 116199948 116199962 GCGTAGGACCCACGTTTTT AGGGGAAGAGAAGTTGAGGG 231

Ai03B29053 Araip.B03 29053 p2 (CT)6 12 116200072 116200083 CCCTCAACTTCTCTTCCCCT AAAAATGAAGTGAGGCGGTG 258

Ai03B29064 Araip.B03 29064 p2 (TA)10 20 116228831 116228850 TAGCGCGAGTGTTGTGTTTT AAAACAGAGGTGACAAGGCG 142

Ai03B29066 Araip.B03 29066 p4 (AAAT)5 20 116235238 116235257 TTGATCAAAGTCTGGTGCTGA TGCCAAAACACTCTTCTCTCTC 212

Ai03B29069 Araip.B03 29069 p4 (TAAT)5 20 116251359 116251378 TTCTTCTATTTGGCCGTTGC GCATGATGGTGATTATTTTAGGG 274

Ai03B29070 Araip.B03 29070 p2 (TA)7 14 116254017 116254030 GACTTTATTTTCCCCTCGCC TTGAGCTTTCGCGAATACAA 203

Ai03B29071 Araip.B03 29071 p3 (ATT)13 39 116255166 116255204 GGTGGATAGGATATAACAACCCG TTTTTCCTTTATCCCCTTACCC 259

Ai03B29073 Araip.B03 29073 p2 (TG)8 16 116259013 116259028 GACTTTATTTTCCCCTCGCC TGAACCTTCGCGAATACGA 212

Ai03B29074 Araip.B03 29074 p3 (GAA)6 18 116268614 116268631 AGCCTAAAGGCTGCAGTCAG GCAAAACCTTTAAAATGCATCA 279

Ai03B29075 Araip.B03 29075 c* (T)10(TCA)10* 39 116271279 116271317 TCTTCCTCTTCATCCTCCTCA CCTCTTCCAAGTAATTTTGTAGCA 234

Ai03B29078 Araip.B03 29078 p2 (GA)6 12 116276677 116276688 AGAGTAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai03B29082 Araip.B03 29082 p4 (AAAC)5 20 116291214 116291233 TGGTGGAAATGTCTTGATTCC TAGATCCGTCCCTGGTCTTG 194

Ai03B29083 Araip.B03 29083 p2 (GA)13 26 116294329 116294354 TGAAGAGGATAGTGGCTGGG CTGCAACACCTAAACCACCA 117

Ai03B29089 Araip.B03 29089 p3 (TCT)7 21 116354879 116354899 ATCACCCTCTCCCAAGAACC GCTTTTGTCTTCCCTTTCCC 200

Ai03B29092 Araip.B03 29092 c (AT)8gaaagaaaaaaaatatagaaaaag(A)1050 116361350 116361399 GGGACATTGGTTGAGAGGAA GGCATTTTTGTCCCCTTTTT 214

Ai03B29093 Araip.B03 29093 p3 (ATA)8 24 116375401 116375424 CAAAAACGCCTCTCACTTTTT TGCACTTTCAATACCGGAAA 110

Ai03B29098 Araip.B03 29098 p3 (GAT)5 15 116389202 116389216 GTCCATTCCTTCTGCTCCAA CTGCTTACGCTGCAGTCAAC 230

Ai03B29104 Araip.B03 29104 p2 (CT)6 12 116410944 116410955 CTTTTTGTTTGTTTCTTATCTTTTTCA TCAGAGAGAGAGGGTTCGGA 276

Ai03B29106 Araip.B03 29106 p2 (CT)8 16 116427296 116427311 GCGTCACAAGCTACTTCCCT CGAAGCACGAAAGAAAAGAAA 272

Ai03B29109 Araip.B03 29109 p3 (ATT)26 78 116429612 116429689 TCCCATGATGAAAAGCACAA TTTTTAACTAAGAGGAAGTGCAAAAA 279

Ai03B29110 Araip.B03 29110 p2 (TA)6 12 116439996 116440007 GATCGGATAAATCAGTTTAGCAA TTCTAGCCATTTTCTTCTCTATCG 190

Ai03B29115 Araip.B03 29115 p2 (AG)6 12 116472138 116472149 GGTATTTGGGGAAGGGTGTT CAGAAAGGGGCACTAAGCTG 280

Ai03B29122 Araip.B03 29122 p3 (AAT)5 15 116507833 116507847 CAGGTTCTGGATCTGCTTCC TCGAAAGTTCTCCCTCTCCC 263

Ai03B29123 Araip.B03 29123 p2 (AG)7 14 116508174 116508187 TGGGAGAGGGAGAACTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai03B29131 Araip.B03 29131 p3 (GAG)5 15 116526532 116526546 TGAAGATGAAACACGCGAAG GTCCAACAAAACACACGCAC 222

Ai03B29133 Araip.B03 29133 p3 (CCG)5 15 116528054 116528068 TTCTGCTAACCGCATCACAG CAATGACGGAGAGCAGTTGA 250
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Ai03B29137 Araip.B03 29137 p2 (AT)12 24 116539052 116539075 TGCAATTTTCAGTCGCAGTT ATGGATGCTCCATTCAGAGG 234

Ai03B29139 Araip.B03 29139 c (T)10aatatgaaaataaacatagcttatcaatgcacatggatttttaa(T)1064 116545141 116545204 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 221

Ai03B29140 Araip.B03 29140 p5 (TAAAA)5 25 116549216 116549240 ACAGCATTGGGACCAAACTC TCCTAATCTTAAAATCAAATCTTTTTC 161

Ai03B29141 Araip.B03 29141 p4 (TTAG)5 20 116558069 116558088 ATTTCACTTCACCCACGCTC TCGCATCAATAATCAGCAGC 276

Ai03B29143 Araip.B03 29143 p2 (AT)6 12 116559675 116559686 GAAAAATCTTGGGAATTGGG TGCATTCTCTTTTGATCACCAC 246

Ai03B29145 Araip.B03 29145 p2 (CT)7 14 116577060 116577073 TTTCAAGTGCCCAAATCCTC GTAAACTGTGGTTGGGGTGC 268

Ai03B29148 Araip.B03 29148 p4 (TTAT)5 20 116579752 116579771 ATAGCGGTCAACTTGATGCC GCAGATTGACCAACCACCTT 218

Ai03B29149 Araip.B03 29149 p4 (GTTA)5 20 116581261 116581280 TTCCCTCAACGTCCATCTTC TTTCGAAATCATCTCCGGTC 202

Ai03B29152 Araip.B03 29152 p2 (TA)14 28 116585942 116585969 AGGCCGGCCAGAGTATAAAT TTTCTCTGGCAAGCGAAGTT 221

Ai03B29153 Araip.B03 29153 c (TA)9atatata(AT)1861 116587762 116587822 TGAGTTGGTTGAAGGAATTGTG TGAGTTGGTTGAAGGAATTGTG 274

Ai03B29154 Araip.B03 29154 p2 (TA)6 12 116592614 116592625 CGGATGCAACCTTCAAAACT GCATCTGGAGGTTTCTCTGG 238

Ai03B29155 Araip.B03 29155 p2 (AT)8 16 116594174 116594189 CCCTTCTCAGGTACCAACCA TGTTGTTGATGGGAGTTGATG 207

Ai03B29163 Araip.B03 29163 p4 (TAAT)6 24 116629984 116630007 ATGTTGGGACTGCTGGATTC GTCCAATCAATGGTGCCTCT 248

Ai03B29164 Araip.B03 29164 p2 (AG)18 36 116632845 116632880 ACTTCAATCATTGGCCGTTC TATGGTTGCATGTCAATGCC 183

Ai03B29167 Araip.B03 29167 p3 (ATC)5 15 116653651 116653665 TTTGTTCCATTCTCGTTTCG TGATGGAGGAGAAGGACGAG 258

Ai03B29168 Araip.B03 29168 c (GAA)6atacgaagaaaaaagaggaggaacacaaagaaaa(AGG)567 116654359 116654425 TTCCTCTTCATCTTCTGCTGC CATCCCCCACTATCGTGTTC 237

Ai03B29169 Araip.B03 29169 p3 (AAT)5 15 116654927 116654941 TTAAGCCTTACCTCATGCCG ATGAACACTTCGCGCTTTTC 173

Ai03B29178 Araip.B03 29178 c (A)10ggt(A)12 25 116713438 116713462 TGCAATGCAAAATGATGAGAG AAACGAAAGTGCCTTGTCTTG 273

Ai03B29179 Araip.B03 29179 p3 (GGT)5 15 116718225 116718239 CCGAATTCAAGCCTATGACAA GTCGTCATCGTTGTCGTCAC 160

Ai03B29182 Araip.B03 29182 p3 (ACA)5 15 116725064 116725078 CTGGAAAGATGAACATCTCCG CTCGCACAACTTAACTGGCA 260

Ai03B29183 Araip.B03 29183 c* (CATA)16(AT)7* 75 116725652 116725726 CGACCTGCGAAGCTAAGACT GAAGCGAAGAACTCTTGGGA 279

Ai03B29184 Araip.B03 29184 p2 (AT)30 60 116729223 116729282 CTCCTAACTCAGCCTGCGAA TGGAGACTCTGTGGAAACGA 263

Ai03B29189 Araip.B03 29189 p2 (AT)8 16 116751150 116751165 CTCGAGGATTATTGACAACTGAA TAAGGCCTGCTTTTCTGAGC 230

Ai03B29190 Araip.B03 29190 p2 (GA)14 28 116762070 116762097 TGAGTTCTCTCAATTCATCCGA AGTATTCAGGTTTTCGGGGG 271

Ai03B29194 Araip.B03 29194 p3 (TTA)16 48 116798233 116798280 ATTCGTGGTTGAGCCACTTT GATTGTGCAATCCATCTCAAA 222

Ai03B29195 Araip.B03 29195 p2 (GT)7 14 116799510 116799523 GAAGTGGATTGCATGGTGTG TGTCCATTCACATGCTCAGAA 211

Ai03B29196 Araip.B03 29196 p2 (AT)8 16 116803149 116803164 GCATGCATCGTTGTTAAGAGA GAAGGTTGATTGGCTTCTGC 218

Ai03B29197 Araip.B03 29197 c (TC)7(AC)10 34 116809295 116809328 ATTCTTCCATGCTGACCCTG CATGTTGGCTTCATCACAAAA 184

Ai03B29198 Araip.B03 29198 p2 (GA)7 14 116810612 116810625 AGATGTCATTGGGGCTCTTG CCTTGCTTAACGGCTTTTTG 239

Ai03B29201 Araip.B03 29201 c (T)12gcccctttgttttgcttcttccttttcttttttcattttatc(T)1165 116826786 116826850 CACATCAAGACCTCGCTGAA TGTCTCTATCTTCATCTGCATTCTC 246

Ai03B29204 Araip.B03 29204 p3 (TCT)7 21 116843940 116843960 TCATGCCACGTCAGCATATT CTAGGCTTGGCTATTGCGAC 175

Ai03B29210 Araip.B03 29210 p2 (TA)6 12 116860942 116860953 GCTCAGAAATTCGATGCATTA CAGTTATCACAGACGGCACC 229

Ai03B29212 Araip.B03 29212 p3 (AAT)5 15 116865948 116865962 ATACAGGCCATGTGACCCTT TGCTGTAACGTTTACTACCATCG 238

Ai03B29214 Araip.B03 29214 c (A)12ttcgtc(A)12 30 116867722 116867751 GGCCCAATATGGTAGCAAGA GAGGCCATATGATTGCCACT 275
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Ai03B29217 Araip.B03 29217 p2 (TA)36 72 116874289 116874360 TGAGCATCTGGAGACACTCCT GACCTGCGAAGCTAAGGCTA 278

Ai03B29218 Araip.B03 29218 p2 (AT)8 16 116884156 116884171 CCTTAGCTTCGCAGGTTGAG CCACGCAGAGTCGTATGCTA 253

Ai03B29223 Araip.B03 29223 p2 (AC)6 12 116896859 116896870 GCTAGTAGCCATTAGGTATGAAAAA GGGACAAAATTCGTCGGTAA 279

Ai03B29226 Araip.B03 29226 p2 (AT)6 12 116911379 116911390 GCGAAGTGGTTTACTTTGGG CCTGCGAAGCTAAGGTTGAC 210

Ai03B29227 Araip.B03 29227 p3 (TAT)5 15 116911897 116911911 CGCCACCTCTATTTTACATCC CAACTTTATGTGGTATGTTTCAATG 280

Ai03B29228 Araip.B03 29228 p2 (TA)6 12 116919410 116919421 CCCTCTACAAGCGAAGTTGG TAAAGCTGAGGTGGCAAGGT 216

Ai03B29233 Araip.B03 29233 c (TCA)8tcttcttctttttcttcttcttgttttaccttcttataattctttttatttcagtctcttaacaagaataaaaaaaaatcaaac(A)11119 116931851 116931969 CACAATTCCAAATTCTCCATCC GTTTTTACTTCGCGCGTTTC 262

Ai03B29234 Araip.B03 29234 c (A)10ggagaagatgaatagaaaaaaga(GAT)548 116932570 116932617 GCTGTTGTTGCTTGCGTTTA CCTCCTTTTCTTCGTCATCG 265

Ai03B29236 Araip.B03 29236 p3 (GAT)5 15 116934032 116934046 CTGAGTTCTGCATTTGGGTTC CCCCCTTCTTCTCCAAAATC 267

Ai03B29239 Araip.B03 29239 p3 (GAT)5 15 116936188 116936202 CTGAGTTCTGCATTTGGGTTC CCCCCTTCTTCTCCAAAATC 267

Ai03B29246 Araip.B03 29246 p4 (TTTA)10 40 116994188 116994227 CTGGACTGTTCATTTCCGCT TCTCCCTCCTCACTTTTTCG 180

Ai03B29249 Araip.B03 29249 p2 (CT)10 20 117016331 117016350 AACAGGTCGTTGATCGGAAC AAACAGGCCCTCATTAGGCT 240

Ai03B29252 Araip.B03 29252 p2 (TA)6 12 117041905 117041916 ATGTTGGTCTTCCATGGCTC AAATATTGTCTAGCTTTGCCCC 159

Ai03B29255 Araip.B03 29255 p2 (AG)12 24 117047256 117047279 AAACGCCACGTACAGGAATC GGAACATTGAACCTGTGATTGA 274

Ai03B29256 Araip.B03 29256 p2 (TA)6 12 117054664 117054675 CCAACTCAATTGTGACAGTGC ATGGGTTTATCAACCTCCCC 264

Ai03B29257 Araip.B03 29257 p2 (AG)6 12 117055424 117055435 GAATCTGCAGAAAACGCTCC GGAACATTGAACCTGTGATTGA 249

Ai03B29264 Araip.B03 29264 p3 (AAG)5 15 117065513 117065527 CGTTTCTTCTTCTTCGCGTT TTCCTCCTCTTCATTTTCTGTTG 236

Ai03B29267 Araip.B03 29267 p2 (TA)9 18 117087512 117087529 TTTTGTTGCAACCCATTGTG GGGTGATCAAGGTTTGACTGA 241

Ai03B29268 Araip.B03 29268 p2 (TA)7 14 117088730 117088743 TCACCGCAGAATCTTTCGAT AAACATGAGCCAACTTTTTGC 278

Ai03B29269 Araip.B03 29269 p3 (GAA)8 24 117092938 117092961 CAAAATCAACAGAGCTGGCA GCCTGCATAACTAGGTGGGA 136

Ai03B29270 Araip.B03 29270 p3 (GTG)5 15 117101517 117101531 CAACTCCTCTTTCAGCTCCG CCCAGAAGGCCCCTATAATG 272

Ai03B29273 Araip.B03 29273 p2 (AC)6 12 117102730 117102741 TACACGCAAACACAAGCACA TGTGTGTAATTCGAATCAAGCTG 103

Ai03B29276 Araip.B03 29276 p3 (TAT)6 18 117107051 117107068 CCAGCAAAATGGCAAAGATT CATTCAATGGTTTCCGCTG 264

Ai03B29277 Araip.B03 29277 p2 (TA)8 16 117111346 117111361 GCCGTGGCTAGTTTCCTATG TTACCTCGCGTCATAAAGCA 239

Ai03B29279 Araip.B03 29279 p4 (AATA)5 20 117117196 117117215 GAAGGAAGCAAGAGGTGTCG ACGAGGAGGAGGAGGAGAAG 234

Ai03B29280 Araip.B03 29280 p3 (CTC)5 15 117117366 117117380 TTCAAATCATGCGCTCTTTCT GGAGGAGGAGGAGAAGGAAA 157

Ai03B29283 Araip.B03 29283 p3 (GAA)5 15 117121865 117121879 TTCCACAGCAATCAGAACCA TCAAGTCCTCAGGAGCCAGT 265

Ai03B29285 Araip.B03 29285 p2 (AT)6 12 117125219 117125230 AAGGCTTTGAGCACCACTGT GGTACTTTGCACCTTGAGCC 180

Ai03B29286 Araip.B03 29286 p2 (TA)12 24 117128170 117128193 TATCGCCTAATCCCACAAGC GCCTGCATTTGAAGAAAACC 266

Ai03B29293 Araip.B03 29293 p2 (TA)15 30 117155316 117155345 AGAATAGGGGTGGAAGCAGG CAAGGTTGTCGAACTCACGA 224

Ai03B29294 Araip.B03 29294 p2 (GA)8 16 117161132 117161147 ATCCAAACACAAGGGTGAGG TCGAAAATTTCTCCCTCTTTTTC 230

Ai03B29297 Araip.B03 29297 p4 (AATA)5 20 117163595 117163614 ATTTACATCCGATCCGCAAA ACAAGAAGGACCCAACATCG 240

Ai03B29298 Araip.B03 29298 p2 (TC)8 16 117166594 117166609 CGAACTCTCCTCTTGGTGGA GGAAGTGAGACGCAGGAAAG 262

Ai03B29299 Araip.B03 29299 p2 (AC)25 50 117166888 117166937 AGAAGGGGTTAGGGTTTTGG CGCATTGCTTTACCATCACA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B29301 Araip.B03 29301 p2 (TA)10 20 117169192 117169211 GAGGCAAAAATCTTCCTTTTGA TCTTGACAAAACCACCTTTGAA 245

Ai03B29302 Araip.B03 29302 p2 (AT)15 30 117170103 117170132 AAACAAGCAGGCATAGATTCA CTTCATGGTGAGACCGTGTG 259

Ai03B29303 Araip.B03 29303 p2 (TC)8 16 117172848 117172863 TCTCCTCTCGGTGGAGCTAA GGAAGTGAGACGCAGGAAAG 257

Ai03B29304 Araip.B03 29304 p2 (TA)7 14 117176698 117176711 TGCATTTTTCTTGTCATGCTT TGTGGAGGATAATAAAGAGATCAGA 277

Ai03B29306 Araip.B03 29306 p3 (TAA)26 78 117182275 117182352 TCTGGGTGAAAGGTTGGTTC GCAGTTCTTCCCATAGCAGC 253

Ai03B29307 Araip.B03 29307 c (AAT)11(GAT)16 81 117183758 117183838 TGTTCACATTTGACACCATCAA TGAAGGCTATTGGTCTCCCA 195

Ai03B29312 Araip.B03 29312 p3 (GCT)5 15 117215860 117215874 CAGGGCCAATCAAGAAGAAA AGCAGCAGTTGGAGCAGAAT 251

Ai03B29313 Araip.B03 29313 p3 (AAC)6 18 117217116 117217133 AAACCACACCACTTCTTGCC CTTCGTGGGTTGTCCAAACT 125

Ai03B29314 Araip.B03 29314 p4 (TTAT)5 20 117222006 117222025 TTGGCCCCAAGTCATTATCT GGCTGCATTTAACTCTGCCT 263

Ai03B29315 Araip.B03 29315 p2 (AT)6 12 117237950 117237961 GGTGATGCACCAAATGATGT CGCATGTAAGCTTGGTATTTTG 276

Ai03B29317 Araip.B03 29317 p3 (TGG)6 18 117242958 117242975 GCGACCTGAATATTGGGAAA AACCACAACCACAACCACAA 216

Ai03B29321 Araip.B03 29321 p2 (AT)6 12 117246158 117246169 TTTGTTGATCATGATTTTTGGTT ACCACCAGGTCCGAGTAGAT 249

Ai03B29322 Araip.B03 29322 p3 (AAG)5 15 117247345 117247359 ACCACACCCCCTTTACTTCC CCTTGAGCTCACATCCATCA 224

Ai03B29325 Araip.B03 29325 p2 (AT)11 22 117254161 117254182 CCGTGCGTATAAACTCATTTCA CCAGGCTCCTACCAGAACAA 267

Ai03B29328 Araip.B03 29328 p2 (AG)8 16 117266891 117266906 ACGACGGAAGGAGGTAAGGT TGGTCAGGGGCATTTATCAC 272

Ai03B29335 Araip.B03 29335 p2 (CA)18 36 117298355 117298390 TCCAAGGTTCCACGATCTTC CGCACCCTTTAAGGATCAGA 254

Ai03B29336 Araip.B03 29336 p2 (CT)8 16 117303891 117303906 CGTCCTCGAACTTGTACTCCA CGACGACGTATGCTTCTTTTT 161

Ai03B29337 Araip.B03 29337 c (T)10cgcgtctcttctttttc(T)1037 117306641 117306677 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATCG 216

Ai03B29339 Araip.B03 29339 c (CT)8ttttcccccttttctttctttctttcttccttgatttccctgcccccactccgtccttccctttctttggtttc(T)10100 117317801 117317900 GCTCCTTTCATCCCCTTTTC CAAACCTAGCCGCCACTAAC 223

Ai03B29348 Araip.B03 29348 c (TTA)5tttctgttttattttatccattttttttagttgttcttaagataagatattttgaaagtt(A)1186 117343300 117343385 TTTTTGGGGATAATTTTGACA TCCCTATTCAATGATTCTACAACAA 238

Ai03B29358 Araip.B03 29358 c (T)10cttattttc(T)1130 117378332 117378361 GCAGACAATGTCACATAAAATCG CCCCTTCTCTCTATGCTATCCA 171

Ai03B29361 Araip.B03 29361 p2 (AG)13 26 117383747 117383772 CCAGAAAGGGAGAGAAGATGC GCCATGGTCACCTCGAGTAT 171

Ai03B29362 Araip.B03 29362 p3 (TGG)5 15 117384496 117384510 TGGCATCTAGAGGGAGGAGA TTTTCTCTTTCGGCATTGCT 170

Ai03B29364 Araip.B03 29364 p2 (GA)19 38 117385825 117385862 CGAAAATGAAGAGAGACGGG CTACGACATTGGCGGTGAC 230

Ai03B29365 Araip.B03 29365 p4 (TAAA)11 44 117388170 117388213 TCCATATCCGACCCGAAATA CATGTCCGACTCATGCACTT 169

Ai03B29367 Araip.B03 29367 p4 (TTAT)6 24 117393842 117393865 TTGGGATAATTTTGTCCCCTT GAAAACTGTGGAAACATGGG 233

Ai03B29370 Araip.B03 29370 p3 (CAT)5 15 117432945 117432959 CGGTTCAGGATCTGGACATT CTAATTACGCCGAGCTCCAG 238

Ai03B29371 Araip.B03 29371 p3 (CCA)6 18 117439503 117439520 CGAAACCGTCCCTCATCTAA CGTGTTGGTATTGGTGTTGG 219

Ai03B29374 Araip.B03 29374 c (TAT)6taaaaaaagaaaggccgaagccatctagctaaggaagcaaaaggaaaaaaaaatgaaacgtggctttttcatgcatga(AT)6108 117444269 117444376 GGGTAGGATGTAAGACCCCAA TTGGTGATTAAATGAAAAATGGC 272

Ai03B29378 Araip.B03 29378 p2 (AT)6 12 117455609 117455620 TGTGTGTTGTGAAAAATCCGA GCACTCCAAAGCATAAATCG 278

Ai03B29379 Araip.B03 29379 p3 (TAA)11 33 117456365 117456397 TGTATTTCTTGAATAATTTGTTGTTCC ACAGGCAGTACCTCAGCACC 239

Ai03B29382 Araip.B03 29382 p3 (TAA)14 42 117467573 117467614 TTTTTATTTTGTTTTGCCCGA AAGACAACCCAGTCTCATACTTGT 273

Ai03B29385 Araip.B03 29385 p2 (AC)7 14 117501348 117501361 GGTTAGTTTCATTGGTATGGCA TGCTCTTCCAACAACAAAAGA 215

Ai03B29386 Araip.B03 29386 p2 (GA)6 12 117508792 117508803 GGTGGGTGGCTTCATATTTT TCCAGGCAGACACATTCAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B29387 Araip.B03 29387 p3 (ATT)6 18 117510126 117510143 TCAGAGAATTGATTTTCCATCAAA TCCATTTTCCACACCCAAAT 228

Ai03B29392 Araip.B03 29392 p2 (GA)8 16 117519385 117519400 GCCAAGCCCATGACTTAAAA TCGAACAGGACAACAAGGTG 216

Ai03B29394 Araip.B03 29394 p2 (TA)8 16 117529800 117529815 TTCTCCGCCCTGTATTTTTG TAAGGCCGGCCAGAGTATAA 122

Ai03B29396 Araip.B03 29396 p2 (TG)6 12 117537373 117537384 AATTCGTGCCTCAAACTGCT CAGAACTGCAGCATGGAGAA 178

Ai03B29398 Araip.B03 29398 p3 (CCT)6 18 117540992 117541009 CTCACACAATAGGGAACGCC ACTATCGCTTCAAAGCCACG 275

Ai03B29399 Araip.B03 29399 c (G)11aagcgaagtcctcggccccccaacttttttaaaaaaagattaatagtaataagttattaagtatgattta(T)1091 117545265 117545355 TCATTGTCACCTTCCCTTCC TTTAGGTTAGGCTGGACTTTTATTT 270

Ai03B29400 Araip.B03 29400 c (T)13aaccaaaatttcagattttggccaagcatcattg(A)1057 117546531 117546587 TTTAAATGGGCGGACTTTTG GGTTGGGTTCAAGGGTTTTT 273

Ai03B29403 Araip.B03 29403 c (TCT)5cctccttttttattatttttcactttcgttaccgtcat(CAC)568 117551158 117551225 CCCTGCACTTCTTCCATGAT AAAGAGGAGGAGCAGGTGGT 121

Ai03B29405 Araip.B03 29405 p3 (AAC)5 15 117552945 117552959 GCACACTCATGCAGTAGGGA AGAGTATGCGGGGCCTAGAT 189

Ai03B29407 Araip.B03 29407 p2 (AC)6 12 117558241 117558252 GCAACCTTTGTCCCCTTTTT GCCATGGAATTTCTTGAATTG 269

Ai03B29408 Araip.B03 29408 p2 (AT)6 12 117562759 117562770 TGAATTTCAATTTTAAAGGAAAGAGAA TCTTTAAGTTTGCTGGTGTCCA 264

Ai03B29412 Araip.B03 29412 p2 (TG)15 30 117609720 117609749 CAATGCCCATTCATTATCCA TGGGTTCTAAAATTGCACGC 240

Ai03B29413 Araip.B03 29413 c* (A)10gagaaaaacaaaaag(A)10(AT)8*50 117610788 117610837 GGAAAGTTGGAAACATTGGG GGCATTTTTGTCCCCTTTTT 252

Ai03B29415 Araip.B03 29415 p3 (GAA)6 18 117621897 117621914 AACAAGTCACGAATCACCAAAA TTCTCCTTCTTTCTTCCCCC 242

Ai03B29416 Araip.B03 29416 p3 (GGA)9 27 117628085 117628111 CAGCAGCAACAACAACAAAAA GATTTTTGCGCGGTGTAAAT 272

Ai03B29418 Araip.B03 29418 p3 (TCT)5 15 117636301 117636315 GGGATGTATTACTGTTACGGGG GAAGAAGAAGTCCGGAGGAGA 276

Ai03B29426 Araip.B03 29426 p3 (TCC)6 18 117664752 117664769 TTGACTTTAGCTTTGCTTTGTTT TGATACCAATAAGAAATGCACGTT 170

Ai03B29430 Araip.B03 29430 p2 (TC)8 16 117712481 117712496 GGACAAAACCGGTAGAAGCA TCTAAATCCTCGCCGTCATC 263

Ai03B29431 Araip.B03 29431 p2 (AT)10 20 117716315 117716334 TGCCGCTTTTGTACATTCAG CCTCCCAGCTTGTATTGCAT 216

Ai03B29434 Araip.B03 29434 p2 (GA)11 22 117726897 117726918 GCCTTTAGATGTGAAGCAACAA AGGGAGCTCGCCAATTTAGT 277

Ai03B29435 Araip.B03 29435 p5 (TTTAT)6 30 117731699 117731728 GGAGATGCATCAAGAATTGGA TGGGTCAAATCATAATTGGGT 193

Ai03B29437 Araip.B03 29437 p3 (TTA)23 69 117732437 117732505 TGGTTTCCTTTTATTTCCCCA GACAAAAGACACTGAATACAAAGAGA 278

Ai03B29438 Araip.B03 29438 p2 (TA)7 14 117734781 117734794 TCCCTTAATTGTTGCATCAGAA TGGTGGTTCTTCTGGGGTAG 187

Ai03B29439 Araip.B03 29439 c (A)10ttctcaaaaacgaa(T)1034 117735749 117735782 TTTCCTCGATCCTCCTCAAA CTGTGGCTCCAACTCAGTCA 146

Ai03B29440 Araip.B03 29440 p2 (TA)8 16 117737053 117737068 TGGTGTTGATCTCCAACGAA CAAAGAAAGAATTGAATGACAAACA 242

Ai03B29443 Araip.B03 29443 p2 (AT)6 12 117745184 117745195 GTATTTTGCCCTTTGGGGTT AGCCTTTGAAGAAAAAGGGG 250

Ai03B29444 Araip.B03 29444 p3 (TTC)17 51 117749517 117749567 GGAGGGACCACAGGGATATT AACCACATTCTGTTGCGTCA 207

Ai03B29445 Araip.B03 29445 p4 (ATTA)5 20 117749830 117749849 TCTCGCTCAAGACCACTCCT GCTTTCCCTTTGATGCATGT 180

Ai03B29446 Araip.B03 29446 c (AT)6ttgattcacatacatacgtaatataacataacaaaacataac(AT)666 117750035 117750100 GGCACCTTGTCACCCATAGT AAGATTGGATTGGATCGCAG 252

Ai03B29448 Araip.B03 29448 p2 (TA)9 18 117752048 117752065 GATGCACATTTTGTCCCCTT TGTCCCTAGTTCCCTTGGTG 146

Ai03B29449 Araip.B03 29449 p4 (GAAA)5 20 117753511 117753530 CGATGCATGCTTCAATCCTT GCAAAACAGGCATTTTGGTT 141

Ai03B29450 Araip.B03 29450 p3 (AAT)5 15 117754046 117754060 GAAACAGTGACTGCCCGAAT AACTCCTCATTTTTCAACCCAA 277

Ai03B29451 Araip.B03 29451 p2 (AT)7 14 117754327 117754340 AAGCCTTCAATTATTGGCGA TGTTGAAATGACAATGCAAGTG 160

Ai03B29452 Araip.B03 29452 p2 (TA)6 12 117754538 117754549 TGCACTTGCATTGTCATTTC CTAGGTTTGGGTTGGTGGAA 168



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B29453 Araip.B03 29453 p2 (TA)6 12 117759126 117759137 GCCCAAGTAAAGATTGCAGC GGAGGTTGGGTGAGATGATG 239

Ai03B29454 Araip.B03 29454 p2 (AG)9 18 117762050 117762067 AATCGGAAAGATTCCACGAA TTTTAAGATGACTCCGCTTGC 190

Ai03B29462 Araip.B03 29462 p3 (GAC)5 15 117782777 117782791 CTTGGTTGTACCATGTTGCG GTCACCCATCTCGGAGTCAT 198

Ai03B29466 Araip.B03 29466 c (A)10tatgcaaattgcaat(TAA)952 117799802 117799853 AAGCGGTGAAAATTTGAAACTAA CCCGCTTTCCTTTTCCTTTA 279

Ai03B29467 Araip.B03 29467 p2 (CT)14 28 117802275 117802302 TCCTGACACGTCCATAGCTC TCACCACAAAAATCCGAAAA 189

Ai03B29469 Araip.B03 29469 p2 (AT)12 24 117804726 117804749 TTTATTTGCCCCCACTCTCA GATGGTTGGGATTGCAGAAT 212

Ai03B29470 Araip.B03 29470 c (CTT)16ccgcctcaccaccgcaccaccaattcttcttctccttct(TTC)5102 117806690 117806791 TTTTTCGCTCCAAAATGGTC CACAACAAATTTCAACAAAAGCA 265

Ai03B29471 Araip.B03 29471 c (TGA)8taaccatgatgataatgtggtggtggtgggttctggtggtagtggtggttttgttctggtggtttaagtgctattcttc(TGA)6ccatgatgataat(GTG)7ggttc(TGG)5175 117806893 117807067 TGCTTTTGTTGAAATTTGTTGTG CTGTCCCGCTTCTCTTTCTC 273

Ai03B29472 Araip.B03 29472 p3 (CTC)5 15 117811152 117811166 TGTAATGTCTCGCACCACCT GGATGAATAGGAATGCATCAAA 278

Ai03B29473 Araip.B03 29473 p2 (TC)8 16 117816228 117816243 CAGCGGATTTATCTGCCAAT TGCAACGAAGGATAGGGTTC 266

Ai03B29478 Araip.B03 29478 p3 (ATA)5 15 117822822 117822836 GTCATCTCGACCTTGGTGGT CAATCTTGAATTAGTGTGATTTTGG 174

Ai03B29479 Araip.B03 29479 p3 (ATA)5 15 117824056 117824070 GTCATCTCGACCTTGGTGGT CAATCTTGAATTAGTGTGATTTTGG 174

Ai03B29480 Araip.B03 29480 p3 (TTA)8 24 117825255 117825278 TGTCCAAATTAGGCCAAACA TCTAATTTGTTTGTTTCTCAACCG 208

Ai03B29487 Araip.B03 29487 p5 (CAGGC)5 25 117838662 117838686 GAGGCCACATTACACCAAAGA CCAGGCCTGTTAAGAGCAAA 253

Ai03B29493 Araip.B03 29493 c (TC)14ttctctccaccactatcatctcctcccttctt(TC)1692 117874331 117874422 CACGAAAGTTGAAAATGCTGA GAATTGGGTGGCTGAGAAAA 246

Ai03B29494 Araip.B03 29494 c (A)10c(A)11 22 117878518 117878539 TTTGTTTTGGGCTTAGTGCC AAACATCCTTTCGTGGTTGC 206

Ai03B29495 Araip.B03 29495 p2 (AG)8 16 117885103 117885118 CACTTTGGGATGTTGTCGTG TTCAATTCGTCCCTAAACCC 229

Ai03B29498 Araip.B03 29498 p3 (CTT)5 15 117889850 117889864 CAACAGAGCGGTGAGAAACA GCGAAGAAGATAAGATGGCG 223

Ai03B29499 Araip.B03 29499 p3 (TCT)6 18 117889981 117889998 CTTCTTCCGCTCTCATGGAC TCGTTGTTAAGATGCGCTTG 277

Ai03B29501 Araip.B03 29501 c (A)13ggaaagcatacaatattgtgcgagtttggagcagtagtgcaa(T)1065 117892827 117892891 CAAGGACACACTCGGACAAA CCTCTGCTGTTCCGTCTACC 148

Ai03B29502 Araip.B03 29502 p2 (CT)7 14 117894174 117894187 ATGAGATGTGGATGGCACAA GGAGTGCAGCCTTTTTCATC 220

Ai03B29503 Araip.B03 29503 p3 (AAT)15 45 117894908 117894952 CTTTGGGACAACTTTTCTATTGTT TTTGTGATGTGGGTCATTGG 136

Ai03B29504 Araip.B03 29504 p2 (AG)7 14 117897585 117897598 GCCCTTTTCCATTCCTCACT AATATCCGCCCCATAAAACA 265

Ai03B29507 Araip.B03 29507 c (A)11tc(T)12 25 117902616 117902640 GCTTTTTGAGTTACCGGCAC TTGTGCAATGATGAAGGTAAAG 173

Ai03B29509 Araip.B03 29509 p2 (TA)6 12 117906095 117906106 ATGACAGAGTCGGATTTGGA AAATCATAGTTGGGACTTCGGA 232

Ai03B29510 Araip.B03 29510 p3 (CAT)5 15 117907555 117907569 CCTGATGGGTTGTACGGACT CATTGCCTTCTGCTTTGTCA 276

Ai03B29512 Araip.B03 29512 p3 (TTC)5 15 117912634 117912648 ATTCATCTTCGTCTTCGCGT TCAAATTCGGTTCATTTCTGG 230

Ai03B29513 Araip.B03 29513 c (A)10caaaactttccactag(A)1036 117916559 117916594 GCCACACTTACCCACTAACCTT GGAGGACCTGGTAAAAACCC 276

Ai03B29516 Araip.B03 29516 p3 (ATA)6 18 117918736 117918753 TCAAATAGCCCTTCAGGGTG CTCTAAGCAACCGGCTTTTG 235

Ai03B29517 Araip.B03 29517 p3 (GAA)8 24 117919498 117919521 TTTTTCTTTTGGGGGAAACC TGCATCTCCGTTTTCCTTCT 261

Ai03B29518 Araip.B03 29518 p3 (AAG)6 18 117919699 117919716 ATTCAAGCGATTCAAATGCC TCTCAACACCCTCCAACACA 214

Ai03B29521 Araip.B03 29521 p2 (TA)6 12 117924101 117924112 TTTTGCTTTTAGGTTAATTGGTG TTTTTGTACATTGAATTTAAGAATGTC 201

Ai03B29522 Araip.B03 29522 p3 (TCT)5 15 117934295 117934309 ACCCACCTCACCCTCTCTTT TTAGAATGTTGCTCGCCCTC 149

Ai03B29524 Araip.B03 29524 p3 (AGA)6 18 117949275 117949292 TCCCCAAGCAACTGAAAATC ACATCCATCCATCTCCTCCA 263
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Ai03B29525 Araip.B03 29525 p3 (AAT)5 15 117953892 117953906 GAAGAGAGGAAAAATAGAACAAGAAA TTTTTGCAGGGAGATGGAAT 138

Ai03B29528 Araip.B03 29528 p2 (AT)6 12 117962344 117962355 TGTATTTCTGCATTTTGCACAT TGTGTGGATTGTTGTGATTCTG 207

Ai03B29530 Araip.B03 29530 p2 (TA)7 14 117963392 117963405 ACAGATTCGCCCCAATGATA GGCCAAGGTAAAGGTAAGGG 234

Ai03B29536 Araip.B03 29536 p3 (GAA)5 15 117980398 117980412 CGGTCTTAGGTGCCATCAAT AATTTCCCACCCAAATCCAT 269

Ai03B29540 Araip.B03 29540 p4 (TTAT)5 20 118020897 118020916 GACATTTAAATTCTTCCAAAAACC CCCTCTTTGTTTCCCATTCA 238

Ai03B29543 Araip.B03 29543 p3 (TTA)5 15 118023090 118023104 TTCATCATCGATGGACTAGTTTTT TTCTTTAATTACCCAGACAAGATCA 158

Ai03B29546 Araip.B03 29546 p3 (TAT)6 18 118066952 118066969 TTTTAGGAATGCGTCTGGCT AAGAGGGGCGAAATACAAAA 260

Ai03B29548 Araip.B03 29548 p2 (AT)7 14 118071292 118071305 TGGTGTTTCAATTTTTGGCA TGCCATTCATGCATGTTCTT 236

Ai03B29549 Araip.B03 29549 p2 (AT)9 18 118073096 118073113 TTTAACTAAGAGAAAGTGCCAAAAA TCACACTTTTTATGTTTGGATCAGA 280

Ai03B29550 Araip.B03 29550 c (AT)14aatg(TAA)547 118073485 118073531 AACTAAGAGGAAGTGCCAAAAA GAGGGCTAACACTACAAAAATCG 256

Ai03B29551 Araip.B03 29551 p3 (TTA)6 18 118073735 118073752 TGATGACGTGCTTCCTTTTCT TTTTAAACCATGAAAACACCGTT 231

Ai03B29553 Araip.B03 29553 p3 (TTC)7 21 118074608 118074628 GGATCAAATAATGCTGTTGTGC ACCAGGGAGAAAAGGAGGAA 277

Ai03B29554 Araip.B03 29554 c (AAG)10agaagaaggtatacgtgaatttga(AAG)569 118088472 118088540 TCAGATTCAGAACACCTGCG CGTCATTACACGCGCTTTATC 238

Ai03B29556 Araip.B03 29556 c (TTA)12tatcaagtcacc(A)1159 118128390 118128448 CCCTCAATCATTTTGGTGGT CCTTTGGTCGTGACTCTCAA 140

Ai03B29564 Araip.B03 29564 p3 (GGA)6 18 118139784 118139801 TCCACGAAGCCAATATGTCA TCTAGCCGCTAACAACCACA 163

Ai03B29565 Araip.B03 29565 p3 (TAA)5 15 118141440 118141454 CTTTGGAAACCCCCAGATTT TGCTGCTTTCTTGCAACTTC 167

Ai03B29566 Araip.B03 29566 p3 (ATC)10 30 118141647 118141676 GAAGTTGCAAGAAAGCAGCA CTTCACCAATTGGGTCGTCT 238

Ai03B29570 Araip.B03 29570 p4 (TATG)19 76 118153093 118153168 AAAACCGTATAACCTTCCAAAAGA TTCCCTCGCCTTTATCTTTACA 236

Ai03B29572 Araip.B03 29572 p2 (AT)8 16 118156955 118156970 AGAATGTCACGCTTCCGACT TTTTTCCTCACCTTTATCTTTACACA 269

Ai03B29573 Araip.B03 29573 p3 (TAT)42 126 118157830 118157955 GAGAGGGGAGCTATTAGCACAT TCACATTTGTCATTTTTCATCTTTG 211

Ai03B29580 Araip.B03 29580 p2 (AT)7 14 118202370 118202383 GAAGAGTTGAAATAGCAAGAACGA TGAATAAAATAGGCAACTGAGCTAAA 212

Ai03B29582 Araip.B03 29582 p3 (AAC)11 33 118209055 118209087 TACTTGACGGGGAACTTGGT TCATGTAGCCGATTCCACCT 261

Ai03B29584 Araip.B03 29584 p3 (AAC)5 15 118211127 118211141 TTTGGTTTAAGTGTCTCGTGTG AATCACGATTCCGTGTACCA 254

Ai03B29585 Araip.B03 29585 p3 (AGA)6 18 118212916 118212933 TTAGAATGTTGCTCGCCCTT CAGGATCCCCACCTATCTCA 209

Ai03B29586 Araip.B03 29586 p3 (AAT)5 15 118214429 118214443 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 203

Ai03B29588 Araip.B03 29588 c (A)12tatttctcctttgttttcg(A)1041 118225264 118225304 CGGTTCATCTTGTTGCTCAG CGCCTGACATACTCATTCCC 264

Ai03B29590 Araip.B03 29590 p3 (TAT)6 18 118225743 118225760 TTTGGTGTCACCCTCTTCTTC TTATTTTCGGCTGCCATCTC 260

Ai03B29591 Araip.B03 29591 p3 (TTC)5 15 118226703 118226717 CACCACTCACATCCATCCAC GCTCACCCTCGAGCAATAAA 268

Ai03B29593 Araip.B03 29593 p2 (TA)15 30 118243211 118243240 TGGTTTATCAATCTCCCCACA TTTGATCAAGTGGGCAAGAA 179

Ai03B29595 Araip.B03 29595 p2 (TC)8 16 118253052 118253067 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 207

Ai03B29596 Araip.B03 29596 c (T)10ctttctttctctc(T)1033 118256051 118256083 TTCACTTGACACCTTCACGC GCAGTGAAAAGCTTGCAGAA 246

Ai03B29599 Araip.B03 29599 p2 (TA)12 24 118276973 118276996 TTCTGTGCAAAATAAACCATCAA GCAAGCAATAATAATTCTCTCTTTTT 278

Ai03B29607 Araip.B03 29607 p3 (TCA)5 15 118323357 118323371 CTTCCCACTCCTCATCTTGTG GAACGTAGGTTCATCCTCTTCCT 213

Ai03B29611 Araip.B03 29611 p2 (AT)8 16 118332446 118332461 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 271
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Ai03B29613 Araip.B03 29613 p2 (AG)6 12 118338469 118338480 AAAACCTGGATCGAGAGTCA ATACGCCCCTAGCGATTTCT 224

Ai03B29616 Araip.B03 29616 p2 (TA)7 14 118359433 118359446 GGATGGAGAATGAACAGCGT CCATTCTCACTAATCCCCGA 184

Ai03B29617 Araip.B03 29617 p2 (TA)9 18 118359928 118359945 TCCAATCCTCCATCCATAAAA GTGCTGGCAAGCCTAGAAAC 257

Ai03B29619 Araip.B03 29619 p3 (ATC)8 24 118372232 118372255 TGATTTGCATAATCTTTACTTGCC AAAGCCAGGTTCGTATCCAA 271

Ai03B29620 Araip.B03 29620 p2 (AT)9 18 118374692 118374709 TCATAGCATTTGCATTAGCATTG AGGTTCGGATGTGGATTTCA 248

Ai03B29623 Araip.B03 29623 c (TCT)5tttcttgtttgattccttctcgtccttatttt(TCA)1386 118382228 118382313 TTATTGTATGTGCGCGCTTC ACCCAAGAACGTGATGAAGG 265

Ai03B29625 Araip.B03 29625 p3 (TCC)5 15 118391828 118391842 CCGACTTGCGATTTGTTTTT ATGACGATGGGTTGAGAAGG 222

Ai03B29630 Araip.B03 29630 p2 (GA)8 16 118402552 118402567 TTTGTAAAGAGAGGGCATGAA CCCCCTTTATGCTAAGAGTCG 193

Ai03B29631 Araip.B03 29631 c (T)10gggttcaaatatcacttctaaaatt(AC)647 118402703 118402749 CGACTCTTAGCATAAAGGGGG TCCAAGGACCAACAACAACA 272

Ai03B29633 Araip.B03 29633 p4 (AGAA)5 20 118411409 118411428 CTCTATCCGTCACTCACCCC AATGACAACGGTGACGACAA 122

Ai03B29634 Araip.B03 29634 p3 (GAA)10 30 118414293 118414322 TCAGCAGCATCAAGTGAACC ATACCCGCTTCAATAAGGCA 268

Ai03B29638 Araip.B03 29638 p2 (TC)6 12 118430359 118430370 AAGGATGGAGAGCTCGGATT TTTGTGCCTTGCACTCTCAC 240

Ai03B29640 Araip.B03 29640 p2 (AG)6 12 118440478 118440489 GGACGATACTGAGCGACGTA AAGATGGATTTCTGGCCCTT 134

Ai03B29642 Araip.B03 29642 c (AG)6gattaaggctgagaatgagtctgaaagaaaaaggaagaatttgaattggaggcagaaattaggattactaaattcaagaaatgg(AT)10116 118450031 118450146 GGACGATACTGAGCGACGTA GTCTCCGTTTGTCACCCCTA 264

Ai03B29645 Araip.B03 29645 p3 (TTA)15 45 118465805 118465849 CTATTACGGCCTGACCCAAA TCGGCCAAGTTTTCTTTTTC 175

Ai03B29646 Araip.B03 29646 p2 (AT)6 12 118471647 118471658 TGAACGAAAGAACCGTTGGT TGTTGTCGTAATGTCCGAGC 214

Ai03B29651 Araip.B03 29651 p2 (AT)8 16 118479555 118479570 GGCTTTCTTATGGCCTTCCT TCCATATTCTTGAGCGTTGC 232

Ai03B29652 Araip.B03 29652 c (AT)13(AC)9 44 118479795 118479838 AAGCTCTGAACTCAGCCTGC AAGTGGATCTTTTGGGGGAT 250

Ai03B29654 Araip.B03 29654 c (A)10(T)10 20 118493472 118493491 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAAAGTGTTTAGGAA 242

Ai03B29658 Araip.B03 29658 p2 (TA)14 28 118522249 118522276 CATTGCCACTGAAATATGGAA TGTGCCCTTATTTTCATTCCTC 280

Ai03B29659 Araip.B03 29659 p2 (TC)8 16 118525512 118525527 TCAGAAACCCAGTTCATCCTC GCAATGAAGACGCGTGACTA 155

Ai03B29662 Araip.B03 29662 p2 (AT)10 20 118537044 118537063 GTATCGGGTGGAGGAAGGAT CACTGAGAATGTCGTGTCTGC 217

Ai03B29665 Araip.B03 29665 p3 (TAT)5 15 118552216 118552230 TGAGAAACGCAAATCGGTAA TCTTAAAAACAAACGATAACATAACAA 279

Ai03B29672 Araip.B03 29672 p2 (AT)6 12 118572456 118572467 ATGCAAAAGTGGGAATTTCG TTTCAAGGTTGTAATGGGGC 163

Ai03B29679 Araip.B03 29679 p2 (TA)7 14 118597117 118597130 ACATGTCAGGTAGCGAACCC TTGAGATTCCCTTGTCCCTG 147

Ai03B29681 Araip.B03 29681 p2 (CT)25 50 118608556 118608605 CCACCATATCACCATTGCAG TGTAGTACCGACCATGGCAA 245

Ai03B29682 Araip.B03 29682 c (A)10cgaagagccttgcggctaaaaatggtggatcgcatgtaattggattattgatgattggagtaatgatttgttctatttt(A)14103 118610420 118610522 CGTGTAAAGCTAGCCTTGTCAGT GAGTGGGTTGATTTTGATCCTT 270

Ai03B29683 Araip.B03 29683 p4 (AATT)5 20 118614824 118614843 TGCTGCAGATGAGAGTTGATT CAACTGAAAAGCTGCATACTTGA 203

Ai03B29686 Araip.B03 29686 c (TA)9(GA)6 30 118618278 118618307 GAGCCTTTGCGAATACGAAC TGCGAAGGTTTAGTGTGGAG 272

Ai03B29687 Araip.B03 29687 p2 (CT)12 24 118624027 118624050 GTTGAGGGCAAGGATGAAAA GCCAAGGAATGCAGAAGAAG 253

Ai03B29690 Araip.B03 29690 c (T)13cttttcatcatttttttttctttccct(TA)6tttttttctttttctttaaactttcttgaaaaacctcaatgtttgactaagcattgttgtgattgaaaaattc(A)10(T)10145 118632567 118632711 TTCACTTTGGGGCATTTTGT CCCTTTTTGCATAAGAATTTGG 244

Ai03B29691 Araip.B03 29691 c* (A)10(AT)12* 33 118653277 118653309 TTGATTTTGGGAGAGTTGGG ACTTTGGGGCATTTTATCCC 272

Ai03B29693 Araip.B03 29693 c (A)10tcatttaaacacagccataacttgctttatttagcattcattaattgttgcaataattaattaatattaaataaggtaagttctggctg(T)10109 118666421 118666529 GGGTCTGTGCACCCCTAAT TTGGTAATGCAAGAGTGGTTG 264

Ai03B29696 Araip.B03 29696 p3 (CCG)6 18 118673773 118673790 CCCCTTGTTTCTCCTTCTCC TTCTTCGCAATTTTCAACCC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B29700 Araip.B03 29700 p2 (AG)6 12 118678455 118678466 CAAAAGCATCACTTGGCAGA ATGGATATGGTGGACAACCG 192

Ai03B29702 Araip.B03 29702 p4 (AACC)5 20 118681200 118681219 CCGGTAACAAAAATCACAGC CCAGGTTTTGTTCCTCCTCA 268

Ai03B29705 Araip.B03 29705 p2 (AG)7 14 118695643 118695656 TGAGGAGGGTTGAGATGTGA TTGTTTTCTAACTTTTTCAAAACTACC 276

Ai03B29707 Araip.B03 29707 p4 (AAAT)6 24 118703522 118703545 AACCACTTTCTCTCCCCTCAA CCATGATGGAGAAAGGGAGA 148

Ai03B29708 Araip.B03 29708 p2 (AG)6 12 118716750 118716761 GGGAGTTCCTGAAACCAACA TTCATTGGTCAATTGGGACA 246

Ai03B29709 Araip.B03 29709 c (AAT)8aacaagatctttcaagacactagcattttctgattgacatgatttatcgaaatataaaaaggctaagcaggacgagtt(A)14116 118717892 118718007 CATTTGGAGGAATGGCATGT TTTGAGCAGTATTGGCATCTCT 240

Ai03B29710 Araip.B03 29710 p3 (ACT)5 15 118718674 118718688 CGGCTTCAACAACATTGAAA TTTCACCGCAATCCTACTCC 267

Ai03B29711 Araip.B03 29711 p3 (AGA)5 15 118727288 118727302 TCCTCGAGCAAAAGAAGGAA AATTCCCCTCCAAAACCATC 181

Ai03B29713 Araip.B03 29713 c (TC)8tt(TC)6 30 118751104 118751133 CAGATCTCAGTGGTGGCAGA GAAGACCAGGACCGAGGAGT 196

Ai03B29714 Araip.B03 29714 p6 (CCTAAC)6 36 118764727 118764762 AAATGCTATCCCTTCCCCAA GGGTTAACATTAGGGTTTCGG 188

Ai03B29715 Araip.B03 29715 p6 (TAACCC)5 30 118765361 118765390 CCCTAACCTTAACCCTAACCC AAAATATTCGCCCATCCGTT 170

Ai03B29716 Araip.B03 29716 p3 (AGA)12 36 118768316 118768351 CAAGGTTCCCATAAAACCCA GGGTCTTCGGACCTTCTTTC 277

Ai03B29719 Araip.B03 29719 p2 (TA)7 14 118797612 118797625 CACTAGGGCAAACACAAGCA GGCGTGCGATTATTGAAAGT 186

Ai03B29724 Araip.B03 29724 p2 (TC)27 54 118814711 118814764 TGTAGGAAGGTGTTTCGCCT TGGATTTTTATCCTACCATACCA 266

Ai03B29729 Araip.B03 29729 c (T)10cttcgtatatatacatgaataccaaaactcatgatgaatatgtaaatacctaaaagccactatactttttttgttcttaaagattac(A)11ggaaagggtactgatatatatcaagttaacaatcaaacca(T)10158 118821282 118821439 TTTTGAGAGATTGGTCGAAACA TGTGTGATTACTTGCTTTTGTTGA 268

Ai03B29734 Araip.B03 29734 p3 (TCT)5 15 118835790 118835804 AAGAGGATTGCTGCTTCTGC GCTTCTGACTGGAGGATTCG 171

Ai03B29736 Araip.B03 29736 p3 (ATA)6 18 118844775 118844792 TCAGAAGTCATCAGAATTTATTGTTTT TGGCTCCCTCATCCATTTAC 216

Ai03B29737 Araip.B03 29737 c (ATT)10(CTT)19 87 118850999 118851085 GGGTTTTAACGAGGCATCAA CTTAAATCGGTGCGTTTCGT 247

Ai03B29744 Araip.B03 29744 p2 (AT)10 20 118895908 118895927 TGATGACATGGCCACATAGG CCTCATCATTCTTCTCCCCA 230

Ai03B29745 Araip.B03 29745 p2 (TA)6 12 118897404 118897415 TGTCTTTTAATTTCTGTCTCTTTTTCA TTAATTTGGCACTCATGGCA 179

Ai03B29746 Araip.B03 29746 p3 (ATA)6 18 118907038 118907055 CTGAAGTTGTGCTCCAACGA GGCAAATTATTCATCGCACC 275

Ai03B29748 Araip.B03 29748 p3 (TTA)5 15 118923213 118923227 CCGTTTCCCACAATCCATAC GGCCTGTTGGTGGTTGTTTA 278

Ai03B29750 Araip.B03 29750 p2 (AG)6 12 118925940 118925951 AACTCCAAATTGTTCGCAGG CTTCTCCTTTACGCGTCTCG 253

Ai03B29752 Araip.B03 29752 p2 (AT)7 14 118927088 118927101 CCCAACCGGAACAATAAACA CTTTATGCCACCACCACCTT 175

Ai03B29753 Araip.B03 29753 c (TA)12(GA)19 62 118927554 118927615 TTGATCACCACCATGCACTT CACTAAAACGGTGCTGCAAA 211

Ai03B29754 Araip.B03 29754 p2 (AG)7 14 118928421 118928434 TGGGCTTGGCATATTAGGTT TGTCACATGGTGTGCTCAGT 275

Ai03B29755 Araip.B03 29755 p2 (CA)6 12 118928578 118928589 CCAATGGAGACCCTTTCAGA CCTGAAATTCCCAATCTCCA 134

Ai03B29761 Araip.B03 29761 p2 (GA)6 12 118953227 118953238 TTAAAATGGTTGCTCGTCCC TCCCACAACAAAACCCTCTC 120

Ai03B29765 Araip.B03 29765 c (T)10ctatatctac(A)10ttgttcataaaagaacttttagatgtaaaaaatattctctggtttaatcaatgatatccg(TA)8106 118970026 118970131 TCTGGTTTAATCAATGATATCTACAAA GGTGGAAATTGTTGAGGGTG 257

Ai03B29767 Araip.B03 29767 p2 (TA)6 12 118971049 118971060 GAGCTCCAAATCTACGGCAG TTTGGCTCAGATGCTCCTTT 171

Ai03B29771 Araip.B03 29771 p3 (TTA)5 15 118977006 118977020 ATTCCGCTCCACAGTGTTTT CAATCCACAGTTTTTGCAGAG 215

Ai03B29772 Araip.B03 29772 p2 (AT)7 14 118977969 118977982 TGCGCTTTGGAAAAGAGACT CCCTCATACATTATCCCACGTT 218

Ai03B29773 Araip.B03 29773 p4 (GAGG)6 24 118979927 118979950 GACGTGCTTATCTGCAACGA TGTTTAGGCAACGACGAACA 279

Ai03B29775 Araip.B03 29775 c (T)10aattatatataaatgttcatatagtcacc(A)1049 118999399 118999447 AGGTGCATGGAGTCCACAAC TGAAAGTTTTACCGCAAATTACA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B29778 Araip.B03 29778 c (T)11atcatcatcacaatctttttcttc(T)10cttattcatcttttcttttttattttaccttctcaagtttcttcttgttttactctcttaacaagaataaaaacaaaaaaatcaaaca(AAG)5148 119005465 119005612 TTCTTCCTCTTCCTCCTTCTCA TCATCTTTCAAGTAATTTTGCAGC 219

Ai03B29780 Araip.B03 29780 p2 (AT)6 12 119008657 119008668 TGGTGCACAATCACAGTTGA TTAAGGCCACAGTACCCGAG 279

Ai03B29781 Araip.B03 29781 p3 (AAG)6 18 119009681 119009698 TCAAAGCAACCACAAACCAA ATTGCGAACGAGAGAGGAAA 197

Ai03B29785 Araip.B03 29785 p2 (TC)8 16 119033687 119033702 AATCAAAATCGTCCCCAACA TGTGGTTAGGGGGTAAACGA 265

Ai03B29791 Araip.B03 29791 p3 (GAA)13 39 119051691 119051729 GATTCCTGGCGTAAAGGTGA TCTGCCAGTTCCAGACTTCC 243

Ai03B29796 Araip.B03 29796 p3 (TGA)5 15 119059479 119059493 CCGCTTCAGCTTCTTGTTTC ATCTGCATCACACCAACCAA 276

Ai03B29797 Araip.B03 29797 p3 (TGG)8 24 119059704 119059727 TTGGTTGGTGTGATGCAGAT AGTTTAGCGCCAGAATCGAA 227

Ai03B29805 Araip.B03 29805 p3 (AAT)6 18 119094659 119094676 TCTTAGGGTAGACATATACATGAGACA TTATTGAGTGCCACAGGGAC 276

Ai03B29806 Araip.B03 29806 p2 (TC)13 26 119096307 119096332 CGAAAACCCCAAAATACCCT AGCATGGGCAGTTTGGTAAC 213

Ai03B29808 Araip.B03 29808 p6 (AAGATA)6 36 119097925 119097960 GCAGTGAAGACGTGAAAACC TCAGCCCAACAAAATACACAA 279

Ai03B29809 Araip.B03 29809 p6 (AAGATA)5 30 119102454 119102483 TGTCAGCAGAGCTCAAGAGG CACAAATTCAGCCCAACAGA 270

Ai03B29811 Araip.B03 29811 p2 (AT)6 12 119111097 119111108 TCTCGTGCTGATAACGTGTTG GCAATAAAGCATTCCTCTCTCC 260

Ai03B29818 Araip.B03 29818 p3 (CAT)5 15 119131239 119131253 TACAATTCCCGTGATTGGGT GGTAGTGCTGCTGCAGATGA 248

Ai03B29819 Araip.B03 29819 p3 (CAT)5 15 119131527 119131541 TGCAACGACACTACCACCAT ACGAGCATGAAGCTGAAGGT 164

Ai03B29827 Araip.B03 29827 c (A)10gaattggtatagggacctaaataaaaggaaaaaaaagtgtatggacccaatt(A)1173 119166667 119166739 TGTTGGTCCCTATAGTTTCGTG CGCAAAATTTTCAATTAGGTCC 272

Ai03B29829 Araip.B03 29829 c (T)10atagataattaaatttctatttacaaaagtgtactattttattttattaattttttgaagttgat(TA)687 119171324 119171410 CGCTACAGAGGAGAAATGGTG CTGCGTAGCCAAATAATCCA 274

Ai03B29831 Araip.B03 29831 p2 (GA)6 12 119172764 119172775 GCAACAAACAACGAGCTTGA CGCTCTCAAGGTAACAAGCC 185

Ai03B29836 Araip.B03 29836 p3 (AGA)5 15 119194841 119194855 AGGAATGCGAAAAATGAGGA CAACGCTTCTTCTCTCCCAC 150

Ai03B29838 Araip.B03 29838 p2 (TA)8 16 119196007 119196022 TGAAGACGTGAGTTTCCTATCA TGAAATAAAGATATGTGTCATGCTT 270

Ai03B29839 Araip.B03 29839 p2 (TG)6 12 119197189 119197200 ACGTATCGGGTTTGGCAATA TCTTCCGTTGGTCAATAGCA 204

Ai03B29840 Araip.B03 29840 p2 (TA)12 24 119197564 119197587 TTGTTTTGGTTTTTAGAGGGG ATGTGGCAGACCTCCTTTTG 277

Ai03B29845 Araip.B03 29845 c (AG)8t(GA)6 29 119219089 119219117 CTGGATTCAGGATACGGTGG AAAATCCCACACTCACACGC 164

Ai03B29848 Araip.B03 29848 p2 (AT)7 14 119228007 119228020 CTTTTTCCGTCCTTCGCTC TATCTGCATTCGCTAAGGGG 111

Ai03B29851 Araip.B03 29851 p3 (ATG)5 15 119230004 119230018 TGTTCTTTCAAGGGTTGAGTGTT CCCTGTACCAGCAAAACCAT 165

Ai03B29852 Araip.B03 29852 p3 (CAT)5 15 119234413 119234427 ACAAAAACCAGCCTCCAATG TGTTCTTTCAAGGGTTGAGTGTT 237

Ai03B29854 Araip.B03 29854 p2 (GA)8 16 119238748 119238763 AGAGGACGACGTCGGATATG CAGTCTCAACAGCGATGGAA 234

Ai03B29855 Araip.B03 29855 c (T)13ctctagtgtatgtgaatttgaaggtgaagtacat(TC)659 119240474 119240532 CGATTTGTTTGATTAGACTCTTGC GATTCACAAACCAAGCCCAC 191

Ai03B29862 Araip.B03 29862 c (A)18cttgctttgttgactagtatagcaagccaatc(T)1161 119270731 119270791 TTGTGGCCCACTCATCATAG AAAATTCGACCGCCATTGTA 235

Ai03B29863 Araip.B03 29863 p2 (TA)6 12 119271275 119271286 GCATGATGCATGAATCTCTCA TTTCTGACCTTTAGCACGCA 270

Ai03B29865 Araip.B03 29865 c (A)12caaaaattttgaataactcttcttatctacaatatacaatggagattagaaaaagtttagacttttagtacacaactttgtctttc(TA)10cttggccctaaaaatgcgatcctagac(A)10155 119277063 119277217 AGGGTATTTTTCGTTTTCATCA CTAACAACGAAAGGGCCAAA 280

Ai03B29866 Araip.B03 29866 p3 (TCT)5 15 119283690 119283704 TGCTGGTGGGATATCATCAA TCCTTGGACAATCGATCACA 273

Ai03B29869 Araip.B03 29869 p2 (TA)9 18 119288582 119288599 TTGCTTATTATTAGGCGCACA GAGCAACAAAGAGACACACAAAA 275

Ai03B29871 Araip.B03 29871 p2 (AT)10 20 119290976 119290995 TCTTTCAAGTGATGTTAGGTCCA TGAGAACCATTTCTATGTAAGTCGTC 278

Ai03B29874 Araip.B03 29874 c (AC)6(AT)7 26 119295668 119295693 AGCTTTGTAATGGGATGATGC GACGAAAATGAAGATCGCGT 233
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Ai03B29875 Araip.B03 29875 p3 (ATT)6 18 119300862 119300879 AAAACTAGAAATTGAAGTGGGTGA TGCACGATGGGAAAGAATTT 249

Ai03B29878 Araip.B03 29878 p2 (AC)6 12 119305765 119305776 AGGGTGCATTTGGTGAAAAG TGGTGGTGAGTGGTTGATGT 213

Ai03B29881 Araip.B03 29881 c (AAGA)7gagggagagagaaagaagaaactcacagagagagcaggaagaaacgaagaggttgatgggaattggggaaaggggggtgtttgtaata(AG)9134 119315309 119315442 GCAAACAAGCAAGCATGAGA TCCCTTTCATTCATTCTCCG 249

Ai03B29883 Araip.B03 29883 p2 (TA)8 16 119316536 119316551 TGAGTCGAGTTTGAGTTTGGA AAAAGCTCACGAGCTGGTTC 270

Ai03B29886 Araip.B03 29886 p3 (GAG)6 18 119328517 119328534 GAAGAGCCAGAAGTCATCCG TACCAAAAGGTCCAGGATGC 224

Ai03B29897 Araip.B03 29897 p2 (TA)6 12 119345871 119345882 AGGAGGGCATTGTAAACACG TTTTCCTATGCAAGTTGAACCA 119

Ai03B29898 Araip.B03 29898 p2 (TC)8 16 119352115 119352130 CCGGTTAACCAAAACCAAAA ACATTAAAAAGCCGGTTTACATA 240

Ai03B29899 Araip.B03 29899 c (T)11gggacgggaacctggtgcagtttatgcagccaaatctaccatttgatcctgaccttttttttggtcatacaa(AC)899 119365215 119365313 GGCATACCATACGTGCTAAGTTT TGCTAGATGAGGCCCATACAT 280

Ai03B29904 Araip.B03 29904 p3 (TAT)5 15 119380218 119380232 AACCAAGTGTTTGGTGGCTC TCACAAAGGAAGAGTTTCATAGCTC 266

Ai03B29907 Araip.B03 29907 p2 (CT)9 18 119386390 119386407 TCACTGGCTGGTTTTGTCAG TGCCAGGCAAAAATAATCAA 280

Ai03B29916 Araip.B03 29916 p2 (TA)7 14 119419770 119419783 TGCAGGTCAATGTTCCTCAA ACCGCACACCTCTATTCTCG 263

Ai03B29918 Araip.B03 29918 c (A)11gaata(AAT)531 119428248 119428278 GGGTTTGCAAGAAGAGAAGC CAATGAATTAAAATGAAATTCCACA 275

Ai03B29921 Araip.B03 29921 c (ATTA)5aggggaaacatgcgtataattgaaaaagctgagtttggtgatggataaatagctttaac(TAA)697 119436762 119436858 TGTGTATTTGTGTAAGGCCCA TCATCCGTACGTTGGTTTTCT 263

Ai03B29925 Araip.B03 29925 c (T)12aac(T)10atcttaagaaa(T)1248 119444398 119444445 GGGAAGTGAAAATTGGGTGA TTGTGTGTTGTTTGGATGAAGA 277

Ai03B29927 Araip.B03 29927 p2 (AG)7 14 119452490 119452503 ACGTTGCAACATACACTAAAAACT ATTGGGGATGTTGAAGAGCA 276

Ai03B29928 Araip.B03 29928 c (T)10atttgaatttattttc(T)1036 119454249 119454284 TTTTTATTGTCGTCGTCACCA CATGTGCAAAAATTTCAAAGAGA 183

Ai03B29930 Araip.B03 29930 c (A)10gaaaagaaaaacatagtaactacgtgcagagaagaaaaaggaatgcaaagaaggagtgcaaaaaag(A)1086 119467272 119467357 CAAAATTCCTTATCCTCTTCTTCG CTCCAACTTCGAGCAGCATC 279

Ai03B29933 Araip.B03 29933 p2 (TC)7 14 119487194 119487207 GAGGGACGTGCGTAAATTGT GCTCAACCTGCACAAACTCA 124

Ai03B29934 Araip.B03 29934 c (A)11gaggtttgggttttcaataatattaaatgtaaacgta(T)1058 119490691 119490748 TCACTCCCAATGAGTCATGC TGGCCCAATACAAACATGAA 139

Ai03B29936 Araip.B03 29936 p3 (AAG)5 15 119491825 119491839 GAAAATTTCGCTGCACAACA TGGAACGAAAGAATCCAGGT 237

Ai03B29937 Araip.B03 29937 p3 (AAG)5 15 119496434 119496448 CTCATCAGAAACCCCCACAT ACCCTTTTGCGTGTTTGTTC 249

Ai03B29938 Araip.B03 29938 p3 (AGT)5 15 119497098 119497112 CCACTTGTGTCGTTGGAATG AACGTGGTTGGTGATCATTG 258

Ai03B29939 Araip.B03 29939 p3 (TGA)5 15 119499095 119499109 GGATGCAAGAAAAAGGTGCT ATGCCAGGTGATGAGATTCC 199

Ai03B29941 Araip.B03 29941 c (CT)9tttaaaccatagaacggaggaaggaataatggtg(T)1466 119503021 119503086 TGGTTGGTGCTAAACTGCTAA AAAGGCTTCATCATGTCGCT 222

Ai03B29953 Araip.B03 29953 c (A)11caccaaatccggcccctgataatttttttttgggactgattagcccctgtgcc(A)1074 119543167 119543240 AGTAGTGTGGAGTTCAGTGTGGT ATTTGACGAACCATTTTGCC 260

Ai03B29960 Araip.B03 29960 p3 (AAT)5 15 119571789 119571803 ATCAGTCATGTCGGCCAAA GGGGAAGAGAATAATCTTGGAGA 190

Ai03B29961 Araip.B03 29961 p3 (AAT)6 18 119573024 119573041 TCTCTTTGCACATCAACCCA GCCAGGTAAGCCTCTCACAA 252

Ai03B29967 Araip.B03 29967 p3 (TAA)6 18 119581728 119581745 CCAACAAAGAAAAGTGAGCCA GCCTCCTTCTATCCCTCTTGA 275

Ai03B29968 Araip.B03 29968 p3 (ATT)6 18 119582753 119582770 CATCGAGGTAGATAACGGGG CTTTTTCCCAGCAAAACAGC 278

Ai03B29971 Araip.B03 29971 p3 (CTC)6 18 119595793 119595810 AAAGGGTCCAGGAGGCTAAA ACCTCACCAGAAGAGCCAGA 217

Ai03B29972 Araip.B03 29972 p2 (TA)6 12 119605553 119605564 AAGACCCACATTGTCCGTTC TTAATTGGTTCCCAACCCAC 265

Ai03B29974 Araip.B03 29974 p3 (GGT)6 18 119610375 119610392 GATTTTTGGGTGACGGAAGA GGACCAGAAAAAGCAAGTGG 242

Ai03B29976 Araip.B03 29976 p2 (TA)9 18 119611171 119611188 CATGGCGTTGAACAGTGAAG GTTGCGCAAGACACGCTAT 162

Ai03B29977 Araip.B03 29977 p3 (TAA)7 21 119613881 119613901 TGGCACTAGCTAGGAAGGGA GTAAGCGCATGAAGAGGAGG 259
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Ai03B29978 Araip.B03 29978 c* (ATT)15atgactttggg(T)10(TC)6*77 119615843 119615919 TGCCACAAATTATATTGTTTATATCTG CGGAAAGAAACAAATTCGGA 182

Ai03B29980 Araip.B03 29980 p2 (CT)6 12 119622968 119622979 TTTTTGTTCTGTTCCCTGCC AGTGCGGTCAAATATCCTGG 162

Ai03B29982 Araip.B03 29982 p2 (TC)10 20 119626384 119626403 CTGTATTAGCAAGCTCCGGC TGTCACCACCATCGAAAGAA 208

Ai03B29983 Araip.B03 29983 p3 (AAT)7 21 119627114 119627134 TTGTCCCCAAACCATAGGAA CAAAAATATCTACGGGGCAAA 225

Ai03B29986 Araip.B03 29986 p2 (AT)7 14 119632047 119632060 TTGATCATAGGATTATTAAAAAGGACA TGACAGTCGCAGGTCAAAAG 253

Ai03B29987 Araip.B03 29987 p2 (AT)16 32 119636073 119636104 TCTAAATTGTTCTTGGTCATAGGATT CCCTAGGGTATTAGGTGTCCG 262

Ai03B29989 Araip.B03 29989 p3 (TAA)5 15 119649050 119649064 GGGAATAAAAGCGTTTGGGT TCCATGATGTCCCTGAATGA 258

Ai03B29990 Araip.B03 29990 c (ACC)6(TCC)6 36 119650182 119650217 ACATCAAATCCCAATCCACC TCCAGGTAGTTGTGGTGCTG 159

Ai03B29991 Araip.B03 29991 p2 (AT)9 18 119651357 119651374 CCGATTTAGATGCCTTGGAA TTGCTGCTTCGTTCTTGCTA 276

Ai03B29992 Araip.B03 29992 c (T)12aaagacatttaatttattttattcatcagaagagaaaaaaaaatattatccaaaatgaaggacataagcg(A)1092 119651975 119652066 AAACTTGCAGCTTCATGCTCTA CAACGCTAGCTCCCTCTTTG 265

Ai03B29998 Araip.B03 29998 p3 (AAG)5 15 119664726 119664740 CCAGCTGGAACTGTGTGAGA TCCTCCAGATAGAGCTCCGA 277

Ai03B30005 Araip.B03 30005 p2 (AT)6 12 119701673 119701684 GCCATGCAACGTAATTCAAA TCATGAGGTATTAAAAATGGACAAAA 262

Ai03B30006 Araip.B03 30006 p2 (AT)6 12 119702220 119702231 TGAGCTATCAAGAATGGGCA TCATGAGGTATTAAAAATGGACAAAA 252

Ai03B30007 Araip.B03 30007 p2 (AT)6 12 119702767 119702778 TGAGCTATCAAGAATGGGCA TACTTCCATGTACGCCATGC 271

Ai03B30008 Araip.B03 30008 c (A)15tccaacccggcccctgacaattacctcaaaaggacaatgaggctcctgtgccaaaaaaagtcaatgtta(T)10acacggagactaatcaatc(A)10gatcaagaccaaatttagta(T)11154 119713920 119714073 AAAAGCTCAAAACAGCCCCT GAGGGAATACCCTATCTGTCCC 261

Ai03B30010 Araip.B03 30010 p6 (ATAAGA)7 42 119720885 119720926 AGGATGCTGTCCGTACCATC GAAACCCCCAAACAACTTCA 217

Ai03B30016 Araip.B03 30016 p2 (TA)6 12 119739826 119739837 TGACTTGTTGAATCACTTGCAC CCTACTAAATCATAATAGGGTACGGTG 220

Ai03B30018 Araip.B03 30018 p2 (AT)7 14 119740795 119740808 GGATTCAGCTTTTGCCATGT ATTCACGCGCAAATTGTGTA 267

Ai03B30028 Araip.B03 30028 p5 (TAAAA)5 25 119779110 119779134 TGGGTAACACCAAACTTAATTTCA GGGCTAAGATGTCTGGTTTGA 234

Ai03B30034 Araip.B03 30034 c (A)10ttaattttgcattatcctaatttttcgaattctaagactaaaaatccaaaaaattagtttgagttcgcttatgttataattctccctataa(T)12113 119793907 119794019 GGTTGGCAATCCTACCCAAT TCTTGATACTACAGAACTGCTGCTG 276

Ai03B30041 Araip.B03 30041 p2 (GA)6 12 119814472 119814483 AAGCTTGGCAACATCTCTCAA GATTCGAAGCGCAACAGTTC 267

Ai03B30042 Araip.B03 30042 p3 (ATG)5 15 119817530 119817544 TGGCTCAAAACGAAACCATT CTCCACCTCCTCCTCTTCCT 207

Ai03B30044 Araip.B03 30044 p3 (AAT)5 15 119819797 119819811 AGGATGAGGCGCTAAAAAGA GAGATTTCCTGGGTTGACGA 215

Ai03B30048 Araip.B03 30048 p2 (AT)10 20 119823749 119823768 CATTTTGCTGGAATATAGGTATTTGTT TCTCTCTCCTTTAATTCTTGTCAAA 273

Ai03B30057 Araip.B03 30057 c (T)10gttttaatttttaaacaagtatattttgtcaaaataaattgatgaccaatac(T)1072 119843340 119843411 ATGTTTGGCATGAAACGTGA AAATAGGTATTTGGCTAGCATTAATTT 278

Ai03B30058 Araip.B03 30058 p2 (CT)17 34 119844974 119845007 ATGGCTTCGTCTCTGTTGCT ATGACCTTTCCAACCCAAGA 183

Ai03B30064 Araip.B03 30064 p2 (AT)6 12 119853980 119853991 AAAGCCCCAGCAGACAAAAT GCACTGCCAAACTGACAGAA 263

Ai03B30065 Araip.B03 30065 p3 (TGA)5 15 119855560 119855574 GATGAGGCTTTGGAATTGGA ATCATCCCTCTTCTAGCGCC 225

Ai03B30070 Araip.B03 30070 p2 (AT)6 12 119862877 119862888 GTATAAATTTAAATCGAATTTGTCCA CCCAAACAAACATTATGGGG 273

Ai03B30071 Araip.B03 30071 p3 (TTA)6 18 119871993 119872010 TTGCCAGAAAAAGTGCAAGA TTTATTGGCAAGTTGAATCCG 270

Ai03B30074 Araip.B03 30074 p3 (CTA)5 15 119879736 119879750 CACCACAGAAGCACGAAAAA TGACGCGGAGAGAGACTACA 215

Ai03B30075 Araip.B03 30075 p2 (GA)8 16 119879871 119879886 TGTAGTCTCTCTCCGCGTCA TTTATTCCGGCTTCAACAGC 203

Ai03B30077 Araip.B03 30077 c (A)11gtctgataatcaccttctctctcatcctagaagaattc(T)1059 119885651 119885709 ATTCCACTCTCGATGCCAAC ACTAGTGTGCGTCTGTGCGA 214

Ai03B30079 Araip.B03 30079 p2 (GA)6 12 119898885 119898896 TGAATGTGTTTGGGAGTGGA TCTGGTTAATAACTGCGCCC 232
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Ai03B30081 Araip.B03 30081 p2 (TA)6 12 119910943 119910954 CGCACTGCTATCACACTGGT GTGCTGTGTGTGTTTCTGGG 270

Ai03B30082 Araip.B03 30082 p3 (CAA)6 18 119919973 119919990 GCTGGGAGTTTCAGAAATGG CGTTTGATTCATGTAGCCGA 269

Ai03B30085 Araip.B03 30085 p3 (ATG)5 15 119926702 119926716 CCTCCGATCCTCTCTTGGTA TGAAAACTTCTCCTCCTCCTCTT 205

Ai03B30088 Araip.B03 30088 p2 (TA)11 22 119936327 119936348 ACTCCGCAGGCTGTGAATAG AAAGTCGCGTAAAGCGAAAA 207

Ai03B30090 Araip.B03 30090 p2 (TC)6 12 119941065 119941076 GAAGCTTCCAAGCCAAAATG GCATTTGCTTTTATTATTGCTATGTG 160

Ai03B30091 Araip.B03 30091 p2 (TA)6 12 119941210 119941221 TGCAATTCTCTCTCTCTTTACTTTTT CGATATGATATGCGATACAAGG 256

Ai03B30093 Araip.B03 30093 p3 (TCA)5 15 119944553 119944567 CTTTCTGACGACTCCGCTTC GACGGTGACTGGGAGAAAAA 225

Ai03B30102 Araip.B03 30102 p2 (TC)9 18 119973321 119973338 ATGCTTGATCCCAAAGTTCG GGTTCAAGCAAACCTGTTCC 224

Ai03B30103 Araip.B03 30103 p3 (CAT)6 18 119974079 119974096 AGGCAAAATGCCATTCAGTT TTTTGTCGGCCTCTTTGTG 280

Ai03B30111 Araip.B03 30111 c (A)14g(A)14 29 120004657 120004685 TGGCAACTTAAGCCAACAGA ACAGGTTGCAGGAATTGAGG 266

Ai03B30113 Araip.B03 30113 p2 (GA)7 14 120007180 120007193 GAGGGAGAAGAGGATGGCTT GCCTTGACTTGGATCTGAGC 224

Ai03B30114 Araip.B03 30114 p3 (ACA)5 15 120008105 120008119 GGCAATTAGAATCCTGGCAA CCACCTGGGGGTAATTCTTT 168

Ai03B30115 Araip.B03 30115 p2 (TA)8 16 120014841 120014856 CTACTGCGACTCCCTCTTGG GGGTTCTCGTACCTGGAACA 226

Ai03B30116 Araip.B03 30116 c* (TTA)19(TTATCA)8*102 120028313 120028414 GCCAGCTCTAAGCGAGGTAA ACGAAATCAATTCTGGCACA 254

Ai03B30117 Araip.B03 30117 p3 (CCA)6 18 120028609 120028626 TTGTGCCAGAATTGATTTCG CGTGTTGGTATTGGTGTTGG 232

Ai03B30119 Araip.B03 30119 c* (TTATTG)7(TTGTTA)9(TTA)7*ttgttattattattattgttgttgttg(TTA)6159 120031328 120031486 TCTGGCACAAAACTTTAGGGA CCATCTAAAAAGCTCAACTGCAA 233

Ai03B30120 Araip.B03 30120 c (CT)6ttcccctctcccccctcctctctctcccttctctctctccttcccctatt(TC)10cttcccctatt(TC)8tttctccctccttttcctctctcattctctctcccctcctctcttt(TC)17189 120033262 120033450 CTCCCCATCCCCTTTCTTT AAGAGGACAAAGAGGGAGAAA 273

Ai03B30121 Araip.B03 30121 c (GA)7gtaagaaaagaaagaggagaaggagagaaaaggaagagaggaagaagaggagagagagaaaatgg(GA)8aagaagaaaaggaaagagagaggagt(GA)6aagagagaaaaggaaaag(GA)6163 120033671 120033833 TCCTCTGTCTCTTCTCTCTCGC CTCTCTCTCCCCTCTCATTCC 261

Ai03B30122 Araip.B03 30122 p2 (GA)6 12 120034016 120034027 GGAGGAGAGATAGAAAAATGGG TCTCTCCCCTCCCCTCTCT 212

Ai03B30125 Araip.B03 30125 p2 (TG)6 12 120036887 120036898 AACGTGTGCAAGAATCCCA ACACTTGCGCGTCAGTACAC 279

Ai03B30126 Araip.B03 30126 c (T)15(G)11 26 120038266 120038291 ATAGAATGGTCCCCGACCTC GGAGCTTCCTTCAGAGCTTTT 233

Ai03B30129 Araip.B03 30129 p3 (CAA)5 15 120056113 120056127 TTCAAAACTCTTCCTCCTCACC ACTCGTTTACGCACGGAGTT 204

Ai03B30130 Araip.B03 30130 c (A)12gaaacgagcaaggaagaaaatacagcag(CAA)555 120056255 120056309 AACTCCGTGCGTAAACGAGT AAAACGAATTTGGTGGTTGC 234

Ai03B30134 Araip.B03 30134 p2 (CT)6 12 120109248 120109259 CAAGAACAGCATCGAAGCAA CGGTGGATGAAGAAGAATGG 166

Ai03B30136 Araip.B03 30136 p2 (TA)6 12 120112574 120112585 ACGTAAAAGCCCAAGCTCAA TAGAAGTGGGAAGCAAACCG 115

Ai03B30143 Araip.B03 30143 c (CA)9ctttttattttctacgccaaccatttggtagctaggaaggtactactacctagtgccgtggaaggtggacaaatt(TTA)7114 120145324 120145437 TTTCATTATTTGTTTTGCCGAA AAAGCAATTAAGCGTGGCAT 266

Ai03B30150 Araip.B03 30150 p3 (TGG)10 30 120159170 120159199 TCCACCCTCAACCTCAACTC GAGGAAAACACCGTCATCGT 250

Ai03B30151 Araip.B03 30151 c (TCT)5tccaaattcgtgtaag(TTC)546 120159827 120159872 ACGCTCTCCTTCTCCTCCTT AACGTGTTCAGTTCATTATGCAG 246

Ai03B30152 Araip.B03 30152 c (AGA)5atttgcgtgcgcgaaaa(AGG)1062 120160254 120160315 TTCAATTCAGAACACCTGCG CATGCATACGTCCTCTTTTTCTT 235

Ai03B30155 Araip.B03 30155 p3 (ATT)5 15 120165913 120165927 GCACAGTCCCGGACATACTT CCATATTTGTAAGAACCGCGA 241

Ai03B30156 Araip.B03 30156 p3 (AAT)21 63 120170607 120170669 TGCTAACTTGCACTATCCGC TCTTTGAGGATCTTGAAGGAAA 250

Ai03B30158 Araip.B03 30158 p2 (TC)8 16 120185030 120185045 GGTTGAGGCTTTTTACATAGCAA TCTCGTGCTGATAACGTGTTG 244

Ai03B30164 Araip.B03 30164 p2 (TC)13 26 120203029 120203054 TTGCAGGGAGACACAAACAC TTCCTTTCGATTCCTGTTGG 139

Ai03B30166 Araip.B03 30166 c (A)10cattcatttaatatgaaaaaaatatcctaatacttaacaaaagaaacatctaattatattttaacaaaaataattaaacatctataaaattt(A)12114 120204849 120204962 TGTACGCAATTGTTTTGGGA TTGTATTGCAAATGTGAATGTCTC 243
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Ai03B30168 Araip.B03 30168 c (A)11gtttttataaatgctacatggatgtatattcctgtcattgccaaagctccgatcctctttatttcttttcttgttc(T)1198 120207232 120207329 GTGCTGGGTCATCGATCTCT TGCACCAGAGACAAATTGTTG 231

Ai03B30175 Araip.B03 30175 p3 (AAG)6 18 120239222 120239239 AAGCTGCGTCTTCCCTGTAA CGCATTAAGGGTGTGGAGTT 257

Ai03B30177 Araip.B03 30177 p3 (TAT)5 15 120240844 120240858 TTGAAAATCAAAAGGGAGTTGTC CTGGTCACGAGACAAAACGA 269

Ai03B30178 Araip.B03 30178 p2 (AG)10 20 120241688 120241707 GCTTCAAGCCCTGACTGTTC GTGACCAAGGAAGACCCAGA 185

Ai03B30181 Araip.B03 30181 c (T)12aaagaaatttaaaaataatcttaaaaatgactaccattctatttaaacggttcttttatttttcttatttttgttctttgtttaatttatttaag(A)11118 120253732 120253849 TCGCCACCTTTATTTTACATCTT AATGATGATAGCCTGCCGAC 276

Ai03B30185 Araip.B03 30185 p3 (CTC)6 18 120259917 120259934 GGCAAAGAAAAACGCTCAAG CTTTGGCTCAGGTTCAGGAG 208

Ai03B30189 Araip.B03 30189 p2 (GT)6 12 120272927 120272938 TGGGTTAAATTTTCAATGGCA CACGTCCACAAAAGTGTGCT 222

Ai03B30190 Araip.B03 30190 p3 (TCT)5 15 120273903 120273917 ACATGCGTCTAACACCCACA CATGACGAGCGTGAGAAGAA 102

Ai03B30194 Araip.B03 30194 p2 (TC)8 16 120290391 120290406 CGGCTTTTTGAATCCAAGTT CATTTTTGTGGTGGTCTCCC 230

Ai03B30197 Araip.B03 30197 p5 (TAAAA)5 25 120296731 120296755 ACCCCATTGACAAAGCGTTA GCTTTCAGGGGTAGGCGTAT 265

Ai03B30198 Araip.B03 30198 p5 (TAAAA)5 25 120297883 120297907 ACCCCATTGACAAAGCGTTA GCTTTCAGGGGTAGGCGTAT 265

Ai03B30215 Araip.B03 30215 p3 (ATT)6 18 120352431 120352448 GGACTGAGGAGACAGGGTGA CTGCACCCCCATTTAAAGAA 257

Ai03B30218 Araip.B03 30218 p3 (TTC)5 15 120361378 120361392 TTGTTTGGTGGTTGGATGTC CAGAAGAAGCAGGAGCAGAAA 259

Ai03B30219 Araip.B03 30219 p3 (TTG)5 15 120361566 120361580 TGCTCCTGCTTCTTCTGTTTC TCGATTTTGTTCTTGGCCTT 279

Ai03B30223 Araip.B03 30223 p3 (TAA)5 15 120373162 120373176 CAACTGCTGCTGCTTCTCAC CATTTGAGATGTGGCCATTG 208

Ai03B30226 Araip.B03 30226 p3 (AGA)5 15 120380526 120380540 GGAAGAAACAAAAGTGCATAAACA GGCAGAAATCAAAGGGGAAT 280

Ai03B30227 Araip.B03 30227 c (T)10ctttttctatatatatttttttcttttgatatatatgtttttctttc(T)1269 120381946 120382014 TTGGGGTATTTTGTCCCCTT TGGGACATTGGTTGAGAAAA 241

Ai03B30228 Araip.B03 30228 p3 (TAA)5 15 120401143 120401157 TGCTGTTGATAACGTAGCGG GAAACATTAACCAAACGGAACC 175

Ai03B30229 Araip.B03 30229 p3 (AAT)15 45 120401911 120401955 CAAGGATCATGGGACCAAA CTTTTGGCAGCTGCAGTTTT 280

Ai03B30230 Araip.B03 30230 p2 (AT)7 14 120402806 120402819 CAGGTACGCTTCCGCATTAT TAAGGGGAACAATTTCGTGC 210

Ai03B30231 Araip.B03 30231 p2 (TA)33 66 120403075 120403140 TATAAAGGGGCAACGCAAAC AAGAGGCTACTTTGGCAGCA 263

Ai03B30232 Araip.B03 30232 c (T)10atctgtttatcccaaaggttgggataatttttaacatacttgaaaaagaaattgctgctgttttttcttcttctcattttttttcatttttctctt(TTA)5121 120407505 120407625 CAATTTAGTACTGTTTTTGGTGTCG TTGTTAAGAAATTTTGATGCATTCT 240

Ai03B30234 Araip.B03 30234 p2 (AT)6 12 120409563 120409574 CCATGGATCACTTCTTATCCACA CGCCTCTTTTTGCTTATCGT 279

Ai03B30235 Araip.B03 30235 p3 (GAA)5 15 120411012 120411026 GGTTCCTCTCAGCGCAATAG AGAGGAGTTTGGGATCGGAG 135

Ai03B30236 Araip.B03 30236 p3 (TGC)7 21 120412089 120412109 TTGTCCAGTATCGCTTGCAG GCTCCATCATCATCATCTGCT 193

Ai03B30237 Araip.B03 30237 p2 (GA)7 14 120412345 120412358 TGGAGCTTCAGCTTTGGTCT TATCATGGCTCCATCAACGA 246

Ai03B30238 Araip.B03 30238 p3 (AAT)5 15 120412583 120412597 TGGATGGTCGCCTCATCTAT GCACGTGAAACTAGGCACAA 144

Ai03B30239 Araip.B03 30239 c (CT)7(AT)7 28 120412792 120412819 CACGTGCTGATGAGTTTGGT TGATGGGCTGGATTATTAGC 268

Ai03B30240 Araip.B03 30240 p2 (TA)6 12 120413437 120413448 CGCTTTGCAGTTAAGAGCCT TTTTAATTTTTGGCCTTGCG 243

Ai03B30241 Araip.B03 30241 c (T)10attacttaacatgtatactattaggattgttcattatatt(A)1060 120413822 120413881 TTGAAATTAGATCGGATCAGATAAG TCACAAGTGGGTCAAAATCTTC 225

Ai03B30242 Araip.B03 30242 p3 (ATA)5 15 120416623 120416637 GCATCCATGATTTTCCCACT TCCTTCACATTTCTCCCCAC 266

Ai03B30245 Araip.B03 30245 p2 (AT)7 14 120427618 120427631 ATGGGTGTTCTTTTGTCAGC TCCCTAATGCACGAGAAACC 121

Ai03B30249 Araip.B03 30249 p3 (TCT)5 15 120431180 120431194 CACGTTTTCACTGCACCTTC CCTCCTCATCTTCTGCTGCT 219

Ai03B30256 Araip.B03 30256 c (TTAT)5ttttgtagatccgcggatatgcagatacctacataaaatccgcaatccaatcctattagtgtgcgaattcggtctgaagaaaa(TTAT)5123 120451551 120451673 GCCCATGATATAATAAATGTTTCCA CATATTCGCGGATCTACAAAA 265
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Ai03B30259 Araip.B03 30259 c (A)10c(GAA)5t(AAG)11aggaagaggaagaggaagaagacgaagac(GAA)5g(AGA)5120 120456150 120456269 GAGGAAGAAGAACGTGCAGC AAACTTCATTAACACGCGCA 250

Ai03B30260 Araip.B03 30260 c (TC)7ttacttctcaattgactcg(T)1043 120457085 120457127 GTGTGGTGAGTTTGGGGGT TCAACGGGTTCGAGTCTCAT 279

Ai03B30261 Araip.B03 30261 p3 (TTA)6 18 120459571 120459588 TCGAGAGGCATCATGAGTTG GCTAGAAGTCAGGAACTTTGCAT 274

Ai03B30263 Araip.B03 30263 p2 (CT)9 18 120472118 120472135 GGAGGTGGTGATCTTCCTCA GGCAGAGTGTTGTTGGCATA 167

Ai03B30264 Araip.B03 30264 c (A)11tgcaaaagttgaattaatccaatcttaggaaatgtgaagggtcgctcatcagttaggttaggcctcaaactccccatgaaaaagtatgcaag(ATA)5118 120477956 120478073 CCACTTTTAAGCACGAGGGA CGGTTCAATCGTTGTTGTTG 226

Ai03B30265 Araip.B03 30265 p3 (CAG)5 15 120479043 120479057 CATCACATGCACAATCACCA AGTGATGATGACGTGGACGA 277

Ai03B30266 Araip.B03 30266 p3 (ATG)5 15 120479188 120479202 CCAAGTGGACAAAGAGGGAA TCAACGCTTTCTTCCCAAAC 151

Ai03B30271 Araip.B03 30271 p3 (GAA)5 15 120494496 120494510 TAGTTGGCCACATCCAGTGA AGAGATGCGTTGGCTGAACT 154

Ai03B30274 Araip.B03 30274 c (A)13cgaagaagaa(GAG)1156 120502772 120502827 ACACCCAAAATTCGTTGCAT AGCGCTACACTCAGAACGGT 190

Ai03B30277 Araip.B03 30277 p3 (TTA)11 33 120507587 120507619 ATTGGAACTTTTGGAAGGGG CGAGCCCTTAGTTAACTGGTGT 192

Ai03B30282 Araip.B03 30282 p2 (GT)6 12 120517861 120517872 ATCAGTGCGGTTTTAATCGG GAAATTGTCCTCCCTCCCTC 274

Ai03B30283 Araip.B03 30283 p2 (CA)6 12 120522592 120522603 TTGTCAGGGGTCCAGAAGAC GCAACCATTTTCCTCAGCAT 224

Ai03B30285 Araip.B03 30285 p5 (TAATA)5 25 120546576 120546600 CTCTGTTCCAGGCAATGGAT ATCTCCATACATTGGTGCCC 243

Ai03B30287 Araip.B03 30287 p3 (CCT)5 15 120558105 120558119 TAAAAGAAGGTCACGGGCAC CCATCAAAATCCCTGGAAGA 231

Ai03B30288 Araip.B03 30288 p3 (TGA)6 18 120573810 120573827 GATGTCCCTCTTCCGACAAA TTGAAAGCCCTCCAGAAAAA 238

Ai03B30289 Araip.B03 30289 p2 (AT)6 12 120574687 120574698 TGCTGCTATGCAGTTTTTGG TGCATATCACAGTGCAGCAA 109

Ai03B30291 Araip.B03 30291 p2 (TG)12 24 120584730 120584753 CATAGCTACACCAACCGGAGA GGAAAACGGATATCCTGATGAA 192

Ai03B30292 Araip.B03 30292 p2 (GT)6 12 120586822 120586833 GCCATAAGGTTCAGCTTCCA TTTCCTTGCCTTACGTTGCT 240

Ai03B30302 Araip.B03 30302 p2 (GA)6 12 120621166 120621177 GGATGGCAAAAGAAGGCATA TAATTCTCCCAACTGGACGG 135

Ai03B30303 Araip.B03 30303 p3 (AAG)5 15 120621478 120621492 TGACAAAAACCAATGGAGCA GGCAAGGCCACAACATTATT 274

Ai03B30310 Araip.B03 30310 c (A)20ttttgtatattaaaaataattaataaaaatgat(A)1063 120636956 120637018 GATTAGTCCTTGACCTGCCG GCATTTTGGGTAAATCTCTTTTG 277

Ai03B30311 Araip.B03 30311 c (GTT)5attgttgctgctgctgctataagaattcccggcaagccttgcatcactcaattcattttggttggtgctaaaggaatctttgttaaagctatagaaa(TTG)5127 120640769 120640895 TGGTTTTCCATGGGAGAGTT TCCTCCACCTCCACCACTAC 275

Ai03B30313 Araip.B03 30313 p2 (AG)7 14 120642216 120642229 AAAGGAAATCCCGAGGAAGA GGTTAGTGCCACCAAATGCT 218

Ai03B30314 Araip.B03 30314 p2 (GT)6 12 120643219 120643230 GGTCACCACCAAAGGAAAAA AACGAAGAGCCCCATATTCC 270

Ai03B30315 Araip.B03 30315 p3 (ATT)5 15 120648570 120648584 TTTCCATGGCAAGGTTCTGT TTTCCAGGATCGTTTGGAAG 278

Ai03B30316 Araip.B03 30316 p3 (AAT)5 15 120654436 120654450 GGCAGAACAAGGATTAGCGA ATGAAAGGTGGTGGTGGAAT 267

Ai03B30317 Araip.B03 30317 p2 (AT)12 24 120658396 120658419 CTTGGGTAGATGCAGTGGGT GAGTACGCATCCCCAAGTTC 242

Ai03B30318 Araip.B03 30318 p5 (ATCCG)5 25 120659793 120659817 TGGCTCGAGCATAAGGATTT CATGATTTAGTTTAGGGTTGCACA 190

Ai03B30319 Araip.B03 30319 p3 (GAT)5 15 120660267 120660281 TGGAGAAGAAGAGGAGTTTTGA CACCACCACTACCACCTCCT 258

Ai03B30320 Araip.B03 30320 c (A)10gaaacaatagatataagtaagtaaataagaagaagaggaggaagaataagt(A)1172 120660419 120660490 AGGAGGTGGTAGTGGTGGTG CACCTCCTTCTTTTCCTCTTCA 210

Ai03B30330 Araip.B03 30330 p2 (AG)6 12 120708113 120708124 CCATCACGGTGAAGAAGACA AAAAATCCAAACACAAGCGG 120

Ai03B30334 Araip.B03 30334 c (A)10catcaatattttttttatataaaaaaaatcagccatatagagtaggaaatc(T)1172 120717626 120717697 CCCCCACATGTTGACTTCTT TGGATCTGTTCCAAACCACA 263

Ai03B30340 Araip.B03 30340 p3 (TAA)5 15 120726915 120726929 TGCAAAGAAAGAAAGAAGCCA TTAACAAAACGGCAATGGGT 274

Ai03B30342 Araip.B03 30342 p2 (AT)6 12 120736509 120736520 CGCATTGGTTGTTAACCGTA AAACAACCGAGGTTTAATTCCA 274
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Ai03B30343 Araip.B03 30343 p2 (AC)7 14 120742669 120742682 AACCTACCCCTTTGTGCCTAA TGCCATAATGAAAATCTGTAGACC 270

Ai03B30344 Araip.B03 30344 p2 (TA)18 36 120746989 120747024 GGGAAACCAAACTGGTTCAA GTTCGCTGACACGCATAGGT 274

Ai03B30348 Araip.B03 30348 p2 (AT)6 12 120753392 120753403 CAGCTTTCTACTCCAAGCCA TTTTGCACTTTGCCTTAGCA 219

Ai03B30349 Araip.B03 30349 p2 (AT)7 14 120754742 120754755 TGATGAAAACGAAATCAAGGAG CAAAATGGTTCTCGGTGTGTT 266

Ai03B30351 Araip.B03 30351 p2 (AT)7 14 120758203 120758216 TGCCCCATCTCCACTCTTAC TTAGCTGCACTAGTTCTGGGG 223

Ai03B30353 Araip.B03 30353 p3 (AAC)5 15 120762182 120762196 GCATCAGTACCATCTCGGCT GCGGTGAGGTAGTCTCGTTC 272

Ai03B30356 Araip.B03 30356 c (T)11attcttttcttaatttttttagggttcttttcttttctaattttgtatcttcttatc(T)1078 120766326 120766403 TCTTGCTCTTTCTGTCGTCG GATGAACAGGCTTTTGAAAATTG 277

Ai03B30370 Araip.B03 30370 p5 (TTTCT)5 25 120821497 120821521 AACTTTCCCTTCTCATCGCA CGAACGAAGAAGAATTCCCA 206

Ai03B30372 Araip.B03 30372 c (T)10aatttcgcaaaatgcaaatcggtccgtctgattttagtataatataaaatattccaacggacaaatagaaat(TG)796 120826388 120826483 GGACATTGTAATCGGACCGT ATTTAGAAACTCGGATGGCG 159

Ai03B30373 Araip.B03 30373 c (T)13gcattgtaa(T)1133 120827548 120827580 TCATATGAAGTTTAAGACGATCAACA GCCTATCTCCCCTTCAATCC 196

Ai03B30380 Araip.B03 30380 p4 (AAAT)5 20 120878459 120878478 TGTGCTTTCTAAGTGATGTCTCAA GCCCCCAAAATTTTTCACTT 194

Ai03B30382 Araip.B03 30382 c (TC)6tgatgaatttccttttctttctttcttttttgggttctttcttccttttacttttgtttcctggctttgaatgaatgagtgaaatgggg(TC)9ttgggtaccatcaaatcatgctttcattcccatttatctcatcaaaatcc(T)10179 120895040 120895218 CCCAAAAAGAAAGAAAGAAAGAGA CCCTGCAAACCAACAAAATAA 280

Ai03B30383 Araip.B03 30383 p2 (AG)6 12 120895366 120895377 GCTGAGACTGTTGGGTGTGA AAATACAGGGAGAAGCCCGT 209

Ai03B30384 Araip.B03 30384 p2 (CA)6 12 120896905 120896916 AAGAGTTGCATTCTCAATTTTGC TTGGTTTCATCGGGTCTAGG 274

Ai03B30386 Araip.B03 30386 p3 (ATA)7 21 120898917 120898937 AATTGTCAGGGGCTGATTTG AGCCATGCATGTGACTGTTG 252

Ai03B30389 Araip.B03 30389 c (T)12gggacctcgttatcctttagaaataattatcaagagtgggatgatgtattcactctttcttttattgaaaacactaacgcag(T)11105 120956374 120956478 GGCACAGGGATTAATCAGTCTAA CTGACACACACCCACGAATC 270

Ai03B30390 Araip.B03 30390 p2 (TC)7 14 120957091 120957104 TTGCCAAAAGGAACAAGACC CCCGTTTATATGGAATTCACCA 263

Ai03B30391 Araip.B03 30391 c (T)11caaaatctgtctccacaagaaaaatgttattggttaaca(T)10gtatttaagtcaatattaatcaactcttca(T)10100 120957339 120957438 TCGCAAATTGCAAAAAGTAA GCAATTTGTAACAAGAGGAGGG 239

Ai03B30397 Araip.B03 30397 p2 (TA)6 12 120967437 120967448 CCAGACAAATGACACAGCAAA TTCATTTCAATCAAGTCATCCAA 231

Ai03B30403 Araip.B03 30403 p5 (ATTTT)6 30 120986870 120986899 TCTTGCTTTGGTGGTGTCTG AACATCAACAGAGTTGCCCC 169

Ai03B30404 Araip.B03 30404 p2 (GA)7 14 120987087 120987100 TTGCTGTGAATGGTGGTGTT GCACACTTCTCCCTAATCGC 214

Ai03B30411 Araip.B03 30411 c (T)10aa(TC)11 34 121000654 121000687 TCAAAATAAGGAGGAGGCGA CCCCCACGTAGAATCAAACA 222

Ai03B30417 Araip.B03 30417 p2 (CT)16 32 121024969 121025000 TCAATGTGTCCAACCTTATTCTTA AGGAAAATATAAAGGGTTTGGAA 280

Ai03B30419 Araip.B03 30419 c (T)10ctaatacttttacttttactattagaaatttgccaaacacact(A)1063 121036380 121036442 AAAAAGATGTAAATTGTAGCTTCTCAA TTGTTTGAGCGTCATTAAATCG 131

Ai03B30420 Araip.B03 30420 p3 (GAA)5 15 121037231 121037245 AAGGGAACATGAAAGGGGAC ACAGAGAGCTCCGACGACAT 195

Ai03B30423 Araip.B03 30423 p2 (AC)7 14 121051873 121051886 ATGAACCGATTTCTTGCTGG AGAAGCGGAAGAACATCACC 262

Ai03B30424 Araip.B03 30424 c (T)10caattgagtccttatacttttttttctttttatttgagtacctgtacaag(T)10agttgagtccctagacaattaagtcaattactactaagagggacttaatt(A)11131 121053307 121053437 CAGTGGTGCAGAAGCAGAAG CGTTGAAGGTCAGAATCGAA 241

Ai03B30425 Araip.B03 30425 p3 (GAG)7 21 121055211 121055231 TCACCTGAGCAAAAAGTTAAGAAA GACAATACCTTCCATGGCTGA 253

Ai03B30426 Araip.B03 30426 p2 (AT)7 14 121055391 121055404 CCTAGCAATGGGCGTAGACT TGTGTGGAAAGGGGTAAAAAG 274

Ai03B30432 Araip.B03 30432 c (A)12tagtaagtgttaaaataccatcatattcagtcttataatagaccttacattgacatgtacaaacactccc(A)1597 121063607 121063703 TACTGGTTCTCGCTCCCTGT GAATGGCCTTCATCTCTGGA 241

Ai03B30435 Araip.B03 30435 p2 (TA)6 12 121069806 121069817 CCGTCAACATACACAAGGAAA CCAAAAAGATCATGTTGTAACTGC 214

Ai03B30436 Araip.B03 30436 p2 (TA)6 12 121073113 121073124 TTTCGTACTAACAGAATCGCGT CGGTACCAGCTTAGGGGTTT 280

Ai03B30437 Araip.B03 30437 p2 (CT)6 12 121075953 121075964 ACCCAGATGAAGCAAGCACT TGGGTCTCCCTTTTTCAATG 144

Ai03B30440 Araip.B03 30440 p2 (TC)6 12 121083782 121083793 CCGTATCGTATGTAACCGCA TGCCTAGGAAGTAGGGAGCA 280
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Ai03B30449 Araip.B03 30449 p2 (AT)7 14 121102404 121102417 TCCACTTAGCTTCAATGCCA TGGGAATCACAGTTTCCTCTG 241

Ai03B30451 Araip.B03 30451 p3 (TAT)5 15 121107986 121108000 GGGAGTGTTGAAGAGCCAAG GAGGCTTCAACAGTTCAGCTTT 199

Ai03B30452 Araip.B03 30452 p4 (TTAT)5 20 121113012 121113031 TCACCCCCTAGCTTGGAATA CCTTCCAGCGCTCTATTGAC 217

Ai03B30453 Araip.B03 30453 p6 (AAGAGG)5 30 121113213 121113242 TGGAAGGATTATCTGGTGGTG TCAACAAGTCGGCACGTTAC 279

Ai03B30457 Araip.B03 30457 c (AAG)7gagaagaagaaaaagagaaggtacggaga(AAG)565 121125284 121125348 TGACGATGATAACGAGAGAGAAA CCCCACCAGGACTTTGATTA 279

Ai03B30460 Araip.B03 30460 p2 (GT)6 12 121159231 121159242 GTGGGCCTTATGTTCTGCAT AGATGCCATGACCCCTACAC 184

Ai03B30462 Araip.B03 30462 p3 (TTC)5 15 121161962 121161976 ACCCAGAGCATCTCTCTCCA GGCTTGTAGAATCGGAGCTG 120

Ai03B30463 Araip.B03 30463 c (C)12a(C)13 26 121164443 121164468 TCGTGGTAAATGCCAGATGA TCCTTGTTTTTCTTTGGGACA 255

Ai03B30465 Araip.B03 30465 p2 (AG)8 16 121165268 121165283 TTTCAATTTACCCCTCGGTG CTGCTCCCTGCTCACTGG 209

Ai03B30469 Araip.B03 30469 c (TAT)7tttggtcataattttctttttttggcaaacgtgatattatta(T)1073 121183919 121183991 TTTTTATTATTGGAAAGAAAAGGGTG GGGTTGGAAAATACCGTGAA 280

Ai03B30474 Araip.B03 30474 p2 (AT)7 14 121215960 121215973 GGCTTACCCTTTCGTCACCT AACCCTGCTAATGGATAAGGC 257

Ai03B30475 Araip.B03 30475 p2 (AG)10 20 121217068 121217087 GTTGGGCCTGGAAAGTGATA CGGTTGAGTGTATCCGATGA 210

Ai03B30476 Araip.B03 30476 c (AT)11agcgagtttgagctagctcacaacaataatctaatttctaaatttctcataatc(T)1086 121217746 121217831 TTTGCTGGTTACATACTAGTCAAAAT AATGGATTCGGGTGCATAAC 277

Ai03B30479 Araip.B03 30479 p3 (TCC)5 15 121220080 121220094 TTATCGTCGTCACCAACACC TTCAATTCAAACCATCAACGA 147

Ai03B30484 Araip.B03 30484 p3 (AAG)7 21 121227154 121227174 CGCTATACCCTCTCAGCACC GCCGCATGGTATTCATCTTT 250

Ai03B30485 Araip.B03 30485 c (A)11gattttttatttttttgggaccaaatgatttttcggcttcttgcattaagcaaaaaatatttattatttttattgttattgtgattt(A)11109 121229288 121229396 ACGTGTGGGACTCACAAAAA TTTGCAATAACATTTTGTCAAAGAA 256

Ai03B30490 Araip.B03 30490 p3 (ACC)5 15 121235723 121235737 AGTACAAAGCCACACCCCAC TGTGAGAATTGGAGAAGGGG 233

Ai03B30491 Araip.B03 30491 p3 (TTC)5 15 121238963 121238977 TCCTGCATTTTACGTCGAGA CCCACAGGCAAAGTTTCAA 217

Ai03B30497 Araip.B03 30497 p2 (TA)10 20 121260535 121260554 CAAAGTGAGTCAATGGTCATATCTC TTGGTTGAAGGTATTGGGGA 280

Ai03B30498 Araip.B03 30498 p2 (TA)6 12 121262307 121262318 TTTGCGAGCATGACTAAAAA CGTGACAAAAATGTCCAACAG 272

Ai03B30499 Araip.B03 30499 p2 (TA)6 12 121265220 121265231 TCCCAAGGAAAACTTGGACT ATTTCCAATCCTTGCAAACG 278

Ai03B30502 Araip.B03 30502 c (T)10aaaaagagatcattgacaaagagactaatcaattctacaaaattaaatattaaaaatgaaaaagaaa(T)1491 121275641 121275731 AAACAAATTGGATGGTGTCCA ACCGGCAAAAATATGGATGA 264

Ai03B30507 Araip.B03 30507 p6 (AATACA)5 30 121282413 121282442 TGCACTTCTTTGCAATCCTG AGCGCCTAGTGCAGGTAAAA 264

Ai03B30511 Araip.B03 30511 p2 (TA)8 16 121288868 121288883 CCACCACCCAAAGAACACTT GAATCTAATTCGACGCCACC 170

Ai03B30514 Araip.B03 30514 p3 (ATG)5 15 121294149 121294163 ACTTGAGGAAACCAGGTGGA TCCTTTTGCGTAATGGAAGG 157

Ai03B30515 Araip.B03 30515 p3 (ATA)5 15 121295413 121295427 TCAAAAGGTCCCTCCTTCCT TTAGGGCATGAAAATTTCGC 239

Ai03B30517 Araip.B03 30517 c (GGA)5ggcagttcggtggccggaacatcccaactggatctcaactcctctctaggcttagg(AGA)586 121304111 121304196 GCGCCAATTTATTCATCACC AGTCGCCGTCTTCTTTGTGT 168

Ai03B30519 Araip.B03 30519 p3 (CTT)5 15 121306202 121306216 AATACACGCGCCCAATACAT GAAGAAGAAGACGCTCCGTG 116

Ai03B30520 Araip.B03 30520 p3 (TTG)6 18 121306365 121306382 CACGGAGCGTCTTCTTCTTC CGGTTCATTCTGCACTATTCAA 218

Ai03B30521 Araip.B03 30521 p3 (AGG)5 15 121307875 121307889 AAAAACGCGAAAGAGCAGAA ATTTGTTTTACACGCGCCTC 137

Ai03B30533 Araip.B03 30533 c (T)11acattatgttcaattacgaaaaaaaattctcatgtttccaaattccaaaattt(A)1074 121342501 121342574 ACACCACATCGGACATTCAA CCATTCTTCGTTGGAGAACAA 235

Ai03B30534 Araip.B03 30534 c (T)11acattatgttcaattacgaaaaaaaattctcatgtttccaaattccaaaattt(A)1074 121344836 121344909 GGACATTCAACCCTGAGCAT CCATTCTTCGTTGGAGAACAA 225

Ai03B30535 Araip.B03 30535 c (A)12tagaggctattctgccatttgatcttaac(A)1556 121345033 121345088 TCCCCAGATGAATAAACCCA GTTTCGCATTAGCCAACGAT 162

Ai03B30546 Araip.B03 30546 p3 (TTC)5 15 121392713 121392727 AACTTGGCTTTCCAACATGG AACGGAGAAGAAGAAGCATGA 185
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Ai03B30549 Araip.B03 30549 p4 (ATGT)8 32 121399867 121399898 ACATCTTCTAAAACTGGTGGGA TGCAATAAAAGAGCGACACG 240

Ai03B30551 Araip.B03 30551 c (AAT)15ttagcagcaaattacaagttaaaaccacttgaaaaaaattttgaataaaacgaaacaagtcaaaatccaaac(T)10127 121403666 121403792 TGGTAAAGGAATGAGTTTGGGT AAAGGTCATGAGTTCAAATTTCATT 267

Ai03B30553 Araip.B03 30553 p3 (TTG)5 15 121404244 121404258 GCCGAATATATTAGTCTTAGCTTGTTG CGATTTGTAGGTGCATGCTAA 276

Ai03B30554 Araip.B03 30554 p3 (ATC)5 15 121404450 121404464 TAAAGGTCTGCCGCTGGATA AACGGAAGGACCAATTTGACT 276

Ai03B30555 Araip.B03 30555 p2 (CT)6 12 121413867 121413878 TGTTTCAAAAAGTTGGTTTCAA GAAATTTTGAAAAAGGGGGAA 175

Ai03B30556 Araip.B03 30556 p3 (CTT)6 18 121415769 121415786 CATGGTTCTGGTGTTCAACG GCCCTCGAGCAATAAACAAA 280

Ai03B30558 Araip.B03 30558 p3 (ATC)7 21 121420869 121420889 TGATTCGATTTCCACCAACA GTGCGGGTAAGAGAGTAGCG 177

Ai03B30559 Araip.B03 30559 p3 (TCT)9 27 121421081 121421107 CGCTACTCTCTTACCCGCAC CATCTTCGGCAATGTTGAGA 181

Ai03B30560 Araip.B03 30560 p2 (AT)6 12 121421401 121421412 CCGTGGATAAGTTCTTGTTGC GCCACGCATCCTTTCACTAT 179

Ai03B30561 Araip.B03 30561 p3 (TTG)6 18 121425481 121425498 GTTGTACATGCAATGCCGAC GCTTTGACAAGCACTCCAAA 247

Ai03B30567 Araip.B03 30567 c (T)10c(A)10 21 121432221 121432241 TTCTTGGGGACGAAAATGTC TTCCATCCCAATAACCAGGA 158

Ai03B30569 Araip.B03 30569 c (TCT)6gtctctcgtgttctcaacattagctcaaggcttggctcccttgatgtaaatttaaattctctttct(TTCA)5104 121435515 121435618 AGGTTAATAACGCGGGTGTG CAATTTCTGCATGGCATCAC 272

Ai03B30570 Araip.B03 30570 p2 (TA)7 14 121441462 121441475 CCCTATCCAAACACTCCCTTT AACATACGATAACCCTATTTTATTCAA 278

Ai03B30574 Araip.B03 30574 p3 (AAT)13 39 121451482 121451520 CAACGCCCCTCTAAATGGTA TTGTTAATTTGTTATGCAGCCG 122

Ai03B30582 Araip.B03 30582 p2 (AT)18 36 121459412 121459447 GCAACGAAATGGAAGGTGAT AAATAGCATTCAGCACATATCAAA 280

Ai03B30585 Araip.B03 30585 p2 (TA)7 14 121461845 121461858 CAAGCATGTTGGGACACAAT CAATGAAATGCGTGTGCTCT 274

Ai03B30586 Araip.B03 30586 p2 (AT)8 16 121463695 121463710 TTTGCTGACAGAAACCAACG CGGCAATTTTCACCACTTTT 171

Ai03B30589 Araip.B03 30589 p5 (GGGTA)10 50 121471211 121471260 AAAGGAGGTTGTGGGTTCAA GGATAGGATACGGTTCGGGT 179

Ai03B30591 Araip.B03 30591 p3 (TGA)7 21 121477025 121477045 TTCCAAAGAACATGCACGAG GATCATCACCACCACCATCA 171

Ai03B30592 Araip.B03 30592 c (A)10gaagttggtttaatgaatgagctataactaaaatgatataatttttttatttttgttaagagattttagattcaaatttaactcttaaatttag(A)10114 121484282 121484395 AGAGGTCGTGTGTTTGAGCC GCATTCGTATATCATAGCCCA 271

Ai03B30600 Araip.B03 30600 p2 (TA)6 12 121499084 121499095 TGTTGCGGTGGAATAATGAA CCAATTTCAAACTGCACCAA 133

Ai03B30601 Araip.B03 30601 c (A)10gataaaagaaaaataattattttttattatttaattgtataaaaaaatcaaaagcaaaaaagtgggatttattaaatttttttcttcaatttattggatg(A)10120 121499824 121499943 TATTAAGTCCCCCTTCCGTG CGATTCTGACCCACAACGTA 273

Ai03B30603 Araip.B03 30603 p3 (TCT)5 15 121500666 121500680 CTGCTTCTACAGCTTCGGCT TCAACAAATCAACCCAAATTCA 170

Ai03B30604 Araip.B03 30604 p2 (AC)7 14 121501824 121501837 GAGCCGTTGTAGCTGTAGGC TTAGCGTGTAAGCGATAATTTTT 269

Ai03B30606 Araip.B03 30606 p2 (AT)6 12 121502694 121502705 TGCAAAGTCAAAGACGGTTG CAGTTGGCAGAAGTTGCTGA 233

Ai03B30608 Araip.B03 30608 c (T)10ccttttttaaatcaaaacggatttttaacttttttatttttttttcaaactcaaaacggagggtctgttttctactaacacc(AT)6104 121507525 121507628 CTCAATTAAGAGGTTGCGGG TCGTTCCAAAATCACTTCCA 238

Ai03B30612 Araip.B03 30612 p2 (AT)7 14 121515943 121515956 TTTAGTACTAGGGGCGACATCA AATTCTATTGTATTTGCGAGTAGAGAA 279

Ai03B30613 Araip.B03 30613 p2 (TA)6 12 121520956 121520967 CGAACCTGGTGCTCCATAAT TCACATAACCTCCGCCTCTC 239

Ai03B30614 Araip.B03 30614 c (CTT)5ctcctcttccttcttcttctcctac(TCT)658 121523946 121524003 GCTCCTCCTTCTCCTTCTCC TCAGAAACCATGAAAATCGAAA 255

Ai03B30620 Araip.B03 30620 p2 (TA)13 26 121540889 121540914 CCTGCCTCTCCATACACCTC TCGTTAGGCGTCTGGACTCT 151

Ai03B30621 Araip.B03 30621 c (AAAT)5aagattagtaaatgaatatattcataatttatttgtatgtatgtacttatttttaaaagtagtgtatg(TA)6100 121551217 121551316 AAAATGAATAAAAGAATGTTATTGTGC CGCGTCCAATTAAAAGGGTA 253

Ai03B30629 Araip.B03 30629 c (A)11tgcacacatgtactttagaagcacacagtaatttcaaaagatgctaataataatttagcgtac(AT)686 121574507 121574592 TCAGTCTTCAGCGCAATCAG CAAAGAAACAAAAGCACGCA 140

Ai03B30632 Araip.B03 30632 p3 (TTC)5 15 121577836 121577850 GCCAAAATACCCCCATTCTT TCCAATTCTGCGTATGCTTC 223

Ai03B30634 Araip.B03 30634 p3 (GTT)7 21 121598117 121598137 GAGCCGACCCTTCTTTCTCT TGTTGAATCCGACACCACAC 232
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Ai03B30637 Araip.B03 30637 p3 (ATT)5 15 121617323 121617337 AAAGGCTTGCTATTGCCAAA CATCCGGCGGTACTAAAGAA 205

Ai03B30638 Araip.B03 30638 p3 (TAT)5 15 121620418 121620432 CATGGGGAGACTATGCCATT TGAGGTTGCCACACAAACTT 116

Ai03B30639 Araip.B03 30639 p3 (AGA)6 18 121623600 121623617 TGGAGCAAGAATTGGAGAAGA AACCAGTAGAGGCACGGAGA 111

Ai03B30640 Araip.B03 30640 p2 (TA)6 12 121626252 121626263 TGCATGCCATCTTAAAAGTACG TTAAACCCCAAAACGTTCCC 274

Ai03B30643 Araip.B03 30643 p3 (AAG)7 21 121629275 121629295 TGACTGGTGAGGCTCCTTTT TTGCTGCACCAAAATTGAAA 273

Ai03B30645 Araip.B03 30645 p3 (TGA)5 15 121632275 121632289 CAGACCTAAACCCACCTCCA AATCAGAAGTGATGCCAGGG 195

Ai03B30652 Araip.B03 30652 c (TA)6cattaatattatatgttgtaatatgtatatatatgtaaagatagaaagaagtattaaaagtaaagagagagagaattgcatttgttttattactgtaa(AG)7124 121661495 121661618 CTCTAGCATTAATATAATTAGCTCGGT GCCTCTGAGAGAAAGACAAGC 203

Ai03B30653 Araip.B03 30653 p2 (AG)14 28 121671061 121671088 ATGATTGTGTGACGTGGCAT GCTGGGATTGAAGGAATGAA 191

Ai03B30659 Araip.B03 30659 p2 (GA)6 12 121693013 121693024 AGTTGGCCGTCAATGAGAAT TGAAACTCTTCTTTATTCCAAATCC 280

Ai03B30662 Araip.B03 30662 p2 (AG)14 28 121718300 121718327 CGTTAACCTGAATCAAGCGA TTCACCGTCTTCACTCCCTC 143

Ai03B30674 Araip.B03 30674 p3 (CTT)5 15 121754331 121754345 TCATTATCAATGTCCGCGAG TCTCAGCAGATCCAAGCTCA 171

Ai03B30675 Araip.B03 30675 p3 (CGG)5 15 121754792 121754806 CGGAGGTTGCCTCTACTGAG CAATAGCGCTGGAACCTCTC 187

Ai03B30676 Araip.B03 30676 p6 (AATTAA)5 30 121759636 121759665 CAATCAAAATGTGCAATATCACC GGGGAGAGAGGTAGATAAGAGGA 213

Ai03B30677 Araip.B03 30677 p3 (CTC)6 18 121760519 121760536 GGGCCCCATACTTGGATACT TAGGCTGAGAAGGAGTCCCA 242

Ai03B30680 Araip.B03 30680 c (A)10taactaactagtccatggcccaacaatcaaaaggagcaatcagcatcaaatcaaaaggaagtatagtctatgaaag(A)1096 121774292 121774387 TGAAAAAGAATAATATGGGATTCG AAATTGAATCGAAGGTAGACACG 269

Ai03B30686 Araip.B03 30686 p2 (TA)6 12 121784693 121784704 GGTGACACATTTTTATTTGTCAGATT CGAATTTAACCGCAAGCATT 274

Ai03B30687 Araip.B03 30687 c (T)10attgttttctaacaattactgtttataaagaatatgta(T)1563 121785329 121785391 TGAATGGGCAGAAGGTTATCA GATGTATGTTAGCCATGGTTTTG 171

Ai03B30695 Araip.B03 30695 p2 (AG)7 14 121796349 121796362 CGTATGAAAGTGGGAGGAAAA GGCTTAAACCTCTGACGAAACA 104

Ai03B30699 Araip.B03 30699 c (T)10cggtttaattactctgctgctctttataattttattgaatttttaattaaatctttatattttttttcttttcaattaggtccctgtacg(T)10110 121804641 121804750 TGGTCTGCTCATTTATTATTATGCTC CCAAGGGTTCTTTTGGTATTTT 280

Ai03B30700 Araip.B03 30700 p2 (TA)6 12 121813260 121813271 GGACCCAATTGAAAAGAAAAA TCTCGTCCCGTCAAAAAGTT 233

Ai03B30702 Araip.B03 30702 p2 (TA)6 12 121814726 121814737 TGTTCTTGATAAAATAAACCCCAAA TTGCAACAATAAACAGATGCG 246

Ai03B30703 Araip.B03 30703 c (T)13ctttatttctaaaatacctttcattttatgtatctataaaa(AT)666 121822675 121822740 CGGTCAAGACCAATCCAACT CATCCACTCTGCATGTTTTCA 269

Ai03B30707 Araip.B03 30707 p5 (TTATT)5 25 121832107 121832131 CGGACATTTTAGTCCCCAAG TACCCAAATCAGTCCCCAAA 277

Ai03B30708 Araip.B03 30708 p2 (GA)6 12 121832612 121832623 AAGATGCTACAGGCCATCGT GATGGGGAGTTCTGCTGAGA 249

Ai03B30709 Araip.B03 30709 p3 (CCA)6 18 121832728 121832745 TTCTCAGCAGAACTCCCCAT ACGGTGAAAACAAGTGGAGG 133

Ai03B30711 Araip.B03 30711 c (TAT)14ta(AAT)8 68 121840722 121840789 TGATTAATATGTTTTGTAATGAAACCA AATCTGTTACACAAAAATCCTACATTC 257

Ai03B30712 Araip.B03 30712 p6 (GATGAG)7 42 121842333 121842374 GTAGGAGTGCTGATGCCACA CAAAGGTCGGCCTAAGATGA 273

Ai03B30713 Araip.B03 30713 p2 (TC)7 14 121846513 121846526 TGCTGTGACTTCGACTGAGG TTCAGCTGCAGAAAGAAGCA 158

Ai03B30715 Araip.B03 30715 c (A)14ctagtgcacatagattttaggcataccccattagaagaaatggggtgtttcctcgttacaatgaaaaatcg(CTT)7106 121857325 121857430 ATGACCCTGACCCAGATGAG ACCACAGGACCAGTGAGAGG 226

Ai03B30723 Araip.B03 30723 p3 (ATA)12 36 121879708 121879743 GGGATTGGGCCTTTCTTTTA TGGAAGTCCATCCTATTATTTCA 246

Ai03B30731 Araip.B03 30731 c (A)11gaattggtacaaggatctaaataaaagaaaaaaaagtataggaacccaatt(A)1072 121898064 121898135 TGGGTCTCTGCACCAATTTT GCTGGTCCCTATAGTTTCGC 220

Ai03B30732 Araip.B03 30732 p3 (TCA)6 18 121901974 121901991 ATCGAGCGCTTTTGGTGTAT TTCAGCAAATGCCCTTTCTT 260

Ai03B30734 Araip.B03 30734 p2 (TA)8 16 121904044 121904059 GTGTGCGGTTTCCGTTTTAT GCTACAATTTTCAAACCCCC 239

Ai03B30736 Araip.B03 30736 p3 (ACT)5 15 121909520 121909534 ACCGTGTTCCGAAAGACATC CATGGTTTACCACTTGCACA 127



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B30740 Araip.B03 30740 p4 (TTTC)6 24 121918795 121918818 TTGGTCGGTTCCCAGATAAG GTTGCCCTCATAGCCACATT 189

Ai03B30742 Araip.B03 30742 p3 (AAT)5 15 121927461 121927475 TTTTACCATGCCTTGGGGTA AGGTGACGCTTTTCTTTGTGA 156

Ai03B30745 Araip.B03 30745 p2 (TA)6 12 121930577 121930588 TGCAATTCTCTCTCTCTTTACTTTTT TCTCGTGCTGATAACGTGTTG 189

Ai03B30749 Araip.B03 30749 p3 (GGA)7 21 121948646 121948666 ATCCCCAACGCTAGAGGAGT TGCTTACCAGAAGGTCCAGG 252

Ai03B30751 Araip.B03 30751 c (T)11gtttaaattccccaaaatggcgccatttcaattt(A)1257 121953825 121953881 TCTGCCAAAAATGAATGAAAAA CGACAACGTCCTCTACCACA 280

Ai03B30752 Araip.B03 30752 p2 (TG)11 22 121954187 121954208 CGATGTCACACGAAAGCCTA ACTCCATAGCCGAGCAAAGA 139

Ai03B30753 Araip.B03 30753 p2 (TC)7 14 121956760 121956773 GGCTCCTCACTCCTCTCCTT TCAGACTACCTTGGGGCATC 273

Ai03B30754 Araip.B03 30754 p2 (TC)8 16 121963085 121963100 TCCACCTTTATTGCCATCATC CGGAAGGGAGAAAGGTAAGG 241

Ai03B30757 Araip.B03 30757 p3 (GAG)8 24 121977493 121977516 CCTCACCAGAAGAGCCAGAC AAAGGGTCCAGGAGGCTAAA 221

Ai03B30759 Araip.B03 30759 p2 (TA)6 12 121981638 121981649 TTTGTCTTCAACTAAATCCAAAAA ACCACCGCACTTCAACTCTC 205

Ai03B30764 Araip.B03 30764 p2 (AT)8 16 122000585 122000600 TGATTGCTCGATTAACCCAA CCAATCCAATACAAACCGCT 267

Ai03B30767 Araip.B03 30767 p4 (AATA)15 60 122025619 122025678 TTTTGGGTTTTCAGGTTTTGA TCACAACAAAACCAAGTACTCACC 280

Ai03B30771 Araip.B03 30771 p2 (AC)6 12 122040762 122040773 CACAAGAAGATTTATGTCTAAGTTGC TTGCTCCTTTTGGCTATGCT 267

Ai03B30772 Araip.B03 30772 p3 (TAT)5 15 122045024 122045038 TCGTGGTTAGAATAACCCATGTC TATGATAATAATGGCGCGGG 143

Ai03B30775 Araip.B03 30775 p3 (TAA)16 48 122046821 122046868 TTATCGCAACAATTAATGAATAAGA TTTTTGGTCTATCTAACATTACCCG 180

Ai03B30781 Araip.B03 30781 c (CT)10ccatggatgaagaacaacaacacacattcatctttgagcgttaaccccatttcatacacactccctcta(TC)6cctcctcccacaagaaaaggaggaaaaagaaaaccgcatcttctactttttgcagatt(TC)6171 122088715 122088885 TCGTGACACGCTAACAAAGG GCCCCAAAAAGACAATACCA 272

Ai03B30782 Araip.B03 30782 c (T)10ccttgacagtattgtccactttctagttattataagagttggacggaaactaagataaccacttgaccattcccatttcaatttcagctatgcgt(TTTA)5125 122090982 122091106 AACTGTTGTGCTTTCATTAGAGAAT CGCTGGAACCTTTTCAGTTT 280

Ai03B30786 Araip.B03 30786 p2 (TA)7 14 122099117 122099130 AGCCAGCAGCACCAAAAATA TACAGCGGAAACTCAGGTGC 202

Ai03B30795 Araip.B03 30795 p2 (AG)29 58 122115557 122115614 GAGACTCGAGCAGGGTGAAC GCGGTGAGACGGAAGAGTAG 266

Ai03B30802 Araip.B03 30802 p2 (AT)10 20 122132002 122132021 TCCTTCAATAATATCAAATTTTTACCA GAATTTTGATACATTAGAGACAAAAGG 249

Ai03B30804 Araip.B03 30804 p3 (AAG)7 21 122134696 122134716 GAAAAACCAGCTAGACGAAGAGA TAATCAGCACCCGAGAGACC 229

Ai03B30805 Araip.B03 30805 c (T)11ggtgacttaaaagaaaaataaacaaaaactaagaaagag(A)1161 122134913 122134973 GGTCTCTCGGGTGCTGATTA TAGTATTCAGCGGGACTGCC 181

Ai03B30806 Araip.B03 30806 p2 (AT)6 12 122137027 122137038 AATTCGGCCTTTGATTGTGT CGTTCCAACAAACAGACATGA 186

Ai03B30809 Araip.B03 30809 p2 (TA)10 20 122140445 122140464 GAGAACGCAGAGAAAGGGTG TCCGCTTCTACTTGGAAGAAA 238

Ai03B30810 Araip.B03 30810 p4 (AAAT)5 20 122141287 122141306 TTTTTCGGTTTTCCCTGCTA TTGTTCCCCTAGCACTCTCC 244

Ai03B30811 Araip.B03 30811 c (T)11g(A)10 22 122142041 122142062 CATGACCATAACGTGCACAA TTGGATTTGTAAACGTCGGA 260

Ai03B30812 Araip.B03 30812 p5 (TATTT)6 30 122143901 122143930 TTGGAAGTAAGGCTTGGAGG GTTCAGGAAGGGAATGTGCT 280

Ai03B30816 Araip.B03 30816 p3 (TTC)5 15 122163664 122163678 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai03B30818 Araip.B03 30818 c (A)10cgaagaagaagaagaggaagaggaagaggaagagaagaagaggaaaaggaagaggaagag(GAA)11103 122164229 122164331 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 235

Ai03B30820 Araip.B03 30820 p2 (AG)8 16 122171312 122171327 CTGCCACTATGCCACTTCAA GCCTCACGTCTCACTCTTCC 147

Ai03B30821 Araip.B03 30821 p2 (TC)6 12 122177357 122177368 TGCTTGTGCTTGTGGAGAAC TGTATGATGAGGGCAAAGCA 242

Ai03B30822 Araip.B03 30822 p3 (TCT)6 18 122177636 122177653 CCATGTGGGTCTCCCTCTAA GTCATGGCTAACCACCAAGC 197

Ai03B30823 Araip.B03 30823 p5 (AAAAG)6 30 122181906 122181935 TGTAGCTAGCTCCGACCAAA GCAACAATGCATGTCTTTCA 124

Ai03B30827 Araip.B03 30827 p3 (ATG)5 15 122188870 122188884 ATGCTGCTCAAAGGGAAAGA TTCTGCGTCATCCTCATCTG 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B30832 Araip.B03 30832 c (T)10ggtttttcgtattttgtcaaaatatgttttttaagagatgaa(ATAG)572 122197667 122197738 AGATCCAAAGGGAATTTGGG GGGTGGGTTTTTGTGTTTTG 206

Ai03B30838 Araip.B03 30838 p3 (AAG)9 27 122208419 122208445 AGAGGGAGGTGGAGGGAGTA ACTGAGAGAGGGCTCGAGTG 167

Ai03B30839 Araip.B03 30839 p2 (TA)6 12 122211952 122211963 CAAGCAGGCATAGATTCATATACA CAATTTTGTAAGAGGGATATGAGC 278

Ai03B30840 Araip.B03 30840 c (A)11ttgg(TA)14(T)11caaatagcaaatataccataagactcagaaataaaggaaaagcatggtataaagcagatatata(T)13131 122215561 122215691 CAGTACGCTACTGTCCAAATGC CCATGCTTTTCCTTTATTTCTGA 280

Ai03B30841 Araip.B03 30841 p2 (AT)7 14 122228687 122228700 TAAGGATCGTTGTCATGCGA TCTTCCCAACCGCACATATT 182

Ai03B30842 Araip.B03 30842 p2 (TG)8 16 122231959 122231974 GCGCCCTCTCTTTCTCTCTT CTGAACTACCCCCAACCAAA 161

Ai03B30844 Araip.B03 30844 p2 (AT)6 12 122240917 122240928 TTCCTTCTAGGGATGGGAGG GGTGCCTATAACTTGGTGCC 272

Ai03B30849 Araip.B03 30849 p3 (AGA)6 18 122255092 122255109 AAGAAAAAGACGCAACATTGG TTTGCACACGCAGATTTTTC 156

Ai03B30851 Araip.B03 30851 p3 (ATA)5 15 122274687 122274701 CCCTCTCCCTCCCAAACTAA TTGAAATTTTGCATTCAGCA 145

Ai03B30852 Araip.B03 30852 p3 (CAT)6 18 122278619 122278636 CTGAACTAAATGCTCCCCCA GTTGGTGAGACTGGACCGTT 214

Ai03B30854 Araip.B03 30854 p3 (TGG)6 18 122284600 122284617 AATTTGCACCAACTCTTGCC AGTGAATCGATTGAGGTCCG 110

Ai03B30857 Araip.B03 30857 p2 (GA)6 12 122301179 122301190 GAAACACAAATCGGACCCAC AGTTACAGGCAAATCGGACG 221

Ai03B30858 Araip.B03 30858 p3 (TTA)23 69 122306062 122306130 CCAGCATAATTGCATTTCAAAC GGAAATTATTATTATGATGCCGTG 259

Ai03B30859 Araip.B03 30859 p3 (TAA)5 15 122306300 122306314 TTCATAACACGGCATCATAATAA TGAATGAAGAAGGAGAAGGAATG 261

Ai03B30861 Araip.B03 30861 p3 (TAT)5 15 122306612 122306626 CCAATTCTTCCATAGAGGACCA TCTTGGGCATCCAAATTATGT 236

Ai03B30862 Araip.B03 30862 p3 (ATT)5 15 122307663 122307677 CAGAAGACAAGCCGAGAAGG AAGCAGCCATCAAAAGTCAAA 248

Ai03B30863 Araip.B03 30863 p2 (AT)9 18 122310322 122310339 GGTGATGAGATAGTGAATGCCA CATGGGCCAAAAACTCTAGG 257

Ai03B30868 Araip.B03 30868 c (T)10c(T)11 22 122312195 122312216 TTAGTGCACCAAACCAACCA TGCAAACAATGCTATCACGG 137

Ai03B30871 Araip.B03 30871 p2 (AT)8 16 122320624 122320639 TTCAGAATCCACCATACGCA GGATGAACTGGACCCAAAAC 174

Ai03B30875 Araip.B03 30875 p2 (TC)9 18 122325445 122325462 TTAAGCCAGGTGTCGCTCTT CAGATCATTCGTCGGTGATG 250

Ai03B30876 Araip.B03 30876 p2 (TC)8 16 122326461 122326476 TCGAGGAAATCCTCATCACC GTCCTTACGGCTCTGCAAAC 183

Ai03B30882 Araip.B03 30882 p2 (TA)8 16 122338328 122338343 AACTGAAAGAGCAATAGGACTTGAA TGAATGAGCTTTTTCAACTGTGA 270

Ai03B30884 Araip.B03 30884 p2 (TA)6 12 122340628 122340639 CGGTTATTTCATCATACGTTCG TGTTCGCTTGGAGTTCATCA 253

Ai03B30889 Araip.B03 30889 p3 (GAA)6 18 122347091 122347108 GCGAGGGATGGGTTCTAACT TCCCCTAATCGCAAGCTCTA 240

Ai03B30890 Araip.B03 30890 p2 (AT)6 12 122351556 122351567 TCTTTTTCTTCTCTGCTATCATAAGG CGAACAAATCAATTTTGCTGAA 187

Ai03B30891 Araip.B03 30891 c (A)10tacaaaaagatctcaaaattaaattatcactgtaaagtatggactacc(A)1270 122352964 122353033 GAGGATCCAAATCCATTAACAA AGCTAGAGCATTGGGGCTTT 237

Ai03B30894 Araip.B03 30894 p3 (TAT)5 15 122355654 122355668 TCTACTGCCCTAACACTCCTCA TTCTCTCCCTAGCATTCCCC 203

Ai03B30898 Araip.B03 30898 p3 (CAT)7 21 122368917 122368937 CCACCCACAGGTAGAGTCGT CCTTTGCCGTCAATCTGAAT 241

Ai03B30899 Araip.B03 30899 p3 (CAC)5 15 122373970 122373984 TCCACAACCTTGTCCTCCTC CATGTTGTTGGTTTTGGCTG 165

Ai03B30900 Araip.B03 30900 p4 (TAAA)6 24 122374731 122374754 AAATCATGGCTTGTTTGGG AAAAATGGTGAGTTGCGACA 233

Ai03B30903 Araip.B03 30903 p2 (GT)7 14 122377991 122378004 TTTTGGGTTTGGACGAGAAC GACGATTGTCATTTTTCCCG 250

Ai03B30904 Araip.B03 30904 p2 (AT)8 16 122381007 122381022 TCAGCTGGTACAGGGGATTC CAAATGGGCCACCTCTTCTA 151

Ai03B30905 Araip.B03 30905 c (AT)8tcttttggtaaaaaaagtcaggatggatcatataagcacccccctttcttttttcaacaaaagttt(A)1092 122381251 122381342 TCAGCTGGTACAGGGGATTC AGATTGGAGGGCCTAAGGAA 210

Ai03B30906 Araip.B03 30906 p2 (GA)6 12 122382679 122382690 CCTTAGATTCCCGTCCACAG TATCGGTTTATGCGAGGGAG 162



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B30907 Araip.B03 30907 c (C)11tcccccc(A)11caaaaaaaagaaatg(A)1054 122388167 122388220 TGCAGCCTTCAAGCATAAGA GCCATGATACACGATTTTGC 274

Ai03B30908 Araip.B03 30908 p2 (AT)12 24 122389379 122389402 GCACAGTCACACTTCTCCCA CTCTGGGACCAAAGGAGGAT 205

Ai03B30909 Araip.B03 30909 p2 (AT)6 12 122390107 122390118 ACCCATCCCTGCATCAAATA TTTCAGGTTTCCATTTTGGC 158

Ai03B30911 Araip.B03 30911 c (AG)17aaagaaaaatctgggtgtgtatgtgagggtgtgagatttatttaagaggttgagaaaaagaatag(GA)8115 122397341 122397455 CCGGAGTAGAGGAGCAGAAG GCTTAACGCCTCACCCATAA 211

Ai03B30912 Araip.B03 30912 p3 (ACA)6 18 122397795 122397812 TTTGTTGGCTACATGCTTGG GCTGACCCCACCTAGTGGTA 273

Ai03B30916 Araip.B03 30916 p4 (TATC)15 60 122403986 122404045 AACCCGCAACCTCTTAATTG CGACACCTCATTTCTATTAGTTAGTGG 273

Ai03B30917 Araip.B03 30917 p2 (AT)12 24 122404166 122404189 CCACTAACTAATAGAAATGAGGTGTCG AAGAGCAACAAAGAGACACAAAAA 240

Ai03B30918 Araip.B03 30918 p3 (ATG)5 15 122404750 122404764 GAAGGAAAAGACAATGACGATG CATCAAATGACACGGTTAAAAA 150

Ai03B30919 Araip.B03 30919 p2 (AT)6 12 122405658 122405669 GGGGTATACGGGCGTATTTT CAAAGTCGTGATTTATTGGTGC 190

Ai03B30926 Araip.B03 30926 p2 (TA)7 14 122436852 122436865 TGTGTCAATCATGTGCGGTT CGAAGCTGTCGTTTTCCTTC 280

Ai03B30931 Araip.B03 30931 p3 (ATC)5 15 122441305 122441319 CCCTTCAGAACGACCAACTC ATTTTGGCCTGTTCAAGGTG 240

Ai03B30932 Araip.B03 30932 p3 (AAG)6 18 122441670 122441687 CATCAGCTGCCAACACCTT CAATGGCTCCAAAGTAGGGA 278

Ai03B30933 Araip.B03 30933 p2 (TA)6 12 122444555 122444566 TTAACCACTAAAATCAACCACCA TTTGTTTTAGCTCACTCGTCAA 252

Ai03B30934 Araip.B03 30934 c (A)13tgaaacggtcaaccgggaaatttcattccttcatcattgtttttggatttttttaaacttcatcccc(T)1090 122445190 122445279 AGCTGGCCAAGAACAAAAGA ACTCAGAACTCCTGCTCCCA 198

Ai03B30935 Araip.B03 30935 c (T)10caactaattgtgtgtaa(T)1037 122449506 122449542 TGAGACGATGATGCAGAAGG TGCGGTTTTTCTTTCCAGTT 272

Ai03B30938 Araip.B03 30938 p3 (TGA)5 15 122458000 122458014 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai03B30939 Araip.B03 30939 c (T)10ggataataaccacccattatggtcattaaccgtccactaatggtcattactctctccatattctctttccacacctcattaaatgtgttcacccaccttg(TC)6122 122462191 122462312 TCCCTTGATTTAAGGCAACAA TTTTCATGGTAATGGGGGAA 242

Ai03B30940 Araip.B03 30940 c (A)10tattttttaaaataaaattatattaagcattgcacaggtcccaggtgtaagcgtgtcactacattttgatatattaaaattaacat(TTA)5c(TAT)6130 122462785 122462914 ATTTGCCCCCATTGAGTCTT AAAATTTTAGTGTCGGGGGC 278

Ai03B30941 Araip.B03 30941 c (AGG)5aagaggagtaaaatatgttggtgacgacggtaacgaaattgaataataatgaaaaatgagg(AGA)591 122467502 122467592 TGGCAAAAATTTGATGATAACG ACGCACATTCTTTTTCACCC 268

Ai03B30945 Araip.B03 30945 c (T)10ggtttggtctggacgattggatgcggttaggtagatattttgatgtttttggtcacaataacgtcccctctaatgggcttaagcccgaactacttt(TA)7120 122473963 122474082 AATGCATACATACAGGCGCA CGAGACCGCCAACACTTATT 248

Ai03B30946 Araip.B03 30946 c (A)10tgcaatgccctagtatcctgtacggctgtatcccaaaaagg(A)1667 122474239 122474305 AATAAGTGTTGGCGGTCTCG TCTACTACGAAGGGCAACCC 218

Ai03B30947 Araip.B03 30947 p2 (TA)6 12 122475635 122475646 TGATGCATGATTGTCAATGG TCGCACATCAATTTTTGCAT 121

Ai03B30950 Araip.B03 30950 p2 (GA)6 12 122494922 122494933 AAGGAAAAAGGAGAGGCGAG CTTTGAGAGAAAACACCGCC 264

Ai03B30954 Araip.B03 30954 p3 (CAT)7 21 122502297 122502317 CATTGAATCGCTTTTGGTGA ACCAGATTATCGGACTGGGA 238

Ai03B30959 Araip.B03 30959 p3 (TAA)5 15 122504700 122504714 AAAGAAGGCCATAATGCTATTCA AACCATGGTGGGTCATCCTA 218

Ai03B30960 Araip.B03 30960 p2 (CT)9 18 122504831 122504848 TGGCCTAAAGATGTTGCCTT AGCAGAGTGGGAGAAGGTGA 124

Ai03B30961 Araip.B03 30961 p3 (CTT)5 15 122505376 122505390 TGGTTTTGCATGTCTTTCCA TGAGGGACTCCAACTCAACC 245

Ai03B30962 Araip.B03 30962 p2 (AT)7 14 122507713 122507726 AGTCACTTGGCTTTGGCAAT CCAATCTTTGTCTTAGCCCC 204

Ai03B30963 Araip.B03 30963 p2 (CT)6 12 122508295 122508306 CTATATGATCGGCCCTCCCT GGTATGTGACTAGATGTTGAGATGC 273

Ai03B30968 Araip.B03 30968 p3 (TGG)5 15 122534057 122534071 AGGAAGCAAAGGTTGCAAGA CCCTAATCTCAACCCCCTTC 190

Ai03B30970 Araip.B03 30970 p2 (AT)6 12 122544557 122544568 TTGTAAGGACTGGGACAGGC AAAGCCATGCAACCTTCATC 162

Ai03B30971 Araip.B03 30971 p2 (AT)7 14 122547112 122547125 CCTGTGGCATACCGTTTTCT AGGCAGCCCCACATACATAC 224

Ai03B30972 Araip.B03 30972 c (A)11gacaagataatatgattcagtaattttttctcatatctttaat(A)1064 122547383 122547446 AGGTTATGGGTTCGAGTCTCA TTCCTCTCCAATCCCCTCTT 269

Ai03B30975 Araip.B03 30975 p3 (TTA)5 15 122551158 122551172 AAAAGCACATTCCATGCGTT GTGAACCAGTGAAGGGGAAA 241
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Ai03B30977 Araip.B03 30977 p2 (TA)7 14 122559916 122559929 TTTCTTTTGATTCGGTTTACTCA CACGAAAAGTTAGTGGAATTCTTG 247

Ai03B30979 Araip.B03 30979 p3 (TCT)5 15 122560918 122560932 CTAAAAACCTTGCGTTGCAT CTTCTGATCCTCGTGGCTTC 272

Ai03B30981 Araip.B03 30981 p3 (TTA)6 18 122568950 122568967 AATGGTTAGGGATTGGGGAG CGAATTTAGAATCCAGACAATGG 274

Ai03B30984 Araip.B03 30984 p2 (CT)6 12 122572588 122572599 CCCTTCACCAAATGACCATC TCACTCCACGTTCCACGTTA 115

Ai03B30989 Araip.B03 30989 p3 (TCA)6 18 122593301 122593318 CGGTACGATCTTAGTGCGGT GTAGTTCTGCGCTTTGGAGC 221

Ai03B30991 Araip.B03 30991 p2 (AT)7 14 122600766 122600779 TGCTTGTTCTTGTGCACTCC TGCGTGTGTTATGTAAGTGAGTTTT 271

Ai03B30995 Araip.B03 30995 p2 (TG)6 12 122605065 122605076 GCTCAAAGAAATGGAGACGC TTCTCTCACCCCCTCCCTAC 260

Ai03B30997 Araip.B03 30997 c (T)10gagaagttcaaatttatatttttaa(T)1045 122609423 122609467 TTTTTACTTACTTTTTAGGGCAGTTGA TTTAAATAATGAATCCCAAAATCAT 270

Ai03B31000 Araip.B03 31000 p2 (TC)6 12 122617528 122617539 AAGGGAGCTCGCATGTTTTA CATGGGAGAAATTCATAAATTCAA 221

Ai03B31001 Araip.B03 31001 p2 (TA)7 14 122624041 122624054 TTTCCTTCCCATCTCGTTTG ATGGGTTTATCAACCTCCCC 277

Ai03B31002 Araip.B03 31002 p2 (TC)7 14 122624923 122624936 TTTACAGAATACGCCCCCAG TGAAAGGGAAGTTTAAAACAAAGAA 256

Ai03B31006 Araip.B03 31006 p2 (TA)6 12 122632520 122632531 AAAATTTCATCTTTGTAATCATTGAGA TGAAAATTAAAGGATGTTATGAAAGAA 260

Ai03B31009 Araip.B03 31009 p2 (TA)6 12 122642108 122642119 CGTACAACAAGCAAATAGGGG TCTGCAGCAAGATGTTAGGC 206

Ai03B31013 Araip.B03 31013 c (TA)6aaaaaaattgaggtatatatgtatttataaatattgcaatcaatttacc(A)1374 122653270 122653343 CAACAAATGGATCGCGAAAG CCACTTTTCCCGGCACTTAT 280

Ai03B31015 Araip.B03 31015 p4 (ATTA)10 40 122654940 122654979 TGTGGGGATCGATGTAGAGA TGATCACCAGTTGTCAAGCC 279

Ai03B31016 Araip.B03 31016 p2 (TA)6 12 122658101 122658112 CTCTATGCATATTTGCCCCG TGGCCATGAATTTGTTTTCA 254

Ai03B31019 Araip.B03 31019 c (GCC)6ggagcttgggtcgtggtcttcctcccacatcttggccttcccgctcgacattgacgagcattcgcctttggccac(GCT)5108 122663985 122664092 TGTCTGAGTTGCGAACCTTG TCCTATATCCATTGCCCTCG 263

Ai03B31020 Araip.B03 31020 p2 (GA)6 12 122664352 122664363 CGAGGGCAATGGATATAGGA TATGGCTTCCGTTGTTCCTT 226

Ai03B31027 Araip.B03 31027 c (TTA)5ctattattga(TAT)540 122683827 122683866 TTGATATATGTGAATCGGGTAACAA TGCCTTTATTTTCCCTCCAA 279

Ai03B31031 Araip.B03 31031 p2 (TA)6 12 122692400 122692411 CCCTTCCATGTGATTTTGCT GCGAAATGATGATGACATGC 184

Ai03B31034 Araip.B03 31034 p2 (AT)7 14 122697683 122697696 TGTTAACTTGCCCGCTAAGG CCTGATTTTGGTGTGACCCT 256

Ai03B31035 Araip.B03 31035 p3 (TTC)5 15 122698155 122698169 TGTCGTTTTTGCACGTTCTT AGAGGAAGAGGAGGAGGTGG 110

Ai03B31036 Araip.B03 31036 p3 (TTA)5 15 122703268 122703282 TGTTGTTAGAAAATGAATTTAGGCA TCCTCCAAATTATTCATAACTTATTGC 213

Ai03B31038 Araip.B03 31038 p3 (TAT)8 24 122707547 122707570 TCTTCGAATCACAAATTATACACAA CCTCCAAATTATTCATAACTTATTGC 280

Ai03B31039 Araip.B03 31039 p3 (TTA)5 15 122707704 122707718 TCTTCGAATCACAAATTATACACAA CCTCCAAATTATTCATAACTTATTGC 280

Ai03B31042 Araip.B03 31042 p3 (TCC)7 21 122715460 122715480 ACACGCGCACTACTCAACAG ATGATGATGAAACACGCGAA 116

Ai03B31043 Araip.B03 31043 p3 (GAA)5 15 122715674 122715688 TGTTGTTGCTGCATTTTTCC TGCAGCATTAGAGGAAACACA 271

Ai03B31044 Araip.B03 31044 c (C)10tc(CT)21tttccctctctttccccttttgtttctctttctcctctcctt(TC)7110 122716869 122716978 AAAACTGGTTTTATTTAAACTCCAAAA AAAGTGGAAGAGAGAAGGGATG 230

Ai03B31045 Araip.B03 31045 p2 (GA)7 14 122717337 122717350 ATCGAGCTTCTCATCCGAAA TGCCTCAACGAACAGTGAAG 188

Ai03B31049 Araip.B03 31049 p3 (GAA)5 15 122720399 122720413 GCGTTCCTCCTTCTCTTCCT TCCTCTTCATTATCCTCATCTTCTG 269

Ai03B31050 Araip.B03 31050 p3 (AAG)5 15 122720743 122720757 TCGTCCTCTTCCAAGTAATTTTG CCTCCTCATCTTCTGCTGCT 189

Ai03B31051 Araip.B03 31051 p3 (GAA)5 15 122721162 122721176 TCTTCCAAGTAATTTCGCAACA CAGCAAATTTGGGTATAACATGA 251

Ai03B31053 Araip.B03 31053 c* (AT)7(T)11* 24 122722832 122722855 ACGCACATACCACGTCTCAC TCTTCGCCCATGCTATAATGT 280

Ai03B31054 Araip.B03 31054 c (TC)6aaccattcccaacag(CAA)542 122723648 122723689 AGTAGAACACAGACGCTGGGA GGGGTTGTTAGGGTTCAGGT 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31057 Araip.B03 31057 c (CT)7ttctctttttctctcttcaccatcaa(CAC)7cgccccacccactatccttaactctttctttctctctctta(ACC)13141 122737581 122737721 CCTCTGTCTCCCTGCATCTT TTAAGGATAGTGGGTGGGGC 202

Ai03B31059 Araip.B03 31059 p3 (TTA)6 18 122740735 122740752 CTCCATACCCCGAGGTAACA CCAATGGAAGCATAGCAAGA 277

Ai03B31062 Araip.B03 31062 p2 (AT)6 12 122744762 122744773 TTCGGTCCCATTTCTCTCC TCACGCTAGAAGTGTGGCAG 218

Ai03B31067 Araip.B03 31067 p2 (AT)6 12 122749123 122749134 TGTTTCCCTGATTACTGGGG TTGATTCGAATTACATACATTAACCA 279

Ai03B31069 Araip.B03 31069 p4 (TATT)5 20 122759698 122759717 TTGTGTGCTAATTTTTATTTGCC TGGATTGAAGTTGAGAAGCCT 276

Ai03B31073 Araip.B03 31073 p3 (TTC)5 15 122774046 122774060 GGATGTTTTGGTCAAATGGG TCCATTCCATGTGCTGATGT 230

Ai03B31074 Araip.B03 31074 p3 (GAA)5 15 122778003 122778017 CTCACCTTCATCAGCTGCAA CACTTGCATTGCTCCTTCAA 194

Ai03B31075 Araip.B03 31075 c (A)10taagaggaagataaaattagtagttatcatcttcta(T)1460 122779399 122779458 TCCTTTGTTTCTGCCACTCC TGTGACAATGGCCAAGTATGA 210

Ai03B31076 Araip.B03 31076 p2 (AT)6 12 122786748 122786759 CCAGGGACACGAAGTCTGTT CACGTGTGCACATTTGTTATT 211

Ai03B31080 Araip.B03 31080 p3 (AAT)6 18 122793304 122793321 AAAGAGATTTTTCATTCTCTTCAACA TTGTGTTTCTCTACGAGGGTGA 239

Ai03B31081 Araip.B03 31081 p3 (AGA)7 21 122799181 122799201 AAGGTTGCTGCTGCTGTTTT CATGTGCTGGTGATGCTTCT 276

Ai03B31082 Araip.B03 31082 p2 (AT)7 14 122800792 122800805 GGTTAATCAACCAGCATGCAC GCTGACCCTAACACTCCTCG 198

Ai03B31084 Araip.B03 31084 p2 (CT)6 12 122802178 122802189 AATCTGCGCTTCTTTTGGAA TGCATGCAGAAAGGAAGATG 237

Ai03B31085 Araip.B03 31085 p3 (TTA)6 18 122802562 122802579 GAAGGGGGCTTAAAAACGAC CCTACGAAATCCAACAAGGAA 166

Ai03B31089 Araip.B03 31089 c (T)14aaataaatactgctactacttgtgtatactttaagcataagtgcaattccatgtg(AT)885 122811814 122811898 TGTTCCCGTAAAAATATTGCGT TTTCAGCCGTTACCGAATTA 230

Ai03B31091 Araip.B03 31091 p2 (AG)6 12 122817592 122817603 AAGTGACCTGAGTTGGCGAC ATTTTTAATGGGTCTGGGGG 196

Ai03B31092 Araip.B03 31092 p3 (GAG)6 18 122824465 122824482 ACCTCACCAGAAGAGCCAGA AAAGGGTCCAGGAGGCTAAA 217

Ai03B31094 Araip.B03 31094 p2 (AT)7 14 122827767 122827780 CATTTCCGCTAATCTCCGAA GATCATGACACGGTGAGGTG 214

Ai03B31105 Araip.B03 31105 p3 (AAT)13 39 122848284 122848322 GCTGTTAACTTGATGATGACGG GGTCCCTAACATTCCCCATAA 277

Ai03B31110 Araip.B03 31110 c (ACCACA)5(ACC)648 122857963 122858010 CCCTCACCACTACCAACACC GCCTTGCTTCTGCTTTCTTG 192

Ai03B31112 Araip.B03 31112 p3 (CTT)5 15 122863314 122863328 CACTCAAAATCGTCCCGAAG TTTCTGCTCCTACGAGAGGG 153

Ai03B31114 Araip.B03 31114 p3 (AAT)5 15 122867688 122867702 ACTCACAATAATGCACTCGCT TCAAATTGTGAACGAGGTGG 254

Ai03B31115 Araip.B03 31115 p3 (CTG)5 15 122869704 122869718 GCATCTCTTCCTCCATAGCG TGACGCAGAGGATGAACTTG 275

Ai03B31116 Araip.B03 31116 p3 (AAT)5 15 122872259 122872273 CCAATTGTTGAGTCTGCAGTG TTCAATCATCACCAACAATAACAA 184

Ai03B31118 Araip.B03 31118 p2 (TA)19 38 122879287 122879324 TCAAATTGACTAGGTAAAAGGCA ATGTTGGCACCTACGGAAAC 256

Ai03B31120 Araip.B03 31120 p3 (TGG)5 15 122881091 122881105 GGGGTTAGGGTTTTGGAGAA AACTCTTTGACTCCCGCTCA 267

Ai03B31121 Araip.B03 31121 p3 (AAT)9 27 122881652 122881678 TCCCTAGATTCCAAATTCCAAA CGTGTATCCAATGCTCCTGTT 263

Ai03B31123 Araip.B03 31123 p3 (GAG)9 27 122894881 122894907 AAGAAATCACAATGGGCTGG GAGATGGCGAAGAAGAATGC 163

Ai03B31130 Araip.B03 31130 p3 (GAA)7 21 122923673 122923693 CTTCCGGTGTCGAGAATCAT TCTGCTGCAAAACTCACCAC 260

Ai03B31132 Araip.B03 31132 c (AT)8t(TATG)12 65 122929235 122929299 CACATGCATTGAACTTTGGG AGCCCTGAAAAAGTGTGAGC 272

Ai03B31134 Araip.B03 31134 p3 (AAC)5 15 122932069 122932083 TGAACGAGTGAGCTGACCAC CGTTGTCCCATCTAATTTTCA 262

Ai03B31136 Araip.B03 31136 c (CTT)8c(CT)9 43 122963987 122964029 TGAAGATAACAAGCCCAGCC GGATCGCCGTAACACAATCT 108

Ai03B31140 Araip.B03 31140 p3 (GAA)5 15 122967337 122967351 GTTGAAGGAAATGGGCTGAA CCCACAAATCCATGTTCTCC 278

Ai03B31145 Araip.B03 31145 c (T)10(A)11 21 122976168 122976188 TTTTTGAAAATACCTCCCTCTTTT AGGAGATGAGGGAGAGGGAA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31146 Araip.B03 31146 p3 (TTC)5 15 122989675 122989689 GCCGAAACACATCTCTCTCC CGGTCTTAGGTGCCATCAAT 153

Ai03B31148 Araip.B03 31148 p3 (AAT)6 18 123014890 123014907 CCTCAAAACAAAAGCGGTTTAC TGCGCACTTGTTTAATTTGG 274

Ai03B31149 Araip.B03 31149 p2 (AT)9 18 123016855 123016872 CACGTTATTTTAAAGAGGGTTCA TTGTGACATTGAGGGGACAAT 185

Ai03B31150 Araip.B03 31150 p3 (ATT)5 15 123019457 123019471 TATTGGCAACAAAAATGCCA TGTGAAGGCATTGGTGAAAA 246

Ai03B31151 Araip.B03 31151 c (CTT)8c(CT)9 43 123020828 123020870 TGAAGATAACAAGCCCAGCC GGAACGCCGTAACACAATCT 108

Ai03B31153 Araip.B03 31153 c (GAA)5gtgaacagctataaaatggaagattggaagttgggcccg(A)1064 123035082 123035145 TGAGGTGCAGAAATCAGGTG CTCTGTTCTGGCTTCACACG 262

Ai03B31156 Araip.B03 31156 p3 (TTA)15 45 123048540 123048584 ATGCCAACATTCAAACAGGA TGTGGGTGGTGCTCAGTTTA 248

Ai03B31157 Araip.B03 31157 p3 (ATT)5 15 123052352 123052366 GTGATTGTGCGCACTTGTTT ACCTATTATTCAAAAGTTGTAATCGAG 230

Ai03B31158 Araip.B03 31158 c (AT)6aatttaataaatgagatctattaatcttcatctaatgaagaccat(TA)1179 123055156 123055234 TCGCAGGTCAAAGGAAACTC GGACATTAATAATCCGAAAAGATCA 233

Ai03B31159 Araip.B03 31159 c (AT)8aatttaataaatgagatctattaatcttcattcaatgaagaccat(TA)673 123061486 123061558 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 229

Ai03B31170 Araip.B03 31170 p3 (AAT)6 18 123084619 123084636 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 206

Ai03B31171 Araip.B03 31171 p2 (AG)9 18 123084956 123084973 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai03B31176 Araip.B03 31176 p3 (TAA)5 15 123102982 123102996 TTGCTAGGTTTTGGAATCGG TATTGGCAACAAAAATGCCA 220

Ai03B31182 Araip.B03 31182 p3 (AAG)5 15 123127698 123127712 TCAAAACTCTTCCTCTTCCTCC CCACGTTCTTCCTCCTACTCC 248

Ai03B31184 Araip.B03 31184 p2 (GA)7 14 123143397 123143410 AGGAAGCGTTGACAGCCTAA AAGCTCACTGTGGCTCACCT 171

Ai03B31195 Araip.B03 31195 p3 (AAT)5 15 123168152 123168166 AGACTTAAGCCACTCCGGCT GATGCGTCCAAATGAACAAA 264

Ai03B31198 Araip.B03 31198 p2 (TC)8 16 123173077 123173092 AAGGGAGCAACGTATGAACG CACGAGTCCACGAGATTTGA 261

Ai03B31199 Araip.B03 31199 c (A)11caacattaatttttttggcacagaggcctcgttgtcctttcgaggtaattgtcaagggccgggttggg(T)1190 123173808 123173897 GAATACCCCATCCGACTCCT CCCCTGACAATTACCTCGAA 242

Ai03B31200 Araip.B03 31200 p2 (AT)6 12 123174733 123174744 TCGATCTGTGACCCTACCCT ATGCGGGAGAAGTTTGGTTA 215

Ai03B31203 Araip.B03 31203 c (T)10gtatggacaccaaaaaataatttaaagttaaggataaaata(T)1162 123206569 123206630 TCCTTGATATAAGGCTAAGGGTTT TGGGTTAAGCCCAAAGTGAG 194

Ai03B31204 Araip.B03 31204 p3 (ATT)15 45 123207850 123207894 CCAATTGCAATAAGAAAGTGACA CCCCTACCATTTTCCAGGAT 254

Ai03B31209 Araip.B03 31209 p4 (AAGC)5 20 123214085 123214104 AGAAAAAGCAACACTGGGGA GTTGCAAGATCAAGCGATGA 110

Ai03B31211 Araip.B03 31211 p3 (TAA)5 15 123215018 123215032 GGCTTTGAGTGGTCCATGTT AGTTCCTCCCAATTTGGCTT 204

Ai03B31221 Araip.B03 31221 p2 (GA)6 12 123239362 123239373 TCGAGGGCTAAAGAGTTGGA AGTCCGAGCATTCAGCAGAT 236

Ai03B31224 Araip.B03 31224 p3 (GAA)5 15 123247854 123247868 AAGGAGGAGAAACACGACGA TATGCTCACCCACAAAAGCA 226

Ai03B31227 Araip.B03 31227 p3 (GGA)5 15 123251696 123251710 GCCGAAAACTCAGAGGAACA CTCTCCATCGCTCCGTCTAC 258

Ai03B31228 Araip.B03 31228 p2 (TA)7 14 123252820 123252833 TCTTCCAAGTGTCCGTGATCT ACCGTGTACAATAAGTGTGTGTG 261

Ai03B31235 Araip.B03 31235 p2 (TA)11 22 123264033 123264054 CCGTACTCAATTTTCAACGGA GCACTGGTAAAAGAGGAAGCA 261

Ai03B31236 Araip.B03 31236 p2 (AT)7 14 123264451 123264464 TTCAATAAGGAAATGGAGGCA CCTTAATCTTTACAGTAGAGTGCCC 121

Ai03B31237 Araip.B03 31237 p2 (TA)8 16 123267925 123267940 GCGGTTAACAAAGTTTTTGGC TCACGAATCATGCCGTACAT 175

Ai03B31238 Araip.B03 31238 p5 (AAATT)5 25 123269642 123269666 GTACGGACTTGGGTGTTGCT CACCACTACGGGTCAAGGTT 243

Ai03B31241 Araip.B03 31241 p2 (AT)6 12 123271662 123271673 TTTGCGGTAATTTTCGGTTC TCGGGTAATTCGCATTCTTC 242

Ai03B31242 Araip.B03 31242 p5 (AAATT)5 25 123272259 123272283 GTACGGACTTGGGTGTTGCT CACCACTACGGGTCAAGGTT 243

Ai03B31245 Araip.B03 31245 p2 (AT)6 12 123274279 123274290 TTTGCGGTAATTTTCGGTTC TTTTTGGGCCTTTGTCCTAT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31248 Araip.B03 31248 p2 (AT)6 12 123275633 123275644 TTTGCGGTAATTTTCGGTTC TTTTTGGGCCTTTGTCCTAT 254

Ai03B31251 Araip.B03 31251 c (A)12ctactataggctcattaaatgcacaaattgggtacagtgaatgtgcaaattggttctcaaaattaaactctc(T)1094 123278985 123279078 GCCATTGGAGTCTCAACCTT CTCTGTGCATGTCGGTCAAG 277

Ai03B31257 Araip.B03 31257 p2 (AT)7 14 123283902 123283915 GCTGAAAACAAATGGGGAGA CTATCAAAGGGGCACGGTTA 253

Ai03B31265 Araip.B03 31265 p2 (AT)6 12 123310993 123311004 GCTTGGAAGGAAAACGTTCA GTGACCTCCGGGAATCTAGC 271

Ai03B31266 Araip.B03 31266 p2 (AT)6 12 123312230 123312241 GCTTGGAAGGAAAACGTTCA GTGACCTCCGGGAATCTAGC 271

Ai03B31267 Araip.B03 31267 p2 (TA)8 16 123313332 123313347 TCATACTGGTGTCCATCGTG TCGCTCACCTCTTTCTCTCC 144

Ai03B31270 Araip.B03 31270 p2 (TA)8 16 123321918 123321933 GATTGGACAAATCAGTTTAGTGAA GAATTCTAAATTCTAGCCCCTTTTT 202

Ai03B31280 Araip.B03 31280 p2 (AT)6 12 123345052 123345063 AATCGATTAGAATTGCCAAAAA TGTTACAAATTGATCTCTCAGTCAG 274

Ai03B31284 Araip.B03 31284 c (A)10tagtgtagagacccaattaaaaag(A)1145 123348410 123348454 TTTTTAATTGAGTCTTTGCACCAA ATTGGTCCCTATGGTTTCGT 233

Ai03B31285 Araip.B03 31285 p2 (AT)6 12 123348662 123348673 CCATTCTTTGTCCATTGTCCT TCACACACCCAGAAATTGGT 202

Ai03B31286 Araip.B03 31286 c (T)11aaataaagacgaatcatgttttgattgtgtcatttaattggatgatattggttcttcagattaattaccatgccttgtattgtaccaattggaaaacaag(TGA)7132 123349922 123350053 ACTTAATTAGGCCCCGCAAT GCAATGGTTTAGAGCAAAGGA 277

Ai03B31287 Araip.B03 31287 p2 (GT)8 16 123350407 123350422 TGCTTGAAAGCATTTGGGAT AGACGCATTGGAGCATAACC 246

Ai03B31293 Araip.B03 31293 p2 (AT)7 14 123361299 123361312 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai03B31295 Araip.B03 31295 p6 (GTTGGT)5 30 123368117 123368146 CTCGCTTTCTGCTTCTGCTT CCACCAACATTACCACCACA 216

Ai03B31296 Araip.B03 31296 p2 (TA)11 22 123373098 123373119 TCACTCTTCCATGAGCCAAA AAAAATTGACATGAGCTGGC 107

Ai03B31298 Araip.B03 31298 p2 (TA)7 14 123377288 123377301 GAGGAACTTTTCTTTCCCTGG CAAATAATTGCGCAACAACA 276

Ai03B31300 Araip.B03 31300 p2 (GA)6 12 123377993 123378004 TGAAATTAGGTTCGTGAAAGATAA ATTGTCGAAGTCGAAATGGG 269

Ai03B31303 Araip.B03 31303 c (A)11g(A)10 22 123385722 123385743 ACCCTTCAAGCCAATGAGTT ACGAAAAACAAATCGCAAGG 186

Ai03B31305 Araip.B03 31305 p2 (GA)7 14 123392233 123392246 ACGCAAAAGGTAAGGTGTGG CTCACCTCCAACAATCACACA 220

Ai03B31307 Araip.B03 31307 p2 (TA)16 32 123407381 123407412 CGATAGTGATGACCAAGAGAAAA TTTTACGCAATTTTCCGAAG 280

Ai03B31311 Araip.B03 31311 c (A)11cacaatccggcctttgacaatgacctcgaaaggacaaagaggcccttgtgc(A)1173 123434627 123434699 CTTCGAAAGACAACGAGACC TTGATTAGCCCCTATGCCAA 133

Ai03B31314 Araip.B03 31314 c (AT)6acactaaaat(GA)736 123456036 123456071 GATCCACACTGACATGGGAA CCTCATTTTCCTTTCTGGCA 265

Ai03B31316 Araip.B03 31316 c (A)15ctgacttctaaacaataaaatgagtacttattt(A)1058 123458709 123458766 TTTTTGCGATGTATGCTCCA CTCGTTTGTTTGCGTTTTCA 140

Ai03B31317 Araip.B03 31317 p2 (AT)6 12 123459031 123459042 GTCCAAATGGTGGGCTATGT CATTTCTCAATTGGATCATGC 214

Ai03B31319 Araip.B03 31319 c (T)10cacatttgaaatttgaaaaatgaatgaataaatgagtatgtgtatcttttagtcctttcaaaaatctcacatccacaaaacagt(A)13107 123459499 123459605 GGCTCTTGTTCTTCTCTTTTTCC GCAATGTGACCAGGTTGATG 216

Ai03B31320 Araip.B03 31320 p2 (AT)6 12 123460227 123460238 TTCACCCGATAAATCTGCAA GGATGCTTGTGGAATTTAATCAT 140

Ai03B31322 Araip.B03 31322 p3 (ATT)6 18 123469132 123469149 TTGTCTGAGGCTTCATCCCT TCGCATTTCAGGGATTGTTT 115

Ai03B31330 Araip.B03 31330 c (T)11acttgaatccttgcaccaa(T)1040 123485188 123485227 TCCCTCTAGTTTCACGAAATTTTTA AATTGGTGCAGGAACTCAAA 130

Ai03B31347 Araip.B03 31347 p3 (TTG)5 15 123559933 123559947 ATCGACTTTTCATGCTTGGG TGAACACACGACAAATTCCA 277

Ai03B31350 Araip.B03 31350 p3 (CAT)8 24 123575827 123575850 TCTTCTCTACTTCCACCGCC TGTGCAACCAAAAAGAATGAA 160

Ai03B31356 Araip.B03 31356 p2 (TG)7 14 123604652 123604665 TGTTCAGTGGCTTGTTGAGC AAATACAAAAACACATACACACATGC 201

Ai03B31358 Araip.B03 31358 p3 (AGA)6 18 123608292 123608309 ATCCCAAATGAAACATGCAA ACAGAAGGAGATCGAAGGCA 205

Ai03B31359 Araip.B03 31359 p3 (AGA)5 15 123609030 123609044 TGGAAACCGAGAATAACGAA TTTCTCCGTGCTTCCTCTTC 255

Ai03B31362 Araip.B03 31362 c (T)10ggtgacttaaaagaaaaataaacaaaaactaagaaag(A)1360 123612842 123612901 GCCAATAAGGTTATGGGATTGA CGACTGTGTCAGGAGATGGA 207
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Ai03B31363 Araip.B03 31363 c (T)10aaacattttagatttacccttatcaaaatacccattctaccctcatcccttttatcaaaccctaaccctaatcacaaaataagactcaccctccctcct(AC)6121 123616919 123617039 CTGACAAGTTGGTCACCCCT CCCTCACTCTCCCCTTTCTC 277

Ai03B31364 Araip.B03 31364 p3 (TTA)5 15 123618560 123618574 ACCCTTAGAGGTAGAGCCGC CATTGCAGATCGTGACTCTTG 270

Ai03B31367 Araip.B03 31367 c (A)11ctttctcatgatattatattttttaaaataaggcaaggatttgagagatatatttttgatagttagaataaaaaa(T)11actataatgtggattttttt(A)17134 123621163 123621296 TAGGTTCACTTTCGGGTTGG TGCATCTCTATTCACGCTGC 250

Ai03B31370 Araip.B03 31370 p2 (AC)6 12 123623195 123623206 CATTCTACCCCCATCCCTTT TTCTCTTCTCCGTTCCCTCA 157

Ai03B31371 Araip.B03 31371 p3 (TTA)5 15 123624739 123624753 GGGCTACCCTTAGAGGTGGA CATTGCAGATCGTGACTCTTG 275

Ai03B31374 Araip.B03 31374 p2 (TA)9 18 123632878 123632895 TCGATTGAACCGTATTATTTTTG TTCCCTATCGTCGTAGCCTT 231

Ai03B31375 Araip.B03 31375 p2 (TA)7 14 123633105 123633118 AAGGCTACGACGATAGGGAA GTTGTCAACAACCACCAACG 269

Ai03B31387 Araip.B03 31387 p3 (AAT)6 18 123646496 123646513 GAATGACCAGCAGCAGAACA TACACAACAGGATGCGGGTA 249

Ai03B31390 Araip.B03 31390 p2 (TA)6 12 123648717 123648728 TTCTATGGCTTGATTGCATTTTT CTCCATATCCACAAGGGTGAA 163

Ai03B31392 Araip.B03 31392 p2 (TA)8 16 123650674 123650689 AAGCCAGGTGCAGAAAGTGT ACCAACCAGAATCAAGGCAC 277

Ai03B31395 Araip.B03 31395 p3 (TCA)5 15 123658340 123658354 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 251

Ai03B31398 Araip.B03 31398 p3 (AAT)15 45 123665995 123666039 GCTGCAATAACAGCCTCTCC TTCCTTAGCGCTTTGGATGT 240

Ai03B31401 Araip.B03 31401 p2 (AG)17 34 123678836 123678869 TCTGTCTCGATCTCTCCGGT TTGTCGCAGCTTGTCAAATC 269

Ai03B31403 Araip.B03 31403 p3 (CCA)6 18 123684280 123684297 TTGTGTTTTCCACCCTGGAT AATTTGAGGACGACTCCGAA 261

Ai03B31405 Araip.B03 31405 c (T)10caattaagtccttcttaatattagcttaattttatagggatcaaactaaaaaaaaagaattggtataagaacctaaataaaag(A)10103 123691284 123691386 TCTGTTGGTCTCTATAGTTTCGTAAAA TCTTTTAATTGAGTTTTTGCACCA 233

Ai03B31407 Araip.B03 31407 p3 (GAA)6 18 123694329 123694346 TCAAAGGATCATCATGTGCAA CACCAACATGGTTGAAGGAA 215

Ai03B31408 Araip.B03 31408 p2 (TC)6 12 123694743 123694754 CAAATTGAATGGGTGCAGTG CAATTTCGGATAGGCTCGAA 236

Ai03B31410 Araip.B03 31410 p2 (AT)6 12 123695377 123695388 AAAAGAGTGACATTCAAAGTAACAATG TGGCTCATTACACTCCACAAA 269

Ai03B31416 Araip.B03 31416 p2 (TC)7 14 123706057 123706070 TTATGGGGCTTTCCCTTTTT TTTCGAGATGATTGCTACCCT 272

Ai03B31419 Araip.B03 31419 p3 (AAT)7 21 123748326 123748346 TATGCTTGGGCATAGGAACC TACTTTCTGGTCAGGCACCC 239

Ai03B31421 Araip.B03 31421 p2 (TA)7 14 123756060 123756073 ACGCTTCACTTGGAGGAAGA TGGAAGCATCAACAAAACACA 260

Ai03B31425 Araip.B03 31425 p4 (AAAT)6 24 123791846 123791869 AACTCCCTTAGTACTCTTCGTGAAA TCAATATGAACCATCCGTCAA 180

Ai03B31426 Araip.B03 31426 p3 (TTC)6 18 123804841 123804858 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 276

Ai03B31430 Araip.B03 31430 p4 (ATTT)5 20 123822029 123822048 TGCAATTCTCTGGTTCAAAGC GGGCTGGGCTTTTAATTTGT 222

Ai03B31431 Araip.B03 31431 c (A)10tgaaaaagaaaaaaaatttagaacagcaagcgtgcaaagttgagaaatttaaaacaaaaaaatatttaagggg(A)1093 123826208 123826300 GGTATTCCCAAACAACCCCT ATGTACCCCTCATGCTTTGG 146

Ai03B31432 Araip.B03 31432 p3 (GAA)7 21 123826482 123826502 CGGACCTGTGGGTTAATGTC CTTCATTCACCCCCTTTCAA 213

Ai03B31433 Araip.B03 31433 p2 (AG)7 14 123826654 123826667 TTGAAAGGGGGTGAATGAAG TTGTTTTGCCCCTTTCTGAT 225

Ai03B31437 Araip.B03 31437 p2 (TC)7 14 123834994 123835007 GGGGAGAGTTGGGTCAAAAT AGGGCAAATAAAAAGAGGGC 242

Ai03B31438 Araip.B03 31438 c (A)15ccgaacgtctaaaatccaattaaaaaacatctaaaatataacaaaaaatcatcacaaacataacaaacagatg(A)1199 123835651 123835749 CCTGACTAAAAGAATATCCAAAACC TTTTTCTCATTATTCTCATTCATCC 225

Ai03B31439 Araip.B03 31439 p4 (AAAT)5 20 123836087 123836106 GAAGAAATCACGAGGGAAAAA CCGTCCCTTCACTCCTTTTA 245

Ai03B31440 Araip.B03 31440 c (T)11agaatttttttgagaccttacttaaaataagacaaattccttcattaagtgtaccaccc(T)1080 123840916 123840995 AAAAATATGCTATTACCCAACTGAG TTTTGACATGAATTTTAGATGTGTTG 273

Ai03B31441 Araip.B03 31441 p3 (GAA)5 15 123842359 123842373 CGATTGAGAGAAAACACGCA CAATCACGCAAAACATGTCC 177

Ai03B31445 Araip.B03 31445 p2 (TA)9 18 123846452 123846469 GCTTGCGGGAACGTATTAAA TTGCTTTGTTTGCTTTGTGAA 263

Ai03B31446 Araip.B03 31446 p2 (CT)13 26 123850142 123850167 GGGATAAGTTCCGCTCCTTC TTGTCTTCGTGCTCCTTGTG 272
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Ai03B31447 Araip.B03 31447 p3 (TAA)10 30 123852727 123852756 TTTTCATTGTTTACCTATACTTTTCCA ACGCCCATGCTTCTACATTT 274

Ai03B31448 Araip.B03 31448 p4 (TTAT)5 20 123854448 123854467 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ai03B31449 Araip.B03 31449 p4 (TTAT)6 24 123858909 123858932 GGTGAGTCTCTTCAATATGAACCA AACAACCAATTTCAAAGCCC 259

Ai03B31450 Araip.B03 31450 c (GAA)5aaacgcgaacagaggagaacaacgaattttattaggttg(AGA)25129 123861295 123861423 TGATGCGTTTCGGATGAATA TTGTTTTCCTCTCGCGTTTT 253

Ai03B31453 Araip.B03 31453 c (G)10aggcatatagctaatggctaatagctatagttgtatttattttaatatctaaatttatcctaaaaatatattttttataatgatcatatttttggg(T)10116 123865741 123865856 TCCAGAAGTATTATGCTGGCAA TGAGAAAGAGAAATGAGCGTG 227

Ai03B31458 Araip.B03 31458 p2 (AT)6 12 123869680 123869691 CCTTGCCTTACACATGCCTT TGAACAAATTCGATTAAATGACCA 138

Ai03B31460 Araip.B03 31460 c (A)31catttaaaaaaaaacc(A)15c(A)1073 123872213 123872285 TTCTCGGGATAGCGTCATTT GTTATTCCGAAAGGGCATGA 254

Ai03B31461 Araip.B03 31461 c (TTA)6ttgttattacattatttcagcaaattatg(TTA)768 123874506 123874573 TTGGTGCTTGTGTTTTGTTGA TGGTCAGCGATAAAATCCTTG 279

Ai03B31462 Araip.B03 31462 c (T)10ctagaaatgaaatgattatgagtatgacacgaaaaggacgagaaaggggcacatgtgttgtgtgtatggtagaagaaatgagatttgctgaggtgaagag(AGA)7131 123875453 123875583 TCTTTCTTTAGCTTAACAAGCAATCA TATATATCGTGGGCGCTTCC 250

Ai03B31464 Araip.B03 31464 p3 (GAA)14 42 123879932 123879973 CGAAAGGTAGGCGTTCTCTG CGGTTCTCTCCTTGCTAACG 237

Ai03B31466 Araip.B03 31466 c (A)10ttatcaggggtcggattgtgtgtttttttttcttgggagcctcgttgtcctttcgagataattgtcaggggttggatggggtattcactc(T)10110 123880696 123880805 ACTTCGAAAGGACAACGAGG TCGAGTTCGAATCTCACTCCT 213

Ai03B31467 Araip.B03 31467 p2 (AT)9 18 123881041 123881058 GGAAGATTCGAGACTCCTTAATTG GGACTGGGGGATTGGAGTAG 261

Ai03B31468 Araip.B03 31468 p2 (TC)12 24 123881735 123881758 CACCACCTTCTTATACGCCAA TAGCACATGAAATTGCCCTG 257

Ai03B31469 Araip.B03 31469 c (T)10gtcggtggattgaataactctcaatcctaggtacaccatatacacccacacactcctcacatatttagcaa(T)1091 123883679 123883769 TGCTCATTCCAGTCCATCAA GACGAAGAGAGGCCAATGAG 266

Ai03B31478 Araip.B03 31478 c (GT)7(GA)7 28 123901252 123901279 AACTTTTGGCCTTCCATTTTT TGACGATTTGACACATTGGG 272

Ai03B31482 Araip.B03 31482 p2 (TG)7 14 123912146 123912159 ATGATGCGCTTCCTCCTCTA TATCAGGGAGATCCGTTTGC 158

Ai03B31484 Araip.B03 31484 p2 (TC)6 12 123927111 123927122 AAACGGAAGTGGCATTGAAG TGATTGAAGTGCACGTGTGA 229

Ai03B31485 Araip.B03 31485 c (T)12caatacaagacaga(AC)638 123928121 123928158 TCAAGCATGGTTGTTTTCTTG GGTGTGTGAGTGGAGTGTGG 279

Ai03B31494 Araip.B03 31494 p3 (AAT)5 15 123948057 123948071 ATGTTTTCCAGTGCACGATG CTTGGAAGACATGGGAAAGC 266

Ai03B31501 Araip.B03 31501 p2 (GA)6 12 123968672 123968683 GCACGCAACGATAAACTTGA CTTTTGCTTTTCCTTGCTGG 183

Ai03B31506 Araip.B03 31506 p3 (TTC)26 78 123983370 123983447 AAAAGCTCCGCATACAAGTCA CATGCAAGAAGAAGAAGAACGA 211

Ai03B31507 Araip.B03 31507 p3 (CTT)5 15 123983552 123983566 CAAAACGCGATGCAAGGTA GAGAAAGACGAACGTGCAGC 238

Ai03B31512 Araip.B03 31512 p3 (CTT)6 18 123992529 123992546 TTCCAACCATTCAAACAGCA ATCAGAAGAGGAGGCACCAA 243

Ai03B31515 Araip.B03 31515 p3 (AAT)5 15 124002752 124002766 GAACACTACTCACAATAATGTACTCGC CAAATTGTGAACGAGGTGGA 275

Ai03B31516 Araip.B03 31516 p3 (ATA)6 18 124006642 124006659 CTGCAGCGGAATTTTGACTT GAAGGCTAAGAAAAGGAAGGC 275

Ai03B31520 Araip.B03 31520 p3 (AAT)13 39 124027484 124027522 TGGCAATAATTTGGCTTGTT ATATTGCTCCCATCCCCATT 255

Ai03B31523 Araip.B03 31523 p3 (TCT)5 15 124044986 124045000 CCGTTACTGCACGTTTTCAC GAGAAGGCAAGAAACGAAAGAA 102

Ai03B31524 Araip.B03 31524 p3 (GAA)5 15 124045121 124045135 GCTGCACGTTCTTCTTCCTC CACCAAAAATTCGTTAAAGTACACC 249

Ai03B31527 Araip.B03 31527 c (ATC)7(AGC)6 39 124049350 124049388 TTCTTTTTCTCCCGTGGTTG GCATGAGAATTCCCGAAGAA 183

Ai03B31528 Araip.B03 31528 p3 (TGA)6 18 124049922 124049939 ACTCGAAAGGGAAAGCAACA CCACCGACCCTTTTCAGATA 140

Ai03B31530 Araip.B03 31530 c (A)10gccattttagttgcaaacacttgcctccaccagcagg(A)1057 124051608 124051664 GGCTTATGCATCTAAATTAGGCA GCCTATGATGAATAGGCAGG 258

Ai03B31531 Araip.B03 31531 c* (T)10(TTC)5*atctttcttcttc(T)1046 124055027 124055072 CATGCGTTCCTTCTTCTTCG TGAAAATTGAGAGAAAACACGC 130

Ai03B31533 Araip.B03 31533 c (T)13gtgacttaaaag(A)1035 124090753 124090787 TGGCAAGATGTGGATTTGTG TGCCTTGGAAGGAATTTGAG 206

Ai03B31535 Araip.B03 31535 p3 (CAG)5 15 124092493 124092507 AGAAGGAGGAAGGAACCGAA GGTGGCTGTGGGTAAGTGAT 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31539 Araip.B03 31539 p2 (AT)7 14 124100127 124100140 CGCCCCTATTTCTTCAATGT TCACGGACCATAAGCTCTCC 249

Ai03B31540 Araip.B03 31540 c (TA)8(T)12 28 124100925 124100952 CACCGTAAACTGGTGGTGAT GGAACCACTTGTGAGGGAAG 270

Ai03B31548 Araip.B03 31548 p2 (AT)9 18 124133879 124133896 TGCTATTTCCGAAACCCTCA TGAGTGCCAAAATGAGAACG 198

Ai03B31555 Araip.B03 31555 p2 (AT)8 16 124143769 124143784 CACCAACACAACATGCCATT GGGTGTGAATGGGGTAAAAA 269

Ai03B31561 Araip.B03 31561 p2 (TA)9 18 124161357 124161374 TTGCTGATGCATTTGAGGAG TTGGTCAGCACTTAACCATCA 201

Ai03B31562 Araip.B03 31562 p2 (TA)6 12 124161542 124161553 TGCTGACCAAATTTCAACAA ATGGCGGAATAATCGACTTG 273

Ai03B31563 Araip.B03 31563 c (A)10t(A)10 21 124175455 124175475 TCAGGTAACCCTCGGAACAG TTATTGCAGCCCAATTCACA 255

Ai03B31565 Araip.B03 31565 p2 (AT)9 18 124183747 124183764 TTGCAAACATTTTTACATTCCAA TTTTGCTGAGCGAGATGATG 267

Ai03B31566 Araip.B03 31566 c (A)11t(AG)10 32 124187565 124187596 TACCCTACCACCCCACATTC TTTGTTCAGACACCGATGGA 205

Ai03B31567 Araip.B03 31567 p3 (GAG)7 21 124188297 124188317 GTACCGTTGGCGTAGAGGAA GCGAAACCGCTAAAACTCTG 193

Ai03B31574 Araip.B03 31574 c (A)10cacccaagaacaatgggcaa(T)1242 124229345 124229386 TCATGGAAAATGGTCATCCA ACAGAAATGGGATCCTCCAA 261

Ai03B31583 Araip.B03 31583 p2 (AT)6 12 124259280 124259291 GCTCGTAGGATTTGGCATTG AACATGGGGCCAATATGTGT 275

Ai03B31585 Araip.B03 31585 p2 (TA)8 16 124263040 124263055 CCACTTAAATAAAGATGCTTAAAACG GCCGTCATAGGGTTAAAATTTAGAG 280

Ai03B31586 Araip.B03 31586 c (T)11ctgctttcaattgggttatgcaatcttttatttatttatttc(T)1164 124263196 124263259 AACCCTATGACGGCAGAAAA AGGGTGGGATGGGTTAAAAG 247

Ai03B31590 Araip.B03 31590 p2 (TC)9 18 124269828 124269845 GGGCATTGTTTGGAGAAAAA ACTTATGCCTGCTGGATTGG 133

Ai03B31591 Araip.B03 31591 p2 (AT)7 14 124270368 124270381 TTGCACAGAGGAAGAAAGCTC ATTTCATGCAGAGAGCACCA 246

Ai03B31592 Araip.B03 31592 c (T)12ggtttttttc(T)3961 124273446 124273506 TATGGGAACTGGGAATCCTG TGAACGAAGGTCAGCACAAC 239

Ai03B31593 Araip.B03 31593 c (TTTC)9ttctttgtgcgtgcaggtgcagatcacctccccttaaaact(A)1087 124274323 124274409 ATGGACAAACCCATTCTGGA GCCATGTCTAGCCAATGTGA 219

Ai03B31595 Araip.B03 31595 c (T)10ctaa(T)10 24 124278698 124278721 CCCTTTTTGCCACAAATCAG CATGGAAGAAAACAGAACCCA 233

Ai03B31596 Araip.B03 31596 p3 (ATT)7 21 124281209 124281229 ATGGGATTAATGACCAGGGA AGCACTCAACTGGCAAGACC 236

Ai03B31600 Araip.B03 31600 p3 (GCG)5 15 124288892 124288906 ATGGCGATGAACTTGCTCTT AGCTGAGGCACCACCATAAG 239

Ai03B31606 Araip.B03 31606 p4 (ATTC)6 24 124299732 124299755 TTGTTTCCTTTTGCTGGGAC CAGCTTTGGGCACATTTACA 184

Ai03B31607 Araip.B03 31607 p2 (TA)8 16 124300222 124300237 ACATTATGAAGTGCCGTGGA TGACACATGTTGCTGATGGA 195

Ai03B31609 Araip.B03 31609 p2 (TC)6 12 124300966 124300977 TGAAAACAAAAGCTTGTCATCTG TCTCGTGTTGATAGCGTGTTG 229

Ai03B31616 Araip.B03 31616 p2 (GA)6 12 124331601 124331612 CGGACTAGCCTTTACACCCA GAGGTGGAGTCCCACACATT 251

Ai03B31619 Araip.B03 31619 c (AT)7aaaggaaagaaaaaaaatgatgaaaagaaaaataaaatgaaagaaaaagagaag(A)10gagaaaaaaaaataaaaggggacaaaatgccccaaagtgaagtcaataaaaaggaatcaatgcataggtgttgtgaatcaaat(A)11172 124342988 124343159 GACCTTATGCATTGATGTTCTTG TGCGAGCTATTCTAACTACCCA 278

Ai03B31620 Araip.B03 31620 p2 (AT)11 22 124352528 124352549 GGACAGCGTTCTTGGGAATA AGGGATGTGACGTACCTTGG 117

Ai03B31621 Araip.B03 31621 c (TCT)5tttctttcgtttcttgctttctttttctccttcttcttcttgctgcacgttcctcttcctcttcctcttcc(TCT)6tttctttcgtttcttgtcttctctttctc(CTT)5gctgcacgttattcttcctcgtcttccc(CTT)5191 124354826 124355016 AAAACGCGCTTCGAACTGT AAGAAAACAGAGAGAAAAGCACG 254

Ai03B31623 Araip.B03 31623 p3 (AAT)5 15 124358360 124358374 CAAATATTCCATTGGCTCCC AACGAACGGACAAAAAGGATT 271

Ai03B31625 Araip.B03 31625 p5 (TTTTC)5 25 124360897 124360921 TCTTCTTTTAATCCGCCCCT CTGCGGCACTACATTCAAAA 158

Ai03B31627 Araip.B03 31627 p2 (TA)6 12 124361811 124361822 TTTTGGACCCAGTTGCTTTT GTCTCTTCCATCTTGGCTGC 243

Ai03B31631 Araip.B03 31631 c (T)10ctcgagcctggccttctcttat(A)1143 124381557 124381599 GAGTGACACGGAGGAGAAGG ACAACTCTCCATCATTCGGG 211

Ai03B31633 Araip.B03 31633 c (T)10cttttttctattcgtctttctccttttttattattgttgtctttttttttatttattgtcgtctttttc(T)1089 124386462 124386550 GGGTTTCATTCTTTTAAGGCA TGATGAGAGAGGATGAGAAGGA 271

Ai03B31634 Araip.B03 31634 c (A)10ttggatgttattcagtatataatttaactctttattg(T)1057 124388321 124388377 TGTTCGCCTTCCTCTCACTT AAATGGAAAACGCAGGAAAA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31639 Araip.B03 31639 c (A)10ctgcagcatcaaatccagaattttgatatcaaaat(A)1156 124391301 124391356 AAAAATTATGCATCTTTTGGTTTT ATGCGCGTAAAATCACACAC 277

Ai03B31643 Araip.B03 31643 p2 (TA)6 12 124405906 124405917 CACCAATCAGTGACAGATCCA CGTGTACACCAAAATCAGCC 238

Ai03B31644 Araip.B03 31644 p3 (TAT)12 36 124409508 124409543 AGACCCAGTTGCTCTACCAAT GAGCCGCGAGATAAAGAATG 270

Ai03B31647 Araip.B03 31647 p3 (TAT)5 15 124412759 124412773 CCAATCCAATTCAAACCACA TCTCAATAATATTTTAAAAACCAACG 231

Ai03B31655 Araip.B03 31655 c (AT)6aatagagatgtataaatagaagactctagtattaaaataattagcccaataataatt(TA)681 124429555 124429635 TGCAGGTAATTACAGAGAATTCCA CAAATGCGATTCTCCCTCTC 268

Ai03B31656 Araip.B03 31656 p2 (TA)6 12 124432810 124432821 TTTGATCAGAGTCTCGTGCTG CAAATGCGATTCTCCCTCTC 202

Ai03B31659 Araip.B03 31659 c (CTT)7tctttctttcttttctttttttttctttttc(T)1365 124435032 124435096 TGACACACACACTGGCTTCA GGAAGAGGTTCATGTGGCAT 209

Ai03B31660 Araip.B03 31660 p5 (TTATC)5 25 124444171 124444195 AACCACAGTTTTCAAGGAGCA TGATTGAATTGTATTGAAGTGTGTTG 260

Ai03B31661 Araip.B03 31661 p3 (TAA)5 15 124445213 124445227 GTGATCATCCCTCCTGGTGT TATTCCATTCCGTTCCTTCC 241

Ai03B31671 Araip.B03 31671 p3 (TAT)7 21 124464348 124464368 GTGGCATCAAGAATCACCCT CAGACCCGACTCTCTCTTGG 251

Ai03B31676 Araip.B03 31676 p2 (CT)6 12 124468683 124468694 GGGGCTACCTTCTCCTCATC AGGGCGAAAAAGAACACAGA 247

Ai03B31677 Araip.B03 31677 c (T)14gggataatgttattgtgctgtg(T)11gtgttattagacttttttgttggaactaatatgtatagttgggaaaattagctgatgctctaattggttacgtaataaagttgca(ATT)5147 124469435 124469581 CGACGTGATTGAAGCTGAAG CCATGATACAAGGTAAAGCGTC 279

Ai03B31678 Araip.B03 31678 p2 (TA)6 12 124470572 124470583 GCTAGGCCCGTACATCTTTG TAGAAGGAGGGTTTTGTGGC 212

Ai03B31681 Araip.B03 31681 p3 (GCA)5 15 124482476 124482490 ACGGGAATTTTGTTTTTCCC ACCGACCACGGTGGATAATA 279

Ai03B31686 Araip.B03 31686 p3 (TAC)5 15 124493141 124493155 TTCTACACCATAGAATTCGCCA CCACAGGTATCCGATCAATG 243

Ai03B31688 Araip.B03 31688 p3 (CTG)5 15 124494860 124494874 CCATTATCGACTCAGCAGCA ACCACCGCAACAGTTACCAT 225

Ai03B31689 Araip.B03 31689 p3 (CAA)5 15 124495189 124495203 GAATTGCGACAGCACTTTGA ATCAACTGTTCGTTCCCCAC 213

Ai03B31692 Araip.B03 31692 c (TA)6aaagacaaaattttattttgtctaaatttttatcaattatttctaatattaaaagtaaaaaaatgagatatacaagtgatatattctcaacc(T)10114 124500011 124500124 TCAAAATTCAGTGACAAAAATCAA GAGGGAAAAGGGCACTAAAAA 277

Ai03B31694 Araip.B03 31694 p3 (TGC)6 18 124510817 124510834 TGCTGATGAGAAAGGTGGTG CATCATCTTGAGGCTGCTGA 277

Ai03B31695 Araip.B03 31695 p3 (GAA)5 15 124512361 124512375 CCAGCTCTAGTGCTTCCACC CAATGTGGTCCCTCCCTCTA 160

Ai03B31697 Araip.B03 31697 c (TA)10(T)12 32 124525055 124525086 AAATGAGTGACGGCTAGGATTT GCCCCCAGTGACATTTGATA 222

Ai03B31700 Araip.B03 31700 p3 (ATT)5 15 124532298 124532312 AGAAGTTGAAAATCTTCTTAATCAATG AAAAACACTTTCACAAACATGACA 178

Ai03B31702 Araip.B03 31702 c (T)13caaattttttttgggtctacaaattcttagatgtgacgttcgagcttcc(T)1072 124539544 124539615 GAATTGGGGATTCTTGCTCA AAATGGGCTTAACCTTCCGT 237

Ai03B31703 Araip.B03 31703 c (A)14taataaatatccttaattaacc(A)1349 124539969 124540017 CAGTACCGCGACGGATTAGT CGCCAATTCAAGTTGGTTTT 131

Ai03B31704 Araip.B03 31704 p4 (TCTT)6 24 124540832 124540855 CGTGTAACTCACTCGGACACA AAGCTTGGCCATGATTGAAG 238

Ai03B31705 Araip.B03 31705 p3 (GAA)6 18 124541138 124541155 CAACAAAAGCCTTCTTTCGC CCCATGAAGAGTGGGAGTGT 266

Ai03B31707 Araip.B03 31707 p3 (GAG)7 21 124556090 124556110 GATAGGGCTGCTGAGAAACG CTCCTCATGGATTCCTTCCA 237

Ai03B31709 Araip.B03 31709 c (TAT)18tac(TAT)778 124561980 124562057 TGGCAGTCTCTATCCTTACTATTGG CAAACGTTGGGGACAAAAAC 202

Ai03B31711 Araip.B03 31711 p2 (AT)6 12 124570221 124570232 CGAATCGCAATGCTGTCTTA ACCACCGCAGCTTAACAGAT 233

Ai03B31713 Araip.B03 31713 c (T)13caatttatgcaaaacgtatttgtgtaatattttgttatcattggaaggttacctc(T)1179 124571244 124571322 CAGGAAGGGGGAAATGTTTT TTGGGTTTTGTGTTGGGACT 243

Ai03B31716 Araip.B03 31716 p2 (AT)6 12 124582434 124582445 GATAAACGAAAACCGGACGA TTTGGGTACCTTGGGACTTC 161

Ai03B31717 Araip.B03 31717 p2 (AT)11 22 124586913 124586934 CCTATCACGACCTTAGGCCC TTGAAAACCACCGTCAACAA 227

Ai03B31718 Araip.B03 31718 p4 (TATT)5 20 124591022 124591041 TCACAAAAATTGCTACCCCC TCCCCAAATCGAATCATACC 275

Ai03B31719 Araip.B03 31719 p2 (AT)9 18 124594698 124594715 TGAGGTTGTGATGTTACGAGC CTCCTCATAATCCATTCTAATGCT 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31723 Araip.B03 31723 p3 (AAT)7 21 124603947 124603967 ATCTGAAGGTGGGGGCTATT TTTGCGGAGAATGTTTTCAA 254

Ai03B31724 Araip.B03 31724 p2 (TA)7 14 124604552 124604565 AATGGTGGGAGATTGATGTGA CCTGTCCAAAAATGATCTTACACA 269

Ai03B31726 Araip.B03 31726 p2 (AT)6 12 124612023 124612034 ATGCACATCATGCGTGTCTT ACAATGGTTTCTTGGGATCG 211

Ai03B31727 Araip.B03 31727 c (T)10catatatatggagatgtggggcatattgtgtgcaannnnnnnnnnnnnnnnnnnnnnnntgaagaaattaac(T)1395 124612688 124612782 CGAATTTTAGACCTTACTCTGCATT CATTCAGAGAATCAATTAGAGGTGA 269

Ai03B31728 Araip.B03 31728 c (CTT)6tctgatccctgtcaatgtcaagg(GTA)556 124613862 124613917 TAACAGCAACACCACGGAAA AACAGAAAATGGGTCATCGC 250

Ai03B31729 Araip.B03 31729 p3 (AAG)5 15 124614251 124614265 GAAGGAAAAGGGAGAAGGATG TGCTTATGTCACGAGCTTGG 215

Ai03B31736 Araip.B03 31736 p4 (TTTC)9 36 124647179 124647214 GATAACGGTGGCGATTTTTG TGGAGTCGACATGGACTGAG 177

Ai03B31737 Araip.B03 31737 c (C)13tccttttttt(TC)737 124651091 124651127 GCTCAGAAATTGCAACCACA TCGAGGTGGGAGGTACTTTG 246

Ai03B31738 Araip.B03 31738 p3 (CTC)5 15 124651619 124651633 CATATGTAGCCGGCAGAGGT GGAGCTTCAGGGATAATGATTG 262

Ai03B31741 Araip.B03 31741 c (T)11gaaaattatcccaatg(A)1037 124668804 124668840 CTGGGAACTTGCAAATGGAT TGAGGTGCTCTGCATGAAAC 207

Ai03B31743 Araip.B03 31743 c (A)11tgacaattcattatttaaaagaac(A)1045 124675035 124675079 TGCAGCAACTCAATAAGCCA TCCCAAATACAACTCGTGCC 255

Ai03B31745 Araip.B03 31745 p2 (TC)16 32 124680276 124680307 GAAGACGAAGCTCCAACCTG GGATCCGAATCAGAACCAGA 201

Ai03B31753 Araip.B03 31753 c (T)12gggtaagattaaagccaaacgatacatgagacaaacgagaaacagcatccaggtgtgtgatcctaagttctaaacatagttctgcattt(A)12113 124698814 124698926 TACAACAATCTGCTTGCCCA TGGTTTTATGCTTTTTCTTTAATGTG 276

Ai03B31756 Araip.B03 31756 c (A)11gaaattaaaaggaaaagaagaaaagattcacctctatctaatatctatatataattcttctatatg(ATTA)6101 124700239 124700339 AAAGAACTTGAGAGGAAAATGGG TGGTCCTGGAAGAAACATCA 177

Ai03B31758 Araip.B03 31758 p2 (AT)14 28 124702888 124702915 TGATCACTCAACCAACCCAA TCACATATTAAATGGGGTGTGAA 235

Ai03B31759 Araip.B03 31759 c (A)15gacacacaagttatgcttttgttgtcagtatcc(T)1058 124704081 124704138 AACCATGGAATTCTGTGATCG AACTGGTGATGGACATGAGG 276

Ai03B31760 Araip.B03 31760 c (AAG)5aaaaggtactaggattgttcttgacatgcttgaat(AGA)6tgatgaaacagcttcttttcacacttatatcattcttcgttcttgtagttccataaacaaaaacaagactagcttgcttttatcttga(T)10166 124704833 124704998 CCAATGGCCTAAAGGTTTGA CAAGGCATTGAAAATGGTGA 272

Ai03B31764 Araip.B03 31764 c (AC)11gtgtg(TA)8 43 124726672 124726714 GCAAGATTTTCCAGGACCAA AGCCACAGATGATTTCACCA 168

Ai03B31766 Araip.B03 31766 p3 (GAT)6 18 124733790 124733807 AATGAGAGAGGTGCGAGGAA TCCCTATGCAATCATTTCCC 270

Ai03B31769 Araip.B03 31769 p2 (TA)9 18 124754344 124754361 AGAAATGTAATTGACAAACAAAACA TGGGTCAATCTTTAGCCACC 222

Ai03B31778 Araip.B03 31778 p3 (CCA)5 15 124798176 124798190 ACCCGTGACTGTGATTGTGA TCCCCTCGCTACACAAGACT 274

Ai03B31782 Araip.B03 31782 c (GT)8(GA)7 30 124803649 124803678 ACATTGTTGACCTGCCATGA CAACCTTGTTAACCAGCAATCA 223

Ai03B31783 Araip.B03 31783 p2 (GA)11 22 124803878 124803899 GGCCTGCGTGTCTAGTGATA TTTCACTCCCACTCCCACTC 253

Ai03B31790 Araip.B03 31790 p4 (TTAA)5 20 124811573 124811592 GCTAAGGGGTTCGATGATGA CTGGAAGAAGCCTGGAATCA 137

Ai03B31796 Araip.B03 31796 p3 (TAT)5 15 124824693 124824707 TTGGTTTAGCGGCTTGATTT CCTCCTGCAATCATTTTCCA 229

Ai03B31799 Araip.B03 31799 c (AGG)6agaaggaagaagagaaaatggatgtggtggtatggtggtggtgatgatgacgataatg(A)10tgaacaaaaagg(AGA)6116 124827401 124827516 TGGTGTTGTTGGTGATGACG TCGCTGCAAGTTTTGTCTTC 235

Ai03B31807 Araip.B03 31807 c (A)10gtaaaagaagtaaaattggggaatggatcctctacaat(A)1260 124851124 124851183 GCTTCTAAAAGGGAACTTAAAGGC CGGAAATGATTCTCTCAATTTTT 264

Ai03B31820 Araip.B03 31820 c (T)10cttttattatctttcttttc(T)1040 124898846 124898885 TTTTTCTTCATCCAAATAACACATAAA TAACCCCGATTGCAAAGAAG 201

Ai03B31825 Araip.B03 31825 c (A)10ttgaaaaaaaaaggaaaaagaaagcgacgtcgttttgaacaaaaaaaaagaagcgtatgcgtcgttttatattag(A)10gaattcccttctttttcttcttcttcaacgctgttg(TTC)5146 124920187 124920332 CCCTCAAACATTTTTCATCCA TTTTGTGATATTTTGTGGTGGTG 268

Ai03B31828 Araip.B03 31828 c (T)10ggcctttgggtatggctacactagaaccgagactactaactatgtttgggcctaaattggacaaaaactctatggagcaatattagctcgattggt(A)10116 124924910 124925025 CGACCATAACGCTTCCTCTC ATTTGAAATGGCAAACCGAA 280

Ai03B31830 Araip.B03 31830 p2 (TC)10 20 124930929 124930948 GCCGTTTAACACGTGGTTTT TCCATTGCCTGAGAGAGTGA 263

Ai03B31835 Araip.B03 31835 p2 (AT)6 12 124977329 124977340 TTGAGCTATTTTGGCCCTTC GGGAAATGTTTGGAGTTTGG 238

Ai03B31836 Araip.B03 31836 p3 (AAT)5 15 124977749 124977763 TATTGCCACCCACACAGCTA TTGATTCCTGCATGTTCAGC 249

Ai03B31837 Araip.B03 31837 c (T)10ccttaaagcccaaagtttgtaaaccctaaaccgtccaaaaatacaaacta(T)1272 124982712 124982783 TTCGCAAAATAGAAATGGGG TGTGCCGGCAATTATAAACA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31840 Araip.B03 31840 c (AT)9(AG)8tttgttttcgttg(TA)8(GA)777 124995752 124995828 AGTTGCCAAGAATTGGGAGA TCCTTGTCAAAACATGGCTG 245

Ai03B31845 Araip.B03 31845 p2 (GA)6 12 125009073 125009084 TCCCATATGTTGAATGCACAA CAAATGTGTGTGCGCTTTTT 216

Ai03B31846 Araip.B03 31846 p4 (TTAA)5 20 125010233 125010252 TGCAGGGTTCTTATCTGATGC CACGCGTGAAGAGCAAAATA 270

Ai03B31847 Araip.B03 31847 p4 (TTAA)5 20 125011841 125011860 TGCAGGGTTCTTATCTGATGC CCGACGAAAACACAATGCTA 230

Ai03B31849 Araip.B03 31849 p2 (AC)6 12 125016154 125016165 AATCATGGTGGGCTACCAAA TTTGGGAAAATCGAATGAGG 210

Ai03B31852 Araip.B03 31852 c (A)10ctcatgatatcatatgtaatattatgaaatcctaaatcttaatagtgccaactaagaccatacattt(A)1390 125027630 125027719 ACACGTGGCTCTTCTTTGGT GGTCACCTCAATTTGGCACT 213

Ai03B31853 Araip.B03 31853 p2 (AT)16 32 125029024 125029055 AACCAAAAGGGTCACTTGGA CCTCCGGAGCTTGTACTTGT 270

Ai03B31855 Araip.B03 31855 p3 (ATT)5 15 125031207 125031221 AGAGAATGGCAAAGTGACCC AAGTTTGCACCAACCTCCAA 173

Ai03B31856 Araip.B03 31856 c (T)11(A)11 22 125031377 125031398 ACTCTTTTGGAGGTTGGTGC CCCTAAGAATAAGGTAGCTAGGGA 182

Ai03B31858 Araip.B03 31858 p3 (AAT)5 15 125036195 125036209 AAGGAACTTGTGTGGTGCAA CCCCTGAACCCTAGGACATT 228

Ai03B31860 Araip.B03 31860 p4 (TTTC)8 32 125039810 125039841 AGGTTCAGCTGCTTCCCTTT ATTGTTATGCCTCCAATGCC 256

Ai03B31861 Araip.B03 31861 p3 (CAT)6 18 125040087 125040104 GGTGGAGGCTCAAATTCAAA CCATCACCCTTAGCTCCAAA 215

Ai03B31863 Araip.B03 31863 p2 (AT)9 18 125041582 125041599 TGCCCCGGAAAATGAGTAAT GCCCCACGTAGAAGGTGTAA 250

Ai03B31864 Araip.B03 31864 p2 (TA)6 12 125044879 125044890 CCAAGGACAACAAGACCAGAA GCATGAGCATTTTTCTCCGT 189

Ai03B31866 Araip.B03 31866 p2 (TC)7 14 125051707 125051720 ACCCTCCCAATTAGCGTTCT CGCGAAAGATAAACCAGCTC 276

Ai03B31873 Araip.B03 31873 p2 (AT)7 14 125065848 125065861 AACATGAGTCCTATGCAAGAAAAA GTGAGATCGAGAAGGCCAAG 274

Ai03B31874 Araip.B03 31874 c (A)10tctagagaagttgatcgtcctgaacttcatattatacattatctcagtcatccaaaatatgtaag(T)1085 125068217 125068301 AACCCACACCCATCATCTGT ACATTCAATTTCTAACCACAACAA 273

Ai03B31875 Araip.B03 31875 p6 (TTATTG)5 30 125069805 125069834 AATTGGGAGCATGTAGACCG ATCGACAGCATAAGCAACCC 246

Ai03B31878 Araip.B03 31878 p2 (AT)8 16 125087211 125087226 AAAGTTCCCATCTTCCCCTC TGGGTTTGAAAGGTTTGGAG 259

Ai03B31879 Araip.B03 31879 p3 (AGA)7 21 125087733 125087753 ATCGGCAGCAGATCCATAAC CCACCATTAGGAGGTGGTTG 178

Ai03B31881 Araip.B03 31881 p2 (TC)8 16 125090029 125090044 ATGCACATTTTCAGCATCCA TCCATGAGTAAGCCATTTTGG 247

Ai03B31883 Araip.B03 31883 c (GGA)6gtagaagccacttcgctttgtatctgtgccagtggtggtggaaacgacggcggtggaggcgacacttc(TGG)6104 125097165 125097268 TCATTGGGAGTAGACGGAGG GAAGATTTGACTCCACCGGA 263

Ai03B31888 Araip.B03 31888 p2 (AT)6 12 125116944 125116955 TTTTCGTCCTCGAAAATTGA CCCCAGCTTGTGTGATAACC 269

Ai03B31893 Araip.B03 31893 c (TA)8ttttaattgagttcttgcatgtgagtagttgttgattacta(GT)669 125139979 125140047 ACATTTCATCAATAGTGTGAGACTAGA TTGCACTTTGCACCAATGAT 250

Ai03B31897 Araip.B03 31897 c (A)11taaaacacttatacaattagatatgtagttgtgacttataatgtgtatatcattgatagagaactaaattttagttagttaatattagttag(T)11114 125147477 125147590 TGAACAACAAATAAAGAAATTAAAGCA GGGATTAATATTTTTCGACTAACAAAC 280

Ai03B31898 Araip.B03 31898 p3 (TTA)8 24 125147891 125147914 TTTGTTAGTCGAAAAATATTAATCCC CCACCTGTATGACATTTCGC 255

Ai03B31899 Araip.B03 31899 p2 (TG)6 12 125153535 125153546 TTTAAGCCCATGGTAGCTCG ATTCCGCTCACCCAACAATA 266

Ai03B31900 Araip.B03 31900 p2 (AT)7 14 125159864 125159877 AATAATGGGAAACCCCCAAC GGACTTCATTTTTATTGGAGCG 210

Ai03B31901 Araip.B03 31901 p2 (AT)6 12 125160636 125160647 GCGAGCAGTTGATCATGAAA TCAATGCCAAATCAGCAATC 249

Ai03B31902 Araip.B03 31902 c (T)11ct(A)10ggtctcc(T)1141 125162914 125162954 TGGTAACTAAAGAAAATCAGCCAA ATTGATGGGAGACCATTTCG 270

Ai03B31915 Araip.B03 31915 c (TAT)6gattatgtaacttacat(TA)1361 125209569 125209629 TCCACTTTCATGTTTACGACTTT TCCCATCTGTAAACACCCCT 278

Ai03B31918 Araip.B03 31918 p2 (AT)6 12 125224979 125224990 TTTTCGGAGCTGAGGAGAGA TTTCACAAATGTCAGTCACTTCAA 159

Ai03B31920 Araip.B03 31920 p3 (ATT)7 21 125226402 125226422 TTTTCGTGTCGAGTGGATCA GCAACGGCTAAGATGCAAAT 264

Ai03B31921 Araip.B03 31921 p2 (TA)6 12 125228105 125228116 AGGAAGCTTCGAGCTGAGTG CCTCCCAAATATTTCCGATTT 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B31925 Araip.B03 31925 p3 (TAA)11 33 125237972 125238004 CTTGTGGTGGCTCTTGCATA AACACTTGAAAGCCCCTCCT 270

Ai03B31927 Araip.B03 31927 p2 (TC)11 22 125239310 125239331 CCGCACTCTTTCTCTGGTTC ATTACCGGCTCGAGGAAAAT 251

Ai03B31928 Araip.B03 31928 p3 (TGA)5 15 125243886 125243900 CCAATCCCAGACTATCGCAT ACTTGCGCTTTTCTTCCAAA 251

Ai03B31930 Araip.B03 31930 p3 (TGA)5 15 125248136 125248150 TTGCAGCATTATGTGTTCCTTC TCTTCATCTTCCTCCTCCTCA 191

Ai03B31932 Araip.B03 31932 p2 (AC)7 14 125252186 125252199 CCAAAAGGTCAAAAATAGCACA CCAGAGTTGTCTGCCTGTCA 222

Ai03B31933 Araip.B03 31933 p3 (TCA)5 15 125252935 125252949 TTCGCACTGAAAAGCAACAC TTTTAAACAGGGTCAGCCCA 191

Ai03B31940 Araip.B03 31940 p3 (ATA)17 51 125274373 125274423 CGCCAATGACTCCACCTAAC AAATGGATGGCCCACTGATA 277

Ai03B31941 Araip.B03 31941 p3 (ATA)19 57 125275263 125275319 TCGTTAAAGGTATCTGGCGG GGCAAATTAATCTCTGTATTGTTAGTG 200

Ai03B31945 Araip.B03 31945 p3 (TTA)5 15 125278943 125278957 CAACCTGCCAACATTTGTCTT GCCACCTAAAAGTTCATTCCA 227

Ai03B31958 Araip.B03 31958 c (A)16ccagagaaaaaaactgg(A)10ctggaggagcctgcccaagaagaggccattacgactcgcctttaggtgtcctccttgagatagcgtcatttaaagaacaagggtgagcacaact(A)10147 125308067 125308213 TGTGTCCTTCTCCGGATAGC GCCAAGTCGAGTAGTCCAGC 275

Ai03B31963 Araip.B03 31963 p2 (AT)6 12 125326060 125326071 GCGTGACACCAACATACAGG CGGCGAATAATTGGAAGAAA 160

Ai03B31964 Araip.B03 31964 p3 (TAA)7 21 125335716 125335736 GGCCAGGCCGTAACAAAATA TGGAGATGGTGATGGAGATG 280

Ai03B31967 Araip.B03 31967 c (A)14cattaactactaaatatttttgaccaatttagattgtacatgcaataattcattaggaaatt(A)1187 125338109 125338195 AACCATACATTAAAATTGGGCA ACCCGCATGCTTGTTATTTC 262

Ai03B31969 Araip.B03 31969 c (A)10tccattacattttattgaaaagttaaatttgattattttttaaaatataaacgttgtctttttt(TA)686 125340828 125340913 GCCGTTTTGGGTTATGTGTT CCACATGGTATCCACCCAAT 258

Ai03B31972 Araip.B03 31972 p3 (AAC)6 18 125347827 125347844 AAACCACACCACTTCTTGCC TGACGGATTCTAATCCAGGG 150

Ai03B31973 Araip.B03 31973 p3 (GTG)5 15 125352409 125352423 CCCATAGACCCAGATGCAGT ATGATGATAAAGATCGCCGC 212

Ai03B31976 Araip.B03 31976 p3 (TGG)6 18 125355239 125355256 TTGGTGTTGGTGTTGGTTGT AATTTGTCCCCGACCTTTTT 175

Ai03B31978 Araip.B03 31978 p3 (GAA)7 21 125359594 125359614 GGTATGGCTTCGGAAGTGAA AATTTCGGAGAACCAGCCTT 126

Ai03B31981 Araip.B03 31981 p2 (AC)6 12 125378440 125378451 GCCAATATTTTTAGGAAAGAGAGC CTTATTGCATGCATTGTGGAA 277

Ai03B31983 Araip.B03 31983 p6 (TATCAT)8 48 125380569 125380616 AGAGTAACCGGGCCAACTTC TCCAATGATTTTATTAATGGCAA 134

Ai03B31985 Araip.B03 31985 c (AT)6(A)11 23 125385507 125385529 TGTGAAATAAGCAATACAGGAGACA TGGTTGCAAGTCTAGGAAGTGA 279

Ai03B31986 Araip.B03 31986 p2 (TA)6 12 125390211 125390222 TCCACAGTATTTATCCGTATTTGA ATTCGGTGTTCCTCATCACA 268

Ai03B31988 Araip.B03 31988 p3 (AAT)8 24 125396631 125396654 TCAATGGTGATTGCTGATGAA GATGTTAGCCCCTATTTTGGC 261

Ai03B31990 Araip.B03 31990 p3 (GAA)5 15 125402297 125402311 TGCTGTGGTTTATCCATGCT CTGTGATGATGGATTGGCTG 270

Ai03B31991 Araip.B03 31991 p2 (TA)6 12 125403701 125403712 AGCAGAGCACCCTCCTATGT TCATTTTAAACATTGGGCTCG 260

Ai03B31992 Araip.B03 31992 p3 (GAG)6 18 125411413 125411430 GTTCAGGAGTAGGTCGGACG GCTTTCATTTGGTTTTCCGA 276

Ai03B32017 Araip.B03 32017 c (T)12aattgagtccctacactaaatttttttttcaattaagtccttcttagtagtaattggcttaattttatagggacccaact(A)12taattggtatagggacctaaataaaagaaaaaaaaagtgtaggaacccaatt(A)12168 125462620 125462787 TTTTCTGCTCTTCGTTCATTTTT TCCTTTTAATTAAGTCCTTGCACC 280

Ai03B32018 Araip.B03 32018 p3 (TTG)5 15 125464206 125464220 GAAGATGGACAAAAGGCGAA CAACCAATTAGCAATTCATGGTT 272

Ai03B32019 Araip.B03 32019 c (A)10ctaatcagaacggtccgatttgtag(T)1045 125470927 125470971 CTCGGACCATCCGATTAGAG TTGGACGATCCGATTTGTTT 145

Ai03B32020 Araip.B03 32020 p3 (AAT)5 15 125472564 125472578 TGTGGGATTGTTAAGTATCCATGT TGCACAGCCAAATTGAGTTC 257

Ai03B32021 Araip.B03 32021 p2 (AC)6 12 125477084 125477095 TCAAGATATGTTTTGTACTTTTGTTGG CAACGATTTTTATTCTAAATGGAAC 178

Ai03B32024 Araip.B03 32024 p4 (GTAT)15 60 125486891 125486950 GTTGCAATATGGTGCATTGG GCAAATAAAGGATCATGGTGTG 277

Ai03B32033 Araip.B03 32033 c (AGA)5ggaagaaaattgtggatgatggaggatgagaatgttgcaatggagtgagcaaggagagagggctataaatgaatgaag(A)11104 125513572 125513675 TTCTCCACTTCACCTTTGCC ACATGGCCCGTTTGTATAGC 264

Ai03B32034 Araip.B03 32034 c (T)12atgaaaattaaagaattgataattaatatttattattct(TA)663 125515106 125515168 CCTTTCAACCTTGTGCCATT TGGGTTTCTAAAAGCGGAAA 221
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Ai03B32035 Araip.B03 32035 p2 (TA)7 14 125515440 125515453 ATTCGCGAGGTTTTTCATTG ATTATGCCGCTACCATTTCG 163

Ai03B32047 Araip.B03 32047 p2 (CT)6 12 125539961 125539972 TCGTCGTTCTTCTCCTTCGT AAGAGAGAGGGAGACCGCAT 192

Ai03B32054 Araip.B03 32054 p3 (TTA)6 18 125554618 125554635 TTTGCATGCGCATTTAGGTA GTGAGAAAGTTCCATGGCGT 179

Ai03B32057 Araip.B03 32057 p2 (GT)6 12 125568690 125568701 CGGAGCAAGTGACAAAGTGA GCAACATTTAGCCTTCGAGC 160

Ai03B32058 Araip.B03 32058 p2 (GT)6 12 125568803 125568814 TGAGGAGCTCGAAGGCTAAA GGTGAGGTTTTCGGTTCAGA 218

Ai03B32060 Araip.B03 32060 c (T)10cctttattcaggtagattctctttttatctggtctaattgagttgattattaattttaatgtatttccttttc(T)11ccttcctattttgattaggaccattaaaactttccatgttttggagtatggaggattgaggattctag(T)12(A)12186 125576865 125577050 TTCTGCTCATGGCCCAAT AGTGACAAAAGGACTAAAATGACTAAC 280

Ai03B32062 Araip.B03 32062 p3 (ATT)6 18 125577798 125577815 TGTTTGTGTCTGAGAGGTCCC TTCAAGGGTGATTTTGCTCC 273

Ai03B32065 Araip.B03 32065 c (GA)6gggac(A)12 29 125583183 125583211 TCAATGTCCTCTTTTCATCATCA GAGGCTCAAGAGCATTGGAA 260

Ai03B32069 Araip.B03 32069 p2 (AT)9 18 125594547 125594564 TTGCATATTGGCTAAGTTATATGATTG TTTACATCGAAAATAACTACCTGTGT 214

Ai03B32070 Araip.B03 32070 p2 (TA)6 12 125596142 125596153 GACAGGGTCGGGTTTTAGGT TGCGGGTAGTAAATGGTTGA 278

Ai03B32071 Araip.B03 32071 p2 (TA)6 12 125597264 125597275 GTGGGCAGCCCTATATCTCA GAGGTACAAAATTTTCGTGGGA 193

Ai03B32076 Araip.B03 32076 p3 (AAG)5 15 125609185 125609199 AGGAGTGCGGAATAATGTCG TTTGCAGATGGGTCTCTTCC 183

Ai03B32077 Araip.B03 32077 p3 (AAG)6 18 125609329 125609346 TGGTGAAGAAGGATTCATTGC AGAGCTGATTTGTTGGTCCC 278

Ai03B32084 Araip.B03 32084 p3 (CAC)10 30 125622805 125622834 AACGTTGAGGGTCAGAATCG TGTTCTTGGTGTTGGTGGTG 222

Ai03B32086 Araip.B03 32086 p3 (TAA)11 33 125624576 125624608 ACAAACACGCGTATTGAACG TGGGTATGTAACGCTTTTTCTTC 260

Ai03B32088 Araip.B03 32088 p2 (AG)6 12 125645011 125645022 TGGTGAACGCAAATCGATAA GGGGTTACACACAAAAGCAA 272

Ai03B32093 Araip.B03 32093 p2 (AG)11 22 125651869 125651890 CTGCATTCGACTTCACCTCA TGCAGCCCATTTAGATCCAT 245

Ai03B32094 Araip.B03 32094 c (T)10acatactaggaaattttgttacacaatgacataatctttcatagataattttaatattc(AAT)584 125652329 125652412 TGTACATGGTATTTTTGACCAAGTT AGGGGTGTGGTAAGCAGTTC 279

Ai03B32098 Araip.B03 32098 p3 (ATT)6 18 125663672 125663689 GCGATGTTTTTGGGTGAGTT GAAATCTCTTTGCCCAACCA 253

Ai03B32102 Araip.B03 32102 c (T)10catcattatcaccatcttcttc(T)1042 125671675 125671716 CAGCAAATTTGGGTGGAAAA TTTGCAGCATTATGTATTTCTTCTTC 277

Ai03B32105 Araip.B03 32105 c (T)16ctttcaattttatctgcagtagagatttcattcataaactaggtagtatttttcc(T)1182 125674666 125674747 ATAAACGCCTTACGGGAACC TAAGGACTGCTGACACGCAC 224

Ai03B32106 Araip.B03 32106 p3 (TAT)6 18 125676057 125676074 CTGCACAAGAGGAGTTTCCC TCCCAACAACAAAACCAACA 254

Ai03B32107 Araip.B03 32107 p2 (AT)10 20 125676488 125676507 CGACACTTAAATCACTGTTTTCTAGC CCTCAAGTACCTTTCGGCTG 234

Ai03B32110 Araip.B03 32110 c (CA)6aaacaagttgctattgtttgctacttccaactttcaaccaattaatcatcagattctgcctcatccctcaaggt(A)1096 125679164 125679259 TTTGTCAATTGGAGAGGGTTG GCAAGATCATGAAAAGCTGC 243

Ai03B32116 Araip.B03 32116 p3 (CAT)5 15 125689944 125689958 TCATCAGTCAATGCCTCAGC TGACAGGGTTGAGCTCTCCT 253

Ai03B32118 Araip.B03 32118 p3 (ACA)7 21 125695671 125695691 ATTCCAACCCTGCAATAACG CCGACCCCACTTAGTGAGAC 274

Ai03B32125 Araip.B03 32125 c (T)12agtttaattttagatctaatgtgtattttacaatttgcaaatgtcatttgactatttcgttaaatgaaagttttcttcc(A)10101 125712793 125712893 CAAACTCTACGTTTACTCTCAGACCA TGGAGATGTAGACCAAATGGC 187

Ai03B32127 Araip.B03 32127 c (T)11aaatttacaaatctgacctttagatttgtgctttaacgttaaacattttttgaaacatgtaaatcggaccctccaatttgggaaattttga(T)12114 125715162 125715275 TGTGGAGAGTTGGTGTGTTTTT CTGAGGGTCAGATTTTGGGT 274

Ai03B32128 Araip.B03 32128 p2 (TA)7 14 125716747 125716760 CACGTGGATCAAGGTTGAGA AAAAACTCAAAACATCTCTCTCTTTTT 229

Ai03B32130 Araip.B03 32130 p2 (GA)6 12 125739804 125739815 CCTGAGTATGAGCCCACGAT CTGCTACTTCCTCCTGTGCC 261

Ai03B32131 Araip.B03 32131 p2 (TC)10 20 125740184 125740203 GAAGAGATCGTCCTTGAGCG TTGAACGAATGTGGAAGGCT 162

Ai03B32134 Araip.B03 32134 c (T)11aatttgtaatgtgatagttaaccactattccatgaataatattctattaaaagagaaattttaaatgcttaggtattacgacctctaa(AT)8115 125744197 125744311 GCAGTTTGCTTCAGCTACCC CAGCATCAGCACTCATGGAT 264

Ai03B32135 Araip.B03 32135 p5 (AGAAA)5 25 125745339 125745363 CAAATCACCCAAGCCTCAAT TGCCCTAACCATTTTCAGGA 248

Ai03B32140 Araip.B03 32140 c (A)11cgttttgcatgtctttatctgagtggttctcattatgataaaactctaaaaagatccaatacttttaatttcac(A)16101 125766453 125766553 CTTTCCTTTGCTGGGGTTTA GTCGCTTTGAAAAATTCCGA 241
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Ai03B32142 Araip.B03 32142 p3 (TTA)19 57 125768169 125768225 AGCCCAAACTCCCATGTGTA GGTGGGCAATTGAGTTTTTC 279

Ai03B32143 Araip.B03 32143 p2 (GA)6 12 125770724 125770735 AAAGAAGGATGCCCAGGTCT CTCGTTTGCAGAACAAAGCA 248

Ai03B32146 Araip.B03 32146 p2 (CT)6 12 125772677 125772688 GCCCCAAAGACCTTTTTCTC TTCACGTGCCAATTACGTGT 278

Ai03B32149 Araip.B03 32149 p2 (GA)6 12 125777896 125777907 GTCCAAAGGTGAAGGGTGAA TTCATCTTCGCCAAAATTCC 176

Ai03B32153 Araip.B03 32153 c (A)13tcatatgtggttgttttctttctttgtagtttatagcatatgaatttatctagtgataattcataattgattactttaaaag(A)10105 125787286 125787390 GCCCGGAAATAGGGATATGT AGCCAATAGGGAAAAAGGCT 197

Ai03B32155 Araip.B03 32155 p3 (CTC)5 15 125796557 125796571 GACCCGTTTAACTGAGTCGG AGTAGTGCTGGCTGCCATTT 209

Ai03B32159 Araip.B03 32159 p3 (GAA)7 21 125805997 125806017 GCAAAAGGAAACGAGAAACG TTTAGACCATGGCTTTCGCT 163

Ai03B32168 Araip.B03 32168 c (A)23gataagaatt(A)1043 125829458 125829500 GACCCCTTTGGTTGTTGATG CCGTTGATTTGCATTGAAGTT 245

Ai03B32173 Araip.B03 32173 p2 (GT)6 12 125844651 125844662 TAAACCGCTATAACCAGCCG TTCAGCCCATCACACGTAAA 174

Ai03B32174 Araip.B03 32174 p2 (AC)10 20 125847672 125847691 AGGCAACGCAACACACATAA TAAACCGCTATAACCAGCCG 185

Ai03B32175 Araip.B03 32175 p2 (AT)18 36 125848277 125848312 TCACACATGCAGCATAGTCAA TTTACAACAAAACATTTGCTTTCATA 263

Ai03B32177 Araip.B03 32177 p3 (TGA)8 24 125851297 125851320 GCCCTGTTTGCAAGCTCTAC CCTTGTTCCCACATGCTTCT 129

Ai03B32185 Araip.B03 32185 p2 (GA)18 36 125886148 125886183 AGACATAGCGAAAACCACCG TAATTCCCCCACTCTCCCTC 272

Ai03B32193 Araip.B03 32193 p3 (CTC)5 15 125894154 125894168 ACCGCAGTTGTTTTCTTGCT CACATCCGAAAAGGGAAAAA 238

Ai03B32200 Araip.B03 32200 c (AG)10aaagaggaagagagaagggagaaagagagagaagagataa(AG)876 125902815 125902890 CCCTCTTCTCTCTCTTCCCC CTTTCTTCGCCCTCCTCTCT 248

Ai03B32208 Araip.B03 32208 p3 (AAG)5 15 125947928 125947942 TGGAGAAAGCTTGAAGGGAA TTTCTTGCTGGAATTGGAGG 251

Ai03B32209 Araip.B03 32209 p3 (CCT)6 18 125948083 125948100 GTTCCAGAAGTGGATGAGCC TATCCCAATGCAAAGGCTTC 235

Ai03B32210 Araip.B03 32210 p3 (AAT)5 15 125954707 125954721 AATGACCTGAGAATCCACGG CGTTTTGTGGCATTTGTTTG 251

Ai03B32211 Araip.B03 32211 p2 (GA)8 16 125955024 125955039 TGCTCACAATGGGACAAAAA TGGAAGTTGAAAGGGTGAGAA 153

Ai03B32212 Araip.B03 32212 p3 (TAT)7 21 125955196 125955216 TCTTAACTCTTATCGCACTCTGAA ACATGAATGTGATAGAAGTCGACAA 279

Ai03B32213 Araip.B03 32213 p2 (GT)6 12 125955755 125955766 AGTTCCAAAGCATGTGTCCC CCCATAAAAAGGTGAGGCTG 258

Ai03B32214 Araip.B03 32214 p3 (AGA)5 15 125957746 125957760 TGCAATGGTCAACTCTGTCC GTGTTTGGAGCTGCCATTCT 224

Ai03B32218 Araip.B03 32218 p2 (AT)7 14 125969636 125969649 GGGGGTGTATACTGCTTGACA GGTCTTTTGTTTGGTTTCTTGC 273

Ai03B32219 Araip.B03 32219 c (A)12g(A)11 24 125970796 125970819 GGCGGAGACAAGAGCAATAG TCCGAAGACGAGGTTGAACT 105

Ai03B32224 Araip.B03 32224 c (AAAT)5acttgaatacgtttatagg(A)1150 125988920 125988969 TGTGAGGAGTGCTTGATTCG CAATGGGTGCTAAAGTGACCT 192

Ai03B32226 Araip.B03 32226 p2 (AC)7 14 125997268 125997281 CCAGTTATGATTTGGCCCAT GGGACAAAGACACAAAAGACAA 275

Ai03B32234 Araip.B03 32234 p3 (AAT)10 30 126010035 126010064 CCTCTGCCTTCAATGCTTTC TTTTGCTGGCATCATGAATAA 218

Ai03B32237 Araip.B03 32237 p3 (TTA)8 24 126013898 126013921 TGCTAGTAGGCCGAATTGGT TGAGGTGTGAATGTTGTGTCG 226

Ai03B32241 Araip.B03 32241 p3 (TCT)5 15 126033153 126033167 CACAATTTCACTGCACCGTC CCTCCTCATCTTCTGCTGCT 224

Ai03B32245 Araip.B03 32245 p2 (GA)6 12 126043023 126043034 GAGGTGGTGCAGCAAGTGTA CACCACCATAACCAACCTCC 104

Ai03B32247 Araip.B03 32247 p2 (AT)12 24 126055605 126055628 CGGTTTTGTCACAGTAGGGA TCATGAGCTGGTGAGTCGAG 262

Ai03B32252 Araip.B03 32252 c (TGA)6caagtttgaagaactactgaacctgagagatgagagtctgatgatgttggccaccaacaacattgaaatctcacaaattgac(GAT)5115 126064207 126064321 GGTACTGTCGCCACCAATCT GCAATGGCTAACGACAACAA 171

Ai03B32253 Araip.B03 32253 p2 (TG)6 12 126065305 126065316 CCAGTTCGTGCTCCTTTTTG CAACTCAAGATGATTTATAGCTCGC 205

Ai03B32254 Araip.B03 32254 p3 (AGC)5 15 126066222 126066236 ATACAATCCCAATTGGTGGC GCCTGACACTACACGCAAGA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B32256 Araip.B03 32256 p3 (ATA)5 15 126071150 126071164 GCTCCATCTTATTGTGTTGAGC AAGCTGACAAACTTGCGAAAC 265

Ai03B32267 Araip.B03 32267 c (A)10tagtgttgacagggacatgtacacgg(CA)1158 126126197 126126254 CACCTGACACCATACGGACA AGAGCCAAGCCCCATATTTT 207

Ai03B32268 Araip.B03 32268 p3 (TTG)5 15 126126804 126126818 AGAAGATCGACAGAGCATCCA TGACTAATTTTCTTATGACGAACTCA 268

Ai03B32272 Araip.B03 32272 c (ATA)9annnnnnnnnnnnnnnnnnnnnnnnnggaaggatggcatggtagaagacgttactagcacttaggttaaaggggcaagcgaagttccaagtaa(AAT)9147 126137619 126137765 GAACCAAAAACATTAGCCGC CAACCAGGTTCTTCTTTCGC 274

Ai03B32274 Araip.B03 32274 p2 (AG)8 16 126142301 126142316 CAACACCACCATTCACCAAA ACTGTCCAAGGAGATCACGC 159

Ai03B32275 Araip.B03 32275 c (T)11atagtcacaaaagtcaataaaatttaggactaaaacaagttactagattttc(T)1174 126142761 126142834 TGAGAGGGGTCAATTTGTGA GCTTAGACATTGTAAGTCCATTGAAA 259

Ai03B32281 Araip.B03 32281 c (A)10tcaaggatttggcagctggaactaagtgaaattcccaattaaataaaaaa(AT)672 126148271 126148342 GAAGCACAATTTTCACGTGCT AAACGTGTTCAATTGGGTGAG 280

Ai03B32282 Araip.B03 32282 p3 (ATT)5 15 126148639 126148653 TGGCAATGCAATAAGCAGTT GCAAAGTATTTGGCGTGACC 207

Ai03B32284 Araip.B03 32284 c (AAG)6gggacaaaaggatccacctccccatttgtcacatatctatacgactctctcatcttt(A)1085 126163756 126163840 GGACAAAATTTAGCAAACACAAGA CCTTTCTCTTATTTGCGTTCTCA 277

Ai03B32285 Araip.B03 32285 c (T)18ggtaataaa(T)1037 126164072 126164108 CTGGTATTGAATTGGCAGGG GGATACTTGGGCCTGGATTT 187

Ai03B32288 Araip.B03 32288 p2 (AT)7 14 126168043 126168056 AACCCCCGTTCAAAACTGAT TTGCATGCCATTGTTGACTT 197

Ai03B32297 Araip.B03 32297 p2 (TA)6 12 126208726 126208737 AAAGCTCGAATATAATTTCAAAACAGA TCCTCAAAAGATTTTCTTTCCAA 274

Ai03B32298 Araip.B03 32298 p3 (TAA)5 15 126208967 126208981 GGCGTCTTTATCTGAGTGGC TCGAACACATCCAAGTGAGA 264

Ai03B32299 Araip.B03 32299 p3 (TTA)9 27 126210031 126210057 CCACACACGAAATTCCATCA GCTTCTTTCTTTGTGGCTGG 274

Ai03B32303 Araip.B03 32303 p3 (ACA)5 15 126219107 126219121 CCTTCCAGTCCTCACAGCAT CGATTGACACTTTTTGCCCT 267

Ai03B32305 Araip.B03 32305 p3 (GGA)6 18 126219721 126219738 GCAAACACAACCAAACCAAA CACGCAGTCTCTCTGCACTC 212

Ai03B32306 Araip.B03 32306 c (A)10tttagaataaagactaatttgatatgaaattttaaaatattttattttaaatctag(T)1480 126220239 126220318 AAAGGATGACCAAGCAGAACA AACTGGATTTCAACCGGTCC 191

Ai03B32310 Araip.B03 32310 p2 (TC)11 22 126232351 126232372 TGCTTGCTGAAACAAGTGCT GCGCAAAAGTAGCAGGATTC 270

Ai03B32311 Araip.B03 32311 p2 (TC)7 14 126232532 126232545 TGCTTGCTGAAACAAGTGCT GCGCAAAAGTAGCAGGATTC 270

Ai03B32313 Araip.B03 32313 p2 (AT)12 24 126234713 126234736 TCAAGGCTTTCCACACATCA TTCAAAACCTGGGTAGCAGC 238

Ai03B32314 Araip.B03 32314 c (T)15cattctcctttggccttgtattttataataatttattttgtttaag(A)1374 126235186 126235259 CACGTTGCTACTTGCTATGTGT TTGGTCAACCAACACAATTCTC 254

Ai03B32315 Araip.B03 32315 c (T)10cttgaaatttagtaaaatttatcatgatctacctttatttgtctagatactattgtttttcttt(A)1185 126235750 126235834 TGCACATGGATCTTTCATCC AAGGTTGGGGACAAAAACAA 269

Ai03B32316 Araip.B03 32316 p2 (TA)6 12 126236256 126236267 GGACGAAAACGTTAAGGACAA TGTTATCATGAAATGTTTGTAGAATGA 268

Ai03B32317 Araip.B03 32317 p2 (AT)15 30 126236644 126236673 ATCGTCTCAATTTTGTCCCG TCGAATTGAAAGATATTTTGGACA 171

Ai03B32322 Araip.B03 32322 p2 (AG)6 12 126244414 126244425 GGCAAAGGAGGAAGAGGAGT AAGAAGTTGTGTCCCCATCG 194

Ai03B32334 Araip.B03 32334 c (GAA)14taatgacccatgtgc(A)1269 126262744 126262812 TAGTGTCGGGGTTCATTGC TTTGTTGGTCCTAACCATCTTT 280

Ai03B32336 Araip.B03 32336 p2 (TA)12 24 126265493 126265516 GTTGGCCAAAGGTGATTGTT TTCTCCATTCATTTTGTCACTTT 250

Ai03B32338 Araip.B03 32338 c (TAT)32aaattacta(TAT)20165 126266952 126267116 TGCATTGCATTATTTTGTGAA CATCAGGGTCGATTTCGATT 260

Ai03B32339 Araip.B03 32339 p2 (GA)8 16 126270844 126270859 GGCCAAAGGCACCTTAAACT TAACACTGGCATTTTCTGCG 279

Ai03B32340 Araip.B03 32340 p3 (AAT)8 24 126271585 126271608 GACCAAAAGGATGGAAGAGC CTCCATCTGAAATGTTGGGAA 244

Ai03B32342 Araip.B03 32342 p3 (TAA)7 21 126279459 126279479 GGGATAGAAACAGATTAAACCAAGTC TATGCAATGCAACTTGCCAC 263

Ai03B32343 Araip.B03 32343 p2 (AG)6 12 126284533 126284544 TGTACACATCACCCAAACAAAA TTGCTTTTGCTTCCTTTGCT 234

Ai03B32344 Araip.B03 32344 p2 (AT)8 16 126285108 126285123 AATTTGTCAACCATCGCTCA GACAAATTCGATTTCACCCG 200

Ai03B32345 Araip.B03 32345 p2 (CT)6 12 126291974 126291985 CCCACCTCCAACAATCACAT CTTTGGGAAGCCAGGTATGA 275
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Ai03B32348 Araip.B03 32348 p3 (ATT)6 18 126295358 126295375 GAGCAGCCTTGTTTAGCCAC CATGCACATATACTCCAATCAACA 189

Ai03B32349 Araip.B03 32349 p3 (ATT)5 15 126301755 126301769 GAGGCATCCAAAGTTTCCAA AATGACATCCCAAGTTCCCA 200

Ai03B32352 Araip.B03 32352 p2 (TA)6 12 126307879 126307890 TTGCTGCAGGAGTTGAAGAA GTCTGGGATTGCTTGCATTT 246

Ai03B32354 Araip.B03 32354 c (ATA)8(ATT)14 66 126309407 126309472 AATGTTGGGGACAAAAACGA TCAACTCCCTTAAGGCTTCG 264

Ai03B32355 Araip.B03 32355 c (A)12cacctaaaaagcatcttgttattagaaaaaaaaatttacaatt(A)1065 126311930 126311994 TTGTGCATAGTCACTTTTGCG TTGGCCTTCTCATTTATCGC 271

Ai03B32357 Araip.B03 32357 c (AAC)5(AAT)6 33 126319223 126319255 TTCTATGGTTGCATTGCTGG CTGTAGAGCCTTGGGAGTGG 270

Ai03B32358 Araip.B03 32358 p2 (TG)6 12 126321580 126321591 CTTCTTCTCCCTTGAGCCCT CCCTAACCCTAAATTCCCAAA 145

Ai03B32359 Araip.B03 32359 p3 (TAA)6 18 126324122 126324139 AAGGTCGGAGACGATTTTGA CACAACTCCTGCAGCACAAT 173

Ai03B32361 Araip.B03 32361 p2 (CA)6 12 126328534 126328545 CTAGCTCATCCCAAGCCAAG ATTTCGGTTGTGAAGGCAAC 207

Ai03B32363 Araip.B03 32363 p2 (CT)9 18 126333973 126333990 GATGATGAACTGCCATGGTG AAGCTATACGGTGTCCGTGG 193

Ai03B32368 Araip.B03 32368 c (ACA)5ataagaataataataacaataacaacaacaacct(CAA)8(TAA)588 126346277 126346364 TTGCGCTGTAGTAGTTGTGC TTGGATTCTGAACAAGGATAACTG 195

Ai03B32374 Araip.B03 32374 p2 (TA)8 16 126368695 126368710 GCTTGTAGCCATTAGGTATGAAAAA TGGGTAATAACGATTTACACGG 236

Ai03B32375 Araip.B03 32375 p3 (TAT)17 51 126371971 126372021 TGAATAGAATGACTAACATGCATAGA TCAAAATTCAAGGACCAGTTTG 237

Ai03B32378 Araip.B03 32378 p3 (TAT)8 24 126375447 126375470 CCTCTATCCTCACACGGGAA CCACGCAAAACAATTTCGTA 258

Ai03B32379 Araip.B03 32379 p2 (AG)8 16 126381676 126381691 CCAAACGGACCAAAAACACT AAACGACTCGTCAATCGGAG 214

Ai03B32382 Araip.B03 32382 p2 (AT)9 18 126410088 126410105 TGCAGGTACTCCCATGAAGA GGTGGGTTATTTAGCCACGA 268

Ai03B32385 Araip.B03 32385 p3 (AAT)14 42 126412396 126412437 TTTTGGGAAGGTTGGGTACA GCACAATAATAATGTTGACCATCC 265

Ai03B32386 Araip.B03 32386 p2 (TA)7 14 126414581 126414594 GGTTTGCACATGTTCTGCTC AATTGCTCGTGAAAACTCCG 206

Ai03B32387 Araip.B03 32387 p3 (ATG)9 27 126414880 126414906 CTTGCTTTGAAGGGGAAGTG GGAACAGACATTCAAAAAGCG 212

Ai03B32390 Araip.B03 32390 p4 (TCTA)5 20 126417262 126417281 GTGCTGAATGCAGGTGACAG GACTATAACCGTTGGAGGCG 216

Ai03B32395 Araip.B03 32395 p2 (CA)6 12 126430297 126430308 CCGTCTCTGTCTGTTTCTCCA TTCATATATTATTGTGCTCTTCCCTT 113

Ai03B32398 Araip.B03 32398 c (AAG)5aacataatgaggagttttgaggagttttttattc(T)1160 126433928 126433987 TGAACAAAAACGCATCCAAA TCCTTCTTGTTTCACTCTTTTGAG 206

Ai03B32399 Araip.B03 32399 p3 (GAT)18 54 126434829 126434882 AACGATAACGACGATACGCA TCGTAATACCTCGCCACCTC 166

Ai03B32400 Araip.B03 32400 p2 (TA)8 16 126435180 126435195 TCAAGCTCCAAACTCGACCT TCCTGTGCAAGCGAAGTTTA 222

Ai03B32401 Araip.B03 32401 p2 (AT)6 12 126436065 126436076 GCATCCCCAAGCTCAAAAAT ACAAAGCTCGACTTGTTGCC 260

Ai03B32405 Araip.B03 32405 p2 (TA)7 14 126445551 126445564 CCATCACATCATTTAGTTGGAAA TCACAAATTTTAATAGAAAAGAGCGA 245

Ai03B32406 Araip.B03 32406 p3 (TCA)6 18 126448020 126448037 CCTCCACTTCTTCCCTGTCA TGAGAAAGTAAAACAAGAAAAGAAGA 250

Ai03B32410 Araip.B03 32410 c (T)11catacacacattcacccactaacacactaatctaaaaggc(T)1061 126454356 126454416 CCACGAACACACTTCCATGA TTCCCTAATAATAGATGGTTTTGACT 278

Ai03B32414 Araip.B03 32414 c (TA)7cacgtgtctgccatttcatacacatgcatgacataagaaaggaacgaaggg(A)1075 126460324 126460398 ATGCGTGACCGTGCATAATA CCGTGCAATTTAGGTCACAA 267

Ai03B32415 Araip.B03 32415 c (T)11ataaattagtattttttaataattaaaatttaataaatataatatgacgacacatagaaaagagaagggttatgatttagagttctc(AAT)5113 126460657 126460769 GTAAACACACACCCACACGG TTGGCCCAAAAATCAATAAA 267

Ai03B32419 Araip.B03 32419 p2 (TA)8 16 126478288 126478303 CCCGGAATATGGCTATCGTA CAACCTCAAAATCTAATGTTCCG 211

Ai03B32420 Araip.B03 32420 c (T)10ccttttaattgagtccttgcacgaaatttttttttaattgagttcctacac(T)1071 126482229 126482299 TTCTTTTGCTCGAGTATGTATTAACAA CGGGTGTTGGGACTCAAATA 279

Ai03B32425 Araip.B03 32425 p2 (TA)9 18 126486757 126486774 CCACCAAATGGGAAAAGAAA GTGGCCACACAAGAAATGTG 242

Ai03B32429 Araip.B03 32429 p4 (TTTA)5 20 126494606 126494625 TGTGATGTTATGGCCATTTG CACGAGTCCAGCAAACTGAA 242
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Ai03B32431 Araip.B03 32431 p3 (ACA)9 27 126495928 126495954 GGCTTGTTGAAAGCCACAAT ATGTAGCCGACCCCACATAG 277

Ai03B32432 Araip.B03 32432 p2 (TC)21 42 126496893 126496934 GCCGACTGCAATACAGATGA TCAGCTGGAGCAACATTCTG 223

Ai03B32434 Araip.B03 32434 p3 (ATA)15 45 126502695 126502739 AAGGGTGAAGTGTTTGTGGG CGCAATTTTTCAAAGCGTGT 138

Ai03B32438 Araip.B03 32438 p2 (AG)10 20 126523967 126523986 TCTTTTATGGCATGAATTGGTT TCACCACAACACAAGGCAGT 244

Ai03B32440 Araip.B03 32440 p3 (TGT)8 24 126537895 126537918 CGTTTGATTCATGTAGCCGA TGGCAGCATAATGTTCAATCA 158

Ai03B32451 Araip.B03 32451 c (A)11ctattaggaaataatgacaacaaagcaacattctacaaatcacaaagaaacaagactgcaatcattccagc(A)1092 126565453 126565544 CTTTCTCTTCCGACACGGAG GGGATGCTATCTGCGATTTT 265

Ai03B32453 Araip.B03 32453 c (T)10cccctcaaaaaagttgaa(G)1139 126569153 126569191 TCAGCAAGATTTTCCCCATC GCTGATTGAGCTGATCCAAAG 263

Ai03B32455 Araip.B03 32455 p2 (CT)7 14 126572978 126572991 GAACATATTTGGAGGTCGCC TTGGGTAGGTTTTTGTTGCG 263

Ai03B32456 Araip.B03 32456 p2 (TG)6 12 126573163 126573174 TTCCCGCAACAAAAACCTAC AGCACACTACCACAGAACGAAA 230

Ai03B32459 Araip.B03 32459 c (T)10aagaaacaatcttttttataacactcaaaatctactctagatt(A)1063 126582261 126582323 TTGACTGCACCTGAGTTTTCA ACGACAACAATTTATGCCAGTA 205

Ai03B32464 Araip.B03 32464 p2 (AT)6 12 126595232 126595243 CCCTAGTGCACAAGACAAATGA GAAAAATCGATGTCAAACATACC 278

Ai03B32466 Araip.B03 32466 p4 (AATT)5 20 126600431 126600450 TTCCCATATGAAGACAGGCA TGGACCTGCACACTCAGAAC 251

Ai03B32468 Araip.B03 32468 c (T)10gtgtcaatgttaaaaaatttgtgtatgacaattaaaaattttggtactattttttcgg(A)1078 126607919 126607996 AAAAAGGAAGGTGCAATATTAAGTC TGCGCACATCTGATTTTGA 280

Ai03B32470 Araip.B03 32470 c (AAT)6tgaaggatttaaaagaaaatgaattcctcaattttctttttagaaattgagagagtaaaatgtgatttgttgtcattttattgttccatttctcatg(T)10125 126610195 126610319 TCCATCAGAATCCGTTGACTC TCGATATTTTTGGAGTTGGAGAA 271

Ai03B32471 Araip.B03 32471 p3 (ATT)10 30 126610539 126610568 AATAGCCGTTGGTATAATGCG ACGAGGAGTGCTAGAGCGAG 238

Ai03B32472 Araip.B03 32472 p3 (TTC)8 24 126611208 126611231 ATTGAAATAGCCGCGAAAGA ATGGAGAAGGGCTTTGGAGT 199

Ai03B32473 Araip.B03 32473 p3 (CTT)6 18 126611369 126611386 AAGGGCCTCTTGAATACTGAAA TCCAGAGGGTCTCAAACCTG 278

Ai03B32474 Araip.B03 32474 p2 (TC)7 14 126612635 126612648 TGCAGTTATGTTTGCTCCGA TTCAGCTGCCATAGGTTTCC 217

Ai03B32479 Araip.B03 32479 p3 (ATT)5 15 126625036 126625050 ATGCCACGTGGAGATGGATA TCATTTAGAGTTTGATCTTTGTTGA 233

Ai03B32481 Araip.B03 32481 p2 (TA)7 14 126626145 126626158 TGAAGGATATGGAAAAGGTGTTG CGACAAAATGACGTTAGGAATG 269

Ai03B32486 Araip.B03 32486 p2 (TA)6 12 126629800 126629811 TGGACCAAAATTGCATACCA CTTCCAATTTTCCCATTCCC 184

Ai03B32487 Araip.B03 32487 p2 (TA)6 12 126630574 126630585 ATGGATGCCAATGGAGAAAA CGCGCGCGTAGTTACTCTA 261

Ai03B32492 Araip.B03 32492 p2 (TA)10 20 126650444 126650463 AAGCGGATGCCCATTTTT TCTCGTGCTGATAATGTGTTG 280

Ai03B32493 Araip.B03 32493 p3 (AAT)6 18 126651672 126651689 TTGGCCATTTGATCAATGATAG CTTGCACTATCTGCAAGGCA 262

Ai03B32494 Araip.B03 32494 p3 (AAC)6 18 126661230 126661247 GAGTTTGGTTTTGCATTTGTAGA CATGGTATGTAGCCATCCCC 171

Ai03B32496 Araip.B03 32496 p3 (TAA)8 24 126668220 126668243 TCCACGCACATTCTTTGGTA TGCTAAACAACACTTCTTCGGA 199

Ai03B32499 Araip.B03 32499 p3 (ACT)11 33 126672394 126672426 TGGCATTGCATTCATCAGTT TGCAGACTCAGTAGGAGCCA 227

Ai03B32501 Araip.B03 32501 p3 (AAT)7 21 126673367 126673387 GCAGCGGAATTTTGACTTCT GAAGGCTAAGAAAAGGAAGGC 279

Ai03B32502 Araip.B03 32502 p3 (AAT)5 15 126677966 126677980 ACTCACAATAATGCACTCGCT AATGAAGGGCGTGAGAGAGA 251

Ai03B32506 Araip.B03 32506 c (A)12ttcgattcatgaattatggttataccgttaacccctaaaattgcaaacaattatcatcacttattcggaaaaacaaaaaaacaaggaataatctatt(A)11120 126682345 126682464 ATTGCGGATTCGACTCTCAT TCGTGGGAATCAACAATTCA 273

Ai03B32518 Araip.B03 32518 p2 (AT)8 16 126714803 126714818 GTCTGCTTGGAGGTACTGGC TGATGTTCCGCCTAATCTGA 231

Ai03B32526 Araip.B03 32526 p2 (TA)7 14 126726783 126726796 CCCATTTGACAGCCCTACAT TTGCATAAATGCAGCAACTT 233

Ai03B32527 Araip.B03 32527 p3 (CTT)5 15 126727741 126727755 CACTCAACCGTTTCCAAAGC AAATGCAACAACAACAACGG 197

Ai03B32529 Araip.B03 32529 p3 (AAG)5 15 126728831 126728845 ATGTGGTGTTGATGACGACG TCTTCTTCTTTCTCCGTGCC 121
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Ai03B32532 Araip.B03 32532 c (T)10caaaagaaaaactttgattgatgatcacattacatactgaagg(A)1568 126737799 126737866 TCCCTCCTAAGTCCTTGCCT CCACACGTGGGACCTTTACT 149

Ai03B32540 Araip.B03 32540 p4 (TAAT)5 20 126744787 126744806 TCCAGCTGAACTTGACAGTCC CTCAGATGTGGGGTTAGGGA 237

Ai03B32543 Araip.B03 32543 c (TGA)8tgtggagtggtttgaaaaagctgtgcaacttctgttggcctggcagtg(GCA)6ttatttgatggtgatggaaacagtgttctgctgttattgttgttgttttgatgagtggatagaggactgtcaatggctga(AGT)6188 126748191 126748378 CATGTTGCTCAAGCTCTCTTC AGCAGCAACAGGAGTGACAA 279

Ai03B32544 Araip.B03 32544 p3 (ATT)5 15 126748524 126748538 GTCACTCCTGTTGCTGCTTG AGAGCCAGATGGAAGACCAA 277

Ai03B32545 Araip.B03 32545 p2 (TC)8 16 126748996 126749011 TTCCTCTCCTCCATTCCCTT TCAACCTCCACCATCACTCA 226

Ai03B32548 Araip.B03 32548 p2 (AT)6 12 126750476 126750487 ACGTGATGAGGGTTGGAAAC TGAACAAGCATCAGAATAGAATCC 270

Ai03B32552 Araip.B03 32552 p3 (TTA)9 27 126751925 126751951 CAAACTTGATGGTGTGACTGTG TTTGATTTGCTTGTATTGAACG 239

Ai03B32558 Araip.B03 32558 c (C)13tcttttttcttttggatagaaatcaagcacaatatcagaacatattt(A)1070 126772667 126772736 ACCTCCCGAGGTTTAGCAAC TCTGGTACTCAGTTGCACCG 261

Ai03B32559 Araip.B03 32559 c (A)12tccaaaaaatagtatttttaataataaacgac(AG)656 126777153 126777208 CCTTCATTGCCCAAGTTCAT TAGAAACCACACCACCGTCA 218

Ai03B32562 Araip.B03 32562 c (A)10taccatatcaataaattatttttagttattttaaaatataatactatttttatttttctttttttac(T)1087 126779244 126779330 GCCAATGGATTGAATCAACA CCAAAAATTACCAACAAGGGC 150

Ai03B32567 Araip.B03 32567 p2 (AT)11 22 126807946 126807967 TTTAACACGCAAGTTTATGGTGA TTTGTTACGACAAGTATTTTGTTGA 239

Ai03B32580 Araip.B03 32580 c (T)14gtctttctaatattattaatttaaatatttgatgattttatttcattttgga(T)1076 126823986 126824061 TGTTAAGGTAGGCATTGTCTTTG TCCCTTCGTTGAGAAACACAT 266

Ai03B32581 Araip.B03 32581 c (T)10cttgggctttattctccatattttattagggtatttttttatttttaagtatatatatactaatannnnnnnnnatac(A)12100 126824612 126824711 ACGGCAAAAGGAATGACTTC CCAAAAGAACGCTTGGTATATG 280

Ai03B32587 Araip.B03 32587 p4 (ATTA)5 20 126834799 126834818 TCCCACACTCGTCCCTTATC CGGAAGGCTCACTTCTCTTG 196

Ai03B32593 Araip.B03 32593 p2 (AT)7 14 126845167 126845180 TTGACAGTAAATAAAATGCAAATCAA TGAGATAATCATATCACTTTTGGCAT 235

Ai03B32594 Araip.B03 32594 p3 (TAA)6 18 126852465 126852482 TGCAACGAAAAACATGCAAT AAACGTTGTCCCCCATTAGA 215

Ai03B32595 Araip.B03 32595 p3 (TAA)6 18 126853686 126853703 CAGGAACCATTTTGTCTCCC GAACGGAAGATGGATTGGAG 272

Ai03B32598 Araip.B03 32598 p2 (CT)13 26 126857885 126857910 GTGAAAAGGAGGGTAAGGGG GCTTGCCTTTGCTAGGTAAAA 255

Ai03B32601 Araip.B03 32601 p3 (AAT)6 18 126863711 126863728 TCCGTGCAGCATCTGTAGTT TGACCAGTTGACCTTGATGC 226

Ai03B32604 Araip.B03 32604 c (A)10gcctaaaatttgatatttgataaatttaaaaaatgaaaaaaatagcataagacaaataaaag(A)1183 126865393 126865475 GCTTAAATTTTTGGAATGAGTGG GCCTCTTTTGGATTTGCTTG 177

Ai03B32612 Araip.B03 32612 c (TTC)7ttattattattattctccaaatggaaaataccttgctatcaaagaggccaag(AGA)691 126874372 126874462 AGGTGTTCCCTTGATGGTTG ATGGCTTGTGCCTCTTTGAT 239

Ai03B32613 Araip.B03 32613 p3 (TCA)6 18 126874857 126874874 TGGGCCTGAATTACAGGAAG TTTTCTACCACACCCGAAGG 239

Ai03B32614 Araip.B03 32614 c (T)11aatttttttcc(T)36atgtgatgtttaattatatgtaaacacgtattagttacttattaatctgtttagcttaattatatcgg(A)10136 126875087 126875222 TTTGTGAAAACACAAAGAAGGC AAACATATTTGTAAAAAGACATTTTCG 224

Ai03B32615 Araip.B03 32615 p2 (AT)8 16 126875541 126875556 TCGTAGGATTAGGATTTAGAATTTTT GGTGAATCAAATCTTGAACTGG 147

Ai03B32619 Araip.B03 32619 p3 (CTT)5 15 126894134 126894148 ACTTTCACTCCACACCCCAC GCAGATCGAAGAAGAAAACGA 212

Ai03B32620 Araip.B03 32620 p5 (ATTGA)5 25 126895372 126895396 AACAGCAGAGCGATTTGGAT TCATGGTGAACCGAAAACAA 221

Ai03B32621 Araip.B03 32621 p3 (CAA)5 15 126896285 126896299 CCTATCCGATTAGGTGGGGT TTCGCCTTCTTCTTCGTGTT 266

Ai03B32622 Araip.B03 32622 p3 (GAA)5 15 126896416 126896430 AACACGAAGAAGAAGGCGAA ATGTGAAATACACGCGCTCA 147

Ai03B32624 Araip.B03 32624 p2 (AG)7 14 126898625 126898638 TTTCATTGTTGACAACCCCC GCCCAACTGAGAAACCTGAG 133

Ai03B32625 Araip.B03 32625 p2 (TC)6 12 126906308 126906319 GGAGTCAGAATTCGCAGAGC TTCACGCAGATTTCAGTTGC 171

Ai03B32626 Araip.B03 32626 p3 (CAA)5 15 126907983 126907997 TGAAGACGGCAAAGACAATG TTGTCGTCGTCACTGTCACC 126

Ai03B32632 Araip.B03 32632 c (T)14gaagatcactgcttgctctctctccctcaaacacagcatctcc(T)1067 126917568 126917634 CTACGCGCCCTCTCTTATTG GACACGTTTGACGTGGTGAC 254

Ai03B32634 Araip.B03 32634 c (AT)11aaaagtctttaaattgcggttaaagtcatgattataattgttgtaattatggatgttt(A)1494 126918097 126918190 TTCAATTCATTCAATCAACATACAA GGAAGGTTTAGCAAGCAACC 280

Ai03B32636 Araip.B03 32636 c (A)16ttatacaa(T)1034 126921092 126921125 CGCCGGAATCTTTTTATCTTT TTACACTGTCGATGATGCAAA 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B32637 Araip.B03 32637 c (TA)8atgcatgtattggtccctataaatatatattatgcagtagtacacagtacaacacacataattcacaactactgcac(GCA)5108 126922559 126922666 CAACCTATTAATTATGGGCATGG TGCCCCTCTATGCAGAAACT 189

Ai03B32638 Araip.B03 32638 p3 (CCT)8 24 126923588 126923611 GATCCTCAGGTCAGGGTTGA TTTGCTTCTCCAATGGCTCT 211

Ai03B32644 Araip.B03 32644 p2 (TA)23 46 126944105 126944150 TTCATCCTAAATTATTTTAATTCCTCA ATAGGCGGAGTTGGAAGTGA 261

Ai03B32645 Araip.B03 32645 p3 (TTG)6 18 126947132 126947149 CGTTTGATTCATGTAGCCGA GCATGCAATGAGAACAGAGC 224

Ai03B32647 Araip.B03 32647 p2 (AT)6 12 126949113 126949124 GCGTTCAAAATTTATTGGTGTTT TTCATTTCATTACACTTCCGAGTC 275

Ai03B32649 Araip.B03 32649 p2 (CT)6 12 126965130 126965141 TATTCGCCGGTAAATTCGAC ACAGAACAAGGGTGGAGGTG 224

Ai03B32653 Araip.B03 32653 p3 (TGA)6 18 126969956 126969973 AAAAGGCCATTGTTGGTGAA TAACCACCAACATTCCGACA 190

Ai03B32655 Araip.B03 32655 c (A)10ttatttacataaattttaaaaattaattcaccattaaattgaaaacttatatcttaaa(T)11gtaaatttcatgtcaatcggaagttatttaagaaaataaactgaggattgaaaaaagttatatcttgcaaccga(T)12165 126973657 126973821 CGTTGTGGTTAGATTATTATTGCAG GACGGATTGGAAAAAGGGAT 280

Ai03B32658 Araip.B03 32658 c (T)11ctgttttg(T)13 32 126977145 126977176 TTCTTTCTCCTCTTGCTCTTGG TCGAATTCTTTAGGATGAGGGA 183

Ai03B32663 Araip.B03 32663 c (T)10atctatttttgtataattttttttataattttatctgttcgtgaatatttaaa(T)1073 126984569 126984641 TCAAGGAAATAGCACCGCAT ACTCAGCAACAACCAAGCCT 197

Ai03B32665 Araip.B03 32665 c (CT)10(CCCT)6 44 126992523 126992566 ACAACATGAGGAGGTGGCTC GTGAGGGAGGAGAAGGGAAG 208

Ai03B32666 Araip.B03 32666 p2 (TG)8 16 126992722 126992737 CTTCCCTTCTCCTCCCTCAC ACCCTAGCTATCCCCACACC 152

Ai03B32668 Araip.B03 32668 p2 (TA)6 12 126995681 126995692 GCGGTGATGTAAGGGAATGT TCTCGACCCAAAATGGAGAG 192

Ai03B32669 Araip.B03 32669 p3 (AAG)10 30 126997216 126997245 CCATCACCTTTACCACCACC CGCTTCTTCTTGCTTCTGCT 268

Ai03B32672 Araip.B03 32672 p2 (AT)10 20 127003442 127003461 TGAAACTCGAAAATGTTACACAA TCGACATGATTTTGTTTGGG 226

Ai03B32674 Araip.B03 32674 p2 (GA)8 16 127016533 127016548 AGCATATCCGTTCCACCTTG GAATGAGAAAGAAAGGGGGC 189

Ai03B32687 Araip.B03 32687 p2 (AT)7 14 127076146 127076159 CCTCTGCTCCACCTTCAATG GTGAGTATTTGCTCCTGCCC 222

Ai03B32697 Araip.B03 32697 p3 (TAA)8 24 127087904 127087927 GATCTTTGCACGTATTACGCTT AAGATCCACAAATTTTGCTTCAA 121

Ai03B32698 Araip.B03 32698 c (A)11gatgtagt(A)11tagtggtataactttgtttgagttaacatacataaattttgattttgaacatataactttgtttaggttaataaatacatacattttaattttgag(TA)6138 127088050 127088187 GCAAAATTTGTGGATCTTCTTG TTTCTTACATTATTACATTTTGCTGGA 245

Ai03B32700 Araip.B03 32700 p3 (CTT)12 36 127091804 127091839 ACCCATTTTTCTGTTGTCGC AATAGCGTCAAGAACCGCTG 274

Ai03B32705 Araip.B03 32705 p2 (TA)7 14 127105915 127105928 ATGCCACTTGAACTTGGGAC CCATCCCAACCCATGATAAG 234

Ai03B32708 Araip.B03 32708 p3 (TCT)7 21 127114070 127114090 TGGAGAACCAAACACTGCAA GCCAGTTGAGAAGTTCATTGG 190

Ai03B32709 Araip.B03 32709 p3 (TTG)6 18 127114424 127114441 TGATGCCAATACCAGCAAGA TGGAACTCCGAGTATTCGCT 167

Ai03B32713 Araip.B03 32713 p5 (TCTTT)8 40 127122398 127122437 CGAATTCCCCCTCTATCCTC AACGAGAGGGGTGTGTTAAA 232

Ai03B32715 Araip.B03 32715 p4 (ATTA)5 20 127132395 127132414 TCAAACTCGAGAAATTCTGGCT AGTTGGGGAAGAAAATTGGG 254

Ai03B32717 Araip.B03 32717 p3 (ATC)5 15 127137636 127137650 GTTCATCCAACATGCCAACA TCCATTTGAAATAATGGGTGG 194

Ai03B32718 Araip.B03 32718 p3 (AAC)5 15 127137947 127137961 TCATCCCAAGAGGGTACAGC ATTTGACTTCCATGCATCCC 240

Ai03B32719 Araip.B03 32719 c (CTT)5tttcatcatcatcatcgtc(T)1044 127139321 127139364 TTCTTCTCCCTCCTCCTCATC TTCATTCTTTTCCAAGTAATTTTGC 209

Ai03B32720 Araip.B03 32720 c (T)10cttattcatc(T)1030 127140143 127140172 TCTTCCTCTCCCTCCTCCTC TCATCTTCCAAGTAAATTTGTAGCA 208

Ai03B32726 Araip.B03 32726 p2 (TA)10 20 127155970 127155989 GTGGGTACCCGACGACTTTA GCATATGTACCAAGCCATGC 260

Ai03B32733 Araip.B03 32733 p4 (ATTT)5 20 127172231 127172250 TCACAAAAGTTGCTGACGCT CTACCACCTGCCAGAAAACC 110

Ai03B32735 Araip.B03 32735 p2 (AT)6 12 127174511 127174522 CACCACAACAAAAGCGAGAA ACTTGAGCGTCGGAGTGTCT 246

Ai03B32739 Araip.B03 32739 p3 (TGG)6 18 127191709 127191726 AGTTTCGGTGAAGGTGTTGG AAGTACAAGCCCAAGCCAAA 215

Ai03B32740 Araip.B03 32740 p2 (AT)6 12 127192295 127192306 TTAGGGTGTTGGTGTTGGTG CCCCTTTCAAGTTTCAACCC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B32741 Araip.B03 32741 p3 (ATC)11 33 127194076 127194108 TGGACATGTGGCAATTAGGA AAGTCCCTTTCATGTCCACG 151

Ai03B32743 Araip.B03 32743 p2 (TA)6 12 127195650 127195661 GGTGAGTGCAGTGTGCCATA TATGCCTAGGCTGCCTCTTG 258

Ai03B32761 Araip.B03 32761 p2 (AT)7 14 127252856 127252869 CTACGCCCATTTCCATGTTT AGCATTTTTGTGGGAGCATC 273

Ai03B32763 Araip.B03 32763 p3 (GAA)5 15 127263441 127263455 GAAACCAAGCTTTCACCAGC TAGCTACCCGAGCTTCCTGA 278

Ai03B32765 Araip.B03 32765 p3 (ATG)12 36 127266120 127266155 CCCAGCATAATCATTGGCAT TGGTGAACGTGCAATTTTTG 131

Ai03B32766 Araip.B03 32766 c (A)10tacagaataatgcttacaatacgaatactatgatgaatgtgacatttgttgtaaaacgggaa(T)1082 127266344 127266425 CGTTCACCATTTGTGTTATTCAG TGGGCGAAAGTCAAATAATAA 280

Ai03B32770 Araip.B03 32770 c (A)10g(A)10 21 127277624 127277644 CCAAATCAAACATATGAGTGCAA CCCCCTGTCTCCTCTCCTAC 239

Ai03B32771 Araip.B03 32771 p3 (TTC)5 15 127279756 127279770 TTGTTTCACGCTGTAGCACC CCACGCGGAATAAAGAAAAA 231

Ai03B32773 Araip.B03 32773 p2 (TA)6 12 127288049 127288060 CTGAGAGATCCCTCCTGTGG GCGTTCTGCATCTGAAAACA 274

Ai03B32781 Araip.B03 32781 p3 (TAT)5 15 127297935 127297949 ATTCTCGGAAACAAACGCAA ACTTTGGCTTTGGCATCATC 188

Ai03B32783 Araip.B03 32783 p2 (TA)9 18 127300252 127300269 AAGAAGTAGCAGGGTGTCCG GCGGGAGGTGAAATTGTAAA 269

Ai03B32784 Araip.B03 32784 p2 (AC)7 14 127304021 127304034 CTAACAGCCACCGTTTCACC TACCCTCCCCCTCTCAAATC 126

Ai03B32785 Araip.B03 32785 p2 (TA)8 16 127306568 127306583 AATTCTGAAGCTCCGTGGTG CCAAAACTCAATCACATTCCTC 280

Ai03B32792 Araip.B03 32792 p2 (AT)9 18 127332036 127332053 GCCACGCACCAATTCTCTAC CGTCTGTGATAGAGTTGCAGATG 240

Ai03B32794 Araip.B03 32794 p2 (AG)6 12 127335152 127335163 TTCTCCCCTCTCTCTTTCCC CGATGATCAGGTTCCAGGTT 272

Ai03B32795 Araip.B03 32795 c (CCA)7(CCT)9 48 127335296 127335343 TTTTTGGGAGGACGATTCAG CCTTATGAAAAATGGGTCGC 223

Ai03B32805 Araip.B03 32805 p2 (GA)10 20 127348887 127348906 AAGCCTGAGACCACCAAAAA CTCAGGCACAAATTCAGCAA 213

Ai03B32807 Araip.B03 32807 p3 (CAT)5 15 127349883 127349897 CACCTGTGCTACTGTGGTGC AATGCAGGAGGTAGAGGCAA 258

Ai03B32808 Araip.B03 32808 p3 (ATT)5 15 127350281 127350295 AAACAGTGTGGTGGTGGTGA ATGATTGCAAGGTTGTTCCC 212

Ai03B32809 Araip.B03 32809 p2 (TA)6 12 127350655 127350666 CCTCGTTATTCTCGGGTCAA TGTGCAAGAGGTCACTGGAG 253

Ai03B32810 Araip.B03 32810 p3 (TTG)6 18 127350835 127350852 CTCCAGTGACCTCTTGCACA TAGCAGCGAAGATAATGGGG 132

Ai03B32811 Araip.B03 32811 p3 (GAA)7 21 127351157 127351177 GGGTTTTTGACATGACAGGC CCGTGTGGGTATGTGTTTGA 140

Ai03B32812 Araip.B03 32812 c (A)11cacatagtaaaaagaaaaaatatagatataaacaatgg(T)1261 127352344 127352404 TTATTGCTATTAACGATGTGCAA AACGGCTCTTTCAAGCTCAC 251

Ai03B32816 Araip.B03 32816 p3 (AAT)5 15 127354556 127354570 CTCGTAGCCTCGACATGGTA ACGAAAGAAAATGAATTATAAGAAAGA 177

Ai03B32819 Araip.B03 32819 p3 (CTA)5 15 127358117 127358131 CTGTGGTTTGTGGTGTGTGG GACATGTTCCCAATTTTGCC 164

Ai03B32821 Araip.B03 32821 p2 (AT)7 14 127359400 127359413 TGATTTGGCTCTGGTTGAGA GCAAGTTAGTTAACAATATGTACGCA 280

Ai03B32823 Araip.B03 32823 p2 (AT)6 12 127360281 127360292 CACCCTATCCCCGCTAATCT GAAACGCCGCAAATAGAAAG 241

Ai03B32832 Araip.B03 32832 p2 (TA)7 14 127379416 127379429 CATCCAAAAAGATGGATGCAA TGCCTTTATTGGGTTCGGTA 236

Ai03B32836 Araip.B03 32836 c (A)10gagaaaaatatgacaataacaacagcaacaaaagaatgaaaagaaaacacgcaaaaaagaatgaatacgaagaatgaaaaagagaaggagaagaaaaag(A)11gaagaacttatgcgcacaaatttagaaaaagaag(A)10164 127386351 127386514 TCTTGTTGTTCTGTACCATTCAAAA TGTTTCACATTCAAAGTTATATTAGCA 273

Ai03B32837 Araip.B03 32837 p3 (TTA)6 18 127387007 127387024 TTTTTGCCCGATCAAACTCT TTCAGATTCAGAGCGACCCT 250

Ai03B32850 Araip.B03 32850 p2 (AT)11 22 127418323 127418344 GAGGCAAGAATTTGACACCAA GGGGCTGATACTTTCCTTCA 253

Ai03B32855 Araip.B03 32855 p4 (ACTC)5 20 127430214 127430233 TGTCACAACTCCTCCTTCCC CATTGGTAGTTCACGGCTCA 101

Ai03B32856 Araip.B03 32856 p2 (GA)17 34 127430892 127430925 AAGAGCGAGAGGACGATTGA AGCCATGAACCACTATTGCC 138

Ai03B32859 Araip.B03 32859 p4 (TTTC)5 20 127443875 127443894 TCGGACAAATAGCTTCATGC TGATTTACGTGATCGTTGCC 243
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Ai03B32860 Araip.B03 32860 p2 (TA)6 12 127444344 127444355 AGAGGGAATGAAGCGGAAGT TTTTCGTTGCAGACTTGCAG 253

Ai03B32864 Araip.B03 32864 p2 (TA)6 12 127453387 127453398 AGGGGGTATTAACGGATAATTT TGAAAATTACAGGTGAATTGTAAAAA 280

Ai03B32865 Araip.B03 32865 c (T)10gttttgggcccttagccccgtgcctaat(A)1048 127453828 127453875 CATGCTGAGAGGAAGCAAAA TGTAAAAAGGTTGGGGGATG 223

Ai03B32866 Araip.B03 32866 p3 (AGG)5 15 127461698 127461712 CAAACCCCAGCAGTTCAAAT GCCAGACCGATTTTGGTAAA 267

Ai03B32867 Araip.B03 32867 p2 (CT)7 14 127464528 127464541 AGCTTTTCCCTCCTCCTCTG GTCGCTGAGGAGATAGACGG 218

Ai03B32871 Araip.B03 32871 c (AT)7actcaaaattgaaatgtaggtatttgttaacctaaacaaagttatatgctcaaaatcaaaatttatgtatgttaacctaaatgaaagtaataccgtaatg(A)10124 127468041 127468164 CCTGTAATTCTTGTCAAAATCTCTC ACCTAAACAAAGTTATATGCTCAAAAT 280

Ai03B32874 Araip.B03 32874 p2 (AG)6 12 127476697 127476708 GGCCAAACGAGCTAAAAACA CAAGTTATGGCTCCCGAAAA 191

Ai03B32880 Araip.B03 32880 p2 (TC)6 12 127486354 127486365 ATGTATGCCTCACACCCTCG TGAGTGATCTCAGCCGATTC 185

Ai03B32881 Araip.B03 32881 p2 (TA)13 26 127487665 127487690 TGAAGGTGGGGAAACTATACTATTTA TGCCTTGATTAATACTCGACAAAA 279

Ai03B32885 Araip.B03 32885 p3 (TTA)9 27 127491274 127491300 TATCAACATGAACGGCCTCA CACCGCTATGAATTGCAGC 205

Ai03B32889 Araip.B03 32889 p3 (AAT)7 21 127496669 127496689 TTGAATGAATTGAAAACGTTAGGA TGCATACGCATAGGGAAGAA 260

Ai03B32890 Araip.B03 32890 p2 (TA)7 14 127497352 127497365 TGTGAGCTATTAAGGCGCAA TGTTTTGGTCAATATACCGTCAA 224

Ai03B32892 Araip.B03 32892 c (T)10cagtttttttttcatcttttttgttattatcatgtcattgtta(T)1164 127501165 127501228 GCGGTTAAGCGATTTTCAAC TGTGTACTAAAATTTCTGTGCTGTGA 236

Ai03B32893 Araip.B03 32893 p2 (TA)7 14 127502661 127502674 CTCATGAAGCAAAAAGGGGA TAATCCGGGTTCAGTCTCCA 254

Ai03B32895 Araip.B03 32895 p3 (AGT)5 15 127505383 127505397 TGCCTTCCAAAGCTGGTAAC AAGAAGGGCATGAAGCTGAA 277

Ai03B32899 Araip.B03 32899 p3 (TAT)5 15 127513015 127513029 TGGATGACATGCTTATTGCC TGTTGAGTCTGCAGCGAAAT 195

Ai03B32904 Araip.B03 32904 p2 (AG)6 12 127531321 127531332 TTGCTCGACCAACCCATATT GAGATTGGTGGTTGCGTTTT 122

Ai03B32907 Araip.B03 32907 p2 (AC)6 12 127544067 127544078 ACAAGCCTGAAGTTATGGGC AGGTGGCTAACCAATTAGAGG 100

Ai03B32909 Araip.B03 32909 p3 (TGA)6 18 127546594 127546611 GGCCACTGAAGGCTCTGTAG CCAGAATGGGAGGAAGCATA 163

Ai03B32911 Araip.B03 32911 p2 (AT)7 14 127550700 127550713 GGGGAATGAATCCTCTCAAA ATGGGCCGTAGCATCTTATG 233

Ai03B32914 Araip.B03 32914 c (AATA)5atatatatagctaactt(A)1047 127557182 127557228 GATATTGCAACTGGATCCGC GCGAGGGAGATGAGTGAAAG 175

Ai03B32920 Araip.B03 32920 c (T)14aatttctagtgatacaatggtttgtttttttttg(T)1462 127568444 127568505 CTTCCCTGTTCTGCCAAAAG CCTCTGACCTGCACTGGAAT 222

Ai03B32921 Araip.B03 32921 p2 (TA)8 16 127570300 127570315 TGCAGGGTTGTTAGAGAGGC TGAGCTCAAAAGCTCCAAAA 268

Ai03B32925 Araip.B03 32925 p3 (ATA)6 18 127575256 127575273 TCATGTTTCATTCAAGCCCA AACTGTGGCGTTCCAATTTC 241

Ai03B32927 Araip.B03 32927 p3 (AAC)5 15 127581451 127581465 TTCTTTTTCTTCGAGTCCGC ATTCATGTAGCCGATCCCAC 276

Ai03B32933 Araip.B03 32933 c (A)18gcaatagggaaacaaatcaaagg(A)1152 127597631 127597682 CTAACCTGAATGGAACGGGA TCCTGTGGTTTGGCTTCTCT 237

Ai03B32934 Araip.B03 32934 p2 (TG)6 12 127600714 127600725 GTGTCGAAGCTTCACCAACA TAAAGAAAGGGAAGGCTGGG 253

Ai03B32940 Araip.B03 32940 p3 (AAG)5 15 127620415 127620429 GAATTTGAGAGGGAGGGAGG CAGGTCGAATGCAAATCTGA 167

Ai03B32942 Araip.B03 32942 c (A)11gcatagatctcattccttttcaaaacacc(A)1656 127628012 127628067 GGAATCAGGGTCAGAAACACA TCTGGGGTTTGCCTTCTATG 215

Ai03B32943 Araip.B03 32943 c (T)13ctttttctc(T)1032 127628765 127628796 GCTTGACGAGAAAGCAAACC TAAAGTGTCTGCACCCACCA 142

Ai03B32945 Araip.B03 32945 p4 (TGTA)5 20 127629288 127629307 CAGCTGCAACCTGCTAGTGT AAGTCATGCTTGCTGGCAC 102

Ai03B32949 Araip.B03 32949 p2 (AT)10 20 127645201 127645220 TGCAGCAGCTCATTGAATTT TCCATTCGGGATTCACAGTT 243

Ai03B32950 Araip.B03 32950 p2 (TA)10 20 127645354 127645373 AACTGTGAATCCCGAATGGA TCAATTTGTGCCTTGTTCTGTT 219

Ai03B32953 Araip.B03 32953 p2 (AT)7 14 127650038 127650051 GGCAGTGCATTCTCTCTCAA GGTCCCTGCACAATTTAAAAAC 278
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Ai03B32956 Araip.B03 32956 p3 (TTC)8 24 127653686 127653709 TCAATTGTGAATCAATGGCAA GAGCATCTCGGGGTGTAAAA 263

Ai03B32957 Araip.B03 32957 p3 (TAA)5 15 127654334 127654348 TAGGAACTGCCTTGCTGGTT TGCATGGATGTTGCATCTTT 112

Ai03B32977 Araip.B03 32977 c (A)10taacttgacatgtttaaatttataagtactcaattgtactccattatatttttttcttcac(T)1182 127688109 127688190 TGTAATCGTCCATACTATTTTCCTT TGTCATCAACAACCATTAGGATT 280

Ai03B32981 Araip.B03 32981 p3 (AAT)7 21 127694417 127694437 TCAACAATTCGGTTGCAATG CCTGAAACGACGACCATTTT 218

Ai03B32985 Araip.B03 32985 p3 (GGA)7 21 127707838 127707858 TTGGAGCTGCTTTATCTTCCA GACTTCTGAGCCTGAGCCTG 142

Ai03B32986 Araip.B03 32986 p2 (AT)6 12 127709112 127709123 TTTATTGGGCAAGCAAGGTC TTGAAGTGGAAAATCTGGCA 230

Ai03B32987 Araip.B03 32987 c (AGA)6aagagacctcttc(ATG)958 127712209 127712266 GCAACTTGAAGAAGCAGTTGG GTCTCTTGCTCCTCCCCATT 230

Ai03B32994 Araip.B03 32994 p3 (ATT)6 18 127730450 127730467 AGGGACGATGCTTTTTGGTA GCATCAGGAGTGAAAGGAGG 251

Ai03B32995 Araip.B03 32995 p2 (TA)7 14 127733782 127733795 GGAGATCGACAACATGGCTT TGCCTATCCAAGTATCCCCA 203

Ai03B33005 Araip.B03 33005 p3 (TAA)6 18 127763317 127763334 CGTCCCTGGCTCTGTAAGTC TCTTGAGCTGCTCTGGGTTT 279

Ai03B33009 Araip.B03 33009 p3 (CAC)6 18 127776950 127776967 CTTGGGATTCTCCCTTAGCC AGGTTTCCATGTGGCAAGTC 237

Ai03B33010 Araip.B03 33010 c (AT)6gatcaactagaacaaggtggaatttttattgcagaaaagagatgaagggaccaaaattgaggatcaccaaaagagt(TTG)6106 127777361 127777466 ATGCGCCAAAACAAAAACAG CTGCTCATCATCGTCATCGT 247

Ai03B33011 Araip.B03 33011 c (CTC)6(CTA)6 36 127777671 127777706 GAAATTCAATGCCCCAAAAA GCATGGAATTCTCCTCCAAC 277

Ai03B33012 Araip.B03 33012 p2 (AG)9 18 127777990 127778007 TCCATGCACGAAACAAAGAA CCGAAAATCTTGTCCCTTCA 155

Ai03B33020 Araip.B03 33020 p2 (AT)7 14 127799892 127799905 ATAGAAGACTCGAACCCGCA TCCAATAATCATTCCAGCAGC 237

Ai03B33022 Araip.B03 33022 c (A)12ttcaaaactctaatttaagtttcttttttgcatctcatttttagagagatattcaaaaaatacaaaagtactatttttttctg(T)12107 127801438 127801544 AAAACCAACAATTACGTTGCG CACAATGAAAGAAGAAAATCACAGA 189

Ai03B33025 Araip.B03 33025 p2 (TA)6 12 127803648 127803659 GCGTCAGGGACCTTGATTAG TTTCAGCACGAGTTACAAACG 269

Ai03B33027 Araip.B03 33027 c (TA)10aattttattggttcctcatatttttcc(TA)659 127804383 127804441 TTCGACCAAGGATCCAACTC TCGAGAAAATCAAAGAATAAAGAGAA 259

Ai03B33028 Araip.B03 33028 p3 (AGA)6 18 127809617 127809634 CCTTTCCTCCCTTCTCCAAC AGGAGACTCCATGTTCGGTG 192

Ai03B33034 Araip.B03 33034 p2 (AT)6 12 127818322 127818333 CATTGAAAATGAATTAAACCACACA CCTAAAGTGTTCGGGACCAG 280

Ai03B33042 Araip.B03 33042 p2 (TA)7 14 127841714 127841727 CCCCTCTAAATTAAAGTGCAAA TTGTGAGTTCAACCACCATGT 271

Ai03B33044 Araip.B03 33044 c* (CA)8(ATA)17* 66 127849871 127849936 ATGCCAATGATAAAGCACCC CACGCTAGTGACTTGCCCTT 280

Ai03B33050 Araip.B03 33050 p2 (TA)6 12 127878955 127878966 GAGGCTTTTAGTTGGGTGAAA TCAGTCTGGAACAAACCGTG 265

Ai03B33054 Araip.B03 33054 p3 (AAG)5 15 127883602 127883616 AAAAATGAAGATAAATGCATCAAAA TTTCTCCGCTGCTAATTGCT 228

Ai03B33055 Araip.B03 33055 p3 (ATA)7 21 127884332 127884352 CCTGTTCACTGCATCCAGAA CCATTGCACCTAACGTCCTT 272

Ai03B33058 Araip.B03 33058 c (T)10(A)11 21 127892190 127892210 TCGGATTTAACCCTTGAATTT CAGCGAAACAAATGATTTTCA 185

Ai03B33059 Araip.B03 33059 p2 (AT)9 18 127892398 127892415 ACACGTGTGGCGTATATCCT TAACCATCAATTGGCCATCA 183

Ai03B33060 Araip.B03 33060 c* (A)11gaaaagaaaag(A)12(AAAG)5*51 127898223 127898273 GGCCATGCTAAACGAAAAGT TGCTTTCGTAACTCGTGTGG 278

Ai03B33061 Araip.B03 33061 c (T)11agtttgactctagattctaaataactgttaattattcgtcctacattaagatgaaaattgctctattaaattcaag(A)1097 127900477 127900573 TCCACCACTGTGCTTTCTTG GCCATAAGCCACATTGAACA 257

Ai03B33066 Araip.B03 33066 p3 (TAA)20 60 127908373 127908432 CGTTTCTTTCCTAAACTCTTTGTACC TTTGGATCATCCCTATTTTGTAA 280

Ai03B33078 Araip.B03 33078 p3 (ATT)5 15 127942754 127942768 GAATTGGGTTGGAGGAGCTA TTTTGGCGATTCTTCCATTT 275

Ai03B33081 Araip.B03 33081 p2 (TA)6 12 127944865 127944876 TGAATTAGCACCACACCCTTC GGTCACAGGCTTTGATTCGT 234

Ai03B33082 Araip.B03 33082 p3 (TGA)6 18 127945441 127945458 TGTGACCTTTGGCAGAGTTG CATCCAATCAGGCAACACAC 182

Ai03B33084 Araip.B03 33084 c (ATC)8atgcagag(CCA)959 127951123 127951181 ATCAGAATGCACAACCACCA GTATAAATTGGGAGCGGCAA 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B33086 Araip.B03 33086 p2 (TC)12 24 127960316 127960339 CAAAAAGACCGGAAAGGACA TTTCGGAGTTCGTTTTTGCT 267

Ai03B33087 Araip.B03 33087 c (T)12ccttttttt(A)10 31 127965696 127965726 GAGCAGCTTCAAAAAGGGAA GATCCCCTGAAAATCAAGCA 226

Ai03B33088 Araip.B03 33088 p2 (TC)12 24 127966056 127966079 GCTACACGAGAAGTGACCCC AAACTCGTAACCGCTTCCCT 255

Ai03B33091 Araip.B03 33091 p3 (CTT)6 18 127977656 127977673 AATCTTTGGAGCCATCATCG TGTGACAAGATAGCATTGGTCC 280

Ai03B33094 Araip.B03 33094 p2 (AT)7 14 127982046 127982059 TGGAACTTGGAAGTGGTCAA TCACCTACAACTTTTTAAAACCAAAA 257

Ai03B33108 Araip.B03 33108 p2 (AT)25 50 128005648 128005697 CCAACCTACAAACCCGATCA GGGTACCCGATGACTTTGAA 278

Ai03B33114 Araip.B03 33114 p3 (CTT)5 15 128017784 128017798 TCTGCAACCCGTCCTTAATC AAGTCAACGTGCTATTGGGG 210

Ai03B33117 Araip.B03 33117 p2 (AT)6 12 128024683 128024694 CGCCTCTCCTTTCTGTGAAC CGCCAAGTAGTCGGGTAAGT 240

Ai03B33118 Araip.B03 33118 p3 (ATT)7 21 128024904 128024924 CCGGATCGAGAAACCAATAA ACGAAACGACACAGAAGCCT 278

Ai03B33122 Araip.B03 33122 c (T)10cttgattaaactcaaatatttttcttattcgcacgtatttttatg(A)1166 128026545 128026610 CCTAAATCCTCATAAATTGTGCAT TCAACCTTTGACCACAAAACA 280

Ai03B33125 Araip.B03 33125 p2 (AT)19 38 128037436 128037473 CCCAATGGATGAATTGCTCT CCAAGGAAGGTGATTGGAGA 159

Ai03B33127 Araip.B03 33127 p2 (AT)7 14 128039448 128039461 CACGGCTCGACTCATTAACA TGGCATAGGTAGGGCCTAGA 278

Ai03B33128 Araip.B03 33128 p2 (CA)6 12 128040388 128040399 ACTGCTGACATAGCCCATCC CCCAAGCTTCTGTCAAGCTC 207

Ai03B33130 Araip.B03 33130 p5 (CTACC)5 25 128041730 128041754 TGGCAATGGGTAGAGTAGGG TTTAATATTTCTGCGGGGTG 195

Ai03B33136 Araip.B03 33136 p3 (TCA)5 15 128055107 128055121 TTCATCTTCCTTCTTTTCCTCTTC TGAATGTAGGTTCATCCTCTTCC 213

Ai03B33137 Araip.B03 33137 p3 (CTT)5 15 128055569 128055583 CATTTTTGGGCTTTTGTAGCA TGATGATGATGAACAAGATGAAA 172

Ai03B33139 Araip.B03 33139 p2 (GA)13 26 128072071 128072096 TGATTGCTTGTGCAGGACAT ATAGGCAAGTGATGCCGATT 269

Ai03B33142 Araip.B03 33142 p3 (TGA)5 15 128075456 128075470 TTTTTGCTGTTCTGATTGCG AACGAAGCAGGGTAACATCG 187

Ai03B33143 Araip.B03 33143 c (C)13aacacaaac(A)1032 128076634 128076665 ATTGCAAGGGTGGAATTTTG CCAAACATGGATTAACATGCC 177

Ai03B33144 Araip.B03 33144 p4 (AAAC)6 24 128091663 128091686 GCCAATGATTAGGGCAGAAA AACTGTTGGGTTGACTTCCG 247

Ai03B33148 Araip.B03 33148 p2 (GA)9 18 128110528 128110545 AAACCAAAACACAACCCCAA GTGATCAGAGCATGGTGGTG 171

Ai03B33149 Araip.B03 33149 p3 (TTG)5 15 128117031 128117045 GTCACCGCAGTCCTCTTCTC CCAAAAGCAAAACCAGAAGC 201

Ai03B33151 Araip.B03 33151 p2 (TG)6 12 128125468 128125479 TGGGGAGTTGATCTCTTTGG GCGCCAAGAAAAAGTGAAAG 260

Ai03B33158 Araip.B03 33158 p3 (TAA)5 15 128155964 128155978 TGGACAGAAACATAATTGTCTCTAAA CGTTTGTATTTTTCATGGGTACAA 280

Ai03B33160 Araip.B03 33160 c (CTT)5cccttctccattcttcttcttcccttctccttttgcaggagtagaactactc(T)1077 128158171 128158247 CAACAGAAGCGGAGACAGAA AGGTTAAGTGTAATTTTGGTTTTTAAG 279

Ai03B33161 Araip.B03 33161 p3 (TTC)5 15 128160663 128160677 GACCCAAGAAAGGCATCAAA TTTTCCTTGGCACAGCTTCT 152

Ai03B33162 Araip.B03 33162 p3 (TCA)6 18 128161440 128161457 ATCCATGGGTGAAGCCAATA TGCCCATCATCCTAGACCTC 100

Ai03B33163 Araip.B03 33163 c (A)10ggtacagagacccgattgaaaagaaaaaaagtatagagacctaattgaaaattcggtgaaactataaggacctgtagagtaattaaacc(TAA)6117 128172518 128172634 TCATTCCACAGCTCACTAACG TGTTGTCTTTCAGTTTTTATCTTCCA 277

Ai03B33164 Araip.B03 33164 p3 (ATA)16 48 128175358 128175405 GGAGTTCCAATCAAGTTCCTG TGCAAAATTCAATAAAATTGGAGA 251

Ai03B33166 Araip.B03 33166 p3 (TTC)5 15 128177453 128177467 GACCCAAGAAAGGCATCAAA AACACCCATGCACGTGATTA 108

Ai03B33168 Araip.B03 33168 c (A)11cacatttgatcaacatattcaaattataattaattaac(T)1160 128188469 128188528 ATAATCATTGGCGGAAGCAG TTTTATGCCTTCACATTAGCCA 202

Ai03B33169 Araip.B03 33169 p3 (TTG)5 15 128190233 128190247 TCGTTTGATTCATGTAGCCG TTTTGGGTTCACCAAGGTTC 275

Ai03B33170 Araip.B03 33170 p2 (TA)9 18 128190616 128190633 GAACCTTGGTGAACCCAAAA GCACATGAGCATGGTAGAAGAG 245

Ai03B33175 Araip.B03 33175 c (A)10tgaattatacattcttgtttgttgaaaacaaaaagaaagaatg(A)1669 128198463 128198531 GCCCCATTTTGACCCTTATT CATGCCATGTACGCTTCATT 168
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Ai03B33184 Araip.B03 33184 p2 (TC)6 12 128219580 128219591 CGCCTCATCAAAAACCTTGT TCCCAAAATCCTCCTTTGAA 158

Ai03B33185 Araip.B03 33185 p2 (AG)6 12 128224549 128224560 CGTATGAAGAGGGAGGAGAAAA GTACGAAGGATGTGGATGCC 211

Ai03B33186 Araip.B03 33186 c (TTC)43aacgtcgtcgtcatcgtcgctaccgccgccactgttaggatttgg(TTC)11207 128224874 128225080 TTCATGCGGCTATTATTTTCTC TAGCGACGATGACGACTGAC 272

Ai03B33187 Araip.B03 33187 p3 (TCC)5 15 128226283 128226297 ATTTTCTCAAGGGGGAATGG CGACAACAAGGACAATGATGA 236

Ai03B33192 Araip.B03 33192 p3 (TTA)17 51 128237702 128237752 GGCAATTCCTTGGGACAATA CGTCATGCAGGAAAACTGAA 208

Ai03B33195 Araip.B03 33195 p2 (AT)7 14 128240885 128240898 AAAATGTCAGGGGAAAAGGG GAATACCCCTTCAGTTGCCA 245

Ai03B33201 Araip.B03 33201 c (AC)6tctctctctctt(TC)942 128254070 128254111 CTCCAAGATCCGGTGTGTTT GGAAGCCATTGATGTGTGTG 118

Ai03B33204 Araip.B03 33204 p2 (AT)6 12 128260022 128260033 GCACATTTGCGTATCGGA TCGAATTACGAATTTTGTGTAGG 271

Ai03B33205 Araip.B03 33205 p3 (ATT)17 51 128261579 128261629 GGTATTCGTCCCGTCCCTAT GCAGATTTTTAGCAGAGCGG 263

Ai03B33210 Araip.B03 33210 p4 (ATAA)5 20 128272779 128272798 AGACATGGTAACAGCAGGGC TTCGTTGTGCTGCAATTTTT 178

Ai03B33211 Araip.B03 33211 p2 (AG)8 16 128274022 128274037 CTGGTTGAGCATCTTGGTGA ACCTCCCATGTCCTATTCCC 199

Ai03B33213 Araip.B03 33213 c (A)10catacatgcacaaactt(A)1138 128282396 128282433 TGATTTTGAATTTCGCTTTGTG CGAGAATCCTCCTTATCCCC 219

Ai03B33214 Araip.B03 33214 p4 (GAAA)5 20 128282913 128282932 AGCCACGACAGTACCAAAGC TGAAGAGGGAGAAAGCGAAA 277

Ai03B33215 Araip.B03 33215 p2 (CT)6 12 128285865 128285876 CAATTCCTAGGGGTGGAGGT CCGATGACTAGGAGGTTTTCA 232

Ai03B33219 Araip.B03 33219 p3 (CAC)8 24 128318635 128318658 GGTGGTGAGTTATGGGAAGC CGGATCCAATTCAGAAGGAA 207

Ai03B33220 Araip.B03 33220 p2 (TC)9 18 128324691 128324708 GAAGCAAACCCCATTTCAGA TTCACGCCTATGCATCATGT 279

Ai03B33221 Araip.B03 33221 p2 (TC)7 14 128325056 128325069 AACATTTCGAACCACCTTGC AGGGGGACAAGAGCGTATCT 146

Ai03B33222 Araip.B03 33222 p4 (AGAA)6 24 128325563 128325586 TCTTCCTCGCCTGAATCACT TGTCGCCATGTCATTATCGT 195

Ai03B33226 Araip.B03 33226 p2 (AT)7 14 128333155 128333168 TTGCGTTGGTGGTATGTGTC GTTTGGACCTGGGCCTTATC 278

Ai03B33230 Araip.B03 33230 c (T)10aaacgagtgtgatgatttatttgcctaaaaggaaggcctaaagtaaagtggatttagcgaggtcaaatcaaaggcgttgtatcctttc(T)14g(T)27140 128347492 128347631 GGTCAAATCAAAGGCGTTGT TGTGGTCCTTTTGATTTCCA 236

Ai03B33232 Araip.B03 33232 p5 (CCTCT)5 25 128351174 128351198 GAACCACCAACCACGTCTCT GGCATTTGCACAAGAAACAA 252

Ai03B33237 Araip.B03 33237 p3 (ATA)7 21 128365303 128365323 CCTTGCATTTTACAGCAGCA ATGTCCCATGCACCTTTTTC 243

Ai03B33238 Araip.B03 33238 p2 (AG)6 12 128366342 128366353 ATCATTTGGGTCAAGGGTCA CCTTCTTGGTGCAAATGACA 136

Ai03B33239 Araip.B03 33239 p2 (TC)7 14 128367413 128367426 TGCATAATCCCAAGTCCCAT CTGGTGCTGTTGTTGGAGAA 275

Ai03B33240 Araip.B03 33240 p3 (AAT)5 15 128368137 128368151 CTAATTGCGCGTTTATCGCT CAAAGAACTCGGAGGCAGAG 182

Ai03B33243 Araip.B03 33243 p2 (TA)7 14 128396547 128396560 TCGAAGATCACGGATCTCTTT CCTATGATATAGCCCCCAATAA 279

Ai03B33246 Araip.B03 33246 p2 (AG)20 40 128407162 128407201 ACAACGACGATGGAAATGGT CGAAGTGTTGCACCAAACTG 280

Ai03B33251 Araip.B03 33251 p2 (GA)11 22 128430219 128430240 AAGAGCGACAAGCAAACGAT AGCCAGAGACTGAGGGTGAA 254

Ai03B33254 Araip.B03 33254 p2 (TC)6 12 128431184 128431195 TCCCTTTCGTCACCCATAAC CTAGACGACGCCAACAAACA 197

Ai03B33261 Araip.B03 33261 c (A)11taactctttattattctaatttttcgaatttcaaaactacaaatacaaatagttaacttgag(T)1083 128448100 128448182 AAAAATTCAGGCAACTCAATAAAAA GCTATTCAATATGCAAATTACTCCTG 217

Ai03B33264 Araip.B03 33264 p3 (TCT)5 15 128464050 128464064 AGATCTGCTGCCTCAAGCTC GGGCTCAGCTTGTTAGGAAA 274

Ai03B33268 Araip.B03 33268 p2 (AT)6 12 128499542 128499553 AATCAGCAAGCACCATGTTT GCAACTTCCACGTTCCAAAT 185

Ai03B33269 Araip.B03 33269 p3 (TCA)5 15 128510714 128510728 AAAATGGCCACAAATCCAAA ACCATGGGCTTGAGATGTTC 229

Ai03B33272 Araip.B03 33272 c (A)10taaaaaacagcaacaaaatatacattgacacacatattttatattta(T)1067 128539425 128539491 TGACCTCAATAAAGGATAAGGGA AACGATGATAACAAATACTTTCCAA 187
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Ai03B33273 Araip.B03 33273 p2 (TA)7 14 128546250 128546263 TCACATTAAAAAGCTCAACATGAA TGGAACAGAATTCGCTTGTG 253

Ai03B33279 Araip.B03 33279 p3 (ATA)6 18 128563361 128563378 ATTCACTGCCTTCGCACTCT GAGGGTTCCAATTCTGACGA 244

Ai03B33283 Araip.B03 33283 p2 (AT)13 26 128571785 128571810 GCCTAACCCGATTTTCATCA TGTCTCACCAAACAAACACCA 259

Ai03B33284 Araip.B03 33284 p2 (GA)26 52 128574191 128574242 CACACCAGCAACAAGGAATC TGAATTGGGCAAAAGAAAGG 139

Ai03B33286 Araip.B03 33286 c (TTTTC)6ttataataattctattgtaatctctttcttttcaca(T)12aaatgttaacatggctatggcgttttcaaatagaagcacaaattagtcacc(A)10139 128578626 128578764 TTTCCCCTCTTGTGTGACTTG TGGAAACAAACACATCACATTG 259

Ai03B33288 Araip.B03 33288 c (A)11ggagatatcttacatgtgtggatgtggtgtgtgtgagtgtgtgtaatacctaaaattaggagttgcgtaatttatcaacc(A)10taataataattccttcttcagtattagc(A)10139 128579866 128580004 TCTCGGATTCGAGTCTCATCT TTCCAAACACAATGTTAAAGACA 229

Ai03B33289 Araip.B03 33289 c (TTCT)7tttttcttcttttgtcgtc(T)1360 128581938 128581997 CCTCAACCCCCTTCTTCTTC ATGCCGGAGACAACACTAGG 209

Ai03B33291 Araip.B03 33291 p2 (AT)6 12 128586367 128586378 AGGTGCCCCTATCATCTCCT TCAAAAGCAAGAACAAGGGC 262

Ai03B33295 Araip.B03 33295 p2 (AT)6 12 128602620 128602631 AGCCACCGGAAGTCCTAAAT TGGTGGCATGCATGTTTATT 255

Ai03B33300 Araip.B03 33300 p2 (CA)6 12 128616791 128616802 GTGCGGATTGGATTGAATTT CCTCAATGCAAACGACAAAA 156

Ai03B33301 Araip.B03 33301 p2 (CT)7 14 128617053 128617066 CAAGTGCTCCACACACACCT CTTCGAGAAGGTTCCACGAT 119

Ai03B33303 Araip.B03 33303 p6 (TTTTAC)5 30 128626685 128626714 TGAACCCTTCTCCCAAAACA CGCGGTAGGAAATTGAAGAA 255

Ai03B33306 Araip.B03 33306 p3 (TGA)5 15 128633724 128633738 TAGTGTCCCATGGTTAGCCC ATGTAGCGTCACTTGTTGCG 219

Ai03B33308 Araip.B03 33308 c (T)10ctttcttttctatttagtcaccaaaaaaaataccataaattgataatatgttattagtacaagattaatcattagattgagtgaatatac(T)11111 128638566 128638676 CCATGGAGTGAGCTTCAACA CATTGGGGTTGGTTAGTTCTG 280

Ai03B33311 Araip.B03 33311 p2 (TA)8 16 128643348 128643363 TTGGCGAGAATATTTTTGGG CGTCGTCTTTGAGTTGATGG 264

Ai03B33312 Araip.B03 33312 c (TAT)5tg(TTA)7tcgataataatacgatcgtcccctttaatagctgaagaagcacgtctttggaataagcgtcgaatcccttccacgagcgtt(CCA)5134 128644168 128644301 CGCAAATCTCTCACCAACAA GTGGATTGGAGTGGCAGAGT 211

Ai03B33318 Araip.B03 33318 p3 (TAT)11 33 128661931 128661963 GAAAGCTACAGGGTGCAAGG TTGGAGAAGAAGGCAAGCAT 263

Ai03B33321 Araip.B03 33321 p2 (TA)6 12 128668731 128668742 TATCAAGCTCCAGACCCGAC AAATGCAGGTCAAGAGGCAC 270

Ai03B33328 Araip.B03 33328 c (A)11gaaaaacaatcaatagcttaggtaataccgtagtagtaagacatgcttgtatagttgtatttccttgttttctagaaattgag(A)10104 128703829 128703932 CTTGGGAGTACTTCAGCCCA CATGCTCGTTTTCCTTTTCG 244

Ai03B33330 Araip.B03 33330 c (GT)7(AT)6 26 128707148 128707173 ACCCTTGGTCCCTGAGCTAT CGTGGAGGAGCTCTTAGGTG 208

Ai03B33333 Araip.B03 33333 p2 (AG)6 12 128712368 128712379 GGAGAGAGAATTGCATTTGTTTTA CTTACGTGGATGCCCATTTT 249

Ai03B33335 Araip.B03 33335 p3 (TAT)5 15 128713694 128713708 CCAAAGCCATCTATTTATGATTCT AACTTTGAAAAGCTCAGCCG 280

Ai03B33336 Araip.B03 33336 c (A)10tatataaggttaagttagagggcaactaaatggtgcataaagcgtcacc(A)1069 128720602 128720670 CTCAATTAAAAGGTTGCGGG AGTGCACTTCTTGCAGGCTT 139

Ai03B33337 Araip.B03 33337 p3 (TTC)5 15 128721245 128721259 TGAGGGTCAGAATCGAAACC TCTGGAAGAAGAAGAACAAAGAGAA 199

Ai03B33338 Araip.B03 33338 c (T)10gttgaatctgtatttttaatttgttaatggaagaagaatttgttcttct(AGA)574 128739353 128739426 TTGGATTTCTTGAATTCCTGATT TGAGGGTCAGAATCGAAACC 250

Ai03B33341 Araip.B03 33341 p3 (TAA)42 126 128754974 128755099 CCCACCCAAATCCCCTATAC TTTTATGGTAAAATTGTTAGAACGTCA 256

Ai03B33343 Araip.B03 33343 p3 (TAT)5 15 128757575 128757589 TCATGTAAGCAAATTCATCAAGA TCCAAGTTTGGGCTTTCATC 242

Ai03B33347 Araip.B03 33347 p3 (ACA)6 18 128774922 128774939 CTTCATCACTATCACCGCCA AGAACATGGATGAATTGGGC 277

Ai03B33355 Araip.B03 33355 p2 (AT)7 14 128788251 128788264 TTTTTGAATCCGTCCTCTGAA TCGAATCTTACAGGACGACAAA 186

Ai03B33357 Araip.B03 33357 p3 (ATA)5 15 128790070 128790084 GGTCACGATTTATTAGTGGCAA AACCACACACACCCTTAGGC 110

Ai03B33362 Araip.B03 33362 p2 (AT)6 12 128812882 128812893 GCGACCTCACTTAGGACACC GGTGCAAGTGCATGAAGAAA 240

Ai03B33363 Araip.B03 33363 p2 (TA)8 16 128815613 128815628 ATGCACAAACTCACCCCTCT CTCAGCCTTTCCACCAAAAG 192

Ai03B33365 Araip.B03 33365 p3 (CTG)6 18 128818557 128818574 CTGAATTCGTTCGCTTCCTC TCTTCATGAAAAGAACCGCC 189

Ai03B33366 Araip.B03 33366 p3 (ATA)5 15 128822184 128822198 GCTTTTTACCCATGGTGAGC TCTCAAAAAGATGGCTAGTTTGG 273
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Ai03B33370 Araip.B03 33370 p2 (AG)11 22 128830493 128830514 AAGCGCCATTGAAAATGAAC AGACATGATCGATGCTGCAC 147

Ai03B33371 Araip.B03 33371 c (AGA)5gggagaggctcaccgttttgggattcggggggatgcgagcacccaggctgcgtagtgcagagttcatacattcattcttagagatagagagagtgaag(CATA)6137 128830844 128830980 CAACATCAACTGGTTCCTGC CATTCATCCACGACCCTTCT 268

Ai03B33373 Araip.B03 33373 p2 (GA)8 16 128839230 128839245 ACCATTGCTCTGCTTTTGCT TGGACCTCCAACTCCAACTC 244

Ai03B33374 Araip.B03 33374 p3 (AGG)6 18 128842129 128842146 GCAGCATCAAGTGAACCTCA TCTTCGGCTTCATCTTCTCC 214

Ai03B33375 Araip.B03 33375 p2 (GA)18 36 128842393 128842428 TTGGTTGGATTTGGTTGTCA ACCCATAACCACCTTCTCCC 235

Ai03B33380 Araip.B03 33380 p3 (ATT)5 15 128852850 128852864 CAGTGACAAACGCTCTGGAA TGGAAGGAAATTGGAAGTGG 279

Ai03B33381 Araip.B03 33381 p2 (CA)7 14 128858061 128858074 TCACCCTGACAATCGGTACA CCTACCCGTGTTGTGTTGTG 132

Ai03B33387 Araip.B03 33387 c (T)13atttcaacctgtttcag(T)1141 128868186 128868226 CATGGGTGATCTTCTTCGGT TTTCTACCACCACCACTGCC 276

Ai03B33389 Araip.B03 33389 c (TTA)6taacatggtgactggtaattggtagttgatgatttttgtttattt(A)1073 128871218 128871290 TCTAAAATAATTTGTGTGAAAACGA AACCTCAGGGATTTTAACATGAA 280

Ai03B33390 Araip.B03 33390 p2 (TG)15 30 128873469 128873498 GGGGAAGAAAATTTCATTGG TCCATGTTTCCATCCTATCCA 259

Ai03B33391 Araip.B03 33391 p3 (GAA)7 21 128876948 128876968 CATCGCCCCTATAGTCATGG CTTCGTTCTTGCACCTCCTC 111

Ai03B33396 Araip.B03 33396 c (T)15caagaacaattacttaatagaaataatataattattattatataggtttttcataaagcggaaagagaaaacatttagaaaaagttccc(T)11115 128881596 128881710 GCTAAACGCCTAAACCCATT TGGGCAAATAATGGTTGCTT 258

Ai03B33403 Araip.B03 33403 p4 (TTCT)12 48 128890432 128890479 AACCAAAGGAAGGAGCGAAT CCAGTAGAGAGGAGGGAGGG 195

Ai03B33407 Araip.B03 33407 p2 (TC)23 46 128898359 128898404 GCAATTGCTTCTTCCATCGT CATTGTCGCCACTTTTGCTA 253

Ai03B33408 Araip.B03 33408 p3 (ATC)5 15 128905359 128905373 CTCCTTTTCCCCCTTTTCTG GATGAAATGGGTCATGGGTC 219

Ai03B33412 Araip.B03 33412 p3 (TTG)5 15 128927146 128927160 TCATCACAATGTAGCCGACC ACTACTGCAAATGTGGGCCT 257

Ai03B33416 Araip.B03 33416 p3 (TAT)5 15 128935015 128935029 GGAAGGTTTTATTTCTATCCGTTG TTTGCGTAATTTATCTCAGTCCC 259

Ai03B33419 Araip.B03 33419 p2 (CT)7 14 128943966 128943979 GCCAATCAACAAATCAATCG TCACCCTCCCAAATTAGCAA 252

Ai03B33420 Araip.B03 33420 c (GAA)5cgaataaaaaaataagtaattgaaattcttttgc(T)1261 128944181 128944241 TTTGCTAATTTGGGAGGGTG TCCTTTCCATTATGCCGAAC 138

Ai03B33426 Araip.B03 33426 p3 (TAT)16 48 128954596 128954643 AGCCTTGACGGCACTAGAAA CGATATGGCACTTGAATACGTG 230

Ai03B33428 Araip.B03 33428 p3 (AAG)5 15 128956155 128956169 AAGGAGGTGCAGTGAAAACG TCCTTCTTCAACCATTACTGCAT 161

Ai03B33434 Araip.B03 33434 p2 (AG)10 20 128967673 128967692 CATCATTTGATGGCACCTTG ATGGCAAATGGAACATTGGT 245

Ai03B33437 Araip.B03 33437 p3 (ATA)7 21 128970286 128970306 GCACCACCACCATTATTCTTG CCAAACCCCAATTTTTCTCA 275

Ai03B33438 Araip.B03 33438 p3 (TTA)5 15 128970684 128970698 GAGAGACTCGAACCTACGACTTG TCCACACAAACTGCAAAAGC 160

Ai03B33439 Araip.B03 33439 p3 (ATA)13 39 128971835 128971873 TAATCAACTCCCCTGCGAAC TTGTCAAACTTCAGCAACAAAAA 232

Ai03B33441 Araip.B03 33441 p2 (TC)10 20 128978094 128978113 TCTCCCCCTTCTCTCTCTCA CAAGCTCGAAATCGTCAACA 196

Ai03B33445 Araip.B03 33445 p3 (CCG)5 15 128988327 128988341 TGGCGTTCTTATCAAGCTCA AACGCCAGTAACGCAATGAT 151

Ai03B33449 Araip.B03 33449 c (T)11aatgtgataattttttttatttttctttttctgcaa(T)1158 128995287 128995344 AAATGAGCTCTAAATAGCGATGC GGAAGAAGAAAATGATGATGAGG 253

Ai03B33450 Araip.B03 33450 p4 (AATG)5 20 129000888 129000907 CACGCAATGAACAGCAGAGT GGTGGAGAGCTTTCACTTGG 264

Ai03B33451 Araip.B03 33451 p3 (TAT)5 15 129001805 129001819 TGAAGAAGTTCCCCATGCTC GGTTGGGTTGATCCATGTTT 271

Ai03B33453 Araip.B03 33453 c (TAA)5tagagtggtaaaatgat(A)12ttaaaactgagatgttataccacacacaatgttaaatacaaatt(TAA)5tagagtggtaaaatgat(A)13133 129005341 129005473 TGAGATGTTATACCACACACAATGTT TTGACCTTCCACCACCATTT 237

Ai03B33457 Araip.B03 33457 p2 (TA)13 26 129015092 129015117 TTTGGTGCTTGGGTAAGGTC AAAGACACCAAACACAGCCC 229

Ai03B33458 Araip.B03 33458 p2 (TA)6 12 129016279 129016290 ACCCCTGTTTTCAGCAAATG TTTTATTCCTTTCTTTAATCAGCC 264

Ai03B33459 Araip.B03 33459 p2 (TA)6 12 129018298 129018309 AACTTGGAGATGAAGAAAGTTTGA GGATCCTAACCTCCCACCAT 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B33462 Araip.B03 33462 p2 (TC)10 20 129033224 129033243 ATTGAAGGCAGTTTTGCTCC GGTGGCTTCTCCTCCTGTTA 149

Ai03B33463 Araip.B03 33463 c (A)13cgaaatttcaaaaaataaaacattaaataagggcttttcctttatgtgc(AT)776 129034683 129034758 TTTTTCCTTCTTCCACAACCA CGTTACCATGACACCAAAACA 274

Ai03B33464 Araip.B03 33464 c (A)12gtgaaactatatacgtactagttattaacgattcacgtggacttcatattctgattaatgattgataatttaatttcaactaattgtaatgggc(TAT)5121 129036734 129036854 ACCCACAATTCGTGTCCATT GGGCTTTCTTTTAAGGCTGTT 254

Ai03B33468 Araip.B03 33468 c (TGT)6tgccttc(ATG)540 129040503 129040542 CCCATTGAAGCCATGAAGTT TGTGGGGTTGCATATTGTTG 134

Ai03B33469 Araip.B03 33469 p2 (AG)6 12 129042334 129042345 TCGGTTTAAAGGGGTTACAAAA AACGGAATCCATTTGACAGC 242

Ai03B33470 Araip.B03 33470 p2 (AG)6 12 129043169 129043180 AAACGGGCCATGCATACTAA GCATGCAAGATGAGATGGATT 268

Ai03B33474 Araip.B03 33474 p3 (TAA)5 15 129075180 129075194 TCTCTCATGCCTCCGTTTTC CGTGAATCGGGTAACAAAGA 278

Ai03B33475 Araip.B03 33475 p2 (AT)6 12 129077498 129077509 CTCCTTTAATTCTTCTCAAAATCTCT TCAACCCGTACCAGAGACATC 280

Ai03B33476 Araip.B03 33476 p2 (TA)7 14 129078093 129078106 GTTCGGGTTTAACCTTGGGT TTTTCTTACATACATTTTGCTCGAA 156

Ai03B33477 Araip.B03 33477 p2 (TA)12 24 129080420 129080443 TCTCCATTAAAAATTCATATCGTTTG CTCTTGTCAAATTTGGATGGAA 271

Ai03B33478 Araip.B03 33478 p3 (GAT)7 21 129083696 129083716 AGTGCTATGCCAAAGAGGGA CCTACAAGGCCATTCTCAGC 215

Ai03B33483 Araip.B03 33483 c (A)10taaaaaaaatgacgttcatattctt(A)1146 129107932 129107977 TGGACCAAACAAATCAAGCA ACCGTCACTTCCTTCCTCCT 273

Ai03B33484 Araip.B03 33484 c (T)10cttttcaattaggtccctaagggtatacaagtaatttcacaattcactaacatttttttgacgtttaacgttaacaagaactaaattg(A)10108 129111132 129111239 TCATCGAATTTTCAATTAGGTCC GCAGGTCCCTATAGTTTTACCG 215

Ai03B33487 Araip.B03 33487 p3 (CTT)6 18 129122296 129122313 CAGAGGACATCGCAGAAACA GGGTCTTCGTTGTTGAGGAA 141

Ai03B33489 Araip.B03 33489 p3 (TTG)5 15 129129271 129129285 GGAAGATGGACAAAGGACGA TAGATGATCACAGGGCATGG 270

Ai03B33490 Araip.B03 33490 p2 (TC)18 36 129129784 129129819 TAGTCGTGAACCACCATTGC AAGTGCGAAGATGAGGGAGA 183

Ai03B33491 Araip.B03 33491 p2 (AG)6 12 129130469 129130480 TGGACTATGTTGATGTTCAAGAGG TTGGGCCAATTCTTCAAAAC 228

Ai03B33492 Araip.B03 33492 p2 (AG)6 12 129130686 129130697 TTTGAAGAATTGGCCCAAAC AGTCGGAGACCACCTCCTTT 262

Ai03B33496 Araip.B03 33496 p5 (AACCG)5 25 129156799 129156823 GTTCGGTTTTCGGTTGACTC CAAAAGTGGTTTGGTTCGGT 269

Ai03B33501 Araip.B03 33501 p2 (TC)9 18 129173914 129173931 TGCAATACTCCCTCGCTTCT AAGATGGAAACGGGAGCTTT 194

Ai03B33502 Araip.B03 33502 p3 (TTA)5 15 129178534 129178548 CAGCAGCCTCATATGTCAGC TATACCATTGGCTGGGCATT 232

Ai03B33504 Araip.B03 33504 c (T)13acctgttttctttgtcgacattatatacaaccaaacactttggacatgctatcatatcgttgatcaacaatgtgatctcatca(T)10106 129181302 129181407 ATGCTGAGAGCATGGACCTT CTCGTCCATGTGGTTTAGCA 236

Ai03B33510 Araip.B03 33510 p3 (ATT)5 15 129188058 129188072 TCACGAACATTTGAAGCACG GGCAAAAGATGAAAATTAACCAA 231

Ai03B33511 Araip.B03 33511 p4 (ACAT)9 36 129188564 129188599 GAGAACTTGGCTGCTTCTGC GTTGTGAAGGAGGAGGGTGA 258

Ai03B33516 Araip.B03 33516 p2 (TA)6 12 129200615 129200626 CTCGTACAATGGCTGGCTCT CCAGCCTGTTCATAAAGGGA 242

Ai03B33521 Araip.B03 33521 c (TA)9gtaaaattagaaagagg(A)1045 129217537 129217581 GACACAGGATACCCAAAATGC TCCACCTGTCAAAAGCATCA 189

Ai03B33525 Araip.B03 33525 c (A)10tttgcaccatatcttcattccaaaatcgaatctattcaataaaaaaatactttcaaaatgaatattagttttcggaaaag(A)11101 129220651 129220751 TTGCACCATTTCTACATAACTCG CAAGAGCTGCATATCAAGGG 237

Ai03B33530 Araip.B03 33530 p2 (TA)6 12 129226701 129226712 TTCATGCATGTATCTGTGTAAATTG TTGAATCCAAACGAGTGGTG 272

Ai03B33536 Araip.B03 33536 p3 (GTC)5 15 129236595 129236609 CGGCCAAGTAATTTTACCGA GACGTCATTGAAGAAGTGCG 128

Ai03B33537 Araip.B03 33537 c (A)10ggcggtaatgcatgcacaca(T)1040 129237179 129237218 TTTCTGTGCTCTCCAACAAAAA TTCCACTGCCTGTGCAGATA 260

Ai03B33540 Araip.B03 33540 p3 (AGA)6 18 129242983 129243000 AGGGGAGAGAGAGAAACCCA ATTCCAAAATTACCCCCACC 243

Ai03B33542 Araip.B03 33542 p2 (AT)6 12 129248057 129248068 AAACTAGTCAAGGATGCGGTG TCAGCTTGCGTGCATTGTAT 187

Ai03B33546 Araip.B03 33546 p3 (TGG)5 15 129255869 129255883 GCCTTGCTTCTGCTTTCTTG ACCTCTTCCATCAGCACCAC 199

Ai03B33551 Araip.B03 33551 p2 (TA)11 22 129264163 129264184 TGAGATCTATTAATCTTCGTCCAA TGACCACAATCCAATCAATCA 260
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Ai03B33553 Araip.B03 33553 p2 (TC)12 24 129271048 129271071 GCATGCAAAATCAGCAGAAA TTGCAGTGTCCAAAGTGAGC 270

Ai03B33554 Araip.B03 33554 p4 (TCTA)6 24 129273514 129273537 GGTTTGGATATGGGCTTCAC AAGTGCTGCAATTCTTTACGTG 230

Ai03B33557 Araip.B03 33557 p3 (TCT)6 18 129276887 129276904 GAGGAATCGGTGAGCACAAT CCTTGGAACCAAACGGTAGA 188

Ai03B33560 Araip.B03 33560 p3 (TGA)5 15 129282678 129282692 CGATTCCCGCAATAAGGATA GGATGATTCAAGCACAGGCT 271

Ai03B33561 Araip.B03 33561 p2 (AT)8 16 129282915 129282930 AGCCTGTGCTTGAATCATCC TGCCTTCACATAAAGATGCC 263

Ai03B33562 Araip.B03 33562 p2 (TC)6 12 129287570 129287581 GTCCCTCTCATCTCTGTCGC CACGCACGCTCAGAGTAAAA 210

Ai03B33564 Araip.B03 33564 c (A)10cttcgatttatttctctcaaaaa(T)1043 129299187 129299229 CTTCAAAATGGTTTGAGGCA AACATTTGTTGTCGGGTGTAA 209

Ai03B33567 Araip.B03 33567 p2 (AT)6 12 129303003 129303014 CTAATTCACCTCACACGCCA AAGAAATCGCGAAAGACGAA 203

Ai03B33568 Araip.B03 33568 c (TCT)5tgttttaccttctgaagttttaccttctcaagttttttcttgttttaatctcttaacaagaataaaaac(A)1094 129303563 129303656 TTGCAGCAAATTTAGGTGTAAAAC TGAATGTAGGTTCATCATCTTTCAA 265

Ai03B33569 Araip.B03 33569 p3 (CTT)11 33 129303922 129303954 TTCGGCATAATTCAAAACTCTTC TGAATGTAGGTTCATCATCTTTCAA 238

Ai03B33571 Araip.B03 33571 p5 (TTTTA)5 25 129307026 129307050 TCTTGCTTTGGTGGTGTCTG AACATCAACAGAGTTGCCCC 168

Ai03B33572 Araip.B03 33572 p2 (GA)9 18 129307241 129307258 TTGCTGTGAATGGTGGTGTT ATCCCCAATGCACACTTCTC 207

Ai03B33577 Araip.B03 33577 p2 (AT)6 12 129317788 129317799 TTTGGATTGGACCTCCTGAC CGCGTGTCTTTTTCAGTGTT 261

Ai03B33578 Araip.B03 33578 p2 (AG)10 20 129320385 129320404 TTTGCACGTGTTTCATTTCC GCATGCTTTGTGTTCTTCCA 135

Ai03B33582 Araip.B03 33582 p2 (AT)13 26 129331901 129331926 ATTCGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 200

Ai03B33583 Araip.B03 33583 c (A)10gtactaaatacaagaacatttaatcaaatattaaaaaaaattttactttaaaacatacagttggattttttttgctcat(ATA)11122 129335049 129335170 CACCCCTAGCAATAATAACTAAAAA AACACTTAATTTGGACTAAAACAAAAA 276

Ai03B33584 Araip.B03 33584 c (T)10atttctgtaatttgcacaa(T)1039 129335737 129335775 GCAAACAAGTGAGCTGGTCTT GATTTTTGCGACACGCCTAT 235

Ai03B33585 Araip.B03 33585 c (TTG)5ttctgctcctgcttctgtttctgctcttgctcctgtttctgcttgattccattgttgattca(TTG)592 129337162 129337253 TTGCTTCTGATTGCTTCTGC AAATGCCCCGTTCTCTTCTT 248

Ai03B33592 Araip.B03 33592 c (CTT)5cctcctcctcctct(TCC)544 129358571 129358614 AAGAATGTAATTATACGTGCGGAA CAGCAAGAACATCAGCAACAA 154

Ai03B33593 Araip.B03 33593 p3 (AAG)7 21 129358847 129358867 TTGTTGCTGATGTTCTTGCTG CTGGTCTCGTTGTTTTGCAC 254

Ai03B33594 Araip.B03 33594 c (AGG)5agatccagaagtggtattataatgacgacggtaatgaaaaagaaaaataata(AGG)685 129360145 129360229 TGCCAATGACGATAACGATG TTTTTCTCCCCTTTTTCCTTTT 168

Ai03B33595 Araip.B03 33595 p4 (TACA)5 20 129362221 129362240 CAAAGGCCATGTTTGTGATG TTGGTTCTTTTTCAGTGGGG 268

Ai03B33598 Araip.B03 33598 p3 (TAA)5 15 129365200 129365214 GGTGGAGCAAGGCAATACAT AAATCCCTCGATCCGATTTC 276

Ai03B33600 Araip.B03 33600 p3 (GTC)6 18 129369688 129369705 ACAACCTTGCATTTTGTCCC GCAGAGCAGAGCAGACACAC 167

Ai03B33610 Araip.B03 33610 c (A)10ttaaattaaaccgatcgatttagttcgatttttggttgacttagtagaaacaccgaaaaaggtgtttaataatg(T)1094 129385521 129385614 TGCACCAAAATTTATCGCAA GTTGTGCTGCGTGAAAAAGA 209

Ai03B33612 Araip.B03 33612 c (T)10atttctttctttttcgttttctttctttttcca(T)1053 129388050 129388102 GCTTCACTTTGGGGCATTT TTCAAGTGTGGGAACCTTGG 280

Ai03B33613 Araip.B03 33613 p2 (GC)6 12 129389968 129389979 CTTCTTGGTCGTTGAGGCAT GGATTAATGGTTAAATGCTGGC 169

Ai03B33615 Araip.B03 33615 p2 (TA)7 14 129395526 129395539 TTTGAATCGATCCAGTTTTCA GAGGAAGAGAGAACTCTTTAATTTTGA 272

Ai03B33616 Araip.B03 33616 p2 (AT)6 12 129396468 129396479 GTCGGTTCGTCCCAGTTTTA GCTAATGGGGAAGGTCAACA 160

Ai03B33617 Araip.B03 33617 c (A)10tagccaaaatcatctatcagaacttactttattaataaatactaaataaagaaaattctaac(T)1082 129397457 129397538 TGGGGTACACCAAGAGACAA TGTTATTTGACCAATGCTAATGA 248

Ai03B33621 Araip.B03 33621 c (T)10attctagtgaacttatgagttaggtgttttaaatttaagaggtataaaaaccttctaaaacttggtagccac(T)11aatttgatgaatgaa(T)10118 129408978 129409095 TGCATTAAAGACTCTCATTAGTCAAGA CTCTACCTCACATGTTCACACCT 280

Ai03B33624 Araip.B03 33624 p3 (GGT)5 15 129431569 129431583 TGTGGTTTGCTACGCTTGTC GAACACCATGGCCAATATCC 197

Ai03B33625 Araip.B03 33625 p2 (TA)6 12 129438828 129438839 ATCCGTGCACGCTTCTTAAT TGCCAACTTGATTGGATTTG 280

Ai03B33627 Araip.B03 33627 p3 (AAG)5 15 129440047 129440061 TGAACGTAGGTTTATCCTCTTCC AAACTCTTCATCTTTCTCCTCTTCA 182
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Ai03B33628 Araip.B03 33628 p3 (AAG)5 15 129440362 129440376 GAGGTAAAACAAGAAAGAAAAGATGA TCCAACCTTTCCTTCCTCAA 242

Ai03B33629 Araip.B03 33629 p3 (GAT)5 15 129440805 129440819 AAATCACGAACAAAAACGCA TATTGTCGTCACCACCGCTA 252

Ai03B33630 Araip.B03 33630 p3 (AAC)7 21 129441116 129441136 TAGCGGTGGTGACGACAATA CGTTTGATTCATGTAGCCGA 257

Ai03B33632 Araip.B03 33632 p2 (AT)6 12 129444327 129444338 TGGTTGTTCGATGGTGCTAA TTTGCCAGATCACACAGGAA 128

Ai03B33633 Araip.B03 33633 p3 (GGT)5 15 129449818 129449832 CCCCTCCTCCTAATCCTCTG CACAAGCACCTCCCTGATTT 213

Ai03B33634 Araip.B03 33634 p3 (GGT)5 15 129450566 129450580 CCCCTCCTCCTAATCCTCTG CACAAGCACCTCCCTGATTT 213

Ai03B33642 Araip.B03 33642 p3 (AAT)6 18 129477605 129477622 TCCTCTCATAGCCGTTAGCC TCCAGAATTCTTTATTTTTATTTGC 266

Ai03B33645 Araip.B03 33645 p2 (AT)8 16 129494883 129494898 TGCAGTTCACACTTTAGTGACAGA TTTCAACAACTAATCAAACAGATCG 279

Ai03B33647 Araip.B03 33647 p3 (AAG)5 15 129495880 129495894 CCTCCTCATCTTCTGCTGCT TCGTTCTTCTTGACTGCACG 254

Ai03B33651 Araip.B03 33651 c (TGG)5ttgtgttggtggtgttggtggtgctggttgtggcggtggttgtggcggtagtgt(TGG)5aagaggtaattgtgttggtagtggtgaaggtatttttgtccaaaaaaattaaaaggacgattttaatac(A)10163 129507194 129507356 TTAGTGGTGGTGTTGGTTGG AAATTTTGCGCTAGAATCGAA 261

Ai03B33655 Araip.B03 33655 p2 (TA)17 34 129514656 129514689 TTTCAAAGAACCACCTGATGA GGGTGGAGGTTGGTTTAAGG 255

Ai03B33657 Araip.B03 33657 p2 (TC)8 16 129520141 129520156 CGCATCGCTTCTCTCTCTTT CGTTGTTGCTGCAGAGTTGT 261

Ai03B33658 Araip.B03 33658 p2 (CT)11 22 129520268 129520289 CGCATCGCTTCTCTCTCTTT CGTTGTTGCTGCAGAGTTGT 261

Ai03B33660 Araip.B03 33660 c (A)10tataaaaatcaataaggaccattcgatttgattttcgttttatt(A)1064 129521540 129521603 TGGTGCGAGTGTTCTCAGAC TAATTTGTGGGGGCAGTCTT 250

Ai03B33668 Araip.B03 33668 c (TC)11(AC)7 36 129545566 129545601 TATGGGATGAAGACTTGGGC GTTCCAAACCAGGCTGTGAT 217

Ai03B33670 Araip.B03 33670 p3 (TTC)5 15 129562266 129562280 AGACTGGACCGATCCGATTA CACAGAAAACCAGCCACAAA 272

Ai03B33674 Araip.B03 33674 p3 (CTC)5 15 129577473 129577487 CGCACCCTACTCAACGATTT TGCAGCAACAACAACAGTGA 165

Ai03B33675 Araip.B03 33675 p3 (AAG)5 15 129578452 129578466 CAAGAAGAAATTTGAGAAGATAAAACA TTTCATCGGTGATGGTTTGA 277

Ai03B33676 Araip.B03 33676 c (GAG)5(GTG)5ttggtgacaacaataacg(A)1159 129578872 129578930 AGAATCGAACCACACCTCAA CAACGCGTGTATGTTTTTGC 266

Ai03B33677 Araip.B03 33677 p4 (AATA)5 20 129582244 129582263 AGAATCGCGGAAACCATAAA ATGTGGTGGATGATGAACGA 237

Ai03B33684 Araip.B03 33684 p2 (TA)6 12 129593246 129593257 TTCATCGGGCTTCTCGTATT CAAAACCCAACTTCTCCCAA 275

Ai03B33689 Araip.B03 33689 p3 (TAT)5 15 129605828 129605842 CCACATCACGCATTTCTTTTT TTGTGCATTATGGTGACATTTTT 278

Ai03B33691 Araip.B03 33691 p2 (AG)6 12 129611939 129611950 ACAAGGAAAGGGATGGAACC ACCAACTCCGTCAAATCGTC 257

Ai03B33694 Araip.B03 33694 p3 (AAG)6 18 129615332 129615349 AGAAGGTGGGGTATGCTGTG GATCCACGCACCCTTCTAAA 199

Ai03B33695 Araip.B03 33695 p2 (AT)8 16 129615820 129615835 TGCGCATGCCTTTGTATATT TTCGTCATTTACGTTCTCTTTTTG 260

Ai03B33698 Araip.B03 33698 c (A)11cttaaaaaagtatcaatatttttttgtttaaccaaagactatatcattgaccagtaagcaaaacaactgatga(T)1195 129616329 129616423 GCATTCACCTTTTTCTTTTATCTT CCGTTTGTCAAGCCTTCAAT 276

Ai03B33703 Araip.B03 33703 p2 (TA)7 14 129631136 129631149 AGTCTAGGTTGAGGCAATGTGA TTGCTCATATTTGTTTGTTGGTG 265

Ai03B33704 Araip.B03 33704 p2 (TA)6 12 129632751 129632762 GGCAAGTTCTTGCTGGTTTT TCTCTGAAATAGTTGGTAAGCGG 247

Ai03B33705 Araip.B03 33705 p2 (TA)6 12 129633923 129633934 GGCAGTGACATTGCACAAAC GTCATATGCGGGGAAATGTT 264

Ai03B33706 Araip.B03 33706 p4 (GTTA)6 24 129635959 129635982 CAGTACCCGCAACCTCAAAT TCCGATAAGGAGGCACTAACA 141

Ai03B33707 Araip.B03 33707 p2 (GA)12 24 129636212 129636235 CCACTCAAGTCCCATCTTGG AATTCATCAACCCCACCAAA 210

Ai03B33708 Araip.B03 33708 p3 (GAA)5 15 129636969 129636983 TGGGTACAAGTTAGTTCGTGAAGA ACCACCCTCGTTTGACTTTG 251

Ai03B33710 Araip.B03 33710 p2 (CT)6 12 129643133 129643144 TGAAACTCACAACTCACCCG CCATCAACCCCACATACACA 235

Ai03B33714 Araip.B03 33714 p4 (AAAT)7 28 129654453 129654480 CCAATGATAACATAACAATGGAAA CGATCCAATCCAATCCAAAC 225
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Ai03B33715 Araip.B03 33715 p2 (AT)7 14 129654827 129654840 GTTTGGATTGGATTGGATCG GCTCGTTTGCGTATAAGCCT 277

Ai03B33718 Araip.B03 33718 c (A)11ctcaacacaagtaacggcataataatggtattatatattttattgaaatagttgggtagg(TA)683 129655318 129655400 CGCACATAGTCTCAGGATGC TGTCCAAACCTCAAAATCCC 165

Ai03B33719 Araip.B03 33719 c (CTT)5ctcttcttcttctcttctcccccacatta(CTT)662 129656999 129657060 ATTAGGGGAGGCAGTAGCCC TCTTCATTTTTAATATGGATTGGGA 223

Ai03B33726 Araip.B03 33726 c (A)11cgaacaaagagaacacagagagaaacgcaagtaaacgccgaaaaagatcgtagagagaaggcacaaaaacgcataaaaagttgg(A)10105 129679417 129679521 GCAGAGCTTGATTTCAAAACG TGTCTAGTCCAGGCGCTTCT 240

Ai03B33727 Araip.B03 33727 p3 (TAA)17 51 129680492 129680542 CCAGCCAGTAGTTGTCACCA AAGTAACTCTGCCTCCTCTTTCTC 280

Ai03B33729 Araip.B03 33729 c (TA)6tgcattgcttcac(T)1035 129689383 129689417 AGCTACCTCAGCTCGTTCCC CGACACCTCTCTGTCTTGTTTG 248

Ai03B33737 Araip.B03 33737 c (AT)6gtatgtccaaatattttaaatatatataaaaattcaactt(A)1163 129696634 129696696 CGTGAAGTCGACGATACCTG ACAACGTAATTTCACGCACG 242

Ai03B33738 Araip.B03 33738 c (AGG)5tagtgttgatgacgacgattacgaaagaacgtgcagt(AAG)567 129698009 129698075 GAGGAGGAGGAGAAGGAGGA ACGTTCTTCTTTGTGCCGTT 131

Ai03B33739 Araip.B03 33739 p3 (TTC)5 15 129705274 129705288 CAAGATTTGGGTGCAAGGTT ACCACCACCGAAGCTAATTG 197

Ai03B33741 Araip.B03 33741 p3 (AAT)5 15 129707929 129707943 AACCAAGGCGAATGAGATTG TTGACACCCAGACAGACGAG 208

Ai03B33744 Araip.B03 33744 c (A)10cacggaactat(TTA)1360 129716415 129716474 AGGACAGGTTTGACCGATTG CGGGACAAAAAGTCAGGAAC 266

Ai03B33751 Araip.B03 33751 p3 (AAT)16 48 129728545 129728592 TGCTTCGCCTTATGGAAAGT GGTGAAGAGGGCGGTTAGAC 256

Ai03B33752 Araip.B03 33752 c (TC)22(TA)14 72 129732596 129732667 TGGCAAGAGAGAATTGAGCA TCAAGAAAAGAGGCTTCCGA 259

Ai03B33758 Araip.B03 33758 p3 (AGT)5 15 129759361 129759375 AAAGATGCGATACTCCACGC TCGTAACGTTCCATGGTTGA 265

Ai03B33759 Araip.B03 33759 p3 (ATC)5 15 129759915 129759929 CTGGAAGATTCAGCGAGGAC GCCCTTGCGTCACTGTTTAT 145

Ai03B33762 Araip.B03 33762 p2 (CT)6 12 129771964 129771975 GATGCCTACTACAAGGGCCA CAAGAAGTTTTGGAGAGCGG 167

Ai03B33766 Araip.B03 33766 c (T)10ggagtaaccagcaccttccaactaacaagttcaatattttttcatcagcttatcttttcc(A)1686 129782483 129782568 TTTGCCCAATAAGGATCTCG AAAGAGTTTGCTCAACCGGA 255

Ai03B33767 Araip.B03 33767 c (A)10ggaaaaagaaaaagatactatggagaaaattttttgaaaag(A)11gagatgaaaaaattgactgaagaaaaatagaaccaagttgagaaaaaaaaagaaatgagaattgac(A)10138 129787094 129787231 GCCAGTGTAATTGGCGTTTT AACCCCATTCACAGTTTCCA 270

Ai03B33768 Araip.B03 33768 p3 (TTG)6 18 129788810 129788827 GGGCGTCAATTGAAGGTATG GGATATGGCCTCCTAAAGCC 276

Ai03B33769 Araip.B03 33769 p2 (CA)9 18 129793426 129793443 ATTCCGGTGCAAAGTGAAAG TGGGAATGTGAAGAGGTCAA 187

Ai03B33771 Araip.B03 33771 p2 (CA)7 14 129797131 129797144 TCAAACCTATGAAATCGCCA CCCTCTTTGCCAGCATTCTA 217

Ai03B33772 Araip.B03 33772 p3 (TCT)14 42 129797539 129797580 ACGCCATGACAACAAAAACA CCAACCCAACCAAAGAGAGA 180

Ai03B33773 Araip.B03 33773 p3 (TAT)6 18 129798575 129798592 AGGGGTGGTATTGGTTAGGG TCTTGTGCAACGTCATGTGAT 260

Ai03B33778 Araip.B03 33778 p2 (AG)7 14 129812248 129812261 ATTAACGCTCATAACCGCCA AAGCAGAAGCTGAGACGGAG 229

Ai03B33779 Araip.B03 33779 p3 (CTT)10 30 129812565 129812594 TGCCTTCACTCACTTCAACG CGCCAATTTGGTTCTGAAGT 170

Ai03B33783 Araip.B03 33783 p2 (TA)6 12 129831573 129831584 CGTAATTGATTTGATTGTGGTCA CACTCCAGACCTTAGGGACG 250

Ai03B33790 Araip.B03 33790 p2 (GA)6 12 129846670 129846681 CAAAGGAAGAACCCAAACCA TGGAAAGCAAAGACACAGCA 171

Ai03B33791 Araip.B03 33791 c (AG)6gagagagg(GAAAA)650 129846842 129846891 TGCTGTGTCTTTGCTTTCCA AGCAAATGTTGAACCGAACC 269

Ai03B33792 Araip.B03 33792 p3 (ATT)5 15 129847806 129847820 CGAGTGTGAGAAACGACAAAA ACAACAAACAGCATGCGAAA 251

Ai03B33793 Araip.B03 33793 c (A)11gtataaaaaaaagtaatgcaacaaaataactcccataaagaacat(A)1167 129857450 129857516 TGGCAGTTTCAAGAAGTAGCAA AAAAGCTCCAAACAAGCCCT 271

Ai03B33794 Araip.B03 33794 p2 (TC)6 12 129858635 129858646 CGCCCAAACATGCACTTAAT GGGAGACAGAGAGAGCCTGA 265

Ai03B33804 Araip.B03 33804 p3 (GAA)6 18 129879607 129879624 ACCAGAATCTCGCCAGAAGA CAGCTCCTTCGTTTCCTTTG 252

Ai03B33810 Araip.B03 33810 c (A)16gaaattttcatacataagttcttaattttctagtttgggccctccccttga(T)1077 129888247 129888323 TTCTGGAGATACGGTGGTCC GGGCGGAGCTAGAGGTTTTA 264

Ai03B33814 Araip.B03 33814 p3 (TTG)6 18 129903409 129903426 TGACAATTCCGTTACGTCCA CCACTGTTCTTCTCAACCCG 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B33815 Araip.B03 33815 p3 (AAT)5 15 129903765 129903779 CCATTCCTTTCTCTCCACCA GCCAACAATCTGGAAGCAAT 162

Ai03B33821 Araip.B03 33821 p2 (AT)7 14 129909696 129909709 GTGAGAAGATCGGAGGTGGA CCCTCCGACTCATCAACAGT 262

Ai03B33823 Araip.B03 33823 p2 (CT)8 16 129911741 129911756 CACAGATTTGAATCCTCGGG CAATCCCCTCCTCTTCCTTT 184

Ai03B33825 Araip.B03 33825 p2 (TG)6 12 129917815 129917826 ATAGTTGTCCATCCCCACCA AAGGCCATTGCCACTAAGAG 114

Ai03B33828 Araip.B03 33828 p3 (AAG)5 15 129922744 129922758 TCGGTGACGAAAACTGTGAA ACCAACCCCTACAAAACACG 251

Ai03B33829 Araip.B03 33829 p3 (TAT)10 30 129923231 129923260 CAAAGAACTAATCGGATAAACAAAAA TGCACCCTGCACCTTGTAAT 270

Ai03B33832 Araip.B03 33832 p2 (AT)11 22 129925190 129925211 ATCACTGATGGCAGCACTTG AAGGGATCTGATTCTATCTCCTAGT 273

Ai03B33833 Araip.B03 33833 p2 (AT)10 20 129941568 129941587 CCGCTCTGATACCAACTTGA ACCTTTGGCTGCTGTTGAAT 280

Ai03B33835 Araip.B03 33835 p2 (AT)7 14 129945791 129945804 TCGCGTGTTGAGTCAAAAGT AGCTTCGTTCTCCTGTCCCT 255

Ai03B33836 Araip.B03 33836 p2 (TA)6 12 129946105 129946116 GACACTGTCGGTGGGATCTT CGAAAAGGGAACTGCTCTTG 167

Ai03B33838 Araip.B03 33838 p3 (TAT)5 15 129952304 129952318 TTAATCAAATCCAAAACCAAAAA AACGCAACCTTGTGATTTGA 277

Ai03B33840 Araip.B03 33840 p3 (TCT)5 15 129954199 129954213 AGCAGCACCGACTTCTTTGT CGGTGACGAAACCTTGACTT 157

Ai03B33843 Araip.B03 33843 c (CTT)6cccttccccctttgtaagagcagaaacactctttttctc(T)1269 129959638 129959706 CCAAAATGGAGGCAGAGGTA TGGTTCTTAAGGTATAGGCCAAA 270

Ai03B33846 Araip.B03 33846 p3 (TAT)6 18 129963508 129963525 CACGTGATGAAATTGGAAATTG AAATCACAACAGCGCATCAG 185

Ai03B33848 Araip.B03 33848 p3 (AAT)12 36 129971959 129971994 TAATGGGCCAACTGCTTTTT TTGGCACAATAAATAGTGGGAT 272

Ai03B33850 Araip.B03 33850 c (AAT)13(A)11 50 129980838 129980887 TGTCGATCCCTCGTAAGTCC AAGTTGTTACTTTACCCACGTGAT 210

Ai03B33852 Araip.B03 33852 p3 (ACA)5 15 129983576 129983590 TTCACCTGACTGATTACCTATTATGC GGAAGATGGACAAAGGACGA 220

Ai03B33855 Araip.B03 33855 p2 (CT)6 12 129992442 129992453 CCACCAGATGACGGACTTTT TGACAAATTTGAAAGGCAGAAA 280

Ai03B33856 Araip.B03 33856 p2 (TA)7 14 129994583 129994596 ACTCGGCAAGTCGAGGACTA TCGTAGCTAGCAGCCATTAGG 257

Ai03B33859 Araip.B03 33859 p2 (TA)8 16 130002684 130002699 CAAAGATCTTCGGATGAAAAGAA TGGGAGCTAGATCAATGCAA 169

Ai03B33860 Araip.B03 33860 c (T)11gtcaggggccgggttgggg(T)1242 130003150 130003191 CCTCGTTGTCCTTTCGAAGT GCCCCTGACAATTACCTCAA 126

Ai03B33866 Araip.B03 33866 p2 (AT)7 14 130035137 130035150 TAAACGCATTGGCACAAAAA AACTCCGCAGGCTGTGACTA 148

Ai03B33868 Araip.B03 33868 p3 (ATT)7 21 130039705 130039725 TCAGCATGAGCAAACCTACG CCTTTGGCTCCTTTACACCA 153

Ai03B33883 Araip.B03 33883 p3 (TTA)14 42 130101775 130101816 CAGCCTTCACCCTTTGACA TCCAACTTTGGACAGCACAA 260

Ai03B33891 Araip.B03 33891 p2 (TA)8 16 130117872 130117887 GCCATTCAATCTCTCACGCT CATTTGTGGAGCAAATGAAGG 271

Ai03B33892 Araip.B03 33892 p2 (TA)7 14 130121565 130121578 GAGGGTAAACCAACCTTTGAC CAAGTTGAGTTTACGCACCG 279

Ai03B33900 Araip.B03 33900 c (CTT)5gctgcacgttcttcttcctcttactcttcttcttctccttttctttagtttcttgccttctctttctc(CTT)598 130137486 130137583 AAAACTAACGCTCAAAACGC GAGGAAGAAGAACGTGCAGC 212

Ai03B33902 Araip.B03 33902 p2 (GT)6 12 130138736 130138747 TTGAGAGGATGCAAAACGTG TCTTTTGCTTCTCAAAATGGG 256

Ai03B33908 Araip.B03 33908 p2 (CT)6 12 130147534 130147545 ACCATCTCCCTCCTCCACTT GTGTTGGGGGTTAGGGTTTT 136

Ai03B33910 Araip.B03 33910 c (GA)7aactaagaacacaaaatattttataacccaagaactaaaataataagaatagaatagggt(GA)1196 130153594 130153689 AGATCTGAGGAGCAAGTGGG TTGCAAGCACCAAACACTTC 232

Ai03B33914 Araip.B03 33914 p2 (GA)6 12 130158573 130158584 ACGATGGGAGAATGTTGGAG TCACCCTCTCCCTTGACATC 112

Ai03B33917 Araip.B03 33917 p3 (TCC)5 15 130161315 130161329 AACAACGTCCTCCACCTGTC GCAGAAGGAAAGCGATGAAG 163

Ai03B33918 Araip.B03 33918 p3 (TTA)6 18 130165015 130165032 AACTGCAAGCTGAACCCAAT AATCCCGTTTCAACATCCAA 217

Ai03B33919 Araip.B03 33919 c (A)15gaaaaaagaaaaaataagaaaaaaaaac(A)1255 130166226 130166280 CTCTGCCCTTACGTCTCCAG TGGGGTACTTTTGTCCCCTT 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B33928 Araip.B03 33928 p2 (TA)7 14 130178568 130178581 CCACACAGAGCTTTACGCTT GAGCGTTGCGCTTTTATTTC 161

Ai03B33929 Araip.B03 33929 c (T)10aactaaatattttgttatttcaaacgtttttatcaagagagagactaaattg(A)1072 130181651 130181722 TGGAGGTGTCCTCAATTAGGTT TGTGATCCCCAAACCTAGTATTTT 272

Ai03B33932 Araip.B03 33932 c (T)10ctttcttcttattttatcttctcataatttttttatttttattctcttagaaaaaataaatacataaaaaaaaggaaaaaggacaaac(A)10108 130195477 130195584 GCACAATTAAAAATTCTCATTTTCTTC TTTGCATCTTCTTTTTGAATTCTG 215

Ai03B33934 Araip.B03 33934 p3 (CAC)5 15 130197508 130197522 ACAACTGGAGAACGTGGAGG CCCCCAGTAACTCGAAACAA 190

Ai03B33935 Araip.B03 33935 p2 (CA)8 16 130200559 130200574 AATCCCATCATCTTGCCATC AAGCAGCGGCACTGATAGTT 190

Ai03B33939 Araip.B03 33939 p3 (GTT)5 15 130208133 130208147 CACATTTTTATTAGGTTTGACGGA TTTTAAAAGACGTTTCTATGTTTATCA 245

Ai03B33943 Araip.B03 33943 p3 (AGG)5 15 130227529 130227543 GTTTTCAGTTTCTCGCCGTC TGAGCTGCGTCTCCAACTAA 218

Ai03B33944 Araip.B03 33944 c (T)16aaatttaatttatttaaaggaatttttttcca(T)1058 130235391 130235448 GGACATTGGATTGGATCACC TGGATGAATCTAAAGCAAGCA 189

Ai03B33945 Araip.B03 33945 p3 (TAT)7 21 130236868 130236888 CAGGTTGCTGCAGTGTTTGT CTCCCTCCTCAACACTCTCG 149

Ai03B33946 Araip.B03 33946 p3 (ATT)5 15 130237737 130237751 CCGAGACCTCTAGGTGAGGA GCGTTGGAACAACAAATGAA 271

Ai03B33948 Araip.B03 33948 p2 (GA)17 34 130243609 130243642 GATGTGATCGAACAACCGTG TCCTAACCCACTTTCCATGC 168

Ai03B33949 Araip.B03 33949 p3 (TGG)7 21 130245611 130245631 CTCTGGATCCCCGTACTCAG TCACGCTAAACGACATCTGC 274

Ai03B33950 Araip.B03 33950 p5 (AAGAA)5 25 130246105 130246129 GTAGAAAGTGCCACGCCTTC TATGCCTTGCCTTTTCGTTT 269

Ai03B33951 Araip.B03 33951 c (ATG)6atcgtcgtagtagaagccggagccgatcggtggataggttctcttacattgattctttatctctctttgctgttattttgtcaccatgaagtgtg(T)17130 130248112 130248241 GCCAGCCCTGATTACAAGAG CAGGAGACATACTCCTGCGG 259

Ai03B33953 Araip.B03 33953 p2 (AG)7 14 130252902 130252915 GGCTTTGACAGGTCCAACAT TGTTAAACATTCTGCGTGCAA 119

Ai03B33955 Araip.B03 33955 c (T)11agatttttgcatgtttatttttatttggttttggatgtttcatatgataacttgaattaacattcctt(A)1190 130269515 130269604 TCTTTCTCCTAAGTTTCGGATGT TCACCACCGTCTATCGAGTC 280

Ai03B33963 Araip.B03 33963 p2 (CA)6 12 130295731 130295742 CCCATTTTGTCACCGATTCT CGCCTCTCTTCTGTTCTGCT 280

Ai03B33965 Araip.B03 33965 p2 (AT)9 18 130299723 130299740 TGCGCTGAGCATCATAGTTC GCAAACGTGACTTCTCTGCTT 276

Ai03B33966 Araip.B03 33966 p2 (TA)10 20 130301093 130301112 TCACCGTAACCACCAATGAA ACCCAAAACGTTGGAGACAA 232

Ai03B33967 Araip.B03 33967 c (TA)6atccggatggatctttcaaattggtccttattttagataggataagaatgatgaaagattgttcaacatttgaggaaataacgc(A)11107 130302563 130302669 CCAAACACACACTAAAACGTTAGG TGAAAGATGGCCTCTGTGTG 250

Ai03B33974 Araip.B03 33974 c (T)10(A)11caagaattc(A)1141 130320700 130320740 GTTGAAGGAGGTGGCATTGT GCCTCTAAACTTTGTAGCCAGG 258

Ai03B33977 Araip.B03 33977 c (AT)8gt(AG)11 40 130329699 130329738 AGGCAGCCGTTAAAGTGAAA AGAGAATTGGCGTTGATTGG 251

Ai03B33978 Araip.B03 33978 p2 (TC)7 14 130335639 130335652 TAATGAGTCAAGCCGTGTGC TATTTGCCGAGCTCCATCTT 264

Ai03B33980 Araip.B03 33980 p2 (AT)11 22 130341687 130341708 TGACAGGAGTTCGTTGCTTG GCTGCATTGGCAGATAGAGA 136

Ai03B33981 Araip.B03 33981 p3 (CTT)5 15 130350217 130350231 TCCAACACCAACAAAAACCA GGAGGACGAGAAGCAGAAGA 195

Ai03B33982 Araip.B03 33982 p3 (AGA)5 15 130351027 130351041 GCGAAGAAGGCAAAGAAGAA TGGGTTTGACCACTTCATCA 271

Ai03B33983 Araip.B03 33983 p2 (AT)7 14 130353552 130353565 CACCATGGCTTACACTGTCG TTTTCGGACTTTATGCTCGG 197

Ai03B33984 Araip.B03 33984 p3 (TAC)5 15 130355840 130355854 TTTGGTACCATCAACAACAAAAA TCCATGAAGTGGTCAAACGA 264

Ai03B33985 Araip.B03 33985 p2 (CT)18 36 130356162 130356197 TTTGCCTTTCATCCCTTGTC ATAGAGCTCAATGGCGTCGT 249

Ai03B33989 Araip.B03 33989 c (AG)9aa(AG)6 32 130362795 130362826 GAACTGGAAAGTGGAAACGG CGCCCAAATTTGAATTGAGT 258

Ai03B33995 Araip.B03 33995 p3 (ATT)5 15 130377398 130377412 TCTCACTCGCTCTCACTCTCA CATGATATATGAAGGTGATTGGTG 274

Ai03B34003 Araip.B03 34003 p2 (AT)6 12 130390115 130390126 ATCCCCAACATCAATCCTTG TCACCGAAAATGTTTGACCA 248

Ai03B34004 Araip.B03 34004 p2 (TA)10 20 130394646 130394665 CCCAAAAGAAACCCAAAAGA GGCTATTGTCAATTTCTCAGCA 278

Ai03B34005 Araip.B03 34005 p2 (AG)6 12 130395230 130395241 AGAACCCAAGTGGGGGTAAC AGCCACTGTGTGGAACATGA 254
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Ai03B34006 Araip.B03 34006 p2 (TA)6 12 130395925 130395936 CGATCCAATCCCACAGTTTT CCGCAGAACAAAAGGTTAGG 277

Ai03B34008 Araip.B03 34008 p3 (ATG)14 42 130399058 130399099 CAATTTTCGGAGAAGGTGGA TGTATCTCTGGCCCCAAAAC 275

Ai03B34009 Araip.B03 34009 p3 (AGG)5 15 130407918 130407932 AGGAGAAAACACGCGAAGAA TTCATGCGGGTCTAGTAGGG 279

Ai03B34021 Araip.B03 34021 c (TA)7tttatttgatacac(T)1038 130430783 130430820 CATCCTTCCTTGCTCTCCAA TCAAAATTCCATTCGGGTTT 279

Ai03B34022 Araip.B03 34022 c (T)10c(T)11 22 130431166 130431187 TGGTCCGTGACACCTCAATA TGCTCAAATGACAGAAACCG 213

Ai03B34037 Araip.B03 34037 p3 (AAG)5 15 130464835 130464849 GAAAGAGAAGGCAAGAAACGAA TTCTCCACGTACAAGCGTTCT 168

Ai03B34038 Araip.B03 34038 p5 (AATAA)5 25 130467911 130467935 CCGAGGTCATTCTCGTCATT CCACGGAACAGGAAGAAAGA 222

Ai03B34042 Araip.B03 34042 p2 (AC)8 16 130481436 130481451 TTTGTTGGTGCTGATGGTGT AGGCACACATAACTGCCATAA 219

Ai03B34045 Araip.B03 34045 p2 (AC)8 16 130483673 130483688 TTTGTTGGTGCTGATGGTGT AGGCACACATAACTGCCATAA 219

Ai03B34047 Araip.B03 34047 p4 (TTAT)6 24 130485353 130485376 TGCTTTAGCGTGCTTCCTTT TGGAATGTTCTGTTCCACCA 246

Ai03B34050 Araip.B03 34050 p3 (AAC)5 15 130493607 130493621 GGTTTGGCCCAACTTGTATG ATAGAGCTCAATGGCGTCGT 251

Ai03B34052 Araip.B03 34052 p3 (CAC)9 27 130497616 130497642 CCGGCATCTTTATCTCCACT TTGATTTGGCTTTGTGCTTG 227

Ai03B34053 Araip.B03 34053 c (T)10cgagaaagacaaaaaaaagaaggattttttatgttgtttaaattttagatataaaatt(A)1179 130498383 130498461 GCTCCCTCCAAATGCTCTTT GGTACCCACCCCACTTTCTT 279

Ai03B34059 Araip.B03 34059 p2 (TG)10 20 130519669 130519688 CTACCTTGCCACCCTGATGT CCATTGGCAGTGACCCTATT 236

Ai03B34060 Araip.B03 34060 p3 (ATT)8 24 130520030 130520053 AGCCCCTCATGGTAACAGAA CACCAAAACCAGGAAGGAAA 220

Ai03B34061 Araip.B03 34061 c (T)15gttattgcatactttcattcctgcttaggaaagcatcaagtcatgtgtgatgcaagcattcgcatgctctcaaa(CAC)7tatattatatatcacatatgcataatgcattttatatt(TAA)10178 130520976 130521153 TGTGTCGCAATGCTAAGGAC GCATAATGGACTGGTATGGCA 267

Ai03B34062 Araip.B03 34062 p2 (TA)6 12 130521475 130521486 CACCAACAAAACCAAATCACA TGTTAGTGGTGTGAGATTCCC 181

Ai03B34064 Araip.B03 34064 c (T)10aaaat(A)10 25 130531437 130531461 GCAGCAACACCATGAATCAC GCCATTAGAACCAAGGCTCA 209

Ai03B34066 Araip.B03 34066 p3 (TAA)5 15 130532636 130532650 CCACTCAACCAACCCAAGTT TCGGCTTGAATCAATATCCA 275

Ai03B34069 Araip.B03 34069 p2 (TA)9 18 130535391 130535408 TTTTATGACAGGTGGGCCAT GGGAGAGAGGGAGAGTCAGG 175

Ai03B34070 Araip.B03 34070 c (T)12gcacaggggcctcgttgtcctttcgaagtaattgtcagggccggattggg(T)12gttaggggccgggttgggg(T)15108 130535839 130535946 TTGGGACTGATTAGCCCTTG CGTCTTGGGTGTTGGAAAAT 253

Ai03B34072 Araip.B03 34072 p2 (TA)8 16 130541531 130541546 TTGCGGAGCTTATCGAGATT ACACAGAGCCCCACAAATTC 237

Ai03B34080 Araip.B03 34080 p2 (CT)11 22 130573979 130574000 TTCTCAATTTGCTTGGACCC AGGCAAGTCCTGATGTTTGG 260

Ai03B34089 Araip.B03 34089 p2 (AT)6 12 130581274 130581285 TGTGACCCATTGATGCTTTG TCAGGGTTTCCATCTGTTCC 255

Ai03B34091 Araip.B03 34091 p2 (AC)6 12 130587369 130587380 CGTGGAATATGGGAGGGTAG GAATGGGGGAAGAATACCGT 160

Ai03B34093 Araip.B03 34093 p3 (CAA)6 18 130594518 130594535 TGGAGAGGTCGATTTTTGTTC TGGCATGGAATGATGTTTTT 175

Ai03B34094 Araip.B03 34094 p3 (CAT)5 15 130596704 130596718 ACCAAAGGAATGACTGCACC CATGGCACTGGGTGAATATG 195

Ai03B34097 Araip.B03 34097 c (TGA)5tgtaaccatattcctttttaggatttcatattttatatactaaatc(T)1980 130607009 130607088 TGGCTTCAGAGGCAGGTAGT AAATTTGGGGTTGTCCAATCT 175

Ai03B34098 Araip.B03 34098 p2 (AT)8 16 130607511 130607526 TGTGACAATGTAGAGGCCCA TTAGAAGTGGGACGTGGGAG 199

Ai03B34099 Araip.B03 34099 p3 (AAG)6 18 130608821 130608838 GAGGAGGATGAGAAATGCGA ACGGAAATGTTTGGAAAACG 219

Ai03B34100 Araip.B03 34100 p2 (TA)6 12 130609893 130609904 ATGCATACGGTGTCGTTTGA CTGACACAGCGCATCGTAGT 257

Ai03B34101 Araip.B03 34101 p2 (AT)7 14 130612575 130612588 TGTGCTCGCTTGCAATAGTC TGACCTCTTACATTTGGGACG 245

Ai03B34103 Araip.B03 34103 p3 (CAA)5 15 130613302 130613316 GCAACAGCAACATATTTTCAGC AGCGGTCAGAGGTTGATGAC 268

Ai03B34107 Araip.B03 34107 p3 (TAA)5 15 130615016 130615030 ATCATCCTTCCCCCAGCTAC TGGTTGTGATGCATGCTTTT 190
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Ai03B34111 Araip.B03 34111 p2 (CT)7 14 130617653 130617666 AAAACCCAAGAAGCAACCCT CTTTTGATCAACGGGTTCGT 236

Ai03B34114 Araip.B03 34114 p2 (TA)6 12 130621515 130621526 GCCATAATTTTCCGGTGTGT TGGCATAGTTATTTTCGTACTCACTT 273

Ai03B34116 Araip.B03 34116 c (A)15ctaatactcataaatcataatacaaaccatccctttgaccctttggctttg(A)1076 130629192 130629267 TACAGATACGGGATAGGGCG ACTCCTTTGGTGACACGAGG 278

Ai03B34118 Araip.B03 34118 p2 (TA)6 12 130631787 130631798 CCGAAACTTTCCTTTTATGGG AAAGGCTGGTCATGCAAATC 240

Ai03B34119 Araip.B03 34119 p2 (AT)6 12 130634814 130634825 TGAGTTGGAACAGGTTGTGG TGTAGATGGTGAAGTCCTTTGG 260

Ai03B34120 Araip.B03 34120 c (A)11t(GA)7 26 130642972 130642997 AAGCAGGATATCATGGGCAG GCTCAGAAGGCACTTATGTTGA 214

Ai03B34121 Araip.B03 34121 p2 (CA)6 12 130644917 130644928 AGATTGCGCTGGGAAATAAA GGAGGTGGGTGAAGATTCCT 250

Ai03B34122 Araip.B03 34122 p4 (AATG)5 20 130645697 130645716 TGGGGACCAAGATTGAAAAG GCCACCATAACCCCATTCTT 271

Ai03B34132 Araip.B03 34132 p2 (AT)14 28 130665991 130666018 CTGCCTTACCTTGTGGCATT ATGGTCAACCACTGCAATCA 278

Ai03B34133 Araip.B03 34133 p2 (TA)6 12 130666343 130666354 ACTACACGGTTCCCTTCGTG TGAAGGGCATAAACTCCACA 243

Ai03B34135 Araip.B03 34135 p3 (TTA)15 45 130666744 130666788 CCCGCAACCTTTTAATTGAG CCACATTTGGTATCTGCACAA 279

Ai03B34136 Araip.B03 34136 p3 (AAT)5 15 130667050 130667064 TGCGCTGGGAGTAGTACAGA TCGATGTCACGCACATTTTT 264

Ai03B34138 Araip.B03 34138 p2 (TC)6 12 130668584 130668595 TGCAAAGTCGTTACCGTCAG AGGAGTGACCAAACGTGGAG 141

Ai03B34139 Araip.B03 34139 p2 (AT)6 12 130688100 130688111 CACTGTCAAGACCTCCACCA GCCCGGTTATTGAGTGAAGA 136

Ai03B34140 Araip.B03 34140 p3 (GAA)7 21 130689307 130689327 TAGAAGAAGCAGCAGCAGCA TCGCAATGCTTCCTTACTCA 261

Ai03B34141 Araip.B03 34141 c (T)13ctcacaattcaatttgaagcatttaaaacaataaacatttcttaatttc(A)1274 130699763 130699836 TAACTCTTCACCACCCCCAG ATTGGCAATGCCTCAAGACT 226

Ai03B34143 Araip.B03 34143 p2 (AG)7 14 130700268 130700281 AGTGGACAAGGATCCAGCAG CCTCAAGGATTTCAAGGCAA 205

Ai03B34146 Araip.B03 34146 p3 (GAA)8 24 130708330 130708353 TCAGGGGTCCAATAATAGCG CTCTTGTTCTTCCTCGTCGG 120

Ai03B34149 Araip.B03 34149 p3 (ATG)6 18 130711120 130711137 AACATCATCAACTTGGCAAAAA CGCTTGTCGTCGTTTCTTCT 255

Ai03B34152 Araip.B03 34152 p2 (AT)8 16 130736947 130736962 CCCTAAATTGGACCCACTGA AAAATTTGGCCAACAAGTCG 212

Ai03B34154 Araip.B03 34154 c (A)10tatt(A)11 25 130743400 130743424 TGAAGAATGTTAGGAATTAGGATGC ATGTTAGCGCTTGCTTGGTT 259

Ai03B34155 Araip.B03 34155 p2 (TC)7 14 130746203 130746216 TGTGGAAAATATTTGGGATGC CGGGGTGTCTTCACATATCC 264

Ai03B34157 Araip.B03 34157 p3 (TTA)10 30 130748179 130748208 TTGAAATCTCGGTCCAAAGG TCCTAATTGATTTCAATATCACCTCA 198

Ai03B34159 Araip.B03 34159 p3 (TTA)6 18 130754903 130754920 TGAAGGACTTGAAAGGACTCG TGTTGAGGGCCACATTGTAA 260

Ai03B34160 Araip.B03 34160 p2 (TA)7 14 130759011 130759024 ATGTTTTTGGTAGCATTAAAACAA GAGTGAATTGAAAGATAGCCCAA 236

Ai03B34161 Araip.B03 34161 p2 (TA)7 14 130763947 130763960 ACAATTCAGCTCTGGTTGGC GGGGAGCAATTGAGTCAAAG 128

Ai03B34164 Araip.B03 34164 p3 (ATT)5 15 130768954 130768968 TCCCCTTCAAATTTCCACAA AAGGGATTTCTGTGCCTCCT 276

Ai03B34166 Araip.B03 34166 p3 (TGC)8 24 130772232 130772255 CTTTTCAGACCCAGAGCAGG TTGGTGCTATGCTGCTGTTC 262

Ai03B34169 Araip.B03 34169 p4 (AAAT)5 20 130783787 130783806 AAGACCAAGTTGTGCATTAACTCTT CATAGCTAAGCCTCACGCCT 272

Ai03B34170 Araip.B03 34170 p4 (TAAA)5 20 130824310 130824329 ACCCAAACCAATCCATGAAC TTCGGATAATTGGATACCCG 263

Ai03B34176 Araip.B03 34176 p2 (AG)8 16 130833109 130833124 TGGCCTCTAGACTTTTTCTCG CTTTGCCCCCACACAGTAAT 246

Ai03B34177 Araip.B03 34177 p2 (AT)9 18 130833400 130833417 ATTACTGTGTGGGGGCAAAG TATCTCCAGCACCCCAAGTC 261

Ai03B34178 Araip.B03 34178 p3 (AGC)5 15 130835865 130835879 AATAATGGAGCATGGCGAAG TCCAGTTGTTGGCAGTAGTCC 206

Ai03B34179 Araip.B03 34179 p2 (TA)6 12 130841959 130841970 TTCTTTTGTTGGACCTTGGTG TGCAATTCTCTCTCTCTTTACTTTTT 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B34180 Araip.B03 34180 p2 (TA)8 16 130847059 130847074 TCTCGTGCTGATAACGTGTTG TTCTCTCTCCCTTTATACACATAGCA 280

Ai03B34182 Araip.B03 34182 p2 (AG)8 16 130849640 130849655 ACAGCCAAGCACATTCCTCT TGATGTTCTTTCTGGCGTTG 220

Ai03B34184 Araip.B03 34184 p3 (GCC)6 18 130855031 130855048 CAATGCCATCCTCTCATCCT ATGGTCTCACCCGTACCAAG 188

Ai03B34186 Araip.B03 34186 p3 (ATT)16 48 130856744 130856791 CGAGTTTGAGAAACGACAAAA GCTTCGTAAACACAAACCCAA 269

Ai03B34193 Araip.B03 34193 p3 (ATT)7 21 130880764 130880784 CGAGTGTGAGAAACGACAAAA AAGCAGTGGTAGAGCTTCGC 255

Ai03B34201 Araip.B03 34201 p2 (TA)11 22 130900124 130900145 GGCTCATAATTAAGCAGTAATTTCAA AAAATTTAACTCACCATAAATCTTGTT 277

Ai03B34203 Araip.B03 34203 p3 (ACG)5 15 130903137 130903151 GAAAGTGATGGCGGTTTTGT CCTCCTTCAGTCCTCGAACA 143

Ai03B34204 Araip.B03 34204 c (A)12gaagagagaatgg(A)1035 130904619 130904653 GCAAGGAAGAACAGAGGGAA TCCATGCACAGTTAAGGTTCTTT 169

Ai03B34209 Araip.B03 34209 c (A)11tatttcttatttaattaagtaattaa(T)1350 130919413 130919462 AATGGGTCTGCTTTGACCTG TTGCATCAAATTATTCTGTTTCC 263

Ai03B34214 Araip.B03 34214 p3 (TTA)6 18 130930394 130930411 AGAGCAAGTTCCCCCACTTT GTGGAATTTGAGGCTGAGGA 265

Ai03B34215 Araip.B03 34215 p3 (GAT)5 15 130931601 130931615 GCAAGCCAAGGCTAGAGGTA AAGAGGAGGAGCTGTCCCAT 265

Ai03B34219 Araip.B03 34219 p2 (TA)12 24 130934790 130934813 GCACACGAAAAATTTATCATACTAGG CCTATCAATGATGAATTGAAAAAGTC 250

Ai03B34220 Araip.B03 34220 c (A)11gtataagaacataattaaaaatttgtgaaactatannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttttttaaaaaaccaaac(A)16126 130936735 130936860 TGGTACAAGGACCTAAATAAAAGAAAA GTCATCCCATTGTGGTCAAA 278

Ai03B34222 Araip.B03 34222 c (AC)8ag(AC)7 32 130941395 130941426 AGAGTGAGGCAGAGGCGTAA GAGAGAGAGGTACCCACCCC 149

Ai03B34224 Araip.B03 34224 p3 (CTC)5 15 130953674 130953688 AGCGCGCTACTCACCATTAT TGAAGATGAAACACGCGAAG 160

Ai03B34228 Araip.B03 34228 p3 (AAT)5 15 130971965 130971979 GCATGCCTTATACGTCGTCA GGAGGGTCTTCCACCATGTA 280

Ai03B34229 Araip.B03 34229 p3 (TGA)6 18 130972237 130972254 TTTTGGTGGTAGCAGCAGTG TGTGTTGTCCACCAAGCAAT 211

Ai03B34230 Araip.B03 34230 p2 (TA)8 16 130973940 130973955 TCAGCCACTAAAGCCAGTCA CCCTGAGGAAGATGTTGTGG 205

Ai03B34231 Araip.B03 34231 c (T)12gttgacatgatcttttgtatttattattttggat(A)1157 130976105 130976161 AAGCAAAGCTCGAATTGCATA TGTCATGCTTGGTCCAAATG 278

Ai03B34232 Araip.B03 34232 p3 (CTC)5 15 130982483 130982497 ATCTGGTGGTGTTAGGACGG TGGTGAGGTAGTGCCAAACA 263

Ai03B34235 Araip.B03 34235 c (T)16atcagaaatagaaaaatttaaaatacgaataaattattctatttgagtattaacttattgacatattttttctccataatttggtatga(T)10115 130997878 130997992 TGCCATTTTTGGCTATGTTTC TCATGAACAAGACGTGACACAA 237

Ai03B34240 Araip.B03 34240 c (GAT)5gaaa(AAG)637 131008955 131008991 TGAATGTAAGTTCATCCTCTTTTCA TCAAAACTCTTCTTCTCTCTCTCCTC 232

Ai03B34246 Araip.B03 34246 p3 (TTG)14 42 131054530 131054571 TCGACCCCACCTAGTAGGAC AACATCGTCAAAGCAATACGTT 250

Ai03B34250 Araip.B03 34250 p2 (TA)10 20 131060136 131060155 CACCCACGGTCTCTCTCTTT TCCAGACAATGGACCTAAGTTG 280

Ai03B34253 Araip.B03 34253 p3 (AAT)5 15 131067564 131067578 CCCAATCCCGAAACCTTTAT CATGCATGTCCAGTTTTATTGA 207

Ai03B34258 Araip.B03 34258 p3 (CGG)5 15 131094008 131094022 GAGCGTTTCTTTGAACGAGG CAAGTCTTTTTCTCCGCCTG 132

Ai03B34263 Araip.B03 34263 p3 (ATG)6 18 131103096 131103113 CCTTCGTCTGGTCACCCTTA ACAGACTTTGCACCATGCAC 214

Ai03B34265 Araip.B03 34265 p3 (GAA)6 18 131106573 131106590 TGAAGATGAAACACGCGAAG ACTCAACCATTTCCAAAGCG 162

Ai03B34267 Araip.B03 34267 p3 (TTA)13 39 131107538 131107576 ATATTGCTCCCATCCCCATT TGGCAATAATTTGGCTTGTT 255

Ai03B34270 Araip.B03 34270 p3 (ATT)5 15 131120721 131120735 TAGGTGCTTCATCTTTGGGG TCAAGGACGAACCTCTCTTTTT 246

Ai03B34273 Araip.B03 34273 p3 (TCT)5 15 131130519 131130533 AACTAAGTTCCGCCACTGGA GTGATGGTGATGGTGATGGA 202

Ai03B34274 Araip.B03 34274 p2 (AT)6 12 131134833 131134844 GCATGCCAAAAGTTTGGATTAT AGACAGGTGGACACAACACG 191

Ai03B34275 Araip.B03 34275 p2 (CA)26 52 131143764 131143815 CATCAAGGTAGATCGTGAGTGTAA CCCCTTTCAGCCTCTCTTTC 238

Ai03B34276 Araip.B03 34276 c (A)10gaagaagaagaggaagaggaagcacggaga(AAG)5aaaaaaggcacaaaaaaaaacgtgtcgatctctttctg(T)10103 131153520 131153622 GCGTGTTTCACCTTCGTTTT TCGTTCGGGTGTATTTCTGA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B34280 Araip.B03 34280 p2 (TA)7 14 131170703 131170716 AAGGATCGCTTTGTCTTTCG CCTAAGGCTCTGATTGATTGTG 159

Ai03B34282 Araip.B03 34282 p2 (CT)10 20 131182451 131182470 TTCTGACAATGGGTATGGCA AATCGCATATGGGGTATCCA 222

Ai03B34284 Araip.B03 34284 p4 (AAGA)6 24 131188845 131188868 CGCTCATTTTCAAGAAACGC ATGCTTCGTATGCTGGAACC 260

Ai03B34285 Araip.B03 34285 p3 (GAA)13 39 131189196 131189234 GGTTCCAGCATACGAAGCAT CTAACGGCCCAAGTAACCAA 259

Ai03B34292 Araip.B03 34292 p2 (AC)9 18 131212153 131212170 CCGACATCAAACACTTCCCT GGAGCAGGTTCATCCAACAT 242

Ai03B34295 Araip.B03 34295 p2 (TA)6 12 131216248 131216259 GCAGATATACCTGGACCGGA AAAGCGTCAATGCAATTTTT 243

Ai03B34296 Araip.B03 34296 p2 (TG)6 12 131217111 131217122 TCCTAATCTTACTTTCAGGACAGAGA CCATGGCCAAATAAATTTCATAA 234

Ai03B34298 Araip.B03 34298 p2 (AT)9 18 131218772 131218789 TGGACGAACACAAGAGTTGC CTCCCTTCCATGTTCCTCAA 268

Ai03B34299 Araip.B03 34299 c (GAT)5tgagaagaagaagagag(TTA)547 131218911 131218957 TCGGATCTTATGAACTCTCTTTCA CCAACAATTACGACTACGACCA 276

Ai03B34300 Araip.B03 34300 p3 (TGA)6 18 131219973 131219990 GGCATTCAGTGAAGCTCATGT TCACACACACACACACAGGC 263

Ai03B34301 Araip.B03 34301 p2 (TG)8 16 131220173 131220188 GCTTCATCAGACATGAAGAACAA TCAAACCCCAAGACTTTCCA 222

Ai03B34302 Araip.B03 34302 c (T)10c(T)13 24 131222767 131222790 CCATTTTTATCATTCTTCGTCTCA TGGCCAGAAACGAATTTAAGA 259

Ai03B34303 Araip.B03 34303 p3 (TAT)5 15 131225566 131225580 GAGAATGGTATGCGAACTTGC GAATTTCAAAATCACTAAATATGTCAA 259

Ai03B34306 Araip.B03 34306 p3 (ATT)5 15 131229331 131229345 CGTTGTACAAATATTTCATTGACTCC TCAAACGCATGATTTTTAAGTGA 202

Ai03B34309 Araip.B03 34309 p2 (GA)6 12 131234820 131234831 GATTCGACGTACTCGACGGT CTTCCCCCTCTCTCTTGCTT 215

Ai03B34311 Araip.B03 34311 p2 (AT)7 14 131238224 131238237 CAAGAAATAAAGTCCCGCCA GGAACTTGGGCATGATATAGGA 270

Ai03B34313 Araip.B03 34313 p3 (AAG)7 21 131239281 131239301 TGAAGAACTTGAACTTGAACTCAAAC CACCTAACAAAAACCTGCCC 198

Ai03B34314 Araip.B03 34314 p4 (ATAG)6 24 131240140 131240163 ACACGATCATTTAGGCCGTC TAATGCCCTTTCGAAACCAG 106

Ai03B34316 Araip.B03 34316 p2 (AT)6 12 131248210 131248221 CAAAAATGTGGTCATTCCCAA AGGAACACTGGTACGGTTCG 210

Ai03B34320 Araip.B03 34320 p2 (GA)6 12 131253652 131253663 ATCGTGTGAATGCAGAGCAG CCTTACGTCAACACCGTCCT 205

Ai03B34323 Araip.B03 34323 c (A)23cactcatcaccaaggctaacatttgcgattataatagaacaagtgtccctata(T)1086 131256497 131256582 ACCTGCAAAGAAATGCGTCT GCCTTGGTCTATTGGCATGT 250

Ai03B34326 Araip.B03 34326 p4 (AAGA)7 28 131263620 131263647 GCCCGTTTTCCTATTCCATT TGCTACTTCCTGTGGCTGTG 205

Ai03B34327 Araip.B03 34327 p3 (AAG)6 18 131264045 131264062 CAAGCAAGTCAACCCCAAAT CTTCCTCTCTTGCTGCTGCT 118

Ai03B34328 Araip.B03 34328 c (AAG)22(ATG)19123 131271231 131271353 TGTTGAAGATGATGATAACGAAAGA TATACACGCGCACACGTTTT 195

Ai03B34330 Araip.B03 34330 c (T)13ggtagtcaaatttctaacctgtgttagattattggtatttggtagtaagcaatgagctttgga(T)1187 131278153 131278239 TCCGTCGGAGATTGTTCTTT CCTCCAAGAACTAAATCTACTCCAA 280

Ai03B34332 Araip.B03 34332 c (TTC)5ctcttcc(TCT)537 131279374 131279410 TCTGCATACAAGTCATTAGGGC GAGGAAGAAAAACGTGCAGC 182

Ai03B34333 Araip.B03 34333 p3 (CTT)5 15 131279612 131279626 TTCGTTTCTTGCCTTCTCTTTC GAGGAAGAAGAACGTGCAGC 231

Ai03B34336 Araip.B03 34336 p2 (AT)8 16 131282825 131282840 TCGGCTCTAAGAGAAGCTGG GCTGGCCCATATTTCATTTG 165

Ai03B34339 Araip.B03 34339 p2 (CT)6 12 131297091 131297102 CACGCTCTGCCATTGAACTA GACGTGGAAATGCGAAAGTC 138

Ai03B34340 Araip.B03 34340 c (CT)9(CA)6 30 131299185 131299214 GGAGAGAGGCAGAGAGCAGA CGTTGCAATGACGAGTCTGT 211

Ai03B34342 Araip.B03 34342 p2 (TA)7 14 131309436 131309449 GGTTGAGAGGAACCTCGTTG GACTCGTAAAGCTAAGGCCG 240

Ai03B34344 Araip.B03 34344 p3 (CAT)10 30 131314211 131314240 ACCTCAAGCCTCTCAACGAA ATAAAGCGTGGTTTTGCAGG 206

Ai03B34346 Araip.B03 34346 c (T)14ggtatttccaagtgaaatcttttacctaccaaacttctgttctgtacttctaagctctaactctttttctcgttttgtactgc(T)10107 131321115 131321221 GCCCAATAATTCAAGTCACCA GTGGTGTTGTTTTGTCACGC 234

Ai03B34354 Araip.B03 34354 p3 (AAT)9 27 131353735 131353761 GAGCAGCCGTCGAAGTAGAG CCCAACTGCATTTGATGGTT 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B34357 Araip.B03 34357 p3 (GAA)5 15 131357800 131357814 CGATGGAGTGGGAAAGAAGA CGACGCCAGTGTAAGTACGA 216

Ai03B34358 Araip.B03 34358 p2 (AG)6 12 131358267 131358278 GATCTGGCATTCTGGCTCTC CGGGTATCCATACAATTGGG 256

Ai03B34362 Araip.B03 34362 p3 (ATT)5 15 131377416 131377430 CAAGGGAATTACACATGGGC TGAATTATTGGGACCCCTCC 244

Ai03B34371 Araip.B03 34371 p2 (TA)8 16 131411058 131411073 TTGCATAATTGAACCTTCTCTTTTT TCTGCTCTACATCCGCATATC 278

Ai03B34373 Araip.B03 34373 p3 (ATT)5 15 131428170 131428184 TGACCATATTTGCAGAAATAAAAGA ATGATTGAGGTGCAAAAGCC 229

Ai03B34382 Araip.B03 34382 p2 (CT)6 12 131441513 131441524 ACCCATTCTGATCCAATCCA GGTTTATGAAGGAGGGGAGG 180

Ai03B34384 Araip.B03 34384 p2 (GA)6 12 131447882 131447893 TAAGCACCACTTGTCCAGCA CTACGATTACGCCTCCCTGA 268

Ai03B34385 Araip.B03 34385 p3 (TCA)5 15 131449189 131449203 AAGCTTTTGCCGATATCCAA ACACTTGGGTTTCCCTTTGC 185

Ai03B34386 Araip.B03 34386 c (GA)6gcgcaagcgagagagagaaggttgtgtttgtgtggagaaaagacgcgttgctcttctcctc(T)1285 131451820 131451904 GCTGAAAAATGTGAAAATCTCG AACATCGAGAAAACTCAACATGTAA 265

Ai03B34391 Araip.B03 34391 c (T)12ggtgagttatgaaagatgagcgta(T)1147 131462485 131462531 CATATTTCTTTTGGTTTGATTTACAA CAACGCAAATTCAAATATCAAGATTA 255

Ai03B34396 Araip.B03 34396 p2 (AT)6 12 131468622 131468633 GCAACATACTTGCACTATTCGG GACAAAATCACAGACTGGCG 263

Ai03B34398 Araip.B03 34398 c (T)11actattctttgaaaagaagacgaaattattctttgtagactaagattacataa(T)1074 131470411 131470484 CAGGCGCAATAATGGAGAAC TGGTAAATGTGTAACATGTGGGA 273

Ai03B34400 Araip.B03 34400 p2 (TA)10 20 131472662 131472681 CCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 278

Ai03B34401 Araip.B03 34401 p3 (TCA)6 18 131473787 131473804 CCCCATGAATGTGATGTGTG GGAGCTTTGAATGGAGGACA 216

Ai03B34406 Araip.B03 34406 c* (T)10(TTA)6* 26 131483926 131483951 TTCCGAATTAGCCTGCGATA TTCAGGCTTCAAGTGTGTGAA 240

Ai03B34407 Araip.B03 34407 p3 (GCT)6 18 131487378 131487395 ATACCATAGCTGATGGCCGA CTAAGGCCCAAGTCCATCAA 186

Ai03B34409 Araip.B03 34409 p3 (GCT)6 18 131508903 131508920 ATACCATAGCTGATGGCCGA CTAAGGCCCAAGTCCATCAA 186

Ai03B34416 Araip.B03 34416 p2 (CA)6 12 131535557 131535568 CAAACTCAACCCAAAACCAAA GGAAGCATGCCGCTTTATAC 279

Ai03B34419 Araip.B03 34419 c (T)11gtttttgtgtttaagttacgggtatcatgcaccttagattttgatttatgctaaga(T)1481 131540046 131540126 ATCATGGGTTCGACTCTCGT CGGGGACTGATTTGGGTAAT 246

Ai03B34420 Araip.B03 34420 c (TTA)18ttgagtgac(TA)675 131540491 131540565 CCCCCGTCCAAAAATAAAAT CCCCCGTCCAAAAATAAAAT 250

Ai03B34422 Araip.B03 34422 p2 (TA)6 12 131550313 131550324 TCACCAATGCATGTCCACTT GGCTTCAATTTCAACCTCCA 250

Ai03B34428 Araip.B03 34428 p3 (AAG)6 18 131561468 131561485 TAGCCTCCGTCATCTTTGCT CATCACTGACCACACGAACC 124

Ai03B34429 Araip.B03 34429 c (A)11gagaggctaaactcaaatgaaaaatttccagacaagcacatcagtaattattagttgtacttatcgtattgacg(A)15100 131561635 131561734 CCGGGTTTGTGCTTATTCCT CTCCCGCTCTCTTCTTCTCC 277

Ai03B34432 Araip.B03 34432 c (T)10aaaaaatttacaaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnacatgtcccatttgaggattttgaa(T)1097 131569330 131569426 ATTGGAGTGCGACTGGTGTT TTGAGGGTCAGATTTTAGGTAGA 279

Ai03B34433 Araip.B03 34433 p2 (AT)63 126 131585144 131585269 CGGTTTGCTAAACCTTTGGA CGGGAATGGTACCCTATTGA 220

Ai03B34434 Araip.B03 34434 p2 (TA)11 22 131589312 131589333 TCCAAGCAATTGAAAACTGAAA CGGCTATGTACCGCAAGTGT 273

Ai03B34435 Araip.B03 34435 p3 (TTG)5 15 131590317 131590331 CGTTTGATTCATGTAGCCGA GGGAAGCCTATCGTGTTTGA 240

Ai03B34437 Araip.B03 34437 p2 (AT)6 12 131597068 131597079 TGCATAAATTTGATGTAACAATGG AAGATGGTGGAAATAGTCATGAAA 152

Ai03B34447 Araip.B03 34447 p3 (AAG)5 15 131610574 131610588 TTAGGCCTTGAAGTAGGAGCC CCAACACCAGCATCATCATC 220

Ai03B34449 Araip.B03 34449 p3 (ACA)5 15 131613068 131613082 CAACCAAAATCTATCACATGACAC ATTTGATCCATGCAACCGA 266

Ai03B34452 Araip.B03 34452 p2 (AT)10 20 131614291 131614310 GATCAGAAACTGGGTTGGGA TGGAGTTGGTTAATTGTTGAGG 198

Ai03B34453 Araip.B03 34453 p3 (ATA)5 15 131614744 131614758 TCGGATTTTGTTCTGGAAGG GTCGTTTTCAGGCTCGTCTC 280

Ai03B34454 Araip.B03 34454 p3 (GAC)5 15 131615117 131615131 GAGACGAGCCTGAAAACGAC ATGGTGGTGGGAATTAGCAG 188

Ai03B34455 Araip.B03 34455 p2 (GA)6 12 131615280 131615291 ACGATCCCTTCTTGCTGCTA ACAACCTCCGCTTCCTCTCT 185
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Ai03B34456 Araip.B03 34456 p3 (AAT)5 15 131623444 131623458 ACACGGATCAATCTCCAACA AAATGCGTGAATTGCCCTAA 240

Ai03B34457 Araip.B03 34457 p2 (AC)6 12 131623753 131623764 TCGAATTACACACACGCACA CGGTTGATTAGTTGCGGTTC 178

Ai03B34458 Araip.B03 34458 p2 (GT)6 12 131624539 131624550 GCTCGAGATATGGCGAAGAG AATTTTAAAGGTTTGGCCCG 210

Ai03B34459 Araip.B03 34459 c (T)12aatcctaaatggattaaaaaaaatcaacctattattcacgttgttcaaattttttattgtttatctaacgaaattt(TTA)5103 131627965 131628067 GTGATGGTTGGAGATGGTGA GATTTTGGATTCACCCTAGCA 266

Ai03B34466 Araip.B03 34466 c (T)10ctaagtcaactacaaattggctcggaactacctcacatcaaattcatgtttgttaattgttaccctcttttagttaacacagttgtctctt(A)10111 131644906 131645016 ATCCGCATGTTATTGGTGCT CACTTGTTTTTGTGGTTGGG 278

Ai03B34472 Araip.B03 34472 p2 (TA)6 12 131659052 131659063 CCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 270

Ai03B34477 Araip.B03 34477 c (CT)6tacatggccgatgaaccaatgcccactcgctggtccttccaggtctcag(TC)673 131665021 131665093 TTGAGCGTAGAGACGTGGTG ATTGAGAATTGCGCATGGTT 261

Ai03B34478 Araip.B03 34478 p2 (TC)15 30 131665544 131665573 GTGTATTTGTGCCGAGGGTT GAACCTGGCTCTGAAACTGC 266

Ai03B34482 Araip.B03 34482 p3 (GCA)5 15 131673696 131673710 TAAACCCGAAAATGTGGACC TGATCATGTGGGTTTTGTGG 172

Ai03B34483 Araip.B03 34483 p3 (GCA)6 18 131674244 131674261 GCACATGTGGAAGTGGGAAT CCAATAAGAACGAAACGAACAA 133

Ai03B34484 Araip.B03 34484 p3 (AAT)5 15 131678020 131678034 TCGCAAGGCAAATATCTTCA TTTCGATTCTGACCCTCAATG 222

Ai03B34486 Araip.B03 34486 c (T)10cttttgtgtgcaccgtgaaaaaaacaaaggaaccttccacatgtaagcaaacggaaatctg(A)1081 131686273 131686353 CGTCTAAACTGGAGGAGGCA TTTCGTTGCTATCCTTCGCT 211

Ai03B34488 Araip.B03 34488 c (A)19tac(A)10 32 131688261 131688292 TGTGTCCTTCTCGGGATAGC TGTTGAGATCAGCCATGGAG 260

Ai03B34496 Araip.B03 34496 p3 (ACG)5 15 131703415 131703429 TGATCCACAGCAGAAAGAGG GTTTCGGCCCTTCCAAGTAT 201

Ai03B34498 Araip.B03 34498 p2 (TA)6 12 131704784 131704795 CCGGTACTTTCTTGAACTGC TTCCCCATATGCATGTACGA 207

Ai03B34499 Araip.B03 34499 p3 (GCA)5 15 131704961 131704975 ATGCATATGGGGAAGTGGAA TGCAAATTAAACAGCGACCA 194

Ai03B34501 Araip.B03 34501 p2 (GA)6 12 131709115 131709126 TGGGTGATTAACATATTTTTGTATTT AGACCAATGGGAGGTGTTTG 273

Ai03B34502 Araip.B03 34502 c (AT)6tgatacgatagaaatgtaagcgaatgaaaaataacacttaaattatatttatcttcgtcatta(T)1085 131711269 131711353 TTAATTAGGAGTTGGTTTTAGTACGAT ATTGAAAAAGGGTATTTTTGTCAT 276

Ai03B34503 Araip.B03 34503 p3 (AAC)5 15 131711711 131711725 CCCAATTATTCAACATGGGC TTTGTGCGGTGTTAAACCCT 272

Ai03B34504 Araip.B03 34504 p2 (AT)6 12 131712417 131712428 CACAGGGCACAGAACCTTTT TGCTTCATCGATCATCAACAT 142

Ai03B34514 Araip.B03 34514 c (TAA)8c(AAT)6(ATT)764 131729434 131729497 GTGCCTTGTGTCTGGTTTCA TGACCATCAATGAATTGACCA 236

Ai03B34516 Araip.B03 34516 p3 (TTC)7 21 131735860 131735880 CGCGTGGGTTATAACAAGGT GGCGGGAAAATCCCTAGATA 215

Ai03B34519 Araip.B03 34519 p3 (TTC)5 15 131752401 131752415 CAAATGGTAAATTCGTATTCGTTT AAGAGGAGGTGGTGTTGGTG 277

Ai03B34520 Araip.B03 34520 c* (T)10(TCA)5*ccatctttttc(T)1348 131753327 131753374 CGTCTTCCTCCTCCTCATCA TTTGCAGCATTATGTGTTTCTTC 204

Ai03B34524 Araip.B03 34524 c* (A)17(AAAG)6* 38 131757535 131757572 TTTTTAAAAGATGATGATATTGTGGC CTTGGTTGCAGAAATGGGAT 270

Ai03B34525 Araip.B03 34525 p3 (AGA)7 21 131757732 131757752 ATCCCATTTCTGCAACCAAG GTCTTCGGTGATCTCTTCGG 248

Ai03B34533 Araip.B03 34533 p2 (TC)6 12 131772241 131772252 TGGCAGTGTGAGAGTGGAAG GGGTCATAGGACGGGGTTAC 186

Ai03B34534 Araip.B03 34534 c (CT)6acaaagacaacatcaacaaacaacaacaacagctatctatctttctctctctatctatttattcatttgtctgcccccat(TC)7106 131772407 131772512 GTAACCCCGTCCTATGACCC AAGTGGGTGTGCAGAAAAGG 264

Ai03B34535 Araip.B03 34535 p3 (ATC)7 21 131781403 131781423 CCTTTTAAATGAAACCTGGGA TCGCTCATTGTTTCAGTTGG 262

Ai03B34536 Araip.B03 34536 p2 (CA)12 24 131788056 131788079 TCGAAACTGTATCGCTGTATGC GGACGGATGAGGAACTAAGG 263

Ai03B34541 Araip.B03 34541 p2 (TG)6 12 131808573 131808584 CCATTGAGGAAGTGGATGGT ATGTCATGGCTTTGGACACA 253

Ai03B34544 Araip.B03 34544 c (AAT)5aaagagctgagttatttctctaacgggagtggatgagttgaagaaatagtagtagcagt(TGA)692 131819170 131819261 GCATAATTTCTTCGTTGTCGC CTCTTCTCGCTTCCTCGCTA 150

Ai03B34545 Araip.B03 34545 p3 (AGA)7 21 131819505 131819525 ATGGATTTGGTGGGTGTGTT CAAAAATTTGGGGGATTGAA 276

Ai03B34557 Araip.B03 34557 p3 (CTT)5 15 131842947 131842961 TGCAAAGCATGAAAAAGACG CTCTCTTCCACGAGCTCCAC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B34558 Araip.B03 34558 c (AG)6actctgtttttgtatggtggagctcgtggaagagagagactgagctatgcaggtggggaccactctataatttctaac(T)15105 131843070 131843174 GAGCAACCTCTTGGCTCTTG GGCAAGAGAAGATGGTGAAAA 233

Ai03B34561 Araip.B03 34561 c (T)11aaatggaaatatttagaaagtttgtcgcttaccaaaaaacagtaaa(AT)669 131844311 131844379 TCTATTTTGAGATCAATAATGGGGT TCCTTCTTTGTCTTGTTCCCA 155

Ai03B34562 Araip.B03 34562 p3 (AAT)5 15 131844715 131844729 GGTGATGCTCATCAACCATT AAATGACAGTGTCGATGCAGA 147

Ai03B34568 Araip.B03 34568 p2 (AG)9 18 131885629 131885646 GGTGATGGAAATTGGAATGC GTGCAAGAGCATTTGCTGAA 257

Ai03B34572 Araip.B03 34572 p3 (GAT)5 15 131893777 131893791 CTGGACCTCACGTTCAGACT CTTAGAGGCAGGCTTTTGGA 260

Ai03B34578 Araip.B03 34578 p3 (GAG)5 15 131919324 131919338 CTTGGTCGGTGGGATGTAAT TGGCCAGGTATCAATGAATG 280

Ai03B34585 Araip.B03 34585 p2 (AG)6 12 131974011 131974022 TCGAACGGTCCGATTAGTTA TTGATATGGAGGATGAAGATGC 158

Ai03B34586 Araip.B03 34586 p3 (AAT)5 15 131975048 131975062 TTCTGGGAAGAGAATTGGTCA CGATGCTTCCTCACCTGTTA 188

Ai03B34587 Araip.B03 34587 c (CAT)5cctcttctcatcatccctcaccataattaataataatattatttataattgaggaagggagtgtga(GT)693 131975440 131975532 TCCGAAGAATCTCTCTCCCA CAATTCCCGCTCTTTTCAAG 238

Ai03B34598 Araip.B03 34598 p2 (TA)6 12 132000563 132000574 TCACGAGCTGGCTCAAATAA CCGAGCTTGAGCTTGGATAA 270

Ai03B34599 Araip.B03 34599 p2 (AC)6 12 132003012 132003023 GCAGCATCAGAAGTCAGAACTC TGTGTCATGTGTGTCCCTTG 222

Ai03B34600 Araip.B03 34600 p2 (TA)8 16 132003426 132003441 TAATTTGGGTTCGGTTAGCG TCCAGGATTAGGTGCAACATT 245

Ai03B34607 Araip.B03 34607 p2 (TA)10 20 132023052 132023071 CCCACCATCCTTTCTTTCAA ACATCATCATGCTGCTGCTC 274

Ai03B34608 Araip.B03 34608 p3 (AAT)5 15 132023318 132023332 AGCATGATGATGTTGAGCCA TGTGAGTGCTACCACAGCCT 223

Ai03B34609 Araip.B03 34609 p3 (CAG)7 21 132023558 132023578 ACAGGCTGTGGTAGCACTCA ACCACCACCACTTTGCTGTT 279

Ai03B34610 Araip.B03 34610 c (A)14cac(AT)6 29 132023911 132023939 CCAACAATGGAATTAAGGGG GAAAAGCAGCACAACAAAACA 240

Ai03B34613 Araip.B03 34613 p3 (ATA)5 15 132024929 132024943 GTGCATGTTGGCTTGAAAGA TTGTTGAGAAGCTGCGAATG 104

Ai03B34614 Araip.B03 34614 p2 (TA)9 18 132026042 132026059 CCCACCATCCTTTCTTTCAA ACATCATCATGCTGCTGCTC 272

Ai03B34615 Araip.B03 34615 p3 (AAT)5 15 132026306 132026320 AGCATGATGATGTTGAGCCA TGTGAGTGCTACCACAGCCT 223

Ai03B34616 Araip.B03 34616 p3 (CAG)7 21 132026546 132026566 ACAGGCTGTGGTAGCACTCA ACCACCACCACTTTGCTGTT 279

Ai03B34617 Araip.B03 34617 c (A)14cac(AT)6 29 132026899 132026927 CCAACAATGGAATTAAGGGG GAAAAGCAGCACAACAAAACA 240

Ai03B34622 Araip.B03 34622 p3 (ATT)5 15 132036648 132036662 AGCTAGGGAGCATCATGTTAAG AACACGTATGTTCGTATGCTTCA 197

Ai03B34624 Araip.B03 34624 p2 (AT)8 16 132039782 132039797 AACTCTGATCCTCCCTTCCC TCAAAAGCAATAAGCCTGCC 188

Ai03B34625 Araip.B03 34625 c (T)11gc(T)59g(T)1083 132052767 132052849 GGCCGAGTGGTAAATTGATG AAGCGAGGGAATCATTCTGA 254

Ai03B34626 Araip.B03 34626 p2 (TC)10 20 132058509 132058528 TTCGCACCTCATTCCTATCC CTTGTTCTGAAGCGTGTGGA 181

Ai03B34627 Araip.B03 34627 p3 (ACA)5 15 132060658 132060672 TCTTGCATCATTTGAGCTAACC TGCACGAAATTAGCAGTGGA 191

Ai03B34630 Araip.B03 34630 p2 (AT)7 14 132064431 132064444 AGGTGACCCTGAGACTGTGG AAACCACAACCACCAACACA 258

Ai03B34631 Araip.B03 34631 p5 (GATAT)5 25 132065645 132065669 ACCATATCCGTGACACTGCC ACTTGCGCTTCACCAAAGTT 251

Ai03B34634 Araip.B03 34634 p3 (AGA)7 21 132076772 132076792 CCACGTGAAAATGGTGACTG CAATTCCGGTCTCAAGAGGA 185

Ai03B34635 Araip.B03 34635 p2 (TA)9 18 132077429 132077446 CCTATCCCATCCCATCACTC TCGTTTTCACTTTTCACGCA 224

Ai03B34638 Araip.B03 34638 c (T)10atatttaattcttcagttttgtgaatgcaataatggagatgttagactacgagtagaatatggcaccac(T)1392 132081028 132081119 GATGTGTCCGCTTGCAATTA GCTTACAAAACTGGCAAAAGG 218

Ai03B34639 Araip.B03 34639 p4 (TGTT)5 20 132081733 132081752 ATGCGGGTTATAGCTCCAAA GGTAGTCCTTGACGCTCCTG 237

Ai03B34644 Araip.B03 34644 p2 (AT)6 12 132108878 132108889 GGGAAAATATGAAAAGCATTTGT CGCATGCTAGCTAGTAGAATCTGA 252

Ai03B34648 Araip.B03 34648 c (A)10tagtttcataatatggtatcaaaattttatattcaaacggtatatagagttcgatcgttaataaactcc(A)1291 132117014 132117104 TGATTGCTCGAAACTTGAAGA TTTTGCATACGCTTTCTTTTCTC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B34649 Araip.B03 34649 p2 (TC)13 26 132118011 132118036 CATGAATCTCTTCCCCCTCA CCACGTGTCTAGGTCTTTTTG 223

Ai03B34652 Araip.B03 34652 p4 (AAAT)5 20 132137812 132137831 CCCTCAACCCACTAAACCAA CTTCATTGACCTCCTAGCGG 250

Ai03B34657 Araip.B03 34657 p2 (GT)8 16 132152758 132152773 GGAAATGCCTCCAGAAGCTA TCTTTGGCATCACTTCCCTC 264

Ai03B34658 Araip.B03 34658 c (TC)8(TG)11 38 132158680 132158717 ATTGCCTCACTGCGAAATCT ACCCAAGTGAGTGATGGGAA 263

Ai03B34660 Araip.B03 34660 p3 (ATA)14 42 132173738 132173779 TGTGGAGTCAAATTAACACGC ACTCCCTTCAAAACCCTGCT 163

Ai03B34662 Araip.B03 34662 p6 (CTACTC)5 30 132175841 132175870 TGTCCCCTGTGCAATTATCA TGATCACGATCGCCATTAAA 250

Ai03B34665 Araip.B03 34665 p3 (ATG)6 18 132181895 132181912 AACGGCTTTCAGGTGTCAAC AGAAGCGTGTTGTTCTCCGT 253

Ai03B34667 Araip.B03 34667 p2 (TC)17 34 132185678 132185711 AAAATTTGTTTGTAAGCAGTTGGA GTTGCATTAAAAGAGATCATAAATTG 279

Ai03B34669 Araip.B03 34669 p3 (AAT)5 15 132195917 132195931 GCGTCCCCTCTAGCAAAATA CACCCACTCCTGATCCTAATG 223

Ai03B34677 Araip.B03 34677 p2 (TC)7 14 132229215 132229228 AAAAATCATCCAAAAACAACCA TTACAAAAGTTGTTGGCCCC 278

Ai03B34678 Araip.B03 34678 p3 (AAT)5 15 132242621 132242635 GCGTCCCCTCTAGCAAAATA CACCCACTCCTGATCCTAATG 223

Ai03B34681 Araip.B03 34681 p3 (CTC)5 15 132274432 132274446 TGGTTTGCAAATTCACGAAG TTTTGAATTGAATGGACGCA 275

Ai03B34682 Araip.B03 34682 c (AAG)5atgaggaggaggagcagcagtagcagaagaagaagaatctgcgtgtgcgaaga(AGG)583 132275137 132275219 TTCACAATTGCATTCCATTCA TCGCATACGTCTTCTTTTTCTTC 214

Ai03B34683 Araip.B03 34683 p3 (CTT)5 15 132276245 132276259 AACCGTACTGCACGTTTTCA GAGAAGGCAAGAAACGAAAGAA 103

Ai03B34684 Araip.B03 34684 p3 (TAT)5 15 132279281 132279295 TGGAGACCTTGACACCCAAT TGATTTCTCAGGGGATGGAG 248

Ai03B34686 Araip.B03 34686 p2 (AT)6 12 132309880 132309891 GGGGAAGTGTAATAAAGCATCAA ATTCACGGTTTTCGTCGTTC 216

Ai03B34690 Araip.B03 34690 p2 (AT)9 18 132319949 132319966 TCTGTTGAAAATGCTTTTATTCATCT ATCCGACTAGTTCCGGGTTC 271

Ai03B34694 Araip.B03 34694 p2 (AT)9 18 132332170 132332187 TCTGTTGAAAATGCTTTTATTCATCT ATCCGACTAGTTCCGGGTTC 271

Ai03B34696 Araip.B03 34696 c (TTA)12aagttt(A)1355 132383476 132383530 GCCACGATAATATGCATCACG TGTAGGATAATGGCCTTCGG 248

Ai03B34697 Araip.B03 34697 c (TTA)7g(TAT)13taaagtt(A)1078 132385467 132385544 CATGAACTGGACATGCCAAA CGGCCACTTTCTTTTCCTTT 278

Ai03B34699 Araip.B03 34699 c (A)12cataacaaggaaaaaatgacaaggaaaaactg(A)1357 132389509 132389565 TCCATTCTTCTTTTTCTCGATTG TTCAATTTCACATATTTTTGTTTCA 257

Ai03B34700 Araip.B03 34700 p2 (TA)13 26 132394042 132394067 GCACATCCATCCATTGCATA TCCTTTTGCATTGCTAGTTTGA 275

Ai03B34701 Araip.B03 34701 p2 (TG)20 40 132395515 132395554 TTGAGCCATGTCCTCTCAAA TGTAGCCATGGTTTTTGGTG 257

Ai03B34708 Araip.B03 34708 p3 (TAA)5 15 132431497 132431511 TGAAATTGGTGCATGCAAAG GTGTGTTGCGGTACCTTGTG 247

Ai03B34710 Araip.B03 34710 p2 (GA)9 18 132440066 132440083 AATTCTTCAGGCCCTTTCGT GGAGGAGAGTGCAAGAGTGG 275

Ai03B34711 Araip.B03 34711 p3 (AGA)5 15 132444898 132444912 TGGTGTTCTCCTTAGCACCC TTCCTTGTCCACTTGCATGA 131

Ai03B34716 Araip.B03 34716 c (T)14acaaaaaggcaggaagccaagaaggtaagaaaaaacaagagaaaaacccaaatcagcccctgacaattatctcgaaagacaacgaggcctttgac(A)10119 132461119 132461237 GGAAAGCCTTGACCAAGTTC GTAATTGTCAGGGGTCGGGT 238

Ai03B34721 Araip.B03 34721 c (T)10a(ATT)11 44 132469546 132469589 TTCATGGTCCCTTGAAAACA AATTGTGGCATTCTGATCCC 221

Ai03B34725 Araip.B03 34725 c (TTA)6ttctaattatccaaaagaaactcaacttctttcc(A)1062 132487329 132487390 TGTGTCTGTGTGTATCCAGCC TCGCCAAAGAAGTTTGAGGT 186

Ai03B34726 Araip.B03 34726 c (C)11aaaataattaatatgtatgtataagtttcaattttttaatttag(T)1065 132488785 132488849 TGGCTTCTTCGCTACCTCAT GGAGGGGCCAACATAAAAA 257

Ai03B34727 Araip.B03 34727 p2 (TA)7 14 132493433 132493446 ATAGATGGTGCGTTTGGGAG GAGGTTGCAGGTTCGAGTTT 239

Ai03B34734 Araip.B03 34734 p2 (AT)6 12 132506523 132506534 CGGCTCACACATTCTCAAAA TTTGATCAGAGTCTCGTGTTGAT 272

Ai03B34735 Araip.B03 34735 p3 (TGT)5 15 132512482 132512496 TAGGGTTCTCCACTTCGCAT TGCCCTTAAAACTTGGATGG 242

Ai03B34740 Araip.B03 34740 p2 (CT)16 32 132527170 132527201 TTGGGTACTGCTTCGAGCTT AGGTGGAAGAGGTTGTGGTG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B34741 Araip.B03 34741 p3 (AAG)6 18 132537919 132537936 GAAGGTGCAGTGAAAACGTG GTGCACCTTTTTCTTACGCA 116

Ai03B34743 Araip.B03 34743 p2 (TC)9 18 132539122 132539139 GGAAAGGAAGTGGACCACAA TTGCTTGAGTTGCAAAGGTG 193

Ai03B34745 Araip.B03 34745 c (T)10atttctttcttttttttagttgaatgaatgtatattcattctcttccaagtaattttgtagcattatgtgtttcttcttttttgtttga(T)11110 132543390 132543499 GATGAAGAATTTTGAATGATGCAG TTTCTTCTTGTTTTACTCTCCTAACAA 279

Ai03B34748 Araip.B03 34748 p3 (TTC)8 24 132544758 132544781 CGAAAATCGGAATCGTCTTT AGAAGAAGAAGAAGCGGCG 280

Ai03B34749 Araip.B03 34749 c (CTT)5accgccgaccccaccgccacactgccacccgccgtccgtcg(CTT)5ctgtgaattggattttttgtaaaatttgttgtggaacattgttgttgctgaaatttgaatttggagtattgttgttgctgattctagattct(TGA)6181 132544890 132545070 GCTTCACCACCGCCATAC CGTCATCCTCATCAGAACCC 276

Ai03B34750 Araip.B03 34750 c (GGT)7tctggttctgagttcttatgattcc(ATG)7gtggtggtggtggtaggtggtg(GGT)7110 132545211 132545320 GGGTTCTGATGAGGATGACG CCCTTCTTCCCCAAAATCAT 250

Ai03B34756 Araip.B03 34756 p3 (CAA)15 45 132558386 132558430 TCAATCGAAAACTGTCGCTG ATGGTTCCATCAGCGTCTTC 278

Ai03B34757 Araip.B03 34757 p5 (TATTT)5 25 132559303 132559327 ATGGTCAATATTACAAACCTTCG TTTTGTTTCAGTTGGGGGTT 278

Ai03B34758 Araip.B03 34758 c (TC)7tt(TC)6tgtttcagtgtt(TC)958 132559672 132559729 CCAAACCCATACCTCACCAC GAAGAGACGGATCCAATCCA 189

Ai03B34764 Araip.B03 34764 p2 (GA)11 22 132568844 132568865 CCCTCAATTGTATCCGAACG CATCCTCTGTCTGGCAGGAT 278

Ai03B34765 Araip.B03 34765 p5 (TTATT)5 25 132569457 132569481 CATTTATGCAACTCTCGCCA AACCGGGTACAGGATAACCA 135

Ai03B34768 Araip.B03 34768 p2 (AT)7 14 132579187 132579200 TTAGCCAAGAACCCACCTTG GATGTGGCATCAGCCTACAA 206

Ai03B34769 Araip.B03 34769 c (ATC)5gtcattgtcctcatcg(TCA)649 132586511 132586559 ATGCTTGCAGAGCACGTATG GCCAAAGCCGAAGAAGAGTA 251

Ai03B34774 Araip.B03 34774 c (T)10catttttggttggtacttnncctcttcttcaggttc(CT)1780 132605324 132605403 TTGATCAAAGAAAGGTCGGC GGGTTACCATAGTTGTGTTTGTTG 279

Ai03B34776 Araip.B03 34776 p2 (TA)8 16 132611507 132611522 GGAAGATGGTCTTTTGCAGG TGGAAGTGAAATGGAGAGCA 251

Ai03B34778 Araip.B03 34778 p2 (CT)8 16 132614719 132614734 ACGGTCTCCTTTGTGAACCA CCTCTCCTCCTTCTCCGATT 226

Ai03B34779 Araip.B03 34779 p2 (AT)7 14 132616549 132616562 TGCTACCAAATGTTGAGGCTT CAACCGTGGGAATTGGTTTA 198

Ai03B34780 Araip.B03 34780 p4 (ATTT)5 20 132621005 132621024 CCTCTACCCCCACAAGTTGA AAAATGCGAGGCACTGAGAT 215

Ai03B34785 Araip.B03 34785 p3 (ACA)5 15 132632052 132632066 AAGCACATTTTGGAGCAGAA TCCTTCTCTTCCTCCTGGCT 274

Ai03B34786 Araip.B03 34786 p2 (TA)7 14 132635084 132635097 ATCCAATCCATTTTCCCCTC CATGCCTTAAAACCAAAACACA 134

Ai03B34789 Araip.B03 34789 p2 (TA)6 12 132642254 132642265 TGCAATGCAGATAATTGGGA CTTCTTTCACGGCTCTTTGC 248

Ai03B34790 Araip.B03 34790 p3 (TTG)5 15 132644061 132644075 ACCCCACCTAGTGGGACAAT CAAGGTTCTGAGAATTTGACTGA 276

Ai03B34792 Araip.B03 34792 p3 (TAA)6 18 132647190 132647207 ACGGTGGAAATTAGATTCGC ATAAAGCATGGCAACAAGGG 148

Ai03B34796 Araip.B03 34796 c (A)12gaaagaaaaagaaacaacaaaattgtggtgttaataacagagaagatacagacaaaattg(A)1385 132652748 132652832 TAAGGGGATCGGAACATCAA CCAACAGTCCCACATTCCTC 264

Ai03B34799 Araip.B03 34799 p2 (TA)6 12 132660620 132660631 CACGATACGACGTTACGATATTTT AGAACCACCACGGAGTACTGA 279

Ai03B34800 Araip.B03 34800 p2 (TA)6 12 132667287 132667298 TGCGGGGGATGTAACATAAT TGATTAAAAGAACCACCACGG 164

Ai03B34805 Araip.B03 34805 p3 (GTG)5 15 132676098 132676112 TCACGAGGACGAGAGACCTT CACATCCTCCACCTTCACCT 133

Ai03B34808 Araip.B03 34808 p3 (CTT)5 15 132684798 132684812 CAACCTTTTTCCCTTGCTGA GCATCAGATGGATTCCCAGT 116

Ai03B34811 Araip.B03 34811 p2 (TC)12 24 132692111 132692134 CGTCACATCCTTTTGTCACC CACACACACCCTGCACTTTC 276

Ai03B34812 Araip.B03 34812 c (TC)21tgtaagtattaatgacaaatgtgattacttaacaaggtaagcatgtgagagatgagttagaccctgtctagtttcctcttttttct(A)10138 132692883 132693020 GCTCTTGGTATTTATTGCTCGC GCAGCATATTGCCCTATTCC 262

Ai03B34813 Araip.B03 34813 c (TAT)7t(TTA)6 40 132697851 132697890 TCCTCTGAACCGATCTGATTTT TTGGCATGCAATTGATTTTT 278

Ai03B34816 Araip.B03 34816 c (T)10cttagaatttagatgatttttcattttatgttttagtg(T)10agtttcga(T)1177 132701131 132701207 CGGCTCTTCTCCTCCTCCTA ACGCAAACCCTAATTCTTTTT 273

Ai03B34817 Araip.B03 34817 p3 (CTT)5 15 132702848 132702862 TGCAGCAAATTTCGGTGTAAT GCATTGTGTTTCTTCTTCTTCTTTT 265

Ai03B34821 Araip.B03 34821 p2 (TA)8 16 132708093 132708108 AAGAAGCAGATATGGCGCAC GTGTCAGTGAGGCGTGAGAA 105
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Ai03B34823 Araip.B03 34823 p2 (AT)6 12 132714335 132714346 GAGAGGTGACAGTGCGATGA TTAAATTTCACTGGGGGCAC 185

Ai03B34825 Araip.B03 34825 p3 (GTG)6 18 132718929 132718946 GGAAGAAGAATCACCCACCA TCAAGCACAAGTCCATCCAG 276

Ai03B34826 Araip.B03 34826 p2 (AG)6 12 132719995 132720006 GCATCGGAAGAACAAGAAGC AAGGTCGTGGCTTAGCAAAA 249

Ai03B34827 Araip.B03 34827 p2 (TA)6 12 132723908 132723919 TCTGTCTAACGCAAAGGATTACA ACGCAAATCAAGTCGGAGAC 272

Ai03B34828 Araip.B03 34828 p2 (AT)6 12 132724394 132724405 GGGATATGGCTCTTGGTTGA TCTAGTTGGCTACCACAAAACG 206

Ai03B34829 Araip.B03 34829 c (GA)6tttagaag(T)1434 132725178 132725211 TTCCATCTCATCAATTCTTTCAA AAAAAGTGCCATCATCACCAG 258

Ai03B34832 Araip.B03 34832 p2 (TC)6 12 132730054 132730065 TTGGTGGCGTCACTTCAGTA CCGTCTGTCGATAGTACCCG 253

Ai03B34835 Araip.B03 34835 p3 (TTC)7 21 132734188 132734208 CTCCCACCTCACAGTCGTTT AAAACGCGAACAGAGGAGAA 176

Ai03B34837 Araip.B03 34837 p2 (TC)14 28 132739037 132739064 CCATCGGGAACCCTATTTTT CTCTTTAGGGTTTGGCCCTT 207

Ai03B34838 Araip.B03 34838 p2 (TC)14 28 132739254 132739281 AAGGGCCAAACCCTAAAGAG CGGCAAACAAAATCCAAAAT 211

Ai03B34839 Araip.B03 34839 p3 (GGA)5 15 132743407 132743421 GCAAATGAGGATCGGAGAAG CATGGCAAAACAAGAACCCT 259

Ai03B34840 Araip.B03 34840 c (AAC)5(GAA)5 30 132744616 132744645 TTTGAAATTACCGTTTGGGC TCCACCACATGAAACTCCAA 217

Ai03B34841 Araip.B03 34841 p2 (TC)8 16 132746043 132746058 AGGAAAAGCGCAAAATCGTA AAGAGAGGGGACAGTGAGCA 174

Ai03B34842 Araip.B03 34842 p2 (TC)9 18 132746770 132746787 ATGTTATGGCGTTTGCATGA AGTTCACCCACCACACCAA 251

Ai03B34843 Araip.B03 34843 p3 (AAT)5 15 132751408 132751422 AATGCTGTAGGGTCAGCACC TCTGATATCATTGGGGGACC 114

Ai03B34844 Araip.B03 34844 p3 (ATG)5 15 132752662 132752676 TGGTCAACTGGGCATATTCA TGAAGCTTTATGGCTTTGGG 153

Ai03B34845 Araip.B03 34845 c (T)11atatatttttac(A)1639 132753311 132753349 GGTGCAGCCGTACCACTAAT GGAGCCTGTTTCTCAAACTCA 279

Ai03B34847 Araip.B03 34847 p2 (TA)11 22 132762731 132762752 GGAGTGTTAAGGGACAGTAAATTTTG GGCAGCATTCATAACTTCACC 279

Ai03B34848 Araip.B03 34848 c (TA)7ataacaattttaattattttttggtgactaaaaaaaataattaaaattgttat(TA)679 132763415 132763493 GCCGAGTTTGAGCTTGGATA TCACGAGCTGGCTCAAATAA 273

Ai03B34849 Araip.B03 34849 p3 (ATC)29 87 132768290 132768376 CCTCCTCTTTTTCCTCGTCC CATGTGCAAAAATTTGAAAGAGA 233

Ai03B34851 Araip.B03 34851 p3 (TCA)29 87 132769407 132769493 AACAATTTAAAACTACTCCTCCTCC TGCCGAAATTTCTTAACAATAACA 231

Ai03B34860 Araip.B03 34860 p3 (GAT)5 15 132777642 132777656 CCTCTTCCAAATAAATTTGTAGCATT TCTCCTCCTCATCTTCTGCTG 194

Ai03B34862 Araip.B03 34862 c (A)11tcaagtcaaatcttaaaagattctat(A)1047 132782967 132783013 CAACTTGGGCTGAAATGGAT CACCAAATCTTGAGCCGAGT 231

Ai03B34865 Araip.B03 34865 p2 (AT)22 44 132787679 132787722 GCTCGATTCCAAATCCAAAA AACCAAACGTCCACCAGAAG 187

Ai03B34867 Araip.B03 34867 c (AT)8cc(A)10 28 132789959 132789986 TTTTCCCTCCAATATATCAATGTTT GAAATTGTTTTTATTCCATAGATGC 277

Ai03B34877 Araip.B03 34877 p5 (GTTAG)5 25 132818260 132818284 GCCTCAAATGAACCTCCAAA GCTATGTTGCGAGTGTGCTC 265

Ai03B34878 Araip.B03 34878 p3 (CGG)5 15 132823281 132823295 AAGACGTGCCGAGCTAGAAA ACTTCCCAACCCAAAAATCC 129

Ai03B34880 Araip.B03 34880 p2 (AG)7 14 132827840 132827853 TTCGGTTTTCAGAACCTTGG TGAACACGCGGACAGAGTAG 258

Ai03B34883 Araip.B03 34883 p2 (AT)6 12 132841727 132841738 CCGAAAAAGAAAAGGAAGAACA TACCACCCCTGCCACTTTAG 202

Ai03B34885 Araip.B03 34885 c (T)10ctcatgtgattctatgctctttta(T)1044 132850488 132850531 GATCGAGATTTAGCGACGGT CCGAAGGTGTAATCCCAACA 151

Ai03B34889 Araip.B03 34889 c (AG)11actcatgaatcatgtgacgtatagatgatgtgcattattattggctgcattgttgaattcattcctttacaatgtcctagtgg(GA)6117 132856920 132857036 TGCTTTTAATTTGGTGCGTG TGTGCAGAGAAGAGTAGACCCA 276

Ai03B34890 Araip.B03 34890 p3 (AAT)8 24 132857223 132857246 GTCCATAGCAAACCAGGCAT CGGTGTGAGACAACATCTTCTT 235

Ai03B34891 Araip.B03 34891 p2 (TA)7 14 132858306 132858319 TGTTCCTTATTTTGGGTGCC TCTTCCCCAGGCTATAAGCA 107

Ai03B34893 Araip.B03 34893 p6 (TGTATA)8 48 132859421 132859468 CCATTTGAATTATAGTTCGTTAGCAA GCCTCCATTTTCTATCTGCG 210
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Ai03B34900 Araip.B03 34900 p2 (AT)6 12 132872112 132872123 CACCGTAGACTGGTGGTGTT GGTTCGTGTGGTTTCATATTTTT 280

Ai03B34909 Araip.B03 34909 p3 (TTA)7 21 132883127 132883147 CGCAAAATTATAAGGACCAACA CCCACAGGTAGGGTTAGGGT 216

Ai03B34913 Araip.B03 34913 c (GT)8(AT)7 30 132894378 132894407 TTCAGATGCAGGACGTGAAG AAGCGAGATAACGGAAAGCA 238

Ai03B34919 Araip.B03 34919 p2 (CT)9 18 132920848 132920865 CCATTGCTTGCTTTGCAGTA ACACAACTTCACCGAAAGGG 274

Ai03B34921 Araip.B03 34921 p2 (AC)7 14 132924395 132924408 GAAGGTGTAGGGTTTGGGGT GAAGCTGGGGTCGTAAATGA 141

Ai03B34923 Araip.B03 34923 p3 (CAC)6 18 132925944 132925961 CATCAACAAACCATTGCTGG CCTCTTGAATTGCGCTTTTT 267

Ai03B34927 Araip.B03 34927 p2 (AT)9 18 132946617 132946634 AAACCACATACACGAACAACG TTGCTTATTATTAGGCGACCA 190

Ai03B34928 Araip.B03 34928 p2 (GA)6 12 132946885 132946896 AAAAATGTACCTAAACACGAGAGAG TCGCCAAAATGAATGCACTA 273

Ai03B34929 Araip.B03 34929 p3 (TTA)7 21 132947356 132947376 CCGTGCCATGTCGTATTTTT CACCGGTCGTGGTAATCAT 279

Ai03B34931 Araip.B03 34931 p3 (AAT)17 51 132951378 132951428 TGGTGTGATGACCTAAATTTCTCA CCAGTAAATTGAAGAATTTTGTATTGG 280

Ai03B34933 Araip.B03 34933 p3 (TAT)7 21 132952579 132952599 TTATCATGATTACCACGACCG CGTGACTCTGTTTTTCCTCCA 278

Ai03B34937 Araip.B03 34937 p3 (AAG)5 15 132961059 132961073 CCAGAACCTACAAAACCCGA AGGATACGCACCCTTGTTTG 195

Ai03B34938 Araip.B03 34938 c* (GAA)5(AG)7* 28 132961384 132961411 CCCAATCCCATCCTTCTTCT TGGTTTGGGAGTGTCTTCCT 220

Ai03B34941 Araip.B03 34941 c (T)11gttaga(T)12 29 132966372 132966400 GCATGGGGGTCTCTGAAATA CTCAATTAAGAGGTTGCGGG 274

Ai03B34943 Araip.B03 34943 p2 (CT)9 18 132967002 132967019 TCCTACGTGGCACTCCCTAC ATTGATGACGACGAGGAAGG 133

Ai03B34944 Araip.B03 34944 c (A)10tgcag(CAA)5aataatgacgataaggagaaaacacgtgaaaaaaaaagggacgcaaaaa(AGG)594 132970014 132970107 TCGGTTCATTTATGTTCTGCAC GCCGCTTTCTTCTTTTCTCA 270

Ai03B34946 Araip.B03 34946 p2 (TA)6 12 132993372 132993383 AGCAAATTTTGGCCCTTCTT GATTGCTCCCAAAACCAAAA 181

Ai03B34947 Araip.B03 34947 c (AG)8cgggagagagagagggggctcgaagacaggcttcacgacgaagatagagacgacgagttcaggg(CGA)595 132996823 132996917 CGAGGGAGGAAGTGAAGTGA CTCCTCGACGTCGCTAAAAG 191

Ai03B34950 Araip.B03 34950 c (A)10tcctctaaagtaagaaaaactgtaaaaggataaaataaaagataatcatgattaaatttgtaatttgaattatatgta(T)1098 133008992 133009089 TTTCTATACGCGATGGAGTGA CGTTTTTGGACTTAGGCCTGT 223

Ai03B34955 Araip.B03 34955 p2 (TA)6 12 133013062 133013073 TTTGTCCATTAAGTGCCACC CGACTACCAGATAAACTTTTGGAA 201

Ai03B34958 Araip.B03 34958 c (T)10cttggtgacttaagattaggag(T)1042 133022148 133022189 CGTGTGTTTCCTTCTCATCG TCTCTCTTCCAAACGTTACCA 270

Ai03B34963 Araip.B03 34963 c (GA)6tagagagat(AG)1551 133028494 133028544 CGAAAAGAAGACGAGTGAGAGC CATATCACCTGACTGCTTTGGA 278

Ai03B34966 Araip.B03 34966 c (T)11caaaacttaaaaaactagaaacagaaaaccttaaagagccaaaacggtattattatttttttgttattggtttgtggac(T)10100 133039611 133039710 GGCATATAATTAAGATTCAACGCTT TTATTTGCCTCTGGCTCTCTG 280

Ai03B34968 Araip.B03 34968 c (CCT)6(CAT)9 45 133042322 133042366 AGATTCAATTCGTTTGGCTCA TGAGAACGACAACGATAACGA 238

Ai03B34976 Araip.B03 34976 p3 (AAG)6 18 133051307 133051324 TTCCAACATCACCCATGAGA GAAAAGGGAAGGGTTATGCC 245

Ai03B34977 Araip.B03 34977 c (A)10taaagggacatgatcaaaaacaaatccttaggcggtgatataggtt(A)1167 133051784 133051850 CAACTGAAAAAGCGGTGTGA TCACTCAACCAACCTGCACA 272

Ai03B34978 Araip.B03 34978 c (AG)17aa(ATG)5 51 133052074 133052124 GCATTCACCACCATAGTCCA CGACAAAACAAGTGCCTTCA 174

Ai03B34979 Araip.B03 34979 p2 (AT)8 16 133054410 133054425 AATTCCTGTGTCCCCATTCA TGAGCCACTTCGAGTTTTCTT 135

Ai03B34981 Araip.B03 34981 p2 (TA)6 12 133057912 133057923 TTTTTGTCGTTAAAAATGTCCTAA GGAAATGAAGTCGTGTCCAA 266

Ai03B34985 Araip.B03 34985 p2 (TA)7 14 133063510 133063523 TTTAAACATGCCCTAGTTAGTTAAGGT TGCAAGAACTCAATTGAAAGGA 142

Ai03B34991 Araip.B03 34991 p2 (AT)8 16 133068526 133068541 GCATGTCAAGGTGCAAGGTA TTGAATAAATCTTTAGCAAGTGTCC 273

Ai03B34992 Araip.B03 34992 c (T)10caattgagtccttatactttcttttccttttatttgagtccctgcacaaa(T)1070 133071242 133071311 CATTTGAGCTTGCAAATAGGG AATTGAGTTCCTGCACCAAA 249

Ai03B34996 Araip.B03 34996 p3 (GGA)5 15 133081324 133081338 TGTATTTGCACCGCCATAGA TGCATAGAAAGAAAGCAAGCA 107

Ai03B35002 Araip.B03 35002 p3 (TAT)5 15 133092594 133092608 TCTTTAAGCCTTCTATAACCTTCAGT CCAATCCATTATTTTTGGTTTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B35003 Araip.B03 35003 p2 (TC)15 30 133099040 133099069 TCACGGTTCCTCTCTTTGCT TTCTCGAAACAAACGGTTCC 226

Ai03B35006 Araip.B03 35006 p4 (TTTC)11 44 133107333 133107376 TCATGTTGGAGACGAGCGTA CTGCATCCTCTTCTGCTTCC 279

Ai03B35010 Araip.B03 35010 p3 (AAC)7 21 133116118 133116138 TGTGACAATCAATCATTATATTTGGA TCGTTTGATTCATGTAGCCG 183

Ai03B35019 Araip.B03 35019 p3 (TTA)5 15 133133048 133133062 ACGCAGCATGCATCTCAATA TGACTGAGATATGCGTTCCG 200

Ai03B35020 Araip.B03 35020 p2 (TA)6 12 133133285 133133296 CGGAACGCATATCTCAGTCA TTTCTGAGGGGAACAAGGTG 155

Ai03B35021 Araip.B03 35021 p2 (GA)6 12 133137285 133137296 TGCAAACTTGTTACCAGCCA ACCACCACCAATACCTCCAA 227

Ai03B35025 Araip.B03 35025 c (T)11atcatgtttgtctttgtctttgtatgttccactttgagtgttgaactatttctttc(A)1784 133147561 133147644 GTGCAGCTCAATCGCTTTTA AGTGCAGGCCATCTTTCAGT 276

Ai03B35026 Araip.B03 35026 p2 (CT)8 16 133155497 133155512 CGTAATCGCTGTTGACATGG TTGCCCTCTGATCAATACCC 205

Ai03B35028 Araip.B03 35028 p4 (AAAT)9 36 133157116 133157151 CTGAAGGAACGGTGTTGGTT GAAGGCAAGTGTGGCAAAAT 213

Ai03B35031 Araip.B03 35031 p2 (AT)6 12 133164327 133164338 GGATCCGTTGGATATACTATTGAAA TGTCATAACACTTGAATGCAAAA 280

Ai03B35033 Araip.B03 35033 p2 (TA)8 16 133166410 133166425 TGAATTGAACATCCAATCATTGTT GGATCTAATTCAATGCAAATTGGT 275

Ai03B35034 Araip.B03 35034 c (T)11aggatttgaataattctttatcttatgttttggtg(T)15gaaattcgaa(T)1182 133171711 133171792 TTTTTCTTAGGATTTGGATGATTC CCTCTTCTTACTCTAATTCACCTTTT 207

Ai03B35035 Araip.B03 35035 p2 (AT)9 18 133174643 133174660 CCCAGTAGTGAGATGAAGCAAG GGATCCTAACCTCCCACCAT 273

Ai03B35036 Araip.B03 35036 p2 (TG)7 14 133175230 133175243 CTTGCCACCACGTGTTCTAA TCCCGGGAATTTATACGTGA 206

Ai03B35037 Araip.B03 35037 p2 (TG)12 24 133175346 133175369 CTACGTCGTAAGGGTGACCG GCATCCCCAAGACTCTATGC 125

Ai03B35042 Araip.B03 35042 p2 (CT)9 18 133182432 133182449 GGGCATCCTCTACAAACTGC TGCACCAATCTCAACCTCAA 156

Ai03B35045 Araip.B03 35045 c (TG)10ta(T)10 32 133185247 133185278 TGGGTACCCCTTTGGATTTT CAAGCCAAGGAGGAAATCAC 246

Ai03B35048 Araip.B03 35048 p3 (ATT)9 27 133191837 133191863 TGCTTGATTTGCTTGTGTTGA AAATTGTGGGTTCGAGTCTCA 257

Ai03B35054 Araip.B03 35054 c (A)10gaagaagatggtgatgatgatg(A)1244 133198215 133198258 TCATCATCTTCCAAGTAATTTTGC TTCCTCATCTTCTGCTGCTG 200

Ai03B35056 Araip.B03 35056 p3 (AAG)9 27 133199022 133199048 GGAGGAAGAGGTGGTGTTGA CCGTTACTGCACGTTCTTCTT 163

Ai03B35057 Araip.B03 35057 p2 (AT)11 22 133200961 133200982 CAGAGAAGCCGTATTTATTCTTCG CAAACGTTAGGGACAAAAACG 261

Ai03B35059 Araip.B03 35059 p4 (AATT)5 20 133202438 133202457 CACACATCACACAGGGGAAC AAGTGAGAACTGCCGTCCAT 105

Ai03B35061 Araip.B03 35061 p2 (TA)10 20 133208189 133208208 GGCATGAAGGAAGGAGAAAA GACCAAGGCTCGAAAGTGTC 213

Ai03B35064 Araip.B03 35064 p2 (AT)10 20 133213003 133213022 CCTTGTAACCATCTCTTGCCA TAAATTCATGCATGCCCTCC 257

Ai03B35066 Araip.B03 35066 p2 (AT)7 14 133226234 133226247 GCAAAATCAAATGGCAACAA TTTGCTTTCCCTCACTTGTGT 253

Ai03B35068 Araip.B03 35068 p3 (ATT)8 24 133237823 133237846 TGATTAAAAGAACGGCCCAG CCCAAGCTTGACTTACCGAA 237

Ai03B35069 Araip.B03 35069 p3 (CTC)5 15 133239753 133239767 AGGTGAGGTCGTCGGATATG TTGTGATGGTGGAGGAATCA 267

Ai03B35071 Araip.B03 35071 p2 (AG)8 16 133241728 133241743 ATGATGGGATCTGTGTGGGT GCAACTCAGCCTCCATTCTC 114

Ai03B35072 Araip.B03 35072 p2 (TA)6 12 133242266 133242277 TTCATTTCCTTTTGCCTTGG GCATGTTGCTTCATTTTGGA 204

Ai03B35077 Araip.B03 35077 p2 (TG)6 12 133260514 133260525 GGTAGCGTAGGGTTGGTGAA GTGTCTTTCAGCTCGCACAA 168

Ai03B35079 Araip.B03 35079 c (A)10ggataaagtaggtacagcaggtccagtaaacttagttttttaaaggatgtgaccctcttgacc(A)1285 133262790 133262874 TGCATCTATTGGGCCTACCT GCAGGCCTCTAAAAATTACACC 244

Ai03B35080 Araip.B03 35080 p3 (CTT)5 15 133263372 133263386 ACACCCAAAATTCGTTGAAG TTGCTGCACATTCTTCTTCC 258

Ai03B35081 Araip.B03 35081 c (AAG)5aggaagaagaatgtgcagc(AAG)5gtgcagtgaaaacgtgcagtaacggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)7aggaagaggaagaagaacgtgcagc(AAG)5172 133263519 133263690 GAGAAGGCAAGAAACGAAAGAA ACTGCACGTTTTCACTGCAC 226

Ai03B35082 Araip.B03 35082 p2 (TA)6 12 133271186 133271197 GGGTCCTCCGTGTTCAAAT CACCAATGAAGTGGGTGGAT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B35094 Araip.B03 35094 p4 (TGTA)5 20 133290934 133290953 TTTCTTTTTGGATGCCGTTC AAGCATGTGGTGGCAAAAAT 231

Ai03B35095 Araip.B03 35095 p3 (TTC)5 15 133292043 133292057 GGAAGAAGAGGGGGAAAGGT GAAGCAACAGCAGGACAACA 272

Ai03B35096 Araip.B03 35096 p3 (TTG)5 15 133292198 133292212 GGAAGAAGAGGGGGAAAGGT CAAACAGAAGCAACAGCAGG 278

Ai03B35098 Araip.B03 35098 p3 (AAT)5 15 133297538 133297552 TGACAGTCGCAGGTCAAAAG GGATCATGCACGCAAACTAA 247

Ai03B35101 Araip.B03 35101 p3 (TTC)5 15 133300867 133300881 CCAGTATTTCCGGTGCACTT TGACACAACAAAAAGCAAAAA 255

Ai03B35102 Araip.B03 35102 p2 (GA)6 12 133304608 133304619 TCATCATTTCCATCACAACTCC GGAGAGTTGCGACACTGTGA 230

Ai03B35104 Araip.B03 35104 c (A)11ctccaatccgacccctgac(A)1343 133312487 133312529 GGCCGTGTGCTTTTTGTTAC TCGAAGTAATTGTCAGGGGC 177

Ai03B35106 Araip.B03 35106 p3 (AAT)15 45 133323742 133323786 GGAGAAAAACAAGGTTCGCA ACTCTCGTCATGCACAAACG 254

Ai03B35108 Araip.B03 35108 p2 (AT)7 14 133329022 133329035 TGTCAAGATTCCGCTCTCAA ATTGCTTCTCCGGCAAAATA 267

Ai03B35109 Araip.B03 35109 p2 (TA)6 12 133329913 133329924 AAATTAGAGTTCAATGTTTATTGCTTT CGAACCCGCAACCTCTTAAT 258

Ai03B35112 Araip.B03 35112 p2 (AG)6 12 133336325 133336336 GAAAGCTCGGACAGAGATGG AATTTTACACCTCCCACCCC 259

Ai03B35117 Araip.B03 35117 p2 (AG)6 12 133358983 133358994 ACATGACAGGCAATCAAGCA TTGCAAACACAAGCACATGA 236

Ai03B35118 Araip.B03 35118 p2 (AT)7 14 133360228 133360241 GACCATGACGCATACTTGGA GCATAATAATGGAGGCTTATTGC 173

Ai03B35120 Araip.B03 35120 p2 (AT)7 14 133361357 133361370 GAAAGACGCATGGACCTGAT CACATGTTTCACCATCCCAA 176

Ai03B35123 Araip.B03 35123 p3 (TTG)5 15 133381664 133381678 AACAGAGCCAAAAGCGAAGA CTGTTGCCTCCTCTGGTCTC 229

Ai03B35126 Araip.B03 35126 p4 (ATAA)5 20 133387183 133387202 TCTTCACACAGGTGCACGAT ATTTGTGGCCGAATCTTAGC 257

Ai03B35130 Araip.B03 35130 p2 (AT)6 12 133389732 133389743 AAAAAGGTGCTTGTTTGAGTACAA AGCAATCCCGCTGTGTTATC 277

Ai03B35133 Araip.B03 35133 p3 (AAG)5 15 133398171 133398185 GAATCTTGGCTTTGTGGGAA CTTTGACCACCTTTTCGCAT 278

Ai03B35140 Araip.B03 35140 c (TTC)5tc(T)11 28 133407744 133407771 GCGATCAACGGCTAAGTGAC AAAACAATGATGCACATTCGAG 215

Ai03B35144 Araip.B03 35144 p3 (ATG)6 18 133417332 133417349 CCCGCTCACAGATTGAAAAT ACAAGCAGGACAAAACCACC 250

Ai03B35145 Araip.B03 35145 p2 (CT)6 12 133417770 133417781 GTGTGGCGGGCACTATATTC TCCCAGGAGGAACATCCTAA 134

Ai03B35149 Araip.B03 35149 p3 (ATG)9 27 133433285 133433311 TCAGAAACACTTGCGTCTCG TGTCGTCACCAACAACACCT 279

Ai03B35154 Araip.B03 35154 c (A)10gtaatttgagaattaccaaagagataacaattaacaataatattacaagaaaaaa(AG)6tgaaatatatgcataaaagtaaaacttaaatgataattagttaggtagctagctagggtttgaagcatga(T)10157 133436542 133436698 GCATTAAACAAAATGAATGCTAAAA CGTACCCATCACAATTCACAA 275

Ai03B35160 Araip.B03 35160 p2 (TA)10 20 133475603 133475622 TCACGAGCTGGCTCAAATAA AAGCTTGAGCCTGGAATTGA 268

Ai03B35161 Araip.B03 35161 p2 (TC)14 28 133475932 133475959 ATGTGGAGAAGGAAAACCCC AGATAGGTTGTAGCGGCGAA 224

Ai03B35162 Araip.B03 35162 p2 (TC)13 26 133480878 133480903 CCAGGAATTTGGGAATCAGA GCTTGTCTCGGAAGAATGGA 209

Ai03B35167 Araip.B03 35167 p2 (GA)8 16 133490746 133490761 GCCCAATGCATCAAATGTTA GCTTGCACCTCTACTACGGC 189

Ai03B35168 Araip.B03 35168 p3 (TGC)6 18 133491233 133491250 AAGCAGATACAGAAGCCGGA CCAACTGGGACATCATACCC 203

Ai03B35169 Araip.B03 35169 p3 (TGC)6 18 133491389 133491406 TGGTGTTGATGGGTTCTTGA TGAACCCAATTTCTCCTTCG 229

Ai03B35170 Araip.B03 35170 p3 (GAA)8 24 133493600 133493623 GGTTTTCTGGTGGGTGAGAA AATGGGGAACATCACCTTCA 253

Ai03B35175 Araip.B03 35175 p2 (GT)6 12 133500573 133500584 GATATTCGCACTTTGCCCAT AACCCGCAACCTCTTAATTG 251

Ai03B35176 Araip.B03 35176 p3 (AAT)21 63 133501316 133501378 TGCGGGTTCGAGTCTCTTAT TCACTCATTATTTCGCAGTCAC 280

Ai03B35206 Araip.B03 35206 p2 (TA)6 12 133571619 133571630 TAGTTTTTCTCCCGGCCCTA CGGAGAGATGAGAAAAGTGGTC 277

Ai03B35211 Araip.B03 35211 p2 (AT)11 22 133583169 133583190 GCCTCCTTTGTGGTGTCATT CCACTCCTCATTGTGGCTTT 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B35212 Araip.B03 35212 p2 (AT)10 20 133586741 133586760 TAGAAGGGACAGGTCATGGG CCAAGGAAGGATGATAGACAGC 252

Ai03B35219 Araip.B03 35219 p2 (GA)18 36 133629786 133629821 CAAGCGATGAATCTGTGGAA GCTCCTTACTGTCGCTGCTC 239

Ai03B35221 Araip.B03 35221 p4 (AAAT)6 24 133636072 133636095 TTGTATTCGCATATTCGGGG TCCGATTCGTACATTTGCAG 280

Ai03B35224 Araip.B03 35224 c (AATT)5taaatgcggaaaatcagtacaccttagttgaagagatatagcatggaagcaatgatccataaaaggca(T)1098 133642924 133643021 TCAAATTAGGTCCATGCACAA GGCCACTTTATTACATGCTTCA 261

Ai03B35227 Araip.B03 35227 p2 (TA)6 12 133649304 133649315 GCAAAATTTGTGAATCTTCTTGA TTTTCTTACATTATTACATTTTGTTGG 243

Ai03B35228 Araip.B03 35228 p3 (TTA)20 60 133651336 133651395 CGTGGGTTTGTTAAGTTACTCATGT CATTATTCGCAAGGCAAACA 249

Ai03B35230 Araip.B03 35230 p4 (AAAT)5 20 133672949 133672968 TCAACAATGACATAACAAATCTCAA TCCAATCTAATCCAAATCGCA 254

Ai03B35231 Araip.B03 35231 p2 (TC)11 22 133674064 133674085 GGCCACATTTTCAAAGCAAT GGGTTGTTGGATTCGAGAGA 187

Ai03B35233 Araip.B03 35233 p3 (TTA)5 15 133675302 133675316 CAGTGGAGATGTGCATAATCAAA CATGATCATCTATGCTGGCAA 262

Ai03B35234 Araip.B03 35234 p3 (AAT)5 15 133682067 133682081 TCATCCAGCAATAGCAACCA CAGATGAAGCAGTTTTTGTCG 231

Ai03B35235 Araip.B03 35235 p2 (GA)9 18 133683727 133683744 TCCCACTGTTTCTCTCCCAC TTTGAGGCCAAAACGAAAAC 213

Ai03B35238 Araip.B03 35238 p3 (TAT)5 15 133696455 133696469 GGAGTGCTAGAGGCAGCAAC TGAAAAAGTGAGATTGAAGCAAA 247

Ai03B35240 Araip.B03 35240 p3 (ATA)5 15 133699461 133699475 TTGCGTCTCTTGTATTGACG TAAGAAAAACACCATGCCCG 275

Ai03B35244 Araip.B03 35244 c (T)10ctaatgcagagttcc(T)1136 133710138 133710173 GGCTGGACAGTTGGATCTTC AAAATGATGTGAGGCCCAAG 202

Ai03B35245 Araip.B03 35245 c (T)10atttttaaattctatatctaaaatttaagcatcataaaaatcac(T)1266 133712083 133712148 GAGCCAATTACATCTTTTTCGAG GCCTGCTGCCTGGTATATTT 269

Ai03B35251 Araip.B03 35251 c (TTC)6ctcttcg(TCT)5tttctttcgtttcttgccttctctttctcctccttcttcttcttactgcac(CTT)7112 133728352 133728463 CGCATACAAGCGATTAAGGC TGCAGCAAGAAGAAGAAGGAG 223

Ai03B35253 Araip.B03 35253 p3 (TGC)6 18 133732434 133732451 TCACAAGGTGGGATGTTTCA AGAGTCATCAGCAGCAGCAA 270

Ai03B35256 Araip.B03 35256 p3 (AAT)5 15 133740066 133740080 CGTCGATCCGTGATTGATTA ATGATGAAGCCGACTCAACC 269

Ai03B35266 Araip.B03 35266 p2 (TA)6 12 133760124 133760135 AGTCGCAGGTCAAAGGAAAA AAAATGGGATATTAGTGATTCGGA 232

Ai03B35271 Araip.B03 35271 c (TCT)9tcgccttcctccttcttcttcttcgcgttctttcttcttcttcacgtgttttctctcaatcgtcattctttta(TTG)5ctgcattttttcttttccttcttttaattgagattcatttggatccaaaatgaattcgatgtg(T)11189 133778411 133778599 TTCGCTTTCCTCCTTCTTTG CAAGCAGTCAAAAAGACCCA 247

Ai03B35272 Araip.B03 35272 c (GGA)9cctgcgtacgcgaagttggaagaagaagaaa(GAG)8gaaacaaagaaggagaag(GAA)5agaa(GAG)6137 133779515 133779651 TGGTGATGATGATGACGAAAA TCGTGCTTCATTCTCCTTCTC 257

Ai03B35280 Araip.B03 35280 p3 (CTC)5 15 133785443 133785457 CCACCGCCTTTATTTGTTTG CGGAGGCAAAACTGAAAGAG 277

Ai03B35282 Araip.B03 35282 p2 (AT)9 18 133795059 133795076 AAACTAAACTCATCAAAATCCAAACA CAACCCGTATACCCGATCAT 253

Ai03B35289 Araip.B03 35289 p2 (GA)9 18 133810109 133810126 TGGCCATCACATGAGAAAAC TGCAATTTATGAGGCCAAAA 180

Ai03B35292 Araip.B03 35292 p2 (GA)12 24 133814699 133814722 TGAACAGCGCTGAATTGAAG GGGACCCACCCTCTCATACT 266

Ai03B35293 Araip.B03 35293 p2 (TA)6 12 133814840 133814851 AACGGTTACGTGATAAGCGG TTTGAAAGGGATGAAGACCG 175

Ai03B35297 Araip.B03 35297 p3 (CAG)6 18 133826102 133826119 TGAGGGAATGGGAAACTCAG AGCCTTTCCCTAGGATTTGC 216

Ai03B35301 Araip.B03 35301 p3 (CAG)5 15 133840774 133840788 ATGGAGGAGCTCGAAGCATA CCGCTGACTCTACTTCTGCC 160

Ai03B35308 Araip.B03 35308 c (A)11g(A)11 23 133869939 133869961 TTATTCATCGTGGGAGGGAG TCTTTCATAGGCCAATGCTCT 266

Ai03B35309 Araip.B03 35309 p5 (TGAAT)5 25 133875569 133875593 TCTGAAATGAATCAAGCGGA TGCAAAATAAACCGAACACG 244

Ai03B35313 Araip.B03 35313 p2 (AT)12 24 133885351 133885374 CCAAGTTTTATGTTTTCTTTCGC TCTAAGCTGACAAATAAAGACGTTC 271

Ai03B35314 Araip.B03 35314 p2 (TA)6 12 133886368 133886379 TGGATGAGATCCTAACTGATTCTG CAACTCTTTGCACGCCATAA 271

Ai03B35315 Araip.B03 35315 p2 (TC)7 14 133887318 133887331 TCAAGAGGGTATTTCCTGTGGT TAGCAACAGGCGCATAATGA 261

Ai03B35318 Araip.B03 35318 p2 (TA)8 16 133895033 133895048 TTCCATGGGTTCCATCATCT GCATGTTGCAACTGAAAAACA 275
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Ai03B35321 Araip.B03 35321 p4 (TCTA)7 28 133903740 133903767 TGGTTAAACACGCTGCATTG TGCATGGATTAGAAGGAGGG 271

Ai03B35324 Araip.B03 35324 p3 (TTC)5 15 133912094 133912108 ATCCCTTTCCCATCTCTCGT TCGTGTCGGAGTTCGTAACA 229

Ai03B35325 Araip.B03 35325 p3 (ATA)10 30 133912551 133912580 AAACCAAGGCCTTAAGGGAA TGAACAACATGAACAATCACCA 223

Ai03B35327 Araip.B03 35327 c (CCT)5tctctttctc(T)1035 133914159 133914193 CGCCACCCCTATATACTTCG CGTGATGATGAAGACGATGG 176

Ai03B35328 Araip.B03 35328 c (TA)7tgccttaaatatatattttttaaaaggacgaaatgttgtcaaatattgtcatgattgaattaccatagaaaccagatttaatatcag(T)10111 133915010 133915120 TATGGCAACAACAACATGGC CCTCCACCGAATTCAAATCA 231

Ai03B35329 Araip.B03 35329 p2 (AT)8 16 133915666 133915681 TCCGCGTAACATTTTTGTTG CTGGCAGTGACCATTTTTCA 235

Ai03B35335 Araip.B03 35335 c (AAAT)5tacattttgaacataaaatatttatta(AAT)562 133933492 133933553 AACCAACAATAGCATAGCAAGTTT ACAACCGATCCAATCCAATC 239

Ai03B35336 Araip.B03 35336 p2 (TC)6 12 133934036 133934047 CAACACATGGATTGAGAAGAACTC AATCGAGTCGGACCATGAAC 270

Ai03B35338 Araip.B03 35338 c (TC)6tt(TC)8 30 133941899 133941928 CACGATCTGCTCACCGTCTA TCCATGATTACGCCTCTTCC 155

Ai03B35339 Araip.B03 35339 p2 (AG)21 42 133942051 133942092 GGAAGAGGCGTAATCATGGA CCATCATTCATCACAGCACC 264

Ai03B35341 Araip.B03 35341 p3 (AAC)13 39 133943471 133943509 GGTTGAGTGAGTTAAGGTTTTGG TTGTTTTGCCTTTTTCTCATCA 155

Ai03B35342 Araip.B03 35342 p3 (GGT)5 15 133943674 133943688 TCTTAACCGTGACATAGAAATACGA CCGACGGTACTCAGCATTTT 276

Ai03B35343 Araip.B03 35343 c (TC)8tactcaccctctcgcctccca(CT)853 133944208 133944260 TGCCCTAAATTTGAACCAGG GCCGGAGAGAATGTTGAAAG 134

Ai03B35352 Araip.B03 35352 c (T)10ctggatgaaaatagaagagaattttgcaagtatctatctgtaaaaagaaccc(A)1274 133974488 133974561 AATTCAGGAAATGGGGGAAC TTACACTGCATGTGCTTTTGC 250

Ai03B35359 Araip.B03 35359 p3 (GAG)5 15 133998404 133998418 AGGCTTTGGCTCATGAAATG TCGTCCCAAGGGTTCTACTG 156

Ai03B35360 Araip.B03 35360 p2 (TC)6 12 134001664 134001675 CAATTTCACCGCTACCCTTC TTGTTTGTTTTCCCTCTGGG 226

Ai03B35365 Araip.B03 35365 p3 (ATA)6 18 134012209 134012226 GAAAGATAAACGGTGAAAATTAAAAA TCAAAATGTGCAATATGCATTC 243

Ai03B35368 Araip.B03 35368 p2 (AT)6 12 134018236 134018247 CAGATAGAGGGTTTGGACGG ATTCTCTTTTTAACAATTTCATTCTTC 262

Ai03B35372 Araip.B03 35372 c (A)10tacatatagcaatgacaacaaaagaatgacgataaggagaaaatacgt(A)1068 134025941 134026008 TCTACTGCTTCTTCACCGGG TCGCATTCCTCCTTCTCTTC 137

Ai03B35376 Araip.B03 35376 p3 (AAT)10 30 134033522 134033551 TCATGCTAATGTCGCAGGTC GGGGCTTTTCTGATCCCTAC 234

Ai03B35379 Araip.B03 35379 p6 (CGGTCT)6 36 134047086 134047121 GTCTCCGGTCTGTCAAGCTC GAGAGATCGAGACCAGGTGC 111

Ai03B35382 Araip.B03 35382 p3 (TCT)5 15 134053891 134053905 ACGTGGGTCTGACACCTAGC TCATCCTAGCAAACGGGAAC 259

Ai03B35383 Araip.B03 35383 p2 (AT)9 18 134056312 134056329 AGCCCTTTTGTTTTGTGTCTG TCTGTTTTGTAAATGGTAAGTTGTGA 244

Ai03B35386 Araip.B03 35386 p3 (TAT)5 15 134070739 134070753 TCCCACCAAGAATGCAATAA TGCTGATTTTTGCTCCAGTG 208

Ai03B35392 Araip.B03 35392 p3 (GAT)6 18 134086313 134086330 CAAGACATTCACAAGCGTGG GGAAAATGCCTCAACTGCAT 267

Ai03B35398 Araip.B03 35398 p2 (CT)9 18 134100221 134100238 CATTTCCTCCATCGTTGCTT AAGATGGCATTCCACCAGAC 277

Ai03B35404 Araip.B03 35404 p2 (TC)6 12 134122566 134122577 GTGATTTTGTTGCACACGGT ACACAAAGGAGCGAGAGCAT 174

Ai03B35406 Araip.B03 35406 p5 (TTTAT)5 25 134132785 134132809 TCGTGCCTCTTCTGTGTTTG CGCACACTCTTCTCTCCCTC 269

Ai03B35409 Araip.B03 35409 p2 (AC)7 14 134139903 134139916 TTTTATGGGCTATTTGCCGT TTGGTGCAACGGATATCAAA 136

Ai03B35415 Araip.B03 35415 p2 (GA)7 14 134163805 134163818 CCAACTTCCTCTCCAAGCTG AGAGCACCCAGCTCTCTCAG 253

Ai03B35419 Araip.B03 35419 p2 (GA)15 30 134167918 134167947 TTCAGGTTTGTCGTAAGCCC CCAATGGGTGCTGCTTATTT 191

Ai03B35424 Araip.B03 35424 c (T)10gtgttgattttttcttcgcatactttctctttatcgtcgttcttttattgctaatgttgttgacttgttgctgca(T)1095 134173454 134173548 TTGGTGAAAATATGAATACACGTTC TGCAAAATCACCAAGAAGAGG 203

Ai03B35428 Araip.B03 35428 c (A)10ttcataaacacaaattgaatccagggactattataatcaaatat(A)1064 134186015 134186078 GCTTTACCAGGCTGTGGTGT AGAGGGTCTGTTTTGCGTGT 246

Ai03B35435 Araip.B03 35435 p2 (CA)6 12 134210884 134210895 TTTTGCTTTTGGTCTTTCCG AATCTGCGGCAAAAAGATGT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B35439 Araip.B03 35439 p2 (AT)6 12 134220013 134220024 CAGCGAGTTCAGCTTCTCCT TGCCCTCAGTAGGACTTGGT 218

Ai03B35446 Araip.B03 35446 p2 (AT)8 16 134246713 134246728 CCATCATGCCCATCTTCTCT ACCATGTTTGCCTTTTCTGC 279

Ai03B35449 Araip.B03 35449 p4 (TATT)6 24 134253859 134253882 GATATATCCGCAAAACACAAAAA CATATCCGTGTATCCGCAAA 236

Ai03B35453 Araip.B03 35453 p2 (TC)17 34 134268535 134268568 TTCTTGCCCATCATTTGGAT TGGCAAGTAAAGGGGAACAG 242

Ai03B35470 Araip.B03 35470 p2 (CT)6 12 134307616 134307627 GTAGCTCATGACGACGACGA CCAAACGGAGTGGAGAGAAG 216

Ai03B35474 Araip.B03 35474 p2 (TA)7 14 134317849 134317862 TCGGATATGAGTCATGATATGAAAA GAGCCGAAGCTGCAGTTATT 280

Ai03B35482 Araip.B03 35482 p2 (TC)7 14 134342328 134342341 TACATCAAAAGGAGGACGCC ATTGGAAGTTTCGGCACAAG 262

Ai03B35484 Araip.B03 35484 p4 (TTAT)5 20 134345245 134345264 ATCGATCCAATCCAATCCAA TCAACAATAACATAACAAGTCTCAACA 262

Ai03B35485 Araip.B03 35485 p2 (AT)6 12 134345752 134345763 AGATGACAGCGAGGCCTAAA TCCGTTCTTAGGGAAAGGATT 137

Ai03B35486 Araip.B03 35486 p2 (TA)6 12 134346357 134346368 CTGTAATCCTCCATCACGCA TTTTGGCATTTCATGGATCT 239

Ai03B35490 Araip.B03 35490 p3 (TGT)5 15 134359238 134359252 CGCCTTACTTGGAGTCGAAC ATGGAGTCTCCGCAGAAAAA 272

Ai03B35491 Araip.B03 35491 p2 (AG)6 12 134367718 134367729 TTTTGTGTGCGTGACTATCAA TGGACAAAACAAGAAAAATTACAAA 280

Ai03B35499 Araip.B03 35499 p2 (TC)7 14 134404400 134404413 GTCATCCAACACCCAATTCC ATTGGGCAAGCTTGAAGATG 272

Ai03B35503 Araip.B03 35503 p2 (CT)6 12 134431166 134431177 CAATTGAAGGGGTAAAGTGTGA GCTCCCACAACACAACAGAA 180

Ai03B35504 Araip.B03 35504 c (T)10cgttttgcttcttttgggaataactaaccaataactgacttaac(T)1064 134434819 134434882 TGCTACGTGATCCAGCAAAC TTGGTGAAGATTTGTGCGTC 275

Ai03B35507 Araip.B03 35507 c (T)13gtttttcttggcatttttgttttccgaagaaaagatgataaaccaaaaaaggacacacagacatgaggat(GAA)598 134443409 134443506 AGAATGGAGGACTGAATGCAA TGTTGCTGCCACTTTTTGAA 280

Ai03B35509 Araip.B03 35509 p2 (TC)8 16 134457505 134457520 TTGCAAGTGCAAGCTGTCAT CAAAAACGTTGATTTGCCCT 221

Ai03B35511 Araip.B03 35511 p3 (AAG)6 18 134463877 134463894 GGGGGTTTCAGAGACACAGA AGACGTTGGGGAAGTTGTTG 136

Ai03B35512 Araip.B03 35512 c (GT)7gcacgtattttatttaaatttgattccacatt(A)1056 134466955 134467010 TGATTTAGGGACGGATCTGC TGAGCAAGAATTCACCATCG 245

Ai03B35515 Araip.B03 35515 p3 (TTC)5 15 134491329 134491343 CTGATTTTTGGTTGGTGGCT CAAAAGCTAGTGGGGGAACA 227

Ai03B35516 Araip.B03 35516 p2 (CT)8 16 134500054 134500069 CCAGGGTTTTGCTTCCTTCT CAGACGCTGACCAATGAAAA 276

Ai03B35522 Araip.B03 35522 c* (T)10(TA)6* 21 134515961 134515981 AAAAATCGGTTTGAATAGATCAAATA CCATATAAAGTTGTTTTTAGATTACCG 275

Ai03B35523 Araip.B03 35523 c (ATT)5gttattattattac(TAT)647 134517166 134517212 GGGGTATTTTTGAAATTTTTGTCA TGTGCATACATATATATTTCTTGGGAA 273

Ai03B35524 Araip.B03 35524 c (T)11atttattgacgttatttttgttcggtaaaagttgacagtgacgtaa(T)1370 134517610 134517679 AACCGAGAGAGAAAGGAAACG TCAAAATACTCGACACCCCA 273

Ai03B35525 Araip.B03 35525 p2 (AT)8 16 134518942 134518957 GACGAAAACAAGGCCCAATA GAGTGGTGCGCGTACTTTTT 252

Ai03B35532 Araip.B03 35532 p4 (TAAT)6 24 134528196 134528219 GGCAATTATGCCATCTCCAT TTCACAGTCATGAACCACGG 260

Ai03B35533 Araip.B03 35533 c (GAA)6aaggaagaaat(A)1241 134528436 134528476 CCGTGGTTCATGACTGTGAA ATGGTCTCTTCTTGCGTGCT 258

Ai03B35535 Araip.B03 35535 p3 (TTA)7 21 134529492 134529512 CCCTTCCCATCTCTCTCACA CACCCAGCCAGTGTGTCTAT 166

Ai03B35538 Araip.B03 35538 p2 (AT)7 14 134536691 134536704 AAAAGAAAAGGAGAAACACGAAAA TTGAGACACGAAATGAGAAAGC 168

Ai03B35545 Araip.B03 35545 p3 (TTC)5 15 134545709 134545723 CTGTGTCGTATTGTGTCCCG AAAAACGCAGCAACAACAAT 247

Ai03B35550 Araip.B03 35550 c (A)11ctctaataatagaaatagtctttgtttagattagactaattagaagaaaaagcctgtaacaatacaaaaagtg(TA)798 134550070 134550167 AGTTTCGCAAGGCTTCACAT TTTTTCGCCCTAATGCTTTT 263

Ai03B35556 Araip.B03 35556 p3 (GAT)7 21 134564881 134564901 CAGGCGGAAAGAACAAGAAG TGGAGCTCCTTCACTTCCAT 111

Ai03B35561 Araip.B03 35561 p3 (ATT)5 15 134580223 134580237 ATTCCAGAACTTGCCCCTTT CAAGTAACGCAACTCTATCTAAGAACA 278

Ai03B35562 Araip.B03 35562 p3 (GAA)5 15 134581082 134581096 CCAACGACTCTCAGGTATCCA GCCAAGTGGTTTTGGACTTT 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B35565 Araip.B03 35565 c (A)14c(A)12 27 134590783 134590809 CATTTGAAAAACCAAAAGCTCA TTTTTCATTTTTGGGTCAGAGAA 279

Ai03B35568 Araip.B03 35568 c (T)12acttttcaccttcaattcgaagctctaaaggttctgcaattggtgctattcttcatgttatgtttctctg(T)1294 134603135 134603228 TCTTTGCTCTGTTTCTCTGCAA TGCATACACTTGAGGCTTCG 204

Ai03B35570 Araip.B03 35570 p2 (TA)8 16 134606050 134606065 TGATGATAAATGAGTCACCATCTG AGGACTGTTGGAATTGGACC 198

Ai03B35572 Araip.B03 35572 c (A)11ggtctttt(ATA)5aaaataataacaatgtcaacaaaaataaaaacacacaacaagtacc(A)1292 134610320 134610411 TGAAAAATGTGAGTTGGGCA GCCACCGTTCAAAAGAAAAA 231

Ai03B35573 Araip.B03 35573 p2 (AT)16 32 134611359 134611390 TTTCTTTGAACCTCCTCCGA TGCATTGTTAGTGCAAACTGC 278

Ai03B35574 Araip.B03 35574 p2 (AT)8 16 134611751 134611766 TTGCCATTACTTAATAAGCCATCA AAATAGTTGCCAAACAAGGTGA 220

Ai03B35577 Araip.B03 35577 p2 (TA)9 18 134616499 134616516 TCCAACTTGCATGTATTGGC GAGGAGGCAGTGATGCTGAT 248

Ai03B35579 Araip.B03 35579 p3 (AAT)5 15 134617103 134617117 TTTTTCACCTGCTTGAGCCT TACCCGCACATCGCATATAA 222

Ai03B35581 Araip.B03 35581 p3 (TAA)5 15 134620921 134620935 ATGTCAATTCAAGGGGGACA GGTCACGCCGACTTTGTATT 177

Ai03B35584 Araip.B03 35584 p2 (AT)7 14 134623000 134623013 AAAAAGTTATTGCGTAGAGACACA ACGAAATCAGATTCCAAGCC 264

Ai03B35588 Araip.B03 35588 p2 (TC)8 16 134628904 134628919 ACTCCTCCTTCAGCCCTCTC TGGCTTAGTGAGCACCACTG 120

Ai03B35589 Araip.B03 35589 p4 (TAAC)7 28 134635027 134635054 GGGTTCCTCTTTCCGTCAAT TGCCACAACAGACTCAGCTC 226

Ai03B35592 Araip.B03 35592 p4 (TAAC)7 28 134637234 134637261 GGGTTCCTCTTTCCGTCAAT TGCCACAACAGACTCAGCTC 226

Ai03B35597 Araip.B03 35597 p3 (AAT)6 18 134649303 134649320 GCCAATTCACAGTTTCACACA TTTGGGTCCCTGAGACAAAG 204

Ai03B35599 Araip.B03 35599 p4 (AAAG)5 20 134657930 134657949 TGGAGGAAATTGAAAGCAACA TTGCTAGCCAAGGCAAAAGT 120

Ai03B35603 Araip.B03 35603 p3 (TAT)11 33 134662218 134662250 GAAACATTTTGGCTTTGTAGGAA CAAGCCCCCTATGCATTAAA 166

Ai03B35606 Araip.B03 35606 p3 (GAG)6 18 134678687 134678704 ATCACAATGGGCTGAGAAGG GACTTTTATCCAAGCGCAGC 249

Ai03B35608 Araip.B03 35608 p2 (AT)6 12 134694151 134694162 CAATTTCATCAAATCTTAATTGGAC CAGCAAGTCAAAAATTAATCCG 273

Ai03B35609 Araip.B03 35609 p3 (AGA)6 18 134694784 134694801 AATAACGGAACGCAAACGAC CTTGGCTCCTCTTCGTCATC 265

Ai03B35610 Araip.B03 35610 c (TATTT)5ttttcatttttggttcagagaatatgttctaatttaagtagctaagtttttaatttaaactaagggaagg(T)10(A)11116 134705698 134705813 AAAAGACTCCACTCATAGGACACC CCATGATGTTGTCCCGAACT 199

Ai03B35616 Araip.B03 35616 p2 (TA)9 18 134713412 134713429 GAGCCAACCCTACCTAACCA GGGGATTCAATTTGATTGCTA 259

Ai03B35617 Araip.B03 35617 p2 (AT)7 14 134713848 134713861 GCATTCAAGTTCATGTTTTCAA TCCACGACCAAACAAAAACA 255

Ai03B35619 Araip.B03 35619 p3 (CAC)6 18 134714502 134714519 AACCACCACCCCTCCTTTAG CTGAAGCAGCATCATCATCAA 262

Ai03B35620 Araip.B03 35620 c (AT)8tacaaattaataatattctaagaaaacatattaaagaagaaggccataaatagtcttttctcagctaatgggaaaacaactaatcac(T)12115 134714724 134714838 TGTGGTTTCTTCTTACCCATCA AATGGAGGCAAACACCAGAC 243

Ai03B35624 Araip.B03 35624 p3 (TAA)8 24 134725402 134725425 TGCTTCTTTTGATGATGATGC TTTGCTGTGCTGAAGAATCAA 248

Ai03B35628 Araip.B03 35628 p2 (TA)9 18 134727707 134727724 AATTGAATTTGGGTCCAGCA CATTCTTACTTGGATGGTTGGA 239

Ai03B35630 Araip.B03 35630 c (T)10cttttttttc(T)1030 134733800 134733829 CTGGGGTGTTTTCTTCCTGA GAAGATGGCGGAGACAAGAG 203

Ai03B35632 Araip.B03 35632 p4 (AGTT)7 28 134737521 134737548 TCTTGTTAAACTTCGCCGGT AGCCAATCATCCTCATCTGC 272

Ai03B35637 Araip.B03 35637 p2 (AT)6 12 134755921 134755932 AACCCAGTAACGATGCAAAAA AAATTAAATGCTGACGTGGAAAA 176

Ai03B35645 Araip.B03 35645 p3 (TCT)5 15 134779826 134779840 AGCCAATTAAAGAGGAGCCC CTGAAACAAAGGAATGGGGA 121

Ai03B35647 Araip.B03 35647 p2 (TG)6 12 134785760 134785771 GCACCTAAAAGACTGGCAGC ACCAAAAATCCCATGAACCC 181

Ai03B35648 Araip.B03 35648 p2 (AT)6 12 134787006 134787017 GGCCCAATATGGGGTTTAAT TGCAACTTTTCTTTTCTTTTCCTT 274

Ai03B35653 Araip.B03 35653 p2 (TA)7 14 134794912 134794925 GATTAAATTTTGATGCATGATTTTG TTCTTAAAATTTAGTGATTTTTCGC 188

Ai03B35654 Araip.B03 35654 c (T)10ggttaagtacgattttggtttttgaggtagggctgaaattttattttattctttg(T)1075 134796080 134796154 AACATGGCGAATTTTTGAGG TAATGGTGGTGGGTTCTGGT 241
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Ai03B35655 Araip.B03 35655 p2 (TA)10 20 134796801 134796820 TTTCCCCTTCCGATCTCTTT TGGTGGTAGGTTCCGAGTTT 172

Ai03B35656 Araip.B03 35656 p3 (ATC)6 18 134796957 134796974 CCCTTGCTCTCTTTCTCCCT TGGGTTCTGAGTTTTGATGATG 258

Ai03B35659 Araip.B03 35659 p2 (TA)6 12 134804104 134804115 TGAGTTCTAAGTGGGGGTGG ACCAAAATCAACCCGAAACA 215

Ai03B35660 Araip.B03 35660 c (A)12caaagaataaaataaaatttcagccctacctcaaaaaccaaaatcatacttaacc(A)1178 134804309 134804386 TAATGGTGGTGGGTTCTGGT CATCTGAGTAGATAACATGGCGA 258

Ai03B35661 Araip.B03 35661 p2 (AT)7 14 134805042 134805055 TTCTTAAAATTTAGTGATTTTTCGC GATTAAATTTTGATGCATGATTTTG 188

Ai03B35662 Araip.B03 35662 p2 (CA)6 12 134821386 134821397 GACGGGAGAAACCAATCTCA GCACCTAAAAGACTGGCAGC 254

Ai03B35672 Araip.B03 35672 p3 (GAA)5 15 134835675 134835689 GCTGGGAAAGAAGACAATGC ACCCAAAACACAAGTCCCAA 221

Ai03B35678 Araip.B03 35678 p4 (ATTT)7 28 134856235 134856262 AGGAACCTGAGGCCACTACA AAACAAATCCACACTTAAATGCC 109

Ai03B35702 Araip.B03 35702 p3 (TCT)6 18 134902890 134902907 AGGAGGAATCATCATCGTCG GTAGTGGTGATCTCCGTGGG 219

Ai03B35703 Araip.B03 35703 p3 (TCA)5 15 134903789 134903803 CATCAGAACTTGAACGCGAA CACACCGATGTCAACACCTC 193

Ai03B35705 Araip.B03 35705 p2 (AT)10 20 134911309 134911328 GGCCATTAGATACCATCAGCA CCCTGGTTTCTTGATGCACT 229

Ai03B35709 Araip.B03 35709 c (CA)6gtt(TA)8 31 134917632 134917662 TGCTCTGGTAAGGAGGATCG TATTAGTTTTCGCGCGGTCT 219

Ai03B35712 Araip.B03 35712 p2 (TA)11 22 134929836 134929857 CGGCGAACAAGTTTAACTCC TTCCTGCTCTCTAGTCCGAAA 266

Ai03B35713 Araip.B03 35713 p6 (ACGTTG)5 30 134931724 134931753 CGGAGAACTTGCTTACGGAG GCGGAGGTACGTAGGATTCA 228

Ai03B35714 Araip.B03 35714 p3 (GGT)7 21 134931860 134931880 TGAATCCTACGTACCTCCGC TCAGGCTCAAACTCAAGGGT 140

Ai03B35718 Araip.B03 35718 c (T)10aaaaaa(AG)1036 134960272 134960307 GGAGGAAGGAGACGTAAGGG ACACTCTTCTTCTTGCCCGA 209

Ai03B35719 Araip.B03 35719 p3 (ATT)7 21 134960931 134960951 CATGGCCACGATTAGACCTT TCTTGTTGCCATAGCTGCTG 230

Ai03B35724 Araip.B03 35724 c (ACA)5g(CAA)5 31 134968638 134968668 CGGGCGTAATACAGAATCGT ATAAGCTTGGTTGTCGGGG 280

Ai03B35729 Araip.B03 35729 p2 (AT)9 18 134986064 134986081 GATTTTCGCTGTGGGTGAAT GATCCCCATAATCCCCAAAT 204

Ai03B35731 Araip.B03 35731 p2 (AT)6 12 134991272 134991283 TGCTCTATTCCATTCCAGCC AGCCCACTGCTCCAAGTAGA 211

Ai03B35732 Araip.B03 35732 p2 (TC)8 16 134998008 134998023 GCCCATTTCCAAGAGAATCA CCCTTCTCTATTTCTCTCTTCCC 261

Ai03B35734 Araip.B03 35734 p2 (CT)17 34 135007264 135007297 AACGTGAAATCTGGCTGGAA TTTGCAAAAGGCCCTGTTAT 198

Ai03B35738 Araip.B03 35738 c (ATT)7tagaaatataagccgttaataatacaaggagaaatcattaaatttgtgaaaaaaatataaa(ATT)7103 135028645 135028747 TGCATTGCACCGAATACAA GCAACCAAAATGAGCGGTAT 258

Ai03B35739 Araip.B03 35739 c (T)10cattattcttgttaatttttcataattatatttttattattatattattcgtctcaaattttttgaatg(A)1089 135028982 135029070 CCATCGGAGATACTAACAAGGG CGTTCTTAAAGGTTGCGTTTG 277

Ai03B35741 Araip.B03 35741 p3 (TTC)11 33 135065805 135065837 GCCTCCGTCAGAACCATAAA CAGAGAAGGCAGGAAACAGG 127

Ai03B35746 Araip.B03 35746 c (AG)6acagagagagtgaaaaggtt(GA)6gtgagacagagtttccaaccacgtggaaccaacaacttagact(CA)6tatca(T)10114 135085622 135085735 TGGTATCGTCGGCTACACAC AATATCACGTCGGTAAAAATAATCA 272

Ai03B35748 Araip.B03 35748 p2 (AT)7 14 135087241 135087254 TTGTTCAAAAATCTTGTTGGATACT TACATGCACATTCAGCACCA 276

Ai03B35751 Araip.B03 35751 p3 (TTA)10 30 135100537 135100566 GTACGGTGTCGGAAAGTGGT AAACACAAAGACGCGGATTC 231

Ai03B35753 Araip.B03 35753 p3 (TAA)6 18 135101056 135101073 CATCGTGTCATGCCACTTTAT CACCACAGCTTGTCTCCACA 180

Ai03B35757 Araip.B03 35757 p3 (TTG)6 18 135105472 135105489 TTCATTGGCCACAAAACTTG ATCCAGCAAACGTCAACACA 266

Ai03B35760 Araip.B03 35760 p4 (AAAT)5 20 135108379 135108398 TCAAATGGCATAGACTCCCC GCTCTTCAATTCATTCCCCA 229

Ai03B35763 Araip.B03 35763 p4 (TTAT)5 20 135120771 135120790 ATCGGACCGTCTGAATTTTT TGGAGGAGAATGTGAGGTGA 280

Ai03B35765 Araip.B03 35765 p2 (TA)8 16 135122015 135122030 TGGTCAAGCAAATGATTGTGT TTCTCGAAATCACAAAAATTCA 226

Ai03B35766 Araip.B03 35766 p3 (ATT)5 15 135122644 135122658 CCTACTTGTTTTTCACATCACCA TTGCCAGTTTATCGCATCTG 189
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Ai03B35767 Araip.B03 35767 p4 (TATT)5 20 135124794 135124813 ACAAAACATGCGGAGAAAGG TGCCTAAGCCAAGTTCAACA 196

Ai03B35769 Araip.B03 35769 p3 (GTT)5 15 135134691 135134705 TTCATGAAAGGGAATGGAGG TTAGTGACGACGACGACGAG 251

Ai03B35770 Araip.B03 35770 p3 (TCA)20 60 135135279 135135338 TCTTTACCACCACCACACCA AAGAAGACGACGATGATGACAA 192

Ai03B35773 Araip.B03 35773 p2 (AG)9 18 135139104 135139121 ATTTAGGAAACCGTGCCTCC ACTCACTCACTCACCCACCC 179

Ai03B35775 Araip.B03 35775 p3 (AAC)5 15 135141486 135141500 TCGTAACAAACCTGCAATGG TAAGGAGGGAAGGACGTGAA 263

Ai03B35776 Araip.B03 35776 p2 (CA)12 24 135145374 135145397 TTGGCTGTGGGTTATGTTCA ACGTGAGCTTGCAGATGATG 152

Ai03B35777 Araip.B03 35777 p4 (GAGT)7 28 135151753 135151780 GGATCCTGTCTCGCTGAAGA ATCCAGGTTGGCAATTCTTG 213

Ai03B35778 Araip.B03 35778 p2 (TC)6 12 135152014 135152025 AGCGATTGAAATCGGAAATG AGAAAGGGAAGCTAGGCTGG 117

Ai03B35789 Araip.B03 35789 p2 (AG)8 16 135170742 135170757 TCTGCCGCCTCTAGAGTTTC GGCGATGAAAGGAAAGATGA 216

Ai03B35790 Araip.B03 35790 p2 (AC)6 12 135170896 135170907 TCATCTTTCCTTTCATCGCC TAGAAGAAACGCACAAGGCA 232

Ai03B35791 Araip.B03 35791 p4 (ATAC)5 20 135171066 135171085 CCTCATCAGCTTTGCCTTGT ATGAATGATGGATGAAGGGC 268

Ai03B35792 Araip.B03 35792 p2 (TA)7 14 135171351 135171364 GCCCTTCATCCATCATTCAT TGCTTCCTCATCCTCGATCT 246

Ai03B35796 Araip.B03 35796 c (TGA)10ta(ATG)753 135183155 135183207 TAGCGTCCATGGCAATTATG GCAAAATTCTCCCACTCCAA 235

Ai03B35798 Araip.B03 35798 p3 (CTT)5 15 135201926 135201940 GCTTCTTTTCTCAGCCGCTA CTTGGCCTTCTTGTCGTCTC 138

Ai03B35801 Araip.B03 35801 c (A)10ggcccaatccaaaatgcaacatgtgtttggcttatttaagaaataaaaaaaatctgatatacctaaaactcaacctgcgtttcatttgtttcataaac(A)12120 135215314 135215433 GCAACCTGCGTTTTAGCATT TGCCTCCAAGAGGTTCATTT 279

Ai03B35802 Araip.B03 35802 p5 (ATCGG)5 25 135221870 135221894 CAAATCCAAACCGATCCAAA CTACATAGCGCGGTCTAGGG 185

Ai03B35804 Araip.B03 35804 c (ATTA)5atttgcgttggcactaatatcttagaaactgtattaaattgctgcaagtgtaaatatcactatacttggggcgtaatcaaac(T)11113 135227693 135227805 CCCACCTTATTCTCCTGCAA GTTTGAATTCCAATGCCCTG 252

Ai03B35807 Araip.B03 35807 c (T)10atcagggatcgagttaa(T)10caggaacctcgttgtctttcgagataattgtcaggtggctgatttaggttttctctaa(T)10105 135232867 135232971 CGAAGTAATTATCAGGGCCG TGGGTGTGCTCAATCAACAT 170

Ai03B35808 Araip.B03 35808 p3 (TCC)6 18 135237286 135237303 TAACCCATACGAGCGTGTCA AGGAGAAACGCAAAGAAGGA 100

Ai03B35810 Araip.B03 35810 c (A)10gaaacttgagaagataaaataag(A)10(GAT)970 135238761 135238830 TGTGTTTCTTCTTCTTCTTTGTTTG TTTGCGGTAAATTTGGGTGT 272

Ai03B35811 Araip.B03 35811 c (T)10atatttttgatacattaaagataa(T)10agagttgtgacgcacttaaaccagtttagtttagcattttctattttatgtgaacgtgtgagactatatgctttagttac(T)10134 135240256 135240389 CAGCGAGATTTAGTTTAGGGTCA GCGAAACATTGCATGCTCTA 276

Ai03B35812 Araip.B03 35812 p3 (CAT)7 21 135240987 135241007 TGGTTTGAGGAGCTATTGGG AGATGGGGTTGAGAATGCAC 140

Ai03B35813 Araip.B03 35813 p2 (TA)6 12 135242103 135242114 TGAATCCTAGATATATGCTCAAAATGA GCCTCCGATCCTTCTCTTTC 194

Ai03B35816 Araip.B03 35816 c (T)10cctgccttttttttctcgaataaaataataaagagcttttttt(A)1063 135250288 135250350 GCTCACTGGCTGACTCTTGA GGTCTGCAGAGAGCACGTAA 275

Ai03B35817 Araip.B03 35817 p2 (TA)7 14 135253844 135253857 ATGTGTAGCAGGCCCCTTAT CAAGCGGTTTAGGTTAGATTGAA 280

Ai03B35820 Araip.B03 35820 p2 (AG)19 38 135256027 135256064 ATGCAACGTGATCGTTATGC CCCAATCCTAAACCTTCTCCA 149

Ai03B35827 Araip.B03 35827 p3 (TCT)5 15 135270723 135270737 CCCTGTTGGCCTCTCTGTAG TCCCCTTCATTTATTGCTTCC 260

Ai03B35831 Araip.B03 35831 p2 (CT)6 12 135287853 135287864 TGGTGCCCTAAATTGGAGTC AGATTGGGAGGGTGAGAGGT 112

Ai03B35835 Araip.B03 35835 c (T)11cttcttcattattttgcagtttcccaagcagtaaggctttgtttggatataggaaaaaaaatag(A)1186 135303760 135303845 TGGAAAGAAAGGCATACATCG TCTTCATCCAAACAACACACAA 247

Ai03B35838 Araip.B03 35838 c (T)10ctttatcattggtaaaataaagattttgaagcacataaaactagtattcgt(A)1071 135305769 135305839 TCATTTGATGTTCATGACACTTTG TGGGAGTGTAATGCGTGTGT 254

Ai03B35840 Araip.B03 35840 p3 (AAG)5 15 135315528 135315542 CCTCCTCATCTTCTTGGTGG AACAAGAATCCGTGTCATGGT 251

Ai03B35842 Araip.B03 35842 p3 (GAT)6 18 135322953 135322970 AAGTCTTGCCCCTGGAAAAT TCATCATCAGCATTGCTTCC 183

Ai03B35843 Araip.B03 35843 p3 (GAT)9 27 135323292 135323318 GCAGAGCAACCCAGAGATGT GCAAAAGGAAAGTCCACAGC 192

Ai03B35844 Araip.B03 35844 p3 (ATC)5 15 135324016 135324030 GCAGTTGGATTTATCTGCTCTCA CCTCATGTTGAAAGCTTGATTTT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai03B35845 Araip.B03 35845 p3 (ATT)6 18 135327620 135327637 GCATCTTACATGCAGGAGCTT TGACTTCGGTCAATGCTGTG 260

Ai03B35847 Araip.B03 35847 p2 (GA)7 14 135329801 135329814 ATATGTGCAACTTCGCCGAT TTATGACGCCAATTCTGCTG 198

Ai03B35849 Araip.B03 35849 c (CTT)8aattactactcagttgctgctttttcttctctttcctttttctc(T)14cgttatcatcatcaccaccaccatcactacgttctcctctttctcttcctattttcattagttttcctcctcctccttctccac(CAT)5181 135332396 135332576 CTCCTCCTCCTCAAATCACG GATGACGATAACAATGATGACGA 255

Ai03B35850 Araip.B03 35850 p3 (CTT)7 21 135333066 135333086 CAACGATAAAGGGTCCAACC TGAGAAGGTAAAACAAGAAGGAAAA 276

Ai03B35851 Araip.B03 35851 p3 (GAA)6 18 135334246 135334263 AACACGCGAAGAAGAAGGAA CATATGGTACACACGCCCAC 126

Ai03B35858 Araip.B03 35858 c* (T)10(TTC)6* 26 135344050 135344075 CATGGTCGAAGAGAGCTTCC CAGGAAGAAGGAAAAAGGGG 184

Ai03B35861 Araip.B03 35861 c (A)12ttatatatatctgtgcaaaagaaggatttatactcaatatactaaaata(T)1071 135349187 135349257 TCAAATGGCATAGACTCCCC ACCCCATACGCTGAAAACAC 245

Ai03B35864 Araip.B03 35864 p3 (TAA)14 42 135357071 135357112 AAACCCTTAACGATTGGGCT ACCACTTTGAGGGTCGAATG 254

Ai03B35869 Araip.B03 35869 p3 (TCC)5 15 135365747 135365761 CTTCACGCCTTCTCTGGAAC AGTTTGAGGCCGAGGAAAGT 275

Ai03B35870 Araip.B03 35870 p2 (CT)19 38 135369309 135369346 GTCCTGGGTCAGAACCACAT TTGGCCGTTCACCCTTAATA 270

Ai03B35871 Araip.B03 35871 p2 (AT)9 18 135370248 135370265 CCCCCTTCACTTAGCCACT AATGAGTGACGGCTGGAATC 204

Ai03B35872 Araip.B03 35872 p2 (TA)6 12 135371049 135371060 TGGTGGGTTAATGCTACGTG TCCTTTAATTCTTCTCAAAATCTCTC 275

Ai03B35873 Araip.B03 35873 c* (CA)6(A)10* 21 135371776 135371796 TGACACATGGCACTGTACGA GCAACGAGAAGTGGAAGTACC 270

Ai03B35875 Araip.B03 35875 p2 (AC)6 12 135374065 135374076 TCGTGTGAACAGATTCAGGC TTGCTATCATCAGACACGAGTTC 272

Ai03B35879 Araip.B03 35879 p2 (TC)6 12 135385244 135385255 AACGGCGAGTTGCTTTAAGT TGATCACGTTTTGATTGGGA 222

Ai03B35883 Araip.B03 35883 p2 (GA)7 14 135391122 135391135 ATCTCAACCGGTTCTTCCCT TCCAGAAAAATGGGAAGGTG 258

Ai03B35884 Araip.B03 35884 p2 (AT)6 12 135391398 135391409 GGGGTTATGGCTTTAATTACACA ACGGTGGGCGTATTATTTGT 277

Ai03B35887 Araip.B03 35887 p3 (ATT)6 18 135396804 135396821 CAATTGCTTCTTCCCTGCAT CGGTATAATGGGGAATGGAA 217

Ai03B35888 Araip.B03 35888 p2 (AT)6 12 135397090 135397101 CATTTCAAGTTTGGTGTGGC CCAAGTTGGAAGGTTTTCCC 274

Ai03B35889 Araip.B03 35889 p2 (AG)8 16 135399149 135399164 TTTGACAATATTTTTCCATGCAC AGCTTCAGCGACAACTCCAT 273

Ai03B35891 Araip.B03 35891 p3 (GAG)5 15 135405492 135405506 GACAGTGCTGAGGTGTTGGA TGCAAGTCAGCTGTTTCCTG 188

Ai03B35896 Araip.B03 35896 p2 (AT)13 26 135428476 135428501 CAAAACAATTTCGGGTTCCA GGACCCATCAAATCGTGAAT 229

Ai03B35897 Araip.B03 35897 c (T)12acaaacatcaccatgtttgcctttcacaatgaaccttagatagactaaact(A)1073 135435266 135435338 TTCCAAGTCTAGCTCACTGCC AAAAACACAGTTTGGGTCCG 187

Ai03B35899 Araip.B03 35899 c (A)12g(A)10 23 135441724 135441746 AGGGAGTAGGGCAACAAGGT TGGGGAGCATTTTGTAGGAG 268

Ai03B35907 Araip.B03 35907 p3 (TCT)5 15 135470923 135470937 CTCTGCAACCCAGGAATGAT ATTCCGTCCTTATGATCCCC 271

Ai03B35908 Araip.B03 35908 p3 (TTC)6 18 135471179 135471196 GGGGATCATAAGGACGGAAT ATCCCACCAAAAGCAACAAG 204

Ai03B35910 Araip.B03 35910 p3 (TTA)5 15 135482795 135482809 TTAAAAGGGCCAGTTTGCTG CGGACCACAATTTTTAGACCA 275

Ai03B35911 Araip.B03 35911 c (T)22aa(T)19 43 135486388 135486430 GCTGTCCAGCTCAACATTCA CCCTCTGACTTTGCACTCAA 279

Ai03B35913 Araip.B03 35913 c (T)14ccaatgcaaataaaaaatt(A)1043 135493771 135493813 ATCCCTTGTGGTTCAGCATC GGTTCGCGAGAGACAGTAGG 217

Ai03B35918 Araip.B03 35918 p2 (TC)6 12 135499751 135499762 TCCATCAAATCTCTTCTTCTTTCC CGATAGAATGGTGTCGGTCC 267

Ai03B35921 Araip.B03 35921 p2 (AT)6 12 135502050 135502061 AAATCAGTACAGAAAGCTAATAACGC ACCAACCACCGTTTCCTTTT 280

Ai03B35922 Araip.B03 35922 p3 (TCC)6 18 135502415 135502432 ATGAAATCACGCCGTTCTTC AAAAGGAACGCGAAGAAAAAG 128

Ai03B35923 Araip.B03 35923 c (T)10gtttttattcttgataaaagagtaatacaagaagaaccttgagaaggtaaaacaagaagtaaaagatgaataag(A)10gatgaagatgatgatgaaa(AAG)5128 135502982 135503109 TTTGGTCCGAGCTTGTTTTC TTCCTCTTCCTCATCTTCTGC 253

Ai03B35927 Araip.B03 35927 p2 (AT)7 14 135510201 135510214 GTTATTGGCCACGTTTTTGG TCCACCAGACTCACATGCTC 268
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Ai03B35928 Araip.B03 35928 p3 (ATA)5 15 135511270 135511284 GGTGCAGAAGTGTGCATCAA ATTAGGCATGGCCTACCTCC 242

Ai03B35929 Araip.B03 35929 p2 (TA)9 18 135515912 135515929 GGGGAGGCTGTGAATGAATA CTTTGAAACGTGGAAGGTGG 194

Ai03B35933 Araip.B03 35933 p3 (AGA)5 15 135525476 135525490 CCTCCTCATCTTCTGCTGCT CACGTACAAGCGTTTTTCCA 274

Ai03B35935 Araip.B03 35935 p2 (TA)6 12 135527712 135527723 GCTTCACCAGAAAGGTGAAAA TTCTCTCTCTTCTCCAACATGC 190

Ai03B35936 Araip.B03 35936 p4 (TTAA)5 20 135528480 135528499 GGTAACCGTTGCCTTTTCCT AGCTATCTTCGGCCTTCACA 193

Ai03B35939 Araip.B03 35939 p2 (CA)6 12 135536599 135536610 TATTTATCCGCACCCGATTC AGTCGAGGGGTAGGGGAGTA 262

Ai03B35943 Araip.B03 35943 p2 (AG)7 14 135541675 135541688 GAAAGGTCAATGGATGACAGC CATCCATCGTTGTCCATTTG 124

Ai03B35944 Araip.B03 35944 p2 (AT)6 12 135542105 135542116 GGGGAATCTATGCCATTTGA TTCCCCATATTGTGAAGGGA 262

Ai03B35946 Araip.B03 35946 p2 (TA)8 16 135549914 135549929 CCGCTTCATGCTTTGAAAAT TGGACTTTGAAAATCACCTGC 111

Ai03B35950 Araip.B03 35950 p3 (AAT)6 18 135556416 135556433 GGATGATTAAAGAGCGGGAA ATCAATCACGTATCGACCCC 213

Ai03B35952 Araip.B03 35952 p3 (TTA)5 15 135557924 135557938 ATTGACGAAGACGAAGCTGG TGAAAATATGGCAATGAAGACAA 265

Ai03B35953 Araip.B03 35953 c (T)10gttcattttttttggggtcagaactcagaattaagaaattgtgatgtggtttccatgattcaactatcttgtaagcc(T)1097 135560646 135560742 CAGCCTAGCCTGACCTGAAA TGAAATAAGTATGGTTTCGTTCTCA 256

Ai03B35959 Araip.B03 35959 p3 (CTT)7 21 135575053 135575073 CCCAACATCAATGAAACGTG AACGCGAAGAAGAAGACGAA 176

Ai03B35962 Araip.B03 35962 p2 (AT)7 14 135585292 135585305 CTTTGGTCAAAAATTGCCGT CCCACTCAGCTCTTTTACCG 209

Ai03B35963 Araip.B03 35963 p2 (AG)7 14 135595615 135595628 AGGGAGAGACCTGAGCATGA CTTTGTGTTTGTGCTGCGTT 174

Ai03B35967 Araip.B03 35967 p2 (AT)8 16 135605960 135605975 TGTGACGCTATGGGAGATTG CACACAAACACCAGCAAAAGA 277

Ai03B35968 Araip.B03 35968 p2 (TG)6 12 135608405 135608416 ATCTGATCCAAAAATTGCGG ATTGGGGCTGAATGGTTGTA 260

Ai03B35973 Araip.B03 35973 c (T)10ag(T)12 24 135632694 135632717 CTCCTCCCTCTTTCGCTCTT TTTGATCAATCCATGATCATATTAGAA 179

Ai03B35974 Araip.B03 35974 c (A)10taaaaactaaatactaccacgacaacgacagtgattatagcgacgatgacattg(A)11g(A)1187 135633282 135633368 AAAAATTTGTGTTCTGCATCAAA CCTTCTCCTTCTCCTCCTCC 233

Ai03B35975 Araip.B03 35975 p3 (CAC)5 15 135638290 135638304 ATCAAACAGACCCAGCAACC ATGTCTCAGCAACCCCTGTC 210

Ai03B35983 Araip.B03 35983 p2 (TA)6 12 135659423 135659434 GCATGTCAGCGTCCTCATAC GCATGAAGGACGGATTGATT 130

Ai03B35984 Araip.B03 35984 c (T)10catatttga(T)1029 135663345 135663373 GCTTCTTTTTCTTCTTATGTATGTGC TGATAATGACGACGATGACGA 176

Ai03B35985 Araip.B03 35985 p3 (TAA)5 15 135666374 135666388 TGGGTGTGTGTTTGCAAGTC TTGTGGAATGTGGAGCACTT 275

Ai03B35986 Araip.B03 35986 p3 (ATA)5 15 135667725 135667739 TAACATGCAAGGTTGGCTCA GTATCCCGGCACTTGAAGAA 209

Ai03B35988 Araip.B03 35988 p2 (TA)8 16 135672194 135672209 GTGGAAGCGAAGAACTCTGG CTCGACCTACGAAGCAAAGG 199

Ai03B35989 Araip.B03 35989 p2 (AG)6 12 135677373 135677384 CAATGAGAAATTTACCGCCG CAACAACTTTGACGGTCGTG 129

Ai03B35994 Araip.B03 35994 p2 (TA)6 12 135681360 135681371 TGATGATTTTGGTGTGGCAT TGATCAAGCGGTGTTGAATG 257

Ai03B35997 Araip.B03 35997 p3 (TTA)6 18 135685177 135685194 TACTCGAACCCGCAATCTCT TTTCTTCATCTGAAATTATATCCAATC 274

Ai03B36000 Araip.B03 36000 p2 (AT)11 22 135689608 135689629 AAGTTGGTTACCCAAACTAGACCTT TTTTCTATTCTTATCTGCTTGGGA 166

Ai03B36010 Araip.B03 36010 p4 (CATT)5 20 135724342 135724361 GCGCATCCCTACGAGTCTAT TTTCCTGGGTAACAGAACCG 208

Ai03B36016 Araip.B03 36016 c (A)10ttcaaagaaggaacaagcaaacatccaaattagtacaagacaatggataaag(T)1072 135734290 135734361 ATTTTGTCATGTGGGGTTGT TTGAGAATTGCAAGAGCAAAAA 211

Ai03B36017 Araip.B03 36017 c (A)12gtcaaaagaaggaacaagcaaagatccaaattagtacagc(A)1163 135734638 135734700 ATCATGTGGGGTTTTTCCCT TGCGTTTTCATTTTTCAATCA 135

Ai03B36018 Araip.B03 36018 p2 (AT)6 12 135735292 135735303 TTTGACGTTGAGGCATTTGA TTGCTGGTAATGCTGAAACAA 278

Ai03B36021 Araip.B03 36021 p4 (AATT)5 20 135737444 135737463 TCCATTGGATCCTACCTTGC CGGGGTAATCAAATCGTCAC 120
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Ai03B36022 Araip.B03 36022 c (ATAA)6aataaatcat(TA)952 135738422 135738473 TTGAATAACCAAGACGAGCTAAA GTTGGCAGAAGTTGGCAGAT 264

Ai03B36026 Araip.B03 36026 p2 (AT)9 18 135751993 135752010 TAAAGCCGTTTGATATGGGC CAATTCTTCGTGCATTTCCA 253

Ai03B36029 Araip.B03 36029 c (TC)21(AC)19 80 135761103 135761182 TATCTGATGGTGTTGGGCAG GGAATGCATCTCTGCAGTTG 248

Ai03B36030 Araip.B03 36030 p2 (TA)8 16 135764393 135764408 TCGTTGCATGTCAAGCTTCT CTGTCAACGCCCATTTATCA 197

Ai03B36031 Araip.B03 36031 p4 (AAAG)7 28 135769065 135769092 CATGGAGAGGCATAACGGAT TGACAGTAGCCCTCCTCCTG 262

Ai03B36034 Araip.B03 36034 c (A)10tttgtttaaataaaaaaaataagagaaaaaaaaacctttatgtcttatttttttaattaatcaaaagataaattaataattttatatttatttacac(T)10117 135772047 135772163 AGCTCATTCGTCATTGAGAAAA CCATATCACTCTTCCTCTTGCC 274

Ai03B36036 Araip.B03 36036 c (A)10tgattaagcaccaagtttttctctgtaatac(T)1051 135776534 135776584 AAAGCTGGTACGCCTTCTGA GGCATTTGATATTTTTGCCG 279

Ai03B36055 Araip.B03 36055 c (AT)6aaattgagaactcaatatataatacatc(TTAA)560 135804695 135804754 TGTGCTAGCTTTGTAATGATGGA TTTGGAAAGATTAATGGCGG 265

Ai03B36057 Araip.B03 36057 c (AG)14ggttgttcctttctc(T)13gaggaaatcgaggcaatgtgtttggtttggttttgaaatgaaaaggcagagatagcatggatgacatgagtcatgagacaccacctttc(GTT)5160 135805985 135806144 TATAGCCAGCCAGGGAGAGA TGCCCATGGAACTGGAATTA 278

Ai03B36060 Araip.B03 36060 p2 (TC)10 20 135814110 135814129 CGGATCCCATTCTTGTGTTC GGAGAGTTGATCATGGCGTT 268

Ai03B36064 Araip.B03 36064 p2 (CT)8 16 135823851 135823866 GTGGATGTAGCAGGAAGGGA AAGAGCGTCAAAGCAACCTG 181

Ai03B36066 Araip.B03 36066 p2 (TA)6 12 135830629 135830640 GCCACATTCACCTGTCTTCA AAACCGGAAAAGAAGAGGGA 262

Ai03B36067 Araip.B03 36067 p4 (AAAT)5 20 135832607 135832626 CATCAGTTGAGGCTTGAGCA TGCATCAACGTCCTATCAGC 127

Ai03B36069 Araip.B03 36069 p2 (AC)8 16 135835606 135835621 CAGTACCACCAATGCTCCCT GCATTTCACTGTCCCACTTG 217

Ai03B36070 Araip.B03 36070 c (A)11gatcaaaaccagaaaaattacactaaaaaagataattcc(T)10aatctttttttaaagaaagaagtaactttcaaaaaagaaaactgttatagttaagcagttgtataacgaacaaggaaacacaaagtccaaggataacag(A)11170 135837702 135837871 GCCATCCAAGAATTCCAAAA TTCATCTTCTTTTGTTCTGGC 250

Ai03B36071 Araip.B03 36071 p3 (AGT)9 27 135840262 135840288 TTCTCTATGCGCCTATTCCG CTGGGTCACAGTAAGGGGAA 245

Ai03B36073 Araip.B03 36073 c (TG)9(AG)8 34 135843966 135843999 AGTGTTTTGGCACTTTTGGG AATTCCATCAAATCCGCTTG 271

Ai03B36076 Araip.B03 36076 p3 (TCA)6 18 135858784 135858801 TCTTTAGGGGGTGTAAGCGA GTCCACTCTTCCTTGGCCTT 279

Ai03B36080 Araip.B03 36080 p3 (GAA)7 21 135862259 135862279 GATGGTGGTGCTGTTCTGTG GTGGGACGTGATGATGAGTG 120

Ai03B36081 Araip.B03 36081 c (A)14ccaaaa(T)10 30 135864207 135864236 CATATGACATCGGCGTACCA TCCGAGTACTGCTCACCACA 224

Ai03B36085 Araip.B03 36085 c (TCT)7cttct(TCTTCC)6(TCT)7tcg(T)1096 135871516 135871611 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 217

Ai03B36091 Araip.B03 36091 p2 (TG)6 12 135884251 135884262 TGGTTAGCCAAAATGAAGCC GAGCGAAGCTCCACATGTAA 109

Ai03B36096 Araip.B03 36096 p2 (TA)14 28 135928542 135928569 GCTCATTTTATTAGCTCGTGAGG CGAAAACTCACAAGTTGGCTC 263

Ai03B36098 Araip.B03 36098 p2 (GA)6 12 135930307 135930318 TGGTGATCGGAAAACCTAACA ACAACACCACCAACGAAACA 244

Ai03B36099 Araip.B03 36099 c (CT)6t(TC)10 33 135930704 135930736 AGAACAATGGCGGTGGTAAG CACACTGCAACTGCAACTCA 239

Ai03B36105 Araip.B03 36105 c (A)13tattgcaaaatcaattaaactag(T)1046 135941079 135941124 TTTAACAAAGTTGCTGGCCC TGAAAATCAAAGGTTAACATAAAAGAA 247

Ai03B36107 Araip.B03 36107 c (AGC)9(AAC)14(AAT)687 135945836 135945922 CGAAACGAACAAGATCAGCA CCAATTACTCAACGCAACCA 264

Ai03B36109 Araip.B03 36109 p2 (AG)7 14 135949327 135949340 GAGAAAAGAGTGAGAGGATTTTCG TCTTGTTGACTTTTTCTTTTCAAAT 249

Ai03B36110 Araip.B03 36110 p2 (AT)7 14 135953433 135953446 GACAAGATCAAGGGATATTCAACA TCCGATGAGGGGTTCAATTA 276

Ai03B36111 Araip.B03 36111 c (T)10ctttttttc(T)10 29 135954059 135954087 TGGGTGACATTTATCCCATTT GAGTGTGCATCATCTAAGTGTGAA 246

Ai03B36113 Araip.B03 36113 c (GA)6a(AG)9 31 135957409 135957439 GCTATTGGTGGTGAGGAGGA GTACGTACGCATGGCAGATG 274

Ai03B36116 Araip.B03 36116 p2 (TA)6 12 135966407 135966418 TCCGGATCAAGGAAGACAAC TGTGCAAGCTGGCAAAATAC 178

Ai03B36119 Araip.B03 36119 p2 (TC)10 20 135974855 135974874 GAAGAGGCCAGACCATACCA ATCAACGCAACCTTTTGCAG 160

Ai03B36123 Araip.B03 36123 p4 (TGTA)7 28 135981526 135981553 TGGTTTTGTAATATTTCTAGCTGACC CTCAAACCACGTTAACGCAA 154
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Ai03B36133 Araip.B03 36133 p2 (TA)6 12 136016388 136016399 TCACCCTATCACTGTGCCAA CCGCCTTTTATTCCTGTTCA 258

Ai03B36135 Araip.B03 36135 p2 (TC)13 26 136016776 136016801 TCCCTTTCTTCCACCGTTTA CTGCGCGGGTCAGATACTA 262

Ai03B36141 Araip.B03 36141 c (TA)6(AT)6 24 136024065 136024088 AAAGCCCTTGACCCATTTTT CGGTTAAAAATAACTGAAACACCG 201

Ai03B36143 Araip.B03 36143 p3 (AAC)5 15 136041934 136041948 CTCCTAGCACGTGGATGTCA AGGTTCCTCCCCTCAACCTA 246

Ai03B36145 Araip.B03 36145 p2 (TA)7 14 136046258 136046271 TCTTTGGCACTAAAATCGTTCA TGTGAGAGGAAAGAGATAAACAAA 280

Ai03B36147 Araip.B03 36147 p2 (TC)8 16 136050447 136050462 TCAATCATTGCTCGCACTTC AATCCACGACTCAAACAGGG 247

Ai03B36149 Araip.B03 36149 p2 (CT)6 12 136055976 136055987 GTGAGGGTGAGGAAGGTCAA AAAGGACAAAGAAGAGAGCGG 106

Ai03B36150 Araip.B03 36150 c (T)10catttctaaaagaaatagcctcttaatatatattgttcatgttcattaatttatggaggagtagatttta(T)1191 136056887 136056977 TCGGACACATTGAATCTTTTG GCGGGTTCGAGTCTCCTATT 273

Ai03B36152 Araip.B03 36152 p2 (AT)6 12 136070898 136070909 TTTTTGAACAATATGAATAACTACCAA AAAGTCGAATCCAAATTAAGACAAA 199

Ai03B36153 Araip.B03 36153 p2 (CT)7 14 136071441 136071454 AACATATTCAGACCGGGCAT GGATATTTTTCATCACACACGC 126

Ai03B36158 Araip.B03 36158 c (AAG)5tgacagcgaccataatgatgatcagcagtggtaacaacaacaatgttaaagatggaaaaaaaaatgtatgaaaaagaagatcagcattgatcttt(A)10120 136073185 136073304 TCCCTATCACTCCTCCATTAAA GGCACTTGCATGTGTGATAC 280

Ai03B36160 Araip.B03 36160 c (ACA)5(ATA)11 48 136075467 136075514 CACTTTTAATTTTTATTCCACTCTCTT TCGAGTAAGTCCGTCTGTTGAA 261

Ai04B4 Araip.B04 4 p3 (TAA)16 48 42528 42575 TGTTTGGTATTCGGTCCTCC GCAAATTGCCCAGAATCAAT 252

Ai04B6 Araip.B04 6 p3 (AAC)5 15 47356 47370 TGGAATTGAAAAATGGGGAA CGACCCCACCTAGTAGGACA 173

Ai04B8 Araip.B04 8 p3 (CTT)5 15 51586 51600 TCGTTGCAGTTCTGAGATGG ACGAAACGTGGTCAACACAA 107

Ai04B9 Araip.B04 9 p4 (TTAG)5 20 52000 52019 GCCACCATCTCCTCAACCTA TATGGCAGATATGGGGGAAA 280

Ai04B10 Araip.B04 10 p3 (CAA)7 21 55640 55660 AACAGCAGCGGAAGAACAGT ATTGCTGAAAGTTGCTGCTG 243

Ai04B12 Araip.B04 12 p2 (AG)9 18 58105 58122 AGAGGCATTAGTTGCTTCGG CACCTTCATCTTTGGGTCGT 227

Ai04B16 Araip.B04 16 c (AC)12atagagat(AG)11gagagagagagtattctatgcaatccccagtcctttatatatttatttatctgttttacacacacacat(AG)9tattctatgcaatccccagtcctttatatatttatttatctgttttacacacacacat(AG)9217 66229 66445 ATGACCATCACTGCTCCACA GGACTGGGGATTGCATAGAA 270

Ai04B18 Araip.B04 18 p3 (AAT)8 24 75670 75693 TTGCCTCTTTCGCAATTTCT TTGTGTTGTTCCTCCCCTTC 251

Ai04B20 Araip.B04 20 p2 (TA)8 16 79478 79493 AGTTCATTAGCTTGTGAGCTGG AGTTCGCCTCACCGAAAACT 257

Ai04B22 Araip.B04 22 p2 (AG)22 44 95411 95454 AAGCAACGTTCACTTTGTGC TGCATGTAAAAGGAAATGGG 262

Ai04B23 Araip.B04 23 c (GAA)6gatgac(GAT)5agtaatgataatgataaatgataatgaaagaggaagagaaaaaagaaagaggaaaagaaatcaaatg(A)11117 97135 97251 ATGAGAAAAGACGGATGGGA CGCGTTTATTAAATTTTCGCTT 218

Ai04B24 Araip.B04 24 p2 (GT)15 30 98339 98368 GACGGTGATTATGGGGTTACTT TGCATCATTTTTCAATCTCCA 265

Ai04B27 Araip.B04 27 p5 (AAATA)5 25 110247 110271 GAACCCAATTGAAAGCGAAA ACGTATTTTACGTGTGAATCAGAA 220

Ai04B32 Araip.B04 32 c (T)11gtgttccttttttcattggtgtattttctcttcatcgtcgttcttttattagtgttattttgttgag(T)10cctcctcctctttctagttgttacaacattttttttaattttttcttctctttttaattga(T)10159 121560 121718 CAAAAATTACTTACATTTCATGTGC TCCTCTCTTATCATCTTTTTCTTTTTG 275

Ai04B33 Araip.B04 33 c (ATG)12at(ATG)656 122584 122639 TGTGTATCACTTTTGTTATCATCCAA CCACTTCACGTGCGTTTACA 280

Ai04B38 Araip.B04 38 p2 (GA)16 32 134246 134277 TGTCGGGAATCAGAACAAGA GCGAGGTTAGTAGCAGTGGC 146

Ai04B39 Araip.B04 39 p3 (GGT)5 15 134602 134616 TGCTTCTGATTCTGATCATGC TAAAATCATCCCCAGCGTTT 227

Ai04B40 Araip.B04 40 p3 (TCG)5 15 139477 139491 CGAAGAAATGAGCAGAAGGC ATTTTGCGATTGATGGTGGT 205

Ai04B43 Araip.B04 43 c (T)11aaaaaaagtgcaaaagacaccgattggagaaggag(A)1056 142436 142491 TTCTATCCCTTTCTCCTCCTTTTT TGAATCACACCTTTCTTCTTTTT 263

Ai04B49 Araip.B04 49 p2 (AG)7 14 147519 147532 CTTAGAGGCACAACGCACAA GAAACCTGTTCCCAAGTGGA 248

Ai04B50 Araip.B04 50 p2 (TG)6 12 147830 147841 CTCTTCCCAAATCCACCAGA AGAGGGATATAATGGCGGCT 154

Ai04B55 Araip.B04 55 p2 (AC)9 18 165776 165793 ACTAGCACCCCTGAGCAAGA ATCATGGTGAAGGGAACCAA 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B56 Araip.B04 56 p3 (ATC)6 18 168052 168069 ATCAAGATCCGAAGGTGACG TCATCGTGCATCTGGTGTTT 280

Ai04B57 Araip.B04 57 p3 (ATC)5 15 170427 170441 GTGCAAGTTCCTGCACCATA TACCAATTGTTGCCTGTTGC 108

Ai04B58 Araip.B04 58 c (T)10gaataattttttttggtgac(T)1040 170670 170709 TCACCAACTTTGACATTCCAAC TGCCAAAAGGCACATTTTCT 198

Ai04B60 Araip.B04 60 p2 (AT)7 14 175311 175324 CAGAAGCTGCCATTCAACAA TCCATAAACTCTTCGTGCCC 218

Ai04B61 Araip.B04 61 p2 (AG)15 30 176637 176666 AATGTTGCACCAATCGACG GTACGCAACATTCGATACGC 147

Ai04B67 Araip.B04 67 p3 (AGC)5 15 200886 200900 TGCTCCGTTTCAATACCAAA CTTTTCTGCGGCTGGACTAC 245

Ai04B68 Araip.B04 68 p2 (TC)10 20 203142 203161 AGTTTTCGAGATCGGCAAGA GGTTTTCGCATCACCTGTTT 210

Ai04B71 Araip.B04 71 p2 (TA)6 12 215982 215993 TTTTTGTGGAGGCCACTTTC TTTGGATGCCAAACACACAG 141

Ai04B73 Araip.B04 73 p2 (TA)7 14 220980 220993 TTCAGTGAATTAATTGTGTGATGAGA GGACTTGGAATTTGCATTGG 275

Ai04B76 Araip.B04 76 p3 (ACC)5 15 226380 226394 TTCAGCCTGGGTTTCAATTC TGCACATGCAGATGTTCTAGC 232

Ai04B82 Araip.B04 82 p4 (AAAT)5 20 244625 244644 TCAGAAGAGGATGACGTCCC CATGGTGCCAGCTTCTAACA 247

Ai04B83 Araip.B04 83 p3 (GAA)6 18 246591 246608 GGTGAAGATTCTGGTGGCAT CTCCCTCCATCAAAGCCATA 222

Ai04B84 Araip.B04 84 p2 (AT)10 20 248300 248319 ATTCGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 204

Ai04B88 Araip.B04 88 p2 (TC)6 12 274374 274385 TACACCCCTCGACTCATTCC CCCTCCTTTTGCCATTTCTT 144

Ai04B90 Araip.B04 90 p2 (TA)6 12 276379 276390 TATGCCACCCCATAAAGAGC TCACATTATTTTCTGATTTCATTCAA 197

Ai04B91 Araip.B04 91 c (T)10aaaggatggagacttagactttgaacataaaaagagttgaacaggttatttatgctaggcattaggatgtttcttctattaagtatcagaatg(T)10113 276749 276861 GTTTTGAGGGAATGCACGTT GTTAGAGAAATAGGGGCGGG 275

Ai04B94 Araip.B04 94 p2 (AT)8 16 283769 283784 TTGACACCTTCAGTTTCAGACC CAAAAACCAATTCCACTGGG 275

Ai04B95 Araip.B04 95 p2 (TA)11 22 290543 290564 TTGGCCAATGTTGATAATTTTT CATGCATGAATGTGAGGATAGC 268

Ai04B96 Araip.B04 96 p3 (ATT)5 15 293261 293275 TCGGATGAATTGCACAAAAA TGCTCATAAGCTCCTACCAAAA 166

Ai04B97 Araip.B04 97 c (T)11ataatatttttagggaaagtcttggggctagcagatttattaattaaaatctggccagcacttagccagc(A)1091 293986 294076 GGGGAGAGGAAATTGAAACA GAGTGCTAGGGGCCAGTAAA 237

Ai04B104 Araip.B04 104 p2 (AT)16 32 301016 301047 ATTATTGGTGCTTAACGCCG TCCATTTGCAATCATTCTCG 252

Ai04B105 Araip.B04 105 c (A)11caagaggaaatacttagtgggtgttaagtgcttaacggaattgggccggtgaggtcctcgttattataatcctaaaaattcgagttacatcaagacc(A)12120 302213 302332 GCCCAGAAAAACAAGGCATA CCAATTGCATTTCTCTTAAAACAC 232

Ai04B108 Araip.B04 108 p3 (TGG)5 15 303836 303850 CCCTCATCCTCAACCTCAAC CTGTCGTCGCACACCTAAGA 232

Ai04B109 Araip.B04 109 p4 (TTAA)5 20 305235 305254 ATTGTCTCCCTAGCGGCAT TGGTGTGTTGCGACGTTAAT 151

Ai04B111 Araip.B04 111 c (AT)8agagcg(T)11 33 307383 307415 ACCACCAGTTCACATGATCG TAACCTTCGGACCACAGACC 136

Ai04B112 Araip.B04 112 c (A)10gagtattatttttaaatacgcgccatgcttgtctg(AAT)663 316622 316684 CCTTTAATGAAAAGCGGGAA ACCATTTAGGGAGAAGGGGA 276

Ai04B114 Araip.B04 114 c (CA)7tatctttcagaagaccagaaaatcagaacccagatttcataaccataat(A)1174 322109 322182 CACCAAGCAACCCCATTTAT CCCCGTACTGGGTATTTCAA 240

Ai04B116 Araip.B04 116 c (ATGT)5atatacaaagaac(AAG)651 322774 322824 AAAGCAGAAGCTCGCAAGAG CTCTCTTCAAAACCCCCACA 172

Ai04B121 Araip.B04 121 p2 (TA)9 18 327645 327662 TGCAAATAATCCAAGTGATTCG CAATATGCAATTTATTTTTCTTGC 266

Ai04B126 Araip.B04 126 c (T)10aattcaaaaaatgtcactttaagagtctcatgtctttttgcgttccttttctttcttcatttatactgcttctttcttctcc(T)10102 332629 332730 GGTGGTGGTGACTGGTGAAT CCGAAGAGATGAATAAAATTTCG 254

Ai04B133 Araip.B04 133 p3 (CTT)6 18 346565 346582 TCACAAAGATTAGATATTGTACACCGA GCAGCTGAGATGTGTTTTTCA 265

Ai04B134 Araip.B04 134 p3 (ACA)5 15 348365 348379 CCACGTGCCTAACAAGACCT TGCATGCCAAACATCAAAAT 242

Ai04B137 Araip.B04 137 p2 (AT)10 20 353584 353603 CACACAGTTCCTGAATACGGTT GCCCAAAGTGCCATAAATGA 280

Ai04B138 Araip.B04 138 p2 (AT)10 20 354273 354292 GGGCTAAGGTCACCAACAAA GCTAGCAGCCAGAGAGAGGA 173
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Ai04B140 Araip.B04 140 c (A)10ggaaacggaacaaatcaaaacacaaaatataagacaaac(A)10gagagaaaacaaaaaggag(A)1088 355622 355709 TGTTGCTGCATCTTCGATTC CTCACATCCTCTCCCTTTCG 212

Ai04B148 Araip.B04 148 c (T)10agttaggtccctataaaattaagtcaattattactaagagggacttaattg(A)1172 367404 367475 TTTTGCGAAATTTTTAATTAGGTC TTTCGTCAAAATTTTAATTAGGTTCC 250

Ai04B152 Araip.B04 152 p3 (AAT)5 15 378091 378105 GCGGCCCTTAATAACAATCA GTTTCAGGATGAACGGGAGA 216

Ai04B154 Araip.B04 154 p2 (GT)9 18 389892 389909 AAGGATCCCACATTACGCAG TGGAATGTTTTGATGGGTGA 261

Ai04B155 Araip.B04 155 c (A)11cacc(A)12 27 390522 390548 AGCACCAGCAACAACAACAG GTGGGTGGTAGAGAGTCCCA 275

Ai04B157 Araip.B04 157 p2 (TA)6 12 394266 394277 CACCTGCCCTTTAATTTGGA GCCTAGCGGCTCTGATCTTA 272

Ai04B158 Araip.B04 158 p2 (AG)7 14 394841 394854 ACCGACATCTGTCCATCACA TCGCATTTCACGCACTCTAC 260

Ai04B159 Araip.B04 159 p3 (TTC)8 24 404626 404649 GGTGCTTGAGGCTCAGTTTC TTGGAGTGGAGGGATGAAAG 279

Ai04B160 Araip.B04 160 p3 (TAC)8 24 405252 405275 GCAGAAGCAAGAAGAATCGC GCACCAGACAGCAGGTATCA 260

Ai04B161 Araip.B04 161 p2 (CA)7 14 407243 407256 TCACTCAGAAAATGACCCCC TTTGTTCCCTCATGCCTAGC 254

Ai04B162 Araip.B04 162 p2 (AT)8 16 409891 409906 GCTTGGAAGGGTTGTGATGT ATTGGCTAAGCTGCTTGCAT 229

Ai04B164 Araip.B04 164 c (A)11tcagccaaaaacaactataaattaccttatttagtattcattgattgggacaattaatgaatgctaaataaagtaagttatgactg(T)11108 419547 419654 TTTTGGCTTGAAGGCTCATT AAGGCAAGTTCTTGCTGTTTTT 253

Ai04B165 Araip.B04 165 p3 (AAT)5 15 420774 420788 GAAGGTCATCTTCCGTGGTT TGGAGCAGCCAAAGGTCTAT 269

Ai04B170 Araip.B04 170 c (A)10gagattcgttaccgaaaaccaaagccgttaaaaaaatgtagtgacactattcaatatagagtctgaatttgttatctctcatattt(A)16112 428266 428377 TTTAGGGCCTTTTTGGGTCT AGCAGGAACAAATTCAACGG 213

Ai04B172 Araip.B04 172 c (A)11(G)10 21 431740 431760 AACCATTAATGATGTTGATGTTGG CTTCCCAGTATAGCCAACGC 118

Ai04B173 Araip.B04 173 p2 (AT)7 14 434258 434271 TCAAGAAACTGGTCGCACTG CGGTTTTCAAATCGGTTGTT 129

Ai04B175 Araip.B04 175 p2 (AT)7 14 435751 435764 TGATTGTTTAACGACATATACAAAAA AAAGAATAACATTAAAGCTTAGTTGGA 248

Ai04B178 Araip.B04 178 c (T)10aatttttttagtgcttttacttttactactataaatttgtcaaacacgctaaaaaat(A)1077 444096 444172 ATCAATTATGTTTGGGTATAACGAT TGGGCGCCATTATTTTGATA 255

Ai04B185 Araip.B04 185 p2 (AG)6 12 460583 460594 AAATTGGCGTGTTGATTTGA ATCCGGTATGTGCCAACTTC 117

Ai04B186 Araip.B04 186 c (A)10cacccaattcggcctcaaata(T)1142 463280 463321 CGCAACTCACAAGAGTGGAA CTCAATCCGACCCTGACAAT 231

Ai04B189 Araip.B04 189 p2 (AT)6 12 466284 466295 ACACAAACAACCGATGCAAA TGACAAATTGTTTATTGGTGTTCA 241

Ai04B193 Araip.B04 193 p2 (AG)9 18 489500 489517 ACATAGGCTAGCTCCTCCCC GGACTTGGCTTGATTGGAAA 254

Ai04B196 Araip.B04 196 p2 (TA)8 16 493099 493114 CGATTCGTTAATGGCTCGAT GATTAAATGCATATAGGATGTGTGTG 178

Ai04B201 Araip.B04 201 p2 (AT)6 12 512497 512508 TTGAATGAATGTATTATATGCCAAA TGGCAAGTGTATCGAGTCGT 272

Ai04B202 Araip.B04 202 p2 (AT)6 12 516969 516980 TCTTTCAGCTACAGGTGCGA GCCTTCGCTAATACAAACCG 242

Ai04B203 Araip.B04 203 p3 (TTC)9 27 517671 517697 TGCTACGATTCCCTTCGACT CACACTGGTCAATTTGCAGG 220

Ai04B204 Araip.B04 204 p2 (AT)6 12 518746 518757 CCCAGGCTCAGGCTTTCTAT TCAAATCCTGGGTGCAAAAT 267

Ai04B211 Araip.B04 211 p2 (TA)6 12 537028 537039 CACAGCTTGATGGACCGTAA TGACGGGTACCACTTTGTCA 169

Ai04B213 Araip.B04 213 c (A)12tctaatccaagttgaaattaaagttttttattttaattgtttattttgtacaaaatattcaaaatcatttaatatgaaaaaaaatcta(T)11111 542576 542686 CGGGAGAAAGACTGGTTCCT TCATTCCAAATTATGAAATTGAGTT 268

Ai04B220 Araip.B04 220 c (ATT)6tttttatcaaagagactcgaacccgtaaccttttaattgaatatagagagattatgtcatttgaattttaactcattgtcatatgg(ATT)7125 557270 557394 CTTACTTGCCTCGCACGTTT AACCTTGTGCTAAACTGCTAATAAT 278

Ai04B230 Araip.B04 230 p2 (AT)7 14 569884 569897 CCTTTGAACATTCGGCAAGT CTGCGAAACAAAATCCATTG 273

Ai04B232 Araip.B04 232 p3 (TTC)5 15 589683 589697 AGTGAGAAGCAGCGGAATGT CGACACCAAACCTCTGTCCT 234

Ai04B233 Araip.B04 233 p2 (TA)8 16 590730 590745 TTGGTTGGAGTTGAGGTTCC GCAATCGAATGAACACGATG 135

Ai04B235 Araip.B04 235 p3 (GTT)5 15 594594 594608 GCATGTACTTGCTAGGGGTG GCTGACTTTTGAAAGAGAGTTTTC 280
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Ai04B240 Araip.B04 240 p2 (TA)6 12 604637 604648 GCAACAGCTGAATGTCCTCA TTGGAAATCAGAGCCAGCTT 236

Ai04B243 Araip.B04 243 p2 (AG)14 28 607725 607752 ATGAAATGAGATGGGATGGG TCGCGGCATTCTGACAATA 115

Ai04B249 Araip.B04 249 p3 (TTC)5 15 615936 615950 TAGCGAGTTCTTGATGCCCT CATTTCATTTCCACGTTCCC 255

Ai04B250 Araip.B04 250 p2 (TA)8 16 619399 619414 TTGGTTGATTCTGGTTTCCC CCTTAAATGAGATTCCCGCA 278

Ai04B251 Araip.B04 251 p2 (GA)13 26 620721 620746 GGCAGGCATTGAAAACAAGT TTCCATCTAATTCTCTGATTCGG 215

Ai04B252 Araip.B04 252 p6 (GTCTTC)5 30 628047 628076 TGACGAAGGGAGGACAGAGT CAGCAGTCACCACTTCTCCA 143

Ai04B254 Araip.B04 254 p2 (TC)7 14 635955 635968 TCTGGATCTGGGAAGGAATG CAATGCCTGCTGCTTAGAGA 203

Ai04B255 Araip.B04 255 p2 (TC)8 16 636109 636124 TCTTCTTCACTGGAGTCGCC GTTGCTTGGTTTGGTGGTTT 255

Ai04B260 Araip.B04 260 p4 (TTTA)5 20 642467 642486 AGTGTGAGGCACGCTGTCTA GGCCGAACCCATTTACATTA 247

Ai04B262 Araip.B04 262 p3 (CAA)6 18 649416 649433 ACAGGCATATCCTCGGTGTC GCATTGCATGCCTTCATTTT 171

Ai04B264 Araip.B04 264 p2 (CT)11 22 653863 653884 AAGAGAAGCAAGAGGAGCGA AAACTAATGGGGAATGGGCT 250

Ai04B271 Araip.B04 271 p4 (GAAA)5 20 674182 674201 AGCTGAGGAAGCTGCATTGT GCCATTAACGCCCATACACT 158

Ai04B272 Araip.B04 272 p4 (TCAT)5 20 674312 674331 AGAAACGGTGTACGTGGAGC CCCCAAGTTCATTCTTCCAA 249

Ai04B273 Araip.B04 273 c (CAA)6cacacg(CA)840 677001 677040 GGCGTGATATGTGGCATAAA TCTGAGAATGCAGGGGAAAC 211

Ai04B274 Araip.B04 274 p2 (TC)10 20 678434 678453 AACCGTTTTTGGTGGAGTTG TCGGTGATGTGTGTGGTTTT 280

Ai04B275 Araip.B04 275 p3 (TTC)5 15 679258 679272 CTTGTAACATCATCGCCACG TTCAAAATTGAAATTCCGTTCTA 244

Ai04B276 Araip.B04 276 c (A)10ttctttcttctttttttttccttataaaagtcataagaatataaagaatatattaaaatgcattgac(A)1188 682428 682515 GAATGATCAGCGCTTTCGTC TCATCAAGAATGTGAAGATCCTG 240

Ai04B284 Araip.B04 284 p2 (CT)7 14 704438 704451 TTGTGATTTCTGTCCCACCA ACAGAGGAAAGCACGAGGAA 277

Ai04B285 Araip.B04 285 c (A)10ttggagcagagacccaaataaaaggaaaaaaaagtgtagggactaattaaaaaaaatttagtgcaaggactcaattaaaag(A)11102 705117 705218 TTTTCAATTAGGTCCCTCTTGATAGT CCAAAATGATTCTTTCCTTCTTTT 263

Ai04B286 Araip.B04 286 p3 (AAC)5 15 705431 705445 TCACCAAAACTAAAACCACCAA TGGTTTTCCAGACAGAAATCA 192

Ai04B289 Araip.B04 289 p2 (AC)9 18 714891 714908 TCCACAAAGCAAAGTTGCAG TTGGGTATGGAGATGGTGGT 230

Ai04B290 Araip.B04 290 c (TC)6ctt(TC)9 33 718290 718322 CCTAGTCGGGAAAAGGGAAG AGGAGAGCTACCTCTTCGGC 271

Ai04B291 Araip.B04 291 c (AAG)8aaaagatcccaaggaaagcggtgttgcttggagagagaaagtgaatgcagagccagccagcaacgccaacaatactacgcctccttcct(TC)6caatcttaactg(T)12149 729280 729428 GCGTGAGTTGCGTGAAGAAC TGCTCCTACAAGCAAGTTCATA 275

Ai04B296 Araip.B04 296 p3 (TTA)5 15 736215 736229 TTGGTTTGGATATTGATTCTGAAA GTTAGGAGGTGTTTCCACGC 275

Ai04B299 Araip.B04 299 p3 (TCA)5 15 753307 753321 CAAGGACAGCATCCCAAAGT AAGCCAACAAAGCAGACGAT 268

Ai04B300 Araip.B04 300 c (T)11catgttgtcctatttttaaacatcattatatttcattttttattaattaataatatataacccactatg(A)1090 754139 754228 AAAGGATCACTTATTTTGTGCCTC CGGTGACTCCTACTAATTCCG 278

Ai04B301 Araip.B04 301 p2 (AT)9 18 757901 757918 TCTAACCCGATGGAAACAGG CATCACCACATGAAACCGAC 276

Ai04B308 Araip.B04 308 p2 (TC)16 32 780697 780728 CGATTCTCTTGCACCCTCTC GGCAGAGTGACGTCATGAAA 157

Ai04B309 Araip.B04 309 p2 (TA)6 12 783091 783102 GACACTGGTCATCCCAGCTT ACGCCGAACCTGTACAAAAG 205

Ai04B310 Araip.B04 310 p2 (AT)7 14 798093 798106 TCTGTTAAGAGTGGCGACAAA CTAGCCCCTAGGGCTCTTCT 184

Ai04B313 Araip.B04 313 p3 (AAT)5 15 803236 803250 CCAAGGGAGACTCAAACCAA TTATGTCCTCCATTGGCCTC 201

Ai04B314 Araip.B04 314 p2 (AT)6 12 807067 807078 TTCTAACCCTTTTCTTCTCTATCG CCGGACAAATCAATTTAGCAA 193

Ai04B315 Araip.B04 315 c (A)10ggggggggag(A)1232 807815 807846 GCCCTGCATGTTTCTTCATT TCCAACCATCCATTTTTCAA 280

Ai04B316 Araip.B04 316 p2 (AG)13 26 812482 812507 CGGCAACAACTTTCCTCTTT GCGGTGTTGATCTGGAAAAT 268
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Ai04B319 Araip.B04 319 p3 (AAT)5 15 816497 816511 GTGGATTGCTTGACAATTCG CCACTGTTTGAAACGATAACGA 202

Ai04B320 Araip.B04 320 c (A)10gtccttattac(T)1132 818123 818154 ATTTTGTAGCTCCTCACGGG TTCCATTTGTTTTTCAAATGAATACT 171

Ai04B322 Araip.B04 322 p2 (GA)14 28 824618 824645 ATGCCAGCAATGTGACTGAG CACCACCCTAGCTCTGAAGC 126

Ai04B337 Araip.B04 337 p2 (TA)9 18 847596 847613 TCACGAGCTGGCTCAAATAA TCGAGCTTGAGCTTGGATAA 276

Ai04B339 Araip.B04 339 c (AG)6tg(TA)7 28 850695 850722 GCTCTTCCTCCATTGCGTAG GACAACCAAGCTCTAAAGCCA 221

Ai04B341 Araip.B04 341 p2 (CT)6 12 856192 856203 TCAAAACGCTCCCAAAAGAC CTGAAGAAAAGCATGCACCA 128

Ai04B342 Araip.B04 342 p3 (AGC)5 15 859537 859551 GGAGGCATCACTTTGGTGTT TCCTCCCAATTGATGGAATC 273

Ai04B343 Araip.B04 343 p2 (GA)11 22 864082 864103 GCGGATTGGAGACAGAAGAG CGCCGTCGTATTAATCCCTA 253

Ai04B350 Araip.B04 350 p2 (AT)13 26 875747 875772 TTGGAGAAACAAAGAGTGCC TGTTTTTGGAGTGGCATTAAGA 149

Ai04B351 Araip.B04 351 p2 (TG)36 72 890124 890195 GCAGTGAGAAGGGAGAGTGG AAATTTCTCCGAGGGAGGTG 274

Ai04B355 Araip.B04 355 p2 (CT)9 18 897695 897712 AGGTCCTCTTCTCCTAGCGG ACCTTCTACCTTGGGATCGG 181

Ai04B360 Araip.B04 360 p3 (CTC)6 18 910153 910170 AGATGGCAAAAACAAATGCC CGCTTCCACTTCTCTGGTTC 216

Ai04B364 Araip.B04 364 p2 (TC)14 28 920838 920865 TTGAGTAGGCGACTGAAGGG TTGTTTGGGTTCCTTTCTGC 247

Ai04B365 Araip.B04 365 p2 (TA)8 16 921651 921666 CAGAAGCGTCTGTCAGTTCG TGTTTCATCATCAGAGGCCA 262

Ai04B367 Araip.B04 367 p2 (CT)20 40 929319 929358 GCTCAATGCAGGTATTCCAAA CCCTCATAGGTCTTGTGAATTG 271

Ai04B373 Araip.B04 373 c (TCT)7cctcctcttcttcttcgtcttcgtcttcgtcttcttcttcttcctcttcctcttcctcttcgttttttttctattttcatggtttctgaaa(TTC)5ttgctgcacgttcttcttcctcttactcttcttcttctccttttctttcgtttctgcacgttcttcttcctcgttttcc(TCT)6224 936312 936535 CCCCACTCAAACGGTTCC AAAGAGAAAACAGAGAGAAAAGACG 280

Ai04B374 Araip.B04 374 c (AAG)8gtgcagcaagaagaagaaaaagaaagaagaagaacgtgc(AGA)5aaaagaaaagaaggtgcaat(GAA)6(AAG)5131 937142 937272 TTTCTCCTCCTCATCTTCTGC GCTGCACGTTCTTCTTCCTC 266

Ai04B376 Araip.B04 376 p2 (AC)6 12 942970 942981 ACATGATCACCTCACCCCTC CGCTTCAGACTTTCAGAGGAA 267

Ai04B379 Araip.B04 379 p4 (AATT)6 24 946855 946878 AAGTAGGTCAAATAGGACGGAATTT TCATCAATTTTGATTACTTGGCA 261

Ai04B381 Araip.B04 381 p3 (AAT)6 18 958164 958181 GCAATGCTTGATGCCAAAAT CGCTGAAAACGTTGGAAAAT 165

Ai04B382 Araip.B04 382 p2 (GA)25 50 961723 961772 TCCCTAACCAAAAGCCAGTG GGAAGCAGGAAGACCATTGA 148

Ai04B384 Araip.B04 384 p2 (GA)7 14 966145 966158 CCGCTCTCCTTTCTCACAAC TGGAGAGATTTGTCACGTTGAT 189

Ai04B387 Araip.B04 387 p3 (TTA)7 21 990975 990995 GCATACGAGTGAGCTGACCA TATTCCCCCAATGTCTGGAA 163

Ai04B388 Araip.B04 388 p2 (TA)6 12 991412 991423 TGAATGGATGGTTTGTTATGC TGCAAAGGTACATAGCATACAGG 251

Ai04B389 Araip.B04 389 p2 (AT)6 12 993884 993895 AAGAACATGCAGCAAACCCT TGGTTCCAGGTCTGCTTTCT 210

Ai04B390 Araip.B04 390 p2 (AT)6 12 994053 994064 TTGCTAAGCAGAGGGAAGGA CCCTAGCGGGACTCTTTTCT 192

Ai04B395 Araip.B04 395 p2 (TA)10 20 1008424 1008443 ATGATTGCTAGGGTGCCACT AAATACACGTGACAAGGCCC 227

Ai04B397 Araip.B04 397 c (A)15gagaaacctagaagaaaattgatacgaggaatgaccttgaaattgccggtgtttttctttttcttta(T)1092 1012001 1012092 TCATTTTTAATCCGAGAGCCA TGTGGATCTACACTTGACTCTCTCT 206

Ai04B399 Araip.B04 399 c (TC)7(TA)6 26 1013316 1013341 AAGGGTTAAAATGGGATGTGA GCCTACAAAGCCAATGGTTG 174

Ai04B404 Araip.B04 404 p4 (TTTA)5 20 1031577 1031596 AAACTTTGTTTTGTTGATTTCCAA TCCTAAGCTAGTTAGTAGCAGAATTG 251

Ai04B412 Araip.B04 412 p4 (TTAT)5 20 1044767 1044786 ATTTGGGGAACTAGGGATGG CAAGGCATCGAATGGAATTT 251

Ai04B414 Araip.B04 414 p2 (TA)6 12 1047294 1047305 TCACGAGCTGGCTCAAATAA GAGCCGAGCTTGAGCTTAGA 273

Ai04B416 Araip.B04 416 p2 (GA)6 12 1056555 1056566 TTTTTCTCTCTCTTCCTAATCATAACA CCAAAAGAGCTTTTTCACTCC 261

Ai04B417 Araip.B04 417 p3 (TTA)5 15 1057464 1057478 CGTCTTCTTTCCAGCCCTTA TAGCCGGATCCGAATCTACA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B418 Araip.B04 418 p2 (GA)7 14 1063139 1063152 CTACCCGCACCCTACCCTAC CCCCCAATTTCTTCTTCTCC 130

Ai04B422 Araip.B04 422 p4 (TTTA)5 20 1080800 1080819 AAACTTTGTTTTGTTGATTTCCAA TGACAATGTTCTTATGAGATAGTCCT 273

Ai04B426 Araip.B04 426 p2 (AT)9 18 1085365 1085382 CATCATTTGCCCATGTGTTC AAAAAGAACATTTTGCTCCCC 257

Ai04B433 Araip.B04 433 c (T)11cagagacctcgttgtctttcaaggtaattatcaggggttgatttggatttttctctttaaaatattagagccaaaaaaa(T)10100 1106541 1106640 CTCGTTGTCCTTTCGGGATA ACGTTCATATGGCAGGATCA 235

Ai04B434 Araip.B04 434 p2 (TC)6 12 1107173 1107184 TCTTAGAGGTCCTGCAAATGG TCTTGTCACGATCAAGAAGGAA 268

Ai04B437 Araip.B04 437 p3 (TAT)5 15 1109241 1109255 GGGTTGAATTTTGAACTCGCT TTGCCCCAGATTAACGAGAC 154

Ai04B441 Araip.B04 441 p3 (AAC)5 15 1110948 1110962 GAGCTCGCAGAAGCAGAATC CATTAAAATCCGTTGTGGGG 173

Ai04B445 Araip.B04 445 p3 (TGA)7 21 1137362 1137382 TGTTGGTGTTGGATGAGGAA ACCTAGTGTTACCCCCACCC 174

Ai04B447 Araip.B04 447 p2 (TA)8 16 1140542 1140557 TTTGGCAATTTATGTGAAGCTC TTGCACGATTGTGTACTGTCAA 262

Ai04B450 Araip.B04 450 c (A)10ggaggaataaagaaagaaat(AG)1866 1157032 1157097 ACCATCCCTTCCACCTTTCT ATGCCGAGATCAGACGTACC 237

Ai04B451 Araip.B04 451 p3 (ATA)10 30 1158300 1158329 CTTCTCCCGAAACCCTTACC GCTGGGATCAAAAGGAATGA 265

Ai04B456 Araip.B04 456 p2 (AT)8 16 1173544 1173559 TGGCTCGGGATACCAAGTT ATCCTCCACACTCCTGCATT 278

Ai04B462 Araip.B04 462 p3 (TAA)7 21 1182427 1182447 TTCCAATCCCTTCAGATGGA TGGCTGATTTTAGTGGCTGA 258

Ai04B467 Araip.B04 467 p3 (ATT)5 15 1186151 1186165 TCCTTCACCCACTCAAATCC GTGCTTCATGGATTTCACCA 142

Ai04B471 Araip.B04 471 p2 (TA)9 18 1197605 1197622 TTGTGGCCGTTTTAACAATTT CAGTTGCAGAATCGTCGCTA 113

Ai04B472 Araip.B04 472 c* (CTT)6(T)11*catcttcttcttatttcattttgttatgatgtttcttgtttcactctcttaaaaggaataaaaccaagaaaaaaaatcaaac(A)11120 1198213 1198332 TTCCTGCTACCATTATTCAGCA CAAAAATACATCCAAATCCATCAA 272

Ai04B476 Araip.B04 476 p3 (CAA)5 15 1211848 1211862 TTCCTACTCTCCCTCCCCAT GAAAAGTGTGCGTTGGGATT 151

Ai04B478 Araip.B04 478 p3 (CTC)5 15 1215417 1215431 CGAACTGATGGCTTGACTGA TCATGGCGGAACAAGTGATA 258

Ai04B479 Araip.B04 479 c (GA)6gggaggggacaa(AG)738 1216533 1216570 AGGGCAACGTTGTCATTTTC ACCACCAAGGGGAATCTCTT 206

Ai04B480 Araip.B04 480 p2 (CT)6 12 1216687 1216698 GGGAGGGGACAAAGAGAGAG CGCTGGTTCGTTAGGGTTTA 238

Ai04B482 Araip.B04 482 c (A)10cag(A)11 24 1221124 1221147 TGAAGCATCATTGGCTTGAG GTCCGGAGAATGCAAGGATA 103

Ai04B484 Araip.B04 484 p3 (ACA)7 21 1224586 1224606 TTCCATGCTCTTGTGACAGC CATGACAGAGCACAATGACG 252

Ai04B486 Araip.B04 486 c (T)13acattaaattaattcta(AT)846 1232364 1232409 GTTCGAAATCTGCCGGTATT TTTCAGATGTTAGGAAATAAGGGG 176

Ai04B491 Araip.B04 491 p3 (TAT)5 15 1238452 1238466 CCCCAAATCAGATCCTAAGTTTT TGTGTGAGTCCGTTTTGACA 264

Ai04B495 Araip.B04 495 c (T)10gccttttcaaaataattgtcaggcggatgggatattca(T)1058 1244193 1244250 TGCTAATTCGGCTCTTGAGAT CTCACCACTCCCCCTGTTAG 277

Ai04B496 Araip.B04 496 c (TC)14tattcacatctattgatgcaacttccaccctctttgaattaaaggcgagaacggttcgatccaaaattagga(T)10110 1244962 1245071 GTGTACCATGCTGATGCCAC CACCATAGAATTGGCCAAAAA 231

Ai04B498 Araip.B04 498 p2 (CT)10 20 1265576 1265595 ACGGAGCCAGCAAGACATAG GAGACCTCGTTGAAGAAGCG 269

Ai04B499 Araip.B04 499 p3 (CAA)5 15 1267142 1267156 CCATCACACCTCCACTACCTT TTTGTGGTTTGTTGTTGTTGC 265

Ai04B500 Araip.B04 500 c (GA)7ggaatcgaagaaggagaagatgttgagcaaggcgatgctagcgacgagcaagaccatcgttgtcgttgtcgaactgaggagaagggaacgac(GA)8122 1267596 1267717 TAATGCTTAATGCGTGTGCC CGAAGAAAGCCGAAACTCAG 229

Ai04B502 Araip.B04 502 c (ATA)6attacacattcaaacaatctttcatccaaatctatccaaacagtct(A)1074 1271954 1272027 TGCGTATACAAACTCCAACAAAA TTCAAGCACGAATGGTAACG 236

Ai04B506 Araip.B04 506 p2 (TA)7 14 1289365 1289378 CCCTAACCTACAAGGGAGCC TTTGAAGATTTTTCGGTGGC 242

Ai04B507 Araip.B04 507 p2 (TA)6 12 1290537 1290548 AGCTTCTATTCCCACCCCAT GGAACGATGCAGGGATCTAA 163

Ai04B508 Araip.B04 508 p3 (AAC)7 21 1292127 1292147 TTCGCTGTAGGAAAGAACGG TTTTGAGAAACAACCAAAAATTGA 186

Ai04B513 Araip.B04 513 p2 (AC)7 14 1298180 1298193 GCACCGGAAGAACTTACGAA TTGTGTGTAGCGTGCTGGTT 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B515 Araip.B04 515 c (T)10c(T)12 23 1318195 1318217 AGGGACTCGAACATGGACAG CATCTTGTCATGAAAGCCCA 271

Ai04B519 Araip.B04 519 p4 (TATC)5 20 1337574 1337593 GCTGGATCCACGGTAAGTTC AATTCGCACTTCCAAGCAAT 194

Ai04B520 Araip.B04 520 p3 (TAT)5 15 1338258 1338272 CTCCACAATGTTCCCACCTC GCACCTTTTGCTTAAGCTTCTC 199

Ai04B529 Araip.B04 529 p2 (TC)6 12 1378313 1378324 TGACCTCCACGACTCCTACC CGCCTTTTCCTTGTCCTAAA 231

Ai04B530 Araip.B04 530 p3 (ATA)5 15 1384902 1384916 GGAAGAATGGCCAGAATGAA AAGCGCAGATCAAGCTGGTA 112

Ai04B532 Araip.B04 532 p3 (TCT)5 15 1387733 1387747 TAACCACCGTCTTCACCTCC TTGAAGCGTCGTCTATGTGG 151

Ai04B533 Araip.B04 533 p3 (CTT)5 15 1388164 1388178 GCCGGTTATGTCATTCCTGT ACATCAAACACCTTGGAGGC 239

Ai04B545 Araip.B04 545 p2 (TA)10 20 1425185 1425204 GATTCGAGATAAATGTTAAACACCA TTATCTGCCAACTTGAGGGG 234

Ai04B546 Araip.B04 546 p3 (AGA)5 15 1429330 1429344 AGAAAGCAACGGTTCGAAAA ATGGGGCTATAAGGTCTGGG 277

Ai04B550 Araip.B04 550 p3 (AAT)6 18 1442273 1442290 TCGTCTGACCTTTTTCCACC TGTACAGTGTTTTCGACTTCATCA 132

Ai04B552 Araip.B04 552 p2 (TA)6 12 1451819 1451830 TTTTTAACAATACAATCAAAATGTCTC TTTGGCCAACACTTAACTAACAAA 222

Ai04B554 Araip.B04 554 p3 (AAT)6 18 1454638 1454655 CATGCAGGGAGGGATGTATT TGTACAGTGTTTTCGACTTCATCA 120

Ai04B557 Araip.B04 557 p3 (CTC)5 15 1458398 1458412 AGTTGGCCCAAACTCAACAA CGTGCACGAATTTGAAAGAA 151

Ai04B562 Araip.B04 562 p4 (TCCG)5 20 1477511 1477530 GCAGTGACTTGGCACTGAGA CAGGAGTGTTGCGTACAGGA 226

Ai04B564 Araip.B04 564 p2 (AT)11 22 1479880 1479901 TGTGTTTCTCATTCCCTCCC AAATGTGCTTTGAGACTTTGACA 187

Ai04B572 Araip.B04 572 p3 (ATA)5 15 1490695 1490709 CATCCTCCTCGTTCGATCAC CAAAGAGAGTTGATCACACAAAAGA 277

Ai04B575 Araip.B04 575 p2 (TA)6 12 1493961 1493972 AATGCAAATGCCCTGGATTA TTTTACACCAAATTAATGGCACA 246

Ai04B581 Araip.B04 581 p4 (ATAA)5 20 1505163 1505182 TGTCGAAATTACTAGTGGCAGA TTCAGTTTCAGTGACGCAGC 220

Ai04B585 Araip.B04 585 p2 (TA)10 20 1515580 1515599 AATAATGTTTTCCCGGGGTT TTTGCAGCAACAGGTATGGA 257

Ai04B587 Araip.B04 587 c (CCT)5tcttcttcccaccaccaacccattcttcttcttattctccggcg(TCT)574 1518271 1518344 TGCTAACGTGACCGTCTGAA CCCTCCTCTATTACGGCACA 207

Ai04B588 Araip.B04 588 p3 (GAA)5 15 1518831 1518845 GGCGTTGCTAGAATCTACGG ATGACGTCACAATGAACGGA 268

Ai04B589 Araip.B04 589 p2 (CT)16 32 1531677 1531708 CTCTGCCAATGCAACAAAGA AAAGATGTGGCTTGAGTGGC 160

Ai04B592 Araip.B04 592 p6 (TTATTG)5 30 1538052 1538081 GTCCCTTAGGCGCATCATTA TAAACTTCACCTCCCCCACA 249

Ai04B593 Araip.B04 593 p2 (CT)7 14 1539190 1539203 GTTTCAAAGATTGCGACGGT TTGGCATAAGCTGACCAAGA 258

Ai04B595 Araip.B04 595 p3 (GAG)5 15 1545350 1545364 CCTCCCAGAGCTCATACTCG ATAGCATGGATCCTCCTCCA 280

Ai04B597 Araip.B04 597 p4 (ATGT)9 36 1549684 1549719 GTGTCTAGGGAAAGGTGGCA TGCACTGCTTCCATAGTTGC 209

Ai04B603 Araip.B04 603 p2 (AC)7 14 1565830 1565843 TGCAAGGTTTTCTTTTTCCC CGAATGTAAGATCAGTGAAGATGG 260

Ai04B605 Araip.B04 605 p3 (AAT)8 24 1570759 1570782 TTGACCCAAAAACCAAGAATG TGGACGGAAGGGTTTAAATG 175

Ai04B607 Araip.B04 607 p2 (AT)10 20 1575912 1575931 TTCCTAGCTTGCGGTTCAAT GGTATGCATCGCATTGTGTT 280

Ai04B610 Araip.B04 610 p2 (TC)10 20 1583448 1583467 TAGTTCCGAAGATCGAACCG AGGGAATGGCTGCTAGGATT 252

Ai04B611 Araip.B04 611 p3 (CAA)5 15 1586713 1586727 AGAGAGGTGGGTCACAATGG AATTTTGTCCCTGTGGCTTG 146

Ai04B615 Araip.B04 615 p2 (TA)9 18 1591864 1591881 TGAATCAAATCTTGAACCGAA TCGAAAAATGGTGAATCAAATC 271

Ai04B622 Araip.B04 622 p2 (TA)14 28 1607777 1607804 CCTTCTTGCAGCTCCATAGTG TCTGATTCTGATTGGATCTCCT 237

Ai04B623 Araip.B04 623 p2 (AG)6 12 1610184 1610195 GAGAAGGATCATAGAGGCCG CAAGAAAGGGGCAAAGTGAA 148
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Ai04B632 Araip.B04 632 c (T)12gtatcatttgttcgtatttttaaaaataaaagtagaaaataa(T)1266 1638923 1638988 TCGACTGCACGTGAGTTTTC CTTTTGGTCTTCTCCAAAAATG 203

Ai04B634 Araip.B04 634 p3 (TAA)5 15 1648673 1648687 GGTCAGGGATGCATAGAGGA TCGGCCCTAAAACTTTGTTG 225

Ai04B636 Araip.B04 636 c (A)10ttgaaaacaagaaagttaatt(A)1243 1653885 1653927 GCACACTTCGAATACCAATTTC TTGCATTTTCGATTCCATTG 207

Ai04B646 Araip.B04 646 p3 (TTG)6 18 1672453 1672470 CAGAGCACAGTGGTGTCGTT ATGTTTGGATAAACCACCGC 113

Ai04B649 Araip.B04 649 c (T)10aaattttcttttttcattatagtcagtattgtcccccttattt(A)1063 1694736 1694798 TCCACTGTCTTCTTCCGTGTT CGACTCCGAATCTAAGGCAC 248

Ai04B658 Araip.B04 658 c (T)11cgtggacatattaagataagaaagttacacttcatttataatattcttttacc(A)1579 1726108 1726186 GTGGGGAAATCCAGAAACAG AAGAGTTGTCGCTTATTTCCTTT 279

Ai04B661 Araip.B04 661 p2 (GA)10 20 1738964 1738983 CCATGCTTTTGCAATCTGAA TGAAAACTCCCTTCTACTCCTTTG 230

Ai04B668 Araip.B04 668 c (CT)14tttatgccttttatgcctaccctttaaattc(CT)671 1755804 1755874 CCCGGGTCCTCACCTAATAA AGAAAGGAGTGCGATGAAGC 262

Ai04B670 Araip.B04 670 p2 (CT)25 50 1758125 1758174 AACAAGGATATGCATGGGGA ACATGGCACAGTCCAAACAA 202

Ai04B671 Araip.B04 671 p2 (CA)6 12 1762040 1762051 TCCCCTAATACAGAGGACTTGAA TGACGACAGGAAACTAGGCA 223

Ai04B679 Araip.B04 679 p2 (CT)14 28 1779394 1779421 GAAGCATTCTTGGAGTTCGG TGGGTCCTCTATATGTGCGG 222

Ai04B681 Araip.B04 681 p2 (AT)6 12 1786198 1786209 TTTTCGTAGGACAACCCTCG AAAGTTTGGATGGTGGTGGT 201

Ai04B682 Araip.B04 682 p4 (ATTT)5 20 1798141 1798160 TCAGTTCGCAAAGTGAGCAT GCCATCTGGAAGCCAAATAA 118

Ai04B684 Araip.B04 684 p2 (CT)7 14 1801031 1801044 GCATTGTCCAAAACAAAGGAA TTCAACTTGACTCCCCCTTG 241

Ai04B690 Araip.B04 690 p2 (TA)6 12 1814744 1814755 ACAAGGAACAACTTGCCCAC AAGGGCCTGCTAAACAAGGT 252

Ai04B693 Araip.B04 693 c* (A)11gggggcacacgacgcgcaagcgtcattgacgcgaacgcgtcaatcatgtgtgcgt(A)10(AAT)5*89 1824797 1824885 TTCCAGGAACCGAACACTTC TTTTACGTCGATTTTTCGGG 279

Ai04B694 Araip.B04 694 p2 (TC)6 12 1825361 1825372 AAGCCATGCGAACAGAAAGT TGCTTGTCCTCAAGCAAAGA 267

Ai04B705 Araip.B04 705 p3 (AAC)6 18 1867083 1867100 ACCTTCCCTCTTCTTTCCCA GGATGATTGTGGTGGGTTTT 131

Ai04B706 Araip.B04 706 p3 (ATT)10 30 1876885 1876914 TGCCATAAATCAAAGGACTCA GGGTGGAGTGTTTGTGGGTA 129

Ai04B708 Araip.B04 708 p3 (TTA)11 33 1884190 1884222 CTGGATCCCTCTTTTATGCAA GTACAGCCGCGAAGAATAGC 264

Ai04B709 Araip.B04 709 c (A)10ccccataaattagcaacaaatctcaacaaaccctaaattcctaaatcagaatt(A)1578 1889069 1889146 ACTAAACCTCCAAACCGCCT TGTTGATTTGATGTTGAATTTTTG 201

Ai04B711 Araip.B04 711 p3 (CTT)5 15 1891814 1891828 GGCAAAAAGGGAAAATCACA CAAGAGCAGAGCCGATAAGG 213

Ai04B713 Araip.B04 713 p3 (TGA)5 15 1895481 1895495 TCTGGGCAATCCACATTTTT TCGTCATCACTCTTCTCCCA 215

Ai04B715 Araip.B04 715 c (TTC)5ctcttcctcttcttcttcttttctttcgtttcgtgccttctctttctcctccttcttcttcttactgcata(TTC)10116 1901927 1902042 TCTGCATACAAGTCATTAGGGC CCAAAGATCAACCTCAAGCC 271

Ai04B716 Araip.B04 716 c (T)10gaaaagtttaaaacactacaaattataaataaaacttttcatataaattaatcttaaaatattatatattcacttgaattttaattaag(T)10109 1904672 1904780 TGGTGGTACGTAGTAGCAGGC TCAATGATCACAATTGAAGGAAA 211

Ai04B718 Araip.B04 718 p2 (CT)23 46 1912895 1912940 AGTCCAGAACCCAAAGACGA GCGTCCAAATCACCTCTAGC 184

Ai04B720 Araip.B04 720 c (A)10catatatttagtacgggcctcgcattaagccattagccatttaccgccccacccgagaagcagaaggggaaaaaggcgctcc(CT)10112 1917792 1917903 TTTCGCCCCAACTATACACC GAAGGAATGCCAGAGCGTTA 265

Ai04B724 Araip.B04 724 c (AG)7ggaggaagacaaagagagaggagggagagaaagagtgaaagagtgaaaggggaagagagagaa(AG)689 1924598 1924686 GAGGAAGAGGGATAAGGGGA TCTTTCCCCCTCCTCTCAGT 257

Ai04B726 Araip.B04 726 p3 (AAT)5 15 1931283 1931297 CCCGGCTTCAAATTATCAAA AATGGGTGCACCACTGTTTT 254

Ai04B727 Araip.B04 727 p2 (GA)6 12 1931598 1931609 TGCTCAATGCTTTTGTGAGC TCCTTCCTTCCTTCCTTCCT 277

Ai04B728 Araip.B04 728 p4 (GAAG)5 20 1931721 1931740 GAGCGTGAAGAAGGTATGCAA ACGTTCACCACCACACACAC 146

Ai04B731 Araip.B04 731 c (TA)12(TGTA)10 64 1939180 1939243 TGAAAAAGTGAGGATAGGACCC AATTGTAGTGGGACGCTTGC 160

Ai04B741 Araip.B04 741 p2 (TC)14 28 1954541 1954568 CACAAACCCTTCCTCCTTCA GGCGTGGTGGTACCAGTAGT 256

Ai04B745 Araip.B04 745 p2 (TC)22 44 1971450 1971493 TCAGTGAGCATTCAATCACAAA TTTGGAAACTTTGGTTGAGG 225
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Ai04B746 Araip.B04 746 c (TC)7t(TC)12 39 1971954 1971992 GGCTAACAATGGCGGATAAA CTGGTTCTGCCATTTCTGTG 280

Ai04B747 Araip.B04 747 p2 (CT)12 24 1976138 1976161 TTTGGTGTAAAATTCAGTGAGCA TTGGAGAGAGAGAGAGAGAGAGAGA 271

Ai04B750 Araip.B04 750 p3 (TCT)5 15 1979297 1979311 CCCAATTCCCTTCCTCCTAC TGGACGGGTTTGATCTTCTC 223

Ai04B753 Araip.B04 753 p3 (ACA)5 15 1996087 1996101 GATCCCCAAACTCAGGTTCA GCTGGAGGTTTTGGATCGTA 247

Ai04B755 Araip.B04 755 p2 (AG)6 12 1999781 1999792 GTGCCTTCGAAGAAGCAGAC CGCGAATATTGTCTTGCTCA 106

Ai04B757 Araip.B04 757 p2 (GA)6 12 2005965 2005976 GCATCCGATCCAAGTGTCTT AATGAAGGAAGGGAAGGGAA 188

Ai04B758 Araip.B04 758 p2 (TC)6 12 2006129 2006140 TTCCCTTCCCTTCCTTCATT GGTCAGCATCCAGGTTAGGA 116

Ai04B759 Araip.B04 759 p2 (TA)9 18 2006627 2006644 CGTGGTCGTATCACGTTTGT TGTGTGCCATAATAGCCGAG 258

Ai04B766 Araip.B04 766 c (T)10cgcgttcttccttcaacgtttgtatcccgcgttccttctccttcttctcctcctttgcgttcttc(T)1489 2015583 2015671 TGGCAAACAAATTCAGACAAA TGATGAAACACGTGAGGAAGA 220

Ai04B771 Araip.B04 771 p3 (ATA)5 15 2018303 2018317 TAGCAGCACCTCTTCACTGC TGTTGGAAATGGAAGAAATGG 140

Ai04B774 Araip.B04 774 p3 (TTA)5 15 2026434 2026448 AACATGGAAGACTAAAACGTTCG GGCATAGTCTCCCCATACTCA 248

Ai04B775 Araip.B04 775 p2 (AT)10 20 2026801 2026820 CCCAGGTACAGGGTCAAAGA TGAACCCTAATTCACTCCCG 240

Ai04B778 Araip.B04 778 p3 (TAA)6 18 2052001 2052018 ATCCAAAGGGAAACGAGCTT TCGGGACTACGTAGGTTTGG 272

Ai04B784 Araip.B04 784 p3 (ATA)5 15 2066488 2066502 TCATGCATGTCACAAGTTCCT CGGAGGGTAGTTACTGTCTGG 279

Ai04B785 Araip.B04 785 p3 (TAA)5 15 2068002 2068016 TATTCGTGCAACACGTCGAG TTAGCACACCCCAATCACAC 217

Ai04B786 Araip.B04 786 c (T)11aattgagtccttacaccaa(T)1141 2068501 2068541 TTGGGAGGAATTCATTTTATGG TTTTAATTGGATCCCTGCACC 262

Ai04B787 Araip.B04 787 c (T)16cttatctcataattaaattattgatattagaatctgattaatagaaattagactaatccgatttgaaccgattaaagtct(A)11107 2069595 2069701 CGCTTATTATTAGGCTCCGTT GGGGAAAATTAAAGCGTGGT 210

Ai04B788 Araip.B04 788 p2 (AC)6 12 2073678 2073689 GGAATGCCAAACTCTTCCAA AGAAGATAGCGTGCGGCTAA 271

Ai04B789 Araip.B04 789 c (TG)8(T)14 30 2074024 2074053 CCGCTGCTATTTGTCAGATG TGATCATCAAGGAACTTCACAAA 274

Ai04B790 Araip.B04 790 p2 (TA)6 12 2075486 2075497 TTGGTTATGAAGAATGGTTTGC GCTTCACCCTACTGTCATGGA 236

Ai04B800 Araip.B04 800 p3 (AAT)9 27 2097831 2097857 GGACAAAGCAAACAATGCAA GGTGAGGAAAGTGCCTGGTA 253

Ai04B804 Araip.B04 804 p2 (AC)14 28 2109531 2109558 AACATTCGAGGTCCCTTTGA TTCATCGACCCATTCAACAA 226

Ai04B805 Araip.B04 805 c (T)12ggagattttctcctatatttagataaagatgtattctctttttat(A)1067 2112616 2112682 TCAATTTAATCAATTCCTACAACAAGA CCTTTGGCTCTGATACCACTG 262

Ai04B806 Araip.B04 806 p2 (AT)10 20 2115516 2115535 TTGTTTTGGCTATTTGTGCTG ACCTTGACGCCTGCTTTAGA 264

Ai04B807 Araip.B04 807 p2 (TA)14 28 2118859 2118886 CACCGTTTCTAGGCCAAAAG CACAACACAACACCTCCCTC 244

Ai04B809 Araip.B04 809 p3 (GTG)5 15 2122066 2122080 CTCGAATTGAAGTGCGAACA TCTCCACCACCACTTCCTTC 228

Ai04B811 Araip.B04 811 p2 (AT)7 14 2125112 2125125 GCTAGCAGAGGATAAGCCATT GTGCTGATCTCTTCGGCTTC 202

Ai04B816 Araip.B04 816 p4 (ATAA)5 20 2140253 2140272 GAAAGACAAAAATCCGGCAA TGCGAATTCGAGTCTCTTGA 157

Ai04B824 Araip.B04 824 p2 (TA)9 18 2155835 2155852 TCAGGGACAAAAATATCCGC TATAGGTAATACCCGCCCCG 251

Ai04B831 Araip.B04 831 p2 (TA)6 12 2178097 2178108 TAAGAGGTTGCGGGTTTGAG CAGTTGAAAGTTAATTCAAATTGTGC 160

Ai04B841 Araip.B04 841 p3 (AAG)6 18 2197669 2197686 ACATTGGTGGCAGATTTTGG AAACAAACAAACAAGCCCCA 187

Ai04B842 Araip.B04 842 p4 (TTTG)5 20 2199680 2199699 TGGGTGCCGTTATTTGGTAT TGGATTTCGTGATTGGGAAT 279

Ai04B853 Araip.B04 853 c (A)10ggaaaaaagattcctgtggtgaaccttcctttttatttgctataacatataagtgaccactaagagaaaggtaaaaaggat(GAA)5106 2220106 2220211 TTTGTAAGGTTGCTGCATGG TTCCAGTGATAGTGTTTTGTAGCTG 267

Ai04B864 Araip.B04 864 p2 (AT)9 18 2248976 2248993 CATGCTACCGAATCAGGGAT TTGGCATAATACAGGGAATGG 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B867 Araip.B04 867 p3 (TTA)6 18 2256259 2256276 ATAGGGCAAGGCTCCAATCT TGGCTAGCCGTATTTATCCC 268

Ai04B868 Araip.B04 868 p4 (TATT)5 20 2257828 2257847 CCCATCCCATCTTCATGTTT GGCGATTTGGTAAGGGGTAA 276

Ai04B871 Araip.B04 871 p2 (TA)9 18 2267841 2267858 CAGTTTGGATTTGCGGTTTT TTCGATCTGGACAACAAGGA 236

Ai04B872 Araip.B04 872 p2 (AC)13 26 2273845 2273870 AAGCTAAGGTCGGCCAGAGT AGAGACACCTCGTTGAGCGT 258

Ai04B873 Araip.B04 873 p2 (AT)7 14 2274736 2274749 CCATTGGACAGTCCCTCTGT GCCTCTGTTGCAAGATGTGA 228

Ai04B875 Araip.B04 875 p2 (GA)6 12 2288715 2288726 TAGAAGAAGCGAGGATCGGA TCACATTCTTCTCCGGCTTT 245

Ai04B877 Araip.B04 877 c (CTT)5tt(TCA)8tcttcttttttttcttattcatttttttttcttgtttcatcttctcaaatttcttcttattttactcttttaacaagaataaaaac(A)10137 2291006 2291142 TTCTTCTCCCTCCTCCTCATC TGTGTTTCTTCTTCTTCTTTGTTTG 192

Ai04B878 Araip.B04 878 p3 (AGG)8 24 2291632 2291655 TTCCTCTTCCTCCTCCTCATC GCTTCACGTTCCTTCTCCTC 273

Ai04B879 Araip.B04 879 p3 (TAA)6 18 2293410 2293427 CTCTCGTGAGTCCGTTCTCC GACCGGTGCCATTATCATATC 230

Ai04B880 Araip.B04 880 p3 (TAA)13 39 2293600 2293638 TAATGGCACCGGTCGTGATA CCCACGTGATAATTTCAATTTTATT 236

Ai04B884 Araip.B04 884 c (TAA)5tagtttcgacttcatataattgatatagttctaatcagtat(ATA)571 2298257 2298327 AGGGACGAATTCGATTCTGG AAAATTTGATTGAGAAATAAAACTCCA 199

Ai04B885 Araip.B04 885 p2 (TA)6 12 2299295 2299306 AGGTGAATGGCAAGTGGAAC AACAGGACAGGGTGTTGAGC 150

Ai04B886 Araip.B04 886 p3 (TCT)8 24 2300603 2300626 ATATTTGCAGCCAATTTCGG GAGCAAAACAAGAAGAACTTGAGA 241

Ai04B891 Araip.B04 891 p2 (TC)13 26 2309079 2309104 TTTTCCACTCCCACCTTCAC AAGAGCTCCGAAGTGCTCAG 266

Ai04B895 Araip.B04 895 p3 (ATA)5 15 2332380 2332394 TCCTTTGAGGTGATATGGGTG TGCTTCCATTTTGCTTCATTT 258

Ai04B899 Araip.B04 899 p3 (AGA)20 60 2341057 2341116 CCTCCCGCTCATATCATCTC TTCTGGGATGTTCAGGAATTG 267

Ai04B902 Araip.B04 902 p5 (TGTGT)5 25 2349760 2349784 GGCAAGACGCTGTAGAAAGG TCCCTCCAAACTCAAACCAC 250

Ai04B903 Araip.B04 903 p3 (TCT)5 15 2350345 2350359 TGCACATTTTCACTGCACCT TTTCTCCTCCTCATCTTCTGC 228

Ai04B910 Araip.B04 910 p2 (AG)9 18 2355519 2355536 TCGTGAGCTAGTTTTGACGG ATCACCATCTCCAAAGTGGC 125

Ai04B914 Araip.B04 914 p3 (TAA)8 24 2361996 2362019 TTTTTACCAAAATACATACGGTCAA AAAATCCCAAGCGGAATTG 277

Ai04B926 Araip.B04 926 p3 (ACC)5 15 2393168 2393182 TCCCCAGTAACCACTCCATC GCGAAGGTTCTCTGATCGAC 149

Ai04B927 Araip.B04 927 p2 (CT)7 14 2393447 2393460 CCCTTTGCGAACCAAAATC CTGGACCGAGAGAAAGAACG 272

Ai04B930 Araip.B04 930 p3 (TCC)5 15 2407015 2407029 TGGTTCCGCTTCGTATCATT GGACAGCATCTCTCATGGGT 181

Ai04B932 Araip.B04 932 p3 (CGG)5 15 2415651 2415665 AGTCTTCCTCTCCCGTGGTT GAGCAATTCCATGGCTCAAT 253

Ai04B937 Araip.B04 937 p2 (AT)8 16 2425228 2425243 GCATGAACTATATGTAAGAGGGTTAAA TCCATATTTGCAGGTGGTCA 251

Ai04B949 Araip.B04 949 p3 (TCT)6 18 2442778 2442795 CTGCCACATGAGTGTAGCGT CGGTGGTGGAGAAGAGAGAG 206

Ai04B950 Araip.B04 950 c (T)13caaaaataaatttaatttttttaaaaaattatgtaaaatatgtaaaataatttttatctattaaaa(T)1089 2447515 2447603 AATCCTAGCGCATGTTACGG CAGCTATTGGTAGCGCATGA 280

Ai04B951 Araip.B04 951 c (AAG)7aggaagaggaagaagaacgtgcagc(AAG)561 2452050 2452110 TCCTCTTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 232

Ai04B952 Araip.B04 952 p3 (CTT)5 15 2453875 2453889 GGGGACCTCCTTCTTCTTTG AGAACCCGGCGAGGTACTAT 200

Ai04B953 Araip.B04 953 p3 (GAA)5 15 2454285 2454299 GTGTTTGCCGCTTCTTCTTC CCGACAATGTTTCTGGTCCT 280

Ai04B954 Araip.B04 954 c (T)10gtttaacaggctttaaagatttgcacacataaagaggacttcacatagttcagtaatataaacctctttttcatctgtatcactactat(A)10109 2454777 2454885 TTTTTATTTCATCCGCCGAA GAGTCTAAAAAGGTTGCTTATGTTGA 275

Ai04B956 Araip.B04 956 p3 (TTG)5 15 2470842 2470856 TGATACCACCGAAAGGAAGC CCTGATTGCCTTTGATATTGC 276

Ai04B958 Araip.B04 958 c (T)11gggccttggcccgatggttcaccc(A)1146 2475745 2475790 TTCATTGACAGTATGCCCGA ATTGCAAATTTGGCCATTTC 149

Ai04B964 Araip.B04 964 p2 (TC)12 24 2497207 2497230 TAAGGCAACACAAGAACCCC TCCACCGAAACCAAGTATGG 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B970 Araip.B04 970 p3 (GAA)6 18 2507566 2507583 GGGTGTATTTCTGACGTTCCA TTCCAAAACGCTACACTCACA 265

Ai04B972 Araip.B04 972 p3 (TCT)5 15 2520065 2520079 AAATTGTTGGATGATCATAGTTGTTT CCACACGTCACTCACCCTTA 260

Ai04B980 Araip.B04 980 p3 (AAC)5 15 2545868 2545882 TAAAGCAGAAGCAGCAGCAA GCTCTTGCTGTCGTGTACCA 234

Ai04B988 Araip.B04 988 c (CTT)5tt(TCA)5tcgtcatcatc(T)12acttgttcatcttttttttcttgttttaccttctctagtttctttttgttttatttttttaacaagaataaaaac(A)10140 2559891 2560030 CTCTTCTTCTCCCTTCTCCTCA GAATGTAGGTTCATCCTCTTCCA 239

Ai04B989 Araip.B04 989 p2 (TA)8 16 2560273 2560288 TTGAATTTTGAATATTGCGGTTT ATTTGGATTGCCCCTCCTTA 169

Ai04B992 Araip.B04 992 c (TCC)5tcatcttttgctgctgcttc(T)1045 2566526 2566570 GCAAATTTGGGTGTAACACGA AAGAAGAAGATGGTGATGATGATG 189

Ai04B998 Araip.B04 998 p3 (TAT)7 21 2580408 2580428 GCTTGGAGAGCAAAAACGAC CCTGAAATTGAGAGCCAAGC 171

Ai04B1000 Araip.B04 1000 p2 (TC)11 22 2580882 2580903 CAGAGCACAGGCACTTTGAG GAGGGTACCTCCACTTTCCA 210

Ai04B1008 Araip.B04 1008 p6 (ACCAGC)9 54 2608886 2608939 GTTGTTGGGAGGGTATGCAC GAGGAGGGAAAATGTGGTGA 169

Ai04B1009 Araip.B04 1009 p3 (GAA)5 15 2610228 2610242 GTGAGCGAGAGATGAAAGGG ACAACAACAAACCCAGTCCC 197

Ai04B1016 Araip.B04 1016 p3 (AAT)6 18 2629985 2630002 ATGCTCAATGCAAGGGAAAC CCTCTGCCTCGAAAATTCTG 259

Ai04B1017 Araip.B04 1017 p2 (AG)6 12 2634019 2634030 CGTGTTCGGTCACACTAACG CCTCTACCCTCAGCTCATGC 215

Ai04B1019 Araip.B04 1019 p3 (TAA)7 21 2634837 2634857 GGGAAAGAATGGGAAGGGTA TTCCAAAATTTAGCCCGTTG 256

Ai04B1020 Araip.B04 1020 p3 (CTC)5 15 2637167 2637181 TGCATTTTTCCCACACTTGA TCGTAGCAGCAGGTTCTTGA 153

Ai04B1029 Araip.B04 1029 p3 (AAG)5 15 2651869 2651883 TTTTGGGGTCTGTTTGGAAG TCCCACCATCGTCTCTAACC 248

Ai04B1033 Araip.B04 1033 p2 (AT)10 20 2666531 2666550 ATTTTCCACGCGCAACTAAT TCCCTCCCAACATTTTCTTG 112

Ai04B1039 Araip.B04 1039 p2 (GA)7 14 2674249 2674262 GAACAGAAGCGCAAATCTCC CACCGGGTACAGAAAAGGAA 160

Ai04B1040 Araip.B04 1040 p3 (TTC)5 15 2674464 2674478 GTGTGCAACTCTGTCCGAGA GGAAGAGGAGGAGGATGAGAA 260

Ai04B1041 Araip.B04 1041 p2 (GA)7 14 2675764 2675777 CACCCTGCTTCTTCACCTTC CCGAATTCAAGGCAATCCTA 236

Ai04B1042 Araip.B04 1042 p3 (TCT)6 18 2676617 2676634 TTGCATAATTCAAAACTCTTCCTC GCCATGTACCGCAAGTGTAA 205

Ai04B1043 Araip.B04 1043 p2 (TA)9 18 2680209 2680226 TGCAAAAATCAAAGTCTTATCTTGA GGTCTTTCAGTACGATTACCTTTTG 269

Ai04B1045 Araip.B04 1045 p2 (TA)9 18 2682590 2682607 GTGACCCATGTGGGCTTTAC GCAGACATCAAAATGTCAAGAAA 280

Ai04B1047 Araip.B04 1047 c (AT)6ggtgtgccaaacaatgttcacactataataagccatctaggttagttttatgctaaaatgttccgaggtcggctgtgtagcactaac(T)10109 2687150 2687258 GGATCTTCATCAAAGTCGCA ACCGCTGAAACTGTGAAACA 261

Ai04B1048 Araip.B04 1048 p2 (TA)6 12 2688049 2688060 ATGGACTAGCCCGTTTGACA TCTGTTTCAGGTACATTTCGG 252

Ai04B1050 Araip.B04 1050 c (A)10taacattgactttttttttgcacaggagcctcattgtcctttcgaggtaattgtcaggagttgggttgaa(T)1191 2689915 2690005 GAGTGAATACCTCATCCGGC TTTCAAAAGACAACAAGGTCATT 238

Ai04B1052 Araip.B04 1052 p2 (AT)6 12 2692028 2692039 TTGATTTGACCGAAAAATGATG GGTGAATCAAATCTTGAACTGG 184

Ai04B1062 Araip.B04 1062 p2 (TA)6 12 2718267 2718278 TATGATTGTGCTATGCCCCC GATCATCCTTGGATGGCATT 149

Ai04B1063 Araip.B04 1063 c (AAT)6aaaataat(AAC)850 2718830 2718879 CGACCATCACTCGTAGGCTT TTGCCATATTGGTTTTTCCC 269

Ai04B1065 Araip.B04 1065 p2 (AT)7 14 2719798 2719811 TGACAAGTTCCAAAGACAGCA CAAAAGTCGTTTCGGAGGAA 271

Ai04B1066 Araip.B04 1066 p3 (ATA)9 27 2721312 2721338 CAATGAGCAACCTGATTCCA AACATTTCTGTTGATGTGCCA 182

Ai04B1067 Araip.B04 1067 p3 (TCA)5 15 2722902 2722916 TCCTTTAAGCTGAGAAGGGAGA TGCTCTGCTATGCTTAATACACG 250

Ai04B1068 Araip.B04 1068 p5 (TATTT)8 40 2725946 2725985 GTCATCGTTGTGACCATTGC GAGCGTGTGATGACATGGAT 182

Ai04B1069 Araip.B04 1069 p3 (TTG)5 15 2726280 2726294 TTGTTGCTGTGAATGGTGGT ACTTCCCCTTTCTCCCTCAA 235

Ai04B1075 Araip.B04 1075 p2 (AT)6 12 2738745 2738756 TCCAACAGTAGGCAATGTGA TCACTGGTCCCTTCAAAAGC 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1076 Araip.B04 1076 p2 (TC)6 12 2740046 2740057 TTCCTTCAACCTTCCTCCCT GAGGGCAGCGGTGAATATAG 252

Ai04B1077 Araip.B04 1077 p3 (GGT)5 15 2740466 2740480 TGATAGTGGTGGCAATGGAA CCGACCTGGAGAGATTGAAA 257

Ai04B1082 Araip.B04 1082 p4 (AAAG)5 20 2760401 2760420 AAGCATTGTTTTGCTGCTGA GAAGTGAAGAGAAGTGGCTGC 213

Ai04B1087 Araip.B04 1087 c (A)11tactcaatccggtccctgctaaatttttttgggactgattaatccctgtgctaaaaaaaacaacattga(T)1090 2766414 2766503 GGCGTCAGAGAAGCGTAGTC TCTCGAAAAGACAACGAGGC 232

Ai04B1088 Araip.B04 1088 c (A)11t(A)10 22 2768956 2768977 CCTCGTATTAAGGAAGGGGC AAAATTTAAGAAGCCATCACTTTTATT 188

Ai04B1093 Araip.B04 1093 p3 (ATA)18 54 2770465 2770518 TGTGACAATCAAATAAAGTTGACG CAACCGATGTGGGACCTTAC 169

Ai04B1096 Araip.B04 1096 p2 (AT)13 26 2787421 2787446 TAAAGCTGAGGTGGCAAGGT TCATTTTGCGATTTGTTCCA 128

Ai04B1097 Araip.B04 1097 p2 (AT)6 12 2789715 2789726 GTCATGACCACAAGCCCTTC GTGAGGCTGCCTTGGATAGA 269

Ai04B1098 Araip.B04 1098 c (ATT)7a(TAT)5 37 2791191 2791227 TGAATACGGAGCTTTTTCATTTT CCAAAGTTGACCATGGATGC 177

Ai04B1102 Araip.B04 1102 p3 (ATT)6 18 2802336 2802353 AACCCGGAGCTTTTTCATTT TTTGTGACAACCAAAGTTGACC 183

Ai04B1106 Araip.B04 1106 p3 (ATT)6 18 2841675 2841692 AACCCGGAGCTTTTTCATTT TTTGTGACAACCAAAGTTGACC 183

Ai04B1108 Araip.B04 1108 p3 (TTA)13 39 2842850 2842888 CACCATTGACTTTTCTCTTGGTT TGACAAACAAATTAAAGTTGACCA 243

Ai04B1112 Araip.B04 1112 p2 (TA)6 12 2846950 2846961 CATGGCGATGGTGTCTTAAC ATCACCGCAAGGATAACCAA 219

Ai04B1116 Araip.B04 1116 p4 (AAAT)5 20 2848477 2848496 CAAAATAGAGAATCGGGGCA ATGGAGGTTCTTACGGTGGA 272

Ai04B1117 Araip.B04 1117 p3 (ATA)5 15 2848829 2848843 TCACTTGAGCCAAATGGAAA CGCATGCCTTAATTATGTGG 259

Ai04B1120 Araip.B04 1120 p2 (AT)6 12 2850486 2850497 CAAATACAAAAAGTGAGACCCACA TAGCCACCGACCCAATTATC 238

Ai04B1136 Araip.B04 1136 p3 (TAT)11 33 2877005 2877037 TAACGCACAACACAAGACCC CAACAAGTCTGACCGAAGCA 258

Ai04B1141 Araip.B04 1141 p3 (TTA)6 18 2883660 2883677 TTGGCTATTTGATCAATGATGG ACTCGCACTATCAGCAAGGC 182

Ai04B1143 Araip.B04 1143 p3 (TTC)5 15 2889984 2889998 TTAGGTCAAACGAGCCGAAC ACCCTCTTCCCCCTTTCTTT 129

Ai04B1145 Araip.B04 1145 p2 (TA)6 12 2901127 2901138 AAGCGGAGTAGTCCTGGGTT AGAGGGCCAAGAATACAGCA 253

Ai04B1149 Araip.B04 1149 c (A)10gaagtaaaaatcaagaagtaatggtcttgta(T)1152 2904928 2904979 CGGAAAAGGAAATTGGTGAA AATGTTCTTCCTTCCTCTCGTT 258

Ai04B1150 Araip.B04 1150 c (TC)6ccctctctctcccca(CT)8cccctctcactctctctcctctcc(CT)9ccctctctctctccctccctccctcctcc(CT)6cccgctctctctccctctctcctttccctcttccg(CT)6173 2909233 2909405 TTTAAACTGGTTTATAGGCCAAA GAATGAGAGAGGGAGGGAAGA 245

Ai04B1151 Araip.B04 1151 c (TC)8cctctctctccctatctcca(TC)1770 2909709 2909778 CCCCCTCTCTTTGTCTTCCT GAAAGAGGGATAGGGGAGAGA 280

Ai04B1152 Araip.B04 1152 p2 (TC)9 18 2909905 2909922 TTTCTTCCCCTTCCCTTTTT GGAGGAGGAGGAGAGAGAGG 251

Ai04B1153 Araip.B04 1153 c (CTC)6tctctcttct(TC)1048 2910028 2910075 TTCTCTCTTTCCTTGCGCTC TTTCTCTCCCTCTTTTCTCCAA 140

Ai04B1166 Araip.B04 1166 p2 (TA)6 12 2952967 2952978 TTTGCCAAAGTTGCATAAACA CGTCCAATACTGCATTTCCA 112

Ai04B1167 Araip.B04 1167 p5 (CGGAT)5 25 2953313 2953337 GGAATCACCAAAAGAAGCCA CAGTGCGGATCGGATAGAAT 180

Ai04B1168 Araip.B04 1168 c (A)12ctattttaagattttatttggctgtttttac(A)1053 2953480 2953532 ATTCTATCCGATCCGCACTG TTTTGTTTTTGTTATTCAAGAGAACT 271

Ai04B1175 Araip.B04 1175 c (T)10aaataaataaaaaaatcagggacgaagtcg(T)1151 2968155 2968205 TCTCATCTTTCTGTTTTATCTTTAGGG GAAATGATCGAATGCGGTTT 125

Ai04B1199 Araip.B04 1199 p2 (AG)6 12 3041503 3041514 AGCAGGGAAGAAAGGAGAGG GGCAAGGCAGTGAGCTAGAC 129

Ai04B1200 Araip.B04 1200 p2 (AG)23 46 3041829 3041874 ACCAAGGGAGAGGAACTCGT AACCACCTCATGATGCCTTC 234

Ai04B1204 Araip.B04 1204 p3 (ATA)6 18 3044819 3044836 TATTGTAGTGGGGCGTTTGC TTTTTAAGAAAGAACACCAATCTCA 228

Ai04B1205 Araip.B04 1205 p2 (AT)9 18 3052744 3052761 TCGGGGATGATTTTGATTTT GGCATACAAAACATGCATTCC 272

Ai04B1206 Araip.B04 1206 c (T)10actaaacagaaaagaaaaaaag(A)1042 3053021 3053062 TCAGACTAAAAGGACGAAGGC AATGTTGCAAATTGAATGGC 237
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Ai04B1214 Araip.B04 1214 p5 (TTATC)8 40 3079971 3080010 GGTACCTGCAAGAGACTCCG AAAGGGCCCAGATAGAGGAA 278

Ai04B1215 Araip.B04 1215 p3 (TGA)5 15 3085185 3085199 CCTGAAGGAGCAAGTTCGAG GGACAAACAACTGCAAGGGT 189

Ai04B1216 Araip.B04 1216 p2 (AT)13 26 3093181 3093206 GAGAAGAGAGGGAGACATGGAA TCAACTTAATGCTGCCATCC 259

Ai04B1228 Araip.B04 1228 p5 (TTTTA)5 25 3187710 3187734 TGGCTTGGTCTAAATCTGCC TCCAACACACACTCTCGCTC 272

Ai04B1229 Araip.B04 1229 p4 (TTAA)10 40 3188021 3188060 GCGAGAGTGTGTGTTGGAGA GCTTGTCGAAGCACATTTCC 212

Ai04B1230 Araip.B04 1230 p2 (TA)11 22 3188765 3188786 TTCGAACCGAACTGATTTGA GTCTGGGGCTTCATAATTCG 144

Ai04B1233 Araip.B04 1233 p2 (AT)9 18 3199388 3199405 GCGGATTGGATGGCTAGATA TTTTTCTTATTTGTCACAACTCTTTCA 255

Ai04B1235 Araip.B04 1235 p2 (GA)7 14 3207120 3207133 AGGAGCAGCGACAGAGAGAG GAAGAACAGCCACCATCCAT 153

Ai04B1236 Araip.B04 1236 c (T)10gtaaacggcgccgttttgannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngtttttgggtgg(T)19105 3207367 3207471 GGGTGAAAGAGAGAAAGGGG ACTGAATCGGACCGGTTTTT 226

Ai04B1238 Araip.B04 1238 c (A)10tgctataaactcaatttttatataaatagataaataaatgtatgttcaaaattatcacttacacaaaattacttacatgaaaaaact(A)11108 3220122 3220229 TCAAGAGTTTGAATTTCGCCT GGCAAGGATAACTAGCGAAAGA 238

Ai04B1239 Araip.B04 1239 c (A)10gataaatagaaaaaaataaagcattactattattggaaaatttttttttactaatttaatttcaattatttttacactgataattac(A)11108 3222530 3222637 GATTGAAATTGCATAATAAGAAAGAAA TGCTAACGTGCTTTTTAATTCG 208

Ai04B1242 Araip.B04 1242 c (T)11caaaatctac(T)1233 3228269 3228301 AAATGGTGGCTAAGGATGACA TTCGAGTCTCAATCCTATCTTTGAT 103

Ai04B1245 Araip.B04 1245 p2 (TA)6 12 3244592 3244603 GTGATTGGAATTGCCGACTT GCCGCACTATTATTGGAGGA 277

Ai04B1246 Araip.B04 1246 c (A)10taatatgctataaactcaatttttatataaatagataaataaatgtatgttcaaaattatcacttacacaaaattacttacatgaaaaaact(A)12114 3245989 3246102 CGAGAGTTTGAATCTCGCCT GGCAAGGATAACTAACGAAAGA 243

Ai04B1249 Araip.B04 1249 c (T)10caaaatctac(T)1333 3249863 3249895 TTCTCCCTCCATGGACTAATTT TTCGAATCTCAATCCTATCTTTG 264

Ai04B1262 Araip.B04 1262 c (A)10tctaaagtaatttcttttgtatttgatcttacattgtattata(T)1164 3275114 3275177 TTGTTGTCCAAATATGAATCGAA CCACCAGAAGTGGTTTGTCC 230

Ai04B1263 Araip.B04 1263 c (A)15ctaaacaaaactttccagtagatggaagaagag(A)1058 3276065 3276122 AGGAGTGTGGGCAAACAAAT AAGCGAGTTGTTCGCTGATT 207

Ai04B1267 Araip.B04 1267 c (A)10tctaaagtaatttcttttgtatttgatcttacattgtattata(T)1063 3295105 3295167 AGGGCACAGTGAAAAATTCC AGCCACCAGAAGTGGTTTGT 261

Ai04B1268 Araip.B04 1268 p2 (TA)7 14 3297124 3297137 ACAAGAAGAGCAATGAATAAAAATTA CAGGTCAGTAAAAGTCAACAGAAA 280

Ai04B1272 Araip.B04 1272 c (A)10gggacaa(AC)731 3312661 3312691 ACATGAAATCAGCTGTCGCT TACCGCATCAGTTTCTGCAA 225

Ai04B1277 Araip.B04 1277 c (T)10caaaatcta(CT)937 3325892 3325928 TAGCCTAGGTCACCCACTCC TTCGAGTCTCAATCCTATCTTTGAT 240

Ai04B1278 Araip.B04 1278 c* (ACA)5(A)10* 24 3330945 3330968 TGACATTTATTTGATCTCAGAGCC GAAAGCATTGTTTGCCCATT 243

Ai04B1280 Araip.B04 1280 p2 (AT)6 12 3332256 3332267 TTTGTGTAGTTTGAGCGTGAA GGATCTGGCTGATGCAAAGT 134

Ai04B1283 Araip.B04 1283 c (GA)6ggttttacaacaatcgattg(T)2052 3336481 3336532 AGGAGCAGCGACAGAGAGAG GATCGGTTCACTCCTCCAAA 127

Ai04B1284 Araip.B04 1284 c (A)10taggaggaagtgctgtcaaccactcacatgcgcatcg(T)1057 3338703 3338759 TCCCTTGAAGGTTAGAGCCA AAAGCTGAGTTGGGCAAATG 264

Ai04B1285 Araip.B04 1285 c (A)10tcaaggaacaagattagtaactaattgttggagtaaataagagaaatgacatcaggaaaaatgaaggaaattgatca(T)1198 3338931 3339028 CATTTGCCCAACTCAGCTTT TGAAATAATGATCAATTGCCCT 232

Ai04B1287 Araip.B04 1287 p3 (TCC)5 15 3343395 3343409 ACCAATCAACAACTCGAGGG TAACTAAGTGGTGTCCCCGC 274

Ai04B1293 Araip.B04 1293 c (T)10atagggttggattaatgtcgaaagttaacaataatacgtgtgcatataaataaagtgataattacttgaaaattgaaaaactatttg(ATA)7118 3347362 3347479 TCGGTGACTACTAAAGCGAAAAG CCAAATCCCCTAGCCATTTT 264

Ai04B1295 Araip.B04 1295 c (T)12aaattctttctattcttagtttgtgaccatgtatgcatataaataaaatgataattacttgaaaattgaaaaactatt(TAA)7(TGA)5126 3348745 3348870 GCGGACTTTTCACGCATATT TCTCTTTCTTCCTTAATGTTTCTCA 278

Ai04B1297 Araip.B04 1297 c (ATA)6actactgtagatttgatttatttataacattctttaggt(A)1067 3351780 3351846 CGTGTGCATATAAATAAAGTGAAAA TCCCTTAGTCATTTTGGTTCC 279

Ai04B1299 Araip.B04 1299 p3 (TAA)22 66 3352821 3352886 TCTGACAACCAATGTTGACCA TGAGGATCGCATTGTCATTC 274

Ai04B1303 Araip.B04 1303 c (TA)8(TG)11 38 3369848 3369885 GTTCTGGGGGTGCAGAATC TTCGGGTAATTGGGTACTCG 279

Ai04B1305 Araip.B04 1305 p2 (TA)7 14 3373486 3373499 TAGCGACGGAAACCAAAAAT TTTTGTTTTAATCTGCACTCATAAA 275

Ai04B1311 Araip.B04 1311 p3 (AAT)5 15 3389209 3389223 TCGCCTACAATTTCTTGTAAAGG TGTTTTTATCTTTCTTAAACCAATGC 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1312 Araip.B04 1312 p4 (AAGA)5 20 3389877 3389896 AGTTGCAGCCCTTCTTCATC AGCTTGGAAGAAGCGTTGAG 217

Ai04B1313 Araip.B04 1313 p3 (AAC)7 21 3390089 3390109 ACTCCTCAACGCTTCTTCCA GACTTGCTTCTCCCAGGATG 208

Ai04B1316 Araip.B04 1316 p3 (TTG)5 15 3392637 3392651 TTTTCCCTTTTCCTGCCTTT AAGGCATCTCCAAAAGCTGA 175

Ai04B1317 Araip.B04 1317 c (TTA)5(T)14 29 3392993 3393021 AAGCTTCATTTGTGCCTCCA CAATCAACAAATTATATTCGTGACAA 271

Ai04B1320 Araip.B04 1320 p2 (CT)10 20 3398736 3398755 CCGTGAATTAGCACTGCTGC GAGGAAGGAGAAAAGTGCGA 131

Ai04B1321 Araip.B04 1321 p3 (TCT)5 15 3398922 3398936 ACCATCCCCTTTCCACTCTC GAAGTTGGGGTTGCAGAAAA 276

Ai04B1322 Araip.B04 1322 p4 (AGTG)5 20 3399280 3399299 TGCAACGAAAATGGTGATCT CGTAGCATCATCTCCCTTCC 247

Ai04B1323 Araip.B04 1323 p3 (GAA)6 18 3401572 3401589 AATCCCCAAAAGTCCCAAAC CGGTTGAAGACCAATGTGTG 280

Ai04B1326 Araip.B04 1326 c (T)10attttcttctttaactcttctattttagaagagatttcaaaaattataatctagataatttttcgttatatcatagtcaacgggtaatgctagggagac(A)14123 3404793 3404915 TGGCAGAAGAAGAATTTTCAA AAATAAGGCAAGTTTTGGCTG 277

Ai04B1327 Araip.B04 1327 c (T)12aaaacagcaattttaattgtggtcccaaattgcattgtttcaatcgatattc(T)1276 3405909 3405984 CACGCTTGGACACACCTAAA CCTCTCAACTCCTCTTGGGA 254

Ai04B1328 Araip.B04 1328 p2 (TA)18 36 3407097 3407132 CGAAGCAGGTAAAAGAAGGAGA ATAAAAGCACGTGCAGCAGA 269

Ai04B1329 Araip.B04 1329 c (T)10aatcctcttctgacctttttactcagtattaataatctctttgtggtgacttttttttcttttgtta(TTTAT)6107 3412593 3412699 TGGTGATTCTTTTGATTTGTTTC CAATGTAGGTCCGTCCCTGT 277

Ai04B1332 Araip.B04 1332 p2 (GA)6 12 3417337 3417348 TTATTTGGGTTTTTGTGCTGC TTTGGCATTTGTAAGAGGGC 196

Ai04B1333 Araip.B04 1333 c (T)11cattttggtcctctagttatggataatgttagggagac(A)1059 3417661 3417719 TAAAGGGAAGATGGGCATTG GCATTCATTAATTGTTGCCCA 208

Ai04B1334 Araip.B04 1334 c (A)10tcagccaaaaacaatcataacttaccttatttatcattcattaattattgcgacaattaataaatgttaaataaaataaattttgacta(T)10109 3417883 3417991 TTTCTTTGGTTACTAAATATTTTCGAT TTCCCATAATCCCTTCCACA 278

Ai04B1335 Araip.B04 1335 p3 (ACT)5 15 3419175 3419189 ATCAGGATTCGAACCTCCAA TTCAAGCGACGATGCTATTG 188

Ai04B1337 Araip.B04 1337 p3 (ACC)6 18 3421585 3421602 GGATCACCATAACCACCACC GCAGGTTGGAATGCTTTCAT 227

Ai04B1338 Araip.B04 1338 p3 (TAT)6 18 3422642 3422659 CGCCTTCAATGTTCCCTAAA TGGAATTTGTGTGTTTGCGT 196

Ai04B1341 Araip.B04 1341 p3 (ATA)5 15 3426204 3426218 GGGATCTAATTGAAAATTCGG AACACCAAGTTAATGTTCATGTCA 250

Ai04B1346 Araip.B04 1346 c (CT)13(AT)11 48 3459160 3459207 CCACCAACAACATTGGATGA TCCATGGATCAGAACGTGAG 232

Ai04B1349 Araip.B04 1349 p2 (AG)7 14 3466221 3466234 GCTAAGCAAATGAAGCACCC CGAAGATGTCTGGTGAAGCA 231

Ai04B1350 Araip.B04 1350 p2 (TA)8 16 3467845 3467860 TGGCTGATTTTGGTGTACAAAT AGACATGACACGACATGGGA 256

Ai04B1355 Araip.B04 1355 p2 (TG)8 16 3494792 3494807 ACCGCCTCAATTCACAAATC GCAATTTCAAATGCAAAACTTC 252

Ai04B1357 Araip.B04 1357 c (A)10tacaaatcagacttttgatcgatgtttttg(A)1353 3502683 3502735 TGGTTATATGGTGGTGTCCAAA TCGCAAATCTCTGCATGTTC 254

Ai04B1363 Araip.B04 1363 c (AT)7ctaattcaagaatta(T)13aaaaaaaagaaaagacaaactaaattcaacaatcaattaaacaattgttttct(A)11106 3513511 3513616 TGTTGGAGCCTTAGGTGAGC CACCCCCTGCCTCTCTTTA 258

Ai04B1365 Araip.B04 1365 p3 (TTG)5 15 3518339 3518353 AAACGTGAAATATACGCGCC CAGAGCGAGAAGGAGGAAAA 267

Ai04B1368 Araip.B04 1368 c (TAT)5(TGT)11 48 3531430 3531477 GAACGCCATGTTGGAAGTTT GCCTCAAATTTGGGAAATCA 277

Ai04B1371 Araip.B04 1371 p3 (CTC)6 18 3537784 3537801 TCCTTCTTACACCCCTGCTG AGGAGATGAAGGTGGTGGTG 116

Ai04B1373 Araip.B04 1373 p2 (AT)7 14 3542711 3542724 CGAATGGAGTGAGACAAGGA CAGCTTGAGGGGGAGTATTG 269

Ai04B1375 Araip.B04 1375 p2 (GA)7 14 3553253 3553266 ACCTTTAGCCGTTCACCCTT TTGGGGCAAAAGTCAAGTTC 210

Ai04B1376 Araip.B04 1376 p2 (TC)6 12 3554664 3554675 TAGGGGTTGTTTTAGCTGGC TATGATAGGACCGGCAATGG 242

Ai04B1379 Araip.B04 1379 c (TA)6aacatgagaaaggagcgcgcttacgcgtggatgcagcagggacaatc(CG)671 3563892 3563962 TCCATTTCTGTTGGAGAATCAA AGAGTTGTGCACGCTTTGTG 267

Ai04B1380 Araip.B04 1380 c (CG)6cacagcgtgcttacgcgccgatgccc(T)18ccc(A)2281 3564067 3564147 CGTGCACAACTCTCTGGTTT ATGGGAATCGAGTGGACAAG 280

Ai04B1386 Araip.B04 1386 p3 (ATC)5 15 3572847 3572861 GGATCGTGACCACTACCACC GAAGACGACGATGACAACGA 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1388 Araip.B04 1388 p3 (CTT)12 36 3578880 3578915 GAATCCGACGGTAAATCCAA CAAAAAGAAGGTGAAAGAAGAAGG 199

Ai04B1390 Araip.B04 1390 p2 (TC)6 12 3586119 3586130 AGGTTGTTGCAACCAGGAAC ACTTGGTAAAGGGGGCAAGT 162

Ai04B1394 Araip.B04 1394 p3 (AGG)6 18 3601451 3601468 AGGACCTTAGGCTCGAAAGC CCTTCGCCATGATTGTAGGT 208

Ai04B1396 Araip.B04 1396 p2 (TA)7 14 3604887 3604900 TGGCATTTTTGAGTATTTTCTTTT TGTTGTGTATGCCTTGCGAC 279

Ai04B1397 Araip.B04 1397 c (AT)6(AC)10 32 3607070 3607101 TATCCACGGGGATTTACCTG GTTTCCCACGTTCCCTCATA 200

Ai04B1398 Araip.B04 1398 p3 (TTG)6 18 3609886 3609903 ACTGCCTGTTACCCTCCCTC AAGCGGAAGAACAGCAGAAG 276

Ai04B1399 Araip.B04 1399 c (TA)6cactggtgctattatatatgtaaattcggagacatcatcatca(T)1065 3613013 3613077 AACTGGTTCGGTTTGTTGCT CCGAATACAGGACGTATCCA 210

Ai04B1402 Araip.B04 1402 p2 (TC)12 24 3621514 3621537 CGGAACAAAGCCAAATGAAT AGAAAGCAAGGGCATGACAC 241

Ai04B1406 Araip.B04 1406 p3 (ATA)18 54 3650942 3650995 CTGCGCCACATGTCACTATT CCAACCGATGTCGAACCTTA 277

Ai04B1413 Araip.B04 1413 p2 (AT)9 18 3667844 3667861 CCTACTCCCTGTACCCACCA TTCAATGGTGGTGCTATTCG 230

Ai04B1414 Araip.B04 1414 p2 (AG)6 12 3672503 3672514 AACAAAAGCAAATTGGCGAC ACCGATGTCAAGCTTATGCG 278

Ai04B1415 Araip.B04 1415 p6 (AATAAA)6 36 3675083 3675118 CAAATTTGATGCACAATCGG TCATGTGGTTTATGCTTTTGGA 273

Ai04B1417 Araip.B04 1417 p3 (TAA)5 15 3675501 3675515 TCCAAAAGCATAAACCACATGA AACTTAATGTATGAGCAACACCTCA 250

Ai04B1418 Araip.B04 1418 c (AT)15ac(AT)11 54 3676185 3676238 TGGTCATAGGATTATTAAAAAGGACA GTGAGTCGGTTCAATGGTCA 194

Ai04B1425 Araip.B04 1425 p3 (ATA)5 15 3702400 3702414 CCTAACAATATTAATTGGTTCAAAATG GCACAACTTCTCCAGCACAA 242

Ai04B1428 Araip.B04 1428 c (A)10ttgctcaccctcaatttttctcttttaccaaatattatgttgttgcttgtgcactatcggatttattgtctttgtaggatg(AT)11113 3709260 3709372 CACCAGCACCTTTGAGACAA AATCATAACGGCTAGTATCCCC 240

Ai04B1433 Araip.B04 1433 p2 (AT)6 12 3731414 3731425 CAGGGTTTCGGTCTCCAATA CGCTTAGCTTACATTATACGCA 210

Ai04B1434 Araip.B04 1434 p3 (TTA)6 18 3738606 3738623 GGAGAAAATCGAAACTCCTCAA TGTAATTTGATTTGATAAAGGATTCG 141

Ai04B1436 Araip.B04 1436 p2 (TC)17 34 3741934 3741967 TTCGGATACGTTTGGACACA GAGACACTGTGGAGGTGCAA 232

Ai04B1438 Araip.B04 1438 p3 (GAA)6 18 3744903 3744920 TTGCTTTTGACTCCTGCATAA TGCAGATGGAGGAGGGATAC 244

Ai04B1443 Araip.B04 1443 p5 (TTCTT)5 25 3753988 3754012 TGCTTTCAAATCTGCCATTG CACCTGCAGGACAGAAACAA 168

Ai04B1445 Araip.B04 1445 c (TC)29ataattattaagagaagcaagg(TC)19118 3763755 3763872 AGCCAAACAACACAAGAGGG TTCCTTTGAGCCTTTGCACT 241

Ai04B1449 Araip.B04 1449 p2 (AT)7 14 3780891 3780904 CAGAAAATTCATGATGTGCATAAG CTGCACGCTTCGTGAAATAG 128

Ai04B1452 Araip.B04 1452 p3 (TTA)6 18 3787119 3787136 GGACAGGACCCAGATGTGTT CATGTCCATGCTGAATTGCT 249

Ai04B1456 Araip.B04 1456 c* (TC)8(CTCC)5* 33 3799669 3799701 ACACCCTAGCAACCAGCAGT GAAGAGAGGAAGGAGGGACG 201

Ai04B1461 Araip.B04 1461 c (A)10ttcaacctgacccttgataattaccttaaaaggacaacgaggtctctatac(A)11tcaatgttattttttttggcacaaaggctataatcagtcc(A)10122 3804053 3804174 TCCAAAACAGCTCCTCACAA CCCCTGACAATTACCTCGAA 237

Ai04B1470 Araip.B04 1470 p2 (TA)8 16 3828362 3828377 TGGTCTTTCAGTACGATTACCTATTG AGCGGCTGATTTAATGGCTA 213

Ai04B1478 Araip.B04 1478 p3 (AAT)7 21 3859673 3859693 TTCAAAACTTTCAATCACATTGC CCTATTTATTGGGCCAGGGT 214

Ai04B1479 Araip.B04 1479 p3 (GAG)5 15 3867117 3867131 TGCGAGCATGAGGATAAATG ATCTGGTGGTGTTAGGGCAG 224

Ai04B1481 Araip.B04 1481 p3 (GAA)5 15 3869896 3869910 AGGCAAAAGTGCTCTTAGCG AATTTGCAATGCGATGTTGA 263

Ai04B1482 Araip.B04 1482 p2 (AG)18 36 3873661 3873696 ATGTTAGCCACCGCCATTAC AACAAATGGATATGCCCCCT 262

Ai04B1484 Araip.B04 1484 c (AG)6ca(AG)12 38 3881091 3881128 TGTTCTCCATGGATCGTTGA TCCAGAAAATTCTCCTCCTTCA 137

Ai04B1485 Araip.B04 1485 c (T)10ctatccaattcaattaaagttgtctactccaaaaaatatttcaataaaactgatggttttctggctaagcccaccctc(T)1098 3887147 3887244 CCGTCTGTGATAAATAACCCTAA CCAATCTGGTTGATGGGGT 243

Ai04B1487 Araip.B04 1487 p2 (AC)6 12 3889392 3889403 GAGCCAAGAACAGCGTTAGC CTCAAGACATGGAGGCTGGT 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1488 Araip.B04 1488 p4 (AAAT)6 24 3892820 3892843 GGCGTAACGATTTTCCTTCA GCTTTGAGCAGGTGATCCTC 254

Ai04B1491 Araip.B04 1491 p2 (AT)7 14 3897751 3897764 AGTTAGGGCTGGACTCACGA CATTAGTTCGTGAGCTGACTCG 264

Ai04B1492 Araip.B04 1492 p3 (TTC)5 15 3898386 3898400 GGTCCAACACCAACAAAAATC AGGAGGAGGAGAATCTGCGT 125

Ai04B1493 Araip.B04 1493 p3 (GAA)5 15 3898850 3898864 TGGCAGCAGAGAAAATCAGA TCTCCTTCTTTTCCTCCTCGT 229

Ai04B1494 Araip.B04 1494 p3 (AGA)5 15 3898967 3898981 TGGCAGCAGAGAAAATCAGA AACTTTTTAAATCACGCACTCC 270

Ai04B1495 Araip.B04 1495 p3 (AAG)5 15 3901996 3902010 CGAAGAAAAGGAGCAACGAA CCTTAAATGAGGGGCAAACA 176

Ai04B1496 Araip.B04 1496 p2 (GA)11 22 3902997 3903018 CCATGTGAAAACTTGATGGCT CAAAAGACAAATTGATCCTCAAA 155

Ai04B1501 Araip.B04 1501 p2 (TA)7 14 3907652 3907665 CAATGAGACGGTGATGCTTG TCAACGGTTAAAACAACTGGAA 243

Ai04B1502 Araip.B04 1502 p2 (CT)9 18 3908262 3908279 CACCCTCGCTCTTCAACTTC TGTGTGCAGCAAAACGGTAT 128

Ai04B1503 Araip.B04 1503 c (GT)7(GA)22 58 3916906 3916963 TGGAAAGCACATATGGAGAGG TGCCGGTGTCAATTAATCCT 280

Ai04B1504 Araip.B04 1504 p2 (GA)9 18 3919271 3919288 CGGAAATATAAGGACGAACCTG GGATTGTAAGAGGGCGAAGA 211

Ai04B1505 Araip.B04 1505 p2 (CT)6 12 3926497 3926508 CAAGGGTCAGGGATAAGCAA TCTATGCGTGACGTGGGTAG 182

Ai04B1507 Araip.B04 1507 p2 (CT)7 14 3933311 3933324 GCGGATTCAGATTCAACGAT ACCCCTTAATCACAACGTGC 173

Ai04B1512 Araip.B04 1512 p2 (AG)8 16 3937602 3937617 TCGCTCGGATAGCAAATACC CCATGGAATTCTGGAGGTGA 270

Ai04B1513 Araip.B04 1513 c (A)12taaaatagccagaacttgctttgtttagctgttttttgc(T)1364 3940473 3940536 CATTCATCATTAATTGGCTTAAACA CAGCGGAAATGCTTGGTAAC 171

Ai04B1516 Araip.B04 1516 p3 (GAG)9 27 3953101 3953127 TGGGACCATCAAAACTAGGC TCAGAGGGTTCAGGAGGCTA 257

Ai04B1517 Araip.B04 1517 c (A)10caattaaatgacttcatcgaaacaaattcatgcagcagaacataaagagat(A)1071 3955543 3955613 CCCAAAAATTGAAATCAGAATCA GTGCTGTCTCCCCATTCATT 273

Ai04B1519 Araip.B04 1519 p2 (TA)6 12 3957285 3957296 CCGAATTTTCAATTAGGTCCC TCGAATTTTTAATTAGGTCCCTG 193

Ai04B1524 Araip.B04 1524 c (T)10gtcagggaccggattgagg(T)1140 3975279 3975318 CTCAATCCGGCTCCTGATAA TCGAAAGACAATGAGACCCC 190

Ai04B1526 Araip.B04 1526 c (T)10attttctttcc(T)1132 3976288 3976319 CGTCCAAACAGCACACAAAT GCTTTGTTTGGATGTAGAAAAGAAA 279

Ai04B1530 Araip.B04 1530 p2 (GA)6 12 3992837 3992848 AGAACTGGAAACGGAGAGCA GCTCAGCTTCATCACTTCCC 224

Ai04B1537 Araip.B04 1537 p3 (CTT)5 15 4011607 4011621 TCCACTAGCTTGTGCCTCCT GGTCAGTTGGAGGATTTGGA 122

Ai04B1542 Araip.B04 1542 c (TA)10tta(T)10 33 4026251 4026283 TGGCAGGACAACATTGAGTC AGACCACAACACCGTCCAAT 279

Ai04B1543 Araip.B04 1543 p2 (TC)9 18 4026419 4026436 AAATATTGGACGGTGTTGTGG AGGAAATGAGGGAGGGCTTA 186

Ai04B1544 Araip.B04 1544 p2 (AT)6 12 4028573 4028584 GCCTACAGCTGCTTCTGCTT GGACCTAAGCATGGCATTTC 262

Ai04B1546 Araip.B04 1546 p2 (CT)15 30 4029749 4029778 AAATACGATGGAGTTGGGGA TTCGAACATTGACAAAAATGACTT 246

Ai04B1548 Araip.B04 1548 p2 (TA)6 12 4033209 4033220 TCCAAAAATTTCAACGCTACG GGCATAAAGGCTCTGAAGGA 154

Ai04B1549 Araip.B04 1549 p2 (TC)11 22 4038917 4038938 TCGCACCTACGAGGAGACTT GGTAGTGGTACTGCAGGCGT 163

Ai04B1552 Araip.B04 1552 p2 (TC)10 20 4055365 4055384 TGTCGACCCAGCAATAACAA AGAGAGAGAGAAGCGATGCG 258

Ai04B1557 Araip.B04 1557 p3 (AAT)6 18 4063370 4063387 ATACGCATGGAAGAAGGTGG ATTCATTATCGCCCCACTCC 104

Ai04B1559 Araip.B04 1559 p2 (TA)6 12 4065045 4065056 GGTATTTGGACGGAGGGACT ATAACAGCACCATCGTTCCC 259

Ai04B1560 Araip.B04 1560 c (T)13caagatcagatcactcccagaaaaaatgaaatatgatcaatttgatataa(T)1073 4066809 4066881 AATCCAAACTCCGCAGACAT ATGGGGCTACGGTTGATGTA 274

Ai04B1561 Araip.B04 1561 p2 (TA)6 12 4068208 4068219 TGAGCCAACGAAAAACATGA CAACGATGATGACGATGAGG 265

Ai04B1568 Araip.B04 1568 p4 (TGTA)6 24 4077817 4077840 TCAATTGATTGCCACCTGAA GATGCATTATTGGACCCACC 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1569 Araip.B04 1569 p2 (TA)6 12 4082408 4082419 ACACATTGTTAAACACAATTTAGGAT TCAATAACTATTTTACGATGCATTTTT 235

Ai04B1570 Araip.B04 1570 c (GAT)5aatgacgatgattatga(AGG)10(TGG)989 4086852 4086940 AGATGGAGGTAGTGGCATGG TCGTGCGCACTTAAATTTTG 260

Ai04B1574 Araip.B04 1574 c (A)11catataaatagcacttaaaccaggaaaaatggataatcttcaatg(A)1066 4091367 4091432 TCGAGAATATGTATCTTGAGTAGCAGA GGAGTGGATCCTTTCCACTAAA 280

Ai04B1576 Araip.B04 1576 c (AG)6a(AG)6 25 4092019 4092043 AGTGGCCTTGTTTTCCCTTT TATTGTTGTTGTTGCCGCTC 214

Ai04B1577 Araip.B04 1577 p3 (GGT)5 15 4092946 4092960 CAACAGCAACCTCAACCAGA CCACTACCTCCCTGATGAGC 254

Ai04B1578 Araip.B04 1578 c (TCA)9g(CCT)6 46 4093452 4093497 AATCCAACTTGGGAATGCTG TGGGAGCTGTTAGGACCATC 178

Ai04B1580 Araip.B04 1580 c (A)10taataaaagagagt(A)1135 4097307 4097341 TGCCAGACACACACAACAGA AACGAACTTATTGAATGGAATGG 223

Ai04B1583 Araip.B04 1583 c (A)13gggggaaaaaaacttt(A)1847 4108164 4108210 TCTCTGGCACTGAGGTGATG GGGCAACCAACCACAATAAT 246

Ai04B1586 Araip.B04 1586 p2 (AT)10 20 4124681 4124700 GCACTTAGATCCGTCCCTGA TTAAATAGGGGTGAGCACGG 249

Ai04B1589 Araip.B04 1589 p4 (TTAT)6 24 4129135 4129158 GCTAGATACTGGGCTCCGTG TCCTTTCCTCGACTCCTGTG 145

Ai04B1591 Araip.B04 1591 c (A)19tagttactaaattaatattcttg(TA)654 4132922 4132975 TGAAAATCTAAAACTGACACACGAA TTCGGCCTCTACGTTAGGAA 278

Ai04B1596 Araip.B04 1596 p2 (TC)7 14 4143258 4143271 TACTTCCTCCGTCGTCGTCT AGAGGGAAGCATTGTGATCG 246

Ai04B1597 Araip.B04 1597 p3 (CTG)5 15 4144289 4144303 CGGAGACTCCCTTTAGGGTT TGAAACACCAGTATGACGGC 267

Ai04B1599 Araip.B04 1599 p3 (ATC)5 15 4146341 4146355 TATCATTCCCCTTCTTCCCC TTTTTCTGAGTTTTGGGTTCTGA 264

Ai04B1600 Araip.B04 1600 p3 (GGC)5 15 4146683 4146697 GCAAAAGGAGCAAGAACCAG AGCGTAAAGGAAAAGGGAGG 271

Ai04B1601 Araip.B04 1601 p2 (AT)6 12 4148252 4148263 GGGATGTCCAAATCCAACTG TGTCAACCAGCGCAAATAAA 214

Ai04B1605 Araip.B04 1605 p3 (GGT)5 15 4158833 4158847 GTCTCCTGGAGCTGGTATCG TGCTTCTTCAACAACGCATC 251

Ai04B1618 Araip.B04 1618 p3 (TAA)5 15 4196952 4196966 TTGAACCAACCAACTTAACGC CAAGTCACAAGCGTGTTTGC 141

Ai04B1619 Araip.B04 1619 p3 (CCT)6 18 4197780 4197797 CTCTGCAGCCTCCTCTTTGT CACGTGAAGTTGATTGCACC 277

Ai04B1621 Araip.B04 1621 p2 (TC)6 12 4199238 4199249 ATAAAGAACGTTGGGGAGGC AGTTCCCTCGCTCTTCCTTC 273

Ai04B1624 Araip.B04 1624 p2 (AT)7 14 4206539 4206552 TGATTTCTCACCTGAAGCTGTT TGGTCGTGGCTCTTCTTCTT 136

Ai04B1630 Araip.B04 1630 c (T)12gtcaggggccggattggga(T)1041 4212294 4212334 GCCTCGTTGTCCTTTTGAAG ACCCAAATCAGTCCCTGACA 134

Ai04B1632 Araip.B04 1632 p3 (AGC)5 15 4214902 4214916 GCAGCAGCTCCATCATCATA GGTTGGAGAGGGTTTGAACA 180

Ai04B1633 Araip.B04 1633 p2 (AT)6 12 4215625 4215636 AGCCACCAACCATGTATCATT TGCCACTGCTTTACCCTCTT 250

Ai04B1642 Araip.B04 1642 p3 (TCT)5 15 4238500 4238514 CCTCCACTTTCAGCTCCAAC ATCCGCAGAGCGAAGAATAA 121

Ai04B1645 Araip.B04 1645 c (A)10tgaacacttaagtaaatttcaatttctttcattccaaacaaactcataataagcaacctc(T)1181 4240618 4240698 CAAATGAGCAGTGGTCCAAA AACTTGGGATGTTCAGCCAC 252

Ai04B1646 Araip.B04 1646 p3 (AAT)5 15 4241728 4241742 TTTTATGCGGTGGAGGGTAG CACAAAGAAGGGCACATTGA 232

Ai04B1647 Araip.B04 1647 p2 (TC)10 20 4242891 4242910 ATAAACCCAGACAATGCCCA AGATTGAAGATGGGATCCGT 160

Ai04B1648 Araip.B04 1648 p3 (ATG)5 15 4244603 4244617 AGCAAATCCCCATTGAACAC TAATCCCTGTGCCCTGTTTC 161

Ai04B1654 Araip.B04 1654 p3 (CTC)6 18 4259941 4259958 ATATAAAAGGCCCACCACCC GAAAAGGAGAAGGGACGAGG 136

Ai04B1655 Araip.B04 1655 p4 (AGAA)6 24 4260130 4260153 CCTCGTCCCTTCTCCTTTTC CTGCTGGAGGAGGGTACTGA 237

Ai04B1656 Araip.B04 1656 c (A)13ggtttaattattttgtcggtccttatataatttcaccgaattttcaattaggtccctatac(T)1084 4265977 4266060 AAGGATATTTTGCACTGTGTGA CGTTTTTGTCACGAGAAGGA 234

Ai04B1658 Araip.B04 1658 p3 (TCC)9 27 4269332 4269358 ACCCCTCACTCGTTTGTCAT CGCGACTAGAGGAGAACGAC 182

Ai04B1659 Araip.B04 1659 c (A)15cacag(CAA)535 4270025 4270059 TGTGTTCGGTTCACCATGAG AACCCTGAACCCATAAACCC 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1661 Araip.B04 1661 p3 (AGA)6 18 4272028 4272045 CGCGAAAAAGAATGAGAAGG CGAAACGTGAAATACATGCG 137

Ai04B1662 Araip.B04 1662 p2 (AG)8 16 4273610 4273625 TTGACTGTCGTTGAAGGGAA TTGCGTGTGAAACGAGAAAG 188

Ai04B1663 Araip.B04 1663 p2 (AT)7 14 4278974 4278987 CAAACAAGGGAGCATATCAGC TGTAGGTTGTGTTTCGATTCCA 276

Ai04B1665 Araip.B04 1665 c (T)11cgaatttcttactaaatttgttggatctccttcttgcttcgtg(T)1266 4280350 4280415 TTCAAATAAATTAACGCGCAA TCTCCCCTATGTTTTGGGTG 271

Ai04B1675 Araip.B04 1675 p2 (TC)13 26 4305351 4305376 TTCCATCGGATCTTGTCCTC TGTCTGTGTTCGTGTGCGTA 113

Ai04B1679 Araip.B04 1679 c (A)10g(A)10 21 4326980 4327000 TCTCCTAAACTCGCTCCAACA GCTGCTACTGCCTCGATTCT 132

Ai04B1690 Araip.B04 1690 c (A)10gag(A)10 23 4347349 4347371 CAGCAGCACACACAGTACCA TGGTGGATCTCCCTCTCTCTT 280

Ai04B1692 Araip.B04 1692 p3 (TGG)6 18 4348290 4348307 AAGTGAGGGAAGCAAAAGCA GCTCTCCTAGGGGTCAATCC 235

Ai04B1693 Araip.B04 1693 p5 (TTTGA)5 25 4348573 4348597 GGATTGACCCCTAGGAGAGC GGCAAAGAGCAACACATTCA 262

Ai04B1694 Araip.B04 1694 p3 (ACA)7 21 4351227 4351247 CCAGTTCCAGAGGCTAATGC TTGATTCATGTACCCGACCC 237

Ai04B1698 Araip.B04 1698 p4 (ATTA)5 20 4356622 4356641 ATCAGGGTACAGAAAGGGGG CCAAATCGATACCCGAAAGA 245

Ai04B1702 Araip.B04 1702 p2 (TA)6 12 4362732 4362743 GCCACTTGCATTCTCCCTAT TTGCACATTTAACTGTTGATTGAA 257

Ai04B1703 Araip.B04 1703 p2 (TA)6 12 4363332 4363343 AGAAAGCAAATATGCCCCAA GAGGTTGCGATTCAAATCTCTT 170

Ai04B1709 Araip.B04 1709 c (CT)7(AT)7 28 4376945 4376972 TTTGTAGGTCAAACTTATGCCA TGTCTTGGTCACGCACAAAC 172

Ai04B1714 Araip.B04 1714 p2 (TC)7 14 4389446 4389459 TGATCTGAGAGCAATGCCTG GCTCAGCTCAAAAACTCGCT 261

Ai04B1716 Araip.B04 1716 p2 (AT)6 12 4393896 4393907 GCGAAGAAGGAGGACTGATG TCACGTGCAGTTGTAATCTCG 273

Ai04B1717 Araip.B04 1717 p3 (AGA)8 24 4394852 4394875 CAAGATGCACGAGACAGGAA CACCCAACGCTGTTATCCTT 267

Ai04B1718 Araip.B04 1718 p2 (AT)9 18 4396098 4396115 ATGGGAATGCTCAACGTCTT GGTCACACTCACCTTTCGGT 235

Ai04B1724 Araip.B04 1724 p3 (AAT)5 15 4411687 4411701 TTTCCCCCTTCCTTCTCCTA AACAAAATGCGTGAACCGAT 273

Ai04B1732 Araip.B04 1732 c (TAG)7(AAG)6 39 4417842 4417880 CACAACTTTCCGTGACCCTT CATGCCCTCAAAACTCCATT 175

Ai04B1733 Araip.B04 1733 p3 (ATG)10 30 4418022 4418051 CACAACTTTCCGTGACCCTT CCATCACAAATGGCATCATC 270

Ai04B1736 Araip.B04 1736 p2 (GA)8 16 4426014 4426029 TATTTTCCGCGACCAATAGC TTGATTTTCAATATCCCGCC 219

Ai04B1737 Araip.B04 1737 c (T)13ccgtttttttttggtgacta(T)1144 4426296 4426339 TCCAATATTTGGCAAGTGGA ACCTTTGAGATGGGAAGGGA 261

Ai04B1742 Araip.B04 1742 c (A)11tcacccatccttaaaaacgacgtcgatatgtaacttaacatgtcagatcagcttttgttaatgctgtgatcgctgtgaatacc(A)13107 4446172 4446278 GCCATGGGGCAAGTCTATAA TTCTAATGACGGCAACCACA 240

Ai04B1743 Araip.B04 1743 p3 (TTC)5 15 4448107 4448121 TCACGCACCTTCTCCTTTTC CCGAAATTTTTAACGATGGC 183

Ai04B1745 Araip.B04 1745 p2 (TA)7 14 4460065 4460078 TTTCACGTTATTGCCTGACATT TCTTGCCATATTCCTGGGAG 278

Ai04B1747 Araip.B04 1747 p2 (TA)12 24 4464110 4464133 AACTGGAACTCCATTGCAGG GTAGCGCCCATAGTTCCTCA 192

Ai04B1753 Araip.B04 1753 p3 (TCA)8 24 4485451 4485474 CTCAAACGCGCTTCTCTCTT AAACAAGTGCAGGCTAAGTCAA 221

Ai04B1759 Araip.B04 1759 p3 (ACA)6 18 4505051 4505068 GCTTCCCCTATTGCTTGTTG ACTCTTCGACCCTGCAGAAA 265

Ai04B1762 Araip.B04 1762 p2 (AC)12 24 4517577 4517600 CCCCGTAAGGGCTTAACTTC TGTGAGATCTTTGGTGCTGC 231

Ai04B1766 Araip.B04 1766 p2 (TA)6 12 4519044 4519055 TCTTCTTTTGTTTTTGGACGA GGCTGGCCCATTATGAAATA 131

Ai04B1770 Araip.B04 1770 p3 (CTG)6 18 4525090 4525107 AAAAGATCCGAATGCTGCTG GTGGGTAGCTGTTGGGAAGA 219

Ai04B1771 Araip.B04 1771 c (T)10aaacgtcaaacgttaacagggacttaattg(A)1050 4526889 4526938 GCTCCTGGAAACACAGCTTC TCTTTTCAATTGGGTCCCTG 258

Ai04B1776 Araip.B04 1776 p2 (AT)7 14 4540592 4540605 CGTTGGCGAGTCTCCTTAAA CCTGCTAGTCAATTGCGTCA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B1780 Araip.B04 1780 p3 (ATA)5 15 4554817 4554831 TGACCTTTTCACCCCACTTC GGAGCTGAGTTCAGATTGGC 219

Ai04B1788 Araip.B04 1788 p3 (AAT)5 15 4591635 4591649 GCATATTCCTAGAGAAAAAGAAGGG TTATGACCATTGACTAACATAATTCTC 251

Ai04B1789 Araip.B04 1789 p4 (TATG)6 24 4597303 4597326 TGATTGATCACACTTGTTGCG GCGGTTAGAATGACAGAGCA 229

Ai04B1794 Araip.B04 1794 p3 (GGT)6 18 4604496 4604513 AGTCACGACCCAAACGAAAC TCAAAATCAAATTCGTCCCC 271

Ai04B1795 Araip.B04 1795 p2 (CA)8 16 4606970 4606985 AAAATTCCCCTGAGGCAGAC GACGATACGGTGAGAAGGGA 253

Ai04B1796 Araip.B04 1796 p2 (CT)6 12 4608137 4608148 GGCCCACAAATGTCGATTAC AATAGTTTTGATTGGAAAAATATCAGT 271

Ai04B1799 Araip.B04 1799 p2 (TA)6 12 4613386 4613397 TTTGCCTTTCAGTATCATTGGA GGAACAGCAGAATTTATTGTTTTTG 246

Ai04B1803 Araip.B04 1803 c (A)12catttttaataagggtgaaaaattatttttcttagatgtgacaagtcctttttagg(A)1280 4619604 4619683 ACGGAAGAATCATTGGTGAA TTTCTTTTAATTTGCACGCTC 187

Ai04B1804 Araip.B04 1804 c (A)11tctgtatttattattaaagtattaacgggtaggtatctgactttttatgtaaa(T)1074 4619800 4619873 AAGAGCGTGCAAATTAAAAGAAA GCGACAGACCCTTAAATGGA 273

Ai04B1807 Araip.B04 1807 p2 (TG)6 12 4629462 4629473 GGGCAGATGCATGAGAAGTT AGTAGCCAAACCCACACACC 264

Ai04B1815 Araip.B04 1815 c (A)12ggaggaaaaaacactctaattcttggcctgtacaaagcatatcatatcaccatatgctaaaattaatccttttatgtaagtttcgtccaac(A)10113 4649281 4649393 CAATGGTGGCTTTTTGGACT TTTCTTGGAACATACTGCTGCT 240

Ai04B1816 Araip.B04 1816 p3 (ATT)26 78 4649609 4649686 ATCTCGAAAGGACAACGAGG TCGAAAGACAACGAGGCTCT 232

Ai04B1818 Araip.B04 1818 p5 (TGTCT)5 25 4651465 4651489 CTTGTTTGTGGAGGGTGGTT AGGATGCCATGCCAATCTAC 101

Ai04B1819 Araip.B04 1819 p3 (TAA)6 18 4653535 4653552 TGTTCCTCACAGAAGTTGCG AAGGGTGGGAGTAAGAAGGG 189

Ai04B1820 Araip.B04 1820 p2 (GA)6 12 4654389 4654400 CTGTCTCTGCATCTGACCCA CATACCCAACATCACCACCA 217

Ai04B1824 Araip.B04 1824 p3 (GAG)6 18 4662847 4662864 TGCATGCAAGGGAACAATAA TTTGGGAACAAAAATAGGCG 277

Ai04B1825 Araip.B04 1825 p3 (TTA)5 15 4665711 4665725 CACTGGATTCTCCACCACCT CCCTATCCATTCTCAACCCA 267

Ai04B1827 Araip.B04 1827 p2 (AT)6 12 4666808 4666819 ATTATCCGTCTTGCACTGGG AGTTGAATCTTAACCCGCCC 280

Ai04B1828 Araip.B04 1828 c (A)11c(TTA)5 27 4682680 4682706 TGGGATGCTTTTGTTGCTTT GCGACAACGACCAGGACATA 280

Ai04B1829 Araip.B04 1829 p2 (AT)7 14 4683907 4683920 TTTTAAACAACCATGTTATGTGTACTT ACCAGCACACCAGCAAGAAT 277

Ai04B1836 Araip.B04 1836 p3 (ATT)12 36 4694162 4694197 AAAAGCTGTTTTACCAAACACAC ACCGAAGATCACTTCACGCT 255

Ai04B1843 Araip.B04 1843 p2 (TA)9 18 4724709 4724726 GCTAGCCAGCTTAAACTCCG TTAGCCCAAGCTTTACCTCG 265

Ai04B1846 Araip.B04 1846 p2 (GA)16 32 4743242 4743273 GAATGAAGGAGACGCACACA GAAGACACAAACCCAGCCAT 124

Ai04B1847 Araip.B04 1847 c (TAGA)5tttatgtgttttagataaatcaaatatcaaattcagtaaattctattttcatgca(T)1085 4743971 4744055 TTGTCATAGGATAAGGTGGAAGAA AATTGGCCCAACCTCAAAAT 277

Ai04B1849 Araip.B04 1849 c (T)11atctattttctctatatccaaataacgcacaaaaaaaac(T)1060 4748124 4748183 GAAAATCTTACTCAGACCTTCCTTT TGGTGTGTTAGTTGGATGTAGGA 275

Ai04B1852 Araip.B04 1852 p2 (AT)9 18 4750689 4750706 CAGACTGAGAATAGCCATGCAA TGGGTGTAAAAGTGCTCTCG 252

Ai04B1856 Araip.B04 1856 p3 (ATT)5 15 4761992 4762006 GTGCAGGTGCAACCCTACTT TTTGCACTGACGGACATGAT 190

Ai04B1859 Araip.B04 1859 p2 (AC)8 16 4777301 4777316 ACTTGTGTCTTGCTGGGCTC GGTGCAGGGACCTAATTGAA 140

Ai04B1862 Araip.B04 1862 p2 (TA)11 22 4782554 4782575 GGATTGGAACTTCCGACACT GGCATTCATCAGCAAGTTCA 139

Ai04B1865 Araip.B04 1865 c (T)10cttctcttcccaaaggaaggtttgtgaactcggtatctttaagtaattaacgaattttcagtatcaa(T)13gaaacccccctaaaa(C)15120 4806578 4806697 AAGCTTGGTTCCATTTCACG TAACACCCACACTTTGCACG 252

Ai04B1867 Araip.B04 1867 p3 (AAG)5 15 4808277 4808291 AACTTTCCACTGCGATGCTT ACGACGAACGCTTTCTCAAT 262

Ai04B1868 Araip.B04 1868 p3 (CTT)6 18 4808512 4808529 ATTGAGAAAGCGTTCGTCGT TAAAGCATTCGGAATTTGGG 193

Ai04B1870 Araip.B04 1870 p2 (TG)14 28 4815965 4815992 TGTAAGCACCCAAGCAAAAA ATGTCCAAGCACAAGCACTG 275

Ai04B1873 Araip.B04 1873 p2 (TA)15 30 4821713 4821742 AGAAAGGGAAGGCACGTTTT AAATAGTTTGGTCCCCCACC 234
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Ai04B1874 Araip.B04 1874 c (T)11gttttatggacatctttctattcattattctacac(T)1157 4822428 4822484 GGTCCGAATTCTTCACACTGA AAAGAGCCAAGTGTTGTCAAATC 273

Ai04B1879 Araip.B04 1879 p2 (AT)6 12 4846124 4846135 GTCGTATTGATGCGGCTTCT AAGGGGATTGTGACCATTGA 196

Ai04B1880 Araip.B04 1880 p2 (AT)6 12 4848079 4848090 GTCGTATTGATGCGGCTTCT AAGGGGATTGTGACCATTGA 196

Ai04B1888 Araip.B04 1888 p4 (TCAT)5 20 4860359 4860378 ATGGGTGGTTGATGATGGTT TCGGATTGAAATTTTGGTCA 248

Ai04B1894 Araip.B04 1894 p2 (TA)6 12 4891492 4891503 GCATGGAGATGGAGATTCTGA GCCTTAATCGCTTGTATGCC 149

Ai04B1895 Araip.B04 1895 c (T)11cgatttttcatggtgaaatcgttttt(GAA)552 4891787 4891838 CTGCACGTTCTTCTTCATCG TACGGGAATTTACCCAAACG 268

Ai04B1896 Araip.B04 1896 c (AAG)5aggaagaggaaaaggaagaggaagaagaggaagaggaagaggaa(GAAGAG)5(GAA)5104 4892257 4892360 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 247

Ai04B1897 Araip.B04 1897 p2 (AT)9 18 4892577 4892594 ATGCGGAAATCGGTTTACAT TGCTTATATGCTTCATGCCG 195

Ai04B1898 Araip.B04 1898 p2 (TA)10 20 4893035 4893054 TTGGGAAGCCTCACATTTTT GAAGGATATGGATCGGAGCA 126

Ai04B1900 Araip.B04 1900 c (T)10agttaattggatgtttttaatcgttattagcctgagaattaaactcttgtagggttgaa(T)1281 4903271 4903351 GCGTTACAAAATTTGGCGTT ACTGCCCCTAACACTCCTCA 269

Ai04B1901 Araip.B04 1901 p2 (AT)7 14 4903781 4903794 AGGAAAGGAAGGGAAGGTGA GGCAGCAACGAATATCCAAT 157

Ai04B1906 Araip.B04 1906 p3 (ATT)6 18 4917848 4917865 CATTTAATAGTGTCCGATTTAAGTCAA TCAACCTACTTCCGGACCTG 275

Ai04B1912 Araip.B04 1912 p2 (CT)10 20 4948621 4948640 CCGAAGGAGACACAAAGACC GGCGAATGATGAAGTTGACA 217

Ai04B1914 Araip.B04 1914 p2 (TG)9 18 4949250 4949267 ACTCGCCTTTTGCTTTCTGA TCAGCTCTGCATGCCAATAA 273

Ai04B1916 Araip.B04 1916 p2 (GT)6 12 4951067 4951078 TCCTTCAATAGCAGGGATGG TGCTACAGAACCATGAGCCA 169

Ai04B1919 Araip.B04 1919 p2 (AT)8 16 4967010 4967025 CTGAGCCTCTGGAGTTCACC TCTTCACCCAACATTCCACA 236

Ai04B1923 Araip.B04 1923 p3 (AAG)10 30 4976922 4976951 AGTCCTCGAAAGTGGGGTTT GAGCTCACCACCACATCCTT 153

Ai04B1936 Araip.B04 1936 p3 (TTC)5 15 5013773 5013787 CTCCTCCAATCTCCAAATCG CCATAACGAAGAACGCGAAT 183

Ai04B1937 Araip.B04 1937 p3 (TTC)8 24 5014262 5014285 GTAAAAGGAGGCCACCGAAC GCAAAATGTTGGTGTTGTCG 273

Ai04B1947 Araip.B04 1947 p3 (CAA)6 18 5061065 5061082 TTTCCCAAAAACCACCAAAC AGAAGTTGGTGCTCCCCTTT 247

Ai04B1948 Araip.B04 1948 p3 (CCA)5 15 5064385 5064399 ATGCATACGGTGACCACTTG TACTCAACCCCCTCTTGTGG 154

Ai04B1950 Araip.B04 1950 c (TCT)5tcaccactttaat(TTC)543 5069456 5069498 TCGAACGATCCGATTTAAGG CATTTTTGTTTCTTTGGCATTG 267

Ai04B1952 Araip.B04 1952 p2 (TA)7 14 5072473 5072486 GGGCCAACAACTTTTGTGTT AAATCGTTGGGTTCGATTTG 197

Ai04B1956 Araip.B04 1956 p3 (TTC)7 21 5081776 5081796 CAGAAACCGAGTCACCATCA TCGTCAATGGTGAGATGGAA 276

Ai04B1959 Araip.B04 1959 p2 (AT)9 18 5087977 5087994 TGACCTTGTCGTAAAAGAAGCA TCCACAACGGATTTATCGAG 271

Ai04B1960 Araip.B04 1960 p2 (GA)10 20 5089347 5089366 AATATTTGCCCCCAAACACA TGAAAATTCAGGTGCAGTCG 240

Ai04B1962 Araip.B04 1962 p3 (ACT)5 15 5096290 5096304 CTGAGGAGCCAGATACCGAG TTTCTCCCTTCCTCCTTGCT 261

Ai04B1964 Araip.B04 1964 p2 (AT)6 12 5098357 5098368 AACTCCAATTGACTTCCACACA TCTTAGGCGGGTAATTTGGA 278

Ai04B1967 Araip.B04 1967 p2 (TA)9 18 5100495 5100512 GAGGAAGATTGTAAGTTCAACACTCA TGCGGGTATTCAATTTGGAC 213

Ai04B1972 Araip.B04 1972 c (ATC)6attaattgggcaagaagtccaaaaagaacaatttaaaaaa(AT)670 5113393 5113462 TTCAAATTATATATGGATGGGATGA TTAACTGCAACCCAAAAGGG 203

Ai04B1976 Araip.B04 1976 p2 (AG)7 14 5132937 5132950 AAAGAGGGAAAGAAGTATTAAGCAAA AAATGGTCATCCAAGGGAGA 257

Ai04B1977 Araip.B04 1977 p2 (TA)7 14 5137951 5137964 CAGAGTCTCATGCTGATAACGTG CAATTCTCTCTCTCTTTACGTTCCA 221

Ai04B1979 Araip.B04 1979 c (AT)9(AG)6 30 5140238 5140267 ATTAGGCGGTGATTTTGGTG CAAGCAAATCGGATCCTCTC 250

Ai04B1980 Araip.B04 1980 p2 (CT)7 14 5149185 5149198 CCATGACTCTGCCATGACTT GGATTTTCCAATGCCCAATA 267
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Ai04B1983 Araip.B04 1983 p3 (GCA)5 15 5152400 5152414 AAATCTGGCAAACCTTGTGG GAAGAGGGAGATACGGAGGG 166

Ai04B1987 Araip.B04 1987 p2 (TA)6 12 5159702 5159713 CTTTCCTCTGTTTCCATGCTT TGATGGTGCCTCAACTTTCA 263

Ai04B1989 Araip.B04 1989 p2 (AT)8 16 5165030 5165045 TTTGGATTAAAGCATGAGGATT GAGAAGCCCCTAGGATAATTTTT 277

Ai04B1998 Araip.B04 1998 p5 (TAAAA)6 30 5175671 5175700 TGGAATCATGCTAGAAATGGC ATTTCTTCATTTCCGAGCCC 159

Ai04B2002 Araip.B04 2002 p6 (CTTTCT)6 36 5178183 5178218 TCCGGAAAGAGAAGACATGG TCCTGAACAACAAAGGCTCA 280

Ai04B2003 Araip.B04 2003 c (CAA)7ccataataatcagaaccaccttgctaaccagatgaagaacatgcaaattgagcacaatggcaaaggtggt(GGC)5106 5178743 5178848 ACGTGGATCCAAACGTTCTC TGGTTATTCCCAGCCTTCTG 220

Ai04B2004 Araip.B04 2004 c (AAC)8atgaagcaagtgaagttcagtttgcctcctgaggaggatgatttgtctgatgacgagttggatgagtt(TGA)5107 5179032 5179138 CAAGGACATGCAAATGATGG TGTTCAATGGATGGTGAGGA 200

Ai04B2005 Araip.B04 2005 p3 (GGT)5 15 5179317 5179331 CTATGGGAAATGGTGCTGCT AATCTGGTTGTTACCACCGC 242

Ai04B2006 Araip.B04 2006 p3 (TGG)6 18 5179616 5179633 TGCAAAATGGAAACAATGGA ATGACCACCAAGGTTTTGGA 191

Ai04B2007 Araip.B04 2007 p2 (TC)11 22 5180475 5180496 GCTTCCTCCATGTGACCTGT AGTCATCAGGACCAGCACAA 175

Ai04B2009 Araip.B04 2009 c (T)11aaattcgattactttagacagacaaaacctatctgccaactccacgagcgggtcatacacct(A)1083 5183058 5183140 CATTAATCCCCGGATCCTCT CCATTATAAGGAAATTTTTCGTCC 179

Ai04B2010 Araip.B04 2010 c (T)10ggatatgtcaatataggtggagtatagtataaaatatcaactaaacatttcaattccaaaaaataaaatatcaaacacctaatcaat(A)12109 5187628 5187736 GACAAAATTACCAACATCGAACTTT GCATGGTAGGAGATGCGATT 241

Ai04B2014 Araip.B04 2014 c (TA)7gtgccgcggacatagctgacagtgttgttcatgc(AT)1068 5194780 5194847 TGGTGCTGTCACCATCATCT GCATTATGATCCCTTGCGAC 248

Ai04B2016 Araip.B04 2016 p3 (TGG)9 27 5199914 5199940 GCCTTCTGCATCTGCTTCTT CGTCGCTCGTCTAATTTTCG 251

Ai04B2027 Araip.B04 2027 p3 (ATT)5 15 5228871 5228885 TGGTAAATTCTTTCGATGGTTG CATCAATGGCGAAGAAGACA 278

Ai04B2031 Araip.B04 2031 p3 (TTC)6 18 5249879 5249896 AATTTTGCAATTGTGGCTCC AAAAACGAGGAAGCAAAGCA 242

Ai04B2038 Araip.B04 2038 p2 (TA)7 14 5262780 5262793 GCCAAGAAAATGAGGGTACG TTGGCTTGACTCATTTCCAAT 170

Ai04B2041 Araip.B04 2041 c (AG)6ttgaggtaggtggggatcctgcgggtccacagatcctgaggtgtcaaggatttctcatccctgcccccttttagcgtgtaaa(C)11105 5269278 5269382 TGGGAAGAGAAATGGAGGTG AGGGAAGAAAAGTTGGCGTT 245

Ai04B2045 Araip.B04 2045 p2 (TA)23 46 5277789 5277834 CAATTGGGATGTCAATGTCCT TGCTCATCTTAGCATGCACC 276

Ai04B2049 Araip.B04 2049 p2 (TA)6 12 5281845 5281856 CCTGTTAACGCGTGTTTGGT CATCAACTGAAGTCGGTGGT 227

Ai04B2050 Araip.B04 2050 p2 (AG)7 14 5282139 5282152 TCATTGGGTTCAAAAAGGTT CATTCCTCCACTTCCGTGTT 181

Ai04B2051 Araip.B04 2051 c (A)10gttattcatatgacattattgttatcataaatagcataacgttgtttataaatattcaatgtatttttgagaatatatgaaggggcta(T)12110 5284920 5285029 TTGAGTCATTAACCAGTGCAAA TGCAGTACCCGAGGGATTAG 223

Ai04B2053 Araip.B04 2053 p2 (TA)8 16 5287979 5287994 AAACATGTCACGTCACAAGGAG TGCATGCTGTGTATGTGTGG 246

Ai04B2055 Araip.B04 2055 p2 (TA)8 16 5288666 5288681 TGCCAAAACACAATGAGGAA AAGTCAAATCTAAAGTCATCCAACA 276

Ai04B2060 Araip.B04 2060 p2 (AT)7 14 5325151 5325164 TGACGGCATATAACTGAAGGG ACGGATTGGATGTGGGTAAA 264

Ai04B2065 Araip.B04 2065 p2 (CT)8 16 5343959 5343974 CACGTTTATCATGGGTGGCT CCTCCCACCTAGTGAAACAAA 276

Ai04B2067 Araip.B04 2067 p2 (TA)11 22 5357248 5357269 GGTGTGCTTCGAATTCCAGT CAGGATGCTTTTCGATGTGA 122

Ai04B2068 Araip.B04 2068 p2 (AT)8 16 5358162 5358177 GTTGTGTGCCATGCAAGAAT CATTGTTGTGCATCAAACACTTT 250

Ai04B2069 Araip.B04 2069 p2 (AT)6 12 5366352 5366363 AGCTGGTTGCATGGTAGGAG CAAACCGATGACATTTGCTG 232

Ai04B2070 Araip.B04 2070 p2 (AT)12 24 5366640 5366663 TGGGTTTACTCCATGGTTGC TTAGTTCGGTTCGGGTTCAG 231

Ai04B2076 Araip.B04 2076 p2 (AT)24 48 5391082 5391129 TTTTGGGGATCGAATTGAGT TCCTCTGTTTTCTCTGAAAATGC 199

Ai04B2080 Araip.B04 2080 p3 (CTG)5 15 5398687 5398701 GGGTGCCTTTACATGCAGTT CAAATCTGCTTGGCCAGAAT 205

Ai04B2081 Araip.B04 2081 p3 (AAG)5 15 5400144 5400158 CTGAGAACTGGCCTACAGCC TCATACACCTCCCCTCTTCG 238

Ai04B2083 Araip.B04 2083 p2 (AC)7 14 5404164 5404177 GCCGCATATCACAGGAGTTT ACATGTTGAAGCTCCGATCC 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B2085 Araip.B04 2085 c (T)10gtgacttaaaagaaaataaacaaaaactaagaaag(A)1156 5408894 5408949 GTGCAATTCAATCCTTGCG TCAGCAGGACTGCCTTTCTT 233

Ai04B2091 Araip.B04 2091 p2 (TC)19 38 5427540 5427577 TGCTATGCACCCTTTTAGGC CAGCTTCTAGCGGATGTGTG 169

Ai04B2096 Araip.B04 2096 p2 (CA)6 12 5436020 5436031 TAGCCCCCGATCCTAGAAAT CTGAGGCTGGTTGTTGGTTT 104

Ai04B2098 Araip.B04 2098 p3 (ATA)5 15 5443162 5443176 CATGGACCACAGTCCACAGA AACAATTAACGCACATGCCA 196

Ai04B2107 Araip.B04 2107 p4 (AAAT)6 24 5469820 5469843 ACCACGACGTATCATGCAAT TGAGGTCATGCTCACGGATA 280

Ai04B2109 Araip.B04 2109 p3 (ATC)5 15 5476670 5476684 CCCAAAAGCAGGTAGCAAAA ATATTTGGTGGCACAAAGCC 103

Ai04B2110 Araip.B04 2110 p2 (CT)6 12 5484444 5484455 CGTGTCGTTTTGCAACATTT ACGCTCCCAACACCACTATC 169

Ai04B2114 Araip.B04 2114 p2 (AG)7 14 5489996 5490009 TGGTCATACGCGATTGGATA TCATTTGACCACCTCATGGA 219

Ai04B2116 Araip.B04 2116 c (A)10gaattagtacaaagacctaaataaaaagaaaaaaaaagtatagggatccaattaaaaaaaattttactgcaaggactcaatt(A)10gtataaagatctaattaaaaatttcagagtaattaaacc(AT)7155 5493716 5493870 TTGGGTCCCTGTACCAAAAT AAGCAAGGGATGAATGGATG 259

Ai04B2120 Araip.B04 2120 p2 (GT)9 18 5502539 5502556 ACGGGATGCTTGTTCTCCTA CTCCCAAACAAGGCCTAACA 242

Ai04B2123 Araip.B04 2123 p3 (GAA)7 21 5513749 5513769 ACCATGAAGCCTTGGAGAGA TGAAATGAACCTGAAGAGATTCTG 270

Ai04B2124 Araip.B04 2124 p3 (TAT)5 15 5515854 5515868 TCTTTCAAGCCTTCCCAGAA GCATATGGTTGGTTTTCCCA 255

Ai04B2132 Araip.B04 2132 c (A)10gttgtta(AAT)11atcttagttaattaagttgtta(AAT)999 5529419 5529517 GCAAAGATGGCGATGAAGTT GAAATCCAGAAATCAAGCTGC 275

Ai04B2139 Araip.B04 2139 p2 (TA)9 18 5548662 5548679 TTGAACTTTTAACGTGCCAAA CCAATGAATTCAATTTAAGAAGAGC 145

Ai04B2142 Araip.B04 2142 p2 (AT)6 12 5552760 5552771 GGATTAGGGTTATGAGTTAGAAAACA TGCTGATGATTGGTTCGGTA 128

Ai04B2145 Araip.B04 2145 c (TA)9ttgttagagatataattatttatgatg(T)1055 5558542 5558596 CCTTTGTTGGAAGGAAACGA AATGAAACCACTCATCCCAA 184

Ai04B2147 Araip.B04 2147 p2 (TA)7 14 5564816 5564829 GCTAACGCACCTACCAAAGC GCCTCATGGCATCAGTCTCT 233

Ai04B2148 Araip.B04 2148 p3 (ATT)6 18 5567202 5567219 AGTGGGCTGAAAGGTCTCAA TTCGAATCCAAATGTAGCGT 267

Ai04B2149 Araip.B04 2149 p3 (AAT)5 15 5569166 5569180 TCATTATTACTGCGTGCTTCTTT TTCCCTATGCACATTTTAATGTTTT 213

Ai04B2154 Araip.B04 2154 p2 (AT)9 18 5571461 5571478 TTCATATCTTTGTGTCCTGTCTCA GAGATAATAGCGTCGGGTGG 271

Ai04B2156 Araip.B04 2156 p2 (AT)7 14 5573074 5573087 GGACACAATGCTGGACTCAA CATTCAAGATGGAGTGAACAACA 250

Ai04B2158 Araip.B04 2158 p2 (TA)6 12 5576957 5576968 GGTTGTGATACAACATAATTCGAAAC CCAAGCTTATCCAGCACACA 277

Ai04B2162 Araip.B04 2162 p2 (TA)6 12 5589109 5589120 CAACTGGGATAACACCCTTTTT AACGCGTTGTCGTTTTCTTT 277

Ai04B2166 Araip.B04 2166 p3 (TGA)6 18 5597542 5597559 GGAGCGAAGATACCAACAGC AGCGCTCAGTGGTTCACTTT 173

Ai04B2169 Araip.B04 2169 p3 (GAA)7 21 5605297 5605317 GGGAAAGTGTGTAGGGCAAA GGCGCAGAGGAAGTAGAAGA 174

Ai04B2171 Araip.B04 2171 c (T)13aattgaatccttgcaccaaattttttttaattgagttcctacactttttttttcttttatttaggtttctgtaccaattc(T)13106 5611669 5611774 TCTGTTGGTCCCTATAGTTTCACA TTGACTTAATTTTACAGAGACCCAA 179

Ai04B2176 Araip.B04 2176 p3 (AGA)5 15 5626660 5626674 GGTTCCACTCTTCCCCTCTC TGTTGGTACTGCTGTGGTGG 189

Ai04B2178 Araip.B04 2178 c (CTT)5acttttctttttgttcttttgttc(T)1150 5637143 5637192 CGCCCCTCTCCTGATTTTAT TTTCGAAAGTAACACCCATCAA 219

Ai04B2181 Araip.B04 2181 p3 (TTG)6 18 5642783 5642800 ACAAGCAGAAGCAGATGCAA CTCTCCATTCCATTTCCCAA 133

Ai04B2182 Araip.B04 2182 p6 (CGCCAC)7 42 5643096 5643137 AAAGGAGATGCATACCTGCG AAAGAGGCCCAAAACTCGAT 250

Ai04B2183 Araip.B04 2183 c (ACC)5acgccagcaaccactcctcttcagggcttctaatttcctctcaac(ATA)575 5644683 5644757 GCTGACCTCCTCCTTCACCT GGAAAAGCCATTTTGAACTTTG 261

Ai04B2186 Araip.B04 2186 p2 (AG)11 22 5648637 5648658 TCGTACCAATCCTTCTTGGC GAAGGCGTATGTGTCCCATT 136

Ai04B2188 Araip.B04 2188 p2 (CT)7 14 5651334 5651347 AAATCCCCTGCTTGGTTCTT TGGGGCCCACATATTAAAAA 122

Ai04B2192 Araip.B04 2192 p3 (AGT)6 18 5675045 5675062 CACACGCAGGTTAAGTTCCTT ACGAAATTGGCTCTTTCCAA 123



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B2195 Araip.B04 2195 c (T)10c(T)11 22 5692452 5692473 GCGAATGGAGATGATTTCGT ATGCCTCAAATGCACTTTCC 234

Ai04B2196 Araip.B04 2196 p3 (AGA)6 18 5693522 5693539 GCTTTTGTCTTCCCTTTCCC CTCTACACTCTCCTTGGCCG 207

Ai04B2197 Araip.B04 2197 p3 (AAT)5 15 5694530 5694544 TTTACTCAGCTGGCCCACTT CTCCCCCTCTTTTCTTCCAC 158

Ai04B2198 Araip.B04 2198 c (T)15gaaaattgttagtattttttcgaaaattaagatttaaaatttaaaataatagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaat(GA)7128 5694758 5694885 AGAATAAGATGGGAGAGGGATAA TCCTTGTCTTTTCAAAATTTGTTTC 279

Ai04B2201 Araip.B04 2201 c (AG)10ggacttacagct(AG)644 5701966 5702009 GTAGCAGTCCCCTCACCAAA CCACCCATCATGCTAATCAA 271

Ai04B2203 Araip.B04 2203 c (T)13attttatggctgttctctttcactttcaataatcccaaaaaattttattaggataataacacaaaaatac(A)1194 5710351 5710444 TCAAATTTCAGGACGATCCA TGCAAGTTGAAAGTGAACCA 280

Ai04B2204 Araip.B04 2204 p3 (GAA)8 24 5711473 5711496 TCCAGTGCCTATGGTGAAGA GTTGGGAAACGTGGAGAAGA 239

Ai04B2209 Araip.B04 2209 p2 (AT)9 18 5716273 5716290 CAAGGAAAAAGGCACAGAGC AAATCCAAATGAACTCGCCA 194

Ai04B2212 Araip.B04 2212 c (T)10aaaaagtaaaacttaataatatccaattgtccatggatactcatagttatctgtttctctcgcg(A)1286 5718254 5718339 TGGAGACCGGCAGTACTTTT CATCTCCACCACGAGTCTCT 280

Ai04B2213 Araip.B04 2213 p2 (TA)7 14 5723627 5723640 TGCCTCACATCTTCCGTACA AACAACTTTTTGGCCTTTATCTC 280

Ai04B2216 Araip.B04 2216 p2 (AT)6 12 5732186 5732197 TGCAGAATCTGAACCAACCC CGGATAATTTGGTATCCGATG 268

Ai04B2218 Araip.B04 2218 p2 (AT)7 14 5732676 5732689 AATCCAAACCAAACCGATCC CCAATTAATGAGCAATCCGAA 260

Ai04B2219 Araip.B04 2219 c (GA)7a(AG)7 29 5736156 5736184 ACGAACAATGCCAAAGAAGG TTTCCGCTGATAAACCCAAC 184

Ai04B2222 Araip.B04 2222 p3 (ACA)5 15 5759491 5759505 ATATCCCTCCCTCCCCTTTT TGTTGATGATGATGCTTCTGG 267

Ai04B2223 Araip.B04 2223 c (CAA)5tagaatcctttaaatcttaaaaatt(A)1050 5759654 5759703 GAATCAACCAAAGCATCAACAA AGAAGAAAGGAACGAAGCCC 246

Ai04B2225 Araip.B04 2225 p3 (ACC)5 15 5763185 5763199 CCACTCCCTAACCCATTTCA TCGGATTGGGAGAAGAGAAA 247

Ai04B2227 Araip.B04 2227 p2 (AT)6 12 5767469 5767480 TGGTTCTTGGCTTTTTCTGTG CCCCCACCTATTCCAAGTTT 270

Ai04B2237 Araip.B04 2237 p3 (CAA)5 15 5780222 5780236 TCCCCAATGCAACTACAACA AGGCGACATCGTATTTCAGG 215

Ai04B2241 Araip.B04 2241 c* (TAA)30(A)13* 101 5799828 5799928 TTCGACCATGTGAATGAAGC GCCCGGGCTCTAACCTTAAT 278

Ai04B2246 Araip.B04 2246 p2 (AT)7 14 5810989 5811002 TGGTTTTTCAAAAGCGTAAGA CCGCTTGGATTGGGACTAT 205

Ai04B2247 Araip.B04 2247 p2 (TA)7 14 5814931 5814944 TTGCCCCTCCTAGAAGTTGA GTTAAGGCCGGCCAGAGTAT 108

Ai04B2248 Araip.B04 2248 p3 (ATC)17 51 5816049 5816099 TCTGGTCCTAAATTCGACGG TCGATAGGGTGGAGTATCGG 273

Ai04B2254 Araip.B04 2254 p2 (TA)7 14 5822255 5822268 TTCTTGGCAAGTACCCTAGC GATCCGAACATCAACAGGCT 133

Ai04B2259 Araip.B04 2259 p2 (TC)16 32 5837135 5837166 AACACAATGAAATCCCGGAG TGAAGGACTCCAAACATGGAC 270

Ai04B2265 Araip.B04 2265 p2 (AT)6 12 5864885 5864896 GCATTGAAGAGAATATAAAGAAAGGC CCTGAAATACCGACGTTCCA 276

Ai04B2266 Araip.B04 2266 p2 (TC)20 40 5865661 5865700 TAGCAGAAGCCTCGACCAGT ACAATGAATGAAGGGGATGG 184

Ai04B2271 Araip.B04 2271 p2 (TA)8 16 5869821 5869836 ACGCTGTTTGCATTGATGAG GCGGTTGGAATTTGTGAGTT 222

Ai04B2272 Araip.B04 2272 p2 (TA)9 18 5870515 5870532 TGCAGGTCTTGAACAGAGGA CAGAGGAGCATAATCAAGGGA 213

Ai04B2275 Araip.B04 2275 c (A)10ttaaagtaattattttttgtaagttgaaggggttgtttaacattactcatttgatataattgtggtcctacccttgatccaaataaattctc(T)17119 5874125 5874243 TGACTCAGGGCCTACATTGA AAGTTGTCACAGGTCCCAGG 248

Ai04B2277 Araip.B04 2277 p2 (AT)6 12 5880441 5880452 CCTTCTGATGCTTTTGGTGT CGCTTTTCTTCACACTACTCTGC 280

Ai04B2278 Araip.B04 2278 p2 (GA)18 36 5881417 5881452 GGGGGTTGAATCTTAGCCTT GCATTGCACTTAGCAGTTGG 262

Ai04B2279 Araip.B04 2279 p2 (CA)14 28 5886080 5886107 AGCTTCGATTCTGAGGCTTG TAGGGTTCGGATGAAGAAGC 242

Ai04B2282 Araip.B04 2282 p2 (TG)6 12 5888704 5888715 CCTCTCAACGCTGCTCTCTT TAACACCCCTACCCTCAGCA 222

Ai04B2284 Araip.B04 2284 c (T)13gagactgattagtccctatacc(A)10cattaactttttttggcacagaggcctcgttgtccttttaaggtaattgtcaagggtcgagttg(T)11120 5897043 5897162 ATTGGAGCTGTGTTCCCATC AAAGACAACGAAGCCCTTGA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B2289 Araip.B04 2289 p2 (AT)6 12 5905570 5905581 TTGTTGATGTTGTAATATGATTGAGA GGAGGAACTGCGTGGTTACA 261

Ai04B2294 Araip.B04 2294 c* (T)10ggctgattgaatattgctacaaatttttggctgattgaataatcattgttctaactatgattctaactatgtcattgaatattgttcttagctgc(T)10(TA)6*126 5925436 5925561 CAAGCATTGTTCTTGGCTGA AGCAAAAACTTGCATCAATCC 246

Ai04B2299 Araip.B04 2299 p2 (TC)7 14 5946107 5946120 GGCCTAGTGGGTTGTGTGTT TTCTTGCTAAACGGCAACCT 271

Ai04B2305 Araip.B04 2305 p2 (AT)11 22 5958998 5959019 AACAACAACATTGGTCGCCT TTGGTAAAATGGGGCAGAAC 249

Ai04B2307 Araip.B04 2307 c (T)10c(A)13 24 5963599 5963622 TTTTTCCTTTCACCAATGTCAA AATACGTCAATGCATGCCAA 211

Ai04B2312 Araip.B04 2312 p2 (AT)12 24 6005322 6005345 AGCATGTTTCGCAAAAATCA GTGATTTGGGATCATCCGTC 241

Ai04B2313 Araip.B04 2313 p3 (TCT)5 15 6006715 6006729 CGCGTTCTCATAATCGTCAA AACGGTGGAGATCTGGTGTC 202

Ai04B2314 Araip.B04 2314 p3 (ATT)6 18 6007054 6007071 CCTGAGTTTTCGTCTTCTTTTTG GCATAACCATCTTTGGCGTC 236

Ai04B2316 Araip.B04 2316 p2 (TA)7 14 6009900 6009913 CACATGCAATTAACGTGGGA GCCTGCAAGAGTGTGGTACA 257

Ai04B2317 Araip.B04 2317 c (TGG)6tgtcatcataggaggtggatatgggttaatgaaccaaagaaataaatatttaatagttaattcattaatccacttaagaaactctttgcctttaacg(A)10125 6010182 6010306 CGCTGGAGGATTTGGAGG TAAACAAGCCAAGGGATTGC 255

Ai04B2320 Araip.B04 2320 p2 (TA)7 14 6013115 6013128 TCCATAGTGCAGACGCCTAA GCATGTGATGAATCGTTGCT 208

Ai04B2321 Araip.B04 2321 p3 (GGA)8 24 6015049 6015072 GAAGTGGTTTTGGTGCAGGT ATGACCTTCCCCTCCATTCT 224

Ai04B2322 Araip.B04 2322 p3 (TTC)6 18 6016276 6016293 CCAAACCCACCCCTAATTTT GCACTGCATGGAAGTGAAGA 194

Ai04B2325 Araip.B04 2325 p3 (ATA)6 18 6028049 6028066 CCAATGACAATTAATTTTATGTTGAA TTTTTGGATGAGATGACATAGGAA 271

Ai04B2328 Araip.B04 2328 p2 (CA)6 12 6068366 6068377 AGCCACACCCCACTCCTTAT CTCCTTCCAAGGTCCAATGA 242

Ai04B2329 Araip.B04 2329 p3 (ATA)20 60 6071329 6071388 TGCGACCCATAGATGATTTG GGGTAGGATGTAAGACCCCAA 230

Ai04B2330 Araip.B04 2330 p2 (CA)6 12 6072543 6072554 TCCTCTGTGCTCCCGTAACT TGCTTGTTTGCGCATATCTC 257

Ai04B2331 Araip.B04 2331 p3 (AAT)5 15 6078725 6078739 CTTGCACTATCCGCAAGACA TCCTTGAAAAAGGATGACAAAGA 280

Ai04B2332 Araip.B04 2332 p5 (AGAAC)5 25 6086308 6086332 AAATGCTTACCGAGGGTGTG AAAAATGTGGGGACATTCCA 252

Ai04B2334 Araip.B04 2334 p2 (AT)7 14 6092841 6092854 TTGTCTCTCTCCTTTAATTCTTCTCA CATACATAAATTTTGATTTCGAGCA 170

Ai04B2335 Araip.B04 2335 p2 (TA)7 14 6096830 6096843 TGCACAGCACAAATTTCAAAG TCATAAAATTTTGTAATCTCGGTCA 224

Ai04B2336 Araip.B04 2336 p3 (GAA)5 15 6098418 6098432 GGGTGAGCATGTTGATGTTG TTTGAGGAGCTCAACGGTTT 217

Ai04B2337 Araip.B04 2337 p3 (TGA)6 18 6098588 6098605 GGGAATTGGATGGAGGATTT TCTTCGCTCACACATTACGC 181

Ai04B2347 Araip.B04 2347 p3 (ATT)5 15 6122215 6122229 GCAGTACACATCATGGACGG TGTGGAAAACAACACGGAAA 274

Ai04B2350 Araip.B04 2350 p3 (ACC)5 15 6124872 6124886 GTTTGGCAGCAGACTTGGAT CAAGCATGGTTGAAGCAGAA 270

Ai04B2351 Araip.B04 2351 c (T)10gtagatacagtaacttattagttaatggcggacctttaaatggaacttaaatctacgataaattagtccttgatttatcaaattgtaggataatg(A)10115 6129644 6129758 TTGATAAGTGGTCAACTCACATTG CAGCTCAGCCTAAAACTCCG 211

Ai04B2352 Araip.B04 2352 p5 (TGGTT)5 25 6132233 6132257 TATTGTTGGGAATTGGGAGC AGAGGTTTGGACACGTGGAT 273

Ai04B2353 Araip.B04 2353 p3 (TTA)6 18 6133407 6133424 AGCCTGGAGTCTTATCCGCT TCCCAAGCTACGAATGGTTC 263

Ai04B2357 Araip.B04 2357 p3 (TCA)5 15 6143772 6143786 ATGTGGTCTGCCATGAGACA GTTGGCTTAGATGCTCTGGG 260

Ai04B2361 Araip.B04 2361 p2 (TA)6 12 6155881 6155892 ACTATGGTCACAGCCCCAAG CATGGGACGCTATCACACAG 250

Ai04B2364 Araip.B04 2364 p3 (TAT)7 21 6166523 6166543 ATGATTTGGTAGTTGCCGCT TTTTATGCCCATACGCTTGA 170

Ai04B2367 Araip.B04 2367 p3 (TGT)5 15 6168925 6168939 ATTTCCCCTTTCCCCATGTA CAACCAAACAGCACTGGAGA 187

Ai04B2368 Araip.B04 2368 p3 (GAA)5 15 6170763 6170777 ACCACCTTGCGGTTACTGTC TTCATTCTTCTTCCGCTGCT 127

Ai04B2369 Araip.B04 2369 p2 (AG)6 12 6170930 6170941 AAGAAGAAGAAGCAGCAGCG CCCATAGCACTGGGAAAAGA 216
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Ai04B2375 Araip.B04 2375 p3 (CTC)5 15 6182084 6182098 TTTGCGTTCTTTCTCCAACA TGACGAAACACGTGAAGAAAA 124

Ai04B2378 Araip.B04 2378 p3 (GAT)6 18 6183664 6183681 TTGTCGGAGCTCAACAAAAA CATCTTTGCTGCTTCTTCTTCT 280

Ai04B2387 Araip.B04 2387 p2 (TA)6 12 6225682 6225693 GGGGTGGAATATTATGCACG TGGTCTTAGGCCCTGTTTTG 180

Ai04B2389 Araip.B04 2389 p2 (TA)6 12 6227300 6227311 GGGGTGGAATATTATGCACG TGGTCTTAGGCCCTGTTTTG 180

Ai04B2406 Araip.B04 2406 p3 (ACA)5 15 6301467 6301481 CAATGGCTCCACCAGAGATT CACTGCTATTGGGGTAGGCT 272

Ai04B2407 Araip.B04 2407 p2 (GA)6 12 6301900 6301911 AGCCTACCCCAATAGCAGTG TACCCCACTCTGTGTTTCCC 277

Ai04B2413 Araip.B04 2413 p3 (TAA)22 66 6316066 6316131 GAATGGCATTAAGTAGAAATTAAGCA CAGCATAATTGCATTTCAAACA 229

Ai04B2414 Araip.B04 2414 p3 (CCA)5 15 6317742 6317756 GGCGTCTAGCAACACTCCTC AAGGAATCCGTCAACTCTCG 280

Ai04B2417 Araip.B04 2417 p2 (AT)6 12 6327573 6327584 GCCTCCATTATCAGATGCGT GGTGGCATTTACGTTGGTCT 267

Ai04B2418 Araip.B04 2418 c (T)11caatttagtccctattaacgttaaacgtaaaaaaaatgttagtgaattatgaaattatttttatactcttagggacctaattgaaaag(A)10109 6328787 6328895 CAATAGCGCATTGTGACTGAA TGATAAAGGAAGAAAAGGATATGAAAA 275

Ai04B2425 Araip.B04 2425 c (AAG)5gagcaggaatagcttactgttagagatccaatccaatgagaagagttgaaaggaagaagcttactgttagagatccaatccaatgagaag(AGA)9132 6343858 6343989 GGCATTCCAAGAGAGCAAAT TCTGTCTTCATTTTCATAACGCA 235

Ai04B2435 Araip.B04 2435 p2 (TA)6 12 6371630 6371641 TCAGCTCTGAACTCCGTCTTT TGGACGACGAAATGGGTTAT 232

Ai04B2437 Araip.B04 2437 p3 (ATC)5 15 6375219 6375233 CCACATCCTTAACAACCCCA TCGTTCTGAAAGGGTGGTTC 137

Ai04B2438 Araip.B04 2438 p2 (TA)7 14 6376837 6376850 CAGGTCTTGCCGTTGCTAAT TCAAAATCACATCTTTGAAACACC 280

Ai04B2441 Araip.B04 2441 c (AT)6ta(T)10 24 6384759 6384782 GTACTTTTGCCAGCGTTCGT TCGGATAACGGTTCTGGAAG 206

Ai04B2443 Araip.B04 2443 c (A)10ttataatgacctaagcaaaatagattttagagactaaaattattaaattctag(A)1073 6385282 6385354 GGCAAGCAAAATCTTAACATGA GACGATGAAGCTTTAGAGGTGA 280

Ai04B2444 Araip.B04 2444 c* (A)10(AC)8* 25 6386034 6386058 TGGTTAATTCCGTAGGCTTCA CCACTTTATTTTGTCACGTGTACTG 158

Ai04B2446 Araip.B04 2446 p2 (AT)6 12 6404661 6404672 GGAGCTAAGATTCAACCCCC ATGGTCGCTCTAATTGCCAC 280

Ai04B2448 Araip.B04 2448 c (T)10ctcttgaaatatttggaaaaataaaaaacaactcttttttattctttcaaata(T)1174 6408165 6408238 CTTCCTTTCAAAGCCAACAGA TGCACCTTAGCTTGTGAACACT 162

Ai04B2451 Araip.B04 2451 p3 (TTC)8 24 6424437 6424460 TTTTTCGCTCCAAAATGGTC AGAAGAAATGGTGGTGGTGC 203

Ai04B2452 Araip.B04 2452 c (TGA)7ccatgatgatac(TGG)548 6424591 6424638 GCACCACCACCATTTCTTCT AACCTACCCCGACCAGAATC 169

Ai04B2456 Araip.B04 2456 p2 (CA)7 14 6460223 6460236 CTCTGCACACATCAAATGGG AGGTGCCTTTGCTCGAAAC 231

Ai04B2457 Araip.B04 2457 p3 (AGT)9 27 6461155 6461181 GATGTAAGCTGCCAAGAGGC CTTCCCATGCCTACTTCCAA 213

Ai04B2458 Araip.B04 2458 p2 (GT)9 18 6461652 6461669 AGGCTGCTTTTTCCACAGAA GCAACTACCTGCGTGAGTGA 172

Ai04B2459 Araip.B04 2459 p2 (AG)6 12 6466386 6466397 CCAAAATCCAAATCTCCAACA CCACTTCAGCCAAAGACACA 195

Ai04B2461 Araip.B04 2461 p2 (TA)6 12 6468369 6468380 CAGACCCTCATCTATTTGTGTCA CATGGCGGGACAATTACTTT 229

Ai04B2462 Araip.B04 2462 c (T)10cagtgctaagcttaaagtatga(T)1042 6473021 6473062 ATGTCAAGTCATGCTGCCAC CCAGTGCATGCAATAGAAAA 279

Ai04B2463 Araip.B04 2463 p3 (ATA)13 39 6481304 6481342 CGGTCATTGGAATATTCGGT TGATGGCATGCTTATTCCAC 249

Ai04B2468 Araip.B04 2468 p3 (AAG)5 15 6488725 6488739 TCTCTTCAAATATTCTGCATAAAGACA CCGTATGTCCGTCCCTGTAT 236

Ai04B2473 Araip.B04 2473 p3 (TTC)6 18 6491039 6491056 GAATAATTTGGGTCGGGTGA GGAATCTTCCACTTCCACCA 247

Ai04B2474 Araip.B04 2474 p2 (AT)7 14 6491833 6491846 TGCAACTGCACCCTTCATAC TTTTTGACCAATGAACGCAC 224

Ai04B2476 Araip.B04 2476 p3 (TTG)5 15 6497218 6497232 TCTGCTTGATTCCGTTGTTG AATTTATTTCGTCCCCGACC 255

Ai04B2477 Araip.B04 2477 p2 (AT)6 12 6511672 6511683 CAGCTATGACAAATTTGACTACTTTAG TTGATTTAGTTGCTCAATTTTAGTGT 160

Ai04B2483 Araip.B04 2483 c (A)11gttgtattaaaaatatgactaatttagcttaatagctaatgtgaaaaattctcttattcta(T)1385 6535635 6535719 TTCAGATTGTTAAGATTTTTCATTGTC CAGCGATGTCCATTAATCCAT 265
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Ai04B2490 Araip.B04 2490 c (A)10ggttggagccttatcttttaccaatcagaaaaaagagttttatgtaa(T)1168 6561931 6561998 CCAAAAGATGTAGACTTCGACTCA TGCACTCCACTAGCAAGCAC 266

Ai04B2495 Araip.B04 2495 p3 (TCT)6 18 6574070 6574087 TCAACAATCAGTGGGCCATA ACGAAGAGGACGCAAGAGAA 235

Ai04B2496 Araip.B04 2496 p3 (GAA)5 15 6582483 6582497 CGGTCACATAAATTGGTCCC AACGGCCTATGTCACACACA 163

Ai04B2501 Araip.B04 2501 p3 (ATA)5 15 6606516 6606530 AAGCAGCCATCAAAAGTCAAA CTCACCTGATGCAGAGGACA 251

Ai04B2502 Araip.B04 2502 p3 (GTG)5 15 6611684 6611698 GGCGATGCAGAGGTTAGTTC ACCCTGCAAAAAGTGTGACC 158

Ai04B2503 Araip.B04 2503 p3 (TAT)5 15 6614096 6614110 TTGTCCCTTTCTTGGGTTGA CAATGTTGAATTAATTGCTGTGTG 109

Ai04B2508 Araip.B04 2508 p2 (TA)7 14 6629680 6629693 GGCAGATAATATGTTGGTACCCT TTTGCTTGAAATGGATACATCA 255

Ai04B2509 Araip.B04 2509 p4 (TAAT)5 20 6631286 6631305 TGATGTTTGAAGTTGATGAGCA ACCACCTAACCCCACATTCA 280

Ai04B2521 Araip.B04 2521 c (TG)9(AG)14 46 6649567 6649612 ACAACACATGGAAGGGTGAA CTGAAAGTGCATTTCGCTGA 262

Ai04B2523 Araip.B04 2523 c (A)10tcc(A)17 30 6657370 6657399 TGGATTGGTTGAATTTAAAAGG TGACAACACCTACGTCTGGC 207

Ai04B2531 Araip.B04 2531 p2 (TA)6 12 6682895 6682906 GTCCTTGACAAGCTCTGGGA TGCTGTTTTGGAGACTCCGT 249

Ai04B2532 Araip.B04 2532 p2 (GA)7 14 6687717 6687730 TTTGGGTGTTGCTGTGTGAT CATGCAACCTTCCACCTTCT 147

Ai04B2533 Araip.B04 2533 p2 (TC)6 12 6690627 6690638 CACAAAAAGGAAAAAGAGGCA TCTTAGCTGATTGTTGGCCC 108

Ai04B2535 Araip.B04 2535 p2 (TC)6 12 6692366 6692377 CACAAAAAGGAAAAAGAGGCA TCTTAGCTGATTGTTGGCCC 108

Ai04B2538 Araip.B04 2538 p2 (AT)7 14 6697583 6697596 GGGTTTGTGATTGTAACGGC GACAAAACTCTCAGCGGGAC 249

Ai04B2544 Araip.B04 2544 c (GAGG)6(GA)10 44 6715028 6715071 TTGAGACCAACCCACAACAA GCAGCGCCGATGATAATAC 277

Ai04B2547 Araip.B04 2547 p2 (TA)7 14 6718707 6718720 TTATTGGCATTTTGGCTTGA GGATTGATTTGAATTCTTTCGC 228

Ai04B2552 Araip.B04 2552 p2 (AT)6 12 6723533 6723544 ATGGGAGTGCTACGAAATGG CAAACCGGACGAATTTGACT 161

Ai04B2553 Araip.B04 2553 c (A)10gtcaatattattttttttgacacaaaaactaatcagtcccaaaaaaaattaaaaaccgaattggata(T)1188 6724020 6724107 CTCGAAAGACAACGAGGTCC CCCATCCGTCAAGACAAAAT 279

Ai04B2554 Araip.B04 2554 p3 (AAT)6 18 6725557 6725574 TGAAGCAAAATCATATAAAGGAAAA TGGAGATAACCATCACCCGT 273

Ai04B2555 Araip.B04 2555 p3 (ATA)11 33 6728114 6728146 GTGGAAATTATTGCTGCGGT CATCGGGCTTCTCTCAAGAC 239

Ai04B2558 Araip.B04 2558 c (A)11gagaaaggag(A)1031 6729372 6729402 CATTGCATAGGAGGAGGAGG AGAAAGGATTTGGGGTGCTT 189

Ai04B2559 Araip.B04 2559 p3 (GTG)6 18 6729946 6729963 CTCATGTAGCAACGGAAGCA TCCTCGCATACCTCATTTCC 145

Ai04B2560 Araip.B04 2560 c (GA)7aagcgtttggtttggtgtggtcttcttatctaacactcaaatgggaagaaagaaagaaaagaaaaaggagagagaggttttaagtctaa(T)12115 6730157 6730271 GGAGAGTTGGTCGGAGATGA AAACCTCATTTTGTCCATTCAA 279

Ai04B2561 Araip.B04 2561 p2 (TC)6 12 6730851 6730862 ACTGCCGTAGCATCATCTCC AAGAGGATAGTGGGTGGGCT 111

Ai04B2562 Araip.B04 2562 p3 (ACA)6 18 6733844 6733861 CGAGAACAAGAGAGTCCGCT AACATCCAGTCAGGAGGGTG 267

Ai04B2563 Araip.B04 2563 p4 (TATT)5 20 6736342 6736361 TTTCGAATGATTGAACGGTG CATTCATAGGGGCTTCTACATCA 262

Ai04B2565 Araip.B04 2565 c (A)12tatatcttccctcgtttagaataataacgaaatatcttctgttgttgtaactaagagcaaaataca(T)1088 6736826 6736913 CCACTTTAATGTGTTGAGCTTCC CTTATGCGTGTTGGTGATGG 255

Ai04B2568 Araip.B04 2568 p2 (AT)6 12 6742978 6742989 GGCTCTCCTCCGTTCATAAAT TCCACCAAAGCTTCATTTCTC 280

Ai04B2570 Araip.B04 2570 p3 (ATC)5 15 6753051 6753065 AATTGCATTGGAGCACATCA TCAAAGGGACATCGAGCTTC 259

Ai04B2572 Araip.B04 2572 p3 (TTG)5 15 6760020 6760034 CCAAAAACCAAAAGCAAAGC TAACGGTTCCCATCTGCTTC 249

Ai04B2573 Araip.B04 2573 p3 (TTG)6 18 6760143 6760160 GAAGCAGATGGGAACCGTTA TTCACCCAATTCCTCCTCTG 125

Ai04B2574 Araip.B04 2574 p2 (AT)6 12 6760695 6760706 GTAAATCGTGGTCGTTGGCT AAAGATTTTTCACAAAACCACCTT 182

Ai04B2582 Araip.B04 2582 p3 (TGA)7 21 6789307 6789327 CGAATGTGGATGTCAAATGG GTGCAGTGCCATAAAGGGAT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B2584 Araip.B04 2584 p2 (TC)7 14 6795306 6795319 GCAGATTGAAACACCAACCC ATTTCCATCGGAGTTCATGC 252

Ai04B2588 Araip.B04 2588 p2 (AT)6 12 6809591 6809602 CAGGAAATTGGGAATGAAACA AGTTCCAATGCCAAAGGTGT 191

Ai04B2590 Araip.B04 2590 p3 (AGA)6 18 6815135 6815152 GAACCTGGTTGGGTTGAAGA TTTTTGCGTGCTTTCGTCTA 149

Ai04B2598 Araip.B04 2598 p3 (ATG)5 15 6831975 6831989 AAAATTTCTTAATTTTGACACCGA TGTTCATTCAAGTAATTTCGATGC 259

Ai04B2600 Araip.B04 2600 c (A)12cctaaatttcttaattttgacattgaaatgttgctacaaaaatacagaaatctcttctttaatactgcattttttgcttcttattcttc(T)11112 6833360 6833471 TCACACTTATTGGATTAAATTCTTACC TCTCTCAAATTTTTGCACACG 239

Ai04B2601 Araip.B04 2601 c (A)10gaggagaataaaaagagacagtagcaacagtgacaacgacgatgata(ATG)675 6833747 6833821 AGGAGGAGGAAGAGAAGGGA GTCACCACCACCAACTCCTT 211

Ai04B2603 Araip.B04 2603 p2 (AT)6 12 6835005 6835016 TGAGCGTGTGATCATGTGAA CATGGCATGTGCTAAAGGTT 192

Ai04B2605 Araip.B04 2605 p2 (AT)8 16 6841333 6841348 TCGAGAGAGAACCAAGGGAA TCCCTGACTCATTTTCCGTC 279

Ai04B2617 Araip.B04 2617 c (T)10cta(T)11 24 6875304 6875327 GTTGGCCACTCAGCCACTAT TCATAATTCTCCTTGTTTTACCCTC 208

Ai04B2618 Araip.B04 2618 p3 (ATG)5 15 6875577 6875591 TTTGCTTCTTATTACGATGATGATG AAACATGTTCATTCAAGTAATTTCG 230

Ai04B2619 Araip.B04 2619 p3 (GAG)5 15 6876077 6876091 TGACATCGAAATGTTGCTACAAA CAATTCAATTCAAAACAACAGCA 249

Ai04B2620 Araip.B04 2620 p3 (TGA)8 24 6876576 6876599 CATGTGCAAAAATTTGAAAGAAA TTGTCGTGGTCGTTACCATC 171

Ai04B2621 Araip.B04 2621 p2 (AG)6 12 6877124 6877135 CCGAAAACAGTTAAAACAACCTG ATATTCCCTCCCACGCTCTC 251

Ai04B2623 Araip.B04 2623 p2 (AT)7 14 6877472 6877485 ATCTTCAGCTACGCGCAAAT GTCTCCGACCCTAAAGACCC 248

Ai04B2624 Araip.B04 2624 p3 (GAT)5 15 6880122 6880136 CCAGAAGCTGCAGTGGAAGT CAATGTGGCTTTTTGCTTTG 266

Ai04B2626 Araip.B04 2626 p3 (TCC)5 15 6881194 6881208 ATGCAAAACGATATCCGTCC TCTGGGAAAGAGCTGAAGGA 203

Ai04B2627 Araip.B04 2627 p3 (TCA)5 15 6882204 6882218 TCTTGACACAACAGCCAAGC AGGACGAAGATGAGGAAGCA 256

Ai04B2629 Araip.B04 2629 p2 (TG)17 34 6892396 6892429 CCGACGTAACACCCTACCAC ATTCTTGAGCATTGCGCTTT 206

Ai04B2630 Araip.B04 2630 p2 (AT)6 12 6896964 6896975 TTGATAAAGACAAAAATCTCTCAGGA TTTCATTGAGTTGCTTTAGTGGA 220

Ai04B2631 Araip.B04 2631 p2 (TA)9 18 6897632 6897649 TCAAGGTGCACCAATCAATC ATGAACGAAGTAGTTAGAAGGCA 147

Ai04B2632 Araip.B04 2632 p2 (TA)8 16 6898252 6898267 TCTACGAGGCCTGTGATTTTT ATCAGAGTTCCCTTGGGCTT 231

Ai04B2633 Araip.B04 2633 p2 (TC)24 48 6903029 6903076 ATTGCTTCCACCAGGTTCAC TGGGAAGAGGGTCTTGTTGT 253

Ai04B2634 Araip.B04 2634 p3 (AGA)6 18 6903812 6903829 GGTTTTGCGTTTCTGGTTGT TTTTGCCACATCTTTCCACA 260

Ai04B2635 Araip.B04 2635 c (TC)48tt(TC)25 148 6905276 6905423 CGAAGGACTTCCTTTTGTGC GCTTCAATTTCAGATTTCTGCTG 259

Ai04B2638 Araip.B04 2638 p2 (TC)16 32 6908643 6908674 TGCTTGCTGGAGTTAACGTG TTGTTCGGTTGAACAAGCAC 222

Ai04B2639 Araip.B04 2639 p3 (TAT)5 15 6910147 6910161 TTTCTGGATCCGGTGAATTT GCGTCAATTTCAGAAGGACA 232

Ai04B2640 Araip.B04 2640 p3 (ATA)18 54 6910493 6910546 AAAAGAGATTTATATTTGGCCATGTT ATCCCAAACGTTGGAGACAA 125

Ai04B2643 Araip.B04 2643 p3 (GGA)5 15 6919591 6919605 AGGAGGAGCTTGAAGGTGGT TCGGAAACTTCATCCCAAAG 157

Ai04B2646 Araip.B04 2646 c (T)10gtattgaattagattttcagtcaactttaataacat(ATA)664 6930097 6930160 TGTCAAAACAGGGGAAGAGAA TTAGCCCAAGATAAGACCGAA 253

Ai04B2651 Araip.B04 2651 c (AAT)10a(T)10 41 6937810 6937850 TGAACAATTACTCCCGGCTC TTTCGTGGGCAATTCTTAGG 260

Ai04B2653 Araip.B04 2653 p3 (AAG)5 15 6962259 6962273 AACGCTTCGTCTCCAAAAGA TGTCCAACGTGGCAAACTAA 179

Ai04B2658 Araip.B04 2658 p3 (TGG)6 18 6974384 6974401 AGCGTGAAGCTAGCCTACCA TTCGCCAAAGTCAGTGTCAG 260

Ai04B2666 Araip.B04 2666 p2 (AT)6 12 6987723 6987734 AAAATGATCCACGCACAATG TTTACGAAATTGTTAATTTGTCGG 244

Ai04B2669 Araip.B04 2669 c (AT)6aggtaagtattgg(A)1338 6991604 6991641 TGATGGAACTCAATGGGTGA TACAGGACAACAGGGAGGGT 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B2673 Araip.B04 2673 p2 (CT)8 16 7005604 7005619 TGAATGAAGTTTGTGGGCAA TTCTGGAGGTCCTTGATTGG 263

Ai04B2675 Araip.B04 2675 p3 (TCT)6 18 7009047 7009064 TCCTTGGTCTGCCTCAGTCT TTCAAAACCAAATAGGAGGAGG 264

Ai04B2680 Araip.B04 2680 p2 (GA)6 12 7013981 7013992 GCATGCGATTGACAAAGAGA TTAATGGTGCAACCAACTGC 275

Ai04B2685 Araip.B04 2685 p3 (AAG)5 15 7021279 7021293 CCAGCTGGAACTGTGTGAGA TCCTCCAGATAGAGCTCCGA 277

Ai04B2688 Araip.B04 2688 p3 (TTC)5 15 7062508 7062522 TGGCATGTATGTTTCACGCT GGTGGTGTTGATGACGATGA 132

Ai04B2689 Araip.B04 2689 p3 (AAG)5 15 7063153 7063167 TGCTACAACATTACTTGAAAGAGGA ATCAGCCACCAAAGTCATCC 272

Ai04B2691 Araip.B04 2691 p3 (GAG)5 15 7064318 7064332 GGAGGAGAAACACGATGATGA AACCCAACAGAACGTTCACC 231

Ai04B2694 Araip.B04 2694 p2 (TA)9 18 7067973 7067990 TAAGGAGTGACAATGCGGTG TGCCTTGTCTCCGCTAATCT 253

Ai04B2696 Araip.B04 2696 p3 (TAA)6 18 7068861 7068878 TCTCTCATGCCTCCGTTTTC CGTGAATCGGGTAACAAAGA 278

Ai04B2706 Araip.B04 2706 p3 (CCG)5 15 7089669 7089683 GTTTGCACCTCCATCTTGGT CTCTCAAAAAGTTCGTCGCC 259

Ai04B2708 Araip.B04 2708 p3 (CCG)5 15 7090987 7091001 GTTTGCACCTCCATCTTGGT CTCTCAAAAAGTTCGTCGCC 259

Ai04B2711 Araip.B04 2711 p2 (AT)7 14 7098832 7098845 GCAAAATTCGCCATCTCAAT GGATTGAAGAGGCAACAACC 173

Ai04B2712 Araip.B04 2712 p4 (AAAT)5 20 7107012 7107031 TGCCCGAATCTCAACTATCA AATTGGGACAAAAGGGGAAG 216

Ai04B2713 Araip.B04 2713 p3 (TTA)8 24 7110996 7111019 CAGAGTACCAATGCCAATTCAA AAGAGAGACAGATAAAGGAAGAAAAC 205

Ai04B2719 Araip.B04 2719 p2 (AC)6 12 7144038 7144049 TCACTCACCTCTCTCACCCC CGACACGTCTCCCTCTTCTC 175

Ai04B2720 Araip.B04 2720 p2 (GA)6 12 7145746 7145757 TTCAGCTTCTCTCTGTGGCA CTTCTCCCTTGCTTCTCCCT 278

Ai04B2723 Araip.B04 2723 p2 (TA)6 12 7175469 7175480 TCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 254

Ai04B2725 Araip.B04 2725 c (A)10gtataaggactcaattg(A)1037 7177381 7177417 TTGACTTAATTGTATAGGGACCAAC TTTTCTTTTTAATTGAGTCCTGCAC 118

Ai04B2729 Araip.B04 2729 p2 (AT)8 16 7186703 7186718 TTCTCTTCTTCGAAACGACATC AAGCTGGCGAATAGATTGGA 209

Ai04B2732 Araip.B04 2732 c (A)10tacctagacttaccctctctcatccagagat(A)1152 7192898 7192949 GGTGAATTTAGCCAAGTGCG CCTCTTCCATCCTTCCACTG 208

Ai04B2734 Araip.B04 2734 c (A)10cgtgataatcacttgtgagttgtgac(T)1248 7194712 7194759 CGAGGTCGAACACTGATGAT GACCTCACGGTGGGACTAAA 248

Ai04B2735 Araip.B04 2735 c (T)13aactcgtaaagggatgaaagatatggtaaattggcaaagaacgtttggactattaaataatcccataacaa(ATT)33183 7195310 7195492 CACCCAAACGTAAATGACCA GAGTTAGCATACAAGTCACTCGAAA 269

Ai04B2736 Araip.B04 2736 p3 (TCT)7 21 7196016 7196036 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 202

Ai04B2738 Araip.B04 2738 p3 (TTA)6 18 7199341 7199358 TCGTCCTGAACTACATATTATCAATTA CAGCAAGATCTAAACAAGATCTAAACA 280

Ai04B2739 Araip.B04 2739 p3 (CTT)5 15 7223399 7223413 CTCTCCCTCTTCTTCTTCCTCA TGAATGAATGTAGGTTCATCCTCT 228

Ai04B2740 Araip.B04 2740 c (GAA)5acacataatgctacaaaattacttgaaagaggatgaacctacattcattcaactaaaagaaagaaaaaat(A)1095 7223526 7223620 TTCTTCCTCATCTTCTGCTGC TTTTCTTTAATGCCTTTTTCTTCTTC 271

Ai04B2741 Araip.B04 2741 c (A)10catcaaac(A)1230 7223981 7224010 CCTCCTCATCTTCTGCTGCT TTTGCAGCATTATGCGTTTC 185

Ai04B2748 Araip.B04 2748 p2 (AG)8 16 7236397 7236412 GTTGTCTTCTCCGGCAAGTT GCAGTTTATCGCCTCTCCAG 211

Ai04B2749 Araip.B04 2749 p2 (CT)8 16 7236604 7236619 CTGGAGAGGCGATAAACTGC TTTGGTTGGACCAGCTATTT 280

Ai04B2752 Araip.B04 2752 p2 (AG)22 44 7250884 7250927 GTGCTAGGTGGGAGACAACC ATTCTTTCTGAGCCACCTGC 216

Ai04B2760 Araip.B04 2760 p3 (GTT)5 15 7275127 7275141 AGGGGATGTGACTGTTCCAG TCACACATTCTCCCTCCCTC 188

Ai04B2763 Araip.B04 2763 p3 (TCT)5 15 7277181 7277195 CATGCGCTTCTTCTTCTTCA ATGGTGGTGGTGGTAGTGGT 108

Ai04B2768 Araip.B04 2768 p3 (TTG)5 15 7281753 7281767 CATTTTGTGGTTGCTGTTGC GGCAACTTTCTTCCTCTCCC 186

Ai04B2772 Araip.B04 2772 p3 (TCT)5 15 7288967 7288981 AAGAGACCACGTTAAGCCGA ATGGTGGTGGTGGTAGTGGT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B2773 Araip.B04 2773 p3 (AGG)5 15 7290268 7290282 GGGAGAGAAGGTGGAAAAGG TGGCGTTGCTTCTTCTTCTT 254

Ai04B2774 Araip.B04 2774 p3 (AGA)5 15 7290442 7290456 AAGAAGAAGAAGCAACGCCA ATCCCTAGTAGGCGGATGGT 267

Ai04B2776 Araip.B04 2776 p3 (AAT)5 15 7297282 7297296 AATCGCCATATACCTCACGG AATACACAATAACCGGCGCT 244

Ai04B2777 Araip.B04 2777 p3 (AAG)7 21 7299410 7299430 CACAATAGATGGTTATAGATCAAAATG TTCTCTCACTGTGCCACATACT 266

Ai04B2779 Araip.B04 2779 c (A)10tcaaagaaaaaaaaacatataatgctgcaaaattacttgaaagaaaataaacttac(A)1076 7307329 7307404 GGCTGCTAAGTCCCGTTTTT TGAAATTTTGCTACAAATGCACA 267

Ai04B2781 Araip.B04 2781 p3 (ATT)10 30 7308363 7308392 GCAAAATTTCGGTGTAGGAGTT TGGGAAGGAGGAAGAGAAAGA 189

Ai04B2782 Araip.B04 2782 p3 (AGG)11 33 7308740 7308772 GCAACAACAACAGCAGCAAT GAGTGAAATCACGCCGTTTT 179

Ai04B2783 Araip.B04 2783 p2 (CA)8 16 7309024 7309039 TATGTGTCAAAGAAGCGCGA GTCGCTAGCTAAATCGGTCG 137

Ai04B2784 Araip.B04 2784 p2 (TA)12 24 7312329 7312352 AAATCCCGGTTGTCAAGAGA TTGTGCGTCAATCAAAAAGC 205

Ai04B2791 Araip.B04 2791 p3 (TTA)5 15 7327044 7327058 TGTGACTAAAATTTCATAACTGTAACC TGTTGCTTCCAAATTCCTCC 129

Ai04B2805 Araip.B04 2805 p2 (AG)20 40 7388694 7388733 GGAGGTTCCAGTTCTGTTGC TCAAAAACCCTTACCGATGG 225

Ai04B2806 Araip.B04 2806 p2 (GA)24 48 7388864 7388911 CCATCGGTAAGGGTTTTTGA ATGGGTCTCCCCTCTCTCTC 121

Ai04B2810 Araip.B04 2810 c (GAG)5(GTG)6atgtggtagtaacgacaacaataacaaaggagaaaaatg(A)1082 7410514 7410595 TGATGGAGGAGGAGGAAGAA CCGAAATTAAATCCAGAAAGCA 245

Ai04B2813 Araip.B04 2813 p2 (AT)6 12 7413174 7413185 GGCCAGATACTCAGTAGGACG TTTCCCTGTAGTGGATGCAA 273

Ai04B2814 Araip.B04 2814 p4 (TAAA)6 24 7417273 7417296 AAAATTTTATCAGAGTCCCATACTGA CACGCTTGAAGCAATACACAA 262

Ai04B2816 Araip.B04 2816 p3 (AGA)7 21 7418428 7418448 CAGTTGCAGAGAAAGTGCCA ACGAAGAGAAGAAGCTCCCG 168

Ai04B2817 Araip.B04 2817 p4 (TTTA)5 20 7418644 7418663 GATTGTTCAAGTCCAAGCCC CAGGAACTCAAAAGCCAAGC 235

Ai04B2820 Araip.B04 2820 p2 (CT)8 16 7423650 7423665 TTCAGCTGCAGATTCCCTCT ACCTGTCCTTTGTGCTCGAC 213

Ai04B2827 Araip.B04 2827 p2 (AT)9 18 7442023 7442040 CCTCAAACGATTTTCTTTCCA CCCCAAACGTTAAGGACAAA 270

Ai04B2831 Araip.B04 2831 p2 (AT)7 14 7448649 7448662 AATTCTGATGTTAGCAAAGAAAGC TGTCTCACGAGGACAACAGG 133

Ai04B2843 Araip.B04 2843 p2 (AT)6 12 7475965 7475976 TGACACCCATTGAACCCTAA TTTTTAAATTTATTTGTGACTTGTGAG 278

Ai04B2846 Araip.B04 2846 p2 (TC)13 26 7488979 7489004 CCCTAAATTCGAACCGTGAA ACGCAGGGGCTAGAGAGAG 253

Ai04B2855 Araip.B04 2855 p2 (AC)6 12 7507069 7507080 GAAACGCATACACAAAAAGCA TTCATGGATGCAACTTCTGC 271

Ai04B2862 Araip.B04 2862 c (TA)7(CA)17 48 7525320 7525367 GGAGAAGCGATCGAGCAATA CGTCCGAGATCGACCTACA 256

Ai04B2866 Araip.B04 2866 p2 (GA)15 30 7531555 7531584 GAAGCCAAGGAAGACAGTGG TGCCTAGGCCTCTTTTCGTA 253

Ai04B2867 Araip.B04 2867 p3 (TAT)5 15 7531689 7531703 AGCCGTCTCAAGAGTCCAAA TGCCTAGGCCTCTTTTCGTA 196

Ai04B2868 Araip.B04 2868 p3 (TAA)5 15 7532874 7532888 CGGTATCACCAAAACAAGAAA CAAACTTGGTCACCACCTCC 264

Ai04B2869 Araip.B04 2869 p3 (AAT)6 18 7536638 7536655 CAACGGGTGCGACTAATTTT CCAGGCACCACTTCTTCAGT 153

Ai04B2873 Araip.B04 2873 p2 (TA)10 20 7550018 7550037 ATGATGCTAAACTCCGAAACTT TCAATTTGGATTTGGTCGAA 268

Ai04B2878 Araip.B04 2878 p4 (AAAT)5 20 7561043 7561062 AATGATTTGTCGTGATCGCA AATTTCACGCCAATTGTGAA 263

Ai04B2883 Araip.B04 2883 p3 (ATG)7 21 7571990 7572010 TGTGCTTCTGGTGATTCTGG ATGTGCCAATAACCCACCAT 164

Ai04B2886 Araip.B04 2886 c (T)10aaattgataaaataaaataaaaatacaagtgtaattataacttttttttattttatcaattttttcattt(A)1191 7573810 7573900 TCAAATTAATGGGTCGTTTTGA TGGGGTGGATCAAAGTAGGA 220

Ai04B2900 Araip.B04 2900 p2 (AG)12 24 7610264 7610287 ACCATTGTGGTTAAGCTCGG TAACCCCCTTCACTCCCTCT 251

Ai04B2903 Araip.B04 2903 p2 (TA)8 16 7625203 7625218 CATAACACAGCCCCCAAGTT CGGATACAAGCCTGCTTAGG 273
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Ai04B2904 Araip.B04 2904 p3 (CAT)5 15 7632749 7632763 CCTCAGGTGAAGCATTGTCA CGTCTAAGCTCCTTCGGATG 252

Ai04B2906 Araip.B04 2906 c (T)11actctttgtttatttgtcatcgagtatcgaataggaacggtggctgacagaggc(A)1075 7644658 7644732 TGAGGAGTCCCTCTCTTATTGC TTCCAAACTTTATAACCCTCCTTC 228

Ai04B2909 Araip.B04 2909 p4 (TTCT)5 20 7650301 7650320 TGACATTTTCATGCGCTTTC CTACAAATGGAGAGGCTGGC 229

Ai04B2911 Araip.B04 2911 c (A)12gacattcacaaaaaagacagatttatttgtcaataaaattatcaaattttaaattttaaggatg(A)1086 7652832 7652917 TGAAAACATTTTTGTAGGAAAATTCA AAAATTAATTATTGAGTAAACCCTTCA 278

Ai04B2919 Araip.B04 2919 p3 (ATT)16 48 7664279 7664326 CGAGAATATGTCTGCGTGGA CAATGGCAGTGTCACCAACT 271

Ai04B2921 Araip.B04 2921 p2 (AT)9 18 7674000 7674017 TGGCCAAGGAGGAGTAACAG GGATTGAAGAGGCAACAACC 146

Ai04B2923 Araip.B04 2923 p2 (TA)6 12 7680863 7680874 TATCGCTATCTGAATCGCCC GGATTGAAGAGGCAACAACC 222

Ai04B2925 Araip.B04 2925 p3 (TTA)5 15 7690577 7690591 GAACGATTAGACGGCAAGGA GTGATCAGTCCCAAGACCGT 262

Ai04B2926 Araip.B04 2926 p2 (TA)6 12 7696980 7696991 ACTGCCAATATCGCCATCTC AATGGATTGAAGAGGCAACG 233

Ai04B2928 Araip.B04 2928 p3 (AAT)5 15 7709363 7709377 CAACAATGACATAACAAGTCTTAACAA TCAAACCGCAAAATGTGCTA 241

Ai04B2937 Araip.B04 2937 p4 (TTTA)5 20 7726945 7726964 TTCAATCTCATGAGTGGCTGA AACCCATTGTCCAGCGATAG 261

Ai04B2938 Araip.B04 2938 p3 (ATT)16 48 7727496 7727543 TGAAAACTGTCATGTGGAATATTTG TCTCAATTGTCTTCTAGTCGTAACA 280

Ai04B2942 Araip.B04 2942 p4 (TTAT)5 20 7729932 7729951 GCAGAAATGTGACCAACCACT GAAAATGGATTAGGTGGATGC 205

Ai04B2944 Araip.B04 2944 p2 (AT)7 14 7730741 7730754 TGAAAATTCAGGGTGAAGTCG TGGTGGTAAATGCACACAAGA 239

Ai04B2945 Araip.B04 2945 p2 (AT)9 18 7734835 7734852 TTCTTAACGTGCATGCCATC CCAAAAGGGGCTTCTGACTT 154

Ai04B2950 Araip.B04 2950 p2 (AT)7 14 7751408 7751421 TCGCCTTTAATTTTTCTTATCCA GTTTGAGAGTCATAATTTAAGAACCA 277

Ai04B2952 Araip.B04 2952 p2 (AT)7 14 7761083 7761096 TTTTGTCACAATAACTCGTAACCTC AAATTGAAGTTTGGGAGGGG 169

Ai04B2955 Araip.B04 2955 p3 (TTA)6 18 7766196 7766213 TTTCTGAATCCGTCCTTAGATTT TGGAGATTGTCCAACCCAAT 205

Ai04B2959 Araip.B04 2959 p2 (AT)6 12 7768681 7768692 CCATGACATATGAATGCGGA GTCACATGTAGCTAGGCCGT 280

Ai04B2960 Araip.B04 2960 p4 (AAAT)5 20 7768804 7768823 CGGATTTGTGGTGTGAGAGA AGTCACATGTAGCTAGGCCG 265

Ai04B2961 Araip.B04 2961 c (T)11aatgtagaccgttcgatttgtaatagaaatttcggaccatccgatttgttcttacctgatctcacactgttgtaaaattcacacactctc(TA)6113 7769221 7769333 CACAAAACGAACCATGCAAA AGAGAAGGGATTAGGATAGGACA 256

Ai04B2962 Araip.B04 2962 p3 (AGG)5 15 7770590 7770604 GCAGAACCACAGAAATGGGT TGCTGGAGACTCTTCTTCCTTC 236

Ai04B2964 Araip.B04 2964 p3 (GAT)5 15 7774002 7774016 GCTGCAAAGCTTGTTGATGA TCAACAAAGGATCTTGATGGC 245

Ai04B2965 Araip.B04 2965 p2 (TA)6 12 7775017 7775028 TGCAAATCGAAAAGGACAAA TCCAACTAACATAATTAAACAACACGA 173

Ai04B2968 Araip.B04 2968 c (TTC)5tgcacctgtttgagttccattcatctcttctctctcattcacatttcccatt(GA)1087 7780018 7780104 ATGGAGAATGGGTGGCTCTA TGTGGGAATCAGCATCACAT 236

Ai04B2971 Araip.B04 2971 p3 (AAT)5 15 7781332 7781346 GTGACTCTGTTGGGGATGCT ACCTGAAAACAAGGCACACC 225

Ai04B2976 Araip.B04 2976 c (T)14cgttctttcttttctaatcttttttagagaattaatagtgt(A)1065 7787641 7787705 ACCGTCAAATTTATCATTAACACTT TGGATCAACTCTCTTTTCCTAGC 241

Ai04B2980 Araip.B04 2980 p3 (CAT)5 15 7799370 7799384 TCATTCCTAACATTTGTTTCAGTCA AAAATAGCTGCGGTCTCCAA 233

Ai04B2981 Araip.B04 2981 p2 (TA)7 14 7800655 7800668 AAGCCTTAGCTAGGCATGTGA AACTGCACTTGAGTTTTCACCA 266

Ai04B2982 Araip.B04 2982 p2 (AT)6 12 7800988 7800999 TCAAACCATCTAACGCTTCTCA ACTGGACCACACACCTCTCC 148

Ai04B2983 Araip.B04 2983 c (T)10c(T)12 23 7801344 7801366 GTACACACAAGCCCCACCTT AGCTCTGATCTGCGATGGAT 175

Ai04B2984 Araip.B04 2984 p3 (CCG)5 15 7806014 7806028 TTTACCACCCAATCACACCA TTACGGTGGAAAGAGGATGC 216

Ai04B2985 Araip.B04 2985 p2 (TA)6 12 7809504 7809515 GGTTTGGCTGATCTTGAAGC CATGTCTCAATGACCAAACGA 242

Ai04B2986 Araip.B04 2986 p2 (TG)8 16 7809753 7809768 TTTTCGTGTCTCTTTGTCTTTG CTGATGAGAGCAAGGAGGATG 206
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Ai04B2988 Araip.B04 2988 p2 (AT)6 12 7824368 7824379 AAAACCGCATAACACTTCGAT TTCGGTCTTTTTGTATCACCG 210

Ai04B2994 Araip.B04 2994 p3 (TTA)10 30 7843192 7843221 TTGTCAATACAATCAAATGTCTTTTT TGATAGTCAATAGAATTCAGCCCA 263

Ai04B2996 Araip.B04 2996 p2 (AT)12 24 7862488 7862511 CGGGTACCAGTTTAGGGGTT GCAACAACCAAACACATCCTC 230

Ai04B2997 Araip.B04 2997 p2 (TA)6 12 7863362 7863373 CTTCAAAGTCGGCTGCTCTT TGCATCGCTTCTCTTATCTCG 255

Ai04B2998 Araip.B04 2998 c (A)13tagggaggcttagatgacatgcaagatttgctattgttgttgctttt(TC)672 7863590 7863661 AACGAGATAAGAGAAGCGATGC ATTCCAACACTACAAACAAGAAAA 279

Ai04B2999 Araip.B04 2999 p2 (TA)9 18 7864246 7864263 TTGCCTACAAACAAATTAGGAAA AGCTGCGGTGATTCCATAAA 173

Ai04B3001 Araip.B04 3001 p3 (AGA)6 18 7871492 7871509 CTGGCCTTAGGTGCCATTTA CTCCCAAACCCAACCCTAAT 264

Ai04B3006 Araip.B04 3006 p2 (AT)11 22 7887054 7887075 CTCGCGACGTAAAGCAAAG GCCGTGGCTAGTTTCCTATG 243

Ai04B3011 Araip.B04 3011 c (T)12agttggtccctataaaattaagccaattactactaagagggacttaattg(A)1072 7902472 7902543 AATTGAATCCTTGCACCAAA TTTTAATTGGGTCCCTGCAC 175

Ai04B3012 Araip.B04 3012 p2 (CT)7 14 7904565 7904578 GTAGAAGCTCTGTGGCCGTC AGATTGGGACCTGCATCAAC 169

Ai04B3013 Araip.B04 3013 p4 (TTAT)6 24 7905407 7905430 ATTGACCAGTTCGGTTCTCG CCCTGCTTCAGCGAAAATAG 165

Ai04B3015 Araip.B04 3015 p2 (AG)6 12 7915068 7915079 GATGCAAAGCAACAAAAGCA AAAGAGGGGTTTCAGAGGGA 181

Ai04B3016 Araip.B04 3016 p4 (AAGA)5 20 7915405 7915424 AGGAATCTGAGGGGGAAAGA TCCAACGTCCTTCTTCTGCT 279

Ai04B3017 Araip.B04 3017 c (AAG)5cagaagaaggacgttggaggtaacaggaagaagc(AG)763 7915604 7915666 ACCCTCCCTTGTGCAATTTT TTAATGAAAGTTGCCGTTTGC 268

Ai04B3020 Araip.B04 3020 p3 (TAT)8 24 7916529 7916552 CCGTGATTGCTGCTTTGTTA TTAGGAGGGACCAAAATCGT 139

Ai04B3023 Araip.B04 3023 c (A)10ttgttatgaattcatccaaacaaaccttaagtattctcttccatggccacaatc(A)1478 7921066 7921143 TTCTGGTCAAATTAAAAGCCAAA CCAATAAATTTCCAAAATCCCA 263

Ai04B3024 Araip.B04 3024 c (T)12gatagtatataatttgtaagagtttataaatttaagatttgtaacccatttgaaaagtggcaaaagttaa(T)1294 7921440 7921533 GAAGGGATCATTATTGATGGTG AGGAGGTAATTTGAGGTGGAG 250

Ai04B3026 Araip.B04 3026 c (T)10attttatttagataaaaaatcaatgaaataaaataacttattgtaacttgtctctcgaattatgg(A)1085 7923353 7923437 AAAAGGCACGGTAATCAAAGTT TGCTATCTTAAAATGTTTTTACAAGGG 255

Ai04B3028 Araip.B04 3028 c (A)12(TA)8aaggaaagaaataaaaatgatgaaaagaaaaataaaatgaaagaaaaaaaaagag(A)1093 7938340 7938432 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 252

Ai04B3031 Araip.B04 3031 p3 (GCT)8 24 7953239 7953262 TGTTGCTGCTGAAAAATTGG TTCTTACCCTCCACCCACTG 201

Ai04B3032 Araip.B04 3032 c (A)15tcagaacttgggaatcaaaaaccagaattgaaaagatgggtaccaccccactccaatattggatccggttgatgctgatttttgcagatct(A)11ttga(T)10131 7953656 7953786 TGGATTCCCAGGTGAAGAAG AAGAAATAAACAAAGGGGCAAA 240

Ai04B3038 Araip.B04 3038 c (A)12gac(A)11 26 7960852 7960877 CGTGCACAAATTTAAATAAAGGA TCCCAATCTCACTTTTCGTT 248

Ai04B3039 Araip.B04 3039 p2 (TA)49 98 7961169 7961266 CCTCACATTTATTAAAAATTTCTTTTC AAAGCATACAAGCCCAGAGG 270

Ai04B3042 Araip.B04 3042 p3 (AAT)6 18 7972360 7972377 GGTGATGGGATTGAAGGAAA TCGAATTCATCATGTGAGGC 229

Ai04B3045 Araip.B04 3045 p3 (ATA)6 18 7979305 7979322 AGGCATATGGTTCCTCAAAAA GCCACCGTTGTCTTCTTCAT 241

Ai04B3046 Araip.B04 3046 p2 (GA)17 34 7980614 7980647 TGCAGCCGTTTTTATGAATG GAGGAAGGTGAGCAGTTTGC 254

Ai04B3048 Araip.B04 3048 p2 (TA)6 12 7999315 7999326 GCCCGTATGCTGTTTAGGTC GGCAAATCTCCCCTTTTGTT 194

Ai04B3053 Araip.B04 3053 p2 (TC)10 20 8003511 8003530 TCCCCAATGTCTTCATGGAT TTCACCACAATTTGCACCAT 258

Ai04B3054 Araip.B04 3054 p3 (ATT)7 21 8004847 8004867 CTTCAATTTTCGCTGCCATT GCGTGTCAAACTTGGCTACA 241

Ai04B3055 Araip.B04 3055 p3 (CAT)5 15 8016131 8016145 TTTTACCTGCAGTAGGCGCT TGAGGGGGATCATACAGAGC 250

Ai04B3057 Araip.B04 3057 p2 (TA)6 12 8018068 8018079 CGGAACACGTGGGTAAGTCT CTACCAAGCCTTTCAATGCC 265

Ai04B3059 Araip.B04 3059 c (T)11cttttttcttttttcttttttcttgtaatgagaaatttataatagacttgtactttatttatatgggttt(ATA)18135 8026033 8026167 AGATCTTCAGAATTTAATCATTTGC TCTGTATAGAGAAGGGCCACAAA 266

Ai04B3060 Araip.B04 3060 c (A)10cccaaaatataattaactaaagaacttattatgtacaaatggaatcaatgtaataaactagccctgagca(T)1191 8026966 8027056 TCTGCATTAATTTCCTATGGATACAA GGTGATTGGGGATAATGTGG 275

Ai04B3064 Araip.B04 3064 c (ATT)5tgcacaataatatggtaccataattttttgtatttttggacaaaaataaagataaatttattcattaaatttttatgtatgtatttata(AT)6116 8030738 8030853 GACATAATAGTCATTTGTCTCCAAAAA CAAAAATATCAAATGATTTCAACG 240
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Ai04B3069 Araip.B04 3069 p3 (TGA)6 18 8037440 8037457 GAGGTGGTTTAGTGAAACAGCA TCACATCCTTCACCACTCCA 171

Ai04B3070 Araip.B04 3070 c (TAG)5tataatagtagtg(T)1038 8037989 8038026 CCTTGATGACAAAAGGGGAG ATCATTTGCTTTTGGCTTGC 275

Ai04B3076 Araip.B04 3076 p4 (TTAA)5 20 8055776 8055795 TGGATTCACCAAGATGGGAT TGTGATGGGCAACAGAATTT 227

Ai04B3082 Araip.B04 3082 p2 (TC)7 14 8063920 8063933 TCCCCTCCTTCTCCTATCGT GTTTTCCCGAGTGCTTCTTG 218

Ai04B3083 Araip.B04 3083 c (TCT)7tggggttgttgtagttgtaggagcgtgtcatcgtcttctgcacccattttgagaagaaaattg(GAA)599 8065934 8066032 AAAAGCTGTGGCCAAAGAGA ACTGGAAACGACTCCAATGC 268

Ai04B3087 Araip.B04 3087 p2 (AT)8 16 8070371 8070386 GCAAAATAAATGTTGTTTGGATT TTTCGGTGCATCAATTTTCA 190

Ai04B3095 Araip.B04 3095 p3 (AAT)5 15 8085197 8085211 TCACACAAGATTCACAGAACCA TTCCAGAGAGGGGCATAGAA 262

Ai04B3096 Araip.B04 3096 c (CAC)6cattatcatcatgg(TCA)547 8086527 8086573 TTACCCCCAAAATCAACCAA GGTGGGTTCCGGTTTAACTT 132

Ai04B3098 Araip.B04 3098 p3 (AAG)6 18 8087263 8087280 AGACCGGGGACGAAATAAAT TGTGTGCTGATAAGTTCCGC 252

Ai04B3099 Araip.B04 3099 p3 (TTC)5 15 8087456 8087470 GCGGAACTTATCAGCACACA GAAGAAACACATAATGCTGCAAA 239

Ai04B3100 Araip.B04 3100 p3 (TGA)5 15 8087672 8087686 TTTGCAGCATTATGTGTTTCTTC TCGATGTATGGGTTCTGCAT 227

Ai04B3107 Araip.B04 3107 c (TCT)6cttctcccctgcgcttt(TTC)756 8109790 8109845 TGGCATTCAAGTTCATCCAA GAAGAAGAAGACGCTCCGTG 163

Ai04B3108 Araip.B04 3108 c (GAA)7aaggaagaggaggaggagaagcagaatgtgccat(GAG)570 8110680 8110749 TATTGGCGTTGTTGGTGATG TATCTTCTTCTCCTCCCCCG 175

Ai04B3111 Araip.B04 3111 p3 (ATC)7 21 8123553 8123573 TGAAGCTTGCAGTGGAAAAA GCTAAAGAGGATGGGGAAGG 262

Ai04B3113 Araip.B04 3113 p4 (ATTA)7 28 8134564 8134591 AGCAGACCCCAATTAACTGAA ACGCGCAGTGTCAATAACAA 278

Ai04B3115 Araip.B04 3115 p2 (AG)11 22 8139482 8139503 ATGTTGACTTGAGATCCGCC CACGCTTTTCGTTCCTCTTC 187

Ai04B3118 Araip.B04 3118 p3 (TGC)5 15 8167758 8167772 AGCACGTGACTTGAGGGAGT GCAGCTAGAAAGCAGCCAAT 276

Ai04B3120 Araip.B04 3120 p4 (AATA)5 20 8169309 8169328 TGTTTTAACATATCTCTCCTCTCTCA CATTCAGGCTCCATTTCCAT 121

Ai04B3123 Araip.B04 3123 c (A)10ggttctgaaaaatgcataccaaaagcaggtgcttaac(A)1259 8185730 8185788 AAAAAGGTTCTGAATGGCCC TGGCACCATGTGAAGTGAGT 276

Ai04B3131 Araip.B04 3131 c (A)11cttaaccaaatgaccatatataaataataataaaaaagtaatttatccgaatttaaatttatgttgtagg(A)1091 8193839 8193929 CCGTCATATTTGAGATTAACACTCT GAGAAAGGTGCTTGCTTGCT 265

Ai04B3132 Araip.B04 3132 c (TC)10cctcttcaactgctaaagctacgtagctgagtgagtgtctctgatcccactttgaattttgttactctcttca(TTC)7ttactttccctttttaccctctcttccattgcattctc(CTT)5167 8194033 8194199 GCCTAATAGTCCAACACAGCC CGAAAAAGTGGAACTTGGGA 266

Ai04B3138 Araip.B04 3138 c (TTC)6tatctctactatctcactactactactagtgatgattccatagtagttgttgaacatttgggaacttcccatggtggatttagcaccttcatc(TGA)6129 8203615 8203743 TTCCTCACTACTCTTCCCTTCA TGCAACATTATTAACCGAGTCC 256

Ai04B3143 Araip.B04 3143 p2 (AT)8 16 8214820 8214835 TAAAATTTGAAGTGGGGGCA TAGTTCTTTCGCGGTTACGC 267

Ai04B3144 Araip.B04 3144 p2 (TA)6 12 8216513 8216524 CCCTCCTTACAAGCGAAGAA ACTCGACCTGCGAAGCTAAG 217

Ai04B3145 Araip.B04 3145 c (A)10cttaattcggcccttgacaattacctcgaaaggacaacgaggcccctgtgccaaaaaaagttaatgttg(T)1190 8216993 8217082 TTCTCGAAAGACAACGAGACC GTGTCTCCCACGCGAAAGT 278

Ai04B3147 Araip.B04 3147 p2 (CT)6 12 8231455 8231466 ATGCATGCAAGATGAGATGG CGAACCGGTTTCAGAATTGA 249

Ai04B3154 Araip.B04 3154 c (G)10agtggtttcgcgtcttcgcgaggagggtgagggtgactgggtagcgggtaggttttcaaattttcg(AT)994 8252685 8252778 AACGGCTGAAACGGATAGTG TCCCATCTCCATATTTCCCA 279

Ai04B3160 Araip.B04 3160 p3 (ATT)10 30 8267140 8267169 TGGCATTTTGAAGTTTTGGC TCTGCCCTCCACCTATTGAC 237

Ai04B3161 Araip.B04 3161 c (TTG)6gcagaattttcaggatctaaa(TTG)554 8269783 8269836 ACCTTGAACTACCGCCAATG AACCATGGATGCATCTCCAC 241

Ai04B3169 Araip.B04 3169 p2 (CT)6 12 8299215 8299226 GCACAAACGCGAACAGATAG TTGGACAATTAAGATGAGCGTG 271

Ai04B3170 Araip.B04 3170 p2 (AT)6 12 8299437 8299448 ACGCTCACGCTCTCTCTCTC CCATCCAGCCCATTAATCTC 280

Ai04B3172 Araip.B04 3172 p3 (GAT)5 15 8311765 8311779 TCTCGAGCAGAAGTGCTGAA TCATCCTCATCCTCACCCTC 202

Ai04B3173 Araip.B04 3173 p3 (TAT)5 15 8314079 8314093 CCCAAGATTCCAAAAAGCAA CAAATATTCCATTGGCTCCC 276

Ai04B3174 Araip.B04 3174 p3 (ATT)7 21 8314283 8314303 GCTGAAGCTTTTGGGATGAG AAACTTTCAAATGGGTTGCAT 273
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Ai04B3175 Araip.B04 3175 c (TAA)9c(AAT)8 52 8314852 8314903 TGTAGAGATCCAATTGAAGGAAAA GAACGCGGCTGAATCTTAAT 248

Ai04B3179 Araip.B04 3179 c (TG)10(AG)15 50 8321216 8321265 AGGACATTCAATCTGCAGGC ATTGCAAGGATGTTGAAGCC 209

Ai04B3182 Araip.B04 3182 p3 (TTC)5 15 8330942 8330956 CCAAAGCAAACAAGCACAGA CCCCTCCACATGAATTGAAC 259

Ai04B3189 Araip.B04 3189 c (T)16gttaagtggattggttgagtagtcaactaactcgttcggttaaacaaatgtaaagagtttg(A)10tatcaaacaaatgtagagttt(A)11119 8335405 8335523 GGACTGTTCTTGGCTTTTGG TGATAAAACGCACACACAAAAT 259

Ai04B3191 Araip.B04 3191 p3 (TGG)6 18 8336277 8336294 TGTTGGTTGGTGTTGATGGT CAGAATTGAAACCGTCCCTC 190

Ai04B3192 Araip.B04 3192 p2 (TC)6 12 8336680 8336691 AGGAGGTTAAGCTTCCGTGA TTTCGTGCTGATAACGTGTTG 228

Ai04B3197 Araip.B04 3197 p3 (TTC)5 15 8354617 8354631 CTCTCCCTCGGAAGAGTCCT GCATTCACAAACCAAAACGA 277

Ai04B3200 Araip.B04 3200 c (CTT)5gcgcacgttcttcttcctcttcc(TCT)5tttcttttcttttgtttcttgccttctctttctccttcttcaaccattactgcacgttttcactgcac(CTT)5gctgcacgttcttcttcc(TCT)5169 8373910 8374078 TGAGAAATTCTTCACATACAAGCG GGAGAAAAAGAAGGTAAGAAACGA 251

Ai04B3207 Araip.B04 3207 p2 (TA)6 12 8403416 8403427 TGGTAACTGACTTTGGTGACTGA TCTTCGTCCATAATGTGACCTTT 212

Ai04B3210 Araip.B04 3210 p2 (AT)7 14 8405822 8405835 TCCAATCAACCATGTGTCAAA AATCTTCATCCAATAAAGACCATT 277

Ai04B3216 Araip.B04 3216 p2 (TG)7 14 8420208 8420221 GCTTCTGGAGAAACGGTCTG ACTGAAATGCTTCAGTTCCATT 244

Ai04B3217 Araip.B04 3217 p2 (TC)13 26 8420805 8420830 CCGGTAGTAATCGTGCCCTA TGGAATGCAACGCAATTAAA 272

Ai04B3218 Araip.B04 3218 c (T)11agttaggtccctataaaattaagctaattactactaaaaaggacttaattg(A)1072 8425852 8425923 CCGGTGGTTCCTATAATTTCG TTTCGTGAAATTTTTAATTAGGTCTT 271

Ai04B3220 Araip.B04 3220 c (TCT)8(CTT)5 39 8433552 8433590 CCCCACTCAAACGGTTCC GGGGAAGAGGAAGAGGAAGA 100

Ai04B3229 Araip.B04 3229 p2 (TA)12 24 8455821 8455844 CATGCATGCAAATGTTTGGT CGTACGGAAACCTTAGTGATGT 280

Ai04B3231 Araip.B04 3231 p2 (TG)6 12 8459439 8459450 CGATTGTGAAGACAAAAGGGA CCTAGCTCATCCCAAACCAA 206

Ai04B3232 Araip.B04 3232 p2 (AT)10 20 8461999 8462018 ACAGATGAAAACAGTGGCCC CTGGCATGATAAAGGGCTGT 223

Ai04B3233 Araip.B04 3233 p3 (ATA)13 39 8463239 8463277 TTGTTGTTTTGGTGTTTGACG TATAGCAACCCTAGGCAGCG 262

Ai04B3234 Araip.B04 3234 p2 (AT)7 14 8463972 8463985 TCCCACACATCCAACACAAC TGTTGATACCCGGCTTTACC 218

Ai04B3239 Araip.B04 3239 p3 (AAC)5 15 8478393 8478407 CCAAAATACCCTTCCCCTTC GGTTGCTTCTGCTTCTGCTT 241

Ai04B3247 Araip.B04 3247 p3 (TTA)5 15 8500478 8500492 AAGTTGCTGATCCCCTAGCA CATGAGTAATTTGGCTCCGA 264

Ai04B3248 Araip.B04 3248 p2 (AT)6 12 8500987 8500998 ACAACCATGGCAAGGAAAAG CTTTTGACATTGACCGTGTGA 219

Ai04B3253 Araip.B04 3253 p2 (TG)6 12 8508341 8508352 AAGGAGGAATCAGCCAAGGT CCACCTTTCAAACCATTTCC 271

Ai04B3263 Araip.B04 3263 c (CT)7aaaaagcttcaacctttacccttttcactcaaatgggtacctagctctaccctcccttcatttggatctactcctcaatctctcactttctctctt(TC)13136 8526405 8526540 AGGGCAGAAAGGGACAAGAT TGGTGAAAACCTGAAAGAACG 254

Ai04B3265 Araip.B04 3265 p2 (AT)10 20 8530912 8530931 CGATGGCTATTATCAATGATTCC TTCGAACTCCAACACTTGCTT 280

Ai04B3268 Araip.B04 3268 p4 (AATA)6 24 8533998 8534021 TAAAGCGCTCATGATGTGGA ATGCAAAACCATGCATTCAA 203

Ai04B3269 Araip.B04 3269 p3 (ATC)5 15 8534413 8534427 CACCACTTGGGACTTGGAAT CCCTGTTATTGAGGCAAAGAA 220

Ai04B3271 Araip.B04 3271 p2 (AT)6 12 8535027 8535038 GTTGATGACACATGGCAAGG CATGTCAAGCATTAAACTTGGG 207

Ai04B3273 Araip.B04 3273 p2 (AT)11 22 8536452 8536473 AGATCCGAGGGTTTGGAATC TCCATCGACCATTATTTGGAA 280

Ai04B3274 Araip.B04 3274 p2 (AG)13 26 8537274 8537299 TCTGCATCCTCCATCGAAGT TCTACGCAATCCAAACGACA 175

Ai04B3275 Araip.B04 3275 p3 (CTT)13 39 8537408 8537446 TGTCGTTTGGATTGCGTAGA CAAACTTGAGGGTGATGCAA 230

Ai04B3276 Araip.B04 3276 p3 (TTC)5 15 8543393 8543407 GCTGATTCCACGGGTTAAAA CTTGCCGGACAAGAAAGAAG 268

Ai04B3277 Araip.B04 3277 p2 (CA)6 12 8546940 8546951 ACAACAGATCAAGAGTAAACATCAA CTCGACTTCTCAGGGTCAGG 269

Ai04B3278 Araip.B04 3278 c (C)13(A)11 24 8548601 8548624 CGGTTAAAGCACACAAAGCA GTGCATTGTTCAAATGTGGC 156
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Ai04B3279 Araip.B04 3279 c (T)16aaaccttaaaatttgtcctctcctcattctttctgttttcacaagtacagttaa(T)1383 8549056 8549138 GGCAGAGACAACAGCTGAATC TGTGCCTCCTATGAACCTTTC 280

Ai04B3281 Araip.B04 3281 p4 (AGTT)5 20 8553028 8553047 CACGCAAACGATGCTTAAGTT GAGATGAGGTTTGTGGCGAT 262

Ai04B3282 Araip.B04 3282 p2 (TC)8 16 8553587 8553602 CGGATGAAGAGAATGTTTGGA CGTGAAGTTGATATCTGAGAGTCG 275

Ai04B3283 Araip.B04 3283 p3 (GAT)5 15 8559128 8559142 TCGAAATCATCTTCCAACAAAA AAATCTGCCAATCTGCCATC 224

Ai04B3284 Araip.B04 3284 c (AAT)12ggtcaaattttaatttgtcttcttatggataatggtggtgaatttattc(T)1196 8564194 8564289 TATTTTGGAGTCCCTGACCC TCCATTTGATGAGTTTGGTGAG 272

Ai04B3288 Araip.B04 3288 c (ATC)6gttgttcttgttttcgttcttcttcctccttctctacttttattatttcatcattattctcgtctttttcttcttcttttccgtcctctttt(TAC)6128 8571397 8571524 CCTCCTTCACTTCTTCCACCT GGATGATGATGATGGTGACAA 229

Ai04B3289 Araip.B04 3289 p2 (CA)6 12 8572444 8572455 GAGGAAGAAGAGGGGAAGGA GTGGTGGTGCATTGACAGAC 160

Ai04B3291 Araip.B04 3291 p4 (CATA)8 32 8582225 8582256 CCGATTTTCAAAACCTTGGA AAGATAACGGAGAGCATGACA 151

Ai04B3292 Araip.B04 3292 c (TGA)5gcatgatgataatggtggtggtggtaggttcttgttcagcttgggcttcttagttgattttggttgattttggagaaagttc(TGA)5ccatgatgatat(TGG)5139 8585426 8585564 GTGGTGGTGGGTTCTGTTTT TATCCTTCTCCCTTCACCCC 237

Ai04B3298 Araip.B04 3298 p3 (AAT)6 18 8631213 8631230 GCAAGGCAAATATCTTCGGA CAAGCATCCTTGAAAAGGGA 278

Ai04B3301 Araip.B04 3301 p3 (TAT)5 15 8637288 8637302 ACCTAACAAGGCTCATTGCC AAGGGGCCAATTAATCCAAC 114

Ai04B3302 Araip.B04 3302 p3 (AAT)6 18 8647023 8647040 ACAGGTGCAAGACTGAAGCC CTCAAATTTGGGGCTTTTCA 245

Ai04B3303 Araip.B04 3303 p3 (GAA)5 15 8647221 8647235 ACAACAATGAAAAGCCCCAA TTTACGTCATACCCGAAGCC 180

Ai04B3304 Araip.B04 3304 p2 (TA)6 12 8648370 8648381 AAACATATGCAATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 188

Ai04B3305 Araip.B04 3305 p2 (AT)8 16 8652013 8652028 TGTTGCAATCAAATACTCTTCTCTTT TCGTGCCATATTTGTTGTGAA 249

Ai04B3307 Araip.B04 3307 p2 (AT)10 20 8652852 8652871 GGCAATAACTTGATATTGAAGCAA TCAACCCTTTGCACTTTTGA 147

Ai04B3308 Araip.B04 3308 c (A)13tcaatgttgtttttttttgcacaggggctaatcaatccc(A)1062 8653726 8653787 CAACGAGCCCCTTAACAAAA TCCCAAAAGCGTAACCTGAC 253

Ai04B3318 Araip.B04 3318 p2 (CT)8 16 8672437 8672452 CAAACACGTGGTGTGCTTCT CCGCAAAGTTACAAGCCTTT 250

Ai04B3324 Araip.B04 3324 p3 (ATG)8 24 8677793 8677816 GCCTCAGAAACTCAAACAACAA GCTTCCTAGCAGCATTGTCC 246

Ai04B3327 Araip.B04 3327 p3 (TAA)5 15 8688170 8688184 TGCAAAACATCTTCTTTTTCTTCA TGCCACCTGATACTTGATGC 170

Ai04B3330 Araip.B04 3330 p3 (ATG)12 36 8694816 8694851 AACCGATTTTGTTGCTGACA CACCTTTCCCATTTCACCTC 257

Ai04B3333 Araip.B04 3333 c (T)10attttgctaaacatatgtattaggtaataaatttctaaaacactatatctttacaatttttttag(T)1186 8696631 8696716 AGGGGATAAGCCCAAGACAA AACAAATGAATACAATTAGACCAAAAA 208

Ai04B3336 Araip.B04 3336 p2 (TA)7 14 8718751 8718764 TCCGTTGTCTAGGAACAAAACA TGCCTTTGAAACTCATTTGG 221

Ai04B3338 Araip.B04 3338 p3 (ATA)5 15 8730941 8730955 CTGGCATTTTCCTCCATGTT CGAAAATTCCCTCCTTCTCC 219

Ai04B3341 Araip.B04 3341 p2 (AT)7 14 8743491 8743504 GAAAGCTCACAAGCTGCCTC CCGAGCTTGAGCTTGGATAA 274

Ai04B3342 Araip.B04 3342 p3 (TCT)5 15 8756723 8756737 GCAGAAGACCTTCGACCATT TGCCGCTATTTGCTGTAACTT 250

Ai04B3346 Araip.B04 3346 p2 (AT)9 18 8771750 8771767 TTGACCACTTGACCAATCCA TCGCTAATGCTTGACGCTAA 238

Ai04B3348 Araip.B04 3348 c (T)10cttaaaaatattaaacaggttgttacaagaatttgtttata(T)1061 8772960 8773020 GCTAAATTAAACAAAATCTGCCG AAAGTTTTTAATGAAACCCTTGTATTG 127

Ai04B3367 Araip.B04 3367 c (A)10tggactcttctatctcaatttgatttcctgatacaatagttaagggaattactatacctcacctattcacacccaaatttctcaaagaaactc(A)10tttattcatcc(A)10134 8817389 8817522 CGGAACAGAACCCAAAATAAAC GGCCCATTTATGATTTGACTC 265

Ai04B3369 Araip.B04 3369 p3 (CTC)5 15 8818857 8818871 CCATCTTCCCTCCGTCATT CACGGAGCTTCTTCTCCATC 236

Ai04B3370 Araip.B04 3370 p2 (TA)8 16 8820593 8820608 TTTGTTGGCATTCAAGAATTT TGGTGATGGATGAGCAAAAG 231

Ai04B3372 Araip.B04 3372 p2 (TA)8 16 8830621 8830636 CTCCTTTCGATGCGAGAACT CTTTGATTTCAGAGGTGCCC 235

Ai04B3373 Araip.B04 3373 p2 (TA)7 14 8831657 8831670 AAACCCTGAATCCTGAACCC AAAAGCACTGTTCGTTTGGG 207

Ai04B3374 Araip.B04 3374 p2 (TG)6 12 8839385 8839396 CAAATGAAGCGATGTTTGGA GTAAGTTGCGTCTTCGAGCC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B3377 Araip.B04 3377 p3 (TTA)5 15 8846700 8846714 TTCTCCCTCACCACGGTAAC GAAATCTGAAGGCATGGGAA 238

Ai04B3379 Araip.B04 3379 p2 (TC)10 20 8850431 8850450 TGAAAGAAACGAAGGAAGCTG TCTGAATTGCTACCAAGGGG 226

Ai04B3391 Araip.B04 3391 p2 (AC)31 62 8929183 8929244 CACATGCAATCCAACTTATCCT TTGCTTATGTGAAGCTTGGG 265

Ai04B3392 Araip.B04 3392 p2 (TA)13 26 8935075 8935100 ACACACAATCCTGCCTCTCC CGAGAGGTATCTCGTCAGGC 171

Ai04B3393 Araip.B04 3393 p3 (ATT)22 66 8949556 8949621 TGCTTCACCAAATATCTTTCACTC TCCTTTGTTAGCGTACAAATATCA 269

Ai04B3394 Araip.B04 3394 p2 (TA)7 14 8951469 8951482 TTTTGTCCCTCCTAGGGGTC TAAAGCTAAGGCCGACCAGA 114

Ai04B3395 Araip.B04 3395 c (T)11actctcttccactgaatcttctaactctaatcaattaataatagttcttttctatcatcttctacaaac(T)1090 8952940 8953029 TATTTCCCACCAAACCGAAA AGACTGAAGGATTGGAAGCG 271

Ai04B3398 Araip.B04 3398 p3 (AAT)6 18 8962094 8962111 TCGTAAGTATGATCGCCGTAA GATGAGTTTAACAAAAGCCTGC 280

Ai04B3404 Araip.B04 3404 p3 (TTC)6 18 8988275 8988292 TCCACCAACAGAAAATCAACA GAGCCCATGGAGACTTGTTC 224

Ai04B3413 Araip.B04 3413 c (A)10ttaatttg(TTAT)642 9015779 9015820 ACGGCAATCAACACCAATTA TTGGACGCACTCTCTACAAAAA 212

Ai04B3415 Araip.B04 3415 p2 (AT)12 24 9020125 9020148 TGACCAATTGGAAAAGTTGTG CCATAGATAATGACCCTTTATCAAAA 261

Ai04B3416 Araip.B04 3416 p2 (AT)7 14 9026055 9026068 TTTTTCTGAGCCCTCAAAGC TTCGCTAGAACAAAATATCATGC 255

Ai04B3417 Araip.B04 3417 p5 (ATTTT)5 25 9026908 9026932 TCACGCATGATTTTTGAAGC TGCCTTCTTAGCTTGGCTTT 209

Ai04B3418 Araip.B04 3418 p2 (AT)6 12 9028678 9028689 AGGTAAAGCCAAACATGGGC TTTTCTTTTGCGTTAGCAAGC 100

Ai04B3420 Araip.B04 3420 c (A)10g(A)10 21 9037047 9037067 TAAGCCGCCATAACAGGAAG TTTCCTTCACAACGCACTTG 271

Ai04B3427 Araip.B04 3427 p3 (AAC)6 18 9052555 9052572 TGGTTCCAAGCAACAATCAA CTTGGTTGATGAAGGGTGGT 249

Ai04B3430 Araip.B04 3430 p3 (AAC)6 18 9056284 9056301 TGGTTCCAAGCAACAATCAA CTTGGTTGATGAAGGGTGGT 249

Ai04B3432 Araip.B04 3432 c (T)17nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnccctc(T)14129 9057232 9057360 TTGCCCTGTTTGTGACTCTG GGCATCAACACCCAACATTA 274

Ai04B3433 Araip.B04 3433 c* (T)15gtaatttnatatatgttagtaaga(ATT)5(T)13*65 9057599 9057663 GGTGAAGCTCTAGGTGATAGGG CCATAAAATTTAGCAAAAGACAACAA 208

Ai04B3434 Araip.B04 3434 p5 (TAAAT)6 30 9058565 9058594 GTGGAGGCTAGCGAGTATGC ACAATGATGCCGATTTGACA 136

Ai04B3436 Araip.B04 3436 p4 (AATA)5 20 9062156 9062175 ATCTCGCCCTACTCATGCAC TCTTTGATTAGCTTGGGTGGA 266

Ai04B3439 Araip.B04 3439 p3 (TAA)5 15 9070364 9070378 CGGAACCAGCAATCTGAAAT ATCAGGTGGGGGACATGATA 231

Ai04B3441 Araip.B04 3441 p3 (TTA)5 15 9073628 9073642 GAGAAGATGGAGTGCCTTGC AATTCGGAAACGTGAAGGTG 231

Ai04B3444 Araip.B04 3444 c (A)10tgataatttacaccagaagattttcaccatgttttataaggtggcatcattaaatatacatgtgtgagtagttgaaatacatattattcttgc(T)13116 9082449 9082564 TGTCAACGAGAAGGGAACAA TCTTGGCCTATGTCCAACAAG 221

Ai04B3456 Araip.B04 3456 p4 (AAAT)5 20 9133614 9133633 AGTTTGGACAACTGACGGCT TCCTCAATCAAAATCCTGGG 263

Ai04B3464 Araip.B04 3464 p5 (AAGAG)6 30 9161219 9161248 ACCTGGCGTTGATGCTAAAT GTCATCTGAGGCGTGTTGTG 197

Ai04B3468 Araip.B04 3468 p2 (TC)7 14 9179375 9179388 CGGTCAGTACCTGACTTCCAG AGCCTCAAAAATCTCACCGA 269

Ai04B3469 Araip.B04 3469 p2 (GT)6 12 9180252 9180263 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254

Ai04B3473 Araip.B04 3473 c (T)10aactggaataacagaaattgcagtaatagaatttaaggaagaaattttc(T)1069 9208287 9208355 TGGAACCCAAAGAAAATTTGA GCACGTTCCAGGATTTTTGT 193

Ai04B3474 Araip.B04 3474 p3 (TTA)7 21 9210740 9210760 TGAGTAAAAGTATTTGCGCAGTAA AAAGCTTTTAAGTTTTATTCCCTATG 250

Ai04B3480 Araip.B04 3480 p3 (AAC)5 15 9224046 9224060 GCAGAAGCAGATGCACAAAC TCCTGTTGTTGATGCTTTGG 180

Ai04B3481 Araip.B04 3481 c (CAA)5tagaatcctttaaatctgaaaatt(A)1049 9224203 9224251 CCAAAGCATCAACAACAGGA ATTTACCGCCGTAACCCTTC 206

Ai04B3483 Araip.B04 3483 c (TCT)5t(TTC)5gtcttcgtcttcttcttcttcctcttcctcttcctcttcctcttcg(T)11cgattttcatagtttctgaaa(TTC)5ttgctgcacgttcttcttcctcttactcttcttcttctccttttctttcgtttctgcacgttcttcttcctcgttttcc(TCT)6221 9225716 9225936 GCCCCACTTAAACGGTTCC AAAAGAGAAAACAGAGAGAAAAGACG 279

Ai04B3484 Araip.B04 3484 c (AAG)10gtgcagcaagaagaagaaaaagaaagaagaagaacgtgc(AGA)9aaaagaaaagaaggtgcaat(GAA)13(AAG)5170 9226523 9226692 AAACGATTTCAGAGCTTGATG CCACATACTGTTACGGCACG 280
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Ai04B3487 Araip.B04 3487 p3 (ATT)5 15 9236881 9236895 TCAGCAAAGGAAGAAGCCAT GGGTTGGGATGCAATCTATG 274

Ai04B3489 Araip.B04 3489 p3 (ATT)7 21 9242459 9242479 CCCACCAACAAATTAGTCATCTT CAACCGCCACGTTTTTAATC 278

Ai04B3496 Araip.B04 3496 p3 (ATT)5 15 9249941 9249955 GTCCTCTTCATGAGGGCAAG TTTAAGGCACATGTAACTAAATCCA 264

Ai04B3497 Araip.B04 3497 p4 (AAAT)5 20 9250580 9250599 ACATGCAGGACCACGTAACA TCCCTTTATTTTCACTCCCC 148

Ai04B3501 Araip.B04 3501 p3 (ATT)6 18 9255472 9255489 TCAGCAAAGGAAGAAGCCAT ACCAAACCCAACCCTTTTTC 205

Ai04B3503 Araip.B04 3503 p2 (GA)8 16 9261452 9261467 TCACATCAATGGAGGAACGA TCCAAACAACTTCACCCTCC 114

Ai04B3504 Araip.B04 3504 c (A)12ctcaccttcacatgtaaatgtgcagaaatgtgaaattcatccaacctattaaggttttcttccacattaattccactactactcatttttatgaatt(A)11tatttctccaccac(A)14148 9265697 9265844 GTGCCGGCTGAAATAGAAAA TGTTGTGTTTAGGGTAGGGACA 258

Ai04B3507 Araip.B04 3507 p3 (TTA)5 15 9268248 9268262 TTTTTCAATTGTGATACCCAAA AACCTTGGTGTCATCCCTACC 260

Ai04B3508 Araip.B04 3508 p2 (TC)10 20 9277743 9277762 GGGGCCGGAATTGTACTTAT TCCACACTTCCAAGAGACGC 279

Ai04B3512 Araip.B04 3512 p2 (TA)8 16 9288754 9288769 GTTGAAATTGTGGGAACCGT ACCACGACCACGAGACCTAC 192

Ai04B3513 Araip.B04 3513 p2 (AG)8 16 9297557 9297572 GAGAAGAAAGCAATGGGCAG TGCCCTAAATTCAAACCTCG 262

Ai04B3514 Araip.B04 3514 p2 (AT)6 12 9302296 9302307 AACGACAGCATGATGATTGG TTTTGTGGTCAAGCAAGCTC 271

Ai04B3517 Araip.B04 3517 p2 (CA)7 14 9340370 9340383 CCCTCCATCACCACTCCTAC GAGTTGTTTTGCCATTTCGG 205

Ai04B3519 Araip.B04 3519 p4 (TATC)10 40 9344523 9344562 TTCACTTTCAACGCATGTGG AAATTTGTGGTTTCAGACACACT 259

Ai04B3525 Araip.B04 3525 p2 (AC)8 16 9379648 9379663 TGCAGCAAAGGCAACTTAAA TCCATCTCCCTGAAGCTTGT 276

Ai04B3535 Araip.B04 3535 p3 (ATT)27 81 9421361 9421441 CGGTACCAATAATAAACACTCCA TTGATCGCTTTATTCTTTTAAACAT 280

Ai04B3545 Araip.B04 3545 p3 (CTT)11 33 9465606 9465638 GGCGAAGAGGAAGAAAAGGT TTCCTCTCCCTCCCTCTCAT 252

Ai04B3546 Araip.B04 3546 c (GAGAT)6gatatgagagggagggagaggaaaggggctgcgctggag(AGGGAA)599 9465754 9465852 TTCTCGTCCTGTTCTTCTCTGA TTCCAAACCCTAATCCCTCC 252

Ai04B3547 Araip.B04 3547 c (A)13ggtgtgtctgtgg(T)1238 9467600 9467637 TCTGTTTTGCTCCGCTCTTT CCTCAAACCAAACACCACCT 168

Ai04B3548 Araip.B04 3548 c (T)13ctaaatgtggcctccctcctctccatcttctcggctcttctttaactgcttcgtgctgcctctggtcactattctcttggtaaaactttttttttctg(A)11tgaaacattc(T)11143 9467954 9468096 CATCTGGAAAGTGGTTGCAC CCAAAATCTCCAAAATGGCA 263

Ai04B3550 Araip.B04 3550 p3 (TAG)6 18 9471658 9471675 GTTGCTGATTTCAGGGCTTC AAAAAGTTTCGTTGGCCTTC 170

Ai04B3559 Araip.B04 3559 p2 (TA)6 12 9483137 9483148 TCTCGTTAGAGAGCCAATGAAA TTCAATCCACAATGTCTGAAAA 249

Ai04B3561 Araip.B04 3561 p3 (TAT)7 21 9483821 9483841 ATGGCTCACGAGTTCACGTA CGAAGTTTTCAACCGTTGCT 231

Ai04B3562 Araip.B04 3562 p2 (TA)7 14 9486748 9486761 CGAACTAAAACTTTCAATTGGATAAC TGCTAGGAGAACCAGGAGGA 266

Ai04B3567 Araip.B04 3567 p2 (GT)10 20 9505414 9505433 GGCGTCGAGCTCTACAAAGT GAATTAAGGGGGCAGAGAGG 252

Ai04B3568 Araip.B04 3568 p2 (TA)6 12 9505770 9505781 CCTCTCTGCCCCCTTAATTC TGTCCACAATCCAAGTTCCA 247

Ai04B3571 Araip.B04 3571 p2 (AT)8 16 9514439 9514454 AAACATCTTTCTCTATTCGCACG TCAACGTGACCAATATCTCTTCC 185

Ai04B3572 Araip.B04 3572 p5 (GGGTA)5 25 9525202 9525226 TCATTACATAAGGAGAATTGTGGG TAGGGCTGGCAATTCATACC 225

Ai04B3577 Araip.B04 3577 p2 (TA)9 18 9542431 9542448 TTCGGTTTTCAGAACCTTGG AACTTCCAATCCAAATCCACA 280

Ai04B3582 Araip.B04 3582 c (A)12tctaaaacataagaatatatattcaattaactaaccttgcagcagcactgagatcataagtgatcatgaatgcaatgaattctgtgttggcactgcagg(T)10121 9549686 9549806 TCGGGTGCTATCATCAACCT TGGCAATATGGTATGTATGGTTTT 259

Ai04B3583 Araip.B04 3583 p3 (TGT)5 15 9551025 9551039 GTTTACCAAGGAGGCCAACA AACCGATCAAAGGAAACGTG 267

Ai04B3588 Araip.B04 3588 p3 (TTG)5 15 9572680 9572694 TGAATTGATAAATAAGATGCTCGC TCATCGAAGTCGGATGATGA 245

Ai04B3599 Araip.B04 3599 p2 (AT)6 12 9614627 9614638 TTTGAGAATTCTTCCTTCTCTGC TGTCAAAATTAGGCCAGACAAA 191

Ai04B3608 Araip.B04 3608 p3 (TTA)5 15 9645512 9645526 TGATGAAAATTCCACCACTCA GTGAACTTGCACTATCCGCA 245
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Ai04B3609 Araip.B04 3609 p2 (TA)6 12 9649834 9649845 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 268

Ai04B3613 Araip.B04 3613 p2 (TC)8 16 9659411 9659426 TTGAAAATTTGAACCCCATACA CACAGGAAAGGCTAGTTGGG 270

Ai04B3616 Araip.B04 3616 p3 (TTC)5 15 9662031 9662045 AGCATGATAACACGTGCGTC GAGGAGGAGGAGAAGGAGGA 114

Ai04B3624 Araip.B04 3624 p3 (TAT)7 21 9671788 9671808 ATTCTGCGTCCAGCAAGAAC CATCACAACAACTACATACCCACA 262

Ai04B3630 Araip.B04 3630 p3 (TTC)5 15 9677209 9677223 GATGTCAGGGTCAACCTGCT CCAGCGAGCATAATTCATCA 269

Ai04B3631 Araip.B04 3631 p2 (TA)6 12 9677926 9677937 AAGCGTGTGAGTAAGGCCAC TGTCGGGACTCAATCAACAA 213

Ai04B3632 Araip.B04 3632 c (T)10aagttgggtcaacaaaaattaaattttaaa(T)1050 9678608 9678657 TGAGGAAAGAACTGTCATTAGGAA CTCTCTCTTGGGAAATCAGGA 280

Ai04B3633 Araip.B04 3633 c (A)10tcctgatttcccaagagagag(A)10tacccttaaaaatgaaaaagaaaaatagacgaagagtatgagattaattagctaaagtgaagcgttaattagattctaattct(A)10134 9678784 9678917 CATCAGTTCATGAAGAATCAGTTTG AAAAGGACTTTAGGTGTTTCGG 206

Ai04B3634 Araip.B04 3634 c (AAAT)6agatgttttattttgatgcttttttgacccgctatctaaggaaagat(A)1081 9679098 9679178 AATTTGGCATGGACCCATTA TCCAATGTGAAATGTTGGGA 214

Ai04B3637 Araip.B04 3637 p2 (AT)6 12 9681458 9681469 TTTTGAAAAACTGATGAGCTGG TCAATAAAGTTTTTCGGTGGTT 239

Ai04B3640 Araip.B04 3640 p2 (AG)6 12 9684538 9684549 GAGAGTTTAAGGATGTTCGATTCAA TCCCTTTTTCTTTCACAGCC 270

Ai04B3643 Araip.B04 3643 c (CAT)5t(ATC)9 43 9692973 9693015 CCTCCTCCTATTGGAATTTCG TTGTGTCTCGAATGAACCGA 230

Ai04B3645 Araip.B04 3645 c (T)10atttttcccttaaaagaaaacggaccctctgtttttaga(T)1160 9694234 9694293 TGAAATCAAATCGGACCCTC ACTTGCCAAAACAAAATCGG 210

Ai04B3648 Araip.B04 3648 c (T)10ctaaaaagttcggctataatgaataaaagtgtaaaagaaaatgatgctaatgaatgatagtttgtagtgtgaaaatattattaggtgtcatgag(TA)6116 9697866 9697981 AACGTGTGTCATGGTTGCAT GAAAGAAATGAACGTGACTTGC 210

Ai04B3652 Araip.B04 3652 p2 (GA)6 12 9713226 9713237 TCCTCTTGCGTCAAATCTCC ACGCAAAAGCCAAAGTCAGT 173

Ai04B3654 Araip.B04 3654 c (AT)7(AC)6 26 9714781 9714806 TGATCTCTCTCCTTTAATTCTTCTCA TTTGTGCATCTTATTGAATTTTGA 265

Ai04B3659 Araip.B04 3659 c (T)10ctttttgagtttcttatttgctggttag(T)1149 9724060 9724108 GATTGAAGCCCATGAAAGGA TTTTTAAATTGGTCACCACCAC 250

Ai04B3663 Araip.B04 3663 p2 (TA)6 12 9727107 9727118 TTGGCCGAAAAATTAATAAATCA AAAATCAAATCTCCACCCCC 185

Ai04B3668 Araip.B04 3668 p2 (AT)12 24 9753768 9753791 GAAAATCGCGAGCATACACA GCTGACCTAAATTTCGCTGG 156

Ai04B3669 Araip.B04 3669 p2 (AT)19 38 9760240 9760277 TCGGCCAAATATAAATCTTCC TCAACCGTTTAATATAAGTACAAGCG 278

Ai04B3670 Araip.B04 3670 p3 (CTC)5 15 9760565 9760579 CTCCTCGTCCTCCTCCTTCT TGGTGTTGTTGGTGATGACA 108

Ai04B3671 Araip.B04 3671 p5 (TGAAT)6 30 9760714 9760743 CTGCTTCTCCTCCTCCTCCT TGCAAAACTATAGGGACCAACA 280

Ai04B3672 Araip.B04 3672 c (GAA)6aaagaagaagaagaatctgcgtgaatttga(AAG)5aaatac(GAG)5gataatgaaaaggagaaagaaacggagaaggagaacgggaaggagtgcgtcatttgaaaagttgttacaacaacttggatagatttggataagaa(AT)7193 9761650 9761842 AAGGAAAGAAGAAAAATATGTGTGTG CCTTCCATAATTTAGTCATCGAAAA 275

Ai04B3673 Araip.B04 3673 p2 (AT)7 14 9762478 9762491 GTTGTTTCATGCGCCACTTA TTTTAATGGCATACAGCCCC 208

Ai04B3678 Araip.B04 3678 p3 (TAT)7 21 9766468 9766488 CAAGCTATTTAAGCCAAGAGTACA GCTCCATCTCCCTCAACAAA 244

Ai04B3681 Araip.B04 3681 p3 (TTA)14 42 9779120 9779161 GTAGAGCCATGGAGGACGAA CGATTTCGATTTTGACCCTC 267

Ai04B3682 Araip.B04 3682 p3 (CCA)9 27 9779442 9779468 AACGTTGAGGGTCAAAATCG AGGTAAAGGTGCAGGTGGTG 226

Ai04B3683 Araip.B04 3683 p2 (CT)6 12 9779900 9779911 CTCGGATCCCTCTCTCTCCT GTTCATGCATGCTTCTACCG 171

Ai04B3689 Araip.B04 3689 p2 (AG)6 12 9803729 9803740 TGGTCATACGCGATTGGATA TCTCAAGCACCCTCCTGACT 157

Ai04B3691 Araip.B04 3691 c (T)10gggactgattagcccctgtgc(A)1243 9808977 9809019 AAGGACAACGAGGCTCTCAA AAAACCCAAATCAGCCATGA 224

Ai04B3692 Araip.B04 3692 p2 (CA)7 14 9809440 9809453 TTTCTATATGGGCACAGTGCAT CAATTGAATGGACATTGGGA 245

Ai04B3694 Araip.B04 3694 c (A)11gaagagtttggtatggttaattaaaatcttaaaaatattagttaagaatttaattaaaagaaaaaag(T)1088 9810147 9810234 CAGCGGTCATTGGTTAGTGA AGGGCCCATTACGGACTTAT 280

Ai04B3695 Araip.B04 3695 p4 (TAAT)5 20 9810521 9810540 GCACTTGGAATGAGGGAAAA TTCAGCTGCAAGAGCAAGAA 278

Ai04B3696 Araip.B04 3696 p6 (AAAAGA)5 30 9813255 9813284 AAAAGCCTCCTTTTGAGGGA AATTCAAACCAAGCCCCTCT 110
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Ai04B3698 Araip.B04 3698 c (T)10aaatttgtttaaatataaaataatttttttctattaaaaaaagatg(T)1066 9815043 9815108 AAAAGGCCAAAAACAAAAGACA TGAAGTAATCCAATTGACTAACGA 169

Ai04B3702 Araip.B04 3702 c (T)10ggtgaagatttattaattaattacattcaacaataatgttaattaatcacactgttaaaat(A)1081 9832547 9832627 GCCTGTTGCATATAACAGCTCA TGTGTTGGAACCAACGGATA 248

Ai04B3706 Araip.B04 3706 c (T)10ctctctgtgactgttatatacgacttgttataataaagcaccgtcaac(A)1068 9838196 9838263 TGTGGAAAATTTAGAAAAGAAGCC GACGAAAGGCGTGTACCAAT 274

Ai04B3707 Araip.B04 3707 p2 (TA)6 12 9838430 9838441 GGTACACGCCTTTCGTCAAT TGATGGAGGAGTGTGAATTTTG 185

Ai04B3710 Araip.B04 3710 p3 (TGG)10 30 9846222 9846251 TCACCATTTGCTGTTCTCCA ACAGGATTGTTGTCCATCCC 155

Ai04B3712 Araip.B04 3712 p2 (TA)16 32 9851701 9851732 TGGCACACATAATTAAATCCAAA TATAAAGGGGCAACGCAAAC 228

Ai04B3713 Araip.B04 3713 p2 (AT)6 12 9851914 9851925 TGTATACAGTGCCGTTTGCG CGGTAATTGGAGTTTCCACG 278

Ai04B3718 Araip.B04 3718 p2 (AT)12 24 9870691 9870714 GCAATGTGACGTTGTGAACC AGCGACACTTCCACACATCA 173

Ai04B3721 Araip.B04 3721 p2 (AT)8 16 9877030 9877045 GCCCACCACGTGCTATATTT TTTGCTTACATAGCAGCCCTC 230

Ai04B3730 Araip.B04 3730 p3 (ATA)5 15 9902440 9902454 GCTACTGCATGCACCATCAA TGCAGCAGAGAGCTTCAAAA 251

Ai04B3731 Araip.B04 3731 p2 (AG)6 12 9903818 9903829 ACCAAAACCTGGAAGCATTG ACACAGCCCCTGTCTCTCTC 234

Ai04B3732 Araip.B04 3732 p3 (ATT)5 15 9910719 9910733 GGGTTTTAACGAGGCATCAA TTTTATTTCGCCGACCACTC 219

Ai04B3740 Araip.B04 3740 p2 (AT)6 12 9943309 9943320 AGATACTCGTGTGGGCATTG TTAAATAGGGGGACTTGCGA 102

Ai04B3741 Araip.B04 3741 p2 (AT)11 22 9943887 9943908 TTTTAGGGCGAAACTGAACG TTACGGGTGAAGACCTATCCA 244

Ai04B3742 Araip.B04 3742 p3 (AAT)7 21 9946871 9946891 TGGTTTCCATTCGGTCTTTC GGGGAGTCTATGCCATTTGA 278

Ai04B3743 Araip.B04 3743 p3 (AAT)8 24 9947049 9947072 CTCAATTAAGAGGTTGCGGG CCCGTTTTGTAAGATCCCAA 278

Ai04B3744 Araip.B04 3744 p2 (TA)8 16 9950450 9950465 TTGTTGCAACTAGCAAGTATCTCC TGCCTTTATTTTTCAAACTTTTTCA 238

Ai04B3746 Araip.B04 3746 p2 (CT)7 14 9957300 9957313 GCCTTTCCCCTCATTTTGA ACCGCCATTTAATGCAAGTC 208

Ai04B3747 Araip.B04 3747 p2 (TA)7 14 9961762 9961775 GGCTTTTTGCTCTTGCCTTT TATGATGTGGTGGCATTGCT 252

Ai04B3757 Araip.B04 3757 c (TC)7ttcg(CATT)538 10002693 10002730 GGGCGCTGTATGAAAGAAAG AGAAAGGGTCGTGAGAAGCA 188

Ai04B3767 Araip.B04 3767 c (AAG)7aaaaagaggaggcacagaga(AAG)556 10058826 10058881 AGGAAGAGGTGGTGGTGTTG TTCATGCGTTTTTCACGTTT 177

Ai04B3768 Araip.B04 3768 p4 (CTTC)5 20 10063405 10063424 TTGCATTGCACGTGACATAA AACTGCTAATGGCTGGATGG 258

Ai04B3770 Araip.B04 3770 p3 (AGA)5 15 10070913 10070927 TTACTCCGGTGGTGAAGACC TAACCAGAAGCGGGCTAAGA 198

Ai04B3772 Araip.B04 3772 p3 (TTA)5 15 10080189 10080203 ACCAGAAAACGAACCAATGC TTCCCCTTTCATTTTTCCCT 169

Ai04B3774 Araip.B04 3774 p2 (AG)10 20 10080534 10080553 GCAGCAGAAAACAGTTTCCAC TCTGCCGTTTCTTGCTTTTT 244

Ai04B3782 Araip.B04 3782 p2 (GA)8 16 10088083 10088098 AGGTTGAGCAAGACGATGCT AGGGGTTTAATTTGGATCGG 203

Ai04B3784 Araip.B04 3784 c (A)12cacggcaaatcccatcttttc(A)1043 10092484 10092526 CCCCTTGAAGGAGGGTTAGA ATGGGAGATGACGAGCCTAA 178

Ai04B3785 Araip.B04 3785 p2 (AT)7 14 10094755 10094768 CTGGACCTCACATTTGGACC TCTAATGTGCATCTGAGTCAATCTC 270

Ai04B3787 Araip.B04 3787 c (A)10gagataatttacactttaagtgtt(A)1246 10096276 10096321 TGTTTTAAACTTTTAGAGCAAGTAGGA TCATGTGCAATCAACTTCAGG 250

Ai04B3788 Araip.B04 3788 p2 (TA)9 18 10097832 10097849 CGACGAATCATATCTCCACTTT CTCAATTAAGAGGTTGCGGG 271

Ai04B3791 Araip.B04 3791 c (AT)8(GT)6ttttggtgttgttcttttagcctgcagatgcgttggggccattagatctagctggacaggtttacaag(T)11107 10128481 10128587 GCCACTCAACTAAGCCTTGC AAAGCCGAAAACCTGTGGAT 277

Ai04B3794 Araip.B04 3794 p2 (AT)6 12 10130234 10130245 TGGATATTGGATTTGGGGAA TCCTCTAAAACTCGGTGGGA 195

Ai04B3798 Araip.B04 3798 p2 (TA)8 16 10146447 10146462 GAACAAAATTACCGCTTTTTGC AACAGGATCGATGCTTCACA 107

Ai04B3799 Araip.B04 3799 p2 (AT)6 12 10149608 10149619 GACGTAAGAGTGACCGAGCA GCACATCCCCGTGAGTCTAT 108



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B3800 Araip.B04 3800 p2 (TG)6 12 10150340 10150351 TCGAGAGGCACCTCCTTAGA AAGCTCCTAACTTAGCCCGC 239

Ai04B3803 Araip.B04 3803 c (T)11aatttttgaaatttctaattatttcttttccatttttttatttattttcgaaatt(A)1177 10163011 10163087 TTTGGTGTTTCATTGGTCTTTC TTGGTATTCCTGCACAAGCA 243

Ai04B3806 Araip.B04 3806 p2 (TA)6 12 10196802 10196813 TCACACTCACGTGGATAATCG TGAGAGAGAAACCATTCAAGGA 228

Ai04B3807 Araip.B04 3807 p2 (AT)6 12 10197805 10197816 CAAAACAATGCACACCCAAG TTAACTCCTCGTGTTTTCCCA 252

Ai04B3808 Araip.B04 3808 p2 (TA)6 12 10204006 10204017 CTAGAATCGACCTGCGAAGC GCTGAGCGTCTGGAGTTTTC 239

Ai04B3809 Araip.B04 3809 p2 (AT)9 18 10205078 10205095 ATGCCTGTCCTATGGCTGAT TTAACTCTCCAGGTTCCCCC 249

Ai04B3812 Araip.B04 3812 p3 (TAA)58 174 10215449 10215622 TGTGAACAACACGGTAGAGCA GGATGCAACAGAGAGCTTCA 236

Ai04B3816 Araip.B04 3816 p3 (ATT)7 21 10246820 10246840 ATGATGGGGTGGGTTCTGTA GGTCGATATCGCGTTTCAGT 223

Ai04B3820 Araip.B04 3820 p2 (TA)7 14 10250504 10250517 AAATCAACATGTGATGCTGTCA TCTCCAAAATAAATGAAGATGGG 226

Ai04B3824 Araip.B04 3824 p2 (AG)6 12 10258032 10258043 ATAAGCCAGGTCTCCCACCT CCTTCCCAAATTCTAACGCA 215

Ai04B3826 Araip.B04 3826 p3 (CTC)5 15 10259631 10259645 TGCACATGTTCTTTTTCTTCTTTT TCTCAACCACTTGATTGGATTT 239

Ai04B3828 Araip.B04 3828 c (T)10catcatcatcaccatctatttc(T)1042 10260469 10260510 TTTTCGGTGTATGTGTGCTGA TCATCATTTTCCAATTAATTTTGC 251

Ai04B3831 Araip.B04 3831 c (T)11gtcagcaagagggagggaacatgtttcgttttgcattttctttgttgttgttgctgttgttcttcggttcggtttcctggcctagaaattgaccg(A)12118 10262515 10262632 CGAGATTACGAGAGGGAAGG AACCAACGCTCCAACTCACT 251

Ai04B3838 Araip.B04 3838 p2 (AG)6 12 10313089 10313100 AATGTGCAAATTCAAGAATCAAA TTTTCCGAAGACTAAAATACCGA 193

Ai04B3841 Araip.B04 3841 p3 (CAT)6 18 10315139 10315156 TCATCTTTTGCTGCGTCTTC TCATTCTCTTCCAAGTAATTTTGTACC 195

Ai04B3842 Araip.B04 3842 c (T)10catcatcattatcatcaccatcttcttcttctttttttcttattcatattttc(T)1073 10315549 10315621 GATTTTTCGGTGCATGTGTG TTTAGTTGGATGGATGTAAGTTCA 280

Ai04B3847 Araip.B04 3847 p2 (TA)7 14 10321996 10322009 TGACACCGATATTCTCAAATGC TTAATGGTCATTTGCTGCTCC 177

Ai04B3848 Araip.B04 3848 c (TTTA)5ttgggttcacttgtcacccaatgcaacaaggaacatatatataattgagagtc(T)1386 10327136 10327221 TCCAAAGAACAAAACCACCA GTTTGGAAGAAAGTGGCAGC 238

Ai04B3849 Araip.B04 3849 c (A)11g(A)11 23 10327992 10328014 TGATGAAATGCATGATCCAA CACCTACCGCTCCAAGGTAA 140

Ai04B3853 Araip.B04 3853 p2 (TA)9 18 10353928 10353945 AGAACCCTTCCGAGGATGAT TGCAAAGTTAAAGGTGAGGAAA 260

Ai04B3856 Araip.B04 3856 p2 (AT)6 12 10372086 10372097 CATGCATTCCACTCATAGCC CAAATAAACGTGCAAGGTCG 262

Ai04B3859 Araip.B04 3859 p3 (TCT)5 15 10397327 10397341 CACCCCACCTACCTTCAAAA CCTATGACTCGGAGGTGGAA 268

Ai04B3862 Araip.B04 3862 p2 (TA)6 12 10421638 10421649 CAGAGGTGGTGAGGTATTACGA ACAGACGCGCTATTCTGCTT 133

Ai04B3866 Araip.B04 3866 p2 (AT)16 32 10431501 10431532 AAAACTCAAGACTCGGCTCG GGACAGGTAGTTCCTCGCTG 201

Ai04B3870 Araip.B04 3870 p2 (AT)8 16 10442136 10442151 GGCACAGAAAAATTAAGCCC GTCGTCGCATCTACTCCCAT 207

Ai04B3872 Araip.B04 3872 p2 (TA)6 12 10450404 10450415 ACGGCTAGGACTACTGGGGT TTCAGAGGCTTGAACCAAAA 148

Ai04B3879 Araip.B04 3879 p3 (TTA)7 21 10462723 10462743 CTTCCTTGCGCACTTTCTTC CTTGGATAGCCCAATGCTGT 278

Ai04B3881 Araip.B04 3881 p3 (ATT)5 15 10469007 10469021 CCCATCCCCTTACATGATTG TGGATTTGGGTATTTGGGAA 139

Ai04B3882 Araip.B04 3882 p3 (ATT)6 18 10469194 10469211 TGCAATAAAAGAAAATGGAGGAA CTACATGCAAGGAAGTGGGG 242

Ai04B3883 Araip.B04 3883 p2 (AT)6 12 10471271 10471282 TGAAACCAATGCACACTTGC TCTTTCTGATTCTCTTTGCCA 278

Ai04B3887 Araip.B04 3887 p2 (GA)10 20 10476414 10476433 GTGGGTATGGCAGTGGTCTT TGATGTGTAGCGTTCCTTTGA 176

Ai04B3888 Araip.B04 3888 p3 (AAG)5 15 10481381 10481395 AACGTTTTTGCGTTTCTCTCA TCATTTGGTTTCGTTTCACTTG 266

Ai04B3889 Araip.B04 3889 c (TTG)5ctgctgctgctttgtgtgaagaagatgatgatggaggtata(GTG)674 10483202 10483275 AGTGAGGGAGGAAGAACCGT AATTTCAAATCCCACCACCA 159

Ai04B3890 Araip.B04 3890 c* (T)11(TA)6*tttttaaatgcttgtgatgctgtttgttaaacttctctttctta(CT)678 10484844 10484921 GCAGAAACGTTTTTATTGACGA TGCAACTGTGGTTAAGCCTG 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B3892 Araip.B04 3892 c (TAA)5tgcttctcttttttcttttc(T)1045 10486061 10486105 GGTCTAGATAAGTTTTTGGTTCGG TGCTTTTATCTAATTTTAACCGACAA 230

Ai04B3894 Araip.B04 3894 p3 (TAA)5 15 10487180 10487194 GGTAAAGTCACATATACCTCCATGC TGTTCTTTAAGCCATTGCCC 140

Ai04B3895 Araip.B04 3895 p2 (TC)6 12 10488950 10488961 TGGTATCATTTCAGACAACTTGAA TCAAATGGCATAGTCTCCCC 146

Ai04B3897 Araip.B04 3897 p2 (TC)6 12 10489441 10489452 GCTTGGTGGAGGAGAGAGTG TCTTATCATGCATGGACCCTT 218

Ai04B3901 Araip.B04 3901 p4 (AAAT)5 20 10505428 10505447 GACTTGAGGGCAAGGCATAG TGATATCTGGACTCGAGGGG 277

Ai04B3903 Araip.B04 3903 p3 (CCT)5 15 10513250 10513264 GTTTTGTTCGGGCCAAGATA AGGATAGGAGGAAGTCCCCA 272

Ai04B3907 Araip.B04 3907 p2 (TA)7 14 10527796 10527809 CCAAGGTGGCCTAATTGGTA CGTCTCATAGCATTGCCCTT 199

Ai04B3910 Araip.B04 3910 p5 (TATTT)6 30 10542998 10543027 GCAAAGATTGCCATAGTTGGA TCGCTCTATGGCATCAACAG 265

Ai04B3913 Araip.B04 3913 p2 (AG)6 12 10547912 10547923 TTTAGGACGATATTGAGCAACG TTATCCACTCCGTGAGACCC 221

Ai04B3914 Araip.B04 3914 p2 (GA)13 26 10551257 10551282 CTACGTCACTCACAAGCCGA TATCCACCTCACCAAGGAGC 233

Ai04B3918 Araip.B04 3918 p5 (TGATT)5 25 10617578 10617602 AAAAGTTGAAATAGCAAGAGCGA TGAATAAAATAGGCAACCGGA 258

Ai04B3920 Araip.B04 3920 p3 (TAT)8 24 10622298 10622321 AATTTGGAGATATTTTTGGTGG TACCAATTGCCCCTCAAGAC 248

Ai04B3925 Araip.B04 3925 p3 (TCT)6 18 10648378 10648395 AAACCCTACAAACTGCAGCC CAGGTGCTTCCTTCGATTTC 147

Ai04B3928 Araip.B04 3928 p3 (ATT)34 102 10655955 10656056 ATCCATTTTCGGTGAAAGCA CCCAGCAAAAGCTAAAAGACA 265

Ai04B3943 Araip.B04 3943 c (A)10gaaatacatttttcttcgccggccgactgtaacatcgtcaatggcagaacctccatccacagtgccgcctccctttcttctctga(T)10105 10689934 10690038 GCCATCAACTGGATCTTCTG GGGTCGTGGTACTCTTGCAT 280

Ai04B3944 Araip.B04 3944 p2 (AT)9 18 10690931 10690948 AGAGGACATTGACCAAATGGA TGGAATGAAGAAGCGTACCTC 278

Ai04B3952 Araip.B04 3952 c (AC)9tgtcactgctgc(T)2151 10706686 10706736 GGCCCACAGGTCAATCATAC GGTCCCCAACACAACCATAG 259

Ai04B3958 Araip.B04 3958 p3 (AAT)18 54 10719091 10719144 ACTCCCTTAACTTTATTCACCGT TTGCATTCATTTTCTTAGTTCTAGATG 254

Ai04B3959 Araip.B04 3959 c (T)11ataactttaggcattccattcaattcaattcaaaaagtgtctatgatgataactttatacataatttttccatcataacaaattataaatccagttatt(ATA)5tttttttagtcatcttctattcttctctaagatntgacaactacactaaatt(A)12189 10721226 10721414 TGAATGAAGAAATATGAAAGCAAA AAATGCGTCTTTGGAGTTTTT 263

Ai04B3960 Araip.B04 3960 p3 (AAC)6 18 10721624 10721641 TGGTGGAGCTTGGTTCTCTT ACCACCTTCCTGCAACAAAC 229

Ai04B3965 Araip.B04 3965 p2 (AT)6 12 10727123 10727134 AAAATGTAAGATTAATTTGTTGTCGAA CATTGTAAAAATTCCTTTACCTAGTCA 256

Ai04B3966 Araip.B04 3966 c (TTA)6ttg(TTA)6 39 10727657 10727695 AAAGTGGGTGGACACAGTAAA CGTAGGATTAATTTGTTGTCGAA 271

Ai04B3970 Araip.B04 3970 p3 (TAA)5 15 10731368 10731382 TTCACCGTATATTGATCCTCTTTTT TTCAGACCAAAACAGCCAAA 275

Ai04B3971 Araip.B04 3971 c (T)10aaaatcctaatatttaaatacctaatttctggtatatttagatatttttgtgtgatttttattctgatatatgag(T)1196 10731628 10731723 TGGCTGTTTTGGTCTGAATTT CGTGAATAGGCTGCAAATAAC 280

Ai04B3974 Araip.B04 3974 p2 (AC)6 12 10733889 10733900 GCCAAAACGAAAATTGCTTC TCATAAATTCACCAACGCACA 277

Ai04B3975 Araip.B04 3975 c (A)10ggcagg(A)1026 10738133 10738158 ACCGGCAGAGAGCATGTAAT GCTGGCTTACTGGCTGACTC 278

Ai04B3976 Araip.B04 3976 p2 (AT)21 42 10739117 10739158 CCCTAAAACCTAAACCTTAAACCC GCAGCAGCGGATAACTCTTT 234

Ai04B3978 Araip.B04 3978 p2 (AT)10 20 10750081 10750100 CCCAAAAGGGAGAAGACTGA TGAATCAATGACTTTTATTTGAACG 193

Ai04B3982 Araip.B04 3982 p3 (TTC)5 15 10755464 10755478 AAAGAGAGGCCCAGTCCAAT AGTGCCATGTTCGGAGAACT 239

Ai04B3986 Araip.B04 3986 p3 (TGA)5 15 10759553 10759567 CGGACTAACTTTCTCAGCCG TACGGTGTGGTCGAATCAAA 159

Ai04B3991 Araip.B04 3991 c (AG)8aa(AG)19 56 10783271 10783326 AGTGTTAGGCGGTCAAATGG TCTCATCCACCTTTCTGGCT 278

Ai04B3993 Araip.B04 3993 p3 (CTC)7 21 10786667 10786687 TACACTCACCCACAAAAGCG TGATGAAGATGAAACACGCA 215

Ai04B3995 Araip.B04 3995 p3 (TTC)6 18 10790772 10790789 TTGAAAGAAGCTCTCCTGCG CTCTGACAGTGCCATGTTCG 116

Ai04B3998 Araip.B04 3998 p3 (TGA)7 21 10794300 10794320 ACCCAAACCCAAACTCACAG TACGGTGTGGTCGAATCAAA 125
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Ai04B3999 Araip.B04 3999 c (A)12gaaagag(A)1130 10797216 10797245 TGTGGCAATGAATACATGGTG ATATTGGTTTCCAGGGCCA 275

Ai04B4001 Araip.B04 4001 p3 (ATT)5 15 10799669 10799683 GGCATTCCCTATCCATTAAATA CCCATTGAATTTGAGAGAAAAA 280

Ai04B4002 Araip.B04 4002 p3 (TTG)6 18 10814340 10814357 TTCATGTAGTCGACCCCTCC ATCACGTCATCATGCCACAT 140

Ai04B4004 Araip.B04 4004 c (CAA)16ctactgctgctgcaaaatattgcagttaactcataatggagaatgagggaacatgaaaaggacagagatattgagaagctttgaatccaatt(A)11151 10820959 10821109 GGGTGCTGCAAATTGAAAAT CCTGCGTGACCTCCTTTTT 271

Ai04B4008 Araip.B04 4008 c (AC)10(TC)8 36 10830397 10830432 ACTCTCGCCCTCACTTTCAA CGTCAACAATGCAGAGGCTA 265

Ai04B4013 Araip.B04 4013 p2 (TA)10 20 10834546 10834565 TCTTGATTCGGTTAGCCCAT CGCATTGTCATCTTTTATTCTTT 178

Ai04B4017 Araip.B04 4017 p2 (AT)7 14 10847578 10847591 TGCACACCAAACCATTCACT TTGTCACGGCAACTGACAAT 185

Ai04B4020 Araip.B04 4020 p3 (CTC)9 27 10858721 10858747 CCCTCACCCCTTACTCGTTT ACGAGAAGATGAACGCGACT 197

Ai04B4021 Araip.B04 4021 c (AGA)9agcgcgggagaagaagaaaaagcgtggaggaggagtaagaacgatttcctgtgtgttgggcgcgtgtatttcacgtttcatttaatggtattggg(T)14136 10860503 10860638 AAGGAGGAGAAGGAGGAACG CATGTAACCAAGTTGGCCC 228

Ai04B4022 Araip.B04 4022 c (A)10gtttttag(A)1028 10860796 10860823 TTGGGCCAACTTGGTTACAT TGCAACCCTAGTGCTTCCAG 231

Ai04B4024 Araip.B04 4024 p3 (AAC)6 18 10863223 10863240 AATTAAGGCCTTCGGGAGAA GGGGTTCTAGCTAATTTTTGGG 197

Ai04B4028 Araip.B04 4028 p3 (CAT)6 18 10883768 10883785 CGGACAATTTTGCCCTTAAA TGGGGTAGTGAGTGGGTGAT 198

Ai04B4033 Araip.B04 4033 p2 (AG)6 12 10896574 10896585 CCCAAAGTGAGCTAAACGGA AGAGCTCGACAAGAGCTTCG 267

Ai04B4034 Araip.B04 4034 p2 (TA)7 14 10899190 10899203 GCTTCGTTAGTTCGCTTTGC CCTCCTCGAATTGTTTGCTC 280

Ai04B4035 Araip.B04 4035 c (ATTT)6aagaagttgaccatggtttttctcttctctatttctaataaaagtatacattcatatttggatgtgatatgacttcggatgtgcttagttgaaa(TAT)5133 10903112 10903244 ATGGAGCAGTCTTGCACTTG AAAGCGAAACCCTTGACTAAGA 246

Ai04B4037 Araip.B04 4037 c (A)10tatcttctctttacttaagtaattttaataattttcattatatatgctatttcttttttcatagtc(T)1086 10905325 10905410 TTCGATTTATGTTAAGCCGATTT TGCGGGTTCGAGTCTCTTAT 230

Ai04B4041 Araip.B04 4041 p4 (TTTA)7 28 10916067 10916094 TGAATGAAATGAATTGTGTGTTCTT TTGAGAATCGAATTTTCACATAAA 269

Ai04B4047 Araip.B04 4047 p2 (CT)6 12 10920532 10920543 ATTTCCTTCCCTCACGCTTT CGATTCGAGAAATTCGGGTA 265

Ai04B4048 Araip.B04 4048 p2 (AG)7 14 10922138 10922151 ATCCCCAGCTGAACGAGTTA GGATATTGCCCAAAATTCCA 164

Ai04B4052 Araip.B04 4052 c (CT)6cccctacccnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncttc(CT)8117 10932940 10933056 CCCTCTCTCTCCCTCAAAAA AGATGGGAAGGGGAGAGAAA 244

Ai04B4053 Araip.B04 4053 c (TC)6ccccttctactttctctctcctccttctctctt(TC)7cc(CT)673 10933192 10933264 TTTCTCTCCCCTTCCCATCT GAACAAAAAGGAAGACCATGC 271

Ai04B4054 Araip.B04 4054 c (TA)6tg(TA)6 26 10935653 10935678 GCAGCCCAATGTGTTGAATA GACCAGCCATAGTTTGTTTCG 275

Ai04B4055 Araip.B04 4055 p3 (CAT)8 24 10939625 10939648 ACAAATACTCCCGAATCCCC AGTACCAGACGGTGTCAGGG 215

Ai04B4057 Araip.B04 4057 p2 (TC)8 16 10953113 10953128 TGAACCCATAAATTTAGCCCA TCAGGAGCCCTCCTCTTTAG 242

Ai04B4059 Araip.B04 4059 p4 (ATTT)5 20 10954245 10954264 AGATAAAGGCCAAATACGCA GCTGGCATTGCTCTTTGTTA 159

Ai04B4061 Araip.B04 4061 p2 (AT)10 20 10955113 10955132 TTCTAGCCATTTTCTTCTCTATCG TTGCTGCATGCATAAAATGA 243

Ai04B4063 Araip.B04 4063 c (AGATA)5agttag(TTATC)556 10959844 10959899 TTCGACGTGATCTATCGCAG AGATAAGCTGACCTCGCCAA 176

Ai04B4064 Araip.B04 4064 p2 (TG)6 12 10967436 10967447 CAAACCTCTTGCTTCTTGGC CGAGGTAAAATGCCAATGCT 205

Ai04B4076 Araip.B04 4076 p3 (TTG)8 24 11001401 11001424 ACATGACAGAGCACAATGGC TTTCCATCCAAACATACCAAAA 232

Ai04B4078 Araip.B04 4078 p3 (AAT)5 15 11008616 11008630 GCATCTTAACCAGGACACAGC GCCGACATTTTGAAAGGAAA 250

Ai04B4081 Araip.B04 4081 c (CAT)5tgatgccaaaaatcagtgacaactaac(T)1153 11020528 11020580 CGTTTCCGCTCCTTGAATTA CGGATTTGGGTCTCACTTCT 244

Ai04B4085 Araip.B04 4085 p2 (AT)7 14 11026201 11026214 GCCGGGCTTCAATTCATTT TGCTACATACGGTGCTGTGA 234

Ai04B4090 Araip.B04 4090 p2 (TA)6 12 11059491 11059502 AATATAAAGGGATGATGGCCG CGCAATTTATGTTGCTTCTCA 269

Ai04B4091 Araip.B04 4091 p3 (TTG)6 18 11059744 11059761 TGCCAAAGGATGAGTAGTTGC CACTACCCAACATGTTCCCC 270
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Ai04B4095 Araip.B04 4095 p2 (GA)20 40 11069866 11069905 AACACGCAGAAGAGAGGCAT GCAACAGCAACGATAGCTCA 200

Ai04B4097 Araip.B04 4097 p4 (TATT)6 24 11073970 11073993 TCCATATGTCACAGGCAGGA CATGACTGACGCTCAGGAAA 182

Ai04B4099 Araip.B04 4099 p2 (AG)8 16 11078819 11078834 AGCCCGAGGAAAGAGAAGAG TCTTCCCAGTGACGAGCTTT 208

Ai04B4101 Araip.B04 4101 p2 (CT)6 12 11086360 11086371 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 227

Ai04B4106 Araip.B04 4106 p2 (GC)6 12 11098947 11098958 GCGAGAGTGGCCTAACTTTCT TGGATTGCAAGAAGTACCCC 220

Ai04B4110 Araip.B04 4110 p5 (ATTTA)5 25 11112204 11112228 TCGATTAGAAATTTTGTTGAAGTTT AACTTTTGGTGCCTCGTTAATC 146

Ai04B4118 Araip.B04 4118 c (TA)8(TG)7 30 11138591 11138620 GCATCCACTAGCAGCAAACA TGTTTGAGTTTCTGCGAAGGT 164

Ai04B4119 Araip.B04 4119 p3 (TGT)5 15 11143620 11143634 TGAAAGAAGGGGAGCAAGAA TGGCATTTCAGTTCCAACAA 218

Ai04B4122 Araip.B04 4122 p2 (CT)15 30 11150297 11150326 GAAAACCGGTCAGTTAGCCA CGCAGAGGAAGACGTGTGTA 272

Ai04B4125 Araip.B04 4125 p2 (CT)6 12 11181999 11182010 CCCATAAAAATGGCTTTTGC GAAGAGGTGGAGGGAGGAAG 244

Ai04B4126 Araip.B04 4126 p2 (AT)9 18 11187336 11187353 TTGAACCATCGAACCAGTCA AAATTCGCCGCTGCTTAATA 199

Ai04B4128 Araip.B04 4128 c (AT)18aannnnnnnnnnnnnnn(TA)767 11196319 11196385 AGCCTGCAAAGCTAAGGCTA CGTCTGGAGTTCTGCAGTGA 277

Ai04B4130 Araip.B04 4130 p5 (AAAAT)6 30 11215432 11215461 AACACCACCATTCACAGCAA TTGACTCCATCGTGTCGTGT 254

Ai04B4132 Araip.B04 4132 p4 (AAAT)5 20 11219852 11219871 CACTCTGTCACAGCCCAAAA GTCACAGGCAGGATCCATCT 198

Ai04B4133 Araip.B04 4133 p2 (TC)6 12 11221420 11221431 CTCTTTCCTCTGGTGTGCAA AAAGAAAAGAGGGAGACGGC 262

Ai04B4137 Araip.B04 4137 p2 (CT)6 12 11240393 11240404 TTTTTCATTATTTTCTCTCTCCACTG TCCAAAAAGTCCCTAGCATGA 240

Ai04B4142 Araip.B04 4142 p3 (TAA)5 15 11247205 11247219 TCCAATAATTCAAAAACTAATTCAAGA ACTTTGACCCGTGGAGATTG 248

Ai04B4143 Araip.B04 4143 c (A)11cggatattatttgaaattagtggatgtagattaacaggtaatatatgtataat(A)1074 11247404 11247477 CAATCTCCACGGGTCAAAGT AAAGGTGGGTTGTCAGTTGC 236

Ai04B4144 Araip.B04 4144 p2 (TA)7 14 11248912 11248925 GGAAACAAAAACCGGTCAAA CAGGGACTCAATCAAAAAGAAAA 235

Ai04B4151 Araip.B04 4151 p3 (CAA)6 18 11268866 11268883 GAGGCACTTAAATGTGGGGA TGATTTTGTAAAGCCGACCC 114

Ai04B4163 Araip.B04 4163 p2 (AT)9 18 11301273 11301290 AATGTCACGGAATCCAAAAA TACACCCAAATTCCAGCCTC 233

Ai04B4164 Araip.B04 4164 p2 (CA)7 14 11301691 11301704 AATGTAAGCGCACACACACG CTTTCTTTGGCTCGCTCATC 188

Ai04B4166 Araip.B04 4166 c (A)10gaaaagaaagaaaaaaag(A)1139 11302819 11302857 TGTTTCAGGGCATTGTCAAG TCTGGTGGGTTGTTTCCTTC 212

Ai04B4168 Araip.B04 4168 c (T)10cttttttctttcttttc(T)1138 11313992 11314029 TTACTTTTTGGCCGTTCTGG GGCATCGTCAAAAAGGAAAA 208

Ai04B4169 Araip.B04 4169 p2 (AT)6 12 11315136 11315147 TTGGCTTGCTCATCATTTCA TGTGTCTGTAGCTTGCCTGG 257

Ai04B4170 Araip.B04 4170 p2 (TA)8 16 11315447 11315462 CAAGTCAACCAAACATGCGT TTCGAATGTGACTGGTGCAT 197

Ai04B4173 Araip.B04 4173 p3 (ATT)5 15 11321912 11321926 CCAAGGAATTTTAATTTGTTTTTGA TTCGACACGCTATATTTTTAATGG 279

Ai04B4174 Araip.B04 4174 c (AT)7ggccatatgggtatataac(TA)849 11327305 11327353 AATTGCACGATGATGTTTCG TTGGATTCGTTTCAAGTTGG 219

Ai04B4178 Araip.B04 4178 p2 (TA)7 14 11354667 11354680 AAAAGCATGAACGAGGCAAT TCACATGATTTCATGCTCCA 249

Ai04B4179 Araip.B04 4179 p4 (TTAT)5 20 11357861 11357880 ATTTGCAGGTGGAAGCCAT TCTAAAGGTAAAACAACGTCATTTAG 280

Ai04B4181 Araip.B04 4181 p3 (CTC)6 18 11373976 11373993 AGATGGCAAAAACAAATGCC ACCAGAAGCGCCAGACTCTA 245

Ai04B4196 Araip.B04 4196 c (A)10tcatttcatctaaaaatgatt(A)1142 11441835 11441876 CCTGATGTAACCCCCAAGAA TCACAAATGACAATGGAGCTTT 222

Ai04B4197 Araip.B04 4197 p3 (TAA)6 18 11442166 11442183 TTGGGGCAACATCTATCTTTG TTCACTTAAAAAGCTTCATTGGC 174

Ai04B4204 Araip.B04 4204 p2 (CA)6 12 11455395 11455406 TGATAAAAGAATAAAGCCCTGTTG GGAACAATGAAGCAGGGAAA 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4205 Araip.B04 4205 p3 (TCT)5 15 11457081 11457095 CCATTGTTTCTGCCTTGGAT TGTAGCCATGACTGCTGAGG 248

Ai04B4216 Araip.B04 4216 c (T)11attttttgtaaaggccaacaaagtaatcaatttatcctggctatacttcag(A)1072 11490554 11490625 CCGGTGCTTTCATCTTTCTC CAAATGGCAGAGTTGCCTTA 267

Ai04B4227 Araip.B04 4227 c (T)10ggtaaaccagcggggcctaagcccaagaaaag(A)1052 11532861 11532912 TTGGATTATGTTTATTTTGTTTTGGA AAACAGGGGCACTAACCCTC 280

Ai04B4229 Araip.B04 4229 p4 (ATTT)6 24 11538058 11538081 GAAATATGAAATGTTAGAGAAAAACGC TGGATCGAAACTGGCATACA 103

Ai04B4242 Araip.B04 4242 c (T)10acaagttagcaagttgatctaacagatttcggcccttagggataagattcaac(A)1275 11564557 11564631 CACCATGATTTACGTCATTTGAA CAATTATCTTGGAGATATGTGGC 271

Ai04B4244 Araip.B04 4244 p3 (TGA)5 15 11572473 11572487 CTATGCTGAGCTCCAGGGTC GACTCAGGCTGACCGACTTC 255

Ai04B4245 Araip.B04 4245 p3 (GCG)5 15 11582374 11582388 GCAGAAGTTCAAGCAGAGCA TTCAATTTTTCTTCTCGCCG 179

Ai04B4248 Araip.B04 4248 p3 (ATG)5 15 11595348 11595362 TCCATTATCATGCGCTTTCA GGAAAATTCAACGAATCAGCA 250

Ai04B4249 Araip.B04 4249 p2 (AT)6 12 11596166 11596177 TTCAAAAGCTCTCAAAACAACC TGTTAAACGAGAGTTCTCCTATCTTT 273

Ai04B4250 Araip.B04 4250 p2 (TC)19 38 11602255 11602292 AGTCGAGTGGCTGAGAAGGA ATCGGAAAAAGAAGAACCCG 242

Ai04B4252 Araip.B04 4252 p2 (AT)9 18 11604339 11604356 TCCTCCTTGTGGAAGAATGG AAGGGAAAACAACCAATCCC 254

Ai04B4254 Araip.B04 4254 p3 (TTA)5 15 11611812 11611826 TTTGGACTGGATTCACATGC AGAATCCAAAGCAAAAGGTCA 219

Ai04B4259 Araip.B04 4259 c (TAC)5aatgg(CCA)638 11614057 11614094 CTTTTCCCCCAATTTGGATT CCCCTCTCCTCTCTCCTCAC 223

Ai04B4262 Araip.B04 4262 p3 (CTC)5 15 11615331 11615345 GGTGGACAAATTTTGCAAGTG AACCTCGTCCATTTGATTCG 264

Ai04B4263 Araip.B04 4263 p3 (AGG)5 15 11615874 11615888 AACATAGCATCAGGCACGAA TTTTTGGCAATCAAGTCCAAC 156

Ai04B4266 Araip.B04 4266 p3 (AAC)5 15 11626106 11626120 TTACCGAATGCGACAACAAC TCATCAAGCGTCATTTGAACA 277

Ai04B4271 Araip.B04 4271 p3 (GAA)5 15 11636540 11636554 CGCACAGAAGAAGAAAAAGAAAA CAGTGCGTCACAAAATGAGAA 224

Ai04B4274 Araip.B04 4274 c (AT)6agggttaggttgcattgatccgtcttacttttacgagtggatccttaactctagaggattggctttatctagttgtaccatcaattctttttttc(T)10117 11638839 11638955 CGGTCTTGCAACCTTGTGTA GCTAGAACATGCAACAAACCA 241

Ai04B4275 Araip.B04 4275 p2 (TA)6 12 11641235 11641246 CGGATGGTTCATATTGAAGAGA CCAGACAAATGACACAGCAAA 280

Ai04B4277 Araip.B04 4277 p2 (TA)6 12 11645159 11645170 TCATTTCAATCAAGTCATCCAGA TTGAGATCCCAAAGTACAATGC 274

Ai04B4279 Araip.B04 4279 p5 (ATCCG)5 25 11646602 11646626 GTGTGCGGATCGGATAGAAT TTGAGCAGCAGAGTAAGCGA 223

Ai04B4280 Araip.B04 4280 p2 (CT)7 14 11649534 11649547 TTGTTCTTCGTCTGGGTTCA GAGATAACGACGGAGAAGCG 174

Ai04B4283 Araip.B04 4283 p3 (AGA)5 15 11657813 11657827 AAGGCCAATTCCTCTGGAAG TGATTCTAACGACGTTGCCA 255

Ai04B4284 Araip.B04 4284 p3 (AAC)6 18 11658202 11658219 GCATGTGCTGTTGTAATGGG TCGTTTGATTCATGTAGCCG 249

Ai04B4286 Araip.B04 4286 c (A)12cag(ATA)5 30 11664458 11664487 CAAACTTGCACTATCCGCAA TGATGAAAATTCCACCACTCA 249

Ai04B4288 Araip.B04 4288 p2 (TC)12 24 11667374 11667397 CCATCGTCCTCGTCTGAGAT ATGCAAATTAACAATGGGGG 235

Ai04B4289 Araip.B04 4289 p2 (AT)7 14 11669544 11669557 CCAAAAATTGCGGATACGAT TCCGCATAATTGAACCTTCTC 277

Ai04B4292 Araip.B04 4292 p3 (TGG)6 18 11672513 11672530 GCAGTGGGTGTTGATGATGA CGCTAGAATCGATTTCGTCC 214

Ai04B4293 Araip.B04 4293 p3 (TAT)5 15 11674737 11674751 TCAGGTGACAACTCCCATTTC AGTCCAATTGGTGCTTTTGC 193

Ai04B4295 Araip.B04 4295 p3 (CAC)8 24 11678293 11678316 TAAGGCCTTGGATTCCCTTT TGCAGATTTGGGTGAAATTG 121

Ai04B4296 Araip.B04 4296 p2 (TG)7 14 11679903 11679916 AGCAAGCAAGGGGGTTAAGT TCCAAATTTGTTTCCGTTGA 275

Ai04B4298 Araip.B04 4298 p3 (GGC)5 15 11680542 11680556 GGTGTGCACCACCATAACTG CTGGCAACAGCAACTTGAAA 209

Ai04B4299 Araip.B04 4299 p3 (ATT)6 18 11680799 11680816 TTTCAAGTTGCTGTTGCCAG ATGTGCAGCAGTAGCGTCAG 163

Ai04B4301 Araip.B04 4301 p2 (TA)6 12 11687504 11687515 CTTTTTGCGGGGTAAAATCA GGAACCAAATAACCGGCATA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4303 Araip.B04 4303 p3 (TTA)5 15 11689132 11689146 TTTTGGTTCACCACTGCGTA ATAATTGTGGCCCGAAAGTG 254

Ai04B4304 Araip.B04 4304 p4 (TATT)5 20 11690527 11690546 TAGGGAGCCAAATTGTTTCG TGAAAACTCAGGTGCAGTCG 274

Ai04B4305 Araip.B04 4305 c (T)12(A)11 23 11695178 11695200 TCCCACCAAATACCAACAATC TTCTTTTTCTTCTCCCCCGT 251

Ai04B4308 Araip.B04 4308 p3 (CTT)5 15 11709139 11709153 TTCGCTTTCCTCTTTCTTCG GCAGCATCAAGTGAACCTCA 261

Ai04B4309 Araip.B04 4309 p3 (AGG)5 15 11712702 11712716 TCGCGTACACCCCTATTAGC TTTTCAAATTACGCGCCTCT 241

Ai04B4321 Araip.B04 4321 p2 (AT)6 12 11750150 11750161 TAAATGGGATATGCCCGAGA AGCGTGCAAATCACACAAAG 270

Ai04B4322 Araip.B04 4322 p2 (TA)6 12 11753242 11753253 TGGTTTGAATCAAGACACATTATATTT GGGTTGGTACTTTACTCATCCAA 260

Ai04B4323 Araip.B04 4323 p2 (GT)6 12 11755265 11755276 GAGACGGAGACAGACGCATT GAGAAGTGTTGAAGGAGCGG 128

Ai04B4324 Araip.B04 4324 c (TGA)5atggggtaaaaatgggagcttttgtttggagttagcttcagagcttttgaaagtttgaattttgaaaatgtt(GA)16119 11763344 11763462 AAGGGAACTTTGGAGGGTTG AAAATCGACCGTTGCAGTTC 212

Ai04B4325 Araip.B04 4325 p2 (TA)6 12 11764496 11764507 TTCACTGTTATCCAAAACGGC ACAATTGTGCCTACATGCCA 176

Ai04B4328 Araip.B04 4328 p2 (AT)6 12 11772069 11772080 TGGACTACATCCAACAGTGGAC AGCACTGATGGTAGGAGCTGA 191

Ai04B4329 Araip.B04 4329 p2 (AT)7 14 11773097 11773110 GGTGGATGCCTCTGTAGGAA ATAATATGCCACAATCCCCG 241

Ai04B4331 Araip.B04 4331 p2 (GT)6 12 11774037 11774048 TCGCTATAGGCAGTAGCGGT TAACACCGTGCCTTTTGCTT 229

Ai04B4342 Araip.B04 4342 p2 (AT)9 18 11801648 11801665 AAAAATTGCCAGCGAAAATG GGGATTTGTGTTAAAGGCGA 237

Ai04B4343 Araip.B04 4343 p3 (ATT)7 21 11802070 11802090 CCAACAGCTTCTTGCTACCTC TGAAGTGGTCAGCCTTGTTTT 276

Ai04B4344 Araip.B04 4344 p3 (ATT)7 21 11803399 11803419 CCAACAGCTTCTTGCTACCTC AAGGAAATACGGCAAAGTCC 199

Ai04B4346 Araip.B04 4346 c (T)10gcattggaagttagatagaagaacctcaaatgatattttgccacaaacataatgtttattatc(T)1285 11813900 11813984 GGCTCTTTTTCAATAGCGTTT CCATTGAATGAAATCTCACACC 272

Ai04B4351 Araip.B04 4351 c (CTT)10(CTC)6 48 11822143 11822190 AGAGCTCCGACGACGTTAAA TAGTTGGTGGTGGTGGAGGT 278

Ai04B4354 Araip.B04 4354 p3 (CTT)5 15 11833831 11833845 TTCAAAACTCTTATTCTCCCTCG CATCCTCTTCCAAGTAATTTTGC 213

Ai04B4358 Araip.B04 4358 p2 (GA)14 28 11841820 11841847 CCGCGTGTCCAGTCTTATTC CCAAATTCTAAAACCCTACATGC 270

Ai04B4362 Araip.B04 4362 p2 (AT)9 18 11849570 11849587 AACACAAGTTTATTGGCGGC TTTTGCCTTTGATGATGCTG 236

Ai04B4363 Araip.B04 4363 p3 (CTT)6 18 11850774 11850791 TGTATTGAGCTGCTCGGAGA ATCGATGAACAGCAAAAGGG 213

Ai04B4366 Araip.B04 4366 p2 (TA)12 24 11852549 11852572 GATAGAACGGTGAGGGGTGA CATCCTCGCTAATCTCCGAA 269

Ai04B4369 Araip.B04 4369 p2 (TG)15 30 11859873 11859902 GCCGAACCCTTTTCATCTTT AAGGAAAGTGAGCTCGGACA 205

Ai04B4370 Araip.B04 4370 p3 (ATT)6 18 11865526 11865543 TGAAAGAGACAAGAGGAGGACA CTTCGTGACACATTTTGATTTG 262

Ai04B4376 Araip.B04 4376 c (A)13ttctacccatactggta(T)1141 11897306 11897346 GGATAGCAAAAGCTTGCTGG GTGAACCTATTGCCACGCTT 256

Ai04B4379 Araip.B04 4379 p2 (TA)24 48 11909554 11909601 TGTTCCCTCGCCTTTATCTTT AAACCGTATAACCGCTCCAA 214

Ai04B4380 Araip.B04 4380 p2 (AT)6 12 11925442 11925453 ATGCCCAGAGGCATAATCAG TGTGCGTGAACTTGTTTGGT 238

Ai04B4389 Araip.B04 4389 p2 (TA)6 12 11974081 11974092 TTTCATGTTCTGTACCAACAATCT GTTCCCGCATTGGGTTAGTA 182

Ai04B4396 Araip.B04 4396 p2 (TA)8 16 11998224 11998239 TCCTTTTTACCCCTTGCCTT TGAAAACTACAAAGCTTGCGAA 133

Ai04B4397 Araip.B04 4397 p2 (GA)7 14 11998922 11998935 AAGATGATTCGCCTCCCTTT TCATTATGAAGACTGCGCGA 257

Ai04B4398 Araip.B04 4398 c (T)12gaa(AT)8 31 11999486 11999516 CATTGTTCACGCACACATGA TTCTTCCAGGAACCGAACAC 121

Ai04B4402 Araip.B04 4402 p2 (TA)8 16 12036530 12036545 AGCCGGATTTTGAGTCTTGA AAAAACCGTAACTCGAACGC 131

Ai04B4405 Araip.B04 4405 p2 (CT)9 18 12063723 12063740 CTTCCTCTTTGGCCATCTTG TACTATCAAGGGTCGTCGCC 127



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4406 Araip.B04 4406 p2 (TG)6 12 12063963 12063974 GGCGACGACCCTTGATAGTA CTTAACCCTCACCCACACTCA 215

Ai04B4407 Araip.B04 4407 p2 (TA)6 12 12066540 12066551 TGTGCATGCAACGAGTTAAAG CCATCTCCCCTCTTTGTTGA 257

Ai04B4412 Araip.B04 4412 p3 (CAA)5 15 12074566 12074580 CTCTCCATGGTCACCACTCA ATCGTCTGCATTTAGTGCCA 255

Ai04B4413 Araip.B04 4413 p3 (TGA)5 15 12075099 12075113 ATCGCGTGGAGAGAATTGAT AGGAATTAGCCATTCGTGGA 279

Ai04B4414 Araip.B04 4414 p2 (AT)9 18 12076301 12076318 AGTGAGTTTTGGATTCGATGA CGATAAACCGGTGGAAAAGA 228

Ai04B4415 Araip.B04 4415 p2 (AT)9 18 12076705 12076722 AGTGAGTTTTGGATTCGATGA TGGAACCACAGATACTCCTCA 158

Ai04B4419 Araip.B04 4419 c (TC)6gagctcccttcacaaataactctaacctaatctacccc(CT)764 12098813 12098876 CGGAAAATCCATCTGTAATTCAA AGGCACAATGAAGACGGTGT 238

Ai04B4421 Araip.B04 4421 p2 (AT)11 22 12104283 12104304 TCAATTCGCTGCATGTTTCT AGGACTTTAGCGGATGAGCA 173

Ai04B4422 Araip.B04 4422 p2 (CT)6 12 12105741 12105752 TGCATCAAGAAGCATCAAGG GGAAGCCTCCACTGTTGAAA 217

Ai04B4426 Araip.B04 4426 p3 (GAA)6 18 12134448 12134465 AGCTCCTCCCCCTAATGAAA AGGGGGACTCTTTGACACTT 228

Ai04B4430 Araip.B04 4430 p2 (TA)8 16 12146065 12146080 AGAAGGCCATCGAAACAATG GGAAGTACCAGAGACGTGGC 120

Ai04B4432 Araip.B04 4432 p2 (AT)6 12 12152308 12152319 TCTTTCTACGACGTTGCCCT TCTCTCGCTCATCATTTTACCA 180

Ai04B4433 Araip.B04 4433 c (A)10cacgatgctagtttgtgtggtaatataaaagaaatggtgaaatgtgttttatgggtaaatattcac(T)1086 12152483 12152568 CCATTGGTAAAATGATGAGCG TGATGAGTGGAGACTTTGCTG 229

Ai04B4434 Araip.B04 4434 p4 (AAAT)5 20 12156699 12156718 CCGACGGTAACGTCACTTTT TGATGACGATGACTACCTGGA 233

Ai04B4435 Araip.B04 4435 p2 (AT)6 12 12171222 12171233 AAGTGATGACCATTAATAGGAGTGC CTTTGAGCCTACAATGTGAAAGA 253

Ai04B4436 Araip.B04 4436 p2 (CT)6 12 12173365 12173376 CATCTTATGTGGATGTTCATTTTCA TCGTTAGAGCTTCGTGCTGA 252

Ai04B4439 Araip.B04 4439 p2 (CT)7 14 12186687 12186700 AGGGGCATAGACTGAGGCTT CATGGGAGAGGGGGATATTT 202

Ai04B4440 Araip.B04 4440 p2 (TA)6 12 12189030 12189041 ACTTTTTGGCGTTGGTCTTG CACCGGGGACTTATTCTTGA 140

Ai04B4441 Araip.B04 4441 p3 (TAG)24 72 12190229 12190300 TTTTGTTTGCTTCGATTGGA CCATCAAGCAGAGTCCCTGT 242

Ai04B4446 Araip.B04 4446 p2 (AT)12 24 12204858 12204881 TGCGCCACTCTGATAGTTCA TTTTGTAAGAGGGATAGGATTTTGA 192

Ai04B4447 Araip.B04 4447 p2 (TA)6 12 12205000 12205011 TGTAAAGTTAAAGACGAGGGAACA GAACTTCTTCAGTCGCCAGC 262

Ai04B4449 Araip.B04 4449 p2 (TA)19 38 12210289 12210326 TGATCAAATTATTGCTTAACACCA CTCTCACTTGATTTCTCTCCACA 231

Ai04B4450 Araip.B04 4450 p2 (CT)6 12 12215115 12215126 CCTTCAAGATCCTCGACAGC GGGAGAACGGGAAGAAGAAG 254

Ai04B4451 Araip.B04 4451 p2 (AT)7 14 12219060 12219073 TCGCATGTGATCACTGTTCC TCCAGGAAAAGGCAAGAGAG 258

Ai04B4452 Araip.B04 4452 p2 (AT)8 16 12222875 12222890 GATGATTCCACTTGGATTATGGA GCCAGAAAAATGGTGAATCAA 258

Ai04B4454 Araip.B04 4454 p2 (AT)21 42 12225534 12225575 GCCACTCCGATAGTTCAGGT TGTTCCCTCGCCTTTAACTTT 253

Ai04B4455 Araip.B04 4455 p2 (AT)6 12 12227967 12227978 TTCGCTTTTTGCTTGTTTATTT AAATTTTGAAAAGGGTTGAATTTT 277

Ai04B4460 Araip.B04 4460 p2 (AT)6 12 12237879 12237890 TCTTTCTACGACGTTGCCCT TCTCTCGCTCATCATTTTACCA 180

Ai04B4461 Araip.B04 4461 c (A)10tgtgagacgttaatttct(A)1038 12238917 12238954 TTGATTTGTTAGATTAGTTTGTTCGTG CCCATAAAACACATTTCACCA 196

Ai04B4463 Araip.B04 4463 p2 (AT)8 16 12241158 12241173 TTTTTCTATCGTAGGTTAGGATTTAGA TGTCAAAATTAGGCTAAACAAATTGA 196

Ai04B4464 Araip.B04 4464 c (T)10aattttc(TA)7 31 12244044 12244074 TGCCAGAATAGGCTACGCTT CTACATCTTCCCCTTCTGCG 275

Ai04B4465 Araip.B04 4465 p2 (AT)6 12 12244807 12244818 CCCTTGCAATCCACTTTCAT TCATTCTAATGCTTTCGGTTCA 268

Ai04B4467 Araip.B04 4467 p2 (CT)8 16 12259848 12259863 TCTTCTCTCCTCCATTGCGT ATTTTGTTTGCCCTCAATCG 261

Ai04B4470 Araip.B04 4470 p2 (TC)7 14 12264999 12265012 CTTAGCAGTGGCGGAGGTAG TTGTGCCGCTATTGTCAGAG 136
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Ai04B4471 Araip.B04 4471 p2 (CT)6 12 12265123 12265134 AAAGCTCAATGGGACAGTGG ACCATGATGCAAGAACAGGG 255

Ai04B4472 Araip.B04 4472 p2 (AT)11 22 12268287 12268308 CGATAGTTCAGGTATTACGACGA TGTTCCCTCGCCTTTAACTTT 232

Ai04B4474 Araip.B04 4474 p2 (TA)7 14 12270088 12270101 TGCCAGAATAGGCTACGCTT GCAACCCTGACGATGAAAGT 232

Ai04B4476 Araip.B04 4476 p2 (CT)7 14 12274362 12274375 TCTTCTCTCCTCCATTGCGT ATTTTGTTTGCCCTCAATCG 259

Ai04B4488 Araip.B04 4488 p3 (TAT)10 30 12294456 12294485 TTGAGAAAATAACGGAAGTGTTTG AAACACATGTCGATGGTTCG 179

Ai04B4491 Araip.B04 4491 p2 (GA)10 20 12298000 12298019 TTGCACCAATTTAACGAATTTTT ATCGTTCTACCCCTCCCTGT 265

Ai04B4497 Araip.B04 4497 p2 (GA)18 36 12322851 12322886 GTGGCCTTTCCAATGACAGT CGATCTCTCTCTGACGCTCC 153

Ai04B4498 Araip.B04 4498 p2 (AG)27 54 12323052 12323105 GAGCGTCAGAGAGAGATCGG CCCTCTTCCCCTTTATTTCG 268

Ai04B4502 Araip.B04 4502 p2 (GA)9 18 12340423 12340440 CGACATGATCGAACTCGAAA CTTCCTCCATCGTCGTTGTT 213

Ai04B4505 Araip.B04 4505 p3 (GAA)5 15 12353645 12353659 GAGCGCAGAAACAGGAGAAC TTCGTGACCAAATTCAACTCA 235

Ai04B4512 Araip.B04 4512 p3 (TTG)5 15 12369743 12369757 GATGATGAGCTGTGGCTTCA GGAAAGGCATTGTTGGAGAA 230

Ai04B4513 Araip.B04 4513 p3 (GCG)5 15 12378053 12378067 TCAATGGAAACCCCTAACCA AATGCCCCCTTCTCTGTTCT 176

Ai04B4516 Araip.B04 4516 p3 (AAT)5 15 12403442 12403456 TCAGCTTGCAAATGTGCCTA AATCCTTAACCCTTCCCCCT 223

Ai04B4517 Araip.B04 4517 c (GAA)9a(AAG)7 49 12405714 12405762 AGCGCAGAAATAAGGGAACA TTCGTGACCAAATTCAACTCA 251

Ai04B4518 Araip.B04 4518 p2 (AT)6 12 12432214 12432225 CCACTTGCTCCATGTTGAGA CGGATAAGTCCGGTTTGCTA 192

Ai04B4519 Araip.B04 4519 p2 (GA)32 64 12434303 12434366 ACGACGGCACAGGACTAGAG GACGGTAATCGTGCCCTAAA 192

Ai04B4520 Araip.B04 4520 c (A)13g(A)10 24 12435702 12435725 CTGCATGCACCTATTCGATG TACATATTTGTGGATGGCGG 213

Ai04B4523 Araip.B04 4523 p2 (TA)13 26 12438542 12438567 CACGACGACAGAGTTACGGA CGTTATTATGTTCTTCATTGGCA 276

Ai04B4528 Araip.B04 4528 p6 (TGAGTG)5 30 12469430 12469459 TACACAGGGGCATATTGACG TCAACCTAGCACCTCTCTCCA 190

Ai04B4531 Araip.B04 4531 p2 (AG)17 34 12478338 12478371 GTGGCCTTTCCAATGACAGT AAATTCGACGGTAATCGTGC 262

Ai04B4532 Araip.B04 4532 p2 (AT)7 14 12479641 12479654 TGAGTCTAACAATTTTGTGCGT AAAATAACTATTGCGATTCACAACTT 266

Ai04B4533 Araip.B04 4533 c (A)11g(A)11 23 12480378 12480400 AATAAAAAGCACGTGTGCCC TATTGTGGATGGCAGCTCAG 245

Ai04B4534 Araip.B04 4534 p3 (TAA)5 15 12480602 12480616 CTGAGCTGCCATCCACAATA TGCTATTTTAATGGTTTATCCAAAA 181

Ai04B4535 Araip.B04 4535 c (A)10cacgatgctagtttgtgtggtaatataaaagaaatggtgaaatgtgttttatgggtaaatattcac(T)1086 12482479 12482564 TTGATTTGTTAGATTAGTTTGTTCGTG TGATGAGTGGAGACTTTGCTG 274

Ai04B4536 Araip.B04 4536 c (AT)8gtatg(TA)6 33 12495124 12495156 AAACCGCCGGTATTCTCTTT CACCGGACAAAAATTCGTTA 178

Ai04B4538 Araip.B04 4538 p2 (GA)6 12 12506683 12506694 GAAAGAAAAGGGGGACCAAG CTCCCTCTCTCCTCCGATG 236

Ai04B4541 Araip.B04 4541 c (A)11ttaaactccaaatcggagagtccgatttgtattttttatttttttatttgttaaaataaaaatcggacggtccgatttcaacattaa(T)10108 12511109 12511216 GGACGGTCCGATTTATTTGA TTGGCTATGGGATGACACAA 272

Ai04B4543 Araip.B04 4543 p2 (AT)30 60 12522234 12522293 TTTAAACCGCAATACCGCTC TGGTTTATTGTACCCTCGCC 235

Ai04B4544 Araip.B04 4544 c (AC)11(AT)7 36 12533983 12534018 GGGAAAATTCTCAACCTTGG ATGCCTCATGCACACAGTTT 252

Ai04B4550 Araip.B04 4550 p3 (TTA)14 42 12572985 12573026 CGAACCCCGAAGTAAAACAA TGTACCGTAGCAATCACCAAA 254

Ai04B4551 Araip.B04 4551 p4 (TATT)5 20 12573311 12573330 GACAAATAAAAATTTGCCATGTGA CCAGCAACACTTGGAACAGA 260

Ai04B4554 Araip.B04 4554 p2 (AT)7 14 12580834 12580847 TTTTCTGTATGGACCAGGGC GCGCACTATCAAATTTTGGG 264

Ai04B4557 Araip.B04 4557 p3 (TCA)5 15 12594851 12594865 AACAAACAGACAGACAGGGACA GGGGAACAAGCAACTTTCAA 219

Ai04B4558 Araip.B04 4558 p2 (CT)8 16 12614742 12614757 AACAATGCCTTCCTCCACAC GCATCTGGGTTCTGTTGGTT 272
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Ai04B4559 Araip.B04 4559 c (TC)11cccctctctctttctctctgtctctctcaatttttctccctctctctcttcctccttctctctttccttgtgctcttttttcccctctcttcctctct(CTC)6138 12614884 12615021 TCCCCTATCCCTCTCTCTCTG TCCCTCTTCTCTTTCTCTCCC 257

Ai04B4563 Araip.B04 4563 p2 (CT)6 12 12630764 12630775 TTGACAAACCAAAATGTGATACG GAGAGAGAAAGATAAAGAAAAAGAAGG 114

Ai04B4565 Araip.B04 4565 c (TA)6ttaattttgagaactataaatcctaactcttctcttctctctgagtcgtcatagaattaagatttaggat(TA)898 12647345 12647442 TGGCAAAATACACTTTTATAAATCC GCCTAACGGGATGATGAAGA 270

Ai04B4566 Araip.B04 4566 p3 (ATT)5 15 12648352 12648366 TGCTAGTTTGGATGAATGAATGA TTATCAGCGATCAAACCTAATTT 259

Ai04B4568 Araip.B04 4568 p3 (AAT)5 15 12653904 12653918 GTGAATTCCCCATCCATCAC GCACCGGAGTTTCCTCAATA 278

Ai04B4574 Araip.B04 4574 c (AG)8aa(AG)10 38 12682614 12682651 ACGTGCGTGAGGAGAAGAGT GAAACACTCCCAAATCCCAA 200

Ai04B4581 Araip.B04 4581 p2 (TA)10 20 12709000 12709019 TCGCAGGTCAAAGGAAACTC AACTATCAGAGTCGCGCAGC 261

Ai04B4582 Araip.B04 4582 p2 (TC)6 12 12711226 12711237 AGCTCCCTTCCTCAAAGCTC CGGCACAAGTCAAACACAGT 276

Ai04B4584 Araip.B04 4584 p3 (AAT)6 18 12726521 12726538 ACACCAAGCAAAATCCAAGC TGGAATTGGGGTTTGTCAAT 158

Ai04B4588 Araip.B04 4588 p2 (AT)7 14 12732271 12732284 GCTGAAATCTTTTCGAAGCAA TTGGGTATCGAAGAAATCACC 268

Ai04B4589 Araip.B04 4589 c (A)12gattattaga(AT)838 12735939 12735976 CCAACTCTAAGCCGTCCTTG GGATGGGTAGTGGAGGGAAT 216

Ai04B4593 Araip.B04 4593 c (T)10caattatgtttttctc(A)1339 12737684 12737722 CAGAACTTCGATCCTAAAAATAGCA TCGAAGGTAGCTGTGTCGATT 210

Ai04B4595 Araip.B04 4595 p3 (TTC)6 18 12743969 12743986 TTTTGTCATTTTCTGCTTTGACA CAAAAAGGAAAAGAAAAATTAGAATCA 265

Ai04B4599 Araip.B04 4599 p3 (AAT)9 27 12753367 12753393 AACATTGAAATCGACAAACACAA TGTGGATGCAGGAAAGTCAG 237

Ai04B4604 Araip.B04 4604 c (TTC)5tcttttctcgcttcctcctcttcgtgaaccagagaccaccgaagccattttccttgtatcgcttcttctccctcccctttccttctatctctcacccaac(CT)6127 12779011 12779137 TGTGTGGTGTGCTCCTTGTT GCAGTATGAGAGAGGGCGAG 266

Ai04B4606 Araip.B04 4606 c (T)12gtctatttagatttgattgcaacttgtttatggttggatgaagttttatgagataaaggcgatttttggcacaatgataaaatacaaattccttgatttc(AT)8acacac(T)10144 12781276 12781419 CACATGTTATTGTTAAGACTCTTTTTG AACTTTCAGATGCACATACTTGCT 271

Ai04B4608 Araip.B04 4608 p3 (TCT)5 15 12784943 12784957 TTACAAGTTGGGCCAAATCC TGAAGATGAAACACGCGAAG 235

Ai04B4611 Araip.B04 4611 p2 (AT)13 26 12798121 12798146 GCATAGACTCTTGGGGATGC TATCAGAAATCACGCTTCCG 254

Ai04B4613 Araip.B04 4613 c (AT)11aatatactttcttgttaagatttacaggtaaacgagaaaaaggacaaaaaa(AT)787 12799263 12799349 ATGTCCACATCAGCATGCAA ACATAAATTTGATCTCACTTGGTTT 238

Ai04B4616 Araip.B04 4616 c (TA)11ataatc(T)1139 12801744 12801782 TTTTGGCGTTTGGAAATAGG AAAGCGTAGCCGTATGTTGA 279

Ai04B4618 Araip.B04 4618 c (AT)6aatcaaatttagagagactatccatatcattatccgatttggatcgtaattgatacttaatagaaagtatctcttaataaggttattattata(TAT)6123 12807184 12807306 GGCAAAGATGGCAATGAGAC TGGAAGAAATTGGAGGTCGT 265

Ai04B4621 Araip.B04 4621 p3 (ATG)5 15 12810780 12810794 GGAGGGATAGAGGGAATTTGA CTTTAAGCGAAGCCGTTTTG 106

Ai04B4624 Araip.B04 4624 p2 (CG)6 12 12826120 12826131 TGGTGTTTGGAAGTGTTGGA TGCCTCTGGCACAAACCTAT 196

Ai04B4626 Araip.B04 4626 p3 (TTA)7 21 12831066 12831086 GTGCCACTTGGCTATATGGG GAGCTCCATGGTGGTCAAAT 277

Ai04B4630 Araip.B04 4630 c (AACCG)5catatattaca(AAT)654 12841319 12841372 GTGAGGACAAGGCAAAAACG TTTTTATTTGCTGTCCCAAAAA 263

Ai04B4636 Araip.B04 4636 p3 (AAG)6 18 12865019 12865036 TCTAAGGCCTTGTCCAAGAA TGCATTTGTACTCGTGGTCC 216

Ai04B4639 Araip.B04 4639 p3 (TGG)9 27 12870755 12870781 CAACATCATCAACATGGCAA CAACAACACCACCTCCTCCT 207

Ai04B4640 Araip.B04 4640 c (AGA)5cgtagtatcaagggt(GAA)648 12870909 12870956 AGGAGGAGGTGGTGTTGTTG TCCCCTCACGCTTCTTCTTA 153

Ai04B4643 Araip.B04 4643 p3 (TTA)8 24 12877004 12877027 GGTCTGGGTAACGTCGAAAA AAAGGGAAAGGGGAAACTGA 236

Ai04B4647 Araip.B04 4647 p2 (TC)24 48 12890537 12890584 CGGAATTAGGATTTGCCTCA CTACAAAGAAAACGCCCAGG 266

Ai04B4657 Araip.B04 4657 c (AAG)5atgctggaagattttggaagaataatagtaaaatgaattttcatggatccaagaaagctctgataccatgtgaaggtatcagcctctttg(AGA)10135 12910794 12910928 TCTTTCAATGACTTAACATTTTCTTC ACACCAATCCGATCTAGACAA 256

Ai04B4661 Araip.B04 4661 p3 (AGG)5 15 12918245 12918259 GTGAGAACAAGGGATTGGGA TCTCATCTCCACCTCCATCC 179

Ai04B4664 Araip.B04 4664 p3 (GTG)5 15 12932094 12932108 TTGGGTAACGGAAGAGGTTG TGGACCAGAAAAATCAAATGG 239

Ai04B4666 Araip.B04 4666 p3 (ATA)7 21 12934625 12934645 GCTCATACAATCATCATCACCG TTTTAACGTAATTCACCAACAAAAA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4669 Araip.B04 4669 p2 (TA)6 12 12940945 12940956 AAACTCCGCGGATTATGACT CGGAGTTTAGGCCGACTAGTTA 111

Ai04B4673 Araip.B04 4673 p2 (AT)11 22 12952657 12952678 CCTGAATTTTGCAACAAAGTG TCTGTAAAAGCCTCAAACCATGT 262

Ai04B4685 Araip.B04 4685 p2 (AT)7 14 12998941 12998954 CTTCAATGCTCCTCCTTTCG TTCCCGAAGACATATCGAGG 161

Ai04B4687 Araip.B04 4687 p2 (CT)7 14 13002345 13002358 TCACGTGTGGAAGCTCTGTC GAGGAAGGAAGGGGAGTGAC 129

Ai04B4689 Araip.B04 4689 p2 (AT)13 26 13005903 13005928 TGAAGCTGATCCTGAACTTGAA CAGAATTCGAACCAACCTGT 210

Ai04B4699 Araip.B04 4699 p3 (ACA)5 15 13046314 13046328 CATGTCTGTGCCAATCCAAC ATTTGCTTGATCAGCGTCCT 274

Ai04B4701 Araip.B04 4701 p2 (AG)6 12 13049896 13049907 GCTCCAATTTCCTGTCCAAA AGCAAGATGATGTGGCTTGA 218

Ai04B4704 Araip.B04 4704 c (T)12ag(A)10 24 13055961 13055984 TCCGTTAATCCCTATGGCTG TGTTAAATTCAAATACCTTGTGGC 181

Ai04B4707 Araip.B04 4707 p2 (GA)6 12 13065786 13065797 CCTGCCATTTGTCCTTATCG CCTCCTTCCTTTCTCCCATC 242

Ai04B4710 Araip.B04 4710 p2 (AT)6 12 13086815 13086826 AAAAACACGTAATGATCTATGGTG GCCTAGCACCCACTAAACCC 250

Ai04B4713 Araip.B04 4713 p2 (AT)9 18 13098459 13098476 AAAGAGGAATAGGAGTCGTGATTG ATCATACTTTCGATTGCGCC 269

Ai04B4718 Araip.B04 4718 c (AT)8ttatttattttaaagaattaagagaaataaaaaaataaataaaattaactaggggataccaaacttaatttcagagattaaagaaaagttaattgatg(A)10124 13118893 13119016 AAATTCACTGAACAAAGATTGGG TTTTCCTTTGTTGTCGTTGC 268

Ai04B4721 Araip.B04 4721 p3 (CTC)5 15 13130909 13130923 CACCACATCCATCTCCTCCT ATTCGAGACGCAGGTGTTTT 280

Ai04B4722 Araip.B04 4722 p3 (ATG)6 18 13131302 13131319 AAAACACCTGCGTCTCGAAT CGTCATCACCAACAACACCT 257

Ai04B4723 Araip.B04 4723 p3 (AAT)9 27 13131904 13131930 TCTGACCATAAAATCGGTTGG TCAAACCAAAAGGTGCAATG 214

Ai04B4729 Araip.B04 4729 p2 (CT)12 24 13162476 13162499 TCTTCTTGTTGGGCTGGTCT GCAGCATGAATTAGGGGAAG 222

Ai04B4735 Araip.B04 4735 c (A)12gtaaaaa(AC)835 13167693 13167727 TATCTGCCGGTAAATCCGAC AACATGATCAAGGCGAGTCC 233

Ai04B4737 Araip.B04 4737 p2 (TA)9 18 13171498 13171515 TTACCAATCCATGCCAAGTG CGTTGCGGAAGGAAGATTAG 183

Ai04B4738 Araip.B04 4738 p2 (AT)9 18 13176137 13176154 CGAATCGACATCTTCACCAA TGAAAAGACCTCGTTCTCATTG 249

Ai04B4740 Araip.B04 4740 p2 (AT)6 12 13183877 13183888 CCTTGTGGGGAGTAGGGAAT CATGGTCATATTGCCACAGC 232

Ai04B4745 Araip.B04 4745 c* (A)11(AAAAC)5* 32 13196070 13196101 ATGTCGGAAGGGAGAATCAA AAAACAAAGCAAGGTTGGTAGG 100

Ai04B4752 Araip.B04 4752 p2 (AT)9 18 13209202 13209219 AAACCGATTTGGATTGATCG TCTTCCATTGATCCCTTTACA 277

Ai04B4754 Araip.B04 4754 p2 (AT)9 18 13210230 13210247 GTCGTTTTCAATTTCTGGGG TTTTGGGAAAACGAATCCTG 234

Ai04B4763 Araip.B04 4763 p4 (TATT)5 20 13260432 13260451 CTGTTGTCCAGCTTGGGATT TTGGGAGAGTTGATCCAAAAA 210

Ai04B4764 Araip.B04 4764 p3 (TTG)5 15 13262786 13262800 GCAACAGCACATTAGAGAGGCT CCGCCTCCTATGGTAACTTG 215

Ai04B4765 Araip.B04 4765 p3 (TAT)9 27 13266525 13266551 CGACGAAGACCTTACCCTCA GAGGAGGAGGAGCCTGAGAT 247

Ai04B4767 Araip.B04 4767 p3 (AAC)7 21 13268385 13268405 TAGCACAGGAACATCATCGG CATGGCTTGGAAATCCATCT 223

Ai04B4768 Araip.B04 4768 p4 (AAAT)5 20 13269854 13269873 ACAATTCCAAAGGCCCTACC GCCATAACCATCTTCCCCTT 239

Ai04B4770 Araip.B04 4770 p3 (TCC)6 18 13272043 13272060 TATTCATGCGCTTCATACCG CGAGATAGCTGATGATGGAGG 195

Ai04B4771 Araip.B04 4771 p3 (GAG)6 18 13273020 13273037 GAAAAAGGAGGAGAAACGCA TCACCCATACGAGCGTGTTA 125

Ai04B4774 Araip.B04 4774 p2 (AC)7 14 13291068 13291081 CCAAGTTACGAAAACGGGAA CTGGTCCGTCCGTGTTTACT 213

Ai04B4775 Araip.B04 4775 p2 (AT)6 12 13293419 13293430 AAGCTTGCATCGTTCCATCT AGCTTGTGCACTGGAATTGA 203

Ai04B4779 Araip.B04 4779 p2 (TA)8 16 13299628 13299643 GGCCGTAAGTGAGTCGAGTT GCTCGATAAGCCGAATAAGC 250

Ai04B4780 Araip.B04 4780 c (T)10gtcattttttgtaaatggctaaaattttaaaaataaatacaaatagttaagggatcaaatttag(T)1387 13301834 13301920 TAATTCGGTTTGTGGCCATT TCACAAACAAAAGATTTGTGCAT 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4781 Araip.B04 4781 p6 (AGAGAA)5 30 13315700 13315729 GGTTTGGATTGAATTGGGTG TTCCTCACTTCTTGCCTGCT 268

Ai04B4784 Araip.B04 4784 p2 (TA)10 20 13317163 13317182 TCTCCACTCTGATTTTTACCCAA TTTTGGTGATGACAAACACACA 192

Ai04B4785 Araip.B04 4785 p6 (AGAGAA)5 30 13319099 13319128 GGTTTGGATTGAATTGGGTG TTCCTCACTTCTTGCCTGCT 268

Ai04B4788 Araip.B04 4788 p2 (TA)10 20 13320562 13320581 TCTCCACTCTGATTTTTACCCAA TTTTGGTGATGACAAACACACA 192

Ai04B4791 Araip.B04 4791 p2 (TA)6 12 13331108 13331119 TCAGCCTACGAAGCTAAGGC GCTAGGCGTTTGGATTTCTG 232

Ai04B4792 Araip.B04 4792 p2 (TA)6 12 13334156 13334167 TAGTCAGTCCATTCCCCAGG AATTTTCTTCGCACGCAAGT 233

Ai04B4793 Araip.B04 4793 p2 (TA)10 20 13334497 13334516 CTCCTAACTCAGCCTGCGAA TTGTTTTCAGATGCAGGTCG 267

Ai04B4794 Araip.B04 4794 c (TTTA)5tttttgttgtaggaataatgttatgcatccaccacaagtggcaaattgtaatttgcaagtgttaggataaaagccaatacataactacacaacccca(T)13130 13337784 13337913 TGCATCTAGATATCAGTCGGC TTACTTTGTTGCCGAAAGGG 244

Ai04B4795 Araip.B04 4795 c (A)15tcctaccaccaattttcattaatttttggttcaatatacatacacactatttat(TAA)584 13338137 13338220 CGGCAACAAAGTAAACGGAT AAAATTAAAAACCAAACCAGTTCA 259

Ai04B4800 Araip.B04 4800 p2 (AC)7 14 13343096 13343109 CACGAGGGGCAGACTCTAAG GTTGTTGCAGGGGATCAGTT 128

Ai04B4801 Araip.B04 4801 p2 (AT)10 20 13344076 13344095 CGCCTTTTAAGCTTTTAACATGA AGGAGGAGGGAGAACCAAAC 186

Ai04B4802 Araip.B04 4802 p2 (AG)11 22 13344235 13344256 GTTTGGTTCTCCCTCCTCCT AGCCTCTTCATTCCCCTGAT 131

Ai04B4806 Araip.B04 4806 p2 (CT)10 20 13350805 13350824 TTCACACATTTACCGTCGGA CAGCAACACCTCCTTTGACA 133

Ai04B4807 Araip.B04 4807 p2 (TA)6 12 13354224 13354235 AACCGATTTGATTTTCGTAACA GGCATGAAATTTGGCTTTTG 209

Ai04B4808 Araip.B04 4808 p3 (TGG)5 15 13356274 13356288 AAAGAAAAAGGGTGGAGGGA GGGGAACATCATGTACGGTT 189

Ai04B4809 Araip.B04 4809 p2 (AT)7 14 13358127 13358140 TAGCTCCTGACTCAGCCTGC AGTCCCTGGGTTATTTTGGG 216

Ai04B4810 Araip.B04 4810 c (T)11gc(A)12 25 13370805 13370829 CCCCTGACAGTTCACAACCT CCTTCTATGCCAACGCAAGT 183

Ai04B4811 Araip.B04 4811 c* (TTTA)8(TTA)6* 47 13374442 13374488 CAGATTTTCGGTCCTGTCCT TGGGTTCTGTTTGAAAAGGG 256

Ai04B4813 Araip.B04 4813 p3 (TAA)7 21 13375566 13375586 GTGCTGCCTTATCCCTGTCT ATGTTGGTGTTGGTGGAGGT 270

Ai04B4814 Araip.B04 4814 p3 (CCA)5 15 13375754 13375768 AGTGCCAGAATCGAAATCGT GCTGGTGGTGGTGTATGTTG 196

Ai04B4816 Araip.B04 4816 p3 (ATA)6 18 13376981 13376998 AAAAAGGTAAAGCCCGAGAAA TGTGTGTTGTCTGTTGTGTAGGA 230

Ai04B4818 Araip.B04 4818 c (A)10gtataaattgttcaatttccttagcggaagaaataacatgtaaaaccttg(T)1070 13384906 13384975 TGTCATGAAATTTTGAAAAGGG CAAATCATTTTGACGCTCATTC 263

Ai04B4819 Araip.B04 4819 p3 (CTC)6 18 13387150 13387167 GCTTTCATTTGGTTTTCCGA GGCAGAGAGGAAGCAGAAGA 247

Ai04B4821 Araip.B04 4821 c (A)10ttatgaagttaattactattgactatatgccaaacct(A)1057 13397740 13397796 TGGAATAACTGGTATTGAAGTTGC TTTTGTTCTTCACAACAAGAGGA 142

Ai04B4827 Araip.B04 4827 p2 (GA)15 30 13427284 13427313 TTTGGTTAGAGTCTCGTGCTGA TGTGGATGTCCATTTCCAAG 261

Ai04B4833 Araip.B04 4833 p2 (TA)6 12 13459048 13459059 GGATCTGGTCGGCTGTCTAC TGCATGGTCCGTTTTCATTA 127

Ai04B4836 Araip.B04 4836 p2 (TG)16 32 13468414 13468445 GCATCTCGTTAGGCTTCTGG GCTCCTAACTTAGCCCGTGA 259

Ai04B4837 Araip.B04 4837 p2 (CT)8 16 13471995 13472010 TCCCATTTCGGATAGAGCAG GCAAATCCCTCTCTTTTGCTT 279

Ai04B4839 Araip.B04 4839 p2 (TG)26 52 13476834 13476885 CGAGAGGCATCTTGTTAGGC GGCTGGCCGGAGAATATTTA 261

Ai04B4841 Araip.B04 4841 p2 (AT)7 14 13479294 13479307 TGATTGAAGCACAAAGGCTG TGCCACCAGTGAAGGATGTA 162

Ai04B4845 Araip.B04 4845 p2 (TA)6 12 13488682 13488693 GGTTCATACAGAGCCTAACGC GCAAAGACACACGCTTGAGA 139

Ai04B4849 Araip.B04 4849 c (TTA)30tatttc(T)10106 13502425 13502530 GTGCTTTTTGCAGGTTCTCC TTGAGATGGCAAGGTATTACGA 279

Ai04B4856 Araip.B04 4856 p3 (TAC)5 15 13522471 13522485 GCATAATCCAATGCACAATCC GGGGAAGAAGGATCACAACA 268

Ai04B4859 Araip.B04 4859 p3 (AAG)5 15 13530477 13530491 GGAACTCGGCAACCAACTAA GGGAAGCTGTAACGTTTTCG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4870 Araip.B04 4870 p2 (AT)7 14 13591182 13591195 CTGTCGGTTATCCAGCCAAT ATACGGGTTTCCCTGGGTAG 243

Ai04B4871 Araip.B04 4871 c (A)10gaaagggaaaaacctcttacaataaaagaatgggtagaacgacaggatccaattttgctcgaaacgcaacaacgcaacttcgttactgcctcct(TC)9tgctaaacacaaacaccaacaccaacgcctaatattctcttcctctctttctttatctcagacgcacct(AC)6203 13609983 13610185 CTGAAAATGAGCTCCTGGGT GGAAGGGGGAAAAAGAGTGT 280

Ai04B4873 Araip.B04 4873 c (GAT)5t(ATG)5 31 13619280 13619310 GGATTTCGATGATGATTGGG TCCCAGCCCTCAATTTTCTA 155

Ai04B4883 Araip.B04 4883 p2 (GA)8 16 13682345 13682360 CTGTACAGCCTTTCCCCAAA CCCTCTCATGGCTCGTTTT 268

Ai04B4890 Araip.B04 4890 p2 (TG)6 12 13695868 13695879 TCTCATCTAATGAATAAATAACTGCCA TCCACTGCAGCATTCTAACAA 220

Ai04B4891 Araip.B04 4891 p4 (CTCC)5 20 13696434 13696453 GCTCCAAAGTAACGCGCTATAA AAACACGAGAAAAAGAGAGGG 276

Ai04B4892 Araip.B04 4892 p2 (AT)6 12 13696710 13696721 TTGCTTATTATTAGGCGCACA GAGCAACAAAGAGACACACAAAA 271

Ai04B4893 Araip.B04 4893 p3 (ATT)5 15 13707481 13707495 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 169

Ai04B4895 Araip.B04 4895 p3 (GAA)12 36 13716501 13716536 CAATGAGCAACACCAAGGAA CTTTATCCCCAAGTGGCTCA 255

Ai04B4897 Araip.B04 4897 p3 (GAA)5 15 13719830 13719844 CCACCTGCATCCTGAATATG GTACACCGAACACAAATGCG 260

Ai04B4899 Araip.B04 4899 p3 (TTA)18 54 13725123 13725176 GCTCTCAAATCTAGACTCAAACCA TGGTTACGTAGCATTGCCCT 208

Ai04B4902 Araip.B04 4902 p2 (TA)8 16 13746675 13746690 TGCACACCATGTGTTTGTTC CATAAATTGCAGCTGAGGGA 138

Ai04B4903 Araip.B04 4903 p3 (TTG)5 15 13747260 13747274 TGCCTCTTTGCCTCTGCTAT ACACGACCGCGCTTATTAAC 173

Ai04B4907 Araip.B04 4907 p2 (CT)6 12 13762991 13763002 TGCCAGGATTGGTAGAAAGG ATAGGTGAGGGGTTTTTGGG 176

Ai04B4908 Araip.B04 4908 p2 (AT)7 14 13771380 13771393 ATATTCGAATTTGCCCCCTC GGAAATATGGGCGTTCAATG 235

Ai04B4909 Araip.B04 4909 p2 (AG)7 14 13782461 13782474 AGAGGAGGGGTCTATCGGAA CAACATGTTACCAGCGGATG 133

Ai04B4911 Araip.B04 4911 p2 (TA)6 12 13795923 13795934 CGAGACCAAGCTTATCCAGC GGTTGTGATAAATCGAAACAACTT 275

Ai04B4912 Araip.B04 4912 p2 (AG)8 16 13796954 13796969 GAACATGACAGCCTGCAAAA TAAAGTTTATCGGCGCGACT 142

Ai04B4913 Araip.B04 4913 p3 (TAA)5 15 13798967 13798981 TCCTGCTGCTAACAAACCAA TGCTGTTCTGTTTGCTGTTCA 219

Ai04B4914 Araip.B04 4914 p2 (GA)8 16 13807428 13807443 GACAGTGAAAGGGCTGGGTA GTTTTGGTGACATGCAGTGG 208

Ai04B4918 Araip.B04 4918 p2 (TA)6 12 13814606 13814617 ACGGTCGGACCAAGGAGTAG TCTGATGAGTTTCCCTTGCC 253

Ai04B4919 Araip.B04 4919 p3 (ATT)5 15 13816900 13816914 TGCTTCTCATAGGCAAAAGG AGAGTTGACGGAGGCAAAAA 266

Ai04B4920 Araip.B04 4920 p3 (ATA)17 51 13830963 13831013 AGACATGGACATGCTGTTTTT ACATTATCATGATCCTATTTGATTTTT 215

Ai04B4923 Araip.B04 4923 c (CT)7ccctctcctccctccttctctctttttccctcccttttttctctctctctatccctttctctcattctctctcttccctatccctcttc(CT)7cctttcctctcctcat(TC)7147 13834830 13834976 TTCCCCCTTTCCCTCTTTC GGGGAGGGAGCAAAGAAGA 279

Ai04B4925 Araip.B04 4925 c (GA)8aagaggaagagaaaggggagggggagagaggacggagaggagagaaacaaaaggggaaagaggaaaaagagga(AG)7aagggggagaaagag(GA)6ggaagaaagagtggaggagggagaggagagagaaaaagggg(GA)7185 13835754 13835938 GAGGAATAGGAGAGAGAAAGAAAAA TCCCTCCCGCTTCCTTCT 250

Ai04B4929 Araip.B04 4929 p2 (GT)10 20 13841606 13841625 TGGTGAAACGCATGTTGAAT TACGTCCAAAACAGCACGAA 236

Ai04B4942 Araip.B04 4942 p3 (GTT)8 24 13874170 13874193 TCTATCAGAGTCGTGCAGCC TTTTCTCACTGTCGCCTCCT 225

Ai04B4946 Araip.B04 4946 c (T)10g(T)12 23 13884120 13884142 ATCAAGGGGGACCGTATTTC TGAAGCCATTTTGTAAAACGAA 192

Ai04B4947 Araip.B04 4947 p2 (CT)9 18 13885230 13885247 CCAACTGTCTTTGGTGATGC GGTCCTCCCCCTAAATAAACA 280

Ai04B4948 Araip.B04 4948 p3 (AAT)5 15 13887469 13887483 GCATCTATGCCTGTCCCAAT CCCCAACTTGGAGAATGTGT 139

Ai04B4952 Araip.B04 4952 p2 (GA)6 12 13893403 13893414 CCAATGACGGAAGAGAGAGC ACAACACAGCACATGGGAAA 266

Ai04B4955 Araip.B04 4955 c (A)11gttaaaataacaaaattttattgtgctttga(T)10ccttataaaat(A)1174 13907436 13907509 TGGGAGACACACTACGGTCTT GATAGGGTTGCATTGGCTTT 275

Ai04B4957 Araip.B04 4957 p3 (AAG)6 18 13917725 13917742 GGCTCTACTCTGATTTGGCG TTGGTTCCTTCGCAATTTTC 279

Ai04B4960 Araip.B04 4960 p2 (TC)6 12 13940512 13940523 TTTTAGGCATTTTACCCTCATTTT CTTCAAATGAGTCCGAAGGC 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B4962 Araip.B04 4962 p2 (GT)7 14 13943550 13943563 ATTTGAGGGCAATTTACGCA ACACGTAAACCGCTACTGCC 181

Ai04B4964 Araip.B04 4964 p2 (TA)6 12 13951383 13951394 ACTCAGCAACAACGATGACG AGTCGGGGCTAATTTTGCTT 244

Ai04B4975 Araip.B04 4975 p4 (ATAC)5 20 13993383 13993402 AACTCACCTCATGTCACCCA TCTTCTTCTTCCTCCGGTCA 271

Ai04B4976 Araip.B04 4976 c (GAA)7gg(AGA)5 38 13993532 13993569 CACGACACGACACAGAAACC AGGAACCTCTTCCGGTGATT 263

Ai04B4982 Araip.B04 4982 c (AT)10(AG)21 62 13999431 13999492 GCCTTCACAAATACGAGCTGA AGGTGATGTGGAGGTGTGTG 273

Ai04B4988 Araip.B04 4988 p3 (CTT)16 48 14008081 14008128 TCCACCACTACTCCTCCTCC TCAAGCAACATGCACTTTCA 265

Ai04B4989 Araip.B04 4989 c (ATG)5(GTG)8ggtttcttgttcaacttgggctttttggttgattttggagaaagttc(TGA)5ccatgatgatac(TGG)5128 14008513 14008640 GTGGTGGTGGGTTCTGTTTT GGACGAAATACCCTTCTCCC 243

Ai04B4991 Araip.B04 4991 p2 (AG)6 12 14027230 14027241 ATTAGGGTTCACAAGGCGTG CATTCTGATGCAAACCATCG 215

Ai04B4994 Araip.B04 4994 p2 (AG)6 12 14033995 14034006 TTATGGTTCCAATGGGGAAA TGAAAAGAAGGAAGGAGGCA 278

Ai04B4998 Araip.B04 4998 c (A)11caaaaaacaaaaataattgcatatatgttatttt(A)1055 14046564 14046618 TGAGTGAATTGTTTCCATCTTTG TTTGGGTGAGACTTGGAACA 216

Ai04B5000 Araip.B04 5000 p3 (ATA)6 18 14054347 14054364 CAGTAACCCCAATGCTTGAAA CAGAAATTCGAGTGTTCCAATG 280

Ai04B5001 Araip.B04 5001 c (GTG)5atggagtggcagtgggtgggggtggtgttggtgttggtgttggtgt(TGG)8tgttggtgctggttgtggcggtggtgttggtgt(TGG)6136 14060865 14061000 TGGGTTCTGATGAGGATAACG CCCTCACCACTACCAACACA 220

Ai04B5006 Araip.B04 5006 p2 (AG)12 24 14079963 14079986 TGGGAGTGGGAGTGAGAGTC AAATTGGCGTGAGCATTACC 261

Ai04B5008 Araip.B04 5008 p4 (TTAA)6 24 14083922 14083945 GGTTGGACGAATTGGAGCTA CAGATTCCTGCGGTTCAGTT 219

Ai04B5009 Araip.B04 5009 p2 (AT)7 14 14086596 14086609 TTTTACATGTGCGCCTCTGA GCATTATGAATGGAATGTAATGTTC 248

Ai04B5011 Araip.B04 5011 p3 (CAC)5 15 14089146 14089160 GCTTCACTATCGCTTTTGCC AGGGGTGGTAGTGGTGGATT 273

Ai04B5012 Araip.B04 5012 p3 (CCA)6 18 14089512 14089529 ACCAACACTTTTGCCACCTC TTGGGGTTGGTAGAGGTCAG 275

Ai04B5013 Araip.B04 5013 c (CT)17tcctcttt(TC)8ccattttgtt(TC)6cctcttttccctctcccattttctttctctctctccctcccttctctcttcatctt(TC)8152 14090736 14090887 CCCTTTCTCCCCTTCTTTCC AAGGGGGAGAGAGAAATAGGA 271

Ai04B5014 Araip.B04 5014 c (AG)7aaagaggaagagagaagggagaaagagagagagaacagagaaagagagagaagagaaaagagagaa(AG)794 14091141 14091234 CCCTCTTCTCTCTCTTCCCC CTTTCTTCGCCCTCCTCTCT 276

Ai04B5015 Araip.B04 5015 c (GA)9aagaggaagagagaagggagg(GA)8aagaaaatgagagagggaaaagagg(GA)11aaagaggaagagagagaaacaaaatgg(GA)11151 14091407 14091557 GAGGGCGAAGAAAGAGAGAGA TCCTCCCTTCCCCCTTCT 267

Ai04B5018 Araip.B04 5018 p3 (GAG)5 15 14104633 14104647 TGCCGAACAGAAACATCATC CTGGTGGTGTTAGGACGGTT 250

Ai04B5022 Araip.B04 5022 p3 (ACC)5 15 14114962 14114976 CTGCAGATTTGCTTCGTTGA GGTGACGGAAGAGGTTGTTG 275

Ai04B5023 Araip.B04 5023 p2 (TA)6 12 14132860 14132871 TTCAACCGGCCTATCTGAAC GGAATGGAATCAATTTTGTCCT 209

Ai04B5025 Araip.B04 5025 p2 (GA)6 12 14145622 14145633 AGAAGGTTTTGTGGGTGACG CCACCTCCAACAATCACACA 163

Ai04B5026 Araip.B04 5026 c (AG)10ctcggtggcgctagggcacatagttgcaggcat(AG)869 14146068 14146136 CCCAAAGAAAGAAACCGAAA GTCGGTAAGCTTGTCGAAGG 250

Ai04B5028 Araip.B04 5028 p3 (CAC)6 18 14149915 14149932 CCTTGTGCATTACACCACAATA GCAAGGAAAACTTGCCATAAA 269

Ai04B5029 Araip.B04 5029 p2 (GA)18 36 14151122 14151157 AGTCCCGAGAAGCAGCATAA TTCTTCGAAATGAACCCTCG 145

Ai04B5031 Araip.B04 5031 p6 (CATCAC)5 30 14155112 14155141 TAATCCGGCATTGAAGATCC GTTGCTGCTGCTGGTTGTAA 244

Ai04B5032 Araip.B04 5032 c (TC)7(T)10 24 14159576 14159599 TCCCAGGATACAATGAAACCTAA TCAGGTACAAATAAAATTAACCCAA 277

Ai04B5033 Araip.B04 5033 p2 (AG)8 16 14160214 14160229 TCAGCTACCATTACCCTAAACTTACA TTGAGCATGTTTGCTTTTTGA 280

Ai04B5038 Araip.B04 5038 p2 (TC)11 22 14164765 14164786 CGTTGTTGTTGCTGCTCAAT CCAAATCAATCTTTGAAGACCT 139

Ai04B5039 Araip.B04 5039 c (T)10caattaagtccttcttagtagtaattggcttaattttatagggacccaact(A)1071 14171411 14171481 CATGAGAGCTCTTGCAACATT AATTGAGTCCTTGCACCAAA 272

Ai04B5040 Araip.B04 5040 c (CA)9(CT)24cat(TC)681 14175198 14175278 TCCCTTCTCCAATCCCTCTT AGGCTCCATGAGTCCACAAC 213

Ai04B5054 Araip.B04 5054 c (A)10ctattaaaaactaaattttaattagttaatattaactaatttttattatggcattg(T)1076 14226824 14226899 TGGATTAGTCAAGTATTTAGCTCATTT GATGCACGAGTAAACTTTTTGAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5062 Araip.B04 5062 p3 (TTC)5 15 14269672 14269686 CCCAACCCGGGTACTAACTT GCTAAATGGGCACCATGAAT 264

Ai04B5065 Araip.B04 5065 p2 (CT)6 12 14278529 14278540 GGAACATTGAACCTGGAATGA AGCGATTTCTGGACCCTTTT 226

Ai04B5066 Araip.B04 5066 p2 (AT)6 12 14279619 14279630 TGACACTTAGGCCAAAAGCA GGAGAAAAATTGATCAAGTGGC 193

Ai04B5067 Araip.B04 5067 p2 (AT)6 12 14280697 14280708 GGTGGGTGGATTGTTGTGAT TCCTTTCAGTACTTGCACATTTTC 262

Ai04B5070 Araip.B04 5070 p2 (CT)6 12 14288691 14288702 GGAACATTGAACCTGGAATGA GGACGCCACGTGTAGAAAAT 262

Ai04B5071 Araip.B04 5071 p2 (CT)6 12 14293461 14293472 GGAACATTGAACCTGGAATGA GGACGCCACGTGTAGAAAAT 262

Ai04B5075 Araip.B04 5075 p3 (AGA)9 27 14302729 14302755 CTCAAAGCTTGCACCACAAA CAGCATCGAAAACGTGAAGA 142

Ai04B5076 Araip.B04 5076 c (TGG)6aggtgttagtgttgatggtggttgtggtggtatgg(TGT)6ttggtgttgttggtgttggtgttgat(TGG)8121 14304575 14304695 TATATTTCGGGTCGGGTCTG CCACCAACATTACCACCACA 249

Ai04B5082 Araip.B04 5082 p2 (AG)7 14 14318940 14318953 GCACAAGGGGGATTATTGTG TCACCAACCCTACAAACCCT 216

Ai04B5083 Araip.B04 5083 c* (AT)6(T)12* 23 14321151 14321173 AAGTTGCTTGCACCCTTTGT CATGTTCATAGCCATTCTTCTCA 254

Ai04B5088 Araip.B04 5088 p6 (GGTCTA)6 36 14336248 14336283 GCAAACAACCCAAGGGAGTA TTGCTGCTCAGAATGGTTTG 189

Ai04B5089 Araip.B04 5089 p6 (TAGGGG)6 36 14336427 14336462 GATGCAAACCATTCTGAGCA TCACCTCTACCTCCGCTGAT 164

Ai04B5095 Araip.B04 5095 c* (TA)7(A)11* 24 14357413 14357436 GAGGGATAGGAGTCGTGACTGT GCAATAAACTTTCCACTCTGCC 230

Ai04B5100 Araip.B04 5100 p3 (AGT)7 21 14365972 14365992 TAGATGAATGATGCACCCCC TTATGGAGATGGGATGGGAG 268

Ai04B5101 Araip.B04 5101 p2 (GA)6 12 14366383 14366394 AGGAACTCCCATCCCATCTC TGGAAGGGAGCATGATAACC 280

Ai04B5102 Araip.B04 5102 p3 (TAA)5 15 14366527 14366541 CATGCTCCCTTCCATGTTCT TTCCCCTTCATTTTCACCAG 197

Ai04B5103 Araip.B04 5103 p2 (TC)23 46 14366686 14366731 CTGGTGAAAATGAAGGGGAA CTTTGCCTCATTGCCAAAAC 182

Ai04B5105 Araip.B04 5105 p2 (AG)6 12 14368767 14368778 TGGCTGTTTAAAAAGGGTGG AACGTTGCCGTGAAGAAAGT 250

Ai04B5106 Araip.B04 5106 p3 (GAT)58 174 14370494 14370667 GTTTTATTGCGGTTCGGTTC ATGGCCGTATGCCACTATGT 274

Ai04B5109 Araip.B04 5109 p2 (AT)7 14 14380018 14380031 GGTAAAGCAATGTGTCGCAA GGGCTAGGGTCCTTTTTCTG 243

Ai04B5110 Araip.B04 5110 c (A)10tgtgtttccatttataag(AT)640 14385718 14385757 CTCAAATGGTTGTGTCCTTCC GACGATTTTGATTTTGACCCA 276

Ai04B5112 Araip.B04 5112 p2 (TA)6 12 14392734 14392745 TGTGTCGGTCAAAAGTCAAAA TTAAGGTGGTAACAATACAAGGTG 268

Ai04B5114 Araip.B04 5114 c (CA)20(TA)6 52 14399986 14400037 TCCATACCTCCATCTCCGTC ACGACGTAAGGGTGACCAAG 275

Ai04B5117 Araip.B04 5117 p2 (TA)8 16 14413399 14413414 TCAGAATCGAAACCGTCTCC AAGAAGAAGCAGAACCACCG 274

Ai04B5120 Araip.B04 5120 p3 (TCT)6 18 14428152 14428169 CAGCATCGAAAACGTGAAGA CTCAAAGCTTGCACCACAAA 133

Ai04B5127 Araip.B04 5127 p2 (TA)7 14 14483255 14483268 ATCTTCGCAACCGGATTATG AACTCGAAAGCGCAACACTC 123

Ai04B5135 Araip.B04 5135 c (TC)9tttctctttctctttcctttttcctctgccttttggattcgggaactcatattctgacacctccaacaacaagaagttatca(TC)8116 14532616 14532731 CGCTTCCCACTCAAAAACAC ACGTTGGGACGATAACCTTG 261

Ai04B5142 Araip.B04 5142 p2 (CT)13 26 14549831 14549856 AGATAGCTTGCCCTTTTCCC AGCCTATCCCCACCTGAGTT 219

Ai04B5146 Araip.B04 5146 p2 (TA)11 22 14575353 14575374 CAAGAGCAATTCGGTGATGA GCAGAAGCCATTAAGGGAAG 161

Ai04B5150 Araip.B04 5150 c (A)10gattaatatccatgacattcaagcataatttatcttttgtaaataagtgccatgtattttagtttatatttac(T)1194 14583288 14583381 AAAAACAATGCCAAAAAGCG TTCAATTATAAAAGCACACAATAAACA 247

Ai04B5152 Araip.B04 5152 p2 (TC)6 12 14594143 14594154 TGCACTTAGCAGCTGAACCA TCGTCGATCAGCACGAGATA 119

Ai04B5155 Araip.B04 5155 c (TTG)5ttacttttctttccatccaagc(A)1047 14609772 14609818 ACATGACAGAGCACAATGGC TGAGAGGAAAGAAAATGAAAAGAAA 202

Ai04B5156 Araip.B04 5156 p3 (ATC)5 15 14617943 14617957 AGCCTATGATTGCTTGGGTG TCAATCATGAGTCCACATCACA 233

Ai04B5159 Araip.B04 5159 p2 (AT)7 14 14620329 14620342 TTGGTACATCTATTTTCAGCAATGA AAGCAAAAATTAAGAGGGAAAGA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5164 Araip.B04 5164 c (A)11tattttataacataaacagcagattgtgaa(AT)1673 14640053 14640125 AAACCCTTAACCCTAAAACCC GCAGCAGCGGATAACTCTTT 235

Ai04B5165 Araip.B04 5165 p2 (TG)6 12 14640746 14640757 GAATTGCAGTCAGCTCCTCC CGTCATGCACTAAGCGTGTT 225

Ai04B5166 Araip.B04 5166 p3 (AAT)6 18 14643580 14643597 AGTTAGTTGATTGGGCGTGG CGGTTGAAGGACAAAGCAAT 215

Ai04B5167 Araip.B04 5167 p2 (AG)7 14 14644191 14644204 TGAAAAGAAAAGCATGTCAAACA TGAAAACTCACCAAAGCACG 156

Ai04B5169 Araip.B04 5169 p2 (TA)6 12 14668218 14668229 CATTGACCTGCGTGTCTGAT CATTCTTGATCTATTTCGTCCG 226

Ai04B5172 Araip.B04 5172 p3 (CGA)5 15 14676820 14676834 ACGACTAAGTGCGAGACGGT CATCTCCTTCGTCTCCTTCG 250

Ai04B5173 Araip.B04 5173 p3 (GAG)7 21 14687974 14687994 ACCTCACCAGAAGAGCCAGA AGAGATGGCGAAGACAAACG 254

Ai04B5177 Araip.B04 5177 p2 (TC)12 24 14708734 14708757 CCTCTTCTCCGTCATACCCA TAGTCTCGCATCCCACCTCT 272

Ai04B5178 Araip.B04 5178 p2 (CT)77 154 14709590 14709743 CCAATTTTGTAAGAGGGATAGGAA CTCGGTTTGTAACACCCTCA 272

Ai04B5179 Araip.B04 5179 p2 (TA)8 16 14710596 14710611 CAACGCACATTTTCACGACT GAAGGGATCGGATAGAATTCAC 105

Ai04B5180 Araip.B04 5180 p3 (AGA)5 15 14711876 14711890 GAAGGCGCTCCATACGTAAA CAATTTTAAGTCACGCGTTTTT 129

Ai04B5182 Araip.B04 5182 p2 (AG)6 12 14715914 14715925 ATAGAAGGGGAAGCCTCCAA GTGGTGGATGAGGCAGAAGT 264

Ai04B5189 Araip.B04 5189 c* (A)11(AAG)5* 24 14739157 14739180 CAAAAATGTTTTCTCTAATGCTGC CCTCTTCTACCTCCTCATTTTCTG 269

Ai04B5196 Araip.B04 5196 p3 (CAT)5 15 14757257 14757271 TTGTGCGTATGGTCCAAAAA CAATGAGCATTCTCAAGCGA 208

Ai04B5199 Araip.B04 5199 p2 (TA)8 16 14767819 14767834 CCTTAAAGGAATCGAAGGGG ATTCACTAAAAATTCGCCCG 266

Ai04B5209 Araip.B04 5209 p2 (TA)9 18 14803226 14803243 GAAATAAAAGTATTTAGGGTGCGAA GGATCGTCAATGGAGCTTTG 241

Ai04B5210 Araip.B04 5210 c (T)10aattttcacttctgcaatccctatttgtgatccgataattattttacatattatcattttttataaggtgtaaaattttggta(T)11104 14804764 14804867 CTCGCACGTACACATGAAGC CGAATCCAAGCCGAGTAACA 280

Ai04B5212 Araip.B04 5212 p2 (AG)6 12 14811383 14811394 AGGGTATTTTGGGAAGGGTG CAGAAAGGGGCATAGAGCTG 221

Ai04B5216 Araip.B04 5216 p2 (TA)6 12 14823234 14823245 AATCATCATGTGTGCCTGCT TGGTTCTACTGGGTACTCTGTTTTC 237

Ai04B5222 Araip.B04 5222 p2 (CT)6 12 14840301 14840312 CTCAGGATTTATGGACCCCA AAGGATGGAGGTGAGTGGTG 147

Ai04B5224 Araip.B04 5224 c* (T)11(TA)6* 22 14845446 14845467 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 230

Ai04B5226 Araip.B04 5226 c (T)11aaaagagaaatatgaagaaaaaggaatattgaacctggatcgagagtcaatcttaaaaactaagagaaatcctaaatcctaatccta(AG)6110 14848940 14849049 AAGGATAAGAAAAGATTTTGAAAAAGA CCATTCATAATCAAGCTCTCACA 257

Ai04B5227 Araip.B04 5227 p2 (AT)6 12 14866996 14867007 ATGTGACGGGCTCCAAATTA AATCGTTAAAATGCTCGCGT 158

Ai04B5229 Araip.B04 5229 c (T)10aaatatatttgtttatttatttactgaagagccaa(AG)759 14868416 14868474 ACGATTCGTTTCGTCCAATC TTAGATTCGTGGAGGCTGCT 168

Ai04B5233 Araip.B04 5233 p2 (TA)8 16 14878456 14878471 TTCTGCTTCCTGGGTCTGTC GGACCAACAGCAAGCCTTAG 224

Ai04B5234 Araip.B04 5234 p4 (TTTA)5 20 14884915 14884934 ACCCACCACTTCCAGTTCAG TTTCGTACGCTTCTCCTTCA 261

Ai04B5235 Araip.B04 5235 p3 (AGA)6 18 14888054 14888071 AAAACTTCATGCCACCCATC AAATAGAGCAAAGGGCAGCA 146

Ai04B5236 Araip.B04 5236 p2 (GA)6 12 14888399 14888410 TGCTCTATTTATGGAAGAGGTGG CCCTCGTGCTCTTCCTTTTT 277

Ai04B5240 Araip.B04 5240 p2 (TA)7 14 14901769 14901782 TCTTCTTGTCCTTGAAGAGATGC CAGCCAAAGTCAAACAACCA 249

Ai04B5246 Araip.B04 5246 p2 (AT)20 40 14915708 14915747 GCAAACAGAGCAGATCGTCA TGATGAGATGATAGTAGCAAAATAGAA 242

Ai04B5249 Araip.B04 5249 c (T)10cagaaatagcaaaaatagctcaaaatcctcctaacactacctacaactcaaaattagct(A)1180 14928691 14928770 TCTCTGGAAAGAGTACGGGC GGTTGCTTGTGGAGCAAACT 231

Ai04B5250 Araip.B04 5250 p2 (CT)6 12 14929630 14929641 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAAGAA 219

Ai04B5251 Araip.B04 5251 p2 (TC)6 12 14937840 14937851 AGATTAGAGGGGGCCAAAAA TGGGTCTCACAACAAAGACAA 259

Ai04B5257 Araip.B04 5257 c (TTG)5attggctatgttacagtgtgttcaaagaggttcg(TTTA)673 14954306 14954378 TGGCGTCATTTGATTCATGT TAGCAAGCACACCACGAACT 203
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Ai04B5259 Araip.B04 5259 p3 (GTT)5 15 14968229 14968243 CCTTGCTTCACATGCTCAAA TCCTCCGAAGTTGGGTATTG 197

Ai04B5261 Araip.B04 5261 p3 (TCT)6 18 14981681 14981698 ACGTTCTTCTTCGTGCCATT CTACACCCCAGCCACTTGAT 261

Ai04B5262 Araip.B04 5262 c (CTT)5catcttcttatttcatattctcataattctttttatgagaaaaaaaatcaaacaaaaaagataaaaatacagtaattaaaaaaaacaatagaaa(GAG)8133 14982954 14983086 GCAAATTTGGGTGTAACACGA TGTTTCTCTTTATATCCCGCGT 275

Ai04B5263 Araip.B04 5263 p2 (GA)6 12 14983733 14983744 TTGGGGAGTTGTGACCTAAGA GCGGGGAGATGTAAGAGGAT 280

Ai04B5264 Araip.B04 5264 c (T)10ctttctcttttttctctttttatattatttttttcattctc(T)1061 14989713 14989773 TGCATTCTTTTCAATCACAACA CATGCATTGAATGTTGAACCA 207

Ai04B5265 Araip.B04 5265 p4 (AACT)5 20 14991606 14991625 CAGCAGCAGTATCTCAGCACA TATCATTCCCCATCCACCAT 123

Ai04B5266 Araip.B04 5266 p3 (TGG)5 15 14998075 14998089 CCTTGCTTCTGCTTTCTTGC TTACCTCCTCAACCAGCACC 213

Ai04B5269 Araip.B04 5269 c (A)11gaaaatttgggttttcgtaaaaagatcatagaatttttttaaaatattatagaacta(T)1078 15005416 15005493 CACTTTTCGGCGGTTAAAAA TTGCAAGAGATTTGTTTTCTTGA 253

Ai04B5270 Araip.B04 5270 c (GA)10(CA)7gagaa(AG)957 15006906 15006962 CATCGATTTCTCACTGCCCT CGACGTCATTGGTCCTCTTT 216

Ai04B5272 Araip.B04 5272 c* (T)10ctatatatttttttctattttttttcttttg(AT)11(T)10*72 15010678 15010749 TTACTTTGGGGGCATTTTTG CTTGGGACATTGGTTGAGGT 250

Ai04B5273 Araip.B04 5273 c (TAT)14atttataaaattttttagagagggaaaagaaaaaagtaagaaaggaagagagagaaaaagaaaggtagaaagaaagaagtagaaaagaaaaaagg(A)10147 15012262 15012408 GCGAATGCAATAAAGGAAAA GACGCTTATGTGTGGATTGC 246

Ai04B5279 Araip.B04 5279 p2 (CT)6 12 15030687 15030698 TTGAAACCAAAACAAGAATTGAAA TCAGCGTGACTCATTTTTGG 263

Ai04B5282 Araip.B04 5282 p2 (TC)6 12 15032729 15032740 GGAGAATGAGAATTTGAAGGAA CGGAGTACCAAGCTAGCGAA 103

Ai04B5283 Araip.B04 5283 p2 (TA)10 20 15033218 15033237 TTTTATACCTGCAGGACGGG GGGTAGGAGGTGGTGACTGA 236

Ai04B5285 Araip.B04 5285 p5 (TTTTA)7 35 15039126 15039160 GTCCCATGTGCATTGCTTTA GTGCAGGAAACCTATTGGGA 257

Ai04B5294 Araip.B04 5294 c (T)10aaatcaaagtgtattacaaatatttttaagaatac(A)1055 15082679 15082733 TGCTGAAAATGATGGAGTTGA ATCCTCGCAAAGTCGTTCAT 204

Ai04B5295 Araip.B04 5295 p2 (CT)6 12 15086558 15086569 AACGAAGAAATACCCCACCC TGACAGAGAGCAACAGACGG 272

Ai04B5297 Araip.B04 5297 p3 (AGG)6 18 15097368 15097385 ATGACGATGGGTTGAGAAGG GGCGAAGAAGAACTCCAGTG 159

Ai04B5302 Araip.B04 5302 p3 (GGA)8 24 15116368 15116391 AAAATGGGACGAGAGGAGGT TCCGACTTGCTGATTGATTG 204

Ai04B5305 Araip.B04 5305 c (A)11taaagcaactcaaaattttgggaagcaggctcatgaaaattcaaattaattaaaaaaattaccatgtgtattc(A)10gttagttttcaagcatataaataagggggtac(A)10136 15127697 15127832 TGGGAAACTTATTGGGAACA ATCCCATGTGCATTGCTTTT 227

Ai04B5308 Araip.B04 5308 p3 (ATA)6 18 15153308 15153325 CTGGCAAATTGGTCATTCG TCAGAGAGAAATTTTTGGTGCAT 242

Ai04B5315 Araip.B04 5315 p3 (GAA)8 24 15163945 15163968 GCGAGCTAGAGAGCCACAGT GCTCTGCCCTTCAGTCTCAT 280

Ai04B5323 Araip.B04 5323 c (A)12catttttttctctcacaaaatctcaaaa(AAAT)560 15180399 15180458 GAAACCCGGATTATTTAACGA TGTGATGGAATTTTTAAGCCA 273

Ai04B5328 Araip.B04 5328 c (T)10cttttac(A)10gaaaataaaaaaaaattaaaaagttcaaataagagtatttaggatttatatggaattagcttatgtttttagaagtaggt(TA)7121 15188796 15188916 TTGCTGATGTCATCTTTGGC GTTCTGCATGCCACTTTCAA 230

Ai04B5333 Araip.B04 5333 c (ATG)5(AGG)5 30 15199557 15199586 TGAAACTCCTTAATTTTGACATCG TTTCGGTGCTATCTTGTGATTC 230

Ai04B5334 Araip.B04 5334 p3 (GAT)9 27 15200529 15200555 AAGAGGAGGTGGTAGTGGGG TTCTCTTCCTCCCCCTTCAT 174

Ai04B5336 Araip.B04 5336 p3 (CTT)5 15 15209725 15209739 GCAGCCGAAGTTGAGGTAAC TCAGCAGCATGAAATTCAAA 179

Ai04B5341 Araip.B04 5341 p3 (TAA)6 18 15212069 15212086 AACCCTCTTTTCACACACACA TCACCAAATCCCTTAGCCTC 171

Ai04B5343 Araip.B04 5343 p3 (GAA)5 15 15213427 15213441 TTGTCCCCCAAAATTGTGAT TTTTTCTCCCTTTATTAATTTCCTTTT 226

Ai04B5344 Araip.B04 5344 c (A)14ccactaatttgtattttggaccttaaaattttcgaaaat(A)1063 15213774 15213836 GTTGAGCTACAACAACGGCT TGCTAATAAGTTCCAAAAATGCT 232

Ai04B5351 Araip.B04 5351 p3 (TTC)6 18 15233391 15233408 TCAGTTACTGTCGTCTGCCG CGAGGATTTAAGGCTTGCAG 195

Ai04B5352 Araip.B04 5352 p2 (AT)6 12 15234453 15234464 GAGGAAAAGGGCTAGCTTCAA TGAACTCATTGAAACAATAATAGCG 191

Ai04B5358 Araip.B04 5358 p2 (TA)22 44 15277712 15277755 AACTGTGGCCTTGGACAATAA AACTGTGGCCTTGGACAATAA 256

Ai04B5361 Araip.B04 5361 c (ATG)5gcaagggaatttcaatgatggatgcttacttccaaatggagttggggaacaacaataatcctgctagtagcttcatg(AAT)6ggagattttgatgagggtttattgggagcatatgaatggccagatgaagaaattatgagacttactcaaatgtttgaaaatggggtgcttgtc(AAT)6221 15282673 15282893 GTTGCAACATTTTAGGAGATCAT TTAGGCTCCTCTTTAAGGGC 280
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Ai04B5362 Araip.B04 5362 p3 (GAA)5 15 15283020 15283034 AGTGTGGCCAAATGATGGAT ATTGATGAGCCAAATCCCAA 237

Ai04B5365 Araip.B04 5365 c (T)10gaag(A)10 24 15296373 15296396 GGCCAAGGCTTGACTCTTTA TGGGCCATTAATAAATGAAAATG 267

Ai04B5366 Araip.B04 5366 c (ATA)16(ATG)5 63 15297660 15297722 CATATATGGCTTTTCTTTGGTCC TGAAGGTGATGGTGCAAGAC 222

Ai04B5367 Araip.B04 5367 p2 (TC)7 14 15301404 15301417 GTGGTGGATGAGGCAGAAGT ATAGAAGGGGAAGCCTCCAA 271

Ai04B5372 Araip.B04 5372 c (T)10atgaggtttggattctcctg(TAA)648 15315592 15315639 GATGATCATTCAACCAACTCAAA CAACCAGAATCTTTCGCACA 273

Ai04B5377 Araip.B04 5377 p3 (ATT)5 15 15325772 15325786 CCACCGATCCTAACCTGGTA TCAAATACCCCATTTCACACAA 139

Ai04B5378 Araip.B04 5378 p4 (AAAT)5 20 15333106 15333125 CGAGTGCTTGGGTGTCACTA CAAAGTGGTCGGTTGATGTG 271

Ai04B5381 Araip.B04 5381 p3 (TAT)18 54 15341233 15341286 AAAGAAGGGACTGAAGGGTAGG CGCCCCTCATGTATTGACTT 259

Ai04B5384 Araip.B04 5384 p3 (TTC)7 21 15369258 15369278 CTGTTCAGTCTTTCTCCCGC GGGAAGACAGAACCAGACGA 182

Ai04B5386 Araip.B04 5386 p2 (TG)6 12 15377762 15377773 GGCTCCTCCCTCTCTTCCTA ACAACCCCTCCCATTTCTTC 103

Ai04B5390 Araip.B04 5390 p2 (TC)6 12 15403336 15403347 GTTGGAGTGGGAGGGTTTTT TCCAACCCAAGACTACAGAACA 190

Ai04B5394 Araip.B04 5394 p4 (TAAA)5 20 15407061 15407080 AAGCGGCAAGAGTCCCTAAT TAAGGTGCACGCTCCTTGTT 190

Ai04B5395 Araip.B04 5395 c (T)10aagaaagaatgagagagtttttttgtgagatagatccaagaagaaataatgaatggggttatggcgtgtctaataattttgttgctt(AGAAG)5122 15409049 15409170 GTTGACGAGAGACAAAGCCA CCAAACCACATACACTTTCCC 267

Ai04B5397 Araip.B04 5397 p3 (TAT)6 18 15421738 15421755 CCACTTCTCTTTCAAGTCCCA ACTAATCAGATCGAGCCGGA 166

Ai04B5402 Araip.B04 5402 p2 (TA)9 18 15436903 15436920 GGCCTTCCCTTCCCTTATTT TTGGTCATGTGTAATGCCCT 158

Ai04B5405 Araip.B04 5405 c (T)12ataaaccaaaacgacgtcgttttggaaaatgaattt(A)1260 15447478 15447537 CAAGCATATTCATTGGGGGT ACCGAAAAACTGGTGAATCG 265

Ai04B5406 Araip.B04 5406 p3 (ATA)17 51 15453979 15454029 TCCAATGCCTTCCTGTTACC TCTCACTCTCACTCTCATTCATCA 222

Ai04B5422 Araip.B04 5422 p2 (GA)8 16 15519495 15519510 CGTTATCGGTGGTGGCTAAT TGGTCCATCACAAAGCGTTA 201

Ai04B5425 Araip.B04 5425 p2 (AG)12 24 15532801 15532824 CAAAGAAGAAGACGGTTCGC AACGTTGCATTTTGGTGACA 212

Ai04B5426 Araip.B04 5426 p2 (AG)14 28 15533581 15533608 ATAAGAGACAGGGGCCGAGT GCATTTTAGTGACCCGCAAT 260

Ai04B5427 Araip.B04 5427 p2 (AT)6 12 15533987 15533998 ATTCTGCAACGCTAAATCCG CGTGTTTTTGAGATCCATCTTTT 206

Ai04B5430 Araip.B04 5430 p3 (TTG)12 36 15548241 15548276 TCGAAAAATTTTGACACCCC CAAAATCGAAATTTTAACTATTATGCC 222

Ai04B5433 Araip.B04 5433 p2 (TA)18 36 15557266 15557301 TTTTCAGGAACCGGATGAAG GGAGCCTGTGACTCGACACT 246

Ai04B5434 Araip.B04 5434 c (TA)11tt(TA)27 78 15563160 15563237 TGAGGATTGCAAGTACGCTG TGTAAACTCGTGGAGCTGACC 278

Ai04B5436 Araip.B04 5436 p3 (AAT)6 18 15567225 15567242 TGTGCAAACTCGCACTATCC GGATGACAAAGGGAAGGAAA 279

Ai04B5437 Araip.B04 5437 p3 (TTA)10 30 15568573 15568602 TTCCTTCAATTAACCACCCAA CAAGTTGAGGAGCGCTTTGT 200

Ai04B5438 Araip.B04 5438 c (A)10gacagaaaaaagaaagagagaaggaacagagaaaagaaaagccaacgcaacaacacaca(CT)6cgtgtgccggaaggtcggtagaga(CT)6117 15569272 15569388 TTAAGTTTGACGCAGCAGGA GAGTCCATTGAAGCGGAGAG 274

Ai04B5442 Araip.B04 5442 c (A)10cgtgaaaacgacgtgaatataaatgacttgtatgatttgtatggaaaagcgttctctctttgtcttcgatctccttctg(T)1099 15587552 15587650 TGCGTGTTTCATCATCGTTT TCGTTCGGGTGTATTTCTGA 208

Ai04B5443 Araip.B04 5443 p3 (CAA)5 15 15589534 15589548 AGAGAGGTGGGTCACAATGG TGTTTTCTCAAGGGGGAATG 269

Ai04B5445 Araip.B04 5445 p3 (ATC)6 18 15591584 15591601 CAATCTCATCCCCAAGATCG TTGAGAAAAACACACACACGC 272

Ai04B5453 Araip.B04 5453 p3 (TCA)5 15 15627294 15627308 CGTAGAAGCCTTAGCCGTTG GACTTATGGCGAGCTCTTGG 256

Ai04B5454 Araip.B04 5454 p4 (AACT)6 24 15630397 15630420 GCATGAAGAACTCAATACCAAGC CATCCGCCATCATCTTCTTT 257

Ai04B5455 Araip.B04 5455 p5 (TTATC)5 25 15639488 15639512 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai04B5458 Araip.B04 5458 p2 (CT)6 12 15654475 15654486 TATGCGTCCAATCCAACTGA TGGGAAACACAGAGAGAATGAG 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5461 Araip.B04 5461 p3 (TAA)5 15 15662617 15662631 TTTTCACTTTAATGCGACATCATT CTTGTCCCCCTCAATCACAC 246

Ai04B5463 Araip.B04 5463 p3 (ATT)5 15 15675565 15675579 CTCAGTTGACCCACTTGTGC AAGGATCAACAGAAGCCGAA 233

Ai04B5464 Araip.B04 5464 p4 (TAAA)5 20 15676818 15676837 TCTTATCCTTGCTCCTGCTCA TCGAATTTCTCTCTCCCTCG 240

Ai04B5465 Araip.B04 5465 c (T)10gaaatttttcaaaaattataataaaattttttagtatattttttttcgaaaac(A)1073 15678359 15678431 ATAGATGGGAATCCAAGGGC TCGAGTTTGGACAACTGACG 277

Ai04B5474 Araip.B04 5474 p3 (AAT)16 48 15707153 15707200 TGCACAAACAGTAACGTTGAAA TCAAGATTGGTTGGATTATCTTCA 262

Ai04B5475 Araip.B04 5475 c (T)10cagtttgtatacctacttagcttcaaacggtaga(ACT)559 15708115 15708173 TTTCCACAAAATTGATCAACCTAC TGTGAATGTTGTGACACCCA 258

Ai04B5484 Araip.B04 5484 p2 (AT)6 12 15742651 15742662 TGACTTTGTTGGAAAATCACCTT AGGCTGTGAGTAAGAGGCTG 237

Ai04B5488 Araip.B04 5488 p3 (ATT)12 36 15751148 15751183 GTGAAATCCCTTTGCTTCCC TTTTGACTTTTTGACAAGGGC 264

Ai04B5493 Araip.B04 5493 p2 (AG)6 12 15781510 15781521 GGTGTGGCAAAAGGGTTAGA CAAAGCTGCATCCTTTTCCT 187

Ai04B5495 Araip.B04 5495 p2 (TA)6 12 15797812 15797823 CGTTAAAGTGAAAACGTCGC GCCTATTGAATCGAACATCCA 190

Ai04B5496 Araip.B04 5496 p5 (GACAC)5 25 15804552 15804576 CTGCTTTTGTTCTCCCTTCAA ATCAGGTTAGCACATTCGGC 205

Ai04B5497 Araip.B04 5497 p2 (AT)7 14 15805670 15805683 TGGCCGTTTTAAACACACTG AATTTTTCTACTAGATTTGGATGGAT 274

Ai04B5500 Araip.B04 5500 p2 (AC)6 12 15821066 15821077 AATGGGGCTAAAGCAAAGGT TGGGAATTTTGGGTAGCTAGG 141

Ai04B5502 Araip.B04 5502 p2 (CT)6 12 15834862 15834873 GAATGATAAAGACTTCACGGAGG TTTTTGAATTCGTCCCAAGC 247

Ai04B5503 Araip.B04 5503 p3 (CTC)5 15 15836266 15836280 CCTATGCCAATACTCTGCATCA TCACTGCAATCCCATTTTCA 256

Ai04B5504 Araip.B04 5504 c (T)11(A)12 23 15839630 15839652 TACGTTAAAACCGGTGACCC AGGGTTCCACACTTCCACTG 211

Ai04B5505 Araip.B04 5505 p3 (TCG)5 15 15839970 15839984 TCACTCCAACGTCTCTCCCT AAGAAGACGACCACCACCAC 251

Ai04B5510 Araip.B04 5510 p2 (TA)10 20 15867754 15867773 ACACGTGTTTTATTTTTGTGTCA ACATGGCAGAGATGGGGTTA 265

Ai04B5522 Araip.B04 5522 p3 (TAT)7 21 15896267 15896287 AAGGAGTTTTTGTCGGAGAATTT TCTGCAACGAAATTTTGACTTC 258

Ai04B5523 Araip.B04 5523 p3 (TAT)5 15 15897892 15897906 GGAGTTTTTGTCGGAGAATTTTA TGTTGAGTCTGCAGCGAAAT 262

Ai04B5524 Araip.B04 5524 p2 (AT)8 16 15900320 15900335 TCAACTTGATTCGATTTATGTCTTT CAAACTTATGAAAACGGCGAA 267

Ai04B5526 Araip.B04 5526 c (TTC)29tctattcgcg(TTC)6115 15902137 15902251 CACGCGCCTCATATAACGTA AACGCAAACAGAGGAGAACAA 279

Ai04B5527 Araip.B04 5527 p3 (TTC)6 18 15902363 15902380 TGTTCTCCTCTGTTTGCGTTT TCAATTCAGAAGTGCAGATCG 123

Ai04B5530 Araip.B04 5530 p4 (ATAG)6 24 15911468 15911491 GCAATTTGACGTTCCTTGTG TCCAAAGATTAAGACTGTATGCGA 261

Ai04B5539 Araip.B04 5539 p2 (TA)9 18 15956060 15956077 CACCCGAGTGATTAGAGTGC TCATGCAATGCAATGTAGCC 184

Ai04B5542 Araip.B04 5542 p2 (TA)9 18 15970979 15970996 CGGGTTCTGGGAACATTAGA TGAGCAACATCAGGGTAGAGG 269

Ai04B5545 Araip.B04 5545 p2 (AG)6 12 15978793 15978804 GAAATCACATTGCATTTTCCAA TGTGCTTGCCAATCAACAGT 263

Ai04B5546 Araip.B04 5546 p2 (AT)9 18 15984913 15984930 AGCGTGAAGTCAAAAGCGAT ACCCTAGCCGGCATAAACTT 130

Ai04B5549 Araip.B04 5549 p2 (AT)8 16 15991118 15991133 TTGAGTTTTCTGTCTCTCTTGTGG TGGGAGTGTATAATTAGCAGATTCA 277

Ai04B5550 Araip.B04 5550 p3 (CAT)5 15 15992029 15992043 TCCCGGTAACCTTTGCTATG TGATCCCGATTTTCAGGAAG 216

Ai04B5551 Araip.B04 5551 c (ATAC)5(AT)12(GTAT)1292 15992738 15992829 TGATGAGAATTTTACGTTCAGCTC TCGATTTACTTCATCTTCGACAA 242

Ai04B5554 Araip.B04 5554 p2 (GC)6 12 16003117 16003128 AATGAAGGGATGAGTGTGCC AGAGTTATGCCACCCCTGTG 188

Ai04B5555 Araip.B04 5555 p2 (GC)6 12 16003234 16003245 CACAGGGGTGGCATAACTCT ATACAAAGCGAGCACGGAAT 223

Ai04B5558 Araip.B04 5558 p3 (TAT)8 24 16021085 16021108 GCTCCAGCAAATTTGAGTCC GAAGAACGCGTGTGTGAAAA 167



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5559 Araip.B04 5559 p3 (TTC)6 18 16021257 16021274 TTTTCACACACGCGTTCTTC AAAAACGCGAACAGAGGAGA 153

Ai04B5560 Araip.B04 5560 c (TCC)5ttcttctttcaaattcgcacacgtaag(TTC)660 16021667 16021726 ACAAAGGCCACCGAACAAT TTCATGTGGTGAATAAATGGTGA 274

Ai04B5561 Araip.B04 5561 p3 (AGG)5 15 16022427 16022441 TTGTGTTCGGTTCATTCTGC TCCTGCGCTTCTTCTTCTTC 254

Ai04B5563 Araip.B04 5563 p3 (CAA)5 15 16032198 16032212 TTGCATCTGAATTTTCACCAA TGGAAAATCAACAAGAAAGTGC 276

Ai04B5565 Araip.B04 5565 p2 (TA)6 12 16033845 16033856 AACCGGATACACATTTTCGC TACGATGTCGTATCGCTCCA 258

Ai04B5569 Araip.B04 5569 p3 (TTC)5 15 16058255 16058269 TTAAGTGACACGTGGGCTTG GTATGGTGCATGCGAGAGAA 183

Ai04B5570 Araip.B04 5570 p2 (TA)6 12 16068058 16068069 GGGTGTCCGGAATCAAAGTA AAAAGGACATTAATAATTCGGAAAGA 277

Ai04B5572 Araip.B04 5572 p2 (AT)10 20 16092750 16092769 TTGTTGCTTTTCAGGTGCAG AGCTCCGAACTCGACCTACA 257

Ai04B5573 Araip.B04 5573 p2 (GA)6 12 16096820 16096831 GGGGTGTTCATGGTTCAGTT TCCCTTCACTTTCTCTCTCCC 196

Ai04B5578 Araip.B04 5578 c (A)10tgttggactcatgtcttcttgtgaatagaccaatttcttccttaagcttttcatttctgagaatgtcatatttgattctgtttttaattactctctc(T)10117 16136186 16136302 CGTGCACCATAGACTTCACC ACTCGGACGAGCATGAGATT 260

Ai04B5579 Araip.B04 5579 p3 (CAA)5 15 16144675 16144689 CGGTGAAGACCTCAGGGATA GGGAGTCCGTGAAACTAGCA 270

Ai04B5581 Araip.B04 5581 p3 (AAT)5 15 16155109 16155123 TGCTGGCTCCTAGCATTTCT TGGCCAGTTTAGTTCGTGAG 252

Ai04B5589 Araip.B04 5589 p2 (AT)7 14 16188155 16188168 AAAGCCTGTCCGTCAGTGAG CATGAAATGCAATGCAACCT 211

Ai04B5590 Araip.B04 5590 p2 (TA)8 16 16193207 16193222 GCCCGAAGAAATTTGAATGA GCTAGCAGCAATCACACACC 204

Ai04B5592 Araip.B04 5592 p2 (CA)6 12 16207665 16207676 GAAAAACCGGGCGTTAATTT AAATGTATAGCCGCTGACGG 277

Ai04B5593 Araip.B04 5593 p2 (AT)14 28 16216383 16216410 TTAGCCTGCAAAGCTAAGGC AGACGTCTGGATCTTGGGAA 254

Ai04B5594 Araip.B04 5594 p2 (GA)6 12 16226588 16226599 CTACAGTGACGGTAACGCGA GTGAAACCCCTCCTCCTTTC 230

Ai04B5596 Araip.B04 5596 p3 (AAT)5 15 16234806 16234820 GGCATCGAAAGGTACCCTAA GAATTCAGCGCCAAAATCAT 249

Ai04B5599 Araip.B04 5599 p3 (AAC)5 15 16241053 16241067 AAAAGCAGGGTGTTACGGTG TTCCAACAGAGGTTCTTGGG 125

Ai04B5600 Araip.B04 5600 p3 (GAA)5 15 16249108 16249122 TTCAGAAGTGCAGATCGACG CTCCTCTGTTCGCGTTTTTC 112

Ai04B5608 Araip.B04 5608 p3 (AGA)7 21 16277004 16277024 CAGGTTCAGGATCAGCTTCA TTTCGAATTCTTCCCCCTCT 266

Ai04B5611 Araip.B04 5611 p2 (TA)6 12 16295945 16295956 CAGGTTGAGAGGCACCACTT ACGCAACACTCACAATCGAA 264

Ai04B5616 Araip.B04 5616 p2 (GA)7 14 16311874 16311887 GGCTACTGCGATTCTTGGAG TGGCTTTGATCTGCATTGAC 155

Ai04B5619 Araip.B04 5619 c (AT)8aagtaa(AAG)537 16343954 16343990 TAGTCAATCCCGGATCTCGT GGAGCAAAAGCAGATACCAAA 221

Ai04B5621 Araip.B04 5621 p2 (TA)6 12 16346008 16346019 TTTTCCTTTTTGAATATCAAATGTT TGTTGCACCAATATGGATGAG 238

Ai04B5623 Araip.B04 5623 p3 (AAT)5 15 16346976 16346990 CCCATCTGAGGGTTGAGGTA ATGCATTGCGCTAACCTTTT 258

Ai04B5625 Araip.B04 5625 p3 (GAA)5 15 16350246 16350260 CATTAACTGCTCAGTCGCCA TGTTCACAGTTTCAGCCTGC 215

Ai04B5628 Araip.B04 5628 c (A)10ttaactattctgtgggttcctctaattttttggaaatcttctattagttccatataaataatttttcttttagttctgtccgtcaaaa(T)10108 16361151 16361258 AAGGGGTATTTGTTGAAACTTTCTT GGCTCCCAAGAATTTCCTTT 280

Ai04B5632 Araip.B04 5632 p2 (GT)13 26 16377622 16377647 TGACCATTTGGGAAGATGCT GACCTTGTCGTGCTGGAAAT 256

Ai04B5633 Araip.B04 5633 p2 (CT)6 12 16378808 16378819 CCTTTCTCTCCATCGCTCAC TGAAATGGTGGCTTGCAATA 183

Ai04B5634 Araip.B04 5634 p2 (TA)10 20 16381644 16381663 TGAAAATACTGGCGATGCTG CACAACTCCAGAAAATGAGTTGA 238

Ai04B5635 Araip.B04 5635 p2 (TA)7 14 16381933 16381946 TCAACTCATTTTCTGGAGTTGTG CATTGCCCTCCTTTGGATTA 226

Ai04B5637 Araip.B04 5637 p2 (TC)7 14 16395557 16395570 GAAGTTAGATGCGGCGGTAG GGGAGGCATCCTTCAATTTT 261

Ai04B5640 Araip.B04 5640 p2 (TA)7 14 16410846 16410859 CTACCGCCGCATCTAACTTC TGATGCCCTAACCTCACCTC 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5647 Araip.B04 5647 p3 (GAT)11 33 16422028 16422060 TGAATGAATGTAGGTTCATCCTCT CCTTTTCCTCCTCCTCATCA 244

Ai04B5649 Araip.B04 5649 p2 (TA)7 14 16434574 16434587 TTGTTGAGATTTGGAGGGTTT ATCGAATTTGAACCATTCGG 232

Ai04B5650 Araip.B04 5650 c (T)10cccttaaaaaattaacttaattattcctctattatctcttatttcttttattctcaaataataacaacgaacaagcaagtagctcttttttt(A)13115 16435057 16435171 GGGAGGGGGAGTTATTGAGA GCCATTCAAATGGAAAGGAA 177

Ai04B5653 Araip.B04 5653 p3 (TTG)6 18 16444819 16444836 AGCCAAGAAAAGGTGATTGG ACTTGTGGGCTGAGCTTGAT 230

Ai04B5654 Araip.B04 5654 p2 (GA)17 34 16445039 16445072 CCTCCGCACATCTTTGATCT TTCTGGATTCAAGGTGGGAC 233

Ai04B5657 Araip.B04 5657 c (CTT)5ctcttcttt(TTC)1569 16448828 16448896 AATACACGCGCTCAACACAC AAGGAGGAGAAGGAGGAACG 197

Ai04B5658 Araip.B04 5658 p3 (GAA)7 21 16451287 16451307 GAACGACGAAGCTAATTGCG CCCCTGTTTGTTTTACACGC 225

Ai04B5659 Araip.B04 5659 p2 (GC)6 12 16461523 16461534 GCCAGACACGTGATCCTCTT TGGATCAAGGGAGTGAAAGG 196

Ai04B5660 Araip.B04 5660 p2 (AT)8 16 16463051 16463066 TCTATCATCTCTCGGGGTCG CAGCCGATGACTCAGGATTT 207

Ai04B5661 Araip.B04 5661 c (AG)10(TG)7 34 16468380 16468413 CAGGATCAAGGCAAGTCCAT ACTACATTTTGGTGACCCGC 266

Ai04B5676 Araip.B04 5676 p2 (AT)8 16 16524940 16524955 AAAATAAATCACATCGGTAGAACG TTTTTCGAGACATGGTAACAACA 264

Ai04B5678 Araip.B04 5678 p2 (TA)6 12 16527286 16527297 GTGGGAACCCTTTCGAGAAT AAAACTTTAAACCGCAACGC 226

Ai04B5680 Araip.B04 5680 p2 (AG)7 14 16533694 16533707 TTCACGATGGCAGAAGAGG TCTATCCTCGTCATCGAGCC 129

Ai04B5682 Araip.B04 5682 p2 (AT)9 18 16537045 16537062 CTAGCCAGCCTCTGCTTCAC GATTTTTGGGTGGGTTGTTG 224

Ai04B5683 Araip.B04 5683 p2 (AT)8 16 16543160 16543175 ATGCATGAGGAACCGGTAAG GCCTTGAAGAAAAGAATAAGCAA 256

Ai04B5684 Araip.B04 5684 p3 (TAT)5 15 16545292 16545306 GGAGAAAAGAGTGGGCAGTG AAACCACTCATCCCAAAAGC 224

Ai04B5686 Araip.B04 5686 p3 (AAT)25 75 16546566 16546640 AGTGATGGCTGCATGGAAAT TTAGGGTGGAGAATTGCACA 258

Ai04B5691 Araip.B04 5691 p2 (AT)6 12 16550403 16550414 TCTGGATTTCCGTTCCAAAG TTTTAAGGGATTGTGGTGGC 164

Ai04B5695 Araip.B04 5695 p3 (AAG)5 15 16561900 16561914 TCTTGAGTAAACTTATGGTTTTGGC TTTCTTTTCCGCTTTCTTTCA 270

Ai04B5696 Araip.B04 5696 p3 (AAT)11 33 16563491 16563523 TCCGTGGCCACTTTGTATTT GCGCGTGACTCTAAATTACTTG 280

Ai04B5697 Araip.B04 5697 p3 (CTT)6 18 16564280 16564297 TGGACTCGTTCTTCACAATTCA TTTTGGATCAGACAACGTCA 227

Ai04B5699 Araip.B04 5699 p2 (AT)8 16 16566780 16566795 CGCAGCAATATGATTTTGTACC TTTGCTTTATGCCTTCGTGA 266

Ai04B5700 Araip.B04 5700 p2 (AT)8 16 16567368 16567383 CGCCCTCCACATAGAAGAAA TAAACCGAAAGGGGAAGAGG 212

Ai04B5701 Araip.B04 5701 p2 (TA)16 32 16567570 16567601 CCTCTTCCCCTTTCGGTTTA TACAGCTCACCTCCCATTGT 196

Ai04B5704 Araip.B04 5704 p2 (CT)6 12 16575368 16575379 TGCTGGCTCCCTAGACTTTC AAATTTTACCTTTTATTTTGTGGTACA 278

Ai04B5708 Araip.B04 5708 c (TA)6tgtgtatgtattggaattgaattgtagacatttggaggcttggtggaggattggtgctaaggtttttgtgatttttgaaacttgtgaggc(TG)6114 16598772 16598885 GTTTTGTTCGTAGGTGCGGT TTCTACGTTTGGTCCAAGGC 252

Ai04B5710 Araip.B04 5710 p3 (AAT)6 18 16612099 16612116 ACTCACAATAATGCACTCGCT TGGAGAATTGTGAGGGAGAGA 266

Ai04B5711 Araip.B04 5711 p3 (AAT)5 15 16622456 16622470 ATGCAGCGGAATTTTGACTT GAAGGCTAAGAAAAGGAAGGC 275

Ai04B5715 Araip.B04 5715 p4 (AATA)6 24 16679614 16679637 CCACTTTTTCTCTCCTCACTTTTT TCATTTCCGCTTAGGTCCAC 164

Ai04B5717 Araip.B04 5717 c (A)10ttttaattttgaaataaaaaatctgaattttagaaatatatttcgaaaatttgttttttt(A)1181 16697459 16697539 TCGAAAAACTGAGGAGAGAGAAA TCGAAAATAGGGAGCATTCG 235

Ai04B5718 Araip.B04 5718 c (A)10ccaaaaaaaatggcg(A)1035 16699757 16699791 TGGCTCTTGAAAGAGTGATGAA TTGGCTTTTTCTGCTTGCTT 198

Ai04B5720 Araip.B04 5720 c (TA)12tgtattggaattgaattgttgacatttggaggcttggtggaggattggtgctaaggtttttgtgatttttgaaacttgtgaggc(TG)6120 16702469 16702588 TGAGTTGTTTTGTTCGTGGG GTACCTTGGCCGATTTCCAC 278

Ai04B5722 Araip.B04 5722 c (TA)6tgtgtatgtattggaattgaattgtagacatttggaggcttggtggaggattggtgctaaggtttttgtgatttttgaaacttgtgaggc(TG)6114 16707497 16707610 GCGGAGCTTATCAGGCTAGA TTCTACGTTTGGTCCAAGGC 275

Ai04B5724 Araip.B04 5724 p2 (TG)6 12 16714179 16714190 TGAATGCAGTTGACACCAAA TACGTTTGGTCCAAGGAAGC 121
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Ai04B5725 Araip.B04 5725 p2 (TA)12 24 16718743 16718766 TCGCAGGTCAAAGAAAACTCT TGGTCACAGGATTATTAAAAAGGA 255

Ai04B5726 Araip.B04 5726 p3 (AAT)6 18 16719654 16719671 ACTCACAATAATGCACTCGCT TCAAATTGTGAACGAGGTGG 272

Ai04B5727 Araip.B04 5727 p3 (GAA)5 15 16724165 16724179 TAGAATATTGCTCGCCCTCG ATATGGCCGAACCTTAACCC 183

Ai04B5728 Araip.B04 5728 p2 (AG)6 12 16726500 16726511 AAGGGGATGAGAGGAGGAGA TTTCTTACCTTTTTCAAAACCACC 219

Ai04B5731 Araip.B04 5731 p3 (ATT)22 66 16734760 16734825 GTTGTGGCCCCATCATACAT TGCCCCCATTGAGTTCTTAG 263

Ai04B5732 Araip.B04 5732 p2 (AT)6 12 16734934 16734945 GTTGTGGCCCCATCATACAT TGCCCCCATTGAGTTCTTAG 263

Ai04B5735 Araip.B04 5735 p2 (TG)6 12 16744288 16744299 GTTCGATTTAGCTTGCGGAG TCCAAGGCAGCCACTTAAAC 269

Ai04B5736 Araip.B04 5736 p2 (TA)6 12 16748015 16748026 GGTATTAGGTGTCCGGAATCA AAAAAGGACATTATAATCCGAAAA 280

Ai04B5740 Araip.B04 5740 p3 (TAT)5 15 16757537 16757551 AAAAGTGAGATTAGACTAGGTGAGCTT TTTGTTTTGCCTCCTAATAAAAA 278

Ai04B5744 Araip.B04 5744 p3 (ATT)7 21 16776799 16776819 CCATTACTATTGCCGCTAAAA TTCATTGCAACTTGCTCACA 248

Ai04B5745 Araip.B04 5745 p2 (AT)9 18 16781451 16781468 AGGAAAGCCAAGAAACAGCA AGTCCCTGGGTTATTTTGGG 245

Ai04B5753 Araip.B04 5753 p2 (GA)6 12 16827890 16827901 ATTCGTTTGATCCTCCCACA CCACTTTGCACCAAACAGAA 194

Ai04B5755 Araip.B04 5755 p3 (GAA)5 15 16832762 16832776 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai04B5756 Araip.B04 5756 p2 (AG)6 12 16834720 16834731 AAAGGTGCTTGCTGGATTGT TTGATTTTCAAATTTGTTTCAACT 267

Ai04B5759 Araip.B04 5759 c (AG)11aa(AG)13 50 16837159 16837208 CAAGTTAGGCCCAAGTCCAA TCGATGAGAGCTTTGTGTGG 243

Ai04B5760 Araip.B04 5760 p2 (TA)6 12 16840561 16840572 ACTAGCCGGCTTAAACTCCG AGAATTGAAAAAGCGCGAAA 146

Ai04B5762 Araip.B04 5762 p5 (AAAAT)5 25 16847620 16847644 ACCGTTGCTGGAGATTGTTC CAGTCAGCCAGGTTTCAACA 206

Ai04B5766 Araip.B04 5766 p2 (TA)6 12 16869100 16869111 TCTCGATGTTACGGTGATGC ATAGGCACTGGCTGTTGAGC 214

Ai04B5773 Araip.B04 5773 p2 (TA)11 22 16883112 16883133 GGAAACAGAGTAGTGGAGGGG TTCCGCTTGTAGCAGAAGGT 258

Ai04B5778 Araip.B04 5778 p2 (AT)8 16 16890250 16890265 GCTATTGCCTTCGTCCCTCT GCATGTCTTCATGCTAAACTTCA 191

Ai04B5780 Araip.B04 5780 p2 (TC)9 18 16893480 16893497 TTTCTCTGCCCTTTTCTCTCTC TCTCTTCCCTCCCCTCTCTC 244

Ai04B5781 Araip.B04 5781 p2 (GA)9 18 16893615 16893632 CCTCTTTTCTCTCTCCTCCACC TCTCTTCCCTCCCCTCTCTC 204

Ai04B5782 Araip.B04 5782 p2 (GA)7 14 16893839 16893852 GAAGGAGGGAGAGAGAGGGA TCTCTGTCCCCTTACCCTTTT 218

Ai04B5783 Araip.B04 5783 c (AG)6gggggaaggaaggga(AG)7t(GA)12(GTGA)586 16893972 16894057 GTGGGAGAAAAGGGAGAAGG AAAATCGGTTTTTATAGTTCAGTTTGA 251

Ai04B5785 Araip.B04 5785 c (A)10ggaatatatcaaccatgaataatttaaggc(A)1050 16897431 16897480 ACCCCTGGAGTTTGGAAAAA GGCTAAAACTCGCTTCCCTT 173

Ai04B5789 Araip.B04 5789 p2 (TC)6 12 16907183 16907194 GTAGGCAATTAGGCTGGGGT AAGGGAAGGAGAGAGAGGAA 280

Ai04B5790 Araip.B04 5790 c (GA)10agaggagaga(GAG)648 16907377 16907424 TTCCTCTCTCTCCTTCCCTTC TTCTCTCTTTCCTTGCGCTC 280

Ai04B5791 Araip.B04 5791 p2 (AG)8 16 16907535 16907550 CGCAAGGAAAGAGAGAAGGA TCCACCTTTATTGCCATCATC 125

Ai04B5792 Araip.B04 5792 p2 (GA)7 14 16908111 16908124 TAGTCCGACCTGCATCCATT TCTTTTCCCTCTCTCTCCCC 264

Ai04B5793 Araip.B04 5793 c (AG)6cggaagagggaaag(GA)7aagagagaggaagaaagagagagg(GA)6ggggggagggagagagagggagagagagggaggagggagggagagagagaggg(GA)6141 16908291 16908431 GGGAGAGAAGGAGAGAGGGA GCACCAGTTTAAACCAGTTCAT 274

Ai04B5794 Araip.B04 5794 p2 (GT)6 12 16911057 16911068 CAAGGAACGTGTGACCGTAA CATTTCAGCACAACACCCAC 154

Ai04B5798 Araip.B04 5798 p3 (TCT)7 21 16933807 16933827 GAGGGGTGGAGAGTGTGTGT ATCCATGGGTGAAGCCAATA 220

Ai04B5799 Araip.B04 5799 p3 (GAA)5 15 16935336 16935350 TTCTCGTTCCGGAAAAACTG TCCTTAATGGCCAAAACGAC 224

Ai04B5801 Araip.B04 5801 c (AAAT)5ataagaagaaaaag(A)1044 16939765 16939808 GGACACACTAATTGCCGTGA CCAAAGAATTCGAAAGCCAA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5803 Araip.B04 5803 p3 (TAA)12 36 16942793 16942828 GGCTAAGAGCCTCGGAATCT GTCGGAGTGTCTTTGCAGGT 265

Ai04B5804 Araip.B04 5804 p3 (GTT)6 18 16944055 16944072 ATCGTGTGAAGGTGTGTGGA AGCTCCTCGTATGCCTCAAA 256

Ai04B5805 Araip.B04 5805 p5 (AAGAT)6 30 16959393 16959422 ACCCGGGATGTTTAGTGACA CCTGGGTGCTCCAGTGTATT 258

Ai04B5806 Araip.B04 5806 p5 (AAGAT)5 25 16966168 16966192 CCTCTTCACAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 223

Ai04B5810 Araip.B04 5810 p3 (CTT)28 84 16983912 16983995 TGTTCATTTCGTTTCGTTGC TTGAGAAGGTAAAATAAGAAGCAAAA 206

Ai04B5813 Araip.B04 5813 p3 (TTA)5 15 16998699 16998713 CCGTTGCAGTATGTCCCATT ACACTATCCACCCACCTCCA 241

Ai04B5814 Araip.B04 5814 c (A)13gattcccccttc(T)1035 16999746 16999780 TTTCATGTCTCCTACGATGGC TGTGTGTACCCTAAAAGCGG 220

Ai04B5817 Araip.B04 5817 p2 (TA)6 12 17011339 17011350 GTTACAGCCAACAGGGTGGT AATTCGCCGACTTTGTGTTC 218

Ai04B5819 Araip.B04 5819 p3 (TAA)13 39 17019925 17019963 ATACACCATCCACCCACCTC AACCCTGGTGTCAAGTTCTAGG 217

Ai04B5821 Araip.B04 5821 c (AG)6gagaacagatccaagagagggtttttgaaactcagttaaatgaacacttttga(T)1075 17021470 17021544 TGAGTGCGACGCTGAGATAG TTCGATTAGACAAAAATACCCTTTT 232

Ai04B5822 Araip.B04 5822 p2 (AT)7 14 17021754 17021767 AAAAGGGTATTTTTGTCTAATCGAA GGTTTTTCCATCGGTTGTTG 187

Ai04B5823 Araip.B04 5823 c (ATC)10tataattaacaaaaaattttaaaataaattttttaacaataactatttgtctttctc(A)1198 17024620 17024717 TCCTTATCAGAAACACCACTACCA CCAGCAACTCACAGCTACCA 270

Ai04B5825 Araip.B04 5825 p3 (ACG)5 15 17032233 17032247 CCCTGCTGAGGATTCTTTTG CCGACCCGAAGAAGTTGTTA 266

Ai04B5826 Araip.B04 5826 c (TG)7(AG)6aagaaagaaaaggtcaatggatgaagaagaagagatgggtttggtaatat(AGA)797 17032901 17032997 GAGGATAATGGCGGTTAGCA AACTGCAACCACAACAACCA 278

Ai04B5828 Araip.B04 5828 p2 (AG)8 16 17041415 17041430 TTCACGCAGTCTTTGGACAC CTGCGTTTTGGTCACTTTCA 234

Ai04B5830 Araip.B04 5830 c (T)10aaataattagatcaatttccgttttttagttgtaaataacaggataaattctg(A)1073 17048991 17049063 CGGCTGCTTGCTTTTACAAT AATAAGAACATCCCGGAGGC 268

Ai04B5831 Araip.B04 5831 c (A)10tttgtgcaaggactcaaataaaagggaaaaaaaagtatagggactcaattg(A)1273 17051801 17051873 TTTTAATTGGGTCCCTGCAC ATCCATGAGGATGTTGAGCA 277

Ai04B5833 Araip.B04 5833 c (T)12gttttttttgttgacatgttggtgattatgtattttaacccgaatttg(T)1575 17054274 17054348 ACCGGGACCTTCACAGAAAT GGGTCTCCATTGCTATTTGC 275

Ai04B5834 Araip.B04 5834 p4 (TTTA)6 24 17054551 17054574 GCAAATAGCAATGGAGACCC TTGCTGGAATATTTGCCCAT 175

Ai04B5839 Araip.B04 5839 p3 (TCC)7 21 17062843 17062863 TCGTTGTCATCGTCGTCTTC TGAAGATGAAACACGCGAAA 131

Ai04B5840 Araip.B04 5840 p3 (AAG)5 15 17063280 17063294 TCTTCCTCCTCTCCTTGGTG TTTTGGATGTAATTTCGGTTCA 272

Ai04B5843 Araip.B04 5843 c (A)10cagtttttactttttatatacactaaaaaaaatatttactttttcttgct(TTA)575 17067598 17067672 CCTTAGTTGTGCCCTTCTTTTG CATTGCGCTCATGTATTTCTG 230

Ai04B5844 Araip.B04 5844 p2 (TA)7 14 17067834 17067847 GAACAGAAATACATGAGCGCAA CCATTCGGAATTCAGCACTT 258

Ai04B5847 Araip.B04 5847 p2 (TA)8 16 17074776 17074791 TTGGGTGCAGTATTGCTGTC TTGTGTCTTTTCCTCAGGGC 275

Ai04B5848 Araip.B04 5848 p2 (AG)16 32 17077100 17077131 GAGTTGAGTGCGACACCAGA CGACGTCGCTCTTAAGCTCT 186

Ai04B5850 Araip.B04 5850 p4 (TTTA)6 24 17080130 17080153 TGGAGAATTTCCCATTCAGG TCCACTTGCTTGTTCATTGC 229

Ai04B5856 Araip.B04 5856 p3 (CAA)5 15 17098952 17098966 AATTGGTTATGGTGGTTCGC TCGCTTGTATTGAATGGGAG 203

Ai04B5858 Araip.B04 5858 p2 (TA)9 18 17102346 17102363 CCGATCCAATTTTCAAGCAA AGTAATTCAGTGCGCGTGTG 207

Ai04B5859 Araip.B04 5859 c (A)11tagagaaaaaaaaag(A)1036 17104374 17104409 GGTGATTGTAAAGATGGCGAA GCTGGGTTGTTTTCTTGGTG 211

Ai04B5862 Araip.B04 5862 p4 (TATC)6 24 17110411 17110434 TTCAAAGCTTGGCATCAAGA TGACACTTGACTGGCTTCTCC 157

Ai04B5863 Araip.B04 5863 p2 (TA)13 26 17111518 17111543 CCTTCCGATGAGAGAACTGC GGGATACACCCAAAGAAGCA 141

Ai04B5867 Araip.B04 5867 p2 (CT)6 12 17121578 17121589 CAAATGCATCACATTCCGAG ATGCAAAGGATGAGATTGCC 264

Ai04B5874 Araip.B04 5874 c (AT)7gatcaaattgccaacatctatag(A)1047 17141908 17141954 CCAAAATGCTAAGAGGAGCG TTGACCCCTAACTCGTTTCG 174

Ai04B5878 Araip.B04 5878 p3 (TCT)5 15 17145364 17145378 AGAACTGTTCCATGGCTGCT TAATTCATTCCAGGGCCAAA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B5887 Araip.B04 5887 p2 (AG)6 12 17174387 17174398 TGGGAAGTGAGGGAAGATTG CGAGTGCATTATGGGTTGTG 255

Ai04B5890 Araip.B04 5890 c (CT)6tttatcgtaatactcaactctctttcccccttacttcagccgtgtgcaatggtac(CT)679 17177819 17177897 TCTTCGTTCTTCTTTCGACCA ATTGCTAACACCGCCAAATC 129

Ai04B5891 Araip.B04 5891 p2 (CT)6 12 17178000 17178011 GCCTTCCTCTTCTACTGGCA TTGTTTGGGTGATTTGCGTA 270

Ai04B5895 Araip.B04 5895 p2 (AC)6 12 17206750 17206761 AACCTTTGACTCGTCATCCG ATGACCCATGAAGCACCATT 191

Ai04B5896 Araip.B04 5896 p2 (AT)26 52 17209719 17209770 TCAGGCATGGACCTAAGTGTT TGACGGCTGAAATTTGATAATG 271

Ai04B5897 Araip.B04 5897 p2 (AT)6 12 17213087 17213098 ACGTGTATGGTACGGGCAAT TGGAAACTCAGGTGCTGTCA 278

Ai04B5900 Araip.B04 5900 p2 (GA)9 18 17222093 17222110 AGAACCGAGGGGAGAGAGAG GGTCCTTCGACAGTGATGGT 174

Ai04B5901 Araip.B04 5901 p2 (AT)12 24 17224375 17224398 CGGGAATGATACTCCCATTG GGCAATTAGGCAAACCAAAA 239

Ai04B5902 Araip.B04 5902 p2 (AT)12 24 17225012 17225035 GTAAGGGTTACCGGGCACTT GGCAATTAGGCAAACCAAAA 268

Ai04B5904 Araip.B04 5904 p2 (TC)6 12 17232282 17232293 GCTTTCTCTTTCTCTTTCCCC AAAGTTAAAATTCGCGACAGAT 203

Ai04B5908 Araip.B04 5908 c (AT)6acacactacatattgaatttgatcagttgaatttatatgttctcagtaaagtgacctaatattatatggtcaattaagaaggttggaacctcaatttata(TG)10132 17240585 17240716 TGCATAGTCACTGTAGCCACC ATTGCAACCCTTTTCACTGC 266

Ai04B5909 Araip.B04 5909 p4 (ATTT)5 20 17243785 17243804 TGGAAGCTTTAATTTTTGGCA AACCGTGACTTTCCTTGCTC 144

Ai04B5912 Araip.B04 5912 p2 (AG)8 16 17245710 17245725 CATGGCGGAACTCAATTTCT GGAAACACTTCATCAAACCTCC 118

Ai04B5922 Araip.B04 5922 c (T)10c(T)10 21 17276444 17276464 TCGAGTTATGACTGATAATGCACA TGGATCCCATTGTATTTTGCT 279

Ai04B5924 Araip.B04 5924 p2 (GA)6 12 17282296 17282307 AATGTACCTCCGAATGGTGG AATCTGTCTTTCCACCGCAC 266

Ai04B5928 Araip.B04 5928 c (TC)8(TA)7 30 17286793 17286822 CGTAGCGTCGGAATTACCAT TCTCCGATGCATTTCATTTG 276

Ai04B5929 Araip.B04 5929 p2 (AT)6 12 17300630 17300641 TCTGAAGAGGTTGGTCGCTT AACCTTTAGACTGTCCCCCG 264

Ai04B5931 Araip.B04 5931 p2 (GA)7 14 17313090 17313103 AAGAGGAGAGGGAGGAGCTG AGCAACTAACGGAGACGGTG 256

Ai04B5935 Araip.B04 5935 p3 (TCC)5 15 17340024 17340038 TTAAACGCGCACACATCATT AAAGGAGGAGGAGCAAGAGG 139

Ai04B5936 Araip.B04 5936 c (ATG)6gaagaggagaagaaaaaaagagaaaaaaaattcaaataaaaaaaggaagatgagataatgatattattggtgatcacggtaacaaaagaaaaaaataac(A)10127 17344270 17344396 TTTTGGACCAGACAACATTATCA ATGCATACCTGCCGAAGTTT 270

Ai04B5937 Araip.B04 5937 p3 (CTT)8 24 17344990 17345013 CCCCCTTTCACTCTTTCACA GTCTTGGAGGCAGAAAGCAC 224

Ai04B5938 Araip.B04 5938 p3 (CTT)5 15 17345234 17345248 GTGCTTTCTGCCTCCAAGAC GGGGAGAAGAAGGAGAAGGA 111

Ai04B5939 Araip.B04 5939 p3 (CTC)5 15 17345406 17345420 TTCTCCTTCTTCTCCCCCTC TTGGAGTTGCAGTGGACTTG 230

Ai04B5940 Araip.B04 5940 c (TTA)7ctaccataataccctttttagttttagctttacttttaattttcctgccacag(T)1488 17346174 17346261 TGCATCATCATCATCACCAA ATCCAAATCCAACCACCTGA 269

Ai04B5941 Araip.B04 5941 p3 (ATT)6 18 17347417 17347434 TAGACAGGAGGGTCAAAGGC CACTTGCACAAAGCTGGAAA 274

Ai04B5942 Araip.B04 5942 c (AG)15attgtagtgtgcgtggttggagaagaacgtaacgcttggcttccgcagcagactacaaccacctta(TTC)6114 17349539 17349652 TTTTCTGCTGCGGAAGCTAT CCTCACCCCCTGTATGTGAC 192

Ai04B5949 Araip.B04 5949 p3 (GAC)5 15 17379246 17379260 GAAAAAGAAGACGGACAAATGAA TGGGAGAAAGAAAGCGAGAA 236

Ai04B5952 Araip.B04 5952 p2 (GA)14 28 17392540 17392567 AGAATCACGCCCTCCAGTAA GCTGTCAGCAGCAAGCATAC 279

Ai04B5955 Araip.B04 5955 p3 (TGT)6 18 17394648 17394665 CTTCAAACTTCCTTCCAGCG CTCTGCTTCTTCCACCATCC 253

Ai04B5958 Araip.B04 5958 p3 (TTC)5 15 17398891 17398905 AGGAGCGAGGTGAGAGTGAG AAGACTCAGGAACAAGGCGA 188

Ai04B5960 Araip.B04 5960 c (GAA)5caacaacaacaagaagaagaacgtgaatag(AGA)869 17411340 17411408 TGCGAATAGAGGAGAACAATGA CGTAATCCTTCTTTTGCGTGA 211

Ai04B5961 Araip.B04 5961 p4 (AAAT)6 24 17412085 17412108 CGCCAGAAAAGGATCAAAAG CCATGATGGAGAAAGGGAGA 230

Ai04B5965 Araip.B04 5965 c (AG)10aaataggaagaaagaatggagg(GA)7ggagggaga(AG)677 17432816 17432892 AGAGGAGGGCGAAGAAAGAG CCTCCCCTCTTTTCCCTGT 192

Ai04B5966 Araip.B04 5966 p2 (AG)12 24 17433018 17433041 AGAGACAGGGAAAAGAGGGG TTCCTCGCTCTCCCATTTTA 205
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Ai04B5967 Araip.B04 5967 c (AG)6gaaggaattgggagagagagggagaagagggaaag(GA)7aagacgaagagagatgggagggggagagagagaaagtaaggggaaaaaagagg(GA)7128 17433146 17433273 GAAAAGGAGGGGGAGAGAGA CTGGTTTCACTGAACTGAACTGA 274

Ai04B5968 Araip.B04 5968 p3 (TAA)13 39 17440192 17440230 AGGTTTCGGCCAAATCTTTT CTGAACATGCCAAACCTTTCT 277

Ai04B5969 Araip.B04 5969 p2 (AC)6 12 17451511 17451522 GGCGAACATTCCAGCATTAT ATTAAGCGGTGATGTGGAGG 232

Ai04B5970 Araip.B04 5970 p3 (AAT)6 18 17453258 17453275 CGGCCAAATCTTTTTCCTTT TTCATTTCAAACTCTTCTTTTAGAGC 280

Ai04B5971 Araip.B04 5971 p3 (AAT)8 24 17454919 17454942 TCCTCTTTCTTTATATGCTGCAA AAATGAGCATTTAGGCAGTGAA 257

Ai04B5973 Araip.B04 5973 c (T)12ggtggctactttatcacgaattaacccaagtttgtatgtataagggg(A)1069 17476166 17476234 TGTTTGACCTAACCCCACTCTT CCAATCCTATTTTCATAGTTTGTGA 280

Ai04B5981 Araip.B04 5981 p2 (AT)12 24 17500720 17500743 TTTAGCCGCACGCTATCTTT CAAAACTCACCCGAATCACA 271

Ai04B5983 Araip.B04 5983 c (AT)12(GT)8 40 17501629 17501668 AAGCCCATGCAGTCTTTGAG TTCAATATTCTTTCACAAAAGCAGTC 258

Ai04B5985 Araip.B04 5985 c (GT)8gcgcgtgtgtgc(GT)16ggtttattttaatttttgtttaagaataaaattgtttaaa(T)10110 17511476 17511585 GGCTGAAATGGAAGCAAAAA GGTCAAAATAAAATCGTTCCCA 259

Ai04B5988 Araip.B04 5988 p3 (TCT)6 18 17528740 17528757 ACTAAAACGACGGCGTATGG ATTTCACAGCAACGCATCAG 161

Ai04B5990 Araip.B04 5990 c (T)10ctttcttgcatttttgttattgttgttgtatactgcttcttgtttctttca(T)1071 17541936 17542006 GTTGACGAATTTCTTATTGGCT GATGGTGACGACGACAATGA 266

Ai04B5991 Araip.B04 5991 p3 (TCA)34 102 17542110 17542211 ATCACCACCACCATCACCTT TGTAGTGTACGTATAAGAAGAAAACGA 201

Ai04B5992 Araip.B04 5992 p3 (CTT)5 15 17546558 17546572 GGAAAAGCAACCACGACTTC GGCTCCTTCGATATTCCACA 256

Ai04B5993 Araip.B04 5993 c (T)10attcttcctccgaaatttctgaattctccgaactttctcaatttttttggttctttctttgaa(T)1184 17546817 17546900 AAGGTTACGCCGATTCTGATT ATTGCTCTGCTGCATCTGG 266

Ai04B5997 Araip.B04 5997 c (T)10catcattactatctttttc(T)1039 17555082 17555120 TCTCCTCCTCATTTTCTGCTTC GAATGTAGGTTCATCTTCTTCCAA 209

Ai04B5998 Araip.B04 5998 p3 (CTT)5 15 17555466 17555480 TTTTCCTCTCCCTCGTCCTT GAATGTAGGTTCATCCTCTTCCA 220

Ai04B6000 Araip.B04 6000 c (GAA)5acatataatgctacaaaattactcgaaagatgatgaacctacattcattcaactaaaaaagaaagaaat(A)10taaaaaaacgcagcattaaaa(T)10125 17555988 17556112 TCAAATTTCTTCTTGTTTTCCTCTC AAATTCACCGAAAATTCTTAAACA 252

Ai04B6007 Araip.B04 6007 c (TCT)8ctttttcttcttcttcgtct(TCTTCC)5tcttctcgttttgaatggagcgtaactacacgcgccccactcaatcggttcctcttcg(TCCTCT)5162 17587051 17587212 AACTCGTTTTGAATGGAGCG GAGGAAGAAGAACGTGCAGC 274

Ai04B6010 Araip.B04 6010 c (GAA)9taggatgaataagttgaacaagcagcatgtcctgtcgtgcaattttgggaatcagggttttc(T)18107 17594408 17594514 GGATTGAAAATGGGGGAAGT CGTACTCGTAGCACACTCGC 278

Ai04B6012 Araip.B04 6012 c (A)11ttagcaatgatgtttaagaaaaaagaagaagtatgcgt(A)1463 17600554 17600616 CGAAAGATTCATTGTTCTTAGAGGA TTTCTTTCATCTTTCTTTTCTTTTCA 264

Ai04B6032 Araip.B04 6032 p2 (CT)6 12 17690414 17690425 GCAGTCCTAAAATTGAGAGAAATCC GACGCCACGTACAGGAATCT 234

Ai04B6033 Araip.B04 6033 p2 (AG)20 40 17692549 17692588 TTTTGAATTCAGCCAAAGGG TATTCCCCAAAAACCCATCA 214

Ai04B6034 Araip.B04 6034 c (AG)7ggttcaaattattagatgagtagaagagaaatgttagtaaataaataaaataaatagaaagagat(GA)793 17695576 17695668 TCTTTATCCATGTTCCTGCTCA TCTTTTCCCTCTTCTTAAAATTCG 270

Ai04B6036 Araip.B04 6036 p2 (GT)7 14 17702305 17702318 TCATGATCTGATTCTCTCTCCATC GGATTCACATGGCACCTTTC 210

Ai04B6038 Araip.B04 6038 p2 (AG)6 12 17706098 17706109 GTTTTGGGTTTGGGGAAGTT CAACACCACCACCACAAGTC 221

Ai04B6040 Araip.B04 6040 p3 (TGG)5 15 17709322 17709336 TTCGGAGCGATAAAATTTGG ATCTCCGTCACCACCTCAAC 253

Ai04B6044 Araip.B04 6044 p3 (GAT)5 15 17754850 17754864 TGAGAATCAAATGCTTTTCACAA TTCACATCCAAAAATTGAGGG 144

Ai04B6045 Araip.B04 6045 p2 (AT)10 20 17759467 17759486 TGCAGAGTGTTTTGGAAACTG GGGGGTGTTAAGGGAAGAGA 229

Ai04B6046 Araip.B04 6046 p3 (ATC)5 15 17775344 17775358 TTTTCACTTGAATAAAATTAGCAAAAG GTTTGCCGGTCACGTTTTAT 222

Ai04B6047 Araip.B04 6047 p4 (ATTA)5 20 17777241 17777260 CATCTTTACGTTAAAACAACTTCACA GGCACTAATCCTGCTCTTGC 200

Ai04B6050 Araip.B04 6050 c (A)10gaaaaaagaaacgtagcataaaacattaaaaccccaatcc(A)1060 17783896 17783955 GTCCCCAAATTTGTACTCCG AAAAGGTTGGGAGAGGGAAA 242

Ai04B6051 Araip.B04 6051 p3 (GAA)5 15 17784683 17784697 TTTTTGTGCTTGTTGCTGTTT GCGACGTCGTTTTGAACAAT 260

Ai04B6054 Araip.B04 6054 p2 (TA)6 12 17790148 17790159 CCGACGACTCTCACCAAAAT TTGTTGAGTTTAGGGTCGGG 263

Ai04B6059 Araip.B04 6059 c (T)11caatttagtccttgttaacgttaaacgtaaaaaaaacgactgtgaattataaaattacttgtatatccttggctttcacccataaacgt(A)11111 17810889 17810999 GCAGGTCTCTATAATTTCACCGA TGAGGAACATTGTGGCTTTG 238
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Ai04B6061 Araip.B04 6061 p2 (TA)6 12 17814194 17814205 ATTACCATGTTGGGGAGCAG AGCTAGCATTGGATTCCCCT 253

Ai04B6063 Araip.B04 6063 p3 (TTC)5 15 17820607 17820621 TCTCTCTTCTCCCTCAAGCG TGCTCTGGTTAGGGGAACAC 252

Ai04B6066 Araip.B04 6066 p3 (AGA)5 15 17840776 17840790 TCTAGGGGATTCTCCGGTCT ACACAACCCTCTCTTCCCCT 191

Ai04B6067 Araip.B04 6067 p2 (CT)7 14 17843995 17844008 TCTTGTGATTTCTTGTGAATCAA ACAAGGGTGAGGAGAGCAGA 201

Ai04B6068 Araip.B04 6068 p3 (TAT)6 18 17844164 17844181 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai04B6072 Araip.B04 6072 c (T)11agttgtggatttcatcacatttaaacatatacctcta(ATT)666 17873338 17873403 CCTCAACCACTTCACTCTCG AGATGATGACGATGACGATGA 235

Ai04B6076 Araip.B04 6076 p3 (CTT)5 15 17876751 17876765 GAGAGGATCCATTCCTGTCTTG CCAAAACTTTGCTACAAATACACAA 253

Ai04B6079 Araip.B04 6079 p2 (CT)8 16 17893513 17893528 CTCTCCCTCACCCATCAAAA CAGCTTGCATTCCATTCAGA 236

Ai04B6080 Araip.B04 6080 p2 (TG)10 20 17895711 17895730 AGGAAAAAGTGCGTTGGTCT TGCATGTTTGGTTGATTTGAA 274

Ai04B6081 Araip.B04 6081 p2 (GA)21 42 17907798 17907839 CGTGCGCACACTCTTAAAAA CCAGTAATCAGCCGCAATTT 236

Ai04B6082 Araip.B04 6082 p2 (AT)8 16 17910652 17910667 TTTTTGGGTGAACATTCTAATCC AAATCAATTTTGGAATGCCC 243

Ai04B6083 Araip.B04 6083 p3 (AAT)5 15 17915588 17915602 TCATTGATTCTACAACATGAAAGATG TGTGCTAGACTCGGTTGAATTT 267

Ai04B6085 Araip.B04 6085 c* (TTC)5ctcttcttctcgtgtgtcaaccgtgttctcagccatcttttcggtccccttgtcttctcattcttcactaacaaactcaatagttctca(TTC)10(TC)45*222 17919013 17919234 AAAACTGAACACAAATATGGCG GAAGGTGTTGTGAATGCAGC 273

Ai04B6086 Araip.B04 6086 c (T)12gttgttattgttaattgttatgtatatttttagagaaaacgggactagagtccaaacaaagccacgagtacattaaag(A)11101 17922692 17922792 GATTTTCTTGCATGTGAGGGA CGGTTGATAATGCAGAAGGC 240

Ai04B6091 Araip.B04 6091 p2 (TC)7 14 17949040 17949053 TTGTTTGTTCCTTAACTTTTTCAA TTGGTGATGATGTGAGGAAAAG 280

Ai04B6101 Araip.B04 6101 p3 (TCC)6 18 17989882 17989899 CAGAGACTGCATCGGTTCCT TGTTTTGGTCTTTTGGGACA 244

Ai04B6102 Araip.B04 6102 p3 (TGA)6 18 17990260 17990277 TTGGAGATGTCCCTCTTCTGA TTGAAAGCCCTCCAGAAAAA 243

Ai04B6103 Araip.B04 6103 c (AT)6tgtacgtgcatgagactcagtaatgc(AT)1466 17991258 17991323 TGGTAGTGCATGGTTCAGTG TGCATATCACAGTGCAGCAA 273

Ai04B6107 Araip.B04 6107 p3 (ATC)10 30 18008732 18008761 TCACCATGAAGAACTGCATCT ATGGGATTCATGTGGAAGGA 148

Ai04B6111 Araip.B04 6111 p5 (AACCG)5 25 18018100 18018124 ATCGGTTCGGTTCGGTTT TGGTTTAGTTCGGTCGGTTT 274

Ai04B6114 Araip.B04 6114 p2 (TA)18 36 18059225 18059260 CGCTTGTAGCTTCGTGTGAA GTCCCAATGGAGCGTTCTTA 226

Ai04B6116 Araip.B04 6116 p5 (AAGAT)8 40 18064765 18064804 ACACGACCCAAAGTCCAAAG GGTACCTGCAAGAGACTCCG 259

Ai04B6121 Araip.B04 6121 p3 (GCG)6 18 18072588 18072605 AAATGGCACTAACGGTGGAG AAACAAACCAACCCCCTTTC 125

Ai04B6125 Araip.B04 6125 c (T)10aatttcaattgtcttttatgttaatctaaccataattctcgctttcttcacttagtttttg(T)1081 18074831 18074911 TGGAGTCAATAAAAATTTGACGTT CAACGACAATGTGGAGGAGA 280

Ai04B6127 Araip.B04 6127 p2 (GA)16 32 18079290 18079321 AGGGAGAGAGACATTGGTGC CATTCTTTGTCTCCGCCATT 231

Ai04B6128 Araip.B04 6128 p2 (CT)19 38 18080710 18080747 GTGCAATTACACGGGATTCA CGCATAATTTATAAAATTGAACACGA 252

Ai04B6129 Araip.B04 6129 p2 (TA)8 16 18090580 18090595 TCTTGAGTTTGAAGGGGGTG GCAAAGAAACCCAAAAAGCA 260

Ai04B6131 Araip.B04 6131 c (T)10(A)10 20 18095892 18095911 GAAATTAGACCGCCTGCAAA GGGCTATGATGCTCTTTTTCAT 175

Ai04B6132 Araip.B04 6132 p2 (AT)6 12 18096600 18096611 CGTGACGTAGCCTTAACTACTGG AACCCCAGAAATTTTGATAACC 199

Ai04B6133 Araip.B04 6133 c (T)11aaaggtaagagtaatttctcgcatgatttcttaattaag(A)1262 18096786 18096847 GGTTATCAAAATTTCTGGGGTT CTCCAATGCATGTCTCCCTT 274

Ai04B6134 Araip.B04 6134 p3 (TAT)9 27 18098655 18098681 TGGCATGAAATTGTAACGGT TCACTTTCTAGAGGAGGATTTCA 280

Ai04B6135 Araip.B04 6135 p2 (AT)10 20 18099502 18099521 CCATCACCTCGACAACAATG ATTGGCCGACAATAAGTTGC 279

Ai04B6136 Araip.B04 6136 p2 (AT)6 12 18099911 18099922 TCAAGTGCATCAATTGTATTCGT ATATTCCCAGCCCAATTTGA 185

Ai04B6143 Araip.B04 6143 c (TC)9tt(TC)8 36 18106181 18106216 TAAATTCGAATCGCAAACCC AGCATGGGGAGAAATGTTTG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B6146 Araip.B04 6146 p4 (ATAA)5 20 18116757 18116776 TGGAAACTTGGGTTAATGGG ATTCCCACTTTTGCATCACA 280

Ai04B6147 Araip.B04 6147 c (T)10cttcctccatcgttatcattattattatcatcattattatcaccaccacctcctcctcatcttcttcctttttctc(T)1298 18119483 18119580 TCCAAGACGATGATAAATCTGATG TTTTATGCTCCCTTATTTTGTTGA 278

Ai04B6149 Araip.B04 6149 c (AT)6aatagaaaatattaaga(T)1039 18121281 18121319 AAGAATAATCGCACGTTGGC ATGCCAATATGGTAGCGGAT 182

Ai04B6153 Araip.B04 6153 c (TTC)5tgctcgcgttttttcttattgatctgcattgacttcaacgtaataggcttcgttgctgtcctctgctcgtgttttctttg(TTC)5ttttctactcgcattcttcgttattgatctgcattgacttcaatgtaataagctttgtcg(TTC)6188 18129286 18129473 AAACCTTCTTTTTGCTTGCG CAATTTAGAAGTCCAGATCGAAGA 245

Ai04B6154 Araip.B04 6154 p2 (AG)6 12 18131537 18131548 AAAGCAGGTGTTGCGAAAAT TATGCTAGCCCTCAGCTTCC 277

Ai04B6156 Araip.B04 6156 c (T)13atctcttttctcttttttattcatcttaatcttctttg(T)1465 18141123 18141187 TCTCTTTTCTCTTTCTAATTCACCA CGATCATAGATCATGACGTGC 278

Ai04B6157 Araip.B04 6157 p2 (AT)6 12 18143493 18143504 TGGATATTCCACGGTTCTCC TTGAAATGGGAATGGTATGC 180

Ai04B6159 Araip.B04 6159 p3 (TAA)6 18 18147056 18147073 TTTAAACGTCAGAGATCAAAACAA GGAAGCAGATATAAATTGCTACGTT 278

Ai04B6160 Araip.B04 6160 p2 (TA)8 16 18147528 18147543 CTGAGCAAGTATCTCCATTGAA TTGTTGATAGAATCGTAGGCCA 264

Ai04B6165 Araip.B04 6165 p2 (AT)9 18 18169387 18169404 CATTTTCATGCTTTGCCTCA TGGCCGAGGTATAGGTTACG 104

Ai04B6166 Araip.B04 6166 p2 (TA)8 16 18169990 18170005 TCCAATGTCATTTTCATGCC ACCGTCTTCCACAACACCTC 226

Ai04B6167 Araip.B04 6167 p2 (GA)6 12 18175077 18175088 GATCCGTGCCAGAGAGCTAC GGTTCCCCCTCTCTTCTTTG 210

Ai04B6168 Araip.B04 6168 p2 (TA)6 12 18178043 18178054 CGACGTTCTCACTCCCCTAC TGAAAACCTAAACATACATGCACA 261

Ai04B6169 Araip.B04 6169 p2 (GA)6 12 18180610 18180621 TCAAGCTTCTTCCCGTCACT GTGGTGACTCCCTCACGAGT 182

Ai04B6170 Araip.B04 6170 p4 (AAAT)6 24 18193284 18193307 AATTCCGCACCAAGTTTTTG GGGGACACCAAACTTAATTTCA 195

Ai04B6182 Araip.B04 6182 p3 (AAT)6 18 18240720 18240737 CCGCAAGGCAAATATCTTCA CAAGCATCCTTGAAAAGGGA 279

Ai04B6187 Araip.B04 6187 p2 (AT)6 12 18259998 18260009 GTGGAGGAAACAACTTGGGA TGATTTTTGTGCATTGTCTTCC 139

Ai04B6189 Araip.B04 6189 c (AAG)5gaatgaacgacgatgagtttctttctttccacttcacaagccggtttttcttttt(TG)784 18264037 18264120 TTCTTGGTTTCGACGAGCTT CTTGGCCGAAGTTGGATTTA 236

Ai04B6203 Araip.B04 6203 p4 (AAAG)5 20 18325073 18325092 CACATCATGCTGCAAAATCAG TTTGACACCGAAATTTTGCTAC 236

Ai04B6206 Araip.B04 6206 c (T)11atggcaatatgcagatgcaaatgcaatgctgatatggatgttatgaataattccaggttcaataaaatagaataaaagaaaactt(A)10106 18336556 18336661 CGCTCTCGTGTGACTTTCTG GTGCTAGGTGGGAGACAACC 266

Ai04B6207 Araip.B04 6207 p3 (AAG)5 15 18348879 18348893 AACCCCAGTGGACAAGACAG TTCAACCGTCTTGGAAGGAG 154

Ai04B6210 Araip.B04 6210 p2 (TA)6 12 18352301 18352312 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 221

Ai04B6213 Araip.B04 6213 p2 (AG)6 12 18370830 18370841 TATGGGGTGTGGTTGGTTTT ACCTCACACCCCCTTAGCTT 176

Ai04B6219 Araip.B04 6219 p2 (TC)6 12 18382917 18382928 GTGGTCCATCCCTCTTCTCA GACGAGCTTGGACAGAGACC 183

Ai04B6222 Araip.B04 6222 p3 (CTT)5 15 18403492 18403506 CAGCTCAGTAACACCTGGCA ACCTCCACCTCCACACAGAG 262

Ai04B6223 Araip.B04 6223 p3 (GTG)6 18 18403745 18403762 CTCTGTGTGGAGGTGGAGGT CGAAATCGTCCCTCGTGTAT 266

Ai04B6227 Araip.B04 6227 p3 (TTA)6 18 18411710 18411727 TCTGTTGACTTGTTCTGTTGAGC TGCCAAACCTCATTCTGAAA 216

Ai04B6229 Araip.B04 6229 p2 (AT)6 12 18426573 18426584 TGTGAAAGGAAAATTTTGGG TTTCAAGGTTGTAATGGGGC 162

Ai04B6230 Araip.B04 6230 p3 (TCA)8 24 18439810 18439833 TCAGTGGCAGCATTTTCATC AAAAGGGACCCACTCGTTCT 246

Ai04B6232 Araip.B04 6232 p3 (TCA)8 24 18442919 18442942 TCAGTGGCAGCATTTTCATC AAAAGGGACCCACTCGTTCT 246

Ai04B6234 Araip.B04 6234 c (CT)12ccttttctctcccttcccctctctctctcctaccctc(CT)775 18446612 18446686 TCTCCCTCTCTTCCTTTCCTC TTGAACAAAAAGTAAGACCATGC 280

Ai04B6237 Araip.B04 6237 p2 (TC)8 16 18455935 18455950 AGTGAATGAATGGGGAATGAA GCCCAAAAATGGAACAAGAA 243

Ai04B6238 Araip.B04 6238 p2 (TA)18 36 18459038 18459073 GGACTCATCAATTCTCCCACA TGCTTGCATTGGATTATTGC 245

Ai04B6239 Araip.B04 6239 p3 (ATT)32 96 18459656 18459751 TGGGGTAACTTTCATCCCCT TGGGGGAATTTTGAAAAACA 199
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Ai04B6240 Araip.B04 6240 c (T)10gttttattttcaaaaaatttttc(A)1144 18479336 18479379 TCGAGTTTGGACAACTGACG ATGACAAGCCTAACATGCCC 269

Ai04B6241 Araip.B04 6241 c (A)10tcc(A)11 24 18479701 18479724 TATTAAGCCATGCCTGACCC GCAATTGACACCAAACTTTCAA 217

Ai04B6242 Araip.B04 6242 p3 (TAT)9 27 18481044 18481070 TTATCCCCTTCCCTTCTTCC ATTTTCGGCTACCGTCTCCT 263

Ai04B6243 Araip.B04 6243 p3 (AAT)5 15 18481244 18481258 TGAGCAAGAGCAAGGACAAG GCGGTAAAGTCACCAAGCAT 193

Ai04B6246 Araip.B04 6246 c (ATT)6g(TTA)15 64 18512236 18512299 AACCATGCTTGGGAGGTGTA CGGTTCATTGGGCTGTTTAT 276

Ai04B6253 Araip.B04 6253 c (TGG)6tgttggtgctggttgtggcggtggtgttggtgt(TGG)772 18552425 18552496 CTGTTGATGGAAGAAGATGCTG ATGCCCTCACCACTACCAAC 147

Ai04B6259 Araip.B04 6259 p2 (TA)7 14 18568633 18568646 ATGGATTCTTGCAAGTGCCT CTCATCAATTCCCCCACACT 176

Ai04B6262 Araip.B04 6262 c (T)10aagtttaaaactaaaattccaagtgcctc(T)1251 18600863 18600913 TCAAAGACATGCCCAATTCA TTGGAGGATTTGTTTGTCTTTTC 237

Ai04B6263 Araip.B04 6263 p2 (TC)12 24 18605728 18605751 ACCAGAATATCACGCTTCCG CATTACCCTCCCCTTTCTCC 277

Ai04B6265 Araip.B04 6265 p4 (TTAT)5 20 18607865 18607884 TTTCTTTTTCGGTGACATAACG TTTGTTGGGTTATTCCTCTTGAA 270

Ai04B6266 Araip.B04 6266 p2 (AT)6 12 18612339 18612350 CATCTAATGTGCAGCAGCGT CAAATATCATAAATCAAGCAATCCA 116

Ai04B6269 Araip.B04 6269 p3 (ATA)11 33 18620847 18620879 ATGACTATGCCGAAGGGATG CAGAAACAATTTGCCAGTGC 181

Ai04B6271 Araip.B04 6271 p2 (TA)7 14 18621290 18621303 ATCATCTTGGCCATGGTTTA TGTGTCCTACAGAAAATGCGA 248

Ai04B6272 Araip.B04 6272 c (A)12gaagaagacagcggtggtgacagcgataatgacgatggcggtggcgacagtaatgacgacaacgatattgaagaaggaagaaggaacgt(AAG)5116 18621889 18622004 TGAAGACGATGAGGACAATGA AAAACTTATTCACGCGCCAC 232

Ai04B6274 Araip.B04 6274 p5 (TTATC)5 25 18632729 18632753 TGTCCGACTTGTTGGACTGA GCGGTTCCGTTGAAGATAAG 256

Ai04B6275 Araip.B04 6275 p5 (TTATC)5 25 18643035 18643059 CCTGGGTGCTCCAGTGTATT GCGGTTCCGTTGAAGATAAA 121

Ai04B6278 Araip.B04 6278 c (AG)8aa(AG)10 38 18676420 18676457 ATCAACAGCCACCAAACCTC TGATGACCTCTCCTTCTGCC 211

Ai04B6282 Araip.B04 6282 p2 (AT)10 20 18696918 18696937 TTCTGTTTCGGGGTAACTGG CCAACAGTCTCACAAGAGGGA 166

Ai04B6287 Araip.B04 6287 p3 (TAT)6 18 18716701 18716718 GCCTCCTCACAGTTGTGTTTC TCTTATCCTTGCTCCTGCTCA 165

Ai04B6288 Araip.B04 6288 p3 (TTC)6 18 18719121 18719138 CCCATCACCTCTTCACCACT GCCCTCGAGCAATAAACAAA 278

Ai04B6290 Araip.B04 6290 p2 (CT)6 12 18750705 18750716 AGAAAGGGGAGAAAAGCTGG GGAGATGGAGATCCTGTGGA 204

Ai04B6294 Araip.B04 6294 c (A)10gag(A)11 24 18775306 18775329 CATTTTGATGTGGTGGCAAT TGCTCTTGCCTTTTGGTTTT 279

Ai04B6299 Araip.B04 6299 p3 (CAT)5 15 18797137 18797151 AACATCGGGATCAGACTTCG TTATGCCGAACTCCAAGGTC 265

Ai04B6300 Araip.B04 6300 p2 (GC)6 12 18819408 18819419 AGTTGGGGGAGAGAAGAAGC CAACTCTAAGCCCCTAGCCC 261

Ai04B6311 Araip.B04 6311 p2 (AT)7 14 18861438 18861451 TCTTGCATGCAGCTTTTGAG ATTGGCAAGCAAGCTCAGTT 160

Ai04B6312 Araip.B04 6312 c (A)11ga(T)10 23 18862019 18862041 ATTTCGGCTGATAGGAGGGT ATGGCGTTAGCAAGATACGG 254

Ai04B6313 Araip.B04 6313 p4 (ATTT)6 24 18879302 18879325 GCAGCAGCAGGATATGAGAA CTCATCTAAGAGGTTGCGGG 173

Ai04B6322 Araip.B04 6322 p2 (AT)7 14 18925312 18925325 GGGTTTCATCCCCAATTTCT CAAGCTTCCAAAAAGCCAAG 170

Ai04B6323 Araip.B04 6323 p3 (TGA)5 15 18925554 18925568 TTGGCTTTTTGGAAGCTTGT TCCACCTACAACTCATTCAACC 222

Ai04B6325 Araip.B04 6325 p2 (AT)10 20 18938230 18938249 CGTGTTTGAACAACTGACGG AGCCAATTGGGCAGTAAATG 184

Ai04B6329 Araip.B04 6329 p5 (TTATC)5 25 19005585 19005609 TCCGACTTCTTGGACTTGCT GCGGTTCCGTTGAAGATAAG 252

Ai04B6334 Araip.B04 6334 p3 (AAT)16 48 19048869 19048916 TGGGGAGTTCGAATCTATCTG AAAAATAAATCATTCGCATACTTACA 266

Ai04B6335 Araip.B04 6335 p3 (GTT)5 15 19050555 19050569 CTCGAACAACCCACGATTTT CAGTCTGCACCCAAGAAACA 242

Ai04B6338 Araip.B04 6338 c (GA)24cagaaagaaaattgatttacctttctaactgaagagagaaagagt(AG)14121 19057619 19057739 TGTCTTCTGACCGAAACTTTGA TTTTTCCCTCCTTCTTCAGTT 240
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Ai04B6345 Araip.B04 6345 p2 (GA)6 12 19076145 19076156 ACTATTTTTCCCCCTCCGTG CGGGAGACATTTCCATCATC 266

Ai04B6346 Araip.B04 6346 p3 (TTA)5 15 19076397 19076411 CCCTTTGGGCTTCAATTACA ATCTGCTGTTCAGGGTGGAC 145

Ai04B6359 Araip.B04 6359 p3 (ACC)5 15 19114856 19114870 AGTATCCCTTTCCTCCCCCT GACCTTGTTGTGCTTCCGAT 264

Ai04B6368 Araip.B04 6368 p2 (AT)8 16 19137880 19137895 TTGTGGTACGATGGCCTTAAT TTGTAGTGAAACAGTTGTCCCC 190

Ai04B6373 Araip.B04 6373 p2 (AT)11 22 19160982 19161003 TAACCTTTGCTTCACGGCAT TCATGCTTTCCACGATTTGT 275

Ai04B6374 Araip.B04 6374 p4 (AAAT)5 20 19168701 19168720 TTGTGTCCTCACTTGCCTCA TTGCATTGCTACTATGCCCA 201

Ai04B6382 Araip.B04 6382 p3 (CTC)5 15 19184778 19184792 TGATTAGGGCGGTTTTGAAC CAGATCGAAGAGGAAGCGAC 195

Ai04B6383 Araip.B04 6383 p3 (TAT)5 15 19185466 19185480 GCCTTGAATTTTCTGCCTTG CAGCACCAATTGTGGCTTTA 266

Ai04B6385 Araip.B04 6385 p2 (TA)6 12 19194035 19194046 TGGTGAGAAAATCTGTTTGCAT TCACCACAACAAATAAGAGGTCC 222

Ai04B6386 Araip.B04 6386 p2 (AT)11 22 19195092 19195113 TGGCTGTTATCTTCGCTGTG AGCAAAGGGTTGAACAAATCA 273

Ai04B6403 Araip.B04 6403 p5 (AAGAT)7 35 19298842 19298876 GCCCAACTCAAGGAATACGA GGTACCTGCAAGAGACTCCG 268

Ai04B6406 Araip.B04 6406 p3 (CAT)5 15 19325650 19325664 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262

Ai04B6408 Araip.B04 6408 c (AT)7aaatcatacttataatccataaacaacaaaaagtctacgatcttaattagtattgactattga(T)1188 19331007 19331094 CATTTCCAATACTCTTATTCCAGG AGCTTATGAAGCTCGTTGGG 262

Ai04B6410 Araip.B04 6410 p2 (GA)10 20 19340211 19340230 TTTTCGTCCCCAAACTTTTT GGAACCCTAAGGAGGACCAG 267

Ai04B6411 Araip.B04 6411 p3 (TTG)5 15 19340613 19340627 AAAAGAAGCTGCAATGCACA TCTTCTTTCCCATCACAGCA 204

Ai04B6417 Araip.B04 6417 p3 (CTC)5 15 19378396 19378410 TACCCTTTCCTAACCCCACC TAGAGACAACAAGGTTGCCG 232

Ai04B6418 Araip.B04 6418 p3 (TTG)8 24 19378584 19378607 CTCCTCCTCCTCCAACTCCT ACCATCTCCGATGCTTCAAA 270

Ai04B6419 Araip.B04 6419 p3 (GGT)6 18 19379052 19379069 AGCTTTCTCCCTCTCGCTCT ACCCTTCCCTAACCACACTG 278

Ai04B6422 Araip.B04 6422 p4 (TCTT)10 40 19411963 19412002 TTGGAAGCACCTTGGATTTC TCGGTGAACAGGGAGGTTTA 174

Ai04B6424 Araip.B04 6424 c (GAA)12ggagg(AGA)556 19419164 19419219 ATTTTCCAGTTTTACCCCCG GAGAACAGCGCCGAAGTTAC 271

Ai04B6425 Araip.B04 6425 p2 (AT)7 14 19426118 19426131 GCGCTTTTGAATTGGAGAGA AGGCCAAAACGCATACTAAA 280

Ai04B6426 Araip.B04 6426 p2 (TA)6 12 19430947 19430958 TGTTGTGTTAGGGCAGTTCG GGGGCTTGATAATCGAAACA 130

Ai04B6430 Araip.B04 6430 p6 (TATTTT)5 30 19448579 19448608 GCAGACAGATCCTCCTACGC CAGCAAAAGAACAATGTGCAA 277

Ai04B6431 Araip.B04 6431 p2 (AT)7 14 19449475 19449488 TCCCAAGTTGAATCCTTGGT TGTCCCATGTGCATTGATTT 262

Ai04B6435 Araip.B04 6435 p4 (AAAT)5 20 19461064 19461083 TGGAATTCACACATCCGAAA GGTGAGGGATTATTGTTGGC 159

Ai04B6436 Araip.B04 6436 p3 (TTC)5 15 19462678 19462692 GAAGAGACCGAACCCACAAA ATCACAAGAGCCAGCATTCC 246

Ai04B6437 Araip.B04 6437 p3 (TTC)5 15 19464644 19464658 GAAGAGACCGAACCCACAAA ATCACAAGAGCCAGCATTCC 246

Ai04B6438 Araip.B04 6438 p2 (TA)6 12 19465298 19465309 ACCGGGTAGGCGTGTATAGT TTGGGGTGATTATTTTTCCAA 263

Ai04B6440 Araip.B04 6440 p2 (TC)8 16 19493877 19493892 CAAAATCAATTTCAAAATCTCTTCTAA AAAAAGAGGAAGGTGATTTTCG 163

Ai04B6442 Araip.B04 6442 p3 (CCA)5 15 19505102 19505116 AATCATCCCCGATGTTCAAA ATGTTTGTCTCCGTGGTGGT 171

Ai04B6447 Araip.B04 6447 p2 (GA)6 12 19550413 19550424 AGGAGATGGAGGGATGTGTG CCTAATTGGTGCAGGGATGT 250

Ai04B6448 Araip.B04 6448 p2 (AG)6 12 19553457 19553468 GAACACAGATGGAAGAGGGG TTTCTTATCTTTTTCAAAACCACC 270

Ai04B6451 Araip.B04 6451 c (TTG)6attcaccattcaccattattgttgctgttttattattgttgattctgcttttgttgttgttgtgatttcagtattca(TTG)8119 19567435 19567553 AGCAGGTCCATTGGTGTTTC AACCAGAAAGCAGAGGCAGA 267

Ai04B6452 Araip.B04 6452 p3 (TAA)5 15 19570988 19571002 AAGATTGTGGTCTCATAGGAGAGTAAT GAGCACCGGATGTTCATAAAA 185
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Ai04B6456 Araip.B04 6456 p2 (AC)9 18 19584694 19584711 TCTACCCACCAATCCTTCCA GCTCTTGTTGGTGAGCATGA 174

Ai04B6461 Araip.B04 6461 p3 (TTA)5 15 19605672 19605686 GAGCCACCGAATCAGGTATG CAAGATCCAGAACCTCCAACA 275

Ai04B6464 Araip.B04 6464 p3 (AGA)5 15 19612664 19612678 CATGATCAAGGGCATCACAG AGTCCAGTTGGCAATCCAAG 154

Ai04B6471 Araip.B04 6471 p2 (AG)17 34 19643017 19643050 CGCTATCGTCATACTGGGCT CTCCTCTACCTTCAGCTCGC 224

Ai04B6472 Araip.B04 6472 p2 (AT)10 20 19648582 19648601 TTTTCAGGGTTGTAATGGGG CAAAAGTGGGAAAATTTTGGG 174

Ai04B6476 Araip.B04 6476 p2 (TC)10 20 19680392 19680411 TCTTCTTCTCTTCCCTCCTCAA CAAGAAGCTCCCAGTGAGATG 192

Ai04B6478 Araip.B04 6478 p3 (TGC)6 18 19712471 19712488 GACTGTGCTTCCATTGCTGA TAACCCTCCCAACCCTTACC 265

Ai04B6479 Araip.B04 6479 p3 (ATA)6 18 19722307 19722324 GGTGCAGTGGAAGAAGAAGC TGGATTCATCCCCTTGATTC 268

Ai04B6482 Araip.B04 6482 p3 (TTA)7 21 19733012 19733032 AAAAGGGGGTGAAAGTAGTGC TTTTAGCATAAGACAAAAATAGACTCA 280

Ai04B6485 Araip.B04 6485 p5 (TTATC)6 30 19740789 19740818 TTGACATCTTCCATCCACCA GAGAGCATTGTCTACGAAAGATAAAA 229

Ai04B6492 Araip.B04 6492 p3 (TAA)10 30 19749937 19749966 CAATGGTTGATTGTGATTTCCA GATCCTTCCAATCCCTTGGT 222

Ai04B6497 Araip.B04 6497 p2 (TG)8 16 19765751 19765766 CTTGATCCGTATTCATCCGC CATACGGTCATTTCCCACCT 260

Ai04B6498 Araip.B04 6498 p3 (AGA)5 15 19772511 19772525 TTAGAATGTTGCTCGCCCTC CCACAGAATCCCCACATACC 264

Ai04B6499 Araip.B04 6499 p2 (GA)7 14 19772662 19772675 GTGGGTGGTGAATGGAAAAC CCACAGAATCCCCACATACC 111

Ai04B6500 Araip.B04 6500 p3 (AAG)5 15 19777065 19777079 ATCGACATGAGTAGCAGCCC ACTGGTCCCTGGCCATATTT 275

Ai04B6502 Araip.B04 6502 p3 (CAC)6 18 19792533 19792550 GCAGCTAGGCATCCACTTCT CCGCTCTTCTCTAAAGGGGT 235

Ai04B6503 Araip.B04 6503 p3 (CAC)6 18 19811595 19811612 GCAGCTAGGCATCCACTTCT CCGCTCTTCTCTAAAGGGGT 235

Ai04B6508 Araip.B04 6508 p2 (TC)8 16 19822428 19822443 CTACTTTTCTCTCTCCAATTTTCG AGAGAGGGAGAGAGGGTTCG 268

Ai04B6510 Araip.B04 6510 p2 (GA)7 14 19827973 19827986 AGATGATTCGCCTCCCTTTT TCATTATGAAGAATGCGCGA 268

Ai04B6512 Araip.B04 6512 p3 (TTC)5 15 19833561 19833575 TTCTCCAAACACCCTTGACC AGAATGTTTGCTCGTCCTCG 236

Ai04B6522 Araip.B04 6522 p2 (AT)7 14 19859341 19859354 ACGTCAGGGATGGAGTTAGG TTGCAGACAATTTGGTCATCT 280

Ai04B6523 Araip.B04 6523 p2 (TA)9 18 19866835 19866852 GATATGGGCGCAGAAGTCAC CTGCAACACCAATCCAAAAA 265

Ai04B6524 Araip.B04 6524 p2 (CT)8 16 19869871 19869886 TTCTCTCAGAACCCCCATTG AGGAGTGATGATGAGGGTGG 226

Ai04B6528 Araip.B04 6528 c (A)12gaaaaaaaaaccattaaagagaggaaagagttccaggcagaaaagaggcatcatgaggggtgtttttttcccctcccttgtaaattggattttcc(T)12119 19888898 19889016 CCGACCTACTAAGAACCCCC AATCAACACTCCAGGCCCTT 270

Ai04B6531 Araip.B04 6531 p4 (GTTA)5 20 19913476 19913495 CCGGCGAGCAAACTACTAAC GAGAATTAGCCAACTTGCCA 245

Ai04B6533 Araip.B04 6533 p2 (AT)9 18 19922308 19922325 CAAAACCGCTCCCAAAAATA GGATATGGGCGCAGAAGTTA 266

Ai04B6535 Araip.B04 6535 p2 (AT)9 18 19926822 19926839 TTAAACCGCAAAACCACTCC GGATATGGGCGCAGAAGTTA 278

Ai04B6536 Araip.B04 6536 p3 (GTG)5 15 19932909 19932923 CATTTATCAAAAATTGTCGTTTTCA TCCTTCTTCCTTCACCATCA 266

Ai04B6537 Araip.B04 6537 p2 (CT)7 14 19933623 19933636 TCCTATGTCATTTAGCCTTTTCG ATATAGGTAGCAATGGCGGC 135

Ai04B6539 Araip.B04 6539 c (T)14gtcatactcacgttaatgggatgaacgttagaaatcagtttattttggagttcgttttattctttttctaacccaaaaaaaag(A)10107 19941255 19941361 AACGATGGCCACTAGTTTGG AAATTCCTGTCACAATCATTCC 253

Ai04B6541 Araip.B04 6541 p3 (TTC)5 15 19969982 19969996 TCTTCTTGGCCGAATACACC TCTTAGTTGAACCGGCTTGC 256

Ai04B6542 Araip.B04 6542 p2 (CT)9 18 19975576 19975593 GCGACGACGACTCCTCTAAC AGGGGAAACTGGGAAAGAGA 197

Ai04B6544 Araip.B04 6544 p2 (GA)12 24 19981737 19981760 GAAAGAGAGGGGAGGGAAAG TCCCCTTCCTCTCTGTAATCA 186

Ai04B6545 Araip.B04 6545 c (AG)9ttagtgagagaatggagagaaggagagagagacagagagagaag(GA)20102 19981945 19982046 GGAAGGGGATGAGAGAAAGG TCTCTCTCCTTTTTCCCTCTTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B6546 Araip.B04 6546 c (GA)10agaggagaaagaaggaaaggagagaggagataaagagaaaaatgagttagagagagaagggagagatagagagaa(AG)20135 19982148 19982282 GGGGAGAGAGAGGAGGAGAG CAAAACCCAATTTCAAAACCA 199

Ai04B6550 Araip.B04 6550 p6 (GCTCCT)5 30 19996322 19996351 GCAGATCGAAACTGAGAGGG AGCGAGACGAGATGCAAAAT 256

Ai04B6552 Araip.B04 6552 p2 (TA)6 12 20002404 20002415 TGAATAAAGGTACGTTTTCGCAT ATTGACAGGACCGTGGAAGA 249

Ai04B6553 Araip.B04 6553 p2 (AT)13 26 20002523 20002548 TCTTCCACGGTCCTGTCAAT AATCAAAACACGCTTAGCTTACA 159

Ai04B6558 Araip.B04 6558 c (A)10g(A)12 23 20019930 20019952 CGGTGATCAATCATGCAGTC CGATTAGAGGCATTGGTGGT 241

Ai04B6561 Araip.B04 6561 c (CCA)5gcagtatcatcatggtcatcatcaccatcatcagaacttttcccaaaatcaaccaaaatcaaccagaagtccaagatgaacaagaac(CCA)6120 20025140 20025259 CACTGCCAAAACAGAAGCCT GATGATGATAGTGGGGGTGG 244

Ai04B6562 Araip.B04 6562 p3 (AGA)5 15 20025575 20025589 CCCACACCTCAGAAAACCAT GCCACTGTTCCTCCTCCTC 266

Ai04B6564 Araip.B04 6564 p2 (AG)6 12 20042721 20042732 TTTTGACCCAGTTTTCAGCC CCTCGAATTGCATTCACAAA 273

Ai04B6566 Araip.B04 6566 p2 (AT)6 12 20048940 20048951 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 238

Ai04B6569 Araip.B04 6569 p2 (TC)7 14 20052363 20052376 AGCAGAATGCACTTTTGAGC TCATCATTGCATCGTAGTCCA 221

Ai04B6572 Araip.B04 6572 p2 (AT)9 18 20063473 20063490 CCTAACGTCAAAATGGCACC CCATCCATCCTTGATTGGTC 254

Ai04B6577 Araip.B04 6577 p4 (TATG)6 24 20068925 20068948 AGGCACGGTAGTGCCTGTT TCGTAGCGTGTCTACGCAAT 237

Ai04B6579 Araip.B04 6579 p3 (TTA)30 90 20070903 20070992 TTCTATCATGAAGTAAAGCCAATTTTT TGGGGGCTAAAATAATGTGAA 201

Ai04B6581 Araip.B04 6581 p2 (TA)6 12 20077144 20077155 TCAAGTCTTTGATGAGGTGTGG CATTTGATGCACTTTTGTGGA 266

Ai04B6582 Araip.B04 6582 p2 (AG)6 12 20097590 20097601 TGCATCTGCAAAAATTCAGC TGATAAAGACTTCAACGGGG 264

Ai04B6584 Araip.B04 6584 p2 (AT)6 12 20114640 20114651 CCCATGATTCCCACTTTTTC AAAGATTTTTGGGAATCGGG 253

Ai04B6586 Araip.B04 6586 p2 (CT)6 12 20120134 20120145 AAAAGGAATCAAGATCCAACAA ATTGAGTGGGGAATGAACCA 280

Ai04B6587 Araip.B04 6587 c* (TC)13(TCCC)7* 52 20125141 20125192 TGTTCATGTCACTCACTCCGA CGACGATGAGATATGTGGTTG 213

Ai04B6591 Araip.B04 6591 p5 (TAAAA)5 25 20150718 20150742 CCATGATGGAGAAAGGGAGA TTTCGAAAATCTTCACACACATC 206

Ai04B6597 Araip.B04 6597 p3 (ATT)5 15 20164618 20164632 TTTGGCATTCAACAAAGCTG CGAACACCATTCGAAGAAGA 247

Ai04B6598 Araip.B04 6598 c (A)10caattaagatgagctcaatacttgttatagtaaaac(T)1258 20164843 20164900 TCTTCTTCGAATGGTGTTCG GTCAATAGCAAAATTCTTAAATGAAA 270

Ai04B6603 Araip.B04 6603 p3 (CAT)6 18 20182712 20182729 TCAGCCATAGCATCATACATCA AATTGGAAGACGAGCCTTGA 181

Ai04B6607 Araip.B04 6607 p2 (TG)6 12 20203820 20203831 TTTGATTATGTCCAAATGGGTG AGCTCTCCCCTCAGGTATCC 225

Ai04B6608 Araip.B04 6608 p2 (AT)11 22 20216772 20216793 CCATCACACATGCATTGATCT TGGAAATTTGGATGCTCACTC 194

Ai04B6609 Araip.B04 6609 p3 (AAG)5 15 20219460 20219474 TCCAACACCAACATAAGAATGC GCCCAGTCCCTCTTTCTTTC 241

Ai04B6611 Araip.B04 6611 p2 (AT)6 12 20240743 20240754 TGCTAAGGGTTCCTAATGATGC CTGCACAAAACACATGGAGC 280

Ai04B6615 Araip.B04 6615 p2 (CT)7 14 20251026 20251039 TTGTGATTTCTTGTGAATCAAGTC TGAAAAAGAGGGAGATATTTTCG 280

Ai04B6616 Araip.B04 6616 p3 (TTC)5 15 20253108 20253122 ACACACCTTCCCCCTCTTCT CGGTCTTAGGTGCCATCAAT 147

Ai04B6620 Araip.B04 6620 p2 (AG)6 12 20265275 20265286 GCATTCAACGAAACGGTCTT AGGCATCACTCCAAAAACCA 237

Ai04B6621 Araip.B04 6621 c (T)10attttaaagaagaagcaaatcagtagataggttttgt(A)10taaaaattcaaaaaatctaaatttgagttagaattgtaaattaaaaaaatttaaattacaaaaatataaatttgtgggtccaat(TA)8157 20265686 20265842 AAGAGAAAACAAATCTGAACTTTTGA TGTGGGTCAATCTTTGGTCA 263

Ai04B6622 Araip.B04 6622 c (T)10cggtgtatttatatttttcttgtttttttcttataatttagcttttctcattttttgtttatattgtcgaaggcctacaaa(T)12103 20266421 20266523 AGTTTCTCATTTTTATTAACTGCACA CAAGGAGCCATAATTTTCACAA 169

Ai04B6624 Araip.B04 6624 p2 (TA)11 22 20277816 20277837 GAAAGATGCTCACGCATCAA TACACCTTTGGACTGTCCCC 210

Ai04B6634 Araip.B04 6634 p2 (AG)25 50 20345654 20345703 AGTAGCGGCAAGGGACAAG GTGCTCTAAATTCGAACCGC 279

Ai04B6640 Araip.B04 6640 c* (TCTTTT)6(T)10*42 20374744 20374785 AATGGATGGACGTGTTCGTT ATGGATGAAGCAAAGGGTTG 248
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Ai04B6641 Araip.B04 6641 c (A)11catacaaaatataggaaaaaaatcatccaaaact(A)1257 20377416 20377472 AAAAACAAAAAGCACCAAAACA GCGGCTCTTCTTCTTCTCCT 254

Ai04B6646 Araip.B04 6646 p3 (ATA)11 33 20389182 20389214 TGGCCAACATCTAAGAAAAACA TTTGATGCAAATCGAAAACTT 252

Ai04B6649 Araip.B04 6649 p2 (TA)8 16 20390644 20390659 TCGGACATAAACACCCTTTTG TCTGCAACAGTGGCTTTCAC 262

Ai04B6650 Araip.B04 6650 p3 (TGT)5 15 20391270 20391284 AGCTGAAGGTCGTTGCTGTT TCTCATTTCATTTCCCAGCC 271

Ai04B6651 Araip.B04 6651 p5 (AAGAT)5 25 20396091 20396115 CGACAGGAAAGCCCAATAAA CCCAGGGTATGAACAAATGG 193

Ai04B6653 Araip.B04 6653 p5 (AAGAT)5 25 20429616 20429640 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai04B6656 Araip.B04 6656 p2 (TC)26 52 20435575 20435626 GCCCTAAATTGAAACCGTGA CAGTGGCGGCAAAAATAGAT 211

Ai04B6657 Araip.B04 6657 p2 (TA)6 12 20436294 20436305 AAACCTTGAAGGGTGGAGAAA TTCTTTCATAAGAACCAAAATGAA 280

Ai04B6666 Araip.B04 6666 p3 (CAT)5 15 20470731 20470745 GTGAAATGAGGGCGAAGGTA GATGGACCGGAAGTCTCTCA 259

Ai04B6667 Araip.B04 6667 p3 (TAA)15 45 20471165 20471209 TTGAAGATGTTGACACTGCAATTA TCCTTCATGCATAATGCCTTC 265

Ai04B6668 Araip.B04 6668 c (A)12gataaagagcatttgaagaatagaaaatatattgaacaagatcataggt(A)1273 20472969 20473041 CAAGGACTTAACATGGAACAAAA TTCTTCAATTCTACGGTGTTGC 266

Ai04B6671 Araip.B04 6671 p3 (CAA)6 18 20475596 20475613 CCAGATTCAAAACTCCATCACA TCAAATCTGGAATCTCTGGGA 257

Ai04B6672 Araip.B04 6672 c (T)11ctgttttaggtggttagacaaaaatattatttttataacaaattatg(A)1068 20476105 20476172 TGTTGCTCTGCCTTATTCCC ACCCGCACTTCTTGTTTGAT 271

Ai04B6676 Araip.B04 6676 p2 (TG)6 12 20493554 20493565 GGAGGATGTTGGAAGGATGA CTTTCACAACAGGGCACTCA 180

Ai04B6679 Araip.B04 6679 p3 (AAC)13 39 20502826 20502864 TGCTGTTTAATGCAGCATCC CTGATTGCTGCACTGTTGCT 266

Ai04B6680 Araip.B04 6680 c (AGA)5acgacgaagctaattacgtcaaagtcaatccagatccatcatgcagagaacaaggaattttattaggttgaagaagaagc(AGA)5110 20509111 20509220 AAATTGATGCGTTTCCGAAG CGTAGACCTTGTTCTCTTCTCACA 249

Ai04B6681 Araip.B04 6681 p2 (TA)6 12 20510354 20510365 CCGATTTCTGTGGGAGAAAA GGAGGAGGAGAGGAGATTTGA 225

Ai04B6682 Araip.B04 6682 p3 (TAA)15 45 20514737 20514781 AACAATGATAATAATTCGGTAACACA ACAATGCCAAAGAAACAAAAA 269

Ai04B6683 Araip.B04 6683 p2 (TA)8 16 20520750 20520765 GGTCGAATCCCGGAGATATT GCTTGTAATCGGGTTAATGGA 223

Ai04B6686 Araip.B04 6686 p3 (TCT)8 24 20523288 20523311 GGAGATCGAAGGCAAAGAGA CTTCGCGTGTTTCATCTTCA 205

Ai04B6697 Araip.B04 6697 p2 (AT)8 16 20552569 20552584 GGGATTTGAACTTGTGTTCTCA CGTGGAGCTAACCTAGACTCG 226

Ai04B6699 Araip.B04 6699 p3 (ACA)16 48 20555707 20555754 CAGGACGTGAACCATTCTCA TCCATGAGGTGATCAAACGA 259

Ai04B6700 Araip.B04 6700 p3 (TTA)5 15 20569741 20569755 CGGGCAATGACCTAGCTTTA ATCCTTTTCCTCCGAGGTTC 280

Ai04B6701 Araip.B04 6701 p3 (CAA)5 15 20576012 20576026 CGGGATATGGCTGAGATTGT TTGTTGTGATGGCTGTGGTT 245

Ai04B6704 Araip.B04 6704 p2 (GA)8 16 20588999 20589014 AGATGATTCGCCTCCCTTTT CTGTATGCAAACGCGTCATT 235

Ai04B6706 Araip.B04 6706 c* (T)10(TC)7* 23 20591758 20591780 TCATTATGAAGAATGCGCGA ATAATTCGCCTCCCTTTTGG 269

Ai04B6707 Araip.B04 6707 p2 (CT)23 46 20595149 20595194 GGTTCAATGACGAAGAGGGA TTGTCGATAAGGGGAAGGTG 257

Ai04B6708 Araip.B04 6708 p3 (AAC)6 18 20596540 20596557 CACTTTGCAAACCAAGCAAA TCCATGAGGTGGTCAAACAA 245

Ai04B6709 Araip.B04 6709 p2 (TA)13 26 20598211 20598236 TCTTGAGCCAAAATTTTCCA ATCAAGATGCTCTGGCTCGT 249

Ai04B6710 Araip.B04 6710 p3 (TAG)5 15 20604947 20604961 GGGTTGAATCTTAGTATAACACTCCG CCCCTTGATGATTTTGGCTA 244

Ai04B6711 Araip.B04 6711 p2 (TA)7 14 20607712 20607725 GCGACTGAACATCGGAGTTT CTTCGCGAATACAAACCGAA 246

Ai04B6717 Araip.B04 6717 p3 (AAC)5 15 20639258 20639272 GCCCTTTTCTTAACATTTTTCG GAAGGTGGAGTTGTTGGTGC 225

Ai04B6720 Araip.B04 6720 p2 (TA)6 12 20640852 20640863 GTGAACGATGCAAACTTTCG TCGTTCACAAAACAAATTCCA 249

Ai04B6721 Araip.B04 6721 p2 (TA)6 12 20641093 20641104 TGTTTTGTGAACGATGCAAAC TCCTTCTACTCACTCACATACCCTC 154
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Ai04B6723 Araip.B04 6723 c (TTC)5tttattattcttctttcattatcgttttcaccacca(CCT)875 20644485 20644559 TTAACCAACCAAGTCCAGCC TGGAGGAGAAGGAGAAAAAGG 190

Ai04B6726 Araip.B04 6726 p2 (AT)13 26 20649478 20649503 ATGAAAAGTATGGCCTTGCG TTGGTCCAAAGGACGATTTT 279

Ai04B6727 Araip.B04 6727 p3 (AAC)7 21 20650039 20650059 CAGAAGCAGAAGCAGAAGCA TAGATCCACGAGGTTGGACG 221

Ai04B6732 Araip.B04 6732 c (AG)13g(GA)7 41 20659262 20659302 GGCAGGAAAGGAATCTTGGT AAACAACGAATCAGGGGGTT 266

Ai04B6743 Araip.B04 6743 p3 (TGA)6 18 20697968 20697985 CACCCTTTGCACTGAAACCT CTTGTTCAACACCTTCAAGCA 218

Ai04B6745 Araip.B04 6745 c (A)13ttagtccaataaaatttaaaagtattttgtttgtatctttcattag(T)1069 20710484 20710552 TGCCGTTATGTTCATTTCATATTC CAATTGTCCGTGGTTCACAG 277

Ai04B6747 Araip.B04 6747 p3 (ACC)7 21 20713691 20713711 TGGTGACCACTTGCATCTGT AAACGAACCCTGTTCACCTG 256

Ai04B6749 Araip.B04 6749 p2 (AT)13 26 20717773 20717798 TTGCACGATGAGGTTTTGAA TTTCAAGTTTGAACATGATTTCG 152

Ai04B6751 Araip.B04 6751 p3 (AAG)5 15 20727012 20727026 AACCGTTCAACAACTGGAGC TTCAACCGTCTTGGAAGGAG 277

Ai04B6755 Araip.B04 6755 p3 (CCA)6 18 20744378 20744395 TGAGGGTCAGAATCGAAACC TGGTTTGGTGTTGTTTGGTG 211

Ai04B6757 Araip.B04 6757 p3 (ATA)11 33 20753399 20753431 TGGATTCGAACACCCTAAGC TAAACCGGAATAAACGCCAC 277

Ai04B6760 Araip.B04 6760 p3 (TAT)18 54 20767842 20767895 GCTAAATGGCCGCAAAAATA TTTGCTAATGCCGTTTACCC 157

Ai04B6768 Araip.B04 6768 p2 (AT)9 18 20808660 20808677 AAACGTTACCTTGCGTCGTT CGTTCTGCGCTTTTAAATCCT 146

Ai04B6769 Araip.B04 6769 p2 (AT)6 12 20815841 20815852 CTAAGCTTTACCTCGCGTCG GAGCCGTGGCTAGGTTATCA 244

Ai04B6770 Araip.B04 6770 p3 (AAC)7 21 20819791 20819811 TCAGCAATATTCATTCATCCAAA TGGTGGCTTGGATTGTGTTA 273

Ai04B6777 Araip.B04 6777 p2 (AT)9 18 20832138 20832155 AGCATGTCTTTGTTGCCAAG GAACCAATCGGTTGGAAAAG 194

Ai04B6778 Araip.B04 6778 p3 (GAA)5 15 20848615 20848629 TGGACAAAAGCTGACCTCAA TCATCGAAACTCGACGTGAT 249

Ai04B6780 Araip.B04 6780 c (A)10catcagaaataaattaaaatactagaaattaaatcaaatgttagaaaaagatatagtataaatatatgttccgatt(A)1197 20850891 20850987 CACGGCAACTCAACAAAGTATG AACACTGAAAAAGTATGTAATGCAA 280

Ai04B6781 Araip.B04 6781 c (A)10tcatgcagtcaaaaccgatataattatttcattaatgtgttcttgatataa(T)1172 20851161 20851232 CACCCTAAAGAATGGAGAGATCA TCCAAAATTGGACAACTTCAA 248

Ai04B6784 Araip.B04 6784 p3 (TCC)5 15 20864833 20864847 TTCAGAGACACCTGGAAGCTC TTGTTTCGGTCTTTTGGGAC 279

Ai04B6785 Araip.B04 6785 p3 (TGA)6 18 20865209 20865226 GATGTCCCTCTTCCGACAAA TTGAAAGCCCTCCAGAAAAA 239

Ai04B6786 Araip.B04 6786 p2 (TA)16 32 20870050 20870081 CAAAATTATAACCCTTGTCGGA TGCACACCTCTAAACACTTTGA 267

Ai04B6790 Araip.B04 6790 p3 (TGT)5 15 20885751 20885765 TGATTATGTTGTTGTTAGGCGTG AAAAACACATTTAAATAACATTGGC 275

Ai04B6793 Araip.B04 6793 p3 (CTC)5 15 20934683 20934697 CTTTAGACCCATGACCGACG GACAGATTGAAGGGCAGGTC 133

Ai04B6799 Araip.B04 6799 p3 (ATA)5 15 20957737 20957751 GGATCAACTCAGGGCTCAAG ATCAATGCAAGCCACATGAA 239

Ai04B6803 Araip.B04 6803 p3 (TCA)5 15 20964122 20964136 GGAATGGTTTTGAATCTGGAA AGAAAGATTGAGAGCGCAGC 156

Ai04B6807 Araip.B04 6807 c (GAG)5(GAA)8 39 20983218 20983256 GGTCCAGGTTCGTTGGAGTA CCTTCTTCCATTTCGACCAA 246

Ai04B6808 Araip.B04 6808 p2 (AT)6 12 20987534 20987545 GGGAAGTTTGTGTCTTCATTTTG TCCAATCAAGCTGGTCACAA 280

Ai04B6809 Araip.B04 6809 p2 (TG)6 12 21009439 21009450 TGAGGGGGATGAAGAAGATG CCTCTCACCACTCTCTTCGG 183

Ai04B6811 Araip.B04 6811 p4 (TTAT)5 20 21016641 21016660 AAAAGGGACTAAAATATGGATCGTC TCATTGAGGAGATGTAACCAACA 164

Ai04B6816 Araip.B04 6816 p2 (GA)8 16 21021705 21021720 CGAAAATCAGCGTGTTTGAA GGAACATTGAACCTGAAATTGA 272

Ai04B6819 Araip.B04 6819 p2 (TG)10 20 21033365 21033384 TGAAATACAAAGATTGCAACGAA TGACCGAACAAATAATCGCA 151

Ai04B6821 Araip.B04 6821 p3 (GAG)5 15 21035861 21035875 AGGCTGAAATGTACCGGTTG CGAGCAGTTGCTCAACAGAG 180

Ai04B6825 Araip.B04 6825 p3 (ATT)6 18 21056410 21056427 CAACTGTCGCCATTACCACT TGAGCTACCACCATGTCCAC 279
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Ai04B6826 Araip.B04 6826 p3 (TGA)5 15 21056536 21056550 GATCCTGTTGCTTCTGCCAT TGCAACAATTCACAGGGTGT 279

Ai04B6827 Araip.B04 6827 p3 (GCC)6 18 21056813 21056830 GATGATGATGATGCTGCCAC GGCTGCTAGTGCTACCAATGA 123

Ai04B6830 Araip.B04 6830 p2 (TA)9 18 21074531 21074548 TCGTTCGATACAACGTCACC GCACCGTCACATAGAAAACG 186

Ai04B6832 Araip.B04 6832 p3 (TGA)5 15 21079424 21079438 TCAGCTTCTTGCTTCGATCTC ATCTGCATCACACCAACCAA 271

Ai04B6833 Araip.B04 6833 c (G)13atggtggtgggttttggttctgagttcttatgattccattatcca(TGG)882 21079597 21079678 TTGGTTGGTGTGATGCAGAT TTTTCGCCAGAATCGAAATC 275

Ai04B6842 Araip.B04 6842 p2 (CT)7 14 21103035 21103048 CCGTTTGCCACCCTTAATAG TGCACATGAAGTTCACACGA 280

Ai04B6844 Araip.B04 6844 p4 (AAAT)6 24 21105219 21105242 TTCCCCCATAATTAGGTTAGCA CCCTTTTCATTTCGTGTATGC 275

Ai04B6846 Araip.B04 6846 p3 (CAC)5 15 21108039 21108053 CACAGAGGAGCTGAAAAGCC ATGACGACTACTGGATGCCC 274

Ai04B6849 Araip.B04 6849 p4 (AATA)6 24 21138274 21138297 TGGGAAGCTACAGTTCACTGATT TTACGGTTCATCCTGGAGGT 184

Ai04B6852 Araip.B04 6852 p2 (TA)6 12 21145057 21145068 GCCAGTTGGCATAATGGTCT GGTGAAGTGGTGAGCATCAA 215

Ai04B6854 Araip.B04 6854 c (CT)21(GT)8 58 21166263 21166320 TTCGAATTCTCTCTCTCGCA ATCCCTGTTCATGCTCATTG 272

Ai04B6863 Araip.B04 6863 p2 (TC)8 16 21196528 21196543 GTTGCACACGATATGACGGT TGGGATGAGAACCACACAAA 181

Ai04B6865 Araip.B04 6865 p2 (CA)6 12 21202063 21202074 TGAAAGTTTCCTGGACTGCC TGGACAGAACACAGGTAACCA 278

Ai04B6866 Araip.B04 6866 p3 (ATG)5 15 21208200 21208214 ATTTGCTGCATGGCTTTACC TGCACGCGAGTTATTTCATC 264

Ai04B6868 Araip.B04 6868 c (CT)8t(TA)9 35 21226470 21226504 TCCACATATACAATGCAGCC GCGAGTAACGCAATAAAGAACT 280

Ai04B6870 Araip.B04 6870 c (T)12ctgtgaataaccatac(AAG)543 21228713 21228755 GGCCTGTCAGACCCAATAAA CACCGCGGGAATGTATTAAC 200

Ai04B6873 Araip.B04 6873 p2 (TA)6 12 21243297 21243308 TAGGCTTCCGCTGTTTGTCT AAAAGCTTAACGGCTAGACCAC 208

Ai04B6877 Araip.B04 6877 p2 (TA)9 18 21258798 21258815 CCTTTCTCAATCACAACATTGC TGCTCAAAAACCATGTTCCA 172

Ai04B6879 Araip.B04 6879 c (T)10cttttagc(A)1028 21262898 21262925 TTGCATTGTGCTGCCATTAT ACCAAAGCCAAAACAGTGGA 280

Ai04B6884 Araip.B04 6884 p2 (TC)6 12 21280791 21280802 TTAACACCAGGATTGGCACA GGGGTATTTGGGAAAGAGGA 167

Ai04B6886 Araip.B04 6886 c (T)10caaaaatt(AG)630 21294872 21294901 TAGAGGGGGATGAGAGGAGG TTTTTGTTTGTTTCTTACCTTTTTCA 235

Ai04B6887 Araip.B04 6887 p4 (TAAT)5 20 21303190 21303209 TTTCGAAAATTTCTCTCTCTTCTCTC GGCAAGAAGCTCCAAGTGAG 270

Ai04B6888 Araip.B04 6888 p2 (GT)10 20 21313914 21313933 CCCATATAGCCAACCCTCAC TTCCCACAAATTTCTCCACA 195

Ai04B6889 Araip.B04 6889 p3 (ACA)5 15 21319537 21319551 TACTGATGAATGTCCGCAGC GAGGTGCTCTGTAAGGCTGG 245

Ai04B6891 Araip.B04 6891 c (A)10gaaaaaaaaatttaataaaaaaaatataataataaataaataaataaaatactaaaaaaaaacaaaattaaaaatat(A)1097 21337316 21337412 GGATTTGCACCCTGCTTTT CAAAAGGAAATGGAAGAAGAGAA 255

Ai04B6899 Araip.B04 6899 p2 (CT)6 12 21403583 21403594 ATGATAGCGGCATTTTCTGG CCAGAACCACAGAAGGGAAA 226

Ai04B6900 Araip.B04 6900 p2 (GA)6 12 21405282 21405293 TTGTTGCTGTGAATGGTGGT CCCAACACACACTTCTCCCT 220

Ai04B6901 Araip.B04 6901 p4 (TACA)5 20 21412214 21412233 CGAAAAGAAAAGGCAGGATG TTCATGTCAATTGATGTAGCTGTT 268

Ai04B6902 Araip.B04 6902 p2 (TC)8 16 21419417 21419432 TCTCGACAGACACAGCTTGG ATAAAACCACAATGCGCCTC 264

Ai04B6904 Araip.B04 6904 p2 (TC)8 16 21427839 21427854 TCTCGACAGACACAGCTTGG ATAAAACCACAATGCGCCTC 264

Ai04B6906 Araip.B04 6906 p2 (AC)17 34 21434719 21434752 ACATCAAGCCAAACCCAATC TTGGCATGAAGAAGTGATGG 177

Ai04B6907 Araip.B04 6907 p3 (AAT)5 15 21439739 21439753 CAAGGAATTGCAGGGAGGTA TGGGATAGGACCTCCAGTTCT 161

Ai04B6908 Araip.B04 6908 p2 (CT)7 14 21444162 21444175 ACGAAGGTGATTGTAACGGC TGAGGGATGGAGGATAGGAA 209

Ai04B6917 Araip.B04 6917 p2 (AG)9 18 21514846 21514863 CCTTATCCCTGTTCCTGCTC TCGAATTTTCTCCCTCTCTCA 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B6919 Araip.B04 6919 p2 (AT)6 12 21533724 21533735 TTTCAGATGCAGGACGTGAG GGTTCTTACAACCGGCCC 260

Ai04B6926 Araip.B04 6926 p4 (AAAT)5 20 21550070 21550089 CTTTTATTTTTGTTTTTGTTTACTTCC AAAAGCAACTGGATAACACCA 186

Ai04B6928 Araip.B04 6928 p2 (TC)7 14 21552802 21552815 AATGTGCAACGTACGCGAT TATAAGCGCAGCGTCAACAC 215

Ai04B6930 Araip.B04 6930 p2 (TC)8 16 21556681 21556696 ACGCCAGTAAGGGTAGCAGA ATAGGTGAGGGGTTTTTGGG 275

Ai04B6934 Araip.B04 6934 c (GAA)5ggaggaggat(GAG)9(AAG)670 21596980 21597049 TCCACAACAAATTCCACAACA CTTACTCGCCGCTCATCATT 185

Ai04B6937 Araip.B04 6937 p2 (TC)14 28 21602192 21602219 GTGAGCCGTGGCTAGAATTT CTAAGCTTTACCTCGCGTCG 277

Ai04B6938 Araip.B04 6938 p2 (TA)7 14 21602768 21602781 AAGGCTCTGTGTGTTAGGGTG GCTCGAGTGTAACTTCAGGGA 231

Ai04B6939 Araip.B04 6939 p3 (GAA)7 21 21603302 21603322 CGCCCAAACAAGTCAAAAAT ATCTTTGGCACCCAAACAAG 148

Ai04B6945 Araip.B04 6945 c (AGA)6aaaagaagaagatgatggggagatacaggtggtcatcatggggagaaggaga(AGG)585 21615177 21615261 AGGTGCAAAGTCCAAAGCTG TTCTTGCGTTGATTCTGGTG 280

Ai04B6950 Araip.B04 6950 p3 (ATA)9 27 21627358 21627384 CACACTACTTGCTTTAGCTGCAA AAAAGAGTGACATTATCAAAATAGGGA 268

Ai04B6956 Araip.B04 6956 p2 (GA)6 12 21636575 21636586 GAAGAAGAGAGGGGAAGGGA CAAGAATGATGGTGACACGG 242

Ai04B6957 Araip.B04 6957 p2 (TG)11 22 21647524 21647545 AAAGAGAGGGAGCCCGTAAG GGTACCTGCGGGTAGGGTAT 280

Ai04B6958 Araip.B04 6958 p3 (AAC)6 18 21649733 21649750 TTCAGGACCTTCAGAATGAGA TCTTGGGGAATTTGGTTTTG 169

Ai04B6959 Araip.B04 6959 p2 (AG)6 12 21653552 21653563 CAGCAATATTCTGAGGCAGAGTT GAAGTTAGATGCGGCGGTAG 263

Ai04B6960 Araip.B04 6960 p2 (TA)8 16 21653869 21653884 CTACCGCCGCATCTAACTTC GTCCGAGCGCTACTTACCTC 279

Ai04B6961 Araip.B04 6961 p2 (CT)8 16 21669055 21669070 TTGGAAAAACAAAGAAATCAACAA AGTTCCAGGCCCGAAAATAC 273

Ai04B6966 Araip.B04 6966 c (T)15atctaataaagttcatcattcttttattagtgatgttgctgcgttttgtttttgtttc(T)1083 21686992 21687074 AACTTTGGTACAAGTCCTCCAA CCTCCTCATCGTTGGTTTTG 280

Ai04B6970 Araip.B04 6970 p2 (CT)7 14 21693740 21693753 GAGCCTTTGGTTTAAAGGGG GAGAGAGGGAGAGGGAGAGG 224

Ai04B6972 Araip.B04 6972 p2 (AT)9 18 21701227 21701244 CAGAGTCCGAAGCATTCACA CGCAAGTCGTGCCTAGTTTT 166

Ai04B6973 Araip.B04 6973 p2 (GA)22 44 21711952 21711995 GTTGCAAAAAGTCGTCCTCC ACAGATCAACGGCTCAAGGT 226

Ai04B6978 Araip.B04 6978 p3 (TTG)6 18 21736425 21736442 ACTACCTGTGTCCCAGTCGG AGCCCGTTACTTCTGCTCAA 174

Ai04B6980 Araip.B04 6980 p3 (CTT)13 39 21762796 21762834 AACCAAGTTGGCTCAACACC CGTACGTAAACGAGCGTGAA 167

Ai04B6982 Araip.B04 6982 p2 (AG)6 12 21766639 21766650 GAGTTTACCGCGCCAACTAT TTCATAATAAGCGGTGCTGAA 142

Ai04B6983 Araip.B04 6983 c (TCT)5tccgactcctatcatgtgttgatatcttacgttcccctattggt(TC)1691 21766953 21767043 AGCAGAAGCGGACAGAATGT ACCTCACCTGGTACCTTTCG 275

Ai04B6986 Araip.B04 6986 p2 (TG)7 14 21768445 21768458 GTACAATGTGGCAAACTGCG CTCACAGGTACCCTCCAATGA 113

Ai04B6987 Araip.B04 6987 c (A)10ctagtcaactccctcgaccatgcaagaaccggaacatcttcaaatcagatgacagtcacgacataattctt(A)1091 21787171 21787261 ATACCCACTAATGGCCCCTC TATTGGAAATGGGTTGGGTG 242

Ai04B6991 Araip.B04 6991 p4 (AATA)5 20 21827231 21827250 TCGCGGATATCTGCTCTACA TCCGCATAATTAAACCTTCTCTTT 277

Ai04B6994 Araip.B04 6994 p3 (ATT)13 39 21829353 21829391 GGGCTCCGATGTTAGTTTCA TGTGTTGGTAGTGGTGAGGG 253

Ai04B6995 Araip.B04 6995 p3 (ACC)5 15 21829623 21829637 ACCACACCAAACCAAGAAGC AAATCGTCAAACGCGAGAGT 218

Ai04B6996 Araip.B04 6996 p3 (TTA)5 15 21829908 21829922 CATCAGGGACGATTTCGATT TAAAACCAACGAAGCCCAAC 102

Ai04B7003 Araip.B04 7003 p3 (TTG)6 18 21841168 21841185 GCATCTCCTCAATCCGTGTT TTTGGTTTGGTTCGGTTTTT 270

Ai04B7005 Araip.B04 7005 p2 (AT)6 12 21847652 21847663 TATTCTTCTGGCATCCCTGG GATGCCCAACAGGATCAGAG 278

Ai04B7006 Araip.B04 7006 c (GA)6gggttgtagcaccgtagtgggttagggatttgggtgagtgagactgatgagagggttaggttcgcgtacgcctttgtc(T)13103 21860457 21860559 CTGCTGTTGTTGGCTGAGAG TTTTGGCGGTTTAGTGGTTT 212

Ai04B7010 Araip.B04 7010 p3 (AAC)5 15 21867071 21867085 GGCATAAAAGGAAAGCAAGC GCAATTTTGAGGTATTTCATGC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B7012 Araip.B04 7012 p2 (GT)13 26 21877586 21877611 GAGAGTGTTCTTCCCCTCCC GGTCCTTGGCCCAACTAAAC 125

Ai04B7013 Araip.B04 7013 p2 (CA)9 18 21891838 21891855 AATGGTTCGGTCCTCCTTCT GGGATCCTTAGGGCTAGCTG 215

Ai04B7016 Araip.B04 7016 p2 (AT)6 12 21898301 21898312 TTTCTCTCCCCTTTTCTTTGC GACAAGCGTTCTCCTCCAAG 166

Ai04B7018 Araip.B04 7018 c (T)10aaatttttagatgtttcttttttaaaggttttaatgttcttttcatatattttattagatg(T)1081 21900489 21900569 TTCGTTAGTTTAGATGAATAGTTTTGA AAAACATCCCAAACATAACAAAAA 257

Ai04B7019 Araip.B04 7019 p3 (CCA)5 15 21901437 21901451 TTCACCCAATGGAGGTTCTC GAAGGTTGTGAGACGGTGGT 170

Ai04B7020 Araip.B04 7020 p3 (GTG)5 15 21901988 21902002 GTGAGGCGGTGGTAATGAGT CAATGGAGGTTTTCTCGCTC 157

Ai04B7027 Araip.B04 7027 p2 (AT)16 32 21921184 21921215 GCTGCACCACTTTGATAACG GGGATATGAGTCGTAATTTGTAATGA 280

Ai04B7029 Araip.B04 7029 p2 (CT)8 16 21938398 21938413 TCTCCTTTCCCAGTGACGAC GCCAGAAGAAAAAGACACGC 179

Ai04B7032 Araip.B04 7032 p2 (AT)7 14 21942229 21942242 ATGGCAACACTTGCATCAAA CGGAATCTTTCTCTGGCCTA 242

Ai04B7033 Araip.B04 7033 p3 (CTT)6 18 21942650 21942667 CCAGAGCTTATGATCGAGCC ACGTTGTTGTGCACTGGAAG 173

Ai04B7034 Araip.B04 7034 p3 (AAT)7 21 21942990 21943010 TGCCTTGAATAACACACCGA TTTCCCCCTGAACATCAAAC 154

Ai04B7037 Araip.B04 7037 p3 (TAA)12 36 21956355 21956390 AGCATGCAAGTCACTCAAAA CGGTGAGTCTAAGAGTAAGCCTTT 195

Ai04B7044 Araip.B04 7044 p2 (AT)6 12 21984123 21984134 GTGCCTTGGTTTTACCCTCA ATCGCTTCATCAAATGGCTC 260

Ai04B7049 Araip.B04 7049 p3 (AAT)5 15 22005228 22005242 TGACAAAGAAGAGGGCACAG ATTGAAAGCTTGGCTGGCTA 279

Ai04B7051 Araip.B04 7051 p3 (AAG)5 15 22023379 22023393 GTGGCACGCCAGTTCTATTT TCAAGCCTAAGTGGTACGCC 208

Ai04B7052 Araip.B04 7052 p3 (TCT)5 15 22055692 22055706 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 164

Ai04B7058 Araip.B04 7058 p2 (TA)6 12 22077847 22077858 AACTGTTCGCAAGGAAAGGA AATAGGGTGCAGACATTGGC 112

Ai04B7063 Araip.B04 7063 c (A)10ctaaattaaaaaattgaaacttatacatacatattatttatttt(G)1064 22135610 22135673 GAATCTGGATAAGGCTGCCA AGGTACAGCAACTCAACGGG 224

Ai04B7070 Araip.B04 7070 p2 (AG)7 14 22182990 22183003 AAAGAGGGAAGGGATTTTCG TTGCCTATCAAGAAAGCTTCAA 274

Ai04B7077 Araip.B04 7077 c (A)10ttttccaaaaaaaaattagaaaatc(A)1247 22224619 22224665 GAAAGCTTGGCTGGCTAGTG GCATATGCAAGTGACACCAAA 238

Ai04B7079 Araip.B04 7079 p3 (TTC)5 15 22227323 22227337 CCTCTACACTCTCTTGGCCG TGCTGCTTTTTCTTGCTTCA 216

Ai04B7081 Araip.B04 7081 p2 (TA)6 12 22231575 22231586 CACTTTTCCTCCTTGGGACA TTTCAAAAGGGCATAGTTGGTT 207

Ai04B7089 Araip.B04 7089 p5 (TTATT)5 25 22307212 22307236 TGAAGGCAATGTTGAGCAAG CCAGTGAGCTTCCTTTTTGC 262

Ai04B7092 Araip.B04 7092 c (TA)9ttttttctaca(T)1039 22336808 22336846 GGTTGTAATGGGGCTAGGGT TTTGGGTATGGGAAACTTGG 249

Ai04B7093 Araip.B04 7093 p2 (CT)6 12 22352484 22352495 AGCGATTTCTGAAGCCCTTT AATCCTGAAAACGAATAAAATCC 203

Ai04B7096 Araip.B04 7096 p2 (AT)6 12 22390943 22390954 CCACACAATTAGGCTCAAAACTC GCGATTTTGGGTGACAAGTT 275

Ai04B7097 Araip.B04 7097 p3 (AGA)5 15 22402146 22402160 TAGAATGTTTGCTCGTCCCC CTCCCAAACCCAACCCTAAT 199

Ai04B7098 Araip.B04 7098 c (CT)19(CA)10 58 22405244 22405301 TCGTTCAGTTTCAGTCCCTTC AAATGCCCAACACTAATGGC 248

Ai04B7100 Araip.B04 7100 p2 (TC)8 16 22410108 22410123 TCTTCGCTCCTTAATTTTCG TGTGACAATAGGGGATAGGAGT 280

Ai04B7101 Araip.B04 7101 p3 (TTC)5 15 22413993 22414007 TCATCCCCTAATACACCCCA TCCATCTCCCAAGATTCAGG 247

Ai04B7104 Araip.B04 7104 p2 (CT)6 12 22431821 22431832 GACACACTCAGCAATAATAAAGCAA TTTGATCAGAATCTCGTGCTG 228

Ai04B7106 Araip.B04 7106 p2 (AG)9 18 22447696 22447713 TGGGATGAAGAGAGAAAGAGGA TTGATTTTCAAATTTGTTTCAACT 274

Ai04B7108 Araip.B04 7108 p2 (CT)6 12 22471820 22471831 TTCATAAGCCAATTAGGCAACA AAGTGGGGGAATCCATTCAT 243

Ai04B7112 Araip.B04 7112 p2 (TA)6 12 22484999 22485010 AAAGAAAGAGAAATAGCGAAAGTGA GAGGATAAAGCCCTTTTGGTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B7115 Araip.B04 7115 c (A)10tagtagtccatgtccatgtaaagggtaaatcaccaacaatatactcatattatcttaatactgataaaaacatcataatatatacgtgtgtg(TA)9120 22488062 22488181 TTTGTTAGCTCTGCCCCTGT CCATATCATGTTTATTTTTGTTTTTCA 244

Ai04B7116 Araip.B04 7116 c (CTC)6ctttccaccaccaaccca(TTC)1581 22488864 22488944 GAAGAGAGCTTCAACGGTGG TTAGTCCTTTCTTCGCGTGC 175

Ai04B7117 Araip.B04 7117 p3 (GGA)5 15 22489463 22489477 GCCACAGTGGGTCGTACTCT ATGCATGTGGCTGTCAGAAG 160

Ai04B7118 Araip.B04 7118 p2 (TC)13 26 22490383 22490408 AATGAAACACGCCGTTTAGG GTAGCTACGGAGACAGCGCA 171

Ai04B7123 Araip.B04 7123 p2 (AT)8 16 22511534 22511549 TGCCTTTTTCTAGATTTTTCTGTTG CTGGGCGACATTCAAAACTT 220

Ai04B7126 Araip.B04 7126 c (CTT)6tcaaatatatgcatacgccatcttcttcttctttcaaattcacgtata(CCT)5tttttgcacacacaga(TTC)5112 22519870 22519981 CGCGCATTAATGACGAGTAA AAGAAGAGAAGGAGGAGGAGGA 190

Ai04B7127 Araip.B04 7127 p3 (AAG)5 15 22520432 22520446 CACCACTGAACCGAATACCA TCCTCCTCTTCCTCCTCCTC 276

Ai04B7128 Araip.B04 7128 p3 (GAA)5 15 22520795 22520809 ATTCGGTTCGGTGACTTTTG CTCGCGTTCTTTGTTATGGA 277

Ai04B7131 Araip.B04 7131 p2 (AG)6 12 22533956 22533967 TGGCAGAGATGTGAGATGAGA TTGTTTCTTAACTTTTTCAAAACTACC 278

Ai04B7133 Araip.B04 7133 c (T)13gttttcttatgccnnnnnnnnnnnnnnnnnnnnnnnnggataagcttgtacgtgatgatatttagatgtgtccaaacgtgttcgaaa(T)14114 22547469 22547582 TGGTCCAAGACATAGAAGAAGACA GCGTGTGGTGTCTAACCATGT 280

Ai04B7141 Araip.B04 7141 p2 (CT)6 12 22581343 22581354 TTTTTGTTTGTTCCTTAACTTTTTCA GAGGAGGGCAGAGATGTGAG 280

Ai04B7142 Araip.B04 7142 p3 (TTC)6 18 22583883 22583900 TCACACACCACACCCCTCTA CGGTCTTAGGTGCCATCAAT 188

Ai04B7145 Araip.B04 7145 p2 (AT)7 14 22587827 22587840 ACTTGGGACATTGGTTGAGG TTGAACCTTACTTTGGGGCA 244

Ai04B7146 Araip.B04 7146 p2 (AG)6 12 22589193 22589204 CCAAGGATTGAGGAGGGAAT GACCCAACAATGGTTCATCA 276

Ai04B7147 Araip.B04 7147 p2 (TG)17 34 22590232 22590265 CAATTCGTTTATCACCCGCT TTGCAACGACGAGTCTATCG 127

Ai04B7151 Araip.B04 7151 p2 (AT)6 12 22602186 22602197 CCGCAATCCCAACATTTATC CTTGATGCAACCCAGAGCTA 255

Ai04B7152 Araip.B04 7152 c (AT)8aaatatagctctgggttggttgcattaagcaacta(AT)663 22610026 22610088 AAAGTTCGCATACAAACGGG CTTGATGCAACCCAGAGCTA 151

Ai04B7153 Araip.B04 7153 c (TC)8(TG)49 114 22620954 22621067 AGCTAGCCCGCTTAAACTCC AAAGCAAAACGTTCACACGA 246

Ai04B7157 Araip.B04 7157 p2 (CT)8 16 22629235 22629250 GAGTCACGGTCACGGAAAAT CAACGACGAGTCTGTGGAAG 212

Ai04B7159 Araip.B04 7159 c (A)10ttttcttcaaaaatctttc(A)1039 22639084 22639122 AATGATCACGATTTCGCACA GCCAGCCAAACTTCAGCATA 244

Ai04B7161 Araip.B04 7161 p3 (TCT)5 15 22643198 22643212 CCGAATACACACATCCCTCC AGCCATGCTTTTACCACACC 113

Ai04B7163 Araip.B04 7163 p3 (TCT)5 15 22649534 22649548 CCAGGCTTTGATTTTCTTCC CTGACACTCCACGCTTTCAA 267

Ai04B7173 Araip.B04 7173 p3 (GAG)5 15 22710355 22710369 TGGTCCTAGTAGTCACGGGG GAGGTGGAGATGCATGAGGT 237

Ai04B7177 Araip.B04 7177 p2 (GC)7 14 22732484 22732497 GCCTACACTAAGCCACCAGC GGGAGGTGGAATGAGAATGA 171

Ai04B7178 Araip.B04 7178 c (AAT)5acag(A)10 29 22734654 22734682 TTTTAAGTGTGGGGAGGTCG GGCATTTTGTCCCCTTTTCT 205

Ai04B7179 Araip.B04 7179 p2 (AT)17 34 22737984 22738017 TTCATTGTACCCTCGCCTTT CTTTAAACCGCAATACCGCT 210

Ai04B7180 Araip.B04 7180 p2 (AT)6 12 22739219 22739230 CTGCGCTACCCGTTTCTCTA TCCAAAGAATAATTTCAAGGTCTAAA 272

Ai04B7181 Araip.B04 7181 p3 (ATG)5 15 22750129 22750143 CGACAATGTGTCACGTCTCC TGTTTTACAATGTGGCATAAAAA 223

Ai04B7182 Araip.B04 7182 p2 (TC)9 18 22751402 22751419 ACTGCCAGGTTCGTTGTCTT CGATTTGCGGTTTAACTGGT 177

Ai04B7186 Araip.B04 7186 p2 (AG)11 22 22766978 22766999 TGGAGCCATGGAGGTTAGAG CAATCATCACCCCAATCACA 245

Ai04B7189 Araip.B04 7189 p5 (TTTGT)8 40 22773673 22773712 TGAAGCTTCCTTCACCTTGG AGAAACATTTCCACCCATGC 238

Ai04B7192 Araip.B04 7192 c (CT)6aattttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattatttttatttttattttttatttaaaaaaa(T)12109 22786556 22786664 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATGAGATGAGAGAGGGAGA 247

Ai04B7196 Araip.B04 7196 p2 (CT)12 24 22809511 22809534 CGTCGGATTTATCTGCCAGT AACAGCAGCAGTGTTGGATG 264

Ai04B7197 Araip.B04 7197 c (CT)15cca(TC)6 45 22812999 22813043 ATGCGTTACCGTCGGATTTA AGAAAATGACTCGCGGCTAA 259
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Ai04B7199 Araip.B04 7199 p2 (AC)6 12 22820526 22820537 GGCCCTTGACCCAACTAAAC GCTGGAATTTCGAAGAGCAA 271

Ai04B7203 Araip.B04 7203 p3 (TAA)31 93 22853641 22853733 TGAATGAATGAAAGAAGAAGGAGA TCTTTGAGGACCAAAATGGG 176

Ai04B7204 Araip.B04 7204 p3 (TAA)15 45 22855541 22855585 CAATTATGCCCCTGAGTTCG GAGAAATCTGAAGCGAACCG 263

Ai04B7207 Araip.B04 7207 p2 (AT)7 14 22863902 22863915 ACTGTTAATGCCTCGTGCCT GCTACACCCTCCGTGGATTA 265

Ai04B7209 Araip.B04 7209 p2 (AT)9 18 22875007 22875024 CATAGCCAAAGGGGTGAGAG ATCCTAACGTCAAAATGGCG 230

Ai04B7212 Araip.B04 7212 p2 (AT)7 14 22879014 22879027 GGCAAACAGGAGGGAGAAAT AAAATTTAAAGTGGACAATGTGATT 276

Ai04B7217 Araip.B04 7217 p3 (TTA)13 39 22890479 22890517 TGGCAACATTCCTTATCACG CTTCGGCCAAAAGAATGAAA 231

Ai04B7218 Araip.B04 7218 p2 (TA)8 16 22890641 22890656 CGAAGCCATTTAGCAACAAA GCTTGGGAGGTTTTTACGGT 263

Ai04B7221 Araip.B04 7221 p2 (TA)7 14 22900752 22900765 GGAATGAAACAAAACGTGGC GCTTGGGAGGTTTTTACGGT 203

Ai04B7225 Araip.B04 7225 p2 (AG)18 36 22915064 22915099 CTCAACCCAAGGAGAGCTTG CCGATTTCAGAGTCCCCATA 263

Ai04B7227 Araip.B04 7227 p2 (AT)7 14 22919667 22919680 CTCAGGGACAAAGGGAACAA TCTGGTCATGGTGGTTCTCA 213

Ai04B7230 Araip.B04 7230 p2 (TA)10 20 22937760 22937779 CTTTGATTTCAGAGGTGCCC GATGCGAGAACTGTGCTGAA 229

Ai04B7235 Araip.B04 7235 c (CCT)5cg(TTC)7 38 22948566 22948603 ATCACGCACCTCCTTCTCTG AAGAAGAAGACGCAACATTGG 115

Ai04B7236 Araip.B04 7236 c (TTC)6ttttcatttttcgttatctttttcttttgttatcgtcatcacgaataacaccaacatttcttcttctttttcttctttgatgttgcgtt(TTC)5122 22948706 22948827 CCCAATGTTGCGTCTTCTTC TGGTGTTATTGGTGATGACGAT 277

Ai04B7237 Araip.B04 7237 p3 (GAA)5 15 22949872 22949886 AATGCAGCAACAACAGCAAC CAAGCAGGCCCAAATTAAAA 276

Ai04B7240 Araip.B04 7240 p2 (AT)11 22 22962026 22962047 GGCCTTTCTATGGAAACTTGC AGAGTGAGTCAGTTCAATGGTCA 278

Ai04B7242 Araip.B04 7242 p3 (TCA)7 21 22980268 22980288 TCTCAACATGGAGCAAGTGG GTGAGCGAACCTATTGAGGG 278

Ai04B7243 Araip.B04 7243 c (CTT)7tgtccaaagagaaagaacaatgaactctaaacaagatgatgaacgacgtttttta(T)1086 22985038 22985123 TGGAGTGGAGACGAGAAGAA TGCTACCCACGTGAAAACAA 279

Ai04B7246 Araip.B04 7246 c (ATT)6t(A)12 31 22995193 22995223 GCACCAGATCTCGACCTTTC AGTCTGAAGAGGCATCGCAT 236

Ai04B7247 Araip.B04 7247 c (A)13caaatgcatgaacactattcatgtcttgtaatttctaatt(A)1265 22995446 22995510 GGCACACAAAGTCCTCCACT TCACAGTAAGCCTCAGCTCAA 223

Ai04B7251 Araip.B04 7251 p2 (TA)9 18 23015390 23015407 TGTGGGTTCAACACTCATTTTC CCCACTGCGAGTAGGGTAGA 125

Ai04B7255 Araip.B04 7255 p3 (ATT)5 15 23024394 23024408 TCATGGCTGTGATTAGCACTTT TTTGTGTTGTTTAAATTTGTATTATGC 279

Ai04B7257 Araip.B04 7257 p2 (CT)6 12 23037564 23037575 CATGTTGAATACACGCGAACA CGATGAAAATCAAGGGATGG 154

Ai04B7258 Araip.B04 7258 p2 (TA)10 20 23041317 23041336 CGGGGTAGGATGGAATGATA ACCCGCATTCCATTTGCTAT 280

Ai04B7260 Araip.B04 7260 p3 (GAG)5 15 23044516 23044530 TTTCGGTGCATTCTGGATTT TCATCACCACAACCTTCAGC 221

Ai04B7261 Araip.B04 7261 p2 (TA)7 14 23046461 23046474 TCTGCGTTTTCTTAATGGGC GTTCGATTCTTGCTGAACCC 275

Ai04B7262 Araip.B04 7262 p3 (TTA)10 30 23046917 23046946 AAGAGAGGGAACCTATTAGCACTTC ACCCAGGGTTTATGAAGAAGA 280

Ai04B7264 Araip.B04 7264 p2 (TC)6 12 23050464 23050475 ACAGGAAAGGAAACGGGAAT ATTGATCGGTCTGGTTCTCG 226

Ai04B7265 Araip.B04 7265 p3 (ACA)5 15 23050907 23050921 CAAACCATCAACAACAAAATTCA TGATGGAGTTGAGTTGGGGT 255

Ai04B7269 Araip.B04 7269 p3 (TAT)5 15 23055121 23055135 TCGAGTGGCCAAACCTCTAT ATTGCGCGTAAGTCTTTGCT 252

Ai04B7273 Araip.B04 7273 c (A)10ttactctcttggtcctctaattttttgaaattttctattaggtgcatataatatcttttttgtttcaattatgtccctcagacaaaattcc(T)10111 23065856 23065966 CACGACGGGTATTGTTGAAA CATCCTGATACAATTGAGCGAA 214

Ai04B7276 Araip.B04 7276 p2 (GC)6 12 23068790 23068801 CAAAAGTTTGGAAAACCCCA GGTTGGAAACCCTCCAAAAT 165

Ai04B7278 Araip.B04 7278 p2 (TC)8 16 23072877 23072892 TCTTCTCCTTCCACCCCTTT AAATGCAGTTCCCACCTCAG 238

Ai04B7280 Araip.B04 7280 c (A)11gagatgatgatatgcgaaaaaaaagc(A)1350 23084947 23084996 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 168
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Ai04B7288 Araip.B04 7288 p4 (ATAG)5 20 23106409 23106428 ACCACTCATATTGGTGGGGA AATGAGCAACCCTGTAACGC 269

Ai04B7289 Araip.B04 7289 p2 (TG)6 12 23106956 23106967 TGCCAACATTTTGCTTTCTG CATACGCGCACATACACACA 253

Ai04B7293 Araip.B04 7293 p4 (TTAT)5 20 23113465 23113484 TCTTTCATTAACTTAACACTGGGG GAAACTGTGGGAACATGGGT 259

Ai04B7296 Araip.B04 7296 c (TA)8tgatatc(T)10 33 23119214 23119246 ATCCCCCAATAGGTTTCACC ACCCAAGTTTTCGAACATGC 273

Ai04B7297 Araip.B04 7297 p2 (AT)9 18 23119612 23119629 TTTCTTTCTTCCCTTTTTATCGAA CATTTTACTGTTTCAAATCCTTTTT 259

Ai04B7299 Araip.B04 7299 c (A)10taaatatatccgtaattattttttatctaattttcataatttgtatcttaatgatttttgtgtcacgtaaaatttttattaataatttagttttttattg(T)12122 23122738 23122859 TCAGCTTTTTGTTTTAACATCTATCA TGCGCATAAAAATGACGAAA 206

Ai04B7313 Araip.B04 7313 p3 (TGG)8 24 23191387 23191410 TGATTTGGCTTTGTGTTGGA TTTGGACAAAAATACCCTCACA 249

Ai04B7318 Araip.B04 7318 c (A)10ttagccgtaattatgtttggaatgttctcg(T)1252 23210292 23210343 TGCACAACTGTGTAAAACGCT GCGTTGAAAGAATGGCAAAT 242

Ai04B7328 Araip.B04 7328 p2 (AT)6 12 23256846 23256857 TGGGACATTAGTGATTCGGA AGTCGCAGGTCAAAGGAAAA 228

Ai04B7329 Araip.B04 7329 p4 (TTTA)5 20 23284069 23284088 TGTATTATGGAGCCAATATGTATAAAA TTCTTCCTATTTTGCCCCTG 241

Ai04B7332 Araip.B04 7332 p2 (CT)6 12 23304940 23304951 TGTTCTTCATCACGCCTTTG CACATTAGGGTTCGAAGGGA 241

Ai04B7335 Araip.B04 7335 c (A)11(G)12 23 23315479 23315501 GGCCCCAGCTATACTCCTCT ATGGGATATCTGTCAAGCCG 200

Ai04B7336 Araip.B04 7336 p2 (TA)7 14 23328711 23328724 TCCTTTCAGTACTTGCGCATT TGTCATCCATTGACCAACATTT 231

Ai04B7337 Araip.B04 7337 p4 (ATAA)5 20 23329398 23329417 GTGTGAAGAACCGTGGGAAC CCCCATATGCATTGATCTTTT 246

Ai04B7338 Araip.B04 7338 p3 (GAG)5 15 23331853 23331867 GAATTGGGGGCCATTAAACT CTGCTGGCACTCTTCCTCTT 221

Ai04B7339 Araip.B04 7339 p3 (CAG)5 15 23333304 23333318 CCGTTCTCGAGCCAGAGTAG CGAAACAGGCACTGCACTAA 151

Ai04B7342 Araip.B04 7342 p2 (TA)6 12 23340505 23340516 CAAAGGTTGTCAAACTCGTGA TTGCACCGTCGTGAAATCTA 227

Ai04B7343 Araip.B04 7343 p2 (CT)8 16 23354580 23354595 ACCGCCAATTTTATCGTCAG ATGGAGTAGCAGCAGGGAGA 256

Ai04B7344 Araip.B04 7344 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)699 23361156 23361254 TTCTGACAAGTGCTTGCTGG CCTCACTCACCAAAAATCCG 260

Ai04B7345 Araip.B04 7345 p2 (AG)7 14 23361482 23361495 GGAGAAGATGGGAGAGGGAG CTTCTTATCTTTTCAAAATTTGTTTCA 269

Ai04B7347 Araip.B04 7347 p3 (GGA)5 15 23365230 23365244 ATAGCATGCGATGCATTTCG TGTTGTTGCTTGAATCACGA 265

Ai04B7348 Araip.B04 7348 p4 (TTTC)14 56 23389041 23389096 TATTTTGTCTTGCACCGCAG AGTGCTGGGAATGGCTAAGA 165

Ai04B7350 Araip.B04 7350 c (A)10tgaatgaaaaaaaataagaagataac(T)13gatg(A)1063 23395544 23395606 AAGAGGAAAGAAAATAAGAGGAAAAA TGAGATGAAAATGGATGAAAAA 279

Ai04B7351 Araip.B04 7351 p2 (TA)6 12 23405466 23405477 AGTGGCGGGGTTCATTTTA TCAGAATAGTCGGAGAACTAAAAATAG 271

Ai04B7352 Araip.B04 7352 p2 (AT)6 12 23405613 23405624 TTTTTCGTGTTCTTTGAGTCCT CACAAGGGGACACCGAACT 280

Ai04B7355 Araip.B04 7355 c (T)10catattttttttaaaatctcttgtcac(A)1047 23416096 23416142 ACCCACACTACTCCAAAAGAAC CAGTGCAAGTCCTTCTGAACA 267

Ai04B7358 Araip.B04 7358 c (T)10catattttttttaaaatctcttgtcac(A)1047 23417962 23418008 ACCCACACTACTCCAAAAGAAC CAGTGCAAGTCCTTCTGAACA 267

Ai04B7360 Araip.B04 7360 c (TC)23tttttgatg(T)1065 23431129 23431193 TGGCTTTTTGCTCTTGCTTT TTGGAATTAAGAATGTTGGCTC 240

Ai04B7362 Araip.B04 7362 c (A)10tttttttcaaaaatcttcaaaaaaaatttttcctttatttttg(A)1063 23468866 23468928 ACGGTTCATCATGTTGCTCA GGAAGCCCCTATCCAAAAGA 263

Ai04B7364 Araip.B04 7364 p3 (TTC)5 15 23473194 23473208 TTCTTGGCCGAATACACCTC CGGTCTTAGGTGCCATCAAT 161

Ai04B7367 Araip.B04 7367 p3 (AAT)5 15 23517816 23517830 TTGGCCAGATTGTAACACCC CCAGAGGGATAGGTATTGTATTCG 277

Ai04B7368 Araip.B04 7368 c (TCT)10cctttctccgtgcatt(TTC)664 23526370 23526433 AGTATGGAAACGATGAGCCG GAAGAAGAGGCACGGAGAAA 238

Ai04B7369 Araip.B04 7369 p3 (GAG)5 15 23527488 23527502 GGAGAAACGCAAAGAAAAAGG AGCGTGATAACACACGCATC 133

Ai04B7372 Araip.B04 7372 p2 (TA)7 14 23544506 23544519 GGTTGCTTTGGAGAAACAGG AAGACTGAAAACGCGTCACA 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B7378 Araip.B04 7378 p2 (CT)6 12 23586830 23586841 CTTTTTGTTTGTTTCTTAACTTTTTCA CAGAATAAGATGGGAGAGGGA 240

Ai04B7379 Araip.B04 7379 p3 (TCT)8 24 23589521 23589544 CCCTCCCTCTCTCCATTCAT TTGTCTTCCCTTCCCCTTTT 243

Ai04B7382 Araip.B04 7382 p2 (CT)6 12 23596119 23596130 TCATGCATTCATAGTGTTCTTCA GAAATTTTTGAAAAGGGGGA 100

Ai04B7383 Araip.B04 7383 p3 (TAT)5 15 23614716 23614730 TCACACTCTTTGTCTCCCCC CAGGTTCTGGATCTGCTTCC 161

Ai04B7384 Araip.B04 7384 p3 (TTC)5 15 23615109 23615123 AGATGGCCACCTCATTGTTC TTGAAATTCAGGTAAAATCCATCTC 247

Ai04B7386 Araip.B04 7386 p5 (AAGAT)6 30 23632283 23632312 CGACCCAAAATCTAAAGGCA ACCTGCAAGGGACTCTGATG 244

Ai04B7390 Araip.B04 7390 c (TG)20tc(TA)9ttctctaccatatttcc(A)1188 23652911 23652998 GGTTTGGGGAATACTGGGTT TCATTAGTTGCCTTGGGGAA 252

Ai04B7395 Araip.B04 7395 c (T)11gaaaactgatattttgaaaaagcacaagaaaaacaagaaaagacac(A)1067 23763753 23763819 CCAACAACATAAGCACAATGC TTGGTGTCAATTGCATGTTTT 249

Ai04B7398 Araip.B04 7398 p2 (TC)6 12 23800626 23800637 CATATAAGCGCCATTTGTGC GGAGGGAAGAAGAAAAGAAAAA 220

Ai04B7401 Araip.B04 7401 p3 (TTA)6 18 23826657 23826674 GGAGGGGGAAGAGGTTGATA TCTCATGAGCATTGTCCAGG 256

Ai04B7403 Araip.B04 7403 p3 (AAG)6 18 23832014 23832031 CGGTCTTAGGTGCCATCAAT ACCCAAACCCTCCTAAATGG 260

Ai04B7406 Araip.B04 7406 c (AG)6aa(AG)8(AT)948 23851376 23851423 GCCATTAATTAACCGGGTTTT TATTGCACACGGTATGACGG 173

Ai04B7407 Araip.B04 7407 p4 (ATTT)6 24 23870682 23870705 TTGCTTCTTGGCTCTACAATTTC GCAGAAAAGTCCCTGTGAGG 240

Ai04B7410 Araip.B04 7410 p3 (TTC)5 15 23880372 23880386 CACGCCCCATTTCTAAATTC GGACATTTAACACCAATGGAAAA 223

Ai04B7411 Araip.B04 7411 p2 (TA)6 12 23885422 23885433 ATTTAGGGCTGAATGGGGAC ATTCGCGTGGATTTAACTGG 111

Ai04B7412 Araip.B04 7412 p3 (AAG)26 78 23889216 23889293 ACGAAGACGAAAGGTAGGCA GTCTCCGTCCTCCTCTCTCC 231

Ai04B7413 Araip.B04 7413 c (A)11caaaggaaaaaggagcatcaaacctgaaatcaggtgaaact(GGA)670 23896422 23896491 GACAACAAAACACAGAAAGGGA TGCATTTCCCTATCGTAGCC 280

Ai04B7416 Araip.B04 7416 p2 (TA)6 12 23937859 23937870 CCCATCTCAATTGTAAAGGCA AGGTTGAAGTGGTGGAATGC 196

Ai04B7423 Araip.B04 7423 p3 (GAT)5 15 23959754 23959768 TGAATGCACAAGGAAAGTTGA TTCCGTCTTCACAAATGAACC 194

Ai04B7425 Araip.B04 7425 p2 (AT)10 20 23966821 23966840 GACGGGGACCCGTTTATTAT GCGGAAGTTAGGGATTAGGG 164

Ai04B7426 Araip.B04 7426 p4 (TTTA)11 44 23970834 23970877 TTTTCAAAATAAGGTTTGAATGTCT TACAACAAGTCGCCTGCATC 202

Ai04B7434 Araip.B04 7434 p2 (TA)15 30 23998756 23998785 GCCTTTGAATAAAAAGGGGG ATCCTTGGTTCTCGGGACTT 278

Ai04B7435 Araip.B04 7435 p2 (TA)7 14 24002061 24002074 TCCACATCATCCAATCACAA TTCAAGTGTGGGAGAGGCTT 209

Ai04B7436 Araip.B04 7436 p4 (AACT)5 20 24003425 24003444 GCCTATCCTAACCACCTAATCCA CACAACGCCATAGCACTCAT 172

Ai04B7437 Araip.B04 7437 p2 (AT)7 14 24007759 24007772 GGCAACCCGATATTTTCGTA CACCCAATCCGAAACAACTT 201

Ai04B7439 Araip.B04 7439 p2 (TA)6 12 24014503 24014514 CCGGTTTACTGCTTGCTTTC AAGTCTTCCCACCCCTTCTC 263

Ai04B7443 Araip.B04 7443 p2 (TC)6 12 24031586 24031597 GCAGGATGGGAAATTCTTGA TTGGGAGGAAAAGTGGTTTG 263

Ai04B7445 Araip.B04 7445 p3 (TCT)5 15 24062600 24062614 CCTAATTGGTGCAGGGATGT TTAGAATGTTGCTCGCCCTC 180

Ai04B7446 Araip.B04 7446 p3 (TCT)6 18 24075785 24075802 GAGGGTGGGCATTATCAGAG AAGAACCGAGCAAAAAGGGT 208

Ai04B7449 Araip.B04 7449 p3 (AAT)5 15 24077497 24077511 TGATAATAGGCACAACCGCA CCCCCTCTTTGCTCTTCTCT 119

Ai04B7450 Araip.B04 7450 p2 (GA)8 16 24077618 24077633 AGAGAAGAGCAAAGAGGGGG AGCCGTGACATCCTCAAAAC 156

Ai04B7451 Araip.B04 7451 p3 (ATT)6 18 24078368 24078385 GGAAGGATTGTCCTCTGCTG GCAAGAGCAATGGCCATAAT 266

Ai04B7454 Araip.B04 7454 p3 (CAT)5 15 24083228 24083242 TTGTGGTGGGAGAATAAGAGC CAAACTATAATGCAGCCCCG 243

Ai04B7455 Araip.B04 7455 p2 (AT)7 14 24087262 24087275 GCACCCAGCATTCCAATAAC AAAACCCCACCAAACAAACA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B7458 Araip.B04 7458 p3 (CAC)5 15 24137116 24137130 AACCCCCTCTCCACCATTAC CAACAGAACCTGGTAGGCGT 161

Ai04B7460 Araip.B04 7460 p2 (GA)7 14 24146791 24146804 ATGAGACGAATGTGGGCTTC AAGAGAAGGGGGCACAACTT 226

Ai04B7464 Araip.B04 7464 p3 (CTC)8 24 24183451 24183474 GGCAACAAAGTCCAACCAAG TGTTGGTGTTGTTGGTGATG 183

Ai04B7468 Araip.B04 7468 p3 (AAT)10 30 24190337 24190366 CACAAGGTTTTGCCTGGAGT TGCACATATCTTCTCCACCG 261

Ai04B7470 Araip.B04 7470 p2 (AT)12 24 24191635 24191658 AACGATATACGGACAAGGCG AGGCTCTCATGTTTCCTTCG 192

Ai04B7472 Araip.B04 7472 p3 (GAA)5 15 24205412 24205426 TTGTTATCAGAGTGGCGCAG AGGAAAAATTCCGCCAAGAT 164

Ai04B7475 Araip.B04 7475 c (AGAA)6aaaag(A)1039 24237826 24237864 TGGGTAAACACTCATGCATCC TTTGCTCAAGTATCCCACCT 267

Ai04B7476 Araip.B04 7476 p2 (AC)6 12 24239004 24239015 GCACAACACCCTGTGCATAC ATGGAGTGATGCCTTCCTTG 195

Ai04B7478 Araip.B04 7478 p3 (CTT)5 15 24258908 24258922 AAAATGACGCAGTGGGAGAC CGCGAAGAAGAAGAATACGC 277

Ai04B7479 Araip.B04 7479 p3 (CAA)5 15 24262150 24262164 TGTGTTCGGTTCACCATGAG CGTTCCTCCTTCTCCTCCTT 258

Ai04B7480 Araip.B04 7480 p3 (AAG)7 21 24262293 24262313 GAAGAAGAAGACGCTCCGTG CTTGCCCAACGCTTCTACTC 107

Ai04B7483 Araip.B04 7483 p3 (AAC)5 15 24265613 24265627 ACTCAATGCTCCCTCCATGT TGCCCTGAAGCTTCTCCTAT 182

Ai04B7484 Araip.B04 7484 p3 (AAG)5 15 24279847 24279861 TTTTTCCTTCTCATCTTCTGCTG TTCAAGGTACGTTTCTTGCCT 204

Ai04B7485 Araip.B04 7485 p3 (AAG)8 24 24280008 24280031 AGAAGAACGTGCAGCAAGAA TCCGTACTTTCTCTTCCTCTTCC 230

Ai04B7486 Araip.B04 7486 p2 (TC)9 18 24284835 24284852 TGATGAATAACCAAAATAAATAAACCA CAAAGGAAAAGCTGGAGCAC 161

Ai04B7488 Araip.B04 7488 c (CT)7tctctttcagcttttctttctccaaacattttatgcactctactgttcttggattcatccgtccttgttgtgttttaacaatgatttaaggaagagg(A)13124 24285099 24285222 GGGTTGAACTAACTGTGCCAA TCCCTCTTCATGGTAGCATTTT 209

Ai04B7492 Araip.B04 7492 p3 (ATA)6 18 24287392 24287409 TGCTGAGGAAGTAGCCGTTT GAACCATGCAATGTCCCTTC 203

Ai04B7495 Araip.B04 7495 c (TTA)7a(T)10 32 24303884 24303915 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTTACCCCT 230

Ai04B7497 Araip.B04 7497 p2 (TA)7 14 24318946 24318959 TGCTCAAAGCCTTGAATCCT TGGCTCTTGAAAGAATGATGAA 219

Ai04B7504 Araip.B04 7504 p3 (CTC)5 15 24348127 24348141 GGCATTCCCGACTTGTCTTA AAGAAATCACAATGGGCTGG 194

Ai04B7506 Araip.B04 7506 c (T)13cttcttcctaactttctcttcttcttcctcaacttcaccgccgcatccccctattaagtaggtagtatg(CT)694 24363184 24363277 TTTTCCTTTTCGCCACTCAT TGGAGTAGTTTGGACCTCGC 232

Ai04B7508 Araip.B04 7508 c (A)10gagacg(A)1026 24392191 24392216 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 178

Ai04B7513 Araip.B04 7513 c (A)10gggaactcggactctacgatttcattttcagcttgataaa(AT)662 24424068 24424129 CCAGAGGAAGAAGACGAGCA TGTTGATGGCTGGAATTTGA 244

Ai04B7515 Araip.B04 7515 p3 (ATC)6 18 24430824 24430841 TCACCATGAAGAACTGCATCT ATGGGATTCATGTGGAAGGA 133

Ai04B7527 Araip.B04 7527 p4 (TTTA)5 20 24479507 24479526 TCAATAGCCACTTTTTATCAACACA AGCACACGTCTATGTGCCAA 170

Ai04B7528 Araip.B04 7528 p3 (TCT)7 21 24479774 24479794 TGGCACATAGACGTGTGCTT TGAAAAATGCGAGCAGAGAA 254

Ai04B7529 Araip.B04 7529 p3 (TTC)5 15 24479898 24479912 TTCTCTGCTCGCATTTTTCA GTTCGGTGGCTTTTGTGATT 279

Ai04B7530 Araip.B04 7530 p3 (CTT)6 18 24480238 24480255 CCTCCTATTCGTCCTCCTCC CGAAATGACCAACACCACTG 274

Ai04B7538 Araip.B04 7538 c (A)12tttatatacattaaataccttttttttt(A)1050 24502682 24502731 TTGGTGTCAATTGCATGTTTT TAAGCACAACGCTCTAGCCA 256

Ai04B7540 Araip.B04 7540 p2 (CT)6 12 24513762 24513773 CACTTGGTGCAAGGATGAGA TGAATTTGAATGGTGAGGCA 215

Ai04B7546 Araip.B04 7546 p2 (GA)6 12 24564019 24564030 GAAGGAGCTGGTTGTTCTGG CCTTTCCGTCTCCCTCTTCT 100

Ai04B7551 Araip.B04 7551 c (T)11aaatgtgcaaaaggataattagtttttcaaaaagtttgtattagatttatagatttttttc(A)1385 24569721 24569805 CACACACTAAAACCAAAACCGA TTTTCAAAGATTTATTGGTGTTTTT 274

Ai04B7554 Araip.B04 7554 p3 (CTC)5 15 24572905 24572919 AACCGCATGACGTGAAAAAT TGGCATTATTGGTGATGACG 264

Ai04B7563 Araip.B04 7563 p2 (AG)6 12 24614981 24614992 AGGTGTGGTTGTGACGTTGA GGTAAAATTGGGGGCTGAAT 161
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Ai04B7567 Araip.B04 7567 c (T)14gctttcacatacttaatcacaa(AT)1158 24632692 24632749 TTGAGCCTTTGCGAATACAA ACAGGTGCGAAGGCTTATTG 279

Ai04B7570 Araip.B04 7570 p2 (AC)7 14 24644303 24644316 TCACACACCTTTCACCCTCA CTTCTCCCTGTTGCAGCTCT 139

Ai04B7571 Araip.B04 7571 p2 (GA)6 12 24644472 24644483 ATACATGTTTGTCGGGGCAT TCATCACAAAAGAGAGTGCG 273

Ai04B7574 Araip.B04 7574 p2 (AT)14 28 24658438 24658465 AAAAAGAACAATCACATTCGATGA AAGGCATAGATTCAACCCCC 214

Ai04B7575 Araip.B04 7575 p2 (AC)6 12 24669034 24669045 TTTCAAGGTTGTAATGGGGC GGAGACAAAATTGGGGACAA 256

Ai04B7576 Araip.B04 7576 p4 (TATT)9 36 24669194 24669229 GGGGTAATTTTGTCCCCAAT TTCAAATAGGCCAGGTTTGG 187

Ai04B7577 Araip.B04 7577 p3 (GAA)5 15 24672753 24672767 AATGCATTTGAGGCATCTCC AAACACACCTCCTCCCTCCT 233

Ai04B7579 Araip.B04 7579 p2 (AG)8 16 24677556 24677571 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 280

Ai04B7582 Araip.B04 7582 p3 (ATT)5 15 24695994 24696008 TGGGATCGACCCTTACTCAC ACTTTTTATGTGGCCCATGC 241

Ai04B7585 Araip.B04 7585 p3 (ATC)7 21 24702259 24702279 ATTTCCCAGGGTAAGGTGCT GGTGTTGGCAATGTTGAATG 234

Ai04B7586 Araip.B04 7586 p2 (GT)7 14 24713196 24713209 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 237

Ai04B7588 Araip.B04 7588 p2 (CT)6 12 24717917 24717928 AACATCTCTCCCTCACCCAC TGCCTTTTTCTCTGTCCCTG 178

Ai04B7589 Araip.B04 7589 p3 (TTC)5 15 24720037 24720051 ACACCTCGGGATCTGTGAAC CCTTAGTGATGGTGGCGTTT 258

Ai04B7590 Araip.B04 7590 p2 (AT)6 12 24723383 24723394 AACCAAGCCCAAACTTTCCT GCGAAAGTTGATGGTGTTGA 159

Ai04B7591 Araip.B04 7591 p2 (AT)20 40 24729050 24729089 ATAGAGGTGGTGAGGCGCTA TTTAACTTCGCAAGCTGGGT 267

Ai04B7595 Araip.B04 7595 p2 (AT)6 12 24753236 24753247 CCCTGCTTTCATGAGCTGTC TGGTTTATCAACCTCCCCAC 260

Ai04B7597 Araip.B04 7597 p3 (ATT)7 21 24759651 24759671 CCGAATTATGCTGCCCTTTA GCAAGTAGCAAGCCAAGACC 263

Ai04B7603 Araip.B04 7603 p2 (TA)13 26 24800831 24800856 AGGGGCATGATTTGTTTTTG GCACTAAAAGTCCGGGTGTC 220

Ai04B7605 Araip.B04 7605 p2 (AT)10 20 24805318 24805337 GATAAACCGTGAAGCCGAAA TCATGTTTCCTTCGGGAGAG 199

Ai04B7606 Araip.B04 7606 c (TC)11tttctccccctcccctccctttctcttc(CT)662 24811935 24811996 TCCTTTCTATTGCTTTCGTTCC GAGGAGAGAGAGAGGAGGGG 248

Ai04B7607 Araip.B04 7607 p2 (CT)7 14 24812196 24812209 TCTCTCCTTTTTCCCTTCCC AGAGAGAAATAGGGTGGGGG 109

Ai04B7608 Araip.B04 7608 p2 (TC)7 14 24812335 24812348 GTACGCGTCCTTCAACCAAT AAAGCGCCAAGATAAAGCAA 246

Ai04B7609 Araip.B04 7609 p2 (GA)7 14 24812640 24812653 GAAACATGCAATTGACACCAA TTTTGAATTTCTTTATTTTCTTCTCCA 137

Ai04B7610 Araip.B04 7610 c (GA)10ct(GA)8 38 24812913 24812950 GGGGAGAGAGAGGGAGAGAA AACCTAATTTCAAAACCAAATTACA 280

Ai04B7614 Araip.B04 7614 p2 (AT)6 12 24819774 24819785 GCCATTAAGAAAACCAAAGAAAA ATGGTTCCGGCATAATGAAA 152

Ai04B7615 Araip.B04 7615 p2 (TG)7 14 24824806 24824819 AGCTCTCCGTCTCCCTCTCT CTGTGCAGCCTTGAGATGAA 234

Ai04B7616 Araip.B04 7616 p3 (ATA)5 15 24829581 24829595 CACCGGTAGACTGTGAACCC CCTCTTTTGAGGCAAACTCG 261

Ai04B7618 Araip.B04 7618 p2 (AT)6 12 24833254 24833265 CAACCATACCTCAATTTTGCAC GTGCTACAGGGAATGCATGA 229

Ai04B7620 Araip.B04 7620 p2 (AC)20 40 24836269 24836308 AAACTGCAATACCGATTCAAAAA TATGGGCACAGAAGTCACGA 274

Ai04B7621 Araip.B04 7621 p2 (AG)6 12 24844544 24844555 CGCGATCTGCAAAAGTATCA TCCCAAAACCTAAGAGAGAGGA 205

Ai04B7623 Araip.B04 7623 p2 (AG)6 12 24852248 24852259 GTTTTTGACCCAGTTTTCGG CAAGAGAAATAGAGAAACCAAAGCA 277

Ai04B7624 Araip.B04 7624 p4 (TAAA)6 24 24856762 24856785 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 254

Ai04B7632 Araip.B04 7632 p2 (GT)17 34 24935137 24935170 GCTATTGTTTTCCCTCGCCT GGCTACGCCACTCTGATAGC 280

Ai04B7634 Araip.B04 7634 p2 (GA)6 12 24939332 24939343 ATTGCCAACCATGGAGGATA GCGGTTCTCCCTCTCTTCTT 255
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Ai04B7639 Araip.B04 7639 p2 (AT)9 18 24946389 24946406 ACTCACCATTGTCGAGGGTC GCGTTCTAGGATTGCCTCTG 240

Ai04B7640 Araip.B04 7640 c (TA)12(CA)6 36 24952559 24952594 CTGGGGATTTGGTGGTTATG TCCTTTCACGCTCTCACCTT 276

Ai04B7641 Araip.B04 7641 p2 (GA)6 12 24968839 24968850 TTTTCATGGTAATGGGGGAA TCCCTTGATTTAAGGCAACAA 235

Ai04B7642 Araip.B04 7642 p3 (TCA)5 15 24971612 24971626 ATGTGGTCTGCCATGAGACA AAGGAGGAAAAGCCGAAAAG 131

Ai04B7646 Araip.B04 7646 p4 (AAAT)5 20 25013147 25013166 TATTGGGAATTTGGGTGCAT TTGGGGTAATTTTGTCCCCT 146

Ai04B7650 Araip.B04 7650 p3 (GAA)6 18 25047737 25047754 GCTTTTGTCTTCCCTTTCCC CACCTTTCCCTCCTCTCCTC 187

Ai04B7653 Araip.B04 7653 p2 (AG)6 12 25055005 25055016 GGGTGAGGAGAGCAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai04B7659 Araip.B04 7659 p2 (AT)9 18 25095904 25095921 AAAGGATATTTCATAAAAATTCAGGG TTTTAAACGAGTCTGCGTTCTC 268

Ai04B7661 Araip.B04 7661 c (GA)13a(AG)10 47 25113105 25113151 TCGAACTCTAAAGCCATGCTC CGGTAACTGACTTCCGATGG 270

Ai04B7662 Araip.B04 7662 p3 (GAA)5 15 25115158 25115172 CGGTCTTAGGTGCCATCAAT ACCCTAAATGGCCGAAACTC 250

Ai04B7663 Araip.B04 7663 p2 (AG)9 18 25117684 25117701 GAGAGAGGGAGAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 248

Ai04B7664 Araip.B04 7664 c (T)10gtattttcttttaattttttcgaaaatcattttg(A)1155 25118399 25118453 TGAGTATGCAATTGACACCAAA TATTAAGCCATGCCTGACCC 234

Ai04B7668 Araip.B04 7668 c (CT)6a(T)10 23 25139092 25139114 AACCGCAAGACATTGAAACC TCATCGTCATCAGCATCTCA 119

Ai04B7670 Araip.B04 7670 p3 (TAA)19 57 25140673 25140729 AACGATTTGCGTGGGATAAG CGTCTGTATTTCCGTGGGAT 262

Ai04B7673 Araip.B04 7673 p2 (CT)8 16 25158124 25158139 GCTCATCCAAAAATTGCCAC TAGAACCTTGGCAATGGAGG 147

Ai04B7676 Araip.B04 7676 c (TA)12c(AT)9 43 25168561 25168603 GGAGGACTTAAGATGCGTGC GAAGTCCCAAATGCATTCTCA 246

Ai04B7678 Araip.B04 7678 p2 (CA)8 16 25189235 25189250 AGCACGCATACACACACACA AAATGCAGGTCGAGAAGCAC 190

Ai04B7686 Araip.B04 7686 p2 (TC)6 12 25207595 25207606 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 252

Ai04B7687 Araip.B04 7687 p3 (TTC)5 15 25210971 25210985 ATTCAAACCATTTCCCTCCC AGAAGGTTTGCTCGTCCTCA 215

Ai04B7690 Araip.B04 7690 p3 (ATC)6 18 25216415 25216432 CATGCATCCTTAACAACCCC TGCAGCAACAATTCAAGAGG 189

Ai04B7692 Araip.B04 7692 c (TC)24(TATC)5 68 25235903 25235970 ACATCCGACGGTAATCTTGC GAGGTGGTTTGTGGAGGAAA 174

Ai04B7694 Araip.B04 7694 p2 (AG)6 12 25241283 25241294 CAGCCTCACCTCACTCAACA GTCTCCTCTCTCTGCCCGAT 242

Ai04B7695 Araip.B04 7695 p2 (TA)9 18 25244928 25244945 CACCCTCGCCTTTATCTTGA GCGACTCTGATAGCTCGGAC 255

Ai04B7696 Araip.B04 7696 p2 (AG)6 12 25248744 25248755 GTCCAGCTACTGCCTTACCG CTCCTACTCGCGACTCCAAT 271

Ai04B7697 Araip.B04 7697 p2 (TG)9 18 25260358 25260375 CGAAGCTCCGTAGCTCAAGT CAAACGGGCTAAAAACGCTA 207

Ai04B7700 Araip.B04 7700 c (CT)7caatgttcatcatctgcatcatctttctcctccccactaaccactccattatcctcatatgctcatcacctt(ACC)5101 25268444 25268544 CAGGCAAAATTATCCAAACCC TTGGTGAGAGAGAGGATGGG 211

Ai04B7701 Araip.B04 7701 p2 (CT)10 20 25268916 25268935 ACCGTGGCTACCTTCTCCTT ACCAAGCACAGAAGCCTCAT 193

Ai04B7705 Araip.B04 7705 p4 (AAAT)5 20 25285672 25285691 TTCTCCCTTAGCATGGTTGG TTGCCTCTGTCATGTGCTTC 212

Ai04B7706 Araip.B04 7706 p2 (TA)7 14 25289013 25289026 CTCCATTTTTGATGCATTCG TTGGTTTTCACTAAACCCTACAGA 216

Ai04B7720 Araip.B04 7720 p2 (CT)10 20 25343793 25343812 CAACTGACGTGCTACCTCCA TGGGACAGATTATTCCCCAA 229

Ai04B7721 Araip.B04 7721 p3 (CAA)5 15 25346705 25346719 CAGAAGCAGCAGAAGCAGAA AACACCACATCGTCGTTCAA 219

Ai04B7722 Araip.B04 7722 p2 (TA)7 14 25348185 25348198 CCAACAGCACACACTAAGCAG AATCTCACAACCTCAACCCG 275

Ai04B7723 Araip.B04 7723 p2 (GA)19 38 25356020 25356057 AGGGAGAAGTTGAAGCACGA AAAACGCACCCATCAGTACC 181

Ai04B7729 Araip.B04 7729 p3 (ATT)5 15 25377683 25377697 GGATGGGAAGTAGCCATTGA CGATCCCACGGAGATTGTTA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B7730 Araip.B04 7730 c (TA)14aaataaaataaaaattc(AATA)981 25390611 25390691 AAGTGTGGGAAAACTGTGGG CTGGGGTAATTTTGTCCCCT 243

Ai04B7733 Araip.B04 7733 p2 (CT)7 14 25413018 25413031 GGGCAGTGACCTGGAGTTTA AGAGTGGGTGGAGGTGATTG 244

Ai04B7734 Araip.B04 7734 p3 (TTC)5 15 25413320 25413334 AAAAACCCCACCCACCTTAC AGCAACGCTTTTACCACACC 265

Ai04B7740 Araip.B04 7740 p2 (CT)17 34 25427811 25427844 GGCATAACGCTAGGATTGGA GGAAGAGTGGGTGGAGATGA 249

Ai04B7745 Araip.B04 7745 p4 (TTAT)5 20 25463835 25463854 TCGAAAATTCCCTCTCTCTCA TTCGAACACCAAGAGGAAGA 110

Ai04B7747 Araip.B04 7747 p2 (TA)6 12 25470558 25470569 TTCACTTTGGGGCATTTTGT GGGAACAGTGGATGGGATAA 257

Ai04B7748 Araip.B04 7748 p2 (GA)11 22 25478146 25478167 AGAAACTGAGGGAAGGAGGG TTGGCCATCAATTCTCTTCC 215

Ai04B7749 Araip.B04 7749 p2 (GC)6 12 25478349 25478360 AGAGAGAGAGGGTGGGTGGT TCACGTTCTCTCAATGGACG 236

Ai04B7751 Araip.B04 7751 c (A)10cactatggaaccaagcacaacataagtcgacctaggtaactcg(T)1063 25499191 25499253 ACGCATGGCACTTGTTATGA GAGCAAGAACTATTTCCTCTCCAG 258

Ai04B7753 Araip.B04 7753 p5 (TTTTC)6 30 25511520 25511549 CCACATATTCATGCATCCCA GTGTGGGAAAATTGGGTTTG 272

Ai04B7754 Araip.B04 7754 p2 (TC)23 46 25538618 25538663 TCACTTGACATCTTCACGCC GAAGAACACAAAGCTTGCGA 267

Ai04B7755 Araip.B04 7755 p2 (CT)6 12 25546761 25546772 TGAACTAAAGCGCAATCACG GAAAAGGAAAGAGGGAGGAAGA 229

Ai04B7758 Araip.B04 7758 p4 (TAAA)7 28 25555710 25555737 AGAGAGAGGGAGAGGGTTCG CCCCTTTTTCAAAATTCTCTTTT 233

Ai04B7767 Araip.B04 7767 c (ATA)6ag(A)10 30 25634682 25634711 TCACCTAAAAAGTTACGAATTTGA ATTTTATGTGCCATCGCCTC 189

Ai04B7768 Araip.B04 7768 p3 (TCC)7 21 25637469 25637489 GCACTTCCATTTGCTTGTGA GGGAAGAGAAATGTGGCTGA 224

Ai04B7769 Araip.B04 7769 c (TG)35(AG)20 110 25638706 25638815 GCATGAACCTTTTTCATCTGG TTTGTGCATACTGGGCTTCA 274

Ai04B7770 Araip.B04 7770 c (AG)9(TG)10 38 25640167 25640204 GACTCGAGCGAGGATTTTCA CGGCTTAAGCATAAAGCTCTG 195

Ai04B7772 Araip.B04 7772 p2 (GT)6 12 25655753 25655764 GGGGACAAAATTACCCCAAT GTTGTAATGGGGCTAAGGCA 241

Ai04B7775 Araip.B04 7775 p2 (GT)7 14 25661915 25661928 GGAATTTTGGGAAGCTAGGC GGCTAAGGTAAGGGTGAGGG 135

Ai04B7776 Araip.B04 7776 p2 (AT)12 24 25667145 25667168 TCCGGTTTGCTAAACCTTTG TCCCTGGGTAAAGTACCGTG 214

Ai04B7779 Araip.B04 7779 p3 (TAA)13 39 25679576 25679614 GAGTTGAAAGTCACGGTTCCA TGGGTAGAATGTAGCGACCC 223

Ai04B7780 Araip.B04 7780 c* (AT)10(TAT)5*tgttattg(TTA)761 25683508 25683568 GATTGCAAGAAATCGAAGCC TTCCAAATGGTTCCGTGAAT 243

Ai04B7781 Araip.B04 7781 p2 (AG)7 14 25683943 25683956 CATGACACCTAAACCCCTCC AAGATGTTGGAAGGTCACGG 159

Ai04B7782 Araip.B04 7782 p2 (TG)6 12 25684956 25684967 TGCTTGTTTGCGCATATCTC AACCGACCGCAACTAACAAC 128

Ai04B7789 Araip.B04 7789 p2 (TA)7 14 25707126 25707139 AAAACAAATACAAAATTAGTGTCACAG ACCAAGGCAGTGGTTATTGC 243

Ai04B7792 Araip.B04 7792 p4 (TAAA)5 20 25715218 25715237 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 209

Ai04B7793 Araip.B04 7793 p2 (AG)6 12 25733347 25733358 AAGCAGAGCTTTTTCCCACA AAAACCCCACCTACCTCACC 268

Ai04B7794 Araip.B04 7794 p3 (AGA)63 189 25737369 25737557 TTAGAATGTTGCTCGCCCTC TTCACCACTCACATCCATCC 273

Ai04B7796 Araip.B04 7796 p2 (AG)6 12 25745443 25745454 GAAAAAGTGGTTAGTGGTTTTCG AATTTCCTTTTCAATCTTTTTCAA 233

Ai04B7800 Araip.B04 7800 p3 (GCA)5 15 25753185 25753199 GGGTGACACATGCAGTTTTG AGTCATTGGGGTGAGGAGTG 244

Ai04B7812 Araip.B04 7812 p2 (TA)11 22 25795851 25795872 ATTTTCTCCATCGGGCTTCT CATGCCGTAAAGCAAAGGTT 115

Ai04B7815 Araip.B04 7815 c (A)10tag(A)10 23 25814680 25814702 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 244

Ai04B7816 Araip.B04 7816 p2 (TC)8 16 25828178 25828193 GGAAGTTATTTTAACCACTCCGGT CAGAGCTCCTAACCTTAACCGA 224

Ai04B7818 Araip.B04 7818 c (TC)7t(TC)6 27 25835607 25835633 GCTCGATAGCGATGCTCTTC CAATGCATGTTGGTAGGCAC 255
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Ai04B7819 Araip.B04 7819 p2 (TC)6 12 25839300 25839311 AAATCAAATGCCGAAGGTTG GACACCCCTCTTGTGACACC 160

Ai04B7823 Araip.B04 7823 p3 (CTT)6 18 25849896 25849913 AGAAAAAGCAACGCAGGAAA AGGAGAATGAGGTGGTGGTG 172

Ai04B7824 Araip.B04 7824 p3 (CAT)6 18 25850016 25850033 CACCACCACCTCATTCTCCT TCGTGAACAAAAACACATCCA 205

Ai04B7825 Araip.B04 7825 p3 (CTT)7 21 25850354 25850374 TTCTTTCTCCTCTTCCTCCTCA CAGTTCGAAAACAAGCACACA 269

Ai04B7826 Araip.B04 7826 p3 (AAG)25 75 25851217 25851291 CATGTGAAGAAGAAGGGGGA ATTACACGCGCACACATCAT 180

Ai04B7834 Araip.B04 7834 p2 (AT)12 24 25869636 25869659 GGGTACCCGATGACTTTGAA GTTCTGAGGGTGCGGAAC 275

Ai04B7838 Araip.B04 7838 p3 (CAT)8 24 25884042 25884065 AAAGCAGAACATTGGCTTGG ATTCCTCCAACACTGCTGCT 164

Ai04B7840 Araip.B04 7840 p2 (TC)7 14 25888157 25888170 TCTTCCCTTAATTTTCGAATGC TTGAACACAGAGAGGGGGAG 178

Ai04B7841 Araip.B04 7841 c* (ATT)9(T)13* 38 25895712 25895749 GGGAAATTTTTGTGTCCCCT ATTTCAAGGTTTGGGAAGCA 152

Ai04B7846 Araip.B04 7846 p3 (TCT)5 15 25920318 25920332 TCCCAAGAACCTTTCACCAC TCTCTGGCTTTAGGTGCCAT 230

Ai04B7849 Araip.B04 7849 p3 (GAT)5 15 25944314 25944328 CAGGGAGAATGAGGATGGAA CTTGCCAGGTACTCCCTCAC 275

Ai04B7851 Araip.B04 7851 p4 (GTTA)7 28 25956230 25956257 CTCCTTCAACCACCACCAAT TCAAGTCAGTAATCAGCAGCAA 191

Ai04B7852 Araip.B04 7852 p2 (TA)9 18 25958209 25958226 CGAGTGTGGAAAAGTTGGGA TCAATTCTCCTCCAATCATGC 275

Ai04B7856 Araip.B04 7856 c (T)10atatttatggagttttaaaattccatttatctatggagcacctaatcgtgtcgctaatatcacttaacaaaatctc(A)1096 25968624 25968719 TCTCTCTCTCTTCGTATTTAAGAGCA TGAATCTCCATCCATCACACTC 214

Ai04B7857 Araip.B04 7857 p2 (AT)6 12 25970043 25970054 TTGCTTGACGAGCGTTAAAA TTCTTCGTCGGACTTCTCGT 145

Ai04B7862 Araip.B04 7862 p4 (ATCT)10 40 25981394 25981433 GAACATGGGGTATCCTTCACA GGCTCCTGAAAGTTGGGTTT 204

Ai04B7863 Araip.B04 7863 c (T)10atttttttcttttcttttctttttctc(T)10cacatttatttttttc(T)1073 25996056 25996128 TACTTTGGGGCATTTTGTCC TGTGGAAACCTTGGGACATT 269

Ai04B7864 Araip.B04 7864 c (A)10gaaaa(AAT)633 26010277 26010309 GGGTACCTACTCATGTGAGACCA ACCCAATTTTCCCACTTTTG 245

Ai04B7865 Araip.B04 7865 p2 (AT)7 14 26010534 26010547 CAAAAGTGGGAAAATTGGGT TGGGCTAAGGTAAAGGTGAGG 145

Ai04B7867 Araip.B04 7867 p2 (AG)8 16 26017527 26017542 GGTGAGGTAGGTGGGGTTTT TCAATATGGTGCAGGGATGA 249

Ai04B7868 Araip.B04 7868 p3 (AAG)6 18 26026849 26026866 TTGAATGGCAACCCTTGAAT CGTTTGAAAGGGTAGGGGTT 158

Ai04B7871 Araip.B04 7871 c (T)16gaacatgtgaaaaatgtgtttcttttgttagatccaactttacctatcttaaactttttaatt(TA)793 26048043 26048135 TGAAGTAGCGCTCATCAAATG CTTGGATAGCAGCCACGAAT 266

Ai04B7873 Araip.B04 7873 p2 (GA)17 34 26067660 26067693 AGAAGATGGAAAACGGGGTT GGGCTTGCAGTTTTGTTGTT 233

Ai04B7877 Araip.B04 7877 p2 (CT)9 18 26082972 26082989 TGCTTGCTCAGAACTGTTGG AGAGCCGAGCAGAGAGACAC 175

Ai04B7883 Araip.B04 7883 p3 (ATT)5 15 26136775 26136789 GGTTGCCATCATTTCCATGT CGGAAAAATGTTTCTTCTTTGG 277

Ai04B7886 Araip.B04 7886 p2 (AT)6 12 26153054 26153065 CGGTGAGGTTACTGGGTCAC TGACCACCAAGCTACATTGC 233

Ai04B7888 Araip.B04 7888 p2 (CT)12 24 26158294 26158317 TCCTCTTGCCCTCTTCAATC TTGAGACCAACCCACAACAA 245

Ai04B7889 Araip.B04 7889 c (TTC)5gatgaaaaccataactgtcattttttcttcgcgtttctcctcctctttctct(TTC)685 26165932 26166016 AAAGCGCTCCTTCACCATTA GGAGGAGAAAAACGACGATG 180

Ai04B7890 Araip.B04 7890 p3 (TTC)5 15 26167144 26167158 TCATCTTTCAAGTAATTTTGCAGC CCTCATCTTTCGCTGCTTCT 199

Ai04B7891 Araip.B04 7891 c (A)10gaagcagcgaaagatgaggaggaggaagaggaatagttttgaattatgcagaacttat(A)1078 26167281 26167358 AAAAGAAGAAGAAGATGGTGACG ATCCAATCAAGTGGCTGAGG 244

Ai04B7894 Araip.B04 7894 p2 (CT)10 20 26180053 26180072 TAAAATTCAAAGCGCGAACC CTCATCACAGAGCAGAAGCG 260

Ai04B7896 Araip.B04 7896 p4 (AAAT)6 24 26187103 26187126 AACCACCTTCTCTCTCTCCTCA AACACCAGAACTGTGCCCAT 269

Ai04B7898 Araip.B04 7898 c (A)10gaaaaaaaa(AT)835 26190760 26190794 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 274

Ai04B7907 Araip.B04 7907 c (A)11tttggtgcaaagattcaattaaaaaaaatataggaacctaattaaaaattttgtgaaattatagggaccaatagaataattaaatca(AAT)8122 26215370 26215491 TGGTACTGGAACCTAAATAAAAGAAAA TGGTAGATATTAAAAGAGAATAGGGG 249
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Ai04B7908 Araip.B04 7908 c (ATTT)5tttggtgattttttcttcattcattttatattaagactaatagtacatgatcaataatgttctttttttcgttaatc(AT)6109 26217741 26217849 ATCGCTTTAGGCACATCCAC ATCGTTTTAATAAGAGATTTTGGATT 189

Ai04B7910 Araip.B04 7910 c (A)12ccgaaaac(A)1030 26218382 26218411 AAGATAACCTCGGCTCCTCG TCAAATCCGATCCACAAACA 231

Ai04B7911 Araip.B04 7911 p2 (AT)8 16 26220653 26220668 ACAATGGAACACATGACCGA TCTCCCGAGGAGAAATGTTG 223

Ai04B7917 Araip.B04 7917 p2 (AT)14 28 26240878 26240905 AAGAGGTCATCAACATAAGCCA CAACAAGGAGGCTATAATTCAGAAA 223

Ai04B7923 Araip.B04 7923 p3 (TAA)24 72 26293771 26293842 TTTTGCCCTTGTTAGTAGTCCA GAGAGATTTAGGCGGCCTTT 256

Ai04B7924 Araip.B04 7924 c* (T)12(TCA)6* 29 26294783 26294811 TTCAAAATTCTTCCTCTTCCTCC TGTACGTTCATTCTCTTCCAAA 230

Ai04B7925 Araip.B04 7925 p3 (GAA)5 15 26295748 26295762 TTCCTCTTCCTCCTCCTCATC CCTTCTTCTTTGCATTCCTCC 256

Ai04B7926 Araip.B04 7926 p2 (TA)8 16 26296237 26296252 TGATAAGCCTTCAGCAGGTG TTGGTGGTATCCACAATAGCA 190

Ai04B7929 Araip.B04 7929 p2 (TA)6 12 26297863 26297874 ACGGTGTCGAAGTGTTTTCC AGAAAAAGTGGGTGCCAAAA 156

Ai04B7935 Araip.B04 7935 p3 (TAA)28 84 26333090 26333173 GGGTACCTACCCATGTGAAAC TCCCCACTTTCACATTCCAT 271

Ai04B7938 Araip.B04 7938 p2 (TA)8 16 26336853 26336868 AGTTCAACCCTTTGACCTGC CTTTCGCAGAAGATGCAATG 191

Ai04B7945 Araip.B04 7945 c (AT)6tgcttatatatcatcaaattagaaggaaaagtacttgaaaataatgtattaaattatttttacaagaataatt(A)1297 26351176 26351272 TTCTTCGGAACAACCAATTCT ATGTTCAATTCAGGGTGGGA 269

Ai04B7946 Araip.B04 7946 c (ACA)6ataacaat(AAC)850 26351416 26351465 TCCCACCCTGAATTGAACAT TTGCACATAAGGCATTTGGA 233

Ai04B7951 Araip.B04 7951 p3 (ATC)14 42 26368397 26368438 TTTTGTGATGATTTTAAACCTTACAGT AAAAACCATTGATAAAAATAATGTTGC 273

Ai04B7956 Araip.B04 7956 p2 (AT)6 12 26395966 26395977 TGGCAATTGTCCTTAACATCG GTTGACAACGTGACATTTTAGG 258

Ai04B7957 Araip.B04 7957 p2 (AT)8 16 26398723 26398738 GCTAGCCTTGGTTCATGTTTG TCCAAATAAATTTAGGTAGTTTGCC 259

Ai04B7959 Araip.B04 7959 p2 (GC)7 14 26422351 26422364 CATTGAGTTATGCCACCCCT GGGTCAGTGTGCCCTTCTTA 184

Ai04B7961 Araip.B04 7961 p3 (ATT)13 39 26429518 26429556 CCCTACTCTACCCATTGCCA CAAATCAGCAGTGGCAGAAA 279

Ai04B7962 Araip.B04 7962 p3 (TGT)5 15 26431725 26431739 GCGCATACTCTTTTCTTGGC TACGACCTACCTCCCCTCAA 182

Ai04B7971 Araip.B04 7971 c (A)10g(A)10 21 26461751 26461771 GCAAGAAAAAGCAGCAAAGAA AATCCACTTTGAGTGCAGGG 277

Ai04B7973 Araip.B04 7973 p3 (GTC)5 15 26467517 26467531 TGCAGAAGCCAGAAGGAACT GCTTGGTAGGACAGAGGTGG 234

Ai04B7978 Araip.B04 7978 p2 (TA)7 14 26485768 26485781 GACACTTGGTCAGCATGGAA AAGTGTTGCGCTCACTTTTT 241

Ai04B7980 Araip.B04 7980 p2 (TA)6 12 26495969 26495980 AAAAATTTGGTTGAGTTCATTCAT TCCACACATCCAAAACTCATGT 277

Ai04B7982 Araip.B04 7982 p2 (CT)10 20 26498602 26498621 GCAGAGCACAAATCCTCATTC CTCCACCTTTCCCTCAATCA 134

Ai04B7983 Araip.B04 7983 p2 (TC)6 12 26499813 26499824 TTGTTATGATTTCTGTGGCTGG CGTCAACTGTTGCTGCTTTC 250

Ai04B7985 Araip.B04 7985 p2 (GT)11 22 26501291 26501312 AGAGACCAAGTGATTCGAGCA CATCTCAGACCGACAGGACA 238

Ai04B7986 Araip.B04 7986 p5 (AATTC)5 25 26502348 26502372 TGCAGAATGAACCGAACGTA TGGACGAGGTTTGGATTTTT 228

Ai04B7989 Araip.B04 7989 p3 (TTG)5 15 26506285 26506299 TCAGCGTAGCTTCTACCTTCAA GTTCTTTTCTCAGCATCGCC 268

Ai04B7991 Araip.B04 7991 c* (TCT)5(T)10* 24 26515345 26515368 CCCAGTTTCTTCGCATTGTT CACCATCACCATCGCTACAC 236

Ai04B7998 Araip.B04 7998 p3 (ATT)10 30 26564189 26564218 GGCACTACTAGGCTTTATTTTTCC TGTCACTGATGAATTCGATAAAGAT 231

Ai04B7999 Araip.B04 7999 c (A)11g(A)10 22 26565809 26565830 GCCTCTTTTGGACCAATCAA CTTGAAAATGCAGCTTGGGT 247

Ai04B8001 Araip.B04 8001 p6 (CCCATC)5 30 26575330 26575359 TCAAAGGAGTCGCCATCTCT TTGCCCTATGAACACACTGG 166

Ai04B8002 Araip.B04 8002 p2 (TA)11 22 26590822 26590843 TTTTTCTTTTCCATCTCATTTGC GGTTTATCAACCTCCCCACA 280

Ai04B8004 Araip.B04 8004 p2 (TA)10 20 26623357 26623376 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 280
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Ai04B8006 Araip.B04 8006 p2 (AT)6 12 26626559 26626570 AGCTCACGAGCTGTCTCAAA CCGAGCTTGAGCTTGGATAA 280

Ai04B8011 Araip.B04 8011 p3 (TAA)15 45 26646665 26646709 CAGCTGGTTCGATCTGGTTT TGGATTTGATTTACCGATTGTG 263

Ai04B8013 Araip.B04 8013 p2 (AT)6 12 26650996 26651007 CAGTTTCGTCCCACTTTCGT CGCACCATGTGATAAACAGAA 233

Ai04B8016 Araip.B04 8016 p3 (TCT)12 36 26654925 26654960 CCAAAACTGGCTAGGCTGAG GGGTGAATCCATGCTTCAGT 210

Ai04B8017 Araip.B04 8017 p2 (AT)12 24 26657421 26657444 TGACAACCACATGCAATCAA CATACCTTGATCCTGCATTTTT 257

Ai04B8018 Araip.B04 8018 p2 (AG)10 20 26658081 26658100 GAAAATCCCAACCCAAACAA AAATTAAGGGGCTCCACGAT 232

Ai04B8023 Araip.B04 8023 c (T)10ataaaaattaagaatgaaattgccttacttcctctattcttt(TC)664 26705217 26705280 TCACAAGCAAAAACGTTAAACAA GAGAAGGAATAGTAGAGCAGGAGG 192

Ai04B8026 Araip.B04 8026 p3 (AAG)24 72 26713029 26713100 CATCCTCGCTAACCCACTTG TTTGCTTTCTTTGAAGCGGT 244

Ai04B8027 Araip.B04 8027 p3 (TAT)5 15 26714916 26714930 TCCATTATGTTTTTCTTTATATTGCAT CAAAGCATCTTTCTCTTCTCCAA 265

Ai04B8029 Araip.B04 8029 c (A)10tacactcattaaatgtatgaaaatgataatt(A)1051 26716687 26716737 GAGACAATGCAGAAGAGGCA TTTGTGAATGTTGGCTTTCAA 273

Ai04B8030 Araip.B04 8030 c (A)11tattatgtattaaacttgacttggg(A)1551 26717482 26717532 CAGCAAGGTGATATGAACGC TCACTATTTTGTGCATCCAGC 205

Ai04B8031 Araip.B04 8031 p2 (TC)6 12 26725293 26725304 TCAAATGAGGTGGATGACCA TGAAAGAAAAGAGAGAAAGAATTTTG 227

Ai04B8033 Araip.B04 8033 p3 (AAT)7 21 26726075 26726095 ACTTTGCATTATTTTACGATTTCA CATAGCCTTGTTTGCCACCT 273

Ai04B8034 Araip.B04 8034 p3 (AGA)5 15 26743388 26743402 CAGGTTCAGGATCAGCTTCA CACTTCTCTCCCACCCAAAA 212

Ai04B8038 Araip.B04 8038 p2 (TC)7 14 26750851 26750864 TTTTGAAAAATCCTCACCACC GAGAAGATGAAGAATTCGAACACA 194

Ai04B8039 Araip.B04 8039 p2 (CT)7 14 26761524 26761537 TGGTGCAAAGAGTTGGAGAA ATCCAAAGACCAAGCCCAAT 275

Ai04B8041 Araip.B04 8041 p2 (CT)7 14 26768738 26768751 TTCATTCTCCCCGCTGATAC TTTTTCAACTGCCACCTCATT 278

Ai04B8045 Araip.B04 8045 p2 (AT)6 12 26775359 26775370 TCATTCAATTCACCTCCTTTTT TTATGGGTCAAACATGCCCT 226

Ai04B8047 Araip.B04 8047 p3 (TTC)5 15 26776642 26776656 CCTGATTGATTGAGGGCAGT CCATCAGCAACCAACAAATG 227

Ai04B8051 Araip.B04 8051 c (A)11ttattaattggttaaaaaacttttgaaaaatcact(A)1056 26792327 26792382 CCGCTAACTTAAAAAGTGATTCAA CACGTGCATTGGTACTCGTC 243

Ai04B8057 Araip.B04 8057 p2 (AC)6 12 26807364 26807375 GGGCTAAGGTAAGGGTGAGG TTTGGATAGCTAGGCATGATTTT 128

Ai04B8058 Araip.B04 8058 p3 (AAT)5 15 26807778 26807792 CAGAGTCCTTTCAGGTTCCG TCACATCACAACCCTCCTCA 216

Ai04B8059 Araip.B04 8059 p2 (GA)6 12 26808120 26808131 TGAGGAGGGTTGTGATGTGA TTTCTTAACTTTTTCAAAACCACC 279

Ai04B8063 Araip.B04 8063 p3 (AAT)11 33 26828561 26828593 CGGGAGCTACACCAATAACG AAAAGGAATTCAGCTCCCGT 243

Ai04B8066 Araip.B04 8066 c (A)10tgatagagactttgagcacaattatttgaatattattttgtaaatttaaaaac(A)1073 26833660 26833732 GGAACCAACTTACCAACCCA TTTCCTTGCATCCAACTTGA 219

Ai04B8067 Araip.B04 8067 c (A)11gtgaaaaactaaagtattaaattattttagtttcaaaataatttaaagtgt(A)1173 26834173 26834245 GATGCCAGACAACACCCTTT TTGCATCATTGACTGTGATTTTT 232

Ai04B8068 Araip.B04 8068 c (AG)8aacataccatgtctgttgaagtatagaagctaaggcgtggtt(GA)976 26836020 26836095 GCATCGTAGGTTCAACCATTT CTTAAACTTCGCTCCCAACG 273

Ai04B8069 Araip.B04 8069 c (AATT)9aataagaatatttatttattattggatcaggtgcactttctcaacaattggccaacaccaacacggtttcacattttatgattc(T)10130 26836244 26836373 CGTTGGGAGCGAAGTTTAAG TGGCTAAACATGATTCAACAAAA 254

Ai04B8070 Araip.B04 8070 c (T)10c(T)10 21 26838068 26838088 TTGAACCATAGCCCGTCTTC CCCTTAGAAGAGAGACAGCACC 227

Ai04B8073 Araip.B04 8073 c (TAA)17tacacatacgaagaagaagaaaaaaagtgtacacagtaatttgatttagatgtc(T)11116 26841348 26841463 TCTGCCACTCCTTCTCTGGT AACACAACTTTTATTCGGCCA 231

Ai04B8076 Araip.B04 8076 p3 (ATG)5 15 26848752 26848766 GGTATGGTTTCGGTTTCTCG CCATTTTCTTCATTCCACAACA 276

Ai04B8079 Araip.B04 8079 p2 (TA)6 12 26877442 26877453 TGTTCGAATTACGAGGGAGG CACGTCTGGGGCTTCATAAT 194

Ai04B8080 Araip.B04 8080 p2 (AT)6 12 26891543 26891554 TGCAAAAGTGAGACTTTGGGT TGAGGGCTTTTCAAGGTTGT 168

Ai04B8081 Araip.B04 8081 c (T)10gaaaaataaattcattaaaattaaccaaaaaataataattaaaaaatagtcaaattataatatatttttcactatc(T)1197 26892729 26892825 CGCCAACTAAGATGGGTTCA TTCGTATATTTGCTTAAATTATGTGAC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8082 Araip.B04 8082 p2 (AT)8 16 26896214 26896229 CCATCAAATTGGGTCAAATG AGGGAATAACCCTGACCGAC 273

Ai04B8083 Araip.B04 8083 c (AT)6gaaaatttttaatttaaatgaatttccaattcaggtaacgtgtgaactaaaagtg(A)1077 26897418 26897494 CCACAAAAGACACAACACAGG CGGTATTCTGGGGTACATGC 278

Ai04B8091 Araip.B04 8091 p2 (AC)6 12 26960229 26960240 ACCCCCTTCTCCTTTTTGAA ATGATTCGATTTCTGCCCTG 249

Ai04B8093 Araip.B04 8093 p2 (TA)6 12 26968412 26968423 CAAAATCCAGTGAGGGTTCAA AGTGATGGAACGTCATGCAA 280

Ai04B8094 Araip.B04 8094 p2 (CT)6 12 26969292 26969303 TTTACAGAATACGCCCCCAG CAAAGGAACGTAAAACCTGGA 244

Ai04B8099 Araip.B04 8099 c (CT)8(AT)17 50 26984462 26984511 CCAAGGCCTAATATCACCGA TTTCATAGTTGGATTTTTGGATTTT 257

Ai04B8102 Araip.B04 8102 p2 (TA)19 38 26989681 26989718 ACGCGGATGATATTTGACCT TTTTGGGGTTCAAATTGAGT 275

Ai04B8108 Araip.B04 8108 p2 (AT)7 14 27000062 27000075 CGTAAAACAGAGGTGGAGTGG GTTCTTTTCAGCGAAGTGGG 243

Ai04B8109 Araip.B04 8109 p2 (AT)8 16 27002257 27002272 CACTCCAAGCTTCCAAGACC GGTCCGTGGGTACGATAAGA 159

Ai04B8111 Araip.B04 8111 p3 (GAA)5 15 27013136 27013150 ACTCGGAGGTGGAAGCTTTT CAACCCTCTCTCCCTCTCCT 196

Ai04B8112 Araip.B04 8112 p3 (AAT)5 15 27016159 27016173 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 173

Ai04B8113 Araip.B04 8113 p2 (AG)6 12 27016489 27016500 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai04B8114 Araip.B04 8114 p3 (TTG)5 15 27019836 27019850 ACGTTGTTCAATGAGGGAGG GAGTTCAAAGGCACCACCAT 158

Ai04B8117 Araip.B04 8117 p3 (ATT)6 18 27050567 27050584 GGGGAATTTTTGTATCCGCT TGGGAAGCATGCTCATGTAA 114

Ai04B8120 Araip.B04 8120 p2 (AT)9 18 27072586 27072603 TCCCTAATTCCCAAAAACCC CTGCCTTCCCTTTCCTCTTT 270

Ai04B8121 Araip.B04 8121 c (TTA)5tttagtgac(TA)738 27075929 27075966 GTGCCTTGGGTCACACTTTT TGCTTTGATTGGTTGTTTTGA 120

Ai04B8123 Araip.B04 8123 p2 (CT)8 16 27076880 27076895 CCTCTACCACCACCACCACT CTCCATCTCTCGCTGACACA 230

Ai04B8124 Araip.B04 8124 p3 (GTG)5 15 27077448 27077462 GGTTACGCAGAGGAGCAGAG CACCACCACCTCATTTCCTT 238

Ai04B8126 Araip.B04 8126 c (GA)10cagagagaggacgcacaaaaaaattattacaaaaacaaatccgcaaatttctgatattag(A)1191 27085807 27085897 ACAGCAGAGCGTGTGACAAA TGTTGAACCTTCTTTCCCTGA 180

Ai04B8127 Araip.B04 8127 p3 (AAG)6 18 27086168 27086185 ATCGAAGCAGAAGAGCAAGC CACTCACACTCCATTCTCGC 164

Ai04B8129 Araip.B04 8129 p2 (AT)6 12 27090749 27090760 GGCACCAAGTGTAACACCCT TCACATGCACACACACCTTTT 270

Ai04B8131 Araip.B04 8131 p2 (TA)6 12 27106661 27106672 TTTGCATTCTGCACTTTTGC TGCGACGGATAAACTAAGCTC 147

Ai04B8132 Araip.B04 8132 p2 (GT)6 12 27107309 27107320 TCATTTGCCTTTGTTCACCA TCTCATCAACCAAAGTCCCC 183

Ai04B8134 Araip.B04 8134 p2 (AC)7 14 27115713 27115726 CCCACATACTGTAATGGCCC AATGGAGGCCAAATGTGTGT 211

Ai04B8135 Araip.B04 8135 c (T)12gctctctactctactgtagtagagatttctttggtcg(TTTTC)679 27122322 27122400 GTTCTCTGCTCTCCTGTGGC CAATTAGGGAAATGCGAGGA 191

Ai04B8137 Araip.B04 8137 p2 (CT)7 14 27135096 27135109 AGCTACGTCGCCATCAACTT CAACCCCATATGTGTCACCA 273

Ai04B8138 Araip.B04 8138 p2 (AT)9 18 27136391 27136408 TTATCGCAATGACCCTGACA TGCTTGATACGAAAAATCAATTC 190

Ai04B8141 Araip.B04 8141 p2 (CT)8 16 27140082 27140097 AGGCACATGCAAAGAAGACC TGCCCCTTATGTTAGTTGGAA 141

Ai04B8143 Araip.B04 8143 p2 (TA)6 12 27147569 27147580 CAAAAGTGGACAAGCGTGAT GAGCCGGTATTGCCAGTTTA 249

Ai04B8145 Araip.B04 8145 p3 (TTC)7 21 27155429 27155449 CAATCTTCGCCTTAACGAGC CGCAACACAGTCAAGAATGG 128

Ai04B8146 Araip.B04 8146 p3 (ACA)7 21 27156438 27156458 TGTTGATGCAACACTTTTTGTG CGTTTGATTCATGTAGCCGA 223

Ai04B8147 Araip.B04 8147 p3 (TGA)6 18 27162540 27162557 ATCTGAAGGCGGGAATTCTT ATTTCTCCTATGGCAACGCA 135

Ai04B8148 Araip.B04 8148 p2 (TA)9 18 27165621 27165638 TTGTGGTTTTCATATGCGGA GATCTGGTTGCGAAGAAAGC 228

Ai04B8153 Araip.B04 8153 p2 (CT)14 28 27175711 27175738 TGTTTAGGCAACGACGAACA CAGTAGCAACGACAGCTCCA 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8155 Araip.B04 8155 p2 (AT)14 28 27177573 27177600 TGCAAATTTTTATAAAGGGGAGG TGCGGATAGGGTAGGATACG 186

Ai04B8156 Araip.B04 8156 p2 (TG)9 18 27182220 27182237 GCCCTAAATTCGAATCACGA CATGGAGCAATGGTGACAAC 236

Ai04B8157 Araip.B04 8157 p2 (TG)9 18 27185637 27185654 GCCCTAAATTCGAATCACGA CATGGAGCAATGGTGACAAC 236

Ai04B8158 Araip.B04 8158 p2 (TA)9 18 27194777 27194794 CGCCGTCACTAAGGGTACAT CACAGCCTCTGGCCTAATTC 280

Ai04B8159 Araip.B04 8159 p2 (CT)6 12 27206996 27207007 TGGAGTGCAAGTCAAGATGG ATAGAAGGGGAAGCCTCCAA 190

Ai04B8160 Araip.B04 8160 c (T)11agtttcttttggcgtctgaaaaaagtacctagaaatatgctagta(ATT)674 27217137 27217210 CTGCATTGAAGGTCCTTGGT GAAAAATGAAAAATATGAGGCCA 268

Ai04B8161 Araip.B04 8161 p3 (TAT)15 45 27217420 27217464 TGGCCTCATATTTTTCATTTTTC GCTTTGAAAAGCTCCCTCCT 272

Ai04B8162 Araip.B04 8162 p3 (TAT)13 39 27217811 27217849 CCAAACCAAGCCTATTCTTATCA CATTTAAATTTAGCCCTCACTAGC 173

Ai04B8163 Araip.B04 8163 p3 (TAA)8 24 27222897 27222920 CGCCAATTCGTCTTTACCTT ATGACGTATCCGCAACCTTC 246

Ai04B8165 Araip.B04 8165 p2 (TA)8 16 27223378 27223393 AACCCTAATTCTTTGCTTTCG TCACTGTTGACAAAGCAGCC 266

Ai04B8166 Araip.B04 8166 c (A)11gtttcatataaagcaatagactttattgagttttgtaaggtaag(AT)871 27225025 27225095 TGGTTAAAATTGACTGCACCC TCAAGTGTCTAAAGCAATTTCTCA 215

Ai04B8167 Araip.B04 8167 p3 (TAA)7 21 27225279 27225299 TTGTTGCAGTCAAGTTATACAAGGA CATAATATCATTGTTTGGTGCATGT 175

Ai04B8169 Araip.B04 8169 p3 (TTA)6 18 27227423 27227440 CTTTCGCATCAAACCAACCT GGCCCCCTCTCAACATCTAT 222

Ai04B8170 Araip.B04 8170 p2 (AT)8 16 27228187 27228202 GAGGGTATGGGTGCTTCAAA AACGGATATGGTGGTGTGGT 270

Ai04B8171 Araip.B04 8171 p2 (TA)7 14 27229603 27229616 GCGGAGCATGAATTATTGTG GGTCAATGGTGGTGGCTACT 235

Ai04B8176 Araip.B04 8176 p2 (AT)6 12 27263755 27263766 GGGAAGCGGAAAATAGCTG TTGCTTGATGCAATCCAGAG 148

Ai04B8183 Araip.B04 8183 p2 (AG)8 16 27285312 27285327 TGGGTTAAGAGTTGCTTGGG TCTCTCACAGCTTCAGCATCA 240

Ai04B8189 Araip.B04 8189 p3 (GAA)5 15 27328660 27328674 AACAGAGGAGGCAGCTCAAA ATTGTGGTTGGCCATTAAGC 231

Ai04B8191 Araip.B04 8191 p2 (AT)11 22 27331771 27331792 AATGGTTTATCAATCTCCCCA TGTTCCCTGCTTTCATGAGC 274

Ai04B8195 Araip.B04 8195 p2 (AC)6 12 27371982 27371993 CTTGAACAATGGATGCATGAG GCCAACCCTTAAATCCACCT 260

Ai04B8197 Araip.B04 8197 p3 (TCA)6 18 27378923 27378940 ATGAGGTGGAAGAGGCTTCA ATGGGGAAGAGAACTCCGTT 215

Ai04B8199 Araip.B04 8199 p4 (ACAT)6 24 27398518 27398541 GCTATTGCATTTGGCATTTTT GGAATGCCCCAGAAGAGAAT 256

Ai04B8200 Araip.B04 8200 p2 (CT)6 12 27400016 27400027 TTGGTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 264

Ai04B8201 Araip.B04 8201 c (A)10tagaaag(A)1027 27401729 27401755 TGAAGCAAGAAAAAGCAGCA ATTTCCCTTGCCTTTTGGTT 165

Ai04B8206 Araip.B04 8206 c (CTG)7ccccg(GA)638 27430780 27430817 GGATAAGACGGGAAGCACAA AATGGCCGTTATTAATTTTGAA 260

Ai04B8207 Araip.B04 8207 p2 (GA)6 12 27432617 27432628 GGGAAGAAAATCTGCTGCTG TAGGAACACCTTTTACCGGC 268

Ai04B8208 Araip.B04 8208 p2 (CT)7 14 27440268 27440281 CTTGAAGAGGGAAGCGTCAG CGAACATGCATTTGGAGAGA 278

Ai04B8210 Araip.B04 8210 p3 (GAA)9 27 27450871 27450897 TCTCTTCGCTGCTCTTCCTC CCTTCGGACCAAAATACCCT 279

Ai04B8211 Araip.B04 8211 c (GT)7(AT)7 28 27453541 27453568 GCTCTTGATTGTGCTTGAACC AAAACCGCATAACCTTTCGAT 186

Ai04B8212 Araip.B04 8212 p2 (AT)12 24 27458901 27458924 CAGGATCAATGGCTTGGTTT CCTGATGCTGGTCTTCCATT 184

Ai04B8214 Araip.B04 8214 p3 (ATT)5 15 27463873 27463887 ACCGAAGCCAACAGGTTATG AAAATTCCAACGTCTCCTCAA 155

Ai04B8215 Araip.B04 8215 p3 (ATT)5 15 27466667 27466681 ACCGAAGCCAACAGGTTATG CTCGTCACAATATCAATGGCA 266

Ai04B8216 Araip.B04 8216 p3 (TTA)6 18 27466882 27466899 TTGAGGAGACGTTGGAATTTT TGAGGAGGAAACACCACACA 244

Ai04B8217 Araip.B04 8217 p2 (TC)6 12 27467064 27467075 GGTGGCAGATGCTATCACAA AAACATGTGGCACGCATTAG 274
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Ai04B8219 Araip.B04 8219 p2 (AT)6 12 27476285 27476296 CCTTGGCAACTTGTTGGATT TTTGAATCTATTCCGGGCAC 188

Ai04B8222 Araip.B04 8222 p2 (GT)12 24 27489126 27489149 CCTCCCTTCTCTCTTCCGTT TCCTTCATCCTCTTTCTGCG 130

Ai04B8223 Araip.B04 8223 p2 (CT)6 12 27491151 27491162 AAAGGAAGATTGAACCTGAACC AGTGGAGCTGAAAGGGGATT 155

Ai04B8224 Araip.B04 8224 p2 (TA)17 34 27494294 27494327 TGGATACCAAACTCCTATATCTCCA CGGTCCAAGTAACAGACATCA 268

Ai04B8226 Araip.B04 8226 p2 (CT)6 12 27508971 27508982 CGAAAACCACTAACAACTTTTTCA AAATGTCTGCGGGACAAAAA 237

Ai04B8228 Araip.B04 8228 c (CT)6aattttcgaaaataccttccccttttttcaaaaatttctttttaattaactaattattttttatttttaatttcaaaaatttcg(A)10106 27520803 27520908 TTTCTTAACTTTTTCAAAACCACC CAGAAGGAGATGAGAGAGAAGAAGA 260

Ai04B8229 Araip.B04 8229 c (T)11aaataaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)695 27529653 27529747 TGAGAGGGGGAAGTGAATTTT TTCCCAACTTCTTATCTTTTCAA 278

Ai04B8231 Araip.B04 8231 p2 (AG)9 18 27532125 27532142 ATCATTTTGATGTGGTGGCA TGGCTTTTTCTGCTTGCTTT 269

Ai04B8233 Araip.B04 8233 p2 (CT)7 14 27538967 27538980 ATACGCCCCCTGTATCCTCT GAGCCATGGGAATGTAATGG 160

Ai04B8234 Araip.B04 8234 p3 (AGA)6 18 27545359 27545376 AAAGAGCGTGTTTCTGCTCC GGCCCCTAGGATATAGGCAG 219

Ai04B8237 Araip.B04 8237 p4 (ATTA)7 28 27553731 27553758 CTTACTGCGCATGTGACGTT TTGGCCTTGCCAAAGTTAAT 273

Ai04B8245 Araip.B04 8245 p2 (TC)6 12 27570209 27570220 CCAGCTGGCTGATAGGTTGT TATACCGGGATGGCCAATTA 169

Ai04B8246 Araip.B04 8246 p2 (TC)6 12 27573631 27573642 CCAGCTGGCTGATAGGTTGT ATGGCCAATTAGCTCTCCCT 160

Ai04B8254 Araip.B04 8254 p2 (GA)9 18 27592794 27592811 CGATGGGTCTTTCCATTCAT CCGCTATGGATGGGTGTAAT 143

Ai04B8260 Araip.B04 8260 p3 (CCA)7 21 27642991 27643011 TTACTCCCACCCGTCTCAAC CAAGAAATTCAAGCTTCGCC 192

Ai04B8263 Araip.B04 8263 c (TC)6ccattttgtt(TC)7cctcttttccctctcccattttctttctctctcctctcccttctttctctctctccctcccttctctcttcctctt(TC)13138 27649692 27649829 AAAACCAGTTTTTATGGTTCAGTTT AGGAGGGCGAAGAAAGAGAG 280

Ai04B8264 Araip.B04 8264 p2 (CT)9 18 27649998 27650015 CTTTCTTCGCCCTCCTCTCT TCCCTCTTCTCTCTCTCCCC 233

Ai04B8265 Araip.B04 8265 c (GA)7aacaaaatgg(GA)1962 27650270 27650331 ATTTTGGAGAAAAGAGGGGG TTTTTCTCCCATCTCCCTTG 273

Ai04B8266 Araip.B04 8266 c* (GA)6ggaagaaagagggggagagagagaggagggagag(GA)6aaaaggggagagcgaggaaaagaagg(GA)8(AGA)12*gagaagggac(GA)7157 27650435 27650591 GGGAGATGGGAGAAAAAGGA AATATAGCTAGGGGATTCCTTCC 261

Ai04B8267 Araip.B04 8267 c (TC)6ttcctcgcggctttatgtcactttcttttattttcatttgtttttc(T)1068 27651491 27651558 ATCGGATCAAAGTTGGCTTG GAGGGGCAGATTTGTTGGTA 221

Ai04B8271 Araip.B04 8271 p2 (AG)6 12 27673530 27673541 GTGGGGGAATCACAACATTC AAACCTAGAGAGAGGGGAGAGC 104

Ai04B8278 Araip.B04 8278 p2 (TC)7 14 27726364 27726377 TCTTTTTCAAAACCACCTAACTAACTC TGAAGAATCCAAACACAAGGG 272

Ai04B8286 Araip.B04 8286 p3 (TTC)5 15 27764841 27764855 TTGGGTTAGAGAGCTCTATTGTGA CCCCAACCTAATCCAATGTG 223

Ai04B8287 Araip.B04 8287 p2 (CT)6 12 27769307 27769318 GGGATTCTCAGGAGGGAGAC TATGATTCGGTGCACTTCCC 188

Ai04B8292 Araip.B04 8292 p4 (ATAA)5 20 27807732 27807751 TTGGGTTGATGAAATTGTGC GCTACCCAAAATTCCCACTTT 277

Ai04B8293 Araip.B04 8293 c (AT)9(GT)31 80 27823491 27823570 TCCTTGAGGCAAAACAAACA CCACAACCCTTGGTGTCCTA 237

Ai04B8294 Araip.B04 8294 p3 (TGT)7 21 27832092 27832112 GAGGTGCTCTGTAAGGCTGG GACCGCCTGAATCAAGGATA 253

Ai04B8296 Araip.B04 8296 p2 (CT)7 14 27844132 27844145 CCCCCTTCCCCTTTCTATTT GGGGATGATGACTCAAAAGG 220

Ai04B8297 Araip.B04 8297 p2 (TC)6 12 27848679 27848690 CACTCCCCTCTCTCTCCCTC TTTCTCCCCCTCTTTTATCCA 248

Ai04B8299 Araip.B04 8299 p2 (AG)19 38 27849229 27849266 AAGAGGGGAGGAGGAGAGC TCTTTCTCCCTTCACTCACTCA 177

Ai04B8301 Araip.B04 8301 p3 (AGA)5 15 27865048 27865062 GGAAGCCTTTGTCTTCCCTT ACCCACCTCACCCTCTCTTT 253

Ai04B8302 Araip.B04 8302 p2 (GA)6 12 27867340 27867351 ATTTTGAAAAAGGGGGAAGA TTGTGATTTCTTGTGAATCAAGTC 280

Ai04B8303 Araip.B04 8303 c (T)11gaa(T)10 24 27867911 27867934 TCGAATTTGATGAGAGAAAAAGG TGCATGCATTCATTGTTTTG 135

Ai04B8305 Araip.B04 8305 p4 (TATG)5 20 27875893 27875912 CCACTCATTCAAGCTCAAAAA GAAAAATTTTGCATCCATCACA 211
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Ai04B8306 Araip.B04 8306 p2 (AT)6 12 27876073 27876084 TCACATCATCCAATCACAACTTC CTTGAGAGACATTCTCCCCG 259

Ai04B8307 Araip.B04 8307 p5 (AAGAT)5 25 27887306 27887330 GGCGGTTCCATTGAAGATAA CCTGGGTGCTCCAGTGTATT 122

Ai04B8308 Araip.B04 8308 p5 (AAGAT)5 25 27897439 27897463 AAGTAGGCCCAAACAAAGGG CCTGGGTGCTCCAGTGTATT 184

Ai04B8311 Araip.B04 8311 p2 (TA)6 12 27910815 27910826 TCCACAACATCCAAAGTCAGA GGATACCCGTGCGTACATTC 158

Ai04B8313 Araip.B04 8313 p2 (AG)9 18 27921480 27921497 GGATGGAAAACAGCGTTCAT AGCCAATTGGGCAACATAAG 237

Ai04B8316 Araip.B04 8316 p5 (TATTT)5 25 27938832 27938856 ATCTTTCCGGAGATGACCCT AAAGGAAAATGTGCGAGTGC 203

Ai04B8317 Araip.B04 8317 p2 (TA)14 28 27940357 27940384 AACACGATTTAGGCTTGGCT GGTTTATCAACCTCCCCACA 254

Ai04B8318 Araip.B04 8318 p2 (AG)8 16 27941234 27941249 ATGAGCCAGAGAATGGAGGA GTAAGCCAATTGGGCAACAT 261

Ai04B8319 Araip.B04 8319 p2 (GA)6 12 27958623 27958634 CCCTCGAGCAAGAGAAGAAA ACCCCACAGGATCACTTCAG 272

Ai04B8320 Araip.B04 8320 p2 (AG)6 12 27962048 27962059 GGGTTCAAATTTGGGTGAGA TTTTTGTTTGTTTCTTACCTTTTTCA 278

Ai04B8321 Araip.B04 8321 p2 (TA)17 34 27967587 27967620 CAATTGTGGTTTGGCTTAGTTG CAAGCATGTCCTCACGCTAA 223

Ai04B8322 Araip.B04 8322 p2 (CA)6 12 27971965 27971976 TCCCACCTAACCTATGACAACC AAAAAGCCCCAAGGTGAAGT 147

Ai04B8323 Araip.B04 8323 p2 (TA)7 14 27972104 27972117 GGGCTTTTTGTCCCCTTTT TTGATTTTGGGAGAGTTGGG 280

Ai04B8325 Araip.B04 8325 p2 (AC)8 16 27979616 27979631 ATGAAAAATAGGCGTGTGGG CTTGCACATCAATCAATGCC 251

Ai04B8327 Araip.B04 8327 c (T)10ccttttaattgggtccctgcacca(T)10caattaggtcccttttggtaagactcaattgatataaagactcaattaaaagg(A)10107 27992707 27992813 CGTGAAAATGTTTTCTCAAGAATTTA AAAATTTTTAATTAGGTCCCTATGC 235

Ai04B8328 Araip.B04 8328 c (T)10cgaatcata(T)1029 27995184 27995212 AGTTTGGTGTCCCGTTAGTGA GATAAAGATCGAAAATCAAGAAGAA 270

Ai04B8331 Araip.B04 8331 p4 (TATC)7 28 28003097 28003124 AGCATGTCCTCATGCTAAACA GGTTGGTTTTCACCAAACTCA 161

Ai04B8336 Araip.B04 8336 p2 (AG)8 16 28025387 28025402 TTGTTTGCATTGGACTGAGC TGTGCATGACCATGATTGAA 254

Ai04B8337 Araip.B04 8337 p2 (TA)7 14 28026331 28026344 TTCAAGTGCAAACGAACAGG ATTGACATTCTCCTGCCTGC 239

Ai04B8338 Araip.B04 8338 p2 (AT)26 52 28031455 28031506 TACTTTGGGGCATTTTGTCC CAAGTGTGGGAAAGTTTGGG 248

Ai04B8340 Araip.B04 8340 p3 (TCA)6 18 28040952 28040969 TTTTCATGCTTGACAGCCAG TCGAACTGAAAAGGTGGTCC 213

Ai04B8342 Araip.B04 8342 p2 (AT)8 16 28060159 28060174 GCCATAAGGGGGTAAAGAGG GGCTTTCATGAGCTTTCTGC 198

Ai04B8343 Araip.B04 8343 p2 (TA)6 12 28068401 28068412 GGATATGGGCGCAGAAGTTA TAAACCGCAATACCACTCCC 274

Ai04B8348 Araip.B04 8348 p3 (AGA)7 21 28086684 28086704 AGTGGTCTTGATGGGCTTTG AACCACATCTCCCTCTCCCT 248

Ai04B8349 Araip.B04 8349 p2 (AT)6 12 28102789 28102800 TGGAGAATTTTTGTATCCCCTTT GGGAAGCATGCTCATCAAAA 267

Ai04B8350 Araip.B04 8350 p2 (AG)8 16 28123382 28123397 AGAGAAGGAGTTGCGGATGA CGACGGTAATGAGCCCTAAA 247

Ai04B8356 Araip.B04 8356 c (CT)9c(AT)8 35 28137728 28137762 CGGGTGGATTGACGATAAAG ACGCACAGCTTTTCCAACTT 279

Ai04B8357 Araip.B04 8357 p2 (TA)6 12 28138060 28138071 AAGTTGGAAAAGCTGTGCGT AGGTGTGGGAAGTCAACCAG 249

Ai04B8358 Araip.B04 8358 p2 (TC)10 20 28142919 28142938 ACTGAGGTCTTGTTTTCCCG TCAGACAGGACAGCCTGAAA 123

Ai04B8359 Araip.B04 8359 p2 (TA)9 18 28143501 28143518 TCCCGATTGTCTGAACCTTT TCACTCCAAAGCTCAGTTAGCA 274

Ai04B8360 Araip.B04 8360 c (TC)10tgc(GT)7 37 28145152 28145188 AATGATTGCTGAGAATGGGG ATCACCATGACGTTTTGCAG 239

Ai04B8361 Araip.B04 8361 c (T)10ctaataacgtcaaaagttttcttaagagaaaaaaattaaataaacttatcattaatcattatcaagatcgctacatatc(T)12101 28149900 28150000 CCGTGATTGCAACTTGTAAGG TTTTAGCATGTAAGAATATGAGTTCAA 217

Ai04B8363 Araip.B04 8363 p2 (AG)6 12 28154833 28154844 TCGCCATAGGGAATCAGAAC GAGGCATCCCTCTTCCTTTC 148

Ai04B8366 Araip.B04 8366 p2 (TA)9 18 28166289 28166306 AGCGGTTTATCAATCTCCCC TTGATTTAGCCATTGATTGTGC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8367 Araip.B04 8367 p3 (CTC)5 15 28168089 28168103 TTATGCTGTGCAACCTCCTG CACCCACTTCAGCAGCACTA 265

Ai04B8371 Araip.B04 8371 p2 (CT)6 12 28199035 28199046 GGCTTTTGGCAAGACAGAAC AGCGACGTAGTGACGGACTT 270

Ai04B8373 Araip.B04 8373 c (CCT)9tcgcgcacgcagattt(TTC)29130 28200768 28200897 TATCTTCTTCTCCTCCCCCG TGGCAAAATGTTGGTGTTGT 246

Ai04B8380 Araip.B04 8380 c (TC)6(T)10 22 28216811 28216832 ATTTAAGTGGGGGCATGTGA AAGTTTGAAATTCGGGGACC 107

Ai04B8382 Araip.B04 8382 p3 (AAT)5 15 28221509 28221523 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 235

Ai04B8383 Araip.B04 8383 c (AG)6ttagttaggtagttttaaaaaagttaagaaac(A)1054 28221850 28221903 GAAAAAGGGTTAGTGATTTTCG TTTCAAAAAGTTGGTTTCAAAATA 280

Ai04B8384 Araip.B04 8384 p2 (CT)6 12 28230549 28230560 ACTCGAACCATCGTGGAGAC CTGATGGCAAGGGTCAGATT 280

Ai04B8386 Araip.B04 8386 c (TA)8(T)10 26 28238107 28238132 TCCCCTTTTTGCTTAATTGC TGTGGAAAAGTTGAATTTGGAA 216

Ai04B8391 Araip.B04 8391 p2 (AT)14 28 28291336 28291363 AATGATCACGATTTCGCACA GCCCACTCTTTTTGCTTTGA 199

Ai04B8392 Araip.B04 8392 p2 (CT)7 14 28294848 28294861 AGTGCCAACATGAAATGGGT CAGAGGAGCTGATGGTAGGG 261

Ai04B8400 Araip.B04 8400 p2 (AT)6 12 28338261 28338272 GGTTGGGTTAAAGCTTGGGT CATCATGAGGTCTTTCCAAGG 113

Ai04B8401 Araip.B04 8401 p2 (TA)12 24 28338615 28338638 ATCAAGTGGGCAAGAACCAT CCTTCCCAATCTCCAACTCA 247

Ai04B8406 Araip.B04 8406 p3 (TCA)5 15 28370546 28370560 TTAATTTCATCGGGAGACGG ACAACCTCCAAGGCATGTTC 159

Ai04B8407 Araip.B04 8407 p2 (AG)9 18 28379833 28379850 CAAAGAATGGGGAAATCGAA TGAAAAGTTCATAAGCCAATTTAGG 267

Ai04B8408 Araip.B04 8408 p6 (TATTTT)5 30 28385971 28386000 TTGAGTGAGCATCAAGGACG CCAAAGTGCAAAATGCAGAA 220

Ai04B8409 Araip.B04 8409 p2 (AG)8 16 28388309 28388324 AGCGATTTCTGGACCCTTTT GGAACATTGAACCTGAGAAGAA 201

Ai04B8411 Araip.B04 8411 p2 (AG)6 12 28394086 28394097 TTCTGGGCTGTTTCTGACCT GGAACATTGAACCTGGAATGA 230

Ai04B8413 Araip.B04 8413 p2 (AT)41 82 28403702 28403783 TGGAGAAATTGGGTTTGGAG AGGGCATTTTGTTCCCTTTT 280

Ai04B8415 Araip.B04 8415 p2 (TA)6 12 28423846 28423857 CGTTCAATAGCCGGTTCGTA AGTAGGACGCTTCGTGGAGA 276

Ai04B8416 Araip.B04 8416 p2 (TA)7 14 28425916 28425929 CTCGAAAATCCGAACCACAC TGGGATGATGGTGAATGAGA 127

Ai04B8417 Araip.B04 8417 p4 (ATTT)5 20 28433458 28433477 TGCATTTTAATCAAGCACCC CATTGCACAAGATTGGATGG 161

Ai04B8418 Araip.B04 8418 p4 (GTTA)5 20 28435206 28435225 GGGAGATAGGGTTGCTTTCC TCACCCTGTTCAACAAGCAC 260

Ai04B8419 Araip.B04 8419 p2 (TA)8 16 28455049 28455064 TTTCGGTGCAACAAAATCTG AGTGCAGTGCAAGGTGTGAC 259

Ai04B8420 Araip.B04 8420 p2 (AG)6 12 28455681 28455692 GTGGAGGTCACCGGTAGAAA AAATCCGTTCGTCAACCATC 186

Ai04B8421 Araip.B04 8421 p2 (CT)6 12 28456687 28456698 GCAAAGTAAAAATCTGAAATTGAAAA TACGCGTAATATGTGCCAGG 259

Ai04B8422 Araip.B04 8422 p4 (TATT)5 20 28458028 28458047 CCCATAATTCCCACTTTTGC TTTGGGTGCGTACTCTTGTG 236

Ai04B8426 Araip.B04 8426 p3 (AAC)5 15 28514242 28514256 CAATTCGTGCACCAGACAAC TCTGAGGTGCTTGTGATTGC 147

Ai04B8428 Araip.B04 8428 c (T)13gcattaaaaatttttc(A)1039 28527443 28527481 TTGCATTTGCATGTTTTGTG TGCATGCAAGAATGCTATGA 257

Ai04B8430 Araip.B04 8430 p2 (CT)8 16 28531176 28531191 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 280

Ai04B8431 Araip.B04 8431 c (A)11gaaaaaaatataggcg(A)1037 28534084 28534120 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 144

Ai04B8433 Araip.B04 8433 p2 (GA)6 12 28562337 28562348 GGAGGAGAGGAGAAGGATGG TGAACGAAGGCGACTAGCTT 188

Ai04B8436 Araip.B04 8436 p3 (GAA)5 15 28573758 28573772 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai04B8440 Araip.B04 8440 p2 (AC)7 14 28594448 28594461 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 233

Ai04B8441 Araip.B04 8441 p4 (TATT)5 20 28602990 28603009 AAAAGATGGGAATCTCTACGTCA CCGTTGCCAGGAATTGATAG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8444 Araip.B04 8444 p2 (GA)6 12 28628607 28628618 TCCTTAACAATCCACAAGCAAA TCCCCTTTCTTCCTTCTTCC 255

Ai04B8446 Araip.B04 8446 p3 (AGA)6 18 28645831 28645848 GTTGCTTATGGTGCGAAAAA TTTTCCCTGGGCTTACACTG 115

Ai04B8449 Araip.B04 8449 p2 (AT)11 22 28671535 28671556 AATAAACGGGACCTGTGACG ATTCGAATGGGAAGCACAAA 223

Ai04B8450 Araip.B04 8450 p2 (GA)20 40 28693899 28693938 CGTGTGAGCCAAGAAGACAG TTACAGGCTCAGTCGATTTCA 273

Ai04B8451 Araip.B04 8451 p3 (TCC)5 15 28694713 28694727 TTTTGCGTGCATCTTCTTCA GCAAAATTTCTATGCTGTGCG 248

Ai04B8454 Araip.B04 8454 p2 (TC)8 16 28709452 28709467 CTTTCTCCCCCTCCATTCTC GGAGGAGAGAACGAAGAAAAGG 257

Ai04B8455 Araip.B04 8455 p2 (AG)6 12 28709767 28709778 TCCTCCTCTTCCTCTCTTCCTT CCCCTTTCTCTTTCTCCCTC 279

Ai04B8456 Araip.B04 8456 c (GA)6tagatagagaggagg(GA)8aaagaaagagaggaggagagagaaaaatgggagagagagaaagagagagagaaaataaagagaagag(GA)8ggaagagaaagagaggggagggggagaaagaggggaaggggagaa(AG)6183 28709997 28710179 GAGAGGGGGAGAAAGAGGG ACGAGTAACTTTTTCTTATCTCCTTC 280

Ai04B8458 Araip.B04 8458 p3 (AAT)6 18 28731817 28731834 TTCTTGTCCTTGCTCCTGCT AAAATCCTCCCCCTCTCTCA 239

Ai04B8463 Araip.B04 8463 p2 (AT)10 20 28737546 28737565 CTCCGGTACTGCGTGAGAAT GTGTGAGGTTGATTGGCCTT 205

Ai04B8464 Araip.B04 8464 c (TG)16ta(TG)8 50 28740347 28740396 TAGTCCGCCTAAACTCCGTG AGTACGAGAAGCCCGATGAA 225

Ai04B8465 Araip.B04 8465 p2 (TA)11 22 28745664 28745685 CTGAAGCCCTGTTTTTGAGC AGCGAGAACTCAAGCGAAAA 267

Ai04B8466 Araip.B04 8466 p2 (AT)22 44 28758174 28758217 AGTTGAAAACCGAGCGCTAA GGCTGAATGGCCTTCATTTA 165

Ai04B8467 Araip.B04 8467 p2 (TA)10 20 28761141 28761160 AGAAGCCTTCACCTTCGACC AATACAAAAGCGCAAAGCGT 215

Ai04B8469 Araip.B04 8469 p3 (AAT)11 33 28764421 28764453 TGAATGCTTTGATCATGGGT TTGGACTGTATGCCCTCCTC 238

Ai04B8473 Araip.B04 8473 p6 (AAAAAT)5 30 28776693 28776722 AAGTGCAAAATGCGGAAAAT TTTTAAGTGTGGGGAGGTCG 176

Ai04B8478 Araip.B04 8478 p5 (AACCG)6 30 28793661 28793690 CGAAAACCGAATTAACCGAA TGGGTGCGATGAATACTGAA 262

Ai04B8479 Araip.B04 8479 p3 (AGA)5 15 28804169 28804183 GCTTTTGTCTTCCCTTTCCC CTCTACACTCTCCTTGGCCG 204

Ai04B8480 Araip.B04 8480 c (A)10taaaataattactaatttaaaaagaaattttgaaaaaggaggaagatatttttgaaaatt(AG)682 28804765 28804846 GAGAGAAGGAGGGAATTTTCG AGGTGTGGAGCTCTGCTGTT 240

Ai04B8482 Araip.B04 8482 c* (TTTA)6(TTA)5* 36 28817006 28817041 AAATGCAATGAATAAAAGTATGCAA CGCCCTGTTTTTCTCCTTTC 261

Ai04B8483 Araip.B04 8483 c* (TTTA)6(TTA)5* 36 28825238 28825273 AAATGCAATGAATAAAAGTATGCAA CGCCCTGTTTTTCTCCTTTC 261

Ai04B8497 Araip.B04 8497 p4 (AAAT)5 20 28871486 28871505 TTGATCCTTAACAACACAAAGCA CCAACTTTTTCTCTCTCGCC 259

Ai04B8499 Araip.B04 8499 p2 (AT)6 12 28874899 28874910 GGAACATTTTCTTTTGGTCTGC CAAGATTTTGGGACGAGGTC 238

Ai04B8500 Araip.B04 8500 p2 (AT)6 12 28875879 28875890 TCCTCTGCATCTTGTCATGC GCAAGGATCAAAGCGGATTA 255

Ai04B8501 Araip.B04 8501 p2 (AT)8 16 28876909 28876924 CGTCAGAAAATCAACAGGGAG GCTTTTGCCAAACCCTAACA 206

Ai04B8502 Araip.B04 8502 p4 (TATC)5 20 28879168 28879187 GCCAAAATGAACGAGTTTTGA ATGCTCGACACCAAGGTTCT 235

Ai04B8504 Araip.B04 8504 p3 (TAT)41 123 28879882 28880004 TGCCCATTCCCTATTTCAGT ATGCCATCTGTGCTTTTGAA 259

Ai04B8506 Araip.B04 8506 p3 (ATC)5 15 28894791 28894805 CCCTCAAGTTTTCGATTTGC GGAGGTTGACAGTGGTTGCT 200

Ai04B8508 Araip.B04 8508 p3 (TGA)5 15 28895948 28895962 GTGGAGATGACGGTGAGGAT CTCCAAACCCTACCCTACCC 116

Ai04B8509 Araip.B04 8509 c (TGA)7gagggttg(TGA)750 28902053 28902102 TGATGGTGGTGGAGAAGACA CCCTCAAATTTTCGATTTGC 206

Ai04B8512 Araip.B04 8512 c (A)10ccccaacccggcccctgacaaaaaaaataaatccaacccggttcctgacaattacttcgaaaggacaacgagctcctgtgc(A)11102 28913286 28913387 AGAAAAACCCAAATCAGCCC TGGCCCCTGACAATTATCTC 280

Ai04B8513 Araip.B04 8513 p2 (AT)7 14 28913948 28913961 TTTAGTTGAGCCAATGCGTG CGTGTGCGAAGAAGAAGGTA 272

Ai04B8515 Araip.B04 8515 p2 (AT)7 14 28915088 28915101 GCGCGCGTATATGTAAATGA TTGGAATGAAATGTGAGCCTT 262

Ai04B8522 Araip.B04 8522 p3 (TGA)5 15 28946451 28946465 TGGGTTTCAGGGAGAGTTTG GGAGCAACAGAGACTTTGGC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8527 Araip.B04 8527 p4 (CACT)7 28 28985964 28985991 CCAAAAACAAACCCTAATTCTCA CAGCTTCCCCCTTTCTTTTC 244

Ai04B8532 Araip.B04 8532 c (T)10cgtaaaagagaataaaaattaattagttaaaaaaaagaaa(T)1060 29026146 29026205 CTGAACGCCAGAAAGTCCTC TCGAAAATATCATCCCTCTTTTTC 249

Ai04B8535 Araip.B04 8535 p2 (CT)8 16 29040646 29040661 TCGAAAACCAACTAACAACTTTTTC GAGGGAATAAGAAGAATTCGAACA 272

Ai04B8537 Araip.B04 8537 p2 (TC)11 22 29047002 29047023 TTCGAAAACTCCTCACCACTTT GGGAGGAAGGGTTCGAATTA 221

Ai04B8540 Araip.B04 8540 p3 (ACA)5 15 29062344 29062358 ATGCCATTGCACAGTCACTC TGAATCTGCTTTGAATTTGCC 250

Ai04B8545 Araip.B04 8545 c (T)12gatttttatgattttatgaa(T)1042 29111299 29111340 TCGAAAAATGCAAGATGCAC GAAAGCTTGGCTGGCTAGTG 256

Ai04B8546 Araip.B04 8546 c (T)10cgaaaacaggtgagaaaattttgaaata(T)1048 29111694 29111741 GGTTGAAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 235

Ai04B8547 Araip.B04 8547 p2 (AG)10 20 29115620 29115639 TGCCTTTTTCTTTGTCCCTG AACATCTCTCCCTCACCCAC 184

Ai04B8548 Araip.B04 8548 p2 (AG)7 14 29115855 29115868 GTGGGTGAGGGAGAGATGTT TTTCTTATCTTTTTCAAAACCACC 248

Ai04B8553 Araip.B04 8553 p2 (AT)8 16 29126530 29126545 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 204

Ai04B8554 Araip.B04 8554 p3 (GTG)6 18 29132037 29132054 ATTTGGTGGAAGTAAGGGGG CAAAACCGAATCCATCCCTA 191

Ai04B8557 Araip.B04 8557 p2 (AT)9 18 29153017 29153034 TAAAACAGAGGTGGCAAGGC TAGATGCAGGTCGAAAGGCT 278

Ai04B8558 Araip.B04 8558 p3 (TGG)7 21 29155886 29155906 GGTAGTCCTTCAAGAGGGGG GTGCCAGAATCGAAATCCTC 260

Ai04B8560 Araip.B04 8560 p2 (AT)9 18 29162598 29162615 GACCTCAGGATGCCAGAGAC ATTGAGGAGGTTCGGAAGGT 227

Ai04B8561 Araip.B04 8561 c (CTT)5tt(TCA)17(TCT)1098 29171564 29171661 TTCCTCTCCCTCCTCTTCATC TGAATGTAAGTTCATCCTTTTCCA 278

Ai04B8562 Araip.B04 8562 p2 (CT)6 12 29173069 29173080 AACGCAACCCTATCCCTCTT TCTGCTGCAATTAGGGAGGT 185

Ai04B8563 Araip.B04 8563 p2 (CA)8 16 29173378 29173393 TCCCTCCTTCCTTCCTTCTC TCAACTGCAAGAGCACCATC 226

Ai04B8564 Araip.B04 8564 p3 (GTT)6 18 29173605 29173622 GATGGTGCTCTTGCAGTTGA ACCCCCTTCCATAACACACA 232

Ai04B8565 Araip.B04 8565 p2 (TC)13 26 29191647 29191672 CAACTTTTGGGGCATTTTGT TTTGGGAACTTTGGTTGAGG 196

Ai04B8566 Araip.B04 8566 p2 (AC)6 12 29192785 29192796 TCACTGGAATGAGGTGAGTGA TGCTTCATTATCCATTTCGC 258

Ai04B8568 Araip.B04 8568 p2 (AG)6 12 29195970 29195981 AAAATTAGTGATACAGCCATATTGAGA AGTTGTTAATTAGTCGCACCTCA 175

Ai04B8569 Araip.B04 8569 p3 (GAT)5 15 29202490 29202504 CAAAACTTTTTAACCATGACACGA TTCAAAACTTTTCTTCCTCCTCC 157

Ai04B8570 Araip.B04 8570 p3 (AAG)10 30 29203227 29203256 TTGGACTTGTGCCTCTTTGA TCTTTTGTTATGGTTGTTGTCACC 258

Ai04B8571 Araip.B04 8571 p2 (TA)6 12 29208630 29208641 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai04B8573 Araip.B04 8573 p2 (AT)8 16 29229722 29229737 TGGAATGTTATGCAATGCAAC CAAATTCCAGTGAGGGTTCAA 256

Ai04B8586 Araip.B04 8586 p2 (TA)8 16 29373955 29373970 CCCAACACTTTTGCATTTCA CCACGCAAATAAGCTCAAAA 250

Ai04B8587 Araip.B04 8587 p3 (AGA)6 18 29376570 29376587 TTAGAATGTTGCTCGCCCTT TTCACATCTCTCTCCCACCC 125

Ai04B8588 Araip.B04 8588 p2 (AG)6 12 29378081 29378092 TTTGGGTGGGATGAAGTGTT TTTTGTTTGTTTCTCATCTTCTTCA 269

Ai04B8591 Araip.B04 8591 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttttattaactaattatttttatttttgattttaaaatttttc(A)10109 29408087 29408195 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 237

Ai04B8592 Araip.B04 8592 p3 (TAT)5 15 29408428 29408442 TCGAAAATTCTCCCTCTCCC GTTCTTGTCCTTGCTCCTGC 237

Ai04B8594 Araip.B04 8594 p3 (TTC)6 18 29420721 29420738 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 246

Ai04B8596 Araip.B04 8596 p2 (CT)6 12 29425645 29425656 GGAACATTGAACTTGGAATTGA TTTCTGGGCTGTTTTTGACC 208

Ai04B8597 Araip.B04 8597 c (TTAT)5ttgaatatttttttattttttttc(T)1357 29426958 29427014 TTGACTAACCTAAGCTTTCGCC TCCATGTGCATTGATATGTTATG 276

Ai04B8598 Araip.B04 8598 c (TTAT)5ttgaata(T)11ggaatcataaaagcaaacataacatatcaatgcataagga(T)1189 29432864 29432952 TTCCCACTTTTGTATCACATACTCA TGCACAGTGCTTCATTGACA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8599 Araip.B04 8599 c (TTAT)5ttgaata(T)11ggaatcataaaagcaaacataacatatcaatgcacaagaa(T)1189 29436340 29436428 ACCCGTAATTCCCACTTTTG TGCACAGTGCTTCATTGACA 268

Ai04B8603 Araip.B04 8603 p3 (CTT)5 15 29459438 29459452 TCTTGACTTTCCCATGGAGG ATGGGCTTCTAGGCACTCAA 216

Ai04B8608 Araip.B04 8608 p3 (TTC)5 15 29503095 29503109 CTCCCAAACCCAACCCTAAT TAAAATGTTTGCTCGTCCCC 199

Ai04B8610 Araip.B04 8610 p3 (ATT)10 30 29526619 29526648 GGAGTTTAATTTCTTTGCTTTTGC TCCTTGCATTCCTTTATTTGG 272

Ai04B8611 Araip.B04 8611 p3 (ATT)20 60 29527319 29527378 TTTTGGCTCTCCAAAAATGA AGGGAAGCCGACATGGTAAT 273

Ai04B8612 Araip.B04 8612 p3 (ATT)6 18 29529535 29529552 ATTCAGGCTACCTTCGGGAT TCCCTTGCCAGCAAACTTTA 161

Ai04B8613 Araip.B04 8613 p3 (AAT)5 15 29539416 29539430 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 171

Ai04B8614 Araip.B04 8614 p2 (AG)6 12 29539716 29539727 GGGTGAGGAGAGCAGAGATG TTTTTGTTTGTTTCTTACCTTTTTCA 246

Ai04B8615 Araip.B04 8615 c (A)10tgcaagatgaacatgcaattgacaccaaacttataacataacacaagactcaaacaagaaacacaaaaaatatttttgatttttatgattttatga(T)12118 29540653 29540770 GAAGAACACTATGAATGCATGAAA TATTAAGCCATGCCTGACCC 278

Ai04B8617 Araip.B04 8617 p4 (ATTT)6 24 29555349 29555372 GCAGAGAATTCCCAGTGAGG TAGCACCCCCTCCCTAGTTT 249

Ai04B8619 Araip.B04 8619 p2 (TC)6 12 29573971 29573982 GGTTAAACCTCCGTGATGAA CCTGGAGTCTTCCTAAAATATCG 256

Ai04B8621 Araip.B04 8621 c (C)14tct(TC)8 33 29579911 29579943 TGCTGCCATGAGTAGTGGAG TGATGCCAACACACACCTTT 255

Ai04B8623 Araip.B04 8623 p2 (AT)11 22 29585435 29585456 TGAGTGACAAAGTCATCCGC CAACCGAGACATTTCCAACA 225

Ai04B8634 Araip.B04 8634 p2 (TA)7 14 29651691 29651704 GGGGACAAAATTACCCCAAT ATGAAATGCAATGCAAGCC 270

Ai04B8636 Araip.B04 8636 c (T)10attttctttttctcacttctt(TA)1255 29663184 29663238 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 245

Ai04B8644 Araip.B04 8644 p3 (TGG)5 15 29679322 29679336 GAACACCTGGTCTATGCGGT GGTAGTTGAGGCAGCAGGAC 169

Ai04B8645 Araip.B04 8645 c (CG)6atttgcgcttgcgcgtggcttgggtttt(TC)856 29682500 29682555 CCTTGGCCCAGATAGTTGAG AGTTGTTTGGAAAAACCCCC 206

Ai04B8646 Araip.B04 8646 c (A)11gaaataagacaacaaataaacaa(T)1044 29691602 29691645 TTGTTTTGTCATAATAGGCTCGAA GAGGTTGTGCGGGAAAATTA 235

Ai04B8648 Araip.B04 8648 p2 (AT)7 14 29692302 29692315 TGTGGCTCATGCTTCTCTTG AAGATTTATGCCATCCTGCG 228

Ai04B8649 Araip.B04 8649 p3 (AGC)5 15 29699250 29699264 CTTGAACGCTGGTTTCAGGT TGCCCTCTCTTAGGAGCAAT 107

Ai04B8652 Araip.B04 8652 p3 (ATA)5 15 29731876 29731890 TCTCAAACATATGAAACACACAAAAA AAGATCCACAAATTTTGCTTCAA 156

Ai04B8654 Araip.B04 8654 p2 (TA)7 14 29732152 29732165 TTTTGATTTTGAGCATATATAACTTTG TTATCTCTCTCCTTTAATTCTTCTCAA 163

Ai04B8655 Araip.B04 8655 p2 (TA)17 34 29734545 29734578 AAAAATTCTTACTTGGATAGTTGGAT TTTGCCACCACAACTACTGG 258

Ai04B8661 Araip.B04 8661 c (AT)8acacaaaagaaaaaaagaaaaaaagaaaaaaagagaaaaag(A)11ggggacaaaaatgccccaaagtgaagttc(A)12109 29755118 29755226 GGAATTGGATACATATTCACGC CCCATGATTCCCACTTTTTC 268

Ai04B8664 Araip.B04 8664 p2 (AT)6 12 29762105 29762116 CCTTGATCATGTGATTAGAATCGT TCAACTTTCATGATTATTTCGTTCTC 212

Ai04B8669 Araip.B04 8669 c (A)10(GAT)6 28 29779323 29779350 CCCCTTTCAAGTAATTTTGCAG TCTTCCCTTTCCTCCTCTTCA 208

Ai04B8670 Araip.B04 8670 c (T)12cttatttctttctttcttttagttgaatgaatgcagatttattctttttcaagtaattttgtagcattatatatttttttatttaatttc(T)10112 29779537 29779648 CCAAAATTTGCTATAAATACACAAAAA TGATGACGTTACCTGATCCAA 249

Ai04B8671 Araip.B04 8671 p3 (AGA)5 15 29779973 29779987 AGGAAGAGGTGATGGTGGTG CAGTCTTGCTGCACGTTCTT 139

Ai04B8675 Araip.B04 8675 p2 (TC)8 16 29793268 29793283 AACCAAATTGGCAACATCAA AGGCTGGAGAATGGAGGAAT 239

Ai04B8676 Araip.B04 8676 p2 (TA)6 12 29795188 29795199 TGGATTGGAATGCCAGCTAT TTTTGGCCATTTAAAGTAAAATCT 181

Ai04B8677 Araip.B04 8677 p5 (TAAAA)5 25 29795470 29795494 AAGCTAAGAATGCAAATCAAGC CACCATCTTTGGCGAATTTT 234

Ai04B8680 Araip.B04 8680 p5 (AAAAT)7 35 29810955 29810989 TTGTGCCTAACGCATACCAG ACAACCCACCACGGTATGAT 280

Ai04B8684 Araip.B04 8684 p2 (AT)6 12 29833759 29833770 GGCTAACCATAGAGCCCCTC GTCAGAACATGTCCCCGAGT 170

Ai04B8687 Araip.B04 8687 c (ATA)6gtagtagcctcgaagttcaacttattgtactttgaaaaatgataattatatttgagaataataatgt(A)1398 29847566 29847663 GGCTGGGTTATGACTACTGGA GGGCTAATCCCCGTATCAAT 254
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Ai04B8688 Araip.B04 8688 c (ATA)6gtagtagcctcgaagttcaacttattgtactttgaaaaatgataattatatttgagaataataatgt(A)1398 29849008 29849105 GGCTGGGTTATGACTACTGGA GGGCTAATCCCCGTATCAAT 254

Ai04B8689 Araip.B04 8689 p2 (AG)6 12 29854912 29854923 AATGGGGGAATCAACAACAA TTGGGAATATTGAACCTGGAA 166

Ai04B8692 Araip.B04 8692 p2 (AT)11 22 29861443 29861464 AAAAAGGACATTAATAATCCGAAA TGACAGTCACAGGTCAAAGGA 240

Ai04B8693 Araip.B04 8693 p2 (TA)7 14 29862465 29862478 TCAGATCCTAACTGATTTTGTTTCA CCATGTTCCTCTACTCTTGGC 172

Ai04B8695 Araip.B04 8695 p3 (AGA)6 18 29875465 29875482 TGACAGAAACGACGGCATAA AGGGGGAAGGAAAGAATGAA 241

Ai04B8697 Araip.B04 8697 p3 (AAT)5 15 29878548 29878562 GGCTCCAAAGTTGAGCACAT ACCCACAGTCCGCAAAGTAG 255

Ai04B8698 Araip.B04 8698 c (T)13ggcaaggggtattttttcaa(T)1144 29879836 29879879 CTGAAAAATTGGGACCACCA TGGAAGAAGTTGTGTTTTGGC 115

Ai04B8701 Araip.B04 8701 p2 (TA)11 22 29887314 29887335 GAACCGAGTTGGAAGCTTTG TCATAAGACAGAGGTGGTGAGG 169

Ai04B8704 Araip.B04 8704 p4 (AAAT)8 32 29897538 29897569 TGGCGACGATGAGATAGATG GGGTTGTGGCATTTTTCAAT 258

Ai04B8707 Araip.B04 8707 p2 (TA)7 14 29900430 29900443 CAGCCCTAAACCCTGTTTCA ATGCGCATGCATGAAAATTA 124

Ai04B8710 Araip.B04 8710 c (TCT)6catttttttcgttatttttctctttcgttatcatcatcaccaatgcca(CCT)581 29905675 29905755 TGCACGTTCTTCTTCTCCTG GATGATGAAGATGATGGGGG 178

Ai04B8714 Araip.B04 8714 c (T)10aaaaaaaataatatatacaaggagagaatgaagaattctcataatatgagaattctaaagaaaaaaaaatatgaaaattaaattaaatt(A)10109 29908835 29908943 GACAGAAGGCGTAGAAAGCG CAAGGAGTGGTTTGTTGCAG 278

Ai04B8715 Araip.B04 8715 p2 (AT)9 18 29911050 29911067 GGGTTTTATAACCGAAAGCG TTGCACAATAGGAGGGTCAA 238

Ai04B8716 Araip.B04 8716 c (TA)6aaattgtaaaaataatctttttatcactttggatattttaactttttttc(T)1072 29913538 29913609 TTTCTACTGCTCTCTCTTACCCTTTC AACGCAAAACAAAATTACACG 181

Ai04B8717 Araip.B04 8717 p3 (TTC)5 15 29921657 29921671 CTCCCAAACCCAACCCTAAT CTGGCCTTAGGTGCCATAAA 266

Ai04B8720 Araip.B04 8720 p2 (CT)8 16 29936388 29936403 TTGATTTTCAAATTTGTTTCAACT GAGAGAGGGAGAGGATTTTCG 257

Ai04B8721 Araip.B04 8721 p3 (TAT)5 15 29936710 29936724 CGAACCCTCTCTTCCATCTG TTCGACTGCCATCTCCTCTT 277

Ai04B8722 Araip.B04 8722 p3 (TCT)6 18 29938687 29938704 TTTTCCATCCACCACTCACA TTAGAATGTTGCTCGCCCTC 108

Ai04B8726 Araip.B04 8726 p2 (CT)6 12 29966434 29966445 AGTGTCACCCCCTTCCTTCT CAAACGGGCTAAAAACGCTA 157

Ai04B8730 Araip.B04 8730 p3 (GGT)5 15 29978091 29978105 GCCATCCTCAGTGGCTACAT TCCTTGTTTCTTCGCGATCT 196

Ai04B8732 Araip.B04 8732 c (T)10gagctttctttttcttttcttttta(T)1045 29985921 29985965 ACACCTTCACACCACAAGCA GGCTCTTGAAGAACAGCGAA 248

Ai04B8734 Araip.B04 8734 p2 (TA)7 14 29995929 29995942 TTTCAAATCAATTGGGGTGC TACCCCCTTGCTCATCTTTG 251

Ai04B8735 Araip.B04 8735 p3 (CTC)11 33 30004860 30004892 ATCAAGGCATCGAATGGAAT TGAAGATGAAACACGCGAAG 274

Ai04B8736 Araip.B04 8736 p3 (AAG)5 15 30005496 30005510 TTCATCATCTTCCAAGTAATTTTG TCCCTCCTCCTCATCTTCTG 204

Ai04B8737 Araip.B04 8737 c (GAG)5gtggaggtgttggtgacgacgataac(GAA)23110 30005965 30006074 GCCGTAAAGCAAAGGTTAATCA GCAAGTTGCGGCTAGTTCTC 250

Ai04B8738 Araip.B04 8738 p5 (TAAAA)5 25 30015478 30015502 TCTGGACTGCTCATTTCCACT TTTCTCAAAAATCCTCACCCA 230

Ai04B8739 Araip.B04 8739 c (T)10gaaaaagatttgaattttgaaattttaaaactaagataagat(A)1062 30016080 30016141 TTTTGGAAAGATTTGAAAATTGA TTGTTTTTCTCTTTCCTCATTGAA 275

Ai04B8743 Araip.B04 8743 p3 (GAA)5 15 30032420 30032434 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai04B8746 Araip.B04 8746 p2 (TC)6 12 30087480 30087491 CAAGCATGAAAGTTTTGAGCC GCATTCATGCACAAAGCAAT 141

Ai04B8751 Araip.B04 8751 p2 (TG)6 12 30118381 30118392 TTCACCCATTAACTGCAATG CTAATGGCCAACGTGGAACT 278

Ai04B8755 Araip.B04 8755 c (CAC)12(CAA)8 60 30129492 30129551 TCCCCAAACAAAATAAGGCTC TCATGTAACCAACCCCACCT 235

Ai04B8756 Araip.B04 8756 c (GA)9gc(GA)9gc(GA)9gc(GA)9gc(GA)9gc(GA)9gc(GA)9138 30132479 30132616 GACGAAGTTGCTCATGCAAA TCCTTCTGTCTTGCATTGGTC 255

Ai04B8765 Araip.B04 8765 p4 (TATT)5 20 30151127 30151146 TTTTGAAATTCCCTCTCTCTCA TTCTTATCCTTGTTCCTGCTCA 280

Ai04B8767 Araip.B04 8767 p4 (TAAC)9 36 30161614 30161649 TCCAACACGTAGCACCAAAA CCTGCCCTATTCACACACCT 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8769 Araip.B04 8769 p2 (AT)22 44 30172427 30172470 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 250

Ai04B8770 Araip.B04 8770 p2 (TA)6 12 30180940 30180951 CCATGTTGAGAACCTCCGAT GGAGAACCCAAAAGAAACCC 263

Ai04B8771 Araip.B04 8771 p2 (TA)6 12 30183399 30183410 GGTTACCTTCGCGAACTGAG AAAAGCGCAACACTCCCTAA 133

Ai04B8773 Araip.B04 8773 p2 (AT)19 38 30189171 30189208 ACTCGACTTGCGAAGCAAAG TCGTGAGGCACCTCATTAAG 277

Ai04B8775 Araip.B04 8775 c (T)10ctccaccccctctgcgacacagacgcgtcgctgatgcgatcacgtcgcgtggcaaaa(T)1077 30197211 30197287 CAGCCGGACTCTCTGTTCAT TGCTTTCGTGCTCTTTCATTT 241

Ai04B8778 Araip.B04 8778 c (A)10tccatgtgcattgataatgctatgtttacttttatgctttc(A)1465 30211230 30211294 TACGGGAAAACTGTGGGAAC TTGGGGTAATTTTGTCCCTTT 209

Ai04B8779 Araip.B04 8779 p2 (TA)14 28 30217649 30217676 TTCCGGTGCGCTACTCTAAT AAAAGGGATAGGAGTTGTGATTTG 276

Ai04B8780 Araip.B04 8780 p2 (CT)6 12 30239755 30239766 TTTCTTATCTTTTTCAAAACCACC GCAGAGATGTGAGATGAGGAGA 263

Ai04B8783 Araip.B04 8783 p5 (TTTTC)5 25 30247447 30247471 TTCTCACCTCCATTACCAAGG GAAGGTGAACATGCAAGCAA 268

Ai04B8784 Araip.B04 8784 p2 (TA)6 12 30249483 30249494 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai04B8789 Araip.B04 8789 p3 (AAT)5 15 30306997 30307011 CCCACGGAGATTGTTGGTAT CATTGACAACAGTGATGCCC 273

Ai04B8791 Araip.B04 8791 p3 (GAA)5 15 30310404 30310418 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 241

Ai04B8793 Araip.B04 8793 p2 (AT)7 14 30315361 30315374 GCCAGGCTTCTACATGCTTC TCGAGTTTGGACAACTGACG 228

Ai04B8794 Araip.B04 8794 p3 (AAT)5 15 30315821 30315835 AGTCAGGCGGATATCAATGG ACCGTCAAGAGTTCGCTCAT 233

Ai04B8795 Araip.B04 8795 p2 (GC)6 12 30317255 30317266 CCCAAAATGAGGTGCAAAAT CATCTGGGGCTTCGAAATAA 146

Ai04B8800 Araip.B04 8800 p4 (TTTA)6 24 30343412 30343435 CCAATTTTTGAAAATCACTAACCA AACACAAAGAGGGGGAGAGG 257

Ai04B8801 Araip.B04 8801 c (CT)6aattttcgaaaatatctcccccttttttcaaaaatttctttttaattaactaattatttttatttttatttcaaaaattttcg(A)11106 30353224 30353329 CCTTTTCAAAATTTGTTTCAACC TAGAATAGGATGGGGGAGGG 271

Ai04B8802 Araip.B04 8802 c (A)11gagaaaagcaaaaaaatatgcg(A)1043 30354082 30354124 TGAAGCAAGAAAAAGCAGCA TCCCCAAGCAACTGAAAATC 132

Ai04B8806 Araip.B04 8806 p3 (GAA)5 15 30372819 30372833 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai04B8807 Araip.B04 8807 p2 (AG)6 12 30376093 30376104 TTGAAAAAGAGGGAGATATTTTCG TTGATTTTCAAATTTGTTTCAACT 118

Ai04B8808 Araip.B04 8808 p3 (TAT)5 15 30395139 30395153 CGTGGAAAGAAAGTTCGAGG ACATCCCCTTTTTCTTCGCT 223

Ai04B8810 Araip.B04 8810 c (A)10tttttggaaattaaaaatatgcaattaacaccaaacttaaaaattgacactagactcaaacaagaaacatcaaatttttttggttttatga(T)10111 30430298 30430408 TGAAGATTATGAAGGACACATGC TGTCTAATTCCTTGACCGGAG 265

Ai04B8815 Araip.B04 8815 p2 (TA)6 12 30469249 30469260 AAATGCTTTTTCTCCAATCTCAA ATGGGTTTATCAACCTCCCC 274

Ai04B8817 Araip.B04 8817 p3 (TAA)5 15 30476517 30476531 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 256

Ai04B8818 Araip.B04 8818 p2 (AG)8 16 30476858 30476873 AATGAGATGGGAGAGGGAGAA TTCTTACCTTTTCAAAATTTGTTTCA 278

Ai04B8822 Araip.B04 8822 p3 (AGA)5 15 30484779 30484793 TAGAATATTGCTCGCCCTCG ACCCACCTCACCCTCTCTCT 148

Ai04B8827 Araip.B04 8827 p4 (TAAA)5 20 30500829 30500848 CAAGAGGAAGAGAGGGTTCG TCCCTCTTTTTCAAAATTCCC 183

Ai04B8828 Araip.B04 8828 p2 (TC)6 12 30505850 30505861 TCCAACATGCAATCCCATTA TACATCACCGTCGAGCAGAG 240

Ai04B8829 Araip.B04 8829 c (GT)6gcttgagtt(TG)633 30506318 30506350 CGTCCACGCTCTCTCTCTTC CCACACCAACCCTAACCCTA 195

Ai04B8831 Araip.B04 8831 p2 (CT)7 14 30510287 30510300 TCTTGTGATTTCTTGTGAACCAA GAAAAAGAGGGAAGAGATTTTCG 278

Ai04B8832 Araip.B04 8832 c (A)12gaaaaaaaatagcg(A)1036 30515021 30515056 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 174

Ai04B8834 Araip.B04 8834 p2 (TA)6 12 30519787 30519798 TTCAACGCAATTCTTACGCA AAACAGCGATACGATTTCGAG 234

Ai04B8835 Araip.B04 8835 p2 (CT)8 16 30522760 30522775 TGACGAGGCTGATGACAAAG AACCGACCACGAGAGAAAGA 194

Ai04B8836 Araip.B04 8836 p2 (GT)14 28 30523031 30523058 TCTTTCTCTCGTGGTCGGTT TCTGTGCGAAGTTTGTGGAG 280
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Ai04B8837 Araip.B04 8837 p2 (TC)6 12 30534181 30534192 CCCTTTTCTTCCTTCTTCCC GCCAAACAAATTTGCAACAA 264

Ai04B8838 Araip.B04 8838 p2 (GT)6 12 30548281 30548292 TTTTCGCATGCGTATGTGTT GTGCGAAAAGAGCGAAAAAC 132

Ai04B8839 Araip.B04 8839 p2 (GT)6 12 30549084 30549095 ATTTTTCTCGTTTTCGCACG AAGCGAAAAACACCCATACG 274

Ai04B8840 Araip.B04 8840 p2 (GT)7 14 30549972 30549985 CATTTTTGCACGCGTATTTG GAGCGAAAACAAGCGAAAAC 170

Ai04B8841 Araip.B04 8841 p2 (GT)6 12 30553962 30553973 GTGGGTGTTTTTCGCTCATT CACACACACATGCGAAACAA 209

Ai04B8843 Araip.B04 8843 p3 (ACA)5 15 30566622 30566636 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai04B8845 Araip.B04 8845 c (A)10gtaacttatgaacctatccaaacgagccttatatatgaatatactctctatttcaaattttgataattaatgtttctgacttcgataattaatggg(A)11117 30589780 30589896 TTTACAATGCTGCGATTTGG AAAGTGTGAGATGCACGTTGA 241

Ai04B8846 Araip.B04 8846 p2 (CT)7 14 30590229 30590242 GGGGCTACCTTCTCCTCATC AAGGGTGTCATGGAGAAAGC 279

Ai04B8847 Araip.B04 8847 p2 (TG)6 12 30597161 30597172 TCAAATTCCAATTCCCGAAC AAAATGGCAAGCAAGAACTCA 223

Ai04B8849 Araip.B04 8849 p2 (TG)9 18 30609890 30609907 CAAATTCACAACTTCACCAACAA GCACGTCGCTATCTTCTTCC 162

Ai04B8850 Araip.B04 8850 p2 (AG)6 12 30610009 30610020 GCTCAGGGAAAAGGGACTCT CCATTGCTAAGCCCATCACT 231

Ai04B8854 Araip.B04 8854 c (AG)6ggttagttaggtagttttgaaaaagataagaaacaaacaaaa(AGTT)574 30645250 30645323 GAAATTTTGAAAAAGAGGGAAGA TTTTCCAAAAACTAATTTCAAACA 238

Ai04B8856 Araip.B04 8856 p2 (AG)7 14 30655554 30655567 GATCCACCAAGCAAGCCTAA TGCCTTTGATTAGTGTGATTTGA 195

Ai04B8857 Araip.B04 8857 p2 (AT)8 16 30660321 30660336 GGGTCTCATCCCCAATCTCT CAACAAGCACCAAAGCTCAA 135

Ai04B8860 Araip.B04 8860 p3 (AAT)5 15 30686994 30687008 TTCTTGTCCTTGCTCCTGCT TCTTCCCTCTTTTTCAAAATTTCTT 278

Ai04B8861 Araip.B04 8861 p2 (GA)6 12 30687238 30687249 AGTAAGGGAGAGATGTTAGTAGATGAA TTTCTTATCTTTTTCAAAACCACC 255

Ai04B8866 Araip.B04 8866 p2 (TA)6 12 30736645 30736656 TGAGATTGCGGATATGGTGA AGTCGTGACTTGCGGAGTTT 207

Ai04B8867 Araip.B04 8867 p3 (TGG)5 15 30745044 30745058 TGCCTCTGCTTCTGATTTTG CCACCACCAGCACCTTTACT 232

Ai04B8871 Araip.B04 8871 p2 (TC)26 52 30750959 30751010 GTCACTCTCTTGCTTGGCGT TTTGGTGTCAAAAACATCGC 263

Ai04B8878 Araip.B04 8878 p3 (GAA)5 15 30763663 30763677 TGGAGCTGTCAAGCATCAAG ATAGAAGGGGAAGCCTCCAA 240

Ai04B8880 Araip.B04 8880 p2 (AT)6 12 30764538 30764549 TCAGCAAAAAGGGGCTAAGA TGCATCGCACTAGTTTGACA 212

Ai04B8882 Araip.B04 8882 c (AAT)5ttatgatttaaaagaataatctgt(A)1049 30766274 30766322 TCGAGATACAATAATCCTCTTAACTG CAACAACAAAAAGTCAAATTTAAAAGA 277

Ai04B8884 Araip.B04 8884 p2 (CT)6 12 30775971 30775982 TGAGAATTCATAAACTAAAGTGGCA TTAGAAGCTGCAGAGTGGGG 258

Ai04B8886 Araip.B04 8886 p2 (AG)6 12 30783932 30783943 ATGCATCCATTCAGGAGGAG TGAACCTGATAAAGAGTTGAAATCC 150

Ai04B8887 Araip.B04 8887 p3 (AAT)5 15 30789238 30789252 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai04B8892 Araip.B04 8892 p2 (AT)9 18 30837815 30837832 GGGAACTTGGGTTGATGAAA CCCACTTTGCATCACATACTC 280

Ai04B8893 Araip.B04 8893 p2 (AT)7 14 30838420 30838433 GTTTCCTGCTTTCATGAGCC GCATGTCCTCATGCTAAGCTC 231

Ai04B8896 Araip.B04 8896 c (A)10ttctaagttctgaacataaaaatttaaaaaaaaacaaaaaaaataacaattc(A)1072 30845334 30845405 AGACCTTGGGACATTGGTTG GAGCTTCACTTTGCTTTGGG 235

Ai04B8897 Araip.B04 8897 p2 (TA)7 14 30850464 30850477 AGGAGAAACGGATCAAAGCA CTCAACTTGAAATTCACCCAAA 279

Ai04B8901 Araip.B04 8901 p2 (AT)6 12 30872961 30872972 GTTTGATTTCCTCCCCCATT CTGCCTTTTTCTCCCAACAA 275

Ai04B8903 Araip.B04 8903 p3 (GAA)6 18 30886773 30886790 TTGAAGCAAGCCATGAAGTG GTCCATCCCAGTGCATCTTT 271

Ai04B8906 Araip.B04 8906 p2 (AT)6 12 30916482 30916493 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 244

Ai04B8910 Araip.B04 8910 p3 (AAT)5 15 30943588 30943602 CAGGCGGATATCAAATGGTT CCATTGACAACTGTGATGCC 221

Ai04B8911 Araip.B04 8911 p3 (AAG)6 18 30947307 30947324 CGGTCTTAGGTGCCATCAAT AACAAAACCCTCTCATCCCC 181
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Ai04B8915 Araip.B04 8915 p3 (TGA)5 15 30960986 30961000 CCCTTCCATCCTTTCTTTCC CAGTGACACCCACGTGAATC 263

Ai04B8921 Araip.B04 8921 p2 (AT)7 14 30978766 30978779 AGGCCTTTGTTTCACTGAGC TGGGGAATTTTGTCTCCTTTT 265

Ai04B8922 Araip.B04 8922 p2 (AG)11 22 30980115 30980136 TTTTGACCCAGTTTTCAGCC GGAACATTGAACCTGTGATTGA 226

Ai04B8924 Araip.B04 8924 p3 (TTA)50 150 31002832 31002981 TCAAATTGATAAGAATGAAGAATGAAA TGAAAAGTTGTGTATGAAAGTTGC 221

Ai04B8925 Araip.B04 8925 p3 (TTA)8 24 31010600 31010623 CATGTAAAGCGATATATTAGGATCAGA TTTTTGTCTTCCCTCTCTTCAA 280

Ai04B8931 Araip.B04 8931 p4 (ATTA)12 48 31022738 31022785 CTAAGCTCCGCCCCTAAGTC CCAATAACAATTTTTACATCGGA 255

Ai04B8932 Araip.B04 8932 p2 (AT)7 14 31024989 31025002 TTAGCCCAAAGTCGAACACC GGTGAGGTTGTGAGGCAGAT 226

Ai04B8933 Araip.B04 8933 p2 (TC)6 12 31030931 31030942 CCCCAAACCCTTCTCTTCTC CCAAACGGACCAAAAACACT 143

Ai04B8935 Araip.B04 8935 p3 (CAA)5 15 31037778 31037792 CATGGTCACCACCACCAATA GCTGAGGAACAGATGAGGCT 137

Ai04B8937 Araip.B04 8937 p3 (CAA)5 15 31046336 31046350 TCTATGGTCACCACCACCAA AGGAACGGATGAGGCTCTCT 137

Ai04B8939 Araip.B04 8939 p3 (TTA)25 75 31049469 31049543 AAATTAAATTAACATCCGCTTGA CGTTGGGGACGTAAATAGGA 262

Ai04B8941 Araip.B04 8941 p2 (TA)7 14 31056734 31056747 GTACCCTAGCCGGCCTAAAC AACGATATACGGACAAGGCG 121

Ai04B8944 Araip.B04 8944 c (TGT)10ta(TTG)26110 31064518 31064627 TTTTGAATTTTGGTCATTCTGG GCAAAGTTATGGTGTCTTCTCTAACA 252

Ai04B8950 Araip.B04 8950 p3 (ATT)5 15 31089987 31090001 GCTGATTTTGGTATACACGTAGCA CCCAACTCAATTTTCGTGGA 280

Ai04B8952 Araip.B04 8952 p2 (AT)7 14 31105754 31105767 CGCCACGTGTCATGTTATTT GGTGAGGTTGTGAGGCAGAT 142

Ai04B8953 Araip.B04 8953 p2 (TC)6 12 31109503 31109514 GAAATTGCAGAAAACGCTCC CCTGATCAAAAGAGATAATCCTGAA 239

Ai04B8955 Araip.B04 8955 p2 (TC)6 12 31117262 31117273 GAAATTGCAGAAAACGCTCC CCTGATCAAAAGAGATAATCCTGAA 239

Ai04B8957 Araip.B04 8957 p2 (AG)6 12 31123519 31123530 TTACCCATTTTTCGGCTCAG TGCACCAAAGGGAAATCCTA 189

Ai04B8959 Araip.B04 8959 c (T)11gaaaaccgaaat(TAAAA)548 31129211 31129258 GGGTTAGCATATGACCCCAG TTTTTCGTATCTTTTCTTTTTCTTCT 198

Ai04B8960 Araip.B04 8960 p3 (CAA)5 15 31136772 31136786 AATTGCATCACATCGACGAC ACTACCACATAGTTGCCGCC 241

Ai04B8962 Araip.B04 8962 p3 (ATT)5 15 31137998 31138012 TGGCTGATTTTGGTATACACG ATGTTCATTCTGAAACCGCA 143

Ai04B8964 Araip.B04 8964 p3 (CAA)5 15 31146499 31146513 CACCACCACCAACAATACCA TTATCCTTCTGCCGTCCATC 238

Ai04B8965 Araip.B04 8965 p3 (TTC)6 18 31147519 31147536 CGTGATCACCCACTCACATC TCAAATCGCATCGAAAAGAA 160

Ai04B8969 Araip.B04 8969 p3 (TCA)5 15 31167935 31167949 ATCAGCCAAAGAGCATGGAT TCACTGAGTTCGGTGGTTGA 199

Ai04B8970 Araip.B04 8970 p3 (ATA)6 18 31168212 31168229 AGATGGGTTCGTTGACTTGG TCACTGCACTGATCAAACCC 207

Ai04B8971 Araip.B04 8971 p3 (TCA)13 39 31168908 31168946 AACATCATATTTCAAATTCAGTGACA AGGAGCTCAAAAACCAGCAG 107

Ai04B8975 Araip.B04 8975 p2 (CT)11 22 31183846 31183867 ACAACCACCACCAACCAAAC GGCACCCAAAGAGGAATCAT 279

Ai04B8977 Araip.B04 8977 p2 (AT)8 16 31203262 31203277 GCCCCACAATTAATAGCCAA TGTGGTGAGTAGTGTGGGTGA 261

Ai04B8979 Araip.B04 8979 c (TC)15tttc(TA)12 58 31211014 31211071 AGCATGTCCTCATGCTAATCA TCGTTGGTTTGTTTTCACCA 266

Ai04B8980 Araip.B04 8980 p3 (TTA)6 18 31211637 31211654 TTCATGCATCTTTTTCATCCA GGGGGAATTTTAGGAAGCAT 242

Ai04B8981 Araip.B04 8981 p2 (AT)6 12 31212512 31212523 GCAAAAATGCCAAAAGCAAT GCTTTAGAGCCATTCTCCCC 249

Ai04B8987 Araip.B04 8987 p2 (CT)7 14 31234463 31234476 TTTCTTATCTTTTTCAAAACCACC AGTGGAAGAAAGGAAGGGGA 240

Ai04B8988 Araip.B04 8988 p3 (TAT)6 18 31234709 31234726 TCCCCTTCCTTTCTTCCACT CCTTCTTCATAGGCGTTCCA 179

Ai04B8989 Araip.B04 8989 p2 (CT)6 12 31237372 31237383 TTGTGTGCAAGGGCATTTTA AGGAGATGGAGGGATGTGTG 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B8995 Araip.B04 8995 p3 (GAA)5 15 31254916 31254930 CACTTGTCAAGCATTGAACCT TCTCTCTTCTTCCACTCTATCTTTCA 274

Ai04B8997 Araip.B04 8997 p2 (AT)6 12 31256333 31256344 TTTTACCATGCCTTGGGGTA AGGTCCAAATCAAAACAATAATAAA 243

Ai04B8998 Araip.B04 8998 p3 (ATA)6 18 31257605 31257622 CGATAATTGGAGCCTGGAAA CGCCGATGTTGGTGTTCTAC 279

Ai04B9001 Araip.B04 9001 p2 (TA)8 16 31261022 31261037 AATTTCATTCCTCACGCAGG CAATGAAACAGTGGCAATGG 234

Ai04B9003 Araip.B04 9003 p2 (TA)7 14 31262937 31262950 TTTTTAACAATACAATCGAAATGC AAAGGGAGGCGAATCATCTT 279

Ai04B9006 Araip.B04 9006 p3 (CAA)5 15 31279208 31279222 AGCAGGAGCAAGGATAAGGA AATGGCAGGAATTGAGATGC 237

Ai04B9007 Araip.B04 9007 p4 (TTTA)6 24 31285920 31285943 ATACTGCACCAATGGCATGA TCCTTTTCAAAATTTCCTAACCA 251

Ai04B9011 Araip.B04 9011 p2 (AT)7 14 31288265 31288278 GATGCCTGTGGAAAGTTGGT GGGGCTGTAGAGAACCATCA 200

Ai04B9017 Araip.B04 9017 c* (AT)12(TAT)10* 51 31338544 31338594 CTTGGGTTGTGGATTTTGGT TTGACCCGGATTGGTTTCTA 225

Ai04B9019 Araip.B04 9019 c (AT)11aa(TAT)9 51 31341767 31341817 GGATGGAATATGACACCCCA GCCATGTGTTGGCTTTTCTT 270

Ai04B9021 Araip.B04 9021 p2 (TC)6 12 31366504 31366515 CGAAAATCACTAACCACTTTTTCA CAGGATCAGCTTCAACATGG 279

Ai04B9026 Araip.B04 9026 p2 (TC)6 12 31394481 31394492 TTTCAAAACCACCTAACCACTTC GAGGGAGGAAAATTCAAACACA 185

Ai04B9027 Araip.B04 9027 p3 (TCT)14 42 31411379 31411420 CCCATAAACCCCACCTACCT TTAGAATGTTGCTCGCCCTC 263

Ai04B9029 Araip.B04 9029 c (TA)7(TG)9 32 31438172 31438203 TTGGGAATAAATTGCCTGGA TCAACCAGGGAAGCAAAAAC 225

Ai04B9031 Araip.B04 9031 c (T)10cgcctatttttttcttctc(T)1443 31453556 31453598 TGGTTTTACGGGTTATTGGC TGAAGCAAGAAAAAGCAGCA 168

Ai04B9034 Araip.B04 9034 c (T)10cgaaaacagatgagaaaattttagaaatatttttgaaaaa(T)1060 31456267 31456326 CCAGCCAGGATTCAACAAAT TTTGGACAACTGACGGTTCA 208

Ai04B9037 Araip.B04 9037 c (A)10tcaaaataaaaatttaaaaac(A)1041 31495388 31495428 CTTGCTTGCTTGGGAGAGTC CTGGCGCTTATTCGAGTGTT 229

Ai04B9039 Araip.B04 9039 p2 (AT)9 18 31497212 31497229 GGGTGTTGTCTGAAACAATGG TTGCTCAATGACTCACCCAG 212

Ai04B9042 Araip.B04 9042 p2 (AT)9 18 31500710 31500727 GGGTGTTGTCTGAAACAATGG TTGCTCAATGACTCACCCAG 212

Ai04B9045 Araip.B04 9045 p3 (CAT)7 21 31526941 31526961 GCTGAAGAATCTGGAGCAGC TGAGGATCAAGTTCGGGTTC 165

Ai04B9046 Araip.B04 9046 p2 (AT)10 20 31532879 31532898 TCATCTTTGAGTGCACCGAG TCAATCAATTGGGGTGTCCT 241

Ai04B9048 Araip.B04 9048 p2 (AG)6 12 31538819 31538830 AGAAAAAGGAAGGGAAGGCA ATCTCCTCTCTCTGCCCGAT 184

Ai04B9051 Araip.B04 9051 p2 (AG)8 16 31563978 31563993 AGGCAGAATCAGGAAAGGGT TCGTGTCTTCCTTCTCCCTG 212

Ai04B9053 Araip.B04 9053 p5 (AGATA)7 35 31569054 31569088 GCGGTTTCCTTGAAGATACG ATGATGCTGATCCTTCGTCC 242

Ai04B9054 Araip.B04 9054 p2 (AC)6 12 31584533 31584544 TTTCAAGGTTGTAATGGGGC AGGGGATAAAATCACCCCAA 249

Ai04B9058 Araip.B04 9058 p3 (TAT)5 15 31604557 31604571 ACTAGCCGGCTTAAACTCCG ACCTGCTGCAAAGCAAAAGT 265

Ai04B9059 Araip.B04 9059 p3 (TAT)5 15 31619087 31619101 ACTAGCCGGCTTAAACTCCG CTAAGCCTTACCTCATGCCG 277

Ai04B9061 Araip.B04 9061 p3 (TTC)6 18 31633945 31633962 TTGGCCGAAACATAAACCTC TTGCCTTCCCTTTCCTCTTT 191

Ai04B9062 Araip.B04 9062 c (A)10tgttcaaataataaaacttttcattttgtgaaataatgatttg(A)1063 31650396 31650458 TTCACAAAAATTGCCCTTCA TGTGTGTATCTTTTATCAGGGTTTTT 268

Ai04B9063 Araip.B04 9063 c (TAT)5tttttcaagcagttagggttatgttattgctaatgaaacaaaaaaagattttgatattgnnnnnnnnnnnnnnnnnnnnnnnnntattattat(TAG)6126 31651529 31651654 CCTGCTGTATCAAATCCACAA TTTTCTTTTGGGAAATGCTGA 280

Ai04B9064 Araip.B04 9064 p3 (CCA)6 18 31652423 31652440 AGGGTTCGTGGTACTGTTGC TAACCCAACTTGCGCCTTTA 167

Ai04B9065 Araip.B04 9065 c (CTC)5(ATA)7 36 31652751 31652786 TGGGTACTTTTGTCAGCGTTC GTGCAGGGACCCAATTAAAA 280

Ai04B9066 Araip.B04 9066 c (T)10caattgagttcttatattttttttccttttatttgagttcttctaccaa(T)11agttgggtccctatacaattaagccaattactactaagagagacctaattg(A)10tttagtgcagagatccaatt(A)10161 31652941 31653101 TTTCTTTTTAATTGGGTCCCTG TTTAGCAAAATTTTCAATTAGGTCTTT 219

Ai04B9069 Araip.B04 9069 p3 (TAA)5 15 31659153 31659167 TTGGAAAAGCCAAGGACATC TTCTTTGGATAGGTCTTTTTGGA 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B9070 Araip.B04 9070 p2 (AC)6 12 31664605 31664616 GGGCTAAGGTAAGGGTGAGG GGGAACAAAATTACCCCAATG 244

Ai04B9071 Araip.B04 9071 p4 (TATT)8 32 31664760 31664791 TTCACCACATATGCATTGATCTT GGAATTTGGGTGCCTACTCA 206

Ai04B9072 Araip.B04 9072 p3 (AGA)6 18 31668915 31668932 TTGCCTTCCCTTTCCTCTTT GAAACACAAACCTCCCTCCA 185

Ai04B9074 Araip.B04 9074 p3 (AAT)5 15 31680617 31680631 AAACCTGAGAGGACGCTGAA GCTCAAAATTATTTGCCCCA 214

Ai04B9075 Araip.B04 9075 p3 (CTT)5 15 31683618 31683632 TTCACCTTAACCGAACCCAC AGTGGTCTTGATGGGCTTTG 256

Ai04B9076 Araip.B04 9076 p3 (TTC)6 18 31688063 31688080 CCGCCCAGTTTCTCATTTTA TGATGGAGAATGTGAGGTGAA 166

Ai04B9078 Araip.B04 9078 p2 (CT)10 20 31715081 31715100 TCCCTCTCCTCGTAGCTCTG AGGGAGAATGGAGAAAGGGA 197

Ai04B9079 Araip.B04 9079 p2 (AC)6 12 31720506 31720517 CGAGGTAAAATGCCAATGCT CAAACCTCTTGCTTCTTGGC 205

Ai04B9086 Araip.B04 9086 p3 (TTG)10 30 31745262 31745291 CGTTTGATTCATGTAGCCGA AAACGAATTGCTTCTTAAGCG 206

Ai04B9087 Araip.B04 9087 p3 (ATA)19 57 31745434 31745490 GTGGGACAAGGCTTTGTTGT CCCTGATCCACCAACTTCAT 271

Ai04B9093 Araip.B04 9093 p3 (TCC)8 24 31783498 31783521 GATGCCAAAAAGAGGTCTCG TAGCTTCCCCAGCAAAAGAA 232

Ai04B9095 Araip.B04 9095 p2 (TA)6 12 31796749 31796760 AATGCAACCATGCAATTAAGC TTGATTTGATTGAAAACAGGGA 268

Ai04B9096 Araip.B04 9096 p5 (TAAAA)6 30 31797013 31797042 CAGCCCAAAGTGCAAAATGT TCACACCCAGCTTGACAGAG 243

Ai04B9098 Araip.B04 9098 p4 (AACT)5 20 31800354 31800373 TCTCATGATTTCTTGTGAATCAA GGTGGTTTTGAAAAAGATAAGAAA 241

Ai04B9099 Araip.B04 9099 c (CT)6gagttcagattttcttcttcttttcttctactcacacagggacctctatactgtggtataaaggatccc(TAT)699 31800667 31800765 CATCACTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 174

Ai04B9100 Araip.B04 9100 p3 (TTC)5 15 31808732 31808746 CCCATAAACCTACCCCACCT CTCGAGCAAGAGAAGAAAGAAT 237

Ai04B9102 Araip.B04 9102 p2 (AG)6 12 31818613 31818624 TCTTTGAGGACCAAAATGGG GACGCTTTGATGGAGGAGAC 153

Ai04B9105 Araip.B04 9105 p2 (TA)7 14 31823915 31823928 GCTCGGTTTATTGGGAAACA CCCTGGCAGAAAATGACTTG 138

Ai04B9107 Araip.B04 9107 p2 (TA)10 20 31825824 31825843 TGGACAATCTGAGTTTCTTTTGA TTGGATACGAAAGAGAAGAGGTG 255

Ai04B9110 Araip.B04 9110 p2 (TG)9 18 31863082 31863099 CAACAGAGTGCACCTTCCAA GTGCACTCGCACAGTCTTGT 112

Ai04B9115 Araip.B04 9115 p3 (AAG)5 15 31894583 31894597 CGGTCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 235

Ai04B9117 Araip.B04 9117 p2 (AT)7 14 31900803 31900816 AAAAATTTTGAAAAAGTCAATCCAA TGCATGCATCAAGTGTTTTG 154

Ai04B9123 Araip.B04 9123 p3 (GAA)5 15 31925134 31925148 ACCCTTACCCAATCCAAAGG TGGAAAGGGAATAGGAAGGG 250

Ai04B9128 Araip.B04 9128 p3 (AGG)5 15 31944667 31944681 TGGAGGAGGAGGAATTGAAA GCGGGATTTTATGGAGAACA 252

Ai04B9129 Araip.B04 9129 p3 (GGA)10 30 31944995 31945024 TTCGAAAATATCCTAACGACTTTC GGGTTAGCATATGACCCCAA 257

Ai04B9130 Araip.B04 9130 p3 (GGA)6 18 31945148 31945165 GAGGAGGAGGAGGAAGAGGA ACCGGAAGTAATGGGAAAGG 248

Ai04B9131 Araip.B04 9131 p3 (GGA)7 21 31945289 31945309 CCTTTCCCATTACTTCCGGT CCTCCTCCTCCTACCAAACC 154

Ai04B9132 Araip.B04 9132 p3 (GAG)5 15 31945440 31945454 GTTTGGTAGGAGGAGGAGGC CATACCAAACCGCAACACAG 259

Ai04B9134 Araip.B04 9134 p2 (TC)6 12 31954318 31954329 TGAGCACATCTCCTTGAACG CGGCAAGATTCGAAGAAAGA 177

Ai04B9137 Araip.B04 9137 p3 (GAA)5 15 31961760 31961774 CTTACGGAAGTTGTGGCACC TGAGTGTGCAAGGCTTGATT 262

Ai04B9146 Araip.B04 9146 c (TTG)5ctttatgtgaagaagatgattatggaagtata(GTG)665 32005808 32005872 TGATGAGTTGAAAAAGATTTGAAAAG CGTTAAACGCCAGAATGGAT 267

Ai04B9155 Araip.B04 9155 p2 (AT)8 16 32014708 32014723 TCAAGAGAGTGGAATCTTGAGC GCTGCAGAGTTGTACCCTACG 239

Ai04B9156 Araip.B04 9156 p2 (TC)6 12 32020856 32020867 ACGAACAGAAACCCTCCCTC GGACTGCTGTGCATGAGAAA 255

Ai04B9157 Araip.B04 9157 p2 (TG)7 14 32021239 32021252 ATGCTCTCCCTCTCGGATCT ACCCTAACCTAACCGCCACT 110



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B9161 Araip.B04 9161 p2 (TA)7 14 32034770 32034783 CATTCTCTTTTCCCTTGGCA TGGCTTGACGCTTGTAGATG 179

Ai04B9164 Araip.B04 9164 p2 (TG)12 24 32043067 32043090 GTCGAGAGGCACCTCGTTAG CGTTCAATCTCTAGGCCCAA 267

Ai04B9166 Araip.B04 9166 p2 (AC)20 40 32048149 32048188 AAGCTCCTAACTTAGCCCGC CGAGAGGCATCTTGTTAGGC 254

Ai04B9167 Araip.B04 9167 p3 (ACC)5 15 32051173 32051187 TGCATCATCTTTTCCTTCCC AGAATGAGGGGTGGTCACTG 239

Ai04B9168 Araip.B04 9168 p2 (AG)6 12 32061183 32061194 ACAGAAATCGCTGAGGGAGA GGAACATTGAACCTGTGATTGA 273

Ai04B9171 Araip.B04 9171 c (A)10tcc(A)11 24 32068499 32068522 ATTGAAAGCTTGGCTGGCTA TTTCGAAAAATGCAAGATGC 263

Ai04B9172 Araip.B04 9172 c (A)10gaagaaaaaaaaagggtg(A)1038 32070242 32070279 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 218

Ai04B9175 Araip.B04 9175 p3 (GAA)5 15 32096949 32096963 TGCTGCTTTTTCTTGCTTCA AAACACCTCCCACTCTCCCT 137

Ai04B9176 Araip.B04 9176 p3 (AAT)8 24 32099097 32099120 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 260

Ai04B9177 Araip.B04 9177 p2 (AG)6 12 32099444 32099455 TGAGGAGGGTTGAGATGTGA TTTGTTTGTTTCTCAACTTTTTCAA 280

Ai04B9179 Araip.B04 9179 p2 (TC)8 16 32113528 32113543 CAACATAGGTCACGCGACTG GAAAAGAGAAGAAGGAAGAAGAAGG 271

Ai04B9181 Araip.B04 9181 p2 (CT)16 32 32119069 32119100 TTTCTTACCTTTTTCAAAACCACC GTGGGTGAGGGAGAGATGTT 278

Ai04B9182 Araip.B04 9182 p2 (CT)6 12 32119330 32119341 TCGAAATTTCCCCTCTCTCA TGCCTTTTTCTCTGTCCCTG 226

Ai04B9185 Araip.B04 9185 p4 (AAAT)6 24 32135617 32135640 AGTTTGGGAACATTGGTTGG CATTTTGTCCCCTTTTATTGG 229

Ai04B9186 Araip.B04 9186 p3 (TGG)6 18 32148924 32148941 CCGTCTCCTTCTCCTTCCTT TCTTGCCACCATCACATAGC 270

Ai04B9188 Araip.B04 9188 p2 (GT)6 12 32153865 32153876 GCCTAATGAGGCCACAAAAT ACACGTAAACCGCTACTGCC 270

Ai04B9189 Araip.B04 9189 p2 (GT)6 12 32154039 32154050 GTGTGTGTAAACCGCTGCTG ACACGTAAACCGCTACTGCC 123

Ai04B9190 Araip.B04 9190 p2 (AC)7 14 32159397 32159410 CCCCATTCAGACACACACAC ACTGGCAGTAGCGGTTTACG 225

Ai04B9196 Araip.B04 9196 p2 (TA)7 14 32178264 32178277 CCCTTTTTGTTTCAAAGCGA AAAGGAATAAAACTTGTGTCGGTC 174

Ai04B9202 Araip.B04 9202 c (TC)6acctggggatcttgtctctgcccatggctctgcttgacggcgacggactcaga(GGC)580 32189877 32189956 AGTAACGACAAGCTCCACCG CCATCGTCATCATCACAAGC 246

Ai04B9203 Araip.B04 9203 p4 (TTTC)5 20 32190282 32190301 GTAGACGATGACAGACGCGA CCAGCACATAGCAGCAGAAA 277

Ai04B9204 Araip.B04 9204 p4 (TTTC)5 20 32190665 32190684 TCCCCCTCTCCTCTCTTCTC CCCTTTCAACTTTCCCTTCC 158

Ai04B9205 Araip.B04 9205 p2 (TA)6 12 32201453 32201464 ACATGACTGGCCTCTTGCAT ACGAATCAACCTTGCCTCAA 208

Ai04B9207 Araip.B04 9207 p2 (TA)12 24 32210178 32210201 TGTTTCTCGCAATATGACGC TGAATTCTGACGACAACCTTTG 276

Ai04B9210 Araip.B04 9210 p2 (AT)9 18 32220356 32220373 AAAACCGCATAACCTTTCGAT GGAAGACGAAGCTTCAGGAG 250

Ai04B9211 Araip.B04 9211 p2 (TC)6 12 32224426 32224437 AACGGTGGATCTAATGGCAA GCGAGCACGAAGAGAGAGAG 184

Ai04B9212 Araip.B04 9212 c (AT)7(AC)7 28 32229081 32229108 AAAACCGCATAACCTTTCGAT AGACGAAGCTTCAGGAGGGT 249

Ai04B9215 Araip.B04 9215 p3 (AAT)11 33 32249974 32250006 AACAAATTGAAAACGAGAAAAACA TAACGTACATGGCAAACCGA 186

Ai04B9216 Araip.B04 9216 c (T)10ctc(T)10 23 32259885 32259907 GGCTCTTGGAAAGGTGTGAG TGCATTGATGTTCTCGCATT 251

Ai04B9217 Araip.B04 9217 p2 (GA)6 12 32263043 32263054 GGGTGATGGTGAGAGAGGAG CCCAACCTCCAACCTCTTTT 276

Ai04B9221 Araip.B04 9221 p2 (CT)6 12 32286330 32286341 TTTTTGTTTGTTTCTTATCTCTTTCAA GGTTCGGATTTTTGGTGAGA 275

Ai04B9222 Araip.B04 9222 p3 (TCT)7 21 32289687 32289707 TCAACATCTCTTTCCCACCC GTGGAAGCAGTGGAAGCAAT 243

Ai04B9223 Araip.B04 9223 c (A)10taggcg(A)10 26 32290966 32290991 TGAAGCAAGAAAAAGCAGCA TATTCCTTTTTGGCCCTCCT 211

Ai04B9228 Araip.B04 9228 p3 (TCT)7 21 32307964 32307984 CTAAACCCCTCTCCCTCCAC CGTCCTCGAGCAAAAGAAGA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B9230 Araip.B04 9230 c (T)14gagtttttcgtgtaggcaacccgataatttcgtatccttagttatttttcgtagtagtagttttcttac(T)14gagttttacgtgtgttctgatcatgcagctatcttagaacaggaactggatttttcaac(A)10166 32327684 32327849 GGCAACCCGATAATTTCGTA TCACGCACACACATATGACG 260

Ai04B9235 Araip.B04 9235 p3 (TAT)5 15 32347358 32347372 CTCCCCCTTTTCTTCCACTC CCATCTCTTCTGCCTGTTCG 236

Ai04B9238 Araip.B04 9238 c (TC)9ttaagaaatagtaggacaagagagaaaaattagagagagagatgtt(AG)676 32353113 32353188 TGCATACCATAGTTGCCAGTG TTTCCCACCCACACTCTCTC 158

Ai04B9242 Araip.B04 9242 p3 (GAA)5 15 32379679 32379693 GGAACCCTAACGTAGTGGCA ACGTTGGATTACGCCAAAAC 206

Ai04B9245 Araip.B04 9245 c (T)10aatcttcagtaacttctgtatcattttga(T)1554 32385387 32385440 TGAATTCTTTTTCTTTGTTTCACC TCAAATTGCTCAAACCCCTC 266

Ai04B9249 Araip.B04 9249 p2 (AT)11 22 32398802 32398823 CCCTAGGTGGATTAGTTCATGC TGTTGCCACGCATAATTTGT 200

Ai04B9254 Araip.B04 9254 p2 (AT)10 20 32411781 32411800 GGACACACCATACGACACGA TCGTGTCCAACTTTATTTTTAATTT 279

Ai04B9257 Araip.B04 9257 p2 (TA)9 18 32425698 32425715 GAAGCGGAGGATCATGGATA GGATTTAAAAGCGCAAAACG 255

Ai04B9263 Araip.B04 9263 p2 (AT)6 12 32432105 32432116 TGGGTTTCCTCAGCTCAATC ATCTTCTCCCCAGGTACGGT 229

Ai04B9267 Araip.B04 9267 p2 (AT)11 22 32441991 32442012 TGATTTCCAGCTGAACCCAT TCGAATTGAGAAATATTGTGGAAA 212

Ai04B9270 Araip.B04 9270 p3 (ATA)27 81 32449442 32449522 AAAAATCATTTGATCCCATCG AGCTTGTAAGCCAAAAGACTTG 251

Ai04B9271 Araip.B04 9271 c (T)10cttttttttc(T)1131 32457824 32457854 CTGGGGTGTTTTCTTCCTGA GAAGATGGCGGAGACAAGAG 201

Ai04B9272 Araip.B04 9272 p3 (CTT)5 15 32460149 32460163 GGATTGATTTTGAACCCCCT GCAGGTGGACTCTTCAAAGC 189

Ai04B9273 Araip.B04 9273 p2 (AT)6 12 32460443 32460454 GAGGAAACCTGCCATTCAAA ATGGTGGAACCCACACTAGC 143

Ai04B9276 Araip.B04 9276 p3 (GAA)6 18 32468435 32468452 CCTCTACAGATCCAGCGTCC TTTGCATGGAAAATTCCTCAG 206

Ai04B9278 Araip.B04 9278 p2 (AG)18 36 32470661 32470696 AAGAGGAAGGTGTGTGTGGG GTATCGATAGCCGATGGTGG 198

Ai04B9281 Araip.B04 9281 p3 (CAT)5 15 32478127 32478141 CTTTTCGCTTCTTTTGGTGC TGCCATGATTATTTTGAGCG 264

Ai04B9282 Araip.B04 9282 p2 (AC)17 34 32479920 32479953 CTGAGCCTTTTTCAACCCAG CAACTTTTCCTTCAAGGCTCC 278

Ai04B9284 Araip.B04 9284 p2 (TC)6 12 32487471 32487482 TTGGTGAGATGAACGCGTAG CCGAACTGGTTGAACTGGAT 233

Ai04B9289 Araip.B04 9289 p4 (TTTA)5 20 32504638 32504657 CCATGATGGAGAAAGGGAGA CTTGGTGTTTTCCCTCCAAA 159

Ai04B9293 Araip.B04 9293 p2 (GA)6 12 32523914 32523925 ATCCCAACCCATATTCAGCA GAAGAGCTCGGCGAGATAAA 199

Ai04B9294 Araip.B04 9294 p2 (CT)6 12 32528644 32528655 CACCTTCCTTGAAAAACCCA CCTAGAATATCTGCGGCGAG 273

Ai04B9296 Araip.B04 9296 p2 (AT)6 12 32531691 32531702 GAAAGCCAAGGAAACAGCAT GTCTGGATCCTTGAAGCGAA 262

Ai04B9299 Araip.B04 9299 p2 (AG)6 12 32569168 32569179 TGTCTTCAGATGGGAAGCAAT CCATTCATAAGGGGCTCTCA 238

Ai04B9300 Araip.B04 9300 p3 (GTT)5 15 32582411 32582425 TTGTGTGGCTAGTTGACCCA AATCAACCACAGAGGCAACC 255

Ai04B9303 Araip.B04 9303 p5 (TTATC)6 30 32604352 32604381 CCTGGGTGCTCCAGTGTATT GAAAGATAAAGGCGGTTCCC 135

Ai04B9304 Araip.B04 9304 p5 (TTATC)9 45 32623090 32623134 CCTGGGTGCTCCAGTGTATT GAAAGATAAAGGCGGTTCCC 150

Ai04B9308 Araip.B04 9308 p4 (TTTA)5 20 32641185 32641204 GAGCTGAGGATTCAACCCAA TTCCTAATCACTTTCTCTCTCCTCA 278

Ai04B9311 Araip.B04 9311 c (AC)20(AT)8 56 32676288 32676343 CTGCATCAGCATCTGCATTT CTTACGCGTGGGTTGAACTT 268

Ai04B9312 Araip.B04 9312 c (A)11gaaaaagaaaaaagaaaaaaaga(AAAAG)664 32678216 32678279 TGCCTTGAGAAAAGCAAAAGA CCACATATTCATGCATCCCA 173

Ai04B9319 Araip.B04 9319 p3 (TAT)7 21 32733247 32733267 AACTTCAACCACCTCCATGC TTCCCATTTTCCAAAGCAAC 193

Ai04B9332 Araip.B04 9332 p2 (AT)7 14 32811906 32811919 GGGCAAAGTTGAATTTGGAA TACTTTGGGGCATTTTGTCC 221

Ai04B9339 Araip.B04 9339 p2 (TA)10 20 32878506 32878525 TTTTGCACTTTGGGCTGTAT TCTTTGAATGGCTTTCCTAAAAA 280

Ai04B9344 Araip.B04 9344 p2 (TG)19 38 32900043 32900080 CGTAAGCACGAACAGGACAA TGAAACTAGCCAAGATGCCC 186
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Ai04B9346 Araip.B04 9346 c (A)11tggcccaaggctctgagcatcaattactaggcag(A)1257 32914629 32914685 GGCGGGACATAGAGTTCAAA ACACAATTCGACCACAAGCA 178

Ai04B9347 Araip.B04 9347 p2 (TA)11 22 32920075 32920096 GCTTGCTTTGATGGGAGGTA TTCCAAATTGCTTTTATTTCCTTC 259

Ai04B9352 Araip.B04 9352 p2 (TA)8 16 32953879 32953894 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai04B9353 Araip.B04 9353 p3 (TTA)11 33 32962423 32962455 GCAATGAATTGAACCCACCT GGATATGTGATTGTGCGATTG 246

Ai04B9357 Araip.B04 9357 p2 (TG)11 22 32981854 32981875 TTGATGGCCTCAATCATTTTC GCTCAATGGAATTGCATCCT 257

Ai04B9359 Araip.B04 9359 p4 (TTTA)7 28 33028187 33028214 AATAGCCAGCCAAGCTTCAA CCCAGGATTTTGATTGAGGA 272

Ai04B9362 Araip.B04 9362 p2 (TA)9 18 33057892 33057909 GGTTTATCAACCTCCCCACA AATCAGGTGGGCAAAAATCA 164

Ai04B9364 Araip.B04 9364 p2 (GA)7 14 33061196 33061209 GAAAAGGAAAGAGGGAAGTAGGA GATCGCGTCACCATACTTGA 238

Ai04B9366 Araip.B04 9366 c (AC)15(AG)21 72 33069953 33070024 TCCATCGAAGTTTGTTCACG GCAACAGCTGGACAACAAAA 250

Ai04B9367 Araip.B04 9367 p3 (CCT)5 15 33080600 33080614 CCAGGTAACCTTTGCACGTT CTGATGATGGAGGAGAAAGAGA 273

Ai04B9368 Araip.B04 9368 p3 (TCT)5 15 33080990 33081004 CAGCAAATTTGGGTGTAGCA GAGCAAAACAAGAAGAAACTTGAA 221

Ai04B9372 Araip.B04 9372 p2 (AT)6 12 33090919 33090930 TCGTAAGGCAAAGGTTACGG AGATACAGGTCGCAACCCAC 201

Ai04B9373 Araip.B04 9373 p2 (AT)7 14 33093452 33093465 GTCCCAACAAGCTTCCAAAA ACTCCTCAATTTCCAGCCCT 270

Ai04B9374 Araip.B04 9374 p2 (CT)7 14 33093831 33093844 GGAGCTTTGAAGGAGGAGGT AGGTTTTGGCCTAAAGTGGG 203

Ai04B9376 Araip.B04 9376 c (CA)7ttcagat(A)1435 33100507 33100541 TCTCCATCAAAGACTAACCATCA AAAGCGTTGCCACTACTGCT 260

Ai04B9379 Araip.B04 9379 p2 (AG)6 12 33115936 33115947 GCAATTTGTGGGCTGTTTTT GGAACATTGAACCTGAATTTGA 214

Ai04B9380 Araip.B04 9380 p2 (GT)7 14 33121903 33121916 GCGGCATACCAGCATAATTT TCGCAGAAGACATGAGTTGC 227

Ai04B9381 Araip.B04 9381 c (T)13agttgggtccctatataatgaagccaattactactaagaaggacctaattg(A)1074 33127989 33128062 TTTAATTGGGTCCCTGCATC TTTTTAATGGGTCCCTGCAC 176

Ai04B9383 Araip.B04 9383 p2 (TA)18 36 33130862 33130897 AGATTCAGGCCAAACACCTG GAGTTTCTCGAGCAATGTGAGTT 267

Ai04B9384 Araip.B04 9384 p2 (TA)6 12 33142329 33142340 TTTGTGTCCCTTTGGGTTTC CGTAACGAACGGGGATAAGA 170

Ai04B9385 Araip.B04 9385 p2 (TA)6 12 33150180 33150191 CTTTGGATTTCCTTTGGGGT CGTAACGAACGGGGATAAGA 161

Ai04B9386 Araip.B04 9386 p2 (AT)6 12 33152951 33152962 TTCATCCATCTGCAACAATCA TTGTGCAAATCCTTGTCTTAAAAA 260

Ai04B9388 Araip.B04 9388 c (CTT)5ttatctttttctcttggcatattattaatcagagtggccactggccaaccattgttgttccgtttgagaaaccaaaaatcacattt(A)11112 33162751 33162862 TTCCAGGCTGCTAAATAAATGA GAAGAGTAAACTAAAACCAAACCAAAA 279

Ai04B9389 Araip.B04 9389 c (T)10aaggaaaataccctggaaatctcggtaaaatattt(A)1358 33170589 33170646 TTTCGGTTCGGTGGTTTCTA CGCTTGTGACATGTAAACACATT 278

Ai04B9390 Araip.B04 9390 p3 (AAC)5 15 33174111 33174125 CAAGGAATACGGAGCCAGAA AAACCCACTGAACCGAAATG 270

Ai04B9392 Araip.B04 9392 c (GAA)5cgacgaagaagaagataacgcgaacagaggagaacgacgaagcttattaggtt(GAA)686 33180655 33180740 CCTCATCAGCATGATTCGTTT AACCTGCTGCGTGATAAACC 263

Ai04B9394 Araip.B04 9394 c (ACT)7c(GA)6 34 33202584 33202617 CAGCATATCCAAGGTCACACA TCGAGATCGAAAGCTCAAGA 222

Ai04B9395 Araip.B04 9395 p2 (TA)7 14 33202978 33202991 TTTTTCCTTTCAGCAGCTCG CCTCAACAATTCACCAGCCT 280

Ai04B9397 Araip.B04 9397 c (GA)19agaagaacttacatgcagattcacaaatcacaatgtgacagagt(GA)10aacttacatgaagaggatggcgcggcggcgggctcggcggaggagg(AGA)6166 33208563 33208728 CCAAAGAAGTTGCAATGACG CTCCGCTTAAGAGCAGAGC 266

Ai04B9403 Araip.B04 9403 p2 (AT)6 12 33217228 33217239 TCTCAGGTGTTTTGCCTTTT TTACATACAAGTGCAAGGGGC 245

Ai04B9405 Araip.B04 9405 c (T)10gggatggggagggtggggacgacatcgttttgggtttagggactt(A)1267 33222208 33222274 CCGGCGACTAAGATTTTCAC TCTCCCCCTTTCAAAAATCC 222

Ai04B9411 Araip.B04 9411 p2 (AG)6 12 33265828 33265839 TTTTTGACCCAGTTTTTGGC TTGAACCTGTGACTGAAGATGAA 208

Ai04B9413 Araip.B04 9413 p2 (AT)7 14 33276206 33276219 CACCCCAATTACCCTAAGCC TCGGCTTAAACTCCGTAAGC 270

Ai04B9414 Araip.B04 9414 c (TA)11(GA)10 42 33283036 33283077 ACAATCGGTCCATTCCTCAG CATGTGAACGTCTCACGCTT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B9416 Araip.B04 9416 p2 (AG)6 12 33290347 33290358 TGGATCCAGAGTTACTCCAAAAA GGCCCAGATCCAAGTACAGA 177

Ai04B9419 Araip.B04 9419 p2 (AT)12 24 33310783 33310806 GGGGACAAAATTACCCCAAT GGGCCAAAGTAAGGGTAAGG 250

Ai04B9420 Araip.B04 9420 p2 (AT)10 20 33311151 33311170 CCTGCTTTCATGAGCCATCT AACATGTAAACCCTGTGCAATG 192

Ai04B9425 Araip.B04 9425 p2 (TA)6 12 33338589 33338600 ACAGAAATCCAAGCCACCAC GCCTTTTACATGATCAGGCG 169

Ai04B9429 Araip.B04 9429 p2 (AT)7 14 33355522 33355535 GAAAAGTTGGGAACATTGGG TGGGACTTTTTGTCCCCTTT 240

Ai04B9433 Araip.B04 9433 p2 (CT)6 12 33370381 33370392 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 279

Ai04B9434 Araip.B04 9434 p3 (TTC)5 15 33372171 33372185 ATATGGCCGAACCTTAACCC TCTTCCCCTTCCCCTTTCTA 273

Ai04B9436 Araip.B04 9436 p2 (AC)6 12 33387269 33387280 GGCTTAGGTAAGGGTGAGGG GAAAGCACCCCAATGCTAAG 231

Ai04B9437 Araip.B04 9437 p3 (TGT)8 24 33408414 33408437 TGCCTTTGGTGAGGTTTTCT AACAAGGCGGCAATTACAAC 217

Ai04B9441 Araip.B04 9441 c (T)14g(T)10 25 33431728 33431752 AGGAGAACTGGGGACAACCT AGTGAAACTGGCCAAAATGC 251

Ai04B9445 Araip.B04 9445 p2 (AT)10 20 33469624 33469643 CACACACACATTAATTATACACGG AGCTCTTTTCTAAAAATATTGGCA 193

Ai04B9451 Araip.B04 9451 p2 (TA)6 12 33491706 33491717 CTAAAAGCGCAACACTCACG ATCAGGAGAGTGGGAGCAGA 200

Ai04B9452 Araip.B04 9452 p3 (ATT)6 18 33492279 33492296 CCCCCTTTCTGATTAGTGCTT TCGTTAAGGTAACTCGATCTGGA 277

Ai04B9454 Araip.B04 9454 p2 (AT)6 12 33494828 33494839 GCGACCTGCATCTGAAAAAT GGTTGGTGAAAGCTATGGGA 271

Ai04B9455 Araip.B04 9455 p2 (GT)6 12 33505713 33505724 TCCCAAAACTAGGCCAAAGA ACACGTTGGGAAGGTCAGTC 246

Ai04B9457 Araip.B04 9457 p2 (GA)15 30 33534976 33535005 AAAGCCTTTTGTGCCACTTG TCTTCCTCTCACATCTCTATTATTCG 193

Ai04B9459 Araip.B04 9459 c (T)16cttgtggtaattcttatttaatgttttttaaaat(TTA)1183 33547820 33547902 TGGAGGCCCCAAAATTATAC AGGCACCATTTTGTAGCGAA 265

Ai04B9461 Araip.B04 9461 c (ATT)5(GTT)14 57 33562666 33562722 ATCCATCGATGTTCAAAGCC GAAAAAGCATGTTGCAAAAGAA 232

Ai04B9463 Araip.B04 9463 p2 (CT)6 12 33575330 33575341 TCTTGTGATTTCTTATGAATCAAGTC GCCTTGGAAAAAGAGGGAAG 267

Ai04B9464 Araip.B04 9464 p2 (GA)7 14 33583140 33583153 GGTGAGTCGGTCAGAGGAGT CTCCATCTTCTTCTTCCCCC 268

Ai04B9465 Araip.B04 9465 p2 (GA)7 14 33586224 33586237 CGGTACCGAGAGGAGGAAG AAAACCACCCCTCTCAACCT 182

Ai04B9467 Araip.B04 9467 p2 (CT)6 12 33600278 33600289 CTTGTGAATCAAGTCATTAATTGTG AATTTTGAAAAGGGGGAAGA 280

Ai04B9468 Araip.B04 9468 p3 (TTC)5 15 33601577 33601591 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 275

Ai04B9470 Araip.B04 9470 p2 (TA)6 12 33610695 33610706 GATCATGAGTTTGAAGGGGG GGTCAATATTTTAACCGCTCATTT 272

Ai04B9472 Araip.B04 9472 c (A)12ctggggtcattgccccggcaccttccaagctccgcatcagaaaatag(T)1271 33627945 33628015 CCCTAAACCTCCATTGTACACG TTGACAAATGTCAGATCAACAGAA 240

Ai04B9475 Araip.B04 9475 p2 (CT)7 14 33649932 33649945 TAACACCAGAAAAGGGCACC GGGTGTTCTGGAAAGGTGTG 274

Ai04B9477 Araip.B04 9477 c (CAA)6taataattgtttaaacttatatatgaattaaactacgtactaatttgatattagaatgaattgtttcaacaataataataac(AAT)13139 33656554 33656692 CGCGACACTTTCTTTCAATTC TCCTATGGTATGCAACACAGTC 273

Ai04B9480 Araip.B04 9480 p3 (TTC)5 15 33696588 33696602 ACACTTAAATCCCCCTTGGC AGGTTTCTCCGGCCTTATGT 181

Ai04B9481 Araip.B04 9481 p2 (AT)13 26 33703382 33703407 TTTTCAAAACCCCCTAACCA CCATGATGGAGAAAGGGAGA 277

Ai04B9486 Araip.B04 9486 p3 (ATT)6 18 33724047 33724064 TTTGTGACCTTACTCTATGGCAG GACGGTAAATTGCTGGTGGT 211

Ai04B9487 Araip.B04 9487 p2 (TC)7 14 33728398 33728411 CTCTAACCCTCTCCTTCCCG AAGTGGACGGGAGAATGTTG 157

Ai04B9488 Araip.B04 9488 p2 (TA)9 18 33729385 33729402 TCTGACGCTTTCTTCTGCAA CACCAGCCTTTTTCTCAACA 277

Ai04B9492 Araip.B04 9492 c (AT)8aaac(T)10gagacacatgttaaaaggatatgtaatagtgtgtataaatatacaa(T)1086 33731478 33731563 TACACTAGCTCGTCCCATGC TGTGACACTGCAATTGGGAT 244

Ai04B9495 Araip.B04 9495 p2 (TA)6 12 33735112 33735123 GCAGAGAAAGCAAAGATGGG TTAAAGCTTGCTCTTTGTGGTT 262
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Ai04B9498 Araip.B04 9498 p2 (GA)6 12 33747644 33747655 ACAAGGGTGAGGAGAGCAGA CGAAAATATCTTCCCTCTTTTTCA 233

Ai04B9499 Araip.B04 9499 p3 (TAA)44 132 33748747 33748878 AAAACATGAAGATCAATCAAGAAGG AAATATAATGCATGTATCGTGTAGACC 273

Ai04B9501 Araip.B04 9501 p2 (TA)10 20 33752370 33752389 AACCACATACGCGAACAATG TTTAATTGCTTATTATTAGGCGCA 220

Ai04B9506 Araip.B04 9506 p2 (TA)28 56 33760150 33760205 GCCTGTAATCGGGTTAACAAA TCATGAATAAGATGAAACGTGAGA 266

Ai04B9508 Araip.B04 9508 p3 (GAA)5 15 33781876 33781890 TAGAATATTGCTCGCCCTCG CACCACTCACATCCATCCAC 276

Ai04B9511 Araip.B04 9511 c (ATG)48(ATT)6 162 33806555 33806716 ATTAGCCCAATTGCCAAATC TGCAAACTATTTCAAGTACGCC 264

Ai04B9512 Araip.B04 9512 p2 (AG)9 18 33813407 33813424 AAAGAGGGAAGGGATTTTCG TGTGAATCAAGTCATTAATTGCG 270

Ai04B9515 Araip.B04 9515 p2 (AT)6 12 33820295 33820306 CAAAACCGCTCCCAAAAATA GATATGGGCGCTGAAGTCTC 259

Ai04B9517 Araip.B04 9517 c (TA)7cctttttaaaatataatgtatgtatcgtgtagaccttt(TTA)670 33834467 33834536 TGTCTGAGGTACGAATTTTCTAGATG TGCACACATTAATAGTGACCCAT 172

Ai04B9519 Araip.B04 9519 p2 (TA)8 16 33841271 33841286 TCAGCAAAACACAAACGCAT GATGTAGTTGCCATAAGCCGA 140

Ai04B9529 Araip.B04 9529 p2 (TC)6 12 33872403 33872414 CATTCCTCCTCAATGTGCAA AATGCCTTTGTCTTTGCTCC 185

Ai04B9532 Araip.B04 9532 c (TAT)5tcttaatgttatcattattattattatattat(TTA)871 33905758 33905828 TGTTGGAGATAGTTCAGCTTAGGA TCGCCACCCTTTTACTTTCTT 232

Ai04B9534 Araip.B04 9534 p3 (TTC)5 15 33912674 33912688 AGCTTCACCTGGTTTCTTCG AGTTCACTTCGCCTGGATTC 210

Ai04B9542 Araip.B04 9542 p2 (TA)24 48 33938807 33938854 CAGGTGACAGAGAAGTCTTTGAA GGAAGAACAAGCAAAAGTGACA 273

Ai04B9543 Araip.B04 9543 p3 (CTT)5 15 33940019 33940033 GCTTGGTCATCGCTTCATTT CGCACAAAGGTCTAGCACAA 211

Ai04B9544 Araip.B04 9544 c (T)13gtaaaaatttcttccctacgttatatatattttttaattattattgttgtatttgc(T)1079 33948275 33948353 TAGAGGACTCGGGAGTCGAA AATCAAAGACTTGGTTGGATGA 239

Ai04B9548 Araip.B04 9548 p3 (AAC)6 18 33955968 33955985 CCTTCAGAAGCTCAAACAAACC CGTCCAAAATATGAGACAAGCA 235

Ai04B9549 Araip.B04 9549 p3 (AAC)5 15 33964114 33964128 TCTTTTTGATGCCATAAACGC CACAAGCAATTTTGGTGTTGTT 275

Ai04B9550 Araip.B04 9550 c (AG)9c(CT)8 35 33966012 33966046 CCTCAAATTGCATTAAAAAGGG GGGGGAACAATTCATTCACA 274

Ai04B9552 Araip.B04 9552 p3 (TGT)6 18 33978232 33978249 TTGGTCATCCTCTTCATTTTGA ATCCAAAACCAAAACCCTGG 277

Ai04B9553 Araip.B04 9553 p3 (ACA)5 15 33982291 33982305 ATCCAAAACCAAAACCCTGG CGTCCAAAATATGAGACAAGCA 194

Ai04B9555 Araip.B04 9555 p3 (AGA)5 15 33995851 33995865 CTGGCCTTAGGTGCCATAAA AATGGCCGAACCCTAACTCT 246

Ai04B9560 Araip.B04 9560 p2 (TA)8 16 34011014 34011029 TTCCTAATTTTCAACATCGCAA GTGTGGGAAGGATTCGTCAT 258

Ai04B9563 Araip.B04 9563 p2 (TA)6 12 34024908 34024919 TGATGGATGCAATTCCAAAA TCATTTTTGGGGCGTAAACT 273

Ai04B9566 Araip.B04 9566 p2 (AT)6 12 34036877 34036888 CACGAAATTGAAGAACTGAAAAA ATCCGCTCATCATGTCTTCT 255

Ai04B9573 Araip.B04 9573 p4 (TTTA)8 32 34114942 34114973 GCTTTGCTGCACCATGATAA TTTCGAAAATCTTCACCCATTT 278

Ai04B9576 Araip.B04 9576 p2 (AT)10 20 34120368 34120387 TGTGGGAAAAGTTGAATTTGG GGACATTTTGTCCCCTTTTTC 233

Ai04B9579 Araip.B04 9579 p2 (AG)7 14 34158515 34158528 TGCAGTGTAGCCCAGTAACG CCTGTTCTCCTTCTTTCCCC 263

Ai04B9581 Araip.B04 9581 c (A)10gaaaaaaagagaaagaaaaagcaagcagaaaaagccaatagccctttaaaccaaaaggcaagggt(A)1085 34180959 34181043 AAAGCAGTGAAAAGCTTGCG TCATTGTGGGCCCTTCTATC 175

Ai04B9582 Araip.B04 9582 p2 (AG)7 14 34189602 34189615 TGAAGAATCCAAACACAAGGG TTCTTATCTTTTTCAAAACCACCT 280

Ai04B9584 Araip.B04 9584 p2 (GA)6 12 34201893 34201904 AAAATGTTTGCTCGTCTCCG TCACTCTTCCCCATCACCTC 273

Ai04B9586 Araip.B04 9586 p2 (AC)6 12 34210533 34210544 CCTCATAACCTAGCCCCTCC TTCTGATACGGAGACGACCC 262

Ai04B9587 Araip.B04 9587 p2 (AG)6 12 34215248 34215259 TGGATCCAGAGTTACTCCCA ATTCAAAAAGAGCTCGCCAA 118

Ai04B9588 Araip.B04 9588 c (T)12acattagggagttctttttgtatccccttatttacatgcttgaaaacgaacca(T)1176 34215978 34216053 GCTTTTGATGTCACATGCTCA AAATTTTGGGAAGCAGGCTC 190
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Ai04B9591 Araip.B04 9591 p2 (AG)6 12 34220732 34220743 TGGATCCAGAGTTACTCCCAA ATTCAAAAAGAGCTCGCCAA 118

Ai04B9592 Araip.B04 9592 p2 (TA)10 20 34222062 34222081 TGGGTCTAGGGTGAATCTCG CTCCTCTGCACGATCAGACA 189

Ai04B9593 Araip.B04 9593 p2 (CT)6 12 34229648 34229659 CAATTGCCATGTTTGTGGTC GTATTTAGCTCCCGGGTCGT 223

Ai04B9601 Araip.B04 9601 p2 (AG)6 12 34271826 34271837 TGGAAAGGGTTCATAAGCCA GGGCTCGCCAATTTTTACTT 221

Ai04B9603 Araip.B04 9603 c (T)11gccta(T)10 26 34281212 34281237 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 173

Ai04B9604 Araip.B04 9604 p3 (AGA)5 15 34282127 34282141 CCCTTCCCCACTTTTAGAGG CACACATCCCTCCATCTCCT 159

Ai04B9605 Araip.B04 9605 p3 (AAT)5 15 34289559 34289573 CAGGTTCTGGATCTGCTTCC CACATCTTTGCCATCTTCACA 202

Ai04B9606 Araip.B04 9606 p2 (AG)6 12 34289902 34289913 GAAATTTTGAAAAAGAGGGAAGA TTGTGATTTCTTGTGAATCAAGTC 280

Ai04B9612 Araip.B04 9612 p2 (TA)12 24 34331260 34331283 TTCATATCATCCAATCATAATCCA GACAAGTTTCCGTGCATCAA 267

Ai04B9613 Araip.B04 9613 p3 (TCT)5 15 34342339 34342353 GCTGTAGGAGGTGCTGAAGG TCGATGATGAAGGTGAACCA 230

Ai04B9615 Araip.B04 9615 c (T)12aaataaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)672 34351173 34351244 AGAATAAGATGGGGGAGGGA TTTCTTAACTTTTTCAAAACCACC 206

Ai04B9618 Araip.B04 9618 p2 (TA)6 12 34373355 34373366 AATTACTTTTATCTTTCGACCATGA ACACCAGCCAAATTCTTTGC 280

Ai04B9619 Araip.B04 9619 p2 (TA)6 12 34374072 34374083 TGAGTTGTGCCTCCACTGAG TTGAAGTGTTGAAATGGACCC 221

Ai04B9620 Araip.B04 9620 p2 (GA)7 14 34374530 34374543 ATGAGAATATGGAGGCAGCG TCCATTACGACCTCCTCGAC 103

Ai04B9623 Araip.B04 9623 p2 (TG)6 12 34423277 34423288 TTGTCGTGTCTACGCGTTTT AATCATGTAAACCCCTCCCC 211

Ai04B9624 Araip.B04 9624 p4 (TTAT)5 20 34425945 34425964 TGAATCCACCAACACGTCTC CCAATAAACCTGGAATCTGCAT 206

Ai04B9625 Araip.B04 9625 p2 (TC)16 32 34427514 34427545 GGGCGATATGCTGTTGAGTT CAACCTTCCGCCATTAACAT 224

Ai04B9628 Araip.B04 9628 p2 (AT)12 24 34434751 34434774 TTCTCGTGCTTTCGGTGATA GGCAGAATGCTTTTCGATGT 192

Ai04B9629 Araip.B04 9629 p2 (AT)7 14 34435666 34435679 GTTGTGTGCCATGCAAGAAT CCTTTTGAGCAATAGTGACCG 271

Ai04B9632 Araip.B04 9632 p3 (CTC)6 18 34440887 34440904 ATGCTCACCCATAGAAGCGT GATGAAGATGAAACACGCGA 201

Ai04B9633 Araip.B04 9633 p2 (TA)12 24 34443734 34443757 CTATTGGCTTTTTCCGCTTG GGTGACAATGCTTTCTGCCT 270

Ai04B9635 Araip.B04 9635 p3 (GAA)5 15 34455368 34455382 ATGTGGTGTTGATGACGACG TTCTCCGCATACAAGCCTTT 195

Ai04B9637 Araip.B04 9637 p2 (AT)18 36 34459258 34459293 CAGAGTTTTCCGACGACGAT TTGAAATCCGGTTTTTGAGC 225

Ai04B9640 Araip.B04 9640 c (A)10ttataaaatcataaaatcaaaaataatttttgtttcttgtttgagtctagattcaagttttaagtttggtgttaattgcatcttcttaattttc(A)11115 34480623 34480737 TTTTTGTTTTTCCCAATTAATTTTC AGAAGACTGGCCAAGAACGA 212

Ai04B9642 Araip.B04 9642 c (A)10tctttcaaaaatttttatttttctttattaatctgtaatttgtctttgagtcttttattattgttcttgttagaattttagaatcctta(T)10109 34495654 34495762 GACGGTTCATCCTGTTGCTT TGCTATTGACACCAAACTTAAAAT 273

Ai04B9647 Araip.B04 9647 p4 (AAAT)6 24 34519896 34519919 TGGATTTGCACCCTGTTTTT TGCAAATGCAATAGACAAAAGAA 211

Ai04B9648 Araip.B04 9648 p2 (GT)11 22 34521197 34521218 AGCCTTAAAGCGGAAAACAA CCAATGTTCCAAGATTTCCC 112

Ai04B9650 Araip.B04 9650 p5 (TTATC)6 30 34527737 34527766 CATGGGCTGACCTTTCTGAT GCCCAAATAGAGGAACACGA 155

Ai04B9651 Araip.B04 9651 p5 (TTATC)5 25 34536641 34536665 GGTACCTGCAAGAGACTCCG ACACGACCCAGAATCCAAAG 244

Ai04B9652 Araip.B04 9652 p3 (TTC)5 15 34555636 34555650 CCCATCACCTCTTCACCACT GCTTTTGTCTTCCCTTTCCC 280

Ai04B9653 Araip.B04 9653 p2 (AT)6 12 34563029 34563040 GACGAACTGCTCTGTGACCA CCAAGTGGAGTGATGGGAGT 249

Ai04B9656 Araip.B04 9656 p2 (GA)6 12 34596750 34596761 GGAGGGAAGGAGAAAAAGAAAA TCAAGTTTCAACGCAAGTCG 233

Ai04B9658 Araip.B04 9658 p3 (TGT)5 15 34601923 34601937 GCCTTAGGTGAGGTGCTCTG AGCTCCAGCAGGAAGACAAC 240

Ai04B9659 Araip.B04 9659 c (AT)8(AG)11 38 34605069 34605106 CGGGGTCTTACATCCTACCC TTTCAAAATTCTGGAAAGGTATTT 217
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Ai04B9660 Araip.B04 9660 p2 (AT)6 12 34610454 34610465 CGGGGTCTTACATCCTACCC TGGAATTTGGAGAAGGTTGG 165

Ai04B9661 Araip.B04 9661 p3 (AAG)5 15 34611163 34611177 TTGTGGATGATGAACAGCGT CCCCATTTGGTCCCTACTCT 157

Ai04B9663 Araip.B04 9663 c (A)10tttattccttctttttcatttttcccaaaataattttc(A)1260 34634741 34634800 AATGATCACGATTTCGCACA AAAAATGCAATTGACACCAAA 275

Ai04B9664 Araip.B04 9664 c (A)10tataatag(A)1028 34640166 34640193 TGGTGGCAACACTTTTTGTT GAGCTTTTGGCTTTTTCTGC 265

Ai04B9665 Araip.B04 9665 p2 (TC)7 14 34645928 34645941 TTCCCTTTCTTCCTCCTTCC TCCACAAGCAAACAAAAGGA 242

Ai04B9669 Araip.B04 9669 p2 (TC)6 12 34663512 34663523 CTGATTCAGCGGCTCAAAAT TCCCATTCCTCCCATGAATA 175

Ai04B9672 Araip.B04 9672 p2 (TA)6 12 34672293 34672304 TTGGCTTTTACAATCTGCCC TGAAGCAAGAAAAAGCAGCA 170

Ai04B9675 Araip.B04 9675 p2 (TG)9 18 34714623 34714640 GGGTCAGACCTTGGAGATGT CCGAAACATTGAGTGTTACCAA 280

Ai04B9677 Araip.B04 9677 c (TGA)7ttttatgagttctggaattttgttgttctt(TTG)566 34721316 34721381 TTCTGAGCTCTGAGTTCTGGG GCAGAAGTTGAAGCAGAACAGA 280

Ai04B9679 Araip.B04 9679 c (TC)6tttctctctctgatttttgttctgtcttctctc(T)1257 34722187 34722243 TCCCCATTTTGTTTCATTCC TCTGCAAAGCTGTAACGTCG 179

Ai04B9680 Araip.B04 9680 p2 (TA)8 16 34725384 34725399 ATGTTGACGGATTGGAAAGC ACATGCATGAAACGGTTGAA 242

Ai04B9681 Araip.B04 9681 p2 (TG)7 14 34725816 34725829 CCATCCCAGGTAATTTGCAC GGTGTGCACGTTTCAAAAAT 227

Ai04B9683 Araip.B04 9683 p2 (AT)8 16 34742718 34742733 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 278

Ai04B9686 Araip.B04 9686 p2 (AG)6 12 34776639 34776650 TGGCAACTTAAATCAAGAGAACA GCTCGCATATTTTCACCTTTC 278

Ai04B9687 Araip.B04 9687 p3 (GAA)5 15 34785732 34785746 AACTCCAGTGGGTGATGAGG CAAGGGAGCTCAATTCTTGC 242

Ai04B9692 Araip.B04 9692 p3 (TTC)5 15 34823569 34823583 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai04B9698 Araip.B04 9698 p3 (TTG)5 15 34874074 34874088 GTCTTCAAGGGGTCCTCCTC ATCCACCAAATCCACCAGAA 209

Ai04B9699 Araip.B04 9699 p2 (GC)6 12 34879216 34879227 AAAAGGGAAAAGAGCATCCG ACAAGGTGGGCATGACTCTC 103

Ai04B9700 Araip.B04 9700 p2 (CT)6 12 34883518 34883529 TTGATTTTCAAATTTGTTTCAACT AGATGAGAGGGAGAAGTTTTCG 238

Ai04B9701 Araip.B04 9701 p2 (CT)6 12 34883741 34883752 CCTCACTCACCAAAAATCCG GTTCTTGTCCTTGCTCCTGC 185

Ai04B9703 Araip.B04 9703 c (GT)16gg(GT)7 48 34892990 34893037 CCTCCCCACACTTGAACATT GTTTCCCCTCCCTAAACCAG 201

Ai04B9711 Araip.B04 9711 p3 (AGA)5 15 34968053 34968067 GGCTAATGCCTTTCCTTTCC TACCTTCTCCACCCCACAAG 211

Ai04B9713 Araip.B04 9713 p2 (CT)6 12 34973559 34973570 TCAATCCAGACCACCCTAGC AGGAGGGTTGCAGATGTCAC 237

Ai04B9717 Araip.B04 9717 p2 (AT)8 16 35001215 35001230 GTGTGGGAAAAGTGGGTTTG GGGGCATTTTGTACCCTTTT 209

Ai04B9719 Araip.B04 9719 c* (A)11(AT)7* 24 35005985 35006008 GTGTGGGAAAAGTGGGTTTG TATTTTGGGGCATTTTGTCC 213

Ai04B9724 Araip.B04 9724 p3 (AGA)5 15 35042772 35042786 ACTCGGAGGTGGAAGCTTTT CCGAATACACACATCCCTCC 206

Ai04B9733 Araip.B04 9733 p3 (CTA)5 15 35100102 35100116 TTGGCAGAGAGGTAAAGTTGC AAAGTTCTGGCGCTGGAGTA 245

Ai04B9734 Araip.B04 9734 p3 (CTA)6 18 35105992 35106009 GAGGCAAAGATGCATGGAAT AAAGTTCTGGCGCTGGAGTA 240

Ai04B9741 Araip.B04 9741 p3 (TCT)5 15 35152337 35152351 TTCCATTTACCCCTCACACC AACCAGACGTCCAAAGATGC 219

Ai04B9746 Araip.B04 9746 p2 (TC)8 16 35182267 35182282 TAGCCTAAAACGGGTCATGC GAAAAACCTTGTTAATGGGGG 267

Ai04B9748 Araip.B04 9748 p2 (TC)8 16 35205999 35206014 CCGCACAGTTTTCCTGATTT GGGGGAAAAGAGAAAAAGAAA 182

Ai04B9749 Araip.B04 9749 p2 (AT)9 18 35213882 35213899 GAGTGAAGGCAGAATGGTGG TGTTCAATGGCTCATTTCCA 276

Ai04B9750 Araip.B04 9750 p2 (AT)10 20 35214259 35214278 TGGAAATGAGCCATTGAACA TTCATATGATAGCTCACTTGGC 246

Ai04B9751 Araip.B04 9751 p4 (TATT)5 20 35214483 35214502 TTCATCACATATGCATTGATCTTTT GTGTGGAAAAATGTGGGACC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B9752 Araip.B04 9752 p2 (TA)7 14 35215143 35215156 AATGCAACCATGCAATTAAGC TGCATATGAGCATTTGGTTTG 280

Ai04B9756 Araip.B04 9756 p3 (AGA)5 15 35224262 35224276 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 122

Ai04B9757 Araip.B04 9757 p3 (AAT)5 15 35228753 35228767 GTTCTTGTCCTTGCTCCTGC CCCCCTCTTTTCTTCCACTC 120

Ai04B9758 Araip.B04 9758 p2 (GA)6 12 35229087 35229098 TGAGGATGGCAGAGATGTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 280

Ai04B9763 Araip.B04 9763 p3 (TTA)5 15 35242136 35242150 GCAGGAAAGCAGAGGTTCAG TGCACTGGGTCATCCAAGTA 252

Ai04B9768 Araip.B04 9768 p6 (AAAAAG)5 30 35259444 35259473 TTGGCTCTTGAAAGAATGATGA ATCCACTGATGCTCAAAGCC 250

Ai04B9769 Araip.B04 9769 p2 (TA)9 18 35265140 35265157 AGTGAAGGCAGAATGGTGGA TAGCCCTTGATTGTGCATGT 163

Ai04B9770 Araip.B04 9770 p4 (TATT)6 24 35269715 35269738 CGAAAATCACTAACCACTTTTTCA AGAGAGAGGGAGAGGGTTCG 247

Ai04B9774 Araip.B04 9774 p3 (TTG)5 15 35299485 35299499 AACATTTGGGGTGAGAATGC TCCTCCAAATCCACCAGAAG 124

Ai04B9777 Araip.B04 9777 p2 (AG)7 14 35343075 35343088 AAACCTGGATCGAGAGTCACA TGACAGAGGCCACGTATCAG 252

Ai04B9778 Araip.B04 9778 p2 (AT)7 14 35343938 35343951 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 268

Ai04B9782 Araip.B04 9782 p3 (AGA)5 15 35348343 35348357 GGAGAGGGGAGAAGAGAGGA CCAGCCACTCAAATCCTAGC 214

Ai04B9783 Araip.B04 9783 p2 (AT)11 22 35348914 35348935 CGTGGATAGTGTGTTCGCAG GAAGCTCCTCCAATGTCCAA 280

Ai04B9784 Araip.B04 9784 p2 (AG)6 12 35351648 35351659 AAAACCTGGATCGAGAGTCA TGACAGAGGCCACGTATCAG 251

Ai04B9787 Araip.B04 9787 p2 (AG)6 12 35382569 35382580 AGGGTATTTGGGGAAGGTTG GAAAGGGGAGAAAAACTGGC 216

Ai04B9788 Araip.B04 9788 c (T)11gccccttgcctttcagtttaaaggggtactggctattttttgcttgctttttctttttctttctttttcttttcttc(T)1098 35389436 35389533 CCTATCCCCTGATGCTCAAA GTGAAAACCTTGCGGAAAAA 164

Ai04B9789 Araip.B04 9789 p2 (AG)7 14 35391551 35391564 GGTGAGGTAGGTGGGGTTTT GCCAATATGGTGCAGTGATG 248

Ai04B9790 Araip.B04 9790 c (T)11gga(T)10 24 35397879 35397902 AGGCGTCCCATTATTCACAG TGAGCCATGTCTAATTCCTGG 260

Ai04B9791 Araip.B04 9791 p3 (TTA)5 15 35398245 35398259 CCAGGCTTCTCATGCTTCAT CGCTTTTTGGCATTGTTTTT 251

Ai04B9796 Araip.B04 9796 p4 (TTTA)6 24 35427018 35427041 GAAGACCGGAATACTGGCAA AACAATCTCCGTGGGATTCA 255

Ai04B9797 Araip.B04 9797 p3 (TGA)5 15 35428889 35428903 TGGAAGGTTACTTGTGGATGAA TTTGGAAGTGCAACAATCACA 250

Ai04B9800 Araip.B04 9800 p2 (GA)6 12 35454754 35454765 ACACAGAGAGGGAGAGCAGG CGAAAATCACTAACCACTTTTTCA 243

Ai04B9802 Araip.B04 9802 p2 (TA)6 12 35458470 35458481 CCTTTGGTTCTCACCCCATA GGACCCAAAGAACCCAAAAT 243

Ai04B9805 Araip.B04 9805 c (A)12g(A)10 23 35489044 35489066 TCGAGTTTGGACAACTGACG CCTGACATGCCCTATCCAGA 276

Ai04B9806 Araip.B04 9806 p2 (CT)7 14 35490388 35490401 TTGTTTCTTATCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 279

Ai04B9807 Araip.B04 9807 p3 (TAT)7 21 35490716 35490736 TTCGAACCCACTCTTCCATC TTCTTGTCCTTGCTCCTGCT 162

Ai04B9809 Araip.B04 9809 p2 (CT)7 14 35516521 35516534 TTCTTCCTTCTCCCATCTTCC ATTGCAACAATCCACAAGCA 251

Ai04B9810 Araip.B04 9810 p2 (TA)13 26 35520047 35520072 GGGAAATTGTGGGAACAAAA GGATTCCCTTTTTCAATCCA 278

Ai04B9811 Araip.B04 9811 p2 (TA)7 14 35520633 35520646 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai04B9816 Araip.B04 9816 p3 (ACC)8 24 35546484 35546507 ACGAGACCTCCATGAGCCTA ATGGTGCATACGGAAAATCG 217

Ai04B9817 Araip.B04 9817 p3 (ATG)5 15 35548026 35548040 TAGTCCAAAGGATGCCAAGG CCCAGAGCCCAGCACTAATA 218

Ai04B9818 Araip.B04 9818 c (AG)8aa(AG)8 34 35549015 35549048 ACCTCTGCTGCTGGTGTTCT CTGCATTCCTTTCCTACATCC 181

Ai04B9821 Araip.B04 9821 p2 (AT)8 16 35579698 35579713 TAATCACGGCATCAAATGGA CCCATCTCAATTGTAAAGGCA 241

Ai04B9824 Araip.B04 9824 p3 (TTC)5 15 35594900 35594914 AATTTCCCACCTAACCCACC AACCGGCTTACCTTTGGAGT 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B9826 Araip.B04 9826 p2 (TA)6 12 35599973 35599984 CATCCTCGAAAGGGTTCTCA GGTTGGTTTCGGTTTGTGTT 277

Ai04B9831 Araip.B04 9831 c (GC)6catgcgttcttacgcgcggatcgcctggcacaaagtaggcataaagtgggcacaactctcgggttttagtactaggagttgtgaaaccacagcg(GC)6actgcgcgcttgggcgccgatgcccgcttc(T)13161 35630279 35630439 AGATGCAGCACAAACAATCC AGGAGAATGCCCTGTTTTTC 250

Ai04B9832 Araip.B04 9832 c (GA)16a(AG)6 45 35641524 35641568 TTAGAGCTGCGGAAAGTCGT ATGATTAGGACGGCAACAGG 271

Ai04B9833 Araip.B04 9833 p3 (TTA)6 18 35642962 35642979 CAGAGTGCTAAGGAAGTTCGAGA AAAATCGAACACAACCCTCG 278

Ai04B9838 Araip.B04 9838 p3 (ATG)5 15 35730578 35730592 TCAAGAAGATGCCACAAATCA GTCCTCATCCCCAAGTGTGT 124

Ai04B9841 Araip.B04 9841 p3 (AGA)6 18 35750147 35750164 AGCCAAGTGGAGCAAAGATG ATTTCCTCTCCTCTCCCCAA 243

Ai04B9845 Araip.B04 9845 p4 (TCTA)5 20 35757377 35757396 AGATTTGATTTCCCAACCCC TCATGACCTTGCACCCTGTA 280

Ai04B9846 Araip.B04 9846 p3 (TAT)13 39 35757603 35757641 GCTACAGGGTGCAAGGTCAT CGCTAGTCCCTTTGCTTTGT 247

Ai04B9847 Araip.B04 9847 p2 (TA)6 12 35762648 35762659 TGATTATCTGGCAATTGATTTGA TGATCAAGGATCAGCAGCAC 256

Ai04B9848 Araip.B04 9848 p3 (AAT)5 15 35767166 35767180 TTATTTTCGGCTGCCATCTC GAACCCCCTCTTCCATCTGT 280

Ai04B9849 Araip.B04 9849 p2 (AG)7 14 35767500 35767513 GGAGTGAATTTTCGAAAGCAA AACTGCCTAACTTCTTATCTTTTCAA 279

Ai04B9850 Araip.B04 9850 p3 (AGA)6 18 35776369 35776386 GCAAGGAAACAACATAAAGGGA AAGGACCAAGGATTGAAGGG 254

Ai04B9851 Araip.B04 9851 c (T)11atcacaatccatatgcattgattttattgagcttctccttggggcattttgtcccctttttatttctttcttttcttc(T)1099 35777632 35777730 CCTAACTACCCATTCTTTTCACTTTT CTGGGAATTGGGTACATGCT 264

Ai04B9852 Araip.B04 9852 p2 (GC)7 14 35779510 35779523 TGGTGTTTGGAAGTGTTGGA CAAACCAACTCACATGGACG 249

Ai04B9854 Araip.B04 9854 p3 (AGA)7 21 35783320 35783340 GCATGGAAACAACATAAAGGG AAGGACCAAGGATTGAAGGG 257

Ai04B9855 Araip.B04 9855 p2 (CT)6 12 35784328 35784339 AAACATTTCCCTCCCAAACC AAGCAGAGCTTTTTCCCACA 239

Ai04B9866 Araip.B04 9866 p4 (TTTA)5 20 35862847 35862866 CCAATTTTTGAAAATCACTAACCA AGAGAGGGAGAGAGGGTTCG 250

Ai04B9867 Araip.B04 9867 p3 (TTG)5 15 35888315 35888329 AACATTTGGGGTGAGAATGC AAATCCACCAAATCCACCAA 127

Ai04B9868 Araip.B04 9868 p5 (GATAA)5 25 35901729 35901753 AAAGGCGGTTCCCTTAAAAA AGTAGTGGGGGCTGACCTTT 106

Ai04B9870 Araip.B04 9870 p3 (AGA)6 18 35929326 35929343 TCCCATGACTCAGATGTGGA AACCACATCTCCCTCTCCCT 206

Ai04B9871 Araip.B04 9871 p2 (GA)6 12 35931758 35931769 GGAGAAGGAGGGAATTTTCG TCCTATCCTTTCAAAATTTGTTTCA 246

Ai04B9876 Araip.B04 9876 p4 (ATAA)5 20 36013111 36013130 TTTGGGGACTTAGGCTGATG GGGTGGTTTTTGTCCCCTAT 190

Ai04B9879 Araip.B04 9879 p2 (TC)9 18 36029767 36029784 TCTTCCTTCTTCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 251

Ai04B9880 Araip.B04 9880 p2 (AT)29 58 36032651 36032708 AGGGGACAAAATTACCCCAG AACCCAAGCTTTAACCCAAC 222

Ai04B9883 Araip.B04 9883 p2 (TC)6 12 36079584 36079595 ACCGCGTCACCTTACTTGAA GAAAAGGAAAGAGGGAAGAAGAA 240

Ai04B9885 Araip.B04 9885 p3 (GAA)5 15 36127844 36127858 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 206

Ai04B9889 Araip.B04 9889 p2 (TC)6 12 36183507 36183518 CAGACAGGGGAGAAAAGCTG GGTGAGGTAGGTGGGGTTTT 263

Ai04B9891 Araip.B04 9891 p3 (AAG)5 15 36198870 36198884 CTCCCCAATAATCCACAAGC CCTCACGTTCTTCATTACCCC 171

Ai04B9895 Araip.B04 9895 p3 (ACA)6 18 36216712 36216729 TGACAACACAAGGTTGGCAT GTGTGGTGGTGGTTGAAGTG 256

Ai04B9896 Araip.B04 9896 p2 (TC)6 12 36219989 36220000 GCACCCATTCAAGAGAGAGC CACTGATCAATTCAAGTGCTGG 195

Ai04B9897 Araip.B04 9897 p2 (TC)8 16 36227898 36227913 GCACCCATTCAAGAGAGAGC CACTGATCAATTCAAGTGCTGG 199

Ai04B9898 Araip.B04 9898 p2 (CT)6 12 36253304 36253315 TAAATGCCAGAAAAGGGCAG TGGGCTTTTATGAAGGATGC 263

Ai04B9899 Araip.B04 9899 p3 (TTC)5 15 36253505 36253519 GCATCCTTCATAAAAGCCCA CTAGAGGTTTCTCCGGCCTT 236

Ai04B9900 Araip.B04 9900 c (A)10gaggcg(A)1026 36255184 36255209 TGATGTGGTGGCAATGCTAT TTGGCTTTTTCTGCTTGCTT 250
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Ai04B9902 Araip.B04 9902 p2 (AT)8 16 36273012 36273027 TCAACCACTAGGAGGGACAAA TGAAGATCTATGTTTTGAGGGC 278

Ai04B9903 Araip.B04 9903 c (TA)6(GA)7 26 36280505 36280530 AGGTGTGGGTATGTGGGGTA CTCTCTTCCCAATCCACCAA 259

Ai04B9904 Araip.B04 9904 c (T)11attaaactttactttggggcatttttgtcccctttttatttctttttctc(T)10ctctttatatattttttttcttt(TA)13120 36286046 36286165 CCCATGATTCCCACTTTTTC CATATTCATGCACTATATGTAAAACCA 273

Ai04B9907 Araip.B04 9907 c (GC)6acaccgtgcttgtgcgtcgatggcca(T)1048 36288079 36288126 ACGTAATGGCCTCATCTTCG ATTACGGCTCGCCTTTAGGT 263

Ai04B9912 Araip.B04 9912 c (T)12gg(T)11 25 36313304 36313328 AAAAGATGCAATTGACACCAAA TCGAGTTTGGACAACTGACG 254

Ai04B9916 Araip.B04 9916 p2 (GT)7 14 36334341 36334354 CTCCTGGCCCTTTTCTCTCT AACCCTGAAAAACCCTACCC 111

Ai04B9918 Araip.B04 9918 p3 (TCT)5 15 36372452 36372466 CCATTCATGACCATCCCTTC TTTAGAATGTTGCTCGCCCT 128

Ai04B9927 Araip.B04 9927 p3 (AGA)6 18 36395291 36395308 ATAATCGCAGAACCTCCCCT ATTTTCCTGTCTCGGTCACG 201

Ai04B9929 Araip.B04 9929 p2 (CT)6 12 36404039 36404050 TTTTCAAATCTTTTTCAATTAACCA AAAGAGGGAAGGGATTTTCG 110

Ai04B9931 Araip.B04 9931 c (T)17gctctttcgtaaattaagaggtttttgg(T)1560 36428765 36428824 TCTCTCTTCAAAATGGCGCT TGAAGGTCAAGATGAACACGA 227

Ai04B9932 Araip.B04 9932 p2 (TA)13 26 36439046 36439071 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 237

Ai04B9938 Araip.B04 9938 p3 (TGG)5 15 36448437 36448451 AGGAAGGGTAGCGGAGAGAG CCTTCCCTCAACAACCTCAA 254

Ai04B9940 Araip.B04 9940 p2 (AC)6 12 36461716 36461727 GAAGGCAAGAAGTCGGACAG GATGCCTTTTCCGTGATGAT 280

Ai04B9942 Araip.B04 9942 p2 (CT)6 12 36465094 36465105 TTTCTTAACTTTTTCAAAACCACC TGAGGATGGCAGAGATGTGA 278

Ai04B9943 Araip.B04 9943 p3 (TAT)5 15 36465432 36465446 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 203

Ai04B9944 Araip.B04 9944 p3 (TCT)5 15 36468586 36468600 TTTTCCATCCACCACTCACA GTCCCTCAATTTCAGCCAGA 241

Ai04B9946 Araip.B04 9946 p2 (GA)6 12 36476412 36476423 AGAGAGAATTGCATCCGCAC CCTCACTTTCGGCTTCTACG 161

Ai04B9947 Araip.B04 9947 p2 (TC)6 12 36476607 36476618 CGTAGAAGCCGAAAGTGAGG ACCAGAGAGTGAGAGGGGGT 246

Ai04B9949 Araip.B04 9949 c (T)10aatctg(A)11 27 36511743 36511769 ATGCTCCAGCGTGACTCTCT GTGCTAGGTGGGAGACAACC 253

Ai04B9952 Araip.B04 9952 p2 (CT)6 12 36531472 36531483 GGCATGCCAATAAACACCTT TCCTTTCTTGGTGACCATCC 218

Ai04B9962 Araip.B04 9962 p2 (TA)9 18 36601081 36601098 CGCATAGAGCATATGGAGCA TTGGAGGATTGTGGAGGAAG 239

Ai04B9963 Araip.B04 9963 p2 (TA)6 12 36616902 36616913 ATGCACCTCGATAAGCGTCT TTAGAACCGACCAAAGCAAA 226

Ai04B9964 Araip.B04 9964 p2 (TA)11 22 36617186 36617207 GCGAGTGATGCAATTTTCTG GGTGGCAAGATATTACGACATC 125

Ai04B9971 Araip.B04 9971 c (A)10ggattcgagttcgaatttcactcttaactctagaaaaagaaagagaaaattggatgtttatatctcaaaaatagtataatc(T)11102 36628954 36629055 TCAAATGACATCGTCTCTCCA AGATGTTCATGTAAATGTTGAACTAAA 267

Ai04B9972 Araip.B04 9972 c (TC)18tttctctcccccccttcctctccctttctctctccctccctctcccccttcctttctctttctctctccctccct(TC)14139 36640947 36641085 CCGGTTAACCAAAACCAAAA ATGAGAGAGAGAGGGGAGGG 252

Ai04B9973 Araip.B04 9973 c (CT)8cctctcttcctcctctctctcccttcc(CT)859 36641230 36641288 TTCTCTCTTTCCCTCTTTCCC AGGAGGGGAGAGATGATTGG 238

Ai04B9974 Araip.B04 9974 c (TC)7ccatatatctctcctttctcctctattttctcttctctctcttttc(CT)19tctttacctcccctctctt(TC)7131 36641463 36641593 TCCTCCCCTTCCTTTCTCTAA GGAAAGAGAGATGAGCCAGAGA 247

Ai04B9975 Araip.B04 9975 p2 (AG)6 12 36641866 36641877 GAAGAAAGAGAGGAGGCAAAGA CTCCTTCTCTCTCCCCATCC 158

Ai04B9980 Araip.B04 9980 p3 (TCT)10 30 36665397 36665426 TTGTGTGCAAGGGCATTTTA TAGAATATTGCTCGCCCTCG 277

Ai04B9981 Araip.B04 9981 p2 (TA)10 20 36680906 36680925 GCTTTCGGCTGTACCACTCT TGAGTTTGTAAGAGGGATGGG 238

Ai04B9984 Araip.B04 9984 p2 (AC)9 18 36707950 36707967 CAAAATGTCACGCTTTCAGC AGCAATTTTTGCAAGAGGGA 226

Ai04B9985 Araip.B04 9985 p2 (CT)6 12 36710699 36710710 GTAGCTCCGACAGCAACTCC ATGCAGGAGAGAGGGAGACA 179

Ai04B9986 Araip.B04 9986 p2 (TC)8 16 36723031 36723046 GCTCATTTCATGCCCTCATT ATGCACAGAACCTAGGGCAC 241

Ai04B9987 Araip.B04 9987 p2 (AG)7 14 36727723 36727736 CGAACGGGTTAAAAACGCTA CCGGAAGTGGAGGATGAATA 184
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Ai04B9988 Araip.B04 9988 p2 (AC)7 14 36730739 36730752 TTACTGATATGTGCGGGTGC AAACAGAGCACACTCCCCTG 118

Ai04B9990 Araip.B04 9990 p2 (TG)7 14 36746537 36746550 CAAAAAGAATATGTTAGATGGATGC AACCTCTTTGCATTTTGGACA 144

Ai04B9991 Araip.B04 9991 c (TTTA)5tttttataactggttggttggagagggttgggattaaatcaaaatctcatcccnnn(TTAT)12124 36748363 36748486 CTTCCCTCCACGAAACAAAA CATTGGTTCGGGATGAGATT 260

Ai04B9993 Araip.B04 9993 p2 (GT)7 14 36757439 36757452 TTGTTAGCCACTTCGAGCCT TCACCCAATGTCCCAAGTTT 166

Ai04B9994 Araip.B04 9994 c* (A)13(AT)34* 80 36757602 36757681 TGGGACATTGGGTGAATAAAA TATTGAGCTTTGCTTTGGGG 278

Ai04B9998 Araip.B04 9998 p2 (AT)9 18 36769836 36769853 CAGAGCCCGATGAAGGAATA CGGGCTGTGGCTAGTACTCT 169

Ai04B10005 Araip.B04 10005 p2 (GC)6 12 36811524 36811535 GGAAAGGGGAAAGAGAGGTG GCGTACCTACCCGCTATCAC 265

Ai04B10009 Araip.B04 10009 p4 (ACAT)5 20 36843771 36843790 ATTGCATGTTGCATTTTTGC TTGAAAATTCTTTGTTGTTTTACCA 242

Ai04B10010 Araip.B04 10010 p5 (AAAAG)7 35 36844408 36844442 TATGCATCTCCTCTTTGGCA TCAAGCATCCCACCTAATCC 227

Ai04B10012 Araip.B04 10012 p3 (ATA)10 30 36854564 36854593 GCCATCAAGTAGCAATCAATG GATGAGGAGGGAGATATTGATGA 278

Ai04B10021 Araip.B04 10021 p4 (ATAA)6 24 36936545 36936568 AGAAATTGTGGGAACATGGG CATTGCATACTCATGCATCAAC 272

Ai04B10023 Araip.B04 10023 p2 (AT)16 32 36943897 36943928 GGGGACAAAATTATCCCAGT GGTGCTAAGGTAAGGGTGAGG 257

Ai04B10025 Araip.B04 10025 p3 (TTA)14 42 36957629 36957670 TTTGCTGATGCCATTTGAAG GCAGCAGTAGTAACAGCAGCA 279

Ai04B10035 Araip.B04 10035 c (A)11gagaaaaaaat(AATA)542 37028719 37028760 TGAATGAATGCCTGAACAGTG TTGGCTTTTTCTGCTTGCTT 239

Ai04B10038 Araip.B04 10038 p2 (TA)8 16 37042121 37042136 CCTTCCGATGAGAGAACTGC CCCTGTCCTTGTCCATTGAT 246

Ai04B10040 Araip.B04 10040 p2 (AT)6 12 37047062 37047073 ACTTGCCGGTTAGATTGTGG GGCACGTATCTTAAATGCCA 263

Ai04B10042 Araip.B04 10042 p3 (AAT)19 57 37056189 37056245 AGATACGCCGATCATGCTG GGAATAAAAAGAAATTTCACAAGCA 276

Ai04B10045 Araip.B04 10045 p3 (TTA)19 57 37059010 37059066 TGTTAATCAAGTGTGTGGGGA CTCATGCATGCTTCTCTTCAA 264

Ai04B10046 Araip.B04 10046 p3 (ATT)6 18 37059794 37059811 TTAGACTCTTACCCGGCCCT CTGGACTTAAGCCCCGTTTA 147

Ai04B10047 Araip.B04 10047 c (A)10t(A)10 21 37060858 37060878 CAACAATCACACCACCAACA TTTGTATGATTTTGGAACCGA 209

Ai04B10054 Araip.B04 10054 p2 (TA)6 12 37096233 37096244 CCAAATTTTGCACCAAATCC AAAAACAATGCCAAAAAGCG 276

Ai04B10055 Araip.B04 10055 c (A)10tgttttc(A)12 29 37100118 37100146 CGGTTCATCTTGTTGCTCAG ACAACTGATGGTTGGAAGCC 237

Ai04B10057 Araip.B04 10057 p2 (TC)6 12 37103943 37103954 GCATTTTCCACCCTCAACAT AAAGGGGAAAGGGAGATTGA 159

Ai04B10059 Araip.B04 10059 c (AC)12(AT)10 44 37107903 37107946 CCGCAATACTGATCCAAAAA CGTTTATTGAACCCTCGTCA 222

Ai04B10060 Araip.B04 10060 p2 (GA)6 12 37115289 37115300 GAAACACAACTGTGAGGAGGG TTTCTTATCTTTTTCAAAACCACC 279

Ai04B10061 Araip.B04 10061 p2 (AG)8 16 37120088 37120103 GGTTTCCCCAAACTGCTACA GGTGGCTTCCTCACTCTCAT 144

Ai04B10068 Araip.B04 10068 c (AGA)5aa(AAG)5 32 37158592 37158623 TGATCCCACCCTAAAAACCA AAAAAGAAGAAACCACCGCA 274

Ai04B10069 Araip.B04 10069 p2 (AT)10 20 37165583 37165602 GCATTCTGGAACCTCTTTGG CTCGACTTGCGAAGCTAAGG 225

Ai04B10072 Araip.B04 10072 p3 (CCA)5 15 37206249 37206263 ACTACAACCGCCTCACAACC CGCATGAGTTGCGAAGATTA 255

Ai04B10073 Araip.B04 10073 p3 (CCA)5 15 37206422 37206436 AACGCCACCACTGCTTTTAC TGAGTTGCGAAGGTTGTGAG 271

Ai04B10074 Araip.B04 10074 p2 (AG)6 12 37214033 37214044 GTCGTGTCACGCAGAGAAGA GCAGCGAGGAACAGCATAAT 205

Ai04B10075 Araip.B04 10075 p2 (AG)6 12 37218937 37218948 GCAGGAGAATGGGAGAATCA CATGGGAAAGTTCATAAGCCA 263

Ai04B10076 Araip.B04 10076 p2 (TC)6 12 37229123 37229134 TCAAAACCACCTAATTACTTTTCCA AGAGAGAGGGAGAGGGTTCG 278

Ai04B10078 Araip.B04 10078 p2 (TC)6 12 37239385 37239396 CAAAACCACCTAACTACTTTTCCA AGAGAGGGAGAGGATTCGGA 275
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Ai04B10080 Araip.B04 10080 p4 (AAAT)7 28 37254712 37254739 TCTCTCCCCTCAATTTTTCG CCATGATGGAGAAAGGGAGA 146

Ai04B10081 Araip.B04 10081 c* (A)10(AG)6* 21 37263695 37263715 TAACATGTGGTGGCAATGCT TATTTGCCCTTGCTTTTTGG 277

Ai04B10083 Araip.B04 10083 c (A)12gtagaaatattatttctctttcattctatcatttccgtaaaaaacaatgacctcaaaac(A)1182 37277564 37277645 CACAATATGCGTATTTGGCA GAAAGCGAGTATTTGCGGTA 200

Ai04B10086 Araip.B04 10086 c (CA)6c(TA)9 31 37293628 37293658 GCATATGATAATTTGGTTTAATTGAGA GGGTTGTGTGTTCTTTGGCT 239

Ai04B10087 Araip.B04 10087 p2 (AG)8 16 37300631 37300646 GCAGGAGAATGGGAGAATCA CATGGGAAAGTTCATAAGCCA 267

Ai04B10088 Araip.B04 10088 p2 (TA)8 16 37323808 37323823 ATCAGATTGGACATCGGCTC AAGCAGCTTCCCACTTTACA 263

Ai04B10089 Araip.B04 10089 p2 (TC)6 12 37326780 37326791 CCATTGTTTCACTGACCCCT CAGGTGCATCTGGTAAGCAA 278

Ai04B10093 Araip.B04 10093 p2 (TA)10 20 37336787 37336806 CGTTACTCGCTGGTGGGTAT TGTTTACGGCATTTCCCTTC 182

Ai04B10094 Araip.B04 10094 p2 (TA)9 18 37338002 37338019 CTGGATGGCTTCATCCATTT TTAACGCTCGTTGACAGTCG 161

Ai04B10095 Araip.B04 10095 c* (TTA)6(TTATTG)7*57 37342262 37342318 ACATTTCTTGAGGCCACCTG GGCTTAGCCAATGAACGAAA 187

Ai04B10097 Araip.B04 10097 p2 (AT)8 16 37348000 37348015 CATCCAACAACGTGAACGAC GGAAATTGAGACGGGTGGTA 266

Ai04B10098 Araip.B04 10098 p3 (ATT)6 18 37368444 37368461 CTGAGTGGCATTTTCTGCTG AATTCCAAGCCAAACACCAC 179

Ai04B10101 Araip.B04 10101 p2 (TG)6 12 37390049 37390060 GGGCCTCGTCAAGTGTTAAA ATGAATCAGACACCCAGCCT 243

Ai04B10105 Araip.B04 10105 c (T)10cttttaaaaaacaaaaggacataacaactttaaattaaatatcccaaattaaaagtttcagctgattaaacc(A)11tatcccaaattaggctctaatatatttttagtttgacaatttagtaacaataagtttaatcaccaaattaatttttaactaattcaaaac(A)10193 37393177 37393369 TTTGATTTCTTGAAAACACAACC GACGAACAATCTGTGTATGAACAA 279

Ai04B10107 Araip.B04 10107 p3 (ATT)8 24 37394587 37394610 GGGAGATCTAGCAGTGGTCAA TGTCCCCCATGTTTTTGTTT 162

Ai04B10108 Araip.B04 10108 p4 (TTTA)7 28 37415786 37415813 CCAAGGAAAAAGGCAATCAA TTGATGGCAATACCGGAGAT 198

Ai04B10113 Araip.B04 10113 p3 (AAT)5 15 37420154 37420168 CAGGAGAGTGGGGACAAAGA GGGCAACGATTAGAGTGGAA 229

Ai04B10114 Araip.B04 10114 p3 (ATG)5 15 37420310 37420324 ATGAAGCTGAAGCAGAAGCC TTTGTTTGGTTGCTGCAGAG 244

Ai04B10115 Araip.B04 10115 p3 (TTA)6 18 37420453 37420470 CTCTGCAGCAACCAAACAAA CAAATTCCCGGAAGCTGTTA 226

Ai04B10116 Araip.B04 10116 c (A)15ctaatttcatctaattttggatggtatttgaaaacaaagtatg(A)1270 37421569 37421638 ACGATTACACTGCCCTTTGG CTCTGCAATTCTGGCATCAA 172

Ai04B10117 Araip.B04 10117 p3 (ATT)5 15 37423413 37423427 TTCAGGTAATTGGCAGGACC TCATTCTCTCCTGGACCCAC 267

Ai04B10120 Araip.B04 10120 p2 (GA)12 24 37433100 37433123 TCACTGTCCGTGAAGCTACG CACAACGACGATGGAATGAG 152

Ai04B10122 Araip.B04 10122 p2 (AG)9 18 37438541 37438558 GACTGCCGGAGAGATGAGAG TGCAATACGTTACCGTCGAA 169

Ai04B10131 Araip.B04 10131 p3 (TAT)5 15 37454716 37454730 CCACAAAATTTGCACCTCCT GGTTGCTTTCCACCCACTAA 202

Ai04B10135 Araip.B04 10135 c (GT)6tagagtattatttttataaaatcaacacacaaatttatg(AAT)566 37475249 37475314 TTGATGGAATTGGACCAAAAA TGAGCTCCCAGAAGCTAAGG 278

Ai04B10139 Araip.B04 10139 p2 (GC)6 12 37485109 37485120 GCGTGCATTAAGCATTTTCA AACATGTACCAGGAGGGCAG 255

Ai04B10143 Araip.B04 10143 c (TA)6tgtcttattctgttcgcgcctaagtgttttagttttcgtgtgtgaatgctttgcgtattgtaattctactttatgcaactttgagcgtaaatatatata(TG)13137 37502806 37502942 CCTAAACTCCGTAGGCTGTGA GTCACGACAGTTCTAAGGCG 270

Ai04B10144 Araip.B04 10144 p2 (TC)7 14 37503883 37503896 GAAAAAGCCATAACCCCTCA GTACCGTAGTTGACGCCGAT 161

Ai04B10145 Araip.B04 10145 c (T)10gagaagctgtaatttacatttttttaaaaga(T)1051 37505357 37505407 TTTAGTGCTTGTTTAGGCGTCA TTTGGATATCTCATGCAAAAAGA 274

Ai04B10148 Araip.B04 10148 p2 (AT)6 12 37512416 37512427 CGCGTCATAAAGCAAAGGTT GCGCTTTTCAAATCCTGTTT 131

Ai04B10152 Araip.B04 10152 p3 (TGG)5 15 37556785 37556799 TGATTTTTGGGTGAGGGAAG TGGACCAGAAAAATCAAGTGG 248

Ai04B10157 Araip.B04 10157 p2 (AT)7 14 37574469 37574482 TTTTCTGCTCTTGCCTTTTTG GGTGGCATTGCTTTTGTTTT 275

Ai04B10161 Araip.B04 10161 p3 (ATA)5 15 37599382 37599396 AACAACACACAACAAATCATAAATTC CAATCATCCGTAACTTCACATTG 280

Ai04B10163 Araip.B04 10163 c (T)11c(TAT)5 27 37606890 37606916 GCACCTTTGCAGTGTTGAGA TGATGCTTAAGCCATTTTGG 259
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Ai04B10167 Araip.B04 10167 p3 (AAT)9 27 37609774 37609800 CAAACACCAGAAATGCTTACCA GCCAGATGAAGGAAACCAAA 188

Ai04B10169 Araip.B04 10169 c (A)10tcaaaggctatgaaaggagg(GA)1254 37616113 37616166 GAATCCAGCTCACACAGCAA GGTGATGCTCCCCTCTACAA 181

Ai04B10172 Araip.B04 10172 p2 (TG)7 14 37622071 37622084 ACTCCCGTGCAACTCTCTGT GGCAACCCGATAATTTCGTA 237

Ai04B10173 Araip.B04 10173 c (T)11gaaatactaaagcaaaatttaaataagaaaaattaaaataagactaactaggaaacagcaaacttaatttcataaattaagaaaaatattagtgc(TATT)5126 37623264 37623389 AACGCACCATGTGGTAAACA TGCCGGGAATTGATAGTGAT 280

Ai04B10174 Araip.B04 10174 p2 (AG)6 12 37630635 37630646 ATTCGGGAAGGAAAGCTGAT TGACACAGCTAGCACCTTGG 198

Ai04B10179 Araip.B04 10179 p2 (AG)6 12 37662485 37662496 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 179

Ai04B10180 Araip.B04 10180 p2 (AT)14 28 37670002 37670029 TTCCTTGCTTTCATGAGCTG TGCTTTATCAACCTCCCCAC 277

Ai04B10182 Araip.B04 10182 p2 (AT)10 20 37693811 37693830 CCCTGCTTTCATGAGCTGTC TGGTTTATCAACCTCCCCAC 267

Ai04B10183 Araip.B04 10183 p2 (CT)8 16 37700603 37700618 CTTCCTTCCTCACATCTGCC TCAGGCAATCACCATGCTAC 172

Ai04B10184 Araip.B04 10184 p2 (CT)8 16 37711615 37711630 TAACGCCAGAAATAGGCACC ATAGGTGAGGGGTTTTTGGG 275

Ai04B10188 Araip.B04 10188 p3 (AAG)5 15 37744854 37744868 AACCCCAGTGGACAAGACAG TCTTTCCCATGGAGGTTCTG 121

Ai04B10191 Araip.B04 10191 p3 (TAT)6 18 37760205 37760222 TCTTCTACTCACACAGGGACCTC GGATCCACCTGCAGAGGTTA 212

Ai04B10192 Araip.B04 10192 p3 (TCT)6 18 37762625 37762642 TCTCAGGATCTGTGAACCCC TTAGAATGTTGCTCGCCCTC 245

Ai04B10195 Araip.B04 10195 p4 (TTTA)5 20 37792149 37792168 CTTGCTGGGAGGCAACTTAG CTTGCCAGTGAGCTCCTTCT 173

Ai04B10198 Araip.B04 10198 p3 (TTG)7 21 37844992 37845012 CTATTACCCTCCCTCCAGCC GCGAAAGAACAACAGAAGCA 273

Ai04B10200 Araip.B04 10200 p2 (CT)6 12 37853030 37853041 GTGTTTACACGCCAACATGG TCGAAAGGTGAGGTAGGTGG 248

Ai04B10204 Araip.B04 10204 p2 (AG)6 12 37873971 37873982 TGAAGATGGGTTTGGAGAGG CAGGATCCCCATCTACCTCA 228

Ai04B10206 Araip.B04 10206 p3 (TCT)20 60 37890796 37890855 AAATCGTCCTTTTGTCCATGA CGGCATCGTTATAGGAGGAG 264

Ai04B10210 Araip.B04 10210 p2 (CT)6 12 37921000 37921011 GAAATTGCAGAAAACGCTCC AAACCTGGGATCGAGAGTCA 233

Ai04B10211 Araip.B04 10211 p2 (GC)6 12 37931049 37931060 TTTCCAAGGCTCAGAGGAGA CCCCTTTTCATTAGGTTAGGG 176

Ai04B10213 Araip.B04 10213 p2 (AG)6 12 37951176 37951187 ATCCAAGCCCAGAAACACAG TGGAATTCATAAATCAAATTGGG 277

Ai04B10216 Araip.B04 10216 p2 (AG)6 12 37959320 37959331 AAGCCAGAGAATGGGGAAAT TGGAATTCATAAATCAAATTGGG 252

Ai04B10217 Araip.B04 10217 p5 (TTATT)5 25 37963492 37963516 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 199

Ai04B10224 Araip.B04 10224 p3 (TAT)7 21 38008102 38008122 ACTGATATGGCAGGGGTTTG GCATAATTAAAGGTAAAATCCACAGG 189

Ai04B10226 Araip.B04 10226 p3 (AAT)6 18 38012456 38012473 CGTGTTAAACATCATTGGGC GATTGCCACTGCTCCTTTGT 204

Ai04B10228 Araip.B04 10228 p3 (ATC)10 30 38014204 38014233 ATGCCCAACTCAACGTTACC GAGCAAGCGAACAATGATGA 247

Ai04B10230 Araip.B04 10230 p2 (AT)8 16 38067649 38067664 ATCTAGTTCCGTTTTCCCCC TGTGGTAAACAGGCAAGCAA 280

Ai04B10231 Araip.B04 10231 p2 (AT)6 12 38073310 38073321 CTTTCCCCTGCGTCCCTT CCATGTGGTAAACAGGCAAG 265

Ai04B10233 Araip.B04 10233 p3 (GAA)5 15 38074383 38074397 CCCCAACAAGCAAAGTGAAT GTTGGGTTGCCTCCTAACAA 198

Ai04B10235 Araip.B04 10235 c (T)10cgtaaaaaaaattaaaaataattagttaaaaaaaaacagaaatttttgaaaaagaggggagatattttcgaaaattt(GA)699 38082688 38082786 TCCTGGACTGTTCATTTCCAC TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai04B10239 Araip.B04 10239 p2 (TA)7 14 38107606 38107619 ACTTTGGGGCATTTTATCCC TGGGTTTGGAAACATTTGGT 215

Ai04B10241 Araip.B04 10241 c (TTTTA)5ttgtacctagagttttgcatcacattcatattaacactgcattctgcatattttatttcagacttg(A)12103 38115829 38115931 ACCCACCATGGTATGTTCGT TTTTCCTCCTAACGCACTGG 223

Ai04B10248 Araip.B04 10248 p2 (CT)7 14 38207626 38207639 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAGTAAGATGGGGGAGGGA 239

Ai04B10249 Araip.B04 10249 p3 (TAT)5 15 38207966 38207980 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 251
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Ai04B10250 Araip.B04 10250 p2 (TA)7 14 38213861 38213874 ATGGTGCAACCATTTTGAGT GGGGTTTATCAATCTCCCCA 249

Ai04B10252 Araip.B04 10252 p3 (AAG)7 21 38218255 38218275 GAGAAAACACGCGAAGAAGG CGCACACATCATTCTTCCAA 124

Ai04B10254 Araip.B04 10254 c (TA)6agaccccactatatccattatattgacgatcaactttccacaatctg(CA)671 38219139 38219209 TCAAATCAAGATCATCACCATCA ATGCCATGACTTTGAGAGGG 259

Ai04B10255 Araip.B04 10255 p2 (AT)6 12 38226510 38226521 TGGTAAGAAATCGCGTCTCA TCAACTCACCAACAAGCCAC 263

Ai04B10258 Araip.B04 10258 p4 (TTAG)10 40 38247872 38247911 CTATCATTCACCACCCACCA TGGCATGTGCAAATATTCAA 262

Ai04B10264 Araip.B04 10264 p2 (AT)6 12 38271058 38271069 AATCAGAGGTGGTGAGGTGC TCGTAGGTCGAGCCTGAAAC 237

Ai04B10265 Araip.B04 10265 p2 (AC)21 42 38271361 38271402 CCCAAATAGTTCTTCGCTTCC TCGTTGTTTTCAGATGCAGG 214

Ai04B10266 Araip.B04 10266 p4 (AATA)7 28 38275864 38275891 TTTGACATACCCGAACACAA TCCCCACTTCCTCCTCTCTT 270

Ai04B10268 Araip.B04 10268 p2 (AT)8 16 38276762 38276777 TCGATCTATTCGGTCCCTTG AGGGTTGCCAATCAATTCAA 276

Ai04B10278 Araip.B04 10278 p2 (AT)6 12 38316540 38316551 CGAGCCTTTGCAAATACGA ACGACCGGTCCACAGATTT 249

Ai04B10279 Araip.B04 10279 p2 (AC)6 12 38318859 38318870 AAAGAAATCGGCCCAAGATT TGGTAGAGCTTGACACCACG 267

Ai04B10280 Araip.B04 10280 p2 (GC)6 12 38327826 38327837 AGGCATAAAGTGGGCACAAC AAATAAAAAGCGGTCATCGG 106

Ai04B10283 Araip.B04 10283 p2 (TA)6 12 38337424 38337435 TTCCATGAACAATTACAAAGGC TGAAGGGTGTGGACTAAGCC 164

Ai04B10290 Araip.B04 10290 p4 (TTTA)6 24 38382334 38382357 CCATGATGGAGAAAGGGAGA TTCCTCTCTCCTCAATTTTTCG 138

Ai04B10291 Araip.B04 10291 p2 (AT)6 12 38394779 38394790 TTTAGCCGCTTAGACCAGGA TGCACAATCAAGGACCAACT 259

Ai04B10292 Araip.B04 10292 p2 (TA)7 14 38395514 38395527 TGCTTAGCCACCCAAAATCT ATTTGGGTGCTTGCTCATGT 223

Ai04B10293 Araip.B04 10293 p2 (AC)13 26 38403848 38403873 GAGGCGGTGAGGTATTACGA CGGCAGGCTTGAATATTTTT 251

Ai04B10294 Araip.B04 10294 p2 (AT)6 12 38404068 38404079 GGCCGGAGGATATTTACGTT TTGTTTTCAGATGCAGGTCG 227

Ai04B10296 Araip.B04 10296 c (T)10gtttgttaaatttgatttttgattgttttagaatgcttatagattaggagagtgccctgtttttgg(A)10gggaaaaatgggaatccgcgcgcgagcgcactgt(GC)6132 38442349 38442480 TTTTTGAATTGCATTTTGCTTG GCACAACTTTGGCACAACTC 264

Ai04B10297 Araip.B04 10297 p2 (TC)6 12 38460800 38460811 ACTGAAGTCAATGGCGCTCT ATCAGGACTAGCAGCGGTGT 183

Ai04B10298 Araip.B04 10298 c (ATG)20gaggaggagaaggatgaaacagaaggaggagaagaaattccattgagaaaagaagaagaaa(GAG)5136 38461793 38461928 CAACATCATCAACATGGCAA TTACCATCGTCACCAACACC 262

Ai04B10299 Araip.B04 10299 p4 (AATA)7 28 38462323 38462350 TATTTTGGGTGGGGCATAAA AAAAATTGCTCTTCCTCTTCCA 234

Ai04B10300 Araip.B04 10300 c (T)10ctg(A)10 23 38464799 38464821 TGTTTAATCCCACTCTCCCG CCACCCACACTACCAAAAGG 135

Ai04B10303 Araip.B04 10303 p2 (TG)7 14 38480653 38480666 ATGTGGCAATATGCACTCCA TGCTTCACTTCTACAGCCTCC 276

Ai04B10306 Araip.B04 10306 p4 (AAAT)5 20 38502906 38502925 TCGAGTTTGGACAACTGACG AATTGCAAGCCTCAGTCCAA 259

Ai04B10309 Araip.B04 10309 p3 (CAC)5 15 38544257 38544271 GAGGAAGGATGAGGGAGACC TTCCCTCTGTTCTTCACGCT 113

Ai04B10310 Araip.B04 10310 p2 (GA)7 14 38544453 38544466 TGAGGGAGACCACCACTACC ACACACGCGTCTCTTCTCCT 262

Ai04B10314 Araip.B04 10314 p2 (AC)8 16 38573195 38573210 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 231

Ai04B10315 Araip.B04 10315 p2 (TA)8 16 38573372 38573387 TTGGGGTGATTTTATCCCCT GGGGAATTGTGAAAACTTGG 187

Ai04B10316 Araip.B04 10316 p2 (AG)6 12 38576326 38576337 CGGTCCGGTTTTTAGAACAT AGGTCAGTCCTTGACTTCCG 260

Ai04B10321 Araip.B04 10321 p2 (AG)8 16 38632890 38632905 GCCAGAAAATGGAGGAATCA CATTGAACCTGGAATTGGAGA 193

Ai04B10322 Araip.B04 10322 p2 (AG)9 18 38641527 38641544 GGTCCAAATCCAAAGCAGAA CATTGAACCTGGAATTGGAGA 230

Ai04B10323 Araip.B04 10323 p2 (AG)9 18 38646778 38646795 CAGCAGAGGTGGTAGCAACA CCCTAAATTCGAACCACGAA 213

Ai04B10324 Araip.B04 10324 c (AG)9attgtggtgccatcga(GT)850 38647212 38647261 GAGCGGCGATAATAGAGGAA TGACAAATTTTCTGTAGGCAAAAG 273
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Ai04B10325 Araip.B04 10325 p2 (CT)17 34 38647905 38647938 TTAACCGCGAATCTTCCATC TGACTGACAGCTCCAGCATC 267

Ai04B10326 Araip.B04 10326 p2 (TA)10 20 38654789 38654808 GCCTACCCTTACATCAACCC CCTTCTCCTAAGATTTACCATGTGA 220

Ai04B10329 Araip.B04 10329 p2 (AG)6 12 38681760 38681771 AAAAAGAGGATGGTGATTTTCG TTTCAAATCTTTTTCAATTAACCA 112

Ai04B10331 Araip.B04 10331 p2 (AT)6 12 38695533 38695544 TACCCCCTTGCTCATCTTTG TACTTTGGGGCATTTTGTCC 165

Ai04B10332 Araip.B04 10332 p2 (GT)7 14 38700510 38700523 AGTCTGGGTTTGTGGGGATT TGTTTTCGTGTTCCTTGTCG 163

Ai04B10334 Araip.B04 10334 p2 (TA)6 12 38704709 38704720 TGACGAACCCTGATGAAGAA CGACACCACTGTTAATGTGTTAG 237

Ai04B10338 Araip.B04 10338 c (T)10aaatccaaatctaaaattcgg(T)1142 38723066 38723107 TAGGGGTGGTATGGTTTGGA AAAACTGGATTTTCAAAAATTGG 193

Ai04B10339 Araip.B04 10339 p2 (AT)8 16 38724586 38724601 AAGAAGCACAACAAATCACCA TGAAGGCAAACAAAAGGGTC 155

Ai04B10343 Araip.B04 10343 p2 (AT)7 14 38747466 38747479 GGTTTATCAACCTCCCCACA TCCCGCTTTCATGAGCTATC 260

Ai04B10344 Araip.B04 10344 p3 (GAA)5 15 38755299 38755313 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai04B10346 Araip.B04 10346 p3 (AAT)5 15 38756191 38756205 GTTCTTGTCCTTGCTCCTGC TCCGAACCCTCTCTCTCTCA 156

Ai04B10347 Araip.B04 10347 c (T)11gattttctaaatttttttgga(T)1042 38757549 38757590 TTTCGAAAAATGCAAGATGC ATTGAAAGCTTGGCTGGCTA 266

Ai04B10348 Araip.B04 10348 c (T)10aa(T)10 22 38757956 38757977 AATTGCAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 258

Ai04B10356 Araip.B04 10356 c (GAG)5aaggaggtgttggtgttggtgttggtgttggtgacgacgataacgaaagagaaaaataacgaaaaagaagg(AGA)5101 38800359 38800459 TGATGGAGGAGAAGGAGGAA TAATTTACATTCACGCGCCC 218

Ai04B10359 Araip.B04 10359 c (AT)6ttagggtttagggtttagggtt(TA)748 38809879 38809926 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGTGCC 251

Ai04B10361 Araip.B04 10361 c (TA)8(T)12 28 38816834 38816861 TTTGGGGTATTTTGTCCCCT GAGAAGTTGGGTTTGCCAAT 235

Ai04B10363 Araip.B04 10363 p2 (AT)8 16 38828224 38828239 TTGTTCTTGTTGATTTCTTCATTTG AAGAAAAGATAGCTAGGATTTTTGAA 213

Ai04B10367 Araip.B04 10367 p2 (AG)6 12 38847860 38847871 TACACATGGCTGACGCGTAT TGAACCTGAACCTAAAGAGAAATTG 273

Ai04B10368 Araip.B04 10368 p2 (AT)6 12 38884836 38884847 GTTCAATTTGCGAAGCCAAG GCAAGTGGAGTTTGGGAAAA 279

Ai04B10369 Araip.B04 10369 p2 (TA)11 22 38897829 38897850 TGCCCAATTTCCACATCAAT CTTGATTCCAGTCGAGGAGG 268

Ai04B10370 Araip.B04 10370 p2 (AC)7 14 38902102 38902115 TTTCAAGGTTGTAATGGGGC GGGTAGTTAGGCATGAATTGGA 142

Ai04B10372 Araip.B04 10372 c (AG)19(TG)10 58 38908680 38908737 GCAAAAGTGGGAATTATGCG GGGCTAAGGTAAGGGTGAGG 186

Ai04B10375 Araip.B04 10375 p3 (TTA)12 36 38927192 38927227 CATGTTCTTTTGGTCTATTATTATGTG CAAGGTATTACGACCTCTAAAAGTAAA 279

Ai04B10377 Araip.B04 10377 p2 (TA)8 16 38946815 38946830 ACGGCTTAACAATGCAAACC AGGCACACCCAAGTTCATTC 246

Ai04B10378 Araip.B04 10378 p2 (TA)8 16 38946976 38946991 TGGATGTGAGTGTGTGTTTGT TTCAAAAGATGATTGAATAATTTACCC 231

Ai04B10380 Araip.B04 10380 p2 (AG)6 12 38954062 38954073 AAAGAGAGAGAGTTGCATTTGATTT TGCTGGAAGGAGCAAATTCT 166

Ai04B10381 Araip.B04 10381 p2 (AG)6 12 38958890 38958901 TCTCGTGCTGATAACGTGTTG GCAATAAAATTGGACACACACAA 269

Ai04B10382 Araip.B04 10382 p3 (TTA)6 18 38959329 38959346 CCGGAAACAAATGGAGACAT GGACCTAAGTGACTGACGGAA 258

Ai04B10387 Araip.B04 10387 p2 (TA)6 12 38965846 38965857 CAGATGTGGGTACGGTTGTG TGAATTTGAAGATGCGTGGA 120

Ai04B10389 Araip.B04 10389 p2 (CA)6 12 38967257 38967268 GGAGATCAAAAGAGCAGCGT GCCTTTGTGACTTTCGCAAC 278

Ai04B10391 Araip.B04 10391 p2 (AT)8 16 38981157 38981172 AACAAGCTCCTGACTCAGCC GGACTCTTGAAGCGAAGTGG 228

Ai04B10396 Araip.B04 10396 c (T)10aagaaaaactatttataaaggagttaattgaatg(A)1357 38998385 38998441 TATTGCATTATTTTGCACATAGC TGATATAGGGCGAGCAGAAAA 242

Ai04B10401 Araip.B04 10401 p2 (CT)7 14 39007277 39007290 TCTGGGTTCAGAAACCTTCAG GATGGACGGATTCCAGAGAA 104

Ai04B10403 Araip.B04 10403 p3 (TTG)31 93 39041554 39041646 ATTGAGAAGGCAAAAACGGA GGTTTAAAAGATACGTGCACCC 276
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Ai04B10404 Araip.B04 10404 p4 (AAAT)6 24 39048884 39048907 TCTCTGGCTGGTTTTGTTGTT GAGGAAGAGGCTGGGTGATA 279

Ai04B10406 Araip.B04 10406 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttttatttaactaattattcttatttttatttttaatttt(A)10106 39072230 39072335 TTTCTTAACTTTTTCAAAACCACC AGAATAAGATGGGGGAGGGA 237

Ai04B10407 Araip.B04 10407 p3 (TAT)5 15 39072577 39072591 TTCGAAAATTATCCCTCCCC ATCCGCTTCCACAAGAATGT 254

Ai04B10408 Araip.B04 10408 c (A)10tataggcg(A)1028 39073494 39073521 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 247

Ai04B10409 Araip.B04 10409 p3 (ATT)5 15 39089051 39089065 AAATTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ai04B10411 Araip.B04 10411 p2 (TA)6 12 39098550 39098561 AGAGGTTGAGGATTCCCTCC ATTATTCGTCTCGCAGGGTG 217

Ai04B10417 Araip.B04 10417 c (GA)13atag(TGA)648 39128857 39128904 AGCGAAGTGCATGAGAGGTT CATATATTAATGCTTCAAATTCCACAA 181

Ai04B10420 Araip.B04 10420 p3 (ATT)7 21 39135524 39135544 GGTGTTCGCACCTAGTTTGG GCGACTCGAAATAAACCAGAA 261

Ai04B10421 Araip.B04 10421 p3 (AAT)6 18 39135895 39135912 AGAAATGCAATGCACATCCA TCAGCAGTGGCAATCACTTC 121

Ai04B10429 Araip.B04 10429 p2 (AG)9 18 39189798 39189815 ACGTACGCATGACCAATGAA CCCTAAAACCTGGAGAGAGC 255

Ai04B10430 Araip.B04 10430 p3 (TTA)8 24 39194568 39194591 TGTGTTTGCCATTTTCTTCAA TCTCTTATGCATTTTAGGTATGATGT 253

Ai04B10431 Araip.B04 10431 c (A)10gaaaatt(A)1027 39198631 39198657 AACCATGGCCCAATAAGAAA TAAAAGTGAATTGCCGGCTC 260

Ai04B10432 Araip.B04 10432 p3 (TGT)6 18 39203349 39203366 CGGTGCAAAAATCTCAATCA AGAATGTCCAATGTCCTCCG 161

Ai04B10433 Araip.B04 10433 p3 (GAA)5 15 39208962 39208976 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai04B10434 Araip.B04 10434 p3 (AAT)5 15 39210606 39210620 GTTCTTGTCCTTGCTCCTGC TCTCTGCCCTCCTCACAGTT 171

Ai04B10435 Araip.B04 10435 p2 (GA)6 12 39210932 39210943 AACTGTGAGGAGGGCAGAGA TGTTTGTTTCTTATCTTTTTCAAAACT 274

Ai04B10438 Araip.B04 10438 c (A)10tatacaaaattttttttctttttcctttttcgtttttacaaaattaattttcgaaaatcc(A)1080 39214361 39214440 TCGAGTTTGGACAACTGACG CAAACATATGCAAGACACCAAA 261

Ai04B10442 Araip.B04 10442 p4 (AAAT)6 24 39241928 39241951 CCTAACCACTTTCACTCTCCTCA CCAATGGAGGGTATGCAGAT 251

Ai04B10445 Araip.B04 10445 p2 (GT)7 14 39252083 39252096 CATATGGCCAACACTTGCAT TCCACAAATTTCCCCACACT 183

Ai04B10446 Araip.B04 10446 p3 (AGA)6 18 39264265 39264282 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 169

Ai04B10448 Araip.B04 10448 p2 (AT)8 16 39271367 39271382 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 263

Ai04B10449 Araip.B04 10449 p2 (AT)8 16 39275410 39275425 ATCAGGGACCGAGCTCTCTT ACGCTCAGAATATTGCGACA 268

Ai04B10450 Araip.B04 10450 c (A)10ctaataatgtnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttcgtc(T)1071 39275927 39275997 AATATGGGGCACCTTTCCTC TTCACAATTTGGAGGCGAAT 218

Ai04B10451 Araip.B04 10451 p3 (GAA)6 18 39277273 39277290 TCATGTGAACGCAAATTGAGA CTGCTTCTCCATCAAAGCATC 181

Ai04B10457 Araip.B04 10457 p2 (GA)20 40 39308084 39308123 GTCAGTGACACCCGGACTTT ATGCACTCACCATGTGGAAA 223

Ai04B10462 Araip.B04 10462 c (AT)21aatgcgtattttggacatgtttggttatggctatgattggaata(TGT)6104 39325861 39325964 CGTGTGGGTTATGTTATTTTGAA CCCCTCTGTTCCTAGAACCTT 280

Ai04B10463 Araip.B04 10463 p3 (TGT)5 15 39332914 39332928 GCAGGATTATCGTGTGGGTT TAGAAAAACGGACAGCACCC 271

Ai04B10466 Araip.B04 10466 c (GAA)5aaagaggag(GAA)539 39342551 39342589 TTGTAGTGCGGTGTTGCTTC ATCTGGGCACGTTCTTTGTC 168

Ai04B10468 Araip.B04 10468 p2 (AT)9 18 39346472 39346489 TTCACGGAATGTTATCAACTGC GGACATACCGGAAACTGAGC 237

Ai04B10472 Araip.B04 10472 p3 (TTA)7 21 39368124 39368144 TCCTCCCACCTTTGAGTGTC GGAATTGCAATGGTGTTGTG 249

Ai04B10476 Araip.B04 10476 c (GA)9a(AG)7 33 39393134 39393166 AAATTCCTCGCAACCAAAAA GGAGCTTCTTGACTGGATGC 280

Ai04B10477 Araip.B04 10477 p4 (TAAT)5 20 39394257 39394276 TGACAAAACCTTAGAAATTAGCCA ATCCCGATAGGCCAAAGACT 208

Ai04B10479 Araip.B04 10479 c (A)12ctgaaactaacagctttgtt(A)1446 39401932 39401977 TCTTTGACCGTATGTATTTTAGGAAA TTTATTGCCTTCTAAAAACTTTCAA 255

Ai04B10480 Araip.B04 10480 p2 (AT)18 36 39403472 39403507 ATCTAAATTGTTCTTGGTCATAAGATT TCGCAGGTCAAAGGAAACTC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B10481 Araip.B04 10481 p2 (AT)9 18 39404317 39404334 AACTAGCTCCTGACTCAGCCC TTGTTTTCAGATGCAGGTCG 270

Ai04B10482 Araip.B04 10482 p2 (TA)6 12 39404440 39404451 AACTAGCTCCTGACTCAGCCC TTGTTTTCAGATGCAGGTCG 270

Ai04B10488 Araip.B04 10488 p2 (CT)6 12 39447792 39447803 GCTAGAAATGGGCAGCAGTC GGTGAGGTAGGTGGGGTTTT 268

Ai04B10493 Araip.B04 10493 p2 (AG)6 12 39472108 39472119 TGGTGAGTGATGTGAGGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai04B10498 Araip.B04 10498 p3 (CAA)7 21 39503889 39503909 GGTCTTGCAAACTTTCCTTCA TGGCGTTGTTTGATTCATGT 153

Ai04B10499 Araip.B04 10499 p3 (AGA)7 21 39516545 39516565 AGGTTTCTCTGGCCGTAGGT AGCCCTCCATTCTTCCTCAT 217

Ai04B10500 Araip.B04 10500 p2 (AG)9 18 39519252 39519269 GAAAAAGGGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 280

Ai04B10502 Araip.B04 10502 p2 (TA)10 20 39547023 39547042 CCATTCCTGCCCTGTAATCT GTGTGGGAAAAAGTGGGTTT 277

Ai04B10506 Araip.B04 10506 c (AGA)5aattgaaaaaacaatgac(A)1043 39570516 39570558 CAACAACAGAGGCTGGTGAA ATCTGTTGGAACAAGCCACC 279

Ai04B10512 Araip.B04 10512 p5 (AAAAT)5 25 39600135 39600159 GGTCAACAACAGCTACAGTCCA TGCTCCGATCACTCTGTGAA 206

Ai04B10513 Araip.B04 10513 c (TTGA)5tacgaagaacaaaggagcgtggaatgcgatg(AGA)669 39600333 39600401 GCGAGGCAATGGATAAAAGA TTCACCGTTCACCCATTTTT 275

Ai04B10514 Araip.B04 10514 c (TA)7gtaactacta(AAT)642 39600685 39600726 ATGGGAGAGGGAGAATCAGA AATGATGTTCTGAAAGCTAAATTAAAA 278

Ai04B10516 Araip.B04 10516 p2 (AC)6 12 39620183 39620194 TGGGGCTAAGGTAAGGATGA AGGGGAATGAAAGTACCCCA 243

Ai04B10519 Araip.B04 10519 p2 (TA)6 12 39626537 39626548 CGTGGTAGGAGGAAGCTCTG TGATTGGTTTGGGTATCGGT 206

Ai04B10523 Araip.B04 10523 p2 (GA)6 12 39651466 39651477 ATTTTGAAAAAGGGGGAAAA TTGTGATTTCTTGTGAATCAAGTC 280

Ai04B10526 Araip.B04 10526 c (A)10gag(A)10 23 39665738 39665760 TGAAAAATAAGGCTTGCAAAAA TTGATACCTTCACGCCACAA 264

Ai04B10527 Araip.B04 10527 p2 (CT)6 12 39673831 39673842 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 279

Ai04B10528 Araip.B04 10528 p3 (TAT)6 18 39674167 39674184 TCACATCTCTGCCATCCTCA GTTCTTGTCCTTGCTCCTGC 178

Ai04B10529 Araip.B04 10529 p3 (TTC)6 18 39675855 39675872 CTCTACACTCCTCTTGGCCG ATGCTTTTACCGCACCAAAC 126

Ai04B10530 Araip.B04 10530 c (T)10aatttttgcttgtttatttgtttttatttttgtttttatttttgctttttcataaattaagaggttatttgtttttatttagttatt(A)10107 39682282 39682388 ATCCTAACGTCAAAATGGCG TTTGAAGGTCAAGATGAACGTG 255

Ai04B10531 Araip.B04 10531 p3 (AAG)5 15 39683087 39683101 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ai04B10535 Araip.B04 10535 c (T)13agtatcttaaacatttgttggtaaaaatgatag(T)1056 39726209 39726264 ATCTTTGATGCATATAAGGTTACTTTT AAATGAATAAAATTAGAGGGAGAATG 278

Ai04B10537 Araip.B04 10537 p2 (GA)7 14 39737126 39737139 TGGAGGAACCCTAACTGTGG GCTTTCAGAATCCATCCCTTC 259

Ai04B10538 Araip.B04 10538 c (AG)16aaaa(AG)2076 39737415 39737490 GGTACGCTTTTTGTCCCTCA TCATCCCAATATTTTTGGTTCAT 264

Ai04B10546 Araip.B04 10546 p2 (AT)7 14 39765091 39765104 GGGTTAGCGCACTATCGAGT TTGACTAGGCTTGTTTGGGC 262

Ai04B10547 Araip.B04 10547 p2 (GA)19 38 39784372 39784409 AGGAACCCTAATCGTGGCTT TGTAGGTGCAATGCTTCCAA 170

Ai04B10549 Araip.B04 10549 p2 (GA)12 24 39790253 39790276 CCCGCAACATAAAAGGGTTA AGGTAGGAAGCAGCTCGTGA 128

Ai04B10557 Araip.B04 10557 c (A)10caccctaaatcaagttaaaa(T)1040 39818107 39818146 CATGCATGGCAAATAGCAAC CAGTGGAGAGGGAGTTTGGA 263

Ai04B10558 Araip.B04 10558 p6 (TAATTT)5 30 39818800 39818829 GGAAATGAAGAATGAAGGATGG TGGTTGGTGGGTAACAAAAA 275

Ai04B10562 Araip.B04 10562 p6 (CATTCT)5 30 39821313 39821342 AGAGTGAAGGGAAGCAGCAA GTTGGAAGAGGTGCGAAATC 191

Ai04B10570 Araip.B04 10570 p2 (AT)8 16 39848869 39848884 CAAAAGTTGTTGGTACGCTAGA CAAACGAAAGAAATAAATGTGGC 152

Ai04B10574 Araip.B04 10574 c (A)10gatc(T)10 24 39854384 39854407 TCTTAGAAGCTCACCCAAACAA TTCTATATTTCGGCGCCATT 266

Ai04B10578 Araip.B04 10578 p2 (TA)8 16 39861684 39861699 CGTTTCCACCAAAATGATCC TCACGAAAACAAAAGCAGTGA 218

Ai04B10579 Araip.B04 10579 c (TC)15(AC)8 46 39863155 39863200 GCTCCAATGGTGTCATGTTG CACTCAAGTCCATTGTTTCAGG 271
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Ai04B10580 Araip.B04 10580 p2 (TC)6 12 39863934 39863945 TCGCCATGAGTATGAAGTCG GAAATTTCGGCTGAATTGGA 280

Ai04B10582 Araip.B04 10582 c (A)10taacaaataaatcttacaagtatgtatacttaagaatatt(A)1666 39867327 39867392 TGGTACCTGAAAGTTAATTTTGTTGA ATTATGCTAAATTAATGCAAAGGTC 236

Ai04B10585 Araip.B04 10585 p2 (TA)6 12 39869798 39869809 TATTATGTGGCGCTCGTCCT CAAAACTGCATGCACATCAA 232

Ai04B10586 Araip.B04 10586 p2 (AT)8 16 39877324 39877339 GCAAGCTGATGCATTAAAGG TTTGACAAACTGCCATGGTT 173

Ai04B10590 Araip.B04 10590 p3 (CTG)5 15 39884056 39884070 GCTATAGGCCCCAACTCACA AGGCACGTCAAAGTGATTCC 211

Ai04B10591 Araip.B04 10591 p2 (TA)8 16 39913600 39913615 CAAAATCCAGTGAGGGTTCAA GGAATCTCATGCAATGCAATC 280

Ai04B10592 Araip.B04 10592 p2 (CT)7 14 39923055 39923068 GCACAGCTTCCCTAATTTGC AAACCTTGTGAATGGGGATG 138

Ai04B10594 Araip.B04 10594 p4 (AAAT)6 24 39936203 39936226 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 213

Ai04B10596 Araip.B04 10596 c (T)10ctttttctctctttttttc(T)1140 39948614 39948653 TACTTTGGGGCATTTTGTCC GGGAAAGTTGGGTTGGAAAT 197

Ai04B10601 Araip.B04 10601 p2 (CT)7 14 39971664 39971677 TGTTTCTTATCTTTTTCAAAACTACCT GGGGTTCAGATTTTTGGTGA 280

Ai04B10602 Araip.B04 10602 p2 (AG)10 20 39980301 39980320 AAAATAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 211

Ai04B10603 Araip.B04 10603 c (T)10aactgaaaaatgcaggatgcagtgattaacatgaatgctatgcatgattccaggttaatgttaaaat(A)1087 39986211 39986297 CATGGATGGTGTTTTTCACG GTGCTAGGTGGGAGACAACC 232

Ai04B10604 Araip.B04 10604 p2 (AG)8 16 39988296 39988311 AAAATAAAAGAACATTAAACCTGGGA TGACAGAGGCCACGTATCAG 209

Ai04B10605 Araip.B04 10605 c (TG)12(TA)12 48 39996091 39996138 GGGCATTTTTGTCCCTTTTT CATTGGGTAAGAGATGAAAGCA 247

Ai04B10606 Araip.B04 10606 p2 (GA)9 18 40001655 40001672 AGCAGGGCAGAAGAAATGAA TCCATAAACCCCTGAACCAA 276

Ai04B10608 Araip.B04 10608 p2 (GT)13 26 40011597 40011622 GCTTCGGAAGAAGATGGTGA AACCAAACCAGCCACAACTC 113

Ai04B10609 Araip.B04 10609 p2 (TA)10 20 40016907 40016926 ACAATCGTTCCATCCCTCAG TTTTGCGCTTTTGAAATCCT 230

Ai04B10610 Araip.B04 10610 p3 (GAA)5 15 40022253 40022267 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai04B10611 Araip.B04 10611 p2 (AG)8 16 40024197 40024212 AAGAGGGGGTTTGAATTTGG TTTCTTATCTTTTTCAAAACCACCTAA 261

Ai04B10614 Araip.B04 10614 p2 (GT)7 14 40027638 40027651 CAAGGAACACGTAGCCACAA AACCAAACCAGCCACAACTC 159

Ai04B10615 Araip.B04 10615 c (TG)7(TA)17 48 40033150 40033197 AAAGCGGTGGTGAGATTTTG ATCACCCAACCTCCAACAAG 275

Ai04B10616 Araip.B04 10616 p2 (TA)6 12 40045919 40045930 CTGGCATTCCCAGAACCTTA CTGTGAAGCTAAGGCTGGCT 265

Ai04B10617 Araip.B04 10617 p3 (AAT)7 21 40049269 40049289 ATTCGATTTGTCGGGTCTTG GAAATTTCTTCCAAGAGAATCGAA 203

Ai04B10622 Araip.B04 10622 p2 (CT)8 16 40056959 40056974 GCAGCACTGGTTCCTTTCTC ACTGCGCAAACACACACACT 105

Ai04B10623 Araip.B04 10623 c (AC)8aaagaaaaagaagaggcaaag(A)11gaggaaa(G)14agggataaaaacaaatgttaactagaacaccctcctata(T)10118 40061799 40061916 TCAAGGGAAGCTTTTTGGAA TGCTTTGATCCCTCCTTTTG 271

Ai04B10629 Araip.B04 10629 p3 (GAA)5 15 40079615 40079629 ACATTTGCTGCACTTCATGC AGCTCCCACAACCTGCTAAA 175

Ai04B10634 Araip.B04 10634 p3 (AGA)6 18 40114720 40114737 CTCTTGCCTTAGGTGCCATC CCAAAACCATCATACACCCC 228

Ai04B10636 Araip.B04 10636 p3 (ATG)6 18 40136616 40136633 AACTGGACTCCAAGGGAGGT TGAACTAGATTTCCCGCCAC 205

Ai04B10639 Araip.B04 10639 p4 (ATTT)5 20 40166919 40166938 AGAAGGGTCAATCAGTTGCC GTGGGGACCTTGATGAGAGA 279

Ai04B10640 Araip.B04 10640 p2 (AC)6 12 40167134 40167145 CTCATCAAGGTCCCCACAGT CCATAGTCAATGTTTCTCCAGC 268

Ai04B10641 Araip.B04 10641 p2 (TC)11 22 40169286 40169307 TTCTTGACTTGCTGGACACG TCTCTGAGCGAACACACAAA 271

Ai04B10644 Araip.B04 10644 c* (A)10(AAG)5* 23 40177631 40177653 GGATGTAGGTTCATCCTATTTCAA CTTCACCCTCATCTTCTGCTG 224

Ai04B10645 Araip.B04 10645 p3 (AGG)7 21 40178381 40178401 ATTTTGGATCAGGCAACGTC TTTCGTTATCGTCGTCGTCA 228

Ai04B10647 Araip.B04 10647 c (T)10ctccatgcctcc(TCT)1155 40179325 40179379 TCCATATACAAGCGTTTTTCCA GAGGAAGAAGAACGTGCAGC 236
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Ai04B10649 Araip.B04 10649 p3 (GTC)5 15 40180679 40180693 CCTAGCTGGCGATTGTTCTC GCTAAGCAGAGCAGACGGAC 162

Ai04B10650 Araip.B04 10650 p2 (AT)6 12 40193308 40193319 TCAACTCACCAACAAGCCAC TTCTCATCCAATTTCCTGCC 246

Ai04B10651 Araip.B04 10651 p2 (AT)6 12 40203504 40203515 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 244

Ai04B10652 Araip.B04 10652 p2 (TA)8 16 40219492 40219507 AAAATGCACACTGCACCAAG TAGGGGGATCTAGCATTGGA 242

Ai04B10656 Araip.B04 10656 p2 (CT)8 16 40232342 40232357 GGAACATTGAACCTGGAATGA CGTAATTGAATTCGCCCCTA 252

Ai04B10657 Araip.B04 10657 c (T)11cttttctttttctcttttttttc(T)1044 40233659 40233702 TACTTTGGGGCATTTTGTCC TGTGGAGAAATTGGGTTTGA 240

Ai04B10658 Araip.B04 10658 p2 (TG)7 14 40235594 40235607 CTCTTGCGCAACTCTCTGTG CCAAAAGTGCTAGGTGGGAG 272

Ai04B10661 Araip.B04 10661 p3 (TTC)5 15 40247199 40247213 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai04B10664 Araip.B04 10664 c (CT)6aattttcgaaaatacctctccctttttcaaaaatttcttttttaattaactaattatttttatttttatttttgatttcaaaaaaaaatttcg(A)10115 40260251 40260365 CCCATCTTTTCAAAATTTGTTTC TGGGGGAGGTATAATTTTCG 275

Ai04B10667 Araip.B04 10667 p2 (GT)6 12 40269816 40269827 CAAAAGTGGGAATTTTGGGT TGGGGTTAAGGTAAGGGTGA 143

Ai04B10668 Araip.B04 10668 p3 (TTA)7 21 40277553 40277573 CCTTTGCCAGCGTTACTTTC TTTCGGGACACACAAATTGA 254

Ai04B10672 Araip.B04 10672 c (A)10gaaaaagaaaattggcg(A)12gaaag(A)1155 40303262 40303316 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 138

Ai04B10676 Araip.B04 10676 p5 (TATTT)5 25 40320082 40320106 TTTCATACCTTTCTCCGCACT CTCAATTAAGAGGTTGCGGG 131

Ai04B10679 Araip.B04 10679 p4 (AGAT)7 28 40326628 40326655 GAGGAACCGCACTGATGTTT TTTGACGAGCCCTTACTGCT 116

Ai04B10682 Araip.B04 10682 p3 (ATT)10 30 40331346 40331375 AAAATTGAATTGAACTCCGAAA CCCCATCCTCCATAACAATG 274

Ai04B10684 Araip.B04 10684 p2 (TA)9 18 40332865 40332882 AAGTCACATTAAATAACACATGCTAAC GTGGTGTTGATGACGACGAT 277

Ai04B10686 Araip.B04 10686 p3 (AGG)10 30 40333948 40333977 CGAAACACGTGAAGAAAAAGG AGTTGGGCCAAATTCAACAA 147

Ai04B10687 Araip.B04 10687 c (TCA)6aaactttttccaaaatcaaccaaaatcaacttaaatcaacaagaaacccaagctgaacaagaacccactaccaccaccaccatt(ATC)5117 40334434 40334550 CCTACGCCCAACTAGAACCA TGTTCAAAATGCACGTTGCT 179

Ai04B10688 Araip.B04 10688 c (TA)7tgtatgtatatata(TATG)1172 40345513 40345584 TCTTCCCTCGCCATTAACAT TGGGTCAGATTAGCGACGAT 263

Ai04B10692 Araip.B04 10692 c (A)10ttaatttgactactaattgtgc(A)1042 40366655 40366696 CCTCAGCAGGAGGAAGATGA CCGCCAATAAATTCGACAGT 252

Ai04B10693 Araip.B04 10693 p2 (AT)8 16 40368487 40368502 GTGCGGATTGAATAGGATGC AATAATTAAATCTTTCTAACGGTCCTT 122

Ai04B10699 Araip.B04 10699 c (T)10(A)10 20 40383586 40383605 GTGGAAATGAGCATCTGGGT AACATTCACGTCCAAGCTCA 185

Ai04B10703 Araip.B04 10703 p3 (AAT)5 15 40413604 40413618 CAGGTTCTGGATCTGCTTCC CGAAAAATTCTCCCTCTCCC 263

Ai04B10704 Araip.B04 10704 p6 (ATTTTT)5 30 40415211 40415240 ACGCCCAACATACTCATTCC TAAGCTAGAATGATGGCGGC 252

Ai04B10706 Araip.B04 10706 p2 (TG)6 12 40422865 40422876 AAATTTGCCCAAAACAGCAC CATGAACCCCTACCCCTTTT 249

Ai04B10707 Araip.B04 10707 p2 (TG)6 12 40449418 40449429 AACGAATTTGTGAACTGTTGC GAATCTGTGTGCATTTTTCGAG 185

Ai04B10710 Araip.B04 10710 c (T)10cttcttcctttttcttttcttcttctttcttcttcctttcttcttttttatgttcc(A)1076 40483131 40483206 AGCGTCGATTGTTCTTCCTG TGCAAATGCAATAAACAAAAGA 209

Ai04B10711 Araip.B04 10711 p2 (AT)6 12 40484701 40484712 TGAAAATCATGGGATTGGGT CTTGGTTCATTCTCCCTCCA 175

Ai04B10713 Araip.B04 10713 c (CT)8(AT)9(AG)1156 40488031 40488086 TTTGGTACCATCCCAAAACTC TCACCCACAAAACCTTCTCC 219

Ai04B10716 Araip.B04 10716 p2 (AC)7 14 40508906 40508919 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 157

Ai04B10719 Araip.B04 10719 p2 (TA)9 18 40520409 40520426 GATTCGAGACGAGGTTGAGC AGGCCGTTATGATCATCGAA 206

Ai04B10722 Araip.B04 10722 p2 (CT)6 12 40539556 40539567 TGTTTCATATCTTTTTCAAAACTACC GGGTGAGGAGAGCAGAGATG 280

Ai04B10723 Araip.B04 10723 p3 (TAT)6 18 40539891 40539908 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 170

Ai04B10724 Araip.B04 10724 p3 (TTC)5 15 40542710 40542724 AACACATCTCCCCCTCTCCT GCCACACGTTCTACCACTGA 257
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Ai04B10725 Araip.B04 10725 p2 (TC)7 14 40546769 40546782 TTACAGAATACGCCCCCAGT TGAAGGGGAAGTTTAAAACAAA 255

Ai04B10727 Araip.B04 10727 p2 (TC)8 16 40554152 40554167 GGCCCAGATCCAAGTACAGA AAAACCTGGATTGAGAGTCACTG 189

Ai04B10730 Araip.B04 10730 p2 (AT)10 20 40589086 40589105 TTAAGTGTGGGGAGGTCGTC TCAAATCAATTGGAGTGCCC 204

Ai04B10732 Araip.B04 10732 p2 (GC)6 12 40611108 40611119 GGTGAGTGACCGGAGACAAT TTATGCCACTTTTGTGCCTG 272

Ai04B10733 Araip.B04 10733 p2 (GC)6 12 40611429 40611440 GTCCGTTTTGGCACAAAGTT GAATTTCCATTTTCAGGCCA 227

Ai04B10734 Araip.B04 10734 c (T)10attttattttcaaaaatttttcaaaaatatttctaaaattttctcacctgttttcg(A)1076 40614660 40614735 AACGGTTCATCCTGTTGCTC GCTTCACATGCTCCATGAAA 163

Ai04B10735 Araip.B04 10735 p2 (CT)7 14 40615683 40615696 TTTCTTATCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGATG 275

Ai04B10736 Araip.B04 10736 c (CT)6gagttcagattttcttcttttcttctactaacacaaggacctctatactgtggtataaaggatcga(TAT)593 40615927 40616019 CATCTCTTCCTCACATCACCAA AGTCCTTTCCGGTTCTGGAT 212

Ai04B10737 Araip.B04 10737 p3 (TTC)5 15 40617582 40617596 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai04B10739 Araip.B04 10739 p2 (TG)13 26 40631889 40631914 CAACGGAGGTAATGACTCTTCA CGCGATCTGCAGAATTAACA 280

Ai04B10741 Araip.B04 10741 p2 (AG)12 24 40636909 40636932 GCTTGGATTGCAAGTTTCCT CCAGAAAGCTCAAATGCACA 219

Ai04B10742 Araip.B04 10742 p3 (CAG)5 15 40640373 40640387 ATGATCCCTTCGCTCGTAGA TGAAAGTAACCCGGCAATTC 248

Ai04B10744 Araip.B04 10744 c (A)16ctaaaaagaatttgaattttgaaatt(A)12tttttcgtaaaagaaaataaaaattaattagttaaaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6146 40649208 40649353 TTCATTTCCACTTATGTCCATGAT CTTTTTGTTTGTTTCTTAACTTTTTCA 280

Ai04B10746 Araip.B04 10746 p3 (ATT)5 15 40659920 40659934 TCCCCACTTTCACATTCCAT GAAGATTGTGGGAACATGGG 278

Ai04B10750 Araip.B04 10750 p2 (GA)6 12 40682847 40682858 CAGAAAGGGAGGAAGGGTTC GCTTTTCTCTCTCCAATTTTCG 263

Ai04B10753 Araip.B04 10753 p2 (AT)11 22 40687936 40687957 AAGTGGCAAGGCACTACGAC TCTGGGGCTTGATATCCGTA 272

Ai04B10754 Araip.B04 10754 c (A)10ctactttctgtttcaggttggggagattattagcaaatttgagaagaagggattttacttgaaaggtaacttc(T)1093 40689144 40689236 TTGAAAAATAGGTCAATGTTGTTCTT TTTTCAGACCATGGCAACAA 269

Ai04B10755 Araip.B04 10755 p2 (AG)10 20 40690897 40690916 CTTTTCTACTGGCCGTGAGC GGGATGTGAGGAAGGTGGTA 268

Ai04B10756 Araip.B04 10756 c (CACG)5cattaactccat(CA)1460 40692115 40692174 TTCTGCATCACAACCTCACC TGAGTGTGATGAGTAGTGTGGG 208

Ai04B10758 Araip.B04 10758 p3 (TAA)6 18 40694978 40694995 ACGTCATGGTCAAACACTGG CATGCGGGTATGAAAGTCAA 192

Ai04B10764 Araip.B04 10764 p2 (TA)7 14 40703831 40703844 TGCCACTTGCATGATTTGTT ATCACAGTTGCATGGGCTTT 149

Ai04B10765 Araip.B04 10765 p2 (CA)6 12 40705457 40705468 TCCATCCATTTCAATCCATTC TGATTTCTGATTCTGGTGGTTG 215

Ai04B10768 Araip.B04 10768 c (T)10cgtaataacaaaacgcagcttgcgttttgtgcttaatgtcggc(T)12ggaaaggcaaaacataggctgcgttttttgcgttgtcaga(T)10115 40707408 40707522 TTGTTTTAATCCAAACGCGG GCGAGGAGTGCTTCGTATTT 245

Ai04B10770 Araip.B04 10770 p3 (AAT)7 21 40711350 40711370 AACTCCCATGTCGTCGAGTC ACTAGCGTGACGGTATTGGC 184

Ai04B10773 Araip.B04 10773 p3 (AAT)5 15 40714061 40714075 TCGATTTTTAAGAAAGAACACCAA GGCAGTGTTGTTAGTGACGTTG 234

Ai04B10774 Araip.B04 10774 p3 (TTA)5 15 40722464 40722478 CAGCAGTAGGAAGCTGCGAT TCTGCCTCCTTCAGTTGTGA 280

Ai04B10776 Araip.B04 10776 p3 (AAT)7 21 40723452 40723472 TGCAACTCTGCTTGGAGATG ACCCCTTTTGTGACAACCAC 135

Ai04B10779 Araip.B04 10779 p2 (CT)6 12 40724944 40724955 GCGCGAAATGTAGGGATTTA GGGGAGAGGAGAGGGTTAGA 228

Ai04B10781 Araip.B04 10781 p2 (AT)6 12 40730638 40730649 TCACTAATTGAATGAAAGAGTTCCA GGGTGCGAATTTTCTTGTGT 254

Ai04B10783 Araip.B04 10783 p2 (TA)6 12 40731273 40731284 TTCTAACTCATGAGCCAGGTAAGTT AAACAGAAGATCATTAGACCCCT 148

Ai04B10788 Araip.B04 10788 c (T)10ctgaatcaatatacagaaactattctctttctcttcttctcttctcaaactat(TC)675 40751651 40751725 TGTTGCTAAGTCAGCGTATCA TCCTTCAAGGTTTCATTTGGA 278

Ai04B10789 Araip.B04 10789 c (A)10caaat(A)19 34 40752239 40752272 CGCTGAATGGTTTCGAGAAG TGGTTAAGTACTGGCCAAAAA 280

Ai04B10792 Araip.B04 10792 p2 (CT)8 16 40757341 40757356 AAAAGGAACATTGAACCTGGAA GCAGATTTCACAATCAGCGA 264

Ai04B10796 Araip.B04 10796 p2 (TA)9 18 40775285 40775302 GGTGCAAGAACTGAGGGAAG ATACAAATCGGTTGGTCCGA 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B10809 Araip.B04 10809 p2 (CT)8 16 40865239 40865254 GGAACATTGAACCTTGAATTGAG GCAGAGTGGGGTAATCATGG 152

Ai04B10810 Araip.B04 10810 c (TC)8c(CT)11 39 40867667 40867705 GCAAACACCTAGAGATCCCG AAAGAAAAGTCTCGGCCACA 113

Ai04B10813 Araip.B04 10813 p3 (CTT)5 15 40891561 40891575 AATTAATTTCCCACCCGACC CCCTCGAGCAAGAGAAGAAA 193

Ai04B10814 Araip.B04 10814 p3 (TTC)6 18 40896698 40896715 GTACCACCTTATACCGCCGA GGAGTCAGGGAAAGAACAAATG 279

Ai04B10816 Araip.B04 10816 p2 (CT)8 16 40898963 40898978 CTCACCACTCCGTCTTCACA TCGGTTCATCGTCACTACCA 205

Ai04B10817 Araip.B04 10817 p5 (AAGAG)6 30 40900168 40900197 TTTGGGGATTGGGGTATTTT TTTGGGCAACTGTAACCACA 163

Ai04B10820 Araip.B04 10820 p3 (GAA)9 27 40903187 40903213 TTTGCATTCCTCCTTCTTCG TTTTTCATCATCATCATCTTCTTCA 268

Ai04B10821 Araip.B04 10821 p2 (AT)10 20 40907127 40907146 CGTGTGAACGTTTTGTGCTT ATGGCGACTTCTCCACTCAC 236

Ai04B10829 Araip.B04 10829 p2 (TC)11 22 40913433 40913454 ACGTTGGGCCACACTTAGAC AGTCCGATCCAAACATGAGC 208

Ai04B10830 Araip.B04 10830 p2 (TC)12 24 40913634 40913657 TTAACAAAGTGGGGGTCTGC TGCAACAATTATTCACCCTTCA 205

Ai04B10831 Araip.B04 10831 c (A)12gtttttgtgcgtgagaggagagaaaaagaaagagatctcaataataatcctcttagcttgataataatgagagaaaaaaagacactaggaaatt(A)10116 40914591 40914706 TGTATGTGGGAACTGTGTCAGA TGCTTCTTCCCCATGTATCA 267

Ai04B10832 Araip.B04 10832 p3 (TAA)6 18 40915562 40915579 TACAGGTCATGGTGTGGAGC ACTGAATTGGCGTTGGACTC 113

Ai04B10833 Araip.B04 10833 p2 (AG)9 18 40916662 40916679 GGTTTTGGAGGTACTGAAGGC GTGGATGCCCACTTCTTTGT 231

Ai04B10834 Araip.B04 10834 c (AT)6tttcttggttaaa(AT)739 40917159 40917197 TTCTGTTGGACTTGTTTCTTGC TCATTCCAACCATTTGACTCC 279

Ai04B10835 Araip.B04 10835 p3 (ATG)5 15 40917534 40917548 CTTCGTCTCATCCTCGAACC TTGGCACATAGCTTGTTGGA 109

Ai04B10836 Araip.B04 10836 p2 (TA)6 12 40917688 40917699 ACCCTTGAGCTTTTCCCAAT AAAAAGAAAAGCAACAATTACACA 232

Ai04B10837 Araip.B04 10837 p2 (AG)6 12 40927686 40927697 ATCAGCGTGGCAGATTTCTT TGAACCTGTGATCGCAAAAG 246

Ai04B10842 Araip.B04 10842 p2 (CT)6 12 40944080 40944091 CACAAAACCCTTCCTCCTCA GTGAGATCCTCGGATGGAAA 190

Ai04B10843 Araip.B04 10843 p2 (GA)6 12 40948201 40948212 CGTTATTGACCAGCCAAGGT CCACATCTCTCTCCAGCCTC 147

Ai04B10844 Araip.B04 10844 p2 (AT)6 12 40951511 40951522 TTCCCTTGCCTTTAACCTTG AAAATGTTACGCTTCCGGCT 247

Ai04B10847 Araip.B04 10847 p3 (GAA)5 15 40962721 40962735 CGGTCTTAGGTGCCATCAAT CAACACACCCCTTTACACCC 181

Ai04B10848 Araip.B04 10848 p3 (AAT)6 18 40963242 40963259 TGCACCCATTAGGCATGTAA TCACATTCTTTGTCTCCCCC 192

Ai04B10849 Araip.B04 10849 p2 (AG)6 12 40963587 40963598 TGGGAGAGGGAGAATTTTTG CTTTTTGTTTGTTTCTTAACTTTTTCA 230

Ai04B10851 Araip.B04 10851 p2 (AG)6 12 40966084 40966095 TTGGGAAGGAAAGTGGTTTG CCACATGGTGCAGAAATGAG 233

Ai04B10854 Araip.B04 10854 p2 (AG)7 14 40973484 40973497 ATAGGTGAGGGGTTTTTGGG TAACGCCAGAAATGGAGACC 273

Ai04B10857 Araip.B04 10857 p2 (AT)7 14 40989042 40989055 TGTCCTCCTCTGGATAGCGT GTAATGGCCTCATCTTCGGA 126

Ai04B10860 Araip.B04 10860 p2 (CA)8 16 41001540 41001555 CTCATCGGGATAGCGTCATT ACCTAAAGGCGAGCCGTAAT 256

Ai04B10861 Araip.B04 10861 p2 (AT)8 16 41004358 41004373 TGCCCTCGAGACTTACTTGG AAAAGCGTAAAGGCGTGAGA 187

Ai04B10864 Araip.B04 10864 p2 (TG)8 16 41020515 41020530 AGAGAGAGTCCGAAGACCCC CCAATCAAGGCCACAAGAAT 207

Ai04B10870 Araip.B04 10870 p2 (AG)7 14 41057928 41057941 TTGGGCTATTTTTGACCCAG GGAACATTGAACCTAGAATGAAGA 243

Ai04B10873 Araip.B04 10873 p3 (GAA)5 15 41082517 41082531 CGGTCTTAGGTGCCATCAAT TCTTGGCCGAAACATAAACC 159

Ai04B10874 Araip.B04 10874 p2 (AG)6 12 41084969 41084980 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 215

Ai04B10881 Araip.B04 10881 p4 (ATAA)15 60 41121367 41121426 TGTGGGAACATTGGTTAATAAGG GCATTGGGGTAATTTTGTCC 277

Ai04B10886 Araip.B04 10886 p2 (AT)13 26 41189375 41189400 TGGCAAAGATGGAGCTAGTG GCCTTTTGTCCCTCATTTTT 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B10887 Araip.B04 10887 p2 (GA)20 40 41189983 41190022 GGTAGGCAGAAAAGGCAGTG GGGAACTGAAATCGCATTGT 262

Ai04B10888 Araip.B04 10888 p3 (ATG)6 18 41192154 41192171 ATCAGTTGGCAACGTCATCA TTCCTCCTTCTCCTCCATCA 140

Ai04B10889 Araip.B04 10889 p3 (GAA)7 21 41192292 41192312 TGGTGACGACGATAACGAAA GACCGATTTAGCGACCAAAA 176

Ai04B10890 Araip.B04 10890 p3 (CGT)5 15 41192933 41192947 AGTCGCTAAATCGGTCGCTA TGACGAAGAAGGTTGAAGGC 216

Ai04B10891 Araip.B04 10891 c (TA)9aacagaaatttctaacaattttttttatctaaaatctaatatttgagaatataat(TA)17107 41195213 41195319 TGCCTTGAATGAATTGTTTGAG GCCTTTTGTCCCTCATTTTT 229

Ai04B10892 Araip.B04 10892 p2 (GA)20 40 41195903 41195942 GGTAGGCAGAAAAGGCAGTG GGGAACTGAAATCGCATTGT 262

Ai04B10893 Araip.B04 10893 p3 (ATG)6 18 41198074 41198091 ATCAGTTGGCAACGTCATCA TTCCTCCTTCTCCTCCATCA 140

Ai04B10894 Araip.B04 10894 p3 (GAA)7 21 41198212 41198232 TGGTGACGACGATAACGAAA GACCGATTTAGCGACCAAAA 176

Ai04B10895 Araip.B04 10895 p3 (CGT)5 15 41198853 41198867 AGTCGCTAAATCGGTCGCTA TGACGAAGAAGGTTGAAGGC 216

Ai04B10896 Araip.B04 10896 p3 (AAT)6 18 41208810 41208827 AGGCGGCAAGATAAAAACAT GGCTTTTAAAAATAACGATAAGCA 280

Ai04B10900 Araip.B04 10900 p2 (AT)10 20 41234367 41234386 CATGTGTGGGTGACGCTTAC TGCAATGAATAAAAGTATGCAAATG 235

Ai04B10907 Araip.B04 10907 p3 (AAT)6 18 41285025 41285042 ATTGAAAACTCAAGGGCACA AACATAAAACTGCAGCACATGG 228

Ai04B10908 Araip.B04 10908 p4 (TACA)16 64 41299790 41299853 GGGTCTTACATCCTACCCCC TCGCCTTGTACATCAAGCCT 277

Ai04B10917 Araip.B04 10917 p2 (TA)6 12 41335400 41335411 CGTTGATTTTCGAACCTTGC AGCATGCCCATTTTTCATGT 159

Ai04B10918 Araip.B04 10918 p3 (CAT)9 27 41339550 41339576 CTTTTGAGAGACGACCCGAG GAGTACCGGATGGTGTCGAT 232

Ai04B10919 Araip.B04 10919 p2 (TA)6 12 41346267 41346278 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 235

Ai04B10923 Araip.B04 10923 p3 (GAA)5 15 41375816 41375830 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai04B10924 Araip.B04 10924 p2 (AG)6 12 41376837 41376848 GAAGGAGATGAGGGAGAAGGA CTTCTTATCTTTTCAAAATTTGTTTCA 267

Ai04B10925 Araip.B04 10925 p2 (TA)6 12 41387298 41387309 TCTTTCACTGCAACGTTAGATCA CCCCCTTTCTTTCCTCTTTG 111

Ai04B10928 Araip.B04 10928 p3 (ATT)5 15 41399195 41399209 GTTATTGCCAAACCGTGCTC AGCCTCCCCTGAAAGAGAAG 196

Ai04B10929 Araip.B04 10929 p2 (AG)19 38 41403299 41403336 CCATTACTGACCAATGGAGGA AGCAGGTTGCAGTTCAGTTT 252

Ai04B10930 Araip.B04 10930 p3 (TAA)5 15 41407620 41407634 GCCAACTCACCACATTCCTAA TGTTTCCGCTGTTAGGCTCT 220

Ai04B10933 Araip.B04 10933 p2 (AT)8 16 41416435 41416450 CTCGTGGGTGCCTGTTTAAT CAAACTGGAGAGGCAAGAGG 182

Ai04B10934 Araip.B04 10934 p2 (AT)9 18 41419196 41419213 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAACTCT 249

Ai04B10935 Araip.B04 10935 p2 (GT)9 18 41422692 41422709 AGTAGTGGCGGCTTTCTTGA TCAAACACCCACTTTCCCTC 222

Ai04B10936 Araip.B04 10936 p2 (AT)12 24 41425449 41425472 TCAAGCTTTGGGTGTTTGTG TCAACACCCACCATAACTCATC 272

Ai04B10937 Araip.B04 10937 p2 (AG)6 12 41428477 41428488 ATACGCAGGTCTTGTACGGC TAGGGTTTCACAGAGGTCCC 249

Ai04B10938 Araip.B04 10938 p3 (GAA)6 18 41439170 41439187 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 277

Ai04B10940 Araip.B04 10940 c (AG)7c(GA)13 41 41444752 41444792 TCATCAGTAGCGTGGCTGTC TGGTTCTGGGCAGCTCTAGT 274

Ai04B10942 Araip.B04 10942 p2 (GA)17 34 41448248 41448281 GCAGTGGAGGAAGACCAGAG CGACAATAGCTCCAGCATCA 182

Ai04B10944 Araip.B04 10944 c (TA)6tgcttcacttacaaacctacccaggggcgcaggtaggtataaacaaaggggggcaatgg(C)1081 41454255 41454335 TTGAAGTGTTGAAATGGACCC TGAAATTTGATGACCCCTCA 246

Ai04B10950 Araip.B04 10950 c (T)11aattctctgttcaaatttcaccatctttttcttc(T)1055 41461184 41461238 TCAAGTGTTAATGAATTGTGTGAAAA TGGTGATGGCAAAGAGAATG 277

Ai04B10955 Araip.B04 10955 p3 (TAT)7 21 41468548 41468568 TCACCAAATTTGAACCCCTC TTCTTGTCCTTGCTCCTGCT 169

Ai04B10956 Araip.B04 10956 p3 (CTT)5 15 41470684 41470698 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B10959 Araip.B04 10959 c (T)10agtcaagtcaaaattctaacttcaaaaattgatcttttcaaatctttttc(A)1474 41494755 41494828 TTTTGTTGTTTTTCTCTTTCCTCA TGATTGAAGAAATTAAAGAGATTTGA 220

Ai04B10962 Araip.B04 10962 p2 (TA)16 32 41510654 41510685 AACTGGGGAACACCAAACTT TCGTTTTCTTTTTCTTTTCCTTT 280

Ai04B10964 Araip.B04 10964 p3 (TAA)5 15 41525227 41525241 CAAGGAATTGCAGGGAGGTA AGAGTGGGAGCAAAATCCAA 204

Ai04B10970 Araip.B04 10970 p2 (CT)13 26 41561054 41561079 TGAAACTCTGCCGAAATTTCTAA TGCACTTGTCGGTTAGCTTG 247

Ai04B10976 Araip.B04 10976 p2 (TA)6 12 41637662 41637673 ATTCCCAAACCCCTTTGACT ATATAAGGTGGGTGGGGGAC 222

Ai04B10978 Araip.B04 10978 p4 (CAAA)5 20 41656645 41656664 ACCTTCCTCGGCTCAAAAGT TCTTCCCTTCTTCGGACTGA 279

Ai04B10979 Araip.B04 10979 p4 (AACT)5 20 41661214 41661233 GCAGCAATAAACAGCAAACAA TCCTCCTTCAACCATCATCC 158

Ai04B10980 Araip.B04 10980 c (AG)6gttat(AG)7 31 41668685 41668715 AGGGGTGTCTACAGCAATGG AATATCCGCTGGTAACCGTG 208

Ai04B10981 Araip.B04 10981 c (TA)7(TG)23 60 41671877 41671936 TTGAATGAAATCCTAACCGATTC CACTTTCCTCTACTCTTGGCG 226

Ai04B10982 Araip.B04 10982 p2 (TA)8 16 41677539 41677554 CGTCGTAATCCGAAAATTCC AAATTCGATTAGATTTCGTGTACATA 183

Ai04B10985 Araip.B04 10985 c (A)10gctctgcttttaccacactaaacttagaattttgctcgccctcgagcaagagaagaaagaatagat(GAA)591 41686626 41686716 TTGCCTTCCCTTTCCTCTTT CACACATCCCTCCATCTCCT 186

Ai04B10991 Araip.B04 10991 p2 (TA)6 12 41713300 41713311 TGCATGCATTCGATAGGTGT TGCACTGGTGATCTGAAAGG 146

Ai04B10994 Araip.B04 10994 c (T)11gcta(T)10 25 41722212 41722236 CCGCTTAGGCCATGATTTTA TGAAGCAAGAAAAAGCAGTGAA 225

Ai04B10996 Araip.B04 10996 p3 (TGA)7 21 41733732 41733752 AATCCTGCTAATGATGCGCT GCCCCACAACATTTTTCATT 202

Ai04B10997 Araip.B04 10997 p3 (ATT)12 36 41734446 41734481 CAGGGTGCGATCTTGTTTTT GCACTTCTTCCATTGCCACT 275

Ai04B11001 Araip.B04 11001 p2 (GT)6 12 41742775 41742786 TGGTTGTGGTGCGTAGTGAT TTTCCTCCTCTCATCCCTCA 180

Ai04B11003 Araip.B04 11003 p2 (CT)7 14 41744802 41744815 TCATCAACATAAAAGAGAGCAACA CCCAATCCAATCCATTTCTG 279

Ai04B11004 Araip.B04 11004 p4 (TTTA)5 20 41747651 41747670 TGCAATGAATGAAAATAAGCAA GTGGGCAACACTTATGCGTC 255

Ai04B11006 Araip.B04 11006 p2 (TC)6 12 41753663 41753674 CGAAAATATCTTCCCTCTTTTTCA GGTTTCGAATTTGGGTGAGA 218

Ai04B11007 Araip.B04 11007 p3 (TAT)5 15 41753818 41753832 TCTCACCCAAATTCGAAACC GTTCTTGTCCTTGCTCCTGC 163

Ai04B11008 Araip.B04 11008 c (A)10taggcg(A)11 27 41754659 41754685 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 199

Ai04B11009 Araip.B04 11009 p6 (TATTTT)5 30 41763275 41763304 TGACACCCTGCTTGAGTGAG GGCTAAAATATGAACTAAAAATGCAA 226

Ai04B11010 Araip.B04 11010 p2 (TA)6 12 41764728 41764739 CCCATCTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 264

Ai04B11011 Araip.B04 11011 p2 (CT)7 14 41775451 41775464 TTCTTCGATTCTTTTTGGTGC GGGTGCGTTAATGCCAAATA 264

Ai04B11015 Araip.B04 11015 p3 (TAA)6 18 41795413 41795430 TGGTTGTTACGCTCTTGCAC GGGTACTGCACGTCCATTCT 235

Ai04B11018 Araip.B04 11018 p2 (TA)10 20 41797741 41797760 ACAATAGTAATGGGCGCTGG TGTGACTGATTTAATGGTTGATTTT 225

Ai04B11021 Araip.B04 11021 p3 (GAA)5 15 41802351 41802365 TTCACGATCAATTTGAGCATTT TTATGATCCGCATGCAAGAA 233

Ai04B11026 Araip.B04 11026 p3 (ATA)6 18 41808210 41808227 AAACAAAGTTAACAACCAACACAAA TCACAACCTTGAGAGCAAGC 148

Ai04B11027 Araip.B04 11027 p3 (TTA)9 27 41812488 41812514 TAACACGCTTTTGTGGGTGA CTCAAGACATTGGACGACGA 262

Ai04B11028 Araip.B04 11028 p3 (AGT)6 18 41816211 41816228 AACTGCCAGGGATTGATGAC ACTGGGTTACGTCGTTGCTT 230

Ai04B11033 Araip.B04 11033 p3 (TAT)8 24 41834808 41834831 CCCCTTCCTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 258

Ai04B11042 Araip.B04 11042 p2 (GA)20 40 41869980 41870019 TGGCGTTAAGAGGGAAATCA GCTTTCACGAGTTCAAAGGG 212

Ai04B11043 Araip.B04 11043 p2 (AC)14 28 41873655 41873682 CCATGTGGCATGAAAGACAG TTGTTTCAGGCTTTGTTGGA 181

Ai04B11044 Araip.B04 11044 p2 (CT)6 12 41877147 41877158 TCATCTAAACCGTGAACCCC GAGGAGGGGAGGAGAAGATG 243
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Ai04B11045 Araip.B04 11045 p3 (TTC)5 15 41877345 41877359 TGGTTCCTCCTTTTGCTGTC TGGGAGGAGATGACGAAAAC 233

Ai04B11046 Araip.B04 11046 p2 (TA)10 20 41882907 41882926 TTGCTTATTTCTTGCCCCAC CTACAACAAAATGTCCCGCC 167

Ai04B11047 Araip.B04 11047 c (A)14tctttcaaaaatattttcaaaaatctctcatctgttttcg(A)1064 41889907 41889970 TTTGGACAACTGACGGTTCA CCAGGCTTCTCATGCTTCAT 196

Ai04B11051 Araip.B04 11051 c (TC)9(TG)16 50 41900682 41900731 CATGTTTCATTCAAAAGCAAGC GCGTGCCAATAGAGGTTGAT 134

Ai04B11053 Araip.B04 11053 c (A)10c(A)10 21 41905443 41905463 CTAGTGTTTTGGACCGGAGC ATGCACATGCAATTGACACC 267

Ai04B11054 Araip.B04 11054 p2 (CT)7 14 41906500 41906513 TTTCAAAATATCTTTCCTAACTTCCT TTTTGAAAAAGGTTAGTAGTTTTTCG 238

Ai04B11055 Araip.B04 11055 p2 (CT)6 12 41906738 41906749 TCGAAAATCCTTCTCCCTCA GCCTTTTTCTCTGTTCCTGC 219

Ai04B11056 Araip.B04 11056 p3 (TCT)6 18 41908809 41908826 TCAACATCTCTTTCCCACCC ACTCGGAGGTGGAAGCTTTT 240

Ai04B11057 Araip.B04 11057 c (A)10g(A)11 22 41909724 41909745 GCAAGAAAAAGCAGCAAAGAA TTTAGCCGCTTAGACCAGGA 250

Ai04B11060 Araip.B04 11060 c (TA)6gaaaagttg(A)1031 41928608 41928638 GTGGGAACTCGGGTTGATAA TTGGGATAGTTTTGTCCCCTT 213

Ai04B11061 Araip.B04 11061 p2 (GT)6 12 41928816 41928827 TGCAAAAGTGGAAATTATGGG TTGTAATGGGGCCAAGGTAA 151

Ai04B11067 Araip.B04 11067 p3 (TGA)34 102 41965994 41966095 CTCATTTAGTTTGTTTACGCTTTTT ATCGGTCGCTAAATCAGTCG 250

Ai04B11070 Araip.B04 11070 c (T)10ctaattaaacaagaaagttatgctttagtctgcaattgtagaacgatggtgaaaggagtgattgcattatt(TA)10101 41984514 41984614 CCTTGCCTTGTCTTTGCTTC TTCACCAAATCTTGGTTCACTG 201

Ai04B11071 Araip.B04 11071 p2 (AG)7 14 41997123 41997136 TTCTTGTCCTTGCTCCTGCT TCGAAAATCCTTCTCCCTCA 234

Ai04B11072 Araip.B04 11072 p2 (AG)10 20 41997371 41997390 CACAAACCGGGCATAACTCT TAACTGTGCTTGATGCCTGC 124

Ai04B11077 Araip.B04 11077 p2 (GA)7 14 42009916 42009929 TCGAAAGAGAGGAAGAGCCA CACCTCTCGGACGTGTCATA 264

Ai04B11082 Araip.B04 11082 p2 (AT)12 24 42053114 42053137 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 269

Ai04B11086 Araip.B04 11086 c (A)16cctttttc(A)11 35 42069635 42069669 CGTGTTTGAACAACTGACGG TCGAATTTGATGAGAGAAAAAGG 239

Ai04B11089 Araip.B04 11089 p3 (TAA)5 15 42086404 42086418 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 266

Ai04B11090 Araip.B04 11090 p2 (GA)6 12 42086736 42086747 AATGAGATGGGAGAGGGAGAA TTTCTTATCTTTTTCAAAACCACC 216

Ai04B11096 Araip.B04 11096 p2 (CT)6 12 42105433 42105444 TTGGTGTTTTCCCACCAAAT GAAAAAGAGGGAGGATATTTTCG 266

Ai04B11098 Araip.B04 11098 p2 (TA)7 14 42109529 42109542 TTTTTGCCTATGTTTGCCCT TGAAGCAAGAAAAAGCAGCA 179

Ai04B11099 Araip.B04 11099 c (T)12cgaaaattagaatttaaaatttaaaataatagttaattaaaaagaaatttttgaaaaaggggaaggtattttcgaaaatt(GA)6104 42111682 42111785 GGATGTGGGAGGTATAATTTTCG TTGGTTTTCAAAATTTGTTTCA 270

Ai04B11102 Araip.B04 11102 p2 (CT)6 12 42117410 42117421 TTTGAGCTGAGAACACAAGCA GGGCTCAAAATTGGTTAGCA 248

Ai04B11103 Araip.B04 11103 c (A)12(TA)7 26 42117853 42117878 GGTGTACTTGGGAACTTGGG TGGGGTATTTTTGTCCCCTT 280

Ai04B11106 Araip.B04 11106 c (T)51cgcc(T)12 67 42136557 42136623 CTTACTCCTTCCCATGGCTG TGAAGCAAGAAAAAGCAGCA 202

Ai04B11108 Araip.B04 11108 c (T)11cgaaa(T)10aaaaaaagtaaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6108 42141518 42141625 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai04B11111 Araip.B04 11111 p4 (TTTA)6 24 42143903 42143926 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 147

Ai04B11113 Araip.B04 11113 p2 (GA)6 12 42178881 42178892 GTTGCAACAATCCACAAGCA TCCCCTTTCTTCCTTCTTCC 253

Ai04B11115 Araip.B04 11115 p3 (CTT)6 18 42194181 42194198 CTTGGGGTGGATAAATGTGG ATTTAGCGCCATTGACTCGT 241

Ai04B11116 Araip.B04 11116 p2 (TA)11 22 42194695 42194716 TGCATGGTCTAAGTGTAGGGG CCAGCAATATAAGGAATGCAA 249

Ai04B11118 Araip.B04 11118 p4 (TTAT)5 20 42197728 42197747 CCCACTTTTGTATGATTCCCA GGAAAATTCGGGTACCTACTCA 257

Ai04B11121 Araip.B04 11121 p2 (AG)6 12 42237309 42237320 AGTGAGGGTTCGGATTTTTG TTTCTTATCTTTTTCAAAACCACC 276

Ai04B11126 Araip.B04 11126 p2 (AT)40 80 42255115 42255194 TGGAATATGTGATTCTTCACAAGC TGGTGAGTTTTTAAGAAATTGTTTTT 239
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Ai04B11127 Araip.B04 11127 p2 (AG)9 18 42258148 42258165 GGGCAGCAGAGCTAAACAAC AAGCAGGATTACCGTTGGTG 271

Ai04B11133 Araip.B04 11133 p2 (TC)6 12 42306070 42306081 TGCATCCCTCTATTCCTTCG GGTGGTTATCGGAGAAACGA 162

Ai04B11135 Araip.B04 11135 p3 (GAA)5 15 42343890 42343904 CGGTCTTAGGTGCCATCAAT TTGGCCGAAACACTTCCTAC 157

Ai04B11140 Araip.B04 11140 p2 (AG)6 12 42359359 42359370 GGGGTTCGAATTTGTGTGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 264

Ai04B11142 Araip.B04 11142 p4 (TTCT)5 20 42373053 42373072 TCACGCTTATGCGTCACTTC TGTGAAAGGTGAGAAGAGGGA 219

Ai04B11143 Araip.B04 11143 p3 (GAA)6 18 42376431 42376448 AAAGAGAGGCAGTGGCAAGA TTATAGGGGAGCATGGTTGC 131

Ai04B11144 Araip.B04 11144 p2 (AT)7 14 42385247 42385260 GGGGTCATTCCTTTGGAAAT TGGGCTCTAGCATAGTTGGC 243

Ai04B11145 Araip.B04 11145 p3 (TAA)5 15 42386602 42386616 CCAAATGCGCCACCTATTAT GCAGGTGCCATTTGCTTATT 237

Ai04B11146 Araip.B04 11146 p2 (TA)6 12 42388146 42388157 GACCACTGAAGATACAGAAGCAGA CCAATGATCACTGTTCAGGC 133

Ai04B11149 Araip.B04 11149 p2 (GA)9 18 42413986 42414003 GGGGGAAGAAGAAAAGAAAA GCGACCGCGTCAATTAGTAT 236

Ai04B11152 Araip.B04 11152 p2 (TA)8 16 42438098 42438113 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 259

Ai04B11154 Araip.B04 11154 p2 (CT)6 12 42464008 42464019 CAGAAAGGGGCATTTTTGAA ATAGGTGAGGGGTTTTTGGG 165

Ai04B11163 Araip.B04 11163 p2 (CT)6 12 42501587 42501598 TCGCCATTGTAGGAAGCTCT TCATAGTACTTACCGGCGGC 202

Ai04B11169 Araip.B04 11169 p2 (AT)6 12 42507476 42507487 GGACAAAATTTCACCGAAGC GGTGGCTACAGAGAGGTTGG 253

Ai04B11170 Araip.B04 11170 p2 (AT)7 14 42508047 42508060 CAACACTTGCTTAAGTGGACGA TGCCCCACAAGGTTTAAAAG 271

Ai04B11171 Araip.B04 11171 p2 (AT)6 12 42511107 42511118 GCGAGTTCGAATCTCTGCAT AAGTAATAGCGCGTGAAGGG 101

Ai04B11172 Araip.B04 11172 p3 (GAA)5 15 42522755 42522769 CACCTTGGACTCATGGGACT TCAGGCTTGAAATCCACCTC 225

Ai04B11177 Araip.B04 11177 p2 (AG)6 12 42576174 42576185 TTTTTGACCCAGTTTTTGGC TCCTAAGAGAGAGGAAAGGGC 149

Ai04B11180 Araip.B04 11180 p2 (CT)7 14 42595064 42595077 AATTTTCAAAAATCACTAACCACTTT AACACAAAGAGAGGGAGAGGG 259

Ai04B11181 Araip.B04 11181 p2 (CT)7 14 42602121 42602134 GGCAACCCAGGAGTAGATCA AAAGATTCCCAAATCGGCTT 207

Ai04B11182 Araip.B04 11182 c (AATT)5(A)10 30 42609826 42609855 TTCTTCTCCTCTTCCCTCCTC GGCAAGAAGCTCCAAGTGAG 262

Ai04B11184 Araip.B04 11184 p3 (TCT)5 15 42626775 42626789 CAATTCCCACCCATTCATTC AAAGCTTTGCTCGTCCTTGA 203

Ai04B11187 Araip.B04 11187 p2 (TA)9 18 42638209 42638226 TGTGCCATGTCATAGAGGGT AACCATTGATGCTCAAAGCC 184

Ai04B11190 Araip.B04 11190 p4 (TATT)5 20 42650977 42650996 TTGTGATCTATCTCACCAAAGAATC GTGACGGTTTAGTTTGGCGT 196

Ai04B11191 Araip.B04 11191 p2 (AT)6 12 42661843 42661854 TTTGCTTCCTCCTTGGCTTA TTTAATTGCTTATTATTAGGCGCA 213

Ai04B11193 Araip.B04 11193 p2 (TA)7 14 42666818 42666831 TCTCTATGCCGTTTTGGGTC TGGGCTAACCAATATTCGCA 272

Ai04B11194 Araip.B04 11194 c (A)12ctttccagacatctctcacccaagtcatccccatatttattttcataaaagccaattcaattattagaatataatcgaccaataatattgccattac(A)14123 42678315 42678437 TTGAATTTTCAAACACCCAAT TCAATGAAATGGGAACGGAT 187

Ai04B11203 Araip.B04 11203 c (CTC)5ttcttcttcctcttcactttacctttttatcttcatcagatttcttgattgattagtcg(TCT)692 42708546 42708637 CCTTCGATGCCCCTTCTTAT TGCTAGACCGTTATGCACCA 261

Ai04B11206 Araip.B04 11206 p2 (GT)7 14 42712259 42712272 CGTTAGGGACAACTTTGGGA TACCGGGGATTGTTGAGTTT 279

Ai04B11208 Araip.B04 11208 p3 (AAT)6 18 42715617 42715634 TGTAAATTGGGGGTTTTGGA TCCCTTGACTTTCCTTTGCT 198

Ai04B11213 Araip.B04 11213 c (CT)6aatctccacacgaaatcctagcaaa(TC)649 42731000 42731048 ACGCTAAGTCTGGTGCCTTG CGAAGGAGGAATCCAAATGA 220

Ai04B11215 Araip.B04 11215 p3 (GAA)9 27 42737788 42737814 GCAAGAACATGAGAGCCTGA GCCTGCATAACTAGGTGGGA 226

Ai04B11217 Araip.B04 11217 p3 (GGA)5 15 42741235 42741249 GGAAGACGCCAAAAACTCAG CTCCTCGTTTCAATCACGGT 213

Ai04B11220 Araip.B04 11220 c (ATC)12(AAC)14(AAT)12114 42751847 42751960 AAGGGACGAGGAATGAGAGA CCATGGGTACTGGGTAGGAA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B11221 Araip.B04 11221 c (AAG)7aggaagaggaagaagaacgtgcagcaagaagaagaaggaggagaaagagaaggcaagaaacgaaagaa(AAG)5104 42753215 42753318 CGTGCAGCAAGAAGAAGAAG AAACGCGATGCAAGGTCTAC 276

Ai04B11223 Araip.B04 11223 p3 (ATT)9 27 42758040 42758066 TTGCAGGCTTGAAAATGTTG TCTTCAACAGCCCAATTTCC 218

Ai04B11226 Araip.B04 11226 p2 (TA)6 12 42767573 42767584 GCGGACGGGTAAATTAATCA AGGGTCGGAGATGAAATGTG 233

Ai04B11229 Araip.B04 11229 p3 (TAT)5 15 42770135 42770149 AATCATTTGCATTCTTTGCG TTGCTGAACCCTAATCTGCC 275

Ai04B11231 Araip.B04 11231 p2 (TG)6 12 42771154 42771165 TTTCAAATTGTGCACCAAAAA CTCAGCCTGCGAAGATAAGG 232

Ai04B11232 Araip.B04 11232 p2 (AC)6 12 42790474 42790485 GGGCTAAGGTAAGGGTGAGG TGGGAATTTTGGGTAGCTAGG 135

Ai04B11233 Araip.B04 11233 p4 (TTAT)8 32 42795034 42795065 TTGGGATAATTTTGTCCCCTT TCCCAAATTGAATCTTTGGTT 264

Ai04B11234 Araip.B04 11234 p2 (GA)6 12 42797748 42797759 GGAGGGAAGGAGAAAAAGAAAA CGTCAATCAGTTTAAGCGCA 236

Ai04B11236 Araip.B04 11236 p2 (AG)6 12 42800007 42800018 GCTGGAATAAAAATGCCTTCA GGGGATCTCGCCAATTTAGT 279

Ai04B11239 Araip.B04 11239 p2 (CT)7 14 42838165 42838178 TTTACACCGATGCCTCCTTC AAATTGTGGTGGCGACAGAT 105

Ai04B11240 Araip.B04 11240 c (TA)15(T)13 43 42839400 42839442 CGCTACCTCCAACCTCTCAG TATTGGCGGATATCAAGCTC 258

Ai04B11242 Araip.B04 11242 p2 (AG)7 14 42849965 42849978 CGCCATAACAGGAAGCAAAT ACGCATAGGGGGTTGTTTTT 278

Ai04B11243 Araip.B04 11243 p2 (TA)7 14 42854502 42854515 CAAAATCCAGTGAGGGTTCAA AGTGGTGGAATCTCATGCAA 279

Ai04B11247 Araip.B04 11247 c (AT)6aactgtacttgtaagaatgaaaaagaaaggaagcttttatttcggtagatag(A)1074 42906328 42906401 CTATCATGGAAGCAAACCCG TCCATGCTTCTAACCGTTCC 253

Ai04B11248 Araip.B04 11248 c (T)10ctttggttgcaca(AT)839 42906993 42907031 GGACTACGAGAAGGTGACTCG TTGCAGCATCTTGAAACAGG 253

Ai04B11251 Araip.B04 11251 p2 (AT)6 12 42911500 42911511 TCAGCTAGTTACTCGCCTCATTC GGGTATCCCACTCGTCTCAA 272

Ai04B11253 Araip.B04 11253 p5 (AGGTA)5 25 42918176 42918200 TGGCCACAACCCTAACTAGC ACCAACCCACCTCCTCTTCT 123

Ai04B11256 Araip.B04 11256 p2 (TA)6 12 42924922 42924933 GGTGTGCGGATCTTCAATTT TCTCCAGTTTTATTATGGTGATATTTG 246

Ai04B11258 Araip.B04 11258 p2 (TA)6 12 42927344 42927355 GGTGTGCGGATCTTCAATTT TCTCCAGTTTTATTATGGTGATATTTG 246

Ai04B11263 Araip.B04 11263 p2 (AT)6 12 42949750 42949761 GATCCTTTTGCAACATTATTCG TGAACTTGAGCATAATGTATGATTTG 261

Ai04B11264 Araip.B04 11264 p3 (ATC)5 15 42964871 42964885 TCGTAAGCATCCTCATCAAATC GCCACCCTATTTTGCTGAAA 239

Ai04B11266 Araip.B04 11266 p2 (GA)11 22 42969431 42969452 CGGTGGCACAAAGAAAGAAA TCTTTGGTCCCATTCATTCA 265

Ai04B11271 Araip.B04 11271 c (TTC)5ctcttcctcttcctcttcctcttctcttcctcttcctcttcttcttcg(T)1174 42973445 42973518 GGCCTTTTAATGCGTTATTCA ACACCCAAAATTCGTTGCAT 243

Ai04B11273 Araip.B04 11273 p3 (AAG)6 18 42974000 42974017 CGATGAAGAAGAACGTGCAG GGCATACAAGCGATTAAGGC 223

Ai04B11280 Araip.B04 11280 p2 (TA)6 12 42992119 42992130 TTTATGGCCGTAGAGGCTTG CGTAAGCACGAACAGGACAA 236

Ai04B11281 Araip.B04 11281 p2 (TA)6 12 42992319 42992330 TTACGCGACCTTGAGCTTTT CAGCTACGGGATCCTCTCTG 175

Ai04B11282 Araip.B04 11282 c (CAC)7tatacctccattatcatcttcttcacataaaga(AAC)672 42995781 42995852 CACCACCACCTCATTTCCTT TGGTTATGCAGAGGAGCAGA 246

Ai04B11283 Araip.B04 11283 c (AG)6aagcaaaacacagaagggaaaagagagaaagagagagaaaggagttgacagagttgacggactctggcggcggcgacgagctcagaaaatggaa(AG)8122 42996292 42996413 CTGCAAACCCAGAGACCACT CCACAACCACTAACCCCATC 196

Ai04B11285 Araip.B04 11285 c (A)10cc(A)11 23 43000408 43000430 CGGTTCATCTTGTTGCTCAG AAAAGATGCAATTGACACCAAA 235

Ai04B11288 Araip.B04 11288 p3 (GTT)7 21 43013808 43013828 CTTGGTAGCTGCAAAGGAGG GAGCAACATTTCTGCCATCA 272

Ai04B11289 Araip.B04 11289 c (T)11aaataaatgttttcaaaaa(T)1040 43017224 43017263 TCGAGTTTGGACAACTGACG AGCCAGTCAGGCTTCAACAT 222

Ai04B11290 Araip.B04 11290 p2 (TA)8 16 43030629 43030644 GTTCTTTGGCTCAAAAACCA CAGAATCACAACAATCCACACA 189

Ai04B11291 Araip.B04 11291 p2 (AT)7 14 43030802 43030815 TGTGTGGATTGTTGTGATTCTG TTCTGCATTTTGCACTTTGG 193

Ai04B11294 Araip.B04 11294 p2 (AT)6 12 43067663 43067674 TCATGAACACATTCTTCAATTCAT CAAGCTGCCATCAGAGATCA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B11295 Araip.B04 11295 p2 (TA)6 12 43074184 43074195 TCTTGATGCAACCCAGAGC CGGATACAATTTTCCGTTCC 214

Ai04B11298 Araip.B04 11298 p2 (TA)10 20 43078352 43078371 TGCAGAGAAAAGAGAAACCAGA GCTCTACACTGGGGAAGCAG 180

Ai04B11302 Araip.B04 11302 c (T)10ctttgaagccgtaatggcttatag(T)1044 43093664 43093707 TGTTTGTGCAGGCAAAGTGT CCCAACCCACCTATGATGAC 192

Ai04B11304 Araip.B04 11304 p4 (AAAT)5 20 43097361 43097380 GGTGGCATTGCTTTTGTTTT TTGCCTTTTGGTTTAAAGAGC 276

Ai04B11307 Araip.B04 11307 p2 (CT)13 26 43131432 43131457 GCGGCTTCTCTCTCTCCTTT AGATTAACCCTAGCCGCCAT 231

Ai04B11309 Araip.B04 11309 p4 (TTAG)6 24 43134370 43134393 CCTCACATGTATGCGTGACC CAATCATCCAACACTTAGCATCA 269

Ai04B11310 Araip.B04 11310 p2 (GA)6 12 43145464 43145475 GAACATGCAAGCAACCCTTT CCTTCTTTCTCACTTTCTACACCC 273

Ai04B11312 Araip.B04 11312 p2 (GA)6 12 43177343 43177354 GCCATTACCTTCTTCCCTGA GGCATTATCCTCCAACAGGA 210

Ai04B11313 Araip.B04 11313 p2 (CT)7 14 43197193 43197206 TTAATGCCAGAAAAGGGCAC TGTAGGTGATTGGAGAGGGG 276

Ai04B11314 Araip.B04 11314 p3 (AAT)5 15 43199193 43199207 CAGGTTCTGGATCTGCTTCC TCATCACCAAATTCGAACCC 193

Ai04B11315 Araip.B04 11315 c (T)10gaaataaaaataaaaataaaaataattagttaattaaaaagaaatttttgaaaaagggggagatattttcgaaaatt(AG)699 43199452 43199550 GGATGAGAGAGAAGGAGGGAA TTTTTGGTTGTTTCTTAACTTTTTCA 240

Ai04B11320 Araip.B04 11320 p4 (AAAT)6 24 43233841 43233864 TTTCTCTCTCCTCACTTTTTCG CCAATGGAGGGTATGCAGAT 240

Ai04B11324 Araip.B04 11324 p2 (AT)6 12 43255056 43255067 TTCGTGAAAACTCCGGTTCT GGCAAGAGAGCACATTGACA 186

Ai04B11325 Araip.B04 11325 p4 (TAGT)5 20 43273891 43273910 GTTTATCACCTTCCCTCCCC CCTCAATAAAGAAATCCAACAGTG 230

Ai04B11326 Araip.B04 11326 p2 (AT)6 12 43276656 43276667 TTACCTTGGGGCATTTTGTC CATTGGGGGAATAAAAGGGT 260

Ai04B11327 Araip.B04 11327 p2 (AC)6 12 43276797 43276808 CCCTTTTATTCCCCCAATGT GCCAATTTGAGCCTACGATT 166

Ai04B11328 Araip.B04 11328 p2 (AT)11 22 43277165 43277186 CAAGAAAGAAAAATGCGTGG CGAGATTTCTATCTATAGGGCACC 184

Ai04B11331 Araip.B04 11331 p2 (AG)6 12 43284360 43284371 GTCGCATCTGCAAACTTCAA TCCTGAAAGCAAGAAAAATCC 276

Ai04B11335 Araip.B04 11335 p2 (CT)8 16 43293679 43293694 CGCTGCGTAACCTACTCTCC AAAAGGGAAAGTGAATGGGG 179

Ai04B11338 Araip.B04 11338 p2 (CT)7 14 43299841 43299854 TTGTTTGCTTCTCATCTTTTTCA AGAAGGGGATGAGGGAGAAG 225

Ai04B11339 Araip.B04 11339 p3 (TTC)5 15 43308698 43308712 AGCCCTCCATTCTTCCTCAT TAGAATATTGCTCGCCCTCG 144

Ai04B11341 Araip.B04 11341 p3 (TTC)5 15 43319308 43319322 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai04B11343 Araip.B04 11343 p2 (CA)12 24 43325186 43325209 CTTCTACTCACCACCGTCGC GCGAGCTCTCTCTCTCCCTT 276

Ai04B11344 Araip.B04 11344 c (T)11caaa(AT)6 27 43328014 43328040 TTTACTTTGGGGGCATTTTG TCAAGTGTGGAGAAGTCTGGG 227

Ai04B11347 Araip.B04 11347 p2 (AG)6 12 43355289 43355300 CAGAGAATGGGGGAATCAAA GGAACATTGAACCTGGCATT 184

Ai04B11348 Araip.B04 11348 p6 (TATTTT)5 30 43362707 43362736 GCATCGAGGACGATGCTATT CCAAAGTGCAAAATGCAGAA 228

Ai04B11349 Araip.B04 11349 p2 (AG)6 12 43365075 43365086 CAGAGAATGGGGGAATCAAA CATGGAAAGGTTCATAAGCCA 270

Ai04B11355 Araip.B04 11355 c (TTTTA)5ttttcttacaagtatctttaattttaagacatatctttttcaaaacttcctaaccaatttctctctcttca(T)10106 43402399 43402504 CAACTTCCAAAATTCAAAATTCA TTGAAAAAGATGTGGGTGAAGA 256

Ai04B11358 Araip.B04 11358 p2 (AT)6 12 43414211 43414222 TCTTGCCGACCTGTAGCTTT TTTTAACAAGGCACCAAGCC 274

Ai04B11359 Araip.B04 11359 p2 (AG)7 14 43427085 43427098 AAGGGGATGAGAGGAGGAGA TGATTGCAAAATTTGTTTCGAC 265

Ai04B11363 Araip.B04 11363 p2 (TC)6 12 43448911 43448922 TGACAGATGTCACGCACAAA AAAAAGGGATGTTGAACCTGA 269

Ai04B11366 Araip.B04 11366 p4 (AAAT)6 24 43467224 43467247 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 201

Ai04B11367 Araip.B04 11367 c (AC)11aaacacacatacacac(CA)650 43485096 43485145 CTAACTGCTGCCACCCTCAT CCTTCTGCCTTTCTTTGCAC 139

Ai04B11369 Araip.B04 11369 p2 (TA)9 18 43499257 43499274 TCCTGGGAAGCGAAGTAGTC GAAAGCCAAGGAAACAGCAT 264
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Ai04B11370 Araip.B04 11370 p2 (TG)7 14 43511335 43511348 TTGCATCTTGCTTCATTTGC TAGATTTCGGCCAAGCATTC 205

Ai04B11373 Araip.B04 11373 p2 (TA)10 20 43526192 43526211 TTTCAGATGCAGGACGTGAG GATAACCGGTCCGAGCATAG 270

Ai04B11374 Araip.B04 11374 p2 (AG)6 12 43527032 43527043 TTTCGGCCCAGAAAATACAG GGAACATTGAACTTGGAATGAA 219

Ai04B11375 Araip.B04 11375 c (AT)7aaaagaaaagagaaaaaaataa(AAAT)556 43538433 43538488 TTGGAGAATTTGGGTTTGGA TACTTTGGGGCATTTTGTCC 257

Ai04B11377 Araip.B04 11377 p2 (AC)6 12 43568799 43568810 TTGGAATGAGGTGAGAACCA TGCTTGATTGTTGCTTGAATG 256

Ai04B11378 Araip.B04 11378 p4 (AAAT)5 20 43583517 43583536 TTTTCGAAATTCTTCACCCA CCATGATGGAGAAAGGGAGA 126

Ai04B11379 Araip.B04 11379 p3 (TTA)8 24 43600573 43600596 GAGCGTTGCGCTTTTTATTT GCGTACGCACAAGTGAAGAA 237

Ai04B11380 Araip.B04 11380 p2 (TA)11 22 43603617 43603638 CACAAATACTTGGTGGGCAA TGGATTTTGCTAGCCTCCAT 277

Ai04B11383 Araip.B04 11383 p2 (CT)7 14 43631954 43631967 CATGTCGGAAATGGATCCTC TGGTTTACACCGGTTTGGAT 269

Ai04B11385 Araip.B04 11385 p2 (AT)10 20 43637313 43637332 GGGCATTTTGTTCCCTTTTT TTCTTGGTTTTGACCTTGCC 271

Ai04B11386 Araip.B04 11386 p2 (CT)12 24 43639934 43639957 ACGGCCAAGATCAAAGAAGA TTGCCTTCAATCCTTATCCG 222

Ai04B11387 Araip.B04 11387 c (ATA)5g(TAA)6 34 43651054 43651087 TGCAAGTAACACGCCAAACT GTGGTTAGGTTCTCCCCCAT 218

Ai04B11392 Araip.B04 11392 p3 (AAT)23 69 43692759 43692827 CGACACAGAGAGAAGAAAATGG TGCAAAAATGGACAGTGATGA 186

Ai04B11393 Araip.B04 11393 p3 (ATT)5 15 43693075 43693089 TAGAATAGGGTCCGGTGGTG CGGATATCCACCACCTTCTG 139

Ai04B11394 Araip.B04 11394 p2 (AT)6 12 43694277 43694288 CCCTTGGATGATTGTTGCTT TTCCATGGATTTCCACATGA 271

Ai04B11396 Araip.B04 11396 p2 (TA)6 12 43704450 43704461 ACTTCGCAGGCTGAGTTAGG CGTAAAACAGAGGTGGTGTGG 252

Ai04B11398 Araip.B04 11398 p2 (TA)7 14 43728757 43728770 ACTTCGCAGGCTGAGTTAGG CGTAAAACAGAGGTGGTGTGG 252

Ai04B11401 Araip.B04 11401 p2 (AG)9 18 43749426 43749443 CACCGGTGGAGGATAGAGAA TATCCCTCCCTCTTGTCTGC 174

Ai04B11403 Araip.B04 11403 c (T)12caaaaacaaagagaaagaaagaaattaagaagttttc(A)1059 43765336 43765394 AGAGGGTTCCCTGTGAGAAA CGAAAATTTTTAAATCACATCTTCC 262

Ai04B11404 Araip.B04 11404 p3 (GTT)5 15 43766283 43766297 GAAGGTCAATCCCACGAGAA AACATCACCGAAGCCGTAAC 184

Ai04B11406 Araip.B04 11406 p2 (GA)6 12 43772378 43772389 GCTGTCGTCGTATCTCCCAT GGCAATGGAGAACTTAACGG 254

Ai04B11407 Araip.B04 11407 p2 (AT)16 32 43775344 43775375 TTTGCAAGTTTTGTAAGAGGGA TGTGCCACTCTGATAGCTCG 250

Ai04B11408 Araip.B04 11408 p3 (ATT)10 30 43781395 43781424 CCGATTTATAACGTCTTAACCGA TATCATTCTCGCACTCGCAC 170

Ai04B11410 Araip.B04 11410 p3 (TTC)5 15 43808472 43808486 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai04B11415 Araip.B04 11415 p2 (AC)6 12 43818485 43818496 TTTCCCCAGTTCACTAACCC TCCATCCTCTCTTCCCCTTT 122

Ai04B11419 Araip.B04 11419 c (A)11tagtttttagatcatc(A)1340 43834116 43834155 ACCCGTGGATCATACCAATC TTCCGCTTTTGCTTGATTTC 167

Ai04B11421 Araip.B04 11421 p2 (TA)9 18 43842110 43842127 TCCTCGCCTTTATCTTCACAA TCCGGCTACGCTACTCTGAT 230

Ai04B11424 Araip.B04 11424 p3 (CTT)7 21 43867731 43867751 ACCTCCATCAACACCACCAT AGAATTGGGAAGGAAGGGAA 247

Ai04B11425 Araip.B04 11425 p3 (GGA)5 15 43870640 43870654 TTGAGCGCGTTGATTAGATG TGGCTGTGCAAGTTCCTATG 239

Ai04B11428 Araip.B04 11428 p2 (AG)6 12 43887230 43887241 GTTCTTGTCCTTGCTCCTGC TTTCGAAAACTTCCCCCTCT 243

Ai04B11429 Araip.B04 11429 p2 (AG)6 12 43887454 43887465 ATGAGAGGGGGAAGTTTTCG TTTTCAAATTTGTTTCAACTGACT 233

Ai04B11431 Araip.B04 11431 p2 (CT)6 12 43899557 43899568 TCCTCCTCCCTTCTTCCTTC AGAAAACCTTGTTGATGGGG 110

Ai04B11432 Araip.B04 11432 p2 (AG)6 12 43937629 43937640 CGTGCTGGACGTATCAAAAA GGAACATTGAACTTGGAATTGA 257

Ai04B11434 Araip.B04 11434 p2 (AT)7 14 43947820 43947833 GCATTCTGCATTTTGCATCA GAACGCATCGTAGACGCATA 191
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Ai04B11435 Araip.B04 11435 p3 (AGA)5 15 43948908 43948922 GCCGCCATCATTCTAGCTTA CACACTCCCATCCATCTCCT 198

Ai04B11436 Araip.B04 11436 p2 (GA)6 12 43952992 43953003 GGAAATTTTGAAAAAGAGGGAA CAAAATTTGTTTCAACCAACTAACT 119

Ai04B11439 Araip.B04 11439 p2 (GT)6 12 43956760 43956771 ATGTGATGCAAAAGTGGGAA GCCGGTGAGTTTGAGTTGTT 198

Ai04B11441 Araip.B04 11441 c (T)10ctcttctc(T)10 28 43962434 43962461 TGCTTTAGGGCATTTTGTCC ACATTGGGGGAATAAAAGGG 260

Ai04B11442 Araip.B04 11442 p2 (GC)6 12 43965431 43965442 TGCTCCCCATTAGGTTTACG GCCCCTGTACAATCCTGGTA 191

Ai04B11443 Araip.B04 11443 p2 (GC)6 12 43965712 43965723 GGCTAGTGGCTTAGTGCAGG GAGTTAGGCCACTCTCACGC 204

Ai04B11444 Araip.B04 11444 p2 (CT)6 12 43973111 43973122 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 225

Ai04B11445 Araip.B04 11445 c (T)11ctgttgctgattacaaatgagatagaggaaaaatgatttgcaacaacagcacccactcactgtaagttttatagcggtaagaaagccaag(A)10111 43980324 43980434 TTGTTAAGTGACAAAGAGAGAAAAGTC GAAAATCAAGACATTGATCCTGG 269

Ai04B11446 Araip.B04 11446 p2 (TA)21 42 43984132 43984173 GAAGGATAAGGAGGGCAAGC GGCCCTAAGACTTGTTTTGGA 180

Ai04B11451 Araip.B04 11451 c (AC)9(AT)6 30 44008411 44008440 TCATGGGATGCAACCTACCT CGAAGCTCGATTCCTTGTTC 234

Ai04B11455 Araip.B04 11455 p2 (GC)6 12 44019032 44019043 ACCGGAGGTGGTAGAGAGGT CTGCTGATTTTTGCCCTTTC 178

Ai04B11462 Araip.B04 11462 c (T)10caacaaacaaaggaaaaattttctcttattttctttctatccattttctctccatccaaacaacat(A)1086 44063703 44063788 TCCTCCTATGAGATGAAAACTGA AAAAGAAAGTGAAATGAAAAGTTGA 280

Ai04B11464 Araip.B04 11464 p2 (AT)25 50 44076822 44076871 TTAAACCGTAACACCGCTCC TGGTTTATTGTACCCTCGCC 220

Ai04B11465 Araip.B04 11465 p2 (GA)8 16 44084639 44084654 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 236

Ai04B11470 Araip.B04 11470 p2 (TA)8 16 44119871 44119886 TGGTTTATCAACTTCCCCACA TTGATCAAGTGGGCAAGAATC 160

Ai04B11471 Araip.B04 11471 p2 (GA)8 16 44122934 44122949 TGCAAGCAATCCCTTAAAAA TCCCTTCTTCCTTCTATCTCACC 280

Ai04B11475 Araip.B04 11475 p2 (AT)8 16 44137345 44137360 TGCGCCATTCTGATAGTTTG TTTTCCGTCGCCTTTATCTTT 253

Ai04B11478 Araip.B04 11478 c (T)10ctttttctttttcttttatttttcgccacattttg(T)1055 44166916 44166970 TGGGCCCTCCTATCCATTA TGCTTGAACAGTGCATGTTTTT 274

Ai04B11481 Araip.B04 11481 c (T)10ctttctattttttttctcttttttttcgcc(T)1353 44190842 44190894 TTGCCTTTTGGTTTTAAGGG TGAAGCAAGAAAAAGCAGCA 168

Ai04B11483 Araip.B04 11483 p2 (AG)9 18 44194619 44194636 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 236

Ai04B11486 Araip.B04 11486 p3 (TCT)7 21 44219209 44219229 CCCTCTCTCAACCCCTTTTC ACAGTGGTGTGGATTGTGGA 103

Ai04B11489 Araip.B04 11489 p2 (GA)8 16 44236355 44236370 AACGAGGGGAAAGGGTAAAA CAATTTGCATCTGCCTCTCA 159

Ai04B11492 Araip.B04 11492 p3 (CTT)5 15 44248695 44248709 TCCACTCCCTTGTGCTCTTT ACTTGCGAGATGCTGAACCT 205

Ai04B11493 Araip.B04 11493 p2 (AG)7 14 44276147 44276160 GTGGGAAAATGAGGGAGTGA AGGATTGGCAGAAAATGGTG 222

Ai04B11494 Araip.B04 11494 p2 (AT)6 12 44288559 44288570 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAAGTGCT 262

Ai04B11497 Araip.B04 11497 c (A)10taaaaaatatat(ATAA)542 44303694 44303735 CTTGCCGGTAAGTTAGTGGG AAAATCAACTGGGTAACACCAAA 245

Ai04B11499 Araip.B04 11499 c (A)10g(A)10 21 44307478 44307498 TGAATGTCAAAATTGTTGGCTC TGGCTTTTTCTGCTTGCTTT 184

Ai04B11506 Araip.B04 11506 p2 (AT)7 14 44377222 44377235 TGCTGGTTAGTTGTGCGAAG AGACCAACGCTCTAGCCAAT 277

Ai04B11511 Araip.B04 11511 p3 (CAG)5 15 44414460 44414474 CTCCACCCAGACATCGTTCT TCCATGAAGTGAAACAGGCA 169

Ai04B11514 Araip.B04 11514 p2 (AG)7 14 44457202 44457215 CGGATGGAAGAGATGTGAGA TTGTTTCTAAACTTTTTCAAAACTACC 280

Ai04B11518 Araip.B04 11518 p5 (AAAAT)5 25 44475480 44475504 TGCAGAATGCAAGGCTAATG GCTCAATTGAATGGGCCTAA 228

Ai04B11519 Araip.B04 11519 p2 (CT)6 12 44478198 44478209 GGAACATTGAACCTATGATGAAGA AAGTGGGGGAATCCATTCAT 157

Ai04B11520 Araip.B04 11520 p2 (TA)8 16 44485207 44485222 CCATGTTTTTCACATATTCATGC GTGGGGAAAAGTGGGTTTG 280

Ai04B11522 Araip.B04 11522 p2 (TA)7 14 44503470 44503483 TTGCAACAATAAACAGATGCG TGGGCCCATTTCCATTTAT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B11525 Araip.B04 11525 p3 (ATA)9 27 44507690 44507716 CTGCCATTACTATTGCCGCT TGGTCAAAATTCAAATGCAAA 153

Ai04B11528 Araip.B04 11528 p4 (GCAC)5 20 44515078 44515097 ATGGCCTGAAGTGATCTTGG AGGAGTCTTGGGATGAGTCTTG 225

Ai04B11531 Araip.B04 11531 c (A)10(T)13 23 44520837 44520859 ACACTGGTTTGGTGTGCTTG AAGAAAGCAACAAGGGCTGA 270

Ai04B11534 Araip.B04 11534 p4 (TTCT)7 28 44531445 44531472 CTCTCGCCTCAGTTCTGACC CCTTCTTCCTTTCAGCAAACA 263

Ai04B11539 Araip.B04 11539 p2 (GT)6 12 44572362 44572373 GACGTGGTTAGGTCGACAGC GAAACCCTAACCCTTCACCC 272

Ai04B11541 Araip.B04 11541 p3 (TTA)8 24 44591447 44591470 CAAAGAGTTGGCTAAGGCAT CATGCGGTCAAAGATTTAATTG 280

Ai04B11543 Araip.B04 11543 p2 (TC)8 16 44592460 44592475 CCCCTCTTTTCCCTCTCCTA GAGAAATAAGGGAAGGGGGA 164

Ai04B11544 Araip.B04 11544 p2 (AG)6 12 44592729 44592740 TCCCTCTTCTCTCTCTCCCC CTCTCCCCCTTCCCCTTATT 269

Ai04B11546 Araip.B04 11546 p2 (GA)6 12 44594776 44594787 AAGGGGAGAGCAAGGAAAAA CTCTCCCTTCCCGTCTCTCT 239

Ai04B11547 Araip.B04 11547 c (GA)6taggaagagagacggagagagagataggaagagagacg(GA)662 44594998 44595059 AGAGAGACGGGAAGGGAGAG AAAACCAGTTTTTATGGTTCAGTTT 248

Ai04B11548 Araip.B04 11548 p3 (ATT)6 18 44595386 44595403 TTTTGCACACCCCTACCTAAA AACCCCTTTACCGACCAAAC 197

Ai04B11550 Araip.B04 11550 p3 (TTC)5 15 44601483 44601497 TGTTCCTTCCTCCACTGTCA ATGGATCGATGCTGGAAAAC 218

Ai04B11559 Araip.B04 11559 c (T)10ccaaaataatttcaaaaaaaaatttaacaaaatcataaaacc(A)1466 44658510 44658575 TATGCTAAAGCTTGGCTGGC AAACATGCAGTTGACACCAAA 228

Ai04B11561 Araip.B04 11561 p2 (AC)12 24 44673530 44673553 CATCATCCAATCACAATCCA GTGGGGGAAGATCTACGACA 217

Ai04B11563 Araip.B04 11563 p2 (GA)7 14 44684645 44684658 AGAGGGTTCGGATTTTTGGT CGAAAATATCTCCCTCTTTTTCAA 228

Ai04B11564 Araip.B04 11564 p2 (AG)8 16 44684812 44684827 GTGGGTGAGGGAGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 274

Ai04B11567 Araip.B04 11567 p2 (GC)6 12 44695936 44695947 AAATTGGGAATGCACCAAAG GCTAAACTAATTTCCCGCCC 258

Ai04B11575 Araip.B04 11575 p2 (CT)8 16 44746737 44746752 GCGACGACGACTCCTCTAAC AGGGGAAACTGGGAAAGAGA 192

Ai04B11577 Araip.B04 11577 p4 (TTAT)5 20 44760446 44760465 AAAATCCCTTCCCCCTTTTT CCAAGAGGAAGAGAGGGTTCA 229

Ai04B11581 Araip.B04 11581 p3 (AAC)5 15 44785990 44786004 TGACAACACAAGGTTGGCAT GTGGTTGAAGTGCCAGGAAT 248

Ai04B11582 Araip.B04 11582 p3 (AGA)6 18 44792190 44792207 TCCCATGACTCAGATGTGGA AACCACATCTCCCTCTCCCT 207

Ai04B11583 Araip.B04 11583 c (A)11gatatatatacttgc(A)1137 44810914 44810950 TGAAGCAAGAAAAAGCAGCA AAGGGGTATTGGGTTTTTGC 141

Ai04B11584 Araip.B04 11584 c (GC)7acactgcccttgtgcgcggatgcccttttttccttgttttttg(T)1067 44816888 44816954 GTGGGTTGTGGAAGAGGAAG AGCCTAAACACCTGCCAAGA 278

Ai04B11586 Araip.B04 11586 p2 (GA)7 14 44827896 44827909 GGGAGGGAGAAGAAAAGAAAA GAGAGTTGTGCGAGTGCAAG 255

Ai04B11589 Araip.B04 11589 c (T)10cgcctaaa(T)1028 44856148 44856175 TTTAGTCGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGCA 243

Ai04B11591 Araip.B04 11591 p2 (AG)6 12 44860316 44860327 GAGGAGGGCAGAGATGTGAG TTTCTTATCTTTTTCAAAACCACC 272

Ai04B11593 Araip.B04 11593 p3 (TTG)5 15 44874278 44874292 TTCGGATCTTCAAGTGGTCC AAACCCAACAAATCCACCAG 216

Ai04B11595 Araip.B04 11595 p3 (GAA)7 21 44882923 44882943 GAACGATTAACACCAATGGTAAAA CATGGCCAACTCAGTTTTCA 280

Ai04B11596 Araip.B04 11596 c (T)11gaaaattgaaat(TAAAA)548 44899503 44899550 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCACA 203

Ai04B11600 Araip.B04 11600 p2 (AG)6 12 44933048 44933059 GGTGAGGTAGGTGGGGTTTT GCGTTAAATGCCAGAAAAGG 277

Ai04B11602 Araip.B04 11602 p3 (GAG)5 15 44945043 44945057 GAGCCCGAGTTAGTTGGTGA CCCATCTCTTCATCCTGCTC 268

Ai04B11604 Araip.B04 11604 c (T)10cgcccaaaa(T)1029 44956574 44956602 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 248

Ai04B11605 Araip.B04 11605 p3 (AAT)6 18 44959153 44959170 CAGGTTCTGGATCTGCTTCC AAATTCGAACCCCCTCTTCT 188

Ai04B11606 Araip.B04 11606 c (T)13gaaaaatgttagtagtttttcgaaaattaagatttaaaatttaaaataatagttaattaaaaagaaattttgaaaaagaaggaaggaatttcgaaaatt(AG)6124 44959386 44959509 AAATAGAAGAAGATGAGAGGGGG CTTTTTGTTTGTTTCTTAACTTTTTCA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B11607 Araip.B04 11607 c (T)10gaaaacatttttatttttttcgaaaacagatgagaaaattttagaaatatttttgaaaaatttttgaaaat(A)1192 44960199 44960290 AGCCAGCCAGACTTCAACAT TTTCGTGCACCAAGTTTTTG 249

Ai04B11608 Araip.B04 11608 p2 (TC)6 12 44975925 44975936 TTGAAAACTCCTACCCACTTTTTC TGAAGAAGAGGGGGTTCAAA 240

Ai04B11612 Araip.B04 11612 p2 (CT)6 12 44984440 44984451 TCTCCTTCTCGTTTCAAAAATTG TGAAAAAGGTTAGTGGTTTTTCG 208

Ai04B11614 Araip.B04 11614 p3 (ACC)5 15 45024899 45024913 TCCCCTTCACTTCTGCAAAC GAAGGAAGACATCGGACTGC 244

Ai04B11615 Araip.B04 11615 p5 (TTATT)6 30 45028903 45028932 TTTCGAAAATCCTTACCCCTT TGGAGAAAGGGAGATGATGC 184

Ai04B11618 Araip.B04 11618 p4 (AAAT)5 20 45039771 45039790 CGAGCTTCATCGTGAACAAA CGGGTCCCAGTTCTTGAATA 254

Ai04B11619 Araip.B04 11619 p3 (TTA)13 39 45040755 45040793 CACCTTATATTAGGGGCGGTT CAGTTTTCTTTGCGTGAGCA 268

Ai04B11624 Araip.B04 11624 p2 (AG)6 12 45075431 45075442 ATAGGTGAGGGGTTTTTGGG TTCAAACACCAGTAAGGGGC 274

Ai04B11625 Araip.B04 11625 p2 (CT)8 16 45087001 45087016 CTTTAAATTGGAACCGCGAA CAAGGGTTCTGTGATTCGGT 234

Ai04B11626 Araip.B04 11626 c (CA)13a(AC)17ag(AT)879 45091812 45091890 ATCGTGTGTGAACACTTCGC CGAGGACGAACTGCTCTGAT 278

Ai04B11627 Araip.B04 11627 p3 (GAA)5 15 45095623 45095637 GCTTTTGTCTTCCCTTTCCC AACCTTAATCCCCCTCCCTT 274

Ai04B11630 Araip.B04 11630 p2 (CT)6 12 45098761 45098772 CTTTTTGTTTGTTTCTTATCTTTTTCA GTGGGTGAGGGAGAGATGTT 268

Ai04B11631 Araip.B04 11631 p3 (TCT)5 15 45101299 45101313 AGGATCCCCACCTACCTCAC TTAGAATGTTGCTCGCCCTC 223

Ai04B11633 Araip.B04 11633 p4 (ATTT)5 20 45109159 45109178 GTTTGGAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 226

Ai04B11634 Araip.B04 11634 p2 (AT)6 12 45112162 45112173 CCAAAGGTAGGACAAACCGA GAGCACCGTAGCTCTCAAGG 216

Ai04B11640 Araip.B04 11640 p2 (TA)6 12 45166585 45166596 TTGTGGTGGCGAAAATAATG TCCCTTTTTCTTTCCTTCTCTTT 261

Ai04B11647 Araip.B04 11647 p2 (AT)6 12 45213285 45213296 GGGGACAAATTTACCCCAAT TTGTAATGGGGCCAAGGTAA 254

Ai04B11648 Araip.B04 11648 p2 (AC)10 20 45229881 45229900 TAACTTAAGCAACAGCCGCA TTATCCAATGGCAGCAACAA 169

Ai04B11650 Araip.B04 11650 p2 (AT)13 26 45240820 45240845 TTTGTTGCAAGATGTGACCG CCATTGGACAGTCCCTCTGT 240

Ai04B11652 Araip.B04 11652 p3 (ACA)5 15 45252918 45252932 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai04B11655 Araip.B04 11655 p2 (CT)9 18 45258506 45258523 GTAGCATGAAACGGGTCACA GGAGGGGAAAAGAGGAAAAG 277

Ai04B11657 Araip.B04 11657 c (CCA)6acaccaacaccaccaccacaaccagcaccacagccagcaccaccaca(ACC)786 45283281 45283366 CGAATCCGTCCTCGATGTAT TGGTGTGGTTTGGTGTTGTT 260

Ai04B11659 Araip.B04 11659 p2 (CT)6 12 45283706 45283717 GTGATGGGCTTCTGCTCAGT ATAGATTAGTTTCCCGCCGC 184

Ai04B11660 Araip.B04 11660 p4 (AACT)5 20 45289663 45289682 ATGTCCTCATCTTTGGCAGG AATACGGCTCGCCTTTAGGT 144

Ai04B11661 Araip.B04 11661 p2 (GC)7 14 45289837 45289850 TGTTGGATGAGGGGTAGGAG GCGTATGCATCACTCTCGAA 207

Ai04B11664 Araip.B04 11664 p3 (GAA)7 21 45300275 45300295 CGAAGAAAAAGATGAACGACG CAAGTTCCTTCCACTCCACG 256

Ai04B11667 Araip.B04 11667 p5 (TTATC)5 25 45334266 45334290 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAGA 126

Ai04B11669 Araip.B04 11669 p2 (TA)7 14 45345738 45345751 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai04B11671 Araip.B04 11671 p2 (CT)7 14 45359800 45359813 ACCTAAACGGGAGCCGTAAT CCTCGGGATAGCGTCATTTA 262

Ai04B11673 Araip.B04 11673 p2 (AT)12 24 45376918 45376941 TGCAGAGCTACAGGAGCAAA TTGAGCCTTTGCAAATACGA 252

Ai04B11674 Araip.B04 11674 p2 (AG)11 22 45381132 45381153 TGATAGTGAAAGCGTGGTGG CACGAAATCCTTCTCCCTCA 254

Ai04B11677 Araip.B04 11677 p3 (TTC)5 15 45394502 45394516 CCCACTTCATCACCCTTCAT AGGGATTGGCTACTGCCTTT 253

Ai04B11678 Araip.B04 11678 p2 (TA)9 18 45396230 45396247 TGAAGCAAGAAAAAGCAGCA TTTTATTCCTTTGGGCCCTC 256

Ai04B11679 Araip.B04 11679 p2 (CT)6 12 45413484 45413495 TGGGAGTTGAGCTTCGAGTT CGGGCTAAAAACGCTAACAG 226
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Ai04B11680 Araip.B04 11680 p2 (GA)9 18 45419089 45419106 GTGGCGAGGACTGAGAGAAG GCTCGCATCTCAAACAACAA 154

Ai04B11686 Araip.B04 11686 p2 (AT)28 56 45429275 45429330 TCCTCCTCATCTTTTCCTGC CTTCGCGTGTTTCATCTTCA 227

Ai04B11689 Araip.B04 11689 p2 (AT)8 16 45437623 45437638 AACATTCGCGAAAACGAATC TTTCAGCAACAGGTTCAGGA 280

Ai04B11690 Araip.B04 11690 p2 (AT)8 16 45442709 45442724 CAACTTGAATTTTCTCGCCA GGCACAAGCTAATTAATGAGATGAA 197

Ai04B11693 Araip.B04 11693 p2 (TA)6 12 45454665 45454676 GCCCACCGATTTTACAAAGA TTTAATTGGGATTTGCTGGG 176

Ai04B11698 Araip.B04 11698 p3 (CTT)5 15 45480698 45480712 TCTTGACTTTCCCATGGAGG TCGATTTCAGGAAACCGTTC 261

Ai04B11699 Araip.B04 11699 p3 (AAT)5 15 45486851 45486865 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 221

Ai04B11700 Araip.B04 11700 p2 (TA)6 12 45495639 45495650 GCCCCCACTCTCATTTCATA GTGACGGCTGGGATTTTAGA 203

Ai04B11702 Araip.B04 11702 p2 (AG)6 12 45506193 45506204 TGAACCTGAGAAGCAGTTGAAA TTTCTGGGCTGTTTTTGACC 213

Ai04B11703 Araip.B04 11703 p3 (CTG)5 15 45515822 45515836 AGGCGGGAGAGTCTAAAAGC CCGATCTCGAGCCAGAGTAG 260

Ai04B11705 Araip.B04 11705 c (AT)10(AC)11 42 45528788 45528829 TGCCATAACCATAAATCCTTCA TCGGCCAAGGTATGGTTTAG 262

Ai04B11711 Araip.B04 11711 p3 (TCT)6 18 45564171 45564188 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 246

Ai04B11719 Araip.B04 11719 p2 (AT)6 12 45619935 45619946 TGGGAGCCATGTAAGTAAGGA GGATGGCGATTTAAAATACAGG 254

Ai04B11721 Araip.B04 11721 c (AG)8aa(AG)9(AT)750 45628632 45628681 AATCAGGCCACAAAAGGAAA TATGACGACCAGATGCTTGC 211

Ai04B11722 Araip.B04 11722 c (AG)16at(AG)8 50 45629965 45630014 GAATATAGAGGTGGCGCTCG TCAAGCCGACAATCTCTGTG 268

Ai04B11730 Araip.B04 11730 c (GC)6acagtgtgctagcgcgcggatgcccctttttccttg(T)1058 45665350 45665407 TGAGGCTATTACGGCTCACC TCTTCGGCAGTTCCTTCAGT 238

Ai04B11734 Araip.B04 11734 p2 (GA)7 14 45699463 45699476 TCGAACACAGAGAGGGAGAAA CGAAAATCACTAACCACTTTTTCA 255

Ai04B11735 Araip.B04 11735 p2 (TC)6 12 45716096 45716107 AATTGATTTTCAAATCCTTTTCAAT TGAAAAAGTTGTTAGTGGTTTTTGA 133

Ai04B11736 Araip.B04 11736 p2 (TC)7 14 45716272 45716285 TCAAAAACCACTAACAACTTTTTCA GGAGATGAGAGAGAAGAATTTCG 234

Ai04B11739 Araip.B04 11739 p3 (TCT)6 18 45726768 45726785 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 169

Ai04B11741 Araip.B04 11741 p3 (AGA)5 15 45735360 45735374 CAGGTTCAGGATCAGCTTCA TTCGAATTCTTCCCCTCTCA 244

Ai04B11744 Araip.B04 11744 p2 (CT)6 12 45741859 45741870 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGGAGATATTTTCG 222

Ai04B11745 Araip.B04 11745 p3 (TAT)19 57 45742167 45742223 CCCCTTCCTTTCTTCCACTC TTCTTGTCCTTGCTCCTGCT 162

Ai04B11746 Araip.B04 11746 p2 (AT)6 12 45776157 45776168 AGCACATGGTTAGGGACAGC GCAGTGAAAAGCTTGCAGAA 232

Ai04B11747 Araip.B04 11747 c* (A)10(AT)7* 23 45782485 45782507 TGGGGAAAGTTGAATTTGGA TACTTTGGGGCATTTTGTCC 228

Ai04B11748 Araip.B04 11748 p2 (AG)6 12 45783850 45783861 TGGCAGATTTCTTCTCCAGC GGAACATTGAACCTGTGATGAA 234

Ai04B11749 Araip.B04 11749 p2 (AG)6 12 45785946 45785957 AGATGGAGGGGGCTTAGTGT CACCTCAGGATCTGTGGACC 191

Ai04B11752 Araip.B04 11752 p2 (TG)6 12 45800619 45800630 TTCACACGCACACACATGAC GAGCCCCTATGATCCTCCTC 275

Ai04B11754 Araip.B04 11754 p2 (TA)30 60 45825140 45825199 TTCTAAAGTGTGGGGAGGTCA CAATCAAAGCCAAAATGCAA 276

Ai04B11758 Araip.B04 11758 p2 (AG)6 12 45866504 45866515 GATGAGGGAGAAGGATTTTCG TCTCTTATCTTTTTCAAAACCACC 211

Ai04B11759 Araip.B04 11759 p2 (AT)9 18 45867072 45867089 TTTTCGAAATTTTGAGAGAGAAAAA TCTTGCATGTTTTCTTTGCG 239

Ai04B11760 Araip.B04 11760 p2 (TA)6 12 45880438 45880449 TAATGGGGTTAAGGCAAAGG AGGGGACACAAAATTACCCC 246

Ai04B11762 Araip.B04 11762 c (T)10aaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaaaat(GA)687 45915129 45915215 AGATGGGAGAGAAGGAGGGA TTTCTTAACTTTTTCAAAACCACC 219

Ai04B11764 Araip.B04 11764 c (T)10gaaaatatttttattattta(T)1141 45916577 45916617 CACGCCTGACATTCCTTACA TTCTAAAATTTTCTCATCTGTTTTCG 247
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Ai04B11767 Araip.B04 11767 p3 (CAG)6 18 45945127 45945144 TAGTGGTGGATGCAGCTCAG TGGGAGAGGAGGTAGCTCAA 227

Ai04B11769 Araip.B04 11769 c* (GT)6ttttgttgaaaaattttgggaattgggtatatactcatgtattaatcgtgtgtaaacctcatgcattgatgttcttgtatatattttagtttg(A)13(AT)9*135 45946403 45946537 TTGATCTTGGGAAAGTTGGG TTTGAACTTTGGGGCATTTT 243

Ai04B11772 Araip.B04 11772 p3 (TCT)22 66 45959793 45959858 AGCCAATCACCATCCTATGC AGGGATCAAGTGTGGACCTG 196

Ai04B11773 Araip.B04 11773 p2 (GA)6 12 45961220 45961231 CTAACTAGCTCGCCACCGTC GGCAGTAGGATTTCGAGCAG 200

Ai04B11775 Araip.B04 11775 p2 (TA)6 12 45980161 45980172 TTGTTTTCAGATGCAGGTCG GAAGCAAAGGTCGGCTAGAG 246

Ai04B11776 Araip.B04 11776 p2 (AC)6 12 45988613 45988624 CCGGGCGTTAGTGTTAAAAG TGCGCTTCTCTCTTCTCCTC 180

Ai04B11777 Araip.B04 11777 p3 (GAT)5 15 45989275 45989289 ATGTGGTTGTGATGTGCGAG TTCACATACCCAACATCAAACAT 136

Ai04B11778 Araip.B04 11778 c (T)10ccgctatttttctttcttttctc(T)1043 46006300 46006342 AAGTCCCTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGCA 174

Ai04B11779 Araip.B04 11779 p2 (AG)6 12 46010767 46010778 GTTCTTGTCCTTGCTCCTGC AACATCTCTCCCTCACTCGC 174

Ai04B11780 Araip.B04 11780 p2 (GA)6 12 46010991 46011002 GCGAGTGAGGGAGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 253

Ai04B11781 Araip.B04 11781 c (T)10ggatttttg(TA)7(T)1043 46012069 46012111 TGCAATTGACACCAAACTTGA AGCCATGTCCTACCCTCAGA 233

Ai04B11783 Araip.B04 11783 p2 (TG)6 12 46020461 46020472 AGACCTCCCTCTTCCACCAT CAGGGACGATTTCGATTTTG 220

Ai04B11785 Araip.B04 11785 p2 (CT)6 12 46026495 46026506 TCTTGTGATTTCTTGTGAATCAA AAAAGGGGGAGACATTTTCG 272

Ai04B11786 Araip.B04 11786 p2 (CT)6 12 46027947 46027958 ATGCCTAATTTGGTGCAAGG CCCTCGAGCAAGAGAAGAAA 265

Ai04B11787 Araip.B04 11787 p2 (AT)9 18 46030149 46030166 CTCAAACTAAACCCGGAGCA TGGGATTGATGATGAGATGG 216

Ai04B11789 Araip.B04 11789 c (A)10tatttgaaagaatgagaaagcataaattgaaaatgaatcccttaaaatgtgcttttggtgtgagtgtagagaattttcttagtttcttgttgc(A)10113 46045605 46045717 GGCTCAAAAATGGTGCAACT TTTTATTCTTGTCAATTTCAATCCC 270

Ai04B11790 Araip.B04 11790 p3 (AAT)6 18 46060479 46060496 GGATTGGCATCAAGTGAGGT ATGCTCTTCCCTGTGCTGTT 142

Ai04B11793 Araip.B04 11793 p2 (TA)10 20 46067954 46067973 TGTTGATGTACAAGGAACAGGAA ATTGATGCTCAGAGCCTTGG 138

Ai04B11795 Araip.B04 11795 p2 (GA)9 18 46071482 46071499 GAAGAGGAGGGAGGAGGCTA CAGGCTAGAGATGACGGCTC 198

Ai04B11796 Araip.B04 11796 p2 (GA)10 20 46078751 46078770 TAGCAGCGTTTCCTTTCCAT AGAGATGATGGCTCGGCTAA 277

Ai04B11805 Araip.B04 11805 p3 (CAC)5 15 46102159 46102173 CACCACATCAAACGACCAAG GATCTCTCTCCTCACGCACC 157

Ai04B11806 Araip.B04 11806 c (T)10cagacactgacttaaagatagaataattgcaaaaataaaattaaaaaaagaaaaaaaaatttttcc(T)1086 46113466 46113551 AATGCAGGAATTTTCAACCG ACGTTCCATGGGTCTTGTTT 239

Ai04B11808 Araip.B04 11808 p3 (AAT)10 30 46115225 46115254 AAGCGGAGATCATCATTTGG TGTTGTATGTACAAGACGAAATTCAA 233

Ai04B11809 Araip.B04 11809 p3 (TAA)5 15 46118777 46118791 TAGTGGCTTTTGCACTTGGA TGACTGCCATTCGTGATGTT 277

Ai04B11810 Araip.B04 11810 p2 (TA)6 12 46122314 46122325 ATTTAGTGTTGCGCTTTGGG CTCGGATCATTAACGGTTGG 254

Ai04B11811 Araip.B04 11811 c (A)18tcaaacctctgataacgctcatcgagttattgcttttatactagttatt(A)1178 46123266 46123343 TGCAAGTGCATTTTCAATTATTC GTGGAAGGAGGTTGTGCAGT 274

Ai04B11812 Araip.B04 11812 p3 (TCT)5 15 46135375 46135389 TACAGAAGAAGGCAGCGGAT CCGAAATTTAGGAGAATGAAACA 272

Ai04B11813 Araip.B04 11813 c (T)11agattttgaatgtttctcttcatttggtttgagatatttctcatgata(AAT)677 46135876 46135952 TGGAATGTTTGTTTTCATTTGG ACAATTCAAATCGCACAACG 132

Ai04B11814 Araip.B04 11814 c (AT)11gataattaatatatatatagaaaaaaaataaaaaaaaatacaatataaaaattc(A)1086 46141288 46141373 CAGCTATTTTAGAACAGGAACCG AAAATTGCACGGAGGAAAAA 277

Ai04B11815 Araip.B04 11815 p3 (GAA)5 15 46145133 46145147 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai04B11816 Araip.B04 11816 p2 (AG)11 22 46148337 46148358 GAAATTTTGAAAAAGAGGGAGGA TGCATTCTTGCATTCATAGTGTC 171

Ai04B11817 Araip.B04 11817 p2 (GC)6 12 46170996 46171007 CCTGAGGCACAACCTCTCTC GGTGGATTGTGGAGGAAGAA 231

Ai04B11819 Araip.B04 11819 p2 (GA)9 18 46177158 46177175 GGTTTTGGAGGACACCTTGA CCGACGATAGAGGTGGTGTT 242

Ai04B11820 Araip.B04 11820 p3 (ACC)7 21 46177317 46177337 TTGAGGCCTACCAGGAGAGA CCGACGATAGAGGTGGTGTT 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B11821 Araip.B04 11821 p2 (AT)8 16 46179208 46179223 AGTCGCAGAATGAAAAGCGT AAGTTGGGATGCTGGTTTTG 236

Ai04B11822 Araip.B04 11822 p2 (TA)7 14 46191556 46191569 AGGTGGAACGTCACCAAAAG TGAGTCTAGGGTGAATCCCG 219

Ai04B11823 Araip.B04 11823 p2 (CA)7 14 46192197 46192210 CCTCGCAAGAGTCCTTTGAC TGAGAGTGCTTTCCTGGGAT 261

Ai04B11824 Araip.B04 11824 p2 (GT)6 12 46195532 46195543 TGTGATGCAAAAGTGGGATT TCTCAAGGTTGTAATGGGGC 146

Ai04B11827 Araip.B04 11827 c (AC)19at(AC)9 58 46210027 46210084 AAGAGCGAAGGTGGAAACAA CATTCATTGGCAGGATGTGT 268

Ai04B11828 Araip.B04 11828 p2 (CT)7 14 46213825 46213838 TTTCGAAAACAACTAACCATTTTT CCTTCATGTGTCAGAGAAAAAGAA 235

Ai04B11833 Araip.B04 11833 p2 (TA)6 12 46262320 46262331 AATCCCTTGTTCCCAGCTCT AATGCAACTAGGGTGGATGC 186

Ai04B11836 Araip.B04 11836 c (T)11c(T)10 22 46301579 46301600 AGCACATGGTTAGGGACAGC TCTTGAAGCAAGCAAAAGCA 269

Ai04B11838 Araip.B04 11838 p2 (AG)6 12 46303137 46303148 ATAGGTGAGGGGTTTTTGGG GGCATTTTTGTACGCCACTT 155

Ai04B11842 Araip.B04 11842 p2 (GA)7 14 46331881 46331894 CTCACATGCAATGGAGATGG CCGTAAGTTGCTCTCGCTCT 155

Ai04B11843 Araip.B04 11843 p2 (AG)7 14 46340844 46340857 GAAGAGAACTGGCGTATCGG ATCAAGGATGATGGCAGACC 262

Ai04B11844 Araip.B04 11844 p2 (TA)6 12 46344368 46344379 TGAACCCTCGCCATTATCTT AAACCACAATACCGTTCCCA 194

Ai04B11845 Araip.B04 11845 c (T)10c(T)10 21 46349517 46349537 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 268

Ai04B11847 Araip.B04 11847 p3 (TTC)5 15 46365083 46365097 ACACAACCCTCTCTTCCCCT GAAACCTTTGCTTCCCTTCC 209

Ai04B11848 Araip.B04 11848 c (TGA)8ccatgatgataa(TGG)6gttttggttcagcttgggtttttgttctgcttatgaatgattttggttgattttggagaagttc(TGA)5ccatgatgataa(TGG)6163 46372883 46373045 GGTGGTGGATTTTGAGTTTTG CAACCAACGTCAACCAGAAA 280

Ai04B11850 Araip.B04 11850 p5 (AAAAT)5 25 46386646 46386670 TTTGGACAACTGACGGTTCA TGCAAGACACCAAACTCAGAA 176

Ai04B11851 Araip.B04 11851 p2 (CT)6 12 46387454 46387465 TTTCTTAACTTTTTCAAAACCACC CGGATGGAAGAGATGTGAGA 277

Ai04B11852 Araip.B04 11852 p2 (CT)6 12 46387629 46387640 CACATTTTCAAAAACCAATTTTCA AGGGATTCCTGTGTGAGTGG 208

Ai04B11853 Araip.B04 11853 p3 (ATT)5 15 46387794 46387808 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai04B11858 Araip.B04 11858 c (AAT)5agggatcctttttacccaagtatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)8105 46413091 46413195 TTCTGAGAGGTCCTTGCTGG CCTCACTCACCAAAAATCCG 265

Ai04B11863 Araip.B04 11863 p3 (ATT)5 15 46445658 46445672 TTGCCATGGAAAGGAGTAGG TAAGGGTCGATCCCACAGAG 251

Ai04B11866 Araip.B04 11866 p3 (TCT)6 18 46450805 46450822 CCTCGGGATAGCGTCATTTA ACAACTAAAGGCGAGCCGTA 266

Ai04B11867 Araip.B04 11867 c (A)10gaagaaaaatgg(A)1133 46452144 46452176 TGCTTGAACAGTGCATACGTC CTTTCGGCTTTTTCTGCTTG 235

Ai04B11868 Araip.B04 11868 p3 (ATT)5 15 46454287 46454301 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 235

Ai04B11871 Araip.B04 11871 p2 (CT)6 12 46517102 46517113 TCAGATTGGAAGCAACAGTAACA CATTCAAGGGAGCTCTCCAA 279

Ai04B11872 Araip.B04 11872 p4 (TATC)5 20 46519492 46519511 GGACCCATCAATTTTTCCAC TTACTTCTTTGCTTGGCCCT 238

Ai04B11873 Araip.B04 11873 p2 (AT)7 14 46520882 46520895 TCCATTCAGAGCCAAAATCC AGGACCGTGCACCATTTAAG 278

Ai04B11874 Araip.B04 11874 c (TA)7(T)10cttttttctc(T)1044 46525916 46525959 CATCATGAGGTCTTTTCAAGGTT GAAACTGTGGGAACATGGGT 226

Ai04B11877 Araip.B04 11877 p2 (GA)7 14 46542403 46542416 TGAGGCTTCCTCCAGAGTGT AATTTTCGGATTTTCAGGCA 273

Ai04B11881 Araip.B04 11881 p3 (ATA)5 15 46570982 46570996 TTTAGTGAATATCACTGTTGTGCTT TTTTTAACTGATATTGTCCCAAAAA 162

Ai04B11882 Araip.B04 11882 p2 (TC)9 18 46579756 46579773 ATGCACCCATTCAAGAGAGG CCGACAAAAATCCCTTCGTA 271

Ai04B11883 Araip.B04 11883 p2 (TC)8 16 46584018 46584033 ATGCACCCATTCAAGAGAGG TGAAAGGGAAGTTTAAAACAAAGAA 168

Ai04B11886 Araip.B04 11886 p3 (AAT)5 15 46620607 46620621 TTGATCACGTTTTAGGGGGA CCAGCCAGGATTCAACAAAT 214

Ai04B11887 Araip.B04 11887 p2 (CT)6 12 46621987 46621998 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGATGGCAGAGATGTGA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B11888 Araip.B04 11888 p3 (TAT)5 15 46622315 46622329 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 204

Ai04B11889 Araip.B04 11889 p3 (TTC)5 15 46625624 46625638 CCCTCTATACCCCTCTTGGC TGGCCCTAAGCACTTTGTTT 174

Ai04B11890 Araip.B04 11890 c (A)10taaaataaaatagcgaaaaaaaaatatag(A)1150 46626739 46626788 TTGGCTCTTGAAAGAATGATGA TTTTGCTCTTGCCTCTTGGT 206

Ai04B11891 Araip.B04 11891 p3 (TCT)6 18 46629302 46629319 ACCACCATCACCCTCACACT AGTAGGGGAAACCTAGGCCA 235

Ai04B11900 Araip.B04 11900 p2 (CT)8 16 46682423 46682438 GGAACATTGAACCTGGAATGA CTGTTTTTGGCCCAGTTCTC 220

Ai04B11903 Araip.B04 11903 c (A)11ttcaga(T)10 27 46714371 46714397 CTTGGTGTTTTCCCTCCAAA TTGACAGCTGCTGCTTTGTT 211

Ai04B11906 Araip.B04 11906 p4 (TAAA)5 20 46733248 46733267 CAGGTTCAGGATCAGCTTCA TTCGAATTCTCTCCCCCTCT 266

Ai04B11907 Araip.B04 11907 c (CT)6tctctacccagctccgccggtccctgccatcggccaccgccggtgaccct(TC)878 46735342 46735419 GTTTTCGTTTTTGTGCGTCC ACTCACCGGTGGTGGATAAA 271

Ai04B11908 Araip.B04 11908 p2 (TA)6 12 46737944 46737955 TCAACCTCCGCACACTAAAA TTTCATGTTCCCTGCTTTCA 266

Ai04B11909 Araip.B04 11909 p2 (GA)7 14 46741027 46741040 CATGCAAGCAATCCCTTAAAA TCCCTTCTTCCTTCTATCTCACC 280

Ai04B11911 Araip.B04 11911 p2 (AT)6 12 46751150 46751161 AAGCATTGGTGATAAGGGCA CATTTTCTTTTCAAACATGGCA 245

Ai04B11914 Araip.B04 11914 p3 (ATA)5 15 46772487 46772501 CAGGTTCTGGATCTGCTTCC TCATCACCAAATTCGAACCC 196

Ai04B11917 Araip.B04 11917 p2 (AG)6 12 46792576 46792587 AAAAGAGGGGGATCTTTTCG TCTTGTGAATCAAGTCATTAATTGTG 274

Ai04B11919 Araip.B04 11919 p2 (GC)6 12 46804984 46804995 AAAGCAAGGAAAAAGGGCAT GTGGCACAACTCTCCGATTT 254

Ai04B11921 Araip.B04 11921 p3 (AGA)5 15 46808773 46808787 GCTTTTGTCTTCCCTTTCCC CCTCTTGACCGAAACCACAT 194

Ai04B11922 Araip.B04 11922 p3 (AAG)5 15 46829965 46829979 GGAATCATAAATGAAACAACAAAGA GTGGCCAGCGAATTCTAAAG 263

Ai04B11923 Araip.B04 11923 c (T)10caaaaaaaa(T)1029 46836504 46836532 TTGCAAACGTGTGCCTTATT TGAAGGTCAAGATGAACACGA 211

Ai04B11926 Araip.B04 11926 p2 (CT)6 12 46840547 46840558 CCTCACTCACCAAAAATCCG GTTCTTGTCCTTGCTCCTGC 167

Ai04B11928 Araip.B04 11928 p3 (AGA)6 18 46848433 46848450 GAGGAATCATAAATGCAACAACA AATACGTGGCCAGCAAATTC 270

Ai04B11929 Araip.B04 11929 p2 (AT)11 22 46856723 46856744 GGCATTTTGTGCCCTTTTTA TGGAGAGTTGGGAACATTGG 204

Ai04B11930 Araip.B04 11930 p2 (AT)9 18 46857509 46857526 GGTGGTGCCCTAAAATGAGT AGGATCAGGAGGAGGAGCAT 269

Ai04B11934 Araip.B04 11934 c (TTTA)5ttttttctttttttaatgcctatttttttc(T)1060 46889434 46889493 GGCATTTTGTCCCATTTTTG TGTGGAGAAATTGGGATTGA 236

Ai04B11936 Araip.B04 11936 p2 (CT)7 14 46895292 46895305 TGAACTTGAGAAGAAGTTGAAATCC TTTTTGACCCAGTTTTTGGC 198

Ai04B11937 Araip.B04 11937 p4 (TTTA)6 24 46905873 46905896 CTGCATTTTCACTTGGATTCAT TGAAAATTTCTCTTTCTTCTGCTTC 205

Ai04B11942 Araip.B04 11942 p3 (AGA)6 18 46963315 46963332 TGCCCTCGAGAAAAAGAAGA GCCCTCCATTCTTCATCAAA 129

Ai04B11943 Araip.B04 11943 p3 (AAT)5 15 46965531 46965545 GTTCTTGTCCTTGCTCCTGC CCAAATTCGAACCCCCTATT 160

Ai04B11948 Araip.B04 11948 p3 (TCT)6 18 46979902 46979919 CATGACCATCCCTTCTGCTT TTAGAATGTTGCTCGCCCTC 125

Ai04B11949 Araip.B04 11949 p2 (AT)9 18 46990282 46990299 CGAAACCAACCCAAACATCT GTTGCGTTGGAAATCTGGTT 247

Ai04B11950 Araip.B04 11950 p2 (GT)6 12 46991283 46991294 TTCTCTCCCATTCCCCTCTT TACTGTCACCACCCTACCCC 116

Ai04B11953 Araip.B04 11953 p3 (TCT)35 105 47006112 47006216 TCCTTTTCAGCTGTCGCTTT GTTCCTCCGCTGTTCTTGAG 267

Ai04B11955 Araip.B04 11955 p3 (AGA)6 18 47019240 47019257 TGTATCCCCTGAGGCATCTC CACACCTCCATCCATCTCCT 263

Ai04B11963 Araip.B04 11963 c (CA)31(TA)9 80 47078817 47078896 TGGTGTGTGGACACCAAACT CTAGCTCCAAGCAATCAGGG 226

Ai04B11965 Araip.B04 11965 c (T)10ctttttttcgccatttttcttttctc(T)1046 47087228 47087273 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 239

Ai04B11966 Araip.B04 11966 p2 (GA)6 12 47088968 47088979 TTAAATGTTTGCTCGTCCCC CTCCCAAACCCAACCCTAAT 200
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Ai04B11974 Araip.B04 11974 p3 (AGA)5 15 47144939 47144953 CCTTTGGAAAACCTTTTTAGGA GTTGCCGGAGATTGTTGAGT 277

Ai04B11977 Araip.B04 11977 c (TGA)5aggaatgctgatagtgagatcaaggtttaaatccggcaataataagcctttattg(TTA)688 47164231 47164318 TCGTTGTTGGTTTGAGATCG CAAACTCATCATCGTCTGGC 246

Ai04B11978 Araip.B04 11978 p3 (AAC)5 15 47166360 47166374 TGGAATATGGATTTCTGCAACT ACATGACAGAGCACAATGGC 199

Ai04B11982 Araip.B04 11982 p2 (AG)6 12 47173983 47173994 GTTGGGCCAAATGAACCTAA CCCAAACCCCTTCTCTTCTC 146

Ai04B11983 Araip.B04 11983 p3 (AAT)6 18 47190238 47190255 GGGGAAAGTTGTGAAAAGCA TTTGAGTCATTATCCCTCACCA 217

Ai04B11984 Araip.B04 11984 p2 (GA)7 14 47190468 47190481 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 232

Ai04B11985 Araip.B04 11985 p2 (GA)25 50 47190802 47190851 GCAGTCGCGTGACCTATGTA TTTCCTCTTTCCCCCTTCTC 194

Ai04B11990 Araip.B04 11990 p2 (AG)7 14 47234679 47234692 ACGCTAACGGATTGGACTTG CCCAAACCCCTTCTCTTCTC 138

Ai04B11992 Araip.B04 11992 c (T)10gaaaaatgtttagtaaa(T)13cgaaa(T)11gaaatcagaaataaaaattaaaaataattagttaattaaaaagaaattttgaaaaagggggaagatattttcgaaaat(AG)7148 47239786 47239933 TGGGGGAGGTATAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 250

Ai04B11994 Araip.B04 11994 c (TTTTC)5t(TTC)6 44 47255925 47255968 TTCTCCTGGGGAAGAGACCT AGGCAAGGGAATAATGCAAA 231

Ai04B11995 Araip.B04 11995 p2 (TA)10 20 47261497 47261516 TCGTCATAGTATTCTCTCACCTTTTG CACGAAACGTTCACACGAAA 277

Ai04B11999 Araip.B04 11999 p2 (CT)6 12 47271914 47271925 CCAAGGGACTACGATAGGCA ATCACCATTCATTGCTGCTG 143

Ai04B12004 Araip.B04 12004 p2 (AG)9 18 47282469 47282486 CACCATGTAAAAAGGGAAAAGAA AGCTCAACCTAAATTGCCGA 277

Ai04B12006 Araip.B04 12006 p2 (AT)14 28 47305390 47305417 GGCTCCATTTTGAACCGTTA CATGTGAACGTTTCGCACTT 212

Ai04B12007 Araip.B04 12007 p2 (AG)9 18 47307674 47307691 AACAACTGCAGCCTCACCTT CCTCGCGAGTCTTCTCTCTC 248

Ai04B12008 Araip.B04 12008 p2 (AG)7 14 47313003 47313016 CTCTCAGCGGCACACAATTA CCTCGCGAGTCTTCTCTCTC 162

Ai04B12014 Araip.B04 12014 p2 (CT)6 12 47336942 47336953 TTTTCAAATCTTTTTCAATTAACCA AAAAGAGGGAAGGGATTTTCA 111

Ai04B12015 Araip.B04 12015 c (A)11gaaaagaaaaatggc(A)1036 47341327 47341362 TTACTGTAGACCGGGCCATC TGGCTTTTTCTGCTTGCTTT 234

Ai04B12017 Araip.B04 12017 p2 (TA)14 28 47353609 47353636 TTGGCATCATGCTTGAAACT CATTTCAAGTGCCATTTCCAT 255

Ai04B12020 Araip.B04 12020 p2 (TC)6 12 47374341 47374352 CCACTTGACTTTTTGTTTGATTTC GGAGGTGAGAGAGTAGAATTTTCG 275

Ai04B12022 Araip.B04 12022 p2 (TA)6 12 47381794 47381805 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai04B12029 Araip.B04 12029 c (AT)6agaaaataaaaaaaaataagagacctaaggctacacttatatacagtagctatggtatac(A)1385 47445637 47445721 TGGAAATCTAAATCTTGTTTAAGGA CGTTTATAAGTGTAGCCTTAGGTCC 280

Ai04B12030 Araip.B04 12030 p2 (AT)11 22 47453618 47453639 GGCCATTAGGGTTCCTGTCT CAGCTTAAACTCCGTGAGCC 263

Ai04B12033 Araip.B04 12033 p2 (TC)6 12 47494976 47494987 TCGAAAATCACTAACCCCTTTT TCGAACACAGAGAGGGAGAGA 250

Ai04B12034 Araip.B04 12034 p3 (AAT)5 15 47496308 47496322 ATCCTGCAATGGAAGAGGTG TGCCAAACCTATTTCTCCCA 156

Ai04B12035 Araip.B04 12035 p2 (TA)23 46 47499484 47499529 TGGGGTAATTTTGTCCCCTT GGGAACAAAAGTTGTTATGGGA 242

Ai04B12038 Araip.B04 12038 p2 (TA)9 18 47517622 47517639 TCTTGCGATCTAAGCAATCG TCATGATGAACTTGAACGAAAAA 279

Ai04B12041 Araip.B04 12041 p2 (AG)6 12 47537391 47537402 TATCAGAAATCACTGGGGGC TTGGGAACATTGAACTTGGA 242

Ai04B12044 Araip.B04 12044 p4 (TATG)8 32 47556355 47556386 TGCCCTAAAGAGGGGTTTCT TTGCGTTTTGCATCTTTTTC 260

Ai04B12047 Araip.B04 12047 p2 (AG)6 12 47579618 47579629 AGGCCATTTGGAAAAAGTGA TTTTGAGCCTATTGCATGGTT 181

Ai04B12050 Araip.B04 12050 c* (A)10(AT)7* 23 47589432 47589454 GTGTGGGAAAATTGGGTTTG TATTTTGGGGCATTTTGTCC 227

Ai04B12057 Araip.B04 12057 p2 (AC)6 12 47623534 47623545 CTCTTCCTCCTGCTTCCCTT GCACACTAGAATGTGTGAAGTGC 270

Ai04B12059 Araip.B04 12059 p2 (GA)7 14 47633778 47633791 TTGACTTTCGTATCGAATTGTTG TGGTTCAGACAAAGACGACG 262

Ai04B12063 Araip.B04 12063 p2 (CT)6 12 47644724 47644735 ATGTTCTCAGCCACCCAATC GTGGTTTGTGGTTGATGCTG 114
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Ai04B12074 Araip.B04 12074 p2 (GA)6 12 47693630 47693641 CCGATGGAAGAGATGTGAGA GCATTCTTGCATGCATTTTT 280

Ai04B12075 Araip.B04 12075 p2 (AT)6 12 47696853 47696864 CACCGAGGACGGTACAAACT TTTTCAATCAATTGGGGTGC 222

Ai04B12076 Araip.B04 12076 p2 (AT)10 20 47697513 47697532 TTGATTTTGGGAGAGTTGGG GGCATTTTGTCCCCTTCTTA 253

Ai04B12079 Araip.B04 12079 c (TA)8tcaatatgaatcttaaatgcccaatctaagaaaaatgaatttcttgaaaatttcaacaaattgactaacatttattat(TA)6106 47721977 47722082 TGGTTGTGTATTCTTAGCCCAA TGTGATGTGGAAAAACATGGA 269

Ai04B12083 Araip.B04 12083 p3 (TTG)5 15 47738775 47738789 TCATCATTGGAGGAGGAAGG AACCAAGGAGGCAGAGACAA 207

Ai04B12085 Araip.B04 12085 p3 (GCA)6 18 47757361 47757378 TCCATCACCATTCATAGCCA TGTTGCTGCAGGAAGTTGTC 205

Ai04B12086 Araip.B04 12086 p2 (AG)6 12 47773827 47773838 CTGTTCATTTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 267

Ai04B12087 Araip.B04 12087 p3 (ACA)5 15 47782863 47782877 ATGGCAGGACAATTCAAACC TGGTCTGTTGTCTCCGATCA 251

Ai04B12088 Araip.B04 12088 p2 (CT)6 12 47787499 47787510 TTCCTATCTTTTCAAAATTTGTTTCA AAAAGGGGAGAGATATTTTCGG 120

Ai04B12090 Araip.B04 12090 p2 (CT)9 18 47791526 47791543 GCCAGTAGCATGAAATGGGT GGGGGAGAAGAAAAGAAAACC 275

Ai04B12092 Araip.B04 12092 c (T)11ctttattattcgcatttttctc(T)1043 47798390 47798432 TGCTCAAAGCCTTGGATCTT TGTTAAAATTGTTGGCTCTTGAAA 249

Ai04B12093 Araip.B04 12093 p2 (AG)7 14 47800162 47800175 CCATTCATTCATGGGAGGAC GGAACATTGAACCTGGAATGA 160

Ai04B12094 Araip.B04 12094 p2 (TG)6 12 47805764 47805775 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 243

Ai04B12095 Araip.B04 12095 p2 (AG)7 14 47806929 47806942 CATTCATTCATGGGAGGAGG TTCTGAAATACCCCCAATCA 277

Ai04B12100 Araip.B04 12100 c (T)10aatcctcttcaacttcttttcaaatctttttcaaaacaaatctatctcttttccttctcaaa(T)1082 47868054 47868135 GGTGTTTAACGCCAGGATTG GCTTTGTTTTGAGAAAGATATTGATG 280

Ai04B12101 Araip.B04 12101 c* (A)10(AG)6* 21 47869941 47869961 GGTGGCAATGCTTTTTGTCT ATCCATTGATGCTCAAAGCC 232

Ai04B12103 Araip.B04 12103 p2 (GT)6 12 47875808 47875819 ATGATTGAGGCCATCGTTTC TCACCCAATGTCCCAAGTTT 227

Ai04B12109 Araip.B04 12109 c (A)11tacccat(A)10 28 47917242 47917269 TTTGATGTGTTGGCAATGCT ATCCACTGATGCTCAAAGCC 266

Ai04B12113 Araip.B04 12113 c (T)10aaattttttttatttatatatataattttttta(T)10aatttttaaattttaaa(T)1282 47941557 47941638 TGCAATGAATGAAAATAGGCA ACATATGCACGGATTTGCAC 256

Ai04B12114 Araip.B04 12114 p2 (CG)6 12 47941790 47941801 ATATGTGCCATGCGTGCTTA GTTGTGCCCACTTTATGCCT 111

Ai04B12121 Araip.B04 12121 p4 (AAAG)5 20 47991563 47991582 GGAAGCATTTTTCGTTGACC CTGGAAACCAAGATCTCCGA 268

Ai04B12124 Araip.B04 12124 p2 (AT)6 12 47995603 47995614 TGTGGCATAAATTGATTGGAG TTGAAGGCCCTCACAAATTC 160

Ai04B12126 Araip.B04 12126 p2 (TA)7 14 47996306 47996319 TATGCCTTGCTTCCAATTCC AGCATGGAGAAGAGCTGCAT 260

Ai04B12127 Araip.B04 12127 p4 (TTTA)5 20 47996462 47996481 ATGCAGCTCTTCTCCATGCT ACCAAACTGAAAGGGAGGGT 221

Ai04B12128 Araip.B04 12128 c (T)10atagataaataaaaatttt(TA)8g(AT)7ac(AT)1490 47997044 47997133 TTGTGATCCCAAAATTGCAC AGCATGGAGAAGAGCTGCAT 270

Ai04B12129 Araip.B04 12129 p4 (TTTA)5 20 47997277 47997296 ATGCAGCTCTTCTCCATGCT ACCAAACTGAAAGGGAGGGT 221

Ai04B12133 Araip.B04 12133 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttttattaattaattatttttatttttaattttaaaaatttttcg(A)11112 48017434 48017545 TCCCAACTTCTTATCTTTTCAAAT AGGGGGAAGTGAATTTTCG 280

Ai04B12136 Araip.B04 12136 c (T)10ggttttttatgattttattaaattttttttgta(T)1053 48024239 48024291 AACATGCAATGGACACCAAA GCCATTTGGCCATGTTTAAT 229

Ai04B12137 Araip.B04 12137 p2 (AT)7 14 48042443 48042456 TGGTCATATTAGCATAGGTGTATTGTG ACGGTGAGGGTTTGTCTTGT 274

Ai04B12140 Araip.B04 12140 p3 (TCA)5 15 48048669 48048683 TCATCTTCTGCTGATGCTTCTT TCATTTTTCAAGTAATTTTGCAGC 203

Ai04B12141 Araip.B04 12141 c (T)10ctttatttctttttttcttttagttgaatgaatgtaggttcattgcctcttctaagtaattttgcagcattatgtg(T)10gttctttgtttgattcttttatttttattcttgttaagagataaaataagaaaaaacttgagaaggtaaaacaagaaaataaaaatgaataag(A)10199 48049084 48049282 TCCTCCTCATCATCTACTGCTTC TGCTGCTTCTTCTTCTTTTTCA 280

Ai04B12142 Araip.B04 12142 c (A)14gaggaagaggaggatgt(A)15gaagaatttgt(A)1067 48049765 48049831 TCATGGTGATGAAGTTAATGGAA CGTTTGTCTTTGGCGCTATT 272

Ai04B12144 Araip.B04 12144 p3 (GAA)5 15 48058244 48058258 TGCTCAGCCAGCTAATCTTG TCACTTGCTCTTTCTGCTGC 217

Ai04B12145 Araip.B04 12145 p3 (CTC)5 15 48066161 48066175 AACCGTTTTTCACATTACGTGT AGGAGGAGACGAAGGAGGAG 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12151 Araip.B04 12151 p3 (CTC)12 36 48096990 48097025 CGGTGTTAGAATAAAGACATTTCG GAGGAGGAGGAAGAGGAGGA 254

Ai04B12152 Araip.B04 12152 c (CAT)5caaaca(AAG)536 48097209 48097244 CTCAGCACCATCACCATCAC TTGGGAATGAGAGTCCAAGG 260

Ai04B12155 Araip.B04 12155 p2 (AT)12 24 48125695 48125718 GGAAATTTTGGGAATTGGGT GAGCTTGAAATTTGGATCTTTGA 280

Ai04B12159 Araip.B04 12159 p2 (GA)6 12 48160009 48160020 AAATACCCCGTCACCAATCA ATTACAAAAGACCGGTTGCG 260

Ai04B12161 Araip.B04 12161 p2 (AG)6 12 48175030 48175041 TGTCTGTAACATGGAATAATTCGT GGCCCAGATCCAAGTACAGA 274

Ai04B12162 Araip.B04 12162 c (AT)6cacgcggccgcgtgggtcacgcggtcgcatgggtggtgtttttcgcaatatgacgcgatcgcatggggcatgcggtcgcgtcgtgctcc(T)10111 48180485 48180595 CAGCCCAACTTTCTGTTCGT CCATGGTATGGTCGCTTCTT 278

Ai04B12163 Araip.B04 12163 p2 (AG)6 12 48182776 48182787 TGTGTCGACGTGTCCTGTTT TGCTTCTAGCAGAGGCAAGG 267

Ai04B12164 Araip.B04 12164 c (T)10caaaaatcaaaaacctttttc(A)1142 48186652 48186693 TCGAGTTTGGACAACTGACG TTTTTGAACATTTTGAACGCA 267

Ai04B12167 Araip.B04 12167 c (TC)7actctctcatctctttc(TATT)551 48213815 48213865 CAAAAACCAACTAACAACTTTCCA CAGAGAGAGAGGAAGGGTTCG 253

Ai04B12168 Araip.B04 12168 p2 (CT)8 16 48218221 48218236 CCAACATGAAGAGTTCATAAGCC GTGGGAGAATCCATCCAATC 271

Ai04B12170 Araip.B04 12170 p4 (AACT)5 20 48227483 48227502 TGCATGAAGGCAATGTAACAA CCAAGCATCATGTAACACCA 256

Ai04B12171 Araip.B04 12171 p3 (AAG)5 15 48232889 48232903 GGCGAGAGAAATGGTGAAGA TTGCGACGCAGATAGTGAAC 110

Ai04B12173 Araip.B04 12173 c (T)10gccatttttcttttc(T)1035 48245809 48245843 CCTTAGGCCCTCCTATCCAC TGAAGCAAGAAAAAGCAGTGAA 226

Ai04B12175 Araip.B04 12175 c (T)13ctgcttaaggctagtaatgtggttattaaaaaaa(G)1158 48264324 48264381 ATGAGCATGCTTCCCAAAAA TTAGCCCCCTTGAGCCTTTA 240

Ai04B12181 Araip.B04 12181 p4 (TTTA)10 40 48330378 48330417 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 163

Ai04B12182 Araip.B04 12182 p3 (AAT)5 15 48335529 48335543 CAGAGGAGGCAGAGACAACC AAGGCTGGTTCTGGTTCTGA 110

Ai04B12184 Araip.B04 12184 p3 (AAG)5 15 48349670 48349684 AACCCCAGTGGACAAGACAG CTTCATTGCTTTCCAAGGGA 228

Ai04B12189 Araip.B04 12189 p2 (TA)6 12 48372909 48372920 AAGGCAAAGAAGGAGCACAA CCTGACTTAGCCTGCGAAAC 168

Ai04B12191 Araip.B04 12191 p2 (AT)9 18 48394583 48394600 ACCACAAAATTGCTCCCAAA CCCTTTCAGGATATGGATGC 268

Ai04B12195 Araip.B04 12195 p2 (TC)8 16 48418608 48418623 TCTTGTTTGATTCTTATCTTTTTCAA AGAAGGAGATGAGAGGGGGA 242

Ai04B12197 Araip.B04 12197 p2 (CT)7 14 48456414 48456427 TCTTCTCTCCTCCATTGCGT ACGCAATACACACCCTCCTC 199

Ai04B12198 Araip.B04 12198 p2 (AC)7 14 48466808 48466821 GGGCTAAGATATGGGTGAGGA GGGGACAAAATTACCCCAAT 235

Ai04B12202 Araip.B04 12202 p3 (CAA)5 15 48493402 48493416 AAATCCACCAAATCCACCAG CTTCAAGTGGTCCTCCTCCA 209

Ai04B12204 Araip.B04 12204 c (A)11gaaatttttgaaaaagagggaagatattttcgaaaatt(AG)661 48495183 48495243 GGATAGATCCACCAGCTGAGTAA TTTCAAAATTTGTTTCAACTAACCA 278

Ai04B12207 Araip.B04 12207 c (A)10gaggatgatatgc(A)1134 48511071 48511104 TGGCTCTTGAAAGAATGATGG GGACAGCTTGGTTTAGCTGC 278

Ai04B12211 Araip.B04 12211 p2 (GT)6 12 48529741 48529752 AAAATTGCCCCAATGCTAAG GGGCTAAGGTAAGGGTGAGG 209

Ai04B12214 Araip.B04 12214 p2 (CA)6 12 48535848 48535859 CATCCTTTCGCCATTCTCAT CCTTTCGGATTTCTTCCCTC 186

Ai04B12216 Araip.B04 12216 p2 (CT)7 14 48546863 48546876 TTTCTGTTTGTTTCTTATCTTTTTCAA GCAGAGATGTGAGGTGAGGAG 275

Ai04B12217 Araip.B04 12217 p3 (TAT)7 21 48547196 48547216 ACCCTCGTGTTTCCTTCCTT TTCTTGTCCTTGCTCCTGCT 162

Ai04B12218 Araip.B04 12218 p3 (TCT)6 18 48550236 48550253 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTC 152

Ai04B12220 Araip.B04 12220 p2 (TC)6 12 48571107 48571118 ACTCACCCAACCCCTCTTCT GGGAAGTGGTGAACAGTCGT 236

Ai04B12223 Araip.B04 12223 p3 (TTG)11 33 48586347 48586379 GTGGTTGAAGTGCCAGGAAT CTCCACAGGGCTAGAGAACG 112

Ai04B12227 Araip.B04 12227 p2 (CT)6 12 48613397 48613408 TTTCAAAAAGTTGGTTTCAAAAT TTTTGAAAAAGAAGGAACGAAT 168

Ai04B12229 Araip.B04 12229 p3 (AGA)5 15 48643983 48643997 CCGAAATTTCTGAATTAAAACAACA CATCTGCCCCTGAGTCTATCA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12230 Araip.B04 12230 p2 (CT)7 14 48652623 48652636 ATTCTTTAAACCCATCCCCG AATGTGATAGGGAGAGGGGG 101

Ai04B12231 Araip.B04 12231 p2 (CT)14 28 48652814 48652841 CTGTCACCGGAGTCCTTTTC CAAAATCGCAATACAAATTCACA 211

Ai04B12232 Araip.B04 12232 p2 (CT)7 14 48654690 48654703 TAGAAACGAGGCAGGGAAGA AGCAAGATTATTGGATGCCG 179

Ai04B12234 Araip.B04 12234 p3 (TAT)5 15 48659623 48659637 AAAGACATGAGGAGTGTTAATTGC CACGGTTAGAGTTGAGGAAGG 240

Ai04B12236 Araip.B04 12236 p2 (CA)6 12 48664458 48664469 AGCCCACTTTCACCTCACAC GGCGCTCTTCTTCCTTCTCT 132

Ai04B12237 Araip.B04 12237 p2 (AG)6 12 48666071 48666082 TGACAAGAGGATGTTCGCAG AACAGGGACCCCCTTTTCT 223

Ai04B12239 Araip.B04 12239 p2 (AG)6 12 48669791 48669802 ACCGCGAAGTCTGAGTCCT GTAGCTTCGAACAGCAAGCC 186

Ai04B12240 Araip.B04 12240 p3 (TTG)5 15 48673545 48673559 TGAATCTGCTTTGAATTTGCC ATGCCATTGCACAGTCACTC 250

Ai04B12242 Araip.B04 12242 p2 (AT)9 18 48695524 48695541 AGTGTGGGGAAATTGGGATT GGACATTTTGTCCCCTTTTTC 255

Ai04B12251 Araip.B04 12251 p2 (AT)11 22 48773130 48773151 TGTGGCACTTTAAAACCCCT TTTCTGGACAATGGAGAGCA 257

Ai04B12256 Araip.B04 12256 c (CT)8aattttcgaaaatatcctccc(T)1047 48833485 48833531 TTGTTTGCTTCTCATCTTTTTCA AGAAGGGGATGAGGGAGAAG 228

Ai04B12257 Araip.B04 12257 p3 (TTC)5 15 48836009 48836023 CCCTCGTCTCTACTTGGCTG CGGTCTTAGGTGCCATCAAT 170

Ai04B12259 Araip.B04 12259 p2 (CT)7 14 48838617 48838630 TTGTTTGCTTCTCATCTTTTTCA GGGATGAGGGAGAGGAATTT 220

Ai04B12265 Araip.B04 12265 c (CT)6cattttcgaaaatatctccccctttttcaaaaatttctttttaattaactaa(TTATTT)594 48873998 48874091 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 246

Ai04B12266 Araip.B04 12266 p3 (TAT)5 15 48874344 48874358 TCACATTCTTTGTCTCCCCC TTATTTTCGGCTGCCATCTC 265

Ai04B12267 Araip.B04 12267 p3 (TTC)6 18 48876574 48876591 GCCCTCCATTCTTCATCAAA GCCCTCGAGCAATAAACAAA 130

Ai04B12268 Araip.B04 12268 p3 (GAA)6 18 48895625 48895642 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 250

Ai04B12270 Araip.B04 12270 p2 (AG)7 14 48918301 48918314 CCCTTCTTCATAGGCGAGGT TTGATTTTCAAATTTGTTTCAACT 201

Ai04B12271 Araip.B04 12271 c (T)11ggatttttgtata(T)1034 48919363 48919396 TTTCGAAAAATGCAAGATGAA TGCCTAACCCTCGGATTGTA 243

Ai04B12272 Araip.B04 12272 p4 (ATTT)6 24 48919706 48919729 TGCCTCTATGCTGATGGTTG TTTGGACAACTGACGGTTCA 272

Ai04B12274 Araip.B04 12274 p2 (TA)11 22 48929490 48929511 AAGCGCGAGTGTATGTGATG GCAAATTGCTTAATTTTGAGGG 280

Ai04B12275 Araip.B04 12275 p3 (TTG)5 15 48938878 48938892 TTCGGATCTTCAAGTGGTCC AAATCCACCAAATCCACCAG 216

Ai04B12276 Araip.B04 12276 p3 (GGT)6 18 48942293 48942310 GGATAGGCAACAATGGCACT TCCTCACCCCCTTTCTTCTT 273

Ai04B12279 Araip.B04 12279 c (CT)7gagtttagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)598 48960200 48960297 TCTCGAAAATTCCTTCTCTCTCA TTCTTGTCCTTGCTCCTGCT 233

Ai04B12280 Araip.B04 12280 p3 (TAA)5 15 48964801 48964815 AAGGCAAGCCGGTTCTTATT AAGATACTAGCCACAGCCCG 192

Ai04B12282 Araip.B04 12282 c (TGG)8tgatggtggtggtagaagaagagaaaaaagaaggaaaacaatcaaatg(A)10ggagaaagac(GAG)7113 48968360 48968472 TGAAAATTTCTCATTTTAACACCAA TCGTCATGATCACCGCTACT 230

Ai04B12287 Araip.B04 12287 c (A)12gaagcaataggaatacaagtaag(A)1045 49002573 49002617 GATTTTGATGGAATTTATGCGA TTGCGTTCAGGAGAAAAACA 279

Ai04B12288 Araip.B04 12288 p2 (CT)14 28 49002840 49002867 CCAGGGCAGAGAGAAAAGAA GGTGAAGAGGGTGAAGGTGA 211

Ai04B12291 Araip.B04 12291 c (TTATT)5ttaattttggttttc(A)1151 49012412 49012462 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 201

Ai04B12293 Araip.B04 12293 p2 (AG)7 14 49020465 49020478 AAAAAGGGGGAGATATTTTCG CAAATCTTTTTCAAAACTCATTTCAA 239

Ai04B12294 Araip.B04 12294 c (A)10tgcaagatgagtatgcaattgacaccaaacttataacatgacacatgactcaaacaagaaacacaaaaaata(T)1092 49021402 49021493 GAAGAACACTATGAATGCATGAAA TGACCCTTTGATTGGAGCTT 269

Ai04B12296 Araip.B04 12296 p2 (AG)6 12 49034593 49034604 GACCCAATTTTTGTCCCAGA CCTCAAATTGCATTAAACAGAAAA 277

Ai04B12298 Araip.B04 12298 p2 (AT)10 20 49050083 49050102 TGTGGGGAATTTTTATGGGA TTGCCCAAATTTTTCCACTT 218

Ai04B12300 Araip.B04 12300 c (CT)7aattttcgaaaatatatcccctctttttcaaaaatttcttttttattaactgattatttttatttttgatttt(A)1097 49057136 49057232 TTCTTAACTTTTTCAAAACCACCT GGAGGGCTGAGATGTGAGAT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12301 Araip.B04 12301 p3 (TAT)5 15 49057480 49057494 TTCCTTCCACTCACAAAGGG TTTCGGCTGTCATCTCCTCT 241

Ai04B12306 Araip.B04 12306 p3 (TCT)5 15 49140034 49140048 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai04B12308 Araip.B04 12308 c (CT)7aatttttgaaaatatcctccc(T)10caaaaatttctttttaattaactaattattttattttttattttcgaaaaactactaacatttttcaaaaac(T)10127 49163230 49163356 TTTTGTTTGATTCTCATCTTTTTCA AAGGGGATGAGGGAGAAGAA 228

Ai04B12311 Araip.B04 12311 p2 (CT)6 12 49175972 49175983 TCAATCACATCTTTTTCAAAATCAA AAAGAGGGAAGGGATTTTCG 188

Ai04B12312 Araip.B04 12312 c (A)10tggcgaaaataaaag(A)1035 49179933 49179967 GCAGTGAAGAACAAAGCTTGC CTTTAGGCCCTCCTACCCAC 204

Ai04B12315 Araip.B04 12315 p3 (AAG)5 15 49199204 49199218 ACTCGGAGGTGGAAGCTTTT ACCCCCACTCATATTCTCCC 216

Ai04B12319 Araip.B04 12319 c (T)10gcatgcatgtacatatatc(T)1140 49225108 49225147 TGTTTCCTTTAGGCCCTCCT TGAAGCAAGAAAAAGCAGCA 189

Ai04B12327 Araip.B04 12327 c (T)12gaaaaccgaaat(TAAAA)549 49273419 49273467 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCACA 203

Ai04B12329 Araip.B04 12329 p2 (GT)7 14 49284097 49284110 ACCCAAATAGCCTTGCCTTT ATTCACCCAATGTCCCAAGA 198

Ai04B12331 Araip.B04 12331 c (AG)7ggggttcgga(T)1135 49290288 49290322 ATATTCCTGCCCTTGCTCCT TTTCGAAAATACTCTCACCTCTCA 254

Ai04B12332 Araip.B04 12332 p2 (AG)6 12 49290521 49290532 AGAGAGAGAGAGGGGGTTCG TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai04B12335 Araip.B04 12335 p2 (GT)7 14 49303801 49303814 GATTGAGGCCATCGTTTCAT ATTCACCCAATGTCCCAAGA 230

Ai04B12336 Araip.B04 12336 c (GAAAA)5atagaaaagc(A)1045 49304008 49304052 ATCTTGGGACATTGGGTGAA TACTTTGGGGCATTTTGTCC 269

Ai04B12337 Araip.B04 12337 p2 (AG)9 18 49308407 49308424 ACGGACCAAAAATGCTAACG AGAGCTCGACAAGAGCTTCG 239

Ai04B12338 Araip.B04 12338 p2 (AG)13 26 49315494 49315519 GGCCAAATGAACCAAAAATG GCTCAAGTTATGGCTCTCGG 206

Ai04B12339 Araip.B04 12339 p2 (GT)6 12 49321536 49321547 TATCAGAGTGAGTGCCCAGG AAGAGCGCCATAACCATGTC 225

Ai04B12342 Araip.B04 12342 p2 (CT)8 16 49339020 49339035 TACCTCGGTGACCTTATGGC TAAGCGAATTGAGCACGATG 262

Ai04B12343 Araip.B04 12343 p2 (TG)8 16 49339442 49339457 TGGCAAACATAGTCTTTGTGAA GGGCTCTTCTCTGCATTGAG 269

Ai04B12344 Araip.B04 12344 p4 (TCTT)8 32 49340333 49340364 CAAAGCGGAGGAGTACGAAG TCTGCAATTTACCAGCCTCA 230

Ai04B12345 Araip.B04 12345 p2 (TA)7 14 49343150 49343163 ATTCGGAAGCTAGGAGGGTG CAAATCATGAAAGGAATCAGCA 277

Ai04B12348 Araip.B04 12348 p2 (CT)6 12 49364309 49364320 TTCATAAGCCACTTTTGGCA TGGGGGAATCCATTCATTTA 269

Ai04B12349 Araip.B04 12349 p2 (AT)7 14 49368500 49368513 GCTTTTATGGCTATTTTCGGC GGATCAAAATGAGCTAGGCG 215

Ai04B12351 Araip.B04 12351 p2 (AG)7 14 49417584 49417597 TTGGTGATGATGTGAGGAAGA TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai04B12356 Araip.B04 12356 c (T)13gtatccccttatttaattacttaata(T)1049 49448654 49448702 ATTTTGCATTTGGGGCAATA GCTGCTCAATCTACCGAAGG 242

Ai04B12360 Araip.B04 12360 p4 (TTAG)5 20 49464912 49464931 TCCTTCTCCAACCACCATTC CAAAACTCAATACCAGGCAACA 243

Ai04B12362 Araip.B04 12362 p3 (TTC)6 18 49481118 49481135 TTCGAACCATCACTCCTTCC AAGCTTTTGCCTTCCCTTTC 254

Ai04B12363 Araip.B04 12363 c (A)10gaaaaatggc(A)1131 49482098 49482128 TGAAGCAAGAAAAAGCAGTGAA TCCCTCCTATCCACTGATGC 206

Ai04B12365 Araip.B04 12365 c (TC)6ccctctctctcccta(CT)9ccctctctctctccctcctt(TC)6cctcctt(TC)11cctt(TC)8c(CT)6tcctctctctt(TC)8166 49485401 49485566 AAAACTAGCTTTCACACTCTCCA AGAGAGAGAGCGGAAGAGGG 221

Ai04B12366 Araip.B04 12366 c (CT)7ccctctctctctccttctctccctttctctctctccttcccctctccctcttcctct(TC)6cccctctttctcccccttttccttttctctctctccctctctctcttcttatcttcctctctcttttctt(TC)9171 49485760 49485930 TCCTCTCTATTTTCCTTTTCCC GGAAGAAAGAGGGGCAGG 264

Ai04B12367 Araip.B04 12367 p2 (CT)9 18 49486042 49486059 TTCCCCTTCCCTTTCTTTCT AGGAGGAGGAGGAGGAGAGA 239

Ai04B12368 Araip.B04 12368 c (CTC)6tctctcttct(TC)640 49486168 49486207 CTCCTTCCTTGCGCTCTTTT TCCCTTATTTCTCTCTCATTCCC 275

Ai04B12369 Araip.B04 12369 p2 (GA)8 16 49486441 49486456 GGGAATGAGAGAGAAATAAGGGA CTCTCTCCACCTCCCCTCTC 117

Ai04B12370 Araip.B04 12370 p2 (TA)7 14 49487905 49487918 GCAACATTTAAGTGTGGGGG CCATGCCCTAAAAGGGATTT 189

Ai04B12375 Araip.B04 12375 p2 (CT)6 12 49500950 49500961 AAAATTGATTTTCAAATTGGTTTCA GAGAGAGGGAGAGGATTTTCG 264
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Ai04B12376 Araip.B04 12376 p3 (TTC)5 15 49511430 49511444 CACCCAACACAACCCTCTCT CGGTCTTAGGTGCCATCAAT 184

Ai04B12378 Araip.B04 12378 c (CG)6cagcgtgctagcgcgccgatgccc(T)1248 49520689 49520736 CACTTGGATGTGCTTGTGCT ATAGGGAGCTCTTGGGCATT 176

Ai04B12379 Araip.B04 12379 p2 (CT)7 14 49523847 49523860 GGCAAAATAAAGTAATCAACAAGGA CAAGCCCGAAAACACAGATT 257

Ai04B12381 Araip.B04 12381 c (T)10ctttctatttttttgcta(T)1038 49548344 49548381 TTGCTCTTGCCTCTTGGTTT GCAAAGAACAAAGCTTGCAG 113

Ai04B12382 Araip.B04 12382 p3 (AAG)5 15 49548963 49548977 TGATGGGCTTGTGAGATGAA TTCAACATCTCTTCCCACCC 280

Ai04B12386 Araip.B04 12386 c (A)10tgatgatgaaaagaaaagaaaaaatgtatatagaaaaagaaaaaaaaag(A)1170 49568582 49568651 ATGGGATAAAAAGGGGCAGT TTCACTTTGGGGCATTTTGT 255

Ai04B12389 Araip.B04 12389 c (A)10ttatataataaaataggc(A)1139 49585279 49585317 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 212

Ai04B12391 Araip.B04 12391 p2 (TC)8 16 49591914 49591929 GGCCCAGATCCAAGTACAGA CTGCAACATGGAAGAAATTCA 277

Ai04B12392 Araip.B04 12392 p4 (AAAT)6 24 49610145 49610168 CACATGCCGGTTAGTTTGTG GGTGACACCAAACTTAATTTCAGA 224

Ai04B12400 Araip.B04 12400 c (GC)6atggtgcgctggcccgtcggtgcccatttttcctttttctc(T)1063 49646353 49646415 GTGGGCATAACTCTCGGGTA GGGAGAATGGTATGTTTTGGA 221

Ai04B12403 Araip.B04 12403 p2 (TC)7 14 49694912 49694925 GGCCCAGATCCAAGTACAGA AGCCAACCCAGATACTGAAA 249

Ai04B12404 Araip.B04 12404 p2 (TC)7 14 49703598 49703611 AATTTATAGAATGCGCCCCC TGAAAGGAAAGTTTAAAACAAAGAAA 258

Ai04B12408 Araip.B04 12408 p2 (CT)6 12 49735469 49735480 GGTTCCTCTTCCTTTCCACC TCCTTCATGATCTTGCGTTG 236

Ai04B12409 Araip.B04 12409 p2 (CT)6 12 49735717 49735728 CCTCCTCACATCACTCACCA TTCTTGTCCTTGCTCCTGCT 178

Ai04B12412 Araip.B04 12412 p3 (CAT)5 15 49748614 49748628 GTCTAAAGAGGCACCGCATC TGAAGGAGCAGGTTCGAGTT 256

Ai04B12417 Araip.B04 12417 p2 (CT)7 14 49776686 49776699 GGAACATTGAACCTGTAATGAAGA TTTTGACCCAGTTTTCAGCC 201

Ai04B12421 Araip.B04 12421 c (T)11ggtttttatgattttattaaaa(T)1043 49801013 49801055 CAAAGATGCAATTGACACCAA TTTGAACCGGAGCTTTCACT 257

Ai04B12423 Araip.B04 12423 c (A)10tttactatttcttatccttttcaaaaccacctaactacctt(TC)765 49811478 49811542 TTTCAAAATCCTTTTCTGACCTC AAAAAGAGGGGAGGGGTTTT 184

Ai04B12425 Araip.B04 12425 c (A)10gaataaagaaaacaaaaaaattcctttgaagaagggcaccgacgcaccagtgcacagt(GC)680 49835151 49835230 CACCCCACCGTGGTAAGAT GTATTTGGCCCAAGAGTGGA 270

Ai04B12429 Araip.B04 12429 p2 (AT)6 12 49852282 49852293 GTAATGGGGTCAAGGCAAAG GCATGCTCATGTGAGAATCAA 278

Ai04B12436 Araip.B04 12436 c (A)10(T)10gataaccgaaag(TAAAA)557 49895315 49895371 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 207

Ai04B12441 Araip.B04 12441 p2 (CT)6 12 49926345 49926356 TCCCTTCTTCCTTCTATCTCCC AGTGCAACAATCCACAAGCA 237

Ai04B12443 Araip.B04 12443 p2 (TA)8 16 49948957 49948972 CTCTTGTTTTGGTTGTTGCAT AACCAATTGGGTGGTACCCT 265

Ai04B12446 Araip.B04 12446 p2 (AG)7 14 49975250 49975263 TTCAGGTTCTGGATCATCTTCA AACATCTCTCCCTCACCCAC 209

Ai04B12448 Araip.B04 12448 p2 (AC)6 12 49992141 49992152 AATTTTAAAGGTTTGGCCCG GCGGAATGAAGTGATGTGTG 212

Ai04B12449 Araip.B04 12449 p2 (TA)14 28 49995640 49995667 ACTTCACTTTGGGGGCACTT TGAGAATCTTGGGAATTGGG 230

Ai04B12450 Araip.B04 12450 p2 (AC)6 12 49996739 49996750 CGTGAATTGTTGGAATGAGG CCAATTTCACAATGGCTTGA 280

Ai04B12451 Araip.B04 12451 p2 (AT)9 18 50001232 50001249 AAATGCAACCATGCAATCAA TCAAAACATCCACACACCTTG 238

Ai04B12454 Araip.B04 12454 p2 (GC)6 12 50020301 50020312 ACAAGTTGGATTTGGGCTTG AAAAGCATGCAAGGAGGAGA 213

Ai04B12455 Araip.B04 12455 p2 (AT)9 18 50021390 50021407 GAGGCATTTTGTGCCATTTT TTGATTTTGGGAGAGTTGGG 232

Ai04B12457 Araip.B04 12457 p2 (GC)6 12 50025731 50025742 GGCCTGGATGATGCTAAGAC AAAAAGCAAAAAGCAAGCCA 280

Ai04B12459 Araip.B04 12459 p2 (TC)6 12 50042182 50042193 CAAGCATGAAAGTTTTGAGCC TTAAGGCCATTTGGGAAAAG 195

Ai04B12466 Araip.B04 12466 p2 (AG)6 12 50099846 50099857 GGTTCGGATTTTTGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai04B12467 Araip.B04 12467 p3 (GAA)5 15 50104884 50104898 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12470 Araip.B04 12470 p2 (TA)6 12 50121369 50121380 TCCGCTAGTCGTGGCTAGAT CTAAGCTTTACCTCGCGTCG 254

Ai04B12473 Araip.B04 12473 p3 (AGA)7 21 50124227 50124247 TGGTGAGCTTTGGTGATGAA CCCTCTCTCTCCCTTTTGCT 240

Ai04B12475 Araip.B04 12475 p2 (GT)6 12 50137413 50137424 GCTTTCTTTTGTGCCCTTGT CTTCCTCCGCTTCCATTTTT 244

Ai04B12476 Araip.B04 12476 c (T)10c(T)10 21 50151073 50151093 TGCAATCCTTTGTTCAATGC CCAACTGGTTTGGGATTGTT 227

Ai04B12480 Araip.B04 12480 p2 (GC)6 12 50165988 50165999 AAAAGCATGCAAAATGGGAG TCTTTAGTGGGTCGAGCAGC 248

Ai04B12481 Araip.B04 12481 p2 (GT)7 14 50170591 50170604 TGAGGCCATTGTTTCATTAGC ATTCACCCAATGTCCCAAGA 225

Ai04B12483 Araip.B04 12483 p2 (CT)6 12 50175288 50175299 TTTCTTATCTTTTTCAAAACCACC CACAACTGTGAGGAGGGTTG 276

Ai04B12484 Araip.B04 12484 p3 (TAT)5 15 50175588 50175602 TCTCAACCCTCCTCACAGTTG CAGGCTGTCTTTGGGTTGAT 279

Ai04B12485 Araip.B04 12485 p3 (TTC)5 15 50177006 50177020 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 170

Ai04B12488 Araip.B04 12488 p2 (AT)6 12 50202527 50202538 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 236

Ai04B12489 Araip.B04 12489 p3 (AGA)5 15 50209844 50209858 TTTGGAAGAGGCTGGTAGGA TATTCCTTGGCTTGCTTTCC 112

Ai04B12491 Araip.B04 12491 p3 (AAG)5 15 50211478 50211492 TACAAGGAAGAAGCTGGCGT TGGTCACTAAGACCCCCTTG 215

Ai04B12495 Araip.B04 12495 p2 (CT)6 12 50267558 50267569 TGATTTTCAAATTTGTTTCAACTACC TGATAGAGGGAGAGGATTTTCG 209

Ai04B12496 Araip.B04 12496 p3 (TCT)5 15 50270102 50270116 ACACACATCCCTCCATCTCC TCATCATTCTTTCAAGAGCCAA 227

Ai04B12501 Araip.B04 12501 p4 (TTTA)6 24 50303090 50303113 TGACTCCGATGTAGGGTATGC TTTCTCTCTCCTCACTTTTTCG 245

Ai04B12505 Araip.B04 12505 p2 (AG)8 16 50338554 50338569 GGCGATGTGGTAGAGACAGG TCAGTTGCCAAAACCCTACC 213

Ai04B12509 Araip.B04 12509 c (TC)11ctctat(TTC)543 50351606 50351648 TCAAAATCACTTTCCCACCC AGGTGCCATGGTAATGGAAA 276

Ai04B12514 Araip.B04 12514 p2 (CT)7 14 50387400 50387413 CTTCATCACTCGCCCTTAGC TGAGTTGCATAAGTCCGCTG 202

Ai04B12516 Araip.B04 12516 p2 (AT)6 12 50405461 50405472 CTTCCCAAAATAGATCCGCA ACAACAACGTTGAGGGTTCA 191

Ai04B12520 Araip.B04 12520 p2 (AG)6 12 50427689 50427700 GTCACCCCTCATGCTTCTGT TGGATGTTAAAGGCCTCACA 174

Ai04B12521 Araip.B04 12521 p2 (AG)7 14 50430637 50430650 GTCACCCCTCATGCTTCTGT TGGATGTTAAAGGCCTCACA 176

Ai04B12528 Araip.B04 12528 p3 (CCA)5 15 50530296 50530310 CTTCCCTCCACCACTACTGC GAATCTGGTAGGCGGATGAA 257

Ai04B12529 Araip.B04 12529 c (A)10ggaataaaaaaatttttattttcaagagttttagaaagcatgctcatgtaaaatcaagacaatttaattaccatgtgcatc(A)10101 50533722 50533822 GTGGGAACCTTATGGGAACA ATCACTTTTTGCATTTGGGG 209

Ai04B12534 Araip.B04 12534 p3 (AGA)6 18 50593329 50593346 GAATGGAGGCAGAGCAGTGT CCTCCTTCTTTCCCTTTCTCC 166

Ai04B12537 Araip.B04 12537 p4 (TTAG)13 52 50603849 50603900 ACCCCTTATCCAACACTCCC TCCCTTCTTAAAACTCAGCAGC 208

Ai04B12538 Araip.B04 12538 p3 (CAA)5 15 50610432 50610446 AACAAATCCACCGAATCCAC TTCGGATCTTCAAGTGGTCC 219

Ai04B12539 Araip.B04 12539 c (A)10gtaatttgcataatcttgtcatcctttattagcctgagta(T)1060 50613188 50613247 CATTTGAAGACAATCGGCAA TTTTATTCAAACAGCAAGGGAAA 262

Ai04B12542 Araip.B04 12542 p3 (AAT)5 15 50663188 50663202 TTTCTGCTGCCATCTCCTCT AGGGATCCCCTTACTGTGGT 226

Ai04B12544 Araip.B04 12544 c (T)10cgaaaacaagagaaaaaaaaa(T)1344 50664949 50664992 GTTGGAAGCCTCAGTCCAAA TTTGGACAACTGACGGTTCA 259

Ai04B12546 Araip.B04 12546 p3 (AAT)5 15 50699203 50699217 TGATGAAAAAGTTTGATATTTGGG ATGCATTCTAGATTGAAATCGTT 252

Ai04B12550 Araip.B04 12550 p2 (CT)6 12 50719146 50719157 TGTTTCTTATCTTTTTCAAAATCACC TTTGGGTGGGATGAAGTGTT 260

Ai04B12553 Araip.B04 12553 p2 (AT)11 22 50751202 50751223 TTGACCAAGCATTTGCATTC ATGAACCTCCCCACACTCAA 163

Ai04B12555 Araip.B04 12555 p2 (TA)6 12 50770368 50770379 GATAAAATGCCCCAAAGCAA GGTTGTAATGGGGCTAGGGT 230

Ai04B12562 Araip.B04 12562 p2 (GC)6 12 50808535 50808546 ACCCTTGCAATTCAACCATC GACTCGTCAGTTTTGGCACA 134



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12564 Araip.B04 12564 p3 (CAG)5 15 50815490 50815504 CATCAGTGCACGAGAAGCC CTGCTGCTGAAGTAAAGGGG 115

Ai04B12565 Araip.B04 12565 p2 (TA)6 12 50816065 50816076 CCGGTGTTTGCATTTATGTG CCCCTTTTTCAATCAAAACAC 270

Ai04B12567 Araip.B04 12567 c (T)10ctgtcacatgatatatacatgaactttaaatctatgatctcgtaca(AT)770 50819616 50819685 CATTACAAACCCAAGTAGCATCC GCCTTTTAATAAGATTGAGAACACG 156

Ai04B12570 Araip.B04 12570 p2 (TA)11 22 50871689 50871710 GGCATCTCAATTGACCTGAGT AGGGAGAGAACAATTGCACA 187

Ai04B12574 Araip.B04 12574 c (AAG)5aaa(AAG)533 50878138 50878170 GCGAAACTGGGAACAAAAAC AAACTACCCCTCTCATCGCA 180

Ai04B12576 Araip.B04 12576 p2 (AT)6 12 50887990 50888001 GGTTGTAATGGGGCTAGGGT CAAAGGCGAACACGTGAGTA 136

Ai04B12585 Araip.B04 12585 p2 (CT)6 12 50922223 50922234 CCACTTAACTTTTTGTTCGATTCTT TTTTGGGTGGAGGAGAAGTG 280

Ai04B12586 Araip.B04 12586 p2 (AG)6 12 50942536 50942547 GCCTTCAGATGGGAAGCAT CCATTCAAAGGAGGCTCTCA 269

Ai04B12590 Araip.B04 12590 c (A)10gaaaaaaagtggc(A)1033 50961215 50961247 TGAAGCAAGAAAAAGCAGTGAA CCGCTTAGGCCATGATTTTA 209

Ai04B12592 Araip.B04 12592 p2 (CT)6 12 50970350 50970361 TTTATGAGTCAAATCAAATTTTCAA AGATGAGAGAGGGAGAATTTCG 245

Ai04B12593 Araip.B04 12593 p3 (TAT)9 27 50970683 50970709 CCCCTTCCTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 265

Ai04B12594 Araip.B04 12594 p3 (TTC)5 15 50973719 50973733 CCCCAAAACCCTTCACCTAT AGAATTTTGCTTGCCCTCAA 252

Ai04B12595 Araip.B04 12595 p2 (AG)10 20 50977480 50977499 CATGGGAGAAATTCATAAATTCAA ATGCACCCATTCAAGGAGAG 238

Ai04B12596 Araip.B04 12596 p2 (TA)9 18 50978370 50978387 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 198

Ai04B12598 Araip.B04 12598 p2 (AG)8 16 50984213 50984228 TCTGTAACATGGGAGAAATTCA ATGCACCCATTCAAGGAGAG 241

Ai04B12599 Araip.B04 12599 p2 (GT)6 12 50986430 50986441 TGCATGAAACTGGGAAGTGA AAATTAGGCCCAAACCCAAC 269

Ai04B12603 Araip.B04 12603 c* (A)10caaaag(A)10(AT)7*39 50994407 50994445 GGGAAATTGGGTTTGGAAAT TACTTTGGGGCATTTTGTCC 223

Ai04B12604 Araip.B04 12604 p2 (GT)7 14 50999134 50999147 ATTGCCACAAACGGCTTATC CCATTCAACACAACACACCC 148

Ai04B12605 Araip.B04 12605 p2 (AT)6 12 51011190 51011201 TGACGATGAGCGACAATACA GCCATCCATAATTGAGTCATTG 261

Ai04B12606 Araip.B04 12606 c (A)12gaag(A)11 27 51012096 51012122 CACCACCACTGAAAACACCA TCCGATATATGTGCGTGTGC 258

Ai04B12609 Araip.B04 12609 p3 (TAT)5 15 51015494 51015508 GACAAATCAAAATATGTCATCCGA GATTAGAAAGATAAGCGGTGAAAA 266

Ai04B12614 Araip.B04 12614 p2 (GT)8 16 51040072 51040087 AGTATGAGGGGAGAGGTCCG CCAATCAAGGCCACAAGAAT 227

Ai04B12617 Araip.B04 12617 p3 (AGA)5 15 51099301 51099315 TGAGCGGATCAGAGAACAAA TGTCTGCAAACTAAGGGGCT 141

Ai04B12621 Araip.B04 12621 p2 (GC)7 14 51132608 51132621 GCCTACACTAAGCCACCAGC ATGAAGGGGTGAGTGTGTCC 212

Ai04B12623 Araip.B04 12623 p2 (TA)6 12 51151162 51151173 TTGCCTCAAAATCTGGATGA GAGACTGGACTTGGATGGGA 224

Ai04B12627 Araip.B04 12627 c (A)11c(A)11 23 51163182 51163204 CGTTCCATGGGTCTTGTTTA CCTAAGTGGAATCCAAGGAAAA 280

Ai04B12630 Araip.B04 12630 p2 (AT)6 12 51165745 51165756 GAATGATGCGCAGACAAGAA TACCTACAGCCATTTTCCGC 250

Ai04B12631 Araip.B04 12631 c (AT)6aaatatagctccgggttgcattaagcaacta(AT)655 51165880 51165934 GCGGAAAATGGCTGTAGGTA TGCTTGATGCAACCCAGAT 180

Ai04B12633 Araip.B04 12633 p2 (TA)6 12 51181826 51181837 AAAGTACGCATACGAACGGG CGTTCGCAAGAAGAGGATTC 123

Ai04B12636 Araip.B04 12636 c (T)10cgtttgactctaacgtgaatttacagaaaattaaagag(A)1058 51208303 51208360 CTTCAGGATCATCCCTCCCT ACGTTCCATGGGTCTTGTTT 269

Ai04B12642 Araip.B04 12642 c* (CATA)12(AT)6* 57 51250238 51250294 GAGCATATCCCAAAAACCGT TTTTCTTTTATTTTTGTGTGTGTGT 247

Ai04B12644 Araip.B04 12644 p2 (AG)6 12 51262227 51262238 TTTTTCGGTCCAAATCCAAG GTTGGGAACATTGAACCTGG 213

Ai04B12645 Araip.B04 12645 p2 (TC)6 12 51277020 51277031 ATGCACCCATTCAAGGAGAG TGTCTGTAACATGGAATAATTCGT 233

Ai04B12649 Araip.B04 12649 p2 (GA)7 14 51300587 51300600 TTTGGAACAATCCACAAGCA TCTCCCTTCTTCCTTCCTCC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12651 Araip.B04 12651 p3 (GAA)7 21 51309549 51309569 CCAACATGAAGAATGCATGG CCTCAGCACCTGATTTCACA 271

Ai04B12653 Araip.B04 12653 p5 (TAAAA)5 25 51353408 51353432 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 218

Ai04B12655 Araip.B04 12655 c (T)11cgccta(T)10 27 51360635 51360661 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 238

Ai04B12656 Araip.B04 12656 p3 (AGA)7 21 51361485 51361505 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 128

Ai04B12657 Araip.B04 12657 p3 (AAT)5 15 51363599 51363613 TTCTTGTCCTTGCTCCTGCT ACCAAAAATCCGAACCCTCT 160

Ai04B12658 Araip.B04 12658 p2 (AG)6 12 51363925 51363936 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 277

Ai04B12659 Araip.B04 12659 p3 (GAA)5 15 51370372 51370386 CCTACATGAAGAATGCATGGAA GCGTGATGCACCTCAAATAC 246

Ai04B12660 Araip.B04 12660 p2 (AT)6 12 51380323 51380334 GGAATCGGAAAATGGCTGTA CTTGATGCAACCCAGAGCTA 185

Ai04B12663 Araip.B04 12663 c (A)10ggag(A)10 24 51395761 51395784 TAACATGTGGTGGCAATGCT AGGCCCTCCTATCCACTGAT 274

Ai04B12664 Araip.B04 12664 p2 (CT)6 12 51401190 51401201 TACCCCTACGGCTGTCAAAC CGGGGTAGCTCCGATATACA 224

Ai04B12667 Araip.B04 12667 p3 (AGA)5 15 51460089 51460103 TAACGTTGGAAGCAACCACA ACCCACCCACTCAAATTCAA 153

Ai04B12669 Araip.B04 12669 c (T)11gattttataaatttttttgtattttcttttaaa(T)1155 51464492 51464546 AAAAATGCAATTGACACCAAA AAAGCTTGGCTGGCTAGTGA 256

Ai04B12670 Araip.B04 12670 c (T)10ctttttt(A)11 28 51477569 51477596 CGCGGTATGATCGTTCTTTT CTTTACTCTTCCTGCCACGC 123

Ai04B12671 Araip.B04 12671 p2 (AT)7 14 51493184 51493197 AGAAAGTCGTCGTACCCCCT TAAATCAATTGGTGGGTGCC 260

Ai04B12672 Araip.B04 12672 p2 (TC)6 12 51500511 51500522 ATTCAGAGAGAGCTCGCCAA CGGGAACTGCTGACGATTAT 262

Ai04B12673 Araip.B04 12673 p2 (GA)7 14 51500767 51500780 ATAATCGTCAGCAGTTCCCG CCCTCTCCTACCCCTCTCAC 268

Ai04B12675 Araip.B04 12675 c (A)10ttgaagagagagaaattggtttggaagttttgaaaaagatatgtcttaaaattaaagataattgtaag(AAAAT)7113 51517524 51517636 TTGAAAAAGATGTGGGTGAGG TTCAACTTCCAAAATACAAAATTCA 276

Ai04B12684 Araip.B04 12684 p2 (GA)10 20 51567956 51567975 GCCAAACAAATTTAGAACAATCC TCCTCCTCCCTTCTTCCTTC 273

Ai04B12686 Araip.B04 12686 p3 (TGT)5 15 51572712 51572726 TCTGATTCTGCTGCCTGTTG GCCCCAACCAAGGGTATAAT 156

Ai04B12691 Araip.B04 12691 p3 (AGA)5 15 51656048 51656062 GCTCCAAACTGTGGCTGTTC GGCCAGAAATTCATCTTGGA 241

Ai04B12692 Araip.B04 12692 p2 (AG)6 12 51664842 51664853 TGCCATCTCCTCTTCCTGTT CCTCACTCACCAAAAATCCG 273

Ai04B12693 Araip.B04 12693 p2 (AG)6 12 51665047 51665058 CGGATTTTTGGTGAGTGAGG TTGATTTTTCAAATTTGTTTCAACT 278

Ai04B12699 Araip.B04 12699 p4 (TTTA)6 24 51709810 51709833 GCAGTGGAGGGGTTAGCATA CCTAACCACTTTCTCTCTCCTCA 213

Ai04B12704 Araip.B04 12704 p4 (TTTA)8 32 51745366 51745397 CCAATGGAGGGTATGCAGAT CCTTACCACTTTCTCTCTCCTCA 251

Ai04B12705 Araip.B04 12705 p2 (AT)9 18 51747902 51747919 TGAGGGTTCAATAGCTCATCA AGTGGTGGAATCTCATGCAA 272

Ai04B12709 Araip.B04 12709 p2 (TC)7 14 51778117 51778130 CTACGATTACGCCTCCCTGA AAGAAGCCTTTCCTTCCGTC 271

Ai04B12710 Araip.B04 12710 p2 (TC)7 14 51779803 51779816 TTTTGGCTGCCTTTGCTACT CACCTGGGGTGATTGGATAC 251

Ai04B12711 Araip.B04 12711 p3 (TCT)7 21 51799687 51799707 CCCAATAAACACCCTTCCCT TTAGAATGTTGGTCGCCCTC 198

Ai04B12713 Araip.B04 12713 p2 (CT)7 14 51802725 51802738 TGCTCTCTCTCTTCTTCGCC TTAGGGAGGAACAATGGCAC 231

Ai04B12718 Araip.B04 12718 c (A)13tatatatcaaaag(A)24(TA)2498 51837328 51837425 GAAAACTTAGGACATTGGTTGAGG GGCATTTTTGTCCCCTTTTT 275

Ai04B12719 Araip.B04 12719 c (A)12caacccggcccctacaattacctcgaaaggacaacgaggcccctatgccaaaaaaaatcaatgtta(T)1088 51843609 51843696 GCCCCTGACAATTACCTCAA CAACGAGATCCCCAAGAAAA 230

Ai04B12721 Araip.B04 12721 c* (GT)8(T)14* 29 51844472 51844500 AAAAGTGAATTGAGATGTTTCGC ATGGAGCAGTGGAATTAGCG 247

Ai04B12724 Araip.B04 12724 p5 (TTTTA)5 25 51868714 51868738 CAACTTCCAAAATTCAAAATTCA TGAAGAGAGAGAAATTGAGTAGGAA 280

Ai04B12727 Araip.B04 12727 p3 (GAA)6 18 51880799 51880816 CCATTAGGATGCCGACTTGT AAATGGCCGAACCTTAACCT 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12728 Araip.B04 12728 p3 (AAT)10 30 51883134 51883163 CAGGGTCCTTTCAGGTTCTG CTTCCACTCACACAGGGACC 164

Ai04B12731 Araip.B04 12731 p2 (TA)7 14 51891627 51891640 GGCATTTTTGTCCCCTTTTT TCGATTTTGGGAAGGTTGAG 220

Ai04B12732 Araip.B04 12732 p3 (TTA)5 15 51894294 51894308 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 192

Ai04B12734 Araip.B04 12734 p4 (ATTT)6 24 51897174 51897197 GGTCGATTTGTACCATTGGC CGCAGCAGATTGAGCTAGTG 264

Ai04B12735 Araip.B04 12735 p2 (AT)29 58 51904035 51904092 TCCAGAATATTTTTCTAATCACAATCA TAAAATGTGGGGAGGTCAGC 266

Ai04B12738 Araip.B04 12738 c (T)10acaattttcatgatttcatccataatttcttgcataaacatgttacaaatcatcatctttcaatttcaatttc(A)1295 51932853 51932947 GCGTTTAATGCCAGGATTGT TGATGATTTGGAAAAGATTTGAA 245

Ai04B12739 Araip.B04 12739 p2 (AT)6 12 51944811 51944822 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 253

Ai04B12748 Araip.B04 12748 c (ATAC)5aaatcattttcaaaacaaattatcaacaaaaaata(AT)17aa(AT)7105 52019893 52019997 AACCTGGAGTAACTGGTGGC TTATGACGCAGATGGCTATGA 269

Ai04B12751 Araip.B04 12751 p3 (CTC)5 15 52064542 52064556 ATCAAAAGAATGCCCCTTCC TTTCTGGTGGATCTGAGGGT 133

Ai04B12752 Araip.B04 12752 p2 (GA)6 12 52073688 52073699 GGAGGGAAGAAGAAAAGAAAAA TAGCACAAAACGAGTCACGC 279

Ai04B12753 Araip.B04 12753 c (C)12tccccc(T)10 28 52074365 52074392 TCTTACTCACCTGCCACACG AAGCAAAGTGCTAGGTGGGA 206

Ai04B12757 Araip.B04 12757 p4 (TTAT)5 20 52091518 52091537 AAAATCCCTTCCCCCTTTTT CAAGAGGAAGAGAGGGTTCG 226

Ai04B12760 Araip.B04 12760 c (TC)12tttctccccttcccctctttctcccccttcccctctctctctcctcttctctttattttctctctcccatttttctctctcctcctttctttcttt(TC)6cctcctctcta(TC)6155 52113951 52114105 TTTCTCTCCCCCTCCTCTTC AGGGGAGAAATATGGGAAGG 205

Ai04B12761 Araip.B04 12761 p2 (TC)7 14 52114324 52114337 CTTACTCCCCATGCGCTCT GGAGGCGAAGATAGAGGAGG 243

Ai04B12762 Araip.B04 12762 c (GA)8aagaaagagagagagaaagagagaaagagagagagggggaagg(GA)14aagagagagagaagggggagaaagagg(GA)6agcg(GA)7144 52114878 52115021 AGGAAGGGGAGAAAGAGGG TCTCTCTCTCATTCATTTTTCTCTTTA 226

Ai04B12763 Araip.B04 12763 c (AG)24gatggggagagagaaaaggagaggataaagaggaggaggagaaaggggaaaat(GA)12125 52115149 52115273 AAGGGAGAGAGGGGGAAGA CCTCCAATCTCTCTTTTTCCCTA 245

Ai04B12764 Araip.B04 12764 p2 (CT)8 16 52133455 52133470 TCTTTTCAAAATTGGTTTCAACT GTAGCTTTCGAAAAAGGGGG 129

Ai04B12765 Araip.B04 12765 p2 (CT)6 12 52133656 52133667 CCTTCTCCCTCATCTCCCTC TTCTTGTCCTTGCTCCTGCT 224

Ai04B12770 Araip.B04 12770 c (T)12gccattttc(T)10c(T)1042 52162106 52162147 TTGGCTTTTTCTGCTTGCTT TGCGTTGGAAAGTAGACATCC 273

Ai04B12771 Araip.B04 12771 p3 (TTA)8 24 52165971 52165994 CCTTTTTCATGTTCACTCATGC TGCTTTGGGTGTTCATTGAG 242

Ai04B12773 Araip.B04 12773 p5 (AAAAT)5 25 52174818 52174842 AGAAAGAGATGAGGGGGACA TTTCGAAAATCACTAACCTCTTTTT 190

Ai04B12777 Araip.B04 12777 p2 (TA)6 12 52192427 52192438 ATCAATGCACATGGGACAAA TTTTCAGGGTTGTAATGGGG 221

Ai04B12778 Araip.B04 12778 p3 (AAT)5 15 52212661 52212675 GGTTCAGGATTTGCTTCAACA ACCCCATCCTCCTCTGAGTT 182

Ai04B12783 Araip.B04 12783 p3 (TTA)22 66 52251620 52251685 CAACTTGTTTGGAGGCCCTA CGTTCTGAATCCTGACACCA 247

Ai04B12784 Araip.B04 12784 p2 (AG)8 16 52254434 52254449 GTCAGCCCTAAGTGCAGGTC AAAACCGAAGAAGCAACCCT 203

Ai04B12785 Araip.B04 12785 p3 (ATG)5 15 52257629 52257643 TCCCCTCATTTCTTTTTCACA TAAGTGTGGGGGAATTTTGG 263

Ai04B12791 Araip.B04 12791 p2 (CT)6 12 52286890 52286901 TTTTTGTTTGTTTCTAACCTTTTTCA GATTTTAGCAGCTTGCACCC 224

Ai04B12793 Araip.B04 12793 p2 (TA)7 14 52314197 52314210 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai04B12794 Araip.B04 12794 c (AT)10(AG)11 42 52326921 52326962 TGAACTTGACATTTGGGGTG GGGAACTTTGGGTGATGAGA 203

Ai04B12795 Araip.B04 12795 p2 (TA)9 18 52334347 52334364 TTATCCGCTCATCAACAGGTC TCATTCAGTCATCCAGCCTTT 141

Ai04B12796 Araip.B04 12796 p4 (AATA)5 20 52338083 52338102 TTTCTCTATTAAATCCTGTGCCAA CCATGATGGAGAAAGGGAGA 156

Ai04B12805 Araip.B04 12805 p2 (CT)7 14 52386196 52386209 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 252

Ai04B12807 Araip.B04 12807 p2 (AG)9 18 52392027 52392044 GGGAAACCTTTTGGGAACAT TTGCATTGGGGAATTTCTTT 196

Ai04B12808 Araip.B04 12808 p2 (TC)8 16 52393064 52393079 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 258
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Ai04B12809 Araip.B04 12809 p2 (TA)8 16 52404406 52404421 AGTAGTAGCATCGAGGGCGA CAACCAACAACTGAGATGCAA 258

Ai04B12810 Araip.B04 12810 c (TA)6ttctttaaaaaaaattaa(AT)1254 52405180 52405233 TTGATTTTGGGGAAAGTTGG GGCATTTTGTCCCCTTTTTA 210

Ai04B12811 Araip.B04 12811 c (TA)6ttctttaaaaaaaattaa(AT)1254 52406138 52406191 GAAAAATCTTGGGAATTGGG CACAGATGTGCATTGGCTCT 188

Ai04B12812 Araip.B04 12812 p2 (GC)6 12 52407302 52407313 CAATGATGTGCATTTTGTGATG ATTGGCAGAAGTTGGCAGAT 142

Ai04B12816 Araip.B04 12816 c (T)10ataatctaaaaaatgaagaattcagtgttaatatgaatgtgatgcaaaactccaggttc(AATAA)594 52482868 52482961 TCTCCCTTCTCCTTGTGACG GTGCTAGGTGGGAGACAACC 227

Ai04B12818 Araip.B04 12818 p2 (CT)6 12 52498126 52498137 GGAACATTGAACCTGAAACTCA TCAAGCTCAGAAAACGCAGA 211

Ai04B12819 Araip.B04 12819 p2 (GA)6 12 52499219 52499230 ACCAGAGAGTGAGAGGGGGT GGTTGGGAGTACGAACAGGA 276

Ai04B12821 Araip.B04 12821 p2 (TA)9 18 52507131 52507148 AGCGAGGGAGGGACATAAAC CAATCCAAATCTCATGCTTCAA 154

Ai04B12823 Araip.B04 12823 c (A)10taggcgaaaaaaaaatag(A)1240 52525633 52525672 TATTTGCATGTGGTGGCAAT TGCTCTTGCCTCTTGGTTTT 237

Ai04B12824 Araip.B04 12824 c (AT)9gcatgcagaaaatt(A)1042 52529150 52529191 TGATCATTCTAATACTTTTGGTTCA TGTAGCCTTAGGTCCCTCATT 254

Ai04B12827 Araip.B04 12827 p2 (CT)6 12 52536774 52536785 TTTCTTAACTTTTTCAAAACCACC AGAATAAGATGGGGGAGGGA 218

Ai04B12828 Araip.B04 12828 p3 (ATT)5 15 52537103 52537117 TGTCTCCCCCTCTTATTCCA GCTGCCATCTCCTCTTCTTG 245

Ai04B12829 Araip.B04 12829 p3 (TTC)6 18 52540254 52540271 CTCTACACTCCTCTTGGCCG AGAATTCTCCGGTCTTGGGT 179

Ai04B12830 Araip.B04 12830 p5 (TTTAT)5 25 52547576 52547600 CGGGGAGTTACAATGGTGTT GGAATTGATATGGATTGCGAA 268

Ai04B12832 Araip.B04 12832 p2 (CT)6 12 52552283 52552294 TGTTTGTTTCTTATCTTTTTCAAAACT GTGAGTGAGGGAGGGATGTT 280

Ai04B12833 Araip.B04 12833 p2 (TC)7 14 52552463 52552476 TTTCGAAAATTACTAACCTTTTTCA TCAGAGAGAGAGGGTTCGGA 166

Ai04B12836 Araip.B04 12836 c (A)10tgattcttgaagcaagaaaaagcagcaaaag(A)1051 52610595 52610645 TGGCTCTTGAAAGAATGGTG AGGCCCTCCTATCCACTGAT 192

Ai04B12841 Araip.B04 12841 p2 (TA)7 14 52662584 52662597 GCATGTCCTCATGCTTAATTG TTTCATGTTCCCTGCTTTCA 243

Ai04B12843 Araip.B04 12843 p3 (AAG)5 15 52694216 52694230 TCTTAAACATGTGCGCTTGC TTTTGGTTGCCCTTTTTCAG 277

Ai04B12847 Araip.B04 12847 p2 (TA)6 12 52719885 52719896 TTCAATTTGTTTGGGGCTAGA TGCGCATAATTCCACCACTA 246

Ai04B12848 Araip.B04 12848 p3 (TTG)5 15 52722301 52722315 TCATGTAGCCAAACCCAACA CCTTGCTTCCTCCCTTCTTT 161

Ai04B12849 Araip.B04 12849 c (T)10cgcctatttttttcttttttcttcttc(T)1047 52729348 52729394 TGGCTTTTTCTGCTTGCTTT TTCGAACAGGCAGAGGAGAT 256

Ai04B12850 Araip.B04 12850 p3 (AAT)5 15 52729719 52729733 CAGGTTCTGGATCTGCTTCC GAGTTTGGACCACTGACGGT 187

Ai04B12856 Araip.B04 12856 c (A)10tgggaaaaagaaaatggaagaggaaaaaaaaactc(T)1257 52737995 52738051 CAAACAAGTCAAGAAGCACCA TTGTGCCTATTCTGTGCCTG 203

Ai04B12859 Araip.B04 12859 p2 (AT)19 38 52742072 52742109 CGTTTGGATTAACAAAGAGAATCA TGCCAGCTTAGGGACTTCAT 265

Ai04B12860 Araip.B04 12860 p3 (ATA)5 15 52748946 52748960 GGTGCTAAGCTGCACCAGTA CTCAGCTTTACGAACCGGAC 176

Ai04B12862 Araip.B04 12862 c (T)10aaatttttttcgaaacaaaggagaaaatttttgaaagatttttgaaaa(T)1169 52784923 52784991 CCAGCCAGGATTCAACAAAT TCGAGTTTGGACAACTGACG 227

Ai04B12864 Araip.B04 12864 c (T)10cgcca(T)11 26 52842433 52842458 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 257

Ai04B12874 Araip.B04 12874 p2 (AG)6 12 52924372 52924383 CCATGATGGAGAAAGGGAGA TCTTTTTCAAAACTTTCTAACCAGC 172

Ai04B12875 Araip.B04 12875 p2 (AG)6 12 52934382 52934393 GCTGGAGAATGGAGGAAACA CATAAGCCAGTTTGGGAACA 268

Ai04B12877 Araip.B04 12877 c* (AT)6(T)15* 26 52943720 52943745 CTGCAGGCGTTTTCTTTAGG TGCATGCATTCATTGTTTTG 233

Ai04B12880 Araip.B04 12880 c (T)10cgcc(T)10 24 52968838 52968861 TGCTCTTGCCTCTTGGTTTT TAAGTGCCAACATGGGACAA 206

Ai04B12881 Araip.B04 12881 p3 (GAA)5 15 52970052 52970066 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai04B12883 Araip.B04 12883 c (A)10ggaggatattttcgaaaatt(AG)744 52982648 52982691 AAGGGGATGAGGGAGAAGAA TGTTTGCCTCTTATCTTTTTCAA 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B12885 Araip.B04 12885 p2 (GC)6 12 52996164 52996175 TCTCGAATACCACAAGCACG TAAACTGATTCGCGCAGATG 231

Ai04B12888 Araip.B04 12888 p2 (GC)6 12 53042075 53042086 GTGCACGTCTCTTATGCGAA CGCTCTAACAAGGAACAGGC 173

Ai04B12890 Araip.B04 12890 p3 (TAA)5 15 53069667 53069681 GAAGAAGGATTCTTGCACGC GAAAACTGCCTTTTCTGCATT 253

Ai04B12892 Araip.B04 12892 p2 (AG)6 12 53085548 53085559 AAGAGAAATGGGGAAATGGG AAAAACAATGCCAAAAAGCG 104

Ai04B12895 Araip.B04 12895 p2 (AT)7 14 53091264 53091277 TGGAAAAATTGGGTTTGGAA TTCACCACTTACTTTGGGGC 229

Ai04B12898 Araip.B04 12898 p2 (TA)6 12 53108178 53108189 AGGTGGAACGTCACCAAAAG GGATTCCGCCCTAGGTAGTC 240

Ai04B12900 Araip.B04 12900 p5 (TTTAT)9 45 53114718 53114762 AATTCCTTATCTTCTCTTACCTAGCTT GGATTTGAAAAAGATATGGGTGA 235

Ai04B12903 Araip.B04 12903 p4 (AAAT)7 28 53145255 53145282 TCCTTTTCAAAACTTCCTAACCA CCAATGGAGGGTATGCAGAT 267

Ai04B12905 Araip.B04 12905 c (T)11attttgcatttggggtaatatattttttttatttttttattttatattttata(T)10gtatccccttatttaattacttaataa(T)10111 53181769 53181879 TTGAATTTTGTCCCATGTGC TGTGGGGAATTTAAGTGGGA 257

Ai04B12906 Araip.B04 12906 p2 (GA)6 12 53186898 53186909 GCCAAACAAATTTAGAACAATCC CCTCATTTCTTCCTCCTCCC 267

Ai04B12908 Araip.B04 12908 p3 (TGT)5 15 53192008 53192022 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai04B12911 Araip.B04 12911 p3 (GAA)5 15 53226077 53226091 AGTGGTCTTGATGGGCTTTG TCCTCTCTACTTGGCCGAAA 262

Ai04B12912 Araip.B04 12912 p2 (AG)7 14 53228351 53228364 ATAGAAGGGGGTGAGGGAGA TTGTTTGCTTCTCATCTTTTTCA 227

Ai04B12916 Araip.B04 12916 p2 (TC)6 12 53273012 53273023 TCCCTTTTCTTCCTCCTTCC TTGCCAAACAAGTCCTTAACAA 266

Ai04B12925 Araip.B04 12925 p5 (AAAAT)5 25 53360555 53360579 TTTGGACAACTGACGGTTCA TGGGCTGGAGTGATTAGTTGA 278

Ai04B12928 Araip.B04 12928 p2 (CT)6 12 53361430 53361441 CGAAAATTCACTTCCCCCTC CTTTATCCTTGCTCCTGCTCA 232

Ai04B12930 Araip.B04 12930 p3 (TTC)5 15 53372821 53372835 ATTTGCTCCACCTCATCTGC AGTGGGGCTTCAACTTCCTT 201

Ai04B12935 Araip.B04 12935 p3 (GAG)5 15 53428251 53428265 CCTATACACGCGAATGGACC ATCAAAAGAATGCCCCTTCC 224

Ai04B12936 Araip.B04 12936 p3 (GAG)5 15 53435584 53435598 CTATACACGCGAACGGACCT ATCAAAAGAATGCCCCTTCC 223

Ai04B12937 Araip.B04 12937 p2 (GT)6 12 53463224 53463235 TTTTTCGCTTGTTTGGTTGTC ATGCAAAAGCAAGGAAGCAT 239

Ai04B12938 Araip.B04 12938 p2 (AT)6 12 53463633 53463644 AGGCATTTTTGGGTGACAAG TGGGATGTCAATGCCCTATT 156

Ai04B12943 Araip.B04 12943 p2 (AG)6 12 53523675 53523686 TCACCGACCTGTATGGATCA TGAACCTGGAATTGAGAAGGA 255

Ai04B12944 Araip.B04 12944 p2 (AG)7 14 53525275 53525288 GGGGGAATCCATTTATTCAAA TTCATAAGCCAATCGGGAAC 247

Ai04B12948 Araip.B04 12948 p2 (AG)7 14 53570064 53570077 GGGGTTCGAATTATGAGTAGAAGA TCCTCTTCAAAACCACCTAACT 278

Ai04B12949 Araip.B04 12949 p3 (CAA)5 15 53582348 53582362 CCAGGACATGGAGGAACACT AGGTGATGAGCTGTGGCTTT 191

Ai04B12951 Araip.B04 12951 p2 (CT)7 14 53600984 53600997 TGTCACCAAAATGTGATGGAA AAGACCAAGGGTTGAAGGGT 174

Ai04B12955 Araip.B04 12955 p2 (CT)6 12 53613242 53613253 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 229

Ai04B12963 Araip.B04 12963 p2 (AT)8 16 53684452 53684467 TTCAATTGTTTGGGTTTGATTT AAATGATACAATCGTGTCCCAA 243

Ai04B12965 Araip.B04 12965 p2 (GA)7 14 53692175 53692188 TTTCCCAGTGAGGGTTTTTG TGCAGAAAATATGCCAACCA 232

Ai04B12968 Araip.B04 12968 p3 (ATA)5 15 53694464 53694478 GACGTTCGGGTGAAGAGAAA TACATGTCATTGTCGCATCG 102

Ai04B12974 Araip.B04 12974 p2 (GA)6 12 53749146 53749157 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 234

Ai04B12976 Araip.B04 12976 p5 (TTATC)5 25 53757027 53757051 GTCGTGGGCTGACCTTCTTA GCCCAAATAGAGGAACACGA 153

Ai04B12977 Araip.B04 12977 p2 (GA)6 12 53768754 53768765 TTGCAACAATCCACAAGCAT TTCTTCCTTCTCCCTTCTTCC 226

Ai04B12979 Araip.B04 12979 p5 (TTATC)5 25 53776048 53776072 CTGGGTGCTCCAGCATATTT AAAGGGCCCAAATAGAGGAA 184
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Ai04B12980 Araip.B04 12980 p5 (TTATC)5 25 53785250 53785274 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 180

Ai04B12981 Araip.B04 12981 p3 (CAA)5 15 53810429 53810443 ATCAAAGGTGGGAAGAGCCT AAGGTGGTTGGTATGGTGGA 234

Ai04B12984 Araip.B04 12984 c (A)10c(AT)8 27 53814064 53814090 CTTGGGACATTGGTTGAGGT AGGGCATTTTTGTTCCCTTT 220

Ai04B12986 Araip.B04 12986 p2 (AG)7 14 53835829 53835842 GCCTTCAGATGTAAAGCAACAA ATTCAGGGGGACACCACTTT 271

Ai04B12988 Araip.B04 12988 p2 (CT)7 14 53839645 53839658 TGTTTGTTTCTTATCTTTTTCAAAACT GGATTTTTGGTGGTGTGAGG 276

Ai04B12989 Araip.B04 12989 p3 (TAT)5 15 53839969 53839983 ACCAAAAATCCGAACCCTCT TTTTTGTCCTTGCTCCTGCT 160

Ai04B12990 Araip.B04 12990 p3 (TCT)6 18 53840872 53840889 ACCCCACAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 259

Ai04B12995 Araip.B04 12995 p4 (TTTA)6 24 53868612 53868635 GGGTTAGCATATGACCCCAG CCACTTCCTCTCTCCTCATTTTT 192

Ai04B12997 Araip.B04 12997 p5 (AAAAT)6 30 53885599 53885628 CCATGATGGAGAAAGGGAGA CCAATCTCGAGTTTTAAAATCATACC 241

Ai04B13000 Araip.B04 13000 p2 (GA)6 12 53958230 53958241 GGGACGCAATGGTAACTTAAA GCTCGCCAATTTCTAGTTTTT 280

Ai04B13003 Araip.B04 13003 c (AT)6cacgtggccgggttggtcacgcggtcgcatgggtggtgtttttcgcgatatgacgtgatcgcatggggcatgcggtcgcgtcgtgcaaccc(T)11114 53979096 53979209 TCCAGCCCAACTTTCTGTTC TGGTCGCCTCTTTTTCAACT 277

Ai04B13005 Araip.B04 13005 p3 (GAA)6 18 54035853 54035870 CGGTCTTAGGTGCCATCAAT ATATGGCCGAAACCTTACCC 249

Ai04B13007 Araip.B04 13007 p2 (AG)7 14 54038978 54038991 AGAAGGGGATGAGGGAGAAG TGCATGCATTCATTGTTTTG 277

Ai04B13011 Araip.B04 13011 p2 (CT)6 12 54063095 54063106 TTTGTTTGTTCCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 227

Ai04B13018 Araip.B04 13018 p2 (TA)6 12 54081314 54081325 AGTCAATGCACATGGGACAA GGCTAAGGTAAGGGTGAGGG 205

Ai04B13020 Araip.B04 13020 c (AC)14(AT)9 46 54084519 54084564 GTGGTGCCCTCAAAATGAAT TGTGAGGGGTGTGATTTGAA 264

Ai04B13023 Araip.B04 13023 p2 (TA)6 12 54108020 54108031 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai04B13025 Araip.B04 13025 p2 (AT)13 26 54162808 54162833 GTGGTGCCCTCAAAATCAAT TTGCAGATTTGCAGATTTTTATT 177

Ai04B13026 Araip.B04 13026 p3 (CTG)5 15 54166023 54166037 GTGGTGGTAAGGATGCTGCT GCATGCTGCCATTCTCTACA 262

Ai04B13028 Araip.B04 13028 p3 (GAA)5 15 54201440 54201454 GTTGAGGAGCAACTTGACCA TGTAGTAAGTCAATGATACCAAGACA 231

Ai04B13037 Araip.B04 13037 p3 (CAG)5 15 54244880 54244894 GCCTTCAACCTTAACCACGA TAGCCAAATCAAACCAAGCC 278

Ai04B13038 Araip.B04 13038 p2 (CA)9 18 54245424 54245441 GACACAGGTGCACCATCAAC TGGGTTCTGATTTTCTGGTCTT 262

Ai04B13046 Araip.B04 13046 c (A)10tctatgtgcattgataagctatgttttatttttatgtttattt(A)1063 54288594 54288656 CATGGGAAAATTGTGGGAAC TGGGGTAATTTTGTCCCCTT 201

Ai04B13049 Araip.B04 13049 c (CT)8gtgttcgaa(TTC)540 54303374 54303413 CGAATAACTCTCTCTCTCACCTCC CAGGTTCAGGATCAGCTTCA 273

Ai04B13051 Araip.B04 13051 c (A)11gaaaaagaaaaaagtggcgaaaaaatag(A)1049 54308306 54308354 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 249

Ai04B13052 Araip.B04 13052 p2 (CT)6 12 54316051 54316062 GGCCCAGATCCAAGTACAGA TCACTGATCAATTCAAGTGTTGG 251

Ai04B13054 Araip.B04 13054 p2 (CT)6 12 54321795 54321806 CCTTTTTGTCCCAGATCCAA GCAAAGAAACGTAAAACCTGG 208

Ai04B13056 Araip.B04 13056 p2 (AG)7 14 54327675 54327688 CAGGTTCTGGATCAGCTTCA ACATCTTTCCCTCACCCACC 206

Ai04B13057 Araip.B04 13057 p2 (AG)6 12 54327919 54327930 GGTGGGTGAGGGAAAGATGT TTTTGTTTGTTTCTTACCTTTTTCAA 269

Ai04B13060 Araip.B04 13060 p3 (AGC)5 15 54345836 54345850 ATCAGGAGGTTTATGTGGCG TAAGTCGGCTAGGGTGATGG 266

Ai04B13062 Araip.B04 13062 p3 (TTC)5 15 54359409 54359423 TTTTCATTGGGTTAGGGAGC TTTCCAAGGCTCAGAGGAGA 175

Ai04B13067 Araip.B04 13067 p2 (GA)6 12 54401440 54401451 CGGATTTTTGGTGAGTGAGG CGAAAATATCTCCCTCTTTTTCAA 211

Ai04B13070 Araip.B04 13070 p2 (TA)7 14 54410929 54410942 TACCGGTTCAAAACGAAAGG CAGGGTTTAGGGTTGGGTTT 169

Ai04B13074 Araip.B04 13074 p3 (AAG)5 15 54460966 54460980 CGGTCTTAGGTGCCATCAAT CCCAATAAACACCCTTCCCT 272
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Ai04B13077 Araip.B04 13077 p2 (TA)9 18 54473453 54473470 AAAAACAATGCCAAAAAGCG TCATGGAATTGGGTACATGC 269

Ai04B13081 Araip.B04 13081 p2 (AG)6 12 54502267 54502278 CTGGAGAATGGGGAAATCAA TTGAACTTGGAATGAAGAAGAGA 169

Ai04B13082 Araip.B04 13082 p2 (TA)6 12 54510805 54510816 CAGATCACAGCATCGAATGG TTTGATCAAGTGGGCAAGAA 232

Ai04B13085 Araip.B04 13085 p4 (TTAT)5 20 54527225 54527244 TTTCGAAAATCCCTTCCCTC CCAAGAAAAAGAGAGGGTTCG 238

Ai04B13086 Araip.B04 13086 c (A)11gaaaagaaaaatggtg(A)1037 54531895 54531931 TGAAGCAAGAAAAAGCAGTGAA CCTTAGGCCCTCCTATCCAC 228

Ai04B13087 Araip.B04 13087 c (CT)8ttctctctctc(TG)843 54538767 54538809 CGAATACTTTCTCTCTCTCATCTCC CCTTATCCTTGTTCCTGCTCA 267

Ai04B13088 Araip.B04 13088 p2 (CT)6 12 54541788 54541799 CAAAAACCCAACCCCTTCTT CTAGAGGTTTCTCCGGCCTT 277

Ai04B13089 Araip.B04 13089 p2 (AG)6 12 54553998 54554009 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 216

Ai04B13093 Araip.B04 13093 p2 (AC)8 16 54624009 54624024 ATTCACCCAATGTCCCAAGA GCCAATTTGTGCCTATGCTT 165

Ai04B13094 Araip.B04 13094 p5 (AAAAT)5 25 54647725 54647749 GGGAAGGATGGAAGAAAGAAA TCACTAACCTCTTTTTCAAAATTCCT 280

Ai04B13096 Araip.B04 13096 p3 (ATA)5 15 54654722 54654736 TCACCACTCTGCTCAGCAAC CTGTCAGGGAAAATGGGTGT 276

Ai04B13097 Araip.B04 13097 p2 (AG)7 14 54659510 54659523 CGGGAAAACTGAAAATGGAA CTCACTCTTCTCTCCCACCG 175

Ai04B13098 Araip.B04 13098 p2 (GC)6 12 54659789 54659800 GGAGAAGAAGAAGATGGGGG CTCTAAGCCCCTAGCCCAAC 244

Ai04B13099 Araip.B04 13099 p3 (TTA)5 15 54665122 54665136 TCAAAGCACTCTCTATCTTCATGC AAAACGAGAAAGGAGAACAAGG 256

Ai04B13101 Araip.B04 13101 p6 (AAAAAT)5 30 54676447 54676476 TCAAGTCCCTAGTTTACTTTCTTTTT TTGGTGAACCACTACATACTCTTTTT 280

Ai04B13102 Araip.B04 13102 p2 (TA)6 12 54679549 54679560 GATTTTTACGCCGATCTCCA CCCACCATGGTATGATCGTT 269

Ai04B13104 Araip.B04 13104 p3 (AAG)8 24 54709142 54709165 TTGAGCAATGCCAAGAGTTG CCCCTTGTTGCTTTCTCCTT 197

Ai04B13106 Araip.B04 13106 p3 (AGA)6 18 54720607 54720624 GTGGGCTCTCTTGTTTGCTC CACACATCCCTCCATCTCCT 264

Ai04B13107 Araip.B04 13107 p2 (AG)7 14 54721618 54721631 GTGGGTGAGGCAGAGATGTT TTTTTGTTGTTTCTCATCTTTTTCA 268

Ai04B13108 Araip.B04 13108 c (T)10atttttatgattttatgatttttttgtattttcttttaa(T)1059 54722643 54722701 ATGCACATGCAATTGACACC CTATTGAGCCAAGCCTGACC 233

Ai04B13111 Araip.B04 13111 p2 (AT)10 20 54733504 54733523 TGCAAAAGGGTAAACCAAGC GGTGACCATTTCAGACATTCC 274

Ai04B13113 Araip.B04 13113 c (A)10tgattcttgaagcatgaaaaaacagc(A)1652 54751649 54751700 TGGCTCTTGAAAGAATGGTG AGGCCCTCCTATCCACTGAT 192

Ai04B13116 Araip.B04 13116 p3 (AAT)5 15 54763022 54763036 TGGGGAACTTTATGGGAACA TCATCCCATGTGCATTGATT 242

Ai04B13120 Araip.B04 13120 p5 (TTATC)5 25 54798795 54798819 GTCGTGGGCTGACCTTCTTA AAAGGGCCCAAATAGAGGAA 158

Ai04B13121 Araip.B04 13121 p5 (TTATC)5 25 54813069 54813093 GCCGGAGCTATCATATCCAA AAGATAAGCTGACCCCACCC 258

Ai04B13123 Araip.B04 13123 p2 (TA)9 18 54829833 54829850 TTGAACTTCACCTTGGGACA CATTTGATTTTGGGAGAGTGC 191

Ai04B13128 Araip.B04 13128 p2 (GT)6 12 54861550 54861561 GGCCCGATATTTAGAACCGT CCCGAGTTATATGGCCTCAA 153

Ai04B13129 Araip.B04 13129 p2 (GA)10 20 54864442 54864461 AACTGGGTGTGAAGGGGAAT AACCAGCCTAACCAGGGACT 100

Ai04B13131 Araip.B04 13131 p3 (AAG)6 18 54870868 54870885 TTTGCTTCTCTTTTGTGGAGG AGGAGTAGCAGCAGCACCAT 112

Ai04B13135 Araip.B04 13135 p5 (AAAAT)6 30 54911662 54911691 TGAACTAAGGTGCAAAATGCAG TTTTAAGTGTGGGGAGGTCG 215

Ai04B13137 Araip.B04 13137 p2 (CT)7 14 54917000 54917013 TGTTTGCTTCTCATCATTTTCAA AGAAGGGGATGAGGGAGAAG 226

Ai04B13140 Araip.B04 13140 p3 (TTC)5 15 54919248 54919262 TCCTCTCTACTTGGCCGAAA CGGTCTTAGGTGCCATCAAT 167

Ai04B13142 Araip.B04 13142 p2 (CT)7 14 54923740 54923753 TTTTGTGCTAAACGCACACC GCCACCATAACAGGAAGCTC 248

Ai04B13144 Araip.B04 13144 p2 (AG)8 16 54945571 54945586 GGTTCTGGATCTGCTTCACC ACCCACCAAAAATCCGAACT 195
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Ai04B13145 Araip.B04 13145 p2 (AG)8 16 54945815 54945830 AGTTCGGATTTTTGGTGGGT TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai04B13154 Araip.B04 13154 p3 (CTT)7 21 54992996 54993016 CTTTGGGGGACTTTTGACAC AGCTCCTCCCCCTAATGAAA 238

Ai04B13155 Araip.B04 13155 c (GC)6actgcgcgcttgggcgccgatgcccgc(T)1554 54994189 54994242 GGCATAACTCTCGGGTTTGA GGTTGTTTGTTGCATTCATGTT 280

Ai04B13159 Araip.B04 13159 p3 (TTC)6 18 55003536 55003553 TGCTCTTTTCCTTTGCTGCT TTGAGCAATGCCAAGAGTTG 199

Ai04B13161 Araip.B04 13161 p3 (AGA)7 21 55020113 55020133 TTTAGAATGTTGCTCGCCCT TCAACATCTCTTTCCCACCC 129

Ai04B13162 Araip.B04 13162 p2 (AT)18 36 55026647 55026682 GTTTGGGAGAGTTGGGAACA TTGTCCCCTTTTTATTGCTTG 253

Ai04B13167 Araip.B04 13167 p2 (TC)10 20 55045486 55045505 TCTTTTAGTTTCTTGTTAGTCAAGTCA GAAAAAGTGGTTAGTGGTTTTCG 246

Ai04B13168 Araip.B04 13168 p2 (CT)6 12 55047477 55047488 TCCCCAAAAACCCATCATAA ATGGAAGGTGGTAAGGAGGG 139

Ai04B13171 Araip.B04 13171 p2 (AT)6 12 55088760 55088771 TGCTCATCTGAGAATGCACC ATTTGGATGTCGATGCCCTA 198

Ai04B13173 Araip.B04 13173 c (T)11gctac(T)10 26 55118492 55118517 TTGCTCTTGCCTTTTGGTTT TGTGGTGGCATTGCTTTTAC 267

Ai04B13178 Araip.B04 13178 p3 (TCT)5 15 55172955 55172969 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai04B13184 Araip.B04 13184 p2 (CT)7 14 55232929 55232942 TGTTTTCCATTCAAACACGC GAAAAAGAGGGAGGATATTTTCG 166

Ai04B13185 Araip.B04 13185 p2 (CT)14 28 55247194 55247221 CTGTCTGTCGCACCATCAAG GCAGCCCAGTTTCTTTCAGA 266

Ai04B13190 Araip.B04 13190 c (TA)6cagaaaat(A)10taatgagggacctaaggctacacttatatagagtagctatagtatacc(A)1189 55270455 55270543 GAATGTATTTGCTTTGTTTTGCT TCACCTGTAAAGCGTAGCCA 267

Ai04B13191 Araip.B04 13191 p2 (CT)6 12 55271909 55271920 CGGCTACTTTCACTCCCAAA GGTGGTCATGCTTAATGGCT 224

Ai04B13194 Araip.B04 13194 p3 (AGA)5 15 55290164 55290178 AAAGGTTTGCTCGTCCTCAA CCCCCAAATTCAAAATCCTT 224

Ai04B13196 Araip.B04 13196 p2 (CT)6 12 55301661 55301672 CCCTGTTTACCCACCCTGT TGAAATGAGGATGTTAAAAGAAAGTT 278

Ai04B13198 Araip.B04 13198 p3 (AGA)7 21 55327422 55327442 AGGTTTCTCTGGCCTCAGGT GGTCATCCCTTCTGTTTCCA 259

Ai04B13199 Araip.B04 13199 p2 (AG)7 14 55329107 55329120 TTGAGCTTCTGCAGGTGTTTT AACATCTCTCCCTCACCCAC 228

Ai04B13209 Araip.B04 13209 p2 (AT)11 22 55357019 55357040 GAGAAAGGAAGATGATGCGG TTTCGAAAATCCTCACCCAC 212

Ai04B13212 Araip.B04 13212 c (TA)8ttttttcattttcttttg(T)1044 55368091 55368134 TGGGACATTTTGTTCCCTTT GTGGAAAAAGTGGGTTTGGA 238

Ai04B13215 Araip.B04 13215 c (A)11cc(A)10 23 55384246 55384268 TTCAATTTCGTTTTTCCCAAA GCAAATTGAAAATGCACATGA 279

Ai04B13221 Araip.B04 13221 c* (A)11(AG)6* 22 55457797 55457818 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 159

Ai04B13224 Araip.B04 13224 p2 (AG)7 14 55481400 55481413 AGGGAGATGAGGGAGAAGGA TCTTTTCAAAATTGGTTTCAACT 262

Ai04B13227 Araip.B04 13227 p3 (GAA)5 15 55487702 55487716 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai04B13228 Araip.B04 13228 p2 (AG)6 12 55490711 55490722 CCACAGTGTAGAGGTCCCTG CGAAAATATCTTCCCTCTTTTTCA 228

Ai04B13229 Araip.B04 13229 p2 (AG)9 18 55490887 55490904 TGAACTCAGAGAGAGAGAGGAGG TTGATTTTCAAATTTGTTTCAACT 277

Ai04B13233 Araip.B04 13233 p2 (GA)6 12 55511579 55511590 TCGAACACAGAGAGAGGAGGA TCGAAAATCACTAACCACTTTTCA 234

Ai04B13238 Araip.B04 13238 p3 (GAA)5 15 55561349 55561363 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai04B13240 Araip.B04 13240 p2 (AG)7 14 55578998 55579011 TGGGTGAGATGAAGTGTTGG CTTTTTGTTTGTTTCTTATCTTTTTCA 254

Ai04B13242 Araip.B04 13242 c (T)10cacccttgccttttggtttaaagggctattggctttttctgcttactttttctttttc(T)1078 55587725 55587802 TTCACTTGACACCTTCACGC GCAGTGAAAAGCTTGCAGAA 239

Ai04B13245 Araip.B04 13245 c (A)12(CA)14(TA)1060 55607553 55607612 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 258

Ai04B13246 Araip.B04 13246 p3 (TTG)9 27 55611010 55611036 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 251

Ai04B13253 Araip.B04 13253 p4 (CTAA)5 20 55660192 55660211 CAATCAAGGAATCCAACAATGA TCCAACACTTCCAAACACCA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13255 Araip.B04 13255 p2 (GA)6 12 55678552 55678563 GGAGGGAAGGAGAAAAGAAAAA ATTCATATAAGCGCCATCCG 231

Ai04B13257 Araip.B04 13257 p2 (AT)8 16 55709192 55709207 CAAGCAAGTTCATCGAAAAGG TTAAGTGTGGGGAGGTCGTC 264

Ai04B13258 Araip.B04 13258 c (CG)6ccactgccgcgcacgcgccctcagttagcaccttcacgacgcgtcagcgcatctt(GC)679 55723888 55723966 GCCACGATTATGCCAACTTT TAAACTGATTCGCGCAGATG 246

Ai04B13259 Araip.B04 13259 p2 (TA)7 14 55725335 55725348 CGATACTCCGAGTCGTTGCT TGAAATTCAATCAAAGCCCA 268

Ai04B13262 Araip.B04 13262 p2 (TA)7 14 55727881 55727894 TAGGGATGGACCTAGAGGGG CCTTCTGCTCTTCCAGGTTG 279

Ai04B13265 Araip.B04 13265 p2 (TA)16 32 55748944 55748975 AGTATAACAGAATCACAACAGTCCAC GTCATGCAAGTGGAGAGCAA 179

Ai04B13268 Araip.B04 13268 p2 (TC)6 12 55765869 55765880 TTTTCAAAAATTCCTCCCCA CAGAGAAGAAGATGGGATTCG 246

Ai04B13269 Araip.B04 13269 p2 (CT)11 22 55768894 55768915 CCTAAATGGAGCAGGGATGA ATTAGGGTTGGGTTTGGGAG 215

Ai04B13271 Araip.B04 13271 p6 (CTTTTT)5 30 55795507 55795536 TGGTTTTAAGGGCTATTGGC GGTGGCAATGCTTTTTGTCT 277

Ai04B13272 Araip.B04 13272 p2 (AT)6 12 55797247 55797258 TTTTCCCTTAGGAGCCATGA GGGGAGTAGGCAATTTCGTT 279

Ai04B13273 Araip.B04 13273 p2 (AG)6 12 55806485 55806496 CCTCGAATTGCATTCACAAA TCATCCATTCATAGGGAGGC 217

Ai04B13274 Araip.B04 13274 p3 (TGT)5 15 55807323 55807337 AGAGAAAGGAGGGTGGTTCG AGCAGAAGCAGAAGCTGGAG 168

Ai04B13276 Araip.B04 13276 p3 (TTA)5 15 55808942 55808956 TGTTGATTAAATGGTATTTTTACCAAA TTTGTGTTAATATTGGGCTGGA 258

Ai04B13278 Araip.B04 13278 c (CT)6caaatttcgaaaatatctctcccctttttcaaaatttcttttaatttattaattatttcaattt(A)1288 55815174 55815261 TTTTTGTTTGTTTCTTAACTTTTTCG GGATGAGAGAGAAGGAGGGAA 235

Ai04B13279 Araip.B04 13279 p3 (TAT)5 15 55815511 55815525 TCATCACCAAATTCGAACCC CAGGTTCTGGATCTGCTTCC 196

Ai04B13283 Araip.B04 13283 p2 (CA)7 14 55865619 55865632 TCAAACCACACCACACACCT GAAGGCGCTCTTTGAGTGAG 211

Ai04B13284 Araip.B04 13284 p2 (CA)6 12 55866137 55866148 TAGGCACTCTGGATTGAGGG AGAGCTCCTCCCCCTAATGA 268

Ai04B13285 Araip.B04 13285 p2 (CA)8 16 55870779 55870794 ACCTAACTTCATCCCCACCC GACGGAGAAGCTCGTTGAAG 100

Ai04B13286 Araip.B04 13286 p2 (TA)15 30 55875425 55875454 AGATACCACCCTCCTCCTCC TGCCAACACGTTTCAATGTT 214

Ai04B13287 Araip.B04 13287 p2 (AC)6 12 55901496 55901507 TCAGAAAGGGAAGTGAAGCC GTGTTGCCCTAGCCCCTAAT 153

Ai04B13289 Araip.B04 13289 c (AT)8(GT)8atagcatgctgttaaaggttcactttac(T)1070 55905730 55905799 TGCACCCCTAACAACTACGA GTTGATGCCTTGTGTTCCCT 251

Ai04B13292 Araip.B04 13292 p3 (AAG)5 15 55933475 55933489 TTGAGCAATGCCAAGAGTTG TTGTCGTGCTCTTTCCCTTT 202

Ai04B13298 Araip.B04 13298 p2 (GA)8 16 55991669 55991684 AACACAGAGAGAGGGAAAGGG TTCGAAACCCCTAACCATTTT 251

Ai04B13299 Araip.B04 13299 c (T)10gaatttttcgaaaactaaa(T)1039 55992705 55992743 TTAACAGCCAGCCAGGTTTC CCGGGGATTATTCGAGTTTT 226

Ai04B13302 Araip.B04 13302 p2 (TC)6 12 56024609 56024620 CACTTCCTTCCATCCACCTC ACGGGAAGTGGTGAACAGTC 242

Ai04B13303 Araip.B04 13303 p2 (TA)6 12 56029916 56029927 CAGAGAAAAGAAAAACCAGAACA TATAGCTCTGGGTTGCGTCA 150

Ai04B13304 Araip.B04 13304 p4 (ATAG)9 36 56030637 56030672 TCATCTCCTTGCTTGGCTCT CTCATCAACTCCCCCACACT 233

Ai04B13305 Araip.B04 13305 p2 (GA)6 12 56034038 56034049 AAAGTTTCCGAGGGGATGTC GTCCAACTGGCTGACGAAAT 242

Ai04B13314 Araip.B04 13314 p2 (CA)6 12 56133438 56133449 TCCTCTCTTCCTCCTAGCCA TTGTCCCCTGCATTTTCAAT 245

Ai04B13318 Araip.B04 13318 p2 (AT)10 20 56154574 56154593 GGAAATTATGGGAACATGGG TGGGGTAATTTTGTCCCCTT 187

Ai04B13319 Araip.B04 13319 p3 (GAA)5 15 56166322 56166336 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai04B13320 Araip.B04 13320 p3 (ATT)5 15 56169146 56169160 AAATTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ai04B13321 Araip.B04 13321 p2 (GA)6 12 56169504 56169515 TCCAAACAGAAGGGTGAGGA CCCTCCTTTTTCAAAATTCG 212

Ai04B13324 Araip.B04 13324 p5 (AAGAT)5 25 56183837 56183861 AATAAAGCGACCGACCTCCT CCTGGGTGCTCCAGTGTATT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13326 Araip.B04 13326 p3 (CAA)5 15 56188162 56188176 AAATCCACCAAATCCACCAG TTCGGATCTTCAAGTGGTCC 216

Ai04B13328 Araip.B04 13328 p2 (TA)8 16 56208021 56208036 TTAAGTGTGGGGAGGTCGTC CAATTAGGGTGTCAATGCCC 170

Ai04B13330 Araip.B04 13330 p2 (CT)6 12 56216152 56216163 TTTTTCAAAATAAGTTTCAATCACA AAAAGAGGGAGGTGATTTTCG 205

Ai04B13338 Araip.B04 13338 p3 (GAA)5 15 56253130 56253144 TGGATACGATCCCACTCCTC CTTGTGGAGCATGGTTGTTG 259

Ai04B13340 Araip.B04 13340 p2 (TA)8 16 56267637 56267652 TGCTCTTGCCTCTTGGTTTT GGCTAGTAAATGGGCGTTGA 254

Ai04B13341 Araip.B04 13341 p4 (TTTA)6 24 56271144 56271167 CCAATGGAGGGTATGCAGAT AACCACCTTCTCTCTCTCCTCA 247

Ai04B13344 Araip.B04 13344 c (TA)11ttagttgcttgatgcaacccatagctatatt(TA)1073 56273707 56273779 TCAGAGAAGAGAAAAGAGAAATCAGA CCCAGGTCCTGACCTATTCA 243

Ai04B13348 Araip.B04 13348 c* (GT)6(T)10* 21 56299285 56299305 GGCATGTTTGTGCCTAAGGT ACAACCCACCACGGTATGAT 251

Ai04B13349 Araip.B04 13349 p3 (GAA)5 15 56309394 56309408 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai04B13357 Araip.B04 13357 c (A)13ccaaaaatatttgttgttaaatttgatctttgattgttttagaatgcttatagatgaggagaatgacctgtttttc(A)12101 56405001 56405101 TTGTTGCATTCATGCTTTGA ACCAAGAGTGTGGGATGCAC 256

Ai04B13360 Araip.B04 13360 p2 (AT)10 20 56413359 56413378 GGGACATTGGTTGAGAGGAA GGCATTTTTGTCCCCTTTTT 206

Ai04B13362 Araip.B04 13362 p2 (CT)7 14 56417043 56417056 TCTTTCCCCCTTCTCCTTTC ACAAGCATTTGGTGAGGGAT 231

Ai04B13363 Araip.B04 13363 p3 (ATT)5 15 56417270 56417284 TCATTATCCCTCACCAAATGC CATGGGCTTTTTCACAAACA 150

Ai04B13364 Araip.B04 13364 p2 (AT)7 14 56419731 56419744 GGGAAATTGTGGGAACAAAA AGCCACCCATAATTCCCTTT 279

Ai04B13365 Araip.B04 13365 p3 (TTG)5 15 56430164 56430178 CCAGTTGAATCCCTCTGGAA AAAAGATGGCCAAAGTGGTG 179

Ai04B13366 Araip.B04 13366 p4 (AAAT)5 20 56432694 56432713 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 194

Ai04B13369 Araip.B04 13369 p3 (AAG)6 18 56450232 56450249 CGGTCTTAGGTGCCATCAAT CCTAGTTGGTGCAGGGATGT 219

Ai04B13373 Araip.B04 13373 c (A)13ccaaaaagaattgttgttaaatttgatttttgattgttttagaatgcttatagattaggagaatgccttgtttttc(A)15104 56497747 56497850 TGTTGCATTCATGCCTTGAT GTACCAGGAGTGTGGGATGC 260

Ai04B13374 Araip.B04 13374 p4 (TTTA)6 24 56505223 56505246 AGTTGCCTTGGCATCACTG GGGAGAAGCCAGAGGGTTAG 274

Ai04B13377 Araip.B04 13377 p3 (TTG)5 15 56518431 56518445 TTTGGGTCTTCAAGTGGTCC GGAAAGGCATTGTTGGAGAA 280

Ai04B13384 Araip.B04 13384 p2 (TA)10 20 56545946 56545965 TCTCCCATCTCAATTGTAAAGACA ATGCCATGCAATGCAATCTA 197

Ai04B13385 Araip.B04 13385 p3 (TGA)6 18 56549142 56549159 GAACCACTTGTTCTGAAAGGG CCAGTGGAGGCTGAAGTACC 103

Ai04B13389 Araip.B04 13389 c (AG)8gg(GA)7 32 56596852 56596883 CATTCAAGAGCACGCACAAT TGCTTGAGGACAAGCAATCA 270

Ai04B13390 Araip.B04 13390 p3 (TTA)5 15 56604515 56604529 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 238

Ai04B13392 Araip.B04 13392 p3 (AAT)5 15 56606813 56606827 CAAGCAGATCCTGAACCTGA GTTTGCTCCAATGGTAGGGA 216

Ai04B13393 Araip.B04 13393 p3 (TTC)6 18 56609505 56609522 ATATGGCCGAACCTTAACCC TAGAATATTGCTCGCCCTCG 185

Ai04B13397 Araip.B04 13397 c (T)10cata(T)10 24 56620488 56620511 TTGCTCTTGCCTCTTGGTTT GCAAAGAACAAAGCTTGCAG 102

Ai04B13398 Araip.B04 13398 p3 (AGA)5 15 56627406 56627420 TGCTCATATGAAAAAGAAGAGAACA TTCGAAAATTCTTCTCCCTCA 200

Ai04B13399 Araip.B04 13399 p2 (AG)7 14 56627676 56627689 AAGGAGATGAGGGAGAAGAATTT TTTTTGTTTGCTTCTCATCTTTTT 230

Ai04B13401 Araip.B04 13401 p4 (TTTA)5 20 56644710 56644729 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 261

Ai04B13402 Araip.B04 13402 c* (A)11gagagagaaaaaaaag(A)10(AT)7*50 56646935 56646984 TGTTGGGCTTCTTTATTCATTG GGCATATCTCCCGACCTCTT 276

Ai04B13404 Araip.B04 13404 p2 (CT)7 14 56651950 56651963 TGGCCGGTTAATCTAAGGTG TGTGGTGTGCACCCTTTTTA 143

Ai04B13408 Araip.B04 13408 p2 (CT)17 34 56670742 56670775 ACCACACAAAAGTCCGTTCA TATCAGAGTGGCACAGCCAG 270

Ai04B13409 Araip.B04 13409 p2 (CT)8 16 56676022 56676037 GGCATGACAGTGACGAGCTA AGAGGAAGGAGACAGCACCA 114
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Ai04B13412 Araip.B04 13412 p2 (CA)7 14 56709343 56709356 CAAGGAAACCGTTCGTCAGT TGTGCTAGTGCTCCCAACAG 158

Ai04B13414 Araip.B04 13414 p3 (AAC)5 15 56726631 56726645 TCTTCTGGAAAACTCCGTGTC AGAGCTCAATGGCGTCGTAT 278

Ai04B13418 Araip.B04 13418 p2 (CG)6 12 56766811 56766822 GGCAACTTTGTGCCACTTTT AGAAAAGGGGTTGAGGGAGA 190

Ai04B13419 Araip.B04 13419 p3 (TCT)5 15 56766999 56767013 TCTTTCTCCCTCAACCCCTT GAGTGGCTGGAGACAGTGGT 109

Ai04B13425 Araip.B04 13425 p2 (TC)6 12 56808897 56808908 TCTTCCCTCTTTTTCAAAATTTCTT AGGGGGTTCGAATTTAGGTG 214

Ai04B13426 Araip.B04 13426 p3 (TTC)5 15 56811434 56811448 TCTTCTTGGCCGAATACACC TGGGCTTTTCTTCCTCAATG 257

Ai04B13428 Araip.B04 13428 c (A)10ttaaaaaaa(AT)2263 56816742 56816804 TCCATGTGCATTGATAAGCTG GCATTGGGGTAATTTTGTCC 148

Ai04B13429 Araip.B04 13429 p3 (ATA)6 18 56819640 56819657 CTTATGCTTTGGGCCAGGTA TTGAAGCAAGGTAGACAATGG 275

Ai04B13432 Araip.B04 13432 p2 (TA)6 12 56826939 56826950 GTGTGGGGAAACTGTGGGTA CATTGAGATAATTTTGTCCCCTT 241

Ai04B13433 Araip.B04 13433 p6 (AAAAAT)6 36 56839340 56839375 ACAAAATGCGGAAATGAAGT TCCCTTGCGTATCTTTTTGG 156

Ai04B13436 Araip.B04 13436 p2 (AT)8 16 56864010 56864025 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 251

Ai04B13437 Araip.B04 13437 p3 (TGT)5 15 56869689 56869703 TGCCTTAGGTGAGGTGCTCT AGGGTACAATCAAGGTGGCA 177

Ai04B13438 Araip.B04 13438 p3 (GAA)5 15 56877672 56877686 GCTTTTGTCTTCCCTTTCCC CCTCTCTCCCTCTCCTCCAT 179

Ai04B13439 Araip.B04 13439 p2 (TC)7 14 56878704 56878717 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 219

Ai04B13440 Araip.B04 13440 c (T)11attttaacattaacctggaatcatgcatagcattcatgttaatcactgcatcctgtatttttcagtt(A)1189 56880624 56880712 CCATGGTATGCTCGCTTCTT TGTTCGTTGGATCTGTACGC 271

Ai04B13442 Araip.B04 13442 p2 (TC)6 12 56885509 56885520 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 216

Ai04B13443 Araip.B04 13443 p2 (TA)6 12 56893642 56893653 AAGCAGAGAAATCAGAGCAGAG TAGCTCTGGGTTGCATCAAG 270

Ai04B13449 Araip.B04 13449 p2 (AG)7 14 56947602 56947615 TTTCTGGGCTGTTTTTGACC AAAGGAACATTGAACCTGGAA 239

Ai04B13451 Araip.B04 13451 c (T)10ctctc(T)11 26 56964333 56964358 TGGGGTAATTTTGTCCCCTT AGAAATTGTGGGAACATGGG 225

Ai04B13452 Araip.B04 13452 p4 (TATT)5 20 56973701 56973720 TTTCGAAAATCCCTTCCCTC GAAATTCGAACACCAAGAGGA 238

Ai04B13453 Araip.B04 13453 c (AAT)7aaatattgattattgaagcaagaaaaagcagcag(A)1166 56989147 56989212 CGGTGGCCTTGTATTTACCT TTTGGCCCTCTTAACCATTG 275

Ai04B13455 Araip.B04 13455 p2 (GC)6 12 57011024 57011035 TGAAAAGGGCTAGGAAAGGA CCAGGCATGTGTTCCTCTTT 211

Ai04B13456 Araip.B04 13456 p2 (AC)6 12 57011236 57011247 ACCAAGGAATGAAGGGGAAG CCTCAAATTGAATTGAATGAAAA 276

Ai04B13458 Araip.B04 13458 c (CT)6cccccattaataaggtttttctttttctccttccctccttacttttctattattcttcttatttttatatgtatcttc(T)10100 57020021 57020120 TCCCTTCTTCCTTCTTCCTTC CAATCCACGAGCATATAATGAGA 246

Ai04B13461 Araip.B04 13461 p2 (CT)8 16 57038908 57038923 TCAGTTTCAATGCAAGTCGC GGAGGGAAGGAGAAAAAGAAAA 216

Ai04B13462 Araip.B04 13462 p2 (AT)11 22 57041235 57041256 AACATTCCGTGATCCAACATT TTTGATGACGTTCCACCTGA 248

Ai04B13465 Araip.B04 13465 p2 (AT)11 22 57050124 57050145 CCCCCTTTTCAATCAAAACA TGCACCTTGTCTTTGAGATCAT 210

Ai04B13468 Araip.B04 13468 p2 (AG)6 12 57060387 57060398 TCCACCTGCAGAAGTATCCA TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai04B13470 Araip.B04 13470 c (CT)6aattttcgaaaatatcctccc(T)1043 57068249 57068291 TTGTTTGCTTCTCATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 274

Ai04B13474 Araip.B04 13474 c (AT)14agctctgggttgcatcaagcaacta(AT)14agctctgggttgcatcaagcaacta(AT)6118 57075528 57075645 ACAGAAGCTCTGGGTTGCAT CAGAGAAAAGAAAAACCAGAACA 257

Ai04B13477 Araip.B04 13477 c* (T)10(TA)7* 23 57130217 57130239 AAATTTTGCAGGAGTTCCCC TCAAGGTGGTAAAACCCCAA 261

Ai04B13480 Araip.B04 13480 p2 (AC)6 12 57140336 57140347 GAGGCTTTCTAGCCCCATTT TCCTAGAGAGAAGTGAGAGCTTCC 150

Ai04B13483 Araip.B04 13483 p2 (CT)6 12 57188784 57188795 CAGGCAAAATTATCCAAACCC CTAGCGAAGAAGGGTGAACG 179

Ai04B13488 Araip.B04 13488 p3 (ACC)6 18 57222081 57222098 ACCACCACTATCGCTGAACC TCGCCGGAGAATAGAAGAGA 154
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Ai04B13489 Araip.B04 13489 p2 (AT)6 12 57223593 57223604 AACGCTTAAGTGTGGGAGGA GGAAAAGATGCAAAATGCAA 194

Ai04B13490 Araip.B04 13490 p4 (GAAA)5 20 57237819 57237838 CCGCCACACATACCCTTACT CTCGGATCTCCCTCTTCTCC 151

Ai04B13491 Araip.B04 13491 p2 (AG)6 12 57238175 57238186 AGCAGAGGAGAAAAGGAGGG TCTCCCTTCTCACGCATACA 167

Ai04B13493 Araip.B04 13493 p2 (GA)8 16 57246398 57246413 ACCTTGCAAATGGGAGAAGA GTTATGCGAGTTTTGTGCGA 240

Ai04B13495 Araip.B04 13495 c (ATT)5tgaaaatctttgatatgtgattttgattaag(A)1056 57251162 57251217 TCGCCCTTGTTGCTTTAGTT GATCGTACCAAAAGTAAGGCGT 271

Ai04B13499 Araip.B04 13499 p3 (GAA)5 15 57266348 57266362 AGGTGCCATGGTAATGGAAA ACCTAACCCCTCTCCCTTCA 226

Ai04B13508 Araip.B04 13508 p3 (AGA)6 18 57375415 57375432 CTCTGGCTTTAGGTGCCATC CACCCCACCTACCTTCAAAA 226

Ai04B13510 Araip.B04 13510 p3 (ATA)6 18 57398754 57398771 CTTATGCTTTGGGCCAGGTA TTGAAGCAAGGTAGACAATGG 243

Ai04B13511 Araip.B04 13511 p2 (CA)6 12 57407250 57407261 AAGCCACTTTCTACTTAGAGGGA TGTTTTGTCCCCTGCATCTT 179

Ai04B13512 Araip.B04 13512 p2 (AG)6 12 57425856 57425867 GTGGCCCAGAAAACACAGAT TGAACCTGTGATCGCAAAAG 193

Ai04B13516 Araip.B04 13516 p2 (GA)8 16 57435516 57435531 TCAGCGGTCCAAAATAGAGG TTTGGTGGAATTTCCTCTGC 267

Ai04B13517 Araip.B04 13517 p2 (TA)10 20 57440859 57440878 TTGCCTAATTATTGCCGTGT TTGAATGGGACTTTCCATAACC 261

Ai04B13518 Araip.B04 13518 p3 (CAA)5 15 57453781 57453795 ATCAAACACTTGGGAGGCAC TTTCTTTTGATGCAATTTGAGG 145

Ai04B13522 Araip.B04 13522 p2 (AT)7 14 57478573 57478586 ATTGGCAGGGTTGCTAACAG TTTATACCTATCACAATTGAACATGC 272

Ai04B13524 Araip.B04 13524 p2 (CT)6 12 57512408 57512419 AAAACCCCACCTACCTCACC GTTCGTCCTCGAGCAAAGAG 231

Ai04B13527 Araip.B04 13527 c (G)11aat(A)11 25 57526829 57526853 CTCCTGAAGCTGATTCCACC AATTCATCAATGCACGCAGA 267

Ai04B13529 Araip.B04 13529 p3 (CAA)5 15 57534995 57535009 ATCAAACACTTGGGAGGCAC TGTTTGTAGATCCACTTTTGTTCC 174

Ai04B13541 Araip.B04 13541 p2 (TA)6 12 57644550 57644561 TTTGAATCAATTGGGGTGGT TCGGATTTGCATTTGTAGTTG 259

Ai04B13542 Araip.B04 13542 p3 (TCC)5 15 57644970 57644984 TAGCTGAGGCTGTGGTTGTG TAGTGAACATCGCAAAAGCG 219

Ai04B13544 Araip.B04 13544 p3 (TTC)5 15 57651928 57651942 CACCCACTCTTCCCCATAAA TAGAATATTGGTCGCCCTCG 265

Ai04B13548 Araip.B04 13548 p3 (GTT)5 15 57676879 57676893 TGCATTGACATTAGGGGTGA GAACCACACCCACCTTTCAT 254

Ai04B13551 Araip.B04 13551 p2 (AT)6 12 57718833 57718844 TCCTTCTTTGCATCTGATTGTG TGAGCCTTTAACTCGAAATCGT 280

Ai04B13554 Araip.B04 13554 c (A)10ttag(A)10taggcg(A)1040 57748195 57748234 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTAACCACTGAT 194

Ai04B13555 Araip.B04 13555 c (T)10gccaa(T)10 25 57749887 57749911 ATCAAAGCCTTGGGATCCTT AAGCAAGAAAGGGCAGTGAA 179

Ai04B13556 Araip.B04 13556 c (A)10cacaaaatattttttatttttatgattttataaa(T)1054 57755654 57755707 TGCAATTGACACCAAACTCAA CACTGAAAGTTTGGCTGGCT 215

Ai04B13560 Araip.B04 13560 p2 (TA)6 12 57809730 57809741 TTCACTTTGGGGCATTTTGT TCAAGTTTGGGAGAGTTGGG 227

Ai04B13566 Araip.B04 13566 c (G)10ttcttttgtatccccttttattaaatgctgaaaaataactc(T)1162 57873190 57873251 TCCCATATTTCCCCACTTGT TGGGAAACCTATTGGGAACA 255

Ai04B13567 Araip.B04 13567 c (AT)6cacgcggctgcgtggatcatgcggtcgcgtgggtggtgtttctcgcaatatgacgcgatcgcatggggcatgcggtcgcgtcgtgcacccctttttttt(TA)9129 57877195 57877323 CGCACGATTCCATCCTAACT TTGCTTTCATTTTTCATTTTTCA 267

Ai04B13568 Araip.B04 13568 c (TA)8aaataacaaactatatataaaaaaaacaact(TA)2189 57890187 57890275 CCCTCAGGGAAAATGGAAAT GGGACATAAAAAGTGCACGG 256

Ai04B13574 Araip.B04 13574 p2 (GA)6 12 57952495 57952506 GAATCGGAGAGGAGGGAGAC AGAAACGACGGCTTTAGCAA 136

Ai04B13579 Araip.B04 13579 p2 (AG)6 12 58007873 58007884 AAGAACATTAAACTTGGGATTCAGA CAGAATACACCCCAGCGAAT 231

Ai04B13581 Araip.B04 13581 p2 (AG)6 12 58020341 58020352 GAACATTAAACCTGGGATTCAGA GGCCCAGATCCAAGTACAGA 194

Ai04B13582 Araip.B04 13582 p2 (TC)8 16 58050480 58050495 TAAAGTCTGGGAATGCACCC TGAAAGGGAAGTTTAAAACAAAGAA 179

Ai04B13583 Araip.B04 13583 p2 (TC)10 20 58056951 58056970 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAAGAA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13584 Araip.B04 13584 c (AT)12(GT)14 52 58068114 58068165 TGAGCTTAATTCTTCATTGGGC TCGTGTCGTAAAGCAAAGGTT 276

Ai04B13587 Araip.B04 13587 p4 (TTTG)5 20 58092478 58092497 AGGCTTCACAGGTACGACCA GTGCAATCAGAGACTTGCCA 223

Ai04B13593 Araip.B04 13593 p2 (AC)6 12 58136551 58136562 GTTGTAATGGGGCTAAGGCA GGGGACAAAATTACCCCAAT 243

Ai04B13597 Araip.B04 13597 p3 (GAA)5 15 58156100 58156114 AGTGGTTTTGATGGGCTTTG CTCTACACTCCTCTTGGCCG 267

Ai04B13614 Araip.B04 13614 p2 (TA)12 24 58288103 58288126 TGGTTTATCAACCTCCCCAC TGTTCCCTACTTTCATGAGCTG 278

Ai04B13616 Araip.B04 13616 p3 (CTT)5 15 58296889 58296903 TCCACTCCCTTGTGCTCTTT GAACCTCCATGGGAAAGTCA 191

Ai04B13620 Araip.B04 13620 p2 (TA)7 14 58326425 58326438 TGTTCAGCGTGGAGATGAAG GGGACGTGTATATAAATATAGGGGG 233

Ai04B13626 Araip.B04 13626 p2 (AT)6 12 58336666 58336677 GGGAACAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 245

Ai04B13629 Araip.B04 13629 p2 (AG)9 18 58365355 58365372 CAGGTTCAGGATCAGCTTCA TTCGAATACTCCCTCTCTCTCA 277

Ai04B13633 Araip.B04 13633 p3 (GAA)6 18 58405746 58405763 AGCAATGCCTTTACCACACC ACACCTTATACCCCCTTGGC 133

Ai04B13634 Araip.B04 13634 p2 (GA)7 14 58409067 58409080 GAGAAGAAGAGGGGGTTTGAA CAGGTAACCCTCGGAACAAA 167

Ai04B13645 Araip.B04 13645 p2 (TG)7 14 58472523 58472536 ACCATATTCGGTGTTCGCTC ATGGCCAATAGCAACAAACC 232

Ai04B13648 Araip.B04 13648 c (T)10ctttttt(TA)6 29 58501801 58501829 TGGGGTATTTTGTCCCCTTT GTTTGGGAGAGTTGGGAACA 228

Ai04B13652 Araip.B04 13652 p2 (AT)11 22 58506463 58506484 GAAAGCCGCCAAAATAAACA ATGCTTCCTGCATGGGTATC 278

Ai04B13659 Araip.B04 13659 c (GC)6acagtgcgttggcgcgtcggtgagggtgttagcaaaggacgcgtgcgcatcagtg(GC)679 58566292 58566370 TGGATTGTGGAAGAAGGAGG CTTATGCCAACTTTGTGCCA 257

Ai04B13661 Araip.B04 13661 p3 (TTC)5 15 58569978 58569992 TTCCCACAATATCCGCTAGG ACCTCAGCTTGAGGCAAAAA 194

Ai04B13663 Araip.B04 13663 p2 (TG)6 12 58581450 58581461 AATCTGCAAAGCGAGCAAAT CTCTGGCACTCAATCACCAG 197

Ai04B13665 Araip.B04 13665 p3 (CTT)5 15 58602089 58602103 CCCTCCTCTCTTATGGAGCC AGGCAAAAGAGTGGTTGGTG 119

Ai04B13669 Araip.B04 13669 p3 (TTC)6 18 58623965 58623982 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 200

Ai04B13671 Araip.B04 13671 p2 (TC)12 24 58626786 58626809 TCCCCAAAAATCTTCAATGC GAGAGAGCGAGGGAGTGAGA 242

Ai04B13672 Araip.B04 13672 p2 (CT)10 20 58630662 58630681 ATAGCTGCCCTCTCTCCCTC GCCGAAAAAGAAAGCAACAC 204

Ai04B13676 Araip.B04 13676 p4 (TATT)11 44 58669842 58669885 AACCCCTTCCCTCTTTTTCA CCAAACACAAGGGAGAGGAA 275

Ai04B13680 Araip.B04 13680 c (AT)14aat(TAAA)551 58715655 58715705 GGAACCATGGAAACTTGGGT TGGGGTAATTTTGTCCCCTT 245

Ai04B13685 Araip.B04 13685 p2 (CT)6 12 58752930 58752941 TTCAAAACCACCTAACTAACTCCC TGAAGATGGAAGAAGAGATAGGG 258

Ai04B13686 Araip.B04 13686 p3 (ATT)5 15 58765813 58765827 TGGTTGCTAAGTCAAAGAGGC ATCCTGCAATGGAAGAGGTG 231

Ai04B13691 Araip.B04 13691 p3 (ATT)6 18 58795639 58795656 GCCTCCAAATTTCTGATGGA TGGAAGGATCAACAGAAGCC 220

Ai04B13692 Araip.B04 13692 p2 (GA)6 12 58796986 58796997 AGAGAGAGGGAGAGGGTTCG CGAAAACAACTAACCACTTTTTCA 244

Ai04B13695 Araip.B04 13695 p2 (GT)6 12 58801219 58801230 AAATGCCTCCATTCTCTCCC ACCCTAACCCTTCACCCAAT 200

Ai04B13698 Araip.B04 13698 c (TC)6ccttctctctctcccttctctctctcccccttcctctctctctccctcccttttctcttttc(CT)6ccctccttctctcttcccctcctcctctctctcttctctctcttccctcttccactctctctccctctcttccat(TC)16193 58818084 58818276 AAATGTCCGCGAGACAAAAG AATGGAGAGAAAGAGGGGAAG 279

Ai04B13699 Araip.B04 13699 p2 (CT)6 12 58818408 58818419 TTCCCCTCCTCCTCTCTCTC AAGGAGCGGGAAAAAGAAAG 271

Ai04B13700 Araip.B04 13700 p2 (CT)7 14 58819913 58819926 TGGGATCGACCCTTACTCAC GGAGAGAGGGGGAAAGAGAA 200

Ai04B13701 Araip.B04 13701 p2 (CT)7 14 58820063 58820076 TTCTCTTTCCCCCTCTCTCC CTTCTCCTCCCCTTCTCTCC 246

Ai04B13702 Araip.B04 13702 p2 (GA)17 34 58820545 58820578 AGAGCATGGGAAGAGGAAAA CCCCCTCTCTCTGTCTCTCTC 200

Ai04B13703 Araip.B04 13703 c (GA)6cagagagagggggggagagaaaaggggaaaggagagt(GA)661 58820691 58820751 GAGAGGGAGAGCATGGGAAG TCCCTCTCTCTTCCTCCTTTT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13704 Araip.B04 13704 c (AG)9aaggatagagagagaagggagaaagagaaagagaggggag(GA)670 58820856 58820925 GAAAAGGGGAAAGGAGAGTGA TTCTCCCCCTCCACTTTATTT 250

Ai04B13707 Araip.B04 13707 p2 (TA)15 30 58885747 58885776 GCTGGAATAATGCAACCCTC CCCAAACAGAAAAAGGCAAA 203

Ai04B13708 Araip.B04 13708 p2 (CT)13 26 58886352 58886377 CTGTGGACATGTCATGGGAG CAAACAGCCACAATCACTGG 228

Ai04B13709 Araip.B04 13709 p3 (TTA)17 51 58888933 58888983 GCTGCTTCACAAATGAGCAA ATAGTGACCATGGGGTTCCA 250

Ai04B13710 Araip.B04 13710 p2 (TA)7 14 58889150 58889163 CCATGTAGCCAATCTCACCC CCAAGACAACAAGTGCCTGA 117

Ai04B13711 Araip.B04 13711 p3 (GCA)6 18 58892734 58892751 TTGGCAAAAGAAAGGCAACT GTCAAAGGAGGTGACGGTGT 212

Ai04B13714 Araip.B04 13714 p2 (AT)9 18 58899342 58899359 AAGGTGAAACCAGGAAGCAA TGGAACCCACTTATTCCAGC 222

Ai04B13718 Araip.B04 13718 p2 (AG)6 12 58925502 58925513 GCGTACGCACAAGCTGTAAC CACACGTACGCATGGTCAA 272

Ai04B13720 Araip.B04 13720 p2 (CT)6 12 58952353 58952364 GGAGGCGGTGATAGAAATGA GTCGAGCTAGGTTCACCGTC 124

Ai04B13721 Araip.B04 13721 p2 (TC)6 12 58960763 58960774 AACATTGAACCTGAAATTGAGAAA TCGCAGTGACAAAAATCAGC 277

Ai04B13724 Araip.B04 13724 c (CT)7act(TC)6 29 58974355 58974383 CTCAGTGTTTTCCACCCACA TGAACTCCGTCTTAGATGTTTGA 262

Ai04B13725 Araip.B04 13725 p2 (TC)7 14 58975688 58975701 AAGAGAAACACCCACCAACG TCGCAAGGAAGAGAAGGAGA 207

Ai04B13726 Araip.B04 13726 p2 (GT)7 14 58975834 58975847 TCTCCTTCTCTTCCTTGCGA TGCCCTAATTTTTATCCCCA 136

Ai04B13728 Araip.B04 13728 p2 (CT)14 28 58987493 58987520 AAAATAACACACGAAGGCCG TAGGAGCATTGGAAGCAACA 130

Ai04B13729 Araip.B04 13729 p2 (TA)8 16 58987761 58987776 CGTGGACACATTCTTTTTAGTTTT GCCCAAATCAACGTTTCAGA 277

Ai04B13732 Araip.B04 13732 c (TA)8(T)10 26 59006327 59006352 TTCACTTTGGGGCATTTTGT ATGGGATAAAAAGGGGCAAT 241

Ai04B13733 Araip.B04 13733 c (T)10c(T)10actggggctccccttagtgttcaccactcttattcactcaaccatcatagaattcac(A)1088 59008107 59008194 CCATGCCCATTTCTTCATCT CCATTCCCTTTTAAATTTGCC 265

Ai04B13734 Araip.B04 13734 p4 (ATAA)5 20 59019808 59019827 GGGGATTGTTTGAGTTTGGA GACATGGCTTAACAGCCAGC 251

Ai04B13737 Araip.B04 13737 p2 (CT)9 18 59021531 59021548 TCGAATACTCTCTCTCTCATCTCTTTC TCTTTATCCCTGTTTCTGCTCA 240

Ai04B13742 Araip.B04 13742 p2 (AG)6 12 59040688 59040699 CGTCGCATCTACGAACTTCA GAATCCTAAGAGAGAGGAGAGCG 260

Ai04B13750 Araip.B04 13750 c (TAAA)7aata(T)1042 59134874 59134915 TCCACTCAGCCATTTGTCTCT TTGATCTTAGCCTGGCCTGT 236

Ai04B13759 Araip.B04 13759 p2 (GT)8 16 59215311 59215326 GTAGCTACAAACGATGCGGC CGGGCTAAAAACGCTAACAG 206

Ai04B13761 Araip.B04 13761 p2 (AG)7 14 59226804 59226817 TGGATCCAGTGTTACTCCCA TTTACAGAATACGCCCCCAG 219

Ai04B13762 Araip.B04 13762 p3 (TTC)5 15 59227836 59227850 CATCCACTCTTCCCCAAAAA CCCTCGAGCAAGAGAAGAAA 246

Ai04B13763 Araip.B04 13763 p3 (ACA)5 15 59238639 59238653 GGGTAGAATCAAGGTGGCAA GCCTTAGGTGAGGTGCTCTG 175

Ai04B13765 Araip.B04 13765 p2 (AT)7 14 59245290 59245303 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 249

Ai04B13766 Araip.B04 13766 p2 (CG)6 12 59251853 59251864 GAGTGGCCAGAGATGATGGT TAGTTCTATGCCAGGGGCAC 258

Ai04B13768 Araip.B04 13768 c (A)10tttcacaaaaa(T)1031 59264431 59264461 ATCCTAACGTCAAAATGGCG TGAAGGTCAAGATGAACACGA 236

Ai04B13770 Araip.B04 13770 p6 (TATTTT)6 36 59270386 59270421 CTCCTTCCGGTGATGACACT CAGCAAAAGAACAATGTGCAA 214

Ai04B13771 Araip.B04 13771 p2 (TA)6 12 59280793 59280804 GCCTAGCTACCCAAAATTTCC TGGGTCCCTACTCATGTGAAA 263

Ai04B13778 Araip.B04 13778 p2 (AG)6 12 59366364 59366375 CCCCCTCTTTTCTCCAAAAC TTCCCCTCCTCTCTCTCTCC 218

Ai04B13779 Araip.B04 13779 c (GA)7aaagaaaaatgggg(GA)7a(AG)6gaagacaaagagaggagaaggagagaaagagggg(GA)6agaggaagagtgagaggggaaggagagagagaaagggagagaat(GA)8161 59366596 59366756 AGAGGGGCAGGGGAAAGA TCTCCCTTTCTCTCCTTCCTT 222

Ai04B13780 Araip.B04 13780 p2 (GA)8 16 59366871 59366886 AAGGAGAGAAAGAGGGGGAG TTAGATTTTACATTCTCTTTCTTACCC 246

Ai04B13781 Araip.B04 13781 c (AG)12gaagagggataggg(GA)752 59366989 59367040 GAGAGGGGGAGAAGGAGAGA CCCCCTATCCCTTTCTTTCA 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13785 Araip.B04 13785 p2 (GT)7 14 59406293 59406306 TCACAAGAAACGTGTAGCCG CGGGCTAAAAACGCTAACAG 217

Ai04B13788 Araip.B04 13788 p2 (AG)6 12 59430254 59430265 GGAGGTGAGAGAGTAGAATTTTCG CCACTTGACTTTTTGTTTGATTTT 272

Ai04B13791 Araip.B04 13791 p2 (TA)7 14 59453496 59453509 GGTTTATCAACCTCCCCACA TTTCCATGTTCCCTGCTTTC 274

Ai04B13793 Araip.B04 13793 p3 (AGA)7 21 59473238 59473258 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 128

Ai04B13794 Araip.B04 13794 c (T)10aaaaca(T)11 27 59476473 59476499 TGCAAGCCTCAGTCCAAATA TCGAGTTTGGACAACTGACG 245

Ai04B13797 Araip.B04 13797 p2 (CT)7 14 59511343 59511356 TTGATTTTCAAATTTGTTTCAACT TTGAATGAGATGAGAGAGAAAGAGA 271

Ai04B13798 Araip.B04 13798 p3 (TCT)5 15 59513417 59513431 GCCGAATACACACATCCCTC TCTTGCTTGCTCCATCCTTT 264

Ai04B13800 Araip.B04 13800 p2 (AG)6 12 59526870 59526881 CGCAAATGCATTCATACACA GTGTTCTGCGTGACCTACCA 239

Ai04B13801 Araip.B04 13801 p4 (AAAT)6 24 59538014 59538037 CGGCATTCAAGAGAATCCA CCATGATGGAGAAACAGAGATG 266

Ai04B13804 Araip.B04 13804 p3 (GAA)5 15 59601811 59601825 CGGTCTTAGGTGCCATGAAT TCAAAATCACTTTCCCACCC 277

Ai04B13810 Araip.B04 13810 p2 (AG)6 12 59641629 59641640 ATTGAGGTGGGAATGAACCA GGAGAATTGAAATCAAAACAAGAA 175

Ai04B13814 Araip.B04 13814 p2 (TA)14 28 59650056 59650083 TCCTTCCTTCAATTCGTGCT TGCAAATGCAATAAACAAAAGAA 268

Ai04B13819 Araip.B04 13819 p2 (AG)6 12 59665704 59665715 TTTCTGGGCTGTTTTTGACC CATTGAACCTGTGATGACGAA 208

Ai04B13824 Araip.B04 13824 p2 (CT)7 14 59671918 59671931 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 216

Ai04B13825 Araip.B04 13825 p3 (TTC)5 15 59674404 59674418 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 197

Ai04B13828 Araip.B04 13828 p2 (AG)6 12 59680416 59680427 GCATGGCAGATTTCTTCTCC GGAACATTGAACCTGTGATGAA 235

Ai04B13829 Araip.B04 13829 p2 (AT)6 12 59682832 59682843 CGTGCCGTAAAGTGAAGGAT ATGGACCAATTGTGCTTCGT 207

Ai04B13831 Araip.B04 13831 p2 (AC)6 12 59742061 59742072 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 238

Ai04B13833 Araip.B04 13833 p2 (CT)7 14 59752191 59752204 CCAAATTTTTCTTTTCCCTCC ATTGCAACAATCCACAAGCA 277

Ai04B13838 Araip.B04 13838 p2 (CT)6 12 59788343 59788354 ATGCATCCATTGGGAGAGAG TGAAAGGGAAGCTTAAAACAAA 167

Ai04B13839 Araip.B04 13839 p3 (TTC)5 15 59791616 59791630 TCACGTCACTCCCATTTTCA GGAGAGGGGAGAAGAGAGGA 278

Ai04B13841 Araip.B04 13841 p2 (CT)6 12 59796810 59796821 ATGCATCCATTGGGAGAGAG AAAACCTGGATCGAGAGTCA 138

Ai04B13843 Araip.B04 13843 p2 (AT)7 14 59825707 59825720 AACTTGGGACATGGGTTGAG GGGGTATTTTTGGCCACTTT 226

Ai04B13845 Araip.B04 13845 c (A)10gcg(A)10 23 59852721 59852743 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 188

Ai04B13846 Araip.B04 13846 p2 (AC)6 12 59863452 59863463 CCAATGTGCGACATCGATAA TGCATCCATATGTTTTTGGC 219

Ai04B13847 Araip.B04 13847 c (A)14(TA)22 58 59871281 59871338 TCGAAGCAAGAAAAAGGAGC ACCACTGATGCTCAAAGCCT 275

Ai04B13853 Araip.B04 13853 p2 (TA)7 14 59913852 59913865 CAGAGAAAAGAGAAACCAGAACA TGCACGATCAGACTTTTCCA 207

Ai04B13855 Araip.B04 13855 c (T)10ctttcaaactaaa(AT)635 59928848 59928882 AAACTTTGGGGCCTTTTGTC TAAGTGTGGGGAAGTTTGGG 193

Ai04B13858 Araip.B04 13858 p2 (AC)6 12 59943857 59943868 CTCCCGCCTCCTTTGTTTAT GCAAGCACGCTAGGATGAGT 266

Ai04B13859 Araip.B04 13859 p2 (TA)6 12 59948945 59948956 TTGGCACATAAGGAATAAATCA TTGTTGAGGATTACCAGCCA 157

Ai04B13862 Araip.B04 13862 p2 (GT)8 16 59967410 59967425 GGGGACAAAATTACCCCAAT GTTGTAATGGGGCTAAGGCA 247

Ai04B13865 Araip.B04 13865 c (T)11atgagatagtagttagataggctttatttttatgttttcaggtnnnnnnnnnnnnnnnnnaaaacaaag(TA)10100 59980002 59980101 CCTCTGGTTTGAACGTGCTC TCCAAACTTTGACTCGCACA 235

Ai04B13866 Araip.B04 13866 p2 (GA)13 26 59980701 59980726 GTCACGGGTTGACGAGAAAT GCCATCTCCTCGTGATCTTC 247

Ai04B13867 Araip.B04 13867 c* (GT)9(T)12* 29 59988403 59988431 TGGTTTGAACTGTTGCTTTG GGCGTTCGTTTGGAAAAATA 145



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13869 Araip.B04 13869 c (T)10ctaattatttgaactgttgctttgtattactaatactatgttttttttc(T)1069 59990252 59990320 TTTGAGTGGTATACAATTTCGAATG AGACCCACTAACCACAAGAAAC 170

Ai04B13870 Araip.B04 13870 p2 (AT)6 12 59992432 59992443 TGCATCTATCTAATCACTAAGCCAA GAATGGAAATAAAAAGAGCAGCA 268

Ai04B13876 Araip.B04 13876 c (A)11tttaataaaatcataaaaacc(A)1143 60013991 60014033 TGAAAGCTTGGCTGGCTAGT ACATCATGCATGGGTTTTCG 280

Ai04B13880 Araip.B04 13880 c (A)10tataaagtaatcaaataaagggatacaaaataattccccaaatgc(A)1469 60023386 60023454 GGGGAACCTTATGGGAACAT ATCCCATGTGCATTGCTTTT 227

Ai04B13889 Araip.B04 13889 p2 (GA)6 12 60067595 60067606 TAGTGAGGAGGGGAATGTGG TAAGGGGATTGACCAAGGTG 183

Ai04B13890 Araip.B04 13890 p4 (ACAT)36 144 60080164 60080307 TTTTTGCTTGTTGAAAATTAGGAA AGGGTTTCCCAATTAGGGTC 234

Ai04B13892 Araip.B04 13892 p4 (AATA)5 20 60126809 60126828 CCTCGGGATAGCGTCATTTA GGACAGCTAAAGTCAAGCCG 258

Ai04B13893 Araip.B04 13893 p4 (AATA)5 20 60128037 60128056 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 237

Ai04B13895 Araip.B04 13895 c (A)10cc(A)10 22 60129397 60129418 CTGCCGATGATGAGGCTATT TAAATGACGCTATCCCGAGG 190

Ai04B13914 Araip.B04 13914 c (A)11caaaaacaaaaggaaaaaaaatc(A)1044 60164744 60164787 ATTACGGCTCGCCTTTAGGT CGCTATCTCGAGGAGGACAC 233

Ai04B13918 Araip.B04 13918 c (A)10gggaggagcctgctgaagatgaggccattatggctcgcctttgggtgtcctcctcgggatagcgtcagttatagaacgagggtcagcacaacgt(A)10114 60165868 60165981 ATTACGGCTCGCCTTTAGGT CGCTATCCTGAGGAGGACAC 278

Ai04B13921 Araip.B04 13921 c (A)10gggaaaaaaaccg(A)12ccgaaggagcctgcagaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggttagcacaacgt(A)11141 60166471 60166611 CCTCGGGATAGCGTCATTTA ACACTTAAAGGCGAGCCGTA 274

Ai04B13926 Araip.B04 13926 c (A)12tccagagtagcctgccgaagatgaggccattacggcttccctttaggtgtcctcctcgggatagcgtcatttaaagaaccgtggtcagcacaacgt(A)10118 60167516 60167633 ATTACGGCTCGCCTTTAGGT AATGGCCTCATTTTCAGCAG 227

Ai04B13929 Araip.B04 13929 p5 (AAGAT)5 25 60175199 60175223 AGGCAGTCCAAGCCTACAGA CCTGGGTGCTCCAGTGTATT 148

Ai04B13930 Araip.B04 13930 c (A)10tctggagcagtcgcccaatcccaacatgtgtccaaatacagctttatccaggtgcgcttctcaccgagg(A)1291 60183817 60183907 TTTGATGCAACAAGCGAACT TCTTTTTGGGCCATTGCTAC 205

Ai04B13933 Araip.B04 13933 p2 (AC)6 12 60194324 60194335 TACGCCCGAGTTTGAAATGT CTTTTAGGCCGTCGGTGTAG 244

Ai04B13935 Araip.B04 13935 p2 (AC)8 16 60203857 60203872 CCAATGAAGGCCACAAGAAT GAAGACCCACTCCCAGTGAA 206

Ai04B13940 Araip.B04 13940 p2 (TA)11 22 60220701 60220722 CTTACGTTGGGGCATTTTGT TTGGAAACATTTGGTTTGAGAA 223

Ai04B13941 Araip.B04 13941 p2 (CA)6 12 60226810 60226821 AAGCAAGCAAAGCCCATAAA AGTGTATGAGGGGAGGGGTC 253

Ai04B13942 Araip.B04 13942 p3 (AAG)5 15 60231283 60231297 TGCCATGAGAGCTTTTTCAC TCTCACTCCCAATTACCTCCC 269

Ai04B13945 Araip.B04 13945 p2 (TA)6 12 60255877 60255888 TCGCAGGTCAAAGGAAACTC GGGCATTAATAATCCGGAAA 219

Ai04B13952 Araip.B04 13952 p2 (GA)6 12 60328711 60328722 GTGTTGGAGAAAGAGAGGCG AACGGCGATAGTGATGGAAG 252

Ai04B13954 Araip.B04 13954 p2 (GA)6 12 60340952 60340963 TCATCACTTGTGCAGTTCGG TCAACTTTCCCAAAAATGGC 243

Ai04B13956 Araip.B04 13956 c (TA)6ataacctt(TTA)535 60348848 60348882 AAGGCCTTAGGTGAAAAGGG GAGAACCACGTGAGGGACAT 163

Ai04B13958 Araip.B04 13958 p3 (TAT)5 15 60360356 60360370 TCCATGCCCTGCTTCTAAGT TAATCACGTTGCGTCATGGT 273

Ai04B13960 Araip.B04 13960 p2 (GT)6 12 60374324 60374335 TGTGTGGCTCTGTGGGAGTA GCCCAACACACACTCATCAC 119

Ai04B13963 Araip.B04 13963 p2 (CT)8 16 60399709 60399724 TCAATCACATCTTTTTCAAAATCAA GAAAGAGGGGGAAGGGATTT 195

Ai04B13967 Araip.B04 13967 p2 (AG)6 12 60438827 60438838 AAGGTGCCACTGTCATAGGG GAGCCAGAGCAGTGACAACA 190

Ai04B13968 Araip.B04 13968 c (A)10ccaaaaagatttgttgttgaatttaattttggttatattagaatgcttgtagattaggagagtgccatgtttctttt(A)11gaggggacatccgcgcgctagcgtactgt(GC)6139 60444870 60445008 TTGTTGTTGAGTAGTATTTTGCTTG GTAGGCACAACTTTGGCACA 264

Ai04B13970 Araip.B04 13970 p2 (AT)6 12 60451105 60451116 CCCTTTTTCAATCAAAACACAA CGTTTGTGACCGGTGTTTAC 275

Ai04B13973 Araip.B04 13973 c (TTA)6ctactagaagc(TTA)1059 60458661 60458719 TGGAATTTGGCTTGCTTTTC GGAGCTTCAATGGGAACAGA 162

Ai04B13975 Araip.B04 13975 p2 (GA)7 14 60472648 60472661 AAGACGACTGGGAGTGTTCG TTGGATGGTTCATTGCTTTG 266

Ai04B13978 Araip.B04 13978 p2 (TA)18 36 60481625 60481660 ATTGAAGATACGGCGGACAA TTGGTGTGCTTTTAAAGGGG 193

Ai04B13979 Araip.B04 13979 p2 (GA)6 12 60485184 60485195 AAGGGAAGAGAGAGGTTCGC GGTAGCAATTAACTCCGGCA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B13984 Araip.B04 13984 p3 (TCT)5 15 60527266 60527280 TTGTGTTGGATCGTTTTCCA GCAATGCTTTTACCACACCA 277

Ai04B13988 Araip.B04 13988 p5 (AAAAG)5 25 60536580 60536604 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 232

Ai04B13989 Araip.B04 13989 p2 (CT)6 12 60555213 60555224 GCAGCATCCTGGCTTTTAAC GGTGAGGTAGGTGGGGTTTT 256

Ai04B13991 Araip.B04 13991 p3 (GAA)5 15 60576145 60576159 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai04B13993 Araip.B04 13993 c (A)10gggaggatattttcgaaaatt(AG)745 60578136 60578180 AGAAGGGGATGAGGGAGAAG TTGTTTGCTTCTCATCTTTTTCA 226

Ai04B14000 Araip.B04 14000 p2 (TC)7 14 60681942 60681955 TAAACGCCAGAAAAGGGAGA TGGGGGAGAATGTTATGGAA 219

Ai04B14003 Araip.B04 14003 p3 (TTC)5 15 60715314 60715328 TGTTCATCTCTCCATCCCTCT TGTTGTAGCCGCCTCCTTAG 230

Ai04B14004 Araip.B04 14004 c (T)11ctttttcgccac(T)1134 60717454 60717487 TTGCTCTTGCCTTTTGGTTT ATGTTGATGTGGTGGCATTG 271

Ai04B14005 Araip.B04 14005 p3 (AAT)5 15 60760711 60760725 CCTGCAGAAGTGTCCAGTGA TCTCCCCCTTTTCTTCCACT 273

Ai04B14013 Araip.B04 14013 p2 (AT)7 14 60780514 60780527 ACCCCTTTCATTGGGTTAGG GGAGGACTTGGAGAGCAAGTT 279

Ai04B14015 Araip.B04 14015 p5 (TTATT)7 35 60795097 60795131 TTTCGAAAATCCTTACCCCT CCATGATGGAGAAAGGGAGA 191

Ai04B14020 Araip.B04 14020 p2 (TA)9 18 60820119 60820136 GGGCATTTTTGTCCCTTTTT GGAAACATGGGACATTCGTT 247

Ai04B14022 Araip.B04 14022 p2 (TC)6 12 60840563 60840574 GGACAGCTTGGTTTAGCTGC TGTTGGCTCCTGAAAGAATG 271

Ai04B14026 Araip.B04 14026 p3 (CAA)5 15 60881745 60881759 AAACCCAACAAATCCACCAG TAAGTGGTCCTCCGCCATAG 205

Ai04B14029 Araip.B04 14029 c (A)11ttttcgaaaataaggagcattagatctaaaaattttaagttgtgtgtcttttctgtgtttttctctttcatcataaaattcaaaattc(A)12111 60892575 60892685 CGTGCTCTTGAGTTTTCCTTG AAAAATTTCGAAAAATACTTGGTTT 228

Ai04B14033 Araip.B04 14033 p2 (CT)7 14 60902454 60902467 ATTCTGTGCGATAACAGGGC AAAAGCAACACCGAGAGAGG 260

Ai04B14035 Araip.B04 14035 p4 (TATT)5 20 60920429 60920448 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 203

Ai04B14036 Araip.B04 14036 p2 (GC)6 12 60944798 60944809 GTGGGCATAACTCTCGGGTA AGGGTGTGCAAAAGCAAAGA 131

Ai04B14037 Araip.B04 14037 p2 (CG)6 12 60956980 60956991 GTCCTTGGCCCAGATAGTCA AGTTGTTTGGAAAAACCCCC 203

Ai04B14039 Araip.B04 14039 c (AC)28atac(AT)8 76 60964918 60964993 CCCCTTTTCAATCAAAACACA TTTTGGTTGTTGCACACTCTT 221

Ai04B14041 Araip.B04 14041 c (AC)19(AT)6 50 60971050 60971099 CCCCTTTTCAATCAAAACACA TTTTGGTTGTTGCACACTCTT 175

Ai04B14043 Araip.B04 14043 c (TTAT)5ttaattgaatatttttgg(T)1149 60990731 60990779 TGCATTACATACTCATGCATCAAC GGAACATGGGTTAACAAGGG 279

Ai04B14046 Araip.B04 14046 p2 (AT)7 14 61077808 61077821 AATTCCGCACCAAGTTTTTG GGGACACCAAACTTAATTTCAGA 205

Ai04B14047 Araip.B04 14047 p2 (AT)15 30 61081594 61081623 AAGTGCAAAACACAACCAAGA GCGTTTGCATTTATGTGGTG 216

Ai04B14049 Araip.B04 14049 p5 (TTATT)5 25 61089530 61089554 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 261

Ai04B14050 Araip.B04 14050 p2 (GT)6 12 61094337 61094348 AAAGCATGTTTTGTCCCCTG TGGCTATTTCTTTTTCTCCCC 275

Ai04B14051 Araip.B04 14051 c (A)13gagagcgaaaat(A)1035 61097394 61097428 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 258

Ai04B14061 Araip.B04 14061 c (T)14atcatcatcaccatcttcttc(T)1045 61175557 61175601 TGGTCCATATGAGTGTGGCT GGGATTTAAACAAGAAGAAACTTGA 222

Ai04B14062 Araip.B04 14062 p3 (GAG)6 18 61176617 61176634 GAAGAAGGAGGAGAAACGCA ACGCGCTACTCAACGATTTC 113

Ai04B14063 Araip.B04 14063 p2 (TA)10 20 61179276 61179295 AACATGAAGAAACATCAAATTGC TTTCCTTGTTCCATTGCCTT 132

Ai04B14064 Araip.B04 14064 p2 (TG)9 18 61180486 61180503 AACGGAACGATAGTGATGGC CTTCCCAAACCCTAATTCCC 264

Ai04B14068 Araip.B04 14068 p3 (TTC)5 15 61217388 61217402 CTTCAACGCCGCTTTATCTC TGCCTTGTTTCCAAGACTCC 232

Ai04B14070 Araip.B04 14070 c (TC)9cccctcttttccctgtctcttcccttttgtttctctctctcttctccctc(CT)7ccctcccttctttcttcctatt(TC)9122 61225807 61225928 TTGTCCCATGTGCATTGATT GGAAGGGGGAGAGAGAAAGA 262

Ai04B14073 Araip.B04 14073 c (GA)7tagagagaggaagagggctag(GA)6atgtaagagagg(GA)1691 61226974 61227064 AGGGAGAGAGAGGGAGAGAAA CCCCCTTCCCCTCTTTTT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B14076 Araip.B04 14076 p2 (AT)18 36 61231595 61231630 GACGGAGGAGGAAAAACAAA CACCCCCTACTGATTCCCTT 256

Ai04B14079 Araip.B04 14079 p3 (CAG)5 15 61272989 61273003 ACGATCCCTTTCTTTTTCCC TGCATTCCCAATTCCATTCT 279

Ai04B14081 Araip.B04 14081 c (A)10gagaaaaagaaaattaggatgaaagcaattcttataaacatttaactaagagtgacattgggatttcactaattggaggaagagacacaa(T)10110 61301008 61301117 ATGCACCGATTTAGGGACAC TTTTGTCCAACTGTGGCAAG 270

Ai04B14087 Araip.B04 14087 c (TA)7cacacacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttacatgaataagtaaatacc(TA)8104 61338974 61339077 CCATTCCCAACCCATACACT GGACATAAAGGTGCACAGAGG 259

Ai04B14089 Araip.B04 14089 p2 (AC)35 70 61345886 61345955 GCCAAATGGGTTTAAAATGC CCTTCTCCTCTCAATGCAGC 197

Ai04B14091 Araip.B04 14091 p3 (AGA)5 15 61380128 61380142 ACCCCCTTCCGTTAGTGAAT CCGAATTGGGAAACTCTGAA 244

Ai04B14096 Araip.B04 14096 p3 (CAT)5 15 61433816 61433830 GACTCAGGCTGACCGACTTC GGCAGTGTGAATGCTGCTTA 227

Ai04B14101 Araip.B04 14101 p5 (AAGAT)5 25 61498727 61498751 AACACGACCCAAGTCCAAAG AGTGGTGGTGCTGATCCTTC 279

Ai04B14103 Araip.B04 14103 c (T)12gcca(T)10 26 61530241 61530266 CTTTAGGCCCTCCTTTCCAC TGAAGCAAGAAAAAGCAGCA 203

Ai04B14104 Araip.B04 14104 p2 (AG)6 12 61535110 61535121 GATTTATTCCAGCCGCGTAG GCAAAACCCGAACAAGAAAA 185

Ai04B14106 Araip.B04 14106 p2 (AG)7 14 61537790 61537803 TGGTGAGTGATGTGAGGAGG TTGTTTCCTATCTTTTTCAAAATTACC 277

Ai04B14111 Araip.B04 14111 p3 (CAA)5 15 61589861 61589875 GAATGGGGTGTGAATTGGAC CATCCTCCCTCAGATGGTGT 252

Ai04B14112 Araip.B04 14112 p2 (CT)6 12 61598967 61598978 GGGCACTAGACTGGCGTTTA TGGGATTTGATAGGTGAGGG 267

Ai04B14114 Araip.B04 14114 p5 (AAGAT)5 25 61623397 61623421 AACACGACCCAAGTCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai04B14116 Araip.B04 14116 p2 (TA)9 18 61624178 61624195 GCCTTAAGTTTGCAGGTTCG CTAAGCCTTACCTCATGCCG 193

Ai04B14121 Araip.B04 14121 p2 (TC)9 18 61651579 61651596 AGAAAGGGGAGAAAAGCTGG GAGGGATTTTTGGGGAAGAG 262

Ai04B14122 Araip.B04 14122 p2 (CT)6 12 61666058 61666069 GGAAAATAAAGACATCAACAAGGG GATTTCTGGGCTGATTTGGA 280

Ai04B14123 Araip.B04 14123 p2 (AC)8 16 61668064 61668079 AATGCTAACGGGTTGGACTG AATGATGGGCTCGATGAGAG 239

Ai04B14124 Araip.B04 14124 p2 (TA)7 14 61670949 61670962 GCTTAAACTCCGCAAGCTGT CATGCTGGAAAGCAAAGGTT 229

Ai04B14125 Araip.B04 14125 p3 (TCC)5 15 61673054 61673068 GGCCGTTCGAAAGATAGTCA GCTCGCGAATGGATTTGTAT 155

Ai04B14126 Araip.B04 14126 p2 (CT)6 12 61683825 61683836 GGGCACTAGACTGGCGTTTA ATAGGTGAGGGGTTTTTGGG 258

Ai04B14128 Araip.B04 14128 p3 (GAA)5 15 61703633 61703647 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai04B14134 Araip.B04 14134 p5 (ATTTT)5 25 61734046 61734070 GCATTCTTTTTCCAAAATCTTTTTA CCATGATGGAGAAAAGGGAA 199

Ai04B14141 Araip.B04 14141 p2 (CT)6 12 61796681 61796692 GGAACACTGAACCTGTGATGAA CCCAGATCCAAGTCCAGAAA 197

Ai04B14143 Araip.B04 14143 p3 (GAA)5 15 61830885 61830899 GCTTACCCACCCTTCTTTCC TTCATGGTGGTTGTGTGCTT 227

Ai04B14144 Araip.B04 14144 c (T)10ctttcctcc(T)1130 61833954 61833983 GGTTCAAGCTATTGGTGTCCA AAGTGGTGGTATGTGTGTGATTG 238

Ai04B14146 Araip.B04 14146 p3 (TTC)5 15 61863322 61863336 GAGAGGGGTCTTCGGACTTC CCTCTAGCTTGGGGGCTTAG 278

Ai04B14149 Araip.B04 14149 c (AT)6(GT)8 28 61882051 61882078 TTACTTCTTCCATGGTGGGC TGAAAGGAAAACAAACACATGC 173

Ai04B14152 Araip.B04 14152 c (A)11gtaatatcgtaatcagtttc(A)1041 61887356 61887396 GCTATGGCCACCACAACATT GACAGCAACTGATTTATCTAACTTTTT 221

Ai04B14156 Araip.B04 14156 p3 (TCC)5 15 61906526 61906540 AATTGTGCGTGTCACGTTGT GGAGGAGAAACAAATGCAGC 170

Ai04B14157 Araip.B04 14157 p3 (GAA)5 15 61906745 61906759 GCTGCATTTGTTTCTCCTCC AATTTTCGGTGTATGTGGGC 203

Ai04B14158 Araip.B04 14158 p3 (TTC)6 18 61906943 61906960 AAGCCCACATACACCGAAAA TGCTGCAAAATTACTTGGAAGA 223

Ai04B14160 Araip.B04 14160 p2 (AT)7 14 61917917 61917930 TTCAAATGCACTATGCCTGC AAATATCGGAAATCATTTTCTCAAA 119

Ai04B14162 Araip.B04 14162 p3 (ATT)6 18 61918988 61919005 TGAAAAATTGCCAGGACAAA TGCAAGAAAGAAGAGGAAGAGTTT 249
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Ai04B14164 Araip.B04 14164 p2 (TA)6 12 61920010 61920021 CTTTTGAGCCACTGCAGACA GTGGAGAAAAAGAGCGAACG 273

Ai04B14165 Araip.B04 14165 c (T)10agttgaatgaatgtagattcatactcttttaaataattttatagtattatgtattttttcttcttctttgtttga(T)1196 61921118 61921213 TTTTGGCAAACAAGTAAAAACAAA TTTTTCATCATCGTCATCATCA 263

Ai04B14166 Araip.B04 14166 p3 (AAG)5 15 61921320 61921334 GAATGATGATGATGACGATGATG CCTGAAAGAGGATGAACCTACA 280

Ai04B14167 Araip.B04 14167 c (TTC)7(T)10 31 61921488 61921518 GGAGGAAAAAGAGGAAGTTGG TGCTGCAAAATTACCTGAAAGA 239

Ai04B14168 Araip.B04 14168 c (AGA)10aa(AAG)9gagaaga(AGAAGG)8aggagaagaagaaggagaaggaga(AGG)9165 61921712 61921876 GAAGAAACTTGAGAAGGTAAAACAAAA CTTCTTCCTCCTTCTTCTTCTCC 251

Ai04B14170 Araip.B04 14170 p2 (TA)9 18 61922579 61922596 GAGCCTAGCTAAAACTTAAAACCG TATCGGCAAAGAAGTCACGA 271

Ai04B14173 Araip.B04 14173 p2 (GC)6 12 61936888 61936899 GAAGTGGGCATAACTCTCGG AAAGGAAAAATGGGCACTGA 101

Ai04B14174 Araip.B04 14174 p2 (AC)7 14 61946568 61946581 CCAATGTTCCAAGATTTCCC GATTGAGGCCGTCATTTCAT 222

Ai04B14184 Araip.B04 14184 p2 (GA)6 12 62031874 62031885 TTGCAACAATCCACAAGCAT ATTTTTCCTTTTTCCCTCCTT 279

Ai04B14188 Araip.B04 14188 c (TTC)6ctatatcatttcta(TCT)650 62065065 62065114 TGCGACACACAATTGAAACA TGATGAAGGATGTGAGTGGG 190

Ai04B14195 Araip.B04 14195 p2 (TA)6 12 62125614 62125625 TTGCACATTTTTCTTTTGCTG AAGGTGTGTGGACTGTTGTGA 239

Ai04B14196 Araip.B04 14196 p2 (AG)6 12 62134386 62134397 GGTATTTGGGGAAGGGTGTT ATAAATGGGCACAGAGCTGG 249

Ai04B14197 Araip.B04 14197 c (TTTA)5ttcatttatttttatttttatttaattttttttattaaaacaaaatc(T)1077 62150355 62150431 TGCAATGAATGAAAGTAAGCAA GCATGGATTTGCACCCTATT 241

Ai04B14203 Araip.B04 14203 p3 (TTC)5 15 62181432 62181446 TCGCTCTGCTTCTGGATTTT CAGATAAAGACCGCTTCGGA 239

Ai04B14204 Araip.B04 14204 p2 (TG)7 14 62181660 62181673 ATATGGTGAGATCCGAAGCG TTCATTTTCACCTTTTCGGC 253

Ai04B14205 Araip.B04 14205 p3 (GAA)5 15 62190724 62190738 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai04B14206 Araip.B04 14206 p2 (AG)6 12 62192719 62192730 TGATTTTCGAACATGGTTTTTG CTTTTTGTTTGTTTCTTAACTTTTTCA 184

Ai04B14211 Araip.B04 14211 p3 (AGA)5 15 62201968 62201982 CTTGCCTTCCCTTTCCTCTT CACACATCCCTCCATCTCCT 173

Ai04B14212 Araip.B04 14212 p3 (AAT)5 15 62203573 62203587 CGGAGTCCTTTCAGGTTCTG TCACATCTCAACCCTCCTCA 214

Ai04B14214 Araip.B04 14214 c (AT)6actgtcaactaaaagtgcaaatccaatctaacaatcta(AT)968 62220505 62220572 GTGAATTTCATGTGCCAACG TTTTGGCTTGTTGCATTTTG 234

Ai04B14218 Araip.B04 14218 p3 (AAG)5 15 62249716 62249730 GGAGGAAGAGGAGGAGGAGA ATGTGCCTCTGCTACGCATT 144

Ai04B14221 Araip.B04 14221 c (A)10tatctttccctttttctctctcataaattcgaaaattagatttgactttttc(A)1072 62261093 62261164 TCTTGCATGCATCACATGTTT AAATTGAAAATTTGATTTGACTCAT 209

Ai04B14231 Araip.B04 14231 p4 (AACT)5 20 62311408 62311427 CCCTTTTTAATACTCAGCAGCAA CATCCAACACTGCCAAACAC 177

Ai04B14236 Araip.B04 14236 c (T)10c(T)11 22 62324946 62324967 TGGGGTAATTTTGTCCCCTT GGAAACTATGGGAACATGGG 238

Ai04B14242 Araip.B04 14242 p4 (TTTA)6 24 62382817 62382840 CCATGATGGAAAAAGGGAGA TTTCGAAAATCTTCACCCATC 128

Ai04B14243 Araip.B04 14243 c (TA)7(T)10 24 62388224 62388247 TTTGGGATATTTTGTCCCCTT TTGGGTATGGAAACTTGGGA 217

Ai04B14245 Araip.B04 14245 p3 (AGA)5 15 62404457 62404471 TGCACTTCAGCAATCACAAA GCAGATGTGACAAACGCACT 275

Ai04B14249 Araip.B04 14249 p2 (AG)6 12 62434074 62434085 ATAGGTGAGGGGTTTTTGGG CAGGAATGGGAAAGAAGCTG 234

Ai04B14251 Araip.B04 14251 p2 (AG)6 12 62452776 62452787 ACGTATCAGAAATCGCAGGG TGAACCTGGAACTTGAGAAGAA 243

Ai04B14252 Araip.B04 14252 p2 (AG)6 12 62473687 62473698 ACGTATCAAAAATCGCTGGG TGAACCTGGAACATGAGAAGAA 243

Ai04B14253 Araip.B04 14253 p2 (TC)8 16 62484062 62484077 AATGCCAGAAATGGGAACAG AAGGGTATTTGGGCGAGAGT 259

Ai04B14256 Araip.B04 14256 p2 (AG)7 14 62493688 62493701 CATGGAAAGGGTTCATAAGTCA TGCATCCATTAAGAGGGAGC 243

Ai04B14257 Araip.B04 14257 p2 (GC)6 12 62496290 62496301 TGCTGGCTTTGTTGATTCTG CTCTCGGGTTTCTAGCCTGA 169

Ai04B14258 Araip.B04 14258 p2 (GC)6 12 62496445 62496456 TTCAGGCTAGAAACCCGAGA GACTTCACATAGCCCCATCG 157
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Ai04B14259 Araip.B04 14259 p2 (GC)6 12 62496716 62496727 TGCCTAGGGCACAATACCTC GGAGACAATGGTGGTGGTTT 247

Ai04B14260 Araip.B04 14260 p3 (TCT)5 15 62496835 62496849 TGCATCCTGATCCATTCAAA GGCTGAGGCCTTTAAACACA 178

Ai04B14261 Araip.B04 14261 p4 (ATAA)5 20 62511672 62511691 TGCACTATTCGCAAGGCATA TCAAGCATCTTTGAAAAGGGA 269

Ai04B14266 Araip.B04 14266 p2 (TC)6 12 62547826 62547837 CGTTAAATGCCAGAAATGGG GGGTATTTGGGGGAGAGTGT 197

Ai04B14268 Araip.B04 14268 p3 (TCT)6 18 62557077 62557094 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai04B14270 Araip.B04 14270 p3 (GAA)5 15 62571571 62571585 CTCGAAGGTGGAAGCTTTTG TCTTGGCCGAAACATAAACC 209

Ai04B14272 Araip.B04 14272 c (T)10gaaaataaaacg(A)1032 62576436 62576467 GTGGAAGCCTCAATCCAAAA GTTGCTGGGATTGTTCGAGT 244

Ai04B14274 Araip.B04 14274 p2 (AT)8 16 62593105 62593120 GATCAAATGCGGCTAAGCTC TTAAAGAGGAACATTGAACCAGA 273

Ai04B14280 Araip.B04 14280 p2 (AT)24 48 62644128 62644175 TTGGGAAGCATGCTCATGTA TTGAATTTTGTCCCATGTGC 192

Ai04B14282 Araip.B04 14282 p2 (GC)6 12 62651524 62651535 GCCAACTCTGGTACGAAACC TGGTGGTGGTAGATTGTGGA 280

Ai04B14283 Araip.B04 14283 c (TA)6a(AT)14 41 62666782 62666822 GGAGAATCACTTTGTCTAACCCA GATGGCTTAACCCACGACAC 246

Ai04B14284 Araip.B04 14284 p2 (AT)14 28 62667937 62667964 TGAACCTGAACCCGATTCTC TGCCCCTTTCGTTTAACAAT 191

Ai04B14290 Araip.B04 14290 p2 (CT)7 14 62715907 62715920 TTGATTTTCAAATTTGTTTCAACT AAACTTGCAGTTCTGCTGCAT 208

Ai04B14293 Araip.B04 14293 p3 (AAG)6 18 62728367 62728384 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai04B14295 Araip.B04 14295 p2 (AT)7 14 62738985 62738998 TACTTTGGGGCATTTTGTCC TTTGCATTGATGCCTTCGTA 161

Ai04B14297 Araip.B04 14297 c (TTTA)5tttttatttatttattttattttaa(T)1055 62740516 62740570 GCAAATGCAAATAAAAGAAAACG TAAGCACGCATGACGCTTAC 278

Ai04B14298 Araip.B04 14298 c (TG)9(TA)7 32 62748632 62748663 TTTTTCCCTCGCCTTTATCTT GGCTACGCCACTCTGATAGC 275

Ai04B14299 Araip.B04 14299 c (A)11taaaa(AT)9aaaagaaaagaaaaaatatatatag(A)1069 62755696 62755764 TGGAATTGGGTACATGCTCA GGCATTTTTGTCCCCTTTTT 168

Ai04B14300 Araip.B04 14300 p2 (TA)6 12 62764856 62764867 TTTTCCCTCGCCTTTATCTTT ATCAAAATGTCACGCTTCCG 275

Ai04B14301 Araip.B04 14301 p3 (GTG)5 15 62783665 62783679 ACCTGGTAGGCGTATGAACG CCCCATTCTTCTTCTTTCCC 274

Ai04B14303 Araip.B04 14303 c (A)11gaaagagaaaaaaaagagaaaaagaaaaagaaaaagaag(TA)968 62804361 62804428 GAAACTGTGGGAACATGGGT TTGGGGTAATTTTGTCCCCT 250

Ai04B14304 Araip.B04 14304 p2 (GT)6 12 62804591 62804602 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 231

Ai04B14308 Araip.B04 14308 c (A)10taggcg(A)10 26 62827747 62827772 TGAAGCAAGAGAAAGCAGCA AGCCTTGGGGATCCTTTTTA 163

Ai04B14309 Araip.B04 14309 p5 (TATTT)5 25 62830557 62830581 TTTTGTCCCATGTTCATTGC GGGGAACCTTATGGGAACAT 240

Ai04B14310 Araip.B04 14310 p2 (GA)13 26 62855772 62855797 GGGGGAGAAGAAAAGAAAACC GCGACCGCGTCAATTAGTAT 244

Ai04B14312 Araip.B04 14312 p3 (TGT)5 15 62860886 62860900 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai04B14313 Araip.B04 14313 c (A)10gaaaaaaaggcgaaaaaaaatatagaaagaaaaagaaaaagcaagcagaaaaagccaaaaactcttaaaagcaagagacaagagc(A)12107 62873487 62873593 TGAAGCAAGAAAAAGCAGTGAA GCCGCTTAGGCTAGGATTTT 250

Ai04B14314 Araip.B04 14314 p3 (TTA)5 15 62875048 62875062 TTGCCATGGAAAGGAGTAGG GTAAGAGTCGATCCCACGGA 255

Ai04B14319 Araip.B04 14319 p3 (AAT)5 15 62981103 62981117 CAGGTTCTGGATCTGCTTCC TTGAAAATTATCCCTCCCCC 265

Ai04B14320 Araip.B04 14320 p2 (AG)7 14 62981433 62981446 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTGTGAATCAA 265

Ai04B14323 Araip.B04 14323 p4 (TTTA)5 20 63000624 63000643 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTG 279

Ai04B14329 Araip.B04 14329 p2 (GT)6 12 63046589 63046600 GCAAGGAACACGTAGCCACT AGAAATAGAAAACCGGGCGT 279

Ai04B14333 Araip.B04 14333 p2 (TA)9 18 63082547 63082564 AGTTGGCTTTTTCTTCACCG AAAGGTGGTGAGGCATTACG 236

Ai04B14334 Araip.B04 14334 p2 (AG)13 26 63083432 63083457 GCAGCGTGAGAGCAAGTGTA GGACTAGGGGTGGACATGAA 240
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Ai04B14339 Araip.B04 14339 p2 (AT)7 14 63103599 63103612 CGCCCCAACTATGGTTAAGA GGGACACAACATGACACAGG 232

Ai04B14341 Araip.B04 14341 p3 (TTC)5 15 63107460 63107474 GGTCTGGGGTCAAAATCAAA CCCCTCTCTTCATGGTCATC 250

Ai04B14344 Araip.B04 14344 c (TGTA)5tactttgtccggccttatctttgcaggtcaagtttggagcttgatatctgtatccttggaactctgatcta(TG)8c(GT)7122 63118242 63118363 TCCAGTCTTTTGGGATGTCTC ACACGGAGCCTTGAAGAAGA 247

Ai04B14348 Araip.B04 14348 p3 (CAT)5 15 63137410 63137424 TCCGAGAATTCTGAACTTCCA AATGGAGGAGGCACAAAATG 240

Ai04B14352 Araip.B04 14352 p3 (TTG)7 21 63159067 63159087 ATTCCCGTAGAAATCCAGGC GGCCAGAGCCTACAGAGCTA 193

Ai04B14353 Araip.B04 14353 p2 (TA)6 12 63163686 63163697 TTCACCCTCATTCCAACACA AAATTGACGTTGGAGGCTTG 253

Ai04B14354 Araip.B04 14354 p2 (AT)10 20 63166535 63166554 CCTGGTTCTAACCTGGCTTG TTTAGGGGAAGGGAAGTGCT 278

Ai04B14356 Araip.B04 14356 p4 (AGAA)5 20 63204579 63204598 TCCTTCTTTGATTTGTGCTTG CACAAGCACCACTTTTGCAT 269

Ai04B14358 Araip.B04 14358 p2 (TA)7 14 63208980 63208993 CCTTAGCTTCGCAGGTCAAC ATCGGGTCAATGCAGAAAAG 211

Ai04B14360 Araip.B04 14360 c (A)10gattttagttttcgaaaaattc(A)1143 63229859 63229901 TTTGGACAACTGACGGTTCA AATAGCCAGCCAGGTTTCAA 191

Ai04B14361 Araip.B04 14361 p2 (TC)6 12 63231213 63231224 AATTTCCTTTTCAAATCTTTTTCA TGAAAAAGGGCTTAGTAGTTTTCG 250

Ai04B14363 Araip.B04 14363 c (TTG)6ttttttttgttgttgtta(TTG)1066 63248222 63248287 GCCAAGAGTATGAAATGCCC ATCCGCTCATCAGATGTTCA 252

Ai04B14365 Araip.B04 14365 c (TTG)5(T)14 29 63260069 63260097 TGGACACAAAGTGGGCATAA ACTAGCTTAAACGCCTGCCA 188

Ai04B14371 Araip.B04 14371 p3 (AGA)6 18 63283480 63283497 TCACCCTCGAGCAAAAGAAG CCACAGGATCACCTCAGGAT 268

Ai04B14372 Araip.B04 14372 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaaatc(AG)799 63285679 63285777 GTTCTTGTCCTTGCTCCTGC TCGAAAATCCTTCTCCCTCA 232

Ai04B14373 Araip.B04 14373 p2 (AG)8 16 63286006 63286021 AAAGAGGGAAGGGATTTTCG TTTTATGATTTCTTGTGAATCAAGTC 275

Ai04B14374 Araip.B04 14374 c (T)11gaaaattatttgt(A)1135 63286842 63286876 TCGAAAAATGCAAGATGCAC ATTGAAAGCTTGGCTGGCTA 254

Ai04B14375 Araip.B04 14375 p3 (AGA)7 21 63288985 63289005 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 128

Ai04B14379 Araip.B04 14379 p4 (TAAA)6 24 63305704 63305727 AAGAGAAATTCGAACGCCAA TTTTTGAAAATCCCTTCCCTC 258

Ai04B14381 Araip.B04 14381 c (TTTTA)5tttttc(T)1142 63324082 63324123 TTTTATTCCTTTGGGCCCTC CTGGCTCTTGAAAGAATGACG 279

Ai04B14384 Araip.B04 14384 p2 (TG)6 12 63337952 63337963 GCGATCTCCGTCTCTACCAA AACGTGCCCTTTACTAGCCA 267

Ai04B14385 Araip.B04 14385 p2 (CA)6 12 63339075 63339086 TGCATTGGCCACATAAAAAG GCTAGTGTTTGTGCATGCGT 208

Ai04B14386 Araip.B04 14386 p3 (CAA)5 15 63340534 63340548 TGAAACAAGTGCTCCTGGC TCTCTCTCAATCGAGCTCACA 261

Ai04B14387 Araip.B04 14387 p3 (TGA)6 18 63342970 63342987 AGAAACGAACACCAAATGCC GGGGCTAAGTCTCCTCCATC 151

Ai04B14392 Araip.B04 14392 p2 (AC)23 46 63388715 63388760 GCTTGGGTATTACGACGACTC TTCCCTCGCCTTTAACTTTG 279

Ai04B14393 Araip.B04 14393 p2 (TA)9 18 63392551 63392568 TAGCTGGCCTAAACTCCACG GGTCACGACAATTCAAAGGC 242

Ai04B14394 Araip.B04 14394 p4 (CTTT)5 20 63394089 63394108 GACAATGGCAGTGACACCAC AAATCCCCAAATTGAAACCC 219

Ai04B14395 Araip.B04 14395 p3 (TAT)15 45 63398909 63398953 TGCACTTAACATTGGGGTGA GGGAACTTGGGTTGATGAGA 207

Ai04B14398 Araip.B04 14398 c (T)10gaaacca(AAAAT)542 63425399 63425440 CCATGATGGAGAAAGGGAGA TTCGAAAATCCTTACCCTTTATTTT 182

Ai04B14399 Araip.B04 14399 p2 (TG)10 20 63434439 63434458 GCTCCTGAAGCAAAGTGGTT AAAAACAATGCCAAAAAGCG 226

Ai04B14400 Araip.B04 14400 c (A)10tcaaaaataattttgtgtttcttgtttgagtctagagtcaagttttaagtttggtgtcaattgcatctttttgattttct(A)10100 63436353 63436452 TTTCTTCTTTTTCGTTTTTCCAA CTGGCCAAGAACAACTTGAA 231

Ai04B14401 Araip.B04 14401 p2 (TA)11 22 63450219 63450240 GCTCCTGAAGCAAAGTGGTT CTCCCAATTGTCAATGGCTT 264

Ai04B14403 Araip.B04 14403 c (TG)7ta(TG)9tata(TG)2894 63456915 63457008 CATATGTGTGCGGACTACCG CGGAATAACTTGCGTGTGAA 277

Ai04B14404 Araip.B04 14404 p3 (ATT)5 15 63466015 63466029 TGCGAGCGATTAGTAGGCTT AGCCTTTGTATCGAGTTCGTG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B14408 Araip.B04 14408 p3 (GAA)5 15 63480621 63480635 ACAGGGAAGGAAATGGAACC AGCCCACAACTCAGACCATC 279

Ai04B14411 Araip.B04 14411 p3 (TAT)5 15 63492784 63492798 ATCACCTAATTCGAACCCCC CAGGTTCTGGATCTGCTTCC 194

Ai04B14415 Araip.B04 14415 p2 (AT)12 24 63523608 63523631 CCATGGTATGGTCGCTTCTT TGTTTTTCGCAATATGACGC 228

Ai04B14417 Araip.B04 14417 p2 (TC)7 14 63528839 63528852 GGCCCAGATCCAAGTACAGA CAATGATCAATTCAAGTGCTGG 248

Ai04B14418 Araip.B04 14418 p2 (CT)7 14 63533817 63533830 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGTGAGGAGATGTTGGTGG 270

Ai04B14419 Araip.B04 14419 p3 (TAT)6 18 63534155 63534172 CCCCTTCCTTTCTTCCACTC TATTTTTGGCTGCCATCTCC 254

Ai04B14420 Araip.B04 14420 p3 (TTC)5 15 63536360 63536374 GGAAGACCCTTCCTAGCCAC CGGTCTTAGGTGCCATCAAT 246

Ai04B14423 Araip.B04 14423 p6 (TTAGGA)5 30 63561841 63561870 TTTCTGGGCTGTTTTTGACC AGCAAAGGAACATTGAACCTG 230

Ai04B14424 Araip.B04 14424 c (A)10caaaagagaaaaaaataggc(AT)744 63566878 63566921 TAAGTGTGGGGAAAAGTGGG TACTTTGGGGCATTTTGTCC 235

Ai04B14425 Araip.B04 14425 p2 (TG)6 12 63576458 63576469 CATGAATTACCTCAATTTGCATT TGAAGGGGAAGGCATCATAG 277

Ai04B14427 Araip.B04 14427 p5 (AAGAT)5 25 63585075 63585099 GTCCAATAAAGGGCCCAAAT ATTGCAAGAGACTCCGATGC 266

Ai04B14429 Araip.B04 14429 p2 (AT)9 18 63604429 63604446 TAAGTGTGGGGAAAAGTGGG TACTTTGGGGCATTTTGTCC 233

Ai04B14430 Araip.B04 14430 p2 (TG)6 12 63613984 63613995 GAATGATGAGTGTAACAACAAGGAA TGAAGGGGAAGGCATCATAG 186

Ai04B14432 Araip.B04 14432 p3 (TCT)5 15 63652205 63652219 CGCGTGGATTCGAAAATATAA GCTGGGTGGTGAAGAAGAAA 218

Ai04B14438 Araip.B04 14438 p2 (AT)11 22 63682379 63682400 TAGCTCTGGGTTGCATCAAG CAGAGAAAAGAGAAACCATAACAGA 147

Ai04B14441 Araip.B04 14441 p3 (GAA)5 15 63698061 63698075 TCTTCTTGGCCACAACATCA CTTGGCCGAAACACATCTCT 278

Ai04B14444 Araip.B04 14444 p3 (GAA)5 15 63721777 63721791 CAAGGTAGTGCACGCTTTGA GTGGTTCCGCATCTCCTAAA 212

Ai04B14448 Araip.B04 14448 p3 (CTT)5 15 63732284 63732298 TCTTGACTTTCCCATGGAGG GACAATTTCATGAAGGGCGT 166

Ai04B14453 Araip.B04 14453 p2 (TG)7 14 63757185 63757198 TCACGAGGATGACGACGATA CTTTCCTCAGCCTCTGAACG 238

Ai04B14454 Araip.B04 14454 p2 (TC)11 22 63773658 63773679 GGGATTTTTGGGTCTTCCAT AACCGGCAAGCAAGAGTCTA 270

Ai04B14455 Araip.B04 14455 c (A)11gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaagaaaataaagaattagat(GAA)697 63792538 63792634 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 183

Ai04B14456 Araip.B04 14456 p2 (AG)6 12 63794564 63794575 GAAGGGGATGAGAGGAGGAG CTTCTTATCTTTTCAAAATTTGTTTCA 271

Ai04B14457 Araip.B04 14457 c (T)10caaaaacaaaggagaaattttttaaagatttttgaaaactttttgaaaag(A)1070 63795931 63796000 GTCAGGCTTCAACCTGCTTC TCGAGTTTGGACAACTGACG 199

Ai04B14458 Araip.B04 14458 p2 (TG)9 18 63803252 63803269 TGTTTTTCAGATGCAGGTCG TGAAGTCAAGACTGGTCGGA 267

Ai04B14459 Araip.B04 14459 p3 (GAA)5 15 63820882 63820896 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 275

Ai04B14460 Araip.B04 14460 p3 (AAT)8 24 63824089 63824112 TGCCATCTCCTCTTCCTGTT TCACCAAAAATCCGAACTCC 279

Ai04B14462 Araip.B04 14462 p2 (AG)6 12 63824434 63824445 TGGTGAGTGATGTGAGGAGG TTTCCTATCTTTTTCAAAACCACC 270

Ai04B14465 Araip.B04 14465 p3 (GAA)5 15 63828400 63828414 TTAGAATTTTGCTCGCCCTC CCACTCTCCCCCATAAACCT 260

Ai04B14467 Araip.B04 14467 p3 (CAA)5 15 63832976 63832990 TCGAGCAGATCATAGGGAGG CTTTCCCACACCTTGAGCAT 221

Ai04B14469 Araip.B04 14469 p2 (AG)6 12 63839261 63839272 TGGTGAGTGATGTGAGGAGG TTTCCTATCTTTTTCAAAACCACC 270

Ai04B14470 Araip.B04 14470 c (AT)11c(TG)9 41 63844997 63845037 AGGCGTCTAGGTTGCTGAAG CAAGGCTGGCCAGAGAATAC 227

Ai04B14472 Araip.B04 14472 c (T)10aaatgattttcgaaaaaattaaaagaaaatac(A)1153 63847234 63847286 TATTAAGCCATGCCTGACCC TCGAAAAATGCAAGATGCAC 243

Ai04B14473 Araip.B04 14473 p2 (CT)6 12 63848313 63848324 TGATTTCTTGTGAATCAAATCATTA GAAATTTTTGAATAAGGGGGAA 280

Ai04B14475 Araip.B04 14475 p3 (TCT)5 15 63851076 63851090 ACCCACCTCACCCTCTCTCT TGTCTTCCCTTCCCCTCTTT 234
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Ai04B14477 Araip.B04 14477 p3 (TCT)5 15 63876564 63876578 AAGTCAGGGTATGGGCACAG ACAGTGATTACGAGGGACCG 110

Ai04B14478 Araip.B04 14478 p3 (GAA)5 15 63881151 63881165 CATCCAACCTAATGCCACCT TTCCATTTCCCCTGTCTCTG 263

Ai04B14479 Araip.B04 14479 p3 (GAA)5 15 63903433 63903447 CACTCAAAACAAGGGGCATT CCCTTCCCACACCAAACTTA 225

Ai04B14480 Araip.B04 14480 p2 (TA)6 12 63913622 63913633 CTTTGGGGCATTTTTATCCC CTTGGGACATTGGTTGAGGT 228

Ai04B14482 Araip.B04 14482 c (T)10atttatttttctatttattttatttta(TTTAT)562 63915140 63915201 GCAAATGCAATAAAAGAAAAAGG GCGCGTGGATTGTTTTTACT 273

Ai04B14489 Araip.B04 14489 p2 (AC)6 12 63986976 63986987 CGGATAGATCTCAGCCGGTA GTCCCCGAGCAAAGAAAATC 249

Ai04B14491 Araip.B04 14491 p2 (TA)6 12 63995088 63995099 TAATTCAAGCACGGAACCCT TGTGAAAGGAAATTTCTGGG 177

Ai04B14492 Araip.B04 14492 p2 (AT)11 22 63995329 63995350 CATGCATTGACCCTTAAATTCTT GGGAAATTGTGGAAGCAAAA 234

Ai04B14493 Araip.B04 14493 c (A)11taaattggatcatatccaaaaagatgcaattgccgtgcaggtcagcaccttccgctgcagatt(A)12cctactctaccaaccttataagctataacttctaaaccaccccccacccc(A)11147 64018656 64018802 CATGTGTAAACAAACCCTCTTGA GGCTGGTGATTTGGTAGTGG 234

Ai04B14494 Araip.B04 14494 p2 (TA)10 20 64023081 64023100 CGAGTTATGATTTGAACTTGACG ATGTCGGTGAGCCAAAAATC 250

Ai04B14496 Araip.B04 14496 p3 (ATA)5 15 64023683 64023697 CCAACATCACCTAGTGGGCT CCAGTAACACCATCAATGCCT 279

Ai04B14499 Araip.B04 14499 p2 (AT)6 12 64032280 64032291 GCTCAAATGGCATAGTCTCCT AACGAATATCACATGGATCACAA 233

Ai04B14500 Araip.B04 14500 p2 (CT)6 12 64047243 64047254 TCACCAAAATGTGATGGAAAA AAGACCAAGGGTTGAAGGGT 169

Ai04B14507 Araip.B04 14507 p2 (AT)6 12 64075178 64075189 GCTGGCCATCAAGCTTTAGA TGCAATTGACACCAAACTTAAAA 212

Ai04B14508 Araip.B04 14508 p3 (TCT)7 21 64079531 64079551 ACCCCACAGGATCATCTCAG CGGTCTTAGGTGCCATCAAT 264

Ai04B14509 Araip.B04 14509 p3 (AGA)7 21 64081967 64081987 TAGAATATTGCTCGCCCTCG TCACACCCATCTCCTCTTCC 274

Ai04B14510 Araip.B04 14510 p2 (AG)6 12 64082829 64082840 GAAATTTTTGAAAAGAGGGGAGA TCTTGTGATTTCTTGTGAATCAA 239

Ai04B14515 Araip.B04 14515 p3 (TTC)5 15 64122170 64122184 TTTCATGCTTTGATTTACTTTTCTCT ACTTGGAAGGCGTAAAAGGA 264

Ai04B14516 Araip.B04 14516 c* (A)10(AT)6* 21 64125491 64125511 AAAAGCGGAAGAGAAAGCAA AAGGCTTCTTTTGCCCAACT 178

Ai04B14518 Araip.B04 14518 p3 (ATA)20 60 64126390 64126449 TGCACACATTAATAGTGACCCAT AATGCATGTACCGTGTAGACCT 113

Ai04B14519 Araip.B04 14519 c* (GT)7(GC)8(GCGTGT)11*94 64126996 64127089 TGGCAAAAATTTCACCTAATTG AGTTAGTAGCCCTTAGGTATGAAAAA 225

Ai04B14522 Araip.B04 14522 p2 (AG)7 14 64139735 64139748 GGGATGGAAAGGAGAGGAAG TTGAAGCTCATGTACGACGC 167

Ai04B14523 Araip.B04 14523 p2 (TC)6 12 64148202 64148213 TTTCGAAAATCACTAACCACTTTT AGAGAGGGAGAGAGGGTTCG 245

Ai04B14525 Araip.B04 14525 c (A)11taaaag(A)10 27 64164268 64164294 TGAAGCAAGAAAAAGCAGTGAA TTTAGTCGCTTAGGCCAGGA 206

Ai04B14527 Araip.B04 14527 p3 (AGA)5 15 64173213 64173227 AAACCATCAAGCAAACCAGG TCCAGCCTAAGGCATCTTTG 260

Ai04B14528 Araip.B04 14528 p3 (AGA)5 15 64214332 64214346 TTAGAATGTTGCTCGCCCTC TTTTCCATCCACCACTCACA 105

Ai04B14529 Araip.B04 14529 p3 (AAT)5 15 64216107 64216121 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai04B14530 Araip.B04 14530 c (T)11ctttgttttttttcgccattttc(T)1145 64219424 64219468 CATCAAACCGCTCAGTCTCA TGAAGCAAGAAAAAGCAGTGAA 278

Ai04B14533 Araip.B04 14533 p3 (AGA)6 18 64245519 64245536 GCCATAGACCCTTGATGGAA TCAACATCTCTCTCCCACCC 246

Ai04B14541 Araip.B04 14541 p2 (TA)9 18 64275839 64275856 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 273

Ai04B14543 Araip.B04 14543 p2 (CT)6 12 64284266 64284277 TTCATTTTCAAATTTGTTTCAACT TTAACAGTATCACATATCTGCAAGAA 263

Ai04B14551 Araip.B04 14551 p2 (CT)9 18 64325776 64325793 TCTCTAGCAACCCCTCCGTA ACGACGACTTCAGAGAGGGA 254

Ai04B14552 Araip.B04 14552 p2 (AT)8 16 64328607 64328622 GCATGAAGGGCAAAAGGTACT ATGGGGCCTCTTCTTTGTCT 273

Ai04B14555 Araip.B04 14555 p2 (CT)6 12 64349253 64349264 TTTCTTATCTTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 274
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Ai04B14556 Araip.B04 14556 p2 (CT)7 14 64349492 64349505 CATCTCTTTCTCACCCACCAA GCTAAGAAAGCCGTGACCAG 245

Ai04B14557 Araip.B04 14557 p3 (TCT)7 21 64350818 64350838 TTCAACATCTCTTCCCCACC AGGTTTCTCTGGCCTCAGGT 201

Ai04B14560 Araip.B04 14560 p2 (CT)8 16 64409647 64409662 GTGTTTACACGCCAACATGG AGAGTGGTGGAGGTGATTGG 164

Ai04B14567 Araip.B04 14567 p3 (CTT)5 15 64471669 64471683 TCTTGACTTTCCCATGGAGG TAATTCAATGGGCTTCTGGG 223

Ai04B14571 Araip.B04 14571 p2 (TC)6 12 64504323 64504334 AACTCCTCCCCACTTTTTCAA AGAGAGGGAGAGAGGGTTCG 235

Ai04B14573 Araip.B04 14573 p3 (TAT)5 15 64507933 64507947 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 251

Ai04B14574 Araip.B04 14574 p3 (TTC)5 15 64510174 64510188 GCCCTCCATTCTTCATCAAA CTTCCCTGTCTTCCCTTTCC 241

Ai04B14575 Araip.B04 14575 p2 (CT)7 14 64512574 64512587 AGTCCTTGACCCCTCAGGAT ATTAGGGTTGGGTTTGGGAG 231

Ai04B14577 Araip.B04 14577 p4 (AAAT)6 24 64532434 64532457 TCGAAAATCTTCACCCATTTG GGGTTAGCATATGACCCCAA 177

Ai04B14579 Araip.B04 14579 p3 (ATT)5 15 64544420 64544434 TTGCCATGAAAGGGAGTAGG CCCACGGAGATTGTTGGTAT 240

Ai04B14583 Araip.B04 14583 p3 (ATT)5 15 64551365 64551379 CAAAGCTTGCCATAGAAGGG CCCACGGAGATTGTTGGTAT 246

Ai04B14584 Araip.B04 14584 p2 (GT)6 12 64558531 64558542 TTGAATGCTTTCATGCTTCC TCAAAAGCAAGGAACACACG 261

Ai04B14585 Araip.B04 14585 p2 (AT)6 12 64559270 64559281 TTAAACCGCAATACCGTTCC TGGGCGTAGAAGTTACGAAGA 267

Ai04B14586 Araip.B04 14586 p2 (CT)6 12 64579248 64579259 ACTAACTCCGGCGACCTTCT CTCCTCATCGATCTGCCTGT 184

Ai04B14590 Araip.B04 14590 p6 (AAAAAT)6 36 64598743 64598778 TGAAGGTCAAGATGAACACGA AATCCTGACGTCAAAATGGC 242

Ai04B14595 Araip.B04 14595 p2 (GA)6 12 64644971 64644982 TGGATGTGAGTGGTGAATGG ATGCCTAATTTGGTGCAAGG 196

Ai04B14596 Araip.B04 14596 p2 (AG)6 12 64646365 64646376 AAAAGGGGGAGACATTTTCG TGTGATTTCTCGTGAATCAAGTC 269

Ai04B14597 Araip.B04 14597 p3 (GAA)5 15 64661324 64661338 ACCTCAGCTTGAGGCAAAAA CTTCTTTGCGGTTGCCTAAC 267

Ai04B14598 Araip.B04 14598 c (A)10caaaaaaaac(A)10c(A)1041 64667453 64667493 GGATTTGGGAACATACTCGTG TTTGTCTTGGGGCTTCTTTG 183

Ai04B14603 Araip.B04 14603 p4 (ATTT)6 24 64701348 64701371 CCAATGGAGGGTATGCAGAT CCTAACCACTTTTTCTCTCCTCA 242

Ai04B14606 Araip.B04 14606 p3 (AAG)6 18 64742937 64742954 CCCTAATGAAGGTGGGGTTT GCATTTTTACTACATCTCACCCG 191

Ai04B14613 Araip.B04 14613 p3 (AGA)5 15 64841341 64841355 CTTGGAGGTGGAAGCTTTTG ACCCACCCACTCAAATTCAA 210

Ai04B14614 Araip.B04 14614 p3 (CTT)5 15 64873386 64873400 AGGAGCAAGTCCACCTTTCA GCCTGATCTAAACCCAGCAA 237

Ai04B14619 Araip.B04 14619 p3 (AAC)5 15 64914300 64914314 AGGCGACAATTACAACCGAG TCATTGGAAGAGGAAGGTGG 258

Ai04B14620 Araip.B04 14620 p3 (GAA)5 15 64916406 64916420 TAATGCACCGGCTAAGTTCC CTCCTCTCTTGTGGAGCCTG 193

Ai04B14621 Araip.B04 14621 p3 (GAA)5 15 64923113 64923127 GATTCTTTGGTCTTGGGTGC ACACAACCCTCTCTTCCCCT 186

Ai04B14622 Araip.B04 14622 p2 (AG)6 12 64925840 64925851 GGGTTCAAATTTGGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai04B14623 Araip.B04 14623 c (T)10cgaaaacaaaggagaaaatttttgaaatatttttg(A)1055 64927005 64927059 TTGAAACCCCAGTCCAAAAG TCGAGTTTGGACAAATGACG 276

Ai04B14624 Araip.B04 14624 p2 (TC)6 12 64929525 64929536 TCATTTCTTTTTCAAAACCACC AGAGAGGGAGAGAGGGTTCG 275

Ai04B14625 Araip.B04 14625 p3 (TTA)5 15 64936211 64936225 TATTGAACCTTGCTTTGGGG CCAACCATATGCATTGATGTTC 180

Ai04B14630 Araip.B04 14630 c (A)10tttttcaaaaatctttcaaaaatttctcctttgttttcg(A)1059 64976543 64976601 GGGATTGTTCGAGTTTGGAC TGGTTTTATAGCCAGCCAGG 253

Ai04B14633 Araip.B04 14633 p3 (TAT)7 21 64978337 64978357 CCCCTTCCTTTCTTCCACTC GCTGCCATCTCCTCTTCTTG 249

Ai04B14634 Araip.B04 14634 p3 (TTC)5 15 64981018 64981032 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai04B14635 Araip.B04 14635 p2 (AT)7 14 64990460 64990473 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 218
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Ai04B14636 Araip.B04 14636 p3 (TTA)5 15 64990705 64990719 TTGTCCCATGTGCATTGATT ATTTCAAAGTTTGGGAAGCA 164

Ai04B14640 Araip.B04 14640 p3 (AGA)5 15 64999487 64999501 CAAAACCCAGGCACAAGTTT TCTTCTCCCTTCCATCATGC 276

Ai04B14641 Araip.B04 14641 p3 (TGA)6 18 65000152 65000169 AAGAGGTTGCGGTGCAGTAG CCTCAAAGTCTGGGGTCAAA 268

Ai04B14647 Araip.B04 14647 c (A)11g(A)10 22 65046416 65046437 AAGCAAGAAAAAGCGGTGAA ATTTTACCCTTGCCCTTTGG 128

Ai04B14650 Araip.B04 14650 p3 (AGA)10 30 65054224 65054253 TAGAATATTGCTCGCCCTCG CCACCCACTCTTCCCAATAA 278

Ai04B14652 Araip.B04 14652 p2 (CT)6 12 65061484 65061495 AACCCCTCACCACTTTTTCA AGGGGGAGGGTTCGAATTAT 228

Ai04B14654 Araip.B04 14654 p3 (GAA)5 15 65068473 65068487 GCTTTTGTCTTCCCTTTCCC CACATCACCCTCTCCCTCTC 184

Ai04B14655 Araip.B04 14655 p2 (AG)7 14 65069580 65069593 TCCTTTTACTTAGCTGGCCC TTTTTGTTGGTTTCTTAACTTTTTCA 247

Ai04B14657 Araip.B04 14657 p2 (TC)6 12 65085737 65085748 ATTCAAAAAGAGCTCGCCAA TGGATCCAGAGTTACTCCCAA 118

Ai04B14658 Araip.B04 14658 p3 (GAA)5 15 65086546 65086560 CCCTCGAGCAAGAGAAGAAA ATATGGCCGAACCTTAACCC 171

Ai04B14660 Araip.B04 14660 p3 (ACC)5 15 65092542 65092556 TTCTCTTCTTCCCTCCACCA CATGGGTAGGGTTAACGGTG 141

Ai04B14662 Araip.B04 14662 p2 (AT)9 18 65102023 65102040 TCCCAAGTTGATTCCTTGGT TCCCATGTGCATTGATTCTT 276

Ai04B14663 Araip.B04 14663 p2 (AT)20 40 65108984 65109023 TTTCGTGCACCAAGTTTTTG ACAGCCAGCCAGACTTCAAT 264

Ai04B14664 Araip.B04 14664 p2 (TC)9 18 65113077 65113094 GCACAGAGCTGGCGTTAAAT AGGTATTGAGGTGATTGGCG 267

Ai04B14665 Araip.B04 14665 p3 (TCT)5 15 65123466 65123480 CTCTGAGGTTGGCCATTGTT GGTGATTCCACCTCCTTTGA 176

Ai04B14666 Araip.B04 14666 p2 (TA)12 24 65127768 65127791 GCCTTTTGTCCCTCATTTTT GAGATGAGAGAGAGCCACCG 238

Ai04B14667 Araip.B04 14667 p2 (TA)17 34 65136496 65136529 TGGCGTTAATTAGTAAATGCATGA AACCACATTGGTTGTTAACCG 277

Ai04B14669 Araip.B04 14669 c (A)10g(A)13 24 65166074 65166097 TCATGCGAATGGTAGCTGAG TCCGAGCTTAAAATTACCTACAATG 238

Ai04B14672 Araip.B04 14672 c (T)12aaatttttcaaaattttttttactaataattgag(T)1157 65189446 65189502 TCGAGTTTGGACAACTGACG AGCCAATTGGGCAGTAAATG 234

Ai04B14679 Araip.B04 14679 c (AC)7atag(AT)11 40 65262849 65262888 GGGCGGTACCCTAAAAATTG TCCTGTTTTGGTTGTTGCAT 278

Ai04B14680 Araip.B04 14680 p2 (AT)7 14 65264308 65264321 AAGGTTGTAGTGGGGCTAAGG CGGGAATCATACAAAAGTGGA 170

Ai04B14685 Araip.B04 14685 p2 (CT)7 14 65281370 65281383 CAAAAATCACTAACCACTTTTTCAA AGAGAGAGGGAGAGGGTTCG 247

Ai04B14693 Araip.B04 14693 p2 (TA)6 12 65326291 65326302 TACTTTGGGGCATTTTGTCC CCGATCTCCATGGGTTAGTT 280

Ai04B14695 Araip.B04 14695 p2 (AT)7 14 65330100 65330113 GGTTTATCAACCTCCCCACA TGTCTCAAATTTGTCCGAAATG 230

Ai04B14696 Araip.B04 14696 p3 (TCA)6 18 65330992 65331009 CTTCATCCTCGTTCTCGTCC CATCCAATGAGCAACACCAG 247

Ai04B14698 Araip.B04 14698 p4 (AAAT)6 24 65347454 65347477 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 268

Ai04B14700 Araip.B04 14700 p2 (AG)6 12 65398606 65398617 GGGTTCGAATTTGGTGAGTG TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai04B14703 Araip.B04 14703 p2 (AG)6 12 65405115 65405126 AAAAGAAAACCTTGTTAATGTGGG CGTCAATCAGTTTAAGCGCA 221

Ai04B14706 Araip.B04 14706 p2 (CT)6 12 65445868 65445879 TTTCTTATCTTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 274

Ai04B14707 Araip.B04 14707 p2 (CT)7 14 65446107 65446120 AACATCTCTCCCTCACCCAC CAGGTTTTGGATCAGCTTCA 207

Ai04B14708 Araip.B04 14708 p2 (GC)6 12 65459935 65459946 AAGAAAAGTGCTTGGTGGGA AGAGTGCGAATTTGCTACCG 274

Ai04B14709 Araip.B04 14709 p2 (GC)6 12 65460090 65460101 CTTGGACCAAATACCCGAGA CTTGAGGTGTTTCGCCACTT 262

Ai04B14714 Araip.B04 14714 p2 (CT)6 12 65487251 65487262 CCTTTTCAAAATTTGTTTCAACTG AAGATGGGAGAGGGAGAATTT 269

Ai04B14715 Araip.B04 14715 p3 (TTC)6 18 65489855 65489872 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B14716 Araip.B04 14716 p2 (TA)8 16 65492850 65492865 GGTTTGATTGAAATTCGGGA TGCAATTAAGCTCAAAAACCA 238

Ai04B14720 Araip.B04 14720 p3 (TTC)5 15 65520424 65520438 ATATGGCCGAACCTTAACCC TCTTCCCTTTCCCCCTTCTA 278

Ai04B14724 Araip.B04 14724 p2 (GC)6 12 65542769 65542780 TCCAAATGGGGCTAGAAATG CAAAGATTTGGAGAAGCCCA 174

Ai04B14731 Araip.B04 14731 p2 (GT)8 16 65595133 65595148 GGGATCGACCTCACTCATGT TCCCAAGATTTCCCACATTT 186

Ai04B14732 Araip.B04 14732 p2 (TA)6 12 65603114 65603125 GTCAGGACCTGGGATGTTGT GCCTGATTTGTTGTTAAAAGCG 271

Ai04B14733 Araip.B04 14733 p2 (TG)6 12 65607459 65607470 TGAGAGTGCTTTCCTGGGAT CCTCGCAAGAGTCCTTTGAC 197

Ai04B14734 Araip.B04 14734 p3 (TTC)5 15 65612530 65612544 CCTCCCCTTACACACTTTTCC ACCCAATTGGATGAAGATCG 269

Ai04B14740 Araip.B04 14740 p2 (GA)6 12 65634550 65634561 CTGAGCTACGGACCCTTGAG CAAGATCTCCACCTACCCCA 265

Ai04B14744 Araip.B04 14744 p2 (GA)7 14 65659428 65659441 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 229

Ai04B14746 Araip.B04 14746 p2 (AT)6 12 65689706 65689717 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 210

Ai04B14747 Araip.B04 14747 p2 (CT)6 12 65707172 65707183 GGAATCCTAATTCCTAGAGAGAGG CTGTTTCTGGCCCAGTTCTC 173

Ai04B14749 Araip.B04 14749 p2 (AG)6 12 65717041 65717052 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 229

Ai04B14750 Araip.B04 14750 p2 (AG)6 12 65721751 65721762 AAGCAGAGCTTTTTCCCACA TTCCTAAACCCAACCCCTTC 226

Ai04B14751 Araip.B04 14751 p2 (AG)7 14 65725679 65725692 CCTTTCAGGTTCAGGACCAA TTGAATACTCTCTCTCTCATCTCTTTC 271

Ai04B14753 Araip.B04 14753 p2 (TC)6 12 65739169 65739180 GGTAGCAGCGGTGAAGAGAC ATCGCGAAGAGAGAGAGACG 274

Ai04B14755 Araip.B04 14755 p2 (AT)13 26 65744685 65744710 ACTTGGGACATTGGTTGAGG AAATTTGGACACCAAACCCA 226

Ai04B14757 Araip.B04 14757 p3 (TCT)6 18 65751196 65751213 CAGAACGCTGCCAGATTACA TGATGGAGGGTGTGAGTGAG 133

Ai04B14759 Araip.B04 14759 c (TA)8ttagttgcttgatgcaacccagagctatatt(TA)659 65769986 65770044 TTGCTTGATGCAACCCATAG GCTCATGTGTCAGTTGGCTG 218

Ai04B14760 Araip.B04 14760 p2 (TA)6 12 65773657 65773668 TGAACAGGTTAGGACCTGGG GCCTGATTCATTGTTAAACGC 278

Ai04B14761 Araip.B04 14761 p2 (TA)11 22 65780750 65780771 TTTGATGACGTTCCACCTGA TCAGTGATTCAGCCTTTATTAGCA 252

Ai04B14762 Araip.B04 14762 p2 (CT)6 12 65784657 65784668 GGACAAGATAAATGGAAATTAAAGGA CTGTTTCTGGCCCAGTTCTC 277

Ai04B14763 Araip.B04 14763 p2 (AG)7 14 65794416 65794429 TCCTTTCAGGTTCAGGATCAA TTCGAATACTCTTCCTCTCATCTC 246

Ai04B14764 Araip.B04 14764 p2 (TC)6 12 65805806 65805817 GGTAGCAGCGGTGAAGAGAC TGAAGAGAGAGCAAGCACGA 111

Ai04B14766 Araip.B04 14766 p2 (CA)6 12 65819368 65819379 AGGCAAACCACTGCAAGAGT TCGAGAAAACACAACTGGCA 207

Ai04B14768 Araip.B04 14768 p2 (CA)6 12 65826412 65826423 CCTCGCAAGAGTCCTTTGAC TGAGAGTGCTTTCCTGGGAT 258

Ai04B14769 Araip.B04 14769 c (A)10tttctttgaagaagggcactgacgtgccagcgcacagt(GC)660 65834730 65834789 GAAAAGTGTTTGGTGGGAGG AAGAGTGGAATTGCGCTACC 277

Ai04B14770 Araip.B04 14770 p2 (TC)6 12 65839481 65839492 CTGTTGCATGGTTGCATCTT TTAAGGCCATTTGGGAAAAG 175

Ai04B14772 Araip.B04 14772 p4 (TTTA)5 20 65860985 65861004 GAATGAAAATGAGCAAATGCAA GATTCGCACCCTGTTTCTCT 245

Ai04B14775 Araip.B04 14775 p2 (AG)6 12 65868040 65868051 GGGCACACTTCTCATTCACA CCTCAAATTGCATTAAAAGGGA 266

Ai04B14781 Araip.B04 14781 p4 (TAGT)5 20 65921816 65921835 TGGTGTTCAAAGCAAACCAA CCCTTTTCATGCTTCTTTTCC 278

Ai04B14784 Araip.B04 14784 p2 (AG)6 12 65943508 65943519 TAACGGCAACATCATACGGA CTCCCCAGTTCTTACCCCTT 234

Ai04B14786 Araip.B04 14786 p3 (AAT)5 15 65973614 65973628 CAGGCGGATATCAAATGGTT TTGACAACGGTGATGCCTTA 218

Ai04B14790 Araip.B04 14790 p2 (AT)10 20 65983801 65983820 GCCGAAGCCTTAAAGGAACT TGAGGTTCGAAGGTTTTTCG 266

Ai04B14791 Araip.B04 14791 p3 (TTC)6 18 65986812 65986829 TTCACCACTTACTTTGGGGC TGCTCATGAATTACGTGTGG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B14792 Araip.B04 14792 p5 (AAAAT)5 25 65988896 65988920 CCTGCTCCTGCGTAACTTTC GCTAGGTGGGAGACAATCCA 255

Ai04B14797 Araip.B04 14797 p2 (TC)10 20 66039228 66039247 TGAGAACCGGTCCCTTAGC CTGCTGCTGGTGGATGTCTA 276

Ai04B14805 Araip.B04 14805 c (TTC)11ttt(TTC)6 54 66157957 66158010 GGGAGGGAGCTCTGTTGTAA ATCCAACCCCCAACCTAGTC 262

Ai04B14813 Araip.B04 14813 c (A)10(T)11 21 66216517 66216537 TCGAGTTTGGACAACTGACG GATTAGCCAATCCCAAAGCA 272

Ai04B14816 Araip.B04 14816 p2 (CT)6 12 66218935 66218946 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGATGGCAGAGATGTGA 280

Ai04B14817 Araip.B04 14817 p3 (TAT)5 15 66219266 66219280 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 252

Ai04B14818 Araip.B04 14818 p3 (TCT)8 24 66220896 66220919 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 131

Ai04B14821 Araip.B04 14821 p5 (AATAA)5 25 66275389 66275413 CAAGAACACAAACAAAGACTCAAA GTACGAAGGTGTGCGGATTT 251

Ai04B14828 Araip.B04 14828 p4 (AAAT)7 28 66381479 66381506 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 172

Ai04B14834 Araip.B04 14834 p3 (TCT)5 15 66453007 66453021 TCAAAATCACTTTCCCACCC GCTTTTGTCTTCCCTTTCCC 280

Ai04B14837 Araip.B04 14837 p3 (CTT)5 15 66496632 66496646 TTTTGTTTTTCTTGCAACTTTGA AGCTCCTCCCCCTAATGAAA 152

Ai04B14838 Araip.B04 14838 c (T)10ctttctttcccttttttttctatttttttcttttcttttctatattgtttttctttttctttctttttcttttgtttttctc(T)10102 66499060 66499161 ACTTTGGGGCATTTTATCCC TCAAGTGTGGAAAAATTTGGG 277

Ai04B14841 Araip.B04 14841 p3 (TTC)5 15 66510519 66510533 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai04B14842 Araip.B04 14842 p3 (TTC)5 15 66514944 66514958 CCCTCTTTTCTCTTCTGGGC GCTTTTGTCTTCCCTTTCCC 206

Ai04B14844 Araip.B04 14844 c (T)10gttttgc(A)10 27 66521983 66522009 GTTTCATTATGGCCACGCTT TTGATGGGGGTGAGAGAGTC 203

Ai04B14846 Araip.B04 14846 p3 (TCT)6 18 66523845 66523862 CACGGTTCCGTATCTCCTTT ATAAGCAGAACCACCATGCC 278

Ai04B14847 Araip.B04 14847 p3 (TCT)5 15 66524669 66524683 TTTTGATCATGGGGTTTGGT CCACCACCTTCTTTTTCCAA 198

Ai04B14848 Araip.B04 14848 p2 (GA)6 12 66530535 66530546 GGGGGAAGAAGAAAAGAAAAA GTTGTGCGAGTGTAAGGCTG 276

Ai04B14850 Araip.B04 14850 p5 (TTATC)5 25 66532504 66532528 GGACGCTCCAGTGCATTTAT AAAAGGCAATCCCAGCCTAT 146

Ai04B14852 Araip.B04 14852 p5 (TTATC)5 25 66540197 66540221 TATAGAAGCGTGGGCTGACC CAAAAGCCCAATAAAAGGCA 141

Ai04B14853 Araip.B04 14853 p3 (TGT)6 18 66543892 66543909 GAGGTGCTCTGTAAGGCTGG TACTGATGAATGTCCGCAGC 248

Ai04B14864 Araip.B04 14864 p2 (TG)6 12 66691928 66691939 TGCGCACCCTCTCTTATCTC CTCCTTCGAAACCTAACCCC 168

Ai04B14867 Araip.B04 14867 p2 (AT)9 18 66719003 66719020 CCCTTTTTCAATCAAAACACAAT TTCGTGACCGGTGTTTACAT 279

Ai04B14868 Araip.B04 14868 p3 (TTG)5 15 66728042 66728056 TGCATTGACATTTGGGGTAA ACAAGACGAAAGAGCCCTCA 241

Ai04B14870 Araip.B04 14870 c (GA)9gccgaggagtgagaa(AG)849 66733219 66733267 AATAAAAAGCACACGATGCG CACGCAACGATTAAAGCAAA 271

Ai04B14873 Araip.B04 14873 c (T)10cgcctatatttttttta(T)1037 66796676 66796712 TCCCTTGCCTTTTGGTTTTA TGAAGCAAGAAAAAGCAGCA 168

Ai04B14874 Araip.B04 14874 c (A)12caaaaaagctatgatttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaggaat(AGA)597 66797431 66797527 CTGGCCTTAGGTTCCATCAA CTTGACACCCCAGGATCTGT 274

Ai04B14875 Araip.B04 14875 p2 (AG)6 12 66797946 66797957 CTTGTTCTGGGGGTTTTTGA TCTTTTCAAAATTTGTTTCACCT 219

Ai04B14879 Araip.B04 14879 p3 (AGA)5 15 66827583 66827597 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 240

Ai04B14882 Araip.B04 14882 p3 (GAA)5 15 66839808 66839822 TCCTCCCCTTAATGAAAATGG TTAGGGGGACTTTTGACACG 231

Ai04B14887 Araip.B04 14887 p2 (AT)6 12 66868983 66868994 TTCAAATTAATTGGGGTGCC CATTTTGCACTTTGGCTTGT 280

Ai04B14888 Araip.B04 14888 p5 (ATTTT)5 25 66879213 66879237 TCCAAGGTTTTTCGAATTTTCT GCAGTGGTAATGGGGTTAGC 248

Ai04B14889 Araip.B04 14889 c* (A)14(AAAAC)5* 35 66884926 66884960 AAATGTGGAGGGGAGGAAGT TGATGGGTTGAAAAAGATTTGA 277

Ai04B14893 Araip.B04 14893 p2 (CA)6 12 66900963 66900974 TTGTTTGAGCTCGTTAATAGATTG AGGGATAGGATGAGTGGCAG 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B14896 Araip.B04 14896 p2 (AT)9 18 66928557 66928574 AACTGTGGGAACTTGGGTTG TTTTCATTGACTTAACATTGGGG 197

Ai04B14897 Araip.B04 14897 p2 (GT)6 12 66928716 66928727 GGGGATAAAATTACCCCAATG GTTGTAATGGGGCTAAGGCA 242

Ai04B14902 Araip.B04 14902 p2 (CA)6 12 66960309 66960320 CAACAAAACAAATGTGCCTCA GGAAGGGGAGAAAGGGTACA 101

Ai04B14904 Araip.B04 14904 p5 (AAGAT)5 25 66974785 66974809 ACACGACCCAGAATCCAAAG TAGTAGCGTGGGCTGACCTT 142

Ai04B14906 Araip.B04 14906 p5 (AAGAT)6 30 66984661 66984690 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 169

Ai04B14911 Araip.B04 14911 p3 (GAA)5 15 67008872 67008886 ATGTAGTGCCACCGGAAGAG CTCCTTCCTCCCTCTCCATC 110

Ai04B14916 Araip.B04 14916 p2 (TG)6 12 67027267 67027278 CCCTCCCTCTTTTCTCTGCT TTTTCCCCTTTCCTCAGCTT 131

Ai04B14919 Araip.B04 14919 p4 (AAAT)5 20 67063547 67063566 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 196

Ai04B14923 Araip.B04 14923 p2 (TG)8 16 67102087 67102102 GGAAGTTGTGTGGGCTGATT ACCTTAGCTCCTTCAACCGC 109

Ai04B14928 Araip.B04 14928 p3 (CTT)6 18 67114795 67114812 TTTCTCACCGGTCTTCTATTTTG CCCCTTAATGAAAGTGGGGT 166

Ai04B14930 Araip.B04 14930 p4 (TTTA)5 20 67154802 67154821 GGGGACTTAGCACAATCCAA TCACACCAAGTATTTGGCACA 258

Ai04B14942 Araip.B04 14942 p3 (TCT)6 18 67264087 67264104 CCCAATAAACACCCTTCCCT AAACTTAGAATGTTGCCCGC 196

Ai04B14947 Araip.B04 14947 c (T)10gcctgtttttttc(T)1134 67319726 67319759 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 177

Ai04B14948 Araip.B04 14948 p3 (AAT)5 15 67320031 67320045 TTATCCTTGCTCCTGCTCGT GCCTCCTCACAGTTGTGTTTC 160

Ai04B14949 Araip.B04 14949 c (T)11aaatttttgaaaaagtcaactcaattttcgaatttgatgagagaaaaagggaaagatatta(T)1082 67321427 67321508 TTTGATTTGACTCATAAGAAACCA TGCATGCATTCATTGTTTTG 189

Ai04B14951 Araip.B04 14951 p2 (AT)6 12 67328568 67328579 TTGGAACTTATGCCATGCAA GGGGAGATTGATAAACCGCT 126

Ai04B14952 Araip.B04 14952 p2 (TA)6 12 67328755 67328766 AGCGGTTTATCAATCTCCCC TGAATTAGCCCTTGATTGTGC 239

Ai04B14953 Araip.B04 14953 p5 (TAAAA)5 25 67330280 67330304 CAGCCCAAAGTGCAAAATGT TCTCCATCTCTGGCAAATCC 186

Ai04B14955 Araip.B04 14955 p4 (TTTA)6 24 67354110 67354133 GGGTTAGCATATGACCCCAG TCGAAAATCTTCACCCATTTTT 179

Ai04B14958 Araip.B04 14958 c (GTT)18(ATT)7 75 67360548 67360622 TTTCTTTGGTGCTTTCCACC CAATTGCAGAGTACGCCAAA 236

Ai04B14960 Araip.B04 14960 p2 (GA)6 12 67361918 67361929 AAGGGGGAAGAAGAAAAGAAAA CGCCAGTAGCATAAAATGGG 274

Ai04B14963 Araip.B04 14963 p3 (GAG)6 18 67403979 67403996 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai04B14964 Araip.B04 14964 p4 (AATG)6 24 67408628 67408651 CGTTTTGGGTCTAGAGACGG TGTGGCCTGTCACCATTAGA 256

Ai04B14965 Araip.B04 14965 p3 (TTC)5 15 67417930 67417944 TAACGCATACGCGTCTCTTG GGAGACAGTGGTGGCAGATT 203

Ai04B14967 Araip.B04 14967 p2 (TA)16 32 67423572 67423603 TCGTGAGTGTTGCGATTTTC ACACCCTACCACACAGAGCC 199

Ai04B14968 Araip.B04 14968 p2 (CT)6 12 67430213 67430224 GGAACATTGAACCTGTGATGAA TTTTTGGGCTGTTTTTGACC 212

Ai04B14975 Araip.B04 14975 p3 (GAT)5 15 67501854 67501868 AAAAAGGACCCACTCGCTCT GCTTCCGATGTTCTTTGCTC 207

Ai04B14977 Araip.B04 14977 p2 (TC)6 12 67519036 67519047 ATTGAAATTCGAAACCAGCG ACATTGAACCTGTGATGGCA 241

Ai04B14982 Araip.B04 14982 p2 (AT)8 16 67532873 67532888 TGTGGAAAAAGTGGGTTTTGA TACTTTGGGGCATTTTGTCC 200

Ai04B14988 Araip.B04 14988 c (T)10gttttgtttcaatttggtgtttttctctctcatcattaaaaattc(A)1267 67549112 67549178 TTCAAAGTGTTCTTGCACGC TGCGTTGTTCGAAATTTATGAG 151

Ai04B14991 Araip.B04 14991 p3 (AGA)6 18 67579207 67579224 TCCACAATAGAGCATAGAAACAACA CCAAGGATTGAAGGGGACTT 258

Ai04B14993 Araip.B04 14993 p2 (GT)6 12 67580454 67580465 TCCTTTTCCTCGATTAGGCA ATTCTAAATTGTGCGCGGTT 263

Ai04B14996 Araip.B04 14996 p2 (CT)6 12 67600314 67600325 TTGATTTTCAAATTTGTTTCAACT TTATTTTCGGCTGCCATCTC 261

Ai04B15000 Araip.B04 15000 p2 (GA)8 16 67613967 67613982 TGCCTTTCCGTTGTCTCTCT TTGTTTGCATGCCTTTACCA 228
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Ai04B15004 Araip.B04 15004 c (AT)8aaaatatctcttgggttgcattaagcaac(AT)8aaaatatctcttgggttgcattaagca(AT)8104 67622953 67623056 GGATTGCATTAAGCAACAAACA AACCGGAGCAGAGTAAAGAGA 252

Ai04B15006 Araip.B04 15006 p4 (TTTG)5 20 67645544 67645563 GATCCTTCCCTTCTTCGGAC CGAGATATTAGAGGCAGCCG 207

Ai04B15008 Araip.B04 15008 p3 (TTC)5 15 67655374 67655388 GCCAACACAACCCTCTCTTC CGGTCTTAGGTGCCATCAAT 184

Ai04B15013 Araip.B04 15013 c (T)10cgcctaa(T)10 27 67703510 67703536 AAAAACAATGCCAAAAAGCG TTGGTGTGGTGACAATGCTT 260

Ai04B15014 Araip.B04 15014 c (T)10gagtgagggagagatgttagtagatgaataaacaaatagaaggagatgagagagaaggagaatttttgaaaata(T)1195 67707166 67707260 TTCTTGTCCTTGCTCCTGCT CGAAAAACCACTAACCTTTTTCA 221

Ai04B15015 Araip.B04 15015 p2 (AG)6 12 67707397 67707408 AAAAAGAGGGAAGGTATTTTCG TCTTGTGATTTCTTATGAATCAAGTC 280

Ai04B15019 Araip.B04 15019 p2 (TA)6 12 67714811 67714822 TGATATTGTTCAATGCTCAATTAAAG CGTGGATCTGACCTAGACTCAA 272

Ai04B15020 Araip.B04 15020 p2 (AG)6 12 67716202 67716213 TTTTTGGGCTGTTTTTGACC GGAACATTGAACCTGTGACG 211

Ai04B15023 Araip.B04 15023 p2 (AG)6 12 67722872 67722883 CAACCTGTACGTAGGGCGAT GGAACATTGAACCTGTGATGAA 231

Ai04B15024 Araip.B04 15024 p2 (AT)14 28 67729626 67729653 CATCTTGTACCATTGCCGAA TTCAAACTCCTACGCAGCAA 229

Ai04B15027 Araip.B04 15027 p2 (CT)8 16 67747335 67747350 AAAGGAACATTGAACCTGGAA CTGGGCTATTTTTGACCCAA 237

Ai04B15028 Araip.B04 15028 p2 (GC)6 12 67754043 67754054 GCCTACACTAAGCCACCAGC CACAGGGGTGGCATAACTCT 273

Ai04B15029 Araip.B04 15029 p2 (CG)7 14 67754161 67754174 GCCTACACTAAGCCACCAGC CACAGGGGTGGCATAACTCT 273

Ai04B15030 Araip.B04 15030 p2 (AG)6 12 67766846 67766857 ACCCTTGAGAGAGAGCCACA GAGCCACACCACAACACAAC 264

Ai04B15033 Araip.B04 15033 p3 (ATA)5 15 67768816 67768830 TTAATCTTTAATTTGTTGGCATAAGA TCGCCAATCACAAATACCAA 234

Ai04B15035 Araip.B04 15035 p2 (TC)10 20 67790272 67790291 CGCACAGCTTACCCTGATTT GGAAGGAAGAGAAAAGAAAAACC 163

Ai04B15036 Araip.B04 15036 p5 (AAGAT)5 25 67791966 67791990 GGGACACAGCCCAATCTAAA CCTGGGTGCTCCAGTGTATT 167

Ai04B15039 Araip.B04 15039 p3 (GAA)5 15 67811252 67811266 CCAATTGGATGAAGATCGAAA TCCCTTCCCTCACACACTTT 263

Ai04B15041 Araip.B04 15041 c (A)10gagaaaaaaatgtgtat(A)1239 67826443 67826481 TGCATTGATGTTCTCGCATT GGGCATTTTGTCCCCTTTAT 129

Ai04B15044 Araip.B04 15044 p2 (CT)6 12 67845749 67845760 AGCGTTCAGCCTCATCTTGT TAACATTGAACGAACGCACC 221

Ai04B15047 Araip.B04 15047 p3 (TAA)23 69 67868802 67868870 GCTCGATATCACGTTTCAGTTTT AGAGTTCCCTCGCCCTTATT 263

Ai04B15048 Araip.B04 15048 p2 (AT)11 22 67869644 67869665 TTGGACAGTCCCTCTGTGTG ATTTGTTGACCCTCTGTCGC 186

Ai04B15049 Araip.B04 15049 p3 (TAA)7 21 67873623 67873643 TCGATATCGCGTTTCAGTTTT TGGTTTATTGAGTTACCTCGCC 221

Ai04B15050 Araip.B04 15050 p2 (TG)6 12 67876664 67876675 TCTCTCTTCGCAGTTCCGTT CACCCAATGCATTCACACTC 212

Ai04B15054 Araip.B04 15054 p2 (GA)6 12 67889676 67889687 TGCTTGTCCTCAAGCAAAGA CATGCGAACAGAAAGTCACG 279

Ai04B15063 Araip.B04 15063 c (CT)6aatttgcgaaaatatcttccttctttttcaaaatttctttttaattaactaattattttaacttttgatttt(A)1094 67948212 67948305 TTGATTTTCAAATTTGTTTCAACT AGAAGGAGATGAGGGAGAAGAA 259

Ai04B15070 Araip.B04 15070 p2 (GT)6 12 68015415 68015426 AGCCTAAAGCGGAAAACCAT CCTCAACCAATGTCCCAAGT 104

Ai04B15071 Araip.B04 15071 p2 (TA)7 14 68020848 68020861 TTTTCAAAGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 262

Ai04B15075 Araip.B04 15075 p4 (AAAT)6 24 68038634 68038657 TTTCAAAATCAAATCTTTTCAAATC GAATTCAAATAGAGAGGGGGAAA 280

Ai04B15077 Araip.B04 15077 p2 (CT)6 12 68050447 68050458 ACGCCCAGAACAAGCATAAC TGGGTGGGAAAGAGATTTTG 273

Ai04B15081 Araip.B04 15081 p3 (AGA)5 15 68090876 68090890 CACCCTCGAGCAAAAGAAGA TCCATTCATGACCATCCCTT 115

Ai04B15083 Araip.B04 15083 p2 (AG)6 12 68092492 68092503 GGGGGAGAAGGAGTTTTTGA TTGATTTTCAAATTTGTTTCAACT 259

Ai04B15085 Araip.B04 15085 c (T)10ggatttttattttatattttttcaaaaaattattttg(A)1158 68093135 68093192 GCATATGCAATTGACACCAAA TGCCTAACCCTTTGATTGGA 218

Ai04B15087 Araip.B04 15087 p3 (TTC)5 15 68104924 68104938 ACCTAACCCCTCTCCCTTCA CGGTCTTAGGTGCCATCAAT 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15090 Araip.B04 15090 p3 (GAA)5 15 68153946 68153960 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 248

Ai04B15091 Araip.B04 15091 p2 (AG)6 12 68157513 68157524 AAGGGGATGAGAGGAGGAGA TGTTTCTTACCTTTTTCAAAACTTCC 221

Ai04B15102 Araip.B04 15102 p3 (AGA)6 18 68373254 68373271 AAACTTAGAATGTTGCCCGC CCCAATAAACACCCTTCCCT 196

Ai04B15106 Araip.B04 15106 c (T)10caaattttcattatttcatccataatttcttggttaaacatgttacaaattatcatctttcaatttcaatttc(A)1194 68414842 68414935 GCCCAAAAGCAACATCAACT GGAAAGGCCCTAGGAAGTCA 277

Ai04B15107 Araip.B04 15107 c (T)10caaattttcattatttcatccataatttcttggttaaacatgttacaaattatcatctttcaatttcaatttc(A)1093 68416381 68416473 AAAAGCAACATCAACTGGGC GAAATTGAAGAAGATTTGAAAAAGA 246

Ai04B15113 Araip.B04 15113 p3 (GAA)5 15 68447574 68447588 TGCACAAGATGAAAATGCAA TTTCACTTTCAGACCACCCA 272

Ai04B15115 Araip.B04 15115 p4 (TAAA)6 24 68452666 68452689 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 249

Ai04B15121 Araip.B04 15121 p2 (TA)6 12 68555571 68555582 GCTGGCCTAAACTTCGCATA TAACCCAACTCAAAAACCGC 256

Ai04B15122 Araip.B04 15122 p2 (TA)16 32 68556997 68557028 TTTACCCGATTGAACTGCGT CCCACTCGAGTTTATCATTGTTC 217

Ai04B15123 Araip.B04 15123 p2 (AC)6 12 68559800 68559811 CAAAAGCCTCCAATCCAGAA GATTAATCTGCATCATTTGTCCA 263

Ai04B15128 Araip.B04 15128 p2 (TA)7 14 68590805 68590818 TGTAATGGGGCCAAGGTAAA AATTGGGAACCCCAAGAAAG 141

Ai04B15130 Araip.B04 15130 p2 (TA)6 12 68611034 68611045 TAATGGGGCTAAGGTAAGGG ATCAATGCACATGGGACAAA 210

Ai04B15133 Araip.B04 15133 p3 (CTC)5 15 68618252 68618266 ATCTGCAGCCTCAAGCTGAT ATGAGATATTGGAGCACCGC 212

Ai04B15135 Araip.B04 15135 p2 (TC)8 16 68633995 68634010 GACAAGCCCTTATAGCGGTG CTGCAGCTATTGCCTCCTTC 257

Ai04B15136 Araip.B04 15136 p2 (CT)7 14 68647751 68647764 CAGAAAGGGGAGACAAGCTG ATAGGTGAGGGGTTTTTGGG 265

Ai04B15137 Araip.B04 15137 p2 (AG)8 16 68658505 68658520 CCGGTGGTGAAGAAAAGAAA CATAACTCGTTTTGGGCGTT 262

Ai04B15147 Araip.B04 15147 p2 (CT)6 12 68767434 68767445 TGTTTGTTTCTTATCTTTTTCAAAACT TGAGTGGAAGAAAGGAAGAGTAGAA 280

Ai04B15148 Araip.B04 15148 p2 (TC)13 26 68767598 68767623 TTGAAAATATCTTCCCTCTTTTTCA GGATCCTTTTTGCCCATGTA 263

Ai04B15149 Araip.B04 15149 p2 (AC)6 12 68776163 68776174 AGTTCTAAGATTGCGCGTGG TGTCATTGTTTGATGTGTGAGC 278

Ai04B15155 Araip.B04 15155 c (TTG)7tta(TTG)5 39 68831695 68831733 GGTCGACATGATTGCAGATG ATGATATCCCCTCACCATCG 231

Ai04B15159 Araip.B04 15159 c (GT)6acgcacgatgg(T)1033 68888163 68888195 TGAGTATGGTGGGTGGTGAA AGTGCACCCTACCCTGTTTG 233

Ai04B15163 Araip.B04 15163 p3 (GAA)5 15 68901938 68901952 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 216

Ai04B15164 Araip.B04 15164 p2 (AT)7 14 68906617 68906630 CCCAGGCACAAAGAGAACAT CAAGAGACAATAATTTGTTACAAGGG 180

Ai04B15165 Araip.B04 15165 p2 (AT)9 18 68910395 68910412 ACTTCTGGCTGTGCCATTCT TTCCTCGCCTTTATCTTTACCA 228

Ai04B15167 Araip.B04 15167 c (A)14tagaagcaaaaaagaaggaaaaag(A)1048 68921674 68921721 TGGAGAGGTGTTGTTTCCCT TTGCTGATGTTGGTTTGAGTG 274

Ai04B15168 Araip.B04 15168 p2 (TA)6 12 68922136 68922147 AAAAACAAATGCAATTCTCTCTCTC CGTGTTGAAAACGTGTTGTAAAAT 269

Ai04B15176 Araip.B04 15176 p2 (AT)11 22 68945836 68945857 TTGAAACATTCCGTGATCCA TCCCTCGCCTTTATCTTTACC 228

Ai04B15177 Araip.B04 15177 p2 (AG)10 20 68948498 68948517 GCGTTTTGACCCAATTTTTG AAGGGACATTGAACCTGGAA 198

Ai04B15179 Araip.B04 15179 p2 (TC)6 12 68958562 68958573 GGCCCAGATCCAAGTACAGA TCTGTAACACGGGAGAAATTCA 277

Ai04B15190 Araip.B04 15190 p2 (TA)7 14 69018805 69018818 TACTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 225

Ai04B15193 Araip.B04 15193 c (T)10c(T)10 21 69071732 69071752 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 237

Ai04B15195 Araip.B04 15195 p2 (CT)6 12 69091146 69091157 CCACTCACATCCATCCATCA GAGAGTAGGGGAGGTTTCGG 190

Ai04B15196 Araip.B04 15196 p2 (AT)11 22 69103249 69103270 TGATAATGCCACCACATCAAA TCTCATGTATCGCCCACTGA 241

Ai04B15198 Araip.B04 15198 p3 (TTG)7 21 69160670 69160690 TCGTTTGATTCATGTAGCCG CTCCAACTCATTCATGCCCT 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15199 Araip.B04 15199 p2 (GC)6 12 69199972 69199983 GACAGTGGTGGTGGATTGTG AGCCAACTCTGTGCCACTTT 280

Ai04B15200 Araip.B04 15200 p2 (GC)6 12 69200311 69200322 AACGCATATTACGCACGGAT AGTTATGCCCACTTCATGCC 219

Ai04B15201 Araip.B04 15201 p2 (GC)6 12 69200466 69200477 GGCATGAAGTGGGCATAACT GCTTTGTTGCTTTTGTTGGA 182

Ai04B15202 Araip.B04 15202 p2 (AG)6 12 69208864 69208875 GAGGGATTTTTGGGGAAGAG CAGAAAAGGGCAAGAAGCTG 228

Ai04B15203 Araip.B04 15203 p2 (AG)6 12 69211995 69212006 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 280

Ai04B15205 Araip.B04 15205 p3 (GAA)5 15 69220614 69220628 GAACCTCCATGGGAAAGTCA ATTCCAAGCTCCACTCCCTT 200

Ai04B15207 Araip.B04 15207 c (A)11gaaaagaaaagaaaacgagaaaaag(A)1147 69223296 69223342 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 236

Ai04B15208 Araip.B04 15208 p3 (GAA)5 15 69240108 69240122 AGGATTCTCCGGTCTTTGGT CCTAACCCCTCTCCCTTCAC 245

Ai04B15211 Araip.B04 15211 p2 (CT)7 14 69246257 69246270 CCCAACTTCTTATCTTTTTAAATTTGT GAGGGGGAAGTGAATTTTCG 272

Ai04B15212 Araip.B04 15212 c (TTC)5atctattcttttgaaaaagtagcaaagaacaaagcttgcag(A)1066 69249014 69249079 CTTCTTGGCCGAACCATATC TTTTGCTCTTGCCTCTTGGT 193

Ai04B15215 Araip.B04 15215 p2 (AG)7 14 69267122 69267135 GATGGAAAGCAATGGCAACT CGCATATTTTCACCTTTCAATG 280

Ai04B15216 Araip.B04 15216 p2 (TA)6 12 69268000 69268011 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai04B15221 Araip.B04 15221 p5 (ATAAG)5 25 69303136 69303160 CGACCTAAATCCAAAGGCAA CCTGGGTGCTCCAGTGTATT 165

Ai04B15227 Araip.B04 15227 p3 (TTC)5 15 69366482 69366496 TACCCCCTTGCTCATCTTTG ATTCAAATCAATTGGGGTGC 265

Ai04B15234 Araip.B04 15234 c (A)10cacataattttttgttaaaaaatacataaacttactaatataacacaaaaacttttgcacgtaatac(A)1289 69385723 69385811 AAAGAGAAGAAAATGATGAAGTAGCA TGAATTCTTTAAGACGAGGATTGA 203

Ai04B15236 Araip.B04 15236 p2 (TA)9 18 69389573 69389590 CAAATTTGGCTCACCGAAAG CATTAGCTCGTGAGCTGGC 278

Ai04B15239 Araip.B04 15239 p2 (TA)8 16 69413860 69413875 TTTGCATACAAAATCATTCCTAAAA GATGGTAGCGAAAGCAAAGG 228

Ai04B15244 Araip.B04 15244 p3 (AGA)5 15 69445468 69445482 CTCGTCCTCGAGCAAAAGAT CGTGCGTGAAGAAAAAGACA 277

Ai04B15246 Araip.B04 15246 p2 (GC)6 12 69461986 69461997 AAATGAGGCGGTTTCAGTTG ACTTGGTTTTTCATTCCCCC 244

Ai04B15248 Araip.B04 15248 p3 (AGG)5 15 69475987 69476001 CGACAGCTTGATCAGATGGA GGCTGAGGATCTGGCTACTG 277

Ai04B15249 Araip.B04 15249 p2 (TA)8 16 69477410 69477425 TCTTTCCCATCTCATTTGCAG GCACTTCCCTTCCATTTTTG 250

Ai04B15250 Araip.B04 15250 p2 (TA)8 16 69483622 69483637 TGGGGAATTTTATCCCCTTT TGGGAATACTTGGTTTGGGA 176

Ai04B15259 Araip.B04 15259 p2 (CT)6 12 69563532 69563543 GCAACATTGAACCTGAGAAGAA CGAATTCTGGGCTGTTTCTG 258

Ai04B15261 Araip.B04 15261 p2 (AG)6 12 69567548 69567559 AAGGAACATAAAACCTGGATCG GAGGGCTCGCATTTTTGTTA 133

Ai04B15264 Araip.B04 15264 p2 (CT)6 12 69579540 69579551 CATTGAACCTGAGAAGAAGTTGAA CAGCGAATTCTGGGTTGTTT 257

Ai04B15266 Araip.B04 15266 c (T)10gcctctttc(T)1130 69614872 69614901 TTGGCTTTTTCTGCTTGCTT TGATGTGGTGGCAATGCTAT 254

Ai04B15267 Araip.B04 15267 p2 (AG)6 12 69616861 69616872 ATAGGTGAGGGGTTTTTGGG CGTTTAACGCCAGAATTGGT 182

Ai04B15268 Araip.B04 15268 c (A)11gagaaaaaaaa(AT)736 69642400 69642435 GGGAACCTACTCATGAAAAACC GCCTAGCTACCCATAATTCCC 258

Ai04B15269 Araip.B04 15269 p2 (CT)6 12 69679688 69679699 GTTAAACGCCAGAAATGGGA GGTGAGGTAGGTGGGGTTTT 277

Ai04B15272 Araip.B04 15272 p3 (TCT)7 21 69700438 69700458 TCAACATCTCTTTCCCACCC GCTTTTGTCCTCCCTTTTCC 228

Ai04B15277 Araip.B04 15277 p2 (TC)6 12 69733913 69733924 TGGCAAGGTAAGAGAAATTGG TTTTCCCTTTTTGGTCTTGG 268

Ai04B15279 Araip.B04 15279 p2 (GC)6 12 69746192 69746203 GCATACAAGCGGAGAGAAGC GCCAAAAATGGGTTCAGAAA 205

Ai04B15283 Araip.B04 15283 p5 (TTATC)5 25 69825422 69825446 TGGTACCTGCAAGGGACTTC GGCCCAAATAGAGGAACACA 262

Ai04B15285 Araip.B04 15285 p5 (TTATC)5 25 69838931 69838955 TGGGTTGATAGGCAGAACCT GCGCTAAGCAAATTCTCAACA 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15289 Araip.B04 15289 c (A)12gagagagaaaaagagaaaaagaaaaaa(AT)7aaataaataaggggacaaaattaccccaatgttaagttaatgaaaaatcaatgcacatgtgataaattaaaaag(A)10137 69855366 69855502 GGGGACAAAATTACCCCAAT CCTAGCTACCCAAAATTCCCA 280

Ai04B15293 Araip.B04 15293 p2 (AT)7 14 69861713 69861726 TGTGCATCAACTAAGTGTGGG TGGGGTAATTTTGTCCCCTT 227

Ai04B15297 Araip.B04 15297 p2 (AG)6 12 69921512 69921523 GAGCAAGGGAAGGTCAAGTG GGCCCAGATCCAAGTACAAA 260

Ai04B15298 Araip.B04 15298 p2 (CT)7 14 69923202 69923215 GGGCGTTTACACGCTAACAT GGTGAGGTAGGTGGGGTTTT 255

Ai04B15305 Araip.B04 15305 p3 (AAG)5 15 69946417 69946431 CGGTCTTAGGTGCCATCAAT TCCCTCCTTCATTTCCACAC 200

Ai04B15308 Araip.B04 15308 p2 (CT)6 12 69955751 69955762 GCGACCGCGTCAATTAGTAT AAAACCTTGTTAATGGGGGTG 217

Ai04B15309 Araip.B04 15309 c (A)10gcacagatagttcatctcaaaactatggcatagatggctcatctaaaaaatattgcaacattc(T)1184 69960319 69960402 AAGAGACGATGAAGATGTTGTGA AAAAATCCTCCCGTTTTAACC 264

Ai04B15312 Araip.B04 15312 c (TA)6(T)11 23 69971371 69971393 AGCATTGGGGTGATTTTGTC AGTACGGGAAATTGTGGGAA 194

Ai04B15314 Araip.B04 15314 p3 (AGA)6 18 69999493 69999510 TCGTCCTCGAGCAAAAGAAG ACCCCACAGGATCATCTCAG 271

Ai04B15316 Araip.B04 15316 p2 (GT)6 12 70004854 70004865 CAATGCCTAGGGACGACAAT CGGAACAAACACACACGAAC 269

Ai04B15317 Araip.B04 15317 p2 (TA)11 22 70019776 70019797 CAAGGTTGCTTGGAGGAGAG GAAAATCCGATGTACGCGAT 128

Ai04B15318 Araip.B04 15318 c (AT)7tat(GA)9 35 70023658 70023692 AATGGTAGAAGAAAAGTGACGAA CTTCTCCACAGCACCATTGA 227

Ai04B15326 Araip.B04 15326 p2 (AT)6 12 70083933 70083944 TGTTCGGGTGTTTAAAATTGG TCATGCAAAATTTGTACCCA 265

Ai04B15327 Araip.B04 15327 p2 (AT)6 12 70087131 70087142 TTGGGGCACTACATTCCATT CGTTTTCGGTTCGTGATTTT 202

Ai04B15328 Araip.B04 15328 p2 (AT)11 22 70087294 70087315 AAAATCACGAACCGAAAACG GATATAGGCCCAGGTGCTCA 200

Ai04B15329 Araip.B04 15329 p2 (AT)7 14 70089128 70089141 AAAATCACGAACCGAAAACG GATATAGGCCCAGGTGCTCA 192

Ai04B15330 Araip.B04 15330 p3 (ACA)5 15 70094703 70094717 CACCGTAGCAGCCACTCATA TGCCACCTCTAATTTCCCTG 159

Ai04B15331 Araip.B04 15331 p2 (CT)7 14 70101546 70101559 TTTCTTATCTCTTTCAAAACCACC CGGATTTTTGGTGAGTGAGG 269

Ai04B15333 Araip.B04 15333 p2 (TA)8 16 70135417 70135432 TGGTTTATCAACCTCCCCAC CGCTTGATTCTATGTTCCCTG 275

Ai04B15341 Araip.B04 15341 p2 (TA)11 22 70225123 70225144 TGTAGCCTTTTGTCCTTCATTTT TGATCATTCTAATATTTTTGGTTCATT 272

Ai04B15345 Araip.B04 15345 c (TTC)5c(TCT)5tttctttcgtttcttgccttctttttctc(CTT)5actgcacattcttcttcctcttcc(TCT)8123 70242645 70242767 GAAATCCCTAAAACGCGATG CGTGCAAGAAGAAGAAGAACG 201

Ai04B15346 Araip.B04 15346 p3 (CTT)5 15 70242874 70242888 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 230

Ai04B15348 Araip.B04 15348 p3 (TCA)5 15 70250631 70250645 GGGAAACAAAACCACTCTCAA GGGGAACAAGCAACTTTCAA 207

Ai04B15352 Araip.B04 15352 p2 (AG)6 12 70264816 70264827 AGGGGACAAGCAGAGACTCA TCATAAACCAAATTGGGGAAA 253

Ai04B15355 Araip.B04 15355 p2 (TA)6 12 70267652 70267663 AAAGCTTTACCAAACCAAGCC GGCTTACGCCTTTTGCTATG 225

Ai04B15356 Araip.B04 15356 p2 (AC)8 16 70270094 70270109 TTGGAGTAACCTTTGTCCCC TTGAGGTGTGTGTGCCATTT 233

Ai04B15357 Araip.B04 15357 p2 (AT)8 16 70270907 70270922 AGCAAAATGCACATGCAATAA AGCGATTGACTGTGGGAGAG 215

Ai04B15358 Araip.B04 15358 p2 (TA)18 36 70281039 70281074 CAAACACTTGGTGGGCATAA CCCAATTTCACAACCGAACT 270

Ai04B15364 Araip.B04 15364 p3 (CTT)5 15 70305472 70305486 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai04B15366 Araip.B04 15366 p3 (TTC)5 15 70311455 70311469 GCCGAACCTAACCCTACTCC AGCAATGCTTTTCCAACACC 217

Ai04B15367 Araip.B04 15367 p5 (TTATC)5 25 70312020 70312044 GGTACCTGCAAGAGACTCCG TGGCCCAAATAGAGGAACAC 260

Ai04B15370 Araip.B04 15370 p5 (TTATC)5 25 70340900 70340924 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai04B15372 Araip.B04 15372 p3 (TTG)5 15 70371891 70371905 TGCATTGACATTTGGGGTAA GGCATTGTTGGAGAAGAGGA 192

Ai04B15377 Araip.B04 15377 p2 (TC)9 18 70424292 70424309 CAAATGGCACGCTAATCAGA CAAAGTTGGGCTAAACGAGC 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15378 Araip.B04 15378 p2 (AT)7 14 70432677 70432690 ATGGTGAATGCAAATGCTTG TTCGGTGAGGGTTCAATAGC 194

Ai04B15379 Araip.B04 15379 p3 (TGC)5 15 70434650 70434664 GCTCCATGAACCGAAAAAGA CGTCATTAGCCCCAGTAGGA 120

Ai04B15380 Araip.B04 15380 p2 (TC)6 12 70436055 70436066 CTCACCCTCTTCTTCATCGC TGAAACTAGCCAAGATGCCC 242

Ai04B15381 Araip.B04 15381 c (T)10cctttcta(T)11 29 70447355 70447383 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 138

Ai04B15384 Araip.B04 15384 p2 (AT)6 12 70470650 70470661 ATGGCAGCAAAATGAAAAGC GCAAGGCACCTAGGATGATG 222

Ai04B15386 Araip.B04 15386 p2 (CT)8 16 70508117 70508132 TCCAAACAATGATGCGAATG TGATTTCTCTTTCAACATAGTTTTCC 268

Ai04B15391 Araip.B04 15391 p3 (ATT)6 18 70527218 70527235 CACTCACGTCACCTTCCCTT CCGGAAACACGCTAGGATT 265

Ai04B15392 Araip.B04 15392 p2 (AT)7 14 70531694 70531707 TAAAAGCTGCAAGCACAAGC GCAGCCTTGGAAAAAGAAAA 257

Ai04B15393 Araip.B04 15393 p2 (AT)6 12 70549014 70549025 CAAAAAGCGCAAAACATTCA TGCGTTAGCTTCGTGTGAAC 273

Ai04B15399 Araip.B04 15399 p3 (TTC)5 15 70585878 70585892 AACACAACCCCTCTCTCCCT CGGTCTTAGGTGCCATCAAT 160

Ai04B15402 Araip.B04 15402 p2 (CT)9 18 70606963 70606980 TTTGGTGGGACCTAAGAACG AGTACCGAAGAAACCTCGCA 131

Ai04B15405 Araip.B04 15405 c (T)10ccttatttctttctttctttcaattgaatggatgtaggttcatcctctttcaagtaattttgcaacattatgtatttctcttttttctttgtttga(T)10116 70613309 70613424 TCCGTACAAATACACCAAAAATTC CCTTCGCAAGTTTCTTCTTGTT 267

Ai04B15408 Araip.B04 15408 p4 (AAAT)5 20 70615093 70615112 TGCTCATGCAAACATCCATT TATTTTTGGCCTTGGACTCG 127

Ai04B15411 Araip.B04 15411 p2 (TA)6 12 70630783 70630794 GGGTGAAGGTAGAATGGTGG GGGTTCAATAGCTCATCTCCA 274

Ai04B15412 Araip.B04 15412 p2 (TA)6 12 70632015 70632026 AAACTCACGGGTTGTGTGTTC TCACAACAATCCACACACCT 199

Ai04B15414 Araip.B04 15414 c (T)10atgcaatatgtgatatgcaaaatgcagatgtcatgaatgatcctaatgaagt(TAAAA)587 70636483 70636569 CCAGTCTAACTTTCTGGGCG ACAACCCACCACGGTATGAT 236

Ai04B15416 Araip.B04 15416 p2 (AT)7 14 70648734 70648747 CAATGGAACGCCCTAAGAGA GATTTTCATCTCCCGGATCA 262

Ai04B15417 Araip.B04 15417 c (CAT)17(AAT)15 96 70651979 70652074 TCAACTTCAGTTCGGTCCTG TAACACCCCGAACTTTTGAA 270

Ai04B15418 Araip.B04 15418 p3 (GAA)5 15 70656225 70656239 GTTCACCGGCAAAAGAGAAG AAGAAAACCCTATCACGCCA 193

Ai04B15419 Araip.B04 15419 p3 (AAT)5 15 70662064 70662078 TGGTAAATTGGGGTTTTGGA AGTCTCCCCACAGGAGTTGA 242

Ai04B15420 Araip.B04 15420 p2 (TA)13 26 70663546 70663571 TGGGGTAATTTTGTCCCCTT TTTGGGAACCTACTCATGAAAAA 235

Ai04B15423 Araip.B04 15423 p3 (AAT)5 15 70667983 70667997 TATTCAAACCTCGGGTCGTC AGGCTGACCAAGTGGGATTA 235

Ai04B15426 Araip.B04 15426 p2 (AT)8 16 70683278 70683293 CTGTGGGAAAATTGGGTTTG TATTTTGGGGCATTTTGTCC 237

Ai04B15427 Araip.B04 15427 p2 (GA)6 12 70688405 70688416 TCGAATTTGGGTGAGATGAA TCGAAAATCTCTTCCCCCTT 182

Ai04B15428 Araip.B04 15428 p2 (AG)6 12 70688538 70688549 CGGTCTAGTATTAAAACTGTGGTGG TGGTGAGTCGATGATTTTCAA 239

Ai04B15433 Araip.B04 15433 p2 (AG)6 12 70715469 70715480 GGGTTCGAATTTGGTGAGTG TTGTTTGTTTCTTACCTTTTTCAA 280

Ai04B15436 Araip.B04 15436 c* (TA)13(TATG)8* 56 70775407 70775462 TTTTCGGACACCAGCTTAGG GCTCGGTCAAATTTTTGGAA 273

Ai04B15440 Araip.B04 15440 p3 (TTC)5 15 70818983 70818997 TCTCTTCTTGGCCGAAACAC GCTTTTGTCTTCCCTTTCCC 197

Ai04B15442 Araip.B04 15442 p2 (GC)6 12 70827979 70827990 TGGTGGGAGAAGAGAAATGG CTCTTTTAAGCCTCCAGCCC 254

Ai04B15445 Araip.B04 15445 p2 (TA)6 12 70839712 70839723 AAACCGTATCGTTGTTTCCG GGAGTTTCTTCCGAGCCTCT 247

Ai04B15450 Araip.B04 15450 p2 (GT)9 18 70884465 70884482 ATCATTGAGGCCGTCATTTC ATGTCCCAAGATTTCCCACA 227

Ai04B15452 Araip.B04 15452 c (T)10acaaataatttt(A)1032 70887994 70888025 ATTGAAAGCTTGGCTGGCTA ATGCACATGCAATTGACACC 237

Ai04B15453 Araip.B04 15453 p2 (CT)8 16 70889058 70889073 TGTTTCTTATCTTTTTCAAAACTACCC GATGAGGGAGAAGGATTTTCG 216

Ai04B15454 Araip.B04 15454 p3 (TAT)7 21 70889389 70889409 TCGAAAATCCTTCTCCCTCA CAGGTTCTGGATCTGCTTCC 265
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Ai04B15455 Araip.B04 15455 c (A)10taaataaataaataggcaaaaaaaaatatagaaag(A)1055 70892400 70892454 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 274

Ai04B15456 Araip.B04 15456 c (T)10gccatttttttctc(T)1337 70909966 70910002 TGGCTTTTTCTGCTTGCTTT GAGCTCAAGGACATCATTGGT 268

Ai04B15457 Araip.B04 15457 p3 (GAA)5 15 70911387 70911401 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai04B15459 Araip.B04 15459 p2 (GC)6 12 70945114 70945125 ACGCGTGCTTGAGAGATTTT AGAGTCATCCCCACTTCGTG 253

Ai04B15465 Araip.B04 15465 p2 (CT)6 12 71067535 71067546 GTGGCCCAGAAAACACAGAT AGCCAATTGGGCAACATAAG 266

Ai04B15470 Araip.B04 15470 p2 (CT)8 16 71074169 71074184 TGCGACCCAGAAAACACATA AGCCAATTGGGCAACATAAG 271

Ai04B15471 Araip.B04 15471 p2 (CT)11 22 71081571 71081592 GCACGCCTAAATAGAGCAGG AGATATGTGGTTCGGCCAAG 151

Ai04B15472 Araip.B04 15472 p2 (CT)6 12 71082454 71082465 ACATTGAACCTGGAACTCGG TTTTTGACCCAGTTTTTGGC 247

Ai04B15475 Araip.B04 15475 p2 (AG)6 12 71104663 71104674 CCTGGGATTGAAAGTTACTCCT TCAGCCCAGAACACACAGAG 177

Ai04B15476 Araip.B04 15476 p2 (AG)7 14 71120684 71120697 AAAGAACCTGGGATTGAGAGTT TTTCAGCCCAGAACACACAG 187

Ai04B15481 Araip.B04 15481 p3 (AGA)7 21 71143622 71143642 CGGTCTTAGGTGCCATCAAT ATCACCCTTTCCCAAGAACC 235

Ai04B15482 Araip.B04 15482 c (T)10agaaaaccaaaataaattttcgaa(T)1044 71157075 71157118 GGAAAACACCAAGGAACACC TGTTCATGGTAATTGGCTATCA 272

Ai04B15489 Araip.B04 15489 p2 (TG)6 12 71269058 71269069 GCGTGCGTACAGCTTGTAAA CTTGTGTGTATGCACAGCCC 169

Ai04B15490 Araip.B04 15490 p3 (ATG)5 15 71269786 71269800 CTCAACCAACACAATCATCCA CAGCCAAGGTATGATTTCGG 264

Ai04B15491 Araip.B04 15491 c (A)10ttcaattctcaaaatttaaaattcaaattt(A)1050 71276998 71277047 GCCGGGAATTTGTAAATGTG CTTGAAGCGAGAGGAGTGAGA 277

Ai04B15496 Araip.B04 15496 p3 (TCA)5 15 71335003 71335017 CATCCAGTCGGTTCAGGATT GTAGTGGAGGACGGCATGAT 163

Ai04B15498 Araip.B04 15498 c (TTTA)5ttatta(T)1642 71350308 71350349 TGCAATGAATGGAAGTAAGCA TGAGAAATTTCACCCCCAAG 253

Ai04B15499 Araip.B04 15499 p2 (CT)6 12 71352493 71352504 TGACAGAGGCCACGTATCAG AAAACCTGGATCGAGAGTCA 251

Ai04B15500 Araip.B04 15500 p2 (AT)10 20 71355214 71355233 CCATGGTATGGTCGCTTCTT CCAGCCTAACTTTCTGGACG 269

Ai04B15501 Araip.B04 15501 p3 (TCT)5 15 71355747 71355761 GAGACTCCCTTTTTCACCCC GTGGTTGCTGAGTGGTGCT 174

Ai04B15502 Araip.B04 15502 p2 (CT)6 12 71365753 71365764 AGTAATTTGTGGTGAGGGCG AAAGAGAGTGCGGGTTGAGA 179

Ai04B15504 Araip.B04 15504 c (CT)6ccctctcccttttcgtctctctttctctctctctt(TC)863 71380733 71380795 CCCTTTACTCTCTCTCCCCTT AGAGAGAGGGAAATGAGGGA 213

Ai04B15505 Araip.B04 15505 p2 (TC)9 18 71380899 71380916 CTCTCCCTCTCCCTTTTCGT GAAGAGGGGAAGAAAGAGAAAAA 267

Ai04B15506 Araip.B04 15506 p2 (CT)6 12 71381069 71381080 CCCTCCTTTTCCTCGCTC AGGGAAGGGGAGAGAGAATG 225

Ai04B15507 Araip.B04 15507 p2 (AG)8 16 71381387 71381402 TCCCTCAACCTTCTCTCACC TTCCCTCTTCCCCTCCTCTA 272

Ai04B15508 Araip.B04 15508 p2 (GA)8 16 71381771 71381786 AGACAAAGAGAGGGGAAGGG TCTTTCTCGTCTTCTCCCCC 138

Ai04B15509 Araip.B04 15509 p2 (AG)13 26 71381968 71381993 AGAGAGGGGGAGAAGACGAG TCTCCCCTATCCATCTTCCT 269

Ai04B15511 Araip.B04 15511 p2 (AG)8 16 71387210 71387225 AACACCCTATCACACGGAGC TATTTTGCATCAGATTGGCG 241

Ai04B15512 Araip.B04 15512 c (AT)6acatatatatatac(AT)1352 71390299 71390350 TTAAACCGCAAAACTGCTCC TTTTTATGCAAGTTCCTTATATGCT 208

Ai04B15513 Araip.B04 15513 p2 (AG)6 12 71394360 71394371 CCCATAAATTCACCAGTGCC AATTGAGTGCTCCACACACG 211

Ai04B15514 Araip.B04 15514 p2 (AT)6 12 71400497 71400508 CTGTTTTGGCGAAGATCCAT GCGAAGATAACCAATCCGAG 165

Ai04B15516 Araip.B04 15516 p2 (TA)6 12 71423470 71423481 TGGCCAAATTCAAAGAGAAGA CTCTCTGCAAGGCGAAGACT 246

Ai04B15517 Araip.B04 15517 p2 (AG)8 16 71444001 71444016 GGGTGGGAAAGAGATGTTGA AGGATCCCCACCTACCTCAC 123

Ai04B15518 Araip.B04 15518 p3 (AAT)13 39 71446394 71446432 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15519 Araip.B04 15519 p2 (AG)6 12 71446741 71446752 CGGATTTTTGGTGAGTGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 270

Ai04B15523 Araip.B04 15523 p3 (GAA)5 15 71473476 71473490 AGAATATTGCTCGCCCTCAA CCCATCAATATGGCCAAAAC 190

Ai04B15524 Araip.B04 15524 p3 (GAA)5 15 71476906 71476920 CGGTCTTAGGTGCCATCAAT ATATGGCCGAAACTTACCCC 248

Ai04B15528 Araip.B04 15528 p2 (TA)7 14 71501004 71501017 GGGAGATTTGATGCACCACT GGTTTATCAACCTCCCCACA 276

Ai04B15535 Araip.B04 15535 p2 (AG)11 22 71516769 71516790 TTTACCTGTTGCTCATGCCA CCTCAACCACACAGTCACAAA 198

Ai04B15536 Araip.B04 15536 p2 (GA)19 38 71520229 71520266 CTAACCTTCGAGAAGCACGG GGTTCGTTGTTAGCCAGCTC 182

Ai04B15537 Araip.B04 15537 p3 (AAT)5 15 71522003 71522017 GACACAGCCAAATTCCATTCT TAAGAGTGGGGAAGGGAACA 276

Ai04B15540 Araip.B04 15540 c (A)11ttttttttctaaaattttctcatctgttttcg(A)1154 71531574 71531627 CGGTTCATCTTGTTGCTCAG ATTCCTTGCATTCAACAGCC 280

Ai04B15541 Araip.B04 15541 c (CT)6aattttcgaaaatatcttcccctttttcaaaaaaattctttttaattaactaattatttttattttttatttttaatttcaaaaatttcgaaaaaaaaat(A)11123 71532971 71533093 TTTCTTAACTTTTTCAAAACCACC AATAGGATGAGAGAGAGGGGG 256

Ai04B15543 Araip.B04 15543 p5 (AAACT)5 25 71572360 71572384 GCAAAAGAAAAATTGAAGCAAGA TGAAGGGGAATCAACACACA 184

Ai04B15544 Araip.B04 15544 c (CT)6tcttcacccattcaccaatcacctcaatacctcttcccc(A)1364 71580259 71580322 ACTTGGTGCAGGGATGAGAT TGGGGTTTTATGAAGGATGG 199

Ai04B15545 Araip.B04 15545 p2 (AC)6 12 71585009 71585020 TCATGATGTTAGGGCGATCA GAAGAAAATGGGAAGGGAGG 107

Ai04B15547 Araip.B04 15547 p2 (AG)13 26 71589517 71589542 AAATGCTACACGGTTGGACC GAGCTCATTGAAAGCTTCGC 225

Ai04B15548 Araip.B04 15548 p2 (TA)6 12 71606657 71606668 GAGCCGTGGCTAGATCTTCA ACCTCGCGTCGTAAAGAAAA 232

Ai04B15551 Araip.B04 15551 p3 (TTC)5 15 71614507 71614521 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai04B15553 Araip.B04 15553 p2 (CT)6 12 71620879 71620890 TGTTTGTTTCTTACCTTTTTCAAAACT GGGTTCGAATTTGGTGAGTG 280

Ai04B15555 Araip.B04 15555 p2 (TA)6 12 71659913 71659924 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 160

Ai04B15556 Araip.B04 15556 p2 (GA)7 14 71669154 71669167 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 248

Ai04B15559 Araip.B04 15559 p2 (CT)6 12 71679021 71679032 TTGATTTTCAAATTTGTTTCAACT ATGAGAGGGGGAAGTTTTCG 236

Ai04B15560 Araip.B04 15560 p2 (CT)6 12 71679244 71679255 TTTCGAAAACTTCCCCCTCT TTCTTGTCCTTGCTCCTGCT 242

Ai04B15561 Araip.B04 15561 p3 (TTC)5 15 71682272 71682286 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai04B15562 Araip.B04 15562 c (T)10cgaaaattaaaataaaaacattaaaataattagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6103 71687563 71687665 GGTTCCCTTTAGGTGAGTGGA TTTGTTTGTTTCCTACCTTTTTCA 260

Ai04B15564 Araip.B04 15564 c (T)10gaaaaagtcaaatctaattttcgaaattttaagagagaaagagggaaagatatta(T)1378 71688184 71688261 AAATTGAAAATTTGATTTGACTCAT GCATGCATTCCTTGTTTTGA 217

Ai04B15569 Araip.B04 15569 c (A)10tttatatagttttcaaaaaattc(A)1144 71721718 71721761 TCGAGTTTGGACAACTGACG TGATGGGAACCAAAAAGCTC 277

Ai04B15576 Araip.B04 15576 p3 (GAA)5 15 71749352 71749366 CCCTTTTCCTTTTCTGGAGG ACACAACCCCTTCTCCCTCT 174

Ai04B15577 Araip.B04 15577 p3 (TAT)5 15 71752417 71752431 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 251

Ai04B15579 Araip.B04 15579 p3 (TTC)6 18 71759351 71759368 CACCTTATGGCCGAACCTTA CGGTCTTAGGTGCCATCAAT 253

Ai04B15580 Araip.B04 15580 p2 (AT)6 12 71766840 71766851 ACCCTTTTGCTAGGGACGAT AGGATGGTTTAGTGAGGGTTCT 218

Ai04B15583 Araip.B04 15583 p3 (ATG)5 15 71774134 71774148 GGATTGGGCTTTTCATAGTAAGG TTGGAACAAAAACCAGCCTC 266

Ai04B15585 Araip.B04 15585 c (T)11catttcacaacacttatgcattgattccttgttattgacttcactttggggcattttgtccccttttattttttttc(T)11ccattttatttttcttttcatcattattattttttttc(TA)7151 71798188 71798338 AAGCACAATCATGGGAGAGA CCTTATGCATTGATGTTCGTG 266

Ai04B15592 Araip.B04 15592 p2 (AT)6 12 71843614 71843625 TGAGAAACTTGGACATTGGTTG TGGGGTATTTTTGTCCCCTT 218

Ai04B15593 Araip.B04 15593 c* (TTC)5(TC)31* 75 71849626 71849700 TCTGAAATCCCGGTGAAAAG CTTTGCCTCACTGCCAAAAT 214

Ai04B15595 Araip.B04 15595 p2 (TC)6 12 71855293 71855304 GCACAAATTCCGGAGGTAGA GAGAAAGGGGTTGGTTTGGT 107

Ai04B15596 Araip.B04 15596 p3 (TGG)5 15 71857335 71857349 AGGATCAGGTTTTGCCACAG CATGCTCATTTCATCATCCG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15598 Araip.B04 15598 c (CT)7cccctctctctttctccctctttgtcctctttctctctctttt(TC)771 71865511 71865581 CCTTCTTTCCATCTCTCTCCTTC TCTTTCTCTCTCAACCTTCTCTCA 279

Ai04B15599 Araip.B04 15599 p2 (AG)6 12 71865854 71865865 TCCTCCTCTATCTTTGCCTCC TCCTTCACCTCCCCTCTCTT 263

Ai04B15606 Araip.B04 15606 c (T)10ctattttttcgcta(T)1034 71893938 71893971 TTGCTCTTGCCTCTTGGTTT CAGCAAAGAACAAAGCTTGC 101

Ai04B15607 Araip.B04 15607 p3 (GAA)5 15 71895635 71895649 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai04B15616 Araip.B04 15616 c (A)13gcagcaaaaagaaaaagaaaaagcatgatgcaaaagaaaaaaaagaga(AT)673 71989000 71989072 TGGCTCTTGAAAGAATGATGAA TTTTGCTCTTGCCTTTTGGT 218

Ai04B15620 Araip.B04 15620 p3 (ACT)5 15 72022995 72023009 GCATATGATGCCTGCATGTC TTGCTCCTGGTCAGTGATTG 280

Ai04B15621 Araip.B04 15621 p3 (AAT)6 18 72034492 72034509 TTTCCCAAAGCAAGCCATAG GGTTGCACAGTTTGGAAGGT 179

Ai04B15622 Araip.B04 15622 p2 (TA)6 12 72039933 72039944 CCGAGTTATGGCTAACCGAA AGGGTGGATGGTGAATTGAT 277

Ai04B15628 Araip.B04 15628 p2 (TA)8 16 72056769 72056784 TGAAAATCATGGGATTGGGT TGGGACATTTTTGTTCCCTT 165

Ai04B15631 Araip.B04 15631 p3 (TAT)43 129 72115088 72115216 TTCACTTTGGGGCATTTTGT AAAATTTTGGGATTTTGGTACA 272

Ai04B15634 Araip.B04 15634 p3 (AGA)5 15 72125514 72125528 TCCTCATTCCCATTTAGATTCA CTCTCTCTTCTTTTTCAAAACTTTCT 280

Ai04B15636 Araip.B04 15636 c (T)10gaaaaagtttttga(T)1135 72126324 72126358 CACAAACAAAAGACTCAAACCAA ATTCAGCTGTACGAAGCGTG 249

Ai04B15637 Araip.B04 15637 p2 (TC)7 14 72137041 72137054 ATTTCCAAATTACGCGTTCG AGGTGGGAGACAACCCACTA 277

Ai04B15639 Araip.B04 15639 p3 (TCT)5 15 72148439 72148453 ACGTGTCCCTTGCTAACACC GGAGACAAGGGTGTGGATTG 199

Ai04B15640 Araip.B04 15640 p2 (AG)8 16 72163373 72163388 CAGGTTCAGGATCAGCTTCA TCGAATTTCTTCTCTCTTTCATCTC 268

Ai04B15647 Araip.B04 15647 p2 (CT)7 14 72212488 72212501 GCCAGAAGCATAACATGGGT AGAACCTTGGTAATGGAGGTG 259

Ai04B15659 Araip.B04 15659 p3 (AAT)5 15 72330824 72330838 TTCTTGTTGAAGCCGATCCT AAGTTGTTTGCTCCAATGGC 226

Ai04B15661 Araip.B04 15661 p3 (AAT)5 15 72332511 72332525 TTCTTGTTGAAGCCGATCCT AAGTTGTTTGCTCCAATGGC 226

Ai04B15662 Araip.B04 15662 c (TA)7ttggttgcttgatgcaacccagagctatatc(TA)759 72364151 72364209 CAGAGAAAAGAGAAACCAGAACA TAGCTCTGGGTTGCATCAAG 193

Ai04B15663 Araip.B04 15663 p2 (TA)6 12 72368296 72368307 TCGTGCAGAGGAGTAGCAGA CATTCGGTGATTCAGCCTTT 278

Ai04B15664 Araip.B04 15664 p2 (GA)8 16 72383552 72383567 CACCATGTAAAAAGGGAAAAGAA CCGCACAGCTCAACCTAAAT 276

Ai04B15667 Araip.B04 15667 c (T)10gaaagatttttg(A)1032 72395522 72395553 GCCAGGCTTCAACATGTTACT CATGGATCACAATTTCGTGC 242

Ai04B15670 Araip.B04 15670 p2 (AT)6 12 72432457 72432468 CATTCCTTGATCCAGCCTTT CTTCTTGAACAGGTCAGGGC 126

Ai04B15673 Araip.B04 15673 p3 (AGA)5 15 72441136 72441150 AAATTCAGAATCACCAAGCAAA GCCCGCTTCTTCTTCTTCTT 280

Ai04B15674 Araip.B04 15674 p3 (AGA)16 48 72441274 72441321 TCAACAACGAATTTCACAGAAAA CACTGCTCCACAACCATCAC 129

Ai04B15677 Araip.B04 15677 c (TC)6tatctctctctcttatcctcttttctctctctcttatcctcttttcttttctcctcttttgtttctctctttctctccct(TC)6104 72459419 72459522 CTCTCTCCTCTTTCTCCCCC GAGAAAAGAGAAAAAGAAAGGGAA 272

Ai04B15678 Araip.B04 15678 p2 (AG)9 18 72459842 72459859 TCTCCCTCTTTTCTCAAAAACAA TCTTTCTCCTTCCCTCTCCC 247

Ai04B15679 Araip.B04 15679 p2 (GA)6 12 72460036 72460047 GAGAGAAAGAAAGGGGAGGG CTGCCCTCTTTCTCCACATT 228

Ai04B15680 Araip.B04 15680 c (GA)6aaaggaaaagggg(GA)7ggaagacaaagagaggaaaaagggagaaagagggggagagagagaagaggaagatagagagggaaag(GA)7120 72460275 72460394 GGAATGTGGAGAAAGAGGGC TTTCTCCTCTCGTTCCCTCC 213

Ai04B15681 Araip.B04 15681 p2 (GA)9 18 72460578 72460595 GGGAAGAAAAGAGAAAAAGGGA TCTTCTTTCCTCTCCCCTCCT 204

Ai04B15684 Araip.B04 15684 p2 (AG)6 12 72471423 72471434 AAAGAGGGAAGGGATTTTCG AAATTTCGATCACATCTTTTTCG 181

Ai04B15688 Araip.B04 15688 p3 (AGA)5 15 72494002 72494016 TGGAAGAAGACAGAGGAGAAGAG TCTCTCTTGTTTTTCAAAACTTCC 250

Ai04B15690 Araip.B04 15690 p3 (AGA)5 15 72501547 72501561 TTAGAATGTTGCTCGCCCTC ATGCCTTGACACCTCAGGAC 191

Ai04B15695 Araip.B04 15695 p2 (GC)6 12 72549953 72549964 TTGAGAAATTCCACCCCAAG AGGAAGGACATCCATGCGTA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15696 Araip.B04 15696 p3 (TCT)7 21 72557372 72557392 GAAGGCGAAGAGGAAGAAAAA CCCTCTCCCTCCCTCTCATA 264

Ai04B15697 Araip.B04 15697 p5 (AAAAT)5 25 72559489 72559513 ACGGTGCAAGACCAAAGAAA GATGGAGGCCATATTGAGGA 156

Ai04B15701 Araip.B04 15701 p2 (TC)9 18 72576036 72576053 GAACGGCAGATCTGATGACA AAGAAAGGGAAGCTGGGAAG 245

Ai04B15702 Araip.B04 15702 p3 (TTC)5 15 72583359 72583373 ACCCAAACCCTCCCTAAATG AGGTGCCATGGTAATGGAAA 252

Ai04B15703 Araip.B04 15703 c (A)10tagc(A)10 24 72585034 72585057 TTGGCTCTTGAAAGAATGATGA AGGCCCTCCTATCCACTGAT 269

Ai04B15704 Araip.B04 15704 p2 (GA)6 12 72604637 72604648 GAGAGAGGGAAAGGGTTCAAA CGAAAACCATTACCCACTTTTT 239

Ai04B15709 Araip.B04 15709 p2 (AG)6 12 72639726 72639737 AAACCTGGGATCGAGAGTCA AGTGACGGAAATCAGCGTGT 253

Ai04B15710 Araip.B04 15710 p4 (AAAT)8 32 72645794 72645825 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 207

Ai04B15712 Araip.B04 15712 c* (A)11(AG)6* 22 72658454 72658475 TACATGTGGTGGCAATGCTT TGCCTTTTGGTTTTAATGGC 261

Ai04B15716 Araip.B04 15716 c (A)10gagaaaataggcgaaaaaaatag(A)1245 72676178 72676222 TCATGAATTTATGGATTTTATGTCC GGATAAGGGATGGAGTGGGT 170

Ai04B15720 Araip.B04 15720 p3 (TTC)5 15 72717707 72717721 CCTCCGTTCTGTCTCTCGAC CACAAACCCTAGCCACCACT 182

Ai04B15727 Araip.B04 15727 p4 (ATAA)7 28 72782271 72782298 TGTCAATCAAGTGTGGGGAA TGCATTGATCTTTTTATTGGACTT 264

Ai04B15728 Araip.B04 15728 p2 (GT)7 14 72782445 72782458 TGCATATGTGATGAAATTGAAGAA GGGCTAAGGTAAGGGTGAGG 194

Ai04B15729 Araip.B04 15729 c (T)10cttctctttttttttcc(T)1138 72798861 72798898 TTGGCTTTTTCTGCTTGCTT AATGAATGCGTGAACAGTGC 226

Ai04B15730 Araip.B04 15730 p2 (CT)6 12 72802191 72802202 AAAATTGATTTCCAAATTTGTTTCA TGAGAGGGGGAAGTTTTTGA 240

Ai04B15731 Araip.B04 15731 p3 (TCT)5 15 72805126 72805140 ACACAACCCTCTCTTCCCCT CTCGGAGGTTGAAGCTTTTG 230

Ai04B15736 Araip.B04 15736 c (AAAAT)6aaaaaaataatttaatattaata(T)1063 72836127 72836189 CCCCTGTTCTTCTTTTCCGT GCAGAGAAGTCCCTGTGAGG 202

Ai04B15739 Araip.B04 15739 p2 (TC)6 12 72842434 72842445 AGGAAGTTCTGTGACGGACG AGATGATTCGCCTCCCTTTT 249

Ai04B15741 Araip.B04 15741 p2 (AT)9 18 72851676 72851693 CCCTCTCCTCCCTTGTTTTC TCCGTTGGTAAATTCGAAGG 114

Ai04B15742 Araip.B04 15742 p2 (AG)6 12 72864653 72864664 TTGAGGAAGGGTGTTATGGG GTTTAACGCCAGAAATGGGA 250

Ai04B15743 Araip.B04 15743 p3 (AAG)5 15 72867710 72867724 ACTTGCGAGATGCTGAACCT TCCACTCCCTTGTGCTCTTT 205

Ai04B15745 Araip.B04 15745 c (AT)12aatataaataaataaggggacaaaattaccccaatattaagtttaataaaagatcaatgcacatgtgataaaaat(A)10109 72870571 72870679 AAAATAATGGAGAATCCATGTGC TGCCTAGCTATCCATAATTCCC 253

Ai04B15748 Araip.B04 15748 c (A)10gaaaaatggc(A)1030 72895591 72895620 GCAGTGAAAAGCTTGCAGAA TTCACTTGACACCTTCACGC 250

Ai04B15761 Araip.B04 15761 p2 (CT)6 12 72946939 72946950 CCTTCTCCCTTCTTCTTCCAA TTGCAACAATCCACAAGCAT 247

Ai04B15762 Araip.B04 15762 p2 (AT)10 20 72950823 72950842 GGGAAATTGTGGGAACAAAA CCCAGAATTCCCTTTTTCAA 267

Ai04B15763 Araip.B04 15763 p2 (TA)7 14 72951409 72951422 TTTCATGTTCCCTGCTTTCA CAACTTCCCCAAACGTAAACA 267

Ai04B15766 Araip.B04 15766 c (TG)9ta(TG)14 48 72977828 72977875 GGTGTTGCACACCAAAACAA CCAAACTTAGTTCCCTGCCA 268

Ai04B15767 Araip.B04 15767 c (A)10(T)10 20 72994491 72994510 AGCTGTTTGGAGGTTTGGAA ATGGTCGAAAATGCTGGAAG 134

Ai04B15769 Araip.B04 15769 p2 (TA)9 18 73012091 73012108 TTTCAGATGCAGGACGTGAG GAGGGTAAACCAATGCGAAA 220

Ai04B15770 Araip.B04 15770 p2 (TA)14 28 73015589 73015616 CCACCCTTCTTATCATGCATTC TCGCATGTCCTCATGCTAAA 280

Ai04B15773 Araip.B04 15773 p2 (AT)8 16 73031088 73031103 TTGCCTTGCCCAAATTGTAT CCTCATGCTAAACCAACAAGG 207

Ai04B15776 Araip.B04 15776 p2 (AG)6 12 73048644 73048655 GGTATTTGGGGAAGGGTGTT AGAAATGGGCATCAGACTGG 277

Ai04B15779 Araip.B04 15779 c* (A)10(AG)6* 21 73062421 73062441 TTTTGGGAACATGGGTTGAT TGGGGTAATTTTGTCCCCTT 219

Ai04B15786 Araip.B04 15786 p3 (AGA)5 15 73110012 73110026 TTAGAAAGTTGCTCGCCCTC GTTTTGTGCAAGGGCATTTT 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15787 Araip.B04 15787 c (T)11gtatttttattttaaaattttcgaaaatcattttg(A)1056 73113422 73113477 TTTCGAAAAATGCAAGATGC TATTAAGCCATGCCTGACCC 255

Ai04B15789 Araip.B04 15789 p5 (TTATT)5 25 73120514 73120538 CCTACCCACTTTTTCAAAATTCC GAGAGGGGGAAGAATTCCAA 159

Ai04B15790 Araip.B04 15790 p5 (TTATT)5 25 73122054 73122078 CCTACCCACTTTTTCAAAATTCC GAGAGGGGGAAGAATTCCAA 159

Ai04B15791 Araip.B04 15791 p2 (CT)7 14 73125052 73125065 AGTCCTTGACCCCTCAGGAT TGGAGGGAGATTTGTGGTTC 182

Ai04B15794 Araip.B04 15794 p2 (AG)6 12 73150020 73150031 TTCCTTCCAATCTCAATCCAA GTAGGGGAGGTCAGTCCCAT 109

Ai04B15797 Araip.B04 15797 p2 (CT)6 12 73167881 73167892 TTTCGAAAATCGCTAACCAC GGGGTTCGAATTATGAGCAA 230

Ai04B15798 Araip.B04 15798 p2 (TA)6 12 73174981 73174992 TGGGGTAATTTTGTCCCCTT TATGGGAAGATTGTGGGAGC 200

Ai04B15799 Araip.B04 15799 p2 (GA)6 12 73178243 73178254 GGAGGGATGAAGAAAAGAAAAA CGCGATCACGTTGATTCTTA 248

Ai04B15800 Araip.B04 15800 p2 (TA)13 26 73218031 73218056 TTCAGATGCAAGACGTGAGG CCGGTCCGACCATAGAAGTA 269

Ai04B15804 Araip.B04 15804 p2 (GA)9 18 73253333 73253350 CCACCGGATACATAAATGCC GCACCAACTTGGCGTTAAAT 238

Ai04B15808 Araip.B04 15808 p2 (AG)6 12 73283672 73283683 GGGTGAGGGAGAATTTTTCG TCGAAAATCAAATCTTTTTCAAAT 277

Ai04B15809 Araip.B04 15809 p3 (AAT)5 15 73285475 73285489 GTTCTTGTCCTTGCTCCTGC TCACATCTCTGCCCTCATCA 175

Ai04B15810 Araip.B04 15810 p2 (AG)6 12 73285819 73285830 TGATGAGGGCAGAGATGTGA TTTCTTATCTTTTTCAAAACCACC 280

Ai04B15812 Araip.B04 15812 c (T)10cgaaaacaaaggagaaatttttgaaagatttttgaaaaatttttgaaaacaaaac(A)1075 73287169 73287243 CTTTACAGCCAGCCATGCTT TCGAGTCTGGACAACTGACG 205

Ai04B15813 Araip.B04 15813 p3 (TCT)6 18 73332887 73332904 CCTTGCAATTGTTCCCAACT GTGGTGGCTGTTAACCCACT 185

Ai04B15815 Araip.B04 15815 p2 (AG)6 12 73346091 73346102 ACAGATGGAAGAGGGGGTTC TTTTTGTTTGCTTCTTATCTTTTTCA 255

Ai04B15818 Araip.B04 15818 p2 (TA)6 12 73354378 73354389 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 222

Ai04B15820 Araip.B04 15820 p2 (GC)6 12 73354672 73354683 TAGGCACAAAAGTGGCACAA CACCTCCAGGCTAAATTCCA 210

Ai04B15824 Araip.B04 15824 p2 (TC)6 12 73399626 73399637 CCTTTTTCTCTCTCCAATTTTCG GAGAGGGAGAGAGGGTTTGAA 254

Ai04B15826 Araip.B04 15826 c (T)10aaaatcaaaaataaaaataattagttaattaaaaagaaatttttgaaaaaggggggagatattttcgaaaatt(AG)695 73404925 73405019 GCAACCATGTCAATGAGTTCG TTGATTTTCAAATTTGTTTCAACT 262

Ai04B15830 Araip.B04 15830 c (A)10ttgacgaaaaaagaaataaaaaaaagagaagaaaaagaaag(A)1061 73451820 73451880 GAATGAATGCTTGAACAGTGC TTTTTACCCATGCCTTTTGG 278

Ai04B15832 Araip.B04 15832 p2 (AT)10 20 73461042 73461061 CAACCTCCCCACACTTAAACA TGCTTTTCTCTCCCATTTCAA 279

Ai04B15841 Araip.B04 15841 p3 (TTC)6 18 73514504 73514521 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 181

Ai04B15843 Araip.B04 15843 p2 (AG)6 12 73525671 73525682 GAAATTTTGAAAAAGAGGGAAGA TTGTGATTTCTTGTGAATCAAGTC 279

Ai04B15847 Araip.B04 15847 p2 (GA)7 14 73572074 73572087 CAGAGAGAAGGAGAGGGTTCG TTTTCGAAATTCACTAACCACTTTT 255

Ai04B15855 Araip.B04 15855 p2 (TA)20 40 73610451 73610490 TTTGTCCCCTTTTTGCTTTG CACTTGGGAAATGTGGGTAGA 208

Ai04B15863 Araip.B04 15863 p3 (TCT)6 18 73688482 73688499 TCGAATCCAATCTCCCTCTC TCTCCAGAGGGTTGTGCTTT 275

Ai04B15865 Araip.B04 15865 p2 (CT)8 16 73712071 73712086 GGCCCAAATCCAAGTACAAA TGAAACTGGCTAAGATGCCC 216

Ai04B15871 Araip.B04 15871 p2 (TA)6 12 73750984 73750995 GGAAATTGATTATGTAATGCCTG CAATTTCAGGATCAAATGGGA 270

Ai04B15875 Araip.B04 15875 p3 (TTC)8 24 73786782 73786805 GCACACCGTTCTTCTCCTTC CAAATTGGGAGCACAGGAAT 277

Ai04B15885 Araip.B04 15885 p2 (CT)6 12 73820306 73820317 TGTTTGTTTCTTATCTTTTTCAAAACT TGCCCAAGTATAGAGGTTCCC 278

Ai04B15886 Araip.B04 15886 p2 (TC)7 14 73820470 73820483 CGAAAATATCTCCCTCTTTTTCAA GGAATCCTTTTTGCCCAAGT 234

Ai04B15887 Araip.B04 15887 p3 (GTG)5 15 73822424 73822438 GCAGAACCTGGTAGGCGTAT CCCCCTTTCTTCTTACCCAC 168

Ai04B15889 Araip.B04 15889 p3 (GAA)5 15 73827356 73827370 ATTCAAGCCACCTTGGACAC TCTCAAGCTTGGAATCCACC 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15890 Araip.B04 15890 p2 (TA)7 14 73836106 73836119 GCAAACGTGTGTCTTATTATTGG CCCAACACTTTTGCATTTCA 273

Ai04B15891 Araip.B04 15891 c (TC)6(T)11gtggagaagcaaacataacttatcaatgtacatggattttctattatttttctgttttgg(T)1093 73854087 73854179 TTGGAGTAATTTTGTCCCCTT GAGACTGTGGGAACATGGGT 238

Ai04B15894 Araip.B04 15894 p2 (CA)6 12 73902243 73902254 ACCATACCCAAATTCACCCA GGCTCTCCTTCCCCTATGAC 280

Ai04B15895 Araip.B04 15895 p2 (AT)7 14 73905763 73905776 GTTCAGGAAGCTTTGGCTTG TGCTGCAACAGATTAAAACCA 247

Ai04B15896 Araip.B04 15896 p3 (ATG)5 15 73907647 73907661 GCGATCTGATGGTTGCAATA TTTTTGCAGGGAAAGAATGG 232

Ai04B15897 Araip.B04 15897 p2 (TA)6 12 73911764 73911775 ATGGGTTTATCAACCTCCCC CCAACTCAATTGTGACAGTGC 264

Ai04B15899 Araip.B04 15899 p2 (AG)6 12 73921004 73921015 GAATTTGGGGAAAGGGGATA TCCATTCTACTGCTTGCTGG 252

Ai04B15903 Araip.B04 15903 p2 (TA)6 12 73949754 73949765 TGCAAGCTACCTACACGCAT CCAGTGAGGGTTCAATTGCT 241

Ai04B15904 Araip.B04 15904 p4 (TATT)5 20 73950338 73950357 CCCATAATCTCACTTTTTCATCA ATTGTGGGAACTTGGGTTGA 270

Ai04B15906 Araip.B04 15906 p3 (TTC)6 18 73956276 73956293 AACACAACCCCTCTCTCCCT CGGTCTTAGGTGCCATCAAT 153

Ai04B15907 Araip.B04 15907 p2 (TA)8 16 73963208 73963223 TTCGTGCACCAATATCATGC TTGTAATGTGGAAAAACATGGA 260

Ai04B15909 Araip.B04 15909 p2 (TC)6 12 73966510 73966521 TCGAAAACTCCTACCCACTTTT GGGGTTTGAATTTTGAGTGG 230

Ai04B15911 Araip.B04 15911 c (CT)6cccaccttttcataaccctctttcccaaatacccttcaccaatcacctccatcaccttttcaccaatcacatccatccaatcttcccc(A)10110 73975506 73975615 ACATGCCTAAATGGAGCAGG GAAGGAGTGGTGAGGGGTTT 222

Ai04B15913 Araip.B04 15913 p3 (CAA)5 15 73986185 73986199 AAGGCATTGAGGACATGGAG TGCATTGACATTTGGGGTAA 164

Ai04B15914 Araip.B04 15914 p3 (TTG)6 18 74009020 74009037 ACATGACAGAGCACAATGGC GCTCACGAGGATGAACCACT 213

Ai04B15917 Araip.B04 15917 p2 (CT)6 12 74019356 74019367 AAACATTGAACCTGGAATGGA CTAATGCGTGACTTTGCAGC 279

Ai04B15920 Araip.B04 15920 p3 (TTC)5 15 74034958 74034972 ATTGCTTGACGGAGTTGTCC CCCCAGTACGACGAAGACAT 173

Ai04B15921 Araip.B04 15921 p2 (CT)6 12 74036576 74036587 CATTGAACCTGGAATGCAGTAA TTTCAAGGCTGTTTTGACCC 224

Ai04B15922 Araip.B04 15922 p3 (TTC)5 15 74040994 74041008 ATTGCTTGACGGAATTGTCC CCCCAGTACGACGAAGACAT 173

Ai04B15923 Araip.B04 15923 p2 (TC)6 12 74042614 74042625 CATGGAAAGATTCATAGGCCA GGGGAATTCATCCATTCAAA 263

Ai04B15924 Araip.B04 15924 p3 (TTG)5 15 74046605 74046619 CTGCGTTGAATTTGCCTTTT ATGCCATTGCACAGTCACTC 245

Ai04B15925 Araip.B04 15925 c (AT)6acat(A)11gacctaaggctacacttatatacagtagctatagtatac(A)1076 74049284 74049359 ACTTCATTCTAGTACTTTTGGATCAAT AGCGTAGCCTTAGGTCCCTC 268

Ai04B15926 Araip.B04 15926 p2 (AT)7 14 74052707 74052720 ACAAATTGAGCATCGAACCC GTGTTTGGTGGGAGCTAAGG 269

Ai04B15928 Araip.B04 15928 c (T)10aatagaagcataaaaaagaaacaaggcactctcctaacctatatacgttctaaagcaaccaaaattcaaatttaacaaaaatccttttag(T)12112 74054923 74055034 ACCTAGCTTACGCGTGGGG TGCAAGTTTTGGTTGCTTTG 173

Ai04B15929 Araip.B04 15929 p2 (TA)8 16 74066708 74066723 GGGGCATTTTTGTCCTTTTT TGGGTAATGGGAAACTTGGA 222

Ai04B15935 Araip.B04 15935 p2 (CT)6 12 74078204 74078215 GGAACATTGAACCTGTGATGAA TTTTTGACCCAGTTTTTGGC 201

Ai04B15943 Araip.B04 15943 p4 (TTTA)5 20 74267400 74267419 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 248

Ai04B15948 Araip.B04 15948 p2 (CT)8 16 74305757 74305772 TTTCTTATCTTTTTCAAAACCACC AAACGCCACCATCACTAAGG 242

Ai04B15952 Araip.B04 15952 p2 (TA)6 12 74332795 74332806 CCCATCTCAATTGTAAAAGTGCT ATGGGTTTATCAACCTCCCC 262

Ai04B15955 Araip.B04 15955 p2 (GA)15 30 74365106 74365135 TTCCATCTCCAACACCAACA CCATTTTCTCATTTACAGCATCC 237

Ai04B15956 Araip.B04 15956 p2 (GA)15 30 74365259 74365288 GGATGCTGTAAATGAGAAAATGG TGTGTTTCAAATGGGGTTCC 199

Ai04B15958 Araip.B04 15958 p4 (AAAG)11 44 74369105 74369148 TATGCAGAAACTGACTGCGG TGAATCCTTTGACAGCTCCA 239

Ai04B15959 Araip.B04 15959 p3 (AAG)6 18 74370753 74370770 GGTTTTCGGAACCGTTATCA CTTCATTCCCTCGTCGTTGT 269

Ai04B15960 Araip.B04 15960 c (T)10ggacttgggtttattatttcttagctacaaccattttcaacaattttataaaaacag(T)1582 74370960 74371041 TTTTTCTTCCTCCTGCTCCA TGCCTCAATCCAAAGCTACA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B15967 Araip.B04 15967 p2 (CT)6 12 74395689 74395700 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 254

Ai04B15976 Araip.B04 15976 p3 (TTC)5 15 74490854 74490868 TGTTGCAGGGTAACACCAAA GGAGAGACCAAGATAGGGGG 249

Ai04B15979 Araip.B04 15979 p3 (TTG)9 27 74516623 74516649 GTGGTTGAAGTGCCAGGAAT AAGGTGGTATCTGTGCACCC 130

Ai04B15981 Araip.B04 15981 p2 (GC)6 12 74583735 74583746 AAGAAAAGTGCTTGGTGGGA CCAAGAGTGGGGATTTGCTA 277

Ai04B15982 Araip.B04 15982 p2 (TC)7 14 74587082 74587095 TGTTCTGGGTGACCTACCAA TCAGACAAAGCAAGGATCACA 203

Ai04B15984 Araip.B04 15984 c (T)10acccttgccctttggtttaaagggctattggctttttctgcttgctttttctttttctttctctc(T)1085 74610219 74610303 CCTGTGGTCCTTCCTATCCA TGAACACAAAAGCTTGCAAAA 161

Ai04B15985 Araip.B04 15985 p2 (AG)6 12 74612358 74612369 TTGGAGAAGGGTGTTATGGG AAAGGGATAAAAGCTGGCGT 201

Ai04B15986 Araip.B04 15986 c (T)10cgcctc(T)10 26 74621373 74621398 CACCCTTGCCTTTTGGTTTA TCTGAATGCATGCTTGAACAG 264

Ai04B15987 Araip.B04 15987 p2 (AG)6 12 74622392 74622403 GGTTTGGGAGGGTAATTGGT GGATTGGTAGAAAGGGGCAT 269

Ai04B15989 Araip.B04 15989 p2 (CT)7 14 74638443 74638456 ACCAGGATTGGCACTCAAAG GAGTGGAGAGAGGGGTAGGG 275

Ai04B15991 Araip.B04 15991 p2 (TA)6 12 74656000 74656011 CATGATTTAGCCCTTGGCTG CAACCTCCCCACACTTAAACA 229

Ai04B15998 Araip.B04 15998 c (GA)6a(AG)6 25 74699711 74699735 CGAATTTCAAAAGGGAAAAGG AGAAATTCGGTCCTCTCTCTCA 265

Ai04B16001 Araip.B04 16001 c (T)11c(T)11 23 74707823 74707845 TGGCTTGTTTCCCTTCATAA TCCTTTTCTGCTTGCATCCT 237

Ai04B16002 Araip.B04 16002 p2 (TA)9 18 74718277 74718294 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 275

Ai04B16004 Araip.B04 16004 p2 (GA)6 12 74724029 74724040 ATGAAAAGGAACCATGCGAG CTCGGCAACCCATAATCAAC 245

Ai04B16005 Araip.B04 16005 p2 (TA)6 12 74726391 74726402 TTTTCAGGAACCGGATGAAG GGAGCCTGTGACTCAACACA 262

Ai04B16006 Araip.B04 16006 p2 (AG)6 12 74730951 74730962 CAGTGAAAAGTCCAGCGACA CCCTAAACGTAGAGAGAGGGG 258

Ai04B16010 Araip.B04 16010 p5 (AAAAT)5 25 74762794 74762818 TATGAAGCAGTGGTGGGGTT TCGAAAATCTTCACCCATTTTT 191

Ai04B16013 Araip.B04 16013 p3 (TGA)5 15 74771439 74771453 TGCTGTTTTTGAATTTTTGTGG GTGGCTTGAACCATCGTCTT 241

Ai04B16015 Araip.B04 16015 p2 (TA)10 20 74778350 74778369 CCCTCACCTTTGCCTTGATA GCCACTCTGATAGCTCGGAC 250

Ai04B16016 Araip.B04 16016 p2 (AT)30 60 74781242 74781301 CCCTCGCCTTTGTCTTGATA GGGTTTCTTCCAAAGCGAGT 251

Ai04B16017 Araip.B04 16017 p3 (TTA)5 15 74782984 74782998 ACACGAACAACGCACATCAT GGTGACTTCATATGCAATAATTTGA 262

Ai04B16018 Araip.B04 16018 p3 (TTA)6 18 74783735 74783752 TTTAAGCCACAAATTCATCCTTT GGTGTTGATCCCTCGTGACT 200

Ai04B16019 Araip.B04 16019 p2 (AT)19 38 74788648 74788685 CTCAGCCTGCGAAGTTAAGG TTGGGCGTATTTTGGTTTTC 216

Ai04B16020 Araip.B04 16020 p2 (AT)6 12 74798844 74798855 CAAAATTACAGCCCCTCCAA GCTTTTAGAAGTTGTGGGCTC 240

Ai04B16021 Araip.B04 16021 p2 (TA)6 12 74799886 74799897 GGCAAGTATCTCCATTAAAAATGC TGTCGAATTTGGATGGGACT 276

Ai04B16027 Araip.B04 16027 p2 (AG)6 12 74824605 74824616 AGACGCCACGTACCAGAATC TGGAAATTGAGAAGAAGAAATCC 247

Ai04B16028 Araip.B04 16028 p4 (TTAG)5 20 74858665 74858684 TCAACCACCATCCACCACTA GCATTTTGAAGGCAATGTCA 279

Ai04B16036 Araip.B04 16036 p3 (TTA)7 21 74922538 74922558 TTGCCATGGAAAGGAGTAGG CCCACGGAGATTGTTGGTAT 249

Ai04B16039 Araip.B04 16039 p3 (TCT)6 18 74928318 74928335 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 246

Ai04B16041 Araip.B04 16041 p2 (TA)7 14 74934587 74934600 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 210

Ai04B16047 Araip.B04 16047 p2 (GA)6 12 74987343 74987354 GAAAAAGAGGGGAGATATTTTCG TGATTCCCCTTTGATTTTCG 253

Ai04B16052 Araip.B04 16052 c* (TATT)8(T)12* 42 75026606 75026647 GCAAATGCAATAAAAGAAAATGG TGCGAAAATCCACGTGTAAG 276

Ai04B16057 Araip.B04 16057 p2 (AG)6 12 75065336 75065347 TGATTTTCGAAATTGGTTTTTG TGCATGCATTCATTGTTTTG 207
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Ai04B16062 Araip.B04 16062 c (T)10cgccta(T)10 26 75088011 75088036 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 213

Ai04B16063 Araip.B04 16063 c (TTA)5(T)11 26 75090286 75090311 TTGAAGGTCAATCCCAAAGC TTGACGGTTCATCTTGTTGC 258

Ai04B16064 Araip.B04 16064 p3 (TCT)6 18 75092506 75092523 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai04B16065 Araip.B04 16065 c (A)10gagagaaaagaaaaagccaaaaatggcaac(A)1050 75096360 75096409 TGGCCTACTGTCTATGAATCTCAA ACTTTCAGCTGATGATCCCG 266

Ai04B16066 Araip.B04 16066 c (A)11gaaaaagagaggaaagaaaaagccaaaaatggcaac(A)1057 75097839 75097895 TGGCCTACTGTCTATGAATCTCAA ACTTTCAGCTGATGATCCCG 273

Ai04B16071 Araip.B04 16071 p2 (AG)6 12 75114005 75114016 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai04B16073 Araip.B04 16073 p3 (TGG)5 15 75136066 75136080 GGAATTAGTGTTTGGCGGAA GCGTACGCATCCTTTTCATT 245

Ai04B16075 Araip.B04 16075 p6 (AATCCT)7 42 75149027 75149068 CCAATTTGGCAACATAACTCAA TTTTCCAAAACATTAAAAGCAAAA 232

Ai04B16077 Araip.B04 16077 p2 (CT)8 16 75162186 75162201 TGGGGAAATGTATCCATTCAA GCCTTCAGATGGGAAGCAAT 263

Ai04B16078 Araip.B04 16078 p2 (TA)6 12 75168169 75168180 TCAAATCAATTGAGGTGCCC GCGTTTTGGGTGACAAGTTT 175

Ai04B16080 Araip.B04 16080 p3 (AAT)5 15 75178646 75178660 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai04B16081 Araip.B04 16081 p2 (AG)6 12 75178989 75179000 AATGAGATGGGAGAGGGAGAA TCCTTTCAAAATTTGTTTCAACT 271

Ai04B16084 Araip.B04 16084 p2 (GT)6 12 75190067 75190078 TGAGAGTGCTTTCCTGGGAT AGGCAAACCACTGCAAGAGT 276

Ai04B16087 Araip.B04 16087 p3 (TCA)6 18 75198692 75198709 CGGCATGAGTCTCTAAACCC CAAGCTGTCGCCAATGACTA 195

Ai04B16088 Araip.B04 16088 p2 (CT)6 12 75211449 75211460 AAGCTCGTTTGCCTCTTCAA TTCCACCCCAGAAGTTGAGT 251

Ai04B16093 Araip.B04 16093 p3 (AGA)5 15 75241781 75241795 AATGGTTTAAGGAATGGGGG CGTCCGCATAGGTCACTTTT 129

Ai04B16096 Araip.B04 16096 c (A)10taactcgaaaaaa(T)1134 75251848 75251881 AACTTTTGTTTGTGTGTCATTATTCA TGTTGGAGGTACTTGTTTTTGG 280

Ai04B16098 Araip.B04 16098 p5 (TTTTA)6 30 75261644 75261673 CCCTCTCTGCGTTGAGTTTC TCATTTTATGTTTTGGCAAGGA 274

Ai04B16100 Araip.B04 16100 p3 (TCT)6 18 75266850 75266867 TGCTTGTAGCTGCTGTGGTT CAAACTTTTGCTCCAGCTCC 278

Ai04B16101 Araip.B04 16101 c (T)10aattttcaaaaatttatgttcggttttctaaaaattttaagtttggtg(T)1068 75269061 75269128 TCCTTTTGAGTCTTCCTTTCAA CACAAAGGGACACCAAACTT 280

Ai04B16106 Araip.B04 16106 p2 (AT)6 12 75302456 75302467 TCAGGCTGTGGAAACAATCA ATTCCCTAAACCCCTCACGA 210

Ai04B16114 Araip.B04 16114 p2 (AG)7 14 75323070 75323083 TTTTTGACCCAGTTTTTGGC AAGAGGAACATTGAACCTGTGA 222

Ai04B16116 Araip.B04 16116 p2 (GC)6 12 75340795 75340806 GGAAAAGATGGTTGTCACCG CCTGAGGCACAACTCCTCTC 274

Ai04B16117 Araip.B04 16117 p2 (GC)6 12 75341050 75341061 TCAGGCACAAAAGTGGCATA ATTGCCAGTTGACCATCGAC 275

Ai04B16118 Araip.B04 16118 p2 (TA)6 12 75351622 75351633 TCCCCTAAGCCTTACCTCGT TTTTGCGCTTTTGGAACTCT 154

Ai04B16119 Araip.B04 16119 p2 (TG)6 12 75354528 75354539 ATAGAACTAACGGGCTCGGC AAACAGGCCAAAAACGCTAA 256

Ai04B16120 Araip.B04 16120 p2 (AC)11 22 75358118 75358139 TGGCCAAGTGAACTGTAAATTG TGTGATGCAAAAGTGGGAAA 129

Ai04B16121 Araip.B04 16121 p2 (TA)7 14 75358280 75358293 TTTCCCACTTTTGCATCACA GACAAAATATTGGGAATTTGGG 249

Ai04B16125 Araip.B04 16125 p2 (CT)6 12 75367927 75367938 CCACTTAACTTTTTGTTTGATTCTT GGTTTGAATTTTGGGTGGAA 277

Ai04B16127 Araip.B04 16127 p3 (TCT)5 15 75371564 75371578 AAATGACCGAACCCTAACCC TAGAATGTTGCTCGTCCTCG 168

Ai04B16129 Araip.B04 16129 p3 (AAT)6 18 75389011 75389028 GTTCTTGTCCTTGCTCCTGC TTTCTCCCACTCACAAAGGG 116

Ai04B16136 Araip.B04 16136 p2 (CA)13 26 75437341 75437366 CTAAAATTCCCCGCTATCCC TGGAGGAAGCGGATTAGTTG 238

Ai04B16137 Araip.B04 16137 p2 (AC)32 64 75437515 75437578 CAACTAATCCGCTTCCTCCA TGCTTTGCCGACTTGTATTG 222

Ai04B16138 Araip.B04 16138 p2 (TG)6 12 75439735 75439746 TCGGGCAGAGAGGAGATAAA GTTGGACCCAAGACCAACAT 265
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Ai04B16144 Araip.B04 16144 p2 (CT)7 14 75519714 75519727 TTTCTTATCTTTCTCAAAACCACC GGGTTCGAATTTGGTGAGTG 279

Ai04B16145 Araip.B04 16145 p3 (TTC)5 15 75523160 75523174 AGCCTTCCATTCCTCCTCAT TCCATGTTTGGCAAGTTGAA 253

Ai04B16149 Araip.B04 16149 p2 (AT)6 12 75529611 75529622 AATCAACCATCTCGGGTGAC GCTCAAAAACACGTTCCACA 256

Ai04B16151 Araip.B04 16151 c (T)14gtgtcaaagtttatgtacaaagaatga(ATG)5tgagctctgagtaaatttgtagatcataatttatgccttttttaatctgttgctgttgatgcttttcttttctttttc(T)12146 75540979 75541124 GTGCCTTCTGATTTGCCTTG GGATGGAATAACGGCAAAAG 223

Ai04B16155 Araip.B04 16155 p3 (GAA)5 15 75563514 75563528 GAACCCTCATGGCTTCATGT TCCCATGGAGGTTTAGCATC 178

Ai04B16156 Araip.B04 16156 c (T)11caataactcttctctttattagcacatttagtctgtatttgcatatttttatgtt(A)1076 75570028 75570103 CACCCACAGCAGAAGACTGA TTCTTTCTGAGCCACCTACGA 242

Ai04B16159 Araip.B04 16159 p3 (GAA)5 15 75601325 75601339 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 209

Ai04B16160 Araip.B04 16160 c (T)10cgaaaacaaaggagaaaattttgaaatatttttgaaaaaaaa(T)1163 75603685 75603747 GTTTGGAAGCCTCAGTCCAA AACGGTTCATCCTGTTGCTC 242

Ai04B16163 Araip.B04 16163 c (T)11cgcc(T)10 25 75623694 75623718 TGCTCTTGCCTCTTGGTTTT ACCCCACAGGATCATCTCAG 225

Ai04B16173 Araip.B04 16173 c (T)12gttgttcttcttttttgttatgtagattttttttgatcttgttcttttctaagagaaagaaat(A)10caaaataaaagaaaagaaaaaaagataatgatgatgaagagaaaaagaagtaaaagaaagaagagg(A)11162 75651312 75651473 GGTTTTGGACTCAATATAGCAGTTT TCTCTTCTTTCTAGTGTGGTCTTCTTC 262

Ai04B16174 Araip.B04 16174 p4 (ATAC)5 20 75653630 75653649 TTCCATTTCAGCCCTTTGAT TGGATGTAGCTGTTTGAGTTGAA 229

Ai04B16176 Araip.B04 16176 c (AG)9ggttcatatttttggtgagtgaggaagagatgttagtgaataaataaataaatagaaggagat(GA)693 75662887 75662979 TTTTGTCCAAGTATAGAGGTTCCC TTTCGAAAATTACTAACCTTTTTCA 235

Ai04B16177 Araip.B04 16177 p2 (AG)6 12 75663131 75663142 TTTGGTGAGTGAGGAAGAGATG CCAACTTTTTGTTTGTTTCTTATCTTT 274

Ai04B16179 Araip.B04 16179 p2 (AG)6 12 75684634 75684645 ATAGGTGAGGGGTTTTTGGG CACCAGACTGGCGTTTAACA 255

Ai04B16182 Araip.B04 16182 p3 (TTC)5 15 75708644 75708658 ACCCAAACCCTCCCTAAATG AGGTGCCATGGTAATGGAAA 251

Ai04B16185 Araip.B04 16185 p2 (TA)12 24 75717036 75717059 GGGCTTTTTAGACAGATCAGG CGCTGTTAACACCATGCAAA 278

Ai04B16189 Araip.B04 16189 p4 (ATTT)5 20 75757401 75757420 AGATCCATGATGGGGAAAGG TCTTATCTTATCTTTTCCAATCTCAAA 240

Ai04B16194 Araip.B04 16194 p2 (AT)9 18 75769692 75769709 TGGCGCGAGTTACTCTACTATTC CAGGAAAGTTATCCAAAGCCA 276

Ai04B16195 Araip.B04 16195 p2 (TA)6 12 75770073 75770084 CCATGCAACAATCAAGAGGT TGGCTTTTAAGGAAGGCTGA 242

Ai04B16199 Araip.B04 16199 c (AT)16actaaaatttaacttccatacaaaaaatatataacttcc(T)1384 75781881 75781964 GTTCTCCAATTTGAAGGCCA CCAGGTCACTAGACCCAAGTTC 162

Ai04B16203 Araip.B04 16203 p3 (AGG)5 15 75844097 75844111 CAAAGCAATCAGCCACAGAA GGCCAGATGGAGTTGTCAAT 197

Ai04B16205 Araip.B04 16205 p2 (AG)6 12 75848726 75848737 ATAGGTGAGGGGTTTTTGGG ACATGGTGCATGGATGAGAA 140

Ai04B16206 Araip.B04 16206 p2 (GC)6 12 75851294 75851305 AACGTGCTTTTTAGGCCCTT CACATCCCTGGAGAATTTCG 236

Ai04B16212 Araip.B04 16212 p5 (TTATT)5 25 75875830 75875854 CGAGTTTGGACAACTGATGG GAACAATGAACACAAATTCGAAAA 274

Ai04B16214 Araip.B04 16214 c (A)10ttgattcttgaagcaagaaaaagcagtgaatacaaaagcttgcaaaaaaaaatggcag(A)1078 75892912 75892989 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 243

Ai04B16216 Araip.B04 16216 p4 (AATT)5 20 75923374 75923393 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 163

Ai04B16217 Araip.B04 16217 p3 (AAC)5 15 75946288 75946302 TAGGGGAGATGATTGCCAAC TTGAGGTTGCTCTTTTGCCT 278

Ai04B16218 Araip.B04 16218 p3 (AAT)5 15 75958406 75958420 CAGGTTCTGGATCTGCTTCC TCCCTTCTCCCCCATCTTAT 256

Ai04B16219 Araip.B04 16219 p2 (GA)6 12 75958735 75958746 ATAAGATGGGGGAGAAGGGA CTTCTTATCTTTTCAAAATTTGTTTCA 264

Ai04B16220 Araip.B04 16220 c (T)12aatttttaaaaaagtcaactcaattttcgaatttgatgagagaaaaaagggaaagata(T)1181 75959227 75959307 TGAAAAAGATTTTTGGAATTTTCG TGCATGCATTCATTGTTTTG 277

Ai04B16223 Araip.B04 16223 p4 (ATTT)9 36 75980996 75981031 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 258

Ai04B16224 Araip.B04 16224 p3 (AGA)5 15 75988292 75988306 TTGCCTTCCCTTTCCTCTTT TTCCCCTTGGCTGAATACAC 199

Ai04B16227 Araip.B04 16227 p2 (CT)6 12 76019933 76019944 CCCGTTTGCCACTCCTAATA CATAGCGACGGACTTGATGA 247

Ai04B16232 Araip.B04 16232 c (TGA)5ttttctgagttgagttcttgttttttttagtttgagttctgggttgtttttctaagtttgagttctggatctgagttctaggttctgatgag(GAT)5122 76029890 76030011 CGTCTTCTGCTTCTTCTGGG TGCATCACACCAACCAAACT 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B16234 Araip.B04 16234 p2 (GA)8 16 76047522 76047537 GTCGTGATCGTCTCCCTCAT CTGAAAAGAAAGCCCAAACG 248

Ai04B16235 Araip.B04 16235 p3 (TTA)6 18 76049283 76049300 AAGGGAATCTAACAACCGAAAA TTTCCAGAACTAAATGGCGG 241

Ai04B16240 Araip.B04 16240 p2 (CT)6 12 76060466 76060477 TCTTTTTCAAAACCGCCTAA GAGGGAGAGGGTTCGAATTT 278

Ai04B16241 Araip.B04 16241 p2 (AC)6 12 76068962 76068973 TGAGCTTGTCGCAATTTTGT AGAATATGTGTGTGAGTCTGCG 274

Ai04B16243 Araip.B04 16243 c (A)10tttggaatgcgtc(ATT)538 76075164 76075201 GAGCGTAGGTTGAGGAGTGC ACCCAAACAAAACCAGCAAG 223

Ai04B16245 Araip.B04 16245 p2 (AT)10 20 76082242 76082261 ATTGGGATTTAATCGGGGTT TGGTTTGACTCTGCTGCATT 237

Ai04B16249 Araip.B04 16249 p3 (CTG)6 18 76085970 76085987 GCTTACAGGCCTCGACTCAC CTACACATAGGACGCGAGCA 239

Ai04B16250 Araip.B04 16250 p3 (ATA)19 57 76095057 76095113 CGATCGATTTTCAACGGATT TCTGCAGAAATCAAGATAAAGCA 235

Ai04B16251 Araip.B04 16251 p3 (TTG)6 18 76095377 76095394 TCCTTCCTACACAAGGCCAA AGAAGCAGCGTTAGACCCAA 277

Ai04B16254 Araip.B04 16254 p3 (TAT)5 15 76106283 76106297 CAAAGGAAGAAACACAAATGGA CTATTCATTTGGGTGTGGGG 271

Ai04B16258 Araip.B04 16258 p3 (ATC)9 27 76124949 76124975 TCAATAAGCCCCTTCAGTGC CCTTGAGGCTGAGTCTGGTC 264

Ai04B16266 Araip.B04 16266 p2 (TA)9 18 76164917 76164934 CAGCATGTAGAGCAAATGGC TTAATTCCCCAGATTTCCCC 228

Ai04B16275 Araip.B04 16275 p2 (TC)6 12 76220054 76220065 TGTGTCGTCGCTGCTACTCT TGCAATCAAGTAAACCAAATCAA 270

Ai04B16277 Araip.B04 16277 p2 (CT)7 14 76237290 76237303 CATGAATGGTTCATAAGCCAAA ATGGGGGAATCAAACAACAA 249

Ai04B16279 Araip.B04 16279 c (TG)14c(GT)10 49 76242573 76242621 CTCTGGCTAGCCTTGGCTTC CAACGCTCACATAGCCAAAA 180

Ai04B16280 Araip.B04 16280 p2 (TA)9 18 76263803 76263820 GGTGAGATGAACCACCATCC TGGATGTGGTGAAGCTTGTT 251

Ai04B16281 Araip.B04 16281 p2 (TA)6 12 76285398 76285409 GAAATCATGCGTTTTCACGA TGTCGGGTTTACATTTGCAT 249

Ai04B16282 Araip.B04 16282 c (TTC)6ccatgc(CT)942 76287730 76287771 TTGTCACCTCTCCATCGTCA CGTGGATGTTACAGTGGTGG 167

Ai04B16284 Araip.B04 16284 c (TTC)6ccatgc(CT)942 76291074 76291115 TTGTCACCTCTCCATCGTCA CGTGGATGTTACAGTGGTGG 167

Ai04B16286 Araip.B04 16286 p3 (TAT)12 36 76305345 76305380 GGCATTTTGACCCCTTTTTA GCGCATCACTATCCCTAAGTG 272

Ai04B16288 Araip.B04 16288 p2 (CT)14 28 76307586 76307613 TCCTGGCACAACTCTCTGTG TGAATTGAATAGTTGAATGCCTG 211

Ai04B16292 Araip.B04 16292 p3 (AGA)5 15 76329436 76329450 CTTTGTCTTCCCTTCCCCTC TTTTCCATCCACCACTCACA 193

Ai04B16295 Araip.B04 16295 c (T)10cgaaaacaaaagagaaatttttgaaa(T)1147 76331975 76332021 TTGAAACCCCAGTCCAAAAG TCGAGTTTGGACAACTGACG 245

Ai04B16296 Araip.B04 16296 p3 (GAA)19 57 76371801 76371857 CCTGTTGAAGAACCCCAAGA TGCTCTTTTCCTTTGCTGCT 123

Ai04B16302 Araip.B04 16302 p2 (CT)6 12 76408244 76408255 TTTCTTTTCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 278

Ai04B16305 Araip.B04 16305 c (CT)10aattttcgaaaatatcttccctctttttcaaaaattcttttttattaactaattatttttatttttgattttaaaatttttcg(A)10113 76412897 76413009 TGTTTCTTAACTTTTTCAAAACTACCT GGGCAGAGATGTGAGATGAGA 280

Ai04B16306 Araip.B04 16306 p3 (TTC)5 15 76417563 76417577 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai04B16312 Araip.B04 16312 p3 (TAT)25 75 76439999 76440073 CCAATTGCTAATGTGGGGAC CCCCGAATATGGTTTCTCAC 259

Ai04B16315 Araip.B04 16315 p2 (CT)6 12 76469416 76469427 GGCCCAGATCCAAGTACAGA AAGGGTAAATAGCCAACTCAGA 262

Ai04B16318 Araip.B04 16318 p2 (TA)11 22 76475013 76475034 TTCTTTCCCATCTCATTCGC GAATGTCATGCAATGCAACC 201

Ai04B16319 Araip.B04 16319 p3 (TGT)5 15 76478990 76479004 GAGGTGCTCTGTAAGGCTGG TTGGAGGGACAACAACAACA 110

Ai04B16323 Araip.B04 16323 p2 (TA)6 12 76512118 76512129 GGCTTTCAGAATCACAACAATC GGGTTGTGTGTTCTTTGGCT 203

Ai04B16324 Araip.B04 16324 p2 (GA)6 12 76519995 76520006 GGGAGGAGAATCCAAACACA TTTGAAAATATCTCCCTCTTTTTCA 232

Ai04B16325 Araip.B04 16325 p2 (AG)6 12 76520142 76520153 CAAGGGTGAGGATAACAGAGATG TTGACTTTTTGTTTGTTTCTTATCTTT 276
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Ai04B16327 Araip.B04 16327 p2 (TA)12 24 76528737 76528760 CTGCTTCATTTCGTGCACAT TCTTTGTGCATTGACTCCCT 221

Ai04B16329 Araip.B04 16329 p3 (CAT)6 18 76531567 76531584 TCGCCCTTGATTACAACTCC ATCTTGCCGAAATACGCATC 279

Ai04B16330 Araip.B04 16330 p3 (ATA)5 15 76535410 76535424 CAGCAGCAGCACCTGAAATA TATGCCACGCTGACAAGAAG 247

Ai04B16332 Araip.B04 16332 p4 (CTCC)7 28 76537954 76537981 CTTGGTAGCGTCACAGCAAA GCAAGGCCGACAAATTAAAA 218

Ai04B16339 Araip.B04 16339 p3 (GAA)5 15 76576010 76576024 GTCCTCGAACAGGCCAAATA CGAACAGCTGGGCTTCTATC 185

Ai04B16341 Araip.B04 16341 p2 (TG)6 12 76618424 76618435 GTACGCACAAAAGCCACAAA AGCATCAGAAAGCCCAAAAA 182

Ai04B16349 Araip.B04 16349 p2 (TA)9 18 76664234 76664251 TGGGGTAATTTTGTCCCCTT CATGGGAAAATTGTGGGAAC 210

Ai04B16351 Araip.B04 16351 p2 (AG)26 52 76674631 76674682 ATTTAACTCCCGGGTCGTCT CAATCCCCATGCTCTCTCTC 256

Ai04B16352 Araip.B04 16352 p2 (AG)10 20 76674794 76674813 ATTTAACTCCCGGGTCGTCT TTGCTCTTGCTTTCATTCCC 275

Ai04B16354 Araip.B04 16354 p2 (CT)7 14 76678912 76678925 CTTCCTCAGCTCCTTCATGC AAGCAGGGGAGAAAGGAGAG 166

Ai04B16355 Araip.B04 16355 p2 (TA)8 16 76710879 76710894 AGCGAGTTCCGCTTATTTGA TTTCACGTATTTCCCAAGGC 250

Ai04B16356 Araip.B04 16356 p2 (AT)6 12 76716408 76716419 CCTTCGGTTCTCATCCCATA CCCAAAGGAACATGGCTAAA 224

Ai04B16358 Araip.B04 16358 p2 (TG)25 50 76733392 76733441 TAGCGGGTTTCGCTTATTTG CAATGAAACCCAACCTCCAC 268

Ai04B16359 Araip.B04 16359 p2 (AT)11 22 76741988 76742009 CGCTAGGCGTCTGAATTTCT CCTAACTCAGCCTGCAAAGC 262

Ai04B16360 Araip.B04 16360 p2 (AG)10 20 76742539 76742558 AAACCACCAAAGCCAAGAAA CAAGAACATTAAAGGGCCGA 257

Ai04B16361 Araip.B04 16361 p2 (TA)6 12 76767389 76767400 GGATATGGGCGCAGAAGTTA TAAATTGCAATACCGCTCCC 272

Ai04B16362 Araip.B04 16362 c (AGA)5aaatggaagagatggagatgtgtgagtggttaagaggtgatgggaaagaatatttggggaagggtgttattggaaggtgtgaaga(AG)6112 76782101 76782212 AGCAATGCTTTTTCCACACC AGGATCCCCACCTACCTCAC 201

Ai04B16364 Araip.B04 16364 p5 (TTATC)5 25 76806305 76806329 AACCGTCTTAACAGCTTGCG TGACGTTACGAGCTACTGCG 122

Ai04B16365 Araip.B04 16365 p5 (TTATC)5 25 76809009 76809033 CCTGGGTGCTCCAGTGTATT GGGACACAGCCCAATCTAAA 168

Ai04B16367 Araip.B04 16367 p5 (TTATC)5 25 76815430 76815454 CCTGGGTGCTCCAGTGTATT GAAAGATAAAGGCGGTTCCC 133

Ai04B16370 Araip.B04 16370 p2 (AT)7 14 76837060 76837073 GGGGACAAAATTACCCCAAT GGGCCAAAGTAAGGGTAAGG 241

Ai04B16373 Araip.B04 16373 p2 (CT)7 14 76888467 76888480 TTAGCAGCAGAGGGCATTTT ATAGGTGAGGGGTTTTTGGG 199

Ai04B16374 Araip.B04 16374 p2 (CT)6 12 76897149 76897160 CCTCACTCACCAAAAATCCG GTGCTTGCTGGCTTGTTGTA 250

Ai04B16375 Araip.B04 16375 p2 (CT)6 12 76899540 76899551 CCCAGAACAAGCACCAATCT AAACAGAAGGGATGACCACG 203

Ai04B16376 Araip.B04 16376 p2 (CA)6 12 76921510 76921521 TCATCCCAAGCCAAGATTTC AGTTGTGAAGGCAAAAGGGA 199

Ai04B16377 Araip.B04 16377 p2 (GA)20 40 76924090 76924129 TGAGTCCTCTTTTGCTGGGT GCGTTCAAAATTGTCCTCAA 279

Ai04B16381 Araip.B04 16381 p2 (AT)7 14 76941521 76941534 TACTTTGGGGCATTTTGTCC TGAGAAAACTTGGGACATTGG 255

Ai04B16382 Araip.B04 16382 p2 (AC)6 12 76941714 76941725 CCAATGTCCCAAGTTTTCTCA ATTAGCTCACGCACCCAAAT 196

Ai04B16384 Araip.B04 16384 p2 (CT)7 14 76958161 76958174 CCTAAATGGAGCAGGGATGA AGATATGTGGTTCGGCCAAG 225

Ai04B16388 Araip.B04 16388 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttctttttttttaactaattaatttctattttcttttacg(A)1097 76966694 76966790 CTTTTTGTTTGTTTCTTAACTTTTTCA TGTCCATCTCCACTTATGTCCA 276

Ai04B16389 Araip.B04 16389 p2 (AG)7 14 76978421 76978434 AAAGCAGAGCTTTTCCCACA ATTCAAACCATTTCCCTCCC 243

Ai04B16390 Araip.B04 16390 p2 (GA)6 12 76981642 76981653 CAGAGAGAGTGAGAGGGTTCG CCCACCTAACTACTTTTCTCCC 275

Ai04B16393 Araip.B04 16393 p3 (AAT)5 15 76995356 76995370 GACAAAAGTATTGCCACCACA TCCACTTCCCAACTTCAAGG 280

Ai04B16397 Araip.B04 16397 p2 (CA)6 12 77011914 77011925 TCCTAATTTTTCCTTCCCAGC TCGATCCCCCTTTCTCTCTT 119
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Ai04B16402 Araip.B04 16402 c (T)10ggtgcatga(T)1029 77038484 77038512 CCGTGACTTTTCTTGGAGGA TTGGTGTCTGCATAGGTGGA 225

Ai04B16403 Araip.B04 16403 p4 (TTTA)6 24 77042091 77042114 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 271

Ai04B16406 Araip.B04 16406 c (GT)20a(TG)8 57 77048995 77049051 CCCTCGCCATTAATATTGTGT GCAAGATGTGACCGGGTACT 205

Ai04B16409 Araip.B04 16409 p2 (CT)7 14 77062922 77062935 AACCAAATTGGCAACATCAA GTTTTTGACCCAGTTTTCGG 278

Ai04B16411 Araip.B04 16411 p2 (GC)6 12 77072978 77072989 TAAAACCCGAGACTCATGCC GGAGTTCAGATCGCACCAAT 149

Ai04B16414 Araip.B04 16414 p2 (AT)6 12 77154295 77154306 TTCAGGGTTGTAATGGAGCC GGGGACAAAATTACCCCAAT 253

Ai04B16415 Araip.B04 16415 p2 (AT)12 24 77155407 77155430 GGGTAAAAGGGTAAAATTAATCCA CACCATCTCCGACGAACTTT 269

Ai04B16416 Araip.B04 16416 p2 (CT)7 14 77157726 77157739 CCTTTTCAAAATTTGTTTCAACC TGGGGGAGGTATAATTTTCG 260

Ai04B16417 Araip.B04 16417 p3 (TAT)5 15 77158063 77158077 CGAAAATTATACCTCCCCCA AGGTTCTGGATCTGCTTCCA 263

Ai04B16421 Araip.B04 16421 c (TC)15(AC)6att(TC)13(AC)1091 77177729 77177819 TGGGCAGGTGTAGTTTCCTT TGCAGCAACCAAAGTTTAGAGA 262

Ai04B16422 Araip.B04 16422 p2 (TA)16 32 77207233 77207264 TTGGGATGTCAATGCCCTAT CATCAATTTTCCGTTCAGCA 237

Ai04B16423 Araip.B04 16423 p2 (TC)6 12 77217550 77217561 AGTGAAACTGGCCAAAATGC GAATTCTCAGCGGTCCAAAA 245

Ai04B16428 Araip.B04 16428 p2 (TA)6 12 77236507 77236518 TTTGATCAAGTGGGCAAGAA GTGGTTTATCAACCTCCCCC 162

Ai04B16433 Araip.B04 16433 c (A)13gaaaaag(A)1030 77261349 77261378 GAGAAAAGCTTGCGGAAAAA ACCTCGACTTTAACCGCTCA 266

Ai04B16437 Araip.B04 16437 p2 (GT)6 12 77309041 77309052 GCTCTTCTCTCCACGCATCT AATCCCCCTTCCCCTTTAAC 207

Ai04B16440 Araip.B04 16440 c (T)10ctatttttttatttttctattttcttttgtttttctc(T)1057 77364243 77364299 GGCATTTTTGTCCCCTTTTT CAAGTGTGGGAAATTTTGGG 247

Ai04B16448 Araip.B04 16448 p2 (CT)6 12 77409882 77409893 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGAGATGAGGGAGATGGA 219

Ai04B16449 Araip.B04 16449 p3 (TTC)5 15 77414159 77414173 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 185

Ai04B16455 Araip.B04 16455 p4 (TTTA)6 24 77454306 77454329 CTTGAAGGCAATGTTGAGCA CTTGCCAGTGAGCTCCTTCT 263

Ai04B16456 Araip.B04 16456 p3 (AAG)5 15 77456788 77456802 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 275

Ai04B16464 Araip.B04 16464 p2 (CT)6 12 77477853 77477864 TCTTTCCTAACCTCCTAACTTCC GAAATTTTGAAAAAGAGGGGAGA 149

Ai04B16465 Araip.B04 16465 p2 (CT)6 12 77478023 77478034 TCCCCTCTTTTTCAAAATTTCTT GGGGTTCAAATTTGGTGATG 222

Ai04B16466 Araip.B04 16466 p3 (TTG)6 18 77493349 77493366 TTGTTGGATTGAGCAAGCTG CCCGGCTTTAATCACCTACA 252

Ai04B16473 Araip.B04 16473 p2 (TA)8 16 77521866 77521881 CCACACAGGGCATTATGCTT ACCTTAACTTCGCAGGCTGA 277

Ai04B16475 Araip.B04 16475 p2 (AT)8 16 77526588 77526603 TGGGGTAATTTTGTCCCCTT TGTGGGAAAAAGTGGGTTTG 222

Ai04B16476 Araip.B04 16476 p3 (CTT)5 15 77528877 77528891 TTTCAAACGTCTTGGAAGGG TACCAGAAACCCCAGTGGAC 162

Ai04B16479 Araip.B04 16479 p2 (TA)11 22 77595490 77595511 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 201

Ai04B16483 Araip.B04 16483 p2 (TC)6 12 77622733 77622744 GCTCGCATATTTTCACCTTTC TGGGAAGCAATGGCAACTTA 280

Ai04B16489 Araip.B04 16489 p3 (TTC)5 15 77655953 77655967 TGATGCACATGTACGCATTG TGGAAGAAAACAATCACCCA 250

Ai04B16490 Araip.B04 16490 p2 (AT)6 12 77658795 77658806 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 251

Ai04B16495 Araip.B04 16495 c (TTC)5atctattctttcttctcttgcttgagggcgagcaatattctaagtttggtgtggtaaaagcataagc(T)1193 77707280 77707372 CAAAAATCCCGACGTCACTT AAGATTCTCCGGTCTTGGGT 262

Ai04B16499 Araip.B04 16499 p5 (TTATC)5 25 77774819 77774843 TGCGATCACGAACTCAGAAA TCAAAGTGTTGTGGTTTCCA 189

Ai04B16503 Araip.B04 16503 p2 (CT)6 12 77818456 77818467 TTTCTTATCTTTTTCAAAACCACC TTGAGGGAGAAGGATTTTCG 207

Ai04B16507 Araip.B04 16507 p3 (CAT)5 15 77853703 77853717 TGAAGAAGTCGGCACAACAG ACGTTGTGAGGGACGGTAAG 107
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Ai04B16508 Araip.B04 16508 p2 (TA)8 16 77864636 77864651 GCATGTCCTCATGCTAAGCTC TGATTTAGCCCTTGATTGTGC 210

Ai04B16509 Araip.B04 16509 p4 (TATT)5 20 77865229 77865248 CTTAGCATTGGGGCAGTTTT GTGTGGGGAACTGTGGAAAC 210

Ai04B16511 Araip.B04 16511 p2 (TA)6 12 77868513 77868524 AGCCCCATGTGCTCAATAAG ACCACAATCACCCTGAGGAG 216

Ai04B16513 Araip.B04 16513 p2 (TA)6 12 77871237 77871248 TGTAGTGCGGGTTGTGTGTT TTGGTTTGATTGAAAATAGGGA 246

Ai04B16514 Araip.B04 16514 p5 (AAAAT)6 30 77871500 77871529 GCTCAAAGTGCAAAATGAAACA CCGGCTTGACTAAGAGCATC 237

Ai04B16516 Araip.B04 16516 p4 (TTTA)5 20 77903601 77903620 CCATCATGGAGAAAGGGAGA AAACCACTCTTTTCATTTTTCG 131

Ai04B16528 Araip.B04 16528 p2 (AT)9 18 77996610 77996627 CCTCATGCTGAATCCAAGGT TCTTTCCCATCTCATTTGCAG 234

Ai04B16529 Araip.B04 16529 c (T)10atttttatcccatgtgcatttattttgcattggggaattttgtatcccttttattaattgccgaaaaataacttc(T)1095 77997078 77997172 TCCACTTGTTGTTACATGCTCA TGGGAAACCTATTGGGAACA 249

Ai04B16532 Araip.B04 16532 c (T)10ggacttctttttttttggacgatg(T)1044 78022935 78022978 TGGAAAGTTGAAACAAAGTTGAAA TGAGTGCGTGTTTGAGTGAA 279

Ai04B16535 Araip.B04 16535 p3 (ATT)5 15 78048463 78048477 CCCCATCTTCTTCCACTCAC TATTTTTGGCTGCCATCTCC 247

Ai04B16536 Araip.B04 16536 c (A)12taggcg(A)10 28 78049821 78049848 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 219

Ai04B16538 Araip.B04 16538 p2 (AT)8 16 78071114 78071129 TGAAGCAAGAAAAAGCAGCA ACACCTTCACACCACAAGCA 232

Ai04B16539 Araip.B04 16539 p2 (AT)7 14 78077718 78077731 TTAGATGTAGGTCGAGCGGC TCATCCTGCGAAGTTAAGGC 237

Ai04B16540 Araip.B04 16540 p2 (TG)6 12 78078707 78078718 CAATGACGGCAGTAGCAGAA GGCAAAAGTCCGTTCATCAT 212

Ai04B16541 Araip.B04 16541 p2 (TA)15 30 78080339 78080368 GGGACTTATGCAATGCAACC TGCAAGTTTGTGAACTCTTTTGA 227

Ai04B16542 Araip.B04 16542 p2 (TA)7 14 78080729 78080742 TTTCAAGGTTGTAATGGGGC GCAAAAGTGGAAATTTTGGG 166

Ai04B16543 Araip.B04 16543 p2 (TA)18 36 78089931 78089966 CCGCTCATCAGTTACAAAAGG TGTGATGTGGAAAAACATGGA 280

Ai04B16544 Araip.B04 16544 p5 (TAAAA)5 25 78090223 78090247 TCCATGTTTTTCCACATCACA TATAAGTGTGGGGAGGTCGC 262

Ai04B16548 Araip.B04 16548 p2 (AT)6 12 78119767 78119778 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 276

Ai04B16549 Araip.B04 16549 p2 (AT)6 12 78120304 78120315 TGGGGAACTCTTTTGTGTCC TGGGAAGCATGCTCATGTAA 122

Ai04B16551 Araip.B04 16551 p3 (GAA)5 15 78133685 78133699 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 181

Ai04B16552 Araip.B04 16552 p3 (AGA)6 18 78138880 78138897 GCTTTTGTCTTCCCTTTCCC CTCTACACTCTCCTTGGCCG 207

Ai04B16553 Araip.B04 16553 c* (AT)6(T)10* 21 78140276 78140296 TTTGACTCATGAGAAACAATTTGA TGCATGCATTCATTGTTTTG 193

Ai04B16555 Araip.B04 16555 p2 (GT)12 24 78154737 78154760 CCATATGGCCAACCCTTTAC AATATTCCCAAAAATTCCCCC 202

Ai04B16556 Araip.B04 16556 p3 (GAA)5 15 78160458 78160472 AATATTGTTCGCCATCGAGC AGCCCTCCATTCTTCCTCAT 142

Ai04B16557 Araip.B04 16557 p2 (AG)6 12 78163359 78163370 GAAAAGGGGTTAGTGATTTTCG TTTGGACAACTGACGGTTCA 278

Ai04B16559 Araip.B04 16559 p2 (TA)8 16 78175690 78175705 TACCATACTGAGAACCCCCG GCCAAAATGTTTCCCAAAAG 238

Ai04B16561 Araip.B04 16561 c (A)11ttatttctttaaattatcaaattaaagagtgactccgtatttttcaaatgnatttaatttcatgattatttac(A)1195 78178086 78178180 AAGTGCTGGCCAGAAAACAC CACCAAACATTAGAAACAAAGGAA 195

Ai04B16571 Araip.B04 16571 c (T)10cgtaaaaaattaaaaataattagttaaaaaaaaatagaaatttttgaaaaagaggggagatattttcaaaaattt(GA)697 78194956 78195052 TCCTGGACTGTTCATTTCCAC TTGTTTCTTAACTTTTTCAAAACTACC 276

Ai04B16573 Araip.B04 16573 c (T)10aactcagatgccctgtta(T)1038 78224615 78224652 TGAAGCAGCAAACAGAAGCA GCTTCCCACTGATTCTGAGC 184

Ai04B16576 Araip.B04 16576 p3 (TAT)8 24 78242209 78242232 TGATTATTATTATTTTTGTTAACACGG TTGGACCAAATAAACAGCCC 254

Ai04B16577 Araip.B04 16577 p3 (TTA)5 15 78242341 78242355 TTGTTAACACGGTATGTAATGCTG TTGGACCAAATAAACAGCCC 239

Ai04B16581 Araip.B04 16581 c (A)10tattccggttcctgacaattactttgaaaggacaacgaggcccctgtgccaaaaaaagtcaatgttg(T)1087 78252257 78252343 CGGATTTAAGGGAGGCCTAA AATATACCCAATCCGGCTCC 171

Ai04B16582 Araip.B04 16582 p2 (AT)6 12 78253286 78253297 CTCGACCTGCGAAGTAAAGG TTTCAGATGCAGGACGTGAG 249
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Ai04B16585 Araip.B04 16585 p3 (TTA)5 15 78269911 78269925 AAATTCCATGCACAGCAAAA CAATTCGTGCACCAGTACTCA 275

Ai04B16586 Araip.B04 16586 c (A)10tgaggggagagaaagtggtaaggaagttttgaaaaagatatgatttggaaaagattttaaattttgaaaaaaatctgaaa(T)10100 78280817 78280916 AAAAATTGTGCCAGAAACTCTGT TTTCGAAAACAAGGAGCATT 260

Ai04B16592 Araip.B04 16592 p2 (AG)8 16 78290436 78290451 AACGATCGCCAGACGATAAG AATTCGACGGTAATTGTGCC 154

Ai04B16593 Araip.B04 16593 p3 (AAG)7 21 78291536 78291556 TCCTTTTAAAATTTTCGTGTTGG TCAACCAAGTTTTCTTGGGG 207

Ai04B16596 Araip.B04 16596 p2 (CT)6 12 78318661 78318672 CAGCGTGATTGAATTCGAGA AAACCTGGGATCGAGAGTCA 239

Ai04B16601 Araip.B04 16601 p2 (AT)6 12 78331186 78331197 AAGTGTGGGGAAAAGAGGGT TTCACCATTTACTTTGGGGC 228

Ai04B16605 Araip.B04 16605 p2 (AG)6 12 78350192 78350203 AAGTGGGGGAATCCATTCAT CATGGAAAGATTCATAAGCCAA 278

Ai04B16607 Araip.B04 16607 p3 (TCT)6 18 78360269 78360286 TCAACATCTCTTTCCCACCC CATGACTCGGAGGTGGAAGT 243

Ai04B16613 Araip.B04 16613 p2 (AT)17 34 78376844 78376877 GAAGATAAAAAGCGCAACGC GGAGAGCTAGGGGCTTGATT 235

Ai04B16614 Araip.B04 16614 p3 (TAA)6 18 78384754 78384771 TTGGGAATTAATGGAGACGG CCAACAGAAGAATGATGCGA 264

Ai04B16616 Araip.B04 16616 c (GAT)5atccaatttataaatta(GAT)650 78391002 78391051 CTCATCGTAGCGATGGATCT TCAGCATTAAATCAAGGCTTATG 280

Ai04B16621 Araip.B04 16621 p3 (AGA)5 15 78401350 78401364 TGCTCATGGTGCACAAAAAT AATCAGCACCAAATCCCTTG 209

Ai04B16623 Araip.B04 16623 p2 (AG)6 12 78405983 78405994 AAAAAGGGGGAAGGGATTTT TTTGTGATTTCTTGTGAATCAAGTC 272

Ai04B16626 Araip.B04 16626 p2 (TA)10 20 78409562 78409581 TGGATGGAGGGGTATTGTGT TGATCGCACTCTCCCTCTTT 168

Ai04B16627 Araip.B04 16627 p2 (GA)10 20 78418594 78418613 AAAGGTTTGCTCGTCCTTGA AACCATTTTCCTCCCAAACC 215

Ai04B16632 Araip.B04 16632 c (T)10cgcatatatcc(T)1031 78448742 78448772 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 201

Ai04B16633 Araip.B04 16633 p2 (AG)6 12 78450587 78450598 GGTGAGGTAGGTGGGGTTTT ATGCTAGGATTGGCAGCAAG 237

Ai04B16634 Araip.B04 16634 p2 (TA)12 24 78469170 78469193 TGGGATGATGTGATGATTGC ACGCTTCTTGGAAACTGCAT 180

Ai04B16635 Araip.B04 16635 p2 (AT)8 16 78469811 78469826 GGGGAAAATGTGGGAACTTT TCATGCATCAAATTCAATCACA 236

Ai04B16642 Araip.B04 16642 p3 (TTC)5 15 78501183 78501197 TTCATCCCACATAATCCATAAGC ACTGCCGGTAAGAGATGGTG 215

Ai04B16646 Araip.B04 16646 p2 (TA)7 14 78514163 78514176 ACAAGTGGGAAAAATTTGGG GGCAAATGTAAGACCATGCAA 258

Ai04B16647 Araip.B04 16647 c (TG)7tc(TA)7 30 78519114 78519143 CAGCGGAGTTAGGATGTCGT CCCGAGCTCAACCTACAAAA 221

Ai04B16648 Araip.B04 16648 p2 (TA)8 16 78519782 78519797 AATGGTCTTTATTGGATGAAGATT TCGCAGGTCAAAGGAAACTC 190

Ai04B16649 Araip.B04 16649 c (T)10ggtatataatttccttgattatattagtatatctttttatgtagttttttcttttgcgcatcctatatattagtacatctttttatgtaattttccttga(T)11121 78529860 78529980 CATCGCAATTGTTACGAGGTT GCTCGTTGATAGCAAAAGTTACAA 280

Ai04B16650 Araip.B04 16650 p3 (TTA)5 15 78533059 78533073 AGACCATGTTGTTATCATGTATGC CATTTCATATCACATCCGTTTCA 249

Ai04B16652 Araip.B04 16652 c (ACC)6agaacaga(ACC)5acattatcatcatgg(TCA)8gaacagaatcatcaccaccagaacagaactaccaccaccaccagaac(CCA)5attttaaaatcatcatggtt(ATC)10192 78534588 78534779 CCTTCTCCCTTTACCCCAAA TCGTTGCTGAAATTTGTTGTG 267

Ai04B16653 Araip.B04 16653 p3 (AAG)5 15 78534883 78534897 CTACCACCACCACCAGAACC CCACCGCACTACCAACTCTT 232

Ai04B16654 Araip.B04 16654 c (AAG)6gtggtggtggtgtgatgcggtggtgcggcggaagaaa(AAG)9gtggtggtggtgtggtgcggtggtgcggcggaagaaa(AAG)9146 78537516 78537661 CCGCATTTATCAATTGGGAT GCACCACACCACCACCAC 226

Ai04B16655 Araip.B04 16655 p3 (AAG)6 18 78540653 78540670 CAAAACGCATCCAAAACCTT CACACCACCGCATCACAC 255

Ai04B16661 Araip.B04 16661 c (TG)6tc(TA)7 28 78582339 78582366 GGAGTTGGGATGTCGTTGTT CCCGAGCTCAACCTACAAAA 215

Ai04B16663 Araip.B04 16663 c (TG)7tc(TA)7 30 78582866 78582895 CAGCGGAGTTAGGATGTCGT CCCGAGCTCAACCTACAAAA 221

Ai04B16664 Araip.B04 16664 p2 (TA)12 24 78583090 78583113 TTTTGTAGGTTGAGCTCGGG AAAGCACAACGCTCAGGAAT 138

Ai04B16666 Araip.B04 16666 p3 (ATC)5 15 78585127 78585141 TCCTCCCCTAAGTTCAACCA GATGATGACGATGATGATAACGA 270

Ai04B16667 Araip.B04 16667 p3 (CTT)6 18 78586175 78586192 TGTAGCAAAATCTCGGTGTCA TTTTTGTCATGTGTTATTGCATTT 263
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Ai04B16668 Araip.B04 16668 c (T)10ggtatataatttccttgattatattagtatatctttttatgtagttttttcttttgcgcatcctatatattagtacatctttttatgtaattttccttga(T)12122 78587171 78587292 CGCAATTGTTATGAGGTTTCC GCTCGTTGATAGCAAAAGTTACAA 277

Ai04B16671 Araip.B04 16671 p3 (AAT)5 15 78590327 78590341 GTTAGCCTGTTGGTGGTGCT CTTTGGTCTTGGAGCAGAGG 276

Ai04B16674 Araip.B04 16674 p3 (AAC)12 36 78597128 78597163 AGTAACCACCGCAGTTCCAA GCTCAAACCATTTTCCATGC 272

Ai04B16675 Araip.B04 16675 p2 (AT)8 16 78599290 78599305 GGTCCAAAAGAGGGGGACTA TTCTGAAATGCGTATGGCTG 278

Ai04B16676 Araip.B04 16676 c (AT)6actcacacac(AT)634 78602397 78602430 ACTTGTCCCCATTGGTTGAA AAACGTTTTTGGCATATATTGAA 114

Ai04B16678 Araip.B04 16678 p3 (GAA)5 15 78604436 78604450 TTGCCTTCCCTTTCCTCTTT ACACAACCCCTTCTCCCTCT 180

Ai04B16679 Araip.B04 16679 c (A)12gaaatttttgaaaaagagggagatattttcgaaaatt(AG)661 78606900 78606960 GATGAGGGAGAAGGATTTTCG TGTTTCTTATCTTTTTCAAAATCACC 162

Ai04B16681 Araip.B04 16681 p2 (TC)8 16 78611375 78611390 TGCAATTTCTCCCTCACCTT ACATGCAAGGCAATCAACAA 249

Ai04B16684 Araip.B04 16684 c* (AT)12(T)12* 35 78640450 78640484 TTTTGCTCTTGCCTTTTGGT TGGCTCTTGAAAGAATGATGAA 237

Ai04B16685 Araip.B04 16685 p2 (TG)12 24 78660872 78660895 ACTATTCTTGGGCCAGCCTT TGCAACGCTCAGAAATAACG 171

Ai04B16686 Araip.B04 16686 c (TA)6gattctccacatgtatattctgtaatttgctctcttagaggttgcttatggagaaacaagagtttatattgtagtttgaataatgttttagggttg(TA)11130 78661504 78661633 CATCACACCTCGTTGAGCAT GCTCGGGAAAAACGATAAGA 266

Ai04B16691 Araip.B04 16691 p2 (AG)7 14 78674128 78674141 TGCTTTGCAAGGAAGGATCT TAAGGGTAGGGCCCCAATAC 200

Ai04B16693 Araip.B04 16693 p2 (GA)6 12 78687930 78687941 CACTGTCGAACCCTAGCCAT TTCTCCGTCAGAGCATCCTT 197

Ai04B16695 Araip.B04 16695 p2 (AG)6 12 78693290 78693301 TTGGTTTGATCTTCGAATCCT ATGCATCCATTCAGAGGGAG 273

Ai04B16696 Araip.B04 16696 p2 (AG)6 12 78695682 78695693 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 223

Ai04B16698 Araip.B04 16698 p2 (AG)9 18 78700942 78700959 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 222

Ai04B16699 Araip.B04 16699 c* (A)13(AT)7* 26 78710600 78710625 CTTGGGACATTGGTTCAGGT ACTTTGGAGCATTTTGTCCC 234

Ai04B16701 Araip.B04 16701 p4 (ATAA)5 20 78725483 78725502 TTGGAATCATGAATGTTGGA TTGCTCTTGCCTTTTGGTTT 228

Ai04B16704 Araip.B04 16704 c (ATTT)5ttaaagaaataaaatagagaaaagtaaaaaaaattcaaaaataaatgcgaagaggtaaactaaaaattaaaaaatt(A)12108 78739344 78739451 TTCCTCAGCACAAAACACCA TGAAATTAAGTTTGGTGTCCCC 243

Ai04B16707 Araip.B04 16707 p3 (AAG)6 18 78773741 78773758 GCGCATAAATGAGGAAGGAG ACTGCACGTTTTCACTGCAC 108

Ai04B16708 Araip.B04 16708 c (AAG)5gtgcagtgaaaacgtgcagtaatggttgaagaaggagaaagagaaggcaagaaacgaaagaaaaaaaagaagaaaaagaggaagaagaacgtgcgc(AAG)5126 78773886 78774011 CGTGCAGTAACGGTTGAAGA TTCTCCACATACAAGCGTTTT 262

Ai04B16709 Araip.B04 16709 p3 (TCT)6 18 78774953 78774970 CCTTCTTCTTCACACACGCA GAACATCTGCGTCCATTCAA 159

Ai04B16711 Araip.B04 16711 p3 (TTC)6 18 78779471 78779488 ATATGGCCGAACCTTAACCC GCCCTCGAGCAATAAACAAA 169

Ai04B16712 Araip.B04 16712 c (A)10ggggc(A)10 25 78779865 78779889 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 243

Ai04B16715 Araip.B04 16715 p3 (AAC)5 15 78794750 78794764 AACCGAGGAAGCAGAGACAA ATGAATCCATCCGAGAGACG 274

Ai04B16718 Araip.B04 16718 c* (A)10(AT)9* 27 78808377 78808403 GGAAATTGTGGGAACAAAGG GCTTGACTTAGCATTGGGGT 221

Ai04B16719 Araip.B04 16719 p3 (AAT)11 33 78816756 78816788 AACTGGCACTGATACAGGGG TTGGCAGGCAATAAACATCA 253

Ai04B16720 Araip.B04 16720 p2 (AT)6 12 78825500 78825511 TGGGATTATGGGTAGCTAGGAA GGGCTAAGGTAAGGGTGAGG 136

Ai04B16721 Araip.B04 16721 p5 (TTTTA)5 25 78829745 78829769 TGAATTCAAGCACAAGCCAC GCGGTATGCAATATGCAATG 220

Ai04B16723 Araip.B04 16723 c (GGA)8gaagaagaagaataacctacacgaatttg(GAA)27at(AGA)11169 78838207 78838375 GAAGAAAAACTTGCGTGTGC CTCCTTCTCCTCCTCCTCGT 222

Ai04B16724 Araip.B04 16724 c (AGA)9atac(GAG)546 78838481 78838526 GGAGTGGGTGATTTGAAAAGTT AAATCACGTGCTCCTTCTCC 169

Ai04B16726 Araip.B04 16726 p2 (AG)6 12 78843634 78843645 CGCAGTGACAAAAATTAGCG CCTAAGAGAGAGGAGAGAGCCC 238

Ai04B16728 Araip.B04 16728 p5 (AAAAT)5 25 78845924 78845948 ATGGGAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 218

Ai04B16729 Araip.B04 16729 p2 (AG)6 12 78847326 78847337 CTGTTTCTGGCCCAGTTCTC GGAACATTGAACCTGGAATTG 249
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Ai04B16731 Araip.B04 16731 c (GTG)5ttggtgttggtgttggtgt(TGG)549 78859622 78859670 TCACGTTAAGGGTCGGAATC ACCCTCACCACTACCAGCAC 272

Ai04B16732 Araip.B04 16732 c (GAA)5atggtggagagg(GA)741 78870962 78871002 AGGTGCCATGGTAATGGAAA ACCTAACCCCTCTCCCTTCA 230

Ai04B16733 Araip.B04 16733 p2 (TA)7 14 78912504 78912517 CAAAATCCAGTGAGGGTTCAA AGTGGTGGAATCTCATGCAA 278

Ai04B16734 Araip.B04 16734 p4 (CTCA)13 52 78920769 78920820 ACGCTGCACTCACAAATGAC AGACGGAAGGTGCAAGAAGA 220

Ai04B16738 Araip.B04 16738 p2 (TA)15 30 78942650 78942679 TCCGAGAAAAGCAAGCAAAT TGATCAGAGTCTCGTACTGATAACG 275

Ai04B16739 Araip.B04 16739 c (T)11agttttattcctctcaagagagtaaatcaagaagaattttgaaaaaatgaaataagaaggagaagatgaagaagaaaaagatgaaa(AAG)5112 78953392 78953503 CGGTTCGAAAACAAATACACAA TGGATTCGTTGTCCTGCATA 271

Ai04B16740 Araip.B04 16740 p3 (AAG)5 15 78954138 78954152 TTGGCTTTCTAAGACCTTGTCC TTGAACTCGTTGTCCTGCAC 200

Ai04B16741 Araip.B04 16741 c (A)22gaggtgggtagaagtgacggc(GAT)661 78959301 78959361 GTGGTAATGAAGTTGCCGGT TGCCATTCTTTTCTTGTCCC 245

Ai04B16742 Araip.B04 16742 p2 (CT)6 12 78979207 78979218 TTTCTTCTTTTCCCCCTTCC GGGGATGATGACTCAAAAGG 222

Ai04B16745 Araip.B04 16745 c (ATG)6ctgaccaccccctccaccaccacctccaccgtgttc(ATG)775 79004855 79004929 ACCACCACAACCTCCACC CTTCGACAACACCGCAACTA 169

Ai04B16747 Araip.B04 16747 p2 (TC)18 36 79018304 79018339 TCAAACACAACCCTTTTCCC CATAGGTGGCAATGACGATG 239

Ai04B16753 Araip.B04 16753 p2 (AT)11 22 79039603 79039624 TCTCAAATCAATTGGGGTGC TTAAGTGTGGGGAGGTCGTC 183

Ai04B16756 Araip.B04 16756 c (A)11(T)11 22 79072819 79072840 AACATCACTAGCGGGACACC TTTCGAATTTGATCTTGTTTGC 253

Ai04B16760 Araip.B04 16760 c (TCT)5ccttcttcttctcctac(TCT)547 79104092 79104138 TATACGATTTCCATGGCGTG AACGAAGCAAGAATACCAGTGA 226

Ai04B16761 Araip.B04 16761 c (AAG)5aggaagaagaacgtgcagaaacgac(GAA)14gcatggag(A)10100 79104642 79104741 TCTCCTCCTCATCTTCTTCAAAA TCTCCACATACAAGTCTTTTCACA 280

Ai04B16762 Araip.B04 16762 p3 (AAC)5 15 79106850 79106864 GAAGCAAAAAGCAGAAGCAGA TTCCTTGCCAGTTGTTGTTG 114

Ai04B16763 Araip.B04 16763 p2 (GT)7 14 79107385 79107398 GACCGAACGACGAGGAGTAA CACTGCCTGTGATGGAGAGA 222

Ai04B16768 Araip.B04 16768 c (T)10cagagtcctttcaggttctggatctgctttcacaagaatgttcttatccttgctcctgctcatatgacaaagaagaaggcacagaaa(AAT)5112 79121320 79121431 CCTTGCACTCTCCTTTTGGA CCCCCTCTTTTTCTACTCACA 280

Ai04B16769 Araip.B04 16769 p2 (AG)6 12 79121765 79121776 TGGGAGAGAGGGAATTTTCG TTGGTTTTCAAAATTTGTTTCA 271

Ai04B16770 Araip.B04 16770 c (T)10cgaaaacagatgagaaatttttgaaagatttttgaaa(T)1259 79122026 79122084 CCAAAGCAGTTTGGGTATGG TTTGGACAACTGACGGTTCA 241

Ai04B16771 Araip.B04 16771 c (AT)17acatgcatgcg(A)1156 79124167 79124222 TCTTGAAGCAAGAAAAAGCAGA GGAAGGAATTGTAAAACCATGC 245

Ai04B16773 Araip.B04 16773 p3 (AGA)6 18 79127612 79127629 AGCAATGCTTTTTCCACACC CACACATCCCTCCATCTCCT 107

Ai04B16774 Araip.B04 16774 p2 (TC)6 12 79129687 79129698 GGCCCAGATCCAAGTACAGA TGAAAGGGAAATTTAAAACAAAGAA 214

Ai04B16776 Araip.B04 16776 p2 (TA)6 12 79137078 79137089 TTTCTTTCCCATCTCATTTGC TGTCCTCATGCAAAATCCAA 238

Ai04B16777 Araip.B04 16777 p2 (TC)9 18 79137958 79137975 GGCCCAGATCCAAGTACAGA ACTAGGGCAACGGAGAGTCA 240

Ai04B16779 Araip.B04 16779 p3 (ACA)5 15 79145953 79145967 CAATGGCGATGGGTTCTTAT GCCTTTTGTTAGGGAAGGAA 100

Ai04B16782 Araip.B04 16782 p3 (TAG)5 15 79156018 79156032 GTCATTAGGCAAAGACCCGA TCCTGGTGTACCCCAAACTC 199

Ai04B16790 Araip.B04 16790 p2 (CT)6 12 79186910 79186921 ATCACCCCTTCATACCCACA GTTCGGAGGCAGAAGCTATG 269

Ai04B16794 Araip.B04 16794 p4 (CTAA)5 20 79211175 79211194 AATGCTCCTCTCCTTTTCCC GCTGGAGAAACCTAAACCACC 201

Ai04B16795 Araip.B04 16795 p3 (TTC)5 15 79221835 79221849 ACACAACCTTCTCCCCCTCT AGTGGTCTTGATGGGCTTTG 245

Ai04B16798 Araip.B04 16798 p2 (TA)7 14 79246331 79246344 ATGGGTTTATCAACCTCCCC CCAACTCAATTGTGACAGTGC 266

Ai04B16799 Araip.B04 16799 p3 (TTC)6 18 79260675 79260692 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai04B16802 Araip.B04 16802 p2 (CT)7 14 79266795 79266808 AACCTCCTAACTTCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 276

Ai04B16803 Araip.B04 16803 c (TC)13(AC)9 44 79277338 79277381 TCGAAATCGCCATTTACTCC TCTGGGCGTTTCTTATCCAC 279
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Ai04B16804 Araip.B04 16804 p2 (TA)10 20 79294461 79294480 TTCCCCTTTCAGGATATGGA CAAAACCGCTCCCAAAAATA 255

Ai04B16805 Araip.B04 16805 p2 (AT)7 14 79296950 79296963 TTTCTAAATGCTTTTTAGATATGCAAG GCTTCGTAGCTTTTTGCCAC 175

Ai04B16806 Araip.B04 16806 p2 (TC)6 12 79300095 79300106 GGCCCAGATCCAAGTACAGA AACATGGGAGAATTCATAAATCA 271

Ai04B16809 Araip.B04 16809 c (AG)6gaaggcggtgatggtggcgcggaggcggtggcggtggcgcggtgggagttcggccgggaggaggaagagaggagt(GA)7101 79305935 79306035 TGGTTCGAGAAACTGAAGGG CTTCTCTTCCCCCTCTCACC 206

Ai04B16810 Araip.B04 16810 p2 (GC)6 12 79306240 79306251 TAGCTGCTGCGATGACAGTT ACGCGTCCTTTCCTCTTTCT 226

Ai04B16812 Araip.B04 16812 p2 (TA)7 14 79308546 79308559 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 269

Ai04B16815 Araip.B04 16815 p2 (GC)6 12 79314231 79314242 TGCGAATGAAATGGACAAAA GTACGCGCCCATAAGCTAAA 275

Ai04B16816 Araip.B04 16816 p2 (AT)6 12 79326440 79326451 TTAAACCGCAATACCGATCC GGATATGGGCGCAGAAGTTA 271

Ai04B16818 Araip.B04 16818 p2 (GA)6 12 79341867 79341878 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCCC 236

Ai04B16822 Araip.B04 16822 p3 (TAT)5 15 79368628 79368642 CCCCTCCTCCATCTGTGTT GTTCTTGTCCTTGCTCCTGC 170

Ai04B16823 Araip.B04 16823 p3 (TTC)5 15 79373678 79373692 ACCCAAACCCTCCCTAAATG CGGTCTTAGGTGCCATGAAT 260

Ai04B16827 Araip.B04 16827 p3 (TTC)5 15 79396769 79396783 AGCCCTCCAATCTTCCTCAT CGGTCTTAGGTGCCATCAAT 206

Ai04B16831 Araip.B04 16831 c (A)11gaaaaaaaatcaaaaccaaaaatatccat(ATAA)560 79429421 79429480 GAAACTGTGGGAACATGGGT GAACATTGGGGTAATTTTGTCC 228

Ai04B16835 Araip.B04 16835 p3 (TCT)7 21 79464229 79464249 TGACGAGCATCATTGCATTT GGTAGCATGGAAAGCCAAAA 220

Ai04B16840 Araip.B04 16840 p2 (CT)6 12 79471967 79471978 CAAATTCGAAAATTTGGATTGAC AAAGAAATTTTGAAAAAGGGGG 220

Ai04B16842 Araip.B04 16842 p2 (TC)8 16 79485358 79485373 CAACGCTGGAGATGCTGTTA CCAAGCAAACATACATGCAAA 209

Ai04B16846 Araip.B04 16846 p3 (ATA)5 15 79492594 79492608 ATCGCGGATATCAAACCTGA AAACGAGCTTCAGGCAAAAA 233

Ai04B16849 Araip.B04 16849 p2 (CT)9 18 79500123 79500140 GTGAACCGCGAGAAGAACTC TCTTCCCCTTCCTTCGATTT 207

Ai04B16851 Araip.B04 16851 p3 (GAG)5 15 79501233 79501247 TGCGGATAGCAACGATAGTG CAAAACTCCACCCCACTGTT 237

Ai04B16852 Araip.B04 16852 c (TA)6(T)10c(T)10 33 79504838 79504870 TACTTTGGGGCATTTTGTCC GGGAAACTTGGGACATTGGT 252

Ai04B16853 Araip.B04 16853 p2 (TA)8 16 79505507 79505522 GCTCGAAACATGTTCCACAA CCCAACACTTTTGCATTTCA 206

Ai04B16855 Araip.B04 16855 c (A)12tgttgatcatgattcaatctagtaaatctactataccaatagtgattaatgcttatttgaatgtcatgtagcttccgg(A)11101 79511566 79511666 TCAAAGAGACAACAGGCTTTTAAC ACTGATGCCTTTTGTGCTTG 273

Ai04B16856 Araip.B04 16856 p3 (TAA)5 15 79517419 79517433 TCAATGTTTTCAACTTTCATGAGT ATTCTGCACAGAGAGCACCA 157

Ai04B16858 Araip.B04 16858 p2 (AG)6 12 79528470 79528481 ATTGTCGCCGTTGCCATT GAAGAGGAAACCACTGCTGC 154

Ai04B16859 Araip.B04 16859 c (CTT)6cgtcctccgtca(CT)6tgtctctctctctactaattt(TTTC)5aaaaaaaaatgactgctg(TGT)6119 79528748 79528866 GCGATTTCAGCAGCTCTTTC CAACAACAGCACAACATCCA 271

Ai04B16861 Araip.B04 16861 p2 (TA)8 16 79538046 79538061 TGCCTCTATGCTGATGGTTG TCGAGTTTGGACAACTGACG 277

Ai04B16862 Araip.B04 16862 c (TA)8(T)10 26 79539658 79539683 TGCCTCTATGCTGATGGTTG TCGAGTTTGGACAACTGACG 276

Ai04B16863 Araip.B04 16863 p2 (AT)6 12 79539826 79539837 TGAACCGTCAGTTGTCCAAA CCAGGGAGAGAACGAACAAC 276

Ai04B16864 Araip.B04 16864 p2 (AG)6 12 79556589 79556600 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai04B16868 Araip.B04 16868 c (GC)6cgattcaaaaatagggataaccctagcacgcgatgcacactgcgcagtcgcgcaccccatttccccaacctcca(TCT)5101 79571363 79571463 GCGTCCTTCCCTATTTTGCT TCCAAAGCTCCGTTACTGCT 238

Ai04B16869 Araip.B04 16869 p2 (AT)9 18 79574074 79574091 GCAACATTTAGGGATCCAGC TTTGATGACGTTCCACCTGA 259

Ai04B16870 Araip.B04 16870 p3 (TTC)5 15 79581885 79581899 ATTGCAACATTCGAGAACCC CTTCCATGGCCCTCTATTCA 275

Ai04B16873 Araip.B04 16873 c (CCA)11ttatcatcatgc(TCA)8gaacttcccccaaaatcaaccagaagcccaagctgaatcataac(CCA)7ttatcatcatgg(TCA)6164 79600994 79601157 AAGCAAGCAGAACAGAAGCC TTGATTTTCTGATGGTTGATGG 255

Ai04B16874 Araip.B04 16874 p3 (ATA)5 15 79602437 79602451 TGCAAGGTAGAATCAATGCAA CACAAATGAACATGAGAGATCAA 278
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Ai04B16875 Araip.B04 16875 p2 (AT)9 18 79604169 79604186 AGAATGTCACGCTTCTGGCT GCTGTGTTGTTTTTGTTTGGA 277

Ai04B16877 Araip.B04 16877 p2 (TA)8 16 79606347 79606362 TCATTTTCCCCAAGTCAAGG TGTTCTACACTTGCTCCTATTTTGA 255

Ai04B16879 Araip.B04 16879 p2 (TC)6 12 79608303 79608314 GAGCATGACAGTAACGGGGT GAATGAGAGGGGAAAGGAGG 259

Ai04B16880 Araip.B04 16880 p2 (TC)15 30 79608417 79608446 GAGCATGACAGTAACGGGGT GAATGAGAGGGGAAAGGAGG 259

Ai04B16881 Araip.B04 16881 p2 (TC)7 14 79609914 79609927 CTAAGCCGTGATCCAGCACT GAAGTTGGGGTTGCAGAAAA 241

Ai04B16882 Araip.B04 16882 p2 (AT)6 12 79612039 79612050 CAACATGTGGTGGTTGGAAA TTGTACTCATGGAAATGTTGCAG 166

Ai04B16884 Araip.B04 16884 p3 (TAT)15 45 79614491 79614535 GTCCAGAGCTCCACATTGCT CATTGCAACATTCGTAAACCC 280

Ai04B16885 Araip.B04 16885 p2 (AT)7 14 79623717 79623730 CACCATACAGAGCTTTACGCC TTTACCGTGTTGAGAACCCC 234

Ai04B16890 Araip.B04 16890 p3 (TAT)10 30 79661608 79661637 CCCCCTCTTTTCTTCCACTC GGATGGTCCATTCTGAAAGC 225

Ai04B16891 Araip.B04 16891 p3 (TTC)5 15 79662768 79662782 CACCACTCACATCCATCCAC TTAGAATTTTGCTCGCCCTC 279

Ai04B16893 Araip.B04 16893 p2 (TA)10 20 79676466 79676485 GGTGAGGCATTACGACCTGT TCTTGGAACTCTGATGTGCG 222

Ai04B16894 Araip.B04 16894 c (CA)7cgcacatcagagttccaagaatatagatatcaagctccagactcgacctgcaaagctaaggctggctagagtatatatg(TA)9111 79676620 79676730 AAGCAAGATCGTGAGAAGGC GAGGTCGACATGGAAAAACG 205

Ai04B16895 Araip.B04 16895 p4 (ATAA)5 20 79677601 79677620 CACGGAGATTGTTGGTTTGA ATTAATGACCGCTGACTCGG 278

Ai04B16897 Araip.B04 16897 c (A)10ttttc(A)13 28 79690004 79690031 TCGAGTTTGGACAACTGACG ACAGCCAGCCAGACTTCAAC 191

Ai04B16899 Araip.B04 16899 p3 (CAA)5 15 79706509 79706523 GTGGATAGTGCTGCCACAGA GTCTCTCAGGCACCCTCTTG 263

Ai04B16900 Araip.B04 16900 p3 (CTT)5 15 79723844 79723858 TTCTCCTTTCTTCTTCCCCC AACCCAACAGTGTAAAACAAGTCA 256

Ai04B16903 Araip.B04 16903 p2 (GA)6 12 79741966 79741977 CGGATTTTTGGTGAGTGAGG CCAAAATATCTCCCTCTTTTTCAA 210

Ai04B16908 Araip.B04 16908 p2 (TC)8 16 79771042 79771057 CCGTCGATAATTTCGTTGGA AATAGCGGAGGACGTCACAT 277

Ai04B16911 Araip.B04 16911 c (CT)8ccctctctctcttaacatatataaaattagattttacattctctttcttcctctcc(CT)6ttctctctctcccttctctccctttctgtcttttcctcccctcttcctctctttctcttctttccctctctcccttccttta(TC)8182 79782469 79782650 CCAAACTACTTTGTCACATAAGAAAC GGAGGAGAGAGAAGGAGAGAGAA 280

Ai04B16916 Araip.B04 16916 p3 (TCC)5 15 79787619 79787633 CTTGATGCTGTGCTGTTGCT GGGAAGGTCAGCTTTATCCC 277

Ai04B16921 Araip.B04 16921 p2 (AT)8 16 79816097 79816112 ATCACAAGAAATCGAAGCCG AAAAAGAAACAAAAGCCACGTC 277

Ai04B16922 Araip.B04 16922 p3 (AAT)6 18 79816224 79816241 AAAGCCACGTTTTCCCTTTT GCTTAAAATTACTAACGCTTCATCA 272

Ai04B16925 Araip.B04 16925 p4 (GTTA)6 24 79822162 79822185 GGGTGATTTTCTCAGTTCCAG CGGTGAGCTAAAATAACTACCGA 223

Ai04B16926 Araip.B04 16926 c (AAAATA)5tagaaaagtagcaaaataaataaaaagagtatgtagtggttcacc(A)1085 79825077 79825161 GAATTGCAACTAAACTAATTGGC TTTTAAGTGTGGGGAGGTCG 208

Ai04B16930 Araip.B04 16930 p3 (GAA)5 15 79838965 79838979 CTCGGAAGTGGAAGCTTTTG AGCCCTCCATTCTTCCTCAT 258

Ai04B16932 Araip.B04 16932 p2 (AG)7 14 79851447 79851460 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 163

Ai04B16933 Araip.B04 16933 p2 (AG)6 12 79851652 79851663 CGGATTTTTGGTGAGTGAGG TTGATTTTCAAATTTGTTTCAACT 277

Ai04B16935 Araip.B04 16935 p2 (GA)6 12 79862603 79862614 AGAGAGGGAGAGAGGGTTCG TCAGTTTATTTCTCTTTTTAATTTTCG 178

Ai04B16943 Araip.B04 16943 p2 (GA)6 12 79891142 79891153 CGTCGTTGTCCCTAGTAGCC AGCACCTAATGTATGGCCGA 222

Ai04B16945 Araip.B04 16945 c (T)11attgttctagagaatggtgaaacaagaaagagattataaagaagtaaaagaagaagatgatgataaagaaaaggaagaggaatttg(A)10107 79893903 79894009 TTTTAAATTCATCACTTTTGTTTCA TCAACCTTGGCCCATACTTC 234

Ai04B16947 Araip.B04 16947 p2 (CT)7 14 79896544 79896557 GCACAGAATTTCGCATCAAA GCTTACCAGCAGCAACAACA 269

Ai04B16950 Araip.B04 16950 p2 (TA)14 28 79909543 79909570 GCGTGGCTAGTTTGTCTTCC CGGTGACAGAAGACGTGAGA 244

Ai04B16951 Araip.B04 16951 p2 (AT)9 18 79910838 79910855 CAATCACCCTGAGGAGTTGC AATCAGCCCCATATGCTCAA 213

Ai04B16955 Araip.B04 16955 p3 (CTC)5 15 79920553 79920567 TCAAAGTTGAAAAGTTTCGGTG TTTTTGCTTACTGGTGGTGG 206
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Ai04B16958 Araip.B04 16958 c (T)10aattccacttataaaattaatgataaaagatcacactttattccctcaattgtt(A)1175 79926233 79926307 GACCTTTTAGCATCATTCCTCTTT TTGTATAAAACATACATTGTCTCCTCA 207

Ai04B16960 Araip.B04 16960 p3 (ATT)6 18 79927961 79927978 GAACTTCAGTTATCTTTTACCCGAA TGCTAATTAAATGCAATAAACATACAT 269

Ai04B16962 Araip.B04 16962 c (T)14ctttttttccctttttgtgttgattgtttaagttaaggatattattttgtgaagccttttcatat(GA)21121 79934993 79935113 TGTCTTGGTCGAGTGTGAGG TACTGGACCAACAACCAACC 234

Ai04B16963 Araip.B04 16963 p2 (TC)8 16 79941063 79941078 TTTCTCCCCCTCTGTTTGAA AAGAGAGGAAGGAGGATCGC 239

Ai04B16972 Araip.B04 16972 p3 (AAG)5 15 80044177 80044191 AACCGTTCAACAACTGGAGC TCTTGACTTTCCCATGGAGG 249

Ai04B16978 Araip.B04 16978 p2 (CT)7 14 80063648 80063661 CTTTTTGTTTGTTTCTTATCTTTTTCA CAGATGGAAGAGGGAGTTCG 277

Ai04B16980 Araip.B04 16980 p2 (GA)6 12 80069754 80069765 AAAGGAGGGAAGAGAAGAAGAA TCTTTCTTATTTTTCAAAACCACC 156

Ai04B16983 Araip.B04 16983 p2 (CT)6 12 80092428 80092439 CTCATCTTTTCCAAAAATTTGATT TTTTCGGAAATGGTTTTTGA 266

Ai04B16985 Araip.B04 16985 p2 (AT)6 12 80118163 80118174 TTTAAACCGCAATACCGCTC GGCGCAGAAGTTACGAAGAG 269

Ai04B16986 Araip.B04 16986 p2 (AT)7 14 80124389 80124402 TTTAAACCGCAATACCGCTC GGCGCAGAAGTTACGAAGAG 271

Ai04B16987 Araip.B04 16987 p2 (TA)8 16 80128980 80128995 CGCAATGATAACGTAAGCGA TGGGTTTATTTTGGGTTCTCA 166

Ai04B16995 Araip.B04 16995 p2 (CT)17 34 80139076 80139109 AATTCCTTAAGCCCGACACC CTGTAGCGACGACCAAGTGA 160

Ai04B16996 Araip.B04 16996 p2 (TC)6 12 80139265 80139276 TCACTTGGTCGTCGCTACAG GACCCACTGCACGTATAAACAA 246

Ai04B16997 Araip.B04 16997 p2 (TA)22 44 80145796 80145839 CCGTCTCCACTGGATCTGTT TGACGCGTGACTTAATGAGC 279

Ai04B17000 Araip.B04 17000 p3 (CAG)5 15 80152925 80152939 TGCTGAATCCATTTTTCCAA TTCATCCAAAATTTGCTGGTC 161

Ai04B17002 Araip.B04 17002 p2 (AG)7 14 80155459 80155472 TTGCTAATTGCGTTCTCAGC AAAGCAAGGTTTGCACCATC 183

Ai04B17007 Araip.B04 17007 p2 (GT)8 16 80166591 80166606 CGGGGATCACTGTTATGCAA TGAAGTTGTCCCAAGCTCTTT 177

Ai04B17009 Araip.B04 17009 c (T)13gccctc(T)11 30 80192822 80192851 AGGCCCTCCTATCCACTGAT GCAGTGAAAAACAAAGCTTGC 185

Ai04B17010 Araip.B04 17010 c (TA)6ccaaaacaaaagtgcaatactaaagatggctagacacatcta(AT)666 80202270 80202335 GCAATAACATCATCCAATCACAA GTGTGGGGAAGGATCTACGA 266

Ai04B17012 Araip.B04 17012 c (TC)6ccccctcttttctccaaaacaagagagagaaggagggaaatagataaaagaaaaaaaaagaggaaagaatgagagatagaaaaaagagt(GA)6ggagatagagagagaaagagagagaatggaggggaaaaagagcacaagagagagagaa(AG)6aa(AG)10205 80203399 80203603 TCTTTCTCTCTCAACCTTCTCTCA TCTCTCCCTCTCTCTTTCTCTCTG 280

Ai04B17013 Araip.B04 17013 c (GA)6ggaggggaagagagaggaagataaaaagaaagg(GA)6aaaggaaaagg(GA)9ggaagacaaagagaggagaaggggagaaagagg(GA)7133 80203778 80203910 GAGAGGAAGAGGGATAGGGG TCTCTCTCTTTCCGCTCTCA 257

Ai04B17014 Araip.B04 17014 c (GA)11aagagagggggagntacgagagaggaagataagaagagaaagggggagagagaaaaggaaaaaggg(GA)6ggaggacaaagaaaaaggaaggggagaaagagggg(GA)6147 80204142 80204288 GAAAGGAGGGGGAGAGAAAA CCCTCCTTCCCCTCTCAC 204

Ai04B17015 Araip.B04 17015 p2 (GA)6 12 80204451 80204462 TTTCTGCATTTGGGTTGACA TTCGCTCAACAAAAACGATG 209

Ai04B17016 Araip.B04 17016 c (GA)9gcagggagagagagagggagagggggagagagaa(AG)1378 80204734 80204811 TTTCTCTTGCTGTCAGCCCT ACAGTTCAACCAATGTCGCA 237

Ai04B17017 Araip.B04 17017 p2 (AG)6 12 80207656 80207667 CGGTATTCGACAAAATTTTTATAGTG TCAACCGACAATAAATCCGA 275

Ai04B17019 Araip.B04 17019 p3 (TAA)5 15 80226077 80226091 CAAGGAATTGCAGGGAGGTA CCAGTTCTCATACCTTGCCA 144

Ai04B17020 Araip.B04 17020 p3 (AAT)5 15 80234650 80234664 TGAGCAGGAGCAAAGACAAG AATGGCAGAAATGGAGATGC 239

Ai04B17021 Araip.B04 17021 p2 (CT)6 12 80237348 80237359 CCCACAAGATCCCCACATAC GGGTGGGACAGAGATTTTGA 158

Ai04B17023 Araip.B04 17023 p2 (TA)9 18 80245643 80245660 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 275

Ai04B17028 Araip.B04 17028 p4 (TATT)6 24 80263045 80263068 GATCCGATCCGCATAACGTA ATCGGATTGCGGATTTTATG 266

Ai04B17029 Araip.B04 17029 c (TA)6tttttcttttc(AT)1451 80267052 80267102 TCCCACCTAACCTATGACATCC CCATATGCATTGATGCTCTTGT 248

Ai04B17031 Araip.B04 17031 p2 (AT)6 12 80271300 80271311 CAAGCAATCCAAAAATCAAGC TGCAATTCCTAGGGAGAACG 269

Ai04B17032 Araip.B04 17032 c (TA)8gg(GA)9 36 80278480 80278515 AGGGGGCTTCCAAAGAGATA TTGTGCCCTAAATTCGAACC 135

Ai04B17034 Araip.B04 17034 p2 (CT)6 12 80300972 80300983 TTTTCAAATCTTTTTCAATTAACCA AAAGAGGGAAGGGATTTTCG 110
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Ai04B17035 Araip.B04 17035 p4 (TATT)5 20 80301217 80301236 GAAAATCCCTTCCCTCTTTTT GGTTCGAATTCTTGAGGGAA 280

Ai04B17038 Araip.B04 17038 p3 (AAG)7 21 80340868 80340888 TGATTAGAGCGCGATTCAGA TCCCTCTGAGAATCACACACC 234

Ai04B17044 Araip.B04 17044 p3 (TTC)6 18 80363300 80363317 TTCATTTTGGGGTTGTCTCC GGTCGGATCCAAAGAGTTCA 179

Ai04B17051 Araip.B04 17051 p3 (ATA)12 36 80368553 80368588 TCTCCAATTAATTCCCAACATTT ATCAAATAGTTTCAATCTTGAGTTTTT 263

Ai04B17056 Araip.B04 17056 c (T)10cgcatatcatcctctc(T)1036 80397781 80397816 GCCGCTTAGGCTAGGATTTT TGGCTCTTGAAAGAATGATGG 271

Ai04B17063 Araip.B04 17063 p3 (CTT)15 45 80453544 80453588 TTCATCCCAAATTATCAAATGTTTA TGCATGTAACAATGTTGAAATAAAA 260

Ai04B17064 Araip.B04 17064 p2 (TA)6 12 80467877 80467888 TTGGATTTAGTTTTGGAGCCAT AACATATTCGTTTAGCTTCTGTGAA 236

Ai04B17067 Araip.B04 17067 c (A)10gatctttttttattaaaaaaagatctttttttattgaaaaaagatc(T)1066 80468654 80468719 TGCAAATTGTACCTTCTCAAAAA GAGAGGGGGAAAAGGAACAG 279

Ai04B17069 Araip.B04 17069 p2 (AG)6 12 80470653 80470664 GTGCGAAAGTTCAGCAATCA TTGAACCTGGAATTGGGAAG 234

Ai04B17072 Araip.B04 17072 p2 (TC)6 12 80488415 80488426 TTTGAAAATATCTCCCTCTTTTTCA AAGAGGGGTTCGAATTTGGT 236

Ai04B17073 Araip.B04 17073 p3 (TCT)6 18 80492068 80492085 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 211

Ai04B17079 Araip.B04 17079 c (T)10cacattctccttgaattactcccatgccttctctctctccattgaagatgtgacgtcctccactgt(CGC)797 80521226 80521322 GAGACGGGTCACTTTGGTTC AAAGGAGCAAACGCATTGAG 184

Ai04B17080 Araip.B04 17080 p2 (TC)9 18 80526227 80526244 CCCTTTTCTCCACCACTATCA AAGTCGCAGCCTTTGAGTGT 263

Ai04B17081 Araip.B04 17081 c (AC)6t(AC)7 27 80527468 80527494 TCGGGTACGGGATTCTATCA AAAACATTAATTTATTTTCGTTCCG 265

Ai04B17085 Araip.B04 17085 c (A)11gaaaagaaagaaattgagtgaa(T)1447 80544239 80544285 TCATGATGATGAAGCCATTTTC TGTAACAACATGCACCATCG 161

Ai04B17089 Araip.B04 17089 p2 (AT)7 14 80550405 80550418 TTTGGACAACTGACGGTTCA GTGGAAGCCTCAATCCAAAA 229

Ai04B17090 Araip.B04 17090 p3 (AAT)6 18 80581177 80581194 TTCTTGTCCTTGCTCCTGCT CCAAATTTGAACCCCCTCTT 165

Ai04B17091 Araip.B04 17091 p2 (AG)9 18 80581515 80581532 TGGTGAGTGATGTGAGGAAGA TTTCTTATCCTTTTCAAAACCACC 274

Ai04B17092 Araip.B04 17092 c (TC)19tatt(TTC)6 60 80584578 80584637 TACCTTCTCCACCCCACAAG AGGGATTGGCTACTGCCTTT 256

Ai04B17093 Araip.B04 17093 p2 (AG)6 12 80590645 80590656 AACGTAAAACCTGGATTGCG GGCCCAAATCCAAGTACAGA 193

Ai04B17095 Araip.B04 17095 p2 (GA)15 30 80597120 80597149 GGTATTTGGGGAAGGGTGTT AAATGGTGCAGGGATGAGAC 135

Ai04B17096 Araip.B04 17096 c (AT)6gcatgcaagaaagaaaaaatggc(A)1146 80605259 80605304 TGTGGTGTCATTTGCTTTTG CCTGCATTTTTGGGCAGTAA 276

Ai04B17100 Araip.B04 17100 p2 (CT)6 12 80627867 80627878 TTGGTGCAGGGATGAAAAAT TTGGAAGGGAAAGTGGTTTG 241

Ai04B17102 Araip.B04 17102 p3 (TGC)5 15 80633573 80633587 TCCCTCACTCTAACCATGCC CTTTAAGGGGAGGGAAATCG 258

Ai04B17103 Araip.B04 17103 p3 (GAA)6 18 80636125 80636142 CTCCAAGTTCAATGCAGCAA TAAGGCTCGTGAGAGCACAA 190

Ai04B17104 Araip.B04 17104 p3 (CTT)5 15 80636421 80636435 GCATGAGTGCAGCAGTGAAT ATGAAAATCCAAAGGCCACA 253

Ai04B17105 Araip.B04 17105 p2 (AT)6 12 80636689 80636700 TGTGGCCTTTGGATTTTCAT CGAGGTAAATAATGGGATTTTGA 212

Ai04B17112 Araip.B04 17112 p3 (TAT)13 39 80645962 80646000 ACATTGGAGACCTTGCTGGA CAATGCCCATGGTCACTAGA 260

Ai04B17114 Araip.B04 17114 p2 (TA)9 18 80653332 80653349 TGCAAGCTACCTACATGCGT TACACATCCGGTGAGGGTTC 246

Ai04B17118 Araip.B04 17118 p4 (TAAA)5 20 80669007 80669026 TGCCTATATGTTGCCCACTTC AATGGTGGCATGCCTAAGTC 219

Ai04B17123 Araip.B04 17123 p3 (TCT)5 15 80691577 80691591 ACCCACAGGATCATCTCAGG TTAGAATGTTGCTCGCCCTC 193

Ai04B17129 Araip.B04 17129 p2 (GA)7 14 80698756 80698769 TTTCTGACCCAGTTTTTGGC AGGAACATTGAACCTGGAACA 217

Ai04B17130 Araip.B04 17130 c (AAT)8aaaaatttagtaagaaaagaaaaat(A)1059 80703121 80703179 GTGTGGGGAAATTGGATTTG TTCACCATTTACTTTGGGGC 254

Ai04B17131 Araip.B04 17131 p2 (AG)7 14 80705107 80705120 TTGGGCTATTTCTGACCCAG GGAACATTAAACCTGGAACTTGA 226
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Ai04B17133 Araip.B04 17133 p2 (GT)9 18 80740921 80740938 GCCAACCCTTGCATCTATCT CTCAATGAACACCCAAAGCA 219

Ai04B17135 Araip.B04 17135 p2 (CT)6 12 80756994 80757005 GGTGGTGTGGCATAAGGACT TGGAGGAAGAGAGAGCCAGA 242

Ai04B17136 Araip.B04 17136 p2 (GA)6 12 80759049 80759060 GCCAGAGGAGAAAGAGAGCA GGTGGTGTGGCATAAGGACT 228

Ai04B17137 Araip.B04 17137 p3 (AAT)11 33 80759693 80759725 CCCTTCCACCTTCCAAGTCT TGAATACTCCAACTCCGTCAAA 133

Ai04B17139 Araip.B04 17139 p3 (GAA)5 15 80769374 80769388 CGGTCTTAGGTGCCATCAAT ACACGTCTCCCTCCTCTCCT 148

Ai04B17140 Araip.B04 17140 p2 (AG)6 12 80773490 80773501 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 261

Ai04B17143 Araip.B04 17143 p2 (CT)6 12 80828130 80828141 TAACGCTAGAAATGGGCACC GAGGTGATTGGTGAGTGGGT 240

Ai04B17144 Araip.B04 17144 p3 (GAA)5 15 80830537 80830551 TCTTCTTGGCCACAACATCA CACATCACCCTCTCCCTCTC 267

Ai04B17145 Araip.B04 17145 p2 (AG)6 12 80833452 80833463 TCTTGTGAGTGAGGGAGAGATG TTTCTTATCTTTTTCAAAACCACC 263

Ai04B17147 Araip.B04 17147 p3 (GGC)5 15 80852820 80852834 GGCACTTCTTATAGCCACCG CTGCCCTTTCTCCCTCTTCT 236

Ai04B17152 Araip.B04 17152 p2 (AT)11 22 80875139 80875160 GTCCCATGTGCATTGCTTTA GCATGCTCATGTGGAATCAA 156

Ai04B17154 Araip.B04 17154 p2 (AG)6 12 80906130 80906141 GTGGCAAAGACAGGGAAGAG GCATACCCCCTTCTTTCTCC 259

Ai04B17156 Araip.B04 17156 p3 (TGT)5 15 80913838 80913852 CTCCTCCTCTCGGTGACAAG GCCTATTCCCTTCCATCCTC 272

Ai04B17158 Araip.B04 17158 p3 (TGT)5 15 80925663 80925677 CTCCTCCTCTCGGTGACAAG CCCCTTTCCTCATTTCCTTC 231

Ai04B17163 Araip.B04 17163 p3 (GAA)7 21 80997327 80997347 TTTGCATACAAAATCGTCCC AGAAGTGGAGGCAGAGGTGA 209

Ai04B17164 Araip.B04 17164 p2 (TA)9 18 81005076 81005093 ATACGACCCGGTACACTTGC TCCCTCATCAGAAGCCAAAG 261

Ai04B17165 Araip.B04 17165 p2 (GC)6 12 81013337 81013348 CAAAAGTTTGGAAAACCCCA CTTTTCCGCCAAAAACTCAG 195

Ai04B17171 Araip.B04 17171 p2 (AG)13 26 81054858 81054883 GACACTGGTGGAGGGACTGT CAAAGCATTACCGTCGGATT 136

Ai04B17175 Araip.B04 17175 c (T)10aataaa(T)11 27 81085964 81085990 TGAGAATTTCACAGCAAGCG AAACTAGCTCGCCATGATGC 230

Ai04B17183 Araip.B04 17183 p3 (TTC)5 15 81139615 81139629 CCTTCTCCCATTCCCTTCTT CAAGTCACGAAGCACCAAAA 257

Ai04B17184 Araip.B04 17184 c (T)13gaatttcatgatgaaagag(A)1042 81142689 81142730 TTTTGATTTTTGAAAACTTGACAAC TGGTGTCTCTTGGTGTTTTCC 241

Ai04B17186 Araip.B04 17186 p3 (TCT)6 18 81154315 81154332 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 279

Ai04B17188 Araip.B04 17188 p3 (TAT)6 18 81162097 81162114 TTCACCACTTACTTTGGGGC GTGGGTTTGGAAACATCTGG 211

Ai04B17189 Araip.B04 17189 c (A)11gaaaaatcaattttattacaatatg(AATA)1076 81172904 81172979 TTGGAAATTTGGGTGCCTAC TTCCCACTTTTGCATCACAT 258

Ai04B17190 Araip.B04 17190 p2 (GT)6 12 81173123 81173134 ATGTGATGCAAAAGTGGGAA GGGCTAAGGTAAGGGTGAGG 151

Ai04B17198 Araip.B04 17198 p2 (AG)15 30 81236058 81236087 AGTGGAGAGAGGGGTAGGGA AATGGTGCAGGGATGAGAAG 225

Ai04B17199 Araip.B04 17199 p2 (AG)6 12 81243237 81243248 GAATCCGTTCAGGTTCAGGA TCGAATACTCTCCCTCTCATCTC 269

Ai04B17200 Araip.B04 17200 p3 (GAG)7 21 81253197 81253217 AGAAGAGCCAGACGCTGAAG GATGCCAAGAGAAGGTCTCG 207

Ai04B17204 Araip.B04 17204 p3 (GAT)7 21 81263042 81263062 TGCCTGGCACAACAAAAATA AATGGGAAAAGACAACCGTG 266

Ai04B17206 Araip.B04 17206 p3 (TAA)8 24 81272437 81272460 ACCATCATGGCATGTTCATC TGTTGCTGCATAGTGTTGGA 208

Ai04B17208 Araip.B04 17208 p2 (CT)7 14 81278870 81278883 GCATGTGCATCTTGCATTTT AAACGGGGGAGATATTTTCG 253

Ai04B17209 Araip.B04 17209 p3 (TCT)5 15 81281558 81281572 CCTAGTTGGTGCAGGGATGT TTATGCTTTTGCCACACCAA 263

Ai04B17210 Araip.B04 17210 c (A)10taggcg(A)10 26 81282471 81282496 TGAAGCAAGAAAAAGCAGCA CCACCGGATACATAAATGCC 147

Ai04B17211 Araip.B04 17211 p2 (AG)6 12 81286194 81286205 TCGCAGTGACAAAAATCAGC TTGAACCTGATGAAGAGTTGAAA 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17213 Araip.B04 17213 c (A)10tttacaaaaatcc(A)1134 81290004 81290037 TTTAGGTAAATAATTTTAAGGTCCGTT GCCATGACTATGGTGGCTTT 170

Ai04B17216 Araip.B04 17216 p2 (AT)7 14 81298704 81298717 CTTCACATCCGACAAAGTGC TGGCTGGCAACAACAATTTA 277

Ai04B17219 Araip.B04 17219 p2 (AG)6 12 81306164 81306175 GGGCAGCAGAGCTAAACAAC GGTCTTCCTTGAAGCATTGG 277

Ai04B17225 Araip.B04 17225 p2 (AT)8 16 81364151 81364166 TTTGAGGGTGAAGACGTGAA TCGACAATGTTTTTGCGAGA 274

Ai04B17227 Araip.B04 17227 p2 (CT)7 14 81381728 81381741 GGAGCTTTGAAGGAGGAGGT CAAACGGGCTAAAAACGCTA 174

Ai04B17228 Araip.B04 17228 p2 (TG)9 18 81382535 81382552 GCATTCTGGAGACCTTTTGG TTACCATTCGATGCCTTGAT 264

Ai04B17229 Araip.B04 17229 p2 (CT)7 14 81383248 81383261 GGAGCTTTGAAGGAGGAGGT CAAACGGGCTAAAAACGCTA 174

Ai04B17230 Araip.B04 17230 c (TG)9(TA)16 50 81384055 81384104 GCATTCTGGAGACCTTTTGG ACTCGACCTGCGAAGCTAAG 261

Ai04B17233 Araip.B04 17233 p3 (TCT)8 24 81404434 81404457 CACCCATACACCCACCTACC TAGAATATTGCTCGCCCTCG 158

Ai04B17234 Araip.B04 17234 p2 (TA)7 14 81416181 81416194 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 274

Ai04B17236 Araip.B04 17236 p2 (AG)6 12 81423253 81423264 TGGAATGAATAAAAGTGAAAGGG TGGCCCAAATCTAAGTCCAG 236

Ai04B17237 Araip.B04 17237 p2 (CT)6 12 81428435 81428446 TCGTATCTTGTGATTTCTTGTGAA AAAAAGAGGAAAGGGATTTTCG 278

Ai04B17238 Araip.B04 17238 p3 (TTC)5 15 81431887 81431901 ACCTACCTTCTTGGCCGAAT ACTCGGAGGTGGAAGCTTTT 219

Ai04B17242 Araip.B04 17242 p5 (TTTTA)5 25 81442810 81442834 TATAAGTGTGGGGAGGTCGC TCCACATTTTTCCATACCACAA 276

Ai04B17243 Araip.B04 17243 p2 (TA)10 20 81443090 81443109 GCCTTTCATAATCACAACATTCC GGGTTGTGTGTTCTTTGGCT 209

Ai04B17245 Araip.B04 17245 p4 (TCAT)6 24 81445006 81445029 AGGCTGCAGAATAGGGGAAT GGAACATTGAACCTGGAATTG 128

Ai04B17247 Araip.B04 17247 c (T)10ggtcttattcaa(T)1032 81447901 81447932 TTTCTTTTGCACATCATCATCA TCAGAGCTTGAATGACTTGAAA 260

Ai04B17250 Araip.B04 17250 c (T)12gccatttttttcgcatgaatatatatttttattttttttcttttattgcaacatgc(T)1078 81456695 81456772 CAGCTTTGCTAGAATCCCCA TGAAGCAAGAAAAAGCAGCA 263

Ai04B17251 Araip.B04 17251 c (T)12cgctattttttcttttctctc(T)1043 81459413 81459455 TCATTCCTTTAGGCCCTCCT AAGCAGTGAATACAAAAGCTTGC 217

Ai04B17252 Araip.B04 17252 p3 (AGA)7 21 81467044 81467064 TAGAAGTGGTCTTGGTGGGC ACTCTTCTCCCTCCAGCTCC 260

Ai04B17256 Araip.B04 17256 p2 (GT)6 12 81483224 81483235 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 245

Ai04B17262 Araip.B04 17262 p3 (TTA)13 39 81513212 81513250 TCAGGAATCTCTCCTCTGCC TTCATAGAACCACCTTTCAATCC 255

Ai04B17266 Araip.B04 17266 p3 (AAT)5 15 81528967 81528981 ATTAGGAGGTAAGGCGGGAA AGTCTCCCCACAGGAGTTGA 229

Ai04B17270 Araip.B04 17270 p2 (TC)8 16 81547649 81547664 CTTGGCAGTTGAACCAGGAT TCTTAGCCCCTTTTTGCTGA 224

Ai04B17272 Araip.B04 17272 p2 (TC)11 22 81567076 81567097 CTTGGCAATTGAACCAGGAT TCTTAGCCCCTTTTTGCTGA 231

Ai04B17273 Araip.B04 17273 p2 (AG)8 16 81572712 81572727 AAACCTGGGATCGAGAGTCA ATTCAAAGAGAGCTCGCCAA 135

Ai04B17274 Araip.B04 17274 p2 (TA)10 20 81573537 81573556 GGTTTATCAACCTCCCCACA CCCATCTCAATTGTAAAGGCA 278

Ai04B17275 Araip.B04 17275 p4 (AAAT)6 24 81576381 81576404 TTTCTCTCTCCTCACTTTTTCG CCAATGGAGGGTATGCAGAT 240

Ai04B17277 Araip.B04 17277 p2 (TA)6 12 81604603 81604614 TGGCCAAATTCAAAGAGAAGA AGCCAAACGTGGCTAATGAA 221

Ai04B17292 Araip.B04 17292 p2 (TA)8 16 81681371 81681386 GCCTCAACCTTACTCGACCA TTGTGCATTGGTTGATTCGT 275

Ai04B17294 Araip.B04 17294 p3 (ATG)9 27 81684181 81684207 CGGTGACACAGAAGTTTCTCA GGCCATGCACACTCCTATCT 115

Ai04B17297 Araip.B04 17297 p2 (AG)20 40 81688206 81688245 CAGACGGTAAAGGCAATGGT TTTAAATTCACTGGGGGCAG 150

Ai04B17298 Araip.B04 17298 p2 (AT)8 16 81696087 81696102 CAACCAAAAACCAAAGTGGAA CATGAGTCCCCCAAATCCTA 235

Ai04B17303 Araip.B04 17303 c (T)10atttgggtctctatactaa(T)1039 81712708 81712746 TTGCAAAATTTTTAATTAGGTTTCTG AAGGTTGTGAAAGGTTTAATTACG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17310 Araip.B04 17310 p3 (TAT)6 18 81748505 81748522 AGGCCCTCCTATCCACTGAT GTTCTTGTCCTTGCTCCTGC 279

Ai04B17313 Araip.B04 17313 p4 (AAAT)5 20 81762511 81762530 TCACCTTCTCTCTCTCCTCATTTT CCAATGGAGGGTATGCAGAT 247

Ai04B17316 Araip.B04 17316 p2 (TC)9 18 81791496 81791513 GCACGCCTAAATAGAGCAGG TATAGGGGTAGGGGGAGGTG 197

Ai04B17319 Araip.B04 17319 c (A)10tttagtagcaacaacaacaaaaaaatgacgataagaaaaaaatacgtaaagaaaaaggaacatgaaaaagaaggagaagaat(GAG)5gaacgcgtgaagaagaaggcgaagaagaagaaaatgctctgtgcgtaaatgagcgtgaggagaaa(AAG)5cgcggg(AGA)5208 81808722 81808929 CAACAGGGAGAGAAGGAGGA GCAATTTTAGGTTACGCGCT 272

Ai04B17320 Araip.B04 17320 p2 (GT)10 20 81812727 81812746 CTTCCTCCTTCCCTTCTGCT TATCCCCACTCACCTCTCCA 112

Ai04B17321 Araip.B04 17321 p2 (AC)12 24 81818051 81818074 TTCGGAGGGATAGGATGGTT AATCGTGATCGAAAACACACA 205

Ai04B17322 Araip.B04 17322 p2 (TG)6 12 81818225 81818236 CATGTGTGTTTTCGATCACG TTATAGGCCTTCATGCACCC 261

Ai04B17324 Araip.B04 17324 c (TA)8(CA)7 30 81825301 81825330 CGGCTGCATCACTCTGATAG GAGGGATAGGAGTCGTGATTG 271

Ai04B17326 Araip.B04 17326 p2 (GC)6 12 81832928 81832939 TTTTGTTCCAGGGAGTCCAC AGTCATGCCCACTTTATGCC 149

Ai04B17327 Araip.B04 17327 c (GC)6acagtgcgctggcgcgtcgatgcccattttccctttttctcttctc(T)1068 81833083 81833150 GGCATAAAGTGGGCATGACT TTGGTATGGATGAATCGTTGA 272

Ai04B17331 Araip.B04 17331 p2 (AG)7 14 81870645 81870658 AAAAGATTGGCATTGGCAGA AGCCATTTCATTTCGGCTTA 242

Ai04B17334 Araip.B04 17334 p2 (TC)20 40 81905868 81905907 ATGCGAATTCAAGGGAAGAA CGCAACATTTTAGCCACTCA 257

Ai04B17336 Araip.B04 17336 p2 (AG)6 12 81911400 81911411 CTTTTCCCCTTTTCACTCCC TTCTCTGGCATGCCTTCTTT 231

Ai04B17339 Araip.B04 17339 c (A)10ttgtagcttcatttgatgccattgcacagtcactcaaactaaaatttatatcctataaagagattggattacagatcaataggtc(ACA)5110 81920879 81920988 TCCAAAGTCAAGTCTTTGTTGAA GCCCTGTTCTAACCTCCTTG 221

Ai04B17340 Araip.B04 17340 p3 (GAG)5 15 81929767 81929781 AGCCTGATGAGCCGGTACTA CAAAAGAATGCCCCTACTGC 257

Ai04B17346 Araip.B04 17346 p2 (AG)6 12 81974169 81974180 AGCGGTATTGAGGTGATTGG GGCACCATTCTAGGCGTTTA 236

Ai04B17350 Araip.B04 17350 p3 (TGG)5 15 82009692 82009706 CTTCTCCTGATCCTGCTCGT CTACCACCACCAGCACTTGA 279

Ai04B17352 Araip.B04 17352 p2 (AT)8 16 82019307 82019322 GGCAATATATGTGAACCGGG GCAAACGGTGATTGGAGTTT 199

Ai04B17360 Araip.B04 17360 p3 (TAT)6 18 82064165 82064182 TCTGTCATTAGAGTTTGTTTCTACGTT AATGCATGCTGCACCTTTTT 272

Ai04B17362 Araip.B04 17362 p4 (AGAT)5 20 82065690 82065709 GTGACACTTGGCTGGCTTCT AATTTGTGATTGCACGGAAA 204

Ai04B17363 Araip.B04 17363 p2 (AC)16 32 82069551 82069582 AAACTTTGCAGGTCGCAACT TTCATGTGCCCATGTTGAAT 278

Ai04B17372 Araip.B04 17372 c (TTA)7ttgattgaaatttaagaatatatgtttaaataatagttagga(AT)981 82126677 82126757 CGGATGGTACACAAATCGG GACCGGATCGACTAGGTGAC 252

Ai04B17374 Araip.B04 17374 p2 (CT)7 14 82127087 82127100 TCTCGCACAGAAGAAACCCT TAACAGCAGCTCCGAGCATA 188

Ai04B17375 Araip.B04 17375 p2 (TC)6 12 82127319 82127330 TATGCTCGGAGCTGCTGTTA GGATCGAAGACAGAGGCTTG 128

Ai04B17377 Araip.B04 17377 c* (TAT)6(ATTG)6* 40 82131167 82131206 TTGTTCAAATAGGGTCATATATCAGTG TGATCAAAATCAACAATATTAATCCAA 278

Ai04B17378 Araip.B04 17378 c (T)10gcgatttaaaacgacgtcgtttcttt(A)1652 82146982 82147033 CCAAAGAAGGAACTGAACCG GGCTAGGGTTACAAAACGCA 189

Ai04B17380 Araip.B04 17380 p2 (CT)6 12 82165394 82165405 GACCCAAATCCAAGTCCAGA GGGAAGCTTAAAGTAAAGGAACA 215

Ai04B17381 Araip.B04 17381 p3 (AGA)6 18 82169296 82169313 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai04B17384 Araip.B04 17384 p2 (CT)11 22 82188539 82188560 GGAACATTGAACCTGGAATGA GGGGGAATCCATCCATTTAC 183

Ai04B17385 Araip.B04 17385 p3 (TTG)7 21 82189282 82189302 CACAAAATCCGGAAGGAAAA CCTGCAAGCATTAGACAGCA 247

Ai04B17387 Araip.B04 17387 p2 (AT)7 14 82225561 82225574 ACGTTTGGGCTCACATTTTC TTGAGCTTCACTTTGAGGCA 276

Ai04B17391 Araip.B04 17391 p2 (AT)8 16 82231925 82231940 AAAACGAATTTGTTGAGGGC AACCCCAGTCAACCATCATC 203

Ai04B17393 Araip.B04 17393 p2 (TA)8 16 82238720 82238735 GGGGGTTAAGTGTCATTGGTT GAGTGAGCGCCATCCATATT 265

Ai04B17394 Araip.B04 17394 p2 (TA)6 12 82242393 82242404 ACGGTTTCTCTCCCTCACCT AGGAAAAGAGTGGCCGAAAC 237
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Ai04B17395 Araip.B04 17395 c* (C)10(CA)7* 23 82243052 82243074 TAGGGTAATGGGCCAAATCA GGGGAAAGGAAATGCTGAGT 107

Ai04B17397 Araip.B04 17397 p2 (TA)6 12 82271929 82271940 TGATTTCATCGGGTCTAGGG TTAGAGATGTGCATGGGTCG 163

Ai04B17400 Araip.B04 17400 p3 (GAA)5 15 82297142 82297156 CGGTCTTAGGTGCCATCAAT AAACCTTACCTCCCCTCCCT 239

Ai04B17401 Araip.B04 17401 p3 (AAT)5 15 82300017 82300031 TGCCATCTCCTCTTCCTGTT GAACCCCCTCTTCCATCTGT 271

Ai04B17403 Araip.B04 17403 c (T)12gcca(T)10 26 82315303 82315328 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 211

Ai04B17404 Araip.B04 17404 p2 (AG)6 12 82319099 82319110 ACAGATGGAAGAGGGGGTTC CGAAAATAACTTCCCTCTTTTTCA 232

Ai04B17407 Araip.B04 17407 p2 (TG)6 12 82327392 82327403 TCTTGGCAGGATTCTGAAGG GAGGAGGAGGAGGAAAATGG 268

Ai04B17408 Araip.B04 17408 p3 (TCC)5 15 82327575 82327589 GAGAAGGCAAACTGACCGAG TGAATCAAATGTCATTGCCC 248

Ai04B17412 Araip.B04 17412 p2 (AG)6 12 82335534 82335545 TTGAGCAACGTAGTGACGAA ACACGGACATAAGTACCCGC 228

Ai04B17414 Araip.B04 17414 p2 (GA)6 12 82338172 82338183 AGATGGAGCAGAGTTGCGAT CAGCTCACTTCCTCAAGGCT 181

Ai04B17415 Araip.B04 17415 p2 (AT)6 12 82344847 82344858 ATTCTGTGTCAAAGCCGCTC GCAGAAGCCACGAAAAGTTTA 254

Ai04B17416 Araip.B04 17416 p2 (GT)6 12 82348692 82348703 TTGTCCCTCACCTCACTTCC AAAATGAAGCCCTAGCCCC 128

Ai04B17421 Araip.B04 17421 p6 (CTTCCT)5 30 82360717 82360746 GTTGCTACACATACGGGCCT ATCGTTTGGGTGTATTTCGG 213

Ai04B17422 Araip.B04 17422 p3 (AAG)5 15 82361104 82361118 CCTCCTCATCTTCTGCTGCT GCTGCACGTTCTTCTTCCTC 233

Ai04B17423 Araip.B04 17423 p3 (AAG)5 15 82361224 82361238 GAGGAAGAAGAACGTGCAGC TGCATACAAGCGATTAAGGC 169

Ai04B17425 Araip.B04 17425 p2 (AG)9 18 82368433 82368450 TCATCCTCGTAGGCATGGAG AACATGGTGGCTATGGAAGC 209

Ai04B17426 Araip.B04 17426 p2 (TA)29 58 82373989 82374046 AGACGAAGCTTCAGGAGGGT AAAACCGCATAACCTTTCAA 270

Ai04B17432 Araip.B04 17432 p2 (CT)6 12 82388584 82388595 CCTTCCAAAGCATCCAAAAA AGGAGACCAGCAATTATCCCT 139

Ai04B17434 Araip.B04 17434 p2 (AG)9 18 82392803 82392820 AGTCAAACGGACCAAAAACG TGGCCAAAAGAATGAGGAGA 192

Ai04B17436 Araip.B04 17436 p2 (AT)6 12 82424187 82424198 AGGTGAAAAAGGAGCGTGAA TCCACATGGATAACTGACCG 265

Ai04B17437 Araip.B04 17437 c (A)10ctccaacccggcccctgac(A)1140 82425913 82425952 TCAAATCAGCCCCTGACAAT CCCTATCCGGTCTCTGACAA 277

Ai04B17439 Araip.B04 17439 p2 (GA)6 12 82429111 82429122 TGACTGAGGATTGCTTGTCG ACGACGGTTCAGACGAAGAC 219

Ai04B17440 Araip.B04 17440 p2 (TA)10 20 82431374 82431393 GAAACCTTTCTCAATCGGCA TCCATTGAGTGAACCCCTTC 275

Ai04B17447 Araip.B04 17447 p2 (GA)6 12 82441028 82441039 ACATGTGTCTGACTCGTCGC CTTAACACCCTTACCGGCAG 265

Ai04B17448 Araip.B04 17448 p2 (AT)7 14 82446319 82446332 TTAACTCTTCGGATTCCCCC CCATTGGACAGTCCCTCTGT 270

Ai04B17449 Araip.B04 17449 c (TA)6atcatatactctggccggccttagcttcgcaggttgaaaac(AT)869 82447278 82447346 TCGACTTGGAGATACAGGGG AAAATCGTGTCACACTCGCA 190

Ai04B17453 Araip.B04 17453 c (T)10aatatcacacaatac(T)1136 82451003 82451038 TGAAGTGGAAAATACCGTGAGA CAAGATTTGACTCTCGGCAA 240

Ai04B17455 Araip.B04 17455 p3 (CAA)5 15 82454259 82454273 TTGAAAGGACCTTGAGGTGG AACAGGGGGTACAACAATGC 226

Ai04B17459 Araip.B04 17459 p2 (GT)7 14 82491189 82491202 TTCCCAAATGCAGAGGAAAT GACGGAAATTGGGAGGAGAT 279

Ai04B17465 Araip.B04 17465 p2 (GA)7 14 82513418 82513431 GCCATTATCTTTATTGCCGC TGGAAATGAGGTCCAAGGAG 224

Ai04B17467 Araip.B04 17467 p2 (GT)6 12 82516763 82516774 TCATTGCTTTCACTTGGCTG CAGGGAAATCATCACTGCCT 271

Ai04B17471 Araip.B04 17471 p2 (AT)6 12 82524482 82524493 AATGAGATCAAGCCAAACGTG ACATGAACTTCGGCCACTCT 173

Ai04B17472 Araip.B04 17472 p3 (ATT)5 15 82526667 82526681 TCCCTCGTCCTTGTTACTTCA GTAAGGCGTTACGGACCTGA 262

Ai04B17473 Araip.B04 17473 c (A)10gaaaagaaaaatggc(A)1237 82537841 82537877 TGAAGCAAGAAAAAGCAGTGAA CACGCCACAAGCACATAGTT 275
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Ai04B17474 Araip.B04 17474 p2 (AC)6 12 82550434 82550445 CGTTGAAGATATGAAGCGTCG TTCTAGCCGGCTTTGTCTTC 112

Ai04B17475 Araip.B04 17475 p2 (TA)12 24 82552585 82552608 ACCCGTCTATTAAATGGGGC TGAAGGCAGAGGAAGAAGGA 250

Ai04B17476 Araip.B04 17476 p2 (TA)11 22 82558799 82558820 TCCCTTGCCTTTATCTTTACCA GCTTCTGGCTATGCCACTCT 261

Ai04B17477 Araip.B04 17477 p3 (TCT)9 27 82561808 82561834 CCGGTGTGTGCTCTCTCTTT ACAATTGCATTCAACCCCAT 269

Ai04B17478 Araip.B04 17478 p3 (TAA)6 18 82562586 82562603 ATGATTCTGGGAGGGCTTCT TCTCCAAACCCATGTGACAA 165

Ai04B17480 Araip.B04 17480 p3 (TTA)9 27 82570501 82570527 TTCATGCATCCCATTTTTGA TGGGTTTGGAAACATTTGGT 274

Ai04B17481 Araip.B04 17481 p2 (AG)8 16 82575554 82575569 ACATTGAACCTGGGATCGAG CATCCATTCATGAGGAGGCT 152

Ai04B17482 Araip.B04 17482 p2 (AG)8 16 82581258 82581273 ACATTGAACCTGGGATCGAG CATCCATTCATGAGGAGGCT 152

Ai04B17483 Araip.B04 17483 c (TC)14tt(TC)10 50 82585177 82585226 CGCGAAGACGTTACTGTCAA TCCATATGCAGTGGCAATGT 233

Ai04B17485 Araip.B04 17485 p2 (AC)6 12 82605062 82605073 GTTAAAGAAGCGCTTGTCGG CCCACTCCTGCTCAACTCTC 273

Ai04B17488 Araip.B04 17488 p2 (TA)6 12 82611929 82611940 CCCTTGCTTTCCTTTGTTCTT CCAAAAATCAGTACCCTGCAA 280

Ai04B17492 Araip.B04 17492 p2 (AG)6 12 82626156 82626167 AAGATGGGAGAGGGAGAATTT TTTGTTTGCTTCTTACCTTTTTCA 224

Ai04B17494 Araip.B04 17494 p3 (AAT)9 27 82639313 82639339 CTTCCCATTGTCATGCATCTT CACATATTCTTGCATCCCCA 262

Ai04B17495 Araip.B04 17495 p3 (GTC)5 15 82640435 82640449 TTCCCTCAATAAATCCGACAG ACGTCAGTAGGACCATGGGA 279

Ai04B17497 Araip.B04 17497 c* (A)10(AG)7* 23 82655645 82655667 TGAAGAACAAAGCTTGCAGAAA AGGCCCTCCTATCCACTGAT 198

Ai04B17498 Araip.B04 17498 p2 (TA)7 14 82663939 82663952 TCAAAAACTCACGGGTTGTG TTTTCACAATCACAACAATCCA 212

Ai04B17499 Araip.B04 17499 p2 (AT)18 36 82664120 82664155 AGACTAAAGGTGCAATTCAAGC TATAAGTGTGGGGAGGTCGC 272

Ai04B17502 Araip.B04 17502 p2 (TC)7 14 82683501 82683514 GGAACATTGAACCTGGAATTG ACGGAATAGAGGCTGCAGAA 181

Ai04B17503 Araip.B04 17503 p2 (AG)6 12 82688275 82688286 GTTGTTGCTCTGTTCTGCGA CCGTCAGATTTTTCCACGAT 268

Ai04B17508 Araip.B04 17508 p2 (TA)6 12 82690020 82690031 TTGAATATCGATCCAACCTTACAA GCTTTTTGGTGGCTAAATCG 263

Ai04B17510 Araip.B04 17510 c (A)10gttcacacacaaaaacaaaac(A)1243 82697902 82697944 GTTGTGTGCCAATGATGAGC GTTATCGCATGTGGTTGTGG 244

Ai04B17511 Araip.B04 17511 p4 (TTCT)5 20 82698418 82698437 AGCATTGAAAACACCGAACC ACTCATTTCTTCGTGGTGGG 204

Ai04B17512 Araip.B04 17512 p3 (CTT)5 15 82699085 82699099 GGGAAGGTGAGATTGTGGAG AAGGCTATTGTTGTCTTTATCCA 156

Ai04B17514 Araip.B04 17514 p3 (TAA)6 18 82700717 82700734 ATTCCTTAACTTGCAGCCCT CGATGACATGCATACGTTGA 100

Ai04B17516 Araip.B04 17516 p3 (TCT)5 15 82701982 82701996 TTCCTCTTCCTCATCTTCTGC CAAAAATGTTTCCTTTAATGCTG 274

Ai04B17522 Araip.B04 17522 p2 (AG)8 16 82727663 82727678 GAGGGGGAAGTGAATTTTCG TGGTTTTCAAAATTTGTTTCAACT 266

Ai04B17523 Araip.B04 17523 c (T)10atttttatgattttctaa(T)1139 82728680 82728718 TCGAAAAATGCAAGATGCAC GAAAGCTTGGCTGGCTAGTG 255

Ai04B17525 Araip.B04 17525 c (CT)6aattttcgaaaatatcttctccctttttcaaaaatttcttttgaattaactaattattctaattttttattttaattttcg(A)10103 82733597 82733699 TTCTCATCTTTTTCAAAACCACC GAGGGGGAAGTGAATTTTCG 217

Ai04B17527 Araip.B04 17527 p2 (CT)6 12 82738892 82738903 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGAGGGTTGAGATGTGA 280

Ai04B17528 Araip.B04 17528 c* (TAT)5(T)10* 24 82739231 82739254 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 256

Ai04B17529 Araip.B04 17529 p3 (TTC)5 15 82741688 82741702 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai04B17539 Araip.B04 17539 p2 (GA)6 12 82770423 82770434 GAACATGCAAGCAACCCTTT CCTTCTTCCTTCCTTCTCATTTT 280

Ai04B17541 Araip.B04 17541 c (T)12aagaaacattattatatttattcttttaggcat(A)1055 82783142 82783196 CGTCTGTACGCAATACGTGG CTATGTCAGTGTTCGCGCAT 172

Ai04B17544 Araip.B04 17544 p2 (GA)13 26 82796842 82796867 GCTCGTGGTGGAGGTTCTAC CCCCATTTCGAATTTTTCCT 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17546 Araip.B04 17546 p3 (AGG)6 18 82801137 82801154 TGTTGGTGTTGTTGGTGATG CTGAACTAAGCTCCGCCACT 166

Ai04B17548 Araip.B04 17548 p2 (TA)6 12 82803149 82803160 TCAAATTTATGCTATTTTTAGTGACCA AGAAGCTTGTGCATCTCGGT 232

Ai04B17549 Araip.B04 17549 c (A)11ggttagtaaccag(T)1034 82804526 82804559 TGCAACTTCTTGTGCAATCC GAACCGATTAATTGCTCCCA 251

Ai04B17550 Araip.B04 17550 p2 (AC)8 16 82808211 82808226 GAGCATTTACCCAATTCCCA CCCAAATGGCCTTACCTTTT 253

Ai04B17551 Araip.B04 17551 p2 (AT)9 18 82808581 82808598 AACCACACCATTAGGCTCAAG TAGGGCACCAATTGATTTGA 130

Ai04B17552 Araip.B04 17552 p2 (TA)6 12 82808702 82808713 CTCAAATCAATTGGTGCCCT TTAAGTGTGGGGAGGTCGTC 204

Ai04B17553 Araip.B04 17553 p2 (GC)6 12 82809800 82809811 TGTTGGATGAGGGGTAGGAG GACCCGAGAGTTGTGCCTAC 279

Ai04B17554 Araip.B04 17554 p3 (CAA)5 15 82817659 82817673 GGGTATGCGACAAAATCCTC TGTTGGAGTCAACCATTGGA 263

Ai04B17555 Araip.B04 17555 p2 (AT)11 22 82818218 82818239 CTCTAGGGGGCGACAATGTA CGTGACAAGGGGAGAGAGAG 136

Ai04B17557 Araip.B04 17557 p2 (AG)6 12 82834672 82834683 TTCTGGGTTGTTTCTGACCC TTGAAGGAACATAGAACCTGGAA 228

Ai04B17565 Araip.B04 17565 p3 (TTG)10 30 82859293 82859322 TGATCCATGTAATCGACTCAATC TCAGGACGACATGGAATATGA 240

Ai04B17569 Araip.B04 17569 p3 (TTA)8 24 82861659 82861682 GATGGCCCACTCATACTGCT CTCCCATGTCATCGAGTCCT 276

Ai04B17570 Araip.B04 17570 p3 (TAT)5 15 82862361 82862375 CCACATCAGCAACAGGAAGA GTTCCGGTATGTATGGTGCC 272

Ai04B17572 Araip.B04 17572 c (T)10cgcatatatc(T)1030 82885025 82885054 GATTCGGTTCGGGTAATTGA ATATCGATTCTGGAGGTGCG 280

Ai04B17576 Araip.B04 17576 p4 (TTTA)5 20 82904869 82904888 CCATGATGGAGAAAGGGAGA CGAAAATTGCTCTTAAAATCCAG 196

Ai04B17577 Araip.B04 17577 p2 (CT)6 12 82909643 82909654 TTGTTTCTTAACTTTTTCAAAACTACC TCGAATTTGGTGATGATGTGA 279

Ai04B17578 Araip.B04 17578 p3 (TTC)7 21 82913511 82913531 TTCAAAACCAATTTCCCACC CTTTATTGCTCGCCCTTGAG 127

Ai04B17579 Araip.B04 17579 c (A)10ggcg(A)12 26 82914443 82914468 TGAAGCAAGAAAAAGCAGCA AGATTCCCTTGCCTTTTGGT 154

Ai04B17581 Araip.B04 17581 p2 (GA)7 14 82923175 82923188 GAAGCCATTGTCATTGCAGA ACCCACCACTGTCACCTCTC 154

Ai04B17582 Araip.B04 17582 p2 (GT)6 12 82938862 82938873 GCGTACACACAGAAGGCAGA CTAGTGCGCACACACACCTT 154

Ai04B17584 Araip.B04 17584 p2 (CT)21 42 82946405 82946446 AAAATTCGAATACATTCTCTCTCTCA TCTTATCCTTGCTCCTGCTCA 271

Ai04B17585 Araip.B04 17585 p2 (GA)6 12 82957442 82957453 CAAGAAAAAGAGGGCACCAA GAAACCTCCTCCGACAACAA 266

Ai04B17586 Araip.B04 17586 p2 (AT)12 24 82958650 82958673 TGCATGTCTGCTCTATGGCT AGTCTTCCTAGGCAAACGCA 217

Ai04B17589 Araip.B04 17589 p2 (TA)6 12 82980486 82980497 ACGCCATTTTTACCAGGGTT AGACGAGATGCAAATGGAGG 272

Ai04B17590 Araip.B04 17590 p3 (AAT)5 15 82983503 82983517 TCATGCCAATCAATAGCCAA GGAGAAGCAAAACCAGGTCA 126

Ai04B17591 Araip.B04 17591 c (TA)8acactattctctaaaattagaaagcacactgatttgttcaaaattcaaataagccgacaaacataatcttgttcaaacagaaatgtgatgtcaacatg(A)10124 82984462 82984585 CCTACGCATTGCCATAGGTC TCGTGGAGAATGATTGACAAG 273

Ai04B17593 Araip.B04 17593 c (TTA)5ttttttgaaa(T)1136 82995139 82995174 AGATTCCAAGGGTTCTTGCC CGAGTTTGGACAACTGACGA 279

Ai04B17595 Araip.B04 17595 p4 (ATTT)5 20 83013769 83013788 TTCGTTGTTTGATTGCTTAGATT GCAGAGAAGTCCCTGTGAGG 275

Ai04B17598 Araip.B04 17598 p4 (AAAT)8 32 83020130 83020161 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 174

Ai04B17599 Araip.B04 17599 c (A)10g(A)10 21 83027770 83027790 GGCAAGAAAAAGGGGGTCTA TTATTGGCTTTTTCTGCTTGC 280

Ai04B17600 Araip.B04 17600 p2 (AT)11 22 83035336 83035357 CCAGCAATATAAGGAATGCAA GGATGCATGTACGGAAGACC 278

Ai04B17601 Araip.B04 17601 c (AAG)7aaaaagaagaagaagat(GAA)656 83038002 83038057 AAAGTTGCCACTGTCGGAGT CACCAATACCGCCACTCTTT 204

Ai04B17602 Araip.B04 17602 p2 (CT)6 12 83039525 83039536 GAACCTGGAACTTGAGAAGCA CTGTTTTTGGCCCAGTTCTC 219

Ai04B17604 Araip.B04 17604 p2 (CT)6 12 83046336 83046347 TTGAACCTAGAACTTGAGAAGCAA TCGCAGTGACAAAAATCAGC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17606 Araip.B04 17606 p2 (CT)6 12 83062746 83062757 CTTTTTGTTTGTTTCTTATCTTTTTCA TCAAACACAGATGGCAGAGG 276

Ai04B17607 Araip.B04 17607 p3 (TTC)5 15 83066008 83066022 TTCTTGGCCGAATACACCTC CCTTAGTGATGGTGGCGTTT 104

Ai04B17609 Araip.B04 17609 p2 (AT)8 16 83088644 83088659 AACAAAGCATCTCCAAACGC TGAAAACCTCGGTCCAAAAG 280

Ai04B17611 Araip.B04 17611 p2 (AG)6 12 83105090 83105101 AGACCACCAGCCATTTCAAC GCAGTTGTTTGGGGAATGTC 166

Ai04B17613 Araip.B04 17613 p2 (TA)21 42 83117716 83117757 GCGGAGTGGTTACTGGGTTA ACGAAGTCAAGACTGGTCGG 224

Ai04B17614 Araip.B04 17614 c (TA)24tgtacttagctttttctccacataacttattctttttgatcctcttagaggtttatggagaggcaggattgtgtatatgtacttttgggttttggatatg(TA)6160 83128607 83128766 GCGGAGTGGTTACTGGGTTA CCTGCGAAGTCAAGACTGGT 235

Ai04B17618 Araip.B04 17618 c (TTAT)5tgaata(T)1238 83144408 83144445 TCATGCATCAATTTTTCTTTGA AAGTGTGGGAAAACTGTGGG 255

Ai04B17621 Araip.B04 17621 p2 (AT)19 38 83163975 83164012 CATTAGCATTGCATACTACATAATTG CGTTGGATCTTTATGCCGAT 192

Ai04B17622 Araip.B04 17622 p3 (CAC)6 18 83164535 83164552 CCATTTTACCCATTCCATGC CTACGAATTGAAAGAGCGGC 263

Ai04B17624 Araip.B04 17624 c (A)10tagaaag(A)1027 83187150 83187176 GGTGGCAATGCTTTCTGTCT TGCTCTTGCCTCTTGGTTTT 263

Ai04B17625 Araip.B04 17625 c (TC)6accaccattatcaaggtttttcttttcttcttccctccctacttttctattcttcttctttattttatgttttcttctcccgttc(T)11108 83196073 83196180 TTCTCCTTTCTTCCTTTTTCCC TTGCAACAATCCACAAGCAT 259

Ai04B17627 Araip.B04 17627 p3 (CAA)5 15 83215573 83215587 CCTTTCCTCACTGCCTTCAC GACGGCATGAACAGATCCTT 221

Ai04B17629 Araip.B04 17629 p3 (ATA)5 15 83227847 83227861 ATATCATGCTGCCTCCTCGT GGTGAATTTAGATTTAGCAAGGAA 218

Ai04B17631 Araip.B04 17631 c (A)11ccaaaatataagataaagaagcatccaaatcctt(A)1055 83234255 83234309 CAACAACAAGCCAACAAGCA TTTGGATGATTCTTTTTCCTATG 280

Ai04B17634 Araip.B04 17634 p3 (GAA)5 15 83251245 83251259 CTTCCCTTTCCCTTTTCTGG ACACAACCCTCTCTTCCCCT 209

Ai04B17637 Araip.B04 17637 p2 (CT)6 12 83262600 83262611 CAGAAAGGGGCATAGAGCTG ATAGGTGAGGGGTTTTTGGG 266

Ai04B17639 Araip.B04 17639 p2 (AC)7 14 83267353 83267366 CCAATCAAGGCCACAAGAAT AGTGTATGAAGGGGAGGGGT 215

Ai04B17641 Araip.B04 17641 p2 (TA)7 14 83278895 83278908 TCTTTCCCATCTCATTTGCAG CCTCCCCACCCTTAAACAAT 257

Ai04B17642 Araip.B04 17642 p2 (CT)6 12 83283441 83283452 AAACACCAGTAGGGGCACAG ATAGGTGAGGGGTTTTTGGG 271

Ai04B17644 Araip.B04 17644 p2 (CA)7 14 83288039 83288052 CCAATCAAGGCCACAAGAAT AGTGTATGAAGGGGAGGGGT 213

Ai04B17647 Araip.B04 17647 p3 (AAG)6 18 83301565 83301582 TGCTTTTACCACACCGAACA ATATGGCCGAACCTTAACCC 203

Ai04B17648 Araip.B04 17648 c (T)10agaaaattagaaagatgcaattgacaccaaacttaaaacttgactctagactcaaacaagaaacagaaaaatatttttgattttatgattttaaaaa(T)11118 83306109 83306226 CTGGCCAAGAACAACTTGAA TTCAAAAACTTTTCTTTGTTTTCG 269

Ai04B17657 Araip.B04 17657 p2 (AG)6 12 83338595 83338606 AAAGTTCGCATACAAACGGG TGGCCCTACTAAGAACTTCCC 220

Ai04B17659 Araip.B04 17659 p2 (CT)7 14 83349908 83349921 CCCCCAAGGTACATCACATC GTTACCTGGGGTTATCGGGT 210

Ai04B17660 Araip.B04 17660 p2 (CT)7 14 83358740 83358753 CGTGGAAAAGTGACAGCTCA TTGTCGATGGAAGGTGACAA 274

Ai04B17662 Araip.B04 17662 p4 (ATAC)5 20 83366133 83366152 ATTTTGACCAAACATGCATAAA GGGTTTGCCTGTATAACCGA 277

Ai04B17663 Araip.B04 17663 p3 (TCT)24 72 83369297 83369368 ACTGCGTTCCTTCAGCAGTT GGATTGAAGGCTTGAAGCTG 137

Ai04B17664 Araip.B04 17664 p2 (AT)12 24 83370922 83370945 AGCCAAAAGCCTAGTCATGG CAATGACCCTTTTGCAATCT 172

Ai04B17667 Araip.B04 17667 p2 (TC)10 20 83383610 83383629 AGAGTCAACGTTTGGTGCCT TTCAAAAAGCTTGTGAAATTCTTG 208

Ai04B17672 Araip.B04 17672 p2 (AG)17 34 83440427 83440460 CGCCAGTCTACCTTCTTTGC TCTGAACCACTTTGAAATCAGTG 188

Ai04B17674 Araip.B04 17674 p2 (GT)7 14 83453761 83453774 AAATGTTGTCTGATTGAGGCG AATCCAACCTTTCCTCCCAC 224

Ai04B17676 Araip.B04 17676 p4 (AGAA)8 32 83456611 83456642 TCCCTGTTAAGCCACCAGAG TTTATTTTCTTCCGCTGCGT 240

Ai04B17677 Araip.B04 17677 p2 (TA)6 12 83458115 83458126 GGTGTCCGGAATCAACGTAT AAAAGGACATTAATAATTCGGAAAGA 276

Ai04B17678 Araip.B04 17678 p2 (AT)9 18 83460460 83460477 ATGGGTTTATCAACCTCCCC CCCATCTCAAACTGTAAAAGTGC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17679 Araip.B04 17679 p2 (AT)6 12 83471269 83471280 AAGCTAAGAATGCAAATTAGGC GATTGAGCATCAGGGACGAT 266

Ai04B17680 Araip.B04 17680 p2 (TA)6 12 83478166 83478177 TTCGTACTAACGGAATCGCA AGCCCGGGTACTAGCTTAGG 239

Ai04B17681 Araip.B04 17681 p2 (AT)11 22 83484183 83484204 TCAGAGTGAGTTAGTTCAATGGTCA TGACCACAATCCAATCAAACA 268

Ai04B17682 Araip.B04 17682 p2 (CT)7 14 83486338 83486351 ATGCATCCATTCAGGGAGAG GGAACATTAAACCTGGGATTG 148

Ai04B17683 Araip.B04 17683 p2 (TA)6 12 83493342 83493353 TGCTTTTCTCTCCCATTTCAA GCATGTCCTCATGCTAAATCC 250

Ai04B17686 Araip.B04 17686 p3 (AAG)5 15 83507736 83507750 GCAAAATTTGTGAATCTTCTTGA TTGTTACATTACTACATTTTGCTGGA 242

Ai04B17692 Araip.B04 17692 p2 (TC)6 12 83532538 83532549 ATCACACCCTTTAGTCCCCC CTGGCGATGTAGTGCAAGAA 172

Ai04B17694 Araip.B04 17694 p5 (AAAAT)5 25 83534919 83534943 TTTGCATGGATTGTTTCTTGA TGCATGCTTTCTTTCCTATCA 118

Ai04B17699 Araip.B04 17699 c (A)11(T)10 21 83561802 83561822 GCATACCAAGTTTTTGGCGT TCAAGACTCAAACAAGAAACACAA 258

Ai04B17700 Araip.B04 17700 p3 (TCT)5 15 83565896 83565910 CAAAATCTCTTTCCCACCCA ACATAGAATGTTGCTCGCCC 126

Ai04B17701 Araip.B04 17701 p2 (TC)7 14 83587356 83587369 GCAGCCCAGAAAACACAGAT AGCCAATTGGGCAACATAAG 270

Ai04B17703 Araip.B04 17703 p4 (AAAT)7 28 83593342 83593369 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 269

Ai04B17705 Araip.B04 17705 c (A)10gaagagaagaaaaataatattaccccaaatacaaaat(A)12gagaatcaatgcacatgggacaaaattc(A)1299 83601698 83601796 ACATGCTCATGTGAAAGCCA ATGCTTTACCTAGCCACCCA 248

Ai04B17706 Araip.B04 17706 c (A)11gagaagcaaggaaaaaagggcatccgcacgcgagcgcacagt(GC)665 83611451 83611515 ATGCTTTGTCTTGAATGGGG AAAATGAGCACAAAGTGGGC 228

Ai04B17707 Araip.B04 17707 p4 (AGAA)5 20 83619877 83619896 CATCAACAAGTCGGACGCTA GAGAAATTCCAAACCCGCTT 247

Ai04B17710 Araip.B04 17710 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttgattttaaaaattttttcg(A)10110 83632224 83632333 TCTTATCTTTTCAAAATTTGTTCCAA AAGATGAGAGAGAAGGAATTTTCG 274

Ai04B17712 Araip.B04 17712 c (A)12tagagaatggagtggatataatttaacatgctatttctagaaacttgcactttgatttgatgtgctgatctgattaaattattgc(T)11108 83642403 83642510 AACTTGCATGAAATGGTGGA TCAACAAAATGGTCAAAAATGT 266

Ai04B17714 Araip.B04 17714 c (GA)6cgagaaagaaaaagaca(AG)743 83644308 83644350 GCTTTCCACGAAGATTCCAG CGTGAAATCCTTCTCCCTCA 214

Ai04B17718 Araip.B04 17718 p2 (TA)6 12 83690689 83690700 GAAACATCTTGTAAACTCCTCCTT GCACCCCTAGGATAAAGGGA 267

Ai04B17719 Araip.B04 17719 p3 (TTG)7 21 83708779 83708799 TGATCGTTATTTGGGGCTTC ATCGAAATTTGCCATTGCTC 164

Ai04B17720 Araip.B04 17720 p2 (TA)13 26 83711097 83711122 GCCTTAGGTCCCTCATTGTTT GAATACTCATTTATGATCATCCCA 218

Ai04B17723 Araip.B04 17723 p2 (TA)10 20 83725803 83725822 ATTTAAAGTGAAGCCGTGCG GGGAAGGAGATAACGAACCG 192

Ai04B17724 Araip.B04 17724 p3 (AAT)5 15 83742723 83742737 AGGTGTCCGAAATTAAAGCA GCATTTGGGAAATTGTTGGA 220

Ai04B17726 Araip.B04 17726 p2 (AT)8 16 83744740 83744755 ATGGGGTCAATTTTCCTTCC CTGGTGACAGCGAGAGTCAG 254

Ai04B17727 Araip.B04 17727 c (CA)23(TA)15 76 83756221 83756296 TGTGCATACACGATTTCTTGG GGGGTTTATCAAACCTCCCA 255

Ai04B17729 Araip.B04 17729 p2 (TA)6 12 83784996 83785007 TTTGGTATTGATTGAAAATAGGGA TGCAAGCACTGAAAGGAAAA 162

Ai04B17730 Araip.B04 17730 p2 (TA)17 34 83785941 83785974 GATTTAGCCCTTGGTTGTGC GCGTTCCCCACACTTAAACA 253

Ai04B17735 Araip.B04 17735 c (ACG)7(ATG)9gaagaaaatgatgaaaaggaaggaggagaagaaattctaataagaaaagaaggagaaagt(GGA)5123 83842004 83842126 TCAATATGGCAAAAATTCGATG GGTGCATTTGGTCTCCTTGT 253

Ai04B17736 Araip.B04 17736 p3 (AAG)5 15 83842440 83842454 GGAAAAACAAGAAGGAGAAGATGA TTGGTCTCGTTGTTCTGCAC 188

Ai04B17737 Araip.B04 17737 p3 (AGG)7 21 83843135 83843155 TGGCAAAAATTCGATGATAATG GTCGTCACCAACACCACATC 204

Ai04B17743 Araip.B04 17743 p2 (TA)8 16 83853081 83853096 GCGTGTAATTTCATTTTGCG TCAAAATACATAGGAGAAAAACAAAC 268

Ai04B17744 Araip.B04 17744 p3 (TAA)11 33 83856195 83856227 TCTTCTGTCACTGCTGACGTG GCAAGATTTATGGAAATAAACACA 219

Ai04B17745 Araip.B04 17745 c (CCT)5cttcctcctcttcctcctcctcctcttcgcgcacgcagattcttcttctgcttctcctcctccttc(TCT)596 83858794 83858889 CACGCGCTTTTTCTTCTTCT TGGTGTTGTTGGTGATGAGG 193

Ai04B17746 Araip.B04 17746 c (GAA)11ggagaagaagaagaagggaagaagaagaacctgcgcaaatttg(GAA)12112 83859814 83859925 GAAGAAAAACCTGCGTGTGC TTAAATCACGCGCTCCTTCT 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17748 Araip.B04 17748 p4 (AAAT)5 20 83862497 83862516 TCTTCACATCCTAGTTTGCCTTC TGGATTTGTTTCTCGGTTTTG 108

Ai04B17749 Araip.B04 17749 p2 (AG)18 36 83866154 83866189 TTGCTTCCAACACCAGTGAG GCGCTATCTTTCCGTTTTTG 190

Ai04B17750 Araip.B04 17750 p3 (TTC)6 18 83872607 83872624 GGGATCGTCTTCAACATTGC TCATGAAAAGTGAAACCGGG 279

Ai04B17755 Araip.B04 17755 p4 (AATA)5 20 83882059 83882078 TACGCGTCACTCTCGAAAAA GCAAATGCAATAAAAGAAAATGG 263

Ai04B17757 Araip.B04 17757 p2 (GT)7 14 83883354 83883367 AGCCAACTTTGAGCCTACGA ATTCACCCAATGTCCCAAGA 163

Ai04B17759 Araip.B04 17759 c (T)10gtatccccttatttaattgcttaatata(T)1048 83896200 83896247 TTGTCCCATGTGCATTGATT TGGGAAACCTATTGGGAACA 254

Ai04B17764 Araip.B04 17764 c (TA)7(T)10 24 83923160 83923183 TATTGAGCTCCACTTTGGGG TGGTTGGGATAAAAGGGTGA 233

Ai04B17769 Araip.B04 17769 p2 (CT)7 14 83996440 83996453 CAGATCACGCGAACCCTATT GGAAGGCGGAATAAGGAGAG 256

Ai04B17770 Araip.B04 17770 p2 (TA)22 44 84000647 84000690 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 250

Ai04B17771 Araip.B04 17771 p4 (CATA)11 44 84007541 84007584 ATTTCTGGAAAGCCCTGGAT AGATGTTCCCTCGCCCTTAT 280

Ai04B17772 Araip.B04 17772 p2 (AG)6 12 84015351 84015362 TCGAATTTTTGGATGTGAGAGA TGATTTTCAAATTTGTTTCAACTACC 279

Ai04B17774 Araip.B04 17774 c (TA)15ataagtaggagcctttatctaaactctttaatgactttcctttgaaaaattagtaaaatattttttg(TACA)8129 84018629 84018757 GCTCATCACTGTGCCACTCT TTCTTGTAAATGTAAAATGTGTTGAGA 230

Ai04B17782 Araip.B04 17782 p2 (AG)6 12 84113591 84113602 TTTTGGAAAAGGTTAGTGGTTTTT CTTTTTGTTTGTTTCTTATCTTTTTCA 159

Ai04B17787 Araip.B04 17787 p3 (AAT)5 15 84124244 84124258 AGGTGTTGGGCATCAATGTT TAGAAAGCCTCCTCCAAGCA 204

Ai04B17788 Araip.B04 17788 p2 (TC)22 44 84131823 84131866 CATGTTTCATTCAAAAGCAAGC CGTGCCAATAGCGTGAGTTA 177

Ai04B17792 Araip.B04 17792 p2 (AG)6 12 84142399 84142410 ATCGCTGGGAGTGATTTTTG GGAACATTGAACCTGGAATGA 232

Ai04B17793 Araip.B04 17793 p2 (AG)9 18 84148641 84148658 CAGAAATTGCTGAAGGCGAT GGAACATTGAACCTGGAATGA 255

Ai04B17795 Araip.B04 17795 p2 (AG)10 20 84158772 84158791 TTTCTGGACCAGTTTTTGGC TGGAATGAATAAAAACGAAGAAA 176

Ai04B17796 Araip.B04 17796 p2 (TA)7 14 84167467 84167480 CCCATCTCAATTGTAAAGGCA GCATGTCCTCATGCTAAGTCC 243

Ai04B17798 Araip.B04 17798 p3 (TTC)5 15 84176013 84176027 CCTAACCCCTCTCCCTTCAC GCTTTTGTCTTCCCTTTCCC 273

Ai04B17799 Araip.B04 17799 c (A)13gaaagaaaaaaaatggtg(A)1041 84177451 84177491 TGAAGCAAGAAAAAGCAGTGAA AAAGCCTTGGGATCCTTGTT 197

Ai04B17805 Araip.B04 17805 p2 (TC)6 12 84206566 84206577 TTGAAAGCATCTTCCTTCCC TTGGATGATGAATTGAAGGG 238

Ai04B17807 Araip.B04 17807 c (TC)7tt(TC)9 34 84208688 84208721 AGGCATTGATGAATGACATCT CCATTTTAACAACATTTCGGG 225

Ai04B17808 Araip.B04 17808 p5 (AAATC)5 25 84210005 84210029 CAAAAATGGCTCCAGGAAGA GCCCATGAAATCAAGATTGG 209

Ai04B17809 Araip.B04 17809 p3 (TCA)5 15 84211677 84211691 GCAAGCTCAAGAGGGAGAAA AAAGGATTTTGGAACCCGAG 196

Ai04B17810 Araip.B04 17810 p2 (TC)9 18 84250776 84250793 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 258

Ai04B17814 Araip.B04 17814 p4 (TATT)10 40 84291569 84291608 TTTAGAGCTGCGTGGTCTGA GTCATGATGGGAATTTGGGT 268

Ai04B17815 Araip.B04 17815 p2 (GA)6 12 84294312 84294323 GGAAGGAGGGAAGAAGAAAAGA CGGTTCATATAAGCGCCACT 232

Ai04B17817 Araip.B04 17817 p2 (AT)8 16 84311403 84311418 ATGGGTTTATCAACCTCCCC CCCATCTCAACTGTAAAAGTGC 280

Ai04B17819 Araip.B04 17819 c (A)10taagatatttttcaaaattcttagttattttcgaaaattccaaaaatatttttcaaaaatc(T)1384 84322978 84323061 CAAATTCGAAAAATTCGATTGAC AACAAGCAAGTAACAAACTTCAAA 269

Ai04B17820 Araip.B04 17820 p3 (TTC)5 15 84325526 84325540 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai04B17826 Araip.B04 17826 p2 (AT)10 20 84382833 84382852 GGTTTATCAACCTCCCCACA CCCATCTCAATTGTAAAGGCA 280

Ai04B17828 Araip.B04 17828 p4 (AGTT)5 20 84394618 84394637 CCCTCTTTCAACCATCATCC TCAACAATGAATCCCAGCAA 230

Ai04B17831 Araip.B04 17831 p3 (AAG)5 15 84419163 84419177 CAAGGTGAAGCATGGAAGGT TTGATGTTGCTCCTGTGCTC 182
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Ai04B17832 Araip.B04 17832 c (AT)6aataagcttagccaaaataatgaaactttctatgaaacttatctatagggcaccccaattgatttaag(A)1090 84426415 84426504 CCCAACACTTTTGCATCTCA AGGCTCAAAACTCACATGCTT 230

Ai04B17836 Araip.B04 17836 p2 (CT)7 14 84473943 84473956 CGTTTAGACGCCAAAATGGT TGAAGATGAAGGTGGGAAGG 259

Ai04B17838 Araip.B04 17838 p2 (AG)6 12 84478790 84478801 TGATAGGTGAGGGGTTTTCG AAACGCTAGTAAGGGCAGCA 273

Ai04B17840 Araip.B04 17840 p3 (TTC)5 15 84483735 84483749 AAACACTCCCCACTCTCCCT CGGTCTTAGGTGCCATCAAT 150

Ai04B17844 Araip.B04 17844 p2 (GC)6 12 84510376 84510387 GGAGAATGCCCTGTTTTTCA AGGCATAAAGTGGGCACAAC 130

Ai04B17845 Araip.B04 17845 p3 (AAT)6 18 84510733 84510750 TTTGCACCCTGTTTTTCTCC GAATGAAAATAGGCAAATGCAA 262

Ai04B17847 Araip.B04 17847 p2 (TA)8 16 84515359 84515374 GTGGGGCAAAAGGTTAGTGA TGATGATCACAATTTCGTGTACC 280

Ai04B17848 Araip.B04 17848 p2 (AT)6 12 84522743 84522754 AATTTGGGAACATTGGTTGG TGGGGTATTTTGTCCCTTTTT 215

Ai04B17851 Araip.B04 17851 p2 (AT)6 12 84547092 84547103 AATTTGGGAACATTGGTTGG TTCACTTTGGGGCATTTTGT 222

Ai04B17852 Araip.B04 17852 p2 (AG)6 12 84550363 84550374 TTAAATCGAGTGGATTGGGC GGAGATAAGTGGGGAGAGGC 272

Ai04B17854 Araip.B04 17854 p2 (AT)6 12 84557947 84557958 TCCAATTAATCATTCCCCCA CAAAAATCCGCCTCATCAAT 238

Ai04B17857 Araip.B04 17857 p2 (CT)7 14 84573702 84573715 TTGTTTCTTATCTTTTTCAAAACCAC GCTATTGCAGGGTTTTCAGG 263

Ai04B17859 Araip.B04 17859 p4 (TTTA)6 24 84590688 84590711 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 265

Ai04B17862 Araip.B04 17862 p2 (AG)6 12 84598766 84598777 GAACATTAAACCTGGGATTCAGA CCCATTCAAGTAGAGCTCGC 138

Ai04B17867 Araip.B04 17867 p2 (TC)6 12 84636069 84636080 ACTACCACCGCCATCAGC AAGTCACGGCGTTATGGTTC 173

Ai04B17868 Araip.B04 17868 p3 (AAC)8 24 84655018 84655041 CCCTAAGCAGTTTGCAGAGC CGTTTGATTCATGTAGCCGA 179

Ai04B17870 Araip.B04 17870 p2 (TA)6 12 84687838 84687849 AACTAACCCATGGAGATCGG TTTTTGACCCAGTTTTTGGC 248

Ai04B17872 Araip.B04 17872 c (AG)6aaagaaaaagaaaaagag(AATA)654 84701740 84701793 GGGAACCTGGGAAGATGAAA GCCTAGCTACCCATAATTCCC 262

Ai04B17875 Araip.B04 17875 p2 (GA)8 16 84730616 84730631 GCCACCATAGAAAGTGGCAT TCACCCTGAAACCACAAACA 196

Ai04B17877 Araip.B04 17877 p3 (ATA)6 18 84734272 84734289 TGGGAAGCTGACAAAAATAAAA TTGTTCTTGGACAGATGAATGG 155

Ai04B17879 Araip.B04 17879 p2 (TA)6 12 84797331 84797342 TTCACTTTGGGGCATTTTGT TGATTTTGGGAAAGTTGGGA 262

Ai04B17882 Araip.B04 17882 p4 (TATT)9 36 84820755 84820790 TCAATCATATCCTTTTCAAAATCAA AACACAGAGAGGGAGAGAGGG 170

Ai04B17883 Araip.B04 17883 p3 (AAT)6 18 84822082 84822099 TGGAAGGATCAACAGAAGCC CAGCTAACCCACTTGTGCCT 237

Ai04B17889 Araip.B04 17889 p3 (TGA)5 15 84857351 84857365 AGCAATGATGAGGTTCCTTTG CACCAACACCAACAATATCCA 265

Ai04B17892 Araip.B04 17892 p2 (TA)11 22 84882551 84882572 TTCATAGTATTTTACAAGTCACAAACG TTTGATTATTTCCCTTTCGTCAA 259

Ai04B17898 Araip.B04 17898 c (ACC)8aacaccaccaccaccaagaacaccaaacaatagcaacaacaccaaaccaaccaaaccaacatcaacaccaacaa(CAC)5113 84929365 84929477 CTCCACTGCCACCAACATTA AGTGACATGAGGAAGGGGGT 278

Ai04B17899 Araip.B04 17899 p3 (TCA)6 18 84929625 84929642 ACCCCCTTCCTCATGTCACT CTTCTTCTCCATACCACCGC 272

Ai04B17900 Araip.B04 17900 c (AGA)5aa(AAG)5tggtggtgcggtgcggtgcggcaggacagcagggcggtagggcggcaggacggcggtgcggtggtgcggtggtatgg(AGA)5124 84929750 84929873 TCAGCAACAACAAATTTCATCA AAATTATTACCGTCCTGCCG 233

Ai04B17903 Araip.B04 17903 p2 (TC)20 40 84934927 84934966 AACAGCAACAACAACCCCTC GGTCACAATACCTCGCACCT 239

Ai04B17908 Araip.B04 17908 p3 (CCT)5 15 84956830 84956844 GACCGGATGGAGTTGTCAAT AAAAGGCAGCCCAAGAGTTT 248

Ai04B17911 Araip.B04 17911 c (TA)12caaacaaacattaacacctatttctcaaagtcaacctctaagagggacaaaataca(AT)692 84995008 84995099 ATCAAGCTCCAGACACGACC TCAGATGCAAAACATGAGGC 261

Ai04B17912 Araip.B04 17912 p2 (AT)6 12 84995765 84995776 GTGCCCTATGGCTGATGAGT CGGATTACCCCATGGATATG 142

Ai04B17913 Araip.B04 17913 p2 (AC)6 12 85006891 85006902 CGATATCAACTTTGTCATTGCAT GAGCTCGCCATGATAGGAAC 157

Ai04B17917 Araip.B04 17917 p3 (AAG)12 36 85028150 85028185 GAATTGGGCAGAGGTGACAT CCATCCTATGCAAAAAGTGGA 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B17918 Araip.B04 17918 p3 (TTC)5 15 85031075 85031089 ACACAACCCTCTTTTCCCCT CTCGGAAGTGGAAGCTTTTG 230

Ai04B17919 Araip.B04 17919 c (AAT)5atggatcatttatatcacagtatagaggtccttgtattagtagaagaaaagaagaagaaaatctgaactc(AG)10105 85036066 85036170 GCAAAAGGGAAAAGCATGAG ACATCTCTCCATCACCCACC 272

Ai04B17921 Araip.B04 17921 p4 (TGTA)5 20 85071791 85071810 TCTTTTGACAGCTCTCCGGT CGCAACCAAAACGATAAACA 268

Ai04B17925 Araip.B04 17925 p2 (TA)8 16 85087922 85087937 TTTGATTTTGAGCATATAACTTTGTTT TTCAGACGTAAGTCATTTTCAACC 264

Ai04B17927 Araip.B04 17927 p2 (TA)7 14 85110094 85110107 TGAAGGCTGAATGCACAAGA ACCCGCAACAAGTTCTTTTC 223

Ai04B17936 Araip.B04 17936 p2 (CT)8 16 85158770 85158785 GGCCCAGATCCAAGTACAGA TGACAATCATGAAGGCGAGA 185

Ai04B17938 Araip.B04 17938 p2 (CT)8 16 85167011 85167026 GAAACTGCAGAAAACGCTCC TCATGAATGCGAGAAAAATCC 222

Ai04B17940 Araip.B04 17940 c (ACAT)6atacatatacatatacatac(AT)962 85170534 85170595 TGGCGGAGTATTACGACCTC TTTAATTGCTTATTATTAGGCGCA 252

Ai04B17942 Araip.B04 17942 p2 (AT)6 12 85178361 85178372 GGAGTGTGTCTGCCGATTCT GTGGGAACAGTGGAGCAAAC 266

Ai04B17947 Araip.B04 17947 p2 (AT)6 12 85192673 85192684 GCGATTTTGGGTGACAAGTT AACCACACCATTAGGCTCAAA 274

Ai04B17948 Araip.B04 17948 p2 (TA)7 14 85195298 85195311 GCGACTCTGATAGCTCGGAC CTTGTTGTACCCTCGCCTTT 256

Ai04B17949 Araip.B04 17949 p2 (GT)7 14 85206164 85206177 CCTCTCTTCCTCCCTTGCTT CTACCCGGTTACTCGGTTCC 149

Ai04B17952 Araip.B04 17952 p3 (ATT)7 21 85231658 85231678 GAGGCTCTCAGTGTCAAGGC GACGATTCTTCAATCCCTGC 183

Ai04B17953 Araip.B04 17953 p2 (AT)8 16 85232092 85232107 TGCAACAATTGGATCACTGAA TCCATCACTGTCCTCTGGAA 279

Ai04B17956 Araip.B04 17956 p2 (TC)10 20 85259090 85259109 TTCCTGTGTTGGGGACTTGT AACGGGAGCAAGAAACAGAA 116

Ai04B17959 Araip.B04 17959 c (TA)10(T)10 30 85287807 85287836 TTGAACTTTACCTTGGGGCA TGAGGGTGTGTATCATCTGGG 271

Ai04B17960 Araip.B04 17960 c (A)12ctc(T)10 25 85301917 85301941 CACGTCAAGAAGCACCAAGA CTTCTGCCAAACTGCACATC 256

Ai04B17964 Araip.B04 17964 p2 (TA)11 22 85329384 85329405 TAGCACAAATCCGATCGTCA GAAGGAGATGGATGGTCCAA 262

Ai04B17965 Araip.B04 17965 p2 (AT)7 14 85348399 85348412 TGTTGGTTTTGGTAATGGGG TGATCTTATAATGGTCATCCAGG 206

Ai04B17967 Araip.B04 17967 p2 (TA)7 14 85352711 85352724 ATAAACCCCACGTTTAGGGG TTTCTTACGGCTCTCAAATGC 264

Ai04B17969 Araip.B04 17969 p3 (TCT)6 18 85358158 85358175 GGTCGCTCTCTCAGATTTGG AACTGATCCTTGGGTGGATG 106

Ai04B17972 Araip.B04 17972 c (A)10gttttcaaaaaatttttttttaaaaaaatctttcaaaaatttctcatctgttttcg(A)1076 85375881 85375956 ATCTTGTTGCTTCGATTGGG TTGAAACCCCAGTCCAAAAG 247

Ai04B17975 Araip.B04 17975 p5 (TAAAT)5 25 85393657 85393681 TGCATTGCTCTCTGCAAATC CATCACCTCCTCGTCCTTGT 245

Ai04B17977 Araip.B04 17977 p2 (TA)11 22 85400430 85400451 TCAAAATGTCACGCTTCTGG TTTGCAAGAGGGATAGGAAA 253

Ai04B17978 Araip.B04 17978 p2 (GT)6 12 85403556 85403567 TCCCTCTTCTTGGATCCCTT AAGAGAGGAGGGGTGATGGT 212

Ai04B17980 Araip.B04 17980 p2 (TA)11 22 85407468 85407489 ATCAAAATGTCACGCTTCCG TTTCCCTCGCCTTTACCTTT 280

Ai04B17981 Araip.B04 17981 p2 (GT)6 12 85409896 85409907 CCCTCTTCTTGGATCCCTTC GCAAAAACGGAGAAGGAGTG 234

Ai04B17987 Araip.B04 17987 p2 (TA)6 12 85433788 85433799 AGGCACATGGGACAAAATTC GGCTAAGGTAAGGGTGAGGG 200

Ai04B17994 Araip.B04 17994 c (T)11caaataattttcgaaaaaaaatac(A)1045 85458562 85458606 CCATTCTAAAGCTTGACTGGC TCGAAAAATGCAAGATGCAC 257

Ai04B17995 Araip.B04 17995 p2 (CT)6 12 85458868 85458879 GCATGTGCATCTTGCATTTT TTGAAAAAGAGGGAGATATTTTCG 224

Ai04B17997 Araip.B04 17997 p3 (TTC)5 15 85462516 85462530 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai04B18000 Araip.B04 18000 p3 (GAA)5 15 85477252 85477266 CCCTCGAGCAAGAGAAGAAA TCACCACCTACCACCACTCA 276

Ai04B18001 Araip.B04 18001 p2 (AG)6 12 85480546 85480557 TATGGATCCTTTTTGCCCAG CCTCACTCACCAAAAATCCG 111

Ai04B18002 Araip.B04 18002 p2 (AT)7 14 85481348 85481361 CATGAAAAAGATTTGATTTTTGAA TGCATGCATTCATTGTTTTG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18004 Araip.B04 18004 p2 (GA)8 16 85495087 85495102 GGGGGAAGAAGAAAAGAAAA GTATAAGTGCAAGTCGCGCA 221

Ai04B18008 Araip.B04 18008 p3 (TGA)5 15 85534408 85534422 TGCAGAGCATCATACAAGCC GAGTTCGCTTGCTTCACTCC 111

Ai04B18011 Araip.B04 18011 p2 (AG)6 12 85557365 85557376 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 165

Ai04B18014 Araip.B04 18014 p4 (TTAT)5 20 85588768 85588787 CAAAAATTCTTCTCTCTCACCTCC TTCAGGATCAGCTTCAACGA 258

Ai04B18015 Araip.B04 18015 p3 (TCT)5 15 85606731 85606745 CAGAATTCAAGGGGGAGTCA TGGAGGAAAGTCAAGTGGATG 255

Ai04B18016 Araip.B04 18016 c* (AT)17(ATTT)5*(TA)9*ataatataaatag(ATAA)5102 85608832 85608933 TGGAAACTTTGGTTGATGAGG AACATTGGGGTAATTTTGTCC 247

Ai04B18017 Araip.B04 18017 p2 (CA)6 12 85613639 85613650 CCAATCAAGGCCACAAGAAT CTCAATGGAGTGTGCCAATG 177

Ai04B18018 Araip.B04 18018 p2 (TC)9 18 85616307 85616324 ACGGCTCGTCAGTCAGAACT TGACTTGTCATCAAAGCCCA 186

Ai04B18021 Araip.B04 18021 c (A)10gaa(AG)8 29 85635282 85635310 TCAGCACACACACCCCTAAA AGAAGGAAAGAAGGGGTTGC 275

Ai04B18022 Araip.B04 18022 p2 (TA)18 36 85638650 85638685 CCCCTCCCTGTTTGATTCTT CCAAGCAAAACATGCTCAAA 262

Ai04B18024 Araip.B04 18024 p2 (AC)6 12 85644667 85644678 GCTCTTGCCTCAACCAATGT TTGAGCATACGCTTAACCCA 158

Ai04B18031 Araip.B04 18031 p2 (TC)6 12 85732643 85732654 GCAAGGAAAAGCTCCAAATG TCCCAAAACAGGAAGAAATCC 276

Ai04B18039 Araip.B04 18039 p2 (AG)6 12 85805559 85805570 ATGAGATGGAGGGGAGGAGT AAACCATTTCCCTCCCAAAC 149

Ai04B18042 Araip.B04 18042 c (T)11catataattttcgaaaaaaaaatataaaataaaaatcc(A)1059 85849621 85849679 ATTGAAAGCTTGGCTGGCTA GCATATGCAAGTGACAACAAA 255

Ai04B18043 Araip.B04 18043 p3 (TTC)5 15 85852305 85852319 CATATGGCCGAACCAATACC ATTTCTGGAAAGCCCTGGAT 258

Ai04B18044 Araip.B04 18044 p2 (CT)7 14 85894547 85894560 TGGTGCAGGGATAGATGACA GAAGGATGGACGTGAGTGGT 183

Ai04B18045 Araip.B04 18045 p2 (TC)6 12 85899099 85899110 GGCCCAGATCCAAGTACAGA TCAAAACAAGAAGAAATCCTAAATCC 167

Ai04B18047 Araip.B04 18047 p2 (TC)6 12 85906300 85906311 GGCCCAGATCCAAGTACAGA TCAAAACAAGAAGAAATCCTAAATCC 167

Ai04B18054 Araip.B04 18054 p2 (CT)7 14 85945191 85945204 GGCCCAGAAAGCACAGATTA AAAAGAACATTGAACCTGGGA 198

Ai04B18056 Araip.B04 18056 p2 (CT)6 12 85967723 85967734 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTTCGAATTTGGGTGAGA 278

Ai04B18057 Araip.B04 18057 p3 (TTC)5 15 85969553 85969567 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai04B18062 Araip.B04 18062 p2 (CT)6 12 85994180 85994191 TTGGTTTTCAAAATTTGTTTCA GAAAAAGAGGGGAGATATTTTCG 279

Ai04B18063 Araip.B04 18063 p2 (CT)6 12 85994341 85994352 TTGGTTTTCAAAATTTGTTTCA GAAAAAGAGGGGAGATATTTTCG 279

Ai04B18067 Araip.B04 18067 p2 (CA)6 12 86044387 86044398 CCTAACCCTAAACCCTCCCA GATTTCAGCTTCCCCCTTTC 125

Ai04B18068 Araip.B04 18068 p2 (CA)6 12 86070643 86070654 CCTAACCCTAAACCCTCCCA GATTTCAGCTTCCCCCTTTC 125

Ai04B18069 Araip.B04 18069 p4 (TTTA)6 24 86083074 86083097 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 271

Ai04B18071 Araip.B04 18071 p2 (AT)6 12 86100328 86100339 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 262

Ai04B18072 Araip.B04 18072 p2 (CT)6 12 86146263 86146274 TCGATTGCTTTCGTTCCTTT GGAGGCGAAGATAGAGGAGG 189

Ai04B18075 Araip.B04 18075 p2 (TC)7 14 86153697 86153710 TGCAGAAAATGCTCATAGCG CCTGATCAAAAGAGATAATCCTGAA 234

Ai04B18079 Araip.B04 18079 p2 (TA)8 16 86175000 86175015 GACGTTCCATCGACCTGACT AACATTCCATGATTCAGCCTTT 249

Ai04B18081 Araip.B04 18081 p3 (CAG)5 15 86179016 86179030 TCATATCTGTGGCTTGCTGC GCGGTTGCTGAAGTAGAAGG 252

Ai04B18082 Araip.B04 18082 p2 (TA)13 26 86179652 86179677 GTGGAGAGGTCACCGTTTGT TCAAAACCAAAATGCAAAACA 233

Ai04B18083 Araip.B04 18083 p2 (TG)6 12 86192536 86192547 ACTTTGCGTGGTAGGGTGTT CCCCACACACACATTTTGTC 271

Ai04B18084 Araip.B04 18084 c (T)10cgccta(T)11 27 86195688 86195714 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 244
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Ai04B18085 Araip.B04 18085 p3 (GAA)5 15 86197377 86197391 GCTTTTGTCTTCCCTTTCCC GCCGAACCACATCACTTTCT 191

Ai04B18086 Araip.B04 18086 p2 (AG)7 14 86199047 86199060 TGGGAGAGGGAGAATTTTTG TTCTTTGTTTGTTTCTTATCTTTTTCA 225

Ai04B18088 Araip.B04 18088 p2 (TA)7 14 86204037 86204050 TGGTTTATCAACCTCCCCAC TGTTCCCTGCTTTCATGAGC 266

Ai04B18090 Araip.B04 18090 p2 (GT)6 12 86224024 86224035 GCTTGATTTTTGCTTGAATGC GGAAGCGTACATTGTTGGAA 270

Ai04B18091 Araip.B04 18091 p2 (GC)6 12 86226273 86226284 AGCATGCAAATTGGGAGAAC AAATGAGCTGCAAAATCGCT 279

Ai04B18092 Araip.B04 18092 p3 (GAA)5 15 86242219 86242233 TGGAGATGAACCTTTCCACC GCCGAACCACATCACTTTCT 232

Ai04B18093 Araip.B04 18093 p3 (AAT)5 15 86246356 86246370 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 171

Ai04B18094 Araip.B04 18094 p2 (AG)7 14 86246681 86246694 AACTGTGAGGAGGGCAGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai04B18096 Araip.B04 18096 p4 (TTTA)6 24 86257291 86257314 TGTCCATTTCCGCTTAGGTC CCACTTTCTCTCTCCTCAATTTTT 168

Ai04B18100 Araip.B04 18100 p3 (TTC)5 15 86300577 86300591 CACCACTCACATCCATCCAC CATAGAATTTTGCTCGCCCT 280

Ai04B18102 Araip.B04 18102 p4 (ATAA)5 20 86354988 86355007 TGCATGCAAGCATTTGATAAG ACTGGGGTAATTTGTCCCCT 169

Ai04B18103 Araip.B04 18103 p3 (ATC)7 21 86366275 86366295 TCTTGCCATGGTTGCATTTA AGGACCAAGGTAACGAAGCA 243

Ai04B18106 Araip.B04 18106 p3 (AAT)9 27 86381053 86381079 TCCCATTTTGGTGAGAAACAC TCAGTTTCCTAATTGTCCCCA 275

Ai04B18107 Araip.B04 18107 c (CTT)17ctcccgcg(CTT)19116 86386158 86386273 TGAAATATATGCGCCCAACA GCAAAGAAGAAGGCGAAGAA 243

Ai04B18112 Araip.B04 18112 c (CATCAC)10catc(ATT)682 86428987 86429068 GCCGGTATTCGTGAGCTTTA GGATAGCGAACTTGGAGTGG 275

Ai04B18113 Araip.B04 18113 p2 (CA)7 14 86432310 86432323 TTGGATCCTTGCTCTTGCTT CCCATGTCTATTTGGGTTCG 154

Ai04B18114 Araip.B04 18114 c (AC)22(AT)7 58 86435223 86435280 AGCCTTGGATCCTTGCTCTT CCAAAAATTGACTCTTGAAGCA 267

Ai04B18117 Araip.B04 18117 p3 (AAT)8 24 86450800 86450823 CAGGTTCTGGATCTGCTTCC CTGCCATCCTCACAGTTTTG 201

Ai04B18118 Araip.B04 18118 c (AG)6ttagttaggtagttttgaaaaagttaagaaacaaacaaaa(AGTT)572 86451171 86451242 AAGGGGGAAGATAGGGAAGA TCAAAATTGGTTTTCAAAATTTGTT 133

Ai04B18123 Araip.B04 18123 p3 (GAA)28 84 86495392 86495475 CACAAATTGGGAGCACAAGA ACCTCCGAGAATCACACACC 273

Ai04B18126 Araip.B04 18126 p5 (AATAA)5 25 86499393 86499417 CACGTACCAAGCAAAACAGC ACGGCCAGACCTGTATAACG 159

Ai04B18128 Araip.B04 18128 p2 (AT)6 12 86502828 86502839 TTGATATTTTGGCCACATGC CTTCAGACAGGCCCAGAGAC 223

Ai04B18129 Araip.B04 18129 c (T)11ggtgactatctctgaattaat(ATA)650 86504123 86504172 AAATTGTTGCTTCTGTGGCA TTTTTAATTCCCTCTTAACCATATTTT 233

Ai04B18132 Araip.B04 18132 c (T)11aaatttaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)798 86523227 86523324 ATAGGATGGGGGAGGGATAA TCCTTGTCTTTTCAAAATTTATTTCA 278

Ai04B18135 Araip.B04 18135 p2 (AG)6 12 86529403 86529414 TGAAAGCAATCAAGGAAACTCA GGGGAGCTCAATTGTATGGA 194

Ai04B18144 Araip.B04 18144 p2 (AT)9 18 86609099 86609116 GAATTTCACGCAATGCAATC CAAAATCCAGTGAGGGTTCAA 272

Ai04B18145 Araip.B04 18145 p3 (GAA)5 15 86613223 86613237 CGTCTTCCCTTTCCCTTTTC ACACCACCTTCTCTTCCCCT 213

Ai04B18146 Araip.B04 18146 p2 (AG)6 12 86616653 86616664 CCCAGGTATAGAGGTTCCCC TCGAAAATCACTAACCCCTTTT 218

Ai04B18147 Araip.B04 18147 p2 (AG)6 12 86616803 86616814 GAAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai04B18149 Araip.B04 18149 p2 (TC)14 28 86633831 86633858 TACTTTGGGGCACTTTGTCC GAAAACCTTGGGAATTGGGT 145

Ai04B18150 Araip.B04 18150 p2 (AT)6 12 86636154 86636165 TTTGGACAACTGACGGTTCA GTTGAAACCTCGGTCCAAGA 210

Ai04B18151 Araip.B04 18151 p2 (CT)11 22 86637627 86637648 TTTCGAAAATTCTTTCCCCC TTTGTCTTTGCTCCTGCTCA 237

Ai04B18152 Araip.B04 18152 p2 (CT)6 12 86640745 86640756 TCCCAAACCTACCCACACAT CTGCCTTTGGTGCCATAAAT 261

Ai04B18153 Araip.B04 18153 c (A)13caaaaaac(A)1132 86642542 86642573 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 247
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Ai04B18156 Araip.B04 18156 p2 (CT)6 12 86662526 86662537 ACCCCACAAGATCACCTCAG TATATGGGTGGGCTTGGGTA 204

Ai04B18157 Araip.B04 18157 p3 (TCT)5 15 86662675 86662689 CATCCATACACCCCACCTTC TTAGAATGTTGCTCGCCCTC 154

Ai04B18159 Araip.B04 18159 p2 (TC)9 18 86683917 86683934 TGGCACCAACATGAAGAGAA ACCCGTTGACACATCATCAA 260

Ai04B18160 Araip.B04 18160 p2 (GA)7 14 86695436 86695449 CATAGGGGGATGGAGAGGTT TTTTTCTTCTCCCTCCTTTTAGA 124

Ai04B18165 Araip.B04 18165 p2 (AG)8 16 86758129 86758144 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 166

Ai04B18167 Araip.B04 18167 c (T)10cgccta(T)11cttttttttc(T)1148 86772544 86772591 GCCCTTGCATTTTGGTTTTA TGAAGCAAGAAAAAGCAGCA 151

Ai04B18168 Araip.B04 18168 p3 (AAT)5 15 86772965 86772979 GGACATTCAAATCTGCTTCCA CGAAAATTATACCTCCCCCA 264

Ai04B18169 Araip.B04 18169 p2 (AG)6 12 86773309 86773320 TGGGGGAGGTATAATTTTCG TTGTTTCTTAACTTTTTCAAAACTACC 222

Ai04B18170 Araip.B04 18170 p2 (AG)9 18 86775530 86775547 TCAGCTTCAACAAGAATGCC GAAAATTCTTCCCCACCTCC 249

Ai04B18175 Araip.B04 18175 p2 (CT)6 12 86781989 86782000 AACCTCTGTGGGTATGGCAG AAAGAAGCCAGTGGAAAGCA 196

Ai04B18176 Araip.B04 18176 p5 (AAGAT)5 25 86806291 86806315 ACACGACCCAGAATCCAAAG CTGGGTGCTCCAGCATATTT 169

Ai04B18177 Araip.B04 18177 p5 (AAGAT)5 25 86816080 86816104 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 170

Ai04B18184 Araip.B04 18184 p2 (AG)6 12 86839269 86839280 GGGGATGAAAGAGAGAGAGGA CAAAATTGATCTTCAAAATTTGTTTC 245

Ai04B18189 Araip.B04 18189 c (CT)7attttcgaaaatatcttcccctttttcaaaatttctttttaattaactaattatttttaatttttatttttgatttcaaaaaaaaatttttg(A)12118 86863421 86863538 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGTAAGATGGGGGAGGGA 251

Ai04B18190 Araip.B04 18190 p3 (TTC)5 15 86864139 86864153 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai04B18191 Araip.B04 18191 p2 (GA)8 16 86869699 86869714 CTGGGTGATAGCGATGGAGT CCACTCTTCATTGCCGATTT 267

Ai04B18193 Araip.B04 18193 p2 (TA)6 12 86873441 86873452 TACAGATGAACCAAGCGGTG CAATCTTAGCCTCAGGTGCC 182

Ai04B18194 Araip.B04 18194 p2 (AG)6 12 86875083 86875094 GAGTGGATCCTTCCTTGATCC TCATTTTAGAAGGGAGGCCC 216

Ai04B18195 Araip.B04 18195 p2 (AG)6 12 86876165 86876176 TCCTTCCTTGATCCGCTAGA AGGCCCGAATAGAGAGAAGG 191

Ai04B18201 Araip.B04 18201 p2 (AG)6 12 86911866 86911877 AAGATGGGAGAGGGAGAATTT TTTTCTAACTTCCTAAAATTTGTTTCA 269

Ai04B18205 Araip.B04 18205 p3 (GAA)5 15 86925233 86925247 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai04B18206 Araip.B04 18206 c (AAT)29agggatcctttataccacaatatagaggtccttgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)6169 86927681 86927849 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 234

Ai04B18207 Araip.B04 18207 p2 (AG)6 12 86928046 86928057 GGAGTTCGGATTTTTGGTGA TTGTTTCTTATCTTTTTCAAAACTACC 242

Ai04B18208 Araip.B04 18208 p2 (TA)7 14 86931553 86931566 CTTCCGAACAGTTTTGGCAT TCACCAAAGCATCAATGGAA 267

Ai04B18209 Araip.B04 18209 p4 (TTTA)8 32 86937770 86937801 CCAATGGAGGGTATGCAGAT TCCTTACCACTTTCTCCCCC 252

Ai04B18210 Araip.B04 18210 p2 (CT)6 12 86941119 86941130 AATCCACTTTGAGTGCAGGG TGAGAGGTGAGAGGATTTTCG 271

Ai04B18212 Araip.B04 18212 p3 (GAA)5 15 86952047 86952061 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai04B18213 Araip.B04 18213 p2 (AG)9 18 86954624 86954641 GAAGGAGATGAGGGAGAAGGA TCTTTTCAAAATTTGTTTCCACT 267

Ai04B18216 Araip.B04 18216 p2 (TA)10 20 86968521 86968540 TTTTCTTGCCCATCTAAATTGT GCATGTCCTCATGCTAAATCC 264

Ai04B18222 Araip.B04 18222 p2 (TA)8 16 86995617 86995632 ATCAATGCACATGGGTCAAA AATGGGGCTGAGGTAAAGGT 212

Ai04B18223 Araip.B04 18223 p3 (AGA)6 18 87009136 87009153 CGGTCTTAGGTGCCATCAAT CCATATGGCCGAACCAATAC 249

Ai04B18224 Araip.B04 18224 p4 (TTTA)5 20 87013948 87013967 GGGTTAGCATATGACCCCAG TTTCGAAAATCTTCACCCATTT 182

Ai04B18225 Araip.B04 18225 p2 (AG)6 12 87054856 87054867 ATTAGAGGCTGCAGAGTGGG GGAGTTCATAAACCAAATTGGAG 268

Ai04B18226 Araip.B04 18226 p2 (TA)6 12 87058858 87058869 AGCCTTAGACTTTCCCCTCG CTTTGAGCACCTCATGATCG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18227 Araip.B04 18227 p2 (AT)8 16 87063836 87063851 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 151

Ai04B18230 Araip.B04 18230 p2 (AG)7 14 87070597 87070610 ATAGGTGAGGGGTTTTTGGG TTAACGCCAGGATTGGTAGC 181

Ai04B18234 Araip.B04 18234 c (T)10cc(T)10 22 87096075 87096096 AGGCTCCTCCGATTTTGTTT AAGAACGAGGGTTAGCACGA 199

Ai04B18236 Araip.B04 18236 c (T)10cagagtcctttcaggttctggatctgcttccacaagaatgttcttatccctgctccagctcatatgacaaagaagaaggcacagaaa(AAT)5112 87100474 87100585 TTATTTTCGGCTGCCATCTC TTTGTCTCCCCCTCTTCTTCT 257

Ai04B18237 Araip.B04 18237 c (T)10aattaaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcaaaaatt(AG)796 87100835 87100930 GATGGGAGAGAGGGAATTTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai04B18240 Araip.B04 18240 c (T)15ctacaagctttgttctttgctgctttttcttgcttcaggaatca(T)1069 87108773 87108841 TTATTTGCCCTTGCCTTTTG AATGTGGTGGCAATGCTTTC 266

Ai04B18241 Araip.B04 18241 p2 (CT)17 34 87122143 87122176 TAGTGCTCCCATGGCTTCTC CGAACGGGTTAAAAACGCTA 186

Ai04B18242 Araip.B04 18242 c (T)10ct(A)10 22 87127904 87127925 TGAGGAGAGAGAAAGTGGTAAGG TTTTCGAAAGCAAGGAGCAT 228

Ai04B18243 Araip.B04 18243 p3 (GAA)5 15 87182458 87182472 AGGATTCTTCGGTCTTGGGT AGCCCTCCATTCTTCCTCAT 218

Ai04B18244 Araip.B04 18244 p2 (AG)6 12 87196799 87196810 ACAGATGGAAGAGGGGGTTC TCCCCCTCTCTCTAATTTTCG 251

Ai04B18249 Araip.B04 18249 p3 (CAA)5 15 87233322 87233336 AATCAACCACAGAGGCAACC TTGTGTGGCTAGTTGACCCA 255

Ai04B18252 Araip.B04 18252 c (TA)10ataattaaaaaagaaaaggagg(GA)654 87243061 87243114 AAAAGCGGCAGTATGGAGTC AACCTAATGAAAAGCCTGCG 231

Ai04B18253 Araip.B04 18253 p3 (ATT)14 42 87247977 87248018 AATTCCTTTGCTTTTGCAGTG TAGGGAAGCCGACATGGTAA 172

Ai04B18254 Araip.B04 18254 p3 (GAA)5 15 87252739 87252753 CGGTCTTAGGTGCCATCAAT CTTCTTGGCCGAAACACTTC 161

Ai04B18255 Araip.B04 18255 p2 (AG)7 14 87253650 87253663 AACTGTGAGGAGGGCAGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai04B18258 Araip.B04 18258 p3 (ATT)6 18 87279863 87279880 TGAGCAAGCAATTCAGGCTA ACAACAAATAGCCACCTGCC 264

Ai04B18260 Araip.B04 18260 p3 (ACT)5 15 87282502 87282516 CTTCTTTCCAAATTTAACGAGG ACCAAACTAGCAGAAGCCCC 230

Ai04B18264 Araip.B04 18264 c (T)10gaattaagtccctcttagtagtaattagcttaattttatagggacccaact(A)1273 87311705 87311777 TTGCTTTTTAATTGGGTCCCT GGAGTGTTGGAAAGGGTGTG 207

Ai04B18267 Araip.B04 18267 p2 (TC)6 12 87327147 87327158 CAGAAGCACAAACTGGGTCA TATAAGCGCAGCGTCAACAC 266

Ai04B18271 Araip.B04 18271 p4 (TTTA)5 20 87349759 87349778 TGGGATAATTTTGTCCCCTT ACGGAAAAATTGTGGGAACA 220

Ai04B18275 Araip.B04 18275 c (T)11gccatttttttc(T)1235 87374758 87374792 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 237

Ai04B18276 Araip.B04 18276 p2 (AT)8 16 87380529 87380544 GACTCAGTCAACCCAAAGATTTC TTTGGTGTCTTGCATGTTTTT 263

Ai04B18278 Araip.B04 18278 c (A)10ttttaaaaaccaaaaatattgtgtttcttgtttgagtcttgtgtcaaattttaagtttggtgtcaattgtatctttcta(T)1099 87385401 87385499 GAAAGCTTGGCTGGCTAGTG GAATTTTCGATAAATGCAAGAAA 261

Ai04B18279 Araip.B04 18279 p2 (AG)6 12 87398447 87398458 TCGCAGTGATGAAAATCAGC CAATCCTTAAAGCAAAGAAATCC 237

Ai04B18280 Araip.B04 18280 c (T)11g(T)13 25 87399313 87399337 CTAGATCGCGCGAGAGTTTC TGAAGGTCAAGATGAACATGAAG 224

Ai04B18283 Araip.B04 18283 c* (A)10(AT)8* 25 87403587 87403611 CATTTGGTTTGAGAATTGAGCA TTCACCACTTACTTTGGGGC 214

Ai04B18287 Araip.B04 18287 p2 (AC)6 12 87433525 87433536 GCCTTGCTTCTACCATCTGC CGAATTCATGCTTCCAAATG 275

Ai04B18290 Araip.B04 18290 p2 (CT)6 12 87440236 87440247 GTGCCCATATTTCTCGCATC GCGGGTAAAGGACTAAAGGC 164

Ai04B18291 Araip.B04 18291 p2 (CT)13 26 87440359 87440384 TGTGGGGTCCCTCAATATGT ATTCTGGTCCGTGAAAGCAG 224

Ai04B18295 Araip.B04 18295 p3 (TCT)5 15 87443982 87443996 TGCTGCACGTTCTTCTTCC CCTCCTCATCTTCTGCTGCT 191

Ai04B18298 Araip.B04 18298 c (T)12aaaaaaatatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntcgaataa(T)1076 87468846 87468921 TGGGGACTTGATTTGGCTAC GGGTGGAAGCCACGTAACTA 227

Ai04B18299 Araip.B04 18299 c (A)11ttttatttttgtttgctatt(A)1041 87469197 87469237 AATCAGTTGCCACCATGTCA CAAGGCATTGTTGACTTTTCA 222

Ai04B18301 Araip.B04 18301 p3 (AAG)5 15 87472308 87472322 TCCTCATTCCTTTTCCAAGGT ACCCCTTTCATTGGGTTAGG 190

Ai04B18303 Araip.B04 18303 p2 (AT)9 18 87486392 87486409 AGGAACTTCGAGATACCCCC TTTACATCATCCAATCACAACTTC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18304 Araip.B04 18304 p2 (TA)10 20 87487822 87487841 TGCAAGTTGCTTCCTTTTGA CAATTTCCCCACACTTAAGCA 277

Ai04B18306 Araip.B04 18306 p2 (CT)6 12 87502523 87502534 GGCGCCTCCTCACTAAATTC TCACGGATAAGCACACCAAA 262

Ai04B18307 Araip.B04 18307 p3 (TTG)5 15 87543046 87543060 TGAATCTGCTTTGAATTTGCC ATGCCATTGCACAGTCACTC 250

Ai04B18320 Araip.B04 18320 p2 (TC)8 16 87619617 87619632 TACGAAAGAATTTGCCCCAG TGACCACCTCAATTTGCATC 164

Ai04B18325 Araip.B04 18325 p2 (AC)7 14 87662541 87662554 ATGTCCCAAGTTTTCCCACA AGCCAACTTTGAGCCTACGA 157

Ai04B18326 Araip.B04 18326 p2 (TA)7 14 87670110 87670123 CCACTTCCGATTCATTTCCT TGGGGGACACATTGGTAGTT 262

Ai04B18327 Araip.B04 18327 c (T)10gaaaatcgaaat(TAAAA)547 87683136 87683182 GGGTTAGCATATGACCCCAG TTTCGAAAATCCTCACCCAC 269

Ai04B18329 Araip.B04 18329 p2 (AC)11 22 87727050 87727071 ACAAACTTCCCCCAACAAAA GAAAACAAAATGGGGGCAAT 277

Ai04B18330 Araip.B04 18330 p3 (TCT)5 15 87731928 87731942 AGTGACATGTGGGCTTGACA GTATGGTGCATGCGAGAGAA 193

Ai04B18333 Araip.B04 18333 p2 (CT)7 14 87749912 87749925 GGCTCTCGCCTCTCTCTTCT TGACTCGCTGTTACTGTCCG 130

Ai04B18334 Araip.B04 18334 p4 (TCTT)7 28 87752827 87752854 TTGGCAACAGTGAGGATGAA AAGAAAAGGGGACAAGGGAA 162

Ai04B18335 Araip.B04 18335 c (T)10cttttgcaatatgctttttcttttgctttttgctgctttttcttgcttcaagaatcaactttcagaattttcagattattttttcttc(T)11gcatgc(AT)14143 87758908 87759050 CCTGCATTTTTGGGCAGTAA TGAAGCAAGAAAAAGCAGCA 256

Ai04B18336 Araip.B04 18336 c (T)10cgaaaacaagtgaggaatttttgaaaggtttttgaaaa(T)1260 87765343 87765402 TTGAAGCCTCAGTCCAAAAGA AACGGTTCATCCTGTTGCTC 244

Ai04B18337 Araip.B04 18337 p3 (TCT)11 33 87767995 87768027 CCCTTTCTTCTTTCCCTTGG TAAAATGTTTGCTCGTCCCC 129

Ai04B18339 Araip.B04 18339 p2 (TA)7 14 87787895 87787908 GGGCATTTTGTCCCATTTTA GATTTGGGAACATTGGTTGG 274

Ai04B18341 Araip.B04 18341 p5 (TTATC)5 25 87827687 87827711 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 178

Ai04B18342 Araip.B04 18342 p5 (TTATC)5 25 87837753 87837777 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 178

Ai04B18343 Araip.B04 18343 p2 (TA)11 22 87855636 87855657 TTACTTTGGGGCGTTTTGTC CACAACTGTCGGTTTGGTCA 182

Ai04B18347 Araip.B04 18347 p2 (GC)6 12 87879751 87879762 CTGGCATGGATGCACACTAC GCGTGCACTCTTGCAATTTA 164

Ai04B18348 Araip.B04 18348 p2 (GC)6 12 87879905 87879916 GGCCCAAGAGTAGGGATTTG AAGAAAAGTGCTTGGTGGGA 280

Ai04B18349 Araip.B04 18349 p4 (AAAT)6 24 87906679 87906702 TTGCTTGTTTCTCAAGCCCT TGCTAGCTCCAAGCAATCAG 245

Ai04B18350 Araip.B04 18350 p4 (AAAT)6 24 87915624 87915647 TAAATTGGGCCAGAAGTCGT GCCCATCGAAGTTGGTTAAA 262

Ai04B18353 Araip.B04 18353 p3 (CTA)5 15 87977458 87977472 GAGGTCTGGCCAACCCTATT CGACTTGGTTATATCAGCCTCC 280

Ai04B18354 Araip.B04 18354 p3 (CTT)5 15 87988496 87988510 GTTGACCATCCGTCTCCAGT GGTGTACAACCTCCAAGGCA 268

Ai04B18355 Araip.B04 18355 p2 (GT)6 12 87993553 87993564 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 256

Ai04B18358 Araip.B04 18358 p2 (AT)16 32 88009337 88009368 CAAAAGTCAGCGAATTTGGA GCAGACTTCCCTTGAAGATCC 259

Ai04B18361 Araip.B04 18361 p5 (ATCTT)5 25 88015543 88015567 GGTACCTGCAAGAGACTCCG CAATGAGGGCCCAAATAGAA 266

Ai04B18363 Araip.B04 18363 p5 (ATCTT)5 25 88021936 88021960 GGTACCTGCAAGAGACTCCG CAATGAGGGCCCAAATAGAA 266

Ai04B18365 Araip.B04 18365 c (T)10(A)10 20 88029944 88029963 AGTCACTTCGAGGCAAGGAA TTTGGGACTTTAGCCAATTAAA 262

Ai04B18367 Araip.B04 18367 p2 (TC)7 14 88034324 88034337 GGCCCAGATCCAAGTACAGA TCCCAAAACAAGAAGAAGTCC 166

Ai04B18369 Araip.B04 18369 p3 (TTC)5 15 88043831 88043845 CATCCACTCTTCCCCAAAAA TGCTGCTTTTTCTTGCTTCA 278

Ai04B18382 Araip.B04 18382 p2 (TA)19 38 88141278 88141315 TTTGTTTTGGGGCATTTTGT TGAAGATCTTGGGAATTGGG 216

Ai04B18385 Araip.B04 18385 c (T)11actttggaccttgactttaaccgctcactctttttttttc(T)1061 88153352 88153412 CGCATAACTGGGTGAACCTT TGAATACAAAAGCTTGCGAAAA 174

Ai04B18387 Araip.B04 18387 p2 (TC)6 12 88178352 88178363 GGCCCAGATCCAAGTACAGA CAAAGGAACGTAAAACCTGGA 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18389 Araip.B04 18389 c (AT)8aaaaagtg(A)1034 88189607 88189640 TGGGAAAATTGGGTTTGGTA TTCACCACTTACTTTGGGGC 227

Ai04B18390 Araip.B04 18390 p2 (AG)6 12 88190953 88190964 CGGCCCAGAAAACACATATT GGAACATTGAACCTGATAAAAAGAA 192

Ai04B18392 Araip.B04 18392 p2 (GA)18 36 88208228 88208263 CTTTGCCTCATTGCCAAAAC GGTGAAAAGGAAGGGGAAAA 170

Ai04B18393 Araip.B04 18393 p3 (CTT)25 75 88209639 88209713 CCCCATATCCAAACCACAAG CCACAGAAGCAAAAGCATGA 253

Ai04B18402 Araip.B04 18402 p4 (ATAA)6 24 88319402 88319425 TTGGAAATTTGGGTGCCTAC AATCCCACTTTTGCATCACA 272

Ai04B18405 Araip.B04 18405 p3 (TTC)5 15 88355540 88355554 TAAGTATGGGGAGGTCGCAC AGTGAAACTGGCCAAAATGC 192

Ai04B18407 Araip.B04 18407 p2 (GC)6 12 88369258 88369269 ATATGAGGCGGTTCCAGTTG GGCCCAAAATGAGCTGTAAA 182

Ai04B18410 Araip.B04 18410 p4 (TTCA)5 20 88396577 88396596 ATTAGGGGAAAAGGAAGGGG AGCCTCATGCTGATGTTCCT 256

Ai04B18412 Araip.B04 18412 p5 (AAGAT)5 25 88420333 88420357 CCTCTTCACAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 225

Ai04B18413 Araip.B04 18413 p5 (AAGAT)7 35 88427008 88427042 AAGGGCCCAAATAGAAGGAA CCTGGGTGCTCCAGTGTATT 192

Ai04B18415 Araip.B04 18415 p3 (TTC)5 15 88431536 88431550 TCTCTTCTTGGCCGAAACAC GCTTTTGTCTTCCCTTTCCC 201

Ai04B18416 Araip.B04 18416 p2 (GA)6 12 88450740 88450751 TCGAACACAGAGAGAGGGAGA TTTCGAAAACCACTAACAACTTTT 251

Ai04B18417 Araip.B04 18417 p2 (GA)6 12 88450916 88450927 GAGAGGGAGATGGTTCAAATTA TTTTCAAAACCACCTAACTACCTT 280

Ai04B18420 Araip.B04 18420 p3 (GAA)5 15 88456196 88456210 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai04B18421 Araip.B04 18421 p2 (AG)6 12 88458061 88458072 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 245

Ai04B18423 Araip.B04 18423 c (T)10ctatttttttcttt(TA)6(T)1046 88465610 88465655 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 227

Ai04B18426 Araip.B04 18426 p2 (CT)6 12 88476990 88477001 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 259

Ai04B18427 Araip.B04 18427 p2 (AG)6 12 88487338 88487349 GAAATCTGTAACATGGAATAATTCGT GGCCCAGATCCAAGTACAGA 275

Ai04B18432 Araip.B04 18432 p2 (AT)7 14 88517208 88517221 CCACATTATTCCCCTCCCTT TTGCAAATGTTATACGGCCC 278

Ai04B18433 Araip.B04 18433 p4 (TAAA)6 24 88523938 88523961 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 249

Ai04B18435 Araip.B04 18435 p2 (TA)6 12 88540656 88540667 ATTTTACAAAAATGTCCTTCAATGT AATTTGCTTCCTGCACACTT 263

Ai04B18445 Araip.B04 18445 p2 (AG)26 52 88622765 88622816 ACCAAGACCTGGAAGCATTG TGAATCCATGGTTTTTGGAA 236

Ai04B18446 Araip.B04 18446 p2 (TA)7 14 88626526 88626539 CAACCAGCTCAAGGTTTTCA ACCATCACCCTGAGGAGTTG 188

Ai04B18447 Araip.B04 18447 c (T)10aattttctattcgtagttgatctttgagctgtaggtagtgttagggatatttttaggctgtttttcgtatttctg(A)1095 88634718 88634812 GGTTGTTGGTTGCTTGTGAA TCTGGAAAATGACCCAGGAG 235

Ai04B18452 Araip.B04 18452 p2 (GT)8 16 88665195 88665210 TCGGATCTCCTCTCTCCTCA CCTAGCCGCTACCCTTCTTT 247

Ai04B18453 Araip.B04 18453 p2 (GA)12 24 88680129 88680152 ACTTGCCGGTTAGTTTGTGG GGATAACCCGGACGGTAAAT 194

Ai04B18456 Araip.B04 18456 p2 (TA)6 12 88682853 88682864 TTGGAATGCAAAATGAATAAATTG TTATCTGCCAACTTGAGGGG 121

Ai04B18458 Araip.B04 18458 p2 (CT)9 18 88692311 88692328 CCATACGATTCACGGAAAAA CGCATTAGAAGCAATTGTAGCA 231

Ai04B18460 Araip.B04 18460 p2 (AT)7 14 88698669 88698682 GACACAACATATTCAATTGGACG TTTCAATCAAATTGGTCTTTCAA 273

Ai04B18463 Araip.B04 18463 p3 (TTA)30 90 88711565 88711654 GCCAATGTTAATCTTATTGTATTATGC TCCAATTCTATTATTGTAGTCTGACCC 279

Ai04B18464 Araip.B04 18464 p2 (AC)9 18 88719394 88719411 ATTAGACAATCCCTGCGAGC TTTGTTGACCCTGCATCGTA 165

Ai04B18465 Araip.B04 18465 p2 (AT)6 12 88724882 88724893 AGTCGCAATACCGATCCAAA GGATATGGGCGCAGAAGTTA 270

Ai04B18466 Araip.B04 18466 p2 (CT)9 18 88729425 88729442 TTTCTTCTTTTCCCCCTTCC GGGGATGATGACTCAAAAGG 228

Ai04B18469 Araip.B04 18469 p3 (AAT)5 15 88735748 88735762 CAGGTTCTGGATCTGCTTCC TCTCTGCCCTCCTCACAGTT 198
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Ai04B18474 Araip.B04 18474 p2 (AT)7 14 88747032 88747045 TGCTCTTGTAGAAAGGGCAG TGGCTCGAGCATAAGAATTTG 222

Ai04B18481 Araip.B04 18481 p2 (AC)6 12 88799292 88799303 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 254

Ai04B18482 Araip.B04 18482 p2 (GA)6 12 88800172 88800183 AGCAAACATACATGCGAACAA GCAACCACCCACCTAAAGAA 276

Ai04B18487 Araip.B04 18487 p3 (AAT)5 15 88912962 88912976 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 167

Ai04B18488 Araip.B04 18488 p2 (AG)6 12 88913295 88913306 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 225

Ai04B18495 Araip.B04 18495 p2 (AG)7 14 88929234 88929247 AGGTATTGGCAGCACAGCTT AACCCAAAGCCCTCTTTTGT 219

Ai04B18502 Araip.B04 18502 p2 (TC)15 30 88959663 88959692 CATTGCACTTTGAAGCTCTCC GCTATTTGGGTCAGACTCGG 203

Ai04B18504 Araip.B04 18504 p2 (TA)19 38 88964576 88964613 TAAGACAGAGGTGGCGAGGT TGTGAGTATTGCGCTTTTCG 162

Ai04B18506 Araip.B04 18506 p2 (AC)35 70 88973732 88973801 AAAGTCCCAAATGCATGCTC GAGCTTGAAGGACGGAATGA 192

Ai04B18507 Araip.B04 18507 p2 (GT)7 14 88980539 88980552 GAAATACGTTTGTGCGTGGA AGTCAAGGGCAACCGTTATG 274

Ai04B18511 Araip.B04 18511 p3 (TCT)12 36 88993367 88993402 TTTTAGGTCACGCGCTTTTT TTCACCAGGGAGAGAAGGAA 220

Ai04B18512 Araip.B04 18512 p3 (AAG)13 39 88994327 88994365 CAGAACACCTGTGTCCATTCA GAGCGTCATTACACACGCTTT 178

Ai04B18517 Araip.B04 18517 p2 (GA)13 26 89035864 89035889 GCCATTAAGGGTGTGTTCGT TGGCATTGCTTACATTTTGC 240

Ai04B18518 Araip.B04 18518 p2 (GA)12 24 89036778 89036801 GCCATTAAGGGTGTGTTCGT CCTCACTTTCGGCTTCTACG 237

Ai04B18520 Araip.B04 18520 p4 (TAGT)5 20 89060978 89060997 CATCCACCACCATCTCCTCT CCAAAAACATTCTTGAAGGCA 266

Ai04B18524 Araip.B04 18524 p2 (AT)8 16 89084331 89084346 TGTGCATCAACTAAGTGTGGG TTGGGATAATTTTGTCCCCTT 222

Ai04B18526 Araip.B04 18526 p2 (TC)17 34 89094196 89094229 CGGGGAAGAAATGATGTTTG TTTATCACCCTTTTTGACCGA 165

Ai04B18527 Araip.B04 18527 p2 (AT)9 18 89100061 89100078 GGAAGCATGCTCATGTGAAA CCCATGTGCATTGATTCTTTT 188

Ai04B18528 Araip.B04 18528 p2 (AT)6 12 89100341 89100352 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai04B18531 Araip.B04 18531 c (T)11aatttcaaacataacatcttattattatattatatttttttggttccttaattgaa(T)1077 89118131 89118207 CCTCAATTTCTCCATGCACTC AAGTTACTTGTCTTAAAAATGCATCAA 274

Ai04B18533 Araip.B04 18533 p3 (AAT)6 18 89123431 89123448 TGCCTGTAAGTGTGGACCAA TCAAGGATGCAGCAAGACAC 262

Ai04B18534 Araip.B04 18534 p2 (AT)9 18 89126331 89126348 TGGTAACAATATTTTGTCGCAT CACGACGAAACATCCTTCAG 186

Ai04B18537 Araip.B04 18537 c (T)10cggccatgatttgccctctaataaaaggttggcacccaaacatagcctacaaacac(A)1682 89154960 89155041 GAGAGGACAAAAATGTAGCCG TGACTACGGAAGGAATTTTGG 254

Ai04B18540 Araip.B04 18540 p2 (GA)7 14 89161015 89161028 AAGAAGAGAGGGGGAGGGAT TATCGTGCTTCTCTCTCGCA 260

Ai04B18541 Araip.B04 18541 p3 (AAT)6 18 89175075 89175092 CAGCTTGCATTCCAGTCAGA ACCAAAAATCCGAACCCTCT 191

Ai04B18542 Araip.B04 18542 p2 (AG)6 12 89175405 89175416 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 277

Ai04B18544 Araip.B04 18544 p2 (GA)7 14 89201977 89201990 GCCTTCAGATGTAAAGCAACAA GGAGAGCTCGCCAATTTAGTT 276

Ai04B18545 Araip.B04 18545 p3 (AGA)5 15 89207243 89207257 CTAGAGGTTTCTCCGGCCTT AAACACCACTTCTCCCCCTT 190

Ai04B18549 Araip.B04 18549 p3 (ATC)6 18 89221849 89221866 AAGAACGCGAATGTGAAACC CATAGCCACGAAGGGATCAT 276

Ai04B18550 Araip.B04 18550 p2 (AT)7 14 89222921 89222934 CTAAACCGGGTGAATCGAAC CTCGAAAATCGGGGTTGTTA 264

Ai04B18551 Araip.B04 18551 p3 (TAG)13 39 89226604 89226642 TATATGGATGCGAGCAGCAG CCACTACTACCACCACCCACT 165

Ai04B18553 Araip.B04 18553 p3 (CTT)5 15 89231689 89231703 CATCTTTTCCTTCTTGTTTTACCTT TGAGGAGGAGGAAGATGAAGAG 280

Ai04B18555 Araip.B04 18555 p2 (GA)9 18 89235547 89235564 TCAGGCATCAATGTCATCGT GGTGACAATAGTGACGTGCG 183

Ai04B18556 Araip.B04 18556 p3 (AGA)5 15 89235777 89235791 ACGATCCGTTACCGCTACTG TCCACCGTCAATCTCAATCA 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18561 Araip.B04 18561 c (T)15ctttctttc(T)15ctttctttc(T)1563 89250716 89250778 AATTGCCACCGAAGTGAAAC ATTTGGTAGAGTTGTCCCCG 265

Ai04B18562 Araip.B04 18562 c (TTA)5tctg(T)14 33 89252336 89252368 TGATGAAAATTCCACCACTCA TCGCAAGGCAAATATCTTCA 237

Ai04B18564 Araip.B04 18564 p2 (AT)6 12 89265121 89265132 AAGAACCTTGGAACTCCGGT AATCGAGGCAAGCCACTTTA 186

Ai04B18567 Araip.B04 18567 p2 (AC)9 18 89271483 89271500 TCTGGATCAACAATATGTCCTCC TGCATCTATTTGTGCCTTTG 241

Ai04B18568 Araip.B04 18568 c (A)12cattcttgataa(T)1135 89281051 89281085 CACGCGGCCTCTAAGAATTA TTCAACCCGATCCCTGATAA 261

Ai04B18569 Araip.B04 18569 p2 (AC)6 12 89287810 89287821 CTAGCTCCCTCAAATCCACG CGTGTTTCTGATTCCCCACT 136

Ai04B18570 Araip.B04 18570 p2 (AG)6 12 89295833 89295844 GGGGGTTCGAATTTAAGTGA TCAAATCTTTTTCAAAACCACC 268

Ai04B18572 Araip.B04 18572 p3 (TTA)21 63 89298675 89298737 CTGCGCATGTACTGCTACTC CATTTGCGCATACACACACA 228

Ai04B18574 Araip.B04 18574 c (ATT)6atc(ATT)8 45 89299578 89299622 AACCCGCAACCTCTTAATTG CCGCAAGACAAACATCTTCA 157

Ai04B18575 Araip.B04 18575 p3 (ATT)17 51 89303803 89303853 TCTCACTCTCACTCTCATTCATCA GATTAGAAAGATAAGCGGTGAAAA 233

Ai04B18577 Araip.B04 18577 p2 (AT)11 22 89314712 89314733 TCATAGGGATCTAGCCACGG TTGTGCTTTTCAGATGCAGG 267

Ai04B18579 Araip.B04 18579 p3 (ATC)5 15 89328467 89328481 CACCACCTTTACCAATTCAACA TGTGGTTGTGATGTGTGAGG 275

Ai04B18580 Araip.B04 18580 p2 (TA)9 18 89329649 89329666 TAAAAAGATTTTCGCCCTCG CTTTGGCAACTTGTTGGGTT 122

Ai04B18581 Araip.B04 18581 p2 (AC)9 18 89336005 89336022 TCCGAGACAAGAGGGGATTT TCCAAAACAAAGAAAAACGTG 280

Ai04B18584 Araip.B04 18584 p3 (TCA)6 18 89339023 89339040 AATTAGCCATTCGTGGGTTG TTGGAGATGTCCCTCTTCTGA 274

Ai04B18585 Araip.B04 18585 p2 (AT)8 16 89341925 89341940 ACAACTTCGAGAACCGGATG TGGCTTTGTGTCTCTCAACG 173

Ai04B18586 Araip.B04 18586 c (TC)16(AC)21 74 89354198 89354271 AGGAGGCATAGTCAAAGGCA GACCACATTTTGGCTTTAGCA 242

Ai04B18587 Araip.B04 18587 c* (TAT)5(TA)22* 56 89358175 89358230 ACCACGTTTTCTGAGGGTTG AAAAGTGTAACACCCTACCATGC 229

Ai04B18588 Araip.B04 18588 p2 (AT)8 16 89361182 89361197 TTAATACCGAGCATTTGCGA GAGGAGCTATGACCGATCCA 276

Ai04B18589 Araip.B04 18589 p2 (AC)12 24 89365774 89365797 CAAATCCTATTGCATGACAGACA TTTCCTTTTCAGGACATGGG 275

Ai04B18592 Araip.B04 18592 p3 (TCT)5 15 89403796 89403810 AGCTTGCAAAAATGGAAGGA AGCAACACTTTTCCCACACC 208

Ai04B18595 Araip.B04 18595 p3 (TGA)5 15 89427903 89427917 TGCAGAGCATCATACAAGCC GAGTTCGCTTGCTTCACTCC 110

Ai04B18601 Araip.B04 18601 c (TG)7(TA)7 28 89454041 89454068 AGAAGAACCTCGCTAGGCGT GACTTACAAAGCCAAAGCCG 233

Ai04B18602 Araip.B04 18602 p2 (TG)15 30 89454246 89454275 GGCTTTGGCTTTGTAAGTCG AGCCATAAAACAGAGGTGGTG 269

Ai04B18603 Araip.B04 18603 p3 (TGA)5 15 89457397 89457411 TTGATTTTGGGAAGTTGATTTG AGTGTCCACCACACTGCTGA 254

Ai04B18605 Araip.B04 18605 p3 (AAT)7 21 89460085 89460105 AGCATGGTGGTGAAGTTTCC CCGTAAACCCTTAAGCCCTC 156

Ai04B18613 Araip.B04 18613 p2 (GA)7 14 89488786 89488799 GTAATGGTGGCTGGGTGGT CCCTCTCCTACCCCTCTCAC 202

Ai04B18614 Araip.B04 18614 p3 (AAT)5 15 89496746 89496760 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai04B18616 Araip.B04 18616 p2 (AT)9 18 89513472 89513489 TGGCATGAAAAGATTGATGG TCAACATTCCAAGCTTCACAA 248

Ai04B18621 Araip.B04 18621 c (TA)6tttc(T)10 26 89540943 89540968 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGTGGG 233

Ai04B18624 Araip.B04 18624 c (AT)6aaaacaagagtaaaagatcaagagtacgaaataacaagctcctaactcagcctgtgaagctaacacacacat(AC)9at(AC)7118 89555643 89555760 CAACGCTCGAGAACAAGGAT GAAGTGTATGGAGAACTAGGGTTG 224

Ai04B18627 Araip.B04 18627 c (AG)8ctcggtggcgctagggcacatagttgcaggc(AG)965 89560058 89560122 TACACCCTCTAAACGTCGCC CTCCGCTACCATCTCCACTC 262

Ai04B18634 Araip.B04 18634 p2 (AG)6 12 89590556 89590567 ATTTGATAGGCGAGGGGTTT CAGAAAAGGGCAAGAAGCTG 239

Ai04B18635 Araip.B04 18635 c (CTT)5ctgccgaacccgccgccgcgccatcctcttcgtgtaagttat(TC)1179 89599259 89599337 TGAGGCTTCTTCTCCTCCAA TGATCGGCAAAGACGTTACA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18636 Araip.B04 18636 p3 (TTC)5 15 89620926 89620940 TTTTCAAAATCCTTCTTCTATTTCTC TTCATTTCCATTTGGGTTCA 207

Ai04B18639 Araip.B04 18639 p2 (TC)20 40 89659330 89659369 GGTAAGCCGAATTTGTGGAA TTGAGTCCACGCAGTCTTTG 199

Ai04B18640 Araip.B04 18640 p3 (AAG)5 15 89660000 89660014 TGCCATGTCTGGTCTTGCTA TCAACCCGTTCAGCCACTAT 254

Ai04B18646 Araip.B04 18646 p2 (TA)6 12 89688871 89688882 GAATGACCAAGTTTTGCTTACG GAGCCGCACTATTTTAGGCA 266

Ai04B18648 Araip.B04 18648 p2 (TA)6 12 89695758 89695769 TAGTCGGCCTAAACTCCACG GATTAAAGCACGAAGCGGTC 181

Ai04B18651 Araip.B04 18651 p3 (TCT)5 15 89716101 89716115 CCATTCATGACCATCCCTTC TTAGAATGTTGCTCGCCCTC 127

Ai04B18652 Araip.B04 18652 p2 (AG)6 12 89718965 89718976 GAAAATCAGCGTGGCAGAAT GTTGGGAACATTGAACCTGG 259

Ai04B18653 Araip.B04 18653 p3 (TTC)7 21 89738661 89738681 CATCCAAATCATAACCCTAACCA TTGGTGTTGTTGGTGATAACG 131

Ai04B18655 Araip.B04 18655 p2 (CT)8 16 89741005 89741020 TCTCGCACAGAAGAAACCCT TAACAGCAGCTCCGAGCATA 190

Ai04B18663 Araip.B04 18663 p5 (TTTTA)5 25 89781046 89781070 GTGCTAGGTGGGAGACAACC TTTCTCCCCTCTCCTTGTGA 227

Ai04B18664 Araip.B04 18664 p5 (TTTAT)5 25 89781801 89781825 ATACGGCGCACAGATTATCC TGCAATGGATGAAATATGCAA 173

Ai04B18665 Araip.B04 18665 c (T)10gaattttaccacttggttgaagtaata(T)1047 89782522 89782568 GTGGGGAGGTTGATACCGAT CACTGGTTTTGTGTGTTCGAG 277

Ai04B18668 Araip.B04 18668 c (A)13gactgacacttcaagatagatgtaaacatttgata(AT)660 89821139 89821198 AAAGCAAAAATGGGGCTTTT TGCTTACGAAAAAGTGGCAA 276

Ai04B18669 Araip.B04 18669 p3 (AAT)5 15 89821312 89821326 TTGCCACTTTTTCGTAAGCA CATCTGTTAGCTCTAAACCTCCG 106

Ai04B18674 Araip.B04 18674 p3 (ATT)14 42 89869255 89869296 CGGTACTCTTTAGTGAACTTGGC CGCAAAACTATAGGAACCAACA 238

Ai04B18676 Araip.B04 18676 c (TTA)11(TAT)19 90 89870227 89870316 CCTCAATCGGCATGGTAAAC ACCCTATGCTAGTGGGGCAT 260

Ai04B18678 Araip.B04 18678 p4 (TTTA)5 20 89873846 89873865 AAGCCACTTCAACACTTTTGG AGCAGTCAGTAGTCAGCGGC 265

Ai04B18679 Araip.B04 18679 p2 (TA)7 14 89880452 89880465 TGGTCTCGTAATTGGGAAGG TTTGGCACCTTTCATTCCAT 230

Ai04B18680 Araip.B04 18680 p2 (AT)6 12 89895974 89895985 CATGAGGTCTTTTCAGGGTTG GGGGACAAAATTACCCCAAT 271

Ai04B18681 Araip.B04 18681 p4 (TTAT)5 20 89896199 89896218 TTTTCATTAACTTAGCATTGGGG TGGGAATTTGGGAACCTACTC 243

Ai04B18682 Araip.B04 18682 p2 (AG)6 12 89898842 89898853 CAGTCTGTAACATGGAAGAGATTCA AGGGGAGCTCGCATATTTTT 235

Ai04B18686 Araip.B04 18686 p2 (AG)6 12 89907700 89907711 CAATCATAAACTGAAAATACCGCA AGGGGAGCTCGCATATTTTT 279

Ai04B18690 Araip.B04 18690 p3 (TGA)5 15 89926670 89926684 GGGCTACATCGTACCCTCAT TGGCTAATCCATCAACCAGA 246

Ai04B18691 Araip.B04 18691 p2 (GA)17 34 89944316 89944349 AGTGTGATTCGGAGGGTGAG ACAATGAGTGACGTGGCAAA 278

Ai04B18692 Araip.B04 18692 p2 (TA)18 36 89947955 89947990 CGAACCCTCACTGGAAGTGT GGACATGCTTCATGCATCC 272

Ai04B18694 Araip.B04 18694 p2 (CT)6 12 89953430 89953441 GGAACATTGAACCTGTGATGAA ACGTAACAGAAATCGCTGGG 237

Ai04B18695 Araip.B04 18695 p3 (TGA)5 15 89957211 89957225 TCCCTGATGAATGGTGATTG GCCTGTCACACTTTTGGGAT 183

Ai04B18696 Araip.B04 18696 c (T)10caggacggacgaagagtttaaggaattccttctgcgcatctaattgtgatgtatattaatgtgtgtc(TA)995 89959127 89959221 TCTACTGAGAACCAACGAGGC GGAGAGGTTTTTGGACAGCA 261

Ai04B18697 Araip.B04 18697 p3 (GTG)5 15 89964266 89964280 CATGCAGAACTGCTCCGTAA GAGGAGACAGAGTATGCCCG 266

Ai04B18699 Araip.B04 18699 p4 (TTTA)6 24 89973782 89973805 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 275

Ai04B18703 Araip.B04 18703 p3 (AGA)7 21 89981304 89981324 CGGTCTTAGGTGCCATCAAT CTTGGCCGAAACACATCTCT 161

Ai04B18704 Araip.B04 18704 c (AG)9ttcggatttttggtgagtgaggaagagatattagtaaataaataaataaatagaaggagat(GA)691 89984710 89984800 GAGGTTCCCTTATGTGAGTAGAAGA TCCCTCTTTTTCAAAATTTCTTTTT 279

Ai04B18705 Araip.B04 18705 p2 (AG)8 16 89984956 89984971 CGGATTTTTGGTGAGTGAGG TTGTTTGTTTCTTATCTCTTTCAAAAC 280

Ai04B18706 Araip.B04 18706 p2 (AT)9 18 89985527 89985544 TTTTCGAAATTTTGAGAGAGAAAAA TGCATGCATTCATTGTTTTG 140
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Ai04B18707 Araip.B04 18707 c (T)10cgaaaacaaaggagaaatttttgaaagatttttgaaaacaaaa(T)1063 89986347 89986409 TTGAAACCCCAGTCCAAAAG TCGAGTTTGGACAACTGACG 261

Ai04B18708 Araip.B04 18708 p2 (AG)6 12 89993754 89993765 AAGGATTGAAGGGGGAATGA TCAAGATCCAACAATGGTTCA 277

Ai04B18710 Araip.B04 18710 p3 (AGA)8 24 89998590 89998613 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 131

Ai04B18711 Araip.B04 18711 p3 (AAT)7 21 90000729 90000749 GCTGCCATCTCCTCTTCTTG TCTTCTACTCACACAGGGACCTC 213

Ai04B18713 Araip.B04 18713 p2 (AG)7 14 90008133 90008146 CTGATGCTATTGAACCCAAGG TCATCAACACAAAAGAGAGCAAA 269

Ai04B18715 Araip.B04 18715 p3 (TTA)16 48 90019806 90019853 AGCTGGCTTTGAAGGTGAAA GGAAAAGGCAACTTTTGTCG 245

Ai04B18716 Araip.B04 18716 p2 (TC)18 36 90031564 90031599 TCCTGTCGCCACTTTTCTCT CAGACTCAGATGAAACGGCA 188

Ai04B18727 Araip.B04 18727 p4 (AAAT)8 32 90093488 90093519 TCGAAAATCTTCACCCATTTTT CCAATGGAGGGTATGCAGAT 230

Ai04B18729 Araip.B04 18729 p2 (AG)7 14 90109051 90109064 TTATTCGGAGGATAGCCCCT CCTTCACTCTCTTGCTTGGC 244

Ai04B18730 Araip.B04 18730 p2 (CA)7 14 90120021 90120034 TGCCATTTTTGGCTTTTCTT AAAGCATGTTTTGTCCCCTG 273

Ai04B18731 Araip.B04 18731 c (AT)9ac(AT)6gtatatatac(AT)6g(TA)973 90140343 90140415 GCCTCAGGGCAACAGATAAA GCGGCAACCCAAGAGATA 264

Ai04B18732 Araip.B04 18732 c (T)11ggtttagagtcttctaatattgtttttggttaaaatcttctttttaaaatcctttcttttaaatttttc(A)1090 90153205 90153294 TCGAGTTTGGACAACTGACG GCCACTTGGGCAGTAAATGT 180

Ai04B18738 Araip.B04 18738 p3 (AGA)6 18 90177942 90177959 CTCGAAGGTGGAAGCTTTTG TTCTTGGCCGAAATACAACC 209

Ai04B18739 Araip.B04 18739 p2 (TC)6 12 90182881 90182892 CATCACTGTCCCACCATCAT ACCTGTGTTAGCCACTGCG 154

Ai04B18744 Araip.B04 18744 p2 (AC)8 16 90224074 90224089 CACTCCCCTTACCCTCACAA ATGATGGCAACGACTTCTCC 269

Ai04B18748 Araip.B04 18748 p2 (TA)6 12 90262138 90262149 CCAGGTTGTAATGGGGCTAA ATCAATGCACATGGGACAAA 218

Ai04B18751 Araip.B04 18751 p2 (TA)10 20 90276742 90276761 AGTGTCGCGCTTTTCATTTT TCCCTCAGGCTCTACAGGAA 191

Ai04B18756 Araip.B04 18756 c (T)15gtttttttttctgcctagtaattgatgctcagagccttgggcca(T)1069 90299947 90300015 TGTTCTGTTGCCACTTTTGG GGCGGGACATAGAGTTCAAA 162

Ai04B18758 Araip.B04 18758 p2 (AT)7 14 90304214 90304227 CGTTTTGCTTTCTCCTTCCA AAACACAAAATCCGGTGAGG 276

Ai04B18759 Araip.B04 18759 p2 (AT)11 22 90317852 90317873 AAACCATGCAAATCCATTCC GAGACACGAGTTTTCCTGGG 196

Ai04B18760 Araip.B04 18760 p2 (CT)7 14 90319513 90319526 GGTGGCGATAGCAAAACTGT GTCTCGCCATCAGTGCTGTA 216

Ai04B18762 Araip.B04 18762 p2 (AT)12 24 90329013 90329036 GGGGAAAGTTGAATACATTTGG TTTCACCACTTTCTTTGGGG 203

Ai04B18765 Araip.B04 18765 p2 (GC)6 12 90369846 90369857 AGAGCCAACTTTGTGCCACT AGGAGGGAAAAGATGGAGGA 233

Ai04B18767 Araip.B04 18767 c (AG)10ttcggatttttggtgagtgaggaagtccatggaacttttctatgagatgttag(TAAA)5aggagat(GA)6112 90378765 90378876 CTTTTTGCCCAAGTGGAGAG TTTCGAAAATTACTAACCTTTTTCA 255

Ai04B18768 Araip.B04 18768 p2 (AG)7 14 90379031 90379044 AAAAGGAGATGAGAGAGAGAGAAAA TTCAAATTTGTTTCAACTAACTAACCA 260

Ai04B18769 Araip.B04 18769 p2 (AT)26 52 90380074 90380125 GCATGCAATTGACACCAAAC CTGGCTATTAAGCCATGCGT 263

Ai04B18770 Araip.B04 18770 p3 (AAT)5 15 90380879 90380893 TAAGGGTCGATCCCACAGAG AGCAGGAAAGCAAAGGTTCA 217

Ai04B18774 Araip.B04 18774 p3 (AGA)5 15 90395121 90395135 TGTCCTCGAGCAACAGAAGA TGCATGCATAGGGCATTTTA 230

Ai04B18776 Araip.B04 18776 p2 (TG)9 18 90408106 90408123 TCAACTGATGGATGGCTTCA GTACACCAGCATGCCTCAGA 270

Ai04B18778 Araip.B04 18778 p5 (TTTGA)5 25 90409887 90409911 CCATTTCCGTGGATGGTAAG ACCCTTAGCAGGAGCAGTGA 267

Ai04B18780 Araip.B04 18780 p2 (AG)6 12 90415531 90415542 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGAGGGAG 126

Ai04B18783 Araip.B04 18783 p2 (AG)6 12 90424763 90424774 TGGATCCAGAGTTACTCCTAAAACA TTTACAGAATACGCCCCCAG 217

Ai04B18784 Araip.B04 18784 p2 (CT)7 14 90426348 90426361 CTAAAGCGCAATCATGCAAA GAAAAGGAAGGATGGAAGAAGAA 225

Ai04B18786 Araip.B04 18786 p2 (TC)8 16 90431569 90431584 TCTACTTTAGCCCGTGACCG GCAGAAATGGCAAAGGAAGA 273
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Ai04B18789 Araip.B04 18789 p2 (TA)7 14 90444908 90444921 TGGGAATCATACAAAAGTGGG CAAGGTCGTAATGGGGCTAA 174

Ai04B18792 Araip.B04 18792 p2 (TC)7 14 90480044 90480057 TTTCTTCCTTTTCCCTTCTTCC TTGCAACAATCCACAAGCAT 240

Ai04B18793 Araip.B04 18793 p2 (TA)6 12 90482705 90482716 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai04B18794 Araip.B04 18794 p2 (GT)6 12 90485754 90485765 GGGGACAAAATTACCCCAAT GGGGCTAAGGTAAGGGTGAG 232

Ai04B18796 Araip.B04 18796 p2 (AC)10 20 90489746 90489765 TGGCGCTAAGGTAAGTGTGA AGGGGACAAAAATTACCCCA 242

Ai04B18798 Araip.B04 18798 c (T)10gtattttcttttaataaaa(T)1039 90515585 90515623 ATGCACATGCAATTGACACC GCCATGTCTGACCCTTTGAT 237

Ai04B18801 Araip.B04 18801 p2 (AG)9 18 90536836 90536853 GGGTCAACAAGGGGTTCTTT TTTTTGAAAATCTCCTACCTTTTTC 245

Ai04B18804 Araip.B04 18804 p2 (TA)6 12 90544190 90544201 CCACTGGAGATTCAAAGATGC GAGAAGAACCGTGTTTCCCT 268

Ai04B18806 Araip.B04 18806 p2 (AT)22 44 90563610 90563653 CTGCTGCCACTCATCACACT AGTTGCAATTGGCTGGAAAT 174

Ai04B18809 Araip.B04 18809 p2 (AT)10 20 90584655 90584674 ACAGGTGCAGGTATGGGAAG TATGGCAGGTCTGTTCCTCC 180

Ai04B18810 Araip.B04 18810 p2 (AG)7 14 90586167 90586180 TGGATCCAGAGTTACTCCCAA GGAATGCTCCCATTCAAAGA 131

Ai04B18811 Araip.B04 18811 p2 (TA)9 18 90587048 90587065 GAATGTCATGCAATGCAACC AAACACAAAATCCGGTGAGG 254

Ai04B18813 Araip.B04 18813 c (AG)15aaagagaaat(AG)754 90595116 90595169 GCTATTCAGTGCCACATTTCC TGTGCTCATAACAGCGAGAAA 279

Ai04B18816 Araip.B04 18816 p3 (CCT)5 15 90633696 90633710 TGGAGATTCTAAACGGGGTG TCTAAATTCACCCCAGTGGC 103

Ai04B18818 Araip.B04 18818 p2 (AC)6 12 90653523 90653534 CATTGTTTCCCACAAATCCC GCCAACCCTTGCATCTATCT 183

Ai04B18819 Araip.B04 18819 p4 (TATG)19 76 90654001 90654076 ATCAATGGAATGCCCAAAAA TTTGAAATTGCATCCATCACA 181

Ai04B18823 Araip.B04 18823 c* (A)11gaaagagaaaaag(A)11(AT)6*46 90683152 90683197 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 249

Ai04B18826 Araip.B04 18826 p2 (CT)6 12 90690426 90690437 ACCCAGTTTGTGACCCAGAA AAACCTGGGATCGAGAGTCA 195

Ai04B18827 Araip.B04 18827 p2 (AG)6 12 90694051 90694062 AAACCTGGGATCGAGAGTCA AGTGACGGAAATCAGCGTGT 251

Ai04B18828 Araip.B04 18828 c* (A)10(AT)16* 41 90694834 90694874 AGAAACTGTGGGAACATGGG TTGGAGTAAATTTTGTCCCCTT 272

Ai04B18829 Araip.B04 18829 c* (A)10(AT)16* 41 90712143 90712183 TTGGCTCTTGAAAGAATGATGA TGGGGTAATTTTGTCCCCTT 201

Ai04B18831 Araip.B04 18831 p3 (AAT)5 15 90730131 90730145 TTATCCTTGCTCCTGCTCGT TTCAAAAATCCCTTCTCCCC 232

Ai04B18838 Araip.B04 18838 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttatttttgatttt(A)10101 90765294 90765394 TCTTTTCAAAATTTGTTTCAGCA AAGATGGGAGAGGGAGAATTT 274

Ai04B18839 Araip.B04 18839 p3 (TAT)5 15 90765636 90765650 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai04B18840 Araip.B04 18840 p3 (TTC)6 18 90767023 90767040 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 200

Ai04B18841 Araip.B04 18841 p4 (AAAG)5 20 90778097 90778116 GCCACGTTAGAATCCACGTT TGGCATCACAACACCAAACT 279

Ai04B18844 Araip.B04 18844 p2 (TC)7 14 90801451 90801464 CAAAGGGAGCTCGCATATTT TCTGTAACACGGGAGAAATTCA 216

Ai04B18846 Araip.B04 18846 p2 (TC)8 16 90815473 90815488 TTTACAGAATACGCCCCCAG GAAACGTAAAACCTGGATTGAGA 238

Ai04B18848 Araip.B04 18848 p2 (TC)7 14 90817911 90817924 CGAAAATTACTAACCCCTTTTTCA GGGGGAGAGGGTTCAAATTA 240

Ai04B18849 Araip.B04 18849 p2 (CT)6 12 90856224 90856235 TCTTTTCAAAATTTGTCCCAA GAGAGAAGGAGGGAATTTTCG 264

Ai04B18854 Araip.B04 18854 c (AAT)14tttatattttcagtactcaaataaggggatac(A)1084 90911323 90911406 GGGGCCATCATTTGAATTTT TTTTTGTCCCATGTGCATTT 266

Ai04B18856 Araip.B04 18856 p2 (GA)18 36 90923392 90923427 TTGGTTTTGCATTTTAGCTGG GGCCCAAAAGTGACACAACT 210

Ai04B18867 Araip.B04 18867 p2 (TC)7 14 91025496 91025509 ATGCATCCATTCAGAGGGAG TGGATCCAGAGTTACTCCCAA 128

Ai04B18870 Araip.B04 18870 p2 (TA)10 20 91056263 91056282 AGACAGCCAGGCTTCAACAT CTTGCTGGTTAGTTGTGCGA 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18873 Araip.B04 18873 p2 (TA)11 22 91108596 91108617 CCATGCAAAGAAAAAGATGC CGTCATTTTGGGGCATAAAC 194

Ai04B18877 Araip.B04 18877 p2 (AC)7 14 91146815 91146828 AGCAAGGAAGCGTGAATTGT TTGGTTGCCCTTACCCTACA 234

Ai04B18879 Araip.B04 18879 p2 (GC)6 12 91158568 91158579 ATTCACTTTAATGGGCCACG AGCGGGAGAACAAATGAAGA 241

Ai04B18880 Araip.B04 18880 p2 (AT)14 28 91189846 91189873 GGTTGCGACAATTCTAAGGC TAAACTCTATGGGTTGCGCC 239

Ai04B18881 Araip.B04 18881 p4 (AAAG)6 24 91190182 91190205 GGCGCAACCCATAGAGTTTA GCGCTCTCCCTCTCTCAGAT 210

Ai04B18882 Araip.B04 18882 p2 (CT)6 12 91191181 91191192 GGAACATTGAACCTGTGATGAA TTTCTGGGCTGTTTTTGACC 199

Ai04B18883 Araip.B04 18883 p2 (TA)11 22 91192432 91192453 GTCGTAATGGGGCTGAGGTA CCCCAAATGCAAAATAAAAAGA 238

Ai04B18892 Araip.B04 18892 p2 (TA)7 14 91275863 91275876 TTTGTCGGTTCTTACAGTTTTATCA GGAAGGTGATAGTTTCTCTGCATT 184

Ai04B18893 Araip.B04 18893 p2 (TA)9 18 91277998 91278015 TTTTATTGAACTTAGCATTGGGG TTTGGGTGCTTACTCGTGTG 138

Ai04B18894 Araip.B04 18894 p2 (TA)8 16 91278633 91278648 TGAATCTTAACGCGCTTTTT GGGATAAAATTACCCCAATGC 227

Ai04B18895 Araip.B04 18895 p2 (TA)9 18 91278820 91278837 TTTTATTGAACTTAGCATTGGGG TTTGGGTGCTTACTCGTGTG 138

Ai04B18896 Araip.B04 18896 p2 (TA)8 16 91279455 91279470 TGAATCTTAACGCGCTTTTT TCTGCACTTTGCACTTTTGC 252

Ai04B18897 Araip.B04 18897 p3 (TCC)5 15 91279963 91279977 ACTGTCAGCTGCAGGTGTTG ACGCTATGCCCATCTGAAAC 199

Ai04B18899 Araip.B04 18899 c (T)10gcatatatc(T)1029 91283522 91283550 CACCCTTGCCTTTTGGTTTA GCAATTTCCATTTCTTGCGT 255

Ai04B18902 Araip.B04 18902 p2 (AC)7 14 91300705 91300718 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 240

Ai04B18905 Araip.B04 18905 p3 (AGA)5 15 91320346 91320360 ACCATGGCACAAACAATCAA GGTGGTCCCACATCTTCTCT 265

Ai04B18906 Araip.B04 18906 p2 (AG)6 12 91331900 91331911 AACACAGAGAGGGAGAGAGGG CGAAAATCATTAACTTCTTTTTCAA 176

Ai04B18911 Araip.B04 18911 p2 (AT)9 18 91364246 91364263 ATTTAGCATGATTGAGGCCA TGTGATGGATGCAATTTTCAA 243

Ai04B18912 Araip.B04 18912 p3 (TGA)6 18 91368866 91368883 GCAGAAAAAGGGGCCTACTC AACCAGAAGTCCTTGAGGCA 107

Ai04B18913 Araip.B04 18913 p2 (AG)15 30 91370202 91370231 CCAAACGAAAGGAACAAGGA TTGGACATCGCTTTTCTTGA 227

Ai04B18917 Araip.B04 18917 p2 (AT)9 18 91385085 91385102 CGTGTGTGTATGTAGGATGCAA CAAAATGTGTGATTAGTGAAAATGG 147

Ai04B18920 Araip.B04 18920 p3 (TTC)7 21 91394687 91394707 TCCAAATCCATCATCTGCAA CGTTCTTGGTTCTCTGCGTT 105

Ai04B18925 Araip.B04 18925 p5 (TAAAA)5 25 91419852 91419876 CCATGATGGAGAAAGGGAGA CCTCACCCACATCTTTTTCAA 191

Ai04B18930 Araip.B04 18930 p2 (AT)6 12 91441914 91441925 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 201

Ai04B18931 Araip.B04 18931 p3 (TGA)5 15 91448104 91448118 ATGTGGTAGAGGACGGCAAG CCTCGGTAGCCACATCCTTA 231

Ai04B18932 Araip.B04 18932 p3 (AAC)14 42 91470269 91470310 TGACAACACAAGGTTGGCAT AGTGCCAGGAATTGAGGTTG 258

Ai04B18935 Araip.B04 18935 c (A)10t(TAA)6 29 91488956 91488984 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 220

Ai04B18937 Araip.B04 18937 p4 (AAAT)6 24 91500358 91500381 AACCACCTTCTCTCTCTCCTCA AAGCAGTAGAGGGGTCAGCA 215

Ai04B18939 Araip.B04 18939 c (AGA)6tatggaggagatggatggatgtgtgtattcggccatatgggtgggattgggtgg(GA)684 91506232 91506315 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 263

Ai04B18941 Araip.B04 18941 p2 (GA)7 14 91510124 91510137 GAAGGATGAGAGAGGGAGAGG CGTTTTGTTTGTTTCTTATCTTTTTC 230

Ai04B18943 Araip.B04 18943 p2 (AC)10 20 91520661 91520680 AGTGCATCACACTCGAAACG TTATCACCGGCCTTGTCTTC 147

Ai04B18945 Araip.B04 18945 p2 (TC)6 12 91527886 91527897 TTTCTTCTTTTCCCCCTTCC GCATATAATGGGGGACGATG 226

Ai04B18947 Araip.B04 18947 p3 (ACC)6 18 91534083 91534100 TGACGCGAAACCCTAACC GGTGGTTTAAGAAAATGGGGA 280

Ai04B18953 Araip.B04 18953 p2 (TC)22 44 91560881 91560924 CTCCCTCCCTAGTTTCGGTC AAGCTCTTCACCACCAGCTC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B18954 Araip.B04 18954 c (A)12g(A)10 23 91578534 91578556 AGCATCTTGAACCAACTGGG GGGGCTGAGACATCAACATT 203

Ai04B18959 Araip.B04 18959 p2 (CT)8 16 91587216 91587231 TTTCTTATCTTTTTCAAAACCACC GAAGATGGGGTTCGAGTTTG 275

Ai04B18965 Araip.B04 18965 p2 (AG)6 12 91619774 91619785 TGGGATTTGATAGGTGAGGG ATGCCAGGATTGGCAGTAAG 189

Ai04B18966 Araip.B04 18966 p4 (ATTT)5 20 91621068 91621087 AATCTGCATTGCTGTTGGTG CTTGAATGCATCTTCATCGG 252

Ai04B18971 Araip.B04 18971 p3 (GAG)5 15 91688613 91688627 TCCTTGACTTTCCACAGCCT CATCATGTGGCTCATCCATC 216

Ai04B18972 Araip.B04 18972 p2 (AT)8 16 91699573 91699588 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 219

Ai04B18977 Araip.B04 18977 p3 (TCT)5 15 91712558 91712572 ATCCCTACACCCCACCTACC CTTGGAGGTGGAAGCTTTTG 266

Ai04B18978 Araip.B04 18978 p3 (ATG)5 15 91735959 91735973 TTGGGGAACAAGCAACTTTC TACAACCTTTTGGAATCCGC 158

Ai04B18986 Araip.B04 18986 p2 (AG)11 22 91776021 91776042 AAACCTGGGATCGAGAGTCA TCCCAGCAATTTCTGAAACC 221

Ai04B18988 Araip.B04 18988 p4 (TATG)8 32 91803165 91803196 AGTCAATGGAGTGCCCAAAA TGCATTCTTGCATCTTTTCC 263

Ai04B18989 Araip.B04 18989 p2 (TC)7 14 91809222 91809235 TCAATGATTTAGATTTAGTTGAGAGGG CCTTAGATGGGAAGCAATGG 278

Ai04B18990 Araip.B04 18990 p2 (TA)6 12 91815961 91815972 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai04B18991 Araip.B04 18991 p2 (TC)9 18 91816837 91816854 CCATTCAAAGGGAGCTCGTA AAAACAAGAAGAAATCCTAAATCCT 112

Ai04B18993 Araip.B04 18993 p2 (CT)6 12 91825325 91825336 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGGTTCG 277

Ai04B18994 Araip.B04 18994 p2 (CT)6 12 91825548 91825559 TCGAAAACTTTCCCCTCTCA GTTCTTGTCCTTGCTCCTGC 227

Ai04B18995 Araip.B04 18995 p3 (TTC)5 15 91828357 91828371 AGCCATCCCTTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 209

Ai04B18998 Araip.B04 18998 p2 (TA)6 12 91837289 91837300 TGGGGTATTTTGTCCCCTTT TTGGGTACATTGGGTAGGGA 232

Ai04B19000 Araip.B04 19000 p2 (CT)9 18 91840905 91840922 TTTTGTTTGTTTCTTGTCTTTTTCA TTTGGTGAGTGATGTGAGGAA 280

Ai04B19004 Araip.B04 19004 p2 (TG)10 20 91894640 91894659 GGATAGCCATTGCTTTTGGT TGTTCCCGGATTCCAAATTA 152

Ai04B19008 Araip.B04 19008 p4 (AAAT)5 20 91907008 91907027 GCTTAGGTCCATGACGGAGA CCTTTTCAAAACTTCCGAACC 183

Ai04B19014 Araip.B04 19014 p4 (AAAC)5 20 91935109 91935128 CCTCCTGACATAGGGGTCAA GTGAATTGGATTGGGGTTTG 241

Ai04B19015 Araip.B04 19015 p2 (AG)6 12 91937715 91937726 TGGATCCAGAGTTATTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai04B19016 Araip.B04 19016 c (A)11ttggcaattgggtaatgctcatgcattcattgttttaagtcatatgcatatcttgtgctaacaaagacaagaaataattt(A)10101 91943901 91944001 GGGGAATTATTGGGAAGCAT CCTATCTCACCCTACTCATGCAC 260

Ai04B19017 Araip.B04 19017 p3 (AAT)5 15 91949932 91949946 CCTTTGAATCGATTTCACGTT TCGCTCTTGTCCTTTGAGGT 211

Ai04B19021 Araip.B04 19021 p2 (AG)6 12 91982526 91982537 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 277

Ai04B19026 Araip.B04 19026 p3 (ACA)6 18 92003373 92003390 TACTGATGAATGTCCGCAGC GAGGTGCTCTGTAAGGCTGG 248

Ai04B19027 Araip.B04 19027 p5 (AAGAT)5 25 92005698 92005722 CAAAAGCCCAATAAAAGGCA TATAGAAGCGTGGGCTGACC 141

Ai04B19029 Araip.B04 19029 p5 (AAGAT)5 25 92021487 92021511 ACACGACCCAGAATCCAAAG CATTTATAGCAGCGTGGGCT 148

Ai04B19030 Araip.B04 19030 p2 (CT)7 14 92023469 92023482 GTTGTGCGAGTGTAAGGCTG GGGGGAAGAAGAAAAGAAAAA 279

Ai04B19032 Araip.B04 19032 p3 (GAA)5 15 92032384 92032398 GCTTTTGTCTTCCCTTTCCC CCCTCTTTTCTCTTCTGGGC 206

Ai04B19034 Araip.B04 19034 p3 (GAA)5 15 92035285 92035299 TGAGGAACCAATGATGTCCA CCCATCACCTCTTCACCACT 278

Ai04B19035 Araip.B04 19035 c (T)10cgaaaacaaaggagaaatttttgaaagatttttgaaaa(T)1058 92038128 92038185 CATGACTTTACAGCCAGCCA TCGAGTTTGGACAACTGACG 234

Ai04B19037 Araip.B04 19037 p2 (CT)6 12 92050357 92050368 TTTCGAAAACTTCCCCCTCT GTTCTTGTCCTTGCTCCTGC 245

Ai04B19039 Araip.B04 19039 c (TA)8(T)11c(T)10 38 92064739 92064776 TGGGGTATTTTGTCCCCTTT TTGGGTACATTGGGTAGGGA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B19040 Araip.B04 19040 p3 (TTC)5 15 92070484 92070498 TCTCTTCTTGGCCGAAACAC CATGACTCGGAGGTGGAAGT 220

Ai04B19047 Araip.B04 19047 p2 (TG)7 14 92113500 92113513 TGAATTTTTGCATCCCTTTT GCATTGGGTCATTTTATGGG 244

Ai04B19050 Araip.B04 19050 p4 (AAAT)6 24 92129894 92129917 GCTTAGGTCCATGACGGAGA CCTTTTCAAAACTTCCGAACC 182

Ai04B19052 Araip.B04 19052 p3 (ATT)5 15 92155916 92155930 ATCCTTGATATATGTAGTGTCATGTGT GACCAAGATTGATCTTACTCACTTG 275

Ai04B19054 Araip.B04 19054 p2 (AG)6 12 92163318 92163329 CCAGAGTCCAGAGTTACTCCCA TTTACAGAATACGCCCCCAG 219

Ai04B19057 Araip.B04 19057 p2 (AG)6 12 92176058 92176069 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai04B19058 Araip.B04 19058 c (A)11ttggcaattgggtaatgctcatgcattcattgttttaagtcatatgcatatcttgtgctaacaaagacaagaaataattt(A)10101 92180407 92180507 AGGGGGAATTATTGGAAAGC CGAAACATGAACATATGCATCC 231

Ai04B19059 Araip.B04 19059 p3 (AAT)5 15 92186528 92186542 GCCTTTGTATCGATTTCACG CCCCTCACTCTTGTCCTTTG 216

Ai04B19063 Araip.B04 19063 p2 (AG)6 12 92245657 92245668 ACAGATGGAAGAGGGGGTTC TTTCCAAGTTTGGTGTCTTGC 269

Ai04B19066 Araip.B04 19066 p3 (ATT)7 21 92255452 92255472 TCTGGATCATTCTCAATGGG AAGCATTAATAAAAAGTTGTCAAACA 275

Ai04B19069 Araip.B04 19069 p3 (CTT)5 15 92274382 92274396 CGACAGTTTTCCTTGGGATT CTCTTCATTAAGCGCAAGCC 261

Ai04B19070 Araip.B04 19070 p2 (TC)17 34 92276709 92276742 TCCTTGATTTTCAAATTTTGTTACC GAAAAGAGGAATTAAAGAGACACCA 276

Ai04B19071 Araip.B04 19071 p2 (GA)18 36 92285285 92285320 TCAAGAAACTCCCATGGCTC TTACGGTTTCCTCCACTTGC 151

Ai04B19072 Araip.B04 19072 p4 (TAAA)7 28 92285698 92285725 ATCGAGGCCTCCTATTTTGG CTTCAAATTTAAAAGAGGTTCTTGA 279

Ai04B19075 Araip.B04 19075 p3 (TCT)5 15 92292372 92292386 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTC 149

Ai04B19076 Araip.B04 19076 c* (TATT)5(T)11* 29 92298177 92298205 GGCATTTTTGTCCCCTTTTT TGTGTTGGTGTTCGTGTTGA 189

Ai04B19077 Araip.B04 19077 p2 (AC)6 12 92299237 92299248 AAGGAAGCGTGAATTGTTGG GCTTGATTTTTGCTTGAATGC 270

Ai04B19079 Araip.B04 19079 p3 (AAG)5 15 92318980 92318994 GAACCTCCATGGGAAAGTCA TGGAGAGGTTTCCAGCAACT 234

Ai04B19080 Araip.B04 19080 p2 (AT)8 16 92321929 92321944 GGAAGCATGCTCATGTGAAA TTGATTCTTTTTGCATTTGGG 122

Ai04B19081 Araip.B04 19081 p2 (TA)6 12 92322162 92322173 AATGCACATTGGATGCAAAA AATGGGGCTGAGGTAAAGGT 234

Ai04B19084 Araip.B04 19084 c (A)10gc(A)10 22 92345402 92345423 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 235

Ai04B19088 Araip.B04 19088 c (T)10cttatcctggtttacctttaccttagcattagtaaaaggaaaaaaagaagtttggtaaatacacagtttctgaaagc(GA)699 92364412 92364510 CACTGAAACGAATGGGATTG AATCTTGCCTCCACCAAAAA 191

Ai04B19098 Araip.B04 19098 p2 (AT)11 22 92411304 92411325 GTCCCATTCTCGGCTCATAC CCGGTAGAATCGACCAATTT 227

Ai04B19103 Araip.B04 19103 p2 (GA)9 18 92428900 92428917 TGACAACAGCAGCAACAACA CTCCCTCAACATTCTCTCCG 175

Ai04B19104 Araip.B04 19104 p4 (AAAT)6 24 92430996 92431019 AGGTGGGAGTTTTGATGTGG AAGCGAAACAAACTCAAACACA 273

Ai04B19105 Araip.B04 19105 c (AT)6nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttttttatgcatcaaataag(T)1292 92434518 92434609 AAAATATCGACAGCAAGCCG TCACCAAAATTCCATTGATAAAGA 254

Ai04B19107 Araip.B04 19107 p2 (AT)7 14 92450412 92450425 CAAGTGAACGATCGAGACCA AGGGACTCTTGATGATGTTCG 150

Ai04B19108 Araip.B04 19108 p2 (AT)7 14 92454047 92454060 CGCATCGTAAAGCAAAGGTT TGCTTTTGAAATCCTGTTTTTG 228

Ai04B19114 Araip.B04 19114 p2 (CT)6 12 92501498 92501509 CCTGTGATTGTAGAAGCAATCC CCCAGTGATTTCTGGGTTGT 218

Ai04B19116 Araip.B04 19116 c (T)11aaatttgaattttaaattttgaaaattgaa(T)1051 92529006 92529056 AAACTTGAAGCGAGAGGGGT TTGCAAACGTGTGCCTTATT 273

Ai04B19118 Araip.B04 19118 p2 (TC)6 12 92561998 92562009 TCTTCTCCCTTCCTTCCTCC AAATTTACAACAATCCACAAGCA 263

Ai04B19119 Araip.B04 19119 c (A)10tctatgtgcattgataagatatgtttatgtttatgttgaaa(AAAAT)681 92564637 92564717 GGGAACAAAGGATAAAATGGG TTGGGGTAATTTTGTCCCCT 198

Ai04B19123 Araip.B04 19123 p3 (TTG)5 15 92570058 92570072 TGCATGCTTCACTAATGCAAA TCCTCATCATCTTCTGCTGC 280

Ai04B19124 Araip.B04 19124 p3 (AAG)5 15 92570547 92570561 TGTCATTTTTCTTCTTCTTTGTTTG TTCCTCTTCCTCCTCCTCAA 185
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Ai04B19125 Araip.B04 19125 p3 (AAG)5 15 92570972 92570986 TTCCTTCTTGTTTTCTTAGTTCTTTTC TTCCTCTTCCTCCTCCTCAA 260

Ai04B19126 Araip.B04 19126 p3 (AAG)5 15 92571369 92571383 TTTTGCAGCATTATGTGTTTTT TCCTCCTCCTCATCTTTTGC 187

Ai04B19128 Araip.B04 19128 c (GAT)8a(ATG)5 40 92571732 92571771 GCATGAATGTAGGTTCATCCTCT TCTTCCTCCTCCTCATCTTCTG 225

Ai04B19130 Araip.B04 19130 c (T)10gaaaacaagtgagaaatttttgaaagg(T)1249 92574369 92574417 TCCTCAATCAAAATCCTGGG TTTGGACAACTGACGGTTCA 244

Ai04B19133 Araip.B04 19133 p5 (TGAAA)5 25 92583951 92583975 GATGCGGTATGCTTCAACAA ACATGCTTGATTTGTGCTGC 273

Ai04B19134 Araip.B04 19134 p3 (AAC)5 15 92585536 92585550 TCTGAGAGGTTGGGATTTCG GGTTGAATTGCTGAAAGTTGC 254

Ai04B19136 Araip.B04 19136 p3 (TTG)7 21 92597978 92597998 ACATGACAGAGCACAATGGC GAGGCACATCACGTCCTACA 184

Ai04B19137 Araip.B04 19137 p2 (TA)7 14 92598252 92598265 GCATGCTGGATTTGCTTTCT TGTAACACCCTACCACGCAA 257

Ai04B19139 Araip.B04 19139 p2 (GA)7 14 92612269 92612282 CAGAGAATCCTTAAGAAATTAAAAGTG CCACATCCTCAACAATGCAG 280

Ai04B19140 Araip.B04 19140 p3 (AAG)5 15 92625523 92625537 AACCCCAGTGGACAAGACAG GAAATTGCAAGCTCCACTCC 180

Ai04B19142 Araip.B04 19142 c (A)11gagaggatgatatgc(A)1137 92634231 92634267 TGGCTCTTGAAAGAATGATGG TTCATTCCTAAGGCCCTCCT 253

Ai04B19147 Araip.B04 19147 p3 (AAT)12 36 92660668 92660703 TGAAAATTTTGAAAAATGGGTG TTGGGATAACTTTTGTCCCCT 181

Ai04B19149 Araip.B04 19149 p4 (AAAT)5 20 92686292 92686311 TCGAAAATCTTCACCCATTTTT GGGTTAGCATATGACCCCAG 173

Ai04B19151 Araip.B04 19151 p2 (CT)7 14 92749843 92749856 GGGCAAAATAAAGGAAATGACA ATCCAACCCATTTCTGATGC 265

Ai04B19154 Araip.B04 19154 p2 (TA)6 12 92791800 92791811 TTAATCCTTCGAGGTCGTGC TGCCTTCCTTCACATTCTCC 164

Ai04B19156 Araip.B04 19156 p3 (TAT)5 15 92793842 92793856 TCCTCATGACACAGATCCAA TGGTTATAGCAGCTCCCAGG 215

Ai04B19157 Araip.B04 19157 p3 (GAT)5 15 92794833 92794847 CCCTGATGATCCATTTTTGC AACTCTCTCCGTCCCCCTAA 196

Ai04B19159 Araip.B04 19159 p2 (TA)7 14 92826374 92826387 AACTTACCTTTCCCGGCCT AATCCTAGGCTAGATGCCCC 181

Ai04B19160 Araip.B04 19160 p2 (TC)6 12 92827027 92827038 CTTGACAAGAGTTTCGCGTG ACAGGCTGAACCAAGTGGAC 233

Ai04B19162 Araip.B04 19162 p2 (CA)9 18 92829064 92829081 CTCAAGGGAAGGAGATGCAG ACCTCCTCTCCCCCTCACTA 164

Ai04B19168 Araip.B04 19168 p3 (CTT)5 15 92842857 92842871 TGATTTCAAGCTCCATTCCC CTCCAAGGCATATCACGGTT 276

Ai04B19171 Araip.B04 19171 p3 (GAT)5 15 92867213 92867227 AGATGGCAAGATTGTCCCTG GACTCAGGCTGACCGACTTC 129

Ai04B19172 Araip.B04 19172 p5 (TTATC)5 25 92874535 92874559 GGCTTGTTGATCTTGGTGGT AGGCAGTCCAAGCCTACAGA 275

Ai04B19173 Araip.B04 19173 p2 (GT)6 12 92890064 92890075 TGAAACTCGAAATCAAGGGC GGCCCAACATGACTAAACCA 280

Ai04B19175 Araip.B04 19175 p2 (TG)6 12 92920907 92920918 CCTCAAATTGCATTAAAAGAAAA GGGGAGGGGGTATTAACAAA 271

Ai04B19176 Araip.B04 19176 p3 (TGG)7 21 92923651 92923671 AACATCTGGTCAATCCGGTC AACCGGTGTCCACTCTATCG 277

Ai04B19181 Araip.B04 19181 p2 (TC)9 18 92952512 92952529 ATCCGCTCATCATTAAACGC GGGTGTTATGGGAAGGTGTG 197

Ai04B19187 Araip.B04 19187 c (A)10tacatatatatatagaaaaag(A)1041 92966267 92966307 CTTGGGACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 205

Ai04B19190 Araip.B04 19190 c (GGA)5(TGATGG)5tataaattcataattatttatgtgtctcttcctattaatttaaacttttg(A)10105 92992308 92992412 GGCAACGTGGCTTGATTTTA CGCTTGTCAAGACTCAAGAAGA 255

Ai04B19192 Araip.B04 19192 p3 (TCT)9 27 92993352 92993378 ACGCTTTGAACCGTTACTGC GAAAGAGAAGGCAAGAAACGAA 123

Ai04B19193 Araip.B04 19193 p3 (TAT)5 15 92994242 92994256 CCGATCCAATCCGATCTAAA TCAACAATAACATAACAAGTCTCAACA 260

Ai04B19194 Araip.B04 19194 p2 (TA)13 26 93008745 93008770 CCCATCTCAATTGTAAAGGCA GGTTAAAGTGGTGGAATGGC 215

Ai04B19196 Araip.B04 19196 p2 (TA)7 14 93016179 93016192 GATTGCTAAATACGAGGTTTTCAA TGGCTTTTATTACTTGATTGGGA 254

Ai04B19197 Araip.B04 19197 c (AT)21aaaaagaaaagaaaaag(A)1069 93018373 93018441 GTGGGGAAACTTGGGACATT AGCCTTACTTTGGGGCATTT 272
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Ai04B19199 Araip.B04 19199 c (A)14ttaagatactattgtagtagtactgactaattgagacttgattgttgttaaattaagtgacta(T)1289 93023716 93023804 TCTGCATTGCTGAATTTCTGA TCAAATGGCATAGTCTCCCC 256

Ai04B19200 Araip.B04 19200 p3 (AAT)6 18 93025607 93025624 AAGAAGGAAGATCCCCCTGA AAGCAATGGTGCCTATTTTCA 270

Ai04B19205 Araip.B04 19205 p3 (GAA)5 15 93052470 93052484 CGGTCTTAGGTGCCATCAAT GCCGAAACACATCTCTCTCC 154

Ai04B19206 Araip.B04 19206 p2 (AG)7 14 93055836 93055849 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 173

Ai04B19210 Araip.B04 19210 p2 (TC)6 12 93068383 93068394 GGCAATCAAAGGGACGTTTA GGTATTTGGGGAAGGGTGTT 147

Ai04B19211 Araip.B04 19211 c (TC)7(T)10 24 93072530 93072553 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 116

Ai04B19212 Araip.B04 19212 p2 (TC)6 12 93107573 93107584 ATTCAAACCACTTCCCTCCC TCCTCGAGCAAAAGAGGAAA 195

Ai04B19213 Araip.B04 19213 p2 (AG)6 12 93114483 93114494 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 212

Ai04B19217 Araip.B04 19217 p2 (AG)8 16 93142956 93142971 AGGGGTCCTTTTTACCACAG CGAAAATATCTTCCCTCTTTTTCA 237

Ai04B19218 Araip.B04 19218 p2 (AG)9 18 93143125 93143142 GAAATTTTGAAAAAGAGGGAAGA TTGTGATTTCTTGTGAATCTAGTCATT 275

Ai04B19220 Araip.B04 19220 p2 (TC)13 26 93158028 93158053 ACATTGGGGTGCTTTCATTC ACCCCAATTGAATCTTTGGC 244

Ai04B19222 Araip.B04 19222 p2 (CT)7 14 93168318 93168331 TCATCATATCCTTTTCAAAATTTCC CCATGATGGAGAAAGGGAGA 176

Ai04B19224 Araip.B04 19224 p3 (AAG)5 15 93183331 93183345 AACTACACAACACTCCCGCC TTGTTGTTGATGTTGCCGTT 240

Ai04B19225 Araip.B04 19225 p3 (TGT)5 15 93195276 93195290 GGTGAGGTGCTCAGTAAGGC GCAACAAGGCGACAGTTACA 203

Ai04B19226 Araip.B04 19226 p2 (TA)6 12 93199870 93199881 GCTGGCCGGAGATGTAAATA TCAGATGCAGGTTGAGATGC 248

Ai04B19228 Araip.B04 19228 p3 (AGA)7 21 93203034 93203054 TGATGGGCTTGTGAAATGAA CACACATCCCTCCATCTCCT 236

Ai04B19230 Araip.B04 19230 p2 (AT)6 12 93212011 93212022 CGGCTCATACCAATACCCAT AGGAATCGGCCAAGATACTG 279

Ai04B19231 Araip.B04 19231 p3 (AAG)14 42 93215133 93215174 GGAGGCTAGCTTTAGGGACG AAGGTTGTCCAATCTGGTGC 258

Ai04B19232 Araip.B04 19232 c (T)10c(T)10 21 93218962 93218982 TTCACCATTTACTTTGGGGC GTGGGTTTGGAAACATTTGG 252

Ai04B19234 Araip.B04 19234 p2 (CT)6 12 93225267 93225278 GCTCGAAAAGATTCCATACCT ATTGAAAACGCCTTGCTGTT 249

Ai04B19235 Araip.B04 19235 p3 (TAT)5 15 93225590 93225604 TCACATCTTTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 206

Ai04B19237 Araip.B04 19237 p2 (TC)8 16 93241411 93241426 CCTGGAATGAAGAGAAGTAGCC TTCTGGGCTGTTTTTGATCC 237

Ai04B19238 Araip.B04 19238 c (TA)10tgtaaatattctccggacagccctagtttcgcaagctgagttagaagcttgttattttgtactcttgaccctctactct(TA)8115 93246956 93247070 CATTTTGGGGTTTTACTTTTGG ACTAGGGCTGTCCGGAGAAT 279

Ai04B19239 Araip.B04 19239 c (AAG)5gtgtagcatatcgtattgtgcaccttaccttatcctatggttttgtttgtt(TC)7tattaagtaggagtagtagtaatagtagtgagggtgaatagtgatggtggtggtcac(GA)6149 93247567 93247715 CTTCCGGCATGGCTAAAAT TTTTAGACAATTACCCTTAAACAAAAA 259

Ai04B19241 Araip.B04 19241 p2 (TA)9 18 93255667 93255684 GGCCAAAAACTCCTAAGGGA CACGAAAATCAATCATCAGCA 164

Ai04B19247 Araip.B04 19247 p2 (AT)6 12 93272538 93272549 AAACAAAGAGGCAGGAAGCA TCCAACAGCACACTGAAAGG 166

Ai04B19249 Araip.B04 19249 c (A)10gaag(A)10 24 93276609 93276632 TGAAGCAAGAAAAAGCAGCA CCATGAAAACACAAAAAGGGA 171

Ai04B19252 Araip.B04 19252 p3 (GTG)6 18 93277188 93277205 TGCCTTGCCTATGCTTTCTT AACACCAACACCAACACCAA 169

Ai04B19255 Araip.B04 19255 p3 (TAA)7 21 93284881 93284901 TCACACAGCCTATGACCCAA TGGTGTAAATTAATTGTTTGCCAT 162

Ai04B19258 Araip.B04 19258 p3 (TCA)5 15 93294487 93294501 GTATCCACACCCTCACGGAT CAATGCTTTGGTGTCGTGTC 259

Ai04B19260 Araip.B04 19260 p2 (AT)23 46 93325336 93325381 TGGGAAAAAGTGGATTTGGA TACTTTGGGGCATTTTGTCC 250

Ai04B19261 Araip.B04 19261 p3 (GAA)6 18 93326528 93326545 CCCCTAATGAAAGTGGGGTT AGGGGGACTTTTTGGACACT 226

Ai04B19263 Araip.B04 19263 p3 (GAA)6 18 93333580 93333597 CCCCTAATGAAAGTGGGGTT GAAAGGGGGACTTTTTGGAT 228

Ai04B19266 Araip.B04 19266 p2 (AT)6 12 93382818 93382829 TCTTCTTACTGCTGTGCTACGTG ATTCAGGGGTTCATTCAACG 208
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Ai04B19267 Araip.B04 19267 c (T)11agttggaccaagatgagtaaacaaaatcataaattattttatgt(A)1166 93383049 93383114 CGTTGAATGAACCCCTGAAT CAGAACTGGATCATTTTTGGA 253

Ai04B19268 Araip.B04 19268 p2 (AT)11 22 93389116 93389137 GGATCATCCTTGCATTCAAAA AAAATTTCAGTCGCGCTCAT 244

Ai04B19271 Araip.B04 19271 c (T)11cg(A)10 23 93407196 93407218 GTTGAAACCTCGGTCCAAAA CGAGTTTGGACAACTGATGG 225

Ai04B19272 Araip.B04 19272 p3 (GGT)5 15 93417197 93417211 GGGATTTTGGGTAGGGTGAT TTCTCTTCTTCCCTCCACCA 144

Ai04B19276 Araip.B04 19276 p3 (AAC)5 15 93450486 93450500 CCAACAAGGAGGTAGGGACA AGGGACTTGTGATTGGTTGG 184

Ai04B19278 Araip.B04 19278 p2 (AG)6 12 93461693 93461704 ACAGATGGAAGAGGGGGTTC TTTCGAAAATATCTTCCCCC 236

Ai04B19279 Araip.B04 19279 p2 (AG)6 12 93461859 93461870 TCGAATTTGGGTGAGATGAA TGTTTCTTATCTTTTTCAAAACCATCT 266

Ai04B19280 Araip.B04 19280 p2 (AG)8 16 93462079 93462094 TTTCGAAAATTAGAGAGAGAGAGTTAG TGTTTCTTATCTTTTTCAAAACCATCT 280

Ai04B19281 Araip.B04 19281 p4 (AAAT)7 28 93464666 93464693 TTTCGAAAACAAGGAGCATT CCATGATGGAGAAAGGGAGA 268

Ai04B19284 Araip.B04 19284 p2 (GT)19 38 93475053 93475090 TAGGGGAATAAAACCACCCC GGGCTAAGGTAAGGGTGAGG 267

Ai04B19290 Araip.B04 19290 p3 (ATA)13 39 93506043 93506081 TGAGGAGAAGAAGTAGGGCG TGAAAACTGTCCGATGTGCT 274

Ai04B19292 Araip.B04 19292 p2 (TA)6 12 93527053 93527064 GCTTAGCTTTGGGTTCTTGCT GATTCCCTTTATGCACCCAA 243

Ai04B19293 Araip.B04 19293 p2 (AT)6 12 93539941 93539952 TTGCTTGTTTCTCAAGCCCT CCTTCAACAAAGGCAAAAGG 259

Ai04B19295 Araip.B04 19295 p2 (TG)7 14 93550175 93550188 AACCGGATGACTTAGTTGCG CGGCACACTCTTGGGATATT 266

Ai04B19296 Araip.B04 19296 p3 (TAT)7 21 93552126 93552146 GAGTCCGACTTCTGCCGATA GCTCGGCCAAGAGAAAAATA 265

Ai04B19297 Araip.B04 19297 p2 (TA)8 16 93554902 93554917 TAGTCAGCCTTGTCTTCGCA AAGATGGTGAGGCATTACGC 213

Ai04B19298 Araip.B04 19298 p2 (AT)6 12 93558839 93558850 AAATGCATAATCAGGTCGGG AACCAAAAATCCCCATCACA 132

Ai04B19300 Araip.B04 19300 p2 (AG)6 12 93565979 93565990 AAAAAGGGGCAATCATGAAA ATGCATCCATTCGAGGAGAG 136

Ai04B19301 Araip.B04 19301 c* (A)10(AT)10*gaaaaaaataataataattaaaagagagagaaagcaatgaaggggacaa(AT)16110 93593562 93593671 ATGGGATTGGGTACATGCTC TGGGACATTTTTGTCCCTTT 273

Ai04B19303 Araip.B04 19303 p4 (AATA)7 28 93605760 93605787 GCACGTTTCGCACAGATAGA GACAAAGCATCTCCAAAGCC 265

Ai04B19304 Araip.B04 19304 p3 (TGA)5 15 93611800 93611814 TTGTGAACCGCGGTAAGAGT GCCACTACATCTACCCAAGCA 272

Ai04B19310 Araip.B04 19310 p2 (AT)11 22 93686042 93686063 GTGCTAGGTGGGAGACAACC TCGCGTGACTTTCTGTTCAC 276

Ai04B19312 Araip.B04 19312 c* (TA)11(TATG)9* 56 93700190 93700245 CGTGAGTGTTCCGATTTGTG GCCTATTGCAGAGGCAAAAC 217

Ai04B19315 Araip.B04 19315 c (T)10cttttatttaggttcctataccaattctattttttttagttggatccctataaaattaagccaattactactaaaaaagacttaattg(A)10tagtgtagggactcaatt(A)10136 93704905 93705040 TTGAGTTCTTGCACCAACATTT TGTTGGTCCCTATAGTTTCGTG 226

Ai04B19319 Araip.B04 19319 p2 (CA)8 16 93762699 93762714 TTCAAGTCTTAGTCCGCCCA TTTAGTTGCTGCATTTTCTTGC 239

Ai04B19323 Araip.B04 19323 p3 (CTA)5 15 93788155 93788169 TCCCCCTGTATTGTCGTTTC CACAGCATCATCTGCCAAGT 257

Ai04B19324 Araip.B04 19324 p3 (GGA)6 18 93790202 93790219 TCTGCAATTGTCTTCCCTCC ATTTTGGGAGAATGCAGCAG 170

Ai04B19325 Araip.B04 19325 p2 (TA)9 18 93792994 93793011 CTTAGTCGGCCTAAACGTCG GCGAATCGAGAACACTCACA 168

Ai04B19327 Araip.B04 19327 p2 (TA)12 24 93811038 93811061 AGCAGTAAGCTGCGGTTCAT CACGATCGGAAAGTGGAATAA 213

Ai04B19328 Araip.B04 19328 c (A)11(T)11 22 93818571 93818592 TAGTCTAAGCCCGTGGCAGT GGAAAACACCAAGGAACACC 261

Ai04B19329 Araip.B04 19329 p2 (AT)8 16 93829867 93829882 GATGTACATGATGATTTGGAATGA CAAATCAATGGGATGCCCTA 170

Ai04B19330 Araip.B04 19330 p2 (CT)6 12 93830098 93830109 GGCATCCCATTGATTTGAGT TCCAATGAAATAAAGGCCTCA 251

Ai04B19333 Araip.B04 19333 c (TTA)8tnnnnnnnnn(CAA)17(TAA)12caacaacaataatgaagaaagactttgggtcaagtccataactcccttaacccttcccactctaacagg(AC)6202 93836222 93836423 CCACGTGGAATAAAGCGATA GGAGTGAAGGAAGAAGAATGTGTT 277

Ai04B19335 Araip.B04 19335 p3 (TGG)7 21 93848735 93848755 TTTGAAGAAATGCCTCACAGAA GCACTGCTTCTTTTCCAAGG 208
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Ai04B19338 Araip.B04 19338 p3 (ATA)5 15 93860440 93860454 ACCAATTATCAGCGGGAAAA TTTTTGGGTAAATTCGCTGG 251

Ai04B19339 Araip.B04 19339 p2 (AT)11 22 93863547 93863568 TTTAAACCGCAATACCGCTC ATTTCCCCTTTCAGGTTTGG 278

Ai04B19340 Araip.B04 19340 p3 (AAG)5 15 93873995 93874009 TTCAGGCAACCATTCAACAA ACCGTCTTGGAAGGAGGTTC 280

Ai04B19344 Araip.B04 19344 p2 (TA)6 12 93877402 93877413 TGGTACGTGAGTATGGGAATCA GGCTAAGGTAAGGGTGAGGG 170

Ai04B19345 Araip.B04 19345 p2 (TA)12 24 93885824 93885847 TACTTTGGGGCATTTTGTCC TGTGGGGAAAAGTGGTTTTG 222

Ai04B19350 Araip.B04 19350 p3 (TTG)5 15 93908685 93908699 GGTTGACATCCTCCCTCAGA AGAAGATGGCCAAAGTGGTG 252

Ai04B19351 Araip.B04 19351 p2 (GA)7 14 93916815 93916828 GAAGGTGAACATGCAAGCAA TCCTTCTCTCTTCTTCTTCCAATC 276

Ai04B19352 Araip.B04 19352 c (T)11aagtaaaaacatgtaaatgcagatgcatgaaagtactaagaaagagaagagttattgaatagg(A)1084 93917493 93917576 GTTGGAGGATTTGTGCCATT AAGCAAAGTGCTAGGTGGGA 275

Ai04B19359 Araip.B04 19359 p2 (AT)6 12 93953933 93953944 GCTTGCGGTCTTTATTTCCC GGAGGTGATGGAGGTTGAGA 274

Ai04B19360 Araip.B04 19360 p2 (AC)8 16 93954863 93954878 CTAAACCCTAAACCGCCTCA CCTTGGGTCTGAGTTCTTCG 182

Ai04B19361 Araip.B04 19361 p2 (AG)6 12 93955249 93955260 GGAAGGATGTGCAAGAGGAA GAAAAAGCTTAGCGTGGTGG 180

Ai04B19364 Araip.B04 19364 p2 (GC)6 12 93980115 93980126 AGTCATGCCCACTTTATGCC ACGCGTGCTTGAGGTATTTT 251

Ai04B19365 Araip.B04 19365 p2 (CG)6 12 93980369 93980380 GCCAAATTTGTGCCACTTCT GTGGTGGTGGATTATGGAGG 262

Ai04B19370 Araip.B04 19370 p2 (GT)15 30 94031953 94031982 TTCTGTGCATCATCTGCCTC AAGCTCGACCTGTGAAGCAA 249

Ai04B19372 Araip.B04 19372 p2 (TA)9 18 94041972 94041989 ACATGATGCTCGTTGCTGAG GCAAAGATAACCGGATGGAG 252

Ai04B19373 Araip.B04 19373 p2 (TA)24 48 94047047 94047094 TCCTTATCTCTCGGGGCTTT CATATAAGGTAACCGGCCCA 221

Ai04B19374 Araip.B04 19374 p2 (TA)8 16 94047226 94047241 GGGCCGGTTACCTTATATGC ATGCCCTACCACACAGAACC 272

Ai04B19376 Araip.B04 19376 p2 (CT)8 16 94054186 94054201 TTCTTATCTTTTTCCAAAACCACC GAGAGAGAATAAGAAGAATTCGAACA 242

Ai04B19377 Araip.B04 19377 p3 (TCT)5 15 94061313 94061327 GGGTTATCCAAAGTGCGAGA ATGACTGGCAACAAAGGAGG 203

Ai04B19378 Araip.B04 19378 p2 (TA)6 12 94077870 94077881 GAAATATCGCAAGCGCAAAC CAACAATCTCCGTGGGATCT 232

Ai04B19380 Araip.B04 19380 p2 (AG)6 12 94085080 94085091 GAAAAAGAGGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 275

Ai04B19381 Araip.B04 19381 p3 (ATC)6 18 94094867 94094884 AACCTTAACCCGGAGCAAGT GGGTAGAGGGATTAGGAATGAGA 276

Ai04B19387 Araip.B04 19387 c (A)10gaaaagaaaacagaggagagggagaaagaatgcggaagg(GAA)564 94104388 94104451 GAGAAAATTCATTCTTCCCCTACA AGGAGCTGCCTCTATTTCCC 242

Ai04B19389 Araip.B04 19389 p2 (AT)9 18 94109792 94109809 CAGTGACGGACCCAGAAAAT ACACATAAGCAGGGACGGAC 196

Ai04B19392 Araip.B04 19392 c (TA)7(TG)34 82 94163459 94163540 ACGATTTCGCGTACCAAAGA CGCCACTCTGATAGCAAGAA 269

Ai04B19394 Araip.B04 19394 c (T)12atgtttctcttttttc(T)1139 94167465 94167503 GCTTGGTATGTATTGAGGATGGA ATCAACCAAACCATTCATGC 218

Ai04B19397 Araip.B04 19397 p2 (GT)8 16 94202746 94202761 GGGGACAAAATTACCCCAAT TGGGGTTAAGGTAAGGGTGA 240

Ai04B19398 Araip.B04 19398 c (TA)10tttcattttcttcattttctttccttcagaaggcttcggcc(ATA)13100 94206363 94206462 CATGTGTCATTAGTGCTTTGCAT AACCCCCTACCTCGATTGTC 276

Ai04B19399 Araip.B04 19399 p2 (AT)9 18 94212800 94212817 ACTTGGGAACGTTGGTTGAG GGCATTTTTGTCCCCTTTTT 242

Ai04B19400 Araip.B04 19400 p2 (AT)23 46 94213047 94213092 AATGCCCCAGAGCAAAGTAA GGTTGTAATGGGGCTAGGGT 276

Ai04B19401 Araip.B04 19401 p2 (AT)6 12 94220801 94220812 GAGTGTGGGAAAACTTGGGA TACTTTGGGGCATTTTGTCC 250

Ai04B19403 Araip.B04 19403 p2 (TC)6 12 94227220 94227231 CCTCCCCAACTAACATTGCT TCGATGAACAAACTCACCAAA 276

Ai04B19406 Araip.B04 19406 p2 (TA)6 12 94235624 94235635 TGTCTTCCTCTCCCATCTCAA AGTGGTGGAATCTCATGCAA 206

Ai04B19408 Araip.B04 19408 p2 (AT)17 34 94248509 94248542 GGTCTTCCCCTTTCCTCTTC GATTCGGAGATAGTTTTATTTTGAA 277
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Ai04B19410 Araip.B04 19410 c (A)11catatgcattgatatattatgcttccatttatttttacatat(A)1063 94256593 94256655 TGGGTTGATGAGAATGTGTTG GCCTAGCTACCCAAAATCCC 279

Ai04B19411 Araip.B04 19411 p2 (CT)6 12 94260506 94260517 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 254

Ai04B19414 Araip.B04 19414 p2 (GA)6 12 94290244 94290255 TGCTTGTCCTCAAGCAAAGA CAGAAGCACAAACTGGGTCA 233

Ai04B19416 Araip.B04 19416 c (TCA)21(TCT)16111 94301193 94301303 TTCGTTCTCATCCTCATCCA TGAAACAATGGAGGATTTTGC 280

Ai04B19417 Araip.B04 19417 p2 (TA)6 12 94313049 94313060 TGCAGATGCTACCAATTCTCT GGGACCATGTGCAACTCATA 248

Ai04B19418 Araip.B04 19418 p2 (AC)6 12 94322564 94322575 AAACCACCCTTCTTCAGCCT TTAATTCGAAGCCTAATTTTTAATG 212

Ai04B19419 Araip.B04 19419 p2 (CA)7 14 94324741 94324754 GGCTTCATCAACCAAACTCC GCTTCCTGATCGAATGGTGT 263

Ai04B19420 Araip.B04 19420 c (T)10g(T)10 21 94325161 94325181 GCTAAGCCAACAGCCAAAAA GGGGATTGAAGCCAAGTTTA 160

Ai04B19426 Araip.B04 19426 c (TC)14tgcattactctt(TC)652 94335710 94335761 CTTTGATGGCGCTAATTGGT AAATAAGTGCCTGCACCACC 156

Ai04B19434 Araip.B04 19434 p2 (AG)7 14 94357848 94357861 GAAGCCGAAGAAGCAGAAGA GAAGAGGGAGGAAGGGAGAA 276

Ai04B19437 Araip.B04 19437 p2 (AT)7 14 94360023 94360036 AACCCAACTGGACACACACA TTCTTTTTGAGAATGAAACTTGC 118

Ai04B19441 Araip.B04 19441 p3 (ATA)5 15 94393347 94393361 TTCTAATTCGCATTCATGTGC TGCATGTACCGTCTAGACCTTTT 136

Ai04B19442 Araip.B04 19442 c (GT)7atg(TA)6 29 94394072 94394100 TTGAAAATATTCGCTAATTATTACGGT GCTCTTGTCAAATTTGGATGG 280

Ai04B19445 Araip.B04 19445 p2 (TA)23 46 94402916 94402961 AAACATTCGATTGTCCAGCC GCCAGCTTAGGGACTTCTTG 230

Ai04B19446 Araip.B04 19446 p2 (CA)8 16 94403958 94403973 GCCCAACTGTAGGAGTCCTTT GATGCATTGAGGCAGTCAGA 211

Ai04B19448 Araip.B04 19448 p2 (TA)8 16 94426047 94426062 TGAAAATCATGGGATTGGGT TAGGGCATTTTGTCCCCTTT 185

Ai04B19450 Araip.B04 19450 p3 (AGA)5 15 94434371 94434385 CAGGTTCAGGATCAGCTTCA TCGATCCATCTCCCTCTCTC 198

Ai04B19451 Araip.B04 19451 p3 (TTG)5 15 94449613 94449627 CTCATTCAGAGGCTGCTTCC AGGGAGTCAGAGGGGACATT 177

Ai04B19452 Araip.B04 19452 p2 (AT)7 14 94451752 94451765 GCATATGATGCATGCCTGTC ACCCTATGTCGTAAGCGTGG 240

Ai04B19453 Araip.B04 19453 p2 (CT)6 12 94483529 94483540 AGAGCCCAATTTCACGCTAA AATCCATCAAAATAAGCAGAGC 187

Ai04B19467 Araip.B04 19467 p4 (TTAT)17 68 94562605 94562672 TGTGGGATACAGCGTGTGAC TATGGAATGAGAACCGGAGG 259

Ai04B19468 Araip.B04 19468 c (TG)6(TA)8 28 94582301 94582328 CCTAATCGTAGCAAGTATCTCCA GAAGAAGATCAATGTTTGAAGTACGA 156

Ai04B19473 Araip.B04 19473 p2 (CT)9 18 94611431 94611448 CTACCTTCCTATCCCGACCC GGAACTTCGTCGGAGAAGAG 229

Ai04B19477 Araip.B04 19477 p2 (TC)6 12 94623263 94623274 TGTTGCACTAAACGCTGGAG ATAGGGGGTTGAAGGGAATG 154

Ai04B19478 Araip.B04 19478 c (TA)8(T)11 27 94627118 94627144 TGGTGTCATTTTATTGTTTTTCTCTT GGTCCATGTTGGAGAAAGGA 224

Ai04B19479 Araip.B04 19479 p3 (TAT)13 39 94643073 94643111 ATTGGTCAAATACGCTCTTTTT TCTTTCATATTGGCTTCCGC 219

Ai04B19483 Araip.B04 19483 p4 (ATAG)6 24 94671264 94671287 TCACAAAGGTAGAATTCATGGC AGGCTTGCAACGAGATTTGT 250

Ai04B19487 Araip.B04 19487 p2 (AT)8 16 94697747 94697762 ACACCTTCACACCACAAGCA TTGGCTCTTGGAGGAACAGT 248

Ai04B19488 Araip.B04 19488 p3 (AGA)6 18 94709857 94709874 CCATCTTCCATGACTCGGAT GCCCTCCATTCTTCATCAAA 269

Ai04B19493 Araip.B04 19493 p5 (AAGAT)5 25 94744551 94744575 AAAGGCGGTTCCCTTAAAGA CCTGGGTGCTCCAGTGTATT 126

Ai04B19494 Araip.B04 19494 p5 (AAGAT)6 30 94755039 94755068 AAAGGCGGTTCCCTTAAAGA CCTGGGTGCTCCAGTGTATT 131

Ai04B19496 Araip.B04 19496 p2 (TA)24 48 94765484 94765531 CAAGCTGCGGCTAGTTCTCT TAGCCGTAAGGCAAAGGGTA 251

Ai04B19501 Araip.B04 19501 p2 (GA)14 28 94779775 94779802 AGAAAGGAGGAAGCTCTGGC TTGAATTGCGAACCCTCTCT 278

Ai04B19502 Araip.B04 19502 c (T)10ctc(T)10 23 94788329 94788351 TGCTCTTGCCTTTTGGTTTT TGAAGCAAGAAAAAGCAGTGAA 136
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Ai04B19508 Araip.B04 19508 c (T)10gtttttctt(A)11 30 94803099 94803128 TTGGGTTGAAATTGGGTTGT CTCGTTTTGGATGTGGGTTT 176

Ai04B19511 Araip.B04 19511 p2 (CT)7 14 94809895 94809908 CTACCGTAGCACCATCTCCC AAGGGTGCTCTGGAATCTGA 229

Ai04B19512 Araip.B04 19512 p3 (GAA)8 24 94810321 94810344 GAAGAAGAGGGCAGTGATGC CTTTTGTGCATCAATGGTGG 230

Ai04B19515 Araip.B04 19515 p2 (GT)6 12 94824276 94824287 AAATACGTAGCCGCTGATGG CGGGCTAAAAACGCTAACAG 221

Ai04B19516 Araip.B04 19516 p2 (CA)6 12 94842018 94842029 ACACACACACGCACACACAC TTTTTCAGGATGGATGAGGAA 258

Ai04B19519 Araip.B04 19519 p2 (AG)14 28 94855836 94855863 TAGGCTCCAGCATGTGACAG TAAAATTCAAACGCGAACCC 123

Ai04B19521 Araip.B04 19521 p4 (CTTG)5 20 94858662 94858681 CGGTTGTCTTCGTCACAAAA TAGTGTCGGTTGAGGCATGA 158

Ai04B19522 Araip.B04 19522 p2 (TA)7 14 94858883 94858896 TCATGCCTCAACCGACACTA ATTGATGCCATTTTGAAGGG 241

Ai04B19523 Araip.B04 19523 p2 (AT)9 18 94861536 94861553 CAAAATCTGTTGGCCCCTAA GACGACCCGAGGTTGAATTA 228

Ai04B19528 Araip.B04 19528 p2 (GC)6 12 94887743 94887754 AGTCATGCCCACTTTGTTCC GCGTCAATTTTGGCATAAGG 199

Ai04B19529 Araip.B04 19529 p2 (CG)6 12 94887996 94888007 AAGCAGAGACTTGAGCCAGC GCGTCGGTGAGGTTACTAGC 111

Ai04B19530 Araip.B04 19530 p2 (TC)7 14 94890589 94890602 TTTTGAGCCTATTGCATGGTT TTAAGGCCATTTGGGAAAAG 185

Ai04B19531 Araip.B04 19531 p2 (GA)10 20 94900274 94900293 AACACAGAGAGGGAGAAAGGG TTTCGAAAATTTCTCACCATTTT 257

Ai04B19537 Araip.B04 19537 p3 (GGA)5 15 94920630 94920644 CCAAAACCTTTTAGCCGTGA CTTTGCTTTACGACGCGAG 264

Ai04B19538 Araip.B04 19538 p2 (AT)7 14 94921090 94921103 CTCACGGAGTTTAAGCCGAC AGGAGCGGAGGATCTGGATA 187

Ai04B19541 Araip.B04 19541 p4 (AAAT)5 20 94925992 94926011 TCTAGTGGAAGGGGTACATAGC ATTGATGCCCTTGGCCTTAT 132

Ai04B19543 Araip.B04 19543 p4 (TAAA)5 20 94930484 94930503 CATTTTGGTTTGACATCACCT GACAATCACTCCAAAACGTTGA 136

Ai04B19544 Araip.B04 19544 p2 (AT)8 16 94934520 94934535 CATGATCCTCCCCAATTTTT TGACTTGGAGAAGTGGGGTT 196

Ai04B19545 Araip.B04 19545 p3 (TAT)6 18 94936455 94936472 TCGACAATAAAATTATTCGGGTG TTTTGCGTTCATCTCGTTGT 266

Ai04B19548 Araip.B04 19548 p3 (TCT)14 42 94950796 94950837 TTCTTCCAAATATGCGCAGG AGGAGAAGAAAGAGGAGGCG 162

Ai04B19550 Araip.B04 19550 c (AGG)9(AGA)6 45 94953185 94953229 CCTTGGGAGAGTTTTCGTGA TCATGCATACCTCCTCCTCC 236

Ai04B19551 Araip.B04 19551 p5 (TTATT)5 25 94962076 94962100 CACTCTCGCGTGACTCTCTG GCTAGGTGGGAGACAACCAA 268

Ai04B19552 Araip.B04 19552 p2 (TA)7 14 94970312 94970325 AAGGCAACCCACTAATGCAC TGGTGGTGAGATTTTGCTTTC 280

Ai04B19558 Araip.B04 19558 p3 (ATC)19 57 94979388 94979444 TCCTCTGGCAGGTAATTCCA CGCGATAGCACTACAAAGCA 257

Ai04B19559 Araip.B04 19559 p2 (AT)13 26 94990698 94990723 TTCTAGCCGACCTTTGCTTC AAATCAGAGGTGATGAGGCG 266

Ai04B19560 Araip.B04 19560 p2 (TA)7 14 95000020 95000033 TGTTTTTCAGATGCAGGACG TGACCTGTGAAGCAAAGGC 234

Ai04B19562 Araip.B04 19562 p2 (GT)7 14 95002495 95002508 CATTGTGCCACCTATTTAAGCA GGGACAGCAGAAGCAGAAAG 246

Ai04B19563 Araip.B04 19563 c (A)12caaaaacc(A)1030 95004932 95004961 CCGTCAATTTGGCTGTTGTA AAACATGCAATTGACACCAAA 267

Ai04B19566 Araip.B04 19566 p2 (GA)8 16 95030826 95030841 CGTGGAATGGAACCCTAAGA AAACCCAATTCCCCAAATTC 240

Ai04B19569 Araip.B04 19569 p2 (GA)10 20 95055111 95055130 ATTTATTCCAGCCGCGTAGA CGTCTCAATTGGCAGCTGTA 280

Ai04B19570 Araip.B04 19570 c (A)13c(A)10 24 95058867 95058890 GCTCCCATCAAAAGGAACAA GGGTATGTTTGTGAGGTGGG 165

Ai04B19571 Araip.B04 19571 p3 (TGT)6 18 95060157 95060174 GGGAAGGGTTGTAGGGGTAA GGAAGTCCTAGCAGCGTTTG 154

Ai04B19572 Araip.B04 19572 p2 (GA)11 22 95060773 95060794 GGCAGAAAGGGAAATGTGAA TTGAGTAATGTTAATGTGTTCGGA 253

Ai04B19575 Araip.B04 19575 p2 (CT)6 12 95081845 95081856 TGTTAGTGATAGCGGCGATG CTCACAACGCACTCCACCTA 219
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Ai04B19576 Araip.B04 19576 p2 (TG)10 20 95081961 95081980 TGTTAGTGATAGCGGCGATG CTCACAACGCACTCCACCTA 219

Ai04B19577 Araip.B04 19577 p3 (GAA)5 15 95087535 95087549 AACTCATCACCCAAAATGGC GAGTCGAGTTGCCCCCTATT 267

Ai04B19579 Araip.B04 19579 p3 (TTC)5 15 95097782 95097796 ACAACAAGCCACACACCATC CAAAACCTAATAAAATGAGACATCCA 271

Ai04B19582 Araip.B04 19582 c (CTT)5t(TA)6(T)1038 95105230 95105267 TTACTTCGGGGCATTTTGTC TGGAACCATTTGGTTTGAGA 202

Ai04B19586 Araip.B04 19586 p3 (GAG)5 15 95119056 95119070 TTTTGTTGGGTGAGTGAGTTAAA TCATGGTTAAGAAATTTCGGTG 278

Ai04B19587 Araip.B04 19587 p3 (GAG)5 15 95119237 95119251 GAGGAAGAGGAGGAGGAGGA AAATTTTTGTGTCACGGTTAAAAA 277

Ai04B19588 Araip.B04 19588 p2 (AT)6 12 95119833 95119844 TCTAAATTGTTCTTGGTCAGAGGA TCGCAGGTCAAAGGAAACTC 257

Ai04B19593 Araip.B04 19593 p3 (ATA)7 21 95163429 95163449 GGAGAATGTCGCACAAACCT TGTTTGACATTCACTTTGTACATTTT 259

Ai04B19595 Araip.B04 19595 p2 (GA)6 12 95170710 95170721 CTTTCGGGCATCCTTCATAA TTGCCGAAGGAGAGAAGAAA 256

Ai04B19596 Araip.B04 19596 p2 (AG)7 14 95192398 95192411 AGCTCGCTGGTGAAAGGTAA TTTTGCTCTTCGTGCGTATG 250

Ai04B19598 Araip.B04 19598 p2 (GA)7 14 95220813 95220826 CATGCAAGCAATCCCTTAAAA CCCCTTTCTATCTCACCTTTCA 280

Ai04B19602 Araip.B04 19602 p3 (GAA)5 15 95254736 95254750 TTTCTCCTCATCTTCTGCTGC AAGCGCTACACTCAGAACGG 149

Ai04B19604 Araip.B04 19604 p2 (TA)6 12 95255851 95255862 CATTGCAGGGACAATTTGAT TGGGGACTCCTCATCTTCAA 249

Ai04B19607 Araip.B04 19607 p3 (ACA)5 15 95300837 95300851 CACGAGAGTGGCATTTGATG TCCTGTTGGACTTAGTTAGGCA 270

Ai04B19611 Araip.B04 19611 p3 (TAT)6 18 95322412 95322429 CGGAGGTAGGTTGTGGAAAA CTGGCCTGAAGCCTGTTAAA 247

Ai04B19612 Araip.B04 19612 p2 (AT)12 24 95323155 95323178 CTCAAAGTGAGTCAGTTCAATGG GGACATTAATAATCCGAAAAGATCA 149

Ai04B19614 Araip.B04 19614 p2 (AG)13 26 95325646 95325671 GGCAGATAAATCCGACGGTA CCCTCCAATCATGATGTTCC 280

Ai04B19615 Araip.B04 19615 p2 (GA)8 16 95325836 95325851 GCTTTACCGGAATTCTGACG TCAACAATAGTGACCGCTGC 278

Ai04B19618 Araip.B04 19618 p3 (AAG)6 18 95347667 95347684 TAGAAGTGGTCTTGGTGGGC ACACAACCCTCTCTTCCCCT 279

Ai04B19623 Araip.B04 19623 c (A)10ttttctttcaaaattttctcctttgttttcg(A)1051 95369350 95369400 TCGAGTTTGGACAACTGACG GGAAGCCTCAGTCCAAATGA 265

Ai04B19625 Araip.B04 19625 p2 (CT)6 12 95370794 95370805 TTCCCAACTCCTTATCTTTTCAA AAAGCGGGGAGATATTTTCG 127

Ai04B19626 Araip.B04 19626 p2 (CT)6 12 95371034 95371045 AACATCTCTCCCTCACCCACT TGCCTTTTTCTCTGTCCCTG 178

Ai04B19629 Araip.B04 19629 p2 (AG)6 12 95394607 95394618 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 216

Ai04B19630 Araip.B04 19630 p2 (AG)6 12 95394773 95394784 TTCGAATTTGGGTGAGATGA TTTTTGTTTGTTTCTAATCCTTTTCA 279

Ai04B19635 Araip.B04 19635 c (T)11cgaaaacaaaggagaaaattttgaaagaaa(T)1253 95452262 95452314 GGAAGCCTCAGTCCAAATGA TCGAGTTTGGACAACTGACG 269

Ai04B19636 Araip.B04 19636 c (TTTA)6attattttg(AAAAT)558 95454648 95454705 CCATGATGGAGAAAGGGAGA TCCTGACCACTTTTTCTCTCG 155

Ai04B19637 Araip.B04 19637 p2 (GA)7 14 95460649 95460662 GAGAGAAGGGTTCGAATTATGAG TCAAAACCACCTAACTACTTTTCTCTC 278

Ai04B19640 Araip.B04 19640 p2 (AT)10 20 95470699 95470718 AAAATAAAAGCGCAACGCTC ACGCAGGTTGAGATTGGAGT 126

Ai04B19642 Araip.B04 19642 p2 (AT)16 32 95482006 95482037 TCATTCATTATGCCCATATTCATC TGCTTGTGAAGGGTTTGAACT 279

Ai04B19643 Araip.B04 19643 c (AAT)7aacaataataacaataataacaataataacaataac(AAT)23126 95488573 95488698 CCTTGAAGCAAAAGAAACAGC ACAGAGCCTTGGACCCTTTT 206

Ai04B19644 Araip.B04 19644 p2 (TA)17 34 95491807 95491840 TCGATACGTGTGTCTTTCCG GCCATGTGATGCTTATTCCA 206

Ai04B19649 Araip.B04 19649 c (T)12gttattcaaataaactaaacgcaagttgcgtttgtgagatgggta(T)1269 95502735 95502803 TGAAACAAATCAAACGCAGG AGTTGCGTTTTGCAGTTTCC 189

Ai04B19650 Araip.B04 19650 c* (ACAACG)5(ACGACA)8(ACA)6*93 95504963 95505055 TCATCGAGTTGTCGCCTAAA TTCTGGCACCTATTCCTTGC 279

Ai04B19653 Araip.B04 19653 p2 (AT)6 12 95509978 95509989 TAATGGGAGAGGTCGGTTGA CGAACTCATCATTCCAGCAA 226
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Ai04B19654 Araip.B04 19654 p2 (AT)12 24 95510723 95510746 TCTTTTCTTCTCTATCGTTATAGGGTT CACTTCAATTACAAACACCCACA 258

Ai04B19656 Araip.B04 19656 p2 (TA)15 30 95517215 95517244 CGACTGCGCAACTCTGATAG ATTTGTTGGGAGCGGTATTG 273

Ai04B19657 Araip.B04 19657 c (TA)13gatatatatatag(AT)753 95517384 95517436 TTTAAACCGCAATACCGCTC TTGTTGTTGTGATGCCCTGT 269

Ai04B19658 Araip.B04 19658 p2 (TG)6 12 95520220 95520231 GTGCTACAGCTTAGGGACGG ACTGCTGCCCTCTAACCAAA 255

Ai04B19661 Araip.B04 19661 p3 (AAT)6 18 95528800 95528817 AGTTTCAGCGGGAAAACAGA CAGCATTGGTGGAAAAGGTT 251

Ai04B19664 Araip.B04 19664 c (A)10gtgttttaaaatgacttaaaaagttgatgagacagagacccggatgattttttttgttttgaccaatgaaaatagtactcc(TA)7105 95531552 95531656 TGCTACGAGCTAGCACAACC GCGTGCATGTCGATTACTGT 243

Ai04B19671 Araip.B04 19671 c (T)11ctttttcac(CAT)17(CTT)689 95558116 95558204 CTTCCTCTTCGTCCTCCTCA CATCCCCTTCCAAGTAATTTTG 245

Ai04B19672 Araip.B04 19672 p3 (CTT)5 15 95558563 95558577 TTTTGGTGTGTGTGTGCTGA CCTCTTCCAAGTAATTTTGCAGT 249

Ai04B19673 Araip.B04 19673 p3 (ACA)5 15 95559091 95559105 TCTTCCTCCTACTCATCTTCTGC CTTTGTATTCCGCGTTCCTC 271

Ai04B19674 Araip.B04 19674 p2 (AT)7 14 95559368 95559381 AAGTGAATTTTGTTGGGTTAGGA AGCGAACTTGCCCTTAATGC 273

Ai04B19677 Araip.B04 19677 p2 (AT)8 16 95567239 95567254 ATGGTGGATTTCACCCTTCA GAATTTTGCCACCGAGAAAA 213

Ai04B19688 Araip.B04 19688 c (A)10gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaaaagaagaaagaatagt(AGA)591 95593518 95593608 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai04B19695 Araip.B04 19695 p3 (ATA)5 15 95641790 95641804 GGGCTACAACGCTAGAATGC CTCAGAGTGGTGGTGAACCTT 270

Ai04B19698 Araip.B04 19698 p3 (TGA)6 18 95653537 95653554 TGAATGTAAGTTCATCCTCTTTCAA TCCTCATCTTTTGCTGTTGC 216

Ai04B19705 Araip.B04 19705 p2 (AT)6 12 95669890 95669901 CTTCCTTACGGAAACACCTTT TTGTGCTTGGAAGCTAGACG 263

Ai04B19706 Araip.B04 19706 p2 (TA)9 18 95671846 95671863 TACTTCCTTGCGGAAACACC TGCATGAGGTTTAAGGAATTTTT 202

Ai04B19707 Araip.B04 19707 p2 (AC)6 12 95672536 95672547 CCCTCGTTCTCTATCCCCTC AAAAATGTGTGTGCGTGCAT 217

Ai04B19708 Araip.B04 19708 c (CT)10tctgaatctctcgacaccctcattctcctcccaccctctctcttttgaatctattgacatcctcattcctctccctcaaaa(CT)9119 95672661 95672779 TGACACCCTCGTTCTCTCCT AAATTTTTGCGTGGGTGTGT 277

Ai04B19710 Araip.B04 19710 p2 (TA)7 14 95683331 95683344 TGGCAGAGAGGGTTGAGACT GACAAATCAGTCCCTGGCAT 270

Ai04B19712 Araip.B04 19712 p3 (TAT)5 15 95685191 95685205 TATTAGGCACCGGGCTATGA CGGCACCTGAAACTATTGGT 136

Ai04B19713 Araip.B04 19713 c (AT)6(AG)7 26 95691886 95691911 ATGCAAGCATTCGGTCTCTC TCAAAGAAAAGGAAATGGAGC 191

Ai04B19714 Araip.B04 19714 p2 (TA)8 16 95699523 95699538 AGATGCAGGTCAAGAGGCAT AACAAGCTCCTAACTCAGCCC 256

Ai04B19716 Araip.B04 19716 c (A)10cataattaaggtgaatgcatctaaatcttttccatttccaaaagaaaaattagtatttaatattattttaatttatcattaaaaa(T)12107 95703117 95703223 AAAACTTTTTACCACAAAAATCATCA ATTTGGTACTCCGCCTCCTT 273

Ai04B19717 Araip.B04 19717 p3 (GTG)6 18 95704103 95704120 CCCTCGTTGACGAGAAAGTC CAAGGGAGTGGGACAACACT 252

Ai04B19718 Araip.B04 19718 p3 (ATA)5 15 95710874 95710888 AGCAGAAGTCCATTGTATCGAA TGGAAATGGTTCCACAAGGT 266

Ai04B19722 Araip.B04 19722 c (T)10cagtcaagaaagggatatctgacttgaaa(T)1049 95734160 95734208 CTTGCTTCCATGTGTTGCAT GCCACATAGCTCGAAACTCC 269

Ai04B19727 Araip.B04 19727 p2 (TA)6 12 95752087 95752098 TCAAAATCGAATGAATTTTATGATGT GGTGGAACCAGATAGACGGA 269

Ai04B19728 Araip.B04 19728 p2 (AC)6 12 95754548 95754559 TTTCAAGGTTGTAATGGGGC AGGGGATAAAATCACCCCAA 254

Ai04B19730 Araip.B04 19730 p3 (GCT)5 15 95764897 95764911 TGATGAAGAGGCTGTTGCTG GCTTGACCTTCACCACCATT 102

Ai04B19731 Araip.B04 19731 p2 (AT)6 12 95765281 95765292 TTAGGCCACCTGTAACACCC GCGAGTCGTGGCTAGATTTC 277

Ai04B19732 Araip.B04 19732 p2 (AT)8 16 95773490 95773505 CTAAGCTTTACCTCGCGTCG ATGGCTAGCCGGCTTAAACT 269

Ai04B19734 Araip.B04 19734 p2 (AT)8 16 95780084 95780099 TATGCCACACTTAGCCACCA TGCACACTCCTAACCACCCT 194

Ai04B19738 Araip.B04 19738 p2 (TC)7 14 95803449 95803462 TTGCCTCTGAGAGAAATACAAGC CTGCAGGCCGAGACAAAAT 276

Ai04B19739 Araip.B04 19739 p2 (TA)8 16 95805415 95805430 TGAAAAATTGTAAAACCAAACCC TGAAACATTCATGACACAATTTGA 271
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Ai04B19743 Araip.B04 19743 p3 (ATC)13 39 95810958 95810996 CAGGGAGAGCTTGTTGAAAA TGGCTTGATCATATGGTTTGA 230

Ai04B19747 Araip.B04 19747 p2 (TA)8 16 95845577 95845592 TTTCAGATGCAGGACGTGAG CACCCTACCACACCGAGTCT 255

Ai04B19755 Araip.B04 19755 p3 (AGA)5 15 95880618 95880632 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 244

Ai04B19759 Araip.B04 19759 c (A)13ttgtttcaatcttattagtgctctccataaagcctcatttctagtagtcattcataccaaaaaagaaaaaacacaaacacatctgaaaaacttg(A)10117 95890700 95890816 CGTACCGATATGATAAAAATATGAACA GGTGATAAAATCGCACTTCTTT 279

Ai04B19760 Araip.B04 19760 p2 (TA)9 18 95893127 95893144 TGTTGTGGCTAGGTTACTGGAA TTGCAAATGTGCTTATGAAACC 279

Ai04B19761 Araip.B04 19761 p2 (AG)6 12 95896766 95896777 GAGTGACAGCATGCAACACC GCAATTCACCTTCCCTCTGA 225

Ai04B19763 Araip.B04 19763 p2 (TA)6 12 95908208 95908219 TTAAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 270

Ai04B19765 Araip.B04 19765 p2 (CT)10 20 95922511 95922530 CCTGGAATTGGAGAAAACGA CGAAAATCAGCGTGACAGAA 272

Ai04B19772 Araip.B04 19772 p2 (AT)6 12 95935958 95935969 TGTTCGTCAGGCATGAGATG GGATGAGGTGGCATGTATGA 130

Ai04B19776 Araip.B04 19776 p3 (AAT)5 15 95942529 95942543 TGTTTCAACGGGATTTATGACA TTCACCTTCCTCCTTATGGC 256

Ai04B19779 Araip.B04 19779 p2 (TA)6 12 95953819 95953830 TTTGTGTCCCTTTGGGTTTC ATAACTCGAACGCGCAACAC 204

Ai04B19782 Araip.B04 19782 p2 (TA)7 14 95977316 95977329 AGCCGGATTTTGAGTCTTGA CAAAAATCGTAACTCGAACGC 131

Ai04B19786 Araip.B04 19786 p4 (ACTA)5 20 95998650 95998669 CCCAGCAGCAATTAATGGTAA GCGCGTGGATACTCTTTCTC 254

Ai04B19797 Araip.B04 19797 p2 (TA)10 20 96078729 96078748 ATGAAGGAATAAAGCGCGAA GCGGGTTGTGACTAGGTTTC 133

Ai04B19798 Araip.B04 19798 p2 (AT)8 16 96079700 96079715 CGAGTGGGATACTCTGCCTC GCGGAGTGTTGAGATGATGA 248

Ai04B19799 Araip.B04 19799 p2 (TG)6 12 96081382 96081393 GATGAAATCGAAGAGCTCGG CCAAACGAACCAAAAATGCT 262

Ai04B19801 Araip.B04 19801 c (A)11ggagaataagaagggaaagccattttgtatttgtttgagtcacaatgttggagttaattttagaactttccccccctctatttctttttagctttttg(T)12121 96089199 96089319 TTGCATTTGAATTGTGGCTG TGGGTTACTGAAACACAAGCA 269

Ai04B19802 Araip.B04 19802 p3 (TTG)5 15 96093704 96093718 TGATAGAGCACAATGGCGTC CCCTTTCTCTTCCCTCTGCT 204

Ai04B19803 Araip.B04 19803 p2 (AT)6 12 96104243 96104254 TCCAATTTTCAAACCACAACC TTGGGTGATAAGTTCGCACA 246

Ai04B19806 Araip.B04 19806 p2 (AT)6 12 96127633 96127644 ATCAAATCGCATCAAAACCC GGAGGAGTGCGTGTGTATGA 278

Ai04B19807 Araip.B04 19807 p2 (CT)21 42 96138415 96138456 ACTTGAGCACCAAGGACTGC CCTCAACATGGAGAGAGCGT 167

Ai04B19810 Araip.B04 19810 c (AC)8(TC)10 36 96139951 96139986 TCAGCTGTCTCTCTGCTCCA CCAAGCAAAAAGTTGAAGGG 251

Ai04B19811 Araip.B04 19811 p3 (TGA)6 18 96144477 96144494 TGATGAGTATGTGCAGAGCCA CGCTCGATTCTCTCTTGCTT 235

Ai04B19812 Araip.B04 19812 p3 (ATT)6 18 96145046 96145063 AAGCGCTCTCAAGACACTCA GCATGCTTCACATGCTTTCT 278

Ai04B19813 Araip.B04 19813 p2 (TA)9 18 96145980 96145997 GGGCTTTTACAGTGGGACAA ATGCCATGCAATGCAATCTA 267

Ai04B19816 Araip.B04 19816 p3 (TAT)9 27 96154657 96154683 GGCTCATTCTACGTTCAAATCC TTTCATCTCAAATTGAAAGTATCG 270

Ai04B19817 Araip.B04 19817 p3 (GAG)6 18 96162511 96162528 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai04B19821 Araip.B04 19821 p4 (TTAA)5 20 96173616 96173635 TGACAATTTCACCATACTTGTCG TTTAGTCCCTATTGCGGTCC 261

Ai04B19824 Araip.B04 19824 p3 (TTC)5 15 96180719 96180733 CTGGACAGTTTTCCGGTGAT GGAACCCTAACGTAGTGGCA 253

Ai04B19827 Araip.B04 19827 c (T)10attgaatagttagtgtaaataggacagaaaaatctatttgtgtttatcttgattgtcaagtaatggattttgaa(T)1094 96182144 96182237 GAAAGGTTCTTCTATTTGGGTCTA AGAGAATATTGTGCCAACTCAAA 269

Ai04B19828 Araip.B04 19828 p3 (TGC)5 15 96185841 96185855 AGAAGGGTGGTGGAGGATCT CATCATCTTGAGGCTGCTGA 276

Ai04B19829 Araip.B04 19829 p3 (GAA)6 18 96187347 96187364 CTAGTGCTTCCACCACCCAT CTGGACAGTTTTCCGGTGAT 264

Ai04B19834 Araip.B04 19834 c (AT)8aacacccaaaataaaaactaaaaattaaatt(A)1057 96216181 96216237 GCCTTTTTCTAATTGATCTTTTCC TGAACTTCAATTTCTGGTGCTG 277

Ai04B19838 Araip.B04 19838 p2 (TA)7 14 96228263 96228276 CCGATTAGCTTGAGGCAAAC AATGCCCACAATTCAAGCTC 178
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Ai04B19839 Araip.B04 19839 c (T)11aagcaatgtattgttaattt(A)1142 96233387 96233428 AAGAGGCCTATACATCAAAACGTC CACAACAACAGCAACAACCA 252

Ai04B19842 Araip.B04 19842 c (CT)7ccctcccttctctcttc(CT)15ttctctcctttttcccttt(TC)6cctcccttctctcttc(CT)7122 96242472 96242593 AAAATAAAATAGCCCAAAACGAA TTTTTGTCGCAAACCCATTT 177

Ai04B19843 Araip.B04 19843 p2 (AG)10 20 96242963 96242982 GGAGAAAGAGCGCAAAAGAG TCTCTCCCTTCTCTCCCATTT 255

Ai04B19845 Araip.B04 19845 p2 (TA)7 14 96246961 96246974 GGCTCAAAATCTCACAGGTTG TTGCATATGAGAATTTGGTTTGA 270

Ai04B19846 Araip.B04 19846 p3 (TCC)5 15 96247603 96247617 CTGTGCAACCTCATGCTGAT GCATCCCATCTGAAGCTGAT 141

Ai04B19851 Araip.B04 19851 c (AT)8aagaaaatttagttcaagtccttccaaatcttcttatttatttaaattccattttgattgttttctttaatg(T)13101 96260747 96260847 AATACGCATAAATTTTAAATGCAA CGTGTTGAAACTTCTTGGATGA 280

Ai04B19860 Araip.B04 19860 p3 (TAT)5 15 96278763 96278777 GACACAATCGCGAAGAACCT TGGTGTTAACCTGCACCAGT 252

Ai04B19862 Araip.B04 19862 p2 (CT)17 34 96282188 96282221 TTTTAACAACGAATCAGGCTCA TTCTGTTCAACCATCGCAAG 174

Ai04B19863 Araip.B04 19863 p5 (TCTCA)6 30 96290929 96290958 ATTCCAAACCCTCGGATCTC CGAAAATTGATATAAGATGGGGA 233

Ai04B19869 Araip.B04 19869 p2 (AG)6 12 96308355 96308366 TTGGAAGGGAAAGTGGTTTG CAGGATCCCCACCTACTTCA 220

Ai04B19872 Araip.B04 19872 p3 (GAA)5 15 96323896 96323910 GGGGGCACTAATTTTCACCT TGAATTGTTCGGTTCCTGTTC 259

Ai04B19876 Araip.B04 19876 p2 (AT)6 12 96339310 96339321 AACTTTAAACCGCAACACCG ATATGGGCGCAGAAGTTACG 274

Ai04B19878 Araip.B04 19878 p3 (TTC)6 18 96343080 96343097 ACCCACCTCACCCTCTCTTT TGACTCAGAGGTGGAAGCCT 274

Ai04B19879 Araip.B04 19879 p2 (TG)6 12 96358320 96358331 AACCGAACACTTCAGGCAAC CTCCTGCCCAACTCTCTGTC 123

Ai04B19882 Araip.B04 19882 c (T)10cgtaaaaaataaaataaaaattaattagtt(A)1050 96371010 96371059 GATCTCTTTCATGAACTTGGCA CGAAAATATCTTCCCTCTTTTTCA 200

Ai04B19886 Araip.B04 19886 p2 (CT)6 12 96388490 96388501 CCAACGGTGATGAGCCTAGT AGAGACGGGGAGAGAGAAGG 169

Ai04B19887 Araip.B04 19887 p2 (CT)6 12 96388616 96388627 TCTCTCTCTACGGCAACGGT GAAGGTGACAACGAGGAGGA 188

Ai04B19888 Araip.B04 19888 c (TTAT)5taccat(TA)740 96388840 96388879 GGCAACTTTACTCCTCCTCG GGTTAGAAGGTTAGAACGGCAA 259

Ai04B19890 Araip.B04 19890 p2 (AT)6 12 96394329 96394340 TCTCTCTCCTTTAGTTCTTCTCAAAA TTTTTCCATTATGGTATTACATCCT 275

Ai04B19893 Araip.B04 19893 p2 (AG)6 12 96422085 96422096 CTGCGAGGAGGAAAGGAAGT CGTGGTAGGAAGCTGTGTCA 154

Ai04B19904 Araip.B04 19904 p2 (AT)6 12 96455053 96455064 TCGAGCCTTTACGAATACGA TACGGAGCTACAGGAGCACA 237

Ai04B19905 Araip.B04 19905 p5 (CTTTT)5 25 96461980 96462004 TGCATCTTCTTTCCAATTCACA GTGTGGGAGAATTTTTGGGA 279

Ai04B19908 Araip.B04 19908 c (GA)11cgcaatgcctgggctcaaagcgacggtgactaagtgatgagtctctggaagaagaagaga(AG)23128 96497885 96498012 AATGAAACTGCAACGCAATG CCCGTATCCACCTTTCTCCT 272

Ai04B19910 Araip.B04 19910 p3 (AGA)5 15 96505006 96505020 AAAGCTTTGCTCGTCCTCAA ACACTCTTCGCCATACACCC 214

Ai04B19912 Araip.B04 19912 p2 (AT)8 16 96512429 96512444 CATTCGGTGGAAATGAATGA GCGTGATTAAACCTTGTTTGG 280

Ai04B19913 Araip.B04 19913 p2 (AT)10 20 96518888 96518907 GCACATCACACCAATGAGGT TTTCGCGCTTTTGAAATTCT 272

Ai04B19916 Araip.B04 19916 p3 (ATA)18 54 96524688 96524741 CCTGAAATTGAGAGCCAAGC GCCTAGTTTATCCAGTGATATGCC 264

Ai04B19919 Araip.B04 19919 c (A)12ggaaagttaaagacaacg(A)10gaataaaataaaaataaaaaagaaagatat(AG)988 96528268 96528355 GAAATCGGAGCTGTTTGGAG AAAGGGCCTTCTTCTGCACT 234

Ai04B19922 Araip.B04 19922 p2 (CT)6 12 96533988 96533999 CTTTCTCTGTGTCCGTTGGG AGAACGAGGAGGACGAGGAT 219

Ai04B19937 Araip.B04 19937 p2 (TA)7 14 96583217 96583230 CTTTTCTTCGGAACGCACAT GATCAAGATGGGAAGGTCCA 229

Ai04B19938 Araip.B04 19938 p2 (AG)7 14 96590904 96590917 AGCGAGAGAAAAGGTAGGGG CATTAGAGTGCGCCCTTTTC 195

Ai04B19940 Araip.B04 19940 p2 (AT)8 16 96602937 96602952 GAGAGAGTAAAGTGTAATTTTTCACCA CGGGAATAGATCTTCTCAATTGTT 113

Ai04B19941 Araip.B04 19941 p3 (CTC)5 15 96611967 96611981 CCTTATTCCCCATTCCCCTA CCACTGCTCCTGTGTGAGAA 167

Ai04B19942 Araip.B04 19942 p2 (CA)6 12 96613946 96613957 AATCTTCAAAAGACGGCCAA AGACTTGTGCCCGGATAATG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B19944 Araip.B04 19944 p2 (TA)7 14 96625087 96625100 CACATTCAACAAATGCAAGGA CGGGGATTATTCGAGTTTGA 255

Ai04B19945 Araip.B04 19945 c (TC)6(TA)10 32 96628662 96628693 CGGTGCTAGGGATCTTTGAA CCAAATAGAGATGGGGGACA 258

Ai04B19949 Araip.B04 19949 p3 (AAG)5 15 96697108 96697122 ACAAGGATCAGCCACAGTCC TTTCAAACGTCTTGGAAGGG 221

Ai04B19951 Araip.B04 19951 c (A)10gagaaaaagaaaaaaaata(AT)1661 96700036 96700096 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 254

Ai04B19952 Araip.B04 19952 p2 (TG)6 12 96704666 96704677 ATGAGATGGCGATGCTAAGG GCCAGTCACCACCCACTACT 248

Ai04B19957 Araip.B04 19957 c (ATAA)5attactaatgt(A)1142 96728574 96728615 ATAAGCACGCATGGCACATA TGCAATGAATGAAAATAAGCAAA 263

Ai04B19958 Araip.B04 19958 c (ATAA)5attactaatgt(A)1142 96729058 96729099 GGATTTGCACCCTGTTTTTC TGCAATGAATGAAAATAAGCAAA 245

Ai04B19960 Araip.B04 19960 p2 (TG)6 12 96734455 96734466 AAACGACTCGTCAATCGGAG TGGGCTAAAAATGCTAACGG 200

Ai04B19961 Araip.B04 19961 p2 (AT)9 18 96734916 96734933 GTTCTTACGTCCTCCCCTCC ACGAGATGCTTTGGCAACTT 140

Ai04B19962 Araip.B04 19962 p3 (GAG)5 15 96755625 96755639 GAGAAGTGCCACCACCATTT TGAGCCACTCTAGCAACCCT 173

Ai04B19964 Araip.B04 19964 p3 (GAA)5 15 96758089 96758103 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 151

Ai04B19965 Araip.B04 19965 p2 (AG)8 16 96760810 96760825 TTTTGAAAAAGGGGGAAGAT TCTTCTTGTTTGATCTTTGCATTC 209

Ai04B19968 Araip.B04 19968 p2 (TA)6 12 96774279 96774290 AGTTCGGTGGTGAATGGAAG CATGGCCTTGAATGCATCTAT 215

Ai04B19971 Araip.B04 19971 p3 (CAA)5 15 96796706 96796720 CACGCAAAAGTCCCTCTCAT AGCTAAGAAGGGGGCAAGAG 273

Ai04B19973 Araip.B04 19973 p4 (AATA)6 24 96830328 96830351 TGAAGCAAGAAAAAGCAGCA TCACCCAACACACACACACA 262

Ai04B19974 Araip.B04 19974 p2 (GT)9 18 96830489 96830506 GACAAAATCACCCCAATGCT GGGCTAAGGTAAGGGTGAGG 231

Ai04B19975 Araip.B04 19975 p2 (AG)6 12 96831566 96831577 AGGGGACAAGCAGAGACTCA GGAACATTGAACCTGGAATTG 165

Ai04B19977 Araip.B04 19977 p3 (GCC)5 15 96841722 96841736 TATCACTTCACCATGCCCAA TAATGATGCCGTTTTTGCTG 244

Ai04B19978 Araip.B04 19978 p2 (TA)8 16 96845575 96845590 GATATGGGCGCAGAAGTCAC TTAAACCGCAATATCGCTCC 258

Ai04B19979 Araip.B04 19979 p2 (TA)9 18 96851957 96851974 GATATGGGCGCAGAAGTCAC TTAAACCGCAATATCGCTCC 260

Ai04B19980 Araip.B04 19980 p2 (CA)14 28 96852189 96852216 GGGAGCGATATTGCGGTTTA CCCACATTAATCCTAACCAAGA 266

Ai04B19981 Araip.B04 19981 c (AT)6(AG)9 30 96853420 96853449 CGTTCTTCATAGCAGGGGAA AGCCAGAGACATATACACACACA 277

Ai04B19983 Araip.B04 19983 c (AT)12(AG)10 44 96869979 96870022 CTCGTGCTGATAACGTGATGT AAATAGAATAGCATAGCCAGAGACA 265

Ai04B19984 Araip.B04 19984 p3 (AGA)6 18 96882455 96882472 TCTTCATTCTCATTTGGGTTCA TTCTCTTCTCTCTCTTCCATTTTCA 216

Ai04B19988 Araip.B04 19988 p3 (ATT)10 30 96892366 96892395 TTCGTGGGTACAAATGGTCA CCGGATCACTAAGTCACTTGTTC 262

Ai04B19994 Araip.B04 19994 p2 (TA)6 12 96910040 96910051 CGGATTACATCGAGTACGGG TAAGGGGGTAAGAATTGGGG 275

Ai04B19998 Araip.B04 19998 p3 (AAT)5 15 96955183 96955197 GGTTCAGATTTGGAGGAGCA GGTCCATTCTAGCTTTGCGA 219

Ai04B19999 Araip.B04 19999 p2 (CT)8 16 96958299 96958314 CCTGGAATTGAGAAGGAATGA AGCAATTTCTGGGTCCCTTT 224

Ai04B20001 Araip.B04 20001 p2 (GA)9 18 96967228 96967245 AAGAAAGTAGGGGAGGGGGT GCGTGGATTCAAATTCCCTA 178

Ai04B20005 Araip.B04 20005 p2 (CT)6 12 96972280 96972291 CTTTTTGTTTGTTTCTTATCTTTTTCA CAAGGGTGAGGATAGGAGCA 278

Ai04B20006 Araip.B04 20006 p3 (TTC)5 15 96975478 96975492 ACACAACCCTCTCTTCCCCT AGGATTCTCCGGTCTTTGGT 190

Ai04B20012 Araip.B04 20012 c (TA)9cagaaaaaaaagagacctaaggctacacttatatacagtagctatagtatac(A)1080 97018166 97018245 AAAACATCTTGGACCCCTCC GTGTAGCCTTAGGTCCCTCG 261

Ai04B20021 Araip.B04 20021 p3 (GCC)5 15 97051168 97051182 AAGTCAGAGTGCGCATAGGG GGCTTACAACGGTGACGACT 240

Ai04B20023 Araip.B04 20023 p2 (AT)11 22 97057063 97057084 GGAAAAGTTGGGAACATTGG TACTCTGGGGCATTTTGTCC 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20028 Araip.B04 20028 c (TC)6cctcc(CT)19 55 97099036 97099090 CCCCTCTCACCCATTCTCTT TGGGATGATTTAAGGCCTCTT 177

Ai04B20032 Araip.B04 20032 p3 (CCA)5 15 97122889 97122903 AAATGTGGCAACCTCACCTC TGTTGATTTTTGTTCACTGCTG 105

Ai04B20033 Araip.B04 20033 p2 (CT)6 12 97127945 97127956 ACATTTGCGCTCCATTTACC GCCGAAGAGAATGTGGAGAG 259

Ai04B20034 Araip.B04 20034 p2 (AT)9 18 97135916 97135933 CTCCTGACCCAACCTACGAA CTGAAGCGGAGTAGTCTGGG 201

Ai04B20035 Araip.B04 20035 p2 (TA)13 26 97160239 97160264 TCTTTCAAGGCTCCTCGTGT AAAACTCTGGCGATGGTGAC 232

Ai04B20037 Araip.B04 20037 p2 (AC)7 14 97171774 97171787 GAGCATGTACCAAATTCCCAA ATGCTTAACCCACCTTGCTC 200

Ai04B20038 Araip.B04 20038 p3 (AAT)5 15 97174426 97174440 TCGAGTTTGGACAACTGACG TTGAAATCTCGGTCCAAAGG 235

Ai04B20044 Araip.B04 20044 p2 (GA)8 16 97202548 97202563 GAAGAGAGAAGGGTTCGAATTATG TCAAAACCACCTAACTACTTTTCTCTC 280

Ai04B20051 Araip.B04 20051 c (T)10caaaattaagtccctcttagtagtaattggcttaattttatagggacccaact(A)1073 97226262 97226334 TCTTTTTAATTGGGTCCCTGC AATTGAGTCCTTGCACCAAA 180

Ai04B20053 Araip.B04 20053 c (A)10catctaaaacttaaaaaagagaaacatccaaaaccaagaaa(AAG)566 97230696 97230761 TCCAAACTTAGGAGAATGAAACA GAGCTCCTCCTACGTTGTCG 150

Ai04B20056 Araip.B04 20056 p2 (CT)6 12 97253305 97253316 GGATACTGGGGAGGAAGAGG TCTCAGTGCTTGATGATGGC 280

Ai04B20058 Araip.B04 20058 p2 (TA)13 26 97290864 97290889 CCTGAAAGCATGATCTAAACCAA TTCTTTCCCACCTCATTTGC 269

Ai04B20059 Araip.B04 20059 p3 (TTC)7 21 97294042 97294062 CGTTGCCAAAAGACTCAACA CAGCTCGATGCGAATCAGTA 192

Ai04B20062 Araip.B04 20062 p2 (TG)11 22 97311634 97311655 GTGCCGAAAGAGATGTGTCA GAATTATACTAAAGGCATGCATAAAAA 248

Ai04B20063 Araip.B04 20063 c (T)10aaaatgttaaatg(A)1134 97312621 97312654 TGAAAGTGCTTTCTATTTATGATGTT TCCTACGTCCTTGCTTGGAT 275

Ai04B20064 Araip.B04 20064 c* (A)10(AT)9* 27 97314532 97314558 TGAGTGACCCTTTCGAATCA CCAGATTGATCCTTCTTCGG 271

Ai04B20065 Araip.B04 20065 p3 (AAT)5 15 97318653 97318667 CCCTTTCTGGTTAACAATCCA ACAACCCATGCTTTTCGTGT 261

Ai04B20069 Araip.B04 20069 p3 (TTG)5 15 97328178 97328192 ATCAGACCAAGCCCTTTCCT CACGCATCAGAACCATCAAC 177

Ai04B20070 Araip.B04 20070 p3 (ACA)5 15 97345909 97345923 GACTGTCCCAACCAAGGGTA GCCTTAGGTGAGGTGCTCTG 190

Ai04B20071 Araip.B04 20071 p2 (TA)6 12 97347393 97347404 GCAGAAGTTCCCGGTTATCA GAGGACAAAATTACCCCAATG 279

Ai04B20072 Araip.B04 20072 p2 (TA)7 14 97347628 97347641 CATTGGGGTAATTTTGTCCTC TGGGAATTTGGGAACCTACTC 162

Ai04B20078 Araip.B04 20078 p2 (TA)7 14 97368047 97368060 TGTCTCATGTGTTGCTCACTG TTGTGCCACCACATCAAAGT 130

Ai04B20080 Araip.B04 20080 p2 (TA)7 14 97370372 97370385 TGTCTCATGTGTTGCTCACTG TTGTGCCACCACATCAAAGT 130

Ai04B20081 Araip.B04 20081 p3 (AAT)5 15 97382090 97382104 GCCATCTCTTCTGCCTGTTC GTCTCCCCCTCTTCTTCCAC 241

Ai04B20082 Araip.B04 20082 c (T)10gaaaacattttta(T)12cgaaaacatatgagggatttttaaaaatatttttgaaaga(T)1085 97382778 97382862 ACTTGCCTCTGATGGTTTGG GGGATTGTTCGTGTTTGGAC 280

Ai04B20084 Araip.B04 20084 p3 (AGA)6 18 97387033 97387050 TTAGAATGTTGCTCGCCCTC CCACCAACCTCCACTCACTT 244

Ai04B20085 Araip.B04 20085 p2 (AG)6 12 97390187 97390198 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 142

Ai04B20086 Araip.B04 20086 p2 (AG)6 12 97390437 97390448 GAGGGGGAAGTGAATTTTCG CAAAATTGATTTTCAAAAGTTGTTTC 260

Ai04B20089 Araip.B04 20089 p3 (TTG)5 15 97406813 97406827 TGGATAACCGTTGTTGCTCA CCAAAAATTAGGTCCAGCAA 280

Ai04B20094 Araip.B04 20094 p2 (TA)8 16 97443673 97443688 TTCAGATGTAGGTCGGGAGG ACTCGACCTGCGAAGCTAAG 268

Ai04B20095 Araip.B04 20095 c (A)10ggaaacaaaagtaaataattctgtattttaagaattgtgtttcagcgtttcagaat(A)1076 97460199 97460274 AAAAAGAAAAGGTGAGAGGGAA TTAGAGACATGGATACGGCAG 260

Ai04B20100 Araip.B04 20100 c (T)12ccatttttcttttc(T)1036 97473537 97473572 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 132

Ai04B20101 Araip.B04 20101 p3 (TCC)5 15 97475971 97475985 ACGTCCCAGGAGGTCTTTCT AAATTTGGAGGCACAAGTGG 187

Ai04B20103 Araip.B04 20103 p2 (GA)6 12 97489789 97489800 ACCATGGGAGTAGATGCGAC GCACGAGGTACTTCTCTCCG 146
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Ai04B20104 Araip.B04 20104 p2 (AT)7 14 97490928 97490941 CGATTGAAAATGGGCTGAAT CCCAAGAGTCATCTCCCAAA 272

Ai04B20105 Araip.B04 20105 c (TA)9(GA)10 38 97495325 97495362 TCCTTATTATTTCACAATCACCAA ACGGTGGTTCAAGCCACTAC 238

Ai04B20108 Araip.B04 20108 c (A)11tacatacaatcaataaacaa(CT)643 97508149 97508191 TCAAATGAGGTGGATGACCA AGAGGGAGAGAATTGCAACG 184

Ai04B20112 Araip.B04 20112 c (CT)19ttccttttc(CT)7cccactcccctctttcttcctctctctctccttctcctctttctcttcctctctcg(CT)10137 97532606 97532742 TGGTTTCATTTAAACTCCAAAATG GATAGAGAAGGGGGATGGGA 247

Ai04B20113 Araip.B04 20113 p2 (CT)7 14 97532867 97532880 CTCCCATCCCCCTTCTCTAT GGGAGAAGAAAGAGCGAGAAA 194

Ai04B20114 Araip.B04 20114 p2 (GA)8 16 97533320 97533335 AGAGAAGGGGAGAAAGAGCG CCCCCTTCCTTTTCTTTCAT 179

Ai04B20116 Araip.B04 20116 p2 (TA)7 14 97554591 97554604 CCGCATTGCTCTAACATCAC GGGTCTTACATCCTACCCACC 272

Ai04B20119 Araip.B04 20119 p2 (TC)16 32 97565286 97565317 AAAATCATCAAGGCGAAGGA TTTTATCGGATCAGGCCAAC 261

Ai04B20120 Araip.B04 20120 p2 (AT)6 12 97566100 97566111 CGTAGGCTTCCTTTGGTTGT CGGATGTGGACGAGATTCTT 181

Ai04B20121 Araip.B04 20121 p2 (TA)7 14 97567105 97567118 TGTAGCCTTAGGTCCCTTATTGTT GAATACTCATTTATGATCATCCCA 253

Ai04B20122 Araip.B04 20122 p3 (AAC)5 15 97572497 97572511 CCAGCTGCGTGTGTATGACT GTGTGGCTCAATTTCCGAAT 185

Ai04B20124 Araip.B04 20124 p4 (TTTA)6 24 97588877 97588900 TGAGTTCAAGCACAAGCCAC CAATATGATGTGTGCGCGTT 265

Ai04B20128 Araip.B04 20128 p4 (TTAG)5 20 97608210 97608229 TCCAACACTTCCAAACACCA TGGAATCCAACAATGAACATCT 203

Ai04B20130 Araip.B04 20130 p3 (GAA)5 15 97616428 97616442 TGTTCTAGTGGTCGTGGTGG GGAAGAAATGAGGCACCAAA 241

Ai04B20131 Araip.B04 20131 p3 (CTT)6 18 97617289 97617306 AAGTACCTTCCACTCCACGC GCAGAGAAGAAAAACGCGAA 277

Ai04B20134 Araip.B04 20134 c (AAG)5aggaagatgaagaagaacgtgcagc(AAG)555 97632030 97632084 CCTCCTCATCTTCTGCTGCT GCGTTTCGAATTGTTACTGC 240

Ai04B20136 Araip.B04 20136 c (T)10cgccta(T)10 26 97649475 97649500 ATTTCCCTTGCCTTTTGGTT TGAAGCAAGAAAAAGCAGCA 168

Ai04B20137 Araip.B04 20137 p2 (AG)6 12 97653402 97653413 TGAAAAAGGGGAGATATTTTCG TTGGTTTTCAAAATTTGTTTCA 117

Ai04B20140 Araip.B04 20140 p2 (GC)6 12 97657064 97657075 GGCCCACGTTCTCTCAATAG TCAGGAGAGGAGGAAGGTGA 165

Ai04B20144 Araip.B04 20144 c (T)10cgaaaacaaaggaaaaaattttgaaatatttttgaaaaatttttg(A)1570 97666944 97667013 GTTTGGAAGCCTCAGTCCAA CGGTTCATCTTGTTGCTCAG 210

Ai04B20146 Araip.B04 20146 p2 (AT)7 14 97670705 97670718 TTCTGATTTATTACGAAATGTTGATT GGTGCATTGAATTGCAAACTT 124

Ai04B20148 Araip.B04 20148 p2 (TA)6 12 97680530 97680541 TGTCCGTGTCAGTATCCGTG CAAATGGGCCTCCAGTCTTA 120

Ai04B20151 Araip.B04 20151 p3 (TAT)10 30 97705665 97705694 CACGTGCGTCTTTTCAACAT CAAAAATCAAACAAAATGCAGA 279

Ai04B20156 Araip.B04 20156 p2 (AG)7 14 97727840 97727853 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 280

Ai04B20160 Araip.B04 20160 p3 (GAA)5 15 97733887 97733901 CCCTCGAGCAAGAGAAGAAA CCCTAAATGACCGAACCTCA 172

Ai04B20161 Araip.B04 20161 p2 (GA)6 12 97737034 97737045 TGAGTGATGTGAGGAAGGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai04B20172 Araip.B04 20172 p2 (TA)7 14 97763727 97763740 ACCGCACAATGGAAAAGAGT AGACTTGAGACGCGGAAGTG 232

Ai04B20173 Araip.B04 20173 p6 (CTTTTC)5 30 97777827 97777856 TCATGATTATGTTTTTATGGCATT GGGTTTGCGTATGGAAGAAA 113

Ai04B20174 Araip.B04 20174 p2 (AG)7 14 97786857 97786870 AAGCTGTCTTGGTGCAATCA TTTTGTTTGTTTCTTAACTCTTTCAA 280

Ai04B20175 Araip.B04 20175 p3 (GAT)5 15 97792840 97792854 GGGATAGCTTGCTTCCCTAA TGTTCACTTTTTGATACATTAAGCTGT 280

Ai04B20178 Araip.B04 20178 p2 (TC)10 20 97802949 97802968 TTCGTGGTTTTCCAATCCAT CACAAAGCCACTGTTACAGCA 261

Ai04B20179 Araip.B04 20179 p3 (AAT)5 15 97803501 97803515 TCCAAGACCAATTATGCACCT TGCATTTGAGTCTTTTTCTGTTTT 107

Ai04B20182 Araip.B04 20182 c (TA)9(CA)7 32 97806238 97806269 CAATTTCAAATGCTTGCACC TTTTATGGCATTTGTGGCAA 188

Ai04B20183 Araip.B04 20183 p3 (AAG)5 15 97807242 97807256 CTGCGCAACACAGTGAAAAT TCGATCAAGGCATGAGTCAG 165
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Ai04B20184 Araip.B04 20184 c (T)11aatttttaacttatatataagtcacatattttaagaatacaaaaatagtagagtcattaaacatgatcaaactctggtaagaacacaagagtta(ATG)5120 97808101 97808220 AAAACCGCCGTAATGTCAAT CCTGTATTTTATACACATACCATTTCA 277

Ai04B20185 Araip.B04 20185 p3 (ATG)5 15 97809296 97809310 TGAACATGATCAAACTCTGGTAAGA CAAAGCATTAATTTTGGTTAGAACG 215

Ai04B20189 Araip.B04 20189 c (T)10cgcttatattttttttcttc(T)1040 97831138 97831177 AGGCCCTCCTATCCACTGAT AGAAAAAGCGGCAAAGAACA 212

Ai04B20190 Araip.B04 20190 c (T)12gaaaaaggttagtagttttcgaaaattaaaataaaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggagatattttcgaaaatt(AG)8126 97833146 97833271 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 219

Ai04B20192 Araip.B04 20192 p3 (CAT)5 15 97840842 97840856 CAGTGTCATCTTCTACAGGCACA GCTGACCTCCAGGTTCCTAA 249

Ai04B20193 Araip.B04 20193 p2 (TA)8 16 97849832 97849847 GGCCTAAACATTCTTGCTGG TGATAAATTGTGCCAACCCC 181

Ai04B20194 Araip.B04 20194 p2 (TA)8 16 97849984 97849999 GGGGTTGGCACAATTTATCA GCCAGCCCCTTTTTGTATTT 161

Ai04B20195 Araip.B04 20195 p3 (ATT)5 15 97874487 97874501 GCCTCCAAATTTCTGATGGA ATGGAAGGATCAGCAGAAGC 219

Ai04B20196 Araip.B04 20196 p3 (GAA)5 15 97876381 97876395 TCCTCTCCAGAGTGTTGTGC CGAACCCTCTCCCTCTCTCT 234

Ai04B20197 Araip.B04 20197 c* (GATG)9(GAT)9* 59 97880697 97880755 CAAGTGACAAGGATGATGAGGA CCACGGAAGGGTAGAATTGA 246

Ai04B20200 Araip.B04 20200 p2 (AT)6 12 97893817 97893828 CCTCCGTGAAGACATCACTTT AGCACCTGAGCATTCCAACT 280

Ai04B20202 Araip.B04 20202 c (AG)6at(AG)6 26 97898682 97898707 AGGAGGAGCCCGCTACTAAC GCTGCGTCGTCTCTCTCTCT 275

Ai04B20203 Araip.B04 20203 c (AG)12cgagagagagggc(GA)649 97898843 97898891 GCTCGCATTGCTGTCACTAA TTCTTTGTTCGCGTTCTGTG 261

Ai04B20204 Araip.B04 20204 p2 (CT)14 28 97901938 97901965 ACTCTGCCTCTCACGCATTT AAGGCGACGATCTACTCGAA 118

Ai04B20205 Araip.B04 20205 p3 (TAT)5 15 97905863 97905877 AAGGAGTTTTTGTCGGAGAATTT AATTGTTGAGTCTGCAGCGA 267

Ai04B20206 Araip.B04 20206 p3 (CAG)5 15 97907036 97907050 ATGGGGCTTTCAAGGAGTTC CCGGCTCATCATACTCCACT 280

Ai04B20207 Araip.B04 20207 p3 (TAT)6 18 97907318 97907335 GTGGAGTATGATGAGCCGGT GCAGCGGAATTTTGACTTCT 280

Ai04B20209 Araip.B04 20209 c (TA)10tgcgttgtttacgttgcatccgaaattgttgcacgctaattgttccccttttgtatgtgcatcaacatacgtatatatatttatat(A)10116 97910258 97910373 TGGAAAAAGGTTCCCCCTTA CCCCTCCATTGAATGAAAAA 209

Ai04B20210 Araip.B04 20210 p3 (ATT)5 15 97910521 97910535 AAGCCTTTGCATCAGTTTCC AACTTGCATGACAAGGGAGC 178

Ai04B20211 Araip.B04 20211 p2 (CT)8 16 97919893 97919908 AAAGGACCTGCCCTTGATTT CCAAGCAATGTTTGCTGAGA 141

Ai04B20215 Araip.B04 20215 p2 (AG)6 12 97927064 97927075 AGTTTTGAAGCTCCACACGG TTTCTCCAAAAGGGTGATGG 249

Ai04B20221 Araip.B04 20221 p2 (CT)8 16 97938755 97938770 CATGGAAATCGTCACCTCCT ATGCAAACGACGAATAGCAA 143

Ai04B20227 Araip.B04 20227 p2 (AC)6 12 97967264 97967275 CGCAGCTACTGCTCCTCTCT CTTCTCCGTGTCTCCCTCAC 102

Ai04B20228 Araip.B04 20228 c (TC)7tata(TC)15 48 97971606 97971653 TTCTCTGATCTCGGCGCTAT CCATGGAGCACCTTGCTTAT 264

Ai04B20229 Araip.B04 20229 p2 (AC)10 20 97976919 97976938 AAAATTAGGCCGAACAGGCT ATTTGGGAGTGTTCTTCCCC 165

Ai04B20236 Araip.B04 20236 p3 (ACC)7 21 98010639 98010659 CTCTCTTCTCCACCACACCC GCGTGTTGTGTTAATGGTGG 196

Ai04B20238 Araip.B04 20238 p2 (CA)8 16 98013267 98013282 ACCAACAACACAACACGCAT GGCAAAGGCAAAGAGAACAG 219

Ai04B20239 Araip.B04 20239 p2 (CT)10 20 98022994 98023013 ACCGCGCTCTGATTTCTCTA TGCTTGGAGTTGAACTGTGA 280

Ai04B20243 Araip.B04 20243 p3 (ATT)5 15 98038935 98038949 AAGTTGTTTGCTCCAATGGC AACAGGAAGAGGAGATGGCA 130

Ai04B20244 Araip.B04 20244 p3 (AAT)5 15 98039124 98039138 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai04B20248 Araip.B04 20248 p2 (AC)16 32 98045625 98045656 GCGCAATGCTCAGGAATAAC TGATGGTAATTGCCTTTTGC 200

Ai04B20249 Araip.B04 20249 c (AT)10acccaaactcccatcttcgctgcaatagaactccagacgcctagcgaggtgc(AT)786 98046776 98046861 CAAAGCTAAGGATGGCCAGA CGCTAGGCATCTGGAGTTCT 270

Ai04B20251 Araip.B04 20251 c (A)10gaagcagtcatcaacaaaatgtgttctcaaaactcaaaat(A)1060 98058849 98058908 GGAAGAAGCAATTCCACGTC GTCTCGCCTCTAGCTGTGCT 252

Ai04B20253 Araip.B04 20253 p4 (TATC)7 28 98063865 98063892 GCAGCATGGATGTGACAAAA TCATTCTGAGACTACATTGGGC 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20256 Araip.B04 20256 p3 (TCA)20 60 98086783 98086842 TCGTCTTCATCCTCGTCCTC TCAAGAAAATGCCACAAATCA 198

Ai04B20257 Araip.B04 20257 p2 (TG)7 14 98106248 98106261 TCGTGATGTTTTGTATTGCTTT GCGCTACTCTGATAGCTCCAA 279

Ai04B20265 Araip.B04 20265 p2 (GA)9 18 98138712 98138729 GGAGGAAAGATGCACAAAGC TCGTCACAAACACCTCCAAC 194

Ai04B20267 Araip.B04 20267 c (A)10gtaagctagtcagataaaagtagacaat(A)1048 98141719 98141766 CAACGAGGAATGCACCATTA TCAAGAAAAAGTAAAAAGAGCGAA 268

Ai04B20270 Araip.B04 20270 p2 (AC)7 14 98143641 98143654 ATCTACCCTCTCCCCCAAGA AGCCCTCCCTCTCTGATCTC 143

Ai04B20271 Araip.B04 20271 p2 (AG)6 12 98144048 98144059 GCAAGCACAGAGGGAGAGAG GCTTCTATGGCAGTTCTCGG 114

Ai04B20274 Araip.B04 20274 p3 (TTC)8 24 98153827 98153850 CCACGCCATTCTTTCTTGTT GGGCTACAAAACCGCATTAC 279

Ai04B20275 Araip.B04 20275 p6 (ACCACT)5 30 98155424 98155453 CGAACTGGCCAATCTAGTCC GGAAAAGGAAGGAGGAAAGAAA 280

Ai04B20276 Araip.B04 20276 p4 (AGAA)16 64 98155948 98156011 TTCATGTAATATGAGAAGCAATACTCC TGCAAAAATTTGAACGAGAATG 279

Ai04B20277 Araip.B04 20277 p3 (GAT)5 15 98165787 98165801 TGATTGGGTTGGTCCTCATT AAAGGAGAAGGAAAATGGCAA 253

Ai04B20279 Araip.B04 20279 p2 (TC)6 12 98171999 98172010 GCTTTCTAATCGAGTTGCCG CACCATCGAAAGGAAGGAAA 280

Ai04B20280 Araip.B04 20280 p2 (AT)6 12 98175339 98175350 TGAAGTTGAGATTGGGCTTG GCAACATTCACAACCAATCAA 171

Ai04B20281 Araip.B04 20281 p2 (GA)15 30 98196096 98196125 TTCGAACACAGAGATAGAGAGGA CGAAAATCACTAACCACTTTTTCA 264

Ai04B20283 Araip.B04 20283 c (T)10aaaccgaaaggttctttttctttttacaaacatgcatatataaataaatccaatcaca(AT)1394 98205314 98205407 GCCACTCTGATAGCGAGGAT GACCCCTAGAATTTGAAAACCA 249

Ai04B20284 Araip.B04 20284 p2 (AT)13 26 98206708 98206733 CGAAATTGTATTGCCGTTTTC TGTGCCTCTGGTTGTGTTGT 270

Ai04B20288 Araip.B04 20288 c (A)10ttggaagcctaactttattt(TA)1050 98216886 98216935 AAAAGGCACCTGCATACACC TTATTATTTGTGGGCCGCTC 186

Ai04B20290 Araip.B04 20290 p3 (ATA)6 18 98222612 98222629 CAGTTTTTGATTTTGAATTTTTAGGA TCTTGCAACCTTTCGCTTTT 159

Ai04B20293 Araip.B04 20293 p2 (CT)6 12 98228054 98228065 CATAGCCCCTGTCTCTCTCG ACCAAAACCTGGAAGCATTG 231

Ai04B20295 Araip.B04 20295 p2 (AC)8 16 98245093 98245108 GGGCTAAGGTAAGGGTGAGG GGGAATAAAATTACCCCAATGC 234

Ai04B20296 Araip.B04 20296 c (TAT)6(TGT)12 54 98245295 98245348 CATTGGGGTAATTTTATTCCCT TGGAAAATTGTAGGAACTTGGG 274

Ai04B20298 Araip.B04 20298 c (T)10c(T)10 21 98253313 98253333 ACTTCACCTTGGGGCATTTT GGGAACATTGGATGGGATAA 194

Ai04B20302 Araip.B04 20302 p3 (TAT)18 54 98262745 98262798 AATTTCTAGCTATCACACCAAACTAAA GAATGGACCCTAGAATGCGA 279

Ai04B20305 Araip.B04 20305 p2 (TA)22 44 98282811 98282854 GCGACTCTGATAGCTCGGAC CTGTTTGTTTGTGCTTGCGT 258

Ai04B20308 Araip.B04 20308 p2 (TA)6 12 98293109 98293120 TGATGGAGTTGAATGATTGCAT ACATGCCACCATATTTGCAC 276

Ai04B20311 Araip.B04 20311 p2 (CT)8 16 98302129 98302144 CATTGAACCTGGAATTGAGGA AGGCTGGAGAATGAGGGAAT 177

Ai04B20312 Araip.B04 20312 p2 (CT)11 22 98310728 98310749 AAACCTGGAATTGAGGAGAAA AGCAATTTTTGGGCTCCTTT 233

Ai04B20323 Araip.B04 20323 p2 (TC)9 18 98373684 98373701 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 225

Ai04B20326 Araip.B04 20326 p2 (TA)16 32 98400114 98400145 ACCTTTCGATGACGTTCCAC TTGAAACATTCCGTGATCCA 259

Ai04B20327 Araip.B04 20327 p3 (TCC)6 18 98404502 98404519 CGTACCAGAAATTGGGTCGT TTCTCACAAAACCTCACCCC 179

Ai04B20329 Araip.B04 20329 p2 (AG)6 12 98424137 98424148 TTTGGCTGCCATGTCTTCTT TCCTCCACTATCAGCAATTCG 279

Ai04B20332 Araip.B04 20332 p4 (TTTA)6 24 98439911 98439934 GTCATCCGTTTTGGAGGAAA TGACCACTTTCTCTCCCCTC 197

Ai04B20335 Araip.B04 20335 c* (A)10(AT)9* 27 98455875 98455901 GGGAAAGTTGAATTTGGAAACA GGGGCATTTTGTCTCCTTTT 226

Ai04B20340 Araip.B04 20340 p2 (AT)8 16 98488904 98488919 TTGCTAAACGTAAACATAATAAACAAA AACAAAAATGTCTTGCTTATGGC 248

Ai04B20341 Araip.B04 20341 p3 (GAA)5 15 98494880 98494894 TCTCCGTGTGAGATTCTTTCAA ATTGGTTTCCAAAATGCAGC 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20345 Araip.B04 20345 p3 (ACA)5 15 98504702 98504716 CAGAACAATGACAACAACAGCA CTCTGCCATTGCCTTATCGT 271

Ai04B20349 Araip.B04 20349 p2 (AG)15 30 98518336 98518365 TGGTCATACGCGATTGGATA CCTCCTAATTGGGTGCTCTG 170

Ai04B20355 Araip.B04 20355 p2 (AT)10 20 98535905 98535924 CCTAAATTGTTCTTGGTCATAGGATT TCGCAGGTCAAAGGAAACTC 264

Ai04B20366 Araip.B04 20366 p2 (AG)11 22 98565362 98565383 GACCTGGGATTATCTTTCATGC TGCCACCTGACTAACAACCA 269

Ai04B20368 Araip.B04 20368 c (TCC)7accactaggtatagccaaaaacaattcattcctctacaaggtagtggatattgccacc(T)1291 98567788 98567878 CGCTCCAACCATATACTCCAA GGAGTGGAGTGTTTGCCACT 278

Ai04B20369 Araip.B04 20369 c (CT)13t(TC)7 41 98572238 98572278 ACAGTCTCGGAGGTCGTAGC TCCCACCTGCGTAACCTTAG 278

Ai04B20370 Araip.B04 20370 p3 (ACA)5 15 98576738 98576752 GACGTCCAACAAGTTGGGTT TTGAACCATACAGCTTAATGACC 248

Ai04B20372 Araip.B04 20372 c (ACC)6aatagcaccaccacaaccaacaccaacaccaacaccagcaccaccaccagcaccaccaccagcaccgccacaacct(CAACCA)5124 98583681 98583804 TCCGAATCAAAATCGTCCTC TCTGTTTCTGTTTGGTGGTGA 278

Ai04B20377 Araip.B04 20377 p3 (TAT)5 15 98597980 98597994 TCAAATAAATCCCCATTGTATGC TCTGACAACCGAGTGTCAATTT 196

Ai04B20378 Araip.B04 20378 p3 (ACA)5 15 98603987 98604001 TTGTGGTGGAAACTGGATGT GACACCTAGTGGGACAAGGC 147

Ai04B20380 Araip.B04 20380 p4 (TAAC)5 20 98617134 98617153 AGAGATGGAGAGCAAGGGGT TGACTTTCCCTTTTCAATTTTCA 280

Ai04B20381 Araip.B04 20381 c (AT)8(AC)9 34 98622091 98622124 TAGATACGCCCAAAGGCTGA TTTTTACGAAGCCGGAGTTG 123

Ai04B20382 Araip.B04 20382 p3 (AAT)6 18 98627975 98627992 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai04B20383 Araip.B04 20383 c (T)10cgaaaattttttaaaataaaaaaaataaaaataaaaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaat(GA)8118 98628228 98628345 GAATGAGATGGGGGAGGAAT TCCAGGGCTTTCCAGAAATA 267

Ai04B20384 Araip.B04 20384 p3 (TTC)6 18 98628970 98628987 TTGTGCCATTACTGCACGTT CAGATTTTTGCTCAGGTCCC 256

Ai04B20386 Araip.B04 20386 c (TC)7ta(TC)9 34 98632402 98632435 TCCCCCTAGCATTACCGTTT CACAACCTGCCAGGGATATT 195

Ai04B20387 Araip.B04 20387 c (CAC)9(CTC)7 48 98639862 98639909 CAAGATTCCGGCATACCAGT TCGAACCACACCTCAGTCAC 275

Ai04B20388 Araip.B04 20388 p3 (CTT)5 15 98640349 98640363 TCAGCGTATGTGTGCTGATATG TCATCCCCTTTCAAGTAATTTTG 242

Ai04B20389 Araip.B04 20389 p3 (CTT)5 15 98640735 98640749 TTTTCGGTGTATGTGTGCTGA GAAAAAGATGGTGATGATGATGAA 116

Ai04B20395 Araip.B04 20395 p2 (AT)9 18 98651941 98651958 TATTAGGGGTGGCAGTGGAG ATTGTGGTGAGGTCTGAGGG 215

Ai04B20398 Araip.B04 20398 p3 (GAA)6 18 98655941 98655958 AATGTTGATGGAGGGAGCTG CTCAATTAGATTCGGGCCAA 267

Ai04B20401 Araip.B04 20401 p2 (AG)14 28 98657650 98657677 TTTCCTCCCCACACAAAAAC TTGGAGTGCGATTGAGAGTG 149

Ai04B20404 Araip.B04 20404 c (GAA)5caaagtt(GAA)537 98676796 98676832 TTGTGCTTGTTGCTGTTTAGG TTCGTGCATTGAAACCTTGA 255

Ai04B20405 Araip.B04 20405 c (AT)6(AC)7 26 98681150 98681175 CGGATGTGATTGCACGACTA GTGGCCACTTCAACATCCTT 261

Ai04B20410 Araip.B04 20410 p3 (ACA)6 18 98695788 98695805 AGAAACATTTCCCTGCCAAC CGTTTGATTCATGTAGCCGA 167

Ai04B20414 Araip.B04 20414 c (A)10tttctttaacaaaatacaaaaaaaatcataaaattataaaaacc(A)1266 98708900 98708965 TGAAAGCTTGGCTGGCTAGT AAAAATGCAATTGACACCAAA 257

Ai04B20416 Araip.B04 20416 p2 (CT)20 40 98709986 98710025 TTTTCAAATCTTTTTCAATTAACCA TCGAATTTTGGGTGGAAGAG 245

Ai04B20417 Araip.B04 20417 p3 (TTA)5 15 98716026 98716040 TCCAACAGCAACAGCATCTC CAACTCCGTGTAGCTGACCA 260

Ai04B20418 Araip.B04 20418 p2 (AT)6 12 98719830 98719841 AAGGAAGCTGGGTGATGATG AGTTTCTATTGGGCCGAAGC 259

Ai04B20419 Araip.B04 20419 c (AT)6caagttttcatttcttttcctttagtttcctagtggcttcggcccaatagaaacttaagtaataataag(AAT)19138 98719965 98720102 ATTCCTTTATGCCACGTTCA CGAAAATTTTTATAAGTGGGGTAAGA 280

Ai04B20420 Araip.B04 20420 p2 (TA)7 14 98725227 98725240 GCCCATTTTTGCTTTGGTAG CGTGGATTTCTTGCATTTCA 244

Ai04B20422 Araip.B04 20422 p2 (TA)7 14 98735622 98735635 TGGCGGCATCATATCACTAA ATCCAACCAACCTCAATCCA 198

Ai04B20425 Araip.B04 20425 c (A)10tagatgaggtggtctcatgagaataaaacttac(T)1255 98765458 98765512 TCTCATGACATACGAAATGGAAA GGCGTTGTTATTTGCCTGTT 243

Ai04B20426 Araip.B04 20426 c (A)10tactaaatatttttcaaaaactatttt(A)1148 98771175 98771222 CAAATTCGAAAATTTGGATTGAC ACAGATGGAAGAGGGGGTTC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20427 Araip.B04 20427 p3 (TCT)5 15 98772188 98772202 CATTCACACCCATACACCCA CCCTCGAGCAAAAGAAGAAA 145

Ai04B20432 Araip.B04 20432 c (TTG)6aa(TTG)6 38 98787117 98787154 AGTCCCTTCCCATCATACCC AAGCAGCAATTCAGCAACAA 277

Ai04B20433 Araip.B04 20433 c (CTC)6cttcttctttttcttt(TCCTTC)670 98787814 98787883 AATTCGTGCGTACACGTTCA AGAAGAAGACGACGCAGCAT 280

Ai04B20436 Araip.B04 20436 p2 (GA)6 12 98806329 98806340 GCCGAACCAGACAGAGAAAG CCAGTGACGGCAGTAAGGTT 278

Ai04B20437 Araip.B04 20437 p4 (AATC)5 20 98812352 98812371 TTATCCCCTCAAGCACCAAG TTCGAGCACATTCAAAGCAC 233

Ai04B20442 Araip.B04 20442 p2 (TA)6 12 98829994 98830005 GATCCTTTTCCATTCATTTGC AGAACGGATGCGATTCATTG 277

Ai04B20450 Araip.B04 20450 p5 (TGAAT)5 25 98848767 98848791 ATCAAGTGGACGAGGTTTGG TTCTACATAATGAACCGAACACG 240

Ai04B20452 Araip.B04 20452 p2 (TG)8 16 98862337 98862352 GCAACCACAGATGAAACGTG TTCATGTGCGTTGATGTTGA 264

Ai04B20453 Araip.B04 20453 p2 (GT)9 18 98871803 98871820 CCATATGCATTGATGACTTGGT AGGTGAGCTTGCGTTTGAAT 280

Ai04B20455 Araip.B04 20455 c (AG)16at(AG)9 52 98875783 98875834 TGTTGTCACTCCTGGCTTTG GGAAGAAGCGTTTGTTGAGC 274

Ai04B20459 Araip.B04 20459 p3 (GAC)5 15 98896320 98896334 GTCCAGGAGGACCATCAAGA TGGTCCAGCATAAACAACCA 191

Ai04B20460 Araip.B04 20460 p2 (TA)6 12 98897246 98897257 CGGGACCGGATTTAGGTACT ATCAAACCTCTAGGGGTGGC 192

Ai04B20463 Araip.B04 20463 c (GA)6(GT)9 30 98908523 98908552 GCCTGCTATGTGTTCGTTGA GGTGGTAGCAGCCACAATCT 214

Ai04B20467 Araip.B04 20467 p2 (CT)8 16 98935386 98935401 TCTTCTTTCCACCTTCCCCT GTTCATGCCGATCCAACTTT 178

Ai04B20469 Araip.B04 20469 c (AAC)5aataacaacaacaac(AAT)648 98955850 98955897 TTGCGAATTGGACATGTTGT TGGTTTAATTGTGTCATTTGCC 268

Ai04B20470 Araip.B04 20470 c (AG)7tggggagagcaaaaaggtt(TG)747 98963882 98963928 GTTCCCTCTTCCTAGCCCAC GTTCAAGCGAGATCACAGCA 116

Ai04B20471 Araip.B04 20471 c (A)15tacaaattaaatagtccaatttatttaggcaaaaaaaatcctcaaattttgaagtattatcggtaggtttgatttgggcttttattta(T)13116 98964808 98964923 TGTGTTACACTGCGACGTGA CGGATCGGATTTACGAATTT 228

Ai04B20473 Araip.B04 20473 p2 (GA)26 52 98968233 98968284 GGCTCATAGCGACAACGACT ACCCCTTCACAGCTCATGTC 224

Ai04B20483 Araip.B04 20483 c (AT)8(GA)14 44 98996637 98996680 TCGAGAGTTCAAATCCTGCC GGGTTTGATCCATGACAACG 251

Ai04B20486 Araip.B04 20486 p3 (CTT)6 18 99004264 99004281 AGGGAATGAAATTCGCAATG TCACCATGCCCTTAGGTTTC 214

Ai04B20489 Araip.B04 20489 p2 (AC)7 14 99016482 99016495 TCCTTACCCTTGTTTTTCCAA CTTCCCAGCTTTCTCTCCCT 122

Ai04B20490 Araip.B04 20490 p2 (GA)7 14 99016635 99016648 AGGGAGAGAAAGCTGGGAAG GACTTCAATCAATGGCAGCA 188

Ai04B20492 Araip.B04 20492 c (CT)7cactttctctcattccttctttccctc(CT)653 99020363 99020415 CTCTCCCTTTTCCCCCTCTA GGAGAAAGAGCGCAAGAGAG 225

Ai04B20493 Araip.B04 20493 c (GA)6ggagggagaggagagagagaaaaaaaggggaaagagaggaaaaagtgggaa(AG)7aatggggaagggagg(GA)12116 99020809 99020924 GAAAGAGATAGAGGAGGGCG CCTTTTTCTCCCCTCTCCC 268

Ai04B20495 Araip.B04 20495 p2 (CT)7 14 99021775 99021788 TCTCTCCCCCTCCTCTCTCT GGAAGAGGTAAAGAAAAGAGAAAAA 143

Ai04B20496 Araip.B04 20496 c (TC)7ttattctctccctttctctctctccttcccctctcattcttcctct(TC)6cctctttctccccttcccctctctttg(TC)9117 99021912 99022028 TCTCTCCCTTTTTCTCTTTTCTTT GAGGGGTAGGGGAGAGAGAG 237

Ai04B20497 Araip.B04 20497 p2 (CT)7 14 99022246 99022259 TCCCCCTCCCTTTTCTTTC GGGGAGGAGGAGAGATAGGA 253

Ai04B20498 Araip.B04 20498 p2 (GA)6 12 99022395 99022406 TCCTCTCTCTCTTCCTCCCC CCTGTTCCTCTCTCTCCCCT 257

Ai04B20499 Araip.B04 20499 c (GA)8ggaagagagaagggagg(GA)645 99022578 99022622 AGGGGAGAGAGAGGAACAGG AGTTTTAAACCAAATCAAAACTGG 207

Ai04B20500 Araip.B04 20500 c (T)30g(T)15 46 99031165 99031210 ATTGATGCTCAGAGCCTTGG ATGGAAAGAGAACCGGAGGT 184

Ai04B20502 Araip.B04 20502 p2 (CT)8 16 99045443 99045458 GTTCCACCAACACCTCCAAT GGCTTATTTGGTCCACTGATTT 257

Ai04B20503 Araip.B04 20503 p3 (AAT)5 15 99046772 99046786 CCACCACTACCAGCTCCAAT ACGTCACACACAGTTCCGAG 269

Ai04B20505 Araip.B04 20505 p4 (TAAA)5 20 99052903 99052922 CCTTGTTCCTGTTCCTGCTC TGAAATTAAGTTTGGTGTCACCTAGT 219

Ai04B20507 Araip.B04 20507 c (AG)6tgttgggtaggtgtgtatgaagggggaaatgagggggtatttatagggttagga(G)1177 99085120 99085196 AGAGGGAAGAGGAGGAGTGTG ATTTAATTTCCCGCCAATCC 272
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Ai04B20508 Araip.B04 20508 p3 (TAA)16 48 99089279 99089326 CGGTTCATCTTGTTGCTCAG TCAAACATGCAAGACACCAAA 262

Ai04B20510 Araip.B04 20510 p3 (TTC)7 21 99093762 99093782 TACCCTCCCTCTCCTCCCTA AAGCTTTTGCCTTCCCTTTC 274

Ai04B20511 Araip.B04 20511 p2 (AG)11 22 99103809 99103830 CTCCATCACCGTCATCATTG AAGTCGTCGCAAAACGAAAT 278

Ai04B20512 Araip.B04 20512 p3 (TTA)7 21 99107339 99107359 TTCTTAGTTTCCCTTGCCATT GCGTGGATATTACGACGACA 254

Ai04B20518 Araip.B04 20518 p3 (ATC)15 45 99126221 99126265 GAAACCAGTGAATGAGGTTGG TCCGGTCATTTCCTTGATTC 250

Ai04B20520 Araip.B04 20520 p2 (AG)19 38 99142056 99142093 CGAACACAGAGGGAGAGAGG CGAAAATCATTAACTTCTTTTTCAA 257

Ai04B20524 Araip.B04 20524 p2 (TA)7 14 99158958 99158971 GGGACATGTAAAACTCATGCAA TCTAAACCCAAACAGAGGCG 272

Ai04B20527 Araip.B04 20527 p3 (ATT)5 15 99162246 99162260 ACCGAAGCCAACAGGTTATG CTCGTCACAATATCAATGGCA 266

Ai04B20528 Araip.B04 20528 p3 (TTA)6 18 99162461 99162478 TTGAGGAGACGTTGGAATTTT TGAGGAGGAAACACCACACA 244

Ai04B20529 Araip.B04 20529 p2 (TC)6 12 99162643 99162654 GGTGGCAGATGCTATCACAA AAACATGTGGCACGCATTAG 274

Ai04B20530 Araip.B04 20530 p2 (CT)6 12 99172248 99172259 AAGGAACATCGAACCTGGAA GCTACAAAGTGGGGGAATCA 161

Ai04B20531 Araip.B04 20531 c (AT)10(AG)12 44 99174503 99174546 TAGCCGAAAAGCGAAGGATA GTGTAAACGCTTCGGGATTG 183

Ai04B20532 Araip.B04 20532 p2 (TA)6 12 99189236 99189247 GAAATCAATGCACATGGAGG AATGGGGCTGAGGTAAAGGT 208

Ai04B20533 Araip.B04 20533 c (A)17ccaacgtgatatcctacagtcacaaaaatacagattttcaatatgaatctatgtga(AAT)691 99196942 99197032 TTCACCATTTGAAAGAGTATAAATCC GAACATGCAGGAGCAATCAT 280

Ai04B20534 Araip.B04 20534 c (A)11cattttaattagcttaattcagtaattacaccttattaatcaattgcaacatttttaacatttgtgtgggca(T)1093 99198227 99198319 TTTAGAAGCCCTCCAACTGC TCTGAGACTATTTTGGCAGCA 194

Ai04B20535 Araip.B04 20535 p2 (AT)6 12 99199102 99199113 TGATGTAGAAAAAGTTTGATTATTTGC TCAATTCTGCGTGCAACCTA 212

Ai04B20537 Araip.B04 20537 p3 (TTA)30 90 99202493 99202582 GATGGGCCACTCATACTGCT GCCCATCCATCTCTTTACGA 274

Ai04B20538 Araip.B04 20538 c (T)10actg(TTA)60194 99202746 99202939 GGCGATGTTGGTATTCCACT TCCACCTAAACAAAAACAGAATGA 280

Ai04B20539 Araip.B04 20539 c (ATT)16atagtctgttgcagttgatcttgtattcagagttgtattcagtgttgtatcttatatttagatgattctatttag(TAT)5138 99203646 99203783 AACAGCAAATCCTGCCTCAT CCATTTCGTTACAAAAGTGCAA 251

Ai04B20544 Araip.B04 20544 p3 (AAT)5 15 99221696 99221710 CAATAATTGCACTTGCTGCC TTGAGAATACATTCGGATGGC 209

Ai04B20546 Araip.B04 20546 p2 (AT)6 12 99244273 99244284 GTCCGTGTCAATGTTTGTGC CAGTGTTGCACACTCACACG 168

Ai04B20548 Araip.B04 20548 p6 (TTCTTT)6 36 99258384 99258419 AACCCTATCCATCGCGTAAC TGTTGAATTTTGGTGATACTTGA 266

Ai04B20555 Araip.B04 20555 p2 (TA)6 12 99282431 99282442 CGGCTACAAAGGTGACACAA TTTGGTTCGGTCAGACATACC 252

Ai04B20558 Araip.B04 20558 p2 (CT)9 18 99294167 99294184 CCCCTCCCTCTTACTTTTGC CTCCAGGGCAAGAATATCCA 136

Ai04B20559 Araip.B04 20559 p3 (AAG)22 66 99296064 99296129 TGACCCTTAGGTCGGTTGTT TCATCCTCCTCTTTCGAGGT 214

Ai04B20565 Araip.B04 20565 p2 (AT)8 16 99345974 99345989 TGACTAATTTGATTAAAAATGCATGA CCAAAGGCTACGCTTTTCAG 211

Ai04B20566 Araip.B04 20566 p2 (TC)6 12 99363839 99363850 ACAGCAACGGAGTGACTTGA AGAGGGAGAGGGAGAATGGA 269

Ai04B20567 Araip.B04 20567 p2 (GT)6 12 99364059 99364070 TCCATTCTCCCTCTCCCTCT TGGAGTTGCTATCACCCTTTG 260

Ai04B20571 Araip.B04 20571 p3 (AAC)6 18 99377040 99377057 ATCTTGTTCATTTCGGTGGG GAATCCCATTGATGCACTGA 278

Ai04B20572 Araip.B04 20572 p3 (TTC)5 15 99396632 99396646 CGAAGTCTCCTCTTCTACCCC GGACCCCAGAGTTCTTCTGA 210

Ai04B20573 Araip.B04 20573 p2 (AC)6 12 99402214 99402225 CAGCCAAGCCCTTATTCATT AAGGGTTTCATGTTTTCCCC 102

Ai04B20574 Araip.B04 20574 p2 (AT)6 12 99407334 99407345 TTTCAGATGCAGGACGTGAG CAAAACCCGTTTCTCCAAAA 182

Ai04B20576 Araip.B04 20576 p3 (TCT)5 15 99418747 99418761 CCGTTACTCCTCCAAAACCA CTGGCCTTAGGTGCCATAAA 250

Ai04B20582 Araip.B04 20582 p2 (AG)6 12 99443485 99443496 TGGAGAGAGGGGTAGGGTTT GGATCCCCACCTACCTCAAT 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20584 Araip.B04 20584 p4 (AAAT)5 20 99457871 99457890 TCCTTTTCAAAACCTTCTAACCA CCATGATGGAGAAAGGGAGA 165

Ai04B20585 Araip.B04 20585 p6 (TATTTT)7 42 99459626 99459667 TGAAGGCAACATTGAGCAAG TCTCTGTTTTGTGTGCCGAG 254

Ai04B20587 Araip.B04 20587 c (T)11gaaaa(C)19 35 99460389 99460423 GCATCTTTGCAAATTCAATCC GAGGCCGAATGCAAATTTAT 279

Ai04B20588 Araip.B04 20588 p2 (AT)7 14 99462115 99462128 TAACATGTGGTGGCAATGCT TTGGCTTTTTCTGCTTGCTT 279

Ai04B20590 Araip.B04 20590 p3 (TTC)6 18 99472426 99472443 GCATTTTGAGAGGCATACCG AGCTCCTCCCCCTAATGAAA 183

Ai04B20591 Araip.B04 20591 c (T)10cttttttctttttttc(T)1642 99487597 99487638 TGTCACAAATTCATGCACCTT GTGGGGAAATTGAATTGTGG 232

Ai04B20595 Araip.B04 20595 p2 (TA)8 16 99512702 99512717 CAAAATCCAGTGAGGGTTCAA TGCAACTACCTAAATGAATGATGC 253

Ai04B20609 Araip.B04 20609 c (T)10atttcttttttttcttttttttc(T)1043 99554515 99554557 CTGGGGTGTTTTCTTCCTGA GAAGATGGCGGAGACAAGAG 194

Ai04B20611 Araip.B04 20611 p2 (AT)6 12 99559483 99559494 AGTAAGGTGGAGCAGAGCCA CGTTTTGCTAGTTTGGTCAACA 171

Ai04B20615 Araip.B04 20615 p2 (TA)10 20 99572090 99572109 GCAGAGAAGTGGATCTTTTGG AACTGCAACGCTCAGGAAGT 271

Ai04B20616 Araip.B04 20616 p2 (TG)6 12 99572428 99572439 TTCGGCTAGCCTTAGTTTCG GCAAAATTAAAAGTGCAACGC 267

Ai04B20617 Araip.B04 20617 p2 (AG)11 22 99574796 99574817 GGTAAATTCTATCGCGCTGC ACGTGAGACGCGATTCTACC 222

Ai04B20618 Araip.B04 20618 p2 (CT)6 12 99577967 99577978 CCTTGCGAGCATACAAGTGA ACACATCCCATGTCCACAGA 232

Ai04B20619 Araip.B04 20619 p2 (TA)6 12 99589953 99589964 TTTGGTTTGATTGAAAATAGGGA TGTAACCATGCAATAAGCTCG 260

Ai04B20621 Araip.B04 20621 p2 (AT)7 14 99590823 99590836 AGGGGAATAAAATCACCCCA TGAGGGCTTTTCAAGGTTGT 265

Ai04B20622 Araip.B04 20622 p2 (AT)7 14 99591187 99591200 CCAGTGAGGGTTCAATTGCT AAAAGAGTGAAGGCAAAATGG 275

Ai04B20624 Araip.B04 20624 p2 (TA)7 14 99601072 99601085 TTGAATCAGCAGAATCAGCA CCCAAAAATGACATGCATCC 265

Ai04B20625 Araip.B04 20625 p4 (AAAT)5 20 99601528 99601547 TTTCGGAGAATGGGAGACAC TGAAACGTCACTTAGAAAGCACA 214

Ai04B20626 Araip.B04 20626 p2 (AT)6 12 99601668 99601679 TGTGCTTTCTAAGTGACGTTTCA TTTAGATTGGCCCGTAATCG 210

Ai04B20631 Araip.B04 20631 p3 (AAG)5 15 99626861 99626875 CCTCCTCATCTTCTGCTGCT TTCTTCAACCGTTACTGCACA 210

Ai04B20634 Araip.B04 20634 p2 (TA)12 24 99640080 99640103 CAAGACGCGTTGTGTTTTGT TCGGTGTTCGACCTCTTCTT 209

Ai04B20637 Araip.B04 20637 p2 (TC)6 12 99681380 99681391 GCACCAGACTGGCGTTTAAT GGGTGTTATGGGAAGGTGTG 257

Ai04B20639 Araip.B04 20639 p2 (CT)15 30 99692664 99692693 CCTCACTGCAACTCACCTCA GAGGATGAGAATACACCGGC 140

Ai04B20641 Araip.B04 20641 p2 (TA)6 12 99711521 99711532 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai04B20642 Araip.B04 20642 c (TC)16ttga(TC)6 48 99715157 99715204 GGGGGATGTCAGGGATAAAT TGAGAACACACCAAGAGGGA 258

Ai04B20643 Araip.B04 20643 p5 (TTATC)5 25 99715684 99715708 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAGA 126

Ai04B20645 Araip.B04 20645 p2 (AG)11 22 99724296 99724317 TTTCTGGGCTGTTTTTGACC GAACCTGAGAAAAAGTTGAAATCC 226

Ai04B20647 Araip.B04 20647 p3 (TTC)5 15 99740474 99740488 ACACAACCCCTCCTCCTCTT TCGGAGGTGAAAGCTTTTGT 228

Ai04B20648 Araip.B04 20648 p3 (CTT)5 15 99744080 99744094 TGTCACCATCATCCTTTTGC GTCTTGCGGTGGTCTATGGT 273

Ai04B20652 Araip.B04 20652 p5 (TCAAT)6 30 99771460 99771489 GAACGCGTACTCATGGTGAA ATGAATTGAATGGACGGAGG 156

Ai04B20657 Araip.B04 20657 c (ATA)13(AGA)5 54 99793467 99793520 TTTTTCAAAAGGGTTACAAAAAGA CGAGTTGAATCAAAATCCCC 226

Ai04B20660 Araip.B04 20660 p5 (AAAAT)12 60 99811498 99811557 GCCAGTGAGCTCCTTTTGTC AAGAGTGCTCAAGGCTGAGG 280

Ai04B20661 Araip.B04 20661 p2 (AT)6 12 99817298 99817309 AAACACAACGCTCTAGCCAA TTGGTGTCAATTGCATGTTTT 251

Ai04B20662 Araip.B04 20662 p3 (AAG)5 15 99826140 99826154 ACATGAGTAGCAGCCCCAAC ACGGCTAGCTGAACTGGCTA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20664 Araip.B04 20664 p3 (TTA)6 18 99828294 99828311 AATTTGGTTCAGATGGGACAA GATCAAGGGAGAAATGAAGCA 172

Ai04B20668 Araip.B04 20668 p2 (CT)6 12 99853561 99853572 TCTCATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 276

Ai04B20669 Araip.B04 20669 p3 (TTC)5 15 99855588 99855602 ACACAACCCCTTCTCCCTCT TCCAACCATCCTCTAGCCAC 148

Ai04B20671 Araip.B04 20671 p2 (TA)8 16 99862153 99862168 GTGGGGGAGGATCTGCTATT CACATCATCCAATCACAACCA 250

Ai04B20672 Araip.B04 20672 p2 (CT)8 16 99876814 99876829 TTGTGAAATGCTCTAGGGGG GGGTGGTGGAAAGAGAGAGA 276

Ai04B20677 Araip.B04 20677 p3 (AGA)7 21 99917849 99917869 TAGAATATTGCTCGCCCTCG ACCCACCTCACCCTCTCTCT 154

Ai04B20678 Araip.B04 20678 p2 (AG)9 18 99921202 99921219 GGGTTCGAATTTTGGTGAGA TGTTTGTCTCTTATCTTTTTCAAAACT 279

Ai04B20681 Araip.B04 20681 p2 (GA)6 12 99943024 99943035 TACCTGCAGAAATCGCAGAA GGAACATTGAACCTGGAATTG 251

Ai04B20682 Araip.B04 20682 p2 (GA)6 12 99944793 99944804 TACCTGCAGAAATCGCAGAA GGAACATTGAACCTGGAATTG 251

Ai04B20683 Araip.B04 20683 p2 (CT)6 12 99951894 99951905 CCCCAGGATTAACAGCAAGA GAAGGGTTTTTGGGGAAGAG 169

Ai04B20685 Araip.B04 20685 p4 (AAAT)6 24 99959079 99959102 TATTGGGAATTTGGGTGCAT TGGGGTAATTTTGTCCCCTT 152

Ai04B20686 Araip.B04 20686 p2 (GA)6 12 99960425 99960436 TGCAGAAATCGCAGAAAATG GGAACATTGAACCTGGAATTG 247

Ai04B20688 Araip.B04 20688 p2 (CT)6 12 99967024 99967035 GGTAGCAGAATGGGCGTTTA ATAGGTGAGGGGTTTTTGGG 258

Ai04B20690 Araip.B04 20690 p2 (CT)7 14 99971006 99971019 TTGTGAAAATCTTGAGGGGG CGAGGGATGGATGATAGGAA 158

Ai04B20692 Araip.B04 20692 p2 (TC)6 12 99987833 99987844 AATTGATTTTCAAATCTTGTTCAAT TGAAAAAGTGGTTAGTGATTTTCG 145

Ai04B20693 Araip.B04 20693 p2 (TC)9 18 99988008 99988025 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGGGAGAGA 243

Ai04B20695 Araip.B04 20695 p3 (TTA)37 111 100015080 100015190 TTTGGGGTATTTTGTCCCCT TGGTTGGGATAAAAGGGTGT 273

Ai04B20697 Araip.B04 20697 p2 (GA)6 12 100031219 100031230 GGAGGGAAGAAGAAAAGAAAAA ACCGCGTCAATCCAAATAAG 241

Ai04B20701 Araip.B04 20701 p2 (TC)6 12 100070380 100070391 ATGAAGGGCTCGAATTGATG GCCTCCAAGGTTGAAAACAA 164

Ai04B20705 Araip.B04 20705 p2 (TC)6 12 100109940 100109951 AGAGGTAATTGCGTGTTGGG TCAAACCCTGACTGTTCACCT 157

Ai04B20707 Araip.B04 20707 p3 (CTT)6 18 100112769 100112786 CCCTCCTCTACTCCAGCCTT GGCGAGAGAAAGCGCTACTA 189

Ai04B20708 Araip.B04 20708 p2 (TA)7 14 100113269 100113282 AACAATTTCTTCGCATAAACAAC TTGCCACCCTTACAAGATGA 238

Ai04B20712 Araip.B04 20712 p3 (AGG)5 15 100119716 100119730 GGAGCGGCTATAGGTGATGA AGTCCAACGAAGCCTTAGCA 192

Ai04B20713 Araip.B04 20713 p2 (TA)7 14 100129647 100129660 GGATCCTAACCTCCCACCAT AGGTATGAGGAGGTAGGGTGAA 207

Ai04B20714 Araip.B04 20714 p2 (AG)8 16 100141592 100141607 GAGGGAGAAGGATTTTCGGA TTCCCAACTTCTTATCTTTTCAA 268

Ai04B20716 Araip.B04 20716 p2 (AT)9 18 100150325 100150342 ATTACAATTCAGCCGCCCTA AGAGCAGTTCGATGACCGAT 237

Ai04B20717 Araip.B04 20717 p2 (GA)9 18 100152491 100152508 TTCTTCTTCTTTTCGGTGGC ACGCTTCTAGGCTTGGGTTT 178

Ai04B20718 Araip.B04 20718 p2 (AG)12 24 100161521 100161544 TCACTCCTTGCTTCAAGCCT ACCAAGGAAGGACCAGAGGT 196

Ai04B20720 Araip.B04 20720 c (T)10cattctattttttcttagtggtcattcataatgtctgcatcagcatctgcattttgcattatgcatattgcataaaaaaaa(G)11102 100176677 100176778 GTGCTAGGTGGGAGACAACC CCGCGCAACTCTCTATTCA 264

Ai04B20723 Araip.B04 20723 p2 (CT)6 12 100182507 100182518 TCTTGTGAATCAAGTCATTAATTGTG AAAGAAATTTTGAAAAAGGGGG 276

Ai04B20724 Araip.B04 20724 p2 (CT)6 12 100182746 100182757 AACATCTCTCCCTCACCCAC GGGAAAAGCATGAGCCTGTA 220

Ai04B20725 Araip.B04 20725 p3 (TTC)5 15 100184440 100184454 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 277

Ai04B20727 Araip.B04 20727 p2 (CT)6 12 100193804 100193815 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 276

Ai04B20729 Araip.B04 20729 p3 (TTC)5 15 100212714 100212728 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20731 Araip.B04 20731 p2 (TA)6 12 100224250 100224261 AAAGCAACATAAATCTGAAATGC TCTGCAACACTAATGTGACTGC 253

Ai04B20733 Araip.B04 20733 p3 (CTT)9 27 100226567 100226593 AAAGGAAGCAAGAAACGCAA TGTTACCCGCGGAAGTAGAC 218

Ai04B20738 Araip.B04 20738 c (A)11gtcattctatgttcttcagaatttttaagaatgaattctagagtttcatgagatatgttgaatcatggctggctgttaaaccatgtctaa(T)10111 100258060 100258170 TTTGGACAATTGACGGTTCA TTGCTGAGAAAGACAAAGAAGC 260

Ai04B20739 Araip.B04 20739 c (A)10g(A)10gagaaaagaaaaaatggc(A)1251 100263937 100263987 TGAAGCAAGAAAAAGCAGTGAA TGCTCAAAGCCTTGGATTCT 207

Ai04B20740 Araip.B04 20740 p4 (TTTA)5 20 100266753 100266772 CTCATGCATCAACATTCCTTTT GGAAAAACTGTGGAAACTTGG 272

Ai04B20744 Araip.B04 20744 c (A)10gagaagagaaaaatgcg(A)1037 100308609 100308645 TGAAGCAAGAAAAAGCAATGAA AGGCCCTCCTATCCACTGAT 184

Ai04B20745 Araip.B04 20745 c (T)10ctttttcatcatcatca(T)1037 100312324 100312360 GGGCATTCTGTCCCTTCTTT GGGAACATTGGATGGGATAA 246

Ai04B20746 Araip.B04 20746 p3 (AGA)5 15 100315938 100315952 GGTGACGGAGGTAGGTTGTG CGTCCGTTCCTATTCTGCTC 257

Ai04B20752 Araip.B04 20752 c (A)11tagtgaatacatagatttgcagtaaagtattttatt(A)1259 100334045 100334103 TCAATGCTTCTTGCCTTGTG TACATATGGCCCAACTCGGT 199

Ai04B20755 Araip.B04 20755 p2 (AG)7 14 100339125 100339138 GGAATATTGAACCTGATAAAAAGAGA CTCCCAACGATTTCTGAAGC 241

Ai04B20756 Araip.B04 20756 p2 (AT)8 16 100353524 100353539 CCAAAGCGTCGGAAAATAAA TTGATGTGCATAATGAGGACAA 251

Ai04B20759 Araip.B04 20759 c (TC)8ttttataatcttctctctcttttacatacgatactac(AT)1073 100371157 100371229 CTTCGGATTCCTCACGTAGC GAGATCAGCAACCTATCGGC 230

Ai04B20763 Araip.B04 20763 p2 (TA)8 16 100380079 100380094 GGGTTGTGTGTTCTTTGGCT TTCAGAATCACAACAATCCACC 203

Ai04B20764 Araip.B04 20764 p2 (CT)9 18 100384970 100384987 GAACCTGGAATTGAGAAGCAA GATAGACGCCACGTGCATAA 264

Ai04B20766 Araip.B04 20766 p2 (GA)6 12 100388005 100388016 GGAAGAAGCGAGAGCTCAGA CACAGCGATGACAACTCACC 207

Ai04B20767 Araip.B04 20767 p3 (TAA)6 18 100392370 100392387 GAAACGTTTAATATGTGGGTTTG ATATTCCTGATTGGAATTATTTTTCT 266

Ai04B20770 Araip.B04 20770 p3 (CAT)5 15 100435380 100435394 GCTGCCAGAGTTGAAGAAGG GAGCTGATTACGCCGATCTC 241

Ai04B20771 Araip.B04 20771 p5 (AAGAT)5 25 100438259 100438283 AGGCAGTCCAAGCCTACAGA CGACTTGTCGGACTGGCTAT 274

Ai04B20776 Araip.B04 20776 p2 (TA)7 14 100471247 100471260 TCCTCATTTTTCTCAGGCCA TGGATAAGCTCAGCTCGTGA 113

Ai04B20780 Araip.B04 20780 c (A)10c(GAAGAG)647 100473981 100474027 ATCGTTTGGGTGAATTCCTG ACACGGACCTTTTAATGCGT 279

Ai04B20782 Araip.B04 20782 p3 (ATT)7 21 100474945 100474965 CAAACAAGTGCAATTTATTTTGAGA ATAGGTTGCGCGTTTGAGTC 175

Ai04B20795 Araip.B04 20795 p3 (TGA)5 15 100500173 100500187 ATGGCTAAGCTCAAAGGCAA GGATGCTAGGCACACCTGAT 273

Ai04B20798 Araip.B04 20798 p2 (TA)7 14 100525950 100525963 CTCGACCTGCAAAGCTAAGG GCGTCTGGAGTTTCCTATGC 224

Ai04B20799 Araip.B04 20799 c (AC)7(AT)8 30 100530006 100530035 ACTTTAAACCGCGAAACCG GTTGGTTGGATTTGTTTGGG 272

Ai04B20803 Araip.B04 20803 p2 (CT)6 12 100551706 100551717 ACGAGCTCCCTCTCTCCTCT GCCCTATCCTAGCCACAACA 257

Ai04B20804 Araip.B04 20804 p2 (AT)17 34 100555683 100555716 TAAATCGCAATACCGTTCCC TGGTTTATTGTACCCTCGCC 228

Ai04B20805 Araip.B04 20805 p2 (CT)6 12 100558439 100558450 CTCTACCTCGTCTCGACGCT GAGCACCGAGATACCCACTG 214

Ai04B20807 Araip.B04 20807 c (T)11gaaaatt(A)11 29 100564866 100564894 AGACCTAGCCCAGTAACCCA GGAGTGAAAAACCACTTGTTGA 242

Ai04B20809 Araip.B04 20809 p3 (AAG)6 18 100572566 100572583 TAAGTGTGGGGAAATTGGGA TACTTTGGGGCATTTTGTCC 219

Ai04B20812 Araip.B04 20812 p3 (ATT)6 18 100582752 100582769 GCCGAGTGGGACAAGAAAAT CCACTTGAGTTTGAGGGAGG 276

Ai04B20816 Araip.B04 20816 p3 (TTA)6 18 100589183 100589200 AGAGCAACCCAGTTTCAGGA AATGTCTGCGGATCAAAAGG 109

Ai04B20817 Araip.B04 20817 p3 (TTA)5 15 100589559 100589573 TGCAGACCAAAAAGTCAGGA CAAACACAGAAAAACAAAACAAACA 221

Ai04B20818 Araip.B04 20818 c (A)12gtggagggaccactataatatccaaaattccattt(TAA)562 100590764 100590825 AATTGTGGGCATCTGAGGAG TCATGGAACATGTGACATATGAA 262

Ai04B20820 Araip.B04 20820 c (T)10(A)12 22 100593102 100593123 AGAAAAACAGATCATCGCTTTCA CCACATGTAAAACGTGACGC 267
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Ai04B20824 Araip.B04 20824 p2 (AT)27 54 100659312 100659365 AGTGGTGGAATCTCATGCAA GCATGTAACATCAAAAGTGGGA 268

Ai04B20830 Araip.B04 20830 p2 (AG)13 26 100678734 100678759 TGATGGTGATCATAAAGGAAGG TTTTTCATCTTTTTGGCCATC 119

Ai04B20836 Araip.B04 20836 c (T)13gcgattcggttcggtttttagttttgaccatgaaaaccctaaccgaaccgaaccaaaccggttcggcaaaaaaccctaaaaattactaa(C)11113 100691270 100691382 GGACCGAACTAAACCAACGA CAGCAGCACTCGTTTCATTC 217

Ai04B20840 Araip.B04 20840 c (TTG)5aattagtttagatttgatagaattaacttaggttattgaatttctgttaatatttaactgtatacatgatccattgttgttgttgttcttctgcatctg(GTT)5129 100699283 100699411 TGGATTTGTTTAGCTGAATTTTGA AAACCAGAAGCGGAAGAACA 234

Ai04B20841 Araip.B04 20841 p2 (AT)7 14 100708506 100708519 TGATACCTTCCACTGAGGCA TTCTCTCTCTTCTTTTTCAAACTTCC 231

Ai04B20849 Araip.B04 20849 p3 (ATC)6 18 100753277 100753294 CTTAACCCGTGACACCCAAC ACCGCCGATTTCTCCTAAAT 268

Ai04B20850 Araip.B04 20850 p3 (CAT)17 51 100755705 100755755 TGATCTGGAGTTTGGTATTTTGA TGAGAGGCAAAAGCCATTTC 258

Ai04B20851 Araip.B04 20851 p5 (GACAA)5 25 100757706 100757730 CGAGCTAATTTGGGGCATTA CCTTTGTGTTTTGCTCTCAATG 220

Ai04B20852 Araip.B04 20852 p2 (TA)6 12 100760702 100760713 TCACATATCAGCGTGTCCAA AATCTTTTACTAAATACGAAAACACGA 272

Ai04B20856 Araip.B04 20856 p3 (CCA)6 18 100768594 100768611 GGTGAACCCTGAGATTGGAA TCCGCTCATCAAATATTAACCA 277

Ai04B20858 Araip.B04 20858 p2 (CT)16 32 100779715 100779746 ACCATTGGAGAAATCCGACA TGGCAAAGAGAGAAGAGGGA 237

Ai04B20859 Araip.B04 20859 p3 (TTC)5 15 100804944 100804958 GTCCTTGATGCGTGTGTGTC CCAATGGAAAAATAAAAACATGC 267

Ai04B20860 Araip.B04 20860 p4 (AAAT)14 56 100806357 100806412 AACTGTGGGAACTTGGGTTG TTGGGATAATTTTGTCCCCTT 249

Ai04B20861 Araip.B04 20861 p2 (GT)7 14 100806555 100806568 TGGCAATGTCAAAAGGAATG GTTAAACCTGGCCATTCACG 182

Ai04B20864 Araip.B04 20864 p6 (AACAAT)5 30 100823318 100823347 TTGAAGGGTGGTAAAGTCCG TTTTACCAATCAAATTCAAATGC 231

Ai04B20865 Araip.B04 20865 p2 (AT)8 16 100824223 100824238 GTGGTGAGGATGGTGGTTCT TCAATCTCAAACACGCAAGC 231

Ai04B20866 Araip.B04 20866 p2 (TG)7 14 100825698 100825711 AAGAGGGATATGATTCGTGATTG TGTCACACTTCCAGCTACGC 278

Ai04B20867 Araip.B04 20867 p3 (ATA)6 18 100828751 100828768 ATATTTGGGAGGGTTTTGCG CCAACGCCTCGTTAATTCAG 248

Ai04B20868 Araip.B04 20868 p2 (TA)6 12 100831756 100831767 CCTCCGGTTCTCATTCCATA GGTAAGGTCAAACGGAAAAGG 240

Ai04B20869 Araip.B04 20869 p2 (TA)7 14 100833368 100833381 CGAAATCAGGTCTCGCAAAT TGTGATTGCAAGTTGTCAAAA 183

Ai04B20870 Araip.B04 20870 p2 (GT)6 12 100838935 100838946 CCTCTCTGCACGAGCTCTCT CAACTCCTTCAGCCACAACA 248

Ai04B20873 Araip.B04 20873 p2 (GA)6 12 100847376 100847387 TGAAACAATCATCCGCATACA TGGTATTGCAGGATGCAGAA 236

Ai04B20879 Araip.B04 20879 p2 (TA)9 18 100862858 100862875 CTAAACTCGACCTGCGAAGC CTGGAGATCCTTTGGAAGCA 226

Ai04B20880 Araip.B04 20880 p3 (ATT)26 78 100863832 100863909 CGCCATCAATTCAAATCTCA TGAGGTGTTCGTAATGCTGAA 182

Ai04B20884 Araip.B04 20884 p2 (GT)8 16 100882605 100882620 ATAAGGGGCCAAAATTACCC GGGCTAAGGTAAGGGTGAGG 241

Ai04B20891 Araip.B04 20891 p4 (AAAT)8 32 100904719 100904750 TCCGAATTACGGTTTTCAGAT CGTTACGGCGTCAATCACTA 203

Ai04B20892 Araip.B04 20892 p3 (AGA)6 18 100911618 100911635 CGGTCTTAGGTGCCATCAAT CCATTCATGGTCATCCCTTC 185

Ai04B20893 Araip.B04 20893 p2 (AG)6 12 100917147 100917158 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 169

Ai04B20894 Araip.B04 20894 p2 (AG)6 12 100917371 100917382 CGGATTTTTGGTGAGTGAGG CCACTTGACTTTTTGTTTGTTTCTT 268

Ai04B20896 Araip.B04 20896 p2 (CT)6 12 100923970 100923981 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGAGGGCAGAGATGTGAG 279

Ai04B20897 Araip.B04 20897 p3 (TAT)5 15 100924299 100924313 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 173

Ai04B20898 Araip.B04 20898 p3 (TTC)5 15 100925483 100925497 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai04B20899 Araip.B04 20899 c (A)10ttaggcgaaaaaaatagaaag(A)1243 100925918 100925960 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 210

Ai04B20904 Araip.B04 20904 p3 (TTC)5 15 100977023 100977037 TGCCCTAAAATTAATCAAACAACA ATTGCTGGCCCCTAGACTTT 196
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Ai04B20906 Araip.B04 20906 c (A)10ttttaacggaagtaaacaaaattaataaaacggggcaggggagtttgctaacgg(A)1074 100988727 100988800 AAATAAAATTAACTAGGAAACACCAAA CCGGGGATTGATTGTGATTA 255

Ai04B20912 Araip.B04 20912 p2 (CT)11 22 101029903 101029924 GAAAGGGGAGAAAAGTTGGC ATAGGTGAGGGGTTTTTGGG 272

Ai04B20913 Araip.B04 20913 p2 (AT)20 40 101047160 101047199 CCACTAAAGAATTCGCTCATCA CCTAGCTACCCAAAAATCCCA 278

Ai04B20915 Araip.B04 20915 p2 (TA)9 18 101065623 101065640 GGCGATTTTGGGTGACAAAT GGCTCAAATCTCACTTGCTTG 269

Ai04B20920 Araip.B04 20920 p3 (CTC)7 21 101084492 101084512 TGACACAAAAATGGCTAAACC TGATACAGGGTCTTGTTAAGAGGT 277

Ai04B20921 Araip.B04 20921 p3 (GAA)9 27 101085395 101085421 ACCTGTTCCACGCTTTTGAT TCCAGAATCAAACCAACAACA 259

Ai04B20925 Araip.B04 20925 p2 (AT)9 18 101090145 101090162 CGGGTAACAACGGTCAACAT TGGTAATCGGCCTGTTTTCT 213

Ai04B20926 Araip.B04 20926 p3 (AGA)6 18 101091914 101091931 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 241

Ai04B20927 Araip.B04 20927 p4 (TTCT)7 28 101104404 101104431 GTGGGGTGCGAGAAATAAGA GATGAGGTGCCCCATGATAC 183

Ai04B20933 Araip.B04 20933 p2 (AC)11 22 101111027 101111048 TTGAAAAGACGAGGTAGTCCG ACCTTTTTGAATGGGCCAAG 257

Ai04B20935 Araip.B04 20935 c (T)10cgaaaacaaaagagaaa(T)1138 101125618 101125655 ACAAATTGCTGCCTCAGTCC GATGAGCGGATAATTTGGGA 279

Ai04B20936 Araip.B04 20936 p2 (TA)8 16 101127623 101127638 CCAGTTTTAACTTCGCGAGC GTGGCGAGACACTACGACCT 242

Ai04B20937 Araip.B04 20937 p2 (AC)17 34 101132520 101132553 CAGGCTCTATCGGGATGAACT TGCACTTATTGTCTCGCATGA 278

Ai04B20939 Araip.B04 20939 p2 (AG)6 12 101137102 101137113 AGGCTGGAGAATGAGGGAAT TGGGAAGGTTCATAAGCCAA 275

Ai04B20944 Araip.B04 20944 p3 (TTA)5 15 101161321 101161335 TGGGGTAATTTTGTCCCCTT TGTGTTAGGTGAAAGCTTGGG 110

Ai04B20950 Araip.B04 20950 p3 (GAA)11 33 101184290 101184322 CGAGGATTTAAGGCTTGCAG CTGTTCAGTCTTTCTCCCGC 177

Ai04B20951 Araip.B04 20951 c (TA)6(TG)14 40 101190894 101190933 ATACCTCGTTGAGCGTCTGG AAGCCGGGCAGAGTATGTAA 252

Ai04B20952 Araip.B04 20952 p2 (CT)8 16 101199438 101199453 CAAGGCAACGAGGAAGACTC AGCTGAGGAAGGAGAGGGAG 166

Ai04B20954 Araip.B04 20954 c (A)10gaaaaagaaaattaaaaag(A)1039 101207248 101207286 TGAAGATCTTGGGAATTGGG TTACTTTGCTTTGGGGCATC 173

Ai04B20955 Araip.B04 20955 p2 (AT)6 12 101207955 101207966 AAAATCGTGTCACACTCGCA ATTTGTTGACCCTCTGTCGC 135

Ai04B20956 Araip.B04 20956 c (TA)6(TG)6 24 101211076 101211099 TGAGGATCGCTACAATTATCTCC TGCACTCGTGCTAAACCAAG 241

Ai04B20965 Araip.B04 20965 p2 (AG)6 12 101236834 101236845 GAATGCCATGCATGAAGATG CGAACAATTTTGGGTTGGTT 198

Ai04B20969 Araip.B04 20969 p2 (TA)9 18 101254627 101254644 TTTGTGTCCCTTTGGGTTTC GCAACGAGCAAAGGATAAGC 185

Ai04B20971 Araip.B04 20971 p3 (GAC)6 18 101258195 101258212 CGGCAACTTCAATGGGTACT GTCCGAACGCACTCTTTCTC 141

Ai04B20974 Araip.B04 20974 p3 (TTA)5 15 101261802 101261816 CCAAGGCACATTGTTGATCTT TCCTTGCCATTTTTCTTCAAA 277

Ai04B20978 Araip.B04 20978 c (A)10gaagtttagaaaaaactgtatttcgttccctttaatcagttatgtgtgtacgtgcttaccccccaaaaaaaccctaccacaattttctg(T)12111 101269840 101269950 GGATAAAGAACGCGCAGAAA AAATCGGGCACGACTAATGT 233

Ai04B20979 Araip.B04 20979 p2 (TA)7 14 101271367 101271380 ATTTGACTTCACCGAGTCGC TCGTGTCAAAGACAAAAGCG 215

Ai04B20980 Araip.B04 20980 p2 (TC)10 20 101271907 101271926 ATCCCTCGCAATTCACAAAC TTGTTTGAGGGGGTTATGGA 102

Ai04B20981 Araip.B04 20981 p3 (CAT)8 24 101272138 101272161 AACCCCCTCAAACAACATACC ACTCGTTGTTGTTGCTGCAC 280

Ai04B20982 Araip.B04 20982 p2 (CT)6 12 101272691 101272702 TCAATTGCCTTCCTTTACCG ATTGCTGCCTCATTGCTTCT 197

Ai04B20983 Araip.B04 20983 p3 (GGA)5 15 101272887 101272901 AGGCAGCAATTCCCATTCTA TCAAATTACTCGCACCACCA 277

Ai04B20984 Araip.B04 20984 p3 (ATG)6 18 101273433 101273450 GCAGAGATGGAGGGAGAGTG GACAAACCTCCATAATGTGTCAA 260

Ai04B20985 Araip.B04 20985 p2 (TA)7 14 101274559 101274572 TGAATTCAAATGATGTATGGAGG CTTTTCATGCAACAACCGAA 223

Ai04B20986 Araip.B04 20986 p3 (TTA)6 18 101274689 101274706 CCCAAAGTTTTGGATGAGATATG CCTGAGGCAAAGGATTTTCA 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B20988 Araip.B04 20988 p2 (TA)6 12 101276439 101276450 CCAAAGAGACAAGACGTTAAACA CGCTTTTGAAAATAAATGCACA 242

Ai04B20989 Araip.B04 20989 c (AAG)6aggaagaggaagaagaacgtgccgc(AAG)558 101279697 101279754 CCTCCTCATCTTCTGCTGCT TAACGCGCTTTGAACCGTA 246

Ai04B20991 Araip.B04 20991 c (T)10gaaagtaaatgacttcaaataaataaaatcactataattttttttggtgacttaataaaatcactatattagtacaaagcaactactacccg(A)13115 101281439 101281553 GCATACCCTAGCTAGTTTGTTTGT TTTCCCTTCTAAGTTTTTCACGA 276

Ai04B20993 Araip.B04 20993 c (CT)8(GT)10 36 101284621 101284656 CCTCTTCCGCTTCAACAAAG TGGAGATCTTAAGCGCCTGT 276

Ai04B20994 Araip.B04 20994 p3 (CTT)8 24 101289887 101289910 CGTAGGTTCAAGGAGGTTCG TGCAGTGAATAAAACAACAGCA 271

Ai04B20998 Araip.B04 20998 p3 (TTA)16 48 101324051 101324098 TTGCTCCAATTACTGTTTCTGG TCCTCCTAATCGCTACCAAAGA 269

Ai04B21008 Araip.B04 21008 p2 (AG)6 12 101381692 101381703 TTTTTGGGCTGTTTTTGACC GTTGGGAACATTGAACCTGG 217

Ai04B21009 Araip.B04 21009 p2 (TA)6 12 101385602 101385613 AACTTGTGAATATAATAGCATAAAGCA GATTTGTGGCCGATTCAAGT 176

Ai04B21016 Araip.B04 21016 p3 (ATT)7 21 101406061 101406081 CATCAAGGTTCTGTTCTTCCC GAACATGCAAACAACCCAAA 242

Ai04B21022 Araip.B04 21022 p4 (TTAG)5 20 101451427 101451446 TCCAACACTTCCAAACACCA GGCAATAAGAGGCAGCAATG 171

Ai04B21023 Araip.B04 21023 p2 (AT)9 18 101455979 101455996 AGCACATGGTTAGGGACAGC GAAAAACACAAAGCTTGCGA 221

Ai04B21024 Araip.B04 21024 p2 (AG)6 12 101469249 101469260 TTTCGGCCCAGAAAATACAG GGAAAATTGAACCTGGAATGA 212

Ai04B21026 Araip.B04 21026 p4 (AATA)5 20 101474732 101474751 AGATTGTGGGAGAACAAGGG TTTTCCGCTTTTGCATTACA 279

Ai04B21027 Araip.B04 21027 p2 (AT)11 22 101474962 101474983 AGCGGAAAATTTTGGGTAGC TTTCAAGGTTGTAATGGGGC 168

Ai04B21028 Araip.B04 21028 p2 (AG)7 14 101476144 101476157 TTTTGACCCAGTTTTCGGAC GGAACATTGAACCTGGAATGA 226

Ai04B21029 Araip.B04 21029 p2 (CT)9 18 101478870 101478887 GGAAATTGGAATCAACAAGGA AGGATGGATCAGTCCATTCATT 279

Ai04B21031 Araip.B04 21031 p2 (TA)7 14 101485870 101485883 GCACATTGTTGAGCATTTGG AAGCTTCAAACTCGACCTGC 241

Ai04B21032 Araip.B04 21032 p2 (TA)9 18 101496420 101496437 CCTCCGGTTCTCATTCCATA CTCAACCTGCGAAGCTAAGG 278

Ai04B21037 Araip.B04 21037 p2 (AG)8 16 101529832 101529847 ATGTTTTGGCTCAAAGTGGG AGAGCTCGACAAGAGCTTCG 261

Ai04B21038 Araip.B04 21038 p2 (AT)9 18 101532645 101532662 TCAGAGTGACGCAGTGGAAG GCCCTCGAAAATTCAAATCA 158

Ai04B21039 Araip.B04 21039 p2 (AG)9 18 101533153 101533170 ACGGACCAAAAACGCTACAC GAGCTCGTCAATCGGAGTTC 222

Ai04B21040 Araip.B04 21040 p3 (TGA)5 15 101539625 101539639 CCTTCAGCCTGGACAACATT AGTCTGAGGAGAAGGAGGGC 221

Ai04B21042 Araip.B04 21042 p4 (TTTG)5 20 101550643 101550662 GATCCTTCCCTTCTTCGGAC CCGAAATAGGAAAACAGGCA 131

Ai04B21043 Araip.B04 21043 p3 (TCT)7 21 101569590 101569610 CCCATCACCTCTTCACCACT TTAGAATGTTGCTCGCCCTC 208

Ai04B21044 Araip.B04 21044 p5 (TTATC)9 45 101610024 101610068 TGGTACCTGCAAGGGACTTC CAAGGAACACGACCCAAAAT 273

Ai04B21046 Araip.B04 21046 p2 (TG)9 18 101615426 101615443 CACTGATGGCACGTAAATCG TCCCCAAATCCAGTGACTTC 171

Ai04B21048 Araip.B04 21048 c (CT)17t(TC)8 51 101623622 101623672 TCATTGATTCGTCCTGTCCA ATTTGCCTGAATGATCGCTT 266

Ai04B21052 Araip.B04 21052 p2 (TA)13 26 101639941 101639966 TTAGCACCTCATGATCGCAC CCCCTCATCGTTCATTGTTT 274

Ai04B21055 Araip.B04 21055 p2 (TC)9 18 101648111 101648128 CCCCGTTGCTTTATTTTGAA GAATCGCTGGAAGATATCGC 131

Ai04B21060 Araip.B04 21060 c (TA)17(T)10 44 101677917 101677960 TTCACCACTTACTTTGGGGC GTGTGGGAAAATTGGGTTTG 279

Ai04B21061 Araip.B04 21061 p2 (CT)8 16 101685640 101685655 GCCAAAGAAGCATGTTTTCA GAGGAGGTCCGAGAGGAGAG 274

Ai04B21062 Araip.B04 21062 c (TC)9ttctcgtgaacggcggcgacggcatctggcaacggggaggacgaacggcgatgacgatgactcctcctcgcgcgg(CT)6105 101685957 101686061 CTCTTCTCCCTCCCCCTTCT ATCGCTGTCACGAGGAGAAC 268

Ai04B21065 Araip.B04 21065 p2 (AG)6 12 101706653 101706664 AAGGTTTTGGCACAAAGTGG CGGAGTTCCGTAGCTCATGT 226

Ai04B21066 Araip.B04 21066 p2 (AG)6 12 101714363 101714374 CAAGATGGGAGAGGGAGAATTT CTTCCTAACTCCCTATCTTTTCAA 275
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Ai04B21069 Araip.B04 21069 p2 (AG)16 32 101718108 101718139 TGCGGTTCTAAAGGTTTTGG GGCTTGTCAATCGGAGTTTC 267

Ai04B21070 Araip.B04 21070 p2 (TA)7 14 101721328 101721341 ACGTTCGCGCTTTGTAATTT CTAAGCCTTACCTCATGCCG 145

Ai04B21071 Araip.B04 21071 p2 (TC)7 14 101721864 101721877 AGTCATCATCCCACGTCACA GGTTATGCTCGGAGTTGAGC 199

Ai04B21073 Araip.B04 21073 p3 (TCG)5 15 101728735 101728749 CACCACTACCCCTACCTCCA CGACGACAATGATGTTGAAGA 112

Ai04B21075 Araip.B04 21075 p4 (TATG)10 40 101733848 101733887 ATCAATGGAATGCCCAAAAA TTTGAAATTGCATCCATCACA 141

Ai04B21076 Araip.B04 21076 p5 (AAAAT)5 25 101738871 101738895 CTCGAAAAGTGTGCAAAACG CTTGGCCCAAATTCACTCTC 230

Ai04B21081 Araip.B04 21081 p4 (AAAT)5 20 101773688 101773707 ACGACAAAACCTGGCTTAGG CCTGCAACCACAACTCAATG 246

Ai04B21083 Araip.B04 21083 p4 (AAAT)5 20 101778830 101778849 AAAATTTGATCAGAATCTCGTGC TCTCAGGCAACACATACATCAA 204

Ai04B21086 Araip.B04 21086 p3 (TCC)5 15 101785435 101785449 GTTACATGACGTGGCAATCG TCCGTTCCAAACTATCGGAG 277

Ai04B21088 Araip.B04 21088 p3 (TGG)6 18 101786513 101786530 AAACTTCAGAAGGCTTGCCA GCCGAGATTGACTTATCCCA 274

Ai04B21089 Araip.B04 21089 p3 (CAC)5 15 101791315 101791329 TTAAACCCTATCCGAACCCC TAGGGATCAGAGAGATGGCG 115

Ai04B21090 Araip.B04 21090 c (TTA)7cagagaaaacaactaccccacttgctgccaatcctcctttgagaaagtcttctaaatggtacatgtt(TTA)30178 101805488 101805665 TGCCTTCTAAGAATATCACAATGG TCTGAAGAGCATTCTCCTTTTT 250

Ai04B21092 Araip.B04 21092 p2 (AT)6 12 101810549 101810560 TTGCCTGTGCTTGATGTTTC GGATATTCAAGTGGCCGTGT 269

Ai04B21098 Araip.B04 21098 p3 (TAA)8 24 101818248 101818271 CACTGGTTACCAAGCAGCAA CCAACTGTTTTGCTGCACAT 272

Ai04B21099 Araip.B04 21099 p4 (CTCC)5 20 101823402 101823421 TAGGGTTTGTTGGAGTTGCC GAAGGAAAGAAGGAGGGGTG 272

Ai04B21100 Araip.B04 21100 c (CAC)5tatacctccatcatcatcttcttcacataaag(CAA)562 101823716 101823777 TTTAAAGGCACCACCACCTC GTCGCTGGTCTGGAAGAAAG 245

Ai04B21101 Araip.B04 21101 p2 (AT)6 12 101832364 101832375 CGTCTCTTTGGCGGTAACTC CCGCTTTGAGTATGCAACAA 274

Ai04B21104 Araip.B04 21104 p3 (TAT)6 18 101837998 101838015 TGTTTATGCCCGGATGAAAT TGCAACGTGAACCAGGTATT 212

Ai04B21106 Araip.B04 21106 p3 (AAT)5 15 101840650 101840664 TCTGCTTGTGCTAGGTTCGT GCCAGGGCAGTAGGTTTTAC 268

Ai04B21107 Araip.B04 21107 p2 (TA)7 14 101841755 101841768 CCACACGTTGAGTGCAAAAC CGAGATACGTAAAAACGCCA 279

Ai04B21109 Araip.B04 21109 p2 (GT)6 12 101845034 101845045 TAAAAACACCGTCCCCACAT TGCCTCTCGCTCTCTCTCTC 205

Ai04B21111 Araip.B04 21111 p3 (TAG)5 15 101848609 101848623 TTTCCATACCTGCAGCAAAA GCGGAACAAGGTGATGAAAT 187

Ai04B21112 Araip.B04 21112 p2 (CT)10 20 101849177 101849196 TCTGGGCTGTGGAAACTACC CCATGGCCACTGTAAGGACT 157

Ai04B21119 Araip.B04 21119 p3 (TTG)6 18 101881943 101881960 TTCTGCATACTCTTTGGGGG AGTCCACTCGGAATCACAGG 210

Ai04B21121 Araip.B04 21121 p2 (TA)9 18 101894966 101894983 ACCGAAACAACCAATGAAGC TCCTAACGGTCACTTCCCAC 185

Ai04B21122 Araip.B04 21122 p2 (TA)8 16 101901650 101901665 TTAGTGCGAGATCGGTTTTTC CAAGGTGTGAAGAGTTGTACGC 254

Ai04B21123 Araip.B04 21123 p2 (AT)9 18 101904346 101904363 AGTTCGGTGGTGAATGAAGG TTGACACCCAACCCCATTAT 207

Ai04B21126 Araip.B04 21126 p2 (AT)6 12 101914799 101914810 ATGTTCCATCAGGAACTGCC GACATGGCAGCCGATCTTAT 265

Ai04B21130 Araip.B04 21130 c (TA)8(T)10 26 101922992 101923017 ATTGAGCTTCGCTTTGCTTT CATTCGGGGAATAAAAGGGT 254

Ai04B21135 Araip.B04 21135 p4 (TTTA)6 24 101957570 101957593 CCAATGGAGGGTATGCAGAT TCCTGACCACTTTCTCTCCC 254

Ai04B21137 Araip.B04 21137 p2 (GA)13 26 101977135 101977160 TATAGGGGTAGGGGGAGGTG GCACGCCTAAATAGAGCAGG 169

Ai04B21138 Araip.B04 21138 p2 (TG)6 12 101988716 101988727 GATGCAGACAGCTCCTCCTC ACCCACTCACCTCTACCACC 249

Ai04B21141 Araip.B04 21141 p3 (TTC)5 15 102008050 102008064 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 214

Ai04B21142 Araip.B04 21142 p2 (TG)19 38 102012220 102012257 AACGTTCATTTATGGGGACG AAAGCCAAGATCACAGCTGAA 249
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Ai04B21145 Araip.B04 21145 p3 (AAG)5 15 102015559 102015573 TTGAAAGAAAAGAGAAGGAGCAA CCAAGGATTGAAGGGGACTT 269

Ai04B21152 Araip.B04 21152 p2 (CT)6 12 102042630 102042641 TCTTGTGAATCAAGTCATTAATTGTG TTTTGAAAAAGGGGGAAGAT 276

Ai04B21154 Araip.B04 21154 p3 (TGA)7 21 102074831 102074851 ACCCACTTGTTCTGAAAGGG TGGTGGCTAGTTTCCTTTGC 212

Ai04B21161 Araip.B04 21161 p4 (AATA)5 20 102118326 102118345 CCCCAAATTGAATCTTTGGTT CTTGGGTAATTTTGTCCCCT 258

Ai04B21162 Araip.B04 21162 p3 (GAT)6 18 102122838 102122855 TGACGCTGCTGTTTTGGAT TGAATGTACAAACCAATTAGGTGC 278

Ai04B21163 Araip.B04 21163 p2 (TA)35 70 102128849 102128918 AAGCACCTCGTTGAACGTCT CACCTGTTTCTCCACCCTCT 248

Ai04B21166 Araip.B04 21166 p3 (GAA)6 18 102133211 102133228 GAAGAAGGAGGAAGGCAAAGA GCCAAACACACCCTTCATCT 128

Ai04B21168 Araip.B04 21168 p3 (GAA)6 18 102135354 102135371 GAAGAAGGAGGAAGGCAAAGA GCCAAACACACCCTTCATCT 128

Ai04B21171 Araip.B04 21171 p2 (AT)7 14 102167827 102167840 TGGTTAAAACAACAGAGATGCAA GGAGAATCTGGTGGAGGTCA 239

Ai04B21174 Araip.B04 21174 p2 (CT)6 12 102171786 102171797 TTTCTTATCTTTTTCAAAACCACC AACTGTGAGGAGGGCAGAGA 275

Ai04B21175 Araip.B04 21175 p3 (TAT)5 15 102172116 102172130 TCTCTGCCCTCCTCACAGTT GTTCTTGTCCTTGCTCCTGC 171

Ai04B21176 Araip.B04 21176 p3 (TCT)11 33 102173434 102173466 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 140

Ai04B21179 Araip.B04 21179 p2 (CA)8 16 102179054 102179069 TCAAATTGACCCCCAAGAAG TGGGCAGACTTGATTTCATTC 146

Ai04B21180 Araip.B04 21180 p4 (TCTA)8 32 102184255 102184286 GGAGCATCAATGGCCTTAAA TTCTTTGCTGTTACATTCTGGC 156

Ai04B21191 Araip.B04 21191 c (T)13gtgttcaaaattatggttataactctttggccgtggttatggtagttctttgttttttcttttatccggtgactaactggtagttctttgtttg(ATA)5122 102192647 102192768 TCTATATTCTTGTTGCTGCTGCT CATCCCCTCAGATTCCAAAA 267

Ai04B21192 Araip.B04 21192 p3 (TTA)12 36 102193971 102194006 CCAAATAAAACACGTGAGTACCCT AAGGATCTGTCGCTGGCTAA 218

Ai04B21193 Araip.B04 21193 p3 (TAT)5 15 102200231 102200245 TCACACCTTCAGCTGTTTCAG TTTCCTATGTGCAAGCAATTTTT 224

Ai04B21197 Araip.B04 21197 p2 (TA)10 20 102208147 102208166 GGAATAAGCAAAGACATGCACA TTTGTTGCTTGTGAGAATATTGA 193

Ai04B21199 Araip.B04 21199 p2 (GA)6 12 102216053 102216064 AGATGATTCGCCTCCCTTTT TCATTATGAAGAATGCGCGA 266

Ai04B21201 Araip.B04 21201 c (AC)25(AT)13 76 102223615 102223690 TCACATTCATTCCAAGTACGTCA TTTCCCGTTGGTAAGGTGAG 278

Ai04B21202 Araip.B04 21202 p2 (AG)6 12 102227800 102227811 GAACCTGGGATCGAGAATCA AGTTTGCGGCCTAGAAAACA 193

Ai04B21203 Araip.B04 21203 p2 (TA)25 50 102238490 102238539 CAACTGCACCTGAGTTTCTACC CACATGGATGCCCTTTTCTT 242

Ai04B21205 Araip.B04 21205 p2 (GT)6 12 102257838 102257849 TTTTTAGAGCTCGACGCCAT AAAGAAATCGGCCCAAGATT 279

Ai04B21206 Araip.B04 21206 p2 (TA)10 20 102260116 102260135 TCGGACTACATACAACAGTGGA TCTGCTGTTGGAACAAACCA 260

Ai04B21207 Araip.B04 21207 p2 (TA)7 14 102262466 102262479 CAAGCTCTAGACCCGACCTG AGAAGCACCTCATTCAGCGT 243

Ai04B21208 Araip.B04 21208 p2 (AT)7 14 102262688 102262701 AGACGCTGAATGAGGTGCTT CGGTGGTTAGGAGGTTTGAA 240

Ai04B21209 Araip.B04 21209 c (TG)7(CG)8 30 102263208 102263237 AGGCAAACCAAAACAAATGC AACTCTCCGGATTCTCCCAT 234

Ai04B21210 Araip.B04 21210 p2 (AC)9 18 102265390 102265407 TAACCCACACCCTTGCATTT GCACATCGTTTGCCCTAAGT 174

Ai04B21219 Araip.B04 21219 c (TTG)5ctgttgggaatggtt(GA)642 102308539 102308580 GGGGTTGTTAGGGTTCAGGT AGAACACAGACGCTGGGAGT 114

Ai04B21220 Araip.B04 21220 c* (A)11(AT)17* 44 102309373 102309416 AAAATTTTGGATCTTCGCCC TTTACAGCCAACCAGGCTTC 209

Ai04B21221 Araip.B04 21221 p2 (CT)6 12 102310321 102310332 TGCTCGTTTCTTATCTTTTTCAA GGGTTCGAATTTGGTGAGTG 280

Ai04B21222 Araip.B04 21222 p3 (TCT)6 18 102313162 102313179 CCCATCACCTCTTCACCACT CAAACTTAGCACGTTGCTCG 117

Ai04B21230 Araip.B04 21230 c (TC)6tgtctctctttctctctctt(TC)848 102329786 102329833 CATCACAATCTTCTTCTCAGCG GGTGAAGCATCACTTCCCAT 279

Ai04B21231 Araip.B04 21231 p2 (TA)17 34 102332703 102332736 AAATCGTTCTTGGTCATAGGATT TCGCAGGTCAAAGGAAACTC 218
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Ai04B21237 Araip.B04 21237 p2 (TC)6 12 102365792 102365803 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 245

Ai04B21241 Araip.B04 21241 p3 (TCT)6 18 102375931 102375948 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTC 150

Ai04B21242 Araip.B04 21242 p2 (AG)6 12 102380938 102380949 GAGATGAGAGAGAAATAGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 242

Ai04B21245 Araip.B04 21245 c (T)12cagtgattttgattcag(T)1241 102385559 102385599 TGCTGATGTTGTGGTTGAAAA TCAATGCAATGTAAAATACACAAAA 279

Ai04B21249 Araip.B04 21249 p2 (AT)6 12 102394273 102394284 GCGTCATATTGCGAGAAACA GCACGATTCCAGCCTAACTT 112

Ai04B21251 Araip.B04 21251 p3 (AGA)5 15 102410452 102410466 CACTCGCCCTCGAGTAAAAG CCAATAAACACCCTTCCCCT 201

Ai04B21252 Araip.B04 21252 c (T)13gcaagctttg(T)1235 102411389 102411423 TGGCTTTTTCTGCTTGCTTT TTGGTTAAATGTGGTGGCAA 248

Ai04B21256 Araip.B04 21256 p2 (AC)6 12 102427506 102427517 GTAGGGCAAGCACAAATGGT TGCATTCTGGCATATGTTGA 158

Ai04B21257 Araip.B04 21257 p2 (AT)10 20 102429235 102429254 GGGGTCATTTTGTCCCTTTT TCCCCATGATATCCCTGAAA 196

Ai04B21259 Araip.B04 21259 p2 (AT)6 12 102439551 102439562 TTTCTTCTCCTTTCGAAGAAACA AATGTATAGCAATTAACCATGCG 255

Ai04B21263 Araip.B04 21263 p3 (TGG)7 21 102483990 102484010 TCATGATGAAGAAGAGGAGGAA GTCATCACCACCACCTCCTT 267

Ai04B21264 Araip.B04 21264 c (AGG)5(AGA)9 42 102484129 102484170 AGAAGGAGGTGGTGGTGATG CACATATACGCACTCGCACC 132

Ai04B21267 Araip.B04 21267 c (GA)9ttcaactgtcctcatt(A)1044 102492160 102492203 AAAACGAGGTGATGCCTCTG GGACGTTCATGCAGACAAGA 217

Ai04B21269 Araip.B04 21269 c (TAA)7c(AAT)5tctagaaaaaaat(GA)1988 102492986 102493073 TGTCCCACTGCATACTGGTT TCAAAGCTGAGGAAAGAGCC 254

Ai04B21272 Araip.B04 21272 c (GTGAG)5acctgagaggggagagagaagagatggtatgtccgtatttatagaaaagaacaccagcaagaacagtccagccaggagggtatgtctacctcacac(CT)10141 102496315 102496455 GGCAGCGAAGAGAAAGAAGA TTTTTGACATCCTTGCCATT 223

Ai04B21279 Araip.B04 21279 p2 (GT)7 14 102524318 102524331 TCTGTTGGTGATAGCTAGCAGAG TTGAGTGTTTTTGTGACGTTTTT 277

Ai04B21280 Araip.B04 21280 p2 (AT)18 36 102528343 102528378 TGGACGAAATGGGAGGTCTA GCGTACCCATTTCCTACCTT 211

Ai04B21283 Araip.B04 21283 p2 (GT)6 12 102543661 102543672 CCTCGTTCTCTCTTTCCCCT CTCTCACCCAAATCACCCAC 195

Ai04B21285 Araip.B04 21285 c (A)10gt(A)10 22 102545547 102545568 TTTGCCACAAATAGTAGCTTCCT TGACTGATTTTGGTGTGCAAAT 277

Ai04B21291 Araip.B04 21291 p3 (TTC)5 15 102562764 102562778 ATATGGCCGAAACCTAACCC CCCTCGAGCAAGAGAAGAAA 167

Ai04B21292 Araip.B04 21292 c (A)10taaatagaaaaag(A)1033 102564441 102564473 GCAAGAAAAAGCAGCAAAGAA CGCTGTCTTCATCCAATCAA 149

Ai04B21293 Araip.B04 21293 p2 (AT)7 14 102566737 102566750 TCTGTATTTTGGGTTTCTTTTGG AGAAGCATAGCCAGCTCGTC 276

Ai04B21294 Araip.B04 21294 p3 (AAT)5 15 102567301 102567315 GCTGTGGGAGAGGTCGTACT CAGGAATGCTGAGAGCATCA 191

Ai04B21295 Araip.B04 21295 p2 (GT)8 16 102572661 102572676 TTCTCTTCTTCCCCTCCTCC GGAAAACCGGGCATTAATTT 201

Ai04B21296 Araip.B04 21296 p3 (GGT)5 15 102581712 102581726 ACCGCGTCACTCTCTCATCT GCTCACCTGGTTGACTGGTT 252

Ai04B21297 Araip.B04 21297 p3 (TTA)13 39 102582688 102582726 CAATTCCAATGGGCTTCATC CGTCCTTTCTACGGGATTCA 156

Ai04B21312 Araip.B04 21312 c (CTT)5gctgcacgttcttcttcc(TCT)548 102654503 102654550 AACCGTTTTCACTGCACCTC GGAGAAAGAGAAGGCAAGCA 209

Ai04B21314 Araip.B04 21314 p2 (AT)9 18 102668441 102668458 TACCCCACCTTATCAACCCA AAGTCATGGTTTCCCTCCCT 229

Ai04B21315 Araip.B04 21315 c (CCA)5tcaacacaaa(CAC)540 102671222 102671261 CTGACATTGAGGGTCCGAAT TGCTTCTTGGTTTGGTGTTG 231

Ai04B21319 Araip.B04 21319 p2 (TA)7 14 102675024 102675037 CACACCAAAAATGAATCACCA CAAAACAGAGTGAAAAATAATAAACAA 274

Ai04B21335 Araip.B04 21335 p2 (AT)6 12 102748246 102748257 AAGCCAAAGCCAAACAAAGA ATTTTTGACCCGTGCGTTAC 242

Ai04B21341 Araip.B04 21341 p3 (TAA)13 39 102759183 102759221 GGGACTAATTTATCTGCCGGA TTGGCTGGCTGCTTCTCTAT 278

Ai04B21342 Araip.B04 21342 c (A)14caagagttgtgtttaagagttgtgtttctatgagttatgtttgtgtggattatggccttatgggtatggcgtatgacccatatggtaaagtccaacc(A)11122 102761119 102761240 CGACAATGGTTTGGCAAAGT AAACATACCCTACGCGCATC 202

Ai04B21343 Araip.B04 21343 p4 (TTTA)6 24 102768206 102768229 TTGCCAAAGCCATGTGAATA GCTCGGTGTAGATGGATGGT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B21344 Araip.B04 21344 p2 (AG)6 12 102775760 102775771 CCAAACGGACCAAAAACACT TTGTCAAGAGCTTCGTGTGG 245

Ai04B21347 Araip.B04 21347 p3 (TGA)6 18 102795527 102795544 GGGACCCACTCATTCTGAAA CAGTGGAGGCTGAAGTACCC 105

Ai04B21349 Araip.B04 21349 p2 (AG)6 12 102817901 102817912 GCTGGAATAAAAATGCCTTCA CGCCAATTTCCACTTCTCAT 275

Ai04B21351 Araip.B04 21351 p2 (AG)8 16 102825051 102825066 AATGACCCCGAGGTTAGCTT TAGACAACCCTACCCGAACG 213

Ai04B21352 Araip.B04 21352 p2 (TC)9 18 102827200 102827217 GCTCTTCTTTAACATAAACCATCCA GATAAACACCCCCTGGCTTT 107

Ai04B21359 Araip.B04 21359 p3 (ACA)6 18 102856902 102856919 CTCCAAATCACTCGCTGTCA TTGTTCTTTTGCTCCTCCATC 271

Ai04B21361 Araip.B04 21361 p2 (GA)17 34 102864841 102864874 GCCTCCATTCTCCTTTGTGA ATGGAAGGTTGACCTCATGG 155

Ai04B21363 Araip.B04 21363 p3 (AGA)5 15 102903977 102903991 CTTGGAGGTGGAAGCTTTTG ATCTCTTTCCCACCCAATCC 232

Ai04B21366 Araip.B04 21366 p4 (TTTA)5 20 102917511 102917530 TTCGAAAATTCTTCTCCCTCA CAGGTTCAGGATCAGCTTCA 256

Ai04B21369 Araip.B04 21369 c (T)11ctttctttttctacatacattttattttcttttcttttc(T)10ctttttcactttta(T)1084 102942057 102942140 GGGCATTTTGTCCCCTTTAT AACTTTGGGACATTGGTTGG 244

Ai04B21372 Araip.B04 21372 c (T)11atttttaattttctttttttagtat(TTTA)5ttatatttttttttattattaaaaaaattttttttc(T)11103 102957581 102957683 GACAAAAGGAAATGGAAGAAGAGA GGATTTGCACCCTGCTTTT 260

Ai04B21373 Araip.B04 21373 p2 (CG)6 12 102957810 102957821 AGGAGGGAGGAGAAAAGCAG CAAATGATTGGGCCAAAAAC 183

Ai04B21374 Araip.B04 21374 p2 (CG)6 12 102969184 102969195 AAAAGTAGGGTGCAAATCCG ATTGCACTTCCGCAACTTCT 173

Ai04B21376 Araip.B04 21376 p2 (AT)6 12 102979014 102979025 GGTGTTTTGGTCGGAAGGTA TTTGGGTCTTCCAAGTGCTC 227

Ai04B21377 Araip.B04 21377 c (T)10ctttttctatttttttcttttccatattatttttcttttctttttcttttctttttctta(T)1080 102983809 102983888 GGACCTTACTTTGGGGCATT TGGAAATATTGGGAATTGGG 217

Ai04B21379 Araip.B04 21379 c (A)10gtaaaatacttaatcaaattcaaccaagttgttataaccgttttccacactcttcgtgt(TCC)790 102988711 102988800 CTCAATTAAGAGGTTGCGGG TGGTGATGACGATGACAATG 194

Ai04B21387 Araip.B04 21387 c (AT)10(AG)9 38 103009718 103009755 GACGAAATTCTCCCGAGGTA TGGAGTATGGATGACGTTGG 248

Ai04B21392 Araip.B04 21392 p3 (AAG)6 18 103021319 103021336 AGGAGCTTGGAGGTTGGATT GTGACATGGCAAATGAGTGC 230

Ai04B21395 Araip.B04 21395 p2 (AG)8 16 103024418 103024433 ATACTGGGTTCGTTGCCATC TCGCGCATCCTTCTCTATCT 124

Ai04B21397 Araip.B04 21397 p2 (CT)7 14 103031650 103031663 TTGCAGAAATTTGGAGAAGGA ATCCAAGTTGAAGCCATCGT 239

Ai04B21403 Araip.B04 21403 p2 (TA)6 12 103048855 103048866 AGCAATTATGGATGTTGCGA TTTTTGGCTCAGATTTAGCG 108

Ai04B21406 Araip.B04 21406 p2 (AT)26 52 103065494 103065545 CTAGGAATGTGGAACCCGAA CTAGGAATGTGGAACCCGAA 192

Ai04B21411 Araip.B04 21411 p2 (TA)11 22 103085512 103085533 TCTGAAAAGTCCGCCAAATC ATGGTGGAGAATAAGGCACG 254

Ai04B21413 Araip.B04 21413 p2 (AT)10 20 103094585 103094604 CGTTGTCATGCGAAACAAGT TGTTCGTGTCGCGTAGCTTA 279

Ai04B21414 Araip.B04 21414 c (A)13gaagaaaaaagtgttgatagttttatgagaagatcttgagaatgactt(AGA)576 103102294 103102369 GCAAGGAGGTTGGTCATTTC CCATCCATGAAGCACACTTG 174

Ai04B21415 Araip.B04 21415 p3 (TCA)5 15 103103783 103103797 ATTATTGTTGGGCAAGCAGC TTTGCAACTAATTTGCGTGG 170

Ai04B21416 Araip.B04 21416 p3 (AGC)6 18 103103944 103103961 ATTGTTGTGCATTGCTTCCA ACATTTTTATTTAATTTGGCGTG 199

Ai04B21417 Araip.B04 21417 p2 (TA)6 12 103104655 103104666 GAACCTGATCATCCATCCGT AGCGGAGCTAAGGGAAAAAG 253

Ai04B21426 Araip.B04 21426 p5 (TTATC)5 25 103137228 103137252 CCTGGGTGCTCCAGTGTATT ACACGACCCAGAATCCAAAG 164

Ai04B21427 Araip.B04 21427 p2 (AG)7 14 103169550 103169563 TAGAAGGAGATGAGGGCGAA TTTCTTATCCTTTTCAAAACCACC 218

Ai04B21430 Araip.B04 21430 p2 (AT)8 16 103198981 103198996 TCCTTACCACTTTCTCTCCCC CCAATGGAGGGTATGCAGAT 240

Ai04B21433 Araip.B04 21433 p2 (CA)6 12 103212409 103212420 CTGAGGACAGTAAGAGCCCG GAGGGGTTGTCATCAGCACT 280

Ai04B21434 Araip.B04 21434 p2 (CA)6 12 103212804 103212815 AAAAGGAGGCATGACAGTGG AGAGGGGTTGTCATCAGCAC 102

Ai04B21436 Araip.B04 21436 p3 (TTA)6 18 103256976 103256993 TGGAGAAGGGTCAGGTATGG TTGGAGAGAAGTTGGAATGGA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B21437 Araip.B04 21437 c (A)11gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaagagaaaaaagaatagat(GAA)593 103277685 103277777 CTCGAAGGTGGAAGCTTTTG ATCCCCACCTACCTCCATTC 274

Ai04B21438 Araip.B04 21438 p2 (AG)6 12 103279997 103280008 GGGTGAGGAGAGCAGAGATG TTGTTTCTTATCTTTTTCAAAACTACC 279

Ai04B21442 Araip.B04 21442 p2 (AT)9 18 103282669 103282686 TGTGGTTTTTCTAGAACCCG GTTTTTCCCCCTTTGCTTCT 269

Ai04B21444 Araip.B04 21444 c (A)10ttaatgaaatgaggtctagggaacagggtaattaccttaaaggtcatgaaaaaaaattaatgaggtctag(A)1090 103291886 103291975 TTCAATTTGCGTGTAAAGAGGA GGATGAATCCATGCATGACC 153

Ai04B21445 Araip.B04 21445 p3 (ATG)7 21 103292967 103292987 AAAGATCCTTGGCCATTTCC TTGCTTCCGCTACTCTTGGT 184

Ai04B21447 Araip.B04 21447 c (TA)6cacatctcaaataagcaaacatattagtaatt(A)1256 103293973 103294028 TCTTGACATGAGCAATACTTAAACC TGCTGTTCAAAGACTTGGAGG 278

Ai04B21448 Araip.B04 21448 p3 (TCT)5 15 103294364 103294378 GATGAAGATCAGGGGTCCAA AAGAAGCCCTTGCAATGATG 257

Ai04B21450 Araip.B04 21450 p2 (TC)11 22 103294847 103294868 GGCCACAGAAATCTATGACAA CCTACCATTCCTTGATGTCCA 242

Ai04B21452 Araip.B04 21452 c (T)11cttccaatttctaaagcaagctaagaatgcatgtgtgcgagactgtgaagtgtgataatgctgtgctgtctctgatgcagacctaaattaaatctctc(A)12121 103296666 103296786 GTGGAAATGGCCGTAAGAAA ATTCCCGACGAAAGGAAAAC 261

Ai04B21461 Araip.B04 21461 p3 (GAG)5 15 103329386 103329400 GGGTGCATTATCCAGGAAGA CAGGCCTCACCCACTAAAAA 221

Ai04B21463 Araip.B04 21463 c (A)10ttttgtataaaaataattataaaatttttattgtaata(T)1058 103333822 103333879 TTTATGCCCATCTCTGCTTAAT CACGCATTAAATATCACTTGTTG 280

Ai04B21465 Araip.B04 21465 p2 (TA)12 24 103338938 103338961 GGTTGACCTTGTGACAACCA TGAGTCGAGCTTGAACTTGG 259

Ai04B21472 Araip.B04 21472 p3 (ACA)5 15 103357185 103357199 AGGATGCGCCTAACTTGAGA GGAGTCACGCCTATGGTTGT 218

Ai04B21476 Araip.B04 21476 c (CT)6aattttcgaaaatatcttccctctttttcaaaatttctttttaattaaataattaatttaattgttgattttaattttcgaaaaattactaacctttttt(A)10122 103402689 103402810 TCAATCAACTCATATCGTTCAACC TACCGCGGGTAAGGTAAGAA 227

Ai04B21478 Araip.B04 21478 p3 (ACA)5 15 103417893 103417907 AATCAATACCCAATCCCCGT GGATCCGTCTATACCATTTTTG 270

Ai04B21480 Araip.B04 21480 p2 (CA)6 12 103434792 103434803 GAATGGGGATCTGATTGTGG TGGATGGAGTATGGACAGCC 280

Ai04B21487 Araip.B04 21487 c (A)10gttatttctgcagacttaacag(T)1345 103463873 103463917 GAAAAGTTATGCGCGTTTGA TCCACCTTATGCGTACACGA 278

Ai04B21489 Araip.B04 21489 c (A)10tttagaataattttcgaaaacagatgagaaatttttgaaagatttttgaaaaa(T)1174 103512645 103512718 GGAACAACAGCAGGTGGATT TCGAGTTTGGACAACTGACG 279

Ai04B21491 Araip.B04 21491 p5 (AAAAT)5 25 103518099 103518123 ATCTTGGAGGGTGTTGTTGC TCAAATCTTTTTCAAACCTTTTCTC 256

Ai04B21495 Araip.B04 21495 p2 (TA)12 24 103547566 103547589 AAGAATCAATGCACATGGGA TTAGGGTTGTAATGGGGCTG 234

Ai04B21497 Araip.B04 21497 p3 (TAA)16 48 103553997 103554044 TTTCTTTGTTCCCAAATGGC GAATGCATCATATAACACTCCGA 275

Ai04B21498 Araip.B04 21498 c (T)18accttttgaattttttagcatttattgatgatttttataatttctttttcttattcagatgagtgttttgtattttg(T)15110 103554564 103554673 TGCAACAAAAGGTTTGCATT TTGATTAATAGAGAATTCACAAGGC 271

Ai04B21499 Araip.B04 21499 c (TC)14tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncatcttcggttttattttgatcgtacccttttcttttaaggctcctagctatattatccttttct(TGTA)12172 103556056 103556227 TGCTTCGCAAGTCGAGTCTA TAAATCAGAGGTGGCGAGGT 264

Ai04B21500 Araip.B04 21500 p2 (TA)63 126 103561967 103562092 CATTTGCTTTGCAGGTTGAG TGGTACGATCAAAACAAAACTGA 263

Ai04B21501 Araip.B04 21501 p4 (TATG)10 40 103562215 103562254 CGATGCATCTTCAGTTTTGTTT AATTAGAGGTGGCGCTACGA 149

Ai04B21504 Araip.B04 21504 p2 (TA)7 14 103564966 103564979 TTTGGATGAGACTTTCCATAACC CGACATTGTTTTAGTTCGTTGTC 271

Ai04B21505 Araip.B04 21505 p2 (AC)7 14 103566383 103566396 AAACCACATACACGAACAATGTA TGCGACATGCTCTTAAGGTG 250

Ai04B21510 Araip.B04 21510 p2 (TG)6 12 103579919 103579930 TCTTTCTTGGAGAGGGCAAA CATCGGGTAGTATGGGATGC 150

Ai04B21517 Araip.B04 21517 p2 (AT)10 20 103598715 103598734 TGGTTTAATGTGTGTTTTGCTC TACCAGCTGCATACACCCAA 279

Ai04B21518 Araip.B04 21518 p2 (AT)12 24 103599029 103599052 CCAAGTACCAAGGCGAAAAA GCATGAGTCCACCAAAACCT 241

Ai04B21522 Araip.B04 21522 p3 (AGA)6 18 103606998 103607015 AATGAGTTTGGCCTGTGGAT TTGAGTTGGCCTAAACGTATGA 164

Ai04B21523 Araip.B04 21523 p2 (CA)6 12 103607658 103607669 ACATGAACGATTGAGGGAGG GGAGACGAACTTTCGGTGAC 263

Ai04B21525 Araip.B04 21525 p2 (TA)6 12 103614499 103614510 AATTTTTAACCCGTGCGTTG AAATAGCTCCCCCTCTCCAA 221

Ai04B21526 Araip.B04 21526 p3 (GTG)5 15 103624509 103624523 GCGTATGAACGAAGCTAGGG TTCTCTTCTTCCCTCCACCA 245
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Ai04B21528 Araip.B04 21528 p2 (TA)8 16 103654721 103654736 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 276

Ai04B21533 Araip.B04 21533 p3 (TCT)5 15 103686522 103686536 AAATGTGTCCTGCTTGGGTC TCTGTGAACGAGGCAGTTTG 135

Ai04B21535 Araip.B04 21535 p3 (CAT)6 18 103696790 103696807 ACCACCACTAGCACCACCTC TTGGATTTGGTGAGTTCTACGA 132

Ai04B21536 Araip.B04 21536 p2 (TC)19 38 103697986 103698023 AGCATCCGAATCTTTCATGG CGGATGCTGCTAGTGGATAA 271

Ai04B21538 Araip.B04 21538 c* (TG)9(GTGC)6*gagcgagcgagagc(GA)1175 103703830 103703904 TTTGACAACTTGAGGGTTCG CTGTGCGTTCCTCTTCACAA 252

Ai04B21542 Araip.B04 21542 p2 (TA)10 20 103712508 103712527 CCGGATGAAGAAGAATTAAGGA CACCATTCTTAGAGGGTTGTGTC 276

Ai04B21543 Araip.B04 21543 p2 (GC)6 12 103715674 103715685 GTGCTATCGCCGGAAGTAAC CAGTTCCCACCAGTGTTTGA 158

Ai04B21547 Araip.B04 21547 p5 (ATAAA)5 25 103720059 103720083 GAAAATCAAATTCGTCCCCA CCCGATTCTCTTTCTCCCTC 190

Ai04B21548 Araip.B04 21548 p3 (GTG)9 27 103720262 103720288 GAGGGAGAAAGAGAATCGGG ACTCCACCACTTCCACTGCT 219

Ai04B21550 Araip.B04 21550 p2 (GA)15 30 103733395 103733424 TGGATTCCATGAAAATTCACTT GTTAGGCACGTGAGCGTGTA 242

Ai04B21551 Araip.B04 21551 p2 (TG)8 16 103736373 103736388 GGAATTGACTCGCCTGTGAT CATTGGGCATCAACCATACA 277

Ai04B21552 Araip.B04 21552 p3 (TGA)5 15 103740262 103740276 ACCACCGCTTCTTTGAACTG CAACCCCCTCACCCTACTTC 182

Ai04B21553 Araip.B04 21553 c (GTG)6ggttggtgaca(GTG)647 103741031 103741077 GGTGAGGGAGTGGTGTTTGT GTCTGGGGTCGAAATCAAAA 233

Ai04B21561 Araip.B04 21561 c (T)16gagttttcccgggattatcttattgatgccttacaggccaattcttcaaa(T)1076 103760042 103760117 TGCTCCATTTCTTTTATCCTGAA AAAATGCCAAAGGATAACATTGA 269

Ai04B21565 Araip.B04 21565 p2 (TA)8 16 103790042 103790057 CATCGCAATTGTAAAGGCAC GGTTTATCAACCTCCCCACA 271

Ai04B21566 Araip.B04 21566 p3 (GAA)7 21 103802969 103802989 TAAAATATTGCTCGCCCTCG ACAATACAACCCCCTCCTCC 124

Ai04B21571 Araip.B04 21571 p2 (AG)8 16 103838891 103838906 GGTTCTGCCCAACACAAATC ATCGGAAGGGGGAGTCTCTA 151

Ai04B21573 Araip.B04 21573 p2 (AT)6 12 103847198 103847209 ACTGACTCCTTGATCGTGGG TTTGGAGCATTACCTCCGTT 275

Ai04B21576 Araip.B04 21576 c (CT)6aattttcgaaaatatcttccccctctttcaaaaatttcttttttattattttaatttttattttcg(A)1088 103874871 103874958 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGGTTCGGATTTTTGGT 280

Ai04B21577 Araip.B04 21577 p2 (CT)6 12 103875101 103875112 TTCGAAATTTTCCCTCTCTCA TTTTTCTCTGTCCCTGCTCA 220

Ai04B21578 Araip.B04 21578 p3 (TTC)6 18 103877156 103877173 CTCTTCCCCAAAAACCCTTC TAGAATATTGCTCGCCCTCG 272

Ai04B21585 Araip.B04 21585 p2 (TA)6 12 103907156 103907167 TGCTTGTCCTCAAGCAAAGA AAACCGTGACCCCACCTTAT 267

Ai04B21586 Araip.B04 21586 p3 (ATT)6 18 103910598 103910615 TTCCCAGTGAAGTAACCTGTG CTCCCCTGCAGTTTCATTTT 271

Ai04B21587 Araip.B04 21587 p2 (AT)6 12 103912538 103912549 CCCTGAGACAGTTCCATCCT GCTGGTTTTTGTACCCCAAA 227

Ai04B21590 Araip.B04 21590 p2 (GA)6 12 103915857 103915868 ACAACGGAACAAGGGAAGTG TCACTGTCGCACAAAGGAAG 170

Ai04B21592 Araip.B04 21592 p2 (GA)6 12 103919463 103919474 CTGAAGCTTCTCTCACCGCT CCCACGACGACTTCTCTCTC 107

Ai04B21595 Araip.B04 21595 c (AG)7tgggaggtgagaaggtt(AG)1255 103945742 103945796 TCAGAGGGGACTTCCAAAGA TGTTTTGATAACCCGCAACA 205

Ai04B21597 Araip.B04 21597 p2 (GA)7 14 103958799 103958812 CAGAAAACCCTCAAGCGAAG AACTACACTAGTTCGCCGCC 187

Ai04B21601 Araip.B04 21601 c (A)11gataaaagcaaatctcaaacccaaaactcttactcttttcttcttccttcct(A)1376 103984057 103984132 TTAAGGCTCGCCACTTCTGT TGGATTTGGGGAATATGTGG 235

Ai04B21604 Araip.B04 21604 p2 (AG)9 18 104001742 104001759 GGTTCAGGATCAGCTTCAACA GCTTTTATTTCCTTTCTTAAGTTTCG 279

Ai04B21606 Araip.B04 21606 p2 (GC)6 12 104015085 104015096 AGGAGAAGAAGAGCAAGCCA TTTGAGCTTATTGGATGGGC 220

Ai04B21607 Araip.B04 21607 p2 (TA)6 12 104018535 104018546 CTGACCGGTGTTTGCACTTA TCACAATCAACAACTGAGATGC 203

Ai04B21609 Araip.B04 21609 p2 (GC)6 12 104020437 104020448 CGCAGAAGTGGTTTTTCACA CCAGCGTTTTGCCATTAAGT 140

Ai04B21616 Araip.B04 21616 p3 (CCA)5 15 104042282 104042296 CTAATCCACCACCACCCCTA ATCCCGCCTCCATCATTATC 210
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Ai04B21618 Araip.B04 21618 p2 (CT)6 12 104052272 104052283 CATGAATGGTTCATAAGCCAAA GGAGGCTATAAAATGGGGGA 258

Ai04B21624 Araip.B04 21624 p2 (TA)6 12 104101025 104101036 GAGTGAGGGAGAAGCTGGTG GTCCTCACCCCTACATGCAC 236

Ai04B21640 Araip.B04 21640 p2 (AT)24 48 104165628 104165675 GCTTTTGTTTTTCATTGGCA GGTTTCATGGAAGCGAGTGT 188

Ai04B21643 Araip.B04 21643 p3 (GTC)5 15 104178717 104178731 TCACCATCTCGCACTCAGTC ACAACGACTACCAACCTCGG 198

Ai04B21645 Araip.B04 21645 p2 (AG)7 14 104184886 104184899 AAGGCGATTTGGGAAAAAGT CAAGCATGAAAGTTTTGAGCC 196

Ai04B21647 Araip.B04 21647 p3 (GAA)5 15 104187273 104187287 CCACCAGAAGAGGTGGTTGT GTTCTGTTTCCCAATTCCCA 142

Ai04B21648 Araip.B04 21648 p2 (CG)6 12 104187868 104187879 GGCACAGAATGGGCATAACT ATGAAAAATGAGCACCGACG 104

Ai04B21651 Araip.B04 21651 p2 (TA)6 12 104209659 104209670 AAAGCATGAAACATCCAGCA TGAGTCAAGAAAGAAACCAACAA 227

Ai04B21656 Araip.B04 21656 p2 (AT)12 24 104217639 104217662 TGACCCCAACAGAATACATAGG GCCTCAGTAAATAGGGATGCT 202

Ai04B21661 Araip.B04 21661 c* (AT)10(T)11* 30 104232321 104232350 GGAGCATTTTTGTCCCCTTT ACTTGGGACATTGGTTGAGG 238

Ai04B21662 Araip.B04 21662 p3 (AGA)5 15 104235237 104235251 AAAGCAACCCATCAAAGCAA CACTTGCACCTTACCTTGCC 236

Ai04B21671 Araip.B04 21671 p2 (AT)6 12 104257512 104257523 GGTTTGGTTTGACATTTGGG ACCTCCATCCCTTCCATTTC 235

Ai04B21673 Araip.B04 21673 p3 (ATG)5 15 104257982 104257996 TGTCTGGTGTATCCTTGATCCTT GTTGGCCTGAAGCAGAGAAC 265

Ai04B21674 Araip.B04 21674 c (AATT)5aatatgttgacacatcatcattttttc(AAT)562 104259201 104259262 TTGCCATCTCAGGATCATTG TCTACGCTGACCATTGACCA 272

Ai04B21677 Araip.B04 21677 p2 (AT)6 12 104266166 104266177 GTGCTCACGATCATCCAATG TCCGACTCTAATTATCCTGACAAA 164

Ai04B21682 Araip.B04 21682 p3 (ACC)5 15 104289400 104289414 GACAACCACCAGCTGTACCC GCTGATTTTGGTGGCTGATT 261

Ai04B21686 Araip.B04 21686 p3 (TTC)6 18 104327417 104327434 TGGGATAATGCTTCCAAAACTT CGCAAAAACACTTTGAATGC 188

Ai04B21689 Araip.B04 21689 c (T)14aaataattttggacctgcgtatgtcttatttcgctccgttcaaataatgcaaatgtttaacc(A)1187 104331489 104331575 TTCATGCCATCATGTCTTCC TGTCAGTCTCACCATTTGCAT 256

Ai04B21691 Araip.B04 21691 p2 (TA)8 16 104333453 104333468 TCCTTCATTGCAGGTATGGAC AAAAATCTCAGTCATGTCCCA 239

Ai04B21695 Araip.B04 21695 p2 (TA)6 12 104358209 104358220 TTTTCTTACATTATTACATTTTGCTGG TTTTGACTCTAAGCATCACTACCA 225

Ai04B21698 Araip.B04 21698 p2 (AT)7 14 104359305 104359318 ACACCTCGCAGGGTGAATAC GTTTGTCCCGCTTGCATATT 269

Ai04B21701 Araip.B04 21701 p4 (AAAT)6 24 104366012 104366035 GCAAACAAGAATTTACCTGGC TGGCAATGAGGCTTTAAATGT 244

Ai04B21703 Araip.B04 21703 p2 (TA)8 16 104367739 104367754 CAGGACATTACCCATGGTTCT AACGGAGATGCAGTTTTTCG 198

Ai04B21704 Araip.B04 21704 p2 (TA)7 14 104369075 104369088 ATCAACGTTTAGAAGGCGCT CCTGCAGGAAGTTACAATTTGA 252

Ai04B21706 Araip.B04 21706 p2 (TA)7 14 104375056 104375069 TGCTCCACACCTGTTCAGAG CTTAGATGTGTAACGAAACCGA 262

Ai04B21707 Araip.B04 21707 p3 (GCT)5 15 104375181 104375195 CCCTTTCTAAATGCTTATTGCAG TTGTATTCAATTTGGCACTCTTTT 276

Ai04B21709 Araip.B04 21709 c (T)11atttttctagtgcttttatttttagtactagaaatttaccaaacacgctaaaaaataaaaaaaagatcttttttcattaaaa(T)10103 104378706 104378808 TCCTTTTATCTATTAATTATGTTTGGG AAGTGTTTGTTTGAGCGTCATT 273

Ai04B21715 Araip.B04 21715 p3 (GAA)8 24 104403609 104403632 CAAAATCAACAGAGCTGGCA GCCTGCATAACTAGGTGGGA 136

Ai04B21716 Araip.B04 21716 p3 (GAA)7 21 104405158 104405178 AACAGAGCTGGCAGATCGAG GCCTGCATAACTAGGTGGGA 149

Ai04B21724 Araip.B04 21724 p3 (TCT)5 15 104434043 104434057 GCCACACGAACCCTATCAGT AGTGGAGAAGGGGGTAATGG 254

Ai04B21726 Araip.B04 21726 p2 (TA)7 14 104438084 104438097 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 269

Ai04B21728 Araip.B04 21728 c (A)10ggcattgactataatgcataaattctttttgagaaaaggcctcttccaggg(T)1475 104460886 104460960 AGAACTGAAGGCTGCAGGAA CCACGAGTTTGTCTTCGTCA 142

Ai04B21730 Araip.B04 21730 p3 (AAT)6 18 104464971 104464988 AGCATACGGACAGGAAAGGA CAGCAAGTTGCATAAACCGA 179

Ai04B21732 Araip.B04 21732 p4 (TTCT)6 24 104487029 104487052 ACGCACAACTCAATCAGCAC GGGATAGAAGAGTAGAGGGGGA 132



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B21734 Araip.B04 21734 p3 (ACT)41 123 104502302 104502424 TTTACAAAAGCACCAAGCCC GCATTAGGATAGGCGAGCAG 275

Ai04B21735 Araip.B04 21735 p5 (ATAAG)5 25 104513290 104513314 CGACCTCCTTAGAACAAGCG CCTGGGTGCTCCAGTGTATT 256

Ai04B21737 Araip.B04 21737 p2 (TA)10 20 104537593 104537612 TCAGATTTTGCTCAGGTCCC ATGAATAGGGCGACACTTGC 272

Ai04B21743 Araip.B04 21743 c (G)10(T)12 22 104553363 104553384 AAACATGCAGAGATTGCAAATG CTTTTTCCTCTCCTCTCCCC 275

Ai04B21748 Araip.B04 21748 p2 (CT)8 16 104581199 104581214 TTTCGAAAACTTCCCCCTCT GTTCTTGTCCTTGCTCCTGC 231

Ai04B21749 Araip.B04 21749 p3 (TTC)5 15 104584520 104584534 AGCCCTCCAATCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai04B21758 Araip.B04 21758 p2 (TA)15 30 104603019 104603048 TGCTCACATGATTCTTTTCAAG GGCTTTGTTACCTTCCCAAC 280

Ai04B21765 Araip.B04 21765 c (TTC)7tttcttta(T)1039 104627289 104627327 ATCTGGTTAGGGGGATCAGG TGGTCTACTTGGCCACTTCC 234

Ai04B21766 Araip.B04 21766 p3 (ACC)5 15 104633072 104633086 TGGTGACCACTTGCATCTGT ATTGCTCAGGCTCTTGCTGT 158

Ai04B21767 Araip.B04 21767 p2 (TA)6 12 104637952 104637963 CCATAACCATGCGTTACACC ACACTAAAAGTTAGACCCATATTTGAT 251

Ai04B21771 Araip.B04 21771 c (TC)17tttttc(T)10 50 104652026 104652075 AGGCCCTCCTATCCACTGAT ATCGTTGGCTCCTGAAAGAA 253

Ai04B21775 Araip.B04 21775 p2 (AT)8 16 104678347 104678362 GTGTTTGTGAAAAAGCCCGT TTCAGGCAAGATGCAAGATG 215

Ai04B21778 Araip.B04 21778 p3 (TTC)6 18 104704860 104704877 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 251

Ai04B21779 Araip.B04 21779 p2 (TC)6 12 104712824 104712835 CCCTTAGGTGGAGTAGCGTG TATGCCTTCCAACGGATCTC 148

Ai04B21782 Araip.B04 21782 p2 (TA)11 22 104715505 104715526 AAGTTGCTGGTCCCTTAGCA TATTCCTTCTCGCATCACCC 249

Ai04B21790 Araip.B04 21790 p3 (CAT)5 15 104769902 104769916 CAATCCATAACTTTGCAACACA TGTTATGGTAAGGGGGTGGA 255

Ai04B21791 Araip.B04 21791 p2 (AT)10 20 104770414 104770433 TCCCAACAAATACCATCAACC ACACTTAGGCTAGAGGCCCA 222

Ai04B21794 Araip.B04 21794 p2 (AT)8 16 104791430 104791445 CCGTAATACCGTTCCCAAAA GATATGGGCGCAGAAGTCAC 269

Ai04B21799 Araip.B04 21799 p3 (AGA)5 15 104816842 104816856 AAAAGGTTTGCTCGTCTTCG GAACTCGAATTCCCTAGCCC 280

Ai04B21805 Araip.B04 21805 p2 (TA)10 20 104855378 104855397 ACTGAGAAGAGGAGGTGGCA GCCACCATAACAGGAAGCTC 273

Ai04B21808 Araip.B04 21808 p2 (GA)6 12 104868590 104868601 GGAAGGAAGGAAAGGACGAC GTGAAGAAGAGATGAGCGGC 280

Ai04B21812 Araip.B04 21812 c (TCT)5tttctttcgtttcttgccttttctttttccttcttcaaccattactgcacgtttttactgtac(CTT)5gctgcacgttcttcttcttcttttctttcgtttcttgccttctctttctccctcttcaaccgttagtgcacgttttcactgcac(CTT)6195 104888643 104888837 TACTCACCAACCAAGCAGTG TATTGGACGAAACCACCGTT 245

Ai04B21822 Araip.B04 21822 c (TCC)10tctcaaattcgtgcacgtaagttctttctcc(TCCTCT)591 104918601 104918691 GCATGTAACACACGCACGTT CGAAGAAGAAGAAGAGGAGGAA 187

Ai04B21837 Araip.B04 21837 p2 (CT)6 12 104956116 104956127 TCTCTTCCACCACCATCTCC GGTGGCTCGTCGTGATAGTT 247

Ai04B21838 Araip.B04 21838 p3 (ACC)5 15 104958593 104958607 ACCCCCAGATGATGATGAAA TCAATACCCTGTGACGCAAA 276

Ai04B21840 Araip.B04 21840 p2 (AT)10 20 104965043 104965062 AATTCCCAGGAATGGTAGCC GCATGTCCTATGGCTGATGA 179

Ai04B21841 Araip.B04 21841 c (TA)11tc(TG)8 40 104985571 104985610 TTTTCAGATGCAGGTCGAGA GTCTGCGAAGTCGAGACTGG 274

Ai04B21843 Araip.B04 21843 p3 (AAT)5 15 104994622 104994636 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai04B21844 Araip.B04 21844 p2 (AT)10 20 105001663 105001682 AAAAATTTTAAGTTTGGTGTTTTCTTG TTTTAAAAGCAGATAAGATAGGAAAGA 272

Ai04B21846 Araip.B04 21846 c (A)10ttatt(TTTA)639 105020484 105020522 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 169

Ai04B21849 Araip.B04 21849 p2 (TC)6 12 105026968 105026979 CTCAGGATCTATGGACCCCA GAGGAGATGGATGGGTGTGT 187

Ai04B21853 Araip.B04 21853 p5 (TTATC)5 25 105040498 105040522 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 170

Ai04B21854 Araip.B04 21854 p3 (TGA)5 15 105043592 105043606 AGAACGTGTCCGAGCTGATT GGATACATCAGGAGGGCTGA 208

Ai04B21855 Araip.B04 21855 c (TC)15(TA)14 58 105053736 105053793 AAAGAGGATTGAAGATGAGGTTTTT GCAAGCAAATATGAAACAGTGC 149



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B21856 Araip.B04 21856 c (TCT)5cctctttttttttaattattatttttcaattttgttaccgtcatcaccaacaatacctcttcca(CCT)697 105057795 105057891 CTCACCCCTATCAATCAACACA TCCACTTCACACCCATTTTT 244

Ai04B21857 Araip.B04 21857 p2 (TA)6 12 105058775 105058786 GGTTGGATAAATCGCTTGGA CCAAAATCAGCTACCAAAGTCA 235

Ai04B21858 Araip.B04 21858 p4 (TTTC)8 32 105059367 105059398 ACGACTGCAAACATGGACAG CACCATGTTTTGTTGGCTTG 277

Ai04B21859 Araip.B04 21859 p4 (AAAT)5 20 105059802 105059821 TTGCGGTATGATTTGGATTG GACCGATTTAGGGTCCGATT 263

Ai04B21860 Araip.B04 21860 p2 (AT)6 12 105060455 105060466 TTGTTTAATTTGGTTAGACTTAGTTCA AACGGGTAGAGACGGATGTA 280

Ai04B21863 Araip.B04 21863 p2 (TA)8 16 105079981 105079996 CAGCCGTCAGAGAGCATGTA CACCCGAACAATTCAAAAAGA 215

Ai04B21865 Araip.B04 21865 p2 (TA)7 14 105097902 105097915 CCACAAATACGTGGTAACCAAA TTTGAAGGCTGAAAACACCA 277

Ai04B21867 Araip.B04 21867 p2 (CT)6 12 105104218 105104229 TCTTGTGATTTCTTGTGAATCAA GAAATTTTGAAAAAGAGGGAAGA 178

Ai04B21868 Araip.B04 21868 p3 (TCT)6 18 105107707 105107724 CCATCCATATGGCCGAATAC CTCTGGCCTTATGTGCCATT 168

Ai04B21870 Araip.B04 21870 p4 (AAAG)6 24 105119676 105119699 CTCCCACAAGCACACATACG GACCACTCTCTCCTTGCGAC 251

Ai04B21871 Araip.B04 21871 p3 (TTC)5 15 105131278 105131292 TCTTCTTGGCCGAATACACC CTCGAAGGTGGAAGCTTTTG 213

Ai04B21873 Araip.B04 21873 p4 (AAAT)5 20 105134352 105134371 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 167

Ai04B21874 Araip.B04 21874 p3 (GAA)5 15 105147650 105147664 AAGGCTCGGATTGATGATTG TTTGTGCCTTGCACTCTCAC 225

Ai04B21875 Araip.B04 21875 p3 (TAT)51 153 105148374 105148526 AAAAGTCTCGTGGCTGGGTA GGGTGGAGTGTTTGTGGGTA 267

Ai04B21881 Araip.B04 21881 p3 (GTC)5 15 105170353 105170367 TACCGTTGGATTATGCCTCC CCTCAACAGGCAACAGGAAC 280

Ai04B21886 Araip.B04 21886 p3 (GGA)6 18 105184227 105184244 CCTAAGCAACAGCAAGGAGG TCCAATGGATCTTCTCCGTC 216

Ai04B21888 Araip.B04 21888 p3 (GAA)5 15 105195024 105195038 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 276

Ai04B21889 Araip.B04 21889 p2 (AG)6 12 105196818 105196829 AAGGGGATGAGAGGAGGAGA TTTGTTTGTTTCCTACCTTTTTCA 222

Ai04B21892 Araip.B04 21892 p2 (AT)6 12 105202846 105202857 TCTTGCAACTCTTTGAACGC TTTGAAGGAGTCGGATTTGG 232

Ai04B21893 Araip.B04 21893 p2 (TA)6 12 105203827 105203838 TCGCAAGTCAAAGGGAACTC GGGACATTAATAATTCGGAAAGA 224

Ai04B21894 Araip.B04 21894 p3 (TTC)16 48 105207858 105207905 CACGCGCCTCATATAACGTA CGCGAATAGAGGAGAAGAATG 197

Ai04B21897 Araip.B04 21897 c (T)16cggtcattacactactcacacacccacactttgaagttaaagacaagcatacaagattacattaaccctcaagtatccacgac(A)13112 105221338 105221449 CCGGTTTTCAGAACATTGGT CCACAGCTTCATGCGTCTAA 243

Ai04B21902 Araip.B04 21902 c* (AC)7(ACAA)5* 32 105227464 105227495 TGTTGCTGGTATTTGGGTGT AATTTTCAACGAACCATGCC 228

Ai04B21903 Araip.B04 21903 p3 (AGA)8 24 105231292 105231315 GCTTTTGCCACACCAAACTT TCAACATCTCTTTCCCACCC 149

Ai04B21904 Araip.B04 21904 p2 (AG)6 12 105232171 105232182 ATGAGATGGGGGAGGGATAA TTTCTTAACTTTTTCAAAACCACC 227

Ai04B21906 Araip.B04 21906 p2 (TC)8 16 105237952 105237967 TTGAGGATTTTGCTGCACAC ACACAAAGGAGCGAGAGCAT 180

Ai04B21909 Araip.B04 21909 p2 (CT)6 12 105247229 105247240 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTCGAATTTGT 268

Ai04B21918 Araip.B04 21918 c (A)13tcacgcaatgccaaaacccataaaatcatagtgcataagaaagaaagcatttaagatagcattctcttattgacc(A)1199 105275169 105275267 ATGCCTGCTCAATCTGCTCT GCTGAGCCACTGACACAAAG 237

Ai04B21922 Araip.B04 21922 c (T)10ctcccccgtcactctatctctgttctaatttttcttttttcttttctttt(A)1373 105286473 105286545 CTCTCCCACATTTTCCCTCA TCCATTTCATCCATCATAAAAA 238

Ai04B21930 Araip.B04 21930 p3 (CCA)7 21 105297381 105297401 TGGAGCCGATTCGTATTTTT TTTTTATCTTTCGTAGACAATGCTC 233

Ai04B21936 Araip.B04 21936 p2 (GA)6 12 105328448 105328459 AGAATTCGAACACGGAGAGG TTTCGAAAACTCCTCACCACTT 246

Ai04B21939 Araip.B04 21939 p2 (AG)6 12 105340439 105340450 CTCCACGGTTGAAACCAAAT CAAAAGTGGAGCAGGAGGAG 239

Ai04B21951 Araip.B04 21951 p2 (TA)20 40 105394187 105394226 GCACTCTTTCTCTGGTATGTGTG AGGAGTTTCAAAGCTTGGGG 268

Ai04B21954 Araip.B04 21954 p2 (TC)7 14 105409494 105409507 TAGTTCCAATCGTGAAGCCC TCTGCCTCTACACACTCCCA 245
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Ai04B21957 Araip.B04 21957 p3 (CCA)7 21 105425772 105425792 TCCCAAAGCCTTATCATTGC GTACCCGAATCGACGAAGAA 191

Ai04B21959 Araip.B04 21959 p2 (AT)10 20 105431666 105431685 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTTGAGCA 248

Ai04B21960 Araip.B04 21960 p2 (AT)7 14 105431858 105431871 CACTCAAAATTGAAATGTAGGTATTTG TTTGATTTTGAGCATATAACTTTGTG 245

Ai04B21965 Araip.B04 21965 p2 (CT)6 12 105440310 105440321 AGTTGAATGTGGAAAGGGGG GCACCCTAAAACCACCATGT 204

Ai04B21967 Araip.B04 21967 p3 (CCA)6 18 105463365 105463382 TCCCAAAGCCTTATCATTGC AAGCAAAGGAATCATCCGAA 168

Ai04B21975 Araip.B04 21975 c (TC)9ta(TC)10 40 105488925 105488964 GCTCAAGTTATGGCTCTCGG AACGGGCTAAAACCGCTAAC 209

Ai04B21976 Araip.B04 21976 p2 (AG)6 12 105497089 105497100 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 165

Ai04B21977 Araip.B04 21977 p2 (AG)6 12 105497335 105497346 GGAGTTCGGATTTTTGGTGA TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai04B21980 Araip.B04 21980 p2 (AC)6 12 105510303 105510314 GCCATTTTCCCTTTCCTTTC AGTGGCAGTAACGGTGGAAC 132

Ai04B21981 Araip.B04 21981 p2 (TA)6 12 105512761 105512772 GAGGGTTAGGAGTCGTGATGA CCTTTCCAAAACTTGAGACCC 183

Ai04B21982 Araip.B04 21982 p3 (AAT)7 21 105519836 105519856 TTCTTGTCCTTGCTCCTGCT TCACATCTCAACCCTCCTCA 180

Ai04B21983 Araip.B04 21983 c (T)10aaaatcaaaaataaaaataagaataattagttaattaaaaagaaatttttgaaaaagggggaagatattttcgaaaatt(AG)7103 105520096 105520198 TGAGGAGGGTTGAGATGTGA TTCTCATCTTTTTCAAAACCACC 280

Ai04B21986 Araip.B04 21986 p2 (TA)16 32 105560994 105561025 GTAGGGCAGGCATTCATCAT CCGAACCTCCTCAAACTCAG 204

Ai04B21988 Araip.B04 21988 c (CA)7t(AC)19 53 105568036 105568088 CATATGAGCTTTTCGTACTAGCG CCATCGAGTCTGTAGCAAGC 274

Ai04B21990 Araip.B04 21990 p3 (TAT)5 15 105583968 105583982 GTTTGCTATTGCCAAACCGT CCTGAGAATCCTGGAATGGA 172

Ai04B21995 Araip.B04 21995 p2 (TA)9 18 105593062 105593079 TGCCAAGTGTCCAACAGGTA TACCCGACCTACCGAACAAG 170

Ai04B21997 Araip.B04 21997 p3 (TGG)5 15 105613989 105614003 TGTGTCAAGTGAGCTGAGGG GCAACTCCAACAACTCAGCA 188

Ai04B22000 Araip.B04 22000 p3 (AAT)8 24 105619537 105619560 TCGGTTTGCGGTTCTACTCT AGCGAGAGAAAGCACTGAGC 209

Ai04B22001 Araip.B04 22001 c (GT)7(GA)9 32 105631764 105631795 ATGAAGGTGGTAAGGAGGGG TCCATCCAATATTCCCCAAA 172

Ai04B22003 Araip.B04 22003 p2 (GA)17 34 105661486 105661519 CAGAAACGGATACAAATGCAAA TCTACCGTCGACACTGCTTG 230

Ai04B22005 Araip.B04 22005 p2 (AG)6 12 105664466 105664477 TCTTTGAACGTTGTTGGTGG ATTCCTAATTCGTGCAACGC 209

Ai04B22010 Araip.B04 22010 p2 (CT)7 14 105697488 105697501 TCCCTAGATCTAACCCTCCCA GGTAATCGAACCGATCAAGC 273

Ai04B22011 Araip.B04 22011 p4 (CACT)5 20 105698255 105698274 AGCCCCCTTCCTAAATCAGA ATGAGTTAATGAATCGCGGG 126

Ai04B22013 Araip.B04 22013 p2 (AT)12 24 105703350 105703373 CACGGCGAGGTAGGATTTAG GGTGCAAAACGTGCAATATG 210

Ai04B22015 Araip.B04 22015 c (C)23(A)26 49 105711442 105711490 TGGCAGTTACATGATTGCTTT CCTTCCAATTGGCAATCAAA 262

Ai04B22016 Araip.B04 22016 p2 (TA)6 12 105738125 105738136 AACCATTGTCCCTCCTGCTA GAACTCAGCTCGAATGAAAGAGA 215

Ai04B22020 Araip.B04 22020 p4 (TTCT)6 24 105741868 105741891 CTCCACCTCCACCTCCATAG AAGAACAGAGCATGCAATGAA 125

Ai04B22026 Araip.B04 22026 p2 (CT)6 12 105786412 105786423 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGGTTCAGATTTTTGGTGA 280

Ai04B22027 Araip.B04 22027 p2 (CT)6 12 105786650 105786661 TCGAAAATCCTCTTTCTCTCTCA GCCCAGGTATAGAGGTTCCC 174

Ai04B22031 Araip.B04 22031 p3 (TAT)6 18 105814491 105814508 GATGATGAAACAGAAAGCTAAGCA ATTGGCACCATTTTGGAGAC 151

Ai04B22032 Araip.B04 22032 c (TG)8catgtttacacgtggatatggatttattttattgtttctattggataagtcag(A)1180 105814795 105814874 CAGCTGCTTTCTTGTTTCCC CCACTACCCCAACACCACTT 238

Ai04B22035 Araip.B04 22035 p2 (AG)6 12 105817083 105817094 AAGGCAAGGCATCTTCTTCA GGTTGCAATGGAAACGAAAA 208

Ai04B22039 Araip.B04 22039 p2 (GA)6 12 105832845 105832856 CGAACATGATTCACCTCCCT TCATTATGAAGAATGCGCGA 259

Ai04B22042 Araip.B04 22042 p2 (CT)21 42 105846802 105846843 ACTTGGAGCCAAAGCAAGAA TAGATATGGCAGTGGCGTGA 184
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Ai04B22047 Araip.B04 22047 p3 (TTA)5 15 105861718 105861732 AAGATTCGTGATTTAGAAAGTAATTGA TTTCCTCGCCTTCCCTAAGT 277

Ai04B22048 Araip.B04 22048 p2 (AT)6 12 105862815 105862826 TTGCTTAAAGTGGGCCAAAC AGAGCTCGTTGAGAGCTTCG 265

Ai04B22055 Araip.B04 22055 p4 (ATAA)5 20 105885544 105885563 CTGGTGGGTTATGGGTATTCA TCAACAAAAATGCCAGATGC 239

Ai04B22058 Araip.B04 22058 c (T)11aaattcccgtaaaacgacgtcgtttcctttaaaatt(A)1057 105893009 105893065 AAGCGAACCAAAATGACCTG CAGTTCAGCACTTCAGCAGC 180

Ai04B22059 Araip.B04 22059 c (T)10aattttaaaggaaacaacgtcgtttcacgggaatt(A)1156 105896173 105896228 GCTGAACGGGTCTCTCTCAC CAGGTTTCATTTAACCCGGA 258

Ai04B22063 Araip.B04 22063 p4 (TTTA)5 20 105914974 105914993 CCCCAACATTGAAGATGTGA TATGTTGCAAGTTCAACGGC 257

Ai04B22064 Araip.B04 22064 p3 (TGT)5 15 105916485 105916499 TGATTATGTTGTTGTTAGGCGTG CACATCTAAATAACATTGGCTTACAAA 269

Ai04B22066 Araip.B04 22066 p2 (TA)6 12 105929832 105929843 CCTCCGGTTCTCATTCCATA GTAAATCAAAGGTGGCGAGG 236

Ai04B22069 Araip.B04 22069 p4 (AAAT)6 24 105951188 105951211 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 239

Ai04B22071 Araip.B04 22071 p2 (GC)6 12 105981617 105981628 TTGCTCTTCAATCCTTGGCT CAAAGAAGTTGAACTCGCCC 226

Ai04B22072 Araip.B04 22072 p2 (GC)6 12 105987383 105987394 TGGTGTTTGGAAGTGTTGGA AACTCTGGGCCAACATTAGG 277

Ai04B22074 Araip.B04 22074 p2 (TA)7 14 105995454 105995467 TGTATATACCCCCATCCGTGA AAACAGAAAAGCCACAAGCG 265

Ai04B22075 Araip.B04 22075 p3 (CAA)5 15 106001241 106001255 AGTCCACTCGGAATCACAGG GGACCAGTTGTTGGCTTTGT 186

Ai04B22076 Araip.B04 22076 c (T)12gcctattttttcttc(T)1138 106006343 106006380 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 147

Ai04B22077 Araip.B04 22077 p3 (GAA)5 15 106007257 106007271 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai04B22078 Araip.B04 22078 p2 (AT)17 34 106015252 106015285 CCGCCGTCAATTCTGTTAAT TTCGCATTTTTGCTTTACCC 191

Ai04B22081 Araip.B04 22081 p6 (AAGCAG)6 36 106037004 106037039 AACCAGCAGCTCAGCTCAAT GAAGGCAGGAAGCTGTGAAC 245

Ai04B22082 Araip.B04 22082 p2 (TA)7 14 106043778 106043791 ATTGCGTGAGGATCTCTGCT GCCAACAACTGCAATAATGG 183

Ai04B22084 Araip.B04 22084 p3 (AAT)6 18 106050569 106050586 GAATTGGATGGCAGGAGAAA CTGCATTAATGAAATGGGGG 136

Ai04B22092 Araip.B04 22092 p2 (AG)6 12 106115275 106115286 ATAGGGATCCTTTTTGCCCA TGAAAATTCTCCCTCTCCCA 167

Ai04B22093 Araip.B04 22093 p2 (AG)6 12 106115526 106115537 GGGAGAGGGAGAATTTTCAA CTTTTTGTTTGTTTCTTAACTTTTTCA 233

Ai04B22096 Araip.B04 22096 p4 (ATTT)6 24 106122332 106122355 GCATGCAATTGACACCAAAC TTTGGACAACTGACGGTTCA 279

Ai04B22097 Araip.B04 22097 p5 (AAGAT)5 25 106135584 106135608 TGTAGTCTGGGTCATCTTTCAA GGAGTCGAGTTGATTTCGTTG 216

Ai04B22098 Araip.B04 22098 p3 (CTA)5 15 106141711 106141725 AAAGGGCTCGATACGACAAA AGTAAGAGTCCGACTTGGCG 248

Ai04B22099 Araip.B04 22099 p5 (AAGAT)5 25 106145471 106145495 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 184

Ai04B22102 Araip.B04 22102 p2 (AG)6 12 106151866 106151877 GCAGAGATGTGGGATGAAGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai04B22108 Araip.B04 22108 p3 (GAA)9 27 106172853 106172879 AGTGGTCTTGATGGGCTTTG CTTCTTGGCCGAAACACTTC 269

Ai04B22109 Araip.B04 22109 p3 (AAT)5 15 106174131 106174145 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCCTCTTCA 202

Ai04B22110 Araip.B04 22110 p2 (AG)7 14 106174483 106174496 GGGCAGAGATGTGAGATGAGA TTAACTTTTTCAAAACTACCTAACCAA 280

Ai04B22119 Araip.B04 22119 c (A)10cggatcaagtacaataaacacagatgattacatatgctcgac(A)1062 106239797 106239858 CGCATTTTTCTATTGCATTTTG GAAGGTGGCTGAAAATGGTG 251

Ai04B22121 Araip.B04 22121 p2 (GT)6 12 106241412 106241423 TGCATAAACCGCTACAACCA GATAACTCGCCAGAAGTCGC 280

Ai04B22122 Araip.B04 22122 p3 (TTA)13 39 106251153 106251191 TTTCCTCTTGAACGTGGAGG AAACTATGTAAAAACAATGCCAAAAA 272

Ai04B22126 Araip.B04 22126 p2 (TC)10 20 106270653 106270672 GAAGGCTCTGTTAGTTGGTAGC TGAAGCAGGATAAAAAGAAATGC 265

Ai04B22132 Araip.B04 22132 p3 (AAT)5 15 106286452 106286466 TCACCACCTAAAATTTCCTCAAA TGCTTGATACGTGCATTGTG 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B22133 Araip.B04 22133 p2 (TA)6 12 106288108 106288119 TGAGCTTGTTAATGCTATGGAGG TCCGGTAATTCAACAAAGTGTTT 186

Ai04B22134 Araip.B04 22134 p2 (AT)8 16 106293564 106293579 TGGTGACTGATTTTGGCGTA ACACAAAGGCATGATGTGGA 263

Ai04B22136 Araip.B04 22136 p2 (AT)10 20 106299555 106299574 CAAGAAGAAGGGGTTAAATCGT CCATTTGAACTATAGCTTATTGGC 276

Ai04B22140 Araip.B04 22140 p2 (AT)8 16 106322124 106322139 GGGGATAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 260

Ai04B22147 Araip.B04 22147 p2 (TA)6 12 106343563 106343574 CTAGCCATCTCCCCACTTTG CGAAATATGTATGAAGAATTCGAGTC 249

Ai04B22148 Araip.B04 22148 p2 (AT)6 12 106351194 106351205 TTTGTCCCATGTGCATTGAT TGGGGAATTTTATGGGAACA 277

Ai04B22149 Araip.B04 22149 c (T)10ctttatctccccc(T)1033 106359388 106359420 TCACTTGAGGTATTTTGTCCCC TATGGGAAAATTGGGTTGGA 245

Ai04B22150 Araip.B04 22150 c (A)13gaaaaaaaatacaaaaaaattataaaatcataaaaac(A)1161 106366423 106366483 TGAGCCATGTCTAATTCCTGG AAACATGCAATTGACACCAAA 265

Ai04B22153 Araip.B04 22153 c (TTC)13(TCC)7 60 106385144 106385203 TCTCTTCTCCTCTCCCCTCC CACAGCGGTGTATTGGTGTC 252

Ai04B22154 Araip.B04 22154 p2 (TA)8 16 106388671 106388686 TTGAGCTTAGTTTACCCTTTTGC AAACTCACGGGTTGTGTGTTC 280

Ai04B22155 Araip.B04 22155 p3 (AAT)16 48 106388888 106388935 CCCGTGAGTTTTGAGCCTAA CTCACGGGTTGTGTGTTCTT 254

Ai04B22156 Araip.B04 22156 c (GT)7taggtgagaacttaggttagtcaaagattcaatttacagctcacttggcc(AT)676 106389723 106389798 TGCTTGCTTTCATGTTCAAAA TGGGGCTAAGGTAAGGATGA 279

Ai04B22157 Araip.B04 22157 p2 (TA)24 48 106390156 106390203 TGCTTGTCTTGCAAGTTTGTG AGAGTGAAGGCAGAATGGTGA 265

Ai04B22158 Araip.B04 22158 p2 (TA)11 22 106395189 106395210 CGAAAGATTTTTGGGTTCCA AACCGTGGATCACATTTTCC 252

Ai04B22162 Araip.B04 22162 p2 (AT)6 12 106424716 106424727 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254

Ai04B22165 Araip.B04 22165 p2 (AT)6 12 106460419 106460430 TGGGGGTTTAGGGTTTGTTT GTGTGGGAAAGTTGGGTTTG 193

Ai04B22166 Araip.B04 22166 p2 (CT)6 12 106465274 106465285 AAACAAAACATCATCTTTCCATGA GCTGACTTGCCCACTTCTTC 110

Ai04B22169 Araip.B04 22169 c (A)10gaaaaaaaatggcgaaaaaaaagagaaag(A)1049 106486769 106486817 TGGATGCACAATAGAAATAGTGAAA CCGTTTGCTATCCTGGAAGA 243

Ai04B22170 Araip.B04 22170 p3 (GAT)5 15 106497263 106497277 ACTCGCTCTCTCTCACTCGC TTTGATCTGGCAGTCCACAG 258

Ai04B22176 Araip.B04 22176 p3 (TGT)6 18 106550597 106550614 AGGCGACATCGTATTTCAGG TCCCCAATGCAACTACAACA 215

Ai04B22178 Araip.B04 22178 p3 (AGA)5 15 106554799 106554813 CGGTCTTAGGTGCCATCAAT CGAACCTTAACCCCTTCCTC 242

Ai04B22179 Araip.B04 22179 p2 (AG)10 20 106557273 106557292 AACGCCTCTTCCTCTTCCTC TTTGAACACCCAATGAATGC 178

Ai04B22181 Araip.B04 22181 p2 (CT)6 12 106583458 106583469 TGCTCTGGTTACATTCCTCAAA GCACAACACATTCTTCTCTCCA 275

Ai04B22189 Araip.B04 22189 p3 (GAA)5 15 106612345 106612359 TTGCCTTCCCTTTCCTCTTT AGCCCTCCATTCTTCCTCAT 242

Ai04B22191 Araip.B04 22191 p4 (TTTA)8 32 106622717 106622748 GGGTTAGCATATGACCCCAA ACCACCTTCTCTCTCCCCTC 205

Ai04B22193 Araip.B04 22193 p2 (AG)8 16 106639204 106639219 TGGAGGAATGAAGGGAGATG AAGGAACATCGAACCTGGAA 184

Ai04B22194 Araip.B04 22194 p2 (AT)17 34 106643961 106643994 TCAACCTTTCTTGGTGCCTC TTGATGTTGAAATTGTTAGGTTTGA 280

Ai04B22197 Araip.B04 22197 p2 (CT)7 14 106700896 106700909 TTGTGATTTCTTGTGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 279

Ai04B22198 Araip.B04 22198 p2 (CT)6 12 106701128 106701139 CGAAAAACCACTAACCTTTTTCA AGTCCTTTCGGGTTCTGGAT 268

Ai04B22199 Araip.B04 22199 p3 (TCT)5 15 106702497 106702511 TCAACATCTTTCTCCCACCC TTAGAATGTTGCTCGCCCTC 122

Ai04B22202 Araip.B04 22202 p3 (ATT)5 15 106721851 106721865 GGAAAAGGTTTGCTATTGCC ATCCTGCAATGGAAGAGGTG 172

Ai04B22204 Araip.B04 22204 p2 (AT)17 34 106724778 106724811 CTTAGCAGCCAGCCAGACTT TCGAGTTTGGACAACTGACG 187

Ai04B22207 Araip.B04 22207 p2 (AT)10 20 106745532 106745551 TGGAGTGACTTCAGATTCTAGTGG GCCCCCTGTGACATTTGATA 274

Ai04B22209 Araip.B04 22209 p2 (AG)7 14 106749405 106749418 CAAGTTGGTGTCCTCCGGTA CCCTAGTCTAGCCACCTCCC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B22210 Araip.B04 22210 p3 (TTA)5 15 106752522 106752536 AGCCGAAGGTTTCCAGGTAT CCTTTAAAAAGGGGAGGCTG 154

Ai04B22211 Araip.B04 22211 p2 (TA)7 14 106753068 106753081 CTACTTCCGTGACCGTGGAT AAGGGCTTAAAGCAAGCCTC 212

Ai04B22212 Araip.B04 22212 p2 (CT)7 14 106755372 106755385 GCCGTTGTGATGTCAGAGAA GGGAGTTGGGGTTCTAAAGC 241

Ai04B22216 Araip.B04 22216 p2 (TA)8 16 106764373 106764388 CACAACGCCAAGCTCAATAA ACCAGGCACTCTAACTCCCC 128

Ai04B22219 Araip.B04 22219 p2 (AC)7 14 106781458 106781471 GCGCTACCTTAAAGCACATTTC AGTTAGCATTGAGCGCTGGT 158

Ai04B22222 Araip.B04 22222 p3 (TAT)5 15 106787799 106787813 CCATTGCTCCAGGAAAAGAT CCAATAAAACAATCGTGAATTTTG 250

Ai04B22223 Araip.B04 22223 p2 (AT)15 30 106791029 106791058 TGACTCTCCTGTGTAATTTGTCTGA ATTCATCAACCGGCAACTTC 139

Ai04B22224 Araip.B04 22224 p2 (TA)15 30 106792648 106792677 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 243

Ai04B22231 Araip.B04 22231 c (TC)10ccattttgtt(TC)642 106820817 106820858 CGCTCTCTCTCCATGTCTTTC AATGGGAGAGGGAAAAGAGG 160

Ai04B22232 Araip.B04 22232 p2 (TC)10 20 106820972 106820991 CCTCTTTTCCCTCTCCCATT AAGAGAGAGAGGAGGGCGA 194

Ai04B22241 Araip.B04 22241 c (TC)13a(CT)8 43 106855765 106855807 GCTCTCTCTTGCCATTTTGC AAATGAAGCAGACACCTGGG 232

Ai04B22248 Araip.B04 22248 p3 (TAT)8 24 106875562 106875585 AAAAATCCCCCTCCCTTTTT GGGAATTTCAATTTGGGGTT 222

Ai04B22252 Araip.B04 22252 p2 (TC)6 12 106889254 106889265 GAATCGCACAAAATTCAGGG ATAAGCGCAGCGTCAATACC 270

Ai04B22253 Araip.B04 22253 p5 (AAAAT)5 25 106889937 106889961 TCTGAATGCATGCTTGAACAG TGGATCCTTTTTACCCTTTGC 259

Ai04B22256 Araip.B04 22256 p2 (CT)7 14 106894093 106894106 GTTTAAATTTGCTTCCGCCA GGAGTGTCGAGGTGTCCATT 269

Ai04B22257 Araip.B04 22257 p3 (CTT)5 15 106894242 106894256 AATGGACACCTCGACACTCC GAAGTTGCGGTGGTGAAGAT 102

Ai04B22259 Araip.B04 22259 c (T)16ccttctgatgaaacataaacactctctagtttagttttcttcc(T)1170 106898977 106899046 CATTTTCATCACTTTTCTCTTGAA TAATACAACGGGAGAACGGC 141

Ai04B22264 Araip.B04 22264 p5 (AGAAA)6 30 106911495 106911524 GGATCTCATGATCCTCTCTTCAA GGCATGGCAGAGGTTCTTTA 259

Ai04B22265 Araip.B04 22265 p2 (AT)6 12 106913956 106913967 TACCAGCCTGCCTTGTAACC AAAAATTTGAACGCCGAAAA 279

Ai04B22275 Araip.B04 22275 p2 (GA)14 28 106947962 106947989 CATGGTTTGATTTGAACGGA CCAGTCTTCAACGGTAGCTG 112

Ai04B22277 Araip.B04 22277 c (TCC)5tctatcatcatca(TCG)749 106948971 106949019 TTTTCTTCCTCATCCTCCCA TTTCGGTGCATTCTGGATTT 259

Ai04B22278 Araip.B04 22278 p2 (AT)6 12 106949537 106949548 TAGCTCGGGTATTACGACCG GAGACGGATGACGAGGCTTA 250

Ai04B22280 Araip.B04 22280 p2 (TA)6 12 106952658 106952669 GCTTCTCAAAGATTGCGGTC GGAGCAACCTTCATCCTCAA 181

Ai04B22285 Araip.B04 22285 p3 (CTT)5 15 106968580 106968594 AAATCCAGAATGCACCAAAA TTCTTTTCCTCCTCCTCTTCC 219

Ai04B22286 Araip.B04 22286 p2 (TA)7 14 106969324 106969337 TGTTCTTTTCTTTTCAAATAAGGTGA CCACAAATCCAATCCAATCC 206

Ai04B22288 Araip.B04 22288 p2 (GA)6 12 106973558 106973569 TTCCAGCCAATGCCTATTTC ACAAATTTGAGGGTTGCTGC 203

Ai04B22290 Araip.B04 22290 p2 (GA)16 32 106979897 106979928 ATCACGGAAACTGCAAAACC ATTTCGAGGTTCCACATTCG 280

Ai04B22293 Araip.B04 22293 c (A)10ttatgattaataattttttttatcttttta(AT)652 106980907 106980958 ACATTGAAAATGTGCCTTAAAAA CAATCTGGCCACCAAGCTAT 279

Ai04B22303 Araip.B04 22303 p2 (TC)6 12 107038616 107038627 TGAGATTGGTTTCTCCTCCG CTGAGGGAGGGGACAGTGTA 219

Ai04B22304 Araip.B04 22304 c (A)10ccttttagagaagcaagagatctcaac(AT)955 107039847 107039901 TTGGGTCTTACATTCCACCC TTGCGGAGATTATCCTTGTTG 160

Ai04B22305 Araip.B04 22305 p2 (TC)6 12 107044321 107044332 CCAAAGGAAACGAAGACCAA GTGCTATCACTGCTGCGTGT 206

Ai04B22307 Araip.B04 22307 p3 (AAT)5 15 107051081 107051095 AATTTGATCCAAGATTTACATGAAC AATAGTGTACCAAATTTCTGGTGAT 278

Ai04B22308 Araip.B04 22308 c (T)10ggggcaacttttgtcccctttgttgatga(T)1049 107058484 107058532 TGCTTTTTCATTCACACCACA TTTTGAAAAATGGGAACACTCA 154

Ai04B22310 Araip.B04 22310 p2 (GA)10 20 107068455 107068474 AAAAGGGAGACCGAGAAGGA GGCAATGGTGAACGACTTCT 240
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Ai04B22313 Araip.B04 22313 p2 (AT)7 14 107102509 107102522 ATGCATGCCTATCCTATGGC CACGAGTTTCCCTGGGTAGA 279

Ai04B22316 Araip.B04 22316 p3 (CAC)6 18 107109463 107109480 TCCCCACTAACCACTCCATC GCAGGAACAGAAACAGAGGC 189

Ai04B22317 Araip.B04 22317 p2 (CT)6 12 107109895 107109906 TCGACTACCCTCACCTACCG GTTCTAGCGGATGGAAGTGC 279

Ai04B22322 Araip.B04 22322 p3 (AAT)5 15 107123351 107123365 CTCGGAGTACTGGGGTGAAA GGCACAACAACCTTTTCCTC 183

Ai04B22323 Araip.B04 22323 p2 (TG)6 12 107127294 107127305 ATGAGTTAGCTCGCTGGCAT TCTGAATGACCGAATGGACA 273

Ai04B22325 Araip.B04 22325 p2 (CT)8 16 107147585 107147600 CCGCACTGCTAAACCTCAAT GGTAAAACCTTGTTAATGGGGG 154

Ai04B22333 Araip.B04 22333 p3 (TAT)5 15 107189564 107189578 CTCCCCCTCTTTTCTTCCAC GTTCTTGTCCTTGCTCCTGC 122

Ai04B22334 Araip.B04 22334 p3 (GAA)5 15 107201025 107201039 TGGACATCACAATTTCTGCG TCGTCTTCGACCTCCAGTTT 263

Ai04B22337 Araip.B04 22337 p2 (AT)7 14 107220262 107220275 TCAATTTTGGTGCTTTGTGC TTATTCCCCAATTCAACCTCA 269

Ai04B22338 Araip.B04 22338 p2 (TA)8 16 107222522 107222537 TCGGCCTAAACTCTGCAAAC AAAGGCGATAAAGCATCACG 278

Ai04B22339 Araip.B04 22339 p3 (AAT)5 15 107223859 107223873 CAGGTTCTGGATCTGCTTCC GTCTCCCCCTCTTCTTCCAC 150

Ai04B22340 Araip.B04 22340 p2 (AG)6 12 107224198 107224209 ATGAGATGGGGGAGGGATAA CTTTTTGTTTGTTTCTTAACTTTTTCA 233

Ai04B22341 Araip.B04 22341 p4 (TTTA)5 20 107225225 107225244 GCATATGCAAGTGACACCAAA GAAAGCTTGGCTGGCTAGTG 250

Ai04B22342 Araip.B04 22342 p2 (TC)6 12 107226626 107226637 GGATGAGGAAGATGAGGCAA TCCTTACCTCAACCATTGGC 185

Ai04B22345 Araip.B04 22345 p3 (ATT)6 18 107248415 107248432 TCTTCAGCCGGTTTAATTACG GACCCTGGCATTAGAAACCA 280

Ai04B22347 Araip.B04 22347 p3 (TAA)7 21 107250112 107250132 GTGAATGGAAACGAGTGCCT AACATTTGATCACTTGAGGATTG 149

Ai04B22350 Araip.B04 22350 p2 (AT)6 12 107251285 107251296 CACGTGAAATTAGGGCTGGT CCACCTCATGGATGGTCTTC 244

Ai04B22351 Araip.B04 22351 p2 (TA)37 74 107251471 107251544 GAGCACAATGGTGTCGTTTG TGAGTTCAACACTCACTTTCTTCA 186

Ai04B22352 Araip.B04 22352 p3 (AAT)5 15 107268901 107268915 TGTCCTTGCCATTTTTCTTCA CCCCAAGGCACCTAGTTGAT 277

Ai04B22353 Araip.B04 22353 p3 (TTC)5 15 107276248 107276262 CAGTAACTCGGCAGGTCCTC CACCATTAGCAACCAGCAAA 250

Ai04B22356 Araip.B04 22356 p2 (AT)14 28 107282717 107282744 TTTGGGCTTCTAACATCATCAA TTCACTTTAACTTTTCCTCTTTCTCTG 234

Ai04B22357 Araip.B04 22357 p5 (TTTTA)5 25 107286138 107286162 TTCACCATTTACTTTGGGGC GTGTGGGGAAAGTGGATTTG 236

Ai04B22360 Araip.B04 22360 c (A)10tttggc(A)10 26 107306224 107306249 TTGTTTTCTGAATGAATGCTTGA TTGCCTTTTGGTTTAAAGGG 277

Ai04B22363 Araip.B04 22363 p2 (CT)7 14 107331129 107331142 TATCCACCGTGTATTGCAGC TTTGAGGTATAGAAATCGATCCAA 216

Ai04B22369 Araip.B04 22369 c (T)10ctctgggatcgatgcctcttaattacaatttttaaatattagttaacc(A)1068 107368450 107368517 TGAATTCGACCTTTCTATGATGC TGCTTTGGTAGCTCCCTTCT 180

Ai04B22371 Araip.B04 22371 c (T)11aaataaaatttcccataacacattttttcatgtttatttttcaagatgca(T)1071 107370529 107370599 TCGTGTACAAATTCAAGGATCAA ACGCCGATGTGTTAGTCAAA 278

Ai04B22372 Araip.B04 22372 p3 (TTC)5 15 107373079 107373093 TTGAAAAGGGATCGAGATGG GTACCTGTGGAGAGCCAAGC 257

Ai04B22374 Araip.B04 22374 p3 (CAT)5 15 107375560 107375574 CACAGGCTTTGGCCTATGAT CCAAAGCAAGCCCATATTGT 226

Ai04B22376 Araip.B04 22376 p3 (TGA)7 21 107378435 107378455 TTGTGGGGTGAGTGATCGTA CACCACCCTTCATCTCACCT 244

Ai04B22378 Araip.B04 22378 p3 (TGA)8 24 107381057 107381080 AGAGAGGTGGAGGTTTGGGT TCCATTCCCACCTCTACCAG 172

Ai04B22380 Araip.B04 22380 p3 (ATT)9 27 107387207 107387233 TGGAAGGGTCACTGCTTAGG GGGATTGTTCGAGTTTGGAT 259

Ai04B22383 Araip.B04 22383 p2 (TA)7 14 107408378 107408391 GCCCTTATTGCTGGACAAAA CGTAAGGGATGGTTTCGATT 191

Ai04B22384 Araip.B04 22384 p3 (CTT)6 18 107408686 107408703 ACTCCACCGTCACAACACAA TTGAGGTCACTACACCGTCG 275

Ai04B22387 Araip.B04 22387 p2 (TC)6 12 107417601 107417612 CTGGAAATTATGCGAATGGA ACGCCAATCTCAGAGACCAT 199
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Ai04B22390 Araip.B04 22390 p2 (TC)6 12 107428108 107428119 GGGGATAAGTACCTGCCCAT GCGACGGACTTGAGAGGTAG 209

Ai04B22391 Araip.B04 22391 p2 (AT)7 14 107432313 107432326 CGAAGAATTCAGCAGTGCTTT GTTTGAAACGGCCACAATCT 265

Ai04B22392 Araip.B04 22392 p2 (AT)11 22 107433475 107433496 CGAAGAATTCAGCAGTGCTTT GTTTGAAACGGCCACAATCT 265

Ai04B22393 Araip.B04 22393 p2 (AT)24 48 107445908 107445955 CTTAGACTGTCCCCTGACGC CTTGCCACCATGTGTACCAG 210

Ai04B22395 Araip.B04 22395 p2 (TC)6 12 107450790 107450801 GCAGTGAGGAGAACCAGCTC GTGCGAAGAACAGAGGGAAG 240

Ai04B22397 Araip.B04 22397 p2 (TC)7 14 107457650 107457663 AACGGTGGTCGTAGGTAACG TCACTAGGAAAAGGAGCCGA 190

Ai04B22399 Araip.B04 22399 p3 (TTA)6 18 107461198 107461215 TTTACGAAAATGTTATAAATCACAACC TGCACACATTATTAGTGACCCA 236

Ai04B22400 Araip.B04 22400 p2 (TA)8 16 107468516 107468531 TGTTTTTCAGATGCAGGTCG CTAGCCCCTGACTTAGCCTG 277

Ai04B22401 Araip.B04 22401 p2 (TA)13 26 107468746 107468771 GCACGCAAGTAATCCTTTCC ATGCCCAGAGGCATAATCAG 275

Ai04B22403 Araip.B04 22403 p2 (AT)9 18 107492888 107492905 CGCCACCATAGAACTCAACA TGTCAATTTAACCATGTCAAAAA 218

Ai04B22406 Araip.B04 22406 p2 (AT)11 22 107506017 107506038 AATTCCATGAGGGTTTTTGC GGGTTGAGTAGCATTCACCG 275

Ai04B22407 Araip.B04 22407 p2 (TA)7 14 107506613 107506626 TTTAGAGGGGGTTGGGTAGC ACCGACGACCATTAGCATGT 199

Ai04B22409 Araip.B04 22409 c (T)12attttaccgaaccaaatt(A)1040 107507984 107508023 TCACGTTACCATTTAATCGGG AAGGAGCCGCTTCAATTACA 256

Ai04B22417 Araip.B04 22417 c (A)11taaaacttacataatccaacagatagaaaaagac(A)1762 107529115 107529176 CGACCTTGAATAATAGGCATAGAA CATGGCGTTCTCTTCTTCGT 269

Ai04B22418 Araip.B04 22418 p3 (TAT)5 15 107532961 107532975 TGCAGCTATGCAGGCTATTAAG TGCTCTGAGTGCAAAATACACA 190

Ai04B22429 Araip.B04 22429 p3 (TTA)6 18 107576269 107576286 AAAATTCTAGCCTCCGCCTT CATTTTCTTTTCTTTTGTTCCTTCA 278

Ai04B22433 Araip.B04 22433 c (A)10gaaaaaagaaaaaatgtgaaaaaaaagaaagaaag(A)1055 107609814 107609868 GGCTCTTGAAAGAATGAGGG TTGGCTTTTTCTGCTTGCTT 172

Ai04B22434 Araip.B04 22434 p2 (TC)6 12 107626468 107626479 GCACCAGACTGGCGTTTAAT ATAGGTGAGGGGTTTTTGGG 256

Ai04B22437 Araip.B04 22437 p2 (CT)8 16 107645890 107645905 CATGGAAAAGTTCATAAGCCAA TGGGGAAATCCATTCTTTCA 245

Ai04B22438 Araip.B04 22438 c (T)12ggatttttttttc(T)1237 107647245 107647281 GCCTAGCTACCCAAAATTTCC GGGTACCTACTCATGTGAGACCA 261

Ai04B22440 Araip.B04 22440 p2 (TC)7 14 107653670 107653683 ACCATCACATCGTATCCCGT GAACGGCGTATTGTAGGAGC 266

Ai04B22442 Araip.B04 22442 p2 (AT)11 22 107656322 107656343 GGATTGCCCCAGTGAAGTTA CCATACCAGCTTCCTCCAAA 175

Ai04B22443 Araip.B04 22443 p2 (AC)6 12 107657611 107657622 GCTCAATGGAATTGCATCCT TTGAGAAAGCAAATAGGCTCC 131

Ai04B22445 Araip.B04 22445 p2 (CT)10 20 107672239 107672258 CCTTCCTCACGCATCTCTTC AGTGGAGGTGGAGGAGTGAC 280

Ai04B22447 Araip.B04 22447 p3 (ATA)5 15 107680069 107680083 TTCTCATTCAAGTGCAATGATTTT CGAAAATTTTATGAATCACAACC 278

Ai04B22449 Araip.B04 22449 p2 (AT)6 12 107681896 107681907 CGCGGTTACGTTCTTCTCTC TCCGCTTTGCGTAGACTTTT 256

Ai04B22450 Araip.B04 22450 p2 (TA)7 14 107685244 107685257 TTGGACAGTCCCTCTGTGTG TTTAACTCCCCAGATTCCCC 278

Ai04B22451 Araip.B04 22451 p2 (AT)9 18 107686052 107686069 CGGTCTTTCGCAGTTACGTT TGAAGCATGGAAATCACAGG 211

Ai04B22452 Araip.B04 22452 p2 (TA)7 14 107689503 107689516 TGAAACCCCCTGTTTCATTT AACGCACCATGTGGTAAACA 188

Ai04B22453 Araip.B04 22453 c (AT)6agtatgtatgtatgattaattagcaagccgcctttggcttcctttattagataaatacactt(TA)788 107690301 107690388 CGCGGTTACGTTCTTCTCTC GAAGCATGGAAATCAAAGGC 202

Ai04B22454 Araip.B04 22454 p3 (TAA)6 18 107690504 107690521 GCCTTTGATTTCCATGCTTC CGCCGACATCATTGCTATCT 269

Ai04B22456 Araip.B04 22456 p2 (CT)6 12 107713628 107713639 TTCTCCCTTCTTCCTTCTTCC ATTGCAACAATCCACAAGCA 253

Ai04B22457 Araip.B04 22457 p2 (AT)7 14 107716306 107716319 TCCCCAATTGAATCTTTGGT CATTGGAGTAATTTTGTCCCC 232

Ai04B22458 Araip.B04 22458 c (T)11ctttcaaactcattctcagcctcgat(TC)8tt(TC)769 107719923 107719991 CGAAAATGAATGGAGCACAG TTTGGGACGATACTGAACGA 280
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Ai04B22461 Araip.B04 22461 c (GAT)12ggaggagaaggatgaaaaggaaggaggagacaaaattccaat(AGG)5aagaggaagaggtgttgttggtgataacggtaacaaaattgaaaaataatgaaaaagaaag(AGA)5169 107729516 107729684 CAAAATGAAGAAACCATTGCAT TCTTCTTCACTCCGGATGCT 273

Ai04B22463 Araip.B04 22463 p3 (CTC)6 18 107737647 107737664 TTCACGCACGAGACTTTACG CGTTGTCCTGCACAATTCAA 166

Ai04B22464 Araip.B04 22464 p3 (GAA)5 15 107738605 107738619 TTTTGGATCAGTCAACGTCA TTTTCGAACTGAGTTTATGTGTCA 273

Ai04B22465 Araip.B04 22465 p3 (ATG)13 39 107738896 107738934 CACAAACAAGTGTGAATCGTGA ACAACCACCACCATCTCCTC 271

Ai04B22466 Araip.B04 22466 p2 (TA)6 12 107741763 107741774 TGTGCGTGATACCCTTACCA TCCTTAAACCTCGAAGAGGGA 185

Ai04B22468 Araip.B04 22468 c (A)11gaag(AGA)5 30 107744684 107744713 AGCGTTGCGCTTTTTATTTC TTTCCGCTTTCTTCTTCTTCA 267

Ai04B22472 Araip.B04 22472 c (CA)40(AC)40 160 107753302 107753461 CAAGTCTCAAGCGTCCACAA TTCTTTAATTTTGTGTGTTGGGT 266

Ai04B22474 Araip.B04 22474 p3 (AAT)5 15 107757527 107757541 TGACCTTTCTTTGAACAACCG TCTACTGAGCATTGGATGCG 236

Ai04B22475 Araip.B04 22475 p2 (CT)6 12 107760637 107760648 CCGCGCTCTGATTTTTCTAT TGATTAGAGGAATTGGCTTGG 254

Ai04B22476 Araip.B04 22476 p2 (AT)9 18 107763466 107763483 AACGCGATATACGGACAAGG GTACCCTAGCCGGCCTAAAC 105

Ai04B22478 Araip.B04 22478 c (A)10caaaatcacgtatcgtgactc(T)1142 107775177 107775218 TGATAGAAAAATCATCAAGATTAACAA TGCAATTATTAAGAGAGGTGTAATTC 228

Ai04B22479 Araip.B04 22479 p2 (TA)6 12 107778775 107778786 TATGAACGTGGCATGAAGGA AAGGAAGCTGGGTGATGATG 101

Ai04B22480 Araip.B04 22480 p2 (AT)9 18 107779246 107779263 AGTTTTTCCGGAGCTTTCGT CACCCTTACGGGTTCCCTAT 240

Ai04B22481 Araip.B04 22481 p2 (AT)7 14 107781272 107781285 AGTTTTTCCGGAGCTTTCGT CACCCTTACGGGTTCCCTAT 250

Ai04B22483 Araip.B04 22483 c (TTCCTC)5ttcttcttcc(TCT)1585 107783568 107783652 AATGCGTTATTCAACGTTTCC ACACCCAAAATTCGTTGCAT 256

Ai04B22485 Araip.B04 22485 p2 (AG)6 12 107795650 107795661 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 133

Ai04B22487 Araip.B04 22487 c (AT)11cc(A)10 34 107806509 107806542 TCCGGAAACGGAATAACTTG TGGAGGTTTATGGAAAGGCA 214

Ai04B22488 Araip.B04 22488 p2 (AT)8 16 107813283 107813298 CGAAGTCAAGGCTGGCTAAA GAGAGGTGTCTCGTTAGGCG 229

Ai04B22490 Araip.B04 22490 p3 (GGA)5 15 107838369 107838383 TGGTATTATTGGTGATGGCG ACGCAGGGGTTCTTCTTCTT 129

Ai04B22491 Araip.B04 22491 p6 (AGAGAA)8 48 107838495 107838542 CGCGAATTTGAAAGAAGAGG AATCACGCCATTCGTTATCA 128

Ai04B22493 Araip.B04 22493 c (T)10aatgaaatgattggatttgaaatttattctaaattatttttttaattgttctttcatatagatacattctttgtatgagaaatgcaagtagatat(A)10115 107842286 107842400 AATACCAAGATCTCAACTCTAAAGCTA AATAAACTTTTTATGATTTAGGCAAAG 277

Ai04B22496 Araip.B04 22496 p2 (TA)6 12 107851503 107851514 TCCAATAGTGGACTTTGTATGTGC GAGTGAAAAAGAATGAAAGCTGG 263

Ai04B22499 Araip.B04 22499 p2 (AT)9 18 107859257 107859274 TCTTTGACTACTTGTATCTTGGGAAA CAAGCCAAGCTTTTAAACCA 252

Ai04B22503 Araip.B04 22503 p3 (AAT)6 18 107876699 107876716 TTCGGCTGACATCTCCTCTT TCTCCCCCTTTTCTTCCACT 248

Ai04B22504 Araip.B04 22504 p2 (AG)6 12 107877050 107877061 TCGAAAATGGTTTTTGAAAATTG ACTTTTTGTTTGTTTCTTAACTTTTTC 186

Ai04B22506 Araip.B04 22506 c (T)10aagataatggcacccaagtaaatactctatccctcataaaaaacttgtttc(T)1475 107886916 107886990 CTAGAAATTTGTCAAACACACTAAAAA AAAACTCACCTAAACAAGCCAAA 164

Ai04B22508 Araip.B04 22508 p3 (CCA)5 15 107893314 107893328 ATTCCCGAACCATATGTCCA AGCAGCACCAGTGATAGCAA 208

Ai04B22509 Araip.B04 22509 p2 (AT)6 12 107896255 107896266 TTTAACCGCAATACCGATCC GGATATGGGCGCAGAAGTTA 257

Ai04B22510 Araip.B04 22510 p2 (TC)6 12 107898771 107898782 GCATTGCAGTAAGGAGCACA TATCCTTGCCATCATCGTCA 169

Ai04B22511 Araip.B04 22511 p2 (CT)6 12 107898894 107898905 TGACGATGATGGCAAGGATA AGGAGTAGCACCCAGTCCCT 184

Ai04B22512 Araip.B04 22512 p2 (TC)6 12 107910250 107910261 CAGCAGTAGCTCAGACCACG AGGAGTAGCACCCAGTCCCT 245

Ai04B22513 Araip.B04 22513 p2 (CT)6 12 107910373 107910384 CAGCAGTAGCTCAGACCACG AGGAGTAGCACCCAGTCCCT 245

Ai04B22518 Araip.B04 22518 p2 (TC)6 12 107935673 107935684 CCTTTCTCTCCTCTGCTCCC AGATGGCTCACGAGTGAAGG 217

Ai04B22521 Araip.B04 22521 p3 (CCA)5 15 107958613 107958627 ATTCCCGAACCATATGTCCA TGATAGCAATGGTAGTGGCG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B22528 Araip.B04 22528 c (A)12tcttttttcattgaaaaaaatctttttttatcaagataatggtacctaaacaagcactctatccatcattaaaaagttgtttc(T)12aaagtttggcttgtttaggtgagtttttaagaaaataatttttttcgagttg(T)10169 107980613 107980781 CCACTAGAAATTTGTCAAACACAC GAAATTTGTCAAACACACTACAAAA 227

Ai04B22533 Araip.B04 22533 p3 (CCA)5 15 108041327 108041341 TCTTTTTCCATTCCTGAACCA AGCAGCACCAGTGATAGCAA 220

Ai04B22536 Araip.B04 22536 p2 (TC)6 12 108048161 108048172 CAACGGCCTCGTTCATTACT GAAATTTGAGGGTTTGGGAA 203

Ai04B22541 Araip.B04 22541 p2 (AG)21 42 108073879 108073920 TGCTTTCTGAGCTCCAATGA TTGGCACAGGATCAAATGAA 194

Ai04B22542 Araip.B04 22542 p3 (GGT)5 15 108076379 108076393 CTTCAATAGGGCGTCGTTGT ACAAGAAGACGGCACTTGCT 241

Ai04B22544 Araip.B04 22544 p3 (ACA)5 15 108094288 108094302 TGACACCGTAAAGGTCACAAA ACACATGATTCAAGACGGCA 252

Ai04B22546 Araip.B04 22546 c (T)18atcgtttgagtttttctttttcaacgtttttttttcaactctttcttgttttatttttattgattttaattttgttgctg(T)10108 108108383 108108490 TTTTTGGAGAGGTCGCTTGT TCAAAATATTGAGCAAGAAAAAGAAA 214

Ai04B22551 Araip.B04 22551 p2 (CA)6 12 108114576 108114587 ATAACACCCCATCCCTCACA CTCTCTCGGATCCTCCTCCT 217

Ai04B22552 Araip.B04 22552 c (A)10g(A)10 21 108117718 108117738 TTCGTGCTTGGTTTCGATTT TGAAGATTACGATAAGGTTGGAAA 250

Ai04B22554 Araip.B04 22554 p2 (CA)6 12 108121496 108121507 CTCACTCACGGTTACCCCAC TCGCAACCCTCACTCTCTTT 126

Ai04B22555 Araip.B04 22555 p2 (CA)6 12 108126373 108126384 ATAACACCCCATCCCTCACA TCGCAACCCTCACTCTCTTT 170

Ai04B22557 Araip.B04 22557 c (A)11ggaaaaaaggagatgaaggaagggtggaaaataaagcatag(A)1062 108140443 108140504 AAAATCGGAAAGCAGGAAAAA TAGACAGCGGTGACCTTCCT 197

Ai04B22558 Araip.B04 22558 c (A)10gcaataatagatcaatcaagaacattttaagagagaaatggggtagc(A)1168 108142481 108142548 GATGAGGCCCAAGTTAAGCA ACCTCTCTGCCAGTAGCCAA 204

Ai04B22562 Araip.B04 22562 p3 (TAT)6 18 108165067 108165084 TCTCTTTCGAGCTCGGTCAT GCTGGAAGTGAGTCCAGAGG 263

Ai04B22565 Araip.B04 22565 c (A)12ttgatgcaatgttatagatataaaatagtttatgtgtggtatat(A)1066 108170889 108170954 TGCAAGCTTTCTATTTTGCC GCCATAAATTTTCAACCGTATCA 280

Ai04B22568 Araip.B04 22568 p2 (AT)6 12 108180865 108180876 ATGGCCATGATGAGGAGTTT AACGTGCCAAGGTTTCAAAG 140

Ai04B22574 Araip.B04 22574 p2 (CA)8 16 108193056 108193071 GGGCTCTTCTCTGCATTGAG TGGCGAACATAGTCTTTGTGA 271

Ai04B22575 Araip.B04 22575 p2 (AG)9 18 108193484 108193501 GAAACGGCGATCAAAGAGAG CATTGCCTTCGTCACTCAAA 232

Ai04B22578 Araip.B04 22578 p2 (GA)7 14 108203525 108203538 CCAACACACACACTCATCCC TCTCTCCCTCGTAAGTTCGC 225

Ai04B22581 Araip.B04 22581 p2 (TA)7 14 108214522 108214535 TGGATCATGGTGTCAAGGTG TGACTCCTAGTGGGGAATGG 151

Ai04B22582 Araip.B04 22582 p2 (TA)6 12 108217898 108217909 AAGCTCCAGACTTGACCTGC AGCGTCTGGAGACCTTCCTT 229

Ai04B22583 Araip.B04 22583 p2 (TA)11 22 108218877 108218898 CAGCAGCACCTTCCCTAAAA TTGAGTGGGTGGTTGAAATG 242

Ai04B22585 Araip.B04 22585 p2 (TC)6 12 108251096 108251107 CAATGCAGCCAGAAACTGAA GTCGATGACTTCGTCCCATT 246

Ai04B22586 Araip.B04 22586 p4 (TATG)8 32 108266055 108266086 CAGGGGCGGGTAGTATATGA TGAGAGGAGAGGGAGTGATGA 269

Ai04B22587 Araip.B04 22587 c (A)10gtaaaaaggaagattatgaaattatagataaaaaatatttcaaaaaatattggtcgatggaatgtca(T)1289 108267146 108267234 GCACAAATGAGTGTTTGGCA TCACCGATGTTAACTTTGAGGAT 277

Ai04B22588 Araip.B04 22588 c (T)10cttcccctttttttcgccattttttttc(T)1048 108271314 108271361 TCATTCCTTTAGGCCCTCCT TGAAGCAAGAAAAAGCAGTGAA 230

Ai04B22589 Araip.B04 22589 p3 (AAG)5 15 108273022 108273036 GCTTTTGTCTTCCCTTTCCC CCATCCCTCCTTCATTTTCA 241

Ai04B22590 Araip.B04 22590 p3 (ATT)5 15 108276014 108276028 ATTGTTTGCTCCAATGGTGG GCAGGAGCAAGGACAAGAAC 248

Ai04B22594 Araip.B04 22594 p2 (TA)6 12 108295907 108295918 CTCTCTGAAGCAGGGGAATG GATTTACCCATCAGGGAGCA 246

Ai04B22601 Araip.B04 22601 p2 (AC)7 14 108318580 108318593 CGTCGATCAATCTCAAGCTG TTGGGATGCTAAAGCTGGTC 280

Ai04B22602 Araip.B04 22602 p4 (AGAT)5 20 108320929 108320948 TTAAGCGATGTGGCAATGAG AAGCATGATTATGCAGCTTTTTC 230

Ai04B22608 Araip.B04 22608 p2 (TC)20 40 108346719 108346758 AATCCTCAGTGCCTCCCTTT TTCGAGTGAGAAGCGAACCT 111

Ai04B22609 Araip.B04 22609 p2 (TA)6 12 108349148 108349159 CTCCACCACAAACTTGAAACTG TACACCATCACCACCACCAC 189

Ai04B22612 Araip.B04 22612 p3 (TCT)5 15 108353639 108353653 CCAATTTCAACCGAATCGAA CCAAAAATTCTTATGTCATTTTGTT 268
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Ai04B22613 Araip.B04 22613 p3 (CTT)5 15 108354056 108354070 TCACAGCTAAGAAATTCAGTGTCA TGTCAACAGAGTGAAACAAAAAGA 211

Ai04B22617 Araip.B04 22617 p3 (GAA)5 15 108369094 108369108 TCAACAACAATTGCAAAGATGA GGATGAAGCCCAAATTGCTA 271

Ai04B22618 Araip.B04 22618 c (GA)9cgccgtcatccccatcgccggaaccgcgaggaacgtcgccgccgagcccgtcaccgtgtcgttgtcttcatcgacgccagctgaagagagatgcgacg(GA)6128 108380313 108380440 AGCTGCAAGATGAAGGAAGG ACCAAGGACAGCGACGAC 252

Ai04B22622 Araip.B04 22622 p2 (GT)6 12 108395284 108395295 GGGACTTGTAGAGCTCGTCG TGGGCTAAACGGACTGAATC 254

Ai04B22625 Araip.B04 22625 p2 (TA)6 12 108403339 108403350 GGTTTTCTTGAGCTTTGGCA TCATTGGTAGCTCGCATAAA 239

Ai04B22626 Araip.B04 22626 p3 (GGT)12 36 108406252 108406287 CCGTGTTCATGGTGTACGAG GGTTCCTAACGACCACAGGA 261

Ai04B22628 Araip.B04 22628 p3 (TGG)6 18 108409569 108409586 TGTGAATGCCTTTGCTTCTG CCACCACCAACACCTTTACC 208

Ai04B22631 Araip.B04 22631 c (A)10tagtcttttaaatac(A)1136 108420996 108421031 CCAGCATCGACAAGAGACAA GTCACCAAAGAAGGTCCCAA 252

Ai04B22634 Araip.B04 22634 p2 (TC)6 12 108425747 108425758 GCGGTGTAACCGCTTATGAT ATTGCAAAACCAACCACACA 168

Ai04B22638 Araip.B04 22638 c (TG)15tc(AG)22 76 108452685 108452760 CACCCTCAACTCCTTCTCCA GAGCTTCTTCATCTCCGCAC 276

Ai04B22639 Araip.B04 22639 c (CT)6ccacggttcgacaacgacgcgacggcgcagtgaggcccagcgcgccggcgcggtcttcttctccgctctcctctgctttccccaga(TC)6110 108454961 108455070 GTCACTCTCTCCCATGGCTC GAAAGAAGAACGGGGGAGTC 218

Ai04B22642 Araip.B04 22642 p3 (AAT)5 15 108469276 108469290 AAAAATTTGAATTTGGGTTCAG TCTTCCGGAGCCTTCTATCA 273

Ai04B22644 Araip.B04 22644 p3 (TTC)5 15 108475517 108475531 GCATGCTCAATGAAGCTGAT ACCAAATCTGCCTGGTTCTG 278

Ai04B22647 Araip.B04 22647 p3 (AAT)5 15 108485010 108485024 TGAAAACCAAATTGAAAGAACG CAGACAGTTTGCACCCAGTT 239

Ai04B22649 Araip.B04 22649 p2 (AC)8 16 108494520 108494535 CCCTTGGCCCAACATAACTA TCTTCTCCTCCCTCACTCCA 101

Ai04B22651 Araip.B04 22651 p2 (TA)6 12 108497533 108497544 TGGGTGCCATTATGAGTTTTT GAAGTCAGACCATGCAACCA 245

Ai04B22652 Araip.B04 22652 p2 (CT)7 14 108499549 108499562 TCGGTCTTCTAGTCGGTTCG GGGAGAGAGCTGCTAGGGTT 256

Ai04B22660 Araip.B04 22660 c* (TG)6(G)10* 21 108528106 108528126 TGCAGGTTGAATCACTTCACA GGAAGCTCTGGCAGAAAACA 272

Ai04B22663 Araip.B04 22663 c* (TG)6(G)10* 21 108536536 108536556 TGCAGGTTGAATCACTTCACA GGAAGCTCTGGCAGAAAACA 272

Ai04B22664 Araip.B04 22664 p3 (TAT)5 15 108538006 108538020 TCGTCGGTAACCAAAAATCC GGAGGAGGAGGAGGAAGATG 267

Ai04B22665 Araip.B04 22665 c (TCC)5ttcttcttcgcatttctttttattcacgta(T)1055 108538133 108538187 TCTTTTTCTTCCTCCTCCTCC TTGGTCTCGTTGTTCTGCAC 180

Ai04B22666 Araip.B04 22666 p3 (AGG)6 18 108538633 108538650 GACAGTGGCGATAACCATGA TTTGTTACCGTCATCACCGA 133

Ai04B22667 Araip.B04 22667 p3 (AGA)5 15 108538775 108538789 AGCATCAGGGTGGAGAAGAA CGCTGCAATTGTTTATCCGT 210

Ai04B22672 Araip.B04 22672 c (A)11gaagagaaaaagaaaagaaaaatggcg(A)1149 108574045 108574093 GCCCCAAAAGTGGATACAAA TGATTCCTTTAGGCCCTCCT 189

Ai04B22684 Araip.B04 22684 c (AG)6atcgaa(AG)1140 108603876 108603915 AGTATCCCCTGCAACCAACA AGTGCTTCGCATACGGTTCT 120

Ai04B22685 Araip.B04 22685 p2 (TA)6 12 108605250 108605261 GCAATAATTATCCAATCACTCATCA CCAGAAGAGGCGCGTATTAG 212

Ai04B22686 Araip.B04 22686 p2 (AG)7 14 108607993 108608006 ACACAAAGGAGCGAGAGCAT TGAATATCTGCAGCATCCGA 147

Ai04B22689 Araip.B04 22689 p2 (AG)6 12 108614901 108614912 GGTTCAACCAAGCCACCATA GCTTTTGGAGCTACGTGGAG 235

Ai04B22694 Araip.B04 22694 p2 (AG)6 12 108640902 108640913 GGGGTTGAATCTTAGCCCTC TGTGATGGAGACGGGATGTA 260

Ai04B22695 Araip.B04 22695 p2 (AT)6 12 108642550 108642561 AAACATTTTTGCACAAGGGC ATGACAAGCAAGAGCCAAGG 265

Ai04B22696 Araip.B04 22696 p2 (AG)6 12 108645374 108645385 GATGGACGCTTACAAACGGT GCCCTGAGTTGCATGTTTTT 199

Ai04B22699 Araip.B04 22699 c (A)12ttggtacagggactcaaataaaag(A)1046 108652678 108652723 TGGGTCTCTGCACCAATTTT AATTGAGTCCTTGCACCAAA 167

Ai04B22704 Araip.B04 22704 c (TTG)5tattatttaaaagtaatattttctctctctc(TA)658 108681608 108681665 ATTCATGTAGCCAACCCCAC CCAAAATTAACAAACTCTCACTCTCA 270

Ai04B22708 Araip.B04 22708 c* (T)10gtatccccttatttaattactta(AT)11(T)10*64 108688829 108688892 CCCATGTGCATTGATTCTTTT GGAAGCATGCTCATGTGAAA 167
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Ai04B22710 Araip.B04 22710 p3 (CTT)6 18 108691872 108691889 TCTTGACTTTCCCATGGAGG GATACCAGAAGCCCCAGTGA 138

Ai04B22711 Araip.B04 22711 p2 (AT)8 16 108694801 108694816 GCATATGATGCATGCCTGTC GTAAGGGTGACCGGGAACTT 226

Ai04B22712 Araip.B04 22712 p2 (CA)6 12 108696364 108696375 AACCCACAAGGCAAACTCAC TATTTGGTGCTTGGGAAAGG 216

Ai04B22716 Araip.B04 22716 c (T)10g(T)12 23 108722549 108722571 CAAAAGCCATGAGTCCAACA TTGGTTAAATGTGGTGGCAA 263

Ai04B22720 Araip.B04 22720 p3 (GAA)5 15 108737896 108737910 ACTCGGAGGTGGAAGCTTTT CCCTCCATTCTCCCTCATTT 255

Ai04B22721 Araip.B04 22721 p3 (AAT)5 15 108740722 108740736 GTTCTTGTCCTTGCTCCTGC CGAAAATTCTCCTTCTCTCTCTG 159

Ai04B22724 Araip.B04 22724 p2 (TA)8 16 108747559 108747574 GGTACGAGCAGAACACGACA TTCAGTTTGACTAGTCGGCG 166

Ai04B22726 Araip.B04 22726 c (CT)7(CA)6 26 108754322 108754347 CCAAAGAGTAAACCGAACCG CATCAACAATAGAATTTGTGCCA 277

Ai04B22727 Araip.B04 22727 p3 (AGA)6 18 108754983 108755000 ACAAAAAGCAAAATGGCACC CACCGCTTACAACTGTTTGG 276

Ai04B22728 Araip.B04 22728 p2 (AG)6 12 108756120 108756131 AACCCTAACCCAGTAACCCG TCTCCTCTGCAGCAACTCAA 148

Ai04B22729 Araip.B04 22729 p4 (AATA)6 24 108762480 108762503 TTCGAAAACAAGGAGCATCA GGGGTTAGAATAGGACCCCA 254

Ai04B22735 Araip.B04 22735 p3 (TAT)15 45 108793506 108793550 TAACCTACCGCCCTAGCAAA CATGGCACTGCTAATGATGG 262

Ai04B22737 Araip.B04 22737 p4 (TATG)5 20 108801361 108801380 TGATGGATGATGAAAGGGTG CCGATAGCCATCAACACAAA 224

Ai04B22738 Araip.B04 22738 p2 (AT)7 14 108803142 108803155 GTAGGCGTCTGGAGCTTTTG TCAGCTTGCGAAGGTAAGGT 193

Ai04B22742 Araip.B04 22742 p2 (TA)7 14 108819339 108819352 GGAGCAAGACAAGAGGTCCA TCAAACATCATGAGGCCAAA 196

Ai04B22744 Araip.B04 22744 p2 (TC)8 16 108834060 108834075 TCAATCACATCTTTTTCAAAATCAA CAAGAGGAAGAGAGGGTTCG 191

Ai04B22747 Araip.B04 22747 p2 (TC)6 12 108885927 108885938 CGAAAATCATTAACTTCTTTTTCAA AGAGAGGGAGAGAGGGTTCG 240

Ai04B22748 Araip.B04 22748 c (AC)8(AT)13 42 108897280 108897321 CGAGGTCACGTCCAGGTTAT TGATTTTTCCTAATAGGCGCT 231

Ai04B22750 Araip.B04 22750 p2 (TA)6 12 108900928 108900939 GCTTAAGTTTGGATAAGTTCAGCTC GAACTCACGAGTTGGCTCAAA 270

Ai04B22761 Araip.B04 22761 c (A)10gaaaagaaaaaaac(A)1034 108951684 108951717 GCATTGTCAAGATGGCAGAA TCACTCTCAGGCGATGAACTT 102

Ai04B22765 Araip.B04 22765 p3 (CTT)5 15 108964348 108964362 CGGTGAGGTGTGGTTTCTCT TTTCGATGTTCATGGTCCAA 247

Ai04B22766 Araip.B04 22766 p2 (TA)7 14 108964526 108964539 GCCCTGACCGTCTGATCTAA TCAATATTTGCAATTAACCGTCT 226

Ai04B22768 Araip.B04 22768 p3 (ACA)7 21 108978543 108978563 TCAAATATGGCATCAAGGCA GCCCTAGTTTAGTCGACCCC 136

Ai04B22772 Araip.B04 22772 p2 (TA)8 16 108986955 108986970 CGCCAACTTGGATTAAGCAT CCATCTGAAATGGCCTCTGT 177

Ai04B22773 Araip.B04 22773 p2 (TA)12 24 108989782 108989805 TCAGCAACAAGACATTCAGGA TTTGAGGCTTATCCCAAACG 272

Ai04B22775 Araip.B04 22775 c (A)13ctacttaatgatttcatactc(T)1044 108994943 108994986 TCACCAAATTTAATGGTTTCACTG GGAGGATCTAATGACTAGTGCCC 259

Ai04B22777 Araip.B04 22777 c (A)13ctacttaatgatttcatactc(T)1044 108998559 108998602 TCACCAAATTTAATGGTTTCACTG GGAGGATCTAATGACTAGTGCCC 259

Ai04B22779 Araip.B04 22779 p2 (AT)7 14 109002321 109002334 AAAATCCTCCATCCATCATCA TCGGCCAAGGTATGGTTTAG 273

Ai04B22780 Araip.B04 22780 p3 (ATA)5 15 109006623 109006637 TTGAGGTGGCAAGGTATTACG AGCAACCACGATTTTTGAGG 148

Ai04B22781 Araip.B04 22781 p2 (AT)7 14 109008963 109008976 TCCAACCATCATCACATCGT TGGGCATGTGTTGAGGAATA 228

Ai04B22782 Araip.B04 22782 c (A)10gaagaaaaaaaa(AT)634 109016792 109016825 TTGGATTTGGAAACATTTGG TTCACCATTTACTTTGGGGC 236

Ai04B22783 Araip.B04 22783 p2 (TA)6 12 109024365 109024376 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTATTAAAAAGGACA 244

Ai04B22785 Araip.B04 22785 p2 (AC)6 12 109035586 109035597 TTCAATGAACACCCAAAGCA GCCAACCCTTGCATCTATCT 213

Ai04B22786 Araip.B04 22786 p2 (AT)6 12 109036115 109036126 CTCTACCATGCAAATGCGAA ATCGCTAACTTCAAGGGGGT 191
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Ai04B22790 Araip.B04 22790 c (AT)6gcg(A)13g(A)1039 109055902 109055940 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 189

Ai04B22792 Araip.B04 22792 p3 (AGA)6 18 109078816 109078833 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 181

Ai04B22794 Araip.B04 22794 p2 (AT)7 14 109089334 109089347 GCTCGGGTATTACGACGATT ACTTATGGTTCCCTCGCCTT 250

Ai04B22795 Araip.B04 22795 p2 (CT)8 16 109094862 109094877 ACAAGGTACATCGGAGGCAG GGTCAGTCACCGCCACTTAT 206

Ai04B22796 Araip.B04 22796 c (CA)6tagacacacacaca(TATG)962 109099386 109099447 GACGCAGAAGTCACGAAGAG CCGCTCAAAAATACATTGGTT 277

Ai04B22798 Araip.B04 22798 p2 (AG)12 24 109105323 109105346 AAACAAACGTCGCAGAGGAT TGACCAGGCTGGGTTTTAAG 260

Ai04B22801 Araip.B04 22801 c (TG)14tttgtgtgtgtgtt(TG)756 109127270 109127325 GAAGGAGTGGCTGCAGAGAG CCCGCTATTCCCCAAAAT 277

Ai04B22802 Araip.B04 22802 c (TA)10(GA)7 34 109127651 109127684 CATTACCACAGCTCCATCCA GAAGGGGTAGTTTGGCATCA 191

Ai04B22806 Araip.B04 22806 c (GA)11a(AG)8 39 109149330 109149368 TGACAGTGAACCGAGGTGAG CTCTAAAATCTGTGCCCCCA 159

Ai04B22808 Araip.B04 22808 c (TA)9(GA)7 32 109150326 109150357 TCCATCACATCCACAACCAC GAAGGGGTAGTTTGGCATCA 212

Ai04B22810 Araip.B04 22810 p2 (TC)6 12 109175674 109175685 AAATTTCGAAAATGACATCATCA ACAGATGGAAGAGGGGGTTC 226

Ai04B22811 Araip.B04 22811 c (T)10attttcaaaaatttttcaaaaatctttcaaaaatttctcatctgttttcg(A)1070 109178832 109178901 TTTGGACAACTGACGGTTCA AACTTGCCTCTATGCCGATG 280

Ai04B22813 Araip.B04 22813 p2 (CT)6 12 109180309 109180320 TGTTTGTTTCTTATCTTTTTCAAAACT TCAGATTTTTGGTGAGTGAGGA 276

Ai04B22814 Araip.B04 22814 c (TC)7atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatctgaa(CT)891 109180474 109180564 TTTCGAAAATTACTAACCTTTTTCA AGGGATCCTTTTTACCCAAG 244

Ai04B22815 Araip.B04 22815 c (CT)6ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccctccatctcctccata(TCT)7106 109183581 109183686 AATGGGTGCAGGGATGTAAA CCCTCGAGCAAGAGAAGAAA 231

Ai04B22820 Araip.B04 22820 p3 (TTC)5 15 109191334 109191348 CCATCCACTCTTCCCCATAA GCTTTTGTCTTCCCTTTCCC 277

Ai04B22821 Araip.B04 22821 c (A)11gaaaaaaatatagg(A)1035 109195066 109195100 TGAAGCAAGAAAAAGCATCAAA TGCTCTTGCCTCTTGGTTTT 126

Ai04B22823 Araip.B04 22823 p2 (AG)6 12 109207340 109207351 CATCCATTCATGAGGAGGCT TCCATAAACCAAATTGGCAAC 231

Ai04B22825 Araip.B04 22825 c* (A)10(AT)9* 27 109211674 109211700 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 243

Ai04B22830 Araip.B04 22830 p3 (CTT)5 15 109235212 109235226 TGCGTTTTCTTGCCTTCTCT AATCCACTTCGCTCTGGTTC 233

Ai04B22831 Araip.B04 22831 p2 (TA)6 12 109246436 109246447 AGATGCAGGTCGTAACCCAC GACTCGCGGAGTTTAAGTCG 231

Ai04B22833 Araip.B04 22833 p2 (CT)20 40 109254724 109254763 TCGAATACTCTCCCTCTCATCTC TCTTTATCCCTGTTTCTGCTCA 256

Ai04B22835 Araip.B04 22835 c (TA)9gtgattgattttggttatatatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)12103 109263370 109263472 TTGTAGTTTTCCTTCGCCTTT GGACGACTTCGAAATTGTATTACTG 236

Ai04B22837 Araip.B04 22837 c (TACA)5tatatatacatacatatattt(TA)959 109280829 109280887 AACTTCAAACCGCAATACCG TTGTTCCCTCGCCTTTTATC 220

Ai04B22840 Araip.B04 22840 p2 (AG)6 12 109302257 109302268 AAAAAGAAGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 112

Ai04B22847 Araip.B04 22847 c (A)10gagaaaaatgaaaaaaaataccccaaatgcaaaat(A)1055 109328638 109328692 GGAAGCATGCTCATGTGAAA TGGTTTATCAACCTCCCCAC 252

Ai04B22848 Araip.B04 22848 p3 (AGA)5 15 109337357 109337371 CGACCAAGAAGAGGAAGACG GCTAACCATATTACATTCTTCGCA 165

Ai04B22855 Araip.B04 22855 p3 (ATG)5 15 109365012 109365026 TGCATGAGGATGCATTATTGA TACAACAACGCCACACATCA 122

Ai04B22857 Araip.B04 22857 c (AC)7(TA)7 28 109370623 109370650 AAGCACAGTTCTTTTGGGTG ATCCCCCTGATGCTTTATCC 259

Ai04B22860 Araip.B04 22860 p4 (TTTA)5 20 109386196 109386215 CCATGATGGAGAGAAGGGAA TTTCGAAAATCCTCACCCAC 225

Ai04B22862 Araip.B04 22862 p2 (AT)10 20 109389953 109389972 TGAAGCAAGAAAAAGCAGCA GATGTGGTGGCCTTTCATTT 207

Ai04B22863 Araip.B04 22863 p2 (AG)6 12 109391940 109391951 GGCAAAAATCCCTTCGTACA GGCCCAGATCCAAGTACAGA 208

Ai04B22864 Araip.B04 22864 p4 (TAAA)5 20 109420907 109420926 CAAACACAGAGAGGGGGAGA ACAAAGCACCTCCATACGCT 268

Ai04B22872 Araip.B04 22872 c* (A)10(AG)6* 21 109469730 109469750 ATGAAACCCCAACTTCTCCC ATGAAGCTTCTCGCGACATC 259
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Ai04B22881 Araip.B04 22881 p3 (TTG)5 15 109523056 109523070 CCTTGCTTTTGCTTCTCTGG AGAGGGGAAGCTCTTTCAGG 205

Ai04B22884 Araip.B04 22884 p2 (AT)6 12 109554454 109554465 TTGCAAAAACAGTGCCATTT GAGATTTCATCCAATGGCGT 273

Ai04B22891 Araip.B04 22891 p2 (AT)41 82 109570020 109570101 TCAATTCACTCTGCTTTCTAGGG CGGAAGCAACAAAAATGTCA 275

Ai04B22892 Araip.B04 22892 p3 (CTT)6 18 109578011 109578028 ACTGCATCTCACCCGTCTTC CCCTAATGAAGGTGGGGTTT 173

Ai04B22893 Araip.B04 22893 p3 (CTT)6 18 109583955 109583972 TTTTGTTTTTCTTGCAACTTTGA CCCTCTAATGAAGGTGGGGT 153

Ai04B22894 Araip.B04 22894 c (A)10gaataataattcaaaacaacaacattattcttcctccagt(ATC)5ataagaagtaaaaaaaatag(CAT)7106 109585110 109585215 CCGGTTGCGCGTTAATTTAT GCTGCATTTTGGTTTTTGCT 275

Ai04B22896 Araip.B04 22896 c (T)10cttgtctttcattcttataattcttcttgttttacccttttaacaagaataaaaacaagaaaaagagaaaaaaattaaac(A)10100 109588585 109588684 GCATAGTCGGAAGCATGTCA TGCTGCGCTTTTTCTTTTCT 210

Ai04B22899 Araip.B04 22899 p2 (CA)8 16 109595770 109595785 TGGATGGGACTTTCCACAAC AAAAATATTGGCTAATTATTACCGTG 279

Ai04B22900 Araip.B04 22900 p2 (AT)22 44 109595961 109596004 TGGGAGTGAGTAATGCAGCTT CTCCACTTGCCCCATATGTC 169

Ai04B22903 Araip.B04 22903 p2 (TA)7 14 109604853 109604866 TCGTCTCTGTCTCTCCACCA ATCTGATGAGCTTTGTTGATGA 232

Ai04B22906 Araip.B04 22906 c (TA)6tttttaaaaaaaattttttaaaag(A)1046 109618203 109618248 GCAATGAATGAAAACAAGGAAA TTTGCACCCTGTTTTTCTCA 234

Ai04B22911 Araip.B04 22911 p2 (TA)6 12 109626524 109626535 TCGAATGAAGTTGTGTCGAA CTAGCCATCTCCCCACTTTG 265

Ai04B22918 Araip.B04 22918 p3 (ATT)18 54 109656141 109656194 TTTGTGGCATGAATTATATGAGAG TTGTTAATCCCAATAATTTCTCTTTT 173

Ai04B22919 Araip.B04 22919 c (A)12gttttc(A)11 29 109664006 109664034 TTCCAATTGCGTTGGAAAGT CACGCCTGACATTCCTTACA 275

Ai04B22924 Araip.B04 22924 c (A)12gaaag(A)10 27 109692694 109692720 AGAACAAGGCTTGCGAAAAA AGGCCCTCCTATCCACTGAT 171

Ai04B22925 Araip.B04 22925 p2 (AT)7 14 109695283 109695296 CGTGTTGATTGGTCGTTCAC GCGAAACACACAGGAATGAA 275

Ai04B22926 Araip.B04 22926 p2 (AC)13 26 109702435 109702460 AATGCTTTTAGCCGGGTCTT TTGGGATGTGGTTATTTTTAGC 280

Ai04B22929 Araip.B04 22929 p3 (AAG)5 15 109732589 109732603 TCTTTTCCTTTCTTGGTGGC TCCCTCCTCCATTAACAAGG 266

Ai04B22933 Araip.B04 22933 p2 (TA)6 12 109752365 109752376 CGCAATGTAACATGGTGAGC TTGACTTTGGGCAACACAAG 214

Ai04B22934 Araip.B04 22934 p2 (TA)6 12 109759054 109759065 AGGGGTTTATCAACCTTCCC CCCAACTCAATTGTGAATGTGT 265

Ai04B22936 Araip.B04 22936 c (T)11aattttacttctatgtgcattgatttctctactaaactcattattagggtgattttgtccccttatttatttatttaattaaaaaggattta(T)10113 109759576 109759688 TTTTGAAAATTTGCCTAGCTACC AGCATGCTCATGTGAAACCA 246

Ai04B22937 Araip.B04 22937 p2 (AT)6 12 109760509 109760520 TGTGTGGATTGTTGTGATTCTG TTCTGCATTTTGCACTTTGG 200

Ai04B22939 Araip.B04 22939 p3 (AGA)6 18 109770723 109770740 CGGTCTTAGGTGCCATCAAT ACCCACCTCACCCTCTCTCT 214

Ai04B22940 Araip.B04 22940 p2 (AG)6 12 109772938 109772949 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATCTCTTGTGAATCAA 280

Ai04B22946 Araip.B04 22946 p3 (GTT)6 18 109786466 109786483 CATTTGTCCACTTTTTGGCA GAGAGCAAGAAGCAAGTCACC 257

Ai04B22947 Araip.B04 22947 c (TAT)5tttaatgaaaataaaaatagaagctgttaacaagattggtgaacattgtagatattttggtctcttaactagtgctttaga(T)13109 109786995 109787103 GGCTTTTGCATTTTTGTGGA CCTGCTAAATTAAAAGATGCCA 269

Ai04B22948 Araip.B04 22948 p2 (TA)6 12 109787653 109787664 GGGACAGACCTAGAGGGACA GAATTATGGCCATTTGGATCA 216

Ai04B22949 Araip.B04 22949 c (A)10tctttttttggtggagaaaaatacagctcataaaaccacaaaaactaacactaagaagcattgaaaat(A)1189 109789728 109789816 TATACACACCGGTCAGCCAA GAGGAGAAAGAAAATGGTTGGA 280

Ai04B22956 Araip.B04 22956 p3 (GAA)5 15 109795924 109795938 GTGCTCCTACTGCCCATCAT CAATGTGGTCCCTCCCTCTA 151

Ai04B22958 Araip.B04 22958 c (T)10ctttctttttttttcttttatttttgccatttttctttc(T)1059 109801567 109801625 TTCACTTGACACCTTCACGC AAAAAGCAGTGAAGAACAAGGC 260

Ai04B22962 Araip.B04 22962 p2 (AT)20 40 109819379 109819418 TTGGCTCGCTAGACTTCTTTC CCTCATACGCGGCTTCTTTA 257

Ai04B22964 Araip.B04 22964 p2 (TA)9 18 109826525 109826542 AATTATATGTTGACCGCCATTATT TGTTCAACTCATTTAAACTCATTTTT 152

Ai04B22965 Araip.B04 22965 p2 (TA)7 14 109827966 109827979 TGGCCAAAAACAGAGCACTA ATGTTTGAAGAGGGAAATCTATGT 277

Ai04B22967 Araip.B04 22967 p3 (ATT)5 15 109832723 109832737 TCATGAGATTGGCAACGGTA AATTGCTACTGTGTGCTGCG 228
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Ai04B22968 Araip.B04 22968 c (TCCTTC)6tctgttttcttctcttt(CTC)671 109836610 109836680 TTCCCGAAGTTTCCAAACAC AAGAATCTGTGTGCGCGAAT 199

Ai04B22970 Araip.B04 22970 p3 (AGG)7 21 109837725 109837745 GACAATAACGAACCTGCGTG TCTTCCCTCCTCCTCTTCCT 141

Ai04B22972 Araip.B04 22972 p2 (TA)6 12 109839934 109839945 AAAAACGTCCTAATTTCTCAAAGC TTCATCATTTCCCGTTGACA 264

Ai04B22978 Araip.B04 22978 p2 (TA)6 12 109875705 109875716 CGAATTTTTAGTGGAGCGGA CCCATTTCGTCTCTATCCGT 251

Ai04B22982 Araip.B04 22982 c (T)14aggggaatttagag(A)1139 109898586 109898624 TGTTAGCCGAGGTATAGGGG TTAATTCTCCAACGCCCAAG 280

Ai04B22994 Araip.B04 22994 c (A)10cattcatttagtatgaaaaaaaatatcctaatacttaacaaaagaaacatctaattatattttagcaaaaataattaaatatctatcaaattt(A)11114 109940496 109940609 TGGTGGATATTTAGGTGCCG TTGTATTGCAAATGTGAATGTCTC 248

Ai04B22995 Araip.B04 22995 c (CT)8ccccctctctctctccctc(CT)647 109941015 109941061 CTGAACCAAACTGCTTTGTCAC AGAGAGCGGAAGAGGGAAAG 245

Ai04B22996 Araip.B04 22996 c (GA)9a(AG)15taaaa(AG)870 109941413 109941482 GGAAGGGAGGGAGAGAGAAA AAAACCAGTTTTTATGGTTCAGTTT 218

Ai04B22998 Araip.B04 22998 p3 (AAT)6 18 109942704 109942721 AAGAAGGAAGATCCCCCTGA AAGCAATGGTGCCTATTTTCA 270

Ai04B23001 Araip.B04 23001 p3 (TAT)6 18 109949226 109949243 GGTCACGAGATAAAGTTCCAAAA ACTTGGCAAATTGATCAGGG 169

Ai04B23004 Araip.B04 23004 c (T)10aatttttctagtgcttttacttttactactagaaatttgtcaaacacattaaaaaat(A)1077 109955924 109956000 TTAAAGCTACAAAATTATGGATTCG GGAGTCGCAATATCACTCTAAAAA 249

Ai04B23005 Araip.B04 23005 p2 (TA)9 18 109961443 109961460 CAGTATGCAGGCGTTAAGCA GAAAAGGCAAAAAGTCCTCAA 230

Ai04B23009 Araip.B04 23009 p3 (AAG)5 15 109972770 109972784 AGCCACATATGGGAATTGATG GAGCCTCCCTTCTTCTCTCC 180

Ai04B23017 Araip.B04 23017 p2 (AT)7 14 109995354 109995367 CTAAGCAACCAAGGCACTCC CTTTGGGGAATTTTTGTCCC 263

Ai04B23019 Araip.B04 23019 p2 (AG)6 12 110027130 110027141 AAAGAGGGAAGGGATTTTCG TCTTGTGATTTCTTGTGAATCAA 276

Ai04B23021 Araip.B04 23021 p5 (AAGAT)6 30 110039848 110039877 GGCGATTCCGTTGAAGATAA CCTGGGTGCTCCAGTGTATT 127

Ai04B23022 Araip.B04 23022 c (A)10ttgtttagatc(TA)9aaag(A)1053 110052453 110052505 GGAAAAGCCTTCCAACGAGT GGCTGATTTGCCTTTATCCA 256

Ai04B23023 Araip.B04 23023 p2 (CT)8 16 110054825 110054840 ACCGTCGGATGTAGTTTTCG GAGGCATTTTGTGGGAGAGA 273

Ai04B23024 Araip.B04 23024 p2 (CT)10 20 110055265 110055284 GCCAGAAAACCCGATGTAAA CAACGTGACCACTATCGACG 262

Ai04B23025 Araip.B04 23025 p4 (TACA)11 44 110057382 110057425 ACGAAAATTAAAAGAGAAGGTATTTC GGGGGCAGGAGATTGTATTA 240

Ai04B23026 Araip.B04 23026 p2 (CT)21 42 110058273 110058314 CAAAGCACGAACCCTCTCTC ATTAGGGTTTGCAACAACGG 198

Ai04B23028 Araip.B04 23028 p2 (TA)7 14 110080778 110080791 GGTTTATCAACCTCCCCACA TTCCCTGCTTTCATGAGCTA 267

Ai04B23031 Araip.B04 23031 c (A)10ctcatgtatatgttctttaaaaatt(A)12gaaaaaaaatgaagaacgaaaaagagagaaagagagccccctattaaatctcagtaacgacc(T)10119 110092333 110092451 TCCAACAACAACATCCACAAA TCATCCTTTGCATTCACCTG 206

Ai04B23032 Araip.B04 23032 p2 (AT)15 30 110095770 110095799 ATTTTAATGCCAAAAGGGGC TTCTTAACGTGCATGCCATC 175

Ai04B23034 Araip.B04 23034 p2 (AT)8 16 110098004 110098019 TGTTTAATCTTTGTGATCCTTCAAA TCTTTCAAAATTCTATGCGTGTG 275

Ai04B23037 Araip.B04 23037 p3 (AAT)6 18 110112064 110112081 TCTTCCCAAAATGCACTCAA CTTCTCCCCAATTGCACTGT 143

Ai04B23039 Araip.B04 23039 p2 (AT)12 24 110119021 110119044 CTCTAGCGGGTAATTGCTGG TCCAAGTTCCAATGTCACCA 242

Ai04B23042 Araip.B04 23042 c (AT)7(TA)6 26 110130860 110130885 ATACTTGGAGACGGCGAATG TGTTTGTAAAGCGCGTGAAC 249

Ai04B23051 Araip.B04 23051 p2 (AT)13 26 110141370 110141395 CAACCCAAGAAATGGTTGCT TCTGAAGGTCACGCATCTTG 218

Ai04B23053 Araip.B04 23053 p2 (AT)8 16 110147636 110147651 TTTTGAATACGACAGCCTTTGA TTTAGGAAGCTTGAAGAGTTCG 277

Ai04B23057 Araip.B04 23057 p2 (AG)6 12 110156028 110156039 AGGAAGAGGAAGGGAAGCTG CTTCTCGGACGGCAATAGAG 259

Ai04B23058 Araip.B04 23058 p2 (AG)10 20 110162299 110162318 AGCGATTTCTGGACCCTTTT AAACATTGAACCTGGAATGGA 233

Ai04B23064 Araip.B04 23064 p2 (TA)6 12 110178519 110178530 GGACATTAATAATCCAGAAAGATCAA TCGCAGGTCAAAGGAAACTC 223

Ai04B23065 Araip.B04 23065 p2 (AT)6 12 110182530 110182541 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 244
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Ai04B23069 Araip.B04 23069 p2 (TC)7 14 110189893 110189906 ATGGTTTTGACCATTTCCCA TGTGGCACATTCAATAAGCA 253

Ai04B23070 Araip.B04 23070 c (TC)8gca(CT)9atcattctgtcacattatgattcttcttcttctctgtcaccgcatcatcctcttcatgtaagtt(TC)8117 110201257 110201373 TCCCCAAAATTAATCCCAAA TGACGAATCTGTGGAAGAAGAA 273

Ai04B23076 Araip.B04 23076 p2 (TA)6 12 110252447 110252458 ATCACGTTTCTGACTGCGTT GCGATAATGTTTGCATTGTTTT 269

Ai04B23081 Araip.B04 23081 c (TC)6tatatatccccctccctcc(CT)1357 110274460 110274516 GTTCTTTTCTCAGCATCGCC TGAGGTCGTAATACCTTGCCA 279

Ai04B23082 Araip.B04 23082 p2 (AT)12 24 110279049 110279072 GCGACTCTGATAGCTCGGAC TTGTTTATTGTTCCCTCGCC 280

Ai04B23084 Araip.B04 23084 p2 (CT)8 16 110301615 110301630 TAGTCAGCGACGAGGAGGAT TGAGGCAGGGAGAAGAAGAA 212

Ai04B23087 Araip.B04 23087 p2 (TA)10 20 110318674 110318693 TTCCCTTGCCTTTAGCTTTG ACGCTTCCGGTTGTGTTACT 249

Ai04B23089 Araip.B04 23089 p3 (AAT)5 15 110325264 110325278 TGGCAATAACTACTATAACAATCCGA CAGGTCCGTAATGTCTGGGA 279

Ai04B23090 Araip.B04 23090 p2 (TA)7 14 110327389 110327402 TCGGTCACTATCTTCTCGCC TTCGGCCAATTTTCTTTTTG 266

Ai04B23091 Araip.B04 23091 p3 (TAT)15 45 110330626 110330670 GGAGTTTGATGTAAAGCTCCGA CAAGGCATTACGGACCTGAT 267

Ai04B23092 Araip.B04 23092 p2 (AG)6 12 110331605 110331616 TTGGGGTGAGAACAAACACA CAAAATCGAAAATTTGGTGGA 267

Ai04B23095 Araip.B04 23095 p2 (TA)13 26 110342920 110342945 TTGTGCTAGAACTCATGCTGTAG TGCGTCTGTCAAAAATTGCT 263

Ai04B23097 Araip.B04 23097 p2 (TC)11 22 110355314 110355335 ACTCCCGTGCAACTCTCTGT GCCTACTGGGCAATCAGGTA 233

Ai04B23098 Araip.B04 23098 c* (CTT)7(TC)28* 76 110363899 110363974 GGAGTGCCAAAATCACCAAT TTAGAACAGGAGCCGGACAC 255

Ai04B23103 Araip.B04 23103 p2 (TA)8 16 110380672 110380687 GATTCGGTGATGAGGGAAGA GCTTTCGTATTGTGAATGAATCC 213

Ai04B23105 Araip.B04 23105 p2 (GT)6 12 110384925 110384936 GAAATTCGAAGAGCGAAACG CCCTTGGCCCAACTAAACTA 263

Ai04B23106 Araip.B04 23106 p2 (GT)6 12 110392243 110392254 GTGTTCTTCCCTTTCCCTCC CCAAGATTGAACCGAACTGG 153

Ai04B23114 Araip.B04 23114 p3 (AAG)7 21 110432729 110432749 GGACAAATACTGAGCCGGAA TCACCTCAAATTCAACATTGG 273

Ai04B23116 Araip.B04 23116 c (GTT)5ctgattccattatcca(TTG)546 110445776 110445821 GTTGCCGGTTGTTAATGCTC CCAGAAGCAGAAGCAAAAGC 199

Ai04B23118 Araip.B04 23118 p3 (TAT)7 21 110447366 110447386 TTATTGTTATTTGAATTAGATCGGTTT TTCTTCTAAAGCAACCAAGGG 233

Ai04B23126 Araip.B04 23126 p2 (AT)12 24 110460028 110460051 TTGTGCTCTAGCTTCGGGTT GCAGCCTCCAATATACCTGC 216

Ai04B23127 Araip.B04 23127 p2 (TA)7 14 110463962 110463975 GTCGAGAGGCACCTCGTTAG AGCTCCTAACTCAGCTTGCG 234

Ai04B23128 Araip.B04 23128 p2 (TA)9 18 110468189 110468206 GTCGAGAGGCACCTCGTTAG AGCCTGTGAAGCTAAGGCTG 223

Ai04B23129 Araip.B04 23129 p2 (AT)8 16 110473437 110473452 AAACCCCTACGAAAGGGAAA TGGATATTTTATACTGCAGGTGGA 244

Ai04B23131 Araip.B04 23131 p2 (AT)8 16 110474486 110474501 GTCAGCCCCCAATAGAACAA CATGAATCATTTGGAGCATCA 248

Ai04B23133 Araip.B04 23133 p4 (TTAT)5 20 110475971 110475990 CCGATCTGATTCGCAAAAAT ATATCTGCGGGTCTGCAAAA 262

Ai04B23149 Araip.B04 23149 c (A)10gaa(GAT)5 28 110502903 110502930 TTTCTGCCGACAACCTTCTT GATTGCACGAAACGCCTAAT 236

Ai04B23150 Araip.B04 23150 p3 (GAG)6 18 110503392 110503409 GCAATGGAGTCAGGTCCAAT ATACGATGCTGAACCCAAGG 233

Ai04B23152 Araip.B04 23152 p2 (CT)10 20 110504419 110504438 TTTACCATTCATATTTTTATCATGTGG TCATCTTATCCACTTTTATCTTAGGTG 275

Ai04B23153 Araip.B04 23153 p2 (AG)6 12 110504742 110504753 TGGCTTAAATGTAGGTCTTATCCC AAAGATTTAAGTCACATGTTTATGCAC 231

Ai04B23157 Araip.B04 23157 p2 (AT)6 12 110513848 110513859 TGACACAGAAGAACAACACAAAAA AACATACGAAGCAAACACAATTTC 275

Ai04B23159 Araip.B04 23159 p3 (AAC)5 15 110514769 110514783 CCTGCATCATCATCACCATC AAGTGAAAAGGCAAAGCGAA 179

Ai04B23161 Araip.B04 23161 p2 (TA)13 26 110529081 110529106 TGGGGGAGGAGCTTCTATTT CATCATCCAATCACAATCCA 271

Ai04B23163 Araip.B04 23163 p2 (CT)6 12 110530559 110530570 GGTTTTCACCAATTTCACCAA TTTGTGTAGACGAAGGTGATCG 248
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Ai04B23164 Araip.B04 23164 p2 (TA)6 12 110531466 110531477 TGCTTACACACCAAGTGTAATGT TTGAGTAGCAATGCGAGTGAC 228

Ai04B23165 Araip.B04 23165 p3 (TAT)5 15 110534999 110535013 CTCCCTCACTCCCCAAAAAT GTTCTTGTCCTTGCTCCTGC 172

Ai04B23166 Araip.B04 23166 p3 (TAT)9 27 110536293 110536319 CTCCCTCACTCCCCAAAAAT TTCTTGTCCTTGCTCCTGCT 184

Ai04B23167 Araip.B04 23167 p3 (TTC)5 15 110551738 110551752 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 276

Ai04B23168 Araip.B04 23168 p2 (TA)7 14 110556787 110556800 CATTCTGGGAGCATCTGTCA GCTTTGCTATCCATATCCTTGG 214

Ai04B23170 Araip.B04 23170 p3 (TAT)5 15 110558590 110558604 CCCCAATCCCTTTCCTTCTA GACGCCAAATTCAGGTTCAT 197

Ai04B23171 Araip.B04 23171 p4 (AAGA)9 36 110558740 110558775 ACCACACAAATCACGAACGA ATGAGTGCCAATTGATTCCC 269

Ai04B23177 Araip.B04 23177 p2 (AG)6 12 110593755 110593766 GGAACATTAAACCTGGGATTG ATTCAGAGAGAGCTCGCCAA 138

Ai04B23178 Araip.B04 23178 p2 (TA)6 12 110594643 110594654 CCTCATGCTAAATCCAAGGC CCCATCTCAATTGTAAAGGCA 233

Ai04B23179 Araip.B04 23179 p2 (AG)6 12 110602186 110602197 TGGAATGAATAAAAGTGAAAGGG ATGCATCCATTCAGGGAGAG 183

Ai04B23180 Araip.B04 23180 c (T)10gtttaaacattgccttgttaaatcttttctagtcctcgcta(T)1061 110606281 110606341 TTAGTAGCGGCTCTTGTGGC AAACCTGATTCGTAAATTTGTGC 268

Ai04B23184 Araip.B04 23184 p2 (TA)6 12 110617219 110617230 GATGCGAGAATTGTGCTGAA TTCCCTGTCCTTGTCCTTTG 242

Ai04B23186 Araip.B04 23186 c (TTC)5aaatgagaatcttcctctctttatatcaatgcccatatatatgtaa(T)1071 110622166 110622236 CCCAAAACACACTGTAACTGGA ATTCGCCGCGTAAATAATCA 224

Ai04B23187 Araip.B04 23187 c (T)11aaacatattttttggtttcaa(T)1143 110622629 110622671 TTGTTTCGCTTCCCATTTTT GGCCTCAACTACGGACTTTG 185

Ai04B23192 Araip.B04 23192 p3 (GAA)5 15 110640183 110640197 CAGTGCGTTTCGTATTCTTCC TCTTTCTCTTCCTCATCTTCTGC 280

Ai04B23193 Araip.B04 23193 p3 (TTC)5 15 110640385 110640399 CCCAAATTTGTTGCAAATACA TCATCATCATCACCATCATCA 280

Ai04B23194 Araip.B04 23194 p3 (AAG)5 15 110640615 110640629 AAGAGATGATGATGGTGATGATG TGTTCATCGTTGATGGTTTGA 229

Ai04B23195 Araip.B04 23195 c (AAG)8(ATG)5ata(ATG)969 110644944 110645012 TGAATGTAAGTCCATCCTCTTCC CCTCCTCATCTTCTGCTGCT 255

Ai04B23196 Araip.B04 23196 p3 (GAG)5 15 110645430 110645444 CTAGAATCGAACCACGCCTC TGTCGTACTGCGCATTCTTC 250

Ai04B23198 Araip.B04 23198 p3 (GTA)11 33 110648866 110648898 GCGAAGCGAATAGGTGTGAT CGCACCACCTTACTACACCA 193

Ai04B23202 Araip.B04 23202 p3 (TTA)12 36 110652642 110652677 TTTGGCGTCACTTTCCATTT GGCCGTAACATTTTCCAATC 128

Ai04B23208 Araip.B04 23208 p2 (AT)10 20 110677121 110677140 TCCATTGAGTGAACCCCTTC GAAACCTTTCTCAATCGGCA 273

Ai04B23209 Araip.B04 23209 c (TA)8(TG)17 50 110686330 110686379 GCTCCTGAAGCAAAGTGGTT AGCAAGCTCCTAACTCAGCC 255

Ai04B23210 Araip.B04 23210 p2 (TA)6 12 110692208 110692219 TGTTGCTTTTCAGATGCAGG CTAACTCAACCCGCGAAGTC 259

Ai04B23212 Araip.B04 23212 c (A)11tagcagaatac(A)11taaaataaaataaaagagaagtgaattgagagaaaatcagaattaactatcatatattgaactaac(T)11110 110696923 110697032 TCCTCGAGGCATCCTCTATC TGCATCTATAAATAGCAATGCCTTA 212

Ai04B23213 Araip.B04 23213 p2 (CT)6 12 110703153 110703164 ATTGGCACGACTTTTATCGG TAACTCCCGAAGTTGGTTGG 194

Ai04B23214 Araip.B04 23214 c (TG)9(T)12 30 110709230 110709259 TGTTTTAAATCAATTTTGGGTGA TCTGAGTAGTGACAACATTTAGATCAG 222

Ai04B23215 Araip.B04 23215 p2 (TA)6 12 110713528 110713539 TGCCCATTGATCGAGAATTA CGATAACAAGGCGAGGAAAA 280

Ai04B23216 Araip.B04 23216 p2 (TG)12 24 110713843 110713866 TGTGACTGTAAAGTGTGATGAGATG TCACGGTTTTAGTTGCGTCA 243

Ai04B23220 Araip.B04 23220 p2 (AT)8 16 110727267 110727282 CTTGGATGTGGTAGCCGTTT ACGTTTTAACATGTCTATCACAAGA 280

Ai04B23227 Araip.B04 23227 c (A)11caaattacactgaagtgtaagctaaatgaggtcaaccaaagttatttaaacaataaattttagatcaagacc(A)1699 110747519 110747617 GGGTCAATTTGGTGGTCCTA AAAAAGAAATCCCACAAACCTT 199

Ai04B23228 Araip.B04 23228 c (A)10ccaaaaatatataaggtaaattaaaaaaattcacgtaaattc(A)1062 110757916 110757977 AAAGCAATTTTCATTTCTCTTTAGAAT TGTATATTTTGTCCCACTCACAAA 259

Ai04B23237 Araip.B04 23237 p2 (TA)7 14 110773815 110773828 GGTTGTATTTAGGAGAGAGGCTGA GAAGAATTAGCATGACAAGTAGAATTT 266

Ai04B23238 Araip.B04 23238 p3 (ACC)5 15 110774467 110774481 TGGTTCAGTAAACAAAACGGG TGGTGTTGCGATAAGAGCAG 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B23240 Araip.B04 23240 p3 (CAA)5 15 110785282 110785296 CAGAAGCAACCAAAGCATCA CCACCACTGCTGTAACCCTT 164

Ai04B23241 Araip.B04 23241 p3 (CAA)5 15 110786080 110786094 CAGAAGCAACCAAAGCATCA CCACCACTGCTGTAACCCTT 164

Ai04B23242 Araip.B04 23242 p2 (CT)12 24 110794118 110794141 TTCCTTCCCCCTTCTCACTT TTGCAACAATCCACAAGCAT 257

Ai04B23244 Araip.B04 23244 c (AAAT)7aaggggacaaaattaccccaatgttgaattcagaattcaaagatcaatgcacatatgataaaat(A)10102 110796820 110796921 GGGAAATTGTGGGAACAAAA CCCAGAATTCCCTTTTTCAA 278

Ai04B23245 Araip.B04 23245 p2 (TA)6 12 110797409 110797420 TGTTCCCTGCTTTCATAGGC GGTTTATCAACCTCCCCACA 263

Ai04B23247 Araip.B04 23247 p3 (TTG)5 15 110806664 110806678 TCCATCTAATTGACCCCACC TGGTGGAATGTGAGGAGACA 122

Ai04B23248 Araip.B04 23248 p3 (AAT)17 51 110806825 110806875 TGTCTCCTCACATTCCACCA GCACTCTTCAAGGTCCTCCA 215

Ai04B23251 Araip.B04 23251 c (AT)6aagacctaatcgaaaatttggtgaaattacagagaccgacagaataattaaac(A)1176 110809262 110809337 TTTCAACGTTTTTGTTACGGT CTACCCTACCCATGTCACCC 218

Ai04B23255 Araip.B04 23255 p3 (TTC)5 15 110814130 110814144 AACGGCACTGGAATTTTCAC CCAATGCTTTCTGGGGATTA 279

Ai04B23260 Araip.B04 23260 c (A)10ggaaaagaaaagaaaaaaatgtatatagaaaaagaaag(A)1058 110852651 110852708 GCATTCAAGTGTGGGAACCT GGGCATTTTGTCCCCTTTAT 277

Ai04B23265 Araip.B04 23265 c (A)10gtgcagagacctaattaaaag(A)1041 110884871 110884911 AAACAAATTACTGTCAAGAGGGA CATGGGGAGGCAGTGTAGAT 278

Ai04B23266 Araip.B04 23266 p3 (TGA)5 15 110889064 110889078 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai04B23269 Araip.B04 23269 p3 (ACC)5 15 110904065 110904079 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ai04B23270 Araip.B04 23270 p2 (TC)6 12 110909036 110909047 CGCCACTCAGGGAAGTAAAA TGGTCTTTAGGCGTGCTTCT 181

Ai04B23271 Araip.B04 23271 p2 (TC)6 12 110918978 110918989 CGCCACTCAGGGAAGTAAAA TGGTCTTTAGGCGTGCTTCT 181

Ai04B23272 Araip.B04 23272 p2 (TA)10 20 110922281 110922300 GAATTTGACAACAAAATTAACATTCA CAAAATCATAGAAAATTTTGGCA 252

Ai04B23274 Araip.B04 23274 c* (TA)13atgaataaatttatcattatttttatccaaaaaatacaaaaaaaatatagtacaatattattgtgtaattaata(ATT)6(TTATT)5*138 110925691 110925828 TCAATCCCTAACGTTTCTCTCC GACATAATAGTCTTCCGTCCAAA 265

Ai04B23275 Araip.B04 23275 c (A)10ttagagaaatataattcttttttcaat(A)1047 110926465 110926511 GGCAAATAAATTGTACCAAAACC CGTCAAGAATTCTGGGTTCC 175

Ai04B23280 Araip.B04 23280 p2 (AG)7 14 110936471 110936484 GATCCACATCCTCTTCTGCC ATTGCTGATGGTGTTTCTGG 230

Ai04B23281 Araip.B04 23281 p2 (AT)16 32 110938357 110938388 CAGTGTTGGTCTTGGTCCCT TTAAACACACATGCTAGCGG 274

Ai04B23284 Araip.B04 23284 c (T)10aattgggtctttgcactaa(T)10caatttaagtccctcttagaagtaattggcttaattttataggacccaact(A)10gaattggtacagggacttaaataaaaggaaaaaaaagtgtagagatccaatt(A)10162 110943310 110943471 TTCTGTTGGTTTCTATAGTTTTGTGAA TTTTAATTGAGTCCTTGCACCA 234

Ai04B23286 Araip.B04 23286 p4 (TTAA)7 28 110948798 110948825 TGAAGCCACCAGCATAACAT TGAAGGAGTCTCGGTTTGCT 220

Ai04B23287 Araip.B04 23287 p2 (TA)6 12 110949016 110949027 AGCAAACCGAGACTCCTTCA CACATAAACCGCTACTGCCA 189

Ai04B23288 Araip.B04 23288 c (AC)7atacacgtaaaccgctactggcagtagcggttt(AC)761 110951059 110951119 ACACGTAAACCGCTACTGGC TTTACGTGCGTGTGTGTGTG 130

Ai04B23289 Araip.B04 23289 p2 (AC)16 32 110951979 110952010 TTTTGAAAAAGGACTATCATGAGC CGTTTGATTCTGCTTTTCCCT 273

Ai04B23291 Araip.B04 23291 p2 (TC)6 12 110957354 110957365 CCCAGTAACTTTTTCTTCTTCACC AAACCAAGCGATGATTTTGG 170

Ai04B23292 Araip.B04 23292 p3 (TTC)7 21 110957783 110957803 ACACACCACTTCCCCTCAAC AATTCTGGCTCTGCTTGGAA 198

Ai04B23294 Araip.B04 23294 p2 (AT)16 32 110960148 110960179 TCAAACCTTAAGAGTGAAAGTCAGTG TTATCCGAGATTGCATTGGA 228

Ai04B23296 Araip.B04 23296 p3 (TAT)10 30 110961449 110961478 TTTGTTTTTGATTTGGGTATTGC AATTGGCGCCTAGGATTACA 257

Ai04B23302 Araip.B04 23302 p2 (TA)6 12 110979582 110979593 TGCATATCGTAGCATAGTGTCTG CCAAACGCTATGAGGTGAGG 205

Ai04B23306 Araip.B04 23306 p3 (AAT)12 36 111003123 111003158 CGGTTCATCTTGTTGCTCAG CAAACACGCAAGACACCAAA 237

Ai04B23307 Araip.B04 23307 p3 (TTC)7 21 111007105 111007125 TACCCTCCCTCTCCTCCCTA GCTTTTGCCTTTTCTTTCCC 272

Ai04B23312 Araip.B04 23312 p2 (TA)8 16 111018237 111018252 ATCACAAAAATTGTTGGCCC AATTCAGGAGGTGGGGTTTT 269

Ai04B23314 Araip.B04 23314 p2 (TA)7 14 111026709 111026722 GCGACTCTGATAGCTCGGAC TGGTCTATTGTACCCTCGCC 270
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Ai04B23315 Araip.B04 23315 p2 (CT)6 12 111032383 111032394 GGTGGTCCCAGAAGTCACAG GTCAGTCGCCGTCCTCTATG 200

Ai04B23320 Araip.B04 23320 p4 (TGTA)5 20 111055565 111055584 TTCTTGATGGAAATGCCAAA ATTCACCCGGAGCTAACAAA 228

Ai04B23322 Araip.B04 23322 p6 (TGAGGA)5 30 111058342 111058371 GCAGTGCAGGATGAGACTGA TACACTAGGCGCTGGTTCCT 120

Ai04B23324 Araip.B04 23324 p3 (AAT)15 45 111070137 111070181 CACTATCCGCAAGGCAAATA GGATGACAAAGGAACGGAAA 279

Ai04B23328 Araip.B04 23328 c (T)10atcaaatatgtcacaccacaattttaagtacagatatcaatcaatactcttatatgttac(AAT)688 111079527 111079614 TCACATAAGGCAATTATTGGACA CCATTAGCCTTTTGATGATGC 251

Ai04B23329 Araip.B04 23329 p3 (GAT)5 15 111080409 111080423 TACCTTGAGGCCATTGATCC CTTGGAGGGACCCTTCTTGT 246

Ai04B23331 Araip.B04 23331 p2 (TA)6 12 111091425 111091436 TATGCTCGGACCGGTTATCT AGCCTTTGTAGGAAAAGGGG 177

Ai04B23332 Araip.B04 23332 p2 (TA)6 12 111098207 111098218 TTTGTGTCCCTTTGGGTTTC AACTCGAAAGCGCAACACTC 202

Ai04B23334 Araip.B04 23334 c (T)11caaaagtcaaatctttgtcatatgtaaaaaaaaatcaagataatttctcaaatatttatcaagtgttttattatagtacctactaactaataag(T)10115 111099087 111099201 TTCATGAACCGAAGTCAATTT GCAATGTTATTAGTGAGAGCCAAA 188

Ai04B23339 Araip.B04 23339 p2 (AT)18 36 111103590 111103625 TCACATGTCCATATTTTGATCTGATA TTGATTGGTCACTCAAAAGAAAA 262

Ai04B23341 Araip.B04 23341 p3 (TTA)7 21 111109799 111109819 GATGCCTATACCCAAGCCAA TTCCAACGTCTCCTCAATCA 248

Ai04B23343 Araip.B04 23343 c (CA)6gagctgaggactgaaattaattgaaataccttctacaaaaatacc(A)1168 111111429 111111496 TGCTTCTTTTGGCAACAGGT GTGCTTTTCCGCAGATGAAT 280

Ai04B23344 Araip.B04 23344 p2 (TA)6 12 111119449 111119460 TGGTATCAGAGCTTGCTCAAAG GCTTGCTCAAAGGAAAGGTG 108

Ai04B23345 Araip.B04 23345 p2 (CT)18 36 111122114 111122149 CTTTCTTCCCCCTTGAACCT GTATGTGTGAGACGGAGGCA 179

Ai04B23346 Araip.B04 23346 p2 (TA)8 16 111123318 111123333 GAATCGGGAGAAGAGAGGCT CGTATAAACGGGGTAGGGGT 214

Ai04B23347 Araip.B04 23347 p3 (TTG)8 24 111126625 111126648 GGTTTGCTATGTTTATTCAACTAACG CAAAAATGTCTGTTATCTCAGTTTCAA 270

Ai04B23353 Araip.B04 23353 c (TCT)10tcctctaaacctcatcaacttgatcatctactctctcactttctcactcagtaaattccttcgtactttcact(TC)6115 111135863 111135977 CCAACCCAACACACACTCAG AAGAGAAAAAGAAGATCAAAAGCAA 248

Ai04B23359 Araip.B04 23359 p3 (GGT)5 15 111149978 111149992 CACCCTCGTCTCATGTTCCT CCAAGCACTCTCCTTCCTTG 238

Ai04B23361 Araip.B04 23361 p2 (GC)6 12 111159550 111159561 GAGGCACAGGCTCAACTCTC GCCTACACTAAGCCACAGGC 168

Ai04B23364 Araip.B04 23364 c (A)11tcttttaatattgtgcgtgtaaatatgtaatatatatgttgtggtacttaagattgaaaattgtccaatccatttaacc(A)11101 111166462 111166562 TTGAGGCCTTAGCTCGTATG ACATGTCTCGCTCTGTTCCA 217

Ai04B23366 Araip.B04 23366 c (A)10tccaatccgactcctgaaaattatctcgaaaggacaacgaggcccctatgccaaaaaaagtcaatgttatttttttggcacaggggctaatcagtc(A)10116 111174956 111175071 ACCTTGAAAGACAACGAGGC TACGAGGCCTCCAAGAAAAA 186

Ai04B23370 Araip.B04 23370 p3 (TTC)9 27 111198408 111198434 CAGAGACGAAGTCACGGTCA CTCTGGCGACGAAGAAGAAG 205

Ai04B23371 Araip.B04 23371 p4 (TTCT)9 36 111199077 111199112 AGTAGGGTAAGAATCCGCCG AGTGCTGGGAATGGCTAAGA 223

Ai04B23375 Araip.B04 23375 p3 (AAT)17 51 111217053 111217103 AACATGACTTATTGTCGGAGTCTTT ACGGGTAAATTTTTGGTTAAACT 235

Ai04B23376 Araip.B04 23376 p2 (GA)8 16 111217682 111217697 ACACACGAAGGGGCTAACAG TCTGCCGGTAACCCATTTAG 238

Ai04B23377 Araip.B04 23377 p2 (TA)6 12 111219400 111219411 CCACCTGTAATGTTAATACTCCCA TGCCTAGCCTGACTCACAAA 170

Ai04B23379 Araip.B04 23379 p2 (AT)7 14 111222144 111222157 TTCCTGGATTCATCTGCCTT TAGAGGGAAAAGGGTACGGG 214

Ai04B23380 Araip.B04 23380 p2 (TA)6 12 111222715 111222726 AGACCGGCAAACGGTATGTA GAAAGTAAGCCTATTAGGGGAACA 190

Ai04B23382 Araip.B04 23382 c (T)10ggtgacttctacttattgagtatgctataaagtataatctacttt(A)1065 111230718 111230782 CATGTAATTTTTGGAATCTTGGC AAGGATAACATCTCCGACAAAGA 153

Ai04B23383 Araip.B04 23383 p3 (GGT)5 15 111234578 111234592 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 227

Ai04B23385 Araip.B04 23385 p2 (GC)6 12 111236602 111236613 ATGTATCAACAGACGCGCAC CCTAGGCAGCTCAGAAATCG 201

Ai04B23386 Araip.B04 23386 c (A)12gaggggaagaatagcaagccacgcgctagcgcaaa(GC)659 111238733 111238791 CCCTATGTTTCAAAATGTGCC GCAACTCTCTGGTTTTTGGC 189

Ai04B23387 Araip.B04 23387 p2 (TA)18 36 111242374 111242409 GGTGTTTGCACTTATGTGGTG TCCCTTTTTCAATCAAAACACA 279

Ai04B23389 Araip.B04 23389 p2 (TA)8 16 111243768 111243783 TACACATCCGGAGAGGGTTC CAGCCAACAACTAAGATGCAA 276
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Ai04B23392 Araip.B04 23392 p2 (TA)9 18 111251103 111251120 CCTTTCGATAACTCTTTTTCGTG TTTCCCTCGCCTTTATCCTT 166

Ai04B23393 Araip.B04 23393 p2 (TC)6 12 111253356 111253367 TCCCTCACGACACCTCTCTC GCCATCACCGTTCTCTTGTT 196

Ai04B23398 Araip.B04 23398 p2 (TC)6 12 111268956 111268967 GACGCAAAGTAGCGGAAGAG AGAAGGAAAGGTGCCAAGGT 273

Ai04B23399 Araip.B04 23399 c (T)11agttaagggtattttcggaataaaaattacaaattagtaaaaatgacgattttaaaattaagttaaatctttgggatcattttgtagc(A)10109 111269370 111269478 CCAACAAAGCATGATTCCCT GGTTAAGTACGATTTTGGTCCC 257

Ai04B23402 Araip.B04 23402 c* (TGTGCG)5(GT)6*41 111282045 111282085 TGGATGTTGAGTTTGCATTGA CACCACCTTTCACCCAACTT 193

Ai04B23404 Araip.B04 23404 p2 (AT)8 16 111291088 111291103 GCGTCATATTGCGAGAAACA GCGCAACTCTCTGTCTCCTT 269

Ai04B23406 Araip.B04 23406 p2 (GT)7 14 111299109 111299122 GCATAAAGCCTTGAACCCCT CCTAATTGGGGACCGTTCTT 242

Ai04B23411 Araip.B04 23411 c (T)10c(T)11 22 111317292 111317313 CCCTTTTTGCTGTGGTGTTT GGGATTGTGAAGATGGAGGA 212

Ai04B23412 Araip.B04 23412 p3 (AAC)5 15 111319838 111319852 TGGACCCTCTCCTTTCTCCT ACGACGCGATTCTTCTCTGT 213

Ai04B23413 Araip.B04 23413 p3 (ATC)6 18 111324436 111324453 TCCATCACCATTTGCATCAC CACCTCCTCGTCGTTACACC 267

Ai04B23417 Araip.B04 23417 p3 (AAC)5 15 111362504 111362518 TTCAGGACCTCCAAAATGAGA TTGGACAATTTGGTCATCCTC 191

Ai04B23419 Araip.B04 23419 c (CT)6aattttcgaaaatatctccctctttttcaaaaatttattttttaactaattatttttattttctatttttgatttc(A)1098 111367197 111367294 CCTCTTATCTTTTCAAAATTTGTTTCA AATGAGATGGGAGAGGGAGAA 278

Ai04B23420 Araip.B04 23420 p3 (TGT)6 18 111371213 111371230 CGTCCAAAATCTGAGACAAGC TTCGATGCCATAAACGCTATC 280

Ai04B23425 Araip.B04 23425 p2 (AG)8 16 111388314 111388329 AGGCAAGCCTAGAGCATACG GCGCATCCTTGTAAAAGAACA 160

Ai04B23426 Araip.B04 23426 p3 (TTA)22 66 111400338 111400403 TGTTATGTGCATGATGACTCCA GCCCAACTGCTTCTTCTGTT 238

Ai04B23427 Araip.B04 23427 p2 (AT)17 34 111400647 111400680 GTACACCAACCCACGAGGAG ATGCAAAGGCATAGTTTGGC 273

Ai04B23428 Araip.B04 23428 c (T)12ctgttattgtatttaacagtttattgaatagtgttaaaatgtagtttttcttcttcagttctctagtgttcaa(CT)697 111404312 111404408 GGGTCAAAGTTATTAGTGGCCT CACTCACTGTCCTGCAATGAA 270

Ai04B23429 Araip.B04 23429 p2 (CT)6 12 111407563 111407574 TTAGTCCCTGAAAGGCGAGA TGCGAAATTTTCAATTAGGTCC 122

Ai04B23430 Araip.B04 23430 p2 (AT)7 14 111413182 111413195 GTTTGGATGCTCCTAAGCCA TTAACTCCAGCCTGAAAAATTAGT 274

Ai04B23434 Araip.B04 23434 p3 (AAT)5 15 111421965 111421979 TGTCAAGTTAATAATGCACTCGC TCAAATTGTGAACGAGGTGG 272

Ai04B23435 Araip.B04 23435 p3 (AAT)7 21 111426491 111426511 AATTTCCTCTGTCATTGCCG CAGCGACAATTGTATCCAGC 183

Ai04B23436 Araip.B04 23436 p4 (GAAT)6 24 111429741 111429764 TATTAACCACTTGCTCCGGG AGCAACAGAACACAGCCCTT 221

Ai04B23440 Araip.B04 23440 p2 (TA)9 18 111442710 111442727 TGCTTTGGGGTATTTTGTCC GCTCGAACACACAAAACCTG 277

Ai04B23444 Araip.B04 23444 p3 (GAA)5 15 111481585 111481599 GGAACAAGTGGAGGAAGCAG TCGCTTGTTGAGTGGTTCTG 197

Ai04B23448 Araip.B04 23448 c (CT)10(AT)13 46 111517911 111517956 AAGGAGGCGAAGGAAAGAAG GGAAATGAAGGGGAGGAGAG 156

Ai04B23449 Araip.B04 23449 c (TC)6actctcaa(AC)836 111519420 111519455 CACTTGTGAATGCATCCCTG TATACCTTTGTGGGGCTTGG 273

Ai04B23453 Araip.B04 23453 p2 (AT)8 16 111540503 111540518 ATCAGTTATGCAGCCAACCC TACGCGACTTGCAAAATTGA 246

Ai04B23454 Araip.B04 23454 c (ACA)7actgtctctttgctcttctccaagttaggaacaagtacaagtacaattacttacttaattaaagcc(CTT)5102 111545864 111545965 TTTTGAAGCATGCCTTTCATATT CAGCACCTTCTAGCACCACA 246

Ai04B23457 Araip.B04 23457 p2 (GA)7 14 111554258 111554271 TCAGAAATGAGGGGGTATGG ACCCCCTTTCCCTAACACAC 213

Ai04B23460 Araip.B04 23460 p3 (GCA)5 15 111564761 111564775 CTTCTCTCTCCTGCGTTTGG AATTTTCGAGGACATCACGG 144

Ai04B23461 Araip.B04 23461 p2 (AT)8 16 111567032 111567047 TCAGTGAATGAACAAGCGAGA TCAGGCACTTCCTCTTGAGTC 273

Ai04B23462 Araip.B04 23462 p3 (GCA)5 15 111568881 111568895 AGTGGCAGCAGAGGTGTTCT CATCGTCATTATCACGGGC 205

Ai04B23463 Araip.B04 23463 p2 (AT)7 14 111569515 111569528 TGGCCACTAAATTATGGGAGA AATGTAAAGGAAACATACCATGAAA 178

Ai04B23465 Araip.B04 23465 p3 (ATC)6 18 111584086 111584103 CACCAATGGAATTGGAGGAG AGGAAATCATTCGAGGCTCA 147
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Ai04B23468 Araip.B04 23468 p2 (AG)6 12 111587207 111587218 CGACACATGGCCATTATTGA GCTTCCATGGTTTTCACGAT 139

Ai04B23469 Araip.B04 23469 p2 (AC)13 26 111592241 111592266 CCGTATAACCGCTCCAAAAA TTGTTCCCTCGTCTTTATCTTCA 191

Ai04B23470 Araip.B04 23470 p2 (TC)6 12 111604666 111604677 AGAAATGGTGACACGGTGGT GCTATCACGCAAGGGAAGAG 221

Ai04B23471 Araip.B04 23471 p2 (GT)9 18 111604983 111605000 CTCTTCCCTTGCGTGATAGC ACCCATTCCCTTCCATCTTC 223

Ai04B23473 Araip.B04 23473 c (TTG)5aatttgaagaataatttttgttctgtcgttatttctggattgcttttggatgctgctgcttttctcattctttttg(T)10101 111611138 111611238 TATGTCGCTGCTGCTACTGC CCAACAATAACAACAACAGATTCA 257

Ai04B23475 Araip.B04 23475 p3 (AGA)48 144 111621458 111621601 TGGGCTTTCAACCCAAATAA GTCCCTTTTTCACTGGTTCG 232

Ai04B23480 Araip.B04 23480 p3 (AAG)5 15 111637078 111637092 ATGAATGCGTTCCCACTTTC CCCATTTTTGCTTATGCGAT 105

Ai04B23481 Araip.B04 23481 c (ATA)9aatagtagtgattatttaatggagagatgtgtgtgtttctattaaagagaagcgaggttggtgtc(AG)8108 111637473 111637580 GAAGCCATTAAAGCAGCCAG TCTCTTTGGACGTTGGAAGC 278

Ai04B23482 Araip.B04 23482 p3 (ACC)6 18 111639045 111639062 ATCATCCCCAACGTTCAAAA CCTATGCTTGCCTGGACAAT 267

Ai04B23484 Araip.B04 23484 p3 (TTC)5 15 111651170 111651184 ACCGAACCCACAACAAGAAG CACAAGAGCTCCAACGAACA 213

Ai04B23486 Araip.B04 23486 p3 (ATT)9 27 111652014 111652040 CTTTTACAATAGGCAATAGCTGC GCACAATAACTTTCTCGGTTCTT 277

Ai04B23489 Araip.B04 23489 p3 (ATT)9 27 111653484 111653510 AAAATCAGATCAGTGGCCAAAT CTTGTTTTGCTTTGCCACAA 181

Ai04B23490 Araip.B04 23490 p3 (ATT)22 66 111654963 111655028 CAATTCACTCCAAAATAAAACATCA TCGATTCTAGGTGGTTGCATT 268

Ai04B23491 Araip.B04 23491 c (ATT)6ata(ATT)8 45 111655934 111655978 CAATTCACTCCAAAATAAAACATCA TCGATTCTAGGTGGTTGCATT 268

Ai04B23494 Araip.B04 23494 c (T)12gttagatatagtgtgacaaaccatttc(A)12ttagaaacataaaaaaaatttttaacttgtttcaattccaaaaaaatggaaccaatcctgttctcgac(T)11130 111666620 111666749 GCTCCACTCTTGGAGAAGTTAAA AACTGTTGTTGTGTAGAAAATTGG 280

Ai04B23499 Araip.B04 23499 p3 (ATT)42 126 111680320 111680445 TTGGCCAAATGAACTTTTACA GGTTGCATTTCTCTTCTCCAA 276

Ai04B23503 Araip.B04 23503 p3 (TTC)10 30 111683934 111683963 TGCCTTCTCTTTTTCTTCTCCTT CCTCCTCATCTTCTGCTGCT 229

Ai04B23508 Araip.B04 23508 p3 (ATA)5 15 111704923 111704937 AAGAACTGGGGCAATCAGTG ACGTAAGTTCGTGAATCGCA 203

Ai04B23509 Araip.B04 23509 p2 (AT)10 20 111709241 111709260 TCTAAATTGTTCTTGGTCATAGGATT TGACAGTCACAGGTCAAAGGA 268

Ai04B23510 Araip.B04 23510 p2 (TA)6 12 111722346 111722357 CATGAACTCATGCAATCCAA GAATCAACTCCATTCGCACC 202

Ai04B23511 Araip.B04 23511 p3 (ATT)7 21 111732116 111732136 AGGCAATAGCTGCCTGAATG TCGGGAATTTGAGGATGAAA 266

Ai04B23514 Araip.B04 23514 p3 (ATA)5 15 111739767 111739781 TCTGACATTCTTCAAACTGGTGA CCAAGGCCTGTAGCAGTAGC 162

Ai04B23517 Araip.B04 23517 p2 (GA)8 16 111760931 111760946 GCTTATTAACGCTTGCTGGC TGTAGGCTGCATTGCACTTG 222

Ai04B23528 Araip.B04 23528 p2 (AC)7 14 111801207 111801220 ACATAAGCGGTGCTGGATCT TGCCACACCACTGCATAAAT 243

Ai04B23530 Araip.B04 23530 p4 (AAAT)5 20 111807074 111807093 GCATTCCATGCCTTCAAAGT TTGGTTTCTTCACAAATGCG 249

Ai04B23533 Araip.B04 23533 p2 (AT)10 20 111809699 111809718 ATACGCGGATGATGATTGTC CAATCCATCTCTCAACCCGT 271

Ai04B23537 Araip.B04 23537 c (CCA)6gaaccaga(ACC)541 111828158 111828198 CCAAAATGCCCTTATCCCTT TTGGTTGGTGTGATGGAGTG 110

Ai04B23538 Araip.B04 23538 c (AGA)5agcggcgggcggcggtgggtgcggcggcgg(GAA)7gataataatcgccggaac(CAG)599 111828499 111828597 CCAAATTCAAATTTCAGCAACA GAACGCTTCCTATCTGCGAC 232

Ai04B23541 Araip.B04 23541 p2 (CA)6 12 111831643 111831654 AACACCAAAACAGAGGCACC TGTGATGGAAGGAAAAGTGAAA 278

Ai04B23542 Araip.B04 23542 p2 (CA)6 12 111831766 111831777 TTTCCTTCCATCACACACACA AAGTTCGAATTAGGGGTGGG 170

Ai04B23543 Araip.B04 23543 p4 (CACG)6 24 111831937 111831960 ATCACACACACACACCCACC CAATTAGAGTTTGGATTAGGGGG 221

Ai04B23544 Araip.B04 23544 p4 (ATAA)10 40 111833493 111833532 TGACATTGAGTTTTTGACACTTTT TGCTTTTGATTTAAGGACAAATGTT 279

Ai04B23545 Araip.B04 23545 p3 (GAA)5 15 111834972 111834986 TCTCGAAGGTATATGCCGAAA TTTTAAATTTTTGGCGGCAG 268

Ai04B23546 Araip.B04 23546 p2 (TA)6 12 111835375 111835386 TTCTCTTCATCTTCTTTTAATGGTCA CGTGTCATGTGAGTGATACGTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B23552 Araip.B04 23552 p2 (CT)6 12 111843771 111843782 GCTCGACAATGACCTCCTTC AGAGAACGCGCAAAAGAGAG 257

Ai04B23555 Araip.B04 23555 p3 (GAA)5 15 111852438 111852452 CCTCTTTTCCCATGGAGTCA CCCAGGGTGTTCTGTTTTTC 275

Ai04B23557 Araip.B04 23557 p2 (AC)9 18 111854971 111854988 TCATGAGGGCTTTTAAGGGTT AAAAATGGCCCAATGTGAAG 251

Ai04B23559 Araip.B04 23559 p2 (TA)26 52 111855960 111856011 TCCCTATTTTCAACCAAATCAA TTGCATTTGGCACTTTTGTT 218

Ai04B23560 Araip.B04 23560 p3 (CCT)5 15 111856394 111856408 TATGGCTCTGTGTCTGTCGG AAATGATGCCAAAAAGCGTC 119

Ai04B23564 Araip.B04 23564 p2 (AG)7 14 111871196 111871209 GGGATAAGGCAGCAGAAACA CCTCATCATCGCCTTCTCAT 255

Ai04B23565 Araip.B04 23565 p2 (GC)6 12 111871489 111871500 GGAGAAGAAGAAGATGGGGG GCCATTCTCCAGAGAGTTCG 279

Ai04B23567 Araip.B04 23567 p2 (GA)6 12 111880079 111880090 AGGAGAAACAGTGGGGACCT GGACAAATAGGTTGGCGAAA 173

Ai04B23569 Araip.B04 23569 p3 (AGA)6 18 111882180 111882197 AGTGGTCTTGATGGGCTTTG CTCTACACTCCTCTTGGCCG 266

Ai04B23570 Araip.B04 23570 p3 (TAT)5 15 111883589 111883603 AAGTTGTTTGCTCCAATGGC TGGAAGCAGATCCAGAACCT 223

Ai04B23571 Araip.B04 23571 p2 (AG)6 12 111883798 111883809 TATTTTCGGCTGCCATATCC CACCAACCAAAAATCCGAAC 230

Ai04B23572 Araip.B04 23572 p2 (AG)8 16 111884040 111884055 GAGGGTTCGGATTTTTGGTT TTTCTTAACTTTTTCAAAACCACC 280

Ai04B23575 Araip.B04 23575 p4 (TTAA)5 20 111889662 111889681 TGGGCCATAGCCTATACGAC GCATGGTGTTGGAGGTTTTT 103

Ai04B23576 Araip.B04 23576 p3 (TGG)8 24 111905375 111905398 GTTGAATGTTAACCATAACAATTAGG TTGCCACGTATAACGAGCTG 205

Ai04B23577 Araip.B04 23577 p3 (CTT)5 15 111906775 111906789 CCTTTCAAGCTTCAACCCAG CATTTTCCACCACTCCGTCT 121

Ai04B23579 Araip.B04 23579 p3 (AAG)6 18 111907676 111907693 GTGAGTTCGTGAGAGAGGGG GCACATTGATGAGCGCTTTA 243

Ai04B23580 Araip.B04 23580 p2 (AT)6 12 111911375 111911386 TTTAATTACTGTTCGCAAAACAAA TCCACTATCCAGCATCCACA 118

Ai04B23582 Araip.B04 23582 p3 (TAA)9 27 111913971 111913997 GAAGTGAACTTTGGGGACCA ACCAGCTCCATCCTCATACG 254

Ai04B23583 Araip.B04 23583 p5 (AAGAT)5 25 111916561 111916585 CCTGAGATGGCTAAGGGTTG GCATCGAACCCACAGTTTTT 117

Ai04B23584 Araip.B04 23584 p5 (AAGAT)7 35 111926486 111926520 TGAAGAACTTGTGCATGGCT TTTTGGGGTCTTGGACTCAC 178

Ai04B23595 Araip.B04 23595 p3 (TCT)5 15 111950635 111950649 ACATGATTACAAACGGTGCG AAAGTTGGGTCTAACGGGCT 240

Ai04B23597 Araip.B04 23597 p5 (CGGTT)5 25 111969033 111969057 CAAAAGCAGTTTGGTTCGGT CAGTTCGGTTTTTGGTTGGT 273

Ai04B23600 Araip.B04 23600 p3 (ATT)6 18 111980333 111980350 GGGGGCAAAACTTACAAAGG GGAGTTCAAGGAGGAGGACC 268

Ai04B23604 Araip.B04 23604 p2 (TA)7 14 111998510 111998523 ACTTAAATTGAGTTTGCCCGT TGGATGAATGCCAACTTAAATG 227

Ai04B23608 Araip.B04 23608 p2 (GA)7 14 112018748 112018761 TGTGACTCTATGTCGCGAGG TGTCATAGATTCCGTCGCTG 218

Ai04B23611 Araip.B04 23611 c (TG)13tctgt(GA)2071 112036500 112036570 TGTTCCATCTCCATTTGGGT TGTCTTCTTTGCCTTTGCCT 224

Ai04B23612 Araip.B04 23612 p3 (AAG)25 75 112038952 112039026 GCATCGTCAAACACAGAGGA TGAGCATTGGTTTGATTCCA 244

Ai04B23613 Araip.B04 23613 p2 (GA)6 12 112039542 112039553 TGGGTAGCGTTGTGTTGTGT GATTTTCTCGCTCTTCGTGC 129

Ai04B23615 Araip.B04 23615 c (CT)13t(TC)8 43 112053645 112053687 ACGACGACTACCACCACCTC TTCGGAAGAAAGAAAAGTGGA 245

Ai04B23616 Araip.B04 23616 c (TA)6gat(AG)9 33 112056324 112056356 CTTTCTTTTCTTCCGTTGCG ATCATGTGTGAACGCTTTGC 239

Ai04B23618 Araip.B04 23618 p2 (AG)7 14 112062116 112062129 TGCCTTTTTCTTTGTCCCTG TCACCAAAAATCCGAACTCC 164

Ai04B23619 Araip.B04 23619 c (T)10gtattttctttaaaa(T)1136 112063397 112063432 TTTCGAAAAATGCAAGATGAG GCCATGTCTGACCCTTTGAT 249

Ai04B23621 Araip.B04 23621 p2 (AT)6 12 112070358 112070369 AGTGTGGTGTTACGGACCTG GAGCGTTGCGCTTTTTATTT 117

Ai04B23622 Araip.B04 23622 p2 (TC)12 24 112073978 112074001 GACCGGGTTCAGGTCTAACA TTCAATAATTGGGGGAATGG 275
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Ai04B23625 Araip.B04 23625 c (A)12c(A)12 25 112087913 112087937 AATGCAATGGGTGAGAATCC GGGAGGTGCAATGGTGTATG 268

Ai04B23627 Araip.B04 23627 p3 (ATA)14 42 112120945 112120986 AACTCTGTCAAATCCGTCCG AATTTTTCCCGCACTTCCTT 235

Ai04B23629 Araip.B04 23629 p3 (ATT)22 66 112125170 112125235 TGTGCTCAGAATTTGTGGGA TCACCAACTCGCGAAATGTA 206

Ai04B23630 Araip.B04 23630 p3 (TTA)22 66 112125979 112126044 CCCACGATCAGCTCGTTTAT CTCCCATGTCATCGAGTCCT 224

Ai04B23632 Araip.B04 23632 p2 (TA)6 12 112138740 112138751 TTTTAACAATTTTGTTCATCAATTCAC CCTATAATATTTGCAACAACAATGC 265

Ai04B23635 Araip.B04 23635 c (T)10aaatacaattatgttccta(T)1039 112145494 112145532 CTTGGACCTGTCACCGTTTT TATGTGATGCTAGATGCGGC 275

Ai04B23639 Araip.B04 23639 p2 (CT)7 14 112148640 112148653 ATCAAAATGGCACCACGATT GGAGAAGATTTGTTGGTGGG 228

Ai04B23649 Araip.B04 23649 p3 (ACC)5 15 112169458 112169472 GCGAGCTAACGAGGAAGAAG GTATTACAGGAGGTGGCCGA 240

Ai04B23652 Araip.B04 23652 c (T)10gta(T)10 23 112185040 112185062 AAGACATGCCATTGACACCA GCTTGGCCAAACATGTCTAA 227

Ai04B23655 Araip.B04 23655 p3 (TAA)19 57 112197400 112197456 TGGACCACAACAAATCTTGG CCACCTAATAATAAAATCATACACACA 278

Ai04B23657 Araip.B04 23657 p2 (TA)12 24 112203290 112203313 TGTGGCTTATTTGTGTTGAGTTG TTAATTTTGAAGGGTTAGAATTGAG 276

Ai04B23664 Araip.B04 23664 p2 (GA)6 12 112212228 112212239 TTTGCTTGAGCTTGTGCTTG GGCCAAAGTAAGGAGCAGAA 239

Ai04B23670 Araip.B04 23670 p2 (TA)7 14 112231149 112231162 ATATCCAGAATCGACGGCTG GATCGTTTACATTGCCGGTT 247

Ai04B23673 Araip.B04 23673 p3 (TTG)6 18 112258808 112258825 CGTTTGATTCATGTAGCCGA AAACGAATTGCTTCTTAAGCG 194

Ai04B23675 Araip.B04 23675 p2 (TA)6 12 112260919 112260930 TCCGGGCATAAAGAGCTAAA ACAATAACGCCAACACCAGC 246

Ai04B23677 Araip.B04 23677 c (A)10tggggtacattttgtaattatttttatgatggttaatgataaacctacaaaaatgtaggagcaagcaatccatggcc(AT)699 112272555 112272653 CCCTAGCAGACCTCTCTTCTTC ATATGGGAGCAAGGAATCCA 230

Ai04B23679 Araip.B04 23679 p2 (TC)6 12 112276254 112276265 GCATTACTCATCCGAGAGGC TCTTTGAGGACCAAAATGGG 230

Ai04B23684 Araip.B04 23684 p5 (TTTTA)8 40 112300575 112300614 TATAAGTGTGGGGAGGTCGC CAGCCCAAAGTGCAAAATGT 213

Ai04B23685 Araip.B04 23685 p3 (GAG)8 24 112312675 112312698 TAGCTTCCCCAGCAAAAGAA GATGCCAAAAAGAGGTCTCG 244

Ai04B23687 Araip.B04 23687 p2 (AT)7 14 112316523 112316536 TTTAAACCGCAATACCGCTC GATATGGGCGCAGAAGTCAC 267

Ai04B23696 Araip.B04 23696 p2 (CT)6 12 112385866 112385877 TCCACTTCTTGGGGACTGTT ACACCATGCTTCGGATCTTC 227

Ai04B23701 Araip.B04 23701 p2 (AG)12 24 112406567 112406590 CGGCGAAGATTGAAGAACTC CGCCACTCTTCTCTGTCCTC 189

Ai04B23702 Araip.B04 23702 c (A)10cgcaacaataacaacaacaataaaagaatgacaattgagagaaaatacgcgaagaagacgaaggaggaaggcaaagaagaagaaggaagaacgc(GAA)5119 112407829 112407947 AAAGCTCAATTAAAAGGGGG TTCCTTCTTCGTCTTCGCAT 165

Ai04B23705 Araip.B04 23705 p4 (AATT)5 20 112409042 112409061 ACAATCGCTTTTGGTCCATC TGTCCTTTTGAAACACAACCA 250

Ai04B23710 Araip.B04 23710 p2 (AG)9 18 112425791 112425808 ACACAAAGGAGCGAGAGCAT ATTTTGTTGCGCACGGTATC 177

Ai04B23711 Araip.B04 23711 p2 (AT)10 20 112427124 112427143 CGGTTCATTTGTGTTTTTGG TGGATTAGTCCTTGTTCTGTCG 183

Ai04B23712 Araip.B04 23712 c (A)10taatagtatgtatgatcataatttaatttattatgtgttaaataacacattg(TTA)577 112428275 112428351 TTTGTTTCTTTGGGCCTTTG TCGGATTTAAATTTTGGCGA 264

Ai04B23713 Araip.B04 23713 c (A)11gaaataaacaaaaaatcaaccatatttagtccaggctcatttcaatt(A)1068 112428570 112428637 CGCCAAAATTTAAATCCGAG TGAGCTTGTCCAATTTGCAT 223

Ai04B23720 Araip.B04 23720 p3 (TAA)5 15 112452564 112452578 TCTAGAATCTCCACACCCCG TCCAATTTTTGTCCTTAGCTTAAA 243

Ai04B23723 Araip.B04 23723 c (A)10tgaatgaatgagaatgaaaacatcaaaagtataatataatcatgatatatttgaatgtatttaat(A)1085 112456172 112456256 TGCGATACTTTATCTTGTGATGC TCTCATACAAAATGTCAAAACTCCTC 183

Ai04B23728 Araip.B04 23728 p2 (AT)9 18 112467723 112467740 ACCTAATTCACCTCCATGCG TTCGAGAAAGGAAACGAAATG 115

Ai04B23732 Araip.B04 23732 p3 (ATA)14 42 112496089 112496130 CACCAATGGACTAACTCCCC AATTTGTTCATTTCATCCATAATTT 223

Ai04B23733 Araip.B04 23733 p2 (TG)27 54 112500732 112500785 GAGGGATAGGAATGTCAACACA TTAAACCACAAAACCGCTCC 270

Ai04B23738 Araip.B04 23738 p2 (TA)15 30 112519051 112519080 CTCCTTTCAGGATATGGGCA ACCACAAAACTGCTCCCAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B23742 Araip.B04 23742 p3 (TTA)6 18 112533653 112533670 AAGTGGCAGCAGAAGAGGAA GATTTGCTCTCACCACCACC 247

Ai04B23749 Araip.B04 23749 c (T)13atcggtggattggacaacccccaatcctaggtacacagtacatacccacacactcctcacatacttaccaa(T)1094 112547540 112547633 GGATTTGTTGGGAGAAATCTGA TTTCAAAAGTTTCGGGTTCG 241

Ai04B23752 Araip.B04 23752 c (AAG)5aatgagaaagagaaggcaagaaacgaaagaa(AAG)5atgaagaggaagaagaacgtgcagcaagaagaagaaggaggagaaaaagaaggcaagaaacgaaagaaaaaaagaaaaagacgaagag(GAA)5164 112550145 112550308 AGGAAGACGGGGAAGAAGAA CGCATACAAGCGATTAAGGC 262

Ai04B23756 Araip.B04 23756 p3 (TGT)5 15 112556456 112556470 CGGAGGAATCATCAGAGGAA GCAGAGGACAAAGCTTGAATG 129

Ai04B23757 Araip.B04 23757 p2 (GT)6 12 112556805 112556816 TCAAAGTGCAACACTCTCATCA CCATGTGGGTATCATCTCCC 235

Ai04B23761 Araip.B04 23761 c (T)10gtgtttttttttcatgtacttcgtctcctcctcttcttttttttatttgtattattgttgttgtgttttatttttg(T)10atcttttctttttcatgtgatatcaattgttta(T)10139 112559480 112559618 TTCAACAAAATTATTCACTCATCAAA TCTTTTTCTTGTTCATCTTCTTCTT 277

Ai04B23762 Araip.B04 23762 p4 (TTCT)5 20 112559901 112559920 GAAGATGAAGAAGAAGAAGAGAAAGAA TAACCCTTGCTTTACGGCAT 276

Ai04B23763 Araip.B04 23763 p2 (AT)6 12 112560042 112560053 ATGCCGTAAAGCAAGGGTTA GTGCGAACGTCTTACGCTTT 141

Ai04B23764 Araip.B04 23764 p3 (AAG)5 15 112562966 112562980 AAAACAGGAAAAATTGTGAGGAA AAATCCAAAATGCACCGAAA 167

Ai04B23772 Araip.B04 23772 p3 (TCC)6 18 112587096 112587113 GTCCAAGATGCCAGGAAGAG TCTTCCGCTTCTTCTTCTCG 214

Ai04B23773 Araip.B04 23773 c (TA)6t(TA)16 45 112590398 112590442 GGAGCATTTTGTCCCCTTTT TTGATTTTGGGAGAGTTGGG 270

Ai04B23776 Araip.B04 23776 p2 (AT)7 14 112630157 112630170 GACGTGGCTGGAATTTTCTT CCCCTCTGAAAACCAAAACA 253

Ai04B23778 Araip.B04 23778 p3 (TCT)5 15 112646773 112646787 TTGTTTTCTCCTTAGCGCGT TTCAGAGAAACAGTGGTGCG 262

Ai04B23780 Araip.B04 23780 p2 (CT)6 12 112653273 112653284 CACTTTGTGCAGGGATGAGA GGTGAGGTAGGTGGGGTTTT 204

Ai04B23782 Araip.B04 23782 c (T)10ctttttaattgggtccctaggggtatacaagtaatttcacaatccactaatatttttttgacgtttaacgttaaaaaggactaaattg(A)10108 112666233 112666340 TTTCACTGAATTTTCAATTAGGTCC TTTCAATTGGGTCCCTATGC 163

Ai04B23786 Araip.B04 23786 c (TTA)6ttg(TTA)6 39 112675323 112675361 ATCCTTGAGAAAATGCGACG TCATTCCGAGGAGGAAACAC 155

Ai04B23787 Araip.B04 23787 p2 (TA)6 12 112675834 112675845 GCTACACGGTTAGTGATGCG AGGTGACAGAGCCAGAGCAT 227

Ai04B23790 Araip.B04 23790 p2 (TG)9 18 112683718 112683735 AAGATTTTGGCAACAGGGG AGGGAAAGAAGCAAGGCTGT 212

Ai04B23791 Araip.B04 23791 p2 (TC)8 16 112686760 112686775 TCTGACATGAACATGGATCG AAAGTTTTGCTCTTGCACATCA 280

Ai04B23796 Araip.B04 23796 p3 (TTG)6 18 112696877 112696894 GAAGATGGACAAGGGACGAA TTAGTCATCACTTATCGACCAAGA 212

Ai04B23797 Araip.B04 23797 p2 (TA)7 14 112708023 112708036 TCAATTAACGGGCTTTTGGT GGTTTTTGTTTGGGTTTTGG 213

Ai04B23805 Araip.B04 23805 p2 (TA)6 12 112723203 112723214 TCTTGTCGAATTTGGATGTGA TGGCTTAACTATTATCGTGTACAATTT 254

Ai04B23806 Araip.B04 23806 p3 (ATT)5 15 112726112 112726126 ATGAGCCAACCATGATGACA AAAAAGAATTCTCCGTGGGG 242

Ai04B23808 Araip.B04 23808 p2 (AG)20 40 112736925 112736964 TCCATTTGCTGTAAGGGACC GAGGACGCTTTCTGAGCATC 243

Ai04B23810 Araip.B04 23810 c (T)12acaaatatctgggttttctg(T)1143 112741811 112741853 AATGATTGGGGGAAGAAAGG GGCCGATTCATAGAAAACGA 132

Ai04B23812 Araip.B04 23812 p3 (TTA)13 39 112754009 112754047 CCTCATAGCAACTCCTTCGC TGTGGTCGTTGGTGTTTGTT 276

Ai04B23814 Araip.B04 23814 p2 (TC)11 22 112757705 112757726 CAAATACATTAGCAGTTGATTTTAGTG CGTGCATGACCTCGTTGTAT 251

Ai04B23818 Araip.B04 23818 p3 (ATC)6 18 112772184 112772201 CAATGCTTGATGTGGTGAGG GGGACCACTAACAAGGCAAA 188

Ai04B23820 Araip.B04 23820 p3 (TGA)5 15 112777387 112777401 ATCTCGAGGGTGACTGATCG GTCTTCCTCCTTTGCTGCTG 259

Ai04B23825 Araip.B04 23825 c (A)11tgatatacacactaaaaattagttattaaattagttatcatgtatttgtgtataaataaataa(AT)1298 112787379 112787476 AAGTTGATTTCAAGGGAACAATG AAAAAGGCCAAAACCAAAAA 275

Ai04B23826 Araip.B04 23826 p3 (ATT)8 24 112788148 112788171 TTTGTCCAATTCCAACAGGAG TATTAGAGCCGGCAAAATGG 122

Ai04B23828 Araip.B04 23828 p2 (GA)6 12 112791039 112791050 AAGCATTTTGAAGGTGGGTG AGAGGATTTACTCCCGGGTC 114

Ai04B23832 Araip.B04 23832 p2 (AG)6 12 112802408 112802419 TGAACTCTTGGATTGGTGATTG GGCTCAATTTATAGATGCACTTCTT 233

Ai04B23834 Araip.B04 23834 p3 (TTG)5 15 112814679 112814693 AGAAGAGAGGAACGAAGCCC CAGAAGCAACCAAAGCATCA 245
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Ai04B23838 Araip.B04 23838 c (TG)7(TA)11 36 112825030 112825065 CCGAAAGCTTAACACTCCTCA GGCTGCATGATTTTGTGATG 126

Ai04B23844 Araip.B04 23844 p5 (ATAAG)5 25 112834614 112834638 GATGATTTGTCTCGGGAGGA CCTTCAACCTTGCCAAAGAA 210

Ai04B23845 Araip.B04 23845 c (T)11gtattaccttaaattcgggtcaatactattaatataattcccattttttcactaaaaatgtttccttgcttatttttttg(A)11102 112836368 112836469 CAACTACATTTTTGGTTGGTCC GAAAATTGAATATTTTCTTAACAAGGA 261

Ai04B23847 Araip.B04 23847 c (TA)6tgaacgagatatttgtccatgatgcgttcatttttcatattttcaaaactttctcaac(T)1080 112837458 112837537 CGAAATAAGACACTGACGTTGC CGTGCACAAACTTGCGTTAT 262

Ai04B23849 Araip.B04 23849 p2 (AT)30 60 112854833 112854892 ACGGTGGTACGACTTTCAGG ACGGTGGTACGACTTTCAGG 118

Ai04B23854 Araip.B04 23854 c (T)11cttc(T)10 25 112867693 112867717 ACACTTTTCCTCCCTCCCAT ATGGCCATTTGTCCATCTTC 271

Ai04B23856 Araip.B04 23856 c (AAT)6(GAT)5 33 112870029 112870061 TCTTCATGCAGTTGTAATTCTCG AAGAGCATTGCTATCACGGG 270

Ai04B23859 Araip.B04 23859 c (T)13aaaaaaacataatttcattgcacaattttctcaaaaacttatttggtactttaattcatcgcaaaattttctcaaaaacttatttggtactttaa(T)10118 112871747 112871864 TGAGATTCATCTTTTTGTCGGA GACAAAGTAGGTTCCTAATAAATTTTG 229

Ai04B23863 Araip.B04 23863 p3 (CCT)6 18 112879181 112879198 CACCACCAACAATGCAAGAC TTGCGAAATGTGTGTGGTTT 239

Ai04B23865 Araip.B04 23865 p2 (AG)8 16 112880871 112880886 GGACAAGAAGGAAGGGTGTG ATGCACCCATTTTCCCATT 108

Ai04B23866 Araip.B04 23866 p4 (TTAT)5 20 112882967 112882986 AGCATCACTGGCATCATTTTT TTGTGGTAAAATTTTCGTGTTTT 243

Ai04B23867 Araip.B04 23867 c (T)14cattttttgttttcactttcttatgaagaataaaaacaaaagataaaagacttatacc(A)1183 112883776 112883858 CCCTTCAAAGCTTCTTTCTTCC CATCTCTTCTTTCTTCTAATTTTGTTG 162

Ai04B23872 Araip.B04 23872 c (A)10gtgtattactc(T)1132 112886809 112886840 AAATCGGACCATGTACACCC TTGATAAGTTTGTGTTATGTGCAA 221

Ai04B23876 Araip.B04 23876 p2 (TC)6 12 112890604 112890615 TTCAGCGGCTCGTTCTTATT TGCTAGAGAGTGTGTTCAGCAA 172

Ai04B23885 Araip.B04 23885 p3 (TCA)7 21 112937918 112937938 CTCCTTTCACCCCAAAATCA TGATGATGATGACGACGACC 212

Ai04B23886 Araip.B04 23886 p3 (TCA)5 15 112938045 112938059 TCCAAAACCAACCAAAATCA CCACTGCCTTCTTCTTCCTG 270

Ai04B23887 Araip.B04 23887 p2 (AT)8 16 112939942 112939957 CTCTGAGGATGGGTGAGAGC GATCCGATCCGCATTCTTTA 245

Ai04B23893 Araip.B04 23893 p3 (TGA)5 15 112948778 112948792 CGTCTTCTGCTTCTTCTGGG CGTCATCCTCATCAGAACCC 250

Ai04B23894 Araip.B04 23894 p3 (TGG)5 15 112949009 112949023 TCATTCGCTCTCTTCTCTCTTC TGGGTCACAACATACACTCTAAA 193

Ai04B23896 Araip.B04 23896 c (AG)6cacacacgttggttttaatcgaaggagaaaagtgcgtgttatttcgatcgacactac(A)1079 112956863 112956941 TGTGAAGAATGGAACAATGACA CAGCTTTTACCAACTGCCAA 245

Ai04B23901 Araip.B04 23901 p2 (TG)6 12 112968155 112968166 AAGAAGGAATCTTGCCGAGC GAGTGATGCAAGGTTGGTAGC 255

Ai04B23905 Araip.B04 23905 p2 (TC)6 12 112978428 112978439 TCATCGTCCTTCTTTGTCCTC AGGGGTTAGGGTTTGGATTG 225

Ai04B23909 Araip.B04 23909 p4 (AAAT)6 24 112984048 112984071 TCTCTGGCTGGTTTTGTTGTT GAGGAAGAGGCTGGGTGATA 280

Ai04B23910 Araip.B04 23910 p3 (ATT)9 27 112993620 112993646 TAGGCCCAAATCAACGTTTC GTTTTGTGCCTCCATCGTTC 243

Ai04B23911 Araip.B04 23911 p3 (TTG)6 18 112994389 112994406 TTTTGTATAGGCGTGGGAGC CGGCACCAATAACTCCACTT 169

Ai04B23916 Araip.B04 23916 p2 (TA)7 14 113001053 113001066 ATGAGGTTTGCTTTGCCTTT CGAAATAAAAGATAAGATACATTTTGG 277

Ai04B23917 Araip.B04 23917 p3 (TTC)8 24 113001476 113001499 TTTTTAGGTCCGTGCCTAGTG TGAAAAGTCCATGAAGCAACA 267

Ai04B23919 Araip.B04 23919 p2 (GA)9 18 113011479 113011496 GATTCGCATTCACCCTTGTT CCTTGATGGAGGCAAATGAT 159

Ai04B23920 Araip.B04 23920 c (AG)14g(GA)7 43 113013573 113013615 TGACCTTAATGGCAATGCTG TCTTCTCATCGCCGAACTCT 170

Ai04B23921 Araip.B04 23921 p2 (AT)6 12 113016819 113016830 AGTCGCAGGTCAAAGGAAAC TGGTCATAGGATTACCAAAAAGG 243

Ai04B23924 Araip.B04 23924 c (TA)6ggatcatttaatttattttgttcctaccccaaggcatggtaaaacaaatataatttattttgtggattatgacgttcgagcattacc(T)12111 113018644 113018754 GATTGGGGCCTCACTAACAA TCCTTTAGATATGAAGCAATCACAA 229

Ai04B23931 Araip.B04 23931 c (TTC)11ctcttatctctttctgatcttctcattattcttcagcacgagtaagtaaaactcctaagtattcacctcctaag(T)12119 113027725 113027843 TCTCTTCTTCCACTCTCTCTTTCA AAAAAGGGGAAAAGCAAAGG 248

Ai04B23932 Araip.B04 23932 p3 (TTA)5 15 113028313 113028327 CGATGGAAGATGACTCAGCC GCATTGCTGCAAAGACTCAC 231

Ai04B23937 Araip.B04 23937 p5 (AAGAT)5 25 113061903 113061927 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B23946 Araip.B04 23946 p3 (TAA)5 15 113105627 113105641 GCTTTATTTGAGGGGATCTGG TGTCTCCGTATCCTTCCTGT 238

Ai04B23949 Araip.B04 23949 p5 (GCCTG)5 25 113114492 113114516 GCTCAGGCCAATCAACTGTA GCCGAGCTAGACGAGAGAGA 222

Ai04B23950 Araip.B04 23950 c (A)11tacaaaataaagaaaaaattatatatatc(A)1252 113119462 113119513 CAAGTTTGGGAGAGTTGGGA GGCATTTTGTCCCCTTCTTA 231

Ai04B23953 Araip.B04 23953 p2 (AG)6 12 113147253 113147264 GTGGGGTTTATGATGGATGG CGTTAAATGCCAAAAATGGG 202

Ai04B23955 Araip.B04 23955 p2 (AG)7 14 113176042 113176055 GGAGGCTATAGAGTGGGGGA AGCCCATTTGGCAACATAAG 273

Ai04B23957 Araip.B04 23957 p2 (AG)6 12 113182169 113182180 TTGGGCTATTTTTGACCCAG GGAACATTGAACCTGGAATTG 237

Ai04B23958 Araip.B04 23958 p2 (CT)6 12 113192511 113192522 GCACGTCACTTAGTGCAGGA ATAGGTGAGGGGTTTTTGGG 147

Ai04B23961 Araip.B04 23961 p4 (TTAT)5 20 113202304 113202323 TCGAAATTTCCTCTCCCTCA CACCAAGAGGAAGAGAGGGT 103

Ai04B23962 Araip.B04 23962 p2 (AG)6 12 113213814 113213825 TTTGAAAAAGTGGTGAGGGG TTTCTTGTTTGTCAAGTCATCAA 249

Ai04B23968 Araip.B04 23968 p2 (AT)6 12 113301265 113301276 ACCCAGGGTATGAACAGGCT GCGATTTTGGGTGACAAGTT 278

Ai04B23970 Araip.B04 23970 p3 (GAA)5 15 113306833 113306847 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai04B23972 Araip.B04 23972 p2 (CT)6 12 113321717 113321728 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 280

Ai04B23973 Araip.B04 23973 p3 (TTC)5 15 113324707 113324721 TGCTTTCCATTCACCACTCA TTGTCTTCCCTTCCCCTTTT 240

Ai04B23976 Araip.B04 23976 p2 (CT)7 14 113380611 113380624 GGAACATTGAACCTGAAATGAA GGGGTGATTTCTGGGCTATT 246

Ai04B23980 Araip.B04 23980 c (T)14catcttcgttttcatctttat(A)1550 113426271 113426320 TCTCTCCCTCCATCCTACCA TGTGCAATTATATGTGTTCGTCA 159

Ai04B23983 Araip.B04 23983 c (CTT)5ccgtttcgttacattcatcaaaattaaacctccttactcttaatctaaccccttattcccaaatcgttcggagatctattcgc(T)10108 113428192 113428299 AAGGGGTGAGCGTAGAGTGA TGAACTGAGAAGCAAATGGG 274

Ai04B23985 Araip.B04 23985 c (T)22gacaaatgcaatcaacaatgaaataaaatggccccatccaagcatggcatgtgaatagattccttatgtccagctttcatcggttaagaa(T)12124 113432413 113432536 ACTGTGATCAGGATGCAGGA TGAACAGAAGGATCTTCCTCAA 245

Ai04B23986 Araip.B04 23986 p3 (AAT)20 60 113434952 113435011 CAACTGAGCCTTGTCCCATT CAAGGGAATGGAAGGTGAGA 225

Ai04B23988 Araip.B04 23988 c (T)11cctagaaacagtctattttccaactctaagtcaactactgaaccactcaactactcttctatttaa(T)1289 113438259 113438347 GGCAGGGGAATCTCGTCTAT CCAGATCAACAGAAACAACTGG 268

Ai04B23989 Araip.B04 23989 c (TA)7tc(TG)11 38 113440781 113440818 TGTCCACGTGGGAGACATTA TCCAAATCCAGCCTCCTTTA 265

Ai04B23990 Araip.B04 23990 p2 (CT)6 12 113449738 113449749 ATTGCAGAAAATGCTCCCAG GGAACATTAAACCTGGGATTG 238

Ai04B23991 Araip.B04 23991 p2 (TC)6 12 113455541 113455552 TGAAACGCTACGTTTTGGTG AAGAAAGGGGAGAGAGACGG 233

Ai04B23994 Araip.B04 23994 p2 (AC)6 12 113461293 113461304 CACGCATTCCCCTGTAAGTT TTGTTTGTTGTGTGTTCGCA 141

Ai04B23995 Araip.B04 23995 p2 (CA)7 14 113468789 113468802 CGGGCTAAAAACACTAACGG AGAGCTCTTCACGAGGATCG 242

Ai04B23996 Araip.B04 23996 p2 (AT)6 12 113477124 113477135 CACGAACATTGACACGAACA GGATACGCTTGGACACACCT 280

Ai04B23997 Araip.B04 23997 c (AAC)7(AAT)5 36 113477495 113477530 GGTTCCCAACATTTAGGGTG CTGCAAAGGATTGCGTAGGA 266

Ai04B23998 Araip.B04 23998 p3 (TTA)13 39 113486501 113486539 ACACTGCTTTTTGTTTGGGC TCAGTGTTCCATCAAAGTCCC 262

Ai04B24002 Araip.B04 24002 p2 (TA)9 18 113496931 113496948 GCGAAGTGGTTTACTTTGGG AACACGAGTGGAGGGTCAAC 254

Ai04B24003 Araip.B04 24003 c* (TAT)16(TA)19* 83 113497167 113497249 TGCTCTCTTTGATTTTGCGA AGTCCATCCCCAGGCTCTAT 268

Ai04B24009 Araip.B04 24009 p3 (ATT)9 27 113513603 113513629 CTTTTACAATAGGCAATAGCTGC GCACAATAACTTTCTCGGTTCTT 277

Ai04B24011 Araip.B04 24011 c (ATT)5agtagatcatcatcatc(ATT)650 113519460 113519509 GGTTGATTGCCAGTTCGATT ACAACAACACCCAACCCAAT 159

Ai04B24012 Araip.B04 24012 p3 (AAT)34 102 113522940 113523041 GTGAATCTGCACTATCCGCA TGGTCATTTGATTAATGATGAAAAA 220

Ai04B24015 Araip.B04 24015 c (T)14gttaagaatttttcattcttttagctggtacataattttagagtgaattttatcatgtagaaaaa(T)1089 113544137 113544225 TTGGTTTTCAGTCCAAAATCG TTGTTCAGTCCACTGCATGTC 222

Ai04B24019 Araip.B04 24019 p2 (AT)6 12 113546893 113546904 GCTTTGATTGTGTGATTGTGTG TGGAGCTGACCTAGACTCGAC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24020 Araip.B04 24020 p2 (TA)6 12 113554459 113554470 AGATCGAGCATGCATCACTG CAGCTCCATGCCTAAACCTC 255

Ai04B24021 Araip.B04 24021 p2 (TA)10 20 113555601 113555620 GGAGCGAACAACAAGAAAGC CATGGTCTCCGAAAATCAAAA 152

Ai04B24023 Araip.B04 24023 c (A)10gccttgtttttgtttcgtcccttccttttttgtttttttctttcttt(A)1168 113559586 113559653 TCCTTTGAGCAGCCTTGTTT TTGTGGAACTTTTTGTTTTGTATTG 158

Ai04B24024 Araip.B04 24024 c (A)10gcataaagtgaaaaaaaacaaaaaaagaagaaaaaaaaac(A)1060 113561783 113561842 TGTTCTTGTTTTCGTTTGCG CGTCCTCGAATCTTGTAGGTG 159

Ai04B24028 Araip.B04 24028 p5 (AACCC)5 25 113573920 113573944 AAAACCAGTTTTTATGGTTCAGTTT GGAAGAGAGGGAGAGGGAGA 199

Ai04B24029 Araip.B04 24029 p3 (TCC)5 15 113578254 113578268 CTTTGTTTCCGACTTGCGAT TGAGAAGAAGCCGAAGAGGA 249

Ai04B24032 Araip.B04 24032 p4 (AAAT)6 24 113594517 113594540 TCCTTTTCAAAACTTCCTAACCA GACAGCTGCTGCTTTGTTTG 158

Ai04B24033 Araip.B04 24033 p3 (ACA)5 15 113603780 113603794 CGTCATTTAGGGTCAACATGG CATCTTTGCCCCTTGTCTCT 213

Ai04B24045 Araip.B04 24045 p2 (TC)10 20 113630460 113630479 CGTGTCTCCCTTCACTCCTC TTGGTTGTTGTCGTCGAGAG 100

Ai04B24046 Araip.B04 24046 p2 (GT)6 12 113630793 113630804 CTCTTCCCTCTTCGCAAATG AATCTCCACCCACCTCACTG 219

Ai04B24052 Araip.B04 24052 p2 (AT)7 14 113658648 113658661 AACAATTCAGCAAAACATAAACACA TGATTTGAAACCAATGTACAAGA 234

Ai04B24053 Araip.B04 24053 p3 (TCA)5 15 113659281 113659295 CTCCCCAATTCAGAGAACCA CCGTGCGCTCACTAGGTAAT 195

Ai04B24055 Araip.B04 24055 c (T)11at(A)11 24 113670225 113670248 AAATCCCAGAAATAAGGGCG AAAAACATGTGCATGGTGGA 265

Ai04B24056 Araip.B04 24056 p3 (GTG)5 15 113675219 113675233 TCACGAGGACGAGAGACCTT TACCTCCACCACCACAGTCA 208

Ai04B24057 Araip.B04 24057 p2 (TA)9 18 113678645 113678662 TGGACTCATCAATTCTTCCACA GCACACGGAAGCCATCTTAT 183

Ai04B24058 Araip.B04 24058 p2 (GT)6 12 113679126 113679137 CAGGGCCAAGCAAAGAAGTA ACCCTAAACACCGAGCGATT 170

Ai04B24061 Araip.B04 24061 c (AG)6aaat(GTG)6 34 113681818 113681851 CTTGTGTTAGCCACTGCGAG CTTCTCCCCCTACCTCAACC 236

Ai04B24063 Araip.B04 24063 p3 (TAT)5 15 113689629 113689643 ACCCGGTTAAATCGATCTCC TTTCAGTTTGACGAGCCAGA 153

Ai04B24064 Araip.B04 24064 p2 (AT)6 12 113697917 113697928 AGGGGTGATCTAGCATTGGA ACTATACCTTGGCCGATCCC 226

Ai04B24065 Araip.B04 24065 p2 (TC)12 24 113701049 113701072 CATCACCCAATCACAGAACG TTGCAAGATATTTTCTCCAATCTTC 260

Ai04B24066 Araip.B04 24066 p3 (TGT)5 15 113701717 113701731 TACATGGCAGAGCTCAATGG TCCATTCACACAATCCAGTCA 181

Ai04B24067 Araip.B04 24067 p2 (AG)7 14 113703842 113703855 TGGGTTGATAAAAACATTGGAA CTTCTTCCACCTTTGCTTGC 263

Ai04B24068 Araip.B04 24068 p3 (TTC)5 15 113704105 113704119 GCAAGCAAAGGTGGAAGAAG GCAGCAACGATCTCAACAAG 275

Ai04B24070 Araip.B04 24070 c (T)10cttttccttttttt(A)1337 113708715 113708751 CTTTGCCTTTGCACTGAACA GAATCAGTCTGCGGATGACA 272

Ai04B24072 Araip.B04 24072 p2 (TC)7 14 113721676 113721689 GACGGTGAAGAGTGGTGGTT ACTCTTAGGTAGCATTTAGAAGAGAGA 267

Ai04B24075 Araip.B04 24075 c (TA)7(T)10 24 113740086 113740109 TATTGAACCTTGCTTTGGGG TGAGAATCTTGGGAATTGGG 226

Ai04B24076 Araip.B04 24076 p2 (AC)10 20 113741174 113741193 CTGGTAGGTCAATCGGTGCT TGCGCAATGGTGACATAACT 271

Ai04B24077 Araip.B04 24077 p3 (GAA)5 15 113745126 113745140 TTAGAATGTTGCTCGCCCTC CCACAGGATCACCTCAGGAT 252

Ai04B24078 Araip.B04 24078 p4 (AGTT)5 20 113747695 113747714 TTTCGAAAATTAGAGGGAGAGA TCTTGTGATTTCTTGTGAATCAA 261

Ai04B24080 Araip.B04 24080 p2 (GC)6 12 113752841 113752852 AGTGCTTCAGAAATCGCTGG ACCGTAAAATTGTCAAGCCG 237

Ai04B24082 Araip.B04 24082 p2 (TC)10 20 113758461 113758480 CGTAAAATTAAAGCGCGGAC GACAGCAGTGGCAACGTAGA 271

Ai04B24084 Araip.B04 24084 c (A)12caacaataataacaacatcaagagcggtaacaattaaacaattttagtaataataaacaaagtgtaacttttattttt(A)11101 113761558 113761658 AAGAAGAAAACGAAGACGATGG GAAAACTCAATGGCTTACCCTT 219

Ai04B24094 Araip.B04 24094 p2 (AT)7 14 113795503 113795516 ACCGTCGGATAGATTTTGAA CAATGTTAATGAATTCCACAAATG 253

Ai04B24095 Araip.B04 24095 p3 (TAA)14 42 113796243 113796284 TGATCTTGGTTTTTGTTCATCG TTTTATAAATAGAGGGGAGGGGA 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24100 Araip.B04 24100 p2 (AT)8 16 113813433 113813448 TAGCTTTCGGAACTTGTGGG TACAACCCCTCCAAGCTCAA 256

Ai04B24102 Araip.B04 24102 p2 (AT)7 14 113817416 113817429 GCGTCACTCTTCATTTTCCC GGCTGGCTGGAGGATACATA 280

Ai04B24103 Araip.B04 24103 p2 (AG)8 16 113834614 113834629 CCTTAGATGGGAAGCAATGG TGATTTAGATTTAGTTGAGGGGGA 275

Ai04B24104 Araip.B04 24104 p2 (TC)6 12 113842245 113842256 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 232

Ai04B24105 Araip.B04 24105 p3 (ATT)6 18 113842469 113842486 TTTGAGTCATTATCCCTCACCA GGGGAAAGTTGTGAAAAGCA 217

Ai04B24106 Araip.B04 24106 p2 (AT)6 12 113847606 113847617 TTAGCTTCCGGAACTTGTGG CAAAATTACAGCCCCTCCAA 242

Ai04B24112 Araip.B04 24112 p3 (AAC)7 21 113875053 113875073 GATCGTCCCCGTGAATAATG CGGGGTTGTTTTTGTGTTCT 257

Ai04B24114 Araip.B04 24114 p2 (TC)18 36 113882000 113882035 AGGTGCTGTGATGTTAGGGC CGTCTTTCGGACAATTATACCC 163

Ai04B24116 Araip.B04 24116 c (T)11aaatcgaaccaaaccacaccgcaaacacccctacgttcaaggtaatcacacacatacac(AT)886 113883735 113883820 AGTTCATCCAATCCAAACCG AATCCCTTTTTCTTGTTGCG 226

Ai04B24122 Araip.B04 24122 p2 (AT)8 16 113893108 113893123 GAGGCGCTACGACCTCTAAA GGTTGACTTCGGAGAATTAGGA 268

Ai04B24123 Araip.B04 24123 c* (TA)6(TATG)8* 42 113900671 113900712 CCTTGCTGAAGAATTCTGGG AAATGGAAAAGCGCAACACT 147

Ai04B24127 Araip.B04 24127 p2 (AT)8 16 113909025 113909040 AAGGAGGTATTTTGGGGGTG TCCTCACCTTCCACCATCTC 186

Ai04B24131 Araip.B04 24131 p3 (AAG)5 15 113918575 113918589 CGCGAAGAAAAATGAGGAGA CAAGTTGGGCCAAGTCTAACA 199

Ai04B24133 Araip.B04 24133 p2 (AT)6 12 113920183 113920194 GATGGCATTCAACCTGACCT CAGGGTATGAACACCAGCCT 233

Ai04B24135 Araip.B04 24135 p2 (GT)6 12 113937815 113937826 CAAAATTGCCCCAATGTTAAG TTTCAAGGTTGTAATGGGGC 246

Ai04B24137 Araip.B04 24137 p2 (GA)8 16 113944795 113944810 ATAGCGGAGGAAAGGGTGTT AGATGGATTCCGTGTTACGC 159

Ai04B24138 Araip.B04 24138 p3 (ATT)6 18 113945020 113945037 TGGGTACATTTTTCAGCGTTC GCCAACATGCTTGTCATCAG 187

Ai04B24143 Araip.B04 24143 p2 (GA)7 14 113969445 113969458 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai04B24147 Araip.B04 24147 p2 (CA)6 12 113978763 113978774 CTTAGGGCTGGCTATTGACG TAGGGGAGGGTGAGAATGTG 212

Ai04B24148 Araip.B04 24148 p2 (GA)7 14 113978909 113978922 CACATTCTCACCCTCCCCTA GGGGGCACATCACAAATTAC 217

Ai04B24149 Araip.B04 24149 p3 (CAC)6 18 113979671 113979688 GCTGCTTGTGCTTTGTTCAG AAGCACTGGTGAGAGGGCTA 127

Ai04B24150 Araip.B04 24150 p3 (CAC)5 15 113979884 113979898 TAGCCCTCTCACCAGTGCTT ACCAACTGAGGAGCCCTTTT 265

Ai04B24151 Araip.B04 24151 p3 (TAA)5 15 113980037 113980051 AAAAGGGCTCCTCAGTTGGT CGGTGTTGATGAGATTGGTG 252

Ai04B24155 Araip.B04 24155 p2 (AG)6 12 113991140 113991151 GCTACGCCAAGACAACACAA CCACAACGGTTTCCACTCTT 238

Ai04B24157 Araip.B04 24157 p2 (GA)6 12 113993526 113993537 GGCATTCTTTCACCCTCTTC CGGTCCCAGCTAGTGGAATA 280

Ai04B24161 Araip.B04 24161 p3 (AAC)5 15 114008172 114008186 TCGTAGCTTGCGGAAGAAAT TTGGTGCTATCGACGTCTTG 260

Ai04B24163 Araip.B04 24163 p2 (AT)6 12 114010816 114010827 ATGGCTCGTCAAAACACTCC TGTTGTTGCGATGGAACTGT 211

Ai04B24164 Araip.B04 24164 p3 (GAG)5 15 114011347 114011361 GACTTTGCAGTGAAGGAGGC TCAATGTCTTTGAAACCGCA 256

Ai04B24165 Araip.B04 24165 c (T)10atcttcctttaagcttaataatagtatataggaaaaataactatttatatctatgagcttaatgctgacatacaaaaattacctat(A)10106 114013348 114013453 TTTCTAGCTCTCTTGCAACATCA GACGAAAATAAAGATCGCGTG 228

Ai04B24167 Araip.B04 24167 p2 (AT)10 20 114023603 114023622 TTTGTTGAATGATGCATTTATGAC TTTCCAACCAAATAAAACAACAAA 113

Ai04B24171 Araip.B04 24171 p2 (AT)7 14 114042627 114042640 TTTTCATGTCGTAGATATTGGCA TTTTTATTCGTGTCATCCCTCA 278

Ai04B24172 Araip.B04 24172 p3 (TCT)5 15 114044384 114044398 AAGCCGAGAAGACGACGATA TCATGTGTTCCACTGCACAA 253

Ai04B24176 Araip.B04 24176 p3 (AAC)9 27 114052364 114052390 CCAACTCACATCTCCTAGCCA TCCATGAGGTGGTCAAACAA 254

Ai04B24177 Araip.B04 24177 c (CT)14t(TC)14 57 114052665 114052721 TGTCCAAACCACTTGAGACG CGCACTGTTATCAGACTGGC 266
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Ai04B24180 Araip.B04 24180 c (T)11aatttttataagacaaaagcaacaaagcttgnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnataaaaagaacaatacac(A)14113 114054878 114054990 TGATGTCCATTTGTTAATAAGTTTCC TTTGAAGCCTCCATACTTCTTTG 216

Ai04B24181 Araip.B04 24181 p3 (TTC)6 18 114056874 114056891 AATTCGCGTAACGCATGTTT GATGGCAGCAGAGAAAATCA 197

Ai04B24182 Araip.B04 24182 p2 (AT)9 18 114059007 114059024 TCAATGTTGGACCAGGATCA TTGGTGGAAAATCTGCTAGACTC 221

Ai04B24184 Araip.B04 24184 p3 (AAG)5 15 114065556 114065570 TGGTGTTGTTGGTGATGACA AACCGAGGGTTGCTACACAT 174

Ai04B24185 Araip.B04 24185 p3 (CTT)5 15 114067247 114067261 GTTCTTCCTCTTCCCATCCC GATTGGCGGTTACGGAAGTA 177

Ai04B24187 Araip.B04 24187 p2 (TA)6 12 114070308 114070319 CCTTATCCTAGCCCATGCAA CCAACTGCTCCACAGAACAA 214

Ai04B24193 Araip.B04 24193 p2 (TA)6 12 114092965 114092976 AAAGGAGTGATGATGGTTGAAA TAGTGTAATGCGGGCACTTG 176

Ai04B24195 Araip.B04 24195 p2 (AG)6 12 114099120 114099131 CAAAAAGCCTTTCTACTCTCGTTT ACCACTGCATGCCTCTCTCT 115

Ai04B24199 Araip.B04 24199 c (A)10gaaagtgtgtcgtctctcaacacaagggttcacataattacatgtagaagt(A)1374 114102461 114102534 AAACGGACCCTTGAGGAATC GACTGAGAAGGGTCGAATGC 265

Ai04B24203 Araip.B04 24203 c (ATA)6gaaaaaag(ATA)541 114116390 114116430 TTGCAATTTTAGTGGTCACAATG TTGACGGCAGGATAACATCA 125

Ai04B24204 Araip.B04 24204 p2 (AT)8 16 114116845 114116860 AATGTTGGGGACAAAAACGA GTCCGTGGTGAACCTCAACT 196

Ai04B24206 Araip.B04 24206 p2 (GA)9 18 114118711 114118728 GATGAGGGACGCTCTAATCG TAGAGTCCTAAGCCCAGCCA 177

Ai04B24209 Araip.B04 24209 c (A)11gagaaagagagtgtttctactcctgtgaagagaaaagggaagaagaagaaaggaaaagg(GAA)585 114120763 114120847 TTGGATCAAATTACCCATAACAAA AAAATCGTACGGAGGTGGTG 179

Ai04B24212 Araip.B04 24212 p2 (TC)6 12 114131412 114131423 CGCTGCACAGCTCAAACTTA AAACCTTGTGAACGGAGGTG 150

Ai04B24213 Araip.B04 24213 p2 (AT)24 48 114144542 114144589 GGGGGACAGTGAAATTGAAG ATTCTTGAGCATTGCGCTTT 275

Ai04B24214 Araip.B04 24214 p2 (AT)7 14 114145320 114145333 AACCAAAAGCATCATCGGAG AGCCCGGATACCAATTTAGG 211

Ai04B24219 Araip.B04 24219 c (A)10tttac(AATA)535 114166709 114166743 TATTGGGAATTTGGGTGCAT ACATTGGGGCAATTTTGTCT 152

Ai04B24220 Araip.B04 24220 p2 (TA)8 16 114171206 114171221 TTCGGGATATTTTGGCACTC AGTGAATGACCTGTGCGATG 203

Ai04B24223 Araip.B04 24223 c (TTA)21ta(T)10 75 114177384 114177458 TCAATCCAATCAAAATAATCATTCA TGAACACCCCTAAAATGCAA 248

Ai04B24227 Araip.B04 24227 p3 (CTT)14 42 114181901 114181942 CCTAATCAAGTCCAACCTTGC GACGACGACGACAACTACGA 252

Ai04B24228 Araip.B04 24228 p3 (GTC)5 15 114182089 114182103 CCTCCTCCTCCTCTATCATCG TTTAACAAAATGTTGCAGTGAAAA 201

Ai04B24231 Araip.B04 24231 p3 (TTA)6 18 114194488 114194505 TCAATTCAATTTAACCGTGCAT ATAGCTCTTCCGGAGCCTTC 229

Ai04B24232 Araip.B04 24232 c (TCT)5tcctcttcctcttcctcttcc(TCT)551 114198545 114198595 TAAAATGACGGCGTATGGCT ATTTCACAGCAACGCATCAG 195

Ai04B24234 Araip.B04 24234 p3 (ATA)5 15 114208665 114208679 ACTAGTGTATGTTCCCTGCACA TGTCGCTAGCCAATGAGTTG 233

Ai04B24236 Araip.B04 24236 p2 (TC)7 14 114217736 114217749 TTTGAACGGCTTCGATTCTT CTTCCTCGAAATCATGCCTC 276

Ai04B24237 Araip.B04 24237 c (TTA)7gaaactaatattcaacca(ATT)966 114226868 114226933 TCCGCTTGACATATAAAACGAT TGGTAGCTAGAGAGTTTGTTTTCAA 277

Ai04B24241 Araip.B04 24241 p2 (AT)7 14 114255994 114256007 TTTCTCATATTTAATTTTGGTCCAACT CCAACTTTCCCTTTTGGACA 261

Ai04B24243 Araip.B04 24243 p2 (TC)6 12 114259602 114259613 TCCACGATTACCTCGTCCTC TCTTTGAGGACCAAAATGGG 187

Ai04B24245 Araip.B04 24245 c (A)12gaaaaaaatta(T)1033 114275492 114275524 GCTGAAACTTTTGAAATGAGTGG ATGCCCCTCTCCCTTCTCTA 271

Ai04B24247 Araip.B04 24247 c (AAT)7agggatcctttataccacagtatagaagtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)9111 114292910 114293020 TCCTCTTCAGAGTCCTTTCAGG TCACCAAAAATCCGAACTCC 223

Ai04B24248 Araip.B04 24248 p5 (TTTTA)6 30 114299529 114299558 TCACACCCAGCTTGACAGAG CAGCCCAAAGTGCAAAATGT 243

Ai04B24249 Araip.B04 24249 p3 (ATA)25 75 114299816 114299890 TGTGATGTGGAAAAACATGGA TCAATGTGAATCCTAAATGCCT 275

Ai04B24250 Araip.B04 24250 p3 (GAG)10 30 114308232 114308261 TCAAGCGGCATAATCAACAA TTGGTTTGGGAACTGGAGAG 278

Ai04B24259 Araip.B04 24259 p2 (AT)6 12 114352490 114352501 TCCCCTCGACCCATCTTTA TGATGAATGAAACAACTCCAAA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24260 Araip.B04 24260 p2 (TA)6 12 114355644 114355655 TTGTGGTTGTTGCTGTTGTTT GCCACCTCCATCATACGACT 211

Ai04B24264 Araip.B04 24264 c (A)10gggtgatgatatagctgtgattttgtgtttgtatctgaaca(AG)765 114362846 114362910 TGAGGTGTAAGAAATAGGCCA TTCCTCATCTATTGCTGCCC 192

Ai04B24268 Araip.B04 24268 p2 (TA)9 18 114366909 114366926 CCACATGTTAAAACAAACAAGGA CAAACTAACCCCACACGCTT 250

Ai04B24269 Araip.B04 24269 c (CTTCTC)5ctttttc(T)11c(T)1261 114368244 114368304 AAATCCAATTCGATCCATGC GGATAGATTTAAATGCCTCAGAAAA 272

Ai04B24276 Araip.B04 24276 c (TCA)5ccactcagctg(CTT)541 114388924 114388964 CCACTGCCATTGATTATTGC ATGGCAGCTACTGTTTGCCT 215

Ai04B24277 Araip.B04 24277 p3 (TAT)5 15 114389117 114389131 CAGATGCTGCTGGAATCTCA TTTACTTATGTAGAGGCCTATTAGCAA 113

Ai04B24278 Araip.B04 24278 p2 (CT)8 16 114391802 114391817 TGGAGTGCAAGTCAAGATGG TCACTCCTTGCTTCAAGCCT 235

Ai04B24279 Araip.B04 24279 p2 (TC)6 12 114392418 114392429 TTGCACTTCACAGCTGAACC CTCTTAGCCCCTTTTCGCTT 225

Ai04B24280 Araip.B04 24280 p2 (AT)12 24 114394702 114394725 TCTTTTCAAGGCGGTAATGG AATTTTTGGGTGGCTAAGCA 167

Ai04B24281 Araip.B04 24281 p2 (TC)6 12 114398256 114398267 ACGAGTTCTGAGGCCCTTTT TCAAAACAAGAAGAAATCCTAAATCC 184

Ai04B24284 Araip.B04 24284 p2 (CT)7 14 114415725 114415738 GAAGGCTCGGATTGATGAAG TCTGTGCCTTGCACTCTCAC 230

Ai04B24285 Araip.B04 24285 p2 (CT)7 14 114437859 114437872 TGGAGTGCAAGTCAAGATGG GCCTCCATGGTTGAAACTGT 182

Ai04B24286 Araip.B04 24286 p3 (ATA)5 15 114444166 114444180 CGCTGCACAAAAGTGAAAAA GCAGTGCGAGAAGAAGTATGG 246

Ai04B24287 Araip.B04 24287 p2 (AT)9 18 114451712 114451729 GCACCAACAAAACAACATCG TCCTCTCATTGACACTCCCA 262

Ai04B24292 Araip.B04 24292 p4 (TTAT)5 20 114466735 114466754 AGTGCCAGTCATTTTGAGCA GCCCCATTTCATTGTTTGAA 280

Ai04B24295 Araip.B04 24295 c (T)13gtttacatgttaaa(T)1138 114478921 114478958 AAGAGGGTTTCGCGATTTGT TGTTTGAATTTGATCTATTCATTTG 279

Ai04B24296 Araip.B04 24296 p2 (AT)31 62 114487687 114487748 ATTGAGCCCTCGTGAATACG TTCCCCTCGTCATTTATTGTG 235

Ai04B24297 Araip.B04 24297 p2 (TA)7 14 114487994 114488007 ACCTGTAGCTGAAAGGGGGT GGTCGAAACCGACAGATGAG 271

Ai04B24298 Araip.B04 24298 p6 (ATAATG)5 30 114489547 114489576 CTGTGCCTCCTAGAACTCCG GGGGTAGGATGTAAGACCCG 259

Ai04B24303 Araip.B04 24303 p2 (TA)6 12 114511792 114511803 CGCCTTCTTCTCCTTTTCCT TCAGGGCTGACCAACGTATT 155

Ai04B24304 Araip.B04 24304 p4 (TTAG)5 20 114519966 114519985 TTGAACCTCCACCACCACTT AAGGCTGTTGCTGCAAAGAT 191

Ai04B24306 Araip.B04 24306 p2 (CA)10 20 114525003 114525022 CAACCAGCACCAGTTTTTCA TGCGGACATGTTCTTGGATA 112

Ai04B24308 Araip.B04 24308 p3 (AAC)6 18 114528308 114528325 ATTTTCGATGCCATAAACGC ATGAGGCAAGCAATTCTGGT 270

Ai04B24309 Araip.B04 24309 p4 (TATT)9 36 114535291 114535326 TGCCTAGCTACCCAAAATCA CCAGAAAAATCATGTGCATTG 225

Ai04B24313 Araip.B04 24313 p2 (GA)6 12 114557129 114557140 ACATAGAGGGAGGGAGAGGG TGAAATCTTTTCCAATGTTATGG 177

Ai04B24315 Araip.B04 24315 p2 (CT)6 12 114565331 114565342 GCTTGTTTCTTATCTTTTTCAAAACC GGTTCGGATTTTTGGTGAGA 273

Ai04B24316 Araip.B04 24316 p2 (AG)6 12 114567954 114567965 CTAAGAGACCCGAGTTTGCG ACAGTCGTTTGTAGGGTGCC 266

Ai04B24317 Araip.B04 24317 p3 (TTC)5 15 114574096 114574110 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai04B24320 Araip.B04 24320 p2 (GA)10 20 114583480 114583499 TGAATGCTGCGTGAAAGATT TTGAGTTACCGAATCAATTCAAA 225

Ai04B24322 Araip.B04 24322 p2 (AT)9 18 114599708 114599725 AAAAATAATTGTTTGAGCTCATTGAT CCCCTCCTCTATTTTCCCCT 247

Ai04B24326 Araip.B04 24326 p2 (AT)11 22 114607469 114607490 CCTCACCAGCCATCTGAAAT CAGCACGTGACACATAGGGA 216

Ai04B24327 Araip.B04 24327 p6 (TCAACA)5 30 114608955 114608984 GCAGCCTGTCGGACTAAGAG CTCACGAGAGCAATCCAACA 165

Ai04B24329 Araip.B04 24329 p2 (CA)7 14 114614769 114614782 CAAGGCTGCACTAGAGTCCC CGTGTGTGAGTGTAAACCGC 273

Ai04B24330 Araip.B04 24330 p3 (AAT)5 15 114627483 114627497 CCGACAGAAATCCCTTCGTA CCAAATTCTCATACCCTGCC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24333 Araip.B04 24333 p3 (CTT)5 15 114632285 114632299 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ai04B24334 Araip.B04 24334 p2 (TA)11 22 114640098 114640119 GTTTTTCCCTCGCCTTTACC TGCTTAAAGCTTAAAACCGCA 196

Ai04B24336 Araip.B04 24336 p2 (TA)10 20 114649490 114649509 GTCGCACATGGTTGCATTT GCTGTATTAGGCAAGGCAGTG 168

Ai04B24339 Araip.B04 24339 p3 (AGG)5 15 114653763 114653777 GGATTGCTGTGATGTTGTGG CCACTCCCACACTCTCCACT 140

Ai04B24340 Araip.B04 24340 c (A)10gacgaactcgaaagctaattgaataaaagaattttcaattcagaaaattcaattggcaaaagaagttacgtg(A)1092 114658874 114658965 GAGAAGAAAACACCGTCCCA TTCAATTGGCTTCCGAGTTC 233

Ai04B24343 Araip.B04 24343 p2 (TA)18 36 114668157 114668192 TCGCTCTTTACTTTGCACCA GAACATCACACCATGCATCC 276

Ai04B24344 Araip.B04 24344 c (TTA)5aacttattcattttgttgttgttg(TTA)1996 114670022 114670117 CTATACCCCGCGATCAACTC AAAATGCGCAGTAGACCACC 263

Ai04B24346 Araip.B04 24346 c (AT)7aagatacatccaaaactt(A)1042 114679747 114679788 AAATCGAAAACTTTTGGGACAA CGCAGTGAACAACGCAGTAT 276

Ai04B24352 Araip.B04 24352 p2 (CT)7 14 114682520 114682533 TTCTTCATTACGGGGTGGAG TTTCCAAACAGTCAATCCCA 257

Ai04B24353 Araip.B04 24353 p2 (AT)18 36 114683277 114683312 TCACGTAAACGGAAACTTGC GGGTCATTTTGGGATCCTCT 133

Ai04B24358 Araip.B04 24358 c (AG)6(A)11 23 114704665 114704687 ACAATGGCAATCACCCAAAT ATAGGTGCAACCAACAAGCC 153

Ai04B24359 Araip.B04 24359 c (TG)24(AG)8 64 114705980 114706043 GAGAAGGGTGGAACAAGAAGAG AATGGAAAGACCATGCTTGC 280

Ai04B24361 Araip.B04 24361 p3 (GAA)5 15 114708047 114708061 GGATCCTCTGAGCGTTCTTG ATGAGCTTCCTTCAGGGGAT 268

Ai04B24367 Araip.B04 24367 p2 (AT)7 14 114724435 114724448 TTTAGGGTGGCCTTCATCAG AACTAAACACGCTATAAATTGTTGG 278

Ai04B24368 Araip.B04 24368 c (TC)6ctcttctctttcttttctctctctctt(TC)855 114734897 114734951 TGAAGTCCCTTCCATTGCTT GGGGAGAGAGAGGGAGAGAA 267

Ai04B24370 Araip.B04 24370 p2 (AG)6 12 114735757 114735768 GAAGAGAGAGAACGGAGGGG TTGAAACATTGTGTACGTGAAAGA 277

Ai04B24374 Araip.B04 24374 p3 (CTT)5 15 114739481 114739495 TGCCTGATCCATCAATGAAA TGCACTCAACATGAAATGCC 266

Ai04B24377 Araip.B04 24377 p2 (TC)11 22 114741950 114741971 GTCGAGCTTGGAAGGATCAG TTCAGAAACAGAAGCAGCCA 150

Ai04B24379 Araip.B04 24379 c (T)10atcttactaaccttctcaactaaaattcttagtcac(A)1258 114743762 114743819 CAAATGAGGACCCTATCCGA GCAGGACACATGACGCTAGA 262

Ai04B24380 Araip.B04 24380 p2 (AT)15 30 114744866 114744895 CAAATCGAACCGGTACAAGG CATGGCACGGGTGATTATAC 261

Ai04B24383 Araip.B04 24383 p2 (GC)6 12 114754224 114754235 AAATCAACCCCTTGGGAAAC AGATTGGAGCTTGAGGGGTT 132

Ai04B24384 Araip.B04 24384 c (CT)11(CA)18 58 114756589 114756646 GCCCACCTAATAAGCATCCA CGTGTCAATAACATGCGACA 276

Ai04B24389 Araip.B04 24389 c (CAG)5caataacttgagtctgcaaggaacagaatgtannnn(A)1061 114766888 114766948 ACAGAAAGTTGGGCAGCACT TGCTGGACTTTGCTGCTAGA 268

Ai04B24390 Araip.B04 24390 p2 (TA)10 20 114767623 114767642 AGCTGGAATTGCTGATTTGG CAAGAGAGGACCACTGAAGGA 239

Ai04B24393 Araip.B04 24393 p3 (ATT)7 21 114785741 114785761 CGCCTCAACTCTAATTTCGC CTTACCCCAGCACCACACTT 208

Ai04B24401 Araip.B04 24401 p3 (TTC)5 15 114795224 114795238 TGTCAAATTGGTTTTCAATGAG TGCTATAGATGTGAATTCCTTTGA 280

Ai04B24406 Araip.B04 24406 c (AG)6ca(AG)12 38 114808497 114808534 TAGGCTGCCCCGATTAATTT TCCCTCTTAAATTTTTGGTCATT 259

Ai04B24407 Araip.B04 24407 p2 (TA)9 18 114809598 114809615 CCTCATTGACACTCCCATCC GCACCAACAAAACAACATCG 259

Ai04B24408 Araip.B04 24408 p2 (TA)7 14 114814924 114814937 GGAAATCCAATGAAGCAGGA CATGCTGTAAAGGATAGGCGA 238

Ai04B24409 Araip.B04 24409 p3 (GAA)5 15 114830172 114830186 CGGCGACGTTTCTAGTCTTC CACCTGAAGAAGAAGACCGC 244

Ai04B24411 Araip.B04 24411 p2 (AG)11 22 114831123 114831144 TGACAGATTGGCCATAAATAAAAA TCCCTACCATCCATCTCAGG 218

Ai04B24420 Araip.B04 24420 p6 (CTTTTT)5 30 114855421 114855450 GCGTGGCTCTGTTTTCTTTC AAATGCCAAATTCCCATCAA 244

Ai04B24423 Araip.B04 24423 p2 (GA)7 14 114859911 114859924 TGGCCGTATGGGTATTGTTT GAGAAGAAAACTCATCATGCTCC 230

Ai04B24424 Araip.B04 24424 p2 (CT)6 12 114866381 114866392 GTCTCCTCTCTCGCACTCGT CTCGGACTCTGACGGAAAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24425 Araip.B04 24425 c (AAT)5aaaactaaaatttaaagtattggcaattaacacactaggatcaattataataactactttcttctttc(T)1194 114867985 114868078 CAAGGCCAAAATTCACCTGT GAAATTCTTTTGCTATGTGCTTTG 279

Ai04B24426 Araip.B04 24426 c (A)14tcatgttcataaatatatatactttatc(T)14ggataaatagagaacacacatgcaagtataactatagttatagaaaaagttgacta(T)20132 114868194 114868325 TCAAAGCACATAGCAAAAGAATTT TATCGGTTGAAAACTGCTGC 277

Ai04B24427 Araip.B04 24427 p2 (CT)6 12 114872212 114872223 ATGCACCTCTCTCGGTTCTG CCTCACACCCTCTTCCTCAC 277

Ai04B24429 Araip.B04 24429 p2 (AG)6 12 114891721 114891732 CAAACCCTGACAGTTCTCCC GGATTGGTGAAGCTTGGTGT 188

Ai04B24430 Araip.B04 24430 p3 (TTA)10 30 114893808 114893837 AACATAGCTTGGTTCATTGGC TTAATGATGCAAAGGAAAGAAAA 280

Ai04B24431 Araip.B04 24431 p2 (TA)6 12 114908152 114908163 ACACAATCCTGCCTCTCCAT GCGTTCTAGGATTGCCTCTG 275

Ai04B24440 Araip.B04 24440 p2 (TA)6 12 114947106 114947117 GAACTTCGATCCGCAATAAA TCCTCCTTCAGTCCTTCTTCA 245

Ai04B24444 Araip.B04 24444 p2 (TA)6 12 114973110 114973121 CCAGACAAATGACACAGCAAA CGGATGGTTCATATTGAAGAGA 280

Ai04B24445 Araip.B04 24445 p2 (GA)7 14 114982544 114982557 AGCGACGTAGTGACCGACTT CCCACGTGAAAATGTACGAA 274

Ai04B24448 Araip.B04 24448 p3 (GCC)5 15 114997381 114997395 CAGTAATTTCAGCCAGGCGT GTGGACGGTGGAGACTGTTC 225

Ai04B24454 Araip.B04 24454 p3 (ACC)7 21 115010068 115010088 CTTCTCCAAAATTCACCGGA TGCTTCTTCTTCTGCTTCTGC 268

Ai04B24462 Araip.B04 24462 p2 (AT)9 18 115024759 115024776 GCTACCAAAGTCAACCACCAG TTTGTGTGGATGCAATTATTTTG 198

Ai04B24463 Araip.B04 24463 p2 (AT)9 18 115026389 115026406 AGCATGCGGTTAAGGTATCG TTTGTGTGGATGCAATTATTTTG 221

Ai04B24468 Araip.B04 24468 p2 (TA)8 16 115077003 115077018 GCCGGCATCTTTTAAGTCAG ACCCAAGCCCCTAACAAAAT 264

Ai04B24469 Araip.B04 24469 p3 (AGA)5 15 115078255 115078269 TGAGAATTTAGGAATGCGGG CGTTCCTTCTCATCTGCCTC 111

Ai04B24470 Araip.B04 24470 p3 (GAA)6 18 115078377 115078394 GGGGTTTGAGAGATTGACGA CTCTCTTCCCAGCTTCTCCC 207

Ai04B24471 Araip.B04 24471 p5 (TTTTA)5 25 115078600 115078624 CAAAATATGTGAGGGTTTATGGC GAGAAAGCGATGGAAAACGA 218

Ai04B24474 Araip.B04 24474 p2 (AT)6 12 115086783 115086794 GGTTAGCATGGTATTTTGGTTTG GCTTGCCTTCTCATCTACCG 280

Ai04B24479 Araip.B04 24479 p2 (TA)9 18 115096479 115096496 TTTAACCGCAGCTTGTTTCA AAGAAAAGGCAAAAAGTCCTCA 210

Ai04B24483 Araip.B04 24483 p2 (GA)8 16 115108896 115108911 TCGGAGATGATTTCAATTTATGA GCCACCGACACCATCTTATT 153

Ai04B24484 Araip.B04 24484 p2 (GA)8 16 115118694 115118709 TCGGAGATGATTTCAATTTATGA GCCACCGACACCATCTTATT 153

Ai04B24488 Araip.B04 24488 p2 (GA)7 14 115123671 115123684 CAAGCGTGAAACGAAACAGA GACTCTGACGCTGAACCTCC 266

Ai04B24495 Araip.B04 24495 p3 (TCT)5 15 115146546 115146560 AAATTATTGACGCCGTGTCC CACTGCTGCTGTGGAGCTTA 241

Ai04B24497 Araip.B04 24497 p2 (GA)9 18 115151020 115151037 CGTGGAGAGGGAGAGAGAGA GATTTGCGTGAAGTGCAAGA 200

Ai04B24503 Araip.B04 24503 p3 (AAT)5 15 115162885 115162899 ATGCAAATCATGCAAACCAA CACGGAATGCTCAAACAACA 270

Ai04B24504 Araip.B04 24504 c (A)13caagtcatggtcttcactgtatacatcgtactttacca(T)1061 115164810 115164870 TTTTGATTCATAAAAGGTAGCAAAC GAAATGTTGTGGATCAAGTTGG 167

Ai04B24505 Araip.B04 24505 c (AAT)5acaaaatgttagaaatgaaagaatatctaaactcta(AAG)566 115167959 115168024 GCTAGCAGCAGGAGTTGAAGA TGAGGTCTGAACTCTTTCAAGTTT 260

Ai04B24507 Araip.B04 24507 p2 (AG)10 20 115168541 115168560 AGCACCCAAAAGAGAGCAAA TTCTTAAAATGGTGGGGCTG 114

Ai04B24508 Araip.B04 24508 p3 (TTA)7 21 115169268 115169288 AACTCGAAAACGCAGCTACA TCTTGTTTCCATTTTCGATGG 252

Ai04B24509 Araip.B04 24509 p3 (ATA)7 21 115175528 115175548 GAGATTCACGCTGTCGATTTT TTTTAGCGCAGGTAACACCC 244

Ai04B24512 Araip.B04 24512 c (A)10gttttcctgcccatcttagcttattgacacatagatatatagtgggtacgaaaaataactagcccc(T)1086 115181931 115182016 TGAATCCACACTATAAATGAGCAGA CACCTCGTGGATCATCAACTT 249

Ai04B24516 Araip.B04 24516 p2 (AC)10 20 115211360 115211379 GCAAACACTAAAAAGCATGGC GGGGGAAAAGGAAAGAAAGA 235

Ai04B24518 Araip.B04 24518 p2 (AG)15 30 115212142 115212171 CGCATACAGGTACAGCCAAA GGTAGGGTACTTGGCAACGA 240

Ai04B24524 Araip.B04 24524 p2 (AT)8 16 115243648 115243663 TGGAGAGGCAGGATTTTGTT GCACAACGCTCAAGAAATGA 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24532 Araip.B04 24532 p2 (AC)7 14 115263502 115263515 ACAGACCGAACCGATTGAAC GATTTCACGTTTTCCCCCTT 127

Ai04B24535 Araip.B04 24535 p2 (CT)6 12 115292851 115292862 CCAGAAATGCACAGTGAGGA GGGTGGGAAAGAGATGTTGA 271

Ai04B24536 Araip.B04 24536 p3 (TCT)6 18 115292997 115293014 TCAACATCTCTTTCCCACCC TGATGGGCTTGTGAGATGAA 276

Ai04B24537 Araip.B04 24537 c (A)11gaaaaaaaaatagc(A)1136 115293954 115293989 TGAAGCAAGAAAAAGCAGCA TTGTTCCTTTAGGCCCTCCT 222

Ai04B24541 Araip.B04 24541 p3 (AAT)5 15 115310559 115310573 GGAGAAATTCACAAACCATGC CTTGTCGTCCTTGTCTTCATTG 235

Ai04B24545 Araip.B04 24545 p5 (TTTAT)6 30 115314392 115314421 TTGGGTTGACTTGGTCAAAA GGTTCATGATGGAGAAAGGG 253

Ai04B24546 Araip.B04 24546 c (CTT)5gctgtacgttcttcttcctcttcc(TCT)554 115328731 115328784 TCTTCAACCGTTATTGCACG CCTCCTCATCTTCTGCTGCT 237

Ai04B24548 Araip.B04 24548 p2 (AT)6 12 115329682 115329693 TAGCGAGCAAGCTGCAATTA TCAAGCTTTGAAGCAAAGAGC 257

Ai04B24551 Araip.B04 24551 p2 (AC)6 12 115347044 115347055 ACCAAAATACGAGCATCATGT GACGACGAAGTTCGGAAGAG 270

Ai04B24552 Araip.B04 24552 p2 (AC)7 14 115360479 115360492 AAACGTGAAAAATCGCGAAC TCTCCTCTCCTTCTTGCAGC 278

Ai04B24553 Araip.B04 24553 p2 (AT)6 12 115365778 115365789 ATCAACACGGTGGGATGATT ATTTTTGCCCTCGAAAATCC 131

Ai04B24554 Araip.B04 24554 p2 (AC)6 12 115366238 115366249 GTCAGCTCGGTGCTACACAA TCTCCTCTCCTTCTTGCAGC 248

Ai04B24555 Araip.B04 24555 p2 (AT)13 26 115369828 115369853 TAACAAAATTTTCGCCCTCG TGGTGATTGAGATGCTTTGG 121

Ai04B24556 Araip.B04 24556 p2 (TG)6 12 115397943 115397954 AACTTTTCCCCAATATGAACGA GGAAGCGTCGCTAATACATGA 176

Ai04B24557 Araip.B04 24557 p2 (AT)8 16 115398116 115398131 GCACAAGTACAACAGCACCA CAATATCGTGCTAGCGGGTG 280

Ai04B24558 Araip.B04 24558 p2 (GT)6 12 115402645 115402656 CTCTGATCCCTCCTTCCTCC CTAGTGACCCGTTTCCCAAA 174

Ai04B24559 Araip.B04 24559 p3 (TAA)7 21 115406442 115406462 TTTTTGTTTTCTTAGTGAAACCG ATGAATTTTCGAGGGCAAAA 269

Ai04B24563 Araip.B04 24563 c (A)11tatccaatccggcccctgataatttttttttgggactgattagcccttgtgccaaaaaaaataacattaa(T)1091 115420919 115421009 GCATGGATTCTCAATAGCCG CTTTGAAAGGACAACGAGGC 272

Ai04B24564 Araip.B04 24564 p4 (TATG)15 60 115429687 115429746 TTGGGAATGCCTGATGAGTA ACTAAGGCTGGCCTGAGAAT 280

Ai04B24568 Araip.B04 24568 p2 (GT)6 12 115445140 115445151 AGCACGCTTGTTATCATTGAA GCGTGGGTGACACTCTTTTC 274

Ai04B24576 Araip.B04 24576 p2 (TA)6 12 115496698 115496709 ATGTATGCGGCACCTTTACC GCTGGCCGGAGAATACATAC 274

Ai04B24577 Araip.B04 24577 p2 (CT)10 20 115502146 115502165 CCTCCTCGCAACTCTCTCAG GGCTCACACACACGTACACC 272

Ai04B24578 Araip.B04 24578 p2 (AT)6 12 115503058 115503069 TCTGCCGCAAGATATGACTG GCATCCCCAAACTCAAAAAT 241

Ai04B24580 Araip.B04 24580 p3 (TAT)5 15 115509740 115509754 TGCTTCTATTGATGCTCTGCC CCAATATGGAAGCGGTCCTA 208

Ai04B24583 Araip.B04 24583 p3 (GAA)7 21 115519726 115519746 CCACCACCTTCTTTTTCCAA TTTTGATCATGGGGTTTGGT 201

Ai04B24586 Araip.B04 24586 p2 (AT)20 40 115528909 115528948 AAAAACAATGCCAAAAAGCG TCCAGACTCGACCTGGAAAG 173

Ai04B24587 Araip.B04 24587 p2 (TA)9 18 115533264 115533281 CAACGCTACTGCATCACCTG TTTGGTGGAAGGCTAATGCT 280

Ai04B24588 Araip.B04 24588 p2 (AT)14 28 115538311 115538338 GGATCCTAACCTCCCACCAT GGTATGAGAAGGTAGGGTGCAT 225

Ai04B24589 Araip.B04 24589 p2 (CT)6 12 115550871 115550882 ATTCTGGGCGTTAATAGGGC CCGGAAAAAGAAACACTGGA 249

Ai04B24593 Araip.B04 24593 p2 (GA)9 18 115578564 115578581 GGGTTTTGTAGAGCTCGTCG GCCCAACCAAACAAAACCTA 223

Ai04B24594 Araip.B04 24594 p2 (AG)6 12 115586552 115586563 GTGTTCTTCCCCTCCCATTT GATTTTAAAGGAATCGGCCC 173

Ai04B24596 Araip.B04 24596 p2 (AG)6 12 115593121 115593132 GAGGGATTTTTGGGGAAGAG GAAAGGGGAGAAAAGTTGGC 255

Ai04B24597 Araip.B04 24597 p2 (AG)8 16 115596049 115596064 TGAGGTGTCAGAGGAAAGGAA CGAAAATTCTCTCCCCCTTC 151

Ai04B24598 Araip.B04 24598 p2 (TG)6 12 115606340 115606351 GCCAACCCTTGCATCTATCT AATGTTTTCCACAAATTCCCC 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24599 Araip.B04 24599 p3 (AAT)12 36 115615169 115615204 CACAACATCCTCATAGCTGGG TGCATGGATTATTATCTTTCTTTCA 195

Ai04B24607 Araip.B04 24607 p2 (TC)7 14 115628740 115628753 AAGAGCATGAGTGCATCAACA GGAGTCAAAAGGGAGGGAAG 253

Ai04B24613 Araip.B04 24613 c (T)13agttggatccctataaaattaaaccaattactactaagagggacttaattg(A)1074 115642954 115643027 TTGATTTGATGTGATTGATTTATAGTG CATTGCGTACGAGTGCAAGT 216

Ai04B24616 Araip.B04 24616 c (T)12aattttctgtataatcatagctactctatataagtgtagccttaggtctcttattattttttttattttttttaattttc(TA)8108 115644912 115645019 TTGTAAAGCGTAGCCACATTG CTTTCATGGCCCAAGACATT 280

Ai04B24619 Araip.B04 24619 p3 (GTG)5 15 115651526 115651540 GGAGTGGTGTTTGTGTTTGTG TTTTTCGTTCCCAAGGTCTG 244

Ai04B24622 Araip.B04 24622 c (TTA)5c(TAT)8 40 115657952 115657991 ATGGACCGGAACAGTTGAAG AAACCATTCCTCCCCAATTC 210

Ai04B24623 Araip.B04 24623 p3 (TTA)13 39 115660050 115660088 AATGGAGGGTGAGAATCGGT GCACTCATGTCTCATGATAACAATAAA 242

Ai04B24628 Araip.B04 24628 p2 (AG)11 22 115713031 115713052 AACATCAGCACTTCCCCAAC AAGTTTTTGAACTCCGGCAA 123

Ai04B24630 Araip.B04 24630 p3 (AAG)6 18 115722196 115722213 AGCAACACAAACCCTTCTGG GGGTGGCTGTTGTTTCAGAT 175

Ai04B24637 Araip.B04 24637 p2 (AT)11 22 115731308 115731329 GGCCTTCTGGGGTTACTAGG AAATCTCTCCGAGGCTGACA 249

Ai04B24640 Araip.B04 24640 p3 (ATA)8 24 115743752 115743775 TTCTCGCCATATGCTCACAG ACATGCATAAGGAGCAGTGG 190

Ai04B24642 Araip.B04 24642 p2 (AG)6 12 115748993 115749004 GAGAGAGGGAGGGTACTCCG CTCTCTTTGCTTCGTGCGAT 279

Ai04B24646 Araip.B04 24646 p2 (AT)10 20 115755480 115755499 AATTGGTCAACAGAAAAATTTACAA TTTCCGTTGAATGCATTATATTT 273

Ai04B24647 Araip.B04 24647 p2 (AT)8 16 115756291 115756306 ACGACACGATGAGCACTGAG TCTTGCCCTATCTCCGCTAA 280

Ai04B24649 Araip.B04 24649 p2 (AT)8 16 115762341 115762356 TGAACAGTCGTGTTCTTTCCA ATTGCTGGCCCCTAGACTTT 278

Ai04B24650 Araip.B04 24650 p3 (TAA)5 15 115763459 115763473 TTTTTAGATTTGGAGTCCTGCC GAAAAGTCTTCCACGCTCAAA 268

Ai04B24653 Araip.B04 24653 c (T)13gtaaaattcaaaattgtaacaccctaccacacagagccttacatctaggatgtaaaacagaggtggcgaggcgctacgacctctaaaataaaaat(TA)7122 115770623 115770744 TTTAAAATGGTGCCGAAACA GAGGTGATCTTGGAGATTCAGG 190

Ai04B24654 Araip.B04 24654 p4 (TTCA)6 24 115771635 115771658 AACACCACTGCGTCTTACCC TGGGAAATAACCACTCGCTC 124

Ai04B24657 Araip.B04 24657 p2 (TA)14 28 115791604 115791631 TTCTGAAGTGACAAAGGGGG ATTATGACGATTCTCGGGCA 248

Ai04B24661 Araip.B04 24661 p3 (TTA)13 39 115804101 115804139 GGTCAAAATGGATTTCAACTCTT GCTTTATTTGGGTGATGACTTT 278

Ai04B24664 Araip.B04 24664 p2 (AG)6 12 115810209 115810220 TTTCTGGGCTGTTTTTGACC GGAACATTGAACATGGAATGAA 222

Ai04B24666 Araip.B04 24666 p2 (AT)6 12 115819585 115819596 TTGAAATTTGCATTAAAGTGGA TTTCAATTTCATGTTGGATTATGC 257

Ai04B24670 Araip.B04 24670 c (A)10caatgaacgataataatattattaattaggctggac(TCT)561 115827639 115827699 CAAGTCATTGTTAACTGTGCATGA AAACCTAATTTGCTCACGGC 249

Ai04B24679 Araip.B04 24679 c (T)10ggaaataaag(T)1232 115852458 115852489 TGGCACAGACTTGTTCCAGA TCGTGATTTCAGCGATGGTA 252

Ai04B24681 Araip.B04 24681 p3 (TGA)5 15 115861054 115861068 ATGGCTAAGCTCAAAGGCAA GGATGCTAGGCACACCTGAT 273

Ai04B24684 Araip.B04 24684 p3 (TCC)5 15 115880975 115880989 GGACCAGAGCCAATCTGAAA GGACGGACTTGCCTATTTGA 202

Ai04B24690 Araip.B04 24690 p6 (CCCTCT)5 30 115897951 115897980 ATTTCTGCCATTCGTCCATC GAAAGGGGACAGGGACTCAG 241

Ai04B24691 Araip.B04 24691 c (A)11gcaatatatatta(AG)636 115898307 115898342 CCGGTCAATTAAGCAGAACG ACACCTTGACTGGGGATGAG 279

Ai04B24696 Araip.B04 24696 p3 (ATT)5 15 115902067 115902081 TGTTGTTGTTATACATGACACAGATG TCAAATTGGTCAGGGGTCTT 211

Ai04B24700 Araip.B04 24700 p3 (TAA)5 15 115904619 115904633 CAACTGGAGCACTCTGGTGA AGCCTTTGCGTTCTTCGATA 133

Ai04B24706 Araip.B04 24706 c (AT)6gtgtttgttaagtattcatgtgaataatttttactgtgcatgtacttttgctcatt(TTA)892 115917421 115917512 TTGGCTATTTGATCAATGATGG ACACTATCCGCAAGGCAAAT 184

Ai04B24707 Araip.B04 24707 p2 (AG)9 18 115921107 115921124 GGAGGTTGACGGAGATGAGA ATCGTCGGATTTATTCGCTG 161

Ai04B24709 Araip.B04 24709 p2 (AT)6 12 115927313 115927324 ACCCTTACTCTTAGGGAAACTGA AAAAGGAGTACATCAGATGACGG 223

Ai04B24711 Araip.B04 24711 p2 (GA)6 12 115929927 115929938 TTCTTCACGAGAGTGCTCCA CGAAAACATTACCCACACCC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24712 Araip.B04 24712 c (ATA)6gattattattctcataaataattttagacaaattttta(ATT)571 115931643 115931713 CGTTTAAATAAGTATTTGATTGGTTCG AACGTAGCATCCCCAAAGTG 243

Ai04B24714 Araip.B04 24714 p5 (ATCCT)5 25 115942148 115942172 AGTCCTAACCCTACCCGCAC GTCTCCCCCAATGCTGTAAA 107

Ai04B24723 Araip.B04 24723 c (A)11gaaatgtaaaaaattaatatttatcttgttgctatgacagccagggacggatgtatg(T)1179 115964161 115964239 TCATCTTCTCTTTCATTCTGCAA TGCCCCCACACTCATATACA 272

Ai04B24724 Araip.B04 24724 c (TA)6a(T)10 23 115964645 115964667 AGAAATCAACTCGAAAGCACA GGAACAACGAAGCCAAGGTA 164

Ai04B24726 Araip.B04 24726 p3 (ATA)6 18 115965792 115965809 CAAGGGAGTCACTCACATATAAACA ACGGAAGCCGACGTATAGC 272

Ai04B24727 Araip.B04 24727 c (A)10gaagaggtaaattttatggtgcacaaaacagatttcttttc(T)1465 115976200 115976264 AAGGTGATGATGAGACAGTGG GTCTTTGGCATGGGTGAAAA 155

Ai04B24730 Araip.B04 24730 p2 (CA)6 12 115983165 115983176 ACTCTAATGCTACCGTGCCG AACCATCCATTGAGGAGGTG 236

Ai04B24732 Araip.B04 24732 p2 (TA)7 14 115986617 115986630 TCTCTTGGGTGCCTACCAAC ACGCACAACAAAATCTACGG 235

Ai04B24733 Araip.B04 24733 p3 (TCC)5 15 115987334 115987348 TGTGAATGTTGTGTGTGCGT AAAAACACATCGGACCCAAA 129

Ai04B24735 Araip.B04 24735 p2 (AG)9 18 115992663 115992680 ATAAACGGAACCAAAAGGGG ATTCCCTCCATTTCAAAGCC 221

Ai04B24739 Araip.B04 24739 p6 (ATCTTT)7 42 116008097 116008138 TCGGGTCTGTCTTTGCTTTT CAGCATATGAGCTCCCCATT 205

Ai04B24740 Araip.B04 24740 p2 (AT)6 12 116009104 116009115 TGTTTGCTCTTCATCAACTGCT TGGAAGTGTCTTCAGGGATG 253

Ai04B24748 Araip.B04 24748 p2 (AT)10 20 116018192 116018211 TGCTGATGCACTAAGATTTGC CCTAGGTTTGGACCACAAGG 231

Ai04B24749 Araip.B04 24749 p3 (CAT)5 15 116019225 116019239 CCTCCGACACCTTTTACTGG AGGTATGAGGTCGTGTTCCG 113

Ai04B24750 Araip.B04 24750 p2 (TA)6 12 116020360 116020371 ATGATGGAGCAACATGGTCA TTGAATCACATGCAATAAAATAAATG 137

Ai04B24754 Araip.B04 24754 p4 (TATT)5 20 116045028 116045047 GGGTTTGATATTGGTGTTGTCC GATGCGTTTGGGTTAAAGGA 206

Ai04B24756 Araip.B04 24756 p2 (AG)6 12 116046007 116046018 AAGCAACGTTCCTCTCCTCTC CTTGAATGCCATTTTCGGAT 258

Ai04B24757 Araip.B04 24757 c (A)10tgataattattaaattctaaataatatcagt(TAA)25116 116048539 116048654 GAGTTTTCTAGGCAACAAATTCC TGGATCATCTTCAATGGACAAG 278

Ai04B24759 Araip.B04 24759 p3 (CTT)5 15 116050678 116050692 ATCACAACTATTCGCGTCCC GAGGAAGGTGGTGGAGAGTG 253

Ai04B24760 Araip.B04 24760 p2 (CA)6 12 116055091 116055102 AACGTGCCCTTTACTAGCCA ACGACCGCAATCTCTGTCTC 275

Ai04B24761 Araip.B04 24761 p2 (AT)6 12 116058734 116058745 GTCGATTTGACCGTCGATTT TCAAATTATACATTCACCCCTTTT 244

Ai04B24763 Araip.B04 24763 p2 (TA)8 16 116059539 116059554 TTCAATTAAAATGTGCCACGTC TGGGTGAAGAGAAGGTGTGA 244

Ai04B24764 Araip.B04 24764 p2 (TC)8 16 116060428 116060443 TGTTTCTTAATCATCACTTCACTTG CTTTGGTGGCTGATTTTAGTG 280

Ai04B24768 Araip.B04 24768 p3 (AAT)9 27 116070813 116070839 TGTGCGAACTTGCACTATCC TGATGAAAATTCCACCACTCA 245

Ai04B24770 Araip.B04 24770 p3 (CTT)5 15 116079244 116079258 GGTGACTTCCCTATCCCCAT CCAGACTTGGTCTGCACTGA 251

Ai04B24772 Araip.B04 24772 c (AAG)5aggaagaggaagaagaacgtgtagt(AAG)555 116089666 116089720 TTTCTCCTCCTCATCTTCTGC ATTGCACGTTTTCACTGCAC 230

Ai04B24773 Araip.B04 24773 p2 (AT)6 12 116089953 116089964 GTGCAGTGAAAACGTGCAAT TCGCTTGTACGCAGAGTTTTT 277

Ai04B24774 Araip.B04 24774 c (CTT)5gctgcacgttcttcttcctcttcctcttcttcttcctcttcctcttcc(TCT)5t(TTC)7attgcaccttcttttctttttcttcttcttctgcacgttcttcttcttgctgcacgttcttcttcttgctgcac(CTT)12210 116090197 116090406 CCACATACTGTTACGGCACG CAATAGAAATCGAGAATAACGAAAA 267

Ai04B24775 Araip.B04 24775 c (A)15gagaaaacagagagaaaagacgtaaat(GAA)557 116091050 116091106 CCTCCTCATCTTCTGCTGCT TTTTCTTTCGTTTCTGCACG 150

Ai04B24776 Araip.B04 24776 p3 (AGA)7 21 116091289 116091309 CGTGCAGAAACGAAAGAAAA CGCGCATTAACTCATTTTGA 246

Ai04B24781 Araip.B04 24781 p3 (TCT)7 21 116098473 116098493 GAACACTGGTGTCGACCAAA TCCAGTGAGCTTGTGCATTC 211

Ai04B24782 Araip.B04 24782 p3 (TGT)6 18 116098900 116098917 ATCGCTGTTCCTTGCTATCG ATGGAGCACCAACAACAACA 213

Ai04B24786 Araip.B04 24786 p2 (GA)6 12 116104263 116104274 ATCATCATGGATTGCTGCTG CTCAGTGGTGGTTTTTGGTG 280

Ai04B24793 Araip.B04 24793 p3 (CTT)5 15 116141583 116141597 GAATTCATGGGTGGTTTTGG GCTGTTCCACCCAATAGGAA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24796 Araip.B04 24796 c (AT)7taaaaaatta(T)1034 116147935 116147968 TGGTGACCTCACTAATTCGCT GGAGAACTCATTCTGTTCCTCAA 267

Ai04B24797 Araip.B04 24797 c (T)10cttattaaaatcatctttaacgtttaaaaacgctttaaaatcatc(T)1065 116148297 116148361 TGTGGGTCAAAATCAAAATCG GGAGGTTGAGGAACAATGGA 167

Ai04B24799 Araip.B04 24799 p3 (TAT)5 15 116149818 116149832 GGGTAAATGATGGATGAAGGG TGAAGCCCAAAAGGAAAGAA 268

Ai04B24802 Araip.B04 24802 p2 (AT)6 12 116159660 116159671 GCCTCAACCTCCCTTCCTAC TGAAATCTGCGTCGTCACTC 236

Ai04B24804 Araip.B04 24804 p3 (CTT)5 15 116162040 116162054 ACGGGATCATTGATTTCTCG CCAACTGCATCGTCATCATC 108

Ai04B24812 Araip.B04 24812 c (A)10gatataaatgacgtc(ATT)540 116204186 116204225 GTGCATACAAACCTTGGGGT GGCTGCGAACTAACTTCCAT 214

Ai04B24815 Araip.B04 24815 p3 (TAT)6 18 116209968 116209985 GCTCAGCTTTACTAATACTTCACCAA TGAAGCCACCTTTTGTTTCC 202

Ai04B24816 Araip.B04 24816 c (AT)7acaataaagaagccaaggcggcttactaattaatcgtgtgtatata(AT)6gattagcgtatgcgagag(A)10100 116210117 116210216 GGAAACAAAAGGTGGCTTCA TTACGCTCTTCTCTCTCGCC 206

Ai04B24817 Araip.B04 24817 p2 (AT)6 12 116210990 116211001 GACCCTCTGTCGCAAGATGT ATTGGACAATCCCTCTGTGC 235

Ai04B24820 Araip.B04 24820 p3 (ATT)5 15 116222814 116222828 CCTGTGGGCAAAGATTTTAAC TGAGGAGTAACCACAGCATCC 275

Ai04B24825 Araip.B04 24825 p2 (GA)7 14 116231986 116231999 ACTCATCAGCTCCAAACCGT ACGTCACCGTTGATTTCTCC 269

Ai04B24826 Araip.B04 24826 c (AT)9caaagaaaccttcgtacaagttacattccaaattcatacatattttattacaactcctatccctctttacaatat(ATA)5108 116238401 116238508 TCTTCGTGTGGAAAATTGAAAA TTACGGGAGCCAACTTCACT 275

Ai04B24828 Araip.B04 24828 p2 (AT)7 14 116240770 116240783 ACAGAGGGCTGTAAGGGGAT TTATGCTTTGGACCGGAGAC 276

Ai04B24834 Araip.B04 24834 c (A)10tacaagaaaaatagaaacaaactaaaaataaatgttttaagatctttaaattagg(A)1176 116252726 116252801 CCTCATTAGGAAATGACTCTTAAAAA GCTGCTGGCAAGACTTCTCT 271

Ai04B24837 Araip.B04 24837 p3 (TTG)5 15 116255148 116255162 TGCTTTTGCTTTGTGTCGTT TGATCTTCCGGAACCAAGAC 140

Ai04B24838 Araip.B04 24838 p3 (CTC)6 18 116257918 116257935 TGGCAAAGGCTGTAACACAA TGGTGCATCAGAAAGGAAGA 265

Ai04B24841 Araip.B04 24841 c (A)11tttctcttttgttttcg(A)1038 116293626 116293663 GGGGATTGTTTGAGTTTGGA GGAAGCCTCAGTCCAAAAGA 258

Ai04B24842 Araip.B04 24842 p2 (CT)6 12 116294862 116294873 TCTTTTCAAAATTTGTTTCAACC ATGAGATGGGGGAGGGATAA 271

Ai04B24843 Araip.B04 24843 p3 (TAT)5 15 116295202 116295216 TTCGAAAATTATCCCTCCCC CAAAGAAGAAGGCACAGAAAA 208

Ai04B24849 Araip.B04 24849 p3 (CAC)5 15 116324447 116324461 CAAGACCACCTGTGTCAGGA CAAAGTTCCCTGGCTGCTAC 155

Ai04B24851 Araip.B04 24851 p2 (CT)8 16 116331775 116331790 ACCATTTCTCCATTTCTGCG TCTGGATTTGGGTCGACTTC 238

Ai04B24854 Araip.B04 24854 p3 (CAC)5 15 116341574 116341588 TCACCCATCCATGACAAGAA TTCCGTGGCTGCTACTACCT 225

Ai04B24862 Araip.B04 24862 p3 (TAA)15 45 116367682 116367726 TGAATGCACTACTTTTTCTTCTAAGTT CCTCAACGTTAGGGACTAAAACA 279

Ai04B24863 Araip.B04 24863 p3 (ATA)7 21 116368691 116368711 TTTTTCCGCCAAAATGAATG TCATCAATTTAGATTAGAGTTTTCCAA 254

Ai04B24864 Araip.B04 24864 p2 (GA)7 14 116369148 116369161 TTGTTAGGCCTTCAACGGAT GGTTTGCTGGATATTGTCCG 278

Ai04B24866 Araip.B04 24866 p2 (CT)6 12 116375903 116375914 CGCGCCCTTAATGGTTAATA TTCTTGGTGGGAGATGAAGG 267

Ai04B24868 Araip.B04 24868 p3 (GAA)10 30 116381301 116381330 GGAATAGCGACGATTGTGGT CGACAACAAAGCAGCACCTA 162

Ai04B24869 Araip.B04 24869 p3 (GAA)10 30 116382429 116382458 TGGGGTTTCTCTGGTGGTAG TTTTTGCCCCACTCCTAAAA 167

Ai04B24872 Araip.B04 24872 p2 (GA)7 14 116397087 116397100 GGAGTAGGGCCACAGAATCA GCCCACGTTCTCTCAATAGC 176

Ai04B24874 Araip.B04 24874 c (GAA)5cgacaaagaagatgaaaatgcgaacagacgagaacgacgaaggttattaggtta(AAG)687 116405805 116405891 CACAATCGCATTCCATTCAA TCTCGCGTTTTCGTTCTTCT 279

Ai04B24875 Araip.B04 24875 p2 (AT)8 16 116406718 116406733 CAGACATTGCAAGAGGCAGA CAACGCAACAACCAACACTC 218

Ai04B24877 Araip.B04 24877 p3 (TCC)5 15 116408756 116408770 TTGCACGTTCTTCTTCTTCG TGAATTGAGCCACACCTCAG 263

Ai04B24881 Araip.B04 24881 p3 (TTA)16 48 116428835 116428882 TCATCTCCTCAAACCCACAA CGAGTGAGATAATCATTCAACCA 256

Ai04B24883 Araip.B04 24883 p2 (CT)7 14 116436082 116436095 ATCTGACGACGGACCTGAAG AAGGGAAGGAGGAGAGGGAT 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B24884 Araip.B04 24884 c (TG)9tactgaataactatcagatttaaatataagggtaaagtatggtgtaaggcaaaagatacaagataggagtccacaaagcaaagctatagttga(TG)7125 116437044 116437168 AGCCTTACATTCCACCCACC TTCAGTATTTGAACACACACACAAA 279

Ai04B24885 Araip.B04 24885 p4 (ATAC)9 36 116439624 116439659 ATCAAAATGTCACGCTTCCG TTCCCTCGCCTTTAACTTTG 272

Ai04B24889 Araip.B04 24889 c (TA)6aaaaaacaataaaatgata(T)1041 116450130 116450170 TTGGGTTTTAGATTTGGACTCAA TCCAAATGCAACCTAAATCAAG 262

Ai04B24892 Araip.B04 24892 p2 (AG)11 22 116454390 116454411 CGATTTCCAGAAACCCAAAA CGCCGACTCCTGGTCTATAA 219

Ai04B24893 Araip.B04 24893 p2 (TC)6 12 116454722 116454733 GGTGCTGCTTACTGCCTCAG TTTTATCATCAATGGCAACACA 235

Ai04B24894 Araip.B04 24894 p3 (TCA)5 15 116457700 116457714 GGATGCTAGGCACACCTGAT ATGGCTAAGCTCAGAGGCAA 273

Ai04B24895 Araip.B04 24895 c (T)10gaaaaatgatttggaag(A)1037 116464401 116464437 CGCAATAAGAGAGAGTTCGTCG CGAAAGATAGAAAAGAATAGTAAACGC 276

Ai04B24901 Araip.B04 24901 c (A)15tcataaaccccatcaaaatttgatgcaaccttgaagaaaggagagaagaaataaacttg(T)1185 116480533 116480617 GGGTGAGGACACTCCTTGAA ACACACCCCTCAGCAAATTC 215

Ai04B24902 Araip.B04 24902 p3 (TTA)5 15 116480900 116480914 TCTTCCCTGCTCCTTCTCAA GCAAACAAATATGGATGGGC 159

Ai04B24903 Araip.B04 24903 p2 (AG)15 30 116481734 116481763 AAAGCCCCAATGTCTAGCAA GGGGTAGGGTTACCATGCTT 243

Ai04B24904 Araip.B04 24904 c (AT)6ctttaaagaaaaggcttagactttagaaaatgaaactgcttatagatttttgcacagataagaaag(GA)11100 116481919 116482018 AAGCATGGTAACCCTACCCC CCCACATGTGTATGCGTTTT 277

Ai04B24906 Araip.B04 24906 p2 (TA)10 20 116484277 116484296 TCAGGACAAATCCAACACAGTT CGGCTTTTCCTTCACAATTC 219

Ai04B24910 Araip.B04 24910 p2 (AT)6 12 116496857 116496868 GCATTTGTGTCTTCATTTTGGA ATTTTTGCTCAGCTCCCTCA 253

Ai04B24911 Araip.B04 24911 p3 (AGT)5 15 116514845 116514859 GTTTTCCCCGTTCCGTAGAT AACCACCCTAGAATGGGACC 260

Ai04B24913 Araip.B04 24913 p3 (TTG)6 18 116522784 116522801 ATTCATGTAGCCGATCCCAC AAGGTAAATCAATTTTTACTGCATCA 229

Ai04B24914 Araip.B04 24914 c (A)10gtgagaggatattgaatgatgagaaattatacttaaaaaaatatgagaaa(T)1070 116528429 116528498 TCTTTTCCATAATCGGGTGC TCGTGTGTGAAGTGTGAACAA 267

Ai04B24917 Araip.B04 24917 p3 (AAT)18 54 116533166 116533219 TTCACAATGGTTGTTCCGAT CGTGAGAAATGTCAGAAGGC 206

Ai04B24921 Araip.B04 24921 p3 (AAG)6 18 116549464 116549481 CGAAATGACCAACACCACTG TTTCTCCTCCTCTTCCTCCA 258

Ai04B24922 Araip.B04 24922 p3 (GAA)5 15 116551404 116551418 ATTCCCAAGCTGTCTCAACG TCTTTTCGCGTTTTCGTTCT 222

Ai04B24923 Araip.B04 24923 p2 (AT)8 16 116551869 116551884 GGCCAAATCGCATTTTTAGA AACACCGAAAATTATCCAACA 270

Ai04B24926 Araip.B04 24926 p3 (ATT)6 18 116560604 116560621 GGGTAGGCATTCCTCAACAA TGTCCTTTTGTGGATAAAGCTG 275

Ai04B24930 Araip.B04 24930 c (T)10caattaggtccctcttggctgtaattggcttaattttatagggacccaact(A)1071 116569988 116570058 TTGGTCCTTATAGTTTTGCGA TTTTCTTTTATTTGGTTCTCTGCAC 176

Ai04B24931 Araip.B04 24931 p2 (AG)7 14 116577395 116577408 CATCACAGGAACACCAACCTT CTGGGAGGTTATCCACGAAA 208

Ai04B24933 Araip.B04 24933 p3 (CAG)5 15 116588071 116588085 TAGCCGATGTTCCATGACAA ATGAAACGAAATAGGCGCTG 271

Ai04B24934 Araip.B04 24934 p2 (TA)16 32 116588624 116588655 CATGAGCCTCAGCAGTAGCA CACAATCAAAAGCCAAAATGC 279

Ai04B24939 Araip.B04 24939 p2 (TC)7 14 116610032 116610045 CCGGTTAACCAAAACCAAAA CATGATGAAACCGGTTAGTGAA 277

Ai04B24942 Araip.B04 24942 p2 (TA)6 12 116621602 116621613 CAAATTAAAGGCTACCTCAATCA CCGGTGGATTGATCAGAAAG 246

Ai04B24949 Araip.B04 24949 p2 (GA)7 14 116676680 116676693 AAAATTAAGCAACGGCATGTG AAGAGAGAGAAAGGAGGGGTG 279

Ai04B24956 Araip.B04 24956 c (T)11attatcgttgttattatgatttttttttatttgttttatgaaaatgattgagtagctattatggctcttctcctctcaaata(GT)6105 116686882 116686986 TTTGCTTTTCAATAAAGACACAGG TGGCGATGGTACGAAGAAAC 189

Ai04B24957 Araip.B04 24957 p3 (TTC)6 18 116691231 116691248 GCGGGAATGTACGACAACTT TGTTATGGCAGGGGATTGTT 232

Ai04B24958 Araip.B04 24958 c (AAT)17aaggtg(AAT)5ataaaaaaagcactagtataagtaaaaagaagaaaaaaaagtgcatatg(A)10131 116693175 116693305 TTGTGCACGTAAAATGGAGC TTTAATCAAATCCAACCAAATTGT 252

Ai04B24960 Araip.B04 24960 p2 (TA)6 12 116695628 116695639 TCCATCAAACAAAACTCCCTTT CCCTGTTTGGAATTCTTCCC 217

Ai04B24961 Araip.B04 24961 c (A)10gtaacaaagaagaaaaagatagtcaatagagagagaa(AG)1475 116699294 116699368 TTGCTCAACCACCACAGAAG TTCGGCCAGAGAGAGAGAAG 232

Ai04B24964 Araip.B04 24964 p2 (CT)12 24 116704505 116704528 GCAACTAAGATCACTGTGGCT TGGTTGTTGGTGTGGAGCTA 150
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Ai04B24969 Araip.B04 24969 p2 (TA)8 16 116712634 116712649 CAACTTAAATTGGCCCTCCA CGTGACCCCGTGTAAAAACA 275

Ai04B24971 Araip.B04 24971 p3 (TTG)6 18 116714367 116714384 AAACCCCTTGATCACCAACA TACCACCACACAAGGACCAA 219

Ai04B24980 Araip.B04 24980 p5 (TTGTG)5 25 116729235 116729259 GCTCAACTTCCCCTGTGAAC CGGCAGGCATGTTATTATTCA 280

Ai04B24982 Araip.B04 24982 p3 (AAT)5 15 116732836 116732850 CACCCCTCCCTCCTACCTAT TTCGATCGGGCATAATTTCT 231

Ai04B24985 Araip.B04 24985 p3 (AGA)5 15 116736570 116736584 TCATGGAAGCTTTCGGATCT GGCCAAAGAATCAGTCCATT 212

Ai04B24987 Araip.B04 24987 p3 (ATG)5 15 116742505 116742519 AGGGGCAAGAAAATTGGAGT CAAATAGCACGTGAGAGTTGAGA 243

Ai04B24988 Araip.B04 24988 p2 (TA)6 12 116743177 116743188 TGAATTCACACGTCTCAAGAAA AGGACGAGGGGAAAATTCAA 130

Ai04B24989 Araip.B04 24989 p3 (ACA)5 15 116749593 116749607 TTGCAGAGAGAATGAACCTCA TGAATTTGGTGCTGTTTTGC 257

Ai04B24991 Araip.B04 24991 p3 (TTG)5 15 116770647 116770661 TGACATTACGCGTCCTGAAG CAACTCGGGGATCATACACA 228

Ai04B24994 Araip.B04 24994 p3 (CTC)6 18 116787310 116787327 TCGTTTGTTATACACGCGCT GAACGCAACCAGAGGAGAAC 244

Ai04B24996 Araip.B04 24996 p3 (AGA)6 18 116789089 116789106 AAGAAGAAGACGCTCCATGC AAACTTGAAATACACGCGCC 119

Ai04B24998 Araip.B04 24998 p3 (ACC)7 21 116810179 116810199 CCATTACCAAAGCCATCACC GTGAGGCAGCAAAATGGAGT 245

Ai04B24999 Araip.B04 24999 p2 (TC)27 54 116810393 116810446 CCATTCTCCACCTTCATGCT TGCTCCTCTCCTCTAGCAGC 250

Ai04B25001 Araip.B04 25001 p3 (TCT)6 18 116816621 116816638 GAAGAAGAAGCCGCACACTC CAGAAGTGGCTTTGGTGTGA 151

Ai04B25004 Araip.B04 25004 p3 (AAT)6 18 116820443 116820460 CACCGGTCGTGGTAATCAT CATTAGTTGGAGGAAAACCCA 278

Ai04B25006 Araip.B04 25006 p3 (TTC)5 15 116827318 116827332 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 205

Ai04B25016 Araip.B04 25016 c (T)10catttgaatttttttttcctttttttttcttctcctcctc(CAT)565 116867399 116867463 AGCTTTCATGCATGCTGTTC AACAACGATAACGATAATGACGA 261

Ai04B25017 Araip.B04 25017 p3 (GAG)8 24 116868800 116868823 GGTGCATTTGGACTCATCCT GGGTTACTTGTCGGTTTGGA 257

Ai04B25018 Araip.B04 25018 p5 (TTTTC)5 25 116871173 116871197 TTCCCATTCTTTTCCTTTCTCA GAAAGTTGCTTTGGGTGTTCA 268

Ai04B25019 Araip.B04 25019 p2 (AT)10 20 116871892 116871911 CAATGGAACGCCCTAAAAGA TCGACTTGTCGTCAATCAGC 255

Ai04B25021 Araip.B04 25021 p2 (AG)8 16 116884573 116884588 TGAGGTGATTGGTGAATGGA CAGAAAAGGGCAAGAAGCTG 208

Ai04B25028 Araip.B04 25028 p2 (CT)6 12 116932033 116932044 TCACTCCTAATAGGGGCACG AGTGACGGACTTGATGAGAGG 236

Ai04B25031 Araip.B04 25031 p2 (TC)13 26 116936962 116936987 GCCACATTCATAGGCCAAGT TGCTCTCTGCATTTTCCACA 213

Ai04B25032 Araip.B04 25032 p3 (ATA)51 153 116937813 116937965 TGATTATCCTGGGGATGTGG TGTCACTGCCTTTCTTGCTG 257

Ai04B25033 Araip.B04 25033 p3 (CTT)5 15 116938172 116938186 CAGCAAGAAAGGCAGTGACA CTGGCATGACTCCCAACTCT 237

Ai04B25034 Araip.B04 25034 p3 (GGT)5 15 116939033 116939047 GTGAGATAGGTGGTGGTGGC ATTCTCCTTTCCATGGCTCC 105

Ai04B25036 Araip.B04 25036 p2 (AC)6 12 116941736 116941747 TATCAATGGGGCTTGGAGAC TTTCATGAACAAGTTTGGGG 280

Ai04B25039 Araip.B04 25039 p3 (TAT)5 15 116953574 116953588 CAAATTGCTTCATCACACCG TGGTGGTGCCAGTTATTTCA 157

Ai04B25040 Araip.B04 25040 p4 (AAAT)5 20 116954790 116954809 TTGATCAAAGTCTCGTGCTGA GGAGGCAGTAGTAATACACACACG 255

Ai04B25043 Araip.B04 25043 c (GGT)6gaagagagagaa(AG)948 116974129 116974176 AAAATCATTGCATTCCGCTT TGCCTTCTCTCTCTCACACG 207

Ai04B25048 Araip.B04 25048 c (T)11aaagaaaaaaaggaaaaaaaattatacatagtatattctttcca(T)1065 116997454 116997518 TCAAGAGCTGCAACAAGGTC GCAAATCCATGCTGAGACAA 277

Ai04B25061 Araip.B04 25061 p2 (CT)17 34 117039030 117039063 CACTCCCCTTCCTCTCACAC TTGGGTGCCATGAGTGTAAA 246

Ai04B25062 Araip.B04 25062 p3 (TAA)7 21 117073465 117073485 GCTTCGGCCAATTCTTTTCT TTTGCAATGGTGGAAAGACA 108

Ai04B25070 Araip.B04 25070 p5 (TATTT)6 30 117099246 117099275 TGTCTTCCTGTGGTGACTGC AAAACAATGGACGGTATAACCAA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25071 Araip.B04 25071 p3 (ACC)5 15 117100675 117100689 CGAGAGAACCACCACCTCAT TCCCTTCTCAATTCCATTGC 173

Ai04B25078 Araip.B04 25078 p3 (TTA)7 21 117121116 117121136 TCCCTTCGTTTTCTTGCTTG GGAAACATGGCCTAGATAAACAA 231

Ai04B25079 Araip.B04 25079 p4 (AAAT)5 20 117121352 117121371 TTGTTTATCTAGGCCATGTTTCC TCATGAAAGTTTTCCCGTCA 126

Ai04B25081 Araip.B04 25081 p3 (TTA)9 27 117126988 117127014 TCCCTTCGTTTTCTTGCTTG GGAAACATGGCCTAGATAAACAA 231

Ai04B25082 Araip.B04 25082 p4 (AAAT)5 20 117127225 117127244 TTGTTTATCTAGGCCATGTTTCC TCATGAAAGTTTTCCCGTCA 124

Ai04B25083 Araip.B04 25083 p2 (GA)6 12 117128213 117128224 GAGAGAATAGGGGAGACCGC CTCTCTCGGACGCATCTCTC 213

Ai04B25084 Araip.B04 25084 p3 (AGA)6 18 117133972 117133989 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai04B25085 Araip.B04 25085 p3 (AAG)5 15 117135254 117135268 GGCTTTTGATCCTTCCATGA TTCGAAAATTATCCCTCCCC 223

Ai04B25087 Araip.B04 25087 p2 (AG)6 12 117151038 117151049 ACAAGGGTGAGGAGAGCAGA TTTTGGTTTGTTTCTTATCTTTTTCA 257

Ai04B25089 Araip.B04 25089 p2 (AT)7 14 117158569 117158582 AGGTTTGGGGAAGGAAAAGA CGAGTCATATGGTATTTGGAAAA 280

Ai04B25090 Araip.B04 25090 p2 (AT)8 16 117160492 117160507 TTTGAACATAATTTGATCATTTTGC TTGCTTTAGAAAGTTTAAAGAGTTCG 110

Ai04B25091 Araip.B04 25091 p2 (CT)8 16 117167257 117167272 TCATTGTTGGGAGAAGGGAG TCCATTCATTCATGGACACAA 258

Ai04B25100 Araip.B04 25100 p2 (AT)9 18 117214706 117214723 CATATGTGTGCGGACTACCG GCTCTTCCGGAGCCTTCTAT 227

Ai04B25102 Araip.B04 25102 p3 (TCA)5 15 117221120 117221134 TCGTTTCGGTGTATTTTGGA GAGAAAAACAAGAAGGAAAAGATGA 215

Ai04B25104 Araip.B04 25104 p4 (AAAG)8 32 117224258 117224289 GGACGTAATCAAGTCAACACCA GTGGCGAGAAGAATCGAGAG 231

Ai04B25107 Araip.B04 25107 p3 (GAG)5 15 117237538 117237552 ATGGGAGGGAGAGGGATATG TTTCTCACCACCAGGAAACC 213

Ai04B25117 Araip.B04 25117 p2 (CT)6 12 117283868 117283879 TCGAATTTAAGGGTTGGTCG GCTATTGCTGGAGGAAGCTG 114

Ai04B25128 Araip.B04 25128 c (A)13gc(A)10 25 117320023 117320047 TTCCTTTGCTAAGTGCTTGGA AAACCCCATTGTATGCATTGTA 248

Ai04B25131 Araip.B04 25131 p2 (TA)8 16 117331367 117331382 AAACCATGCCAAACATAACG AGCTCTCCCTCCAGGTATCC 258

Ai04B25133 Araip.B04 25133 p2 (AT)7 14 117337037 117337050 TTTTTAGAAATTGTCCAAACTTATCA GCGTTCGTAAAGTTCATGGG 122

Ai04B25134 Araip.B04 25134 p2 (AT)9 18 117338228 117338245 GCGTTCGTAAAGTTCATGGG GGTTCGTGGCGTGAAACTAT 207

Ai04B25135 Araip.B04 25135 p2 (TA)23 46 117338601 117338646 AAATTTTTACGGGTGGAGGC ATTCGATCCAAACCGACAAG 275

Ai04B25137 Araip.B04 25137 p2 (AT)6 12 117349496 117349507 AGTGGTTGCAGTTTAGGGTTT CATCATTTGGCCAACACAAA 277

Ai04B25138 Araip.B04 25138 p2 (AT)6 12 117350935 117350946 AGTGGTTGCAGTTTAGGGTTT CATCATTTGGCCAACACAAA 277

Ai04B25144 Araip.B04 25144 c (T)12gttttttttcttacttgtttagt(A)1146 117382949 117382994 GCCCAATTTAAAACCTGCAA TGTCCCTTTAAACATTATTGTTGTTC 253

Ai04B25145 Araip.B04 25145 p2 (AT)9 18 117385288 117385305 TTTCTTTCGAAATCAAAGATACCA TCAGTGTTCAGCACAGTCAACTT 269

Ai04B25147 Araip.B04 25147 p2 (TA)7 14 117391544 117391557 GCCGATGTTGACTACAGTGC AAGGGCACGAATTTTTAAATGA 237

Ai04B25155 Araip.B04 25155 c (A)11ctaaaccctaaaccttattggatgtaaagaaagtcactagcaccatttcaagttgaatgtaaaaaactgc(T)1293 117430089 117430181 CAACCAAACAGCAACTCGAA CCCCATGGTACAAACAAAGC 276

Ai04B25156 Araip.B04 25156 p5 (AACAC)5 25 117430564 117430588 GCAGCAGAAGCCATTCGTA TCAACCAAAACAACAGTGCAG 280

Ai04B25163 Araip.B04 25163 c (AG)7atgtaaaacatgatattgaagaataacagattaatcacaatggacataaacccaaggatttcaccaacaagaacactaccc(A)11106 117453781 117453886 ATTGAAAGCCCTGCCTGTTT CTCTGCCAACACACTCCTTG 250

Ai04B25166 Araip.B04 25166 p2 (AG)13 26 117460059 117460084 CATTTCACACACATCGCACA TCTTCTCCCCATCGATCAAC 271

Ai04B25168 Araip.B04 25168 p3 (GTT)6 18 117467300 117467317 CTGGAGGATTTGACATGGTG CCTTTGCTTGATGCCAAAAT 198

Ai04B25170 Araip.B04 25170 p3 (TAT)10 30 117472608 117472637 AAAGGTTGGCACGAATGAAC CGGGACCTGATAGTGATGCT 228

Ai04B25173 Araip.B04 25173 p4 (AAAT)6 24 117481967 117481990 CGTATCGTCCCTTTTGAATAAA AAATGGTGACCCCTCATACG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25176 Araip.B04 25176 c (TCC)5cactgatgttgctacttcttcgtcttctcc(T)10cctcatctttctctttcgttacctttgtcgtcaccaccactacaccactact(TCC)7128 117488550 117488677 AATCTTCCTCCTCCTCCCAC ATCCGTCTTATTGTCCGTGC 248

Ai04B25177 Araip.B04 25177 p2 (CT)6 12 117492412 117492423 TTGAAATTCATTCTTGGGGC GTTCAACCAAGCCACCATCT 174

Ai04B25180 Araip.B04 25180 c (A)16gagtagttaaaaatagaattaaatatgacatctaaagaaataaaaaggttaaggaagaaattggtttattcatgagaataaagacatgaatccaacatta(T)15131 117526156 117526286 TGGTGCATTAGGTGAAAACG TCATTTATGCAAATTGTTGTTCTT 238

Ai04B25183 Araip.B04 25183 p3 (TTA)14 42 117534999 117535040 TGCATCGATTTTGGCTATAAAA GCTTCGTCTCCCATAATTCG 279

Ai04B25184 Araip.B04 25184 p2 (TA)7 14 117536412 117536425 TGCTTTAAGCGAACGAGTGA ACCGATACCAATGGAGAAAA 263

Ai04B25194 Araip.B04 25194 p2 (AG)6 12 117574827 117574838 GTGGAGAGGGGGTATGGTTT CACATGGTGCAGGGATAAGA 269

Ai04B25197 Araip.B04 25197 p2 (TG)11 22 117589549 117589570 TGCAACCTATCTAAATGCAAGC GGGTTCAATTGCTCATTTCC 236

Ai04B25199 Araip.B04 25199 p2 (TA)10 20 117590947 117590966 TTTCAACCAAATGAATTTTCCA TGCTGCTTTTTGCACTCTTG 177

Ai04B25204 Araip.B04 25204 p2 (CT)16 32 117620503 117620534 GTTACCGTTGGAATGATCCG GCAGTGACGATAGCGACAAA 267

Ai04B25206 Araip.B04 25206 p2 (CT)6 12 117635663 117635674 CGCGCTCTGATTCCTCTATC TGCTTGGAGTTGAGCTGTGA 271

Ai04B25208 Araip.B04 25208 p2 (CT)6 12 117640182 117640193 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai04B25215 Araip.B04 25215 c (A)10tgccttaattagtagttagttattgttatgaaacacttgataaatacttgagagatatcttg(T)1082 117665847 117665928 CAAACAATGTTGTTAGTGAGAACCA GATTTCGCACACCAGTCCTT 267

Ai04B25216 Araip.B04 25216 p2 (AC)7 14 117669318 117669331 AGTAACGCTGCAAATGAGGG CGTCAGTCTCTTCCCCTCTG 226

Ai04B25217 Araip.B04 25217 p2 (AG)7 14 117669754 117669767 AGCTGAGGATGTGAGGGCTA CTTTGTTTCGACCACACCCT 262

Ai04B25222 Araip.B04 25222 p3 (TCT)6 18 117688244 117688261 TCGTTCTCCATTCATGACCA GCCTTTGTCTTTCCTTTCCC 237

Ai04B25224 Araip.B04 25224 p2 (AT)6 12 117713007 117713018 CGCACTGTAGCATTCTTCCA ATTAGCCTGAGCAGCCTTCA 117

Ai04B25225 Araip.B04 25225 p2 (CT)12 24 117715636 117715659 GCTGCTTTTTGTGACGCATA AGGAGGTGGTTTAGCGGAAT 164

Ai04B25227 Araip.B04 25227 p2 (TA)6 12 117718293 117718304 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 224

Ai04B25229 Araip.B04 25229 p2 (AT)6 12 117723637 117723648 CTTGCACCAGCAATTCTTCA TCCCAACTGATTCTGTTTCAA 170

Ai04B25230 Araip.B04 25230 p2 (TA)8 16 117724569 117724584 GTGTTAGGTGTCCGGAATCA TTGGGACATTAGTAATTCGAGTAGA 280

Ai04B25231 Araip.B04 25231 p3 (ATA)11 33 117724751 117724783 TGTCCCAATTTTAGTGATTCTACG TTGGTTGATTTTACCCTCGG 257

Ai04B25232 Araip.B04 25232 p2 (AT)11 22 117738737 117738758 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 179

Ai04B25234 Araip.B04 25234 c (A)10gagaatggc(A)1029 117761781 117761809 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 273

Ai04B25235 Araip.B04 25235 p2 (TC)13 26 117766674 117766699 GACCATGGCTCACGTCTTCT GAGGAAGGAAGAGAGGGGAA 250

Ai04B25237 Araip.B04 25237 p2 (TA)25 50 117772551 117772600 GGCATTTTTGTCCCCTTTTT TTGGGAATTGGGTACATATTCA 202

Ai04B25239 Araip.B04 25239 p2 (GC)6 12 117785932 117785943 AAAAGAAGACAAGTCCGCCA GCCTCACCAGAACTCAGATCA 171

Ai04B25240 Araip.B04 25240 p2 (AT)11 22 117792517 117792538 GAGGTGTGGGCTCCATTAAA CCATACGAAGATCTCGGGAA 259

Ai04B25241 Araip.B04 25241 p3 (ATA)15 45 117793155 117793199 AAACGGGTTGGTAGGTCTCC TGAATACAAAAATTTGCTTTTTATCAG 269

Ai04B25242 Araip.B04 25242 p3 (AAT)8 24 117793644 117793667 TGGTAGTTAACAACAACAATAACGA TTTAAGTGTGACTAGACGTGTTTGG 280

Ai04B25246 Araip.B04 25246 p2 (AG)6 12 117799068 117799079 TCACACACATAGAATGGTGCC GGGTGTTTTGGTGGACAAAT 253

Ai04B25247 Araip.B04 25247 p3 (GTG)6 18 117799359 117799376 GAAGGAGAGAAGGAGGGGTG CTCACGGTCACAGCAACACT 234

Ai04B25249 Araip.B04 25249 c (AT)7tctttgagagtttttgtaagttgtattgtatg(TA)862 117802517 117802578 TGTCGTGATGTTTTGTATTGCTT TAAACCGCAATACCACTCCC 261

Ai04B25251 Araip.B04 25251 p3 (ATA)9 27 117803840 117803866 TGTGTGTGTGAGAATTTACATAATGC CTCTAGAAACCGCCGCTAAA 267

Ai04B25254 Araip.B04 25254 p2 (AT)8 16 117820356 117820371 ACTCGACCTGCGAAGCTAAG AGCATCTGGAGACCCTCCTT 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25255 Araip.B04 25255 p2 (AT)10 20 117823097 117823116 AAGCGGAATAACTTGCGTGT TATGGAGAGGCAGGGTTTTG 196

Ai04B25256 Araip.B04 25256 p2 (AT)6 12 117824811 117824822 AATACACCGCATTGGCTTTC CGTCGTATGTAGCGACCCTC 276

Ai04B25257 Araip.B04 25257 p3 (TGG)12 36 117826417 117826452 TGGTGTTCTTAGTGTTGGTGTTG AAGGGGCGAAAATCAAATTC 240

Ai04B25258 Araip.B04 25258 p3 (TGA)6 18 117827480 117827497 CCGCCTCCTCTAGAACTCTG ATCTGCATCACACCAACCAA 223

Ai04B25259 Araip.B04 25259 p3 (TGG)8 24 117827716 117827739 TTGGTTGGTGTGATGCAGAT CAAGATGGTGAAGTCCATGC 280

Ai04B25261 Araip.B04 25261 p2 (TA)6 12 117829929 117829940 TCTCATTCTCGTGCAACAGG CATGGCACGGATGATTAAACT 207

Ai04B25262 Araip.B04 25262 p2 (AT)6 12 117830306 117830317 TATCGAAGGCCTTACACGGA TGACCTTCAATCCTGACCAA 257

Ai04B25267 Araip.B04 25267 p2 (GA)12 24 117849733 117849756 TAGAGCCGGGGATAAACAAA CATCGCTGATACTCTTTTCGG 231

Ai04B25275 Araip.B04 25275 p3 (AAT)5 15 117898655 117898669 CAAACTTGCACTATCCGCAA AATGAAAATTCCACCGCTCA 235

Ai04B25280 Araip.B04 25280 c (A)12g(A)10 23 117916934 117916956 TTCCAACAAGCCCAATCTTC CCGATTTCGTGGGAGAGTAA 267

Ai04B25281 Araip.B04 25281 p2 (CT)6 12 117918233 117918244 CGAAATCGGTTGTTTCGTTT ACAACAACCCCAGCAAACTT 266

Ai04B25282 Araip.B04 25282 c (T)10aactaattattcttaatttttttttacg(A)1048 117919753 117919800 GTGTGATTCGCAATTTGTGC CCATATGAAGCAGTAGAGGGG 274

Ai04B25293 Araip.B04 25293 p2 (AT)29 58 117954306 117954363 CAAATTGGGGTTTGTCAGGT CAGATGCAGGTCGAGAGACA 194

Ai04B25294 Araip.B04 25294 p2 (CA)22 44 117956638 117956681 TCGCCATAGAAGCAGTTCCT CCACACACATACCATCCCTTT 237

Ai04B25295 Araip.B04 25295 p4 (TTCA)5 20 117958202 117958221 CGTCTTACCCGGAGTCACAT TTATTGGCGAAGGAATGAGG 202

Ai04B25296 Araip.B04 25296 p2 (CA)11 22 117961960 117961981 GGATGGGGATAGGGGATAAA AGAAGGGAGAGTAGCGAGGG 274

Ai04B25304 Araip.B04 25304 p2 (AT)7 14 117998221 117998234 AGAGTGAGGGAGTGAGGCAA GGAGACAGATTTGGGGATCA 202

Ai04B25309 Araip.B04 25309 p3 (TCA)6 18 118013794 118013811 GTCGTCATCGTCCTTGGAGT AATTCAATGGAGAACCAGCG 162

Ai04B25310 Araip.B04 25310 c (AT)24tattttatatttattaaataataaaaaaaatgaaagaaaacgaaacaggggagggggtttgctaacgaaaaaaagaaaacaaggaa(T)10144 118021367 118021510 CGTACTGCTATTATTTTTGTCGTG GCATATTTAAAAATTCAAAAAGTGACA 277

Ai04B25312 Araip.B04 25312 p2 (AC)6 12 118024023 118024034 CCGACGACAGAAAAGGGATA CATCACTATCGGCGTCAATG 272

Ai04B25313 Araip.B04 25313 p2 (TA)6 12 118025004 118025015 GAAAAAGAAGCAGAGGAGGAAA GGGTAAAATGTGATCTCGCC 271

Ai04B25315 Araip.B04 25315 c (A)10ttcttttttttcattaaaaaaaa(T)1144 118029912 118029955 AGAAATTTGCCAAACACGTTA GTGTTTGTTTGGATATCATTATTTTG 100

Ai04B25316 Araip.B04 25316 p2 (GA)17 34 118035589 118035622 ATGTCATCCCAACCACGTTT CTTGGCACACTACTCCCTCC 254

Ai04B25317 Araip.B04 25317 p3 (GGT)5 15 118035773 118035787 GCGAATGCATATCCAACAAA TCGCAATCGATGAGTTTAATTTT 280

Ai04B25318 Araip.B04 25318 p4 (TTTA)5 20 118038072 118038091 TGGTAATTGGTCACATTTTGG TATGGAAGGTGTTGATGCGA 227

Ai04B25329 Araip.B04 25329 p2 (AG)6 12 118056997 118057008 CCTTCTTCTCACAGCAAGGC CACCTCAAATCCCCTCAGAA 214

Ai04B25333 Araip.B04 25333 p2 (AT)7 14 118067388 118067401 CAAATGCCAAAAAGAGCACA GATTAAAGGTTCCACCGCCT 264

Ai04B25334 Araip.B04 25334 p3 (TGT)5 15 118068541 118068555 TGGGCAAGTACCAAAACACA TATGTGCAAAGGCACATGGT 256

Ai04B25335 Araip.B04 25335 p2 (AG)9 18 118069218 118069235 AGCAGCGAAGAGTTGAAAGG GCAGGTCAAGCACCTGTGTA 249

Ai04B25340 Araip.B04 25340 p3 (CAA)5 15 118075839 118075853 TTCCAAGGAGAACAAATCACG AACCCTCTCACGAACCATTG 152

Ai04B25343 Araip.B04 25343 c (ACC)5actaccact(ACC)6attatcagaactcagaatcagaaca(ACC)1097 118079383 118079479 ATGCCCCTATCCATTCTTCC TTTGGTGTGATGGATGTTGG 263

Ai04B25344 Araip.B04 25344 c (T)10ctttttttc(T)10 29 118079727 118079755 CGTCATCCTCATCAAAACCC TTTTTCGCTCCAAAATGGTC 267

Ai04B25345 Araip.B04 25345 p3 (AAT)6 18 118086751 118086768 CTGCAGCGGAATTTTGACTT GAAAGGCTAAGAAAAGGAAGGC 279

Ai04B25346 Araip.B04 25346 p3 (AAT)5 15 118091279 118091293 TGGGAAACCTATTGGGAACA AATTTCGTCCCATGTGCATT 224
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Ai04B25347 Araip.B04 25347 p6 (AGATAA)6 36 118093920 118093955 AAAATTGTGAAAGAATGGGAAAA TCTCACGGTCCACAAATTCA 249

Ai04B25348 Araip.B04 25348 p6 (GATAAA)5 30 118102305 118102334 GACCAAAATAGGTAATCGTGTGAA ACCGCCACTGATCATGAAA 264

Ai04B25350 Araip.B04 25350 p3 (TTC)5 15 118103985 118103999 TGTAGTTATTCATTGTCGGCCA TGCACTGTGCTATCAGTTTCG 232

Ai04B25351 Araip.B04 25351 c (A)10tctaactctagaaacttatatttgaatatctttaatatgtaaatacagaaacataaataaatatttttggattatatttagttcaattgtaaaataaagt(A)12122 118105742 118105863 ATTTACCCGCTGGAAAGCAG GAAGAAGGAGGAGGTGGGAG 227

Ai04B25352 Araip.B04 25352 p3 (TAG)6 18 118111099 118111116 GCTGCAGAAAATGCAGAAAA ATGATCTGCTTAACCCGGAA 205

Ai04B25353 Araip.B04 25353 p3 (TTG)5 15 118111706 118111720 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATCTTGA 257

Ai04B25354 Araip.B04 25354 p2 (TC)10 20 118117473 118117492 TCATGAACCTCTTCCCCTCA AGAGAAGGAGGAAAGGACCG 173

Ai04B25355 Araip.B04 25355 p3 (CTT)6 18 118125498 118125515 GTCCCTAACGTCTTGGGTCA TTTGTGTTGGTGTTGGTGGT 251

Ai04B25371 Araip.B04 25371 p3 (GAG)5 15 118177192 118177206 AGGAGCCACAGCCACTAGAA GGAAGGAGTTTATGCAAGCC 137

Ai04B25377 Araip.B04 25377 p3 (GAA)8 24 118195263 118195286 TAATGCAACATGGGCTTCAA TGCATCACACACACCCTTTT 104

Ai04B25381 Araip.B04 25381 p5 (ATCTC)7 35 118198988 118199022 CCACACTCTTCTCCCTTTGC CCAAGTAAAATAAAACATTTTGGGA 239

Ai04B25387 Araip.B04 25387 c (A)13ttcagannctaattcataatttgtatcaaactgtagtgtataacaaaattaaagctagtgtttcatgtgaatttaatattaaaaaataaaacat(A)10117 118203354 118203470 TTGCTTATCATCCATTGTCAACT TATGTGATGCCATGTGGGTC 273

Ai04B25390 Araip.B04 25390 p4 (AATA)5 20 118221831 118221850 TCTCTCTTCTCTTTCTCTCCCTTC TCATTCCCATTTGGGTTCAT 176

Ai04B25391 Araip.B04 25391 p2 (AC)6 12 118225051 118225062 CAAACGGGGTAAAAACGCTA GTAGCCGCTGATGACACGTA 217

Ai04B25392 Araip.B04 25392 p3 (ATG)5 15 118225737 118225751 TGAATTGATGATTGTTGAGTTTGA CCAAACACACCACATTTTTCC 225

Ai04B25393 Araip.B04 25393 p5 (TTATC)5 25 118227799 118227823 CCTGGGTGCTCCAGTGTATT TCTTCTAAAGAGCTCGGCCA 223

Ai04B25396 Araip.B04 25396 p2 (TA)6 12 118280007 118280018 TTGTCAAAAAGTACAACGTGGC TTTCTTACATTATTACATTTTGATGGA 274

Ai04B25399 Araip.B04 25399 c (T)15gggtgactatagcaaaagatgtttgttacattggtacgagtaacgttgaatcaatacctgaacaaaaaaatcacattgagaggccaatactt(A)10117 118281084 118281200 TTTTCCCCTTCTTCAGCAAA AGGAAAACATCACCACAAAAA 279

Ai04B25402 Araip.B04 25402 p2 (AT)13 26 118291255 118291280 GAAGAGGTAAAGGCGGTTCC ATGGTGCTGATCCTTTGTCC 242

Ai04B25414 Araip.B04 25414 p3 (AAG)5 15 118332941 118332955 ACTCCATACGAACCACCACC CTAATGTGGCACGACCACTG 176

Ai04B25415 Araip.B04 25415 p2 (TA)6 12 118337632 118337643 TCAGCGACAGGTTCAGGAAT CAATGGCGAGGGAAAAATAG 133

Ai04B25417 Araip.B04 25417 p2 (TA)6 12 118338512 118338523 GACGTGGCCGTATCACATTT GACTAAAGAGGCGGTGTGGA 120

Ai04B25420 Araip.B04 25420 p2 (TC)7 14 118370841 118370854 TTGCCCGAAAGTCTACATCC GTAAACCCGGCAACTCAGAA 267

Ai04B25426 Araip.B04 25426 p3 (TCA)27 81 118419705 118419785 CGAAATATTAGGGACAAAAACGA TCTTGTTAAAATGGTGAAATGAGAA 261

Ai04B25427 Araip.B04 25427 p2 (AT)6 12 118423136 118423147 GAAGCTTTGATTGTGTGTGACTG GCCACAACCCTTATTCGAGA 280

Ai04B25429 Araip.B04 25429 p2 (AT)9 18 118426565 118426582 CATGCAATCTGTGAAGGAAAAA CCAACACGTAAGTTCCCCTG 225

Ai04B25431 Araip.B04 25431 p3 (CAA)5 15 118431417 118431431 CTTCTTCTGCACCGACAACA GTTTGGGGTGTACCTGGATG 201

Ai04B25434 Araip.B04 25434 p2 (CA)13 26 118438192 118438217 GCATTTTGAGCAAAGGAGACA ATCTTTTCAACCCCACCCTT 133

Ai04B25436 Araip.B04 25436 p3 (AAC)5 15 118448967 118448981 GCATTAGCACTTCACCAGCA TGTGATTGTGTTTGCGGTTT 190

Ai04B25441 Araip.B04 25441 p2 (AG)6 12 118463620 118463631 GAAAAACACAAAGCTTGCGA AGCACATGGTTAGGGACAGC 224

Ai04B25447 Araip.B04 25447 p3 (CTG)5 15 118481041 118481055 CAAGCTCCCTCTCCCTCTCT GGCAGCAACACAAACCAATA 127

Ai04B25449 Araip.B04 25449 p2 (GA)7 14 118490668 118490681 TTGCAACAATCCACAAGCAT TCCCCTTTCTTCCTTCTTCC 252

Ai04B25452 Araip.B04 25452 p2 (CT)6 12 118497949 118497960 CAGAAAAGGGCAAAAAGCTG TGGGGTTTATGAAGGATGGA 267

Ai04B25458 Araip.B04 25458 c (TCT)6(CTT)5cgtcttcgtcctcttcctcttcctcttcctcttcctcc(TCT)586 118516983 118517068 AAACTTCATTAACACGCGCA GAGGAAGAAGAACGTGCAGC 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25462 Araip.B04 25462 c (A)15caaaaaaatttaaagattagtaacttttgtattttgtgaccagcacttaatcat(A)1079 118521505 118521583 CAACATGCTTGGAGTTTGGA TGGTGTGAGATTACCTCCAATG 260

Ai04B25464 Araip.B04 25464 p2 (GA)6 12 118523316 118523327 GGATCCAAAAGGATCAAGGA TCTGGAAGATGGTCAACGAA 196

Ai04B25474 Araip.B04 25474 p2 (TA)6 12 118551064 118551075 CACCCACGTGAAACCCTAAC TCAATGTGAATCTCAGAATGGC 269

Ai04B25475 Araip.B04 25475 p3 (GAA)5 15 118558735 118558749 GCTTTTGTCTTCCCTTTCCC CACATCACCCTCTCCCTCTC 184

Ai04B25476 Araip.B04 25476 c (T)13cgaaaatttttttgaaatcaaaaataaaaattaaaaataattagttaattaaaaagaaattttgaaaaagggggaatatattttcgaaaat(AG)7118 118560029 118560146 TGGGGGAGGTATAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 244

Ai04B25477 Araip.B04 25477 p3 (AGA)6 18 118565947 118565964 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai04B25478 Araip.B04 25478 p2 (GA)6 12 118572130 118572141 GAAAAGAGGGGGAGAGAGAGA TTGGTTTTCAAAATTTGTTTCA 271

Ai04B25479 Araip.B04 25479 p3 (ATA)7 21 118581279 118581299 GGCAATTTATATGGCCGCTA GCTTGTTTTAAATTTTCTTGATTGAA 209

Ai04B25482 Araip.B04 25482 p3 (TCA)5 15 118586230 118586244 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai04B25485 Araip.B04 25485 c (A)10gaaaaagaaaaagatgaagaattgaaataactttagcacgaaattgcatgagttctcaacttattcc(A)1289 118594352 118594440 TTGATTTAGAGGGGATTGGG TGATAAACAATTAACTCAAAGTTGTTC 229

Ai04B25488 Araip.B04 25488 p2 (AG)9 18 118599317 118599334 GCAATTCTTTGGACTGCCAT TGGGGGAGTTCTTGCTATTG 211

Ai04B25489 Araip.B04 25489 p3 (CTT)9 27 118603727 118603753 TGTTCAGCAGCCAAAAATTG TTGAGGATGAAGAGGATGGG 134

Ai04B25493 Araip.B04 25493 p4 (AAAT)5 20 118628375 118628394 TGGCAACATACAATATGCGTT AATGGACAAAATGAAGGGCA 176

Ai04B25494 Araip.B04 25494 c (A)10gtaaaataactgtatatatgtatgtatttacataga(T)1056 118628508 118628563 TGCCCTTCATTTTGTCCATT TGTTGAGGATTGGGAGTTGTC 243

Ai04B25500 Araip.B04 25500 p3 (GTT)5 15 118644429 118644443 CGTCGCTAGGTCTCCAGTTC GCGGGTGCTCAAATATCCTA 124

Ai04B25501 Araip.B04 25501 c (T)11ctttctcttaatgttgtttcttaaggacacttgggtttatcccctttttggctttttgaaataaatgaagtaccac(T)1097 118645259 118645355 GACCATGGCAGAGGAATTTT CGATCCATGATGGCTACAAA 268

Ai04B25502 Araip.B04 25502 p3 (AAT)6 18 118645589 118645606 AAATCAGCGCAAGAACATCA AGCGATACAAGGGACAATGC 237

Ai04B25504 Araip.B04 25504 c (ATT)8atc(ATT)6 45 118649228 118649272 CACAATTAAGGCTTTCCAGCA GTGGAGTGACGATCCCTGTT 233

Ai04B25505 Araip.B04 25505 p3 (CAT)9 27 118649402 118649428 AACAGGGATCGTCACTCCAC ATGGAATGGTGGTATTTGCC 224

Ai04B25509 Araip.B04 25509 p2 (AT)8 16 118651684 118651699 AAGATCCCGCTAAATCCCAC CCACTTAGCTAGATCCCAACAAA 248

Ai04B25510 Araip.B04 25510 p3 (AAT)5 15 118652664 118652678 TCAAATCTTGTTCATGGCTCA TACGGATATCACGTGGCAAA 173

Ai04B25515 Araip.B04 25515 c (CA)10cg(CA)6cgtg(CA)7tgcgcacgcgcg(CGCA)792 118673442 118673533 CTATCGCCTCACCGCTACTC CCCGTCAGCAATCTCTCTTC 182

Ai04B25517 Araip.B04 25517 p2 (TA)6 12 118680285 118680296 CAATTTTGGATGCTCACACG TCTTCTATCTTTGTGTGTTGCCA 280

Ai04B25518 Araip.B04 25518 p3 (GAT)5 15 118688527 118688541 TTGCAATCCAGTTGTTCTGC TTGCAGATACCCAAGGTGCT 233

Ai04B25519 Araip.B04 25519 p2 (GA)6 12 118688908 118688919 AATTACGCCTATCACGGGAG TACCGACGACAGCTGTGAAA 268

Ai04B25520 Araip.B04 25520 p3 (GAA)5 15 118692622 118692636 AGTGGTCTTGATGGGCTTTG CCCTCTATACCCCTCTTGGC 269

Ai04B25521 Araip.B04 25521 p2 (AG)6 12 118696094 118696105 AAGAGAGGGGGAAGTTTTCG TTGATTTTCAAATTTGTTTCAACT 245

Ai04B25527 Araip.B04 25527 p2 (TA)7 14 118709091 118709104 TTTTTAGGTCCTGGACGACG CAAACTTTCAAGACATACATCCG 230

Ai04B25529 Araip.B04 25529 p2 (AT)7 14 118713287 118713300 CTGGGTAAAGTGTCGTGGCT CAATCCAACAAGTCCGGTTT 223

Ai04B25531 Araip.B04 25531 c (TA)8cacatatatacacaacaatgatttt(AG)7tgatataattatccaaacatcaatggatctttgtgctagaagcattttcgtgccatgg(CTT)5128 118715291 118715418 TTCGAATCCCAACACTTACTTT ATTTTTGGTGTTATTGCGCC 262

Ai04B25536 Araip.B04 25536 p2 (AT)9 18 118740748 118740765 GGGAAACCTTTTGGGAACAT GGGAATTTCTTTTGTATCCCC 175

Ai04B25537 Araip.B04 25537 p2 (TA)8 16 118741289 118741304 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 273

Ai04B25538 Araip.B04 25538 p2 (TC)8 16 118742118 118742133 AAATCCAAGTCCAGAAGGCA TGGATCCAGAGTTACTCCCAA 179

Ai04B25540 Araip.B04 25540 p2 (TA)6 12 118754610 118754621 CCAACATTTTCGAAAGAGCA CCTCGCCAATTCTTTTACTGA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25543 Araip.B04 25543 p3 (AAT)5 15 118771216 118771230 TCGCAAGGCAAATATCTTCA TGCTGAGAACTCCACCACTC 228

Ai04B25548 Araip.B04 25548 p3 (TCT)5 15 118791416 118791430 TAGTCCCATTGAAGCATCCC GGGTACGCAGATAGTACTGTTGTAAA 236

Ai04B25551 Araip.B04 25551 c (CT)10ttctctc(TA)639 118805675 118805713 AATGAATGCTGGTGTCTAACG TTGTAACACCCCGTATTTTTGA 255

Ai04B25552 Araip.B04 25552 p2 (AT)10 20 118806473 118806492 AACTTTAAACCGCAACACCG AAGGACGCAGAAGTCAGGAA 262

Ai04B25553 Araip.B04 25553 p2 (AT)6 12 118816350 118816361 ACAGGCGGGGTATTAGGAAT ATTGTCTTGATGCGATGTGC 203

Ai04B25554 Araip.B04 25554 p2 (AT)6 12 118817237 118817248 AACTTTAAACCGCAACACCG AAGGACGCAGAAGACAGGAA 254

Ai04B25556 Araip.B04 25556 p2 (GA)8 16 118824260 118824275 AAGGCATAATCGGGAAAAGG AAGCCACGCCTCTTCTTCTC 216

Ai04B25560 Araip.B04 25560 p2 (CT)15 30 118871719 118871748 CGATGGTGAATCTCAGTGGA ACAAGAGGAGGAGAAGGGGA 250

Ai04B25561 Araip.B04 25561 p4 (TTTC)6 24 118872064 118872087 TCCCCTTCTCCTCCTCTTGT TAACCTAACCACCGCCATTC 278

Ai04B25564 Araip.B04 25564 p3 (AAG)5 15 118874668 118874682 ATACTTCACCAGCCTCGCTC TGTTCGAAGCATTTTCATGG 184

Ai04B25565 Araip.B04 25565 p2 (TA)6 12 118877566 118877577 ACACTCTCAGAAGCATGCCA TTTAAATTAGGCACGTGGGC 149

Ai04B25569 Araip.B04 25569 p2 (CT)6 12 118900392 118900403 AGACATAAGTATCCGCCCCA GCGACATAGTGACGGATTTG 223

Ai04B25570 Araip.B04 25570 p2 (CT)6 12 118903245 118903256 ACTACCATCGTCTCCCCCTC GTCACAACTGACACCGATGG 224

Ai04B25571 Araip.B04 25571 p3 (TAA)6 18 118907796 118907813 GGCGCAGAAGTTACGAAAAG GCAATACCGCTCCCAAAATA 244

Ai04B25572 Araip.B04 25572 p2 (TA)13 26 118912072 118912097 CTGGCATTTCCAGGACCTTA ACTCAGCCTGCGAAGTCAAG 274

Ai04B25573 Araip.B04 25573 p2 (TA)9 18 118934993 118935010 TTCAGATGCAGAACGTGAGG GCGAAAATAAGCGGTTTGAG 266

Ai04B25574 Araip.B04 25574 p2 (CT)6 12 118935728 118935739 TGTCAACAAGCAATCGGGTA CGATAGGGTTGCTCGATGAT 271

Ai04B25575 Araip.B04 25575 p2 (GA)8 16 118936702 118936717 AAAAAGGTTGGTCATCGTCG TCCAATGATACCCCTTATATCCC 236

Ai04B25578 Araip.B04 25578 p2 (AT)12 24 118945715 118945738 AGCTCGGACATTACGACGAC TGGTTTATTGTACCCTCGCC 249

Ai04B25579 Araip.B04 25579 p3 (AAT)6 18 118953512 118953529 TTTTGGTCCCACCCATAAAA TCATCATACCGTAGCAAACACC 278

Ai04B25582 Araip.B04 25582 p2 (TC)17 34 118957418 118957451 ATTGCTGCTCATCCCGTTAC GTCCGGGTTCATAACGAAGA 189

Ai04B25587 Araip.B04 25587 p3 (TAT)7 21 118994909 118994929 CCATGATGGAGAAAGGGAGA TTTCGAAAGTTCTGTTTTATTTCTCA 146

Ai04B25589 Araip.B04 25589 p2 (AG)6 12 118999509 118999520 CTATGTTCCCCAACAACGCT ACAGGAGTGGCTTCATCACC 272

Ai04B25591 Araip.B04 25591 p2 (AC)7 14 119003439 119003452 GGAAGCGTGAGCTTTGGTAG GGAAGCTCCCTCACTCTCCT 275

Ai04B25592 Araip.B04 25592 p2 (AT)6 12 119007665 119007676 ATTTCCCAAAAGACAACCCC TTTCAGATGCAGGACGTGAG 220

Ai04B25593 Araip.B04 25593 p4 (CATT)5 20 119008484 119008503 ACACAGCCCTTGCGTCTTAC GATAAAAGGTGAGAACGCCG 192

Ai04B25596 Araip.B04 25596 p2 (AT)7 14 119039114 119039127 GCCTGTGACTCAACACCGTA TTTCAGGAACCGAATGAAGC 269

Ai04B25597 Araip.B04 25597 p2 (TA)12 24 119042123 119042146 TCCTCGAAAATTGATGCAAA GCACATCGTTTTAACCCCAG 277

Ai04B25601 Araip.B04 25601 p2 (AT)12 24 119058929 119058952 ATTGCTATGCATTTCCTGGG CCATTTCTCCATCTCCTCCA 180

Ai04B25602 Araip.B04 25602 p2 (AT)8 16 119059504 119059519 TCAAGAGGCTTCTCGCTAGG TGACTCAGCCTGCAAAGCTA 255

Ai04B25606 Araip.B04 25606 p2 (AT)6 12 119069615 119069626 TTTCGTCTCAAAATTTGTCCG GCTCAAATCTCACTTGGTTGTG 225

Ai04B25608 Araip.B04 25608 c (TAA)6c(AAT)10 49 119071208 119071256 ATGAGGAAAGGCATGTGTCA CCGATCCATGAATACCCCTA 272

Ai04B25609 Araip.B04 25609 p3 (AAT)16 48 119093920 119093967 TGTTCTTTCATTCTCCCAAGG TGAAGACGAAGGGTATTTCACA 237

Ai04B25615 Araip.B04 25615 p2 (AT)8 16 119116075 119116090 TTGGGAATTGGGTACATGCT TTTGGGATATTTTTGTCCCC 177
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Ai04B25618 Araip.B04 25618 p2 (GC)6 12 119142974 119142985 GGTGAGTGGTCGGAGACAAT GCTAGTACCTTCACCGACGC 202

Ai04B25619 Araip.B04 25619 p2 (GC)6 12 119143296 119143307 GCGTGCTTGTGGTATTCAAG CAAAAACCCGAGAGTCAAGC 261

Ai04B25621 Araip.B04 25621 p2 (TA)13 26 119156407 119156432 GTGTCATAAGGGTGAACGGG GCATATGATGCATGCCTGTC 223

Ai04B25622 Araip.B04 25622 p2 (TA)24 48 119163764 119163811 TTAAATCGCAATACCGCTCC TGGTTTATTGTACCCTCGCC 241

Ai04B25623 Araip.B04 25623 c (AC)10(AT)8acatatccaaaatccaaatttacataaacaaaatcctgtctctccttaagcctctaagagggtcaaaaggattaagtcatgtggagaggaaa(AT)8144 119169187 119169330 CTCCTAACTCAGCCCTCGAA GGACTTCTGAAGCGAAGTGG 236

Ai04B25624 Araip.B04 25624 p2 (AT)10 20 119180649 119180668 CCATAAGCCATAGGACAGGC ATCTCCTCCATCCCTCCATC 211

Ai04B25625 Araip.B04 25625 p2 (AT)8 16 119181218 119181233 CGTCTGGATCCTAGAAAGCG GTAAAGGCTGCAAAGCCAAG 231

Ai04B25626 Araip.B04 25626 p4 (AAAT)5 20 119183503 119183522 TTGGCAAAACTTGTCACAGC TGACGAGTGTGCAGCTGTTT 270

Ai04B25628 Araip.B04 25628 p3 (TAA)7 21 119190512 119190532 GGAAAGGCATGTGTCATGGT GATCCGATCCATGAATACCC 238

Ai04B25629 Araip.B04 25629 p4 (AAAT)5 20 119190786 119190805 GCGGATTTCATGAAGGTACTG CACATTTGCAGAGCAGATCG 280

Ai04B25631 Araip.B04 25631 p3 (CCA)5 15 119194223 119194237 AAGATTCACCCACCATGGAC CATTGCTTCAATTTCGTGGA 193

Ai04B25632 Araip.B04 25632 p3 (AAT)13 39 119199168 119199206 TGATTTGGGTGATACTGCCA CGTTAAAATCGACAACTAAATTGATG 210

Ai04B25636 Araip.B04 25636 p2 (TA)7 14 119223569 119223582 GCTCCAGGTTGAGACACGAT TAAACCCTTGGACTTTCCCC 174

Ai04B25637 Araip.B04 25637 c (AC)10(AT)8 36 119225604 119225639 CTCCTAACTCAGCCCTCGAA AGGCACCTCCTTAGGCATCT 256

Ai04B25640 Araip.B04 25640 p2 (TA)7 14 119230996 119231009 AAAATGCTTCGAGCACAAGG TCGCAATTTTGTCTCCTCCT 130

Ai04B25641 Araip.B04 25641 c (T)11gtaaaaaaaatttgtcgtaatatagagtcaa(T)1153 119231819 119231871 TTGACATTCGACCAAACTCG TTTGAATGCATGATTTTAAGGG 204

Ai04B25642 Araip.B04 25642 p2 (TA)8 16 119232239 119232254 CAATCCACCATGTTTTAAATTG CAATGAGAGTTGATGCATATTTTG 264

Ai04B25644 Araip.B04 25644 p2 (AT)6 12 119241211 119241222 GCTTTCAAATTTGCTATCCATTG CGTGACTATTCACATTAGTTTCTCA 280

Ai04B25645 Araip.B04 25645 p3 (ATT)5 15 119242059 119242073 TCCCTCTTGCTCTTCTTCCTC TGGTTCAAAAGACCAAACAAAA 243

Ai04B25648 Araip.B04 25648 c (GA)23aagagggatagg(GA)670 119244737 119244806 TTCTTTCACCACCACCAACA CCCCTTTTTCTCTCTCCCTC 255

Ai04B25649 Araip.B04 25649 p2 (GA)7 14 119244914 119244927 GCATAGACATAGATGGAGGGG TTCTCTCTCTCCCTTTCTCCC 264

Ai04B25652 Araip.B04 25652 p2 (AG)6 12 119249887 119249898 ATAGAAGGGGAAGCCTCCAA CGTGTTGGAGAGCAAGTCAA 196

Ai04B25653 Araip.B04 25653 p2 (CT)6 12 119267189 119267200 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 230

Ai04B25654 Araip.B04 25654 p3 (AAT)5 15 119276917 119276931 TTCAATTCGGACCAAGCTCT GGCCAAAAAGAAATATGGCA 176

Ai04B25659 Araip.B04 25659 c (TAA)6c(AAT)7 40 119290183 119290222 ATGAGGAAAGGCATGTGTCA GATCCAATCCATGAACACCC 271

Ai04B25661 Araip.B04 25661 c (TCT)6(CTT)5cgtcttcgtcttcttct(TCTTCC)9104 119295134 119295237 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 246

Ai04B25664 Araip.B04 25664 p3 (ATA)13 39 119305560 119305598 CGCTGATGATGATGACCAAG TTCGAAAATGAGGGTTACGG 268

Ai04B25668 Araip.B04 25668 p2 (AT)19 38 119311055 119311092 GGGTTGCAGTTTGATTCCAC TGCGATTTGATTTACCCGTT 201

Ai04B25669 Araip.B04 25669 p2 (AT)18 36 119329352 119329387 AATGCACAAAAGCACCATCA TGTTTCTTGAGCGTTGTGCT 262

Ai04B25670 Araip.B04 25670 p2 (AT)13 26 119329722 119329747 TAGCTCCTGACTCAGCCTGC AGCGGAGTAGTCCTTGGGTT 235

Ai04B25671 Araip.B04 25671 p2 (AT)9 18 119334996 119335013 CTTGAAAACTGGTGAGCGGT TTTTCGTCCTCGAAAATTGA 236

Ai04B25674 Araip.B04 25674 p3 (TCC)5 15 119342288 119342302 TAATGTAACCGCCGGAAGAG CGGTGCCAGAGAAAAAGAAG 158

Ai04B25675 Araip.B04 25675 p3 (GAA)7 21 119342846 119342866 ACCTCCCGTCTCTGCTACCT TCGGAAGAGAGCTCCGATAA 216

Ai04B25677 Araip.B04 25677 c (T)10gtttccaaa(T)1130 119343725 119343754 TTCTTTGTTTTAGCATGAATTGAGA TGCATCTGCTTCTGCTTTTG 278
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Ai04B25679 Araip.B04 25679 p2 (TC)7 14 119347131 119347144 TTGGAAGCAGCAAAGACAAA TTTCCTTTTTCCCCAAAACC 266

Ai04B25682 Araip.B04 25682 p3 (ATA)6 18 119353268 119353285 GAGGGCTTCAAGTGAGATCG AACTTCGTCAGGAGCCAAAA 275

Ai04B25683 Araip.B04 25683 c (T)10ag(A)13 25 119353670 119353694 ACGAAGTTGTTGGTGAAGGG CACACAAGAGGAGCTTCATTCA 254

Ai04B25684 Araip.B04 25684 p3 (ATC)5 15 119356778 119356792 CATGTCGGAGGAGGTGTTTT TTGAAAAATGTGATTCCCCAA 184

Ai04B25686 Araip.B04 25686 p3 (TAA)12 36 119358026 119358061 TCCAGCATCATCGGATACAA TTACCCTTTTCCCTCCCTTG 194

Ai04B25687 Araip.B04 25687 p3 (TAA)19 57 119360384 119360440 TTGGTTGCAATCAGCTCAAG CTTTCTTTGCTGCAACACCC 252

Ai04B25688 Araip.B04 25688 p3 (ATA)13 39 119361957 119361995 AATCAGCTCAAGATTTGCGG GAAAATCCATGCACTAGCGA 256

Ai04B25691 Araip.B04 25691 p3 (TAA)7 21 119372665 119372685 ATCAGCTCAAGATTTGGGGA TTCTGCAGAGTGTTGGTTGG 257

Ai04B25693 Araip.B04 25693 p2 (AT)10 20 119380651 119380670 TTTCACACTTTTAAACCTATTTATTCC CCCAAGAATGAAGAATGCAC 262

Ai04B25701 Araip.B04 25701 p2 (TA)8 16 119419180 119419195 TTGGTCATCTTTCCTCGTTTG CAGCGAGCTAAGCAAAAACA 269

Ai04B25703 Araip.B04 25703 p2 (AT)8 16 119420961 119420976 CACATCCCTTTCTTCTCCCA CACACACATCATCTTTCATAAGCA 213

Ai04B25713 Araip.B04 25713 p3 (TCT)6 18 119444051 119444068 CAACGTTCAAAAACGCTTCA TCAAAACTCAGCAAAACTCAGC 268

Ai04B25714 Araip.B04 25714 p2 (AT)10 20 119456977 119456996 CAACCTCCCCACACTTAAACA TGCTTTTCTCTCCCATCTCAA 276

Ai04B25715 Araip.B04 25715 p2 (AG)6 12 119464192 119464203 AAAAGGGAATGTTGAACCTGA ATGCATCCATTCAGGGAGAG 161

Ai04B25720 Araip.B04 25720 p3 (AAT)5 15 119478932 119478946 TTGGTTAAATTACATCTTAAAAACACA CCAAACATAAATTAATTGCCACA 190

Ai04B25721 Araip.B04 25721 p2 (AG)6 12 119484362 119484373 TCGTTAGAGCTTCGTGCTGA GGTGGAGACTTTTTACACAACAA 161

Ai04B25723 Araip.B04 25723 p2 (TC)16 32 119489600 119489631 TGGGTTCAGGTTCGTTAAGC GAGAACAAGCCAACGCTACA 206

Ai04B25725 Araip.B04 25725 p2 (AT)6 12 119494549 119494560 CAATCCATGACTGGCTTCAA TTTGGTGCGATGAATGAAGA 269

Ai04B25730 Araip.B04 25730 p2 (AT)6 12 119502546 119502557 ACCCCTTTTCGGATGTGTAA TCTCAGGGACCACTTTAGGG 279

Ai04B25731 Araip.B04 25731 c (TCA)6(TCT)5 33 119502886 119502918 CGGAGTGTCTAACGGTTGGT TCTTGGCGTTGACCTTCTTT 177

Ai04B25733 Araip.B04 25733 c* (A)10(AG)6* 21 119515124 119515144 GAATGAATGCTTGAACAGTGC TTGCTCTTGCCTTTTGGTTT 275

Ai04B25734 Araip.B04 25734 p3 (TTC)6 18 119527903 119527920 CCTTCTGCCGCTAAAACAAT GGCCTTAGCCCAGAAAGAAC 205

Ai04B25738 Araip.B04 25738 p2 (GA)9 18 119542403 119542420 GAAGTGGTAGGGGTGTATATTCCTATT GCTAAGCAGCGGTACCAAAG 201

Ai04B25739 Araip.B04 25739 p3 (ATT)5 15 119561151 119561165 GCAGGAAAGCAGAGGTTCAG CGGTATGAAGCAAGCTAGGG 188

Ai04B25742 Araip.B04 25742 p2 (AT)6 12 119588349 119588360 AAATCAGTGAATAAACAAGCGAGA TCAGGCACTTCCTCTTGAGTC 273

Ai04B25751 Araip.B04 25751 p3 (TTA)18 54 119618649 119618702 GGACGAAGCTCGCTTGTATC CACCTCCCAATTCTAGCACAA 259

Ai04B25752 Araip.B04 25752 c (A)11g(A)11 23 119623177 119623199 GCATGAGTGGACAATTGGAT TTAACTGGTGGCTTCCTTGG 243

Ai04B25761 Araip.B04 25761 c (AT)6ggctatttcatttctattttaataatattgtc(T)1054 119632554 119632607 TAACACCACTGCAAAAGCGT CATTGCCTGTAATTTGATCATTTC 227

Ai04B25767 Araip.B04 25767 p2 (AT)6 12 119646228 119646239 ATGGGGGAGATAGAGAAGGG GCATGCCTTCCGTATTTGTT 275

Ai04B25768 Araip.B04 25768 c* (A)10(AG)6* 21 119654865 119654885 TCAGCCAAAAGACAAGGAGG CCAAAATTGTTAATTAGTTCGTTATTG 260

Ai04B25772 Araip.B04 25772 p6 (AAAAAT)5 30 119660480 119660509 ACCCTTCTCTATCTCCCCCA GGGTGTCACAAATTTCAACCA 265

Ai04B25773 Araip.B04 25773 p2 (AT)6 12 119673789 119673800 GGGTGAGTTAGGACCACCCT CTCAATTAAGAGGTTGCGGG 217

Ai04B25775 Araip.B04 25775 c (TA)7agaataaaaaaataaat(TA)745 119674051 119674095 CCATTGTTTTAGGACTTGCCA AAAATCATAAACGTTGGATTTCA 219

Ai04B25778 Araip.B04 25778 c (T)10ctgtttaat(A)1332 119678230 119678261 CTGGCACAGACATTCACTCAA AATGGAAAGAAAGGGGGTTG 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25779 Araip.B04 25779 p3 (CTT)5 15 119679404 119679418 ATAACGCATGCTGCTTACCC CACTGCTGCTGTGGAGCTTA 173

Ai04B25781 Araip.B04 25781 p3 (TGT)5 15 119681707 119681721 TCCGAGTTCTTGTGTTTGACA AGACATGGCCAAACAGATTT 238

Ai04B25789 Araip.B04 25789 c (A)10taaagttccaagtcaatgacccataaatttactgctaaatttttttagaaattta(T)10caaaaatctatcagctcattg(A)10106 119700144 119700249 TCAATTAGTAGGTTCATTCCTCTTCA CGCACTCAACTTTTAAGTACCG 220

Ai04B25793 Araip.B04 25793 c (T)10cttcatcgccgacaaccgccaattccccgcatttcaaagcg(CT)663 119714915 119714977 TTTTGCGGAAGAAGGAAATG ATCAATGCGCTGTATTGTGG 174

Ai04B25795 Araip.B04 25795 p2 (CA)6 12 119719492 119719503 CGTTATCGCGGGATACTTGT TATCCAAAGTGGCAGGGAAG 156

Ai04B25800 Araip.B04 25800 c (A)13caaagaaaaatctatgatcaagaaaaataatagaagagtagccagtgactatttcag(T)1080 119735955 119736034 CGCAGGAAGCAAACCTTAAC TTCATCTCTGTTCGAAGTGGTC 236

Ai04B25802 Araip.B04 25802 p3 (AAG)5 15 119750323 119750337 TGTTTGATCTAAAGTGTTCTTGCTG GCAGAGTGGAGACGACATGA 126

Ai04B25803 Araip.B04 25803 p3 (TCC)5 15 119751613 119751627 TGTGAATGTTGTGTGTGCGT AAAAACACATCGGACCCAAA 131

Ai04B25806 Araip.B04 25806 p2 (TA)7 14 119761925 119761938 CAATGAAACAGTGGCAATGG TAATTCGGGGACCATTCCTT 230

Ai04B25807 Araip.B04 25807 p2 (TA)33 66 119762373 119762438 CATGCATCGTGTATGCATAATTT CTGATCATCATGTTCTTCATGC 215

Ai04B25808 Araip.B04 25808 p3 (CTC)6 18 119765477 119765494 AGATGGCGAAGAAGAACTCG AAGAAATCACGATGGGTTCG 156

Ai04B25812 Araip.B04 25812 c (T)11aggtttttaatcaatatgccacaatttctaaaatttattatctaaacatgtcacataatattctttttttgcaattaaaatg(T)10103 119775627 119775729 TCGTTAATGTGACAATCAAAATG CAGAAAAGGAGAGAGGTCTTCAA 232

Ai04B25813 Araip.B04 25813 p3 (TAA)15 45 119779591 119779635 TTTTCCCGCTAAAATGAATG GGGACAAAACAATACTTATCCCT 275

Ai04B25818 Araip.B04 25818 p4 (AAAG)5 20 119793494 119793513 TCCTCTCGCCATCTGTAACC CGATCTTATCACGTGCATGG 197

Ai04B25822 Araip.B04 25822 c (A)13cccttcccttgcgttaaaaag(A)1246 119809799 119809844 CAAACCCCTTCTTTGTATCCC GGCAGGAAATTGATGGCTTA 165

Ai04B25824 Araip.B04 25824 p3 (ATT)39 117 119815625 119815741 TGATTCCGGACACCTAATCC GAAATGGCTGAATGGGAATG 278

Ai04B25825 Araip.B04 25825 p3 (TCC)5 15 119819665 119819679 TGTGAATGTTGTGTGTGCGT AAAAACACATCGGACCCAAA 136

Ai04B25828 Araip.B04 25828 p2 (GA)9 18 119821797 119821814 TCTTGCTCCCTCATGCTGTA AACAGGTGCAGCAAGTCACA 202

Ai04B25829 Araip.B04 25829 p2 (GA)7 14 119832264 119832277 TTGAGACGTTTCTGCCATTG GTGGTAACAGGTGCAGCAAG 204

Ai04B25830 Araip.B04 25830 p2 (AG)6 12 119832554 119832565 TTGCTGCACCTGTTACCACT TCGCATTTTGCAACAAGAAC 222

Ai04B25833 Araip.B04 25833 c (A)11gataaatgaatggatattgacttaacaatgc(A)1052 119846456 119846507 AACCTTAACACAAACTCATCGACA GCGCCATTTTAAAAGGAGTTT 279

Ai04B25836 Araip.B04 25836 p2 (CT)20 40 119853673 119853712 TCATAATTAGCCAAAACTTTCCA GGTAGAAAAAGATGCGGGTC 280

Ai04B25844 Araip.B04 25844 p2 (AG)8 16 119872210 119872225 TGCTAATCGAGAGAAGGGGA ACGGCGTAATAGCATCGTTC 186

Ai04B25847 Araip.B04 25847 p2 (TA)10 20 119879780 119879799 TCTCTTGGGTGCCTACCAAC AGTGAGCGATTGAAGAGGGA 262

Ai04B25848 Araip.B04 25848 p2 (AT)10 20 119881521 119881540 AGTGAGCGATTGAAGAGGGA TCTCTTGGGTGCCTACCAAC 276

Ai04B25850 Araip.B04 25850 p2 (CT)6 12 119885293 119885304 CGTTCACGCCTCTGAAGATT GACGGCGAATACTTGAAACC 257

Ai04B25856 Araip.B04 25856 p2 (TA)7 14 119894519 119894532 TGTTGAGCGGGAGAAGCTAT TTTCTTCCGAAGGAGCAAAA 110

Ai04B25858 Araip.B04 25858 p2 (TA)28 56 119899160 119899215 TTTGGATCTCGCTTTCTTTCA CAGCTGGATTGATGCCTTTT 261

Ai04B25860 Araip.B04 25860 p2 (AG)6 12 119902586 119902597 TTTCCAAACCAAAGTAGCGG AAAAGCCTATTCCCATTCGG 261

Ai04B25861 Araip.B04 25861 p3 (AAT)19 57 119902723 119902779 GTGAAAGGGAAAGGGAATGG GGGGCATTGGACGTGATAC 275

Ai04B25862 Araip.B04 25862 p2 (AG)7 14 119903296 119903309 TTTCCAAACCAAAGTAGCGG GGCCATTCCTATTCCCTTTC 237

Ai04B25863 Araip.B04 25863 p3 (ATA)5 15 119903436 119903450 CGAATGGGAATGGACTTTTC TCAATTGGATGTTGCACTGG 212

Ai04B25864 Araip.B04 25864 p2 (AG)7 14 119903592 119903605 TCCATCACCCCACATTTACA GGCCATTCCTATTCCCTTTC 213

Ai04B25865 Araip.B04 25865 p3 (ATA)5 15 119903732 119903746 TCTTGTTGCTTCCATCACCC TCGAAAGCGAAAGAGGAAGT 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25871 Araip.B04 25871 p2 (TA)6 12 119923508 119923519 TGTTGAGCGGGAGAAGCTAT ATGGCACGGGTCATTACATT 216

Ai04B25872 Araip.B04 25872 p2 (TA)6 12 119924771 119924782 TGTTGAGCGGGAGAAGCTAT CAGCTGGATTGATGCCTTTT 142

Ai04B25875 Araip.B04 25875 p2 (AG)7 14 119933589 119933602 AGGGCGAAAAAGAACACAGA CTCCTCATCACCGAACCAGT 239

Ai04B25876 Araip.B04 25876 p3 (GTG)6 18 119933904 119933921 GAGGAGAAGGTAGCTCCGGT CCACTCCATCATCCTCGTCT 271

Ai04B25877 Araip.B04 25877 p3 (GTG)6 18 119943874 119943891 AAGAACGGAAACAGAGGCAA ATCATCTTTCCCTTCCCCAC 105

Ai04B25878 Araip.B04 25878 c (AT)9ggtgacgtctctggtggatgaaagtgtttggtgactaagat(TA)875 119949526 119949600 CAATGAAACAGTGGCAATGG CCAAACACTTTCATCCACCA 142

Ai04B25879 Araip.B04 25879 p2 (TA)7 14 119952155 119952168 ACATTGTTCTACGGGTTGCC ATTAATTCGGGGACCATTCC 222

Ai04B25881 Araip.B04 25881 p2 (TA)7 14 119953399 119953412 ACCATCCAAAATCATGCCAC ATTAATTCGGGGACCATTCC 149

Ai04B25883 Araip.B04 25883 p2 (AT)7 14 119954562 119954575 AAATTAAACTCATCAAAATCCAAACA CAACCCGTATACCCGATCAT 249

Ai04B25884 Araip.B04 25884 p2 (AG)6 12 119955036 119955047 AGATGAAGAATTGGGGTTGG TTTGCATGCACAAGCTAAGG 173

Ai04B25889 Araip.B04 25889 p2 (AT)6 12 119961407 119961418 GGGAAGTACATCCGTGATCC TCCCACTAATTAACTAGGTTGCTACA 127

Ai04B25892 Araip.B04 25892 c (T)10atggcggtaataatagttgtttcagtatgaaaatataagatagctgaaagag(A)1072 119966111 119966182 GCTCCTGAGCTGGTTTGATT TTCTCTCTGATTATCTCTAATCCTCTC 272

Ai04B25899 Araip.B04 25899 p2 (CT)6 12 119992258 119992269 AAAACTATTCGGCCATTCCC TTTCCAAACCAAAGTAGCGG 261

Ai04B25903 Araip.B04 25903 p3 (TCC)5 15 119995650 119995664 TGTGAATGTTGTGTGTGCGT AAAAACACATCGGACCCAAA 131

Ai04B25905 Araip.B04 25905 p2 (GA)7 14 119997753 119997766 TCTTGCTCCCTCATGCTGTA AACAGGTGCAGCAAGTCACA 200

Ai04B25906 Araip.B04 25906 p2 (GA)8 16 120002198 120002213 TAGCCTTGGCTTGAGACGTT GTGGTAACAGGTGCAGCAAG 214

Ai04B25907 Araip.B04 25907 p2 (AG)6 12 120002490 120002501 TTGCTGCACCTGTTACCACT TCGCATTTTGCAACAAGAAC 222

Ai04B25908 Araip.B04 25908 c (GGAGAA)5ggttgggaatggggatggggatggatcagattggaaattgggaggggggttggttctaggctacacc(T)11108 120003879 120003986 TCCTCCAAAGCTATGACAAAGTC CGACGTCGTTTTAAACAAAAA 277

Ai04B25909 Araip.B04 25909 p3 (TTC)5 15 120011624 120011638 CTGGACAGTTTTCCGGTGAT GGAACCCTAACGTAGTGGCA 265

Ai04B25912 Araip.B04 25912 p3 (TGC)5 15 120016195 120016209 AGAAGGGTGGTGGAGGATCT TCATGTTGAGGCTGCTGAAG 274

Ai04B25914 Araip.B04 25914 p2 (CT)6 12 120024325 120024336 AGCGAGAAACGGCATAACAG AAGAAGAGAAGAGGGAGGCG 248

Ai04B25915 Araip.B04 25915 p2 (AG)6 12 120028551 120028562 CATTTCTTGTCCCCTGATGC GTTACCACGCGGTGTTTTCT 275

Ai04B25917 Araip.B04 25917 p2 (CT)18 36 120042831 120042866 ACTTTGAAAAGCCCATTCCC GAAAAAGATGCGGGTCACAT 101

Ai04B25918 Araip.B04 25918 p3 (TAT)23 69 120043380 120043448 CGGGGTATTGGACGTGATAC TCCATCACCCCACATTTACA 183

Ai04B25919 Araip.B04 25919 p2 (CT)8 16 120043571 120043586 ACTTTGAAAAGCCCATTCCC TTTCCAAACCAAAGTAGCGG 265

Ai04B25920 Araip.B04 25920 p3 (TAT)58 174 120044106 120044279 TCCAATGGCAGAATTAAGGTG TCCATCACCCCACATTTACA 257

Ai04B25921 Araip.B04 25921 p2 (CT)8 16 120044402 120044417 ACTTTGAAAAGCCCATTCCC TTTCCAAACCAAAGTAGCGG 265

Ai04B25922 Araip.B04 25922 p3 (TAT)22 66 120044937 120045002 CGGGGTATTGGACGTGATAC TCCATCACCCCACATTTACA 180

Ai04B25923 Araip.B04 25923 p2 (CT)6 12 120045129 120045140 TGTAAATGTGGGGTGATGGA GAAAAAGATGCGGGTCACAT 164

Ai04B25928 Araip.B04 25928 p3 (ATA)9 27 120053712 120053738 CGAATGGGAATGGACTTTTC TCATGCATCCTACTATGCGG 242

Ai04B25929 Araip.B04 25929 p2 (AG)9 18 120054266 120054283 GAAAAAGATGCGGGTCACAT TGTAAATGTGGGGTGATGGA 180

Ai04B25932 Araip.B04 25932 p3 (TCG)5 15 120060234 120060248 ACACCTCACCTCACCTCACC GGATGAGGCAGATTCTAGCG 261

Ai04B25938 Araip.B04 25938 c* (AAG)15(AAGAGG)5*72 120076513 120076584 CACGGAGAAAGAAGAAGGAAGA ATTCACGCCGTTTCATGTTT 174

Ai04B25941 Araip.B04 25941 p2 (AT)9 18 120083665 120083682 TAACAATGAGCTCCCCTTGG CCAAACACTTTCATCCACCA 139



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B25942 Araip.B04 25942 p2 (TA)10 20 120084488 120084507 ACCATCCAAAATCATGCCAC CTGATCATCATGTTCTTCATGC 216

Ai04B25943 Araip.B04 25943 p2 (AT)13 26 120084621 120084646 ACCATCCAAAATCATGCCAC CTGATCATCATGTTCTTCATGC 216

Ai04B25944 Araip.B04 25944 p2 (AG)6 12 120085107 120085118 TGCATTTTCAATTGGAGGAA TTTGCATGCACAAGCTAAGG 234

Ai04B25946 Araip.B04 25946 p2 (TA)7 14 120097324 120097337 ACATTGTTCTACGGGTTGCC ATTAATTCGGGGACCATTCC 222

Ai04B25947 Araip.B04 25947 p2 (AG)7 14 120098240 120098253 AGATGAAGAATTGGGGTTGG TTTGCATGCACAAGCTAAGG 175

Ai04B25949 Araip.B04 25949 p2 (AT)6 12 120117906 120117917 AGGTGTTTGGCTCTTGGTACA TTGATGGTGCAAGTGGTGAT 275

Ai04B25953 Araip.B04 25953 p2 (AG)7 14 120131327 120131340 TTGCATTTTCAATTGGAGGA GACGCGGTTTTTCTCTCTTG 186

Ai04B25958 Araip.B04 25958 c (CT)8tcttccctctccccctc(CT)15ccccctctcttctctctctttctctctctcctcctcctctctttcttttttctatctctcattctcccctcttttttctcttt(TC)12tttttctctcttattttggagaaaagaggaatagg(GA)10225 120177629 120177853 CTTTGCTGCAGTGAAGGC TCAGCCTTCTCTAACTCTATACCCTC 279

Ai04B25961 Araip.B04 25961 p2 (AG)8 16 120178743 120178758 GAGAGAGAGGGAGAGGTGGG TCACTTTCCGCTTTCTTCCT 160

Ai04B25963 Araip.B04 25963 p2 (TA)6 12 120182835 120182846 CAGCTGGATTGATGCCTTTT TGTTGAGCGGGAGAAGCTAT 142

Ai04B25965 Araip.B04 25965 p2 (CT)8 16 120184751 120184766 ATTCCAACGCTGAAGTACCG CCTTCTCCAAAACTCCACCA 244

Ai04B25968 Araip.B04 25968 c (T)10ctctttcagctatcttatattttcatactgaaacaactattattaccgccat(A)1072 120235706 120235777 TTCTCTCTGATTATCTCTAATCCTCTC GCTCCTGAGCTGGTTTGATT 272

Ai04B25972 Araip.B04 25972 p2 (AG)6 12 120257118 120257129 ACGCCATGAAACAAAGAAGG ATGGGGGAGCTTTATGCTTT 200

Ai04B25974 Araip.B04 25974 p3 (TAT)5 15 120257835 120257849 TCAATTGAATGTTGCACTGG TCCATCACCCCACATTTACA 128

Ai04B25975 Araip.B04 25975 p2 (CT)7 14 120257976 120257989 ACTTTGAAAAGCCCATTCCC CCAAAGTAGCGGACTTAGCG 255

Ai04B25976 Araip.B04 25976 p3 (TAT)9 27 120258504 120258530 TATCGCCTAATCCCACAAGC TCCATCACCCCACATTTACA 261

Ai04B25977 Araip.B04 25977 p2 (CT)6 12 120258657 120258668 AAAAGCCTATTCCCATTCGG TTTCCAAACCAAAGTAGCGG 260

Ai04B25978 Araip.B04 25978 p2 (AT)7 14 120261879 120261892 TTTCTTCCGAAGGAGCAAAA TGTTGAGCGGGAGAAGCTAT 110

Ai04B25982 Araip.B04 25982 p2 (TA)13 26 120267675 120267700 TTTCTTCCGAAGGAGCAAAA TGTTGAGCGGGAGAAGCTAT 121

Ai04B25984 Araip.B04 25984 p2 (TG)6 12 120285273 120285284 GTCCGCTTCAGACTGGTTGT TTGGTCAAGTGGATTGGACA 128

Ai04B25987 Araip.B04 25987 p2 (AG)6 12 120289949 120289960 AGCCCTTAAACTCTGGCGAT GCGGCTTTTCTCTCTTGCTA 244

Ai04B25989 Araip.B04 25989 p3 (TCC)5 15 120293369 120293383 TGTGAATGTTGTGTGTGCGT AAAAACACATCGGACCCAAA 131

Ai04B25991 Araip.B04 25991 c (TA)7atttatttttttattct(TA)745 120296265 120296309 AATAATAAAATCATAAACGTTGGATTC CCATTGTTTTAGGACTTGCCA 225

Ai04B25993 Araip.B04 25993 p2 (TA)7 14 120299388 120299401 TCGGACCATCCGATTTGTAT TGAAAGAGAAGGGAAATGATGTT 267

Ai04B26001 Araip.B04 26001 p2 (AT)6 12 120315322 120315333 TTGAGGACAATTCAACAATGAGA TCCATCACCCCACATTTACA 274

Ai04B26020 Araip.B04 26020 p3 (TAT)10 30 120367962 120367991 GGCTGCAAAAGCAAGAAGAT CAAGCCACCCCTTAAAACAA 184

Ai04B26021 Araip.B04 26021 p3 (ATT)11 33 120368138 120368170 TTGTTTTAAGGGGTGGCTTG ACCAATTACGTGGTTCTCCG 166

Ai04B26024 Araip.B04 26024 p4 (AATA)5 20 120375539 120375558 TCTAGCACAAAGAGCCGGAC AGCAGCAGTGCTTGTTGAGA 265

Ai04B26030 Araip.B04 26030 c (TC)6(AC)6gaataaattgcaaatgtagatagaaaaaagtaacacattc(A)1074 120406624 120406697 TTCATTGCCTCATACGGTCA GAAGCAGCTCCTGAATTAGTCAC 230

Ai04B26032 Araip.B04 26032 p2 (GA)6 12 120427153 120427164 TCCTCACCATCGATCAATCA CATGAATTGCCTTTCGTTGA 225

Ai04B26035 Araip.B04 26035 p2 (TA)6 12 120452966 120452977 TTGATTTAGCTGAAAAATCGG TTGATTAAACTGTGTTATTTTTGTCA 213

Ai04B26036 Araip.B04 26036 c (T)10cattctcctcatgatatatctattctgtttttttatttcttctttttatttgtttaaatttttttcttctcttctttttg(T)10100 120453793 120453892 TTTGATTTTGGACTCGGTGA TCATCGTTGTCATCTTTTCTTTG 269

Ai04B26037 Araip.B04 26037 c (T)10cattctcctcatgatatatctattctgtttttttatttcttctttttatttgtttaaatttttttcttctcttctttttg(T)10100 120456050 120456149 TTTGATTTTGGACTCGGTGA TCATCGTTGTCATCTTTTCTTTG 269

Ai04B26043 Araip.B04 26043 p3 (GAT)5 15 120462795 120462809 CGCCCAAACATGCACTAAA TTCCTTCTTCAAGGTGAGGG 276
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Ai04B26044 Araip.B04 26044 p3 (ATG)6 18 120463324 120463341 TGACGATAACGATGATGACGA TCCACCGTTTCCTTCTCTTG 255

Ai04B26046 Araip.B04 26046 p3 (AAT)8 24 120467630 120467653 TGGTTAAGTGCTGGTCAGATTTT AAATTGTGTAAGTCACCAAACTTCTT 276

Ai04B26047 Araip.B04 26047 p3 (CAG)5 15 120468820 120468834 CCCAATTTAGCCTGGACTCA TGCTACCACCAAAACCATGA 139

Ai04B26049 Araip.B04 26049 p2 (AT)9 18 120479411 120479428 GGCGTGGTTTATGTCCAAAT TGAATATGGTGGAAGTGATAGGC 227

Ai04B26053 Araip.B04 26053 p3 (TTC)6 18 120483077 120483094 TTCATTGGGTCCATCGAAAT ACCAACAACTCAACCCCAAA 265

Ai04B26058 Araip.B04 26058 p2 (TA)6 12 120503234 120503245 ATCGGGCTTGAGTTGTTTTG TAAGCCACACACACAGCCTC 231

Ai04B26067 Araip.B04 26067 p2 (AT)6 12 120531085 120531096 ACCTTCTCTGCCTCCCTCTC TGATGAAATGTATCATTGTGACTGA 259

Ai04B26074 Araip.B04 26074 c (A)12gattggcttaaagcacttgt(TAA)650 120547217 120547266 CAATAAAACCACCACCACCA ACTTTGATTCTTCTGGCACCT 280

Ai04B26076 Araip.B04 26076 p3 (TAA)6 18 120551886 120551903 AGGTGCCAGAAGAATCAAAGT TTTTCCCTCTCATACCCTTTCTC 278

Ai04B26079 Araip.B04 26079 p4 (TTTA)5 20 120587039 120587058 GATGAAGAATTCGATGGAAAGG TTCTCTTTCTTCTTTTCAAAACTTCC 263

Ai04B26081 Araip.B04 26081 p6 (CACCAA)5 30 120604226 120604255 GCAACAGCAAAAACAGCAAA CTGAATTGCTCCGTCCATTT 225

Ai04B26083 Araip.B04 26083 c (T)10ctttcttagtttttgtttattttcttttaagtcac(A)1156 120607880 120607935 TGCCTTGGAAGGAGTTTGAG GCGTTAACCATATTGGCCTT 262

Ai04B26086 Araip.B04 26086 p2 (GA)6 12 120634637 120634648 GTTGTGCTCCAGCTCGTTG CAGGACTCGGACAGAAGCTC 188

Ai04B26091 Araip.B04 26091 p3 (TCG)5 15 120647637 120647651 TTCCACTTTGACTTTTCGGG ACGACGACGATGTGATGGTA 232

Ai04B26092 Araip.B04 26092 c (AAC)5aaaagcgcatatgcacaaacgg(A)1047 120648563 120648609 AACCACCCTGCCACGTATAA TTCGAAGTTTGCTTTCGGAT 173

Ai04B26097 Araip.B04 26097 p2 (TC)7 14 120669551 120669564 AAAAGAAATCACGGTATCGATTAAA TGTGGCTTCTGTGTGGTACTTT 181

Ai04B26099 Araip.B04 26099 p3 (AAT)5 15 120686569 120686583 GGTCAGAGACCGTGATAGGG TTCAAGCCTAACCAACACCA 223

Ai04B26100 Araip.B04 26100 p2 (AT)6 12 120688525 120688536 AGCATGCTGGTTTGCTCTCT TAGTCTTGACCTGCGAAGCA 200

Ai04B26102 Araip.B04 26102 c (AG)16aaagagagaaagagagag(AGAT)1090 120691287 120691376 CACCCAGTCAAAATCTTCAACA CTTGTCAAACTCTGTGACTTAGCA 252

Ai04B26106 Araip.B04 26106 p3 (TCA)5 15 120713012 120713026 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 251

Ai04B26107 Araip.B04 26107 p2 (AT)11 22 120715523 120715544 GAGATTGAATTTAGATGCGATTTTT GAGATTGAATTTTGATGCAATTTTT 254

Ai04B26108 Araip.B04 26108 c (TAA)5tatgaccgtaata(T)1139 120716182 120716220 ATGATTCATGTGATATGTTTTCATAGT AAATTACATGTCAAGATTGCCAAA 279

Ai04B26118 Araip.B04 26118 p3 (ATA)7 21 120728560 120728580 CCGTGCGGATCAGATAGAAT TGGTGTTTTATTTTTGGGGAA 273

Ai04B26119 Araip.B04 26119 p5 (GGAAG)5 25 120732549 120732573 TCAAAAGTGAAAAGGGGTGG TCAACCTTCCAACCTCAACC 153

Ai04B26121 Araip.B04 26121 p3 (ATT)12 36 120733348 120733383 TTTCTCTGTTTTCCCCCTCA TGGAAAATTACACCATGGCA 274

Ai04B26122 Araip.B04 26122 p2 (TA)7 14 120735447 120735460 TTGGCCTCAGAACTCACAAG ACAAAAATTTGTGGCTGCCT 103

Ai04B26125 Araip.B04 26125 p3 (CTC)5 15 120742793 120742807 TGGTGGAATCTTCATCGTCA AGTAACTTCCGACGAAGCCA 179

Ai04B26126 Araip.B04 26126 p3 (GAA)5 15 120743589 120743603 GGAGGAAATGGAAGAAGGGA GGTCTTCAATAACGTTCACCG 149

Ai04B26130 Araip.B04 26130 c (A)10g(A)10gaac(AT)943 120760321 120760363 TTTGGGTATGGGAAACTTGG GGAGCATTTTTGTCCCCTTT 257

Ai04B26131 Araip.B04 26131 p2 (GC)6 12 120761562 120761573 GTCCAAATGAGGCGGTTCTA CTTGGTTCATTTCCCCTTCA 244

Ai04B26141 Araip.B04 26141 p3 (GTG)6 18 120773540 120773557 GAGGATAGCGGAGAGGGAAG TCTCCGAACTCCTCGACACT 128

Ai04B26142 Araip.B04 26142 p2 (AG)9 18 120773757 120773774 GTGTCGAGGAGTTCGGAGAG CTTCCATTGGTCATTGTCCC 260

Ai04B26147 Araip.B04 26147 p3 (CTT)6 18 120788823 120788840 GGCGAAGAGGAAGAAAAGGT TTTTCCTCTCCATCGCACTC 265

Ai04B26148 Araip.B04 26148 p6 (AAAGGG)5 30 120789034 120789063 TATGAGAGGGAGGGAGAGGG GCTTACGTGTTCACCGGTTT 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26161 Araip.B04 26161 p2 (TC)6 12 120835307 120835318 TCATTATGAAGAATGCGCGA ATAAGCGAAGCGTCAACACC 224

Ai04B26169 Araip.B04 26169 c (TAA)6ttataaaaaatgctggtgatcttgctcttccagttcctcacacctctctgcagatcctagatctgcgatcaatttcaccattttcaagcaaatctc(AGA)9141 120863764 120863904 AGCTAAGCTCAAGCGATTTTT AAGAGGGATCACCTGAGGC 265

Ai04B26171 Araip.B04 26171 p2 (TG)7 14 120869082 120869095 GAGAGCCAGCAAGGTAGTGC TCTCACGTCCATCATCCAAA 226

Ai04B26173 Araip.B04 26173 c (C)12a(AC)7 27 120872212 120872238 TTCCGACTTGATACATCCCC CCATAAATTTGGACTGTTGGG 216

Ai04B26174 Araip.B04 26174 p2 (TA)7 14 120872485 120872498 CCCAACAGTCCAAATTTATGGT AACTTCCAGCAGTGGACAAA 215

Ai04B26175 Araip.B04 26175 c (T)12aattctctctatgctttgtgttaatcctcccttattgcactttgtggcattcataatttatata(TG)688 120872944 120873031 TTTCTTCAATCAGTGCTGCC GCCACAAGACAATGCAAAAA 280

Ai04B26181 Araip.B04 26181 p2 (AT)6 12 120886353 120886364 GACGGGTATGAGGAACCAGA CCGCTAACTCTAACATCGTGG 265

Ai04B26185 Araip.B04 26185 c (TGG)5cggcggcggtggtggtggaagatgtagctgcatgt(AAC)668 120891437 120891504 AATAGCGGAGGAGGAGGGTA TTCATGTAGCCGACTCCACTT 191

Ai04B26191 Araip.B04 26191 p2 (TC)13 26 120924177 120924202 CAATGGTTGTGATTGATTTGGT CCATCATCATCAACCTTCTGC 276

Ai04B26194 Araip.B04 26194 p5 (AAGAT)5 25 120956826 120956850 GACAAAACGACCGACCTGTT GGGTGCTCCAGTGCATTTAT 260

Ai04B26202 Araip.B04 26202 p2 (AC)12 24 120980837 120980860 GAGGGTCCTGCTGTTAGTGG AAAACGATACCAGTTCCCCC 214

Ai04B26205 Araip.B04 26205 p3 (TCT)5 15 120988447 120988461 TTCTGTCAGCTTGTGCTGCT TTTTTCTCTCTCTGGCCGAA 176

Ai04B26207 Araip.B04 26207 p2 (AT)6 12 120993003 120993014 CATCCAACTGCCATGTGAAC AATGCCCGAATGTCATAAGC 157

Ai04B26209 Araip.B04 26209 p2 (CT)7 14 120997424 120997437 CAGTGCTGCTGAAACACCAT GAGGAGGGGAGGAGAAGATG 228

Ai04B26210 Araip.B04 26210 p2 (AG)9 18 120998041 120998058 TGTCGCCAAAATCAAATTAGTG CGGTAGCATCATCTCCCTTC 279

Ai04B26214 Araip.B04 26214 p2 (TA)6 12 121007203 121007214 TTCCCTGTCCTTGTCCTTTG CCTTCCGATGAGAGAACTGC 226

Ai04B26222 Araip.B04 26222 p4 (TTGT)5 20 121018744 121018763 CGTTTGATTCATGTAGCCGA GGGAGCTTCCACGAAATCTA 271

Ai04B26239 Araip.B04 26239 c (AT)7gatgcgtattttggatatatgtggttatggatgtagttggaatg(TGT)573 121062726 121062798 CAGGATCCTCGTGTGGATTA CAGAAAAACGGACAGAATCTCC 276

Ai04B26244 Araip.B04 26244 c (T)16aaaaaatggataaagttaacgttag(T)1455 121081696 121081750 CACCCTGGTCCACATGAATA TGTTAACTAACGTCAACTTGAAACC 205

Ai04B26247 Araip.B04 26247 p4 (TTTA)5 20 121089086 121089105 TGGGGCATGTATGATGTATCC GCCATGCCAGAGAAAAAGTC 240

Ai04B26248 Araip.B04 26248 p3 (GAA)5 15 121090130 121090144 TTCCTCTTCATCTTCTGCTGC CACGTTCTTCTTCCTCTTCCTG 154

Ai04B26249 Araip.B04 26249 c* (AAG)5(GAAGAG)5*41 121090763 121090803 CTAACAGAACGTGCAGCGAA TCTTCTTCTTTCTCCGTGCTTC 238

Ai04B26251 Araip.B04 26251 p2 (AT)8 16 121091238 121091253 GGGTCTGTTGACAAGGTCGT GTATGTGCGGCAAAGTTGTG 244

Ai04B26252 Araip.B04 26252 p3 (AGA)7 21 121096703 121096723 CCTGTGAGGAATCCATGCTT GCCAAGACCACTAACCCAAA 245

Ai04B26253 Araip.B04 26253 p3 (AAT)5 15 121098645 121098659 TTCTAACATTTGTTTTTAATAGGGTG TGCCGGGTAAAGTTGTTTCT 219

Ai04B26255 Araip.B04 26255 c (A)34caaagcaacaatctc(A)14tcattacgtacgttattattattattcttattcttattattttta(T)10118 121120766 121120883 AGATGCATCAAGAATTGGGC AGAGAAAATCCGACGCAATG 270

Ai04B26256 Araip.B04 26256 p4 (AAAT)5 20 121124559 121124578 CAAGACTTCAAAGGGCATGA TTTTCACAACTAGAGGGGAATAAAC 261

Ai04B26270 Araip.B04 26270 p3 (ATA)6 18 121173988 121174005 CATTGCAGATCGTGACTCTTG GCCCAAGTGTGGACTTTTGA 252

Ai04B26271 Araip.B04 26271 p3 (TTA)5 15 121176942 121176956 TCCTCAAGGCTAAAAATTACCTG CTTGGATTATGTTAAAACCCAAAT 230

Ai04B26273 Araip.B04 26273 c (T)10gaatctaactatcaaaaatatatctctcaaatccttgccttattttaaaaaaagtaatatcatgagaaagttc(T)1194 121187595 121187688 AAAATTGAATACCATGAGAAACATT TGCTTGTTAGGTTCACTTTCG 241

Ai04B26275 Araip.B04 26275 p3 (ATT)5 15 121204126 121204140 CGCGCTTTATTTGGAATGAT GAAGCTGTTGGGTGGGAATA 129

Ai04B26276 Araip.B04 26276 p2 (AT)6 12 121204916 121204927 GCAATGTTTAAGCAACGATGG TCCCTGTTTAGGGGAAGAGAA 276

Ai04B26280 Araip.B04 26280 p3 (ATT)5 15 121228136 121228150 TAATGGCATCGATGAAGACG TTGGATATTTTGCACTTTGGTT 199

Ai04B26283 Araip.B04 26283 p2 (AT)12 24 121233568 121233591 AATGGAGGAGTGGAATGTGC AATACAATGGATCCCTCTGCC 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26287 Araip.B04 26287 p2 (TA)11 22 121234597 121234618 GGAGACTCAAATTCGCAACC AAACATACATTAAGATCATGTACCAAA 278

Ai04B26291 Araip.B04 26291 p2 (AT)6 12 121242523 121242534 GCAATGTTTAAGCAACGATGG TCCCTGTTTAGGGGAAGAGAA 276

Ai04B26295 Araip.B04 26295 c (AT)12gc(A)11 37 121248831 121248867 CAACCCAAAAACACTTTTCCA TTTTTGGCAGGGTTGACATA 242

Ai04B26303 Araip.B04 26303 p2 (GA)8 16 121282994 121283009 CTCATTTCCTTGGGTCCAGA TACCCCTCTCAGTGTTTCCC 221

Ai04B26305 Araip.B04 26305 p3 (ATT)5 15 121289226 121289240 GAAAATGCCAAATTGGTTCG CCAATACATGCCCACAAATG 154

Ai04B26307 Araip.B04 26307 p2 (AG)6 12 121293744 121293755 AGGGATTTTTCTTGGGTTGG GAATGGGCCTTGCAATTAGA 256

Ai04B26309 Araip.B04 26309 p2 (GA)6 12 121302670 121302681 GCCATTGCGGTTACCTTTT AATGAGAGGAGGGAGGGTGT 141

Ai04B26318 Araip.B04 26318 p2 (AT)12 24 121318705 121318728 TGCTAGCAACCCAAAAACAC GGAGCTTGGTCCCAGAAACT 244

Ai04B26322 Araip.B04 26322 c (A)10tctatttttttattttaatccattgttttc(T)1252 121328313 121328364 GTGCAACTGTGCATGATCG TCTTCAAGAAGCTTGACCCG 260

Ai04B26325 Araip.B04 26325 c (AAG)5gggaaatcagaggtggcaataacagagt(GA)757 121332468 121332524 ATGGTGGTGGTGTTGGATTT TGTGATTTGTGAACCCCCTT 147

Ai04B26333 Araip.B04 26333 c* (TAAA)8(AT)6* 43 121378477 121378519 CGAACCAAACCGATGACTTT TCCAAACATGTTAAACACCAAA 233

Ai04B26334 Araip.B04 26334 p3 (GAT)5 15 121380024 121380038 ACCTGGTCCACCAGTTGAAG ATTTTATGTTAACCGCCGCA 150

Ai04B26341 Araip.B04 26341 p2 (TA)7 14 121390162 121390175 TTTAGCTCTTTCTAAAAATATTGGCA GAAGAAGTTCTATGTCTGAGGTACGA 196

Ai04B26342 Araip.B04 26342 p3 (TTG)5 15 121396609 121396623 CACCTCTGAAGCCTCCTCTG ATTGAGGCAACACTTGGAGG 238

Ai04B26346 Araip.B04 26346 p5 (AATTT)5 25 121400084 121400108 TTGGCTCCATAACAAAAGGC CTGCAACAATAGTTCGCGTG 236

Ai04B26349 Araip.B04 26349 p5 (AATTT)5 25 121411959 121411983 TTGGCTCCATAACAAAAGGC CCGAATGAGTTTATGTGCCA 203

Ai04B26356 Araip.B04 26356 p2 (AT)6 12 121434462 121434473 TGGGTAGTTTGATCACATCCTTT ATAGGGAAGGGCTCAGTGGT 196

Ai04B26360 Araip.B04 26360 p2 (TA)8 16 121448160 121448175 CAACAAGCAACTGCTTCATCC CCCTAGGCCATCTTCAATCA 245

Ai04B26367 Araip.B04 26367 p3 (AGA)5 15 121458500 121458514 GAATTGGGCAGAGGTGACAT TGCAAAATTCTTGATATTCCCA 122

Ai04B26368 Araip.B04 26368 p3 (ACC)6 18 121471891 121471908 AACCACAACCACAACCACAA CGCCTTGATTCTGCTTTCTT 150

Ai04B26370 Araip.B04 26370 c (GA)8tt(GA)7 32 121482856 121482887 GCCCTCCACCTCACAAATAA TGAAGATCATTACCAAAGCGTG 247

Ai04B26371 Araip.B04 26371 c (A)11gcaaatcatttga(AT)942 121484003 121484044 CATACATGTGGTGGCCAAAG AATGAATCGAAGCAACCACC 227

Ai04B26375 Araip.B04 26375 p2 (AT)10 20 121494845 121494864 CGTATTTCATGGGAGCCACT TTGATCGAAAAATAGTGAATCAAA 262

Ai04B26380 Araip.B04 26380 c (A)22tccattttcacatccgtctttcactacgactaatcatttttggtcatatttagtgctaaagtaaattatctc(T)10104 121515339 121515442 CACCCTCAAGTCCAGAGAAAA TTTTTCATGAATAGAATTCACGTT 272

Ai04B26384 Araip.B04 26384 p3 (ATT)6 18 121520172 121520189 CACAAATTTTGCTTCAATTCCA AGTGCGGAGTAGCCTGTGTT 222

Ai04B26388 Araip.B04 26388 p3 (AAT)8 24 121537217 121537240 TGGTTAAATGTTTGGGCCAT CTGTGGGTGACGAGAACTGA 221

Ai04B26391 Araip.B04 26391 p3 (TCA)15 45 121543017 121543061 TTTGTTGGTCTTCTTTCTCTTGAA GGTTGGAAAAAGGTTGTGGA 261

Ai04B26392 Araip.B04 26392 p3 (GAA)7 21 121544208 121544228 CTTACCAACTCATGCTGAAAGC CTTCAGCTCAACCTCTCGCT 152

Ai04B26393 Araip.B04 26393 p3 (TGA)8 24 121544755 121544778 GGTTGGAACAAAGTTGGGAA TGTGTTGGTCTTCTTTCTCTTGA 233

Ai04B26395 Araip.B04 26395 p2 (TA)6 12 121546958 121546969 TCGAATGAACTTGTGTCGAA CTAGCCATCTCCCCACTTTG 265

Ai04B26398 Araip.B04 26398 p3 (AAT)5 15 121576606 121576620 ATTCACAATAATGCACTCGCT TCAAATTGTGAACGAGGTGG 269

Ai04B26399 Araip.B04 26399 p3 (AAT)5 15 121581096 121581110 CTGCTGCGGAATTTTGACTT GAAAGAAAAGGAAGGCTAAGGG 270

Ai04B26400 Araip.B04 26400 p2 (TA)9 18 121584431 121584448 TTTGCCAGATCACACAGGAA TTGAATGTCTTGCAGCCTGA 260

Ai04B26407 Araip.B04 26407 p2 (AG)17 34 121600165 121600198 GGTCAAAAGGGAACACGAAC CCATCTCATCCACCCTCTTG 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26413 Araip.B04 26413 p3 (CAA)6 18 121632228 121632245 ATTGAACCACCCCATACCAA GCTCCATCAAATGGAACTTTCT 213

Ai04B26417 Araip.B04 26417 p2 (AT)7 14 121656374 121656387 ACACACAATCCTGCCTCTCC CGTCTGGACTCTTAAAGCGG 153

Ai04B26418 Araip.B04 26418 c (T)11gtgtgttcaaaatcgtccataacattaaat(TC)653 121663192 121663244 GAGACCCTGCCACGATTTTA AAAAGAGCCAACGCTGAAAA 266

Ai04B26421 Araip.B04 26421 c (TTA)5(TTG)6 33 121680477 121680509 AGGAATCCACAACTGCCCTA GAAGTCCATCATGCTCAGGG 239

Ai04B26423 Araip.B04 26423 p3 (ATA)5 15 121686940 121686954 GCCTATCGGGAAACAAATGA ATCTATGCCCTCATTGCCCT 211

Ai04B26427 Araip.B04 26427 p2 (TA)10 20 121705445 121705464 TGATGATGATCCCCTGGAAC TGAAGTCAATGTTCATGGTCAA 254

Ai04B26432 Araip.B04 26432 p2 (GA)7 14 121715730 121715743 CCTCACCGTGGAATCTGAGT CAGAACAAGATCCCCCTTCC 100

Ai04B26434 Araip.B04 26434 p2 (TA)49 98 121726131 121726228 GAATGGTTATCCCCCATTGA CTGGTTTGCTAAACCCTTGG 218

Ai04B26435 Araip.B04 26435 p2 (AT)6 12 121727226 121727237 TATCCGTGTTTCAAGGCTCC ACAGAGGTAGCAAGGCGCTA 103

Ai04B26442 Araip.B04 26442 p2 (TA)7 14 121806447 121806460 GCCGAAAATTTAATGGGGTT ATGGAAAGCCATTGCATACG 252

Ai04B26444 Araip.B04 26444 p2 (AT)7 14 121814460 121814473 AGCTTCGCAGGCTGAGTTAG ACAGAGGTAGCAAGGCGGTA 247

Ai04B26445 Araip.B04 26445 p3 (GCA)5 15 121814581 121814595 TACCGCCTTGCTACCTCTGT GTTGTGGTCGCTTGGAAGTT 130

Ai04B26455 Araip.B04 26455 p2 (TA)12 24 121843281 121843304 GTGACCGGGCACGTATAAAT GTCCGGTTTGCTAAACCCTT 154

Ai04B26456 Araip.B04 26456 p2 (AT)12 24 121844291 121844314 CGCGATTTTTGTTTTATCCG AAGTTTTTGCGATTGCTGCT 214

Ai04B26457 Araip.B04 26457 p3 (GCA)5 15 121844422 121844436 CGCGATTTTTGTTTTATCCG GTTGTGGTCGCTTGGAAGTT 229

Ai04B26472 Araip.B04 26472 c (TTG)5(TTA)6 33 121917731 121917763 GCATGAGGGACCTCTCAGTT TCTCGAATTGTCAACATTTTCTT 273

Ai04B26474 Araip.B04 26474 c (TG)6ttgttg(GT)8 34 121947292 121947325 ACGCTCTCTCTCTTCCCTCC AAAATCCCCAAATCAAACCC 229

Ai04B26475 Araip.B04 26475 c (T)10gattaattactgacagagatttccgttgtcactctaacaaaataatctaattacatagcaaactcaagaagacatttccagatttacattcccaataag(A)10119 121949799 121949917 TTGACATAGATTTTTGTTGTTCCTC GGCTGCCATTCAAGGTTTTA 183

Ai04B26477 Araip.B04 26477 p2 (AG)6 12 121952239 121952250 TGCAGCAGAAACAGAAATGG TGGACTTGTCCCGAATAGGA 191

Ai04B26478 Araip.B04 26478 p2 (GA)6 12 121965511 121965522 ATAATTCGTGCACCAGACCC GCTTACCAAAGGGAAAAGGG 259

Ai04B26479 Araip.B04 26479 p2 (TA)7 14 121971416 121971429 TTTTCAGGAACCGGATGAAG CCAGCTGTGCCACTCTGATA 271

Ai04B26482 Araip.B04 26482 p3 (AAC)13 39 121976617 121976655 TCCATGTTCCTTTTCGATTTG TTGATTCATGTAGCCGACCC 148

Ai04B26484 Araip.B04 26484 p2 (GA)6 12 121984497 121984508 TTTCATTTTATTGTGCCCGA TGGTGGAGGTTACCGTTCTC 204

Ai04B26494 Araip.B04 26494 p3 (GAA)5 15 122061404 122061418 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai04B26496 Araip.B04 26496 c (CT)10tccctcctcctctctccttccttcccgttcccacggctccccttttctttcttccatttctttctttcttttctgtttcagctgctac(TG)18ttgttgttg(GT)8tgttg(GT)9192 122079997 122080188 TCTCCTCGTAGCTCTCTCCG ACACACACGCACACCAACA 256

Ai04B26500 Araip.B04 26500 p2 (GT)7 14 122092897 122092910 TCTCCTCGTAGCTCTCTCCG GCTACCCTACCCCCTCTCAC 129

Ai04B26501 Araip.B04 26501 p2 (AT)10 20 122104037 122104056 TCCAAACTGCCCTAACCAAC AGCACCAAGTGGGATTGAGT 224

Ai04B26503 Araip.B04 26503 p2 (AG)6 12 122116698 122116709 TGCAGCAGAAACAGAAATGC TCCCTTGCAAGTTGGGTTAG 271

Ai04B26504 Araip.B04 26504 p2 (GA)6 12 122120601 122120612 GAAAGACTGTGCGATGCTGA TTATCCGCTCATCAAAAGGC 224

Ai04B26506 Araip.B04 26506 p2 (TC)7 14 122131511 122131524 GTTTCTAGTGGCGACTTGGC CGGCAAGATTCGAAGAGAGA 150

Ai04B26507 Araip.B04 26507 p2 (TA)9 18 122155588 122155605 TTTTCAGGAACCGGATGAAG TGACACCGTATCGCTGACTT 220

Ai04B26510 Araip.B04 26510 p2 (AT)8 16 122182100 122182115 AAAAGAAAGAAAGCGCAACG ACGAAATCGATTCTGACGCT 259

Ai04B26511 Araip.B04 26511 p3 (CCT)5 15 122185604 122185618 AATATGCGAACGCATCACCT GAGGAGGTCACGGCAGTAAG 193

Ai04B26513 Araip.B04 26513 c (T)10cgtaaaaaaaataataataattagttaat(A)11gagatttttgaaaaagagggaagatattttcgaaaatt(AG)6100 122195210 122195309 TTCATTTCCACTTATGTCCATGAT CCAACTTTTTGTCTATTTCTTAACTTT 279
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Ai04B26514 Araip.B04 26514 p3 (GAG)5 15 122197786 122197800 ACCAGGGAGAGAAGGAGGAA GGACCTTACACTTCGCGTTC 142

Ai04B26515 Araip.B04 26515 p3 (GAA)5 15 122198020 122198034 ATGACGCATTTTGACGAGTG CGTACACGTGGTGCAACTTC 205

Ai04B26516 Araip.B04 26516 c (GA)8cgccgtcatcctcgccgccagaaccgcgaggagcgtcgccgccgagcccgtcaccgtgtcgttgtcttcatcgacgccagctgaagagagatgcgacg(GA)6126 122201830 122201955 GAGAAGGAAAGGAGTTCCCC GAAGCAACGGCGATAGTAGC 274

Ai04B26517 Araip.B04 26517 p3 (ATT)9 27 122208991 122209017 ATCGAGTTCGATATCCGCC CGAAAGCATAGACTAGGTAATCGAA 235

Ai04B26518 Araip.B04 26518 p2 (TA)9 18 122209127 122209144 TCGATTACCTAGTCTATGCTTTCGT TGGTGGGGATTTACGTTCTC 255

Ai04B26519 Araip.B04 26519 p5 (TCATC)6 30 122222520 122222549 CTGGTGGCATGTATCAATGAA TGCATTCTTCAGGGGATAGG 271

Ai04B26522 Araip.B04 26522 p3 (TTG)5 15 122240565 122240579 GCGTTGCTGCTTCTTCTTCT CCTTCGACTGCTTCTTCACC 212

Ai04B26523 Araip.B04 26523 p3 (GAG)5 15 122241345 122241359 CTGCTTCTTCACCAGGGAAA AGGGATGATATCCGAAACCC 260

Ai04B26524 Araip.B04 26524 p3 (GAA)5 15 122241846 122241860 GCAAAATCGTGAGGCTTTGT TTACGTACGCGTGGTGTAGC 151

Ai04B26529 Araip.B04 26529 p2 (AT)26 52 122343785 122343836 GTCGAGAGGCACCTCGTTAG GGGACAATTTATGCGGAGAG 156

Ai04B26530 Araip.B04 26530 p2 (AT)26 52 122349574 122349625 GTCGAGAGGCACCTCGTTAG GGGACAATTTATGCGGAGAG 156

Ai04B26534 Araip.B04 26534 c (A)10ggaaaaagaaaaaaaagaaaaaa(AT)849 122376622 122376670 GTGTGGGAAACTGTGGGAAC GCATTGGAGTAATTTTATCCCCTT 272

Ai04B26535 Araip.B04 26535 p4 (ATTC)5 20 122377922 122377941 CGTGCTGGACGTATCAGAAA GGAACATTGAACCTGGAATTG 264

Ai04B26536 Araip.B04 26536 c (CT)8tccctcctcctctctccttccttcccgttctcgcggctccccttttctctcttccatttctttgtttcttttctatttcagctgctac(TG)18ttgttgttg(GT)8165 122379142 122379306 CGTGACTCCCTCTCCTCGTA TTGGGAGTCTCATTGTCTTTCA 279

Ai04B26538 Araip.B04 26538 c (T)15gttatatgttttgaatgtattttttcttttgttttaattttgatg(T)1070 122386504 122386573 ATATTCAAAAGTGATGCGTTCTT TCCAAAACCTAATAAAATGAGACA 270

Ai04B26540 Araip.B04 26540 p3 (GAA)5 15 122388703 122388717 ACCTCACACCCCACACTCTC AGAGCTCCGACGACGTTAAA 168

Ai04B26541 Araip.B04 26541 p3 (GAG)6 18 122390108 122390125 TTTCGGTCCATTTCTGTTCC GCTTCTTCTTCTCACGCTCG 241

Ai04B26543 Araip.B04 26543 p2 (CT)6 12 122406288 122406299 ATGCCTAATTTGGTGCAAGG TGGATGTGAATGGTGAATGG 196

Ai04B26546 Araip.B04 26546 p2 (AT)9 18 122409933 122409950 ACTCAATCTGCGAAGCCAAG CCTCCGATTCTCATCCCATA 268

Ai04B26547 Araip.B04 26547 p2 (TA)8 16 122418954 122418969 CTGTTTGCCGACATTCACTG CCAATCCAGTCCAGCTCATT 182

Ai04B26550 Araip.B04 26550 p2 (TA)6 12 122422935 122422946 TCATTGGTCATTGTTAACGGA AAAGAAAAAGATTTAACGTCTAGGTGA 259

Ai04B26551 Araip.B04 26551 p2 (TA)21 42 122428449 122428490 GTGTCCCTTTGGGTTTCCTT CTCAAAAGCGCAACACTCTG 224

Ai04B26552 Araip.B04 26552 p2 (TA)9 18 122436659 122436676 GTGTCCCTTTGGGTTTCCTT AACACTCCGATCGATAACGC 188

Ai04B26556 Araip.B04 26556 c (A)11caggaataccgaattaatcatcatggtttgtatggtgctacaattatacctaattaaactaaaaccaa(T)15aaaagttccttacacacaatttctagccattcatgatgataaaggtagtgtcatcactgaaaaaaatt(A)11173 122451811 122451983 GCAAACAGAACGAGCAATCA CATTTTCTTTCTCCCATGCC 277

Ai04B26557 Araip.B04 26557 p2 (AT)6 12 122452270 122452281 GACAAAAATGGCATCACACG AATAATTGGTCCCACCATGC 168

Ai04B26565 Araip.B04 26565 p2 (TC)7 14 122473902 122473915 TCTGCACACCCTTGTTTTCA AAGAAAGTGGGGAATCATGC 265

Ai04B26569 Araip.B04 26569 p2 (TA)9 18 122479272 122479289 TGTTGGTTATTTAAATTTTGATGTTGA CCGATCCAATTTCAAGCAGT 107

Ai04B26577 Araip.B04 26577 p2 (TA)8 16 122491415 122491430 GAGGGGACAAAGCAAAAAGG GCCGGAGATTGACTGTGATT 274

Ai04B26589 Araip.B04 26589 p4 (ACAT)5 20 122507736 122507755 GGAGAGTTATCAAGCCACGC CCATTTGTTTTATGCTAGGAAGC 249

Ai04B26590 Araip.B04 26590 c (T)10ctttttcttttc(T)1032 122513678 122513709 ACGGTTCAAACCGATCAAAA GATGAGAAGGAAGCGGTGAC 273

Ai04B26592 Araip.B04 26592 p2 (TA)7 14 122517901 122517914 AAGTGGGACGAGACCACAAC ATGAGGAGGAAGGGTGCATA 279

Ai04B26593 Araip.B04 26593 c (T)10agttgagtccttataaaattaagtcaattactgctaagagggacctaatt(A)1070 122522802 122522871 TTGGTCCCTATAATTTCGCA TTTCTTTTTAATTGGGTTCATGC 235

Ai04B26597 Araip.B04 26597 p2 (TG)9 18 122535266 122535283 TTCCTGTAGAGCCTGAGGGA GCCGGTTCAGGATTTTCATA 272

Ai04B26598 Araip.B04 26598 p2 (AT)12 24 122542784 122542807 CCTTAGATTTCTTCGCACGC GCTGTAAAACAGAGGTGGTGTG 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26602 Araip.B04 26602 c (A)13cagacaagcaaaagattgagattgattattcaactagac(A)1264 122546764 122546827 TCCAGAAAAGTGGTTCGGTC CTGCATGCACAAGACGAGAT 226

Ai04B26606 Araip.B04 26606 p3 (TTC)5 15 122554413 122554427 TTGCTTCCTTTCTTGACGCT GACGGTGTCTAGCTCATTTTCC 246

Ai04B26609 Araip.B04 26609 p2 (TC)11 22 122564300 122564321 TGTCAATTCCACTGAGCTGC GATGAAGAGGTGAGGGTGGA 259

Ai04B26610 Araip.B04 26610 p3 (CAA)6 18 122564582 122564599 TCCACCCTCACCTCTTCATC TTGCAAAGCTCATGCAACTC 227

Ai04B26611 Araip.B04 26611 c (CAA)8tcattgcaagcctcttctcctttgtcttcattctctgtag(CAC)888 122564720 122564807 GCCATTGAAGAGTTGCATGA TGGTGTTGCTTCTCTGTTGC 187

Ai04B26612 Araip.B04 26612 p3 (TGA)6 18 122565997 122566014 TTGCGGAAGAAGAGGCTTTA GGCTGAAAAGGGATCAACAA 221

Ai04B26618 Araip.B04 26618 c (TTC)5ctcttcc(TCT)537 122577969 122578005 GGCACCTTTCGACAAGACTC GCAGTAAGAAGACGAAGAGGGA 214

Ai04B26619 Araip.B04 26619 p3 (CAT)9 27 122579183 122579209 GCCACCACCACTACTTCGTT TTGATAAGTGCGGTCATGGA 177

Ai04B26621 Araip.B04 26621 p3 (TTC)5 15 122584577 122584591 ATTTGGAAGAGGAATGCACG AAACAAGGTCCCTTTGACGA 134

Ai04B26623 Araip.B04 26623 p2 (AT)9 18 122588145 122588162 CAGGTAGAGGTGGCAATGGT CCGAATCCACAACTCGAATC 233

Ai04B26624 Araip.B04 26624 p3 (TCA)5 15 122592541 122592555 GGAGACGTGCCCCATAATAA CAAATTAGTATCACAACAAAATGATTG 173

Ai04B26625 Araip.B04 26625 p3 (TAA)6 18 122592744 122592761 TCTCATCATCATCATCACATACCA AAACATTTGGCAGCCGTAAC 265

Ai04B26626 Araip.B04 26626 p3 (AAT)5 15 122593104 122593118 CCATGCTTCATCAAAACCCT CGGCCATATTGAAAGAAGGA 237

Ai04B26631 Araip.B04 26631 c (AT)8actcaactcggaccctccgcatcctataaaaaaaaatttgtgcaaaaaaacggacccaacgagtccat(A)1599 122602676 122602774 GAGGAGTGCATCCGAGTTTC CCATCCGATGAGGAAGAAAA 255

Ai04B26633 Araip.B04 26633 p2 (TA)6 12 122606142 122606153 AATCCATTTTCCAAATGCCA TTTGAGTTAGTTGGATGGAGAGTTT 273

Ai04B26635 Araip.B04 26635 p4 (TCTA)5 20 122609562 122609581 TGTGTTTGCTAGGAAGCTTGG CCAAATTAAAATTTTTGAAACAACG 232

Ai04B26641 Araip.B04 26641 p3 (GAC)5 15 122614630 122614644 ACAGAACAGCAAGGCAAGGT TCCTCTGTTCATTGTCGTCG 231

Ai04B26642 Araip.B04 26642 p3 (CAA)5 15 122619586 122619600 TTGTGGCAACAAAAACGAAG TCTTCGTCTTCATCGTCGTG 270

Ai04B26646 Araip.B04 26646 p2 (TC)10 20 122624335 122624354 TGGCTCATGCAAGAGAAGAA CACCCCTCAATACATTGGCT 274

Ai04B26652 Araip.B04 26652 p2 (AG)6 12 122638443 122638454 AACGACTCAAAATGCGTGAA CATTTCTGCTGTTGTTGGTTTT 258

Ai04B26653 Araip.B04 26653 p2 (AG)8 16 122641003 122641018 TGGAGAGGAGAACGAGGAAA TATCCCCACACGCTCTCTCT 212

Ai04B26658 Araip.B04 26658 c (AC)12(AT)25 74 122655036 122655109 CTAACTCAACCCGCGAAGTC GAGAGACACCTCGTTAGGCG 273

Ai04B26660 Araip.B04 26660 p2 (CT)6 12 122662890 122662901 TTCCTATCTTTTCAAAATTTGTTTCA AGAGTAAGATGGGGGAGGGG 278

Ai04B26661 Araip.B04 26661 p3 (TAT)5 15 122663228 122663242 AGGGATCCCCTTACTGTGGT CAGGTTCTGGATCTGCTTCC 124

Ai04B26662 Araip.B04 26662 p3 (AAG)5 15 122676905 122676919 GGTGACATCTGAGTTGAGGACA TGTACTCAGATTGGTCCCTCC 273

Ai04B26668 Araip.B04 26668 p3 (ATT)11 33 122690897 122690929 ATGTGTCGTTTGGGGACATT CGACACCCATCTCCCTTTTA 186

Ai04B26670 Araip.B04 26670 p2 (AT)8 16 122692666 122692681 CAAATTTCTCCAGCTTGTTGC TTGTAGCTAGCGGTTTTCCAA 241

Ai04B26673 Araip.B04 26673 p3 (TCA)5 15 122694039 122694053 GCGTGAACATGCCTCTTAAA GCAAAGGTACCCTTTTGGTG 276

Ai04B26679 Araip.B04 26679 c (A)11t(A)10 22 122717976 122717997 TCGAGTTTGGACAACTGACG CAGGCTTCAACATGCTTCAT 221

Ai04B26681 Araip.B04 26681 p2 (CT)12 24 122719341 122719364 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGGTGAGATGAA 267

Ai04B26682 Araip.B04 26682 p3 (TTC)5 15 122722092 122722106 ACACAACCCCTTCTCCCTCT AAAAACAATGCCAAAAAGCG 182

Ai04B26684 Araip.B04 26684 p2 (TC)8 16 122757083 122757098 AGAACAAGAAGCAGAAGCAGC AGAGTAAAGACACGCACGCA 131

Ai04B26690 Araip.B04 26690 c (A)10tttgatttgattcttctcttgcctgatcatgtccttaatcattcttttagatttttgtt(A)1685 122763839 122763923 TCTGATCGTGCTTTTGGCTA TGGTAACCCAAGTCAATGGC 273

Ai04B26693 Araip.B04 26693 p2 (AG)9 18 122768797 122768814 CATGCATAATTGCATATACCGTG CGCATGCATTGGAGACATAG 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26696 Araip.B04 26696 p2 (AT)8 16 122775843 122775858 ATTAGGCAGGCTGGTTGATG TGGATCTTATGCTTGGCTTTG 183

Ai04B26697 Araip.B04 26697 c (A)11g(A)10 22 122781787 122781808 GTAAGCCACGTTTGCTTGGT AAGTATGAAATCTATGAATTGACCCTC 152

Ai04B26703 Araip.B04 26703 p2 (AG)6 12 122795881 122795892 TTCAGCAAACAATTCCCTCC ATGCATGCAAGATGAGATGG 238

Ai04B26704 Araip.B04 26704 p2 (AT)11 22 122804962 122804983 TTGTCATTAGTAATTTTGCACCA TTGGCAAAACTTTAGAATCAACC 148

Ai04B26705 Araip.B04 26705 p2 (TA)7 14 122809104 122809117 CGTGGGAAGTTGTTTACGTTT GCAGAGAACAGGTGAAACTGC 252

Ai04B26707 Araip.B04 26707 p2 (CT)6 12 122826132 122826143 CCCACTGGTAGGGATTCTCA TTTCCCTTGGAAAACTGCAC 200

Ai04B26708 Araip.B04 26708 c (A)10ttcaacccggtctctgacaattactttgaaaggacaacgagact(A)1266 122833511 122833576 AAGGAAAAAGAAGCATCCCAA TCAGGAATCGGATTGAGTGG 248

Ai04B26712 Araip.B04 26712 p3 (ATG)6 18 122840924 122840941 TACCTGCGTCTTGTTGTTGC TGGCAAGATCGGTGACAATA 115

Ai04B26717 Araip.B04 26717 c (T)10gtaaaaaaatgaatcattataattgttgag(T)1050 122857417 122857466 TTGAGTGTCTTTATTAGCGAATGT TGCTTCACAAGGAATTTGGA 186

Ai04B26726 Araip.B04 26726 c (T)10aattgagtccttgcaccaa(T)11aattgagtctctatac(T)1066 122871939 122872004 TTTGGTTTAATTACTTTGTTGGTCC AAAAATTGATGCAAAAACTCAAA 157

Ai04B26727 Araip.B04 26727 p3 (TAT)5 15 122873372 122873386 TGGCAAGATTAGCATGATGTG GGGACCAAAACGTCCACTTA 188

Ai04B26728 Araip.B04 26728 p3 (GAT)5 15 122876155 122876169 AGTACCAGAGGAGCACCGAA TTTCAATTTGCACCCAACAA 184

Ai04B26738 Araip.B04 26738 p2 (CT)17 34 122921953 122921986 GAACACTTTCTCCATTTATCCCA CCAAAGCCAACGTTCACATA 276

Ai04B26746 Araip.B04 26746 c (TAA)5tagaattgcgtgttgcgtc(CA)850 122939593 122939642 ACACAACAATTATTATTCACCAGACT ATTTGTGGAAAGGGAAGGAA 165

Ai04B26749 Araip.B04 26749 c (A)13caagtctttattctaattctttttaattaatttgtttatagacaa(T)1068 122941545 122941612 TCCATCAATTTTCAAACGGAA AAAAACGAGTGAATTTTTGCAG 259

Ai04B26750 Araip.B04 26750 c (A)13caagtctttattctaattctttttaattaatttgtttatagacaa(T)1068 122942071 122942138 TCCATCAATTTTCAAACGGAA AAAAACGAGTGAATTTTTGCAG 259

Ai04B26755 Araip.B04 26755 p2 (AT)10 20 122956670 122956689 TTCATTATCATTAATAAACCCAAAACA TGGAATTGTCTTTGTGGATGTG 222

Ai04B26756 Araip.B04 26756 p2 (AT)11 22 122960398 122960419 AGACCCACTCTCTCATGCAA CCTGAAGAATAAAGCGACCG 263

Ai04B26757 Araip.B04 26757 p2 (GA)6 12 122960815 122960826 TATAAGCGCAGCGTCAACAC TCATTATGAAGAATGCGCGA 222

Ai04B26759 Araip.B04 26759 p5 (ATTTT)6 30 122964503 122964532 TCCCTGTGAGATAACATGTGTAAA TCCCCTGTTTCGTTTTTCAT 271

Ai04B26760 Araip.B04 26760 p2 (AT)6 12 122971859 122971870 ATACCCCAGGGTACTTCCCA ACTTATCACTGGCCGGAATG 237

Ai04B26761 Araip.B04 26761 p3 (AAT)5 15 122976759 122976773 CTTGTGGTTCAATCCTCCGT TGTTGCCTCCAAATCTTTCC 216

Ai04B26762 Araip.B04 26762 p2 (GA)8 16 122979020 122979035 TTTGATGTCGCCACAACTTT GTTTGAATGCCCTTTCGGTA 246

Ai04B26763 Araip.B04 26763 p2 (TA)13 26 122988138 122988163 AAATTTTCGCTGAGCTTCAAA ATTTGTTTCTGGCCCACTTG 274

Ai04B26765 Araip.B04 26765 p3 (AGG)5 15 122995634 122995648 ATGAAGGAAGTGGTGGCAAG AGTCCAACGAAGCCTTAGCA 260

Ai04B26768 Araip.B04 26768 p2 (TA)7 14 123003441 123003454 CACAAGTGTTGAGTGGTGGG CCAACATGCTGTTGCCTAGT 208

Ai04B26770 Araip.B04 26770 p2 (AC)8 16 123007016 123007031 CCACACTTGTTCGTCCCTCT TCCCCTTTCTTTCTTCCCTC 150

Ai04B26775 Araip.B04 26775 p3 (AAT)6 18 123031560 123031577 ACCGGCAGCAGTAAAGATGT GGCAAAAACTAGTGCACTCCA 270

Ai04B26787 Araip.B04 26787 c (T)11ctttaattttttattaaaatttttaacaacttaagtatccaggcccaaaataagg(A)1076 123052778 123052853 AAAGGTGTTGGAGAACGACG TGCATTCTACTGAAGGGAAACA 256

Ai04B26790 Araip.B04 26790 p2 (AT)6 12 123054873 123054884 GGGTCAAACAATTTAGATGCG AAAAATATAAAATGAAGAACCACGTT 236

Ai04B26795 Araip.B04 26795 p2 (TC)7 14 123071419 123071432 AACAGCACCTTAATACGCCG GCACAGAACTGCAAACTGGA 167

Ai04B26796 Araip.B04 26796 p3 (TTA)5 15 123081409 123081423 TGTGTTTGAGAAATGAAATATAAACAG CAATCAAGGAGCCATTTGGT 277

Ai04B26797 Araip.B04 26797 p2 (TA)8 16 123083386 123083401 GATGCGATGAGAAGGGAGAG AAATTTTTCCGAGGTAGGCG 275

Ai04B26801 Araip.B04 26801 p2 (AT)7 14 123105981 123105994 TTCAACTGGAACCCAAATATGTTA CAGGAGTACCAAGAGGTGCAA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26802 Araip.B04 26802 p2 (AT)7 14 123106840 123106853 TCTTCACATCCTAGTTTGCCTTC GCAAAGCATTGATTTAGTGTGTG 278

Ai04B26805 Araip.B04 26805 p2 (GA)8 16 123111480 123111495 ACCGGTGAGCTCCTTCTTTT CTCAGGGACCACTTTGGTGT 248

Ai04B26806 Araip.B04 26806 p3 (CAC)5 15 123116291 123116305 GTACACCAGCACCTGAAGCA GGTCTTCCGTTTAGTTGGCA 280

Ai04B26807 Araip.B04 26807 p3 (GAA)9 27 123117403 123117429 AGCAAAGCAATGGGTACGAG CGCATATTTTCCGGTCAGAT 264

Ai04B26812 Araip.B04 26812 p2 (AT)7 14 123130630 123130643 GATTCCTCACTGTCCAGATGC GACAGCGTACTGATGGAGCA 203

Ai04B26822 Araip.B04 26822 p2 (CT)14 28 123168930 123168957 CTTAATACGCCGCCCAGTCT CCTTTTGGTTTTGGAAGCTG 166

Ai04B26826 Araip.B04 26826 c (T)10cgccatgaattaattggt(A)1341 123175641 123175681 ATGTTAATGGGGGTGCATTG CACATGAATGGCATGAGACA 164

Ai04B26827 Araip.B04 26827 p2 (AT)7 14 123176430 123176443 TTTGTGTTTCTTAGTCGGGTTG CCCAAGCACATAGCAAAAGA 268

Ai04B26828 Araip.B04 26828 c (A)19cc(A)10 31 123176578 123176608 TGCTATGTGCTTGGGTTATGTC TTGATCTCCTCGTTGTCCTTT 280

Ai04B26833 Araip.B04 26833 p2 (TA)12 24 123186905 123186928 ATCCGAGCCCTCTAATGGTT CGCGTCCAATTAAAAGGGTA 228

Ai04B26835 Araip.B04 26835 p3 (AAC)5 15 123190363 123190377 TCAGCAAGTTTCACACGAGG ATCAAGATTGGACCAAACGG 222

Ai04B26836 Araip.B04 26836 p5 (TTGAT)5 25 123190649 123190673 ACTTAATGATGGAGCCGACG ATCAATAGGTTTGACCCGGA 219

Ai04B26838 Araip.B04 26838 p3 (TTA)5 15 123198203 123198217 CGCCTTTACACAGTTCGATTT TTCAACGGGCTTTCATTTTT 280

Ai04B26842 Araip.B04 26842 p6 (TATTCT)5 30 123202738 123202767 CCCCCAGCTCCAACTAAAAT CAATTCAGAGGAAAGGCGAA 276

Ai04B26849 Araip.B04 26849 p2 (TA)7 14 123224599 123224612 TTTGCCTTGCAATCACACTC TTGGAGTCTTACATCCTACCCC 199

Ai04B26850 Araip.B04 26850 p2 (AT)7 14 123236893 123236906 ATAAATGAGTGACGGCTGGG GTAGGCACTGACCCATGCTT 240

Ai04B26853 Araip.B04 26853 c (A)11tttttattcaacaagaatagaatataaaaatttaaaattttaatggattnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaacttaaa(CT)6122 123244695 123244816 CTAGCCATTCAACAGCGTCA TTGTGTGGACTCATTTGCATC 258

Ai04B26856 Araip.B04 26856 c (T)12gtg(T)10 25 123255827 123255851 GGGTGGAAATTATGGCTCCT TCTAGACCCCAAGCATGGAC 233

Ai04B26857 Araip.B04 26857 p3 (TTA)6 18 123256770 123256787 TGGTGTTGTGGATGCTGAAT TGTGCCAATAGTTGTGTTGAGA 279

Ai04B26859 Araip.B04 26859 c (TA)9ctaaagataggaagaatcaaacctgcaacctcttgtgtgagtataagaaaactatgctc(AT)689 123259105 123259193 TTTTTGCATGCCTTTGGTTT GGGTCGAATTCGTAACACCT 156

Ai04B26861 Araip.B04 26861 p3 (TCA)5 15 123267603 123267617 AGGGCTTGTTTGGAATGTTG CCCATGGTACCTTTGATGGA 184

Ai04B26862 Araip.B04 26862 p2 (GA)8 16 123267867 123267882 ACCCATTTGCCTCCTAATCA CCATCATGGCTAATGAAGCA 267

Ai04B26863 Araip.B04 26863 c (T)15agtttgagtttgaggaacagcactaaaattccgaaccatatttttgtatgtcttaaaggcagaaaattaagtgtat(A)10gtctctaatgttgagtgtggactggatctcattactttgtttagagcaaccgcaatttggtattgaaattcataaattatcctattacaa(T)10201 123268422 123268622 CAGTTACTGAGAGAAGTGAGAACATAA CAAATTCGATTGATACATTGAAAA 279

Ai04B26864 Araip.B04 26864 c (T)10aaaatacatccgccatttatctccattac(T)1756 123269317 123269372 AATACGAGCACGCCTTTGTT TCGATTTTGACACCCTTAAAGAA 136

Ai04B26867 Araip.B04 26867 p2 (AT)7 14 123270269 123270282 GGGAAAGAAAGAAAACAACCG GAACCACTCAATAGGTCCCCT 235

Ai04B26870 Araip.B04 26870 c (A)13cttatgggggccccttcttaccatggcagtggcataaagggccccatcctgtgag(A)1179 123276337 123276415 CACAAAGTCGACGACCAAAA GGCTCATAGCTTTCCCAAAC 280

Ai04B26874 Araip.B04 26874 p3 (ATA)5 15 123280486 123280500 AAGCATTGGGTTGAGTTTGG CCGTCTTCCACGAACTTTTT 199

Ai04B26875 Araip.B04 26875 p2 (TA)6 12 123288995 123289006 TGTGGCACATTTTGGTTGTAA AACCATCTAAAATTTACCGTGACA 183

Ai04B26880 Araip.B04 26880 c (ACA)5atagcaccaacaaatgcaccaccatcatcttca(TCT)563 123312780 123312842 GAAATAGGGTGCCCAACAGA GGTGAGAAGCTCATGGGGTA 171

Ai04B26881 Araip.B04 26881 c (TCT)5aattaatataactttgcatttcatgtatatgatacatgaagaaatagctccttgctattatatatatgcaagcaagatttgattgttgtggaa(AT)6120 123312984 123313103 GAGCCTCCATCATGTTCTCC CATACAAATACAATCATGACCAACA 198

Ai04B26884 Araip.B04 26884 c (T)10gaagtaacaaaacgcatcttacgtgttacttttatgtgtcagtttttttcatagaatagccaaaacacaggttgtgttttatgggctgtcagc(T)11114 123317132 123317245 GCTTACGTTTTTGCTGTGGA TGAGGCAAGCTGAATGAGAA 244

Ai04B26887 Araip.B04 26887 c (CAC)7atatttatctattgatcataaaatt(A)1258 123332746 123332803 ACCTCCTCCACCACTACCAC CTGAAAGGGAAGGTTAGGGG 243

Ai04B26892 Araip.B04 26892 c (TA)8g(AC)7 31 123339745 123339775 AATCGTGTCGCACTCACAAG TCTGAGAGACCCCTCTTTGC 235

Ai04B26893 Araip.B04 26893 p2 (TA)7 14 123340204 123340217 CCCGACATGTCCTGGTAGTT CTCTGTCGCAAGATGTGACC 232
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Ai04B26896 Araip.B04 26896 p2 (TC)10 20 123361395 123361414 TACCCATCCCATAGAACCCA AGCGACGTAGTGACGGACTT 195

Ai04B26897 Araip.B04 26897 p2 (TA)11 22 123362119 123362140 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 228

Ai04B26898 Araip.B04 26898 p2 (AT)8 16 123366320 123366335 CGTCTGGACTCTTAAAGCGG GTTATGCGGAGAGAAAGCCA 102

Ai04B26901 Araip.B04 26901 p2 (TA)6 12 123372521 123372532 TCCTGCGAAAGATTTCCATC GAGGCAACTGTGAAGAATGG 238

Ai04B26903 Araip.B04 26903 p2 (TC)14 28 123376671 123376698 TCAAATTGCCCTTCTCTCCA TGAAGGAAGAAGGAACCGAA 173

Ai04B26904 Araip.B04 26904 p2 (AG)21 42 123377467 123377508 ATGCTGCTTTATGGTTTGGC GCATTTCTTTCCATCCACTGA 271

Ai04B26905 Araip.B04 26905 p3 (ATC)12 36 123378964 123378999 CACTACCATCACAACACCGC AAGGGAGAAGGAAGAGGCAG 186

Ai04B26908 Araip.B04 26908 p2 (TA)11 22 123385323 123385344 AGGCTTCAATTCAATGGTGC GTGCCTCCTAATGATCCCAA 259

Ai04B26911 Araip.B04 26911 p2 (AC)8 16 123389275 123389290 GGGATTTGAAACCCTTTTCC GCGTGAGAAGCCTCTTTTCT 279

Ai04B26917 Araip.B04 26917 p2 (TG)6 12 123412198 123412209 CCTACTCTCGCAACCCTCAC CACCCTCCTCACTCATGGTT 142

Ai04B26924 Araip.B04 26924 c (CT)7tcact(ACC)5 34 123422384 123422417 CCCTGGCGTATCTCTCACTC GGTAGTGGGTGGTATGGTGG 169

Ai04B26926 Araip.B04 26926 p3 (TCC)5 15 123447429 123447443 CATCATCATCATGGTCCGAT TTGGTCCAAAGAAGTGGTCC 269

Ai04B26928 Araip.B04 26928 p3 (TGG)8 24 123449833 123449856 CCACAGCTTCACCAAACAAA TTGTCCTTCGCCTCAGAGTT 249

Ai04B26929 Araip.B04 26929 p2 (AG)10 20 123452750 123452769 TTTGGGAATTTAGCATTGGG CTGGATCCCTCCTCTTCACA 164

Ai04B26933 Araip.B04 26933 c (GAA)6gaggctctgagagcga(AAG)6aaagaggagtatgaaagttaggagagaaggaaac(AGA)6104 123459758 123459861 ATAGTTTCACCCATGGCAGC GAGAAGAAGGGGAAAATGGC 257

Ai04B26937 Araip.B04 26937 p2 (TC)7 14 123464887 123464900 TTGCAAGTGCAAGCTGTCAT TCAAACCTGTCACCACCAAA 265

Ai04B26947 Araip.B04 26947 c (TA)8ttgaatgccatatatatagaaaatcaatattccattctagtatcataatagtaacaataacaacaatcataac(AAT)5104 123499611 123499714 TGGGACCCTTGCATTCATAC TGAATTTTTGGATATCATTTCTCTT 205

Ai04B26948 Araip.B04 26948 p3 (TTA)5 15 123505772 123505786 CGATGACTAATTTTGGTGGCT ACTGCAAGCTAAGTCCGTGA 141

Ai04B26949 Araip.B04 26949 c (CTT)9gctgcatgttcttcttcgtcttcctc(TCT)980 123506410 123506489 TCGTTCTTCTTGACTGCACG GAAGAAGGAGAAAGAGAAGGCA 171

Ai04B26950 Araip.B04 26950 c (GAA)6gagtaggagaagaagaaggaagaggaggagaagaagacggaagagaagaagaaggaa(GAG)590 123507004 123507093 AAAGGCAAAGAGAGAACGCA TATACGATTTCCATGGCGTG 177

Ai04B26952 Araip.B04 26952 p2 (TC)7 14 123508546 123508559 TCCCATCTCTCTCCCAAAGA AAGAGAATGCATGGGAATGG 220

Ai04B26953 Araip.B04 26953 p3 (CTT)5 15 123508729 123508743 GACCTTAGTGGCTCCGATTG CAAATTCAGCAACAGCATCG 269

Ai04B26955 Araip.B04 26955 p2 (TG)6 12 123509360 123509371 CATTGGTTGGTTCTGGTGAA TTAGGGCCCTTAGAATGCCT 219

Ai04B26960 Araip.B04 26960 p2 (TA)6 12 123524849 123524860 CTCTTTGGGCCATAAAGGAA TGCAGCGATCCAATTAAAAA 163

Ai04B26963 Araip.B04 26963 p3 (TTG)6 18 123529137 123529154 TCTCACAAACTCTGCATCCG TGCAATCCAAGCTTTCTCCT 191

Ai04B26967 Araip.B04 26967 p2 (GA)7 14 123550890 123550903 TCTTCGTGCTTCATCGTCAC ACGGAACCTCCATCATCAAA 241

Ai04B26969 Araip.B04 26969 c (TCTTCC)5(TCT)5cttcctcttcctcttcctcc(TCT)5tcg(T)1396 123552249 123552344 AGCGCTACACTCAGAACGGT ACACCCAAAATTCGTTGCAT 243

Ai04B26971 Araip.B04 26971 p3 (AAG)5 15 123552914 123552928 GACGATGAAGAAGAACGTGGA GGCATACAAGCGATTAAGGC 185

Ai04B26975 Araip.B04 26975 p2 (AG)6 12 123572978 123572989 TGAAACATCTTTTGTAGGTGGAAA AAAAACTGCTAAGGTGGTTAACAGA 130

Ai04B26977 Araip.B04 26977 p2 (TA)7 14 123577380 123577393 ATAGAAAATGGGCATCCACG TTGCTGTAAAAGATGTTGCCA 231

Ai04B26978 Araip.B04 26978 p2 (TA)7 14 123580709 123580722 GAGACATGGTGTGGATGTGC TTGCTGTAAAAGATGTTGCCA 247

Ai04B26979 Araip.B04 26979 p3 (TCT)5 15 123583739 123583753 CGTCCTTACCTTAGGGACCA TTTCTGCTCCTACGAATGGG 134

Ai04B26982 Araip.B04 26982 p4 (ATCT)14 56 123587438 123587493 GCCAGCATTCTTCTTTGAGG TGTGAGTATCCGTCCTTTTTGA 277

Ai04B26986 Araip.B04 26986 p3 (AGT)5 15 123593987 123594001 AGGATCCGAGCAACAACAAC TACAGGCTGCGAATCACAAG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B26988 Araip.B04 26988 p3 (AGA)5 15 123603524 123603538 ACTGCCTCTGGAGAGTGGAA ACGCGAATATCCCACACATT 268

Ai04B26989 Araip.B04 26989 p2 (AT)12 24 123609091 123609114 CAAGAGTATTTTCTTGCCAATGAG TGCAAACATATAAATAGAATGCAAA 263

Ai04B26990 Araip.B04 26990 p3 (GAA)6 18 123612056 123612073 ACTTTGCGTTGCAAGGTTCT ATCAATCCATGGCTGCTTCT 255

Ai04B26993 Araip.B04 26993 p3 (AAT)7 21 123614044 123614064 AAGGGATTAATGCTTCCTTGG GGCCTGAAATATTGGAATGG 218

Ai04B26994 Araip.B04 26994 p3 (ATG)5 15 123614239 123614253 TTTCAGGCCAAAATCTTCCT AGCCCCTTTTTGTGATTGAA 174

Ai04B26996 Araip.B04 26996 p3 (ATT)13 39 123617117 123617155 TGCTGCTTCAACTGCAACTC CGTCTGGAGTCTTGGCTTCT 279

Ai04B26999 Araip.B04 26999 p3 (GAT)5 15 123635156 123635170 CAATCACCATCGACAACGTC GCCCCTTTTTACTCCACCAT 156

Ai04B27001 Araip.B04 27001 p2 (TG)7 14 123649607 123649620 ATTCTCGAAAATTTCAGGGC AAGCGCCAAATCACTCCTAA 165

Ai04B27005 Araip.B04 27005 p3 (GCT)6 18 123656819 123656836 CTGGGGAAGAAATGACCTGA TTTCATGGGAAAAGTAGCCC 125

Ai04B27006 Araip.B04 27006 p3 (TAT)6 18 123666063 123666080 TTGAAACAAATCTGAAAATTCTTG TTGTGATTTTTGTGTATTATGTTTGTT 206

Ai04B27009 Araip.B04 27009 p3 (AAG)5 15 123674401 123674415 CAGTGCTACCTCCACCCATT CCCTCTTCGTCTTGTTCACC 111

Ai04B27013 Araip.B04 27013 p4 (AAGA)8 32 123680086 123680117 ACTCGTGCAGCAGGTGTAGA AAATGGATATGGGTCCATGC 227

Ai04B27014 Araip.B04 27014 p2 (AG)18 36 123680301 123680336 GAAGCTGCAAGGAGTGAACC GGTCTCTGCCCACATGAACT 198

Ai04B27015 Araip.B04 27015 p3 (GGA)5 15 123680514 123680528 TCCGATTTGCTCCCATTAAC TAAATCCCGTCGTCGAAATC 153

Ai04B27018 Araip.B04 27018 p2 (TA)7 14 123695430 123695443 TGCCGATGTAGTTGCCATAA TCAGCAAAACACAAACGCAT 136

Ai04B27027 Araip.B04 27027 c (A)10gaatttaaattccaacaaagcctcctataaaaaatatgaattgaaataggagctaatcctgaactttccgctctatacaaata(T)12105 123725079 123725183 TCAAATCTTTCTTCAAATCAAATCA TCCACAATGAAAAACGGACA 222

Ai04B27032 Araip.B04 27032 p3 (TCT)8 24 123734785 123734808 CCATCTTCGACTCTGCCAAT GTTTGGGGGATTAGGGAAAA 112

Ai04B27038 Araip.B04 27038 p3 (CTC)6 18 123744435 123744452 CGCAGGAGTCTTACCAGAGG AATCACAATGGGCTGAGAGG 131

Ai04B27041 Araip.B04 27041 p2 (AT)15 30 123761664 123761693 AAGCGGAATAACTTGCGTGT TATGGAGAGGCAGGGTTTTG 241

Ai04B27043 Araip.B04 27043 p2 (AT)17 34 123768122 123768155 CGATTGCAATACTGTAAACAACA CATTCCACTAAGACAGTAAGATGTTCA 279

Ai04B27045 Araip.B04 27045 p3 (TTG)5 15 123774496 123774510 ACATGACAGAGCACAATGGC ATCGGGTGCATGCTAACTGT 198

Ai04B27050 Araip.B04 27050 p2 (TA)6 12 123783781 123783792 TATAACCTTTTGCCGCCTTG TTTTCGTCCTCGAAAATTGA 252

Ai04B27052 Araip.B04 27052 p3 (TAG)5 15 123795926 123795940 TCCTGCCCTAACTAATTCTTATGC TCTTTTCGTTCGTTTTCATCTTC 271

Ai04B27054 Araip.B04 27054 c (AGA)5agcacggaaaaagaagaag(A)1044 123797069 123797112 CGCCGATAAAGATGAAACAC TTTCATCAGGAAATTGCACCT 275

Ai04B27062 Araip.B04 27062 c (T)12actaaaggtaggagactcaaacccataacctcttaattgaatatgaagagattataccatttgaactatacctcattggcattcatagtttatatt(TA)9126 123817516 123817641 TGAATCCGTTACTGTGCGAC AAGAGGTTGCGGATTCGAG 270

Ai04B27065 Araip.B04 27065 p2 (TA)8 16 123836346 123836361 TAGGTGTCACGTGGCATGAT TCTCTCTCCTTTAATTCTTCTCAAAA 174

Ai04B27066 Araip.B04 27066 p3 (TAT)6 18 123844245 123844262 AGGGGCACCATAATTGACAG GCTTTTTATGGCTTTCCGTG 162

Ai04B27071 Araip.B04 27071 p2 (TA)6 12 123860640 123860651 TTTCCTTTGATCAAGGTACGC ACAGCAGCAACAACATCAGC 263

Ai04B27072 Araip.B04 27072 p2 (TC)7 14 123861044 123861057 CCAGGCATCATAACCAGGTC TTGATGTGGAAATCACATTGC 260

Ai04B27081 Araip.B04 27081 p2 (TA)8 16 123871299 123871314 TCATGCTCCATAGAGAAGAGCA TTGAAATGAGATTCTTTCCCAAA 277

Ai04B27082 Araip.B04 27082 p2 (TA)7 14 123871889 123871902 TGTTGAGTTTGTATATTGGGTTTTT CATCCAAAATAACATATGTCCCA 271

Ai04B27084 Araip.B04 27084 c (A)10cc(A)12 24 123874815 123874838 CGATGGTGATGAAGCAGATG TCCGGGACTTGGATATCTTG 222

Ai04B27086 Araip.B04 27086 p2 (TA)9 18 123881448 123881465 ACAACCGAAGAACTGAATGG CAATGAAACATTTGGCTTCG 217

Ai04B27090 Araip.B04 27090 p3 (TCT)8 24 123901239 123901262 TCCTCCTCCTCATCTTCTGC TTTTCCAAGTAATTTTGGAGCA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27100 Araip.B04 27100 c (TTC)7tttatcgtcgtcatcaacaccacctct(TCC)563 123914236 123914298 GCCGTTACTGCACGTTTTTC TGGTACACCCAAATATCTCCG 277

Ai04B27108 Araip.B04 27108 p3 (ATG)5 15 123934146 123934160 TGCTGCAAGAGTGGGTATTG GCAACAATCATCAGCAATGG 133

Ai04B27109 Araip.B04 27109 p3 (CAC)6 18 123934361 123934378 CCATTGCTGATGATTGTTGC CTCTGTGGTTTATGGTGGGG 191

Ai04B27110 Araip.B04 27110 p3 (TGA)6 18 123934578 123934595 CCCCTAGTTGCAAAGGATGA TGCATTCCAACACTACCCTG 143

Ai04B27113 Araip.B04 27113 c (AAT)5gttaattagaag(A)1542 123938221 123938262 TTGCGAGTCTGTCCCTCTCT GGGAGCAGTTGAAAATGGAA 266

Ai04B27114 Araip.B04 27114 p3 (TGA)5 15 123938624 123938638 TTGCTGCTGTTTATTTCCGA AACATGGCTGAGGAACCAAC 246

Ai04B27117 Araip.B04 27117 c (T)10cttcagtttctaaagttagaaagag(A)1752 123954512 123954563 CGTAGAGTTGTGAAATGGAATGA CAGGATAAATTGGCACGCTT 161

Ai04B27119 Araip.B04 27119 p2 (TA)8 16 123956105 123956120 ATTGGCCATTCAGCTTTGTT CGGTGTAAACGAAATATGGAAA 192

Ai04B27126 Araip.B04 27126 p3 (AAG)7 21 123970102 123970122 CGATGAAGAAAAACGTGCAG AAACACGCTTCGAACCATTC 169

Ai04B27130 Araip.B04 27130 p3 (AAC)8 24 123975103 123975126 CCTCCTCTTTGTCCTCTCATTTT GAGGAAGGGGGAGAGAGAGA 136

Ai04B27132 Araip.B04 27132 p3 (TAA)6 18 123980479 123980496 TGTTCATTTCACTAGGTGTACGG TGGGACACGAGACTTCTTTG 251

Ai04B27135 Araip.B04 27135 c (A)10tagcaaaagaacttcttagtt(A)1344 123985507 123985550 TTGCAACGCACATTTCTTTT TTGTTCAAACGACACCCGTA 239

Ai04B27136 Araip.B04 27136 p3 (TTA)5 15 123986561 123986575 CAATCCAATCAATCATGTGTCA GGCGTCTAGCAACACTCCTC 254

Ai04B27144 Araip.B04 27144 p2 (AT)6 12 124003396 124003407 TCAACGGGAATGTCTCTTCC CCACACATGGATTTTCTTTCC 236

Ai04B27146 Araip.B04 27146 p3 (TCT)5 15 124007486 124007500 TCTTCTTTCTCCGTGCTTCC TACTGAACCATCTTCGCGTG 113

Ai04B27154 Araip.B04 27154 p3 (AGA)7 21 124053890 124053910 AACACGCGCGTTACAGAAA ACAGAAGGAGATCGAAGGCA 123

Ai04B27155 Araip.B04 27155 p3 (AAG)5 15 124054507 124054521 TCATCTTCTGCTGCTGCTTC CAAGGTACGTTTCTTGCCTTC 195

Ai04B27156 Araip.B04 27156 c (AAG)9aaaaac(A)1245 124054668 124054712 GGCAAGAAACGTACCTTGAAT TATAAACACGCCGTTTCACG 200

Ai04B27157 Araip.B04 27157 p3 (ATA)5 15 124058042 124058056 CCAAATTAGCTTCAACCCCA TGCAAGGCTTGAAGATGTTG 197

Ai04B27158 Araip.B04 27158 p3 (TGA)5 15 124058504 124058518 GGTGGAGATGACGGTGAGAT TTTTGATTTGCATTAATTTTATCCT 154

Ai04B27159 Araip.B04 27159 p3 (ATA)5 15 124059006 124059020 TGCATATTCCAAAAGAAGGCA GGTATGATGCTATGTATCTCTATTTCA 263

Ai04B27160 Araip.B04 27160 p2 (TA)8 16 124063138 124063153 CATCGCACGGGTTTAACACT TGGCCATAGTGGTTACTCGTTA 155

Ai04B27162 Araip.B04 27162 c (TTC)9atgttactgcatgttcttcttcgttatttttctttttcgttatcgtcgtcatcaacaccacatat(TCC)5107 124067945 124068051 CGCATCTCTTATGGCACGTA TGATGGAGGAGAAAGAGAAAAA 238

Ai04B27164 Araip.B04 27164 c (T)11catcatcttcaccatcttcttcttctttttttcttattcatc(T)1164 124068941 124069004 GCAGCAAATTTGGGTGTAAAA TTTGCAGCATTATGTGTTTCTTC 270

Ai04B27168 Araip.B04 27168 p3 (ATG)5 15 124072893 124072907 TTATGAACAGAGTGGTGGCG GGATGGTTCACAACTCTGCC 183

Ai04B27169 Araip.B04 27169 p2 (TA)6 12 124073472 124073483 ATCTCTGGGTGGCCTCTTTT ACGAAAAGCTCTCCCAAACT 216

Ai04B27175 Araip.B04 27175 p2 (TA)7 14 124088266 124088279 GGATTCTGGGATGTAGGGGT AGGGCAACCATAAGGCACTA 207

Ai04B27177 Araip.B04 27177 p2 (TA)10 20 124090200 124090219 AGAACTGAGATCCATGGCAAA TGAAAAATTAAGGTAGTAGGGAATTG 160

Ai04B27178 Araip.B04 27178 p3 (ATC)5 15 124092145 124092159 CATCCACTAAGATCGGCTCC GGTTGGTGAAAACAGGAGTGA 174

Ai04B27179 Araip.B04 27179 p2 (AT)8 16 124094687 124094702 GATGCTAGCTCAGGGACTGC TTGAATCATATGGTGGGGCT 243

Ai04B27184 Araip.B04 27184 c (T)10acaatttctacttcttctttatttgttgcatttttattttcaatattcagttgactaaa(T)1079 124113024 124113102 CCTGTTACCATTTCGTATCTCTTC TTGGTGTGTTATTATATTCACGGTT 256

Ai04B27190 Araip.B04 27190 p2 (GA)13 26 124122548 124122573 CGATCCAAAACGGTAAGTGG TTTGCACGTGGAGTGTTTGT 243

Ai04B27192 Araip.B04 27192 p3 (GAA)9 27 124127921 124127947 TCCTCCTCTTCCTCCTCCTC TCTTCCTCCTCCTTATCTTCTGC 275

Ai04B27195 Araip.B04 27195 p3 (AAG)5 15 124130588 124130602 CGTGTTACACCAAAAGTGTTTCTT TCACTCCTCCTCATCTTCTGC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27196 Araip.B04 27196 p3 (GAA)5 15 124131022 124131036 CTAGAATCGAACCACGCCTT AATACGCGCACGTTCTTCTT 232

Ai04B27197 Araip.B04 27197 p2 (TA)9 18 124133675 124133692 AGGGAGTGACGGTGAATTTG CGTGTAATAAATGGGGTGGG 148

Ai04B27198 Araip.B04 27198 p3 (CTT)5 15 124148115 124148129 CACGTGCGTTTCAATAATGC TTTAACGATGGCACCAGAAA 170

Ai04B27204 Araip.B04 27204 c (AG)6(A)13 25 124160097 124160121 TGCACGTTTTAAGGAAGTCAA TCATTGGTTGTTTCTTCTCGTG 270

Ai04B27211 Araip.B04 27211 p3 (ATT)6 18 124176825 124176842 TTGAACTGAAATCACGAGGTTC AAACCCCACACTTGCTTAAAAA 264

Ai04B27212 Araip.B04 27212 p3 (TCT)5 15 124179144 124179158 GCATACATAGATTAAACAGGTTGCT ACGTGAAGAAGAAGGAACGC 153

Ai04B27213 Araip.B04 27213 p3 (GAA)12 36 124180253 124180288 TCAGCAGCATCAAGTGAACC CAAAATGGGGGAGTTTGTTG 277

Ai04B27218 Araip.B04 27218 p2 (TA)6 12 124188854 124188865 TTGGTTCTTTGTTTTACTTGTTGTG CGATCTTATTTAGTGGATTGGATTG 193

Ai04B27227 Araip.B04 27227 p3 (TTC)5 15 124204789 124204803 CGTTCTTTTCCCCTCCTTTC TAGTCCACTTCGCCTGGATT 189

Ai04B27228 Araip.B04 27228 c (T)10gtttttttgatttgttg(T)1037 124212493 124212529 TCCTCCGAAGATGATGTTGA AGGAGCAGTTGGTCGAAAGA 243

Ai04B27232 Araip.B04 27232 p3 (ATT)5 15 124221733 124221747 TTAATGGCCGACCAGATTTC TGTTATTGGGGCTTGTGTCA 123

Ai04B27237 Araip.B04 27237 p3 (ATA)5 15 124237127 124237141 TCCGGTCCTTCGTGTATAGC AGGAGGGTAACGGATTCCAC 218

Ai04B27241 Araip.B04 27241 p3 (GGT)6 18 124246350 124246367 TTTATAGGTAGCTCCGCCCC CACCACCAGCACCTTTACCT 173

Ai04B27244 Araip.B04 27244 p3 (GGA)5 15 124250706 124250720 CAGGAAGAATCAAACAGGAACA TGTGCCAACTCCTTCACTTG 186

Ai04B27246 Araip.B04 27246 c (TTG)5ttatttacattttttaatattagtaatattattatttgtttttcttttacattagtattatttttattttttaaattgttattactatttattgttctc(ATT)22180 124252386 124252565 CATGCACCAGAATTTCCTGA GCTACAACAGCTGGGGCTAC 278

Ai04B27248 Araip.B04 27248 p3 (TAC)5 15 124258952 124258966 TGGAGCTGATAAGAATATGATAAGTAA CCACAACTAAACCAAAGCCA 280

Ai04B27253 Araip.B04 27253 p4 (TATT)5 20 124265065 124265084 GGGAGTATAGTGCGCGTTGT TCATGGGGTGTCACATTGAA 213

Ai04B27258 Araip.B04 27258 p3 (ATC)6 18 124281270 124281287 TTTTTCTTTTCCTCCTCATTCG TTTTGTGCCATTAACCTAAGATTTC 138

Ai04B27261 Araip.B04 27261 p3 (TTC)5 15 124291038 124291052 TTCGTTCTGTTCTTCCTCTTCC CAGGAACAAGCGGTAATTGG 256

Ai04B27269 Araip.B04 27269 p2 (CT)10 20 124304843 124304862 ATGGAAATGGAGCCATTCAG TGCAGAACTCAGCAATCAACA 230

Ai04B27274 Araip.B04 27274 p3 (TAA)5 15 124314262 124314276 GGGGGTCAAGAAGTTGAACA CGTTCCACAAGTCAATCCAA 108

Ai04B27276 Araip.B04 27276 p2 (AT)13 26 124317696 124317721 GCTTCTTTTGCCTTTTATCCC TTTGGTTCTATCACAGTTTTTAGGG 177

Ai04B27280 Araip.B04 27280 c (TC)6tt(TC)7 28 124322146 124322173 CGAAAATCGAATTTGCCCT TGTTTTCCCGTTTCAACACA 194

Ai04B27281 Araip.B04 27281 c (AG)7aaggaggcgagagagtt(AG)9aa(AG)1173 124326341 124326413 GGCGACAGAGAAGGAAGAGA AAATTTTAAGCGCGAACCCT 175

Ai04B27282 Araip.B04 27282 p2 (GA)15 30 124327304 124327333 CTTGCCATTTCTCTCCTTCG CAAAAATACTCCTACCAATATCCCTC 145

Ai04B27284 Araip.B04 27284 p2 (TC)7 14 124330452 124330465 TTTCTTCTTCTCTTCGGCAA GCGGATCCCTAACTCAAGTG 179

Ai04B27285 Araip.B04 27285 p3 (AAG)5 15 124333200 124333214 TCTGAAATATTTTTGCCGTATTGA GCTTTTGTAGCAAAGTTTCGG 238

Ai04B27288 Araip.B04 27288 c (T)10cttcttttttattttc(T)11atattatcatcatcgtcgtcttctttttcttgtgtattttttc(T)1292 124346462 124346553 CGGGTTACGTTGCTGTTTTT GCAATAGCAACGATGATAACGA 182

Ai04B27301 Araip.B04 27301 p2 (CA)15 30 124370963 124370992 TGCACGCGTTGTGTATGTTA GATGGAGGCTTCAGCTTGAT 279

Ai04B27302 Araip.B04 27302 p3 (TAA)7 21 124381566 124381586 CGACCTTTATGCTTCACTTTTT TTGAAAAATCACTTCGTTGGA 262

Ai04B27309 Araip.B04 27309 p4 (GAAA)11 44 124401531 124401574 CCCTAACCCTAACCCCTCAC CTGCTTATCACGGCTCCTTC 130

Ai04B27311 Araip.B04 27311 p2 (AT)7 14 124404791 124404804 TTTAAAACTCCGGATTCCCC ACCAACTTGACATGTGCTGG 176

Ai04B27313 Araip.B04 27313 c (AT)8(AC)8 32 124410483 124410514 TGGTTTGAAAAGGTGGTATTTG CTGGAGAGTTAAAGTGCCCG 236

Ai04B27318 Araip.B04 27318 p3 (TTC)10 30 124418990 124419019 TCCTCTCACTCCCACACTCA AGAAGGTGATGGCTTTGGTG 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27319 Araip.B04 27319 p3 (ACC)5 15 124419203 124419217 CACCAAAGCCATCACCTTCT TTAGCTGGGAAGGAAGCAAA 220

Ai04B27320 Araip.B04 27320 p3 (GAA)5 15 124419940 124419954 TGTGCAACACCAGAGAGAGG CTTGGTGATGCAGCTTCGTA 203

Ai04B27321 Araip.B04 27321 p3 (AAT)14 42 124429374 124429415 CAAACTTCTTCTCTCATTCTTCTTTC GCCCAATTCTTCTGAGCTTC 244

Ai04B27326 Araip.B04 27326 c* (A)10(AT)8*aatttgtgatatcagtataagtataatttataaaatgcactagt(TC)783 124432538 124432620 AAACCAAACACATGCCAAAA AACTGTGTTGGTAATGATAAAAGAGA 277

Ai04B27327 Araip.B04 27327 p4 (TATT)5 20 124433563 124433582 TCGGTATCCACATAATTGAACA ACGGATCCGCACAATGATA 258

Ai04B27328 Araip.B04 27328 p2 (AT)8 16 124435467 124435482 GGGTGAAGCAGGTGTTTTGT AAACGAACTTTCTTGCGTCTT 264

Ai04B27329 Araip.B04 27329 p3 (ATA)5 15 124436214 124436228 AAGCAACTGCGGTTTATGCT TCCAGTTTACGCACCAACAA 271

Ai04B27331 Araip.B04 27331 p2 (AT)11 22 124442120 124442141 AGGGAAAGAAGAGGCAAAGG CGCAGAGTCATGGTAGAGCA 260

Ai04B27335 Araip.B04 27335 c (T)10gttttttgcagatt(A)1236 124449347 124449382 ATTTCCCAGCAAACAACCAG TTGAGAAAGAGGAGTGAAAAATCA 217

Ai04B27339 Araip.B04 27339 c* (A)13(AC)6* 24 124461166 124461189 GTGTGCAATTTCTTGGGCTT CTGGGAATGCTAGGACCAAA 238

Ai04B27341 Araip.B04 27341 p3 (TAC)5 15 124469080 124469094 TTTGTTTCAGAAAATGGGGC CATCCTTCGAATGTGCTCCT 164

Ai04B27342 Araip.B04 27342 p2 (AG)6 12 124469487 124469498 AAGAGAGAGGAGAAATGTTAGGCA AATGGCAAGGTAGATGCCC 191

Ai04B27344 Araip.B04 27344 p2 (CT)6 12 124473121 124473132 ACCCAATTAGTGGAACGCTG AATGTAGGTAGCCGACGGTG 230

Ai04B27346 Araip.B04 27346 p2 (GA)17 34 124479155 124479188 AACAGCATATTGGTCCACCTG GTACTCCGGAACACACGGTT 260

Ai04B27347 Araip.B04 27347 p2 (TA)8 16 124479919 124479934 GTCGTTTATGACGACTGCGA TCCCGTATTGTAAAACTTCCG 245

Ai04B27348 Araip.B04 27348 p2 (AG)11 22 124480233 124480254 TCTTTGGTCCACGGAAGTTT CGATATTGTCTGCTTTGGCA 191

Ai04B27351 Araip.B04 27351 p2 (TG)7 14 124487512 124487525 TTGCTGCAGCTTTTCATTTG AATTCGAGTTAGGATGGTTCG 273

Ai04B27352 Araip.B04 27352 p3 (TTA)8 24 124492324 124492347 GGTCACCATGGCTTATTAACG TGGAGAGAGACTATGCCATTTG 261

Ai04B27354 Araip.B04 27354 p2 (CT)6 12 124495727 124495738 TTGATTTTCAAATTTGTTTCAACT TGAGAGAGAAAGGGATTTTCG 219

Ai04B27377 Araip.B04 27377 c (T)10cg(A)10gaaaaagatat(A)10gtgtgcttatattattatataattattgtgcagtaaaacgcaaaccctagcagagcattattgttgaccactagaacacataaaaagggttcctagaatt(A)16159 124575752 124575910 TGTTGATTTTTGTCCATGTAATTTTT GGATGACAAATAATGAAGCCC 249

Ai04B27380 Araip.B04 27380 p3 (GAA)5 15 124580217 124580231 TGCTGTCCATTTTCTTGGTG GCCTCCAAAGCTTGAACTTG 147

Ai04B27383 Araip.B04 27383 p2 (TA)16 32 124585902 124585933 GCTTGAGCTTGGAATTGAGC CGAAAGTTCACGAGCTGACA 199

Ai04B27384 Araip.B04 27384 p2 (TA)6 12 124593713 124593724 AATTCACAAGTCGCAAAACTCT AGTTGGCCGTAATACGCAAT 121

Ai04B27388 Araip.B04 27388 c (TAA)5tagctttgg(A)11taatagttaataatagtactcatttggtttgttgagtagaaactgtnnnnnnnnnaatgttctctattcattattattaaaatgttttgac(A)12138 124597925 124598062 TGTCTTTGACCAAGTCTAATTAAGAAA GGCATGAAAATTTAATAATGGCA 280

Ai04B27391 Araip.B04 27391 p2 (GA)8 16 124604104 124604119 CGGCCATTCTCACAACTAGG AATAATGATCCAACCTACCTGTCT 280

Ai04B27392 Araip.B04 27392 p2 (AT)6 12 124604238 124604249 AAGTAATTGGGGCACATGCT AAGTGCAGCCAGGTCTTTGT 125

Ai04B27399 Araip.B04 27399 p2 (AT)7 14 124617937 124617950 CCCCAGAAATGGTTACATGC GGTTCCTTCCCACAAATCAA 126

Ai04B27403 Araip.B04 27403 c (GAAA)5aagaaagaacacaagtgggtttgatcttcc(T)1060 124620923 124620982 AAAACACAAAAGAGGTGAAGGG CAATTTTCCTCCATCATCATCA 236

Ai04B27405 Araip.B04 27405 p2 (AG)9 18 124621975 124621992 TCAATGCCAATTGCATATCTTT CGTGTCATCATCTCACACCC 134

Ai04B27411 Araip.B04 27411 p3 (ATT)10 30 124630817 124630846 CACGCATGAGCAACTACTTCA GGCAAGTGCTTAAAGCTTTCTT 269

Ai04B27412 Araip.B04 27412 c (T)12cagtggaggttagagtatctaatgtagttagggtttctctgatgaatctatttttttg(T)1080 124632085 124632164 CATAACCCCAAGTCCCTTCA CAAACTGCAACCCTTCCACT 247

Ai04B27415 Araip.B04 27415 p2 (AT)7 14 124643302 124643315 AATCAGTCACCCCTCACCAA GCTGCATTGCATGCTCTTAT 146

Ai04B27417 Araip.B04 27417 p3 (TTG)5 15 124650622 124650636 GCATTGAGAAAATGCATGAAAA GTGCCCATCTCCAAAAAGAA 203

Ai04B27419 Araip.B04 27419 p2 (TA)6 12 124652469 124652480 CACCTTTGGCATCACACTTG GCATTTTGGCCAAGAAAAGT 196
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Ai04B27421 Araip.B04 27421 c (T)11aaaaataatttttttcattattaa(TAT)550 124656108 124656157 TTCATCGATTTCGTTTCGTTC TTTCAAAAATATCATTTTCTCCTTTG 259

Ai04B27424 Araip.B04 27424 c (AGA)6(AAG)5 33 124662262 124662294 ATGTTGGGCTAGCGGATCTA GTAACAACTGGGTTGGGGTG 166

Ai04B27428 Araip.B04 27428 p3 (TTG)5 15 124664815 124664829 CGAACTGAAACACCAATTGAAA CCTGAATTTCAACCTCTGCC 271

Ai04B27436 Araip.B04 27436 p3 (ATA)6 18 124679220 124679237 CTCTCAATGGCTTCAGTTCG GTTGATAAGGCCCTCCATGA 262

Ai04B27439 Araip.B04 27439 p4 (ATTT)5 20 124687102 124687121 CAATGATGCCGAAGGCTTAT TGGTGAAGGCCTTGTGTAGTT 268

Ai04B27445 Araip.B04 27445 p2 (AT)10 20 124702066 124702085 CGTAAGAGCTCCTCCCTCCT TTTGTGTTTCTTAGTCGGGTTG 264

Ai04B27449 Araip.B04 27449 p2 (TC)6 12 124706267 124706278 TTCTTCTCCGTCGCAATCTC ACGCTAACACCAACGCTTCT 216

Ai04B27450 Araip.B04 27450 p2 (GT)6 12 124706448 124706459 CCAGAGACTGAGAAGCGTTG CAGAAATGTTCAGGCACCAA 235

Ai04B27456 Araip.B04 27456 p2 (GA)6 12 124746444 124746455 TATAAGCGCAGCGTCAACAC TCATTATGAAGAATGCGCGA 223

Ai04B27457 Araip.B04 27457 p5 (AAAAT)7 35 124746991 124747025 TTCGGTTCCTGGAAGAACAT GATAAAGAAGCGCTTGTCGG 166

Ai04B27459 Araip.B04 27459 p5 (TCGGT)5 25 124762524 124762548 AGGGAAAGTGGGTGTCTGTG TCGCAAAATCGAACTGAAAA 277

Ai04B27463 Araip.B04 27463 c (A)10tctaggaatccaactacaacatagccaactcaaatcaactttttgcacttttagttttagaatttaaaaaattaggatagtgagagtta(T)11110 124772544 124772653 TTTTAACGAGTGACATTTTATTGG AACAGAAGTTGGCAGAATCCTT 214

Ai04B27464 Araip.B04 27464 p2 (AT)10 20 124776697 124776716 CGACTGCAACTCCAAATCAA GGTTATAGCTTGTGACCCAGC 253

Ai04B27465 Araip.B04 27465 p2 (TA)6 12 124779423 124779434 CATTTCTGCTAACTTCTGCCAA AAACATTCCGTTTTCAGCTAGAG 277

Ai04B27466 Araip.B04 27466 p2 (TA)6 12 124782510 124782521 TGAAATCCCAAAGAACGATTG GCCAGTATTTTCACCCATCAA 272

Ai04B27467 Araip.B04 27467 p3 (ATA)5 15 124783554 124783568 TCGCGGGTAGGTGATTTATT CTTGTGCTTCGAACTTGTCG 237

Ai04B27470 Araip.B04 27470 p3 (ATC)9 27 124802385 124802411 GATCACTTCCGCCAAAAGAA CGGCAGAGCACAAGTTACAG 136

Ai04B27472 Araip.B04 27472 p3 (TCT)5 15 124806117 124806131 ATCGAGCTTCTCATCCGAAA CGCAACGAACAGTGAAGAAA 185

Ai04B27476 Araip.B04 27476 p2 (GA)17 34 124815041 124815074 CTGAAGAAGCAGTGGAGGCT ATTGCCACAGAACCCTCAAG 258

Ai04B27477 Araip.B04 27477 c (T)10gttttttactcttttcaattagaggccataaatgg(T)1358 124815599 124815656 TTCAGTTGAACGAACTGGTCC CGTCTGTTTAAATAAGCATTGGG 253

Ai04B27480 Araip.B04 27480 p3 (TCT)6 18 124818079 124818096 CCGTACCAGGAGGATCTTGA GACGGCCAGAGAGGTAGAGA 104

Ai04B27481 Araip.B04 27481 p2 (TC)21 42 124822108 124822149 CGGCGTTTTCAATTTGACTT TCTGGTTTGTTCCACCCTTC 130

Ai04B27485 Araip.B04 27485 p3 (TAA)7 21 124827306 124827326 AAAGCTTTGTTCCAACTGATAGG GCACTTCATAAAGGTAATTTGAGG 242

Ai04B27488 Araip.B04 27488 p3 (ATG)7 21 124828606 124828626 ATCTGGATGTCTATGCAGCCT CATCATCTTCTGTGACCCCC 100

Ai04B27493 Araip.B04 27493 p2 (TA)7 14 124842694 124842707 CAAGCAGCTTAGGAATGAGGA TTTGCAAGTCTTTATGGGGC 217

Ai04B27495 Araip.B04 27495 p3 (TTC)9 27 124844812 124844838 CCACATTCAAGCATTTTCCC GAGGAAGAGGAGGAGGAGGA 193

Ai04B27504 Araip.B04 27504 p2 (AT)6 12 124857556 124857567 GAGAGGTGAGAGTTTGAGGTGG CGTCAAACGGGCACTAGTTA 279

Ai04B27508 Araip.B04 27508 p3 (CAT)6 18 124867593 124867610 ATACCCTGCGAAATCCTCCT TCCGTTTCTTGCTCCATTTC 279

Ai04B27511 Araip.B04 27511 c (T)10aattggatctctacac(T)1036 124878511 124878546 CTGGTCCCTATAGTTTCGCA GGGTTCCTGCACCAATTTTT 219

Ai04B27514 Araip.B04 27514 c (T)11aaattgatattgcatatatttatttc(TA)649 124886071 124886119 CCATGGCTAATATTTATGGGCT CGTTGCTTTGATTGTTTTTATTG 195

Ai04B27519 Araip.B04 27519 p3 (TCA)7 21 124899273 124899293 TCCTCCTCCTCATCTTCTGC TGAATGTAAGCTCATCCTCTTCC 222

Ai04B27520 Araip.B04 27520 p3 (TCA)5 15 124899686 124899700 TTCCTTTCCCTCCTCCTCAT TGCTGCATTTTTCTTCTTCTTTT 272

Ai04B27522 Araip.B04 27522 p2 (AG)7 14 124910249 124910262 TGCTTGGAGTTGAACTGTGA CCGACCAACAATCTCATTCC 224

Ai04B27523 Araip.B04 27523 c* (A)10(AAT)5* 23 124917676 124917698 CCAAACCAAATTTAAGACAAACG TGTGGTGAGGGAAAGGAACT 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27529 Araip.B04 27529 p2 (TA)8 16 124930044 124930059 CAACAGATGTGCTGATTGCC GAAATGCGCATAACCTTTGA 203

Ai04B27532 Araip.B04 27532 p3 (TAA)5 15 124934769 124934783 CATGAGAATGTGCTCCCAAA TTTCTGAATGCTGCACAAGC 165

Ai04B27534 Araip.B04 27534 p3 (AAG)5 15 124936946 124936960 CACGTGAAAAAGAAGTAACGCA TCCCAACGCTTTTTCTCTTC 114

Ai04B27538 Araip.B04 27538 c (A)14nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncggtccc(A)1382 124948401 124948482 GCTTTGTCCCGCTTAGTCTG CCGTGGCTATTACTATGGTTGA 268

Ai04B27540 Araip.B04 27540 p3 (TTA)5 15 124953721 124953735 AGGGTAACGGATTCCACTTG TCCGGTCCTTCGTGTATAGC 276

Ai04B27541 Araip.B04 27541 p2 (TA)7 14 124953893 124953906 GCTATACACGAAGGACCGGA GGTCGTTCAACCGTTTTTCA 214

Ai04B27546 Araip.B04 27546 p3 (TAT)19 57 124966539 124966595 TTTGCAGAGGAAAAGCCAGT TCTTCAAGCCCAGAAAAATGA 229

Ai04B27547 Araip.B04 27547 p3 (ATA)5 15 124975499 124975513 CTTCTAATTCACCAGTATCTAACCCT TAGAGCGAGCTAGCCACATT 280

Ai04B27554 Araip.B04 27554 p2 (AT)19 38 124990258 124990295 ACAGGGGCATACAGAGGTTG GACAAACATTTGATTTGGTTGG 259

Ai04B27555 Araip.B04 27555 c (A)14gaaaacaaccattgaaggttgttaaaaaacaaac(A)1159 124994120 124994178 TCCGAATCTGAATCCGAAAC CAGATTCGCTTGTGCTTTCT 226

Ai04B27557 Araip.B04 27557 p2 (AG)7 14 125006967 125006980 TTTCTGGGCTGTTTTTGACC GGAACATTGAACCTGTGATTGA 234

Ai04B27559 Araip.B04 27559 c (A)12(CA)8 28 125012899 125012926 CCATGACAAGGAGCTCATCA TTTTTCTTCCCAACGCACTT 278

Ai04B27561 Araip.B04 27561 p3 (AGA)5 15 125017868 125017882 GAACGACGAAGCTAATTGCG CCTCACACCCCTGTTTGTTT 159

Ai04B27568 Araip.B04 27568 c (T)10ccctatttgtacaatactgttcaaaaaattcag(A)1356 125027994 125028049 GAGCCTCCCAATGCTAAACA GGCCTTCCTATGATGGTTGA 254

Ai04B27573 Araip.B04 27573 c (T)10cattctcttttttcttcttttgttttataaca(T)1052 125056006 125056057 TCAGTCTAAAAGCTCAAATTGATTG TTTTATTTGATCACCATCCATCTTT 271

Ai04B27575 Araip.B04 27575 p2 (TA)8 16 125056657 125056672 TCACCTAAAACCAACCAAACAA GGAGTAAGAAATCCGTGGCA 258

Ai04B27577 Araip.B04 27577 p3 (GCG)5 15 125061134 125061148 TCAGAGTCGCTGGTGAAGAA GGGCTTTTGCCTTTCTCTCT 279

Ai04B27578 Araip.B04 27578 p2 (AT)6 12 125061533 125061544 AGTGGTGGTGAATCATACTCCT GCATAATGCCCCTGCTGTAT 162

Ai04B27583 Araip.B04 27583 p2 (CT)6 12 125072131 125072142 CCCATTTCGGATAGAGCAGA TTGCTTAACCAAAAGCAACG 259

Ai04B27584 Araip.B04 27584 p2 (CT)6 12 125080511 125080522 CCGAGTTGCATGTATGAGGA TACCAATACCCGATCCAAGC 271

Ai04B27585 Araip.B04 27585 c (GAA)6aaaga(AAG)641 125081668 125081708 TTCCCAAGTGACCAAACAAA TTATGGATTGGGGTTTTGGA 271

Ai04B27587 Araip.B04 27587 c (A)12g(A)10 23 125089805 125089827 CATCATGAAAAATGAACAGCG TCTAGACACGGCCAACTCCT 223

Ai04B27590 Araip.B04 27590 p5 (ATTTT)5 25 125102773 125102797 TGTGACACTTGTTGGAATGACA ATAGCCACCCTTTTTAAGCG 270

Ai04B27591 Araip.B04 27591 p2 (TG)7 14 125104721 125104734 TTAACGCTAGAATGGTGGGG CCTTGATTTTGTCAAGATGGG 268

Ai04B27592 Araip.B04 27592 p2 (AT)6 12 125107474 125107485 ATAGGTATCGGACGTGACGG GTCTCAAGTCTCGACCTGCC 240

Ai04B27593 Araip.B04 27593 p3 (ACT)5 15 125108016 125108030 TCCAAGTTTCTAACTCGAAATCAA GTTGCTGGGTTAAAGCCAAA 191

Ai04B27602 Araip.B04 27602 p3 (GTT)5 15 125130515 125130529 AGAACCTTTCACTGCCGCTA CGCATTAACAACGCAATCAC 209

Ai04B27606 Araip.B04 27606 p2 (CT)6 12 125133631 125133642 TCTCTTATCTTTTTCAAAACCACC GAGAGAGGGAGTTCGGATTTTT 273

Ai04B27607 Araip.B04 27607 p3 (TAT)7 21 125133947 125133967 AAAAATCCGAACTCCCTCTCTC TTCTTGTCCTTGCTCCTGCT 163

Ai04B27609 Araip.B04 27609 c (A)13cggccatcggcgcgctagcacgctgt(GC)651 125139936 125139986 ATAGGGAGCTCTTGGGCATT GCGCACAACTCTCTGGTTTT 137

Ai04B27610 Araip.B04 27610 p2 (GC)6 12 125140140 125140151 ATTGCACTTCCGCAACTTCT GGAGAAAGGAGGAAGGAGGA 207

Ai04B27616 Araip.B04 27616 p3 (GAA)5 15 125159257 125159271 CGGTCTTAGGTGCCATCAAT CCTTCTCTTCCCCTTCTTGG 171

Ai04B27617 Araip.B04 27617 p2 (AG)8 16 125162494 125162509 AAAGAGGGAAGGGATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 276

Ai04B27625 Araip.B04 27625 p2 (TA)8 16 125181516 125181531 ACGAGTCATCCGGTATTTGG GGGATCTTACATCCTACCCCA 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27629 Araip.B04 27629 p3 (TTC)6 18 125186274 125186291 GGTTAGCCTTCCCTCACCTC TCAATGGCAATGGAAAAACA 212

Ai04B27631 Araip.B04 27631 p4 (TTTC)6 24 125193976 125193999 CTCTCCCTCTTCAGTGCGAC TCTAGCTCTCTACCACCGCC 240

Ai04B27642 Araip.B04 27642 p2 (AT)10 20 125219506 125219525 GGCTTCAAGGTCAACAGAGG TCATAGCATTTTTGCCGGAT 240

Ai04B27646 Araip.B04 27646 p2 (TA)8 16 125236951 125236966 TTTTTGTTGGGTAGGTTGCT CATCTATGGCTTGCCCTCAT 163

Ai04B27647 Araip.B04 27647 p2 (AT)7 14 125237245 125237258 AGCACATTGAATCGAAACCC CGCTCCAGTTATGGCTTCAT 272

Ai04B27651 Araip.B04 27651 p2 (TA)6 12 125243091 125243102 TTTTCAAGCAGATGAACCTTTTC TGGTTCAGAGAAAAGACAAACAA 261

Ai04B27654 Araip.B04 27654 p3 (AAT)5 15 125255889 125255903 TTTGAGTTGACTCATACAATAATTACG TTTTAAGTTGTTTTGCTTAGGTGA 262

Ai04B27655 Araip.B04 27655 p2 (TA)6 12 125257015 125257026 TGTCATGTTAGCATAAGAACTCCC ATTGACGATCTCTTGGCTGG 247

Ai04B27658 Araip.B04 27658 c (T)10ataaaaataccctcaccactaccaacataattacctcctt(CAC)565 125258198 125258262 GTGCCAAAATCGAAATCGTC GTGAGGGGAAAGAGAAAGGG 275

Ai04B27663 Araip.B04 27663 p3 (TTC)5 15 125272085 125272099 ATTTCGGGACAATCAAATCG TCTTGGTGGAGGAACTGAAA 143

Ai04B27678 Araip.B04 27678 c (T)10agttactattactctcttgccatttaatctaaaggattttattacttattactattatatgttgttaaacac(T)1193 125293337 125293429 GAGGGACTCTTCTTCAATCGC AAAGTTGACCTTGACGGCAC 223

Ai04B27683 Araip.B04 27683 c (T)10gtaaccacaatgacatatatattttttataaattttataag(T)1162 125319024 125319085 TGGAGAGGGTAGTTGGATATGG TGAATATTAAAATTGTTTGGTGTATGA 271

Ai04B27688 Araip.B04 27688 p2 (AT)8 16 125331766 125331781 TTTCAATTCTCGCCTTTGTG AAAGGCACCGACAAAACAAG 279

Ai04B27689 Araip.B04 27689 p3 (TGA)6 18 125335015 125335032 TCTATCAGCGTTGGACCCTT CTTGTTCGGCTAAAAGCCAG 204

Ai04B27691 Araip.B04 27691 p2 (AT)7 14 125343793 125343806 CTTGAAGAGGAAGAAGCAGCA GACGGTGACTGGGGAATTAT 278

Ai04B27692 Araip.B04 27692 p3 (TTA)5 15 125344599 125344613 GAGTCCATGGTTCCTCCAAA CCTGTAAGTCACGCGCTGTA 278

Ai04B27693 Araip.B04 27693 p2 (AT)6 12 125350228 125350239 CAACTCTTTGCACGCCATAA TCCAAATCGATTATGTTTTAAATTG 271

Ai04B27695 Araip.B04 27695 p3 (ATA)11 33 125353084 125353116 TGGCAATAATTTGGCCTGTT TCGATTTTTGTAGTGTTAGCCC 175

Ai04B27696 Araip.B04 27696 c (TA)10tgagcaaaaaaagtctaactgttttaaagtaaaattttcttttaatatttgattaaatgttcttgtatttagtac(T)14109 125353243 125353351 ATTCAACCAATCCACCAGGA GGTCAGCCTCCATAAGAGCA 199

Ai04B27700 Araip.B04 27700 p2 (AT)7 14 125370104 125370117 ACGGGCCCTATAGTGGAAAC TGCAGAATTGCAGAGAGAACA 279

Ai04B27703 Araip.B04 27703 p3 (CAT)7 21 125379240 125379260 CCATTGACAGGGACTTCACC TTCGTCAGGTCGCAATGTTA 256

Ai04B27708 Araip.B04 27708 c (CAA)13(TAA)7 60 125397349 125397408 TCATAATGCACAATAAAGACCGA TCGTGGATGAGAGAGTGTGAA 258

Ai04B27712 Araip.B04 27712 c (T)11ccaaagataggagactagaacccacaacctcttaattgcaacctcttaattgattcatttggt(A)18caaccaaacc(A)11113 125401341 125401453 CTCTTCCAACGCTAACGAGC TTCAACGAGACCGTCCTACA 218

Ai04B27721 Araip.B04 27721 p3 (AAT)5 15 125443390 125443404 GGCTTGGTCCATGAGAATGT CATTCTTCCCGGAAACTGTC 216

Ai04B27726 Araip.B04 27726 p2 (TA)14 28 125447667 125447694 TTTACACGGTGCGTGACAAT TTCTGCATTTTGCACTTTGG 155

Ai04B27729 Araip.B04 27729 p3 (AAT)12 36 125454619 125454654 AAGGTCCCCATTGAGTTTTT CCTTTTTCGCTTGGCTTGT 278

Ai04B27734 Araip.B04 27734 p3 (ATT)7 21 125464061 125464081 TTTATTTTGCAGGGTGCCTC GCAGTGTAAGGACTCAATTGGAA 236

Ai04B27735 Araip.B04 27735 p3 (TAT)7 21 125464386 125464406 TTTAATATTCTTGACATGAAAAAGACC CATTTTTCCATCATTAGCCTCA 216

Ai04B27741 Araip.B04 27741 p2 (TA)7 14 125487436 125487449 AACGCCCAAACATCATTCAT TGAAGCAGTTGCATCCTCAA 264

Ai04B27743 Araip.B04 27743 p3 (AAT)15 45 125488634 125488678 CCCTTTTCAAAGCGACAACA AGCAAGCAGCCAAAGACAGT 239

Ai04B27750 Araip.B04 27750 p2 (AT)6 12 125510318 125510329 CGTCGATTTTCGAACCAAAT TCACACCTACCTGCCTTTCA 205

Ai04B27753 Araip.B04 27753 c (A)10gcttgggacattacattctaccctccttataaaaattttcgccctcgaaaattgatacagtgtacaaaagaaggtaaccaaagtcaacgacaaa(T)14118 125517341 125517458 GGTTAGGGTTGGGTAGGAGG GTTGCATCCATTGTTGATGG 256

Ai04B27759 Araip.B04 27759 p4 (TAAA)5 20 125543318 125543337 TTTAATTTTGGAAAATGCAAACTA TGAAGTTTGAAAATAATGCCCA 255

Ai04B27760 Araip.B04 27760 p2 (AT)7 14 125545419 125545432 TCGTCAAATGCCTCCTTTTT TGCAAAGCGAAACAAGACAG 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27761 Araip.B04 27761 p2 (TA)7 14 125545923 125545936 AACGCCCAAACATCATTCAT AAGCAGTTGCATCCCTCAAG 263

Ai04B27763 Araip.B04 27763 p3 (AAT)5 15 125547080 125547094 GATGATGACATGCCCCTTTT AGCAAGCAGCCAAAGACAGT 221

Ai04B27765 Araip.B04 27765 c (T)14ctcc(T)10gtatttgcttcggtacgacgataaatttatatatatctgtacaatactttaataaaaataaaaataaattttatttaatttttataaaaagacttaaata(T)11139 125549248 125549386 CTTGAATCGGTGCAAATTGA GAATTAGGGTTGTTTTTGTCCA 228

Ai04B27768 Araip.B04 27768 c (CTT)7ccgccgcaccttcgcaccaccaa(TTC)6t(TTC)578 125557806 125557883 AAAAACCCATGCGCTCTG CACCACCACCACCAATTTTA 270

Ai04B27769 Araip.B04 27769 c (TGA)6ccatgatgattttaaaat(TGG)6gttc(TGG)5ttctgttca(GAT)11gaccatgatgataatgtggtggtggtggtagttctgttc(TGG)6172 125557985 125558156 TGTTGTTGAAATTTGTTGTGGA AAATCGTCCTTCGGACAAAA 259

Ai04B27773 Araip.B04 27773 p2 (TA)7 14 125568233 125568246 CCATTGTCATTGGCTCTTTTT CACTCACAAAGGTGACCCGT 255

Ai04B27774 Araip.B04 27774 p2 (GA)6 12 125574039 125574050 TTTTATTTCCATCCGTTGGG GGTGCGAGTAGCTTGAAAGG 126

Ai04B27775 Araip.B04 27775 c (A)13ggattaacttctacattcatacgaacaatccttatcaaacccaaaaaaaaagaaacttttatga(T)1289 125577383 125577471 GCTTTTAGGCCTGTAGCTCCT TTTGACCCTTTGGAACGTCT 265

Ai04B27781 Araip.B04 27781 c (T)10ctttattttgacatgatataataacatatatagaccgtgtaattcttttgcataatatgtgaaaaaaagaaacaaaattctc(T)10102 125612045 125612146 TGAAAATTGATGGAAGTTTATCCA GCTTCATGAGTTTTTCAATTTGATT 272

Ai04B27785 Araip.B04 27785 p3 (CAT)5 15 125621958 125621972 AGAGTTAGGAACCCACGGCT GGCATGTGCCACCAAACTAT 275

Ai04B27789 Araip.B04 27789 p2 (AT)7 14 125624367 125624380 CTCCAACCGATGTGAGACCT AAGAAAACTTGCCCTCACAA 273

Ai04B27791 Araip.B04 27791 c (AC)6atgattaacaagaagggaatcctcaactttctaccatctcactgaaggttacactatctgggacgtt(CA)793 125636680 125636772 GAATCCTCAACCTTCCACCA AGTGTTGCTCTCAGTGAAATGG 277

Ai04B27793 Araip.B04 27793 p2 (TA)6 12 125639768 125639779 TAGCCACACCCAATCACTCA GTGGCGGTTGTGAGAGAACT 275

Ai04B27796 Araip.B04 27796 p3 (ATT)11 33 125644834 125644866 GCATAAGATTCGTAATGAGTGGC CTGGGTTCCGAGATTGTTGT 173

Ai04B27797 Araip.B04 27797 c (ATT)6atc(ATT)1669 125645310 125645378 ACTTCCAGGGAAAGCAGGTT TGAAAAGTGCAAAAGGGGAG 184

Ai04B27805 Araip.B04 27805 p2 (AT)6 12 125654314 125654325 TCCTTGCTCCCTACCAAGAG TGTCTCCTACGCAACGATCA 177

Ai04B27807 Araip.B04 27807 c (A)11ttgagaagataaaacaag(A)10gatgaataaaaaaaagaagatgataatgatgatgatgaaa(AAG)594 125661172 125661265 TTTCTTTCTTTCTTCTGGTTGAA TCTTCTTCTCCCTCCTCCTCA 253

Ai04B27813 Araip.B04 27813 p2 (TA)6 12 125668386 125668397 TTTAAGTCCCCCAATTCGTTT CTTAAAACAAGCCCCCATGA 241

Ai04B27816 Araip.B04 27816 p2 (TA)6 12 125670912 125670923 TTTAAGTCCCCCAATTCGTTT CTTAAAACAAGCCCCCATGA 241

Ai04B27817 Araip.B04 27817 p2 (TA)6 12 125686349 125686360 GCTTTCAACGTTAACATCTTCTGA ACGCGCCGTGTACTTCTATT 270

Ai04B27820 Araip.B04 27820 p2 (TG)7 14 125692223 125692236 CCCTTCTCTTCTCTCCCGAT TCTAACTGCCTCATCGCCTT 128

Ai04B27829 Araip.B04 27829 p2 (CT)6 12 125735260 125735271 TATGTGTCGAGGCAATTTGG CAACTGAGGGGCAATGAGAT 243

Ai04B27832 Araip.B04 27832 p2 (TC)15 30 125750119 125750148 CAATCCCTAATCTCCCGTCA CCCTTGTTTCCAGCATGAAT 248

Ai04B27834 Araip.B04 27834 c (A)10tacattttcaccattttaaactgaaataagttgatgaacatacagatcaacaaaattaaacattatgttatattttcgtaattactaaatgt(A)13115 125758992 125759106 TTTATCACAACTAAGTATTTTTGGCAT TGTTGGTAATATGTGTAAAAATGAAAA 280

Ai04B27835 Araip.B04 27835 c (A)13gaggccggcaaaagtatctaattaaatataaataaaatgataataag(TTA)15105 125759400 125759504 TCATATTGCAGCTCTGGTGG AGCACAGGGAACAGGATTTG 274

Ai04B27836 Araip.B04 27836 p3 (CCA)5 15 125759759 125759773 CAAATCCTGTTCCCTGTGCT AAGAAAAGTCGTGGTGGTGG 262

Ai04B27837 Araip.B04 27837 p3 (TTG)5 15 125763747 125763761 TAGCAATGGCAAATCATGGA TCATCCTGCAATTACCGTCA 226

Ai04B27841 Araip.B04 27841 p2 (AT)7 14 125774551 125774564 GCTTTCCAGGCTTCTTCTGA GAGACTCGTCACGTTCGACA 246

Ai04B27846 Araip.B04 27846 p2 (TA)6 12 125787280 125787291 TGCAGTGCAAATCGGATAGA CCGTATTGAGCACAGGGAAT 241

Ai04B27848 Araip.B04 27848 p2 (TA)6 12 125791049 125791060 TGAGGATTGCTCTAGGAGCTG ATGCGCATAGAGCATGAGG 279

Ai04B27850 Araip.B04 27850 p3 (TAT)5 15 125795136 125795150 TTTATTTATTTGATCGGGGGA TCATGTGGGATGGTCCATTA 228

Ai04B27852 Araip.B04 27852 p2 (AG)11 22 125802165 125802186 TTGCTGCTACAAGGTCATCG ATCAACCTGTCCCTCCCTCT 274

Ai04B27853 Araip.B04 27853 p2 (AG)7 14 125802309 125802322 AGAGGGAGGGACAGGTTGAT CTCCTTCGCACTGCTTCTCT 141

Ai04B27859 Araip.B04 27859 p2 (AT)6 12 125847983 125847994 TCATAATTGATTACACGAGTCTTCTT GAATTGGTTACACGTCATGTCC 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27860 Araip.B04 27860 p3 (TTA)5 15 125850547 125850561 TTATTAGCCACATCTCCGGC ACACCGGAAGAAAATGTTGG 220

Ai04B27862 Araip.B04 27862 c (CT)8(AT)6 28 125853410 125853437 CATGCAATGCAAAACACCAT GGGTTGCATTTGGCTTTAGA 208

Ai04B27864 Araip.B04 27864 c (T)10aagaagtgctcatatagaaac(A)1142 125857939 125857980 GATGGTTTTTGCAGGGAAAG CAGGAGAAACTCAAAACACTCG 271

Ai04B27866 Araip.B04 27866 p2 (TA)7 14 125859057 125859070 CCCAATAAATTTTCGTTGATTGA ATTTTGATCCGAGACGGAGA 271

Ai04B27868 Araip.B04 27868 p3 (TTA)7 21 125864919 125864939 GGCAGATTGAGGAATCCAAA TCAAGCAGCACCCTTTCTTT 278

Ai04B27870 Araip.B04 27870 p2 (GA)7 14 125868688 125868701 GGTTGTGTTGTGCCTGCTAA TTTTTGAGTCCCCACCTTTG 280

Ai04B27871 Araip.B04 27871 p3 (CAA)5 15 125871924 125871938 AACAAACCCCACAGCAGAAC GTTGCTCCACGCTAACAGGT 279

Ai04B27873 Araip.B04 27873 p3 (ACC)5 15 125873845 125873859 GAGAGATCGAGACCAGGTGC ACTCTCTCCCACGAGCTCAA 161

Ai04B27878 Araip.B04 27878 p2 (AT)10 20 125885053 125885072 AGTGTTTGTGGGCAGCTTCT TCTTTCGTTTAACATGTCTCTTTACG 236

Ai04B27880 Araip.B04 27880 p3 (CAC)5 15 125885919 125885933 GCACCCTGCATCTCTTTCTT CGACAACAACGATAACGACG 211

Ai04B27883 Araip.B04 27883 p2 (TA)11 22 125888290 125888311 GCATCTTCCCCTCCCATAAT GTGCCACTTTCAACCTGGAT 246

Ai04B27884 Araip.B04 27884 c (T)15c(T)12 28 125888948 125888975 TAAGAAAGACACGCACACGC GCAATGCAAAACCACAAATG 264

Ai04B27888 Araip.B04 27888 p3 (TCC)6 18 125896167 125896184 CATACTTGCTCCTTGCGTCA GGGGATCATTACAGCACCAC 253

Ai04B27889 Araip.B04 27889 p3 (TGA)5 15 125896455 125896469 TTCTGAAACGACATCCCCTC TCACAAATCGACACCGAAGA 257

Ai04B27890 Araip.B04 27890 p3 (GTT)8 24 125896939 125896962 GTAGAATACGCGGTTGGGAA CAAAACAACAACCACCACCA 259

Ai04B27896 Araip.B04 27896 c (TTC)6tta(TTC)6 39 125905236 125905274 GCGAGGTGAATACCCACAAT CGAGGAGAAACACGACAATG 250

Ai04B27897 Araip.B04 27897 p3 (CAA)8 24 125907812 125907835 CAGGAACAAGGAAAAAGGCA TTGGAGGTGGAAGCTTTTTG 168

Ai04B27898 Araip.B04 27898 p2 (TA)6 12 125909494 125909505 TTGATGAAAATGTTTTTGGTGA TCATTGTACATGGAGCCCAA 180

Ai04B27900 Araip.B04 27900 p2 (AT)7 14 125914426 125914439 ACGTGTTTGGTGGGATTCAT TGGGAAAAGTCTTCCAAACAA 217

Ai04B27904 Araip.B04 27904 p3 (TAT)9 27 125924172 125924198 ATGGCCACAACTGTAGCAGA GATGGTGGTAACAATAAAGGGC 253

Ai04B27905 Araip.B04 27905 c (A)10gataccataaaaaaaaag(A)1139 125932266 125932304 CAAGCATGCAGCAATTCATTA TGTTTGAAAGACAACTGAGGGA 277

Ai04B27907 Araip.B04 27907 p3 (AAT)7 21 125934822 125934842 ATTCTCAACATGTCCCAGGC GCACGCCATGAGTGAGATAG 274

Ai04B27919 Araip.B04 27919 p3 (AGA)6 18 125947119 125947136 AGAAGGAGGTGGTGTTGGTG CTCAAAATCGATCCAAACCG 264

Ai04B27922 Araip.B04 27922 c (TG)10tc(TA)6 34 125948596 125948629 CTGTGTGATTGGCTGATTGC TGGAAGACGATCAGCATTACC 276

Ai04B27923 Araip.B04 27923 p2 (TA)6 12 125950286 125950297 ACCTGGAGTTGCCTTGTCAT GCCCATCTTATCTTCTCTTGGA 265

Ai04B27926 Araip.B04 27926 p2 (TA)7 14 125957158 125957171 TCCATGCGATTCTTTTTGTG TTTCAAAACCGACGATAATCC 262

Ai04B27927 Araip.B04 27927 c (GA)9gtaatgaagggttagattaaacaattgataccatccaa(T)1066 125959279 125959344 CGGTAGAGGAAAAATGGATCTTC TTTTTCTACCGGAGAGTGGA 199

Ai04B27933 Araip.B04 27933 p2 (AT)6 12 125967625 125967636 TGAGACAAAATGCTCCAAGAAG GGGGCTAGGGTAAGGTAAGG 222

Ai04B27940 Araip.B04 27940 p3 (ATT)5 15 125987245 125987259 ATGCACACGTGACGACAAAT TTTTCCCGTTGTTTCCTATG 107

Ai04B27941 Araip.B04 27941 p3 (TCA)8 24 125988289 125988312 TCCGAAGAAGAACGGAGCTA TCTTTCTCTTTGACCCTGCAA 260

Ai04B27942 Araip.B04 27942 p3 (ATT)6 18 125991592 125991609 TGATATGGTCATGCATGTTACAA TTTTTCCACTCCTCCGCTC 225

Ai04B27945 Araip.B04 27945 p2 (TA)6 12 125994836 125994847 TGATCCGTTGATAGGCTCAA CGATGTGGCCAAAATCAGTA 206

Ai04B27950 Araip.B04 27950 p2 (TC)6 12 126010266 126010277 TCTCGTTTCTCGGCGTTACT AACAGGATCAGCAGCAACAA 214

Ai04B27951 Araip.B04 27951 p3 (GAA)5 15 126010558 126010572 TTGTGCTTGTTGCTGTTTAGG TAAGGCATTTTCCGTCCATC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B27952 Araip.B04 27952 p3 (CTT)6 18 126011282 126011299 AGTGGTTGAGGTGTGCGAAT TGAGAAGGTAAAACAAGAAGGAAAA 246

Ai04B27954 Araip.B04 27954 p4 (AAAG)5 20 126013373 126013392 CAAAGAAGAAACAGATAACGCTG AAATGTCCTCTTCAATGCTGC 211

Ai04B27955 Araip.B04 27955 c (CTT)6attttattttctcataattctttttattttacaatcttaaaaggaataaaaccaaaagat(A)1088 126013569 126013656 GAAATTTCGGTGTTATTTGTTCTG TCACATATTTTCTCCCCGTTG 262

Ai04B27958 Araip.B04 27958 p3 (TAT)7 21 126023519 126023539 TGACAAGGTGAACTCATGCAC TTGAAAGAAAACAGCCAAAAGA 280

Ai04B27962 Araip.B04 27962 p3 (TAA)7 21 126033598 126033618 AGTTTACCTTCCCTGCGCTT GGAGATATTTGGCCTAACATAAAA 216

Ai04B27963 Araip.B04 27963 p3 (CTT)6 18 126036547 126036564 ATTGCCGTCGCTTCTTCTAA AACATGTGTGCGCGAATTTA 114

Ai04B27966 Araip.B04 27966 p5 (TACCC)5 25 126037852 126037876 GGCGAGCATCTGGAATAACT TGAATTCAACACACACTTTCTTCA 223

Ai04B27972 Araip.B04 27972 c (T)11aaattgttattaaacaattcgaacagtcaaatttgttaagcagcgaagataaatatgaaatcggagggttccattttagtgcatgcaa(T)10109 126049811 126049919 TGAAAATGGTGTGTTATGCATTG CCAAACACTCCGATTTCTATTTT 241

Ai04B27974 Araip.B04 27974 c (CT)7gctacactctgcttca(CT)642 126052584 126052625 GACGCTGTCTCTTTCTCCGT ACGCACAAAACCCACATACA 269

Ai04B27975 Araip.B04 27975 c (A)12cagccaacaatggataacaacaacaacaatgacaaaattgaaaatcagaagaac(CCA)581 126059200 126059280 GACGAAAATACCCTCCCCTC TTCTGGGTTCAGCTTTGCTT 278

Ai04B27976 Araip.B04 27976 c (CTC)10cttctgtcaaatttgcgtacgtagg(TTC)570 126060309 126060378 ATGCACGTTTCAATAACGCA TGCGTCTAGAGTGAACCGAA 274

Ai04B27977 Araip.B04 27977 p3 (AGG)10 30 126061108 126061137 AAGAACCTGCGTGTGCAAAT TGAACGAGTGTCATGTCCAAA 207

Ai04B27978 Araip.B04 27978 c (TAT)10tagggtga(T)1048 126066857 126066904 CCACTCCTTTTGCCAGATTG ATCAGGATTGGATGGATTCG 222

Ai04B27984 Araip.B04 27984 c (AT)7aataaagatgtataaatagaagactctattattaatataattagctcaataattat(TA)682 126099030 126099111 TTCCTTCTTGTTTCTGTTGTGAA TCAAATGCAAATCTCTCTCTCTTT 195

Ai04B27986 Araip.B04 27986 p3 (TTA)5 15 126111239 126111253 TGTGTTAGGGTGCTGCTCTG AAAGACCCAATTGAAAAGAAAAA 219

Ai04B27988 Araip.B04 27988 p2 (TA)6 12 126113814 126113825 TTTTGATTTTCCAAGAATACACACA GAACCCAATTGAAAGAAGAAAAA 235

Ai04B27989 Araip.B04 27989 p3 (CAT)5 15 126116295 126116309 TCCCCACAAACCTTGATCTC TGACCTTTAAATCTCATTCCTCC 157

Ai04B27991 Araip.B04 27991 p3 (ATA)10 30 126118147 126118176 GTTGTCGCACTCATTGCTGT CAGTGATGCACAATTCCACA 239

Ai04B27992 Araip.B04 27992 p2 (TA)7 14 126118773 126118786 CCACTATCCTAAATAAAATTATCGGC TGCGATTCTCTCTCTTTTTATTTTT 280

Ai04B27995 Araip.B04 27995 c (A)10cagggg(A)1531 126130521 126130551 AGCTGGAGGCATTCAGAAAA TGTATATGGCTGTGTGCGCT 263

Ai04B27996 Araip.B04 27996 p3 (AGA)5 15 126130703 126130717 AGCGCACACAGCCATATACA TTAGTGGCACGTTGAGCAAG 229

Ai04B27998 Araip.B04 27998 p2 (CA)8 16 126134690 126134705 ACCCATGTCTTGGAAGATGC TTGCCACCAATGTTGTTGTT 242

Ai04B27999 Araip.B04 27999 p2 (GT)8 16 126135672 126135687 GGAAGTTTGGCCTAATGCTG GGAACCAATTTCAGAAGGGA 273

Ai04B28003 Araip.B04 28003 p2 (TA)6 12 126139493 126139504 AATTTTGTGTGTTCTATGTTGTATTTG CGTGGAGCTGACCTAGACTTG 224

Ai04B28011 Araip.B04 28011 p3 (TAT)5 15 126162268 126162282 TCTCCCAATTCATTCCTCCTT CTATGCTTGATCGCTCCCTC 174

Ai04B28013 Araip.B04 28013 p3 (TAA)19 57 126179183 126179239 TCATGAAGGCTTATTTTGAGGTC TCAAGAGCACGCTTCTCAAA 264

Ai04B28014 Araip.B04 28014 p2 (CT)6 12 126179535 126179546 CCTCTCTTTTTCCAACGCAC TCGTGGAGAACATGGCATTA 207

Ai04B28018 Araip.B04 28018 c (T)10cttgaatcagtttcttgagctttttcgatctct(TTC)5ttttta(T)11ctgttttttctttctttctt(TC)7109 126190025 126190133 GGAGAGGTCAATGGGTTGAA CTTTTCTTCCTCGCCCTCTT 267

Ai04B28019 Araip.B04 28019 p3 (TAA)9 27 126190362 126190388 AAGAGGGCGAGGAAGAAAAG AAATATCTTGAAAGAAAAGGAGTATCA 267

Ai04B28030 Araip.B04 28030 p3 (TTC)20 60 126225218 126225277 CCCCTTTACATTTGAATTTTCTCA ACGTGAAGGGCAAGCTTCT 228

Ai04B28044 Araip.B04 28044 c (T)10aatttttggggtaagttttaaagttgtc(T)1149 126280587 126280635 TTTGCGCTTAAATGATGGGT TTTATCCGGCCGTTAATTTC 240

Ai04B28045 Araip.B04 28045 p3 (AAT)5 15 126282929 126282943 AACTCCCATGTCGTCGAGTC GTGCAACGGTATTGGCTTTT 180

Ai04B28046 Araip.B04 28046 p3 (ATT)5 15 126283786 126283800 TCTGGGCAACAAATTTCTGA GCGTTTGTTGCATTTGTGTC 274

Ai04B28048 Araip.B04 28048 c (ATC)6g(TCA)10gaacagcacctaaaccaccataacaga(ACC)5agaacccaccaccaccacattatcatcatcgtcg(TCA)7146 126308733 126308878 AATGCAGGCAGAGGAGGAG TGTTGCTTAAATTTGTTGTGGAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28049 Araip.B04 28049 c (AGA)11aggtggtggtgcagtgcggtggtgcggcgagggtgcggtgcggtggtgcggcaggggcgatggtgcagtg(GAA)15148 126309018 126309165 AATTGGTGGTGTGGTGGTG AAATGGTCCCCAAAGTTTCA 279

Ai04B28050 Araip.B04 28050 p2 (TA)9 18 126312584 126312601 TATGCCCAGGAGGAACAAAG AGGTATGAGGAGGTAGGGTGC 241

Ai04B28051 Araip.B04 28051 p2 (TA)6 12 126317348 126317359 TGATGGCTAATGAATTGTCAAAA AGAATGGAAGGATGTGACCG 224

Ai04B28052 Araip.B04 28052 p3 (TTA)9 27 126320171 126320197 CCTTGCTTAAGCCACATGGT CATTTTAGGGGATTTGATCCTTT 267

Ai04B28053 Araip.B04 28053 c (A)11c(A)11 23 126323652 126323674 ACACAAAGGGACAAGGTTGG GGACCCATAATATATTGGTACCCT 201

Ai04B28061 Araip.B04 28061 p3 (ATA)5 15 126360349 126360363 TGGAAATGCACTAGGAAATGAA TCCAAATAAACACGTTATTACCC 195

Ai04B28063 Araip.B04 28063 c (A)10taaggacactacatgtat(A)1038 126361739 126361776 CATCGTTATCTCTTCAACTCAAAAA CCATTCATTCACATTTAAAACCC 280

Ai04B28065 Araip.B04 28065 p3 (AGG)5 15 126374979 126374993 GATCATGCCGAAATCGAACT CCATGTTCCCTCTCTTTCTCC 141

Ai04B28067 Araip.B04 28067 p2 (CT)6 12 126382518 126382529 TCCCCTCTCTCTCTCAACCA CTGGAGCTCGTGGTAGCTCT 219

Ai04B28069 Araip.B04 28069 p4 (TTAA)9 36 126391465 126391500 AGGTATGAGACTTGGTGCCG TTGTTGGTTGTGTGTCAATGTC 246

Ai04B28073 Araip.B04 28073 p3 (TAA)5 15 126400845 126400859 CAGGTGGTGCTTTGGTTTCT ACATTCCCATCACGTCCATT 135

Ai04B28078 Araip.B04 28078 c (CT)8g(TC)18 53 126410289 126410341 CGGTTCTCTGTCTCGTAGGC TGAGACACAGAGGTTGCTGG 249

Ai04B28080 Araip.B04 28080 c (T)10acttttaaaatatcttattttaagaacatat(A)1152 126413527 126413578 TTCAATGATTCTACAACATGAAAGA TGAATGAGTAAATTGCTGGTCAA 280

Ai04B28087 Araip.B04 28087 c (A)10ctattttccaaaaataacaaggattgttaaattgttaactatagattatttttggaaaataattattttttttaatttataattaaaa(T)10108 126433779 126433886 AGGTACACCGAAATAAGCCA ACACGGAGAACAAGCATGAC 256

Ai04B28091 Araip.B04 28091 p3 (TGA)5 15 126445366 126445380 ACAACTGCAAGAAAATGGGG GGTTGTGACTTGGTCTCGGT 160

Ai04B28092 Araip.B04 28092 p3 (ATA)9 27 126468463 126468489 TCATAATGCAAACCAACCTGA TTGTTCATGTTGCACCCACT 209

Ai04B28094 Araip.B04 28094 p2 (TA)6 12 126471588 126471599 CGGATGGTTCATATTGAAGAGA CCAGACAAATGACACAGCAAA 278

Ai04B28098 Araip.B04 28098 p3 (TTA)6 18 126490745 126490762 GGGATGACAAAGGAAAGGAA CCGCAAGGCAAATATCTTCA 270

Ai04B28099 Araip.B04 28099 p4 (TTAT)5 20 126496027 126496046 TGAAGCATATGAAACACACAAAAA TTTGCTTGCAATACGTTTCCT 269

Ai04B28111 Araip.B04 28111 c (T)10cc(A)12 24 126536259 126536282 CATCGCCTGAACCTGAAAAT TCCGCATATTGATGAACGAA 226

Ai04B28112 Araip.B04 28112 c (TG)17(AG)16 66 126536648 126536713 CATCTAATCAACCGAAAACTAGCA TGACGTCGAGTTCATCAAGC 171

Ai04B28113 Araip.B04 28113 p3 (ATG)10 30 126543181 126543210 TGTCGAGGATGTACTGCGAG CCACTGCCACCTGGAATACT 125

Ai04B28117 Araip.B04 28117 p3 (GAA)7 21 126550182 126550202 AATTTGAGGGAAGATGGGGT GGCAACATCCACTCTCATCA 125

Ai04B28118 Araip.B04 28118 p4 (CTTT)5 20 126553751 126553770 ATATATGGAGGACTGCCCCC GGCTTCTTGATGATGGAACG 278

Ai04B28119 Araip.B04 28119 c (A)11ga(T)10 23 126554600 126554622 TTGTTTCCATGTAAATGATGCTT ACACACAAAAATCGGCCATC 229

Ai04B28127 Araip.B04 28127 p2 (TG)7 14 126573547 126573560 CCTGGTGCTGTTAGGGATGT TAATCCTTGCAGCTTCCACC 237

Ai04B28130 Araip.B04 28130 p3 (ATA)5 15 126578564 126578578 TTTTTGACGTTTCGTCGGAT CACACATCAATCAACAAGAAAAA 280

Ai04B28139 Araip.B04 28139 p2 (TG)10 20 126596191 126596210 CCTGGTGCTGTTAGGGATGT CAAAACCAAGCACAAAAGCA 177

Ai04B28143 Araip.B04 28143 p3 (TCT)6 18 126605897 126605914 ACGCTTCTTCTCTTCTCCCC AGAAGAATACGCTTCGTGCG 102

Ai04B28144 Araip.B04 28144 c (AGG)6agnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(GAG)7aatctgcgtgcgcgaaggaggatgaggagaaggtatacgtgaatttgaaagaagaagaagatgacatatgcgtgtatttga(AAG)5188 126606893 126607080 TGTTGGTGATGACGATAACGA CACGCGCTTTATTTTCTTCC 264

Ai04B28145 Araip.B04 28145 c (A)10gaaaacttgaacaaaattatccaatgaaaaagaataatgtgc(A)1062 126607676 126607737 TGCTTTCCACCATCACTGTC CGTCGCCTCTTTTTGCTTAT 274

Ai04B28150 Araip.B04 28150 p2 (TA)6 12 126630721 126630732 CCTCTTCCTCCTTTGATTGC TCCCTGTTAGCTTCAGAAGAAAG 142

Ai04B28151 Araip.B04 28151 c (GA)8tgagagacttttgttaagaaatatttctgaaatccaatcttgatcaatttaattaaacaaataactagtcacc(A)11100 126631053 126631152 AAAAGAAATCGAGTATATTGTAGGAAA TGGTCAAACACCAATAATGAAGA 241

Ai04B28161 Araip.B04 28161 p3 (CTC)5 15 126645745 126645759 TATGCATGCAGCAGGAGAAG TACTTGCCAGACAGTGGCAG 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28163 Araip.B04 28163 c (A)10ggataattt(A)1029 126647789 126647817 TGGCAATGATGGTGAGTGAT TCAGGGAAAAGAGAAAGGGG 276

Ai04B28166 Araip.B04 28166 p3 (AAG)5 15 126652646 126652660 AGGTGAGCTCCAAGAAGCAA TCCAAGAAAGCTTGTCCCAT 278

Ai04B28170 Araip.B04 28170 p2 (TC)6 12 126674550 126674561 GCCACCACCACCACTAACTC TGATGGTGAAGCCCTTTTTC 200

Ai04B28171 Araip.B04 28171 p3 (TAC)5 15 126674905 126674919 GCCCGCACACTCTCTCTTAC CCTGCTGCATAACAAAAGCA 228

Ai04B28172 Araip.B04 28172 p5 (TTATC)7 35 126682863 126682897 CCTGGGTGCTCCAGTGTATT GCCAATATCGGACCTCTTCA 244

Ai04B28173 Araip.B04 28173 p2 (TA)13 26 126690884 126690909 GAAAGTTCTCACATAAGTCATTTTCA TTCAACAATTGATCTTACAAATCG 250

Ai04B28175 Araip.B04 28175 p2 (GA)13 26 126692029 126692054 GCCCAGGAACTCTAACATGC TCCAACAATCACACAGACCC 205

Ai04B28176 Araip.B04 28176 c (AAAG)5aa(AATG)542 126693110 126693151 CACCCTTGTTTCCCCTTTCT TTCTCGTGTTCTGTTCGACG 264

Ai04B28177 Araip.B04 28177 p4 (AAAG)5 20 126700779 126700798 CACCCTTGTTTCCCCTTTCT TTCCCCTTTTCTCACCCTCT 141

Ai04B28182 Araip.B04 28182 p3 (CTT)5 15 126736957 126736971 GCAGCAAATTTCGGTGTAAAA GTCGCGAAAAGTGAAGGAAG 200

Ai04B28191 Araip.B04 28191 p2 (TA)7 14 126750050 126750063 CTTTTCCCGCATTGCTTTAC GAAATGGCAACAAGTCCTCAA 172

Ai04B28199 Araip.B04 28199 p4 (TTTA)5 20 126787078 126787097 GGGGCTAAGATTCAACCCTC TTTAGCATTAACTTTTCCAGTCACA 234

Ai04B28200 Araip.B04 28200 p3 (AAC)5 15 126788336 126788350 CGATGTAATCAACCAGAAGCA GTCCTTGCCACTGTTCCTTG 277

Ai04B28201 Araip.B04 28201 p2 (AC)6 12 126788818 126788829 TGAACAGAAAAGCGCATCAC CAGTTTTTATTTCGCGAGCC 140

Ai04B28202 Araip.B04 28202 p2 (AT)8 16 126788983 126788998 ACAAGAAAAACCCCAAAGGC CCTCCGGTTCTCATTCCATA 244

Ai04B28203 Araip.B04 28203 p2 (GT)7 14 126790424 126790437 TGGAGCTCCGAATCAAAAGT AAGACCCAACCCAACATTGA 143

Ai04B28207 Araip.B04 28207 c (AAG)5aaacacataatgttgtaaaattacttggaagatgatgaacttacattcattcaactaaaagaaagaaagaaataag(A)10101 126798310 126798410 TCATCATCACCATCTTCTTTTTC CACCGAAATTTGCTACAACTACA 271

Ai04B28208 Araip.B04 28208 p3 (CTT)5 15 126798579 126798593 TCTTCATCTTCCTCCTCCTCA CCCAACTCTTGAATAGGGCA 206

Ai04B28210 Araip.B04 28210 p2 (GA)8 16 126808294 126808309 TCCTTCCTCCCTCTTCTTCC AACACGGTTTGATTTTAGCGA 275

Ai04B28218 Araip.B04 28218 p2 (TA)6 12 126836990 126837001 AGGAAGGTTAACCCCCATTG CAAGTTCGGCTGCTAAATCC 130

Ai04B28219 Araip.B04 28219 p2 (TA)9 18 126837509 126837526 ATTGCCTCTGACATTCCCAG CTTGCGAAGCTAAGGCTGAC 102

Ai04B28220 Araip.B04 28220 p2 (TA)6 12 126837751 126837762 GCAAGCTGAGTTCGGAGTTT TCGTAAAACAGAGATGGTGTGG 248

Ai04B28222 Araip.B04 28222 p2 (TA)6 12 126843358 126843369 GTATGGATCCCTGAAGCGAA AGCCAAGGAAACAGCATGAC 254

Ai04B28224 Araip.B04 28224 p2 (AT)6 12 126865867 126865878 TCCGATCATATCCACAACCA GCAGGATTCTTGTGTGGGTT 166

Ai04B28227 Araip.B04 28227 p2 (CT)7 14 126893964 126893977 TCCGACAACGACACAGTAGC GGAGTCACTACCATTGCCGT 175

Ai04B28228 Araip.B04 28228 c (CTT)6tttcatcatcaccatcatcatcatcttcttc(T)1059 126895143 126895201 AAAACTCTTCATCTTCCTCCTCC TGAGAAGGTAAAACAAGAAAGGAAA 132

Ai04B28231 Araip.B04 28231 p3 (CTT)5 15 126895953 126895967 TCTTCATCTTCCTCCTCCTCA TTTTCCTCAATCAAAACCGC 177

Ai04B28236 Araip.B04 28236 p4 (AATA)5 20 126924135 126924154 GCTGGGGATTGACTGTGATT TGCAGAGAATTTTCAGTGAGG 239

Ai04B28239 Araip.B04 28239 p2 (AG)6 12 126933860 126933871 TGCTTCAAGCCTTGGCTATT GAGGATGGAGCAGATGAAGC 280

Ai04B28245 Araip.B04 28245 p2 (AG)6 12 126941691 126941702 TAGCGGAAGCTTTGAACGAT GCAAGCTAGGAAAAACGGTG 247

Ai04B28252 Araip.B04 28252 p2 (CT)6 12 126968622 126968633 AAACTATTGATTGTGGCGGC TCTGAAGTCTCTTCCTATATAAGCCA 217

Ai04B28256 Araip.B04 28256 p2 (GT)7 14 126977421 126977434 TGCATAAACCGCTACAACCA ACACGTAAACCGCTACTGCC 165

Ai04B28259 Araip.B04 28259 c (TC)6tttacttttaatacttctttttatctt(TA)753 126984802 126984854 ATAGAGGCCTTTGTCTCCGA TTCTGGGATGCATTATTTTCA 280

Ai04B28260 Araip.B04 28260 c (TTA)5tcta(T)10 29 126985802 126985830 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28263 Araip.B04 28263 p2 (TA)8 16 126993148 126993163 TTAACACATAAAATTGATTAAGCTGTG TTCTAGTCCTTTACTTTTCTGCCA 239

Ai04B28274 Araip.B04 28274 p3 (TAA)8 24 127037557 127037580 TTTCAAGAGAAAGCTTTGAAAATAGA CACAAGCTCGCCTTCATCTT 261

Ai04B28275 Araip.B04 28275 c (TCT)11(GCT)5 48 127037994 127038041 CTGGGAACTTGCAAATGGAT TGAGGTGCTCTGCATGAAAC 228

Ai04B28282 Araip.B04 28282 c (T)10attatttcaaacagtaaattaaaatagcatgcataa(T)1359 127046855 127046913 TCCATAACGCTTTGATCATTTTT TGAGTTAGATTCGATCGATTTGC 258

Ai04B28283 Araip.B04 28283 p2 (AG)14 28 127047449 127047476 TCTCATTATGGCCTATGGGG ACTCAAGCCAAGGCTACGAA 250

Ai04B28287 Araip.B04 28287 c (T)10ctttttaatttccctctattaacttcgaataaaaaagag(A)1059 127048694 127048752 GCCATTAATTGGTCATGGCT AAGAACTTAAAAGAAAATCTCGTGG 165

Ai04B28292 Araip.B04 28292 p2 (AT)6 12 127052876 127052887 CATGCACATTTTGGATGTCA TGAATTTGATTGCAGATTGGA 204

Ai04B28295 Araip.B04 28295 p3 (ATT)17 51 127053979 127054029 CTGTTACGTTGATGTGTTGGTG AGAGGCTGGCAAGCAAAATA 144

Ai04B28297 Araip.B04 28297 c (CTT)5ctactgttaatggcaatggatggtgttgtgtttagtgcaatgtcagtgctttggtg(T)1182 127055475 127055556 AGTGCAGATGCAAATTGAGC GAACCATAAAGAACAACAGTTTGC 264

Ai04B28299 Araip.B04 28299 p2 (AT)6 12 127060046 127060057 ATTGCACGGATCATGCACTA TGTGAGTGTGATTTTGGTGTAGC 252

Ai04B28302 Araip.B04 28302 p2 (AT)7 14 127071300 127071313 TTGACTACTTAAGAGTTGACCCG TGACTGTTTTTGGCTGATTTTT 160

Ai04B28313 Araip.B04 28313 c (A)12ctttatttccccaaaaaaattaatcagactttaatttatggaatacgaaaaattaaagtttgaataatttttttgagatataaag(T)10107 127090679 127090785 AATTGTGCATACGATTATCCTCTAA GGAAGGGAAATATTTGCAGAAG 233

Ai04B28321 Araip.B04 28321 p2 (CT)9 18 127116248 127116265 CGAAGAGGCACCTTCTGTTC AACGTTGGGGACAAAAACAA 177

Ai04B28323 Araip.B04 28323 p2 (AT)38 76 127125875 127125950 CCGAATATTCAAAACATACATCCA ATCGCAAACCATTCAGCTTC 264

Ai04B28326 Araip.B04 28326 p2 (AT)9 18 127144841 127144858 CTCTTACCAGCGGCTATTCG CAACTTTTCAAACTTCTAATGCATCTT 277

Ai04B28331 Araip.B04 28331 p2 (TA)6 12 127162481 127162492 CAAGTCCCATAGTTTCCAGCA TGAATAGTTATGGTTACGGTTCATC 199

Ai04B28332 Araip.B04 28332 c (T)13cttttctatttagtcac(A)1040 127168695 127168734 GCCAACCATGGAGTGAGTTT CGCCACACTACTTCACAGGA 174

Ai04B28335 Araip.B04 28335 p3 (TCC)5 15 127181739 127181753 AGTCCAACGAAGCCTTAGCA TTGACATGAATGAAGGAGCG 206

Ai04B28340 Araip.B04 28340 c (TGG)6gttcttgttcagcttgggcttctggttgattttggttgatttatctggttgattttgtttgattt(ATG)5accatgatgatac(TGG)5126 127193610 127193735 GCATGTTGCTTGAATTGATGA TCTCGGCCTTTGTTTTGTTC 263

Ai04B28346 Araip.B04 28346 p3 (TAA)7 21 127206018 127206038 TGTTCAACACTCAAGCCTCTG TGCCAACTTGCCATTATTGA 274

Ai04B28348 Araip.B04 28348 p2 (TG)6 12 127210934 127210945 TCTCCACCAAAATACGCTCC GGCGCCAAAAAGACATAAAA 188

Ai04B28350 Araip.B04 28350 p3 (TTC)6 18 127223172 127223189 GTTACCTACGGTTGGGTTGC ACCAATCCTACCCCTGATCC 224

Ai04B28353 Araip.B04 28353 p3 (AGA)5 15 127238667 127238681 AAAAACAAAAAGCACCAAAACA ACCGTCCAAGGTCACCATAC 280

Ai04B28355 Araip.B04 28355 c (A)12ctaaaaacggagggtccgttttcttttaaagaaaaaat(A)1060 127243345 127243404 AATCGGACCGAGGGATTTAG TCGGATCCTCCGTTTACATT 234

Ai04B28359 Araip.B04 28359 p3 (TAA)8 24 127255080 127255103 CTTGATTCCACCCACTTGCT TGCACGCCATAACACAAACT 217

Ai04B28368 Araip.B04 28368 p3 (TAA)5 15 127284273 127284287 GTGGGAATATGGTGCCTTTG TCAAACAAGTTTGTCGGATGA 203

Ai04B28371 Araip.B04 28371 c (AAT)5ataaggaaaattgatagaaaatgttctatatattaattaagaagtgtaagaaacttgtctca(T)1087 127291254 127291340 TTTTATTCGTGGGGCATCAT GCCTGAACACCAGCCTCATA 242

Ai04B28372 Araip.B04 28372 p3 (ATT)6 18 127291709 127291726 GGATTCAAGGGTAGTTTTGGC GGCCCTAATCAAAGGAAAGG 232

Ai04B28375 Araip.B04 28375 p3 (TGA)7 21 127294165 127294185 TTGGTGTGAACCCATCTTGA CCCTCCAATCTTGTTTGCAT 258

Ai04B28376 Araip.B04 28376 c (ATG)10(GTG)5 45 127294419 127294463 TGGCTCTCACTCTCATGGTG GTGGCAGCAGTCTGAATCAA 117

Ai04B28377 Araip.B04 28377 c (T)10attaaaaataaataattttatgatatgttatttaaatttatataattaaaaaacatctagattactcaattattgttgagttt(A)10103 127294804 127294906 CGAAAGATTAATTTTGGAGGACA ATGTCCACCGTTTGCTATCC 270

Ai04B28380 Araip.B04 28380 p3 (AAG)5 15 127296821 127296835 TTTCTACTCCTGCAAAGGGG AAATCATACGGAGGTGGCAG 119

Ai04B28383 Araip.B04 28383 p2 (AG)6 12 127298629 127298640 TGCATGCTTTCTCTTTTCCA TGCCCCCAAATTTTGAATTA 249

Ai04B28385 Araip.B04 28385 p2 (TA)7 14 127299650 127299663 CCCATGCATCACTACTTGACA TGTCCAGTGGGATAATTATTAGGA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28390 Araip.B04 28390 p2 (TA)6 12 127308563 127308574 AATCCCTCCCCACATTCATT TTGGCAGTAGAGCAATTTCG 271

Ai04B28392 Araip.B04 28392 p3 (CGT)5 15 127313199 127313213 CATGATGGGACTAACACCCC GTTCTCCGGTTCGATGTTGT 206

Ai04B28397 Araip.B04 28397 p4 (AAAT)5 20 127326326 127326345 AAAGGGTTCGAATTCTGGGT TTTTGGAGCGAACACACTTG 220

Ai04B28399 Araip.B04 28399 c (T)10gttaaaatacaaatttaaaggttaaatttgtagtttacaa(T)1060 127338450 127338509 TCATTTCACCTATTGCACTACTTC AAGCGAATGGGTAAGTCGAT 234

Ai04B28401 Araip.B04 28401 p3 (TGA)17 51 127340315 127340365 GAACACCACCTGGTGAACCT GCAGGGTTGAGTCTTGCTTC 277

Ai04B28403 Araip.B04 28403 p2 (TA)6 12 127341915 127341926 GCAGCCTCCTATATTGGATCA AAACTTCTTTGGCCCGATTT 241

Ai04B28404 Araip.B04 28404 p3 (TGA)5 15 127343522 127343536 CCATGATGATGCAATGCAAA TGATAACATGCATCCTTGCC 234

Ai04B28406 Araip.B04 28406 p3 (TTG)6 18 127349388 127349405 ACATTCAGTCAGGAGGGTGG TTAATTTGGGGTGATGGGAA 254

Ai04B28407 Araip.B04 28407 p2 (AT)6 12 127350207 127350218 TTTCTTCATCAAACCCAGGAA TGTTGCCTTAGAATTGATGCC 241

Ai04B28409 Araip.B04 28409 p2 (TA)8 16 127351304 127351319 TTTTTCCAACCGAAATTGCT TGACATTGTTTCCCTTGTACATC 250

Ai04B28413 Araip.B04 28413 p2 (AT)6 12 127355822 127355833 GGATGAAGAAATATTGTTGACCA TATGGCAGGTAGGGCACTTT 249

Ai04B28414 Araip.B04 28414 p2 (AT)8 16 127356107 127356122 AAAGTGCCCTACCTGCCATA GAGCGTTTGGGTCAGTTGTT 221

Ai04B28415 Araip.B04 28415 p2 (AT)7 14 127356328 127356341 CTTGCAGCACCTTAGAAGCC GGTTCGTGCAGCACATGTAT 274

Ai04B28416 Araip.B04 28416 p2 (AG)6 12 127357101 127357112 TTTCCACAGTTTTGAAAGAAGAA AATGTAAACATTTCTCATCTCGATT 170

Ai04B28419 Araip.B04 28419 p2 (AT)7 14 127360851 127360864 ACGCCGATGAGAAAGAGAGA GAACAGTGGATCTGATGGCA 182

Ai04B28420 Araip.B04 28420 p2 (GA)6 12 127366680 127366691 CTAAGCCTTACCTCGCGTTG ATGGCTAGCCGGCTTAAACT 276

Ai04B28434 Araip.B04 28434 p3 (CAT)7 21 127387799 127387819 GAGCATGCCATTTAGAGATGC TTCCTTTGGGGTGTTGAATC 271

Ai04B28435 Araip.B04 28435 c (TTA)5tt(GA)7 31 127388830 127388860 GCCTTAGATGCAGCAACACA TGGTGAAGAAGACGCTGATG 231

Ai04B28438 Araip.B04 28438 p3 (ATT)6 18 127392565 127392582 ACTCCGGCAGACAAATCAGT CCCCAATTTATTTTCCAGCA 277

Ai04B28439 Araip.B04 28439 p3 (GAA)5 15 127402352 127402366 TGGTTTCTTCACTCTTGCCC ACTAAAACGACGGCGTATGG 234

Ai04B28440 Araip.B04 28440 c (CCA)5tgtttagcatcaccaccactatct(CCA)554 127403000 127403053 AAATTCGAGCGCAACTGACT GCAAAGGAGATGGTGGTAGG 267

Ai04B28444 Araip.B04 28444 p2 (AT)6 12 127410469 127410480 ATGCAGCTTTCACTCCTCAA TGAATATTTGGTGGTTTCGG 120

Ai04B28445 Araip.B04 28445 p3 (TAT)7 21 127417262 127417282 CATGTGAAGGGTTGATGTGTG TTTCAATTTAACCCAAATTCTCTG 261

Ai04B28447 Araip.B04 28447 p4 (ATAA)5 20 127420831 127420850 ACCATTTACAGGAACACGGG AAGCCGGCCCATTACTACTT 255

Ai04B28449 Araip.B04 28449 p2 (TG)7 14 127423369 127423382 GGGGATTTGTCACATACCTTT GCGGTTCCAATTAGTGACCA 258

Ai04B28451 Araip.B04 28451 c (T)14ggtatagaccttcaatatatacc(T)1451 127424219 127424269 CCGCTGTGAATCTAAGCTCC CAGTACCGCGACGGATTAGT 264

Ai04B28452 Araip.B04 28452 p2 (TA)6 12 127424761 127424772 CGCAAAATTGATGTTCGACTT TGCCAGAGAACCTGTGGAAT 274

Ai04B28460 Araip.B04 28460 p3 (TTA)5 15 127430627 127430641 TTTGCGTCCACGATGACTTA GCGAACAAAACAAAAGACTGC 157

Ai04B28467 Araip.B04 28467 p2 (TA)7 14 127443726 127443739 TGGGACAAGGCTTTGTTGTT TTGGAGGCTAGAAATGCAAG 278

Ai04B28472 Araip.B04 28472 p2 (TA)7 14 127447677 127447690 CCAGTGCCAAGTATCGGATT CCCCCACATGATTCTGTCTT 252

Ai04B28475 Araip.B04 28475 p2 (TA)8 16 127448654 127448669 AAATCCTCCCCAAGTTCCAC AACAATGTGCCAAAAGAGGC 159

Ai04B28476 Araip.B04 28476 p3 (TTG)8 24 127451153 127451176 TTGGTTCTTGACGATGATGG CAGAAGCAGAAGCAACACCA 147

Ai04B28490 Araip.B04 28490 p3 (ATA)5 15 127503281 127503295 TGGCTGAATTAATGTTGGATTTT CATGTATTTTCATTCGACGCC 243

Ai04B28495 Araip.B04 28495 p2 (TA)10 20 127520771 127520790 CAGCAAAGACTTCAAATTATGGTT TTCGAACTCTCAACACTCGC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28497 Araip.B04 28497 c (T)10gttttaattaagacccggtttttctttttaagaaatatttgtctcattttatattccataaatt(A)1084 127522826 127522909 TTCCCTTGTTCTTCTCCAATG TGCTATTAGAAATACAAATTAAACACG 152

Ai04B28500 Araip.B04 28500 p2 (AG)6 12 127539190 127539201 GGTGGCTAAGAGAAGGGGTC AGGCTGCACTGCACTTAACA 255

Ai04B28501 Araip.B04 28501 p2 (AT)9 18 127545788 127545805 CCATTTTTGTGATGTATTATCGC ACGCAAGTATTTCCCAAGTTT 191

Ai04B28506 Araip.B04 28506 c (T)10gttaaactgctcaagaagaatgaaaat(A)1249 127558300 127558348 TCGATGAGTTCATGTGCTTTTT GTCCGGAGAAGCCAATCATA 279

Ai04B28512 Araip.B04 28512 c (T)10gtgcctcttctttttcttcttcttctttctccgtgtttcc(TCT)565 127562899 127562963 TCGGAGAAATGAAATTTTGACC AGGGAGGAAGAGGTGGTGTT 249

Ai04B28515 Araip.B04 28515 c (T)10aatctaatttgtcattatttatcttaaaaaattaagctggtcggtgaatatatataaatgattagatatctaatagacaga(T)10101 127567988 127568088 TTCGTACGCAAGCATATAGTTAAT AAAAACTATTTAAAATTCACGCAAA 279

Ai04B28516 Araip.B04 28516 p2 (AT)9 18 127568557 127568574 TGGATCAAGTATTTAAGGTGTTTCA CGACTTCATCTGAGTTTTCACC 247

Ai04B28517 Araip.B04 28517 p3 (AAG)5 15 127574424 127574438 TCTGCCATGAAATGAAGAAAGA AGAGTAATGGCGCTGCTGTT 204

Ai04B28518 Araip.B04 28518 p3 (GTA)6 18 127575116 127575133 AAAGCCTTTGATGGTGTTGG AGAGCCATGGACATAGCAGC 191

Ai04B28521 Araip.B04 28521 p3 (AAG)7 21 127581564 127581584 TGAGAAGGTAAAACAAGAAGGAAAA CCTCCTCTCATATTCTGCTATGC 114

Ai04B28525 Araip.B04 28525 p3 (ATT)5 15 127591260 127591274 TTTGAGGTTTTGTCCCCAAC GCTTTTTACTCCGGATTCCC 149

Ai04B28526 Araip.B04 28526 p3 (ATT)5 15 127591477 127591491 TTTGAGGTTTTGTCCCCAAC GCTTTTTACTCCGGATTCCC 149

Ai04B28533 Araip.B04 28533 p3 (TTA)5 15 127641473 127641487 TTTGTCACCATGCCTCATGT TTTAACTCGATTTCGCTTGC 259

Ai04B28535 Araip.B04 28535 p2 (CA)17 34 127648822 127648855 CCGTTATTCCCCGACATTTA GATAAGGGTGATGGCATGGT 265

Ai04B28538 Araip.B04 28538 p2 (GA)8 16 127655131 127655146 ACGGACCAAAAATCACGAAC GAGGAAGTCAAGAGCGATGC 221

Ai04B28539 Araip.B04 28539 p2 (TA)11 22 127658118 127658139 ATACAAACGAGAACGCCGAC GCGCCACTCTTATAGCAAGG 252

Ai04B28542 Araip.B04 28542 p2 (TA)7 14 127659937 127659950 TGACACAGAATAAATAGAACACACCA TCCCTCAAAAGCATGTAGAGC 279

Ai04B28543 Araip.B04 28543 p2 (TA)7 14 127660904 127660917 TGCTCATCTAAGCAAGAACAAAA CCCTTTCATCAATATTGGGC 251

Ai04B28545 Araip.B04 28545 p2 (AT)6 12 127662515 127662526 AACTCCTTGTTGCTTTCGCT CCTTCTCTTGCTGGCACAAT 242

Ai04B28546 Araip.B04 28546 p2 (AT)6 12 127665409 127665420 CAGTTTTCAATCGTCGCTGA TGCCGAACAGAATCACAAAG 270

Ai04B28547 Araip.B04 28547 c (T)10caataaaaagttttaaattcaaatactaagaaatgtaaaatgtttttttattatctatcagcaaaaagcc(A)1191 127665666 127665756 TGCAATTCTTATTTGGTCTTTCTC TGGCAAATTTTAGGAGGATTG 255

Ai04B28549 Araip.B04 28549 p2 (TA)6 12 127667595 127667606 CCCTCCAGGTTATCCAACAG TGTTGAAGAAAGGAAAACGGA 220

Ai04B28553 Araip.B04 28553 c (T)13ctattttttttaacattttgttggctagtaatatcttaccact(TAA)1086 127692547 127692632 TCTACCCCCAAATTTCACAAA AGTGAGAACTCAGCAGTGTTGG 179

Ai04B28555 Araip.B04 28555 c (T)10atttatttaacatgaaatcggaccctccgtttacag(T)13(A)1372 127696398 127696469 ACAAATGTGGGACAGGGAGA AAACTGAGGGTCCGTTTTCA 182

Ai04B28556 Araip.B04 28556 p2 (TG)8 16 127697479 127697494 TGATTTTTGGAGCCACCATT CCCAACACCTGAAACAAACA 251

Ai04B28566 Araip.B04 28566 p2 (AT)6 12 127731252 127731263 CCGGCAAAAATGATAAGCAG AAGGTTCATTTGGGTCATGC 245

Ai04B28567 Araip.B04 28567 p3 (TTA)13 39 127733602 127733640 TGCATTTTCCTCTCTTTCTGG GGAACAAAATAGCACGATTCA 180

Ai04B28572 Araip.B04 28572 c (TCC)7ttcttattctcttctttcgctatcatcatcccaaataacaccaacattttgctaatagattattttttcaatcgaattgaatggaatgtaattacta(AATTG)5143 127741083 127741225 GGTCCAATACCAACAAAAATCA TTCAATTCAGAACACCTTCGT 212

Ai04B28578 Araip.B04 28578 p3 (TTC)6 18 127756179 127756196 TCATCAACAAGACGCTGAGG CTAGTGCTTCCACCACCCAT 241

Ai04B28581 Araip.B04 28581 p3 (GAA)5 15 127759666 127759680 TAACGCAGGAGGAAACGAAT CAAAACGTTGGTGTTTTGGA 271

Ai04B28587 Araip.B04 28587 p3 (GAC)5 15 127776495 127776509 ACTCTTCCCGTTTCAACCCT AAGAAGAAGACGACCAACGG 226

Ai04B28590 Araip.B04 28590 p3 (TTC)5 15 127789962 127789976 TGTACCTTGCCCATTGCATA CTCCTGTATCTTGGGGTTCG 110

Ai04B28596 Araip.B04 28596 p2 (AT)9 18 127799389 127799406 AACCTCTTGCAACTCTTTGTACG GGATGAAATCCTAACTGTTTCCA 279

Ai04B28597 Araip.B04 28597 c (AT)6aatttaataaatgagatctattaattttcatcaaataaagaccat(TA)975 127800535 127800609 TTAGGTGTCCGGAATCAAAG GACATTAATAATCCGAAAAGATCAA 280
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Ai04B28611 Araip.B04 28611 p3 (TTC)12 36 127818266 127818301 CTAACCGCGGTGATATGGAT TGAAGAATGCGAGCAGAGAA 276

Ai04B28612 Araip.B04 28612 p3 (TTC)5 15 127818403 127818417 TTCTCTGCTCGCATTCTTCA ATGATGATGTTCGGTTCGGT 234

Ai04B28615 Araip.B04 28615 p2 (AT)6 12 127828632 127828643 TGAGATTGCATACTTGATGAGGA TCGAGAATAGAATGCCAATTAGT 179

Ai04B28616 Araip.B04 28616 p2 (AT)6 12 127833386 127833397 AAAAGGGCCTTGTTCTTGC TTGAACCGTTTTATGTGGCA 234

Ai04B28617 Araip.B04 28617 p2 (AT)6 12 127836609 127836620 TGGAACACAGATTTTGTTGCTAA CAAACTTTGCTTATTTCCTTATCTCC 260

Ai04B28618 Araip.B04 28618 p3 (ATT)7 21 127837142 127837162 GTAGTTTGCCCACCACCTGT ATTGGAAACCCTCTCAGCCT 271

Ai04B28619 Araip.B04 28619 p3 (AAT)5 15 127840346 127840360 TTCGGCTAAATTTGATGATGA CCAACCCACTACTCTTGGGA 198

Ai04B28620 Araip.B04 28620 p3 (TGA)5 15 127842107 127842121 AATTACCTGGCAGCACTTGG GAAAACCAATCACCACCACC 153

Ai04B28624 Araip.B04 28624 c (A)12gaaattgtatctataatttgtggttatcagttacattgggtcacatctaaac(A)1074 127856773 127856846 CGAAAGTTGGCAAAATCACA ACATGAGTGAAGGCTGACGA 271

Ai04B28627 Araip.B04 28627 p3 (ATT)7 21 127864389 127864409 GCCACCACAAGAAAGATTCC TATTCCCTCACCAATCCCCT 246

Ai04B28634 Araip.B04 28634 p3 (CAT)7 21 127868553 127868573 TTCGGAACAGATTAGGTGGG TGTGGTTACCTACCACGGTTT 279

Ai04B28635 Araip.B04 28635 p3 (ATT)11 33 127868892 127868924 CCACGATTATTTACCACGGA CGCACATTTACTTAACCACCAA 274

Ai04B28636 Araip.B04 28636 c (T)10ctttctccttttaggttgtcatttttctgttctctttttc(T)1262 127869557 127869618 CTCGTGTTTTCCCCCTTTTT GCACTGTGACGTTTTTATTTTTCTT 194

Ai04B28638 Araip.B04 28638 c (TC)6tgctaggcatgcataagggtggtgaggaagaagatggaatggcgcgaagtgcctctaacgtt(TC)788 127876226 127876313 GGCGTCGGGTTCAGTAAGT CCGTCTGTCGATAGTACCCG 252

Ai04B28640 Araip.B04 28640 c (A)14taaccttaaaataagatatatatattaattaattggttcactcccatcctttctaggctcttttatttattta(T)1097 127883254 127883350 GCGACAAACCCTTAAATGGA TTGCAACCTTTTGTTTTCTCTC 199

Ai04B28641 Araip.B04 28641 c (ATT)17nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TAT)8174 127883491 127883664 AAACTCATATTTTGAAATTTTGGACC TCGATCTATTAACGAGTGATTGC 277

Ai04B28647 Araip.B04 28647 p2 (AT)6 12 127887824 127887835 AACGAGTTCGATCATTCGCT AAAAAGTACCATAGAATTCACCTTG 160

Ai04B28652 Araip.B04 28652 p3 (TTA)5 15 127901819 127901833 TTGTGTTGTTATATTATGGGAGAATAA TGACATCCTTTTTGTAAAGACATTT 279

Ai04B28663 Araip.B04 28663 c (TA)9(TG)9 36 127925118 127925153 TGGATGGAGTATGAACAGCG TAATAGTTTATCCCCGCCCC 261

Ai04B28664 Araip.B04 28664 c (AT)6cactcttaattttaaaaatctcaaaattactttggaaaccttcactcttaaaaaaaatgttgggcgtgtgtggt(AG)698 127927082 127927179 AAACGTAGCATTGGAGTTAACAAA CATTGGCATTTGGCAACATA 250

Ai04B28672 Araip.B04 28672 p3 (TGA)6 18 127939793 127939810 TTCAACCCTAGCTTGCATGA CCACCACCTTCAGATGACAA 272

Ai04B28673 Araip.B04 28673 c (GGT)5(GGC)6 33 127939917 127939949 GGGTTCACAAATCTTCTGCTG ATCCACCAAATGGAGAATGC 192

Ai04B28674 Araip.B04 28674 p2 (TA)9 18 127940059 127940076 TTGTCATCTGAAGGTGGTGG TGCATGCATATGTTCTTGCTT 257

Ai04B28688 Araip.B04 28688 p2 (TA)10 20 127984194 127984213 TGCTGTTCCTGCTAGTGTGG ATCCCCTTTCATGCAAACAA 159

Ai04B28701 Araip.B04 28701 p3 (ATG)7 21 128021986 128022006 AGGATGGAAACGGAAGTGTG AGCACACGTGGAAGGTAGGT 151

Ai04B28702 Araip.B04 28702 p2 (AG)6 12 128028220 128028231 ATCCAGCTCTGATGCCAATC CAAGCTCCACAAATCTATCTGC 209

Ai04B28703 Araip.B04 28703 c (TTA)6ttttgtataatttcttttcttttcccctttaacttgcataattaaacatttcaaagaaaaatgatacataagcatcaacaagaattaggtgtagta(T)12126 128029731 128029856 GGACCTAGCTTCGGTTTGAA TCGTCAATGCCTGTAAACAAA 226

Ai04B28705 Araip.B04 28705 p2 (AC)7 14 128038390 128038403 GCAGATTTCATATGCTGCCA TCGAGCAGGATTGGCTACTT 280

Ai04B28706 Araip.B04 28706 p2 (AG)8 16 128038784 128038799 CGAAGGGGGAATGAGTGTAA GTCATCAACGCCAATTCCTT 261

Ai04B28712 Araip.B04 28712 p3 (ATT)7 21 128045117 128045137 CTGAATCGATGTGATAACCGA GACGTTTGGAGCTGTGGAGT 280

Ai04B28718 Araip.B04 28718 p2 (AG)22 44 128057944 128057987 TGAAGGTGAGGGAAAGTGAGA GGAGGCCAGGAGAGCTAAGT 275

Ai04B28721 Araip.B04 28721 p2 (AG)6 12 128061258 128061269 GGCGTGCTGTTGTTTTCATA AAGTCAGAAGCAAGCACTTTGA 221

Ai04B28723 Araip.B04 28723 c (T)11acttttgctattgttta(T)1038 128065865 128065902 CTATCCTACCCGCAAGCAAA CACAAAACAAAATTACACGTAAAGAGA 262

Ai04B28724 Araip.B04 28724 p2 (TC)6 12 128070749 128070760 CCACATTCTCCTTGTTTCCC CAGCACCCAAATTGGAGAAT 231
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Ai04B28726 Araip.B04 28726 p3 (GAA)5 15 128072501 128072515 TCCTGAATTGTTGTTGGTTTTG GAATCGAAATCGTTCCTGATG 262

Ai04B28727 Araip.B04 28727 p2 (TA)7 14 128073022 128073035 TCTTGTCGCACATAAAGACGA TGATAATCCTCTAACATTTCCTTCTC 241

Ai04B28728 Araip.B04 28728 c (TA)7(GA)7 28 128073206 128073233 GAGAAGGAAATGTTAGAGGATTATCA GAAATGAAGAAATATCGTGCG 260

Ai04B28732 Araip.B04 28732 p3 (AAT)5 15 128080161 128080175 TCCTCTCCCTCTCTTGTTGC CCACATCAAAATCTGAGGCA 269

Ai04B28733 Araip.B04 28733 p2 (TA)6 12 128080627 128080638 TCAAAAGTCAAAACATGATGCC ACCTTGCGTGTGACAAAATG 149

Ai04B28735 Araip.B04 28735 p3 (TTA)8 24 128085533 128085556 CTCACGAGAAATGGAAAGCA TGAGTAATGCTACACATTCAAATTCTT 280

Ai04B28736 Araip.B04 28736 p2 (GA)7 14 128091088 128091101 GAAGAACAACGCTCCGAAAG CAGCCTAAAACAACCACCGT 203

Ai04B28740 Araip.B04 28740 p2 (TG)6 12 128107358 128107369 TGCTTGTGATTGTTTCGGTG TTGATCTAACCGGTCCAACC 229

Ai04B28741 Araip.B04 28741 p3 (AAG)5 15 128109918 128109932 TCCTCATCTTCTGCTGCTTCT GCACGTTCTTTTTCCTCTTCC 228

Ai04B28742 Araip.B04 28742 p3 (AGA)20 60 128110036 128110095 CGTGCAAGAAGAAGAAGAACG CGAATAAACCCTCCAAAACG 137

Ai04B28743 Araip.B04 28743 c (TAA)5caac(AAT)534 128110816 128110849 TTCCTCCAAAATGCATGAAA GGAGGAGATGTGGCTTGAAC 279

Ai04B28746 Araip.B04 28746 p3 (TTA)5 15 128119590 128119604 TAATTCGCCAAGCTGGATTT GCAAGGATCCGTGAATCAAT 215

Ai04B28755 Araip.B04 28755 p4 (ACAT)7 28 128134491 128134518 GACCCGTTTAACTGAGTCGG AGTAGTGCTGGCTGCCATTT 227

Ai04B28756 Araip.B04 28756 p3 (TCT)6 18 128134655 128134672 ATGGCAGCCAGCACTACTTT AATCCTTGCTTTGGAGCTGA 213

Ai04B28757 Araip.B04 28757 c (TCT)7(CTT)6cgtcttcg(TCTTCC)577 128142256 128142332 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 214

Ai04B28760 Araip.B04 28760 c (T)12atggaaaaaatcaatacaaaattaaacataaaaatgatgagaagttgtgaatattccttcc(A)1083 128165202 128165284 AAAGTGGAAACCACCACGAG TCAAAAAGCATTGGTTTCCTC 223

Ai04B28765 Araip.B04 28765 p2 (TA)6 12 128183600 128183611 TTGCCTGAAAGATATGACATCG ATCACACGGCCCTTTTATTT 222

Ai04B28770 Araip.B04 28770 p2 (TA)11 22 128205277 128205298 TTGCTTCAATTGTTGTATGATCC ATTGCTAGCTGCACAACACA 255

Ai04B28775 Araip.B04 28775 p2 (GA)7 14 128232507 128232520 AGTTCAAGTGTGCAGGTCAGA GCGAAATGCTCCCTTTAGTG 103

Ai04B28776 Araip.B04 28776 p2 (TC)6 12 128235142 128235153 CCATCATTGTTGTGATGGAGA AATCTTAGCCCCTTTTTCGC 262

Ai04B28779 Araip.B04 28779 p2 (AT)9 18 128242076 128242093 CGAGCTGGCTCAAATAAGAGA GCTTGAGCCTGAAATTGAGC 265

Ai04B28783 Araip.B04 28783 p2 (TA)6 12 128250585 128250596 GGCTTCCTTATTCCTTTCCG TGCAATTCTCTCTCTCTTTATTTTT 245

Ai04B28784 Araip.B04 28784 c (AG)6gaaggcggtgatggtggcgcggaggcggaggcggtggtgcggtgggagttcggccgggaggaggaagagaggagt(GA)699 128265795 128265893 TGGTTCGAGAAATTGAAGGG CTTCTCTTCCCCCTCTCACC 204

Ai04B28785 Araip.B04 28785 c (T)12atggaaaaaatcaatacaaaattaaacataaaaatgatgaaaagttgaaaatattccttcc(A)1386 128279685 128279770 GAAGTGGAAACCACCACGAG TCAAAAAGCATTGGTTTCCTC 226

Ai04B28789 Araip.B04 28789 c (TA)11a(AT)6 35 128306887 128306921 TGAGACGAGCTTGAGATTCG TCCCACATCAAAATTATATGTAAAAA 217

Ai04B28795 Araip.B04 28795 p3 (TGA)5 15 128327864 128327878 AGACCCCAGAGAAAGCCAGT GTTGTCGGGTTCAGGTGAGT 269

Ai04B28796 Araip.B04 28796 p2 (TA)11 22 128329303 128329324 GGACGATGAACACCATCCTT AATTCCTCATGGGCCATAAAT 276

Ai04B28797 Araip.B04 28797 p3 (ATA)6 18 128332049 128332066 CCATTTATGAATATCGTGGACC CTGCTTCTGTTGTCAGAGGG 238

Ai04B28800 Araip.B04 28800 p3 (TTC)5 15 128335273 128335287 GAGGGGACCACATAAACCCT GTGTTGGCCAAAGAGGTGAT 187

Ai04B28807 Araip.B04 28807 p2 (TA)7 14 128358628 128358641 ATGGGCTGCAGAGAAGAAGA TAAACCCAATCCGAGACAGG 174

Ai04B28808 Araip.B04 28808 p2 (CT)6 12 128359534 128359545 TTCTCCCAAATTAACCCAGC TGTTGCATGCACAAGTCAGA 186

Ai04B28814 Araip.B04 28814 p6 (CCTTCT)6 36 128368973 128369008 GGAAGGGGAAGGGTCCTC CCCAGAACTTAGAACTCAGCAAA 274

Ai04B28815 Araip.B04 28815 c (TGA)14t(GTG)8gtagtggtggttc(TGG)7101 128369356 128369456 TGCGATTCTGTTCTTCACCTT AAAATGGTCCCCAAGGTTTC 254

Ai04B28822 Araip.B04 28822 p3 (ATC)8 24 128374608 128374631 CCCATGGTGCAACCTTCTAT TGTGATGAAACCGATTGGAA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28831 Araip.B04 28831 c (TAT)13tgtg(ATT)558 128386042 128386099 AGATCGTTGTGTCGTGCATC CAGGGACGGATTTGTCATTT 277

Ai04B28837 Araip.B04 28837 p2 (AT)8 16 128396862 128396877 TTGGGACATGCACCTTGTTA GAGGATGCCACTGTCCAACT 195

Ai04B28839 Araip.B04 28839 p2 (AC)7 14 128407883 128407896 AAACCAGTCACCATTCATTGC CAAAGGAGAGGTGTTGGGTG 221

Ai04B28841 Araip.B04 28841 p3 (GAG)7 21 128409897 128409917 CAAAGGTTAAATCAGGGCGA TACGCGGGTTGTTTTTCTTC 278

Ai04B28846 Araip.B04 28846 p2 (TA)6 12 128448262 128448273 TGATCGATCCTCTGTGGTGA CCTGCATGAAGAGGGAGTTC 237

Ai04B28853 Araip.B04 28853 p2 (AG)11 22 128474490 128474511 ATAATCAAGGGGGAGGTTCG TCAATCAACCAGCAAAACGA 200

Ai04B28855 Araip.B04 28855 p2 (AG)6 12 128475908 128475919 TGGTTCACAAACCCTTTGGT ATCAGCGAACGGAAAAGAGA 271

Ai04B28857 Araip.B04 28857 c (AGG)8ttggtga(TGG)649 128479253 128479301 GAGGTGGTGCAGCAAGTGTA TCAGTGTCACAGCCACCTTC 192

Ai04B28860 Araip.B04 28860 c (T)12atgtttatcactatgtgtaatataacaactac(T)1054 128492164 128492217 TGGGACCCCAATGTGTTATT GTTGCAGGTTCGAGTCTCCT 258

Ai04B28864 Araip.B04 28864 p3 (TAA)5 15 128498723 128498737 GCCCCAGTTTCACATACCAC CCAAGGCCAAATCAATAGGA 215

Ai04B28868 Araip.B04 28868 p2 (CT)10 20 128504770 128504789 CCTCATTCTTTGCTTCCCAG GGCTACATGGACCACAACAA 171

Ai04B28870 Araip.B04 28870 c (A)10ttgtt(AG)8 31 128511670 128511700 TCGAAATCAGAATCAAGGGG ATCAACCTCTCCCCGATCTC 131

Ai04B28873 Araip.B04 28873 p3 (ATT)5 15 128515793 128515807 TTCCCCATCCAAAGTTTTCA CCAGATGGGTTAGAGGATGG 190

Ai04B28874 Araip.B04 28874 p3 (TTA)5 15 128515962 128515976 TGTCACCATCCTCTAACCCA TACCATTTCCAGCACAAGGC 216

Ai04B28875 Araip.B04 28875 p2 (TA)6 12 128519637 128519648 AAGAGATGAACAAATGCAACCT CCTTGCAATTCAACATCCAA 200

Ai04B28880 Araip.B04 28880 p2 (AT)10 20 128523615 128523634 ATTGCATTGCGACAACTGTG CCACCAAAGTTCCCGTTTTA 179

Ai04B28881 Araip.B04 28881 c (A)14tttaaccccgtccctaacaattatctcgaaaggacaacaaggcccctgtgccaaaaaaaagtcaatgctattttttattgcacaggaactaatcaatcc(A)10tatcagggaccgaattgagtg(T)10154 128524879 128525032 GGAGAAAAATCTAAAATAGCCCC TCTCAAACGGATAACGAGGC 230

Ai04B28882 Araip.B04 28882 p3 (ATG)7 21 128525872 128525892 CAACCCAAAGAAAAGGCTTG TTCTCATCTTGAACCCGGAG 266

Ai04B28883 Araip.B04 28883 p2 (TA)8 16 128527371 128527386 GGATCCCCATGTTTCTCAAA TTTCCCGTTCATCAAACTCA 271

Ai04B28886 Araip.B04 28886 p2 (TG)9 18 128531177 128531194 GATAGTGGCTTTGCCTGCTC CCATGAGCTCACGTGTTGAT 272

Ai04B28890 Araip.B04 28890 p3 (TAA)6 18 128553498 128553515 TTCACCAAAAGATGAACAAAACT TGTGGCACATGAATTATATGAGAG 214

Ai04B28891 Araip.B04 28891 p2 (TC)10 20 128554724 128554743 ATGCTCAGTGACAGTCGTGG CTTCAGAGCTGCGGAAAGTC 272

Ai04B28894 Araip.B04 28894 p2 (AT)7 14 128572985 128572998 AAGGATGCAATGACTGCTGA TCCAATACTGGACGAACAGTTAAA 271

Ai04B28899 Araip.B04 28899 p3 (TTG)5 15 128581841 128581855 CAGGTTGTGTCTTCTTGCCA ATCTTGAGCCTGGTGCACTT 124

Ai04B28901 Araip.B04 28901 p3 (TTA)9 27 128590495 128590521 AAAAATTCCTCACGGCATTG TTTGCGCATTAATTGATTTGA 237

Ai04B28904 Araip.B04 28904 p3 (TTG)6 18 128592866 128592883 TGTGTCCTCTTGCCAGAATG CCCCACCAAGAAACAAGAAA 277

Ai04B28908 Araip.B04 28908 p3 (CAT)7 21 128604562 128604582 CGGCTCATGAAACGAGAAAT AGCTGAAGGTGGCCAATCTA 255

Ai04B28909 Araip.B04 28909 p3 (TTG)5 15 128605796 128605810 GCATGTTGTGTCTTCTTGCC GTGGCTTTGCAATAGTGCCT 142

Ai04B28910 Araip.B04 28910 p2 (AT)6 12 128607084 128607095 CCAACCAGTGCTTGTGTTGT GGCCAAGATTTAACTCCTTTTTC 215

Ai04B28911 Araip.B04 28911 p3 (GAG)5 15 128609220 128609234 TGAAGATGAAACACGCGAAG CAAACCCAACAAAACACACG 240

Ai04B28912 Araip.B04 28912 c (A)11ttcatgataagaatatttt(A)1141 128611765 128611805 TGCGACGGGATAATTCAGTT TTTAGAGAAATTCGGTTCACCA 280

Ai04B28913 Araip.B04 28913 p3 (TAA)5 15 128612040 128612054 AGTTTATTGGCCCCTCTTCA TTGTGGCACATGAATTATATAAGAGT 250

Ai04B28914 Araip.B04 28914 c (A)10taaatgaaaaatgaaaaataaaaatgtttaacggatggtaatctactaatctttaagaaaattttatcggt(A)1192 128612878 128612969 AAGGGAACTCCATGAATGAGAA CAGCTCTTTCCGGATCTGAC 280

Ai04B28917 Araip.B04 28917 p2 (GT)6 12 128631858 128631869 GAGAGTGTTCTTCCCCTCCC CCCTTGGCCCAACTAAACTA 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B28920 Araip.B04 28920 p2 (TA)6 12 128635535 128635546 CCAAGATTGGCTTGGTGATT TTGGCCATGGATCGATAATAA 231

Ai04B28921 Araip.B04 28921 p3 (GGT)5 15 128638685 128638699 GGCTTTTGCTTCTGTTTTCG CAAAAATACCCTCCATCACCA 262

Ai04B28922 Araip.B04 28922 c (TGA)22ttattattattatcttcctaaaaagagaaattaagtatcaagcagttt(A)14128 128648929 128649056 TCTAACTCTGCCTTTGATAACATGA CGCCAAACAGAATTATAACACC 264

Ai04B28924 Araip.B04 28924 p2 (TA)8 16 128651763 128651778 GAAAGTGAGGGATAATTCCCAT CCCGTTGAATTCAGATGAAGA 273

Ai04B28926 Araip.B04 28926 p2 (TA)7 14 128652794 128652807 ATGCGCTTACGTTTGCAGTA CCACGCCTAGTTTGGTTTGT 122

Ai04B28929 Araip.B04 28929 p3 (TAA)6 18 128658688 128658705 CCAACCTTATTAGCCCCATACA GAATGATATTTGCTGTTTGTGATT 279

Ai04B28930 Araip.B04 28930 c (GGA)7ggcggcggaggtgcagatggagaagccatgaagaatcttgttgctcaagtaagt(GA)1197 128660880 128660976 CTTCACTTTGAGGTGGAGGC AATCTGCTGTGGACCGTCTC 280

Ai04B28933 Araip.B04 28933 p4 (AAAG)5 20 128662870 128662889 AGTAAACCATTCACCACCGC CTTTCTCCTCTTCGCTCCCT 114

Ai04B28934 Araip.B04 28934 c (CTT)5tttt(ATC)5ttc(T)1047 128666699 128666745 CGCCTTTTTCTTGTAGTGCTC CGAATGTAGGTTCATCATCTTCC 239

Ai04B28937 Araip.B04 28937 c (AT)6aa(AC)10 34 128672293 128672326 TTGTTGCATTTTGTTCCTGC ACGACGTGCTCTTCGAGAAT 261

Ai04B28938 Araip.B04 28938 p3 (TAA)12 36 128679033 128679068 ACTGCAACTTAAGCCCAAAA GGGATCATATCACGTTGGGA 275

Ai04B28939 Araip.B04 28939 c (CAC)5cattatcatcatggttg(TCA)5gaacttcccccaaaatcaaccagaaacccaagctgaaccagaacacactaccatcaccaccaccattatcatcatgg(TCA)6142 128682722 128682863 GAAGCAAACCGAACAGAAGC CTGATTTTCTGATGGTTGATGG 241

Ai04B28942 Araip.B04 28942 p2 (TA)9 18 128694183 128694200 TGTGTGGCTAAGGGAAACAA GGCCTCGTTGTCTTTTTGAG 267

Ai04B28943 Araip.B04 28943 p4 (ATTT)5 20 128694834 128694853 ATCAGGAAAACCGCAACAAG CGTTGTTTTTGCTATCAGCATT 247

Ai04B28947 Araip.B04 28947 p3 (TTA)12 36 128698126 128698161 GCACCACGCTTAAGAAAAATG CGAAATGCATGGGAAAGTCT 176

Ai04B28960 Araip.B04 28960 p3 (CCA)6 18 128740791 128740808 TAATTACCACCGCCATAGCC TGCTGCAGAAAAATCACGTC 111

Ai04B28962 Araip.B04 28962 c (A)15ccc(A)10 28 128750390 128750417 GGAACCCAGAAACCAACATC TAAGTGTTGCCCACAATGGA 271

Ai04B28970 Araip.B04 28970 p2 (TC)6 12 128774956 128774967 GGTGCAAAGTGCAGTCTCAG ATCACAAGCGGACAAAGGAC 269

Ai04B28971 Araip.B04 28971 c (A)10gag(A)10caacaataagtcaataacaaagcaactaagcccttttaacacta(T)1077 128775524 128775600 TTATGGCGGTTTCAGATTCA CGGATTGGGAATACCGTAGA 260

Ai04B28973 Araip.B04 28973 p3 (CTA)5 15 128778092 128778106 TTGCTGGATCCCACTTTTTC GCACGGTTCTTCCACAACAT 182

Ai04B28974 Araip.B04 28974 p2 (AT)8 16 128778859 128778874 TTAGGCGTGAAACTCGAACC TGTTCAACATAGCGACGGAG 219

Ai04B28975 Araip.B04 28975 p2 (TA)7 14 128779385 128779398 ACGGTGCACGAAAATATGG AATGTTGGGGGTTCGAATTT 179

Ai04B28977 Araip.B04 28977 c (T)10attgatcttatgctaaa(T)1138 128784262 128784299 CCGTCAGGTAACTGTGTTTGC TCAAATTTGTTATGAGCGAAAAA 133

Ai04B28979 Araip.B04 28979 p3 (CAT)6 18 128784930 128784947 TTCCTTCTGCCTGTGGAAGT TGCCTTGTATTATTGTGGGGA 249

Ai04B28982 Araip.B04 28982 c (A)11ttaagagccggattgagta(T)1242 128787398 128787439 ACGGCCTGACAATTACTTCG CGGTCCTGACAATTACCTCG 227

Ai04B28985 Araip.B04 28985 p3 (CCA)5 15 128791245 128791259 GGTTGACCAGGAAGTTCCAA AGCATGGACGAACAACATCA 149

Ai04B28986 Araip.B04 28986 p2 (GA)7 14 128791470 128791483 TGTGTCTCCTCAAGGGAAGG CCGTTTCTAACGGCTCTCAA 196

Ai04B28991 Araip.B04 28991 p2 (AT)8 16 128796397 128796412 CGTACTTGGTGGTGTTGGTG CTCTGTTATGAACAAGTGGGTG 232

Ai04B28992 Araip.B04 28992 p3 (TTG)5 15 128796916 128796930 GCCATCATCATGCCTCTTTT GCTCTTGCCTTTGGTTCAAG 213

Ai04B28998 Araip.B04 28998 p3 (GGT)5 15 128806113 128806127 TTTTTGGGTGACGAAAGAGG GCAAGTGGTGCAGCATAAAA 229

Ai04B29000 Araip.B04 29000 p3 (TCC)7 21 128817783 128817803 CAACGCACCGTTTTTCTTCT GAATCGAACCACACCCAAAC 267

Ai04B29001 Araip.B04 29001 c (CTT)6tttcatcatcattatcatcatcttcttttttttatttatc(T)1068 128818211 128818278 TCTTTTTCTCCCTCCTCCTCA TGCAAGTTCATCATTTTTCAAG 226

Ai04B29002 Araip.B04 29002 p3 (CCT)6 18 128818724 128818741 TCATCATCATCACCATCTTCTTTT TGATGGAGGAGAAGGAGGAA 182

Ai04B29004 Araip.B04 29004 p3 (AAG)5 15 128819824 128819838 CACGCGAAGAAAAATGAAAA TTCTATAGCGCGCTCACTCA 179
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Ai04B29014 Araip.B04 29014 p3 (TGT)5 15 128830787 128830801 GACCAAGGCTCAGCTCAATC GAACAGCAGAACTCGCATGA 149

Ai04B29015 Araip.B04 29015 p2 (AG)7 14 128831178 128831191 GCAGTTTCCCGGTAAGAACA ACACTGCCAACACCCTTTTC 198

Ai04B29016 Araip.B04 29016 p2 (AT)9 18 128832169 128832186 TCACCCTCCGTTACTCCAAC TTCACTTTGGGGCATTTTGT 176

Ai04B29018 Araip.B04 29018 p2 (AT)8 16 128838020 128838035 CATGGATGCAGGAAGTTGAA AGTTTGAGGGGAGCTGTGAA 232

Ai04B29021 Araip.B04 29021 p3 (TGT)7 21 128849448 128849468 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 278

Ai04B29032 Araip.B04 29032 p2 (AT)15 30 128893626 128893655 GTGCATCCCCACGAGTCTAT CTTGCCACCATGTGTACCAG 174

Ai04B29033 Araip.B04 29033 p4 (TTCT)9 36 128895522 128895557 CCCTTTGTGATTTTCCCCTT CCGCCACTTCCTAACTCAAA 106

Ai04B29038 Araip.B04 29038 p3 (AAG)6 18 128920717 128920734 AAAAAGACGCAGCATCAAGAA CAAGCACGCACGTTTACTGT 102

Ai04B29040 Araip.B04 29040 p2 (TC)6 12 128927952 128927963 CAACGAAAGTTAAAAACGCTGA TTGAGGAGGAGGACAAGGTG 252

Ai04B29041 Araip.B04 29041 p2 (AG)8 16 128928935 128928950 TGGGATTGGAGTCCCTAAGA ACCTGGCGTTGAATTTGAAG 277

Ai04B29052 Araip.B04 29052 p4 (TAAA)6 24 128967827 128967850 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 254

Ai04B29053 Araip.B04 29053 c (A)11gaaaatggatcatataaaaacccaatttcccagttcccctccatcagaaaaaaccctaacggcctaacccattgcggcactaccctctccccc(CT)6116 128969655 128969770 TAAACCGGTGAAAAATCCGA GACAAGAAGAGTTCGGCGAC 276

Ai04B29056 Araip.B04 29056 p2 (TG)6 12 128980553 128980564 GAACGCCCTCAACAGAATGT CGTGCTCTCATCAGTGGCTA 247

Ai04B29058 Araip.B04 29058 p2 (TC)6 12 128991584 128991595 ACTCAAGAAATCGAAGCCGA CGCTGACTCAACAGTTCCAA 189

Ai04B29060 Araip.B04 29060 p2 (TA)6 12 128992639 128992650 TTTTTGGTGTTCACAGAGAAAG GAAGAAGAAGAAAGAGAGCAGAAAA 253

Ai04B29067 Araip.B04 29067 p4 (AAAG)6 24 129012516 129012539 TTCTGAGGTGATGTTCGCAG GCATATAACCTAGGCGGTGC 280

Ai04B29068 Araip.B04 29068 c (AAG)8aacatgcgtgcgcgaatttaa(AAG)766 129019299 129019364 GAAGAAGAAAAAGACGCAGCA ATAAGCGCGCACGTTTACTG 125

Ai04B29070 Araip.B04 29070 c (T)11ggtttgaatgaattcaatatccaatatcaaacttattttaacacattaaattaaatagtcctgatgaaaacatactctaggtcacatgccttttaa(T)10117 129021029 129021145 ATAGTTCGCGCTCTATGTTTTT TTGATTACGTAGCGGGATTG 276

Ai04B29076 Araip.B04 29076 p2 (TC)6 12 129032085 129032096 TGCTTTGACCGCAACAATTA TTTACCTGCCCAGGAAATCA 273

Ai04B29077 Araip.B04 29077 p2 (TC)6 12 129033335 129033346 AATCTCAAGTCCCAACTCCC TTGCAAACTTTAGTTTTTGGTTGA 111

Ai04B29078 Araip.B04 29078 p2 (TA)11 22 129033487 129033508 CAACTCCCAACCGTTCTCTC TGGATTGGATTGGATTTACGA 228

Ai04B29081 Araip.B04 29081 p2 (AT)7 14 129041558 129041571 TTTCCAGAACTTGTGGGCTC CAAAATTACAGCCCCTCCAA 241

Ai04B29082 Araip.B04 29082 p2 (TA)10 20 129044117 129044136 GCACGCAAGTAATCCTTTCC AAAGCACAATCAGTCCGTCC 258

Ai04B29083 Araip.B04 29083 p2 (AT)7 14 129050356 129050369 TAGTTTCCGGAACTTGTGGG GTCCCTCCAAGCTCAATCAA 234

Ai04B29085 Araip.B04 29085 p2 (AT)6 12 129055501 129055512 TCTCGTGCAGTGGGTTTAGA CCAACACACAAAATGTGCAA 194

Ai04B29086 Araip.B04 29086 p2 (TA)6 12 129055865 129055876 CAGCTTCATTCTCGCACTGA TTGCATGCTGTTTTCAAAGTG 110

Ai04B29088 Araip.B04 29088 p2 (AG)6 12 129065245 129065256 GGGGGAATTCACCAAGAAAT CTCCACATTCAACCCTCGAT 218

Ai04B29091 Araip.B04 29091 p3 (CAT)5 15 129077102 129077116 AGGGATCCATTATAACCGCC TTGGTGGTGGAGAAACTGTG 159

Ai04B29092 Araip.B04 29092 p2 (TA)6 12 129079117 129079128 GGTGATCGAAACGTGAAACA AGTGCATCAAAATCAAATTCATAA 277

Ai04B29108 Araip.B04 29108 c (T)11c(T)10 22 129144084 129144105 TCTGCTGTAGATGCAGGGTG GCCCAAAGGCCTAGAAAGAT 192

Ai04B29110 Araip.B04 29110 p3 (TCA)6 18 129145939 129145956 TGTTCTGTACCACCAAGCCA CAAAAAGGATCGATGAAGCTG 215

Ai04B29111 Araip.B04 29111 p2 (TA)11 22 129147314 129147335 GAGTCAGTTCCAATTCGATTCA AAAAATATTAGAGACATCGTCCATTT 262

Ai04B29113 Araip.B04 29113 c (CT)7ccattcaaatttaattttagagcgaatactcatccggtcctgacaattatctcgaaaagacaacggttcc(A)1195 129148249 129148343 TTTTTGCATGTGGTCCTGAA TCGAAAGGACAACGAGGTTC 277

Ai04B29116 Araip.B04 29116 c (CAG)5caaaggctgct(TCA)747 129151219 129151265 CAGCAGCAGCAACAAACAAT GCTGTGCCTGTCTTTTCCTC 251
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Ai04B29117 Araip.B04 29117 p3 (ATC)5 15 129151804 129151818 CAAGGAAGAGGAGGAAGGTG TATTGTTCCCACCGGTTGAT 263

Ai04B29122 Araip.B04 29122 p2 (AT)6 12 129156322 129156333 TGGTCCAAGAAAACAACCCT AAAGGAGAAACAAAAGATATGTGC 171

Ai04B29130 Araip.B04 29130 c (A)13cataggagaaactttatgac(A)1144 129173947 129173990 ACTGCGCTGACCAAAAATTC GCGGACCTTCATCTTGTGAT 234

Ai04B29131 Araip.B04 29131 p3 (TAA)5 15 129175996 129176010 ACACCTGAGAAGCAGCGAAT TTGAAGTGGCTGTCTGGTCTT 123

Ai04B29132 Araip.B04 29132 p2 (AT)6 12 129176595 129176606 CTCGCCGTGCTATGATTGTA CCCAAAGCACTCGATCTCTC 280

Ai04B29134 Araip.B04 29134 p3 (ATG)5 15 129189053 129189067 AGTTCCACTATCACCGCCAC CAAAACATAAACAAAGTGTATTGATCG 170

Ai04B29135 Araip.B04 29135 p3 (AAT)5 15 129190279 129190293 AGTTAAAAATTTGAATTCCACGTAA CGATTTTGTTTGATTTTGATCG 208

Ai04B29136 Araip.B04 29136 p2 (TC)8 16 129190620 129190635 TGCCGTATATACAGAACCACAAA GCATGCAAAGAGGGAAGAAG 181

Ai04B29138 Araip.B04 29138 p2 (TA)9 18 129192989 129193006 AATGATCATCCTCCCACTGC TCAATTCCAACTCGCATCTG 259

Ai04B29140 Araip.B04 29140 c (T)10cgtttaaaagaaaaatattcac(T)11ggacgtggaaaattattcactttactaactgtatcaattatcc(T)1096 129195593 129195688 AATTCATCGCAGAACTGAGC TGAAAAAGAAAATTGGACCAAGA 268

Ai04B29141 Araip.B04 29141 c (A)10g(A)10 21 129196433 129196453 TGCTCTCGTAGACATGGACG CTTGTCATTGGGGCAAAGTT 167

Ai04B29144 Araip.B04 29144 p2 (AT)11 22 129201687 129201708 TCTGTTTCAACACGACATGAGA TGGTGAACTCCTGGACTTTTCT 268

Ai04B29149 Araip.B04 29149 p2 (TA)6 12 129210303 129210314 AGGGATGAGGGGAGAACTTT GAACCTGATACTATCCTCTTCCCA 263

Ai04B29150 Araip.B04 29150 p2 (AG)8 16 129210552 129210567 AAGGGAAGAATTTCATGTCACC CTTCCGGGAGATTGTCCATA 223

Ai04B29152 Araip.B04 29152 c (CCA)5ctaaccccatc(CT)740 129217773 129217812 TCCACAAAAGTTGAAAATGCTG CGACAACGACGAACTCAGAA 235

Ai04B29153 Araip.B04 29153 c (TTG)5ctttatgtgaagaagatgataatgaaggtata(GTG)562 129218470 129218531 GCAGAGAAGAGAACAGGGGA TTGTCTCTTCCTCGCCTGAG 252

Ai04B29157 Araip.B04 29157 c (A)11ttaactcttttattataataaatttattaatttttggaattttttc(A)1370 129224176 129224245 GCAATAACGTCTTAAAATCCAAAA TCACTGGGAAAACCCAGAAG 271

Ai04B29162 Araip.B04 29162 p2 (GA)8 16 129235844 129235859 AAGGGAACAGGTGGATGTTG TTCCCCTCCCTCTCTCTCTC 109

Ai04B29164 Araip.B04 29164 p2 (GA)8 16 129260931 129260946 GGCCTCTTTCCTGTCACTTG GCTTGAATGGCTCCAATCTT 256

Ai04B29169 Araip.B04 29169 c (CT)6(AT)12 36 129270221 129270256 TTCATCATTTGGATCTGGCT CACATTGAAAATAAATTAAATCACACA 275

Ai04B29175 Araip.B04 29175 p3 (ATT)5 15 129296709 129296723 TTGGTGCATGCTCATTGATT TTTGATAAAGTTGCTGGCCC 216

Ai04B29178 Araip.B04 29178 p2 (AT)7 14 129306621 129306634 CTCCTCACTCCTCACTCCCA GCCTCTGTATCGGTGGAAAA 136

Ai04B29179 Araip.B04 29179 c (TGA)6ta(ATG)5 35 129308657 129308691 TGATTCTGGGATGCAGTTCA TGCAGTCGTTTCTTCCATGT 267

Ai04B29182 Araip.B04 29182 p3 (TAT)5 15 129310858 129310872 AATCTGCCAGGGAAGGAAGT TTTCATGGTTCACATGCACA 234

Ai04B29183 Araip.B04 29183 p4 (TAAA)5 20 129312502 129312521 TCCCATAATTTCATTTTTCCAA ATGGAACAGGACATTCCGAC 185

Ai04B29184 Araip.B04 29184 p2 (TA)6 12 129313218 129313229 CACAATGGTGGATCAGAGCA ACAATGATCGGATTGGGTGT 209

Ai04B29186 Araip.B04 29186 p3 (GAA)9 27 129325029 129325055 GCGAACAGATGAGAACGATG ACGTAAACCTTCTGCTGCGT 145

Ai04B29189 Araip.B04 29189 p3 (TAT)5 15 129326592 129326606 TTGCTTCTGCATTCATCTTCA GGGCAGCAATTTTTGTGATT 229

Ai04B29192 Araip.B04 29192 p3 (ATA)5 15 129332241 129332255 TGGAGAAACAGCCCTTAGGA TCTTTTCCTTTCCATGGTGG 206

Ai04B29193 Araip.B04 29193 p3 (CTT)5 15 129335369 129335383 AGCGGAACCCTCAGTAGGAT AAAGCACTGCATTCCATTCC 202

Ai04B29194 Araip.B04 29194 p3 (AAT)12 36 129343505 129343540 GGATATTTCTGATTGGACATCACTT GCCATAATAGTGGTTTCTTGTCC 214

Ai04B29195 Araip.B04 29195 p3 (TAA)5 15 129349582 129349596 TTGTTGGTGCAGAAGGTGAG CCCAACAATTATTTAGGGGGA 194

Ai04B29196 Araip.B04 29196 p3 (ATT)11 33 129349941 129349973 CAAATCCATTTTCTTGTTCCTTG AGGGAGTTTATTGCGCCTCT 253

Ai04B29198 Araip.B04 29198 p2 (GA)7 14 129358294 129358307 TAGCTTCCATGGCTTCCTGT CCAACGGATTCCACTTCATT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B29201 Araip.B04 29201 p3 (TAT)9 27 129365975 129366001 TTGCTTCTGCATTCATCTTCA TTTCATGGTTCACATGCACA 162

Ai04B29203 Araip.B04 29203 p4 (TTTA)5 20 129371046 129371065 TTCCCCCAAATTTTTCCTTC GGGCCCACACATTAAAACAA 172

Ai04B29204 Araip.B04 29204 p4 (TTTA)6 24 129374589 129374612 AAGTTGGCTTGCCCTTTTCT GGGCCCACACATTAAAACAA 187

Ai04B29207 Araip.B04 29207 p3 (ATA)5 15 129386216 129386230 GCCATCCCTTTTCCTTTCAT TCTTTTCCTTTCCATGGTGG 270

Ai04B29208 Araip.B04 29208 p3 (CTT)5 15 129389613 129389627 GCTCAAGAGGGAGAGTGTCG CTCCGTTTTCAACGCAATTT 220

Ai04B29211 Araip.B04 29211 c (T)10aattcattttttcctttttgttttactttctcaag(T)1459 129397552 129397610 TCATCATCATCGCCATCTTC TTTGCAGCATTATGTGTTTCTTC 158

Ai04B29212 Araip.B04 29212 p3 (AAG)5 15 129397744 129397758 TGCTGCAAAATTACTTGGAAGA ATCAACCACCAAAGTCAGCC 268

Ai04B29213 Araip.B04 29213 c (GAG)5aaacgcgaagaaaaatgacagttgtggttttcatcgaga(AAG)569 129398273 129398341 CAATGAAGATGAAACACGCAA CCAAAGCACTCCTTCACCAT 168

Ai04B29215 Araip.B04 29215 p3 (ATT)5 15 129421602 129421616 TGGTTGATTTTGATGTACAAATAGC ATCATCTTTTAAACCAAGAACGAA 275

Ai04B29217 Araip.B04 29217 p3 (CTT)5 15 129439828 129439842 CGTGAATGCTCTTGCTCTTG TTCCCTTTCCTTGGTCCTCT 227

Ai04B29218 Araip.B04 29218 p2 (TA)6 12 129440849 129440860 TCTCGTGCTGATAACGTGTTG CAAATGCGATTCTCTCTTTCTTT 191

Ai04B29221 Araip.B04 29221 c (TCC)5ttttcttctttttcatcatctttc(T)1049 129450249 129450297 GCAAAATTTCGGTGTCAAAA GGAGAGTGAAACAAGAATGATGA 189

Ai04B29223 Araip.B04 29223 p3 (TAT)5 15 129454496 129454510 TGGAGACCTTGACACCCAAT TTCAAGGTGATTTCCCAAGG 261

Ai04B29225 Araip.B04 29225 c (GT)6gacacttctaagtactaggggg(TAT)1476 129458333 129458408 GCAGAAGACGTGTGATGGTG TTGCGATTTTGATTCGGTTT 252

Ai04B29228 Araip.B04 29228 p2 (AT)7 14 129466892 129466905 TTACCGTAGCATCCCCTTCA ATTGATGGCCAATTGATGGT 210

Ai04B29231 Araip.B04 29231 p3 (ACA)12 36 129475271 129475306 AATCGAAAACTTTTGGGACAA CGTTTGATTCATGTAGCCGA 280

Ai04B29234 Araip.B04 29234 p2 (GA)9 18 129481739 129481756 TGCATTCATAGCTCTTGGTCA CACATGCACAAATTCAACATCA 277

Ai04B29235 Araip.B04 29235 p2 (AT)6 12 129484823 129484834 TTTACATCGAAAATAACTACCTGTGT AAATTTTACATGCGATGCTGC 221

Ai04B29240 Araip.B04 29240 p2 (CT)6 12 129494911 129494922 CACAGCCCAACATACAAGACA GGCGTGGCAATAAATGAGTT 220

Ai04B29243 Araip.B04 29243 p2 (TC)14 28 129497266 129497293 ACTTGAGCTAAGGAGCCAGC TGCTCTCAGTTCTTGCCTGA 143

Ai04B29248 Araip.B04 29248 p2 (AG)6 12 129508777 129508788 CCACGCGAGATATCAACAAA CATGGCTGGCATGTCTTATG 207

Ai04B29253 Araip.B04 29253 c (TA)7(GA)7 28 129543835 129543862 AAGGGTCACCATCTTGAACG AAAACACCGCACTCTCCATC 280

Ai04B29255 Araip.B04 29255 p2 (AT)6 12 129546716 129546727 TCCACTCGAAGGAACAAAAA GATGGACCCATTTTCAGCTT 279

Ai04B29258 Araip.B04 29258 p3 (TAA)5 15 129549223 129549237 TCCTACTTCTTCCCACCTGC TTGGTACCACAACCACTTGC 243

Ai04B29260 Araip.B04 29260 p3 (AAT)6 18 129549974 129549991 TGCAAGAAAAAGACAACCTCAA TGAGTGCAACAAAAAGAAACAAA 278

Ai04B29265 Araip.B04 29265 p4 (TTTA)7 28 129555663 129555690 AAACTCTGTGGATCTTAGGCCA GCTTATCCTCAAAATTAGAAACACA 109

Ai04B29267 Araip.B04 29267 p2 (AT)9 18 129557094 129557111 CATTGGGAGATCCTTGGAGA TTTGGGCATAAGTTAAAATTTTGTT 157

Ai04B29273 Araip.B04 29273 p3 (CAA)5 15 129565246 129565260 GGACATACATTAACCCAAGCG TCCATGAGGTGATCAAACGA 230

Ai04B29280 Araip.B04 29280 p4 (ATTT)6 24 129580510 129580533 CCACCGCGTGTAATATTGTG TGCAGAGCCCAAATTTTCTT 232

Ai04B29283 Araip.B04 29283 p2 (TA)7 14 129582647 129582660 ACCTCAGGTTTCATCCAACG CTTGCATGCCAAGTTTCCTT 249

Ai04B29286 Araip.B04 29286 p2 (TA)7 14 129585558 129585571 TGCAAAAACTATAGGACCAACAGA TCCTTTTAGAAACGCAACCAA 232

Ai04B29294 Araip.B04 29294 p3 (ATG)6 18 129601947 129601964 CCTGGAAAAATCCATACTCCTC CCATAAACGTGCCCTCATCT 174

Ai04B29295 Araip.B04 29295 c (T)13gtattttttcaatattaag(TA)950 129603999 129604048 AATGTGTGCAACACACGTCTC CGCCTCCTTCTCCTATTTGA 273

Ai04B29302 Araip.B04 29302 p2 (AT)7 14 129622564 129622577 TGGTCACTGCATTAACAAATTTTC AGCCAACGATAAATTGCTGC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B29309 Araip.B04 29309 p4 (AATA)5 20 129632546 129632565 GCCCGTGTCAGTATCTGTGA AACCAATGCCTTAAGAAAACTTG 206

Ai04B29311 Araip.B04 29311 p2 (TA)8 16 129637445 129637460 TGTTGTATACACTTGAATTCTCCCTC GCATTTACATATGTGTGTCTAACGAA 266

Ai04B29314 Araip.B04 29314 p2 (TA)6 12 129640938 129640949 GACCAAACTTTTAATGCCCC TTTGCCACTTCAACTTCAAGAC 164

Ai04B29321 Araip.B04 29321 p2 (TA)8 16 129650919 129650934 TCCGTTCCAGAAGCAACTGT TTTTGGATGGTAAATTTTGTGAGA 238

Ai04B29324 Araip.B04 29324 p2 (CT)6 12 129656320 129656331 CCAATCACAACTGGACAACG ATTGGGAAAGAGAGGAGGGA 129

Ai04B29326 Araip.B04 29326 p3 (AAG)5 15 129658796 129658810 ACGGGTCCATGTTGTGCTAT CCATCTTCCCCTCTTTTTCA 280

Ai04B29330 Araip.B04 29330 p3 (ATT)12 36 129665217 129665252 TTCATCATTGGTTAAAAAGCCA ACTTCAATTTTGGCGGTGAG 273

Ai04B29333 Araip.B04 29333 p2 (AT)8 16 129666323 129666338 GCCATTAAAGTTAGCCAGCA GCTCTCTCAAACTCAACGGG 210

Ai04B29334 Araip.B04 29334 p4 (TAAT)5 20 129668038 129668057 GTCTGCCTTGAAACTCTGGG TCATGATTCTAATCAAAATTTCATGTT 184

Ai04B29336 Araip.B04 29336 p3 (TAA)6 18 129669628 129669645 TCCAGGAGCAGGTCAAAAGT GCCGACAAATCAGTTCCAGT 218

Ai04B29347 Araip.B04 29347 p2 (TA)9 18 129694155 129694172 GGACTTATCATGTGCTTTGCAT GAACTCCAGGGACTCCAACA 144

Ai04B29351 Araip.B04 29351 p2 (AT)12 24 129711165 129711188 AGACGTCTGGATCTTGGGAA TAGCATGCGAAGCTAAGGCT 239

Ai04B29354 Araip.B04 29354 p3 (AGC)5 15 129713972 129713986 ACTTCTTGGACATCAACGGG GAAGGGGCACACAAAAAGAA 192

Ai04B29363 Araip.B04 29363 c (TG)9(AG)15 48 129731755 129731802 AGTTTGTTGCCAGTTTCGCT AACCAGTATCCCTTCCGCTT 255

Ai04B29364 Araip.B04 29364 c (AT)6(GT)9 30 129746613 129746642 TCCAAACGTCAGATCCAGGT CAAAGCCCTCCATAACCAAA 263

Ai04B29366 Araip.B04 29366 c (T)11aattgagttctttcaccaaaa(T)1042 129762461 129762502 TCTGCGTTGGGTGCTAAAAT AATTGGCTTAGTTTTATAGGGACC 273

Ai04B29367 Araip.B04 29367 p3 (TCT)7 21 129763654 129763674 AAACCCTAATTTGCAGCCCT TTCGCAACAACCAACAAAAA 216

Ai04B29369 Araip.B04 29369 c (T)10ctattttac(T)1029 129774826 129774854 TGTTGGATTTGGTTGGATCA GAGAACAAAATCCCATGCCT 185

Ai04B29376 Araip.B04 29376 p3 (TTA)5 15 129783180 129783194 GCACATAATGGTTGTGCTCG GCTGGACCTTAGTTGGTTCC 131

Ai04B29378 Araip.B04 29378 p3 (ATA)5 15 129793881 129793895 TGATCTGTGATGTTTGTCTTGCT CATGGATCCACCATACCACA 187

Ai04B29379 Araip.B04 29379 p3 (CAA)5 15 129805394 129805408 ATCGGGACCCAAAATAGTCC TCATTTCGGACATGCAAAAG 265

Ai04B29381 Araip.B04 29381 p2 (AT)6 12 129817090 129817101 GGTAAGAACACGAGGTCCGA TTGAAATTTCGTGAGTCCCA 192

Ai04B29383 Araip.B04 29383 p3 (ATT)5 15 129817569 129817583 CTGCAAGGCCATACCAAAGT AAAGGAAAACCAAGCCACAA 219

Ai04B29387 Araip.B04 29387 p2 (AT)7 14 129820186 129820199 CATTGCATTGACTAAAACCTTACTG GTGGTCCTGTTCCACTCCAT 125

Ai04B29390 Araip.B04 29390 p3 (TTA)5 15 129831857 129831871 GGCGATGTTGGTATTCCACT ATGACGGAAACTTGGCAGAC 145

Ai04B29400 Araip.B04 29400 p3 (TTA)15 45 129841980 129842024 TTTTTCTTTTGACGCAAGCA GGACAGCTATCAAAATGAAGGAA 268

Ai04B29405 Araip.B04 29405 p3 (TTA)5 15 129848608 129848622 CAACGGTTAAACAAAGTTGTCA GCACCAACATTCAAGTCGAG 280

Ai04B29411 Araip.B04 29411 p2 (GA)7 14 129851820 129851833 AAGCCAGAGTCACCGTCATC CTCAGCTCAGCGATGAAACA 141

Ai04B29415 Araip.B04 29415 p3 (TTG)5 15 129859325 129859339 GCGAGGAAGAGTGGAAGACA CCCTTGTCATCTGTTAGGGTT 280

Ai04B29419 Araip.B04 29419 p3 (TCA)5 15 129876066 129876080 CCAATGATTTGTTCCAAGGG TATGCGCCACCTAAGTCACA 259

Ai04B29424 Araip.B04 29424 p3 (GAC)5 15 129885972 129885986 CTCTCTCTCTTCGCGCACTT GTCTATGGAGAGTCGGCGTC 198

Ai04B29425 Araip.B04 29425 c (TA)7(TG)11gg(TA)7(TG)60172 129890440 129890611 TCCAGAGGTTTATGGAGAGACA AACAAGCTCCTAACTCAGCCC 275

Ai04B29432 Araip.B04 29432 c (T)10ctaagaaaaaactttctttttctagtctttcttctctctttactg(T)1469 129911866 129911934 AGGAAGCAGCCTTTGTCCTA AAAAACGAGGGGAAACAAAT 158

Ai04B29433 Araip.B04 29433 c (TA)7tcatgttctagaactttta(AT)1053 129913571 129913623 TGGGAGTTCTTGACAAATGAA AAAGTTCTGCCGATGAACTGTAG 204
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Ai04B29439 Araip.B04 29439 p2 (TA)6 12 129923733 129923744 CAGAATCACACACTTGCTAAACC TTTCAGAACCCACACCTCAG 213

Ai04B29440 Araip.B04 29440 p2 (TA)6 12 129928395 129928406 GCAGTGATAGGTTTGGAAGGA GAGCAGTGTGTAAAACTGCATTG 236

Ai04B29442 Araip.B04 29442 p2 (CT)8 16 129934149 129934164 CGTGTCAAGCAGTAAGCAGG GATTTGTTAGGGTTTGGCGA 218

Ai04B29443 Araip.B04 29443 p3 (ATT)6 18 129934945 129934962 TGTGATGCGAATTGAATGCT TACCTTCCCAGATGACTGGC 141

Ai04B29453 Araip.B04 29453 p2 (AC)7 14 129961854 129961867 TGGAATTGAATTATTTCAGGGG TGGAGACTGGGAAATTGGTT 229

Ai04B29454 Araip.B04 29454 p2 (AG)6 12 129962435 129962446 TTCAATTCAGTTCGATCCCA TTCTCAGGGCATACCGATTC 265

Ai04B29455 Araip.B04 29455 p3 (AGA)6 18 129962572 129962589 TCGTATTTGTCGATGATGGC AACTGAACCTCGACCACCAC 171

Ai04B29456 Araip.B04 29456 c (AGT)5tggtggcggttctgatattgcggtttctggcacgctcttctcatc(AGA)1193 129962710 129962802 GTGGTGGTCGAGGTTCAGTT ACAAACATGGCTATGCCTCC 229

Ai04B29458 Araip.B04 29458 p3 (TTC)6 18 129964698 129964715 TTCAAATCCATTCCAGCACA CAGTCGGCTATTTTGGTGGT 274

Ai04B29459 Araip.B04 29459 p3 (GCT)5 15 129965015 129965029 CCACAGGTTCAGGTTCTGGT TTGTTGTACCTCAGCCTCCC 214

Ai04B29460 Araip.B04 29460 p2 (AT)8 16 129968039 129968054 AGGCCCCTTGAAAAGAAAAG TTCACAAGAACCTTCCCCAC 277

Ai04B29461 Araip.B04 29461 p3 (TCA)6 18 129971473 129971490 TCTTTCGAAGCTGACCGAGT TGGAGGGAGAGAAGCTGATG 210

Ai04B29475 Araip.B04 29475 p2 (TA)6 12 130007243 130007254 AATCGGATGAACCGAGTTGT TTACATGTGGTGTCAGGGGA 230

Ai04B29477 Araip.B04 29477 p3 (ATT)6 18 130008702 130008719 TTGTTTAGCCATATATTATTGCATTT AACAAAATAAAAGGAGGGGCA 280

Ai04B29478 Araip.B04 29478 c (T)11atttttttagtgtttttacttttactactagaaatttaccaaacatgataaaaaatt(A)1179 130009447 130009525 TCTTTTTATCTATCAATTATGTTTGGG TGTTTGGGTGCCATTATTTTG 272

Ai04B29480 Araip.B04 29480 c (A)10tgcaatcactttttttttgagactcttgcaatg(A)1154 130012208 130012261 CGAAATCATGTCCAGCCATA GATTTCATTTGTTTTCGACACG 121

Ai04B29484 Araip.B04 29484 p3 (AAT)5 15 130019461 130019475 TTGGTTAAGTGGATGATGCAA GCACAAAAATATGGTGCGTG 268

Ai04B29486 Araip.B04 29486 p3 (ATA)5 15 130022710 130022724 CCAAAAGAGAGTTTGCTTGGA CACGCAGTTCATATCATGGG 157

Ai04B29488 Araip.B04 29488 p3 (AAC)6 18 130024011 130024028 CAAATGCTTTTTCCACCAGAA CTCAGCCAAACAACCTGTGA 239

Ai04B29489 Araip.B04 29489 p3 (GAA)6 18 130024328 130024345 CCAAATGCTTTGTGACATGC GGTGTTGGATTGGTTTGAGG 130

Ai04B29490 Araip.B04 29490 c (T)12cgaattatcatgagatcactcatcccaacaataataaattaatacgtacgaatttttgttaatatgcataaattttttgtataa(T)11107 130024613 130024719 TGCAATTAAATAATAGAGACATTTTGC TGACGCTATTCCGCCATTAT 280

Ai04B29491 Araip.B04 29491 p3 (ATA)5 15 130025371 130025385 AACTAGTTTTCACACCCCCTCT GAGAGAGAGAAAGGAAGGGAGA 279

Ai04B29492 Araip.B04 29492 p5 (TTTTA)5 25 130025641 130025665 CATATGGACCCGTTACCCAC GGGTTAAACTTTATTTTACGTCATTTT 271

Ai04B29493 Araip.B04 29493 p3 (GGT)6 18 130027346 130027363 AACAACCATTCCTGCATTCC TGTGGGTATGGCTATGGGTT 215

Ai04B29496 Araip.B04 29496 p4 (CATT)5 20 130037827 130037846 GCCTGAAACTTAGCAATGCC GGGTGGTTTGGTTGGTTATG 164

Ai04B29499 Araip.B04 29499 c (A)10g(ATA)5 26 130039134 130039159 CAAATTTTGAGGATGCATGG TCATCACCATGGAAGCAAGA 207

Ai04B29502 Araip.B04 29502 c (A)12tgtggtagatgcatagcactttgctccaaaaggcttaaattcaagggaggaaccaggaaggttccttataaaaagaaaattataaaaaatg(A)14117 130039765 130039881 TTAAAGGGTCCAAAAGGGTG ATGACCAAAGACTGCAAGCC 196

Ai04B29507 Araip.B04 29507 c (AAT)5ccttttttttgttaattaataataatctatttaatatacaatactatggaagcggttcctatatgccactc(T)1096 130046295 130046390 CAGATTAGAACACGCTGGGG CCAAAAGCCCAACTCAAATG 274

Ai04B29508 Araip.B04 29508 c (T)12cttgagtgacatgccaatttatacccttttttaataatgcacggactatgttaaacagaatgaaattccatgccatgactcaaagatagcaaatccaaag(A)10gaatat(A)12140 130049331 130049470 GGTGGAAATGAAATCAAGTTTAGG AAGCAAAAGAACAAAGCAACA 266

Ai04B29509 Araip.B04 29509 p3 (TTC)6 18 130050387 130050404 AGATGATTGGTTTGGCAAGG AGCATTGGTCATCCTTGTTTG 194

Ai04B29510 Araip.B04 29510 p3 (TGA)8 24 130050561 130050584 CCACACTTTGATTCCATTGGT CTTGCTTGAAAGCCAAAAGG 233

Ai04B29511 Araip.B04 29511 p3 (AAT)5 15 130051599 130051613 TCAAAGATATTTTGTGCACGTTG TGCCTCGTGTCATATTTTGG 214

Ai04B29512 Araip.B04 29512 p3 (ATA)5 15 130052657 130052671 TCTTTGGCAAATGAGTTTGTG ATACTGATGGCCGACTTTGG 240

Ai04B29513 Araip.B04 29513 p3 (TTA)5 15 130053038 130053052 TGGTGACTGATTTTAGTGGCTG AAAAACCCTGGTCATCAAGAGA 278
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Ai04B29515 Araip.B04 29515 c (A)10tacctaattcggcttttgatctttttttgggactgattagctcttgtgc(A)10tattgacttttttttagcacagaggcctggttgtccctttgaagtaattgccaagagtcgggttga(T)10145 130054911 130055055 CTCGAAAGGACAACGAGACC TCGAAAGATGGCGAAGTTCT 195

Ai04B29517 Araip.B04 29517 p3 (TAT)8 24 130060432 130060455 GGTTAGTCTCACCGGCCATA CAACAACTTCGGCAGATTCA 276

Ai04B29518 Araip.B04 29518 c (T)11aaactt(TAA)1665 130063254 130063318 GAAAACTCTTGGTGGGGTCA CGTCAGGGGTATATTTGATGC 236

Ai04B29523 Araip.B04 29523 c (A)10gaaggaagagaagaaaatgatgacagcaataacattg(A)1057 130068097 130068153 GGAGGAAAAGGAGGAGGAGA TCGGATTAATTACAATTTGCTTT 253

Ai04B29534 Araip.B04 29534 p2 (TA)6 12 130078454 130078465 TGCATTGGATTTCGTGGTAA GCTCAATGAAACAGCGCAT 121

Ai04B29537 Araip.B04 29537 p2 (AT)8 16 130083751 130083766 GAGGAATTAATGTGTGGCCG GCCCAGTTCAACCAGTTCAG 262

Ai04B29538 Araip.B04 29538 c (AT)8(GT)10 36 130086450 130086485 GAGAGGCATCTCATTAGGCG TCAAGGCTGGTCGGAGAATA 234

Ai04B29543 Araip.B04 29543 p2 (AG)6 12 130091254 130091265 AAGCACTTGCTCCAGGACTC AATGGGTACGAAGAGGGCTT 144

Ai04B29546 Araip.B04 29546 p2 (AT)6 12 130093551 130093562 ATTATTGCGTTCTCCGAACC TCATGTGAACAAAGCAACGA 274

Ai04B29548 Araip.B04 29548 p2 (AT)6 12 130097528 130097539 ATTATTGCGTTCTCCGAACC TCATGTGAACAAAGCAACGA 274

Ai04B29549 Araip.B04 29549 p2 (TA)7 14 130104431 130104444 AACAACTTTGAGGGACACCG CCCTTTAGTGGGTCTGCATC 260

Ai04B29551 Araip.B04 29551 p4 (ATAC)5 20 130109141 130109160 GGGCTTGGAGACAATGAAGA CCATGTCCAAGTGTTCTTGC 230

Ai04B29553 Araip.B04 29553 c* (CTC)6(TCCTCT)5*43 130115451 130115493 TTGGGAGAAAGCAAAGCAGT TTCAATGGGGACTCCAAGAG 147

Ai04B29554 Araip.B04 29554 c (T)10cccttttcttttaatt(A)1137 130117452 130117488 CGTGCCCAGCTAACTTCTTT AAACCAATTTGATCGGAAAAA 217

Ai04B29561 Araip.B04 29561 c (T)10aaactgaaaacggaccctccgttaacca(T)10cctttaaaagaaaacggacctccgtttttag(T)1190 130131872 130131961 AATCGGACCTTCCGTTTACC CTACCGACTGTGTGGGTGTG 258

Ai04B29564 Araip.B04 29564 p3 (TCT)5 15 130136536 130136550 GAGCTCAGGTCCAAGATCCA GCTGCCAGGTTTTGAAAGAG 134

Ai04B29571 Araip.B04 29571 p2 (AT)7 14 130165230 130165243 TTTCAATTCTTTCTGCGTGTT GACACAAACAAAAGGACAGATGA 249

Ai04B29574 Araip.B04 29574 p2 (TA)7 14 130169303 130169316 TGGTGTACGTCAAGTTCTCG ATTATGACAAGGGCAAGCCA 250

Ai04B29580 Araip.B04 29580 c (A)14gagaaacaaataaaaaaggaacaacaaagagagaagaaagatcagactagac(T)1177 130182456 130182532 TACCGCAGCGGATTAGTTCT CCATTAGCTTCAGTGCTTAATCTTT 247

Ai04B29585 Araip.B04 29585 p3 (TGA)5 15 130192314 130192328 GAAAACCAAAACCAACAAAACA TCCACTGTTGTATGTAGTCCGA 274

Ai04B29586 Araip.B04 29586 p2 (TA)6 12 130192473 130192484 CAGAATTTGATTTGAGGGAAAG CGCTTCTCTCTCTCGGTCAC 279

Ai04B29590 Araip.B04 29590 c (T)11ctattttaggannnnnnnnnnnnnnnnnnnnnnnnnnnnngccccatcagccccatcagttcac(A)1186 130197695 130197780 TTTTGTACTGCGCCAGTTTTT GCACAGGTCATTCACTAGTAATTTT 279

Ai04B29591 Araip.B04 29591 p2 (AT)9 18 130198463 130198480 CCAATAACTAGGTTGTGGTGAAAA ACTTTGAGGGACACTGGGTG 207

Ai04B29594 Araip.B04 29594 p2 (AT)8 16 130202212 130202227 ATGTAACGCAACAGGCAGTG GCGTAGCACGGGTTTTACA 246

Ai04B29595 Araip.B04 29595 c (T)10attgtaaactaactttctctttattatttttttgcaacaatctttttatttggagatacagagaacgcatccaaaccagaaccacataacttggg(T)13118 130202664 130202781 TTGCAAAGTCACGTGTTGCT GGCTTCCTAGCACTCCTCAA 223

Ai04B29596 Araip.B04 29596 c (A)10ggtttcaatttcaatgaaaagtgtgtcatatctatcatagg(T)1061 130204341 130204401 GACAAGTGAGATGGGCTGGT CCTGTTGCTAGTAATGTTGATCG 265

Ai04B29602 Araip.B04 29602 p2 (AT)8 16 130215607 130215622 ACAAGGAGCTTGCACCAGAG TGTTGCATGCCTTCATGATT 234

Ai04B29603 Araip.B04 29603 p2 (TA)6 12 130216531 130216542 TGTATTATTTCCCCACCCCA CTCCTGGCTTTTCCTTGTTG 269

Ai04B29604 Araip.B04 29604 c (ATT)5acagcaaacgacagagaacatgatggacaaggcaagcaatgcagctcaatctgctaaagagggcatgcaagaggttggttcct(TA)7112 130216781 130216892 TTAATATTGTTCCATGCTTTTGTG TTTGGTGAAACTAGAAGACTAAAAGA 209

Ai04B29605 Araip.B04 29605 p2 (TA)6 12 130218839 130218850 AGCACCACCATTCTCACACA TTCCCCTGGATATTGATGGA 278

Ai04B29606 Araip.B04 29606 p3 (ATT)6 18 130221255 130221272 GAATGCGAAGGAATTGAAGC AACCCCTCCCTCTTTCTCAA 146

Ai04B29611 Araip.B04 29611 p4 (TAAT)5 20 130230721 130230740 TCATCACAGGAATGCAATGG GCAATCACAACATGTGCTCC 259

Ai04B29618 Araip.B04 29618 p3 (AGA)6 18 130236915 130236932 TGTTATCAACTCATGGGGCA TGTCATCACAACGCCAAACT 278

Ai04B29619 Araip.B04 29619 p4 (TTAA)5 20 130237868 130237887 AGCACAAGCAACCATGACAA GCTCCCGCATAACCCTCTAT 271
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Ai04B29620 Araip.B04 29620 c (A)10ctaatcagaacggtccgatttgtag(T)1045 130241911 130241955 CTCGGACCATCCGATTAGAG TTGGACGATCCGATTTGTTT 145

Ai04B29622 Araip.B04 29622 p2 (AG)6 12 130244421 130244432 TTGTGTTGCTCCGAACTTTG CACAAATCTTGCTCAGAGGGA 223

Ai04B29625 Araip.B04 29625 p6 (TGAGGT)5 30 130246185 130246214 CATATGCGAACCTCAAGCAA ATGGAACTTGTAGCGCTGGT 277

Ai04B29627 Araip.B04 29627 p2 (GA)24 48 130248659 130248706 AGCACAGACGGAGGAGAGAG ATCAACCATCGACTTGGCTC 258

Ai04B29628 Araip.B04 29628 p2 (GA)8 16 130249664 130249679 CTATGGCGGTGAACTGAGGT AGCTTTCAACCACCGAATTG 160

Ai04B29632 Araip.B04 29632 p3 (CTC)6 18 130255290 130255307 GGTCCAATGATCCAACATCC GCACGATCTGCATGAGAGAA 145

Ai04B29635 Araip.B04 29635 p3 (GAA)6 18 130260871 130260888 GGGTGGGGGACAAAAATCTA GGTGCAAATTGAGAAAGGGA 171

Ai04B29639 Araip.B04 29639 p3 (GAA)5 15 130265238 130265252 GGGACGAATGACGAAGAAGA CTTTTCATCCATGCCACCTT 144

Ai04B29642 Araip.B04 29642 p2 (TA)13 26 130270402 130270427 TCAAATGGCATAGACTCCCC CGAATTGGTCAATCAGAGGA 251

Ai04B29646 Araip.B04 29646 c (T)15aattagatttcaaggaaaaagcctatgtacaatgaataataaagcttttattattattttcaaaagagtaatgttcgtgtggt(TTA)5113 130273421 130273533 GATCAACCCTGCAAAGAGGT AGCACAAATCTCTGTCTTGTTCA 278

Ai04B29657 Araip.B04 29657 p4 (TTAT)6 24 130294539 130294562 TCCCTCTCTCTCTTTCTTACCG TCTCGTGCTGATAACGTGTTG 210

Ai04B29658 Araip.B04 29658 p4 (TTAT)5 20 130299866 130299885 ATGAATGTTACCTGCAGCAAT CCATTTCGATTTTCGATTAACTTT 276

Ai04B29660 Araip.B04 29660 c (C)15(T)18 33 130304436 130304468 TGGGGGAAAATCGATGAATA GAAAAGAATGGCATGGGTTG 272

Ai04B29665 Araip.B04 29665 p4 (AAAT)6 24 130316139 130316162 CGAATCTCAACCCTCATGCT TTCCCATGCACTACTTCTGATG 252

Ai04B29667 Araip.B04 29667 p2 (TA)6 12 130318754 130318765 TGGAGAATTTTTCTTGGCCT CAAATGCGATTCTCTCTCTCTTT 244

Ai04B29673 Araip.B04 29673 p4 (AAAT)5 20 130330006 130330025 CATTCCATCCACAAAGGTGA CACCTGCTCCCAATCATTCT 271

Ai04B29682 Araip.B04 29682 p3 (TCA)6 18 130348852 130348869 GGCTGTAATGATGACCAAATGA GAAGGAGGTTGTGGAGTGGA 275

Ai04B29683 Araip.B04 29683 p3 (TCA)6 18 130349895 130349912 GGCTGTAATGATGACCAAATGA GAAGATGGGTGGAAGGGATT 226

Ai04B29687 Araip.B04 29687 p3 (TTA)12 36 130353846 130353881 TCAATCAATAAACGCTAGATCTTACTC AAGGTTGGTCACTTGGTCCC 280

Ai04B29689 Araip.B04 29689 p3 (TCA)6 18 130357483 130357500 GGCTGTAATGATGACCAAATGA GTTGAAGATGGGTGGAAGGA 229

Ai04B29692 Araip.B04 29692 p2 (AT)8 16 130373788 130373803 GGCTCAAATCTCACTTGCTTG TGTACGCGTGGATTGAGAAG 214

Ai04B29700 Araip.B04 29700 p2 (CT)7 14 130395207 130395220 GCCACCAAACTCTTGCAAAT TTTAGGCACCATAGCAGGAA 260

Ai04B29710 Araip.B04 29710 c (A)10caaagaagaaaaagaaacacaaaatgttgtaaaattacttgaaagatgattaaattacattcatttaactaaaagaaagaaagaaataag(A)10110 130419416 130419525 CCTTTTTATTTTGCCTTCTCAA TGCCGAACTTATTAGCACATATACA 280

Ai04B29718 Araip.B04 29718 p2 (AT)6 12 130460098 130460109 GGACATTTTTGTCGCGTTTT AGATGAGAGCTTGGATGGGA 185

Ai04B29720 Araip.B04 29720 p3 (AAC)5 15 130460500 130460514 ATGGTGCAAAATTCGAAACC AGCGCTTAGGTCCTTGGATT 145

Ai04B29725 Araip.B04 29725 c (T)10gagtttgaattttggattctgagttatgggttc(TGA)558 130472780 130472837 CGTCTTCTGCTTCTTCTGGG ATCTGCATCACACCAACCAA 264

Ai04B29726 Araip.B04 29726 c (TGG)6tgttgatgttgatggagtatcagtgggtgggggtgctggtggtgggttttggttctgagttcttatgattccattatcca(TGG)7tgttggtgttggtgt(TGG)5149 130473041 130473189 TTGGTGTGATGCAGATGTGA GCACAATTACCTCCTCCACC 261

Ai04B29728 Araip.B04 29728 p3 (TTG)6 18 130475014 130475031 GGAGTTGATGCTTGATCTGGA CTGGTGGAATTGCAGAAGGT 212

Ai04B29733 Araip.B04 29733 c (CCA)10(CAT)9 57 130482255 130482311 TTTTTCGCTCCAAAATGGTC GCTTCTGCGCTTCTGTTCTT 216

Ai04B29734 Araip.B04 29734 p6 (AGAAGG)6 36 130482655 130482690 ATCACTCAACCCAGAACCCA CACCACCACCACCTTCTTCT 205

Ai04B29735 Araip.B04 29735 p2 (AT)10 20 130483183 130483202 CCTACGTTGGGACCAAAATC TACCATGGCACACGTGAAAC 195

Ai04B29736 Araip.B04 29736 p2 (TA)6 12 130484160 130484171 CAATAATTTTGTTGTTGAAAATGACT TGATGTTTTACCATAATCAACTTATCA 261

Ai04B29745 Araip.B04 29745 p2 (AT)6 12 130488314 130488325 TTTTGTGTGTTCTATGTTGTATTTGAA TTGTCCAATTCGCGAGTCTA 264

Ai04B29746 Araip.B04 29746 p3 (CTA)5 15 130493242 130493256 TGATTGATAGCAAGTATGAGGAGG CAGTTGGATTTAGTAGCAGATCG 265
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Ai04B29750 Araip.B04 29750 p2 (CT)6 12 130508429 130508440 GCTACGAAACCTCCCTCCTC CCCCCAGTGAGAATGAAAGA 234

Ai04B29751 Araip.B04 29751 p2 (TG)6 12 130508632 130508643 TTCTCTTCTCTCTGCTCGGG TTTTTCCAAACCAAACCCTAA 227

Ai04B29754 Araip.B04 29754 c (CTT)6tt(TCA)5 35 130512027 130512061 TCTTCTTCTCCCTCCTCCTCA TCTCGTTAAAAGAGCAAAACAAGA 146

Ai04B29755 Araip.B04 29755 c (TCA)6ccatcttcttcttctttttttcttattcatcttttcttttttgttttaccttctcaagtttcttcttgttttactctctcaccaacaccat(CTC)5124 130512429 130512552 TTTCCTCTTCCTCCTCCTCA CCAGTTTTCAGAACCTTGGG 246

Ai04B29757 Araip.B04 29757 c (CTT)5tt(TCA)6tcttcttc(T)10cttatccatc(T)1073 130514986 130515058 CGGTGCAAGTGTGCTGATAA CGAATGTAAGTTCATCCTCTTCC 276

Ai04B29758 Araip.B04 29758 c (AAG)5aatgaggaagagaac(GAG)545 130515613 130515657 CCTTCTCCTCATCTTCTGCTG CACAACCGTCGTTTCGTTT 280

Ai04B29765 Araip.B04 29765 p3 (CAC)5 15 130544423 130544437 AGTGTTAGAGGGCCAGCAGA GTTGAGGAAGGAGGAGAGGC 280

Ai04B29770 Araip.B04 29770 c (AAAT)6aatccagctctaaagtaaaaattttatgtgtccaaatcctgggt(A)1179 130548044 130548122 CCAAGGTTTGCGCTTTCATA TGCTGCATATATATTCCGAAGTG 181

Ai04B29772 Araip.B04 29772 p3 (AAT)5 15 130550536 130550550 CACAAGCTGTTTGGATGAAA TTTGATCAAGTGACTGCCTCAT 160

Ai04B29775 Araip.B04 29775 c (T)12agttgtgtccctataaaattaagccaattactactaagagggacttaattg(A)1073 130553277 130553349 TCAGTGCCTCCCTCTCTGTT TGGTGTTTGGAAGTGTTGGA 165

Ai04B29777 Araip.B04 29777 p2 (AT)7 14 130556916 130556929 TCCACCACCTCCTAATCCTG CTGTACCTGAATTTTCACTTTGG 250

Ai04B29778 Araip.B04 29778 p4 (TTTA)5 20 130558853 130558872 TTTAAGAAGAAGAACCAAATCTTTTTA CCAAAATTATTAAGAAGGACCAAA 235

Ai04B29781 Araip.B04 29781 c (T)10atggttaagtctgccaaattttaataaaactgttgtccactgctgtcctagacttcctc(T)1483 130563876 130563958 GGGATGTTAGAGAACCAGCAA AACCATTCTTTTGGGTTTCA 273

Ai04B29783 Araip.B04 29783 p3 (ATT)6 18 130566255 130566272 TGGTGTGGATTACTGTTTACGG GTTGGCAGAAGTTGGCAGAT 274

Ai04B29784 Araip.B04 29784 c (T)11gttaaatgttggccaaattttaataaaagtgatagccctcaaaatttttttcattacctg(AAT)11104 130568350 130568453 TGCTAGGAATCAATAGATTTTGTG CATGTCTTGCCCAATCAACA 260

Ai04B29790 Araip.B04 29790 p3 (GAG)9 27 130578959 130578985 CCTCCTCCTAGTGCTGTTGG CCCCTGAAAATGAAAGCTCA 278

Ai04B29791 Araip.B04 29791 p3 (TAT)7 21 130579356 130579376 CCAATAATTTAATTCTGCGGTGA TGACATGAAAAGGGATGAAGG 235

Ai04B29794 Araip.B04 29794 p3 (GAA)6 18 130583683 130583700 TGCTCGCAAAATGTTGGTAT TTAAATCACGCGCTCCTTCT 246

Ai04B29796 Araip.B04 29796 p3 (GAA)6 18 130590026 130590043 GGTTCTGGAATGCTTGGTGT CTTTGCTGTAGCTTCGTCCC 209

Ai04B29797 Araip.B04 29797 p2 (GA)12 24 130590205 130590228 GCGAGATTGTTGACTCGTGA TCATCTTCGGCTTCCATACC 247

Ai04B29806 Araip.B04 29806 p2 (CT)6 12 130620675 130620686 CACGGTCTCGTTGGGTATCT TGAGTGGGGAGGAGTAAACG 231

Ai04B29811 Araip.B04 29811 p3 (GAG)5 15 130628719 130628733 CACCTCCTAATCCTGTTCGC GGATGTGAATGTGGTGGTCC 100

Ai04B29812 Araip.B04 29812 p2 (TA)7 14 130629887 130629900 AATTTCGCTGCACTTTGTCA CGAGTTGGGTAATCACTCGTT 162

Ai04B29814 Araip.B04 29814 p2 (AT)6 12 130631349 130631360 CGTTTTCCCCTCACTATTGC ATTTAACAGCAGGCCCCTTT 231

Ai04B29815 Araip.B04 29815 p2 (AG)6 12 130634034 130634045 CCATGGCTACCAATGTTTCC ATGCTTCCAACGGACTTCAC 261

Ai04B29816 Araip.B04 29816 p2 (TG)6 12 130637927 130637938 AGGAGGTTTTTGTGGCAATG TCATTCCTCCATCACCATGA 192

Ai04B29817 Araip.B04 29817 p3 (TCA)5 15 130641998 130642012 TGTGGTCTGCCATGAGACAT CTGTCCCAAGCTGAAGAAGG 139

Ai04B29818 Araip.B04 29818 p2 (AG)6 12 130644290 130644301 CCATGGCTACCAATGTTTCC ATGCTTCCAACGGACTTCAC 261

Ai04B29819 Araip.B04 29819 p2 (TC)6 12 130652592 130652603 GCACCTGAGTTTCCACCGTA TTTGGGATTCATTGTTTGAAGA 159

Ai04B29822 Araip.B04 29822 p3 (TTC)5 15 130663568 130663582 CTCTTCTTTCTCTGCGACGG CAAAGGGGAACGATTGAAGA 110

Ai04B29823 Araip.B04 29823 p2 (AT)6 12 130663898 130663909 TCAAAGGAACGATAGTGAAGAGG CTCTCCCTTCCCCAAAACTC 159

Ai04B29824 Araip.B04 29824 p2 (TA)6 12 130664416 130664427 TTGGCCGATTTGATCATTTT TGGAATTACACACTTGCTAAGCC 252

Ai04B29825 Araip.B04 29825 p2 (AT)7 14 130665629 130665642 CCATATCTCAGTTTGAGGGGG GAAAGAGCAGTGATAGGTTTGGA 273

Ai04B29829 Araip.B04 29829 p2 (AT)11 22 130682387 130682408 TTGGAGATCGATGAGTGTCCT TCACACATAACTCTCTCCATTTTT 240
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Ai04B29831 Araip.B04 29831 p2 (AT)9 18 130683467 130683484 TTCCTAGTACCAATTTGGCTGA CGGTTATTCACACTCCAAAACA 186

Ai04B29839 Araip.B04 29839 c (TAA)5tcatttaaacaaagctatacgtttagtttattttaaattcatttcaaatctaatttgc(T)1083 130722602 130722684 CACATAACACGCTTACACAGGA TGGAGTGATGACAAAGAATTAACA 251

Ai04B29841 Araip.B04 29841 p3 (TAA)6 18 130726452 130726469 CCCTCAAGTTGGGGATTAAGA TCTGAGGTCTGATGTGATGCTC 255

Ai04B29852 Araip.B04 29852 c (GAA)6gacatcaaagattgcttcaactttctccttatcacaatggattcctcaataacattgaaatcatctctggggacttcactact(TCC)13140 130738657 130738796 TGGGAAAGCAGTGGTAGTCA TCAGCCTCATCATCTTGCAG 263

Ai04B29853 Araip.B04 29853 p3 (ACC)8 24 130739578 130739601 GAACTTGCGTGCAATCTCAA ACCATCATCATGCTCCAACA 266

Ai04B29854 Araip.B04 29854 p3 (AGT)5 15 130739704 130739718 TCATCAGTGCACTTTCTGGG CACCATACCCTCCTTTCCCT 189

Ai04B29857 Araip.B04 29857 p3 (AAT)5 15 130743560 130743574 TTGCTACTTGCACATATATCTATCCC CGAAACCTGAAATCCTCCAA 205

Ai04B29863 Araip.B04 29863 c (T)11gaaaaaaataacagtatttgaattacaagcttatatattttaga(T)1166 130760169 130760234 GGCATAGTGTCTCAGCATGG TTTTCCAACGTGATGTTATGTAAT 280

Ai04B29871 Araip.B04 29871 p3 (ATC)8 24 130779210 130779233 AACCATAGCCACCTCATTGC TGGTCGCTAGCTGAATTGTTT 272

Ai04B29872 Araip.B04 29872 p4 (ATAA)5 20 130782725 130782744 GAGAAGGAGAGTGAAAAGACGAA TGGCATTAATGGAGCAAAATC 207

Ai04B29876 Araip.B04 29876 p2 (TC)7 14 130785752 130785765 TGCTTTTGCATGTAGGAAAGAA TGTGGTGGTGATGTGTTCCT 245

Ai04B29877 Araip.B04 29877 p3 (AAT)7 21 130785921 130785941 AGGAACACATCACCACCACA CATGTAGAAGGCTTGGAGGG 221

Ai04B29878 Araip.B04 29878 p3 (GAA)11 33 130786125 130786157 CCTCCAAGCCTTCTACATGA CCCCTTTCAATCCTCCATCT 245

Ai04B29890 Araip.B04 29890 p3 (ATT)6 18 130814067 130814084 TGTCATACCCAATTTCCGTTT CCTCATGAAAGCAGAGAGCA 112

Ai04B29894 Araip.B04 29894 p2 (TA)6 12 130819522 130819533 TGGTGTGTAAAAGGTGGTGTCT TCACGTGTCAATGTGTCTTATCTT 279

Ai04B29895 Araip.B04 29895 p4 (AAAT)5 20 130820862 130820881 TGCTTTTCTTGGATGATGAGG TGATTGAATGAGAGTGCCAAA 277

Ai04B29897 Araip.B04 29897 c (TA)7tgctaaaaaaattagatatggaagtg(TA)856 130823402 130823457 TCCATTGGATGAAGTCTCCTG ATCGGACCTTTCGATTTGTG 162

Ai04B29901 Araip.B04 29901 c (T)11aatttttgaactgaataattatgctattgatgttcttgacatggatttttttatgctttcttc(T)1185 130827548 130827632 TGGGCATGAATAATGGGTTT TCGCTGCAAATTTTTATTGATT 278

Ai04B29903 Araip.B04 29903 p3 (TAT)6 18 130832009 130832026 GAAGCGATCTCGGTAAATGC TAATGGCTTCGGCCAAATAA 250

Ai04B29904 Araip.B04 29904 p2 (AT)26 52 130834522 130834573 CCAGCGGGATACTCAGAAAA ACGCACCAAATTTTTCAAGC 246

Ai04B29905 Araip.B04 29905 c (TGG)5tgctggttgtgacggtggtgttggtgt(TGG)660 130835443 130835502 TGGTATTGGTGTTGATGTTGG CAGAATCGAACTCGTCCCTC 220

Ai04B29909 Araip.B04 29909 c (A)13ttcggcgtcagactctcatatcccctttatattgttgcatataactatgctaaatccc(A)1788 130845761 130845848 TTTTGTAACTTCGTATAATTTTGGG TTGTTGGATCGCACCACTTA 268

Ai04B29910 Araip.B04 29910 p3 (ATT)5 15 130848202 130848216 AATAAGGAGAAGGCGGTGGT TTTCCTTCCTGCCTACATAAAAA 266

Ai04B29911 Araip.B04 29911 p3 (ATC)5 15 130848441 130848455 TTTTTATGTAGGCAGGAAGGAAA TGGTTTGTGAGTTTGTTTTGTCA 275

Ai04B29914 Araip.B04 29914 c (A)12cggggtatattttataattattttgatgcaggttaatgatactcctacaaaaatgtaggagtaaggaatccatggcccaaaagatatattagatttaac(A)13124 130864256 130864379 TCTTCTCTGAATGCTTGAATGC GACACACCGGGAAGAACATT 276

Ai04B29918 Araip.B04 29918 p2 (AG)6 12 130884990 130885001 TGGACTTCACAAACCTTCCTTT CAGAGGGGCTTACTTGAACG 237

Ai04B29922 Araip.B04 29922 p3 (TTA)61 183 130908829 130909011 GTTTGGCCAATAGGATGCAG GGAGCCCTACCCCTACTCAT 243

Ai04B29926 Araip.B04 29926 p2 (AG)6 12 130914564 130914575 TGAAGAGCATAGCATGACGG TCTTGACTTTCCCATGGAGG 156

Ai04B29928 Araip.B04 29928 c (A)10gagttgacactggaaaaaagaaacaagttggctttattaataa(T)1467 130921655 130921721 GGGGATGGAGGAAAACTAGC TCCAATCTCCGTTACCTTGC 245

Ai04B29938 Araip.B04 29938 p3 (AAT)5 15 130959348 130959362 GTGTCAGCTCCTTTGAAGCC GACATGCCAGCAGAGTTTCA 213

Ai04B29940 Araip.B04 29940 p3 (TTC)5 15 130960169 130960183 AGGAATAATGTGGCGCAAAG AGAGAAGAGCTGCTCCAACG 183

Ai04B29949 Araip.B04 29949 p2 (AT)7 14 130985108 130985121 CCCCCTTCTCTAAGCCTACC AAGTGGTGTGGGTCTAGTTGC 199

Ai04B29951 Araip.B04 29951 p2 (AG)7 14 130996917 130996930 TGAGTTTGCGTTAAGCTTATTTTG TGGCATGTCAGCTTCTTTTG 274

Ai04B29954 Araip.B04 29954 p4 (TTTA)5 20 131012935 131012954 AAAGGCCAAGCACCTGAATA TTATTGATGCCTACCCGAGG 129
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Ai04B29958 Araip.B04 29958 p2 (AC)6 12 131019896 131019907 CCCTTTTTCTAAACCCTAACCC ATGGCGGTACATCTCCATTC 253

Ai04B29959 Araip.B04 29959 p2 (GA)6 12 131020058 131020069 ACGCTAACACCAACGCTTCT ATGGCGGTACATCTCCATTC 214

Ai04B29966 Araip.B04 29966 p2 (AC)6 12 131025402 131025413 ATCAATTTTCGAGGGCAAAA CTTCTTCCGTCTCCCTCTCC 231

Ai04B29967 Araip.B04 29967 p2 (GA)6 12 131025564 131025575 ACGCTAACACCAACGCTTCT ATGGCGGTACATCTCCATTC 214

Ai04B29968 Araip.B04 29968 p3 (GAA)10 30 131032026 131032055 TCTGATCAAGAACAACTTTTTGG TGCCTTGTCTGCTTCTTTGA 140

Ai04B29974 Araip.B04 29974 p2 (GA)8 16 131084088 131084103 AGCACAAAGTTTGAGTTCCCA TGCTCACCCAACTTCTAAGGA 280

Ai04B29982 Araip.B04 29982 p4 (CTTT)5 20 131132509 131132528 TCTGTTTCTTTCCCGGTGAC GTTATAGGGGAGGGGGAACA 258

Ai04B29987 Araip.B04 29987 c (A)10gctcaggtaaaagacag(T)1037 131140404 131140440 CCCCATGTGTCAAGCTCTTC TGCTTCCTGTAGTCTGGGCT 238

Ai04B29990 Araip.B04 29990 c (A)12taatacaaacaaatgggtgcctcccatttgtatatcccatagtagtgtgaaacacacctcccttcatagcttcttgttatacac(CT)7110 131154533 131154642 GGACCATCCGATTTGTGATT ATGCGCCAAGATTAAGCAAT 273

Ai04B29994 Araip.B04 29994 p2 (AT)12 24 131161428 131161451 TTTTGTAAATAACTAACATCCATCTTG TGCTTATTCAGCCGCTTTTT 270

Ai04B30001 Araip.B04 30001 p2 (AT)7 14 131181523 131181536 ACGGTGAACTCCAACCTTTG CCTGGAGTTTATGAGGCCAA 276

Ai04B30008 Araip.B04 30008 p2 (TA)13 26 131197773 131197798 CACCGCACTAAACATTCTGGT GAAGCAAAGGTCGGCTAGAA 267

Ai04B30010 Araip.B04 30010 p2 (TA)9 18 131207945 131207962 ACCGCACTAAGCATTTTGGT TACGTCACACTCGAAAAGCG 251

Ai04B30018 Araip.B04 30018 p2 (AT)6 12 131240329 131240340 CACACTAGGTCCAACAGATTACAA GCTCCCTAACGGGATTCATT 123

Ai04B30021 Araip.B04 30021 p2 (AT)7 14 131242129 131242142 CAAAGCCATCAATCATCACA TTTGATCCATAAAAAGGTCAAAAA 211

Ai04B30022 Araip.B04 30022 c (AAT)5(ATT)6 33 131242639 131242671 AGAAAGCAACTTGAAACGGAA TCACCCTCTTCAAGATCAAGG 250

Ai04B30023 Araip.B04 30023 p3 (ATT)5 15 131242787 131242801 AAGGGTTTGATTGTGGCATC TTCTTGGTGCACACCTGAAG 131

Ai04B30025 Araip.B04 30025 p2 (AT)6 12 131243878 131243889 ATTCCCTGGCCATGTTGTAG GAAACGAATTTTCTTTTGACCA 227

Ai04B30029 Araip.B04 30029 p2 (AC)9 18 131249237 131249254 TGGAGTGACTGGAGGACAAA AGTGAGGCCTGCTTTTGGTA 207

Ai04B30030 Araip.B04 30030 p2 (TA)6 12 131252630 131252641 GCCTTCTTTAATGCCAAACC TAGTTTGAGGGTGAGGGGTG 237

Ai04B30033 Araip.B04 30033 p2 (TA)18 36 131258885 131258920 AGGCTCACGTGACTCTATGG TCACATTCTTACTTGGATAGTTGGA 209

Ai04B30036 Araip.B04 30036 c (GAA)5gtgagagaaaggaaaacgaataaattacggcataaggcaaggtgggaatttggataagag(A)1186 131265320 131265405 TTTGTGGGAAAAAGGGAATG AATCTTGCACGCCACACATA 219

Ai04B30045 Araip.B04 30045 p2 (AT)6 12 131275374 131275385 CGCTTAAGCTTTTGAAGTAATCG GGTGCAGCTATGTTTTGTCG 102

Ai04B30051 Araip.B04 30051 p4 (AAAT)7 28 131286205 131286232 TGTAGGGCGATCTAAAGCAA ACATTGAAATCCGTGAAGGG 267

Ai04B30052 Araip.B04 30052 p5 (AAAAC)5 25 131286575 131286599 GGTATGGCCCCTTTCTTTGT GGTGGTGGAAGACCATGAAC 257

Ai04B30055 Araip.B04 30055 p3 (GAA)6 18 131294808 131294825 AGCCAAAGAACAAGGGGTTT TCACTTGCACTTGCACTTCC 206

Ai04B30056 Araip.B04 30056 p2 (GT)6 12 131294982 131294993 AGAGTCTTTGTGGTTTGTGCAG TCTCATCTCTTTCAACGGGC 269

Ai04B30062 Araip.B04 30062 p2 (AT)6 12 131301428 131301439 CTCATGCACAAGGATGATCG CCCATGCGCATCTTTCTACT 192

Ai04B30065 Araip.B04 30065 p4 (AAAT)5 20 131308856 131308875 ACTTCCAATGAGCGTTTTCG CATGTAGTGGCAAATGCACC 254

Ai04B30066 Araip.B04 30066 p3 (TTG)5 15 131313672 131313686 TACAGCTGTTGCCCAAGCTA ATCGGAAGGTATGGAGAGGG 256

Ai04B30067 Araip.B04 30067 p2 (CT)9 18 131313929 131313946 TCCAGCCCACAATAAACACA CGCGAAATCTTGGATTCAGT 226

Ai04B30071 Araip.B04 30071 p2 (AT)7 14 131316509 131316522 GGTAGACTTCACATTCATATGGCA ATCGAACCTTCCGATTTGTG 280

Ai04B30073 Araip.B04 30073 p3 (CAG)5 15 131319018 131319032 CCAACCATGAAACTCACACG TTCACCGTTGTCGTTGTTGT 275

Ai04B30075 Araip.B04 30075 c (T)10aaaaaaaggaagcaaaaaaaaataataataatcaaaacccattagaatagaaaaattggaaaagtaaaaattaaaagaacaagt(A)10104 131321650 131321753 CACCCCAAAACCCTAATTCA TGCTTTCAGATTCATCAACCA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B30082 Araip.B04 30082 p3 (ATT)6 18 131329052 131329069 TTTATGGCTGGTGATGATGTG TGTGAGGCACTCAACATTCC 121

Ai04B30083 Araip.B04 30083 p3 (TAA)5 15 131329434 131329448 TGGAGACCAATCATCTATATGTCA GATCCCCAAATCCTCCATTT 179

Ai04B30087 Araip.B04 30087 c (TAA)5tggagtacacacacatatttttttcccttgaagtaattagta(ATT)572 131332061 131332132 TGAGTGAAACTCAATTATCAATATCA TTGGTGGTGAGTGGAATTTG 238

Ai04B30089 Araip.B04 30089 p3 (TAA)5 15 131334060 131334074 TTGGGTAGCATACAACAAATAAAAA ATGGAAGGATGACAGTTCGG 194

Ai04B30090 Araip.B04 30090 p4 (TCTT)12 48 131334201 131334248 CCGAACTGTCATCCTTCCAT TTGATGAACAGCAATGAGGC 202

Ai04B30091 Araip.B04 30091 c (AAG)6aaaaaggaaacatcactgttcttgaagaagaagatgaagaagcccaattgaaatggcgacctggtagtaactctagctctacaag(TGA)5tcctgcagaacctgttgtagctgcagccattgttgaacctgcttcttcttcaa(GAT)6189 131335221 131335409 CCATGGACATAGACATGGACA ATGCAGCAGCAACAACAAAA 273

Ai04B30092 Araip.B04 30092 p3 (CTT)6 18 131335560 131335577 GTAGCTGCAGCCATTGTTGA ATCTGTCAAGAGCCACCACC 265

Ai04B30093 Araip.B04 30093 p3 (ATG)5 15 131335850 131335864 CCATGGATCAAACAGGAAGG AATTCCTTGGCATCACAACC 278

Ai04B30094 Araip.B04 30094 p3 (AGA)5 15 131335969 131335983 AAGGGGTTGGGTTTTGTTTT TTGAATTCCTTGGCATCACA 139

Ai04B30095 Araip.B04 30095 p2 (AG)6 12 131336092 131336103 TGTGATGCCAAGGAATTCAA AGGTGACAGAGAGAGCACCA 103

Ai04B30098 Araip.B04 30098 p2 (AT)6 12 131339976 131339987 CACCGGTGTTCCAATTGTTT TGAAGTTGACTCCACCTAAATTTTC 242

Ai04B30099 Araip.B04 30099 p3 (TTC)5 15 131346443 131346457 GCGCTGAAAACAACTCCAG TCAGCGCCAACTTTATACCA 177

Ai04B30100 Araip.B04 30100 p3 (TTC)5 15 131346613 131346627 AGTTGGCGCTGAAAACAACT AGTGACACATGGACGAACCTC 141

Ai04B30103 Araip.B04 30103 p2 (AT)6 12 131351788 131351799 CACGGTCCACTTTTCAACCT TGCATGCTTGGTAGTGGATT 131

Ai04B30104 Araip.B04 30104 p5 (ATTTT)5 25 131351992 131352016 TGCATGCATGTTTCAGCAAT TGAACAGAAGATTTCCCTCACTC 267

Ai04B30107 Araip.B04 30107 p2 (TA)6 12 131352949 131352960 TAGCCTCTTGGGAACAAGGA GCATTCTTGAACACATTGCC 152

Ai04B30112 Araip.B04 30112 p2 (TG)6 12 131360862 131360873 AGCACACACTCCATGGACAA AAGATGCAAAAACCATTGGC 240

Ai04B30113 Araip.B04 30113 p2 (TG)11 22 131367486 131367507 TCCCATTAGCATGCAAGACA GTTGGTTATAGGCCGGTTCA 268

Ai04B30114 Araip.B04 30114 c (A)11gacagactgaatgccgccatagatcacggtattttgtcaaacaaaacgggaaatttaaaaagaattaaagaggacataaaag(T)10103 131368460 131368562 CAAGACAACAAAGGAATTCAACA ACAGTTGATGGTGGTGAGCA 280

Ai04B30116 Araip.B04 30116 c (T)13cgaaaacaccccacaaaaataacaaagtggatacatgctcaacacgaattccccaatttcaataactggtattttagctgaagtagcaagaaac(A)11ggaaattttacccaacccatctcttcactgtacgagattcagataccaacttctccactgaaacg(CCA)5198 131371288 131371485 TTTAACCAGCAAAGTTCAGCTC CAACGGGCCTAGATTGAGAG 268

Ai04B30117 Araip.B04 30117 c (CT)11tttctctctcacaca(CT)751 131372284 131372334 AAGGGGAATTTTTGGGAATG GCAGCTTCATCACTTGACCA 198

Ai04B30118 Araip.B04 30118 c (T)13aatttgtcatgttctaactaatttctaagcaattttaaatttggttaattttaagataatcctttttgatagatag(T)11100 131372717 131372816 CAAAGCGATCAGCTGTTTCA TTGATTTTCAGATAAAAGCGAAGA 251

Ai04B30123 Araip.B04 30123 c (CT)6(TC)9 30 131390231 131390260 CAGCTTTCTCCACCTTCGTC TAGGAAGCGCGTTCTCTAGG 184

Ai04B30128 Araip.B04 30128 c (A)15cacaatcacgcgaaacaagttagtccaagtaaaaaaataaataaaaaattgcattgcacagtgcacactc(TCT)5100 131405473 131405572 GAGAGGAAAACATCTTTAGCGAAG CTACAAAGCCAAAGCGAAGG 241

Ai04B30136 Araip.B04 30136 p2 (TA)6 12 131443285 131443296 TGTGTTGTTGATGGTTTGATGA ATCTCCATGGTTGGTGTGGT 279

Ai04B30138 Araip.B04 30138 p2 (CT)6 12 131448076 131448087 CAGGAAGGAAACGACACCAT CCAGTCTCCACCTACCTCCA 252

Ai04B30140 Araip.B04 30140 c (AC)13(AT)6 38 131450160 131450197 CCCATATCTGCCAAAAGGAA TTTCTTCCCCCTTTGGAACT 184

Ai04B30146 Araip.B04 30146 c (T)10cttttatttaggtccttgtaccaa(T)1044 131466371 131466414 TTGAGTCCTTGCACCAAAAG TGGGTCTCTGGACCAATTTT 164

Ai04B30147 Araip.B04 30147 p5 (TTATT)5 25 131466561 131466585 TGGTCCAGAGACCCAATTAAA CACGTAAATTAATTAAGATGGATCAGA 183

Ai04B30148 Araip.B04 30148 p3 (TAT)5 15 131467344 131467358 ATGGCCAACTCAAATTGCTT GAGGAGGAGGAGCCTGAGAT 209

Ai04B30150 Araip.B04 30150 p2 (AC)7 14 131468417 131468430 GCCCAGCCCATTTCAGTAA CAAGGATTTTTCAAACGCAAA 279

Ai04B30151 Araip.B04 30151 p2 (AG)10 20 131469473 131469492 TCTGAATTCCAGCAGCAACA CCCAAAAGACCAAAAGCTGA 268

Ai04B30152 Araip.B04 30152 p3 (TAA)6 18 131469868 131469885 TGTTGAGGTTGCTACTTGCCT TCCCACTATTGTTGGCTGTT 232

Ai04B30154 Araip.B04 30154 p3 (ATT)8 24 131470685 131470708 AGGCATTCCATCTTTTGTGG TGTGGTTGAGTATTATTTGCGG 266
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Ai04B30157 Araip.B04 30157 p3 (TTC)6 18 131475079 131475096 CATGCATGTGTGATGCCTCT TGGAAAGAAATCATGGGAAAA 193

Ai04B30158 Araip.B04 30158 p3 (CCT)5 15 131475638 131475652 TTCAAAACCAATGGTGCAAA GGCCATAACAAGGGTCTGAA 268

Ai04B30160 Araip.B04 30160 p2 (TA)12 24 131480471 131480494 AGACTGGACAAATCAATTTAGCA TTCTAACCCTTTTCTTCTCTATCG 206

Ai04B30161 Araip.B04 30161 p3 (ATG)6 18 131481757 131481774 TCGTAGCTCACATCGTCGTC TCAGAAGCTAAACCCCCAAA 276

Ai04B30166 Araip.B04 30166 p2 (TA)6 12 131499883 131499894 TCATGATTGCAAGGCAAAGA CGTATCCAACAATCGGAACC 204

Ai04B30180 Araip.B04 30180 p3 (CAT)10 30 131574950 131574979 ACTCATCGTCATCGGCTTCT AGCAGGGCTTGTCAAAGAAA 151

Ai04B30182 Araip.B04 30182 p4 (TAAA)5 20 131580383 131580402 CCAAACTCATCAATTATAAATCATACC CATCAATAACAATTCTCTCTCTCGTT 230

Ai04B30183 Araip.B04 30183 p2 (GA)6 12 131585353 131585364 GAATTTGGTGCTGATAACGTG TCAAATGAGGTGGATGACCA 232

Ai04B30188 Araip.B04 30188 p3 (AAT)6 18 131589286 131589303 TCCTCCATCTTCCCTTCCTT CCTCTAGGAAATTTAAACATGAGACC 170

Ai04B30191 Araip.B04 30191 p2 (TA)8 16 131591309 131591324 AAATTCGATCCGATCCAGC AGTCCGAAGTTGTTAGCCCA 273

Ai04B30192 Araip.B04 30192 p2 (TG)7 14 131591604 131591617 TGGGCTAACAACTTCGGACT AGCAAATTGAGCTCCCCTTA 233

Ai04B30196 Araip.B04 30196 p2 (AT)6 12 131600625 131600636 CCCCAATAAAATTGGAGGGA CTTCATCTTCACCCATAACAGTG 248

Ai04B30198 Araip.B04 30198 p3 (CTT)7 21 131601786 131601806 GCGCGCTTCAATAACGTAAA ACGCGAAGAAGAAGAAGGAA 129

Ai04B30200 Araip.B04 30200 p3 (TAT)5 15 131605875 131605889 TGCCAAACTTCAAGAACAAAAA CATCATCCCAATCATGCAAA 132

Ai04B30202 Araip.B04 30202 c (TCA)5aaatcactatcag(CAT)749 131608940 131608988 CATCATCAGCATCATCGTCA TGCATTTTACGCCACATGAT 158

Ai04B30207 Araip.B04 30207 c (CAA)5tcaaaaaatgacgattgagaaagaatacgcgaagaagaggaaggaaggcaaagaagaagaaggaggcaggt(GAA)5101 131634646 131634746 TCTGAATCCAAATGAACCTCAA TGCATTCCTTCTTCTTCGCT 202

Ai04B30209 Araip.B04 30209 p3 (AAT)14 42 131636635 131636676 TGGATAGTGTCCAATGTTTGATTT CAGAACGCTGATAGTGTCCCT 272

Ai04B30214 Araip.B04 30214 p3 (AAC)5 15 131659450 131659464 CTTTTCTTTGGTCGGGTCAA TCATAGGCATGGAATATGGCT 229

Ai04B30217 Araip.B04 30217 p2 (AT)7 14 131667247 131667260 TCAACCCAATGTTTTTCTCTGTT CAAACGTTGGGGACAAAAAC 221

Ai04B30218 Araip.B04 30218 c (TA)8gtcactacta(AAT)644 131667796 131667839 CCCCAAACATTAGGGACAAA TTTAGGGTCATTTTTGGTGGTT 233

Ai04B30220 Araip.B04 30220 p2 (AT)7 14 131671091 131671104 GACAAATTAGAGAAGCAATGCAAA TCAGGACCAAAGAAAAGCTCA 182

Ai04B30224 Araip.B04 30224 p2 (AT)7 14 131681466 131681479 TGTTTGGCTTGGCACAATAA CTTAACAGACCGGGCCTAAA 254

Ai04B30233 Araip.B04 30233 p3 (AAT)7 21 131697598 131697618 TTCATGCAATTATCATCATCCC TTTTTGAAAATTTAGCTGTTGAGA 256

Ai04B30235 Araip.B04 30235 p3 (GAA)5 15 131702880 131702894 TCCATAAAACCCCTTCCTCC CGACATCGTGGAGCAATAAA 204

Ai04B30236 Araip.B04 30236 p3 (ACC)5 15 131704665 131704679 CCCACAAAAATTGAAAATGC GAAGGAGAGAGAGGATGGGG 201

Ai04B30237 Araip.B04 30237 p3 (TTG)5 15 131705313 131705327 GCGGTGGTCTGAGACAATTT TCAAAGACACCACCACCTCA 134

Ai04B30239 Araip.B04 30239 p2 (AT)6 12 131715007 131715018 GACTTCTTTGGAGCAGGTCG TCTGGGAACCAATGGTGACT 271

Ai04B30240 Araip.B04 30240 c (T)10caactaagttcctcttagtagtaattgacttaattttatagggacccaact(A)1172 131716992 131717063 TCTTTTTGATTGAGTCCCTGC TTTAATTGGGACCCTACACTTTTT 151

Ai04B30241 Araip.B04 30241 p2 (AG)6 12 131717973 131717984 CATTGTTTCCTTAGCGGGAC CCTTTGTGGTTTTGCCCTAA 181

Ai04B30242 Araip.B04 30242 p2 (TA)6 12 131718174 131718185 TTAGGGCAAAACCACAAAGG GAAAAATTTTGAAATGTTGTTGTCTT 272

Ai04B30245 Araip.B04 30245 p2 (TA)9 18 131723879 131723896 TTGTTTTCAGATGCAGGTCG CCTAACTCAACCTGCGAAGC 272

Ai04B30246 Araip.B04 30246 p2 (CT)6 12 131724397 131724408 CGGAGTACCCCCTTCTTCTC AGAAAGGATGACGCCAGCTA 112

Ai04B30247 Araip.B04 30247 p2 (GT)6 12 131724525 131724536 CTAGCTGGCGTCATCCTTTC TCACGCAACACACACTCTCA 129

Ai04B30252 Araip.B04 30252 p2 (AC)6 12 131728053 131728064 AGGCAAATGGTTAGTGACCG CCTTTGTGGTTTTGCCCTAA 230
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Ai04B30254 Araip.B04 30254 p2 (AT)6 12 131728632 131728643 TTAGCCCATTTCGCGTGTAT TGCATGGTACGATGATTTGG 276

Ai04B30258 Araip.B04 30258 p3 (AAG)5 15 131735032 131735046 CATCGTTCTTTTTGGGAGGA AACAGGAGCAATATCGTGGG 279

Ai04B30259 Araip.B04 30259 p3 (ATA)5 15 131735813 131735827 CCTGAGGACCGTTGAATGAT TACGACCAAACACGGAGTCA 204

Ai04B30260 Araip.B04 30260 p2 (AC)6 12 131745986 131745997 ACTACCAAAAGCCACGCTTC TCCCTCGCTTTTAATTTTGC 255

Ai04B30263 Araip.B04 30263 p2 (AT)7 14 131749834 131749847 GCCGGTAGGTGAAAGCAATA TGGCTGCAAGTCATACAAGC 271

Ai04B30265 Araip.B04 30265 p3 (AGG)10 30 131754877 131754906 CCGGAATTTGACTTGCATTT CCTCCTCCTCCTCCTCAAAA 276

Ai04B30267 Araip.B04 30267 p2 (AT)8 16 131756018 131756033 GAGCTGCTAATGCTCCATCC CAATTCAAAATCGTTCAAAGCA 245

Ai04B30268 Araip.B04 30268 c (T)11cgattttgtgaatgtttgctttaa(T)1045 131757389 131757433 GCAATGGTTTCAGCTTTGGT TCCAGAACAAAGCATTTCGAT 264

Ai04B30271 Araip.B04 30271 p2 (CT)11 22 131761360 131761381 AAAACCTCCTACCGAATCAAGA AAAAAGAAAAACGCGTCAGG 238

Ai04B30273 Araip.B04 30273 p2 (AT)8 16 131773848 131773863 TGATTTCTGTGAGGCATTGG TTCACCTTATTGGTGAAAGCA 268

Ai04B30274 Araip.B04 30274 p2 (AG)6 12 131775772 131775783 TCAGTGGCTAAGAGAAGGGG TGCACTTAGCAGCTGAACCA 250

Ai04B30276 Araip.B04 30276 p4 (ATTT)5 20 131780940 131780959 GCGAAGAGTTTATAATGAAAGGG GAAGGAAGCAAGAGGTGTCG 210

Ai04B30279 Araip.B04 30279 p3 (ATG)7 21 131785869 131785889 CAGAACATGTTGAGCAACGG AGCAATGATGACGACGTGAA 206

Ai04B30280 Araip.B04 30280 p3 (GAT)14 42 131799060 131799101 CAGGGCTTGTCAAAGAGAGG ACTCATCGTCATCGGCTTCT 146

Ai04B30281 Araip.B04 30281 p2 (AT)6 12 131800554 131800565 CATTGGATGTCAACGTCTGC TACAATACAATGAGGCGGCA 241

Ai04B30288 Araip.B04 30288 p3 (TTC)5 15 131825145 131825159 TCCATGGAAGCTCCAATTTC TTGGGAGAAAGCAAAGCAGT 143

Ai04B30289 Araip.B04 30289 p2 (AT)7 14 131826787 131826800 GTTGTCAGAACCGAACCGAT CCTCCCCTCTTGGAAAGGTA 262

Ai04B30293 Araip.B04 30293 p4 (GAAT)5 20 131832370 131832389 GAATGTGGGGTAAAGCAGGA ACAAGACCCATTCAAGTGCC 209

Ai04B30295 Araip.B04 30295 c (CCA)6actgccactccaccacccttatcaacatcatcatcgc(CAT)570 131841758 131841827 TGGACAAAAATACCCTCACCA GTGAGGGGAAAGAGAAAGGG 195

Ai04B30298 Araip.B04 30298 p3 (GAG)6 18 131876713 131876730 AGGTTAGGAGGGAGTCCCAA GGCAAAGAAAAACGCTCAAG 136

Ai04B30302 Araip.B04 30302 c (TTC)5gcgggtagcagagtagttacaaaattgggaattcgtgagttttgctttgatttgaaaaacgagaacgaaggacgaacccttgag(TC)7113 131911771 131911883 AAGCAGCAACTATCGGAGGA AAGGAGTAGCAACCAAACCA 253

Ai04B30305 Araip.B04 30305 c (T)11ctataataaaataaaaaaaattattaatttctcaaacatcatttttaaactttaattctttaaatacga(T)1191 131922768 131922858 GACAGATGAATGTGCCAACG TCTATTCGGCGAACTTGCTT 264

Ai04B30312 Araip.B04 30312 p2 (TA)7 14 131929870 131929883 GCATAGGAAATTTCGCCAGA AAAAATTCGTCAGAAATCCAAA 189

Ai04B30314 Araip.B04 30314 p3 (TCT)5 15 131931063 131931077 CTGTTTGTCCACTCCAGGGT TTCACCAAATTCATGGCAGA 250

Ai04B30320 Araip.B04 30320 p3 (TTC)5 15 131938912 131938926 GACGGCGTCGTTTTGTATTT CGCTATTTAGGTTGATTGATGC 237

Ai04B30322 Araip.B04 30322 c (T)11ggtggagaactaataataagtatatttagacaaaaacttttcattagggattttatagatttttttgtaacaataataatagattttttgtaac(AAT)5120 131940865 131940984 CCTATTTTCTTTTTCTATTCTTTCACA GACTGTTCCTCCTCACTCCG 270

Ai04B30323 Araip.B04 30323 c (CT)8tctgcaactcttcccacctttgaaaccacacaaaccaagaaaaccgaaaaaaattcgaaaaag(A)1190 131941166 131941255 CGGAGTGAGGAGGAACAGTC GAGAAGCTTCCCCATTGTTG 266

Ai04B30325 Araip.B04 30325 p2 (CT)8 16 131944975 131944990 TAACCCCTTCCCTCACACAC AGCTTAGACGATGGCGAAGA 218

Ai04B30328 Araip.B04 30328 c (A)10gaaaaagacacaaaataaacagagtatatcagtatac(CT)1883 131949842 131949924 TCTCAAAAGCCAAACAGCAA CGGAACAGAGCACAACAGAA 199

Ai04B30330 Araip.B04 30330 p3 (ATC)6 18 131951103 131951120 GATCGCGGATTTGAGTCTTC CATCCATGTTCCATGTTCCA 126

Ai04B30333 Araip.B04 30333 p2 (TC)6 12 131954077 131954088 TGAAATTTTGGAGACAAAGACAAA GCAGCTTCCAAAATATTGCC 200

Ai04B30334 Araip.B04 30334 p2 (TA)6 12 131954793 131954804 CAAGAGCCCACTTTAGCAGG AATTGGCTGCACAATGAGTG 253

Ai04B30335 Araip.B04 30335 p3 (TCC)8 24 131957453 131957476 CTTGGCCATCATCTTCATCA AGGGTGATGGGGAGAGAGAA 215

Ai04B30336 Araip.B04 30336 p3 (GAA)5 15 131958393 131958407 GTGCTTCTGATTTGATGCGA GCCACGTCAGCAAAGACATA 225
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Ai04B30341 Araip.B04 30341 p3 (TAA)7 21 131969396 131969416 GACAAGAATTTTGATAATAGGCCC ATCACCATCATCCACCCACT 105

Ai04B30343 Araip.B04 30343 p2 (TG)7 14 131969953 131969966 TCTTTGGCAGAAAATGATGAGA TACCCCTCAATGGTAGCCAA 207

Ai04B30345 Araip.B04 30345 c (TGT)5(TGA)5 30 131971661 131971690 TCAAAGATCAAACCATGGCTAC TTTTGCATGCTTCCCTTTTT 254

Ai04B30347 Araip.B04 30347 p2 (AG)14 28 131974832 131974859 AACCAACCTGTAATGGTGCC CCCCTCACCACTCCCTATCT 226

Ai04B30353 Araip.B04 30353 c (T)10cggtttttttgcgtccagctatagcattcatattgttgagcttaaactgttaggaagaggcagataaattgtggccgacacatatatagag(A)10111 131987600 131987710 AGGATCTTGCACAAGAGATGG TCTCAAAATCGACTCGAAATCA 196

Ai04B30354 Araip.B04 30354 c (T)10(A)10 20 131987881 131987900 GCAGATAAATTGTGGCCGA TTCAACAAATCCACAACTACTTCC 268

Ai04B30356 Araip.B04 30356 c (A)14ctaattaaaatggtaacatagatatgaaattttcttttataattaatatataagaaaaaaattgt(A)1190 131994574 131994663 CATGCATTCCTCCTTTGTCA TCATGGCTATGTTGTTGGTTTT 234

Ai04B30362 Araip.B04 30362 p2 (AG)8 16 132004664 132004679 GGCCTCTATCACCTTTTCCC CGTTCATGCAGTCGATGTCT 222

Ai04B30363 Araip.B04 30363 p3 (TAA)7 21 132005656 132005676 TAACTAGTGGTTGTGGCGCA TCAATCAACTTTCCTTATTCGTCA 225

Ai04B30367 Araip.B04 30367 p4 (AAAT)5 20 132007753 132007772 ACACATAACAAGTCTCAACATCAAA CAATCCAAACCGCACAATG 280

Ai04B30368 Araip.B04 30368 p3 (TAT)6 18 132008866 132008883 ACATGGGTGCAAAGTTGAGA TGTTTTCTGAGAATGTTAGGGGA 212

Ai04B30369 Araip.B04 30369 p2 (TG)6 12 132009173 132009184 TCGGTTGATCCACAGACTCA TGACCCTCAGTTTTCTATCCC 254

Ai04B30370 Araip.B04 30370 c (A)10tgttaaccatccacattattagaaaacaccagttgcactccaacacaaaaaataaatagcta(GT)888 132009574 132009661 GGGTTCAATTTGCATGTTTCA AGATAACATACCAGCAAAGGTTATG 279

Ai04B30376 Araip.B04 30376 p3 (ATC)5 15 132020981 132020995 CCACCAGAGTTAGATCCCCA GTAGCAGAACATGCGAAGCA 226

Ai04B30384 Araip.B04 30384 c (T)10cagagaagaaaaatattttaccaattataagaaaagataaaattaagttt(A)1171 132038042 132038112 AAAAATGGGTTGTTTGCTGAG TCTCGGTTTCTACGAGTTTCG 197

Ai04B30389 Araip.B04 30389 p3 (AAG)9 27 132045320 132045346 TCATTAAGCGTATCGACGCC CGATAACGGTTTTTGGGAGA 167

Ai04B30390 Araip.B04 30390 p2 (TC)6 12 132046043 132046054 CGAGCTGTTTCACAGGTTCA CATGCCAAGTCCAGCTAACA 200

Ai04B30392 Araip.B04 30392 p2 (AT)6 12 132060433 132060444 TTGGACAAAGCTAAGAGTTAAGAACA TGCGGATCCTCATCAATAAT 278

Ai04B30394 Araip.B04 30394 p2 (AT)10 20 132061007 132061026 ATTCGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 203

Ai04B30395 Araip.B04 30395 p3 (ATA)17 51 132061433 132061483 TGGCAATAATTTGGCCTGTT CATCAAAACAAATAACCTTAATCACAA 277

Ai04B30396 Araip.B04 30396 p3 (AAT)38 114 132063281 132063394 TTCAATCAAGTAGAACATGCATACAA GCCCACCTTTGTTCCTGATA 196

Ai04B30400 Araip.B04 30400 p3 (ATA)5 15 132076638 132076652 GATTTTTGCACGTAGTACGCTT CAACAAATTTTGCTTCAATTTCA 116

Ai04B30404 Araip.B04 30404 p3 (AAT)15 45 132092459 132092503 TGGCATGCCTCTCTTTCTCT AGCCTTGGACCTTGCTTTTT 233

Ai04B30412 Araip.B04 30412 p3 (AAT)10 30 132113325 132113354 GAAAGTGACGGAAGGACCAA TTGATGTGTCTTCGAGTTGAAA 259

Ai04B30413 Araip.B04 30413 p2 (AT)7 14 132114295 132114308 TCTCATGCATTTTTCTGGGG TGATTTATCGATTTTTCGGTCA 208

Ai04B30415 Araip.B04 30415 p3 (ATT)6 18 132119709 132119726 CCAAATCATTCTCAAAGGGTG TTCCATTTGTGGGTTGGAAT 248

Ai04B30416 Araip.B04 30416 p3 (ATA)6 18 132120160 132120177 GCTGTTGTTGTCGTCGTTGT ACCCACACACCAAATTTTCC 233

Ai04B30418 Araip.B04 30418 c (A)11gaaatatgtatgtacataaaacaaaaagttcagaaaatgttaaaaggttatactagtgttgttgtgttgactcttgac(T)11100 132122832 132122931 CTTCTTGGTAATTGTGCTTAAAGTT TTTTTCCTTTTCGTTTTTAGTTTTG 279

Ai04B30425 Araip.B04 30425 p3 (TAA)7 21 132134740 132134760 AAAAAGCATTGTGGCTTTGC CGTCTTTGGACAAGCATGAA 244

Ai04B30430 Araip.B04 30430 p2 (AT)6 12 132145315 132145326 AGCTTGAGCCTTCAGAGCAA TGGATTCCTCGTGCTACTGTT 196

Ai04B30436 Araip.B04 30436 c (TA)6cattacaacatataatattat(TA)645 132156910 132156954 TTGCAACAATAAACATATGCGA TGTGTGTTGTTGTGAAATAAAAGA 195

Ai04B30438 Araip.B04 30438 p4 (AAAT)5 20 132159804 132159823 GCCCCACACAAGGTTAGAAA GAAGCAGATAAAGCAAAGGCA 237

Ai04B30441 Araip.B04 30441 c (TGG)6gttctggttgattttgttgttcttctt(ATG)5accatgatgataaatgtggtggtagtggtggtgggttttggttcggcttggacttctagttgattttgggggaagttc(TGA)9165 132169554 132169718 GTGGTGGTGGGTTTTGAGTT ATCAACAGAAGCTCAAGCCG 274

Ai04B30442 Araip.B04 30442 p3 (TTA)17 51 132173074 132173124 TCCTCTTTTGCAGCCTCAAT GCAAACGGAGCGACTTTAAC 231
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Ai04B30443 Araip.B04 30443 p3 (TAT)5 15 132177838 132177852 ATTTTTCACGACGCTTTTGG TCAGGATCGAACGAGTATTCA 227

Ai04B30445 Araip.B04 30445 c (TTA)17aaactacatgttaaatataagtc(T)1084 132183208 132183291 CTGTCCTTCCTCCTTTGCAG TGACTTGAATCAGAATTAGCCAAG 272

Ai04B30448 Araip.B04 30448 p3 (CTC)6 18 132192302 132192319 GGGTCTCTGACCTTTGTCCA AAGAAATCACAATGGGCTGG 269

Ai04B30449 Araip.B04 30449 c (A)13caacaacactacgctccaaacattccttgtccttccccctttgcaactgactatg(TTA)686 132200714 132200799 AAGCAAGTGGGAACGAGAGA CACTAATTTTTCACACACCCAAA 214

Ai04B30452 Araip.B04 30452 p3 (ATT)6 18 132202073 132202090 TGGTCGTTGAGGCATAGAAA TTCTGGACATGGGGTTCACT 277

Ai04B30454 Araip.B04 30454 c (A)10cagtacgctccaaaaattccttgtccttcctcctttgcagccgcaactgactgtgttgaattgtcaacatt(TTA)596 132206903 132206998 AATGGGATGCAGCAGATTTC CATCACTCAAAGGCACATGG 258

Ai04B30459 Araip.B04 30459 p2 (TG)6 12 132215671 132215682 TTCCTTTTTCATTTGTGTCGTG GCGAGTTGGCAATATCCAGT 187

Ai04B30460 Araip.B04 30460 p3 (GTG)9 27 132226090 132226116 CGTCGGAAGAAAATAGCTCG CTCGCTTTCTTTCCATTTCG 263

Ai04B30463 Araip.B04 30463 p2 (TC)16 32 132229672 132229703 TTATACCCTGCCTCCGTCAC GGACATATCCATACCAGCGG 174

Ai04B30467 Araip.B04 30467 p2 (AC)9 18 132241783 132241800 GGAAAGGTGGCAGTTTCTTG TGAGGATGCTCTCGTAGGCT 272

Ai04B30470 Araip.B04 30470 c (AG)11attaaagagaagagtgagtgtgttttggtgtgtgagatttgtgagaaagaaaggggaaaaaagaagag(A)10100 132244886 132244985 TTGAAACAATCGAAGAATCCG TAAGTTTTAGCGCATGCCAG 278

Ai04B30474 Araip.B04 30474 p2 (GA)7 14 132252030 132252043 GGCTCCAACGAATGATGTTT ATCCTCAGAACAGTGTCGGC 158

Ai04B30477 Araip.B04 30477 c (TC)7(TA)7 28 132258803 132258830 AGTGCAAAAACCCGCATTAC GAAACCGAAACCAAAACCAA 267

Ai04B30481 Araip.B04 30481 p3 (ATC)5 15 132269802 132269816 AAGTCGTCACCTCCTCCAAA GCTTGAATGGTGCTGTGGTA 228

Ai04B30489 Araip.B04 30489 p2 (CT)6 12 132298006 132298017 TGATGTGATTCTCCACCCAA AATCCTTGCCTGTTGTGACC 184

Ai04B30490 Araip.B04 30490 c (ATC)6ttaatctgcatggtggtgcagttggaggttctagctccgcaagtggcaactcttcttccagtggccgcaataatagtaacag(CAA)5tgatctgaatgtgatgaatcatatgcaaactccaccaccaacc(CAT)5173 132298780 132298952 GCAAAGGAACAACAAACTCCA ATGCAAAGTTGTTGTTGGCA 260

Ai04B30492 Araip.B04 30492 p3 (ATT)14 42 132299994 132300035 AGCATTGGTACTCCCCAAGA GGCATAACTGATTTTTGTTATGTTAGA 266

Ai04B30497 Araip.B04 30497 p2 (TG)8 16 132307323 132307338 TGGAAGTTGCATAGGGGAAG TGCCAATGAAAGGAAACACA 228

Ai04B30498 Araip.B04 30498 p3 (ATC)10 30 132307440 132307469 TGTGTTTCCTTTCATTGGCA AAGCAAGCAAAGACAGCCAT 259

Ai04B30500 Araip.B04 30500 c (A)10tatcaatgacttatagtttgtttgggtgggcttttaagaaaatatcttttttcgaatta(T)1079 132313118 132313196 GATCTCCTCCGGCAATGTTA TTTGCATGAGATACCCAAACA 221

Ai04B30503 Araip.B04 30503 p4 (TTTA)6 24 132314967 132314990 AAAATTGCTGTTCCTTCATCG TAGAGGTCGCAGGTTCGAGT 244

Ai04B30504 Araip.B04 30504 p2 (AT)6 12 132316038 132316049 GGACCATTTTGGGGTTTAGC AAAATTAGCCACTAAAATTAATCACCA 267

Ai04B30506 Araip.B04 30506 p3 (TAA)8 24 132318566 132318589 CAAATGGTCGTTTATTCGATTT AGCACCATTTGCATGAGGTT 271

Ai04B30517 Araip.B04 30517 p3 (AAT)7 21 132356866 132356886 TCATGATTGCATTTCATGGTT TTGATGACGTGCTTCCTTTTT 107

Ai04B30518 Araip.B04 30518 c (TAT)5tacat(TA)7tggacaaaaaaagtctaactgatttaaagtaaatttttcttctaatatttgattaaattgtccttgtatttagta(T)10119 132357077 132357195 AAAAACGTTTACATTTGTGTGACAT CGGATCGGATCGAAATTTTA 256

Ai04B30520 Araip.B04 30520 p2 (AT)6 12 132361697 132361708 TGTTGACGTGAAAAATAAATTCC TTGTTTGCTGCATGGATTGT 242

Ai04B30526 Araip.B04 30526 c (T)10gcacaggggcctcgttgtcctttcgaggtaattgtcaggggccggattagg(T)1172 132372490 132372561 CTGATTAGCCCCTATGCCAA AACGAGGCCTCTGACAAAAA 150

Ai04B30528 Araip.B04 30528 p3 (AAT)5 15 132376695 132376709 CACCATTGGTTAATTCAGCG CCAATCTAATCCAAACTGCACA 253

Ai04B30533 Araip.B04 30533 p2 (CT)6 12 132381277 132381288 AGCCGAATTTGTAACACCGT TCAAGTGATGAATTGAGGTTGA 228

Ai04B30535 Araip.B04 30535 p3 (TAA)63 189 132382625 132382813 AAGACTGAGAAACTACCATCTACAGG GCAATTTCTATGGCTCATCATC 274

Ai04B30543 Araip.B04 30543 p3 (AAT)7 21 132391179 132391199 AAAAGTGGGAAAGAAATGCTGA CCAATGCAAATTGTTTTAGGC 280

Ai04B30545 Araip.B04 30545 p3 (ATT)7 21 132392976 132392996 AAACAATCCATTCAATCCCG TGAGGATTGACCATAACGCA 262

Ai04B30547 Araip.B04 30547 p2 (AT)8 16 132401847 132401862 TCGAAAATAAAAGTGGGAAAGAA TGTTGCCTTTTCTGTTGAGA 257

Ai04B30548 Araip.B04 30548 p2 (TA)6 12 132402616 132402627 GGGAATGGAGCAAAATCAGA TGAATGGTGCATAAGCCAAA 245
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Ai04B30550 Araip.B04 30550 c (A)10tgaaatagaacggataaattgcataatgagttatttgat(A)1463 132405201 132405263 ACGCACATGCCTTCCATATT TGCCAGTCGGTACTAACTAACAAA 279

Ai04B30551 Araip.B04 30551 p3 (TAA)8 24 132406483 132406506 TGAAGTGATGGCAAAAATGTG GGGGATGCATGGTTCTAGTG 275

Ai04B30552 Araip.B04 30552 p4 (TAAC)5 20 132408244 132408263 TGCCAATCAACCTTTTAGCA CCAACCCCTCTAACACCATC 219

Ai04B30553 Araip.B04 30553 p2 (TA)7 14 132412580 132412593 TCAGAACCAAAAACAACGAAGA TGCACTCACCTAGCTATATCAACTT 194

Ai04B30557 Araip.B04 30557 p2 (TA)7 14 132422006 132422019 TGCACGACCCTTATGTTTTG GCAATCCCTTTTGTCTTCCA 277

Ai04B30561 Araip.B04 30561 p2 (AT)7 14 132436797 132436810 AAGGCAACAACACGGTTCAT GAGGATGGTCGACTCTGTTGA 280

Ai04B30562 Araip.B04 30562 p5 (TATAT)5 25 132446724 132446748 TCCTTAAATGCATCAGCCAC GCCCGTCCTTCAAGTACAAT 180

Ai04B30569 Araip.B04 30569 p3 (TAA)7 21 132463485 132463505 ATTTTGTTGGTCGCCATTCT GTCTCGCCGTCAATTCTGTT 166

Ai04B30574 Araip.B04 30574 p3 (TAA)5 15 132487402 132487416 GTGCCAGCCAAAAAGACAAT TTTCTTTGGAATTTTGGGGA 231

Ai04B30575 Araip.B04 30575 p3 (TTG)5 15 132487971 132487985 AGGCCAAGTGTTAGGGTGTG TTCTTTCATTCCCACCAACC 157

Ai04B30576 Araip.B04 30576 c (AG)6atttatttcttgtttgatatcatatcatatcataacaagaacacaatctatggc(T)1076 132488253 132488328 GGGTGTTGGTGTTTTTGCTT CCAATCCACTCTGTTATACCACC 235

Ai04B30577 Araip.B04 30577 c (A)11tttagataatactgccttcatttaaaattttgtttagggtttagctatttcttgctaaactaaaaaacaactgtcaaatca(AAT)6aaacaattttactgtgttataaaaattgattaaaggtaatgatagtctcataaaaggcagggttcgatggtg(T)17199 132489367 132489565 TGATTGGATGATAAAAATAATGTTCAC CGAGTCAAATTTCCTATCTTTGG 260

Ai04B30578 Araip.B04 30578 p2 (TA)6 12 132495603 132495614 TGAAAAGATGCGTGACCAAT TGTTGTCTGTTCGGTGAAGC 208

Ai04B30579 Araip.B04 30579 p4 (AAAT)5 20 132497837 132497856 AGCCAGTGTTGCCTTGAGTC TGAAATTATTCCATGGTTGGC 130

Ai04B30584 Araip.B04 30584 p2 (AT)7 14 132503986 132503999 TTGGACCAGGATCAGGAAAG AAGCTGTCATTGGTGGAAAA 220

Ai04B30585 Araip.B04 30585 p2 (AT)22 44 132506184 132506227 AGCAAAAGCTAAAAGCAAAAGA TGAGTTTCGTGGCTTTGTGA 263

Ai04B30589 Araip.B04 30589 c (A)13tggtctaatcctcagtgaggagaacccatattagtagtagtgtgtgtgagtgcgtgtgttgtgtaacctaagattgggggttgtccaatctattgac(A)15125 132511953 132512077 TACCGGATTAGGGGATACCG ACCCAGCTGTGCCTAAGAAA 280

Ai04B30592 Araip.B04 30592 p3 (AAT)5 15 132515532 132515546 TTAAAGGCCCAACATCCAAC GAGGTTTCAGCCATGAGAGC 278

Ai04B30593 Araip.B04 30593 p3 (CCA)6 18 132515743 132515760 TCATAGCCAAATCGTGTTCG CTGGGGACTTTTGATAGCCA 157

Ai04B30597 Araip.B04 30597 p2 (AT)8 16 132519417 132519432 GTCAGCTAAGGTTGGGTTGC AGCAAGCTCAATCAAGCCAT 197

Ai04B30604 Araip.B04 30604 c (T)10aattctttgatgattgcaaaaattgaaggcaagtattgaatatgaattcatatgtgtg(TA)884 132524067 132524150 GCCATTAAAAATAATGGAACTGC GGCACTAAACTTAAGGGACCAA 277

Ai04B30606 Araip.B04 30606 p2 (TA)6 12 132524900 132524911 GCAAGAATTTTAGGCAGGTTTTT TCAAATGCAAATCTCTCTCTCTTT 264

Ai04B30608 Araip.B04 30608 p2 (TA)6 12 132527332 132527343 TCTCGTGCTGATAACGTGTTG TCAAATGCAAATCTCTCTCTCTTT 193

Ai04B30610 Araip.B04 30610 p2 (TA)6 12 132529491 132529502 CCAGAAACGTGGCCTTCTTA TTTGATCCTAATTTGTGTATATGCC 133

Ai04B30614 Araip.B04 30614 p3 (AAG)6 18 132531929 132531946 TTGTGCCTAACATGTGCGTT TTCTCCGTGCTTTCTCTTCC 129

Ai04B30615 Araip.B04 30615 c (T)10aattctttgatgattacaaaaatggaaggcaagtattgaatatggattcatg(TA)674 132547715 132547788 GAGCCATTAAAAGCAATGGAA TCGTGTCTAGCGTGTGAACTTT 280

Ai04B30619 Araip.B04 30619 c (AAG)5aggaacacaaggaagaagaacgtgcagcaagaagaagaaaaatgagaaagagaaggcaagaaacgaaagaa(AAG)5101 132558404 132558504 CCTCCTCATCTTCTGCTGCT GCGCTTTGAATCGTTCTTCT 265

Ai04B30622 Araip.B04 30622 p2 (AT)14 28 132560013 132560040 TGCCATTAAAAGCAATGGAAC CATAGGACAGCCATGACAACA 241

Ai04B30625 Araip.B04 30625 c (A)10gacttatttatttgaaactcactaaaattattataagccgaaactaccaaaatcccatacgtgat(A)1287 132564680 132564766 CAAGTTTTACTTTAATTTGCTCCCA CTGCACCTGAATTTTCACCC 220

Ai04B30630 Araip.B04 30630 p4 (TTAA)5 20 132574974 132574993 TTTTGAAGTCCTTGCACACG GCCTTTCTCATTGCACCATC 257

Ai04B30631 Araip.B04 30631 p3 (ATG)5 15 132575797 132575811 CGGTTGATTTTATGCCTTTGA GGATAAGTGGTGGGGGTACA 278

Ai04B30636 Araip.B04 30636 p3 (ATT)5 15 132580363 132580377 CATCATGTGTGCCAGCTCTT GCTCAAATGGCATAGTCTTTCC 183

Ai04B30637 Araip.B04 30637 c (A)10ccttggtgtttaagaatctctg(A)1042 132581100 132581141 TTGGAAGGGCTTTCACATTC CACCCTTAGCAATGAGGCAT 168

Ai04B30638 Araip.B04 30638 p2 (AT)6 12 132583524 132583535 TGAGAATCAACTTAAAGGAAGACCA TTCCGATTCCGGTGTGTATT 231
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Ai04B30639 Araip.B04 30639 p3 (ATA)5 15 132584908 132584922 TTTGTGTCAGCTAAACCCTTTTT TGCATGTGGTGCGATATTTT 267

Ai04B30641 Araip.B04 30641 c (ATC)5aat(AAC)5 33 132591917 132591949 CTTCCGAGATGTGCTTCCAT CACCACCAACACCACTTCTG 257

Ai04B30642 Araip.B04 30642 p3 (GAA)7 21 132595311 132595331 GCTTCGAATTGGAACAATGG ATTGTTTGGACGAGTTTGGG 216

Ai04B30643 Araip.B04 30643 c* (A)10(AT)7* 23 132595820 132595842 TCCTTGTCCTGTGGGGTTAG TCGCGAATGGAAAAGATACC 185

Ai04B30647 Araip.B04 30647 p2 (AT)6 12 132601211 132601222 CCATGCATGATTGGAAAATG CATGTTGGGCAAGTTCAATG 249

Ai04B30652 Araip.B04 30652 c (TTC)5ttattttatcctcttattaactacaacctgtatgtcacgattaaaaattttcagtgttattttctcataaattttacataactcaaaatttcctttcg(T)11124 132620136 132620259 AAATTTTTGTGTCACGGTTAAAAA AAGAAGAAGATGATGATGACAACG 235

Ai04B30653 Araip.B04 30653 p4 (TAAA)10 40 132620592 132620631 TAGAGGAGGAGGAGGAACCC TGTGGGAACCTAATAAGGTCAA 231

Ai04B30656 Araip.B04 30656 p2 (TA)6 12 132621573 132621584 GGTCTTCTGCCACTTTTTGTC GGATGTTTAGATGGATAAGATGTCAA 233

Ai04B30657 Araip.B04 30657 p3 (ATA)5 15 132622900 132622914 CGAGATTAATTATCTAATGAGAACCGT TGGTTTCTGGTTTCAACACG 264

Ai04B30667 Araip.B04 30667 p2 (AT)7 14 132636103 132636116 TGAGTGTCTGCCCAACTCTG ATTCATCTCTCTTCGGGGGT 217

Ai04B30673 Araip.B04 30673 p2 (AT)6 12 132640310 132640321 GCACGCATCATTGCATCTA CAGAGAATAATTGAAGGCCAAAA 273

Ai04B30679 Araip.B04 30679 p3 (GGT)6 18 132653724 132653741 GGAATTCCATGCTCGAAGAA ATTTAACCATGGGTGGAGCC 146

Ai04B30681 Araip.B04 30681 p2 (AT)10 20 132657830 132657849 TTTTCGGCCCAATAGAAAGA AAAATATTTGATTTGGTCATTTGGA 198

Ai04B30686 Araip.B04 30686 p3 (GGT)6 18 132663105 132663122 GGTACTCCTGCCAACCGTTA TCAAAACAAGCCAAATCATAACA 257

Ai04B30687 Araip.B04 30687 c (TTA)5ttcttatttttttaagcttttgtctttgataagttatccatagaaacatgcaaggatgcaaagaagaatttctattaaaaatgtcactc(T)11115 132663409 132663523 TGTTATGATTTGGCTTGTTTTGA AAGGTATAAGCCTTTGAACAAAAA 277

Ai04B30696 Araip.B04 30696 c (T)11g(T)14(G)14 40 132680331 132680370 TTGCATCCTACCCTTTTTGG TCCTTTTCTTGATTCAGCCC 268

Ai04B30698 Araip.B04 30698 p3 (TTA)5 15 132683937 132683951 TCCGTTTCATCTGGTTTGAA GCTTTAAGCAGTTTGGCAGC 248

Ai04B30704 Araip.B04 30704 p2 (TA)8 16 132688256 132688271 CGTTGCTTGTGTAACAACGAT CTTAGCAATTCAATTATCATACCTGT 247

Ai04B30714 Araip.B04 30714 c (A)12gatgtagtattggcttgtcaaaacgaagtttagttggtctagtagatagttcactagtccgtttaaacaagtgtcggaactcatataag(T)12113 132706265 132706377 GAGGTTGCGAGTTCGAGTCT AGGCAGGATTCCAATTTCG 246

Ai04B30717 Araip.B04 30717 c (A)12gatgtagtattggcttgtcaaaacgaagtttagttggtctagtagatagttcactagtccgtttaaacaagtgtcggaactcatataag(T)12113 132716366 132716478 GAGGTTGCGAGTTCGAGTCT AGGCAGGATTCCAATTTCG 246

Ai04B30721 Araip.B04 30721 c (A)13catctaacccggcccctgatc(T)10gggactgattagctcctgtgc(A)11caacattcactttttttggtacagaggctaatcagtcccgtaaaagtaaaactcaggagccgggttgg(T)13157 132720942 132721098 CCTCACTCGACTCCTCACAA ACCCAAAACAGTCCCTGACA 251

Ai04B30723 Araip.B04 30723 p3 (CAC)6 18 132727800 132727817 CCACCAGCCCTGTTATTCAT CGAAGAGGTCCTTGAGCTTG 211

Ai04B30724 Araip.B04 30724 c (A)10g(A)13 24 132728212 132728235 GCGACCGATGTTAGTGACAA AAATAAAAATGCGCCAAACG 273

Ai04B30731 Araip.B04 30731 p2 (TA)6 12 132751665 132751676 GCAAATGACCACAGCAAAGA CATCTTCAAAGTGGAACTGGC 272

Ai04B30738 Araip.B04 30738 p2 (TA)7 14 132771799 132771812 TTCTTTCATCCTGTGTTTGGA TTTCTTCTTCCCAAATCACTCAA 117

Ai04B30742 Araip.B04 30742 p2 (AT)10 20 132783532 132783551 TGCTTTTCTTTCTTTCTTCTTTTT ATCTCCAACGTGTTCGTCCT 158

Ai04B30746 Araip.B04 30746 p3 (TTC)5 15 132796805 132796819 CGTCGTTCTCCTCTATTCGC CGGTGGCCTCCTTTTACTTT 259

Ai04B30747 Araip.B04 30747 p3 (TCT)5 15 132797129 132797143 CATAAAGGCTACCGAACCGA ATTTTCTGGGTCCGTCACTG 179

Ai04B30751 Araip.B04 30751 c (A)11tctct(TTC)5aactttg(TTC)5aacaaatcacaaaaataaaaactaatacaaaatatcac(A)10101 132810870 132810970 TCGAAACTTTAAAACAACGTCA TGCTGTTTAGGTTGATTGATGC 238

Ai04B30753 Araip.B04 30753 p2 (TA)9 18 132821196 132821213 GCATGAATCTAGCTTTAATCACTCA TTGAGTACAGCTTAGCATTAGCA 225

Ai04B30755 Araip.B04 30755 p3 (ATT)16 48 132824305 132824352 TGGATCTTTAGAAGAATAGCCACA TCCGAAATTTATATGGATTGATATTG 267

Ai04B30759 Araip.B04 30759 p3 (TCA)6 18 132837851 132837868 CCCATGGCATTCTCCTCTTA TTGCCAGAAGCATTGAGATG 279

Ai04B30760 Araip.B04 30760 p2 (AT)7 14 132841789 132841802 TCACCATATGAAGAGTAGCATAACA TCTGTCCAAATGTCTCCGTT 280

Ai04B30764 Araip.B04 30764 p4 (ATTA)5 20 132845142 132845161 TTTTTCCCCTTACAATGACTTTTT TGGGCTTGCAATTTGAGTAA 185
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Ai04B30769 Araip.B04 30769 c (A)11taaacctggttcctgataattacttcgaaaggacaacgaggcctttgtgccaaaaaaagtcaatattttttttgatacaaggactaatcagtcc(A)10115 132855640 132855754 TTCAGCAATTGACCAATCCA TGAATAGCTCATCCGATCCC 251

Ai04B30777 Araip.B04 30777 p3 (ATG)5 15 132875487 132875501 GGAGCGACAACACCCTTTTA AGATTGTTGCTGGTGCCAAT 116

Ai04B30778 Araip.B04 30778 p3 (AAT)6 18 132877576 132877593 AATGTACTCATTGAATTAGCATACCA CCAGAGACACAAAATCAACTGTG 272

Ai04B30781 Araip.B04 30781 p2 (CA)7 14 132884122 132884135 CACCACACCCAACAGCTACTT TGTGTTGGAATTTGCATGGT 177

Ai04B30782 Araip.B04 30782 p3 (ACT)6 18 132884341 132884358 ACCATGCAAATTCCAACACA GTGGTGGTGATGGTGATTGA 165

Ai04B30785 Araip.B04 30785 p3 (AAT)6 18 132900698 132900715 CCAATTGTTGAGTTTGCAGC TTTCAATTCAATCATCATCAACAA 193

Ai04B30791 Araip.B04 30791 p2 (AT)6 12 132918662 132918673 TCACTCATTTAATTCTTCTCAAAATC TTTTGAGCATATAACTTTGTTTAGGTT 151

Ai04B30794 Araip.B04 30794 p3 (TGA)8 24 132923266 132923289 GAGGCACTCTTCGTTGAAGG TTTGGCCAGAGCAAGAAAGT 105

Ai04B30795 Araip.B04 30795 p3 (CCA)5 15 132924452 132924466 CCATTGATGGGGATAAAACG TGTTACGCACCCCTCTCTCT 248

Ai04B30796 Araip.B04 30796 c (GA)20ggggtgcgtaacaactggtactgcataacactagtaagtgagtgagtgtagttgatgatggagatggtggg(GA)21153 132924612 132924764 GGATCAAGAGGAGACAGGGA TTTCCTTCTTATCCTACGCACC 262

Ai04B30799 Araip.B04 30799 p2 (AT)8 16 132929114 132929129 CCCGTATTAAAAGCAGGCAA CGCACATATGACAAATGCAG 192

Ai04B30802 Araip.B04 30802 p3 (ATA)5 15 132932237 132932251 CCCTAATGCCCTTAGCATGA CTCGTCAAGGAAATCTTGCAT 116

Ai04B30803 Araip.B04 30803 c (TTTA)5tttttggccaaggggatgtttgtatattaggacctgcagcataatgcttactacccactaggattcttcttagaagatatattcttgtt(A)12121 132932746 132932866 ACGACGTTGTCTCCATTGAA TTTCATCTAACGGCTCTCAGC 266

Ai04B30807 Araip.B04 30807 c (ATG)6agtcttattattcagtggaggcttttgatgataaatgtttgttggagcaacaatagattg(AGA)593 132934745 132934837 GAAGATTGAGGCCAAACCAA CCAACACCACCAAGAGGAAT 248

Ai04B30808 Araip.B04 30808 c (T)10gtgggaaacaaactcttgtatgggaattgaagcctataatggcaaaatctaagacaagaaaatgaggaactttcagcagt(A)19109 132935510 132935618 GGGTGCTGCTCAACAGGTAT TGGCCCCATTTAAATCCTTC 263

Ai04B30809 Araip.B04 30809 p2 (AG)8 16 132936581 132936596 GATTCGTGGCAGTAGCAACC ATAACAGTACGCACACGCCA 188

Ai04B30816 Araip.B04 30816 p3 (TCT)6 18 132942365 132942382 AATTCCATTGTTCCCACACG AAATTCAAGGTCTTGGCCCT 218

Ai04B30819 Araip.B04 30819 p3 (CTT)7 21 132945469 132945489 ATTTTGGCGGTTGTTCACTC AGAGGTGAGCGCGATAAATG 264

Ai04B30820 Araip.B04 30820 p2 (TC)6 12 132948837 132948848 CCCAACTGGGAACTCAAGAA ATCGCGCAAATTGCTAAAGT 175

Ai04B30821 Araip.B04 30821 p2 (AC)12 24 132949529 132949552 GCTTGCATTCTCACTTGTGG CAAGACATTCCTTGATTTCTTGC 179

Ai04B30823 Araip.B04 30823 p2 (TA)7 14 132954155 132954168 TGAAACACCGGAACATTCAA GAGGCCGTTTAAACTGTTGG 155

Ai04B30824 Araip.B04 30824 p2 (TA)7 14 132957053 132957066 ACTATTGCAGTGCCGTTTCC AAACTCTGATGAACCGCACC 249

Ai04B30830 Araip.B04 30830 p4 (ATTA)6 24 132962421 132962444 TGTTTGCAGTATGCAGTTGAGA CCATCCATCCATGCATCC 173

Ai04B30833 Araip.B04 30833 c (T)13ctttaccatctattatcttttttgtgttgtattgttctctttataagtgttttggatatatttttatagatttgaaatgaagatataac(A)10112 133003229 133003340 TCCCACCTCTATCCTCTCCC GAAAATGCTCTGCAACATAGAAAA 255

Ai04B30836 Araip.B04 30836 c (T)14aagaaatttaaatctaaaatctaaatct(A)10ttaatctttttgtgg(T)11gtgatgttttactcctctttattggtgttttgcatatatttttacaggtttagaataaagatacaataagaaa(T)10161 133008350 133008510 TTGCTCCTTTCAGTCGTCCT TTTTTCAAATAGATCCGAAAGC 278

Ai04B30839 Araip.B04 30839 p2 (AT)7 14 133013714 133013727 CGGGTAAAGTTTTAAATTTGGATG CAGATGTACACGCACGCAC 261

Ai04B30843 Araip.B04 30843 p2 (CT)6 12 133021355 133021366 GACGGTCCGATTTCAACATT TCTCCCCCTCTTTCCTTTGT 259

Ai04B30844 Araip.B04 30844 p3 (TGA)5 15 133021604 133021618 GTGGCGAAAAACACCTTTGT TCCGTCGAAAGTTAGTGGCT 267

Ai04B30847 Araip.B04 30847 p2 (TC)7 14 133025864 133025877 GCGTCAGTAACTGCGAATGA AGTGTTTGTGAGCTTTGGGG 246

Ai04B30848 Araip.B04 30848 p2 (CT)9 18 133025988 133026005 AATTCCAAATTCCCCAAAGC TTCTCCTTTTGCGACGACTT 217

Ai04B30852 Araip.B04 30852 p2 (AG)8 16 133036081 133036096 ACACATTTTGTGCAAAACCCT AGCCTCTTAGCACAGGTCCA 100

Ai04B30853 Araip.B04 30853 p3 (TTC)6 18 133036246 133036263 TGGACCTGTGCTAAGAGGCT CGTATCTTCCACGAGCTTCC 215

Ai04B30854 Araip.B04 30854 c (A)14tacaaaataaaaaat(A)1039 133036650 133036688 CGCACCAAACAAGATAAGGG CTCCCTTCCATAAACACCCC 272

Ai04B30858 Araip.B04 30858 p2 (AG)13 26 133049781 133049806 GGGAGTCGCGAATTATTCAA ACAAAATCCAAATGGCCAAA 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B30859 Araip.B04 30859 p3 (ATT)6 18 133056650 133056667 CCCAACGTTTCTCTCCGTTA CCCCAATTTATTTTCCAGCA 156

Ai04B30862 Araip.B04 30862 p2 (TC)6 12 133058941 133058952 TTCTTGGTTTGGAGGACACC TGCATCACAGCTAACCATCA 254

Ai04B30864 Araip.B04 30864 p3 (TAA)5 15 133063955 133063969 TGACCAAAATGCAAGCCATA TGCCGAATTTGTCCCTTATC 201

Ai04B30867 Araip.B04 30867 p2 (AT)9 18 133066372 133066389 GCGGAACAAAAGATCAGGAA CGACTGTACCTGAGTTTTCAATG 205

Ai04B30870 Araip.B04 30870 p2 (AG)6 12 133075076 133075087 TGAGTCACCAGTCCGAGTTG TTCTTAACGGGAACCACCTG 253

Ai04B30873 Araip.B04 30873 p2 (AC)7 14 133079735 133079748 TCCCTAGGAATAAGGGAGCA TGGTTTGATGGGATTGGTTT 183

Ai04B30874 Araip.B04 30874 p3 (CAT)6 18 133086339 133086356 GTGAGCCGTGAAAATGTGAG GATGCAGGAGAAAATCCCAA 245

Ai04B30879 Araip.B04 30879 p3 (TAG)6 18 133098296 133098313 CAACACATGATCACAACTCGC GTTTGTTTGAAGCCCTTGGA 156

Ai04B30885 Araip.B04 30885 p2 (TA)6 12 133106907 133106918 AGCATCCACAATGGACTTTTT ATATCAGCTTTTGGGGGTCT 249

Ai04B30889 Araip.B04 30889 p3 (AAT)8 24 133110632 133110655 TTTTTGGTTCATGAGAACATGG CTCTGCCCCTGCATGTAGTT 269

Ai04B30890 Araip.B04 30890 p2 (CT)7 14 133112419 133112432 CCAATTTGCACAATGCCATA CCACTGCCCACATCAAATCT 269

Ai04B30892 Araip.B04 30892 p3 (TCT)5 15 133120459 133120473 CTGCATGTTTTCACTGCACC GAGAAGGCAAGAAACGAAAGAA 232

Ai04B30893 Araip.B04 30893 p3 (TCT)5 15 133120595 133120609 CTGCATGTTTTCACTGCACC GAGAAGGCAAGAAACGAAAGAA 232

Ai04B30894 Araip.B04 30894 p2 (AT)10 20 133124658 133124677 CATGAATTTTGGAGTTCTGATAAAA TGCTGTCAACTCCTTGATCATT 274

Ai04B30895 Araip.B04 30895 p2 (AT)6 12 133125220 133125231 CGGACAAATCAGTTTATCCAAA ATTAATGGTCCGTTTGACGC 222

Ai04B30900 Araip.B04 30900 p2 (CT)6 12 133146105 133146116 GCAACAGAGCTTTCCACACA TTTTGGCGTAGGAGAGCATT 226

Ai04B30901 Araip.B04 30901 p2 (TA)7 14 133146397 133146410 ATGCTCTCCTACGCCAAAAA TGTGCAGCTGGATAAACTTCA 266

Ai04B30903 Araip.B04 30903 p3 (GGA)5 15 133151796 133151810 TACTGCTTGCGAACCTCCTT CGTCACGCTCTCTTCCGT 230

Ai04B30904 Araip.B04 30904 p3 (TTA)5 15 133152918 133152932 TACCCCATCAACCCACATTT TGACTCGTTATGGATACGACCTT 267

Ai04B30905 Araip.B04 30905 p2 (TA)10 20 133158774 133158793 GCAGAGTCAATCGCAGCATA GGGTGCTAATTTCGGTTTAGG 267

Ai04B30911 Araip.B04 30911 p3 (AAT)5 15 133171566 133171580 TGCGTGTTTGTGTGTCTGAA CGCATTGAGACAAAGGTGTG 234

Ai04B30912 Araip.B04 30912 p3 (AAT)6 18 133175394 133175411 TGCTTGCTGTTGGAGCTAGA TTGGGATTGGTTTGGACATT 267

Ai04B30914 Araip.B04 30914 p6 (AACAAT)12 72 133177461 133177532 GCCAACAGCTTATCTCTGCC CATTTTCAGGTTTTCAGCCAA 160

Ai04B30918 Araip.B04 30918 p2 (AC)6 12 133196597 133196608 GCCAATTCTCAAAAGCAACA AAGCAGAAGAGCGTTTTGGA 246

Ai04B30920 Araip.B04 30920 c (A)10tagatctcacaaacgagactgtcttgacc(A)1150 133201362 133201411 CTTTCTTGGCCCAAAACTTG CAAATGGAGGAGGTGGAAGA 273

Ai04B30921 Araip.B04 30921 p2 (TA)9 18 133203105 133203122 CCCTGCAGTTCCTTGAGAAG GCAAGTGACTCGTAAAGCTGC 266

Ai04B30922 Araip.B04 30922 p2 (GA)10 20 133207483 133207502 GGTCCACTTCCACTGTTCGT CAGTGTCGGAAGCAAGCTAA 279

Ai04B30923 Araip.B04 30923 p2 (TA)7 14 133208263 133208276 GCGTGATTTCCGTGAATCTT AGCGCCTTCATCATCAAAAT 248

Ai04B30925 Araip.B04 30925 p2 (TA)6 12 133219197 133219208 TACGCCTGTGGTTTGTTTCA TTTTGACTCCCCTTGAATGC 278

Ai04B30931 Araip.B04 30931 c (CTA)5actttctgtcacaggcagggagcagtcacagcacatattaattaattattaatagcgactaaaattaaaataaaaaataaataaaactaggg(A)10117 133235636 133235752 CTCCCTATCGCGATTCAAAA TCCCTCCTCCTCTTTCACCT 213

Ai04B30932 Araip.B04 30932 c (TC)8tatacctctctcttgctaactaccatctatttacgcaggaaaataatgattatctggaatcaaatatagagaaagattgtgtgct(GA)9119 133236038 133236156 CTGCCATCTCAACATCCTCA GCAGCGCAAGAAACACACTA 273

Ai04B30934 Araip.B04 30934 c (T)10aagactgattagtccttgtaccaaaaaaaataacattga(T)1059 133237218 133237276 TTGCAAATGACGAAAACAGG TCAAAAGACAACGAGATTTTTGAC 229

Ai04B30938 Araip.B04 30938 c (T)10aacatacatatatgtagttatttttt(A)1046 133242112 133242157 TTCACCTGAGTTTTTACCGATTT TACTTTTGCGAGTTGGCTGA 279

Ai04B30939 Araip.B04 30939 p3 (TAT)5 15 133244807 133244821 ATTTTGCAACAACACACCGA AAATCACATTATGGGCTTGATT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B30940 Araip.B04 30940 p2 (AT)7 14 133247209 133247222 TCGTTTTCTTCTTTTCGTAAGTGA AATTTTGTTTTGGGTGCAAAT 235

Ai04B30947 Araip.B04 30947 p2 (TA)6 12 133259367 133259378 TAATTATCCGATTCCGGTGC CCCGCTCCACCTTACAATAA 280

Ai04B30952 Araip.B04 30952 p2 (AT)6 12 133267230 133267241 AAGACTTGCTATGTCATTGTTGG AGTGGTGAGCTATGGTTGGG 241

Ai04B30953 Araip.B04 30953 c (AAT)14gtcgatgaaag(TAA)19110 133269112 133269221 AAAAAGTGTGTCTTCAGTCATGTAAAA ATCACAGGTTCAATCAGGGC 272

Ai04B30954 Araip.B04 30954 p2 (AT)9 18 133275544 133275561 GTGAATTCAGACCCTCCCAG GGATTGGAAAACCACTGTACTCA 279

Ai04B30955 Araip.B04 30955 p3 (AAT)7 21 133276822 133276842 CATTTTGGGCATTTAACGCT ACACCCAGCCAAGTATCCTG 173

Ai04B30959 Araip.B04 30959 p2 (GA)8 16 133296598 133296613 CCTTCAACTCTTGGTCGTTCA GTTGCATGTCTCAGATTCGC 161

Ai04B30960 Araip.B04 30960 p4 (TTTA)6 24 133299479 133299502 TAAACTAAACCCGGTGTGGC TCAATTAAGAAGTTGCGGATTC 113

Ai04B30965 Araip.B04 30965 p2 (AT)6 12 133308474 133308485 AATTCTGCTGGCTCCCTAGC TCAAAGAAAGAAAAATCCTCAACA 234

Ai04B30968 Araip.B04 30968 p4 (AGTT)5 20 133313410 133313429 CTGCACCAGGACAAATCTCA TCAGGAGCCGTCTTCTTGTT 221

Ai04B30972 Araip.B04 30972 p2 (AT)6 12 133323032 133323043 AACTGCATTCAGCCTTCTCAA CCATTAAAAGGCCAGGTCAG 269

Ai04B30975 Araip.B04 30975 p2 (TA)6 12 133327900 133327911 CAACTAACTCATTTGCATATTATAGGA ACATGGCCCATACACAATGA 102

Ai04B30978 Araip.B04 30978 p2 (TA)8 16 133338797 133338812 CATGCAGAATGCATAGGTACG TCTGTATGTGAACAATAAAAGATACCA 253

Ai04B30981 Araip.B04 30981 p2 (CA)7 14 133341682 133341695 TTTATATGACGGCAGCCAAC TGCTAGTGCATGTTTGCATGT 269

Ai04B30982 Araip.B04 30982 p2 (AT)6 12 133345307 133345318 TTTTTGTTTCTCTCAGGGTCG TTTTCAATCTCCCTCATGGC 215

Ai04B30984 Araip.B04 30984 p3 (TCT)6 18 133348321 133348338 GCGCTACTCACCATGCATTA ATCGTTTGGGTGAATTCCTG 199

Ai04B30985 Araip.B04 30985 c (AAG)5gagaaagagaaggcaagaaacgaaagaaaagaataagaagag(GAA)5cgagaaagagaaagcaagaaacgaaagaa(AAG)5aggaagaggaagaagaacgtgcagcag(GAA)5ggagaaagagaaggcaagaaacaaaagaa(AAG)6205 133348755 133348959 GAACAGAAAGAGGAAGAAGAACG AATGCGATGCAAAGTCTACG 277

Ai04B30987 Araip.B04 30987 p3 (AAT)5 15 133356232 133356246 TAATTGGTTCACCCTTCCCA AGATAAAGGGAGGCAGGCAT 172

Ai04B30988 Araip.B04 30988 p4 (ATTA)5 20 133357159 133357178 TTTTGGTTGCATCCTGTGAA AAGATGCCCAAACCAATCAG 218

Ai04B30990 Araip.B04 30990 p2 (AT)6 12 133365788 133365799 CGTTATTGGCTCCCACTTTG TGGCACCAATCAAGAGTTTTT 219

Ai04B30991 Araip.B04 30991 p4 (ATTA)5 20 133367068 133367087 GGCTATATCCGATCCGTGTG AATGCAAAAAGAATGCTAGCTG 254

Ai04B30992 Araip.B04 30992 p2 (AT)10 20 133367661 133367680 AACAGAATTGGTGGGTGGAG ATCGGTGGGGACAGAAAAG 262

Ai04B30995 Araip.B04 30995 p3 (TAT)6 18 133377980 133377997 GAGAGATAGGGGCAGCACAG GTGTGAATGCCAACAACGTC 228

Ai04B30997 Araip.B04 30997 p3 (TGC)5 15 133381928 133381942 CATCATGACAGGGTGGAATG CAACACTGCTCAAAACACACAA 275

Ai04B31000 Araip.B04 31000 p2 (AG)8 16 133394244 133394259 CAGCCACATTTGCTTTGCTA CATTGCAGGTTGATTGGATG 268

Ai04B31003 Araip.B04 31003 p3 (TTA)8 24 133401357 133401380 AAAATTTTGAGGACAGAGACAGAAA TTTTTCACCGGAACCAAAA 239

Ai04B31005 Araip.B04 31005 p2 (AT)6 12 133409308 133409319 GTTTTTGCAGGCATGTTCAA CACATGGTTAGCAGAAGCCA 245

Ai04B31006 Araip.B04 31006 p3 (AAG)5 15 133411576 133411590 ATGAGGCCACCACTGTTTTC ATCCGTCATGGTGCCTCTAC 155

Ai04B31010 Araip.B04 31010 p2 (TG)6 12 133420754 133420765 GCAGTTCTTCCCAAGTGAGC AGTGGGCAGCATGTTGAATA 258

Ai04B31011 Araip.B04 31011 p3 (AAC)5 15 133421073 133421087 CCTGGCTGGCCTAGTAAAAA TGCAGATGCTTTTTGCATTC 156

Ai04B31014 Araip.B04 31014 p2 (TC)9 18 133454503 133454520 CCGGGAAGACACAGGATTTA TCGGAGCTGAGATCGAGATT 163

Ai04B31016 Araip.B04 31016 c (T)10caatgatgcttggccaaaatctgaaattttggtttt(A)1258 133460127 133460184 GGTTGGGTTCAAGGGTTTTT TGAGCCCGATTAACTCGAAA 213

Ai04B31017 Araip.B04 31017 p3 (CCA)5 15 133461233 133461247 CTAGCAGTCCGTGTGCTCTG TGTTGAGGAGAGTGAGGGCT 204

Ai04B31019 Araip.B04 31019 p2 (AG)7 14 133468637 133468650 TGGCAGAAGATATTGCTCACC GGTCTCCTCTTCGGTTACGA 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai04B31021 Araip.B04 31021 p2 (TA)7 14 133474994 133475007 TTGGTCTTCTGTTGTCTGCG TGAGAGCAGATGATGATGCC 279

Ai04B31022 Araip.B04 31022 p3 (AAC)5 15 133476236 133476250 CGAACTCCAACCATGTTCCT CCTCCAATGAGCACAAACCT 242

Ai04B31023 Araip.B04 31023 p2 (TA)7 14 133479206 133479219 TCAGCCGCTAATGTATTTGTGT CGGTTCGGCCTTATCAAGTA 269

Ai04B31026 Araip.B04 31026 p2 (TC)6 12 133490848 133490859 AAGGGCCAGAAATCCATCTT TTTGTGCCTTGCACTCTCAC 269

Ai04B31030 Araip.B04 31030 p4 (TTTA)5 20 133496080 133496099 AGCGGTGCTCAAGTTCAAAT TCTCAACCCTCTCCAACCAG 267

Ai04B31031 Araip.B04 31031 p2 (TC)17 34 133500798 133500831 ATTTTTCAGGGGATGCACAG AGACCTCCCCAAACAGAGGT 230

Ai04B31033 Araip.B04 31033 p3 (GAA)5 15 133504660 133504674 TCAGCAGCATCAAGTGAACC TTCTTCGTCTTCGCGTTCTT 277

Ai04B31034 Araip.B04 31034 p4 (ATCC)6 24 133505782 133505805 CCCTTTGGGATTGCTGTAAA AACCCATGATGCTCTCCTTG 202

Ai04B31035 Araip.B04 31035 p3 (CAG)5 15 133505989 133506003 AAGGAGAGCATCATGGGTTG AGATCCAATTTGTTGGCGAG 277

Ai04B31036 Araip.B04 31036 p2 (TG)7 14 133507283 133507296 TTCCAAACTAGCATCCAAATGA CAACAATCACTAATGGGGGC 263

Ai04B31039 Araip.B04 31039 p2 (AT)6 12 133518446 133518457 GTGCAAAGCTAGGGCTGAGT CCTTAAAGGCAACAATAGGACC 245

Ai04B31043 Araip.B04 31043 p3 (TTA)9 27 133527156 133527182 GAGGTCAATTTGTCTTTTTCTCA TGCGTTCACATAAAATGCCA 266

Ai04B31045 Araip.B04 31045 c (AAT)22aacataagataaataaaagagg(A)1098 133537988 133538085 CAGCCAATTCTTCACTCATTTTT TTTTGTCAAACGAGTTTTATTTTCT 235

Ai04B31051 Araip.B04 31051 c (A)10gaagaagaagatagtgatgatgat(A)1145 133548646 133548690 TTTGCAGCATTATATGTTTCTTCTTC TCCTCTTCTTTATCTTCTGCTGC 192

Ai04B31052 Araip.B04 31052 p3 (GAT)5 15 133549066 133549080 TGTGTTTTTCTTCTTCTTTGTTTGA TGCAGCAAATTTCAATGTAACAC 276

Ai04B31055 Araip.B04 31055 p3 (TTC)9 27 133560258 133560284 CGTTATTCAGTTTCCAAAGCG CATGGAGGAAGAGGAGGAAG 100

Ai04B31056 Araip.B04 31056 p3 (CTT)5 15 133560760 133560774 ACACCCAAAATTCGTTGAAA CTGCACAATTTCACTGCACC 253

Ai04B31057 Araip.B04 31057 p3 (AAG)5 15 133560907 133560921 TCTCCTCCTCATCTTCTGCTTC GCACGTTCTTCTTCCTCTTCC 276

Ai05B7 Araip.B05 7 p2 (AT)18 36 26725 26760 ATGGTTCGCAAGAGAAACTAAG CGCATAGTATTGTTGAACATCAGA 279

Ai05B8 Araip.B05 8 p3 (TAT)14 42 37030 37071 CGTCTCTCATGCTCCAACAA GCACCACCCTCTTCATGATT 263

Ai05B10 Araip.B05 10 c (TTA)12(GTA)6 54 43405 43458 TGAGTCTTCTTCCCCACCAC ACACCAAGGGCAGTTTTGTC 200

Ai05B14 Araip.B05 14 c (T)10acaggtttttgggatgg(T)1037 57302 57338 TTATTTGGGGTTGTTGGCTC TGGAAAGAATTTGCTCTTTGTTC 203

Ai05B15 Araip.B05 15 c (A)10tggtgatttacaactaagaattgaatttgaaattttaaaagtggttattatagtaaactaaatcctgagtgtattaactg(TA)7104 57801 57904 TGACCCATATTATTAATGGTCTTGC CACACAGAGGGCAACTTTCA 276

Ai05B17 Araip.B05 17 p3 (ATA)5 15 59389 59403 GGAAAGCAACTTTCGTGGAT TGAAACTAGCACCGTGTGAAA 276

Ai05B20 Araip.B05 20 p2 (TA)6 12 69458 69469 CGTAGTCATCTTAGCCACCAGA CTGAGCAACGTGTCATTATTGT 280

Ai05B33 Araip.B05 33 p3 (AAG)5 15 88892 88906 CCGTCTTTGTGTTGTGTTGG TGATGGTCACGATAGACGCT 258

Ai05B41 Araip.B05 41 p3 (TAC)5 15 100124 100138 CCGTGAATGCTTGCCTTAAT CACGCAGTAAAATGGTTTGG 171

Ai05B44 Araip.B05 44 c (GA)16atttttcaagaatgaacaatatatcacagtttagt(A)1077 104478 104554 TGAGAGCAAAAGTACTTGCAACA GATGCCATCCATACCTCCAC 207

Ai05B45 Araip.B05 45 c (A)11caactaatcttgttttatcc(T)1445 104730 104774 GCCAATTCTTTCAGTGGAGG GTTGGTGTCGGTTGCTTTTT 196

Ai05B47 Araip.B05 47 p4 (AAAT)5 20 107882 107901 AAAATTGGATTATGGATTTTGTGTAA TATCCGCAAAACACAACAAA 264

Ai05B51 Araip.B05 51 p3 (ATA)7 21 112201 112221 TCCCACTCTCTTATCATTCTACTCA CACTAATGTGCTTGCAATGG 278

Ai05B53 Araip.B05 53 p2 (CT)6 12 122433 122444 AAGAGGAGGGGGTGGTGTAG AATGTCATATGCGTACCGCC 273

Ai05B54 Araip.B05 54 p3 (ATA)5 15 131077 131091 TTGGTAGCAATGACGAAAGAAA AGCTGCCAGCGAAATTAAAA 271

Ai05B65 Araip.B05 65 c (T)11caaaatggtctttctgaaattctgatatgaaaaagtatgggcaaacaatgataattgtaaacaatgtgaaaagt(A)1196 144168 144263 TTGTCTCTTCTTTCTTCTCAACTCA ATGAAATCCGTTTCCCCTTC 274
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Ai05B66 Araip.B05 66 p3 (ATG)5 15 145136 145150 TTTGTCTGGTGGTTGCTTCA CCCCTCTTTCTTTCGTGTCA 251

Ai05B70 Araip.B05 70 p3 (TAA)8 24 150608 150631 TTGGAGGTGGAAGCTTTTTG CAGGAACAAGGAAAAAGGCA 150

Ai05B74 Araip.B05 74 c (T)10ctattaaaaaaattaggtcagtctataacttaaagtaaaagtgtgaaacg(A)10taaagaaaaggtaatctctcaaattcagtacaattcaaattgcaatttt(A)15134 162324 162457 TTCCTTCATATCCCCGTAGA TCATGAAAATGGACGACTATGC 269

Ai05B78 Araip.B05 78 c (AT)10tgaaaagacaattttatccttatattataaaatatattaaaaaaaagtaaaagggtgatatcaaaaataaagagagaaaattaaa(T)10a(T)10126 176069 176194 TTACCCCAAACGTTGGAGAC AAAAGGAATGGATCCACCAA 246

Ai05B87 Araip.B05 87 p2 (CT)10 20 196311 196330 TCAAAACCCCTTTCGACAAA GGTCATAACCCGTTCCTCCT 228

Ai05B88 Araip.B05 88 p3 (AAC)6 18 196580 196597 ATGTTGGTGGTTCAACCCAT TAAGGTCCTCCTCCTCCTGG 263

Ai05B89 Araip.B05 89 p2 (TC)9 18 197300 197317 ACGCTTTCAGGTTCCCCTAT CCCTCCTATGAAACAAGGCA 266

Ai05B91 Araip.B05 91 c (A)10tagtgataaggacaatttagaccggaacaatacaaaaaaaaatattttccattctatcatgcattatttgtcattagagag(A)13104 201220 201323 TTTGCATGAATGGAAAATGC TTGTTTGGGGTATGTGCTGA 279

Ai05B93 Araip.B05 93 p3 (TTC)7 21 206643 206663 TCTCCTCTCACCATCATCCC TGAATGACTGCCTCTGATGG 278

Ai05B94 Araip.B05 94 p2 (AT)8 16 208114 208129 TGCAATCACTGAGAATTTGGA AGATGGTGAACCAAACAATGC 261

Ai05B95 Araip.B05 95 c (AGA)5(GAA)6 33 208695 208727 AGGAAGAGAAGGAGGAACGC CCCAACACACACGAAACACT 164

Ai05B98 Araip.B05 98 p4 (TATT)6 24 213742 213765 TGGGGTTCAAATTAAATGGG CCGTATTGAAATCGAAGTGC 258

Ai05B101 Araip.B05 101 p4 (TTAT)5 20 216743 216762 GCAGATATGCAGATCGAATCC TGATTGATTGGGTAAGGTTTATTTT 277

Ai05B103 Araip.B05 103 p3 (CAT)6 18 219682 219699 GCTCTTTTTCCCTTTCCACC GAAGGGTCAATGGCTGAGAA 271

Ai05B105 Araip.B05 105 c (T)10aaagtttaacacaataaaatagatataaaaaacaaataaaaacaaattg(A)1069 222713 222781 TTTGGCAACAAAAATCCAAA TTGGAGATAACTGAAATTTTTATTCAC 264

Ai05B106 Araip.B05 106 c (T)10cttctttcactttttactttttcttggtattttttttcgttattgtcattattaatatc(T)1079 231292 231370 CGCATTTCAACCCAGTTTTT TCCAAACATGGAACATTGAAA 255

Ai05B111 Araip.B05 111 c (CTT)5tttcatcatcatc(T)1038 242522 242559 TTCAAAACTCTTTTTCTCCCTCC AAAAATATTTCCTTCAATGCTGC 275

Ai05B112 Araip.B05 112 c (TCA)5ccatcttcttctttttttcttattcatctttttctttttgttttaccttctcaagtttcttcttgttttactctcttaacaataataaaaac(A)10117 242927 243043 TTCGGTGTACGTGTGCTGAT TCTTCCAGGTAATTTTGCAGC 253

Ai05B113 Araip.B05 113 p2 (TA)9 18 244332 244349 CTCCACATAAGAGGCGCATA GGACTTACAAAGACCCGCAA 230

Ai05B114 Araip.B05 114 p2 (AT)7 14 244526 244539 CCTGTGGTGTGGATAGCTCA GACGGAACAGGAAATTGAGG 254

Ai05B123 Araip.B05 123 p3 (CTC)5 15 258722 258736 GGGTTTCAGGGAGTCGTGTA CGCATGGTAGTGGGAGTGTA 260

Ai05B128 Araip.B05 128 p3 (GGA)6 18 270628 270645 GAGCTGGAGGAGGGAGTACC AAATTCCCAAACATGAACGC 240

Ai05B130 Araip.B05 130 c (TTG)6tcagaacatctaagttttatatc(A)1051 291089 291139 CGTTTGATTCATGTAGCCGA TCCAAACCTTGCAGGTTGAT 198

Ai05B133 Araip.B05 133 p2 (CT)9 18 300372 300389 CATTCAGCCTCTGATTGCCT TTACACCCCAAGCTAGCACC 269

Ai05B143 Araip.B05 143 p3 (TTA)5 15 323723 323737 ATCAGCCAAATGTCTCTGGA TGAGGGACACGTTAAAATCAAA 279

Ai05B148 Araip.B05 148 p2 (AT)6 12 338833 338844 TATGCTATGGCATCCAGCAA TCAGCTGGTCCATCACTGAG 218

Ai05B152 Araip.B05 152 c (A)15ctattattattcatatacatatacatatatatttggttgtcttattttagtatttaagaaaatagtgtttaataatacatttaaag(T)10111 341278 341388 CGTTGGATAATTCGATCTGGA CCACTTGTTATGTTAAGCTCCTTTC 182

Ai05B157 Araip.B05 157 c (TAA)5tacatttcaaacttcaaagggacgctttcagtcttagaaatcagcacctttgagttgttatttttagcttc(T)1197 354585 354681 TGTCGCTTTTCCCTATTGGA GTGCCTTTTGGAGTTTGGAA 266

Ai05B162 Araip.B05 162 p4 (CCTT)5 20 367059 367078 GTGTCCATGTGACCCTCCTT AGGAGAAAGCAAACCCCTTC 226

Ai05B163 Araip.B05 163 c (T)10ccggtggaacaggtagattagcgttataattttcttttggttatgctatttttctttctcaagatttttattaccgttatatac(T)10actggaagattctgtgatgttattg(TTA)5144 367733 367876 AGCTTCATTTCACTTTTGTTTCTT CGCAACTCAAGTTACACCGA 240

Ai05B164 Araip.B05 164 p2 (TA)8 16 371976 371991 TCAGGCTAAGAAGGCCAAAA GAGAGGAGAGAGGGTGGACA 246

Ai05B166 Araip.B05 166 p6 (CTCTTG)5 30 384225 384254 CGCAGCTTCGACAGAGAATA CCTTGCAGGGCAAGTTAGAG 238

Ai05B172 Araip.B05 172 c (A)12caaaagaaagtgggataagaaagtcaaatcgaagccaagattctttagtgcctttactcaatgctttggaaaataattttcgagtaatattagggagac(A)11122 391782 391903 TAATTTTCGCACTTGGTCCC TTTAACATTCATTAATTGTTGCGA 270

Ai05B174 Araip.B05 174 c (TTCT)5ttttctc(T)15gggtccannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttc(T)11104 394278 394381 CACTGAGTCACCGCATTGTC GGGAATTCACCCTCACTCAA 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B175 Araip.B05 175 c (T)11gtagtatctttt(A)1033 394930 394962 TGCTTCTGTTGCATTCATGTT GAGAGTGGACAGCCAGTGGT 257

Ai05B178 Araip.B05 178 p2 (AT)6 12 402818 402829 AGCTTAAGTTCGGCTCACCA TCGAGCTTGAGCTTGGATAA 250

Ai05B181 Araip.B05 181 c (T)11aatataaattattcttttatccaaatttgatggacaacgaacgtatagcttacac(T)1177 408633 408709 TGTCATTCAACTGAGAAACAAAAA AATTAAAAAGGTGATGAGTTGCTAA 237

Ai05B183 Araip.B05 183 c (T)13aaatacatt(A)1032 409452 409483 GCCATGTGGGTTTAATGCTC AGCAAAGTTCGCACCATTTT 150

Ai05B184 Araip.B05 184 p6 (GAAGGA)5 30 414286 414315 CCGTGAAGTTGAGAAGGCTC TTCTCCTTCTCCTTCTCCTCC 273

Ai05B185 Araip.B05 185 p2 (TA)6 12 416547 416558 GGATGGAGAATTTCATGTTGC GCCTACTTCAGCCCAATTTC 275

Ai05B187 Araip.B05 187 p5 (TCTAT)5 25 419421 419445 CGGATTGAGAGATTGGGAAA TTTCCCTCGAGAACGAGAAA 272

Ai05B191 Araip.B05 191 p3 (TGG)5 15 422509 422523 TCTTGCTATATTGGGCCGAG TGGACTGTGCTCACTCCTTG 194

Ai05B193 Araip.B05 193 p3 (TTA)7 21 430877 430897 AAAATTCCCATTGATTCTGGG ATGTTCACCAGCACAAACCA 267

Ai05B198 Araip.B05 198 c (T)11aaatatgtcttctgtctcctttggttttttaaacaaaaataaaaatatattaattgaagaaagtagaaa(AT)692 433563 433654 TCTGTTTTTCACTTTGCACCA TCTCATTTTTCTCCTTAGGTTTTCA 272

Ai05B203 Araip.B05 203 p2 (TA)6 12 438081 438092 TTGGTCCCAGTCCCAATCTA ATTGAAAAGCCAATGCAACC 135

Ai05B205 Araip.B05 205 p2 (TA)6 12 446872 446883 GAAACCGCCTCATGCACTAT TTGTCACCCATCTCATCATCA 129

Ai05B206 Araip.B05 206 p3 (AAT)5 15 447056 447070 TGATGATGAGATGGGTGACAA TTCTGCACTGCACACACGTA 239

Ai05B212 Araip.B05 212 p2 (TA)6 12 455252 455263 TTTTCATCACTAATCCGATCCTT TGTCTGAAGTTATTTTTATACGCTCC 269

Ai05B215 Araip.B05 215 c (T)10catttttgttcacattttcttac(CT)849 459007 459055 TTCACCGCAGAGCCTAAAGT TTCGGTTTCAGTTCTGAGGG 223

Ai05B217 Araip.B05 217 p2 (CT)7 14 460719 460732 TGATTTCAGACACCGATGGA GTGCACAGTATCATCCCCCT 229

Ai05B218 Araip.B05 218 p3 (AGT)5 15 461052 461066 GGACACCTGGGTTTCTTTCA AGACAGGGAAATCAGAGGCA 277

Ai05B219 Araip.B05 219 c (AG)10(A)10gaaagt(A)1349 462042 462090 AGGGTGGGGTACATGGATCT TCCTATGCTTGCCAAAATGC 237

Ai05B226 Araip.B05 226 p3 (ATA)14 42 480475 480516 CAGACAATAGGGTACGTGTCCA CTTACGTGTCACATGGTCGAA 253

Ai05B238 Araip.B05 238 p3 (TTC)6 18 507778 507795 TTCTCCCTCCTCCGATTCTT TGAGGTTGTGTAGCGTGAGC 158

Ai05B239 Araip.B05 239 p3 (CTT)5 15 507967 507981 GCTCACGCTACACAACCTCA GGACCTCATTGGAGAAGCAA 279

Ai05B242 Araip.B05 242 c (CAA)10(CAG)6 48 510128 510175 ACAGCAGATGCAACAACAGC AGGTGTAGACATTGCCCGTC 199

Ai05B246 Araip.B05 246 p3 (TCA)5 15 513801 513815 GCCTAATTTGATTCTACTTTAATTTGC TGATTATTGTGAAATATGCAAGCC 246

Ai05B250 Araip.B05 250 p2 (CT)6 12 523140 523151 TTGAGTCACATCAAACCCGA ATTGCGGCACTCCTATAACG 231

Ai05B252 Araip.B05 252 p3 (ACC)5 15 528568 528582 CAAGACTCAACCTCCGCTTC ACTGAGTCCTCGCAGTGGAT 242

Ai05B255 Araip.B05 255 p2 (AG)6 12 540968 540979 GCCGTGATTTGAGGACAGTT AAAGCTTGAAGCCAGCAAAG 275

Ai05B260 Araip.B05 260 p3 (CAA)6 18 547746 547763 TCTTGCATGAAAAGAAATCACAA TCCATGCGGCTTTTACCTAC 238

Ai05B261 Araip.B05 261 p2 (TA)8 16 551078 551093 GAAACATTAAAACACAGCCGAA ACAACTGCAAGCAAGAACCC 205

Ai05B263 Araip.B05 263 p2 (AG)6 12 553703 553714 TTCAGACAGCACCGAATCAC AGCAGAACTTGTTAGCCCGA 268

Ai05B264 Araip.B05 264 p2 (CT)9 18 553829 553846 CGTGTAGTTGCCATTGATGC AGCAGAACTTGTTAGCCCGA 118

Ai05B266 Araip.B05 266 p3 (CGC)5 15 555699 555713 GTGTAGGATTCACCGAGGGA CAACAAAAAGACGTTGCTGG 169

Ai05B267 Araip.B05 267 p3 (CCA)5 15 556467 556481 TTGTGTTTGGTGAATCGCAT ACATCAATTTGCCAATTCCC 223

Ai05B269 Araip.B05 269 c (T)10gcgaaagatttttttagaagaactcatgcatctaacaaaaaaaaagataaaaaataaattatcattttttaatcgttaagacgtgaattgtctaaatt(A)10118 559472 559589 CAAGCTAACGTCACCTGTAAAGA GTTGTTTTGTTTCCTCCGCT 252

Ai05B270 Araip.B05 270 c (AG)6gtggacactggtggctgactggctggattcccgtgagac(ATT)15tcaacaaactatatcaacaagcttannnnnnnnnataataat(AATA)5158 561485 561642 AAGAAACATGTAGAGAGAGAGAAAGAG CAAACACGTTCATTATTCACATTTA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B274 Araip.B05 274 p4 (CATG)5 20 566914 566933 TGCCACAACAAATAAATGCAA AGCTGTCCACAACAACCAAA 272

Ai05B281 Araip.B05 281 c (TA)6gagag(AC)8 33 577552 577584 ACCCTCCGATACCACTACCG CTCGTGCCTCTCATTGGTTT 227

Ai05B284 Araip.B05 284 p3 (CAA)6 18 580454 580471 GCAGAACCTGAAGCTGAACC TGAATTGTTGAAAGTTGCTGC 213

Ai05B291 Araip.B05 291 c (CTT)5tgtttcattttcgttctcctcctcctactcccaaatttatacacataggttcttcttcttttccaatgttgcgtcttcttc(T)10106 592416 592521 GCAAAATATTTAACCAAGAACCAA TTGGTGTTATTGGTGATGACG 207

Ai05B292 Araip.B05 292 p3 (TAA)5 15 594296 594310 ATTGCCGAGTGATGTGTCAA TGGCCTAATAAGGGAGACGA 263

Ai05B295 Araip.B05 295 p3 (TAA)5 15 598953 598967 TCCCACAATCCATATTGCCT CGTGAAGAGACGCGTTAAAA 122

Ai05B299 Araip.B05 299 c (GT)6gagagtgagagagagaaaaggcaactcaagaaacaactttaacttctctatgatatagccacgttttgtagagtgcctttttcaattttcaa(T)10114 604579 604692 TGGAACTTCAAAGGACCTTCA ATTGTGCCCACATTTGGAAT 251

Ai05B306 Araip.B05 306 p2 (TA)6 12 622637 622648 CTGACCTCATCGCTCCTTGT CTGTTGGGGGAAGAACAGAA 149

Ai05B310 Araip.B05 310 p3 (ATT)9 27 627361 627387 TCCATCGATTGATATTAAATGTCTT TCACTCTCTTATCATTCCACTTATCA 252

Ai05B313 Araip.B05 313 p2 (AT)12 24 643249 643272 AATCCAACCCCACACAAGAA GAGGTTGTGAGTTCGAGTCTCC 188

Ai05B317 Araip.B05 317 p2 (GA)6 12 657232 657243 CGCGATTCTGGTTCGTTTAT AACAGTGCGTCATGTTTTGC 249

Ai05B322 Araip.B05 322 p3 (TGC)5 15 662618 662632 TGCTTCTCCATCTCCATCCT CTTCTTGCTGCTTCCCAATC 135

Ai05B323 Araip.B05 323 p3 (GAA)7 21 662737 662757 GATTGGGAAGCAGCAAGAAG GGACAAAGATCTCAGCAGCA 106

Ai05B331 Araip.B05 331 c (TA)6tggtccaaaacctgaccatatatttcactactttgctcttgaagattttattacatgcttt(TA)1093 667481 667573 AAAACTGTGAAACTTTGTGTACGA CCATATTTCATAGTATGGTACGGA 280

Ai05B333 Araip.B05 333 p2 (AC)7 14 670324 670337 ATCATCAAGAGCCACCAACC GCCTGCACTGAAGAGAGGAC 224

Ai05B338 Araip.B05 338 p3 (TTC)7 21 676785 676805 GCCCCAAACAATTCTCAAAA CTGAGGAGAGTTCGGATTGC 268

Ai05B347 Araip.B05 347 p3 (TTG)5 15 707901 707915 CTATGCGCCTCTCTACCCAG GCTAATTTCTTACACCCTCAACG 268

Ai05B353 Araip.B05 353 c (A)10caaaaacatcttaaaataaaattggaaccc(A)1555 725222 725276 GAGAGTTCAGACCCAAAGCAA TTTTAGGAGCAAAAGTGGTGG 272

Ai05B356 Araip.B05 356 p3 (ATT)22 66 727524 727589 AATTCCGAGCAAGTTGGATG AGCTCATGGCTAAAGATGCC 251

Ai05B357 Araip.B05 357 p2 (AT)10 20 729592 729611 GCAAGTTATGACTGTTTTTGGC TTGGCAAGTGAGTTCTGTGG 138

Ai05B362 Araip.B05 362 p2 (AT)6 12 740997 741008 TCATAATAAACTTTTTCCCATAAGAGT TGCTTTTTGAGACCCCTCTG 280

Ai05B363 Araip.B05 363 p2 (TA)9 18 742484 742501 TCCATTGATCTCTAATTATCCATTGTA GCACTAGGCCCACAACTGA 276

Ai05B366 Araip.B05 366 p2 (TA)8 16 744306 744321 CACCAAGATGGAAAGGAGGA TTTGACGTTTTCTAAGCCAAAA 256

Ai05B367 Araip.B05 367 c (TTG)5tacttagaaagttaaataagatgttcaataattatattattaataaatagtattgaatgttaataattattaataatgttattcaccagtgataa(T)10120 744864 744983 AGATGTGCTCTTAAAGCATAGGTTA CCTCGAAAACTTTGACCCAC 271

Ai05B370 Araip.B05 370 p2 (AG)7 14 745700 745713 TTTTCCATTATTTCGGTGAAAA AAAGGCAATGACACGAATGG 215

Ai05B372 Araip.B05 372 c (ACA)6accaccctttggtg(GAA)547 746527 746573 CAATCCCACCAGAGCTTCAT CACTACAGCTGGCACCTCAA 209

Ai05B376 Araip.B05 376 p3 (ATT)18 54 752826 752879 TGATGAAAGACAAACGGCAA TTCCACTCCACATTCCACAA 277

Ai05B378 Araip.B05 378 p2 (GA)8 16 756024 756039 TGGGGAAGAAGAACAAGTCAA AACCACCCCTACGGATTTTC 278

Ai05B380 Araip.B05 380 p2 (TA)7 14 761915 761928 TTGTCCCAATGGTAGCAACA AAGTTCAATTTCCCACACGC 276

Ai05B384 Araip.B05 384 p2 (AT)6 12 768194 768205 ATAATCAGTTTTGTGCGGGG CATAGCACCTACTTGCCCTTTT 280

Ai05B385 Araip.B05 385 p2 (TA)7 14 769052 769065 TGGGTAGAAACGGGATTTTT ACGAGTTTTAGCGGGACAGA 208

Ai05B387 Araip.B05 387 p3 (TAT)6 18 770684 770701 GCTTCCACTTATTGTGCCGT TCTATTCATACTGACCTCTAATGCC 101

Ai05B390 Araip.B05 390 p2 (CT)23 46 774795 774840 AATTGCCGGTTTGGACTATG CGACGCGAGGTAAAGCTTAG 201

Ai05B391 Araip.B05 391 p2 (TG)9 18 774999 775016 GCAACCAGACCTTGTTTCGT CCGAATCATCACCCAAAAAC 176
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Ai05B398 Araip.B05 398 p2 (AC)6 12 787862 787873 CACTTCACATCACAACACACG TTGAGCATCTTGGTGAAACG 124

Ai05B399 Araip.B05 399 p2 (TA)6 12 790382 790393 AACTGACCACTCGACCAACC TTGAGTCACCCCCATACACA 212

Ai05B404 Araip.B05 404 p3 (AAC)5 15 798838 798852 GAAGAGCGTTTTGCACATCA TGAAGTTTAGGGCTGTTGGG 265

Ai05B406 Araip.B05 406 p2 (TA)8 16 802673 802688 GTTGCGAGTTCGAGTCTCCT GCCATTGTTTCAATTATGGAGTC 232

Ai05B408 Araip.B05 408 c (A)11tcttcgttaacaaaatcatgaacatggccttttctaaatttaggagaaatccaataaattctccttttcttttatttc(T)12101 806701 806801 TTCTCTCCTTTTGTTTTTCTCTAAA TGGTAAAGTGGCAAGTCAAGTT 236

Ai05B411 Araip.B05 411 c (A)19gggggaaaaaaat(A)1143 810584 810626 GCCAAAAAGCAATAGCTCAAA AAAGGTCATCAATTTCGTTCTGA 173

Ai05B416 Araip.B05 416 p2 (TC)6 12 820532 820543 GGTGGCTGCAAAGAGGTTAG ACGGGATCTCCGTTTCTTTT 239

Ai05B417 Araip.B05 417 p2 (AT)8 16 823959 823974 AAAACTCAAAGGAACGGTGG CACGCTCTTGGAGACACATC 182

Ai05B418 Araip.B05 418 p3 (CTT)5 15 824606 824620 GAGCGTCATTACATGCATTTTT GTGCACGAAGAAGAAGGAGG 123

Ai05B421 Araip.B05 421 p3 (CAC)5 15 831276 831290 AAACTGGACCAAAGGTGGTG CCAGCTGGGGAGAGATTGTA 160

Ai05B422 Araip.B05 422 p3 (GAT)6 18 834859 834876 CCTTTGGTGTGCTACCACCT ATACCATCCTCAGTGCCAGC 210

Ai05B425 Araip.B05 425 p2 (AG)6 12 837430 837441 CGATTGCTTCTAAACGAGCC GTGGAAGAACGATTAGGGCA 225

Ai05B426 Araip.B05 426 p2 (TA)8 16 841750 841765 TTTTTAGGACACAAATTTCATCATTT TGCACTTTCAACCGACAAAA 280

Ai05B427 Araip.B05 427 c (A)10tattatttatataaataaaagatattatttatttttcattgacaaatagtttccactaaattttatatttatgaaat(A)1198 842023 842120 TGTCGGTTGAAAGTGCAATG AATGAATTTGGTGGGACGAA 193

Ai05B430 Araip.B05 430 p5 (TATTT)5 25 854929 854953 TGGGATGGTGAATGCTATGA TTGTAACTTGATGGATTTTCGC 183

Ai05B433 Araip.B05 433 p3 (AAT)5 15 873339 873353 TGCAGCAAGTAGTGATAAATCCTC GCCTCCATGGATTGGAATAA 276

Ai05B434 Araip.B05 434 p2 (AT)8 16 873937 873952 CCAAACACTTTCATCCACCA CCAGCGACAGACCCTTAAAT 266

Ai05B436 Araip.B05 436 p2 (AT)6 12 874535 874546 TTCCTCTTCCTCCTCCTCATC TTTGCAGCATTATGTGTTTCTTC 196

Ai05B438 Araip.B05 438 p4 (TAAT)5 20 875845 875864 GTTGATTTCGCCGAATTGTT TGTTTAGAGCAAAATGGCCC 276

Ai05B439 Araip.B05 439 p2 (TA)6 12 876821 876832 TTTTTGCGCTTTGTTTGTTG GGGGGTATGGCGAACTCTAT 267

Ai05B444 Araip.B05 444 c (A)11caaaactgaaagttcagaaccccgattttattgaaaaaagagaggg(A)11gaaattggaatacat(A)1093 883696 883788 TCATCACACAGTTCCTTCGG GATCACAGCTTCCACCATCA 256

Ai05B448 Araip.B05 448 p2 (TA)7 14 892826 892839 GGGCCAACCTTATCAGTTCA ATCCCATCAATCCAAACCAA 252

Ai05B449 Araip.B05 449 c (T)10aattgagttcttacaccaaaattttttttaattgggtcctacattttttttcttttatttagatttctgtaccaa(T)1398 893174 893271 TTCGCAAAATTTTTAATTAGGTCC TTGTGCGGTTTAGTGCTCTG 270

Ai05B452 Araip.B05 452 p2 (AT)8 16 894971 894986 GCGACAATGATGGAAGGAGA TTTGGTTCATGTCCGTGTTC 272

Ai05B453 Araip.B05 453 p2 (TA)6 12 896098 896109 GATTGAGTGCATTTTCTCTTTTGA TGCTGCAACTAGCACATTCC 279

Ai05B455 Araip.B05 455 c (A)12gtttccattatg(T)1135 899288 899322 TGGAGCTCAGTATTGCGACA TTCGTTGGGAATCAGAATTT 268

Ai05B460 Araip.B05 460 p3 (TCA)6 18 906958 906975 CGGTTAAGAAATTTCGATGTCA TCGTAAAATAGAAGAGGAGGAGGA 277

Ai05B463 Araip.B05 463 p5 (TATAT)5 25 919696 919720 TCTCCCCTTCTCTCTCTCCC TCTCAAATTTAATAAGAGTGTCATGTG 246

Ai05B464 Araip.B05 464 p3 (ATC)10 30 922893 922922 TCCATCAAGTTTTCGATTTGC ATGATGATGGTGGTGGAGGT 189

Ai05B465 Araip.B05 465 c (CTT)5ttt(ATC)5(T)1043 924444 924486 TCTTCTTCTTCCTCCTCTTCATC TTGCTGCAAATACAGAAAAGTG 280

Ai05B466 Araip.B05 466 p2 (TA)8 16 926788 926803 GAGCCTTGCCGAGGTAAAGT TTTTTGCTTCGTTTTGGCTT 209

Ai05B467 Araip.B05 467 p3 (GAG)5 15 927830 927844 TGGTTCTTCTTGCTGCATTG GTCAAAGCTTCAAACCCTCG 246

Ai05B468 Araip.B05 468 p2 (AG)11 22 929660 929681 GCCCATTCAGCAAATTCTGT GCACTCCAAATAAATCCCGA 214

Ai05B471 Araip.B05 471 p2 (CA)6 12 947804 947815 CGGAGTGTAATGGGAGGAAA GTGAGGGAGTGGGATCAAAA 168
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Ai05B473 Araip.B05 473 c (T)12aaaaat(A)11 29 955031 955059 CCGCATAAATGGTCATCTAAAA GCGGGTTAGCTTGTTAATTTG 254

Ai05B483 Araip.B05 483 c (A)10caaatgttatctttgat(A)1138 970121 970158 GCTTTTAATTCGCATATTTGTAGCA ACCTTATGCGATGATGGAGA 258

Ai05B484 Araip.B05 484 p3 (CCA)5 15 980333 980347 CACCAGCACCATAACCTCCT GGTGGTGGTGAATATGAGGG 280

Ai05B485 Araip.B05 485 p3 (ACC)5 15 980632 980646 CCTGGCTGTCCCTCATATTC GCATTGGAGGTGGTAGTGGT 241

Ai05B487 Araip.B05 487 p3 (ATT)13 39 981739 981777 TGCCTCTCATTTAGTTGTTTCA TTGGACATTATATTCATCATCTTATCA 280

Ai05B488 Araip.B05 488 p3 (TGG)5 15 983387 983401 TATGGTGAAGGTGGAGCACA CACTACCGCCTCCATATCCA 229

Ai05B489 Araip.B05 489 p2 (TA)6 12 987457 987468 TCATGTGCAGCATTTGTTGA TGCTGTAATTTTGGGTGCAT 140

Ai05B491 Araip.B05 491 p3 (CAA)5 15 993171 993185 GGAGTTAGACATTTTGGCGG TTGTTTCCCAACACATTCAAA 226

Ai05B492 Araip.B05 492 p4 (GATA)5 20 997924 997943 GGTGGTTTAGGCCATCACAC AATTGCCTGCAAATTAACGG 249

Ai05B496 Araip.B05 496 p2 (TA)6 12 1005583 1005594 AGCTTCCCATCACCACAAAA TGATTCTTCACGTATTTCGGA 243

Ai05B498 Araip.B05 498 p2 (TA)7 14 1009006 1009019 TATACCCCGGACAATAGCCA AATCAACCCGGTTCCTTTTT 236

Ai05B499 Araip.B05 499 c (AT)13aataactaatttgataattaatatttttgtgtagataata(T)1076 1009599 1009674 GCAAGTCTCATCAAGCCACA AGCCTCAAAGCAGCATCATT 249

Ai05B501 Araip.B05 501 p2 (TA)8 16 1013649 1013664 TCCTGCAGGTACTTGCTCCT GGTTATTTTACGGGACGGGT 224

Ai05B502 Araip.B05 502 p3 (TTA)5 15 1016260 1016274 TTGAGGCCTGACACTAAGGG GTCAAAGGGAAAGGGATGGT 251

Ai05B505 Araip.B05 505 c (A)14gactcatacaaagtcatgaaannnnnnnnntaaatactttcacttgatttc(TA)677 1019266 1019342 TAAAGCCCCCATCGTGTTAG CAACTCGTTTTCGACGTCAC 231

Ai05B506 Araip.B05 506 p3 (TTA)5 15 1021191 1021205 TGCAACTTGTCTGATACGCC TTTTTCTGCTTCTAATATATGGCA 190

Ai05B509 Araip.B05 509 p3 (TAA)7 21 1023156 1023176 ACGTGCAGTGTTGAGTTTGC GTCACTGCTGAGCCACAAAA 155

Ai05B510 Araip.B05 510 c (T)15c(T)12 28 1023336 1023363 TTTTGTGGCTCAGCAGTGAC CCCAAATAACTCTCAATTCTTGTTG 211

Ai05B512 Araip.B05 512 p2 (TA)6 12 1024635 1024646 CTTGCATGGTCCTACCCATC AACACGTGTATTCCGAAGGC 280

Ai05B517 Araip.B05 517 c (TCC)5tattggaatttcatctcttccttctttttcatccttctccttctccttctccatcac(CAT)587 1033208 1033294 TTTTGTTACCGTCGTCACCA TGTGTCTCGAATGAACCGAA 275

Ai05B519 Araip.B05 519 p2 (TA)21 42 1035867 1035908 ATTAGCCACCAAAATCAGCC GAAGTTCAAAGCCCTGCTTG 274

Ai05B521 Araip.B05 521 p3 (ATA)5 15 1044404 1044418 TTCTGGTTTCAATGTTGGTGA CGCTTGTGATGTTCTCCTCA 180

Ai05B522 Araip.B05 522 c (T)14gcgatggaacatgtgtttatcatttttgtatcctctga(T)1062 1048244 1048305 TTGGAATAATTGTTTGTGGTTG CAAACAAGTTCAAACATCACAGTTT 256

Ai05B524 Araip.B05 524 p2 (AT)7 14 1052114 1052127 TCACGAACGGAGAGTGAGAA AAAGGAGAAGAAACCCAACAAA 167

Ai05B525 Araip.B05 525 c (T)12c(A)10 23 1053307 1053329 GAGTTTTAATACGCAAAGCATCA AATGTCTGCGGGACAAAAAG 234

Ai05B527 Araip.B05 527 p2 (AT)6 12 1054801 1054812 TTAATCAAATTGCCGAAGCC GAGAGTGTGGGCTTGAAGGA 165

Ai05B529 Araip.B05 529 p3 (TAA)5 15 1055471 1055485 CGCACGAAATAATAATACGGGT CTGCAAGGGTCAAACAAGAAG 271

Ai05B530 Araip.B05 530 p3 (AAT)5 15 1056325 1056339 TCTTCTTCTTTGACAGCCGC GAAAGATCTGGACCTGGACG 276

Ai05B531 Araip.B05 531 p3 (AAT)9 27 1056599 1056625 TTTATAGCCCACCAACGACC GCCTATGCCACAACCCTTTA 256

Ai05B533 Araip.B05 533 p3 (TTA)6 18 1060596 1060613 GTTTGGCCATTCCTACAAGC TTCCATCGAAGACCAACCAT 225

Ai05B535 Araip.B05 535 p3 (TTC)5 15 1063548 1063562 TTGTCAGACTGGCCGTACAC ATTCAACCCCGCCAAAATAC 274

Ai05B541 Araip.B05 541 p3 (TTC)5 15 1076155 1076169 TCATGCCCATCTTCTGTTTG TTCTTGGGTTGCCAAGAGAT 252

Ai05B543 Araip.B05 543 c (ATT)5gttagtcttgttgtggtgggaagcatatttgtttggagcctgagaccaagtgaactgaggatgcacaaagaaatgggaaaaaggggctgatcccatcac(CAT)6132 1081992 1082123 TTTGCATGGGTTTCAATCAA TACATCAAGGAATGGCAGCA 256

Ai05B544 Araip.B05 544 p3 (TGT)5 15 1082603 1082617 GCATGAGTGAGCGAAGAACA GCAGCCATGGAAGTTCATCT 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B547 Araip.B05 547 c (CAT)5ctccttgtaactctcgcagcttctcgagtattggtga(TTC)567 1088376 1088442 AACGCAAACAAAAACAAGAACA TTGTTGCGTCAAGAAATTGG 280

Ai05B548 Araip.B05 548 p3 (GAA)6 18 1093360 1093377 GGAAAACGAGGACAAGCTGA AATGCCATTATTTCGGCAAA 257

Ai05B552 Araip.B05 552 p3 (TTA)6 18 1095508 1095525 CGCATTTTGCACAACTCAAT GCTGGTTTTTGGCTGAAACT 275

Ai05B553 Araip.B05 553 p3 (TTA)5 15 1095914 1095928 GGCATTTGGAGAGAGAAGGA TGGCAATTAACACTACCCCA 272

Ai05B554 Araip.B05 554 p3 (CTT)6 18 1096145 1096162 TTGGTTTAATTGCATTCGCA CTCTCGAGTGGACCAACACA 220

Ai05B559 Araip.B05 559 p3 (TAA)5 15 1114178 1114192 TACGCTGCTCCTGATGATTG TCTTCTTCCTCTGCTTCCCA 163

Ai05B560 Araip.B05 560 p3 (GAG)5 15 1114299 1114313 GGATCCTATGCGCACTTCAT GAGGAGAAGGGTGAAGGGAC 259

Ai05B565 Araip.B05 565 p3 (AGA)7 21 1123622 1123642 AATTGAAAAGAACGATGCGG TGTTCCCAACTTTTCCGTTC 152

Ai05B570 Araip.B05 570 p2 (AT)10 20 1129285 1129304 GGAAGCCATCACAATGGAAC CCAGTTGAAGGTTCACGGAC 242

Ai05B571 Araip.B05 571 c (A)10ctacagcaaattattaataatcaaggaagttataaatccagcttgaaccga(T)12aaatggtattaaaaaaatttaggataaaaaaatagtcagtaggtcaaaga(T)11134 1129859 1129992 ACGCACTTTGGTCAGATTCA AAGATCTTCAACTCCTTAGGTAAAAA 277

Ai05B580 Araip.B05 580 c (T)10agttgggtccctataaaattaagtcaattactactaaaagggacttaattg(A)1071 1147236 1147306 TTTTCCCTTTTATTTAGGTCCTTG GCAATTGATCAAACTCACTGGA 233

Ai05B585 Araip.B05 585 p2 (AT)6 12 1161753 1161764 TAATGCGTGAGCCATGACA AATGGCTAAGTGCTGGTCAAA 175

Ai05B587 Araip.B05 587 p2 (GA)6 12 1164368 1164379 GAGAATTTTGGTCGTGCGAA ACGATGGGCTCTGCACATA 278

Ai05B590 Araip.B05 590 p2 (AT)6 12 1172037 1172048 CCATGAATTTGTTGATGCAGA GGTGAACCCTTTGGTTGTTG 257

Ai05B594 Araip.B05 594 p2 (TA)10 20 1179250 1179269 GTTAGCAATTAGGGGTGGCA GTTAAATCCTAACCCGCCCT 279

Ai05B596 Araip.B05 596 p2 (TA)8 16 1184508 1184523 CAGCACCCATTTGTTTTATGC TGTTTCGCCCGGAATAATAG 121

Ai05B598 Araip.B05 598 c (ATG)7aaggagttgtagttgtagctgtatt(GAA)664 1191831 1191894 CGTTCTGACATTTTTGGCCT CACATCCACCACCTCCTACC 252

Ai05B599 Araip.B05 599 p3 (TAA)8 24 1192098 1192121 GGTAGGAGGTGGTGGATGTG TCTGGTGAATGAAGCCACAA 188

Ai05B609 Araip.B05 609 p3 (TGA)5 15 1209926 1209940 GTTTCAGCGAGAAAGACGCT CTCCACCGAACCCTAATTCA 142

Ai05B610 Araip.B05 610 p2 (AG)7 14 1210276 1210289 GGTGGTTCGGAAGTCTCTGA GACCGGGTTACCTTCTCCTC 227

Ai05B612 Araip.B05 612 p2 (TA)8 16 1213026 1213041 ATTGCAGGAGTCGGAACAAG AGCAATTCATTGGCCAGC 274

Ai05B615 Araip.B05 615 p3 (AAC)7 21 1215498 1215518 AACCAAAATTGCGTTTCGTC CAACATAATCATCGGCATCG 267

Ai05B616 Araip.B05 616 p2 (AT)13 26 1222608 1222633 TTGAAGGGTTACGAGATTCTCAA TGGAGGTGGCATAAAAGGAC 274

Ai05B628 Araip.B05 628 p2 (AT)7 14 1246954 1246967 TGCTCATTGTACTTCGTCATCTT CGTTTTCACTTTTCACGCAA 280

Ai05B635 Araip.B05 635 p2 (CT)14 28 1259629 1259656 AAGGCTGCTTTTTCTCTCCC GCGCGTGTATTGAAACTTGA 194

Ai05B646 Araip.B05 646 p3 (TCG)5 15 1280097 1280111 GCACCAACAAGCTCTAAGGC AATGCCGATTATCGAGTTGG 280

Ai05B650 Araip.B05 650 p2 (AG)6 12 1287864 1287875 CGAAAAACAGGAGGGATGAG TGTATCACTGTCGCCCTCTG 104

Ai05B652 Araip.B05 652 p2 (TC)6 12 1296449 1296460 TTCATTCACGCGGATTAGTG GACGACATCGGAAATGATCC 267

Ai05B655 Araip.B05 655 c (GAT)6gaaa(AAG)537 1302493 1302529 TCCAAGTAATTTTGTAGCATTATGTGT GCAAATTTGGGTGTAACACGA 279

Ai05B659 Araip.B05 659 p2 (AT)6 12 1307124 1307135 TCGGAACTAGACGCAGAATC CACGCGAACTTAAACGTCTG 264

Ai05B660 Araip.B05 660 p3 (TTC)5 15 1307840 1307854 GGCTTTTTAATGCGTTATTCA ACACCCAAAATTCGTTGCAT 223

Ai05B661 Araip.B05 661 c (AAG)7gagaaagaaggaaagaaacgaaagaaaaaaagaaggagaagac(GAA)579 1308463 1308541 CGATGAAGAAGAACGTGCAG GGCATACAAGCGATTAAGGC 224

Ai05B662 Araip.B05 662 c (T)10atttttcgtgacgaaaaatgaaaaataaataaatt(A)1055 1310058 1310112 AACCTACACTCCCCCGTTTT CAGTCCCTACCACGTGCTTT 276

Ai05B665 Araip.B05 665 p2 (TA)6 12 1311759 1311770 TTAATATGTATTTTAGGACGCATCA TATCCAAATGGGCCTAACCA 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B669 Araip.B05 669 c (CTT)5cctcc(TCT)535 1323176 1323210 TTGTTTGTCATACACGCGCT AACGAGAAGATGAACGCCAC 201

Ai05B674 Araip.B05 674 p4 (TAGT)7 28 1331468 1331495 TGCTCACATTGCAAATGGTT TACACCACCACACTCCCTGA 213

Ai05B687 Araip.B05 687 c (T)14actt(A)12 30 1358023 1358052 GTGACTCGAATCCACGACCT ATTTTTCTCCACCGGCACTT 258

Ai05B689 Araip.B05 689 p4 (TTTA)5 20 1359209 1359228 CGTTGAAGGAAGGGAGTCAA TGATCTCAACGGCATGCTTA 158

Ai05B690 Araip.B05 690 c (A)10ttttcaattactttatttagggattatcctgtg(T)1356 1360050 1360105 GTGGGGAACCTTATCATCCA CGACTGCACTTGAGTTTCCA 187

Ai05B692 Araip.B05 692 p2 (CT)6 12 1370066 1370077 GTCCCTTGCCAACTGTTTTC CCCACTTTAATTGCCCAGAA 269

Ai05B694 Araip.B05 694 c (AT)10tatttgct(A)1240 1380450 1380489 AAACAGCCCGTACTTCCAGA TCCAAGAAGCTTGTGTTTGA 211

Ai05B699 Araip.B05 699 p3 (AAT)5 15 1388823 1388837 TAGCAGCGATTTTTGTGCAT TGCATGAATTGAATTTTTGTGA 275

Ai05B701 Araip.B05 701 c (ATT)6(A)11 29 1390739 1390767 TGATGGATGGGTCCAAAAAT CCTAGGGCTCTCATGTTGCT 247

Ai05B702 Araip.B05 702 c (TC)8aaaatccccctc(CTT)5gttcttgatc(TTG)568 1392195 1392262 CCTCCACCCTTTGTTTCCTT CTTCCAGAACCCCAAATCAA 266

Ai05B703 Araip.B05 703 p3 (TCT)5 15 1392407 1392421 TTCTGGAAGAGAGCCTTGGA GGTGGCGGTGTTATTGAAGT 162

Ai05B704 Araip.B05 704 p3 (ACC)6 18 1392579 1392596 ACTTCAATAACACCGCCACC TTGGTCTAAGAAAGCCGAGC 159

Ai05B705 Araip.B05 705 p3 (ATA)6 18 1393103 1393120 TCTTCTCGAACCTTCCTTCG TGGAAAACATTGGAATTTGGA 275

Ai05B706 Araip.B05 706 p2 (TA)6 12 1393424 1393435 CAACCTCATTAACACGCCCT CCCTTCCTTGCTCACATCAT 217

Ai05B712 Araip.B05 712 p3 (ATT)6 18 1397354 1397371 ACGTGTCAGCATCAACAAGC CTTGGCATGACATGAAGGAA 243

Ai05B713 Araip.B05 713 p3 (ACC)5 15 1399796 1399810 GAATTGCAGGGAGGTGTGTT GGTTGACCAAGTGGGAGAAA 208

Ai05B720 Araip.B05 720 c (T)11atataatttctaacgagacaatggagtttgtttaattaattaaatcattgaaatttgtagaatttgatagaataagaagaatt(GA)7108 1420714 1420821 AAGCAGTAATGGGATAAACAGC GTTCTTTGTGCCCCTCATCA 220

Ai05B721 Araip.B05 721 p2 (TC)6 12 1421084 1421095 TCCTTCCCCCTTATTCAACC TTGTCACAACAATTAATAAATGCTAAA 268

Ai05B725 Araip.B05 725 p2 (AG)10 20 1424205 1424224 CGCACCGGAATTAGAATCAT CCTGCCATTTCATTTTCACC 280

Ai05B730 Araip.B05 730 p2 (TA)6 12 1428525 1428536 TTGCCAAATCATCGAGAACA TTCTCAAAGTGTTTTCTCCCC 200

Ai05B735 Araip.B05 735 p3 (TTC)5 15 1436348 1436362 TGGCACTGGTGGATGAATAA TTTTTCCTTAAAATTCTTCTCCTTTTC 166

Ai05B736 Araip.B05 736 p3 (TCA)5 15 1437525 1437539 CCCTCCTCCTCATTTCTGCT TGAATGTATGTTCATCCTTTTTCAA 210

Ai05B737 Araip.B05 737 c (CTT)5tttcatcatcatcactatcttttttc(T)1051 1438320 1438370 TTTGCGTATTTACAGCCAATTTT TTGAGAAGGTAAAACAAGAAGGAAA 250

Ai05B739 Araip.B05 739 c (T)13ggtcatggggtttgcttcctcatcagtcatctccattgttcttaaacctgattttgggcctcggcccatttccaaatccaaatt(A)10107 1443073 1443179 TTTATGAATTCTGAGGGCCG TGGCCAGTGAAACTGAGATG 259

Ai05B740 Araip.B05 740 c (T)10gtc(T)10 23 1451009 1451031 TCACAACCACCACGCTATGT TTGTTACCCCTACACTTTCCC 247

Ai05B741 Araip.B05 741 c (T)10atatttcacatcttggtaatttcaaaggttttagaaatcacaattcatggtaataaatacc(A)1586 1451500 1451585 AAACCAAGTTTTGGAGCGAA TCATTTACAGGGATGGCTGA 160

Ai05B742 Araip.B05 742 p3 (ATA)6 18 1452327 1452344 CAAAATTATTGTTCGATGTAGACTTTA CCATTCAAGGGTGAGAGATCA 217

Ai05B745 Araip.B05 745 p2 (AT)6 12 1453867 1453878 TCAAAACACCACAAATCGGA GACCAATTGTGGGACAGCTT 240

Ai05B754 Araip.B05 754 p3 (CCT)5 15 1461252 1461266 ACGAAACGAAACGAAACGAT TTGGGAGGAGAGGCAAGATA 275

Ai05B755 Araip.B05 755 p3 (TTA)10 30 1461462 1461491 CGCTCTGAACAAGGTTCCTC CGGCGCAGATAAAAACAAAA 263

Ai05B769 Araip.B05 769 p3 (AAG)5 15 1499956 1499970 TCCAAATCAAAATCACCAAGC TCACTGCTCGTTGTTGTTCC 174

Ai05B770 Araip.B05 770 c (T)11atacagttgttatttggattggttatcttgttagaaatggtcatgtttttactc(ATT)9tattta(T)11109 1500452 1500560 CAGCCTCTACGTTAAGGACCA GCTAACCAGAGGATAAGAGACCA 241

Ai05B773 Araip.B05 773 p2 (TG)6 12 1502427 1502438 TTTGATGAGTTACCCTCGTGTG GGTCCAAAAACCCTCAACAA 200

Ai05B776 Araip.B05 776 c (AT)7agaagtattttaatcattctctataataaaggtattatagttattttttat(A)1075 1508176 1508250 GCCTAATTGCGTGGCTACAT TGGTGAATCAAATTTTAAACTGGT 208
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Ai05B778 Araip.B05 778 p3 (TAA)15 45 1510532 1510576 TTCAGTAGATACCCCCTTGAAAA TCATCATCATCAGCATCATCA 180

Ai05B788 Araip.B05 788 p3 (TTA)10 30 1524893 1524922 TATTTCCTTGCAAATTGGGC TTTCACATACTTTGCTCCTTTGA 235

Ai05B791 Araip.B05 791 p3 (TAT)11 33 1536584 1536616 TCAATTAGCGATGTTGAAACCTT GCCCAACCATTTAGGGATTT 256

Ai05B793 Araip.B05 793 p3 (ATT)6 18 1539001 1539018 GAAGGGTGCCTGTGTGTACC CCTGAGGTCGAGAGTTCGAG 280

Ai05B799 Araip.B05 799 p3 (AGA)6 18 1554765 1554782 GAATAGCCATCGTTGAAGGG CTTTACGTCGTTTTGGGGAA 145

Ai05B800 Araip.B05 800 p3 (TAT)5 15 1554922 1554936 TTCCCCAAAACGACGTAAAG GCATATGATGAGCAGCCAAA 270

Ai05B802 Araip.B05 802 p3 (CTC)9 27 1563860 1563886 TCTCCTCGACACAAAATCCC TTTTAAGGCTGTGGAGGTGG 208

Ai05B804 Araip.B05 804 c (TGC)5ttttttttcctccgtcacccatgctgctgctgc(T)1058 1576426 1576483 GCTTTTCTCCAGCAAGTCGT TTCAAGCACGAACACAAACC 213

Ai05B813 Araip.B05 813 c (T)10atctgtttttgttttcttcgttctctgatctgatcatacgaac(CT)767 1610986 1611052 CGGAGGAAGAAGCAAATCAG TCGGAAGACCTTTACGATGG 169

Ai05B814 Araip.B05 814 p2 (CT)27 54 1611636 1611689 CTTGTTGCTTGGACGTTTCA CCTCAATGCAAATGACGAAA 244

Ai05B817 Araip.B05 817 p3 (GAT)5 15 1626384 1626398 TAAAAGGGGGTGGTTCAGTG TGTCATCAAGGGCGGATAAT 247

Ai05B820 Araip.B05 820 p2 (GA)9 18 1632943 1632960 TCTCCTTAGCTTGGTCATCCA ACAATCTGATGAGAACCGGC 122

Ai05B828 Araip.B05 828 p3 (CAA)5 15 1652326 1652340 TCAAATCTTAAATAAAGACAAAGCACA GTCGACTCCACCTAATGGGA 148

Ai05B831 Araip.B05 831 p3 (AAT)6 18 1658078 1658095 TGCGGAAATAAAATGCAAAA GCATGCAACTTGGTTTCTGA 271

Ai05B832 Araip.B05 832 c (T)10ctttttctttatgt(A)1135 1662163 1662197 GATGCACCAAAATTGGGAAC GCAAAAGCAATGCCAAACTT 211

Ai05B835 Araip.B05 835 p2 (AT)8 16 1666514 1666529 AACAATTTTTAGGGGTGCGT AAAGTTGGCTTATGGGAAAAA 264

Ai05B836 Araip.B05 836 p2 (AT)7 14 1666870 1666883 TGTTTCGCTTTTGTTAGAGTATGC TAGCCCTTTGAAATCATGGC 274

Ai05B837 Araip.B05 837 c (TAA)5ttctgtaacatataatttttaatttt(TAA)865 1667895 1667959 TTTTTATTAGAAACCGGATAATGAA TTACCATTTTTCCCGTGCTT 259

Ai05B838 Araip.B05 838 c (T)12gttctttttagttttaaaaaggatataacttaacgtttgtctacctggttttgactgcatctag(T)1187 1668904 1668990 TGAAAATTCTACCGTTCGGG TCCAACTAAAAACAGCACAGAAA 259

Ai05B841 Araip.B05 841 p5 (TAAAA)7 35 1680103 1680137 CCAAAACTCAAAAGGATCAACA GATCTTGCTGTGCTTCATGC 176

Ai05B844 Araip.B05 844 p2 (TA)6 12 1685271 1685282 ACTATGGCCACCAACGAAAC TTGGTAGTGTTGAGTGGGGAG 204

Ai05B845 Araip.B05 845 c (A)10tctaaaaacggactccgttttcatttaaagg(A)10caaaaataataaacagagagtccgtttttagtt(A)1094 1687538 1687631 CTCGGATGGTCCGATTAGAA TTCGTTGACCACAAATCGAA 247

Ai05B846 Araip.B05 846 p2 (AT)6 12 1690329 1690340 CACGGCTTGTTAGGCTCTTC GCCACGTGTTTATGACTTGC 211

Ai05B848 Araip.B05 848 p3 (GAA)6 18 1693979 1693996 AGGTGCTGTAGGTTGAGCGT TCTTTTCCCCACACAACACA 133

Ai05B851 Araip.B05 851 p3 (CAA)6 18 1710212 1710229 GCAATAGGGTTGGTCCTTGA CCTAAGGGTTCACAAACGGA 251

Ai05B856 Araip.B05 856 p3 (CTC)6 18 1730314 1730331 TGTAGAGATGGCGAAGCAGA ACCTCACCAGAAGAGCCAGA 255

Ai05B857 Araip.B05 857 p2 (AC)6 12 1750992 1751003 ATGGACACAACCTTCCAACC TGGAAACCACACGAGTTGAA 135

Ai05B858 Araip.B05 858 p3 (CTT)5 15 1753732 1753746 CCATCAACGGATTCAGCTTT AGAAAGCTCGACGAGATCCA 125

Ai05B859 Araip.B05 859 p3 (TCA)7 21 1756330 1756350 TTATTTCGGTGCTAACTTGTGA TCGAAACTTCTTAATCTCAACATGA 243

Ai05B864 Araip.B05 864 p2 (TA)6 12 1771592 1771603 CTGTTGGAGCAGCTAAGGCT TGAAAAATCTCAGCTCCTTTTG 269

Ai05B869 Araip.B05 869 c (T)11aatagaaaaacttgaacccgcaacctc(T)1755 1791610 1791664 CGGGTATTATAAAATGCTATGGG ACTCGTCTAAGAGGTTGCGG 218

Ai05B872 Araip.B05 872 p2 (TA)6 12 1803018 1803029 CAATTCCAGCAGCAAGACAA TGTTCCATAAATTGAGTCACAAGG 260

Ai05B873 Araip.B05 873 c (T)11caattaagtcccttttagtagtaattggcttaattatataaggatccaatt(A)1072 1806024 1806095 ATAACCACATCGGGGTTCAA CCTTTTATTTGAGTCCCTGCAC 273

Ai05B874 Araip.B05 874 p2 (GT)13 26 1808271 1808296 TATGGGTGGGATCGGATTTA CGGAATCCCTTTTGCAAGTA 135
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Ai05B875 Araip.B05 875 c (CAT)7attttgcaaagaatattataaggttaaaaacactgaagatgtaaaaccatgatccatccatccattcagtcccaggttatttagtccaatgctaa(CTC)9143 1813596 1813738 GATGCATGCCAAACAAACAC CCGGTCCCTGACACTAAAGA 274

Ai05B877 Araip.B05 877 c (T)12gagaaagcaaaaccccaaaaacaaaaaaaataaaaaaaattccc(T)1066 1816075 1816140 CCACAATAAGGACACGGCTT TTCAAATGGGTTTGGTGGTT 280

Ai05B878 Araip.B05 878 p3 (TCC)6 18 1816684 1816701 TGAAGGTCTGGCCTTGAAGA CCCCACTTCCCTCTTCTTTC 239

Ai05B879 Araip.B05 879 p2 (GT)6 12 1816878 1816889 CTCCATGGTGGTGACCTTCT AAGGAGCCCCTTAAAAGCC 279

Ai05B883 Araip.B05 883 p2 (AT)6 12 1822877 1822888 GCGACCCAACTCATATACCG ATGGCAGAAGAAAAACGCAT 275

Ai05B886 Araip.B05 886 p3 (ATA)5 15 1833641 1833655 TTCAAAGGAAGATGCTCCCA TGATCCAACCGATTTACACAA 279

Ai05B889 Araip.B05 889 p2 (AG)8 16 1840482 1840497 GGCCCATCAACCACATATTC TGCCTTCACCAACCTTTTTC 121

Ai05B901 Araip.B05 901 p3 (CAT)10 30 1883432 1883461 GAAATTGGTTTGTGCTGCAA TCACAACAGCAGCATCACTG 275

Ai05B902 Araip.B05 902 c (AG)7aaaagaggctgctttgctttctgaatctaagccaatcactgaagcagtaagtaatacaataaacccccttttctg(T)17106 1883567 1883672 TCAGTGATGCTGCTGTTGTG TGAAAACAATGATGAAACATCAAA 167

Ai05B903 Araip.B05 903 p2 (GA)10 20 1891015 1891034 CACTAACCTTCCCAAACCGA ACATCACCCATACGTCAGCA 253

Ai05B905 Araip.B05 905 p2 (AT)13 26 1896474 1896499 AAGACACCTTCCCCATACCA TGAACAATCACCAATTAAATAAAAACA 279

Ai05B906 Araip.B05 906 c (CTT)6cctcctcttt(TTC)646 1899284 1899329 CGAACTCGTTTACTCCGAGG ACGGTGAGTCCTGCTTTGAG 276

Ai05B907 Araip.B05 907 c (ACT)8gcttctgctgcta(GTG)861 1899884 1899944 CTCTAAGTACTGCGACCGCC GTGTGCAAAGGGAGTGTGTG 240

Ai05B909 Araip.B05 909 p2 (AT)6 12 1905137 1905148 CGAATGAGTACAAATGAGACGAA CGACTGTACTTGAGTTTCCACC 259

Ai05B911 Araip.B05 911 p3 (CAT)10 30 1907269 1907298 GCAATGCTGTTGATAAGGTAACA TCCTCCAAAACATGATGCAC 257

Ai05B912 Araip.B05 912 p3 (AAG)5 15 1908169 1908183 CTGCAAGGTTGTGAAGAGCA ATCCTCACTGAACCCCCTCT 280

Ai05B913 Araip.B05 913 p2 (CA)6 12 1909349 1909360 TTCAGGTACGCTTTTGCATT TCCATTGCTAAATTAAATTCCTCAT 265

Ai05B914 Araip.B05 914 p2 (TC)8 16 1914101 1914116 TCCTTCCTTCCCAACCTTATC ACCACCCAAATTGGAAATGA 267

Ai05B915 Araip.B05 915 p3 (ATA)5 15 1914366 1914380 TCATTTCCAATTTGGGTGGT GCCCTTCAAGGTTGCATTTA 235

Ai05B919 Araip.B05 919 c (A)10gtagctagcttaatgaacgttttctctttcttcaaaagaaacacacttcttagggac(T)1077 1918834 1918910 CCGGAAAGGAGAACCAAAAT AAATAGAGGCGGGTATTGTGAA 256

Ai05B920 Araip.B05 920 p2 (TA)7 14 1919163 1919176 CACCTTCTTCCCCACAAGAG TTACGGTGAAAACTCAGGTGC 266

Ai05B923 Araip.B05 923 c (AT)7ttcttgttcctttgacaagattgaaaaaaatcttccttcaattccaattttgatcttgat(TC)686 1923937 1924022 ACCAAGGGACCTTTTGGTTC GTCACTGGATCGTTTGGTCC 247

Ai05B924 Araip.B05 924 c (A)12taccaatatttttctt(A)1745 1924948 1924992 TCCAACACGCCTCTTATGTG TGCATGTAGGGGAATAAGACA 267

Ai05B925 Araip.B05 925 p3 (TCA)6 18 1925619 1925636 TGCATGTGGTTTCATGTCAA AACACGACTGTTATGTGATTAGATG 259

Ai05B928 Araip.B05 928 p3 (TTC)11 33 1928125 1928157 TTGCCTTTTGGTTTAAAGGG GATGTGGTGGCATTGCTTTT 266

Ai05B929 Araip.B05 929 p3 (TTG)5 15 1928619 1928633 GTGGCAGAGGAAGCTGAAAC GGCAAACAGACACATGCAGA 236

Ai05B930 Araip.B05 930 p2 (AG)9 18 1929054 1929071 GGTCTTGGAGAATGGGGATT ATGGGTGATTGTTGCTCCTC 108

Ai05B931 Araip.B05 931 p2 (AG)8 16 1930038 1930053 TTTCTTTCCAACACCGGAAC GCTTTTGACGGCTTCTTTTG 269

Ai05B935 Araip.B05 935 c (T)11(A)11 22 1939895 1939916 TAGGCCACAACCTTTGCTTC TGGCATGTTGCCTAATTCAA 188

Ai05B937 Araip.B05 937 p2 (GA)12 24 1955211 1955234 GCACATGTTTGAAAGTGCCA GGGCAATGGGTGCTATAATG 274

Ai05B939 Araip.B05 939 p3 (TAA)5 15 1960577 1960591 CGGGGAAAGCGGATATATTA TTTTTGATGTGAGACTAATTTCGTG 271

Ai05B941 Araip.B05 941 p2 (TC)18 36 1963394 1963429 GAGCCAAACCAAACGAAGTC TTCAACCAATCCTTAACGGC 279

Ai05B944 Araip.B05 944 p2 (AC)7 14 1980279 1980292 ACCCTCCCACAAAGAAGGAT GATCTGGCTGGGGAACTGTA 195

Ai05B947 Araip.B05 947 p2 (AT)9 18 1984421 1984438 GGTTCACCAATAGCTCACGA GCTTGAGCCTGAAATTGAGC 155
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Ai05B951 Araip.B05 951 p4 (ATTT)5 20 1989002 1989021 GAGTGACCTGACTACTCGACCA AAGTGTGCGGATGGTTATCT 218

Ai05B953 Araip.B05 953 p2 (AT)6 12 1989694 1989705 TCACAAGTAGCACTTTCTTCACG TGGAACATCATATTCGGTTTCTT 278

Ai05B956 Araip.B05 956 p3 (CAA)5 15 1992821 1992835 TCTTTATTCCAGGTGGTGGC TGCAACAATGGTGTTGTGTG 279

Ai05B959 Araip.B05 959 p2 (CA)6 12 1998252 1998263 GCAGATTGTGACGAAGCAAA AAGGCGCAGGAACAGTTTTA 255

Ai05B960 Araip.B05 960 p2 (GA)6 12 1999064 1999075 GAAACGCCGAAGTTTGGTTA GGAGGACACGTTCGTCATTT 255

Ai05B961 Araip.B05 961 p3 (AGG)7 21 2002319 2002339 CAATTAGCACACAAATGAACCAA AACCGCTTTTCAAATCATGC 194

Ai05B964 Araip.B05 964 p6 (TAAAAA)7 42 2010350 2010391 AAAAATCAAATAAAATTCATGGTTGAC ATGTCTCCGTCAAGGACTGG 243

Ai05B965 Araip.B05 965 p2 (AG)7 14 2019920 2019933 TGCCATGCAAATGCAATTAT GCACCGATGTCTTCGACTCT 280

Ai05B969 Araip.B05 969 p2 (AT)9 18 2021636 2021653 TGCCAGAAGATCGATAGAACA GCATGAATCAAACAATATCATTGAA 158

Ai05B972 Araip.B05 972 c (A)11gaaagaagaagagattctaaatcagatactattacagactaatataataaaacttcctttctactacactatgcctctgccaacctacatg(TCT)5117 2031025 2031141 GCAAAAGCAGCAACTCAAAA TGAGCCATCTCCAAAGTTCA 253

Ai05B975 Araip.B05 975 p3 (ATT)5 15 2034671 2034685 AAAAATCATGGGAGTGCAGC GCATCGAATGCAGCAATAAA 226

Ai05B979 Araip.B05 979 p3 (ATT)17 51 2053661 2053711 TCATCGTTCCATCTGTTCCA CGTCCTTTCTACGGGATTCA 251

Ai05B980 Araip.B05 980 p2 (CT)13 26 2057377 2057402 ATTCTGCGTTCCGACAATTT TCATCAGTGCCATCACAAGG 252

Ai05B992 Araip.B05 992 p2 (TC)11 22 2081199 2081220 TGCATAACCAAACCAAACCA ACAGCATGGATTGCAGTGAG 209

Ai05B993 Araip.B05 993 p6 (AAAAAT)5 30 2089931 2089960 GGGACCAATACAGTTGCGTT CCCTCCGATCTGTTTGTGTT 205

Ai05B994 Araip.B05 994 p3 (CAC)5 15 2092568 2092582 GGTGACTGAAGTTGGCCTCT GTGCAGAGGACCGGAAACTA 162

Ai05B997 Araip.B05 997 p3 (ATT)6 18 2094838 2094855 TGCACCATATCAATCCCTTG CCGTGTGTTTGGGAGATTTT 247

Ai05B998 Araip.B05 998 p3 (TGA)6 18 2095382 2095399 CAAAAGCAGCTGAACCCATT GTAGCCGTCGTCTTAGGCTG 254

Ai05B1002 Araip.B05 1002 c (TCT)7(TCC)5 36 2102240 2102275 AAGGAACCTGGAAAAGGGAA GAGCAGGGAGAGTTACGGTG 275

Ai05B1003 Araip.B05 1003 p6 (TTTCTC)5 30 2102921 2102950 TGCAGAGTGCTGAGTGAACC GCTTGTTTTCTTTGCTTGCC 203

Ai05B1010 Araip.B05 1010 p2 (TC)16 32 2129392 2129423 GGCAAGGGGACAAAACTACA CCCAGTAAGTTGTGCAAACAAG 271

Ai05B1012 Araip.B05 1012 p2 (TG)12 24 2133885 2133908 TGAGACTTCCCCTGTCCATT GACAAAAGGATGAGAAGCCAA 227

Ai05B1017 Araip.B05 1017 p3 (CCT)6 18 2143928 2143945 CCACCACCTCTACCACCTGT GGAGTTGAACTTGCTCGTCC 152

Ai05B1020 Araip.B05 1020 p2 (AT)6 12 2145920 2145931 TGGACTTTCCCATTTTTGCT ATGTGCCATTGGGAAGATTT 204

Ai05B1025 Araip.B05 1025 p4 (TAAA)5 20 2159994 2160013 CGAAACTATAGGGACCAACAGA TTTGAAAAATTAGCCGCCAG 250

Ai05B1026 Araip.B05 1026 p4 (TTTA)5 20 2160450 2160469 TTTGATGCAAATCCAAAACTTC CATCCTGCAATAACATCACCA 280

Ai05B1030 Araip.B05 1030 p3 (GGC)6 18 2163840 2163857 GCGCTTCTTGGAATCATTGT AACTTGTTCGGACCACCAAC 206

Ai05B1032 Araip.B05 1032 c (AAC)6(AAT)5 33 2169657 2169689 CTGATTGCGTAAGGTGCTGA CGTTTTTGCTTGGACCAGTT 280

Ai05B1047 Araip.B05 1047 p2 (AT)10 20 2192130 2192149 AATGAGGGGGCATTTACTCC AAAATAAATAAGTGGCGGCG 223

Ai05B1064 Araip.B05 1064 p4 (GTTA)6 24 2228378 2228401 AGGCGCAACAAGAAGAACAT CCATGCTGATGACACATTCC 267

Ai05B1071 Araip.B05 1071 p2 (AT)6 12 2250321 2250332 GTTGCGGATTTGAGTCTCCT TTAGTTTTTGGCCTGTTGGG 110

Ai05B1072 Araip.B05 1072 p2 (CT)8 16 2252875 2252890 ATGCTGAACAGCCTTGCTTT TTGTGTGGATTCGAGGATGA 126

Ai05B1073 Araip.B05 1073 p2 (TC)24 48 2259336 2259383 TCTCTTCCAACAGTTTGGGG ATCGCAAACATCACTCTCCC 239

Ai05B1074 Araip.B05 1074 c (A)13gttatgcttatccag(T)1139 2260978 2261016 TGCTAACAAATGGGCTTTCC CCCTCCGCCTATTTTCAGTA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B1076 Araip.B05 1076 c (A)10tattccgtaaattaaatcatccggcattttaaaaaaatactagatcacaatttataaagacaccatcgttaacccaatatt(A)10101 2269193 2269293 ATGAGGTTCACCTTTGGCAC GGCCAATTCTTAAACGAGGA 250

Ai05B1079 Araip.B05 1079 p4 (AATT)5 20 2276217 2276236 GGTGAAATTGTGGGGAGAGA CAAAAGATGAAGAAAAGGGCA 241

Ai05B1081 Araip.B05 1081 p2 (AT)12 24 2279256 2279279 TGTTACATTTTGGCGCTTCA CCAACACTTAGCTCATGCGA 182

Ai05B1086 Araip.B05 1086 p2 (AT)6 12 2287849 2287860 TTATGATTGTTGGCCACCCT TTTCATTAGCTCCCTAGTGGATTC 255

Ai05B1087 Araip.B05 1087 p2 (AT)6 12 2289334 2289345 AAGAGGTTGCGTGTTCGAGT TCCTGAATTCATGCCTAACTTG 225

Ai05B1088 Araip.B05 1088 p3 (GAA)5 15 2289449 2289463 TTGTGATCCCATATTTCAATGC TTTTCAGTGCGTTTCTCACG 273

Ai05B1089 Araip.B05 1089 p2 (AT)6 12 2296368 2296379 GAAGTTGTGGGTTCGAGTCTCT TGAGTTTGCGATCTTTAGGTGA 177

Ai05B1092 Araip.B05 1092 p3 (CAT)17 51 2310163 2310213 TGGATTATGGAACCACAGCA GTGGTATGTCTTTGCTTGCG 151

Ai05B1097 Araip.B05 1097 p2 (TG)6 12 2325239 2325250 AACGGAGTTGAAGAAGAAGAACA TCGTCCCCGAACTTGTACTC 264

Ai05B1098 Araip.B05 1098 p2 (TA)6 12 2327524 2327535 TCATCTGCAGGTTTTTGCTG AAAATATCTCATGCAACCTATCTACA 208

Ai05B1102 Araip.B05 1102 p3 (GAG)6 18 2333482 2333499 GACGGAAACGAAATTTGGAA GCAGCAGCAGTTGAGAACAG 242

Ai05B1105 Araip.B05 1105 p2 (AC)8 16 2334239 2334254 AAAAGCGTGAAGCGTGAAGT AAGTTCACATTAGGCGGCTG 206

Ai05B1108 Araip.B05 1108 c (TA)6ttaacgtgatctcttacatattattttgtgatgatgggaaatccatatttc(AT)675 2338622 2338696 TTGGCCTGTTTTATTTAGGCA CAGTCAACAAACGTGAAAGCA 266

Ai05B1109 Araip.B05 1109 p3 (GAG)6 18 2340576 2340593 AATTGAACCACACCTCAGCC TTGTCGTCATCAACACTACCTCTT 221

Ai05B1111 Araip.B05 1111 c (AAT)5aaaat(A)1232 2346434 2346465 TTTTTGGTGCGCCTATTTTC TGCTCAAAGCCTTGGATCTT 177

Ai05B1115 Araip.B05 1115 p3 (AAT)6 18 2351561 2351578 CGAATCGCATCACTGCTAAA GACGGAAAATCGGAGAATCA 241

Ai05B1117 Araip.B05 1117 p2 (TA)12 24 2356362 2356385 GGATACGTCCATTACCCACC TTTCTTGCATGAACATTAGTCAAAA 139

Ai05B1129 Araip.B05 1129 p2 (AT)6 12 2377041 2377052 ATGAATCAAAAAGGGGGAGG CTGAAGCTCCATCAACGTCA 247

Ai05B1130 Araip.B05 1130 c (A)10gaaaaagagatgaaaaaaatcaataaaacccacaa(T)1055 2380322 2380376 TGCTGTTTACGTCTTATTGCAT CGAATTGTTGCGGTGAAAAT 279

Ai05B1131 Araip.B05 1131 p3 (TAC)7 21 2387191 2387211 CCTTGAACTTGAGCAAAGCC CACCATTATGCATGGGACAA 262

Ai05B1133 Araip.B05 1133 p2 (AT)6 12 2398081 2398092 GCATTCAACGAACCCAGAAT TGGCCCATCAAATTAATCGT 159

Ai05B1135 Araip.B05 1135 p4 (AGAA)6 24 2405880 2405903 CTCATGCAGTTGAAGCCAAA GACATGTAGGTGTGGCATGG 258

Ai05B1137 Araip.B05 1137 c (GA)16gtcgttgaagaagg(GA)760 2408688 2408747 TGGTAGAACAAAGCTGGTTGG ACCGTTGACTCACTTGGACC 228

Ai05B1142 Araip.B05 1142 p3 (TAA)10 30 2422570 2422599 TGACCAATTTCAAAAACCGA TCCCGTGATGTAGTGGTTGA 252

Ai05B1144 Araip.B05 1144 c (TTC)5ctcttcctcttcttcttattcttttctttcgtttcttgccttctctttctccttcttcttcttgctgcacgttcttcttcctcttcatcttcc(TCT)6126 2425044 2425169 TCTGCATACAAGTCATTAGGGC CGTGCAAGAAGAAGAAGAACG 257

Ai05B1147 Araip.B05 1147 c (GT)7gaaaagggcgaaattgtttaattaacctcttcacaacttcaaaggttcattttctgtgag(A)1387 2430564 2430650 TTCCCTGGAATGAAGAGGTG ACCTTAAAGTTCGGCGACAA 226

Ai05B1148 Araip.B05 1148 c (T)11atctcgcgtttttcttcctcctcatctttcttc(T)1357 2444644 2444700 TTCATTTACACAACACATGCATAA TTTCGGTGTATGTGTGCTGA 274

Ai05B1149 Araip.B05 1149 p4 (AAAT)5 20 2445167 2445186 CATCTTCCAAGTAAATTTGCAGC TTTTCGGTGTATGTGTGCTGA 251

Ai05B1150 Araip.B05 1150 p3 (AAG)5 15 2445596 2445610 TTCACCATCTTCCAAGTAATTTTG TTCTCCCTCCTCCTCATCTTC 208

Ai05B1151 Araip.B05 1151 p2 (AG)6 12 2446587 2446598 AAGCGAGTACAGATTCAATCCC AAAAAGCAAAAGGGATAATTTCG 116

Ai05B1153 Araip.B05 1153 p2 (AT)7 14 2448232 2448245 TCTTCACGGTCAAATACGCA GGCACTAGCAATATTCAGTGGTT 277

Ai05B1156 Araip.B05 1156 p2 (AT)9 18 2459298 2459315 GTGGGGTGGTGGTAGCAATA AATAACCATCACCCGGTTTG 137

Ai05B1159 Araip.B05 1159 c (T)10aatcagatgtttaatataaataatttacaaaatggaacaaactaaaaaacagagcaacagtaaaccc(A)1592 2462588 2462679 TGGCTTTGAAGTTTTGGTCC TGGAGACAATTATAAAATCTTCGTTG 248

Ai05B1160 Araip.B05 1160 p2 (AT)11 22 2463222 2463243 TTGAATATTGAACCGCACACA TCATCCCTTGAATGGGAGTT 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B1161 Araip.B05 1161 c (A)13tcacctcaaaaggacaacgagattcctgtgccaaaaaaaagtcaatgttatttttttttggcacagggactaatcagtc(A)10gattagggaccgaattaagtg(T)12135 2464625 2464759 AAAAATCCAAAACCCTCTTACAA GAATACCATATCCGCCCCTT 236

Ai05B1165 Araip.B05 1165 c (T)11gtattttt(A)11 30 2473339 2473368 TTGGAACAGTCCGTTTACCC TTGATGGGTCTGATTTTCGG 215

Ai05B1171 Araip.B05 1171 p2 (TA)14 28 2494506 2494533 CTCGACTTGCGAAGCTAAGG TGTTTTTCAAATGCAGGTCG 268

Ai05B1178 Araip.B05 1178 p2 (TC)6 12 2514278 2514289 AAGGGCCAGAAATCCATCTT TCTGTGCCTTGCACTCTCAC 271

Ai05B1181 Araip.B05 1181 p2 (TA)8 16 2526960 2526975 GGCAGGTGATCGATGAGAGT AAGAAGCACAACAAATCACCA 248

Ai05B1186 Araip.B05 1186 p3 (ATG)5 15 2537500 2537514 GGCAATTGGGTATTGTGGAC TGGATAACCAATGAAGGGGA 267

Ai05B1187 Araip.B05 1187 p2 (TA)7 14 2539299 2539312 AGATGGGAAGTTGTCGGATG CCACTGGAGATACAGAAGCAGA 256

Ai05B1189 Araip.B05 1189 p2 (CA)6 12 2552249 2552260 GCGCCAAGAAAAAGTGAAAG TGGGGAGTTGATCTCTTTGG 260

Ai05B1195 Araip.B05 1195 p3 (AAT)5 15 2559276 2559290 TGCGAAACACGTGCTCTTT TTTCTCGTGTGGACAAATCAA 262

Ai05B1197 Araip.B05 1197 p3 (TTG)7 21 2572373 2572393 TCCATGAGGTGGACAAACAA GATGTATGCCACATTTCCCC 270

Ai05B1199 Araip.B05 1199 c (T)11caccttcttagctagtctcaattatgatgtggtattattgtcatttttttttcatgacc(A)1181 2574389 2574469 CTGTCTTCCTTTCTTCCCCC TCTTGGAATCATCTGAACGG 226

Ai05B1204 Araip.B05 1204 p3 (ATT)7 21 2582829 2582849 TTGCTTTGAGAGAGTGTGGG TCTTGCTCCACTCATCATCATT 261

Ai05B1205 Araip.B05 1205 p3 (TAT)15 45 2586137 2586181 TTGTGTTGAAATGTTGAACGAAT CATGTCAGTGAGTGATCAGAACC 235

Ai05B1208 Araip.B05 1208 p3 (TAT)5 15 2594595 2594609 TGCAAATTTTTGTAAGCATGA AACACAACAACAATACCCAACAG 280

Ai05B1211 Araip.B05 1211 c (TC)9ta(TC)12 44 2598565 2598608 ACCGATCAAAGAAGGGTTCC TAGACTTGCGTCCTCCACCT 251

Ai05B1213 Araip.B05 1213 c (T)11(A)17 28 2599699 2599726 GACTCGAACCTGCAACCTCT CAAAACACTTCTTTATATAGCAAATCA 278

Ai05B1216 Araip.B05 1216 p2 (TA)7 14 2603083 2603096 TTCTCAAAACCATTCTAAATACCAAA GGCACAATTCCAACTGTTTTT 210

Ai05B1217 Araip.B05 1217 p4 (TGAT)5 20 2603418 2603437 AATTGACCGGGAAAATTTGA AGCACCGATACTCCTGATGC 249

Ai05B1218 Araip.B05 1218 c (TTA)6ttttggccttgcggcatggctttggatcaacctagttagttgaattcatcaatacaatctaatgaaattataaaatt(A)14109 2603975 2604083 TGAACCACACAATGCTCTGTT TGGCCTAAGAACAGATCCAAA 278

Ai05B1223 Araip.B05 1223 p3 (TAA)5 15 2607367 2607381 ATGGAGAGCAAAGAAGCCAA CTCTTTCAAACCGAACCAGC 213

Ai05B1224 Araip.B05 1224 c (A)12g(A)11 24 2607604 2607627 GCTGGTTCGGTTTGAAAGAG TCAGAGATTCCGTGTGTGGA 176

Ai05B1228 Araip.B05 1228 p2 (TA)10 20 2611643 2611662 TCCATTGGTAGACGCAAAGT GTGTGAAGACAGATACGCTGTT 280

Ai05B1235 Araip.B05 1235 p2 (AT)8 16 2626307 2626322 CACAGTAATTGAACATCATCTATACCA GCACCACGTGCATATGTCTT 232

Ai05B1239 Araip.B05 1239 p2 (TA)9 18 2634623 2634640 TTCACCTTTACGAAACCTAGCA TGATTTTATCGAATCAACGATTTT 155

Ai05B1241 Araip.B05 1241 p2 (AG)7 14 2636871 2636884 GTCTAGCTTGACCAGCCGTC TCATAGGTAACGGAGGTGGC 242

Ai05B1243 Araip.B05 1243 p2 (AT)8 16 2639852 2639867 TCCTTCTTCTGTCGGTTCATC TTTTAGGAAATATCCCGACCAA 224

Ai05B1245 Araip.B05 1245 c (A)10tcaatgttatttttttggcacagaactaattaattctaaaaaaaattagagatcaaattaaata(T)10agaaacttcattgtcctttcgaagtaattgtcaagagtcggatgaggtattcactctaacaaaaacg(ATT)5166 2643197 2643362 ATTTCGAAAGGACAACGAAA TGCATGCAAGATTAATAAAAGACA 221

Ai05B1252 Araip.B05 1252 c (T)10acacagaaactaatcagtc(A)1039 2649516 2649554 ATCCAAAACAAAACGCAACA CAGGACTTCTTCCTTTCCCC 229

Ai05B1255 Araip.B05 1255 p2 (AT)6 12 2678197 2678208 TTTGAAAGCAATCGGGTTTT TTTGGTGTACTAAACGGGGC 241

Ai05B1256 Araip.B05 1256 p3 (TAC)6 18 2679345 2679362 CATGCCATGAATGAGCAACT TCATTAGCCATGCCACAAAA 213

Ai05B1258 Araip.B05 1258 p4 (AGAT)11 44 2680258 2680301 TGCAAGGAACAAAGAAAGCA CACATGCCTACAACATAGTGAACA 276

Ai05B1263 Araip.B05 1263 p3 (TGA)6 18 2685455 2685472 GAAAGACAAGGTCGGGTTCA AGAACATCACGTCGGAAACC 231

Ai05B1264 Araip.B05 1264 p2 (TC)9 18 2689973 2689990 GTTGAACCTCTTGCTCAGCC GCCGAATCGTCTCGTTATTC 102

Ai05B1270 Araip.B05 1270 p2 (AT)7 14 2694300 2694313 TCTCAATCCTTGAGGGAGATTT GGGATTGAATCATCTTTGGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B1271 Araip.B05 1271 p2 (TA)6 12 2696134 2696145 TTTGAATCTGGAGCAATCCC TTGCTCTCTGAAGGCTCTCC 232

Ai05B1272 Araip.B05 1272 p3 (TAC)5 15 2697153 2697167 TGCAACACTGATATACATGCCA TCATTAGCCATGCCACAAAA 225

Ai05B1273 Araip.B05 1273 p2 (GA)11 22 2698088 2698109 GGTAGCAGCAATGCACCTATT GGCATTATGGTGAGTGACCC 271

Ai05B1274 Araip.B05 1274 p2 (TA)8 16 2698306 2698321 TGCAGGGTCACTCACCATAA CAGCTTCCAAAAGAAAATGGA 184

Ai05B1275 Araip.B05 1275 p2 (GA)8 16 2698845 2698860 TGTCTCTGCATGCATTTTTCA TGAACCATACAGGTGTCAGGA 154

Ai05B1279 Araip.B05 1279 c (T)14attctttcacaattttatcaaattccaatcaaacaaatgnnnnnnnnnnnnnnnnnnnn(TTAA)9109 2701803 2701911 CCAAACGTTGGGACAAAAAC TTTGGCCCCTACAAGATCAC 262

Ai05B1281 Araip.B05 1281 p3 (AAT)13 39 2706956 2706994 CTCCGCTGATGAGTGTGTGT TTTCCATGCATAAAAGGAAGC 168

Ai05B1284 Araip.B05 1284 p2 (TA)10 20 2710039 2710058 ATGATGATTGATGATGGGGC TGCAATCAGTTTCAGTTGGC 114

Ai05B1290 Araip.B05 1290 p3 (ATA)5 15 2720470 2720484 TCATCAACCATCAAAATCAGC CCCTTGAACTTATGAATCCCA 161

Ai05B1292 Araip.B05 1292 p3 (AGA)5 15 2722482 2722496 ATGCAAAACCAGAAGAACCG ACCTTCTTCAGCTTCCGTGA 146

Ai05B1293 Araip.B05 1293 c (TTA)5ttg(TTA)7 39 2724226 2724264 AATTGGGTGGGTTTAGGAGG GCACGCCTAAATAGAGCAGG 258

Ai05B1294 Araip.B05 1294 p2 (TA)6 12 2725012 2725023 CATTGAATACAGCTGCCATGA CTGCCTGAACCCACCTAAAA 246

Ai05B1297 Araip.B05 1297 p2 (TA)6 12 2739176 2739187 AGACGGTTTTGGGTGTCAAC CGTCTTCGCATTCCTTCTTC 238

Ai05B1301 Araip.B05 1301 p3 (AGC)5 15 2751370 2751384 CACCATTGGTTGACTCATGC TAAAGAGGGTTCATGCCGTC 226

Ai05B1302 Araip.B05 1302 p2 (TA)6 12 2755387 2755398 CCCCCATTACTAAGGGCCTA TCGGATTAGTAAGGCCGAGA 210

Ai05B1306 Araip.B05 1306 p3 (TGA)6 18 2761329 2761346 ATGGCAATACCGCTGAGATT TTGTGACAACCTTCCCCTTC 149

Ai05B1312 Araip.B05 1312 p3 (AGA)5 15 2773353 2773367 AAGGAGGAGAAGGAGGAACG AACCAAGTTGACCCAACACC 191

Ai05B1314 Araip.B05 1314 p2 (AT)6 12 2785099 2785110 GCCATGAGTGCTCCTAATCC TTTCTAACGTTGTGCCTCCC 171

Ai05B1317 Araip.B05 1317 p3 (ATT)7 21 2788799 2788819 CAAAAGCACCAAACTAGTAGCG GCGGCACACAAATTTTACAC 196

Ai05B1321 Araip.B05 1321 p4 (TTTC)6 24 2793623 2793646 TAACCATGGCCACTGATCCT GTTTCCCCAAAAAGGGTGTT 258

Ai05B1323 Araip.B05 1323 c (TTA)6ttg(TTA)7attgaaaattataattattattattaaaaatttaatagttagaaagttaagaaacgataataagtaactaatagttagaa(AT)6134 2794477 2794610 TTCAACGTGAAAACTGAGAATG TGGGCAACACAATAATAAGGG 239

Ai05B1325 Araip.B05 1325 c (TC)6tttcccctcccctctctttctcttc(CT)6cccctctctcccatttctctctctcccccctcctctatctctctcctct(TC)6ccattttctctctcctcctctctttcttttctctctcccctcctctctatcta(TC)7177 2796022 2796198 CTCCCCCTCCTCTTCCAT GAGGAGGATAGAGAGAAAGAAAGG 249

Ai05B1328 Araip.B05 1328 p3 (CAA)52 156 2799603 2799758 AACCAGAAGAATCAACAACAACAA TCAAATTTAAAGGAAAGTGTTTTGC 257

Ai05B1332 Araip.B05 1332 p3 (ATT)6 18 2810651 2810668 CACACATGCTGAGCACATAGAA ATGCACCCAAAATGAAAAGC 259

Ai05B1334 Araip.B05 1334 p2 (AT)6 12 2812568 2812579 TCTCTCTCCTTTAATTCTTCTCAAAA TTTTGATTTTGAGCATATAACTTTGTC 157

Ai05B1337 Araip.B05 1337 p3 (CTT)6 18 2819067 2819084 CCCACTTGCCTCTTCACATT GCTGTGGATGTGAGGGATCT 249

Ai05B1343 Araip.B05 1343 p2 (AC)8 16 2828329 2828344 CCAAAGCTTCCAATTCTTGC TGAAGTAAATGGCCATGGGT 239

Ai05B1346 Araip.B05 1346 p2 (TA)6 12 2831917 2831928 CGCGTGTAAGTGACGTAGGA GTAAGCACACAATGGAGGGG 262

Ai05B1349 Araip.B05 1349 p3 (TTA)12 36 2834345 2834380 CAGTTCCGAAGCATGTAACG TCTCACTCTACTCAAGCCCCA 271

Ai05B1351 Araip.B05 1351 p2 (TA)6 12 2836189 2836200 TTCTCAAAGTTCAATGAGTAGATTTCA CATTGCACGAGTGGATTTTG 233

Ai05B1358 Araip.B05 1358 p3 (AAC)5 15 2847382 2847396 TGTAACAAAACGATCAGCCG GACCACACCTAGTGGGAGGA 130

Ai05B1360 Araip.B05 1360 p3 (AAT)10 30 2850136 2850165 CATACCGTTATATGTTGACCCTCA GGTTTAGCATGGGTCGAAGA 279

Ai05B1361 Araip.B05 1361 p3 (AAT)10 30 2854009 2854038 TGCCAATTTCATGCCTCATA ATGGTTGGTTGCCAGAAAAG 187

Ai05B1363 Araip.B05 1363 c (CTT)5tgccatggcgaaagaggatgcagcgacaaggtgttgctatggcggaagggacg(CTT)583 2857411 2857493 CAGTGAACGAAAAACGCTGA TTGTATTCGCCGCTTCTTCT 248
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Ai05B1364 Araip.B05 1364 p3 (TTC)6 18 2862826 2862843 ATCTGCGGGTTTCTCTGCTA TGAATCTTGGAGTTGGAGGG 245

Ai05B1365 Araip.B05 1365 p3 (ATT)6 18 2863265 2863282 GCAAAGCATCGGATACATCA CCCCATCTTCCAATCTCCTT 212

Ai05B1368 Araip.B05 1368 p3 (TAT)8 24 2866341 2866364 TGGAAATTCAGATGCAGTCG AATCTTTGACTTATCGAATAAAAGGA 270

Ai05B1383 Araip.B05 1383 c (T)15acttttttatttactatcttaacaagaaaaaatcaaacaaagaaaat(A)1173 2888747 2888819 TTCCAAAACAGAATGCACTGA CGTTCTTTTACTGTTGTTGTTCCA 277

Ai05B1385 Araip.B05 1385 p2 (AT)7 14 2890810 2890823 GGGTCCCTATAAAATTAAGCCAA GAGCAGGCTGTCTCCGTTAG 243

Ai05B1389 Araip.B05 1389 p2 (CT)12 24 2897780 2897803 GCTTTTAGGGCAGCTGAGAA TAAAAACCGCCACTCTTTGC 239

Ai05B1390 Araip.B05 1390 p3 (TTC)5 15 2898165 2898179 CATCGGAACCTTGAAACGAC TTGTGCTTGTTGCTGTTTAGG 263

Ai05B1393 Araip.B05 1393 c (AT)6tgaag(A)17 34 2900915 2900948 ATCATGTCAGCAAAATCGCA TGGGTTTATGGATCAGAGGC 147

Ai05B1394 Araip.B05 1394 p2 (AG)8 16 2901596 2901611 TCATTGCACGCAAAAATGAT GAGCTCAGCCTCTTCCATTT 128

Ai05B1397 Araip.B05 1397 p3 (GAT)8 24 2903103 2903126 TGAAAAAGGAAAAGAAAACGACA TCATGTTGCTTGTATGCGAA 242

Ai05B1400 Araip.B05 1400 c (AT)6tgaag(A)18 35 2907296 2907330 AATGGAAGACGCAAACCATC GTTGGTGGAGATGGAGGAGA 276

Ai05B1401 Araip.B05 1401 p2 (AG)7 14 2908184 2908197 GAATTGAATGGTTCCGCAGT GAGCTCAGCCTCTTCCATTT 110

Ai05B1413 Araip.B05 1413 c (TTC)6attatttttctctttcgttatcgtcgttacaagcaccacctcctcctcttcctc(T)1082 2925700 2925781 ACGTTTTTCTTCGTGTCGCT AACTTTGAATCAGGCAACGG 257

Ai05B1418 Araip.B05 1418 p2 (TA)6 12 2937704 2937715 GCTGCTCTGCTGCTCTGATA TCCCTGTTCGTTGCAGTACA 233

Ai05B1419 Araip.B05 1419 p3 (GCT)5 15 2938943 2938957 CCAAGAGAAACTGCGGAAAG AATGGTGGTTGACTGGCTTC 169

Ai05B1421 Araip.B05 1421 p2 (TC)6 12 2942311 2942322 AAATAATAGAATCCCTCACATTGATT GTGAGGAGTGTGTGGGTGTG 257

Ai05B1423 Araip.B05 1423 p3 (TAG)5 15 2943871 2943885 AAAGATGAGCACGTGTGTGG GGCTAGTGCCTAGTGCTGCT 221

Ai05B1425 Araip.B05 1425 c (T)10attatacactttcttaattttggtgacttc(T)1050 2947990 2948039 GGCGCCAAGATAAGCAAAT GCTTATTTGTTGTTTCCATCCTTT 279

Ai05B1426 Araip.B05 1426 p2 (TA)6 12 2948548 2948559 TTTCTTGTTTTACCTGTTCAAACTT TGGCTATGTATAACCGTGGC 151

Ai05B1428 Araip.B05 1428 p3 (TGA)5 15 2960814 2960828 ATCCATTACCGATGCCAAAA CCAAATTCATGACCCCATTC 271

Ai05B1429 Araip.B05 1429 p3 (ATA)6 18 2961726 2961743 GGGACAAGGGGGAAAAATTA CCAGCCCCTCAATCATAAAA 262

Ai05B1430 Araip.B05 1430 p2 (TA)53 106 2961936 2962041 TTTTAATTGTCCTGTTTTAACAACTTT TCTTGGACAGCCATCATACG 256

Ai05B1435 Araip.B05 1435 p4 (AAAT)5 20 2968276 2968295 AACGTGGTAATCAGTGTAGGCA CAGATGGACCGTATTATCCCA 229

Ai05B1436 Araip.B05 1436 c (A)11gtaattatagtacaataccttttaaag(A)1351 2968560 2968610 TTCCTTCATCAATGGTGGTT TCCTTTACCGTCATCATCACC 176

Ai05B1437 Araip.B05 1437 p3 (TTG)6 18 2972160 2972177 TCTATGTAGCCGACCCAACC TTTCATCTGTGCGACTTTGC 189

Ai05B1451 Araip.B05 1451 p2 (AC)13 26 2989863 2989888 GCAGCAGCGGATAACTTTTT ATCCCCTGATGCTTTATCCC 239

Ai05B1452 Araip.B05 1452 c (T)10cctgca(T)10 26 2991779 2991804 CTCACTGGCTGGCTCTACAA GGCGGAGAGCATGTAATTTCT 272

Ai05B1458 Araip.B05 1458 p3 (CAT)5 15 3002688 3002702 AATGTTGGTTGGTGCAGTTG GCAGCAAAGAACACGTTCAC 212

Ai05B1461 Araip.B05 1461 p2 (TA)10 20 3009846 3009865 GCCATATTCGAATTAGCAACAA CAGGAAGAAGCGTACGGAAG 137

Ai05B1465 Araip.B05 1465 p2 (AT)10 20 3020311 3020330 GAAAGAGAATGCAAGCGGTC AGTGGAAGCCTCAGTCCAAA 165

Ai05B1467 Araip.B05 1467 p2 (TA)6 12 3028619 3028630 GCGTCTGTATATTTTATGGGTGC TCAGCTCCATGCAAGAAAGA 241

Ai05B1471 Araip.B05 1471 p3 (ATA)7 21 3034690 3034710 CGTTTAATTTTGGGTCAAATCA TCAACGTGTTCTAGGGGAGAA 280

Ai05B1475 Araip.B05 1475 c (A)10tcattttagtatctcgcagaaaaatagagtaaaattttctctaataataattataagcaagaccaacttttgttgagtc(T)12101 3044412 3044512 TTTTTAAAGCTAAAAAGAAGAAGAATG TGATCGAGACAAACAAAAATGG 228

Ai05B1478 Araip.B05 1478 c (A)10cacccaatctagtccctactc(T)10gggactgcttagtccctgtgccaaaaaaataatattga(T)1190 3045763 3045852 CCGTGACAATTACCTCGAAA AGGACAACGAGGTCCCTATG 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B1481 Araip.B05 1481 c (T)10cttttttctttttggttttattcctctaaaaaaagtaaaataaaaataactatgaaaaaataaaataagaaagagaagatgaatgaaaaaaaatg(A)12117 3046509 3046625 TCTTAGCAAAAATGGACCGAA TTCTTCTTCCTCCTCCTTCTCA 185

Ai05B1486 Araip.B05 1486 c (T)10cttttcttgtttgtatttttttggagtttcgttgttgaacatatataaaagaaagaagaaaaaaaaagac(A)1191 3050219 3050309 TTTCTTTCTCTTTCTCCTCTTGATG TGTGTTATCCAGCAGTTTTCTTTT 273

Ai05B1488 Araip.B05 1488 c (A)15tctaaggtcgttatcttcttatcgtaatacatatcaattttgcttatcttgacttacaagcaattaccaattaattaggt(GTA)6113 3054702 3054814 CCCATAAGGCCATAAGCCAT CCGTTGACCTTGACCACATA 257

Ai05B1489 Araip.B05 1489 p4 (TGTA)5 20 3056002 3056021 TGAAAGGAAAGAAATTGGGG TTATCAATAGGGGGAAGCCC 228

Ai05B1490 Araip.B05 1490 p2 (TA)6 12 3058136 3058147 GAATCAGCAACGTGCAAAGA ACCCCATCTTCCTATGCCTC 112

Ai05B1493 Araip.B05 1493 p3 (GAA)5 15 3074804 3074818 TGCCTCAGAAACATTTCAACC TGTGTGTCCGGTTTTGTTTG 242

Ai05B1494 Araip.B05 1494 c (GA)8tctgaactctgaagtatgaattgaatggcagtagatttggttgcagatgagatgtgtgtattggtttaaaaattgaaaggttttgtgggtgatga(AG)7125 3074965 3075089 CGGACACACATTCCAAGGTA CCGTGTTTGTGTTTGATTTCC 253

Ai05B1496 Araip.B05 1496 p3 (AGA)5 15 3077734 3077748 TTGCACCATTGAAGAGCAAG CATCGTCATCGGAATCATTG 269

Ai05B1501 Araip.B05 1501 p3 (ACA)9 27 3085517 3085543 TTCCCCTCTTCCCACTTCTT TGTGGCTTGATGGTGAAAAA 277

Ai05B1503 Araip.B05 1503 p3 (GAA)6 18 3092986 3093003 CTTCACACCTCCCCTGTCAT AACGGAGGCTTAATCCCACT 278

Ai05B1505 Araip.B05 1505 p3 (TAT)7 21 3096721 3096741 TACCATTGATTCTGCCGTGA ACGTGTCACATCTCCACAGC 217

Ai05B1507 Araip.B05 1507 c (T)10ctatattcttataccaagacatgtttgatggataaaaatattttttttatgagatatcgaaatataaaataatttttactttttaatgaaaaattt(A)10116 3097720 3097835 ACTTGAAAGTTTTTACACAACAGAAA CGTTACAAAATCTAAAAATAATCCAAA 220

Ai05B1511 Araip.B05 1511 c (T)11gggaaaggatgagtagccatgaaatatttatacaatattgattatgaaaatattaaagatataattattagtg(T)1498 3105492 3105589 ATCAAGCGCTGAATTTTCGT TCGCTCAAGTTTTATTTGACATTT 280

Ai05B1516 Araip.B05 1516 c (T)12ggcgttttcatgttggtaaaattaaaaactccccccc(T)1059 3116054 3116112 TTAGGTCGATGACGCAACAG GAGCCACAAAAAGTGCTTCC 249

Ai05B1518 Araip.B05 1518 p2 (TA)6 12 3121219 3121230 TGTGGAAATCTTTATGCTCGG TTGTTTACCGGTCTCAACCC 238

Ai05B1523 Araip.B05 1523 p3 (CAT)6 18 3133591 3133608 TTCTCCATGAACTGCAGACG GTATGAGGAGGGGTCCGATT 180

Ai05B1529 Araip.B05 1529 p2 (AT)10 20 3152943 3152962 CGTGGTAGGAGGAAGCTCTG TCCATGCCGTTTTCTCTCTT 266

Ai05B1535 Araip.B05 1535 p2 (TG)8 16 3171325 3171340 GGTGTTGGTTTTCTCTGCCT TCTGTGAGGACCATTCACCA 168

Ai05B1540 Araip.B05 1540 p2 (AT)6 12 3176766 3176777 GCGGGTTCGAATCTCATATC AATGACTCCTAGGCCGACAA 222

Ai05B1544 Araip.B05 1544 c (T)12gc(T)10aaattatcaagtcataaaaaaataaagaacaatttaagaaaaaccgaaga(T)1488 3181129 3181216 GGCGAGGTACCATTAGGGTT TGCTGTTGGTAATGTAGCGG 224

Ai05B1547 Araip.B05 1547 p3 (GTT)5 15 3183778 3183792 GGAGGAGACACTGCGATTTC CTCTCTCCACCTTCATCGCT 253

Ai05B1548 Araip.B05 1548 c (T)13ggtgactaaagttttaattaa(T)1347 3185841 3185887 AATTTTCCAAAGTCCACTGTTATTT TGACAACAAAATACAGGAGATGC 280

Ai05B1553 Araip.B05 1553 p3 (ACC)5 15 3194711 3194725 CACCTCCACCATCTCCACTT GTTGTCGACGAAATAGGGGA 243

Ai05B1556 Araip.B05 1556 c (C)14(A)12c(A)10 37 3209884 3209920 AAACTACCGGAGATTATCGAGC AGCGGTGAACATTCCCTTTA 246

Ai05B1558 Araip.B05 1558 c (T)12ggtaaaacttcaatccataatttgttcatctccataaaggcataaacattaaaaccgactacccttgcttactaatact(A)12103 3215722 3215824 TTAGGCTCGGAGTTGGTGTT ACATGTTGGCCTCATCATCA 280

Ai05B1559 Araip.B05 1559 p3 (TTC)5 15 3220620 3220634 AACACGTAAAAATACGCCGC GAGGATGAGGTGGTGGTGTT 233

Ai05B1560 Araip.B05 1560 p3 (CAT)7 21 3220753 3220773 TGTGGGTGGAGTCGATGTTA ACCAGAAAAATCATGGCTGC 177

Ai05B1565 Araip.B05 1565 p2 (TC)7 14 3231184 3231197 TCCGTGCCTGATTTGAAAGT TTGGTTTGGGACATGACAGA 207

Ai05B1568 Araip.B05 1568 p3 (CTT)7 21 3237686 3237706 TTTTTCCGTCCAGACTGCTT CCATGCAGTGAGTGAAAACG 171

Ai05B1569 Araip.B05 1569 p3 (ACA)5 15 3238032 3238046 CGTGAACCATCATCACCATC TCTTATTCGCTGTTGGGTCC 137

Ai05B1570 Araip.B05 1570 p2 (AT)10 20 3241494 3241513 TAATAACAGCGCCCCATTTC TTTTAGGATGCTTTGGGGGT 254

Ai05B1577 Araip.B05 1577 p2 (TA)6 12 3258746 3258757 GGGGCCCTTCATTAGTCATT CTTCTTGAACTAGCGCCACC 240

Ai05B1582 Araip.B05 1582 p3 (AAT)9 27 3264170 3264196 TTCGGTTTTCAATTTTGTCACT GGAACATATACATAACTACGTTCACAA 266

Ai05B1587 Araip.B05 1587 p2 (AC)7 14 3269849 3269862 CGGGTGCTGACCAAGTAAAT AAAAATCGGTATTTATTCTCATTGAA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B1588 Araip.B05 1588 p2 (CT)6 12 3271013 3271024 CAACATGTGTTACTTATGACTATGCG TGGACACTCTACAAATAACTGTTACG 271

Ai05B1591 Araip.B05 1591 p2 (AT)6 12 3284574 3284585 ATTTGGCTGAGTTTTGGCTG ATCATATGAAAAGTGCGGCG 134

Ai05B1592 Araip.B05 1592 p3 (AAG)5 15 3286886 3286900 TGGTAGAATTCAAGTGGGGG TAGAAGGGCCCATGATTTTG 126

Ai05B1595 Araip.B05 1595 c (A)10ccagattttagatttggattt(A)1142 3290474 3290515 TGGATTTTCAAAAATTGGTTTTA TGGATTGAAGAGAGAAATCGG 280

Ai05B1598 Araip.B05 1598 c (A)13tacaattcacaatttaaaacattgttacaag(A)1054 3294387 3294440 CCGGATACATACATGCCACA GGCTCTTGAAAGAATGAGGG 255

Ai05B1609 Araip.B05 1609 p2 (AT)9 18 3330706 3330723 CCAACAGTCTCACAAAGGGG AGGAAGAGGAAAGCTCCCTG 239

Ai05B1612 Araip.B05 1612 p2 (TA)6 12 3339183 3339194 AGGTAGGAGGAAGAGGTGCC CTGGATTGCATGCTTCTTGA 259

Ai05B1619 Araip.B05 1619 p2 (CT)7 14 3355933 3355946 TGCTCTAAAGAGTGTACAGACCG GGAGCCGCAATGAATATTGT 264

Ai05B1626 Araip.B05 1626 p2 (TA)6 12 3371761 3371772 TTGTGGGAGCAAAGGAAATC CGTGTATTTTGCGACCCTTT 160

Ai05B1629 Araip.B05 1629 p3 (GAG)5 15 3385418 3385432 GGGGAGGAGAAGGAAGAGAA GGATTCCGACTTCCTTGTGA 239

Ai05B1630 Araip.B05 1630 p3 (CTC)5 15 3389129 3389143 CCATGGGTCTAACCAAGACAA CGGAACGCTATGGCTAAGTC 244

Ai05B1635 Araip.B05 1635 p3 (AAG)5 15 3408927 3408941 AGAATTCAAGTGCTGAGGGG TAGAAGGGCCCATGATTTTG 125

Ai05B1642 Araip.B05 1642 c (A)10ttcaccatttaaaacattgttacaag(A)1046 3421513 3421558 CGGATAGTTTATTCATGCAATTATG AATTGGGTTGGACCGTAACA 196

Ai05B1645 Araip.B05 1645 p2 (CT)7 14 3427423 3427436 GCCAACCAACAGGGATTAAA ATTTTCAGGTGGGAAGAGGC 120

Ai05B1648 Araip.B05 1648 p3 (TTG)6 18 3430909 3430926 AGAAGGAATCAGAGCCACCA GCAACAACCAGATGCAGAAG 235

Ai05B1662 Araip.B05 1662 p2 (AG)7 14 3445714 3445727 TATACCCTGCAATGCCACAA CTTCGCATTCAAGTGTTTGG 276

Ai05B1670 Araip.B05 1670 p3 (AAC)5 15 3457573 3457587 AGCACCGTTTCAAAGGAGAA CATCAATTCGATTGTGTGGA 155

Ai05B1673 Araip.B05 1673 p2 (TA)8 16 3462994 3463009 CTGTTTGCAGGTGAATGGTG TGGCATCCTTTCATTCCTTT 275

Ai05B1675 Araip.B05 1675 p4 (TACA)9 36 3471111 3471146 CATGCATCAACCAGTTGAATTT CCACTCATGAGGAGCCTGTT 137

Ai05B1676 Araip.B05 1676 c (T)11ctctattactatttgcc(A)1038 3474318 3474355 TGTGATGTTGATGATGAAGTGG TCAGAATGGGTTTTTAGCGG 278

Ai05B1677 Araip.B05 1677 p3 (AAT)6 18 3477576 3477593 GCTTTTGCTTGGTATGGAGC TAGGTTGGAAAAGCTGGTGG 239

Ai05B1680 Araip.B05 1680 p2 (AG)29 58 3482659 3482716 CCTCTGGAGTCGTCAAGGAG TTCCCACGTCGTTAGAGGTC 235

Ai05B1683 Araip.B05 1683 p3 (TAA)8 24 3491101 3491124 CATTTAGCGGCCAATCATTT TACGTTGCATCCCCTTCTTC 203

Ai05B1686 Araip.B05 1686 p2 (TC)16 32 3507749 3507780 CTGCGTTCACTTCCTCCTTC GGGAGATGCAACAGAGGTGT 188

Ai05B1692 Araip.B05 1692 p2 (TA)7 14 3522881 3522894 ACTTTTGTGCTGTGGTTCCC GCATTAACGATAACGATCCCTT 242

Ai05B1696 Araip.B05 1696 p3 (ATA)7 21 3537078 3537098 GGAAGGAAGCATTCTGGAAA CAATAGCGACGAAGTTTCAGC 135

Ai05B1699 Araip.B05 1699 p3 (CAA)5 15 3539337 3539351 CCTCAACCAGAAGCAGAAGC CGCAATCATTTCCCTCTGTT 253

Ai05B1701 Araip.B05 1701 p3 (TTC)6 18 3540393 3540410 ATGATTGGTGGCCCAGAATA CGCAACTCAACCAACAAAGA 268

Ai05B1702 Araip.B05 1702 p4 (AAAC)5 20 3543009 3543028 CATACCCTACCACCCAGTGC GCCCCATTAAGAAAAGGGTT 177

Ai05B1706 Araip.B05 1706 c (CT)11(CA)8 38 3559840 3559877 TTTCTACGTTGGGAATTGGG ATTGGAGGCATGTGAGCAAG 182

Ai05B1709 Araip.B05 1709 p2 (AT)7 14 3585323 3585336 AACGGAGTCTTTTAACGGCA CGAAGAATCGAAGCCTCAAC 257

Ai05B1710 Araip.B05 1710 p3 (TAA)10 30 3589102 3589131 ACAAAGGAGGAGGCATAGCA ATGGCACCATGTGTCCTTG 248

Ai05B1713 Araip.B05 1713 p2 (TA)6 12 3595562 3595573 AACCTATGATCACACACCGC CAACTGGAACACCAACATGC 272

Ai05B1714 Araip.B05 1714 p3 (GAG)9 27 3596106 3596132 TCAGTGAGTTCAGCCAGCAC TGGACAAAAATGCTTCCTCC 166
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Ai05B1715 Araip.B05 1715 p2 (TA)9 18 3596556 3596573 GTTTAGCGCCAACACACAAA CGTAAAGTCGATTTCGTCTGA 237

Ai05B1716 Araip.B05 1716 p5 (TTATA)5 25 3596810 3596834 GCAAAACATACACGTATGAAAGGA GCAATCAAATCGTATTTAGCCC 241

Ai05B1720 Araip.B05 1720 p3 (TTA)5 15 3615001 3615015 TCCGATCAAGTATTCAATTTAACTGT TGTGCGAACTTGCACTATCC 126

Ai05B1724 Araip.B05 1724 p2 (TA)7 14 3632322 3632335 CACGTGTATCACACTCGCAA TGGCAAATCTACCCCACTTC 110

Ai05B1728 Araip.B05 1728 p2 (CT)7 14 3634629 3634642 AGCCTAATCCAACGGTCACA AATCAATCACACCCCCAAAA 233

Ai05B1733 Araip.B05 1733 c (AAG)6aacgtgcagc(AAG)543 3639613 3639655 CCTCCTCATCTTCTGCTGCT TTGTTGCACGTTCTTCTTCCT 266

Ai05B1737 Araip.B05 1737 c (T)11aatttaagaaaagagtctaaccatgaaatgcaaacttgacattaatgttgtatgtaat(TAA)584 3643747 3643830 AAATTTTTGTGAGAAAGGGAAAAA GACTGGTTTTGGTGTCAGGG 219

Ai05B1742 Araip.B05 1742 p2 (AC)9 18 3659383 3659400 CCTTGGAAGAAGGCAATGAA TGAAAAGCCCAATGGTTAGC 235

Ai05B1743 Araip.B05 1743 p3 (TGG)7 21 3662779 3662799 TTAACAGCCTCCCAAACTGG CTGGGTCCCTACTCCTGACA 258

Ai05B1747 Araip.B05 1747 c (A)11ttaaaaaaaaactaataaataataactcaaatggcatagtcttcccatactcaattaagagattgcgggttcgagtctcctatctttggt(A)14115 3669498 3669612 TCAAATGGCATAGTCTCCCC GATGAACATTTCCGGCTGAT 259

Ai05B1750 Araip.B05 1750 p2 (TA)6 12 3683640 3683651 TACGAGTTGTGTACGGCTGC GGTGCAAACAGAAAACCCAT 230

Ai05B1760 Araip.B05 1760 p3 (TAA)10 30 3705896 3705925 AACGGCCAGGTAAACAGATG TGGTCGTTGATCGGTTATTT 259

Ai05B1763 Araip.B05 1763 c (A)10tcagcccattttttacatgttaataataaacaacattacttctatttcttggaatagtatctttcttcttg(A)1091 3708552 3708642 GGCACATCACACAATTTGTTC GCTGCATTTGTTCAAGCTATAAT 280

Ai05B1765 Araip.B05 1765 p2 (TA)7 14 3711828 3711841 GTGTAGTTTGCTGAGCACGG TCCCTTGAAGTGCAATACCC 276

Ai05B1771 Araip.B05 1771 c (TCT)6(CTT)5cgtcttcgtcttcttct(TCTTCC)686 3722425 3722510 AACTCGTTTTGAATGGAGCG GAGGAAGAAGAACGTGCAGC 238

Ai05B1776 Araip.B05 1776 p2 (TG)12 24 3736798 3736821 TTCGTACATCGTCCTTTAGCAA TTATGCAAAGCAATGGCAAA 202

Ai05B1789 Araip.B05 1789 p3 (ATA)8 24 3761644 3761667 GAGGGTGTTAATGTGGCAGC GGCATCAACACACACTGACA 229

Ai05B1794 Araip.B05 1794 p2 (TG)6 12 3773418 3773429 CGGTCTCCCCTCTTCTCTCT ACCCTCACTCACCTCACACC 104

Ai05B1795 Araip.B05 1795 c (CAC)5tatacctccatcattatcttcttcacatgcagcagcag(CAA)671 3777351 3777421 GTAGTGCTACGTGCGCTCTG CAAGCACAGGATTCCTCCAT 249

Ai05B1796 Araip.B05 1796 p2 (AG)12 24 3779047 3779070 TTTGGGTTGAGAATCCGAAG CCCTTCTCTCCACCACTACC 186

Ai05B1797 Araip.B05 1797 p3 (AAT)16 48 3780048 3780095 GAAGGGCCCTATCTCATTCC CCTTATGATTAGAGCGGCAAA 237

Ai05B1799 Araip.B05 1799 p3 (TGA)5 15 3781323 3781337 TTCTCATTGTGGTGTTGGGA CAGCAAGGGTTGAAGAGGAG 184

Ai05B1801 Araip.B05 1801 p3 (TAA)5 15 3782909 3782923 TTATTTGCGTAAATTGCCCC TTTTTCATCAGACATAACAGTCTGC 182

Ai05B1813 Araip.B05 1813 p4 (TTTA)5 20 3819020 3819039 GGTCAATTTGCCTCGGTTTA TCCCCATCTCAAAGGTCTTG 249

Ai05B1814 Araip.B05 1814 p2 (TG)6 12 3819247 3819258 CAAGACCTTTGAGATGGGGA CAAATTTCGTAAAATCGATAAACTCA 171

Ai05B1815 Araip.B05 1815 p3 (TCC)5 15 3826619 3826633 CCCTGATATCCAAACGCCTA GGGAAGGAATCGTTGTGAGA 250

Ai05B1816 Araip.B05 1816 p3 (AAG)5 15 3828980 3828994 TCTTGGCGTTGACCTTCTTT TTTCCGGTCATATTCCTTGC 221

Ai05B1819 Araip.B05 1819 p4 (TTTA)5 20 3839786 3839805 TCCATAGGTTTTAAGTTGCAATACA TGATCAGAATCTCGTACTGATAACG 179

Ai05B1823 Araip.B05 1823 p3 (TGG)8 24 3842314 3842337 TGGTGGTGGGTTTTGAGTTT AAAACAGAAGCCCAAGCTGA 177

Ai05B1824 Araip.B05 1824 c (AAT)5aaatgttttagtatatgatactaggtacggtacttcttaaaaaaataattccaatcaggaatacaattttactgcgcatgtgtactgctactcgtt(TTA)5126 3842538 3842663 AAAAAGGTTGGGGACGAAAT CGGTAAGGCAAACATCTTCA 245

Ai05B1828 Araip.B05 1828 c (A)12gaaaaagagaagag(A)1137 3867756 3867792 CACAGTGACCAACCACAACC TGAACTCGGGAAAACTCTGG 242

Ai05B1834 Araip.B05 1834 c (T)12gtttagatagattgaacatcttctgtttg(T)12ggtcttgtgtttgtttttcttaagtagtagttatgcattttacacattgatag(T)10116 3878959 3879074 GTTGCTTTGACGGAAGAACC GTCTCAGTTGCAACCAGTCG 257

Ai05B1843 Araip.B05 1843 p2 (AT)7 14 3891836 3891849 AACAAAAATAATGTTCGCACCA TTGACTGATAACCTCTTGGTTCC 191

Ai05B1844 Araip.B05 1844 p2 (TC)6 12 3892052 3892063 GGAACCAAGAGGTTATCAGTCAA AGCAGTTGTCTTGGATGCG 278
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Ai05B1847 Araip.B05 1847 p2 (AT)8 16 3895788 3895803 TGGTCTCCAAAATAATATCCCC TCCGTTAGATTTAGCTTTGTAGCA 110

Ai05B1855 Araip.B05 1855 c (TCA)5tcccaaatcctctatttctctctccataaccctcccatcactattaccccaccaccaccatctcctcacgacaacaacacaaacacaa(ACC)5118 3917761 3917878 TCGTCACCTGTCAGACAACTTT TTGGATTGGGTGGAGAAGAC 222

Ai05B1856 Araip.B05 1856 p3 (GAT)10 30 3918280 3918309 GGTGACGGTTTGTGTTTGTG TTCCAATTTTTCCCTTCCAA 201

Ai05B1857 Araip.B05 1857 p2 (AT)8 16 3923006 3923021 CGTGACTATCTCGTTTACGCTG GTCGCCGTTTCTCATTTGAT 267

Ai05B1860 Araip.B05 1860 p4 (TTCT)5 20 3926268 3926287 TTGAGAATTCATTCAGCCCC AATCCCAAGCCTTCTGTCCT 256

Ai05B1865 Araip.B05 1865 p2 (AT)6 12 3940460 3940471 TGTGGCTGATATCCAAAGGA TAGGTGAAGCCTCGCTTGTT 276

Ai05B1866 Araip.B05 1866 p2 (AT)6 12 3945827 3945838 CCTACAAATTTGATCAGAGTCTCG TAGGTGAAGCCTCGCTTGTT 276

Ai05B1871 Araip.B05 1871 p3 (TCT)6 18 3965855 3965872 ACTCACGCGTTTTCGACTTT AGGACACGGAACCTTTGTTG 225

Ai05B1878 Araip.B05 1878 c (T)11ctg(T)11 25 3977653 3977677 GGTCAATTGTTCTATCATTTGCTG TTTTGGGGTCTGGGGTTAAT 223

Ai05B1887 Araip.B05 1887 p2 (TA)8 16 3995047 3995062 TGTCTGGAAAAGATGTACAAAAATG ATCTCGTCTAACCAGCCCG 263

Ai05B1888 Araip.B05 1888 p2 (AT)6 12 3995293 3995304 TAATTAGGTCCATCGGGCTG TGAATGTTCATTACTAAACGTGAGG 137

Ai05B1889 Araip.B05 1889 p3 (TTC)7 21 3999227 3999247 TCAGAAATCAAACACCACCG CCGAACAGAGAGGACCTCAG 137

Ai05B1896 Araip.B05 1896 c (T)10agttggatccttataaaattaagccaattactactaagaggaacttaattgaaaaaaaaattagtgcagggacccaatt(A)13102 4013007 4013108 TTTTTCTCCTTTTATTTAGGTCCC TGAAATTTGTTCCTTCAATGCTT 254

Ai05B1897 Araip.B05 1897 p3 (TAT)5 15 4013785 4013799 TGAAACCATGGACCCATACA GGAATAACGTGGGAAACCAA 245

Ai05B1898 Araip.B05 1898 c (T)10ctttaaattggatctctatattatttttaattttatacttaagtcattcctagtataaaaaatatcagaattaattgcata(T)12103 4015511 4015613 TGGTTTAATCATTCTGTTGGTCC TCCTCCTAAAACACATGGGG 227

Ai05B1900 Araip.B05 1900 c (A)10tatttaaaattattaaaaaatcatcaaaaacctataaaaaaaagtatccaaatat(A)1075 4018431 4018505 GGGCATGATTGCAAAAAGAT CGGGAAGCAATTAAGACCAA 179

Ai05B1906 Araip.B05 1906 p2 (AT)7 14 4022002 4022015 TGCAACTCTTTGCACACCAT TGATTCATAAATTTGAAGGATTCAG 243

Ai05B1908 Araip.B05 1908 p3 (ATG)6 18 4038210 4038227 TGCAGAAATTTCAAGTGCGA TGCATGTCATAACCGAAGGA 157

Ai05B1909 Araip.B05 1909 p4 (ATTT)6 24 4038577 4038600 CGGCAACGTTACTTACCAGA TGGCTCCGTATACTTCCTCAA 271

Ai05B1910 Araip.B05 1910 p4 (AATA)5 20 4048682 4048701 CAAAGGCTCACATTGCACTC TTTGGTTGCAGCAAAAGTTG 229

Ai05B1915 Araip.B05 1915 p2 (AT)6 12 4062093 4062104 TACATTCTTGCGGCAGAACA CAAGCCTGCGCTAAGATGAT 277

Ai05B1923 Araip.B05 1923 c (A)11ttttattaaa(T)1031 4076844 4076874 GGGCAAGAAAAACTTAATGGA TGTATTTTCTCGTGATTTCATGG 269

Ai05B1928 Araip.B05 1928 p3 (ATG)5 15 4086764 4086778 GAGAGCCCTGTACCGAACAT GGCTTGAACAAATCTCATGG 278

Ai05B1933 Araip.B05 1933 c (TC)7atgactttgtagctgcagccatatatcaggtgagtcgttgaccattgatcccccctc(CT)9ccctcccttctctctt(TC)13tt(TC)6145 4101695 4101839 CCGGTTAACCAAAACCAAAA GGGGAGAGAGAGGGAGAGAA 272

Ai05B1934 Araip.B05 1934 p2 (CT)9 18 4101976 4101993 GGTGAGTCGTTGACCATTGA GGAGAAAGAGGGCAAGGAA 276

Ai05B1935 Araip.B05 1935 c (TC)6ccctctccttcctctctctctttctctcctttacctcccctctctt(TC)670 4102181 4102250 TTCCCTTTTTCTATCTCTCCCC AAGGAAAGAGAGATGAGCGAGA 228

Ai05B1936 Araip.B05 1936 p2 (GA)7 14 4102576 4102589 GGAGGCGAAGATAGAGGAGG CCCAAATTTTTATTCTCCCCA 243

Ai05B1945 Araip.B05 1945 p2 (TA)8 16 4130465 4130480 ATCAGCAAACACATCCAGCA ATGATATTTGGGGGCTGTTG 183

Ai05B1947 Araip.B05 1947 c (CT)9t(CAC)11 52 4139895 4139946 CCCCATCTCCTTCTCCATCT GGGTAGTGGTGGTATGGTGG 119

Ai05B1950 Araip.B05 1950 p3 (TAT)5 15 4144275 4144289 GAGGTCACAGAATTGAGGGC GAGTTAAATTCAAGGATAACGATGTTT 271

Ai05B1953 Araip.B05 1953 c (T)10aatctatcaatttttttaaacgtcagaattcagc(TAA)559 4151413 4151471 GACGGTTGAACCTTTTGTCG GGGCTATTTGGTAAGCAGCA 229

Ai05B1954 Araip.B05 1954 c (ACA)5cacggagagggagagggagagggagaacaagatcagagagaagagagagaacc(AAG)995 4151728 4151822 TAGAATTTAAAACCCGCCCC CCATCGTCATCACCCTTCTT 266

Ai05B1956 Araip.B05 1956 p2 (TG)8 16 4155335 4155350 AAGGGCATGTTTGCAAGTTC CTTTCACACACACACCCACC 233

Ai05B1957 Araip.B05 1957 p3 (TAT)13 39 4157980 4158018 CAAATGAACAGGCATCATGG CCTCAACAACATCATCACTGC 226
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Ai05B1969 Araip.B05 1969 c (CT)6ccat(TC)13tgtctctcttc(CT)767 4209792 4209858 GTAAATCCCCACGTACCCCT GGGGAAGAGAGAGGGAGAGA 217

Ai05B1970 Araip.B05 1970 c (TC)6ctctccctcccctctctctccctcccatctctctttg(TC)16cttttcctcctctcnnnnnnnnnnnnnnnnnnnnnnn(CT)6130 4209971 4210100 CTCCCTTCCCGTCTCTCTTC GAGGAGGGTAGGAGGGTAAGAA 237

Ai05B1971 Araip.B05 1971 c (TC)9ccattttgtttctctctctcttcctcttttgtt(TC)9cctcttttccctctcccattttctttctctctctcctctctctcctttctctctctccctcccttctctcttcctctttctcaca(CT)6166 4210207 4210372 CCTCTCGCTCTCTCTCCATGT GAGAAATAAGGGAAGGGGGA 280

Ai05B1972 Araip.B05 1972 c (AG)7aaagaggaagagagaagggagaa(AG)649 4210615 4210663 CCCTCTTCTCTCTCTTCCCC CTTTCTTCGCCCTCCTCTCT 221

Ai05B1976 Araip.B05 1976 p2 (TA)6 12 4218177 4218188 CAGCTTCCAAAAGAAAATGGA TGCAGGGTCACTCACCATAA 180

Ai05B1977 Araip.B05 1977 p2 (TC)13 26 4218384 4218409 GGCATTATGGTGAGTGACCC GGTAGCAGCAATGCACCTATT 274

Ai05B1979 Araip.B05 1979 p2 (AT)6 12 4220354 4220365 TTGCTCTCTGAAGGCTCTCC TTTGAATCTGGAGCAATCCC 232

Ai05B1980 Araip.B05 1980 c (A)12tttgcatcacacaagtgtcattagatgaaaaaagcgcatttaacttagaaggtactgaagcatttggcaatttcagtataataatgctaaaat(A)15ttactggatggttaagtaccttctgagtcaaatgtattttttcatttaacaactcctgcgaaacaag(A)12199 4224180 4224378 TGTGTCATTGTTTTTATAATGGTGG TTTCCGTAATGCAAAGGAGC 268

Ai05B1982 Araip.B05 1982 p3 (CTC)6 18 4228227 4228244 ATGGCAAAAATAAATGCCCA TCTTGCGCTTCTTCTTCTCC 219

Ai05B1983 Araip.B05 1983 p2 (GA)6 12 4240324 4240335 CAGAAGAAAGAAACGACGCC GTTGAACCTCTTGCTCAGCC 122

Ai05B1985 Araip.B05 1985 p3 (CAT)8 24 4244800 4244823 AATGACCAAACCCTAACCCC TCTAAAGGTTTCTCCGGCCT 267

Ai05B1989 Araip.B05 1989 c (A)10tcagaggatacaaaaatgataaacacatgttccatcgc(A)1462 4247119 4247180 CAAACAAGTTCAAACATCACAGTT TCCTGCAAATTTGTTGATGC 238

Ai05B1991 Araip.B05 1991 p4 (ATCT)5 20 4249145 4249164 CACATGCCTACAACATAGTGAACA CAAGGCAGATCAAAATCAAGG 266

Ai05B1994 Araip.B05 1994 c (A)11ctagtttaaattatataattc(T)1345 4260513 4260557 GTTGGGTAGCTCGGACCTTA GAAGGAGAAATGTCAAATGAAAAA 280

Ai05B1998 Araip.B05 1998 c (A)10gaaacatctgaaacatg(A)1037 4267015 4267051 ATGCGCGATTCTGACTACCT CGACGATGATGTCATGCTTT 279

Ai05B1999 Araip.B05 1999 p2 (AT)8 16 4267958 4267973 TTTTAAAAAGTGTGCGACGTT GAACCAACGCTAGCTTGAAAA 256

Ai05B2004 Araip.B05 2004 c (A)10gaaacatctgaaacatg(A)10ctcaaaatttatcaaaaaaatagttataaaacaccatctg(AT)893 4282733 4282825 ATGCGCGATTCTGACTACCT TTTAGGGTTAAATGTTGTCGTTTTT 202

Ai05B2006 Araip.B05 2006 c (T)10actacaagaatttgagttatattattaaaataattcgattaaatgtatgatccaatttgactataattctgtgagg(A)1096 4286774 4286869 TGATCAGAGCAACAAACGCT ACCATTGCAATTCCCACAAT 230

Ai05B2014 Araip.B05 2014 p3 (AAG)5 15 4300630 4300644 ACCACCAGAGATAGCGTTGC TCTCTCCCTTCTTTGTTTCCA 277

Ai05B2021 Araip.B05 2021 c (CCG)5cacacagtgaggg(A)1139 4316178 4316216 GATCCAACAACCCACACTCC AGCGTGGAACAGAAGGAAGA 250

Ai05B2022 Araip.B05 2022 p2 (CT)7 14 4316337 4316350 GATCCAACAACCCACACTCC AGCGTGGAACAGAAGGAAGA 250

Ai05B2027 Araip.B05 2027 p3 (TAT)5 15 4323979 4323993 TTCGGTGGACTGGATACCAT ATCCACCATTCTATTCCCCC 190

Ai05B2028 Araip.B05 2028 p2 (AG)10 20 4325043 4325062 TTTGAAGCGTAGCCACATTG ACTTCATTCTAGTACTTTTGGATCATT 249

Ai05B2034 Araip.B05 2034 p2 (CT)6 12 4349775 4349786 TAACCCTAATTTCGGCCTCC AGTGACGGACTTGATGAGAGG 115

Ai05B2036 Araip.B05 2036 p3 (ATC)5 15 4354609 4354623 ACCAACCCCATGACTCACAT TGGATTCATGAAAAGGCACA 191

Ai05B2037 Araip.B05 2037 p2 (AT)6 12 4354856 4354867 GGAAAATGGAGGGGAAAAGA AGCCACTTGGGCAAAGTAAA 278

Ai05B2040 Araip.B05 2040 c (TTC)5cttcttccctcaagagatcaacttgcttccgcacaagactaaagctccttgctttttctttttttgctgtttaat(A)11101 4360211 4360311 CAACTGTTGTCGTCGCATCT TGAAACCAACACGCAGAGAC 266

Ai05B2041 Araip.B05 2041 c (TTC)5cttcttccctcaagagatcaacttgcttccgcacaagactaaagctccttgctttttctttttttgctgtttaat(A)11101 4363918 4364018 GCGTGTCTTGCTTGAACAAA GAGCCACACTTCGAGGCTAC 272

Ai05B2043 Araip.B05 2043 p3 (TTG)5 15 4365836 4365850 TCCATCTGGAGAGCCATCTT GCTACAACAGCTGGGGCTAC 274

Ai05B2050 Araip.B05 2050 p2 (TA)6 12 4394146 4394157 TTGATGCTGACATGAAAAGTAAA TGCCAAATGACACATCACAA 242

Ai05B2053 Araip.B05 2053 c (A)10ccaaattaattcgcttgatttggttgaataggcagttcacttatttgcttaagtaaatttatagaagaa(T)1089 4395324 4395412 CAGCGATAAACCTTTAAATGGAG TGCCTTGAAAGGAGTTTGAGA 277

Ai05B2056 Araip.B05 2056 c (T)11aattataatgagaactagtctcagtttgctatt(A)1054 4414959 4415012 TAGGCGCGTATGTTTCACAG CTTCGCTTAATCAAAATTTAACAA 193

Ai05B2057 Araip.B05 2057 p3 (ATC)7 21 4415272 4415292 TTCTCCAAATCAATTCATCACAA TGAAACATCTCCATCATCGG 256

Ai05B2064 Araip.B05 2064 c (A)12ttggattaccaaatcggatggttcgagttgtaaagatgaaaaaaattaaatttcacgattaactaatcggactgtccgattag(T)16111 4435559 4435669 CATGTGCGTGTGTGTTATGC TGCATGTGGTGTCAGGAGAG 280
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Ai05B2066 Araip.B05 2066 p3 (AAG)6 18 4438390 4438407 CCGAAGATTGGTGATGAACC CGTCCAGACTACTTCTCGGC 238

Ai05B2068 Araip.B05 2068 c* (AATA)5(AT)8* 33 4455141 4455173 TTATAGTAGCGGATCCACGG TCCGCATAATTAAACCTTCTCTTT 280

Ai05B2075 Araip.B05 2075 p3 (ATA)5 15 4464043 4464057 TGAGTGACTCGATGCCGTAG AGGCACTACCTGACCAAGGA 195

Ai05B2080 Araip.B05 2080 p2 (AT)7 14 4482781 4482794 GCACCTACCCAATGGAGAAA GTTGCTGTTGGAGTTTGGGT 133

Ai05B2083 Araip.B05 2083 p2 (TC)14 28 4501164 4501191 AGTAAGGTGGCTCGTGGATG TTCTAAGTGGGAGGCGAAGA 145

Ai05B2084 Araip.B05 2084 p3 (TCC)6 18 4501365 4501382 TCTTCGCCTCCCACTTAGAA AGAGAGGGAACCTGTGGGAT 167

Ai05B2085 Araip.B05 2085 p2 (TC)10 20 4501597 4501616 CGCAAGGAAAGTTCAGAAGG TTGTCGTTCCTTGGCCTATC 221

Ai05B2086 Araip.B05 2086 p3 (ATG)5 15 4508719 4508733 CACGTTCTTTCTCGTCGTCA CAACAGCAACAACAACCACC 244

Ai05B2089 Araip.B05 2089 p3 (TTA)6 18 4511349 4511366 AGAAATTTGCCAAACACGCT CAAAAGTTGGTAAAAATTGACAGA 262

Ai05B2090 Araip.B05 2090 p3 (TTA)6 18 4511625 4511642 AGTTGTGTTTAATGGAAATGTCTTT AGGGACAACTCAATGTGTCAAA 272

Ai05B2098 Araip.B05 2098 p2 (GA)6 12 4533686 4533697 TTCATCTCCCTGATTGCTCC AGAGCCTTTCCAGTGGGAGT 199

Ai05B2100 Araip.B05 2100 p3 (TTC)5 15 4536355 4536369 TCCTCCTTCTCCTCCTCCTC GGAAAAATGCAGCAACAACA 194

Ai05B2102 Araip.B05 2102 c (A)10gaagaagaggaggaagaggtggtgttgatgacgacgataacgagaaagaaaaattac(GAA)788 4537671 4537758 CAACAACGAGATAACTGATGATGA TTCCTCTTCTTTCTCCGTGC 207

Ai05B2105 Araip.B05 2105 p2 (TC)7 14 4564071 4564084 AGTAAAAGGAAGGGGCGAAA GCCAAACAAAACCGAAAAGA 245

Ai05B2107 Araip.B05 2107 p2 (GA)6 12 4568790 4568801 TTGCTGTGAATGGTGGTGTT GCACACTTCTCCCTAATCGC 210

Ai05B2108 Araip.B05 2108 c (T)13aattaaaaattgaattatcattattcaaatattactataaaaatttattaatctaatccaatctaaaatctcataacaa(T)10102 4570429 4570530 TTATAGCAACAGGATGCCCC GGAAGGCCCACATGAAATTA 266

Ai05B2113 Araip.B05 2113 c (A)12gagaaaaaggataatgacgaacacataaaaaaagagttaggagtgagaatatatatataatagaaatatttttgatatttttatatgcagg(TA)6acagagttatttctatattttcgcagatcccgttttcgtcctcccctccacaaat(A)10180 4587331 4587510 CAATTCTGCCATTTGCAGTG CCTGGAGAATTTATCTGTTGGG 277

Ai05B2117 Araip.B05 2117 c (A)10caaccagaatttgccttatttagtattaattaattgtcgcaacaattaataaatgttaaataaggcaagttatagctgtttttggctga(T)11110 4591570 4591679 TTTTTCATAAAACGTGACCTGTAG TCCGCAGTACTGAAGTGCAA 263

Ai05B2121 Araip.B05 2121 p3 (GAA)5 15 4610464 4610478 CAGAGGAGTTCAAAGCCAGG TTGCAAAGAGTGCCTCACAC 265

Ai05B2125 Araip.B05 2125 p2 (TC)6 12 4621665 4621676 ATTAAATTTTTCGGGGTCCG CGTCATATTTACAATTACCGCC 247

Ai05B2126 Araip.B05 2126 c (CTT)7ctctgttcgcgttcttcttgttcttg(TTC)562 4623463 4623524 CTTCTTTCGCGTGATCAACA TGCAGAGAAGAAAAACGCAA 210

Ai05B2128 Araip.B05 2128 p2 (CT)7 14 4635766 4635779 CTCCTTCGACACAGCAGGAT CAGCCAAACAGAAAGGGAAG 216

Ai05B2133 Araip.B05 2133 p3 (GAG)5 15 4651982 4651996 GATGAGTGCGGTTTGGATCT CAGCTGAACTTTCTGCCCTC 223

Ai05B2136 Araip.B05 2136 p3 (TAT)5 15 4667593 4667607 GGAAGGCTAAGAAAAAGAAGGC ACTCACAATAATGCACTCGCT 222

Ai05B2137 Araip.B05 2137 p3 (TAT)5 15 4672125 4672139 TCAAATTGTGAACGAGGTGG ACTCACAATAATGCACTCGCT 269

Ai05B2138 Araip.B05 2138 c (A)10gataaaaatataaaaatttgtgtcttataatttgtgtcacaatgtcataactt(A)1174 4673513 4673586 AAGACGAAGAGGAAAAGAGAGGA CCACAATTTATTTGTTGAGACACA 272

Ai05B2140 Araip.B05 2140 p3 (CAA)5 15 4681181 4681195 TCCAAGTCAGGTCGAAAGGT ATTTATGCTTGTGTTGCCCC 274

Ai05B2142 Araip.B05 2142 c (ATT)7g(TTA)5 37 4684235 4684271 AAGTGAGGCGAGTCTGCAAT ACCACTAGAGCAGAAGCCGA 247

Ai05B2143 Araip.B05 2143 p3 (GTT)5 15 4684691 4684705 CATTCCCTCTTTCTCTCCCC CATCAACAGCAACCACAACC 210

Ai05B2144 Araip.B05 2144 c (T)11gtacaaaactttaaatcttaacaatcaattataacaattcaaaat(A)1066 4686050 4686115 AGTTGCAATTGCGTCTGCTA AAGTAAAATCAATCTACCAACAATCA 229

Ai05B2154 Araip.B05 2154 p2 (AT)22 44 4705214 4705257 CCACAATTCAATTAATCATGTGTC AATCTTCATCCAATGAAAACCA 271

Ai05B2155 Araip.B05 2155 c (AT)7aatggttttcattggatgaagattaatagatctcatctattaaat(TA)1181 4709051 4709131 AAATTGTTCTTGGTCATCGGA TCGCAGGTCAAAGGAAACTC 266

Ai05B2156 Araip.B05 2156 c (T)10g(T)10 21 4713796 4713816 AAAAATGCAATAGACATGGTTGT ACTTGGCTTTCAACCAATCC 266

Ai05B2159 Araip.B05 2159 c (T)13agaatttggatgattttttatcttatgttttggtgctttttgttttttagaatttcaaa(T)1183 4726558 4726640 GGCTCTTCTTCTCCTCCTCC TGCCTCTTTTTACTCTAATTCACTTTT 265
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Ai05B2163 Araip.B05 2163 p4 (TATT)8 32 4729659 4729690 TTCACATAATTGAACCTTCTCTTTTT CTCTATATCCGCAAATCCGC 268

Ai05B2172 Araip.B05 2172 c (A)10cgaagaagaa(GAAGAG)974 4745708 4745781 GAGGAAGAAGAACGTGCAGC CGCGCATTAATTCATTTTGA 189

Ai05B2177 Araip.B05 2177 c (A)12g(GAA)5 28 4755334 4755361 ATTGGAGGACGCAAAGTGAA CAGACCAACCAAACATGTGC 223

Ai05B2183 Araip.B05 2183 c (T)13gaaactccaaaatgtaggttgcgtttttaggtgtcagaagc(T)1165 4771487 4771551 CGTAGCCTGCGTTTATGGAT GGTGAGGAGCTTCGAATGAG 192

Ai05B2184 Araip.B05 2184 p3 (AAC)6 18 4773784 4773801 CTCCCATGTCATCGAGTCCT CATGTTGGTGTTCCACTTGC 191

Ai05B2191 Araip.B05 2191 p3 (AGG)5 15 4797569 4797583 AGGAGGAGGAGGAGCAGAAG TCCAAGTAGGTCCAACGCTAA 204

Ai05B2194 Araip.B05 2194 c (T)12cttttctgc(T)1031 4809911 4809941 ATGAGGTTCACCTTTGGCAC TCGTCAAAACTCAAAAGGCA 224

Ai05B2197 Araip.B05 2197 p3 (AAG)5 15 4814370 4814384 TTTCAAGCGCACACAAGTTC TGCCTGCAACTTGTTATGGA 190

Ai05B2198 Araip.B05 2198 p2 (AT)6 12 4817498 4817509 AAACAAGAGTTGGTAGAAGTGGG GGAGGGTACTAGATATAGCTGCGA 210

Ai05B2199 Araip.B05 2199 p4 (ATTT)5 20 4819527 4819546 TGTCCACCTCATCCCTCTTC CCAATCCAATTCCAACGAAC 148

Ai05B2201 Araip.B05 2201 p2 (CA)6 12 4824892 4824903 TTTTATTATTTTGATTCTTCTAGTGCG TGTGTCCCCACTTTTTGGAG 280

Ai05B2204 Araip.B05 2204 c* (A)11c(GAA)9(GAAGAG)6*gag(GAA)8gaggaagaggaagag(GAA)17(GAAGAG)5*gaagaagaagaagaggag(GAA)5225 4837223 4837447 CAAAGCTTGATTTCAGAAACTATGA AAGCGCTACACTCAGAACGG 276

Ai05B2205 Araip.B05 2205 p2 (TA)11 22 4842588 4842609 TTGTGGTTAAATGGGGTTTGA TCCAATAACCAGGACCAATGA 275

Ai05B2208 Araip.B05 2208 p3 (CCT)5 15 4855352 4855366 GGGGTGAAGAAGAAGAAGGG TTTGAAGAAGCGTCCCAAGT 212

Ai05B2211 Araip.B05 2211 p3 (ATA)7 21 4859840 4859860 GAAGTATGAGGAACGGGTGC TTGATTGAAGACCTTTATCTGCC 249

Ai05B2212 Araip.B05 2212 p3 (CCA)5 15 4860274 4860288 ACAAAGAAAGCCGCATCAAT CTGAAGCCTTGTTGTTGGTG 257

Ai05B2216 Araip.B05 2216 p2 (TC)7 14 4865292 4865305 CTTCCTCTTCCCCACTTTCC AATCATGCAATTTGCTTCCA 199

Ai05B2221 Araip.B05 2221 p3 (ATT)5 15 4883943 4883957 TTGATCATTGAACAGCTCGC TGGGCATCTCCACATATTCA 200

Ai05B2225 Araip.B05 2225 c (AT)10aacagtcgaaagaatgtagtatactagaagccttgaagaatgggt(A)1075 4893739 4893813 TCCAGGTTTGAAGTGTGTGC ACTTCGCAGGATGAGTTTGG 252

Ai05B2226 Araip.B05 2226 c (TA)6ctagagttcataagcatatgtg(TA)952 4893983 4894034 CATGAGGCCCTAGTTCTCCA CTCCGGCCAACTTTAGCTTC 195

Ai05B2229 Araip.B05 2229 c (T)11ctaatttttgaaaagcgaatttgtgaggacaaataac(T)1058 4907472 4907529 TTTTGCTTGGATCATTGGTG AAACCGCATGAAAGCAAAGT 233

Ai05B2234 Araip.B05 2234 p3 (ACC)5 15 4922374 4922388 CCTTGGACAAGGGAAATCAA GCTCTGGTAACAAGGAAGCG 125

Ai05B2236 Araip.B05 2236 p2 (TG)8 16 4928581 4928596 AGGAGCATGCATCACCAAA TTCTGCTGTGGTCCCATTTT 276

Ai05B2240 Araip.B05 2240 p2 (TC)6 12 4938810 4938821 CCCCTTCCCCTCTATTTGTC GGGAAGAGGGAAGGAGAGAA 206

Ai05B2241 Araip.B05 2241 c (CT)7attgtgctctttccccctcccttctctctctttttctctctcctcctcctctc(CT)679 4939008 4939086 CCTTCCCTCTTCCACTCCTC TCCCTCTTCTCTCTCTCCCTC 274

Ai05B2243 Araip.B05 2243 p2 (GA)11 22 4939901 4939922 GGGGGAGAGAGAGGAAAATG TAAATGATCTGCCGGTAGGG 259

Ai05B2247 Araip.B05 2247 p3 (AGA)5 15 4951254 4951268 CACGAAGCAGGTAAAAGAAGG CTGACTTGCCAGATCAGCAG 242

Ai05B2255 Araip.B05 2255 p2 (AT)6 12 4973250 4973261 TGTTAGCATGATGAACTATGATAGAGA TCGGTCCGTTCCAATTTTTA 266

Ai05B2260 Araip.B05 2260 p2 (AG)7 14 4988400 4988413 CCGGTTTGGTTCTGACAACT ACTTTCATTCCCCCGTCTCT 232

Ai05B2262 Araip.B05 2262 p3 (CTT)9 27 4992929 4992955 TGTCCGTTACGGTTGTTGAA AGAGGGTGGAGATGGTTGTG 216

Ai05B2263 Araip.B05 2263 p3 (GAA)6 18 4993844 4993861 ACGAGAGAGGAAGAAAGGGC GCTGAGGTGGAGAGGTGAAG 203

Ai05B2269 Araip.B05 2269 p2 (TA)7 14 5000398 5000411 TCATGGCTTTCCATGGTAGTT TCCGGGAACATTTTTCATTG 262

Ai05B2270 Araip.B05 2270 c (AGA)8aagagatggatttggttgaagtggaaaatgcagagggcgttgaccgcccaaaaaaagagg(A)1296 5003938 5004033 TTTTCATCGTGCTTGCGAC AAAATTGGCAACTTGGCATC 250

Ai05B2276 Araip.B05 2276 p3 (ATT)5 15 5027727 5027741 TCATCTCAAGAGAGCGCAAA AATACCTCGTCAGCGAAAGC 133
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Ai05B2279 Araip.B05 2279 c (AG)7aaagagatagttatgtac(AG)644 5039868 5039911 AGCTAGCTCGGAGGGAAAAC TTGCCGGATAAGAGAGAGGA 277

Ai05B2281 Araip.B05 2281 c (CCT)5cg(TCC)6 35 5048913 5048947 CATCCTCCTCCTCCAAATCA CACAGGACTCGTTCCCATTT 280

Ai05B2282 Araip.B05 2282 p3 (CTT)5 15 5049252 5049266 TGCAACACTCTTACCATCGG TTCCTGTTGCCTCCAGAACT 278

Ai05B2285 Araip.B05 2285 p4 (AATA)5 20 5053943 5053962 TATCTGCTCTACATCCGCGT CGCACTTTTTAGTGCCGGAT 272

Ai05B2286 Araip.B05 2286 p3 (AAT)9 27 5054758 5054784 TGGTTTGGTTCGGTTTGTTC AATCCATTCATCCCAATGTCT 280

Ai05B2290 Araip.B05 2290 p3 (ACA)5 15 5069623 5069637 AACTTGCTTAGCAGAAAATGCT AGGGGTGAAAGGTAAAGGGA 268

Ai05B2291 Araip.B05 2291 p3 (GAG)5 15 5072536 5072550 GGTTGAAGTCCAAGTGGTGG AGCCTCTCTCATTGCCTCCT 132

Ai05B2292 Araip.B05 2292 p2 (AT)11 22 5074351 5074372 CCACTGCACTAATGCGTTTC CCAAAGAATAATTTCAAGGTCTAAA 280

Ai05B2296 Araip.B05 2296 p3 (GAA)5 15 5081579 5081593 CACAAAAAGCAGGATGAGCA CTTCGACGCTTCATGTTTCA 194

Ai05B2301 Araip.B05 2301 c (T)10atttg(A)10 25 5101106 5101130 TGAGGTCGGTCTTCTTTTGG CAACAACAGCAACAACAACAA 199

Ai05B2304 Araip.B05 2304 p2 (AT)6 12 5107293 5107304 AAATTGCATTCATGTCCCAA AAATGTCATGGATTACGATAAAAGA 188

Ai05B2305 Araip.B05 2305 c (T)10aaaaaaaagtacaatatttttcatcttttcttatctcattctttcacagttttatca(AT)985 5108013 5108097 CGTATCAGCAGCGTCGATAA CACACTATGTACAAACCTCTGGC 275

Ai05B2317 Araip.B05 2317 p2 (AG)6 12 5129782 5129793 TTTTTGCATTGAGAGTTGTTCTT CAAACATCATCCTGTATCAACCA 278

Ai05B2319 Araip.B05 2319 p3 (CCT)6 18 5131524 5131541 TTGTGATAGATGGCCGTTCA GATAAGCGTAGGCCAGTGGA 257

Ai05B2321 Araip.B05 2321 p2 (AT)13 26 5135313 5135338 GCTCACCAAAAGCTCACGA CTCATTAGCTCGTGAATTGACTC 278

Ai05B2323 Araip.B05 2323 p3 (AAT)6 18 5136776 5136793 CATAGGCATCATCGCAAGTG GCATGGCAGTGAAAAATGAA 228

Ai05B2324 Araip.B05 2324 c (A)13gaaaaaaggtaccctctaaatatatatattgctggctttgggacgtgatattatggatatgtttgatatctaaaaaattaaataaatttagtg(T)10116 5137501 5137616 TGAAACAGAAACCAAGTCATGC TCATCGCCATTAAAAGTTTGG 227

Ai05B2327 Araip.B05 2327 p3 (AAT)5 15 5147090 5147104 TTGGACCAGATTTTGAACAAC AAACAACACATCCTAAAAATCCA 279

Ai05B2330 Araip.B05 2330 p2 (TA)10 20 5151749 5151768 GACTGGACAAATCAGTTTAGCAA TTCTAGCCTTTTTCTTTTCTATCG 167

Ai05B2332 Araip.B05 2332 c (A)14taggtctatatgtaaatatttacctaattgactcattttagt(A)1066 5152629 5152694 GCAAATTGTGTTAGGTTTCAGC TTATAATTCACCAAGCCAGAAAG 235

Ai05B2334 Araip.B05 2334 c (T)12gggacatgagtgagaagcaaggttgaaggggaaaagagaaaccgtgggttttggttttcggggcgg(A)1290 5157013 5157102 GGGGAAGAAAAGGACGAAAG GAGAAAAACGAAACCACCCA 204

Ai05B2335 Araip.B05 2335 p3 (ATG)27 81 5158112 5158192 ATTTTCGGAGAGGGTGGAGT GTTGAAAAGTGCGGAGGGTA 241

Ai05B2342 Araip.B05 2342 c (TG)8tttttttt(TG)8 40 5171816 5171855 GGTGTTTGTGCCCTTGACTT ACTGGGAGTATCCCATGCTG 165

Ai05B2343 Araip.B05 2343 c (TC)6tttttctc(T)15 35 5173198 5173232 TCATGTCCTACAAGGGTCCA GGTGCTTCTTTAGTGTGTTTTGG 205

Ai05B2345 Araip.B05 2345 p2 (GA)13 26 5182018 5182043 GTGTGCTTGTCAACCTGCAT CAGGACGCATGGTTTCCTAC 265

Ai05B2347 Araip.B05 2347 p2 (CA)13 26 5182360 5182385 TTGTGCCATGTTAGATTGGG TACAGACCAACAAGCGCAAC 249

Ai05B2348 Araip.B05 2348 p2 (GA)7 14 5185127 5185140 AGCCAAGCCCTTTGGTTTAT GGCTCATCATTTGCCTTTGT 245

Ai05B2350 Araip.B05 2350 p2 (TG)7 14 5190568 5190581 AACTTGCCACGTGGATTAGG AACTGGTACCTGCACTGACAGA 249

Ai05B2354 Araip.B05 2354 p2 (TA)10 20 5208065 5208084 TTCCAATTTCCTCCATCAGC ACCAAACATCCTTTGCGTGT 180

Ai05B2360 Araip.B05 2360 p3 (TTA)5 15 5222913 5222927 GGCTATATGTGTCATGGCGA TGAAATCAGGGTCTTGCTCC 261

Ai05B2361 Araip.B05 2361 p3 (TGA)6 18 5224478 5224495 TGCTTTTGGTTGATGTTGTCA ACTTGGACCATGGTGATCCT 216

Ai05B2364 Araip.B05 2364 p2 (CA)11 22 5234242 5234263 AGGGTGCTGGAAGTGAGAGA AGGTGGAGGGGAAGACAGTT 190

Ai05B2367 Araip.B05 2367 p2 (AG)9 18 5248828 5248845 CGAATACCGAACGCAAAATAA AAAGCTAAAGCGAAACGACG 280

Ai05B2368 Araip.B05 2368 c (AG)15tatgtatgtatgtatttga(ATATGT)579 5249002 5249080 CGTCGTTTCGCTTTAGCTTT GAGGCCCAATCATTCTGAAA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B2374 Araip.B05 2374 p3 (ACA)6 18 5264580 5264597 AATCCATGGCCTGAGCTTTA GCAAGAGTCATATACACCTAGTGGG 224

Ai05B2376 Araip.B05 2376 p2 (AT)6 12 5267612 5267623 CATGCCGTAAAGCAAAGGAT ACTCCGTGGGTTGTGGTTAG 189

Ai05B2383 Araip.B05 2383 p2 (AG)6 12 5283500 5283511 CGGTATGGGTCTTGCAGTTT TCAGAATGGCCAAATCCTCT 225

Ai05B2391 Araip.B05 2391 c (TTC)5tcactcttaatgatgcgtc(T)1044 5308478 5308521 GCCCAAGTGTGAATTTTTGC TGGTGTTGGTGACGACAATA 280

Ai05B2395 Araip.B05 2395 p2 (TA)6 12 5338011 5338022 TTCAGCTCGTTAGCTCGTGA TGCAAGTGAGTCGAGCTAGG 271

Ai05B2400 Araip.B05 2400 p2 (AT)14 28 5342748 5342775 CCGCTACGTACCGAATGACT CAGGTTTGTATGCAGTTGTTGC 181

Ai05B2402 Araip.B05 2402 p3 (TTA)24 72 5344750 5344821 CCAGCAAAGAAAAATGAGCC GTTTCTGATGGGCTGAAAGG 277

Ai05B2403 Araip.B05 2403 c (A)10tattatgtaaatt(A)1235 5345806 5345840 TTCTTCGGCTCCACAAAGAG CAGAAGGCTGTCCCATCAAT 204

Ai05B2405 Araip.B05 2405 p3 (TTC)11 33 5347130 5347162 GCGATTTTGATTCTCTTGGC GCAGAAGCGCACAAACAATA 279

Ai05B2417 Araip.B05 2417 p3 (AAT)6 18 5370758 5370775 AATTCCCACCTTCCGTTTTC CATTGGTCATTGTCTTTTGCTC 180

Ai05B2418 Araip.B05 2418 c (T)11caattaagtccctcttagtagtaattggcttaattttataggaacccaactaaaaaaaaagaattggtacagagacctaaataaaaag(A)10109 5375436 5375544 CGCTGAGAGGGAATTGAAAA AATTGAGTCCTTGCATCAAAAA 246

Ai05B2421 Araip.B05 2421 c (A)15ggcaacatttttttttccgtcccagatttgaa(T)13ctttctatcatatgcaggtattc(T)1093 5378120 5378212 CCTTGGCACTGCCTCTTTAG TGACCCTTCCAAAGGAACTG 204

Ai05B2428 Araip.B05 2428 p3 (ATT)6 18 5398998 5399015 GAACGTTTGAGACGTCCTGC ACGGAAACTGAGGAGGTGTG 127

Ai05B2431 Araip.B05 2431 p2 (TA)7 14 5407630 5407643 TGAAAGTGGTAGCACGTATTTTG AACCGTGTTCTGCTACTTATCCA 143

Ai05B2434 Araip.B05 2434 p3 (ATT)6 18 5415454 5415471 GCATTCTTGTGTTTGTTGGG ACAGCAAAACTCTCACCACG 187

Ai05B2435 Araip.B05 2435 p2 (AT)8 16 5415788 5415803 GTTTTGCTGTGAGGACCAGC CACTGACATTCATTCGGTGC 240

Ai05B2448 Araip.B05 2448 p2 (AT)7 14 5459991 5460004 CGGCAGTTTTTGCTAGCTTC GATCCTTGAACATTGACGGC 237

Ai05B2449 Araip.B05 2449 p2 (TG)6 12 5460629 5460640 TGAAAATTGCCGCTAGACCT AAATAAAACATTTGGGCCGTT 228

Ai05B2452 Araip.B05 2452 p3 (GGA)5 15 5478561 5478575 ATGACGATGGGTTGAGAAGG CCGACTTGCGATTTGTTTTT 225

Ai05B2459 Araip.B05 2459 p3 (TAT)6 18 5493346 5493363 GATCACCATTTTCCTCCATCA CCTTGGCACCGGTAAGTAAA 210

Ai05B2465 Araip.B05 2465 c (GTG)6gttgtggtggtgctggctgtggtgctggttgtggtgt(TGG)11ttgtggtggtgctggctgtggtgctggttgtggtggtggtgttggtgt(TGG)6154 5513337 5513490 GGTGGTGGTCTTGCTTTCTG CCTCACCACTACCAGCACAA 280

Ai05B2471 Araip.B05 2471 p3 (TTA)5 15 5523926 5523940 TTGAAAACATAATGCCAATTTTT CGCTAGCGGCTATGCAAT 110

Ai05B2472 Araip.B05 2472 c (A)10ttaagagagtcaaaaaccaattcatatacaac(A)1153 5524263 5524315 TGCTGGCTAAATAATGACCAAA TGGCTTGGTTAGGCACAATA 191

Ai05B2476 Araip.B05 2476 c (TTAAT)5gaacaaaaagtgcattaatcta(AT)659 5546868 5546926 TCCTGGTTTGGAACAGAGGT GCTAGGTCACCTCCAGGACA 278

Ai05B2477 Araip.B05 2477 p3 (TAT)6 18 5547101 5547118 CTGGAGGTGACCTAGCCAAG GACCTTGGCACCCGTAAGTA 235

Ai05B2482 Araip.B05 2482 p2 (TA)32 64 5555523 5555586 GGCAAACCAGCATTCAGTTA TGCAAGAGAAAAGGGAACAGA 258

Ai05B2483 Araip.B05 2483 p3 (CAA)5 15 5556753 5556767 TTTGCCTTCCACAACAACAA AAGGTTCCGTGCATCATAGG 186

Ai05B2485 Araip.B05 2485 p2 (TA)6 12 5560748 5560759 ACAAGTGGCAAACCAGCATT AAGTGCGAAAAGGGAACAGA 213

Ai05B2486 Araip.B05 2486 c (T)10gtaatttgcg(T)10agatttttttaattacaaaaaacctttttgtgatgggatggattcaacttctgatagaa(T)1099 5561126 5561224 TGTGAATAACTTTATCGACATTTTGAA ACGCTTTTCAGCCACAAAAA 268

Ai05B2487 Araip.B05 2487 p2 (TA)14 28 5569026 5569053 TGGTCCTCTTTTGTATTGATTAAA TGCATTTCTCTCATCATGCTTC 205

Ai05B2494 Araip.B05 2494 p2 (CT)11 22 5578819 5578840 TTCTTTTGCTCCTCCTGCTT GCGCAGAAGATTCTACCCAC 138

Ai05B2496 Araip.B05 2496 p3 (CCA)5 15 5588322 5588336 CAAAGCGGAGTTTGTCCAAT TCTGGTCAATCAACGGTGTC 248

Ai05B2497 Araip.B05 2497 p2 (TC)6 12 5589000 5589011 ACGATGGCTTTTGATTGGAG TCTTGTCGGGATGTGTGAAA 265

Ai05B2499 Araip.B05 2499 p2 (TA)9 18 5591463 5591480 GGAGTGTGACACAAGGCAGA GTGTTCCTCTTGCCAATGCT 249
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Ai05B2502 Araip.B05 2502 p2 (TA)6 12 5592903 5592914 AATTCTTTGCTTTCTCGCCA CTTGTCTCAAGTGCACCCAA 223

Ai05B2503 Araip.B05 2503 p2 (TA)8 16 5598633 5598648 GTCCTCTCCAGAGGCTTCAA GCCTCCTCATGAGTTTGCTC 231

Ai05B2507 Araip.B05 2507 c (A)11caaataaaagataagtaaaacttaaattt(A)10gggcaaggtgaagctgacgacaatcttctcctaggtgggtgggtgg(GT)6108 5606651 5606758 CACCATTGTTAGCCACCTGA CACCTCAAGCTCCACCATTA 260

Ai05B2509 Araip.B05 2509 p2 (AT)7 14 5615989 5616002 GATCCTGTTTGCATTTGCTG AGGCACGTTGCTTCCAATTA 264

Ai05B2510 Araip.B05 2510 p3 (AAT)11 33 5617660 5617692 TCCTTTCTCTCCTGAGGGTG TTATCATGAGGTAATGCCAAAA 275

Ai05B2511 Araip.B05 2511 p3 (TAA)6 18 5618560 5618577 GCAATTGTGACATTCCCTCC GTTTTTGGTGCGGAACATTT 231

Ai05B2514 Araip.B05 2514 c (T)10ccttaaataaaatagtgtcacatttaaaattaacactcctaaaaattcataatcttaaaaaataccatttccagtata(AT)6100 5643350 5643449 TACTTCATCGTCATCGTCGC TTTGAGGACCAAAATGGGTA 244

Ai05B2515 Araip.B05 2515 p2 (GA)11 22 5646073 5646094 TTTCCCAGGCAATGTGTGTA CGGGAAACGAGAGAAGTGAG 229

Ai05B2516 Araip.B05 2516 p3 (CAC)5 15 5646329 5646343 CTCACTTCTCTCGTTTCCCG CTGTTGCTGCTGCTGTTGTT 250

Ai05B2520 Araip.B05 2520 p3 (AAG)6 18 5657718 5657735 CAGTGGCAAGCTAAAGTTCTGA TCCAGCAATTTTTGCAACTG 267

Ai05B2521 Araip.B05 2521 p3 (TGG)8 24 5657905 5657928 TTGCAAAAATTGCTGGATCA ATGAACAGCAGCTTCCAGGT 258

Ai05B2522 Araip.B05 2522 p3 (TGA)5 15 5658816 5658830 GATGTGTGCTCTGAGCGTGT AACCTGCATCACAACCATCA 261

Ai05B2523 Araip.B05 2523 p4 (TGAG)5 20 5665361 5665380 CACACATCCATCTGGCAATC CCTCCCCTATACGCCATTCT 175

Ai05B2527 Araip.B05 2527 c (TA)6atccattaat(A)1032 5686452 5686483 AACCACGCATGCATTTTGTA CGCTTCAAGCATTAAAACGA 280

Ai05B2531 Araip.B05 2531 p2 (TA)9 18 5694175 5694192 GGCACTTGCCTCCTGAGTAA TGCGAAGAAGAAGAACCTTGA 243

Ai05B2534 Araip.B05 2534 p2 (GA)6 12 5714084 5714095 GTGGTGGGTTGAAGAAGCAT TTTTGACCATTTTCGATCCG 126

Ai05B2535 Araip.B05 2535 c (ATTT)5ttgtc(T)1338 5717114 5717151 CCAAAATTGGTGTGGTCAAA TCAGGAGATTGTACTCCCTCG 239

Ai05B2541 Araip.B05 2541 c (T)10atctaaattattgtttttgttgttgcatggcagtgaaaatagttgttgatgtgcacttgtgcagtcaaaaccacaatagtgattc(T)10105 5740866 5740970 TTCATAGTTGTGGCTGAAGCA TAAGCGAGCGAGTGAGTTGA 215

Ai05B2555 Araip.B05 2555 p3 (CAA)8 24 5757916 5757939 CTGCAGAGATTGGGCTTCTC TCGTCATCTTCTTGGTGCTG 208

Ai05B2556 Araip.B05 2556 c (A)10gg(A)10 22 5759123 5759144 GCACATGGAGAAGGAGCAAT AGTCCCCACGGAAATGTATG 257

Ai05B2559 Araip.B05 2559 p2 (TA)8 16 5761874 5761889 CCTTTAAGGATGCAATTCTCTGA ATGTCGTTTTCCAATCCCAG 104

Ai05B2560 Araip.B05 2560 p4 (CTAT)5 20 5764198 5764217 AGTGGTGCAGCAATAAGCACT TGAGTAAGGAGGACCACATGC 204

Ai05B2561 Araip.B05 2561 c (AT)12gatgatcttcatcatcagc(TA)655 5764372 5764426 TCTTCATGCATGTGGTCCTC TGGAAGTAGCTAGCAACAGCAG 249

Ai05B2562 Araip.B05 2562 p2 (TA)8 16 5765178 5765193 TTGTACCAAAAGAATACTCACCAAA TGTGAGCTCTGCTCTTGATTTT 267

Ai05B2563 Araip.B05 2563 p2 (TA)6 12 5765319 5765330 TTGTACCAAAAGAATACTCACCAAA TGTGAGCTCTGCTCTTGATTTT 267

Ai05B2564 Araip.B05 2564 p2 (TA)7 14 5765663 5765676 TGAGTCGTCATGGCGTATTG GCCACATGCATCTCATCATC 266

Ai05B2566 Araip.B05 2566 p2 (AG)6 12 5772333 5772344 GGGAGAAATGGGGAAAGAAG TACTCAACCCAGATCACCCC 101

Ai05B2569 Araip.B05 2569 c (TA)6aaagagagttt(TA)737 5773804 5773840 TGGATCAATTTTTGGCCATC TGGCTCTCATATTCAACAGCA 242

Ai05B2570 Araip.B05 2570 p2 (AT)6 12 5774179 5774190 TGAGAGCCATTCTTTTTATCCG TCCAGACACCCAAACTACCC 273

Ai05B2571 Araip.B05 2571 p2 (CT)6 12 5774436 5774447 GGGTAGTTTGGGTGTCTGGA GAAGGGCATGCAGTGATGAT 274

Ai05B2572 Araip.B05 2572 c (T)11atgttctcaaaatccaaattcaataatattgataaaatgaccaatgatcacctttgattaattccacgttaataaaaaaaattattgaca(T)10111 5776117 5776227 ACATGGGGCGTGAAATTAAA TCAAATGGCATAGTCTCCCC 247

Ai05B2573 Araip.B05 2573 c (A)10ttgaaagaccaacta(T)1136 5776549 5776584 GCCAATGGGTTGCATCTT GGCCAATACTAATTGGGCCT 273

Ai05B2574 Araip.B05 2574 p3 (TTA)6 18 5777600 5777617 GAGCGTTGTTGCTGTTTTCA CCAAAGATCAAACCCTGGAA 273

Ai05B2581 Araip.B05 2581 p3 (ATT)5 15 5810004 5810018 GCTTCTTTTGTTTCCAAATGC ATAATGCATTGCCCCCATTA 268
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Ai05B2584 Araip.B05 2584 p3 (GAA)5 15 5827137 5827151 ATTTTTGGTTTGGCGGATTT AAAATTTCACAGAGAAGCCCC 253

Ai05B2589 Araip.B05 2589 p2 (TA)6 12 5833696 5833707 GCTTGAGATTCCACAGGGTG TGTCACTACCCTCAGCAACG 208

Ai05B2590 Araip.B05 2590 p3 (TTC)6 18 5834714 5834731 GGAGGAAGAGGAGGAGGAGA ACTCCCTTGGCTTTGAGGTT 271

Ai05B2597 Araip.B05 2597 c (A)11taaaaaaaaat(A)1234 5857085 5857118 CTCAATTAAGAGGTTGCGGG ACAAACTACGCGTTTGACCA 278

Ai05B2598 Araip.B05 2598 p3 (TAA)5 15 5858326 5858340 ATGGAAATTGCATCCAGCA GGGGAGGCTGATGACATAGA 247

Ai05B2599 Araip.B05 2599 p3 (TAC)6 18 5858538 5858555 AAACCAAACCACCACCACAT GAAGAGACGGTGCCTCAAAG 135

Ai05B2601 Araip.B05 2601 p3 (AAT)5 15 5859669 5859683 GGGTGGCTTTGACACAATTC TGAAAGCACTGCGGTAAAAA 102

Ai05B2602 Araip.B05 2602 p2 (AT)14 28 5863811 5863838 AGGCGAAGCTATTTCTGGGT CGAAGCTAAGGCTGGCTAGA 265

Ai05B2603 Araip.B05 2603 p2 (TA)6 12 5864728 5864739 TGTCACTTTTCTGGTTTGCG TCGTAGTCGAGTTTTCACCTCA 262

Ai05B2609 Araip.B05 2609 p3 (GAG)5 15 5887995 5888009 ATCGAACCACACGTCAGCTA TTGTTGCTTGCACGTTCTTC 254

Ai05B2610 Araip.B05 2610 p3 (CTT)5 15 5888963 5888977 GAATTTTCGGTGTATATGTGCTGA CGAATGTAAGTTCATCGTCTTCC 246

Ai05B2611 Araip.B05 2611 p3 (AGG)6 18 5889527 5889544 TGAAAATGAAACACGCGAAG TCATAGCACGCTCACTCACC 154

Ai05B2615 Araip.B05 2615 p3 (TTG)5 15 5894173 5894187 CGATGTTGGTGTTCCACTTG CTGCACCGTAGACCTTCACA 170

Ai05B2620 Araip.B05 2620 c* (TG)10aaaaggattgttcaatttatctgaaaagaaaaaaaatctccacatttggaagtgcaatctttttttatttc(T)14gtcaaagaattttaattttcgaaaattatg(T)10(TG)7*158 5908940 5909097 TGGCTTTAAATTTTCCCACA CAACTCTTGTTTCTTTGTTTCTGG 280

Ai05B2632 Araip.B05 2632 c (A)10gaatgaaaaaataaaaaataaaaaacgatcttcat(A)1055 5947346 5947400 GCTTGAGGGAGAGAGAGCAA CGCCATTTGAAGACCACTCT 216

Ai05B2633 Araip.B05 2633 p3 (AAT)5 15 5955041 5955055 ATCTTGCGCTTGGTGAGAGT GTTTGGAAACTACCCGCTGA 241

Ai05B2641 Araip.B05 2641 p3 (ACA)5 15 5966528 5966542 GCCTTATTCGGTGCATCACT CATCGGAGACGATGATGTTG 268

Ai05B2650 Araip.B05 2650 c (A)11ttttaaaatcacaaatctaacttttaaatttgtggttatc(A)1061 5996173 5996233 AGAACCCTTAAATTTGGGAAAG TGGAAGGTAGAAGACTAGAAGGTGA 279

Ai05B2652 Araip.B05 2652 p2 (TC)6 12 5996693 5996704 TTCGGTAACATTGGCATTGA AGAAACTAAAACCGGACGCA 228

Ai05B2654 Araip.B05 2654 p4 (ATGT)11 44 6013535 6013578 GCCTTGACCCTATCTGTGCT GCTGGAGTCACCATGGATTT 262

Ai05B2658 Araip.B05 2658 p2 (TA)6 12 6019312 6019323 TGAATGAAAGGGTTAAATGCG CTCAACTCCACACCTCCCAT 187

Ai05B2659 Araip.B05 2659 c (AAT)17aacataataaag(AAT)32159 6021286 6021444 GCGTAAAACTCTATGTGGTAGGATG TTTTGGATATAGCGTCACAAAAA 277

Ai05B2663 Araip.B05 2663 c (AT)9aggttaaatcatgttaatttgtctggtatttctttt(TA)768 6029426 6029493 TCAGGAATAAGTGGCTATGCAG AAAAGAAGCAGGACAGAACAAA 279

Ai05B2668 Araip.B05 2668 p3 (AAT)5 15 6046036 6046050 TGGATCATTTTGTTGAGGGA CTCCCATTCCTTGCATTGTT 261

Ai05B2669 Araip.B05 2669 p2 (TA)6 12 6048841 6048852 CTAGCTGCTCCCTTGCTGAT TTCCTGGCGTGTCATTCATA 263

Ai05B2672 Araip.B05 2672 p2 (AT)9 18 6053091 6053108 TTACCCCACACCCAGAAGAG TGCAGCAAATTAATCATTGGA 236

Ai05B2673 Araip.B05 2673 c (A)11catttctcttcaaatcaatatatcaaagtatataggttctcaaatctcaatagattatttagcaatta(T)1089 6060255 6060343 AAATTTCCTGCCACATGGTT TTCATCAATTTCCCTGCCTC 178

Ai05B2675 Araip.B05 2675 p4 (TAGG)5 20 6066557 6066576 TGAAAGCTAAGGGCGAGAAA TTTTTGGTTCGAGGCATCC 257

Ai05B2677 Araip.B05 2677 p4 (ATGT)9 36 6069500 6069535 AGTATTGCAAAAAGTGGGCG GATACCATTTCTTGCGCTCC 256

Ai05B2679 Araip.B05 2679 p2 (TA)7 14 6072856 6072869 CATCCGAAAATGCTTTTGCTA GGCAACAAAACAAAGATGGAA 225

Ai05B2680 Araip.B05 2680 p2 (AT)8 16 6075390 6075405 GGAATTTACGTAATGCTCATGAAA AGGAGTAGGGCTGGCAATTT 271

Ai05B2682 Araip.B05 2682 p2 (AG)6 12 6080250 6080261 ACCCCGCCTCTTTAAGTGAT GAGGCCGAGTTCTTCCTTCT 155

Ai05B2683 Araip.B05 2683 p3 (GAG)6 18 6083831 6083848 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai05B2688 Araip.B05 2688 p2 (TA)6 12 6095580 6095591 GGGCAAGTTGGAGTTGAAAA TAAACGGTCGGAAATCTTGG 228
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Ai05B2691 Araip.B05 2691 c (CA)8(TA)6 28 6097906 6097933 AACACAAGGCTTTGATCGAATA TCATGGTTGACTTCCTGTGG 253

Ai05B2692 Araip.B05 2692 p3 (TTA)19 57 6098150 6098206 CAGTGAAGGACATTGCATGG CATCCAACCAGGCCCTAATA 261

Ai05B2697 Araip.B05 2697 p2 (CT)7 14 6101094 6101107 CCCCAAAAGTCTAAGCCTCA TTTGTCACAGCAAGGTGCTC 170

Ai05B2698 Araip.B05 2698 c (TA)6atcttaatattaaaccattcttctaccttagcccatggcagcaataaatattttctggtt(ATTA)592 6101309 6101400 GCCTGAAGAAGACGCAAAAC TTAGACGACAGCTTTTCCCG 228

Ai05B2699 Araip.B05 2699 p3 (TTC)7 21 6101697 6101717 CACCAGGCTCAAGAAGAAGC GGTGGATAAAGGTGGTGGTG 210

Ai05B2700 Araip.B05 2700 p3 (CAC)5 15 6101999 6102013 CACCACCACCTTTATCCACC CAGGTGAAGCGTCATCTTGA 238

Ai05B2701 Araip.B05 2701 p3 (ATG)6 18 6102394 6102411 ACGACAGCTTTTGTGGCTCT GCACCTTTCAAATTTTCCCA 261

Ai05B2702 Araip.B05 2702 p2 (TA)6 12 6105661 6105672 CGTGGTCTACCTGTTTTTATTGG TCGCTACGAAAATTATATTAACGTGT 154

Ai05B2703 Araip.B05 2703 c (T)10cagaaagaatgatttg(A)1036 6107322 6107357 TCTTGATTTGGACCTGCCTT CCATTAGAAATGGGTACCAGGA 250

Ai05B2710 Araip.B05 2710 p2 (TC)6 12 6137771 6137782 ACGACCCATATGCCATTAGC CAACCTTCACCTCAGCAACA 193

Ai05B2712 Araip.B05 2712 p2 (AT)6 12 6138793 6138804 TTTGGGGGACTTAGTGATCG CCAGATTCAACGTATGAGCG 278

Ai05B2719 Araip.B05 2719 c (T)11ctatttttggtgcaaatccgtcagttttgtgta(T)1054 6152140 6152193 TGCATCAAGAATCATCCCAA AGGAGGCACCTCTGTTGAAA 160

Ai05B2720 Araip.B05 2720 c (AAT)21aaac(ATA)28151 6153844 6153994 CTGCATGCGTAGTGTTGAAA TGCGTTTGTAAGATGACTCCA 279

Ai05B2723 Araip.B05 2723 p2 (TA)9 18 6160075 6160092 CTGAGAATTTGCGAAGACGA CATGTGCATACATACAAATCCCA 243

Ai05B2727 Araip.B05 2727 c (A)10ttaatttggtctttgacaattacttcaaaagaacaacaaagtttctataccagaaaaagttaa(T)1083 6166631 6166713 CAGCTCCGAACAATTACTTCAA TGGAGTAAATACCCACCCGA 235

Ai05B2731 Araip.B05 2731 c (TTG)10ctgcatgtgaagaagatgatgatggaggtata(GTG)577 6189215 6189291 GTGTCACTGCCATCATCGTC CACCTCCTTCACCCAATCAC 259

Ai05B2734 Araip.B05 2734 p2 (AT)6 12 6191418 6191429 AGGTGGAAACTCAGGTGCAG AACCCACAATTGAATCCGTC 207

Ai05B2735 Araip.B05 2735 p2 (AT)8 16 6198092 6198107 CAAATGACATCCCGTCATCA TCGTCGGAAAATATCTCAGGA 275

Ai05B2741 Araip.B05 2741 p2 (AT)6 12 6201057 6201068 TCTTTGCATGTCCCATTCTTT GGACCTTCCTTCATGGTCCT 260

Ai05B2744 Araip.B05 2744 p3 (CTT)5 15 6210099 6210113 TCATGCCATTTCACGTTTTT TTGCTGGTTAAGGATTAGGCA 224

Ai05B2745 Araip.B05 2745 p3 (TCT)5 15 6210616 6210630 ACAGAAGGAGATCGAAGGCA GCGCGTTACTGAACCATCTT 162

Ai05B2751 Araip.B05 2751 c (T)11aattacaaatcttc(T)1237 6243926 6243962 TTCCTAACCTTCCAATCCTCC GCCCAAATTGTATGATGGGT 248

Ai05B2752 Araip.B05 2752 p3 (ATC)5 15 6245117 6245131 GCTTCCTGTAGCCGTACCAC CATCAAACACAGTTGCAGGG 199

Ai05B2753 Araip.B05 2753 c (A)12gcctacagggaaatcctttttcctttc(T)1453 6245502 6245554 GTAGGCCACACCTCACCACT AGCACAAGATGGCTCTCGAT 258

Ai05B2755 Araip.B05 2755 p3 (CCT)10 30 6249656 6249685 GAGTTCCGGTTCCTCCTACC TGGTTCCTAACGAACTTGGG 279

Ai05B2762 Araip.B05 2762 p3 (TTA)5 15 6271689 6271703 GTGGAAGTTTATAAGGATGAATTTTT GTGGACTGGCATAAGGTGCT 245

Ai05B2770 Araip.B05 2770 p3 (TCT)8 24 6295392 6295415 AACGGTAACGGAGATTGCTG ACGAGAGAGGAAGAAAGGGC 223

Ai05B2772 Araip.B05 2772 c (TGA)5tggtgatgatgatgttgataatggtggtggagtggcagt(TGG)672 6307951 6308022 TAGTGGTGTTGGTGGTGGTG CAGAATCGATTTCGTCCCTC 239

Ai05B2777 Araip.B05 2777 p3 (ATT)5 15 6320942 6320956 TCCCTTCCTTCATTCCATTG CATGAATGAGTTTCAGGCCA 277

Ai05B2779 Araip.B05 2779 c (A)14gatcaacaaattaattcttgtgtttagagtctcagaaacacggtgggaactt(A)1076 6326298 6326373 AAACCCTGATCGACGACAAA CCCGGTTCCTTTGTTCTTTT 244

Ai05B2787 Araip.B05 2787 p2 (AT)8 16 6361241 6361256 CCTGTCAGACTGGGGGATAC TTGGAAAATCTTTTAGTGATTGTGA 280

Ai05B2791 Araip.B05 2791 p3 (GAT)5 15 6372357 6372371 ACAATTTTGGAGGCATCCTG TCAGGCTTAGGCCCAGAGTA 160

Ai05B2792 Araip.B05 2792 p2 (TA)6 12 6372673 6372684 TGCAATAGTTCACACGAAGC TCGGCCTAAATTCTACGAGC 128

Ai05B2794 Araip.B05 2794 p3 (TCC)7 21 6380945 6380965 TACCAGAAGGTCCAAGACGC CCAAGTTGTGAGGAGGAGGA 115



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B2795 Araip.B05 2795 p4 (TCTT)5 20 6387435 6387454 CACGCTGCCAAACATAGAAA TGTGGAAAAAGATGCAGCAG 132

Ai05B2798 Araip.B05 2798 p3 (TTG)6 18 6390789 6390806 TGCCCCTCTATGAGGATCAC AGCAGACCACAACACATGGA 209

Ai05B2799 Araip.B05 2799 p3 (TCT)6 18 6398000 6398017 TGGAGATCCCACTCCTGAAC CTCTCCGAGCTCACCAAATC 223

Ai05B2800 Araip.B05 2800 p2 (TC)10 20 6398365 6398384 TTGGCGTTAGGAGGGTTATG TAGTAGAGGGCGAAACGACG 252

Ai05B2801 Araip.B05 2801 c (A)10ttgatcactaatacagtaatacttttttcaattttttatccttttgttattcttgtaaaaaattct(A)1187 6398720 6398806 GCAACGAAAATTGACTCATGC AAAGCGGCAACAGAGAAAAA 257

Ai05B2802 Araip.B05 2802 p6 (GAAAGG)5 30 6399443 6399472 ATTAGGTTGGAAAGTGGGGC TCCTCAGTTCCCTTTTCCCT 193

Ai05B2804 Araip.B05 2804 c (A)11caaacattgttagattgaaaacatatattttagagtgaataccaaactcgatccttgataattttttcgaaggactacaaggcctctaaac(A)10112 6399991 6400102 TTTCGGAATACAAGTTCGGG CAAACGTTGGGGACAAAAAC 237

Ai05B2812 Araip.B05 2812 p3 (TGA)8 24 6418266 6418289 ACCGCCCATATACCAGTTTG TGAACTTCCGAGACCTCGTT 179

Ai05B2814 Araip.B05 2814 p2 (AC)10 20 6423806 6423825 TTGTTTTGCAATTCAGCCAG ACCTATGAGGAGGGAGGGAA 228

Ai05B2819 Araip.B05 2819 p2 (CT)7 14 6429897 6429910 TCTTTGCTTTGACCGCTTTT AGGGTTGAGAAGGGGACAGT 173

Ai05B2822 Araip.B05 2822 p3 (ATG)6 18 6433548 6433565 ACCAGCAGCCATGGAAATAC ACGCATAGCTTCTTCTCCGA 145

Ai05B2828 Araip.B05 2828 c (TA)6(T)10 22 6443154 6443175 TGCCAAGATCAACTCCACTG AGTGAAATCCGAATCACCCA 269

Ai05B2830 Araip.B05 2830 p6 (TATTCT)20 120 6455689 6455808 CCCCCAGCTCCAACTAAAAT ACATAGGAAGCTGTCCGTGC 260

Ai05B2834 Araip.B05 2834 p2 (TA)6 12 6464638 6464649 GAAAAACCCAATCAGATGCC ATGTTTGGACGTAAGCACCC 207

Ai05B2835 Araip.B05 2835 c (T)10gtttttttcttctttttttttg(T)10cactttattcttcttcttc(T)1172 6487525 6487596 TGAAAAGGACAATAATTATAAGGAAGA TGTTTTCGTTTGCGTTTCAT 131

Ai05B2836 Araip.B05 2836 c (T)15gtttttttcttctttttttttg(T)1148 6491188 6491235 TCACGAACATTTGAAGCACG TCTTCCGAGACAATTACCCAA 249

Ai05B2837 Araip.B05 2837 c (T)10gtttttttcttctttttttttgtttttttttatccctttattcatcttcttc(T)1173 6493537 6493609 TCACGAACATTTGAAGCACG TTGTCGCGTCTTTCATTTTG 248

Ai05B2838 Araip.B05 2838 p2 (GA)6 12 6501919 6501930 ATGGCCAATTAGCTCTCCCT CCAGCTGGCTGATAGGTTGT 160

Ai05B2841 Araip.B05 2841 p2 (AT)6 12 6513197 6513208 TGGTCATAGGATTATTAAAAAGGACA TTCATTCAATCCCCTTGGTC 223

Ai05B2842 Araip.B05 2842 c (ACC)7(AAC)7 42 6514142 6514183 CCCTACCAGCACCTTTACCA GCTTCATTTGCACCTCGATT 267

Ai05B2848 Araip.B05 2848 c (TAT)5gacaatttgttccagctttaattatgctacttcaga(T)1061 6534784 6534844 TTGTCATTAATATGGCAGGGG GCAAGTTGTTTTCTGTCATCCA 165

Ai05B2849 Araip.B05 2849 p3 (AGC)5 15 6542879 6542893 CTATGTGTCAGGTGGAACCG ACGGACAAGATGGAACAAGG 225

Ai05B2851 Araip.B05 2851 p2 (TC)6 12 6547891 6547902 GAACACTGTCAACCGGCTCT ACAAGAATGACCCCAACTGC 178

Ai05B2854 Araip.B05 2854 c (T)10aaaag(A)10 25 6551924 6551948 GATGACTGCATTATTGGGGG GAATTATGCCCGAACACAGG 267

Ai05B2857 Araip.B05 2857 p3 (TAT)5 15 6554740 6554754 TTTTGAGGGAGAGGTCGAGA CCCACTTTCTTTTCCTGCAC 205

Ai05B2863 Araip.B05 2863 p2 (GA)8 16 6567778 6567793 CAGCCCCATTGCTATGATTT ATGCGATAATCAGTGGGGAG 247

Ai05B2864 Araip.B05 2864 p5 (CATAC)5 25 6567917 6567941 CTCCCCACTGATTATCGCAT AGTGGGAAAGGACTCCACCT 280

Ai05B2866 Araip.B05 2866 p2 (AC)6 12 6575031 6575042 TACTGGCGGTAGCGGTTTAC TACCTGACGCGGTTTATGTG 147

Ai05B2875 Araip.B05 2875 p3 (TTG)5 15 6594084 6594098 GTGCTTGGAAGAAGACGAGG TCCCGACACAACTATCACCA 102

Ai05B2877 Araip.B05 2877 p3 (ACT)6 18 6597793 6597810 CCAAAATGCACTCCTTCTCC TGAAGGAAGGAAGTGGGGTA 164

Ai05B2878 Araip.B05 2878 p3 (ATA)7 21 6598518 6598538 CCCTTTGTTCCCCTGATTTT AACCTGTCTGATCCTGTCCG 255

Ai05B2880 Araip.B05 2880 c (A)22ctaaaaacggagggtccgttttgttttaaaggaaaaattaaaaaaaacacaaatggaaaactgagggtccgttttcag(T)14(A)13ctgtaaacggagggtccgatttcatgttaaataaat(A)11174 6601614 6601787 GACGGTCCGATTAGAGGAGA GGACCGTCCGATTAGTTTTTG 268

Ai05B2888 Araip.B05 2888 p2 (GA)10 20 6636780 6636799 TGAGCTTTCACCTTTGGCTT GCTATCATTTCATCGCCACA 190

Ai05B2891 Araip.B05 2891 p3 (GAG)5 15 6638353 6638367 GGGGCAAGTAAATGAGGTGA CGACGCAGCATTGTTTTATG 190
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Ai05B2894 Araip.B05 2894 p2 (AT)9 18 6649485 6649502 TTTGCCAAGACTCCATTCGT TTTTTCAGCTATGGTCGGACT 275

Ai05B2895 Araip.B05 2895 p2 (TA)7 14 6650322 6650335 CATAGGCACTGCAAGAGCAC AACATCTGGGTTGCTTGCTT 269

Ai05B2900 Araip.B05 2900 c (TA)6(CA)6t(AC)10(ATAC)565 6659900 6659964 AAGCTCCAGACTCGACTTGC TTGAATTCGGAGAACCAAGG 168

Ai05B2901 Araip.B05 2901 c* (ATC)19(ATCA)5*74 6660721 6660794 CAAATAGGCAAGCCCAAAAA CCCGAATTCTTCCAATGAGA 279

Ai05B2902 Araip.B05 2902 p2 (TA)12 24 6664314 6664337 TTGCCAAGCCTTCTGAATCT AGGTTGAATTCGGAGAACCA 208

Ai05B2911 Araip.B05 2911 c (TG)8tt(TG)14 46 6691717 6691762 GCATTTGGACCTTGGTTTTG TGAGGACTCAAACGAAGCAA 197

Ai05B2913 Araip.B05 2913 p2 (AT)8 16 6693659 6693674 CAGCAAAAATTTGCCGTACA CATGACGCATCTCACACAAA 195

Ai05B2914 Araip.B05 2914 c (A)10ggtgcagcgtagaccccccaattcgaaccaaaaaaaag(A)1159 6694825 6694883 AATTCCTCAAATTCGTCCCC GATGGGATGGAACAGATTGG 227

Ai05B2915 Araip.B05 2915 c (T)13gcttttttcttttttttggttcgaattaggggtctacgctgcaccctttttta(T)1076 6694995 6695070 CAATCTGTTCCATCCCATCC CCCTGAGGAATTTTCCGTTC 198

Ai05B2918 Araip.B05 2918 p3 (GGT)6 18 6705138 6705155 CCCTTCAGTTGGAGAACGAG CACCGGTAAAGGATGAGGAA 272

Ai05B2919 Araip.B05 2919 p2 (GA)7 14 6706363 6706376 TTGTTTCCCCCAATTCATGT AGCGCTTACAGCCAAGAAAA 207

Ai05B2925 Araip.B05 2925 c (CA)8(TA)7 30 6732887 6732916 TGAAAAATGCAATGCAAAAA GAGGTCGCTAATTCAAATCTCTC 222

Ai05B2928 Araip.B05 2928 p2 (TA)6 12 6734831 6734842 TGCCACTGTTGCATCTGAA CGATACAAGACGTCCAGCAA 262

Ai05B2931 Araip.B05 2931 p3 (ATT)20 60 6736276 6736335 AATTGAGCCACAGATGTTCG GCACATGCACTTTGGTGGTA 275

Ai05B2934 Araip.B05 2934 c (AG)8(A)11 27 6741637 6741663 TTGGAATACCGGGTGATGAT AGAGCATTAGCATGAGGCCC 232

Ai05B2938 Araip.B05 2938 p2 (TC)14 28 6746682 6746709 GACACTTCAGAAAGCCCTGC CCTGTCACAAGCAATCTCCA 248

Ai05B2943 Araip.B05 2943 p2 (GA)7 14 6752268 6752281 CGGGGTGTAGTTTGCTCATT TCACATTCACATGTGTCACGA 279

Ai05B2951 Araip.B05 2951 p3 (AAC)14 42 6775830 6775871 CGACATTTTTATTTCTCATCTTTG TTTTTGCATTGGATGCTTGA 279

Ai05B2952 Araip.B05 2952 c (A)10caatgtccaaaagtcaggacaag(A)1043 6777001 6777043 CAAATGTTTGTCCTGAAATGAA TCTTACAATTTCATGTGTTCGTGA 228

Ai05B2953 Araip.B05 2953 p2 (AT)6 12 6780623 6780634 GGGTTCGTTGGCAGATTAAA AGTGATGGGAACCACATTCAT 186

Ai05B2960 Araip.B05 2960 c (GGT)5(GGA)5 30 6808072 6808101 CCACTGGACGGTGAGATTTT CTCTCCCCTCCATTTTCCTC 239

Ai05B2964 Araip.B05 2964 c (AAT)17acaataacaaagct(TAA)580 6813922 6814001 GACCTCGCCTAAAATGCGTA ACTAGCGCGACGGTATTGAC 228

Ai05B2965 Araip.B05 2965 c (A)10tgataattattaaattctaaataataccgattaaaac(ATA)562 6814757 6814818 TATCTGGCGGATCCAGTTTT GGTGCGTGACTATACCAAACC 267

Ai05B2968 Araip.B05 2968 p3 (ATC)11 33 6818950 6818982 GGAGTATGGGCTGTCGTTGT AAAAACTGCGAAAATGCACC 241

Ai05B2969 Araip.B05 2969 p3 (CCA)6 18 6821249 6821266 CACATAGCACGAAGGAGCTG TCTAAATCCCATCCAGGCAG 248

Ai05B2970 Araip.B05 2970 p3 (GTT)5 15 6827530 6827544 TGCTGGTTTGTTGGAAACTT CAGACCAGCAACAACAACAAA 214

Ai05B2971 Araip.B05 2971 p2 (GA)8 16 6831130 6831145 CTAAGGAGGTTCGGGAGGAC CCCTACCTGCCTGTGAATGT 271

Ai05B2972 Araip.B05 2972 c (A)11gagtcaccaaaaaaaatttcc(A)1345 6839265 6839309 AAATCGAAAACTTTTGGGACAA TGGTACTTGGTTGTTGTTTTCTTT 275

Ai05B2979 Araip.B05 2979 p3 (TTA)12 36 6863462 6863497 ATGGAAAGAGGTGGGTGATG GGGGATGTTACCTGTTACCATTT 146

Ai05B2981 Araip.B05 2981 p3 (TTA)7 21 6871629 6871649 CCATGTGGCAAATAGAGAAGC CGTTGCCGGAGATTAATTGT 245

Ai05B2983 Araip.B05 2983 c (T)10ctttctcttttgtttttttattttaaaaattactttttcttcttaatttgatccttaattagag(T)1185 6876373 6876457 TTTGAATTACATTGGATTTAATCGTT TGGTTCAGACTCCTAAACACTCA 263

Ai05B2985 Araip.B05 2985 p4 (ACTC)6 24 6895870 6895893 CACCCCACTCACCCTCTTTA TAGTTACGCAATTGCCCCTC 221

Ai05B2989 Araip.B05 2989 p3 (GAA)7 21 6906592 6906612 AATGCTCAAAATCCTCCCCT TCCTCCTACATTTGGCTGCT 273

Ai05B2990 Araip.B05 2990 p3 (GAG)6 18 6916632 6916649 AATCACAATGGGCTGAGAGG AGATGACAAAGGCAAACGCT 149
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Ai05B2994 Araip.B05 2994 p2 (TA)7 14 6941890 6941903 GAATTGGGCTCCCTTAAACC CACTCTGACGTCCAAATCAAAA 248

Ai05B2998 Araip.B05 2998 p4 (AAAG)5 20 6954873 6954892 TGCGTTCATTTTTCATGAGATT AAAACACGACACGAAGGACC 122

Ai05B3001 Araip.B05 3001 p2 (AT)6 12 6959763 6959774 CGCTCGAGTACGAAAACACA TCACCATAGGCATCTGACCTT 254

Ai05B3004 Araip.B05 3004 p2 (AT)8 16 6960631 6960646 TCTCCACACTTGACTGCGAC AAAATTTGGAACCAAAGCCC 136

Ai05B3007 Araip.B05 3007 p2 (GA)7 14 6970843 6970856 AAGAATGAAGGATCGGAGCA ACTCAATCACGGGCTAATGC 114

Ai05B3008 Araip.B05 3008 p3 (TAA)6 18 6971526 6971543 CCACCTTTGCACCAATACAA CGAAGGTGGTGGAAGTAGGT 280

Ai05B3018 Araip.B05 3018 p2 (TA)7 14 6999314 6999327 ACAGGGCATGGTTGGATTTA TGAAACTGCAAAGACAACGC 217

Ai05B3022 Araip.B05 3022 p2 (AT)6 12 7010630 7010641 TTTTGAATATTGGAAAATTTGGG TGGGGTAATTTTGTCCCCTT 191

Ai05B3031 Araip.B05 3031 p2 (AT)6 12 7042517 7042528 ACTCTTGGTTCCCGTGTGAG GTGCAGGTTCTGACCTGTGA 260

Ai05B3032 Araip.B05 3032 p3 (CTT)5 15 7043591 7043605 TGGCCATGCTAAAACATGAA TCACTGATTCTGCTGCTGATG 251

Ai05B3033 Araip.B05 3033 p2 (AT)6 12 7044174 7044185 CAGCCACCTTCACTTCTTCA GGCATGAAAGGAACGTTTTC 266

Ai05B3035 Araip.B05 3035 c (A)11tctaaaacctaataaaaaattctaaaatct(A)1354 7046301 7046354 ATGTAATGACCCATGGCACC TTTTTGTGGTTTCTTTTTATTTGA 244

Ai05B3039 Araip.B05 3039 p3 (AGA)5 15 7055090 7055104 AAAGGCAAAAAGAGAACGCA ACGATTTTTATGGCGTGCTT 137

Ai05B3040 Araip.B05 3040 p2 (AC)9 18 7057440 7057457 TATCATCAAAGGGAACCCCA GATCCCTTTTGGCCATCATA 184

Ai05B3041 Araip.B05 3041 p2 (TG)6 12 7057805 7057816 ACATCTGGTTCACGAAAGGG AACCTACCCACCTCCAACAA 162

Ai05B3043 Araip.B05 3043 p2 (TA)22 44 7060651 7060694 ACTTATCACCGGCCAGAATG CGCCTTGAACCGAGATCTTA 203

Ai05B3045 Araip.B05 3045 p3 (ATT)8 24 7078112 7078135 ATCCAGCTGGCTTCCTAACA GACTAAGCTCGCTCCCCTTT 262

Ai05B3046 Araip.B05 3046 p2 (AT)9 18 7079393 7079410 TGATTGGTTGGTAGTATATTCAATGC AGACTCGCCGAGGTAGTGAG 252

Ai05B3047 Araip.B05 3047 c (T)10cttttcaattacaaccagtcaacccaacaaatagtatattgtgtgttgttgatg(A)1377 7079894 7079970 GCTTTCAGCATCAACAAGAAAA CAAAGGTCAAGATTTTCAAGTCA 279

Ai05B3048 Araip.B05 3048 c (AAT)5gattatgagattgctgagcag(GAT)757 7082589 7082645 AATCGAAGTCGTGGATTTGG TGCTTCAGCATTGACCTTTG 235

Ai05B3051 Araip.B05 3051 p3 (TTA)14 42 7085703 7085744 TCATGCAATGCGTATGCTCT TCGATGAGAATGACTGAATGAGA 280

Ai05B3055 Araip.B05 3055 p2 (AT)7 14 7093211 7093224 TGGTTATTGGCACTGCTTGA TGACGCTTTCAATTCTGTGG 275

Ai05B3062 Araip.B05 3062 p2 (CA)6 12 7114402 7114413 CGTCTTTATTCAGGCACCGT ACACCTGTGCTTGGTCTTCC 252

Ai05B3068 Araip.B05 3068 p3 (AAT)7 21 7121298 7121318 CTCGAATTCCTGTGCAGCTT AAAACCAAGGCCTACATCACA 187

Ai05B3071 Araip.B05 3071 c (CT)12cnnnnnnnnnnnnnnnnnnnnnnnnn(CT)2192 7133589 7133680 GTAGCGAAGATCCCATCCAG ACACCCAACGACCAGAAAAG 279

Ai05B3072 Araip.B05 3072 p2 (GT)6 12 7133836 7133847 CTTTTCTGGTCGTTGGGTGT CCACAAACCCTAACCCTAACA 101

Ai05B3076 Araip.B05 3076 c (TCA)5(TCT)5 30 7138045 7138074 TTTTCGGTGTATGTGTGCTGA TTCATCCTCTTCCAAGTAATTTTG 266

Ai05B3077 Araip.B05 3077 p3 (TCA)5 15 7138484 7138498 TTCCTCTTCCTCCTCCTCATC TCTTCCTCTTCTTGCAGCATT 208

Ai05B3078 Araip.B05 3078 p5 (TTTAA)5 25 7145702 7145726 CGTGAGAACATTGAAAGCACA AAACTTGTAGTGCCTCGTTAATCT 280

Ai05B3079 Araip.B05 3079 p5 (TTTAA)6 30 7150716 7150745 CGTGAGAACATTGAAAGCACA TGCAGGGACCCAATTAAAAG 174

Ai05B3080 Araip.B05 3080 c (T)10attttcaaaaattcatgtaaaattgggatgtgtttggtttataaaatctcatataccctataaaattatcaacagaaacttgaaaaataaagaaag(A)11117 7158952 7159068 TTGAGTCACGTTGATTCGATTT TGTGTTGCTTTTGCTGCTCT 234

Ai05B3090 Araip.B05 3090 p2 (CT)6 12 7173445 7173456 GCTCTCTTTGGAGAGCCCTT GCTTTGGATTTGTGTCCGTT 225

Ai05B3095 Araip.B05 3095 p2 (AG)9 18 7178964 7178981 TTTTCTCAAAGGCCATCACC TTCATTGCTTCCAAAGTTCCTT 154

Ai05B3101 Araip.B05 3101 p3 (ATT)7 21 7200028 7200048 GTAAAGACCAAGGAGCACCG CATCCGAGAGTGCAAATGAA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3103 Araip.B05 3103 c (AC)8(AT)10 36 7200925 7200960 TTTTGGTGGTTAATTATTGTGTTGA TTTGTAAAATTGACATTTAGAAGCAAA 170

Ai05B3109 Araip.B05 3109 p4 (GAAA)6 24 7211672 7211695 AATTTGGCAGCAGTATTGGC GCTGTCCCTCTTTGGAGATG 245

Ai05B3111 Araip.B05 3111 p3 (TTA)7 21 7228928 7228948 GCACTGGTCTCGATTCAACC CCCCCGTCCAAAAATAAAAT 260

Ai05B3115 Araip.B05 3115 c (A)13taaggacatcaaagtggtgttctgaatttctgattatatcaaaatcttgcccgtaat(A)1181 7236156 7236236 AATTCCGAGGTCACATGAAGA CCTTTGATAGCCGTCCAACT 210

Ai05B3117 Araip.B05 3117 p2 (AT)9 18 7243211 7243228 CCACCAATCTCTCTATCCCG CATATTCTTTGAGCACGGCA 276

Ai05B3119 Araip.B05 3119 p3 (GGA)6 18 7244461 7244478 CACGTGATAACGATAACGATGA ATCGCGCATGTTTTCTTCTT 254

Ai05B3120 Araip.B05 3120 p3 (AAG)5 15 7244681 7244695 AGTGGTAGTGGTCGTGGAGG ACGTCGTTCTTCACCCTTGT 274

Ai05B3124 Araip.B05 3124 p3 (ATA)5 15 7253670 7253684 ACAGAGTTAAGCCACGACGG TCACTGGACACCTGAACGTC 222

Ai05B3130 Araip.B05 3130 p2 (TA)7 14 7262198 7262211 ATTAATGTTGCCATGACGCA TCAGGTACCCTCTTGGTTCC 268

Ai05B3132 Araip.B05 3132 p3 (CTT)7 21 7268494 7268514 TGCACCTCTTATGGCACGTA GGAGGAAGAGGAGGAGGAGA 164

Ai05B3135 Araip.B05 3135 p3 (TCC)5 15 7270492 7270506 GATGGCTGACTTTGGTGGTT TCCTTCTTCTTCTTTTGATTTTGC 278

Ai05B3136 Araip.B05 3136 p3 (TAT)19 57 7272804 7272860 TGCCAGACATTTAATTGGTGTA CAGTCCAACAATCTCCGGTT 279

Ai05B3146 Araip.B05 3146 c (T)13atcaaagatata(T)1338 7300420 7300457 ACTGAATGCCGAAGGAGCTA CTCAATTAAGAGGTTGCGGG 235

Ai05B3148 Araip.B05 3148 p2 (TA)7 14 7315698 7315711 TTAGCTCATTAACTCGTGAACAGA GCTCACGAGATGGCTCAAAT 241

Ai05B3150 Araip.B05 3150 p3 (TGC)5 15 7328915 7328929 AGAAAAAGAGGGATGCCGAT CCACAAGAGGGGTAGGATCA 235

Ai05B3153 Araip.B05 3153 p3 (AAT)14 42 7339002 7339043 CTCGTATGTTGGCACCAATG GCAAGAAAATGGATGGCCTA 236

Ai05B3156 Araip.B05 3156 p2 (CT)6 12 7347346 7347357 CTCTCGCCCATTGTTGTTTT GACCCAGGTAGTAATGCCGA 163

Ai05B3159 Araip.B05 3159 p4 (AAAT)6 24 7360376 7360399 GCAATGGAATACATTCTGCG CCCCAAATCCATCCGAGTAT 175

Ai05B3161 Araip.B05 3161 p2 (TA)8 16 7364882 7364897 GCGTTGACCTTTCTTGGGTA AGGGTTTGACGTGAAGTGGT 171

Ai05B3163 Araip.B05 3163 p2 (AG)18 36 7368144 7368179 GCGTGATGCTGTTTGTCAAT CAGATCAAGAAGACCCCACC 280

Ai05B3166 Araip.B05 3166 p3 (TCA)5 15 7373573 7373587 AAACTGTTGGCAATTCTCGG CTTGGAGTTCATCGAAAGGG 247

Ai05B3169 Araip.B05 3169 p4 (AATA)5 20 7381796 7381815 GGGACCCATCCCTTCACTAC CCATCAAATTGAGCTTCTTTTTC 255

Ai05B3182 Araip.B05 3182 c (A)10tttattcaactttgaaactctataaaattgatcaaattttagatgagaaaaagcttctctgttcactttagaaattgtgaagttgtaaatttg(A)10113 7409249 7409361 TTCTTGAGAAGCGGTTATTGG CCTTTTTCTTCTCGGATCATTG 232

Ai05B3185 Araip.B05 3185 p4 (TTTA)5 20 7416541 7416560 ACTTTGGCAGCATTGAAACC ACCACGTGTGTCTGATTTGC 276

Ai05B3186 Araip.B05 3186 p2 (TA)6 12 7420250 7420261 TTTTACGACGTCGCTTTTCC ATTCCTCCTGGCTCCATCTT 192

Ai05B3187 Araip.B05 3187 c (CT)8ta(T)13 31 7420469 7420499 ATCCCCGCTCTTACTCGTTT TCGGATGGTCTGATTTCTGT 268

Ai05B3191 Araip.B05 3191 p2 (AC)6 12 7425451 7425462 CGGACCAAGATTAGACCGAA GAGAGTGTTCTTCCCCTCCC 152

Ai05B3192 Araip.B05 3192 c (A)10ttagactttggatatttttgtcacacaaaattcatttttatagatataatattag(T)1075 7434702 7434776 GAAAAGGTGACGGTGATTTTG TGTGTCCAAATTTTGAAGAGGTT 280

Ai05B3195 Araip.B05 3195 p4 (AGAA)6 24 7442664 7442687 GCAAAAGGGTCTTCAAACCA GCCAAAATGGAAGAGATCCA 275

Ai05B3196 Araip.B05 3196 p3 (TCT)20 60 7443139 7443198 AGGCTTTGGTGGTTGTCATC TGAACATGCCTCACACACAA 175

Ai05B3197 Araip.B05 3197 p3 (ATT)7 21 7443574 7443594 CTCTTTCTTTTTCCCGCTCC CAATTTTATCCTTTTGCAATGAGTT 244

Ai05B3202 Araip.B05 3202 c (T)13gaaaaacacaaattgtctgaatttacta(T)1051 7445920 7445970 CAAGTGTGTGGCAAAATGTAAAA TTTGAGGAAACTGCTGGAGG 170

Ai05B3209 Araip.B05 3209 p3 (TAA)7 21 7457906 7457926 TAACATAAAGCGCAGGTTGC GAAACCAATAGAGTAAATAAGCCTCAA 270

Ai05B3210 Araip.B05 3210 p3 (TAA)20 60 7458337 7458396 CCAAAATACATGCGGTGAAA GTCCTGCAAAACGCAATATG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3212 Araip.B05 3212 p2 (TC)7 14 7461630 7461643 CAATACAAATTACACCATCAACCA TACGCACAAACCTAGGGGAC 197

Ai05B3217 Araip.B05 3217 p4 (AAAT)6 24 7488188 7488211 AAAAATAGTGAGGTTGGCCC CGCACGCAAAATCGTTACTA 251

Ai05B3220 Araip.B05 3220 c* (TA)6(TATT)5* 30 7510146 7510175 CTGTTCCTTGAGCATTGTGC GCATAGACAGTCCGTCCCTC 243

Ai05B3222 Araip.B05 3222 p2 (TA)6 12 7518299 7518310 GAGCGTTGCGCTTTTTATTT GAATTTGCTCATACTCTTCCCTTT 223

Ai05B3229 Araip.B05 3229 c (CAA)6cgcagaagatcaatcaaagtaaaaatacacaataatat(A)1167 7531874 7531940 CATTCGCATCGAGACAGTTG TGTTCCGCCTTCATCTTCTT 235

Ai05B3230 Araip.B05 3230 p3 (TGG)5 15 7543455 7543469 GAGGTTGGGGATTTGGTTTT AATTGTGGAAGCGGAAAGTG 198

Ai05B3232 Araip.B05 3232 p3 (TCT)6 18 7547418 7547435 TCTCAACAAGCTGCGAAGAA CGAGCTCGAAGGTGAGTACC 263

Ai05B3236 Araip.B05 3236 p3 (TCT)6 18 7566917 7566934 TCTCAACAAGCTGCGAAGAA CGAGCTCGAAGGTGAGTACC 263

Ai05B3248 Araip.B05 3248 p2 (AG)7 14 7592969 7592982 AGATCCAAGTCCAGAAGGCA CATTGAACTTGATAAAGAGTTGGAA 203

Ai05B3250 Araip.B05 3250 p2 (TA)10 20 7605884 7605903 AGCTTGGCTCACAATTCGAT AGCTCATGAACTGGCTCGAT 227

Ai05B3253 Araip.B05 3253 p4 (GTTT)5 20 7614012 7614031 GCAATGCATGCTCTCAATGT GCTCTGGAGTTGGATTTTGC 257

Ai05B3255 Araip.B05 3255 p2 (TC)17 34 7616242 7616275 GCTCCAGTTGCATTTGTTGA AATGGACACAGGAAGGAACG 166

Ai05B3256 Araip.B05 3256 p2 (AT)13 26 7617628 7617653 AAACGAGTTGATTCGGTTCTTT GAAGCGTGATATGAAGCAAATG 278

Ai05B3257 Araip.B05 3257 c (TA)8cacacaaaagaaattt(TA)1154 7620919 7620972 TCTTTTAGGGTGGGCCTTTT TGGACTCGTTTTAGGCCTTT 223

Ai05B3258 Araip.B05 3258 c (T)11g(T)35 47 7622161 7622207 TGGTCCCTACCTCACACTCTC AAGAACGAGGGTCAGCAAAA 263

Ai05B3259 Araip.B05 3259 p3 (ATG)6 18 7622643 7622660 CACAAGTTCTTGTTAAAAGGTGAAA TCACCTTCATTGTCGTCGTC 264

Ai05B3260 Araip.B05 3260 p3 (GAT)8 24 7622818 7622841 GAAGGAAGAGGAGGAGAAGGA CATTGTCGTCGTCGTGGTC 141

Ai05B3262 Araip.B05 3262 p2 (TA)6 12 7627349 7627360 CGTCTTTTACTGCATAACATTATTGAC TGTGCATAAAAATTATCGGTTGTT 154

Ai05B3263 Araip.B05 3263 c (A)10gttaatattatttttttttgcacagaaattaatcagtctc(A)1060 7628625 7628684 TTTTAGTCCATGTGCCCTCC TCGAAAAGACAATGAAGTCTCC 278

Ai05B3264 Araip.B05 3264 c (A)11gtacgaggagctaatgtaattagtgtataatnnnnnnnnnnnnnnnnnaatgagag(T)1077 7630146 7630222 TGCTCGTGATATGATGGGTC AGAGAGGGAGAAGGAGACCG 278

Ai05B3265 Araip.B05 3265 p2 (CT)6 12 7630340 7630351 AAACACCTCTAACCGGTCTCC AGTTCTGATGGGCGCTGATA 103

Ai05B3269 Araip.B05 3269 c (CAA)5tcgaagc(A)1234 7634883 7634916 CATTGCAAATCTCACTCCCA GATCTTGGCGGCTTTGATAG 256

Ai05B3270 Araip.B05 3270 c (CT)9ttctt(TC)7 37 7639125 7639161 ACCTTAGTGGGCAAAGTCCC CGTCCCTCTCTCTCCTCCTT 171

Ai05B3271 Araip.B05 3271 p3 (CAC)5 15 7639386 7639400 AAGGAGGAGAGAGAGGGACG CACAATCTTCGGGTTCTGGT 246

Ai05B3272 Araip.B05 3272 p2 (CT)6 12 7653784 7653795 CCTGGATCCCTCATCTTTGA AAATGGATCTGGCAACGAAG 221

Ai05B3273 Araip.B05 3273 c (TC)24(TA)14 76 7654347 7654422 TCATCCTCACTCCCACATCA CTCCATTCCTTTCACTCCCA 194

Ai05B3283 Araip.B05 3283 p4 (TCAT)5 20 7683230 7683249 TTGGTCCTTCCTCTGTCTGG GTGCACCAATGATGTTTTGG 241

Ai05B3284 Araip.B05 3284 p2 (GA)6 12 7685095 7685106 TCCACACACACTCACTTGGG CAGATCCCACATTCTTCCGT 218

Ai05B3285 Araip.B05 3285 c (GGA)7agc(TCG)539 7685569 7685607 GATATTCGGCTTCTCCGTCA CGGCTCTTCTTCATAGGCTG 240

Ai05B3288 Araip.B05 3288 p2 (TG)11 22 7695627 7695648 AAGCGGGATAAGAGTCATGG CGAAACCGTATCGCTGTTTT 277

Ai05B3290 Araip.B05 3290 p2 (TG)6 12 7703709 7703720 TCCCTCTCCCTTTCCTTCTC ACTAACAGTAGCCGCCATCC 114

Ai05B3291 Araip.B05 3291 p3 (ACT)11 33 7713461 7713493 TATTTCACCCACCCAACTCC CAAGGTTTGAAAGGAAAGGACA 170

Ai05B3293 Araip.B05 3293 p3 (TAA)14 42 7716357 7716398 TTCTTAAAATTTGGTGATTTTTCA AAAAACACAACAACAATACCCA 268

Ai05B3294 Araip.B05 3294 c (ACC)5tcctcatctctctccactttcttcctct(TCC)764 7720278 7720341 TCCCATTGCTACCACTCTCA GGAACTATGGCTGCTTGAGG 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3296 Araip.B05 3296 p4 (AAAT)5 20 7735014 7735033 CGATCCGATCCAATTTCAAG ATCCAATCCAATCCAAATCG 266

Ai05B3298 Araip.B05 3298 p3 (ATT)6 18 7736622 7736639 AATGCTCCAACCACCAAAAA GGCGAATTAAATCGGTGACA 271

Ai05B3299 Araip.B05 3299 p2 (CT)6 12 7737888 7737899 AGAAGGGAAGTATGTGCCCC AGAAAGTGTCGGTTTGGTGG 102

Ai05B3300 Araip.B05 3300 p2 (AC)10 20 7738272 7738291 AAAACGAAATAAGCGAGCAAA CACAACCACCTCACCTCCTT 164

Ai05B3302 Araip.B05 3302 p3 (TCC)10 30 7747284 7747313 TCCACTTACATAACGCACGC TGAAGATGAAACACGCGAAG 125

Ai05B3304 Araip.B05 3304 p3 (AAG)5 15 7747871 7747885 AAAACAAGAAGAAACTTGAGAAGG TTTTCGGTGTATGTGTGCTGA 177

Ai05B3305 Araip.B05 3305 c (GAT)7gaaa(AAG)643 7748276 7748318 TTCATCCTCTTCCAAGTAATTTTG TCTTCAACGTCCTCCTCTTCA 217

Ai05B3309 Araip.B05 3309 p2 (AT)15 30 7758072 7758101 CCTCACTTTCATTAGTTGGGAGA GGCTCATTCCGTTCCTTTTC 220

Ai05B3311 Araip.B05 3311 c (A)10gagtttagtatctgttgcgtctttctttaagttctcgtattcttgttttctatttgtgtttcattattgttttgtcatcattgttgattttattgttt(A)10cataaagtgcaaaaaaaacaacaaacaaaaaaaaggaagg(A)10168 7760212 7760379 TTTCGTATCATTTGGTATCAGAGC TGAAAAGGACAATAATTACAAGGAA 277

Ai05B3312 Araip.B05 3312 p2 (AT)7 14 7762007 7762020 ACCAGCCTTTTTCTCAACGA CGATTTTTGACGCTTTCTCC 269

Ai05B3313 Araip.B05 3313 p3 (AAT)5 15 7762648 7762662 TTCTTTCTTTCTTATATTGATGGCTT CACGACAGATTATAACAATCCGAG 274

Ai05B3314 Araip.B05 3314 p3 (TTA)6 18 7763933 7763950 ATAAACCACCGTTATGGCGA TTTGAGAATAAATATTGTGATGGACA 181

Ai05B3316 Araip.B05 3316 p3 (TTA)6 18 7768154 7768171 ATAAACCACCGTTATGGCGA TTTGAGAATAAATATTGTGATGGACA 181

Ai05B3318 Araip.B05 3318 p3 (CTC)6 18 7776689 7776706 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 258

Ai05B3320 Araip.B05 3320 c (AAT)16aaa(AAT)566 7783176 7783241 CTTCGGAGACTAGAGGCACG GATGGTAAGAGACGCGAGGA 274

Ai05B3322 Araip.B05 3322 p4 (TATC)8 32 7785879 7785910 GTTTTAATAATCCATGGTTTCAAATTA TTCATTAGTTGGGAGAAAATCCA 111

Ai05B3323 Araip.B05 3323 p3 (ATA)28 84 7790449 7790532 AATTCTCATTCATGTGCAATAATTT CGTATAGGGACCTAATTAAAAGGAAA 266

Ai05B3326 Araip.B05 3326 p2 (TA)17 34 7797611 7797644 CATCTTCCATCCACCAGCTT TTGATTGAATTGTAAACTATGAGGG 264

Ai05B3327 Araip.B05 3327 p2 (AC)7 14 7800722 7800735 ATTCACCCAATGTCCCAAGA GATTGAGGCCGTCATTTCAT 229

Ai05B3332 Araip.B05 3332 p3 (TTG)5 15 7806764 7806778 TCAGGTTGATGAGGTTGCAT TCAAAACCAAAAATTAGGACCA 245

Ai05B3333 Araip.B05 3333 p2 (AT)8 16 7808311 7808326 AACCGATTTAATAAAGATGTCCAA GTGTGATGCCAAAATTGACG 263

Ai05B3335 Araip.B05 3335 p2 (TA)8 16 7809261 7809276 AGCAACTCCACCAACTCGAT TTGCAGGAGAAATTTTGGTAAA 246

Ai05B3338 Araip.B05 3338 c (ATG)8attgtgatatgagttatccatgcactattattatatgatggcttgagttttgttttgttttttgcc(T)12102 7829062 7829163 CAAAGGAACAGCCTCGTGTC CGTTTTCTTCTTCTTTGGCG 227

Ai05B3345 Araip.B05 3345 p4 (ACAT)5 20 7871408 7871427 CGTTTTCAACTTTCGTGGGT AGATGGCCGTCTCCTGTC 280

Ai05B3348 Araip.B05 3348 p3 (TAT)11 33 7891372 7891404 AAGGTGAATAATGATGCTTTGAA AAACACATGTTAACTAAATTGCATAAA 246

Ai05B3352 Araip.B05 3352 p3 (TTA)5 15 7904808 7904822 TCGAACCCTAGTGCAGCTTT TGCCCCTGAATTCGTTACTC 137

Ai05B3358 Araip.B05 3358 p3 (ACA)16 48 7919011 7919058 GATAACCTTTGAGGGGGAGC CGTTTGATTCATGTAGCCGA 280

Ai05B3362 Araip.B05 3362 p3 (TGG)5 15 7929753 7929767 ATCCTTACACCAGTTTGGCG TGCCATAGGTTGAGCAACAG 247

Ai05B3363 Araip.B05 3363 p3 (AAC)5 15 7930093 7930107 CTCTCCATGCTTCCACCAAT CCAAGTGTTGCGTTGTTGTT 229

Ai05B3364 Araip.B05 3364 c (CTC)5ct(AAC)6 35 7930211 7930245 CAACCCCCAAAATGTTGTTC ACTTGGTGGTGGTGGCTACT 225

Ai05B3366 Araip.B05 3366 p2 (TA)7 14 7934977 7934990 TATGGGTGCGGATTCTTTTC TTTGATAGGTTTGCCTGATTTTT 270

Ai05B3370 Araip.B05 3370 p3 (TAT)35 105 7949227 7949331 TGAAGTTAATAGTTGAGAATCGTTCG TTTTCCTAGGCTTTCGGTCA 272

Ai05B3371 Araip.B05 3371 p2 (CA)6 12 7952066 7952077 AACCGACCGCAACTAACAAC TGCTTGTTTGCGCATATCTC 128

Ai05B3372 Araip.B05 3372 c (TTCT)5ttttttctttctttcttttttc(T)1052 7963485 7963536 CAGCTTCCCTTCCTCTTCCT AAATCAAACCCAAAATCCCC 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3379 Araip.B05 3379 p3 (TGG)6 18 7983441 7983458 ATCCTTACACCAGTTTGGCG TTGAGCAACAGAACCACCAG 241

Ai05B3380 Araip.B05 3380 p3 (AAC)5 15 7983784 7983798 CTCTCCATGCTTCCACCAAT ACCATGTGTTGCGTTGTTGT 239

Ai05B3381 Araip.B05 3381 c (CTC)5ct(AAC)9 44 7983902 7983945 CAACCCCCAAAATGTTGTTC AGTTGGTGGTGGTGGCTACT 234

Ai05B3382 Araip.B05 3382 p3 (TCA)5 15 7984303 7984317 CGGTTCTTCGTCTTCGTCTC AGAAGGGGTACCAGCGTTTT 235

Ai05B3384 Araip.B05 3384 p2 (AT)7 14 7988857 7988870 CCACCAATTCTCCTACTCGG AAAAACACAAATGAAAAATTGAGA 221

Ai05B3386 Araip.B05 3386 p2 (TA)9 18 7998161 7998178 TGTCAATGGACATCTTCCCA TCCCTTTGTGAGTTTGGAGG 255

Ai05B3388 Araip.B05 3388 p2 (CT)11 22 8002230 8002251 GCCTCTCCAGATCTGCTCAC GCACTGATGGATGAACTTGG 191

Ai05B3389 Araip.B05 3389 p3 (ATC)6 18 8003029 8003046 CAAGCAACTTAGGTCACGCA CATCTCAGACCGACAGGACA 261

Ai05B3391 Araip.B05 3391 p2 (TC)9 18 8011209 8011226 TATGCCTTCCAACGGATCTC TTCCATGGTTGCTGGGTAAT 270

Ai05B3393 Araip.B05 3393 p2 (GA)6 12 8030666 8030677 TCATCAGATTCTCCGCATTG TATCCGTCCCTGAACTCGTC 250

Ai05B3396 Araip.B05 3396 p2 (GA)6 12 8070001 8070012 TGCATGCTTTCCATTGTCAT GTCCCTGAACTCGTCACGTT 271

Ai05B3399 Araip.B05 3399 p2 (AT)7 14 8076669 8076682 TTTCTGGTTTGCTGTCCACC AAAAACACAAATGAAAAGTTGAGAA 212

Ai05B3401 Araip.B05 3401 p2 (AT)8 16 8081976 8081991 TTTCTGGTTTGCTGTCCACC AAAAACACAAATGAAAAGTTGAGAA 214

Ai05B3404 Araip.B05 3404 p3 (TGG)5 15 8084232 8084246 ATCCTTACACCAGTTTGGCG TGCCATAGGTTGAGCAACAG 247

Ai05B3405 Araip.B05 3405 p3 (AAC)6 18 8084569 8084586 TCATCTTCCAGGGAACAACC TCAAAAACAGGTTGGGGGTA 269

Ai05B3406 Araip.B05 3406 c (CTC)6ctagtagtagtaataataacaataataacacaacacttggtattctgcaacttgatgatggttcctttatttacccccaacctgtttttgatagtag(CCA)5130 8084696 8084825 CAACCCCCAAAATGTTGTTC ATTAAATGGCGTGTGCTGGT 277

Ai05B3407 Araip.B05 3407 c (TCA)7tccgtacggcgg(TTC)651 8084952 8085002 CCACTGCTGACACTTCTCCA GACACAGGAATAGCCCTTGG 166

Ai05B3409 Araip.B05 3409 p2 (TA)6 12 8087075 8087086 AGGAGGATGATGCGGATATG CAACGTCCTGCCAACAAGTA 125

Ai05B3410 Araip.B05 3410 p2 (AT)8 16 8098735 8098750 GTACCGTAGCTTGCCACCAC AACTTTTGGACTGTCCCCCT 193

Ai05B3411 Araip.B05 3411 p2 (TA)16 32 8099577 8099608 CGGCATTGGAAAGCTAACAT AACCCTTGGACTATCTCCCG 166

Ai05B3413 Araip.B05 3413 p2 (TA)26 52 8102495 8102546 GCGGAGCTTGAATTTGGATA GAATTTGATTTTTGCCCCAA 253

Ai05B3423 Araip.B05 3423 p3 (ACA)5 15 8134296 8134310 CCTCACCAAGATTCACCACC GGCAGAGAGAAAACCAGCAC 144

Ai05B3424 Araip.B05 3424 p3 (TAA)13 39 8139162 8139200 CGAAGCCAATTGTTTCGATT AAGCCAACTTGATTCAACCC 241

Ai05B3427 Araip.B05 3427 p3 (TGT)5 15 8151275 8151289 TGCGACTTTGATATGTTTGGTT CTCAGCAAGTCAATCGACCA 173

Ai05B3428 Araip.B05 3428 p2 (TA)7 14 8157418 8157431 TGATTTTTGAATAATTGGAACGG CCAATCCAAACCAAATCACA 260

Ai05B3430 Araip.B05 3430 c (A)15cacacccacaca(CT)639 8175366 8175404 TCAAGACAATGATCCCAAACT CCTGTGGTTGTCACAGCAAT 225

Ai05B3431 Araip.B05 3431 c (TG)10(AG)7 34 8176581 8176614 GTTTGGGCTTTTGCTTTTCA AGTACTTCCTGCGGACCTGA 208

Ai05B3433 Araip.B05 3433 p3 (TTC)6 18 8180246 8180263 TACTACAAACGCCACCCCTC TGGCACCACCACTTGAATAA 165

Ai05B3434 Araip.B05 3434 p3 (CAC)6 18 8180522 8180539 CCACGTACCAACCACCTACC GGGACAGGGATTGAAGATGA 266

Ai05B3436 Araip.B05 3436 p2 (AT)6 12 8183549 8183560 TGACCATGGATTGCATTTCT TGCATGCTAATGGTCCAAAA 222

Ai05B3441 Araip.B05 3441 p2 (TA)15 30 8193789 8193818 CCTAAGTGCCAAGTTCCATGT TCACACCGGAATGAGTTTTTC 242

Ai05B3445 Araip.B05 3445 p2 (AG)6 12 8212535 8212546 TCCAAAAGACACCCCATCTC ATTTTTAATGGGTCTGGGGG 276

Ai05B3446 Araip.B05 3446 p3 (GAG)6 18 8218485 8218502 ACCTCACCAGAAGAGCCAGA AGGAGGCTAAAGCGAGGTCT 208

Ai05B3448 Araip.B05 3448 p2 (AC)6 12 8221370 8221381 CCAAGTTTTGGGTCGACAGT GCCACCCTTTCTTGGTCTCT 256
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Ai05B3453 Araip.B05 3453 p2 (AT)9 18 8235306 8235323 CGTGTGTCGGACAAGTATCG AGAACCCACCCGTTAAAACC 205

Ai05B3455 Araip.B05 3455 p3 (AAT)7 21 8241831 8241851 ATGATGGAATTTGTGACGCA TCTGCATGTTCAACAGAGCC 137

Ai05B3456 Araip.B05 3456 p3 (AAT)5 15 8243217 8243231 TCCAATTTACAAAGGTTAAACCAAA TGGTGACATTTCATTTGGGA 279

Ai05B3457 Araip.B05 3457 p3 (AAT)5 15 8243349 8243363 TGTGAGATTTTCTTGTCCACCA AAACTAACCCGCAGTGATGC 217

Ai05B3458 Araip.B05 3458 p2 (TA)9 18 8245734 8245751 ACTCGACCTGCGAAGCTAAG AAAAAGGATTGGGATTTGGG 228

Ai05B3459 Araip.B05 3459 p2 (TA)9 18 8247377 8247394 GAATTGTGGGTGCTTTGTGA GTCAGTTTGGCAGTGCTTGA 220

Ai05B3460 Araip.B05 3460 p2 (TA)7 14 8247538 8247551 TCAAGCACTGCCAAACTGAC GCAACAAAAATCAATGGGCT 117

Ai05B3463 Araip.B05 3463 p2 (TA)7 14 8267034 8267047 ACGCGGCGTTTTAACCTAAT ACCTTGTTGAGCGTTTGGAG 270

Ai05B3465 Araip.B05 3465 p2 (TG)6 12 8270905 8270916 CCCACATCTGGCAATAGACC TCACCTTGCTCATTATCGACAG 212

Ai05B3473 Araip.B05 3473 c (AG)9aa(AG)6 32 8282778 8282809 TGCAAGCAGAGGCACAGTAG TTGGCTTAGTGAAAACGTGAAA 221

Ai05B3474 Araip.B05 3474 c (T)13aatttgataagatttacacaaataataatggagaaagcacatacgtattggtattggtacaaatgcatacgtatgttag(TTAA)7120 8284361 8284480 GCGAATCTTTTGAAAGCCAC TGCAAGTACAATGCAATCTGAA 275

Ai05B3476 Araip.B05 3476 p3 (TTG)5 15 8285712 8285726 TCATGATGGATCAGCAGTTG GCAAGGGATGTGGAAGTAGG 241

Ai05B3477 Araip.B05 3477 p3 (CCT)7 21 8286229 8286249 CCACCTACCCATCACAAACC CCGGAATATCATCTCCCTCA 251

Ai05B3478 Araip.B05 3478 p3 (TCA)5 15 8286604 8286618 GTCCCCGGTGGAACTAAAAT GAGGATAAGGTTGGTGGCAA 214

Ai05B3479 Araip.B05 3479 p3 (TCA)6 18 8286895 8286912 ACTTGTCGTCGTCATTGCAC TCGCAAGAGTCCAGATCAGA 221

Ai05B3480 Araip.B05 3480 p2 (TA)8 16 8287032 8287047 TCTGATCTGGACTCTTGCGA CATGCATGATGGGTATTGGA 198

Ai05B3490 Araip.B05 3490 c (A)10tgttttaaggttctatttggttgttttacaaaaaaatccaaaaatttc(T)1068 8297131 8297198 ATCGGCTATCGGGTATCTCC TTTCAATGTGATATGAATTTTTGTG 271

Ai05B3494 Araip.B05 3494 p2 (TA)6 12 8305214 8305225 GAAGCGTGAAGATTGCAGGT GGTCCTTACCATTCCAGCAG 272

Ai05B3497 Araip.B05 3497 c (A)17cagcgaaacatctcgaaaagctgaaatttgatttggtaaatatgc(TGA)577 8308839 8308915 GGTCAGTGAGCGCCTAATTC GGGGGTGAAATGGAATCTCT 266

Ai05B3499 Araip.B05 3499 c (TGT)6(TGC)5 33 8316156 8316188 TCCTGGAGGCATAATTGGAC GTGAAAGAAGCAGTGGGAGC 278

Ai05B3504 Araip.B05 3504 p2 (TA)6 12 8327328 8327339 AACCGTCAATTTTAGAGACATTTTT AGTGGAAAGGCAGCTTCGTA 271

Ai05B3505 Araip.B05 3505 c (GA)8ttcttcgccgtagatagagtcagtggcggagcttaagttagacaatgaggaccatggttcccaaaattttttataaaaaaattagtagtatttcttt(A)11124 8338298 8338421 GGCCTTCCTTACCCGTAGAT AACCACGCAGAGTGTTGATG 250

Ai05B3510 Araip.B05 3510 p3 (AAG)6 18 8356936 8356953 TTTCCCATTTCTCCCACTTG CAAGAACAACCACCCCACTT 186

Ai05B3512 Araip.B05 3512 c (T)11gagttttactagaataagggaacaaatgtaaaatagtaaaatggataaggcaatctctgtttttc(T)1086 8358007 8358092 ACTGCACCTGAGTTTCCACG GTGGCAAGATGCTCTAGGGA 255

Ai05B3516 Araip.B05 3516 p2 (TG)6 12 8364179 8364190 CGTCAACGGTGAAGAAACAA TGTTGATCCTGCTTCTGGTG 257

Ai05B3517 Araip.B05 3517 p3 (TTC)5 15 8366178 8366192 GTACCGACATCCTCTACGCC AGATTCGATGGACGTGCTCT 153

Ai05B3529 Araip.B05 3529 p4 (TGTT)5 20 8396568 8396587 TTGTGAAATGGGCACAAAAA AAAGGCAACAAAACAAAGCC 242

Ai05B3530 Araip.B05 3530 c (AAT)7aaggattgctattttg(A)1350 8400807 8400856 CAACGACCAACGTGTCTATCA TGATTCAGGGGAATTGGATAA 280

Ai05B3531 Araip.B05 3531 p2 (CT)8 16 8403936 8403951 TTCGATATGTTTTTCGATGTTTG CTCCCCCTCAAGTAAGGGAC 243

Ai05B3533 Araip.B05 3533 p3 (AAG)5 15 8411532 8411546 GGAAAGTTTTTCCACGGTGA CTGAAAAAGCCTGAAACCGA 265

Ai05B3535 Araip.B05 3535 p3 (AAC)5 15 8413736 8413750 TCACCTGATTCGAAGAACCC GCGTCTCGTTGTCCTTCTTC 127

Ai05B3536 Araip.B05 3536 p3 (TAT)7 21 8414792 8414812 TCTAAGTTTCGCTCGGTCGT TTCCCCCAACCATACTCATC 253

Ai05B3539 Araip.B05 3539 p3 (TAT)6 18 8427326 8427343 TTTTTGTTCGAAAATTTCATAATCC ATTTTCCACTTGGTTGCTGG 109

Ai05B3540 Araip.B05 3540 c (T)10gagatagattagacagctcttaatattagacattacttatgtattatacacccacacaacacactcacaacacactatgtaagttcatttaaggattca(T)10119 8430008 8430126 GCACATTCACACCTCCAACA AAAATTTTCTGGATCCGAGTC 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3542 Araip.B05 3542 p3 (TAT)11 33 8434365 8434397 GATTACCACGATCGGTGCC AGGTGACGTGTCAATCCCTC 263

Ai05B3543 Araip.B05 3543 p2 (AT)6 12 8434895 8434906 TTTTGATGAAGAGAAGATGACCA ACACTTGCCCCAGTGTCATT 279

Ai05B3544 Araip.B05 3544 p2 (AG)6 12 8444784 8444795 TTCATGTTTCCCACTTTCCC TGATTGATTGATTGTGATGCC 255

Ai05B3545 Araip.B05 3545 p4 (CAAT)5 20 8444965 8444984 TCACAAGCAGTTTGAATTTGG ACTTCTTTCCCAATGCCAGA 259

Ai05B3546 Araip.B05 3546 p3 (CCA)5 15 8445560 8445574 GCGCATACTTTTGCAGTCAA CATGACATGGATTTGGACACA 221

Ai05B3547 Araip.B05 3547 p3 (TCT)6 18 8446194 8446211 TGCCGTACAAGGACAACAAG TGTGGGTTTTTCTGAGACCC 192

Ai05B3550 Araip.B05 3550 p2 (AT)8 16 8450747 8450762 GACGGCACCTCAATACCAGT TTGCTTAACCCAACAGTGTGA 179

Ai05B3556 Araip.B05 3556 p2 (TC)7 14 8474813 8474826 ACAACCCACACAGCAAATCA GTTATTCGGCCGTCGTTTTA 250

Ai05B3557 Araip.B05 3557 p3 (AAG)5 15 8475847 8475861 AAACGAAGCTGAATTTCGGA CAACATGCCACTTTGCTGAC 185

Ai05B3559 Araip.B05 3559 p2 (GT)8 16 8477433 8477448 GACGACGCCGTTGATAATTT CAAATTACGCACACACACCC 253

Ai05B3566 Araip.B05 3566 c (T)12ac(T)11 25 8490814 8490838 AGCAACTAAACACGGCACTG CCAAGAAGGAGGAAGAGAAAGA 268

Ai05B3572 Araip.B05 3572 p3 (CTT)8 24 8498989 8499012 TTTGCGTATCGCAATCATTA TTGGGGACAAAAACGATACTT 210

Ai05B3574 Araip.B05 3574 c (AT)6gtgtattacataaagaaatggaacataactaattaacatt(A)1264 8501522 8501585 TGGCCTTTCTTTTGGATCAG CTCAAGTACCTGAATCCGCC 223

Ai05B3577 Araip.B05 3577 p2 (CT)14 28 8505302 8505329 CGAATTCCAAAGTTTGCTCC CAACAACAACCACCACCAAG 278

Ai05B3578 Araip.B05 3578 p2 (GA)7 14 8505495 8505508 GGTGGGTCTTCACGTTCACT CAACAACAACCACCACCAAG 206

Ai05B3582 Araip.B05 3582 p3 (AGG)12 36 8521795 8521830 AGAAGAGCCAGACGCTGAAG GATGCCAAGAGAAGGTCTCG 221

Ai05B3583 Araip.B05 3583 p2 (CT)7 14 8526325 8526338 TCAAGAGAATCCAAGCTACAAAA CCTTGATACGCAATGACAACA 146

Ai05B3585 Araip.B05 3585 p2 (TA)6 12 8530275 8530286 TGGAAGATTTTCAAGTGTACCG ACATGGTGGCCATAACCATT 229

Ai05B3587 Araip.B05 3587 c (T)15cctataagtgcagtt(TC)642 8532844 8532885 TGTTGGCCACTCCATTAACA TCCGTCTTTGTCTCTCCACC 278

Ai05B3589 Araip.B05 3589 p3 (ATT)5 15 8535518 8535532 TTGCGAGTTGCGACATACAT CTCGCATGTGATTGCACTTT 268

Ai05B3594 Araip.B05 3594 p2 (AT)10 20 8543175 8543194 GGGAAAGATAATGCAAAGTACACC TTGTGGTGGTTTAGATGTTGTG 280

Ai05B3599 Araip.B05 3599 p2 (TA)6 12 8555893 8555904 TTTCCATTGCAAAGTGATGAA ATTTTATCTTGTCATTTCTCAATCAG 184

Ai05B3606 Araip.B05 3606 p4 (TTCT)5 20 8572826 8572845 GAGTTGTGTCTGGGGTTTGG GGGTTTGGGAGTTGATGATG 193

Ai05B3608 Araip.B05 3608 c (T)13ctcttaaactcttaggatgaatgatttcattatattaaaaagggag(TA)773 8582837 8582909 CGTGTCGTGTTGTATTCCGT TTCAGACGCCTTCATTCTCA 261

Ai05B3611 Araip.B05 3611 c (T)10gcagtgccatagcctataaggattgcattgttctc(T)1055 8585812 8585866 CACACACACAAAACCCGTTC GGAGCTTTCATTGCCTGAAG 178

Ai05B3612 Araip.B05 3612 p2 (TA)6 12 8588886 8588897 GCGGGACAAAAGGTTAAAGA AATCAATTCACCCAGCCAAG 246

Ai05B3619 Araip.B05 3619 p3 (TCT)8 24 8610191 8610214 GTCATCGTTGTGACCATTGC GATGCTGGTAGAGGAAAGCG 165

Ai05B3621 Araip.B05 3621 c (T)10ataacaataaaatgaacataaatttttgaaaaaaaactacataactatatacataaaaacacaaaaattctgcatgaag(A)1099 8612191 8612289 TCCTCCTTCTCTCCCTTCTTG CTCAAAATTCTGGATTTGAAGC 256

Ai05B3624 Araip.B05 3624 p3 (CAT)5 15 8624297 8624311 TGTTGTATCGTGGCTTCCAA GCAATGGTCGGTACTCCTGT 223

Ai05B3628 Araip.B05 3628 c (GAT)5aatgatgatgatgaaa(AAG)546 8630424 8630469 TTCATCCTCTTCCAAGTAATTTTG TCCCTCCTCCTCATCTTCTG 218

Ai05B3635 Araip.B05 3635 p2 (CA)6 12 8639255 8639266 CGCCTTGGGAAATATCAATG TGGGGTAAATTAAGCGCAAC 204

Ai05B3638 Araip.B05 3638 p3 (GTG)11 33 8671896 8671928 ATCGCTTTCTGCTTCTGCAT ACCCTCACCACTACCAGCAC 275

Ai05B3639 Araip.B05 3639 p2 (CT)6 12 8673058 8673069 CCCTAATGGGACACGAACAT TGACGAATTTGAGAGGCAGA 226

Ai05B3643 Araip.B05 3643 c (A)13ggcaatatttagatggcagaggggtggtttgattagtgcattttacttttgatagtagttgagtatgaacttctaccgctgaagtttttgg(T)10114 8698673 8698786 TGGATAAGTTGAAACATGCGA CGCTCACGTTTAACAAACATTC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3644 Araip.B05 3644 p3 (GAA)5 15 8707515 8707529 TCATCCTCTCCCTCACCATC TTGGTCTTCTGTGAACTGCG 194

Ai05B3648 Araip.B05 3648 p3 (TCC)6 18 8716267 8716284 TCAAGGTTCCCTTTGGACTG GAGCGTGTCATCGTCAAAGA 239

Ai05B3649 Araip.B05 3649 p3 (ATT)5 15 8717632 8717646 CCCTCCCCTTTCCTAATCCT CGTGAGCATGGCTCAGAATA 272

Ai05B3654 Araip.B05 3654 c (A)10ttatacaaaaatatgtatcagaaatataattatttgtttgtcttattttatataagacttattctataggaataacagaagaaat(A)11106 8725488 8725593 CAAAACGCCTTATTGTTTTACA AATCTTGCGGAAGGATTTTT 228

Ai05B3660 Araip.B05 3660 p3 (AGC)5 15 8744774 8744788 CCGGGGATTGAGAACAGTTA TGCTATTCCCGGTCAAAGAG 239

Ai05B3663 Araip.B05 3663 c (CT)7(AT)8 30 8750406 8750435 GTAGTGGGAGCATGGAGGAG CTAAAACCCGCAAACCAAAA 104

Ai05B3664 Araip.B05 3664 p2 (CT)10 20 8750568 8750587 TTTTGGTTTGCGGGTTTTAG AAAGGAAATTGGGTGTGCAG 267

Ai05B3665 Araip.B05 3665 p3 (TTC)5 15 8750790 8750804 CTGCACACCCAATTTCCTTT TTGGGAAATCAGGATTCGAC 267

Ai05B3666 Araip.B05 3666 p2 (GA)8 16 8751273 8751288 TGTTTGTTGAGCGAGGGTTT TGAGTTCGTTCAGCAGCTTG 222

Ai05B3674 Araip.B05 3674 p3 (GTG)5 15 8770959 8770973 GCTAGCAAAATGTTTGAGGCA GAGCATTTTAACACCCCCAC 123

Ai05B3677 Araip.B05 3677 p4 (ATTA)6 24 8774356 8774379 AAAGCCAAAGCTTTTAAATAGGA TGGTTCAGTGTTTCATGCGT 168

Ai05B3678 Araip.B05 3678 p3 (TCT)6 18 8791371 8791388 TGCACACATGGCATCACTAA GGTCCCTATGTGATCTGGTGA 258

Ai05B3680 Araip.B05 3680 p3 (ACG)5 15 8792653 8792667 CATTGTAGGGTGGTGACGTG CAATGCTGCTTTTGTTTTCTC 152

Ai05B3683 Araip.B05 3683 p3 (TCA)5 15 8798646 8798660 TGCATCCATGCTTGAGAGTC TTCCCAGTTTCATCTTCAGC 201

Ai05B3684 Araip.B05 3684 p3 (CTC)5 15 8799510 8799524 AGCATCGCCTTTGTTTCCTA GCCAGAGAACCCAATCAAGA 242

Ai05B3688 Araip.B05 3688 p3 (GAA)5 15 8803342 8803356 TGCACCGCATAGAAGTGAAG TCGTCCTGATCTCAAATCCC 185

Ai05B3689 Araip.B05 3689 p3 (TGT)5 15 8809181 8809195 TGCCAAGTCATTAGAATTGCTG AATGACAACAAATGCAGGGC 275

Ai05B3691 Araip.B05 3691 p3 (CAA)5 15 8813563 8813577 CACGTGTCACGAACAAAACC AAACGTGTCGAGGCTGAAAT 199

Ai05B3692 Araip.B05 3692 p3 (TCT)5 15 8813935 8813949 GATAAGGATTCGCCTCGGAT CCAATGGTTCCGAGTAATGG 207

Ai05B3695 Araip.B05 3695 p3 (TCT)5 15 8843891 8843905 TCCGAGCATTTTTGGATTTC GGACTTGTTCCTTCAGAGCG 203

Ai05B3696 Araip.B05 3696 c (A)10gaagaagatgataatgat(GAA)543 8845761 8845803 TTCTTTTGTTGTTGTTACTGCG GCACAGACCAAAAAGTTCACC 279

Ai05B3699 Araip.B05 3699 p2 (TG)7 14 8856782 8856795 ACCAAGGAGCTTGTTGCTGT CCCCCAAAAAGAAAAATAATAAAA 198

Ai05B3704 Araip.B05 3704 p2 (TG)6 12 8871572 8871583 CACTCGCTGTGTCTCGTTGT GCAAGTGGAGAAAGAGTGCC 110

Ai05B3708 Araip.B05 3708 c (CT)8caaagccctgtttga(T)1041 8892387 8892427 AGGGTTTCAGAGAGAATGAGAGA GGATGGAGCTTGTCATCCAC 268

Ai05B3716 Araip.B05 3716 c (A)10gaaaaagaaa(AAG)638 8906808 8906845 ACATTGAGTTACATGCGCGA CCCACCTGCACTTGGTCTAT 162

Ai05B3718 Araip.B05 3718 p3 (AAG)7 21 8907934 8907954 TGGAAACCGAAGATGATTCC TGGATCTGTGCAGCTCTTTG 261

Ai05B3719 Araip.B05 3719 c (AGA)6aggtggtgctggtggtaagagaag(TCC)660 8908745 8908804 ACTATTTGATGAGGTGGCGG ACACCGCAAAAAGACTCACC 278

Ai05B3723 Araip.B05 3723 c (T)10catttaagtccctcttaatagtaattggcttaattttatagggaccaaattg(A)10gaattggtatagggatctaaataaaaggaaaaaaaagtataagacctaatt(A)11134 8917705 8917838 TGTTGGTCCTTATAGTTTCGTGA TTTTAATTGAGTCCTTGCACCA 234

Ai05B3724 Araip.B05 3724 p2 (TA)6 12 8918451 8918462 AACCATCGAGGAAATTGCTG TGGGATGCTCCTAACCTACC 243

Ai05B3728 Araip.B05 3728 p2 (AG)9 18 8921533 8921550 CATCCACGTTCCACAACAAG GGGTAACGGTAAAGGGGAAA 229

Ai05B3729 Araip.B05 3729 p2 (AT)9 18 8923026 8923043 TATCACATGATGCGGCTTTT GACCCACAAGACCGAGTAGG 259

Ai05B3730 Araip.B05 3730 p5 (TTTTA)5 25 8923212 8923236 CCTACTCGGTCTTGTGGGTC TCACCACATTGCAAACACCT 211

Ai05B3732 Araip.B05 3732 p3 (CAA)5 15 8936658 8936672 CCGCTAACCAACACTCCACT ATTCTGCAGCTTGTTTGCCT 164

Ai05B3734 Araip.B05 3734 p3 (TAT)5 15 8945570 8945584 CCTTGTATTCGAAGAAGGCG CGCAGTTTATGTATGTATGCGG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B3737 Araip.B05 3737 p3 (GGT)5 15 8953745 8953759 GGTTGCCCCTTGACACTCTA TGTGGGTATGGCTATGGGTT 175

Ai05B3739 Araip.B05 3739 p3 (CAC)5 15 8957419 8957433 AACAAGGCATGTTGTTGTGC AACCGCATCGTGCATACATA 187

Ai05B3740 Araip.B05 3740 p3 (TAA)5 15 8959859 8959873 TGTGGCACTTGGAAATTTGA TCACTGTTGGCTCCATTTCA 258

Ai05B3741 Araip.B05 3741 c (TGC)6agttgta(GTT)6(GCT)764 8964464 8964527 AGCGGGAGTTTTATCATTGG ATCGCCTTTCCAGCAGAGTA 181

Ai05B3745 Araip.B05 3745 c (A)10gcctttag(A)1028 8971868 8971895 TGTGGAAGGGTGATTAAGGC GGTGAGTTGGCTCTGTCCTC 211

Ai05B3746 Araip.B05 3746 p3 (TTG)5 15 8977071 8977085 ATCCGACTCTACCTAGCGGT CAGCTGCATCTGTTGTTTTGA 263

Ai05B3747 Araip.B05 3747 p2 (AT)6 12 8978775 8978786 CAGCCTCCAAAAACTCCAAA CATGTTGAGAACCCCCAGTT 126

Ai05B3758 Araip.B05 3758 p2 (TC)17 34 9037509 9037542 GAGCTGTGAATTCCTCAGGG AAAATTTCAGGCCCAATTCC 222

Ai05B3761 Araip.B05 3761 p2 (TA)6 12 9047934 9047945 TTATCCGCTTTAAACAGGCG ATACGTGTGGATGTGTCGGA 217

Ai05B3762 Araip.B05 3762 p2 (GA)8 16 9051364 9051379 AGGGTGAGTCGGTGGTACTG CTACCGTGGTCTTCTCCCTC 105

Ai05B3765 Araip.B05 3765 p2 (TC)10 20 9069887 9069906 AATGGCTTATTTCCGGTTCC TCGGCAGGGTTTACAGTTTC 227

Ai05B3767 Araip.B05 3767 p2 (AG)6 12 9080563 9080574 CTTGGTCCAAAAAGGGGTTT GCTGATGTGGATGACCATTG 270

Ai05B3772 Araip.B05 3772 p2 (TA)15 30 9102249 9102278 TGCACATGGAACAAAATTCAA AATGGGGCTGAGGTAAAGGT 225

Ai05B3773 Araip.B05 3773 p2 (TA)10 20 9110690 9110709 GGTTATCCAGTCAAACCCGA AATGGCTTACCACCACTTGC 215

Ai05B3774 Araip.B05 3774 c (ATT)5(GTT)23 84 9112988 9113071 TGTAATGCTCCTCCAAAGGG TCTTTCAAGCAAAACAACGAAA 190

Ai05B3783 Araip.B05 3783 c (C)14(A)10 24 9141257 9141280 TGGCAACCATCCCTATTCAT GCTTACCTTTGCCTTCGCTA 243

Ai05B3785 Araip.B05 3785 p2 (AT)7 14 9142809 9142822 ATGGCATGGGAGATGAGAAG TTAGTGGATGCGGGTGTGTA 210

Ai05B3791 Araip.B05 3791 p2 (TC)6 12 9159452 9159463 AAAACTGTCTCTTTCACCAAATTTCT TCAAAGGTATCATAGAGTTGATATTGA 278

Ai05B3792 Araip.B05 3792 p3 (AAT)6 18 9159609 9159626 GCCTCATACTCGCAAGCTCT GTGGGATAAAACCTCCGTCC 255

Ai05B3796 Araip.B05 3796 p3 (AGG)6 18 9166871 9166888 GCAGCAACAAAAGAATGACG AACATTATCGTCATCCAAGTTCAA 193

Ai05B3797 Araip.B05 3797 p2 (GA)13 26 9169434 9169459 AAGTACAGCGTAGCCGTCGT CCTCTCAGTGTTTTCCACCC 154

Ai05B3803 Araip.B05 3803 p3 (CTT)5 15 9200882 9200896 GTCTTCCAGTCAAAGGCTGC GTCGTTGCTCCTTCGCTTAC 230

Ai05B3806 Araip.B05 3806 c (T)10aattgtcttatgcta(T)1035 9209257 9209291 CATGGCAGTAGTGGCAAGAA GTGCATGAATGCATGGTGTT 272

Ai05B3811 Araip.B05 3811 c (T)15g(A)11 27 9213082 9213108 TGTTCCTGTGCTGATTTTGC CCGACCAAAGAGAAACGAAC 261

Ai05B3814 Araip.B05 3814 p3 (ATT)6 18 9227391 9227408 CCCTGCAAGCTACCTTAGGAT ATCCATAATGAGCGACCGAA 140

Ai05B3816 Araip.B05 3816 p3 (TCT)6 18 9231668 9231685 CCTCTTGTGCGATCTCCTTC GGTACATACCTGCCAAACGC 253

Ai05B3825 Araip.B05 3825 p3 (AGA)5 15 9244035 9244049 GAATCGCTTGGCTTCAGTTC GAGTCGCAGTACGGTTGACA 111

Ai05B3826 Araip.B05 3826 p4 (CTTT)9 36 9244980 9245015 TCAAAGAAGCCTGTCATGTGTT AACCTTTTGTGTCATGCATAATCT 280

Ai05B3829 Araip.B05 3829 p3 (ACC)5 15 9248559 9248573 TCTTCTCTCACCGCCACTTT GGCAGAGAGGGTAGCTTGTG 272

Ai05B3831 Araip.B05 3831 c (T)11aatctatgtttgttcttattatgccctaaacaaactcttttttattgtctcataccaaatgat(A)1185 9263653 9263737 TTCTTTTTCAATTTCAATTTACCTTTC TTTCAATTCTTATCTTCTTGTTTATCA 226

Ai05B3833 Araip.B05 3833 p3 (TCA)5 15 9274432 9274446 GGGAGCATGGAAAGTCACAT TTCGAACGTCTCATTTTCCC 147

Ai05B3834 Araip.B05 3834 c (T)11aatatgatttaaattgtctccataaattgtagaagagtgaaagaatatttcttt(A)1176 9278894 9278969 AAACTCATAGCGAATTGAATCTTG TCTTCACTGCGGTGATTCTG 239

Ai05B3835 Araip.B05 3835 p3 (ATA)5 15 9279980 9279994 TGGATTGAATTGGAAGAGAAAAA CATTAGGTTCGGGACCACC 280

Ai05B3836 Araip.B05 3836 p4 (ATTC)5 20 9283640 9283659 GGTCGTCGTCGTTGTCCTAT AGAAGGTGGCTTTGCAACAT 259
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Ai05B3837 Araip.B05 3837 p3 (ATT)6 18 9286479 9286496 CTGCGGTTTCATACACATGG GAATAGCAAGCACACAGCCA 242

Ai05B3838 Araip.B05 3838 p3 (CAT)6 18 9286616 9286633 GGAAAATGAATGGTGCTGCT AGGAGGGAGGAGAGGATGAA 149

Ai05B3839 Araip.B05 3839 p2 (AG)7 14 9286898 9286911 ATCAGCACTCCACAGCAACA ATTCAAGAGAAAAAGGGGGC 256

Ai05B3840 Araip.B05 3840 c (TCTA)5tctcatcattatgtgtgtagtaataatatatacctctcacc(CT)673 9287018 9287090 GCCCCCTTTTTCTCTTGAAT GGAAGCTTTCGAAACCACAG 195

Ai05B3841 Araip.B05 3841 p2 (TC)6 12 9287219 9287230 TTCCCTTTCTCTCTCCCACA AGGAAGAAACAAGGACCGCT 273

Ai05B3843 Araip.B05 3843 p2 (TA)8 16 9288589 9288604 AAGTTAGGTTTGTGTGGGCG CAAGCAGCCACATAGGGATA 259

Ai05B3846 Araip.B05 3846 p3 (ATA)5 15 9290993 9291007 CATTGACGTGTGCAAAAAGC TCAATGAAACTAGGCTTGGG 151

Ai05B3847 Araip.B05 3847 p2 (TA)7 14 9292276 9292289 CACAGCACGAGCTTAATGGA AATGCGGCCTTATTAGCTTG 234

Ai05B3849 Araip.B05 3849 c (T)10aaggataatactaggtagac(A)1040 9296792 9296831 GCCCATTATGATTTTGGTGG TGCCAAATAAGGCAAGTTCTG 211

Ai05B3850 Araip.B05 3850 p3 (TTC)6 18 9297373 9297390 GCAAAACCAGAAGCAGAAGC CGCTTTTGATTCCATTGAAGA 279

Ai05B3852 Araip.B05 3852 p3 (AAC)6 18 9302398 9302415 ATGACCAGAGCAGTCGGTTC ATTCATGTAGCCAACCCCAC 250

Ai05B3854 Araip.B05 3854 p3 (TAC)6 18 9308040 9308057 TGGACCCATATGGAAAAGGA ATGTTCCTTGCAAAACAGGC 278

Ai05B3858 Araip.B05 3858 p2 (TC)10 20 9323410 9323429 TTCACTTGGCTTTGTCTCACA TCACTACATTGCTTGCTGGC 188

Ai05B3859 Araip.B05 3859 p4 (CTAT)5 20 9323558 9323577 GCCAGCAAGCAATGTAGTGA ATGAACAGGAGCAGGTGAGG 144

Ai05B3861 Araip.B05 3861 c (A)12tataggtttaattactctgcaggtctctatagttttaccgaattttcaattaggtctttatactttttttcttttcaattgggtccatatacatta(T)10118 9327960 9328077 CCCCTTCTAGTTAAGAGGAGGTTT TCAATTAGGTCCCCAAGGGT 277

Ai05B3865 Araip.B05 3865 p2 (TA)23 46 9354922 9354967 GTCGTTTTCTGCTTTGGGTC TGGCTGATGTTGCTAACCCT 257

Ai05B3869 Araip.B05 3869 p3 (ATA)6 18 9366261 9366278 TTTCCCGCCAAAATGAATAC AATAACCGGTGCCATTATCA 267

Ai05B3870 Araip.B05 3870 c (TC)7cctc(CT)6 30 9366817 9366846 CCCTCTATTTATACAAGATCAAACG TGTGCGCCTAATAATAAGCAA 202

Ai05B3871 Araip.B05 3871 p2 (AT)8 16 9367094 9367109 TTGCTTATTATTAGGCGCACA CTCCCCCTATTCCCACCTAC 180

Ai05B3872 Araip.B05 3872 c (TC)7cctc(CT)6 30 9370321 9370350 CCCTCTATTTATACAAGATCAAACG TGTGCGCCTAATAATAAGCAA 202

Ai05B3873 Araip.B05 3873 p2 (AT)8 16 9370598 9370613 TTGCTTATTATTAGGCGCACA CTCCCCCTATTCCCACCTAC 180

Ai05B3876 Araip.B05 3876 p2 (TA)6 12 9374866 9374877 CGACGTTGTTTCAGTTCGTT TTTGGATAGAACTTTCCATAACCT 279

Ai05B3877 Araip.B05 3877 p2 (AT)10 20 9375202 9375221 GTTTGATGTGACCCAGACCC TTGTCAAATTTGGATGAGACTTTC 210

Ai05B3879 Araip.B05 3879 p2 (AT)9 18 9378231 9378248 CAGCTGAAAACTGCTGCAAA TCACGTGGCATTAGCTTCAT 274

Ai05B3880 Araip.B05 3880 p2 (CT)10 20 9380395 9380414 ATGCGTTTTTGGAAATGTGA ATCTTTGTGCATGGGAGACC 249

Ai05B3886 Araip.B05 3886 c (A)12tgaattaaaagcataaaatcaaaaacaaataaatgaaaaacacaatataataataaaagcataaaatcaaaaacaaataaaagaaacaacac(AAT)15149 9403060 9403208 TCCTTTTTCGGTTAAGAGTTCAA TCATTTTAATTTTCTCGATCATGC 267

Ai05B3890 Araip.B05 3890 c (A)11cgatttttaaccggttaaccaaaaccaaattaaaatcaaaacctaatttcaaaaccaaattacat(TC)11ccccttcctctctctttctctctccctcccttctttctcttcttt(TC)6155 9407675 9407829 CCACATTTTGGTTAACCTGTTT GGAGGAGAGAGAGAAGGGAGA 266

Ai05B3893 Araip.B05 3893 p2 (GA)8 16 9408441 9408456 GCTCAACAAGTAAAGTGGAGTAGC TGTCGATGATCTTGCCTGTC 254

Ai05B3897 Araip.B05 3897 p3 (TAA)6 18 9418692 9418709 TGACTGATTCTGAAGTTCTCAAGTG CTTTGCCATCACTCTTGGGT 257

Ai05B3901 Araip.B05 3901 p3 (ATA)5 15 9431658 9431672 CACCAATGGATCCACTCCTAT CAAGTGTCGAAAGTTGAATAACAAA 139

Ai05B3902 Araip.B05 3902 c (A)11tcccaacccggcccctgac(A)1040 9435064 9435103 CCCCTGACAATTACCTCGAA CTGATTAGCCCCTATGCCAA 175

Ai05B3903 Araip.B05 3903 p2 (AT)9 18 9436148 9436165 CAACGTACAGCCTACTGCCA AATCCAAGCGAGGTTTGAAG 178

Ai05B3907 Araip.B05 3907 c (T)13gactttcaaaataccttatcttaagaacct(A)1154 9440601 9440654 CGGTGAAACTATAAATTCAATGAAAG TGAATACTTGAAGGATGAAAACTGA 273

Ai05B3911 Araip.B05 3911 p2 (AG)6 12 9462278 9462289 TGCAAGAGAAAGAACTGCGA GTGCGAGAACAGACCTCCTC 273
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Ai05B3913 Araip.B05 3913 p2 (GC)6 12 9465278 9465289 GGCAAGACCCAGAGTCAAAA TGCTGCAGCTTTTCATTTGT 237

Ai05B3914 Araip.B05 3914 p2 (TA)9 18 9465684 9465701 TGGCTATGCTTCAGTTTGAAAT GGGCATAACATTTTGAAGGC 242

Ai05B3915 Araip.B05 3915 p2 (CT)12 24 9465954 9465977 CCAGGTGGAATCATTGCTCT CCATGAAACTCCGGAACATT 131

Ai05B3917 Araip.B05 3917 p3 (CTT)5 15 9467966 9467980 TTCTTCCTTATCATCACCCTCA TGAAGAAGAATTGCGCAGAA 198

Ai05B3920 Araip.B05 3920 p2 (TA)7 14 9480547 9480560 CGGAACTTAGAGCATGCAGA CTAATTGACCCGGTGCATCT 278

Ai05B3925 Araip.B05 3925 p2 (AG)6 12 9494339 9494350 AGTGACGGACTTGATGAGAGG TAACCCTAATTTCGGCCTCC 115

Ai05B3928 Araip.B05 3928 p2 (TA)9 18 9514836 9514853 CTTCCACCTTAGCCCATGAC TTGTTGATTGATTGAATTGAATTGT 250

Ai05B3934 Araip.B05 3934 p2 (AT)10 20 9543218 9543237 TCAAACCTCGCTCGGATTAC GATTTGAATTAGGGACTAACTTGTTT 239

Ai05B3936 Araip.B05 3936 p2 (AT)8 16 9555243 9555258 CTTCAAACTTCGCTCGGATT TTTGATTTGAATTAGGGACTAACTTG 240

Ai05B3938 Araip.B05 3938 p3 (ATT)12 36 9558474 9558509 TTCACAAATTTTGCTTCAATTTT AGTACGCTTAAGAAGCAATTCG 117

Ai05B3946 Araip.B05 3946 p2 (TA)6 12 9574528 9574539 GAAGTCAGGCAACGTTTGGT TTTCGGTAAACCGCTACTGG 260

Ai05B3947 Araip.B05 3947 p3 (TGA)5 15 9586629 9586643 TGATTTTGCGTTACCCCTTC TCTCCTCTCCAGTCTCTGCAA 196

Ai05B3951 Araip.B05 3951 p2 (TA)7 14 9592733 9592746 GCATCCATCCCTGGTAAAGA GGTTCCGAAACCAAGATAAGG 267

Ai05B3959 Araip.B05 3959 p3 (TTA)5 15 9611477 9611491 TGACCACAATCCAATCAATCA TCTTTTCGGATTATTAATGTCCTTTT 203

Ai05B3960 Araip.B05 3960 p2 (AT)9 18 9618253 9618270 TTGAAAAGGAATTCTTTGTACGTG GCTAGCCCCCTAACACTCCT 267

Ai05B3963 Araip.B05 3963 c (T)14gtagtgtgcttccaacccatcacacaaatcaatagacaaagtcgaatttaaaatg(ATA)584 9621837 9621920 ACCTTTCCCCAAATTGAACC ATTCTTTGCATCACGCATCA 231

Ai05B3964 Araip.B05 3964 p2 (TA)9 18 9622695 9622712 TCGCCCGAAGAAAATACCTA TGTTGCCGTGGATTGTTTTA 182

Ai05B3968 Araip.B05 3968 p3 (TTC)5 15 9628970 9628984 ACTTTTAAGCCAGGGGCAAG CATAAATCCACCTAAATTTTTGCTT 194

Ai05B3969 Araip.B05 3969 p2 (AT)6 12 9630424 9630435 TCCCAGTACCTCAAAACAAACC TCACTCAAAATCTCGAAATCCA 277

Ai05B3972 Araip.B05 3972 c (CTT)10(ATT)13 69 9643798 9643866 TAGGGTATGGCATTTGGAGC TCTGTGCCAACTTGCGTTAG 265

Ai05B3973 Araip.B05 3973 p3 (GTA)6 18 9644456 9644473 CCGGGCCTAATCACATTTTA CCAAGGTCTGGTAGGGATCA 226

Ai05B3981 Araip.B05 3981 p3 (CTT)5 15 9670449 9670463 CGACAACTCTCTGCCATTCA GTGGGATTGAAGTGTGGACC 257

Ai05B3988 Araip.B05 3988 p2 (AG)6 12 9694200 9694211 AATTTAGCGTGGATGGTTGC CTTGATTGTGTGGATCACCG 261

Ai05B3994 Araip.B05 3994 p5 (AAAAT)5 25 9720590 9720614 CTGCACCAAACAAGAAGCAA TGAGCTTGTGTCTACGACTGC 243

Ai05B3997 Araip.B05 3997 p2 (AT)6 12 9732249 9732260 AAAAATTGTGTTGACCTCCAAA GGTTTGATCACCGGTTCAGT 171

Ai05B3999 Araip.B05 3999 p2 (AT)6 12 9734226 9734237 AAAAATTGTGTTGACCTCCAAA GGTTTGATCACCGGTTCAGT 171

Ai05B4001 Araip.B05 4001 p4 (TAAA)5 20 9736970 9736989 CGGACGCTATATTTGTATCCGT GCCTCTAACAATTACACACAAGCA 226

Ai05B4002 Araip.B05 4002 c (A)11ctatagaactgatttttggtattgtgtggattgaatttttttttaactgtaaaacaaattggtaggttggttttataaatt(A)10102 9748498 9748599 TCCGATTTAGGTGATCAGGAG TTGCGGTATTTTTCAATAACCT 221

Ai05B4009 Araip.B05 4009 p2 (AG)8 16 9771084 9771099 AAAACAAAATCGGCCTTGTG AGTGAGTTTTCCCTCCCTCC 267

Ai05B4012 Araip.B05 4012 p4 (AATA)6 24 9811525 9811548 TGCTTTGGCTTATTTGTGTCA TGAGTGAGATGCACCGAAAA 280

Ai05B4013 Araip.B05 4013 p2 (TA)49 98 9812155 9812252 CCTACCTCTACCCGTCCCTT ACGGCTAGGGTTGGAAACTT 274

Ai05B4019 Araip.B05 4019 p2 (TA)11 22 9830460 9830481 AACATTGGGGTAATTTTGTCC GAAAATTGTGGGAACATGGG 226

Ai05B4025 Araip.B05 4025 p2 (AT)9 18 9866962 9866979 TGAGTAATACGAAGCAAAAGCAA GTCTTGGCTGAGCTGCACTA 267

Ai05B4026 Araip.B05 4026 p3 (TTG)5 15 9873225 9873239 TCCATGAAGTGGTCAAACGA AGTATTAGGGGTCAGTAGCCATT 266
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Ai05B4032 Araip.B05 4032 p3 (GAT)10 30 9888352 9888381 TGCACCTGAGACAGTTTTGG CCAACTGAAAAACTCCCTGC 278

Ai05B4037 Araip.B05 4037 c (T)11atgttctgacttc(T)1135 9903972 9904006 CTCAGCACCGTCAATCTCAG AAAACCAAGAACCAAGAACCAA 243

Ai05B4038 Araip.B05 4038 p2 (TA)7 14 9906288 9906301 GGGTATCTGCGGGGATTTAC AGGTAGCGGTGAAGGACTGA 260

Ai05B4042 Araip.B05 4042 c (AT)6taggaataatgtctttgaacttggaaattggtatagactttaaggcatcaaagaaagcaaagtctatatagccatc(AT)9106 9911676 9911781 TCTTTTCTTCTCTATCGTTATAGGGTT CCTCTACTAGCACGATAAAGCG 253

Ai05B4049 Araip.B05 4049 c (T)10cgaaaactaaaattttgaaaaagaaaataaggattctaaaattttaacaagaacaataataagagactctaaac(A)1094 9929498 9929591 CAAGAACATAAGCACCACGC GGGATTGTTCGTGTTTGGAC 231

Ai05B4050 Araip.B05 4050 c (ATAA)7(AT)6 40 9933145 9933184 ACTTGTTTGCACTGTGTGCG TTACATTATCAGCCCACAAGAA 218

Ai05B4051 Araip.B05 4051 p2 (TA)6 12 9933303 9933314 GTGCGCGCATCAATGTAT TCAGAATGAGCTACCAAGTTTATGA 275

Ai05B4055 Araip.B05 4055 p2 (TC)9 18 9944313 9944330 CATGTCAATGGGTGAATGGT TGGCTTCTTGTCGTTGTTTG 229

Ai05B4058 Araip.B05 4058 p2 (AT)6 12 9949190 9949201 CTCGACTTGCAAAGCAAATG TCGATGCTTCCTTCACACAG 186

Ai05B4059 Araip.B05 4059 c (AT)9c(TA)11cattaataactaataacacttggaggaaacatcatcaatcacctttgttcttttcattt(TA)7114 9961302 9961415 AACCAAACGATTCCCCTCTC CCCTCTTAGACATTGACTTGGAA 248

Ai05B4060 Araip.B05 4060 p2 (TA)6 12 9963504 9963515 CGAGAGGCACCTCACTAAGC CAAGGGGTATATATAAGTGCCAGAA 253

Ai05B4065 Araip.B05 4065 p4 (AAAT)5 20 9980877 9980896 ATGTCACCTTCAAACCTCGC CATGACCCATACGACACGAG 145

Ai05B4066 Araip.B05 4066 c (GA)8ggtaatctgctatttcaattaggataattaggcgggcgggtttgggtctcaattctttttgtgtgtgggtcaggtgtctggccttcaccaggtcc(A)10121 9988264 9988384 TTGCCAACCTGATTCAGAGA GTGGTTTGGGCTTGTCTGTT 268

Ai05B4070 Araip.B05 4070 p3 (TTA)5 15 10001233 10001247 CATGCATGCACCTCCTTCTA CCGGGCCCTCTTTATTATTT 218

Ai05B4071 Araip.B05 4071 p2 (AG)7 14 10002637 10002650 AAAAGGAATCATGTCCGTGC GGACGAACAAGGTCACCAGT 228

Ai05B4075 Araip.B05 4075 p2 (TA)7 14 10012775 10012788 AGTTATTCCATGCACCACGC CGTAGCTTCCTGTCGTGTCA 128

Ai05B4078 Araip.B05 4078 p3 (TGT)7 21 10017046 10017066 TGGTGGTGCCTACACTCAGA CTCCGTTTTCTCCTCCCTTC 178

Ai05B4080 Araip.B05 4080 p2 (AT)7 14 10017847 10017860 GAGTGAAGCACTACCCGCAT CTTTTGGATTTCTTCGAGCC 237

Ai05B4083 Araip.B05 4083 p2 (AT)7 14 10020632 10020645 TGCATGATTAATGCCTAATTCC TAATGGCATTCACCCCCTAA 278

Ai05B4084 Araip.B05 4084 p3 (AAT)5 15 10020876 10020890 AGGGGGTGAATGCCATTATT CACAACCTCTCAAAAGAGAATGC 278

Ai05B4085 Araip.B05 4085 c (A)10tataaacatctttaaaaaaaaatattattagtgtctttattaaagtggtctccaatagaaaaattttagggcgttgttcc(T)14ggacttggggcgtttttcctttctcttgc(T)11144 10022631 10022774 AAAGATGTCCAATAATAACATAACACA GACTTTTTGGGTCCATCTCG 250

Ai05B4087 Araip.B05 4087 p2 (AG)6 12 10023308 10023319 GGATTAGGCCACTTGGTTGA TCCACTCCTTGGTTGGCTAC 139

Ai05B4088 Araip.B05 4088 p2 (CT)9 18 10023811 10023828 TCCCTTTCCTTCCTCCAACT AGGAAGGAGCCAAAGAGGAA 126

Ai05B4089 Araip.B05 4089 p2 (CT)8 16 10024026 10024041 CCTCATCTTTTCTTCACGCC CGGATTTAGGCGAGAGAGTG 209

Ai05B4094 Araip.B05 4094 p3 (GAG)9 27 10054989 10055015 TGTCACAAAAACTCACCCCA TCATCTCAACCTAAGCCGGT 180

Ai05B4095 Araip.B05 4095 c (A)10gttatcgatctcgtttgttcttgtatattcttctctaaccatacaatattac(T)1072 10058647 10058718 GGGCATGTGGTGGAATAAAC CGGGGAATAGGATGTCAAAA 212

Ai05B4097 Araip.B05 4097 c (AG)7aaagagagaggagttgaaggagtaataagagagattctagcttatatcatgggtcacat(A)1083 10059668 10059750 GTGGGGATAGAGAGGGAAGC GAGGTGAATGGACCTAGGCA 141

Ai05B4099 Araip.B05 4099 p2 (TA)8 16 10061384 10061399 TGTTGTGCTAATTCAATGTTACCT GGGTTGATTTATCATATTTTGATGG 276

Ai05B4102 Araip.B05 4102 c (AGA)8gaaggaaaggaagcgacaa(GAG)558 10065040 10065097 AATGTTCGTTTCTTGGCTGG CCTCTTCCCTTCTCCTTGCT 280

Ai05B4103 Araip.B05 4103 c (GAG)6gaagcaagaagagagagagaaaggagaagagaagaggaagaaaggagaag(AGA)9gaggggatcagaggcagagagagctcaagaggaagctagaaaagagaggcaaagaag(AGA)5167 10065326 10065492 GGAAGAGAAAGAGAGGGAAAGG CCCTCTCAGCAGCTTCTTGT 272

Ai05B4104 Araip.B05 4104 p3 (GGT)6 18 10065632 10065649 GAGGAGGACGAAGACAGCAG GCCCACACATGCATAGACAG 227

Ai05B4107 Araip.B05 4107 p3 (ACC)5 15 10071567 10071581 CGTCACCACCAGAGAGATGA TAAACGACGTGGTGAGGTGA 216

Ai05B4109 Araip.B05 4109 p3 (GTA)5 15 10074356 10074370 CAACAACACTGTTTGGCTGG CGCATAGGGCTTTTTGTGAT 279

Ai05B4112 Araip.B05 4112 p3 (TAC)6 18 10077057 10077074 ATTTAGGGCACGAGCATGAC GGCTTTCCCCGTAGGTAAAC 276
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Ai05B4113 Araip.B05 4113 c (A)10gcaggtatcaaattgatagttaattattcataaaataaaatagttatagaactttgatcggctttttagttcttcctaaaagag(A)10104 10079038 10079141 AACCAACATGGGCGATCTAC TATCCACCCATGGAGTTTGC 199

Ai05B4116 Araip.B05 4116 p2 (AT)9 18 10107076 10107093 GGAGGATAGTCCCATGCTTTT GGGTAAATTTTTCAGCGTTTTG 204

Ai05B4118 Araip.B05 4118 c (A)18gaaagaagcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)17131 10117397 10117527 TCATTTGATTTTAAAGAAATTACCACA ATTAGTTACGTTTCCGGCCC 258

Ai05B4119 Araip.B05 4119 p2 (TC)8 16 10121576 10121591 TGGTGTACACAACCGAACTGA AATATTGCGTGCTTGTGCAG 275

Ai05B4121 Araip.B05 4121 p2 (GA)10 20 10123255 10123274 CAAAAGGCTCGAGGTTGAAT GCCAACACAAACAGAAGCAG 259

Ai05B4123 Araip.B05 4123 p3 (TTA)6 18 10125532 10125549 AGTGAGGATCGCTTGTACCG AAACGTCTCACATTTTGATTTACA 248

Ai05B4124 Araip.B05 4124 p2 (TA)7 14 10131646 10131659 TGGTTGCCACGGATTACATA CACGCAAAGGGTTTCTGTTT 241

Ai05B4126 Araip.B05 4126 p3 (GGT)5 15 10145343 10145357 AGCAGACCGAATCAGCATCT AGGACCAATTGACGGTGAAG 106

Ai05B4131 Araip.B05 4131 c (TA)6tcttgtttatactgtaaacgaaatacgtacaaaattatctcatttacagtataaacgaaataaaaaaattatttatttcaataaatattttttaatgatt(TTA)5127 10166016 10166142 GAACCGTCCATCCTCCCTAT CTGAAGGTCGGATCTGTAACAA 268

Ai05B4133 Araip.B05 4133 p3 (TTA)6 18 10175563 10175580 CCAAAAACTCGACATCCAAA CCGAAGGTCGGATCTGTAAC 280

Ai05B4135 Araip.B05 4135 p3 (CTC)6 18 10183211 10183228 GGCAAAGAAAAACGCTCAAG CGGCTCTGGTTCAGGAGTAG 205

Ai05B4136 Araip.B05 4136 p3 (TTA)7 21 10190861 10190881 AAACGAAATACGTACAAAATTATCTCA TCCGATCCGATATTTCAACC 214

Ai05B4139 Araip.B05 4139 c (A)11gaaagaaaattatcacctcaaaattgaaattcgattcgtttaatcaacttagcttcgtggttgttgtcttgttcaattaatc(GA)10113 10207005 10207117 CTCCCTTTTCGCAAATCTGA CGAACTTTCCTTCTTCGTGC 264

Ai05B4140 Araip.B05 4140 p3 (GTG)5 15 10210873 10210887 GAAACTGCGGTGTCTCCTCT CCACCACACCTCATTTCCTT 218

Ai05B4141 Araip.B05 4141 p2 (AT)9 18 10214597 10214614 CATGCTGATCCCCTTCAAGT AAATGCGAAAATTGGGTCAC 276

Ai05B4142 Araip.B05 4142 p6 (GTAGAT)5 30 10218095 10218124 GTATAGCCGCAAAGCAATGA TGACAAATTCTCTCCGGGAA 157

Ai05B4147 Araip.B05 4147 p2 (AT)12 24 10232650 10232673 TGACGCTGTTGTTGGAGAAG ACCCGTCTATTAAATGGGGC 258

Ai05B4149 Araip.B05 4149 p2 (CT)7 14 10234547 10234560 ATGCATGCAAGATGAGATGG CAAGCCCAATCTGGTTTCAG 256

Ai05B4150 Araip.B05 4150 p2 (AG)13 26 10240538 10240563 TCATGGATCCTCCACTCTCC AAAAACGCGATGGTTTATGC 234

Ai05B4151 Araip.B05 4151 c (TGA)5tgctcaggtattgccttccaattcacacctcaagaggaagcgtgatgatgaa(GAT)582 10243500 10243581 GATGATGGTGAGGAGGAGGA CATGTGCTACATCAATGGGG 195

Ai05B4153 Araip.B05 4153 p2 (AT)6 12 10250328 10250339 TACCCTTGGTTCCAACCTCA CGGGAACCCTTAAATACACTTG 272

Ai05B4154 Araip.B05 4154 p3 (CTC)5 15 10252610 10252624 TTGCCTTACTTCCGATTTGG TTCCGAGGAGGATTGAACTG 265

Ai05B4158 Araip.B05 4158 p2 (CT)20 40 10285109 10285148 TCAAAAACCCTTACCGATGG GGGAGAAAAGGAAGGGATGA 275

Ai05B4164 Araip.B05 4164 p2 (GT)7 14 10312301 10312314 CTCCATGTCAGTGGTGCAAT AGCGAAAGCAGCAAAGGTT 234

Ai05B4166 Araip.B05 4166 c (T)10attttttgttttatattattttgaacaattttattgaagttaaaaat(A)11gataataaaaaaattatattataatttcattattttttatttatatttaatttttaattattatttttggttaattttaatgaattttattt(A)10170 10316187 10316356 AAAATCTTTCGAGTACTGATTTGG GGCGGGCTATTCTTCTTGAC 278

Ai05B4169 Araip.B05 4169 p3 (TAC)7 21 10322297 10322317 TGGAGGTTCGTACATCAGCA CCCGAAGCAATGCCATAATA 259

Ai05B4170 Araip.B05 4170 c (T)10gtgaaaactggtgaactgactaattggttccttttg(T)1056 10323127 10323182 GACTAACTCGGATGGCCAGA TGGTAGGTTGGAGATGAGGG 256

Ai05B4173 Araip.B05 4173 p2 (TA)8 16 10324692 10324707 CCAAATGAGGAGTATATTCTAATTGAT CGCTAATTTTGCGAGATTTACA 256

Ai05B4175 Araip.B05 4175 c (T)10cattagacataacagtcttccgttaaaaaaaagaaaaataaaattattac(TAT)884 10357469 10357552 AAAAACAGACATTTAGTCCCAAAAA TGCTCTTACGAGGTAGGGGA 268

Ai05B4184 Araip.B05 4184 p3 (CAA)8 24 10389917 10389940 AGTGTCACCACCATCACCAC ATGCTGGAGGATGCAAGAAC 191

Ai05B4185 Araip.B05 4185 p2 (CT)10 20 10390296 10390315 TCTCCTTTGCGAACCAAAAC CCACCTCCTTTACCCAATCA 246

Ai05B4189 Araip.B05 4189 p3 (AAG)5 15 10409517 10409531 AGCGATGATAGGGAAACGTG TTCCTCCCTAATGTTGCGTC 271

Ai05B4191 Araip.B05 4191 p2 (TG)6 12 10420904 10420915 TCATTAGCTTTTAGTTGTGATTGGA TGTTCCACAATGTCCCTTTTT 181

Ai05B4195 Araip.B05 4195 c (A)10gctttttgactttctggccttctttgctcacttgtacgttccaagggggaagaccgtctc(AAT)688 10432296 10432383 ATCACGGTCCAAAACCACTC AAGTCCTAAGGCGTTGCTTG 267
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Ai05B4198 Araip.B05 4198 c (T)10gtcattcaacattcagaaaattgaacatagtc(T)1254 10435448 10435501 GAGGGGGATATTTAGCAGCA TTAAGACCCAAACCACCACC 265

Ai05B4205 Araip.B05 4205 p3 (ACT)5 15 10472944 10472958 CAAGAGCCACCCTAACTTGG TGTCAGCAGCAACAACATCA 199

Ai05B4206 Araip.B05 4206 p3 (ATT)6 18 10481189 10481206 TTGTCCCCACTATTTCCCAA TGGAAAGTTAGGTGCGGTTC 118

Ai05B4212 Araip.B05 4212 p3 (TAA)5 15 10499151 10499165 TATTAGCTGGGGTGTTTGGG CGTTTCTGAGCGTTGAGGAT 276

Ai05B4215 Araip.B05 4215 p3 (ATT)5 15 10513139 10513153 TACTCCAACACGGTCCACAA TGCTACCATGTTCCCCTTCT 192

Ai05B4219 Araip.B05 4219 p2 (AT)13 26 10571465 10571490 TTGGGTACCCGATAACTTTGA ACCAACCCGTGAACCTGAT 273

Ai05B4224 Araip.B05 4224 p2 (GA)7 14 10576821 10576834 TATGACTCTGTGTCGCGAGG TGTCATAGATTCCGTCGCTG 207

Ai05B4230 Araip.B05 4230 p3 (GAG)7 21 10591421 10591441 CGCAACATTGGAAAAGAACA TCAAATCACGCACTTCCTTCT 156

Ai05B4231 Araip.B05 4231 p3 (CAT)5 15 10592212 10592226 CAGTCACCACCACCATCACT CGATAACAATGATGACAATGACG 144

Ai05B4234 Araip.B05 4234 c (TTC)6ttttacattctcaagtttcttcttattttattctcttaacaagaataaaaac(A)1181 10593034 10593114 AAAAAGACATTTTTCTGCTTTTGT TCCTCTTCCTGGTAATTTTGTAGC 256

Ai05B4235 Araip.B05 4235 p3 (TCT)5 15 10593812 10593826 TCCTCCTCATATTCTGCTGCT TCGTCTTTGCGTTCATTTTTC 272

Ai05B4236 Araip.B05 4236 p3 (GTG)5 15 10597968 10597982 GGTGAAGTGGCAAGGAGAGA AAAACCACCATCTACTGCCG 125

Ai05B4237 Araip.B05 4237 p2 (TC)6 12 10609683 10609694 CAATCCAATCCCAATCCAAC CATTCCTCAAAAGCAACAAGA 185

Ai05B4238 Araip.B05 4238 c (GA)9gcatcttttggaaagcggtggtctcgtcccgtttgtctaactcacccttcatcaatctctagacgatctgat(TC)11112 10612465 10612576 GCGTGAGGAGGAGAGAAACA TCCAATTTCCATTGGATGAA 268

Ai05B4241 Araip.B05 4241 p2 (CT)14 28 10614710 10614737 CTGTTCCCCCACCTTAGTCA TGGGGGACTGTGTTGTTTTT 218

Ai05B4245 Araip.B05 4245 c (A)11gagaaagtggtgttttagtcaatttattgatgggtcacgactagcttttttggactatcagctaactcatttaattaagaaacaaaaagatt(A)10113 10618431 10618543 GGGCCGATACATTACACAGC TGTGGCTTGGAGCTAATTGA 255

Ai05B4247 Araip.B05 4247 c (A)11gtgtgtatccaaaataaaatgatcacacaagcaggaaaagcccctggaggagtatgcatattat(A)1085 10628043 10628127 AGTTGTGGGAAGCAAGATGG TGGGTGTTATGTTTCCCTTCA 223

Ai05B4250 Araip.B05 4250 c (TA)7catacactacttttaaaaataagtacatacatacaaataaattatgaaaatatattcatttactaatc(TTAT)5102 10632954 10633055 AAAATGCGTCAAATTAAAAGGG AAAATGAATAAAAGAATGTTATTGTGC 261

Ai05B4254 Araip.B05 4254 p4 (ATTT)5 20 10653161 10653180 ATTGAGAGGATCCATTCCCC GAATCAGTGACAACTTTATATTGAACA 275

Ai05B4255 Araip.B05 4255 p3 (TCT)19 57 10654466 10654522 TTTTAGGTCACGCGCTTTTT GAAGAAGAAGGAACGCGAAA 204

Ai05B4256 Araip.B05 4256 c (AGG)5tatacgtgaatttgaaagaagaagaagatgacatatgcatgtatttga(AAG)1093 10655413 10655505 CAGAAGAAAAATCTGCGTGC GCGCTTTATCTTCTCCTCCC 167

Ai05B4258 Araip.B05 4258 c (ATT)9(GTT)8gcatttctttaaaaaattcctatcatgtgcataaaatatcatttagtgac(A)10111 10657742 10657852 CCCATTTGATATAGCATTATTGTCC TGTCGGCAAAGCCAAAAATA 188

Ai05B4260 Araip.B05 4260 p3 (TTA)38 114 10672254 10672367 CGAGCTTCGAAACTACCTCG CCATTAAGTGCTAGAGGTGCG 277

Ai05B4265 Araip.B05 4265 p2 (GT)6 12 10686612 10686623 CGTTCTTGAGGCACCATTTT AAAGGAAGTGCCAACTTGGAT 167

Ai05B4266 Araip.B05 4266 p2 (TG)6 12 10697837 10697848 ATTGATTGATCCGGTTCTCG AATCCTTTTACCCCACCACC 108

Ai05B4267 Araip.B05 4267 p2 (TC)12 24 10699700 10699723 TCTCCAGCTCAGCAAAGCTAA GTCGTTGGAGTTCGTGGAGT 239

Ai05B4268 Araip.B05 4268 p2 (TC)20 40 10704884 10704923 GCAGCAGGGTTGATGTAGGT ATGCCTAAATGCTTCCAACG 279

Ai05B4270 Araip.B05 4270 c (T)10attata(T)10 26 10708163 10708188 CACGGTGTAGATTGCGAATG ATGATCACAATGACCGCAAA 276

Ai05B4274 Araip.B05 4274 p2 (TC)6 12 10716671 10716682 AAGAGGCAGAGATTGGAGCA CCTTTGAAGCCAAAAACCAA 239

Ai05B4275 Araip.B05 4275 p3 (AAT)7 21 10722196 10722216 ACGTGATGAACTGGCATTGA TTGGCAGGCAATAATCATCA 260

Ai05B4276 Araip.B05 4276 p2 (TC)6 12 10724145 10724156 CCACCAAGAAACAAAGGGAA CCATCGTTGTGATGGTCTTG 190

Ai05B4281 Araip.B05 4281 c (T)10atttttg(A)10 27 10736167 10736193 CGTGCCATTAAAAGAAAGAAAAA GAATCCGATAGGGGTGACTTT 211

Ai05B4283 Araip.B05 4283 c (A)11gaaaataatggagtccagtccacagga(AT)650 10737117 10737166 ACCGCACCTGAATTTTCAAC CAAGGCACCATCGATCCTAT 170

Ai05B4286 Araip.B05 4286 c (A)10tcagaagaaaaaaaaatcagagaaaagaaaataaaaaaatagaattatttgnnnnnnnnnnnnnnnnnnnnntgaaaattttttttctttagcatt(A)10gaaattttccac(TTAT)5148 10752540 10752687 ACGGAAAAACCCACGAGTAG TCGTGAATCATTAACACTATGTTTGA 280
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Ai05B4287 Araip.B05 4287 p2 (AT)6 12 10754021 10754032 CCAACAGTGCGCTTCAGATA TCTATTTGATTCCAAGATACGCT 266

Ai05B4288 Araip.B05 4288 p2 (GA)7 14 10754874 10754887 GCCGGTTAAGGACACACATT TTTGCAGAACAACCGACAAG 196

Ai05B4289 Araip.B05 4289 p2 (TC)6 12 10755124 10755135 TTGGATGGCTGGTAGGAAAC TTATTTGCACCAGCAACAGC 166

Ai05B4290 Araip.B05 4290 p3 (AAC)5 15 10755876 10755890 GCAACAGCAACAACAACCAC ATTGGGTGGCTGAAGATGAG 243

Ai05B4291 Araip.B05 4291 p3 (CAA)6 18 10756385 10756402 AGTGCCACCGTAACTTCCAC TGAAGATGGTGGTGCTGTGT 146

Ai05B4292 Araip.B05 4292 p3 (GGA)6 18 10756539 10756556 CACACAGCACCACCATCTTC GCTTCTCAGCGAACTCCATC 277

Ai05B4293 Araip.B05 4293 p3 (CAT)6 18 10757164 10757181 AGCAGCCACATATGACTTTCC TTCCAAAAGGGAAGAGGTGA 179

Ai05B4294 Araip.B05 4294 c (A)13g(A)10 24 10757309 10757332 TCTTCCCTTTTGGAAGGTCA TTTCATTTATCGCGAAACCC 250

Ai05B4295 Araip.B05 4295 p3 (ATA)6 18 10759251 10759268 CACCTTCACCTAACAGCCAGA GGAAACTTTGCACGAAGCAT 165

Ai05B4307 Araip.B05 4307 p3 (GTC)5 15 10811386 10811400 ACGATAATTCCGACGGTGAC CTTCTGCGTCGCCAACTC 272

Ai05B4308 Araip.B05 4308 p2 (GA)6 12 10814532 10814543 GATAGGAGGGGCAGAGGACT GCGCCACTACTGTTGGATTT 257

Ai05B4313 Araip.B05 4313 p2 (CT)6 12 10822690 10822701 ACCGCAGCTACCTTCTCCTT AACCTGGAAGCATTGACTGG 278

Ai05B4318 Araip.B05 4318 c (TTATT)5a(T)10 36 10832544 10832579 CCAAAGCAGTTTGGGTATGG TTTGGACAACTGACGGTTCA 266

Ai05B4324 Araip.B05 4324 p2 (TA)6 12 10844295 10844306 TCCAACACTTTCCGTCGTATT GTAGCCCATGGCCAATAGAA 164

Ai05B4326 Araip.B05 4326 p3 (CTC)5 15 10845402 10845416 GCTTCCGTCTCTTCCATTCA AACATCCACACCGAAAAAGG 271

Ai05B4331 Araip.B05 4331 c (A)11tcatggtaaaagccattagaactaataataggcagaaattttttatgacttctttctat(A)1080 10858450 10858529 TTTGGAGGCCTATTGTCACAC TGTTTCCACACAGCTTCTTTG 258

Ai05B4332 Araip.B05 4332 p3 (AAC)6 18 10860135 10860152 CGACCTAGTTTTAGCAGGGATG ACATGACAATGTCCGGTTGA 275

Ai05B4335 Araip.B05 4335 p3 (AGG)5 15 10869604 10869618 ATAGACATGGACCGGATTGG TCCTCCTCCTCTTCCTCCTC 275

Ai05B4336 Araip.B05 4336 c (GAT)5gacgacgacgacaacgacgaaggaggaggaagaggaggaggagaagaaggtggaggaagaggagg(TGA)7aaaggaagaagagaaggaagaagaataatatgaagaaaaaatgcacatacataaatttgacttggttgtatttggtt(A)10188 10869772 10869959 TGCTGCAATTTTCTCTTATTCC TCGTTTTGTCAGGGATGTGA 275

Ai05B4338 Araip.B05 4338 p2 (AG)15 30 10876522 10876551 CTAATCCCCATTTCAGGCAA GATTCGCTGCGTTTTGATCT 173

Ai05B4339 Araip.B05 4339 p2 (AG)7 14 10876967 10876980 AGCGAAGCTCACCTGAAGAG TGAGAGAAAAAGAGAACATATACAAAA 153

Ai05B4342 Araip.B05 4342 c (AG)8atacacgcacacacacaa(AG)850 10885616 10885665 AGCGAGTGCATTATTGTGAGT GTTCTCGGACGCATCTCTCT 228

Ai05B4343 Araip.B05 4343 p2 (TA)9 18 10889572 10889589 GAGGGATAGGAGTCGTGATTTG TGGCAAGGATAGTACGACGA 241

Ai05B4345 Araip.B05 4345 c (A)10taacctacctctttagcgtcccaaaagtggaatatatg(T)1260 10901107 10901166 TTGAAATTGGAGGGGAGAAA TCACAGGCTGCCACTTTAGA 276

Ai05B4359 Araip.B05 4359 p2 (AG)6 12 10959168 10959179 GGGAGAGAAAGAGCGCAAG CCCTCTCTTTGTCCTCCTCC 257

Ai05B4362 Araip.B05 4362 p2 (TA)12 24 10962661 10962684 TTTGGTGTCATTTTGTTGTTTTT CCATGATGGAGAAAGGGAGA 264

Ai05B4365 Araip.B05 4365 p2 (TC)6 12 10964733 10964744 CCAGCCTAGGTCAGATGCTC AGAGTAGCGGCAGCTTGAAC 163

Ai05B4366 Araip.B05 4366 p3 (TCA)5 15 10976779 10976793 TTTGGGTGTAACACGAAGACA CCATTATGTGTTTGTTCTTCTTTATTT 271

Ai05B4368 Araip.B05 4368 c (CCT)5cttcttcctccttc(T)1039 10977244 10977282 GCAAATTTGGGTGTAACACGA GGAAAAGGAAGGAGGAGAAGA 279

Ai05B4369 Araip.B05 4369 c* (T)10(TCA)8* 33 10977719 10977751 TCCCTCCTCCTTATTTTCTGC TTGAACGAATGTAAGTTCATCATC 223

Ai05B4370 Araip.B05 4370 p3 (AGG)5 15 10978324 10978338 ACACGCAAAGAAAAAGGAGG CGCTACTCAACAATCGTCGT 100

Ai05B4375 Araip.B05 4375 p3 (GCA)5 15 10995270 10995284 AACTCTCTTCACCCAGCCAC GCGCAAGAGATCAGAGAAGG 231

Ai05B4376 Araip.B05 4376 p2 (GA)7 14 10997063 10997076 GTTGATGATGGTGAAGCCCT CTATCATCTCCTCCCCTCCC 263

Ai05B4382 Araip.B05 4382 c (CT)7aatttttgaaaatatcttcctctttttc(A)1153 11007824 11007876 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTCGAATTTGGTGAGTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B4383 Araip.B05 4383 p2 (AT)7 14 11013677 11013690 CCGCGGGTACCTGTATAAGA GTGCTGGGTGAAGGAGAGAG 155

Ai05B4386 Araip.B05 4386 p3 (GAA)13 39 11031948 11031986 ATGGAGAAATGCGGTCTCAG TGCATGCGTTTGTTTTTGTT 233

Ai05B4387 Araip.B05 4387 c (A)13ctattttcccatcatgatctaattttaaactagcgtttttgaaatttttctagatttatatccaatcatatgttatttag(A)10103 11032235 11032337 TGTTACAATTTCAACCGCCA TCTCCCTAGTGGGACTCTTTCA 231

Ai05B4388 Araip.B05 4388 c (AG)17aa(G)10 46 11033994 11034039 CTTTCCATCCACCCTCAGAA TTTGAACCGGCTGATTTGTT 264

Ai05B4390 Araip.B05 4390 p2 (GA)12 24 11034535 11034558 GCATAGGTCCATCGCAAACT AGATGATCCCATGCTGCTTC 252

Ai05B4391 Araip.B05 4391 p3 (CAT)5 15 11037828 11037842 GTTTTCTCGTACCGAGGTGG TCTCACCTGCTCCACTTCCT 247

Ai05B4393 Araip.B05 4393 p2 (CT)6 12 11046721 11046732 ATTGACAGCAAGGAGCGTTT ATAGGTGAGGGGTTTTTGGG 170

Ai05B4398 Araip.B05 4398 p2 (AT)6 12 11066686 11066697 TTATTAGGCGCACACCTTTTT GAGCATCAATACGGAAAAATCA 274

Ai05B4399 Araip.B05 4399 p2 (TA)7 14 11067080 11067093 TGTGACCCATGTGATATTCGTT TCTCGTCAAATTTGGATAGAACT 280

Ai05B4401 Araip.B05 4401 c (TA)7atcatatactctggccggccttagtttcgcaggtcgagtctggagcttgctatctaagttttggaactcta(AT)8101 11071930 11072030 TTTGTCCCTCCTAGAGGTCG TCGTGTTACACTCGCATGAA 236

Ai05B4402 Araip.B05 4402 p2 (TA)6 12 11072372 11072383 TTTGTGTTGCAATTCAGATGG TCGAATTAGTGGGTGTGTGC 252

Ai05B4405 Araip.B05 4405 p3 (AAC)5 15 11076225 11076239 TTTGTACCTTTTCAATTCACTCAA CATGCTTCTCCTGTTCCTCC 153

Ai05B4406 Araip.B05 4406 p3 (ACG)5 15 11077267 11077281 GAAGAAGCTGAAGGAAGCGA TCGATGGATCCCATGAATTT 138

Ai05B4415 Araip.B05 4415 p3 (TTA)11 33 11107642 11107674 AATGATGCTCTGAAATCCAAA TCAACTGCAAATTGCTAACCC 243

Ai05B4420 Araip.B05 4420 c (T)11aaagctcaaatgacatagtctccccatactcaattaagaggttgcggattcgagtctcctatctttggt(A)1191 11116307 11116397 TTTGGCGGATCCCAATATAA TTGAAAGGTGCTTCATTTCG 277

Ai05B4424 Araip.B05 4424 c (TGA)9(TGG)8ttgttctgattttgagttctgataa(TGG)6ta(GTG)5111 11135419 11135529 ATGGATGCTGGTGATGGAGT TCCCCAAAATTCTCCCTTCT 265

Ai05B4425 Araip.B05 4425 c (A)10taaattaacccccctcct(TC)6tttatttccaagttcaaatttattccattattaatt(AG)688 11136012 11136099 TTGCTGGCCTCCTATCACTC GGGCTGTGGTAGTTCCATTC 280

Ai05B4427 Araip.B05 4427 c (T)13cgaaaattttttgaaatcaaaaataaaaaataaaattaattagttaattaaaaagaaatttttgaaaaagggggagatattttcgaaaatt(AG)8120 11140444 11140563 AGAATGAGATGGGGGAAGAA TTTTGTTTGTTTCTTAACTTTTTCACA 247

Ai05B4432 Araip.B05 4432 p2 (AT)7 14 11152650 11152663 ACCCATTCCTATGGTGCAAG TGCACTTTACGTAGGACCTGA 280

Ai05B4435 Araip.B05 4435 p3 (ATT)6 18 11158261 11158278 CGGAAAATGAAAGTACGAAATG ACGGATTGCAAGAAATCGAA 250

Ai05B4437 Araip.B05 4437 c (T)10atgtttttaaaatgtgcttttaaaactcatgatagtaaa(T)1261 11160789 11160849 TTCTTTTAGAATTTGGTTAATTTGCAT GCATTCATCCAAAGGCAGTT 267

Ai05B4438 Araip.B05 4438 p2 (GA)7 14 11162992 11163005 AAGAGGAGAGGGAGGAGCTG AAGGCTGAGCAACTAACGGA 263

Ai05B4439 Araip.B05 4439 p3 (TGC)6 18 11163385 11163402 GCTGCTCCATTCCTCTGTTC TCGAAACCCACAAGGTTAGG 245

Ai05B4446 Araip.B05 4446 p3 (TTC)5 15 11191522 11191536 CTACACCCACGCAAAATCCT CCGAAGAACGAAACGAAAAG 215

Ai05B4449 Araip.B05 4449 p3 (TCA)5 15 11196266 11196280 TGGAACTACCACAGCCCTTT CGGTTCTGTTTCCTGTTGGT 256

Ai05B4450 Araip.B05 4450 p2 (GT)7 14 11197604 11197617 TCAAGCAATGCTGCAAAAAC TCAACGCTGTTGTTAATGCC 155

Ai05B4452 Araip.B05 4452 c (T)10aattgagtccctacaccaaa(T)10caattagatccctcttagtagtaattggcttcattatatagagacctaact(A)10ttggtgcagagactcaaataaaagaaaaaaaaagtgtaaggactcaatt(A)11161 11198913 11199073 AAGGTTTAATTATTCTGTTGGTCCC TTTAATTGGGTCCCTGTACCA 244

Ai05B4453 Araip.B05 4453 p2 (TC)9 18 11205154 11205171 CGGTGATCATGACAAACCAG GCTGCTGGAATGGAACTTTG 263

Ai05B4455 Araip.B05 4455 p4 (TGTA)5 20 11211502 11211521 CATTGTTGTTGTTGGCTTGG ATCAGTGTGGGGAGAACACC 206

Ai05B4462 Araip.B05 4462 p2 (AT)6 12 11241950 11241961 TTCAGAACATTGATTTATTTTTCCC CAAGCCCAAAAACGAACAAA 280

Ai05B4465 Araip.B05 4465 p2 (TA)9 18 11252738 11252755 ACAATGCATGATTTGGGGTT CACTCTAAAGAAGCTATAATGCATGG 280

Ai05B4468 Araip.B05 4468 p3 (TTC)6 18 11254116 11254133 TTGGGGTTGGTGGGTTAGTA AAACGCGAAAGAGGAGAACA 264

Ai05B4470 Araip.B05 4470 p5 (ATTGA)5 25 11255410 11255434 TTGAATCGAATTGAATGGAATG TGCAGAATGAACCAAACACAG 261

Ai05B4475 Araip.B05 4475 p2 (TA)6 12 11260965 11260976 CAGAAGAACTTTTATGTCTGAAGTACG GCTCTTTCATAAAAATATTGGCA 191
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Ai05B4477 Araip.B05 4477 p3 (TTA)14 42 11261574 11261615 CCTTTTTAAAATATAATGCATGTACCG TGCACACATTAATAGTGACCCAT 123

Ai05B4481 Araip.B05 4481 p2 (CT)6 12 11271329 11271340 TGTGACCGAAAAATCCAAGA GGCTTGTAGGGGCTACCTTC 223

Ai05B4485 Araip.B05 4485 p3 (CCA)7 21 11292620 11292640 ATAAACCCGGAATTTCGTCC CAACCGTTTGTCCCTCTCTC 153

Ai05B4489 Araip.B05 4489 p3 (CAT)5 15 11304905 11304919 TCTGCAGCAATAGCATGGTC TGCACATCACTCTGTGCTTG 239

Ai05B4491 Araip.B05 4491 p2 (AT)6 12 11313033 11313044 AGCCCAAGCAATTCTACAGC GGCTAATTCTATGCCTTTGTGG 208

Ai05B4492 Araip.B05 4492 c (ATT)9aataattacataataatattgtacca(AAT)671 11314616 11314686 TACCCAGATCAGTCCCCAAG CTTTTGCTGGCTAAGTGCTG 271

Ai05B4494 Araip.B05 4494 p2 (TA)9 18 11319604 11319621 TGTTCGTGTCGCGTAGCTTA CGTTGTCATGCGAAACAAGT 277

Ai05B4496 Araip.B05 4496 p3 (ATA)5 15 11323760 11323774 GCGTTTTCATCTTTCATGGG ATCCCCAATGTTTTTCTCCA 209

Ai05B4499 Araip.B05 4499 c (T)10atttaggtccttatactaatttttttttagttggatctatataaaattaagccaattactattaagagaaacttaatt(A)1098 11337553 11337650 CCTTTTAATTGAGTCCTTACACCAA ATATCATCCACGACACACCC 266

Ai05B4510 Araip.B05 4510 p3 (TCC)5 15 11370271 11370285 AAAAGCACATCAAAAGGATTTCA GGCATGTCAATCTGAGCAAGT 279

Ai05B4512 Araip.B05 4512 p2 (AT)8 16 11375494 11375509 TTGCCTCAATTGGTTGACTTT TTTCAATTTTCGCACACCAA 253

Ai05B4518 Araip.B05 4518 p3 (TGA)5 15 11388392 11388406 TCCAGGGTCATCTTGTAGGC TTGGAAGAAGTCGGGACAAC 223

Ai05B4519 Araip.B05 4519 p5 (AAGAT)10 50 11396382 11396431 ACACGACCCAAATTCAAAGG GGTACCTGCAAGAGACTCCG 269

Ai05B4521 Araip.B05 4521 c (T)12gaaatttttttatatactctttggcttgtcaatcacaatgtttgatagtggatagtaaatcattgtcattgataaacagt(A)11103 11419570 11419672 TGACACAAACGGATATGCCTC TCTTATCTCTTCGTTAATGTCTCCA 278

Ai05B4523 Araip.B05 4523 p4 (TTCT)8 32 11425736 11425767 CCTTCCTTTTGGATTCCCTC TCTTTTCCTTCCCCAAACCT 190

Ai05B4526 Araip.B05 4526 p4 (TATT)6 24 11456289 11456312 TCTGGACCTCACATCTAGACACA TGCATTTTACCGCATCTTTG 256

Ai05B4527 Araip.B05 4527 c (T)10cttattcatc(T)1030 11457464 11457493 TCCTCCTCCTCATCTTCTGC TGCTGCATATTTTTCCTTCTTTT 274

Ai05B4528 Araip.B05 4528 p4 (AAAG)5 20 11458060 11458079 GAAGAAACACTTAATGCTGCAAAA TATCAGCACACATGCACCG 207

Ai05B4531 Araip.B05 4531 p5 (ATAAA)6 30 11470588 11470617 AATTTATTTCGTCCCCAGCC CTCTTCCCAAAACAACACCC 214

Ai05B4532 Araip.B05 4532 p2 (TA)8 16 11494255 11494270 CCCATCTCAATTCTAAAGGCA GGTGGAATGTCATGCAATGT 198

Ai05B4533 Araip.B05 4533 c (TA)6(TG)8 28 11499114 11499141 TGGAGAAGCAAGCTATGCAA CAATCACTAGGCTTCTCGGC 267

Ai05B4535 Araip.B05 4535 c (T)11caatatctgaacctcccaccattctattgtcatctctctcaatcatacctttctaattccgccatctttattct(CAC)5100 11503189 11503288 CGATATCATTTTACATTTTACGCC GGTTGATGAAAACTGCGACA 237

Ai05B4539 Araip.B05 4539 c (T)11caatatctgaacctcccaccattctattgtcatctctctcaatcatacctttctaattccgccatctttattct(CAC)5100 11515703 11515802 CGATATCATTTTACATTTTACGCC GGTTGATGAAAACTGCGACA 237

Ai05B4542 Araip.B05 4542 p3 (TAA)6 18 11519725 11519742 CCTCTTTGAACTATGCAAACTATGA CGGAACTTGATTATTCTATATCCTTGA 279

Ai05B4543 Araip.B05 4543 p2 (AT)9 18 11521318 11521335 ACCATCTCCTGAGGTTGCAC ATGTGTTTTTGGCAAACGTG 268

Ai05B4547 Araip.B05 4547 c (A)11caaaggaataaataattaaataaagaggataatgaaaatgtaaaatattgatc(A)1074 11530774 11530847 TCTTTCGAAATTACTAGTGGCAGA GATTTCCAGTCTTTGGGACG 238

Ai05B4548 Araip.B05 4548 p3 (ACC)5 15 11540376 11540390 ACGACGAACCACAAGGAAAG TGAGGAGCTTCACGAATCCT 268

Ai05B4553 Araip.B05 4553 p3 (ATC)7 21 11576289 11576309 ATCCCAAATCCTTCCCTCAC TCGGTTTTGAACACCCCTAC 236

Ai05B4557 Araip.B05 4557 c (T)10ctttcaccatttttttttaaa(T)10ctactcttccttc(ATT)569 11582668 11582736 AGCTTGAAATCAGCAATGGT TTTGTGTCGCTTTTGTTATTGTT 280

Ai05B4562 Araip.B05 4562 p3 (CTA)5 15 11595198 11595212 CCCTCTCTTTCAGCAGATCG TCCACACAACCAAAGGACAA 259

Ai05B4563 Araip.B05 4563 p2 (TA)7 14 11595658 11595671 AACAAGGCCAATACTGGTGC CCGAAACTTGGAATGGAAGA 252

Ai05B4566 Araip.B05 4566 p3 (ATC)9 27 11624765 11624791 AAGAGTTTCAAGGGGGAAGC GCTGTGTCGTTTTTGCTTGA 263

Ai05B4568 Araip.B05 4568 p3 (ACT)5 15 11625343 11625357 CAGGGTGACACAAAACATGC AAATCGTCAGAGGGGACCTT 267

Ai05B4569 Araip.B05 4569 p2 (TC)8 16 11626064 11626079 TTGAGCGGAAGAGGAGAAAA TACGGATAAAACAGGGGGTG 280
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Ai05B4570 Araip.B05 4570 p2 (AT)12 24 11629813 11629836 GTGGCCGATATGTATTTTCAA TCTCTTTCTTCCTCTCCATTTTTG 278

Ai05B4575 Araip.B05 4575 p2 (CA)6 12 11646337 11646348 ATCCCAAACAGACCCCTCTC GTCTGGCGTGAGAAACATCA 233

Ai05B4578 Araip.B05 4578 p2 (AC)6 12 11652957 11652968 GTGTGGACACTGAACAGGGA GATAACCTGGCCCAATGTGT 267

Ai05B4579 Araip.B05 4579 p3 (TTC)5 15 11654953 11654967 CGTCATTACATGCGCTTTTT AGGAGGGGGAGGAGAATGTA 112

Ai05B4580 Araip.B05 4580 p3 (AGG)6 18 11655468 11655485 TTCACCTTAATGACGTGTTTGG CGTGCTCTCTCCTTCTCATTC 280

Ai05B4582 Araip.B05 4582 p3 (CGC)6 18 11665402 11665419 CTCTTGCCACAGACCTCACA GCCTGGTAGGGACGGTAGTT 110

Ai05B4583 Araip.B05 4583 c (A)11gagtaaaaaatatattttcttttttcagccagctctatc(T)1060 11674238 11674297 AAAGTTGTCCATTGTCCAATCA ATTTAGGATGCGTTTGCCTG 217

Ai05B4585 Araip.B05 4585 p2 (TA)7 14 11677910 11677923 CCATTGCAAGCTCATCATGT GAAATCCCCAAATCTACACCAA 218

Ai05B4588 Araip.B05 4588 p3 (GTA)5 15 11681167 11681181 CAATGGCAGGTTTGTTCTCA AGGTATGAGGTCGTGTTCCG 233

Ai05B4589 Araip.B05 4589 p3 (CAT)5 15 11681328 11681342 GTGGTAGAGGAGGGAGAGGG AGGTATGAGGTCGTGTTCCG 188

Ai05B4590 Araip.B05 4590 p3 (GTA)5 15 11681803 11681817 AGCAACTCGCCTCTATCCAA CAAGACAAGACGAGACGCAA 164

Ai05B4591 Araip.B05 4591 p3 (ACC)5 15 11682578 11682592 TCGACGACACAGAAGACGAG GTGTTGGGAGCAATGAGGTT 199

Ai05B4593 Araip.B05 4593 p3 (AGC)5 15 11688740 11688754 AGCATAGCATAGCGCCAAAT TCTTCTCTGCTCTTCCCCAA 186

Ai05B4594 Araip.B05 4594 p2 (AT)7 14 11693986 11693999 TCGAGTCTTTGCGAATACGA ACGACCGGTCCACAGAGTT 260

Ai05B4595 Araip.B05 4595 c (A)15ctagtacatttatttttgtgaatccgacttgaaatccgacttcatatatacccttaccatttttg(T)1292 11697460 11697551 CTCCTAGGCCAAACAGATGC CGGTATTCGAATCTCATCTCG 234

Ai05B4596 Araip.B05 4596 p4 (AAAT)5 20 11698118 11698137 TCAACAATGACATAACAAGTCTCAA GATCCAATCCAATCCAAACC 256

Ai05B4597 Araip.B05 4597 p2 (TA)15 30 11709144 11709173 GGGTTGCGGCTAGTTCTTTA CACGCCGTAAAGCAAAGATT 270

Ai05B4598 Araip.B05 4598 p2 (TG)20 40 11709772 11709811 CGTGTGAATGTTTCGCACTT CAGGGATAGACGAGCAGAGG 234

Ai05B4599 Araip.B05 4599 p2 (TA)9 18 11712272 11712289 TTTGCACAGGAAAAGTCCAA GAATCAACCTTGCCTCAAGAA 231

Ai05B4601 Araip.B05 4601 p2 (CT)7 14 11722295 11722308 TCCATAAACCAATTTGGGAAA GCCAGAGAATGGAGGAATCA 265

Ai05B4602 Araip.B05 4602 c (T)13aacaattgagagaataaaatatgatcttttatcattaattttgtaagttggataaaaaataaatatg(A)1090 11739169 11739258 CCAACAAGAATGGAGAATGGA TGGTCGGTTTCTCAAGATGA 262

Ai05B4603 Araip.B05 4603 p2 (AT)6 12 11739982 11739993 TTTTGGATGTGGCTCGTGTA TGGCCGACTAAAGATAATTTGG 253

Ai05B4606 Araip.B05 4606 c (TAT)7(TAG)5 36 11742479 11742514 GGATCCCCCAAAAGTAAGGA CAGGGAAGGACTCAACCAAA 225

Ai05B4607 Araip.B05 4607 p2 (TG)7 14 11743925 11743938 ACACCAGGCTCTGGATCATT CCATGGAGGGATACCTGAAC 144

Ai05B4608 Araip.B05 4608 p2 (CT)7 14 11746467 11746480 GAGCATGAGAATGGCCAAAT AGCTGAGGAAGAAGACGACG 120

Ai05B4612 Araip.B05 4612 p3 (AAG)5 15 11761033 11761047 CCCCAGGTGGAACTATGTGA TCCTCCAGATAGAGCTCCGA 279

Ai05B4615 Araip.B05 4615 p3 (GGT)5 15 11764211 11764225 CTCTTCCCTCACCTCGACAG GGGATCTGTTGCCTCTGCTA 276

Ai05B4616 Araip.B05 4616 c (TG)10(TA)6 32 11766678 11766709 TTTCATCAGGGAGGGTGAAC GCTGTATGAGCCTGGGAAAA 253

Ai05B4620 Araip.B05 4620 p3 (AAT)24 72 11774149 11774220 CCTCAAGAGTCAAGACGATGG GTGTAGCGAAAAGTGCGTCT 280

Ai05B4622 Araip.B05 4622 p3 (TTA)7 21 11778434 11778454 TGAATTCAGTGCGTTATGGG AAAATTGAATTGCCCGACAT 249

Ai05B4623 Araip.B05 4623 p2 (GA)19 38 11786187 11786224 GCGAAGGTGAGCATATAGCC AGCCTTCTCCTGGCAATGTA 216

Ai05B4624 Araip.B05 4624 p2 (TA)6 12 11786906 11786917 ATGGAGGGTGCTGTTGTTGT TGTCTCCATAAAAGTTAGCCCAA 279

Ai05B4625 Araip.B05 4625 c (ATT)5accaagagaaggaatttagttttgttttagttttaattttttgaagtaacaaaaaaaacgaagaaaaattaaagtcttcatgtagc(T)12cattttttttcttcggataattaattactttcatgcaatttta(T)12168 11787894 11788061 AATCCAATATCGAGGGAAAAA AAAATTATGCTCACGGTAAGTACG 258

Ai05B4629 Araip.B05 4629 p3 (ATG)5 15 11810309 11810323 TGCCCTAATGAAAAAGAAGCA CTTCTCAACCGCAACCTCTC 126
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Ai05B4630 Araip.B05 4630 p3 (CTT)7 21 11810476 11810496 TGAAATCAAGGGTCTCTCCG TAACACCTGCATGAACCCAA 242

Ai05B4631 Araip.B05 4631 p2 (TC)6 12 11818252 11818263 CAAAACATGGGCCTATGGAG GGCGTATATGCTTGCTTGCT 153

Ai05B4634 Araip.B05 4634 p2 (TA)6 12 11829354 11829365 TGAAGGGTCCTGAATCTGAAA AACTCACACAAAAGGGAAGCA 276

Ai05B4635 Araip.B05 4635 p2 (TC)15 30 11830017 11830046 GGTAATCCATTCCTCAACGG AACATGGCGAAACACATTCA 214

Ai05B4642 Araip.B05 4642 p3 (TGT)5 15 11846321 11846335 CGATAAATGTAAATTATAATCACACCA GAACAGCAGAACTCGCATGA 132

Ai05B4644 Araip.B05 4644 p3 (TTC)5 15 11847673 11847687 AGCGTCGTCAGCGGTACTAT CAACCCCCAACGAGATTAGA 270

Ai05B4649 Araip.B05 4649 c (T)10c(T)10 21 11902012 11902032 GAGGCAGTCAACCCTATCCA TTCGATTCTTTGTCCTTCCG 173

Ai05B4650 Araip.B05 4650 p3 (ATC)7 21 11904483 11904503 TGCATGAGTACATCAGCCCT TCTCAAGCATTTTCTGCACG 276

Ai05B4657 Araip.B05 4657 p2 (AT)9 18 11929712 11929729 CACAAAATGACTTCTCAACATTCA GCATTACAAGAATAATCGCTGG 203

Ai05B4660 Araip.B05 4660 p2 (AG)9 18 11951402 11951419 TAGAGGAGGGTGAGGGTGTG TTTTCAAACACAAACGCGAG 267

Ai05B4664 Araip.B05 4664 p4 (ATCT)14 56 11963005 11963060 GCCAGCATTCTTCTTTGAGG TGTGAGTATCCGTCCTTTTTGA 277

Ai05B4665 Araip.B05 4665 c (ATCT)5g(TCTA)1789 11963756 11963844 GGGACTTCAAAAACACCAAGA TGCTTAACATCAGAAAGATTTGGA 280

Ai05B4667 Araip.B05 4667 p3 (ATA)5 15 11985039 11985053 CCATCAGTTGATAACTCTTGCC TCACCCACATTTCTGTGCAT 152

Ai05B4670 Araip.B05 4670 p2 (AT)6 12 12010709 12010720 CAATTAACCCAACAGCTGGC GCCATTATTAAAATAGGAGTAACATCA 229

Ai05B4674 Araip.B05 4674 p3 (CTC)5 15 12017245 12017259 TGCATAACGTCCAGATCCAA GTGCAAGATGACCCACCTCT 256

Ai05B4675 Araip.B05 4675 c* (TTC)23ctcttcctcttcattttttttcgattttcatagtttctgaaatcaag(CTT)18(CCTCTT)7(TCT)5*223 12019265 12019487 TTTTCAAAGCGCTACACTCA TTCAGAAACTATGAAAATCGAAAAA 280

Ai05B4676 Araip.B05 4676 p3 (AAG)5 15 12021136 12021150 CCTCCTCATCTTCTGCTGCT TTCTTGCACGTTCTTCTTCCT 235

Ai05B4677 Araip.B05 4677 c (AAG)17aggaagagaaagaagaatgtgt(AAG)691 12021256 12021346 CGTGCAAGAAGAAGAAGAACG AAACACGCTTCGAACCATTC 216

Ai05B4678 Araip.B05 4678 c* (TTC)5c(TCT)8(TCTTCC)6*(TCT)5tcg(T)11102 12021654 12021755 GGCCTTTTAATGCGTTATTCA ACACCCAAAATTCGTTGCAT 269

Ai05B4680 Araip.B05 4680 p3 (AAG)7 21 12022319 12022339 CGTGCAGAAACGAAAGAAAA AAACACGCTTCGAACCATTC 156

Ai05B4681 Araip.B05 4681 c* (TTC)5c(TCT)6(TCTTCC)7*(TCT)5tcg(T)10101 12022672 12022772 GGCCTTTTAATGCGTTATTCA ACACCCAAAATTCGTTGCAT 270

Ai05B4683 Araip.B05 4683 p3 (AAG)7 21 12023345 12023365 CGATGAAGAAGAACGTGCAG AAACACGCTTCGAACCATTC 169

Ai05B4684 Araip.B05 4684 p4 (CATC)6 24 12024078 12024101 ACCTAATGTGCACGTGGCTA AATCGTGAAAAGAACGTGGG 104

Ai05B4686 Araip.B05 4686 p2 (TA)6 12 12026792 12026803 TAGTGCCCATTTGCAATGCT GGACTTGGTCGAGAGTCCAAT 167

Ai05B4687 Araip.B05 4687 c (CAA)5(TAA)6 33 12028491 12028523 TCATCTACCTGAAGCAGCAAG TGAATTTGAATTTGTTCAGACTGG 234

Ai05B4690 Araip.B05 4690 p3 (AAC)5 15 12033220 12033234 AGCTTTCAACGTCGCAGATT CCTCGCTGTAGAAAGCCAAC 221

Ai05B4691 Araip.B05 4691 p3 (AAT)6 18 12036415 12036432 TTTTGGTAGGGAAGGTGACG AAGAAGATCGATATGTCCGCA 241

Ai05B4693 Araip.B05 4693 p2 (AT)10 20 12048996 12049015 GACGTGAGACACCTCGTTGA GGATGTCGAGCCAACTCCTA 263

Ai05B4696 Araip.B05 4696 p2 (AT)6 12 12051541 12051552 CATTGCAAAGAACCAAATCAAA CAAAGGGTGAAACCCATGTT 181

Ai05B4697 Araip.B05 4697 c (A)12tcatttttcacctgtttaagcatatttaaatctaaaatattatctataaaagtttttttgaat(A)1388 12052985 12053072 AAATGTTTTCAAATTTCATTTGGTT GCATATCCGCACATCACATT 278

Ai05B4701 Araip.B05 4701 c (C)10tcccccccctctttttt(A)1542 12062170 12062211 ACGAAAGGAATTGTGCCTTG CATGAATACCGCATCAGCAG 252

Ai05B4702 Araip.B05 4702 p2 (TC)16 32 12062929 12062960 TAGAAATGCAAACCAAGGGG AAACACACGGACACCGAAAT 194

Ai05B4704 Araip.B05 4704 c (CTT)6tt(TCA)7 41 12064789 12064829 TTTCTTCTCCCTCCTCCTCA TGTTTCCTCTAATGGTGCATTTT 266

Ai05B4705 Araip.B05 4705 p3 (CTT)5 15 12066107 12066121 TCTTCCTTTTTCTCCTCCTCA TCCTCCTCCTCCTCCTCTTC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B4706 Araip.B05 4706 p3 (GAG)5 15 12066328 12066342 GAAACACGCGAAGAAAAAGG GCCAAATCCAACCAAAAAGA 157

Ai05B4707 Araip.B05 4707 p3 (CAT)5 15 12072134 12072148 GGCCATCAGCATAATTGCTC GGCTGATTTCATGCCTTGTT 186

Ai05B4708 Araip.B05 4708 p3 (CAT)5 15 12072274 12072288 TGAAATCAGCCGTTAACAAGG TGCCTTGTTTTGATTGAGCA 280

Ai05B4709 Araip.B05 4709 p3 (CAT)5 15 12072551 12072565 TGCTCAATCAAAACAAGGCA GCAATGATGATGATGGCCT 280

Ai05B4711 Araip.B05 4711 p3 (AGC)5 15 12077875 12077889 CAGATGACAAACCACAACCG TCATTGTCGCTGCATTCTTC 241

Ai05B4713 Araip.B05 4713 c (T)10acgtttcttcttcattcgtttctttctcattattattctt(TTG)668 12090490 12090557 TCACACAACATGTGCATGAATC GCTCCAATAACGAAAAAGAGGA 152

Ai05B4718 Araip.B05 4718 p2 (AG)30 60 12106746 12106805 CTCCCAGCTGGTTTTGTCAT AATGCTGGTTGAGAACCCTG 242

Ai05B4720 Araip.B05 4720 p4 (AGAA)5 20 12108091 12108110 AATCGGAATCCCTAACGACC GGCCTTGTCACATCTCCATT 248

Ai05B4721 Araip.B05 4721 c (T)10ccaaaataaattatgaaaaatgattaattctccaaaaatgattttttcactttaattttctaaatacacg(T)1292 12109276 12109367 ACAGGACAAAATAGGTGCTCA TTTTTATGGAGTTCACCGGC 195

Ai05B4725 Araip.B05 4725 c (AT)12ccaaactcccatcttcgctgcaatagaactccagacgcctagcgaggtgc(AT)788 12114463 12114550 AAACTCCAGGCTCAATCTGC TGGAGTTCTATTGCAGCGAA 280

Ai05B4726 Araip.B05 4726 p2 (AT)6 12 12131840 12131851 CTTTGGATTTCGATATCAGATTG GTCCCAGATGTGCCTTTGTT 260

Ai05B4730 Araip.B05 4730 p3 (TGA)10 30 12136901 12136930 CTCTGACCCGACTCTCCAAG ACAGCAGCAGAGGAACCATT 237

Ai05B4731 Araip.B05 4731 p3 (CCA)7 21 12137138 12137158 CTGCAAAACTGAGGCAATCA AAGCATTCATCGGTGAGACC 207

Ai05B4733 Araip.B05 4733 c (A)12gtaaaaataaaaaacgaatcgaaccaaaaagatagaaaatagaaagagggagggaatcaggaatcaaggaacatgaggtaaaaagaaagagagag(A)10117 12143132 12143248 CCACTCTGCTGAAGCTGTTG ACTCACCTCACCAGACCGAC 231

Ai05B4734 Araip.B05 4734 p2 (CT)17 34 12143470 12143503 GTCGGTCTGGTGAGGTGAGT AAAACAACCACGGGTGAGAG 276

Ai05B4739 Araip.B05 4739 p2 (AT)6 12 12168525 12168536 CGCATTGCTTTACCATCACA AGAAATGGCAACAAGTCCTCA 174

Ai05B4741 Araip.B05 4741 p3 (AAT)5 15 12173084 12173098 TGTGCGAACTTGCACTATCC TTGGCTATTTGATCAATGATGG 183

Ai05B4745 Araip.B05 4745 p3 (TTC)6 18 12189293 12189310 TTAAATCACGCGCTCCTTCT TTTTGAATTGAATGGACGCA 247

Ai05B4746 Araip.B05 4746 p5 (ATTCA)5 25 12190021 12190045 TGCATAATGAACCGAACACG TCGGTTATCGTCATCACCAAT 258

Ai05B4747 Araip.B05 4747 c (TATG)5taatgacactcttttaatgagagcaatttttgttgatattagacctacttgtaaaaactttaatgaaaaaatacttaaatatgtaacaataatcctg(T)11128 12190199 12190326 TGGTGATGACGATAACCGAA TTATGACAAGAAGAGAGAAGATCAATA 244

Ai05B4749 Araip.B05 4749 p3 (TTG)7 21 12198323 12198343 CGTTTGATTCATGTAGCCGA TGGTCCAAAAACGTACACCA 144

Ai05B4754 Araip.B05 4754 c (A)10ctcacctttaaatacaatactaataagtgatcaagttagtcattttcaattttg(T)1074 12211971 12212044 TCGAATTTTATTTTGTGCATGTG TCCATTTTCTATTTTTCTTGTCCTG 267

Ai05B4755 Araip.B05 4755 c (T)10aattaagtctttgcacaaa(T)1039 12214938 12214976 TCGTTTTCATACTTTGCTTATTTG TTTTTAATGTGGTCTCTGTACCAA 280

Ai05B4766 Araip.B05 4766 p3 (AGA)5 15 12234880 12234894 TGCCAACGACGATAAACAAA TCTTTCCACCAACTGCTCCT 275

Ai05B4767 Araip.B05 4767 p6 (TATTCT)5 30 12236023 12236052 TGTGCAGCACTCCTGAAATC GCACCCCTGGATCTGTTTTA 246

Ai05B4768 Araip.B05 4768 p3 (TTC)6 18 12239686 12239703 AACACGTCGTTTCACGTTTTT CGTGCAGCAAGAAGAAGAAG 224

Ai05B4769 Araip.B05 4769 p3 (CTT)5 15 12239852 12239866 TCCTTCATCAAAATCACCAGAA GAGGAAGAAGAACGTGCAGC 105

Ai05B4770 Araip.B05 4770 p3 (CTT)5 15 12240484 12240498 ACAGAAGGAGATCGAAGGCA TCATCTTCGCGTGTTTCATC 150

Ai05B4775 Araip.B05 4775 c (A)10taatgtatagggacccaattgaaaag(A)1046 12249934 12249979 TTTCAATTAGGTCCCTAGGGGTA TGTGAACGAAATCAGCGGTA 257

Ai05B4776 Araip.B05 4776 c* (AT)8(TATT)6* 37 12250292 12250328 AACAGTGCCGAACACATATTAAA TTGAAGGGTTTCTGACCCAA 149

Ai05B4778 Araip.B05 4778 p2 (TA)8 16 12252123 12252138 TTGCCTCTGATTAAGCCTCC AAATTCTTCAATTTATTCTTGTTGTTG 229

Ai05B4781 Araip.B05 4781 c (T)12actaaagatagaaaactcgaactcgcaacctcttaaattgaatatggagagactatgtcatttgagatataacttattggcagttatcttacatc(T)12119 12256911 12257029 TCACTCAACTAACCGGGACC CAATTAAGAGGGTTCGAGTCTCC 234

Ai05B4793 Araip.B05 4793 p2 (TC)7 14 12301178 12301191 CCCATGAGAAATGCACACAG TATTTGCCGGATTTAGCAGC 276

Ai05B4796 Araip.B05 4796 p4 (TTAT)5 20 12306209 12306228 CATGTGCAAGATGGGAGCTA GTGTTGGAAGGGGCAAATTA 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B4800 Araip.B05 4800 c (CT)10t(TC)6 33 12316046 12316078 GGTAGTGTTGCCGGTGAGTT TCCAGGAAGAGGAGCTCAAA 218

Ai05B4803 Araip.B05 4803 p3 (TGA)6 18 12321164 12321181 CAAAATGCCAATGTCATCCA AGCCTAACACATTGCCATCC 137

Ai05B4804 Araip.B05 4804 p3 (CAT)5 15 12332759 12332773 ATTCATGATGTCGGCTGTGA ACGTATGGCGGATGAGAATC 241

Ai05B4819 Araip.B05 4819 p3 (CAT)5 15 12373419 12373433 TGACTGCATCACCTACTGCAA TCCATAGTCTTCGTTTGCCC 248

Ai05B4820 Araip.B05 4820 p3 (TCA)6 18 12373709 12373726 GGGCAAACGAAGACTATGGA TAACTAGCGGCAAACTTGGG 241

Ai05B4821 Araip.B05 4821 p3 (TTA)5 15 12374480 12374494 TGGGGCTTTTAATTTCCCTT TGCGAGCAAAGACCTAGTCA 243

Ai05B4825 Araip.B05 4825 p2 (TC)7 14 12378105 12378118 TGACGTCAGAAGCTGTTTGC AAAATTTTGCTCCCCTTAGCTT 270

Ai05B4829 Araip.B05 4829 c (TA)9(TG)12 42 12390465 12390506 TTTATAGGATTCGGAGGGTCC AGGGAGAAGAAGAAGACGCA 125

Ai05B4832 Araip.B05 4832 p3 (TAT)5 15 12403135 12403149 ATGGCCATGAAGCTAAGGTG TTTGCCCATTCTTGAAAAGC 226

Ai05B4833 Araip.B05 4833 p3 (TTA)5 15 12404320 12404334 AGCGTCTCTTTGCGACACTT GTTTCATGGAAGGAAGGCAA 144

Ai05B4836 Araip.B05 4836 p2 (AT)8 16 12411068 12411083 CACATAAATCGCGGCTACCT CTCACCTAAGTTTGAGGGGG 273

Ai05B4839 Araip.B05 4839 p2 (AG)8 16 12422387 12422402 TGGGGGAATGGAGAATATGA TGTTTTGTTTTGGTTTGCCA 256

Ai05B4844 Araip.B05 4844 p3 (AAG)6 18 12429085 12429102 TTGAGCCCGACAAATAGGAC CTTCTTGGACAGATTGGGGA 160

Ai05B4845 Araip.B05 4845 p2 (TC)7 14 12430323 12430336 ACAAAACTGCTTCCCCCAAT CGCCTTCAACGTCTCACATA 210

Ai05B4849 Araip.B05 4849 p2 (TC)19 38 12436110 12436147 ATCATTCATTTCACGGAGGC CTCACCGACACGAAAAATCA 198

Ai05B4859 Araip.B05 4859 c (TC)6ccctctctctcccctctcactctctctcctctccctccctcctccctt(TC)9cctccttccccctctctctctccctcccccttagagagagggagaggagggagtgagagataggaagggagatg(GA)10aaaaaagaaaggggg(GA)7201 12479096 12479296 AAAACTAATTTTCACACTCTCCGTC CATACTCTTTCTTTCTCTTTCTCCC 258

Ai05B4862 Araip.B05 4862 p2 (TA)7 14 12492707 12492720 ATATGAGGGCCAACGTGAAG GAGTTTTTGCTTCTCTGATTCCA 265

Ai05B4868 Araip.B05 4868 p3 (ATA)5 15 12521778 12521792 TGAATTAAATAAAGCACTGGTCAAA AACACTCCTTGACGACTCGAT 222

Ai05B4869 Araip.B05 4869 p3 (ATG)5 15 12523298 12523312 ATTGTGCGCTGTACTCATGC AAGCTTATTGGCGTTGTTGG 269

Ai05B4888 Araip.B05 4888 p4 (TCTT)8 32 12617041 12617072 CCGAAGTAGGTGATGGTTCAA AGCGCGTGAGAGTGTGACTA 260

Ai05B4889 Araip.B05 4889 p2 (TC)6 12 12617774 12617785 AGTTCATCTCTCCCTGCATGA GTCTCAATTCCTACGGTCGC 280

Ai05B4890 Araip.B05 4890 p3 (AAG)5 15 12618076 12618090 CTCCAAGGAAGCACGAGAAC AGGCCTGAGATTGAAACCCT 225

Ai05B4891 Araip.B05 4891 p2 (AT)7 14 12618624 12618637 TGGTTCAGTAGGCTTGGCTT ATAGCTGCAGGTTTGCTTGC 254

Ai05B4892 Araip.B05 4892 c (AGA)5tgcaatccctacataacataataagcatatgatataataacttctactaatagtcccaaaagggttttaaa(T)64gctatgaaag(GTA)5175 12618997 12619171 CACAGCCATAATTCCCCATC GGATCCACCATTAACAACAACA 280

Ai05B4893 Araip.B05 4893 c (TTG)5ctgtttgctgatgatgaa(TGT)548 12619532 12619579 TTGCCTGCTACCACTGTTCA CCCTCCAATTCATGCACTCT 187

Ai05B4895 Araip.B05 4895 p2 (AT)7 14 12625962 12625975 TTGCATGCCACTTAGCTTCA CCCCAACTCAGTTTTGGGTA 198

Ai05B4897 Araip.B05 4897 p3 (CAT)6 18 12629268 12629285 CCCCTTTCCCTTTCTCTCAC GCAACATATTACGTGGGGGT 216

Ai05B4900 Araip.B05 4900 c (TCT)7tcccttctttcttcttcttcttt(TTC)1383 12633099 12633181 TCAGAACCACAGAACCACCA TGTTCTGATTCTGCGACTGG 279

Ai05B4901 Araip.B05 4901 p2 (TA)7 14 12636220 12636233 TTTCCACTGCTAGGCTTGCT CACCATCCACACCAAAACAC 174

Ai05B4903 Araip.B05 4903 p2 (AT)8 16 12655926 12655941 CCAGAGGAAGAAGACGAGCA AACCCATCAGTGTGCTTTCC 220

Ai05B4904 Araip.B05 4904 p3 (TAA)5 15 12658032 12658046 ATCATTCACCCCCAATTTCA TCCAATTCCACCCTGTCCTA 270

Ai05B4905 Araip.B05 4905 p2 (TC)6 12 12658666 12658677 ACGGCAACGGATGAGTTTAG TAGGAAGGGAGCATAAGGCA 235

Ai05B4906 Araip.B05 4906 p2 (AG)7 14 12658881 12658894 TGCCTTATGCTCCCTTCCTA AAGCTTGAAGATCGAGCGAG 260

Ai05B4908 Araip.B05 4908 p2 (TA)9 18 12663096 12663113 CAAGCTCCGAACTCAACCTC TGTTTTTCAGATGCAGGTCG 263
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Ai05B4913 Araip.B05 4913 p4 (AAAT)5 20 12694135 12694154 TGGTGAATAATATTTTGTAAGAGTCC GGGGAAGTTGTTGCTGTTGT 270

Ai05B4915 Araip.B05 4915 c (ACC)8aatatcatcatgg(TCA)6gaactttttccaaaatcaaccaaaatcacccagaagcccaagttgaaaaagaac(CCA)6127 12697758 12697884 TCTTCACCCCAAAATCAACC TTTCAAATTGTAGTGGGGCG 248

Ai05B4916 Araip.B05 4916 p3 (TCA)10 30 12699768 12699797 CAAAATTTTCTGGATCCGTCA ACCACCACCACCATCATCTT 216

Ai05B4917 Araip.B05 4917 p3 (TGG)5 15 12699937 12699951 CAAAATTTTCTGGATCCGTCA GAGGGAAGGATGAGGGAGAG 280

Ai05B4924 Araip.B05 4924 p3 (TTC)6 18 12713317 12713334 CAAGAACGCAAAAGAGGAGG TGAGAGCAACGGAGATTGTG 165

Ai05B4927 Araip.B05 4927 p4 (TTTA)5 20 12727232 12727251 CAGTATTCAGCCATCCCAGG CAGGGAGCAAAAAGACTTGC 274

Ai05B4932 Araip.B05 4932 p3 (GAA)5 15 12748588 12748602 AGATGCTTTCCTTTTGGGGT CACATATGCAGGGAAGCACA 159

Ai05B4933 Araip.B05 4933 c (TC)12aatataggggggcctttgggctttgggaattcaggagggagcggatcccactaatctcaacccttcatttacatcaacggtgataat(TA)8127 12754807 12754933 GGGAAGAGAAACAACAAAGCA GAGGTGCGATTTATCGGAGA 260

Ai05B4934 Araip.B05 4934 p3 (GTG)5 15 12755294 12755308 TTGCAATTTGTTGGTTTTCG CTTCTTCGAGAAATCGCACC 271

Ai05B4936 Araip.B05 4936 c (A)11ccttgaaaattgatctatgtattaatttttttttaggactaaaatatc(T)1170 12771965 12772034 CATCATTGACATGCACAAAGC GCGGACATTATAGTTCCTAAAAAT 280

Ai05B4937 Araip.B05 4937 p2 (TA)6 12 12774602 12774613 GTGCTTGCCAGAAAACACAA TTGTTGACCAGACGAGAAAAA 280

Ai05B4939 Araip.B05 4939 p2 (GA)7 14 12776131 12776144 AGGGAGGGAGTGGAGTGTTT TTTCATTGCACACGGATTGT 210

Ai05B4943 Araip.B05 4943 p3 (ATT)6 18 12786310 12786327 CCACGGTGAAAAACCAAACT CTTAACAGCACACACATTGCAC 233

Ai05B4944 Araip.B05 4944 p2 (TA)6 12 12793425 12793436 AGCTGCACAAATTCAGTTGG TTGTTTTGCCGAAGGAAATC 233

Ai05B4946 Araip.B05 4946 c (TC)6ccaatcctaattctctcttattctcttatctttttatttttctttcatcttaatatttatctc(T)1186 12804087 12804172 AAATCGCGACCCACACATAC AAGATGATTCGCCTCCCTTT 257

Ai05B4948 Araip.B05 4948 p2 (AT)8 16 12806498 12806513 AGTCCCACAGTGAGGTCAAAA CGTGACTTTTTGATTCTAATACATGC 257

Ai05B4949 Araip.B05 4949 p2 (AT)8 16 12811088 12811103 CCTTTTGTTACGCACACTTTGA TTGAAAGCACACAAGGCAAG 177

Ai05B4957 Araip.B05 4957 p4 (TTAT)5 20 12831760 12831779 TTTGTCAACGGCATCAACAT AACTGCCACAATTCTGCCTC 221

Ai05B4960 Araip.B05 4960 p2 (TA)6 12 12834814 12834825 AGGGGCTAAGAGAATCGTAATAA TACATGGCGATTTATGCTGG 276

Ai05B4962 Araip.B05 4962 p4 (TAGT)5 20 12853588 12853607 TCCAACACTTCCAAACACCA TCCAGCAGCAATTAATGGTAAA 162

Ai05B4964 Araip.B05 4964 p2 (TG)14 28 12855488 12855515 TTGCCCAATAATCATCAGCA AAACCAGGTTAAATTCCATCCA 230

Ai05B4965 Araip.B05 4965 c (TC)7tttctcctgctcccctcctttctcttc(CT)6cctctctcccatttttctctctctcccctcccctctctctcctcttctcttccttctctctcta(TC)11139 12856657 12856795 CCTTTTCTCTCCCCTTCCTC TCCTCTCTCTCCTCCCCTTC 266

Ai05B4966 Araip.B05 4966 p2 (AG)9 18 12856929 12856946 TTTTCTCTCTCTCCCCTCCC CTCCCTCTCTCCGCTCTCTT 250

Ai05B4967 Araip.B05 4967 p2 (AG)7 14 12857081 12857094 GGTGTAAAAAGTAGGGAAGGGG CCGGTTAACCAAAACCAAAA 271

Ai05B4968 Araip.B05 4968 p2 (GA)19 38 12857217 12857254 GGGAAGGGGAGAGAGAAAGA CCGGTTAACCAAAACCAAAA 258

Ai05B4969 Araip.B05 4969 c (T)10gtattattttctgtggacaggcttcttttcactc(T)10ac(T)1066 12859464 12859529 CACGCTGAGCTTCTGTTGAG CAAAATAACACCAAATGTCATTCAA 236

Ai05B4971 Araip.B05 4971 p4 (AAAT)5 20 12864142 12864161 CAAGCCAGTTAAAATTTGAAGGA CGGTGTGGCCAAACTTATG 271

Ai05B4975 Araip.B05 4975 p2 (TA)7 14 12867873 12867886 TTTTGTTAAAATTCGGTCAGACAA TTTTGTTTAGTTGGATTTGGTTCA 194

Ai05B4976 Araip.B05 4976 p2 (TA)9 18 12868027 12868044 CCAACTTGGTTGGACTTGGT TTTTGTTAAAATTAGGCCAGAAAAA 211

Ai05B4979 Araip.B05 4979 p3 (ATG)5 15 12873176 12873190 TCCGACCATTGAAGATGTCA CTTCTCCTCAGCCTCCCTTT 256

Ai05B4982 Araip.B05 4982 p2 (AT)7 14 12878274 12878287 TTTTGGATTCAGTAGATACATGTTAAG TTTGGAATATCATAATGCGCC 268

Ai05B4983 Araip.B05 4983 p3 (ACT)5 15 12879256 12879270 AGGGGGCTTTTGTTTCTGTT AAACAAGGGTCATGGCAAAG 231

Ai05B4984 Araip.B05 4984 p3 (AGC)5 15 12879803 12879817 GGAAGGGAAAAAGAAGCAGG TCGCTCCTCAATCTATGCCT 170

Ai05B4985 Araip.B05 4985 p3 (ACA)8 24 12880221 12880244 CAACACCAACACCAACAAGC CCCTTCTTCCTCTTGCCTCT 243
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Ai05B4986 Araip.B05 4986 p2 (TA)8 16 12883361 12883376 CGGTAGCCGCAGTTTACATT CCACTTCTTTTTAATTACCTTGCAC 224

Ai05B4987 Araip.B05 4987 p2 (AT)7 14 12888979 12888992 CGTTTGAATTCGAAAGTTGG CAGGAACAATTTTTATTTTATTTTGC 248

Ai05B4989 Araip.B05 4989 p4 (TTTC)5 20 12897082 12897101 ATTGATGATTGCTGGTTCCC CTGCTTGCTGCCATCTGTAA 137

Ai05B4992 Araip.B05 4992 c (T)10ctaattttattttatataaaattgaaagg(A)1251 12905189 12905239 ATGCCAACCTTGGATGTTGT GCAAAAATGAATCGTAGACAGC 233

Ai05B4994 Araip.B05 4994 c (AAG)8aggaaggagaacgtgcagc(AAG)558 12907930 12907987 CCTCCTCATCTTTTGCTGCT TCTTCAACCGTTACTGCACG 240

Ai05B5000 Araip.B05 5000 p2 (AG)6 12 12929976 12929987 CTTCATCGCATTCACGCTTA CCTTTTAAACCCAGCCTTCC 139

Ai05B5004 Araip.B05 5004 p2 (CT)6 12 12954078 12954089 TTTCTGGGTATTCTTTGACACA TAACCGTTGCAATGCTTCAG 238

Ai05B5008 Araip.B05 5008 p2 (TA)7 14 12974228 12974241 TTGTGTGTTCTTCGGCTCAG GAATCACAACAATCCACCCA 192

Ai05B5009 Araip.B05 5009 c (T)11aatatgcagaatgcaaaatgcgtatgctgatgtggatgttatgaatgatactagga(AAAAT)8107 12977735 12977841 GATTTGGAATCGACGCTCAC GTGGCATGATCGTTCCTTTT 221

Ai05B5010 Araip.B05 5010 p2 (TA)6 12 12983624 12983635 TCTCTCTTCTTTAATTCTTCAACCG TTTCTTACATTATTACATTTTGCTGGA 153

Ai05B5012 Araip.B05 5012 p2 (TC)7 14 12986850 12986863 CCTCTCTCTCTCTCCCTCCC TCCCCTCTCTCCTTCTCTCTC 233

Ai05B5013 Araip.B05 5013 p2 (GA)7 14 12986984 12986997 TCTCTCTTCCCTCTTTTCTTCAAA TTCCCCTCCTCTCTCTCTCC 209

Ai05B5014 Araip.B05 5014 c (GA)6aaaagggagagaagaagagagagagaaaggaaggagagagagggagagaagagaggaagagggaaagaaaagagaaaaagggagagaagga(AG)8119 12987166 12987284 GGAAGAGAGAAAATAAAAAGTGGG TCCCTCCCTCTCTCTCCTTC 206

Ai05B5015 Araip.B05 5015 p2 (AG)21 42 12987439 12987480 GGAGTGAGAGAGAGAGGGGG AAACCAGTTTACAATACAATTCACCA 257

Ai05B5017 Araip.B05 5017 p3 (TAA)9 27 12992512 12992538 GAACCCTCAAGAACCCATCA AGCCATATCCACCAGCAAAC 214

Ai05B5018 Araip.B05 5018 p3 (ACC)5 15 12994136 12994150 ATACAACAGCAGCAACTGCC AAGCAGTATCTGCTCCCTCG 266

Ai05B5019 Araip.B05 5019 p2 (AT)8 16 13004725 13004740 CTCCATGAGGCCTGTGATTT GGTTCATCGCTTGGAAGAAG 132

Ai05B5025 Araip.B05 5025 c (GGATGA)7gggagagggtgaaggtgag(GAT)16109 13038548 13038656 AGCAGAAGTGCTGAAGGCAT ATTTTACCTGCATTGGGAGC 278

Ai05B5042 Araip.B05 5042 c (TA)10tgtatgc(ATGT)651 13085042 13085092 TCCTTCAAAACCATTTCCCA TCAATCCCATTCAAGCCAAC 188

Ai05B5047 Araip.B05 5047 p2 (AT)12 24 13107414 13107437 ATGGACCGATTGTGCTTCAT GACCTCATCTGCGAGTAGCC 218

Ai05B5048 Araip.B05 5048 p2 (TA)6 12 13114944 13114955 GTTTCGCGCTTTTGAAACTC TAGATCAGGCGCCGTAACAT 183

Ai05B5050 Araip.B05 5050 p2 (AG)6 12 13118661 13118672 AAGCTTCCTCCATAAGCCAA CCCCTTTTGGACATGTTCTC 240

Ai05B5051 Araip.B05 5051 p2 (AT)8 16 13127049 13127064 CTCCAAGAATCAGGCTCACA TTGAGATTCAAATTTAAAATCGGT 146

Ai05B5052 Araip.B05 5052 c (AT)6aatttaataaatgagatctattaatcttcatccaacgaaggccat(TA)669 13127989 13128057 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai05B5056 Araip.B05 5056 p2 (TA)8 16 13131368 13131383 AGCATGGCACATGAGATTGA GCACTCATCGGTCTGTGCTA 263

Ai05B5058 Araip.B05 5058 p2 (CT)14 28 13133540 13133567 TGGAGGTGGAGTTGGAGTTT GCCTTTACTGGCACCATCAT 279

Ai05B5062 Araip.B05 5062 p3 (TTG)5 15 13149406 13149420 CGTTAGGGTAACGCGAAGAG CAAACAGAAGCAGCAACAGG 247

Ai05B5064 Araip.B05 5064 p2 (TA)8 16 13156020 13156035 TACTTTGACGATGACGGCAC TTGTCAAATGCGATCTTTTATCA 164

Ai05B5066 Araip.B05 5066 c (T)10attttttattctttttacatttttctaagctctacctcgagctcttgaagc(T)1374 13160926 13160999 GAAATCGAGGTTGTCGAAGC CAACGCTTTTCAAGAAATGTAGG 200

Ai05B5069 Araip.B05 5069 p2 (AT)6 12 13165596 13165607 TGTGTTTTTGCCAACCTTGA GAAATGTCTGGACTGTATTGTGAGA 224

Ai05B5070 Araip.B05 5070 p2 (AT)6 12 13165715 13165726 TGATCTCACAATACAGTCCAGACA CCGCTGTCTTCTCAAGTCCT 206

Ai05B5074 Araip.B05 5074 p3 (CAC)5 15 13173626 13173640 TAAGGGACCAAATCCCATCA TTGATTTGGTGGAGCAATGA 153

Ai05B5076 Araip.B05 5076 p2 (GA)8 16 13175837 13175852 TTGCTGAAGCTGCTCTTTGA AGTTGCAACGCCAATAGACC 263

Ai05B5077 Araip.B05 5077 p2 (AG)10 20 13176279 13176298 CAAGCTTGGTTCTTGCATCA CAGCCATCTCTGCCAAACTT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5081 Araip.B05 5081 p2 (TA)7 14 13194489 13194502 CCGAGGCTTACAAGAGAACG CTAGGCACCACAAACCGAAT 159

Ai05B5084 Araip.B05 5084 p3 (AGA)5 15 13199931 13199945 ACGGTATGAACCTGTCGGAG AACAGCTCACAACCCAAACC 224

Ai05B5086 Araip.B05 5086 p4 (GATA)7 28 13207362 13207389 TCAACCTTGCCTGAAATGAA CCAACACCTCTCATTCCGAT 259

Ai05B5089 Araip.B05 5089 p2 (AT)6 12 13213102 13213113 AAAATTAGTGTATGTTTTCGTTACACA TTTTTGGTTCTTCTGTAATACATTTTT 278

Ai05B5090 Araip.B05 5090 c (A)10gaagagaatgaagttaaaaaaaaagcaaagaagctaagattttatgaatgaaatagcttgggtgagagagaaaggcgtgagtagcagcagcaaaacacaa(CACTT)5gtcacttctcacttgttattacttattagccattagccgcagccgaaggtg(GAA)7207 13213325 13213531 TGTGTCATTTCAAACAAAAACAA CTAGCAGTGCTGTGGCGTTA 278

Ai05B5092 Araip.B05 5092 p3 (AAC)5 15 13219038 13219052 GTCACAGTTACATGGCACGC ACATCCAGTCAGGAAGGTGG 267

Ai05B5100 Araip.B05 5100 p2 (CT)8 16 13251382 13251397 GCAACAAGAAAGGGTTTCCA GGACGAAACGTGGTAGGTTG 195

Ai05B5102 Araip.B05 5102 p2 (AG)9 18 13257599 13257616 CCTCCAAGGTTGAAACCAAA TGTTGGGTTTTGCATGTGTT 111

Ai05B5103 Araip.B05 5103 p2 (TA)6 12 13260737 13260748 TTTGTCGCTGTCGGTAGTTG CACCAACGTCGCTCATTTCT 280

Ai05B5104 Araip.B05 5104 c (T)10aattttttggatcaaatttttagtttgttgttcacattatttaaatttttcgttgtttatatagtagagta(T)1091 13261129 13261219 AAAAGATTTGGGGGAGAAGC GCAAATGCTCATTATTTGTTGG 230

Ai05B5105 Araip.B05 5105 p3 (TGT)6 18 13267564 13267581 GTCAGCAGCAGCACACACTT TCAAGGTTTAGACTCGCGCT 222

Ai05B5108 Araip.B05 5108 p2 (AT)6 12 13278812 13278823 CCCACCATGGTACGATCTTT CCACGCAACTCTCTGTTCAA 215

Ai05B5109 Araip.B05 5109 c (A)11cccaaaaatattc(AATA)648 13282117 13282164 AATTTGGGCACCTACTCACG CTTGCTACCCAAAATTCCCA 249

Ai05B5110 Araip.B05 5110 p2 (GT)7 14 13282310 13282323 TGGGAATTTTGGGTAGCAAG TTTCAAGGTTGTAATGGGGC 154

Ai05B5111 Araip.B05 5111 p4 (ATTA)5 20 13288919 13288938 CACAAACAAACAAAAACAAACAAA TTTCATATGTGGCAGACCCA 239

Ai05B5115 Araip.B05 5115 p3 (TAT)9 27 13293406 13293432 GATTTCTTAGGGGGTGGGAA GAAGGGTATTTACAGGGGCT 208

Ai05B5116 Araip.B05 5116 p3 (ATT)5 15 13294380 13294394 GTCACTTGAGTTTGAGGGGG TCTAACGGAATTGCTAGGAGAA 258

Ai05B5117 Araip.B05 5117 p2 (CT)10 20 13294730 13294749 CATTGCTACCATTAGGGTCC TTAGATCCGACCGTTCATCC 105

Ai05B5128 Araip.B05 5128 c (T)10catcatcatcacca(TCT)642 13387464 13387505 AACCCAACAATGTGTGCTGA CCTCTTCCAAGTAATTTTGTAGCA 254

Ai05B5129 Araip.B05 5129 p3 (CTT)5 15 13387861 13387875 ATGCAGCATTGGAGAAAACA GAAGATGGTGATGATGATGAAAA 194

Ai05B5130 Araip.B05 5130 p3 (GAG)8 24 13388455 13388478 AACACGCGAAGAAGAAGGAA CACGACGTTCTTCCTCCAAT 122

Ai05B5137 Araip.B05 5137 p4 (TTTA)5 20 13406009 13406028 TGAATTGATCTTGCTCATTTTGA GAGCGATTGAAATACTAGATGGC 163

Ai05B5138 Araip.B05 5138 p2 (TC)8 16 13412282 13412297 TAAATTGAGAGCGCGAACCT TTGCGAAGAAGAGTGGTGTG 247

Ai05B5140 Araip.B05 5140 p2 (CT)6 12 13424774 13424785 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTGAGGAGAGCAGAGATG 279

Ai05B5142 Araip.B05 5142 p3 (TAT)6 18 13425097 13425114 TCTGCTCTCCTCACCCTTGT CTTGTCATTGCTCCTGCTCA 163

Ai05B5143 Araip.B05 5143 p3 (TTC)5 15 13427205 13427219 ACACAACCCTTTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 229

Ai05B5146 Araip.B05 5146 p2 (TA)15 30 13453765 13453794 AGTATAACAGAATCACAACAATCCAT CAAGGGTTCCCATTATTCTCA 161

Ai05B5147 Araip.B05 5147 c* (A)10(AC)6* 21 13478433 13478453 AGGATGGAGACCATGGGTTA TCCAAATGCAAATAAGAAAATCT 276

Ai05B5148 Araip.B05 5148 p3 (GTG)5 15 13479148 13479162 CCTTTCATAACCCAACCTGC TGCTAAGAACCGGTCGAAGT 126

Ai05B5149 Araip.B05 5149 p2 (AT)9 18 13483199 13483216 CCATCATGCTGGCAACTACA ATACCCTTTCTCCATCCCCA 143

Ai05B5153 Araip.B05 5153 p2 (CT)6 12 13488968 13488979 ATGCCATTTTCGGATGTAGC CAACGTTCCTCTCCTCTCCA 251

Ai05B5155 Araip.B05 5155 p2 (CT)6 12 13497733 13497744 ATGCCATTTTCGGATGTAGC CAACGTTCCTCTCCTCTCCA 251

Ai05B5156 Araip.B05 5156 p2 (AT)6 12 13504344 13504355 ACCAAAACACCATCGTTGAG AACCAGAATTAATTTTAAGACAAGAAA 231

Ai05B5159 Araip.B05 5159 c (A)10tatcaaagtactaaaatcaatcttctataaccgaaaaattgactaataacttagtaccaaaactaatatgaaaatacaacacac(A)10104 13510333 13510436 GACACAACAATAAAAACACCACAGA TGGCTTAGTTCGTTTAATTTGG 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5169 Araip.B05 5169 p3 (TCC)5 15 13524812 13524826 GCTTGAACGGGAGATTCTTG GAGCTTCATAACCCGCAATC 188

Ai05B5172 Araip.B05 5172 p3 (CCA)5 15 13530614 13530628 CTCTACTTCAAGAACCGCCG GGGCAAGACTTGGACATGAT 141

Ai05B5178 Araip.B05 5178 p2 (TA)6 12 13556663 13556674 CACCCACGGTCATTTCTCTT AGCCAGTTGGGAGCAAAAG 240

Ai05B5179 Araip.B05 5179 p2 (AT)6 12 13559233 13559244 ACTAGCTCCTGACGCAGCTT TTTGCTAGGCGTCTGGACTT 234

Ai05B5180 Araip.B05 5180 p2 (GA)16 32 13568167 13568198 AAAGAAGGGGAATGGAGGTG TATTCGCCGATAAATCCGAC 251

Ai05B5181 Araip.B05 5181 c (TC)7(T)14 28 13572361 13572388 TTGGCTTTTTCTGCTTGCTT TAGCAACATGTGGTGGCAAT 253

Ai05B5182 Araip.B05 5182 p4 (TTTA)10 40 13575783 13575822 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 183

Ai05B5184 Araip.B05 5184 p3 (TTC)5 15 13585084 13585098 TTCAAGCGATTTACGCAATTA GAAAAAGAAGCAAGAGGAGGAA 103

Ai05B5185 Araip.B05 5185 p3 (TAT)17 51 13585263 13585313 TTCATTATCGTCATCGTCATCA CTGCTTCTTCTTTTTCATCTTTTT 235

Ai05B5187 Araip.B05 5187 p2 (TA)11 22 13608504 13608525 GTGCATTGCTGCTTACAGGA CTATGCCTTTGCCTATGGGA 226

Ai05B5191 Araip.B05 5191 c (TCC)5(TCT)9 42 13612968 13613009 CGCAATTAGGGAGGTTCAAA GGGATCATTTTCAGCCATTG 240

Ai05B5192 Araip.B05 5192 c (A)10tgtttcaaataagctttttttccttctttattctgcaataatcaatctgtttcaaataag(T)1282 13613347 13613428 TCCATTTCCCTCCCTCTTTT CTTCCTCTGCAACTCAAGGG 200

Ai05B5196 Araip.B05 5196 p2 (TC)23 46 13616629 13616674 CCAAGTCCTGTTGCTGTTGA TGATCAGATTCACCTTGAACAAA 228

Ai05B5197 Araip.B05 5197 p2 (TA)9 18 13617213 13617230 AGGGTGTCAGCATTTGCTCT TGGGGAAGCAATAAAACAGC 260

Ai05B5198 Araip.B05 5198 c (T)12c(A)11 24 13618697 13618720 AATGTAAAGGCGCAATGCAG GCCTATTGAGACTTCACACCTG 177

Ai05B5207 Araip.B05 5207 p2 (AT)8 16 13630752 13630767 CGTGGTAGGAGGAAGCTCTG GGAAACCGCGTATCATCTGT 218

Ai05B5208 Araip.B05 5208 p2 (TA)6 12 13646470 13646481 TTCATTTCAATCATGTCATCCA CAGCAACCTTTGGCTCTGAT 265

Ai05B5215 Araip.B05 5215 c (T)11ctttttggtcagcggtatcctcaatagttcgaatctcttatac(T)1165 13659264 13659328 CCCAATCTTTCCCTTGGTTT AGGTAGCCCAACACGATGTC 271

Ai05B5216 Araip.B05 5216 p2 (TA)8 16 13662191 13662206 AAAGCATTCCTCTCTCCTCTTTT CGTGAGGTGATCCGAGAAAT 218

Ai05B5219 Araip.B05 5219 p3 (TCT)8 24 13666135 13666158 GAATAAACCCCAAAAACGCA GAAAGAAGAACGTGCAGCAA 213

Ai05B5220 Araip.B05 5220 c (TCT)7tttctttcgtttcttgccttctctttctc(CTT)5gctgcacgttcttcttcctcttcc(TCT)6107 13667642 13667748 GCCATAGGGCTTGTATGCTT CGTGCAAGAAGAAGAAGAACG 241

Ai05B5221 Araip.B05 5221 p3 (CTT)5 15 13667855 13667869 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 230

Ai05B5224 Araip.B05 5224 c (A)33ccag(A)29 66 13675359 13675424 ACTTTGCACTTTGCACTCCC ACCATCTAGTTGGCAAGCGA 271

Ai05B5225 Araip.B05 5225 p2 (TG)10 20 13676471 13676490 CAAGGACCACCATCCTTCTG ACCCAACCATGTAGGACCAA 141

Ai05B5226 Araip.B05 5226 p3 (TAA)6 18 13687011 13687028 TTCCACTAGCTTGAGTTCGGA CCTGGTCGCTCTCCTTATTG 212

Ai05B5227 Araip.B05 5227 p3 (CTG)5 15 13687929 13687943 ATCCTCCTCCTCCAGGTGTT CCATTCCACACAGCAAGAGA 214

Ai05B5228 Araip.B05 5228 p2 (GT)6 12 13688376 13688387 CATCCAGCGATAGATGCTCA GTATAGTGCAGAGGTGGGGG 257

Ai05B5229 Araip.B05 5229 p2 (TA)6 12 13690012 13690023 TCGGGTCTATTCCTGTGACC GTTGTGCCATGAACCATGAG 176

Ai05B5232 Araip.B05 5232 p3 (ATT)7 21 13700250 13700270 GGGACCTCACCTAATTGCAG CGTCCAAACATAGGGATCAA 272

Ai05B5233 Araip.B05 5233 p3 (TTA)18 54 13700823 13700876 CCGAAACAGGATTACGTTCAA AAAGGCCTGCCTTCAGCTAT 258

Ai05B5237 Araip.B05 5237 p2 (AC)7 14 13704984 13704997 AGAGGTTGAAGCTCAGTGCAT AGAGTCTCGTGCTGATAACGTG 268

Ai05B5238 Araip.B05 5238 p2 (AC)7 14 13710149 13710162 TTTCTCTCTCTTTCTTTCATACGCT ACGTCTACCATGTTGCGTTG 272

Ai05B5243 Araip.B05 5243 c (A)10caattataagttattgatggccgaacgaattaatccacaaactagcaaggggaaagtaactatgggttgattggctagtgtaac(T)10104 13718865 13718968 CGTCTACCATGTTGGCTTGA TATTGCCAGGCCTTTTGTTT 272

Ai05B5245 Araip.B05 5245 c (A)11gagagagagacagatagataaaagacattaatagataa(AAAT)569 13726462 13726530 TCTGGGTTAAACTGAGCGAGA TTTTGGAGCGAACACACTTG 211
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Ai05B5246 Araip.B05 5246 c (A)11gagagagagacagatagataaaagacattaatagataa(AAAT)569 13727347 13727415 TCTGGGTTAAACTGAGCGAGA TTTTGGAGCGAACACACTTG 211

Ai05B5252 Araip.B05 5252 c (A)11gattttaactattagttgaatttattgattttgagattaaacttatatttatttg(A)1076 13751288 13751363 GAGGTACTTTCATCTTTTTCTCTCTTT TCAGTTTAACTTCAATGGTGGC 247

Ai05B5257 Araip.B05 5257 p4 (ATTA)6 24 13764824 13764847 AATTCGATTCACACCGTTGAT ACATCTTAAATGCTAACCTCCTGT 263

Ai05B5260 Araip.B05 5260 p2 (AT)10 20 13781989 13782008 ATGGCTGAGTTTCAGGTTGG TTGCTTATTGACAATGGCATC 199

Ai05B5262 Araip.B05 5262 p3 (TTA)7 21 13785981 13786001 CAATTGTTGATGCATTGAAGG TTGTTTAGCTTGCTTGCACTTC 227

Ai05B5263 Araip.B05 5263 c (CTT)5tcaaatacacgcatacgtcatcttc(T)10caaattcacgtatacctt(CTC)5cttcttcttgcacgcagattcttcttttacttctcttcctcctccttc(TCT)5146 13798376 13798521 GCATCATTACACGCGCTAGA TGTTGGTGATGACGATAACGA 244

Ai05B5264 Araip.B05 5264 p2 (TA)8 16 13802519 13802534 AGCCCACTGAGGTAAGCAAG AGTGCGTGTAATGACGCTCTT 269

Ai05B5265 Araip.B05 5265 c (CTT)21ctcccccacgctg(CTT)5tcaaatacatgcatacgtcatcttc(T)10caaattcacatatacctcttcctcctccttctttttcttcttgcacgcagattcttcttctgcttctccttctcctcattc(TCT)5222 13802774 13802995 CACGCACTAGATCTTCTTCTCC TGTTGGTGATGATGATAATGGAA 280

Ai05B5266 Araip.B05 5266 p3 (AGA)5 15 13803823 13803837 AACGTGAAGAAGAAGGCGAA TTTAGGTCACGCGTTTTTCC 142

Ai05B5267 Araip.B05 5267 c (T)10c(T)10gatgatcaaagggggaaaaaccccaacaagaagagaaaacagagaagc(A)1180 13804074 13804153 GCCAAAATTACTTGGATGTGG GCCCTCCATTTAAGAGGGTC 280

Ai05B5272 Araip.B05 5272 p4 (TTAT)7 28 13843096 13843123 TGAAGGCAATGTTGAGCAAG CTTGCCAGTGAGCTCCTTCT 260

Ai05B5274 Araip.B05 5274 c (AGTT)5gcgagtgcggagtagttggtctattggttgctgcaagtcctgagcaggtagctactatgcactcccattagc(AGTT)5112 13854124 13854235 GCAAGTCCTGAGCAGGTAGC TTTGATTGCTGTTTGCTTGC 252

Ai05B5275 Araip.B05 5275 p2 (GA)13 26 13857619 13857644 AGGACTTGACACCGATCCAC GCACCTTCCAAGAAGTTTCG 189

Ai05B5280 Araip.B05 5280 p2 (CT)9 18 13865317 13865334 GCACCCATTCAAGAGAGAGC GAAACGTAAAACCTGGATTGAGA 148

Ai05B5281 Araip.B05 5281 p2 (TA)8 16 13871983 13871998 CACAAAATCCAGTGAGGGTTC GAATGTCATGCAATGCAACC 280

Ai05B5282 Araip.B05 5282 p2 (CT)6 12 13872870 13872881 GCACCCATTCAAGAGAGAGC CACTGATCAATTCAAGTGTTGGA 196

Ai05B5284 Araip.B05 5284 p4 (TATG)5 20 13879890 13879909 TGTTCCTCACCCAACGTACA GGTTTGGCAAAGAAAATGGA 142

Ai05B5285 Araip.B05 5285 p2 (TA)7 14 13880044 13880057 CGAACCCCGAAGTAAAATGA CGTCCGAGATCGACCTACA 268

Ai05B5286 Araip.B05 5286 p2 (AT)6 12 13880540 13880551 GGTCCCCATCATCAATGTTC TATCTGAGTGGCTTCTCGGC 240

Ai05B5288 Araip.B05 5288 c (A)12gaaaaaag(A)1030 13882467 13882496 TCCCTGAGACATTTTCCGTT CTCGAGCCTCAAAGTGATCC 190

Ai05B5290 Araip.B05 5290 p3 (AAT)5 15 13891468 13891482 CAGTGGCCTCAGACAGATCA TCACATCTCAACCCTCCTCA 252

Ai05B5291 Araip.B05 5291 p2 (AG)6 12 13891812 13891823 GGGAGAGGGAGAATTATCGAA CTTCTTATCTTTTCAAAATTTGTTTCA 271

Ai05B5294 Araip.B05 5294 c (GAG)6acttcttctttttcttcttcttcttg(TTC)559 13899295 13899353 TGCCTCCATTAGATCCCAAG ATGGAACTGAGAATCGACGG 241

Ai05B5295 Araip.B05 5295 p2 (TC)23 46 13899541 13899586 CCGTCGATTCTCAGTTCCAT ATTGCAAAACTTACCGGTGG 181

Ai05B5298 Araip.B05 5298 c (CCA)5gaac(CCA)534 13916328 13916361 AAAACTGAGAAAGGGTTGCG TTTTTCGCTCCAAAATGGTC 271

Ai05B5300 Araip.B05 5300 c (CTA)5(ATA)12 51 13918962 13919012 TTCATTGTTGTTTTTAGAACTGAATTT TCAAGTTGGGTTGGTAGGGT 246

Ai05B5302 Araip.B05 5302 p2 (TA)10 20 13927190 13927209 TAATGGGGTTAAGGCAAGGG AGGGGACACAAAATTACCCC 253

Ai05B5305 Araip.B05 5305 c (CACG)5(CA)6 32 13942555 13942586 CCCGTCGAAGTTGGTAAAAA CGGTGGCATTGCTATGTTAAA 278

Ai05B5306 Araip.B05 5306 c (CA)6(C)10 22 13942785 13942806 ATAGCAATGCCACCGCTTAC TTGGTTCGATGGTAGCTTGA 189

Ai05B5308 Araip.B05 5308 c (T)10caccatccatccatagcatctattgtg(T)1047 13948110 13948156 TGTTAGGCATATTCGTTTTGTTT AACTGGATTGGGATGGAATAGA 280

Ai05B5311 Araip.B05 5311 p2 (AC)7 14 13958397 13958410 GCAAGGCCTTAACAAAGCTG TACCCTTTGGAACAGCCAAG 257

Ai05B5312 Araip.B05 5312 c (TG)6tctctgtacagattactgaatctccaaacaagatatggagggtataagtatttgccattttgtaggcttgcatggttgcttgctgcaaaagaatagg(A)10119 13961335 13961453 TGGGGTTTGAGGGTTATGAA ATTTCTCGTGGCTCATGCTT 265

Ai05B5314 Araip.B05 5314 p2 (AG)23 46 13985925 13985970 GCAAAATCGGAACGGTAAAA GCCATGTGTCATGATTTGCT 195

Ai05B5315 Araip.B05 5315 p3 (AAG)5 15 13988784 13988798 GCGGGTAATTTGCTTGAAAC CTTCCTCGCTTCGTCTTCAC 189
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Ai05B5317 Araip.B05 5317 p2 (TA)8 16 13996871 13996886 CCAACCCAGTTCCACAATCT GCTTTCATGGGAGGACTTGA 266

Ai05B5322 Araip.B05 5322 c (G)18ata(G)13 34 14016849 14016882 ACGATGGCAATGGTATGGAT ACACTGAAAGCCACCCTCAC 221

Ai05B5327 Araip.B05 5327 c (A)11c(A)25 37 14071934 14071970 AGGATGAATGGAATCAACGC GGTGAAATCAAATGGGAAGC 248

Ai05B5329 Araip.B05 5329 p3 (TCT)6 18 14074598 14074615 AAAAAGAAATTGTGGCGGTG ATCGTGGGAACTGGAAACAG 264

Ai05B5332 Araip.B05 5332 p2 (GA)7 14 14082309 14082322 CAAATCGCGAGTGTGAGAGA GTCGCTCAGATCCTTACCCA 156

Ai05B5339 Araip.B05 5339 p2 (TA)6 12 14119248 14119259 TCCATGGACCTTTCTTCACC AGGTGTGTCTTTGGGTCAGC 268

Ai05B5340 Araip.B05 5340 p2 (AT)7 14 14121180 14121193 AAAAGGATTGGCCTCAGAGA GCGAAGGGTCGTGTGATAAT 207

Ai05B5341 Araip.B05 5341 p2 (TA)9 18 14123030 14123047 TACTGGCACCAAACAGCAAG TGCTTGATGAAGATTTTAATTGC 144

Ai05B5344 Araip.B05 5344 p3 (ATA)7 21 14141171 14141191 AACTGGCACTGATACAGGGG TGGCAGGCAGTAAACATCAG 251

Ai05B5351 Araip.B05 5351 p2 (TA)6 12 14155350 14155361 GCTGCAACCATTGGAAAAAG TCCGGTTTAATAATAAGGGATCT 273

Ai05B5352 Araip.B05 5352 p3 (ATC)6 18 14156527 14156544 CGCAAGCTGTGTTTGGAATA GGGAACGAAAGAACAAGCAA 251

Ai05B5354 Araip.B05 5354 p2 (AT)6 12 14161668 14161679 TGTCACGGGATCAAATCTCA ACCCAACTTATTGAGCGGTG 238

Ai05B5356 Araip.B05 5356 p2 (AT)9 18 14168079 14168096 CAACACTCGCCAAATGAGAA GCTCATGGGTTTTCACTTCC 125

Ai05B5362 Araip.B05 5362 p3 (GAA)6 18 14182535 14182552 ACAGAACAAATAGCACCCCG TTCCAGTCTCCGTCGATTTC 230

Ai05B5364 Araip.B05 5364 p3 (AAG)5 15 14186305 14186319 GATGATGAATCCGCTCCTGT GAGAAGAGACCTGGTGCCTG 118

Ai05B5365 Araip.B05 5365 p3 (CAT)10 30 14190012 14190041 TTTTGTTACCGTCGTCACCA GGATCGGACAATGTCATCAA 230

Ai05B5369 Araip.B05 5369 p2 (AC)6 12 14198479 14198490 TGGGAACTAGGGGTCTTTCA GGAAAACCATATCCGGGACT 248

Ai05B5371 Araip.B05 5371 p2 (AT)9 18 14201690 14201707 GACGGTTAATGTCTAATTGTCGAA TCCTGGGTTTATGTTACTAGCC 266

Ai05B5372 Araip.B05 5372 p2 (AT)8 16 14207963 14207978 GACTGTTAATGTCTAATTGCCGA TTTTCCAATTGTTGAACCTTGA 278

Ai05B5376 Araip.B05 5376 c (AAC)5gacaataata(ATG)540 14213950 14213989 AAACCCAAAATTCTAAACCTAAATCA TGGGTCAACTAATTACAGTGGG 162

Ai05B5377 Araip.B05 5377 p3 (ATG)5 15 14217849 14217863 TGAACAACAACAATGACAACGA TCCTAAAATCTTGTTCACTCACCA 129

Ai05B5378 Araip.B05 5378 p2 (AG)6 12 14219893 14219904 TAGGCCAAATCGAATGAACC CCAAATTGGTTAGTGGGCAT 259

Ai05B5379 Araip.B05 5379 p2 (TA)6 12 14224691 14224702 GAGAGCATTTGCCCATTGTT GCCAAAATTTAGATAAATGCACA 101

Ai05B5381 Araip.B05 5381 c* (AT)6(T)13* 24 14233467 14233490 AGGGGAATAAATGGGGAATG TTTTGGTTTAAGACCCACGC 168

Ai05B5386 Araip.B05 5386 c (TAA)12tataacttgttgtagtgc(TAA)775 14245206 14245280 TGTAGGAATCTAATTGAAAAGAAAAA CAAAGAGTTGGCAAAGGCAT 214

Ai05B5387 Araip.B05 5387 c (T)10gaattttaaaatataccaaacgtagtttacgttttggtttttc(T)1366 14245415 14245480 ATGCCTTTGCCAACTCTTTG GCAACTTACGTTTTGTGGGC 245

Ai05B5389 Araip.B05 5389 p3 (ATA)7 21 14248017 14248037 AACAAAACCGTTTACTGTTGATGA TCCTCTTTGATATTTTTCTGATTTTG 231

Ai05B5390 Araip.B05 5390 p3 (TAA)8 24 14248288 14248311 TTCGTTTCTTTCCTAAACTCTTTG TTTGGATCATCCTCATTTTGTAA 246

Ai05B5392 Araip.B05 5392 p2 (AT)9 18 14249921 14249938 TAGAGGGAAGGCGAGTGTCA AAAAGAAGAAAAAGGTGCTTTCAA 254

Ai05B5394 Araip.B05 5394 p2 (GA)8 16 14260955 14260970 CTCTGGATCGAGGAGAATCG AATCCAAGTCACAAGGTCCG 245

Ai05B5395 Araip.B05 5395 p3 (ATG)6 18 14268880 14268897 GACATGGAGGATGTGTGTGC CCGCCCACTAACTCCTTAGA 279

Ai05B5397 Araip.B05 5397 p3 (ATG)5 15 14269963 14269977 CTGAGGGATGAGGCAGAATC GCAACAACACCCACAATCAT 278

Ai05B5404 Araip.B05 5404 p2 (GA)6 12 14290933 14290944 CTTGAGTGGGATACCGGAGA ATCGTTCAAAACCCTACCCC 172

Ai05B5406 Araip.B05 5406 p3 (ATA)6 18 14296116 14296133 GGCCTCTTCTTGGATGGTTT TGTCACAGAAATTAACCTGCTCTT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5408 Araip.B05 5408 p2 (GA)6 12 14297737 14297748 CTCACTCTCTTCCCCACAGC GTGCTTGTCTCCTCTCTCGG 257

Ai05B5412 Araip.B05 5412 p2 (TA)10 20 14307312 14307331 GCCTTAGGTCCCTCATTTTT TGGCTATGCTTACTTTAGTGGGA 279

Ai05B5414 Araip.B05 5414 p2 (AG)8 16 14317343 14317358 AATTATGCATGCAACCACGA TCAATGGTGAATTGGGGTTT 258

Ai05B5417 Araip.B05 5417 p2 (TA)27 54 14333893 14333946 TTCCGAGATGGCAAGGTATT GCATCCGGATTTGAGTTTTG 275

Ai05B5425 Araip.B05 5425 p3 (AAT)5 15 14355397 14355411 TTAATTAAAGCGCAGGGTGG AGCACCCTTGTAGTTGGTGG 263

Ai05B5427 Araip.B05 5427 p2 (AG)8 16 14365162 14365177 AAGTGTGGGACGACACGAAT TCTCTGAGCTGAGATGCTGC 262

Ai05B5428 Araip.B05 5428 p3 (TTG)5 15 14367989 14368003 TATGACCATTTTGCCCCTTC CTGCTCTTTTTCCTGCCAAT 240

Ai05B5431 Araip.B05 5431 p2 (AG)7 14 14381243 14381256 GTGGGGTTTATGATGGATGG CCAGAAATGGGCATCAGACT 257

Ai05B5438 Araip.B05 5438 p3 (TTC)10 30 14412518 14412547 GTCGCGAAAAGTGAAGGAAG TGCTACAAAATTATTTGAAAGATGATG 278

Ai05B5439 Araip.B05 5439 p3 (GAT)5 15 14413113 14413127 TGTGTTTCTTCTTCTTCTTTGTTTG CCTTCTCCTCATCTTATGCTGC 170

Ai05B5442 Araip.B05 5442 p2 (TC)6 12 14430599 14430610 TGGAACACAGCTCCTCCTCT ACGCAGAACAGAGAGGGAAA 256

Ai05B5443 Araip.B05 5443 c (CTT)5t(TTC)8 40 14431676 14431715 CTCTCAGACTCAGCCCCAAC ACGCTATCAAGGCGTCAGTT 222

Ai05B5444 Araip.B05 5444 p3 (GTT)5 15 14446343 14446357 TGCTGTGTTCTTCTTGTGCTTT TATTTGGGGCCTGAACTTTG 176

Ai05B5449 Araip.B05 5449 c (T)10ggtgactaaatagaaaag(A)1038 14455252 14455289 AATGACCACATTCAAACCCAA GCTTCTGTCGTGGACATTCA 169

Ai05B5452 Araip.B05 5452 c (TA)6(TG)7 26 14471084 14471109 GCAAAGAGGTTGGATGGAGT TGAGGATGGAGATGTGGGAT 265

Ai05B5454 Araip.B05 5454 p2 (AT)7 14 14474359 14474372 TTCTTTGTCTTTTGTGGTGGG TTCCCCTAGTTGAAGCGAGA 221

Ai05B5456 Araip.B05 5456 p3 (TAT)5 15 14481515 14481529 TGTCAACCAATCATCTTATCACA CGCTTAGGTCATTGACTCCC 173

Ai05B5458 Araip.B05 5458 p2 (GT)8 16 14485727 14485742 AATGAAACCTGGGCACAAAG TGGAAACTCGATGTGTCGTC 244

Ai05B5459 Araip.B05 5459 p3 (TCT)5 15 14491437 14491451 TGAGCTTGGGAAGAAGAGGA ATTTTTAAAGGTTTGGCCCG 213

Ai05B5460 Araip.B05 5460 p2 (TA)14 28 14495419 14495446 AAGTTGGCGTGGCTATTCAG GGACTCCCACCTGATATTAAAAA 254

Ai05B5463 Araip.B05 5463 p2 (TA)6 12 14527408 14527419 TGGCACTAAATCACTAATAAAAAGGA TGCAACTACCAACCCAAACA 256

Ai05B5469 Araip.B05 5469 c (T)12catc(T)10 26 14536948 14536973 TCCTAACAAAGAGCCTAGCTCAA TTTTGCCATTCAAAAACCAA 106

Ai05B5473 Araip.B05 5473 p2 (CT)6 12 14545457 14545468 TTTTCGAAATTCCCTCTCTCTT GTTCTTGTCCTTGCTCCTGC 234

Ai05B5475 Araip.B05 5475 p2 (TA)6 12 14551626 14551637 CAGCATCAGCAAACCTCGTA TGACAAACATCCGAGGAAGA 257

Ai05B5477 Araip.B05 5477 p2 (TG)8 16 14563229 14563244 CGAGAGAGACAGGGGCTATG ACCTAACTTCATCCCCACCC 231

Ai05B5479 Araip.B05 5479 p3 (CTC)5 15 14567323 14567337 CTTCACTCTGACACCCCCAC GTGGATGCATGCAAATTCAG 249

Ai05B5481 Araip.B05 5481 c (T)11ggggaactctttatttatatgtatgtgttgctgagtagcatc(AT)665 14571911 14571975 AAAGGGAAGTTTCATCATACCAA TGCTATATCAGAACAAGGAGCA 194

Ai05B5483 Araip.B05 5483 p2 (CT)12 24 14573775 14573798 CCGGAAATCAACTCATCGTT TCTCCTCTCCTGTTCCTCCA 279

Ai05B5489 Araip.B05 5489 p2 (CT)6 12 14583342 14583353 GTCGATAACCGCGAAATTGT CGCCACTATTGCATCTACCA 265

Ai05B5491 Araip.B05 5491 p2 (GA)6 12 14593334 14593345 TCCACAAGCAAACAAAAGGA TTCTTCCCCTTTCTTCCTCC 242

Ai05B5497 Araip.B05 5497 p4 (AAAT)8 32 14619184 14619215 TCCTTACCACTTTCTCTCCCC CCAATGGAGGGTATGCAGAT 243

Ai05B5502 Araip.B05 5502 p2 (AT)25 50 14661500 14661549 CCTCCCAAACCAATTCAAAA TTTGAAGCATTGAAGTATATGTTGG 251

Ai05B5505 Araip.B05 5505 p2 (AT)10 20 14667148 14667167 TCAACATAATCGAAGCACGC TCTTTGCTACCAAGAACGTATG 190

Ai05B5506 Araip.B05 5506 p3 (ATA)9 27 14669199 14669225 TCAACCCCCTTCTCTTAGCC GCCTTTTCAATTCAGTGCGT 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5508 Araip.B05 5508 p3 (AAC)5 15 14674006 14674020 TTCTCTTCTCTGTCGCAGCA TTCAGAGTTGAGATGGTGATGG 182

Ai05B5509 Araip.B05 5509 p2 (AT)7 14 14674674 14674687 ATTCCATCAACGCCTCTCTC TTTCAAAGTGAGTCAGTTCAATGAT 279

Ai05B5510 Araip.B05 5510 p3 (GAG)5 15 14676119 14676133 AATCCTTCACAAAGCAACGG AGAATGTGTGTGGGGGAGAG 240

Ai05B5515 Araip.B05 5515 p2 (AT)8 16 14685703 14685718 TGACCACTCAATTTTTGCCA GTGGCCAGCACTTAACCATT 199

Ai05B5517 Araip.B05 5517 p2 (AT)7 14 14700984 14700997 TTTCAGATGCAGGACGTCAG CTGGTTCTCCGAATTCAACC 268

Ai05B5518 Araip.B05 5518 p2 (TA)11 22 14701200 14701221 AGGTTGAATTCGGAGAACCA TCGAAACTCGCATCACACTC 227

Ai05B5523 Araip.B05 5523 p2 (AG)6 12 14715004 14715015 CCTGAAAGCAGAAGGCCTAA GCTGCATCCAAAAGTCCAAT 247

Ai05B5527 Araip.B05 5527 p2 (AG)7 14 14724239 14724252 GGAGTGCGTAGAGTTCTCGG GTTGACGTTGGGAGAAGGAA 256

Ai05B5535 Araip.B05 5535 c (TCT)5actattctttcttcttttgctcgagggtgagcaacattctaagtttggtgtggtaaaagcatagc(T)1090 14753084 14753173 CCGAATACACACATCCCTCC CTTGGAGGTGGAAGCTTTTG 206

Ai05B5537 Araip.B05 5537 p2 (GA)6 12 14755999 14756010 GGCAAGATGAATGACACCCT ACCCACGAAAGTTGAAAACG 264

Ai05B5539 Araip.B05 5539 p2 (TA)7 14 14759670 14759683 TTATGCAAAGAAACCGAAAAA TTTGGGACCATTCACACATTT 225

Ai05B5541 Araip.B05 5541 p3 (ACC)5 15 14761491 14761505 GGACCAGAAAAAGCAAGTGG GATTTTTGGGTGACGGAAGA 239

Ai05B5546 Araip.B05 5546 c (T)11gggactggaccattgtcgttgctacttgctagtatgataaatatagaggtctttaattaccaaag(A)1086 14795534 14795619 GACGCAAATGTTGACCTCCT TTTTGGTTCCAACCAGTAAAA 174

Ai05B5547 Araip.B05 5547 p2 (AT)6 12 14821355 14821366 AAAAAGGACATTAATAATCCGAAA TGACAGTCGCAGGTTAAAGG 234

Ai05B5549 Araip.B05 5549 p2 (TA)6 12 14825489 14825500 AATGATCTTCATTGGATGGAAA TCGCAGGTCAAAGGAAACTC 186

Ai05B5550 Araip.B05 5550 p2 (TA)8 16 14827544 14827559 ATTTTCCCTCCCAAATGACC TTTAACAAAGTTGCTGGCCC 120

Ai05B5551 Araip.B05 5551 p3 (TCT)5 15 14829387 14829401 ACAATGGCTTGTCTCTCGCT TATTGTTGTCTGGAACGGCA 271

Ai05B5555 Araip.B05 5555 p3 (AGA)6 18 14837224 14837241 ACCGAATAGCAGCAGAAGGA TGTTCAAAGGTTTTCGGGTC 224

Ai05B5556 Araip.B05 5556 p3 (GAT)6 18 14837424 14837441 CGAAACGTTTTCCCACACTT CAATAGCAACAGAGGCAGCA 220

Ai05B5557 Araip.B05 5557 p3 (GAA)6 18 14838033 14838050 TCATCATCATCGTCATCGTG CGTTGTGGTTGTGGAAAATG 211

Ai05B5558 Araip.B05 5558 c (T)10atttatatttactgctttctgttgtg(CT)648 14838547 14838594 CCGCATCACCCAAAAGTTAT GCATACGCAAATGCTTGTTT 274

Ai05B5559 Araip.B05 5559 c (TC)7caaaggctttcttccttga(T)1043 14839380 14839422 TCGTTACAAAATTCTACTTCTCATGC CACTGCGACAGCTTGTCATT 261

Ai05B5561 Araip.B05 5561 p3 (AAG)5 15 14848001 14848015 GAGGAGGAGGAGAGGAGGAA AAAATCTTTTTCCAGGCCGT 270

Ai05B5562 Araip.B05 5562 p2 (TA)20 40 14855145 14855184 ATGGAGCTTGTTGGTTTTGG GCACTAATCCTCCACCAAGC 248

Ai05B5563 Araip.B05 5563 p2 (TG)6 12 14855293 14855304 AATTGTGGACATTTGGAGGC TTCCACGTTTGGTCTAAGGC 114

Ai05B5567 Araip.B05 5567 p2 (AG)7 14 14869707 14869720 GGGTGGAAAAGTGGTTTGAA ACAGGATCCCCACCTACCTC 124

Ai05B5573 Araip.B05 5573 p2 (AT)6 12 14904379 14904390 AAGAGGATGGGTGATTGGTG GCCGTGGCTAGCTTTCTATG 278

Ai05B5574 Araip.B05 5574 p2 (GT)7 14 14907522 14907535 AACCCGAAATTTAGAGGGGA GCCCAAGCCCAACATATAAA 255

Ai05B5578 Araip.B05 5578 p2 (GT)8 16 14930800 14930815 TGAATCAGCAGTTCTGGCAC TCCTGTTAACCCGGAAACAC 143

Ai05B5585 Araip.B05 5585 c (AAG)6aggaagaggaagataaacatgcagc(AAG)558 14949152 14949209 GAGGAAGAAGAACGTGCAGC GCGATGCAAGGTTTACGTTT 275

Ai05B5589 Araip.B05 5589 p3 (AAT)10 30 14958637 14958666 CCCGTAGTGTTTCCTTCCCT CACTCTTCCACGCTCTCTCC 256

Ai05B5591 Araip.B05 5591 p2 (GA)12 24 14970077 14970100 AATCGGTTGAACCTCGATTG CCCTGTATTTTTCACCCACG 262

Ai05B5592 Araip.B05 5592 p3 (ATT)20 60 14984487 14984546 CCCCTTATTTTTCACACCCA GCAAAATATAGAAGAAAACAATCACC 245

Ai05B5596 Araip.B05 5596 p2 (GT)6 12 14994263 14994274 CTTTGTATGGGGGTTGTTGG TTCTCGTGAAATGCAGCAAG 209
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Ai05B5598 Araip.B05 5598 p2 (TA)8 16 14995910 14995925 CAAATGTATGATTCCAGCTTTCC AAGATGGATGGTGCTTCTGG 267

Ai05B5599 Araip.B05 5599 c (T)11ggatattttctattgggtccggagtatttaatttc(T)1056 15001135 15001190 TCGCGATGAACAAAATAGCC TCCTCCTTCTATGAAGTCGAAA 150

Ai05B5607 Araip.B05 5607 c (A)15g(A)15ctctatatattgtaaacacgttccatcagccaacaacttgttaactcggga(T)1092 15040874 15040965 TGCGCCATATGCTATTGGTA AAAGGAACACGGGCATGTAG 191

Ai05B5609 Araip.B05 5609 c (A)10tc(T)11 23 15047463 15047485 CTAAAAATTTGCTAAATACCCTAAAAA GCATAGAAGGGCACTTGAGG 204

Ai05B5610 Araip.B05 5610 c (TA)14gcaaacttggcttagcaagtgcgtaattcc(A)1169 15050061 15050129 TGTGTGTAAAACTGCATTGTTGTC GCTCTCTGAAAAAGAGCAGTGA 248

Ai05B5612 Araip.B05 5612 p2 (AT)7 14 15058616 15058629 CCAAGTCATCCGGTTTAGGA CTGATGGATTGCCATGATTG 218

Ai05B5613 Araip.B05 5613 p3 (ATT)14 42 15062525 15062566 TGTTGGGTTGGAACTCACAGT GGATGAAGCGGATTACGTGT 220

Ai05B5616 Araip.B05 5616 c (A)10gccaaaatgcaaaatgcagcaagttttatttcaaaatttttttgttgtgttttatatttttc(A)1183 15070360 15070442 TGGCTTTTATAAACAAGGCTCTC AATTATATGTTGCATTTTGCTTTTT 255

Ai05B5618 Araip.B05 5618 c (T)11aattattattattgc(TAT)541 15072584 15072624 CGCTGCAACAAATTGAATGA CAACGGCCTAACTGGTGATT 228

Ai05B5628 Araip.B05 5628 p2 (CA)6 12 15101316 15101327 TTATCCTAATAGCCGCCCCT TTGCTGCATTTGCTAAGGTG 264

Ai05B5634 Araip.B05 5634 p2 (TC)6 12 15112620 15112631 ATCTCCACCGACCAGAATGA GGTGTCTCTTTGCACCCATT 227

Ai05B5635 Araip.B05 5635 p2 (TC)8 16 15117531 15117546 TTCTCCCACTGCAAATCTCC GAGGGTGTCTCTTTGCACCT 262

Ai05B5636 Araip.B05 5636 p2 (GA)8 16 15119405 15119420 AGTGGTGGAGCGACAAAAAC TCGAATTGTGAACCCTCTCC 219

Ai05B5638 Araip.B05 5638 p2 (TA)7 14 15127968 15127981 TTGTATGCCCTGTTTGGTCA TTTTGGAAGAAAGCAATGAGG 237

Ai05B5650 Araip.B05 5650 p2 (TC)19 38 15167171 15167208 AACATGCATGCAAATGGAAA CCAACTCAAGCCCAAGTAGC 267

Ai05B5651 Araip.B05 5651 p3 (AGT)13 39 15171937 15171975 CCGCGTTTCCCATAAAATAA TCCATTCCATGCTCTCACAA 261

Ai05B5652 Araip.B05 5652 p2 (TC)14 28 15176191 15176218 ACTCTCATTGCCCAATGTCC TGAACTGAATGAAGGAGCTGAA 174

Ai05B5653 Araip.B05 5653 p6 (ACTGCC)5 30 15176479 15176508 GCGCAAAGACACAAGAGACA GGAGGAGGAGGAGAAGGAGA 142

Ai05B5654 Araip.B05 5654 p3 (GAG)6 18 15176859 15176876 GGCTTCTACTGGTGAGCCTG CTCCACCATCTCCTTCCTGA 277

Ai05B5655 Araip.B05 5655 p2 (TA)6 12 15183460 15183471 CTCGACCTGCGAAGTTAAGG GCTGAGCATCTGGAGTTTCC 223

Ai05B5659 Araip.B05 5659 p3 (AAC)5 15 15199305 15199319 CGATGGCCCAGTTCAATAAT AACATCCAGTCAGGAGGGTG 262

Ai05B5664 Araip.B05 5664 p2 (TA)7 14 15203336 15203349 TCCCGGCACTATATACATCCA TGCACAATGACAAACGTAAGG 128

Ai05B5684 Araip.B05 5684 p3 (CCT)6 18 15247857 15247874 CTAACGTTTGAGAGAGCCCG TGTGGTAAATGCATGGATGG 182

Ai05B5685 Araip.B05 5685 p3 (TTA)5 15 15248644 15248658 GGAAAAGGGAAAAAGCAAGG ATCCCTTTCACACGCACTCT 226

Ai05B5689 Araip.B05 5689 c (TCA)5caa(TCT)5 33 15253580 15253612 TCCTTCATCTTCTGCTGCTTC AAATTCATGCTCCTCCAATTTA 246

Ai05B5692 Araip.B05 5692 p3 (CTT)6 18 15256204 15256221 TGCAACAAATTTCGTGTAAGAC AAAATTGCAACCAAAATCGC 280

Ai05B5693 Araip.B05 5693 p5 (TCGGA)5 25 15257730 15257754 GTAGGGGTGTCCATGAATCG CGATCCGATTAGTGTGTGGA 142

Ai05B5694 Araip.B05 5694 p3 (AAT)15 45 15263355 15263399 CCCAAGAATGTATTATCCTTCTCC TCATCGTATGCAACGACCAT 276

Ai05B5697 Araip.B05 5697 c (T)11c(T)16 28 15268406 15268433 CATCTCACGACATTGGATGC TTGTTTATCGTTCTATGGCCC 234

Ai05B5700 Araip.B05 5700 c (A)10ttacttatggacctatccaaactgaccctaaatcacctagtactacagtaaggttggtacattatcc(A)1188 15274900 15274987 TTTTGAAATTTGCACCATGC CCATCAATGGCCTGATTTTT 153

Ai05B5705 Araip.B05 5705 p4 (TTCT)5 20 15305759 15305778 AAACGTGAACCCTATCACGC GCTGAGCTCGGAGAAGAAGA 209

Ai05B5706 Araip.B05 5706 p2 (TA)8 16 15307407 15307422 TGACTTTTGCACCGTACATCTC AAATATGCATGATGGGTTGGA 257

Ai05B5707 Araip.B05 5707 p3 (AAT)5 15 15311617 15311631 TTGGGTCGATAGTCCGTAGG CTCAAAGCAATTAGTCCCCG 231

Ai05B5708 Araip.B05 5708 c (GAA)5gac(GAGGAA)654 15311886 15311939 CGGGGACTAATTGCTTTGAG TCGTCGCTGTCGTAATCATC 236
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Ai05B5709 Araip.B05 5709 p2 (TC)7 14 15316941 15316954 TAAAGTGAACCGGAGACGGA AAATTGGATCACCGGTAGCA 276

Ai05B5714 Araip.B05 5714 p4 (AAAT)6 24 15335556 15335579 ACGCGTGATACCCTCCTTTT TGAGTTCAAGCACAAGCCAC 280

Ai05B5716 Araip.B05 5716 p2 (TC)8 16 15342046 15342061 GAAGGTGTCGTCACTCGTCA CGCACGCTCTACGATTATCA 215

Ai05B5718 Araip.B05 5718 p2 (GT)7 14 15355767 15355780 GTTCGTTCGAAGTTGGGTGT AAAGGAGCGAAAAACAAGCA 221

Ai05B5719 Araip.B05 5719 p2 (TG)6 12 15355921 15355932 CTCGTCTCGCAAGTGTGTGT CGTGTGAACGAGCAAGAAAA 200

Ai05B5720 Araip.B05 5720 p2 (AC)12 24 15356328 15356351 TTGCACGTGTGTGTTTTTCA TTTTGTGTTTTTCGCTCGTG 249

Ai05B5721 Araip.B05 5721 p2 (AC)6 12 15356672 15356683 CATGTTCGAAACGAGCAAAA TTCCCACGTGTGTTTTTGTG 234

Ai05B5722 Araip.B05 5722 p2 (CA)6 12 15357507 15357518 AACGACGGAAAAACACGAAC TTTCGCTCATTTCGCATGTA 239

Ai05B5723 Araip.B05 5723 p2 (GT)9 18 15358514 15358531 TTTTGCTCATTTCGCACTTG ACACACGGGGTAAACTAGCG 210

Ai05B5725 Araip.B05 5725 c (AC)6atacagaacgagcgaaaa(AC)642 15361248 15361289 AACACATGTGCGAAACAAGC GTGTGAGATTTTTGGCCGTT 162

Ai05B5726 Araip.B05 5726 p2 (TG)8 16 15363468 15363483 TTCCCACATGTGTGTATGGG TGCCAAACCAGTGAAAAACA 227

Ai05B5729 Araip.B05 5729 c (GT)6tttttgctagtttttca(TG)743 15366437 15366479 CTCGTTTCGCAAGTGTTTGA CAAACGAGCGAAAAACACAA 175

Ai05B5730 Araip.B05 5730 p2 (GT)6 12 15366849 15366860 TTCGGACGTGTGAGTGTTTC GAAACGAGCGAAAAATACGC 270

Ai05B5731 Araip.B05 5731 p2 (CA)6 12 15368077 15368088 GTGCGAAATGAGCGAAAAAT TGGGATACGAACGAACAACA 193

Ai05B5732 Araip.B05 5732 p2 (TG)13 26 15368631 15368656 TTTTGTGTTTTTCGCTCGTG GCCGAAAATCTCACACACCT 123

Ai05B5735 Araip.B05 5735 p2 (AC)6 12 15370630 15370641 CACATGTGCGTATTTTTCGC TTTTCACTTGTTTTCGCACG 242

Ai05B5736 Araip.B05 5736 p2 (AC)8 16 15371135 15371150 GAAAACTTGCATACGTGCGA GCGAAACGAGCGAAAAATAG 250

Ai05B5737 Araip.B05 5737 p2 (TG)6 12 15371407 15371418 ACACATACGTGCGAAACGAA CAAACCAGCGAAAAACACAA 274

Ai05B5738 Araip.B05 5738 c (GT)6ttttcgctcgttttgcatgtgtgtgtgtttgttatttttgtgtttttcgctcgtttggcacgtgtgcgcgtctttcggtcgtttcgcac(GT)6113 15371819 15371931 GCCATTTTGCATGTGTGTTT GCACACGTGCTAACGAGAAA 270

Ai05B5741 Araip.B05 5741 p2 (TG)6 12 15373969 15373980 GTGTGAGATTTTTGGGCGTT AACACATGTGCGAAACAAGC 156

Ai05B5743 Araip.B05 5743 c (AC)7gtgcgaaaccagcgaaaaacacacatacgtgcgaaatgaatgaaaaacacttgtacgtgtgagtgtttttcgttcgtttcctacatgtgtgta(TG)10127 15375982 15376108 ACACGTGTGAAACGAACGAA CATACGTGCGAAACGAGAGA 274

Ai05B5744 Araip.B05 5744 p2 (GT)6 12 15376519 15376530 GTATTTCTCGCTCGTTTCGC AACGGCCAAAAATCTCACAC 169

Ai05B5746 Araip.B05 5746 c (AC)7gtgcgaaaccagcgaaaaacacacatacatgcgaaatgaatgaaaaacacttgtacgtgtgagtgtttttcgttcgtttcctacatgtgtgta(TG)9125 15378433 15378557 ACACGTGTGAAACGAACGAA CATACGTGCGAAACGAGAGA 272

Ai05B5750 Araip.B05 5750 p2 (AC)10 20 15381661 15381680 CGAAATGAGCGAAAAACACA GTTCGTTTCGCACGTGTATG 210

Ai05B5751 Araip.B05 5751 p2 (CA)6 12 15382434 15382445 GAACGAAAAACATGCACACG GTATTTTTCGCTCGTTTCGC 204

Ai05B5752 Araip.B05 5752 p2 (AC)6 12 15382591 15382602 CACACACACATGCAAAACGA CGTGTGAAACAAGCGAAAAA 262

Ai05B5754 Araip.B05 5754 c (AC)11atccaaaacgagcgaaaaacacacacgtgcgatacgagcaaaaaacacaaaaaag(CA)689 15384114 15384202 AAAATGACCGAAAGACACGC TTATTTTTCGCTCGTTTCGC 167

Ai05B5755 Araip.B05 5755 p2 (AC)10 20 15384568 15384587 AAACAAGTTCGAAACGAGCAA GTGCAAGATTTTTGGCCATT 204

Ai05B5756 Araip.B05 5756 p2 (TG)6 12 15385353 15385364 TCGCACGTTTGTGTGATTTT TGCACGTGTTCGTCTTTTTC 256

Ai05B5758 Araip.B05 5758 p2 (AC)6 12 15391682 15391693 TGTACACAGGCACGGAAAAA CGTGCACACTTTGCTTGTTT 211

Ai05B5759 Araip.B05 5759 p2 (CA)12 24 15392015 15392038 AAACACAAAAAGCGAGCACA GGCTTTTAGAGCGTGTGGAC 103

Ai05B5760 Araip.B05 5760 p2 (CA)6 12 15392725 15392736 AACGACGGAAAAACACGAAC TTTCGCTCATTTCGCATGTA 239

Ai05B5761 Araip.B05 5761 c (AC)11atccaaaacgagcgaaaaacacacacgtgcgatacgagcaaaaaacacaaaaaag(CA)791 15393123 15393213 AAAATGACCGAAAGACACGC TTATTTTTCGCTCGTTTCGC 167

Ai05B5763 Araip.B05 5763 p2 (AC)10 20 15393593 15393612 GCACGTGTGAAACGAACAAA AGGTGTGCAAGATTTTTGGC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5764 Araip.B05 5764 c (TG)8(T)11 27 15394378 15394404 TCGCACGTTTGTGTGATTTT TGCACGTGTTCGTCTTTTTC 266

Ai05B5765 Araip.B05 5765 p2 (CA)6 12 15395733 15395744 ACACAAGCACGTTCCAAATG TTCACACGTTTGTGGGTGTT 254

Ai05B5766 Araip.B05 5766 p2 (AC)9 18 15396245 15396262 GCCGAAAATCTCACACACCT ATTTCTCGCTTGTTTCGCAT 187

Ai05B5768 Araip.B05 5768 p4 (AAAT)5 20 15398014 15398033 TTGTGTTTTCACTCGCTTCG TTTGCTCGTTTTGCATGTGT 256

Ai05B5769 Araip.B05 5769 p2 (AC)6 12 15398185 15398196 CATGTGCAAAAAGAGCGAAA TTTCGGACGTGTGAGTGTGT 232

Ai05B5770 Araip.B05 5770 p2 (AC)6 12 15399059 15399070 CATGTTCGAAACGAGCAAAA CCGTTTCGCATGTGTGTTTA 176

Ai05B5772 Araip.B05 5772 p2 (CA)12 24 15400085 15400108 ACACATGTCCGAAATGAGCA CTTCGCACGTGTGAGTGTTT 249

Ai05B5773 Araip.B05 5773 c (A)12(CA)7ggtgcaaaacgaacgaaaaatactcacacaagcgaaacgagcgaaaaatacaaaaaca(AC)7gtgcgaaaccagcaaaaaatac(A)10130 15400368 15400497 GTACACACGTGCGAAACGAG CACTGTGTGCGTTTCTTATCG 204

Ai05B5775 Araip.B05 5775 c (AC)8gtgtcaaacgtggcacgagcaaaaaatatacatgtacgaaacgaacgaaaaacac(A)1182 15401097 15401178 CGTGCAAAAACAAGCAAAAA ATGTGTGTGTGCGTGTGAGA 201

Ai05B5777 Araip.B05 5777 p4 (TTTA)5 20 15406456 15406475 CGTGAATTGAGCGAAAGACA AAACACATGTGCGAAAACGA 246

Ai05B5778 Araip.B05 5778 p4 (TTTA)5 20 15407235 15407254 CGTGAATTGAGCGAAAGACA AAACACATGTGCGAAAACGA 246

Ai05B5779 Araip.B05 5779 p4 (ATTT)5 20 15409615 15409634 TTGCACGTGTGCGTATTTTT ACATGTGCAAAACGAGTGGA 129

Ai05B5781 Araip.B05 5781 p4 (ATTT)5 20 15412091 15412110 CGAGCGAAAGACACTCACCT GTGCGAAACGAACGAAAAAT 190

Ai05B5782 Araip.B05 5782 p4 (ATTT)5 20 15412887 15412906 GCGTTAATCGAGCGAAAGAC CACACACATGTGCGAAACAA 249

Ai05B5783 Araip.B05 5783 p2 (AC)8 16 15413454 15413469 GAAAAAGACACACGTGCGAA ATGTGTGTGTGCGTGTGAGA 252

Ai05B5784 Araip.B05 5784 c (A)11gcacacgcgtgaatcgagcgaaagacactcacccaagggagagaaag(A)1674 15416122 15416195 ATCTCACACGCACACACACA GTGCAAAACCAGCGAAAAAT 264

Ai05B5785 Araip.B05 5785 c (ATTT)5gtatttttctcgcgtttcgcacgtgtgtgtgcgtatgttttgttttttccgctcgtttcgcaca(TG)696 15417131 15417226 CGAGCGAAAGACACTCACCT AAGAGCGAAAAACGCAAAAA 279

Ai05B5787 Araip.B05 5787 p2 (AC)7 14 15420223 15420236 AACAAACACCCACACACACG TGTTTCGTTAGTTTCGCACG 102

Ai05B5790 Araip.B05 5790 c (ATTT)5gtatttttcgctcgtttcgcacgtgtgtgtgcgtatgttttgttttttccgctcgtttcgcacatgtgtgtgtgtttttatac(T)14117 15426870 15426986 CTTTTTGCTCATTTTGCACG TCGCACATTTGTGTGGTTTT 245

Ai05B5795 Araip.B05 5795 c* (A)10(AC)6* 21 15465766 15465786 AGAAAAACACGCACACATGC TTATTTTTCGCTCGTTTCGC 215

Ai05B5796 Araip.B05 5796 p2 (AC)8 16 15466156 15466171 GCACTCGTGTGAAACAAGGA TTGCACGTGTGCGTATTTTT 221

Ai05B5797 Araip.B05 5797 p2 (AC)7 14 15467427 15467440 GTGCGAAAAGAGCGAAAAAC TGTGTGAGTGTGTGTGGGTG 262

Ai05B5798 Araip.B05 5798 p2 (AC)6 12 15467577 15467588 CACCCACACACACTCACACA TTTTTCGGTGTTTTTACCCG 194

Ai05B5800 Araip.B05 5800 p2 (AC)6 12 15468436 15468447 ACTCACACATGCGAAACGAG TTTCGCACATATGGGTGTGT 153

Ai05B5801 Araip.B05 5801 p2 (AC)9 18 15468852 15468869 AAGAAAAACACACACGCACG TTTTTCGCTTGTTTCACACG 275

Ai05B5802 Araip.B05 5802 p2 (AC)7 14 15469103 15469116 CGAAATGAGCGAAAAACACA TTGCTCTTTTCACGTGTTCG 271

Ai05B5803 Araip.B05 5803 c* (A)11(AC)9* 28 15471629 15471656 TGAAGCGAGCAAAAACAAAA TTTTTCATTCATTTCGCACG 279

Ai05B5804 Araip.B05 5804 c (AC)13aaacacacacacctgcgaaacgagcgaaaa(AC)668 15472256 15472323 AAAGGAGCGAAAAATACGCA CGCTTCACACGTCTGTGTTT 266

Ai05B5805 Araip.B05 5805 c* (A)10(AC)6* 21 15472483 15472503 AAACACAGACGTGTGAAGCG TGTTTTTCACTCGTTTGGCA 202

Ai05B5810 Araip.B05 5810 p2 (AC)6 12 15475642 15475653 AAACACAGACGTGTGAAGCG AATGTTTTTCGCTCGTTTCG 185

Ai05B5811 Araip.B05 5811 p4 (GCAC)6 24 15476027 15476050 GCGAATGGAGCGAAAAATAC ATTTCGCATGTGTGCATGAT 203

Ai05B5812 Araip.B05 5812 p2 (AC)6 12 15476460 15476471 AAGCGAGCGAAAAACAAAAA GCTCGTTTCGTACGTGTGTG 273

Ai05B5813 Araip.B05 5813 p2 (AC)10 20 15476706 15476725 GTGAAATGGGCGAAAAACAC CATTTCACATGTGTGCGTGA 211

Ai05B5815 Araip.B05 5815 c* (GCAC)6(CA)6* 33 15477505 15477537 AAAAACACACACGTGCGAAA TTTTTCACCCGTATTGCACA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5816 Araip.B05 5816 p2 (AC)8 16 15477744 15477759 TGTGCAATACGGGTGAAAAA GCACGTATGTGTGTTTTCCG 258

Ai05B5817 Araip.B05 5817 p2 (AC)6 12 15477947 15477958 AAGCGAGCGAAAAACAAAAA GCTCGTTTCGTACGTGTGTG 278

Ai05B5818 Araip.B05 5818 p2 (AC)29 58 15478204 15478261 GCACGTTTACAACATGAGCG ATTTTTGCTCGTTTTGCACC 219

Ai05B5819 Araip.B05 5819 p2 (AC)6 12 15478656 15478667 AGACACACGTGCAAAACGAG GCACGTGTACGTGTTTTTCG 105

Ai05B5820 Araip.B05 5820 p2 (AC)6 12 15479031 15479042 GCGAATGGAGCGAAAAATAC ATTTCGCATGTGTGCATGAT 189

Ai05B5821 Araip.B05 5821 p2 (AC)8 16 15479393 15479408 GCGTGTACGATATGAGCGAA TGGCACCTGTGTGTGTTTTT 232

Ai05B5822 Araip.B05 5822 p2 (CA)6 12 15479794 15479805 CATAGGTGCGAAATGAACGA TCGCACGTGTGTGTTTTTCT 209

Ai05B5824 Araip.B05 5824 p2 (AC)8 16 15480463 15480478 CACACAGGTGCGAAATGAAC GGCATGTGTGCATGTTTTTC 160

Ai05B5825 Araip.B05 5825 p2 (AC)6 12 15480897 15480908 ACATGTGCAAAACGAACGAA TGTGTGTTTGGGTGTGTGTG 171

Ai05B5826 Araip.B05 5826 p2 (AC)8 16 15481062 15481077 TGCGAAACAAACGAAAAACA TCGTTTCGTACGGGTGTGTA 214

Ai05B5827 Araip.B05 5827 p2 (AC)6 12 15481859 15481870 CAGTTGCGAACAAACGAAAA TTCATTTCACGTGTGTGGGT 229

Ai05B5828 Araip.B05 5828 p2 (AC)8 16 15481996 15482011 AAACACACGTGCGAAATGAG GGGCGTGTGTGTTTTCTTTT 140

Ai05B5833 Araip.B05 5833 c (TA)6gagagagagaa(AG)737 15512670 15512706 GCGTTTTCATCTTTCATGGG GGAAATATGGAGATGCGAAAG 187

Ai05B5834 Araip.B05 5834 p2 (TA)6 12 15515971 15515982 ACGAATTGCAATCCATGACA TGGTTGGATAATCACGCAAA 243

Ai05B5842 Araip.B05 5842 p3 (AAT)5 15 15542672 15542686 TGTGCTTCTTTCACACCTCAA CAAAAGCCCCATGTTCAACT 270

Ai05B5844 Araip.B05 5844 p2 (AT)20 40 15548529 15548568 CGATAGTAGGCCGTCGAAAA GAATGGGCCGTAGATACGAA 272

Ai05B5845 Araip.B05 5845 p2 (TA)9 18 15548947 15548964 GGGTTACTGGTTTCCGACCT TGTGAATCACCTCGTTGAGC 270

Ai05B5846 Araip.B05 5846 p2 (TA)7 14 15553546 15553559 TCACATGTGCATTGATCTTTCA TCAGCCACTTTGAGCCTTTT 219

Ai05B5847 Araip.B05 5847 p5 (ATAAG)5 25 15557165 15557189 CATAGCCAAAGGGGTGAGAG TTGTTTTTCTCTTTCCTCAAAAA 264

Ai05B5850 Araip.B05 5850 p2 (CT)6 12 15568359 15568370 CACACCGATCTCATGTCCAC GTCAAGGGGTGATTGAAGGA 173

Ai05B5857 Araip.B05 5857 p2 (TA)7 14 15583840 15583853 TGGAGATGGTAAAATTCCGTG GCCTTGCATTGTCTATTGTGAA 280

Ai05B5862 Araip.B05 5862 p3 (ATA)7 21 15591376 15591396 GCCACATTTTGGTGTTCTCTC TTGCACCCACTCCTAATCCT 244

Ai05B5863 Araip.B05 5863 p2 (TC)7 14 15592500 15592513 ACTTAGGGATTCCACCAGCC TAGGCATGTGCGTTCATCAC 224

Ai05B5865 Araip.B05 5865 p3 (CTG)5 15 15605737 15605751 AGGAAGCAGCATTGCACTTT CTCTGGCAGTGTTCCCTAGC 271

Ai05B5868 Araip.B05 5868 p3 (ATA)6 18 15614977 15614994 ATCTCATCTCACGCCCAGTC AACGAATCCCAAGATGCAAG 249

Ai05B5869 Araip.B05 5869 c (AG)9aaagaaaagggggagggaggcacacacatatgaa(ATG)773 15615691 15615763 ATTGGTGCATTGACCCACTT TGGTACGACCATGAAAACCA 177

Ai05B5870 Araip.B05 5870 p3 (TAA)5 15 15616674 15616688 TCACCCTCAGTCTCAGCCTT GAGGAATCGTGATCTTCCCA 225

Ai05B5872 Araip.B05 5872 c (A)11ttaaattttaaatttaaatgataaaataaaagatatatttataattccaacattcattcttaagtggatttgtataattacttcttctctta(T)10113 15622140 15622252 AATCATCCGCTTCAGTGCTT TATCACTGCCATCATTGCCA 260

Ai05B5875 Araip.B05 5875 p3 (TCA)5 15 15628693 15628707 TGGTTGGACAGGTTCACAAA AGCAAAAGAAAAGGGCAACA 157

Ai05B5877 Araip.B05 5877 p2 (CT)6 12 15637336 15637347 TCTGGAGTGTGAGCTCGAAG TTTAAGATGCAGCCCAAACC 182

Ai05B5884 Araip.B05 5884 p2 (AT)6 12 15653439 15653450 GGGGACAAAATACCCCAAAG TGAGGGCTTTCCATAGGTTG 248

Ai05B5886 Araip.B05 5886 c (TCT)5cctccttttttataattttcactttcattaccgtcctcttct(TCC)5tctttcttcttcttttctcatttcaatttcttctcctccttctttttcatccttctcctcctcctc(CAT)18192 15662945 15663136 GTGCATGCATTTTTACCCCT CGACGATAACGATAACAACGA 264

Ai05B5887 Araip.B05 5887 c (CTT)5tttcatctttttcttcatcttcaccttcttatttcgttttctcaaaattctttttgatttactttcttgagaggaataaaac(A)10107 15663913 15664019 TGCATTTGGATTCGTTTTCC CACAAACAAGACTGAAGCATGA 279

Ai05B5888 Araip.B05 5888 c (GAG)7aaggagat(GGAGAA)665 15664399 15664463 TGGACTCGTTGTCCTTCACA TCTCCTCCTCCTTCTCCTCC 216
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Ai05B5896 Araip.B05 5896 p2 (TC)10 20 15677874 15677893 CAGCCATAATAAGCCCCGTA AAGTATCCAAGCGATGACCG 234

Ai05B5897 Araip.B05 5897 p3 (GAA)19 57 15680766 15680822 ATCAACAGCAGCACTGCAAC GAGGGTAACATTACGGGGGT 276

Ai05B5905 Araip.B05 5905 p2 (TA)6 12 15707481 15707492 TTTGAACAGCACTTTTTAAAATATCA TCCCGGATCAGTTTATTGCT 232

Ai05B5909 Araip.B05 5909 p3 (TAT)6 18 15722404 15722421 TCGCGAGTTCGAGTTTCTCT TGCCTATAAACAAATGTGATTAGTGAT 198

Ai05B5911 Araip.B05 5911 p2 (TA)6 12 15727031 15727042 TGAAAATGACATGCTTGTTGC GACACAACACGACACGGAAC 143

Ai05B5915 Araip.B05 5915 c* (A)10(AT)8* 25 15756391 15756415 AAAAGCATGTTGCAAAGGAAA TCCTTTTCCTGCATTTTTGG 127

Ai05B5916 Araip.B05 5916 p2 (AC)9 18 15758821 15758838 CTCCATCCATGGCAGCTATT ATTTTGGGGTCTTTGATTGC 246

Ai05B5917 Araip.B05 5917 p2 (AT)8 16 15764293 15764308 TTGTTAATTTGAAACGGGGC CAAATCGTTGCAGATGCTTG 149

Ai05B5923 Araip.B05 5923 p3 (TTA)6 18 15790253 15790270 ATGCTTCACAAGCAAAAGGC TGATCTCCCAAGGGAAAATG 241

Ai05B5927 Araip.B05 5927 p2 (AT)6 12 15815799 15815810 GCCGGCTAGCCATATACAGA TGTTTTTCAGATGCAGGTCG 224

Ai05B5928 Araip.B05 5928 p2 (GT)6 12 15818454 15818465 ACGCAAATCGGAGCTTTAGA TAGAAATGGAAAACCGGACG 255

Ai05B5932 Araip.B05 5932 p3 (TAT)7 21 15831301 15831321 GTCTCCCCCTCTTCTTCCAC GTTCTTGTCCTTGCTCCTGC 126

Ai05B5933 Araip.B05 5933 p3 (TCT)7 21 15831906 15831926 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 128

Ai05B5934 Araip.B05 5934 p2 (AT)7 14 15840066 15840079 GGGACTTTGGGTGCTTCATA GGCGATTTTGTCCCCTATTT 130

Ai05B5938 Araip.B05 5938 c (TC)6ta(TC)9 32 15862456 15862487 TGGGAATCGATGACTGTGAA CGTTGAAACCGAGGGTAGAA 278

Ai05B5943 Araip.B05 5943 c (A)12gaaatgggaaacgaaaaagtgaagaagaacgtgtg(TA)863 15870181 15870243 CGCACCATAAAAAGAGGGAA TGATATGCAGCGGAAGAATTT 247

Ai05B5947 Araip.B05 5947 p2 (TA)13 26 15892348 15892373 CCGTGCAATGCTTAAGTGTG TTCACGTCATCCAATCACAA 233

Ai05B5949 Araip.B05 5949 p2 (TA)11 22 15902272 15902293 GCCATCTCTGGCGAACTTTA CGAGTTGTGTGTTCTTTGGC 279

Ai05B5950 Araip.B05 5950 p2 (TA)6 12 15903085 15903096 GGGGACAAAATTACCCCAAT TGTAATGGGGCCAAGGTAAA 242

Ai05B5952 Araip.B05 5952 c (A)11cttatccagttacaaacatgacatatccgaattctaagaaagtaggctttctacactttgcccatactaaaaaat(A)1096 15914769 15914864 GATAGTGGCCCAACCACAAG GGGACAGATAAATCTGACTCGAA 232

Ai05B5956 Araip.B05 5956 c (A)10tcac(A)10 24 15931891 15931914 TTTTGCCAACACACCTTGAG GGGACAAAGACACAAAAGACAA 243

Ai05B5957 Araip.B05 5957 p2 (GA)8 16 15944025 15944040 TCGAACACAGAGAGAGGGAGA CGAAAACCACTAACAACTCTTTCA 255

Ai05B5958 Araip.B05 5958 p2 (AT)6 12 15952860 15952871 GTCGTGCTCCTCCTTTCAGT TCTCTCCACCAAACGCTACC 236

Ai05B5962 Araip.B05 5962 c (TAA)5atatctcgctatatgtttctttagccaaattaaattaaatactactactatatatcgtccctctcttgtttttagagatt(A)10105 15966471 15966575 TCGTTCGGAGAGGAAGAAAA AGTTGTTTCCAAGTTCCAACAG 270

Ai05B5963 Araip.B05 5963 p2 (AT)8 16 15972919 15972934 CAAAAAGGGTAATCACGTTGC TGGTGCGATTTGAATTGATTT 261

Ai05B5965 Araip.B05 5965 p3 (CAC)5 15 15975778 15975792 GGAATACCACCTATCTACGCCA TATCATTAAACGGGTGCGTG 192

Ai05B5966 Araip.B05 5966 p2 (TA)6 12 15975897 15975908 CACCACACAACCCTTCCTTT TATCATTAAACGGGTGCGTG 146

Ai05B5970 Araip.B05 5970 p3 (TCA)5 15 15984854 15984868 AACAACGAACCCAAACAACA TATGGATGCGAAAACCAACA 240

Ai05B5973 Araip.B05 5973 p2 (TA)9 18 15998621 15998638 CCAAACACCACCGTTTAGAA AAATTTGTGTTCTACTGTTGATCCT 138

Ai05B5974 Araip.B05 5974 p5 (AAAAT)5 25 15999201 15999225 TCTAAAAAGTTGCGGGTTCG CCTTTCATTTAAGTCTCTGCACC 249

Ai05B5977 Araip.B05 5977 p2 (AT)7 14 16002570 16002583 TAATTTTGCTTTGTGCGTCG TGGCAGAGTTCTCCGTTCTT 219

Ai05B5979 Araip.B05 5979 p3 (GTC)5 15 16006397 16006411 TCGTCGGAAGGAGAGAGAGA CTTAGAGTTCGCTGTTCCCG 219

Ai05B5980 Araip.B05 5980 p3 (CGT)5 15 16006537 16006551 CGGGAACAGCGAACTCTAAG CCACTACCACCATTCTCCGT 108

Ai05B5984 Araip.B05 5984 c (A)10ttatgtaatgagaagaacaaaattaccttctaaaatagaaggctccttgcagagaattactat(A)1083 16009804 16009886 TTTTGCTCGTACTTAAATCTTTCG CAAGCTCGGCTACTTTGAGC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B5986 Araip.B05 5986 c (TCT)5tgtgtgtgctgtttcttttttcaatgttattatcatcatcactgttgctattattgttgtcgtcactattgttatcgttgtcttc(T)11111 16022814 16022924 GGTCGGCACCGAAGATAATA TGATGATAATATCGGAGGATGAGA 264

Ai05B5988 Araip.B05 5988 p3 (AAG)7 21 16030159 16030179 TCAATACATTACAAACATGTTCATTCA GATGAGGAGGAGGAAGAGGAA 240

Ai05B5989 Araip.B05 5989 p4 (AAGA)5 20 16030610 16030629 TGATGAACCTACATTCATTCAACT GTTCGATCGACCGGTTAGAA 237

Ai05B5992 Araip.B05 5992 p3 (AAT)5 15 16040423 16040437 GGGGAGTTGGAACGTGTATT TTGTATCATTCGAGACAACTTGAG 275

Ai05B6002 Araip.B05 6002 p3 (TTC)6 18 16053824 16053841 CTGGATGATGCCAACGACTA CTACTGCTTCCACCACCCAT 203

Ai05B6003 Araip.B05 6003 p3 (GAA)5 15 16057683 16057697 CATTCTCCAAACCTTTCCCA CACCGACGATTTGATGTGTC 258

Ai05B6004 Araip.B05 6004 c (TC)19(TA)9 56 16059683 16059738 CCTTAGCTTCGCAGGTTGAG AAAACGCAACGTTCAGGAAT 188

Ai05B6005 Araip.B05 6005 p3 (GAA)5 15 16066605 16066619 GGTGTGTGTTGTGTGAAGGG CTGAGTGTTGGGGTTGGAGT 225

Ai05B6009 Araip.B05 6009 p3 (CAT)6 18 16074349 16074366 CACCCCTTGTGCATCTTCTT AGAAGGTCGGCTAGAAAGGC 270

Ai05B6010 Araip.B05 6010 p2 (TA)7 14 16076907 16076920 TCGTGCATGCATAAAACGAT CATGGATGCAGAGCTTTTCC 238

Ai05B6011 Araip.B05 6011 p3 (CTT)5 15 16077224 16077238 TCCTTCACCCCTTACTCGTTT AATAAGGAAGAACGCGAGCA 116

Ai05B6012 Araip.B05 6012 p2 (TA)6 12 16079892 16079903 TGGCCTTAGCATCTTCTTCG ACCAGCGATCCACCATACTC 256

Ai05B6023 Araip.B05 6023 p4 (AAAT)6 24 16114625 16114648 TTTGGGGACTGGAGAGCTTA GTTTTCTTTGGTTCGCTTCG 229

Ai05B6025 Araip.B05 6025 p3 (TAT)5 15 16124440 16124454 GTGCATCTACCCAGGCCTAA TGGAAGTCCGTCCTTCCTTA 191

Ai05B6028 Araip.B05 6028 c (T)11aaaaaataaaatttaacttacctttgg(A)1149 16126756 16126804 CGTTCCCTTTCTCCTTAGCC TTGATGTATGTACAAGTCGGGA 201

Ai05B6032 Araip.B05 6032 p2 (GT)7 14 16129230 16129243 CTGCGCTATTATGCCGCTAT GTGCATGCATAGACACGTCC 219

Ai05B6033 Araip.B05 6033 p2 (AT)7 14 16129652 16129665 CAATGCAATGAAATTTACGCC GGTTCCCAGTTTTGGAGTCA 223

Ai05B6034 Araip.B05 6034 p3 (ATA)7 21 16130246 16130266 TCCCCGAATTCAATTTCAGT TTGTGACAGCAGGCCATCTA 197

Ai05B6035 Araip.B05 6035 p3 (TCA)7 21 16132288 16132308 TAAACGGTTACAGTTCCGGC TCAAAGAGCACATCACTCGG 262

Ai05B6039 Araip.B05 6039 p3 (AAT)5 15 16137367 16137381 CAGGATGCAGAGCGAAAAAT AAGGAAAGAGACGCATGCAC 248

Ai05B6040 Araip.B05 6040 p2 (CA)7 14 16140713 16140726 GTCATGCCGTCGAAAGAGAT CCTTTCTCTGCACTCTCCGT 269

Ai05B6048 Araip.B05 6048 p3 (CTT)5 15 16182825 16182839 ATTCGCGGGAAACATAACTG GGAGACAGGTGTGGACAGGT 193

Ai05B6052 Araip.B05 6052 c (T)11caattaaaaccataagattcacaataatagggacgaaaattaac(T)1267 16194399 16194465 CACAATAACAGGGACGACCA ATATACAGATCCGCCTCCGA 276

Ai05B6055 Araip.B05 6055 p3 (TGA)11 33 16206162 16206194 GGGATCCACTCGTTCTGAAA TGCTTGGTGGCTAGTTTCCT 231

Ai05B6056 Araip.B05 6056 p2 (AT)6 12 16211767 16211778 AAGGCAGAAGCAACAGCAAT ATTTTGACCACGGGACTGAA 190

Ai05B6057 Araip.B05 6057 p3 (CAT)5 15 16215286 16215300 GGAATGTTAGCGGATTCCAA CGCATACCTCTATTTCCCGA 131

Ai05B6058 Araip.B05 6058 c (TGG)6tgttggtgttggtgttagtgttggtggtggtggtgcagc(TGG)7tgttgc(TGG)599 16222324 16222422 TGCTTTTGCTTTCTTGCTTTC ACTCTTCACAGGCTTGCTGC 241

Ai05B6060 Araip.B05 6060 p2 (CT)6 12 16236009 16236020 TTCCTATCTTTTCAAAATTTGTTTCA AGAATAAGATGGGGGAGGGA 270

Ai05B6061 Araip.B05 6061 p2 (AT)12 24 16252041 16252064 AGCATTCGTAAACTTCATGGG GGTGGCTTTGGTAAATCGAA 270

Ai05B6064 Araip.B05 6064 c* (GTT)5tggtgttcttggtggtggtgttggttggtgt(TGG)7(TGGTGT)5*94 16257174 16257267 ATCGCTTTCTGCTTCTGCAT ACCCGTACCACTACCAGCAC 279

Ai05B6071 Araip.B05 6071 p3 (TTC)6 18 16287501 16287518 CACGTTCTTTCTCCTGCTCC CACAATGAGGATGAAAACGC 114

Ai05B6072 Araip.B05 6072 c (A)10tattttttcaatgaaaaaaga(T)1041 16288365 16288405 TGTTTGTTTGGGTGCCATTA GTTTGAGTATCTCATGCAAAAAGA 280

Ai05B6083 Araip.B05 6083 p2 (AT)6 12 16306137 16306148 TGCAAAAGCTTCGGGAGTAG AGCATGCAAACAGAGACCAA 202

Ai05B6085 Araip.B05 6085 p3 (AAT)14 42 16316900 16316941 AACGAGCGACAGACACACAC GTTTTTCGCTTGTTTCGCAT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6086 Araip.B05 6086 p3 (GTT)5 15 16318539 16318553 CGAATTGAGGCAAGTGTTCA TGGATTATGAGACATGGCGA 174

Ai05B6087 Araip.B05 6087 p2 (TG)6 12 16319081 16319092 AACAAGGCCATACATCCTGC ATTTGCTCTGTTGTGGGCTC 276

Ai05B6091 Araip.B05 6091 c (A)10ttatttttagggcaccctaccaatttgaaaa(T)1051 16324047 16324097 ACCGACCTTCATGGGTAACA GCTCAAAAATCATGTTCCAAAA 269

Ai05B6092 Araip.B05 6092 c (AT)6aaaagaaaaaaaatatagaaaaag(A)1147 16324665 16324711 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 224

Ai05B6096 Araip.B05 6096 p2 (AG)6 12 16345946 16345957 AGGAGCAGCGACAAAGAGAC AATCCTCCAAAATGGTGCTG 275

Ai05B6098 Araip.B05 6098 p2 (TA)10 20 16351116 16351135 AGATAAGGCGTGAAGGCAAA CTTGATCCACTTCGGGACAT 109

Ai05B6099 Araip.B05 6099 p3 (GAA)5 15 16364321 16364335 TGGGGATCACCTTCTTCTTG CTCTCCCTCCTCTCCTCCAT 279

Ai05B6100 Araip.B05 6100 p2 (GA)7 14 16367427 16367440 CTCGAACACAGAGAGGGAGG TCGAAAATCACTAACCCCTTTT 140

Ai05B6101 Araip.B05 6101 p2 (AG)6 12 16367583 16367594 TTCGAATTTTTGGATGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 268

Ai05B6105 Araip.B05 6105 p2 (TA)8 16 16391483 16391498 GAAAAAGAGAAAGAAATGATGGTTG CCTTTATATTCAGGCCAATGGA 235

Ai05B6106 Araip.B05 6106 c (T)10atttaatttgtgtatcatataatacaagctaagat(TA)861 16391849 16391909 TCGTGATGGTTATGATGCAAA AAATTTCAAACTCAAAGTGTCATTTA 259

Ai05B6107 Araip.B05 6107 p3 (GAA)5 15 16394744 16394758 CTTGGAGGTGGAAGCTTTTG ACACAACCCTCTCTTCCCCT 229

Ai05B6111 Araip.B05 6111 p3 (CTT)5 15 16414758 16414772 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ai05B6115 Araip.B05 6115 p2 (AG)6 12 16431737 16431748 AGAGGGAGCTACGAAGAGGG TTCCTCTCTCGGTGACGTTC 213

Ai05B6116 Araip.B05 6116 p2 (TA)40 80 16434381 16434460 GTGGTTAGGTTCTCACCCCC CAATCACGATTCCTATCTCTCTTACA 242

Ai05B6117 Araip.B05 6117 p2 (TC)7 14 16437060 16437073 CCCGCTCTCTCTAACCCTCT CGACAGTTGCTACTGGTGGA 228

Ai05B6118 Araip.B05 6118 p3 (GAA)5 15 16439506 16439520 TTTTTGCATACGGTTCCCTC AGAAGGAAAAGCCTCCAAGG 113

Ai05B6125 Araip.B05 6125 p3 (TTC)11 33 16474573 16474605 TGTGTATTGATTGAACTCATCGG TGTGGTGTTGATGACAACGA 235

Ai05B6128 Araip.B05 6128 p2 (TA)7 14 16478066 16478079 TGTCAAATTCGCGAGTCTAAGT TTTTTGTATGCCTTTTGCCC 268

Ai05B6133 Araip.B05 6133 p3 (GAA)5 15 16483221 16483235 CATAGGTTCCCAGCCACACT AAACAGGGTCAACAACAGGC 206

Ai05B6134 Araip.B05 6134 p2 (AG)10 20 16485933 16485952 TGTGTTGAAATGCCGAGAAG AGACCAGACCCATTCCAACA 132

Ai05B6137 Araip.B05 6137 p2 (GA)6 12 16490641 16490652 CCTCTCAAATAGAAGTTTTGCCA CAACAACAAGCTTGGCTACG 269

Ai05B6139 Araip.B05 6139 p3 (AAT)5 15 16498415 16498429 TTTTGAACCAACCCCTATGC ATCCAATCCAATCCAAACCA 176

Ai05B6148 Araip.B05 6148 c (TA)7cactcaggtgtttattattatgaaaaaatttaataaaataattaaagtcaccaaacaaattataaattacaaaccaaggctaa(T)10107 16521050 16521156 TGTTTAAGTGGTTTTACTAGCTGCC CAAAGTCAATTAAAAATTAGCCTTGAT 242

Ai05B6149 Araip.B05 6149 p3 (TAT)8 24 16522169 16522192 TCCAATACACCAACTTGGCA AGCCCAAACCTGTTTCCATA 276

Ai05B6152 Araip.B05 6152 p2 (AT)6 12 16546244 16546255 TTTTGCTTTTTGGTGGTTCC AGATTCAGGCCAAACACCTG 256

Ai05B6153 Araip.B05 6153 p2 (TA)6 12 16554670 16554681 GTGGCTTTGCTAGGGATTGA AATAAGAACTGTTGCGTTTCATT 161

Ai05B6165 Araip.B05 6165 p2 (AG)6 12 16598113 16598124 CGTCGTCGAGAATCAGAACA AGAACCCTAGGGAGGAGCAG 182

Ai05B6166 Araip.B05 6166 p3 (TCA)7 21 16601474 16601494 GTCCAGTGGAGGCTGAAGTC CTCGAACTGAAAGGGTGGTT 105

Ai05B6169 Araip.B05 6169 p2 (AG)6 12 16617643 16617654 TGACGATGGGTGAGAGTCAA CCCTTTGCGAACCAAATTC 280

Ai05B6176 Araip.B05 6176 c (AT)8catattatatcgctggttatcttatatatgttaaaattatgcattatatttttcag(A)1082 16662718 16662799 ACTTCCTCAGTCGGAGGTCA CTTGACAACGCAGAGGCATA 256

Ai05B6180 Araip.B05 6180 p2 (AG)9 18 16667952 16667969 ACGGTTTTTGGCTATCAACG CAGTGTAGAGCAGTGGCAGG 163

Ai05B6181 Araip.B05 6181 p3 (CAT)5 15 16678370 16678384 GGGTCTTTTGTTCACACATTCTT TGATGTTGTTGTTGCAATTTGA 123

Ai05B6184 Araip.B05 6184 c (T)11ctttcaaaaagtataaaacaagaagaaagaaaaatttaaccatacagatatttcc(A)1076 16682216 16682291 CCTCTAGCCCAAAAGCATGA TTTTCATGCCCATAATCCACT 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6186 Araip.B05 6186 p3 (ATT)6 18 16685967 16685984 ATTATGACCACCCCGCAATA TCTGGGAGATTTAGCAACGG 266

Ai05B6188 Araip.B05 6188 p2 (CT)15 30 16694624 16694653 TCACAAGTTTGTTTATTGCTCTCA GGAACCAAAGGTGCAACAGT 239

Ai05B6189 Araip.B05 6189 p2 (TA)9 18 16696679 16696696 GCAGAGAGGTTGGATGGAGT ATAGGGATGGGGGACAAAAT 266

Ai05B6190 Araip.B05 6190 p2 (TA)6 12 16699432 16699443 AAACCACCGACTTGAAAATG TCAAGAAAGGACAAGAGTCAGAAA 251

Ai05B6194 Araip.B05 6194 p3 (TAA)9 27 16703813 16703839 TTCAACCCCTTTGAAAGCAC GTTTCGTGAACCACCAATCC 242

Ai05B6197 Araip.B05 6197 p2 (AT)9 18 16715876 16715893 TTTGCGGGGACGAGTTATAG CAAAAGAAGGTAATGATGCGTG 258

Ai05B6198 Araip.B05 6198 c (T)11cgccacttgtttcttttctc(T)1142 16730778 16730819 TCACTTGACACTTTCACGCC AAAAAGCAGTGAAAAGCTTGC 236

Ai05B6199 Araip.B05 6199 p3 (GAG)5 15 16742398 16742412 GTCGCCCAATATGGACAACT TCCTCAAGTCGTGCCTAACC 271

Ai05B6200 Araip.B05 6200 p2 (GT)7 14 16742608 16742621 GGTTAGGCACGACTTGAGGA AGGGACATTACACCCCTTCA 264

Ai05B6201 Araip.B05 6201 p2 (AG)6 12 16743355 16743366 AACGGTTTAAAATGAAAGTTGAA CGCAATGCGTGATGATAGAA 280

Ai05B6202 Araip.B05 6202 p2 (GA)6 12 16745549 16745560 TTGTTGAATCAAAATCTGCATTG CCAAAACAGAATTACGCCCA 240

Ai05B6203 Araip.B05 6203 c (T)11aatttaaaatcatgactcttgatttcatatatttgaattttc(T)1164 16749189 16749252 GGTTTTCGGTTAAATTTCGCA TGCCAAAACGTGATTTACGA 215

Ai05B6204 Araip.B05 6204 p4 (TTAG)5 20 16756402 16756421 GAGCATTGTTGGCAAGGATT CAGCGTACTCTTTGCTTCCC 209

Ai05B6205 Araip.B05 6205 p2 (TA)7 14 16761493 16761506 TGTTGCAATCAAATACTCTTCTCTTT AAAATTTGATCAGAGTCTCGTGC 274

Ai05B6207 Araip.B05 6207 p3 (ATT)6 18 16778274 16778291 TTGCAAGTTGACTTTGTCGG ACACCCTAACTCCGCAGATG 260

Ai05B6208 Araip.B05 6208 c (T)10aatgaaattttaattttttatttggc(T)1046 16791309 16791354 TTTGGTTTAACGGTTCCAGC TATTTGTCGGTTGGGTTGGT 130

Ai05B6212 Araip.B05 6212 p2 (AT)12 24 16799375 16799398 GCACATGGGTTCGAATCTAAA AGCGCACATGAAGAGTGATG 206

Ai05B6220 Araip.B05 6220 p3 (AAT)9 27 16829746 16829772 TGGCAATAATAATAACGACAATAACAA GGCTGGATACATCGACCAAG 246

Ai05B6226 Araip.B05 6226 p2 (GA)9 18 16836794 16836811 CACTCAAACGGGCTTCTCTC CGAAACCCATTGCTGTTCTT 252

Ai05B6228 Araip.B05 6228 p2 (TA)15 30 16842991 16843020 AATTATGCATGCAAGGAGGG ATGGGAGGAATTCACGTTCA 155

Ai05B6230 Araip.B05 6230 p3 (TTG)13 39 16847629 16847667 CGATGTTGGTGTTCCACTTG GACTCATGTCATCGAGCCCT 197

Ai05B6234 Araip.B05 6234 c (T)12gtatactatagctattgtatataagtgtagccttaggtctcgtttttttttctg(TA)24cagaaaaaaaaacgagacctaaggctacacttatatacaatagctatagtatac(A)13181 16855415 16855595 TCACCTGTAAAGCGTAGCCA TAAGTGTAGCCTTAGGTCTCTCG 272

Ai05B6236 Araip.B05 6236 p2 (CA)6 12 16862841 16862852 CGTTTATGGGTTCCACCATC TAGGATTGGGGTCCATTTTG 274

Ai05B6238 Araip.B05 6238 p2 (TA)10 20 16867745 16867764 TCCTGAAAGAAACAGTGCGA TGGTGCAAAGACCACTCTTG 255

Ai05B6239 Araip.B05 6239 c (A)10g(A)10 21 16872027 16872047 ACAAGAGCTTGTTGTTGCCA TTAACCATGATCACCCACCA 204

Ai05B6240 Araip.B05 6240 c* (A)10(AT)7* 23 16889017 16889039 GGTTTGGAAACATTTGGTTTG TTCACCATTTACTTTGGGGC 234

Ai05B6241 Araip.B05 6241 p3 (AAG)5 15 16898603 16898617 CTCTTAGTGGCGGATCTTCG CACAGAGGACATCGCAGAAA 151

Ai05B6242 Araip.B05 6242 p3 (AAT)6 18 16905833 16905850 TGATGTTCTCGGCAAGTGAG AATGCCTGCTATTTGGAACG 214

Ai05B6243 Araip.B05 6243 p2 (AG)6 12 16910203 16910214 TCTCCAGCGAAACAAACAGA CCGTGACAAATCCGAGAAAT 246

Ai05B6244 Araip.B05 6244 p2 (TC)8 16 16910459 16910474 ATTTCTCGGATTTGTCACGG ACCCCTCACCTCATAATGGA 152

Ai05B6250 Araip.B05 6250 p2 (AT)6 12 16926398 16926409 CGGTCCATCTGAAAATGACA ACGCAGGGCGAAGACTACTA 271

Ai05B6253 Araip.B05 6253 p3 (TGA)6 18 16935021 16935038 TATAACTGAGTCCGCCCTGG TCTGCAGCTTCCAGATTTCA 267

Ai05B6254 Araip.B05 6254 c (AC)7tcc(CACT)5ta(CT)9gttttgtttttg(T)1180 16937353 16937432 AATAATAATGGACGCGGCAG CGCTCTCAAGTCTCACCCTC 248

Ai05B6260 Araip.B05 6260 c (T)10aaaatggtaccaaatacgcagattgtgacttttcataatccaaaagt(A)1168 16956202 16956269 TTGCATGAAAATGATGGTGAA CATTTGAAAAGGAGCAGAAGC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6261 Araip.B05 6261 p3 (TCT)6 18 16956936 16956953 ACAGTTGGTTGATGTGGCAA TCTTGGACGTGCAGATGAAG 237

Ai05B6264 Araip.B05 6264 c (A)10gtacagagacttaattaaaaattttacgaaattctatggactaagtaattaaacct(TTTA)586 16967117 16967202 TTGACTTAATTTTATAGGGACCCA CCCACCACGACAGAGAGATT 257

Ai05B6269 Araip.B05 6269 p3 (CCT)5 15 16985713 16985727 CTTTCGTCATCATCGTCACC AATCGAACCACACCTCAACC 212

Ai05B6270 Araip.B05 6270 c (CTT)5tt(TCA)5 32 16986127 16986158 TTTTCGGTGTATGTGTGCTGA CCATTGTGTTTCTTCTTCTTGA 219

Ai05B6271 Araip.B05 6271 c (CTT)5tttt(TCA)5ccatcttctttttt(TCA)563 16986548 16986610 TGTGTGCTGATAAGTTCTGCAT GCAAGAAGAAACGTGAGAAGG 192

Ai05B6272 Araip.B05 6272 c (AAT)5aaaaaaatgatgataaagatgagacacgcgaaagaaaaaaggaaaaacacactgaagaaggag(A)1088 16987131 16987218 TTCTTCCTCTTCCTCCTCCC GCGAAAGCAGCATTTCTTC 279

Ai05B6274 Araip.B05 6274 c (GT)8(GA)9 34 16991619 16991652 CCATGGACCCTTCCAAGTAA ATCTTCAGTTCCAGCATGGC 278

Ai05B6275 Araip.B05 6275 c (TG)8ta(TG)7 32 16995097 16995128 CATGGCATGCATCCTTGTTA CAACACCGATGAAATGAAGC 194

Ai05B6280 Araip.B05 6280 c (A)10gggttgattcatgtatgattcaaatattcaatctcaaaacacgtgtatgtatatgatgaaaaacaaaattgaaggaagaatttctt(A)13109 17009844 17009952 GAGGCTCCAACACAATAGGC CCCTTCCGTCTTTCATTCAA 278

Ai05B6281 Araip.B05 6281 p2 (AG)6 12 17010171 17010182 GGATGAAGAAAGGGCATCAA TGTCATTTGCATGCTTGCTC 246

Ai05B6286 Araip.B05 6286 p2 (AG)10 20 17020324 17020343 CGCATTTTGACCCAGTTTTT AGGAACATTGAACATGTGATTGA 213

Ai05B6287 Araip.B05 6287 c (T)10gcc(T)11 24 17021699 17021722 TTTAGCCGCTTAGACCAGGA TTGGCTCTTGAAAGAATGATGA 264

Ai05B6293 Araip.B05 6293 p2 (AG)10 20 17033267 17033286 AATTTTTGGCGCAGAAACAC GGAACATTGAACCTGTGATTGA 199

Ai05B6294 Araip.B05 6294 p2 (AC)6 12 17044304 17044315 ATCAGTCATCCCGAATCGTC CCGTTTCCCTTCTCACTTCA 237

Ai05B6297 Araip.B05 6297 p3 (TTC)14 42 17061405 17061446 TCACGACTTCCTTGTCTGAAA AAGACGCTCCATGCGTACA 280

Ai05B6298 Araip.B05 6298 p6 (GAAGGA)6 36 17062158 17062193 TTAATGATGCCAGCAGAAAAA CGGATGAATTTTGATGAGTTGA 257

Ai05B6304 Araip.B05 6304 p3 (TCT)5 15 17065060 17065074 CAGAAACAGAATCAGAAGCAGAAA CTTTTGGTCCTCACCGTTGT 252

Ai05B6305 Araip.B05 6305 p2 (TA)6 12 17080880 17080891 TTGTCATTGGTAATTTAGCACCC TCCTATTTTGCTTACACTTTTTCC 262

Ai05B6307 Araip.B05 6307 c (T)13gagcaaatgttaatttatttttttgctgttttaaaaataaggattgatttcgaaaaagttaagttgttggtttttaccagtgtttcttaggtttttttg(TA)7126 17089360 17089485 ATGGAGAGGTGCCAAGAGAA CAACCACTCAATTTTTGCCA 259

Ai05B6308 Araip.B05 6308 p4 (ATCA)5 20 17094276 17094295 GTGTGGTACCTCATGGAGCA AAAATGGGATCCAATCTGGC 279

Ai05B6317 Araip.B05 6317 c (A)13ggagatacaattagaacaagaaagaaggaagggttgagaagttacgagtgaagaatgagcag(AGA)5aaccacccactgtgcacactgccactggcgtcgcgagaagagaaatgaaattaggggattg(GA)7165 17125554 17125718 TTCAGCATTAATTTAAAGGAGATACAA GACGTGGTGATGTCATACGC 265

Ai05B6318 Araip.B05 6318 p2 (AT)7 14 17131232 17131245 TCAACTCATATGCCTGCCAA ACTTCACGGCCTGTTTTTGT 200

Ai05B6319 Araip.B05 6319 p2 (CT)6 12 17132249 17132260 AGAGACAGAGACGCCGAAAG AAAATTCCCGTCCAACATCA 171

Ai05B6332 Araip.B05 6332 p3 (AAT)5 15 17158903 17158917 TGTGCGAACTTGCACTATCC TCCTGAAGGAAATGTTGGCT 193

Ai05B6334 Araip.B05 6334 c (A)11tattagtactatttttttatttaaatacatttttttaaaa(T)1162 17166606 17166667 TGCGCATAAACAACCAGAAG TGTGTTATAAATTCCGCACCA 277

Ai05B6335 Araip.B05 6335 p2 (TA)7 14 17170045 17170058 CGATAAGTTGGAGAGGCGAG GCTCAACTCACCGAAAGCTC 243

Ai05B6338 Araip.B05 6338 p3 (ACA)5 15 17174381 17174395 CAACCTTTGTTCCTGCGAAT ACGTTCCTTTACGGCATCAG 260

Ai05B6341 Araip.B05 6341 p3 (TTG)6 18 17179335 17179352 GGAAGGTGACTAACCCCAGA TAGGGTGCTGCTGATTTGTG 172

Ai05B6345 Araip.B05 6345 c (TAA)6ttgaatcactcaacttaatttgaataatatatcaggtagacttacactctaactattatcaatt(TAA)6100 17188752 17188851 AAAAGAGGAAAAAGAAAGAATTCAGA AATTAATGGTGGTTAGAGTTAGAGTGT 276

Ai05B6347 Araip.B05 6347 c (TAA)5(GGA)11 48 17190116 17190163 GAGGCTTGGAGTCGTCTCTG CTCTCCTTACCACGCTGGAC 232

Ai05B6353 Araip.B05 6353 p2 (AG)6 12 17211935 17211946 TCATGTAAATGTAACCGAACATCTC TGTGTGTTGCAGCTGTTTCC 174

Ai05B6360 Araip.B05 6360 p2 (GA)6 12 17239058 17239069 GAGCCGTCACCGTCACTATT CTCCAGTTGGTTCTCCCTCA 241

Ai05B6365 Araip.B05 6365 p3 (CGA)6 18 17254062 17254079 GAAGAAGCTGAAGGAAGCGA CACAATGCACACTCTGCAACT 269

Ai05B6366 Araip.B05 6366 p3 (TAA)6 18 17254538 17254555 TTTTGTCCCTCCGTCAAAAT TGCTTCTCGGTTCAGGTCTT 269
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Ai05B6368 Araip.B05 6368 p3 (TAA)7 21 17259330 17259350 GAACCGGACACGACAAAAAT GTTGTGCTCATTGGCCTTTT 277

Ai05B6370 Araip.B05 6370 p2 (AG)7 14 17264861 17264874 AAGCTGTGTTTGACACGACG TTCTCGATTCCAAACCCTTG 249

Ai05B6371 Araip.B05 6371 c (T)11agacttgggtaacttctggtgctccactgctattgtgttgagctatttgctttc(A)1378 17269711 17269788 CAGGTTGAGCCGGTATTGTT TGAACATGCAGCGTAACTCC 158

Ai05B6372 Araip.B05 6372 p2 (AT)12 24 17275550 17275573 TGCAAGATTGGAGTGTCTGG CTTCTTGAGTTTGAGTTGGCTT 272

Ai05B6373 Araip.B05 6373 c (A)10gttaaatattgctcatttcataaatgcaggctgcgtttgggctaaaagc(A)10ttgaaaaatctaaaattattaaaacgcgagctatgtttgattattttcataaac(A)10133 17276630 17276762 CCTGCATTTTGAAGCTTTCG GTCCAAATCGAAACTTGCGT 247

Ai05B6375 Araip.B05 6375 p2 (TA)7 14 17285672 17285685 TGAGGGTTTGAGGAGGAGTG TTTTTCTACCTGTGGGGACG 253

Ai05B6377 Araip.B05 6377 p2 (AC)7 14 17295056 17295069 TGCTCATGCAACAACAATCA TACCAATGGGCACTTCCTGT 190

Ai05B6380 Araip.B05 6380 p2 (TA)13 26 17297280 17297305 TAAGCAGAGGCTGTGGTCCT TCCAAATTGTAGTGGGAGCC 184

Ai05B6382 Araip.B05 6382 p2 (TA)7 14 17307982 17307995 CAATCTCGGGTCAACGAAAG AAGCTCAGCTCATTAGCTCGTAA 271

Ai05B6383 Araip.B05 6383 p2 (TC)7 14 17309125 17309138 CCAGGAATCCATCTTGGAGA TTCAAGCCCTGGCTATTCAC 235

Ai05B6388 Araip.B05 6388 p2 (AG)6 12 17347902 17347913 GTACACAAATCGGAGGGTCC TCCAAGAGAAATCGGATCGT 157

Ai05B6398 Araip.B05 6398 p5 (AAGAT)5 25 17376835 17376859 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai05B6399 Araip.B05 6399 p5 (AAGAT)5 25 17387095 17387119 GCCCAAATAGAGGAACACGA CTTTGTCACCAGAGGGTGGT 278

Ai05B6406 Araip.B05 6406 p3 (TCA)5 15 17422932 17422946 AAGCAGTTTCAGCCTCCCTT GCTTCATGGGAAGATTTGGA 268

Ai05B6408 Araip.B05 6408 p2 (TA)10 20 17443497 17443516 TAAGGCCATTCAGAAGCCAC TTATGCGCTAGCTTCGTGTG 241

Ai05B6412 Araip.B05 6412 p3 (ATT)7 21 17478690 17478710 TGCTGCTTTTTCTTGCTTCA CCATTATTTTGATGTGGTGGC 266

Ai05B6414 Araip.B05 6414 p2 (TA)9 18 17490520 17490537 CATGCTACCGAATCAGGGAT CATATGTGTGCGGACTACCG 274

Ai05B6415 Araip.B05 6415 p3 (TAA)5 15 17500450 17500464 TGATAAGATTAAACCGCCCG TGGCATAATACAGGGGATGG 230

Ai05B6419 Araip.B05 6419 p2 (GA)18 36 17504211 17504246 CAGCAACACAAAATTCCCCT TTCTCCAAATCACCCACCAT 258

Ai05B6420 Araip.B05 6420 p2 (TA)9 18 17514049 17514066 CATGCTACCGAATCAGGGAT CATATGTGTGCGGACTACCG 274

Ai05B6422 Araip.B05 6422 p3 (CTT)11 33 17524726 17524758 GAAGTCGAAAATCGGAATCG GAGTTTGAGAGCAAGGGGAA 279

Ai05B6423 Araip.B05 6423 p3 (CTT)6 18 17525055 17525072 CCCTGCTGTCCCAAAAAGT TCGTCATCCTCATCAAACCC 267

Ai05B6424 Araip.B05 6424 p3 (TGA)5 15 17525194 17525208 CGCCCCTTCTTCTTCTTCTT TCGTCATCCTCATCAAACCC 228

Ai05B6425 Araip.B05 6425 c (TGA)13(TGG)5taggtggtgggtggtggcgggt(GTG)694 17525384 17525477 GGATGACGATGGTGATGTTG CCCCAACGTAGAGGTTGAAA 279

Ai05B6427 Araip.B05 6427 c (A)10gaaataccaataataaaccaaaaaataaatggtgtcaaaaaagaaagaaaaattgcaaatattgattttgccaagaacaagaatattatgt(A)11112 17526304 17526415 ACCCAAATAAATGAAGAAGAAAAA GGTTCAAGGAAATAAGATTTGGC 200

Ai05B6432 Araip.B05 6432 p2 (TA)7 14 17537768 17537781 CTTTAAGGATCAGATCGCGG CGGATATATCTGCATAATTGAACC 269

Ai05B6436 Araip.B05 6436 p3 (TAT)7 21 17570956 17570976 TGTCATCTGCACCGATATTCA TGCTTCCATTCTGCTTCTTTT 158

Ai05B6438 Araip.B05 6438 p3 (TTC)5 15 17572719 17572733 AAATCAACCACCAAAGTCAGC TGCTGCAAAATTACTTGGAAGA 242

Ai05B6439 Araip.B05 6439 p3 (AAG)5 15 17573341 17573355 GGAGGAGGAAGAAGAGGTGG TTATTCCTAAAACGCGCCTC 138

Ai05B6440 Araip.B05 6440 p2 (TA)7 14 17579437 17579450 GTTTCCTGTGCAAGCGAAGT ACTCGACCTGCGAAGCTAAG 218

Ai05B6441 Araip.B05 6441 p2 (AC)16 32 17580791 17580822 AAAGAAGTGCTTGTCGGGAG CTTGTGCATCGTGTGCTCTT 205

Ai05B6445 Araip.B05 6445 c (A)10tatattatacatgataaatgctaatgcactccc(A)1053 17584351 17584403 TCTTGTCGTACACCGAGCTG GAGTTTAAGGAGCAATGCACTC 250

Ai05B6446 Araip.B05 6446 c (A)18ggtctgcaaatagcttttagcttctcgcannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntaaaaaaatatattataatttataaaa(AT)6ttttaatatttttattattaaaattttatcaaatatactaaaaaat(A)10176 17585329 17585504 TCGTACGCCAAACAAAATCC TCGTGTTGATACATCAATTTCTTG 277

Ai05B6449 Araip.B05 6449 c (A)13caaaaaaaactaaaaacggagggtccgttttgttttaaaagaaaaattaaaaaaaacacaaatggaaaactgagggtccgttttcag(T)11aaaaaaagaaaaaaactgtaaacggagggtccgatttcatgttaaataaat(A)10172 17588128 17588299 GACGGTCCGATTAGAGGAGA CGGACCGTTCGATTAGTTTT 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6450 Araip.B05 6450 p3 (AAT)18 54 17589456 17589509 ACATAAAAATAGGCATTGGATGA CATTCCATTTTTAAGAGTTTAGTCCA 256

Ai05B6453 Araip.B05 6453 p4 (AAAT)5 20 17592437 17592456 CCGGATACATTTCTTAAATGCC GCGTGATTGCTTTCACAAGA 128

Ai05B6454 Araip.B05 6454 p3 (CTT)6 18 17597311 17597328 CGGTTCTCTCCTTGCTAACG CGAAAGGTAGGCGTTCTCTG 201

Ai05B6455 Araip.B05 6455 c (T)10atcacaataaaaaattgtgactatagattctctatggtcataattttttatcgtg(A)1277 17600296 17600372 TCTTTCACTACAACATTTTGGGTT TCGTGACCATAGGCCTTTTT 268

Ai05B6458 Araip.B05 6458 c (T)10c(A)21 32 17605490 17605521 ATTGCGGTGAATTTGAGACC CACTTTCGGAATTGATACAGAGG 269

Ai05B6459 Araip.B05 6459 c (A)12tatttattaaactatgttaatttagtaatagagaattatctatttttaacgatagttatttgtttccaattcttccatgaatg(T)10105 17636779 17636883 GCAGTGGATGGTTTGGAAAG TGGAGATAATTGATCCCAAAAA 262

Ai05B6462 Araip.B05 6462 p2 (TA)9 18 17640323 17640340 GCTACTGAGCAGTTGCACGA TTCACTCCCGGTTGAATCAT 258

Ai05B6463 Araip.B05 6463 c (T)16gtaatttttcaatgctttaaatttgtattgctagttattaactaat(A)1072 17646546 17646617 CCTATTATGAATTGGGGAAAAA CATCCTTGGACCATGCTTGT 196

Ai05B6466 Araip.B05 6466 c (A)12gttgaatcagtgtttttcacctttttgttttcaaaaaataaaaatttgattaagagcaagttgagcataacgtgtcagcactcagcatg(AT)8117 17662369 17662485 TCCATGATGCTTATGCAAACTT GTGGTGATGACTGTCTTGGC 280

Ai05B6472 Araip.B05 6472 c (T)10cttttaagaaaaaatacttcatcatgagttaacttaaagatttaggtgtccaacactaataaatttgctatgtattaaattaaac(A)13108 17672265 17672372 AATCACCGATACCACCGTGT CAGATACATGTTTGTGTTGCACT 205

Ai05B6476 Araip.B05 6476 p4 (AAAT)5 20 17717746 17717765 TGCACCTCATCAACCTCTCA ATTATTGGGCTTGTTGCTGG 156

Ai05B6477 Araip.B05 6477 p3 (TTC)5 15 17723329 17723343 CCTCATCCCCTCCTCAAGTT AGAACGACGAGCGGTAAAGA 178

Ai05B6484 Araip.B05 6484 p3 (CTT)7 21 17748150 17748170 GCATTCTTGTTCCCTCCAAA AGCACCGAAAGCTAAAGCAG 278

Ai05B6490 Araip.B05 6490 c (TAT)22tcaaacagcataca(TAT)5taatattattattattg(TTA)6130 17760885 17761014 AAATCCTTCAATCATATTCATTACCTT TTGGACATTCAAATTATGTAAGTTTTT 271

Ai05B6493 Araip.B05 6493 c (T)16attttttttgta(T)25attaaaaa(T)10agg(T)1185 17767036 17767120 TTTTTAGCCCGAAGGACATT TGTAGCAGGCCTGTATCAAAAA 264

Ai05B6494 Araip.B05 6494 p2 (AT)7 14 17767893 17767906 TCTGTTTTGTGCATGTTTGGA TGGTCGGTTTAGGTCAGTCC 195

Ai05B6496 Araip.B05 6496 p2 (TA)6 12 17769848 17769859 AAAACTGAACCAAACCGCAC TTTTCCACCTTGGTTCTTGG 241

Ai05B6499 Araip.B05 6499 p2 (GA)21 42 17784809 17784850 AAACCAAGCCCAATGTCAAC CTGGTGTGAGCTCGAAGATG 143

Ai05B6500 Araip.B05 6500 c (GA)23gn(GA)15 78 17785350 17785427 TTTGAGGAACCCTAACCGTG CGGAGTGCTCCCTTTAGTGT 230

Ai05B6501 Araip.B05 6501 p2 (CT)12 24 17789126 17789149 TTTACCGGCTTTTTGGTGAC CTAACGAATCGGCAGGAGAG 201

Ai05B6502 Araip.B05 6502 c (T)16ctgcttgctctcttc(T)1243 17791377 17791419 AGGCCCTCCTAACCATTGAT TGTGGTGGCATTGCTTTTAC 280

Ai05B6503 Araip.B05 6503 p3 (AGA)5 15 17796467 17796481 GAGAAATCATAAATGCAACAACAAA ATGGCCAGCGAATTGTAAAG 262

Ai05B6505 Araip.B05 6505 p4 (TTTA)6 24 17810602 17810625 CCATGATGGAGAAAGGGAGA AAAATTTTTGAAAACAAGGAGCA 275

Ai05B6506 Araip.B05 6506 p6 (AAATAA)6 36 17813327 17813362 GGACCTTCACTGGCATTTTC AGCTCAGCAAGGTCCAGCTA 257

Ai05B6509 Araip.B05 6509 p3 (CAT)16 48 17854578 17854625 ATCCCATAGGTACTCCCGGT AGCACCGAATAGTGTCGAGG 247

Ai05B6510 Araip.B05 6510 p2 (TA)9 18 17854954 17854971 GACCTATGAAGCTAAGGCCG GCTGAGCATCTGGAGTTTCC 224

Ai05B6511 Araip.B05 6511 p2 (CT)11 22 17870566 17870587 TTCTTTTGCTCCTCCTGCTT GCGCAGAAGATTCTACCCAC 138

Ai05B6514 Araip.B05 6514 p2 (GA)14 28 17882548 17882575 GAGCGCTGGCATGATAGAAT AATCACCTCTCACCACCACC 239

Ai05B6517 Araip.B05 6517 p3 (CTC)7 21 17886234 17886254 CCAAGTTGGTCCAAATCCAA AATGCGAAGAAGATGGAGGA 154

Ai05B6518 Araip.B05 6518 p3 (GGA)5 15 17887044 17887058 AAAGGGGAGGATGAAGAGGA TCTTCTCCTTTTTCTTTGCGA 126

Ai05B6520 Araip.B05 6520 p3 (GAA)7 21 17897221 17897241 GAGGAGAAACACAACGACGA TCCACCTACAAGCGTTTTCA 171

Ai05B6521 Araip.B05 6521 p2 (CT)23 46 17899493 17899538 TTGAAAAGAAACACAGATAAAATTCG TTTCTTTCGAGAGGGGAGGT 258

Ai05B6523 Araip.B05 6523 p2 (TA)6 12 17903933 17903944 GGCTAGCCGGCTTAAACTCT CGCGTCATAAAGCAAAGGTT 245

Ai05B6530 Araip.B05 6530 p2 (GA)6 12 17918479 17918490 GCAGTGGTAGTCGCCAAAGT CTCTCTCCGTCTCCGTCAAC 137



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6533 Araip.B05 6533 p2 (TA)7 14 17946386 17946399 CCAAATATTGAAGGCAAAAACA ATCACGAGATTGCTCCAAGC 176

Ai05B6534 Araip.B05 6534 p3 (CAG)5 15 17947632 17947646 TAACCAGCAAAATGCACAGC CAGGGACTAGCACTGGAAGC 243

Ai05B6535 Araip.B05 6535 p2 (AC)7 14 17950225 17950238 CGAATCAGCCACACAGAAGA TAGGGCTCACTGTAATGGGG 240

Ai05B6539 Araip.B05 6539 p5 (TTGGT)5 25 17956352 17956376 ACAAACCGAACCAAACCAAA AGGTTGACATGGTAGGGGTG 170

Ai05B6544 Araip.B05 6544 p3 (TCA)5 15 17975720 17975734 TGATGCCTTCTTCTTGGAGG AGGAAGACGCAGTGTGGAGT 245

Ai05B6546 Araip.B05 6546 p5 (AAGAG)5 25 17986270 17986294 GGTGAGAATGAGTGATGGCA AAAAGGGGGTAGGTAGGGGT 148

Ai05B6547 Araip.B05 6547 p3 (TTA)8 24 17986520 17986543 TACCTACCCCCTTTTCCCTG GAAGTAGATGGGGAGGGGAG 253

Ai05B6556 Araip.B05 6556 c (A)10ggtaagccaaacatgttggaaattttttttatttaattcaaagaaaactaattatg(A)1177 18017687 18017763 AAACTTCTCCCTCTGGCCTC TCCTAAGGACCATTTGTCACC 269

Ai05B6559 Araip.B05 6559 c (GAT)5(AAT)5 30 18020384 18020413 TCGAATAAATTCCTTACATAATTCAGA AAATCACTACATTTAGCATGGTTCA 217

Ai05B6564 Araip.B05 6564 c (A)12tcacaaatcaccttcagatttgtgaccatccatacc(A)1058 18032293 18032350 TATCTCCTCCATCCCCCTCT GCTTTCAATTGGAGCATTCC 235

Ai05B6568 Araip.B05 6568 c (TTG)5ttattgttgttgttactgaccaaaaatgata(ATG)1282 18046242 18046323 TGCTGCTGCTGCTAACAAGT TGCTCTTTGAGGAAACCCAC 227

Ai05B6569 Araip.B05 6569 c (CCA)6ctaaccccat(TC)640 18046829 18046868 AAAGTTGAAAACGCTGGCAT CGGCAACGAACTCAGAAAAT 220

Ai05B6570 Araip.B05 6570 c (TTG)7ctttatatgaagaagatgataatggaggtata(GTG)568 18047508 18047575 GGCGGTGGTTATACAAAGGA ACCACCTCATTTCCTGCATC 241

Ai05B6576 Araip.B05 6576 p2 (TC)6 12 18056338 18056349 GAAAGCTTGGTGGGTTACCA CGCAGCAGAATCAGAAATGA 239

Ai05B6577 Araip.B05 6577 p3 (AAT)6 18 18058114 18058131 TCTTTAAATCATTGCAAATCCAAA TGTGACCAAGTCTTTTATGCCA 256

Ai05B6579 Araip.B05 6579 p2 (CT)6 12 18061608 18061619 CGCCTCTGAAGGTTTCAGTC ACGGAGAGAGGAAGGAGGAG 225

Ai05B6581 Araip.B05 6581 p2 (AG)8 16 18070149 18070164 TGTGTGTGAGTGAGGGAGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai05B6588 Araip.B05 6588 c (A)11ttcgcttcaatatttttgtgcttaaagaaacaaaaagagaatag(T)1065 18081374 18081438 GTTCTCTTTTCTTGCTGCCG TACCCTGTCAATGCCATCAA 238

Ai05B6590 Araip.B05 6590 p2 (AG)7 14 18092616 18092629 ACGATAATTGCCTCGAAAGC GCGGAGTTCGTTGATCTTGT 200

Ai05B6592 Araip.B05 6592 c (T)10c(T)12 23 18097681 18097703 CCGATGAATCACTCTCGGAT CAAGAAGGCGGAAGTGAAAA 114

Ai05B6593 Araip.B05 6593 p2 (TG)8 16 18098643 18098658 TCTTTGCCTCGCTCATCTTT ATGCCACTGGTATTTGGCTG 271

Ai05B6595 Araip.B05 6595 p4 (CAAA)5 20 18102512 18102531 TCCCATGTTCCTTATCTGGTG GTGGGACAAGGCTTTGTTGT 110

Ai05B6600 Araip.B05 6600 p2 (TA)7 14 18115122 18115135 TTGTGGGAGTAAGGGAGGTG CCAAAATCAGCCACCAATGT 225

Ai05B6611 Araip.B05 6611 p2 (AT)17 34 18147704 18147737 CAAAGGAGGTTACTTTAGCAGCA CATGGCACGGGTTAATACAC 273

Ai05B6613 Araip.B05 6613 p3 (ATT)9 27 18152823 18152849 TCGATTGTATTATCCTTTAAGCCA TTGAAACGAATGTGATATGAAATGTA 262

Ai05B6615 Araip.B05 6615 p2 (TC)13 26 18154636 18154661 GATTCACATTCAGGAAGAAGCC ATCCGTTGTTTCTGCTTCCA 272

Ai05B6616 Araip.B05 6616 c (GCG)5acaccagaggacgtcacatcttcaatg(GA)654 18157811 18157864 AAAGGAGCAAACGCATTGAG CTTGAATTACTCCCATGCCC 128

Ai05B6619 Araip.B05 6619 p2 (GC)6 12 18161302 18161313 CAAAGATTGGGAATGCATCA CCTGTGCAGCTCAAAAATCA 263

Ai05B6620 Araip.B05 6620 p2 (AT)7 14 18167103 18167116 TTGATTTTGGGAAAGTTGGG TCCCTTTTGATCACCACACA 248

Ai05B6621 Araip.B05 6621 c (T)10catcatcatcagca(TCT)539 18174646 18174684 TCTTCCTTTTCCTCCTCCGT AAATGTAAGTTTATCCTTTTCCAAGT 232

Ai05B6623 Araip.B05 6623 p3 (ATA)5 15 18177951 18177965 CAACGAACGGTGAGGATTTT AGCCTCAACAATTTTCCGTG 229

Ai05B6627 Araip.B05 6627 p3 (TCT)5 15 18195293 18195307 ATGGCCATGCTTGTTTCTTC GAAGGAATCGGAGTTGGTGA 186

Ai05B6628 Araip.B05 6628 p2 (AT)6 12 18201001 18201012 CGGCAAGCTTTATGATGGAT CATTAATGTCACAACATCTCTGAAAA 202

Ai05B6638 Araip.B05 6638 p2 (TC)24 48 18217663 18217710 CAAAGAAGACTCCATCCCCA GGCGGGTGTCTCATCTTAAA 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6641 Araip.B05 6641 p5 (TTATC)5 25 18229767 18229791 CAAAGACACTCCAACGCTCA CGCTCTGGGAGCAACTATTC 279

Ai05B6645 Araip.B05 6645 p2 (AG)7 14 18266830 18266843 AGATGAGGGAGAGAGTGTATTCG TTCAATTAACCACTTGACTTGTTTG 277

Ai05B6652 Araip.B05 6652 p2 (AT)8 16 18285676 18285691 GTTCGTTGTTGTTGCTGACG GAATCATGGCATGCAGAAAA 265

Ai05B6655 Araip.B05 6655 p3 (AAT)5 15 18287900 18287914 GCCTCACCTGAACGTTCTTC ACATCCATGAAATCTCCCCA 101

Ai05B6661 Araip.B05 6661 p3 (CTT)8 24 18302741 18302764 AAGATGGCAGAGAACTCCGA CTTCAACACACCATTGCGTC 258

Ai05B6665 Araip.B05 6665 c (TG)8(TATT)13 68 18326771 18326838 CCAACCTTCAAGACTCCTCG CTACCTTGTTGATGGCGGTT 223

Ai05B6670 Araip.B05 6670 p2 (AT)8 16 18336783 18336798 TGGTGCACTTTTGTGAAGTTG TCAATTCCATTGCTGGATCA 215

Ai05B6673 Araip.B05 6673 p2 (TA)6 12 18350511 18350522 TGATGTTCCCTTTCTACGGG CGCGGTATCGATGGATATTA 266

Ai05B6676 Araip.B05 6676 c (A)11ctcaaatataaaaatgtataaaaagaaaaattcataaatcttgtacataattgttttg(A)1079 18361290 18361368 GGGTCTAACTATTCAGCTGCTACC TGAGGTCCTTAACCCTCCTTC 203

Ai05B6678 Araip.B05 6678 p2 (TA)9 18 18365106 18365123 TTTTGAGCATATAACTTTATTTAGGGT AAATAGCCAAATTGGTCCCC 257

Ai05B6679 Araip.B05 6679 c (T)10atttagtttggcagaa(T)1036 18365463 18365498 GGGGACCAATTTGGCTATTT TCCGAAAAGATTAAAGTGTAACAA 280

Ai05B6680 Araip.B05 6680 p2 (TA)6 12 18373133 18373144 TGACCTTACCAATTACCATAGGTG GACATACAAGGCAAAATCCGA 186

Ai05B6681 Araip.B05 6681 p3 (ATC)5 15 18374210 18374224 GTGGTGTTGACGGTGTGAAG TTCGCAGATAGCTGGAACCT 134

Ai05B6682 Araip.B05 6682 p4 (AGAT)5 20 18374793 18374812 GGAGCTAGTAAGCAACTTTTGACA GAATGAGAGGCCTCAACCAA 162

Ai05B6683 Araip.B05 6683 c (A)11cttagcaaaacaacagagaaagaaaaatagaaaagggga(T)1060 18375479 18375538 GGGAATCACCATGGACTTTG CCAATGCAACCTTTCTCACA 239

Ai05B6688 Araip.B05 6688 c (AG)10ttcggatttttggtgagtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)693 18402108 18402200 GAGGTTCCCTTATGTGAGTAGAAGA CGAGAATATCTTCCCTCTTTTTCA 278

Ai05B6689 Araip.B05 6689 p2 (AG)11 22 18402342 18402363 CGGATTTTTGGTGAGTGAGG CCAACTTTTTGTTTGTTTCTTATCTTT 280

Ai05B6691 Araip.B05 6691 p2 (TA)12 24 18415894 18415917 TTTCAGATGCAGGACGTGAG GAAGATAACCGGTCCGAACA 272

Ai05B6692 Araip.B05 6692 p2 (AT)7 14 18416643 18416656 TCAATACAACTCAGACATTTTCAACA TCATTGAGAAATCCGAAGGC 279

Ai05B6693 Araip.B05 6693 c (A)13taaataaataaagaaacgaag(AT)646 18418091 18418136 TCATTTTTGTGTTTACAAATAAGCAA TTGCCAAATTCATCCTAAATCA 177

Ai05B6695 Araip.B05 6695 c (GA)8ttttgcggggga(G)1240 18425586 18425625 ACCTGAAATCAAGAATGGCG CCGTCTTGACTCTTGTCTGCT 111

Ai05B6700 Araip.B05 6700 p3 (TAG)11 33 18461870 18461902 GGCGAAAACAAAGCACAAGT GAGAGAATTGAAGCCGGTCA 166

Ai05B6704 Araip.B05 6704 p4 (AAAT)5 20 18472626 18472645 GAAAGAATGACGAGGAAGAGGA CGATTTGGCCGTCAATTTTA 271

Ai05B6705 Araip.B05 6705 p2 (AG)9 18 18477402 18477419 TGCTTTTTAAGTTGCTTCAGGA CGTTGTTGTTGCTGCTCAAT 189

Ai05B6706 Araip.B05 6706 p2 (AT)6 12 18480122 18480133 AAATCGCAAAATGAAAAGCG GGTTGAGGGGGAGATAGGAG 244

Ai05B6707 Araip.B05 6707 p3 (GAA)6 18 18482729 18482746 GCTATGCCAAGGGTTTTGAA TTCAAAGAATTCGGTCCAAGA 187

Ai05B6708 Araip.B05 6708 p2 (AT)21 42 18487041 18487082 CTCAACCTGCGAAGCTAAGG ATCTGGATCCTTGAAGCGAA 261

Ai05B6711 Araip.B05 6711 p3 (ACC)7 21 18504687 18504707 TTCCTGCCACTGAGACACTG TGATTTTTGGTCTGGAAGCC 227

Ai05B6712 Araip.B05 6712 c (AT)6aaaagaaagtgcggtgtgagaaggtgtacttgttacttgtgttagggaaggaaggg(AGGGA)5aggattagtgtttaggcaatgcaatacaaaagctatttggctatttgctatgtatgtatgtatgtgttggtccaagaacc(AAG)5188 18504894 18505081 TCCAACTCTGTCTTGTCGGA GGACAAAGCAAAAACAAAACTTG 263

Ai05B6713 Araip.B05 6713 p2 (CT)6 12 18505292 18505303 AGCAAGCCTCTTCCCAAAAT TGCTCCTTGGAAACAAGACA 194

Ai05B6714 Araip.B05 6714 p4 (TGTA)7 28 18505818 18505845 CATTGGTTCCTTCCATGTGTC TTGCTGTCAGCTAAAGGGGT 251

Ai05B6720 Araip.B05 6720 c (TAT)5ttaataactattttatgttcaaaatg(TTAT)561 18514826 18514886 ACCGATTCAATCCAATCCAA AAAAAGCCAACGATAACATAACAA 228

Ai05B6722 Araip.B05 6722 p2 (CT)9 18 18523561 18523578 TTTCTTATCTTTTTCAAAACCACC AGAGGCTTCGGATTTTTGGT 276

Ai05B6723 Araip.B05 6723 p2 (TC)6 12 18523732 18523743 TCTTCCCTCTTTTTCAAAATTTCTT AGAGGCTTCGGATTTTTGGT 213
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Ai05B6724 Araip.B05 6724 p3 (TTC)6 18 18525832 18525849 TCTTCTTGGCCGAATACACC CCATTAGGATGCCGACTTGT 212

Ai05B6727 Araip.B05 6727 p2 (GT)6 12 18552092 18552103 AACGCATATGGCCAACTCTT GATGCGTGAGTGTTTACCCA 268

Ai05B6728 Araip.B05 6728 p3 (TAT)9 27 18559552 18559578 GACTTGGTTTATAAAAAGAGTTGGATG CCTTGCCGCATTATATGGAT 212

Ai05B6729 Araip.B05 6729 p2 (TA)10 20 18561610 18561629 CCATGCCAAACATAACCTACAA TTGTTTTGATTAAAAATATGAGGGG 241

Ai05B6730 Araip.B05 6730 p2 (TA)8 16 18572591 18572606 TGATCGTTATAAAAACAATGCCA CAAAAAGTAAAAATATAATTATCCGCA 220

Ai05B6731 Araip.B05 6731 c* (TTC)5(TCTTCC)5*tcttcttcttcttcctcttcc(TCT)5tcg(T)1089 18573181 18573269 TGCGTTATTCAACGTTTCCT TCTCCCAATCTTCTGCTGCT 208

Ai05B6732 Araip.B05 6732 p3 (GAA)5 15 18573906 18573920 CGATGAAGAAGAACGTGCAG GGCATACAAGCGATTAAGGC 223

Ai05B6736 Araip.B05 6736 p2 (AT)7 14 18575214 18575227 TTTTTCTCTCTCACTTGTGGAATG TCAAACTGCGCTGAAAACAC 222

Ai05B6738 Araip.B05 6738 p3 (AAT)6 18 18577134 18577151 TCTTAAAAACCAACGATAACATAACAA AGAACCCACGGAAGAGGAGT 276

Ai05B6742 Araip.B05 6742 p2 (TC)6 12 18601626 18601637 GCAACAGGATACCGTAATTGTG ACCAGGTACAAAAATGTGGG 252

Ai05B6743 Araip.B05 6743 p2 (AG)12 24 18606087 18606110 CGGCATCAAAACAGTGAGAA TTGCAGAAAAGGCAGAGACA 272

Ai05B6745 Araip.B05 6745 p3 (TTA)5 15 18618267 18618281 TCTTATTCCCTGTGTATTTGAATTT TCGCAAGGCAAACATCTTC 279

Ai05B6750 Araip.B05 6750 p2 (AT)6 12 18641703 18641714 CTCGACCTACGAAGCAAAGG ACTTAGCCTGTGTGTGCGTG 179

Ai05B6751 Araip.B05 6751 p2 (TA)9 18 18644110 18644127 TTGATGATTGGGGTAAAACCA TCATGAGTGTTGCACTTTTCG 201

Ai05B6752 Araip.B05 6752 p2 (AT)10 20 18644325 18644344 ACTCGGCTCGCAAAGATAAA TTTCAGATGCAGGACGTGAG 189

Ai05B6753 Araip.B05 6753 p2 (AT)7 14 18652226 18652239 CCTCAGGCTCTACAGGAACG GCACTTTTCGTTTTACCGCT 206

Ai05B6754 Araip.B05 6754 p2 (TA)9 18 18652449 18652466 GTGAAGATAAACCGGCCAGA TTACACAGGATGTGAGGGACC 278

Ai05B6756 Araip.B05 6756 p3 (CTC)5 15 18666663 18666677 AGGAAGCTAAAGCGAGGTCC GCTTCTTCCTCTCTGGCTCA 174

Ai05B6758 Araip.B05 6758 p2 (AT)7 14 18675183 18675196 TGTGTGCCCACGTAATTAAAA ATAGGAGACTTGAACCCGCA 256

Ai05B6762 Araip.B05 6762 p3 (AAT)6 18 18686111 18686128 ACCCCAGTTATCAGATTGCG TGGTCAACTTGCCAATGAAA 264

Ai05B6765 Araip.B05 6765 p2 (GA)8 16 18700827 18700842 GCAAGCAACTACTACCATGCAA AGCCCCACTTTGTTCATCAC 165

Ai05B6767 Araip.B05 6767 p3 (TAA)15 45 18739884 18739928 TCCAAAAGGAATACACTTTTCTCT CGTCAGTTCTGTTATTAAGTGCAA 280

Ai05B6768 Araip.B05 6768 p2 (TC)7 14 18740287 18740300 TTTGATTAGACATTCAAATTTTACCA TTGTACCTAAACATGAGAGAGAGGAA 260

Ai05B6770 Araip.B05 6770 p2 (AT)10 20 18744873 18744892 TATGAGCCGGATGGCTGTAT CAACTTGAAACACGTGGTGG 170

Ai05B6771 Araip.B05 6771 p3 (AAG)6 18 18749837 18749854 CGGTCTTAGGTGCCATCAAT GCCAAACCTTAACCCCTCTC 242

Ai05B6772 Araip.B05 6772 p3 (TAT)5 15 18761894 18761908 TCACATCTCTGCCATCCTCA CAGAGTCCTTTCAGGTTCCG 214

Ai05B6775 Araip.B05 6775 c (T)11(A)10 21 18775540 18775560 CAGCGAAACAAATGATTTTCA TCGGATTTAACCCTTGAATTT 185

Ai05B6776 Araip.B05 6776 p3 (TCC)6 18 18776606 18776623 ACTTCATTCCCCCTTCCTTC GAGAACCTTCCACCTCACCA 277

Ai05B6777 Araip.B05 6777 p2 (AG)6 12 18779042 18779053 AAGATAGAGCCGGCAACAAA ACCCCTTTTTATCCCCTTCC 263

Ai05B6780 Araip.B05 6780 p3 (CCT)5 15 18781277 18781291 CCTCCAACCCTTCTTCTTCC TTCAGATTTGTTGCTGCTGG 199

Ai05B6781 Araip.B05 6781 p2 (AT)9 18 18783227 18783244 TCCTTTCAAAGCTCCAAGATG TGCATGTCCTAAATAATCATCCA 262

Ai05B6786 Araip.B05 6786 c (T)12gtggttaaagcctccaagg(T)10cctatagtccaatgttttatatagacaatttccagttgccacctcaaacc(T)11102 18791973 18792074 AGGCATGCTCTCCGATCTAA TGGTTATGACCCACAATACCAA 237

Ai05B6787 Araip.B05 6787 c (A)10taataatggattgtggaattcattataatta(T)1556 18792593 18792648 GGATTGTGGGCCAATGAGTA TTCAATTAAGAGGTTGCGGG 187

Ai05B6789 Araip.B05 6789 p3 (TCC)10 30 18796493 18796522 TCGAGGATGCTCAAGATTCA TCTTTCTGCAGTTGGTGACG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6790 Araip.B05 6790 c (GA)11aagagtggagaaaaagccaaccttggtgttgtttgaatgatcaagtctcattgttaatgttgcaattcataaagtttgagaagagag(GAA)5124 18797003 18797126 GCCGAGAATTCAAAGATGGT GTTCCACAGAACGAGGCACT 280

Ai05B6792 Araip.B05 6792 p2 (TA)7 14 18799572 18799585 CACAATGCATAAGACGGAGAAA CCAGATGCTAATGCACCAAA 220

Ai05B6798 Araip.B05 6798 c* (A)10(AC)7* 23 18806241 18806263 AAGAATGTGACCTGCAACACA TTGTTTCTCTCGGAATCGGT 128

Ai05B6801 Araip.B05 6801 c (AC)6g(CA)6 25 18812266 18812290 TGTGACCTGCAAGACATAAAAA TTGTTTCTCTCGGAATCGGT 121

Ai05B6802 Araip.B05 6802 p2 (TA)6 12 18813337 18813348 GGTAATACCTGCCCCTACCC CGCGCATAGTAAAACGTTGA 247

Ai05B6803 Araip.B05 6803 p2 (TC)7 14 18817020 18817033 AAAGCAAGGTTTGCACCATC CCGCCATCCAATTTTATGAT 200

Ai05B6809 Araip.B05 6809 c (AAG)7aggaagaggaagaagaacgtgcagc(AAG)6gtgcagtgaaaacgtgcagtaatggttgaagaaagagaaagagaaggcaagaaacgaaagaa(AAG)8aggaagatgaagaaaaacgtgcgc(AAG)5189 18839681 18839869 GGTGCAGTGAAAACATGCAG TTTTATACAAGTCTTTACAAGTGCCC 278

Ai05B6810 Araip.B05 6810 p2 (CT)9 18 18844672 18844689 CTCATCCTTCGTGGTACGGT CACACCCAGAGGAGAGAAGG 252

Ai05B6811 Araip.B05 6811 p2 (TC)6 12 18845548 18845559 GCAAAGGGAGTGGAAAATCA CAGCTTGATGGTCTTGATGC 173

Ai05B6812 Araip.B05 6812 p2 (TC)8 16 18853940 18853955 CATGTTTGGAGAAGAGGATGG CCTCCCACATTAAAACGATACC 257

Ai05B6815 Araip.B05 6815 p2 (CT)7 14 18863319 18863332 AGAAGCAGCAAAGCAGAAGC ACCGTTCAGCCTATCACCAC 274

Ai05B6818 Araip.B05 6818 p3 (TTC)12 36 18866770 18866805 CCAATTGCGTGGTGTTAATG CACGGGGAATGAATAATTGG 241

Ai05B6820 Araip.B05 6820 p3 (TTC)6 18 18875979 18875996 CACGCGCCTCATATAACGTA TGAAGAATGCGAGCAGAGAA 131

Ai05B6821 Araip.B05 6821 p3 (TTC)6 18 18876465 18876482 TCCTCCCCATCCTTCTTCTT GCAACTCCACTTAACCGAGC 157

Ai05B6828 Araip.B05 6828 p3 (ACA)5 15 18891765 18891779 CCCCATTGGCTCCCTATACT GAAGATGGACAAGGGGTGAA 263

Ai05B6834 Araip.B05 6834 p3 (TTA)20 60 18911338 18911397 AATTCCTTGTTTGACACTGGC TTTCGTTAACGGTTGGTTTG 199

Ai05B6835 Araip.B05 6835 c (A)11gaaagatccgg(A)1032 18913699 18913730 TGTTCCATTGATATCTTGGTCAAC TGTTATGCATGCTACTCGCC 279

Ai05B6838 Araip.B05 6838 p3 (TTA)5 15 18923168 18923182 CTTACGCATTTCGTTTTGGG CCTTCAGAATTGGTCATCCC 273

Ai05B6839 Araip.B05 6839 c (CAC)5tatacctccatcatcatcttcttcacata(CAG)5(CAA)677 18969257 18969333 ACCACACCACCTCTTTCACC CATCGTCGTTGACGTTGTTC 254

Ai05B6840 Araip.B05 6840 p2 (GA)7 14 18970122 18970135 TGATGGTGAAGCCCTTTTTC CTATCATCTCCTCCCCTCCC 256

Ai05B6844 Araip.B05 6844 c (A)10gaaaaagaaaaaaataagacttgacaaacaagctcacttcgttttgagtagaagggatatt(TA)683 18981677 18981759 TGGTTTTAAAGCACGGTTAGA CCATTTAACATGGTACGTGACTTC 280

Ai05B6845 Araip.B05 6845 p2 (TA)9 18 18983391 18983408 TTTCTCCTATGTGATTATTTTCGATG CCGTGTGGTGGCTTTATTTC 273

Ai05B6847 Araip.B05 6847 p2 (AT)6 12 18985038 18985049 GGCAGATAATATGTTGGTACCCT TCACAAATTTAATCGATTGATCC 223

Ai05B6855 Araip.B05 6855 p3 (AAT)8 24 19001794 19001817 GCCTCAGCCAATTGAGGATA TTCAAAGGCCTGTCACATTG 227

Ai05B6859 Araip.B05 6859 c (T)11(A)10 21 19010575 19010595 CCAGAATCTGAACCAATCCAA CAGTTAGGATAATTGAATACATGATGA 270

Ai05B6864 Araip.B05 6864 p4 (ATTA)6 24 19026570 19026593 TTTTTAGGTCATTCACAGTTTATTTTT TTCGATGACGAAAATGGAAA 257

Ai05B6871 Araip.B05 6871 p2 (TA)7 14 19047492 19047505 GTGAATGTTTGCGCTTTTGA CAGCAGATATTCGCCATGTG 228

Ai05B6875 Araip.B05 6875 p2 (TA)6 12 19058446 19058457 TTGGCAAGTTAATGAAATCAAATC TGATAAAGTTAACGTGGCATTTTT 278

Ai05B6879 Araip.B05 6879 p3 (TGC)5 15 19077230 19077244 GGAGCACTCTAGGTTGCAGG CCCACCACCTTGTCTTGTCT 226

Ai05B6881 Araip.B05 6881 p3 (GGA)5 15 19084837 19084851 TAGTCTCCCACGCCAAAAAC CATGCAACACAAACGGACTC 188

Ai05B6885 Araip.B05 6885 p2 (CT)6 12 19091270 19091281 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 275

Ai05B6886 Araip.B05 6886 p3 (TCT)7 21 19095378 19095398 ACCCACCTCACCCTCTCTCT CCTATGACTCGGAGGTGGAA 275

Ai05B6887 Araip.B05 6887 p3 (TCT)8 24 19104591 19104614 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 221

Ai05B6892 Araip.B05 6892 p2 (AT)8 16 19121249 19121264 ATTGGGTCATGGAAACTTCG TCCTTTTGGTTCCTAGCATTG 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6894 Araip.B05 6894 p3 (GAG)6 18 19129966 19129983 TAGGCTGAGAAGGAGTCCCA GAGATGGCGAAGAAGAATGC 151

Ai05B6897 Araip.B05 6897 c (AT)7agtc(T)10 28 19134746 19134773 TCCTTTGTTTATACCAAATGACGA TTGGGAGAACCTCATCTTTTTC 257

Ai05B6904 Araip.B05 6904 p2 (AT)8 16 19173843 19173858 AATACACGCAATGCACCAAA TGTGTACCGATGTTGATGCC 279

Ai05B6907 Araip.B05 6907 p2 (TA)17 34 19179340 19179373 GCTTGAGCCTGAAATTGAGC AAACCACCCCACCTCTTACC 229

Ai05B6908 Araip.B05 6908 p3 (CAT)5 15 19182477 19182491 TTCCATGTCTCCATGAGAATTT TGGTTGTGGGTAGCATATCG 238

Ai05B6911 Araip.B05 6911 p3 (AAT)14 42 19197423 19197464 CAAACTTGCACTATCCGCAA TTTTACTGCGCATATACTTCTACTCA 134

Ai05B6915 Araip.B05 6915 c (T)11cgtttttttcgtttgtttcgtc(T)1043 19205289 19205331 TTGCTTCGGGTTGAATTTTT ATCCATGCTCCACTAATGCC 168

Ai05B6916 Araip.B05 6916 c* (TGT)5(T)29* 43 19211258 19211300 AATAGAGCCATGGTGGATGC CTCACGTACCAGCCATCTCC 245

Ai05B6921 Araip.B05 6921 c (AAG)5aaaaagaagtagtac(TA)7tgtatgatatgattccaagcagaagcagaagcacatgcaataacactaacgttgaacggaa(AG)7119 19223475 19223593 GAGATCATCATCACTGCCCC GCAGCAGCAACAACAAAGAA 212

Ai05B6924 Araip.B05 6924 c (AAG)7tac(TA)7tgatatgattccaagtagaagaagcagaagcacttgcaataacactaacatgcaataacactaaggttgaacggaa(AG)6126 19227010 19227135 GAGATCATCATCACTGCCCC ACTTCCCCTCTCTCCGTTTC 262

Ai05B6928 Araip.B05 6928 p3 (ATG)16 48 19245559 19245606 TGCAACCACACAATTAGGCT GGGTTTTGAACCCTGTCCTT 226

Ai05B6930 Araip.B05 6930 p2 (AT)6 12 19252015 19252026 GCGCAACTCTCTGTCTCCTT GTCATATCGCGGAAAACACC 263

Ai05B6935 Araip.B05 6935 p3 (GAT)7 21 19267120 19267140 AAGCGAGCAACAATTCTGGT CCAAGTGATGCTGTGGCTAA 240

Ai05B6936 Araip.B05 6936 c (T)10ccctaaaaaaaaagcattgctattaaacaaatccata(TG)965 19269407 19269471 TTGCCTCTGCACTTCACTTG TTTTAATGGCATACAGCCCC 240

Ai05B6939 Araip.B05 6939 p2 (AG)6 12 19277818 19277829 CCAAAAGGGAGCACAAACAT ACCTTCCTGATTGGATGCAC 203

Ai05B6940 Araip.B05 6940 c (T)12aatttttaac(AT)838 19278156 19278193 TCATCCATGAGGTGGTCAAA ATACCATTTTGCCACAGGGA 265

Ai05B6941 Araip.B05 6941 p2 (AG)9 18 19279614 19279631 CGTTAAGAAAAGGTGTCGGG CGCATGCAAAATATCGAGAA 136

Ai05B6942 Araip.B05 6942 p2 (TC)8 16 19279807 19279822 GCCGTTACATACCGTCGTTT CGCCAACACAAATTAAAGCA 139

Ai05B6945 Araip.B05 6945 p3 (ATT)5 15 19288339 19288353 CTGTTTTCTGAGCTGCCACA TTGAAATGTCAGTTAGTGTTGTGC 190

Ai05B6946 Araip.B05 6946 p3 (TCA)5 15 19290000 19290014 TATTAGCGTGGGTTGATGGG TTCCCGGTTTGCAACTAATC 158

Ai05B6948 Araip.B05 6948 p2 (AT)7 14 19293709 19293722 AGGTTTTGCGAAAACTTGGA TCAATCCTTCATCCATCATCA 194

Ai05B6950 Araip.B05 6950 p2 (TA)8 16 19314046 19314061 GAAACAATAACAACAGTAAGAAGTGAA TTCTTGCAATAACCATTGCTTTTA 114

Ai05B6951 Araip.B05 6951 p3 (TAT)6 18 19320151 19320168 ACCACGTTTTCTGAGGGTTG TCGATTGGAGTAACACCCTACC 201

Ai05B6955 Araip.B05 6955 p2 (CT)8 16 19332590 19332605 ATATTGCTGATGGCCTTGGA AAGAGAATGTGTGTATGTGTGCG 277

Ai05B6956 Araip.B05 6956 p2 (TA)8 16 19333415 19333430 CCAACAAGACACAAATTTCCTT TCCCAGACAAGCGTGCTAT 280

Ai05B6957 Araip.B05 6957 p2 (TA)6 12 19336431 19336442 CTAATTAATCCTAAGTCAAAATCTTCG AACAAGGTATGCCACCAAGC 246

Ai05B6961 Araip.B05 6961 p2 (CT)6 12 19343050 19343061 GAAGCTGCAACATCTCCCTC AAGTCAAAAATAGCGCTCGAC 252

Ai05B6966 Araip.B05 6966 c (T)10gtgttattataatatttttttgttg(T)1045 19357284 19357328 CTCAAACCCTAGAAGCGCAC TGACCCGCTTAAAAAGAACAA 163

Ai05B6970 Araip.B05 6970 c (T)10atattcttttcttcttgttagtattttcttattattttgttgttctggttgattttatatttagaagaaaaataaaaaaagtatacggtgcaaaaaaat(A)10119 19365055 19365173 TGTTTCTTCTTCTTGTGTCCTAAAAA TCATTCTCCTCCTCTTCAAAAA 257

Ai05B6976 Araip.B05 6976 p4 (CTAA)6 24 19376008 19376031 AGATCGTGATTTCCATTGCC TGCATAAAACATGATGGCGT 178

Ai05B6977 Araip.B05 6977 p5 (TCTTT)5 25 19376852 19376876 CCGCTTCCCAGTTGTAAGAC TGTGGGAAGGTGGTAAGAGG 242

Ai05B6979 Araip.B05 6979 p2 (TC)16 32 19393306 19393337 CGAGGGACACTGCAGAAGAT GCGGTGAGGATTGTTTGTTT 273

Ai05B6981 Araip.B05 6981 p2 (CT)17 34 19404874 19404907 CCCATAAAAGTTGAAAACGCA GTCAATGTTGGGATTGGGTC 235

Ai05B6982 Araip.B05 6982 p2 (GA)8 16 19406018 19406033 TGGAGTTTTGGAAGAGGTGG ACTACCATCGTCTTTCCCCC 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B6989 Araip.B05 6989 c (TCC)5gacttcgagttcaccatctccatctcgccgcgcaaatcctccgccgcactttgccctgccgatgagctattctacaaggg(CCT)5110 19436694 19436803 ACACTTCCCTCCTCACCCTC GGGTTATGGAGACGCTTGAG 234

Ai05B6994 Araip.B05 6994 p5 (AGATA)6 30 19445035 19445064 CAGTCTCCAAACCCGGTTAC TGACGCTCAAGTCAGAATGG 247

Ai05B6995 Araip.B05 6995 p2 (AT)9 18 19471019 19471036 GACGGAATGTTATGAAATGCAA TCCAGTGAGGGTTCAAAAGC 252

Ai05B6997 Araip.B05 6997 p2 (GA)12 24 19488086 19488109 AAACGAAAGGACGGAACTCA CTTGTCTTCGTCAGTGGCAA 142

Ai05B7000 Araip.B05 7000 p2 (GA)19 38 19497781 19497818 CGACAATGTGCCGATCTATG CGACGTTTAGACAACGACGA 228

Ai05B7004 Araip.B05 7004 p2 (TC)12 24 19513422 19513445 CTGCCAAACGTGACAGCTTA ATGGCACTGATCTGAGGGAC 269

Ai05B7007 Araip.B05 7007 p2 (AT)10 20 19520633 19520652 GCAATGGGTGTCTGGAAACT TCCGCTGAATCAGAAGTGTG 277

Ai05B7008 Araip.B05 7008 p2 (AG)7 14 19521367 19521380 TCTTTCCCGATTGATTTTGC AAGCTTGTTGCTTCCATTCC 243

Ai05B7010 Araip.B05 7010 p2 (CT)12 24 19522638 19522661 GCCCTAAATTCAAAACGCAA AGAAGCTCCATTTCAGGCAA 212

Ai05B7012 Araip.B05 7012 c (TGA)6(TGG)5 33 19525035 19525067 CCTCCTCAGCGAAATTGAAG TCCCTTCATCACAGTCACCA 249

Ai05B7013 Araip.B05 7013 p2 (AC)11 22 19527294 19527315 TCACAACATGATCAACCCTCA AGGGAGGAATCAGCCAAAGT 243

Ai05B7014 Araip.B05 7014 c (AC)7gcacacacgcacacacgcacacacg(CA)1671 19535860 19535930 GTAAATCAGAGGTGGCGAGG CGTTTCTCGTGAGCGTTGTA 214

Ai05B7017 Araip.B05 7017 p2 (CT)16 32 19554135 19554166 AACGAAGAGCTCGACGAGAG CTCGGATAGATGATGGTGGG 181

Ai05B7019 Araip.B05 7019 c (TC)6tt(TC)6 26 19563716 19563741 GCGGCAAACACAAACAAACT CGCAATGGCACATCAGTATT 262

Ai05B7025 Araip.B05 7025 p2 (AG)6 12 19582196 19582207 CCAACAATCAGCTTTGGGAT TCGAAACCCAACCTCTCACT 158

Ai05B7027 Araip.B05 7027 p2 (CT)7 14 19583620 19583633 ATTCTTTAAACCCATCCCCG CAGATAAAACTGCAACGGCA 195

Ai05B7035 Araip.B05 7035 p2 (AT)6 12 19611922 19611933 TTCCTCCACTCCTCCATCAC ACTTGGGATTGCCTACCTGA 140

Ai05B7036 Araip.B05 7036 p2 (AT)8 16 19612688 19612703 CCTCACCTTCCACTGTCTCC TCCCCTTCTTTGTTCCTCCT 205

Ai05B7038 Araip.B05 7038 p3 (AGA)5 15 19619229 19619243 TTCTCTGGCCTTAGGTTCCA AATCCATTTCCCTCCCAAAC 279

Ai05B7040 Araip.B05 7040 p6 (ATTATG)5 30 19632840 19632869 TTGGGGATATGGATTGGAAG AGCAATTCCGCATTCCATTA 243

Ai05B7041 Araip.B05 7041 p2 (TA)7 14 19635519 19635532 TGTTTTTCAGATGCAGGTCG AAAATAAAAGCGCAACGCTC 252

Ai05B7042 Araip.B05 7042 p2 (TA)9 18 19644633 19644650 TTTCTATTCCCATCCAAGCG TTCAATTCCCTTCCTTGTCG 199

Ai05B7044 Araip.B05 7044 p2 (TA)6 12 19652885 19652896 TGAAACAAAAATTCTCAAGTACAAAGA TCATCACATCAGCAACAAAAGTT 276

Ai05B7047 Araip.B05 7047 p2 (AT)8 16 19664619 19664634 CCCCATCCAGATCGGTAATA ATGGGGGTGTCTCTGAATTG 149

Ai05B7048 Araip.B05 7048 p2 (AT)8 16 19664762 19664777 CAATTCAGAGACACCCCCAT TGATGGTTGTTTTCCACCCT 200

Ai05B7052 Araip.B05 7052 p2 (AT)16 32 19695419 19695450 ATGCCATGCAATGCAATCTA CCCATCTCAACTGTAAAAGTGC 200

Ai05B7055 Araip.B05 7055 p4 (TTTA)6 24 19705283 19705306 TGGAATTAAGTTTGGTGTTATCCA GCAGAGAAATCCCTGTGAGG 186

Ai05B7057 Araip.B05 7057 p2 (TC)9 18 19711483 19711500 TACACTAATTCGCCGCACAG CTTCCCTTTGGTGGCATAAA 221

Ai05B7058 Araip.B05 7058 p4 (AAAT)7 28 19712354 19712381 AAGGCTTTGAGCACCACTGT TGCTTTGCATCTTGAGCCTA 186

Ai05B7059 Araip.B05 7059 p2 (TA)10 20 19721818 19721837 CAGACATACAAAAATCATGAGGTC GGAAGCATGCTCATGTGAAA 275

Ai05B7060 Araip.B05 7060 p2 (AG)6 12 19730885 19730896 AAGGGACAATCATGAAAGCG CGCCCCAGAAATTACAGAAA 235

Ai05B7063 Araip.B05 7063 p2 (TA)6 12 19748299 19748310 TGTGCAATTGATTTGAGATTTG ACAATCCAAAAACATCCCCA 259

Ai05B7064 Araip.B05 7064 p2 (TA)6 12 19750505 19750516 TGCGGTTTTCGCTTAAACTT CTCTAAATGTGGCCCGAAAA 188

Ai05B7065 Araip.B05 7065 p3 (TTG)6 18 19757741 19757758 CCCTTCTCGTGGTGATTTGT CACAGGCAGAAGCAAAAACA 265
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Ai05B7066 Araip.B05 7066 p3 (TTA)18 54 19764075 19764128 CGCAGCTTCCTTTCTTTGAG AGTTCGACGGACAATTCGTT 272

Ai05B7068 Araip.B05 7068 p2 (AT)6 12 19767179 19767190 GGAAAGCCAAGGTAACAGCA GACGTCTGGATCTTGGGAAG 268

Ai05B7069 Araip.B05 7069 p5 (ACTTC)5 25 19776889 19776913 TGTCTTTCTCTTTCCTAAACATGG AACTCAGTTCACAATGGGCG 252

Ai05B7070 Araip.B05 7070 p3 (TTA)5 15 19779130 19779144 TGACCGAAATTGCTGTTCTG CCAGAACCTCCAAAGACTTGA 257

Ai05B7071 Araip.B05 7071 p2 (AT)8 16 19782022 19782037 GCAGTAAGCAGCTTGATCCC GTCCAAGGAGGACCCCTCT 174

Ai05B7072 Araip.B05 7072 p4 (TTAT)5 20 19782176 19782195 GGTCCTCCTTGGACCTTGAT CATAACCTTTGCGTCCACCT 228

Ai05B7074 Araip.B05 7074 p3 (GAC)5 15 19790425 19790439 GATCCTCTCCACTGGCAAAA ATTTCCACCTGAGCACATCC 248

Ai05B7076 Araip.B05 7076 p3 (AAT)13 39 19805617 19805655 TGCTGTGTTAAGGTGCCTCTC GAGAAGAGAAGTGGTTCTTGCC 275

Ai05B7078 Araip.B05 7078 p2 (TG)7 14 19808932 19808945 CGACCATTCAAATCCAATCA TCAGAGGCTGTTATTCGGCT 240

Ai05B7079 Araip.B05 7079 c (TG)8cgcgcgtgtgtgtgtgcgcgc(GT)6at(GA)1071 19809538 19809608 TGGTTGTTCTAACCCTTCGG CCCTCCATTTCTTCACCAT 124

Ai05B7080 Araip.B05 7080 p3 (AAT)5 15 19810978 19810992 TCCGATCCATCCATTTTGTT TGGGTGGATCACTTCTGTCA 182

Ai05B7082 Araip.B05 7082 c (CTT)5tttcatcatcatt(ATC)10(TTC)573 19813813 19813885 TCTTTTTCTCCCTCCTCCTCA TGAATGTAAGTTCATCATTTTCCAA 217

Ai05B7084 Araip.B05 7084 c (CTT)5ttttatcatcgtaataatctttttcttttttttcttattttatcttttcaaatttctttttgttttactcttttgacagaaat(A)11109 19814614 19814722 AACGCTTCTTCTCCCTCCTC CCAGTGTTTCTTCTTCTTCTTTGTT 171

Ai05B7086 Araip.B05 7086 p3 (TCA)6 18 19815419 19815436 TCTTCATCTTCCTCCTCCTCA TTTGCAGCATTATGTGTTTCTTC 203

Ai05B7089 Araip.B05 7089 p3 (TCT)5 15 19818630 19818644 CCTCCTCATCTTCTGCTGCT CCTCTTCTAAGCAATTTTACAGCAT 200

Ai05B7092 Araip.B05 7092 p3 (TCT)5 15 19819448 19819462 TCATCCTCATCTTTTGCTGCT TCCCCTTCCAAGTAATTTTGC 207

Ai05B7095 Araip.B05 7095 p2 (AT)13 26 19843166 19843191 GCCTTTGCAAATACAAACCAA AGGAATCCTTAGCGGAGAGC 278

Ai05B7098 Araip.B05 7098 p3 (AAG)6 18 19855958 19855975 AAAACAACCAAAAATTAAAGCAAGA TGACGTTTCTTTTTATTACGTTTCA 212

Ai05B7100 Araip.B05 7100 p2 (CT)8 16 19887338 19887353 GCATAAAGGGGCGTTTTACA GGTGAGGTAGGTGGGGTTTT 190

Ai05B7101 Araip.B05 7101 c (T)10cgccctc(T)11 28 19896902 19896929 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 232

Ai05B7102 Araip.B05 7102 p3 (AAT)6 18 19897445 19897462 GATGTCCGTGATTCCTGCTC GTCTCCCCCTCTTCTTCCAC 123

Ai05B7103 Araip.B05 7103 p2 (GA)6 12 19897791 19897802 ATGAGATGGGGGAGGGATAA TTGGTTTTCAAAATTTGTTTCA 272

Ai05B7105 Araip.B05 7105 p2 (AT)11 22 19905022 19905043 TTTTTCATTGCTAATTCCAAAATC CCATGATGGAGAAAGGGAGA 221

Ai05B7108 Araip.B05 7108 p2 (GA)8 16 19916642 19916657 TGTTCCTATGAATTGCAGCG CCTGTAATTTCAGCCACCGT 278

Ai05B7109 Araip.B05 7109 p3 (CTT)6 18 19917550 19917567 TTGTGCAACCCTGTAAACCA GCCTAATTAAACGAAACATCCAA 202

Ai05B7111 Araip.B05 7111 p2 (CT)7 14 19931952 19931965 CCGCATGACAGAAATATCCA GTGGTGATGAAGGCTTGGTT 264

Ai05B7121 Araip.B05 7121 c (A)10c(A)10 21 19947198 19947218 TCCAGTATTTGTCGCGTCTTT GAAACACGTTTCATTCTCCTCC 272

Ai05B7125 Araip.B05 7125 p2 (AT)13 26 19950509 19950534 CAACCTCCCCACACTTAAACA TGCTTTTTCTCCCATCTCAA 276

Ai05B7127 Araip.B05 7127 p3 (GTT)6 18 19962590 19962607 TATGCCACTCTCACGGGTTT CCCAGTGATGTTATCCAGCA 202

Ai05B7128 Araip.B05 7128 c (T)10actgaaaat(A)2039 19965497 19965535 GAACTGAATTTGTTTCTTGGCA TAATGGCTAAGACGGCTGCT 280

Ai05B7133 Araip.B05 7133 p3 (ATC)5 15 19967849 19967863 TTTTTCGAACAATTTTGCCC TTGGGGGTAGTTTGTGGGTA 213

Ai05B7134 Araip.B05 7134 c (A)10gaagaaag(AAAGAA)760 19969594 19969653 TCCTTGAAGCAAGAAAAAGCA AGGGAAGCAGCTCATTTGAA 250

Ai05B7135 Araip.B05 7135 p2 (GA)7 14 19973644 19973657 CACTGTTGAAATGCTAACCAAAA TGTCAGGTGGTTTATGTGGC 215

Ai05B7145 Araip.B05 7145 p2 (AT)13 26 20021216 20021241 TTTTAGAGAAGAGGCCGGGT CGTAACTGCTTGCTTGCTTG 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7148 Araip.B05 7148 p3 (AAG)6 18 20023366 20023383 TCTTCTTGTTTCCGTGCTCA TTGCGACCCAAATAGATTCC 262

Ai05B7150 Araip.B05 7150 p3 (ATT)8 24 20025694 20025717 TTCTGAACATGTGCCATAAATTG TGGCTCACTTTTCTTTGCTG 127

Ai05B7154 Araip.B05 7154 p2 (TA)6 12 20033939 20033950 TGTTGATGGACTTGGGTTCA GCTGAATCCCTTTCCTGTGA 138

Ai05B7155 Araip.B05 7155 c (GA)19gcaatgaagggtgaaattttccactggataccatccag(T)1086 20035167 20035252 CAAGGAAATGGAAGAGGCAA TGAGGCTTCTTAGGGAGTGG 258

Ai05B7156 Araip.B05 7156 p3 (CAA)5 15 20069938 20069952 CAGAAGCAACCAAAGCATCA GCAACCCTTTCCCTCTGTTT 154

Ai05B7164 Araip.B05 7164 c (T)11atatttaaatgtaataaaatagaataaaatgttgaaaaacaaaaataac(A)1070 20092026 20092095 GGAGGAGGATAAATTTTTATTTTCTGA CAGGAGTATTGTAACATCCACCA 243

Ai05B7165 Araip.B05 7165 p2 (AC)6 12 20099683 20099694 CAATGGCAGCATCAACAAAA TGAAGTCAGATCAAACCCAAA 203

Ai05B7171 Araip.B05 7171 p2 (AT)15 30 20110029 20110058 AACCCAAATCAATGAAGAACG TGCGCATTCTATGACACCAT 267

Ai05B7175 Araip.B05 7175 p3 (TAT)7 21 20119732 20119752 CTTGTTGACCGATTCAAATGTT GTTCGATTCCGACCTTCAAA 153

Ai05B7176 Araip.B05 7176 c (A)13ccccccca(C)1132 20119914 20119945 TTTGAAGGTCGGAATCGAAC TATACCTGCGAAGGGGAGG 200

Ai05B7177 Araip.B05 7177 c (T)12(A)10 22 20122096 20122117 TGTGAAAGGGAATGAACTTTCTG GCGATGCAACGAGTGATAAA 223

Ai05B7181 Araip.B05 7181 p2 (AT)10 20 20129848 20129867 TAAAACAAAAATTTGGCGGC TTGCAGCAGATGGAACACTC 194

Ai05B7186 Araip.B05 7186 p3 (GGT)5 15 20139580 20139594 CTCACAGCCTCACCTCATCA GCTCACCTGGTTGACTGGTT 227

Ai05B7188 Araip.B05 7188 p2 (AT)10 20 20151464 20151483 GCTAATCACCTTGGGGCATA CGACCACATCATTCAGGTTG 247

Ai05B7190 Araip.B05 7190 p3 (TAA)5 15 20154085 20154099 TCCTGGATACTCCATCCTGC GGAGCCCTCAGCTACCTCTT 230

Ai05B7193 Araip.B05 7193 p3 (TAT)8 24 20162348 20162371 CTCCTCAGCATCTCTCCCAC CCCCATCCTCCATAACAATG 211

Ai05B7195 Araip.B05 7195 p3 (TTA)5 15 20168886 20168900 CTTTTTGGCTGGTCACGTTT CTAATGTCGGATTCGATTCGT 230

Ai05B7197 Araip.B05 7197 p2 (TA)14 28 20179278 20179305 AATACGCTTTTGGTTATGCGA CCAGAATGTCACGCTACCAG 269

Ai05B7201 Araip.B05 7201 p2 (GA)7 14 20190982 20190995 CCAAGTGTACAATACGAAACCG ACTGAAAAACCATCAACCGC 141

Ai05B7202 Araip.B05 7202 c (ATA)5atcaacatcaaattaattgtttcattttcttaattaattagtagtagatgagtg(TA)681 20192421 20192501 CTCTGCTTGGAACAAGAGGC AAGTGCTTTCAACCGGAGTG 181

Ai05B7203 Araip.B05 7203 p3 (GAG)8 24 20195292 20195315 AATTAGGGGACTTGATGGGG TTCTTTCCTTTCCTGCCAAA 270

Ai05B7204 Araip.B05 7204 p3 (TAT)6 18 20195648 20195665 AAAACAACGAACTTGTGGTGAA TTATGCGCCAATTTCTTTCC 215

Ai05B7206 Araip.B05 7206 c (A)10catgtaaaataggaggttgtagcatctatatcagcttattttttattcaaattagattgtaatgc(A)1388 20200160 20200247 TTTCACTTGCAATTGCTTTTC TTTATGTTGTGTCTTTCATGGTCA 202

Ai05B7207 Araip.B05 7207 p2 (GA)8 16 20201207 20201222 CAGGTCAGCGATTAAGGGAG CAAAGCGTTACCATCGGATT 275

Ai05B7209 Araip.B05 7209 c (AAC)5(AAT)5 30 20207931 20207960 GGTTTAGGTCCCGGTTGAAT TAAACCATGGCATCCTCCTC 154

Ai05B7212 Araip.B05 7212 p3 (TAA)8 24 20217129 20217152 CTGCGGTTTCTTTCAAGGAG CGCTCAACAACCAAGCATAA 262

Ai05B7216 Araip.B05 7216 p3 (TTA)6 18 20235583 20235600 TGATGACTGATTTGTCTGCCA CAAGAGGATCAATGCAAAGAA 253

Ai05B7218 Araip.B05 7218 p2 (CT)6 12 20245240 20245251 TTTCTTAACTTTTTCAAAACCACC GAGAGAAGGAGGGAATTTTCG 211

Ai05B7220 Araip.B05 7220 c (GA)6aaggagatggtt(AG)942 20248969 20249010 TGACTTCACGCAGTCTTTGG CAATGTTGCGTTTTGGTCAC 223

Ai05B7221 Araip.B05 7221 c (TG)9ta(AT)24 68 20250689 20250756 AGGAGAGGTTACACAGTTTGGA TCACAAAATTACCAACACATAGCA 276

Ai05B7222 Araip.B05 7222 p2 (GA)6 12 20251755 20251766 CATACTCGCACAGCCTCAAA GTGGCTCTGGCCACACTTAT 205

Ai05B7226 Araip.B05 7226 p3 (AAT)5 15 20291307 20291321 AATGTTGGACCCTGCAAAAG AAGGCCCTTGACATGAACAC 207

Ai05B7230 Araip.B05 7230 p2 (AC)6 12 20309092 20309103 ATAGCCGACACCCCTTTTCT GTACAACCCCAGTCAGCGAT 204

Ai05B7231 Araip.B05 7231 p2 (AT)6 12 20311002 20311013 CGAACCAGACCTGTATTGGG ATCGGAGCTCCAGAATGAGA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7232 Araip.B05 7232 c (AC)8(AT)7 30 20312856 20312885 GACCCTCCGTCACAAGATGT AGTCACTGTGTACGCGCATC 134

Ai05B7235 Araip.B05 7235 p2 (AG)6 12 20325063 20325074 GGAGAATGCATCCGAACAAT GGAACATTGAACCTGTGATTGA 186

Ai05B7236 Araip.B05 7236 p2 (AG)7 14 20332001 20332014 CATCCGAACAATACACACGC CATTGAACCTGTGATTGAAGAAA 168

Ai05B7237 Araip.B05 7237 p2 (AC)9 18 20332966 20332983 GCGAGAGTTTCGCTCTTTTC TTTTGGAATGTCAATGCCCT 211

Ai05B7238 Araip.B05 7238 p2 (TA)9 18 20334174 20334191 ACACATCCAATGAGGGGTTC TAAGACCAAGGCATGCAACA 261

Ai05B7239 Araip.B05 7239 p2 (TA)12 24 20336327 20336350 GAATGCCTCTAGCTTCCCAA GTCACATCACACTCGAACGG 244

Ai05B7244 Araip.B05 7244 p3 (AAG)5 15 20393830 20393844 GCAGCAGCAGGATAACAACA AAGAAGAGGGGGAAGGGTCT 257

Ai05B7245 Araip.B05 7245 p3 (GTG)6 18 20394101 20394118 ACGTACTTTACGCCTCCCCT GGAATCGTCCCCAACTTTTT 252

Ai05B7249 Araip.B05 7249 p2 (TA)6 12 20407373 20407384 AGACGTCTGGATCTTGGGAA GAAAGCCAAGGAAACAGCAT 269

Ai05B7250 Araip.B05 7250 p2 (GA)7 14 20407866 20407879 GAGAGCGAAGGAGAATCGTG CCACTTTCGGCCACTGTATT 270

Ai05B7253 Araip.B05 7253 p3 (GTG)6 18 20412116 20412133 GAGGGAGAGGAGTACCGTGA CCATTGCCATTTGTCATCAG 176

Ai05B7254 Araip.B05 7254 p2 (AG)9 18 20412404 20412421 TATTTTTCCCCACAGTCCCA AAAGGCGAGAGGGAAAAGAC 141

Ai05B7258 Araip.B05 7258 c (A)10gaagagaggatgatatgtg(A)1039 20430556 20430594 TGGCTCTTGAAAGAATGATGG TTGGCTTCTTCTGCTTGCTT 174

Ai05B7259 Araip.B05 7259 c (T)11ctataactcctaaagaatgaagtccgcttcgggagatgattttgcg(ATA)572 20441561 20441632 CACAGTTCAAGTTCCACCCA TTGCTGACCTTTGTCTTTGTG 230

Ai05B7261 Araip.B05 7261 c (AG)8atggaaagagagagaa(AG)746 20451949 20451994 TGTGGGGTTTCTGGTTGTTT GTCCGATTTGCGTTCTTCAT 129

Ai05B7262 Araip.B05 7262 p2 (GA)15 30 20452102 20452131 TTAACAAGGGTTTTCCGTGC TGAACTGAGAGGAGACGCAA 266

Ai05B7264 Araip.B05 7264 p3 (TTC)5 15 20457499 20457513 GAGTCCGACATTGACAGGGT GTTCGAAAAACCTCCAACCA 280

Ai05B7274 Araip.B05 7274 p2 (AT)7 14 20502977 20502990 TTCATTAAAGCCAAACGTGG GAAGCCTTCTGACCGAGCTA 184

Ai05B7276 Araip.B05 7276 c (A)10tggggatactataaaaattacaaggtacttctt(A)1457 20512417 20512473 CATTCACGCAGAATTTTGGA CTGGAACCCGCACATTACTT 197

Ai05B7279 Araip.B05 7279 p3 (TTC)6 18 20524910 20524927 CGCATTCCTCCTTCTTCATC TCACAGAAAACACACGACGA 119

Ai05B7280 Araip.B05 7280 p3 (AGG)7 21 20525466 20525486 CCGAAATTATTTAATGATGGCA CCGCTTTTTAAATCACGCAT 153

Ai05B7281 Araip.B05 7281 p3 (TAA)5 15 20527378 20527392 AAAAGAATGAGAAGAAGTGAAAGAA CCCCCAACCAACGATTTATT 279

Ai05B7284 Araip.B05 7284 p2 (TA)6 12 20534351 20534362 ACGTGGCTTATGTGCTTTTG ACTCGGAGATTCCAGGGTTT 213

Ai05B7286 Araip.B05 7286 c (T)10agggtttaatatgattttggttcctaaagtataggtcgaaaatttttttcatcctcaac(T)1079 20536898 20536976 CATCGATAAGTTTGTTATTTGCG TTGGTCAAGAAGGAGAAGGG 277

Ai05B7290 Araip.B05 7290 p2 (AT)6 12 20562972 20562983 TCAGATCATTCGAACTAACGCT AAAACAAAAATCAATTCTCTCTCTTTC 251

Ai05B7293 Araip.B05 7293 p2 (CT)6 12 20583439 20583450 CTTGAATGCCATTTTCGGAT AGCTTGATGTTGGGCTGATT 263

Ai05B7294 Araip.B05 7294 p2 (CT)6 12 20584767 20584778 ATGCATGCAAGATGAGATGG TTCAGCAAACAATTCCCTCC 228

Ai05B7295 Araip.B05 7295 p2 (CT)6 12 20595632 20595643 ATGCATGCAAGATGAGATGG TTCAGCAAACAATTCCCTCC 238

Ai05B7300 Araip.B05 7300 c (A)10tcttatttgaacattagagatttgataaagaaacataattctaattaatattggctaactgtatctaaaactcaagac(T)1098 20619230 20619327 TGCTGTTCTGCTTTTGGACA CGTGAATTTTAATAATCAGCATCG 252

Ai05B7301 Araip.B05 7301 p2 (AT)6 12 20623910 20623921 TTGGACAAGTCAAGCATGGA AAAAGATCCGGTTAGCGTTTT 128

Ai05B7303 Araip.B05 7303 p2 (CT)10 20 20638283 20638302 CGCACAGCTCAACCTAATTG CACCATGTAAAAAGGGAAAAGAA 278

Ai05B7306 Araip.B05 7306 p2 (AG)6 12 20657889 20657900 CAAGAATTGGGGAGGAAACA TTCCCTCCACTGCTGCTACT 273

Ai05B7308 Araip.B05 7308 p2 (TG)6 12 20678938 20678949 TTGTTTCTATTGTGCGCCAG GGGCTGGAAGTGTGAATGAT 180

Ai05B7310 Araip.B05 7310 p3 (TTA)7 21 20695961 20695981 TCAATTGGCTGCACATTCAT TATCCACGGGGAGTCTTCAC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7311 Araip.B05 7311 p2 (GA)10 20 20697054 20697073 GAATGGGTTTGAAAGGCAAA ATCCTTGCCAATTGCATTCT 244

Ai05B7312 Araip.B05 7312 p4 (AAAT)5 20 20699234 20699253 AGAAGATGGAAACAATAGCTAATCA GCTTGTTTGGCTGCCATTAT 166

Ai05B7313 Araip.B05 7313 p3 (AGA)6 18 20701481 20701498 AAGGAAGAGATGACGGAGCA TGCAACAGTTCCACGTTCAT 261

Ai05B7314 Araip.B05 7314 p2 (AG)10 20 20702086 20702105 TTGGCCTCTCAAAAACTGCT ACGGAGACACTCTGCAACCT 142

Ai05B7317 Araip.B05 7317 c (A)11ttataacagagaattctaacaataacaaaacataactaaaattaagaaccaagaatatcaaacaataattggagaacaataaaaaattgc(A)11112 20704471 20704582 AAACGGTATAAACCTTGTCGG TTTGTTATTGATTTTTGGTTGAGA 270

Ai05B7320 Araip.B05 7320 p3 (TCC)6 18 20710540 20710557 AACAATTTTGGCATCCAAGC ATGAAGAAGAAGGAACGCGA 218

Ai05B7321 Araip.B05 7321 p3 (AAG)5 15 20711342 20711356 GTGCGCAAAAGAGAAGGAAG TGTAGCCATTCAGCATGGAA 198

Ai05B7322 Araip.B05 7322 p2 (TA)6 12 20712923 20712934 CAAATGCGATTCTCTCTCTCTTT AAAGGATTATGATACACATCCAAACA 263

Ai05B7324 Araip.B05 7324 p2 (TA)8 16 20718308 20718323 CCGAGCTTGAGCTTGGATAA TCGAGCTCACAAGCTGGAT 263

Ai05B7325 Araip.B05 7325 c (A)10tgttaaataaccaatataatttattatttttcaaaactcca(T)1162 20719323 20719384 CAAACATAAATCACGTTAACCCAA CACGGGATAAAACGAAAACC 259

Ai05B7326 Araip.B05 7326 p4 (ATTA)5 20 20719796 20719815 CCTCAACAGTCAACAGCCAA TGTTCCTCCAAGTGTCAACG 274

Ai05B7327 Araip.B05 7327 p3 (CAT)5 15 20721139 20721153 GCTTTCTTGTTTGGGAGCAG CACCTTTGTTTGGTGGGTTC 246

Ai05B7328 Araip.B05 7328 p2 (AG)6 12 20724023 20724034 CGGCTCTTGTTGTCTTTGAA GATGGCACCACAAACATGAG 228

Ai05B7329 Araip.B05 7329 c (A)12gcataaagtg(A)11caaaaaaagaag(A)1257 20725426 20725482 CAGTGTTTGTCGCGTCTTTC CACGAACATTTGAAGCACGTA 236

Ai05B7330 Araip.B05 7330 c (T)10cttctttttttgttttttttcactttatgc(T)1151 20726189 20726239 CGTCCTCGAATCTTATAGGTGG CAGTGTTTGTCGCGTCTTTC 183

Ai05B7334 Araip.B05 7334 c (A)10gaaaatgaattttgtg(A)1036 20733937 20733972 TGAAGTTGAAGGAGGTTGAAA CCTGAGTTTGCCACGAGTTT 173

Ai05B7340 Araip.B05 7340 p2 (AT)6 12 20770466 20770477 AAATTAAACTCATCAAAATCCAAACA CAACCCGTATACCCGATCAT 247

Ai05B7342 Araip.B05 7342 c (AT)9aaaatc(T)10 34 20781329 20781362 TGCTCTCTGCGTTTTGGAAT GCAACAAAGAGACACACACAAA 280

Ai05B7346 Araip.B05 7346 c (T)12ggtgttgctttgtaaattgtaacttccatcgctgttcctaacttctgc(T)1070 20791014 20791083 GCGTCACCGATTTGATTTTT TGCTAGGCAAGCCATATTCA 194

Ai05B7347 Araip.B05 7347 c (T)10caatgctaaaataaaaaaaattttattttacc(A)10tgaattagagtttaatttctgaaatac(T)1089 20791297 20791385 GGCTTGCCTAGCATCAAAAC GGGGTGGGACGAACTAAACT 264

Ai05B7348 Araip.B05 7348 p2 (AT)6 12 20791749 20791760 TTTAAAAATGGTTGTCATTGCC TTCGTCTTATTCCCGACAAA 250

Ai05B7351 Araip.B05 7351 c (CCA)5acaccaataccaacaccaacaccaccgccaccaccattgccaccgccacaaccagcagcaacag(CAC)697 20800545 20800641 CCCTCACCACTACCAACACA TGTTTGCTGTTGATGGAAGAA 180

Ai05B7354 Araip.B05 7354 p6 (TCTTCC)5 30 20806285 20806314 CCAAAGCACTACACTCACCG GGAGGAAGAGGAGTCGTTCA 111

Ai05B7355 Araip.B05 7355 c (AAG)5aggaggaagaggaagaagaatgtgcagc(AAG)558 20806944 20807001 CATCCAAAGGACACCTTATGC CTGCACAATTTCACTGCACC 276

Ai05B7361 Araip.B05 7361 p2 (TC)6 12 20839350 20839361 ATGCATCCATTCAGGGAGAG GAACATTAAACCTGGGATTCAGA 144

Ai05B7362 Araip.B05 7362 p2 (TA)8 16 20845320 20845335 TCATCATCGTCCGAATTGAA TCATCCTTTCACCACCAAAA 160

Ai05B7363 Araip.B05 7363 p2 (TC)6 12 20846194 20846205 TCAGGGAGAGCTCGCATATT AAGAACATTAAACTTGGGATCCAG 136

Ai05B7370 Araip.B05 7370 p2 (TA)6 12 20866013 20866024 TGTCCAACCTTACTGTTCACCT CGTGCATAGTACGGGTCCTT 221

Ai05B7373 Araip.B05 7373 p2 (AG)7 14 20871270 20871283 AGAATGGAGAGAGCAGCCAA GCTCAGGAGACAGATGGACC 134

Ai05B7375 Araip.B05 7375 p2 (AG)8 16 20876678 20876693 TTTTTGACCCAATTTTTGGC CCTAAGAGAGAGGAGGGAGC 146

Ai05B7377 Araip.B05 7377 p6 (TATTTT)5 30 20885339 20885368 ACCACCACCACAGAGACTCC GGCTAAAATATGAACTAAAGTGCAAC 277

Ai05B7379 Araip.B05 7379 p2 (AG)7 14 20905791 20905804 TTTTTGGGCTGTTTCTGACC GAACATTGAACCTGGAATGAAA 217

Ai05B7382 Araip.B05 7382 p2 (AT)6 12 20920324 20920335 AGCTCCGAGAATACATCAGCA TGTGAGATAATCAACCTTCCAGG 104

Ai05B7385 Araip.B05 7385 p2 (GA)6 12 20922107 20922118 GCCCTATCCTAGCCACAACA TTCTCCTTCTCCATTTTCGC 274
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Ai05B7387 Araip.B05 7387 c (TTTAT)5tttaatttcggttttc(A)1152 20929892 20929943 TTCCGAAAATCATCACCCAC CCATGATGGAGAAAGGGAGA 209

Ai05B7390 Araip.B05 7390 c (TC)6atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)1195 20940593 20940687 TTTCGAAAATTACTAACCTTTTTCA ATAGGGATCCTTTTTGCCCA 250

Ai05B7395 Araip.B05 7395 p3 (TTG)5 15 20954346 20954360 ACTTGGCCGTGAGTTTGAGT CCAGAAGCAACAATGCAGAA 192

Ai05B7397 Araip.B05 7397 p2 (AT)7 14 20959977 20959990 AAATAAGGGAGAATCCATGTGC ACGGCATCGAATGGAAATAA 275

Ai05B7398 Araip.B05 7398 p2 (AT)6 12 20963601 20963612 GAAAGCCAAGGAAACAGCAT GTCTGGATCTTGAAGCGGAG 258

Ai05B7404 Araip.B05 7404 p2 (GA)21 42 20982813 20982854 AGGTTCGTTGTCCCTGATTG AGCCTCAGATCCCTCCAAAT 256

Ai05B7408 Araip.B05 7408 p2 (AT)6 12 20999426 20999437 TTTAAACCGCAATACCGCTC ATATGGGCGCAGAAGTTACG 279

Ai05B7410 Araip.B05 7410 p2 (AT)6 12 21014164 21014175 CAAAAGTGATGGACAACTCACC AAGCCATGTTTCTTTTCCTTTT 234

Ai05B7413 Araip.B05 7413 c (T)10ctttttc(T)12 29 21030838 21030866 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 202

Ai05B7414 Araip.B05 7414 c (CT)11(AT)8 38 21038522 21038559 TTGGACCTAGCATCATTTGAA TCGGTATTGACATTTTACGCTC 251

Ai05B7416 Araip.B05 7416 p4 (ATAG)7 28 21048679 21048706 AAGTATGCCACGTCAGCTCC TTGCAATTAATTCTTTGTCCGTT 191

Ai05B7419 Araip.B05 7419 c (AC)14ataa(AC)7 46 21051786 21051831 TTAAACCGCAATACCGATCC ACCCTCGCCTTTATCTTGAG 228

Ai05B7420 Araip.B05 7420 p3 (CTG)5 15 21055659 21055673 CAAGCTCCCTCTCCCTCTCT CACAAACGCTTCCCATTTTT 140

Ai05B7421 Araip.B05 7421 c (AC)6(AT)9 30 21059362 21059391 GCTCGGACATTACGACGACT ACCCTCGCCTTTATCTTGAG 260

Ai05B7422 Araip.B05 7422 c (T)11atttataaaaaaacgacgtcttttccagcacaaaaaacc(A)1565 21061847 21061911 GGAAAGTGTGAAACAGGGGA AGGAATCGAACCGGAAAGAC 231

Ai05B7424 Araip.B05 7424 p3 (CTT)5 15 21069512 21069526 ACCAATTTGTGTTGCGTGAA TGAAGAAGGATGAGAGAAGAGGA 179

Ai05B7425 Araip.B05 7425 c* (ATA)6(A)10* 27 21073830 21073856 GACGCAGCAATTTCTTGACA TGAAATGAATCAATGAATGGATATG 201

Ai05B7427 Araip.B05 7427 p2 (AG)7 14 21075465 21075478 TGGTCCAACAATGGTGAGAG CTTTGGCTCCGTTCCTTGTA 134

Ai05B7428 Araip.B05 7428 p2 (TG)6 12 21076363 21076374 TTTGAGACGAATAAACGGGC GTAGGATTGCCATGGACGAG 228

Ai05B7434 Araip.B05 7434 p2 (CA)7 14 21088147 21088160 TCTCCCGTGCTCACACTATG GCCAGCAGAAAAGTCAAAGG 190

Ai05B7439 Araip.B05 7439 p3 (GAA)5 15 21107194 21107208 CAAATGAACCACCACGACTG TTTTCTCCTTCTTCGTGGGA 279

Ai05B7441 Araip.B05 7441 c (CAT)10(CTT)24caaccgagaactggacaaactggaca(TCT)30218 21108865 21109082 CCCCTATTTATAGATCCTAAACCCA TCTTGTCCAGTTCTCGGTTG 274

Ai05B7442 Araip.B05 7442 p4 (ATAA)5 20 21110103 21110122 CTTCCAGTTGCCAGCTTTGT AGTCCAACCTGCTGAGATTGA 259

Ai05B7443 Araip.B05 7443 p3 (CTT)10 30 21112499 21112528 GCCTCCAAATACGGTCTTCA AAGGACGAGGTGACATCCAC 213

Ai05B7444 Araip.B05 7444 p4 (ATAA)5 20 21113548 21113567 CTTCCAGTTGCCAGCTTTGT AGTCCAACCTGCTGAGATTGA 259

Ai05B7448 Araip.B05 7448 p4 (ATTT)5 20 21131144 21131163 CCAATTTGATCCGATCCGTA CATATCCGCGTATCCACAAA 266

Ai05B7450 Araip.B05 7450 p2 (AT)6 12 21135817 21135828 ATTTGTTGACCCTTTGTCGC TTCTTTTGGTTCGGTGGTTC 169

Ai05B7451 Araip.B05 7451 p2 (TA)8 16 21136615 21136630 GAGATGCACCTCGTTGAGC CTCGACCTGCGAAACTAAGG 238

Ai05B7462 Araip.B05 7462 p2 (GA)7 14 21183270 21183283 CTCTGCCGTCCTTTCTGTTC CCAAACGGGCAGAGAGATAG 254

Ai05B7464 Araip.B05 7464 c* (CTCCTT)5(CTT)6*45 21188003 21188047 CGTTTCTCATACACGCGCTA AATAAGGAAGAACGCGAGCA 148

Ai05B7466 Araip.B05 7466 c (TCG)5tcttcttcttcacgctcctcctttttctcgcg(CTCCTT)577 21198100 21198176 TGATTACACGCGCATTCTTC TGTGCATTTGGACCTGTTGT 234

Ai05B7467 Araip.B05 7467 p3 (AAG)6 18 21198746 21198763 GGAAAATTCAGCTACAACAGAGG GGTGCATTTGGACTCGTTTT 271

Ai05B7468 Araip.B05 7468 p3 (GAT)5 15 21199560 21199574 TCAGACAACATCATCAACATGG TCGAACTGGCTCATGAACTG 240

Ai05B7469 Araip.B05 7469 p2 (TA)7 14 21199834 21199847 TGAGTCGAGTTTGAGCTTGG AAGAGACTATTTGTCCCAATTAAAAA 266
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Ai05B7471 Araip.B05 7471 p3 (GAT)5 15 21206436 21206450 AATGGGATTCATGTGGAAGG CAACATAGTCCTCATCATCCGA 100

Ai05B7473 Araip.B05 7473 p2 (AT)8 16 21215271 21215286 CCGTAATCTCTGCAATTCCC TGGTATACCTGGGATCATTGC 279

Ai05B7475 Araip.B05 7475 p2 (GC)6 12 21224645 21224656 TTTCCTTCAGGTACGCGTCT AACAGAACAAAGCGCGAAGT 250

Ai05B7477 Araip.B05 7477 p3 (GAT)5 15 21231115 21231129 TTTTGGGATCAGACAACATCA ACTACCGTCCCATCCTCCTT 195

Ai05B7478 Araip.B05 7478 p3 (AAG)5 15 21231244 21231258 AAGGAGGATGGGACGGTAGT CTCCACGTCCAAGCAATTTT 139

Ai05B7479 Araip.B05 7479 p3 (ATT)5 15 21231570 21231584 TGTAAAGAATTCGCTTGTTGAGA TGAATGACACATCAGTAACACGTC 169

Ai05B7480 Araip.B05 7480 c (TA)8tttcaataggtttttaagaaattttggattattggatgttttcgtttttt(A)1177 21232381 21232457 TTGCTTAACTAGGAAGACTTTGAAC TGGATATGTACACTAAAACAAACGG 280

Ai05B7483 Araip.B05 7483 c (T)10c(T)11ggtgactaaatagaaaggaaag(A)1054 21243157 21243210 TGCGACAATTGTAAGCAACA AGCAGCTACTTCTAGTGCGGA 222

Ai05B7484 Araip.B05 7484 c (T)10cccttcctttggtaatagaaaaataaaagataaaaaaaaagaaaggaaag(A)1070 21243356 21243425 TCAAGTGAATTGTCCGCACT CCAACAATTGGATTGGAACA 228

Ai05B7489 Araip.B05 7489 p3 (TCT)5 15 21279756 21279770 TTTTAGGTCACGCGCTTTTT GGAGAATGAGGAGGAGGAGG 149

Ai05B7491 Araip.B05 7491 c (AAG)8aggaagaagaagaagcgcagggg(AGA)768 21280727 21280794 GCAAAATGTTGGTGATGACG CGCGCTTTATCTTCTTCTCCT 252

Ai05B7492 Araip.B05 7492 p2 (TA)8 16 21285217 21285232 CACTCAAATGTCACCCGTTG AACGAGATACGTGAAAACGTCA 224

Ai05B7493 Araip.B05 7493 p2 (TG)7 14 21292276 21292289 CAAGCCTATTCCTGAGCTGC TGGTTGTCTTGGAAACAGCA 266

Ai05B7494 Araip.B05 7494 p3 (AAT)7 21 21292798 21292818 GTTAGTCTTTGGCGAGCAGC TGCACATATGGCGTGAAATC 200

Ai05B7495 Araip.B05 7495 p3 (AAT)17 51 21296120 21296170 CGATACCGTTGTCTCCAGGT AATCAATGGCCCCTTTCTCT 270

Ai05B7497 Araip.B05 7497 p2 (TG)6 12 21304395 21304406 AGTGAGAGAGAGGACGTGGG GTGGTGAAAGCACCACAAGA 121

Ai05B7499 Araip.B05 7499 p2 (TA)9 18 21322352 21322369 CTACCGGTTCATCGGTTGAT ACGTTCAGCGAAAAATTGCT 220

Ai05B7500 Araip.B05 7500 p2 (TA)15 30 21329828 21329857 TGTGTTCGTTGGCTCAAAAA AGCTGCACTTTTATCCACACA 210

Ai05B7502 Araip.B05 7502 p2 (TA)19 38 21333943 21333980 ATGGGTTTATCAACCTCCCC CATGATTTAGGTTTGGCTATGC 264

Ai05B7503 Araip.B05 7503 p2 (TA)8 16 21335217 21335232 GAAGCACGAAACACACAGGA CAGAATCACAACAATCCACACA 270

Ai05B7507 Araip.B05 7507 p3 (TGA)5 15 21354605 21354619 TCCAGGGTCATCTTGTAGGC ACATCGGGATCAGACTCAGG 255

Ai05B7511 Araip.B05 7511 p2 (TA)7 14 21416051 21416064 AAAGGTGATTTCGCCAGTTG CCGCATAGCTGGTCATTGTA 170

Ai05B7514 Araip.B05 7514 p2 (AG)6 12 21430956 21430967 TTGCTTGTTTTGACTGCTTGA CACATACACTACCATCATCGCC 267

Ai05B7516 Araip.B05 7516 p3 (TTA)5 15 21440188 21440202 TTCGCAATGCAAACATCTTC TTCAAAATTACTAAATATGCCAAGTTC 198

Ai05B7522 Araip.B05 7522 c (TA)7(CA)7 28 21464304 21464331 TGTTTGAGGTACGAATTTTCTAGATG GGCATAAATTTCACTTAATTGTAGCA 159

Ai05B7524 Araip.B05 7524 p2 (AT)13 26 21470158 21470183 ATTGTAACGACCCAGTCCCA GGCTCGGAGTGTTGATTTGT 266

Ai05B7525 Araip.B05 7525 p3 (ATA)9 27 21472189 21472215 TGGCCAAGAGAAAAATAAAATGA TCAAGTCCGAGTTTTACCGA 270

Ai05B7526 Araip.B05 7526 c (A)10caagatttaaatctagccaatgagttataactcaaatggtatagtctccacatactcatttaagaggttgcgggttcgagtctcctatctttaat(A)10115 21493741 21493855 GCTTATCCCTGTTTGTGTGG GGACAAAAGTCTTCTAAATTTTCGG 221

Ai05B7528 Araip.B05 7528 p3 (ATT)26 78 21498249 21498326 CGATGATCGTAACATTCCTGA CTTTTCCGGTCAAGAGTCCA 261

Ai05B7531 Araip.B05 7531 p3 (TCC)5 15 21512525 21512539 GCGAATCACTAATAAAACTCCACA TGGTGATGATGATAACAAAAGAGAA 217

Ai05B7533 Araip.B05 7533 p3 (TTC)5 15 21516793 21516807 TCCGTTTCCTCCTCCTCTTT TCAGCAGCATCAAATGAACC 192

Ai05B7540 Araip.B05 7540 c (ATT)12atcatt(ATC)557 21546346 21546402 GATGGCGACAGACAAGTTGA AAGACAGCCATTGAGCTTGG 269

Ai05B7542 Araip.B05 7542 p2 (TA)8 16 21558491 21558506 CGAATCCTAGACAATCCCCA AACTCGGATTTTCCCAATGA 101

Ai05B7543 Araip.B05 7543 p2 (GA)8 16 21561661 21561676 CGCCTTCTTCTTCACCAAAG CGAACACCTCCAACCAGTTT 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7545 Araip.B05 7545 p2 (TA)6 12 21565224 21565235 TTGACGTATTCACCTTGACAAAA TGGAAAAATGAATGGAAACCA 205

Ai05B7546 Araip.B05 7546 p3 (TTA)5 15 21565409 21565423 TGGTTTCCATTCATTTTTCCA CACAAACCCCTTCTCCAGTT 124

Ai05B7547 Araip.B05 7547 p3 (ATT)6 18 21576098 21576115 GGTACCGTGTTGAAAATGGG GGAATGTCTTTGGTGGGAAA 272

Ai05B7549 Araip.B05 7549 p2 (AC)6 12 21577162 21577173 TTGATGTGTTCTGTGAATGACG TCCTGAGTGTTGGGTGTGTG 264

Ai05B7554 Araip.B05 7554 p3 (ATG)6 18 21590120 21590137 TTATTTGCTGAGCCATGGAA CCGACCACATATGGTTTCAA 237

Ai05B7555 Araip.B05 7555 p3 (AAC)5 15 21590294 21590308 TTGAAACCATATGTGGTCGG TGACAGAGTTCAATGGCGTC 110

Ai05B7556 Araip.B05 7556 p2 (AT)6 12 21595621 21595632 ATGGTGATGAGACCTCCACC TGTGTAGCATCAAATTTATACTTTTCC 100

Ai05B7560 Araip.B05 7560 p3 (TCA)6 18 21615075 21615092 CGCTCTTGTTGACTTGTGGA GGACCAACAAGAACTGAAAAGG 191

Ai05B7564 Araip.B05 7564 p4 (TTTA)6 24 21633113 21633136 CCATGATGGAGAAAGGGAGA TCTCCCTCATCAAATTTTTCG 144

Ai05B7566 Araip.B05 7566 p3 (TGG)5 15 21637035 21637049 GATGGTTTGTCGACGAGGAT ACAGGGTTTGTCAAATTCGC 258

Ai05B7569 Araip.B05 7569 c (T)10ctctctctccttattttttgtgaaaaaacatggcttaattttatatattggtctaatatttcattagaaacatgtgtgcagtggctactgccaattc(T)10117 21654731 21654847 CCACTTGAAAGCTTAATTCTCG TTCATCTGCTTGGCTTGTTG 267

Ai05B7571 Araip.B05 7571 p3 (TAT)8 24 21655933 21655956 TAACAGAGGTTATTGCCGCC TCCTGCAAGACAAACAAATCC 267

Ai05B7573 Araip.B05 7573 p3 (GAA)6 18 21659557 21659574 CCCTAGTGAAGGTGGGGTTT CTGCATCTCACCCGTCTTCT 172

Ai05B7575 Araip.B05 7575 p3 (GAA)6 18 21666756 21666773 CCCTAATGAAGGTGGGGTTT CTGCATCTCACCCGTCTTCT 172

Ai05B7582 Araip.B05 7582 p2 (TA)6 12 21682555 21682566 AAAGGCATAAACACGCCAAC AAAAATTGGTGCAAAGACTCAA 275

Ai05B7584 Araip.B05 7584 c (T)12ctatggtgactaacaaatctttcttgttaattaatttttggagg(A)1066 21684153 21684218 GGCATGAGGTAGGGAGTGAA ACTAGCTGGCTACCAATGGC 231

Ai05B7586 Araip.B05 7586 c (AC)11(TC)6 34 21686067 21686100 GCCGGTAAATTCAACGGTAA GGTGGAGGCTACCACAGAAA 272

Ai05B7587 Araip.B05 7587 p2 (AT)6 12 21697004 21697015 AGTCTCCAGCATGCCTCAGT GCCGGATGGCTAGATTATGA 274

Ai05B7588 Araip.B05 7588 p3 (AAT)5 15 21703217 21703231 TCTTATCCTTGCTCCTGCTCA TTCGAAAATTATCCCTCCCC 231

Ai05B7589 Araip.B05 7589 c (T)10ggatttttttcgaaaattatatg(A)1144 21703798 21703841 TCGAAAAATGCAAGATGCAC GAAAGCTTGGCTGGCTAGTG 251

Ai05B7593 Araip.B05 7593 p2 (AT)6 12 21724934 21724945 CCCCCAATTCATTTGACACT TCGGAATGAATGCAGCAGTA 159

Ai05B7597 Araip.B05 7597 p3 (CTT)5 15 21729741 21729755 GAATTTTCGGTGTATATGTGCTGA TGTAAATTCATCCCCTTCCAA 261

Ai05B7599 Araip.B05 7599 p3 (AAG)7 21 21730751 21730771 CACGCAAAGAAAAAGGAGGA TAACCTTCGCCACCAAAGAC 274

Ai05B7600 Araip.B05 7600 p3 (TTA)9 27 21731417 21731443 TTTGTGGCATGAATTATATGAGA CACCAAAAGATAAGCAAAACTGC 196

Ai05B7602 Araip.B05 7602 p3 (TAA)14 42 21733723 21733764 TTCACCAAAAGATGAACAAAACT ACGGCATGAATGATATGAGAG 214

Ai05B7605 Araip.B05 7605 p2 (AG)8 16 21741636 21741651 AAGGTGCTTCAGGATCCAAAT GCCGCTGTCATTCCACTACT 225

Ai05B7609 Araip.B05 7609 p2 (TA)7 14 21749929 21749942 TGCACCAATTCGGTACTAATTTC TGACAACCACATGCAATCAA 188

Ai05B7610 Araip.B05 7610 c (TG)13t(TG)19 65 21758642 21758706 TCTTCGCAGATCAAGACTGG TAACAAAACGACAAGCGCAC 183

Ai05B7612 Araip.B05 7612 p2 (TA)7 14 21764500 21764513 CCTCAAGCTGCATTGAACTTT GGGTAAGAGTTTCTCCCCTTC 280

Ai05B7614 Araip.B05 7614 p3 (TTC)5 15 21788902 21788916 CCTCTGTCTACGGATCCACC CCATTGGAGAGGGTTAGCAA 220

Ai05B7618 Araip.B05 7618 p2 (GA)6 12 21822140 21822151 CAGAGAGGGAGAGAGGATTCG TCTCTCTCCAATTTTTGAAAATCAC 260

Ai05B7620 Araip.B05 7620 p2 (TA)10 20 21843464 21843483 ACATGTCGGGGCTTGATAAT CGAGGGCCAAATTACACAAT 255

Ai05B7623 Araip.B05 7623 c* (T)10(TG)6* 21 21859415 21859435 AATGGATCACAGGCCAATTT TCTGTTTTGGGTCTTTTGGC 192

Ai05B7626 Araip.B05 7626 p3 (TCA)5 15 21874082 21874096 GGGAGAGATAAAGCCCCAAA GAATGGGAGGATGGATGATG 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7627 Araip.B05 7627 p3 (GCA)5 15 21875110 21875124 CAACGAACTTCGACAGCGTA AGGAGGCACCGTGTGTTATC 233

Ai05B7628 Araip.B05 7628 p3 (TGT)5 15 21879074 21879088 CGATCATTCTGAGGTTCTTCC TTTCTCCAAAAGCTCAAACAAA 271

Ai05B7631 Araip.B05 7631 c* (AT)6(T)10* 21 21910524 21910544 CCATGATGGAGAAAGGGAGA TTTTTGATTGCTAATTTCCAAAATC 197

Ai05B7633 Araip.B05 7633 p2 (CT)6 12 21914681 21914692 TGCTGTGGTGGATTCTCTTG AAGATCGACGAAGGCAGAAA 259

Ai05B7635 Araip.B05 7635 p3 (TTA)5 15 21916386 21916400 GCGATGACCCATTTTCTGTT ATTCATTCCCTTCCCATCCT 196

Ai05B7636 Araip.B05 7636 p2 (TC)9 18 21916525 21916542 AGGATGGGAAGGGAATGAAT CCATTCCCGGCATTTAATTT 121

Ai05B7637 Araip.B05 7637 p2 (GA)7 14 21918119 21918132 TGTCTTGAAATTCCTAGCCAAA CCGAAACATCCCTAACAGAATC 278

Ai05B7638 Araip.B05 7638 p2 (AT)6 12 21919631 21919642 ACCGACAGCTAATGTTTGGA GATGACGATGACGGTGACTTT 276

Ai05B7639 Araip.B05 7639 p2 (AT)7 14 21920582 21920595 TTTGCCCTTTTTCCAAACAT TGACCTCTTGCGGGTACATT 250

Ai05B7640 Araip.B05 7640 p2 (TA)6 12 21929206 21929217 TTCATATGCAGGACGTGAGG AAGCTCCAGACTCAACCTGC 266

Ai05B7641 Araip.B05 7641 p2 (TG)8 16 21929535 21929550 GAGTGCAATGCGACTTTTGA GGCCTAATCAATTGTGCCAG 247

Ai05B7642 Araip.B05 7642 p2 (TC)9 18 21932594 21932611 GAGTTTGAGGGGCGATGATA CGAGAAATTGGGTGGTTACAA 264

Ai05B7643 Araip.B05 7643 c (CCT)8(TCT)5 39 21934320 21934358 ATATATTATTCGTGTGTGTAGTTTGGA GCTGAGTGCCCAACTAAAGG 110

Ai05B7645 Araip.B05 7645 p3 (TAT)5 15 21935112 21935126 AGCAGGATGTGGCTGAAAAT GCAAAATCTGAGTAATGCGG 198

Ai05B7649 Araip.B05 7649 c (ACA)6aagccttgtcccactaagtggggtcggctacatgaatcaaaatcaaattattgtttgatgtccaaatcgggtcgaacacgcgtcatagtacccatggc(T)10126 21962133 21962258 GCCCATCTTACAGTCTTTTATTTTC GTTCAAGCCATGGGTCAAGT 263

Ai05B7651 Araip.B05 7651 p3 (AGG)5 15 21975136 21975150 CGCTGGCTTTTGAGGTCTTA CAGGAGGCAAAGAGAAATGC 226

Ai05B7653 Araip.B05 7653 p2 (TA)6 12 21980484 21980495 CCTCTCTGCCCCCTTAATTC TGTCCACAATCCAAGTTCCA 247

Ai05B7660 Araip.B05 7660 p3 (TTA)5 15 21996642 21996656 GAAGGAGGTGACGAACAAGC GCTGCATGAAAGCAAATCAA 279

Ai05B7662 Araip.B05 7662 p3 (TTC)5 15 22002097 22002111 GCGCACGTAGGTTCTTCTTC TCAGGTAAACCGAAACAGCC 274

Ai05B7663 Araip.B05 7663 p3 (GAA)5 15 22003078 22003092 GTTCAGTGGAGTTGGCCATT TTTTAGGTCACGCGCTTCTT 278

Ai05B7667 Araip.B05 7667 p3 (GGT)7 21 22010178 22010198 TCTGGTTGAGCTGTGTTTGC CCACCACAACCAGCATCTTT 244

Ai05B7671 Araip.B05 7671 p3 (ACA)6 18 22039812 22039829 TCGTTCCTTCAAAGGCAGAT CTTAAAATCAGCCGGCTCTG 251

Ai05B7672 Araip.B05 7672 p3 (CAA)5 15 22044822 22044836 AGGTCCAAGCATGGTGGTAG ATTTTGTTGTTGGTTTGCTGT 275

Ai05B7677 Araip.B05 7677 p2 (AG)6 12 22068031 22068042 GAGGGAGGAAGGAAGGTGAC TGGAAGTTCTGCTCGCTTCT 250

Ai05B7681 Araip.B05 7681 p2 (CT)7 14 22080384 22080397 AGTGGGATTGATTGGGAGTG ATGGACCCACATTGGACCTA 145

Ai05B7682 Araip.B05 7682 p3 (TCC)14 42 22083181 22083222 GCGTGCACTCTTCTTCATCC ACAATCAAGTTGCGAGGAGG 167

Ai05B7683 Araip.B05 7683 p2 (TC)19 38 22086196 22086233 GCAGGTGCATGATAGAGTAATGG TGGTGAAATAGAGAACAAGAAGAAGA 274

Ai05B7690 Araip.B05 7690 c (A)11ttaatttaattatgacttattctattattttgaattatctatcagaaactatattgatagttacagtctaaatta(ATT)17137 22107229 22107365 TGAAGACTTTTCCTTCTCCCA TGTTCTCTGCTCTCCTGTGG 239

Ai05B7691 Araip.B05 7691 p3 (ATA)16 48 22109434 22109481 AGTGAAGTGACGCAGTGGTG TGGCAAGAATGAGAGTTTGC 279

Ai05B7692 Araip.B05 7692 p2 (TA)8 16 22110906 22110921 CAGGAAAAGCCAATTTGGAA TGGACATGGACTTTTTGGTG 142

Ai05B7693 Araip.B05 7693 p2 (AT)11 22 22117312 22117333 TTGATTGGTTGATGCCAAGA TGGTGGGGGCTGATAGTAAC 279

Ai05B7698 Araip.B05 7698 p2 (AT)6 12 22152806 22152817 GACTGGTTACCTTCGCAAGC GGGGTAATTCAAAACCGGTAA 155

Ai05B7702 Araip.B05 7702 p2 (TC)8 16 22159721 22159736 AAGCATTTTTGTCACGTGCTT TGGTCTGTACACTTAGCCAAACA 255

Ai05B7705 Araip.B05 7705 p3 (AGA)5 15 22165974 22165988 GAGGTCGATGGAGAGGAAGA TGTCATGCCTACCTGAAACAA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7709 Araip.B05 7709 p2 (GT)6 12 22176415 22176426 CTCCATTGCTTGTTTGGTTG GGTTCTAAGTTGCGCATGGT 154

Ai05B7712 Araip.B05 7712 c (T)10ctttctatattta(T)1033 22195678 22195710 AGGCCCTCCTATCCACTGAT TCAAGCAAGAAAAAGCAGCA 162

Ai05B7714 Araip.B05 7714 p2 (TA)12 24 22224813 22224836 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 279

Ai05B7720 Araip.B05 7720 p2 (GA)6 12 22279916 22279927 GGCAGAGAAGGAGGAAGGAT TTCACGTTCTGTTCATCCCA 228

Ai05B7722 Araip.B05 7722 p3 (ATA)7 21 22284031 22284051 AATATCATGCTAGCGGGTGG CTGCTCCTGTAAGACCCCAG 266

Ai05B7723 Araip.B05 7723 p3 (ATA)5 15 22284902 22284916 GCCTGGTACAAGACAATTGAAA ATGTCTGCAGAAGATCACATTATTA 280

Ai05B7724 Araip.B05 7724 p3 (TCC)6 18 22286232 22286249 ACGTGCCCGTAAAATCATGT TCCTCCTCCTCATCTTCTGC 278

Ai05B7725 Araip.B05 7725 c (AAG)19(ATG)10 87 22287235 22287321 TTCATCACTTTCCAAGTAATTTTG CCTCCTCATCTTCTGCTGCT 279

Ai05B7726 Araip.B05 7726 c (AGG)7tggtggtggtgttggtgacgacgataacgaaagaaaaaaataacgaaaaagaagaagaacgtgcagc(AAG)5103 22287794 22287896 GGAAGAAAAGGAAGGACGAGA GCACGCGTTCTTCTTCGTA 188

Ai05B7727 Araip.B05 7727 p2 (TA)6 12 22288066 22288077 AGAACGCGTGCACGTAAATA TCATGCATGCACCTTTTGTT 208

Ai05B7729 Araip.B05 7729 p6 (GAAAAA)6 36 22288888 22288923 AAGGACACATGCACCTTAGTCA TCACATTCTCTCTCGGCCTT 271

Ai05B7731 Araip.B05 7731 p3 (ATA)6 18 22291144 22291161 TTGGAGGGGAATCTTGGTAG GGGACCTTGTTGACCAGAAA 213

Ai05B7732 Araip.B05 7732 p2 (AT)6 12 22292197 22292208 TGAGTGAATGCAGAATGCCT TGCAAGAAGAAGGGCTGAAT 146

Ai05B7733 Araip.B05 7733 p2 (AG)9 18 22294770 22294787 GCCAGCCTAAAAGAAGCAGA TGATTGACGACGATCTCAGG 264

Ai05B7734 Araip.B05 7734 p2 (AT)6 12 22296904 22296915 AACTTTAAACCGCAACACCG TTGTTGTTGTGATGCCCTGT 241

Ai05B7735 Araip.B05 7735 p2 (AG)6 12 22307848 22307859 AGGAAGGGAGAGCTGAGAGG CTCGCGTACGCTCTTTTCTC 260

Ai05B7736 Araip.B05 7736 p2 (AT)10 20 22313365 22313384 GAAGCAGCCTTCAGGACAAC TGGACCTTACCTTGATTGGG 174

Ai05B7738 Araip.B05 7738 p2 (TA)9 18 22318779 22318796 GCCAGCAAAGGAGATTCTTG AAGCCTCTAGGAGGCACACA 233

Ai05B7739 Araip.B05 7739 p3 (GTT)5 15 22320504 22320518 ACGAGGATTGTTGGCTTGAG GACCACTGACCCTGGCTTTA 266

Ai05B7740 Araip.B05 7740 p2 (TA)6 12 22332818 22332829 TTGTGTTTTTGTCGCTCTCG TTTTTAGCGTGGTGGCAATA 189

Ai05B7741 Araip.B05 7741 p2 (AT)10 20 22340366 22340385 TTTCAGGTCAAGGCAAATGA CATTTGGAAATTTGAATTGTTG 253

Ai05B7749 Araip.B05 7749 p3 (TAA)6 18 22426642 22426659 TCCTGTCTCGATTTACATGCC CACACTTTCACCCAACCCTT 173

Ai05B7750 Araip.B05 7750 p3 (ATT)5 15 22439387 22439401 GACAAGTTTTCCGTGCATCA AACAAAGTTAACAACCAACACAAAA 259

Ai05B7753 Araip.B05 7753 c (GGA)7agtagtggtgtagtggtggtgacgacaaaggtaacgaaagagaaagatgagg(A)10ggagaagacgaagaagtagcaacatcagtg(GGA)5128 22447958 22448085 ATCCGTCTTATTGTCCGTGC CCTCATTCTTCTTCGCGTTC 203

Ai05B7754 Araip.B05 7754 p2 (AC)6 12 22450195 22450206 AAGCCTCTTTGGACGACTCA ATGGACACCACTTTGCATGA 123

Ai05B7756 Araip.B05 7756 p3 (GAA)5 15 22454674 22454688 TCCACCAGCTTCAGATACCC TGTTGCTTCCAGAGAGCCTT 182

Ai05B7758 Araip.B05 7758 p3 (TTA)6 18 22455562 22455579 GCTGTAGCAAAGCTGGAAGG ATTATTTTCGGGAAGGGGTG 170

Ai05B7760 Araip.B05 7760 p3 (TAT)5 15 22459973 22459987 AAATGGGGTATTTTGTCCCC TTGGGTTGGTTTGATTTTGG 268

Ai05B7765 Araip.B05 7765 p2 (CA)6 12 22477036 22477047 CAAAATTTTTCCGAAGCAGG GCAGAGAGGTTGGATGGAGT 239

Ai05B7768 Araip.B05 7768 p3 (GTT)5 15 22485331 22485345 TTACTAGGAATTAGGAATTTGGGA TTGTCTCTGTCATTTGGGTGA 242

Ai05B7771 Araip.B05 7771 p2 (AG)15 30 22492790 22492819 CCCTCTGTCTGTCATTGCTG CCCAAAACGGGTTAATTTCA 278

Ai05B7774 Araip.B05 7774 p2 (GA)9 18 22509645 22509662 TTTCTCCTCTTCCTCCTCGTC CAGTTCGAAAACAAGCACACA 268

Ai05B7778 Araip.B05 7778 p3 (AAT)11 33 22519325 22519357 ATTGTCTTTTGGGGCAACAC GTTGGCCGTCCTGTTTTAGA 219

Ai05B7782 Araip.B05 7782 c (A)14gatacctataattcata(ATT)546 22524089 22524134 TGAAATTTGATTCTTCGGAAA CGTTGGACATGATTCATCTTTTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7786 Araip.B05 7786 p3 (ACC)5 15 22529852 22529866 TCTTCTCTCCCTTTCCACCA GCGGGAGTGTTGATTTTGTT 236

Ai05B7788 Araip.B05 7788 p3 (ATT)40 120 22532522 22532641 CAGCAGCAACTCCTGTTTTG ACATTTTAATTCCAGAAAATATTGAAG 273

Ai05B7790 Araip.B05 7790 p2 (TA)12 24 22539663 22539686 TTGAGGGGGAATGTTATGGA TTGAAATGTGAAAGGGAATGG 160

Ai05B7791 Araip.B05 7791 c (ATC)14atta(TCT)1179 22543519 22543597 TGAACCCCAAAATAAAACTGC GAATTGGGCAGAGGTGACAT 169

Ai05B7792 Araip.B05 7792 p3 (GAG)5 15 22552822 22552836 TGATGAGGAACAGCAGCATC CCTCCTCCATGCTAGCTCAC 192

Ai05B7793 Araip.B05 7793 p3 (ATT)5 15 22555393 22555407 CGATAAGCTCCTCCAGTGCT TCCACTCCCAGAACTCATCA 270

Ai05B7794 Araip.B05 7794 p3 (ATT)5 15 22555610 22555624 TGATGAGTTCTGGGAGTGGA TTCAGAATTAGAACAATAACACAAAAA 190

Ai05B7797 Araip.B05 7797 p2 (GA)7 14 22579450 22579463 AGAATAAGTGGAGAAATGAGAGAGA CAAGGATCGGGTTGAGTGTT 211

Ai05B7799 Araip.B05 7799 p2 (TG)6 12 22581471 22581482 TCATGAGGAACACTGCTGGT GCCCCCTTAAGCTCCTTAGA 226

Ai05B7802 Araip.B05 7802 p2 (AT)10 20 22583795 22583814 TCACAAAAGGTGGTTTCTACTTTC CGAATGATTATATTTGACTTGTACCC 190

Ai05B7805 Araip.B05 7805 p3 (GAA)5 15 22602619 22602633 TGGCTAGTCCAAGTGGAAGC CGGTGCCATTTTCATTTCTT 100

Ai05B7808 Araip.B05 7808 p2 (TC)9 18 22612882 22612899 ACTTAATGCGCCACATGTCA CGAGTTCGGGAAGTCAAAAA 180

Ai05B7809 Araip.B05 7809 p2 (TA)9 18 22619532 22619549 GGAGCGAGCAATAAAGAAGC TAACCGCCATTTTTACCAGG 269

Ai05B7810 Araip.B05 7810 p2 (TA)6 12 22620703 22620714 GCCCCCAAAATTTTTCACTT CGAGTACTCTTGTACTCTTGTGTGC 236

Ai05B7811 Araip.B05 7811 p2 (AT)9 18 22621336 22621353 TGAACCCTATTCTTCAATTCTGC ATTTCGACATGTTTGTGCCA 236

Ai05B7813 Araip.B05 7813 p3 (TTA)7 21 22623925 22623945 TGCAACAAGTGAGAAGAGCA GCAGCAAGTGGGGTAGTTGT 204

Ai05B7817 Araip.B05 7817 c (AT)6gtaccttggtaaaggtagaatcttggtaaattattaaatcattgcaagaatagtgcagttcccactttcaaaaagcaagaatgcctaagagac(T)12117 22639263 22639379 TTCAAACTGGTAAGCCACCC CTTTTCATGGTGCACGTTTC 259

Ai05B7818 Araip.B05 7818 p3 (TAT)5 15 22639717 22639731 CCCAGGCCATGGTATAAGGT AATGCATGTTACCCAAATTGA 274

Ai05B7822 Araip.B05 7822 p2 (TA)8 16 22666866 22666881 AAGGATAAAGGGCAGCATCA TCTGTCCTTTTCATCTCTTTTGA 249

Ai05B7823 Araip.B05 7823 p3 (AGG)6 18 22695586 22695603 TCCAAATGAACCTCAAACAAA CACGTTCATTGCTATCGCTG 224

Ai05B7825 Araip.B05 7825 p3 (CTT)13 39 22696099 22696137 TTTTGTCTCTTTCTCCCACACA CTGTTGTTCTTGGGTCACCA 278

Ai05B7829 Araip.B05 7829 p2 (TA)7 14 22709844 22709857 CTAATCTGGGGCTTTGGACA GCCATATAACCCCTGCAGAA 132

Ai05B7836 Araip.B05 7836 p2 (CT)6 12 22730926 22730937 CTTTTTGTTTGTTTCTTAACTTTTTCA GAAAAAGGGGAGAGATATTTTCG 244

Ai05B7837 Araip.B05 7837 p2 (CT)6 12 22731087 22731098 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 216

Ai05B7841 Araip.B05 7841 p2 (TC)6 12 22742032 22742043 GCCTGTAAGCTGCCAGAATC ATTGGAATGGTTGCTCCAAG 188

Ai05B7842 Araip.B05 7842 p2 (AT)9 18 22744730 22744747 CCTCACTTGGGGCATTTTAT CCATCGGGAATTTAGGGAAT 222

Ai05B7844 Araip.B05 7844 p2 (TG)14 28 22756978 22757005 CGAATGGTTCGATTTGTGTG GGAGCTGAGGGAAGAAGAAGA 162

Ai05B7846 Araip.B05 7846 p2 (TA)7 14 22760489 22760502 AGTGTGTTGTGTGGGCATGT AAAAATCATAAACGTTGGATTCTAAA 263

Ai05B7857 Araip.B05 7857 c (AT)6(GT)8 28 22800101 22800128 GGACGCAATTGCTACTCAGA CGTCATTTTTCCGTTCACAA 273

Ai05B7859 Araip.B05 7859 p2 (AG)8 16 22802496 22802511 CCACTCAATCCGACAAGGAT TTGCAACCTAGGCAGGTCTT 103

Ai05B7860 Araip.B05 7860 p3 (ATA)6 18 22804363 22804380 GGCCGAATAAATAGCAACCA TTGCCTGGGTAGATGGAAAA 267

Ai05B7864 Araip.B05 7864 p5 (AAAAT)6 30 22807542 22807571 CACTTGATCGGTGGTGACAG TTATTATGCTTGGTCGCCGT 258

Ai05B7866 Araip.B05 7866 p2 (AT)7 14 22823627 22823640 ACCCGACATGTCCTGTTAGC ATGTGACCGGGCACTTTAAC 184

Ai05B7867 Araip.B05 7867 p3 (ATC)5 15 22823833 22823847 GCCCCAAGCTCAAATTCATA GGGATTGTTGATGAACGGAA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7868 Araip.B05 7868 p2 (TG)14 28 22825202 22825229 CATCCTCCTTTGCGTCTCTC TACACACCCGCCACTCATAA 219

Ai05B7870 Araip.B05 7870 p2 (TA)25 50 22830674 22830723 ATTGTGCTGTGTGCCTGTGT GCCATTCGTGCAGACAATTA 156

Ai05B7872 Araip.B05 7872 p3 (AGA)6 18 22834603 22834620 GGCAAAAAGGGGAGAAAGAA ATTACCCTCACACTGCAGCC 237

Ai05B7873 Araip.B05 7873 p2 (TA)8 16 22836376 22836391 GGGACATTGATTTTGGTGCT TGAGGTATGAGACAATGGACG 243

Ai05B7875 Araip.B05 7875 p3 (AAC)6 18 22842454 22842471 TTGATCTCCTTGTTGTCCCTT GCCATTGGAATAGATTGTTGC 244

Ai05B7876 Araip.B05 7876 p2 (AT)8 16 22848259 22848274 TCTCGTGCTGATAACGTGTTG GCTCCCAAGCCAAATTAACA 258

Ai05B7878 Araip.B05 7878 p2 (AT)8 16 22861714 22861729 TTCAAAATTCTTGGCTATATAAAAAGT AAATCGGTCGCAAAATCAAC 275

Ai05B7884 Araip.B05 7884 p4 (AATT)5 20 22898373 22898392 GGGATGCTCCTACAAAGACG TATTCTTCGGCAGTTTGGCT 253

Ai05B7886 Araip.B05 7886 p2 (TC)10 20 22901951 22901970 TGAAGTGCTTCCTTCGTTTG CCCGGAATCCATAATTCCTT 257

Ai05B7889 Araip.B05 7889 p3 (AAT)5 15 22914881 22914895 CCGCAAAGCATACATCTTCA CTTGGTGCATTTGGGTTTTT 262

Ai05B7891 Araip.B05 7891 p2 (CT)6 12 22922566 22922577 CATTGAACCTGGATTGAAGAAA ATCCAAGCCCAGAAACACAG 190

Ai05B7893 Araip.B05 7893 p2 (CT)6 12 22931179 22931190 CATTGAACCTGGATTGAAGAAA ATCCAAGCCCAGAAACACAG 190

Ai05B7894 Araip.B05 7894 p2 (AT)22 44 22932057 22932100 TTCGTTGATCATCATGGAGC AACTTTCCGGATTCTCCCAT 133

Ai05B7896 Araip.B05 7896 p2 (TA)9 18 22940878 22940895 TGTACCCTCGCCTTTATCTTG CGCAATACCGATCCAAAAGT 192

Ai05B7899 Araip.B05 7899 p2 (AG)7 14 22954403 22954416 TGGAAAGAAAATTGATTGTGGA TTCACCAGCTCAAAACCCAT 223

Ai05B7901 Araip.B05 7901 p2 (AC)6 12 22963246 22963257 CCCTTGGCCCAACATAACTA ATTGGAAGAGCAAAACGTGG 260

Ai05B7902 Araip.B05 7902 p2 (AC)7 14 22970510 22970523 CCCTTGGCCCAACATAACTA TCTTCTCCTCCCTCACTCCA 101

Ai05B7903 Araip.B05 7903 p2 (AC)14 28 22975270 22975297 TGAACTTACCAAATTGCCCC TTCTCTTGGTTCCTTCCCCT 207

Ai05B7906 Araip.B05 7906 p2 (AT)20 40 22990075 22990114 TGGACGCTGAAGTCACAAAG TTTAAACCGCAATACCGCTC 242

Ai05B7907 Araip.B05 7907 c (CT)7t(TC)23 61 22992496 22992556 CTTTCACCGACTAACCACCC GGTGTCGATTCTTTCTCGGA 189

Ai05B7908 Araip.B05 7908 p2 (TC)7 14 22999130 22999143 GACAGCGCGAATAGCTTACC CCCAACCCACACACACATAA 272

Ai05B7909 Araip.B05 7909 p2 (GC)6 12 23004879 23004890 GGGGAGAATGCATGAAGAAA ACAAGTTGAGATTGGGCCTG 250

Ai05B7910 Araip.B05 7910 p2 (GT)6 12 23009504 23009515 CCAATTTCACAATGGCTTGA AAAATTACGCGCGGTTTAGA 196

Ai05B7916 Araip.B05 7916 p2 (AC)6 12 23018398 23018409 CAAAGAAACCCTAGCCCCTT CCCTTCCCTCTTTTCCAATC 102

Ai05B7920 Araip.B05 7920 p2 (CT)6 12 23036166 23036177 CCATAAATGGGCACCAGACT TAGGTGAGTGGTTTTTGGGG 266

Ai05B7923 Araip.B05 7923 p4 (TAAA)6 24 23074844 23074867 TGACCACTTTCCCTCTCCTC GGGTTAGCATATGACCCCAG 207

Ai05B7928 Araip.B05 7928 p3 (AAG)5 15 23089375 23089389 TCATCCTCATCTTCTGCTGC TTCGTTTCTTGCCTTCTCTTTC 193

Ai05B7929 Araip.B05 7929 c (AAG)7aggaagagggagaagaacgtgcagc(AAG)6gagaaagagaaggcaagaaacgaaagaa(AAG)5gggaagag(GAA)5130 23089495 23089624 CGTGCAAGAAGAAGAAGAACG AAACGCGATGCAAGGTCTAC 199

Ai05B7934 Araip.B05 7934 p2 (TA)8 16 23097358 23097373 TTCTCCAGGCTCTATGGGAA ATCGTTGACGTGAGTGTTGC 225

Ai05B7941 Araip.B05 7941 p2 (TC)7 14 23139193 23139206 TCCACAACAAATAGGTGCCA AGGGTGAGAGGGTGAGAGGT 257

Ai05B7944 Araip.B05 7944 p2 (AT)6 12 23155464 23155475 GCAACTCCTGCAACCAATTC CCAAATTCATATTTAGCTACAGGC 268

Ai05B7948 Araip.B05 7948 p3 (TTA)6 18 23170060 23170077 AAAACGACCCTCCATCTTCA TGGTGAGAATGCAACGCTTA 280

Ai05B7949 Araip.B05 7949 p3 (GAA)5 15 23170450 23170464 GCCGCAGAAGAAGAAGAGAA TTCTCCGAACCCTTCATGTC 236

Ai05B7951 Araip.B05 7951 p3 (ATT)5 15 23175107 23175121 CGTGAGAATTACCACTAAGCCA TCGAACCATACGTTAATGCAA 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B7952 Araip.B05 7952 p2 (TA)22 44 23179634 23179677 CATGGTGATTTCTCACCGAA TTGCTTTTATCTTTCATAGGCCA 241

Ai05B7957 Araip.B05 7957 p2 (AT)8 16 23184372 23184387 CCAAAAGGGTATTAGTCAAAAATCA TTTTCATCAATCGAATCGGA 280

Ai05B7959 Araip.B05 7959 c (AG)6ccgcgaggagctactgacatcgaggtcttcatcgtcgccgtcaatggagaacgccgccaaggagcccgatggagaaacagaaccgcaagagagagagaa(AG)6123 23186497 23186619 CCCTAACATCCAGCCACAGT CCTACTCCCTCCTTGTCGTG 273

Ai05B7961 Araip.B05 7961 p2 (CT)7 14 23187375 23187388 CTTCCCCATTTCGAATTTCA CCAAAGTTGCTGTAGTGGCA 232

Ai05B7969 Araip.B05 7969 c (T)12caattatatacataactgtttatacttttatacttgatagtttatagttgagttaagtactttttcatttgctcaaaattaaaatcgtatccaac(T)12119 23216780 23216898 TACATACACAACGGCCAACG ATAATGGGTGGGTGGAGTGA 267

Ai05B7981 Araip.B05 7981 p3 (AGA)5 15 23263350 23263364 TGACTTATCAGGCAAATTAAGAAA TCCTCTTTTCTTGTTTTCTTCTCC 250

Ai05B7984 Araip.B05 7984 p2 (AT)9 18 23266753 23266770 GATTCGAAATTGTCGCCCTA CCAACGGAATGGTTAGAAGC 244

Ai05B7987 Araip.B05 7987 c (A)11tttataggagttaattcataattggtatgcaggaagg(T)1260 23271196 23271255 CCAAACAATGTTATAAGGATGAGG TTTGGGTTACAGTCGCTTCA 152

Ai05B7998 Araip.B05 7998 p3 (TCT)5 15 23288507 23288521 GCCTTGTCGTTGTTGGTTTT GCGCATTTGTTTGGTTCTTT 161

Ai05B8000 Araip.B05 8000 c (A)11tcttttgttgcaggtaaagtattgacaggtcacgtggttggattgtcccctcttttgtttgcttttggcttgaacctgaaaattataaa(T)10110 23289095 23289204 CCCTACGTGGGATTGATGAG TGCTGTAGGTTGCAGAATGTG 264

Ai05B8005 Araip.B05 8005 p2 (TA)10 20 23307878 23307897 TGCATATAGGAAAGGAAACTAGGTC ACCAGATCGGTTGTTGGGTA 279

Ai05B8006 Araip.B05 8006 p2 (CT)16 32 23313744 23313775 TTGCTCTTGCCTTTTGGTTT CAGTGCATGTTTGATGTTGG 241

Ai05B8007 Araip.B05 8007 p3 (AGA)5 15 23324395 23324409 TCGGGCAAAAGAAGAAAGAA CGAACCCTAACCCTCTCTCC 161

Ai05B8008 Araip.B05 8008 p2 (AG)6 12 23324707 23324718 GAGAGAGGGTTAGGGTTCGG CACCTCAGGATCTGTGGACC 252

Ai05B8009 Araip.B05 8009 p3 (AAG)5 15 23330204 23330218 CATAAAATGGGGGATGATGG TTTCTTCTCTTCCCCCTTCC 244

Ai05B8010 Araip.B05 8010 p2 (GA)7 14 23330341 23330354 CATAAAATGGGGGATGATGG TTTCTTCTCTTCCCCCTTCC 244

Ai05B8017 Araip.B05 8017 p2 (AT)7 14 23383070 23383083 TTTATGACCAAGAAATCATCATAAAAA TCCTTGCACAACATCAGAAAA 245

Ai05B8022 Araip.B05 8022 p3 (CTC)6 18 23386060 23386077 GTCGCCTTTCTCCTCTTCCT CAAATTCCATCAACGCCTCT 139

Ai05B8025 Araip.B05 8025 p2 (TA)12 24 23387005 23387028 AAATCCATCATGCACAGTTGA TTTCATGCTAAAAGTTTGGATTATTG 280

Ai05B8027 Araip.B05 8027 c (AGAAA)6agaattaatcaataagaggagaactaagaatgaatg(A)1278 23389304 23389381 TCTAATTGAGTCCAACAAACTACCA TGAATTTGATATTCTTTCCCTTTTT 195

Ai05B8029 Araip.B05 8029 p2 (TA)6 12 23402756 23402767 ATGTTGGAAGTGGGAAGTGG CCCGATAGCGGAGAATTTTT 255

Ai05B8031 Araip.B05 8031 p2 (AG)6 12 23405833 23405844 TGGAGCTAGAAGGGGAATCA TGCATTACTATGGATCAAAGGAGA 272

Ai05B8034 Araip.B05 8034 p2 (AC)6 12 23436382 23436393 CCTTCGCTTCTGGAAGACAC CGCGTGTAAGAACGTGAAAA 256

Ai05B8038 Araip.B05 8038 p2 (TA)7 14 23476948 23476961 TTTCCCATTTTCTGTCCTGC GGTTGAAAGTCTTGCGTGTG 122

Ai05B8040 Araip.B05 8040 p3 (GAT)8 24 23509837 23509860 CGAAGGCCTTTTATAACCCA CATCTTCTATCCGGACAAAGTTTTA 280

Ai05B8046 Araip.B05 8046 c (A)10tttgttcttagtt(A)1134 23539726 23539759 TGAGTTTGACCAACTGACGG ACCAACGCTCTAGCCAACTG 277

Ai05B8048 Araip.B05 8048 c (TTC)5tctttttcaacgttaatgatttgcattataatttttggatctgcaatttctgctactcgtcgttcttcttc(T)1096 23556550 23556645 CCCCCTCTCCTCCTATCAAC AAGGACGAGCAGCAGAGAAG 191

Ai05B8050 Araip.B05 8050 p4 (AAAT)5 20 23560667 23560686 CATCGCATCAGCAACAAGAT CATTGCCACCCCTTTTATTC 262

Ai05B8051 Araip.B05 8051 p2 (TA)6 12 23562366 23562377 ACACAACTCGCATCCTACCC GGAAGCTATTGCCCCCTTTA 280

Ai05B8057 Araip.B05 8057 p2 (TA)10 20 23570298 23570317 TGAATCAAATCTTAAATTGGTCTAAA ACTCAGAGAAAGCCGCTGAA 170

Ai05B8071 Araip.B05 8071 c (ATT)8(GTT)9 51 23622841 23622891 CCACAAGGCAAACATCTTCA TTTCAAAATCACTAAATGTGTCAAA 227

Ai05B8074 Araip.B05 8074 p2 (TA)8 16 23634089 23634104 TTGATTTTGGGAGAGTTGGG GGCATTTTGTGCCCTTTTTA 213

Ai05B8075 Araip.B05 8075 p2 (AT)6 12 23639146 23639157 TTCTTTTTGGAATGTGTTTTGG TGCAAAACACGAAACAGGAG 271

Ai05B8077 Araip.B05 8077 p2 (TA)6 12 23641812 23641823 TATAACCTTTTGCCGCCTTG TTTTCGTCCTCGAAAATTGA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B8085 Araip.B05 8085 p3 (TCT)5 15 23663684 23663698 TTCGATATCCACAGCCACAA CACCTCAAGGGTGATGGTCT 139

Ai05B8092 Araip.B05 8092 p4 (AATT)5 20 23692909 23692928 GCAAGAAGCCAAGAACAACA CTGCGATGTAGCAAGGTCTG 260

Ai05B8093 Araip.B05 8093 p2 (TA)7 14 23696136 23696149 GTTCCGTGGACTTGTGTGTG CTGAAAATTGAACCGAACCG 174

Ai05B8094 Araip.B05 8094 p2 (GA)6 12 23701645 23701656 TTGCTATGAAGAAAGAACACGAA GGCTTTTTGGGATTCAGGAT 235

Ai05B8095 Araip.B05 8095 p2 (TC)10 20 23701971 23701990 ATGCAATAGCCGTTATTCGG TCAGAGAGAAAGAGAGAGAGGGA 148

Ai05B8101 Araip.B05 8101 p3 (TCA)5 15 23728373 23728387 ACAGTGAGATGCGGACACTG GTTGCGATGTTGTTTGCATC 140

Ai05B8103 Araip.B05 8103 p2 (CT)8 16 23742651 23742666 GTGTTCAATGCCAGGAAGGT TGGTGGGAGTTATGATGGGT 255

Ai05B8107 Araip.B05 8107 p3 (AAT)5 15 23756548 23756562 AACGCAATGAAAACATCGGT TAGCCCTTTGACATACCCCA 259

Ai05B8109 Araip.B05 8109 c (A)10tgggcttccatactggctcaaatatctaagacaacttcagcccatctaaaagtttttcgt(A)1181 23760694 23760774 AGGTGTTGATGGAGTTTGGC TTGCAGGTGTTGAGGAGATG 191

Ai05B8114 Araip.B05 8114 p2 (CT)6 12 23796485 23796496 TGCAAAATAGCTTTTCTAACTTCCT TTTTTGAAAACGAGGGAAGA 177

Ai05B8115 Araip.B05 8115 p3 (TCT)5 15 23798655 23798669 TGCATGCCTAATTGGGTACA GGCTCGAGCAAAAGAAGAAA 204

Ai05B8116 Araip.B05 8116 p4 (AAAT)5 20 23809751 23809770 AGCACTGATGCTTTGGGAGT ATAACGGTGCAGACGTTGTG 145

Ai05B8119 Araip.B05 8119 p3 (ATC)5 15 23817085 23817099 AACTGGCTCACTTCCAATCC CCTTGCACGTGGGAATACTT 188

Ai05B8123 Araip.B05 8123 p2 (CT)6 12 23853506 23853517 TCTTGTGAATCAAGTCATTAATTGTG TGGAAAAAGAGGGAAGGGAT 278

Ai05B8124 Araip.B05 8124 p2 (TC)6 12 23853671 23853682 TCGAAAATCCCTTCCCTCTT ACAAGGGTGAGGAGAGCAGA 227

Ai05B8128 Araip.B05 8128 c (T)10gtttttgtattttttatgttagtgtattttttggtgtttcttctttgattcaaagctcctacaaatgat(A)1089 23906713 23906801 AAAGCTCTTTTCATTTTCTGTCTTT GCCTCTTGTCAATTATGGTCG 238

Ai05B8130 Araip.B05 8130 p2 (TC)6 12 23907508 23907519 TCATGAGGAGGCAGCTAAAAA GGAGGAGGCAGATGTCAAAG 271

Ai05B8131 Araip.B05 8131 p2 (CT)6 12 23939310 23939321 AATCTTGCCTCCACCAAAAA TGAAACGAATGGGATTAAAAATG 187

Ai05B8132 Araip.B05 8132 p5 (TTATC)6 30 23950738 23950767 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 184

Ai05B8134 Araip.B05 8134 p2 (AT)8 16 23976545 23976560 ATGGGTTTATCAACCTCCCC CATCTCATTTGCAAAAATGCTT 265

Ai05B8137 Araip.B05 8137 p3 (GGA)5 15 23997034 23997048 ATGAATTGGGGACCATCAAA CAGAAGGTCTAGGACGCCAA 260

Ai05B8138 Araip.B05 8138 p3 (ATT)5 15 23998691 23998705 CACATACACAAGTCGGACGG TCAATTAATGACATTCAGCGAT 236

Ai05B8139 Araip.B05 8139 p2 (AT)7 14 23999477 23999490 CATGAAACCGGAAAAGGAGA TGTTCAATTTATTAAGTGTGCGAA 238

Ai05B8141 Araip.B05 8141 p3 (AAT)13 39 24003699 24003737 CAAGGCATTGATCAGAGACG TGAGTATGGAGAGAAAATGCCA 270

Ai05B8142 Araip.B05 8142 p3 (AAT)9 27 24004261 24004287 AATAAACACCGGTTGCTGCT CCTGTTTTAAAGAGTTTAACGGC 280

Ai05B8143 Araip.B05 8143 p2 (CT)7 14 24004841 24004854 ACGGACCACACAAAGACTCC GCGTTGAATGAGTTGGGAAT 251

Ai05B8144 Araip.B05 8144 p2 (AT)12 24 24006348 24006371 TTGTGCATTGGTGTAGGTTGA CAATTCCTCCCTCAAAACCA 254

Ai05B8145 Araip.B05 8145 p3 (AAT)5 15 24009728 24009742 TCCGATCATATGGTTTTGGAG CCCACGACCTCTTAGGTGAG 203

Ai05B8146 Araip.B05 8146 p3 (AAT)8 24 24010209 24010232 GGTTGTTGCTGCTGATGATG CCCTATTTTTAAGAGTTTAGTGGCT 190

Ai05B8148 Araip.B05 8148 p4 (AAAT)5 20 24016173 24016192 CCTTGATTGGAATTTGGCAT TACAAAGCGCAAAGCAGCTA 209

Ai05B8150 Araip.B05 8150 p3 (AAG)6 18 24024097 24024114 AAGGTCGTCATCACTGTCCC GCAAAATTGGTTGACTCTTCG 207

Ai05B8152 Araip.B05 8152 p3 (ATT)19 57 24026216 24026272 AACTTTTCTGTTGCCCTTGC TTGTGCCTTTCTTCTTTTCACA 277

Ai05B8153 Araip.B05 8153 p3 (GAG)5 15 24027626 24027640 TGAAGATGAAACACGCGAAG AGCGCGCTACTCACCATTAT 161

Ai05B8155 Araip.B05 8155 p2 (TA)8 16 24029251 24029266 GGCTCAAATTATAGAAACATAAATACG GCTCGTGAGCTGACTCGATTA 278
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Ai05B8160 Araip.B05 8160 p2 (AT)6 12 24055807 24055818 TCATACATATGAAAAGAGATTGGAGAA TGTTTAATAATCCGTGCCATGT 180

Ai05B8161 Araip.B05 8161 p2 (AT)6 12 24065405 24065416 TTCCCCTTCGTTGACTAGGA CTCTTGTCAAACTTGAATGGAA 266

Ai05B8164 Araip.B05 8164 p2 (TA)6 12 24085580 24085591 GTCAACCCTAACCCTACCCG CTCAACCCTACCCGACCAAC 263

Ai05B8169 Araip.B05 8169 p3 (TTA)13 39 24101669 24101707 TGTCGCCACGAAAAGTTATG GTTGTTAGGAGCGAAGGCAG 244

Ai05B8173 Araip.B05 8173 p3 (ATC)5 15 24114076 24114090 GATATACCTGGCAAGGACGG AAACCGTAATCGTGACGGAG 226

Ai05B8175 Araip.B05 8175 p3 (ATA)7 21 24119661 24119681 CCACCAACCGCAATTTATTC TTGTTCTTTTCTGCTCCAATG 105

Ai05B8179 Araip.B05 8179 p2 (TC)9 18 24124021 24124038 TTGTGTTTGCCTGCATTTTC TCCAATGCTTGCCTCTTCTT 280

Ai05B8180 Araip.B05 8180 p3 (CCA)9 27 24124382 24124408 TTCCACCAAAATTCCATCGT GTTCCCCAAGCACTTGAAAA 268

Ai05B8184 Araip.B05 8184 p3 (AGA)5 15 24131270 24131284 TTTTCGATTTTGGCAACACA GAACCTGAATTGGGGGATTT 255

Ai05B8194 Araip.B05 8194 p2 (TA)6 12 24158916 24158927 GGTTTATCAACCTCCCCACA ATTTAGCCTTGGCTGGCATA 232

Ai05B8195 Araip.B05 8195 p2 (AT)6 12 24160154 24160165 TCAATGTGAATCTTTGAATGGC TTTGTATTTTGCACTTTGGGC 256

Ai05B8197 Araip.B05 8197 p2 (TA)9 18 24168094 24168111 TTGCACATTGCACCCTTTTA CCTTGTATTCGAAGTTAAACTAATGGA 241

Ai05B8199 Araip.B05 8199 p3 (TCA)5 15 24173574 24173588 GATTCCTCATCCTCATCGGA TCGACATGGGACCACTACAA 133

Ai05B8201 Araip.B05 8201 c (A)11taaagtatccacaaataaagt(A)1042 24177191 24177232 CAAAAAGAAAGTGGAGAAAAGAGAA TTGCAATAAATTGTGCATTCAA 196

Ai05B8202 Araip.B05 8202 p2 (TA)7 14 24179658 24179671 ACACACAATCCTGCCTCTCC CGTCTGGACTCTTAAAGCGG 153

Ai05B8207 Araip.B05 8207 p3 (AAT)5 15 24198152 24198166 GCAGGTCCCCATACGAATTA AAGCAGATTCCCGGAAAAAG 255

Ai05B8208 Araip.B05 8208 p3 (GAC)6 18 24199450 24199467 TAAGACCGCCGTTTACCACT GGTTCTCGAAGCTGTGGAAG 259

Ai05B8209 Araip.B05 8209 c (T)10c(T)12 23 24200546 24200568 CTTCCAGAATGGACCACGTT GCAACATGACTTAGGCACCA 172

Ai05B8210 Araip.B05 8210 p2 (TA)6 12 24201616 24201627 CTATCCAAGAACTGCGCTGA GACCCTGTTTTTCGATTGGA 235

Ai05B8214 Araip.B05 8214 p2 (TA)6 12 24205371 24205382 AGCTCTAGATTCGACCTGCG CGCACGAACACCCCTAGTAT 151

Ai05B8216 Araip.B05 8216 p2 (CA)13 26 24212281 24212306 CTTTAACTCCCCGAGTTCCC ATCCCCAACCTCAAACATGA 132

Ai05B8219 Araip.B05 8219 c (TGA)6atatgtcaacaaactcaaaagatatatagattggtgtatagtttgttatttgttaattctatttctatcttactatctaccatcttgttctcact(ATA)8137 24233673 24233809 CATGCAAGCCTAATTTGAAGC AATTTGATTCTACTTTAATCTGCCTAA 278

Ai05B8220 Araip.B05 8220 p3 (TCC)5 15 24234757 24234771 AGCGAATGAAAGCCATTTTT TTAGCAGGAGAAGGAGGAGG 219

Ai05B8221 Araip.B05 8221 p3 (TCC)8 24 24239004 24239027 TCCACCCCCAACTTCAATAA GCGTAGTAGGGTGGTTTGGA 143

Ai05B8223 Araip.B05 8223 c (CAC)6catgatgaggaggaccaagtggcttaggtggtcctct(TCC)776 24244465 24244540 GGTCCTCCTGCCCTTAGTTT CCATGACTTCCGGCCTACTA 240

Ai05B8224 Araip.B05 8224 p2 (TC)7 14 24245256 24245269 TTTGTAAAGGGAGCAGAGGG GTCAGCGAGAACACTCCTCC 202

Ai05B8228 Araip.B05 8228 p2 (TC)9 18 24262991 24263008 CTGCCGAAGAAGAAAACGTC CAAGCAAACGGTGATGAAGA 270

Ai05B8230 Araip.B05 8230 p3 (AAT)6 18 24272515 24272532 TGGAAGGATCAACAGAAGCC GGAGGACCTTGCTTCAGTCA 204

Ai05B8231 Araip.B05 8231 c (A)11gaaaaaagtggtgaaaaaaaaag(A)1044 24276208 24276251 TTTGATGTGGTGGCAATACC TGCCTTTTGGTTTAAAGGGTT 280

Ai05B8233 Araip.B05 8233 c (GTGC)8(GT)11 54 24301912 24301965 GGGGATAAAATTACCCCAATG GGGCTAAGGTAAGGGTGAGG 277

Ai05B8234 Araip.B05 8234 p3 (ATA)19 57 24305818 24305874 GCGGGATTACTAATGATAATATGG AATTCGACTTTTGCCAATATAAGT 280

Ai05B8235 Araip.B05 8235 p3 (ATA)5 15 24306015 24306029 CCGATAATTACTTATATTGGCAAAAG CGACTTCGAACCCCAAAGTA 153

Ai05B8236 Araip.B05 8236 p3 (TAA)17 51 24307449 24307499 CCTTAGCCCAAGCAAATGAC TCAAATTCGACTTTTGCCAAT 242

Ai05B8237 Araip.B05 8237 p3 (ATA)5 15 24307642 24307656 CCGATAATTACTTATATTGGCAAAAG CGACTTCGAACCCCAAAGTA 153
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Ai05B8238 Araip.B05 8238 p6 (GAAGAG)6 36 24309696 24309731 TGTAGTTATGCGATGCCCAA GCTGTGCAACCAACAAAGAA 196

Ai05B8241 Araip.B05 8241 p2 (GC)6 12 24317625 24317636 CACGCGTTCTTTCCTCTTTT TGATGTTAGGTTGAGGTGCG 180

Ai05B8242 Araip.B05 8242 c (TC)7actcctctcttcctcctcccggccgaattcccaccgcgccaccgtctccgcctccgcgccaccatcaccgccttc(CT)6101 24317834 24317934 CTTCTCTTCCCCCTCTCACC GGACTACGATAGGGCAGCAG 260

Ai05B8244 Araip.B05 8244 c (A)10tcatatatataaagaaaaaaaatgatgaaaagaaaagaaaaaaaatgtatatagaaaaagag(A)10gagaagcaataaaggggacaaaatgccccaaggtgaagctcagtaagaatcaatgcataagtattgagaaatg(A)11166 24321298 24321463 CCTTATGCATTGATGTTCTCG TGCGAGCTATTCTAACTACCCA 265

Ai05B8245 Araip.B05 8245 p3 (AAC)8 24 24322718 24322741 ATCCGATCGTCAAAGACCAC TGTGGAACAAAGGTTTGACG 204

Ai05B8252 Araip.B05 8252 c (T)13cttctttctcaccgtgcatgcaatgaagtcaaatgaaacta(GAT)5tagcataatagcaaatgagtaggtgtcttgcttcagtgggttccaccgttatatatgtacataa(AT)7147 24352949 24353095 CTCCCTTTCTCTCTCGGTCA GGGAGAAATAAGGAGTGTGGC 214

Ai05B8253 Araip.B05 8253 c (A)50gaaaaacatttat(A)1881 24354373 24354453 GATCCAGATCCAGACCCAGA TTCTTTTCATCTGCATCCCA 218

Ai05B8261 Araip.B05 8261 p3 (AAT)5 15 24369014 24369028 ATCACCGATCCACAGGACTC AGCACTTGTGCAACATCTGG 280

Ai05B8262 Araip.B05 8262 c (GA)7agagg(GA)9 37 24371293 24371329 TACCGTTGGGAAATGAGAGC TCGTTGACGGGTCTCTCTCT 141

Ai05B8269 Araip.B05 8269 p2 (AG)7 14 24393349 24393362 GTTCCAAGCCCGAAAATACA GCAATATAAAGTCATCAACAAGGG 258

Ai05B8271 Araip.B05 8271 p3 (ATC)7 21 24419801 24419821 TGTCCCTTTGGTAAACATTTGA TGTTCTAGGAGAAGTTTTCACTTTCA 225

Ai05B8272 Araip.B05 8272 p3 (CTG)5 15 24423976 24423990 TTCATCCAAAATTTGCTGGTC CCCAATTACTGCTGAATCCAT 167

Ai05B8274 Araip.B05 8274 p2 (TC)6 12 24428773 24428784 TGTAGCAACAAGAAAGTAAAAGGAAA AATCAAGACAAGTGGCTGGG 200

Ai05B8278 Araip.B05 8278 p2 (AT)11 22 24444825 24444846 ATAGAAAACTCGAACCCGCA TGCTTTTGAAAATATGAGAGTTTTG 186

Ai05B8279 Araip.B05 8279 p2 (GA)8 16 24445706 24445721 AAGGAAGAGAAGGCAGAGCC GAGAAGAAGAGCGGAACCCT 156

Ai05B8280 Araip.B05 8280 p2 (AT)7 14 24449258 24449271 TCAAGACTGGCCGGAGAATA TCGTTAGGCGTCTGGACTCT 219

Ai05B8281 Araip.B05 8281 p3 (TCT)5 15 24459964 24459978 AGAGCTTTGAGCAGACGCAT AGTAACCGAACCCCCATACC 279

Ai05B8282 Araip.B05 8282 p2 (AG)6 12 24465833 24465844 GAATCTTAGCCCCCTTTTCG GGAGATTGGATGTAGGCTGC 249

Ai05B8283 Araip.B05 8283 p2 (GA)8 16 24467116 24467131 TGCTGTGAAGTGACCGAAAG AATGCTTCTTGCTTCCAACG 252

Ai05B8287 Araip.B05 8287 c (CAA)14(TAA)7 63 24480836 24480898 AATTAAATGGAGTACTGCTGAGGT TGTTCATTGGTAATCAAACACACT 261

Ai05B8288 Araip.B05 8288 p2 (AC)8 16 24482433 24482448 AAAAGTGCAACGCTCAAGGT GAGGTGTATGGAGAGGCAGG 174

Ai05B8292 Araip.B05 8292 c (TC)6tacatctccacc(CT)1452 24508744 24508795 GAACCTTCATCTCCCCCATT GGCAAAGAACTGGCAATGAT 119

Ai05B8299 Araip.B05 8299 c (A)10ggaaattagtggtgaatgtgatacttccgatttc(T)1458 24525763 24525820 TCTCAATGCAGGCTTCCTCT AAGATGCGTTCGAAATTTATTCTT 226

Ai05B8300 Araip.B05 8300 p2 (AT)9 18 24529219 24529236 AAGAACCCCCGATTCTCATT CTGCGAAGAAAAGGCTGACT 279

Ai05B8303 Araip.B05 8303 p3 (ATA)8 24 24543282 24543305 AAGAGTCCTACCTTCTCTTTCATTC TTTTCCATGTGGCCTTCTTC 253

Ai05B8306 Araip.B05 8306 p3 (TTA)10 30 24548621 24548650 CCTTTTTGTGCCATCTGCTT GCCAATAAAAACAAGAACAGAGAGA 208

Ai05B8310 Araip.B05 8310 p2 (TA)7 14 24555799 24555812 TTTGGACTTCTGCTGGTCCT ATTGGTTTTCGTCGACTTGG 228

Ai05B8312 Araip.B05 8312 c (A)10g(A)10 21 24565036 24565056 TGACAGGCACTTCCACTCAT CAAACCATGCCAATCTGATG 127

Ai05B8315 Araip.B05 8315 p3 (ATT)6 18 24574435 24574452 TCTGCTATGAAAGTTTAGCAGGAA ATTGCTCCATTCATTGCCTC 259

Ai05B8316 Araip.B05 8316 p3 (TAA)5 15 24574960 24574974 CGAGACAGCTATTCTTGCCC CATGCCACGTGTCACTAACC 266

Ai05B8317 Araip.B05 8317 p3 (ATA)16 48 24575620 24575667 GCACGTATTACGCTTAAGAAGCA AAACAAAGTTATATCCTCAAAATCAAA 214

Ai05B8320 Araip.B05 8320 p2 (AG)8 16 24581915 24581930 AACAGTCTGCAACATGGAAGAA TGCATCCATTCAAAGAGAGC 251

Ai05B8324 Araip.B05 8324 p2 (AT)7 14 24604062 24604075 GAAACTGTGGGAACATGGGT TGGGATAATTTTGTCCCCTTT 229

Ai05B8326 Araip.B05 8326 p2 (CT)7 14 24627455 24627468 TGGAATGAAGAAGCAACCCT CCAATTCTCGACCCAGAAAA 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B8340 Araip.B05 8340 c (AT)7acatataccctaaaccctaaaccctcaaccctaaaccctatatatac(AT)877 24691038 24691114 GCAAGCAAAGTTTTAGTTTGGG AGCTCCAGACTCGACCTGC 278

Ai05B8349 Araip.B05 8349 c (TC)10tt(TC)7tg(TC)650 24713378 24713427 TTTTCTCGTAGCTTCGCCTC GGCAGAGAAGAGGAAGCAGA 207

Ai05B8350 Araip.B05 8350 p2 (AT)11 22 24715863 24715884 AATGGGGCTGAGGTAAAGGT GGAAGCATGCTCATGTGAAA 138

Ai05B8353 Araip.B05 8353 p2 (AT)6 12 24727133 24727144 AGCTCGGACATTACGACGAC TGTACCCTCGCCTTTATCTTG 259

Ai05B8354 Araip.B05 8354 c (A)10gaaaaaaaatagc(A)1134 24733303 24733336 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 277

Ai05B8358 Araip.B05 8358 p2 (CT)9 18 24757700 24757717 GACCAGATCCTTCCTCTCCC TGCGGCAACATACACAGAAT 241

Ai05B8359 Araip.B05 8359 p2 (CT)8 16 24763077 24763092 AAGGATGAGCTCCTCTGGCT ATTCACCAGAGGGGGAGAAG 244

Ai05B8361 Araip.B05 8361 p2 (CT)7 14 24773261 24773274 GATCTGTGGACCCAAGAGGA AGAGTGGGTGGAGGTGATTG 150

Ai05B8364 Araip.B05 8364 p3 (CTT)7 21 24785660 24785680 TTTCTCACCGGTCTTCTATTTTG CCCCTAATGAAAGTGGGGTT 169

Ai05B8365 Araip.B05 8365 c (TA)9(TG)8aaaaatgactaaaaaatatatatatgagaaataa(GT)782 24788803 24788884 TGGATGGAGTATGGACAGCA CATCCTCGCTAATCTCCGAA 244

Ai05B8366 Araip.B05 8366 p3 (ATT)7 21 24789665 24789685 ACAGTGCCCACCTCACTTCT TGCATTTGGTCTTCAATCCA 264

Ai05B8367 Araip.B05 8367 p4 (TTAA)5 20 24793771 24793790 TTTGAAAATCCTCACCCACAG CTGGACTGTTCATTTCCGCT 234

Ai05B8368 Araip.B05 8368 p2 (TA)8 16 24806520 24806535 TGCTTGATTTCGATGGTTGA CACAAGCCAAATTAAGAACAAA 267

Ai05B8370 Araip.B05 8370 p3 (TAT)5 15 24827910 24827924 TATCATCACCATCGTCCGAA TCATCATTTCACCACCAAAAA 160

Ai05B8371 Araip.B05 8371 p2 (GT)7 14 24834634 24834647 TCACAAGAAACACGTAGCCG AAAGCTTTGGCCTGAAGTTG 267

Ai05B8372 Araip.B05 8372 c (A)10gaaatccaatgagaaaaaaagaaaggaggatgaggat(GAG)562 24845273 24845334 CAAATTTTGGTATCATTCACCA CATCACCACCACTTCCTCCT 253

Ai05B8373 Araip.B05 8373 p4 (AAAT)5 20 24846551 24846570 CGGAACGTTATTTGGCTCAT TCACTTTTGTACTCTTCCACTCCA 258

Ai05B8378 Araip.B05 8378 c (AC)6att(TA)6 27 24860913 24860939 CAGCCCTTTCATTGTTTCACT ATTGTCATGGACAACAGGCA 179

Ai05B8379 Araip.B05 8379 c (TC)10(TA)10 40 24861265 24861304 ATTGGAAAAAGGCCCTTCC TGAAGCATTGGAAATTGCAT 124

Ai05B8383 Araip.B05 8383 c (T)10cgcctatttttttttcta(T)1038 24880724 24880761 TAAGAACCAGGCGTCCAAAG TGAAGCAAGAAAAAGCAGCA 253

Ai05B8388 Araip.B05 8388 p2 (AT)8 16 24893288 24893303 GGATTCCACAAGCTTCCAAA CAAGGCTTGAGTTGAGTGGA 237

Ai05B8389 Araip.B05 8389 p2 (TA)6 12 24893715 24893726 GAGGGGGACGAATAGTGACA ACGGGACAAAAATGCTAACG 169

Ai05B8392 Araip.B05 8392 p2 (CT)21 42 24900901 24900942 GTCATGAACGTCTCTGCCCT ACTTGAACAACCATCGGAGG 243

Ai05B8394 Araip.B05 8394 p3 (TTG)5 15 24902980 24902994 GGAAATTTGCATTGGCACTT TGTTCCAATTCGTTATCCCC 231

Ai05B8398 Araip.B05 8398 p3 (AGA)6 18 24943823 24943840 CGGTCTTAGGTGCCATCAAT CTCTACACTCTCCTTGGCCG 170

Ai05B8399 Araip.B05 8399 c (T)11aatttaaaaataaaaataatttgttaataaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)797 24944454 24944550 CTTTGTACCCAACTCTGGGC TCAAATTTTCGCAAAACTACC 243

Ai05B8402 Araip.B05 8402 p2 (CT)6 12 24948722 24948733 CGAAAATCACCTTCCTCTTTTT GAGAGAGGGAGAGGGTTTGAA 198

Ai05B8403 Araip.B05 8403 p3 (TTC)5 15 24952014 24952028 TCATGACCGAATTCCCTCTC TTGCCTTCCCTTTCCTCTTT 280

Ai05B8405 Araip.B05 8405 p2 (GT)7 14 24962657 24962670 GATGCAAACGTGGGAATTTT GGGCTAAGGTAAGGGTGAGG 147

Ai05B8407 Araip.B05 8407 p2 (CT)6 12 24976540 24976551 AAAGGAACATTGAACCTGGAA AGCGATTTCTGGACCCTTTT 234

Ai05B8409 Araip.B05 8409 p2 (TC)6 12 24981313 24981324 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 215

Ai05B8410 Araip.B05 8410 p2 (AG)6 12 24985198 24985209 GGAGGGTTGAGATGTGAGATG TTGTTTCTTAACTTTTTCAAAACTACC 278

Ai05B8411 Araip.B05 8411 c (T)11gga(T)10 24 24986219 24986242 TCGAAAAATGCAAGATGCAC AAACATGGCAAGATTCCTGG 203

Ai05B8412 Araip.B05 8412 p3 (TTC)5 15 24989775 24989789 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B8413 Araip.B05 8413 p2 (TA)8 16 24993078 24993093 GGATAGCCGGCTTAAACTCC TCGCGTCTAAAGCAAAGGTT 258

Ai05B8420 Araip.B05 8420 c (A)11gaagagaaaagaaaaatggc(A)1142 25039951 25039992 TGAAGCAAGAAAAAGCAGTGAA ACCCGCTTAGGCCAGTATTT 253

Ai05B8421 Araip.B05 8421 p3 (TCT)5 15 25044893 25044907 AGCGTCCTAACACTGTGCCT ACATTTTTGCTTCATTGGCA 183

Ai05B8423 Araip.B05 8423 p2 (TA)6 12 25049828 25049839 GTGCAGGAACTGAGGGAAGA ATCGGATCGATTTATGTGGG 224

Ai05B8424 Araip.B05 8424 c (A)12gccatatatg(TA)634 25050080 25050113 GAGGCACAACACACAGTGCT TGGCTACACAATCCCATGTT 130

Ai05B8425 Araip.B05 8425 p3 (TGG)5 15 25051283 25051297 CTGTGTCCTCTCCCATGGTT ACCAACCGAACTCCTCACAC 173

Ai05B8426 Araip.B05 8426 p3 (GTT)7 21 25052872 25052892 AAGCATTGGAAACAGGGTTG TTGAAGCGGTGTTCATCAAA 240

Ai05B8427 Araip.B05 8427 p3 (TAT)5 15 25056686 25056700 GTGAGTGCCGACAGCTACAG CGATACGACTTGAAAACCCC 253

Ai05B8429 Araip.B05 8429 c (T)10gttacttccattcaagaatagcacataaccaaactgtatga(T)1061 25062061 25062121 GGGTTCAAGGCATCAAGAAA ATCCACCGGATTCTGAAACA 202

Ai05B8431 Araip.B05 8431 p3 (GAA)5 15 25073041 25073055 CTCCGGTGAAAAACAAGGAG CTTGCTTCTTGCTCCATTCC 233

Ai05B8432 Araip.B05 8432 p4 (TTAG)5 20 25074671 25074690 CCATCCACCATCATCTCCTT TCCTTCAAATTTTAGCCCCC 252

Ai05B8434 Araip.B05 8434 c (TTG)6tttccatagcggtcttctctgtatctatccagcttggccaacactaaattggaatgaaaccctaaccccagaagagaaagtt(AG)22144 25082565 25082708 AAGAGTGACTGTGGCCATGA TCATGGAAGAAATGTTGCTCA 202

Ai05B8436 Araip.B05 8436 p2 (AG)6 12 25089389 25089400 GGGTTCGGATTTTTAGTGGG TTTCTTATCTTTTTCAAAACCACC 273

Ai05B8441 Araip.B05 8441 p2 (TA)6 12 25108646 25108657 CTTTGATTTCAGAGGTGCCC GATGCGAGAACTGTGCTGAA 229

Ai05B8443 Araip.B05 8443 p3 (ATA)6 18 25118165 25118182 CCACGTTTTAGTGTCTTCTCCA AACTAAATCTGAGGCGGGCT 119

Ai05B8446 Araip.B05 8446 p2 (TA)9 18 25120950 25120967 TTGTGATTGAGTTGTTGTAACTTTTC ATGCACATTTAAGCCGTGGT 280

Ai05B8448 Araip.B05 8448 p2 (CT)6 12 25122289 25122300 ACACCCACACAGCCTCTACC AGAAACACAACGGCGACAC 176

Ai05B8450 Araip.B05 8450 p2 (AG)6 12 25141637 25141648 TGAGTATAATTGGGCTCGGC ATTTGAGCTTGCCAAACCAC 275

Ai05B8451 Araip.B05 8451 p2 (AG)6 12 25149503 25149514 GAAAAACCAACGTGGCAAAT AAGAACCTGGGATTGAGAGTCA 249

Ai05B8464 Araip.B05 8464 p3 (TTA)6 18 25181732 25181749 CATCATAAGAGGTCCACGGC TGTCCGTGCATCATAGGTGT 111

Ai05B8466 Araip.B05 8466 p3 (AAT)5 15 25195078 25195092 TCCTGGTAATGGCTCCAAAG TTCGAAAATTATCCCTCCCC 227

Ai05B8468 Araip.B05 8468 p2 (AT)8 16 25197525 25197540 TACTTTGGGGCATTTTGTCC GGGACACTGGGTGAGGTAAA 255

Ai05B8470 Araip.B05 8470 p2 (TG)7 14 25213014 25213027 TGAAGGGCCAAACTAATGTCA TTAGTGCAAAGGGAAGCTGG 259

Ai05B8472 Araip.B05 8472 p2 (TA)10 20 25214365 25214384 GATCATTGGTGAACACTAGCCA TGAAAATGACGGCTTTAGGG 229

Ai05B8474 Araip.B05 8474 p4 (ATAC)16 64 25216768 25216831 CACCCCAATTACCCTAAGCC GTCTTGCGCTTTAGCTTCGT 242

Ai05B8475 Araip.B05 8475 c (AC)14(AT)10 48 25217011 25217058 ACGAAGCTAAAGCGCAAGAC AACTCCGTAAGTTGCGGCTA 180

Ai05B8476 Araip.B05 8476 c (T)10c(T)10 21 25221808 25221828 CACTTCTTGTCCATGGGCTT ACTGCATTCTCGTGCATCAT 150

Ai05B8478 Araip.B05 8478 c (AG)8aagacaatgacagcgtggcagagaaagccattgtcgccgccgccgaatgtaaact(AG)989 25225094 25225182 TAGAGAAAGCCATTGTCGCC CTAGTGGCAGCGTCATCATC 185

Ai05B8480 Araip.B05 8480 p2 (TG)13 26 25228308 25228333 GCTTAATTGCAACGGAATGG CATCAACCACCAACCATCAA 234

Ai05B8485 Araip.B05 8485 c (A)13gtatttttagcccctttttccc(T)1045 25242187 25242231 TTTGGGCTTTAACCAGTTTCA CCAATTAATCCGATTGAACCA 231

Ai05B8487 Araip.B05 8487 p2 (GA)8 16 25243985 25244000 GCCCTTGAAGCCACGTATAA AAGTTGACATATGAAACTGTTAACCC 210

Ai05B8488 Araip.B05 8488 c (CT)6tctct(TC)9 35 25245218 25245252 CGCAAAACTCTCCCTCACTC GTGGTGGCGGTGTAATCTTT 107

Ai05B8490 Araip.B05 8490 p2 (AT)6 12 25248069 25248080 CAGATATGTCCACCATCAAAGC AACTCTTCCGTCACACCACC 257

Ai05B8493 Araip.B05 8493 p2 (TA)7 14 25253233 25253246 TTATCAAAATTAGGCCAGACAAA TCCCTACAGTGGTTTCCGTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B8500 Araip.B05 8500 c (ATT)11tggcttacgctattaaaaaaacaaagtt(A)1071 25268088 25268158 TGTGTGATTTATATAACGCTCCAAAT ACATGCAAGGTACGTTTGGC 279

Ai05B8502 Araip.B05 8502 p2 (AT)6 12 25269645 25269656 GCGAAAGCTTAGTGTGGAGC GAGCCTTCGCGAATATCAAT 252

Ai05B8503 Araip.B05 8503 p2 (AT)14 28 25269995 25270022 TTTTGGGGACTCTCAACACC CGCGAATATGAACCGAAACT 250

Ai05B8504 Araip.B05 8504 p2 (AG)6 12 25270946 25270957 CATTTCATTCACCGAGCCTT GCTTTCGCCGAACAAAAGTA 192

Ai05B8505 Araip.B05 8505 p2 (AT)6 12 25272149 25272160 TCCACCCCTTTCAGGTACAG GAGCCTTCGCGAATATCAAT 276

Ai05B8506 Araip.B05 8506 c (CCA)6acagcaacaccaccaccacaaccatcaccaccaaaccacaccaaaccaagaagcagaaacagaaagcaag(ACC)5aacaccaacatcaacaccaacactaa(CAC)6147 25273979 25274125 TGGACAAAAATATCCTCACCACT TGCTTCTTGGTTTGGTGTTG 253

Ai05B8510 Araip.B05 8510 p2 (TC)9 18 25281567 25281584 CATGAAGGGTTCATAAGCCAA GCTAGAGAATGGGGGAATCA 280

Ai05B8511 Araip.B05 8511 p2 (TA)9 18 25282337 25282354 GGTTTATCAACCTCCCCACA ATATGGCTTGGCCTTTGTTG 242

Ai05B8512 Araip.B05 8512 p6 (AAAATA)5 30 25283876 25283905 CCAAAGTGCAAAATGCAGAA GCATCGAGGACGATGCTATT 219

Ai05B8513 Araip.B05 8513 p2 (TG)7 14 25287854 25287867 TTCCTGTAGAGCCTGAGGGA CAGGATTTGCATCGCCTAAT 263

Ai05B8515 Araip.B05 8515 p3 (TTC)5 15 25294143 25294157 CCACATCACCATCTCCCTCT AGTGGTCTTGATGGGCTTTG 244

Ai05B8516 Araip.B05 8516 p2 (AC)15 30 25296166 25296195 GGGCTAAGGTAAGGGTGAGG TGCAAAAGTGAGAATTTTGGG 161

Ai05B8517 Araip.B05 8517 p4 (TATT)11 44 25296357 25296400 CATTGGGGTAACTTTGTCTCCT GTGTGGGGAACTGTGGAAAC 225

Ai05B8518 Araip.B05 8518 p4 (AAAT)5 20 25306138 25306157 TCGAAAATCTTCACCCATTTTT GGGTTAGCATATGACCCCAG 174

Ai05B8520 Araip.B05 8520 p2 (GA)6 12 25319636 25319647 AGATTTTGGCCCTAGGTTGG TGGCCGCAAATAGTACATCA 241

Ai05B8521 Araip.B05 8521 p2 (TA)13 26 25320739 25320764 TCAAGGCTCTTTGTATATTATTTTCTT CCTTAAGCTAGAGGTGGTGTGG 103

Ai05B8523 Araip.B05 8523 c (A)11tgttttttatttttta(T)1138 25323920 25323957 GCAACAGAAGTTTTGAGTGGC CCGGAGCTTCATAACAAAAATC 252

Ai05B8527 Araip.B05 8527 p2 (CT)6 12 25337281 25337292 CTTTTTGTTTGTTTCTTATCTTTTTCA CCAAACACAAGGGTGAGGAT 275

Ai05B8528 Araip.B05 8528 p3 (TAA)5 15 25347583 25347597 GGTCTCAAGCCTTTTGAGCTT GTATGGTGAGTTTGGGGGTG 151

Ai05B8529 Araip.B05 8529 p2 (GA)16 32 25349976 25350007 ATTGGTAGGTCCCCTCAAGC AGTGTGTCGGGGATCAAATC 202

Ai05B8530 Araip.B05 8530 p2 (GT)8 16 25358033 25358048 GAGAGTGATCTTCCCCTCCC CCCTTGGCCCAACTAAACTA 113

Ai05B8535 Araip.B05 8535 p3 (TTA)5 15 25376210 25376224 TCATTGTTCGTCGATGTCGT GGACATGTTGTCCATTCAAAA 224

Ai05B8537 Araip.B05 8537 c (TA)7gtagac(T)10 30 25377546 25377575 GGATCCATTTCGGTTTTCAA TTTTCCCAACTGCATACGCT 185

Ai05B8540 Araip.B05 8540 p3 (ATC)5 15 25388719 25388733 CCCTCAAGTTTTCGATTTGC GGTGGTCATTGAAGATTGGG 267

Ai05B8541 Araip.B05 8541 p3 (TGA)6 18 25389916 25389933 AGGAGAATGAGGGGTTTGGT CCCTCAAGTTTTCGATTTGC 256

Ai05B8542 Araip.B05 8542 c (GT)7(AT)6 26 25393912 25393937 TTGCTGGACTTGGCTCTCTT CTTGGCTGATTTCCACGTTT 263

Ai05B8544 Araip.B05 8544 p3 (CTT)5 15 25399754 25399768 CGCTAAAGGGTGCCAAAATA TGCAATGGAGGAGATGAATG 264

Ai05B8551 Araip.B05 8551 c (T)10cgttttccttttgttctgtga(T)1243 25425493 25425535 TACATGGGCATGCTGAAAAA CCATAAACAACACCGAGGCT 259

Ai05B8565 Araip.B05 8565 p2 (TC)17 34 25469023 25469056 ATCTGCGCTTTTGCCTCTTA GAGTGGCACCTGAACCAAAT 223

Ai05B8567 Araip.B05 8567 c (A)10tatgagaagataaaacaagaagaaaaagataaataaaaaaagaagaagaggatgatgatgaagaagaagaaaaacaac(AAG)5103 25476920 25477022 TTGAATGAATGTAGGGTCATCATC TGCATAATTCGAAACTCTTTCTCTT 256

Ai05B8568 Araip.B05 8568 p4 (TTCT)7 28 25477636 25477663 GGAGGAGAAAGAGGAAGAGTTTT CAAACATGTTCATTCAATTCAAATC 255

Ai05B8571 Araip.B05 8571 p2 (GA)7 14 25480072 25480085 GGAACCCAAACATGTGCTCT CACACGGCTCAGATTCAAGA 248

Ai05B8572 Araip.B05 8572 p2 (GA)22 44 25488223 25488266 ACACAGATGTAGCAGCGACG TGAAGTCAATGGTGCTCTGC 220

Ai05B8574 Araip.B05 8574 p3 (ATC)5 15 25490840 25490854 CAACAATCTCATCACGTGGC GGTGAAGTAGTCAGAATCGAATG 151
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Ai05B8577 Araip.B05 8577 p3 (TAT)5 15 25492934 25492948 GGTCTATGCGAACGAACTCC AGACCCTGACGATCATGTAAA 278

Ai05B8578 Araip.B05 8578 p2 (TC)6 12 25494099 25494110 TTTCATACACACTTAAAAATTCCGA GAATGCGGAAAAGAAAGTGG 149

Ai05B8583 Araip.B05 8583 p2 (AT)11 22 25499141 25499162 GGGTGTCAAGTACTGATCGGA TCAGGGACTTAAATGTCTGCG 261

Ai05B8584 Araip.B05 8584 p2 (TA)6 12 25504897 25504908 ATGAGGCAATCCGCATTAAA GCTGATTAAAGATGCTAATTAGGAAAA 191

Ai05B8586 Araip.B05 8586 p2 (AT)6 12 25507988 25507999 CGTGAGCAGTCATCAGCATT TGTTGTCTACATCAGTCCATCCA 274

Ai05B8588 Araip.B05 8588 p2 (AG)9 18 25510150 25510167 TCCTTATGGTTTAGGTCGAAAA ATCTCTCGCGCATAGAAAGC 237

Ai05B8589 Araip.B05 8589 p3 (CAT)7 21 25511725 25511745 AAGCGAGACGAAACCCATTA TTGAGGATGATGATTATGTCATTG 198

Ai05B8591 Araip.B05 8591 p2 (AT)9 18 25513694 25513711 GAAGAAGCGGCGACTGTAAC CTTGGTAGACGCAGTGGCTT 243

Ai05B8592 Araip.B05 8592 p2 (AT)9 18 25514559 25514576 GAAGCGTTCACACACGAAAA CAGGCCCATATTCTCAAGGA 208

Ai05B8593 Araip.B05 8593 p2 (AT)6 12 25523713 25523724 TTCACCCCAGATCCTGACTC TGTCCCTAGAGGCTTGAATTG 210

Ai05B8594 Araip.B05 8594 p2 (CT)12 24 25527080 25527103 AGCGACAAACCTCAAGCAGT GTCATTGTCGGAGCTTCCAT 165

Ai05B8595 Araip.B05 8595 p3 (CTT)5 15 25527332 25527346 ATGGAAGCTCCGACAATGAC TTATCCCTTACCCACTCCCA 268

Ai05B8598 Araip.B05 8598 p2 (GC)6 12 25538595 25538606 CGCGTCCTTTCCTATTTCTG ATGACAGTTGGGGTGAGGAG 211

Ai05B8600 Araip.B05 8600 c (T)10cactttatttttttcatctaaataataaaaaatttattttttcatttattttc(T)1174 25547457 25547530 TGCGTGAAGAAAGAAGAGGAG AACAATTCGAAGGGAGGGAT 277

Ai05B8601 Araip.B05 8601 c (AG)12aaaattagaaattagagaagaggaaggtggtggtgttcctgctagacttgattctttttcttgaaac(A)15106 25547746 25547851 TCGCAGAACTAAAACAGACGTT ATGCCAAGAAGAAGAAGCGA 253

Ai05B8604 Araip.B05 8604 p4 (TTTG)5 20 25558428 25558447 TTCCAAATCAAATTTTGCCTG CAAGACCGCGAGAGACTACC 141

Ai05B8605 Araip.B05 8605 p2 (AG)9 18 25563185 25563202 TGTCTTCAGATGGGAAGCAGT GAGGCGGCTCTCATAATTCA 266

Ai05B8607 Araip.B05 8607 p2 (AG)6 12 25580285 25580296 TGTCTTCAGATGGGAAGCAGT CATCCATTCATGAGGAGGCT 276

Ai05B8609 Araip.B05 8609 p2 (AT)6 12 25596068 25596079 AACCTCTGGCCATGTCTTTG TCCATCCAACTGACAACGAA 270

Ai05B8610 Araip.B05 8610 c (A)10ttaagtgc(A)1028 25597391 25597418 TGACCGTCAAGTCTATCGTTACTC TCAGGATCTAATTTGAGCCCAT 277

Ai05B8617 Araip.B05 8617 p2 (AG)9 18 25613764 25613781 AGAGGACCCCAAAAACCTTG TGGAACGAAACATGCTTGAG 271

Ai05B8618 Araip.B05 8618 p3 (CTT)22 66 25614215 25614280 TCCACCAGAGTAATGGTGCTC TGCCCAAGATGAAGAACACA 228

Ai05B8622 Araip.B05 8622 c (TA)6tttttttctc(T)1133 25637436 25637468 GGGCATTTTGTCCCCTTTAT GCCTTTTGCATATGGGTGTT 148

Ai05B8624 Araip.B05 8624 p2 (TA)8 16 25650904 25650919 GGTAAACAGAAACGCAAAGAGAA CCCCTCCCCTGTTTTCCT 280

Ai05B8625 Araip.B05 8625 p3 (TTC)5 15 25653084 25653098 AGTGCAAGGAGGTCAGGGTT CAGTGATGCGTGAGCATCTT 218

Ai05B8628 Araip.B05 8628 p3 (TAT)5 15 25677373 25677387 GAAATGATTTTCACTTTGGCG TAACGAGGTGAGCGAGCTTT 196

Ai05B8631 Araip.B05 8631 p3 (TTA)9 27 25694777 25694803 GTTGCAAGATTCGGTGTGTG TTTTGTTATTGTTGATGATGATGG 262

Ai05B8632 Araip.B05 8632 c (ATT)5ggctccactactagtta(TAT)6tgttattattattgttattattatgatgatggaaatggtgttgttgt(TGA)5112 25694966 25695077 TCCACTAGCTAATAACACTCATCACC GGAGTTGATGGGGATTCAGA 270

Ai05B8633 Araip.B05 8633 p3 (ATG)5 15 25695389 25695403 AGCTGTTGTTGCTGGTGTTG CCACACCCTTCATCTTCTGC 150

Ai05B8634 Araip.B05 8634 c (AGA)6acc(ATT)8aggacaatcaccagagtttatttcaggtgctgctgctgacgctgcaaagttgcagaatccatcttcccacaccaatatcctaataatatatc(ATA)5152 25696206 25696357 GCCTTGGTAGGGTTGGAACT GAGGAAACAGAAGGAACTGGT 280

Ai05B8635 Araip.B05 8635 c (TAG)5taatggggggaactactacatacatacatcttctttatataataagcttagcccaccaacatggaaaagtgaaaaaatctcacatttatttattcatatc(TA)6127 25696747 25696873 ACCGCCAATGGAGTTAGATG CAATTCACCTCCCTCACTTCA 230

Ai05B8639 Araip.B05 8639 p2 (AT)7 14 25700054 25700067 CATCCTTCCCAATGTCCATC CTTTCTCCCCCTTCCATTTC 180

Ai05B8640 Araip.B05 8640 c (GTT)5ataaattaatagcatttttctttaaattatatat(A)1564 25702023 25702086 CTTCAATCAACGAGTTGGTCC GGGATTAAATCAGTACAATTCGC 243

Ai05B8645 Araip.B05 8645 p2 (CA)6 12 25711695 25711706 TCAGAAAGCACACATGCACA GGCCTGCATAGGACAGACAT 130



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B8652 Araip.B05 8652 p2 (AT)6 12 25720517 25720528 TATGTGGGGGCACCTAAGAG TTGAATCCACAGAAGCACCA 150

Ai05B8654 Araip.B05 8654 c (A)12g(A)11gaaaaagaaaaaccttgttcctccgtgtagttaaatatatacaaaaatgcatcaggtccatcaatgaataataatgt(ATG)5116 25721942 25722057 TTTACAGGATGGATGGCACA GTCAACACAAGTCCCCATCA 266

Ai05B8656 Araip.B05 8656 p4 (GAAA)5 20 25724136 25724155 CCATGAAGGGTCACTGTCCT TGAATTACTGCTGCCACTCG 257

Ai05B8657 Araip.B05 8657 p3 (ATG)6 18 25724931 25724948 GCGCGCATATTCCAAAGTAG TGCACTGTTCTTTGTCTGCC 117

Ai05B8665 Araip.B05 8665 c (T)10c(T)11 22 25745300 25745321 TTCACTTGACACCTTCACGC GAAAAACACAAAGCTTGCGA 226

Ai05B8668 Araip.B05 8668 p3 (GTC)6 18 25769140 25769157 TTGGCACAGTTAAGCCACAA AACATCAGCACCTACTCCGC 246

Ai05B8669 Araip.B05 8669 p2 (CT)17 34 25772087 25772120 CGTCGGTAAATCCAACCCTA TAACGGTGAAATGGCAACAA 262

Ai05B8670 Araip.B05 8670 p3 (GTT)5 15 25777113 25777127 GGGGGAGTGGTGGAGATTAT TCCCTCAACACCACAATTCA 168

Ai05B8682 Araip.B05 8682 c (CT)12cgacctgtggaccccacaggatccccacctacccca(TC)774 25806324 25806397 CCTAAATGGAGCAGGGATGA TGGTTTAGCCAAGGGGTAGA 247

Ai05B8683 Araip.B05 8683 p2 (TA)12 24 25810718 25810741 TCTTTACCGAGAGTTGACGGA GGACATTAATAATCCGGAAAGA 279

Ai05B8689 Araip.B05 8689 p2 (AG)6 12 25826292 25826303 AGGGGCGTAAAAACAAGGAA TCCGAAGCGAACTTCTGACT 213

Ai05B8692 Araip.B05 8692 p3 (TGA)5 15 25834247 25834261 GTGTCCAACTCCTCCATCGT GTGATACCACATGGCGACTG 269

Ai05B8697 Araip.B05 8697 p3 (TCT)5 15 25849009 25849023 TTGTAAAACACCAAGACGATTGA TTGGAGCACTTGATTGAAAATG 257

Ai05B8698 Araip.B05 8698 c (A)10gttcttctttctcatttttccaaaataattttcgaaaaatcc(A)1062 25857174 25857235 TCGAGTTTGGACAACTGACG GACTCGAACAAGAAACACAAAAA 205

Ai05B8699 Araip.B05 8699 p3 (CAA)6 18 25871235 25871252 TGCACAAACAAAGGAGGTTG ACATGACAGAGCACAATGGC 184

Ai05B8700 Araip.B05 8700 p2 (CT)6 12 25877186 25877197 AGCTTGGTGCAAAGGAAAGA CTCCAGGGTTGAAGCTCTTG 139

Ai05B8710 Araip.B05 8710 p3 (TTC)5 15 25921526 25921540 GAATGAGATCCCTCGGACAA TCAACAATTAGCGTTCAGCAA 277

Ai05B8711 Araip.B05 8711 p2 (TC)8 16 25922003 25922018 GTTGCTGAATGCTGCTGCTA TAAGCTTGGATCCTCGGAAA 271

Ai05B8712 Araip.B05 8712 p2 (AG)6 12 25922629 25922640 AGGATGGCAAGGGAATGAG TTGCATAAAAAGGAAATGGAAA 264

Ai05B8717 Araip.B05 8717 p2 (TA)6 12 25945355 25945366 GGCAAATTCTTTGAGGAAGC CGCAAAGATAATAAAATTGTGAAAGA 251

Ai05B8720 Araip.B05 8720 p2 (TA)6 12 25963554 25963565 TTCGACGAGCTTTTGGCTAT TTGCACTAAAATACACTATGAATAAGC 107

Ai05B8723 Araip.B05 8723 p3 (CCT)5 15 25977707 25977721 CCAACCTTCTCGCATTCTTC GCAGAGGCCAGAGTAGGAGA 263

Ai05B8726 Araip.B05 8726 p2 (TA)6 12 25980559 25980570 TCCGCCATAGTAGCCTTGTT CCACATACACTGGCCCTTTC 258

Ai05B8727 Araip.B05 8727 p2 (TA)8 16 25980772 25980787 GTGGCCATGTTCAATCCTTT ATTGCAACAGCACCAATCAC 213

Ai05B8734 Araip.B05 8734 p2 (TA)9 18 26014292 26014309 GTTTGAACTCAACCCCGCTA ATGGACTCCTTGATGGCAAC 225

Ai05B8739 Araip.B05 8739 p2 (CA)7 14 26066915 26066928 TGCACACCCATGTGAGTTTT CAACAGAGTGCACCTTCCAA 169

Ai05B8740 Araip.B05 8740 p2 (TG)6 12 26074509 26074520 CATCTTCGCCTCCATTTCTC CCCTCACCCACTCCATCTAA 136

Ai05B8748 Araip.B05 8748 p2 (TA)6 12 26090172 26090183 GATTGTTGTTGGTTCCACGA TGAGAGAGAAACCATTCAAGAGT 278

Ai05B8753 Araip.B05 8753 p5 (AAATA)5 25 26118200 26118224 AATCAACCCCCATGTCAAGT AAAAGTCATCACCTCCGCTG 259

Ai05B8761 Araip.B05 8761 c (TC)15ccccctccttttcctcgctctccccttttctt(TC)9ccgtctttcttc(CT)7106 26154925 26155030 TCTCTCTTTCCCCTTCCCAT GGAGAGAGAGCGAGAGGAAAA 194

Ai05B8762 Araip.B05 8762 p2 (TC)9 18 26155151 26155168 TCTCTTTCCTTTTCCTCCCC GAGAAAGAGAGAGAGGAGGCG 213

Ai05B8763 Araip.B05 8763 c (AG)7gaagagagaaagggagagacagaaagaaagagagagt(GA)6ggagagggaaggagagaaagtgagaaagagagagg(GA)7112 26155517 26155628 TCTCTCTCTTTCTCTCCCTTTTT CTCTCTTTTCCTTTTCTCTCCC 280

Ai05B8764 Araip.B05 8764 p2 (AC)8 16 26156456 26156471 GGGACTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 240

Ai05B8765 Araip.B05 8765 p2 (TA)6 12 26160016 26160027 TCACGCACACACATATGACG GCAGATTGAGCTTGAGGACC 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B8771 Araip.B05 8771 p3 (TCT)5 15 26227225 26227239 CCGAATACACACATCCCTCC CTTGGAGGTGGAAGCTTTTG 203

Ai05B8774 Araip.B05 8774 p2 (CT)17 34 26238592 26238625 TTTGAATCTTGACCTTCAAACC GGCGACTAAGCGATGAATCT 275

Ai05B8781 Araip.B05 8781 p2 (AG)10 20 26250609 26250628 TGCATGCAACAACCAATTAAC TTCTCTGTTCCAAACCCTGG 174

Ai05B8782 Araip.B05 8782 c (A)16tttcgattggcaaatgactaatctttgacctattaaacttggggtatacaggaatattgtg(A)1087 26256774 26256860 CGGAGATGACAAGGGGATT ATGGGTCCCAAGAATCAACA 279

Ai05B8784 Araip.B05 8784 p3 (AAG)5 15 26263774 26263788 AAGAAGAATCGGTGGTGGTG CCCATTTCATTCCTGCAACT 277

Ai05B8788 Araip.B05 8788 p3 (TAT)6 18 26282296 26282313 AAAGGCTTGCTATTGCCAAA ACCCTGAAAATCCTGCAATG 181

Ai05B8789 Araip.B05 8789 p2 (TA)6 12 26290727 26290738 AATGATCACGATTTCGCACA ATCACAACAATCCACCCACC 177

Ai05B8791 Araip.B05 8791 p2 (AG)6 12 26295847 26295858 AGATATGTGGTTCGGCCAAG GATTGCACTCTATGGGCGTT 257

Ai05B8792 Araip.B05 8792 p2 (AT)6 12 26301237 26301248 TCGATGACGTACATCCACAAA GGATATGGGCGCAGAAGTTA 235

Ai05B8793 Araip.B05 8793 p2 (TC)6 12 26304715 26304726 CTAGTAGCAACGGCGGTAGG GGAGAGAACAGTGTGCGTCA 274

Ai05B8795 Araip.B05 8795 p4 (TATG)7 28 26320607 26320634 TCCTTGCAAAATTCACCACA CCCCTCTCACATTCCATGAT 229

Ai05B8800 Araip.B05 8800 p2 (AT)10 20 26342167 26342186 CCCAGTCGCAAACACAGATA GGGATAGGGATTGTATTGGCT 279

Ai05B8801 Araip.B05 8801 p2 (TC)6 12 26346636 26346647 CTGCAACAGCAACAGGAAAA TCAAGCCTCAAGCAGAATCC 169

Ai05B8803 Araip.B05 8803 p2 (TA)8 16 26355021 26355036 TAGAAAGCCAGCAGCAACAA AGGACCTCAATGTGGGTTTG 272

Ai05B8804 Araip.B05 8804 c (T)10cttttataacacttattacaacaaaataaaactcaattgcaaataaaaacatgtttaaacatgaataaa(AAT)7aaaagcaaacaaaataaaaatattaaaattaactaatattttcaaggg(A)12160 26355641 26355800 TCGTAATGCACATTCAGAGACA TGTATATGGTGGCGGTGATG 235

Ai05B8807 Araip.B05 8807 c (T)10aattgggtccctacacttttttttccttttatttaggtccctgtactaa(T)1271 26360838 26360908 CACAAAATTTTCAATTAGGTCCC TTGGGTCCCTACACCAATTT 206

Ai05B8810 Araip.B05 8810 p4 (TAAA)5 20 26364630 26364649 TAAATGCGTGTGCTGGTCTC TGAAAGGTTAAGTGCGTGTCA 206

Ai05B8811 Araip.B05 8811 p3 (TAG)6 18 26366090 26366107 ACCACGATAATTTCAGGGCA GGGGAACCTTTGTTTTGTGA 170

Ai05B8813 Araip.B05 8813 p2 (TC)9 18 26368990 26369007 TTTCTTGCTTTGGTCCCTTG TCCTCCACCTTTTTCCTTGA 166

Ai05B8814 Araip.B05 8814 p2 (TA)7 14 26370310 26370323 GCAATGCGCAGTAATTAAAGG TTCAATTTTGATTAATATCCCCA 276

Ai05B8815 Araip.B05 8815 c (T)10(A)10 20 26371274 26371293 TAACCGACGTGTAACGGTCA CAACGGTCACTAACCCACCT 270

Ai05B8816 Araip.B05 8816 p2 (AT)9 18 26382770 26382787 TTGTCCAATGTGCATTGATTC GGGAACATGGGTTAATAAGGG 222

Ai05B8819 Araip.B05 8819 c (T)11ggacaattgaacaagggcttaggattagtagaatgggtttagttgcata(T)1070 26406957 26407026 TTCCCACTCCAGGAATGAAG GCGATGCCCAATAACAAAGT 206

Ai05B8820 Araip.B05 8820 p2 (AT)9 18 26410250 26410267 CCAATTTTGTAAGAGGGATAGAAA TGCCACTCTGATAGCTTGGA 228

Ai05B8821 Araip.B05 8821 p4 (TAGT)8 32 26415342 26415373 CCCTTCAACCATCATCCAAC GCATGAAGAACTCAAAACCAAA 254

Ai05B8823 Araip.B05 8823 p3 (AGA)5 15 26423129 26423143 AGGAGTCTCCAACCTTGGGT GTCAAGCCCTCTCTCTCCCT 163

Ai05B8824 Araip.B05 8824 p2 (CT)8 16 26433495 26433510 CCATGATAGATGCCTTCCGT GCGAGTGTTGAGGAAGAAGG 174

Ai05B8825 Araip.B05 8825 p2 (TA)7 14 26444719 26444732 TGCTTGGTCTTTTGGTTTCC AAAATGGCAAAAACGGTCAA 270

Ai05B8827 Araip.B05 8827 c (A)13ttgtgtgactac(A)1035 26452379 26452413 CGAGATTGATTTTACGCTAATCC CGGGAGAGAATGTGAAATGA 280

Ai05B8829 Araip.B05 8829 p4 (TTCT)5 20 26457810 26457829 TTTGTGGTAGCTCCCATTTTT TGCCACTGAAAAACAATCCA 213

Ai05B8833 Araip.B05 8833 c (CAA)13tgatg(ATA)1177 26465144 26465220 TGACTCCACCTACGCACAAG TAAAGAGATGGATGGGCCAC 242

Ai05B8834 Araip.B05 8834 c (ATA)14cc(AAT)19101 26466006 26466106 CTGATCGCCTGCCAAAAA TTGGATCATCCTCAATGGGT 278

Ai05B8837 Araip.B05 8837 p2 (GA)8 16 26477369 26477384 AATGGCTCGTCAATCGAAAC CTTTTCTTCCCCCTCTCACC 208

Ai05B8839 Araip.B05 8839 p2 (GA)7 14 26496046 26496059 GAGAGAAGAAGGCGGTGATG CCTTTTCTTCCCCCTCTCAC 126
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Ai05B8840 Araip.B05 8840 p2 (GC)6 12 26496261 26496272 ATGACAGTTGGGGTGAGGAG ACGCGTCCTTTCCTCTTTCT 212

Ai05B8841 Araip.B05 8841 p2 (GC)6 12 26496967 26496978 GCGTAGGGTCCACATTCTCT AGAGAATGGGTGGTGGTGAG 261

Ai05B8842 Araip.B05 8842 c (TC)7actcctctcttcctcctcccggccgaactcccaccgcgccaccgtctccgcctccgcgccaccatcaccgccttc(CT)7103 26497180 26497282 CTTTTCTTCCCCCTCTCACC TGGTTCGAGAAACTGAAGGG 208

Ai05B8844 Araip.B05 8844 p3 (ATC)6 18 26511457 26511474 TCTCTTTAGCATTACAGACAAAGAAAT TTCATGCAAATTGTTGTATAATAGGAA 261

Ai05B8846 Araip.B05 8846 p3 (TAA)5 15 26520190 26520204 TCCCTAATTTTTAGGCATTCTTG TCGATTGGATGATGATAAATGC 186

Ai05B8849 Araip.B05 8849 p3 (ATC)5 15 26522921 26522935 TCCCCCACACTACCATTTACA TCTCCTGTTGACCTCCGATT 212

Ai05B8857 Araip.B05 8857 p2 (TA)9 18 26556711 26556728 TCGTGTTATTTCCAAATCAGTTC TGCCTTAATTTATTGGTATGCTTTC 175

Ai05B8858 Araip.B05 8858 p2 (AT)9 18 26557211 26557228 GAAGAAGAGGAGGAGGAGAACC TCATTTTCGTCACATCAGCA 156

Ai05B8859 Araip.B05 8859 p3 (GAG)7 21 26557417 26557437 GCAGTGTTAGGGCAGCAAAT TTTCTTTTCCTCCTCCGTCA 267

Ai05B8863 Araip.B05 8863 p3 (AGG)5 15 26571162 26571176 TCCCAAAAAGAGAAGAGCCA TCAGGATGCCAAGAGAAGGT 233

Ai05B8864 Araip.B05 8864 p2 (AG)6 12 26584451 26584462 GCTTAGAGGCTGCAGAGTGG TGGCAACATAAAGGAATCAATG 248

Ai05B8869 Araip.B05 8869 p3 (TCA)5 15 26595324 26595338 TCTCTGTCCTTCTCCCTCCA CTGATCCGAGAAGTCAAGCC 221

Ai05B8871 Araip.B05 8871 p2 (CA)6 12 26603603 26603614 AATGGTAGATGGGAAGCACG CTGTTGCAGGACAGTGGAAA 269

Ai05B8873 Araip.B05 8873 p2 (AT)9 18 26605663 26605680 TGATGCCGAGTTATATAATCCAA GAAGACTGTGAGGTGGAAGTCA 280

Ai05B8875 Araip.B05 8875 p3 (GAA)6 18 26609896 26609913 CGACGACGAAGAAGGAAAAG GCAGAGAAGATGGGAAATGC 276

Ai05B8879 Araip.B05 8879 p2 (TC)10 20 26613320 26613339 CTAGCGGCGAGGATACAAAG CGTTGCTCCTTGTCTTGTGA 224

Ai05B8881 Araip.B05 8881 p4 (TTAT)5 20 26624341 26624360 CATCATGATCTCATCTTCTCCTTC TTTCTTCGCATTCCTTCTTTTT 202

Ai05B8886 Araip.B05 8886 p2 (AT)8 16 26634728 26634743 AATCATGCATAGCCGCTCTT TGAAAGAAAGAAAGAACGAAAGAAA 209

Ai05B8889 Araip.B05 8889 p2 (AG)6 12 26642318 26642329 GGGGTATCCAAATAGCAAACA CCCGTCCAATTGAACAAACT 249

Ai05B8892 Araip.B05 8892 p2 (GA)6 12 26668276 26668287 AGAGGAGAGAGAGGGGTTCG TTTCAATTTGCTTTTATTTCTTTTC 183

Ai05B8893 Araip.B05 8893 p2 (TA)9 18 26677069 26677086 CTTCATCCATTCAACCAACAA AGCCAAACTTGAGCCTGAAA 140

Ai05B8897 Araip.B05 8897 p2 (CT)6 12 26703291 26703302 CATACAAATGGAAAGAAAGGAAAA CCCAGTTTCAGGTTCGAAAA 279

Ai05B8899 Araip.B05 8899 p3 (CTT)6 18 26709082 26709099 TTCTTCTCCCTCCTCCTCATC ATGGGCACGCTTTAAAAATG 276

Ai05B8901 Araip.B05 8901 c (AC)30atatata(TG)1597 26715965 26716061 ATTTCATTATATTGCACTTTGCC CAATGGAACGCCCTAAAAGA 238

Ai05B8903 Araip.B05 8903 p3 (CTT)6 18 26721733 26721750 TGCAGCAAATTTCGGTATAAAA GTCGCGAAGAGTGAAGGAAG 210

Ai05B8906 Araip.B05 8906 p3 (GAT)5 15 26724508 26724522 TCCCGTCAAAGATCAACTCC CATTTCCTCCTCCCATTTGA 277

Ai05B8909 Araip.B05 8909 p2 (GT)24 48 26739831 26739878 GCCGAACCTTGAGTAATTCG GGGAGCCTTGAAGGTTGTTA 233

Ai05B8910 Araip.B05 8910 p2 (AT)10 20 26741826 26741845 GTGTGTGTCTTGATGGTGGC GAGCACAGCTATGCCAAAAA 263

Ai05B8920 Araip.B05 8920 c (A)10gaaataataatgaggccgagatggtgatatggccttctctagtaaggacttatcaatgactagtgctaacaatttttgtgtaaaaaataaaaaaagaaca(T)10ctaatacagaaagtgtgcatgtgtgtgaaggagaaggaccctccccaagaagagtacaaaccttggtatgtgca(CT)8210 26760010 26760219 CATGGAATGGTTAATTTTGTGTT CCCAGAAAGAGAATTTGCGA 266

Ai05B8922 Araip.B05 8922 p3 (TTC)5 15 26782114 26782128 CCCATCACCTCTTCACCACT TTGCTCGTCCCGAGTAAAAG 269

Ai05B8925 Araip.B05 8925 p3 (AAT)6 18 26801898 26801915 CATGGGCTTTTTCACAAACA CACCATATGCTTGTGCCTTG 139

Ai05B8926 Araip.B05 8926 p2 (GA)7 14 26802128 26802141 AAGGCACAAGCATATGGTGA CCTTCTTTCTTCTTTCCCCC 246

Ai05B8928 Araip.B05 8928 p2 (CT)6 12 26814252 26814263 TTGGGTTGGAGAATTGAAGG GGATCTCAGGACCCAAGAGAC 223

Ai05B8931 Araip.B05 8931 p3 (TTA)5 15 26841701 26841715 GCTTATATTGCCTTTTGACCCA TCAAAATTACTAAATGTGCCAAGTTC 202
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Ai05B8933 Araip.B05 8933 p2 (AG)8 16 26846193 26846208 TTGCAATTTAAAAATCCACGG TTTTGTTGTGATGAGGATGGA 268

Ai05B8934 Araip.B05 8934 p3 (GAA)5 15 26851148 26851162 GGGACAAAACAACAGTGGTGA AGGCAAAGCAAAAACCATTG 251

Ai05B8946 Araip.B05 8946 p3 (ATA)5 15 26883297 26883311 GAGTAGAAGACGCGAGTCGG AACCTGAGGCCATTTTCCTT 179

Ai05B8947 Araip.B05 8947 p2 (AG)9 18 26884092 26884109 GGCAGTGACTCGTTGGAAAT TTGAAACTGTGAACCCCTCC 267

Ai05B8951 Araip.B05 8951 p3 (TAT)5 15 26893549 26893563 TTGTTATTTGCTTTTTCTTGGGA CACCCCTACTCACACCCCTA 262

Ai05B8955 Araip.B05 8955 p3 (CTT)12 36 26895404 26895439 AGAGGCTCTGTTGCTTGCTC CCAACCCAACTTGACTCGTT 171

Ai05B8958 Araip.B05 8958 c (TC)6cactcgtttttttcaaaactcgttttttcccaaaacttaaattccgttcgtttgatttgtccccaaagaatatatcctc(T)11102 26901094 26901195 TGAGCCGTGTTATTTCACCA GTGGCGTTGAGGAGGATAAA 266

Ai05B8959 Araip.B05 8959 p2 (AT)6 12 26902158 26902169 TTTAAAAACCGCAATACCGC GGATATGGGCGCAGAAGTTA 275

Ai05B8960 Araip.B05 8960 p2 (TA)10 20 26914912 26914931 CAATAACCAAACGCAATGGA GGGATGGTGACAGAACGAAA 252

Ai05B8967 Araip.B05 8967 p2 (AT)10 20 26946080 26946099 TTGAGAAATGGTTTTCTGTTGG CTTCAAGGGTTCCATCCAAA 162

Ai05B8968 Araip.B05 8968 p2 (TA)7 14 26948057 26948070 TGGTGACGTGATCGATGATT GGGGTGAGAACCTAACCACA 253

Ai05B8969 Araip.B05 8969 p4 (TATG)5 20 26948349 26948368 AAAGAGGGATAGGAGCCGAG GCCTTTAATTCGAAACCGAAC 217

Ai05B8972 Araip.B05 8972 c (AT)6acgaagcattcacacacgataactaaatgcataaaggtaagaaaaggatcatagatacaagataatcaaggtg(TA)799 26962355 26962453 TGCCGATGAAGGAATAAAGC CTAGCTAGCCGGTCTTCCAC 270

Ai05B8981 Araip.B05 8981 p4 (AAAT)5 20 26995285 26995304 TTTGATCAGAATCTCGTGCTG GCAAAAACAATTTTCTTTCTTTCTTT 234

Ai05B8985 Araip.B05 8985 c (ACA)5(ATA)6acaataatag(TAA)661 27010064 27010124 ATTTCCATGTCGTCGAGTCC GATGGCCCACTGATACTGCT 263

Ai05B8991 Araip.B05 8991 p2 (AT)9 18 27018647 27018664 GCTTAATTTGGCACCCCATA TTGTTCAAACATGACCCCTG 274

Ai05B8992 Araip.B05 8992 p3 (AAC)5 15 27021920 27021934 TTCCACCATTCCTTACAGGC AGGGTAGAGAGGGGCATGAT 206

Ai05B8993 Araip.B05 8993 p4 (CTTC)5 20 27022166 27022185 TCATTGTGGGGTGCTACTAGG ATCTTCCCACAAGGGTGTTG 246

Ai05B9003 Araip.B05 9003 p3 (GAA)6 18 27046524 27046541 CTAGTGCTTCCACCACCCAT CTGGACAGTTTTCCGGTGAT 264

Ai05B9004 Araip.B05 9004 p3 (AAT)5 15 27046887 27046901 TAACGACCCAAATCTCAGGG CCTACACCCCCAATCTTCCT 276

Ai05B9007 Araip.B05 9007 c (TTA)5tttgaagggcggctgacgtaa(T)1046 27048490 27048535 CATTGGCCCATCCTAACATT GCTGAAGCCTGAAACTCAACA 202

Ai05B9009 Araip.B05 9009 p3 (TTA)6 18 27050298 27050315 TGCATTTTCGTTGTACTTTCTCA TCTTAAGGGGCTGCAAAGAA 265

Ai05B9010 Araip.B05 9010 p2 (AT)6 12 27051905 27051916 TATCCACGCTTAGACGCTCC GCTACGCTAGCATGCACAAA 272

Ai05B9013 Araip.B05 9013 p2 (TG)6 12 27062134 27062145 GTGTGAGCGCATCAGAGTGT GCTCTGAACAGAGGCCACAT 163

Ai05B9014 Araip.B05 9014 p2 (AG)6 12 27064702 27064713 GAAGCAATGGCAACTTAAATCA CGCATATTTTCACCTTTCAATG 280

Ai05B9015 Araip.B05 9015 p2 (TA)7 14 27065527 27065540 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 269

Ai05B9017 Araip.B05 9017 p2 (AT)6 12 27069734 27069745 TCCAGCCCAACTTTCTGTTC TCATATCGCGAAAAACACCA 102

Ai05B9019 Araip.B05 9019 p5 (AAGAT)6 30 27092713 27092742 GGACGGTTCCGTTGAAGATA CCTGGGTGCTCCAGTGTATT 128

Ai05B9021 Araip.B05 9021 p5 (AAGAT)5 25 27110798 27110822 GCCCAACTCAAGGAATACGA GGTACCTGCAAGAGACTCCG 259

Ai05B9022 Araip.B05 9022 p5 (AAGAT)5 25 27111433 27111457 GCCCAACTCAAGGAATACGA GGTACCTGCAAGAGACTCCG 259

Ai05B9030 Araip.B05 9030 p3 (TTC)5 15 27142192 27142206 TAATCCCCAGCATAACGTGG TTGCATGTTATTATTGCCGC 266

Ai05B9034 Araip.B05 9034 p3 (ACG)5 15 27165350 27165364 TCAGGCTATTGTCTCCCCAC TTCATCATCATCGTCGTCGT 244

Ai05B9035 Araip.B05 9035 p4 (TTGT)11 44 27165960 27166003 TGCAGATTTTATGGAGCCTG ATGGCCTGTTTCATCCAAAG 169

Ai05B9036 Araip.B05 9036 p3 (AGA)13 39 27167130 27167168 TCTGTAGGGGATCAGGTTGC TCATCAATGAAAGCAGTGGC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9037 Araip.B05 9037 p4 (CCCT)5 20 27171155 27171174 CAGTTGTTACTCGGGGGAAG GGAGCCTACACAGAAGACAAAA 149

Ai05B9038 Araip.B05 9038 p4 (AAAT)5 20 27172452 27172471 GGTGGCTGACTTTGGTGACT AGAGCGAGCTAGATTCAGGG 184

Ai05B9041 Araip.B05 9041 p2 (GA)6 12 27181044 27181055 GGCATGATTTTCATTTGATGG ATACAGCAACACACAGCGGA 271

Ai05B9043 Araip.B05 9043 p3 (TCC)5 15 27187927 27187941 ACGCACTCAAAATTCCCAAC TCAGCAGCATCAAGTGAACC 261

Ai05B9045 Araip.B05 9045 c (T)12gaagtaaagaattcaacacaactaagtggagcaacaaaagacaaag(A)1270 27190575 27190644 TCAAACAATTAAGGTGTACACAAACA GTTGATGGCAATGCAAGAGA 271

Ai05B9047 Araip.B05 9047 c (AT)6taattataagaataaaagataaataggtcttgac(T)1056 27200192 27200247 TTCAGTTCACCGGTGTAGGTT ATTTTCCAATCCTTGGGGAC 158

Ai05B9048 Araip.B05 9048 c (AT)6aaacctccaaaag(T)1237 27203417 27203453 CGAATTTCATAAAGCATGTTTGG TGACCGATTTAGTTCTCACAACC 195

Ai05B9049 Araip.B05 9049 p2 (AG)6 12 27206062 27206073 TGGGACGATTTTTGGACTGT CCTGGAATTGGAGAAAACGA 233

Ai05B9056 Araip.B05 9056 p2 (AG)20 40 27237550 27237589 AGGCGATTTTTGGGCTATTT GTTGGGAACATTGAACCTGG 274

Ai05B9058 Araip.B05 9058 p3 (ATA)25 75 27245835 27245909 ATTTTGCAGTTTGGGCTTGT AAAATTTCAACAAATTGACCAACA 271

Ai05B9059 Araip.B05 9059 p2 (AT)18 36 27246526 27246561 TATGGGGAAATGTGGGAACT TTGGGGTAATTTTATCCCCTATTT 202

Ai05B9061 Araip.B05 9061 p2 (AT)6 12 27253665 27253676 TCCAAGTGGGAGATTGTTGG GGTCTCGCCTAGAAATGCAG 228

Ai05B9063 Araip.B05 9063 c (A)13gcagactcagaaagatattaagaaagaaccaaatcaaagag(TA)972 27256713 27256784 AACTTGCGTTTCCAATGCTT GAATGTGCCTGACGGAGACT 280

Ai05B9065 Araip.B05 9065 p3 (GAA)5 15 27270296 27270310 CGGTCTTAGGTGCCATCAAT TCCTCTCTACTTGGCCGAAA 165

Ai05B9066 Araip.B05 9066 p2 (AG)6 12 27275860 27275871 TTTTGAAAAAGGGGGAAGAT TTGTGATTCCTTGTGAATCAAGTT 276

Ai05B9068 Araip.B05 9068 p3 (ATC)5 15 27279618 27279632 TCATCATCATGCCTTTTCAA GCTTGTGCTCATTTTGGGTT 264

Ai05B9070 Araip.B05 9070 p2 (TC)7 14 27298285 27298298 TCTCTACCAATGGGCCAGAC TTGTCGGGTGGTGATGAGTA 231

Ai05B9074 Araip.B05 9074 p2 (CA)8 16 27307446 27307461 ATTCAAACAGGCCAAGCTCA GCTGTAAATTGGGAGTTGGG 275

Ai05B9075 Araip.B05 9075 p4 (GAAA)6 24 27311666 27311689 CTCCACACGTGGATTTCCTT TGCATGATTCTGATTCAGGTG 237

Ai05B9078 Araip.B05 9078 p3 (ATT)23 69 27321175 27321243 GGCTTTGGGTTTGGAATTTT ATTCTCGTCTCTGGGAGCCT 221

Ai05B9079 Araip.B05 9079 p3 (ATT)53 159 27324555 27324713 TGAGCATGGGATGTTGATTT CAAATCTGCCTCCACCTATTG 258

Ai05B9080 Araip.B05 9080 c (TTG)5gcagaattttcagggtttgaa(TTG)551 27327327 27327377 GTTGCTGCCAAGTTTTGTGA CATGGATGCATCTCCACATT 211

Ai05B9083 Araip.B05 9083 p2 (GA)6 12 27341377 27341388 AATGATGAAGATAATGCATTGGA TGACCGGTTCGATTACTGGT 271

Ai05B9093 Araip.B05 9093 p2 (TC)9 18 27397143 27397160 ACTTGCTTGGCCAACACTCT ATCCCTGGTGCTGGTTAGTG 244

Ai05B9094 Araip.B05 9094 p3 (ACC)5 15 27401320 27401334 CTCACCCCTTTGGTAATGGA GCCAAACAGGTGGTTGACTT 273

Ai05B9098 Araip.B05 9098 p4 (AAAT)8 32 27419480 27419511 GGACTGGACCTTCTCGCTAT CAAAAATAATGGTGTATGCATGTG 280

Ai05B9100 Araip.B05 9100 c (AT)6tgcaaatgagttattgataaagcatattaaaattcatattttgtgtttacatgccaaccaaatcaggacgaatatct(A)11100 27420330 27420429 ATTAATCATATCATTGGCACCAT TGCAGTTTAAGTTCCGTGGAC 279

Ai05B9107 Araip.B05 9107 p2 (CT)7 14 27429288 27429301 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTGTGAGTGAGGGAGAGATG 275

Ai05B9108 Araip.B05 9108 p3 (TCT)5 15 27431481 27431495 ACACACATCCCTCCATCTCC GACGCCAGAATTAGGCAGAG 242

Ai05B9109 Araip.B05 9109 p2 (TA)7 14 27450730 27450743 CTCCTAATTTGAGGGAGGGG TGTGATTCATTTCGCTTTCA 240

Ai05B9112 Araip.B05 9112 p2 (TA)7 14 27473467 27473480 GCATGTCCTCATGCTAAGCTC TGCTTGTCTTGCAAGTTTGTG 276

Ai05B9113 Araip.B05 9113 p2 (TA)6 12 27495886 27495897 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 276

Ai05B9114 Araip.B05 9114 p3 (AAT)5 15 27504422 27504436 TCTCCTTTCAATCAACTCCCA CCTCTGCCAAGACTTCATCA 259

Ai05B9115 Araip.B05 9115 p3 (AAT)5 15 27506800 27506814 TTGAGCATTCCAACTCAAGG CCTCTGCCAAGACTTCATCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9116 Araip.B05 9116 p2 (CT)6 12 27511822 27511833 CCTGATAAAAAGAAACAATCCTGAA TCGCAGTGACGAAAAATCAG 261

Ai05B9119 Araip.B05 9119 p3 (CTT)5 15 27524439 27524453 TGGAGAGGTTTCCAGCAACT CCTCCATGGGAAAGTCAAGA 231

Ai05B9120 Araip.B05 9120 p3 (CTT)5 15 27524610 27524624 TCTTGACTTTCCCATGGAGG TTTCATGCAACCTTTCACCA 257

Ai05B9122 Araip.B05 9122 p6 (TTTTAT)5 30 27539575 27539604 CTTGAAGGCAACATTGAGCA TTTCTGTGCCGAGGTCTTCT 237

Ai05B9124 Araip.B05 9124 p3 (GAA)6 18 27545218 27545235 TCTTGTTCGAAAAGCTCGGT TTTCGAATTCCTTCCCCTCT 280

Ai05B9125 Araip.B05 9125 p2 (AG)8 16 27557149 27557164 TGAACTCAGAGAGAGAGGGGG TTGATTTTCAAATTTGTTTCAACT 268

Ai05B9127 Araip.B05 9127 p2 (AC)6 12 27567205 27567216 GGGCTAAGGTAAGGGTGAGG AGGGGACAAAATTACCCCAA 232

Ai05B9128 Araip.B05 9128 c (T)10a(T)11 22 27567486 27567507 TTGGGGTAATTTTGTCCCCT GAGACCAGAAAAACCATGTGC 224

Ai05B9129 Araip.B05 9129 p2 (CT)7 14 27570684 27570697 CGTCCGAAATTGTGTTTCCT GCTGCCTTTCCTGTTGAGAT 114

Ai05B9132 Araip.B05 9132 p2 (AC)7 14 27577934 27577947 TGAGGCTAAGGTAAGGATGAGG GGGGACAAAATTACCCCAAT 235

Ai05B9147 Araip.B05 9147 p2 (TG)6 12 27636297 27636308 TAATGCGAAGCGATGAGTTG AAACGTGCATCCTATTGATGA 275

Ai05B9150 Araip.B05 9150 p3 (CTT)6 18 27638976 27638993 TGCGCTCTTTTTCCATTTCT TTTTGAATTGAATGGACGCA 233

Ai05B9151 Araip.B05 9151 c (GAG)10aagaatctgtgtgcgcgaagaagaaga(AGG)5tatgcgtgaatttgaaagaagaagaaaaggacgtatgtgtgtatttga(AAG)5135 27639960 27640094 GCATCAATGCTACATCATCAAA ACGCCCTGATAACAACCAAC 278

Ai05B9154 Araip.B05 9154 p2 (AG)6 12 27645727 27645738 AGGCTAGCGGTCAAAATGTC CTGGATGGTGTCCAATGTTT 280

Ai05B9164 Araip.B05 9164 p3 (TAT)6 18 27674037 27674054 TGTTCTGCCCTTCACCTTCT TGCTTAATTTGTTGTTGGCCT 271

Ai05B9169 Araip.B05 9169 p2 (CT)8 16 27707650 27707665 TCGTCGTTCTTCTCCTTCGT TCTTCACCATCACGTCTTGC 132

Ai05B9172 Araip.B05 9172 p2 (AC)7 14 27723714 27723727 AACACACGCACACAAGCACT GGTAGGGTGTGCTTTTGGAA 257

Ai05B9175 Araip.B05 9175 p3 (CAT)5 15 27737864 27737878 GCAGGACAGGACTTGCAAAA TGGTGGCATGTGTTAATGTT 211

Ai05B9177 Araip.B05 9177 p2 (AG)6 12 27744029 27744040 ATCGGAAGCAGTGTGAGCTT CACTGCGTCGAATCTATGCT 260

Ai05B9178 Araip.B05 9178 c (A)11catagtaagtgaacttaaacaatgaaaaagaggaaacagc(A)1162 27745892 27745953 AGCCGTGTTTTAGTTCGTGC ATCCTCCCAAACGAGGAGAT 236

Ai05B9180 Araip.B05 9180 p2 (AT)6 12 27756941 27756952 AAAACTTGTACCTTAACCCTGTTCA ATTATCCGACCCAATGCAAA 267

Ai05B9181 Araip.B05 9181 p2 (TA)7 14 27765699 27765712 GGCATTTTTGTCCCCTTTTT GAGGGTGTGTACCATTTGGG 260

Ai05B9184 Araip.B05 9184 p2 (CT)6 12 27779401 27779412 CTTTTTGTTTGTTTCTTAACTTTTTCA TCAGAAGGACACTTTTTGGTCA 267

Ai05B9193 Araip.B05 9193 c (T)10aagaaaaaaatggaaaaagagac(A)1043 27838042 27838084 TTGAGAGCATCATTGTCTTTCTAA GGCAACAATGCACCATTAAG 242

Ai05B9201 Araip.B05 9201 p2 (TA)6 12 27851478 27851489 CCACACTTCTCCTAGCCGAC AACCAAACGGTGAAAGTTGG 243

Ai05B9205 Araip.B05 9205 c (T)10caag(A)10 24 27854754 27854777 TGGGTCTGTAAATGCACGAA TGTCAACAAAGCACTTCAATCA 249

Ai05B9208 Araip.B05 9208 p3 (TAT)5 15 27862800 27862814 CCACAATCAATTTTAAGAGCACC AAGGTTGCGTTTTCGTTTTG 246

Ai05B9209 Araip.B05 9209 p2 (TA)7 14 27863231 27863244 TTCGAAGTCCTGGAGAGGAA GGTGGAGAAAACGGGAAAAT 100

Ai05B9210 Araip.B05 9210 p2 (TA)6 12 27864529 27864540 AATGTGAGGAAAAACGTCGG TTCCTAAGCATTGCGCTTTT 262

Ai05B9211 Araip.B05 9211 p2 (CA)7 14 27876123 27876136 CTACCTTTTCCTTGCCCACA AGAGCTTGAAGGACGGACTG 237

Ai05B9212 Araip.B05 9212 p2 (TA)10 20 27876266 27876285 CACCCACACACACACACAGA GTATTCTTCAAGGCTCCTCGT 205

Ai05B9215 Araip.B05 9215 p3 (TAT)5 15 27883267 27883281 ATAGTGGCGCGGTTATTCAA TGTTGGAGCTGAGATCGCTA 269

Ai05B9216 Araip.B05 9216 p2 (AG)21 42 27885641 27885682 AAAGTTCTAGCCTCAGATTCCC ATCCTCCCCACATGTACTCG 111

Ai05B9219 Araip.B05 9219 c (T)14ctttgttaatttccaaccatattaaattttcaaataatcatcaatcacaatgaatcatttcccaaaataaaacaataaaacaataactttaatgattt(A)10122 27890881 27891002 ATTAAGGGTGCTCACAGTCG TTTGTACGGTTGTTAAATGCATAA 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9225 Araip.B05 9225 c (T)11actttctcttttagattttacaaccaaatttgttctcccatttttttc(A)1069 27912060 27912128 CGGGAGGACACGGATAGATA CCAAAGCCTAAAATTTATCAAAGA 276

Ai05B9228 Araip.B05 9228 p2 (AT)7 14 27913719 27913732 TTGTTTTCGAACATTTAAATCCC TTTAATTCTGTTTATGCACATTCG 256

Ai05B9230 Araip.B05 9230 p3 (CTT)5 15 27920323 27920337 ATGGAACCAAGGCAACTCAC TCTTGGCAGAGTGTACGGTG 210

Ai05B9236 Araip.B05 9236 c (T)10acattttttaaaaaagtaacatttttagtctatatttttctcgatccgacccaaaaatctgacctattaact(A)1092 27943379 27943470 ATCCCGTTTAAATTTTGGGC CGGTTACCCACCGTAACAAC 243

Ai05B9240 Araip.B05 9240 p2 (TA)6 12 27949203 27949214 CAATGACGAAGGGACTAGGG TCTCCATTGTCCACCACAAA 244

Ai05B9241 Araip.B05 9241 c (T)10ctttcttaatttttgtttattttcttttaagtcaccc(A)1057 27949959 27950015 TAGTATTCAGCGGGACTGCC GAGAGATGATTCATAAAGTTGGCTT 206

Ai05B9243 Araip.B05 9243 p4 (TTAT)5 20 27950685 27950704 AGAAAATCACCCGCAACATC TTGATTGAAGGGACACCTCT 180

Ai05B9245 Araip.B05 9245 p2 (TC)16 32 27962195 27962226 CGTTAGCAGCAATTTATGACTCTT GCAAGGCATGCAGAATCTTT 280

Ai05B9246 Araip.B05 9246 p2 (GA)9 18 27964921 27964938 GACAGTGACCAGCGTTGAGA AAACCATTCCCCTCCATTTC 155

Ai05B9247 Araip.B05 9247 p2 (AT)9 18 27966579 27966596 GAGTTGGGCCGATAGATGAA TTAAGGGGGAGAAATGCTGA 274

Ai05B9251 Araip.B05 9251 p2 (AG)6 12 27986360 27986371 TGCCCATTTTGGGAGTAAAG ACGTCTCTCCCTCACCACAC 117

Ai05B9254 Araip.B05 9254 c (A)12cctaactacacacaaaccaaaaacaattcaatgagaaactcgtg(CT)872 27991809 27991880 GCAACATTTTTATTTTCCAAGAA AATTGTTAGGGACCAATCGAG 269

Ai05B9259 Araip.B05 9259 c (T)10gtttaagataatatttatctta(T)1648 27997822 27997869 TTGAGCTAACTCTAATTGGATGAGAA ATTCTATGATGCACGGAGGG 247

Ai05B9264 Araip.B05 9264 p2 (TC)7 14 28013032 28013045 AAAATTGGCGTTGCAGAGAG CACTTGTGCAGTTCGGGTAA 230

Ai05B9265 Araip.B05 9265 p3 (TCA)8 24 28014317 28014340 GATTTATGACCAGCGGAACC TCGAACTGAAAAGGTGGTCC 111

Ai05B9267 Araip.B05 9267 c (CT)24cccccctctgtgaatttgcatctatgactctggatctttgtaactctgtaactgtaacttatgttagaaagagtaatatatttgctctagaa(CT)25190 28023367 28023556 CAAACTCAGTCGTGAGGTTTCA AGAACCCGAGAGAGAGGGAG 244

Ai05B9268 Araip.B05 9268 p2 (AT)7 14 28024660 28024673 CTACCAAAGCTCACGCTTCC TCTGGGAGAGGGATAGGGAT 269

Ai05B9271 Araip.B05 9271 p3 (TAA)9 27 28087481 28087507 CATCATTCAGCAAGGCAGTG TGGTTTACCATTGCTGCTTTT 242

Ai05B9272 Araip.B05 9272 p3 (TCA)6 18 28109017 28109034 CCTTTCTCATGCCCCTCTCT CGCTTCTGCTTTTCTGCTTT 219

Ai05B9273 Araip.B05 9273 c (AGA)5aa(AAG)5 32 28109142 28109173 TCTCATGCCCCTCTCTTCAT CGCTTCTGCTTTTCTGCTTT 215

Ai05B9276 Araip.B05 9276 p3 (AAG)5 15 28121619 28121633 TCCTCCTCTTCTTCTTGGTGA CTTCCATTACCACCACCAGC 271

Ai05B9279 Araip.B05 9279 p3 (TAA)5 15 28123720 28123734 GCAAGAATTTGGTACAAACGG TCCTTTTTGGACGTTCACCT 240

Ai05B9280 Araip.B05 9280 c (A)12gaagattatgcatgtctttgttaaataaatattaagtaataataacatggcgcttcgagtttgatattaa(T)1092 28124163 28124254 TCCTAATGACGTTACGAAAACA TCTTTCGATACAGACACGAATGAT 225

Ai05B9281 Araip.B05 9281 c (AT)10tctaactatttg(A)1143 28124410 28124452 AATAACATGGCGCTTCGAGT TCTGTTCTTCAGCAATCCCA 265

Ai05B9282 Araip.B05 9282 p3 (TAT)7 21 28125294 28125314 TGCAAGGCTTGAAGATGTTG CTTCAACCCCAATGATCAAGA 194

Ai05B9283 Araip.B05 9283 p2 (AT)9 18 28126770 28126787 CCTCTTTTTGACTTTCCAATGA TCTCTGATTGAGAAGTTTGAGGTG 274

Ai05B9284 Araip.B05 9284 p2 (TA)6 12 28127295 28127306 GGCTTCATGTATTGTCCGCT TAATGTGGTTGTGGGTGGTG 264

Ai05B9296 Araip.B05 9296 p3 (GAA)5 15 28152139 28152153 TTTTCAATTTTGCTTATGCTTCTG CCTTCTCCTTCCTCACGAAA 172

Ai05B9301 Araip.B05 9301 p2 (AG)9 18 28157513 28157530 TTATCATTGCTGCCTGTTGC CATTAATGAAAGAAGGAAAAATATGA 193

Ai05B9302 Araip.B05 9302 c (A)10caaaaaaaaggaag(A)10c(A)1045 28173590 28173634 TGTTCTTGTTTTCGTTTGCG TCACGAACATTTGAAGCACG 222

Ai05B9303 Araip.B05 9303 p3 (TAT)5 15 28176055 28176069 TTCTCTCTCACTAGCCAAACTTTC TCCTGAATCCTATGCTTTTGTTC 185

Ai05B9305 Araip.B05 9305 p3 (AAT)21 63 28179753 28179815 TCAACTTGTTGACTATTGACTCG GCGTAGTGACAGACGCAAAA 132

Ai05B9306 Araip.B05 9306 p3 (GAA)5 15 28181551 28181565 TAGAATATTGCTCGCCCTCG TCCATCCACTTTTCCCCATA 180

Ai05B9308 Araip.B05 9308 p3 (ATT)7 21 28188732 28188752 ACACACCCTCACCACTCTCC TCATGGCATGTTCATCCAAC 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9310 Araip.B05 9310 p3 (ACA)5 15 28198832 28198846 AAATTCAATTCCAATTCAAAACC CTCCCATCCACCTCTGTGTT 254

Ai05B9313 Araip.B05 9313 p2 (TA)6 12 28201235 28201246 GGTTTTACCTTAGTGCAAATCTCC AATGACAGTTCAAATCGCCA 238

Ai05B9314 Araip.B05 9314 p2 (AT)8 16 28206106 28206121 ACTTTCTAGCCGGCCTTGTC GCATCTCACTCGAAACGTCA 123

Ai05B9315 Araip.B05 9315 p2 (AC)10 20 28210410 28210429 AAAATCCCCAATTCCACACA CTCTCGTTCCCTCTTTTCCC 185

Ai05B9318 Araip.B05 9318 p2 (AC)7 14 28214365 28214378 ACCCCAAAATCTCCAATTCC CCCTTTGCTCTCCTATTCCC 179

Ai05B9319 Araip.B05 9319 p2 (GA)7 14 28214618 28214631 GGAATAGGAGAGCAAAGGGG GATCTTCGAGCCCTCCTTCT 236

Ai05B9322 Araip.B05 9322 p3 (AGG)5 15 28221277 28221291 AAATTTGGAGGCACAAGTGG CTTCCTCATTGGGATTCACG 170

Ai05B9324 Araip.B05 9324 p2 (TA)8 16 28241910 28241925 AAAGCGCAACGTTCAAGAAT AGCTTCGCAGGCTGAGTTAG 129

Ai05B9327 Araip.B05 9327 p2 (GT)6 12 28294402 28294413 GAGACAAAATTACCCCAATGC GGGCTAAGCTAAGGGTGAGG 238

Ai05B9330 Araip.B05 9330 p3 (TTC)5 15 28319758 28319772 GTGATGAATGGGTGGTGACA CGGTGGTTGGGCTCTATATC 270

Ai05B9331 Araip.B05 9331 p4 (ATGT)5 20 28323350 28323369 CACCTCGTTGAGTGTGTTGG CACCTTACGCACAGAAAGCA 259

Ai05B9332 Araip.B05 9332 p2 (TA)11 22 28323472 28323493 CACCTCGTTGAGTGTGTTGG CACCTTACGCACAGAAAGCA 259

Ai05B9336 Araip.B05 9336 p3 (TTC)5 15 28342517 28342531 TAGGCCCAACCGTTTCATTA CGTGGTTTTCTTACCTCCCA 231

Ai05B9337 Araip.B05 9337 p2 (CT)8 16 28348991 28349006 ATTCAAACCAATTCCCTCCC ATGAGGGAGATGGAGGTGTG 154

Ai05B9341 Araip.B05 9341 p2 (AG)7 14 28373334 28373347 TGGATCCAGAGTTACTCCCAA AGCGAATTCTGAAGCCCTTT 201

Ai05B9342 Araip.B05 9342 c (AAG)6atatggag(GA)740 28376690 28376729 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai05B9349 Araip.B05 9349 p2 (AT)8 16 28426587 28426602 CCAATCCGATTTTCTGAACC ATGATTTTCGGCAAGAAACG 191

Ai05B9352 Araip.B05 9352 p2 (AT)6 12 28434454 28434465 AAACCACAATACTGCTCCCAA GGCGCAGAAGTTACGAAGAG 232

Ai05B9354 Araip.B05 9354 p2 (GA)6 12 28439078 28439089 TGCTTGTCCTCAAGCAAAGA GCGAACAGAAAGTCACACGA 276

Ai05B9356 Araip.B05 9356 p4 (TAAA)5 20 28443037 28443056 GCAGAGAAGTCCCTGTGAGG GTCGGGGATTGATTGTGATT 256

Ai05B9357 Araip.B05 9357 p3 (TCC)7 21 28453820 28453840 GGAACATGAGGCTGAAAAGC AGCTTTGATCATTCGATGGG 208

Ai05B9358 Araip.B05 9358 p4 (AAAT)5 20 28454596 28454615 TCCATATCAATGTCCCAGCA ACTGCAAAGGCACAGGATCT 196

Ai05B9361 Araip.B05 9361 p3 (ATC)5 15 28456759 28456773 TTCTTGCTTAACCTTCTGCTCC TTCAAAAATTTATGTCCTGGTCAC 172

Ai05B9363 Araip.B05 9363 c (AT)8aacccaactatggttaagataaggaccaattacaatgtgacacataatgaagggtaacttacatgttattttagagggagttgggtagcattcacctc(TA)11136 28462987 28463122 TTGAGGAACTTTCAACATGGG TCCAAATCTTTCACAGCCATC 252

Ai05B9366 Araip.B05 9366 p3 (AGA)6 18 28483994 28484011 CCCCTTAACACAGAAGCCAC TCGTCCTCTTCTTGTTTGCC 273

Ai05B9367 Araip.B05 9367 p2 (AT)8 16 28491966 28491981 GGTTGGGAACAATTATTCTGAGTT AACAAATTATTTTTGACAGCCAAT 252

Ai05B9370 Araip.B05 9370 p2 (AT)6 12 28497976 28497987 TGGAGACGGGGCATAGTTAC TTCAAATTGGAGGCAAGGTT 120

Ai05B9372 Araip.B05 9372 p2 (TA)6 12 28498668 28498679 TGTGATGGGACACGTGAACT CAAAAACAAAATTAGTTAGGTGCAAA 273

Ai05B9373 Araip.B05 9373 p2 (GA)8 16 28501106 28501121 CACAAATTCACAACTTCACCAA GTGTCGCTGTCTTCCTCCTC 158

Ai05B9375 Araip.B05 9375 p2 (AT)7 14 28527418 28527431 AAATTCCTGACAGAGGGCAA TGTCACAGGTTTCGCAGAAG 252

Ai05B9379 Araip.B05 9379 p2 (TA)6 12 28540941 28540952 CGTTCGCTAACTCCTCTTCG TGCATGCAATGACAAATGAG 251

Ai05B9381 Araip.B05 9381 p2 (TA)6 12 28548960 28548971 GGGTCAGGGTCAAGGTAGGA TTTAGGACATGTTCATGCATTC 280

Ai05B9386 Araip.B05 9386 c* (A)11(AT)9* 28 28563604 28563631 CTTCATGTGCATCCTGCATT CGAATTTGATGAGAGAAAAATGG 280

Ai05B9389 Araip.B05 9389 p2 (AT)8 16 28568549 28568564 ACCTCCTCAGCTCCAGACAA CAGAAAAGGATACATCCGGG 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9390 Araip.B05 9390 p2 (CT)6 12 28571119 28571130 GCTCAAGTTATGGCTCCAGG TGGCCCAAAGTAGGTCAAAC 194

Ai05B9391 Araip.B05 9391 p2 (TA)13 26 28593091 28593116 TTTTCCTCGCCTTTGTCATT AGAATGTCACGCTTCTGGCT 278

Ai05B9393 Araip.B05 9393 p2 (AG)6 12 28598839 28598850 TCATTTAAGGTGACCCGAGC AACCCCCTTTCTCTCCCTTT 230

Ai05B9395 Araip.B05 9395 p3 (CTT)6 18 28603836 28603853 TCAGAAGGCGTACCTTGCTT CAAGAGACTCTGGAGCAGCA 256

Ai05B9396 Araip.B05 9396 c (CT)6cctcttctcttcct(TC)8ccattttctctctctttctctcgttcttt(TC)683 28613175 28613257 ATTCATCAAGCAGCCAAACC GGAGGGAGAGAAAGAAGGGA 271

Ai05B9397 Araip.B05 9397 p2 (TC)6 12 28613455 28613466 CCCTCTTTTTCTCTCCCACC GGAAAAGAAAGGGGACAAAGA 150

Ai05B9398 Araip.B05 9398 p2 (AG)6 12 28613765 28613776 AGGGGAGAGAGAAAATGGGA CTTTCTCCCCCTCCCTTC 266

Ai05B9399 Araip.B05 9399 p2 (GA)9 18 28614017 28614034 GAAGGGAGGGGGAGAAAGA TCCCTGCTCTCTCTCTCATTTT 259

Ai05B9400 Araip.B05 9400 c (GA)8tagagat(AG)6aagaagagaaagaagggagggagagagaaagagagaggaagggg(GA)1099 28614230 28614328 AGAGAGCAGGGAGAGAAGGG TCAAAACCTAATTTCAAAACCAAA 179

Ai05B9405 Araip.B05 9405 p2 (AT)6 12 28630008 28630019 AGGAGCCTTGAAAAATGGGT TGGAGAGGCAGGATTTTGTT 248

Ai05B9407 Araip.B05 9407 p2 (TC)7 14 28636631 28636644 CACCCTCTCTCGCAACTCTC CAGCCAGGGAACCAAAATAA 256

Ai05B9408 Araip.B05 9408 p2 (TA)6 12 28639184 28639195 TGGCAGTGATGAATCCGTAA AGTGTTCTGAACCCACAGGG 266

Ai05B9409 Araip.B05 9409 p3 (ATT)6 18 28645864 28645881 GCCCGGATTAGGAGGAATTA AATGCTTCGGCCTAGTTGAA 192

Ai05B9410 Araip.B05 9410 p2 (TA)6 12 28646021 28646032 AATTCAACTAGGCCGAAGCA ATGGCCTTGAACGACTATGG 227

Ai05B9411 Araip.B05 9411 p3 (AAT)6 18 28646341 28646358 TTCATAGCGTGACTGCACAA TCTATCCAGCCTTGGAGCAT 280

Ai05B9418 Araip.B05 9418 p2 (AG)6 12 28676602 28676613 GGTTCGGATTTTTGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai05B9419 Araip.B05 9419 p3 (TCT)6 18 28683213 28683230 AAAGGCAATCACAAACACCA GCAGGTTTGAAGGGAGCATA 242

Ai05B9420 Araip.B05 9420 p2 (GA)6 12 28684470 28684481 CGATGAAACACCTGCAGAGA CCTCACTTTCGGCTTCTACG 112

Ai05B9426 Araip.B05 9426 p2 (GA)6 12 28726007 28726018 CACCGCGGTTAACCTAATGT GGAGTTTAAGCTGCCGTCAA 237

Ai05B9433 Araip.B05 9433 p3 (CTC)5 15 28756063 28756077 AGATCATTCTCGGGTCCCTT CCCCGATGATGGTAAAGATG 209

Ai05B9435 Araip.B05 9435 c (T)10ggaaataatttttttattttataacaataaaatatcttg(T)1160 28757071 28757130 TCCGAAGAGAATGTCGAACC TGCGAGAAAAGGTCATCAAA 266

Ai05B9438 Araip.B05 9438 p2 (TA)6 12 28762584 28762595 CATTTAGTGAATTGAACATCCGA CACCATCACTGAGAGCAATTCTA 197

Ai05B9439 Araip.B05 9439 p3 (ATG)5 15 28765986 28766000 TGGATTTTCCAGACTCAGGG ATCCCAAATTGCACTCAAGG 236

Ai05B9441 Araip.B05 9441 p2 (AT)7 14 28769772 28769785 TCCTAAACTCCAAATCTTAACCTC GAGCTTATGAACCAAATGGACC 258

Ai05B9445 Araip.B05 9445 p3 (CTT)5 15 28776148 28776162 TCGAACCGTACTGCACATTT CCTCCTCATCTTCTGCTGCT 237

Ai05B9446 Araip.B05 9446 c (GAA)5agga(T)10aaatataaaagacgacgttttttctacgtttcttttttcttttgtttttttc(T)1192 28778232 28778323 TGATCTGTTGAAGAAGAAAAAGAAAA TCATCGGAACATTGAAACGA 189

Ai05B9447 Araip.B05 9447 p3 (AAC)22 66 28788273 28788338 CACCACAAAGGACTCAGGGT CCCTGTTTCTGCTTCTCTGG 271

Ai05B9458 Araip.B05 9458 p3 (TAA)12 36 28870054 28870089 TTGTTAGGCCTATAATCTGCCC AACCTGGATCTTGATGGACC 212

Ai05B9460 Araip.B05 9460 p3 (CCT)6 18 28872709 28872726 AGATGGCAAAGACAAACGCT ACCTCACCAGAAGAGCCAGA 250

Ai05B9463 Araip.B05 9463 c (A)10ttaaaattaacatttataactaacaaaaatcaaaatgcatataataccacactagttattccaatttc(ATA)593 28880300 28880392 AATCGAGGTTCAATCGGTTT GGTGCAATGTTTCAATAATGGTT 280

Ai05B9466 Araip.B05 9466 p3 (TTA)5 15 28886156 28886170 AGGCTGACCAAGTGGGATTA TATTCAAACCTCGGGTCGTC 235

Ai05B9469 Araip.B05 9469 p3 (ATG)11 33 28918616 28918648 CGATGGCCAGTACTCCTGAT CCCCTGCTGTCTCATGGTAT 254

Ai05B9470 Araip.B05 9470 p3 (GTC)5 15 28924339 28924353 TTTGTCCCCCAAAATCAGAG CAGAACCAGTCCAGACAGCA 263

Ai05B9472 Araip.B05 9472 c (T)12caattgggtccctaaaagtatacaagtaatttcacaattcactaacatttttttgacgtttaacgttaataaggactaaatt(A)11105 28926685 28926789 AAGCAAAAGAATGATAGTGACAAA TTCCTTTCAATTGGGTCCCT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9473 Araip.B05 9473 p2 (TA)8 16 28927690 28927705 GCACCGCACCAGAAAATAGA AAACCTGGAACAGTTAGCAACC 192

Ai05B9474 Araip.B05 9474 p2 (AT)8 16 28932913 28932928 AGAGAAAGAAGGAAAGGGGA TCTCTCTCTCTCTCCCGCTC 224

Ai05B9478 Araip.B05 9478 c (AT)8cacgcggccgcgtgggtcacgcggtcacatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgcggtcgcgtcgtgcaacccaaaa(T)10121 28940514 28940634 TATTGTGCAAGTGACGCGAT CACTGCATCCTGCATTTTTC 261

Ai05B9479 Araip.B05 9479 c (AGA)18(TGA)12 90 28941923 28942012 AACAAGCTGAAATGGGAAGC TTGCAAATATCTTGTGAATCCC 233

Ai05B9480 Araip.B05 9480 p2 (TC)6 12 28945172 28945183 GTGCCTTTTGCGGGTTATTA CTCAGTTCTCACCGAAAGCC 235

Ai05B9486 Araip.B05 9486 p2 (AG)6 12 28960653 28960664 GGCTGGAGGGAAGAATCAAT CCAAAGCATCAAGAGTGCATA 258

Ai05B9489 Araip.B05 9489 p3 (TAT)15 45 28982000 28982044 TTCTTTTCCTTTCTTGTTGGG ACAACCAAAACGCAGTGACA 263

Ai05B9490 Araip.B05 9490 c (A)10ttcgccattaacctattcataataaattaaccgaggataattaaacct(A)1068 28984349 28984416 TCTCATGTCCTGCATTTGGA AATAAGGCGGCGTGTTACAA 158

Ai05B9491 Araip.B05 9491 p3 (GAG)5 15 28986373 28986387 CAAATTTTTCCCCTTTGGGT GAGAAACAGGCCGATAGCAC 228

Ai05B9493 Araip.B05 9493 p2 (AG)18 36 28990186 28990221 CACAGCAATAGGTTGCCTGA GTCCCAGCCGTTTTTACTGA 246

Ai05B9498 Araip.B05 9498 p2 (AT)6 12 29002875 29002886 TTTCACTCTTTTGAAGTTTGGAT TTGTTTTTAGAAGATTTTTACGCA 280

Ai05B9501 Araip.B05 9501 p2 (TA)9 18 29007526 29007543 TTTCTTTCCCATCTCATTTGC GGTTTATCAACCTCCCCACA 278

Ai05B9502 Araip.B05 9502 c (T)12gtgaattctatgatggttgagtgaataagagttgtgaacactaaggggagccccagc(A)1786 29009606 29009691 CCATTCCCTTTTAAATTTGCC GCATGTAGTGCGCGTCTG 259

Ai05B9508 Araip.B05 9508 p2 (GA)19 38 29038609 29038646 TTGGAGAAGAATGGAGGTGG TGCGTTTTGGTGAATTTGAA 240

Ai05B9509 Araip.B05 9509 p5 (ACCCT)5 25 29039838 29039862 ATGCGGGTAGGGTAGGGTAG CGTTCGGGTAGGGTTGTCTA 128

Ai05B9510 Araip.B05 9510 p2 (GA)20 40 29043278 29043317 AGATAAAGAGAGGGAGGCGG TTACCGCAACACGTTACCAA 279

Ai05B9511 Araip.B05 9511 p4 (TTTA)9 36 29046255 29046290 TTACCCCAAACGTTGGAGAC GGGTTCGCACGTGAACTTAC 244

Ai05B9512 Araip.B05 9512 p2 (TA)6 12 29046736 29046747 TCTAGCGTGACACCTGATGAA CGAGTAATGGAGATGCGACA 233

Ai05B9518 Araip.B05 9518 p2 (GA)13 26 29070936 29070961 GCAAACCCTAACCACTCGAA CCTCGTGGAGTCTATGGTGA 272

Ai05B9523 Araip.B05 9523 p3 (ATA)7 21 29096449 29096469 TCAGGTAGAAGAGTTAGAGGCAGA TGAGTTGGGAGTGATGATGAG 237

Ai05B9529 Araip.B05 9529 c (TTG)5gatcataaagcaatagttagaa(T)1047 29107952 29107998 TTCTTTCATGCATGCTTTGG ACCCGATAATTCACTCCCCT 277

Ai05B9530 Araip.B05 9530 p2 (AG)7 14 29111312 29111325 CGATAGGGATGATAGCCGAA ACGTATTGCTTGCATGGTCA 221

Ai05B9531 Araip.B05 9531 c (A)10gaaataatagacatagtttcaatttttttttattttctagcccccctc(T)1068 29113944 29114011 AGCTACATGTCTGGGAAGGG TGAGTGGATGAAGATATTGAGAGAA 275

Ai05B9532 Araip.B05 9532 p2 (TA)12 24 29117200 29117223 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 240

Ai05B9533 Araip.B05 9533 p3 (AAT)9 27 29121559 29121585 AGTCGCAGGTCAAAGGAAAA CAGGGAGTTCCAATCCTCAA 246

Ai05B9536 Araip.B05 9536 p2 (AT)6 12 29132452 29132463 CGATTAATTGCTCAACCCTCC AATTTTCATTATTGAACACTAAACTCC 105

Ai05B9537 Araip.B05 9537 p2 (TA)7 14 29145206 29145219 TTCGAGCACGATGTTCTCAC AACCCAATTCAAATCACAATCC 249

Ai05B9541 Araip.B05 9541 p2 (TA)6 12 29150995 29151006 ACTCAAATCAATTGGGGTGC TAAGTGTGGGGAGGTCGTTC 211

Ai05B9542 Araip.B05 9542 p4 (TAAC)5 20 29152325 29152344 TCCAACACTTGTCACCAAAAA TCTCCAACCATCATCCATCA 121

Ai05B9543 Araip.B05 9543 p2 (TC)6 12 29158337 29158348 TTTTCAAATCTTTTCTTTCTTTCAA TGAGATTTTCGGAAATTGGAG 153

Ai05B9545 Araip.B05 9545 c (AC)11at(AC)23(AT)988 29167233 29167320 CTCAATCCGACAATCCTCGT GCCGTAAAACAGAGGTGGTG 254

Ai05B9547 Araip.B05 9547 c (A)10taactaattgcccaacaacaaacttctaattgaaatttctaacgaattagtctttgatatgttagataataagagatgccgtgaaaaagaag(A)10112 29193367 29193478 TGGGGGTACATAAATCCCG GCTGCATGCCACCTTTATCT 272

Ai05B9548 Araip.B05 9548 c (T)14nnnnnnnnnc(A)1640 29194018 29194057 GATTCTGCCACCTTGGGATA TTGGTGAACGTCAGATGTTTG 186

Ai05B9550 Araip.B05 9550 p3 (AGA)5 15 29206035 29206049 GGATCTCTTGATTTGCAGCC CACACATCCCTCCATCTCCT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9555 Araip.B05 9555 p3 (AGA)5 15 29235974 29235988 TGTTGGTCATTGCATGGTTT CACAGCATTCTTCAGAGCCA 274

Ai05B9559 Araip.B05 9559 p3 (AAT)7 21 29250941 29250961 TGTGCGAACTTGCACTATCC CAATCAAGTATTCAATTTAACTGTGC 130

Ai05B9560 Araip.B05 9560 p2 (AT)13 26 29256150 29256175 TTCCCCTTTTCTTTGCCTTT TATTTATTTCCCTTTGGCCG 189

Ai05B9561 Araip.B05 9561 p3 (TAA)13 39 29256367 29256405 TCGGCCAAAGGGAAATAAAT GGGTAGGATGTAAGACCCCAA 192

Ai05B9562 Araip.B05 9562 p2 (AT)7 14 29258382 29258395 CAGCACATAGCATAGGCCAC GGGTGCCAGTTTAGGGATTT 153

Ai05B9565 Araip.B05 9565 c (TA)6tttatcttatactagatagaatttaataagaagagatttttattattatgtaaaattaacttttatcgaatccattctcatgaat(GA)7111 29279114 29279224 GAGGAACAGTGGAGTAAATTGAAAA CCAAAACCTCTTCACCTCCA 279

Ai05B9566 Araip.B05 9566 p3 (GAG)9 27 29286865 29286891 GGAGGAGGAAGAGAAGAGGC CCCGACTTGTAGTCTTCCGA 268

Ai05B9568 Araip.B05 9568 p2 (TA)6 12 29289643 29289654 GCATCGCTCTCTTCCTATGC CCCCATAGAAGGTAAAGGGC 267

Ai05B9570 Araip.B05 9570 p2 (AT)11 22 29291398 29291419 TTCCATAAGCAAGAATGCGA AGGATGGCAAGTTTGGAACA 275

Ai05B9572 Araip.B05 9572 p4 (ATAG)8 32 29292235 29292266 GGGTCCCATTCGGATAATTT TGAAAGCTCCCTGTTTTGGT 239

Ai05B9574 Araip.B05 9574 p2 (GA)8 16 29294267 29294282 GGTTCTTGTGTGGAAGGGAA TCTCCACATCCACCTCCTTC 235

Ai05B9578 Araip.B05 9578 p3 (GAG)6 18 29301828 29301845 GAGGGAAAAATGCAACAACAA GTCAACACGCGCGATACTTA 172

Ai05B9579 Araip.B05 9579 p3 (CAA)5 15 29303017 29303031 TCACTATCACCCACCCACAA TTTGTGGATTTTGCTGTTGC 127

Ai05B9583 Araip.B05 9583 p3 (AAG)5 15 29308052 29308066 TTTGGGATTTCTATTTTTCTCCC TTGTTGGGCCTCTTTAATTTG 279

Ai05B9587 Araip.B05 9587 p4 (TTAT)5 20 29323124 29323143 GAAAAAGTTGGGAGTGCATGA AAACTGCGTGTGCGTTACTG 191

Ai05B9595 Araip.B05 9595 p2 (TA)10 20 29343145 29343164 TGAGCAAGTATCTCCATTGATTT CACGCTAATTGTACATGGCA 209

Ai05B9596 Araip.B05 9596 c (T)10ccataaatacca(AT)634 29346244 29346277 AACGTGGCCATTAAACCAAG CTTAGCGTTGGGTCGAGGTA 250

Ai05B9599 Araip.B05 9599 c (GC)6acagcgtgctaacgcgccgatggccg(T)1452 29355517 29355568 TGGATGCAGCAGAGACAATC ATAGGGAGCTCTTGGGCATT 226

Ai05B9607 Araip.B05 9607 p3 (AAT)6 18 29382318 29382335 TCCATAGGTTGTCATTTGGAA CAGATGATGATGATGTGATGATT 269

Ai05B9611 Araip.B05 9611 p2 (AG)6 12 29404713 29404724 CCCGACAGGTCAAGGACTAA TAGTGAGCTTGCCGGGTAGT 231

Ai05B9612 Araip.B05 9612 p4 (TTCT)6 24 29408225 29408248 GAACAGAGGGGGAAGACCTC CTCGCTCACCCACTTACACA 194

Ai05B9614 Araip.B05 9614 c (A)13tctgcctaatttgcaccgcttaaatcgcaagctttggcaggacaggacggacttccctgtcaggcttag(T)1193 29411019 29411111 GCTCGCATAACCCGTAAAAA TGGAAGAAGATGAGTTTTGGC 193

Ai05B9618 Araip.B05 9618 p2 (AT)6 12 29416535 29416546 CCATATCACCAAGCCTTTTCA TTGGGATGAATTTGATGTGAG 254

Ai05B9620 Araip.B05 9620 p2 (TA)6 12 29425390 29425401 ACTCGACCTGCGAAGCTAAG TCGACTTGGAGATACAGGGG 104

Ai05B9621 Araip.B05 9621 c (TA)7tgaccgccttgactttct(TTA)547 29427067 29427113 ATCGAAGCCGAAAGTTCAGA GGTGGGTAGAATATAGAGAACCTCA 262

Ai05B9622 Araip.B05 9622 p2 (TA)6 12 29429619 29429630 CTCAACCTGCGAAGCTAAGG CACTTCGTTGAGCATCTGGA 239

Ai05B9623 Araip.B05 9623 p2 (AG)6 12 29434428 29434439 GCTATAAAGTGGGGGAATCCA CATGAATGGTTCGTAAGCCAA 274

Ai05B9625 Araip.B05 9625 p2 (AT)6 12 29444038 29444049 GCTCAAAAATTCACGGCTTC TTTGAGTACCGTGTGGTGTGA 265

Ai05B9628 Araip.B05 9628 p4 (AAAT)5 20 29449779 29449798 CCCTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 155

Ai05B9629 Araip.B05 9629 p2 (GA)7 14 29456436 29456449 TTTTGTGGGGGTTACGGATA AAATTAACCTCGCTGGCTCA 249

Ai05B9631 Araip.B05 9631 c (CAC)8caacacaaataccaccaccaataccaaccaacaccaacaccaagaacacca(AAC)5accataccaccacaaccaccatcaa(CAC)10catcaagcccctcaccgtaaccccccacccccttcctcatgcccctctcttcatgg(TCA)6219 29458893 29459111 CCACCAACATTACCACCACA TTTGTTGTTGTTGATGAAATCTG 280

Ai05B9632 Araip.B05 9632 p3 (AAG)5 15 29459213 29459227 CCCCTCTCTTCATGGTCATC TTCAATTTTATTCCACCGCC 206

Ai05B9634 Araip.B05 9634 p3 (CAT)5 15 29464697 29464711 TGGCTTCTGCCAAAGAATTT TGAAGTGTTGGCGATAAGAATTT 129

Ai05B9636 Araip.B05 9636 c (A)11tcttttcctaacaacttaatggcacccaaacaagctccaagtctttgatgcagcc(A)1379 29478242 29478320 TGTTCATTTATGACGTGAAAACTATCT TGGTGTCCAACTCTTTTCCC 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9641 Araip.B05 9641 p3 (AAG)10 30 29494215 29494244 GCAAAAGTGCAGAACCCAAT GAGTCACTGGCTCACTGCTG 264

Ai05B9642 Araip.B05 9642 p3 (AAT)5 15 29495718 29495732 ACTCACAATAATGCACTCGCT TCAAATTGTGAACGAGGTGG 269

Ai05B9643 Araip.B05 9643 p3 (AAT)6 18 29500239 29500256 ACTCACAATAATGCACTCGCT AGGGTGTGACTCATGAAGTGG 263

Ai05B9646 Araip.B05 9646 p2 (TA)10 20 29510237 29510256 TTTCGCTAGGCGTCTGAAGT AAGCCTCTATGAGGCACCAA 131

Ai05B9647 Araip.B05 9647 p2 (TA)6 12 29510591 29510602 CCCTTTTCTTCAAAGGCTCC CATCAAACACCGACACTTGG 243

Ai05B9650 Araip.B05 9650 p2 (CT)8 16 29519613 29519628 GGAGAGCTCGCCAATTTAGTT GCCTTCAGATGTAAAGCAACAA 270

Ai05B9651 Araip.B05 9651 p2 (CT)9 18 29528256 29528273 TAATATTTTGGCGGCCTGAG CCAAGCAGTGGCTTGACATA 271

Ai05B9652 Araip.B05 9652 p2 (GT)7 14 29533793 29533806 TGATTGAGGCCATCATTTCAT CAATGTCCCAAGTTTCCCAT 222

Ai05B9654 Araip.B05 9654 p2 (GT)8 16 29540382 29540397 TGATTGAGGCCATCATTTCAT CCAATGTCCCAAGTTTTCCA 225

Ai05B9660 Araip.B05 9660 c (TA)10gttggttttcctctaaaataaaataaaaaattttattatttttttaaatacgatttttgaactttaatttttttaaatacaa(T)10112 29550263 29550374 GACGAGAAACCTTCCCATGA GACGAACTTGCCCAAATACC 269

Ai05B9662 Araip.B05 9662 p3 (TAT)7 21 29551223 29551243 ATGGAGCCTTTCGGATTTTT CTTGATATCAGAGCGGAGGC 275

Ai05B9669 Araip.B05 9669 p2 (GA)22 44 29571015 29571058 AGCTTCTCGAACTGCTCTCG CAGTGGTGTCGGGTTGAATA 208

Ai05B9670 Araip.B05 9670 p2 (AG)27 54 29572147 29572200 TGGATGAATAAACGCTGAGAAA AGAGCTAGGGATCGGTTCAA 266

Ai05B9671 Araip.B05 9671 p2 (TA)6 12 29575683 29575694 GAACGTTCGCGCTTTGTAAT GAACCGCTCCGATACCAATA 200

Ai05B9672 Araip.B05 9672 p2 (AT)9 18 29577651 29577668 TCAGAGTGATGCAACGGAAG GCCCTCGAAAATTCAAATCA 158

Ai05B9673 Araip.B05 9673 c (AG)11aa(AG)13 50 29578151 29578200 AAATGCTACACGGTTGGACC AGAGCTCGACGAGAGCTTTG 273

Ai05B9674 Araip.B05 9674 p3 (TAT)9 27 29582039 29582065 AGTCAGTTTCAGCAGCAGCA CTTCTCCCCTGTTTTAGCCA 265

Ai05B9675 Araip.B05 9675 p3 (TAT)9 27 29583597 29583623 AGTCAGTTTCAGCAGCAGCA CTTGTCTTCTCCCCTGCATT 270

Ai05B9677 Araip.B05 9677 p2 (TA)6 12 29591427 29591438 GCAGTAATGCTCCAAAAACTCA TTAACAGATCCCTTACGGCG 278

Ai05B9678 Araip.B05 9678 p2 (GA)7 14 29599061 29599074 GTTCTTTCTCCCTTGGCCTC AACCAAGATTGGATCGAACG 159

Ai05B9680 Araip.B05 9680 p2 (AT)7 14 29602776 29602789 ACGGTCCAAATGCAATTTTT CATACAAATACAATCGCGGA 178

Ai05B9683 Araip.B05 9683 p3 (ACA)5 15 29607996 29608010 TGTCTTCTCCAACAAAACAGC GTTGCATCCACTCCTGATCC 228

Ai05B9686 Araip.B05 9686 c (T)10acttactcttttcttctctttc(T)1042 29620833 29620874 TGAAAGCCCTCCTTTCTCTT ACATCCAAAATGCCCAAAAA 123

Ai05B9690 Araip.B05 9690 c (T)10caaaaattttcaaaaatctttcaaaaatttctcctttgttttcg(A)1064 29686251 29686314 AGCAAAACCATCAGCAAACC AAAATTGTCCACTTTGTCATTATCA 156

Ai05B9691 Araip.B05 9691 c (A)10taaataaat(A)1029 29689517 29689545 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 211

Ai05B9696 Araip.B05 9696 p3 (AGA)24 72 29725018 29725089 TAGAATATTGCTCGCCCTCG TCCAACATCTCTTTCCCACC 168

Ai05B9697 Araip.B05 9697 c (AG)14ttcggatttttagtgagtgaggaagagatgttag(TAAA)5tagaaggagat(GA)6105 29728148 29728252 AGGGATCCTTTTTACCCAAG TTTCGAAAATTACTAACCTTTTTCA 260

Ai05B9698 Araip.B05 9698 p2 (AG)8 16 29728408 29728423 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 280

Ai05B9700 Araip.B05 9700 p2 (AC)12 24 29738885 29738908 TTGGTAAGAAGGGGCTTGTG GACGACGAAGCCTATTTTGG 272

Ai05B9703 Araip.B05 9703 c (TATT)7ttatttttttatttttattttttattatttttttattattattattttatttttattttatttta(T)12105 29756922 29757026 GGGCTAAGGTAAGGGAGAGG TGAAAATTTGGGTGCATACTCA 280

Ai05B9709 Araip.B05 9709 p2 (AG)22 44 29778719 29778762 CGTGCCAATAGCGTGAGATA TGAAAACCGACAAGTTTAGGC 248

Ai05B9711 Araip.B05 9711 p3 (AAT)6 18 29780965 29780982 CCAAGCGAAATTCTAAGCCA TGCATTCATAGCATTGCTTCTT 262

Ai05B9716 Araip.B05 9716 c (AAC)5cagcatcagaagaagaagaacaacaatggataatcagaaa(AAC)673 29794074 29794146 GCAGACAGAAGCAAAAAGCA GTCGTTGTTGCTGGAGTGAG 214

Ai05B9720 Araip.B05 9720 p2 (TA)8 16 29797312 29797327 AAAGCTCTCCCCACTTGTCA TTTTTGGAGCGTTTAGTTCAGA 264
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Ai05B9721 Araip.B05 9721 p2 (CT)7 14 29798917 29798930 TCTGACGAGAAGAGAAGGGC TGGCCATTTCAAAATACAGG 210

Ai05B9722 Araip.B05 9722 c (AC)19(AT)6 50 29802958 29803007 CCAAACATTCCTCAACACACC TTGAATGTGGAATGGCTGAA 237

Ai05B9723 Araip.B05 9723 p3 (CAT)5 15 29803135 29803149 TTCAGCCATTCCACATTCAA TGTTGGTGCCATATTGGTTG 172

Ai05B9725 Araip.B05 9725 p2 (AG)7 14 29810082 29810095 TTTTTGCACTTTTGAGGGCT TTGGTGTGTGGTTAATGCGT 244

Ai05B9726 Araip.B05 9726 p2 (TC)17 34 29810272 29810305 ACGCATTAACCACACACCAA CTCCCTCGCTTCCTCTTTCT 162

Ai05B9727 Araip.B05 9727 c (A)10cattctagaaattaaagatgaaattatttatttcaaaaaaaaatttagaaaataatgtg(A)1281 29816941 29817021 TATGTTGGGAAAAATTCGCC TTGACTGTGACTCATGGGAGA 245

Ai05B9728 Araip.B05 9728 p3 (TCT)5 15 29821066 29821080 ACCCTAACTCACAAATGGCG CACCGCAACAGTTACCCTTT 229

Ai05B9731 Araip.B05 9731 p3 (ATT)6 18 29845342 29845359 TTTCGCTTTAACATAGACTTTCAA TGAACATGAAATTGGATCATAAAAAT 280

Ai05B9733 Araip.B05 9733 p2 (CT)7 14 29853286 29853299 TATCCGCCGATAAATTCGAC GGTGGAAGAGGTTGACGAAA 182

Ai05B9739 Araip.B05 9739 p3 (TGT)6 18 29867797 29867814 GTCCGTCGTTAGTTGGAAGC AATGCCTGTTAGGTGTGTTTTT 240

Ai05B9740 Araip.B05 9740 p3 (GGA)5 15 29870791 29870805 AATCGTCTTCCCTGGTGTTG GCAGTGGTCCGCTATGTTTT 138

Ai05B9742 Araip.B05 9742 p2 (CT)6 12 29875440 29875451 AAGAACATCGCGAAAACCAC AGAAGGGGTTTGAGAAAGGG 129

Ai05B9744 Araip.B05 9744 c (A)11ctgtatttgaatattttgtttgaaaaaggtttttattcacttaactattaacgtgagttactaataaaatgcaacgg(T)1199 29876439 29876537 GCACAGTACTTAATTACGAAGATTTCA CTTCCATCATGCCAGAGGAT 250

Ai05B9745 Araip.B05 9745 p2 (TA)8 16 29884495 29884510 TCCGACTCACCACCAATACA CCCCACATCCCTTCACTTAG 224

Ai05B9746 Araip.B05 9746 p2 (AT)9 18 29884992 29885009 AAATTTTGTCCCACTACCAAAA CAGCCATTTGATTGATCCAG 179

Ai05B9753 Araip.B05 9753 c (CT)7a(TC)6 27 29921399 29921425 ACGTTCCACTCCTCCACAAG AAGCACCTCCTCCTCCTCTC 278

Ai05B9757 Araip.B05 9757 p3 (TTG)5 15 29935136 29935150 ATCCGCCGCTTATTCTTCTT TTCACAAATTTCCGCAACAA 255

Ai05B9758 Araip.B05 9758 c (GGT)5tgttgtagtggtgctggtgctttgc(ATG)1379 29935412 29935490 TTGGTTGGTGTGATGCAGAT TTTTTCGCTCCAAAATGGTC 272

Ai05B9766 Araip.B05 9766 p2 (AT)8 16 29954357 29954372 GTGTGGGGAAACATGGAAAC TCCCAATTTTCCCACTTTTG 280

Ai05B9767 Araip.B05 9767 p3 (AGA)5 15 29955444 29955458 CTTGGAGGTGGAAGCTTTTG ACCCTTCACCACTCACATCC 268

Ai05B9768 Araip.B05 9768 p2 (TA)6 12 29963623 29963634 CGGTATCTTTCAGGGACGAA TCCACCAAAATTCGTTCAAA 251

Ai05B9772 Araip.B05 9772 c (T)10aaggaaaaaagatcttttaaaaaaagatgtaaattataacttctcaaaaaagatc(T)1277 30018470 30018546 TTTTATCAATCAATTATGTTTGGG AATAAGTGCATGTTTGGGCG 280

Ai05B9774 Araip.B05 9774 c (ATG)7c(ATG)5 37 30036417 30036453 TCTACGCTTTGGAGCCATCT TGGGTACGGGTCTTTAGTGC 250

Ai05B9776 Araip.B05 9776 c (T)11agaaaaccaaaataaatttacgaaaaa(T)1048 30052340 30052387 TCTGATGCTCCTTGTTTTCAA TAGTCTAAGCCCGTGGCAGT 227

Ai05B9777 Araip.B05 9777 p3 (ATG)7 21 30054097 30054117 TTCTACGCTTTGGAGCCATC TGGGTACGGGTCTTTAGTGC 248

Ai05B9778 Araip.B05 9778 c (TTTA)8tttca(AAAAT)562 30061469 30061530 CTGGACTGTTCATTTCCGCT CCTTACCACTTTCTCTCTCCTCA 185

Ai05B9780 Araip.B05 9780 p3 (ATG)6 18 30064296 30064313 TCTACGCTTTGGAGCCATCT TGGGTACGGGTCTTTAGTGC 244

Ai05B9781 Araip.B05 9781 p6 (CCTCTG)6 36 30072337 30072372 TTACCCCGAGAAATCTGCTG AGAGGAAGGCCCCGTAAGTA 256

Ai05B9784 Araip.B05 9784 p3 (TGC)6 18 30078630 30078647 GGTTCTCAGGACCTTGGTGA AGCAGCGTAACAGCACAAAA 224

Ai05B9786 Araip.B05 9786 c (T)10atatggagatgtatgttttttcagaaatgaatgttgtgctcatgggttgggttattaataatgttattaaaacttgaccaatcctttagtatggtc(A)10116 30083687 30083802 ATGGTTGGCGAGAGACTGAT TTCTTTGTTCAAGCATGTGAGA 269

Ai05B9787 Araip.B05 9787 p2 (AT)7 14 30085737 30085750 AAGGGTTAGGAGAGATGGGG TTTTTATTGTTCACCGGCGT 259

Ai05B9789 Araip.B05 9789 p2 (AG)9 18 30106366 30106383 CAAAGAAAAGTTTGCGAGCC TTGTTTTCGCAACCTTACCC 264

Ai05B9794 Araip.B05 9794 p3 (AAT)26 78 30138553 30138630 GAAGGGTGGCAAAATTTGAG AGTGTTTATGAAAATAGCACCGA 179

Ai05B9796 Araip.B05 9796 p3 (ATG)5 15 30156678 30156692 TGGCGTAACTCCTCCATTTC TGGGTACGGGTCTTTAGTGC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9797 Araip.B05 9797 c (TG)11taatttttggcacagagtcgtgactgaacatcaaagcttgctcta(TG)12ttttctatatttggtttagtcttagactttctcctcgctatttattgtctttga(T)10155 30164120 30164274 AATTTTTGGCACAGAGTCGC TTCTCGATTACAAGTCCTACCCA 220

Ai05B9798 Araip.B05 9798 p2 (AT)10 20 30167567 30167586 AGTGTAGGGAGGTCGTCCAA GCTCAAAAACATGTTCCACAA 273

Ai05B9802 Araip.B05 9802 c (AT)7aggtgatacgtgtgtgtg(TA)1052 30181336 30181387 TGGAATCCACGAGAGGAGAT CAAAACAACTTTCCACTAGTAATGC 237

Ai05B9804 Araip.B05 9804 p2 (TA)9 18 30198576 30198593 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 278

Ai05B9807 Araip.B05 9807 p3 (TAT)24 72 30234005 30234076 ACAAGCTCCCCTAAAATCCC CCAACCCATCAAACAAATCA 279

Ai05B9809 Araip.B05 9809 p2 (CA)6 12 30247561 30247572 TTCGGTAAAACTATAGGAACCAA TTTGCAGTTGGCAAATGAGT 275

Ai05B9810 Araip.B05 9810 c* (A)10(AG)6* 21 30255934 30255954 GGTGGGAGACAACTCACCAT GCTTTCGCGTGACTTTCTGT 265

Ai05B9811 Araip.B05 9811 p2 (AT)9 18 30257542 30257559 GTGTGGGAAAAGTGGGTTTC TACTTTGGGGCATTTTGTCC 223

Ai05B9813 Araip.B05 9813 p2 (TA)7 14 30264993 30265006 TGGCATGTTCACGTTTATCA AGTTAACTTCACCTGACTTTCCA 255

Ai05B9814 Araip.B05 9814 p3 (CTT)6 18 30265394 30265411 GGTCCATTGGGGACTCTTCT GGGCTTGTTTGTCTTGTGGT 191

Ai05B9815 Araip.B05 9815 c (GAT)5gaagaagaagagggaaaacagaaaaagcctattatcattgcatcatgatatgatcgaagtcaataattaa(TAT)5100 30265629 30265728 CCACCACATGCAATTTTGTC TCTTAGCTTCACCCTCCCTT 276

Ai05B9817 Araip.B05 9817 p2 (AT)6 12 30267315 30267326 GACAAATGGCCCACATGTAT TGTACCCTTTTAAATCTAAGAGATCAT 277

Ai05B9825 Araip.B05 9825 p2 (AT)9 18 30283609 30283626 AATGACACTCCACTCCCCTCT TTAACAACGCACAGCACCAT 268

Ai05B9830 Araip.B05 9830 p2 (CT)6 12 30296432 30296443 TGGCTCCAATAGGGAGTTTG CCAACAAGAACAATTGCAAAA 229

Ai05B9831 Araip.B05 9831 p2 (AT)8 16 30297651 30297666 GGGACAATAGCCCCCTTAAC TTTATGACCAGGGATGGAGC 157

Ai05B9833 Araip.B05 9833 c (T)10caccaacttatctacaatatggaatcattaatcaacattacccaatatcacttcctttactttaatgtctataagacccc(A)11101 30306479 30306579 AGGCTACTGCCATGTAAAAGTATT GCTCAATCAGGCTAGCCAAC 230

Ai05B9838 Araip.B05 9838 p4 (TGCG)6 24 30331905 30331928 TGAATTGAATGTGGATTGGC ACCCAAGCCCCAACATTACT 200

Ai05B9850 Araip.B05 9850 c (T)11aaataaaaaataaaaataattagttaatgaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)695 30369892 30369986 TGGGGGAGGTATAATTTTCG TTCCCAACTTCTTATCTTTTCAA 275

Ai05B9856 Araip.B05 9856 p2 (TA)6 12 30386600 30386611 GGAGGAGATTTGGATGACCA TCCTCCCATGTTCATTGATGT 275

Ai05B9859 Araip.B05 9859 p3 (GAG)10 30 30389890 30389919 TGTTGGTGTTGTTGGTGATG CCATATGCGCGTTTCAATAA 256

Ai05B9862 Araip.B05 9862 c (TCT)8tcagtgattgcgtcttcttcttcaatgattttg(TCT)572 30418963 30419034 CATCCGCTGCTGCTCTAAC TGCCGAATGGAATAAGGTCT 275

Ai05B9863 Araip.B05 9863 c (T)10cttttttaattttta(T)11aagttac(A)1255 30420329 30420383 TGTTATTTTAAAAGGTGAATTGTATTG TTTTTGGAATCTTTCTTTGTGC 246

Ai05B9864 Araip.B05 9864 p2 (TG)6 12 30421034 30421045 TTCCTGACACTTGCTTAAGTCG GGGACCCAATTATTGAAAGAAA 278

Ai05B9865 Araip.B05 9865 p3 (TAT)14 42 30424781 30424822 AACTATGGTTTGACGAGCCG ATGAATGGCCGCTAAAAGTG 217

Ai05B9868 Araip.B05 9868 p2 (AG)10 20 30435092 30435111 TTGGTCCATTGAGGAGGAAG AGATACGTCAAATGCTCGGG 278

Ai05B9869 Araip.B05 9869 p2 (TC)16 32 30436519 30436550 TGAGGACTGAGCTTAACACTGC TTTGAATTTGGCAAGTGTGTTT 183

Ai05B9871 Araip.B05 9871 p2 (AG)16 32 30447494 30447525 CTGAGTCCTTCACAATCGCA GTTGAGGAGCTTCTTGACCG 267

Ai05B9872 Araip.B05 9872 c (TA)7(CA)12 38 30453209 30453246 ACTTTGGGGCATTTTTGTCC GAATAGCTTGGGCTAGTGCG 261

Ai05B9874 Araip.B05 9874 p2 (AT)18 36 30476259 30476294 GCATGTCCTGATGCTTAGTTGA TGTTTCCTGCTTTCATGAGC 252

Ai05B9877 Araip.B05 9877 p2 (CT)7 14 30513986 30513999 GCTTCTTGTTTGTTTCTTACCTTTTT TTTTTGAGTGAGGGAGAGATGTT 276

Ai05B9878 Araip.B05 9878 p3 (TCT)5 15 30515900 30515914 TCTCCCTTCATGATCATCCC TGTCTTCCCTTCCCCTCTTT 215

Ai05B9880 Araip.B05 9880 p2 (TC)8 16 30553219 30553234 TGCTTTCTTGCTTTCCCCTA ACACCCGTTTCCATCTGAAG 157

Ai05B9884 Araip.B05 9884 p2 (CT)6 12 30558148 30558159 CCTCACTCACCAAAAATCCG TCTGAAAGGTGCTTGCTTGA 277

Ai05B9893 Araip.B05 9893 p3 (GGC)5 15 30583321 30583335 GGGTGAGTGTGTGACACTGG CTCTTCTCTCTCGCGCAAA 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9899 Araip.B05 9899 c* (CTTTT)5cctttttactcattaattttgtg(T)10(TAA)6*75 30657068 30657142 TGAAGGGAGAAGAGGGAAGA TCCCCAAATCAAAACAAACA 196

Ai05B9900 Araip.B05 9900 c (GT)8g(GA)11 39 30665965 30666003 GCCCAGTAAATGAAATCAGAAAA AAAAGGATCCTGGAAAACGC 228

Ai05B9901 Araip.B05 9901 c (A)21caatcatcatcaccatctatcatctc(CTT)562 30668654 30668715 TTCGGCAAAACTACCCTGTC GGAAGGTGATGGTAACCGTG 188

Ai05B9905 Araip.B05 9905 p2 (CT)6 12 30705537 30705548 TTTTTGTTTGTTTCTTATCTCTTTCAA AGAAGAGGGTGAGGGAGAAGA 244

Ai05B9907 Araip.B05 9907 p3 (TCT)5 15 30715534 30715548 CAATAGTGCCGCTTTTGTCA TCCGCATACCTAATGAATTGAA 234

Ai05B9908 Araip.B05 9908 p3 (TTC)25 75 30716245 30716319 CCCACACTCCCGTTTGTTAT AAGATGAACGGCGAAGCTAA 262

Ai05B9909 Araip.B05 9909 p2 (TA)10 20 30744409 30744428 GGTTATCAACCTCCCCACAC TGTTCCCTGCTTTCATGAGC 270

Ai05B9911 Araip.B05 9911 p3 (TGA)5 15 30761592 30761606 GACTATGCCGAGCTTCAAGG CAACAGAAACTTTGGCAGCA 211

Ai05B9912 Araip.B05 9912 p2 (CT)6 12 30771595 30771606 TCTTGTGATTTCTTGTGAATCAA AAAGAGGGAAGGGATTTTCG 239

Ai05B9913 Araip.B05 9913 p3 (TCT)6 18 30773958 30773975 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 258

Ai05B9919 Araip.B05 9919 p3 (AAC)5 15 30819035 30819049 CGTCCGTTCTATCACCCATC CTCCTTCACACTTTGCCCAT 278

Ai05B9920 Araip.B05 9920 p3 (TCA)5 15 30829460 30829474 TGGAAGCATGATCAGCAGAG GGCAAAAATGGTGTCGAACT 260

Ai05B9921 Araip.B05 9921 p3 (TTC)6 18 30832667 30832684 TTCACTCCAAGTCCCCACTC TGCAGAGAAGAAAAATGCGA 196

Ai05B9922 Araip.B05 9922 p5 (TGAAT)5 25 30832986 30833010 TGAATGAGTGCGATTTTGATG CATGAACGTGATGAACCACC 277

Ai05B9923 Araip.B05 9923 p2 (TC)6 12 30842305 30842316 CTCCACAACGACGATGGAAC GAAGAGAGTGGGCTACGACG 219

Ai05B9924 Araip.B05 9924 p2 (AT)11 22 30849471 30849492 AGTGGTGGAATCTCATGCAA TTGAGGGTTCAATAGCTCATCA 280

Ai05B9925 Araip.B05 9925 p3 (TGG)5 15 30853536 30853550 ACCTGGAAGGCGTATGAATG ATTCGATAACACCCAGCCAC 235

Ai05B9930 Araip.B05 9930 p2 (CT)6 12 30866118 30866129 TGTTTCTTAACTTTTTCAAAACTACCT TGTGAGGAGGCTAGAGATGTGA 280

Ai05B9936 Araip.B05 9936 p2 (AG)8 16 30906825 30906840 CAGAAGGGCGAAGAAACAGA CCCTCCTTCCCTAGTTCTCG 191

Ai05B9937 Araip.B05 9937 p2 (CT)16 32 30908928 30908959 GCAAAACCCGAACAAGAAAA TGCTTCATCCATTTAGCCAG 263

Ai05B9952 Araip.B05 9952 p3 (CGC)5 15 30968907 30968921 TAAGGGGTTCAGCCATTCAG TCAGCAGCAGAACCAGAAGA 214

Ai05B9953 Araip.B05 9953 c (TTG)5ttcttttgattccattatccattcttttttctgagttctgggttcttgtttttctgagttctgggttttgagttt(TGA)6108 30969128 30969235 GTTTCTGCTCTTCCTCCTCG GAAGAACAACAACAAGAACCCA 280

Ai05B9957 Araip.B05 9957 c (T)10ctcaactattttcgtagtgttgtttc(T)1046 30982363 30982408 ATAGCCAACTCCACAATGCC CTTGGGTTTGAACCGTGTTT 269

Ai05B9962 Araip.B05 9962 p2 (AG)6 12 31000157 31000168 AGATTAGAGGCTGCAAAGCG AACATAAAAATGGCGAAAAAGG 267

Ai05B9964 Araip.B05 9964 p2 (TA)6 12 31004233 31004244 TGAATTCGATTTTGCATGTTG TCGTTTATTGTTTCGTTTTGAA 270

Ai05B9965 Araip.B05 9965 p2 (AT)8 16 31007360 31007375 ATCATCGGCACCTATTGCTC ACCCAATCCTTGGTTTTTCC 193

Ai05B9966 Araip.B05 9966 p2 (AC)12 24 31007477 31007500 GTGAAGCAAAAGCCGGTTAG AGAACATGAGGCACCTTGCT 258

Ai05B9967 Araip.B05 9967 p3 (CCA)5 15 31013206 31013220 CACGGCGACATACTAGACGA TCTCTCATGACCACTCGACG 173

Ai05B9968 Araip.B05 9968 p2 (AT)12 24 31019109 31019132 GCGCCGTAAAATGAAGGATA AACGCTTCGCAGTTCGTAAT 160

Ai05B9970 Araip.B05 9970 p2 (TG)16 32 31027427 31027458 GCGTCTGGAGTTTCTTTTGC GCTCGACCTATGAAGCCAAG 239

Ai05B9972 Araip.B05 9972 p2 (AG)6 12 31032624 31032635 GTACGCGTGATAGAGCGTCA CCCTAAAACCTAGAGAGAGGAGAGA 212

Ai05B9973 Araip.B05 9973 p2 (AG)6 12 31043108 31043119 CCCGAGATTCAAGAATGGAA ACCGCAGGAACAGACAAAAA 277

Ai05B9975 Araip.B05 9975 p2 (AT)9 18 31045595 31045612 AAGCTGCTGCTCGCTCTTAT CCTTTAATGAAGATATCAACCGGA 186

Ai05B9979 Araip.B05 9979 p2 (AT)7 14 31050022 31050035 TTGCTTTGACCCCTTGTTTT TCAATAGGAAATCAAAGTCAGTCC 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B9981 Araip.B05 9981 p2 (AT)6 12 31053822 31053833 TTGAGTTATTATCAAACTTCACCTGC CCATATTGAACTTGATTTGGGAA 262

Ai05B9982 Araip.B05 9982 c (AC)16(AT)9 50 31060845 31060894 TGGATTAATAAACGGAATCATGC CCTAGGTGCCAGTTTAGGGA 279

Ai05B9984 Araip.B05 9984 c (A)12tagcataacaaacatgctaataaactataattcaaatagtataatcgtttcattcttatcttaaaagtcttaaatttgagtttcactcctaacttt(A)11119 31073479 31073597 GCATAACGAAAGTCCCAACG AACGTTGGGGACAAAAATGA 247

Ai05B9986 Araip.B05 9986 p4 (CTAA)5 20 31075692 31075711 GCAGTGGAAGTGGGAGATGT GGATGCTTTGGTTTTCTCCA 279

Ai05B9992 Araip.B05 9992 p2 (AC)6 12 31092858 31092869 CGATAGGTTCGATGCGATTT CACCCTTCACATTTTCTCCC 258

Ai05B9995 Araip.B05 9995 p3 (AAG)25 75 31100331 31100405 CGCCTTCCTCTTTCCTTCTC CCTCTTGTGCGATCTCCTTC 206

Ai05B9998 Araip.B05 9998 p3 (GAG)5 15 31102741 31102755 GGAGGAGGAGGAGAAGGAAA TTCAAATCATGCGCTCTTTCT 157

Ai05B10000 Araip.B05 10000 p2 (CT)9 18 31106616 31106633 GCGACGACGACTCCTCTAAC AGGGGAAACTGGGAAAGAGA 197

Ai05B10002 Araip.B05 10002 p3 (TAA)5 15 31109408 31109422 TGGTCTTTTACCAGCCCTTG ATGGTTGTGGATTTGGGAAA 217

Ai05B10004 Araip.B05 10004 c (T)10attttttggcctgtttgacaaatttttaatagtaaaagtaaaagtaataaaaaaaaatatttttgagaaattacaatttatatttttaaaaaagatttt(A)11120 31114812 31114931 CTTGCCACCCCTAGATACCA GGTTGAACCGGTTGGACTAA 263

Ai05B10010 Araip.B05 10010 p2 (TA)9 18 31156283 31156300 ACCCTTTTAGCATATTTTGGATT GTGTGTTCGTTGGCTCAAAA 262

Ai05B10011 Araip.B05 10011 p2 (TA)6 12 31166384 31166395 ACCTCATTGAGCGTCTGGAG ACTCGACCTGCGAAGCTAAG 230

Ai05B10013 Araip.B05 10013 c (TCT)8ttgtgt(TCC)957 31174217 31174273 CATTTACGTTCACACACGGG TACGCGAAGGAAGAGGAAGA 117

Ai05B10014 Araip.B05 10014 p3 (AAG)5 15 31174757 31174771 CCAAATCTAATTTTGGATCAGACA GAGGTGCATTTGGACTCGTT 249

Ai05B10015 Araip.B05 10015 c (AAT)7aacgacgataacgataacaacgatatgtataagaagaagataatgataacgataatgatgatgatc(ATG)6105 31175505 31175609 CAACATCATCAACATGGCAA ACAACACCACCACCTCATCA 209

Ai05B10016 Araip.B05 10016 p3 (GAA)5 15 31175723 31175737 TGATGAGGTGGTGGTGTTGT TATTTCAAATTCACGCACGC 104

Ai05B10018 Araip.B05 10018 p3 (TGT)7 21 31190952 31190972 ATTTGGAACTGCCTTTGGTG ATTGCAACCAAGAATGGAGG 145

Ai05B10019 Araip.B05 10019 p3 (TTA)6 18 31199963 31199980 AGGTGAAGGAGGCAGCACTA TAAATATGACAGCCCCCACC 230

Ai05B10022 Araip.B05 10022 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)7tcattgcaccttcttttcttt(TTC)6tgcacgttcttcttctttctttttcttcttcttgctgcac(CTT)7160 31206044 31206203 ACTGTTACGGCACGTTTTCA TTTCTCCTCCTCATCTTCTGC 278

Ai05B10024 Araip.B05 10024 p2 (AT)7 14 31207174 31207187 GAGGAACCGTTTAAGTGGGG CGAGTCAAGCATGAACCTGA 258

Ai05B10027 Araip.B05 10027 p2 (CT)7 14 31214930 31214943 TGTTTCTTATCTTTTTCAAAACTACCC TTCGAATTTGGGTGAGATGA 276

Ai05B10028 Araip.B05 10028 p2 (TC)8 16 31215100 31215115 TCGAACATATCTTCCCTCTTTTTC TCGAATTTGGGTGAGATGAA 223

Ai05B10031 Araip.B05 10031 p3 (CGA)5 15 31223309 31223323 GACTTAGATGTGCGCTGCTG TCACACAATTAATGGTCAATTCG 270

Ai05B10034 Araip.B05 10034 p2 (AT)6 12 31231259 31231270 GGTGGCATTGCTTTTGTTTT TGGTTTAAAGAGCTTTCGGC 256

Ai05B10035 Araip.B05 10035 p2 (AG)6 12 31233507 31233518 TCGCATTCTGGACGTATCTG AGAACCTGGAATGCAGAAGAA 234

Ai05B10036 Araip.B05 10036 p2 (AG)7 14 31238879 31238892 TTTTTGACCCAGTTTTTGGC GAACCTGGAATGCAGAAGAAG 210

Ai05B10038 Araip.B05 10038 p2 (AG)6 12 31249643 31249654 CAAAGGAAGAGGGAAAAGGG CGGTAAGGACTAGCGGTGAG 261

Ai05B10039 Araip.B05 10039 p3 (GAA)5 15 31250173 31250187 TTTCATTGTTGTTGCGCTTC TGGACCAAAATACCCTTCTCC 253

Ai05B10043 Araip.B05 10043 p2 (AT)22 44 31253782 31253825 GGTACGCTTTCGCATTATGTC TTATGAAAACAAACGTGCCG 232

Ai05B10050 Araip.B05 10050 c (TA)9tc(TG)12 44 31281107 31281150 CATTCCCTTAAGATGTCGCC GTTAATCCCGCCTACGTTCA 178

Ai05B10059 Araip.B05 10059 p2 (TC)7 14 31307190 31307203 CGTGTTCAGTGTGCAGTGTG TGGCAGATAGTTGTCGTTGG 106

Ai05B10062 Araip.B05 10062 p2 (TC)7 14 31308727 31308740 CGTGTTCAGTGTGCAGTGTG TGGCAGATAGTTGTCGTTGG 106

Ai05B10067 Araip.B05 10067 p3 (GAA)5 15 31324126 31324140 CAGTGCTTTGTTGTGGGATG GAGCTGAAACACAAGCTCCC 118

Ai05B10068 Araip.B05 10068 c (T)11gtgaaatgattcttcttcttctttgtaagggtatttttcca(T)1062 31324373 31324434 CTTGACCTTCCACCACCAAC CCATTCAAGCATATCCCAAAA 148
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Ai05B10070 Araip.B05 10070 p3 (TAT)5 15 31327783 31327797 AAAGCAGAGGAATTGCCAGA AAATCAAAACACACACGCCA 235

Ai05B10074 Araip.B05 10074 p3 (AAT)6 18 31333696 31333713 CGGTTCAATGTTACCTGCAC GTGTGGAAAGCCTCTTGGTC 239

Ai05B10079 Araip.B05 10079 p3 (TTC)5 15 31362709 31362723 ACACGCTTCCAACTCTCCAG ACGCGAAGAATAAGCCAAAA 124

Ai05B10083 Araip.B05 10083 p2 (GA)6 12 31367628 31367639 ACAGCAAGGCTTGGTTATGC ACGGAATGAGTTTTGCAACC 198

Ai05B10085 Araip.B05 10085 p2 (AT)7 14 31370627 31370640 TTTGTGTTTCTTAGTCGGGTTG CCCAAGCACATAGCAAAAGA 268

Ai05B10086 Araip.B05 10086 c (A)14cc(A)12 28 31370769 31370796 CTTTTGCTATGTGCTTGGGT TGCAATTGATCTCCTCGTTG 280

Ai05B10090 Araip.B05 10090 p2 (GA)6 12 31374117 31374128 CCGTCCAAGTGTGGACTTTT ATGGCGGTACATCTCCATTC 214

Ai05B10099 Araip.B05 10099 c (T)15gnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncatcgaaggtgggaa(T)1186 31417573 31417658 TGGCTATAAGCATGTGGTGG AATGGCAAAATACCCTGCAC 208

Ai05B10108 Araip.B05 10108 p3 (TTA)13 39 31466255 31466293 GAAATCCTCCCCTTTCTTGC AATTTCAGGATTCGACTGCG 276

Ai05B10110 Araip.B05 10110 c (T)10cttcgcta(T)1028 31469392 31469419 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 205

Ai05B10111 Araip.B05 10111 p3 (AGA)6 18 31470316 31470333 TTTGCAGCCACATGCTCTAC CACACATCCCTCCATCTCCT 261

Ai05B10112 Araip.B05 10112 p3 (AAT)12 36 31471568 31471603 GCTGCCATCTCCTCTTCTTG CCCCTTCCTTTCTTCCACTC 263

Ai05B10113 Araip.B05 10113 p2 (AG)9 18 31471922 31471939 GAGCAGAGATGTGAGATGAGGA TTTTGTTTGTTTCTCATCTTTTTCA 278

Ai05B10126 Araip.B05 10126 p2 (CT)7 14 31513070 31513083 GGAACATTGAACCTGGAATGA TTTTGACCCAATTTTCAGCC 220

Ai05B10128 Araip.B05 10128 c (A)10gaaagagataaaagatgaagatgcgtgaccctataatgtagaataaaaaagtgataaaattttaaaaaataaaaaataaaaagatcaaacatttt(A)12117 31515411 31515527 TAAAGGGGAAGAGTGGGCTT TTTCTCTCACTTTCTGCTTTGG 237

Ai05B10130 Araip.B05 10130 p6 (TTTTTA)5 30 31520176 31520205 AATCCTGACGTCAAAATGGC TGAAGGTCAAGATGAACATGAAG 209

Ai05B10136 Araip.B05 10136 p3 (TTA)5 15 31535750 31535764 CTGGTTGGACCGAATCTTGT CATTGATCCAAACAGTGCGT 173

Ai05B10140 Araip.B05 10140 c (T)10agagaaagaaactgg(A)1035 31543236 31543270 TCGTGACAAAGGAATCACAA TGCATCTTCCACTTCTTTGTTC 272

Ai05B10141 Araip.B05 10141 p6 (AACCAC)7 42 31552928 31552969 AACACCAACACCAACACCAA GCCTTGCTTCTGCTTTCTTG 256

Ai05B10151 Araip.B05 10151 p3 (AAT)6 18 31589917 31589934 CCCAAGCCGAGAATACAAAA TTTATATTTCCTTAATGCTTGTTTGG 173

Ai05B10154 Araip.B05 10154 c (T)17aaagaaaac(A)1036 31607389 31607424 CCAAAATCATTGACCTCCGT AACCCTTGTTTTCGGGAACT 259

Ai05B10157 Araip.B05 10157 p2 (TA)9 18 31621757 31621774 TCGAAAGCGATTAGTTCGTTC GACGCAATGACGACAAAAGA 258

Ai05B10162 Araip.B05 10162 p2 (AT)6 12 31631487 31631498 TTCGTGGCTAGTTGATGATTTG CCACGATTGTGGGAAAATTA 214

Ai05B10163 Araip.B05 10163 p6 (GAAGAG)7 42 31632984 31633025 TTGTGGACAACAAGTGGCTT CGCGCATTAACTCATTTTGA 140

Ai05B10164 Araip.B05 10164 c (TGG)6gttcttgttcagcttgggcttttggttgatttcggttgattttggggaaagttctgatgaagatgatgatgaccatgatgatactga(TGG)5120 31635353 31635472 GACGATGATGATGAGGCCAT AAATCAACCACCACCACCAT 199

Ai05B10166 Araip.B05 10166 p3 (AAT)6 18 31639478 31639495 TCGAACATGCTGGTGAGTTC AACCATTCCCATTTCTGTTCC 263

Ai05B10168 Araip.B05 10168 p2 (AG)7 14 31640646 31640659 TTTAATGGTCGGACAATATTAAATC TGAGCACACACACCATATAACTG 280

Ai05B10169 Araip.B05 10169 c (CT)19ccgcgatgccttctctcttcctaatagaaaaactc(TG)685 31645671 31645755 AAATCGGCGAATCAGAGTTG TCTCATCACCATCACCCTCA 190

Ai05B10170 Araip.B05 10170 c (TA)7t(TGTA)6 39 31652410 31652448 CTGGGAGACGGCAAAGTTTA AGTCACGACCTGCGAAGTTT 271

Ai05B10172 Araip.B05 10172 p4 (TTAT)5 20 31658109 31658128 GCATGCAGGGGAATAAGATG TCAAGATTTGGGCAAGTTGA 224

Ai05B10175 Araip.B05 10175 p2 (AT)6 12 31667020 31667031 CCACTCAATCACAACCATGTCT TGGTTTAGGTTTCGCACGTT 263

Ai05B10176 Araip.B05 10176 p2 (TA)7 14 31670893 31670906 GAACATGCGCAAAACCCTAT CTGGCATTCCCAGGACTTTA 193

Ai05B10178 Araip.B05 10178 p2 (TA)8 16 31677615 31677630 GATCACGTTCAGAACCTACACATC TGTTGAGGGATGAAGAATGG 204

Ai05B10179 Araip.B05 10179 p2 (TG)6 12 31688623 31688634 TGCAACTTGAGAGGCACATC CCAAACTCGACCTGCAAAGT 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10181 Araip.B05 10181 c (CTCTT)5tcgatctgttttctaactcccatctgtgatttgcaaattgcttaccgatattgtatatgttggcaattagttgttagagac(A)10116 31694388 31694503 GCCACATGATTCACTGGAAG TGCAAATCAGAAAACTCAAACAA 242

Ai05B10184 Araip.B05 10184 c (T)10gttatattcaattatac(T)1037 31697063 31697099 TTTCATTTTCTCCTTCCATTCAA TGGAAAAACATTGAAGACAGAAA 206

Ai05B10185 Araip.B05 10185 c (T)10gttatattcaattatac(T)1037 31697797 31697833 TTTCATTTTCTCCTTCCATTCAA TGGAAAAACATTGAAGACAGAAA 206

Ai05B10186 Araip.B05 10186 p4 (TTTA)5 20 31700230 31700249 GGGAAGCCTTGCACATGTAT TTTCGTTAGAGCTTCGTTCTGA 206

Ai05B10187 Araip.B05 10187 p4 (TTTA)5 20 31705999 31706018 GGGAAGCCTTGCACATGTAT TCGAGCGCTAGATGAGGAGT 266

Ai05B10188 Araip.B05 10188 p2 (TA)6 12 31707328 31707339 GAAAATTTTGGAAGTGGGGG AATCAATTCTCAAATTTAAACGAAA 220

Ai05B10190 Araip.B05 10190 c (CTT)5tt(TCA)5 32 31713756 31713787 TCTTCTCCCTCCTTCTCATCTT GAAGCAATTTTCGTTTTGGC 263

Ai05B10192 Araip.B05 10192 p4 (TAAA)5 20 31729509 31729528 TCCCAACCCTTTTGCTGTTA TTTAGATTGGGGAGTGGTGC 217

Ai05B10193 Araip.B05 10193 c (TAT)10tttgagattgagtgttgttaaa(T)1062 31730167 31730228 TCAGGGATATATTTGAACCAAAGAA CACCACTTTGTGACTCATATCACC 275

Ai05B10196 Araip.B05 10196 p2 (AT)10 20 31733151 31733170 TTAGGCAAGCTGAATGAGCA GAATAGCCAAAACGCAGATTG 163

Ai05B10198 Araip.B05 10198 p2 (AT)7 14 31738755 31738768 TGGTGTTGGAGCATACTGGA TGCACAACCTGCTTTTCAAG 136

Ai05B10200 Araip.B05 10200 p2 (CA)7 14 31744840 31744853 CCACCCACAATTTTTCCCTT GGAAGCGTGAGCTTTGGTAG 244

Ai05B10201 Araip.B05 10201 c (T)11cgattttcatggtttctgaaa(TTC)5ttgctgcacattcttcttcctcttactcttcttcttctccttttctttcgtttctgcacgttcttcttcctcattttcc(TCT)6144 31762492 31762635 TCCTCTTCCTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 264

Ai05B10202 Araip.B05 10202 c (AAG)14gtgcagcaagaagaagaacgtgc(AGA)8aaaagaaaagagggtgcaat(GAA)6gaggaagaggaagaagaagaggaagaggaagaagaacgtgcagc(AAG)5186 31763287 31763472 TTCTTCAAAAACGATTTCAGAGC CCACATACTGTTACGGCACG 280

Ai05B10203 Araip.B05 10203 p2 (AT)8 16 31764404 31764419 TGAAAAATTAACCATCACGGG TAAAGCCGGTGCTAATGGAC 243

Ai05B10208 Araip.B05 10208 p3 (AAG)6 18 31802928 31802945 GCGAATAAAGGGGAACAACA ACCTTCTACTCCACGCTCCA 237

Ai05B10209 Araip.B05 10209 p4 (ATTT)5 20 31804691 31804710 GAGGCTTTGTTTCTGACAAAAGAT ATTTGATCAGAGTCCCGTGC 271

Ai05B10210 Araip.B05 10210 p2 (CT)6 12 31806168 31806179 GAATTTGAAATAAACAAATGTAACAGA AAGCAATGAGACGGGTAGGA 112

Ai05B10212 Araip.B05 10212 p3 (CAC)7 21 31810942 31810962 AGAAACCCTCACACGGTCAC GTGCGCAAAACCACTAACAA 229

Ai05B10213 Araip.B05 10213 p3 (AGC)5 15 31811068 31811082 ATATCCGGCTTCTCTCTCCC CTTGTTCACAACGCTCAGGA 271

Ai05B10215 Araip.B05 10215 p3 (GTG)7 21 31815074 31815094 GTCGTGGTGGTGGAGGTAGT TGATTGCGACCATTTTGGTA 109

Ai05B10221 Araip.B05 10221 c (AAC)13(AAT)5 54 31828444 31828497 CCTGTGAGAGAAACAGTTAGCG ATGGACAAACACCAAACCGT 204

Ai05B10225 Araip.B05 10225 p3 (TGT)18 54 31843261 31843314 CACCGTAACTGCCATGGTTA TGGTGTAGTAACCGCCATCA 278

Ai05B10226 Araip.B05 10226 p2 (AT)12 24 31844913 31844936 TGTTGGGTGTGGTTGAAGAA CAAGTTCAACCCTTGGTCGT 209

Ai05B10231 Araip.B05 10231 p2 (TA)6 12 31858288 31858299 ACGTTCAATGTTGCCGTACA AAATGCGAAATCGGACTCAT 221

Ai05B10232 Araip.B05 10232 p2 (TC)8 16 31860757 31860772 TTGGGAACATTGAACTTGGA TTTTTGACCCAGTTTTTGGC 219

Ai05B10233 Araip.B05 10233 p2 (TA)6 12 31862204 31862215 TTCACCACTTACTTTGGGGC GTGGGAAAAGTGGGTTTGAA 215

Ai05B10234 Araip.B05 10234 p2 (CT)8 16 31866913 31866928 TGGGAACATTGAACCTGGAT TTTTTGACCCAGTTTTTGGC 228

Ai05B10235 Araip.B05 10235 c (A)11tcgaagtaaaaaatgtataatac(A)15cagattaactagcggtta(T)1380 31871651 31871730 TTTCGACGGCAAACTAGGTC CTCCCACATTCTTCCTCCAG 203

Ai05B10237 Araip.B05 10237 p6 (AATTTT)6 36 31897005 31897040 TTCGAAAATACCTCCCTCTTTTT AAAGGAGAAGAAGGGGTTCG 254

Ai05B10238 Araip.B05 10238 p3 (TCT)5 15 31900302 31900316 CAAAATCTCTTTCCCACCCA TTAGAATGTTGCTCGCCCTT 124

Ai05B10240 Araip.B05 10240 p4 (TAAA)6 24 31910672 31910695 GCAGAGAACTCCCAGTGAGG TGTTTGATTGCTTAGATTAGGCG 276

Ai05B10242 Araip.B05 10242 c (T)10gccattttttttc(T)1033 31920198 31920230 TTGCTCTTGCCTTTTGGTTT TCTGATTGAATGCCTGAACG 275

Ai05B10245 Araip.B05 10245 p2 (GT)6 12 31934248 31934259 TCATTTTCCAAATACGATGCAA AAAAGTACGCACGCACACAC 203
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Ai05B10246 Araip.B05 10246 p2 (CT)6 12 31935226 31935237 AAAGTTGGGAACATTGAACCT AATGGGGGAATCAACAACAA 167

Ai05B10249 Araip.B05 10249 p2 (GA)9 18 31943332 31943349 CGCGACGCAAGTAGTTTACA GCAAAGCGTTATTGTCGGAT 233

Ai05B10253 Araip.B05 10253 p3 (ATT)5 15 31947373 31947387 TAGAATTGCGGCGATTTTTC GGGGAAACCTGGATGGTACT 195

Ai05B10254 Araip.B05 10254 p2 (GT)8 16 31950298 31950313 GCAGGTGACACCCCCTACTA GAGTTCGCCGTAGATGCAGT 275

Ai05B10259 Araip.B05 10259 p2 (TG)6 12 31955410 31955421 CAAGGTGTGAAGGGTGTACG ATTAGCGCGTGATCGAATTT 275

Ai05B10269 Araip.B05 10269 p2 (TG)7 14 31970480 31970493 GCTGCAAAGGATGATTGTGA GGAGAAGAATTGCGAAACCA 115

Ai05B10271 Araip.B05 10271 p2 (AT)6 12 31973340 31973351 CTTGGGTTGACATGCCTCTT TTCCCAAATCCAAAAGATTGA 214

Ai05B10275 Araip.B05 10275 p2 (AT)6 12 31977118 31977129 CGCTCCCAAAAATACCTTCA ATATGGGCGCAGAAGTTACG 256

Ai05B10277 Araip.B05 10277 c (T)21gcagcctgggttgg(T)1146 32000905 32000950 GCAGAAGAAGATGAGGCTGG GGACGGGTTTTTAACGGTTT 232

Ai05B10279 Araip.B05 10279 p4 (TTTA)5 20 32007578 32007597 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 164

Ai05B10280 Araip.B05 10280 p2 (AC)6 12 32010755 32010766 GCCCAAGTAGGGCCTAAGTC TCACAAGAAACACGTAGCCG 207

Ai05B10283 Araip.B05 10283 c (A)10gaaa(AT)6 26 32036896 32036921 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 232

Ai05B10286 Araip.B05 10286 c (ATAC)10(AT)14 68 32043409 32043476 TGTTTGGTTTGATCAATTCCTTT TGATATTAATTATACGGTGTCTGAAAA 248

Ai05B10287 Araip.B05 10287 p2 (AT)8 16 32048311 32048326 CGATAACGTAACGAGCAAAGG ATCTTCGCAGCCAGATTTTG 106

Ai05B10290 Araip.B05 10290 p2 (AT)28 56 32065429 32065484 CCTCGCTCTAAAGCAAAGGTT GCGAGCCGAGTCTAGATTGT 269

Ai05B10291 Araip.B05 10291 c (T)11agttttacgtg(A)1032 32077463 32077494 TCAATTGACTGCGTTGATCC TTCAACGAAATTCCAAACCC 280

Ai05B10292 Araip.B05 10292 p2 (CT)19 38 32080748 32080785 GCAACCACTGAATCCATCCT TAAATCCCGAACGATCAAGG 257

Ai05B10296 Araip.B05 10296 p3 (ATT)7 21 32103122 32103142 GTATTCCAAAGGTGCGTGCT CACTAGGCTTTGCACCAACA 146

Ai05B10297 Araip.B05 10297 c (A)10gagaaaaaatta(AAC)6atc(AAG)6agtggtagtgacaacgatgtgaagaaggaagaaggaacgt(AAG)5116 32103748 32103863 TGACGGAAAAGATTTGTGGG TGGTGAAAGTATATTAATGAGCAATC 265

Ai05B10298 Araip.B05 10298 p2 (TG)14 28 32107307 32107334 ACTCTGCAGGCCGTGACTAT ATAACACCGTGCAAAGCTCC 121

Ai05B10300 Araip.B05 10300 p2 (TA)11 22 32111177 32111198 TTACTGTGTGACCGTTTCGC GATGACAAAGCATCACGACAA 265

Ai05B10302 Araip.B05 10302 p2 (TA)6 12 32112015 32112026 ATGTAAACCATGGGAGCCAA TCCTCACTTGCCATTGTGAC 243

Ai05B10304 Araip.B05 10304 p3 (AAT)6 18 32118807 32118824 CAATCCTCAGCTTCCAAAGG GGCAAGAGACTTTGAGGCAC 166

Ai05B10305 Araip.B05 10305 p3 (CTC)5 15 32120307 32120321 ACTTGGCGTGCTTACGAGAT ATGTTCGTCAGTCTCCGACC 168

Ai05B10308 Araip.B05 10308 p6 (TTTTTA)5 30 32139402 32139431 TACTTTGGGGCATTTTGTCC TTAAGTGTGGGGAAAGTGGG 253

Ai05B10311 Araip.B05 10311 p2 (TA)31 62 32150084 32150145 GAGGGATAGGGATTGTATTGGA GCGACTCTGATAGCTCGGAC 269

Ai05B10312 Araip.B05 10312 p2 (CT)10 20 32151798 32151817 AAGGAACGTTGAACCTGGAA CCAACAATTTCTGGGCTGTT 240

Ai05B10315 Araip.B05 10315 p2 (TC)6 12 32176952 32176963 TGATGGAGACTGGATGTAGGC TCAGTGGCTAAGAGAAGGGG 277

Ai05B10319 Araip.B05 10319 c (T)13ctgctcttttattttttctcttggttgttcac(A)1055 32217336 32217390 AGGTAGCGAAGCTGATGAGG GTGGCACTCCAACCCTCTAA 234

Ai05B10330 Araip.B05 10330 p2 (GC)6 12 32237737 32237748 GCCAAAAATGGGTTCAGAAA AAGGAAGCAAGGAAGGAAGC 223

Ai05B10331 Araip.B05 10331 p2 (AT)7 14 32241282 32241295 TCGAGTTTGGACAACTGACG GTTGGAAGCCTCAGTCCAAA 253

Ai05B10333 Araip.B05 10333 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttgattttaaaaatttttcg(A)10107 32242671 32242777 CTTCTTATCTTTTCAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 265

Ai05B10334 Araip.B05 10334 p6 (AAATAA)5 30 32246393 32246422 TGTTTTCCCTTTCTTCTTTTTCA TCATTCCCACTTGGGTTCAT 250

Ai05B10335 Araip.B05 10335 p3 (AAT)5 15 32259611 32259625 ACAACGGTATGTCTGCCTCC GCCAAACTCTGTGCTCCTTT 109
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Ai05B10339 Araip.B05 10339 c (A)11cagtcatttaatatttttaaatggaaaattagtagctaattaggacttttttttaatcaataaaaagatattttttaaaacaaaaaaatcac(T)10113 32297784 32297896 TTTGATTTGGTTTGTGGTGA CAAGGATCGACTTGTTCTTCAA 256

Ai05B10341 Araip.B05 10341 c (CT)15tt(TC)6 44 32300867 32300910 GAACCAAACTGCTTTGTCACAT AAAGTGGAGGGGGAGAAAAA 254

Ai05B10343 Araip.B05 10343 c (CT)7cccatctctcccttttt(TC)6cttcccttctttctcccattcctctttatttctctctatccttctctccctctctttccccatgctctctctctttctccttcccttcttcctctctt(TC)15171 32301441 32301611 TCTCCATTTTCCCTCTCCG GGAGAGAGAAGGAGAGAAAGACAA 279

Ai05B10344 Araip.B05 10344 p2 (AG)6 12 32301941 32301952 CCTCTTGTCCTTCTCTCCCA CCCTCTTCTCTTTCCCCATC 230

Ai05B10345 Araip.B05 10345 c (GA)9aagagaagggagag(GA)11ggagggggagaaagaggggaaggagagagaaataagggagaaag(GA)12ggggggggagaaagaggagagagagaagaagagagagaagggagg(GA)9185 32302132 32302316 GGAGCGTGAGAGAGAAAGAGA TGGTTTTATTCAAACTCCAAAATTA 280

Ai05B10347 Araip.B05 10347 c (T)11caacccctttttc(T)1034 32307707 32307740 GCACCGCAATCACTTGACTA GTTCAACACAAGCTGAGCCA 223

Ai05B10352 Araip.B05 10352 p2 (TC)6 12 32333758 32333769 TTCCTTCCTCTCTGCGGTAA TGACCTTGAGGGAAAACGAG 197

Ai05B10354 Araip.B05 10354 p3 (GTT)6 18 32359099 32359116 ATTATGCCACTCTCACGGGT CAGCAACAAAATTCAACCCC 189

Ai05B10358 Araip.B05 10358 c (A)10gcgggcatcggcacccaagcgcgcagt(GC)649 32408467 32408515 TTGAATTTTGGTTGCTTTAGAATG GCGGATGCAACAGGAATAAT 272

Ai05B10360 Araip.B05 10360 p2 (AT)6 12 32410425 32410436 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 173

Ai05B10362 Araip.B05 10362 p2 (CT)6 12 32415748 32415759 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAATG 278

Ai05B10363 Araip.B05 10363 p2 (CT)6 12 32415915 32415926 CGAAAATATCTCCCTCTTTTTCAA GGGTTCGAATTTGGTGAATG 229

Ai05B10364 Araip.B05 10364 p3 (TTC)6 18 32418752 32418769 TCTTAGCCGAAACACAACCC CGGTCTTAGGTGCCATCAAT 158

Ai05B10365 Araip.B05 10365 p4 (ATAC)10 40 32442174 32442213 TTTGAAATTGCATCCATCACA ATCAATGGAATGCCCAAAAA 141

Ai05B10367 Araip.B05 10367 p3 (AGA)6 18 32446519 32446536 AAAAGAAAGAGACCACGCCA TTCAATTGGAGCTTCTTGCC 243

Ai05B10368 Araip.B05 10368 c (AGA)5aaaaaaaatttaaagac(TAAAA)557 32448107 32448163 GGCTCAAAGACTCAAACCAAG TGTACATGCGCAACCAAGTT 259

Ai05B10375 Araip.B05 10375 p2 (TA)6 12 32515473 32515484 GAAGTGCGAAACACACAGGA TCAAGAATCACAACAATCCACA 270

Ai05B10377 Araip.B05 10377 p3 (AAT)5 15 32522888 32522902 TGGAAGGATCAACAGAAGCC ATTGCTTGGGAGAGTGTTGG 279

Ai05B10378 Araip.B05 10378 p2 (CT)7 14 32524521 32524534 GCCAAAATGGTACAGGGATG GAGTGGAGAGAGGGGTAGGG 255

Ai05B10381 Araip.B05 10381 p5 (AAAAT)11 55 32549757 32549811 GGGGAATTTGGATACCTACTCA TGGGGTAATTTTGTCCCCTT 175

Ai05B10383 Araip.B05 10383 p2 (TA)8 16 32562129 32562144 TTTCGCAAGAGGATTTTGCT GCCATCAAAAGGCAGAATGT 250

Ai05B10387 Araip.B05 10387 p5 (AAAAG)5 25 32601265 32601289 GTTCAGGATCAGGAGCCAAG CACATCTGAGTTTAAGGAGGAGC 138

Ai05B10388 Araip.B05 10388 p2 (AT)11 22 32606097 32606118 TCGTGTTAAGCTCTTTTTGTTCA TGCAGACGTTCCTGTCTCAG 171

Ai05B10389 Araip.B05 10389 p2 (GA)6 12 32612829 32612840 AAAGGGGAGCACGAACATAA ACCTGTGACGCGATTCTACC 169

Ai05B10392 Araip.B05 10392 p2 (TC)8 16 32614793 32614808 TCCACGAAATTTTAAACGATCA GGCATTGCCTTCACAATCTT 240

Ai05B10395 Araip.B05 10395 p3 (ATA)9 27 32619161 32619187 ATTATTGACCGCCACACCAT AGCTCCCAAGTGAGAAGCAG 277

Ai05B10396 Araip.B05 10396 p2 (TA)6 12 32619963 32619974 AAGTGGTTAAAAACGTGTTTGTGT TTGCTCCTTGGTCCCTTATG 275

Ai05B10397 Araip.B05 10397 p2 (GA)6 12 32620589 32620600 CCACTATTTTATGTGTTAAATGTGTGT GCGTTCACGTGATACTGCAT 270

Ai05B10399 Araip.B05 10399 p3 (TTG)9 27 32624942 32624968 TCCATGAAGTGGTCAAACGA GGTTTTCTATCGCCATACGC 275

Ai05B10401 Araip.B05 10401 p3 (ATC)5 15 32631391 32631405 AAACGAAAGCCAAAAATCACA TTTGCTTGCTAATGAACCCA 264

Ai05B10409 Araip.B05 10409 p2 (TA)10 20 32675199 32675218 GTTGACTTGGAGAAGCAGGG GGACTCGACCTGTGAAGCTAA 109

Ai05B10410 Araip.B05 10410 p3 (AAT)5 15 32687011 32687025 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 203

Ai05B10411 Araip.B05 10411 p2 (GA)6 12 32687342 32687353 TTTGAAAAAGGGGGAAGACA TGAATCAAGTCATTAATCGTGATTTT 263

Ai05B10412 Araip.B05 10412 p2 (AG)7 14 32689983 32689996 ATCATCACTTCTTGCCCCAC CCAATCACAAACACCCTTTCT 118
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Ai05B10413 Araip.B05 10413 p2 (TA)10 20 32694933 32694952 TGCTGTTTTTCAGATGCAGG AAGTTGCATTGGAAACTTGGTT 132

Ai05B10414 Araip.B05 10414 p2 (TA)9 18 32704512 32704529 AGGTTGAGCTTGGAGCTTGA GCCTTTGAAGGAATGTCCAA 144

Ai05B10415 Araip.B05 10415 p2 (TA)6 12 32706095 32706106 AGCTTCTTCGTTCGCAGGTA GCATGACGCATCTCACTCAA 251

Ai05B10417 Araip.B05 10417 p3 (TAA)6 18 32708014 32708031 TTGTGCCGGTCATTGTTCTA CTTTGGTGACTTTGTGCATGA 194

Ai05B10418 Araip.B05 10418 p3 (TTC)5 15 32716049 32716063 ATTGAAAACCATGCAGGGAG AAGAGTTTTGCTCGTCCTCG 224

Ai05B10424 Araip.B05 10424 p2 (AT)12 24 32761247 32761270 AGGAGAACTTGGCCACAAAA CGTTCACCTGTGGACTCCTT 115

Ai05B10432 Araip.B05 10432 p2 (AT)11 22 32788190 32788211 GGGGATATTGGGGTGAAGTT CGTTCACCTGTGGACTCCTT 149

Ai05B10435 Araip.B05 10435 p2 (TA)6 12 32821998 32822009 GGCATTTTTGTCCCCTTTTT GTCGAAAATCATGGGATTGG 199

Ai05B10440 Araip.B05 10440 p2 (TA)7 14 32848116 32848129 GTGGTTTATCAACCTCCCCA TGGATCAAGTGGGCAAGAAT 163

Ai05B10442 Araip.B05 10442 p2 (AT)8 16 32853262 32853277 GTGGGAAAAAGTGGGTTTGA TTCACCACTTACTTTGGGGC 252

Ai05B10443 Araip.B05 10443 p3 (AAT)5 15 32872438 32872452 CCCTATGTATTTGAATTTTAAGTGTGA ACTATCCGCAAGGCAAACAT 277

Ai05B10444 Araip.B05 10444 p2 (TC)9 18 32876947 32876964 GAAGACGCGTGCGTACACTA AGTGAGAAGCGAACCCAAAA 253

Ai05B10452 Araip.B05 10452 p2 (AT)6 12 32902119 32902130 AAATCACAAATACCGCTCCG CCCTTTCAGGATAAGGCACA 273

Ai05B10453 Araip.B05 10453 p2 (AT)6 12 32906704 32906715 CAATTGCAAATTTTAATTCAAACAA CAGATTCTAGTGGTAGCTTTCTTTTG 272

Ai05B10458 Araip.B05 10458 p2 (CT)6 12 32945526 32945537 TTTCTTAACTTTTTCAAAACCACC GGATGAGAGAGATGGAGGGA 231

Ai05B10461 Araip.B05 10461 p2 (CT)7 14 32956442 32956455 CCTCACTCACCAAAAATCCG TTTTTGCCCAGGTGTAGAGG 122

Ai05B10465 Araip.B05 10465 p2 (CT)6 12 32965785 32965796 TTTCTTAACTTTTTCAAAACCACC ATGAGATGGGGGAGGGATAA 226

Ai05B10466 Araip.B05 10466 p3 (ATT)5 15 32966128 32966142 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 267

Ai05B10468 Araip.B05 10468 p2 (AT)26 52 32989620 32989671 AAGTGTGGGAGAACTGTGGG GGTTGTAATGGGGCTAGGGT 258

Ai05B10470 Araip.B05 10470 p2 (AG)6 12 32990783 32990794 TTTCTGGGCTGTTTTTGACC TGAACCTGGAATTGAGAAGACA 218

Ai05B10472 Araip.B05 10472 p2 (AT)8 16 33007716 33007731 GGGAGACCAGAGCATTCCTT TGATTTTTGTCACGCAGATGA 137

Ai05B10473 Araip.B05 10473 p5 (AAGAT)5 25 33011974 33011998 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 180

Ai05B10477 Araip.B05 10477 p3 (ATT)6 18 33029252 33029269 ATTTGGGCTGGAAATGAATG CAATTGACAGCAATGTGTTGG 187

Ai05B10482 Araip.B05 10482 p3 (CTC)9 27 33051356 33051382 CTACTACGCGAGTGATGCCA TTCGGAGAGGTGAAAGAGGA 200

Ai05B10485 Araip.B05 10485 p2 (GA)15 30 33053279 33053308 AGGGGAAAAGGCTCGATAAA TCCCCCTCACCTCACACTAC 194

Ai05B10486 Araip.B05 10486 c (ACA)5atacc(AAT)1256 33053750 33053805 CGTTAAGGATAACATTGAAACAAA AAAACTCACATACAATTGCCTTCA 278

Ai05B10487 Araip.B05 10487 c (A)12ccaaattctacgcctgcatgcattcaatttgtaaagtttgtctagatttgtcc(A)1075 33055492 33055566 AAGAAAACATCCATCTAGCCAAA TCGATCGGTGACTACATGCT 187

Ai05B10495 Araip.B05 10495 c (A)10caaaataataaggatagagaatagttttaaaaaaaaac(A)1058 33067324 33067381 GGGAGTAACAAATCCGTAGCC TGCACACCTTCTCCATTTGA 231

Ai05B10496 Araip.B05 10496 p3 (GGT)5 15 33070869 33070883 TTATTGGGATTTGGTGGGAG TTTCGCTACAAAATGGTCCC 144

Ai05B10498 Araip.B05 10498 p2 (TA)9 18 33084812 33084829 GGATATGGGCGCAGAAGTTA AACTTTAAACCGCAAAACCG 274

Ai05B10499 Araip.B05 10499 p2 (TA)28 56 33085916 33085971 TTGAGCTTATTTCTTCATCGGA CGGGCTGAGGCTAGTGTTT 276

Ai05B10500 Araip.B05 10500 p2 (TA)9 18 33087058 33087075 AACTTTAAACCGCAAAACCG GGATATGGGCGCAGAAGTTA 274

Ai05B10502 Araip.B05 10502 p2 (TA)6 12 33095877 33095888 TTTTCAAGTTCCCTGCTTTCA CATGAAATGCAATGCAAACC 184

Ai05B10504 Araip.B05 10504 p3 (TAT)11 33 33098569 33098601 CAGAGGGGTGACAGAAAGAAA TGCACTGGACCGATGAGATA 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10505 Araip.B05 10505 c (A)13ctttttgtttgtca(T)10aaaag(A)1153 33100763 33100815 TGTGGTGAGTAGAACTATGATGTGG CCATGTGTACCAACTTGTGATG 242

Ai05B10506 Araip.B05 10506 p5 (AAGAT)6 30 33119973 33120002 TTTTCAGGTCCGACTATCCG CCTGGGTGCTCCAGTGTATT 254

Ai05B10507 Araip.B05 10507 p2 (AT)23 46 33129051 33129096 CTCTCGTCGAGCTCTTCGTT CAAGCTTCCAAAAAGCCAAG 276

Ai05B10508 Araip.B05 10508 p2 (CA)10 20 33130019 33130038 GGGGTCATGCTTTGACTTGT TACGTGCGAACACCTTCAAC 221

Ai05B10509 Araip.B05 10509 p2 (AG)6 12 33136276 33136287 TCAATGATTGTGGTGCTGCT GAGCCAGTGAACATTGACCA 172

Ai05B10512 Araip.B05 10512 p2 (CT)6 12 33147164 33147175 TGCATGCATTCATTGTTTTG GAAATTTTGAAAAAGAGGGAAGA 206

Ai05B10514 Araip.B05 10514 p3 (GGT)5 15 33154736 33154750 TGAAGCATGCAGATCCAGAG CCCCAAATTCTCTCGTTCAA 216

Ai05B10515 Araip.B05 10515 p2 (TC)7 14 33157013 33157026 TCCCGATAGTAGCTCCTCCA AAAGAGGGAAGACACGATGG 136

Ai05B10517 Araip.B05 10517 p2 (TC)8 16 33167133 33167148 AGATCGGCAGTGAGGAGAAC GTCCGTCTAGCTCAACCAGC 226

Ai05B10522 Araip.B05 10522 p3 (CAT)10 30 33180215 33180244 TGTGGAATGTGAAACACACACA TCGCTCTTCACTCTTCTGTCC 254

Ai05B10523 Araip.B05 10523 p3 (TGG)7 21 33181190 33181210 TTATCATCGTCATCCTGCGA ATTGCCACACCCAATCATTT 195

Ai05B10524 Araip.B05 10524 p2 (AG)19 38 33183182 33183219 GTTTTGGAGCAGAAGGGACA CCTCATCACCTGCTTCTTCC 199

Ai05B10525 Araip.B05 10525 p3 (AAC)9 27 33184188 33184214 AAATTTTTGCCAAACTTCAAAGA TTGTGATGAGGCATGGTTTG 277

Ai05B10528 Araip.B05 10528 p2 (CT)8 16 33199577 33199592 CGGAACATTGAACCTGGAAT TACCAGAAATTGCTGAGGGC 268

Ai05B10529 Araip.B05 10529 p2 (CT)9 18 33205708 33205725 TGGGAATGTTCATAAGCCAA GGGAATCCATTCATTCAACG 268

Ai05B10531 Araip.B05 10531 p2 (GT)8 16 33225199 33225214 CCACCTAGAGTGCTTCCCTG TGGCAATACCCATCACAAGA 279

Ai05B10532 Araip.B05 10532 p2 (TA)10 20 33226165 33226184 ATGTTCCGCCTTTTGATGAC TCTTGGTTAGAACACCCCTACAA 226

Ai05B10533 Araip.B05 10533 p2 (AT)9 18 33226508 33226525 CGCTTTTAACAACAAATCAGGC TGTAATGGGGCCAAGGTAAA 212

Ai05B10534 Araip.B05 10534 p2 (CT)7 14 33227193 33227206 CGCCAATTTCCACTTCTCAT GCCTTCAGATGTAAAGCAACAA 263

Ai05B10537 Araip.B05 10537 p2 (TG)13 26 33235823 33235848 TGCGCATACTTCTCTGTGATG CTGTAGCTGAAGGGGGTGAA 272

Ai05B10538 Araip.B05 10538 p2 (TA)29 58 33236206 33236263 GTGCGGAGATACAGGAGCAT GCGAATACGAACCGAAACTT 254

Ai05B10541 Araip.B05 10541 p2 (AT)19 38 33253671 33253708 TGCAACTCTTTGCACACCAT TTCATAAAATTTGAAGGGTTCG 249

Ai05B10543 Araip.B05 10543 p2 (TA)7 14 33256155 33256168 CCCTTACTTTCAGACAAAAAGGAGT TCGGAGATCACTTAACTGAGAAA 153

Ai05B10544 Araip.B05 10544 p2 (TA)6 12 33256463 33256474 TTGGTTGATTCTATTTGTGATATAATG TCTTCACTACTCCATTAGCTACCGT 158

Ai05B10546 Araip.B05 10546 p3 (ATT)8 24 33258301 33258324 TGACTGAAGGAAATACTACGACAGA CCACACACACCACTTTCGTC 266

Ai05B10548 Araip.B05 10548 p4 (TAAC)7 28 33266180 33266207 TGCACTTGGTATGCACAAAA CACCATCCACCATCTTCTCC 252

Ai05B10550 Araip.B05 10550 p3 (CTT)5 15 33269446 33269460 TCCACCCCTTGTTCAACTTC CAACTTGGACTCGTGGGATT 213

Ai05B10556 Araip.B05 10556 p4 (TTAT)5 20 33339279 33339298 CCTGAGGATCAAACTGATTGG CTTCTCAAGGAATTGCAGGG 269

Ai05B10560 Araip.B05 10560 p2 (TA)9 18 33366581 33366598 TCCCATTGTTGTATGGGTGA CGTAATACCGCTCCCAAAAA 236

Ai05B10561 Araip.B05 10561 p2 (AT)25 50 33372787 33372836 CTACGAGGTGCCATTTGGTT CTCATCACTGTGCTTCTGGG 230

Ai05B10563 Araip.B05 10563 p4 (TAAA)6 24 33381887 33381910 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 260

Ai05B10565 Araip.B05 10565 p2 (CT)6 12 33386415 33386426 TCTTGTTTTTCATATGCATTCTTGA GAAATTTTGAAAAAGAGGGAAGA 269

Ai05B10566 Araip.B05 10566 c (A)10taggc(A)10 25 33391686 33391710 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 252

Ai05B10567 Araip.B05 10567 p2 (AG)8 16 33407122 33407137 AATAGAATGGGATGGGGGAG CTTTTTGTTTGTTTCTTAACTTTTTCA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10574 Araip.B05 10574 c (A)15caaaatggctagagccgagcccccgcagccactacatccacacaactcccacagccctgcaggctatcctctgttcgag(CT)11116 33430260 33430375 TTGTTCTGGTTTGGAGACCC CAAAGGAGAAAGGGGACACA 278

Ai05B10575 Araip.B05 10575 p2 (GA)6 12 33451586 33451597 GGAGGGAAGAAGAAAAGAAAACA GACCGCGTCAATCAGTATCA 242

Ai05B10576 Araip.B05 10576 p3 (AAT)5 15 33459357 33459371 TTCAGCTGCCATCTCCTCTT CTCCCCCTCTTTTCTTCCAC 249

Ai05B10586 Araip.B05 10586 p4 (TTTA)8 32 33483320 33483351 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 173

Ai05B10591 Araip.B05 10591 p2 (CT)6 12 33515147 33515158 TTGCAAAATATCTTTTCTAACTTCC CGAAAATTGTTTTGAAAAAGGG 269

Ai05B10592 Araip.B05 10592 p3 (TTC)5 15 33518329 33518343 ACACAACCCCTTCTCCCTCT ACCGGTTGCTAGTGGAAATG 237

Ai05B10593 Araip.B05 10593 p2 (CT)6 12 33524252 33524263 GCCAAATTGGTAACATAAGGCA TTTTGGCCCAGAAAACTCAG 261

Ai05B10594 Araip.B05 10594 p3 (TCA)5 15 33535993 33536007 GTTGAGATCGGAGTGGCATT AAAATCTGAAGGCCCAGGTT 265

Ai05B10597 Araip.B05 10597 c (TA)8(T)11 27 33607464 33607490 TTGGGATAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 237

Ai05B10599 Araip.B05 10599 c (T)11ccgtataatatagctactgtatataagcgtagccttaggtccctc(T)10cgtatactatagctactctatataagcgtagccttaagtccctc(T)11121 33613515 33613635 CGCTTTTTAACGCTACTGCAT TGCTTAGTGTGGGACTATGGC 274

Ai05B10603 Araip.B05 10603 c (A)11caaaaaagctatgcttttaccacaccaaacttagaatgttgctcgtcctcgagcaa(AAG)582 33639831 33639912 ACCCTTGATGGAAGCTTTTG TCAACATCTCTCTCCCACCC 229

Ai05B10604 Araip.B05 10604 p2 (AG)6 12 33642774 33642785 GAAGGAGATGAGGGAGAAGAGA CTGACGGTTCATCTTGTTGC 280

Ai05B10606 Araip.B05 10606 p2 (AG)6 12 33649778 33649789 TTTTCCTTGCTCCTGCTCAT TCACCAAAAATCTGAACCCC 157

Ai05B10610 Araip.B05 10610 p2 (AG)6 12 33671529 33671540 GGCGATTTCTGGGCTATTTT GCGGAGGTAGCAACTCTTTG 224

Ai05B10613 Araip.B05 10613 p2 (GT)6 12 33678742 33678753 GGTCAACCCTTGCATCTACC CAATGTTTCCCACAAATCCC 186

Ai05B10620 Araip.B05 10620 p2 (TA)30 60 33721085 33721144 GCAAAAGATGCAAAATGCAA GGGGAGGATTCACCATTTTT 237

Ai05B10621 Araip.B05 10621 p3 (AGA)6 18 33722667 33722684 CTTGTGTTAGCCACTGCGAG CCATCCAACCATTTTTCTGG 229

Ai05B10623 Araip.B05 10623 p3 (GAA)5 15 33781943 33781957 TTCCACCCTTAATTGTCCCA AACACAACCCTCTCTTCCCC 258

Ai05B10624 Araip.B05 10624 p2 (AG)6 12 33788613 33788624 TTTTGAAAAAGAGGGGGAGA TTGATTTTCAAATTTGTTTCAACT 122

Ai05B10626 Araip.B05 10626 p3 (AGA)5 15 33794742 33794756 GTGGAGTTTCGTCGGAGAAG ACCGCCACCATATGTCTCTC 135

Ai05B10627 Araip.B05 10627 p2 (AT)14 28 33806607 33806634 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 279

Ai05B10633 Araip.B05 10633 p2 (AC)6 12 33873501 33873512 TAACACTAACCCACCCCAGC ACGGCTAAGGCTCTTTCTCC 198

Ai05B10639 Araip.B05 10639 p4 (CTAA)5 20 33917007 33917026 CAGCAGCAACAAACGGTAAA TTACTCCCCATTTCTGCCAC 264

Ai05B10640 Araip.B05 10640 c (GGA)7c(GAG)6 40 33921296 33921335 GTTTATCCGGAGGCAACATC AGCGGACTACGGAGAGACAA 257

Ai05B10644 Araip.B05 10644 p2 (AT)6 12 33931800 33931811 GCAAAATTCCATTCAGGGTT CCAATGTGCACTTTCATTTCTC 279

Ai05B10657 Araip.B05 10657 p2 (TC)10 20 33966961 33966980 AACCAATCGACGATCTCAGG TTGGAGATCGGAGAAACACC 125

Ai05B10658 Araip.B05 10658 p2 (TC)8 16 33969328 33969343 TTCCAAAATTGTGCTGAGACAT AACTTTGCACCAAATCACCC 237

Ai05B10659 Araip.B05 10659 p2 (GA)6 12 33970466 33970477 TTTTTATAGTAGCGCCTGCTGA GCAACAACAAAGATTTCCTCG 233

Ai05B10662 Araip.B05 10662 p3 (TTA)5 15 33973928 33973942 GTTATTTTTGCCGCCTGGTA TGACATTCTTCAAATTGGTGACA 279

Ai05B10663 Araip.B05 10663 p2 (TA)17 34 33985984 33986017 ATTCTCGGGAATGGTAACCC TCGCACATCCCATGAGTCTA 123

Ai05B10664 Araip.B05 10664 c (ATC)16attatt(ATTATC)10(ATT)18atatatctatgt(GTGC)7208 33986972 33987179 TCTCGTTTTTCAAGGCTCCTA TGGTGTGGTATTACGACCTGT 280

Ai05B10665 Araip.B05 10665 p2 (TA)8 16 33996296 33996311 TGACTTAAGTGTGGGGGAGG TCATCCAATCACAATCCATGA 265

Ai05B10667 Araip.B05 10667 p4 (TAGA)7 28 33997746 33997773 TTCTTTGCTTTGCCCTAATTG GCATGCCCTCATGCTAAACT 201

Ai05B10668 Araip.B05 10668 c (CT)8aattttcaaaaatatctttcctctttttcaaaatttctttttaattaactaattattttattttttttatttgaattttcg(A)11108 34012981 34013088 TTGTTTCTTATCTTTTTCAAAACACC AGAAGGAGATGAGGGAGAAAAA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10669 Araip.B05 10669 p3 (TTC)5 15 34016283 34016297 CTTCTTGGCCGAAACACAC CGGTCTTAGGTGCCATCAAT 162

Ai05B10672 Araip.B05 10672 p2 (GT)6 12 34031352 34031363 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 249

Ai05B10675 Araip.B05 10675 p2 (GA)6 12 34036799 34036810 GTCACGGAGAGCATGGAAGT CCAAGAGGTTACCAGCCAAA 243

Ai05B10679 Araip.B05 10679 p4 (ATAC)5 20 34046171 34046190 AAAATCATAACCAAGACGATAAACAA CGTCAGATTAGGGGCTTCCT 160

Ai05B10680 Araip.B05 10680 p2 (CT)15 30 34052224 34052253 TCCTCTCTCTCCCCTTGTCA TTCCTCCGTTCTTCCATCAC 227

Ai05B10682 Araip.B05 10682 p2 (TC)16 32 34066120 34066151 TCTCTTTTTAAATTTCGAATACTAACC TCGAACACAGAGAGGGAGAGA 196

Ai05B10683 Araip.B05 10683 p3 (AAT)5 15 34067394 34067408 TCCTGAGAATCCTGGAATGG GTTATTGCCAAACCGTGCTC 169

Ai05B10684 Araip.B05 10684 p2 (CT)6 12 34068746 34068757 CGCCAATTTCCACTTCTCAT GCCTTCAGATGTAAAGCAACAA 261

Ai05B10686 Araip.B05 10686 p2 (TA)6 12 34074752 34074763 CAAATCCAGTGAGGGTTCAA GCATGTCCTCATGCTAAATCC 261

Ai05B10687 Araip.B05 10687 p2 (CT)7 14 34075610 34075623 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 277

Ai05B10689 Araip.B05 10689 p3 (AGA)6 18 34084588 34084605 CGGTCTTAGGTGCCATCAAT GCAAGCTGCATCCAACAGTA 172

Ai05B10693 Araip.B05 10693 p4 (TTAT)6 24 34090027 34090050 TTGCTTTGCAAGCACCTATG TCCGTGACAAAGTGCTCAAC 278

Ai05B10697 Araip.B05 10697 p2 (TA)6 12 34110255 34110266 GCACCTGGATCAATTTTGAAG CAATGAACCATAAACCCCAA 280

Ai05B10705 Araip.B05 10705 c (AT)6aataaagttgtataaatagaagactctagtattaaaataattagctcaataataatt(TA)681 34127504 34127584 TGCGCGCTATCTCTTTCTCT TCAAATGCAAATCTCTCTCTTTTT 235

Ai05B10709 Araip.B05 10709 p2 (CA)8 16 34133776 34133791 TCTGCGAAGATTTACCCACC TGTGGTGAGGGTGGTAGTGA 253

Ai05B10711 Araip.B05 10711 p2 (TA)10 20 34169288 34169307 CGCGAGTGGTATTTTTCACA CCATGGTATGGTCGCTTCTT 219

Ai05B10715 Araip.B05 10715 p2 (TC)6 12 34224943 34224954 AGCCTTAAGTGTGGGGAGGT GCAGAACATACATGCAAGCAA 132

Ai05B10716 Araip.B05 10716 p2 (AT)13 26 34225601 34225626 TGTGGGAACTTTGATTGATGA TGCCTAGCTACCCATAATCTCA 269

Ai05B10718 Araip.B05 10718 p3 (TAT)6 18 34229847 34229864 CTTCGACTGCCTCCAATGAT TGGTGTTCCTTGGTATTTTTCC 245

Ai05B10723 Araip.B05 10723 p2 (AT)6 12 34248713 34248724 TTCTCTATCTCTTGGCAATCGAG TGTAGGCTTATCGCAGCAAA 234

Ai05B10724 Araip.B05 10724 p6 (TTTAGT)5 30 34249647 34249676 CGAAGGGAATTGAGCTGAGA GAACAAAACCCAAAAGGAAAA 193

Ai05B10725 Araip.B05 10725 p2 (CT)19 38 34253235 34253272 TAAAATTGAAAGCGCGAACC TCAGGAGAGGGAGATGCAAT 276

Ai05B10728 Araip.B05 10728 p3 (AGA)6 18 34270474 34270491 TCGTTAGCCCATTTTATCCA GGCTAACTAGTCCGCACACA 185

Ai05B10729 Araip.B05 10729 p2 (CT)9 18 34282254 34282271 AATTCCTGCATAGGAAAGTTCA AAGTGGGGGAATCAATCCAT 280

Ai05B10731 Araip.B05 10731 p2 (CT)6 12 34288624 34288635 GGAACATTGAACCTGTGATTGA ATCACTGGGAGCGATTTCTG 259

Ai05B10733 Araip.B05 10733 p2 (TC)6 12 34293702 34293713 GCACCTGATTCGTCAAACAA TTTTGGTGTCCGGCCATA 237

Ai05B10737 Araip.B05 10737 c (T)11aaagacgtttacatatatatattattagatatttttattaaatcggttaaaaattattagactaaatt(A)1089 34302415 34302503 CGTTCATAAGTACGTTTGGGCT TCATCAATTCACGTGGCTACA 249

Ai05B10739 Araip.B05 10739 p2 (TA)6 12 34313817 34313828 GTGTCAGGTTCTGGCGATTT CTTCCTCCACAATCCTCCAA 234

Ai05B10740 Araip.B05 10740 p2 (TA)9 18 34314435 34314452 GTACCCTAGCCGGCCTAAAC AGTAAAATGCGCTTCGGAAA 128

Ai05B10741 Araip.B05 10741 c (GC)8(AC)9 34 34314600 34314633 TCCGAAGCGCATTTTACTTT CCCTGAGGCTTATGAGGACA 279

Ai05B10742 Araip.B05 10742 p2 (CT)20 40 34318661 34318700 TCTGATCCCCTCTCAACCAC GGGAAGGAATGAATGAGGGT 279

Ai05B10746 Araip.B05 10746 p2 (TA)10 20 34355428 34355447 GGCGCAGAAGTTACGAAGAG TTTAAACCGCAATACCGCTC 279

Ai05B10747 Araip.B05 10747 p2 (CT)6 12 34367968 34367979 ACCCCACAGGATCATCTCAG TTTTGAAGGTAGGTGGGGTG 168

Ai05B10748 Araip.B05 10748 p3 (TCT)5 15 34368117 34368131 CACCCCACCTACCTTCAAAA CCTATGACTCGGAGGTGGAA 266
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Ai05B10750 Araip.B05 10750 p4 (TTAG)5 20 34371606 34371625 TCCAACACTTCCAAACACCA AAGCTCGAAGGCAATTCTCA 268

Ai05B10756 Araip.B05 10756 p2 (AT)25 50 34402889 34402938 AAGCATGCTCATGGGAAATC CCCAAATTTTCCCACTTTGT 218

Ai05B10758 Araip.B05 10758 c (A)10cttagaacaaaaactaaaaggtttcctatgtatgtga(GT)965 34415385 34415449 CAAACCACAATTCAGTGGCA TTATCCGCTCATCAGACACA 157

Ai05B10759 Araip.B05 10759 p2 (TA)8 16 34421567 34421582 TTTGAAAACAAGAATACAACGCA CCTGATTATTTCGTTTAAGTGGG 257

Ai05B10760 Araip.B05 10760 p2 (AG)10 20 34422632 34422651 CAACAGGAGCATGATTTGGA CCCATTGCACTCAACAAGGT 280

Ai05B10762 Araip.B05 10762 p2 (TC)12 24 34435553 34435576 CACACGCTACGTCACTTTGA GTCGGAAGGAGAAGGGAGAT 272

Ai05B10763 Araip.B05 10763 p2 (GA)16 32 34437443 34437474 CGGAGAAGGGGGTGAATAGT CCACGAAAGTTGAAAACGCT 278

Ai05B10766 Araip.B05 10766 p4 (AATT)5 20 34443324 34443343 TCGCCAAATACGCTAGGTTC TTGAATCACATGGGACATGG 263

Ai05B10768 Araip.B05 10768 p2 (AT)6 12 34450646 34450657 AACATCCTACCACGCAGAGC CGTGAGTAAGGGTCGAATCC 257

Ai05B10771 Araip.B05 10771 p4 (TAAA)8 32 34479883 34479914 TCCTGACCACTTTCTCCCTC CCAATGGAGGGTATGCAGAT 257

Ai05B10773 Araip.B05 10773 c (A)10tatcaaatgtattttaatccataagcaccaggcatctttgcaaattcaatccaactcttttcaaatcttttctgaaaacaaatctatctttttcactc(A)10118 34513228 34513345 TGCTTCATTGCAGGATTTTT TGGAGATTTGAAAAAGATATGGA 233

Ai05B10774 Araip.B05 10774 c (T)10aaaaagttttctttta(T)1036 34524062 34524097 CTGGGCCCAAATATGAATGT GGAGGGAAGAGAGGGAGTGT 279

Ai05B10775 Araip.B05 10775 c (T)10cta(T)10 23 34527676 34527698 AGGCCCTCCTATCCACTGAT GCTGTGAATACAAAGCTTGCAG 186

Ai05B10776 Araip.B05 10776 p3 (AAG)6 18 34529375 34529392 GCTTTTGTCTTCCCTTTCCC TAGCCGAGACACAACCCTCT 194

Ai05B10779 Araip.B05 10779 p3 (AAT)5 15 34533081 34533095 TATAAATCCCAGTCAGGCGG GAGAGGATGGGATGTAGCCA 251

Ai05B10780 Araip.B05 10780 p3 (TCT)8 24 34540286 34540309 GCTTCGACTTTTGCTTCTGC AGAAGCAGAACCACCACCAC 264

Ai05B10781 Araip.B05 10781 p3 (GGT)5 15 34540430 34540444 TCTGCTTCTGCATCTGCATT TCCCCTTCTGATCTTCTCCA 278

Ai05B10785 Araip.B05 10785 c (A)12gaaaaatcagtcaaaacaatagatttctgtttttggtttatactttagaatttat(A)1077 34569886 34569962 TGGAAAAACTTAGGCTGCGT CTTTGGTTGCAGGGATAGGA 266

Ai05B10793 Araip.B05 10793 p2 (AG)6 12 34616347 34616358 GGTTCCCTTTAGGTGAGTGGA TTTCCTATCTTTTTCAAAACCACC 250

Ai05B10796 Araip.B05 10796 p2 (CT)6 12 34646455 34646466 CCGACAGAAATCCCTTCGTA GGAGGCTCACACATTCACAA 277

Ai05B10797 Araip.B05 10797 p3 (TTC)5 15 34648085 34648099 AGCCCTCCATTCTTCCTCAT TAGAATATTGCTCGCCCTCG 144

Ai05B10798 Araip.B05 10798 p3 (TTC)5 15 34652020 34652034 TCTTCTTGGCCGAATACACC TGATGGGCTTGTGAGATGAA 251

Ai05B10803 Araip.B05 10803 p3 (CTT)5 15 34683968 34683982 CCTTTTGGTGCTTCCTCTTG CCAGTGGAATTCCCTCTCAA 229

Ai05B10808 Araip.B05 10808 p2 (AG)7 14 34739187 34739200 CTATAAAGTGGGGGAACGCA GCAAAACAAAGTCAAATCTGAAA 277

Ai05B10811 Araip.B05 10811 p2 (TA)8 16 34747862 34747877 TCCAGTACTTGCACATTTTTCTG TGTGTGGATTGTTGTGATTCTG 242

Ai05B10815 Araip.B05 10815 p5 (TTTTC)5 25 34775099 34775123 TCATGCATACTCTTTCCAATTCA GGGGGAATTTGTGGAAAACT 247

Ai05B10817 Araip.B05 10817 p2 (AT)11 22 34786194 34786215 AAAGGCTGAATCACCGAATG GCTTGGTGTAACGACCCAAT 271

Ai05B10821 Araip.B05 10821 p2 (AT)6 12 34797192 34797203 AGCATCGGCTGAGGTAAGAG TTGACTTTGGGGCATTTTGT 266

Ai05B10822 Araip.B05 10822 c (AT)12(GT)24 72 34797746 34797817 AATTTCTTGTTCCCGGCTCT GGACTCATGGGATGCAATCT 272

Ai05B10823 Araip.B05 10823 p2 (GA)8 16 34810423 34810438 GGGGGAAGAAGAAAAGAAAA TTGTGCAAGTACGAGGATGC 280

Ai05B10824 Araip.B05 10824 c (T)10cacttttagttttttttctttaataactcttctctttattagtgcttccgtgctctttcaattacatgtctttatctttcctt(A)13106 34826615 34826720 AGTGCTTGGTGGGAGACAAC TTGCGTGGAGTAATTTGTGC 278

Ai05B10825 Araip.B05 10825 p2 (CT)11 22 34827353 34827374 CCGCACAGCTAAACCTCAAT GAAAAGCCATCAATGGGAAA 211

Ai05B10826 Araip.B05 10826 p2 (AT)11 22 34853533 34853554 GCATGTCCTCATGCTAAGTCC CCCATCTCAATTGTAAAGGCA 251

Ai05B10827 Araip.B05 10827 p6 (AAAATA)5 30 34854990 34855019 TGAACTAAAATGCAAAATGCAGA TCACACCCTGCTTGAGTGAG 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10828 Araip.B05 10828 p2 (AT)8 16 34862003 34862018 TGGGTTTATCAACCTTCCCA TCCCATCTAAATTGTAAAGGCAC 279

Ai05B10830 Araip.B05 10830 p2 (TA)6 12 34874089 34874100 TTTGGATAATTGTTGGGTTGC CACAACATGAATCACAGCCC 246

Ai05B10831 Araip.B05 10831 p2 (TA)6 12 34881170 34881181 GGTTGCACTCCAATCATCAA CATACCTTGGCCGATCACTT 271

Ai05B10832 Araip.B05 10832 p2 (TA)6 12 34882219 34882230 GGTTGCACTCCAATCATCAA CAAGGCAGCCTCACAACATA 242

Ai05B10833 Araip.B05 10833 c* (TAT)18(TA)6* 63 34885100 34885162 GCATAAGATTAAGTATGGTAGGGTG TGGCCATTCGTGTAACACTC 198

Ai05B10834 Araip.B05 10834 p3 (AAT)5 15 34886880 34886894 GACCCTGAGAATCCTGCAAT TTGCTATTGCCAAACCGAAT 173

Ai05B10835 Araip.B05 10835 p2 (TA)12 24 34900337 34900360 GGGTTGTGTGTTCTTTGGCT CCCTTTTAGCATATGAGAATTTGGT 273

Ai05B10837 Araip.B05 10837 c (T)11(A)10 21 34929400 34929420 GGAAGATTCCCAATTACCAAGA TTTCGAAATTTGTGTTCTTTGTTC 243

Ai05B10839 Araip.B05 10839 p2 (GA)7 14 34941067 34941080 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 231

Ai05B10840 Araip.B05 10840 p3 (AGA)6 18 34960536 34960553 TAGAATGTTTCTCGCCCTCG TCTCTCTCACCCAATCCCAC 116

Ai05B10842 Araip.B05 10842 p3 (TCA)5 15 34966344 34966358 CTCCACATCAGGATCCACCT GTTGTGGAGGATGGCAAGAT 133

Ai05B10844 Araip.B05 10844 p3 (AGA)5 15 34974585 34974599 TTAGAATGTTGCTCGCCCTC CAAAATCTCTTTCCCACCCA 124

Ai05B10854 Araip.B05 10854 p4 (ATTT)5 20 34999391 34999410 ATGCGGAATAACTGACGTGG TGGTATTCAACTTTTTCAGACATCA 196

Ai05B10856 Araip.B05 10856 p2 (AT)6 12 35001115 35001126 TTATTAGCGGCTCAACAGGC GATCCATATTTTGACCTACCACTT 257

Ai05B10859 Araip.B05 10859 p2 (AT)12 24 35003868 35003891 TTTAAACGAAAGATCGTTAGGC TCTATCTCATGAGCCATGTAAGTTTT 167

Ai05B10862 Araip.B05 10862 p2 (TA)6 12 35008885 35008896 ATGCGGAATAACTGACGTGG AGCGTCTTTATGGGAGCATC 130

Ai05B10865 Araip.B05 10865 p2 (TC)6 12 35019188 35019199 GTGACGGCTCCAAAGTTGTT CGAGCTGGTAATCCGTCATT 229

Ai05B10867 Araip.B05 10867 p3 (TTC)5 15 35020588 35020602 AGCTTCTTCTCGACCACCAA CGGAAAGACAAAGAAGGCAG 199

Ai05B10876 Araip.B05 10876 p3 (TCT)5 15 35099217 35099231 CCTAATTGGTGCAGGGATGT GCTTTTGTCTTCCCTTTCCC 277

Ai05B10877 Araip.B05 10877 p3 (ATT)5 15 35107023 35107037 GCAATACGGCAACTCCATTT GGTGCCATGGTGGTGATT 226

Ai05B10878 Araip.B05 10878 c (T)12(A)10tagataaactgaagaacttgacaccaaagtacgtaactgctaaaattagaagtt(A)1086 35112672 35112757 TCCAATTAGCAATCACCTGAA AGTTGCGAGTTGGATTGGAT 195

Ai05B10881 Araip.B05 10881 c (ATG)11aattgatgatgatgctaaagaag(GTA)674 35123954 35124027 AAAAACATCGAACAAGAAATGAAA TGAAAGTTTTAAATTCTTGCAAATTC 253

Ai05B10887 Araip.B05 10887 p3 (TTG)6 18 35152660 35152677 AGGAAGAGAGCACGCAAGAG CATCACCACCACCACCATTA 203

Ai05B10888 Araip.B05 10888 p2 (AT)10 20 35153836 35153855 CGTATAACCGCCCCAAAATA TATGGACGCAGAAGTCACGA 251

Ai05B10889 Araip.B05 10889 p2 (GT)10 20 35157132 35157151 TCGGATCTCCATGCTCTTCT ACCCATCCCTTTCCATTTTC 121

Ai05B10891 Araip.B05 10891 p4 (ATAC)6 24 35162371 35162394 TAAACCATATAACCGCCCCA GCTTTTCAGGATATGGACGC 276

Ai05B10892 Araip.B05 10892 p2 (TC)6 12 35166009 35166020 CAGAACAGTAAGCAGCAGCG AAGAAGGAGGAAGCCCAGAG 256

Ai05B10893 Araip.B05 10893 p2 (GT)6 12 35166251 35166262 CCAAGCTCTCCTTTAGCCCT CGTAGCCCTAGCCCTTTCTT 110

Ai05B10895 Araip.B05 10895 p2 (AT)6 12 35176924 35176935 GTGGGCCAAACAGACCTAAA GCCTCCCCTCTCTTAATTGG 127

Ai05B10897 Araip.B05 10897 c (A)12tgagcacacgacgcgtaagcgtcactgacgtgtacgcgtcata(TG)667 35191205 35191271 GTTAAAGAAGCGCTTGTCGG AGTGCCACTCCTGCTCAACT 257

Ai05B10898 Araip.B05 10898 p2 (GC)6 12 35193651 35193662 AGGTAGAAAAAGGGCCAGGA GAAACCCTTCAAAATTGCCA 233

Ai05B10899 Araip.B05 10899 p6 (GAAAAA)5 30 35197553 35197582 TGATGTGGTGGCCTTACCTT AGGCCAATTTTGACCTTCCT 229

Ai05B10902 Araip.B05 10902 c (A)10gagagagaaa(GAG)535 35208110 35208144 GGTGGTAGTGGTGGAGGAGA TTTTCGTCCTCAAAATTCCG 159

Ai05B10903 Araip.B05 10903 p2 (TA)35 70 35209399 35209468 TGATAAATTTGGGTCGGAGG CCATACATCCATTTCACCCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10905 Araip.B05 10905 p3 (GAA)5 15 35220210 35220224 CCCTCGAGCAAGAAAAGAAA ACCCTATATGGCCGAAAACC 111

Ai05B10906 Araip.B05 10906 c (T)12gatttttatgattttatga(T)1344 35223128 35223171 GCAATTGACACCAAACTTTCAA TATTAAGCCATGCCTGACCC 243

Ai05B10908 Araip.B05 10908 p2 (AT)6 12 35237270 35237281 CCAAATTAATTACCCACGCAA TTGGTACTGTTGCACGAACAT 258

Ai05B10909 Araip.B05 10909 p2 (AT)6 12 35238024 35238035 TGCTGTGCAGCAATACTCAA CAGAAAATTTTGGTTGAGGAAGA 275

Ai05B10913 Araip.B05 10913 p3 (TTG)6 18 35273862 35273879 CCCTCGATTTGTTCCTGAAA GCTCCATTCTCTTCACCCAA 266

Ai05B10921 Araip.B05 10921 p3 (AAG)6 18 35305598 35305615 TTCATCCTCTTCCAAGTAATTTTG TCCCTTTGCTCATTTTCTGG 187

Ai05B10922 Araip.B05 10922 c (AAG)5aaaaacgtacagtaacaac(A)1246 35306090 35306135 AGGAAGAGGAGGAGGAGGTG CAAACCCTTAAGTAAAAGACCAACA 231

Ai05B10927 Araip.B05 10927 c (T)10ccttctcttttttctttcattttatttttcttttcatcatcattttttttctttcctt(TA)782 35328293 35328374 ATTGACTTCACTTTGGGGCA GGCCATTCTTTCATTAGCCA 272

Ai05B10930 Araip.B05 10930 p4 (AAAT)5 20 35338509 35338528 GGTCTGTTCCAAGTGATGGG AAAGGGCAAAGTTACGCTCC 259

Ai05B10935 Araip.B05 10935 p2 (TC)6 12 35376481 35376492 CACAGTCTCACTCTCACCATGA TGGCTACATCTACCCAGGCT 215

Ai05B10940 Araip.B05 10940 p5 (TTATC)5 25 35413466 35413490 CCTGGGTGCTCCAGTGTATT AGGGTGGTTCCCTTGAAGAT 125

Ai05B10941 Araip.B05 10941 p5 (TTATC)5 25 35423542 35423566 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 180

Ai05B10942 Araip.B05 10942 p3 (GAG)5 15 35424958 35424972 CTTGCGTTTCTTTTTCTCGG ATCCAGCGCTGCCTATTAGA 223

Ai05B10943 Araip.B05 10943 c (TCT)17(CCT)11 84 35431080 35431163 CGAACTTGTGATCCCGAAAA CGCGAATTTGGAAGAAGAAG 160

Ai05B10945 Araip.B05 10945 p3 (TCA)5 15 35442307 35442321 TGGAGATGGAAGTACCCTCG GGACCCACTCGTTCAGAGAG 100

Ai05B10946 Araip.B05 10946 p2 (TA)6 12 35455761 35455772 CTGCCTAATGAGTCACGCAA CACAAAATCCAGTGAGGGTTC 234

Ai05B10949 Araip.B05 10949 c (AAG)5aatggaaaaagaaaaacctatattcccaaatttga(GAG)668 35469446 35469513 TAATGAAAGAACCTGCGTGC CGGTGTTTCAATAATGCAAAATA 143

Ai05B10950 Araip.B05 10950 p2 (AG)6 12 35474861 35474872 GGATGGCAGAGATGTAAGATGA TGTTTCTTAACTTTTCAAAACCACC 278

Ai05B10951 Araip.B05 10951 p2 (AC)8 16 35483926 35483941 TTTTACCTTCTCTAAATTCCCAAA CGCCTCTCCCTTTCTTCTCT 253

Ai05B10952 Araip.B05 10952 p2 (TC)9 18 35488024 35488041 GAAGGCTCGACCATCCATTA GAAAGAGGAAAACGGGGAAG 255

Ai05B10953 Araip.B05 10953 c (AT)6ttccagc(ATAA)539 35495798 35495836 GAAAATTGTGGGAACATGGG GCATTGGGGTAATTTTGTCC 260

Ai05B10954 Araip.B05 10954 p2 (AC)6 12 35500061 35500072 TTCTTGTGGGATTCGACCTC GGGGATCAGGGTTTCATTTT 260

Ai05B10955 Araip.B05 10955 p2 (TC)7 14 35510659 35510672 GACTAGGCAGATCGACGGTG AGACCCGAGAGAGAGGGAAG 180

Ai05B10956 Araip.B05 10956 p2 (TA)7 14 35511672 35511685 TCAGGATATCGGCGAAAAAG CCCTTTGATGGTTATACGGG 230

Ai05B10960 Araip.B05 10960 p2 (AT)7 14 35530417 35530430 GTTTATCAGGGATCCCCACC GCCTTCTGGGGTTACTAGGG 214

Ai05B10967 Araip.B05 10967 p2 (TC)7 14 35596083 35596096 CATATCTTTTTCAAAACATCCTAACC CCATGATGGAGAAAGGGAGA 280

Ai05B10969 Araip.B05 10969 p3 (ACC)5 15 35623556 35623570 GACTAGACGTCGCTCTTGGG GAGTGGAGGAAGCTCAATGC 223

Ai05B10971 Araip.B05 10971 p2 (TA)9 18 35648481 35648498 TGGGTATACGACATGAAAATTGA GTAGAAGGCAGAGACAGCGG 208

Ai05B10973 Araip.B05 10973 p3 (ATT)6 18 35657387 35657404 AGCTTCCGACGCTTAAATTAG TTTGGAGTCCTGCCAAAAAC 249

Ai05B10976 Araip.B05 10976 p3 (CAA)10 30 35711080 35711109 TGTCATCGATCTGTCGCCTA CGATGTTGGTGTTCCACTTG 209

Ai05B10977 Araip.B05 10977 p2 (AC)6 12 35718784 35718795 TGGGGCTAAGGTAAATGTGC GGGGACAAAATTACCCCAAT 240

Ai05B10979 Araip.B05 10979 p3 (TTC)5 15 35725497 35725511 AACCCAACCCCCTCTTACAC TCTAAAGGTTTCTCCGGCCT 271

Ai05B10980 Araip.B05 10980 p2 (AT)8 16 35727210 35727225 GAAAAGCAAAAGCTTGCAAAA AGCACATGGTTAGGGACAGC 242

Ai05B10983 Araip.B05 10983 p4 (TTTA)13 52 35762864 35762915 CCATGATGGAGAAAGGGAGA GTTCAACGCCAGAAATGGAT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B10984 Araip.B05 10984 p2 (AG)7 14 35764448 35764461 CAGAAAGAGGAAGAGGGTTCG TTTGCTTGATTCTTATCTTTTTCAA 280

Ai05B10985 Araip.B05 10985 p4 (TATT)5 20 35765818 35765837 CAGCCAAGCTTCAGCATACA TTTGGACAACTGACGGTTCA 279

Ai05B10987 Araip.B05 10987 p2 (AT)8 16 35778434 35778449 TTGAGCATGTGTTGGAGATCA CCCAAACTCAAATCCAACCT 276

Ai05B10988 Araip.B05 10988 p2 (AT)9 18 35779053 35779070 TTGGAGATGAAGAAAGTTTGAGAA AGGAGGAACAAAGAAGGGGA 202

Ai05B10991 Araip.B05 10991 p3 (TAT)5 15 35796946 35796960 AGCAGCCATTGGGTATGAAA AACCTGACCGGTTCGATTAC 273

Ai05B10998 Araip.B05 10998 p3 (TTA)6 18 35835829 35835846 GACCACCAAAATCAGTCGCT TATCATAGCAGCCCACCACA 175

Ai05B11003 Araip.B05 11003 p2 (AC)6 12 35840711 35840722 CCATCCCCAAACTAGAAGCA TTCCCAAAAGACCAAAAAGA 159

Ai05B11005 Araip.B05 11005 p3 (AGA)6 18 35872657 35872674 TTCCATCTCCCATGGCTTAG ACCCACCTCACCCTCTCTCT 275

Ai05B11008 Araip.B05 11008 p2 (GA)15 30 35906588 35906617 ACAAGGGTGAGGAGAGCAGA CGAAAATATCTCCCTCTTTTTCAA 231

Ai05B11012 Araip.B05 11012 p3 (AAC)8 24 35916969 35916992 GCAGGGACAACAGTGGAAAT GCTGCTGTTGGTTGTTCTGA 132

Ai05B11013 Araip.B05 11013 p3 (GAA)5 15 35926300 35926314 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai05B11016 Araip.B05 11016 p4 (AAAT)5 20 35935952 35935971 TATTGGGAATTTGGGTGCAT TTCCCACTTTTGCATCACAT 229

Ai05B11022 Araip.B05 11022 p2 (CT)9 18 35969606 35969623 CCCTCTCTTCCCTTTCTTGG GCTTTTGTCTTCCCTTTCCC 215

Ai05B11027 Araip.B05 11027 p2 (TA)9 18 36024875 36024892 TCTTTTGGCCCGAGATCTTA CGAGAACTGCGCTGAATAAA 276

Ai05B11030 Araip.B05 11030 c (T)10cttttctctcta(T)1032 36028305 36028336 GCCTCTGCTTTCTGCTTCTG TCTGGACAAAAATACCCTCCA 268

Ai05B11032 Araip.B05 11032 p2 (AG)6 12 36037991 36038002 CAACACTGAGCACGTCCATT GAGATTTTGGCTATGAGCGG 268

Ai05B11038 Araip.B05 11038 p2 (AT)7 14 36053252 36053265 AACTTTAAACCGCAACACCG ATTTTTGTTCCCTCGCCTTT 193

Ai05B11039 Araip.B05 11039 p2 (TC)7 14 36055649 36055662 CCCCGTACTTTCTCTCCCTC TGCCATGCTTTCACCATAGA 181

Ai05B11040 Araip.B05 11040 p2 (TC)6 12 36063941 36063952 ACTCGGCAGTGTCAGTGTTG GAGGAGCTCAACCTTGTTGC 239

Ai05B11043 Araip.B05 11043 p2 (TA)6 12 36071210 36071221 TAGAGAGCCAGCAGCAACAA TTTTATGACAGGTGGGCCAT 132

Ai05B11046 Araip.B05 11046 p2 (AG)6 12 36088641 36088652 GGGTTCAAATTTGGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 266

Ai05B11055 Araip.B05 11055 p6 (CCACCG)7 42 36136856 36136897 TTCCCCAACGAAACTACGTC CGAGACGAAGCAGAGTAGCC 231

Ai05B11061 Araip.B05 11061 p2 (AT)6 12 36160500 36160511 GGGATGGAAATGCAAAAGAA CCTTTTTGGCGAAGAATGAA 191

Ai05B11062 Araip.B05 11062 c (TA)9(TG)8 34 36164611 36164644 GCAGAGAGGTTGGATGGAGT GATGGGGGACAAAATTCCTC 267

Ai05B11063 Araip.B05 11063 p2 (GA)7 14 36165181 36165194 TCTCGGGTTATCGGTAGGTG GTGGAAGGAGACAGCTCGAC 276

Ai05B11064 Araip.B05 11064 p3 (GAA)5 15 36178531 36178545 CTGAAGGAACGGGAAGACAG CTCCAACCCTAATGCTTCCA 267

Ai05B11067 Araip.B05 11067 p2 (TA)6 12 36184432 36184443 TCCTCACCTTCCACCATCTC TGACATCCCAGTTTTCAGCA 238

Ai05B11073 Araip.B05 11073 p2 (CT)12 24 36205218 36205241 TTGCCGTTGAATTACCCTTC ACGATGCCAAAGAGACCAAC 183

Ai05B11074 Araip.B05 11074 p2 (TC)20 40 36208037 36208076 GCCCAATTGTTTTTGTTTGG GTTGGGTGCATATCCGATTC 249

Ai05B11076 Araip.B05 11076 p2 (AT)8 16 36213792 36213807 TGTTGCACATTTTGATTGTCA CACATGCAGAGGTGCACTAAA 274

Ai05B11079 Araip.B05 11079 p3 (TTA)6 18 36232734 36232751 AATGGTTAGGGATTGGGGAG TGGACCTAGGTTGATCTTGCT 253

Ai05B11086 Araip.B05 11086 p4 (TTAT)5 20 36271325 36271344 ATTGATGGCCAATTGATGGT GTTTCGGAAGTTGGTGAGGA 151

Ai05B11091 Araip.B05 11091 c (AT)16(GT)18 68 36289994 36290061 TCAAACAAAATGATGCTCCA GCCAATGAAGCATATTGACAAA 234

Ai05B11095 Araip.B05 11095 p2 (AG)7 14 36299990 36300003 GAAGCCAGAGAATGGGAGAA CATGGAAAGATTCATAAGCCAA 270
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Ai05B11097 Araip.B05 11097 p5 (AAAGA)5 25 36306375 36306399 GGAAATACAAGGGAATAATGCG CTCCTGTGGCAGAGATTCGT 273

Ai05B11100 Araip.B05 11100 c (ATA)10a(TTG)1370 36313123 36313192 TTTCAAGAGAAATTCGTGTATCAA TGCCATTACTATTGCTCATAAAATC 280

Ai05B11101 Araip.B05 11101 p3 (CAA)5 15 36319532 36319546 ACGTTGGAGCAGCATAAAGC TGCCTCTTCCACTCCACTCT 147

Ai05B11102 Araip.B05 11102 p2 (TA)6 12 36319758 36319769 AGAGTGGAGTGGAAGAGGCA TTACATCAGGGACGGTTTCG 243

Ai05B11103 Araip.B05 11103 p4 (TATT)5 20 36332122 36332141 CGGGAAAGCAGAGATTCAGA TCGCACAACTAACCAGCAAG 269

Ai05B11104 Araip.B05 11104 p2 (CT)6 12 36336806 36336817 AACATGGGAAGGTTCATAAGC GCCAGAGAATGGGAAAATCA 265

Ai05B11106 Araip.B05 11106 p2 (AG)8 16 36339062 36339077 GTGGCCATGGAGAAACCTAC TGTCCCGTCTTTTATTTGCC 254

Ai05B11110 Araip.B05 11110 p4 (ATAA)5 20 36354431 36354450 TATTGGGAATTTGGGTGCAT TTCCCACTTTTTGCATCACA 248

Ai05B11111 Araip.B05 11111 p2 (GA)20 40 36361602 36361641 ATCTCAATGGAGGCAACGAC CCTGTCTGCCTTCTGCAAAT 209

Ai05B11113 Araip.B05 11113 p2 (TG)9 18 36369418 36369435 TCAGATAGATGGTGGTGCGA TTTGACTTACAAGACGGGGC 243

Ai05B11114 Araip.B05 11114 p2 (AT)12 24 36372605 36372628 GGCCAAGGTAAAGGTAAGGG GGAAGCATGCTCATGTGAAA 271

Ai05B11115 Araip.B05 11115 c (AAAATA)5tagaaaagtagcaaaataaataaaaagagtatgtagtggttcacc(A)1287 36373057 36373143 TGAACTAAAGTGCAAAATGCAGA TCACACCCTGCTTGAGTGAG 230

Ai05B11125 Araip.B05 11125 p2 (AT)15 30 36403403 36403432 GGAGGGAAAGATTTGATTCCA CGGATTTACCTTAAAGACGGG 212

Ai05B11138 Araip.B05 11138 p2 (AG)6 12 36427910 36427921 GCCCAAATACAAGCCAGAAA TCCATAAGCCAAATCTGGAAG 277

Ai05B11139 Araip.B05 11139 p2 (CT)6 12 36438936 36438947 TAGAACCGAAACCCAAACGA GAGCGTCACATGCCTCAGTA 237

Ai05B11140 Araip.B05 11140 p3 (GAG)6 18 36442467 36442484 AAAATTTTCCCCTTTGGGTG CACCGCCTGTAGTTTGGAAT 187

Ai05B11145 Araip.B05 11145 p2 (CT)6 12 36467297 36467308 TGGCAGAAAAGGGAGTTTTG ATAGGTGAGGGTTTTTGGGG 165

Ai05B11149 Araip.B05 11149 p2 (TA)8 16 36486131 36486146 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 271

Ai05B11151 Araip.B05 11151 p3 (AGA)5 15 36502470 36502484 TATCTCCCATGGCTCAGAGG ATACACCCACCCACCTTCAA 275

Ai05B11152 Araip.B05 11152 p2 (GA)6 12 36502625 36502636 AATTTGGAGGAGAGGAGGGA TTGTGTGCAAGGGCATTTTA 248

Ai05B11154 Araip.B05 11154 p3 (TTC)5 15 36514303 36514317 GTCGAACCTAACCCCTCTCC CGGTCTTAGGTGCCATCAAT 242

Ai05B11156 Araip.B05 11156 p2 (AC)6 12 36521825 36521836 AGTCACCCACACCCTTCCTT CTTCTCTTCTTTCTGCGCGT 117

Ai05B11157 Araip.B05 11157 p2 (TC)8 16 36527534 36527549 CGATCTCAGGTCCTCTTTCG ACCGGCAAGCAAGAGTCTAA 203

Ai05B11158 Araip.B05 11158 p2 (GA)7 14 36531106 36531119 CAAAGCCATTGTTACAGCCA CGTGGTTTTTCAATCCATGA 274

Ai05B11163 Araip.B05 11163 c (A)10tggataaacactcatgcattcagtacttaaaacatgtgcatttctttttagtgataaaagaaaagaaaaattttggtgtatatatcttttg(A)10gaaaaaaaaagagag(AGAAA)5151 36559981 36560131 GATTTGTGGGAAAAACATTGG TGCATCTTCTTTCTAATTCACACA 276

Ai05B11164 Araip.B05 11164 p2 (GT)6 12 36564219 36564230 TCACAAGAAACGTGTAGCCG CATGCAGCACAACAACACAA 160

Ai05B11165 Araip.B05 11165 p2 (CT)8 16 36571504 36571519 TAACGCCAGAAATAGGCACC ATAGGTGAGGGGTTTTTGGG 275

Ai05B11166 Araip.B05 11166 p2 (GT)6 12 36578881 36578892 GAGCTCTTCACAAGGAACGC CAAACGGGCTAAAAACGCTA 251

Ai05B11168 Araip.B05 11168 p2 (AG)7 14 36585335 36585348 ATGAGAGAAGACGCGAAGGA GAGCTCAACGGTAGCGAAAC 217

Ai05B11170 Araip.B05 11170 p2 (GA)7 14 36612960 36612973 GAGGGGTTCGAATTATGGGT CAAAACCACCTAACTACTTTTCCA 270

Ai05B11171 Araip.B05 11171 p2 (CT)6 12 36618923 36618934 AAAAGGAACATTGAACCTGGAA CGGCCCAGAAGACACATATT 224

Ai05B11172 Araip.B05 11172 c (T)10c(T)10 21 36620252 36620272 TGGGGTAATTTTGTCCCCTT AAAAATTGTGGGAACATGGG 228

Ai05B11173 Araip.B05 11173 c (A)10tttcagattttatttttaaaatttttatcttatcttatcttatttcaaaaatcaaatttcaaaattcaaattt(A)1093 36622494 36622586 TTCTCTTTCCTCATTAAATTCAAAA GGGGTGAGAGTTCATAGTAGAAAA 280

Ai05B11176 Araip.B05 11176 p2 (CT)6 12 36634681 36634692 AAAGGAACATTAAACCTGGAACA TTCTGGGTTGTTTCTGACCC 249
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Ai05B11179 Araip.B05 11179 c (T)11gccttctc(T)1130 36646119 36646148 CCTCGACTTTAACCGCTCAG TGAAGCAAGAAAAAGCAGTGAA 279

Ai05B11180 Araip.B05 11180 p3 (AGA)5 15 36647170 36647184 GAAGCTTTTGCCTTCCCTTT AACCACCTAATTCCCCCTTG 216

Ai05B11184 Araip.B05 11184 p3 (AAT)5 15 36656145 36656159 ATGTGAAAAAGAGTTGGGCG CCACATGTTCATTCATCCCA 254

Ai05B11185 Araip.B05 11185 p2 (AC)6 12 36662343 36662354 CGGGTATTGTTGGAATGAGG GCTTGATTTTTGCTTGAATGC 269

Ai05B11186 Araip.B05 11186 p2 (CT)7 14 36671768 36671781 AACGCTTACCAAACAATGGC AGGGTCTTTCGGACCTGAGT 197

Ai05B11187 Araip.B05 11187 p3 (TCT)10 30 36678799 36678828 GTAAAGGGGCCTGCTACACA AATCGTTTGGGTGAATTCCT 192

Ai05B11188 Araip.B05 11188 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 36679096 36679150 GAAGGAGAAAGAGAAGGCAAGA CCACATACTGTTACGGCACG 119

Ai05B11192 Araip.B05 11192 p2 (GT)6 12 36685689 36685700 AGAGGGAGAAGCTCCGTTTC CCACCAGTAAATCCGACGAT 234

Ai05B11193 Araip.B05 11193 p2 (AG)7 14 36714096 36714109 TTTCTGGGCTGTTTTTGACC TGAACCTGGAATGGAGAACA 220

Ai05B11195 Araip.B05 11195 p3 (TTG)6 18 36729204 36729221 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 248

Ai05B11196 Araip.B05 11196 c (A)10taaaaatccatgtgcattgatatcttatgtttacttttatattttc(A)1066 36747762 36747827 TGGGAACTTGGGTTGATAGG CATTGGCGTAATTTTGTCCC 191

Ai05B11197 Araip.B05 11197 p2 (GT)7 14 36747994 36748007 GGGACAAAATTACGCCAATG CGAGGTTGTAATGGGGCTAA 247

Ai05B11199 Araip.B05 11199 p2 (TC)7 14 36762759 36762772 TTTTTGCCCAAATCCAAGTC TGAAAGGGAAGTTTAAAACAAAGAA 220

Ai05B11200 Araip.B05 11200 p3 (AGA)5 15 36778313 36778327 ACCCCCTTCCCATAGTGAAT GGGGCTTCTTCTTTTTGGAG 275

Ai05B11201 Araip.B05 11201 p2 (GT)6 12 36780756 36780767 CTAGTGCAAGCGCTGAAATG CTAGAGAGCGCCACACCTTT 253

Ai05B11202 Araip.B05 11202 p2 (GT)14 28 36781008 36781035 AGTGAGCACTGCACCTTGTG GCTCCCTCCAGCACTCTCTA 174

Ai05B11203 Araip.B05 11203 p2 (TG)19 38 36781255 36781292 GGGCTCTCCCCTAAAGAATG GCTCTGGAGAAGCAAGGATG 259

Ai05B11204 Araip.B05 11204 p2 (CT)7 14 36791543 36791556 GGAACATTGAACCTGTGATTGA AAGCAAGAGAATGGGGGAAT 184

Ai05B11205 Araip.B05 11205 p2 (CT)8 16 36797484 36797499 GGAACATTGAACCTGTGATTGA AAGCAAGAGAATGGGGGAAT 173

Ai05B11206 Araip.B05 11206 p2 (GA)7 14 36812037 36812050 AAATTTACAACAATCCACAAGCA TCCCTTCCTCCCTTCTTCAT 256

Ai05B11208 Araip.B05 11208 p2 (AG)6 12 36827167 36827178 AAACCTGGGATCGAGAGTCA ATCCATTCAAGGGAGGCTCT 141

Ai05B11211 Araip.B05 11211 p3 (AAT)5 15 36833048 36833062 CCGACAGAAATCCCTTCGTA TTCCAATTTCTAATACCTTGCCA 245

Ai05B11212 Araip.B05 11212 p2 (AG)6 12 36833558 36833569 AAACCTGGGATCGAGAGTCA ATCCATTCAAGGGAGGCTCT 141

Ai05B11214 Araip.B05 11214 p2 (GT)6 12 36839150 36839161 GTCAAGGCCCAATGTCAAGT CAACGCTTTCCTTAACGAGC 251

Ai05B11215 Araip.B05 11215 p2 (GT)6 12 36839372 36839383 GCTCGTTAAGGAAAGCGTTG CACACACAAGCACACACTGG 225

Ai05B11216 Araip.B05 11216 c (GT)10cgctcccctagagagcgctggaaagagcgccgtggtgtgtgtgctgagatgtgtgagta(TG)691 36839504 36839594 CCAGTGTGTGCTTGTGTGTG AGCCTCATGTTAGGCACCAT 183

Ai05B11225 Araip.B05 11225 p3 (CAG)5 15 36882640 36882654 GCAGCACCGAGTAATGACAA AAGGAAAGGAAGAAGGTGGC 273

Ai05B11226 Araip.B05 11226 p3 (AAT)5 15 36893251 36893265 GTTGATCCCACGGAGATTGT CATTGACAACAGTGATGCCC 278

Ai05B11227 Araip.B05 11227 c (T)10cgttttattttc(A)1032 36902543 36902574 ACGGTTCATCATGTTGCTCA CCAGCCAGGATTCAACAAAT 175

Ai05B11229 Araip.B05 11229 p2 (AT)6 12 36915247 36915258 ATTGACCCACAGCACTCCTC ACTCCTCTTCACGATCCCTG 132

Ai05B11232 Araip.B05 11232 c (CAT)6(ATA)10 48 36933253 36933300 CAAAAATATCAAATGATTTCAACCT GCATCATCACTGAATGTGCTTT 199

Ai05B11246 Araip.B05 11246 c (A)11caaattttcgaaatatatttctaaaattcggatttttatttaaaaattaaaa(T)1073 37006381 37006453 TCCTTGGTATTTTCCCTCCA TGGTTAGGAAGTTTTGAAAAGGA 238

Ai05B11249 Araip.B05 11249 p2 (TA)6 12 37061753 37061764 TTAAGTGTGGGGAGGTCGTC GGTTGTGTGTCCTTAGCTCAAA 274

Ai05B11250 Araip.B05 11250 p2 (GT)6 12 37062120 37062131 GATTGAGGCCATCATTTCAA AGCATGTATCCAATTCCCGA 279
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Ai05B11251 Araip.B05 11251 c (A)10cattcattcattcacagaacattcattcacataattttaggttctagatgtagttttct(AG)783 37072821 37072903 TTCAATTTCAGGATCAAACGC CCTAAAACTTAGAGAGAGGAGAGAGC 250

Ai05B11252 Araip.B05 11252 p2 (AG)6 12 37074806 37074817 GCCAAACGGATCAAAACACT ACAGCTCGTCAATCGGAGTT 219

Ai05B11254 Araip.B05 11254 p3 (AGA)5 15 37085427 37085441 TTAGAATGTTGCTCGCCCTC CCCTTCCCAATAAACACCCT 227

Ai05B11256 Araip.B05 11256 p3 (TTA)12 36 37097672 37097707 TTGAGCCTAGCCGTGACTTT AAGGTCCAAGGCTCTTAGCA 255

Ai05B11258 Araip.B05 11258 p2 (TC)7 14 37100346 37100359 GGCCCAGATCCAAGTACAGA ATGCTACGCTCTTCATTGGG 271

Ai05B11260 Araip.B05 11260 p2 (AT)6 12 37106335 37106346 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 275

Ai05B11261 Araip.B05 11261 p3 (AAT)5 15 37113414 37113428 GCAGGAGCAAGGACAAGAAC GTTTGCTCCAATGGTAGGGA 244

Ai05B11262 Araip.B05 11262 p3 (TTC)6 18 37116501 37116518 TCCCACAACAAAACCCTCTC CGGTCTTAGGTGCCATCAAT 187

Ai05B11264 Araip.B05 11264 p2 (AC)6 12 37167157 37167168 ATGTCCCAAGTTTTCCCACA TGTTAGCCGAATTTGAGCCT 157

Ai05B11268 Araip.B05 11268 p2 (CT)9 18 37183113 37183130 TCTTCTCTCCTCCATTGCGT TTACCCTCGATCACCCTCAG 253

Ai05B11269 Araip.B05 11269 c (T)10catcataaaattcaaaaataaaaaaaatatatcttctctaactatttttgggcaaatatttcgaaattttttc(A)1093 37201976 37202068 CCAAAATATTCGAAAATAAGGAGC AGCTAGGTAAGAGAAGATAAGGAATTT 267

Ai05B11271 Araip.B05 11271 p2 (TA)12 24 37222777 37222800 AGAGACATTCTCCCCGGATT GCAAAAGATGCAAAATGCAA 259

Ai05B11276 Araip.B05 11276 p3 (TAT)5 15 37246445 37246459 AGACGGCCAAACAAAATGAT CAGTCACTAGCCCTGCCTTC 171

Ai05B11279 Araip.B05 11279 c (GA)7tagaaaatgggcaatggagaatacataaaagggtactataagggttcatgggtttcgatcaaaatctaattttccgaaaccc(GA)16128 37252480 37252607 AACCAAAGCAGAACATAACAGGA ATCACCACCACCTTTTCTGC 252

Ai05B11281 Araip.B05 11281 c (AG)7ac(AG)8 32 37252871 37252902 CTCTGCTATATTCTGGGCGG CTCCACGGACTGTTCCATCT 145

Ai05B11282 Araip.B05 11282 p2 (AT)7 14 37256102 37256115 TGCATCCTCAAACCTCATCA TCAAATTATATTCATCCTATGAGACG 169

Ai05B11284 Araip.B05 11284 c (TA)6ggtgtagacaaaggtaacaaattaaagcacgtatgtttgtggagagagaaaaagg(A)1279 37257494 37257572 TGACATCATCATGGGTCTCAA TGATGGAAGGGTTTAGTGGG 235

Ai05B11287 Araip.B05 11287 p3 (ATA)11 33 37264258 37264290 TGAATCAAATCTTGAATTGGTCTAAA CGGTTATTATTCTTTGCACTTTTTC 223

Ai05B11288 Araip.B05 11288 p5 (TAAAA)5 25 37264431 37264455 TGACATTTAGGGATAGACGCTTT CACCGACCCTCTCAGTGTTT 168

Ai05B11289 Araip.B05 11289 c (CTT)5(ATT)14(GTT)984 37267353 37267436 TTGGCCATATTTGTTTTCACTG AATTGCAAAACGGCTAAGGA 203

Ai05B11292 Araip.B05 11292 c (A)10catttatgcaaatt(A)1135 37269991 37270025 TGGACCATTGTTATCATCCAAA CGTTTAAATCCGTTGCTAAAAA 166

Ai05B11295 Araip.B05 11295 p2 (AT)9 18 37280406 37280423 CTCGACCTGCGAAGTTAAGG GGCGTCTGGATTTACTCAGC 226

Ai05B11300 Araip.B05 11300 p2 (TA)6 12 37321999 37322010 TCCTATTGACAAATGTGCGG TTTGTCAAACCCAAAATGTCC 280

Ai05B11303 Araip.B05 11303 p2 (AG)6 12 37369309 37369320 GGACCAGTGATCGTCCAAAT AAAGACCATCACATCTTCGGA 246

Ai05B11304 Araip.B05 11304 p2 (TA)9 18 37396536 37396553 GTTTTGGGCTTTTGAAACCA CGTCGTAAAGCCAAGGCTAA 142

Ai05B11305 Araip.B05 11305 p2 (TC)6 12 37397567 37397578 TCAGCCTTGAGTCCTTGACC TTGGAGTCAAAATTGTTGGAG 103

Ai05B11308 Araip.B05 11308 c (T)14gtttaa(T)10ccc(T)13aa(T)1159 37400067 37400125 TGGTTCAATAGCCTTGTCCA AAAAAGGGAATTGGGAACTGA 260

Ai05B11310 Araip.B05 11310 c (T)10cag(T)27 40 37415361 37415400 CCTAAACGCGAGCCGTAATA AAGAACGAGAGTCAGCCCAA 145

Ai05B11315 Araip.B05 11315 c (T)10caa(T)13 26 37416157 37416182 ACCTAAAGGCGACCCGTAAT GAAGCTTGCCAAAGATGAGG 200

Ai05B11320 Araip.B05 11320 p2 (AG)6 12 37443355 37443366 CAGCGATTTATGGGCTGTTT CCTGGAATGAAGAAAAGTAGCA 217

Ai05B11322 Araip.B05 11322 p2 (AT)6 12 37451606 37451617 GGAGCATTTGACTCGAAACTGT GAGTTTTCTGCGCCTTGATT 238

Ai05B11323 Araip.B05 11323 p2 (TC)6 12 37453879 37453890 GACCTGACGGCAGTAGAAGC TGCATCAATTTTGTTTGGGA 251

Ai05B11326 Araip.B05 11326 p2 (CT)6 12 37518811 37518822 TGGAGTGCAAGTCAAGATGG CCACGGTTGAAACTGTTGAA 176

Ai05B11329 Araip.B05 11329 p2 (CT)6 12 37520624 37520635 TTTGGTCACACGCAATGAAT GGTGGTTTGGTGGAAAGAGA 170
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Ai05B11331 Araip.B05 11331 p2 (TA)8 16 37525574 37525589 TGCTTGATTGATCATATTCCCA ATTTTGAGTTGTGTTCGGGC 233

Ai05B11338 Araip.B05 11338 c* (ATAACA)7(AAT)6*59 37542726 37542784 AAACGTACACCGTCGACTCC CTATTCCTCGCGATCAGCTC 238

Ai05B11341 Araip.B05 11341 c (GAA)6agggaagagggaggcgatggcggggaggggtggtactgtcgccgggtcacagtcgtgact(GA)690 37547933 37548022 TCGATATGCGTATTTATTGTGTCC TGCCCTACTTTGATCAACCC 265

Ai05B11342 Araip.B05 11342 p2 (GA)7 14 37548154 37548167 AGAGAAGGGGACAGAGGAGG AACACGCGACAATGACAGAG 217

Ai05B11345 Araip.B05 11345 p2 (TA)7 14 37558357 37558370 AAAGGTTACGAGTTCAAATCTCA AGTGAGCATGCGTGCAATTA 169

Ai05B11346 Araip.B05 11346 c (T)10atttctttcttcaa(T)1034 37558548 37558581 GATCGCATGCATAGACAGGA CGTAAGTAGGATACGGCGGA 246

Ai05B11348 Araip.B05 11348 p2 (TC)17 34 37565831 37565864 ACCCCACAGGATCATCTCAG AGGAGATGGATGGGAGTGTG 222

Ai05B11349 Araip.B05 11349 p4 (TAAC)5 20 37569282 37569301 TGATTTTGCTATGAAGTGGGAA CCCCTTTTCCATGTTTGAGA 265

Ai05B11350 Araip.B05 11350 p3 (GGT)5 15 37570441 37570455 TCAAGCTCGTCCCTCAACTT GACGGAGGTCACATTGGACT 280

Ai05B11351 Araip.B05 11351 p2 (CT)8 16 37578380 37578395 CCAAACATGCTGGGAGTTCT CGGAAATTTTTGGCATTTTG 273

Ai05B11352 Araip.B05 11352 p2 (TA)6 12 37580392 37580403 TGAGATTCAAATTTAAAATCAGTAACA GCGTATCCACACTGAGACCA 230

Ai05B11353 Araip.B05 11353 p3 (GAA)6 18 37582920 37582937 GCGTTTCTCCTCCTCCTCTT TCCTCATCATCTTCTGCTGC 235

Ai05B11354 Araip.B05 11354 p3 (AAG)5 15 37583495 37583509 CAGCATTATGTGTTTCTTCGTCTT CCTCCTCATCTTTTGCTGCT 181

Ai05B11357 Araip.B05 11357 p2 (CA)15 30 37590773 37590802 TACCCAAAAACAACCCCAAA TTTCAGATGCAGGACGTGAG 273

Ai05B11358 Araip.B05 11358 p2 (AT)6 12 37591442 37591453 CCATTGGACTGTCCCTCTGT AGTTTTCCTGGGTGAAAGCA 225

Ai05B11363 Araip.B05 11363 p3 (CAG)5 15 37627091 37627105 GATGACGACGACAAGGAGGT ACCAACAGGTATGTCGGCTC 200

Ai05B11365 Araip.B05 11365 p2 (GT)6 12 37636762 37636773 CAAGGCTGGAAGAACAGAGG TTCAGCACACTCTCTCCCCT 236

Ai05B11367 Araip.B05 11367 p3 (ATT)6 18 37639811 37639828 ACTGATCATCCATGGCAACA AGATTTCAAGGCCCGAGATT 120

Ai05B11368 Araip.B05 11368 p3 (GTT)5 15 37639962 37639976 AATCTCGGGCCTTGAAATCT GGTGCAGATATTGGCACTGA 265

Ai05B11369 Araip.B05 11369 p3 (CTC)8 24 37640963 37640986 TCACTTGCTCCATGTTCAGC AGATCCATGTCATTCTCGGG 148

Ai05B11370 Araip.B05 11370 c (GA)6a(AG)6aagaagaaggtggaaagtgtttgaatctatagtttctacacatcaacttccatatatatcacta(T)1099 37641624 37641722 TGAATTGGAGCTGAATGATGA TCCTTGACTAATTGGTTTTGCTT 255

Ai05B11378 Araip.B05 11378 p2 (TA)6 12 37680989 37681000 ATATTGCCCCAAATGCAAAA GGCTAAGGTAAGGGTGAGGG 232

Ai05B11384 Araip.B05 11384 p3 (ATA)14 42 37690154 37690195 AAAGGAGGATGAGGGGAAGA CTTGGTTGCCAAAATGGTTT 140

Ai05B11385 Araip.B05 11385 p2 (AG)7 14 37732921 37732934 ATGCCACGTCGAGTCTCTCT GCCCACCTGAACTCTCAAAA 252

Ai05B11387 Araip.B05 11387 p2 (AT)10 20 37745206 37745225 CAAAGCTCTTCACTCGGCTT ACAGACGCGCTATTTTGCTT 238

Ai05B11388 Araip.B05 11388 p2 (AT)10 20 37748914 37748933 AAGTCGTAACACTCCCGTGG TTTTGGCTTACTTTTGGGTTT 187

Ai05B11391 Araip.B05 11391 p2 (TA)7 14 37763517 37763530 TTGATTGTTGCATTGCACTTT TGTGATGGATGCAATTTTCAA 233

Ai05B11396 Araip.B05 11396 p2 (AG)6 12 37798746 37798757 GGTGAGGTAGGTGGGGTTTT ACACCAGGATTGGCAGAAAG 239

Ai05B11399 Araip.B05 11399 p3 (ATA)7 21 37821174 37821194 CTTAACGCCACTGAGGAAGC CGAAACCAAAAAGGAATCCA 230

Ai05B11404 Araip.B05 11404 p2 (AT)12 24 37855423 37855446 CAATGGAACGCCCTAGAAAG GGATCTACAATTTTGGGGCA 273

Ai05B11408 Araip.B05 11408 p2 (TC)6 12 37924138 37924149 CTAACTCTGGCGGCAATAGG TCGTCGAGGGAGAAGAGGTA 260

Ai05B11409 Araip.B05 11409 p2 (TC)6 12 37924473 37924484 TCCTTCCTCTGTTTCCCTCA CCCCCTCCACTACTTGTTCA 162

Ai05B11412 Araip.B05 11412 c (A)10tccttagtttacccctttttc(A)1041 37939312 37939352 TGATGCAACGTTGTGATTGA TTCTCGTTGTTGCATTTTGC 224

Ai05B11416 Araip.B05 11416 p2 (CT)6 12 37953034 37953045 TTTCTTTTCTTTTTCAAAACCACC CCTTGACCAGCTTATCCCAA 277
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Ai05B11418 Araip.B05 11418 p3 (TCT)5 15 37974556 37974570 CCCATCACCTCTTCACCACT CCTATGACTCGGAGGTGGAA 278

Ai05B11420 Araip.B05 11420 p3 (TTC)5 15 37992672 37992686 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai05B11421 Araip.B05 11421 p3 (TCT)5 15 37997146 37997160 CAAAATCTCTTTCCCACCCA AACTTTGAGTGCAGCGAGGT 271

Ai05B11423 Araip.B05 11423 p2 (CT)6 12 38014510 38014521 GCAGCGGTGATTCTACTTCC TCGCTATCAGAGTGGTGCAG 161

Ai05B11424 Araip.B05 11424 p2 (AT)6 12 38015797 38015808 CAAAGCCTCTGACTTGGCTC CATTCTGGGGGCTCTAATCA 227

Ai05B11425 Araip.B05 11425 p2 (TA)9 18 38021537 38021554 CATTCCTTGAAAAATGCCGT CATTATGCACTTTGGGCTGT 250

Ai05B11427 Araip.B05 11427 p2 (CT)6 12 38028871 38028882 TTTTGGTGCTTCGTGACTTG TGCTTGGGTTAATGCCAAAT 247

Ai05B11428 Araip.B05 11428 p5 (AAAAT)6 30 38029956 38029985 GTGGGTTTGGAAACATTTGG GGGTCATTTTGTCCCCTTTT 230

Ai05B11429 Araip.B05 11429 p2 (AG)6 12 38031352 38031363 TCTGACCCAGTTTTCATCCC TGAGAAGAAGCAATCCCAAAA 193

Ai05B11433 Araip.B05 11433 p4 (TTAT)7 28 38070689 38070716 CCCATAATTCCCACTTTTGC GGGAACTTGGGTTGATGAAA 280

Ai05B11434 Araip.B05 11434 p5 (AAAAT)5 25 38074189 38074213 GCCCAACTGTCTGTTCCATT CAAAATGAGCTTGAGGACCG 280

Ai05B11437 Araip.B05 11437 p2 (CT)6 12 38115969 38115980 AACGCCAGGATTAGCAGAAA GGTGAGGTAGGTGGGGTTTT 240

Ai05B11440 Araip.B05 11440 c (GA)8tagagatagaaatagagagtgatcgagaggtttgcaaattttagttttactcatttgtgtttatttaagttggtttaag(A)10105 38154332 38154436 ACGTCAATGCTGAAGGGAAT CTCATCACACAAGTTAACACGCT 201

Ai05B11443 Araip.B05 11443 p2 (TA)16 32 38174600 38174631 GTGACAGAAGCGGAGGATCT CTCGCGTCGTAAAGAAAAGG 277

Ai05B11448 Araip.B05 11448 c (T)10ctatataaa(T)1029 38206112 38206140 TGCTCTTGCCTCTTGGTTTT CAAGTCGGCATCCTAATGGT 269

Ai05B11449 Araip.B05 11449 p2 (AG)8 16 38209162 38209177 GAGAGAGGGAGAGGATTTTCG AGGTGTGGAGCTCTGCTGTT 260

Ai05B11452 Araip.B05 11452 p2 (CA)7 14 38241739 38241752 GGCAAGACCCAGAGTCAAAA TGCTGCAGCTTTTCATTTGT 237

Ai05B11453 Araip.B05 11453 p2 (AT)15 30 38242129 38242158 ATGGCTATGCTTCATTTTGC CCTTCTCTTTTTAATCATATTTCCA 270

Ai05B11457 Araip.B05 11457 p3 (TTC)5 15 38306371 38306385 AGGTGATGAGGAAGGTGGTG TGCTCTTTGAGAAAGAACCCA 246

Ai05B11458 Araip.B05 11458 c (GC)6cggtagcgaaattccactctt(GC)645 38312783 38312827 TCTCTTTGAAGAAGGGCACC AAAAAGTTGGATGTCGCTGG 255

Ai05B11461 Araip.B05 11461 p2 (TA)7 14 38320244 38320257 TTAGAAAGAATGGCCGAAGC GGAGGAAAGAAGGAAATGGG 124

Ai05B11463 Araip.B05 11463 p2 (TC)7 14 38328354 38328367 CAGTAGCACCGAACGAGTCA AAAAACCTTGATGATGGTGG 268

Ai05B11464 Araip.B05 11464 c (A)10gaaaagaaaaatggagaaaaaaaag(A)1146 38368233 38368278 TGGCTCTTGAAAGAATGAGGA CCGGATACATACATGCCACA 269

Ai05B11465 Araip.B05 11465 p2 (AG)6 12 38379924 38379935 GTGACAAAGCGTCACATGCT CCCTAAAACCTAGAGAGAGGAGAGA 205

Ai05B11467 Araip.B05 11467 p2 (AT)18 36 38385357 38385392 TCGAGTTTGGACAACTGACG GAAACCTCGGTCCAAAGGAT 263

Ai05B11470 Araip.B05 11470 p2 (TG)11 22 38405499 38405520 GGAAGCACTGGTGTAGAGCC TCTGCACAGGTCACTTTTCG 273

Ai05B11472 Araip.B05 11472 p2 (CT)6 12 38412507 38412518 TCTTTTCAAAATTCGTTTCAACT AAGATGGGAGAGGGAGAATTT 270

Ai05B11473 Araip.B05 11473 p3 (TAT)5 15 38412850 38412864 TCGAAAATTCTCCCTCTCCC CAGAGTCCTTTCAGGTTCCG 277

Ai05B11480 Araip.B05 11480 p3 (GAA)5 15 38480773 38480787 AACAAGTGGAGGAAGCCAGA TTTCAAACGTCTTGGAAGGG 117

Ai05B11488 Araip.B05 11488 p4 (TTTA)6 24 38517369 38517392 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 253

Ai05B11491 Araip.B05 11491 p3 (AAT)5 15 38537702 38537716 CAGGTTCTGGATCTGCTTCC GAAAAATTATCCCTCCCCCA 264

Ai05B11492 Araip.B05 11492 p2 (AG)6 12 38538014 38538025 ACACAACTGTGAGGATGGCA TTTCTTAACTTTTTCAAAACTACCCAA 257

Ai05B11494 Araip.B05 11494 p2 (CT)6 12 38539903 38539914 TCATGGTGTTCTTCATGATCTTC GAAATTTTGAAAAAGGGGGAA 280

Ai05B11495 Araip.B05 11495 p3 (TCT)5 15 38542688 38542702 TTTTCCATCCACCACTCACA TTAGAATGTTGCTCGCCCTC 105
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Ai05B11496 Araip.B05 11496 p2 (AT)10 20 38568559 38568578 AAAAAGTTTTGACCCTTTCGAT CGAGGACACTTTCAAGGACG 222

Ai05B11499 Araip.B05 11499 p3 (TGT)5 15 38588469 38588483 GGCTTGCTGTTGGTTGTTCT GGCTGGAGAGACAATTCCAA 177

Ai05B11503 Araip.B05 11503 p2 (TA)6 12 38613678 38613689 AAAGGTACATAACAGCGAACACAA GGGGATATGAGAATGCGAGA 254

Ai05B11504 Araip.B05 11504 p2 (AG)6 12 38614720 38614731 GCTGGAATAACAATGCCTTCA GGAAGAGCTCGCCAATTTAG 280

Ai05B11510 Araip.B05 11510 p2 (AG)8 16 38627945 38627960 GCTGGAATAACAATGCCTTCA CGCCAATTTAGTTACGTTCCA 279

Ai05B11515 Araip.B05 11515 p2 (TA)8 16 38689622 38689637 GGGCATTTTGTTCCCTTTTT GATTGTGGGAGAGTTGGGAA 221

Ai05B11517 Araip.B05 11517 p2 (AG)6 12 38720517 38720528 GTCAGTCGCCGTCCTCTATG CAGCCAGAACCCTTTTCTGA 168

Ai05B11518 Araip.B05 11518 p2 (TA)10 20 38730681 38730700 CCGGTCGAGTGGTATCTTGT GACCTGCAAAGGTAAAACCG 246

Ai05B11521 Araip.B05 11521 p2 (AG)11 22 38737044 38737065 TGATCTCAGTGGACACACCC ACACACATTCTCTCGCGTCA 267

Ai05B11524 Araip.B05 11524 p3 (TAA)6 18 38740248 38740265 TGTGTTTTTAGGATATTTTGTACGATG CCAAAGTAACTTGAGCAACAAGAA 260

Ai05B11525 Araip.B05 11525 c (AC)6g(A)10 23 38747374 38747396 TTAAACCCTAGCCACACCCC CGTGACACATCCCTCTCCTT 210

Ai05B11529 Araip.B05 11529 p2 (CT)6 12 38812077 38812088 AATGGAATGCTTCGTTTTGG GGTTTAGGGGAGACAGAGGC 173

Ai05B11531 Araip.B05 11531 p2 (AC)7 14 38815056 38815069 TTGAACCGGACCCAAGTTAG TACAAACGGAATGCAAATCG 200

Ai05B11532 Araip.B05 11532 p2 (AG)7 14 38820650 38820663 GGTGAGGTAGGTGGGGTTTT GGGTAGCAGCCTGGTGTTTA 261

Ai05B11533 Araip.B05 11533 p3 (AAC)5 15 38844154 38844168 GCTTCTCTTGTGCAACATTCTC TTGTCTTGTGCGGAAAAGTG 240

Ai05B11535 Araip.B05 11535 p2 (GT)9 18 38852200 38852217 GGGACAAAATTACCCCCAAT TTGTAATGGGGCCAAGGTAA 245

Ai05B11539 Araip.B05 11539 p2 (AT)7 14 38859931 38859944 TCAACAAGCACTGTTCAGCC GGAAGGATAATAAAACAAGGCAA 267

Ai05B11544 Araip.B05 11544 p3 (GAA)5 15 38901997 38902011 TTGCTAAGGAAAGGCCAAGA TTGGGTTACCTCCCAACAAG 152

Ai05B11546 Araip.B05 11546 p2 (AT)8 16 38927506 38927521 TGGAATGTTATGCAATGCAAC CAAATTCCAGTGAGGGTTCAA 265

Ai05B11549 Araip.B05 11549 p2 (TA)7 14 38957286 38957299 GGCAATTTTTGTCCCCTTTT TGAAAATCATGGGATTGGGT 212

Ai05B11551 Araip.B05 11551 c* (A)12(ATTT)7* 39 38987355 38987393 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 141

Ai05B11552 Araip.B05 11552 p2 (AG)10 20 38991777 38991796 CGAAAATGGTGTTTGAAAAAGG TTGATTTTCAAATTTGTTTCAACT 209

Ai05B11554 Araip.B05 11554 p5 (TTATC)6 30 38996151 38996180 GGCTATGCTGCTGATCCTTC CCAATCTAAAGGCAGCCAAA 275

Ai05B11557 Araip.B05 11557 p2 (TA)8 16 39011331 39011346 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 276

Ai05B11558 Araip.B05 11558 p3 (AGA)5 15 39015287 39015301 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 246

Ai05B11564 Araip.B05 11564 p3 (ATT)5 15 39091128 39091142 GCTCTAATGGCAGGAATGGA GCAGGAGCAAGGACAAGAAC 241

Ai05B11567 Araip.B05 11567 p2 (AC)6 12 39118777 39118788 ATGCAAAAGCAAGGAAGCAT TTTAGAGCATCTCAAGCGCA 213

Ai05B11569 Araip.B05 11569 p3 (TTC)5 15 39137743 39137757 TTGTAGGCCCAATCCAACTC CAAAAAGAATAGAGGAATCATGAATGT 261

Ai05B11572 Araip.B05 11572 p3 (TTC)5 15 39156033 39156047 GGGCCCAATCCAACTTATTT AGAGGAATCATGAATGTAACAACA 250

Ai05B11573 Araip.B05 11573 p2 (TG)6 12 39162327 39162338 GCGGGTAGGTAACCGATACA ATGGCCAATAGCAACAAACC 190

Ai05B11576 Araip.B05 11576 c (A)15tggaacaaatacaaattgcaagctactgcaatctgactaactgactatccgtgttatgatgtgtaaaccaaaaaa(AAT)5105 39168789 39168893 ATGTCCGTGATGATGCGATA TTTGGATGCTTTTAGAATGTAGAGA 186

Ai05B11578 Araip.B05 11578 c (T)10cacattcactcatgcatcttctttctaattcaaccacatatgcattctttatgtaga(ATT)6aattctcttctttttctttgtc(T)11118 39183722 39183839 GGGGTTAGGGTAAGGGTAGG GAAATTTTGGTGTATTTACTCTTTGG 280

Ai05B11584 Araip.B05 11584 p2 (CT)8 16 39243073 39243088 AGTCCTTGACCCCTCAGGAT TCCTCGAGCAAAGGAAGAAA 253

Ai05B11589 Araip.B05 11589 p3 (ATT)5 15 39310023 39310037 GGTGCAGTAAAGTCACCAAGC GCAGGAGCAAGGACAAGAAC 193
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Ai05B11590 Araip.B05 11590 p2 (AG)6 12 39310362 39310373 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 215

Ai05B11592 Araip.B05 11592 p5 (AGAAA)5 25 39320437 39320461 TGGTTCATTGCTCTACTCAACAG ACTCTGGATTGGAGGGGAGT 223

Ai05B11595 Araip.B05 11595 p3 (AAT)7 21 39348291 39348311 TGGATCTGCTTCCACAAGAA TCACATCTCTGCCATCCTCA 202

Ai05B11596 Araip.B05 11596 p5 (TTTTA)5 25 39361732 39361756 ACTTGACACCTTCACCCCAC TGAAAAACACAAACTTGCGAA 228

Ai05B11598 Araip.B05 11598 p2 (GA)6 12 39362460 39362471 TGCTTGTCCTCAAGCAAAGA GTAAAAGAGCGTTTGGGCAG 267

Ai05B11600 Araip.B05 11600 c (A)10g(T)12 23 39364559 39364581 AATTTAAAACGGGGGACAGG CGTTGCTGGGGATTGATAGT 219

Ai05B11601 Araip.B05 11601 p3 (TAT)5 15 39366157 39366171 AGGTGTGGAGCTCTGCTGTT AGTCCTTTCAGGTTCGGGAT 192

Ai05B11602 Araip.B05 11602 p3 (AAT)5 15 39366347 39366361 AAATGCGCGTGCTATCTTCT ACTTCGGCTGATGGGAAAAT 259

Ai05B11610 Araip.B05 11610 p2 (GA)6 12 39441501 39441512 GGGAAGAAGAAAAGAAAACCTTG GTCAATCAGTTTCAGCGCAA 224

Ai05B11613 Araip.B05 11613 p3 (GAA)5 15 39451474 39451488 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai05B11615 Araip.B05 11615 c (T)11gaaagatttttgaaaataa(T)1040 39455792 39455831 CAGCCAGACAGGCTTCTACA TTTGGACAACTGACGGTTCA 187

Ai05B11617 Araip.B05 11617 p2 (TA)6 12 39461745 39461756 CCCATCTCAATTGTAAAGGCA GGTTTATCAACCTCCCCACA 268

Ai05B11618 Araip.B05 11618 p2 (CT)8 16 39462585 39462600 ATTGCAGAAAATGCTCCCAG GGAACATTAAACCTGGGATTG 243

Ai05B11619 Araip.B05 11619 p3 (TTG)5 15 39467151 39467165 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai05B11620 Araip.B05 11620 p2 (GA)8 16 39473578 39473593 TCGCCTATCTCATCAAACCC TTGGAGAGCTGTGTCAATGC 272

Ai05B11621 Araip.B05 11621 c (CT)9cgctttgcgtaacagaaaattagctcaaatgcattcaatatttg(T)1173 39477625 39477697 CAGCACCAGGAGTAGGCTTC TTCGAAACTCAAAACCCTGC 207

Ai05B11625 Araip.B05 11625 p2 (GC)6 12 39500347 39500358 CCAGAGAGTTGTGCCCACTT AAAGGAGGAAAACAGGGTGC 150

Ai05B11626 Araip.B05 11626 c (T)10aaaaatcaaaaagataaaaaaaataaaataaaataaaaaaataaaa(AT)6aaataaaataaaaaaattt(A)1097 39500511 39500607 GATTTGCACCCTGTTTTCCT AAGAAATTGGAAGAGAAGAGAAAGAA 228

Ai05B11631 Araip.B05 11631 p2 (AT)6 12 39568046 39568057 TTAACTCCATGGGTTCCACC TTGCTCAATCCTTCAATCCC 264

Ai05B11632 Araip.B05 11632 p2 (TG)8 16 39570666 39570681 GGTTGAGAGGCACCTCGTAG GTTTTCCGGTCTGGTTTTCA 245

Ai05B11635 Araip.B05 11635 c (ATT)5(ATA)6 33 39573176 39573208 ACCCAGATCAGTCTCCAAGG AACAGTCCTCCGTCCAAAAA 200

Ai05B11639 Araip.B05 11639 p2 (TA)6 12 39581205 39581216 TAATGGGGTTAAGGCAAAGG GGAAAATTTGGGAAGTCATGC 145

Ai05B11643 Araip.B05 11643 p2 (TG)6 12 39603815 39603826 TCAGGTGTCTTGTCCCTTCC GGGTTAATTCTTCAGGGCAA 120

Ai05B11644 Araip.B05 11644 p2 (AT)9 18 39604844 39604861 TATCACGTGGAAATGAGGGG AGGGGGTGTTACACTCGAAG 232

Ai05B11646 Araip.B05 11646 p2 (TA)7 14 39617993 39618006 GTTCGTGACCAGCGTTTGTA GCAAAACACAACCAAGATGC 207

Ai05B11647 Araip.B05 11647 p3 (ATT)6 18 39630011 39630028 TTCTTTTCTCCCCAATGCAC CCCACCATGGTATGATCGTT 231

Ai05B11650 Araip.B05 11650 p2 (CT)6 12 39637172 39637183 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGGGAGAAGGATTTTCCA 218

Ai05B11651 Araip.B05 11651 p3 (TTC)5 15 39640176 39640190 ATGGCCGAAACACATCTCTC GCTTTTGTCTTCCCTTTCCC 194

Ai05B11652 Araip.B05 11652 p2 (CT)6 12 39651107 39651118 TCAATCACATCTTTTTCAAAATCAA GAAAAAGAAGGAAGGAATTTTCG 159

Ai05B11656 Araip.B05 11656 p2 (AT)6 12 39699507 39699518 CCCACCAACAGAAGCAGAAT TGTAATGGGGCCAAGGTAAA 210

Ai05B11660 Araip.B05 11660 p2 (GT)8 16 39726278 39726293 AGGGGACAAAATTACCCCAA TTTTCAATGTTGTAATGGGGC 261

Ai05B11666 Araip.B05 11666 p3 (AAT)5 15 39759191 39759205 ACCCTGAGAATCCTGCAATG AAAGGCTTGCTATTGCCAAA 178

Ai05B11667 Araip.B05 11667 p2 (TC)6 12 39767237 39767248 CGCATATTTTCACCTTTCAATG ATGGGAAGCAATGGCAACT 279

Ai05B11669 Araip.B05 11669 p2 (TC)6 12 39772764 39772775 GGAGCTCGCATATTTTCACC AGCAACGGCCACTTAAATCA 279
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Ai05B11675 Araip.B05 11675 p2 (CT)6 12 39814791 39814802 TTTCTTATCCTTTTCAAAACCACC GGGAGAGGGTTCGAATTTTT 280

Ai05B11676 Araip.B05 11676 p2 (TA)10 20 39829319 39829338 CCTGCAAAAGAAAATTGAACG AGTCAGAATTTTGGGGGTCC 184

Ai05B11679 Araip.B05 11679 p2 (AT)16 32 39854826 39854857 TTGGAAACATTGGTTGGGAT GGACATTTTGTCCCCTTTTT 243

Ai05B11682 Araip.B05 11682 p4 (TTAT)5 20 39906909 39906928 TTTCCCATTTTTGCATCTCA TGTGGGAACTTGGGTTAATGA 278

Ai05B11691 Araip.B05 11691 p2 (TA)6 12 40006120 40006131 GGCATTTTTGTCCCCTTTTT TGAAAATTTTGGGAATTGGG 202

Ai05B11692 Araip.B05 11692 p2 (AT)15 30 40021830 40021859 CAGGGTTATAATGGGGCTGA ATCAATGCACATGGGACAAA 240

Ai05B11695 Araip.B05 11695 c (TTTA)5ttttttatttttttaaatagaaaaataaacataacttatcaatgcacatggatttttaattttttttaatttc(T)10103 40039434 40039536 GCATTGGGGTAATTTTGTCC AAGTGTGGGAAAACTGTGGG 279

Ai05B11697 Araip.B05 11697 c (A)10gagaggatgatatgcg(A)1137 40051305 40051341 TGGCTCTTGAAAGAATGATGG GCCTTTTGGTTTAAAGGGCT 170

Ai05B11700 Araip.B05 11700 p2 (AG)7 14 40091697 40091710 ACAGATGGAAGAGGGGGTTC TCTTCCCTCTTTTTCAAAATTTCTT 226

Ai05B11706 Araip.B05 11706 p3 (CTT)5 15 40108274 40108288 TGCAAGCTCCACTCCCTTAT GTGTCCAACCTCCAAAGCAT 221

Ai05B11709 Araip.B05 11709 p3 (TGA)5 15 40125756 40125770 TTTGACAAATGAGTCAACTAGCC AATACCTTTTGGGCTTTGGG 174

Ai05B11711 Araip.B05 11711 p5 (AAGAT)5 25 40127084 40127108 AAGGGCCCAAATAGAAGGAA CCTGGGTGCTCCAGTGTATT 183

Ai05B11712 Araip.B05 11712 p5 (TTATC)5 25 40135513 40135537 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai05B11713 Araip.B05 11713 p3 (TGA)5 15 40138336 40138350 GACTATGCCGAGCTACAGGG ACAGAAGTTTTGGTGGCAGG 209

Ai05B11714 Araip.B05 11714 p5 (TTATC)5 25 40158957 40158981 GGAGCTGTTGTGTCCGACTT ATAAGGGCGGTTCCCTTAAA 273

Ai05B11715 Araip.B05 11715 c (A)10ttcttctttttcgttcttcccaaaataattttcg(A)1054 40170259 40170312 TTTGGACAACTGACGGTTCA AGGATGCAGTTGACACCAAA 226

Ai05B11717 Araip.B05 11717 p3 (TCT)5 15 40174647 40174661 CCTCATTCACTCTTCCCCAA CTGGCCTTAGGTGCCATAAA 271

Ai05B11718 Araip.B05 11718 p2 (AT)9 18 40189752 40189769 TCTTCCTCCAGGGTGAGCTA TGCTTCGAACATTTGTGAGG 234

Ai05B11720 Araip.B05 11720 p5 (AAGAT)5 25 40222144 40222168 AAAGGGCCCAAATAGAGGAA TACCTGAAGGGACTCCGATG 260

Ai05B11721 Araip.B05 11721 p2 (AT)8 16 40234453 40234468 TCAACTCCTACTTTATTTGGTTATGG CCGAAATGCGTCAATCTGTA 181

Ai05B11722 Araip.B05 11722 p3 (TCT)5 15 40269300 40269314 CCTAATTGGTGCAGGGATGT AGGTTTCTCTGGCCGTAGGT 252

Ai05B11725 Araip.B05 11725 p2 (AC)6 12 40277670 40277681 AAAGCAATACTCAGCCACCG CGCAGTCTCTTCCCTGTGTT 250

Ai05B11726 Araip.B05 11726 p2 (GA)6 12 40290915 40290926 AACACAGGGAAGAGACTGCG CTGCTCAGACAGCAGTGACG 271

Ai05B11727 Araip.B05 11727 p2 (CT)15 30 40298767 40298796 TCCTTGGCGGTAGAGGTATG CCTCATCGTGGAGTCAGTCA 136

Ai05B11728 Araip.B05 11728 p2 (GT)7 14 40299184 40299197 TGGAAACAGTGAGATGCTGG CTCTCTCACCCATCGTCACC 257

Ai05B11729 Araip.B05 11729 p2 (AC)9 18 40306012 40306029 TAGAAATGGAAAACTGGGCG CGAATTGGAGCACCGTAACT 258

Ai05B11730 Araip.B05 11730 p2 (GA)6 12 40317583 40317594 GAGAGAGGGAGAGGGTTCAAA CGAAAATCACTAACCACTTTTTCA 243

Ai05B11735 Araip.B05 11735 c (A)11gaagagttttttttctccatttccattttcttttgttcatcgcattcgtatacttttattctttacatttcaattttgtttctatagcctgttttcaa(T)10119 40366612 40366730 CTAAAGTGGTTCCCAAGCCA TGCAACACCATTATTGAAAGAAG 279

Ai05B11736 Araip.B05 11736 p2 (AC)6 12 40377497 40377508 CGGGCTAAAAACACTAACGG TGAAAAGAGTGGGGGAGATG 165

Ai05B11737 Araip.B05 11737 p2 (CA)6 12 40379698 40379709 TTAAAATCTTCCTGGGCGTG ATCTGATCGATGAAGGGCAG 121

Ai05B11738 Araip.B05 11738 p2 (AT)7 14 40382242 40382255 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAAGTGCT 270

Ai05B11742 Araip.B05 11742 p2 (AT)7 14 40409234 40409247 GCAGAGGACTTTGCGGTTAG TCCCAGGTAAGATCGGTTCA 161

Ai05B11743 Araip.B05 11743 c (AGA)5tatggaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaatagaagggatgaccatgaatg(GA)699 40412471 40412569 CGTCCTCGAGCAAAAGAAGA ATGCCTAATTTGGTGCAAGG 264

Ai05B11744 Araip.B05 11744 c (T)10cgaaaacaaaggagaaa(T)1239 40415437 40415475 GGTAAGGCTTTTCAGCCAGA TCGAGTTTGGACAACTGACG 234
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Ai05B11748 Araip.B05 11748 p5 (GGGTA)6 30 40429032 40429061 CCGTACCATCCAAAAATTCG GCGTGTAGGGTTAGGGTTGA 216

Ai05B11752 Araip.B05 11752 p2 (AT)6 12 40439254 40439265 AGGAGCCTTGAAGAATGGGT GCTAGGCGTTTGGAGTTCTG 276

Ai05B11755 Araip.B05 11755 p3 (TGA)5 15 40462394 40462408 GGGGAACAAGCAACTTTCAA CTCATACAAGGGCTTCAGTGC 279

Ai05B11759 Araip.B05 11759 p2 (AG)7 14 40506124 40506137 TGAAGGAGTGGTGAGGGGTA CCTAAATGGAGCAGGGATGA 142

Ai05B11761 Araip.B05 11761 p2 (CT)8 16 40522364 40522379 TTCCCTCTTTTTCAAAACTTCC TCATTCCCATTTGGGTTCAT 277

Ai05B11766 Araip.B05 11766 p2 (AT)6 12 40582964 40582975 TAAAGCTAAGACCGGCCAGA CGGGAGATACCTCACTAAGCA 236

Ai05B11767 Araip.B05 11767 p2 (CT)6 12 40594701 40594712 AGCAAGAAGCTGGCGTTAAA GGTATTTGGGGAAGCGTTTT 212

Ai05B11771 Araip.B05 11771 c (A)10gag(A)11 24 40622116 40622139 TGATGGGAAAGGAAGTGGAG GCTTTGGCTTTTTCTGCTTG 261

Ai05B11774 Araip.B05 11774 p2 (AT)14 28 40647397 40647424 TGCTTGTCTTGCAAGTTTGTG GCATGTCCTCATGCTAAGCTC 272

Ai05B11777 Araip.B05 11777 p3 (ATA)5 15 40671010 40671024 TGAGCCATGAATTGAAGTATTTT CATTCGTGCTGGAAAGAAGA 280

Ai05B11780 Araip.B05 11780 c (T)10gtttttcctatgttttcaggtgattttggcaagttttggaaaagtctgattcagagg(A)1077 40692196 40692272 TTGGTTACTTGGGGACAAGC AGAGGTCGGGAGTTGACAAA 271

Ai05B11793 Araip.B05 11793 p2 (AG)6 12 40757129 40757140 TGCCTTTTTCTCTGTCCCTG CTAACATCTCTCCCCCACCC 180

Ai05B11797 Araip.B05 11797 p2 (GA)7 14 40773174 40773187 ATCTTGGAGGGTGTTGTTGC TTCAGAGAGAGCTCGCCAAT 264

Ai05B11798 Araip.B05 11798 c (A)11taccaatttgtatgtgaaaaggaatcctaataac(A)10tattattcctaagagggatcccctcttttttgcttcatgggaatccttatttaatttaaaataaaaagt(A)11135 40806436 40806570 GGTTCGAGCTCCGTTAGTCTT CAAATCGATTCATCGTTGAGAA 232

Ai05B11802 Araip.B05 11802 c (GAA)6gggaattttttttctaatataaaatgacgcgtacgc(T)1064 40816774 40816837 TTTGTGATATTTTGTGGTGTTGG CCGTTCATCGGAACCTTAAA 238

Ai05B11803 Araip.B05 11803 p3 (AAT)5 15 40818960 40818974 CCCTATGTATTTGAATTTTAAGTGTGA ACTATCCGCAAGGCAAACAT 277

Ai05B11805 Araip.B05 11805 p2 (AT)6 12 40823089 40823100 TCTCGACAATTGATGAAGCA AGGAGTTCCTTTCCCGTTGT 280

Ai05B11809 Araip.B05 11809 p3 (GAA)5 15 40864350 40864364 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai05B11811 Araip.B05 11811 c (TA)6cacattcccacccccctt(TA)744 40873746 40873789 CCCTTATATTTATGCCCCCG CTCTCCCTTTGGTGCCATTA 244

Ai05B11814 Araip.B05 11814 p2 (AT)7 14 40881798 40881811 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 278

Ai05B11819 Araip.B05 11819 p2 (AG)8 16 40895068 40895083 ACACAAAGGAGCGAGAGCAT GCAATTCACCTTCCCTCTGA 261

Ai05B11820 Araip.B05 11820 p2 (CT)21 42 40898366 40898407 TTATTTTTCACGCACACCCA GGCAACCCGATAATTTCGTA 257

Ai05B11821 Araip.B05 11821 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaactatttttatttttgattttaaaatttttcg(A)10106 40913157 40913262 TTTCTTAACTTTTTCAAAACCACC TGAGGATGGCAGAGATGTGA 276

Ai05B11822 Araip.B05 11822 p3 (TAT)5 15 40913493 40913507 TCACATCTCTGCCATCCTCA AGGTTCTGGATCTGCTTCCA 203

Ai05B11823 Araip.B05 11823 p3 (TTC)6 18 40913789 40913806 AACCACATCTCCCTCTCCCT TCTTCCCCTTCCCCTTTCTA 179

Ai05B11824 Araip.B05 11824 p2 (CT)6 12 40917984 40917995 TTGTCACGTGTGCTCAACAA AGCGTTTGGAAAAATGAACG 155

Ai05B11826 Araip.B05 11826 p3 (TCT)17 51 40925819 40925869 ATCCAAGCAATTTTGGCATC GAAGAAGAAGACGCTCCGTG 166

Ai05B11827 Araip.B05 11827 c (AGA)5atctgcgtgcacgaagaaagaa(GAG)552 40926565 40926616 GAACACCTGCATCCATTCAA CACGCACACGTCATTTTCTT 217

Ai05B11829 Araip.B05 11829 p3 (TCT)7 21 40927655 40927675 TAAGGGCATGGAAGTGAAGG TAAGCTGAGCAGAACACGGA 131

Ai05B11830 Araip.B05 11830 p2 (AG)6 12 40929089 40929100 GCTTGAAGTGCCCATTTGTT TTCCTGGGACGATTCTCATC 218

Ai05B11831 Araip.B05 11831 p3 (ATG)6 18 40929431 40929448 GATGAGAATCGTCCCAGGAA TTGATGCTCACCAAATTCCA 228

Ai05B11833 Araip.B05 11833 p2 (AG)6 12 40941720 40941731 CTGGATTGAGGCTTTCTTCG TTCCTGGGACGATTCTCATC 235

Ai05B11834 Araip.B05 11834 p3 (ATG)6 18 40942062 40942079 GATGAGAATCGTCCCAGGAA TTGATGCTCACCAAATTCCA 228

Ai05B11837 Araip.B05 11837 c (GGT)5gctgctgctgctgatgatttggatgaagttgaggaattgagctctgataacaaggaagcgggtggtgctgctgcccctgctgatgatgatgaa(GAT)5123 40946652 40946774 GCTTGTGGATTGGAGTTTTCTC CAATGCCATCAATCTCCACA 280
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Ai05B11841 Araip.B05 11841 p2 (TA)7 14 40959621 40959634 GGCATTTTTGTCCCCTTTTT GACCGTACCCTACCCTACCC 276

Ai05B11842 Araip.B05 11842 p2 (GT)7 14 40979769 40979782 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 228

Ai05B11846 Araip.B05 11846 p2 (GT)6 12 40997482 40997493 GCACTCCCAACAGTAGCCAT GCGTACTACAACCTTGTGCG 110

Ai05B11850 Araip.B05 11850 p3 (ATA)15 45 41010496 41010540 CCACCAAATCAAGTGAGCCT CATAAACCTTTTCCCCGAAT 280

Ai05B11851 Araip.B05 11851 p2 (AT)17 34 41011122 41011155 TTTAAGTCAAATACTCAAATCAAGTCA GAGGAAGAGGAAGAAGAAGAAAAA 269

Ai05B11854 Araip.B05 11854 p2 (TA)6 12 41025678 41025689 AAAGTGTGGGAACATTGGGT TGGGGTAATTTTGTCCCCTT 207

Ai05B11855 Araip.B05 11855 p2 (TA)7 14 41025902 41025915 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 256

Ai05B11857 Araip.B05 11857 p3 (AAG)6 18 41030302 41030319 TCTCGCATTCCTCTTCCTTC TGAGGTTCACTTGATGCTGC 279

Ai05B11858 Araip.B05 11858 p3 (AAG)6 18 41031070 41031087 TGTTGGTGATGACGATAACGA CGGGGACAAAAAGATTTTCA 196

Ai05B11859 Araip.B05 11859 p3 (CAA)5 15 41031389 41031403 ATCAACCACAAAGCAGAGGC TTCATCGTTGCTGATTTTGC 169

Ai05B11860 Araip.B05 11860 p6 (TAGAAG)6 36 41031533 41031568 GCAAAATCAGCAACGATGAA ACTAAGGTCACGTCGATGCC 236

Ai05B11861 Araip.B05 11861 p3 (GCG)7 21 41031934 41031954 TGAGTGAGATCTGGAACCCC ATGAGTTAAGGGGGAAGGGA 162

Ai05B11867 Araip.B05 11867 c (T)15gaatttaaaattgaaagatgagagtttgtaacatgttgatgcaagaaattgtggatgaaagcatgaacattt(A)1097 41054539 41054635 GCGGGGTTTAAGAAAAATGA CAAAACATGCAACAGTTGGG 215

Ai05B11872 Araip.B05 11872 p5 (ATTTT)5 25 41097872 41097896 AAACTGCTTGCTTTGATGGG TTTTCGAAAGTTCTATTTTATCTTCCA 260

Ai05B11880 Araip.B05 11880 p2 (CT)9 18 41122397 41122414 CAAACCTAAAACCCTTCCCC ACAAGGTGACGACCTCCAAC 247

Ai05B11881 Araip.B05 11881 p2 (TA)8 16 41128655 41128670 TCAGCTCATTAACTCGTAAGTTGC CGAGTTGGCTCAAATAATAGGAA 266

Ai05B11892 Araip.B05 11892 p2 (CT)8 16 41169754 41169769 TGTTTCTTATCTTTTTCAAAACCTCC TTTGGTGAGTGATGTGAGGAA 277

Ai05B11895 Araip.B05 11895 p3 (ATG)5 15 41201424 41201438 TCTGAAACATGAGAATATGTCGG GTCTCAAAAGCCAAGTGGGA 273

Ai05B11896 Araip.B05 11896 p2 (TC)10 20 41203664 41203683 CGTCTATTTTGCCGTCGAAT AGGCGTAAAGAGAACGACGA 258

Ai05B11898 Araip.B05 11898 p2 (CA)6 12 41213589 41213600 TCCAAAATTCTTAAAAAGAAACCC GCTTCAGCAACGAAATGACA 227

Ai05B11899 Araip.B05 11899 p2 (AG)6 12 41220736 41220747 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 280

Ai05B11903 Araip.B05 11903 p4 (TTAG)5 20 41234356 41234375 CTCCTTCAACCCTCATCCAA AAGCATGAAAAATTCAAAACCAA 252

Ai05B11904 Araip.B05 11904 p4 (GAAA)5 20 41249911 41249930 AATGCCCCAAGAGTTGTTTG TCAGTGGTTTGGTGTGGTGT 213

Ai05B11905 Araip.B05 11905 p2 (CT)8 16 41250470 41250485 TCAAGAAACAAACTTGGGGC GGCTTGAAACCTTGCTTCAG 196

Ai05B11906 Araip.B05 11906 p2 (TG)6 12 41268975 41268986 AAAGCATGTTTTGTCCCCTG GGCTGTTTCTTTTTCTCCCC 273

Ai05B11909 Araip.B05 11909 p3 (GAA)29 87 41298105 41298191 GGACCCCAGAGTTCTTCTGA TTCAAAATCTCTTCTTTTATTTCTCTC 280

Ai05B11912 Araip.B05 11912 p2 (CT)8 16 41304356 41304371 ACTTACCCACGACCTGAACG AAGAACCTGGGATTGAAAGTCA 254

Ai05B11914 Araip.B05 11914 p2 (CT)6 12 41309892 41309903 ATTCAAAGAGAGCTCGCCAA AAGAACCTGGGATTGAGAGTCA 133

Ai05B11917 Araip.B05 11917 p3 (TTG)5 15 41322559 41322573 ATCCTCTCTGTCGTCGATGC ACCACCAACGCTTCAAAATC 268

Ai05B11920 Araip.B05 11920 p2 (TA)7 14 41335890 41335903 AGGAGCATGTGGCGTTCTAC TTCGGAAGCCTAGGTCATTG 156

Ai05B11921 Araip.B05 11921 p2 (TA)7 14 41336116 41336129 GGGTGTCTCCCAATTTCAGA CCGTACCCTGTAAGAGTGGC 207

Ai05B11925 Araip.B05 11925 p2 (AT)6 12 41349311 41349322 GCACCTAAGCTATTGCCTGC CATTGTGTTCGGCTGACATT 150

Ai05B11927 Araip.B05 11927 p3 (AGG)5 15 41355075 41355089 TTGATGACAACCCTCCAACA CATCAGAGGCTTGGAGAAGG 190

Ai05B11929 Araip.B05 11929 p3 (AGG)5 15 41356513 41356527 TTGATGACAACCCTCCAACA CATCAGAGGCTTGGAGAAGG 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B11933 Araip.B05 11933 p3 (TTA)5 15 41367215 41367229 ATGCAACCTCATCCACATCA CCACGTTAATCAAGAATTCGC 216

Ai05B11934 Araip.B05 11934 p3 (AAT)5 15 41368399 41368413 TTCGATATCGCGTTTCAATTC AGAGTTTCCTCGCCCTTGTT 213

Ai05B11938 Araip.B05 11938 p2 (AT)6 12 41373424 41373435 TTCCAAATAAGGGCAACAGC TTCATCGGGCTTCCAGAATA 274

Ai05B11939 Araip.B05 11939 p2 (AT)10 20 41380174 41380193 AAGCACAATCAGTCGATCCC TTTTGCGCTTTTCAAATCCT 247

Ai05B11942 Araip.B05 11942 c (TC)11tt(TC)8aagcttttatttgtaataagtaagtgtcatttgataatttctatgaatgaaagtctgttctt(A)14116 41386668 41386783 TTCTAAATTTCGGCAGGGTG CAACAATAGCCTGCTAAGACAAA 254

Ai05B11944 Araip.B05 11944 p2 (AT)15 30 41393893 41393922 AGCTCAGCTTATTCGCTCGT AAGCTCAGCTCAACGAAAGC 226

Ai05B11947 Araip.B05 11947 p2 (CT)10 20 41399778 41399797 TAAGTTGGGGGATCACATCG TCATCACATGTCTGCGGTTT 278

Ai05B11952 Araip.B05 11952 c (T)19acagaaggtctttcttttttgctacatgatgaatctacattcccctctattg(T)1687 41408658 41408744 AGGGTGATCATCTCTCCCCT TGATGAAATCCACTCAATTCAA 195

Ai05B11956 Araip.B05 11956 p3 (TTA)5 15 41449584 41449598 CCAATTTTTCATACCTTGCCA CCGACAGAAATCCCTTCGTA 259

Ai05B11962 Araip.B05 11962 c (ACC)7(ATC)11 54 41483341 41483394 TCATGCAAAGCACTAGCACC AATTTTGGGTTCTTTGCGTG 146

Ai05B11963 Araip.B05 11963 p3 (TCA)22 66 41483518 41483583 CCAGCACCACTATCATCACG TGTGAAATTCGGGGTTCTTT 202

Ai05B11964 Araip.B05 11964 p2 (AG)7 14 41490249 41490262 GCTTCAACAAGGTGAATTTTGA TGAATCCGATTGCATCTATCA 239

Ai05B11965 Araip.B05 11965 c (T)10atttttggtatggatttggtaaatatttttttgggttgggttttttataaataatcgggttgaaaagtgaaaacaaatagtgaaagtttttagtcacc(A)10118 41490440 41490557 CCTGCTTGTTCTCTCTCTCG CTCATGCATCACCGAACACT 279

Ai05B11969 Araip.B05 11969 p2 (TC)9 18 41497198 41497215 ACAAATTTGGTCATGCGGAC GCCTGTCCTCAAGCAAAGAA 277

Ai05B11973 Araip.B05 11973 p2 (AC)7 14 41512770 41512783 TTGCAAGGGATAATGAAGGG GCCTATTTGAATTGGTTGCAT 202

Ai05B11974 Araip.B05 11974 c (T)11g(T)10 22 41514514 41514535 GTTGCTCCTGCGAAACTCTC GTGCTAGGTGGGAGACAACC 272

Ai05B11979 Araip.B05 11979 p2 (TA)6 12 41551387 41551398 GTGGTTTATCAACCTCCCCA CCCTGCTTTCATGAGCTACC 266

Ai05B11980 Araip.B05 11980 p2 (TA)7 14 41551746 41551759 AATGGGGCTGAGGTAAAGGT GGGGACAAAAATTACCCCAA 244

Ai05B11981 Araip.B05 11981 p2 (TA)7 14 41551971 41551984 TGGGGTAATTTTTGTCCCCT AAAGTGTGGGAACATTGGGT 201

Ai05B11985 Araip.B05 11985 p2 (CT)6 12 41577149 41577160 TTTTTGTTTGTTTCTTACCTTTTTCA AGAAGGAGATGAGAGGAGGAGA 231

Ai05B11987 Araip.B05 11987 p3 (ACC)5 15 41585271 41585285 AGCGGGACCATCTACATCAG CCTGCTCTGCCACATGAGTA 275

Ai05B11989 Araip.B05 11989 p3 (ACC)5 15 41594318 41594332 GCGGGACCATCTACATCAGT CATGAACCGGAAGAGACGAT 105

Ai05B11992 Araip.B05 11992 p2 (AT)8 16 41631294 41631309 AAAAAGCAGTGAAAAGCGGA TTATTCCTTTGGGGCTTCCT 194

Ai05B11997 Araip.B05 11997 p4 (TATC)16 64 41683381 41683444 ATGGACTCATCAATTCCCCT GCTTGGGAATTTGATTGTTTG 246

Ai05B11998 Araip.B05 11998 p2 (TA)6 12 41684849 41684860 TCAAGACAAAATTGAACTAGGCA GGGGAGGATTCACCATTTTT 261

Ai05B11999 Araip.B05 11999 p3 (GAA)5 15 41686362 41686376 GCCGGAGAAGAGAAGAAAGA TGAGAAAGGATGCCCTGTTT 278

Ai05B12002 Araip.B05 12002 p2 (AG)6 12 41718301 41718312 ACGCATTGCAGTGATGAAAA GGAACACTGAACCTGGAATGA 278

Ai05B12004 Araip.B05 12004 p2 (AG)6 12 41724335 41724346 TTGCAGTGACGAAAATCAGC GGAACATTGAACCTGGAATGA 272

Ai05B12006 Araip.B05 12006 c (T)10caagaacac(AT)733 41774160 41774192 ATGTCAAGCCTAGCTACCCG AAATCCTGAAAATTTGGGGTG 262

Ai05B12011 Araip.B05 12011 c (A)11gaacaccaaacttaaaacttttagaaaactaaaaataatttttcgaaaat(A)1071 41834141 41834211 GATCGAAGCACAAAGAAGCC TTGGTAAATGGGAATCTTCCTT 219

Ai05B12013 Araip.B05 12013 p4 (TATC)13 52 41844452 41844503 TCATGTGCTAGAATCCATCCA ATCTCCTTGCTTGGCCCTAT 264

Ai05B12015 Araip.B05 12015 p2 (CT)6 12 41869574 41869585 GGAAATTGGAATCAACAAGGA GGCTGGGAAGTAGAGCAAGA 280

Ai05B12016 Araip.B05 12016 p3 (ACA)5 15 41886228 41886242 AGGGTACAATCAAGGTGGCA GTCATCATTGGCAGATGCAG 250

Ai05B12018 Araip.B05 12018 p2 (CT)7 14 41896664 41896677 GGATCAGCAACAACAGGGTT TGTGATCAGAAGCTGTTGCC 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12019 Araip.B05 12019 p2 (CT)6 12 41902416 41902427 AGAAACAAGGGCTGAGCAAA CGACCCAATGTGTGAAGTTG 272

Ai05B12020 Araip.B05 12020 p2 (CT)6 12 41907504 41907515 GGATCAGCAACAACAGGGTT TGTGATCAGAAGCTGTTGCC 168

Ai05B12021 Araip.B05 12021 p2 (CT)6 12 41913146 41913157 CATCACTCACCAAAAATCCG TTTTTGTCCTTGCTCCTGCT 167

Ai05B12023 Araip.B05 12023 p2 (CT)6 12 41918163 41918174 TTCTTATCTCTTCAAAATTTGTTTCA GAAGGAGATGAGAGAGGAAGAGAA 268

Ai05B12024 Araip.B05 12024 p3 (TAT)7 21 41918482 41918502 CTTCCACTCACACAGGGACC GTTCTTGTCCTTGCTCCTGC 115

Ai05B12028 Araip.B05 12028 p3 (TAT)6 18 41947254 41947271 CTTCCACTCACACAGGGACC GCTGCCATCTCCTTTTTCTG 234

Ai05B12029 Araip.B05 12029 p2 (CT)6 12 41948943 41948954 ACCCCACAGGATCATCTCAG CCCTCGAGCAAGAGAAGAAA 211

Ai05B12032 Araip.B05 12032 p2 (GA)7 14 41963189 41963202 GACCCGTGACGCTACCTCTA GACAGTGACGGGAACCATCT 276

Ai05B12033 Araip.B05 12033 p2 (GA)7 14 41969915 41969928 GCCTTGTTATCGCGACCTAA CGTCTTCCTCTCTCCCAGTG 229

Ai05B12034 Araip.B05 12034 c (A)10gaagagagcaag(A)1032 41975674 41975705 TGAAGCAAGAAAAGGCAGTG AGGCCCTCCTATCCACTGAT 210

Ai05B12039 Araip.B05 12039 p3 (TAT)5 15 41991424 41991438 TTCTTCCACTCACACAGGGA TTCAGCTGCCATCTCCTCTT 237

Ai05B12042 Araip.B05 12042 c (TA)7(T)10 24 42013345 42013368 CTTTGGGGAATTTTTGTCCC CCTTGGGACATTGGTTAAGG 231

Ai05B12043 Araip.B05 12043 c (TG)9(T)12 30 42014815 42014844 CACGGAATGAAAACAAGCAA TTTGGTATACTTGCCGAGGG 200

Ai05B12044 Araip.B05 12044 c (TG)6(T)12 24 42019972 42019995 TCAAAACAAGAATTGAAAGTTGGA TTTGGTATACTTGCCGAGGG 243

Ai05B12046 Araip.B05 12046 p2 (AG)6 12 42027783 42027794 GAAGGAGATGAGGGAGAAGGA TTTTTGTTTGTTTCTTACCTTTTTCA 230

Ai05B12049 Araip.B05 12049 p2 (TG)12 24 42082196 42082219 GGTAGCAGCTTTTGGCTCAC CAATTTTCTTTGCCCGACAT 243

Ai05B12050 Araip.B05 12050 p2 (AT)6 12 42096212 42096223 TGAGTTCAAGCACAAGCCAC CGTGGGACGCTCTTTTCTTA 235

Ai05B12058 Araip.B05 12058 p2 (AG)6 12 42141608 42141619 TCTGCAATATGGAAGAAATTCG AATGCACCCATTCAAAGGAG 225

Ai05B12059 Araip.B05 12059 p2 (TA)7 14 42142489 42142502 GGAATGTCATGCAATGCAAC CAAAAATCCAGTGAGGGTTCA 279

Ai05B12062 Araip.B05 12062 p2 (TA)8 16 42169784 42169799 GGAAATTGGGTTTGCCAATA TTCACCATTTATTTTGGGGC 221

Ai05B12065 Araip.B05 12065 c (T)10agggaagagtattatggaaaggtgggg(GA)751 42176624 42176674 TTGAGTGGGTGGGTGTAGGT AGTCCTTGACCCCTCTGGAT 177

Ai05B12067 Araip.B05 12067 p4 (AAAT)6 24 42181176 42181199 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 201

Ai05B12068 Araip.B05 12068 p4 (AAAT)6 24 42181345 42181368 TAACCCCACCACTGCTTTTT CCATGATGGAGAAAGGGAGA 123

Ai05B12073 Araip.B05 12073 p2 (GA)6 12 42201724 42201735 CAGAGGAGAAGAGTGGGTTCA TCAAAAATCACTAACCTCTTTTTCAA 253

Ai05B12075 Araip.B05 12075 p2 (GT)9 18 42217949 42217966 GGGGACAAAATTACCCCATT GGGCTAAGGTAAGGGTGAGG 238

Ai05B12076 Araip.B05 12076 p2 (CA)6 12 42224875 42224886 CCCAAGCAGAGAGAATCCAG GCCTCAAGCCTTCAGAAATG 199

Ai05B12077 Araip.B05 12077 c (AC)52(AT)7 118 42226478 42226595 CAATGGATCGCCCTAAAAGA TTTTTGCATCGTACCTTGTTT 271

Ai05B12078 Araip.B05 12078 p2 (AT)6 12 42228200 42228211 GATGCAACCAATGCAAATGT AATTTCTTGTTCCCGGCTTT 192

Ai05B12080 Araip.B05 12080 p2 (CT)6 12 42233031 42233042 TCATAAACCAATTTGGCAACA GGGAATCCATCCATTCATTG 250

Ai05B12083 Araip.B05 12083 p3 (TTC)7 21 42250716 42250736 ACCCACCCACTCAAATTCAA CTAGAGGTTTCTCCGGCCTT 185

Ai05B12084 Araip.B05 12084 p3 (GTT)5 15 42266529 42266543 TACGGGGGATTTTGTTGGTA GGGTGGCAAGATAACTCCAA 152

Ai05B12087 Araip.B05 12087 p3 (TGT)5 15 42296850 42296864 TAGCTGCCACAGTGTTGTCC CACGAACAGCCACTCAAAGA 254

Ai05B12088 Araip.B05 12088 p2 (CT)6 12 42301254 42301265 CTTCTTATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 274

Ai05B12090 Araip.B05 12090 p2 (GT)8 16 42322295 42322310 TGGACTTGCTCCTTGGCTAT AACCGTCAATCATTCGCTTC 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12095 Araip.B05 12095 p3 (GAA)5 15 42339099 42339113 CTTGGAGGTGGAAGCTTTTG CTTGGCCGAAACACATCTCT 209

Ai05B12099 Araip.B05 12099 p3 (TAA)5 15 42344533 42344547 TCGCACAACTAACCAGCAAG CGGGAAAGCAGAGATTCAGA 269

Ai05B12102 Araip.B05 12102 p4 (AAAT)5 20 42373708 42373727 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 278

Ai05B12103 Araip.B05 12103 p2 (AG)7 14 42382556 42382569 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 200

Ai05B12104 Araip.B05 12104 p2 (TC)19 38 42401491 42401528 TGTCCCCAAGCAAAGAAAAC ATTGGCATTTAGCACCAAGG 188

Ai05B12110 Araip.B05 12110 p2 (TA)21 42 42449869 42449910 GGGTGCAAACATTCTCTCCT TGCTATTCACATCATCCATTCA 270

Ai05B12116 Araip.B05 12116 p2 (AG)6 12 42491642 42491653 TCGCAGTGACAAAAATCAGC CATTGAACCTGGGATTGAGAG 258

Ai05B12121 Araip.B05 12121 p2 (AC)9 18 42502443 42502460 CAGAAAGTTCTGTGGCAGCA TGCAGGCTCAAGTTTGATTG 224

Ai05B12122 Araip.B05 12122 p2 (AG)10 20 42504581 42504600 GACCCGCAAGTAGGATGTGT GCTTAAAGCTTGCCCTCCTT 206

Ai05B12124 Araip.B05 12124 p2 (AG)9 18 42515406 42515423 GCTGGTGGCAGAGGTTAGAG CGGAAGAATCCGATGGTAGA 253

Ai05B12135 Araip.B05 12135 c (A)10gaaaagaaaaatggcgaaaaag(A)1143 42593761 42593803 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 142

Ai05B12140 Araip.B05 12140 c (TCA)13(TCT)24111 42618386 42618496 TCCTCGTTGTCCTCGTTCTC TGAAACAACGAAGGATTTTGC 259

Ai05B12142 Araip.B05 12142 p2 (AT)6 12 42626221 42626232 GGGGTTTATCAACCTCCACA AACATGATTTAGGCTTGGCTATG 242

Ai05B12143 Araip.B05 12143 p2 (TA)6 12 42627469 42627480 GGGTTGTGTGTTCTTTGGCT TTTAACAGAATCACAACAGTCCA 203

Ai05B12144 Araip.B05 12144 p3 (TAT)11 33 42635215 42635247 AAGAATTGTTGCGATGGTGC TACACTATGGCCTTTTGGGC 231

Ai05B12147 Araip.B05 12147 p2 (TC)6 12 42655019 42655030 GAAAAGCTGGCGTTAAGTGC AGGGTATTTGGGGAAGGTTG 207

Ai05B12150 Araip.B05 12150 p2 (CA)7 14 42675226 42675239 ATGCAGCAATCCAGTCAATG TGCATGTGTATGCAGAGGGT 219

Ai05B12151 Araip.B05 12151 c (A)11caaagaagtatcacataaatattaaaaatattgtgtaattcacttattcacttattaatttgtattta(AAT)594 42679863 42679956 TCTTGCTCCACTTATTTTGTTGA TGGTCTATAACATAATCACTGTCAAAT 279

Ai05B12152 Araip.B05 12152 c (CAA)5(TAA)15 60 42680872 42680931 TTGTTCACATGGTAAAATCCAAA CATTGGGATCCAAGTCATCA 262

Ai05B12155 Araip.B05 12155 c (A)13taaaataaaaatatacaaaaatcc(A)1047 42688379 42688425 GCTGGCCATCAAGCTTTAGA AAAAATGCAATTGACACCAACTT 226

Ai05B12156 Araip.B05 12156 c (A)10tggc(A)10 24 42692998 42693021 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTCTTGGTTT 133

Ai05B12158 Araip.B05 12158 p3 (AAG)23 69 42701304 42701372 GCTCAAACTCATCACGGACA ATGTTGCTCCTATCCGAACG 260

Ai05B12159 Araip.B05 12159 p2 (AT)7 14 42721616 42721629 TGAGTACATTCAAATGACACAAACA TCCATGCAGTCTTTGAGGGT 250

Ai05B12161 Araip.B05 12161 p2 (TA)6 12 42745003 42745014 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai05B12162 Araip.B05 12162 p2 (AG)6 12 42751649 42751660 TGGAGAATGGGGGAATCATA CATTGAACCTGGAATGGAGAA 159

Ai05B12163 Araip.B05 12163 p2 (GT)6 12 42775221 42775232 TCACTACTTGTTTGGTTGCCC AAGGAAGCGTGAATTGTTGG 241

Ai05B12165 Araip.B05 12165 c (A)10tatatcttttcctcattccactcataattttcaaaaattttgcattaaattagtcatcaattt(A)1083 42780787 42780869 CCTTGGTGTTTTTCCTCCAA TGAAGAAAGAGAAAGTGGTTAGGAA 270

Ai05B12167 Araip.B05 12167 p2 (GC)7 14 42797939 42797952 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ai05B12173 Araip.B05 12173 p2 (TC)11 22 42829279 42829300 CTCAGGATCTATGGACCCCA GGGAGGGAAATGGTTTGAAT 247

Ai05B12174 Araip.B05 12174 c (T)10ctttctttttcttcttc(T)10ggaaacattaaaaagggatgcatatgttttaagtaatagatgcatgagtgtttacc(T)10103 42838112 42838214 CCCATTCATCTCCTTTTTCA AGTGTGGGGGAATTTGTGAG 266

Ai05B12176 Araip.B05 12176 p4 (ATTT)5 20 42852072 42852091 TCATGCATCAACCCTTCTTTT TGTGGGGAAACTGTGGAAAT 276

Ai05B12179 Araip.B05 12179 p2 (AC)9 18 42882840 42882857 GAATGAGCCTAACGAGCGTC TAACTCACTGGTGATGCGGA 264

Ai05B12189 Araip.B05 12189 p2 (GA)6 12 42932817 42932828 GAAACACAACTGTGAGGAGGG TTTCTTATCTTTTTCAAAACCACC 248

Ai05B12190 Araip.B05 12190 p3 (TTC)5 15 42937060 42937074 TTAATGCCAACAATGCATGA AACGAGCGAAGAAGAAGCAG 233
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Ai05B12193 Araip.B05 12193 p3 (AAG)5 15 42938743 42938757 CACGCGTGTTATTGAACCAT CAGAAGGAGATCGAAGGCAA 238

Ai05B12195 Araip.B05 12195 c (A)12gtcttagaattcaatttttatcattccaaaataaaaattttttacataagacaacttttttgaaaaagaaatatacaaaattcgt(A)13110 42941037 42941146 TCCCACACATGACATTACAGC GACGTGGGTTAAGTTTTAGCAA 238

Ai05B12196 Araip.B05 12196 p2 (TG)6 12 42945815 42945826 GTTTTCGTGGCAATGACCTT TCACTCCTCCATCACCATGA 186

Ai05B12197 Araip.B05 12197 p3 (TCA)5 15 42950283 42950297 TCATAAGCAGTTTCGGCCTC AGGACTGATGGCCACATAGG 279

Ai05B12200 Araip.B05 12200 p3 (TAA)6 18 42956313 42956330 TTGTGTTGAACTGAACCAATGTT GCCAACCATTCAAGAAGCAT 258

Ai05B12203 Araip.B05 12203 p2 (TA)6 12 42981888 42981899 TGGTTTATCAACCTCCTCACA ATTTAGCCTTGGCTGTGCAT 241

Ai05B12206 Araip.B05 12206 p3 (ATT)16 48 43012844 43012891 GAAGATCGGGTCCAGAACATA GTTGGCTCCAAACCAAGAAA 279

Ai05B12207 Araip.B05 12207 p4 (TATG)20 80 43015322 43015401 TGACTTGAAATCGTATCGCTG TTGTAAGAGGGATTGGAGCTG 251

Ai05B12210 Araip.B05 12210 p2 (CT)6 12 43046258 43046269 CCTCACTCACCAAAAATCCG TGTCCTTGCTCCTGCTCATA 165

Ai05B12215 Araip.B05 12215 p3 (TTG)8 24 43072657 43072680 TGGCGTCATTTGATTCATGT ATTGCCACTGATTAGCGGAT 242

Ai05B12216 Araip.B05 12216 p3 (TTA)5 15 43085490 43085504 AGAGGGATAGGAGTTGTACCTGA CCCAACTTCCAGAACGTCAT 256

Ai05B12222 Araip.B05 12222 p2 (AG)7 14 43094063 43094076 TGCATCTGCAAAAATTCAGC GGAACATTGAACCTGGAATTG 252

Ai05B12231 Araip.B05 12231 p2 (TA)11 22 43120795 43120816 CATCGGATTGGAAGTTTGCT TGGAATAACTATGCAATGCCAG 231

Ai05B12233 Araip.B05 12233 p4 (ATAG)5 20 43132826 43132845 GAAGTTAACAAACACCAATTGAGAAA GGCAAAGCTTGTAGAACACG 243

Ai05B12234 Araip.B05 12234 c (CA)6(CT)9 30 43134440 43134469 CAACCCTGATATGCAGGAAA TGGTGTCTTGCAATACCGTAA 212

Ai05B12235 Araip.B05 12235 p2 (GA)11 22 43148403 43148424 ATGTTGGAATTGGGTGGCTA ACCCACGAAAGTTGAAAACG 212

Ai05B12236 Araip.B05 12236 p2 (TG)7 14 43149057 43149070 TTTTCAAGCGTGTTACAATTTCTC GGACTTTGCAAGGGTATGGA 222

Ai05B12237 Araip.B05 12237 p2 (TA)7 14 43150182 43150195 CGTGGTTTTCTTTCTTTGAAGG ACAATGTCCTTGGATACCGC 231

Ai05B12239 Araip.B05 12239 p3 (ATT)5 15 43152670 43152684 TTGCACGATTTTGGAAAACA TCCAGTTTCCAAACAGGCAT 163

Ai05B12243 Araip.B05 12243 p3 (TGT)5 15 43168288 43168302 TGCTGTTGGTTGTTCTGAGG AGAGGAGGCAGAGACAGCAG 149

Ai05B12245 Araip.B05 12245 p2 (TA)6 12 43185850 43185861 CTGAGGCATGCTGGAGACTT GAAGATAACCGGTCCAAGCA 177

Ai05B12249 Araip.B05 12249 p3 (TTG)6 18 43229145 43229162 TGATAGAGCACAATGGCGTC GAAATCCCCCAAAGTTATTTGT 173

Ai05B12256 Araip.B05 12256 p4 (AAAT)5 20 43247429 43247448 ACTTGCCGGTTAGTTTGTGG AAGACTAACAAGGGAACACCAAA 231

Ai05B12260 Araip.B05 12260 p2 (TA)8 16 43284956 43284971 TATTGAACCTTGCTTTGGGG GGATAGTTGGGAACATTGGG 259

Ai05B12265 Araip.B05 12265 p3 (TCT)5 15 43313207 43313221 TTTTCCATCCACCACTCACA TTAGAATGTTGCTCGCCCTC 105

Ai05B12268 Araip.B05 12268 p2 (CA)7 14 43325609 43325622 CTACACACGCGCACGTAAAC TTTCCTTTCTTTTATGTCGGCT 226

Ai05B12271 Araip.B05 12271 c (AT)12(AC)10 44 43341785 43341828 AAAACCGCATAACCTTTCGAT GGAAGACGAAGCTTCAGGAG 268

Ai05B12272 Araip.B05 12272 p2 (CT)9 18 43343186 43343203 AACATGGTGGCTATGGAAGC TCATCCTCGTAGGCATGGAG 209

Ai05B12273 Araip.B05 12273 p2 (AT)9 18 43344228 43344245 TTGGGTCTTACATTCCACCC CCTTTTGCATTGAGCCTATCTT 223

Ai05B12277 Araip.B05 12277 p2 (GA)7 14 43371247 43371260 AGAGCGTTGAAGCACTGGAT GGTGCCATTGGATCACTCTT 269

Ai05B12278 Araip.B05 12278 p3 (TAA)15 45 43372514 43372558 TCCATTTTATACGACGGTTAATTT TTCCATTTGGGCAACAAAA 280

Ai05B12280 Araip.B05 12280 c (TC)6ttttctgcagttctt(TC)639 43375304 43375342 ATATGGATCCGAATTCACCG AAAGAGGATCCTTCGTTCCC 230

Ai05B12297 Araip.B05 12297 p3 (TTC)5 15 43408629 43408643 TGAATGTAGGTTCATTATCTTCCAA TCCTCATCTTTTGCTGCTTCT 216

Ai05B12299 Araip.B05 12299 c (T)10gtttctattcttgttaatagagtaaaacaagaagaacttgagaaagtaaaacaagaaaaagatgaataagaa(AAG)11(ATG)8139 43409400 43409538 TTGAATGTAGGTTCATCTTCTTCC TCCTCATCTTTTGCTGTTGC 237
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Ai05B12304 Araip.B05 12304 p2 (CT)7 14 43448250 43448263 GGGGATTGCATCCATTCATA AACATGAAAGCCATAAGCCAA 250

Ai05B12308 Araip.B05 12308 p2 (GT)6 12 43481061 43481072 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 238

Ai05B12309 Araip.B05 12309 p2 (TA)6 12 43486057 43486068 TCAAAATAGGCTTGGTACCCC CTCTCTTCCCCCTTTTGACA 258

Ai05B12310 Araip.B05 12310 p3 (GAA)5 15 43503461 43503475 TAGAATATTGCTCGCCCTCG AGCCCTCCATTCTTCCTCAT 145

Ai05B12312 Araip.B05 12312 p3 (GAA)5 15 43532892 43532906 ATTTTGCTCTCCCTCAAGCA CATGGTTCTGGTGTTCAACG 257

Ai05B12314 Araip.B05 12314 p2 (AG)15 30 43551915 43551944 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 236

Ai05B12315 Araip.B05 12315 p2 (AT)6 12 43560607 43560618 GGGAGGAATCGGCTAAGGTA CCAACAATCCACATTTCAAGC 246

Ai05B12323 Araip.B05 12323 c (T)12agggttttctatggttttttaggattttctaaggcttttaggg(T)1166 43616353 43616418 AACCGTTGAGGACAAAAACG AATCCCCAAAAATCCTTTGC 217

Ai05B12335 Araip.B05 12335 p2 (AG)15 30 43644927 43644956 CACAACGTAAACTCTCGGCA TCAGCCAAGGCGTATTATCC 236

Ai05B12340 Araip.B05 12340 p2 (AG)7 14 43652394 43652407 TTAATATCCCTGGGTTGAGGG GAAGAAGGAAGCGAGCAAGA 163

Ai05B12342 Araip.B05 12342 c (ATTA)5ataataataga(AAT)546 43661135 43661180 TGTAACGGCATAATGGACGA CGGTTCCCAACTTAAAAGCA 277

Ai05B12344 Araip.B05 12344 p3 (TTA)5 15 43666741 43666755 CAAAGAGACATAGGTGTCATGC TAAGCTAGCCGTTGGAGGAA 276

Ai05B12349 Araip.B05 12349 c (A)10ccctagaaaagcataaaaatcctagaaaaataaaaaaaacctcaagaaaatgcaagaaaatcctaaaacccctagaaaatcataaaaaactctaaaaatg(A)10120 43675157 43675276 AACGTCATCAGCTCTCACCC TGCTTTTCTAGAGCTTTTAGGG 249

Ai05B12356 Araip.B05 12356 p2 (AC)6 12 43687580 43687591 ACGAAATCGACGAGAAGCAT GCTCTCAAAATTTGCTTGAGG 257

Ai05B12358 Araip.B05 12358 p3 (GAG)6 18 43701613 43701630 GGGTGGCTGAGAGAAAGTTG AAAGGGTCCAGGAGGCTAAA 143

Ai05B12363 Araip.B05 12363 p3 (TTA)5 15 43732545 43732559 GCATTATTGCTGAATTGGTCC TAAGCTAGCCGTTGGAGGAA 258

Ai05B12371 Araip.B05 12371 p2 (TA)9 18 43757850 43757867 CGCTTTTCTTTTTGCGACTT CCCTTAGGCTCTACAGGAACG 207

Ai05B12372 Araip.B05 12372 p2 (TG)9 18 43772693 43772710 TTCGTGTTGTTGAGCCTGAG AAAGTCCCAAATGCATGCTC 141

Ai05B12375 Araip.B05 12375 p2 (TA)7 14 43807131 43807144 CCAGCCGTCTTTCTCTTGTC GCGAAGATCCTTGTGTTTTG 280

Ai05B12376 Araip.B05 12376 p2 (AC)6 12 43807803 43807814 CCCGGATATCGTTCTCTTGA GAGACGTATGTGGGGTTCGT 208

Ai05B12381 Araip.B05 12381 p2 (TC)6 12 43837763 43837774 TCACTCCACCCTCTCCTCAC GGAATGAGAGATTTACACGTTGG 162

Ai05B12391 Araip.B05 12391 p2 (TA)7 14 43915560 43915573 GGATTTCCTTGCTTTCTTGTT GAGATAGTGCCACCACATCAAA 197

Ai05B12394 Araip.B05 12394 p2 (AT)9 18 43962423 43962440 TACCCTTCACAATGACGACG TGCAATTGGACTATGGTTGC 168

Ai05B12396 Araip.B05 12396 p2 (TA)7 14 43965170 43965183 TGGTTTTCCGAATCAATTCAA GTGCCTAGTTTGATTTTGTCCT 194

Ai05B12398 Araip.B05 12398 p2 (TA)6 12 43972093 43972104 TTGATGCAACCCAAGAGATG GGGCAACGGATAAACAAACA 154

Ai05B12401 Araip.B05 12401 p3 (GGT)6 18 43981957 43981974 TGGGGTAGCCTAGGTCTGTG TCCATCTACAGCACCAGCAG 258

Ai05B12403 Araip.B05 12403 p2 (TC)6 12 44013530 44013541 AGTCCTTGACCCCTCAGGAT GTAAGGGTGATGGAGGGGAT 140

Ai05B12405 Araip.B05 12405 p3 (GAA)5 15 44032768 44032782 GCTCTGTGAGGTTTCCTTCG CGAAAATTTCATTTTTCCTTCC 273

Ai05B12410 Araip.B05 12410 c (A)10gctaaatgcaactactaaggaagaaggcgtaggagtaaaaccttg(AGA)570 44093903 44093972 CCCCAAATGTAATGCCAAAC CGCTATTTTCCACCCACACT 278

Ai05B12417 Araip.B05 12417 p2 (GA)6 12 44173150 44173161 GCGACATACACCCTCATCCT CATCGCGTTTTCTCTTTTCC 187

Ai05B12418 Araip.B05 12418 c (T)12g(T)10 23 44176593 44176615 CCAACTTCCATGGTTTTTCC AAAACGGCGTTGTTTCAAAG 255

Ai05B12419 Araip.B05 12419 p3 (GAT)12 36 44189629 44189664 GACAATGGCATGTGAAGGTG CAATCAACTCGTGGTCAACA 245

Ai05B12421 Araip.B05 12421 p2 (AG)7 14 44194185 44194198 TGAAATGGAGATGTCACGGA CCGACGGTAATGAACCCTAA 204

Ai05B12422 Araip.B05 12422 p4 (TATT)5 20 44195902 44195921 AATGCACATCACCGAAATGA TCGAAGATGCTCTAAGGGGA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12423 Araip.B05 12423 p3 (AAG)7 21 44197707 44197727 CCTCCTCATCTTCTGCTGCT CATTGTGTTTTTCACTGCACC 231

Ai05B12424 Araip.B05 12424 c (AAG)21aacatgcagcaagaaaaagaa(AAG)25159 44197871 44198029 GAAGGAGAAAGAGAAGGCAAGA TCACGATTCTTATCCCTCTTACAA 222

Ai05B12425 Araip.B05 12425 p2 (AT)8 16 44206499 44206514 ATTCCTGCACAAAGCAAAGG CCACCATATCTCCCAAAACC 269

Ai05B12427 Araip.B05 12427 c (TC)6(T)10 22 44219012 44219033 AGCTCATGAAAGCAGGGAAC TTTTGAATATTGGAAAATTTGGG 273

Ai05B12430 Araip.B05 12430 p2 (CT)9 18 44228572 44228589 AAGGACCGGATGTTGACAAA TCTAATGGGCCAGCCACTAC 262

Ai05B12432 Araip.B05 12432 p3 (TTC)6 18 44229194 44229211 TGGTACCTGTTGTTTGAGCG CAATCATACAAACCCACGCA 149

Ai05B12433 Araip.B05 12433 p2 (AT)6 12 44235778 44235789 ATCCCGGATTCGGGTAAATA TTTGGTCGAAGGCAACATTT 268

Ai05B12434 Araip.B05 12434 p4 (TAAA)5 20 44235976 44235995 AAATGTTGCCTTCGACCAAA TTTATTCATTTTCCGCACCC 271

Ai05B12436 Araip.B05 12436 p2 (TC)14 28 44256972 44256999 TTTGTCCCATGTGCATTGAT TGTGGGGAATTTTATGGGAA 264

Ai05B12438 Araip.B05 12438 p4 (AAAG)5 20 44265344 44265363 TCCTGCTGCTATTTCTTTGG CCCCTCTTTCTCTCTCCACC 253

Ai05B12439 Araip.B05 12439 p2 (TA)9 18 44266461 44266478 TGGTGTGGTTGGTGTTGAAT TCCCAAATGCTCCAATTTTC 152

Ai05B12440 Araip.B05 12440 p2 (AT)9 18 44289609 44289626 CCCCACTGGTTTTAGGTTGA ATAAGAAACTCGAAACGCGG 192

Ai05B12441 Araip.B05 12441 p3 (TGT)5 15 44291728 44291742 TTGCGCCTTACTTGAGGAGT GTCAACCCTGACCTCTCTGC 238

Ai05B12442 Araip.B05 12442 p3 (AGA)5 15 44294836 44294850 GCTCAAGGTGTGGAGAAACC CTGTCTAGGTGGTGCCGAAT 275

Ai05B12444 Araip.B05 12444 c (TA)9gccctcaaaacataaacaacataaatgtcttagtctagagggc(TA)673 44299390 44299462 TTCCATGTTGCGGTGTTCTA CCTACGAAGCCAAAGCTGAC 223

Ai05B12455 Araip.B05 12455 p3 (TAA)6 18 44361064 44361081 TTTCTTTTATATTGTGGGACAAGC TTGATGAAATCACTTGATTCTTTCTT 275

Ai05B12460 Araip.B05 12460 p2 (TA)7 14 44375332 44375345 AGCCCCATGTGCTCAATAAG CAATCACCCTGAGGAGTTGC 216

Ai05B12461 Araip.B05 12461 p2 (TA)8 16 44376477 44376492 AGCCCCATGTGCTCAATAAG GCCACTGGAGTTGAAGCATT 194

Ai05B12473 Araip.B05 12473 p3 (TGA)5 15 44421646 44421660 AATGGAAAGTGTTTGGGAAAA CCCCTATACCAGCAAAACCA 279

Ai05B12475 Araip.B05 12475 c (CT)6ttctctctatt(TC)2063 44434600 44434662 GGTGCTTGCAAGTGTCAGAT GGAGAGAAAGAAGAGGGGGA 260

Ai05B12476 Araip.B05 12476 p2 (CT)7 14 44434818 44434831 CCCCGTCCCTCTTTTTGTAT GCCTTCTCTCACTCTCTATCCC 225

Ai05B12477 Araip.B05 12477 p2 (GA)6 12 44434960 44434971 TCCTCTTTCTCTCCTCTCTCCTC TCTCTTTCCCCTTTCCATCA 257

Ai05B12478 Araip.B05 12478 c* (GA)11(GATA)8*gaaagagaa(AG)979 44435100 44435178 GAGAGATGATGGAAAGGGGAA GCTCTCTTTCTCTCCCTCCC 241

Ai05B12480 Araip.B05 12480 p2 (GA)6 12 44435861 44435872 GGAAAGGGAGTGGGAGAAAG CCAAAACCAAATTAAATTCCCC 278

Ai05B12481 Araip.B05 12481 p2 (GA)11 22 44438665 44438686 TGTCCCTCAATCTCAGTCCC CAAGAAATTGTGTTGGTATGGC 267

Ai05B12482 Araip.B05 12482 p2 (AC)7 14 44446324 44446337 TTTCAAGGTTGTAATGGGGC TCAATGCACATGTGGTGAAA 212

Ai05B12484 Araip.B05 12484 p2 (CT)7 14 44462720 44462733 GAACCTGGAATTGGGGAAAT CAGAGAATGGGGGAATCAAA 162

Ai05B12486 Araip.B05 12486 p5 (ATAAA)5 25 44464793 44464817 GGGTTGTGTGTTCTTTGGCT TGGCAAATCTTTTTGGTGAA 276

Ai05B12488 Araip.B05 12488 c (ATT)17atatgattattattaaattaatatttatttttctttccttttggccgaaagccattacggaagcaaaaacaaagaaaaggaaatggta(AT)8155 44473244 44473398 GGGACGATTTTTGGTGTGAT TGCAAATAAAATGTGATCCACG 269

Ai05B12489 Araip.B05 12489 c (A)11gaaa(ATT)1354 44482174 44482227 TTTTTGCAAGGTGGATAGGA GGCCAAAAAGGAAACAAAAA 280

Ai05B12490 Araip.B05 12490 p2 (TA)33 66 44485071 44485136 ATTTTTCCCTCGCCGTTTAT GCCTTCACGAATACAAACTGAA 236

Ai05B12492 Araip.B05 12492 p2 (AT)9 18 44499992 44500009 AGGGGAAACATTGTGATGAAA TGGCATTATAAAAATTAGGAATGAGA 225

Ai05B12493 Araip.B05 12493 p2 (AG)6 12 44503672 44503683 CAGGTTCAGGATCAGCTTCA TCGAATACCCTCTCTCTCATCTC 258

Ai05B12497 Araip.B05 12497 p2 (AG)14 28 44527604 44527631 GTGGTGGCAGAGATAGGGAA ACGTTAATTCGAAAAGGGGG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12498 Araip.B05 12498 p2 (AG)6 12 44528415 44528426 TCCAAAACAGGTTTTCAGGC TGGTTGGAGATTCAAGGAGG 279

Ai05B12507 Araip.B05 12507 c (TC)9(TA)8 34 44598990 44599023 TAGTCGGCATTTGCTTCACA CACCTCTGCCAAATAAGGGA 135

Ai05B12508 Araip.B05 12508 p2 (TA)7 14 44599525 44599538 TCGTCCCTCCTAGAGGTTGA TCAAAGATGGTGAGATGCCA 264

Ai05B12511 Araip.B05 12511 p3 (TGT)5 15 44619393 44619407 TTCCACCTCTGATTTCCCTG TGAGCAAAACCCCGTATTTC 280

Ai05B12514 Araip.B05 12514 p2 (CT)7 14 44636849 44636862 GGCGTTTAATGCCAGAAAAA TGGTGAGGGGTATTATGGGA 257

Ai05B12516 Araip.B05 12516 p4 (AAAT)5 20 44648712 44648731 TTTAGAGCGAGACTAAGCGACA CAAGGGACCCATTAAATCCA 231

Ai05B12517 Araip.B05 12517 c (A)12gtaaaattgc(AT)736 44649738 44649773 TCCGCATTTACATCATTAGAAGAA CCAAACGTACAACTTCAAAGGG 201

Ai05B12522 Araip.B05 12522 p4 (TATG)14 56 44682992 44683047 AACGCATTCGGATAATCAGG AAACTTCGCAGGTCGTGACT 156

Ai05B12524 Araip.B05 12524 p2 (CT)7 14 44686119 44686132 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 223

Ai05B12525 Araip.B05 12525 p3 (TTC)5 15 44688571 44688585 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 206

Ai05B12526 Araip.B05 12526 c (T)10gcaattttttttctattgctttttgcttttttgcttctttttcttgcttcaagaatca(T)1078 44701654 44701731 CCACCCCTACTCTTGCCTTT GTGGCATTGCTTTTGCTTTC 271

Ai05B12527 Araip.B05 12527 p2 (AT)8 16 44704722 44704737 GTAATGGGGCCGAGGTAAAG AAAAGTGGGAAAAATTCGGG 152

Ai05B12535 Araip.B05 12535 p2 (TA)6 12 44717655 44717666 TTGATTGGTTGGAAATAGGGA AGGCTCGAAATTCACAGATTG 255

Ai05B12536 Araip.B05 12536 p4 (TATT)6 24 44719089 44719112 CATGAGGCACAAATTTCCATT TTTAAAATCAAAGACACATCTCAAA 280

Ai05B12544 Araip.B05 12544 c (GT)8(GA)19 54 44741584 44741637 AAAATGCCGAATCCAGTGAC GCTCTCTTCTTCACGTTGCC 245

Ai05B12549 Araip.B05 12549 p2 (TC)9 18 44766122 44766139 CCCTCTTCTCTTTCCCCATC CCTCTTGTCCTTCTCTCCCC 235

Ai05B12550 Araip.B05 12550 c (GA)6agcggagagggaaaatggagagaag(GA)1567 44766520 44766586 GAGAGGAAGGAAGAGGGGAA CTCCCTCTCTCTCCACATGC 198

Ai05B12551 Araip.B05 12551 p4 (TAAA)15 60 44772687 44772746 GGAAAAATTGTGGGAACACG TGGGGTAATTTTGTCCCCTT 246

Ai05B12552 Araip.B05 12552 c (A)10gtgaaagaaaaagaaaaagcaagcagaaaaagccaaaagctttttaaaccaaaaggcaagagc(A)1285 44785540 44785624 TGAAGCAAGAAAAAGCAGTGAA ATCCACTGATGCTCAAAGCC 225

Ai05B12555 Araip.B05 12555 p2 (CT)6 12 44811328 44811339 GGCACCATTCTAGGCGTTTA TGAGGTGATTGGTGAATGGA 260

Ai05B12556 Araip.B05 12556 p3 (TTC)5 15 44811623 44811637 ACACTAAGCCCCCTCCATCT CTAGAGGTTTCTCCGGCCTT 164

Ai05B12560 Araip.B05 12560 p2 (TA)8 16 44830020 44830035 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 273

Ai05B12563 Araip.B05 12563 p2 (CT)19 38 44850567 44850604 CAAACGCTTTGTCCAGATGA TGTTTTGTGCTATTTTGCTTGC 163

Ai05B12565 Araip.B05 12565 p2 (AG)7 14 44874040 44874053 TTTTTGACCCAGTTTTTGGC GATCTTCCGGAGAAATCCGT 264

Ai05B12569 Araip.B05 12569 p2 (TG)21 42 44884064 44884105 CTTTCCAAAAGATCTCCCCC TCCGATATTGAACCCTGGAC 146

Ai05B12570 Araip.B05 12570 p2 (TG)6 12 44884724 44884735 CTTGCTGAGAATGCTGGAGA TACCAGGATTTGTTCGAGCC 127

Ai05B12575 Araip.B05 12575 p3 (GAA)9 27 44906804 44906830 GATGGGGAAATTGGATTCCT CCCGATTTCCATTCATTCAC 179

Ai05B12582 Araip.B05 12582 p3 (GAA)5 15 44936414 44936428 CTTCCCTTTCCCTTTTCTGG ACATCCCTCCTCTCCTCCAT 171

Ai05B12583 Araip.B05 12583 p2 (GA)6 12 44939874 44939885 GCAGTGATGTGAGATGAGGG TCCTTATCTTTTCAAAATTTGTTTCA 274

Ai05B12589 Araip.B05 12589 p2 (GA)7 14 44967152 44967165 AAGAGGAGAGGGAGGAGCTG AAGGCTGAGCAACTAACGGA 263

Ai05B12590 Araip.B05 12590 p3 (TGC)6 18 44967545 44967562 GCTGCTCCATTCCTCTGTTC TCGAAACCCACAAGGTTAGG 245

Ai05B12591 Araip.B05 12591 p2 (TC)7 14 44980072 44980085 CTCTCCTCTGCTCTCGTGCT CCATCCAGGAAGTTGCAGTT 239

Ai05B12592 Araip.B05 12592 p3 (ATT)5 15 44980592 44980606 CGGTGGGGTAGAGGGTTAGA GGAGGGTGGAATGTAAGTCCT 174

Ai05B12593 Araip.B05 12593 p2 (TC)6 12 44986448 44986459 ACGACGATGCAACAGTTCAG GTCGGGTCGCACAGAGTAAG 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12594 Araip.B05 12594 p5 (TTTTC)5 25 44987197 44987221 CCGAATTTGAGTACAACGCA TGCCTTGAGAAAAGCAAAAGA 145

Ai05B12596 Araip.B05 12596 p2 (AG)7 14 45003103 45003116 GGAATCAGGGGGACAACTTT CCTCAAATTGCATTAAAAGGGA 277

Ai05B12597 Araip.B05 12597 p2 (AT)8 16 45008621 45008636 TGTGGACAATCCAATTAGCAA GTTAGGGGAAGAATCCGCAC 213

Ai05B12598 Araip.B05 12598 p2 (AT)8 16 45009644 45009659 ATATATTGGGGGTGGACGAA ATTGCAAGTGCCGGAAATAC 236

Ai05B12599 Araip.B05 12599 p4 (GATA)6 24 45010620 45010643 TCCGGCAATTAATGACTGTG TGTCGTTTTTGTTCTATTTTCCTTT 267

Ai05B12601 Araip.B05 12601 p2 (AG)6 12 45017715 45017726 AAATGGGGGAATAGAATCGG TCTCTCTCTCTCCTCTGGCG 192

Ai05B12602 Araip.B05 12602 p2 (GA)10 20 45017834 45017853 GGGAAAATGGGGGAATAGAA GCGTCTCTCTGTCCGATCTC 226

Ai05B12603 Araip.B05 12603 p2 (CA)6 12 45021870 45021881 CCCTAACCCACACATACAACA CGGCTCTTTCTCTTCTCCCT 168

Ai05B12604 Araip.B05 12604 p2 (TA)10 20 45038559 45038578 CTTCCCTTTTTCCCTCCTTG GCTGCGCCATCTCTGATAA 166

Ai05B12609 Araip.B05 12609 p2 (GT)6 12 45076241 45076252 TGGGAATTTTGGGTAGCTAGG GGGCTAAGGTAAGGGTGAGG 135

Ai05B12611 Araip.B05 12611 p3 (GAA)12 36 45086278 45086313 TCTATGCATGCAAGCTCCTG CGTCACTAGCTTGACGGTTG 256

Ai05B12612 Araip.B05 12612 p2 (TA)9 18 45092098 45092115 AGTGTGGGAAGGATCCACAA TCAATGGAACGCCCTAAAAG 269

Ai05B12614 Araip.B05 12614 p2 (CT)6 12 45123748 45123759 CAGAAAGGGACGTTTTGCAT TTGAATTTGAATGGTGGGGT 237

Ai05B12615 Araip.B05 12615 p3 (AGA)6 18 45127793 45127810 CTTGGAGGTGGAAGCTTTTG CCCATCACCTCTTCACCACT 200

Ai05B12616 Araip.B05 12616 p3 (ATT)5 15 45130545 45130559 AAATTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ai05B12619 Araip.B05 12619 p2 (TA)9 18 45151426 45151443 TGGTTTATCAATCTCCCCACA TGTTCCCTGCTTTCATGAGC 273

Ai05B12620 Araip.B05 12620 p2 (CT)7 14 45173555 45173568 CTTTTTGTTTGTTTCTTATCTTTTTCA CCACAGGTATAGAGGTTCCCC 279

Ai05B12621 Araip.B05 12621 p3 (TTC)5 15 45175902 45175916 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 177

Ai05B12622 Araip.B05 12622 c (T)10caatttagtccttgttaacgttaaacgacaaaaaactgttagtaaattgtaaaattacttgtatacccttagagacttaattgaaaag(A)10108 45180435 45180542 GCAGGTCCCTATAGTTTTACCG TCGAATTTTTAATTAGGTCCCTG 207

Ai05B12628 Araip.B05 12628 p3 (AAT)6 18 45188473 45188490 TGGTGGCCAACCCTTATTTA ACCGGAGGTGGAAATACTCC 263

Ai05B12630 Araip.B05 12630 p2 (TA)7 14 45190977 45190990 CGATGAAGCGTCACCAATTA AGCCACTAAGCAGCTTGTCC 165

Ai05B12634 Araip.B05 12634 p2 (AT)8 16 45205047 45205062 TGAATAAAAGAGGAGAGATTTGATCC CCATGCAGTCTTCGAAGGTA 173

Ai05B12635 Araip.B05 12635 p3 (TGA)5 15 45206871 45206885 TTCTGAGTTCTGGGTGTTTTTCT CCTTCTTCGCCAAAATCATC 236

Ai05B12641 Araip.B05 12641 c (CT)10aaagagatgtaaacttgtttcttgcttcaatcttatgcatcctatttttc(A)1282 45235766 45235847 ACTACCATTTGCCGCTTCTC CTCTGCCTAAGTCTAAGGGGAA 203

Ai05B12644 Araip.B05 12644 p3 (GAT)6 18 45237071 45237088 TCTGTCTCACACGGTCACCT GAAGCTTCACAACATCATCAACA 193

Ai05B12647 Araip.B05 12647 p3 (AAG)5 15 45248393 45248407 GCAACCCTTGAGTGACGATT GGGGACAGGGGGTTAATAGA 142

Ai05B12653 Araip.B05 12653 c (CTT)6tcaaatacacacatacg(TCT)550 45270275 45270324 AGGGCAAAAGGTGAGAGTGA AAGAAGAAGAGGAGGAGGCG 215

Ai05B12654 Araip.B05 12654 c (GAA)7aaat(AAG)1261 45270989 45271049 TTGAATTGAATGGATGCAGG ATCACGCGCTCATTCTCTTT 230

Ai05B12655 Araip.B05 12655 p2 (AT)9 18 45272661 45272678 TTCTAAACGGCGCTTTCTGT GATGTGAGGCATCTTGCTGA 156

Ai05B12659 Araip.B05 12659 p3 (ATG)7 21 45281091 45281111 AATCAAAATTGGTTGTGGGC CTCCATGAGCATTCCATTTG 239

Ai05B12662 Araip.B05 12662 c (AACT)6aat(TAAC)651 45290771 45290821 TAAAAGGGGGTGGTTCAATG ACTCCTGGACGACATCCTTG 186

Ai05B12663 Araip.B05 12663 p3 (GAG)5 15 45300657 45300671 GTGACCTTCTCCTCGTGCTC CCTCTGCAACTTCCCCATTA 186

Ai05B12665 Araip.B05 12665 p3 (TAA)5 15 45305920 45305934 AAGCGCCCAACATACACTAGA ACGCATTTCCGCTTCTCTTA 217

Ai05B12670 Araip.B05 12670 p2 (AT)10 20 45319520 45319539 GTTGCTACCGCGTTTATGGT TTTCATCGCAAATAGAGGGC 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12671 Araip.B05 12671 p2 (AC)7 14 45324182 45324195 GGCTAAGGTAAGGGTGAGGA GGGACAAAATTACGCCAGTG 234

Ai05B12673 Araip.B05 12673 p2 (TA)6 12 45336758 45336769 CTGCGCCACTCTGATAGCTC TTTCCCTCGCATTTGTCTTT 262

Ai05B12676 Araip.B05 12676 p3 (AAT)5 15 45350610 45350624 GGGAGAATCCCATGAAAACA GCCTCCAAATTTCTGATGGA 276

Ai05B12679 Araip.B05 12679 p4 (ATTT)5 20 45382408 45382427 AGAAGTTTCCCAACCCCTGT CAACGGAAACAAAGTAAAACGA 157

Ai05B12680 Araip.B05 12680 c (A)10ggaaaattc(A)1231 45388644 45388674 TGGAAAATCCCAAGTTCAGC ACTTGGTGCAACCCAAGTTC 231

Ai05B12681 Araip.B05 12681 p2 (GA)6 12 45409544 45409555 TCCACAAGCAAATCATAAGGG TCCCCTTTCTTCCTTCTTCC 247

Ai05B12682 Araip.B05 12682 p5 (TAAAA)5 25 45422873 45422897 CCATGATGGAGAAAGGGAGA CTTTCGAAAATCCTCACCCA 227

Ai05B12684 Araip.B05 12684 p2 (AT)11 22 45433343 45433364 CTAACTCAACCTGCGAAGCC TCTCGTTAGGCGTCTGGACT 234

Ai05B12685 Araip.B05 12685 p4 (TTTA)6 24 45442339 45442362 CCAATGGAGGGTATGCAGAT TCTCCCTCATCAAATTTTTCG 243

Ai05B12687 Araip.B05 12687 p4 (TATG)24 96 45449457 45449552 CAATGAAATGCCCAAAAAGA TTTGAAATTGCATCCATCACA 183

Ai05B12689 Araip.B05 12689 p2 (AT)6 12 45477680 45477691 GCTCCTAACTCAGCCTGCAA GGCATCTCTTAAGCGTTTGG 239

Ai05B12692 Araip.B05 12692 c (CT)6t(TA)10tgccttatgcctttttgtttccac(A)1168 45497572 45497639 GATTTCGATGTCCCACCTTG CTTGATTGGATTTGGTTGCC 219

Ai05B12693 Araip.B05 12693 p3 (ACA)5 15 45506893 45506907 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai05B12697 Araip.B05 12697 p2 (CT)6 12 45543615 45543626 TGGGGGAAATAAATAAATCAACA CAAGCCCGAAAACACAGATT 253

Ai05B12704 Araip.B05 12704 p3 (ATT)20 60 45580183 45580242 TGGGATGTTGATTTGGAGGT TCTGCCCTCCACCTATTGAC 147

Ai05B12708 Araip.B05 12708 p3 (AAT)6 18 45621311 45621328 TGGAAAATGCTCATGTGCTC CAATGCAACCTAGCTACCCAA 205

Ai05B12710 Araip.B05 12710 c (TCC)5tctttcttt(TTC)1363 45626288 45626350 ACACGCGCTTCTTCAACTTT AACCATGATGACGATGAAAATG 224

Ai05B12713 Araip.B05 12713 p2 (AG)6 12 45634851 45634862 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 226

Ai05B12715 Araip.B05 12715 p3 (AAG)6 18 45642491 45642508 CAAGAAGAAACTTGAGAAGGCAA GCAAATTCGGATGTAACACAG 232

Ai05B12718 Araip.B05 12718 p2 (AT)8 16 45651214 45651229 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 161

Ai05B12721 Araip.B05 12721 p3 (TAA)5 15 45692193 45692207 TTTCTCCTAATAATTGGTAAACGG TGGAACGGTTACTTTGATTTTT 274

Ai05B12722 Araip.B05 12722 p3 (ATT)21 63 45694418 45694480 CTGGTGAGCATGGGATGTTA TCTGCCCTCCACCTATTGAC 160

Ai05B12729 Araip.B05 12729 c (A)10ttaaaaaagaaaac(A)1034 45748873 45748906 AAATGTTTTGCCAAGCTAAAGTC TGGGATCAGAAAAAGGTGTTG 277

Ai05B12731 Araip.B05 12731 p3 (CTT)55 165 45749778 45749942 CGTTCTTCCTCCTGCTCATT CACGATGACGATGAAAATGC 265

Ai05B12732 Araip.B05 12732 p3 (AAG)5 15 45757965 45757979 CAAGAAGAAACTTGAGAAGGCAA CAAATTCGGATGTAACACAGAGA 228

Ai05B12734 Araip.B05 12734 p2 (TA)7 14 45768182 45768195 CAAAATCCAGTGAGGGTTCAA GGTGGAATGCCATGCACTA 278

Ai05B12735 Araip.B05 12735 p4 (TTTA)6 24 45776974 45776997 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 211

Ai05B12738 Araip.B05 12738 p2 (CT)6 12 45779429 45779440 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 237

Ai05B12744 Araip.B05 12744 c (A)10gagaagcaataaaggggacaaaatgccccaaagtgaagctcaataagaatcaatgcataagtattgagaaatg(A)1093 45809991 45810083 TGCATTGATGTTCTCGCATT TGCGAGCTATCTTAACTACCCA 261

Ai05B12745 Araip.B05 12745 p2 (CT)6 12 45813279 45813290 ACATGGTGCATGGATGAGAA GGATTCGATAGGTGAGGGGT 147

Ai05B12750 Araip.B05 12750 p3 (TAT)6 18 45839267 45839284 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 265

Ai05B12751 Araip.B05 12751 c (TC)8cgtctctctctcccta(CT)644 45840947 45840990 GCACCAGTTTAAACCAGTTCAT GGGGAGAGAGGGAGAGAAGA 274

Ai05B12753 Araip.B05 12753 c (TC)6cttctctccctttctctctctctttcccctctcactcttgctcttctctctctccccctctttctccccttctcctctctttgtcttc(CT)6112 45841518 45841629 CTCTACTTCTCCCCCTCGCT GAGAGAGAGAAAAGGAAAAGGG 253

Ai05B12754 Araip.B05 12754 p2 (CT)7 14 45841807 45841820 CTCTCCCCTATCCCTCTTCC GGAGAAAGAGCGCAAGAAAG 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12755 Araip.B05 12755 p2 (GA)7 14 45842074 45842087 CTTTCTTGCGCTCTTTCTCC TTCTTCCCTTCCTTTCTCCC 221

Ai05B12756 Araip.B05 12756 c (GA)6ggagg(GA)7aggggggaagggaaggagaagaagggg(GA)7aaggg(GA)791 45842288 45842378 GAAAAGGGGGAGAGAGAGAAA AAAAACCAATTTTTATGGTTCAGTTT 258

Ai05B12761 Araip.B05 12761 p3 (AGA)5 15 45877745 45877759 CCCTCGAGCAAATGAAGAAA CCACAGAATCCCCACATACC 243

Ai05B12762 Araip.B05 12762 p2 (CT)10 20 45888310 45888329 AAACCTGGAACTCAAAAGAAATTG CCCAGATCCAAGTCCAGAAA 232

Ai05B12764 Araip.B05 12764 p2 (CT)6 12 45896486 45896497 TCCTTTAAGAGGAATCCTAATCC CCCAGATCCAAGTCCAGAAA 173

Ai05B12767 Araip.B05 12767 p2 (AT)8 16 45922247 45922262 ACTCTCTGCCTTTTTCCGCT CCCAACACTCCGATCGATAA 247

Ai05B12771 Araip.B05 12771 c (T)10gttagtttcggatgtttcttttattttttg(T)1050 45931882 45931931 TCTGAAAATGATGCGTTTCTT TGCGACATCGATATAAAGGC 233

Ai05B12772 Araip.B05 12772 p3 (GAA)6 18 45938394 45938411 GCTTTTGTCTTCCCTTTCCC CAATTTCACGCAACACAACC 230

Ai05B12773 Araip.B05 12773 p2 (AG)8 16 45940095 45940110 CGAATTCGGTGAGTGATGTG TTTCTTATCTTTTTCAAAACCACC 274

Ai05B12775 Araip.B05 12775 p2 (TA)7 14 45943548 45943561 CCATTTTTCAAGGCTCCTCA TTGCGATAATTTCATGCTGC 258

Ai05B12776 Araip.B05 12776 p2 (TA)6 12 45950343 45950354 ATCCCCTTCGACATATCGCT TCTAAAATTGGAAGTTGTGCAG 167

Ai05B12783 Araip.B05 12783 c (T)10gtagtgtaaagaagtagaaatagaagactctagtaccacaattaatatctca(AT)980 45972913 45972992 AGCCGTAGCTTAAGGCATCA GGAACAAACTACACAAACAATCAA 233

Ai05B12784 Araip.B05 12784 p3 (TAT)5 15 45977144 45977158 TGTGCGAACTTGCACTATCC TGTTTAAGAATTTTTGAAATCATGTG 227

Ai05B12785 Araip.B05 12785 c (TA)6aaagagagagaagagtgtgttagcagtata(AG)654 45978439 45978492 TCTCGTGCTGATAACGTGTTG CAACTTCTCAAGGCAAACCA 277

Ai05B12790 Araip.B05 12790 p2 (AT)6 12 46003601 46003612 CGCTCTGATAGCTCGGGTATT ACGACGAAGTTCGGAAGAGA 252

Ai05B12791 Araip.B05 12791 p2 (GA)6 12 46018268 46018279 ATCAGAGGAGCTGCTTCCAG CAGCTTCTGACAGCAACAGG 148

Ai05B12792 Araip.B05 12792 p4 (TTAT)5 20 46029709 46029728 TCATTAACTTAGCATTGGGGTG AGAAATTGTGGGAACATGGG 228

Ai05B12794 Araip.B05 12794 p2 (CT)7 14 46034859 46034872 CACCACGACTCAGTCTCCCT AACCCTAACCCAGTAACCCG 263

Ai05B12795 Araip.B05 12795 p2 (CT)7 14 46038518 46038531 ATAGCGAGCTCCCTTCTCCT CTCCTCACCCAACCTAGCAG 253

Ai05B12797 Araip.B05 12797 p4 (TTTA)5 20 46060270 46060289 ACGACCACCCATATCTGAGC TTCTCCTGCACAAGGAAACA 174

Ai05B12798 Araip.B05 12798 p2 (TA)11 22 46061756 46061777 GGCACGACAAGAACAGAACA CGCGGGTTGAGATTAGTACC 135

Ai05B12799 Araip.B05 12799 p2 (AG)6 12 46063909 46063920 TCTGATAATGCTTCACTGCCA TGTGACCACTTGCCTAACCA 106

Ai05B12801 Araip.B05 12801 p4 (TAAC)5 20 46073253 46073272 CAATCCAACACTTACAACGAAAA TCATCCAACACTCCCAAACA 155

Ai05B12803 Araip.B05 12803 p5 (TTTAT)7 35 46081833 46081867 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 196

Ai05B12804 Araip.B05 12804 p4 (TAAC)5 20 46088760 46088779 CCCTTTTTAATACTCAGCAGCAA TCATCCAACACTCCCAAACA 198

Ai05B12806 Araip.B05 12806 p5 (AAAAT)5 25 46102015 46102039 ACCAAACTTGAAACCATCGG TTGGCTACGACTTTGGTTCA 232

Ai05B12807 Araip.B05 12807 p2 (TA)7 14 46105598 46105611 GCGTTCTAGGATTGCCTCTG AACCCCTAGGAGGGACAAAA 278

Ai05B12809 Araip.B05 12809 c (CT)8cagccagtagccc(CT)641 46107951 46107991 CCAATCCCTTCTCCCTTCTC GGAGAATTGCAAAACCATGC 238

Ai05B12811 Araip.B05 12811 p2 (GC)6 12 46114043 46114054 AGTTGTGCCCACTTTATGCC GATGCAACAGGAACAATCCC 135

Ai05B12817 Araip.B05 12817 c* (T)11(TA)8* 26 46129167 46129192 TTTATTTTGGGGCCTTTTTG CTTGGGACATTGGTTGAGGT 223

Ai05B12820 Araip.B05 12820 p2 (CT)6 12 46141630 46141641 CAAACATTTTAAGATCAAATGCAA CGCACAAGAAGAGGAGAAACA 121

Ai05B12822 Araip.B05 12822 p3 (AAG)6 18 46145673 46145690 AAAGGACTCCCCAAATGTCC ACGCAACTATGATGCAGACG 260

Ai05B12831 Araip.B05 12831 p4 (TTAA)5 20 46223307 46223326 TGCAATCAGATCTTCTCAATCAA TGTCCATGAGGGAGAAAAGG 278

Ai05B12832 Araip.B05 12832 p2 (TA)9 18 46254983 46255000 TTCGGTAACGCACATCCATA GGTTGGTGTTTCTGGTTTGG 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12833 Araip.B05 12833 p4 (TTTA)6 24 46271588 46271611 TTGAATTCAGTCCAAAGTCCAA TTTTTAGTGGATTGAAATGAGTTTTG 257

Ai05B12835 Araip.B05 12835 p4 (AAAT)5 20 46275325 46275344 GCATCTACCTCCCAAAGCAA GATGATGGATTCATAGGATGTTCA 242

Ai05B12840 Araip.B05 12840 c (CTT)5cgca(TTC)534 46300725 46300758 TGTCAACCAAGTCCAACCAA CTACCCGGAGGAGGAGTAGG 209

Ai05B12841 Araip.B05 12841 c (CTT)5cgca(TTC)534 46305526 46305559 TGTCAACCAAGTCCAACCAA CTACCCGGAGGAGGAGTAGG 209

Ai05B12842 Araip.B05 12842 p3 (GAT)6 18 46309255 46309272 CCGGTACACATTTTTACGCA ACATCCGTTCCTCCTCCTTT 266

Ai05B12843 Araip.B05 12843 p3 (AAC)5 15 46314275 46314289 CGTTCTTCCTTTGCTCGTTC CAGAAACTGCGAAGACGACA 280

Ai05B12844 Araip.B05 12844 p2 (GA)15 30 46330132 46330161 GCACATGTTTGAAAGTGCCA TCTTCGTCCTCTTTTCCCTG 246

Ai05B12847 Araip.B05 12847 p2 (TC)6 12 46331157 46331168 CGTCCTCTCTTTCCATCTCG TAACCCTAACTCACGCACCC 232

Ai05B12848 Araip.B05 12848 p2 (GT)6 12 46331318 46331329 ATCTCGTCTGCGAATCGTCT TAACCCTAACTCACGCACCC 218

Ai05B12850 Araip.B05 12850 p2 (TC)6 12 46337743 46337754 TACAAGCCAAAATGGTGCAA GAGTGGAGAGAGGGGTAGGG 259

Ai05B12854 Araip.B05 12854 c (AT)6aaatatagctctgtgttgcatcaaacaacta(AT)2185 46368792 46368876 TAGCTCTGGGACACGTCAAG CAGAGAACAGAGTAACCAGAGCA 210

Ai05B12855 Araip.B05 12855 p2 (AT)8 16 46375376 46375391 TGCTCTGCTCTAGGGAATCG CCAAGAAAAGGGAAACCAGA 246

Ai05B12858 Araip.B05 12858 p2 (CT)9 18 46410000 46410017 TAACGCCAGAAAGGGAAGAA ATAGGTGATTTGGGGAAGGG 234

Ai05B12860 Araip.B05 12860 p2 (TA)10 20 46427683 46427702 TCGGTAACAATCGTTGCTAAAA GCATTTCACCGCTCCATAGT 223

Ai05B12861 Araip.B05 12861 c (AT)6gagatctccctattctatagataaatc(AT)651 46428137 46428187 AAGGGGGCTCCATTCACTAT GGTCGTTGAAAATGGGTGAT 272

Ai05B12863 Araip.B05 12863 p2 (CT)8 16 46435044 46435059 TCGAAAACCAACTAACAACTTTTTC TCGAACACAAAGAGACGGAA 259

Ai05B12866 Araip.B05 12866 p2 (TA)10 20 46454902 46454921 GGGATCAATTGCTCATTTCC AGATGCGAGCTACCTACATGC 245

Ai05B12869 Araip.B05 12869 p2 (AT)6 12 46480283 46480294 TTTCAGATGCAGGACGTGAG GGAGAACCCAAAAGAAACCC 224

Ai05B12870 Araip.B05 12870 c (TG)17tac(GT)6(GA)6ct(GA)879 46481165 46481243 GGCATTTTGCTCACATTTCA GCATATATTTCCCATGTGCG 251

Ai05B12871 Araip.B05 12871 p2 (AG)6 12 46486221 46486232 GAGGAATGAGGGGACATTCA CATTGGAAGGTTCATAAACCAGA 258

Ai05B12873 Araip.B05 12873 p2 (GT)7 14 46491276 46491289 GGGACAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 249

Ai05B12875 Araip.B05 12875 p3 (TTC)24 72 46517694 46517765 TTCGAACGTAAACCTTTCTCAA TCAAATTGATGCGTTTCCAA 223

Ai05B12876 Araip.B05 12876 p3 (TTG)7 21 46523419 46523439 TGCACTGTTGCTTCTTTGCT TTAATGCAACAGCCCAACAA 250

Ai05B12878 Araip.B05 12878 p3 (ACC)5 15 46547058 46547072 CCACATGTGCAACAACAACA TGGAGGTCTCCCTTCATTTG 164

Ai05B12879 Araip.B05 12879 p3 (TAA)7 21 46552638 46552658 TCCCAGTGAGATGTTCCACA TTGGTGTCCAATTGGTTGTTT 180

Ai05B12883 Araip.B05 12883 p3 (GAG)5 15 46569288 46569302 CTTGGGGAAGCCATCAATTA CCAGCATTCTTGCTTCAACA 235

Ai05B12885 Araip.B05 12885 p2 (TA)6 12 46570778 46570789 TTCCGACGGGACTTTTACAG TGTTATCGTCCCAGCCTATCA 198

Ai05B12886 Araip.B05 12886 c (TAA)7acatgaaatatgcattatttgatagagaagtaggctttcttaacaacatatgaattagaggacacatccatttagaagttgagttgcaaatgatgatgg(TA)6132 46570904 46571035 CGAAAGTGTCCGTATGCTTTTT TGTTATCGTCCCAGCCTATCA 239

Ai05B12899 Araip.B05 12899 p2 (TA)7 14 46629885 46629898 TGCCACCGTTTAGTACTTTCG TGTATGATGTGATGGATGCAAA 267

Ai05B12901 Araip.B05 12901 p2 (CT)18 36 46656342 46656377 CATATGCCATCGACACTGCT CAGAAACGGATACAGATGCAAA 238

Ai05B12905 Araip.B05 12905 p2 (AT)8 16 46694141 46694156 GAGGAGAAGGATTCAAGCCC GATGCATTTTCTTGGTTTGCT 280

Ai05B12906 Araip.B05 12906 p3 (TTC)5 15 46699343 46699357 GCTGCTTTTGAAGGACTTTGA AAATCCACACCGGAAACAAT 223

Ai05B12908 Araip.B05 12908 p3 (TTA)23 69 46705883 46705951 ATGTGTTTGGCAATGAACGA AGCAAACCAGAATAAAGCTGC 209

Ai05B12912 Araip.B05 12912 p3 (GAG)6 18 46723360 46723377 CCTCACCAGAAGAGCCAGAC AAAGGGTCCAGGAGGCTAAA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B12913 Araip.B05 12913 p3 (GAG)6 18 46728623 46728640 CCTCACCAGAAGAGCCAGAC AAAGGGTCCAGGAGGCTAAA 215

Ai05B12915 Araip.B05 12915 p2 (TA)6 12 46734928 46734939 TGTGGGGGTATGATGTTTGA TGCCACATCCAACTAAACCA 279

Ai05B12916 Araip.B05 12916 p2 (TA)6 12 46742501 46742512 TGGGGGTATGATGTTTGATG TCTTGGGTCACAATTCACCA 224

Ai05B12917 Araip.B05 12917 c (TC)8(TA)10 36 46746195 46746230 ATGGCTAGCCGGCTTAAACT ATGCCGTAAAGCAAAGGCTA 276

Ai05B12918 Araip.B05 12918 p2 (AG)13 26 46762538 46762563 ATTCCTGCAAAGAGAAGGCA TCTTCGTTGATTCCAGCTCTC 250

Ai05B12924 Araip.B05 12924 p3 (TTC)5 15 46787782 46787796 TCACCCCCTTATTCTGCAAC GCAATGAATGCAAGTATGCAA 209

Ai05B12925 Araip.B05 12925 p3 (GAA)5 15 46795184 46795198 TCCGCTATCACCGTTCTCTT TCCACCCTCCATTCAAATTC 277

Ai05B12927 Araip.B05 12927 p2 (AG)7 14 46807685 46807698 TCTTTATCCATGTTCCTGCTCA TTCGAATACTTTCTCTCTCTCATCTC 237

Ai05B12928 Araip.B05 12928 c (T)10gtttttg(T)10ccgaaaat(A)1146 46809074 46809119 TTAATAGCCAGCCAGGCTTC GGCGATTCATCTTGTTGCTT 180

Ai05B12929 Araip.B05 12929 c (A)15gagggcatc(CG)636 46822355 46822390 TTGCATGTCTTGCTTTGATTG CAGGAGTGTGAGATGCACCA 259

Ai05B12931 Araip.B05 12931 p4 (TAAA)5 20 46829188 46829207 GCTCTTTGCCTCTGTTCCTG TGAAATTAAGTTTGGTGTCACCTAGT 245

Ai05B12932 Araip.B05 12932 p4 (TTTA)5 20 46832673 46832692 GAGCACTTCCAGTGAGGTGA TGACTCTTTCCTTCTTCTATTTTCG 252

Ai05B12937 Araip.B05 12937 c (T)10gtgaaaaatatgcaagttatataaatattcatatgtatttacatatccacttaatactacaaagtttttgtttatttgtgatag(T)10104 46890422 46890525 TGAAAATGAAAAACAGGACCG TCACAAACTATTTGGTGGGG 246

Ai05B12939 Araip.B05 12939 p3 (GAA)7 21 46895768 46895788 TGGGTTTATGCCTGTTTTCC TGTAGTTGTCGCGTCGAAAG 234

Ai05B12941 Araip.B05 12941 p6 (GTGTGC)10 60 46921560 46921619 GCATTCTGGGAGCTTCTCAC TAAACTGGCCAGAGCACACA 258

Ai05B12947 Araip.B05 12947 c (T)10aagaattgatttaaaaattgaatgattttttaaaaattaatttgaccatttacttattataataatgtcatattagattaaaagttaaaccgttttttc(T)12121 46947227 46947347 CCGTTTAACACCGTCAACAA TTTCTTTTATTCGCTCATTTTTCT 280

Ai05B12951 Araip.B05 12951 c (TAT)5(CAT)6ctactattcaaccagacgcaagtattaaagaatgaaattagtgttgcttc(AT)899 46960148 46960246 TTGGAAAATTGTTATTTTCAGCAA CACAAAACACTTTCTTTAGATTGGTC 277

Ai05B12952 Araip.B05 12952 p2 (TG)13 26 46963582 46963607 AAAAAGGAGGGAAACGTCG TAGATGGGAGGCCACAGTTC 160

Ai05B12953 Araip.B05 12953 p3 (ATT)5 15 46964184 46964198 AAGGAGTTCGTGGTTTAGAAAGT AGGTTCTTTAATTAAGTCAGTGTTCTC 271

Ai05B12954 Araip.B05 12954 p2 (AC)7 14 46970916 46970929 AACTAATGTCCCCCGTTTCC TGTGATTGAGGCCATCATTTT 223

Ai05B12959 Araip.B05 12959 p3 (TGA)5 15 46999337 46999351 TGGAAGAGCAACATGCAAAG GCGTCGTTTTCTTTTTCTGC 174

Ai05B12962 Araip.B05 12962 p4 (TTAA)5 20 47015322 47015341 TCAAAGCTTTCAATTCTTTTCTTTT GGGAGAAATTTTTAGTTTGGAAGA 279

Ai05B12966 Araip.B05 12966 p3 (ATG)6 18 47052062 47052079 GTGCATATTGGGAATCAGCC CCACATTCACATTTTCCAACC 271

Ai05B12970 Araip.B05 12970 p2 (TC)7 14 47141317 47141330 GCTCTGGGTGACCTACCAAA TCATACACCAAGCAATGGACA 231

Ai05B12971 Araip.B05 12971 p3 (ATA)5 15 47141754 47141768 TGTTCACAAAGAAACCCCAA TGTATATGGCCAAGTGGGCT 271

Ai05B12972 Araip.B05 12972 p2 (AG)6 12 47156934 47156945 AAAAGGTTTGCTCGTCTTCG CCCCTATTTCCCTAAACCCA 265

Ai05B12973 Araip.B05 12973 p2 (AT)30 60 47165469 47165528 GGTTGTAATGGGGCTGATGT ATCAATGCACATGGGACAAA 264

Ai05B12974 Araip.B05 12974 p2 (TA)20 40 47167892 47167931 TCTTTTCTTCCCAACGCACT GGTGGTAGACAACCCACCAT 262

Ai05B12977 Araip.B05 12977 c (T)11gaaa(T)10 25 47185951 47185975 TTCAAATCTTTTTCAAAATCAAATC AAAGTTGGTAACTTGACTAACAAGAAA 246

Ai05B12980 Araip.B05 12980 p3 (AGA)5 15 47192138 47192152 ATCATTTGGGTGCCATCAAT ACACCCACCCACTCAAGTTC 162

Ai05B12986 Araip.B05 12986 p3 (ATC)6 18 47240381 47240398 TTGAACCGTTGACTCAGTGC CAAAACTGAAAGCTCGGAGG 187

Ai05B12989 Araip.B05 12989 p3 (CAA)5 15 47255071 47255085 CAATGCAATTCTTCAACCGA TGAGCTGTTCGATGCAATTC 266

Ai05B12990 Araip.B05 12990 p2 (TA)12 24 47259216 47259239 CCCCATTTATCCCTTTCTCAC TGCTTTGGGTGTTCATTGAG 264

Ai05B12991 Araip.B05 12991 p4 (TATG)5 20 47259875 47259894 ATCAATGGAATGCCCAAAAA TTTGAAATTGCATCCATCACA 108
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Ai05B12992 Araip.B05 12992 p2 (TA)21 42 47282763 47282804 ACCTGTGGGTGTTGTTGAGG TGTTGGATTTGTGTGAACCG 195

Ai05B12993 Araip.B05 12993 p2 (AG)6 12 47283681 47283692 GGAGGAGGCTGTCAGAGAGA TAGGGACGAATTTACCGTCG 237

Ai05B12998 Araip.B05 12998 p3 (TAA)37 111 47302166 47302276 TCGAGTCCTCGCCTAAAATG GGCGATGTTGGTATTCCACT 255

Ai05B13000 Araip.B05 13000 p4 (AAAT)5 20 47308172 47308191 TCGAAAATCTTCACCCATTTTT GGGTTAGCATATGACCCCAA 179

Ai05B13001 Araip.B05 13001 p2 (TA)6 12 47332541 47332552 CCCATAATTTCCCACTTTTGC GGGAACATGGGTTAACAAGG 231

Ai05B13007 Araip.B05 13007 p3 (AGC)5 15 47370312 47370326 TGGCAATGAAAAATTCCACA AAGAGCCACAAGCTCCTTCA 208

Ai05B13009 Araip.B05 13009 p2 (AG)8 16 47378368 47378383 CAAAGTTGGGTCAACGGATT CAAACGACTCGTCAATCGAA 229

Ai05B13010 Araip.B05 13010 p2 (AT)12 24 47381884 47381907 AAGCACGTTCGGAAAGAAAA GCTCTGTAGGGCTGGTTCTG 195

Ai05B13012 Araip.B05 13012 p2 (CT)6 12 47387082 47387093 GCGACCGCGTCAATTAGTAT AAAACCTTGTTAATGGGGGTG 219

Ai05B13019 Araip.B05 13019 p4 (TTAT)5 20 47464377 47464396 CAATTTAGGCCGCTGATTTT CAAAAATCCAAACGCCACTT 116

Ai05B13021 Araip.B05 13021 p3 (CAA)5 15 47471569 47471583 CTCGAGCAGATCGTAGGGAG CTTTCCCACACCTTGAGCAT 222

Ai05B13025 Araip.B05 13025 p3 (TTA)5 15 47519563 47519577 TGGGGTAATTTTGTCCCCTT AACCATGGGAACATGGGTTA 261

Ai05B13031 Araip.B05 13031 c (A)11g(A)10 22 47544654 47544675 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 270

Ai05B13032 Araip.B05 13032 p2 (TC)6 12 47549428 47549439 TGCAGGGATGAGAAATCCTT GGGGTTTCTTGAGGAAGAGG 124

Ai05B13034 Araip.B05 13034 c (AT)6gcg(A)10 25 47560108 47560132 TGGCTCTTGAAAGAATGATGG TGGGCCCTCCTATCTACTGA 245

Ai05B13037 Araip.B05 13037 c (T)10c(T)10 21 47579679 47579699 TGCCAATTCTTGGCTTTTCT TGACTTGTTCCCCTCTGCAT 254

Ai05B13039 Araip.B05 13039 p5 (AGAAA)6 30 47624673 47624702 CCAAGAGAAAAGACAGACAAAGC ATCCCCTGACACACACCATT 280

Ai05B13040 Araip.B05 13040 p2 (AC)6 12 47654201 47654212 TGTTTTTCCACAAATTCCCC GCCAACCCTTGCATCTATCT 182

Ai05B13041 Araip.B05 13041 p2 (TA)9 18 47671205 47671222 ATCGTTTGAGCTTGCTTTGG TTGTTGCAGAGAGATGGTGTG 259

Ai05B13042 Araip.B05 13042 p3 (TGA)5 15 47672798 47672812 AACACTGCGCTTTTGAATGA GCTGCATGCAAAGGTATCAA 176

Ai05B13049 Araip.B05 13049 p3 (GAA)5 15 47694226 47694240 CCCTCGAGCAAGAAAAGAAA ACACAACCCTCTCTTCCCCT 101

Ai05B13054 Araip.B05 13054 p2 (CT)6 12 47742299 47742310 TCGAATACTCTCTCTCTCATCTCTTTC CAGGTTCAGGATCAGCTTCA 258

Ai05B13056 Araip.B05 13056 p2 (CT)8 16 47767910 47767925 CCCCTTCTCACCTCCTTCTA TTTGTCTTTGCTCCTGCTCA 222

Ai05B13057 Araip.B05 13057 p2 (CT)6 12 47770870 47770881 AGAAAGGGGAGAAAAGCTGG TAGGTAAGGGGTTTTTGGGG 272

Ai05B13059 Araip.B05 13059 p2 (AC)6 12 47798331 47798342 TCACCCAATGTCCCAAGTTT AGCCTTAAAGCGGAAAACAA 107

Ai05B13061 Araip.B05 13061 p2 (TA)11 22 47831172 47831193 ATTGAGCTTTGCTTTGGGAC TTGGGAATTGGGTACATGCT 194

Ai05B13063 Araip.B05 13063 p2 (TC)7 14 47848876 47848889 CTCCTCACCCCAACTGTCAT GAGAGAGCGAGGAGGTCAGA 256

Ai05B13065 Araip.B05 13065 p2 (GT)6 12 47851864 47851875 ATGGGATAAAAAGGGGCAAT TGAGTATGTACCCAATTCCCAA 168

Ai05B13067 Araip.B05 13067 p3 (AAG)5 15 47858756 47858770 TACCAGAAACCCCAGTGGAC CATGGGAGGTTGTGCTTCTT 269

Ai05B13069 Araip.B05 13069 p4 (ACAT)5 20 47877786 47877805 ATTGCATGTTGCATTTTTGC ATGGAATGCCCAAAAAGAGA 260

Ai05B13070 Araip.B05 13070 c (T)10caaattggtagggtgccctaaaaacaa(T)1148 47885440 47885487 GCTCAAAAACCATGTTCCAAA TAAGTGTGGGGAGGTCGTTC 276

Ai05B13072 Araip.B05 13072 p2 (TG)15 30 47939016 47939045 GATTTGGTTATGGACCACCG TTAAACAGGCCCAGGAAAAA 192

Ai05B13076 Araip.B05 13076 p2 (TA)6 12 47974309 47974320 TACAGATGAACCAAGCGGTG TTGCATGAACCAGAAATCCA 109

Ai05B13081 Araip.B05 13081 c (AG)10tcgggcccaagttgggcccaagcccaactcatataaagcaataaatgagccaaagaagctcatttta(AG)15117 47989573 47989689 ATGGTTTTAGCCCAAAGTGG CCACCATCACCTATCCGAGT 265
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Ai05B13082 Araip.B05 13082 p2 (AT)7 14 47990323 47990336 AGCTTGGTGGCTTCGTTTTA CTCAACACCCACCAGCATAA 261

Ai05B13083 Araip.B05 13083 p3 (TGA)5 15 47990509 47990523 GGTGGGTGTTGAGGTTTGAA CACCATCACCATCCATCATC 225

Ai05B13084 Araip.B05 13084 p2 (TA)9 18 47995707 47995724 AGCTGGCCTAAACTCCACAG TAAACGCGTAGGCACAAACA 106

Ai05B13085 Araip.B05 13085 p2 (CT)6 12 48003799 48003810 GGAACATTGAACCTGGAATTG TTTCTGGGCTGTTTTTGACC 225

Ai05B13086 Araip.B05 13086 c (TA)20catcataccaatatacaaaccttacatatcaaaactcctatccctcttgcaaaaattgctagaaataaaggcgagggaaaaat(A)10133 48012365 48012497 CCGAATATTCAAAACATACATCCA TCCCTTTTTCGGATATGCAC 276

Ai05B13089 Araip.B05 13089 p2 (AG)6 12 48027994 48028005 CCAAATTTGACGATGAGCAA GCTTTCATTCCCAAATTCTCC 236

Ai05B13092 Araip.B05 13092 c (TTA)7tccttgttctatttaatctaattggccgaagctaccaaaagaacaaaagaaaagtaaatgggaacgtgacttctgtacaag(TA)7116 48039419 48039534 TCGTCGATTTTCAATTGGATT TTCGTGGGTACAAATGGTAGTTT 279

Ai05B13093 Araip.B05 13093 p2 (TA)11 22 48043824 48043845 AAAAAGGCAACACGGAAAAA TTGTTCCTTTAATGGCATTGG 276

Ai05B13094 Araip.B05 13094 p3 (TTC)8 24 48047432 48047455 TTCCTCCTCCTCCTTCTTCC TCAAGACGCAGGTGTTTCTG 249

Ai05B13095 Araip.B05 13095 p3 (AGG)5 15 48048159 48048173 TCGAAATCGCTCTCATTCAA GCACGCAGGTTCTTTTTCTT 216

Ai05B13097 Araip.B05 13097 p3 (GAA)5 15 48073883 48073897 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai05B13102 Araip.B05 13102 p3 (TTG)5 15 48105594 48105608 TGCAAATGTGTAGGAAGCCA GTCAGGAACAAGGGGAGCTA 229

Ai05B13104 Araip.B05 13104 p4 (TATT)5 20 48120659 48120678 GGCAAAATTGGGACAGAAAA GCCGGGGATTGATAGTGATT 241

Ai05B13109 Araip.B05 13109 c (T)12g(A)13 26 48151163 48151188 GGAAACATACACATGCACGC ACCCAACAGGATCACCACTC 249

Ai05B13110 Araip.B05 13110 p3 (TAA)6 18 48151787 48151804 CAACCAAATGGTACTAAACGGC TTGCAGGATCTGAAGGGTATTT 120

Ai05B13112 Araip.B05 13112 p2 (AT)8 16 48159601 48159616 TCAGGGGTAGCTAGGTGGTG GGATGTAATGGGGCTAGGGT 147

Ai05B13113 Araip.B05 13113 p2 (TA)6 12 48163546 48163557 TCATGAGGTCTTTTCAAGGTTGT CAAAAGTGGGAAAATTTTGGG 176

Ai05B13120 Araip.B05 13120 p2 (AT)10 20 48211487 48211506 TAGCTCTGGGTTGCATCAAG CAGAGAAAAGAGAAATCAGAACAGA 154

Ai05B13125 Araip.B05 13125 p2 (TA)10 20 48230381 48230400 CCAGCCATTATTGGAACACA AGGTCAGGGCCTAGGATGTT 102

Ai05B13128 Araip.B05 13128 c (AT)6(AG)8 28 48270288 48270315 TGAGGGTGTGTATCATTTCGG GGAACATTTTTGTCCCCCTT 268

Ai05B13137 Araip.B05 13137 c (A)11g(A)10tttcgaaaatactaacatttttc(A)1257 48343389 48343445 CGAAAATATCTTCCCTCTTTTTCA TAGAATAGGATGGGGGAGGG 194

Ai05B13139 Araip.B05 13139 p2 (AT)7 14 48350003 48350016 ATTTATTCGTCGGTTGGTGC TTGGTTACAATATCCGCTGC 276

Ai05B13140 Araip.B05 13140 c (C)10aaaaaaatccaatccggcccctgatcttttttttgggactgattattgg(T)1574 48354353 48354426 CCCCTGACAATTACCTCGAA CCCCTGACAATTACCTCGAA 145

Ai05B13144 Araip.B05 13144 c (CT)6aattttcgaaaacatcttccctctttttcaaaattttttttaattaaccaattattttaattttttatttgaattttc(A)10100 48367371 48367470 TCGTGATAGCTTTGTCTATTTTCA TCAATTCCACAAAGAAACTTCAA 271

Ai05B13147 Araip.B05 13147 p2 (CT)8 16 48394570 48394585 TCACAAACATAAAAATGGCAAAA AAGCTGGAGGGGAATCAATC 247

Ai05B13148 Araip.B05 13148 p2 (AT)7 14 48399502 48399515 GCTCAAAAACATGTTCCACAA TTAAGTGTGGGGAGGTCGTC 273

Ai05B13151 Araip.B05 13151 c (TG)6ttccattttatggtggtatcctaattatgtta(T)1054 48415073 48415126 CACCTTCGTGGAATGGAAGT CCAAATGCTTTCCTTAGCCA 250

Ai05B13152 Araip.B05 13152 p2 (AT)10 20 48421893 48421912 AAATCATGCCTAGCTACCCAAA GTGGGGAATTGTGGGAACTT 274

Ai05B13156 Araip.B05 13156 p4 (AAAT)5 20 48442200 48442219 AAATTGGCGTAGCTCAATGG CGGCTTTTGCGTTTTATGAT 195

Ai05B13157 Araip.B05 13157 p2 (TA)7 14 48442458 48442471 CGACGAAATCAAACTTGGTG GTCCCCTTATTGCCCATCTT 280

Ai05B13161 Araip.B05 13161 p3 (TCT)5 15 48451512 48451526 TTGACTTTTAATCTATTTGGATTTTCA TGAGTAACTGGGAAGGTGGG 210

Ai05B13162 Araip.B05 13162 p2 (TC)6 12 48455293 48455304 ATCTTCTTGCTTAAAGTCCTTCC GAAGAGAGAGAAAGAGGCAAGAA 275

Ai05B13167 Araip.B05 13167 p3 (CTT)5 15 48496010 48496024 TTTGCTTTGAACTTGTTTTGAGA AGCTCCTCCCCCTAATGAAA 241

Ai05B13169 Araip.B05 13169 p3 (CTT)5 15 48510561 48510575 TTTTCATGTGTTTATTTGTCCCTTT TGAGTTCACACCGTTGAAGG 230
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Ai05B13170 Araip.B05 13170 c (CT)6caaatttcgaaaatatctctcccctttttcaaaatttctttttaatttattaattatttcaattt(A)1087 48513025 48513111 CTTTTTGTTTGTTTCTTAACTTTTTCA GAAACACCACTGTGAGAATGGA 279

Ai05B13171 Araip.B05 13171 p2 (CT)10 20 48516515 48516534 TTGATTTTCAAATTTGTTTCAACT CACAAGGGTGAGGATAGCAGA 268

Ai05B13172 Araip.B05 13172 p3 (TTC)5 15 48519563 48519577 TCAAAATCACTTTCCCACCC CGGTCTTAGGTGCCATCAAT 277

Ai05B13174 Araip.B05 13174 p3 (AAT)7 21 48522797 48522817 TAAGCACGCATGACGCTTAT GCAAATGCAATAAAAGAAAATGG 257

Ai05B13175 Araip.B05 13175 p4 (AAAT)5 20 48537715 48537734 TGTAGCTGCAGTCCACCAAG TGGGGTAATTTTGTCCCCTT 280

Ai05B13176 Araip.B05 13176 p2 (GT)7 14 48537876 48537889 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 234

Ai05B13177 Araip.B05 13177 p2 (AT)6 12 48540550 48540561 AACACTAACGGGTTGGATCG CCGGAAGTGGAGGATGAATA 172

Ai05B13178 Araip.B05 13178 p2 (TC)6 12 48546564 48546575 TTCGAAAACCATTAACAACTTTTTC AGAAAGAGGGAGAGGGTTCG 233

Ai05B13179 Araip.B05 13179 p2 (TC)14 28 48556634 48556661 TCTGCGGTTTTGCCTCTTAT CTGTGAAGAGTGGCACCTGA 231

Ai05B13180 Araip.B05 13180 p2 (TA)12 24 48561913 48561936 GCCCGAAGAAATTTGAATGA TGTTAGCAGCAATCACACACC 209

Ai05B13187 Araip.B05 13187 p2 (CT)6 12 48611107 48611118 GTTGGGAACATTGAACCTGG GTCGCCCCTAGCAATTTATG 227

Ai05B13189 Araip.B05 13189 p2 (AG)6 12 48647946 48647957 ACCAGAAATCGCTAAGGCAA CATTGAACCTGGAATGGAGAA 244

Ai05B13194 Araip.B05 13194 p2 (AT)8 16 48681662 48681677 TTCCATCTTTTTAATTTGCATCT TGCAACCCAATTTCATGTTT 234

Ai05B13197 Araip.B05 13197 p2 (TA)8 16 48698854 48698869 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 272

Ai05B13201 Araip.B05 13201 c (GAA)5aggagaagtgatggagagggaggaaggagaaagaagatatg(A)1066 48709833 48709898 GACATTGGAGAGGTGCAGTG GCCTTGTTCTGTTCCCCTTT 169

Ai05B13203 Araip.B05 13203 p3 (TTC)5 15 48716301 48716315 TCCCTCCCCTTACACACTTTT ACCCAATTGGATGAAGATCG 272

Ai05B13207 Araip.B05 13207 p3 (TCA)5 15 48765214 48765228 TCTGGGCCATTCAAAATCTC CAAGTCCGAGTTCTTGCTCC 202

Ai05B13211 Araip.B05 13211 p2 (AT)12 24 48794987 48795010 TGTTAATGCTTCACCATGGATT CGGTGATCAAGAGGGAAAGA 278

Ai05B13212 Araip.B05 13212 p2 (AG)6 12 48795207 48795218 TCTTTCCCTCTTGATCACCG CTTCCATGGAGAATGGCACT 192

Ai05B13215 Araip.B05 13215 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)697 48832086 48832182 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 160

Ai05B13217 Araip.B05 13217 p2 (AT)6 12 48844431 48844442 GGGGACAAAATTACCCCAAT AATGGGGTTAAGGCAAAGGT 241

Ai05B13219 Araip.B05 13219 p2 (TA)8 16 48848824 48848839 CAGAAGTCTGCCTCACCAGA CGCTAGGAGTTCCTCCCTTT 107

Ai05B13222 Araip.B05 13222 p2 (TA)6 12 48861448 48861459 TTTCTTGAAAATGTTTGGTTCG TGACATAGGATTGTGCGGAG 229

Ai05B13223 Araip.B05 13223 p2 (AT)9 18 48863147 48863164 GGAGCTCCATCTGAAAAACG TGGCCAGAATTTTGAAGACC 113

Ai05B13224 Araip.B05 13224 p3 (TCT)5 15 48884684 48884698 ACCCTAACTCACAAATGGCG CACCGCAACAGTTACCCTTT 241

Ai05B13225 Araip.B05 13225 p3 (AGA)5 15 48886315 48886329 GTCAAAAGGGTGCGAGAGAG ACCCTAACTCACAAATGGCG 173

Ai05B13227 Araip.B05 13227 p2 (AT)9 18 48898216 48898233 ATGGGTTTATCAACCTCCCC TCTTTCCCATCTCATTTGCAG 278

Ai05B13228 Araip.B05 13228 p4 (TTTA)5 20 48901318 48901337 TCTGAAATTAAGTTTGGTGTTACCC GCAGAGAAGTCCCTGTGAGG 145

Ai05B13230 Araip.B05 13230 c (AT)8ttcttctttttagtttttcccaaaataattttcg(A)10ccaaaaaatttttataaaatcat(A)1093 48931999 48932091 TCGAGTTTGGACAACTGACG AGGGAAAAGTTAAAACATGCAA 273

Ai05B13239 Araip.B05 13239 p2 (AC)6 12 49009260 49009271 TCACCCAATGTCCCAAGTTT ACAAGCCTTAAAGCGGAAAA 110

Ai05B13241 Araip.B05 13241 p2 (TA)7 14 49028817 49028830 TTGAATTTTCATGTTCCCTGC ATGAAATGCAATGCAAGCC 190

Ai05B13242 Araip.B05 13242 p2 (CT)6 12 49037524 49037535 CTTGGTGTTTTCCCTCCAAA TGAAAAAGAAGGGAGATATTTTCG 258

Ai05B13247 Araip.B05 13247 p2 (TA)6 12 49061971 49061982 AGGCACCTTGTTGAGCATCT CTCGACTTGCGAAGCTAAGG 231

Ai05B13254 Araip.B05 13254 p2 (GT)7 14 49111578 49111591 TGGCCAACCCTTACACCTAC TCCCACAAATATCCCCCATA 180
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Ai05B13256 Araip.B05 13256 p2 (GT)9 18 49126490 49126507 ATTTTGGGGTAGCTAGGCGT TAATGGGGCTAAGGTAGGGG 142

Ai05B13257 Araip.B05 13257 p2 (TG)8 16 49137485 49137500 CCTTCGCTCCCTCTTTCTTT CGTAACCCTCCTCTTCACCA 198

Ai05B13260 Araip.B05 13260 c (T)10atggttagattgtcaccacctaaaacttcatgcttag(A)12ctttaataagtgagtgtgtgttgtcaaaaaaagaaaaaaatagtatgcttaataagaaaattaaattccagg(AAAT)5151 49147908 49148058 GCCCCAACCCTTCTTTTTAG TTTTCTTAATTTGAGGCAACTTCT 277

Ai05B13262 Araip.B05 13262 p2 (TA)8 16 49152539 49152554 CCCATGTGCATTGATTCTTTT GGAAGCATGCTCATGTGAAA 240

Ai05B13266 Araip.B05 13266 p2 (TA)6 12 49199723 49199734 TGGGATGATCCGTAACACATT TGCGTTAGCTTCGTGTGAAC 224

Ai05B13268 Araip.B05 13268 p3 (TTC)5 15 49203738 49203752 GCCCTCCATTCTTCATCAAA TGACTCAGAGGTGGAAGCAA 259

Ai05B13273 Araip.B05 13273 p3 (TCT)5 15 49235677 49235691 TCAACATCTCTTTCCCACCC CAGGGAGGTCAGAGCAAAAG 113

Ai05B13274 Araip.B05 13274 p2 (TA)9 18 49236601 49236618 AATTTCGTCCACCATTGCTC CAAATGCATGTGGAAAACAA 111

Ai05B13276 Araip.B05 13276 c (AT)7tcgcatgcatttgtttttc(T)1346 49249469 49249514 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 214

Ai05B13277 Araip.B05 13277 c (T)10ctttcta(T)15 32 49256370 49256401 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 202

Ai05B13278 Araip.B05 13278 p3 (AGA)6 18 49257993 49258010 ACATAGAATGTTGCTCGCCC TTCAACATCTCTTCCCCACC 128

Ai05B13279 Araip.B05 13279 p3 (AAT)6 18 49258617 49258634 GTTCTTGTCCTTGCTCCTGC TCGAAAATTCTCCCTCTCCC 234

Ai05B13280 Araip.B05 13280 c (T)11gaaaaattttaaaatcaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7108 49258864 49258971 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTATCTTTTTCA 234

Ai05B13288 Araip.B05 13288 p2 (CA)6 12 49290386 49290397 TGTTCTGCCACTCTTTGGCT TTGTCCCCTGCATTTTCAAT 278

Ai05B13295 Araip.B05 13295 c (A)10ccgg(A)10 24 49320678 49320701 CCTCGGGATAGCGTCATTTA CCTCATCTTCAGCAAGCTCC 238

Ai05B13304 Araip.B05 13304 c (A)14ccagaggagcctgccgaagatgaggccattacggttcgcttttagcgtcttttaaagaacgagggtcagcacaacgtaaaaaaaatgaaaaaaaataccg(A)13127 49322671 49322797 GGTCAGCGATAGCGTCATTT GCCCCATCTTAGGTAGGCTC 219

Ai05B13305 Araip.B05 13305 c (A)14ccagaggagcctgccgaagatgaggccattacggttcgcttttagcgtcttttaaagaacgagggtcagcacaacgtaaaaaaaatgaaaaaaaataccg(A)13127 49322945 49323071 ATTTTGGCTCGCCTTTAGGT GCCCCATCTTAGGTAGGCTC 273

Ai05B13306 Araip.B05 13306 c (A)14ccagaggagcctgccgaagatgaggccattacggttcgcttttagcgtcttttaaagaacgagggtcagcacaacgtaaaaaaaatgaaaaaaaataccg(A)13127 49323219 49323345 ATTTTGGCTCGCCTTTAGGT GCCCCATCTTAGGTAGGCTC 273

Ai05B13320 Araip.B05 13320 c (A)10ccggaggagcctgccgaagaagaggccattacggctcgcctttaggtgtcctcctcgtgatagcgtcatttaaagaacgagggtcagcacaacgtg(A)10ccggaggagcttgccgaaaatgattccattacgactcccctttaggtgtcttccaagggattgcgtcatttaaataacgagggtcagctcaacgt(A)10221 49329230 49329450 GAAGAACGAGGGTTAGCACAA CCTCCGATTTGTTTTCCTTG 280

Ai05B13328 Araip.B05 13328 p3 (GAA)5 15 49361310 49361324 TGCAAGGAAGAAAAGTATGCAA GCTCACGCATCAGTGTTCAT 257

Ai05B13333 Araip.B05 13333 p3 (TGA)6 18 49385547 49385564 GGGTCTTAGGGAGGATTTGG GCTGCCAGAGTTGAAGAAGG 273

Ai05B13335 Araip.B05 13335 p2 (CT)12 24 49414205 49414228 TTTCGAAAACAACTAACCACTTTT TGAACACAGAGAGAGAGAAAGGG 271

Ai05B13338 Araip.B05 13338 p2 (TA)7 14 49445175 49445188 GCTCAACTCAGGGGAAACTG TCTTGCAAGTTTGTGAACCCT 257

Ai05B13339 Araip.B05 13339 p5 (ATAAA)5 25 49446692 49446716 TGTGCAAGCACTGAAAGGAA AGGTGACGACCTTTCACACC 195

Ai05B13340 Araip.B05 13340 p5 (AAAAT)5 25 49474482 49474506 TAGCGTTTTCTTGCCAGTGA GAGCAAGAGTGCTCAAGGCT 270

Ai05B13343 Araip.B05 13343 p3 (GAA)5 15 49517745 49517759 AAATCAAAATGACAAGAATGTTCA GTGAAAAGTGTGCGATCACG 280

Ai05B13345 Araip.B05 13345 p2 (CT)7 14 49525339 49525352 TGCTTCTTATCTTTTTCAAAACTACC GGGGTCCTTTTTACCACAGT 280

Ai05B13346 Araip.B05 13346 p3 (TTC)5 15 49526984 49526998 AAATGACCGAACTTACCCCC GCTTTTGTCTTCCCTTTCCC 277

Ai05B13352 Araip.B05 13352 p2 (AG)7 14 49606459 49606472 GGGTGTTATGGGAAGGTGTG GAAAGGGGGAGAAAAGTTGG 239

Ai05B13360 Araip.B05 13360 p2 (CT)6 12 49647328 49647339 TTTACGTTGCAAAACAAACATC AACTAAGGATAGTTTTCGTCAATTTTT 269

Ai05B13361 Araip.B05 13361 p2 (TA)6 12 49650029 49650040 GGGAAATTGTGGGAACAAAA CCCAGAATTCCCTTTTTCAA 280

Ai05B13362 Araip.B05 13362 p2 (AT)9 18 49655595 49655612 GCATGTCCTCATGCTAAGTCC CCCATCTCAATTGTAAAGGCA 245

Ai05B13368 Araip.B05 13368 c (AT)7aaaag(A)11 30 49681275 49681304 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 239

Ai05B13371 Araip.B05 13371 p2 (CT)16 32 49698781 49698812 CCATTGCCATTGACACAAAG GAGAGTGATGTGGGAAGGGA 190
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Ai05B13373 Araip.B05 13373 p3 (AAC)6 18 49707264 49707281 CCATTTGACATAGGATGGGG GGCCGAATCCATTAGAGTGA 226

Ai05B13375 Araip.B05 13375 p3 (AAC)6 18 49726650 49726667 CCATTTGACATAGGATGGGG GGCCGAATCCATTAGAGTGA 226

Ai05B13378 Araip.B05 13378 c (T)10gctacgaaatggtccccaaagttttagtttgttttaaaatcgtccctcggacgaaaatacccttctcccttcaccccaaaatca(ACC)6112 49731863 49731974 AGGCCAATAACAATGCAGGA TTGGGCGTAGGTTTCTGTTC 245

Ai05B13379 Araip.B05 13379 p3 (CCA)6 18 49732104 49732121 GAACAGAAACCTACGCCCAA GATGATGGTGATGAGGCCAT 174

Ai05B13380 Araip.B05 13380 p3 (AGA)6 18 49732268 49732285 CACCACCACCACCATTATCA ATCGCACAGCACCACCAC 201

Ai05B13383 Araip.B05 13383 p2 (AT)8 16 49781760 49781775 AGGGGACAAAAATTACCCCA TTGTAATGGGGCCAAGGTAA 253

Ai05B13384 Araip.B05 13384 p2 (CT)11 22 49790571 49790592 TTGATTTTCAAATTTGTTTCAACT GAGAGAGAGAGAGAATTTTCGGA 269

Ai05B13385 Araip.B05 13385 p2 (TC)8 16 49790750 49790765 TTCAAAAACAATTTTCAAAAATCAC TGTCCTTGCTCCTGCTCATA 278

Ai05B13386 Araip.B05 13386 p2 (CT)6 12 49792872 49792883 CCTCACAGGATCCCCACTTA TGAGATTGGGTGGGAAAGAG 134

Ai05B13387 Araip.B05 13387 p3 (TCT)7 21 49793020 49793040 CCGAATACACACATCCCTCC TCTTGCTTGCTCCATCCTTT 269

Ai05B13388 Araip.B05 13388 c (T)13aacttaacattggggtgattttgtcccctatttattttttttaatatatgaaagcatagtaaatcaatgcatatag(T)1099 49806489 49806587 CTCATGTCTCAATTTTCATTCCA GTGTGGGAAAATGTGGGAAC 232

Ai05B13389 Araip.B05 13389 p3 (AGA)5 15 49810428 49810442 GAGAAGATGGGCGATGGATA TTCCCTCTCTTCCCTCCATT 176

Ai05B13390 Araip.B05 13390 p2 (AG)8 16 49816229 49816244 GCAGAACATACATGCAAGCAA AGCCTTAAGTGTGGGGAGGT 136

Ai05B13392 Araip.B05 13392 c (AC)9(AT)9 36 49819634 49819669 AATCAAACAGCCCCAAAACA GTTAGCTTCCGGGACTTGTG 241

Ai05B13396 Araip.B05 13396 c (T)10ctttaacggagataaatttttgggccaggccaa(T)1053 49833414 49833466 TTGGTGTGAAGTGTAGACCCC CTCAAATAACCCCAAACCCA 244

Ai05B13400 Araip.B05 13400 p4 (AACT)22 88 49845298 49845385 TCGATTTTCATTAATCACGATTTT GGTTAAAGTGGGATATTTGACCG 270

Ai05B13403 Araip.B05 13403 p2 (GA)6 12 49856323 49856334 TGGAAGAGGTTCAGCCAGTAA TTTGGAAATTTGGCAAAACC 233

Ai05B13407 Araip.B05 13407 p2 (AT)13 26 49875880 49875905 TAAGTGTGGGGAGGATTTGC AACGCCCTAAAAGGGATTTC 275

Ai05B13408 Araip.B05 13408 p3 (ATA)5 15 49876625 49876639 AGTGTGGGAGGAATTTGTGG CACATTCACTCATGCATTTCCT 266

Ai05B13409 Araip.B05 13409 p2 (TA)10 20 49880391 49880410 GATGACGTTCTCACCCGTTT GTGTCTGCCTGTCTGGGAAT 265

Ai05B13410 Araip.B05 13410 p2 (CT)6 12 49884001 49884012 AAAGGAACATTGAACCTGGAA TTTTTGACCCAGTTTTTGGC 206

Ai05B13411 Araip.B05 13411 p2 (AC)7 14 49885206 49885219 TTGTAATGGGGCCAAGGTAA AGGGGACAAAATTACCCCAA 243

Ai05B13413 Araip.B05 13413 p3 (GAA)5 15 49890162 49890176 AAGCCAAAAGGGGAGAAATC TCATCTCTCTTAGGTTTTCGGA 280

Ai05B13414 Araip.B05 13414 p3 (AAT)5 15 49900815 49900829 CCTGAGAATCCTGGAATGGA TTGCCAAACCTGTTTCTTCC 165

Ai05B13417 Araip.B05 13417 p2 (AG)6 12 49917819 49917830 ATGGGTATTTGGGGAAGAGG CACAGAGCTGGCGTTAAACA 246

Ai05B13424 Araip.B05 13424 p4 (TAAA)5 20 49956206 49956225 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 201

Ai05B13426 Araip.B05 13426 p3 (ATT)5 15 49984012 49984026 CGGCGTTGGAAAGTAGACAT GTCGGCTTGAAGCAAGCTAT 263

Ai05B13427 Araip.B05 13427 p3 (TTC)6 18 49989273 49989290 ATATGGCCGAACCTTAACCC TGCCTTTACCACACCAAACA 203

Ai05B13428 Araip.B05 13428 p3 (ATT)5 15 49991149 49991163 TATGCATCCGATTTCAACCA CCGTTAGGGTTTCTTAGCCC 172

Ai05B13429 Araip.B05 13429 p2 (AC)8 16 49992320 49992335 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 235

Ai05B13430 Araip.B05 13430 p2 (AG)10 20 50003867 50003886 GGGTATTTGGGGGAGAGTGT AAGGGGAGAAAAGCTGGTGT 221

Ai05B13432 Araip.B05 13432 p3 (ATA)26 78 50019748 50019825 TCAATTTGCTTTGATTTTATTTTCC AAGCTACTTGCTTTGATGGGA 260

Ai05B13437 Araip.B05 13437 c (A)10ggaaaaacaagcatccgcgcgcgagcgtgctat(GC)655 50055489 50055543 TTGCATGTCTTGCTTTGATTG CAGGAGTGTAATATGCGCCA 277

Ai05B13439 Araip.B05 13439 p2 (CT)6 12 50078927 50078938 CATCCATTCATGAGGAGGCT GAACCTGGGATCGAGAGTCA 143



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B13440 Araip.B05 13440 p2 (TC)8 16 50085497 50085512 TGCTCCTTTGGCTCTCATTT CTCACTTCCTCCCCACTCAC 245

Ai05B13443 Araip.B05 13443 p2 (GA)7 14 50092960 50092973 GAGAGAGAAGAGAGAAAGAGAGAGAGA AACTGGTTTCACTGAACTGAATTG 267

Ai05B13444 Araip.B05 13444 p2 (CT)6 12 50109019 50109030 CGTTTAATGCCAGGATTGGT ATAGGTGAGGGGTTTTTGGG 182

Ai05B13447 Araip.B05 13447 p2 (AT)10 20 50144713 50144732 AAAACCGCGTAACCTTTCAA TTAGGATATGGGCGGTGAAG 260

Ai05B13448 Araip.B05 13448 p4 (TAAA)6 24 50152525 50152548 GGTTTGAGCAGTTGCCTTTC TTATCCTCCCTCAAGCACCA 260

Ai05B13450 Araip.B05 13450 p2 (TA)6 12 50220362 50220373 GAATACCAGCAAAATCAACTTTCA TCCAAGCACGAATCCACATA 253

Ai05B13451 Araip.B05 13451 p2 (AG)6 12 50221259 50221270 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 228

Ai05B13452 Araip.B05 13452 c (A)11gagaagaaggaaaagaaaagaaagaaataaaaaggggacaaaatgccctaaagcaaagtgcaacctaataagatcaatgcataagtattgtgaaatg(A)14122 50231079 50231200 ACATTGGGGGAATACAAGGG CCCATTCTTCACTTTTTCACG 272

Ai05B13454 Araip.B05 13454 p2 (AG)6 12 50232506 50232517 AAGACCAAGGGTTGAAGGGT GGATGGAGCAATTACAAGCA 252

Ai05B13456 Araip.B05 13456 p5 (TTATC)5 25 50250686 50250710 CCTGGGTGCTCCAGTGTATT GGCCAAATTGACAGGAAAGA 210

Ai05B13457 Araip.B05 13457 c (T)11aaaaatttaaaacctttttcaaaaatcatcatatcctttt(A)1061 50262411 50262471 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAAAGTGGTTAGG 250

Ai05B13465 Araip.B05 13465 p2 (AT)7 14 50345525 50345538 TTTCCCTAGTTTGCCCCTTT TTTGGGTGTTGCACACTCTT 164

Ai05B13470 Araip.B05 13470 p3 (CAT)5 15 50386903 50386917 GACTCAGGCTGACCGACTTC AGCTGACTATGCCGAGCTTC 261

Ai05B13472 Araip.B05 13472 p3 (TTC)5 15 50397705 50397719 CTCACACCACAACCCTCCTT CGGTCTTAGGTGCCATCAAT 183

Ai05B13478 Araip.B05 13478 p3 (GGA)5 15 50416931 50416945 TGAAGCTGATGATCCGACAG GATGGTAGCTGGAGGCTCTG 251

Ai05B13479 Araip.B05 13479 p2 (TA)6 12 50418679 50418690 CCCAATAAACACTGAGTGGC TCATGCAATTCCAATTTCTCC 246

Ai05B13484 Araip.B05 13484 p2 (AT)7 14 50479159 50479172 TCAAATCACAATCAAAGCCAA CGGTGTTGACATTTCTGTGG 204

Ai05B13485 Araip.B05 13485 p3 (GGT)6 18 50479720 50479737 TGATACGATGCTTGAGGCAC TTAGCCATCGTCATCAGCAG 140

Ai05B13489 Araip.B05 13489 p3 (CTT)5 15 50504056 50504070 AATGGCAACGTTAGTGAGCC AGGAGAAGCAAAGCAAAGGC 141

Ai05B13493 Araip.B05 13493 c (CT)7aattttcgaaaacatcttccctctttttcaaaatttctttttaattaactaattattttaattttttatttgaattttc(A)10103 50576104 50576206 CTCTTAATCAGAATCTTTGTTTCAACT GAGAGAGGGAGAGGATTTTCG 266

Ai05B13494 Araip.B05 13494 p3 (GAA)5 15 50578959 50578973 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai05B13495 Araip.B05 13495 p2 (AG)6 12 50582131 50582142 CACAAGGGTAAGGAGAGCAGA TTGATTTTCAAATTTGTTTCAACT 274

Ai05B13498 Araip.B05 13498 p2 (TA)9 18 50594370 50594387 CCCATCTCAACTGTAAAAGTGC TGCAACTACCTACATGCATCA 251

Ai05B13499 Araip.B05 13499 p2 (TA)11 22 50604446 50604467 TGGTTTATCAACCTCCCCAC TGTTCCCTGCTTTCATGAGC 274

Ai05B13500 Araip.B05 13500 p2 (TA)7 14 50604811 50604824 TGGGGTCTTTTCAAGGTTGT GGGACAAAATTACCCCGATT 269

Ai05B13502 Araip.B05 13502 p2 (CT)6 12 50635363 50635374 TTCCCCTCTTCTCACATCCTT TGTCCTTGCTCCTGCTCATA 210

Ai05B13503 Araip.B05 13503 p2 (TC)6 12 50638257 50638268 TAAACGCCAGAAAGGGAAGA GGGTATTTGGGGGAGAGTGT 224

Ai05B13506 Araip.B05 13506 p3 (AAG)6 18 50656711 50656728 GCAGCAACAAGACAACAACAA AAGAAGAGGGGGAAGGGTCT 273

Ai05B13510 Araip.B05 13510 p2 (TA)6 12 50676203 50676214 AATTTCATCTGCAGGAACCG TTGCTTTAAGAGATGGTGCTCA 256

Ai05B13514 Araip.B05 13514 p2 (AT)6 12 50681338 50681349 ATGTTTCCAGAATTGCAGGC CAGGTGCCAACGAAAATACA 204

Ai05B13516 Araip.B05 13516 p2 (AT)8 16 50692821 50692836 TTGTTGCACATCCATCCATT CAGGGAGTGGCTCTTTCTGA 268

Ai05B13521 Araip.B05 13521 p3 (TCT)6 18 50708953 50708970 CATGCGCAGACATCATTCTT AGAGGAGAAGGACGGAGAGG 108

Ai05B13523 Araip.B05 13523 c (T)10cagacactgacttaaagatagaaaaattgcaaaaataaaatt(A)1163 50713614 50713676 ACCGAAAACCCTTTTTCACA CACGTTTCATGGGTCTTGTTT 228

Ai05B13528 Araip.B05 13528 p3 (ATA)5 15 50720325 50720339 TGTTCTGGGTCGGTTCTGTT TGAGTCCTTATGTGACCCCC 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B13529 Araip.B05 13529 p3 (TTC)6 18 50720963 50720980 CCATCGCTTAAGGCTCTCTG CCTGCTCAACCTCAGACACA 265

Ai05B13530 Araip.B05 13530 p3 (AAG)5 15 50721579 50721593 GCAGCTGCTAATGCATCAAA GCTGGCCTAATGACCAGTGT 230

Ai05B13531 Araip.B05 13531 p3 (TAT)52 156 50722236 50722391 TGCTAATCAGAAAGTTAGTACAAATGG AAAGGTTAAAGGTCAAAGTGTTCC 277

Ai05B13534 Araip.B05 13534 p2 (AG)6 12 50725676 50725687 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 226

Ai05B13535 Araip.B05 13535 p2 (CT)6 12 50732485 50732496 TGAACCCTAATGAGAGCTTGG GACCTGGGCATGAAGACAGT 193

Ai05B13537 Araip.B05 13537 p3 (AAT)5 15 50752071 50752085 CAGGCGGATATCAAATGGTT CAGAGAGGCTGGGATGTAGC 241

Ai05B13544 Araip.B05 13544 p3 (ATT)15 45 50792814 50792858 CTGAGTAGCACCAAGGGGAA TAGGCGACCTTACAACCACC 217

Ai05B13545 Araip.B05 13545 c (TTAT)5at(TA)8tttttttttctttttctctttttctctttttttctctttttttta(T)1295 50798298 50798392 TTTTCATTAACTTAGCATTGGGG TTTGGGAACCTACTCATGAAAAA 234

Ai05B13547 Araip.B05 13547 p2 (TC)9 18 50805727 50805744 TTTGACCCAGTTGTTAGCCC CGATCATAAACTGAAATACCTCAAA 280

Ai05B13548 Araip.B05 13548 p2 (TC)6 12 50809502 50809513 CCCTTTCTTCCTTCCTCGTT GAACATGCAAGCAACCCTTT 274

Ai05B13550 Araip.B05 13550 p2 (TC)9 18 50833272 50833289 TTTTGACCCAGTTTTCAGCC GAACCTATAATCGTAGAAGCAATCC 203

Ai05B13551 Araip.B05 13551 p2 (CT)8 16 50837693 50837708 AACATTGAACCTGGAATGAAGAA AGCAATTTTTGGGCTCCTTT 234

Ai05B13552 Araip.B05 13552 c (T)11ccgcaagc(AT)733 50841730 50841762 CCTTGTAGGCCCTCCTAACC CCAAAAATTGATCCTTGAAGC 247

Ai05B13555 Araip.B05 13555 p2 (AC)8 16 50857911 50857926 GGCCCAGCATTCTGAAGTAG TTGCATCTTGCTTCATTTGC 205

Ai05B13556 Araip.B05 13556 p2 (CA)7 14 50859447 50859460 ATGCCTCAAATTCCTTGCTC TCAACTGATGGATGGCTTCA 256

Ai05B13557 Araip.B05 13557 p2 (CT)8 16 50866871 50866886 CTCGCCAATTTCCACTCCT TCTTCAGAGCAAAAGCAACAA 277

Ai05B13558 Araip.B05 13558 p2 (CT)6 12 50915469 50915480 TCTTGTGAATCAAGTCATTAATTGTG GAAAAAGAGGGAAGGTATTTTCG 279

Ai05B13559 Araip.B05 13559 p2 (AG)8 16 50924066 50924081 TAGAGGTGATTGGTGAGGGG CGTTTAACGCCAGATAGGGA 234

Ai05B13560 Araip.B05 13560 p3 (TTC)5 15 50940188 50940202 ACACAACCCTCTCTTCCCCT CCCTCGAGCAAGAGAGAAAA 101

Ai05B13562 Araip.B05 13562 p2 (AG)7 14 50953843 50953856 GGGAGGGAAATGGTTTGAAT AATGGTGCAGGGATGAGAAG 222

Ai05B13563 Araip.B05 13563 c (TA)8(T)10 26 50973419 50973444 ACTTTGGTGCATTTTGTCCC GGAAAAGTGGGTTCGGAAAT 186

Ai05B13565 Araip.B05 13565 p3 (CTT)5 15 50976552 50976566 ATCAATTTCAACCGTCTCGG AACCCCAGTGGACAAGACAG 160

Ai05B13567 Araip.B05 13567 p2 (AG)7 14 50978209 50978222 AAGAACCTGGGATTGAGAGTCA CCAGCGAATTCTGGATTGTT 216

Ai05B13572 Araip.B05 13572 p2 (AT)8 16 51026542 51026557 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 224

Ai05B13575 Araip.B05 13575 p2 (AT)8 16 51075402 51075417 GGGTCAACTAGATTTTCAGCAA TCGTGACCAATGTTTGCACT 248

Ai05B13577 Araip.B05 13577 c (T)11cgaaaacagatgagaaatttttgaaagatttttgaaa(T)1260 51081245 51081304 CCAAAGCAGTTTGGGTATGG GCTGTTGGATTCTGACCTCC 280

Ai05B13581 Araip.B05 13581 p2 (AC)10 20 51134631 51134650 CAAGGCAAGGGTGATGGTAT TGGGTAGCTAGGCATGATTTT 132

Ai05B13582 Araip.B05 13582 c (TTAT)5tgaaa(TAT)1879 51134795 51134873 GCCTAGCTACCCATAATACCCA GGCACCTACTCATGTGAGACC 272

Ai05B13584 Araip.B05 13584 p2 (CT)12 24 51153763 51153786 GACACTTTTCCTTGTGCGGT GTGCCGTCCTTCACGTCTAT 150

Ai05B13585 Araip.B05 13585 p4 (GAAA)6 24 51163303 51163326 GCCATTTGGGTGAGAAGAGA AACCTCATTCCTCACAACCG 204

Ai05B13588 Araip.B05 13588 c* (A)10(AT)8* 25 51176825 51176849 TGGAAAAGTTTGGAACATTGG GGCATTTTTGTCCCCTTTTT 259

Ai05B13589 Araip.B05 13589 c (T)10cttttttttcgcatttttttcgc(AT)951 51183376 51183426 TTCACTTGACACCTTCACGC GCAGTGAAAAGCTTGCAGAA 270

Ai05B13590 Araip.B05 13590 p2 (AG)6 12 51185382 51185393 ATAGGTGAGGGGTTTTTGGG CGCCAGGATTAGCAGAAAAG 174

Ai05B13591 Araip.B05 13591 c (A)11gtagcg(A)10 27 51192600 51192626 TGAAGCAAGAAAAAGCAGCA TCATTACCCTTGCCTTTTGG 137
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Ai05B13592 Araip.B05 13592 p4 (TTTA)6 24 51205159 51205182 CCAATGGAGGGTATGCAGAT TCCTGACCACTTTCTCTCCC 258

Ai05B13597 Araip.B05 13597 p2 (GA)7 14 51257564 51257577 TCGAACATTGAGAGAGGGAGA TTTCGAAAATTCCTCACCACTT 253

Ai05B13601 Araip.B05 13601 p3 (TTA)5 15 51292745 51292759 TTCCCAAAGTCAAGGTTGTTG AGCATTGCCACCACATGTAA 269

Ai05B13602 Araip.B05 13602 p2 (CT)6 12 51314621 51314632 AAAAGGAACATTGAACCTGGAA TTCGAAACCAGGGAATTCTG 274

Ai05B13611 Araip.B05 13611 p2 (TC)6 12 51422661 51422672 CCCCCTTTGTTTCTGACTGA CCAAGCAAACATACATGCAAA 180

Ai05B13613 Araip.B05 13613 p3 (GAA)5 15 51434690 51434704 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai05B13617 Araip.B05 13617 c (TTATT)5ttaattttggttttc(A)1050 51451342 51451391 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 193

Ai05B13620 Araip.B05 13620 c (T)10gaataccgaaat(TAAAA)547 51477507 51477553 CCATGATGGAGAAAGGGAGA TTCAATCATCTTTTAATTTTTGAACG 141

Ai05B13635 Araip.B05 13635 p3 (TGG)5 15 51530180 51530194 GGAGAGTTTGACGCTCGAAG TGAGGCAGCTAGACCCTCAT 158

Ai05B13637 Araip.B05 13637 p3 (GGA)5 15 51542128 51542142 CGACAGCTTGATCAGATGGA CAGCCTTGATCTGATGCGTA 244

Ai05B13638 Araip.B05 13638 p2 (TA)8 16 51543912 51543927 CAAAATCCAGTGAGGGTTCAA TCACTCAAACCAAGCACAAAA 213

Ai05B13639 Araip.B05 13639 p2 (CT)6 12 51546783 51546794 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 227

Ai05B13640 Araip.B05 13640 p2 (CT)6 12 51557556 51557567 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 227

Ai05B13641 Araip.B05 13641 c* (A)11(AG)6* 22 51578630 51578651 TACATGTGGTGGCAATGCTT TGCCTTTTGGTTTTAATGGC 261

Ai05B13642 Araip.B05 13642 p2 (TA)7 14 51606414 51606427 ACCAACACATTAATTGGGCA CAGAAAGATTTTGAAGGCGG 245

Ai05B13643 Araip.B05 13643 p2 (TA)8 16 51618127 51618142 CAGTGCCTAAGGGCACAAGT TCGAATGACTCACACCATCTG 278

Ai05B13644 Araip.B05 13644 p3 (TTC)5 15 51623912 51623926 CTAGTTGTCGCGCTCTTTCC TTGAGCAATGCCAAGAGTTG 206

Ai05B13645 Araip.B05 13645 p4 (AAAT)5 20 51627507 51627526 TTGTGCGGAGTTGTGAAAAG ACAGCCAGCCAGACTTCAAC 278

Ai05B13649 Araip.B05 13649 p3 (AAT)5 15 51659033 51659047 GAAGGGTTTCAGTTCCAACAA CTTCCGTCTTTCGTAACGGT 280

Ai05B13650 Araip.B05 13650 p3 (AAT)5 15 51675882 51675896 AGCATTGCCACCACATGTAA TTCCCAAAGTCAAGGTTGTTG 269

Ai05B13657 Araip.B05 13657 p2 (GA)8 16 51770664 51770679 AAGAGGGATCGGGAGAAGAA ACAGCTTCTTGGGTGGTGAC 230

Ai05B13661 Araip.B05 13661 c (T)10gttctttttttcatatatattttttc(T)1046 51820054 51820099 CACTTGGAGCATTTTGTCCC GTGGGGAAATTTAATTCGGG 227

Ai05B13662 Araip.B05 13662 p2 (GA)6 12 51820795 51820806 GCAAGCAACTGCTATCATGC AGCCTTAAGTGTGGGGAGGT 119

Ai05B13665 Araip.B05 13665 p2 (CT)8 16 51830510 51830525 TGTTTGTTTCTTATCTTTTTCAAAACT ACAGATGGAAGAGGGGGTTC 276

Ai05B13667 Araip.B05 13667 p3 (TGT)5 15 51869588 51869602 TTCCACCTCTGATTTCCCTG AGCAAGCTCAACCTTCTCCA 280

Ai05B13669 Araip.B05 13669 p3 (GAA)5 15 51881076 51881090 CGGTCTTAGGTGCCATCAAT TCAAAATCAATTTCCCACCC 278

Ai05B13671 Araip.B05 13671 p2 (AG)6 12 51884907 51884918 CTTGTCTTTGCTCCTGCTCA TCACCAAAAATCCGAACTCC 157

Ai05B13672 Araip.B05 13672 p2 (AG)6 12 51885155 51885166 GATGAGGGAGAAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 257

Ai05B13673 Araip.B05 13673 p2 (GA)6 12 51904899 51904910 CATGCAAGCAATCCCTTAAA TTCCTTTTCCCTTCTTCCTTC 280

Ai05B13674 Araip.B05 13674 c (T)11cgcctatttttttttctttttttcttctttttttc(T)1056 51915136 51915191 TTATTCCTTCAGGCCCTCCT TGAAGCAAGAAAAAGCAGCA 216

Ai05B13675 Araip.B05 13675 p2 (CT)6 12 51940669 51940680 CAGAAAAGGGCATTTTGCAT TGGGATTTGATAGGTGAGGG 173

Ai05B13676 Araip.B05 13676 p3 (AAT)5 15 51945234 51945248 GTAAACCTCAGTCAGGCGGA CATTGACAACAGTGATGCCC 229

Ai05B13681 Araip.B05 13681 p5 (CTTAT)6 30 52013406 52013435 AGTGTTCAACGCCCAAATTC AGGAGGCATGATCCTCAAGA 216

Ai05B13682 Araip.B05 13682 c (A)10ggaggaaagaaag(A)1033 52049966 52049998 AAGTGGTGGTATGTGTGTGATTG GGTTCAAGCTATTGGTGTCCA 241
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Ai05B13683 Araip.B05 13683 p3 (GAA)5 15 52052887 52052901 CACATCCGAGGGCACTAATC CAATCGTACCGCGTAATCCT 268

Ai05B13686 Araip.B05 13686 p2 (AT)10 20 52084892 52084911 ATGGGAAACTTGGGACATTG GGCATTTTTGTCCCCTTTTT 212

Ai05B13689 Araip.B05 13689 p2 (CT)6 12 52095448 52095459 TTCTTATCTTTTCAAAGTTTGTTCCA AAGATGGGAGAGGGAGAATTT 273

Ai05B13690 Araip.B05 13690 p3 (TAT)6 18 52095786 52095803 TCGAAAATTCTCCCTCTCCC GTTTGTCCTTGCTCCTGCTC 237

Ai05B13694 Araip.B05 13694 p3 (AGA)5 15 52110594 52110608 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai05B13701 Araip.B05 13701 p2 (CT)6 12 52142831 52142842 CATTCTGGGCGTTTAATGCT GGGTTTTGGGGAAAGAGGTA 276

Ai05B13705 Araip.B05 13705 p3 (GGA)5 15 52155028 52155042 TGTCATCACCTGACACACCA CCTACTGAAGGGTCTGCTGC 175

Ai05B13706 Araip.B05 13706 p3 (TAA)27 81 52155544 52155624 TTTTTCATAATCACAACAATCCA TGTGAATTTTAAATGCCCTTCC 186

Ai05B13707 Araip.B05 13707 p2 (TA)6 12 52156837 52156848 TGCTTGTCTTGCAAGTTTGTG TGGAAACTTATGCCATGCAA 220

Ai05B13708 Araip.B05 13708 p2 (AG)6 12 52173668 52173679 TCAAAGAACAATCTGTGACATGG TTCAAAGAGAGAGCTCGCATA 225

Ai05B13710 Araip.B05 13710 p3 (AGA)5 15 52184561 52184575 AATTTTAAAGGTTTGGCCCG GGAGCAGCGTAGCTGAAGAT 234

Ai05B13711 Araip.B05 13711 p2 (TA)20 40 52187486 52187525 GCGAGTCGTGGCTAGATTTC CTAAGCTTTACCTCGCGTCG 196

Ai05B13712 Araip.B05 13712 p2 (AG)6 12 52203755 52203766 AAGAACCTGGGATTGAGAGTCA CCAGCGAATTCTGGACTGTT 214

Ai05B13715 Araip.B05 13715 p3 (CTT)6 18 52215248 52215265 CCCTGAAGTTTGACCCTGAA GGGAGGTTCAGACATGGAGA 231

Ai05B13717 Araip.B05 13717 c (A)12tttcaaaaatttttcaaaaatttttcctttattttcg(A)1059 52245193 52245251 ACGGTTCATCATGTTGCTCA AACATGTGGAGGCCTCAGTC 257

Ai05B13719 Araip.B05 13719 p2 (TC)6 12 52247421 52247432 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 182

Ai05B13723 Araip.B05 13723 p2 (AG)11 22 52275343 52275364 AAAAAGAGAGGGGAGCAAAAA TCACATCCCATATGCATTGTTT 160

Ai05B13725 Araip.B05 13725 p3 (TCT)5 15 52301002 52301016 ATCACCCTTTCCCAAGAACC GAATATTGCTTGCCCTCGAA 166

Ai05B13730 Araip.B05 13730 p2 (CT)6 12 52317437 52317448 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 275

Ai05B13731 Araip.B05 13731 p2 (TA)6 12 52326337 52326348 TGCTTTTTCTCTCCTATCTCAACTG ATGGGTTTATCAACCTCCCC 280

Ai05B13732 Araip.B05 13732 p2 (CT)7 14 52327169 52327182 GGAGAGCTCACCAATTTCCA GCCTTCAGATGTAAAGCAACAA 271

Ai05B13733 Araip.B05 13733 p2 (CT)6 12 52332816 52332827 CATTAAACGCCAAAAATGGG GTGGTGAAGAGAATGGTGGG 239

Ai05B13734 Araip.B05 13734 c (GC)6cggttgcgcgagtcaatttaagaccttcgcaccttgccc(T)1061 52341619 52341679 TGCTATCACTCTCACCGACG GGTGGGTTGTGGAAGAAGAA 181

Ai05B13735 Araip.B05 13735 p2 (AT)8 16 52344542 52344557 GAAATCCCAAGAAAAGGGGA TCACATCCGTATGCGTTGTT 137

Ai05B13738 Araip.B05 13738 p2 (GT)6 12 52356773 52356784 TTGTCCCCTGCATTTTCAAT GAAGGGGACATCCTAGTTCTTTT 157

Ai05B13739 Araip.B05 13739 p2 (GT)6 12 52368546 52368557 GCTTTGTCCCCTGCATCTT TGTTCTGCCACTCTTTGGCT 278

Ai05B13741 Araip.B05 13741 p2 (TA)9 18 52376966 52376983 AAATGCATGCAAGGCATACT TTGAACCCCTAAACACCGAG 268

Ai05B13744 Araip.B05 13744 p2 (CT)6 12 52429615 52429626 TTGATTTTCAAATTTGTTTCAACT TGAGAGAGAAAGGGAATTTTCG 256

Ai05B13750 Araip.B05 13750 c (T)10caag(A)10 24 52455293 52455316 CGAAGAAGAGAGGTGGGAAA TGCCTCATCCAATAATGCAG 223

Ai05B13751 Araip.B05 13751 p3 (TCA)5 15 52455446 52455460 TGCATTATTGGATGAGGCAG ACGGCTAAGAAACAGCCAGA 228

Ai05B13760 Araip.B05 13760 p3 (AAG)5 15 52486482 52486496 AACCCCAGTGGACAAGACAG GTTGACCATCCGTCTCCAGT 244

Ai05B13763 Araip.B05 13763 p2 (CT)7 14 52490343 52490356 TTCCTATCTTTTCAAAATTTGTTTCA TGAGAGAGAAGGAGGGAATTTTT 269

Ai05B13767 Araip.B05 13767 c (AG)6ggtttgga(T)1131 52532405 52532435 GTTCTTGTCCTTGCTCCTGC CGAAAATTCACTTCCCCCTC 233

Ai05B13768 Araip.B05 13768 p2 (AG)6 12 52532663 52532674 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 229
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Ai05B13771 Araip.B05 13771 p3 (TTG)5 15 52547855 52547869 TGGTGGTGGTTGAAGTGCTA TGACAACACAAGGTTGGCAT 247

Ai05B13778 Araip.B05 13778 p2 (GA)6 12 52585402 52585413 TCGCATAAATTGAGAACACCA TTCTTCTCCCTCCCTTCCTC 222

Ai05B13780 Araip.B05 13780 p3 (AGA)5 15 52612536 52612550 ACCCCTTTTCAAAGGCTCAC CCACTCATTAGGGGGAGGAG 175

Ai05B13784 Araip.B05 13784 p2 (TA)20 40 52645547 52645586 CTTTGGGGAATTTTTGTCCC CTTGGGACATTGGTTGAGGT 258

Ai05B13785 Araip.B05 13785 p3 (GAT)5 15 52662295 52662309 TTGTGCACGTTTGAAGTTTTG TGGTAAGTAGCGCTCGGACT 202

Ai05B13786 Araip.B05 13786 p2 (TA)25 50 52662497 52662546 AGTCCGAGCGCTACTTACCA TGAGGGGTAGGAATTGTTTTTG 248

Ai05B13788 Araip.B05 13788 p2 (AG)8 16 52696491 52696506 GGGTATTTGGGGGAGAGTGT CATTAAACGCCAGAAAGGGA 231

Ai05B13794 Araip.B05 13794 p2 (TA)6 12 52754114 52754125 TGAAAATGATGTCAAAAAGCG GCTGACTTCCAGAGCTTTCC 273

Ai05B13795 Araip.B05 13795 p2 (AT)8 16 52754235 52754250 TTACCCCTTATTCAAGGCTCC TGTGTTTTTGGGCAATTTCA 279

Ai05B13796 Araip.B05 13796 p2 (TA)7 14 52754653 52754666 TGAAATTGATGTCAAAAAGCG AGGAGCCTTGAATAAGGGGT 195

Ai05B13797 Araip.B05 13797 c* (AT)9(TATG)14* 71 52754776 52754846 TTACCCCTTATTCAAGGCTCC CCATAGACGTAACATCCGACC 130

Ai05B13799 Araip.B05 13799 p2 (AT)12 24 52755228 52755251 TTACCCCTTATTCAAGGCTCC AGATCTGACCTGCCTGCATT 190

Ai05B13800 Araip.B05 13800 p2 (TA)6 12 52755654 52755665 TGAAAATGATGTCAAAAAGCG GGCTGACTTCCAGAGCTTTC 275

Ai05B13801 Araip.B05 13801 p2 (AT)8 16 52755776 52755791 TTACCCCTTATTCAAGGCTCC TTTTTGGGCAATTTTGGGTA 275

Ai05B13802 Araip.B05 13802 p2 (TA)7 14 52756192 52756205 TGAAAATGATGTCAAAAAGCG GCTGACTTCCAGAGCTTTCC 275

Ai05B13803 Araip.B05 13803 p2 (AT)8 16 52756315 52756330 TTACCCCTTATTCAAGGCTCC TTTCGGGTATTTTCTGGCTG 264

Ai05B13804 Araip.B05 13804 p2 (TA)6 12 52756726 52756737 TGAAAATGATGTCAAAAAGCG AGGAGCCTTGAATAAGGGGT 197

Ai05B13805 Araip.B05 13805 c* (AT)9(TATG)14* 71 52756847 52756917 TTACCCCTTATTCAAGGCTCC CCATAGACGTAACATCCGACC 130

Ai05B13809 Araip.B05 13809 p2 (TA)7 14 52789338 52789351 TTGCTCTTGCCTTTTGGTTT GGTGGCATTGCTTTTGTTTT 226

Ai05B13820 Araip.B05 13820 p2 (AG)8 16 52883889 52883904 GGGTTTTTGGGGAAGAGGTA CACAAAGCTGGCGTTAAACA 279

Ai05B13821 Araip.B05 13821 p2 (AT)8 16 52893095 52893110 CATTGGGCCTCTTCTTTGTC GCATGAAGGGCAAAAGGTACT 278

Ai05B13822 Araip.B05 13822 p3 (ATA)11 33 52895049 52895081 TCCAAAATCCTACAGGGACG TTGCTTTGCTTTTGTGCAAG 131

Ai05B13823 Araip.B05 13823 p2 (AT)8 16 52901763 52901778 CGAGGACGAACCACTCTGAT CGTTAGTACGCTTTGCGCTT 211

Ai05B13826 Araip.B05 13826 p2 (AG)8 16 52918551 52918566 ACATTGAACCTGGGATCGAG TTTCTGGGCTGTTTTTGACC 222

Ai05B13827 Araip.B05 13827 c (T)10ctcaatgcatatgattaaattattggatgcataaatcatgtcctaaata(T)1069 52919905 52919973 TACTTTGGGGCATTTTGTCC ACGAATTCGGTACACTTGCC 275

Ai05B13828 Araip.B05 13828 p2 (CG)6 12 52929786 52929797 TTATGCCACTTTTGTGCCTG GGTGAGTGACCGGAGACAAT 272

Ai05B13830 Araip.B05 13830 p3 (TAT)6 18 52940521 52940538 TCGAAAATTATTCCTCCCCC TGAACCTCTGCTTTCCTGCT 251

Ai05B13832 Araip.B05 13832 p2 (AG)6 12 52944723 52944734 AAGGGACATTGAACTTGGGA TTTCTGGGCTGTTTTTGACC 223

Ai05B13837 Araip.B05 13837 p2 (CT)7 14 52997103 52997116 TTTTTGTTTGTTTCTTATCTCTTTCAA AGGGTGAGGATAAGGGCAGT 277

Ai05B13840 Araip.B05 13840 p2 (TA)10 20 53012679 53012698 CATTTTGTCCCCTTTGTGCT GTGTGGGAAAATTGGGTTTG 230

Ai05B13842 Araip.B05 13842 p3 (GAA)5 15 53024987 53025001 GTCTTGATGGGCTTTGGAGA ACACAACCCCTTCTCCCTCT 240

Ai05B13843 Araip.B05 13843 c (GA)6ggattttcgaaaatt(AG)639 53027097 53027135 TGAAGAATCCAAACACAAGGG TTTCTTATCTTTTTCAAAACCACC 157

Ai05B13844 Araip.B05 13844 p3 (ATT)6 18 53035109 53035126 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 239

Ai05B13845 Araip.B05 13845 p3 (ATT)8 24 53043907 53043930 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B13849 Araip.B05 13849 p2 (TG)8 16 53084577 53084592 GGGGTCGTGATGGTTATGTT CGCCCCTTGTAACATCCTTA 264

Ai05B13850 Araip.B05 13850 p2 (GT)7 14 53092493 53092506 TTGCTGCTAATTGCTGATGG CGGGAGCAATATTTGGAAGA 280

Ai05B13851 Araip.B05 13851 p3 (TTG)5 15 53098241 53098255 GGAGTGTGAGTTGGGGAAGA ACCACCATTCACAGCAACAA 180

Ai05B13854 Araip.B05 13854 c (CGG)5tcggtggtggtcgggtgggagtggtagggtagcagcagcaaaaagaaaaa(AG)779 53109897 53109975 TGCCGGAGAAGAGAAGAAAA GGTCTGGGCAATAATGAGGA 258

Ai05B13858 Araip.B05 13858 p2 (AG)8 16 53129589 53129604 AGATCATGGCATTTGGGTTC CTGCCCTGTTGAGAGGTAGC 266

Ai05B13864 Araip.B05 13864 p3 (GTG)5 15 53163882 53163896 CGAATTGAAAGAGTGGCGTT TACCCCTCCCATTACCCCTA 172

Ai05B13865 Araip.B05 13865 c* (A)11(AAAG)5* 28 53171363 53171390 TGAATAGACAAAAGCTTGCGAA CCTCGACTTTAACCGCTCAG 264

Ai05B13867 Araip.B05 13867 p3 (GAA)7 21 53204605 53204625 TAAAATATTGCTCGCCCTCG CACCCCACCTACCTTCAAAA 240

Ai05B13869 Araip.B05 13869 p3 (AAT)5 15 53210099 53210113 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 236

Ai05B13870 Araip.B05 13870 c (A)11cttcctaaccactttctctctcctcattttttcgaaaattttcaaccatttttgtttattttattttaatttatttcattttcgaat(TAAA)6122 53213857 53213978 TTCGAAATTTACCTTTAAAAATTCA TCCTGGACTGTTCATTTCCAC 267

Ai05B13873 Araip.B05 13873 p3 (TCT)5 15 53233306 53233320 TCAAGATGCTGCTTCCACAG AGTGGCAAGAGGAAAAGGGT 184

Ai05B13876 Araip.B05 13876 c* (A)15(AC)8* 30 53255156 53255185 CATGACAAGGAGCTCACCAA TTTCTTCCCAATGCACCTGT 243

Ai05B13879 Araip.B05 13879 p4 (TATG)7 28 53283995 53284022 ATCAATGGAATGCCCAAAAA GAAGTTGTGATTGGATGATGTGA 225

Ai05B13884 Araip.B05 13884 p2 (GA)6 12 53343996 53344007 AGAATTAGATGGGGGAGGGA TTTCTTAACTTTTTCAAAACCACC 228

Ai05B13885 Araip.B05 13885 p2 (AG)7 14 53362974 53362987 CATCGATTTCTGGGCTGTTT CCTGGAATTGAGAAGAAGCAA 222

Ai05B13886 Araip.B05 13886 p2 (AT)10 20 53366910 53366929 GAAAAGATTACTAACGGAACACCAA GGTTGCTTTCCCTTGTTTGA 236

Ai05B13888 Araip.B05 13888 p2 (CT)6 12 53384745 53384756 GTTAAACGCCCAGTTTGGAA GAGGTGATTGGTGAATGGGT 274

Ai05B13890 Araip.B05 13890 p2 (CA)6 12 53418272 53418283 ACCTCCAAAGCACCATCATC ACCCCCTCTCACTCTCTGGT 221

Ai05B13893 Araip.B05 13893 p2 (AT)8 16 53428456 53428471 CCGAAGCCATTAAAGGAACA GGAGGTCACGGTTCTTCTCA 203

Ai05B13894 Araip.B05 13894 p2 (AG)11 22 53441331 53441352 TTGAAAACCGGGCACTAATC CCACCATCACCTATCCGAGT 191

Ai05B13895 Araip.B05 13895 p2 (AT)12 24 53441719 53441742 GTGGTTTTGCTTGTTTGGGT AAGCTTGATCCAAAGCCTCA 213

Ai05B13898 Araip.B05 13898 p2 (GA)6 12 53491205 53491216 TTTCGAAAACTGAGAGAAAAAGAA TTGGTGTTTCCTTGTTAAGAAAGTT 254

Ai05B13899 Araip.B05 13899 p2 (TA)11 22 53491595 53491616 AAGTCAACCTAAGGAATTCGAAAA TTTCCAAAATTTGTTCTTGGTG 208

Ai05B13900 Araip.B05 13900 p2 (AT)10 20 53501833 53501852 CTGAAGGGTTGTCTTGCTCC GGAAACAAGAACATTGAAGACTCA 180

Ai05B13901 Araip.B05 13901 p3 (TCT)5 15 53503438 53503452 TCACATCTAACTGGAAGTCCTTTG TGCCAATTCACAAGAAGCTC 196

Ai05B13903 Araip.B05 13903 p3 (TCT)5 15 53546453 53546467 CCCCTTTCATTGGGTTAGAGA CTCTCTCAAGGCTCCGAAGA 181

Ai05B13904 Araip.B05 13904 c (A)10ttaataaaatcataaaaacc(A)1040 53551409 53551448 TGAAAGCTTGGCTGGCTAGT CACCATGCATGAATTTTTCG 277

Ai05B13905 Araip.B05 13905 c (TA)6(T)10 22 53559592 53559613 TGCTCTTGCCTCTTGGTTTT GGTGGCAATGCTTTCTGTCT 275

Ai05B13908 Araip.B05 13908 p2 (TA)6 12 53589948 53589959 CAACCTCCCCACACTTAAACA TTTCATGTTCCCTGCTTTCA 265

Ai05B13909 Araip.B05 13909 p2 (GA)20 40 53593187 53593226 GCAACAATCCACAAGCACAT TTCCCCCTTCTTCTTCCAAT 250

Ai05B13910 Araip.B05 13910 c (T)10aaagaaaaataaagacatgtaaatgcaaatgcacgaaagtactaataaagagaagagttattgattag(A)1088 53593884 53593971 TTACTCTCCCTATGACGCGG AAGCAAAGTGCTAGGTGGGA 199

Ai05B13912 Araip.B05 13912 p4 (TAAA)5 20 53628309 53628328 TCCTAACCTCTTTCTCTCTCCTCA TCCTGGACTGTTCATTTCCAC 179

Ai05B13913 Araip.B05 13913 c (A)11t(A)10 22 53636088 53636109 CCGGTTCAATTGGTTCACTT TCAAACTTCTCTCTTCCCCCT 214

Ai05B13917 Araip.B05 13917 c (T)10gcttttacactttttcatcttttcgatc(T)1048 53653307 53653354 CTGGGAGTGCACCATAATCC TTCTCCTTCCCAATTCCTGA 264
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Ai05B13920 Araip.B05 13920 p2 (TA)7 14 53686679 53686692 GGGTTTCATCCCCAATTTTT CGAAAAGCCAAGACAACTCC 149

Ai05B13921 Araip.B05 13921 c (AT)9ttttattctatatatata(T)1046 53690098 53690143 GGCATTTTTGTCCCGTTTTT GATTTTGGCAAGAGTTGGGA 259

Ai05B13922 Araip.B05 13922 p2 (GC)6 12 53711879 53711890 GTCCAAATGAGGCGGTTCTA ATTCACTTTAATGGGCCACG 151

Ai05B13924 Araip.B05 13924 p2 (GA)6 12 53715850 53715861 TTGGAGATCTCATCTTGGGG TTGCAATGGATTTCACCAAA 230

Ai05B13925 Araip.B05 13925 p2 (GC)6 12 53721192 53721203 GAGAGTTAAGCCAACCCCAA GTGGTTGTTTGGGAGGAGAA 253

Ai05B13928 Araip.B05 13928 p2 (GC)6 12 53729532 53729543 GCGTTGGAAAGCTAACATCC ATTCACTTTAATGGGCCACG 128

Ai05B13932 Araip.B05 13932 p2 (CT)6 12 53738848 53738859 ACCCATTCAAAGAAAGCTCG TCTGCAACATGAAAGAAATTCA 241

Ai05B13933 Araip.B05 13933 p2 (AT)9 18 53740396 53740413 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 273

Ai05B13936 Araip.B05 13936 p2 (CT)6 12 53769146 53769157 TTGATTTTCAAATTTGTTTCAACT AGAAGGGGATGAGAGGAGGA 268

Ai05B13937 Araip.B05 13937 p3 (TTC)5 15 53771050 53771064 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai05B13940 Araip.B05 13940 c (A)10cttaagtgaagtagttgcaaattttgaccaaatatctgagctcaagatccactaggaaattgtataac(T)1189 53787052 53787140 GGCAACAAAAGAAATCAAACC CCCTCAGGGACAGAGAATAGG 191

Ai05B13945 Araip.B05 13945 p3 (AAT)18 54 53811036 53811089 GTCGTGATGATGGTGGTGAG TTTCGTGGCTAAACCCTGTT 246

Ai05B13949 Araip.B05 13949 c (GGT)5cgccggtgagtagccagagacggtagtgaagtatggaagaggaagaagagaagagaggtgatggag(GAA)596 53828895 53828990 TGTGAAAGTGAAAAAGAGAGAGAAAA CTTTAAACCTGGCGTGCCT 195

Ai05B13953 Araip.B05 13953 p2 (GA)7 14 53856875 53856888 ACAGATGGAAGAGGGGGTTC CGAAAATATCTCCCTCTTTTTCAA 186

Ai05B13954 Araip.B05 13954 p2 (AG)6 12 53856995 53857006 ACAGATGGAAGAGGGGGTTC TTGATTTTCAAATTTGTTTCAACT 279

Ai05B13958 Araip.B05 13958 p2 (TC)6 12 53869142 53869153 TTCCTTCTCCCTTCTTCCTTC AGTGCAACAATCCACAAGCA 244

Ai05B13959 Araip.B05 13959 p2 (AG)6 12 53889596 53889607 AAGGAGATGAGGGAGGAGGA TTTCTTATCTTTTTCAAAACCACC 218

Ai05B13964 Araip.B05 13964 p3 (TCT)6 18 53930158 53930175 ATGCCTAAATTTGTGCAGGG CCCTCGAGCAAAAGAAGAAA 267

Ai05B13966 Araip.B05 13966 p2 (TA)7 14 53956057 53956070 TGCATCCTCTTTCCAATTCA GTAGCCAGTGCTTTGGGTGT 249

Ai05B13969 Araip.B05 13969 p3 (AGA)6 18 53962278 53962295 GGCCCACTTGGTGTGTACTT TTTTCCATCCACCACTCACA 180

Ai05B13970 Araip.B05 13970 p3 (TTC)6 18 53968635 53968652 AGACCCTCCCTTTCCACACT TTTCCCAAGATGATTGAATGC 219

Ai05B13972 Araip.B05 13972 p3 (CTT)5 15 53977628 53977642 GGCACCTTCCTCCTTGTGTA GGAAGAAGCTGGCGTTAGTG 224

Ai05B13974 Araip.B05 13974 p3 (AAT)6 18 53980349 53980366 TGCAATACATATGACACCGAAA GCCAAGCGAAATTCATTGTAA 191

Ai05B13975 Araip.B05 13975 p2 (TA)8 16 53980789 53980804 CATCGCTTCATCATTTTCCA TCGGAGGTGGTGGTTGTTAT 277

Ai05B13976 Araip.B05 13976 c (A)10ttgtttcaattataatgtatcttggcttagtattaaaaaattcttgtttataatgcatctgagttttta(T)1190 53982353 53982442 GCTTCCCAACTCTTGTGCAT TGGAAAGAGGCACTTCCTAA 280

Ai05B13982 Araip.B05 13982 p2 (AT)7 14 54001993 54002006 TAACCACAGCTTTGGCATCA CCCTTTTATGTACGGCTGCT 252

Ai05B13988 Araip.B05 13988 c (TTTA)6ttttattttattaaaa(T)1050 54010435 54010484 TGCAATAAAAGAAAACGGAAGA TTTGCACCCTGTTTTTCTCC 210

Ai05B13990 Araip.B05 13990 p3 (CTT)5 15 54021279 54021293 TCTTGACTTTCCCATGGAGG AACCGTTCAACAACTGGAGC 249

Ai05B13991 Araip.B05 13991 p2 (GT)7 14 54027754 54027767 GAGCCAATTTGAGCCTACGA TTATTTCCCCAATGTCCCAA 167

Ai05B13992 Araip.B05 13992 c (AAAT)7aag(TAAA)13atact(A)1098 54032805 54032902 ATTCGCACCCTGTTTTTCTG TGAATGAAAGTAAGCAAAGGCA 246

Ai05B13993 Araip.B05 13993 p2 (AT)18 36 54033629 54033664 AAAACCGCATAACACTTCGAT GGAAGACGAAGCTTCAGGAG 268

Ai05B13994 Araip.B05 13994 p2 (TA)9 18 54065123 54065140 TCGTCATTTTTGTGGCGTAA AAAAGCAAAAATGCCAAACG 185

Ai05B13995 Araip.B05 13995 p3 (GAA)5 15 54069899 54069913 CCCTCGAGCAAGAGAAGAAA CTGAACCTAACCCTCCCTCC 157

Ai05B13996 Araip.B05 13996 p2 (AG)6 12 54073660 54073671 TCGAATTTGGGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 275
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Ai05B14002 Araip.B05 14002 p3 (GTG)5 15 54092876 54092890 GGAGGGGGTGGTTTAAGAAA CCTTCCCTCCCTTTGTTCTC 148

Ai05B14004 Araip.B05 14004 p3 (AAT)5 15 54098872 54098886 CAGGTTCTGGATCTGCTTCC TCGAAAATTATTCCTCCCCC 262

Ai05B14005 Araip.B05 14005 c (T)11aaaaataaaaacaattagttaattaagaagaaatttttgaaaaagagggagatatttttgaaaatt(GA)689 54099129 54099217 GAATGAGATGGGGGAGGAAT TTTCTTAACTTTTTCAAAACCTCCT 221

Ai05B14008 Araip.B05 14008 p2 (CT)6 12 54115106 54115117 TCTTTGACCCCACAAGATCC GAGGTGATGGGGAAGAGTGA 117

Ai05B14009 Araip.B05 14009 c (A)10gaaagaaaagaaaatggc(A)1038 54117775 54117812 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 273

Ai05B14013 Araip.B05 14013 p2 (CT)6 12 54145420 54145431 CGAAATTGGGAGAACAAACAA TCCATCCATTCATTGACACAA 226

Ai05B14014 Araip.B05 14014 p2 (TA)7 14 54146803 54146816 TCGCATATGCATTGATCTTTT AACTGTGGGAACTTGGGTTG 263

Ai05B14016 Araip.B05 14016 p2 (CT)7 14 54157907 54157920 CCAAATTGGGAGAACAAACAA TCCATCCATTCATTGACACAA 228

Ai05B14021 Araip.B05 14021 c (T)12aaaaaaaaagatacaaatctgggagtcaa(T)1051 54195626 54195676 GACAATTCCGTTTCGTTTCAA GACCCAAAGGTTAGGTCCGT 269

Ai05B14022 Araip.B05 14022 p2 (AT)12 24 54195946 54195969 AAAATACGACACCCAACCCA GCAATTAATGAAAGGAGGCG 273

Ai05B14025 Araip.B05 14025 c (AT)6(TTTA)7 40 54230756 54230795 TGGGGTAATTTTGTCCCCTT GGAAACATGGGTTAACAGGG 230

Ai05B14028 Araip.B05 14028 p3 (CTT)6 18 54247901 54247918 TGTGCCTAAAGAACGCCTCT ATGCTGCATTTTGCATTCTG 158

Ai05B14029 Araip.B05 14029 p4 (TATT)7 28 54253880 54253907 TGTTGCACTTATCATTGGGG GAATTTGGGCGCATACTCAT 163

Ai05B14030 Araip.B05 14030 p3 (ATG)5 15 54262119 54262133 ACTTTTTGGCAAGGCATGAG CCCTTTTGGCCTTGGTTAAG 271

Ai05B14031 Araip.B05 14031 p2 (TA)12 24 54263985 54264008 GTCCCATGTGCATTGCTTTA GGGGAACCTTATGGGAACAT 239

Ai05B14035 Araip.B05 14035 p2 (AT)15 30 54300267 54300296 AACTGTGGGAACTTGGGTTG CTTAGCATTGGGGGTAATTTT 248

Ai05B14037 Araip.B05 14037 p5 (AAGAT)5 25 54312316 54312340 GCCCAACTCAAGGAATACGA GCAAGGGTATTGAGCAGGTT 226

Ai05B14038 Araip.B05 14038 p2 (CT)9 18 54316454 54316471 GCGACGACGACTCCTCTAAC CTCCACCCCCTAAACCTAGC 254

Ai05B14040 Araip.B05 14040 p5 (AAGAT)5 25 54326347 54326371 GCCCAACTCAAGGAATACGA CTTTGTCACCAGAGGGTGGT 278

Ai05B14041 Araip.B05 14041 p3 (AAG)5 15 54326828 54326842 CAGGTAACCCTCGGAACAAA TGGGTTAGGGAGCTCTGTTG 242

Ai05B14043 Araip.B05 14043 p3 (AGA)6 18 54335553 54335570 AGCCCACTCCCCTCACTATC AAGCCGCCTGTGATCTACC 279

Ai05B14046 Araip.B05 14046 p2 (AG)6 12 54401638 54401649 TGAAGGGTGTTATGGGAAGG GCCAGAAATAGGCACAGAGC 273

Ai05B14047 Araip.B05 14047 p2 (AG)6 12 54404531 54404542 TGCATTTGTCTTTGCTCCTG ATTCTCTCCCCTCCCTCTCA 224

Ai05B14050 Araip.B05 14050 p2 (GT)6 12 54419820 54419831 GGGATAAAATTACCCCAATGC GGGCTAAGGTAAGGGTGAGG 235

Ai05B14053 Araip.B05 14053 p2 (CT)6 12 54470106 54470117 GGAACATTAAACCTGTGATGAAGA TTCTGACCCAATTTTCAGCC 199

Ai05B14061 Araip.B05 14061 p2 (TA)8 16 54587363 54587378 CCCTGCTTTCATGAGCTGTC TGGTTTATCAACCTCCCCAC 262

Ai05B14062 Araip.B05 14062 p4 (TAAT)6 24 54594229 54594252 GGCAACCCTGTCATTCAACT TACCGACAACATGACCTCCA 168

Ai05B14063 Araip.B05 14063 p2 (CT)6 12 54594901 54594912 ACAAAATTTGGCTTCCCAAG AATTCCACAATGCTTCCTGC 228

Ai05B14064 Araip.B05 14064 p2 (AT)9 18 54599124 54599141 GTTTGCCAGAATGTCTGCTG GAATCGCTTTTCCCTCATCA 146

Ai05B14066 Araip.B05 14066 p2 (TA)6 12 54611125 54611136 TGGGAATCATACAAAAGTGGG TTTCAAGGTCATAATGGGGC 175

Ai05B14069 Araip.B05 14069 p3 (TTC)5 15 54655826 54655840 CCCCACCTTTTCTTCTCTCC TCATCCCCAAGCAAAAGAAG 271

Ai05B14071 Araip.B05 14071 p2 (AT)6 12 54678624 54678635 GGCAAGGTTAAAGTGGTGGA CCCATCTCAATTGTAAAGGCA 206

Ai05B14075 Araip.B05 14075 p2 (AT)7 14 54699599 54699612 TGGAAATTTGGGTGCATACTC CCCACTTTTGCATCACACAC 267

Ai05B14077 Araip.B05 14077 p2 (AT)8 16 54714232 54714247 GGGCATTTTGTCCCCTTATT TTGGGAATTGGGTACATGCT 189
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Ai05B14078 Araip.B05 14078 p5 (TAAAA)6 30 54720451 54720480 CCATGATGGAGAAAGGGAGA CGAAAATCCTCACCCACATC 210

Ai05B14081 Araip.B05 14081 p2 (GT)8 16 54762690 54762705 GATTGAGGCCATCGTTTCAT AGCATGTACCCAATTCCCAA 280

Ai05B14083 Araip.B05 14083 c (TC)6atctctttatatttattttatttatttactaacacttctcttctactcatctaataattcgaaccttctctt(TC)22128 54803477 54803604 TTTCCATTTGCTTTTATTTCTTTTC GAAAGAATTCGAACACACACACA 252

Ai05B14086 Araip.B05 14086 c (TA)7tgtgttataaatatataaaatg(A)1147 54819178 54819224 CGTCGTTTCCTTTTCCTTTG GAACGTGACCATCATAGGCAT 261

Ai05B14089 Araip.B05 14089 p2 (TA)7 14 54826030 54826043 GATTAGCCGGCCTAAACTCTG CGAGGACGAACTGCTCTGAT 270

Ai05B14092 Araip.B05 14092 p4 (TATG)20 80 54837766 54837845 ATCAATGGAATGCCCAAAAA GAAGTTGTGATTGGATGATGTGA 277

Ai05B14099 Araip.B05 14099 p2 (AG)9 18 54890319 54890336 TAGGGGTCCTTTTCACCACA TCAATTGCATATTCATCTTGCAT 280

Ai05B14100 Araip.B05 14100 c (TTC)12tcaagctcgtttacgcacggaacgtg(TTC)5gcct(TCC)699 54916823 54916921 TTTAGGTCACGCGCTTTTCT TGAAGAAGAAGGAATGCGAAA 199

Ai05B14102 Araip.B05 14102 c (T)10gtttgtaaaaatcttcaacagcgtcgtttccaggtaaaacaccccctac(A)1170 54918473 54918542 ACCAGTCCAAAATGGTGAGC GATTAGGGCATCATGGTGGT 278

Ai05B14103 Araip.B05 14103 p3 (TGA)6 18 54920990 54921007 TAGCCCCTATACACGCGAAC CAAAAGAATGCTCCTACCGC 224

Ai05B14108 Araip.B05 14108 p3 (TTG)7 21 54957594 54957614 GGTTGACTTGGCTCCATTGT GAGAACGAAGAGCTCATGCC 243

Ai05B14110 Araip.B05 14110 p2 (TG)6 12 54964602 54964613 GAATTGCAAGATGTGCATCAA TGACAAACCAACAAACGACA 253

Ai05B14115 Araip.B05 14115 p2 (TA)6 12 55023823 55023834 TCTTTGTCCCCTTTCATTGC TGGGAGGGTATACTTGGGAA 220

Ai05B14116 Araip.B05 14116 p5 (AAGAT)5 25 55033590 55033614 GCCCAATAAAGGGTCCAAAT GGTACCTGCAAAGGACTCCA 271

Ai05B14118 Araip.B05 14118 p2 (GC)7 14 55046313 55046326 AACGTCAGGTTGTCATGCAG CGCCCTTTGTAATTTAGCCA 236

Ai05B14121 Araip.B05 14121 p5 (TTATC)5 25 55073171 55073195 AGTGTGGGCTGACCTTTCTG TGACCTCTTCAGGTCAGGCT 230

Ai05B14123 Araip.B05 14123 c (TAAC)5taaac(ACTA)545 55094610 55094654 CAAAACTCGATACCAAGCAACA CTCCTTCAACCACCATCCAT 262

Ai05B14129 Araip.B05 14129 p3 (AGA)7 21 55137787 55137807 CTCCCCTCACTCTTTCACCA TGTCCCCTTATTCTTTCCCC 132

Ai05B14130 Araip.B05 14130 p3 (TTG)5 15 55138357 55138371 GAAGCCACTGGTGTTGTTGA CTCACACGCATTCAACCATT 231

Ai05B14131 Araip.B05 14131 p4 (CACG)5 20 55139014 55139033 TTGCCACAAATTCCAAATCA TGTCTTCCATCAAGCTGCAC 276

Ai05B14132 Araip.B05 14132 c (CA)8(GA)18 52 55139912 55139963 AGAAGAGCAAGGGGAGAAGG CGCTGAGGAGAAGATTCAGG 218

Ai05B14133 Araip.B05 14133 c (AG)6aa(AG)6 26 55147874 55147899 ACGGGGTATGAAGGTGATGA TTGCCGCCTTTATAACTTGG 159

Ai05B14134 Araip.B05 14134 p2 (AT)11 22 55152689 55152710 AAACCCCGGTTCTTACATCC CTTTGGCAACTTGTTGGGTT 150

Ai05B14137 Araip.B05 14137 c (A)14gaaagaaaaag(A)1035 55188361 55188395 GAATGAATGCTTGAACAGTGC TTGCTCTTGCCTTTTGGTTT 258

Ai05B14138 Araip.B05 14138 p2 (CA)15 30 55191950 55191979 TCCCTAATTTCCCCAATTCC GGGCTGAGTGGGTGTAGTGT 163

Ai05B14140 Araip.B05 14140 p2 (AT)6 12 55211022 55211033 GCCAAACTAATCATACCCCAAA TTGTTGAGAATTTGAATGGTGG 185

Ai05B14141 Araip.B05 14141 p3 (AAC)5 15 55235069 55235083 TTACTACAACCGCCCGAATC CTGCTGTTGGTATGGAGGGT 262

Ai05B14142 Araip.B05 14142 p2 (TC)7 14 55236674 55236687 AAGAAGCGATGGAGATGAGAA TTGCCTTGCATTTGGTGATA 277

Ai05B14143 Araip.B05 14143 p2 (AT)7 14 55238031 55238044 TGGGGTATTTTGTCCCCTTT CTTGGGACATTGGTTGAGGT 186

Ai05B14144 Araip.B05 14144 p4 (TTTA)7 28 55239543 55239570 GGCAATGAATGAAAATAAGCAA GCATTGCACCCTGTTTTTCT 195

Ai05B14146 Araip.B05 14146 p2 (GA)6 12 55246890 55246901 TATAAGCGCAGCGTCAACAC CGTCCACGTCATTTGCATAC 278

Ai05B14148 Araip.B05 14148 c (T)13aaaacgggggacaggggaatgggaaacgaggatgaaaacgtaggggaggggggtcacgagaaacaagaaaaataa(T)1098 55248040 55248137 CGTCTCCAGTAGCCCATATTC GCCGAGGATTGACTGTGATT 280

Ai05B14149 Araip.B05 14149 p3 (AAC)5 15 55251306 55251320 TTCCAACCAAGGATGGAGAG ATCTGAGGGCTTTGTGGTTG 231

Ai05B14150 Araip.B05 14150 p2 (TC)6 12 55252897 55252908 AGAATGAACTAATGTGCCGGA GAATCCAAGGATTTAGGGGG 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14151 Araip.B05 14151 p2 (TC)7 14 55260775 55260788 ATCATAAATACGCAAGCGGG GGAGGTTGCAAAAGTGGAAG 210

Ai05B14154 Araip.B05 14154 p3 (GAA)5 15 55282096 55282110 CGGTCTTAGGTGCCATCAAT AATTTGGAAGCACAAGTGGG 269

Ai05B14156 Araip.B05 14156 p2 (TC)6 12 55287834 55287845 ATCATAAATACGCAAGCGGG GGTTGCAAAAGTGGAAGTCG 205

Ai05B14162 Araip.B05 14162 p2 (TA)7 14 55314492 55314505 TTGTAGCACGGTGGTGAAAG CATGCAGAGGTGAATCATGC 234

Ai05B14165 Araip.B05 14165 p2 (AT)9 18 55319402 55319419 TTGGTTGGGAAAAGGTGTGT TTCACTTTGGGGCATTTTGT 235

Ai05B14166 Araip.B05 14166 p4 (ATAA)6 24 55322607 55322630 GTGTGGGAAAATGTGGGAAC TGCACTTAACATTGGGGTGA 209

Ai05B14167 Araip.B05 14167 p2 (GT)6 12 55322778 55322789 CACCCCAATGTTAAGTGCAA GGGCTAAGGTAAGGGTGAGG 223

Ai05B14169 Araip.B05 14169 p3 (AAT)6 18 55338205 55338222 AGTGCCGTTACCAAGGAATG TTTTTGGGAAAACGAAAAAGAA 227

Ai05B14173 Araip.B05 14173 p2 (CT)6 12 55382467 55382478 CAGAAAAGGGCAAGAAGCTG GAGGTGATTGGTGAGTGGGT 203

Ai05B14175 Araip.B05 14175 p4 (TTTA)5 20 55411987 55412006 AAAACAGTGCCAAAAAGCGT TCGAACACAGAGAGAGGGAGA 131

Ai05B14177 Araip.B05 14177 p2 (AG)6 12 55432431 55432442 TTCTTATCCTTGCTCCTGCG TCGAATTCTCTCCCTCTCTCA 231

Ai05B14178 Araip.B05 14178 p3 (TTG)6 18 55436480 55436497 TGTTCCCAGTTGAATCCCTC CCCCAGCATCATACAGAGGT 276

Ai05B14179 Araip.B05 14179 c (TA)6tgttctttttttttctt(TA)947 55447223 55447269 TGGGGTATTTTTGTCCCCTT GAAACTTGGGACATTGGTTGA 235

Ai05B14182 Araip.B05 14182 p4 (AAAT)5 20 55506787 55506806 TGCGCCCTATTTCTTCTCC TGCAAATGCAATAAATAAAAGAAAA 250

Ai05B14183 Araip.B05 14183 p2 (GT)6 12 55522757 55522768 TTGTCCCCTGCATTTTCAAT TGTTCTGCCACTCTTTGGCT 279

Ai05B14184 Araip.B05 14184 c (A)10g(A)10 21 55524162 55524182 AAAAAGCAGTGAAGAACAAGGC ATCCATTGATGCTCAAAGCC 202

Ai05B14188 Araip.B05 14188 p2 (TG)9 18 55563747 55563764 GGGCAAAGTTACCCCAATGT TGGTTGTAATGGGGCTAAGG 243

Ai05B14195 Araip.B05 14195 p2 (GA)6 12 55629148 55629159 CTGGCCTTAGGTGCCATAAA TAAGTCCTTGACCCCACAGG 206

Ai05B14196 Araip.B05 14196 p2 (AG)6 12 55633724 55633735 ATAGGTGAGGGGTTTTTGGG TAACGCTAGAAATGGGCACC 272

Ai05B14199 Araip.B05 14199 p2 (TC)8 16 55658014 55658029 CTCAGTGACAGTCGTGGCTC GCAGCTATTGCCTCCTTCAG 279

Ai05B14203 Araip.B05 14203 p4 (AAAT)6 24 55703903 55703926 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 244

Ai05B14204 Araip.B05 14204 p3 (AGA)5 15 55710610 55710624 TGCATCCAAATTTTTCTATCG AAATTTGGTGATTTTTCGCTAAG 272

Ai05B14209 Araip.B05 14209 p2 (TG)8 16 55731103 55731118 AAGACCCACTCCCAGTTGTG TTCAAAGCTCAAGCAAGCAA 242

Ai05B14212 Araip.B05 14212 c (CT)6caattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattttatttttatttttatttc(A)12102 55770786 55770887 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 236

Ai05B14213 Araip.B05 14213 p3 (TAT)5 15 55771130 55771144 ATTCCTCCCCCATCTCATTC GACAAGGAAGAATGGCCAGA 197

Ai05B14215 Araip.B05 14215 p2 (AG)6 12 55819137 55819148 TTTTGGGGTGATTGGTGAAT GCCAGAAATAGGCACAGAGC 240

Ai05B14218 Araip.B05 14218 p2 (TC)7 14 55832485 55832498 GGCCCAGATCCAAGTACAGA AAACAAGAAGAAATCCCAAATCC 161

Ai05B14219 Araip.B05 14219 p2 (AT)7 14 55839904 55839917 AATTAAGGCCCCACAAGAGG CTGTTGAGTCAGTGGTTCAAGTT 234

Ai05B14220 Araip.B05 14220 p2 (AT)8 16 55844957 55844972 TGCTATTCACATCATCCAATCA GGATCGTGCAACGGTTAAGT 239

Ai05B14222 Araip.B05 14222 p6 (TTTATT)5 30 55850619 55850648 CTCACTTGGAGCTTCTTGCC AAGGAAGAAAGTTATTTGTGCCA 233

Ai05B14223 Araip.B05 14223 c (A)10gtagc(A)10 25 55860259 55860283 TGAAGCAAGAAAAAGCAGCA GCACCTGATAGAAGTGTTCGTG 149

Ai05B14226 Araip.B05 14226 p3 (TGA)6 18 55892477 55892494 TTCTTTCAAAGGTTGGGTGTT TTTTCGCAAGGAAAGAATGG 259

Ai05B14228 Araip.B05 14228 p3 (ACA)6 18 55898548 55898565 GTAAAAGCCCCCATCTCACC ACATGACAGAGCACAATGGC 239

Ai05B14229 Araip.B05 14229 p2 (AT)7 14 55902426 55902439 CGTTTGAACCGAACGATTTT GAGAAGACGAGTTTGTCGGC 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14230 Araip.B05 14230 p3 (AAG)5 15 55911694 55911708 CTGAGAACTGGCCTACAGCC CACTTCCCCTCTTCGTCTTG 232

Ai05B14231 Araip.B05 14231 p3 (ATT)5 15 55914814 55914828 TGCACCTTGGGTTATGGATT TTGACCCGGATTGGTTTCTA 227

Ai05B14233 Araip.B05 14233 p3 (CAT)5 15 55916236 55916250 TCTTCATGTCGTTGCTCCAC TCAAGTGGCTTAATCTGGGG 268

Ai05B14236 Araip.B05 14236 p3 (ATT)15 45 55920614 55920658 TCAGTGTGGGTCTTCTGTTCA CATTGTTACCGAAGTTACCGAA 244

Ai05B14238 Araip.B05 14238 p2 (AT)14 28 55925966 55925993 ACTTGGAAAATCCAACATGG CTCAAGGAATTGCAGGGAAG 216

Ai05B14242 Araip.B05 14242 p3 (TTA)6 18 55936183 55936200 TTTGCCCAAATTTTCCCTTT GGAAGCATGCTCATGTGAAA 198

Ai05B14243 Araip.B05 14243 c (T)10ccttttcgttttttccaaaataattttc(A)1149 55942693 55942741 ATTTTTGTGGAAGACCGCAC GGATTGGGTTTGGTGTTTTG 243

Ai05B14249 Araip.B05 14249 c (CT)6aattttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattattttttttatttgaattttc(A)1199 55986047 55986145 TGTTTGTTTCTTATCTTTTTCAAAACT TCGGATTTTTGGTGATGTGA 280

Ai05B14250 Araip.B05 14250 p3 (TAT)6 18 55986374 55986391 TCACATCACCAAAAATCCGA GTTCTTGTCCTTGCTCCTGC 172

Ai05B14251 Araip.B05 14251 p3 (TCT)5 15 55993713 55993727 CCCTCTCTCAACCCCTTTTC AAGTGTAGTGCCACCGGAAG 143

Ai05B14255 Araip.B05 14255 p3 (AGA)6 18 56008297 56008314 AATGCATTTGAGGCATCTCC CACACATCCCTCCATCTCCT 279

Ai05B14256 Araip.B05 14256 p2 (AG)6 12 56011627 56011638 GGAGAAGAAAAGAGAGAGAGGGA TTTCCTATCTTTTTCAAAACCACC 211

Ai05B14260 Araip.B05 14260 c (T)10cgaaaacaaaggagaaatttttgaaagatttttgaaaa(T)1159 56013005 56013063 CAGGCTTCAACATGCTTCAT TCGAGTTTGGACAACTGACG 228

Ai05B14265 Araip.B05 14265 p5 (TAAAA)5 25 56056545 56056569 TGATGCGGATTGCAAATAAA AAATCCTCACCCGCATTTTT 179

Ai05B14266 Araip.B05 14266 p2 (GT)10 20 56060545 56060564 CAAATTTTTAGTTGTTTGCCAATG GCTGATGACAGTGCTGGAGA 250

Ai05B14268 Araip.B05 14268 p2 (AT)11 22 56065459 56065480 TTTATTTAGCAGCCTCACGGA AAAATCACAAACATTAAGAACAAAACA 179

Ai05B14270 Araip.B05 14270 p2 (AT)7 14 56067574 56067587 CGGTACGAACCGATCAAATC TTGAGTTAAGTATTTCCATGTATGTGT 256

Ai05B14272 Araip.B05 14272 p2 (GT)7 14 56089505 56089518 CTAGTCAGCCGCACTTTTCC GTTCACTAAAGGATCGCCCA 274

Ai05B14273 Araip.B05 14273 p2 (CT)6 12 56129992 56130003 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 234

Ai05B14274 Araip.B05 14274 p2 (AG)7 14 56130488 56130501 AATGAATGCGTGAACAGTGC GCCTTTTGGTTTAAAGGGCT 255

Ai05B14276 Araip.B05 14276 p2 (TC)9 18 56140784 56140801 GGCCCAGATCCAAGTACAGA CAAAGGAACGTAAAACCTGGA 204

Ai05B14277 Araip.B05 14277 p2 (TA)6 12 56147890 56147901 CAAAATCCAGTGAGGGTTCAA GTGATGGAATGTCGTGCAAT 280

Ai05B14278 Araip.B05 14278 p2 (TC)6 12 56148769 56148780 TAAAGTGTGGGAATGCACCC TTGCAACATGGAAGAAATTCA 240

Ai05B14281 Araip.B05 14281 c (A)10tttctgtt(TA)9 36 56175985 56176020 AGTGTAGCCTTTTGTCCCTCA TCATCCCAATATTTTTGGTTCAT 272

Ai05B14285 Araip.B05 14285 c (TC)11(AC)7 36 56211134 56211169 GTCGCCATAAGTGTCACCAA CAGCCACTAGCACCGTAACA 186

Ai05B14286 Araip.B05 14286 p3 (TTG)18 54 56215291 56215344 GAAGGGTGGATGAGATGGAA CCAAGCAGAGAAACCCAGAA 269

Ai05B14287 Araip.B05 14287 c (AT)8a(AT)7 31 56216394 56216424 TCGACAGCCATTATTCACACA TTGCGGGTCGACACTAGTAA 151

Ai05B14288 Araip.B05 14288 c (A)11c(A)11caaaactttcttttctccaggtttagtattttcctcgttttttctttaattttctctaatccctcactttcaatacttga(T)10113 56218249 56218361 TTTAAGGAAAACATACACCGTCA TTTAAATCCCTGGCACTTGTTT 280

Ai05B14289 Araip.B05 14289 p2 (TA)6 12 56218805 56218816 GGTTTGTCTGGAGATCCAAGT TCGAGTCGTCTCTTACGGAAA 197

Ai05B14292 Araip.B05 14292 p3 (GTT)5 15 56220473 56220487 CTCCCATTCTTTTCAGCAGC TGGGGTTTCTAGAGGGGTCT 114

Ai05B14293 Araip.B05 14293 p3 (GGA)5 15 56220819 56220833 GGGATAAGAGCATGTTGGGA CCCATCAGCAAGTCCAATTT 155

Ai05B14294 Araip.B05 14294 p3 (GGT)5 15 56221003 56221017 GTAGTGCTTGGGCTTGTGCT CAAGGAGTGCCTCAAGAACC 279

Ai05B14296 Araip.B05 14296 p2 (CT)9 18 56223952 56223969 GCACAATGCATAATTGACCG GAGGTGATTATCGGAGGTGG 144

Ai05B14297 Araip.B05 14297 p2 (TA)6 12 56234599 56234610 TTGTGCTTTTCAGATGCAGG AGCCAAGACCGACTAGAGCA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14298 Araip.B05 14298 p4 (AAAT)5 20 56240805 56240824 TCCTTTTCAAAACATCCTAACCA CCATGATGGAAAAAGGGAGA 157

Ai05B14300 Araip.B05 14300 c (A)13gagcatcggcgcccaagcgcgctgt(GC)650 56256567 56256616 TTGTTGAATTGCATTTTTCTTG AGGCATAAAGTGGGCACAAC 245

Ai05B14303 Araip.B05 14303 p2 (AG)6 12 56261215 56261226 TGAACCCAAGGATTGAGGAG AGATCCATCAATGGTTCATCA 269

Ai05B14311 Araip.B05 14311 c (GC)6acagcacgcttgcgcgtggatgcccgtg(T)1050 56315777 56315826 AGCGACGTGTACGCACATAG AGGAAAGTGCCCTGTTTTTG 244

Ai05B14312 Araip.B05 14312 p3 (TAA)5 15 56320283 56320297 CAAGGAATTGCAGGGAGGTA TCCAGTTCTTATACCTTGCCA 145

Ai05B14313 Araip.B05 14313 p3 (GAA)5 15 56328755 56328769 CGGTCTTAGGTGCCATCAAT TAACCCCTCTCCCTCCCTTA 233

Ai05B14315 Araip.B05 14315 p2 (GC)6 12 56347760 56347771 CAGGCATAGAAGTGGCACAA ACCCTTGCAATTCAACCATC 277

Ai05B14319 Araip.B05 14319 p2 (TA)7 14 56395294 56395307 TGAACTTTACTTTGGGGCTTTT TTGGTATGGGAAACTTGGGA 230

Ai05B14321 Araip.B05 14321 p2 (AT)11 22 56401422 56401443 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 183

Ai05B14324 Araip.B05 14324 p2 (TA)8 16 56460092 56460107 TGCATTTCCTTTCCAATTCA TCAAGTGTGGGGGAATTTGT 276

Ai05B14326 Araip.B05 14326 p2 (GC)6 12 56476599 56476610 AACATCCGGGGCTTAGAAAT CCCAAAATGAGCTGCAAAAT 148

Ai05B14327 Araip.B05 14327 p2 (CT)6 12 56481353 56481364 GAGAGCTCGCCAATTTTCAC TTAAACCTGGATCGAGAGTCAC 133

Ai05B14330 Araip.B05 14330 c (A)10ttttttttcaaaaatatttcaaaaattttctcctttgttttcgaaaaattt(A)1071 56506443 56506513 CGGTTCATCTTGTTGCTCAG GCCTAACATGCCCTATCCAG 258

Ai05B14332 Araip.B05 14332 p3 (TTC)5 15 56509991 56510005 CCACTCACATCCATCTCCCT GCTTTTGTCTTCCCTTTCCC 271

Ai05B14333 Araip.B05 14333 p2 (TA)7 14 56514574 56514587 CACAAAATTCAGTGAGGGTTCA TTCACATTCTCAAGGAGCCA 167

Ai05B14334 Araip.B05 14334 p2 (TA)6 12 56549843 56549854 GGTTTATCAACCTCCCCACA TTTCTCTCGCCCATCTCAAT 278

Ai05B14335 Araip.B05 14335 p3 (CAA)6 18 56559909 56559926 TCATGATGGGCTGCAATAAA GACTTCAATGGTGGCACAAA 280

Ai05B14337 Araip.B05 14337 p3 (TTA)11 33 56566594 56566626 TGCAATGAATGAAAACAAGGAA TTGCACCCTGTTTTTCTCCT 257

Ai05B14348 Araip.B05 14348 c (A)12ccgaaatacccaaagaaaaccg(A)1044 56614920 56614963 AACCCTAAAAAGCATTGGAAA GCGGTTTTTGGGTTTTTATG 238

Ai05B14353 Araip.B05 14353 c (A)13ccgaaatacccaaagaaaaccgt(A)1046 56628423 56628468 CCTAAAAAGCACTGGAAATCCT GGTTTTCTGGGGTTTTAGGGT 218

Ai05B14357 Araip.B05 14357 p2 (AT)19 38 56691161 56691198 GGACCTCAACAGGACACGAT CAATTCTGTTCCCAACGCTT 257

Ai05B14359 Araip.B05 14359 p3 (GAA)5 15 56709250 56709264 GCTTTTGTCTTCCCTTTCCC TCTTGGCCGAAATACACCTC 196

Ai05B14362 Araip.B05 14362 p3 (ACC)5 15 56780174 56780188 TCCTGCAAATTACCCATTCC GTAATGGTGGAGAGGGGGTT 188

Ai05B14363 Araip.B05 14363 p2 (AT)11 22 56783905 56783926 GGAAGCATGCTCATGTGAAA TGCCCAGATTTTCTCACTTTG 220

Ai05B14366 Araip.B05 14366 p3 (TTC)6 18 56788209 56788226 ATATGGCCGAACCTTAACCC TAGTGGGACCTTTCCCCTTT 280

Ai05B14368 Araip.B05 14368 p2 (AG)6 12 56800225 56800236 TCAAATAACTGTCTGTAACACGGAA GGGAATGCTTCCATTCAAAA 244

Ai05B14369 Araip.B05 14369 p2 (GA)8 16 56802938 56802953 AAGAAAGAAGAAGGGGGTGG CAGATCACGCGAACCCTATT 131

Ai05B14370 Araip.B05 14370 c (AT)6ac(AT)9 32 56815683 56815714 CTTCTTGAACAGGTCAGGGC CATGCATAATCAATCCGCAA 236

Ai05B14371 Araip.B05 14371 p3 (GAT)5 15 56816813 56816827 CAAGAAGGAGAAGATGAACAAAAA CAAGTACAGACCAAATGCACCT 210

Ai05B14372 Araip.B05 14372 p2 (AT)6 12 56817903 56817914 GCTCGCAGAGTTTAAGCCAG TTGTGCTTTTCAGATGCAGG 244

Ai05B14373 Araip.B05 14373 p2 (TA)12 24 56821381 56821404 TCGAAAATCCAAATCACACG TCAGATGACGAACGAGATGC 126

Ai05B14374 Araip.B05 14374 p2 (TA)9 18 56845709 56845726 CCGATTCTTACATCCTCCCC TGCTTTGACAACTTGTTGGG 144

Ai05B14382 Araip.B05 14382 p3 (CCT)5 15 56878808 56878822 GAACTCAAGTGCCTCTTGCC TACCTTCGGCTCAGGAAAAA 132

Ai05B14387 Araip.B05 14387 c (AT)6aataagcttagtaaaaaataatgagaatttctcaaggattttatctatagggtaccccaattgattg(A)1089 56914374 56914462 AAGTGTGGGGAGGTCATCTG GCTCAAAACATGTTCCACAATG 250
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Ai05B14388 Araip.B05 14388 p2 (AT)7 14 56914988 56915001 TTGATTTTGGGAGAGTTGGG TTCACTTTGGGGCATTTTGT 260

Ai05B14394 Araip.B05 14394 p3 (AGA)5 15 56941493 56941507 CTGGCCTTAGGTTCCATCAA ACCCACCTCACCCTCTCTCT 214

Ai05B14402 Araip.B05 14402 p2 (AG)6 12 57027434 57027445 GATCTCAGGGGCTCAATGAA CCACAAGGGAGCATTAGGAA 272

Ai05B14404 Araip.B05 14404 p2 (TA)8 16 57049588 57049603 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 270

Ai05B14405 Araip.B05 14405 c (TA)7(T)10cctttttgtttttctc(AT)2182 57058994 57059075 TTCACTTTGGGGCAATTTGT TGGGAAAGTTGGGAACATTG 279

Ai05B14409 Araip.B05 14409 p3 (TTG)8 24 57098976 57098999 AAAATGGCGTCGTTTGATTC TTGCTGAAATTTGACAAGTGC 168

Ai05B14412 Araip.B05 14412 c (C)17(T)10 27 57121904 57121930 CTTCCAGCATCTTTCAAGCC ATGGTGCAAGCATGTGACTG 242

Ai05B14414 Araip.B05 14414 p4 (TTAA)5 20 57134654 57134673 GAAAACTGCTTAGACAGAAGGCA CATGGAAAAGCTTGTGGGAT 130

Ai05B14415 Araip.B05 14415 p2 (TA)6 12 57136896 57136907 TCAAACACACTAAAGTTTTGGCA TGGAGGCTTCATCATCCATT 256

Ai05B14417 Araip.B05 14417 p2 (AG)6 12 57173304 57173315 GCAACTGGAAATTTGGAGGA GGGAGCTCGAATTGTATGGA 172

Ai05B14419 Araip.B05 14419 p2 (AG)6 12 57177958 57177969 TGAAAGCAATCAAGGAAACTCA GGGAGCTCGAATTGTATGGA 193

Ai05B14424 Araip.B05 14424 p2 (TC)6 12 57215329 57215340 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 214

Ai05B14427 Araip.B05 14427 p2 (CT)6 12 57238726 57238737 CCGAAATACCTCAAGTTGCAC CATCCATTCATGAGGAGGCT 259

Ai05B14429 Araip.B05 14429 p3 (TTG)5 15 57261715 57261729 CCAGTTGAATCCCTCTGGAA GTGGTGGCTGTTAACCCACT 171

Ai05B14430 Araip.B05 14430 p3 (TGA)5 15 57271218 57271232 TTGGGGAACAAGCAACTTTT TTTTGGAGTTCGCTTGCTTT 144

Ai05B14432 Araip.B05 14432 p2 (CT)6 12 57288170 57288181 TTCCCTCCAAAATTCTCAAAAA CCTCAGGGTTATTTCCACGA 280

Ai05B14434 Araip.B05 14434 p2 (TG)6 12 57301044 57301055 TAGGGGACAAAACTACCCCG TTTCAAGGTTGTAATGGGGC 252

Ai05B14439 Araip.B05 14439 p2 (AG)6 12 57368180 57368191 TGATCAATTCAAATGCTGGAA CATAGCGATTTCTGAAGCCC 273

Ai05B14440 Araip.B05 14440 p2 (TA)6 12 57369066 57369077 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 274

Ai05B14443 Araip.B05 14443 p2 (AG)6 12 57379430 57379441 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 251

Ai05B14453 Araip.B05 14453 c (A)12gaagagaaaga(T)1033 57474685 57474717 GGAGTTTGGGTACCTGCTCA TTCGCATTCCACACTCATGT 244

Ai05B14455 Araip.B05 14455 p2 (TA)6 12 57523006 57523017 GCGATGAAACTAGGAAACGG GGATCCTAACCTCCCACCAT 275

Ai05B14456 Araip.B05 14456 p2 (TA)13 26 57526767 57526792 TCCTCAAGCAAAGAAGAACTGA CAATATAACCCCAACGCCAC 262

Ai05B14458 Araip.B05 14458 p3 (AAT)5 15 57545909 57545923 ATGGAAGGATCAGCAGAAGC GCCTCCAAATTTCTGATGGA 219

Ai05B14459 Araip.B05 14459 p3 (AAT)5 15 57548344 57548358 ATGGAAGGATCAGCAGAAGC GCCTCCAAATTTCTGATGGA 219

Ai05B14461 Araip.B05 14461 p3 (ACC)6 18 57569377 57569394 AGAGCAGCAGTAGAGGCAGC AGCGGGAGAGTTAGGGAGAG 246

Ai05B14462 Araip.B05 14462 p2 (AT)7 14 57570729 57570742 TATTTGGGAATTGGGTGCAT TACTTTGGGGCATTTTGTCC 229

Ai05B14464 Araip.B05 14464 c (AC)7(AT)14 42 57576561 57576602 TTGCTTGTTTCTCAAGCCCT AACCTTCAGCAGAGGCAAAA 149

Ai05B14465 Araip.B05 14465 p2 (AG)8 16 57598467 57598482 GCTGTTTGGCATCACTTTCA GCAAGGAGGTGAGATTTGGA 230

Ai05B14467 Araip.B05 14467 c (T)10cg(A)10 22 57612106 57612127 TGTTCTTCGCGTTCATCTTG TTTGAATTTTGAAATTTGATTTCTG 225

Ai05B14469 Araip.B05 14469 p2 (AT)6 12 57669753 57669764 CCCTCCTCTATTTTCCCCCT AAAAATAATTGTTTGAGCTCATTGAT 248

Ai05B14470 Araip.B05 14470 p2 (TA)6 12 57674851 57674862 TGTTTTTCACAGCGAAGTGG GCTTTCCTGTCGATTTGACC 250

Ai05B14471 Araip.B05 14471 p3 (TTA)8 24 57677962 57677985 TTACTTTGGGGCGTTTTGTC GTGGAGAAATTGGCTTTGGA 215

Ai05B14480 Araip.B05 14480 p2 (AT)7 14 57772277 57772290 CTCTGTACGAAGACGCCGAT TCTCCGTCCTATTGTCTCCG 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14484 Araip.B05 14484 p2 (CT)6 12 57797547 57797558 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGGTTCG 280

Ai05B14485 Araip.B05 14485 p2 (CT)6 12 57797773 57797784 TCGAAAACTTTCCCCTCTCA GAGCATTGTTGAGACTCCCC 252

Ai05B14490 Araip.B05 14490 c (A)13tccaaacccc(CT)635 57814211 57814245 TCGAAAACTTTCCCCTCTCA GTTCTTGTCCTTGCTCCTGC 250

Ai05B14493 Araip.B05 14493 p2 (TA)7 14 57821662 57821675 TATCATCGTCCGTCACAAGG TTTTCAACGTCAACCATCACA 202

Ai05B14494 Araip.B05 14494 p2 (AT)6 12 57831612 57831623 CCAATGCAAACACCATGAAG GGGGACAAAATTACCCCAAT 277

Ai05B14503 Araip.B05 14503 p3 (AAC)5 15 57914440 57914454 TCGATGCCATAAACGCTATC TCGTCCAAAATATAAGACAAGCAA 280

Ai05B14506 Araip.B05 14506 p5 (AAAAT)7 35 57958067 57958101 TTGCCAGTGAGCTCCTTTTT TGAAGGCAATGTTGAGCAAG 274

Ai05B14511 Araip.B05 14511 p2 (TA)6 12 58016388 58016399 CAGAATCACAACAATCCACACA TCAATGTGAATCTTAGGATGGC 248

Ai05B14513 Araip.B05 14513 p2 (TA)11 22 58021301 58021322 GGGTTCAATAGCTCATCTCCA TGGAATCTTATGCAATGCAATC 269

Ai05B14515 Araip.B05 14515 p3 (CTT)5 15 58032256 58032270 CCAATGTGAGATCCATTCCC AATTGATGCTGAGGAGGGTG 242

Ai05B14518 Araip.B05 14518 p2 (TA)6 12 58045126 58045137 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 232

Ai05B14520 Araip.B05 14520 p3 (CTT)5 15 58049571 58049585 TCTTCATTGCTTTCCAAGGG AATTGATGCTGAGGAGGGTG 132

Ai05B14522 Araip.B05 14522 p2 (AC)6 12 58068834 58068845 GGGCTAAGGTAAGGGTGAGG CAAAAGTGGGAATTTTGGGT 143

Ai05B14523 Araip.B05 14523 p2 (AC)6 12 58085346 58085357 GGGCTAAGGTAAGGGTGAGG GGGATAAAATTACCCCAATGC 232

Ai05B14524 Araip.B05 14524 p3 (ACA)6 18 58166270 58166287 CCCCAGCATCATACAGAGGT TGGTTGCTCTTCTGCCTCTT 202

Ai05B14525 Araip.B05 14525 p2 (AT)11 22 58171236 58171257 TTTCATGGTTTTTAGATGAGCG TGGTCTGCCATCGCATATAG 249

Ai05B14526 Araip.B05 14526 p2 (TA)9 18 58177652 58177669 CATGACTAAGGTTTGGATGGGT CAGAAATTGCACATGCAAAAA 244

Ai05B14528 Araip.B05 14528 c (T)10attccatgtgcattgcttttattttgcattggggaatttttttttgtatccccttttattaaatgctaaa(T)1090 58186472 58186561 TCCCACTTATTGTTACATGCTCA GGGAAACCTTTTGGGAACAT 256

Ai05B14529 Araip.B05 14529 p3 (CAA)6 18 58201339 58201356 GGCATGAAGTCTCGGGATAA GACTTTGTTGTGGTGGGGAG 279

Ai05B14530 Araip.B05 14530 p2 (TC)8 16 58218344 58218359 AAACCTGGAACTCAAAAGAAATTG CGCGATCTGCAAAAATAACA 272

Ai05B14531 Araip.B05 14531 p2 (AC)7 14 58220725 58220738 AAGTGAACCAAACCAGCCAC CACAAAGCCCTAGGAACCAA 261

Ai05B14532 Araip.B05 14532 p2 (TA)9 18 58224925 58224942 TCAATGTGAATCTTTGAATGGC GCTTGATTTGCACTCTTAGCTT 251

Ai05B14538 Araip.B05 14538 p3 (AAT)11 33 58257076 58257108 AAGAAGCTCAACATGATATTTCTTAAA GCTCAACCAGAACTTCCTCG 174

Ai05B14543 Araip.B05 14543 p2 (TA)7 14 58301300 58301313 GGCATTTTTGTCCCCTTTTT TTGGGACATTGGTTGAGACA 217

Ai05B14545 Araip.B05 14545 c (GC)6acagcgtgcttgcgcaccgatgccc(T)1451 58302792 58302842 AGGCATAAAGTGGGCACAAC AGGAGAATGCCCTGTTTTTC 129

Ai05B14548 Araip.B05 14548 p3 (AGA)12 36 58314870 58314905 CCTCCCTCAGCAACAACAAT TTACGTACGCCACCGATCTT 260

Ai05B14549 Araip.B05 14549 p3 (TTC)5 15 58315055 58315069 AAGAAGTGGCGTCGGTGTAG CTGCAAAGGGGAAAGTGAAG 205

Ai05B14563 Araip.B05 14563 p2 (TC)8 16 58390501 58390516 CGACAACACTGTTATTCGGC TCTTAGAGCTGCGAGGAAGC 210

Ai05B14564 Araip.B05 14564 p2 (TG)7 14 58390896 58390909 CTCATCCCTCTCTTCCTCCC CTAACTTAACCGCCTCACCG 156

Ai05B14566 Araip.B05 14566 c (T)10a(T)10 21 58405511 58405531 GGCATTTTTGTCCCCTTTTT TTGGGAATTGGGTACATGCT 177

Ai05B14572 Araip.B05 14572 p2 (AT)6 12 58452748 58452759 AAAGCGTAGTTATTTTGCGAGG CTTTTTGAACAGGTCAGGGC 251

Ai05B14573 Araip.B05 14573 p3 (ATC)5 15 58454397 58454411 CTGCCCAGGTATCTCATTCA GGGGTAAAGGTGTTGATGGA 268

Ai05B14574 Araip.B05 14574 p2 (AT)10 20 58459248 58459267 TAACACCCCAACCACACAAA TTCAAGGCTCCTAGTTACGCA 138

Ai05B14579 Araip.B05 14579 p2 (CT)6 12 58557138 58557149 TCTCGGCTCAGAAAACACAA ACATTGAACCTGGGATCGAG 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14585 Araip.B05 14585 p4 (TTTA)9 36 58608222 58608257 CCAATGGAGGGTATGCAGAT TCCTTACCACTTTCTCTCCCC 258

Ai05B14588 Araip.B05 14588 p2 (CA)6 12 58616184 58616195 CGCAAGTGTATAGGGTGATCC CAAAAGTGGGAATTTTGGGT 272

Ai05B14589 Araip.B05 14589 p4 (TATT)5 20 58616329 58616348 CCTAGCTACCCAAAATTCCCA ATGTGAAACCAGAAAACCCA 221

Ai05B14591 Araip.B05 14591 p3 (TTC)5 15 58633531 58633545 GGGATTTGTGCACCATTTTT TTTGAAAAACTCAACAAGAACACAA 247

Ai05B14593 Araip.B05 14593 p3 (AAT)7 21 58640138 58640158 TGAAGCAAGAAAAAGCAGCA TTTTTGCGCTTACCTTTTGG 170

Ai05B14595 Araip.B05 14595 p3 (GGT)5 15 58670582 58670596 ATGGAACATAGAGATGGCGG CGTCGTATGGATTGCACAAC 278

Ai05B14597 Araip.B05 14597 p4 (ATTT)6 24 58697157 58697180 TGTTTGATTGCTTAGTTAGGCG CAGAGTGCAAAGAACTCCCA 272

Ai05B14600 Araip.B05 14600 p4 (ATTT)7 28 58717918 58717945 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 166

Ai05B14601 Araip.B05 14601 p3 (ATT)14 42 58718447 58718488 TCGAAAACCAAAGGAAAATCA CAATTGGCTAGAGCGTTGGT 181

Ai05B14604 Araip.B05 14604 c (AG)7ggttcgaattatgagtagaacagaagtgttagtaattaaataaaataaatagaaagagat(GA)992 58757723 58757814 GAAGGAAGAAGAAATTCGAACA CGAAAACAACTAACCACTTTTTCA 280

Ai05B14606 Araip.B05 14606 c (T)10ggttttatgattttattaa(T)1039 58758832 58758870 AAAACACGCAATTGACACCA AGGGGATTGTTCGAGTTTGA 194

Ai05B14612 Araip.B05 14612 c (AT)10aaaataagctttgtcaaaataatgaaattttccaagaaattttatct(TA)985 58849118 58849202 ATCAGTGAGCTTGGTTTGCC AGCTCAAAACATGATCCACAA 220

Ai05B14613 Araip.B05 14613 p2 (AT)9 18 58849732 58849749 TAAGTGTGGGGAAACTTGGG GGGACATTTTTGTCCCCTTT 206

Ai05B14619 Araip.B05 14619 p4 (TATG)18 72 58864431 58864502 TCTTGTAAAGAGGGTGAAGAGC CCTTTGAAAAACTCAAAACCG 255

Ai05B14620 Araip.B05 14620 p2 (AT)6 12 58864970 58864981 CCAAGAAAACGAAGAATCGG AGTGCGGAGCTATAGGAGCA 206

Ai05B14621 Araip.B05 14621 p2 (CT)9 18 58866627 58866644 CTAATTGGCCGAACTCCAAA CCATTTTGATCCTCCTGCAT 253

Ai05B14622 Araip.B05 14622 p3 (AAT)5 15 58866855 58866869 ATGCAGGAGGATCAAAATGG GTCTCCCCATCGCTGTAAGA 224

Ai05B14623 Araip.B05 14623 p3 (TTA)8 24 58871698 58871721 TTGCATCAATTAAAGCGCAG AAGAATGGCCAGAGCGAATA 124

Ai05B14624 Araip.B05 14624 c* (TAA)17(TAAC)5*68 58879177 58879244 CGACAATAACAACAGTTACTAACAAGG GTGGCTGGATACATCGAACA 259

Ai05B14625 Araip.B05 14625 p2 (CT)8 16 58888353 58888368 ACGGGAGTTACGAAGCTCAA CTTGCCACCACATCATCATC 157

Ai05B14626 Araip.B05 14626 p3 (ATA)5 15 58888543 58888557 GATGATGATGTGGTGGCAAG TTCATTTTGACGAGCCGATT 214

Ai05B14628 Araip.B05 14628 p2 (CA)6 12 58915761 58915772 ACCAATTCACAACCCCAAAC CCCTAACTCTGCCTTGTTCG 212

Ai05B14632 Araip.B05 14632 p3 (ATG)5 15 58961278 58961292 CACCGTGACTCTCCCTTTTC TGGATTATCAAATCGCGTCA 222

Ai05B14633 Araip.B05 14633 c (T)14gctagaactagttgacctatttggatggccatttttgttattatttgatattatagtgagtaaaaaaaatatttgggctaagagc(T)10109 58961521 58961629 TTTGTTCTGACGCGATTTGA CCTCAAAATACTAATAGTCCAAGAAAA 275

Ai05B14634 Araip.B05 14634 p2 (TA)6 12 58966367 58966378 TCTGCAGCAAGATGTTAGGC CGTACAACAAGCAAATAGGGG 206

Ai05B14635 Araip.B05 14635 c (TC)11tatat(TA)8 43 58966960 58967002 GGGTTTGTTTTGACGGCTTA CTAAGCCTTACCTCATGCCG 192

Ai05B14636 Araip.B05 14636 p2 (TC)7 14 58968328 58968341 TCTCTCATCTCATTCGCACG CCCCTCCAAAAATGAGAACA 223

Ai05B14637 Araip.B05 14637 p2 (AT)8 16 58969507 58969522 AGGCTGACGAAGTCTTTCCA CTTGACTTCGAGAAGAGCCG 194

Ai05B14640 Araip.B05 14640 p3 (AGA)6 18 58993391 58993408 GGCTCGAACAAATCCTGGTA AACCACATCTCCCTCTCCCT 278

Ai05B14648 Araip.B05 14648 p2 (TA)10 20 59032396 59032415 GGCTTAATGAGCCACGGTTA TGCTTGTCCTCAAGCAAAGA 249

Ai05B14649 Araip.B05 14649 p4 (AAGA)6 24 59036673 59036696 GTCCTTGTTTCCCCCTCTCT CTCTCTCGGATCTCCCTTCC 162

Ai05B14650 Araip.B05 14650 p2 (TA)7 14 59040319 59040332 GGATGACGAAGTTCGGAAGA CCGTATAACCACCCCAAGAA 253

Ai05B14651 Araip.B05 14651 p2 (CA)6 12 59051919 59051930 GGCGTTGTCAGGAGAGAGAG GCGTACCCATTTCCTACCCT 193

Ai05B14656 Araip.B05 14656 p2 (TG)13 26 59099372 59099397 TCTACAGTCACATCTTGTGCCA TGATCCAAAGTATGAAGGGAA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14660 Araip.B05 14660 p2 (TA)7 14 59126936 59126949 TGTTGAATGCTGCGAATAGTG TTTCTTATGGCCAAGTTCGG 274

Ai05B14662 Araip.B05 14662 p2 (GA)6 12 59138529 59138540 ACGAAGCCAAAACGAAAGAA CGAAATTTTGGTGGGGTTTA 104

Ai05B14664 Araip.B05 14664 p2 (CT)6 12 59150594 59150605 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTTTGGATGGGAG 256

Ai05B14668 Araip.B05 14668 p3 (GAG)5 15 59174564 59174578 GCTTCTGGTGAGTCTGAGGG TAGCTCCTAGCTCTCGGGTG 235

Ai05B14670 Araip.B05 14670 p4 (TATC)5 20 59199332 59199351 AAGGAAAACAATTAGGAGGGG GCATTCTTGCAAGTTGCTTC 255

Ai05B14671 Araip.B05 14671 p2 (AT)6 12 59209235 59209246 AGTGGTGGAATCTCATGCAA CCAGTGAGGGTTCAATAGCTC 276

Ai05B14673 Araip.B05 14673 p2 (AT)10 20 59216955 59216974 CCTACATGCATCTTGCAATTC CACAAAATTCAGTGAGGGTTCA 248

Ai05B14676 Araip.B05 14676 c (T)10cgccta(T)10 26 59246643 59246668 TTGGCTTTTTCTGCTTGCTT TGCTTCCTGTTTGCTGAATG 253

Ai05B14678 Araip.B05 14678 p2 (GA)6 12 59247510 59247521 GAGAAAGAGTTAGTTAGGTGGTTTTGA AACTTCCCAACTTCTTATCTTTTCA 263

Ai05B14679 Araip.B05 14679 c (AT)10agcaagatgcatatgcaagtgacaccaaacttataatgtgactcaagatttaaacaagaaacatgaactatttttga(T)10107 59247662 59247768 TTGGGAAGTTAGAGAAGATATTTTGAA GCTTTAGAGCATAAGATTCCTGG 278

Ai05B14682 Araip.B05 14682 p2 (CT)6 12 59259959 59259970 GGAACATTGAACCTGGAATGA ATTTGGCCCAGAAAACACAG 199

Ai05B14689 Araip.B05 14689 p2 (TA)8 16 59323389 59323404 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 221

Ai05B14695 Araip.B05 14695 p2 (TA)6 12 59356352 59356363 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai05B14696 Araip.B05 14696 p2 (GA)6 12 59362049 59362060 CAACGAAGCCAAAAGGAAAG CTTTCCCCGAACAGAAATGA 210

Ai05B14697 Araip.B05 14697 c (AT)7aa(AT)8aaatataaaataaataaataaataagagaaaaaaagat(A)1080 59385901 59385980 GACAAGATATTGGGAATTTGGG TGGGGTAATTTTGTCCCCTT 244

Ai05B14701 Araip.B05 14701 p2 (GA)6 12 59406243 59406254 ACTGCAAAACCAACCACACA TCAATTCCACACTCCACTCG 229

Ai05B14708 Araip.B05 14708 p3 (TTC)5 15 59424050 59424064 ATTGTTCGAGCCTGGACATC CAACTTCCCTCCCTTTCCTC 239

Ai05B14709 Araip.B05 14709 p2 (AC)6 12 59434923 59434934 ATGGCCAAGTGAGCTGAAAT GGGGACAAAATTACCCCAAT 213

Ai05B14711 Araip.B05 14711 p2 (AC)6 12 59441012 59441023 TTTTCAGGGTTGTAATGGGG TTGTGATGCAAAAGTGGGAA 166

Ai05B14717 Araip.B05 14717 p2 (TA)6 12 59476537 59476548 TTGTGGGGTCAAATTCAATAA CAAAAAGAATACTAAAAAGACACCAAA 154

Ai05B14718 Araip.B05 14718 p2 (GA)6 12 59479369 59479380 TTAGAATGTTGCTCGCCCTC CCTAAATTGGTGCAGGGATG 265

Ai05B14724 Araip.B05 14724 c (A)10ggactttcggcagaagaacggctggttatattagtttgtgtg(T)1062 59501922 59501983 CCCGCGTATATGACAGGACT CATCGCAAACCAAACAAGTG 228

Ai05B14727 Araip.B05 14727 c (T)11cgtttaaaaaaaattaattagttaataaaaaaaaagaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7101 59538579 59538679 CCTGGACTGTTCACTTCCACT TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai05B14732 Araip.B05 14732 p2 (AT)9 18 59595970 59595987 TGTGCGTGGAGGATAATCAA CAAACATCAACACACACCATCA 272

Ai05B14734 Araip.B05 14734 c (CA)6tgatccttcct(A)1134 59614483 59614516 TTCCTTATCGCGCTCTTTGT GGGGTGTAAGAGTTGTGCGT 236

Ai05B14736 Araip.B05 14736 c (A)10tataagaggggacaaaggttgccccaaaggaaagaaaaaaaaatgaacaaaaaatgcatatatgttttgaatagaactaaggcatgaa(TG)6110 59643882 59643991 TTGCCTTAACCTTATACATTTGTCA AAAAATGCATTCTAGCCACCA 209

Ai05B14741 Araip.B05 14741 p3 (AAC)5 15 59702571 59702585 TGACAACACAAGGTTGGCAT AGTGCCAGGAATTGAGGTTG 240

Ai05B14746 Araip.B05 14746 p2 (AT)7 14 59741792 59741805 TCATTCTATGCCCCTCCTTG ACGGGGCACACTAAACAAAT 203

Ai05B14751 Araip.B05 14751 p2 (CT)6 12 59771439 59771450 TTTTTGTTTGTTTCTTACCTTTTTCA CGGTCTTAGGTGCCATCAAT 232

Ai05B14752 Araip.B05 14752 p3 (TTC)5 15 59773767 59773781 CCGAATTGGGAAACTCTGAA TGAAGCACAAAAGCTTTCCC 217

Ai05B14754 Araip.B05 14754 p2 (TA)11 22 59785502 59785523 CTTTAGGGCATTTTGTCCCC TTGAAGATCTTGGGAATTGGA 279

Ai05B14758 Araip.B05 14758 p3 (TCT)5 15 59818075 59818089 TTAGGGGGAGGAGCTCTGTT ATGATCCCTTTTCCAAGGCT 172

Ai05B14759 Araip.B05 14759 p3 (ATT)15 45 59820210 59820254 TGTTAGGTATAACACCCCGAA TGAACTATTCAAAACAAAAATCCG 278

Ai05B14760 Araip.B05 14760 p3 (TAT)5 15 59820386 59820400 CATAACTCAAAGCCCAAACGA TCTTTTGCCTTAAGCCTTCG 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14762 Araip.B05 14762 p2 (TA)10 20 59840609 59840628 GCTTAGGCTAATGAGGGTGTG TCACCTCAGAGCATTTTGTCC 221

Ai05B14768 Araip.B05 14768 p2 (AG)6 12 59903440 59903451 TGGAAAGGGAAGCTTAAAACAA TTTACAGAATACGGCCCCAG 266

Ai05B14770 Araip.B05 14770 p2 (AG)6 12 59909355 59909366 TGGAAAGGGAAGCTTAAAACAA CCCAGATCCAAGCACAGAAT 225

Ai05B14771 Araip.B05 14771 p2 (CT)7 14 59918822 59918835 GATCTGTGGACCCCATAGGA ATAGGTGAGGGGTTTTTGGG 106

Ai05B14772 Araip.B05 14772 p3 (AAT)7 21 59920298 59920318 AAAAAGCAGTGAAAAGCTTGC CACCCTTGCCTTTTGGTTTA 119

Ai05B14777 Araip.B05 14777 p2 (TA)6 12 59946127 59946138 ATCATCCGGAGACCAAAATG CCAACCAAAACTAAATGGGTTC 209

Ai05B14778 Araip.B05 14778 p2 (TA)18 36 59950421 59950456 TCAACAATGGCAACTCAATCA TTTGGGTTTAATTCGGGTTT 253

Ai05B14784 Araip.B05 14784 c (T)11ctttctcttttttttcgccatttttcttttcttttgtttcttc(T)1064 59982875 59982938 ATCCACTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 218

Ai05B14789 Araip.B05 14789 p2 (AT)18 36 60007119 60007154 TTCCTTAAGAGACGACCCGA CTGTGGGACAGTGGTGTTTG 272

Ai05B14790 Araip.B05 14790 p2 (TG)6 12 60009616 60009627 CAAGAAATGCGTAGCCACAA AACGCTAACAGATTGGACCG 227

Ai05B14793 Araip.B05 14793 p2 (AT)6 12 60061828 60061839 GCAGACAGACAGGCAGAGAA AAGGGCTATTGGCTTTTGCT 252

Ai05B14796 Araip.B05 14796 p2 (CA)12 24 60096969 60096992 CCCTAGCTCATCCCAAGTCA AGGCAAAAGGGGTTTTCAAT 206

Ai05B14803 Araip.B05 14803 c (AAAT)5aaaaaag(A)1037 60128448 60128484 TTGTGCCTATTCTGTGCCTG CAAAGGCAATAAAAGAGGATGG 184

Ai05B14804 Araip.B05 14804 p2 (AT)7 14 60129987 60130000 TTGGGAATTGGGTACATGCT GGGCATTTTTGTCCCATTTT 193

Ai05B14806 Araip.B05 14806 p2 (AT)17 34 60146592 60146625 TGGGGAATTTTATGGGAACA TTTGTCCCATGTGCATTGAT 254

Ai05B14808 Araip.B05 14808 p3 (TTC)5 15 60174816 60174830 CTTAACCCCTCTCCCTCCAC CGGTCTTAGGTGCCATCAAT 234

Ai05B14817 Araip.B05 14817 p2 (TA)8 16 60270093 60270108 TTCACCACTTACTTTGGGGC TTGGAAACAATTGGTTTGAAAAT 236

Ai05B14819 Araip.B05 14819 p3 (AAG)6 18 60291163 60291180 TTGCCTTCCCTTTCCTCTTT CACCCAACACAACCCTTTCT 218

Ai05B14821 Araip.B05 14821 p2 (TA)7 14 60300349 60300362 TACCCTTCCGTAGTTCGCTG CATCATTCAGTCATCCAGCC 270

Ai05B14822 Araip.B05 14822 p2 (TA)8 16 60305306 60305321 GCACCAGCTTATGGACTCCT CATCATTCAGTCATCCAGCC 154

Ai05B14825 Araip.B05 14825 p2 (TA)12 24 60345577 60345600 GACGACCTTCCACCTTTTGA ACATTCCGTGATCCAGCTTT 260

Ai05B14827 Araip.B05 14827 p3 (TTG)5 15 60359763 60359777 CTGAGGTGCTTAGGACTGCC GGACAACAGAGGAGGCAGAG 124

Ai05B14829 Araip.B05 14829 p2 (GC)6 12 60375004 60375015 ACAAAGGTTCAAATGAGGCG AAATGAGCTGCAAAATCGCT 186

Ai05B14830 Araip.B05 14830 c (A)12ccaaaaagatttgttgttaaatttgaatttcgcttgctttagaatgtttatagattaggagagtattaaattctgtatttgtgcttctttt(A)14117 60378377 60378493 TTGTTTATTGCATTCATGCTTTG AATGTGATATCCACCACCCG 269

Ai05B14831 Araip.B05 14831 c (GC)6cgattgttcctgtcgcatccgcgcctaagcacgcatg(GC)661 60378625 60378685 AGTTGTGCCCACTTTATGCC AAACAGGGTGCAAATCCGTA 184

Ai05B14832 Araip.B05 14832 c (A)10taaaaaatatatacatatataaataaaaaaat(A)1052 60378848 60378899 GTACGGATTTGCACCCTGTT GCAAATGCAATAAAAGAAATTGG 210

Ai05B14834 Araip.B05 14834 p2 (GC)6 12 60385524 60385535 TTCTTTGAAAAAGAGCACCGA GAGACTCCACAAAGCCCATC 225

Ai05B14835 Araip.B05 14835 p2 (GC)6 12 60385679 60385690 GGCCAACTTTGTGTCCAACT CGCGTGCTTGTGGTATTCTA 244

Ai05B14836 Araip.B05 14836 c (CG)6ccactgacgcgcacgcgccctcagttagtaccttcaccgacgcgtcagcgcacctt(GC)680 60385932 60386011 TTATGCCACTTTTGTGCCTG GTGGGTTGTGGAAGAAGGAA 248

Ai05B14838 Araip.B05 14838 p2 (CT)7 14 60425614 60425627 TCTTGTGATTTCTTGTGAATCAA GAGAGAGGGAGAGGATTTTCG 275

Ai05B14840 Araip.B05 14840 p3 (GAG)5 15 60439902 60439916 TCCACCAGAGTGGGACTTTC GTCATGAGGCTCACCCATCT 245

Ai05B14841 Araip.B05 14841 c (T)10cgcatatatcc(T)1031 60441673 60441703 TTGGCTTTTTCTGCTTGCTT TGGCTCTTGAAAGAATGATGG 167

Ai05B14842 Araip.B05 14842 p2 (AG)6 12 60442963 60442974 GTATGTGTGGGTTTGGGAGG GATCTGTGGACCCCATAGGA 181

Ai05B14844 Araip.B05 14844 p2 (AG)6 12 60473199 60473210 ATAGGTGAGGGGTTTTTGGG CAACATGATGCAGGGATGAG 181
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Ai05B14845 Araip.B05 14845 c (T)10g(T)10 21 60478543 60478563 GAACACATGCATGAATTTTCG CGGTTCATCTTGTTGCTCAG 216

Ai05B14846 Araip.B05 14846 c (T)12ctctttttctctttttttctctttttttattttttattttttatttttta(T)1072 60500732 60500803 AACCAATCAACAAAAATTTAGCA TGCATCAACTAAGTGTGGGG 277

Ai05B14849 Araip.B05 14849 p3 (CAA)5 15 60508473 60508487 TGACAACACAAGGTTGGCAT TGATGTGGTTGCTTCTCTGC 237

Ai05B14851 Araip.B05 14851 c (T)12gctgcataattcagtgaattaagggttgaatttgag(T)1058 60534380 60534437 TCTGTTTCATTCCCCCTCTG AAGAGCAGCCAAGAGCTCAG 233

Ai05B14853 Araip.B05 14853 c (T)10catatttttgtttcttctatttttctatttctttttcttacattctcatatatacacatataataa(T)1086 60556421 60556506 AGAAAACCAATAAGCGCAGC CACAAGTTAGAGCATGCGGA 272

Ai05B14856 Araip.B05 14856 p2 (AG)9 18 60585925 60585942 TGACCTTAGCCAACCCTTTG TCCATCGCGTTTTCTCTTTT 242

Ai05B14860 Araip.B05 14860 p3 (TGA)5 15 60598494 60598508 AAGTTCAAAAGGCCCACAAA TGGAGTTCGCTTGCCTTACT 188

Ai05B14862 Araip.B05 14862 p2 (TA)8 16 60627502 60627517 AAACTTAAAATCGCGTAACCTTTC TCCTTTTCTGCTCATTCGGT 237

Ai05B14864 Araip.B05 14864 p2 (TG)6 12 60636140 60636151 TTGTCGTGTGCTAAGGCTTG AAGGTTTCGAACTTGGGACC 269

Ai05B14865 Araip.B05 14865 p2 (TA)23 46 60637253 60637298 CATGTGTGGTGAACTTTCGG AGTCAAAAGCCAAAATGCAA 205

Ai05B14869 Araip.B05 14869 c (AT)7cacgcggccgcgtgggtcatgcggtcgcatgggtggtgtttttcacgatatgacgcgatcgcatggggcatgcggtcgcgtcgtgcaatccc(T)10116 60649015 60649130 TCCAGCCCAACTTTCTGTTC CACTGCATCCTGCATTTTTC 181

Ai05B14870 Araip.B05 14870 p2 (CT)7 14 60658379 60658392 GTTTAACGCCAGAATGGGAA ATGGAAGTGATTGGTGAGGG 278

Ai05B14872 Araip.B05 14872 p3 (TAT)5 15 60684240 60684254 TGGGGTATTTTTGTCCCCTT TTGATTTGGGAGAGTTGGGA 230

Ai05B14873 Araip.B05 14873 p2 (AG)6 12 60699843 60699854 GCAGAGCCTTTTCTCACACC CCCCACCTACATCACCATTC 263

Ai05B14874 Araip.B05 14874 c (TC)6(T)12 24 60711391 60711414 TTACGTCGAAAATCAAGGCA AGTGCTTGGTGGGAGACAAC 279

Ai05B14876 Araip.B05 14876 c (A)10ttttaaatttgaattttaaattttgaaaattgaatttttaaaattgaaaattgaaaattga(T)1081 60734091 60734171 AAACTTGAAGCGAGAGGGGT TTGCAAACGTGTGCCTTATT 258

Ai05B14878 Araip.B05 14878 p3 (GAA)5 15 60742370 60742384 AGCGGATAGCTTTCCAGTGA GGCTTATGCCCTTCAAATCA 128

Ai05B14879 Araip.B05 14879 c* (A)10(AT)7*(ATAC)5*(AT)1061 60750175 60750235 AGCTAGGCTCAAGGTGCAAA ACGCATCACAACACCACACT 251

Ai05B14880 Araip.B05 14880 p3 (ATT)5 15 60761150 60761164 TTGCTTTGATTCTCCTATTTCTCC GCAAAAATCCAACCAAGCAT 245

Ai05B14885 Araip.B05 14885 p2 (CT)16 32 60786615 60786646 ACACATTCCCTGGCGTTTAG CCAATTGGGCATTTAGCACT 185

Ai05B14888 Araip.B05 14888 p3 (TTA)5 15 60804265 60804279 CCCTCGCCTTTGTAGCTTTA TAAGGCGTTACCAACCTGCT 257

Ai05B14889 Araip.B05 14889 c (TTC)5ttgtctattggcatagaaagtcttc(TTCTT)985 60807348 60807432 TCCTTCTCAACTTTCATCCCC TCTCTTTCGGAGTGTTGTGC 278

Ai05B14892 Araip.B05 14892 p3 (TCT)5 15 60815725 60815739 ACACCCACCCACTCAAGTTC CTTGGAGGTGGAAGCTTTTG 212

Ai05B14894 Araip.B05 14894 p3 (AGA)5 15 60839364 60839378 AAAGAGAGGCAGTGGCAAGA TCCCAGGTGAGCTCAAGAGT 188

Ai05B14896 Araip.B05 14896 c (T)10ctttttcttttttcgccac(T)1039 60856181 60856219 TTGCTCTTGCCTCTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 129

Ai05B14900 Araip.B05 14900 p2 (TC)6 12 60884423 60884434 CGAAAATATCTTCCCTCTTTTTCA AGGAGAGCAGAGATGTGGGA 222

Ai05B14901 Araip.B05 14901 p3 (TTC)5 15 60885403 60885417 CTTGCTTTGATGGGAGGTGT CATTGATTCAGTTTTCAATTTGC 263

Ai05B14903 Araip.B05 14903 c (CT)7aattttcgaaaatatcctccctctttttcaaaaatttctttttttttactaattaatttttattctctt(A)1093 60887302 60887394 TGTTTCTTAAATTTTTCAAAACTACCT TCCTGGACTGTTCATTTCCAC 276

Ai05B14909 Araip.B05 14909 p3 (GGC)5 15 60966703 60966717 GACGATAATTTTGGTGCGCT TTGTCTTCTCTACCCAGCCC 274

Ai05B14915 Araip.B05 14915 c (A)12ttttcaaaaatctttcaaaattttctcctgtgttttc(A)11tattttaaaataaaaatgttttcaaattttcttcaatgttttcg(A)10114 61020908 61021021 TTTGGACAACTGACGGTTCA CCAGCCAGGATTCAACAAAT 275

Ai05B14918 Araip.B05 14918 c (CT)6aattttcgaaaatatctccccctttttcaaaaaatttctttttaattaactaattatttttattttttattt(A)1094 61022856 61022949 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGGGGGAAGTGAATTTTCG 231

Ai05B14919 Araip.B05 14919 p3 (TAT)5 15 61023194 61023208 CTCTCCAAAAATCCGAACCC GTTCTTGTCCTTGCTCCTGC 166

Ai05B14920 Araip.B05 14920 p4 (TTCT)6 24 61030221 61030244 CCTCTCATCCAAAACCCTCA AGACCCAGACGAGGTTTCCT 247

Ai05B14922 Araip.B05 14922 p2 (AT)10 20 61058389 61058408 CCACACTTTTCACAAAAACCAA TCGTACCCATAGGCGAACTC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B14924 Araip.B05 14924 c (CT)6gagttcagattttctcttcttcttttcttctactcacataagggaacctctatacctaggcaaaaaggattcc(TAT)5100 61086288 61086387 CTTTTTGTTTGTTTCTTATCTTTTTCA GTTCTTGTCCTTGCTCCTGC 188

Ai05B14932 Araip.B05 14932 p3 (CTT)5 15 61190061 61190075 ACATTGGTGGCATTAGCACA GAAGAAGCTGGCGTTAGTGG 277

Ai05B14935 Araip.B05 14935 c (T)11gaaaattcaaataaaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggaagatgttttcgaaaatt(AG)7104 61215006 61215109 GAGAGAGGGAGAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 218

Ai05B14938 Araip.B05 14938 p2 (AG)7 14 61235276 61235289 TGAAGCAAGAAAAAGCAGCA TGGACCTCAAATTTAACCGC 262

Ai05B14939 Araip.B05 14939 p2 (AG)7 14 61244168 61244181 ATAGTGAGGGGTTTTTGGGG CAACATGATGCAGGGATGAG 183

Ai05B14942 Araip.B05 14942 p3 (AGA)7 21 61271982 61272002 TGATGGGCTTGTGAGATGAA CCGAATACACACATCCCTCC 242

Ai05B14943 Araip.B05 14943 c (CT)6ccttctctctctccctcc(CT)744 61273491 61273534 CCCACTCTCTCTCTCCCCTC GCGGGAGAAAAATTGAGAGA 268

Ai05B14944 Araip.B05 14944 p2 (TC)10 20 61273661 61273680 CCCACTCTCTCTCTCCCCTC GCGGGAGAAAAATTGAGAGA 268

Ai05B14945 Araip.B05 14945 c (CTC)6tctctcctct(TC)946 61273786 61273831 CCGATCCAATTTCAAGCAGT TAAGATTCAAACGCGAACCC 267

Ai05B14946 Araip.B05 14946 p2 (GA)11 22 61274101 61274122 GAAAAAGGAAGGAGAGAAAGAGA TTGATTTTCAAATTTGTTTCAACT 279

Ai05B14947 Araip.B05 14947 p3 (TTC)5 15 61276693 61276707 TTCAAGCAAGATGGAATGGC AAAACAAAAGGACAAGGGGG 268

Ai05B14949 Araip.B05 14949 c (T)10cgaaaatcattttg(A)1034 61308025 61308058 ATGCACATGCAATTGACACC TATTAAGCCATGCCTGACCC 240

Ai05B14950 Araip.B05 14950 c (T)11cttttcgcccc(T)1032 61332462 61332493 TTGGCTTTTTCTGCTTGCTT TGCTGGCTCTTGAAAGAATG 174

Ai05B14952 Araip.B05 14952 c (T)10gccccc(T)15 31 61396674 61396704 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 223

Ai05B14956 Araip.B05 14956 p5 (AAGAT)5 25 61417837 61417861 TCGGCCAGAAAATATCTGAAA CCTGGGTGCTCCAGTGTATT 265

Ai05B14958 Araip.B05 14958 p2 (TC)6 12 61433518 61433529 GCCATAAAGGGGAGAAAAGC AGGGTATTTGGGAAAGGGTG 220

Ai05B14961 Araip.B05 14961 p3 (TGT)5 15 61450694 61450708 TGCTGTTGGTTGTTCTGAGG GGGACAACTACAACCGAGGA 142

Ai05B14963 Araip.B05 14963 p3 (AAC)6 18 61464178 61464195 TGACAACACAAGGTTGGCAT GTGGTTGAAGTGCCAGGAAT 247

Ai05B14964 Araip.B05 14964 p2 (CT)6 12 61467565 61467576 TGGAAATCCAACAAGGGTTC TGAAGGGGGAATGAACAAAG 259

Ai05B14965 Araip.B05 14965 p2 (TA)6 12 61470223 61470234 TGGGGTATTTTTGTCCCCTT CTTGGGACATTGGTTGAGGT 212

Ai05B14966 Araip.B05 14966 p5 (AAGAT)5 25 61486680 61486704 CCTCTTGTCAAAGAGCTCGG GATGGGCTTTTCCTCATCAA 274

Ai05B14969 Araip.B05 14969 p2 (AC)7 14 61492728 61492741 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTATCCCAATG 236

Ai05B14971 Araip.B05 14971 p3 (TTA)5 15 61503726 61503740 TCCACAGGAATTGACTAGGACC CAAGGAATTGCAGGGAGGTA 275

Ai05B14972 Araip.B05 14972 c* (A)10(AT)10* 29 61507692 61507720 TGTGGAGAAAAGTGGATTTGG TACTTTGGGGCATTTTGTCC 197

Ai05B14973 Araip.B05 14973 p3 (TTA)5 15 61509420 61509434 CCACAGGAATTGACACCTGA CAAGGAATTGCAGGGAGGTA 270

Ai05B14975 Araip.B05 14975 p5 (AAGAT)5 25 61527000 61527024 AGGGTGGTTCCCTTGAGAGT CCTGGGTGCTCCAGTGTATT 124

Ai05B14977 Araip.B05 14977 p2 (AC)7 14 61534536 61534549 GGGCTAAGGTAAGGGTGAGG TGGGTAGCTAGGCATGATTTT 128

Ai05B14978 Araip.B05 14978 p3 (GAA)5 15 61540348 61540362 GCTTTTGTCTTCCCTTTCCC CATCTCCCTCTCCCTCTCCT 182

Ai05B14979 Araip.B05 14979 p2 (GA)7 14 61542506 61542519 CTGCAGGCGTTTTCTTTAGG TCCTTATCTTTTCAAAATTTGTTTCA 189

Ai05B14981 Araip.B05 14981 p2 (AC)7 14 61544273 61544286 GGGCTAAGGTAAGGGTGAGG TGGGAAGCTAGGCATGATTT 128

Ai05B14984 Araip.B05 14984 p3 (TAT)5 15 61569031 61569045 TTTGTCACCCCCTCTTCTTC CAGGTTCTGGATCTGCTTCC 153

Ai05B14989 Araip.B05 14989 p2 (TA)8 16 61596043 61596058 GGTTTACGGGTTTGAATCTTT GCAAAAGTACCTACACATCCATACA 276

Ai05B14990 Araip.B05 14990 p2 (TA)11 22 61602797 61602818 CCGCATAACCGTTCGATAAC ATTGTTTTTCCCTCGCCTTT 183

Ai05B14992 Araip.B05 14992 p2 (GT)6 12 61606560 61606571 CCCTCTTCTTGGATCCCTTC CTCCCCCTTTTTCCTCAAAC 272
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Ai05B14996 Araip.B05 14996 p4 (AAAG)6 24 61634432 61634455 TTACCCCACCGTCTTACTGC TCTCCTCTTCGCTTCCTCTG 128

Ai05B14997 Araip.B05 14997 p2 (GA)6 12 61641887 61641898 CCGTCCACAAGTTGTCATTG CTTCCTCCTCTATTGCGTCG 258

Ai05B14998 Araip.B05 14998 p2 (TC)6 12 61646685 61646696 GCCAGGCCAACAATAACAGT TGGAGAGAGAGCAAGCACAA 269

Ai05B15002 Araip.B05 15002 p2 (CT)6 12 61691787 61691798 CAAAGGAACATTGAACCTGGA CGTTGATTTCTGGGCTGTTT 233

Ai05B15003 Araip.B05 15003 p2 (CT)6 12 61692990 61693001 GGTTCATAAGCCAATTTGGAA AATGGGGGAATCAACAACAA 252

Ai05B15006 Araip.B05 15006 c (TA)6tttttttttctaca(T)1036 61722995 61723030 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 236

Ai05B15011 Araip.B05 15011 p2 (GT)6 12 61760440 61760451 TGAGCCTACGCTTAACCCAT TCTTACCCCAACCAATGTCC 155

Ai05B15012 Araip.B05 15012 p2 (AT)9 18 61760662 61760679 GGACATTGGTTGGGGTAAGA GGCATTTTGTCCCCTTTTTC 257

Ai05B15013 Araip.B05 15013 c (A)13gaaaaagcaaaagaaaaaagaagtgtagaaaaatgtcgtcgctttatattaaaaaaaacaacaatcctt(TTC)6aacactctattctgcttcttctttaactctg(TTC)19188 61769333 61769520 TCCCTGAAGCATTTTTCGTT TGTGTTGTTGGTTTTTATTTTTGTG 272

Ai05B15015 Araip.B05 15015 p2 (TA)17 34 61792507 61792540 TACTTTGGGGCATTTTGTCC GGCTAGTGTGTGTGTGCCAT 280

Ai05B15018 Araip.B05 15018 p2 (AT)7 14 61797405 61797418 AACCAATTGGGTGGTACCCT TGCTCCTGTTTTGATAGTTGC 267

Ai05B15019 Araip.B05 15019 p2 (GC)6 12 61801169 61801180 GTCCTTAGCCCAGAGTGTCG GCTTGACCTGCAAGTTTCCT 218

Ai05B15025 Araip.B05 15025 p2 (AC)6 12 61859400 61859411 CTTACCTCAACCGATGTCCC TGAGCCTACGCTTAACCCAC 160

Ai05B15028 Araip.B05 15028 p3 (TCT)5 15 61893726 61893740 ACCCTATCAGTCGCGCAG GGAGAGGGGAGAAGAGAGGA 274

Ai05B15029 Araip.B05 15029 p2 (TA)6 12 61897212 61897223 ACCACAAAATCCAGTGAGGG TGGAATGTTATGCAATGCAAC 272

Ai05B15030 Araip.B05 15030 p2 (TA)6 12 61900124 61900135 CAGGCTGCGGCTAGTACTCT AAGCGTTCACACCCGATAAC 119

Ai05B15032 Araip.B05 15032 p2 (AT)17 34 61925916 61925949 CTAAGCTTTACCTCGCGTCG GAGCTATATCCTTCATCGGGC 189

Ai05B15033 Araip.B05 15033 p2 (CT)6 12 61929026 61929037 TTTCTTAACTTTTTCAAAACCACC TGGGGGAGGTATAATTTTCG 217

Ai05B15034 Araip.B05 15034 p2 (TA)7 14 61933231 61933244 TCAGTTCGCAATTTTTGACG TGGAAGTAGGATGCTTCATGG 274

Ai05B15037 Araip.B05 15037 p2 (TA)6 12 61949320 61949331 CTCATGCTCACGAGGACAAA GTGTTGCGCTTTTGAAATCC 212

Ai05B15038 Araip.B05 15038 p2 (AT)6 12 61949530 61949541 TCTAGAAGCCCGATGAAGGA TGATGATGACAGAAGCGGAG 252

Ai05B15045 Araip.B05 15045 c (TTTAT)5tttaatttcgattttc(A)1051 62043348 62043398 AATTCCTTATCTTCTCTTACCTAGCTT CCATGATGGAGAAAGGGAGA 181

Ai05B15046 Araip.B05 15046 c (ATT)16aac(ATT)18caccaccg(TTA)6131 62061041 62061171 CGCCCACTGACTTCCAAATA TATTGACGGCGATTACGGTT 280

Ai05B15047 Araip.B05 15047 p3 (TCT)5 15 62072316 62072330 AACTTCATTGCATACCAAAATGA GCATTACTAGTTGGTTGGGGA 267

Ai05B15048 Araip.B05 15048 p2 (AT)7 14 62086495 62086508 ACAGAAGCTCTGGGTTGCAT TTTGTCCCGCTTGCATATTT 265

Ai05B15050 Araip.B05 15050 p3 (TCA)12 36 62091166 62091201 AAAAATTTTCGGTGCATTTG TGAGAAGGTAAAACAAAAAGGAAAA 180

Ai05B15051 Araip.B05 15051 c (CTT)5tttt(TCA)5 34 62091569 62091602 CAAAACTCTTCCTCTTCCTCCA GAATGTAGGTTCATCCTCTTCCA 241

Ai05B15052 Araip.B05 15052 p3 (ATC)7 21 62091980 62092000 CTTCCACTACATCTTCTGCTGC AAAAACAAGAAGAAACATGAGAAGG 122

Ai05B15053 Araip.B05 15053 p2 (AT)6 12 62093528 62093539 ATGGGTTTATCAACCTCCCC GCTTCATTATTTAAGGGTTGGC 243

Ai05B15055 Araip.B05 15055 p3 (TCA)6 18 62105154 62105171 CCTCGTCATCTTTTTCTGCC TACACCGAAATTTGCTGCGA 262

Ai05B15057 Araip.B05 15057 c (ATC)5tttttttcttcttaataatttttttcttgttttaccttctcaagtttcttcttgttttactctcttaagaagaataaaaac(A)10106 62105903 62106008 TTCCTCTTCTTCTTCCTCATCTTC TGTAAGTTCATCACCTTCCAAGT 219

Ai05B15058 Araip.B05 15058 c (ATC)10(TTC)5tttttttccattcattatttccttcttgttttaccttctcacgtttcttcttattttactctcttaaaaaagaat(A)10130 62106296 62106425 TTCCTCTTCCTCCTCCTCATC TGTAGGTTCATCCTCTTCCAAA 240

Ai05B15059 Araip.B05 15059 p3 (ATC)7 21 62107488 62107508 TTCAAAACTCTTCCTCCACATT TGAATGAATGTAGGTTCATCCTCT 227

Ai05B15060 Araip.B05 15060 p3 (CTT)5 15 62107868 62107882 GCAGCAAATTTCGGTGTTTA TGATGATGACGATGATGATGAA 163
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Ai05B15061 Araip.B05 15061 p2 (AT)6 12 62109689 62109700 TTTAAGCCACATGATTGCCA AGGTAAAGGTGCTGGTGGTG 267

Ai05B15062 Araip.B05 15062 p3 (CCA)5 15 62109889 62109903 ATGCCCTCCACTACCATCAG TGCCTCTGTTTCTGCATTTG 254

Ai05B15063 Araip.B05 15063 p2 (AT)7 14 62110649 62110662 CGTTGGGGATTAGGGGTAGT TGTTGCCATATATCTGAATGATTG 193

Ai05B15065 Araip.B05 15065 c (TA)8gtgtg(T)10 31 62116278 62116308 AAAACGTTGCCTTAGGTCCA TGCCTTTGAGTTTGAGGAAAA 265

Ai05B15066 Araip.B05 15066 p2 (GA)6 12 62143653 62143664 GGAGGAGAGGGTTCGAATTA TCAAAACCACCTAACTACCCTTC 280

Ai05B15069 Araip.B05 15069 p2 (AT)9 18 62168804 62168821 CAAAACCAAATTTGCCAAAGA CCCAGTTCTCCCTTCTTTCC 228

Ai05B15070 Araip.B05 15070 p2 (AT)6 12 62173456 62173467 GGTGCCCCTTTAATGGTTTT TGGTAAACAAACAAGCAAAGAAGA 280

Ai05B15074 Araip.B05 15074 p4 (TATT)5 20 62209259 62209278 ACTAATGGAATCCGCACGAG ACCATCCGGACACCTAGTGA 181

Ai05B15077 Araip.B05 15077 p3 (TAT)7 21 62281663 62281683 GCAAATGCAATAAAAGAAAATGG TAAGCACGCATGACGCTTAT 250

Ai05B15078 Araip.B05 15078 p3 (AAC)5 15 62288509 62288523 GACCGCCTGAATCAAGGATA GGATTGCCTTTGGTGAGGTA 257

Ai05B15080 Araip.B05 15080 p2 (GT)6 12 62303850 62303861 ATGTGATGCAGAAGTGGGAA TGGGGTTAAGGTAAGGGTGA 149

Ai05B15081 Araip.B05 15081 p3 (TTC)5 15 62307482 62307496 CCCTCATTTCATTGGGGTAG CCAATCCGGTCCAACATAAG 232

Ai05B15086 Araip.B05 15086 p3 (ATT)12 36 62319610 62319645 TCCATTTATTGATGTTAAATGCC TCCCACTCTCTTATCATTTCATTT 262

Ai05B15087 Araip.B05 15087 p3 (CTT)5 15 62321951 62321965 GCGTGTAAACACACGCTCTC GTAGTGGATCAGGGTTGGGA 101

Ai05B15090 Araip.B05 15090 p4 (GAAT)5 20 62344817 62344836 AACCACTCGCTCTGGGTATG AGTGGGACTACGCCACAATC 276

Ai05B15097 Araip.B05 15097 p2 (AC)8 16 62419428 62419443 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 235

Ai05B15098 Araip.B05 15098 p3 (TAT)5 15 62448390 62448404 CGAACCCCCTCTCTCTCTG TATTTTCGGTTGCCATCTCC 279

Ai05B15099 Araip.B05 15099 p3 (TTC)5 15 62450585 62450599 ATGGCCGAAACACATCTCTC CTCGGAAGTGGAAGCTTTTG 205

Ai05B15100 Araip.B05 15100 p2 (TA)13 26 62463524 62463549 GGGTCATTTTGTCCCCTTTT GTGGAGAAATTGGGTTTGGA 211

Ai05B15105 Araip.B05 15105 p3 (TCA)5 15 62489578 62489592 CTTTTGGAGTTCGCTTGCTT TTCTCAAGTGCTTGGGGAAC 156

Ai05B15107 Araip.B05 15107 c (AT)11(GT)20 62 62501337 62501398 TGTGACCTTCAGCAAAGGC TTGCTTGTTTCTCAAGCCCT 222

Ai05B15110 Araip.B05 15110 p3 (TTC)5 15 62524376 62524390 TGGTGTTCTTCTTGATCTTCAAA AACATGCAAAGGACACCAAA 205

Ai05B15111 Araip.B05 15111 p6 (TTTCTT)5 30 62530923 62530952 TAGTTTAGCCGCTTAGGCCA TGAAGCAAGAAAAAGCAGTGAA 212

Ai05B15116 Araip.B05 15116 p2 (AG)17 34 62566305 62566338 GTGCCAATAGTCACCCTCGT TGCCAGTATAATTGGTTCATGC 270

Ai05B15119 Araip.B05 15119 p2 (AT)7 14 62568451 62568464 TTCCGTACACGCAAGAGATG AAATGTGGTGAGGGGCTATG 145

Ai05B15120 Araip.B05 15120 c (TA)8(TG)7 30 62569405 62569434 CCCTCACGAATAGAATCCCA ATGGCTGAGGCTGGTTCTAA 267

Ai05B15121 Araip.B05 15121 c (TA)9cacacacacaaacacacacat(AC)10at(AC)1999 62570498 62570596 GCCTTTAGCAACGCATAAATC AGGTCAGAGCATGGGATGTT 193

Ai05B15125 Araip.B05 15125 p3 (AAG)5 15 62585196 62585210 TTCGAAGCAAGAAAACCACA TTTGCCTCAAATTCCAAACC 130

Ai05B15126 Araip.B05 15126 p2 (CA)6 12 62599554 62599565 CATGGGCACACTCTGAAATG TGGGTAGCTAGGCATGATTTT 185

Ai05B15127 Araip.B05 15127 p2 (TA)8 16 62599685 62599700 TCACCTAACGCACACACACA TGGAAATTTGGGTGCATACTC 235

Ai05B15128 Araip.B05 15128 c (TA)6tgtctaagaaaaagatacattccttaaaaatttcatcaattgaccaacatttat(TA)1188 62600216 62600303 AGCTCAAAATCTCATGGGTTG TGAGCTTAGTTTACCTTTGGCA 241

Ai05B15129 Araip.B05 15129 c (AT)6ttta(T)11 27 62607254 62607280 TTTTGCAATTGGAGAATTTTTG TGGGAAGCATGCTCATGTAA 123

Ai05B15130 Araip.B05 15130 p3 (GTG)5 15 62610931 62610945 TCTGTTTCTTACCCAACCGC CAGCCGAGATTCTTGGAGAG 278

Ai05B15132 Araip.B05 15132 p2 (AG)6 12 62614340 62614351 CAATCATGAAGGCGAGAAAA ATGCATCCATTCAGAGGGAG 129
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Ai05B15134 Araip.B05 15134 p2 (AG)6 12 62638804 62638815 AACATGGAATAATTCATAAGCCAA GAGAGAGCTCGCATTTTTGC 229

Ai05B15137 Araip.B05 15137 p2 (TC)6 12 62678824 62678835 ACCAGAAATGGGCACAAGAC GGGTGTTATGGGAAGGTGTG 270

Ai05B15139 Araip.B05 15139 p2 (CT)6 12 62689019 62689030 CTCCCAAACCCAACCCTAAT GCAATGCTTTTACCACACCA 224

Ai05B15140 Araip.B05 15140 p2 (CA)8 16 62693076 62693091 CTAGCTCATCCCAAGCCAAG ACACGTGCCAATGAGTGTTC 234

Ai05B15141 Araip.B05 15141 p2 (AT)7 14 62701181 62701194 TGTGAAAAATTGGAAAGTGGG GCTCAAGTGTCCACCTAATCC 261

Ai05B15142 Araip.B05 15142 p3 (CCA)5 15 62711820 62711834 CTAGGCCACCACCTTCTTCA GTCTGTAGGTCGGCTGTGGT 129

Ai05B15143 Araip.B05 15143 p2 (TA)6 12 62713233 62713244 TTGGGATATTGGTTGGGAAA GGGGCATTTTGTTCCTTTTT 254

Ai05B15145 Araip.B05 15145 p2 (TA)7 14 62727994 62728007 TGCACCTCACTAGGCATCTG TAAAACTGAGGTGGCGAGGT 224

Ai05B15146 Araip.B05 15146 c (T)12catttcacaacacctacgcattgatcttattaagctgcactttgctttagggcattttgtcccctttttattcctttcttctctc(T)10107 62731281 62731387 CCCATTCTTCACTTTTTCACA GGCCAGATGTAAAACCTTATGC 246

Ai05B15147 Araip.B05 15147 p2 (GC)6 12 62736224 62736235 GCACTTGCCGGTTAGATTGT GAGTTAGGCCACTCTCACGC 275

Ai05B15148 Araip.B05 15148 p2 (CT)6 12 62739410 62739421 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 228

Ai05B15149 Araip.B05 15149 p2 (AT)7 14 62740667 62740680 GCGAAGGATAACAAAGCGTC GTCGGCCTAAACTCTGTGGA 268

Ai05B15150 Araip.B05 15150 p2 (AT)8 16 62741085 62741100 ATATAAGGTTTCGGGACGCC AGGGTAGGTTGGTGAAGGCT 173

Ai05B15158 Araip.B05 15158 c (TC)6accaccattatccaggtttttcttttcttcatccctccttaatcttctattcttc(T)1279 62784377 62784455 TTCCCCTTCTTCCTTCTTCC ATTGAACATGCAAGCAACCC 268

Ai05B15160 Araip.B05 15160 p2 (AT)9 18 62787316 62787333 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 258

Ai05B15164 Araip.B05 15164 p2 (TA)6 12 62795080 62795091 TTTAAGGACGGTGATCGGAG AATTTTGGACACCAAACCCA 191

Ai05B15170 Araip.B05 15170 c (T)10ctaatttttgaaattatactcaattttttatttattttattttaatttcgattttc(A)1076 62805386 62805461 TTTCGAAAATCCTCACCCAC TGGAAAAAGGGAGATGATGC 171

Ai05B15172 Araip.B05 15172 p2 (AT)17 34 62822353 62822386 ATGGCTAGCCGGCTTAAACT CTAAGCTTTACCTCGCGTCG 275

Ai05B15173 Araip.B05 15173 p2 (AT)13 26 62844710 62844735 AATCTTGGGCCGATTTCTTT CCGGTATTGAGGAGCACACT 279

Ai05B15174 Araip.B05 15174 p2 (AT)9 18 62851655 62851672 AATTCATCAATTCCCCCACA AGATTTTGCTTGCATTGAGC 199

Ai05B15176 Araip.B05 15176 p2 (TA)6 12 62859681 62859692 TTTCAAGGTTGTAATGGGGC CATGTGATGCAAAAATGGGA 169

Ai05B15178 Araip.B05 15178 c* (AGAAGG)5agaatgagaaggagaagg(AGGAGA)5(AGA)14*117 62869888 62870004 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTATTCCCCA 219

Ai05B15179 Araip.B05 15179 p2 (AT)7 14 62873541 62873554 AATTTTGGGCCGATTTCTTT CGACGATGCGTAACACTCAC 245

Ai05B15181 Araip.B05 15181 p2 (CT)6 12 62886465 62886476 TTCTTATCTTTTTCAAAACCACCT GGGGTTCAAATTTGGTTAGTG 280

Ai05B15184 Araip.B05 15184 p2 (TA)6 12 62908423 62908434 CTCAAATCAATTGGTGCCCT ACTGAGGACGGTGCAAACTT 221

Ai05B15186 Araip.B05 15186 p2 (TA)9 18 62921421 62921438 TATTAACCCCCTCCAAACCC AAAGCTACAAGCGAAGCGAC 267

Ai05B15187 Araip.B05 15187 p3 (TTC)5 15 62927347 62927361 CGAACTCTCCTCTCCCTCCT GCTTTTGTCTTCCCTTTCCC 190

Ai05B15188 Araip.B05 15188 p2 (CT)6 12 62938060 62938071 AATAACGTGTGCGAAGGACC GGATATGGGCCTTTGGATCT 271

Ai05B15189 Araip.B05 15189 p2 (AG)7 14 62940283 62940296 CACTGATCAATTCAAGTGCTGG AAGTCCTTTTTGGCCCAGAT 259

Ai05B15191 Araip.B05 15191 p2 (CT)6 12 62948298 62948309 CGTTCTCGAACCCACACTTT GGATATGGGCCTTTGGATCT 151

Ai05B15192 Araip.B05 15192 c (A)10gaaaaaaaagaaaaaaaagagaaaaaaaagaaaaagaaataatgaaaaggggacaatatgtgatgaattgaatttgatacatga(GT)8110 62960141 62960250 CCATATGCATTGATGAGTTGGT GGGTTGTAATGGGCTAAGGG 249

Ai05B15193 Araip.B05 15193 p2 (GT)6 12 62964747 62964758 TCTGCAAATGGTGGGTATCA TGTCCATCAAAGAGAAGGCA 256

Ai05B15195 Araip.B05 15195 p2 (TA)6 12 62975020 62975031 GTCCATGGGTACGGTAAGGA CAAGCTTCCAATCAAGCCTC 161

Ai05B15196 Araip.B05 15196 p2 (TA)6 12 62982181 62982192 CCCTCGCCTTTATCTTTTCA ACTAGGAAAAGGAATCCACGA 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B15201 Araip.B05 15201 p2 (TC)6 12 63042718 63042729 GGAACATTGAACCTGTAATTGAAA TGACTTTGCAGCGACCTGTA 260

Ai05B15202 Araip.B05 15202 p2 (AC)6 12 63043928 63043939 GGGCTAAGGTAAGGGTGAGG GCAAAAGTGGGAATTTTGGA 139

Ai05B15204 Araip.B05 15204 p2 (CT)8 16 63051011 63051026 GGAACATTGAACCTGTAATTGAAA TTCTGGGCTGTTTTTGATCC 230

Ai05B15207 Araip.B05 15207 p2 (AT)6 12 63073452 63073463 TGGGAAATAATCAAAACTACCTTTA GTTATGAAACCGCTTGCTCC 180

Ai05B15211 Araip.B05 15211 p2 (CT)6 12 63084424 63084435 TCAAAATTGATTCTCAAAATTTGTT GAAGGAGATGAGAGAGGGGG 236

Ai05B15213 Araip.B05 15213 p3 (CTT)5 15 63098558 63098572 GAACGGGTCCACCTTAGTGA GAAAAAGGAGCAACAAACGC 104

Ai05B15215 Araip.B05 15215 p2 (GA)6 12 63101920 63101931 CGAACAGAGAGAAGAGAGAGGG TCATTTTCAAAAACCACTAACCA 258

Ai05B15220 Araip.B05 15220 p3 (GAA)5 15 63116778 63116792 TTGCTGGTTATGATGATGTCG CCTTAATCCCCAACACGATG 146

Ai05B15222 Araip.B05 15222 p3 (TTA)6 18 63122070 63122087 TTCGGATGATAAATTATTTGGTGA TATCATGGCATCGAATGGAA 277

Ai05B15225 Araip.B05 15225 p2 (AT)7 14 63126850 63126863 GCGGGTTCGAGTCTCATATC GGGAAATGCAAAGCATGAAT 132

Ai05B15230 Araip.B05 15230 p2 (TC)18 36 63157501 63157536 TCATCGTACACAAACCGACAA GTGCACGTAACAACAAACGG 274

Ai05B15236 Araip.B05 15236 c (A)10taatatatgcatgcagaaaataataaaatggaaaataaataa(AAAT)572 63169410 63169481 GGCTCTTGAAAGAATGATGAAAA CCCCAGATAGAGGAGTCCAA 280

Ai05B15239 Araip.B05 15239 p2 (CA)6 12 63183482 63183493 CCTCACATCCTACCTCAACCA TGATTTGGAACTTTGGAGGC 272

Ai05B15244 Araip.B05 15244 c (TA)8(T)10 26 63210636 63210661 CAAGGAATTGCAGGGAGGTA CCTTCATTTTGGGAACCTACTC 235

Ai05B15245 Araip.B05 15245 c (TA)8(T)10 26 63212340 63212365 TGGGATATGTGAACTCTCTGATCT TGGGAAATTTGGGAACCTAC 249

Ai05B15247 Araip.B05 15247 c (T)10cttttttttcgcatttttttcgcatatatattttttttgcaagc(T)1165 63241403 63241467 TGCTCAAAGCCTTGGATCTT TGGCTCTTGAAAGAATGATGG 251

Ai05B15248 Araip.B05 15248 p2 (AG)6 12 63243422 63243433 GGTGAGGTAGGTGGGGTTTT CGCCAGGATTAGCAGAAAAG 248

Ai05B15257 Araip.B05 15257 p3 (TTC)5 15 63283420 63283434 TCTCTTCTTGGCCGAAACAC ATGCTTTTACCACGCCAAAC 121

Ai05B15259 Araip.B05 15259 p2 (AG)6 12 63297412 63297423 GGGTATTTGGGGGAGAGTGT ATAGGCACAGAGTTGGCGTT 243

Ai05B15260 Araip.B05 15260 p2 (CT)6 12 63307950 63307961 ACGTTAAACGCCAGAAATGG GGGTGTTATGGGAAGGTGTG 185

Ai05B15267 Araip.B05 15267 p2 (AG)6 12 63338477 63338488 GATGGGAAGCAATGGTAACTT CGCATATTTTCACCTTTCAATG 279

Ai05B15269 Araip.B05 15269 p2 (AG)6 12 63345263 63345274 CCTTAGATGGGAAGCAATGG TGTTTTAGATTTTGTTGAGAGGGA 264

Ai05B15273 Araip.B05 15273 p2 (CT)6 12 63383886 63383897 CGATCGCGTCACCATACTTA TAGAACCTTGGCAATGGAGG 217

Ai05B15277 Araip.B05 15277 p2 (AT)6 12 63408510 63408521 TGGGGAATTTTATGGGAACA TCCCATGTGCATTGATTCTT 241

Ai05B15278 Araip.B05 15278 p3 (ATC)7 21 63416006 63416026 CACGGTTAAGAAATTTTGCCA TGAGAAGATGAAACAAAAAGGAGA 165

Ai05B15279 Araip.B05 15279 p2 (CA)7 14 63429405 63429418 GGATCCATAGCTCATCCCAA GGTTGTGAAGGCAAAAGGAA 208

Ai05B15280 Araip.B05 15280 p4 (TATT)5 20 63432360 63432379 GCCTAGCTACCCATAATTCCC GGTGCCTACTCATGTGAGACC 240

Ai05B15282 Araip.B05 15282 p2 (GC)6 12 63463275 63463286 ATCAGTTTTGGCACAGGGTT GCACCATTGCAATTTAACCA 131

Ai05B15284 Araip.B05 15284 p2 (AG)6 12 63468806 63468817 GAAGGAGATGAGGGAGAAGGA TTTGGTGTCTTGCATGTTTTC 240

Ai05B15290 Araip.B05 15290 p3 (CAT)6 18 63505198 63505215 CAGCATCCTGAGTCGATGAA CCTGAACTCGATCTCACCCT 274

Ai05B15291 Araip.B05 15291 p2 (CT)7 14 63520394 63520407 CTTCCTTCTTCTTCGCCCTT AATTCCGGTGGAAAATAGGG 233

Ai05B15294 Araip.B05 15294 p3 (TTG)5 15 63528111 63528125 AACATCCAGTCAGGAGGGTG TGGTGTGCTTGTTTGGAAGT 261

Ai05B15296 Araip.B05 15296 p2 (AT)8 16 63541374 63541389 AGTGGTGGAATCTCATGCAA CCAGTGAGGGTTCAATAGCTC 276

Ai05B15298 Araip.B05 15298 p3 (TTG)5 15 63553143 63553157 TGATATTGTGGTGGTGGTGG TGACAACACAAGGTTGGCAT 261
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Ai05B15299 Araip.B05 15299 p2 (GA)8 16 63566531 63566546 TTGCATCCTCATTTCAGCAC AACCAAACCCAAAATTGCAG 235

Ai05B15302 Araip.B05 15302 p4 (TTTA)6 24 63575129 63575152 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 254

Ai05B15305 Araip.B05 15305 p2 (GC)6 12 63581159 63581170 TGGGTCTTCGCTTTATGGTC TTCACAGAGAGTTGAGCCCC 208

Ai05B15306 Araip.B05 15306 p2 (GC)7 14 63582519 63582532 AGGGGTAAGTGTGCCCTTCT AGAGTTATGCCACCCCTGTG 172

Ai05B15307 Araip.B05 15307 p2 (GC)6 12 63582638 63582649 CACAGGGGTGGCATAACTCT CGGATGACGCTAATGTTGTG 250

Ai05B15308 Araip.B05 15308 p2 (TA)7 14 63590991 63591004 TTTGGAGGTTTTCACGGTTC GCTGAAGCCATTAAGGCAAA 210

Ai05B15309 Araip.B05 15309 p3 (AAG)6 18 63600448 63600465 ATGGCCTCACTCAAGGAAAA ACGAAACAAACGGATAACGC 264

Ai05B15312 Araip.B05 15312 p4 (AAGA)5 20 63614775 63614794 GAGCTAAGCAGGCGAATGAC TCGTTTTTCCACAAAAACACC 245

Ai05B15314 Araip.B05 15314 p2 (CT)6 12 63634091 63634102 TGTTTGTTTCTTATCTTTTTCAAAACT ACAGATGGAAGAGGGGGTTC 276

Ai05B15315 Araip.B05 15315 p2 (CT)8 16 63634241 63634256 TCGAAAATCACTAACCCCTTTT CCCAGGTATAGAGGTTCCCC 213

Ai05B15316 Araip.B05 15316 p2 (AG)6 12 63640675 63640686 GTTTCGAAAACTAAAAGAAAAGGA TTTTAAGTTTGGTGTTTCCTTGC 264

Ai05B15317 Araip.B05 15317 c (A)13tttgaattttttttgtaaatttcaaaaattcaattaaaattaaagagaaaatatatttttta(T)1085 63640985 63641069 CACCAAACTTAAAATTTTTCAATCAA TTGTTTCTCTCTATCCTCGTTAAATTC 278

Ai05B15319 Araip.B05 15319 c* (A)10(AT)9* 27 63656064 63656090 CTTGGGACATTGGTTGAGGT TTCACTTTGGGGCATTTTGT 253

Ai05B15324 Araip.B05 15324 p2 (AT)9 18 63672912 63672929 CGTGAGGAGGTGAGGGATAG AAACTTCGCAGGTCGTGACT 225

Ai05B15325 Araip.B05 15325 p3 (TCA)6 18 63681825 63681842 AAATTTTCCCAAAGCCATCC TGTCTTTCAAGCTTAATTTTTGC 267

Ai05B15330 Araip.B05 15330 p3 (CTT)5 15 63687118 63687132 AGCCGTTACTGCACGTTTTT GAGAAGGCAAGAAACGAAAGAA 107

Ai05B15331 Araip.B05 15331 p3 (GAA)5 15 63687565 63687579 TCCTGTAACCGTTTGGGTGT TCCAACAAAACACACGCATT 218

Ai05B15332 Araip.B05 15332 c (A)11ccctaaactaaatatcatattagaacaaaaagtataaatttagaaaaatcagaaaaaaatgaagaaccaagaaaat(A)1097 63691263 63691359 TGCCAGAACAGAACCAAATG TCCCTCTCTAAAGTCGTCGC 271

Ai05B15340 Araip.B05 15340 p2 (GA)6 12 63731618 63731629 TTTCCAACACCAAGTAAAAAGGA ACAGCTTCCCTGATTTGCC 274

Ai05B15342 Araip.B05 15342 c (CTT)5tgtttc(TTG)536 63756431 63756466 TGAAGGAACTCCACCACCTC CCATTCATCCAGTGTCAGGA 253

Ai05B15344 Araip.B05 15344 p2 (CT)6 12 63760600 63760611 TTGTGATTTCTTGTGAATCAAGTC GAAATTTTGAAAAAGGGGGAA 280

Ai05B15345 Araip.B05 15345 p3 (TAT)5 15 63760928 63760942 TGAAAATTCTCCCTCTCCCA CAGGTTCTGGATCTGCTTCC 262

Ai05B15350 Araip.B05 15350 p2 (TA)8 16 63796983 63796998 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 278

Ai05B15351 Araip.B05 15351 c (AT)10g(TA)10 41 63799563 63799603 TCCCTTTCAGGATATGGGTG CAAGTGGGCCCAAGATAAAG 222

Ai05B15352 Araip.B05 15352 p2 (GA)8 16 63804015 63804030 TCCAATTTTGTCTCGCTTTTT CACCATAAATAGAAATACGTGATCG 277

Ai05B15356 Araip.B05 15356 p2 (AG)7 14 63819205 63819218 GAGGGGGAAGTGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 230

Ai05B15359 Araip.B05 15359 p2 (AT)9 18 63834540 63834557 AGACATTCTCCCCGGATTCT GATGCAAAAATGCAACATGC 250

Ai05B15360 Araip.B05 15360 p4 (ACAT)14 56 63834758 63834813 GATTTTGAAATTGCATCCATCA ATGGAATGCCCAAAAAGAGA 148

Ai05B15362 Araip.B05 15362 p2 (TA)19 38 63836007 63836044 TCTTTTGTTTGCTTTTGCCA TCATCAATTCCCCCACACTT 204

Ai05B15365 Araip.B05 15365 p2 (GC)6 12 63853532 63853543 TGTTTGCTTAGCTTTGTGCC TGGACACAACTCTCGGGTTT 279

Ai05B15368 Araip.B05 15368 p2 (AT)8 16 63859030 63859045 TGCAAGAAAGTGCATAAAACC AGCGACTAGAGCGCAAACAC 264

Ai05B15369 Araip.B05 15369 p2 (TA)6 12 63861044 63861055 GGGTGAACACAATTTCGGAC CAAGGGTAAACCAAGCTCCA 274

Ai05B15372 Araip.B05 15372 p4 (TTTA)6 24 63877811 63877834 AGTCTCTCCTTGAATTCGGCT TCTTTCTCTCTCTCCATTTTTCG 195

Ai05B15374 Araip.B05 15374 c (T)10cgcctatttata(T)1032 63899264 63899295 TCGTTCCTCTGAACCTCTGC AAAGCAGCAAAGAGCAAAGC 186
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Ai05B15377 Araip.B05 15377 p3 (AGG)10 30 63907018 63907047 ATTGCATTCCATTCAATTCG AAAGAGCGTCATTACACGCA 235

Ai05B15380 Araip.B05 15380 p3 (CTT)8 24 63915076 63915099 AAATCTCAGGGCTTACGGGT TGATGGTGGCTCTCAAACAG 220

Ai05B15382 Araip.B05 15382 c (TC)9tt(TC)6tg(CT)7ccccttttt(TC)6ccttccgctttctctctctccccccctctctctctttcttccccttctgctttctctctccc(CT)6143 63957654 63957796 TTTCACACCCTCTCTCCCC TCATGTTTTGAATGTTGTCATTG 272

Ai05B15385 Araip.B05 15385 p2 (GT)6 12 63980829 63980840 GGGGACAAAATTACCCCAAT TCATGAGGTCTTTTCAGGGG 252

Ai05B15388 Araip.B05 15388 p3 (AGA)9 27 64003737 64003763 ATGCTTTTACCACGCCAAAC CACACATCCCTCCATCTCCT 111

Ai05B15389 Araip.B05 15389 p2 (AG)6 12 64005854 64005865 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 269

Ai05B15392 Araip.B05 15392 p2 (AG)6 12 64028475 64028486 GGTATTTGGGGAAGGGTGTT AAGAATGGGCACAAGACTGG 246

Ai05B15394 Araip.B05 15394 p2 (TA)13 26 64045643 64045668 GAGGTGGTGTGGTATTATGACCT TCGCCGGTTAAGTTTAGAGC 249

Ai05B15396 Araip.B05 15396 p2 (TC)13 26 64054449 64054474 TGATTAGACATTCAAATCTCACCAT GAGAGGAAGAGAGGGAGGGA 249

Ai05B15397 Araip.B05 15397 p2 (AT)13 26 64054745 64054770 TTTTTCTTTTAGCTTCTGATTAACAA GAGCAACAAAGAGATACACACAAAA 258

Ai05B15399 Araip.B05 15399 p3 (TCT)6 18 64065002 64065019 GGCCAAGCGCATAAAAATTA GCCACAAAACAACTCGTCAA 232

Ai05B15401 Araip.B05 15401 p2 (TA)9 18 64077641 64077658 TGGAGAAACGGGATTTATGC AAGACGATCCGGGAGCTAAT 216

Ai05B15402 Araip.B05 15402 p2 (TA)6 12 64079711 64079722 TCATCAATTCCCCCACACTT TTTTCTTGTCCAGGCCCTAA 228

Ai05B15403 Araip.B05 15403 p2 (AC)6 12 64080486 64080497 TTTTCAATGAGCACCCAAAG ATATGGCCAATCCTTGCATC 218

Ai05B15406 Araip.B05 15406 p2 (TG)15 30 64085172 64085201 CCTTTTCTTCGCAGGTCAAG GGTCGTAAATCAAAGGTGGTG 268

Ai05B15407 Araip.B05 15407 p4 (AACT)6 24 64090018 64090041 CCTCAACAATGGACCAACAA TCCAACACTTCCAAACACCA 214

Ai05B15408 Araip.B05 15408 p2 (TA)13 26 64097939 64097964 TGGGGCTTGGTGTTTTGTAT TCAACCTGCAAAGCTAAGGC 260

Ai05B15409 Araip.B05 15409 c (AC)26(AT)8 68 64109836 64109903 TTTCAAGGTTGTAATGGGGC AAAAATTTGGGTAGCTAAGTGTGAA 206

Ai05B15416 Araip.B05 15416 c (CT)6tttctgcccagctccactagtccctgccgtcggccaccgctgccgtcggccaccgctgccgtcagcccaccgccggtgag(CT)14120 64202998 64203117 TGAGAGGCAACCCTCTCTTT CGGAAAAAGGAGCACCATAA 260

Ai05B15418 Araip.B05 15418 p3 (TTC)5 15 64229614 64229628 GAGGAAAACACCACTGGGAA CCAAGGTAATCACAAAACCCA 270

Ai05B15422 Araip.B05 15422 c (T)14gg(A)10 26 64290956 64290981 GTTTCATTATGGCCACGCTT TTGATGGGGGTGAGAGAGTC 200

Ai05B15425 Araip.B05 15425 c (TTA)7tg(ATT)8atatata(TAT)5(TAA)19126 64310467 64310592 CGGGGTAATTTTGTCCCCT GGAGTAATTTTGCCCCCTTA 199

Ai05B15428 Araip.B05 15428 p3 (TGA)5 15 64323687 64323701 ACGCTGCTTACGAAAATTGG CATCTACCGTCCCATCATCC 264

Ai05B15429 Araip.B05 15429 c (T)10a(AT)12 35 64327547 64327581 TGTAAAGCGTAGCCACATTG CATTCCAATACATTTGGTTCATT 280

Ai05B15431 Araip.B05 15431 p2 (CT)13 26 64331825 64331850 TCTTCTCTCCTCCATTGCGT TTACCCTCGATCACCCTCAG 261

Ai05B15432 Araip.B05 15432 p3 (AGA)6 18 64376430 64376447 TATGACTTGGAGGTGGAGGC CAAAATCTCTTTCCCACCCA 243

Ai05B15434 Araip.B05 15434 p3 (TAT)5 15 64380620 64380634 CCCCCTCTTTTCTTCCACTC AGGGGCATGAGGTTTATTCC 270

Ai05B15436 Araip.B05 15436 p2 (CT)7 14 64385066 64385079 CTTCTTATCTTTTCAAAATTTGTTTCA GAGAGAGGGAGAGGATTTTCG 264

Ai05B15437 Araip.B05 15437 p2 (CT)6 12 64387118 64387129 TTGTGTGCAAGGGCATTTTA AGGAGATGGAGGGATGTGTG 237

Ai05B15440 Araip.B05 15440 p3 (TTC)5 15 64390467 64390481 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 263

Ai05B15442 Araip.B05 15442 p2 (AG)6 12 64442544 64442555 GTTTGGGAGGGAAATTGGTT GAGAAATCCTTGGCACCTCA 258

Ai05B15448 Araip.B05 15448 p3 (TTC)5 15 64479063 64479077 TGCCGAAGGGAGATTTATTG GCTTTTGTCTTCCCTTTCCC 224

Ai05B15452 Araip.B05 15452 p2 (AG)6 12 64530183 64530194 TTGGGAGGGAAAGTGTTTTG TGAGAATTCCTTGACACCCC 259

Ai05B15454 Araip.B05 15454 p2 (AG)7 14 64551943 64551956 TTCAAAAATTAAGAGAAGGCAAAGA TCTTTTTCAAAACTTCCTAACCA 144
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Ai05B15456 Araip.B05 15456 c (A)11tttcagattttgattttaaaacttttatcttatcttatcttagttttaaatttcaaaatttaatatttttcaaatttcaaatttc(A)11107 64566720 64566826 TTTTTGTTTTTCTCTTTCCTCATT CAGACTCATAGCCAAAGGGG 275

Ai05B15458 Araip.B05 15458 p2 (TA)6 12 64586793 64586804 GCAAGAACAGAGAAATGCAAA TTCGGTTGTTCAGGTTTTCC 229

Ai05B15463 Araip.B05 15463 c* (A)10(AT)6* 21 64625860 64625880 TGAGAATCTTGGGAATTGGG TATTGAACCTTGCTTTGGGG 214

Ai05B15466 Araip.B05 15466 c (CT)8aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttgtttttatttttgattttaaaatctttcg(A)10tttcg(A)10131 64660460 64660590 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGATGGGAGAGGGAGAATTT 257

Ai05B15467 Araip.B05 15467 p3 (TAT)5 15 64660821 64660835 TCTCTGCCCTCCTCACAGTT CAGGTTCTGGATCTGCTTCC 201

Ai05B15468 Araip.B05 15468 p3 (TCT)6 18 64664113 64664130 ACCCCACAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 259

Ai05B15472 Araip.B05 15472 p3 (TTA)5 15 64706368 64706382 CTGGGTGTTGGATCCTTACG CCACCATGGTATGGTCGTTT 273

Ai05B15473 Araip.B05 15473 p3 (TTG)6 18 64728643 64728660 CCTTGCAATTGTTCCCAGTT GAGAACGAAGAGCTCATGCC 151

Ai05B15475 Araip.B05 15475 p2 (GA)26 52 64752012 64752063 CAGCTTGCTGCTTGTTTCTG AGTCCTTGACCCCTCAGGAT 191

Ai05B15476 Araip.B05 15476 p2 (CT)12 24 64760931 64760954 AGCCTTAAGTGTGGGGAGGT GTGCTCGAGCTCTAAAACCA 273

Ai05B15478 Araip.B05 15478 p2 (TG)6 12 64779893 64779904 GACCCCTCTGTTCATTGCAT CAACCACTAGTTGTCTGGTTCTG 115

Ai05B15482 Araip.B05 15482 c (A)12(TA)8 28 64810330 64810357 GGAAACTGTGGAAACATGGG TGGGATAATTTTGTCCCCTT 280

Ai05B15485 Araip.B05 15485 p2 (AT)9 18 64845744 64845761 TTGATTTTGGGAAAGTTGGG GAACTTTGACTTTTGGGGCA 217

Ai05B15486 Araip.B05 15486 p2 (AC)7 14 64896534 64896547 CCTTTCATCCCCTTTTGACA CTTTCTTCTCCCCTTCCACC 156

Ai05B15488 Araip.B05 15488 p3 (AGA)5 15 64912657 64912671 CTCTTGCCTTAGGTGCCATC CAAAATCTCTTTCCCACCCA 190

Ai05B15489 Araip.B05 15489 p2 (TA)25 50 64924926 64924975 TGTTCCCTCGCCTTTATCTTT TTTAAACCGCAATACCGCTC 217

Ai05B15490 Araip.B05 15490 p2 (AG)9 18 64925631 64925648 TGCTTTCTCCCTTTCCTCAA TTGCTGGTCAGTGGTACGAG 199

Ai05B15494 Araip.B05 15494 p2 (GA)6 12 64932965 64932976 CGTCATCGTGTCGTTGTCTT CCTTTTCTAGCCACGGTTCA 236

Ai05B15495 Araip.B05 15495 p2 (GA)10 20 64940314 64940333 CAGCTGCAAGATGAAGGATG CCTCTTCTAGCCACGGTTCA 259

Ai05B15496 Araip.B05 15496 p2 (AT)10 20 64949208 64949227 GATATGGGCGCAGAAGTCAC CGTAATACCGCTCCCAAAAA 272

Ai05B15497 Araip.B05 15497 c (TA)7tcatgtaaatcatgtaaccacattatccagcaatgatgttggaaaaggaaagaaaag(A)1081 64955475 64955555 AACCTTTTCCAAAGAGGATTGA CTAGTAATGGGGGTGCTTGG 275

Ai05B15503 Araip.B05 15503 p2 (TA)11 22 65028281 65028302 GTGTGGAAAATTGGGTTTGG TACTTTGGGGCATTTTGTCC 245

Ai05B15504 Araip.B05 15504 p2 (CT)7 14 65037201 65037214 TCAGCTTCTGCTTCTGGGAT GAGGACTCTACGGTTGCAGG 153

Ai05B15506 Araip.B05 15506 p2 (CT)6 12 65041986 65041997 GGGGATTGCATCCATTCATA ACATTGAACCTGGGATCGAG 157

Ai05B15508 Araip.B05 15508 p2 (AG)6 12 65064927 65064938 AAAGGCTTGCCATTGCTAAA TTTTTGTTTGTTTCTTACCTTTTTCA 205

Ai05B15510 Araip.B05 15510 p2 (TA)16 32 65075410 65075441 TTCACTTTGGGGCATTTTGT ACCATATGCATTGATGCCCT 121

Ai05B15511 Araip.B05 15511 c (T)13agcaacccaaaaattttctaatcacaatcaacaactaagatgcaaaac(AT)1081 65076143 65076223 TTTAACCAATTGGGGTGGTG TTTTTGGTTGTTGCACACTCTT 274

Ai05B15512 Araip.B05 15512 p2 (CT)7 14 65077407 65077420 ATGCATCCATTCAGAGGGAG TCAAATCATAACATGGGAAGGA 230

Ai05B15515 Araip.B05 15515 p2 (TA)6 12 65083923 65083934 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 267

Ai05B15525 Araip.B05 15525 p2 (GA)10 20 65164680 65164699 ATGGGGGATGATGACTCAAA CATTCTTCTTTCCCCCTTCC 240

Ai05B15528 Araip.B05 15528 p3 (TCT)6 18 65205627 65205644 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 245

Ai05B15531 Araip.B05 15531 p2 (CT)6 12 65211680 65211691 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAGTAAGATGGGGGAGGGA 237

Ai05B15532 Araip.B05 15532 p3 (TAT)5 15 65212018 65212032 CCCCCTCTTTTCTTCCACTC GCCATCTCTTCTGCCTGTTC 239

Ai05B15538 Araip.B05 15538 c (A)10gggaagatattttcgaaaatt(AG)643 65318329 65318371 GAGGGAGAAGGAGATGAGGG TTGATTTTCAAATTTGTTTCAACT 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B15540 Araip.B05 15540 p2 (AG)7 14 65322391 65322404 GAAGGAGATGAGGGAGAAGGA AACATTGATTTTCAAATTTGTTTCA 272

Ai05B15548 Araip.B05 15548 p3 (TCT)6 18 65351630 65351647 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 245

Ai05B15550 Araip.B05 15550 p2 (AT)12 24 65407130 65407153 AATTGGACACCAAACCTCCA TACCGATCTCCGTGGGTTAG 208

Ai05B15559 Araip.B05 15559 p3 (GAA)5 15 65488573 65488587 AGGATTCTTCGGTCTTGGGT CACCACTCACATCCATCCAC 265

Ai05B15560 Araip.B05 15560 p2 (AG)7 14 65492046 65492059 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai05B15561 Araip.B05 15561 c (T)11ggattttcttttaaaa(T)1037 65493075 65493111 GCAATTGACACCAAACTTTCAA CAGCTGTGGCATGTCTGAGT 263

Ai05B15564 Araip.B05 15564 p2 (TC)8 16 65504485 65504500 TTTCTTATCTTTTTCAAAACCACC GAGAGAGGGAGAGGATTTTCG 227

Ai05B15566 Araip.B05 15566 c (A)11tttaattttgcaacaaaaagggaacaaagggtcataaagtttaaggtttcataaatttaatgcatatgtgtggtaat(A)1199 65517273 65517371 TGAAAATTTCTCAAGAATTGGG TCCCACCTAACCTTATGACGA 253

Ai05B15567 Araip.B05 15567 p4 (AGAT)7 28 65524429 65524456 TTAAGCGATGTGGCAATGAG AAGCATGATTATGCAGCTTTTTC 234

Ai05B15568 Araip.B05 15568 p2 (TA)6 12 65528610 65528621 GAAAGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 192

Ai05B15569 Araip.B05 15569 p2 (TA)6 12 65533098 65533109 GTTGGATCCTTACGCCGATA CACCATGGTATGGTCGCTTA 266

Ai05B15570 Araip.B05 15570 p2 (CT)6 12 65537518 65537529 GAACATTGAACCTGTAATTGAAGAA TACCCAGTTTTTGCCCCATA 195

Ai05B15573 Araip.B05 15573 p2 (CT)6 12 65543935 65543946 AAATCTGAAATACCTCAATTGCAT TTTGCCCCCATAAAACACAT 264

Ai05B15579 Araip.B05 15579 p2 (GA)6 12 65594377 65594388 ACTTCTAGGCGAAGCGTCAA TCATTAAGGAAAATTCGCGG 250

Ai05B15584 Araip.B05 15584 p2 (AG)6 12 65634465 65634476 GAGGGGGAAGTGAATTTTGA CCGCCTGACTGAGACTTACA 225

Ai05B15586 Araip.B05 15586 p2 (AG)6 12 65637125 65637136 AGCAGAGATGTGAGGTGAGGA TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai05B15589 Araip.B05 15589 p3 (GAG)5 15 65643828 65643842 CGCCTCTGAGCCAGTTTATC GTCTCCTCCTCGTGCTCATC 222

Ai05B15593 Araip.B05 15593 c (TA)9(T)13 31 65675247 65675277 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 216

Ai05B15595 Araip.B05 15595 p2 (TC)7 14 65676547 65676560 CTGTACATGTATGCGTCGCC TGCTTGTCCTCAAGCAAAGA 180

Ai05B15603 Araip.B05 15603 p2 (CT)6 12 65762572 65762583 TTGAACCTGGAATTGAGAAGAA CAGAGTGGAGGAATGAGGGA 139

Ai05B15605 Araip.B05 15605 p3 (TTG)5 15 65774576 65774590 GTGGTTGAAGTGCCAGGAAT GCACCAATGACAACACAAGG 255

Ai05B15608 Araip.B05 15608 p3 (ACA)6 18 65813471 65813488 TGATTTTGCAGTTGAGGCAG TGGCATCGTTTGATTCATGT 152

Ai05B15611 Araip.B05 15611 p2 (TA)6 12 65818340 65818351 CAAGTGGGAAAAATTTGCGT GCATGCTTCCTTTCCATCAT 251

Ai05B15613 Araip.B05 15613 c (CT)6aattttcgaaaatatctcccctctttttcaaaaattctttttaattaactaattattttaattttcg(A)1190 65839688 65839777 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGGGGAAGTGAATTTCG 214

Ai05B15618 Araip.B05 15618 p2 (CT)6 12 65930502 65930513 TCCATAACCAGCCTTCAACC AAGGACAGAGAAGGCAGCAA 242

Ai05B15619 Araip.B05 15619 p2 (AT)9 18 65933235 65933252 AGCCGCAGATTCTGAAGTGT TCAAAATCAAAAACTAAGATGCAAA 250

Ai05B15620 Araip.B05 15620 c (A)11gggggaaaagcaagccacgcgcaagcgcaga(GC)654 65941829 65941882 TTGCACCTTAGCTAGTCCTGG CCAACGCATAAAAAGGGAAA 257

Ai05B15621 Araip.B05 15621 p2 (AT)11 22 65945620 65945641 ACCGGTGTTTGCACTTCTGT CAGTTTCAGGTAACCCTCGG 275

Ai05B15622 Araip.B05 15622 c* (AAAT)8(AT)14* 58 65956933 65956990 TTGATTTTGGGAGAGTTGGG AGGGCATTTTGTCCCATTTT 280

Ai05B15625 Araip.B05 15625 c* (AAAT)5(AT)8* 34 65973446 65973479 TTGATTTTGGGAGAGTTGGG AGGGCATTTTGTCCCATTTT 255

Ai05B15626 Araip.B05 15626 p2 (AG)8 16 65978649 65978664 GTGCTAGGTGGGAGACAACC TGAGGAACATACGACACGGA 239

Ai05B15627 Araip.B05 15627 c (AT)7aaagagaagtgagaaaaat(A)1043 65980630 65980672 GTGTGGGAAAATTGGGTTTG TTCACCACTTACTTTGGGGC 223

Ai05B15636 Araip.B05 15636 p2 (GA)18 36 66051102 66051137 GGGGGAGAAGAAAAGAAAACC CACAGCTTCCTTGATTTGCC 188

Ai05B15642 Araip.B05 15642 p2 (AT)9 18 66109483 66109500 TTACTTGGGGCATTTTGTCC TTGATTTTGGGAGAGTTGGG 241
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Ai05B15644 Araip.B05 15644 p2 (AG)7 14 66127999 66128012 GTTCTTGTCCTTGCTCCTGC TCACCAAAAATCCGAACTCC 161

Ai05B15645 Araip.B05 15645 p2 (AG)6 12 66128247 66128258 GATGAGGGAGAAGGATTTTCG TTTTTGTTGGTTTCTTATCTTTTTCA 220

Ai05B15649 Araip.B05 15649 p2 (TC)6 12 66151187 66151198 GCTAGGATTGGCACAGGAAG GGTATTTGGGGAAGGGTGTT 157

Ai05B15650 Araip.B05 15650 c (A)10gaggcgaaaaaaaaag(A)1036 66153219 66153254 GCAGTGAAAAGCTTGCAGAA GGTTTAAAGGGGTGTTGGCT 119

Ai05B15651 Araip.B05 15651 c (T)10acg(A)11 24 66159390 66159413 AGAACCAACCGGTGATTAGC TCCTGGACTGTTCATTTCCAC 280

Ai05B15652 Araip.B05 15652 p4 (CTGT)6 24 66166252 66166275 GACACTGCTATGATTGGATGTGA TAAGCATGCAACCTCAATGC 271

Ai05B15655 Araip.B05 15655 p5 (TTATT)5 25 66179898 66179922 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 276

Ai05B15658 Araip.B05 15658 p2 (AT)6 12 66230531 66230542 TAGCTCTGGGTTGCATCAAG TGAACCTATACTTGGGACAGGC 278

Ai05B15659 Araip.B05 15659 c (T)10cttttatatatatg(T)1034 66251499 66251532 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 221

Ai05B15661 Araip.B05 15661 c (GC)6tatgcgtgcttacgcgcggatcgcctggtacaaagtaggcataaagtgggcacaactctcgggttttattactaggagttgtgaaaccacagcg(GC)6actgcgcgcttgggcgccaattcccg(T)15159 66253327 66253485 GCCATGCATGCTTATGCG GATTAGGAGAATGCCCTGCTT 219

Ai05B15662 Araip.B05 15662 c (T)10aattgaaataaataaagcttatcaacgcacataga(T)1055 66263263 66263317 GGGGTAATTTTTGTCCCCTT GGGGAAATTGTGGAAACAAA 193

Ai05B15663 Araip.B05 15663 c (TA)6tttttttttctc(T)1034 66318262 66318295 TGGGGTAATTTTGTCCCCTT TGTGCATCAACTAAGTGTGGG 218

Ai05B15665 Araip.B05 15665 p3 (CTT)5 15 66321282 66321296 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai05B15670 Araip.B05 15670 p3 (AGG)5 15 66345921 66345935 TGATGAGCCAGCACTACCAG CATGTAGCCGTTCGGAAGAT 217

Ai05B15673 Araip.B05 15673 p2 (GC)6 12 66365758 66365769 AAATGAGCTGCAAAATCGCT GGGAACCGTAAAGCTGTCAA 245

Ai05B15674 Araip.B05 15674 p3 (AGA)6 18 66420260 66420277 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 197

Ai05B15675 Araip.B05 15675 p3 (AAC)5 15 66427844 66427858 AAATGGAAGAAGGATTGGGC TGGCACGTTAACTGCTTACC 266

Ai05B15679 Araip.B05 15679 p2 (CT)6 12 66443784 66443795 TCTCTCCCTCACTCACCAAAA GTTCTTGTCCTTGCTCCTGC 173

Ai05B15680 Araip.B05 15680 p3 (TTC)5 15 66446459 66446473 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai05B15682 Araip.B05 15682 p4 (TAAC)5 20 66449960 66449979 TTTGTTTTTGATGATTGCTATGG GGTAAGAAGGGGAATCGAGC 217

Ai05B15687 Araip.B05 15687 p2 (CT)9 18 66461647 66461664 GGTTCGTTGTTAGCCAGCTC TGACAGAGAAGCGAGCAGAA 125

Ai05B15689 Araip.B05 15689 p2 (TG)6 12 66462732 66462743 AATCCGCAAGGTGGTTAGTG CCTGCATCATTACATGCCAC 184

Ai05B15695 Araip.B05 15695 p4 (TTTA)5 20 66497612 66497631 GAGAAGCTGTGATGATGGCA TCATCAGCATCGTCCAAAAA 278

Ai05B15698 Araip.B05 15698 c (TCT)5cttctctcccgctcttcttt(TTC)5tcacactcgtttacgcacggagcatcctcttcttcttcgccttctttttcgcgt(TCC)5119 66506034 66506152 ACATACGAAACGACCGCTCT CACCCGAGAGAGAATGAGGA 273

Ai05B15702 Araip.B05 15702 c (GA)8aagagcagtgt(GA)2883 66512841 66512923 AGCGTCAATGAGCATGAGTG TGGGAGGAATTGAGGTCTTG 232

Ai05B15704 Araip.B05 15704 p2 (GC)6 12 66527751 66527762 AATTTAACCATCGACGCCAG TCAGGCACAGAAATGGAACA 267

Ai05B15707 Araip.B05 15707 p3 (ATA)5 15 66559989 66560003 GGGGTCATTTTATGGGGACT AGGTGAATGCTATGGTGCCT 263

Ai05B15708 Araip.B05 15708 c (T)10caagaaaatattttacccacttcacttttaatg(A)1053 66562377 66562429 TTCCTTCTTCCCATTTTACCC AAACTCTGTCCTAGGTAAAAACAATTT 140

Ai05B15710 Araip.B05 15710 c (AG)6aattttttaacctattaaatatgagttaaatcaagtgatgattaagaaacatattagaactctgaattc(A)1091 66564398 66564488 AAATGTAAGGATGTGACATTTTATGTA CGAACCTTCTTACTATTTTGTTTGTC 250

Ai05B15714 Araip.B05 15714 p2 (AT)9 18 66573387 66573404 GAGCCTTCGCGAATACAAAC CATTTCAGCTACAGGTGCGA 251

Ai05B15715 Araip.B05 15715 p3 (AAT)19 57 66575274 66575330 GCCACATTTTCATTCTCCCT AAATTTAAAATCCATTAGGCTTTCT 227

Ai05B15717 Araip.B05 15717 p3 (AAT)7 21 66585562 66585582 ACGTTCCATGGGTCTTGTTT TCATTCCTCCCTTTGAATGC 259

Ai05B15718 Araip.B05 15718 p2 (TA)6 12 66587986 66587997 TTTCAAATCAATTGGGTGCC CGGCGTTTTTAGGTGACAAT 164

Ai05B15719 Araip.B05 15719 p2 (AT)10 20 66593730 66593749 TGTGATTGGAAAATGCACATAA CATGCAAGCTTCAATGAAAAA 242
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Ai05B15721 Araip.B05 15721 c* (AT)12(ATA)9*aaaataagtttagtcaa(AAT)15111 66607526 66607636 TCCCAACACTTTCACATTTCA ACTCAAATCAATTGGGGTGC 253

Ai05B15723 Araip.B05 15723 p4 (TTTA)5 20 66619774 66619793 TCCTCCAACTATTGCCCTTTT TGCAAGAACAAGCCATGAAA 148

Ai05B15724 Araip.B05 15724 p3 (TTG)5 15 66622963 66622977 CCAATGTGATGAGTTGTGGC GGAAAGGCATTGTTGGAGAA 234

Ai05B15725 Araip.B05 15725 p3 (GGT)5 15 66635114 66635128 TTTTGGATGTTGTTTGTTGTGA GCAAGTGGTGCAGCATAAAA 228

Ai05B15726 Araip.B05 15726 p3 (GGT)5 15 66635241 66635255 TTGGATTGGATCAAGGTGGT GCAAGTGGTGCAGCATAAAA 188

Ai05B15727 Araip.B05 15727 p2 (AT)22 44 66637815 66637858 TTGGAGAGGAGAGGAAACCA TTCAGATGCAAGACGTGAGG 204

Ai05B15728 Araip.B05 15728 p2 (AC)9 18 66638516 66638533 CCCGGATATCGTTCTCTTGA GAGACGTATGTGGGGTTCGT 213

Ai05B15729 Araip.B05 15729 p2 (AT)11 22 66641682 66641703 TGCTATGACCTCAAGACGCT CTGACCGGTCTTAACTTCGC 246

Ai05B15735 Araip.B05 15735 c (A)11ttccctgttcaatcccactcctacgtcttatttggtttcaagaattagttttgttttctgctccatgtgttttaaatg(A)14103 66665668 66665770 TTGTGTTTCTTTTAGTGTGTGGG TGACACATCAGTCTTTCACAACA 248

Ai05B15736 Araip.B05 15736 c (TG)10ttacttgggaggtaactttttcttaaataatgagaggagaaatcc(T)1277 66666554 66666630 GCTCTCAAAATTTGCTTGAGG CACCAGTGCTGCTTGCTAAA 247

Ai05B15738 Araip.B05 15738 p2 (TC)12 24 66672886 66672909 AAATAATCTCAGCCAAGGCG CACAACGTAAACTCTCGGCA 238

Ai05B15739 Araip.B05 15739 p2 (TA)6 12 66673822 66673833 GGAGCTTTGCCAAAAATCTG TGTGTTTTGGATGAATTCCTTG 280

Ai05B15750 Araip.B05 15750 c (A)12ccgaaatacccaaagaaaaccg(A)1044 66722104 66722147 AAAAAGCATTGGAAATCCTAGA GGTTTTCTGGGGTTTTAGGG 213

Ai05B15756 Araip.B05 15756 c (TTTA)5tttcgaaaataagataaagataaataaaaatgggtgaagattttcaaaaaattgaggagagagaaagtggttaggaggttttg(A)10113 66749159 66749271 CCATGATGGAGAAAGGGAGA TTTCGAAAACAAGGAGCATT 266

Ai05B15759 Araip.B05 15759 p2 (TA)21 42 66778792 66778833 TTTCTGATTGCTAATTCCAAAATC CCATGATGGAGAAAGGGAGA 247

Ai05B15761 Araip.B05 15761 p2 (TA)6 12 66790181 66790192 TTCACCATTTACTTTGGGGC TGTGGGGAAAAGTGGATTTG 232

Ai05B15764 Araip.B05 15764 p2 (TC)6 12 66807320 66807331 CCAATTTTCAAAAATCACTAACCA AGAGAGGGAGAGAGGGTTCG 245

Ai05B15768 Araip.B05 15768 c (A)10cttcatatatatgtatacaaagaatatgcgggtaataataatataattcaaacaagctttatgcaatttgagatttgca(AT)6101 66838841 66838941 CCAAATTAATAGCACACACAATTAAA AACAAGTGGTATCAGAACCATCC 265

Ai05B15774 Araip.B05 15774 p2 (AT)6 12 66854229 66854240 TGCATAATGTCGCTCTTTCA CGGCTAAGTCAACACAACGA 230

Ai05B15775 Araip.B05 15775 p5 (AAAGG)5 25 66858196 66858220 TTTTCTGGGGTTCCAATGAG AGTGAAACGCCGCTTTCTAA 264

Ai05B15789 Araip.B05 15789 p2 (TA)11 22 66920241 66920262 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 216

Ai05B15790 Araip.B05 15790 p2 (AG)8 16 66921410 66921425 GCTATAAAGTGGGGGAATGC ACACGAATGGTTCGTAAGCC 271

Ai05B15792 Araip.B05 15792 p2 (AT)9 18 66935113 66935130 TTGTTTTACCCTTCACAATGATG GGTTGCAGCTCAGTCGAGAT 251

Ai05B15794 Araip.B05 15794 c (A)12tttttaacagacttatatgttgagtttcaatcaccttcttattattatttaacaaagcataagattt(A)1493 66936940 66937032 TTTGGCTTCGATATGGACCT AACACCGGTATTTCCGATACA 229

Ai05B15795 Araip.B05 15795 p2 (TC)16 32 66938886 66938917 CACACGATAAAACTTGATCCGA GGCGTGATTTCAAGGAAGAC 250

Ai05B15796 Araip.B05 15796 p2 (CA)17 34 66939273 66939306 AAGCCTTTGCGAATATAACCA TTACGTACCAGAAGCCGTGA 277

Ai05B15797 Araip.B05 15797 p2 (AC)6 12 66943756 66943767 AAGTTTGCGGTCCCCTCTAT AGCGTGTTGATGACTTGTCG 216

Ai05B15801 Araip.B05 15801 p2 (TC)7 14 66957983 66957996 CTCTCTCTCCACGGTTCGAC GGGGAGTCTGAAGGAGAAGG 186

Ai05B15806 Araip.B05 15806 p2 (TA)13 26 66967426 66967451 TATGAGGAGGTAGGGTGCCT GGTTCATCAGTTCGGTTCGT 256

Ai05B15811 Araip.B05 15811 p2 (AT)6 12 66998123 66998134 CTATGCGGACAGCACCATTA CGCCAATATCCCAGTTTTGT 265

Ai05B15812 Araip.B05 15812 p2 (AT)6 12 67000591 67000602 GTATAATAAATGGGGCGGGG AGGGATAATGGTTTGAGGGG 143

Ai05B15814 Araip.B05 15814 p3 (TTC)5 15 67018183 67018197 CAAATTTCCTTCCTCCCTCC AAACAACGCTTTTCCCACAC 124

Ai05B15815 Araip.B05 15815 p2 (CG)6 12 67031401 67031412 CCCTTTGCACAAACCAACTT GGAATGTAGTGAAGGAAGGGC 175

Ai05B15816 Araip.B05 15816 p2 (TA)7 14 67032573 67032586 AAGGGCACCAATTGATTTGA TAACCACGCAATTAGGCTCA 133
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Ai05B15817 Araip.B05 15817 p2 (GT)14 28 67032947 67032974 CCATTGTTAGCCAATTTAAGCC AGCATGTACCCAATTCCCAA 238

Ai05B15820 Araip.B05 15820 c (TC)20ctatttcttcccctcctctcactctctctctccttcttctctccctccttcccttctctgtatctcttctttcttctccctct(TC)7137 67083675 67083811 TCTCCCCCTCCTCTCTCTTC AAGAGGGAGAGAAACAAAGACA 255

Ai05B15822 Araip.B05 15822 c (TC)6cttcgctttctctcttccttctctttctctcctcctcttttccactc(CT)671 67085318 67085388 TCTCTGTCTTTGTTTCTCTCCC AAGAGGAAAAAGAGGAAAAGGAG 272

Ai05B15823 Araip.B05 15823 c (TC)8ctttctctttctt(TC)641 67085532 67085572 CGCTTCTCTCTTTCTCCCCT ACCAGACTTCTGCTTCACGC 181

Ai05B15825 Araip.B05 15825 p2 (CT)6 12 67089355 67089366 TTGTTTAAGTGGTGGTGGCA AGGGGAGAAAGAGAGAAGCG 255

Ai05B15826 Araip.B05 15826 c (TC)8ctttctctttctt(TC)641 67089510 67089550 CGCTTCTCTCTTTCTCCCCT TCTCTCCATCCTCCTCTCTCA 271

Ai05B15827 Araip.B05 15827 p2 (GA)9 18 67089711 67089728 GAGAGAGGAGGATGGAGAGAGA CCCCCTTCCCCTCTTTTT 235

Ai05B15828 Araip.B05 15828 c (GA)6tagagaaggaaaaaagaggggaagggggagagagg(GA)659 67089857 67089915 GAGAGAAAGAGAGAGAAGGAGGG CCTGTTTACAATACAGTGCACCA 220

Ai05B15834 Araip.B05 15834 p2 (TC)6 12 67132154 67132165 CTTTTCCGAAATCACCCAAC GAGAGAGGGGTTCAAATTATGAGT 280

Ai05B15837 Araip.B05 15837 p2 (AT)28 56 67150341 67150396 TGTGGAAACTTGGGTTGATG GGGGTAATTTTATCCCCAATTC 227

Ai05B15838 Araip.B05 15838 p2 (AG)16 32 67155809 67155840 AACCCTAGCTTCCAAACGCT CGACGACTCTCCCTCTTTTG 225

Ai05B15842 Araip.B05 15842 p2 (TA)11 22 67172063 67172084 GGCTCACGAGGATAAACTGC GAACACTTCGCGCTTTTGTA 223

Ai05B15846 Araip.B05 15846 c* (AC)12(GCAC)11(CA)15*95 67187346 67187440 TCGTGAAGATAAACCAGCCA CATTTGGGCTCTTTTAGCAA 157

Ai05B15847 Araip.B05 15847 p2 (GA)6 12 67193180 67193191 GGAGGAAAGAAGAAAAGAAAAACC GATTGCGCCGTACAGCTTAT 183

Ai05B15848 Araip.B05 15848 p2 (TA)10 20 67203935 67203954 CGCCTCTGGTTGTGTTGAAT AGCCACTCTGATAGCGAGGA 280

Ai05B15851 Araip.B05 15851 p2 (GT)8 16 67218606 67218621 AATAGTGGAACCCCACCCTC AAAAACGCTAACGGATTGGA 143

Ai05B15852 Araip.B05 15852 p2 (TA)6 12 67219732 67219743 TCGTGAAAACTCCGGTTCTT CTTTGGCAACTTGTTGGGTT 150

Ai05B15853 Araip.B05 15853 p2 (GT)14 28 67226932 67226959 GCTCAAGTTATGGCTCCCAG ACCAAAGTTGGACTGAACGG 210

Ai05B15855 Araip.B05 15855 c (TA)10(T)12 32 67239554 67239585 TTCACCACTTACTTTGGGGC GCTCATGAATTAAGTATGGGGAA 265

Ai05B15857 Araip.B05 15857 p3 (TAT)8 24 67248513 67248536 TTTTCCATGTGGCCTTCTTC AAGAGTCCTACCTTTCTCTTTCATTC 254

Ai05B15863 Araip.B05 15863 c (ATT)8atcattcattc(CTTTT)665 67279969 67280033 TTCTCATATTCACTCATGCATTTTC GGGATTTGTGGGAAACATTG 280

Ai05B15867 Araip.B05 15867 p2 (CT)6 12 67299330 67299341 GCATCCATTCATAAGGAGGCT AACATGAAAGCCATAAGCCAA 241

Ai05B15869 Araip.B05 15869 c* (A)10(AT)9* 27 67303739 67303765 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 241

Ai05B15870 Araip.B05 15870 p2 (CT)6 12 67305118 67305129 CTCGGCCCAGAAAACATAGA AAACCTGGGATCGAGAGTCA 188

Ai05B15872 Araip.B05 15872 p3 (ATT)20 60 67340114 67340173 AGACCACCACATTTGCCTTC GTGCTCCAGGATGAAATGGT 172

Ai05B15874 Araip.B05 15874 p2 (GC)6 12 67343766 67343777 GGGCCCTTAAATTGGTGATT CATCGTTTGGCCATTTTTCT 271

Ai05B15876 Araip.B05 15876 p2 (AT)20 40 67349118 67349157 GAAGATTTTTGGGAATTGGG GCATGTATGAGCAAGTAGGGC 252

Ai05B15877 Araip.B05 15877 p2 (AT)11 22 67351480 67351501 ATGCCAAGGCTTACACATCC TTTACCGATTTGCGTTTTCC 212

Ai05B15878 Araip.B05 15878 p2 (AT)7 14 67352198 67352211 CATTCTTCACCATCTTCATGCT TTTTTAAGCGAACTTTCTTGTGTC 248

Ai05B15879 Araip.B05 15879 p2 (AT)9 18 67352951 67352968 TGTCTTTACCTATTAACGATTGAATGA TTTTTAAACGAACTTTGTTGTGTCTT 279

Ai05B15883 Araip.B05 15883 p2 (TA)6 12 67360221 67360232 TCGTGCAAATTTAAGGACCA CCTCAATGGCCAAATTGACT 238

Ai05B15886 Araip.B05 15886 p2 (AG)6 12 67390928 67390939 GTTCCAAGCCCGAAAATACA CCCTAAAACCTAGAGAGAGGAGAGA 136

Ai05B15888 Araip.B05 15888 p3 (TTC)6 18 67394372 67394389 CGTCTCGTCCGTTTCTTGTT AAAACAAGTCACTAAGCACCAAAA 276

Ai05B15889 Araip.B05 15889 p2 (GC)6 12 67405212 67405223 TTGAAAAAGAGCACCGACG GGCATGAAGTGGGCATAACT 102



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B15890 Araip.B05 15890 p2 (AT)6 12 67408844 67408855 TCGTGTGCCTTTTCAAAACA AAAACCAGTGCCCAATCATC 150

Ai05B15891 Araip.B05 15891 p2 (AT)10 20 67419227 67419246 TGGTTCACAAAGAAATCCCA TGTCCCCTTTCATTGCTTTC 100

Ai05B15894 Araip.B05 15894 p3 (TTC)5 15 67451759 67451773 TGTCACATGGCCATCTTTGT CATTTAACACCGACGGAAAAA 265

Ai05B15896 Araip.B05 15896 p2 (GT)6 12 67455457 67455468 GCCTAGAGACGGGTTGTCAG GAGCTACGGAGTGGCTGAAC 211

Ai05B15897 Araip.B05 15897 p2 (TA)16 32 67455900 67455931 TCGGAAACTGAACACAACCA GCCAGCTTAGGGACTTCTTG 274

Ai05B15899 Araip.B05 15899 p2 (AG)7 14 67468270 67468283 CACAATACACACACGCACCA CGCGTTTAGTAACGGCTCTT 171

Ai05B15901 Araip.B05 15901 p2 (TA)9 18 67476598 67476615 TGTTAGGAGGCGGTGGTAAC TCCACCATCTTCTAGGGTCG 188

Ai05B15905 Araip.B05 15905 p2 (CA)6 12 67517558 67517569 CACACCCCGTGTATTTTTGA TTTTCAGAAAGTGTGCGTGC 260

Ai05B15906 Araip.B05 15906 p2 (TC)14 28 67523140 67523167 TCTCAGGTCTTCTTTCGTGACTT GCGCAAAGGCAAAGATAAAC 280

Ai05B15907 Araip.B05 15907 p2 (TC)7 14 67527239 67527252 TTCCAAAATTGTGCTGAGACAT CACAGACCTGAACACGAGGA 149

Ai05B15909 Araip.B05 15909 p2 (TA)6 12 67544593 67544604 ATTTTGCACTTTGGGCTTGT TTTCATCAATTGACCAACATTT 231

Ai05B15911 Araip.B05 15911 p2 (TA)7 14 67545823 67545836 TGATTTAGCCCTTGATTGTGC AGTGAAGGCAGAATGGTGGA 172

Ai05B15912 Araip.B05 15912 p2 (TA)13 26 67549092 67549117 AAGATGTTAGGAGGGGGTGG AGAAGGAACAAGGAAGGGGA 162

Ai05B15914 Araip.B05 15914 c (TA)15c(AT)6 43 67560714 67560756 ATTCCTTCAAGGCTCCTCGT CCCCACTTCCTAGAAGGACA 272

Ai05B15915 Araip.B05 15915 p2 (TA)6 12 67571079 67571090 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 240

Ai05B15917 Araip.B05 15917 p2 (AT)6 12 67611167 67611178 GCTCCTTGCTAGGTGTCTGG GCAGCATAACTAGCCCCTGA 274

Ai05B15918 Araip.B05 15918 p2 (TA)7 14 67618120 67618133 TACTTTGGGGCATTTTGTCC TTGGAAACATTTGGTTTGAGAA 214

Ai05B15920 Araip.B05 15920 p2 (TC)7 14 67646764 67646777 CCGGAAGAGAAGAATACCCC GCAGAACATACATGCAAGCAA 260

Ai05B15925 Araip.B05 15925 p2 (TA)6 12 67680344 67680355 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 240

Ai05B15928 Araip.B05 15928 p2 (AT)9 18 67729206 67729223 GCTCCTTGCTAGGTGTCTGG GCAGCATAACTAGCCCCTGA 278

Ai05B15931 Araip.B05 15931 p2 (TC)6 12 67744496 67744507 TCCCCTTTCTTCCTTCTTCC TTTTGCAACAATCCACAAGC 255

Ai05B15934 Araip.B05 15934 p2 (AG)6 12 67790719 67790730 ACACACACAGAGGAGAGCCC ACATTGCTATAAGTGGCGGC 267

Ai05B15936 Araip.B05 15936 p3 (TCT)5 15 67847925 67847939 AATTCCCCTCCAAAACCATC TTAGAATGTTGCTCGCCCTC 169

Ai05B15939 Araip.B05 15939 p3 (TTC)5 15 67865474 67865488 AAGTAAGACATTGTCATCCACTACTTT TTGTGTGAGTTTCGAGACGG 247

Ai05B15940 Araip.B05 15940 p2 (AT)9 18 67875244 67875261 GCGATTTTGGGTGACAAGTT TCAAATCAATTGAGGTGCCC 180

Ai05B15943 Araip.B05 15943 p2 (TC)8 16 67884637 67884652 GGCCCAGATCCAAGTACAAA CAAAGGAACGTAAAACCTGGA 200

Ai05B15945 Araip.B05 15945 p3 (TTC)5 15 67903910 67903924 GATGCATGCGTACGTGTCTC TGGAATGAAAGAAAGTCTGCAA 157

Ai05B15946 Araip.B05 15946 p2 (AT)9 18 67905329 67905346 ATTGTGGGAACTTGGGTTGA TTCACCACATATGCATTGATCTT 252

Ai05B15954 Araip.B05 15954 p2 (TA)6 12 67965499 67965510 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 266

Ai05B15958 Araip.B05 15958 p2 (AG)6 12 67978463 67978474 TGGAAAGGGTTCATAAGCCA GAGAGCTCGCCAATTTTCAC 223

Ai05B15960 Araip.B05 15960 p3 (AAT)6 18 67989296 67989313 CTTGTCTTTGCTCCTGCTCA CTTCCACTCACACAGGGACC 109

Ai05B15963 Araip.B05 15963 p3 (TTC)5 15 67997316 67997330 GGTCAGGGTTGACAACATCA TGAGGCTTCGAAGATGCTTT 258

Ai05B15964 Araip.B05 15964 p2 (TA)6 12 68047666 68047677 GAATTTTCACCCTGCAGCTC CACTTTTGGCGTTTGGAAAT 248

Ai05B15965 Araip.B05 15965 c (AAG)5cttgcaaagaggtggaagttgtcaaggaagaactcaagggagtggagcttgatatcactttgccaaagttgctgaaaa(C)10103 68059026 68059128 GAACCTCCATGGGAAAGTCA TGTGGTGAAGGATGATGGTG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B15966 Araip.B05 15966 p4 (AAAT)5 20 68061801 68061820 TTAAGTGTGGGGAAAGTGGG TTCACCATTTACTTTGGGGC 236

Ai05B15967 Araip.B05 15967 p2 (TA)6 12 68075095 68075106 TTTCAAGGTTGTAATGGGGC GCAAAAGTGGGAATTTCAGG 161

Ai05B15970 Araip.B05 15970 p2 (TA)9 18 68095780 68095797 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 234

Ai05B15971 Araip.B05 15971 p3 (TCT)5 15 68098742 68098756 TCTTTAAATGAGGGCGAACG ATTTTCGTGATAAAGGGGGC 173

Ai05B15972 Araip.B05 15972 p2 (AT)8 16 68102424 68102439 CCTAACTCAGCCTGCAAAGC CTGCACCTTGCTAGGCATCT 241

Ai05B15974 Araip.B05 15974 p3 (TCT)5 15 68128215 68128229 CACCCCACCTACCTTCAAAA CTGGCCTTAGGTTCCATCAA 211

Ai05B15977 Araip.B05 15977 p2 (CT)6 12 68135371 68135382 CATTAACAGGGCAAACACCC TGGAGATGCATCGAAGAGTG 238

Ai05B15979 Araip.B05 15979 p2 (CT)6 12 68185289 68185300 CCTCCCTTCTCCTTTCTTCC GCCAAACAAATTTAGAACAATCC 260

Ai05B15983 Araip.B05 15983 c (A)10gaatttttttttgtttgactctaacgtgaatttatagaaattaaag(A)1066 68205103 68205168 TCATTCCTCCCTTTGAATGC ACGTTCCATGGGTCTTGTTT 253

Ai05B15987 Araip.B05 15987 p3 (AGA)5 15 68235997 68236011 CCCTCGAGCAAAAGAAGAAA CAAAATCTCTTTCCCACCCA 109

Ai05B15992 Araip.B05 15992 p2 (CT)7 14 68254888 68254901 TGCAGGGATGAGAAATCCTT GGAGTATGGTTCGGCCACTA 257

Ai05B15995 Araip.B05 15995 p3 (TTC)5 15 68267499 68267513 ACTCGCGTTTTTCGTTATGG TTTGTGATTTTGGCTCACCA 238

Ai05B15996 Araip.B05 15996 c (GAA)6cggagcttattacgttgaatttaatgcagatcaataatgaagaatgcgagcagagaagaaaaatacgaacagagaaaaacgacgaattttattaggt(AGA)5130 68268160 68268289 TGATAGCATGCAGCAACCAT TTCTCCTCCTCCTCCTTCTTC 274

Ai05B16002 Araip.B05 16002 p3 (CTT)6 18 68276515 68276532 CACGCATTTTTATTCACGCA CGAGATAACTGATGATGGAGGA 134

Ai05B16006 Araip.B05 16006 c (AGA)5aggaga(AGG)639 68277908 68277946 GCGAAGAAAAAGGAGGAGGA AAACACGCGCTTTCTCAACT 147

Ai05B16009 Araip.B05 16009 p2 (TA)9 18 68282887 68282904 GCCTGTAATCGAATTAACGCA GGCTCGGAGTGTTGATTTTT 272

Ai05B16010 Araip.B05 16010 p2 (AT)25 50 68287113 68287162 GGCAAGTGTCAAATTTCGGT TGAGCTTGGATTCGTCAATG 240

Ai05B16011 Araip.B05 16011 p2 (TC)6 12 68293957 68293968 TAGGCATAGAGCTGGCGTTT ATAGGTGAGGGGTTTTTGGG 260

Ai05B16013 Araip.B05 16013 p2 (CA)6 12 68315606 68315617 AGGAATCCCTAGCTCATCCC GGAGTTTTACTTCCCGGGTC 273

Ai05B16016 Araip.B05 16016 p2 (AG)6 12 68331193 68331204 TTTTTGGGTGAGGATTTTCG TTTGATTGGAAAATTTTAACTTTGG 199

Ai05B16021 Araip.B05 16021 p2 (CA)6 12 68352764 68352775 GGTTGCAACAAGGAAAGGAA TGTGCAATTTCGGTTGTGAT 237

Ai05B16022 Araip.B05 16022 p3 (GAA)5 15 68360137 68360151 GGAGACAGTGGTGGTGGATT CTAAGGCACAACTTCCCTCG 246

Ai05B16025 Araip.B05 16025 p3 (AAT)6 18 68373449 68373466 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 206

Ai05B16026 Araip.B05 16026 p2 (GA)6 12 68373782 68373793 GAAATTTTGAAAAAGGGGGAA TCTTTCCTAACCTCCTAACTTCCT 149

Ai05B16028 Araip.B05 16028 p2 (TA)8 16 68390466 68390481 TTGAATTTGAAAATCCCTCCA CGTCCTCGAGCAAAAGGTAA 150

Ai05B16031 Araip.B05 16031 p2 (CA)6 12 68416480 68416491 CACCGTCACTGTTGACCATC TTTCCGTTCTCCCCTTTTCT 188

Ai05B16033 Araip.B05 16033 c (T)10cgccaattttttctttctttttc(T)1043 68426834 68426876 AGCCACTTAGGCCAGGATTT GCAGTGAAGAACAAAGCTTGC 211

Ai05B16036 Araip.B05 16036 c (A)10gag(A)10 23 68454870 68454892 TTTTTGACACAATTGCCCCT CTTCTCTTTTGGGGGTGACA 111

Ai05B16037 Araip.B05 16037 c (TTC)19t(TTC)5tttaacctaataagctttgttattctcctctgttcatattttcttcttcttcgtcg(TTC)5ttt(TTC)5162 68458664 68458825 CCTTGTTCTCTTCTCGCATTTT TCGTTCAACTGATTTGGAGTT 280

Ai05B16044 Araip.B05 16044 p2 (TA)7 14 68568096 68568109 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 274

Ai05B16045 Araip.B05 16045 c* (TTAT)6(TTA)5* 35 68568669 68568703 TTCCCTTTTTCAATCCATACTCA GGGAAATTGTGGGAACAAAA 280

Ai05B16049 Araip.B05 16049 p4 (TAAC)5 20 68599710 68599729 CAAATCTTAGGGTGGCCCTT TTTCCGCATTTTGCACTTTA 280

Ai05B16050 Araip.B05 16050 p2 (AG)7 14 68609256 68609269 ACATTGAACCTGGGATCGAG TTCCTAGATGCTAGGCGACG 234

Ai05B16059 Araip.B05 16059 p2 (TA)6 12 68688669 68688680 AAATGATGGCCTCAATCACC AAAGGGCATTAAGATTCACATTG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16060 Araip.B05 16060 p3 (ATG)5 15 68691974 68691988 GCCCAAGTCTGAGTTCTTGC GCTGCAGAAGCCTTAGCTGT 143

Ai05B16061 Araip.B05 16061 p2 (TA)7 14 68719301 68719314 TGGCTTTTTCTGCTTGCTTT GAATGCTTGAACGGTGCATA 209

Ai05B16062 Araip.B05 16062 p3 (AGA)5 15 68720169 68720183 CTTGGAGGTGGAAGCTTTTG CCTTCACCAATCACCTCCAT 200

Ai05B16067 Araip.B05 16067 p2 (TA)6 12 68732708 68732719 AGGGTATGAACACAACGGGA TCTGCACTTTGCACTTTTGC 158

Ai05B16068 Araip.B05 16068 p6 (CTTTTT)5 30 68749959 68749988 AGTTGGCAATCCCAAATCAG AAGCCTAAGCTAGTTTGCTGC 261

Ai05B16069 Araip.B05 16069 p3 (TTG)5 15 68755856 68755870 TGAACCAAGGTGATGAGCTG AAAGCCAACAAATCCACCAG 174

Ai05B16070 Araip.B05 16070 p4 (TTAT)7 28 68762473 68762500 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 166

Ai05B16073 Araip.B05 16073 p3 (TTG)5 15 68774407 68774421 TGCAAATGTATGGGAATCCA TATGTCAGGGACAAGGGGAG 232

Ai05B16074 Araip.B05 16074 p2 (TC)6 12 68778711 68778722 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 266

Ai05B16075 Araip.B05 16075 p2 (GA)6 12 68812545 68812556 TGAGGAGGGTTGAGATGTGA TTTCTTATCTTTTTCAAAACCACC 255

Ai05B16077 Araip.B05 16077 p2 (GA)10 20 68829652 68829671 CAAGTCACAAGCATATAATGAGGG TCTTTCCCCCTTCTCCTTTC 243

Ai05B16079 Araip.B05 16079 p2 (TC)8 16 68861148 68861163 CGAAAATCACTAATCACTTTTTCAA TCGAAGACTGAGAGGGAGAGA 251

Ai05B16081 Araip.B05 16081 p4 (AAAG)5 20 68887985 68888004 TCCAATTAATGCACAAACTATAATACC TGTATAAACAAGCCACGTTTGG 278

Ai05B16082 Araip.B05 16082 c (T)13ggggaagaggtattgaggtgattggtgaataggtgaaga(AG)664 68910390 68910453 GGTGAGGTAGGTGGGGTTTT TGCAGGGATGAGAAATCCTT 202

Ai05B16086 Araip.B05 16086 c (A)15t(A)20c(AT)2791 68975316 68975406 TGCAAGATTCCTGAAATTCATA GGCATTTTTGTCCCCTTTTT 211

Ai05B16092 Araip.B05 16092 p3 (TAA)5 15 69038967 69038981 CTGGGTCGCCCAAGTAATAA GCAGGAAAGCAGAGGTTCAG 245

Ai05B16095 Araip.B05 16095 c (A)11tttttttc(A)11 30 69068629 69068658 CGGTTCATCTTGTTGCTCAG ACAGGTGGATCAGGAACAGC 259

Ai05B16096 Araip.B05 16096 p2 (GT)6 12 69074420 69074431 ACCGGCAATAATTCTCGCTA CCAATGTCACAAGTTTCCCC 126

Ai05B16098 Araip.B05 16098 c (T)10ctc(T)10 23 69101127 69101149 TCCTTGGAGGACACCAAACT ATGCACCGATTTAGGGACAC 180

Ai05B16099 Araip.B05 16099 p2 (TA)7 14 69111567 69111580 TTCCCCATTTAACATCCCAA GGGAAGGGACTGGAATAGGA 190

Ai05B16100 Araip.B05 16100 p2 (TA)7 14 69127409 69127422 AATGGGGCTGAGGTAAAGGT GGGGACAAAAATTACCCCAA 244

Ai05B16101 Araip.B05 16101 p2 (TA)6 12 69127636 69127647 TGGGGTAATTTTTGTCCCCT AAAATGTGGGAACATTGGGT 225

Ai05B16102 Araip.B05 16102 p2 (AT)6 12 69140040 69140051 CTTACCTCGCGTCGTAAAGC GCTAGTCGGCTTAAACTCCG 253

Ai05B16105 Araip.B05 16105 p2 (CT)6 12 69176306 69176317 TGAGGAATCCTAATCCTAAAACC TTTCTGGGCTGTTTTTGACC 181

Ai05B16106 Araip.B05 16106 p4 (TATT)6 24 69181523 69181546 TTCACCACATATGCATTGATCTT TGGGTGCATACTCATGTGAAA 175

Ai05B16111 Araip.B05 16111 p2 (CT)6 12 69201371 69201382 GTCACCATACTTGAAGCGCA TAGAACCTTGGCAATGGAGG 210

Ai05B16114 Araip.B05 16114 p2 (AG)6 12 69224311 69224322 TTTCAGCCCAGAACACACAG AAAGGAAAATTGAACCTGGGA 199

Ai05B16115 Araip.B05 16115 p2 (TA)6 12 69227465 69227476 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 204

Ai05B16116 Araip.B05 16116 p2 (AG)7 14 69232563 69232576 CTGGTCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 253

Ai05B16122 Araip.B05 16122 p5 (AAGAT)5 25 69290012 69290036 CTTCTCAAAGAGGTCGGTCG CCTGGGTGCTCCAGTGTATT 226

Ai05B16125 Araip.B05 16125 p2 (TA)6 12 69306140 69306151 GCAAAGGGGACAAAATTCAA TTTCAAGGTTGTAATGGGGC 215

Ai05B16128 Araip.B05 16128 p3 (GAG)5 15 69316478 69316492 CGTCGCAACAAGCGATACTA CGATGCTCTCAGTCAAGCTG 280

Ai05B16129 Araip.B05 16129 p3 (TTA)5 15 69320093 69320107 AGGATGGGATGTAGCCATTG TCAGGCGGATATCAAATGGT 237

Ai05B16130 Araip.B05 16130 p3 (AAT)5 15 69320477 69320491 CCAGGGAGAGAACGAACAAC TCTACAGCCAACCAGGCTTC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16132 Araip.B05 16132 c (A)13ccatatattagcaaaatgcacaaatgcatttttcctaatcaaaagcaaatcaatgttacctcgcttagagctggctttttc(T)13107 69353451 69353557 GGCTGGAGCTTGACTGAATC AATGACCTTCAAAGTCCCCC 246

Ai05B16135 Araip.B05 16135 p2 (AT)10 20 69369831 69369850 CCTTCCTTTTCATCCCTTCC AATCATGGGAGTCGGGTACA 229

Ai05B16136 Araip.B05 16136 c (A)10tagagttgactgtcagatctagactcatg(A)1251 69378399 69378449 GGATTAACCTCATGAAAAACGAA AATAGCTTATTCAATCACAGCAAA 234

Ai05B16139 Araip.B05 16139 p2 (AG)6 12 69407498 69407509 GCACACAAAGAAGCGAGAGA AAAAATAATGCCAAAAAGCG 247

Ai05B16141 Araip.B05 16141 p3 (TTG)5 15 69419286 69419300 TTTGGGTCTTCAAGTGGTCC GGAAAGGCATTGTTGGAGAA 280

Ai05B16146 Araip.B05 16146 c (A)15gaaaaagccagctctaagcgaggtaacattgatttgcttttgattaggaaaatgcatttgtgcattttgctaatatatga(T)10105 69437699 69437803 GCGGTTTATCAAAGCCGTTA TGCGTGATAAAGGTTGGAGC 229

Ai05B16147 Araip.B05 16147 p2 (AG)8 16 69446284 69446299 TCTAACAAGCAGCGGCAATA GCTTCCTCACTCTCCTCTGC 107

Ai05B16148 Araip.B05 16148 p2 (AG)10 20 69452347 69452366 TAAAAACCCTACCCGGTTCC CCTCACTCTCCTCTGCCGTA 164

Ai05B16150 Araip.B05 16150 p2 (AG)6 12 69460277 69460288 TTCATAAAGTGGCTTGCAGAA CCATTCAGAGGGAGATTCCA 181

Ai05B16152 Araip.B05 16152 c (AT)7a(GT)7 29 69469884 69469912 TAAAAGCTAAGGCGCTGTCA GTGTTCCTTGATCCGTTGCT 279

Ai05B16156 Araip.B05 16156 p3 (TCA)5 15 69479026 69479040 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai05B16158 Araip.B05 16158 p2 (TC)6 12 69498193 69498204 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai05B16159 Araip.B05 16159 p3 (GAG)5 15 69502563 69502577 GTCTCTGAGCCGGTTTATCG GTCTCTGCCTGGAAATGAGG 239

Ai05B16163 Araip.B05 16163 p2 (CT)7 14 69516501 69516514 GCAACATAAAGTAATCAACAAGGG CAAGCCCGAAAACACAGAAT 254

Ai05B16164 Araip.B05 16164 p3 (CTC)5 15 69519031 69519045 TCAAGCTGGGTGAGAAGGAT ACAACAAGCGACACTATGCG 260

Ai05B16166 Araip.B05 16166 p3 (CTT)6 18 69541931 69541948 TTTTGTTTTTCTTGCAACTTTGA AGCTCCTCCCCCTAATGAAA 156

Ai05B16169 Araip.B05 16169 p4 (AATA)8 32 69604929 69604960 GGGAACATGGGTTAATAGGGA CGAAATTCCCACTTTTGCAT 275

Ai05B16170 Araip.B05 16170 p4 (TTTA)29 116 69620717 69620832 TGGGGTAATTTTGTCCCCTT AAAAACCCATGTGCGTTGA 260

Ai05B16171 Araip.B05 16171 p3 (AGA)6 18 69639855 69639872 TTAGAATGTTGCTCGCCCTC CACTCATTCCTTTTCGCACA 138

Ai05B16172 Araip.B05 16172 p2 (TA)10 20 69654296 69654315 GAATTCTACCCGTTGGGGTT AAGGCATACTTCGTTCCCCT 273

Ai05B16173 Araip.B05 16173 c (TC)6tt(TC)15 44 69660248 69660291 GTGAGGCTGCCTTCTCTCAG TCTTTTTCAGGTTGCTCGCT 265

Ai05B16174 Araip.B05 16174 p2 (AC)7 14 69666361 69666374 TAAAGGAATCGGCCCAAAAT TTCTTCTTCTCCCCTCCCAT 169

Ai05B16176 Araip.B05 16176 p2 (AT)7 14 69677387 69677400 GCATGCTGGAAGCTTCTAATG TGCAAAATTTAAGAGCGCAA 258

Ai05B16178 Araip.B05 16178 c* (AT)6a(AT)9(TATG)11*72 69686981 69687052 TTGGATTTCCAATACAAGATCA ATAAAAATGAGGGAGCCCGT 217

Ai05B16184 Araip.B05 16184 p2 (CT)7 14 69722691 69722704 TCAAGTCATTAATTGTGATTCTAAAAA TTTTGAAAAAGAGAGAGATATTTTCG 275

Ai05B16185 Araip.B05 16185 p3 (TTC)5 15 69726202 69726216 AGCCCTCCATTCTTCCTCAT TTCCATCATTGGCAAGTTGA 168

Ai05B16186 Araip.B05 16186 p2 (AG)6 12 69740064 69740075 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai05B16197 Araip.B05 16197 p2 (TG)6 12 69852169 69852180 AGGATAGTGCTCCGCTCTCA AATCTGCACTAGCGTGCCTT 264

Ai05B16200 Araip.B05 16200 p2 (GA)7 14 69882585 69882598 GGACAGAAGAAGAAAAAGAAAACC CGACCCGTCAATCAGTATCA 279

Ai05B16203 Araip.B05 16203 p3 (CAG)5 15 69929582 69929596 CGCAGAAATCACTAAACGCA GCGATTGTCATTGTTGTTGC 177

Ai05B16205 Araip.B05 16205 p3 (CAG)5 15 69936175 69936189 TACCATGATGATTCTGGGCA GCGATTGTCATTGTTGTTGC 111

Ai05B16206 Araip.B05 16206 p3 (CAG)5 15 69942750 69942764 TACCATGATGATTCTGGGCA GCGATTGTCATTGTTGTTGC 111

Ai05B16207 Araip.B05 16207 p2 (TA)10 20 69950948 69950967 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 276

Ai05B16210 Araip.B05 16210 p2 (AG)6 12 69968598 69968609 CCTGTACCAGGGCAAGAAAA TTCAACCCATTCAACGCATA 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16214 Araip.B05 16214 p2 (AT)7 14 69997563 69997576 GCATGTCCTCATGCTAAGTCC CCCATCTCAATTGTAAAGGCA 244

Ai05B16217 Araip.B05 16217 p2 (TA)8 16 70016158 70016173 TGGGAAACCTATTGGGAACA TTGCTTTATTTTGCATTTGGG 214

Ai05B16219 Araip.B05 16219 p2 (CT)6 12 70046174 70046185 TTGATTTTCAAATTTGTTTCAACT AGAAGGGGATGAGAGGAGGA 268

Ai05B16224 Araip.B05 16224 c (A)15gaaaaagcaagcagaaaaagctaaaaaaatggcaaaaac(A)1064 70062951 70063014 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 264

Ai05B16225 Araip.B05 16225 p2 (TC)6 12 70082635 70082646 GGGAGATCGGTCAGTACCAG AAGCTCAAATCTCATGGGTTG 273

Ai05B16226 Araip.B05 16226 p3 (TCA)5 15 70087859 70087873 CTTTTGGAGTTCGCTTGCTT GCTTTTGGAAGGATTACGCA 100

Ai05B16228 Araip.B05 16228 p2 (AG)6 12 70097386 70097397 GGTGAGGTAGGTGGGGTTTT GGGGCGTTTACACGCTAATA 259

Ai05B16229 Araip.B05 16229 p4 (AAAT)5 20 70126921 70126940 TTGTGGGAACTTGGGTTGAT CATTGGGGTAATTTTGTCCCT 199

Ai05B16230 Araip.B05 16230 p2 (GT)6 12 70127081 70127092 TGGGTAGCTAGGCACGATTT TTTCAAGGTTGTAGTGGGGC 142

Ai05B16231 Araip.B05 16231 p2 (CT)6 12 70156317 70156328 CCTTGTTGCCTCTAGCGTTC CAAGGCGTGTAACAAAGGGT 178

Ai05B16235 Araip.B05 16235 p2 (AT)7 14 70169200 70169213 TATCCACGTGAATCAAGGCA CTAAGGGGCATGGTTGCTTA 132

Ai05B16239 Araip.B05 16239 p2 (AG)6 12 70183949 70183960 AAAATAAAAGAACATTAAACCTGGGA TGACAGAGGCCACGTATCAG 265

Ai05B16242 Araip.B05 16242 p2 (TC)8 16 70214287 70214302 CCTAAATGGAGCAGGGATGA ATAGGTGAGGGGTTTTTGGG 149

Ai05B16243 Araip.B05 16243 p2 (CT)8 16 70216119 70216134 TAAACCTCCATCCATCCCAA TCAACACACGTTCCCGTAAA 240

Ai05B16244 Araip.B05 16244 p3 (AGA)5 15 70221907 70221921 TCCTGGTAATGGCTCCAAAG TCAACATCTCTCTCCCACCC 250

Ai05B16245 Araip.B05 16245 c (AT)7gttgcttaatgcaacccaagagatattttatatatatgttgcttaatgcaacccaagagatat(TA)893 70233105 70233197 CAGAGAAAAGAGAAACCAGAACA CTCTTGGGAACGGAAAATCA 249

Ai05B16247 Araip.B05 16247 p2 (TA)6 12 70239006 70239017 CGTTAAGCAGAGAAATCAGAGC TGCCTTAGGGCAACAGATAA 251

Ai05B16249 Araip.B05 16249 c (CT)6cctcattttttttgaaaatcttcacctatttttatttactttattttaatttattttattttcgaaataat(TAAA)6107 70241509 70241615 TTCAATTCATATCTTTTTCAAAACTTC CCATGATGGAGAAAGGGAGA 184

Ai05B16250 Araip.B05 16250 p3 (GAA)5 15 70251317 70251331 GGAAGCTTGCTGAGGAGAGA ACCTAAGGTTGGGTTGCCTT 166

Ai05B16253 Araip.B05 16253 p2 (AC)7 14 70261945 70261958 GGCCAAGTGAGCTGTAAATTG AGCGGACAAAATTATCCCAA 207

Ai05B16254 Araip.B05 16254 p3 (GAA)5 15 70278936 70278950 CTGATCTCCTCCTTTTCCCC ATACTCATGGTTGGGTTGCC 133

Ai05B16255 Araip.B05 16255 c (A)10tatcaataaaaga(AT)1145 70279902 70279946 TGGTGGCATTGCTTTTACTTT GGATCCTTGCTCTTGCCTTT 280

Ai05B16264 Araip.B05 16264 p2 (CT)7 14 70392606 70392619 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGATGTGAGGTGAGGAGATGTT 271

Ai05B16265 Araip.B05 16265 p2 (CT)6 12 70401675 70401686 TTGATTTTCAAATTTGTTTCAACT AGAAGGGGATGAGAGGAGGA 268

Ai05B16266 Araip.B05 16266 p3 (TCT)7 21 70405006 70405026 CCCACAGGATCACCTTAGGA AATTTAGCATGTTGCTCGCC 279

Ai05B16268 Araip.B05 16268 p2 (CT)7 14 70413046 70413059 TGTTCCTTGGTGTTTTCCCT TGAAAAAGAGGGAAGATATTTTTGA 271

Ai05B16272 Araip.B05 16272 p5 (AAGAT)5 25 70441225 70441249 AACACGACCCAAATCCAAAG GCTGATCCTTCATTACCGGA 273

Ai05B16280 Araip.B05 16280 p2 (CG)6 12 70520545 70520556 TGGTTTGGTGCGAAAACATA CTCTAGGCACAACTCTCGGG 185

Ai05B16282 Araip.B05 16282 c (AT)10aaag(A)10 34 70522823 70522856 TTGATTTTGGGAGAGTTGGG TACTTTGGGGCATTTTGTCC 274

Ai05B16288 Araip.B05 16288 p4 (AAAG)5 20 70561181 70561200 AATTGGAATCCCCATTGTCA TTTTATGGCACTGTTGCTGG 195

Ai05B16289 Araip.B05 16289 p2 (AG)6 12 70577407 70577418 TTCCATCGATCCAATCCCTA TCGTTCCGGGCAGTAATATC 257

Ai05B16290 Araip.B05 16290 c (TAAA)7aataaa(T)1044 70588535 70588578 TCTCCCTCATCAAATTTTTCG CCAATGGAGGGTATGCAGAT 242

Ai05B16296 Araip.B05 16296 p2 (AT)8 16 70630202 70630217 AGATTTTGTCACGGGATTGC ATGTTCCCAATGCTTTCTGG 253

Ai05B16297 Araip.B05 16297 p3 (AGA)5 15 70632287 70632301 GGCCTTAGGTGCCATCAATA TTTTCCATCCACCACTCACA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16298 Araip.B05 16298 p2 (AG)6 12 70648192 70648203 AGGATCAGACAAAGCAAGGA AACTGTGTTTTGGAGCACCC 211

Ai05B16299 Araip.B05 16299 p2 (AT)6 12 70664157 70664168 TGAGAATTTTGGGAATTGGG TTCACTTTGGGGCATTTTGT 184

Ai05B16300 Araip.B05 16300 p2 (AT)6 12 70667365 70667376 TGGAAGAGTTAGGAACATTGGG TTCACTTTGGGGCATTTTGT 237

Ai05B16302 Araip.B05 16302 p2 (TA)19 38 70680500 70680537 TTTCCCGATAGAAAAACCGA AATTTTGTGGGAACATGGGA 245

Ai05B16312 Araip.B05 16312 p2 (AT)21 42 70764409 70764450 TACATTGCCCATCATCTTGC CCTCATGCTAAGGGAAAGCA 207

Ai05B16315 Araip.B05 16315 c (T)11atcacatatgcattgatctttttcttaacttaacttagcattggggtaattttgtccccttatttatttacttatttattgaac(AT)14123 70798128 70798250 TGCCTAGCTACCAATAATCTCACTT TGCATTGATATGTTATTTTTGCC 241

Ai05B16316 Araip.B05 16316 p3 (AGA)5 15 70799649 70799663 TGGAAGTGAAGAGGGATGAGA TGAAAATCATCGCACACCAT 203

Ai05B16317 Araip.B05 16317 p3 (ATC)5 15 70805544 70805558 CCCTCAAGTTTTCGATTTGC GGACGGTGAGGATGAAAAGA 159

Ai05B16318 Araip.B05 16318 p3 (TGA)5 15 70806678 70806692 ATCAAAGATTGGGCTCAACG CGATTTGCATCAATTTTACCC 235

Ai05B16319 Araip.B05 16319 p2 (TA)8 16 70812101 70812116 CAGGTTGTGTGTTCTTTGGC CCTTTTAGCATACGATAATTTGGA 267

Ai05B16320 Araip.B05 16320 p3 (TAA)6 18 70817243 70817260 ATGGTCTTGGGGTCAAAATG TGCCTTCCTGAGGCTTTTAG 280

Ai05B16326 Araip.B05 16326 p2 (AT)7 14 70870121 70870134 AAGCGGAAAACAATAATGTCC TCCCCTTTTTGCTTAATTGC 263

Ai05B16328 Araip.B05 16328 p2 (TA)18 36 70876756 70876791 GGACGTTTTTGTCCCCTTTT TGAAATTTTTGGGAATTGGG 197

Ai05B16337 Araip.B05 16337 p2 (TA)7 14 70921292 70921305 CTTAGGGACTGATGAGCGGA CATTCGGTGATTCAGCCTTT 267

Ai05B16340 Araip.B05 16340 p2 (AG)6 12 70933711 70933722 TGGATCCAGAGTTACTCCCAA CAGCAATTTCTGAAGCCCTC 201

Ai05B16344 Araip.B05 16344 c (AT)6cacgcggccgcgtcggtcacgcggtcgcatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgcggtcgcgtcgtgcaacgcctc(T)10116 70939263 70939378 TCCAGCCCAACTTTCTGTTC AACCTGGAATCATGCATAGC 209

Ai05B16345 Araip.B05 16345 p2 (AG)6 12 70941336 70941347 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAAA 178

Ai05B16347 Araip.B05 16347 p2 (AC)6 12 70943826 70943837 TCGGGCGTTAGTGTTAAAGG CAAGCAAAAGAAGGTGAGGG 222

Ai05B16348 Araip.B05 16348 c (A)14gaaaaaaaaataataataaaaagaaagaaaaaatatatataccaaaaagaaaaaaatagaaaaaaaggaaaaataaaaagaaaag(A)10109 70975311 70975419 TGGGAAAACTTGGGACTTTG TGAACTTTACTTTGGGACATTTTG 275

Ai05B16354 Araip.B05 16354 p2 (CT)7 14 71006530 71006543 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGAGGGGGAAGTGAATTTT 236

Ai05B16355 Araip.B05 16355 p3 (TAT)5 15 71006872 71006886 ACCTCTGTGCTTGGGCATAA TATTTTTGGCTGCCATCTCC 224

Ai05B16363 Araip.B05 16363 p6 (TTTCTT)7 42 71057338 71057379 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 266

Ai05B16364 Araip.B05 16364 p2 (CT)6 12 71065847 71065858 TGTTTTCCCTCCTTATTTCTTCC TTGCAACAATCCACAAGCAT 250

Ai05B16365 Araip.B05 16365 p4 (AAAT)5 20 71092321 71092340 TGAAGCAAGAAAAAGCAGCA ATCCATTCATGCTCAAAGCC 220

Ai05B16366 Araip.B05 16366 p3 (GTT)5 15 71093661 71093675 AAGTGATTGAGGGGCTTGTG AGGGACAACTCCAACCAATG 219

Ai05B16369 Araip.B05 16369 p2 (CT)6 12 71138094 71138105 TAACACCAGGATTGGCAACA GGTGAGGTAGGTGGGGTTTT 241

Ai05B16370 Araip.B05 16370 p2 (GA)8 16 71161290 71161305 CAGAGAGAGGGATATGGTTCG TCGAAAACCACTGACCACTTT 246

Ai05B16376 Araip.B05 16376 p2 (AT)10 20 71202618 71202637 TTGCCACTGCTGCCTAAAGT AACGGAATTGGCTAACATAATGA 203

Ai05B16378 Araip.B05 16378 p3 (TTG)6 18 71227711 71227728 GTGTGGTGGTGGTTGAAGTG TGACAACACAAGGTTGGCAT 250

Ai05B16381 Araip.B05 16381 p2 (TA)7 14 71253378 71253391 GCAGACAACATTCGGTGATTT CTTCTTGAACAGGTCAGGGC 130

Ai05B16383 Araip.B05 16383 p3 (TTA)5 15 71271692 71271706 AATCAATCCTCGGATCATGG TTCTTCCTTAATGGCCTTCG 215

Ai05B16384 Araip.B05 16384 c (TA)9(T)10 28 71276229 71276256 TGGGGTAATTTTGTCCCCTT CCCCAAATTGAATCTTTGGTT 270

Ai05B16393 Araip.B05 16393 p2 (TA)11 22 71320088 71320109 GCGTGTCCTCATGCTAAACA TAATCCGAGCTCGAAGAAGG 229

Ai05B16394 Araip.B05 16394 p2 (TA)9 18 71320833 71320850 TTTAGACCGAACACCCTTGC CACCTAGTGAGGGTTCGATCA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16397 Araip.B05 16397 p3 (CAC)5 15 71330391 71330405 TTAAAGCCGGACAAGACACA AATGATGAAGGAGGGTGGTG 190

Ai05B16400 Araip.B05 16400 c (TC)6(T)12 24 71352596 71352619 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 233

Ai05B16404 Araip.B05 16404 p5 (TATTT)5 25 71362406 71362430 TCAAACTCAGTGAGCAATACATGA ATGCGATGGCCACTAGGATA 255

Ai05B16406 Araip.B05 16406 p2 (AT)6 12 71363612 71363623 ACATTCCGTGATCCAGCTTT CGTATTTTCCCTCGCTTCAG 164

Ai05B16407 Araip.B05 16407 p2 (TA)6 12 71384489 71384500 CATCATGAGGTCTTTTCAAGGTT ATTCAATGCACATGGGACAA 235

Ai05B16412 Araip.B05 16412 p2 (TA)6 12 71405740 71405751 AGTCAATGCACATGGGACAA GGCTAAGGTAAGGGTGAGGG 205

Ai05B16413 Araip.B05 16413 c (A)10ttgagattttgaagaataagataagataagataaaaatattttaaaataaaaatctgaa(T)1079 71408615 71408693 CCAACCTTGATGCCTGTTCT TTGCAAACGTGTGCCTTATT 267

Ai05B16417 Araip.B05 16417 p2 (CT)6 12 71448821 71448832 CTTTTTGTTTGTTTCTTAACTTTTTCA ACACAACTGTGAGGATGGCA 262

Ai05B16418 Araip.B05 16418 p3 (TCT)5 15 71449710 71449724 GGACACTTCTGCAGGTGGAT CCCTCGAGCAAAAGAAGAAA 278

Ai05B16420 Araip.B05 16420 p2 (CA)6 12 71454485 71454496 CCAAGAGGAAGGGACATGAA GTGCCGATTGCTTTTGAGAT 195

Ai05B16421 Araip.B05 16421 c (AT)20gaaaatgtaacactagaaataagctagaagcaaactaacatatatacaaacaaccaaaac(AT)8116 71469775 71469890 CCAAAAACCGTCATGAACAA TGTTTGCATATATTTTGGTTTGC 275

Ai05B16422 Araip.B05 16422 p2 (AT)6 12 71470719 71470730 TCACATTAGGGAGTGGATTCAA TGTTTGCATATATTTTGGTTTGC 214

Ai05B16423 Araip.B05 16423 p2 (CT)6 12 71480795 71480806 TGCAGGGATGAGAAATCCTT ATAGGTGAGGGGTTTTTGGG 134

Ai05B16426 Araip.B05 16426 p3 (AAT)5 15 71514657 71514671 GGGTTTAGGAAGTAAGGTGGG GGAGTGGTTGAAATTGGCAG 268

Ai05B16429 Araip.B05 16429 p2 (TA)28 56 71524173 71524228 GCTCAAATCTCACAGGTTGTGT GATTTTCACAATCACAATAATCCA 256

Ai05B16432 Araip.B05 16432 p5 (TAAAA)5 25 71577034 71577058 AAACATGCAATTGACACCAAA CGAGTTTGAACAACTGACGG 236

Ai05B16433 Araip.B05 16433 c (TA)8(T)11 27 71602607 71602633 TACTTTGGGGCATTTTGTCC GTGTGGGAAAAGTGGGTTTC 228

Ai05B16435 Araip.B05 16435 c (TC)11acatctctttc(TATT)553 71618812 71618864 TTCGAAAACTCCTCACCACC AGAGAGGGAGAATGGGTTCG 258

Ai05B16441 Araip.B05 16441 p2 (TA)6 12 71649170 71649181 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAAAATTTTGGG 166

Ai05B16451 Araip.B05 16451 c (A)14ccggaggagcctgccgaagatgaggccattacggttcgcctttatgtgtcctcctcgagatagcgtcatttaaagaacgagggacagcacaacgt(A)10119 71731544 71731662 CCTCGGGATAGCGTCATTTA GACACATAAAGGCGAACCGT 264

Ai05B16452 Araip.B05 16452 c (A)10c(A)10 21 71731789 71731809 ACGGTTCGCCTTTATGTGTC AATGATGTTGTCCCGAGGAG 173

Ai05B16453 Araip.B05 16453 c (A)10taggagcctgccgaacatgaggccattacggctcgccattaggtgtcctcttcgggatagcgtcatttacaaaacgagggtcagcacaatgt(A)13115 71732174 71732288 ATTACGGCTCGCCTTTAGGT CTTCGGTAGGCTCCTCCTTT 231

Ai05B16459 Araip.B05 16459 p2 (CT)6 12 71746520 71746531 TTTCTTAACTTTTTCAAAACCACC ACACAACTGTGAGGATGGCA 255

Ai05B16460 Araip.B05 16460 p2 (TA)10 20 71754925 71754944 TTTCAAATCAATTAGGGTGCC TCCATATCCCCTTGCTCATC 163

Ai05B16461 Araip.B05 16461 p2 (AT)9 18 71817500 71817517 CCCTGCTACAATCCATGCTT GCAAATGCAATAAAAGAAAAGGA 226

Ai05B16462 Araip.B05 16462 p2 (AG)6 12 71823982 71823993 AAGTGGAGGAATAAGGGGACA CAAACATGAGAATTCACAAACCA 269

Ai05B16465 Araip.B05 16465 p3 (TTA)5 15 71847173 71847187 TTGCCATGGAAAGGAGTAGG TAAGGGTCGATCCCACAGAG 254

Ai05B16469 Araip.B05 16469 p2 (AG)6 12 71897481 71897492 TTTCTAACCCAATTTTCGGC AATCCATAAACCAATTTGGCA 276

Ai05B16470 Araip.B05 16470 p3 (AGA)5 15 71912651 71912665 TTCCTTTCCCAAGGTTCACA AGGTGACTCCACTCCCCTTT 276

Ai05B16472 Araip.B05 16472 c (AT)8tttttttcttttg(T)1039 71918082 71918120 TTTCTTTGGGGCATTTTGTC TGGATTTGGAAACGTTTGGT 224

Ai05B16473 Araip.B05 16473 p2 (CT)6 12 71924028 71924039 GGAACATTGAACCTGGAATGA CTGGGCAGTTTCTAACCCAA 207

Ai05B16477 Araip.B05 16477 c (GA)6gcgcgagcgagagagaggaactcacatgaaaaggatggcgcgacagtggttcggcggaggaga(AAG)7at(GAA)6116 71950273 71950388 ACATTGCAACGACGAGTCTG CTTCTTCTTCTCCTCCGCCT 237

Ai05B16478 Araip.B05 16478 p3 (GAA)5 15 71950497 71950511 AGGCGGAGGAGAAGAAGAAG CCAAAGTCCCAAACCTTCAA 220

Ai05B16481 Araip.B05 16481 p2 (CT)8 16 71973220 71973235 TGTGCCATAAATTTGAAGCG TGGCTCTCAGAGAAGAAGGG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16483 Araip.B05 16483 p3 (TAT)5 15 71993946 71993960 CACATTCAAGAAATGCAAGGA TGGTGTCAAATGCATGTTTTTAT 232

Ai05B16486 Araip.B05 16486 p2 (GA)8 16 72026505 72026520 GGGGGAAGAAAAGAAAACCTT TCCCTGATTTGCCAATTTTC 155

Ai05B16489 Araip.B05 16489 p2 (CT)6 12 72058552 72058563 TTGTTTCTTATCTTTTTCAAAACTACC TCGAATTTTTGGATGGGAGA 280

Ai05B16490 Araip.B05 16490 p3 (TAT)5 15 72058909 72058923 CCTCCCTCTCTGTGTTCGAG TCCTCTTCAGGGTCCTTTCA 212

Ai05B16491 Araip.B05 16491 p3 (TTC)5 15 72061462 72061476 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai05B16494 Araip.B05 16494 p2 (TA)8 16 72073364 72073379 TCCCCGAGCAAAATAAAGAA CCCTCCTTCCTCCAATTCTC 273

Ai05B16495 Araip.B05 16495 p2 (AG)7 14 72077782 72077795 TCAAAGAACAATCTGTGACATGG GTGGGAATGCACTCATTCAA 239

Ai05B16496 Araip.B05 16496 p2 (AT)8 16 72080862 72080877 GGAATTGGGCACATATTCATACA GGCATTTTTGTCCCCTTTTT 239

Ai05B16500 Araip.B05 16500 p3 (GAA)5 15 72132054 72132068 CCTCCATCATCCTGGGTAGA AATCTCTGCTGTTGCAGCCT 269

Ai05B16505 Araip.B05 16505 p2 (AT)6 12 72162980 72162991 TGTTCTTGAGCATTCTTCTTGG GAAAAGAAGGCAAGAATTTTGAA 245

Ai05B16509 Araip.B05 16509 c (A)10gaaaaaaagaag(A)1234 72168910 72168943 TGAAGCAAGAAAAAGCAGCA GTCCCTCAATTTCAGCCAGA 133

Ai05B16511 Araip.B05 16511 p2 (CT)6 12 72196499 72196510 CGCTAGAAATGGGTAGCAGC ATAGGTGAGGGGTTTTTGGG 207

Ai05B16516 Araip.B05 16516 c (AT)7agggtggcac(TA)636 72231036 72231071 AGGAAGCAAGTTTTCAACCA CAGGAAAGCTGAAGTTTGGC 275

Ai05B16517 Araip.B05 16517 p2 (AG)6 12 72273123 72273134 TTGGCTCCTGAAAGGATGAG ATGCCACAAGCACATGGTTA 230

Ai05B16519 Araip.B05 16519 p4 (TAAA)5 20 72287241 72287260 GGGAGAGGGTTCGAATTATGA TTTTTCTTCTCCCTCTTCTTAAAAT 111

Ai05B16520 Araip.B05 16520 p2 (AT)9 18 72298871 72298888 TCATATCGCGAAAAACACCA GCCATTTTAGCGCAACTCTC 277

Ai05B16523 Araip.B05 16523 c (A)10cctaacatggctattcaaagaagaggaacacctaggacc(A)1059 72306851 72306909 CTTGGCTCAATCCAGATGGT CCTGGGTTCAATTGGAAAAA 280

Ai05B16525 Araip.B05 16525 p2 (AT)6 12 72330825 72330836 TGGGGTAATTTTGTCCCCTT CCCCAAATTGAATCTTTGGTT 229

Ai05B16528 Araip.B05 16528 p3 (CTT)5 15 72339219 72339233 AACCGTCTCGGAAGTAGGCT TCAGGCAACCACTCAACAAC 280

Ai05B16530 Araip.B05 16530 p3 (AAT)5 15 72361717 72361731 CAAGGAATTGCAGGGAGGTA GACCAAGTGGGAAAAATCCA 201

Ai05B16536 Araip.B05 16536 p3 (TAT)5 15 72381997 72382011 GACCAAGTGGGAAAAATCCA CAAGGAATTGCAGGGAGGTA 201

Ai05B16539 Araip.B05 16539 p3 (CTT)6 18 72387226 72387243 TTCATGTGGGATCGTTTGTG GAACCGAACACCTCAAGCTC 192

Ai05B16540 Araip.B05 16540 p3 (AAT)5 15 72388515 72388529 CAAGGAATTGCAGGGAGGTA GACCAAGTGGGAAAAATCCA 201

Ai05B16542 Araip.B05 16542 p3 (AGA)5 15 72395289 72395303 ACCTTCTTCATGGCCACAAC CAGAACCACAAAGCCTCCTC 278

Ai05B16544 Araip.B05 16544 p2 (GA)6 12 72403856 72403867 AGAGAGGGAGAGAGGGTTCG TCAAAACCACCAAACTACTTTTCTC 279

Ai05B16547 Araip.B05 16547 p2 (AG)6 12 72419216 72419227 AGAGAGGGAGAGAGGGTTCG AACATACCATCCCCAGACCA 279

Ai05B16552 Araip.B05 16552 p3 (AAT)5 15 72457888 72457902 CAAGGAATTGCAGGGAGGTA CAAAGTGGGAGAAAAATCCAA 210

Ai05B16553 Araip.B05 16553 c (ATT)19a(AAT)17109 72466510 72466618 TTTCATGCCCAATAAACGAG TCTCTGTATTGTTAGTGACGTTGTT 167

Ai05B16560 Araip.B05 16560 p2 (CG)6 12 72496307 72496318 ACGTGTACGCGTCACTCTCA TGGTGTTTGGAAGTGTTGGA 220

Ai05B16564 Araip.B05 16564 p3 (TCT)5 15 72538746 72538760 TCTTCCCCCTCTTCCTCATT TCTCCAGAGGGTTGTGCTTT 240

Ai05B16572 Araip.B05 16572 c (A)10taggcgaaag(A)1030 72578263 72578292 TGAAGCAAGAAAAAGCAGCA TCATTTTTATTCGCCCTTGC 190

Ai05B16573 Araip.B05 16573 p2 (TA)9 18 72579128 72579145 TCAGCGAGACAAGAACATCG CAGTACGCTCGACAGCCATA 243

Ai05B16575 Araip.B05 16575 p2 (AC)8 16 72590502 72590517 GGGCTAAGGTAAGGGTGAGG CAAAAGTGGGAATTTTGGGT 145

Ai05B16576 Araip.B05 16576 c (T)10gccatttttcttttctctc(T)1039 72603048 72603086 AGGCCCTCCTATCCACTGAT CGGTGAATACAAAAGCTTGC 211
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Ai05B16577 Araip.B05 16577 p2 (AG)9 18 72623956 72623973 GGGGTTTTAGGGGGTTATGA CACCTACCCCTACCCATTCA 136

Ai05B16579 Araip.B05 16579 p2 (AT)10 20 72644558 72644577 AAGCCTTACCTCGCGTCATA ATGGCTAGCCGGCTTAAACT 254

Ai05B16580 Araip.B05 16580 p2 (AG)7 14 72648413 72648426 AAGTGGGGGAATCCATTCAT TGGGAAGGTTCATAAGCCAA 246

Ai05B16584 Araip.B05 16584 p2 (AT)7 14 72748527 72748540 GGGAAATTGGGTTTGGAAAT TTTCACCACTTACCTTGGGG 220

Ai05B16585 Araip.B05 16585 p2 (CT)7 14 72754636 72754649 TAATGCCAGAAAAGGGCAAC GGAGAGAGGGTTAGGGTTCG 278

Ai05B16586 Araip.B05 16586 p3 (AAT)6 18 72766103 72766120 TTCAAGGGTCACCAAAGTCC AATGCAAATTTATGTTTCCTTGTT 217

Ai05B16588 Araip.B05 16588 p3 (CTT)5 15 72795260 72795274 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 152

Ai05B16591 Araip.B05 16591 c (TGA)6ccatgatgataatagtggtggtggtggattctggtttaacttgtgcttttggttggttttggttgattttgttgttctgatgatga(TGG)6122 72798626 72798747 ATTTTCTGTGGTGGGAGTGG TGAAAATACCCTTCCCCCTT 230

Ai05B16595 Araip.B05 16595 p2 (TA)8 16 72834439 72834454 ATCAATCCTTGTGGGATTCG TGCAACTAGGGTGTATGCCA 238

Ai05B16596 Araip.B05 16596 c* (T)10c(TA)7(T)10(TTTTC)8*71 72843754 72843824 GGGCATTTTGTCCCCTTTTA AAGAGCATGTTGTTTTTGTTGAAA 280

Ai05B16597 Araip.B05 16597 p2 (GC)6 12 72853061 72853072 GAGAGTCATGCCCACTTCGT GTCCACATATCTCCATCGGC 183

Ai05B16599 Araip.B05 16599 p2 (TG)6 12 72858743 72858754 GCTAGTGTTTGTGCATGCGT GCACCTAAACTGAACTCTGCC 280

Ai05B16600 Araip.B05 16600 p2 (CA)6 12 72860105 72860116 AACGTGCCCTTTACTAGCCA GCGATCTCCGTCTCTACCAA 267

Ai05B16603 Araip.B05 16603 c (CT)6gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)596 72868875 72868970 TCCTTCTCCCTCATCTCCTTC GTTCTTGTCCTTGCTCCTGC 222

Ai05B16604 Araip.B05 16604 p2 (GC)6 12 72896014 72896025 TGGGGGCAAATTCACTTTAG AGCGGGAGAACAAATGAAGA 209

Ai05B16606 Araip.B05 16606 p3 (TTG)5 15 72913238 72913252 CCAATGTGATGAGTTGTGGC GGAAAGGCATTGTTGGAGAA 234

Ai05B16611 Araip.B05 16611 p2 (CT)6 12 72962039 72962050 GCGGAATCCTAATCCTAAATCC TTTTTGACCCAGTTTTTGGC 168

Ai05B16614 Araip.B05 16614 p4 (AAAT)6 24 72994555 72994578 AACTGTGGGAACTTGGGTTG CATTGGAGTAATTTTGTCCCC 168

Ai05B16615 Araip.B05 16615 p2 (GT)8 16 72994720 72994735 GGGGACAAAATTACTCCAATG GGGCTAAGGTAAGGGTGAGG 236

Ai05B16618 Araip.B05 16618 p3 (TCT)5 15 73018320 73018334 TCCCTCCTTCATTTCCACAC CGGTCTTAGGTGCCATCAAT 200

Ai05B16619 Araip.B05 16619 c (T)12gaaaagcttaaaatcgaaagttaaaataattaattaataaaaagaatttttgaaaaaaagagggagatatttttgaaaatt(AG)6105 73024639 73024743 GAGAGAGGGAGAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 186

Ai05B16620 Araip.B05 16620 p3 (TCT)6 18 73028027 73028044 TCCCTCCTTCATTTCCACAC TTCCATCATTGGCAAGTTGA 242

Ai05B16626 Araip.B05 16626 p5 (AAAAT)6 30 73059088 73059117 TTGCCAGTGAGCTCCTTTTT TGAAGGCAATGTTGAGCAAG 268

Ai05B16629 Araip.B05 16629 p2 (AT)6 12 73071292 73071303 TCGCGTCATATTGCAAGAAA GCGCAACTCTCTGTCTCCTT 267

Ai05B16632 Araip.B05 16632 p2 (CT)12 24 73106560 73106583 TCTTGTGAATCAAGTCATTAATTGTG AAAAGAGGGAAGGTGTTTTCG 277

Ai05B16634 Araip.B05 16634 p3 (ATA)6 18 73117372 73117389 GGAGCTAAGCTGCACCAGTAA ATAAGCCCGACAATGCAATC 262

Ai05B16635 Araip.B05 16635 p2 (AT)6 12 73124807 73124818 CAGAAGCTTTGGGTTGCATT GAACGGAGTAACCAGAGCAGA 139

Ai05B16640 Araip.B05 16640 p2 (CT)6 12 73163429 73163440 CCCACAACCTCTTCACCACT GAAAAGGAGGAGATGGAGGG 220

Ai05B16645 Araip.B05 16645 c (CT)6cattttcgaaaatatctttcccctttttcaaaatttctttttaatttattaattattcttatttttatttttgattttaaaaaaattttcg(A)11nnnnnnnnnnnnnnnnnaggatcca(TAT)5154 73177930 73178083 TGTTTCTTAACTTTTTCAAAACTTCCT GTTCTTGTCCTTGCTCCTGC 237

Ai05B16647 Araip.B05 16647 p3 (TAA)5 15 73192692 73192706 GCAAGCTGCATCCAACAGTA TGTTGCTGAGAGGATGATGG 252

Ai05B16651 Araip.B05 16651 p6 (CTCCTA)5 30 73244751 73244780 CAAAGCAGAGAAGGAGTGCC AGAGGTTCAGGTTCGGAAGG 217

Ai05B16653 Araip.B05 16653 c (T)11cgtaaaagaaaataaaaattaattagttaaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)799 73250301 73250399 GGCTTTGACAACGTTCAACT CCAACTAACCTTTTGTTTGTTTCTT 280

Ai05B16654 Araip.B05 16654 c (T)10cgcatttttttctgcaagctttttttttattcactg(T)1157 73259217 73259273 TTGCTTATTATTAGGCACACACTTTT AAAGAGCAACAAAGTGACACAAA 259

Ai05B16655 Araip.B05 16655 p2 (AG)6 12 73261064 73261075 ATAGGTGAGGGGTTTTTGGG TAACGCTAGAAATGGGCACC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16656 Araip.B05 16656 p3 (AGT)5 15 73290309 73290323 GGCAATAGGATTCATAGAAGGC GGTTCAATTGGTCATCGCTC 276

Ai05B16657 Araip.B05 16657 p6 (TATGAT)5 30 73335423 73335452 CCCCCATGAATAAACACCAG CCATTGGACTGTCCCTCTGT 109

Ai05B16658 Araip.B05 16658 p2 (AT)11 22 73336173 73336194 CTCTTCGCTGAGACATGCTG ACTCGGTTCGCGAAGGTAAC 277

Ai05B16666 Araip.B05 16666 p2 (AG)6 12 73368900 73368911 GCCTTCATATGTAAAGCAACAA ATTCAGAGAGAGCTCGCCAA 279

Ai05B16668 Araip.B05 16668 p2 (AG)7 14 73374710 73374723 TGCCTTCAGATGTAAAACAACAA ATTCAGAGAGAGCTCGCCAA 280

Ai05B16670 Araip.B05 16670 p2 (CT)7 14 73382748 73382761 TAAAACTACCCCCTCACCGC AGTCGCTGATTCACCTGGTT 229

Ai05B16672 Araip.B05 16672 p2 (AT)7 14 73407318 73407331 ACGCACAATATGGTTTCCAA TGGCAAATCTGCAATGTGAT 163

Ai05B16673 Araip.B05 16673 p3 (ATG)5 15 73410349 73410363 GGATTGTATCTGAAGGGGCA TTCTAGGAGCCAAGCAAACC 159

Ai05B16677 Araip.B05 16677 p2 (GT)6 12 73443125 73443136 GGGGACAAAATTACCCCAAT TAGGGCTAAGGTGAGGGTGA 241

Ai05B16680 Araip.B05 16680 p3 (AAT)5 15 73473113 73473127 TGAAATTGCTGCTCGTATGC CTGGACCTCAACAGCCAAAT 250

Ai05B16681 Araip.B05 16681 p2 (AG)6 12 73473453 73473464 GATGGGGGAGAAGGAATTTT CTTTTTGTTTGTTTCTTAACTTTTTCA 230

Ai05B16684 Araip.B05 16684 p2 (TA)7 14 73483078 73483091 CCTCAGGGCAACAAACAAAT GCTTGAAGCAACCCAAGAGA 157

Ai05B16689 Araip.B05 16689 p3 (TTG)5 15 73514949 73514963 TTTGGGTCTTCAAGTGGTCC GGAAAGGCATTGTTGGAGAA 280

Ai05B16690 Araip.B05 16690 p2 (TC)6 12 73529705 73529716 CGAGCCTTCTTCCTCTAGCA GGGTCACGTCACAGTTGTTG 265

Ai05B16695 Araip.B05 16695 p2 (TC)6 12 73575766 73575777 AGTATCCTTGGCAAGCTCCA TTGAGAGAGAGCAAGCACGA 193

Ai05B16697 Araip.B05 16697 c (TC)6cctctcctctat(TTC)539 73579255 73579293 CCCTCTCCTCCTCTTCTTGG GCTTTTGTCTTCCCTTTCCC 209

Ai05B16699 Araip.B05 16699 p2 (TA)7 14 73590791 73590804 TTTTTGCATTTTGCACTTGG TTGTCAATTAACCAACATTTATTGC 243

Ai05B16701 Araip.B05 16701 p2 (CT)9 18 73607294 73607311 AAGGAACATGGAACGTGTGA ATCCAAGCCCAGAAACACAG 220

Ai05B16703 Araip.B05 16703 p2 (AT)19 38 73611305 73611342 AAAACACAACGGGAATCTGG TTGGGGTAATTTTGTCCCCT 166

Ai05B16704 Araip.B05 16704 p2 (GT)6 12 73611512 73611523 GCAAAAGTGGAATTTTGGGT TCGCTCAAGTGTCTAGGGCT 222

Ai05B16707 Araip.B05 16707 p2 (TA)6 12 73633345 73633356 AAAACCCCCTCAAATTAGCA GATTTAGCCCTTGGTTGTGC 280

Ai05B16708 Araip.B05 16708 p2 (TA)8 16 73634589 73634604 TGGGAATCTTTAAATGGCTTT TTTTGCACTTTGGGCTGTAT 280

Ai05B16711 Araip.B05 16711 p2 (AG)7 14 73653309 73653322 CGGTCCCTGCTCATAAGAAA TCACATCACCAAAAATCCGA 151

Ai05B16712 Araip.B05 16712 p2 (AG)6 12 73653545 73653556 GGTTCGGATTTTTGGTGATG TTTCTTATCTTTTTCAAAACCACC 265

Ai05B16714 Araip.B05 16714 p2 (GT)9 18 73659581 73659598 ACCCAACTTTCTGGTCGTTG GTGCTAGGTGGGAGACAACC 260

Ai05B16716 Araip.B05 16716 p2 (AT)7 14 73665916 73665929 TTGCGCTTTTCTGTTTGATG TCCTTAGTGGGCTTGGAGTG 197

Ai05B16719 Araip.B05 16719 p2 (GA)13 26 73672042 73672067 CCATGAGATAGAAGCGAGGC ACGCATCAGAAACCATTTCC 159

Ai05B16722 Araip.B05 16722 p2 (CT)6 12 73688240 73688251 CCTCACTCACCAAAAATCCG CTTGTCTTTGCTCCTGCTCA 163

Ai05B16723 Araip.B05 16723 p3 (TTC)5 15 73690544 73690558 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai05B16724 Araip.B05 16724 p2 (CG)6 12 73708841 73708852 TCCTCATTTTGGTATGGATGAA TGGACACAAAGTGGGCATAA 238

Ai05B16726 Araip.B05 16726 p3 (ATA)5 15 73731830 73731844 TTGTATTTTTGTCTGGGATAGGA TTATCAACAACACCCAGGCA 205

Ai05B16727 Araip.B05 16727 p2 (GT)6 12 73736364 73736375 AATGGGTTTGCAGAACGAAG ACTTTTGACAAATCCACCGC 241

Ai05B16729 Araip.B05 16729 p2 (AT)10 20 73759982 73760001 CAACATCCAAAAACCAAACTGA GGCATTATTGTATCCGGTGG 244

Ai05B16730 Araip.B05 16730 p2 (TA)6 12 73762883 73762894 GCTTGCTGCCTGGTAAACTC GGTGGTGTGTAAACTCTCCCA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B16732 Araip.B05 16732 p2 (GA)8 16 73807696 73807711 TGTCCTTGCTCCTGCTCATA CCCTCTTTTTCAAAATTTCTTTTT 280

Ai05B16733 Araip.B05 16733 p2 (AG)6 12 73807876 73807887 GAAGGAGATGAGAGAGAGAGAGAGA TTGATTTTCAAATTTGTTTCAGC 277

Ai05B16737 Araip.B05 16737 p2 (CT)7 14 73831677 73831690 TCGACACTATCGGACAGCAC GAAGAGACAGGACAGGCGAC 273

Ai05B16740 Araip.B05 16740 c (AG)6aa(G)11 25 73836031 73836055 CAACCTCAAGGAGCAAGGAG AACCGGTTTATGGTAAGGGC 278

Ai05B16743 Araip.B05 16743 p6 (TATTTT)5 30 73889531 73889560 GCTTATGCTAAGCACAGGGG AAACTAAAGTGCAAAATGTGGAAA 253

Ai05B16747 Araip.B05 16747 p2 (TA)6 12 73935383 73935394 GGACCGTGCAACGTTTAAGT GGGATTTCTTGAAAATTCCTTTG 267

Ai05B16750 Araip.B05 16750 p4 (TAAT)5 20 73954193 73954212 AGTGGCTATTTTGCGAAGAGA ATTTCATATGCACCCATGCC 278

Ai05B16751 Araip.B05 16751 p2 (CT)6 12 73958368 73958379 TCATAAATCGAATTGGGAAAA AGGCTCCAGATTGGAGGAAT 255

Ai05B16752 Araip.B05 16752 p2 (TC)12 24 73964150 73964173 CTTCCGTTGAAGCATTGGAT TCGATGGCAAGGTTTTTCTT 230

Ai05B16753 Araip.B05 16753 p2 (GA)6 12 73967428 73967439 CAAAGCCATTGTTACAGCCA TTCGTGGTTTTCCAATCCAT 273

Ai05B16754 Araip.B05 16754 p2 (AT)14 28 73980898 73980925 TGAGCTCATGAAATGAAGGCT CATTGCCACCCTAATTGCTT 270

Ai05B16758 Araip.B05 16758 p2 (AG)6 12 73999867 73999878 ATAGGTGAGGGGTTTTTGGG GGCGTTTAATGCCAGGAATA 246

Ai05B16762 Araip.B05 16762 p2 (AG)6 12 74019655 74019666 CAATTGCAGAAGAAACGGAA TAATCATCATCATCGCCCAA 240

Ai05B16763 Araip.B05 16763 p4 (AATT)5 20 74020144 74020163 CTACCAAGCAAGCCCAACTC TTGAGCCTATAAAGCATGCAAA 236

Ai05B16764 Araip.B05 16764 p3 (TTA)9 27 74024629 74024655 CTTCGTTTTCGTATGCGTGA GATGCGAATGCATCAATGAC 280

Ai05B16765 Araip.B05 16765 p3 (AAG)5 15 74034896 74034910 GGAAGGTGGTAAATGAGGCA TGTCCTTCCTCAGCCTTTGT 171

Ai05B16766 Araip.B05 16766 c (A)10tttttcttttttgtttttcccaaaataatttttgaaaaaaact(A)1164 74052791 74052854 AGGGATTGTTCGAGTTTGGA TTAACAGCCAGCCAGGATTC 258

Ai05B16772 Araip.B05 16772 c (A)15ctagaggagcctgccgaagatgaggacattacggctcgcgtttaggtgtcctcctcaggatagcgtcatttaaagaacgagggtcagcacagcgt(A)11cagaggaacctgccaaagaagcggccattacggctcgcct(A)17178 74119139 74119316 TTTAAAGAACGAGGGTCAGCA CTAAAGGCGAGCCGTAAATG 261

Ai05B16773 Araip.B05 16773 c (A)13cagaggagcctgccaaagatgaggccattacggctcacctttaggtgtactcctcgggatagcgtcatttaaagaatgagggtcagcacaatgt(A)10gtaacggaaaaaaaccg(A)11145 74119423 74119567 GCCGAAGATGAGGCATTTAC ACACTTAAAGGCGAGCCGTA 276

Ai05B16781 Araip.B05 16781 c (A)10tggagcagcgtgtcgaagatgtggccattacggctttcctttaggtgtccttctcgggataacgtcttttaaagaacgagggccagtccaatgt(A)13ctagaggagcctgccgaagatgaggccataacggctcgcctttaggtgtcctacttaggatagcttcatttaaagaacgagggtcagcataacgt(A)10222 74121268 74121489 AGAACGAGGGTCAGCACAAC GCCTCATCTTCAGGAGGCT 280

Ai05B16790 Araip.B05 16790 c (A)11gaaaaaaaacg(A)1032 74125688 74125719 CCTCGGGATAGCGTCATTTA TGAGGAGGACACCTAAACGC 132

Ai05B16791 Araip.B05 16791 c (A)10ggaaaaaaaccg(A)1032 74126384 74126415 GGACATTACGGCTCGTGTTT GGCCACATCTTCGGTAGGTA 243

Ai05B16816 Araip.B05 16816 c (T)11cttttgttctgttgcta(T)1038 74145328 74145365 CCAGCACCTCTTTGGGTTAC AAAAACAAAAAGAGAAAAGAAATAGCC 268

Ai05B16817 Araip.B05 16817 c (A)11ggaaaaaactgg(A)1033 74146648 74146680 CTTTCTTCAAGACGGATCGC TAAATGACGCTATCCCGAGG 180

Ai05B16823 Araip.B05 16823 c (A)12ccgaaggaacctgccgaagatacggccattacggctcggctttaagtgtcctccacgggatagcgtcatttaaaaaacgagggtcaacac(A)13115 74148501 74148615 CCTCGGGATAGCGTCATTTA ACCTAAAGCCGAGCCGTAAT 214

Ai05B16825 Araip.B05 16825 c (A)10cggaggagcctgccgaagatgaggccattacggctcacctttaagtgtcctagtagggatagcgtcatttaaagaacgagggtcagcacaatgt(A)12116 74149080 74149195 ATTACGGCTCGGCTTTAGGT CAATCTTCGTCAGGCTCCTC 231

Ai05B16827 Araip.B05 16827 c (A)15ccgaaagaacctgccgaagatgcggcaattacggctcgccttttagtggcctccttgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)12122 74149783 74149904 TCCTCCTCGGGATAACATCA ACCTAAAGGCGAGCCGTAAT 241

Ai05B16836 Araip.B05 16836 p2 (AT)6 12 74167005 74167016 TGTGGAAAAGTTGGGTTTGC TGCGTTGCTTTCACCACTTA 255

Ai05B16837 Araip.B05 16837 p2 (AG)6 12 74168402 74168413 GGAGAAAATTCAATCCACGC CCTAAGAGAGAGGAGAGAGCCC 249

Ai05B16838 Araip.B05 16838 p2 (AG)7 14 74173366 74173379 GGGTATTTGGGGGAGAGTGT AGCAGAATGGGCGTTAAATG 240

Ai05B16843 Araip.B05 16843 p3 (TTC)6 18 74185634 74185651 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 278

Ai05B16846 Araip.B05 16846 p2 (GA)6 12 74226570 74226581 GGAAGAAGGGAAGAAGAGAAGAA ATGTCACATTTTCGCGTGAC 260

Ai05B16849 Araip.B05 16849 p2 (TA)6 12 74237806 74237817 AACGCCCTAGAAGGGATTTC GGACCGTGCAACGTTTAAGT 280

Ai05B16851 Araip.B05 16851 p3 (TCT)5 15 74270179 74270193 CCTAATTGGTGCAGGGATGT CCCTCGAGCAAAAGAAGAAA 165
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Ai05B16852 Araip.B05 16852 p3 (CTT)5 15 74273856 74273870 CCAACTTTGTGCCATGATTG ATTGCCAATGAAGAGGTGCT 265

Ai05B16853 Araip.B05 16853 p2 (CT)6 12 74343055 74343066 ACCATTCTGGGCGTTTAATG TTGGGGAAGTGGTATTGAGG 271

Ai05B16857 Araip.B05 16857 p3 (AGA)5 15 74408872 74408886 TCCCATGACTCAGATGTGGA ATCACCCTCTCCCTCTCCAT 198

Ai05B16862 Araip.B05 16862 p3 (TTG)5 15 74427930 74427944 TTTTCAAGGGGTCTTCCTCC ACCCAATAAATCCACCAGCA 208

Ai05B16864 Araip.B05 16864 p4 (TGAA)5 20 74463415 74463434 GGAACATTGAACCTGGAATTG GACAAAATCCAAGCCCAGAA 217

Ai05B16867 Araip.B05 16867 p5 (TTATC)6 30 74467026 74467055 CCTGGGTGCTCCAGTGTATT AAGCCTACAGAGAGGAGGGC 141

Ai05B16868 Araip.B05 16868 p5 (TTATC)5 25 74476749 74476773 CCTGGGTGCTCCAGTGTATT CCTAAATCCTAAGGCAGCCC 156

Ai05B16871 Araip.B05 16871 p4 (TTTA)5 20 74512762 74512781 CTGGCAACTTTGCTACACCA TCGAAAATCTTCACCCATTTTT 278

Ai05B16877 Araip.B05 16877 p2 (GA)8 16 74584780 74584795 CCAAAGGGGTGAGAGTTCAT GCAAACGTGTGCCTTATTATTG 280

Ai05B16879 Araip.B05 16879 p2 (TA)8 16 74601001 74601016 TTAAGTGTGGGGAGGTCGTC GCTCAAAAACATGCTTCACAA 264

Ai05B16880 Araip.B05 16880 p2 (TG)12 24 74601376 74601399 AGCCAACTTTGAGCCTACGA TCCCATGTTTTCCCACACTT 167

Ai05B16896 Araip.B05 16896 p2 (GC)6 12 74847053 74847064 TCAGGAGAGGAGGAAGGTGA TTCTCTCCATAGACGCGGAC 164

Ai05B16897 Araip.B05 16897 p2 (AG)6 12 74866967 74866978 CCTGGATCGATAGAGAGAGAGG CCAGGAGCAGAACACACAGA 169

Ai05B16902 Araip.B05 16902 p2 (AT)7 14 74874497 74874510 TCCACACATCAGTCATGCAA CAAAATCCAGTGAGGGTTCAA 232

Ai05B16903 Araip.B05 16903 c (T)10atta(T)11 25 74879566 74879590 TTCATGGGGTTTTATGCAGAT AGAAGGCATGTGAGCCAAGT 256

Ai05B16904 Araip.B05 16904 p3 (ATA)5 15 74883152 74883166 CAGGTTCTGGATCTGCTTCC TCATCACCAAATTCGAACCC 196

Ai05B16907 Araip.B05 16907 p3 (CAA)5 15 74897479 74897493 AACAAACCCACCAAATCCAC CACTCCCTCAAAGCTCAAGG 267

Ai05B16911 Araip.B05 16911 p2 (AG)8 16 74913782 74913797 TTCACCACGAAGAGAAGCAA TCACTTCTTCATTCCTCCCG 137

Ai05B16912 Araip.B05 16912 p2 (TA)17 34 74924934 74924967 TGAAACACCGATATTTCCGAT TCGCCAAACAATGTACCAAA 270

Ai05B16913 Araip.B05 16913 p2 (AG)6 12 74925821 74925832 ATGAGCGAGGGAGAGGATTT TTTCTTATCTTTTTCAAAACCACC 179

Ai05B16917 Araip.B05 16917 p5 (AAGAT)5 25 74971317 74971341 GAAAGATAAAGGCGGTTCCC CCTACAAGGAACTCCGATGC 207

Ai05B16924 Araip.B05 16924 p3 (AAT)5 15 75015311 75015325 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai05B16926 Araip.B05 16926 p5 (AAGAT)8 40 75017789 75017828 GGGACACAGCCCAATCTAAA CCTGGGTGCTCCAGTGTATT 182

Ai05B16927 Araip.B05 16927 p2 (AT)22 44 75039868 75039911 ATGGGTTTATCAACCTCCCC GCTTTATCATTTAAGGGTTGGC 275

Ai05B16928 Araip.B05 16928 p3 (AGA)5 15 75043213 75043227 ACAGCCTAATCTACCTGCGG CACGCGAACCCTATCAGTTG 154

Ai05B16932 Araip.B05 16932 p3 (CAT)5 15 75084329 75084343 TGAAGAAGTCGGCACAACAG AGGAGCAGGTTTGGGTTTTT 164

Ai05B16935 Araip.B05 16935 p2 (AG)6 12 75113871 75113882 TTTCTGGGCTGTTTACGACC AAAGGAACATTGAACCTGGAA 248

Ai05B16937 Araip.B05 16937 p2 (TA)7 14 75122084 75122097 GCATATGACAAATTGGTTTAATTG GGGTTGTGTGTTCTTTGGCT 255

Ai05B16938 Araip.B05 16938 p2 (TA)6 12 75122961 75122972 CAAAAGTGGGAAAATTGGGA AATGGGGTTAAGGCAAAGGT 149

Ai05B16940 Araip.B05 16940 p2 (TA)7 14 75137421 75137434 TGTAGCATAATTTGCCACCTT TCAATGTGAATCTTTGAATGGC 270

Ai05B16941 Araip.B05 16941 p4 (TTTA)7 28 75154211 75154238 GGGTTAGCATATGACCCCAG TCGAAAATCTTCACCCATTTTT 178

Ai05B16947 Araip.B05 16947 c (A)10gagaaaaagaaaaaaaaatatgtaat(ATAA)556 75199331 75199386 AGTGTGAGGAAATTGTGGGAA TCCCATGCTCATGTACCAAA 280

Ai05B16949 Araip.B05 16949 p2 (AG)8 16 75211674 75211689 AACCAGCGTGGTAAAATTCG GGAACATTGAACCTGTATTTGAA 256

Ai05B16955 Araip.B05 16955 p3 (AAG)6 18 75265519 75265536 CGTTGTGTATGACACGGAGG CACAATTCCTAGGGTTGGGA 258
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Ai05B16959 Araip.B05 16959 p2 (TA)6 12 75340133 75340144 GCATATGACAAATTGGTTTAATTG TTCGGTATACTTGCCGAAGG 267

Ai05B16965 Araip.B05 16965 p2 (AT)11 22 75394580 75394601 TGTGGGAAAATTGGGAAGTT GGGGTTAAGGCAAAGGTGAG 278

Ai05B16967 Araip.B05 16967 p2 (AG)10 20 75409487 75409506 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 117

Ai05B16968 Araip.B05 16968 c (T)10gtttttccataaccattgatggcacctaaggccagagaaacctc(A)1367 75424856 75424922 TCTCAGGATCTGTGAACCCC CTTGGAGGTGGAAGCTTTTG 258

Ai05B16976 Araip.B05 16976 p2 (TA)8 16 75569610 75569625 TGATGTTCCACCTTTTGATGA TTTGAGGGTTTGGGAATAAGAA 209

Ai05B16977 Araip.B05 16977 p2 (TA)6 12 75573994 75574005 TTTCTTGAACAGGTCAGGGC ACATTCCGTGATCCAGCTTT 116

Ai05B16980 Araip.B05 16980 p2 (AG)6 12 75586621 75586632 ACAGGAGCTTGCTGGATTGT CATCTCTCCCTCACACCAAAA 261

Ai05B16984 Araip.B05 16984 p3 (TTC)5 15 75627838 75627852 CGCTCATCCCCTCTCTAATG CCGGAGAATGTGGTGAACTT 273

Ai05B16985 Araip.B05 16985 p2 (AC)6 12 75646748 75646759 TTTTCAAGGTCGTAATGGGG TGGGAACTTTGGGTAGCTAGG 154

Ai05B16987 Araip.B05 16987 p2 (CT)6 12 75658438 75658449 TTTTCAAATCTTTTTCAATTAACCA AAAAAGAGGGAAGGAATTTTCG 112

Ai05B16988 Araip.B05 16988 c (AT)11(GT)25 72 75671761 75671832 TAAAACCCACGGACGGATAA TTTCTTCTTTTCTCTTCTTCCTTTC 280

Ai05B16990 Araip.B05 16990 p3 (AGA)5 15 75677358 75677372 CACGCCAGTTCAATTATCCA CACTAAAGTTGGCTTGGCGT 210

Ai05B16993 Araip.B05 16993 p2 (TA)7 14 75694263 75694276 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 277

Ai05B16995 Araip.B05 16995 c (TA)8(T)10 26 75742596 75742621 TGAGCTTTGCTTTAGGGCAT TTGGGAATTGGGTACATGCT 206

Ai05B16996 Araip.B05 16996 p2 (AC)6 12 75742806 75742817 AGCATGTACCCAATTCCCAA CTCATCAGGCCATCATTTCA 279

Ai05B16997 Araip.B05 16997 p2 (CT)6 12 75745506 75745517 TAAAGTGTGGGAATGCACCC TCGAATAACAGTCTGTAACATGGAA 251

Ai05B17000 Araip.B05 17000 p2 (CT)6 12 75752492 75752503 TAAAGTGTGGGAATGCACCC TCGAATAACAGTCTGTAACATGGAA 251

Ai05B17003 Araip.B05 17003 p2 (AC)6 12 75771789 75771800 TCACCCAATGTCCCAAGTTT TGGTTAGTTGTGCGGAGTTG 266

Ai05B17004 Araip.B05 17004 p2 (TA)12 24 75789136 75789159 TTCACCATTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 227

Ai05B17009 Araip.B05 17009 p2 (AC)6 12 75803201 75803212 AGCATGTACCCAATTCCCAA TGAGGCCATCATTTCATTAGC 275

Ai05B17010 Araip.B05 17010 p2 (AT)10 20 75806513 75806532 TATTGAGCTTTGCTTTGGGG TTGGGAATTGGGTACATGCT 210

Ai05B17011 Araip.B05 17011 p2 (AC)7 14 75806720 75806733 AGCATGTACCCAATTCCCAA ACAAGCCTTAAAGCGGAAAA 167

Ai05B17012 Araip.B05 17012 p2 (AC)6 12 75822222 75822233 TGAGCATGTACCCAATTCCA TGTCCTTATTTGGATCGTTGAA 140

Ai05B17013 Araip.B05 17013 p2 (TA)10 20 75825520 75825539 TATTGAGCTTTGCTTTGGGG TGTGGGAAAACTTGGGACAT 227

Ai05B17014 Araip.B05 17014 p2 (AC)7 14 75825687 75825700 ATGTCCCAAGTTTTCCCACA AGCCTTAAAGCGGAAAACAA 103

Ai05B17018 Araip.B05 17018 p2 (AC)8 16 75839147 75839162 ACCCAATTCCCAATCCTTTC AGCCTTAAAGCGGAAAACAA 159

Ai05B17019 Araip.B05 17019 p5 (AAAAT)5 25 75846451 75846475 AAGGCTTTGAGCACCACTGT ACCCTTGAGCCTAGCTGTGA 187

Ai05B17022 Araip.B05 17022 p3 (AAT)5 15 75858766 75858780 CCATGCTGGGAATTCAAAAT GGCACTTGGTAGCCTTTTGT 261

Ai05B17031 Araip.B05 17031 c (T)10cttc(T)10 24 75917906 75917929 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 226

Ai05B17035 Araip.B05 17035 p2 (GA)6 12 75941765 75941776 TTGCAACAATCCACAAGCAT CCCCTTCCTTCCTTCTTCAT 245

Ai05B17037 Araip.B05 17037 p2 (TA)6 12 75948576 75948587 CCTCATGCTAAATCCAAGGTG CCCATCTCAATTGTAACAGCA 232

Ai05B17039 Araip.B05 17039 p2 (TG)7 14 75959494 75959507 TTTTGGAGAGAAGAGAGAGCCT CTTAAGCAAGCAAAGTCCGC 230

Ai05B17041 Araip.B05 17041 p2 (CT)7 14 75965683 75965696 GGAACATTGAACCTGAAAATTGA GCCACATTTTGACCCAGTTT 212

Ai05B17042 Araip.B05 17042 p2 (GC)6 12 75989608 75989619 GTGGATGCGTCCATCCTTAC CTATTTCCATTCGATGCCGT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B17043 Araip.B05 17043 p3 (GAA)5 15 75993290 75993304 ATGTAATGCCACCGGAAGAG TTAAAGCTTTGCGCCTTGTT 164

Ai05B17044 Araip.B05 17044 p2 (GC)6 12 75993727 75993738 ACCAGGGAGTCCACATATCG AGTTATGCCCACTTCATGCC 144

Ai05B17048 Araip.B05 17048 p2 (CT)6 12 75998390 75998401 CTTTTTGTTTGTTTCTTATCTTTTTCA TGGTGAGTGATGTGAGGAGG 280

Ai05B17051 Araip.B05 17051 p2 (GC)6 12 76026649 76026660 AAATCTTCTGATCCGCATGG CGAAAGAAAGCATGCACAAA 153

Ai05B17052 Araip.B05 17052 c (A)11gaatagaaaagtaaagagggatgaagaaaagaaaaaactagataatggtggt(GA)675 76027296 76027370 AAAGGAAAACATGGATAATGCAA CGCTGCACAGCTTATCCTAA 278

Ai05B17056 Araip.B05 17056 p3 (ACA)5 15 76071312 76071326 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai05B17057 Araip.B05 17057 p2 (AG)6 12 76076080 76076091 TCGATTCAAATGTTGGAATAAAT GGCCCAGATCCAAGTACAGA 240

Ai05B17058 Araip.B05 17058 p2 (TA)6 12 76076925 76076936 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 261

Ai05B17065 Araip.B05 17065 c (T)12gaaatttgaaatttgaattttaagtattgaattttgaaatttaaaactaagataagataagataaaaattttaaaatcaaaatctgaaa(T)11112 76094479 76094590 CAGACTCATAGCCAAAGGGG TTTCTCTTTCCTCATTAAATTCAAAA 274

Ai05B17066 Araip.B05 17066 p3 (ACA)5 15 76099595 76099609 TACTGATGAATGTCCGCAGC TATTCTGCTGCCTGTCGTTG 221

Ai05B17068 Araip.B05 17068 p3 (GAA)5 15 76129904 76129918 GCTTTTGTCTTCCCTTTCCC ACCCAGAACAAGCACCAATC 219

Ai05B17070 Araip.B05 17070 p2 (TG)9 18 76141921 76141938 GCTGCAACTCCCTGTCTCTC ACCCTAACCTGACCCGTTTC 194

Ai05B17071 Araip.B05 17071 p2 (GT)9 18 76155551 76155568 AGCAAGGACGAGCTTCTCTG CCACACCCAATTCCCTAATG 271

Ai05B17072 Araip.B05 17072 c (A)13ggcatccgcgcgcaagcgcactgt(GC)649 76177743 76177791 TTCGAAAATTTGAGAGGGAAAA ATGTACACTTGCGCATCAGG 262

Ai05B17073 Araip.B05 17073 p2 (CT)6 12 76195093 76195104 ACCATTGGTTTGTGGATGGT GAAATTTTGAAAAAGAGGGAAGA 188

Ai05B17074 Araip.B05 17074 p3 (TTC)5 15 76198983 76198997 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai05B17075 Araip.B05 17075 p2 (CT)6 12 76213743 76213754 AAAGGAACATTGAACCTGGAA GGGGGCAATTTCTAGGCTAT 257

Ai05B17078 Araip.B05 17078 p2 (CT)8 16 76220577 76220592 GGAACATTGAACCTGGAATGA TTTCGGCCCAGAAAATACAG 227

Ai05B17079 Araip.B05 17079 p3 (TTC)5 15 76248907 76248921 TTGAACCTTGGTTAGCCTGG GCCACTTGAGTTCTGGGTGT 259

Ai05B17080 Araip.B05 17080 p2 (TA)7 14 76259936 76259949 CACTTTGGGCATTTTGTCCT TGAAAACATTGGGAATTGGG 213

Ai05B17084 Araip.B05 17084 p2 (AT)19 38 76273304 76273341 CAACCGTGGGAATTGGTTTA TGCTACCAAATGTTGAGGCTT 222

Ai05B17087 Araip.B05 17087 c (AGAT)8(AGGGGC)562 76290010 76290071 TTGAGAGAGCATAGGAGGAAGC ACGATAACCATGCACCATGA 224

Ai05B17089 Araip.B05 17089 p2 (AT)7 14 76314513 76314526 GGGCTAGGGTCAAGGTAAGG CCCCAAAGCTCAAAGTTCAA 213

Ai05B17091 Araip.B05 17091 p2 (CT)6 12 76320611 76320622 GGCCCAGATCCAAGTACAGA AACTGATCAATTCAAGTGCTGG 251

Ai05B17092 Araip.B05 17092 p2 (TA)12 24 76327308 76327331 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 205

Ai05B17093 Araip.B05 17093 p2 (CT)6 12 76328206 76328217 ATGCACCCATTCAAAAGGAG CACTGATCAATTCAAGTGCTGG 200

Ai05B17094 Araip.B05 17094 p5 (AAACT)6 30 76337620 76337649 TGGAAGAACAAAAGTGCAACA TCAAGGATTGAAAGGGAATCA 279

Ai05B17096 Araip.B05 17096 p2 (TC)6 12 76353950 76353961 AGAAGCAGAGGCAGAACTGG GTCGCGTCTTGTTCACTGTC 231

Ai05B17098 Araip.B05 17098 p2 (TA)10 20 76359677 76359696 TGGTTTATCAACCTCCCCAC TGTTCCCTGCTTTCATGAGC 273

Ai05B17103 Araip.B05 17103 p2 (TC)6 12 76384971 76384982 AGTAGAGGCAGAACTGGCGA GTCGCGTCTTGTTCACTGTC 228

Ai05B17107 Araip.B05 17107 p3 (ATT)5 15 76441178 76441192 TAGGGACAGCTTGGTTGAGC TGAAGCAAGAAAAAGCAGCA 272

Ai05B17108 Araip.B05 17108 p2 (AC)6 12 76461923 76461934 AGCATGTACCCAATTCCCAA AGCCTTAAAGCGGAAAACAA 160

Ai05B17110 Araip.B05 17110 p3 (GTG)5 15 76468897 76468911 GGTTCACTTGGCTCCATTGT CCCACTTCAGAGAGCCAAAG 272

Ai05B17115 Araip.B05 17115 p2 (TA)10 20 76520818 76520837 AAGCCCCTGATGGTAACAGA CACCAAAACCAGGAAGGAAA 217
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Ai05B17116 Araip.B05 17116 c (A)12gagaaaaaagagaaaaagagaaaaagt(A)1049 76522210 76522258 TGGGAATTTGGGAACCTACTC TTGGGATAATTTTGTCCCCTT 185

Ai05B17118 Araip.B05 17118 p4 (AAAT)6 24 76525464 76525487 TCCAATCAAATCCTTTCAATCA TATGAAGCAGTGGTGGGGTT 265

Ai05B17121 Araip.B05 17121 p3 (AAG)5 15 76542573 76542587 AACCCCAGTGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai05B17132 Araip.B05 17132 c (TA)7tttttttttctttttctctc(T)1145 76615564 76615608 TTGGAGTAATTTTGTCCCCTT GAAAATTGTGGGAACATGGG 233

Ai05B17135 Araip.B05 17135 p2 (GC)6 12 76630165 76630176 TGGAAATGCATCAAGAGACG ACAAGTTTGAATTGGGCCTG 223

Ai05B17137 Araip.B05 17137 p2 (TA)9 18 76635667 76635684 ATTTTGGGGGAGTTGGAAAC GAACTTTGAACTTTGGGGCA 250

Ai05B17138 Araip.B05 17138 p3 (AAT)5 15 76638056 76638070 AGTTGTTTGTTGGTTTGGAGC TATTGAACCTTGCTTTGGGG 280

Ai05B17139 Araip.B05 17139 p3 (GAA)5 15 76648892 76648906 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 185

Ai05B17144 Araip.B05 17144 p2 (CT)6 12 76666030 76666041 CATTCTGGGCGTTTAATGCT AGTGGTGAAGAGGTGATGGG 280

Ai05B17145 Araip.B05 17145 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttc(T)1060 76688862 76688921 TTTTTGTTTGTTTCTTAACCTTTTCA TTGCCCAATCCTTTCTATGG 179

Ai05B17147 Araip.B05 17147 c (T)12aaatgtagaatgcagaatgcagtatgcagaatgcaatgcttaatgcgaatgctatgcatgattccaggtttaataaaataaaataaaattcaaaaac(A)10119 76705397 76705515 CTTTTCTCCCCAACGCACTA CACCATGGTATGATCGTTCG 223

Ai05B17155 Araip.B05 17155 p2 (CT)9 18 76749952 76749969 CAGGGAAAAAGGCACTCTTG TGAAGTCACCAAGCATTCTCC 182

Ai05B17157 Araip.B05 17157 p2 (CT)6 12 76760813 76760824 GCAGCCCAGAAAACACAGAT AGCCAATTGGGCAACATAAA 273

Ai05B17158 Araip.B05 17158 p2 (TC)6 12 76761884 76761895 CGCTTTCATTTATCTTTCCCTG ATCTCCGATATTTCACCCCC 193

Ai05B17160 Araip.B05 17160 p3 (TTC)5 15 76787886 76787900 TCTTGGCCGAAATACACCTC AGTGGTCTTGATGGGCTTTG 255

Ai05B17162 Araip.B05 17162 p2 (CT)9 18 76804837 76804854 TCGAATTCTCTCTCCCTCTCA CCCCCTAGCTTCCTCTTCAG 279

Ai05B17164 Araip.B05 17164 p2 (CT)6 12 76847623 76847634 GGAACATTGAACCTGTGATTTG CTGGGCTGTTTTTAACCCAA 224

Ai05B17169 Araip.B05 17169 p2 (AT)6 12 76880632 76880643 ACCCTCACCGAAAGTGTTTG ACCTTGCCTTGACCCTAACC 186

Ai05B17170 Araip.B05 17170 p2 (GA)7 14 76886807 76886820 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 233

Ai05B17179 Araip.B05 17179 p2 (CT)6 12 76929845 76929856 AAGGGGAGAAAAGCTGGTGT ATGGAATGGGTTTAGGAGGG 265

Ai05B17183 Araip.B05 17183 p3 (AAT)9 27 77019756 77019782 AGCAGTAAAAAGCTTGCGGA TTCACTTGACACCTTCACGC 259

Ai05B17188 Araip.B05 17188 p3 (TCT)6 18 77060399 77060416 AAACCCCATATAGCCGAACC CTCTGGCTTTAGGTGCCATC 173

Ai05B17190 Araip.B05 17190 p3 (TTA)5 15 77063372 77063386 GCAGGAAAGCAGAGGTTCAG CCCACGGAGATTGTTGGTAT 205

Ai05B17191 Araip.B05 17191 p3 (TCT)6 18 77084362 77084379 AATTCCCCTCCAAAACCATC CTCTGGCTTTAGGTGCCATC 266

Ai05B17194 Araip.B05 17194 c (T)10ctctttttccacttaattttc(A)1142 77090843 77090884 ATTGAAAGCTTGGCTGGCTA GAAGAATGCAATTGACACCAAA 243

Ai05B17198 Araip.B05 17198 p2 (TC)6 12 77160835 77160846 ACCCTACTAAGAAGCCCCCA CGGGATTCACCCTAGACTCA 150

Ai05B17199 Araip.B05 17199 p2 (TC)6 12 77177943 77177954 ACCCTACTAAGAAGCCCCCA CGGGATTCACCCTAGACTCA 150

Ai05B17200 Araip.B05 17200 p2 (GT)6 12 77181433 77181444 TGAGAGTGCTTTCCTGGGAT GTCCTTTGACTTACAGGGCG 258

Ai05B17201 Araip.B05 17201 p2 (AT)6 12 77185352 77185363 TTAAGTGTGGGGAGGTCGTC ACAAATAAATTGGGGTGCCA 204

Ai05B17202 Araip.B05 17202 p2 (AT)8 16 77204128 77204143 TGGGGCCAAGGTAAAAGTAA GGAAGCATGCTCATGTGAAA 280

Ai05B17203 Araip.B05 17203 p2 (TC)9 18 77217385 77217402 TGGCCCAGGAAACTAAAATG TGAAAATGCCTCTATGTCTCCA 194

Ai05B17208 Araip.B05 17208 p2 (TC)7 14 77290593 77290606 TCCCGTAGCCTTCTCACTGT TAAGGAAAAGCCAAGAGGCA 194

Ai05B17209 Araip.B05 17209 c (T)10cgtaaaaaaaattaaaaataattaattaaaaaaacgaaattttttgaaaaagagggaagatattttcgaaaatt(AG)696 77301598 77301693 TGTCCATCTCCACTTATGTCCA TTGTTTGTTAACTGTCTCAAAACTACC 269

Ai05B17211 Araip.B05 17211 c (TTTA)6nnnnnnnnnnnnnnnnnnnaaatcaacaagaaaacaccaaacttaaagtttggcacaaaatttaataaagaaattattattta(T)11118 77321978 77322095 CCATGATGGAGAAAGGGAGA CAATTGGCTAGAGCGTTGGT 230
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Ai05B17212 Araip.B05 17212 p2 (TA)7 14 77331089 77331102 TTTCATGTTCCCTGCTTTCA CCTCCCCACACTTGAACATT 266

Ai05B17215 Araip.B05 17215 p2 (GC)6 12 77348932 77348943 GAAAGGGGGTGAGAAAGAGG TTGCCAACTGACTCAAGCAC 266

Ai05B17216 Araip.B05 17216 p2 (GC)6 12 77349253 77349264 TTTGTACCAGGGAGTCCACA TCATGCTCACTTTATGCCCA 147

Ai05B17218 Araip.B05 17218 p3 (TCT)6 18 77369800 77369817 GAAGAGGTCAGTGACGAGCC AGAGAAGCAGTGGCAAGAGG 206

Ai05B17222 Araip.B05 17222 p2 (AT)24 48 77426339 77426386 TGTGATGGATGCAATTTTCAA GCATTGCATTTTTCTTTTGG 266

Ai05B17223 Araip.B05 17223 p2 (AG)6 12 77427735 77427746 GAAAAACCAACGTGGCAGAT GGAACATTGAACCTGAAATTGA 269

Ai05B17229 Araip.B05 17229 p2 (AC)7 14 77449411 77449424 ACACACACGCACACACACAC ACGGTTCATAACCCGAACAA 230

Ai05B17230 Araip.B05 17230 c (AC)10(TC)9 38 77450629 77450666 CATTTTCCATCTCATCAACCC GCTAAAGGGGAACACGAACA 242

Ai05B17238 Araip.B05 17238 p2 (GA)7 14 77519938 77519951 ATGGGGGATGATGACTCAAA CCCCCTTCCCCTTTCTATCT 223

Ai05B17240 Araip.B05 17240 p2 (AT)20 40 77533566 77533605 GGGTGACAAGTTTTCAAAGTCA CGCCATTAGGCTCAAGTGTC 280

Ai05B17241 Araip.B05 17241 p2 (GT)9 18 77534073 77534090 AGCCAAATTTGAGCCTACGA ATGTCCTTGGCTTTCCACAC 158

Ai05B17242 Araip.B05 17242 p2 (AT)35 70 77538463 77538532 CATGCATCTTCTTTCCAATTCA TGGTGGAGTCATTTACCTTGG 261

Ai05B17243 Araip.B05 17243 p2 (CT)6 12 77554066 77554077 GGCCCAGATCCAAGTACAGA AAATTCACTGATCAATTCAAGTGC 256

Ai05B17244 Araip.B05 17244 p2 (TA)6 12 77560289 77560300 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 276

Ai05B17245 Araip.B05 17245 p2 (CT)6 12 77561176 77561187 GGCCCAGATCCAAGTACAGA AACAAAGAAACGTAAAACCTGGA 203

Ai05B17248 Araip.B05 17248 p3 (AGA)6 18 77639317 77639334 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai05B17249 Araip.B05 17249 p3 (AAT)6 18 77642198 77642215 TTATTTTCGGCTGCCATCTC TCACATTCTTTGTCTCCCCC 264

Ai05B17250 Araip.B05 17250 p2 (AG)6 12 77642544 77642555 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai05B17252 Araip.B05 17252 p2 (TA)6 12 77666245 77666256 TCAGGTGGAACGTCATCAAA CTGATGACCGTTTGCAAGAA 264

Ai05B17254 Araip.B05 17254 c (T)10cttctc(T)10 26 77706211 77706236 TGGCTTTTTCTGCTTGCTTT TAGGATCCCCACCTTCCTTC 279

Ai05B17255 Araip.B05 17255 p2 (GT)6 12 77737037 77737048 GTCCCTCTTCATCGGCAATA CGGAACAAACACACACGAAC 184

Ai05B17259 Araip.B05 17259 p2 (AG)9 18 77756474 77756491 GAAGGAGATGAGGGAGAAGGA TTGCTTTTCAAATTTGTTTCAACT 270

Ai05B17260 Araip.B05 17260 p2 (TA)12 24 77777049 77777072 TGTTAAGCAGAGAAATCAGAGCA AGCCTCAAGCATCAAGCAAC 280

Ai05B17262 Araip.B05 17262 p2 (TC)7 14 77786848 77786861 TGTTTGTTTCTTATCTTTTTCAAAACT TGGTGAGTGATGTGAGGAGG 276

Ai05B17263 Araip.B05 17263 p3 (TAT)6 18 77787181 77787198 TCACCAAAAATCCGAACTCC TTCTTGTCCTTGCTCCTGCT 168

Ai05B17267 Araip.B05 17267 p3 (AGA)5 15 77817964 77817978 CCCAATTTGCATTCAACCTC TTGGGGATTTTTCTGGACAC 272

Ai05B17270 Araip.B05 17270 p2 (AT)6 12 77831560 77831571 TTGAGAACCTTGGGAATTGG TATTGAACCTTGCTTTGGGG 246

Ai05B17271 Araip.B05 17271 c (T)11gccattttctc(T)1234 77834024 77834057 TTATTTCTTTGGGCCCTCCT AAGCAGTGCAGAACAAGGCT 199

Ai05B17275 Araip.B05 17275 p3 (CTT)5 15 77854224 77854238 CCACTTTTTCTCACCGGTTT CCCCTAATGAAAGTGGGGTT 169

Ai05B17282 Araip.B05 17282 p2 (AT)7 14 77915447 77915460 GCCATCACTGAGGTTGTTGA CAAGGCCACCACATCAAAAT 278

Ai05B17284 Araip.B05 17284 c (T)10aattttttgaaattgcatgtccttagttctttcttgattt(A)1262 77942027 77942088 GGGAATTGTTCGAGTTTGGA GGGAAAACACAAAGAAGACACC 231

Ai05B17286 Araip.B05 17286 p3 (AAG)5 15 77948800 77948814 AACCCCAGTGGACAAAACAG TTCAAATGTCTTGGAAGGGG 154

Ai05B17293 Araip.B05 17293 p2 (CT)6 12 78009686 78009697 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGAGGGTTGAGATGTGA 278

Ai05B17294 Araip.B05 17294 p3 (TAT)5 15 78010015 78010029 CCCCCTCTTTTCTTCCACTC GTTCTTGTCCTTGCTCCTGC 122
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Ai05B17295 Araip.B05 17295 p3 (TTC)6 18 78012371 78012388 CAAATTCACACAGCACACCC TCTTCCCCTTCCCCTTTCTA 209

Ai05B17297 Araip.B05 17297 c (TTC)7cacaacccaccaccaccgtctcgatctactcaccggcgatgaccaccacctccggtggcactatatc(CT)6100 78024850 78024949 TCTGTCCTTCTCCCACATCC CAAGGTGGAGTTTTCTTTTTGTG 189

Ai05B17302 Araip.B05 17302 p3 (AGA)5 15 78044402 78044416 TGTGTTAGCCACTGTGAGGC ATTTGAAAGCTGCCCTGTTG 280

Ai05B17303 Araip.B05 17303 p3 (TTC)5 15 78048371 78048385 ACTCATCATTGCCTCCCAAC TTTTCCCATGAGGTCATTCC 112

Ai05B17305 Araip.B05 17305 c (T)10cttttc(TA)9 34 78056162 78056195 CACTCATGCATTCCCCTTTT ATGCCCTGGCATCAATACAT 191

Ai05B17307 Araip.B05 17307 p3 (GAA)5 15 78068082 78068096 CACTCAAAACAAGGGGCATT GCATGGCAACACCAAACTTA 225

Ai05B17308 Araip.B05 17308 p2 (AC)6 12 78074637 78074648 GGGTTCTAAAATTACGCGCAG CACATCAATCAATGTCCATGC 227

Ai05B17310 Araip.B05 17310 c (T)10cgccaatttttttttctctc(T)1040 78084215 78084254 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 215

Ai05B17311 Araip.B05 17311 p3 (AAT)5 15 78086492 78086506 TTATTTTCGGCTGCCATCTC GAACCCCCTCTTCCATCTGT 259

Ai05B17314 Araip.B05 17314 c (T)10cgaaaacagatgagaaatttttgaaagatttttgaaaaaaaaatc(T)1065 78088232 78088296 CCAAAGCAGTTTGGGTATGG GGGGATTGTTTGAGTTTGGA 260

Ai05B17317 Araip.B05 17317 p2 (CT)10 20 78110594 78110613 CCAACCATCACCCCTGTAAC AGGGAGAATGGCGGTCTAGT 241

Ai05B17318 Araip.B05 17318 p3 (CAG)5 15 78114786 78114800 TACCAAGGAGGCAGGTCAAC GCTCGTCGTAAGTGGGAGAG 251

Ai05B17319 Araip.B05 17319 c* (TTA)8(TA)15* 52 78115402 78115453 CCGTTCGTGACTGGTGTTTA TTCTGTCAATCCACAACACCTT 266

Ai05B17321 Araip.B05 17321 p2 (AG)7 14 78130802 78130815 GAAGGGAAGGCATCATTTCA GGAAGGAACAAGAGTGGATCA 269

Ai05B17324 Araip.B05 17324 p3 (AAC)5 15 78156521 78156535 GGGACAATAGTGGGAACCAA TTTGTCCTTGGAGGATGGAG 228

Ai05B17331 Araip.B05 17331 p2 (AT)16 32 78189395 78189426 AAACTAGCCATGATGCCCTG CACACACTCATGCATTTCCC 221

Ai05B17334 Araip.B05 17334 c (CT)8g(TC)9c(CT)648 78205150 78205197 CTCCAACACTCCAGTGAGCA AAACCTGGGAGCAAGGAAGT 279

Ai05B17335 Araip.B05 17335 p3 (CAG)5 15 78207668 78207682 CCAGATGACGATGACAAGGA CGACTGCTGAAGTAGAGGGG 156

Ai05B17339 Araip.B05 17339 c (CT)6caattttcgaaaatatctcccccctttttcaaaatttctttttaattaactattattttaaattttaaattctaattttcg(A)10103 78236844 78236946 TTCCTATCTTTTCAAAATTTGTTTCA AATGAGATGGGGGAGGAATAA 276

Ai05B17340 Araip.B05 17340 c (A)11gagagaaaaaaaaatataggcg(A)1043 78240346 78240388 AATGAAGGAGGAGCAGCAAA TTTAGCCGCTTAGACCAGGA 278

Ai05B17342 Araip.B05 17342 p2 (TA)6 12 78247992 78248003 CACAAAAGGAACGCATACCA AACCGTGCATGCCTTTTATC 149

Ai05B17344 Araip.B05 17344 p3 (AAG)5 15 78263652 78263666 CGGTCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 236

Ai05B17346 Araip.B05 17346 p3 (AAC)5 15 78285469 78285483 GGGACAATAGTGGGAACCAA TTTGTCCTTGGAGGATGGAG 213

Ai05B17347 Araip.B05 17347 p2 (AT)16 32 78307641 78307672 TTTTCAGGGTTGTAATGGGG CAAAAGTGGGAAAAATTTGGG 186

Ai05B17352 Araip.B05 17352 p2 (GA)6 12 78339218 78339229 GGAAGAAGAAAATAGAACCTTGGG GCCAGAAGCATAACATGGGT 270

Ai05B17354 Araip.B05 17354 p2 (TA)7 14 78352561 78352574 TACTTTGGGGCATTTTGTCC TTGGGTATGGGAAACTTGGA 244

Ai05B17356 Araip.B05 17356 p3 (TTC)5 15 78362136 78362150 CTCCCAAACCCAACCCTAAT GCAATGCATTTACCACACCA 227

Ai05B17358 Araip.B05 17358 p3 (TCT)5 15 78398130 78398144 AACTCCTTCCCCCTTTTTCA CTTTGTCCCTGTTCCTGCTC 278

Ai05B17361 Araip.B05 17361 p5 (TTTAT)5 25 78410453 78410477 TCCTCACCCACATCCTTTTC GCAGCAGTAGTGGGGTTAGC 276

Ai05B17364 Araip.B05 17364 p2 (TA)7 14 78442187 78442200 TATTGAACCTTGCTTTGGGG GGGAAAGTTAGGAACATTGGG 266

Ai05B17366 Araip.B05 17366 p2 (AC)6 12 78443262 78443273 CAAGCTTAGGAGGAAGCCCT CCCAGAGGTTCAACAAAGGA 231

Ai05B17370 Araip.B05 17370 p2 (AT)6 12 78464934 78464945 GAAGCGGAAAATGGCTGTAG CATGATGCAACCCAGAGCTA 143

Ai05B17371 Araip.B05 17371 c (TAT)5ttaatattttattattattaactgcctttttcgcattattttatattaaatattaaaa(TAT)588 78465591 78465678 AAAAACTGCCTTTTTCGCATT AAGTTACGGGTGGTAAAAAGTGA 232

Ai05B17373 Araip.B05 17373 p3 (TTC)5 15 78473204 78473218 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B17377 Araip.B05 17377 c (TA)6ttagttgcttgatgcaacccagagctatatt(TA)655 78515721 78515775 CAGAGAACAGAGTAACCAGAGCA AGGGAATCGAAAAATGGTTG 269

Ai05B17379 Araip.B05 17379 c (T)10ggttttatgattttattaatttttttgta(T)1049 78557538 78557586 AGAACACAATGCATTTCGGA GCCATTTGGCCATTTCTAAT 266

Ai05B17381 Araip.B05 17381 p2 (TA)8 16 78603776 78603791 TTTGATGACGTTCCACCTGA CAACATTCAGTGATTCAGGCTT 252

Ai05B17387 Araip.B05 17387 c (AC)6agaggagagcgcgccggccaggaaggttgctgtcgccgccagctggtcgccgtcgatccattactggcgtcattgccagccgtgccctc(AG)6113 78642273 78642385 CCCCTAACCACCCTCTTCTT CTCCCTTTCTCCCCTTTCTG 182

Ai05B17389 Araip.B05 17389 p5 (GATAA)5 25 78671340 78671364 CAGAGGAACGTGACCCAAAT AGTGAAACTGGCCAAAATGC 161

Ai05B17390 Araip.B05 17390 c (A)10tttaaaaagtagttactctttctcttc(T)1249 78676654 78676702 CAAGTTTGGTGTTCAAGGCA GTGGAAAGTGGCAGCAAAAT 260

Ai05B17392 Araip.B05 17392 p3 (GAA)5 15 78685650 78685664 TTAGAATGTTGCTCGCCCTC ATGCCTAATTTGGTGCAAGG 262

Ai05B17393 Araip.B05 17393 p2 (GA)6 12 78687151 78687162 GGGGATGAGAGGAGGAGAGA TTGATTTTCAAATTTGTTTCAACT 264

Ai05B17394 Araip.B05 17394 p2 (GA)6 12 78687282 78687293 AGTTGAAACAAATTTGAAAATCAAT TCTTGTGATTTCTTGTGAATCAA 275

Ai05B17397 Araip.B05 17397 p3 (TCT)5 15 78716218 78716232 GGTTGACATCCTCCCTCAGA AGAAGATGGCCAAAGTGGTG 261

Ai05B17398 Araip.B05 17398 c (T)15c(T)14catcatttttttttctt(TA)6ttttttttcttc(T)1182 78723846 78723927 GGGCATTTTGTCCCCTTTAT AAAAAGGGGCGGTACACTTT 210

Ai05B17399 Araip.B05 17399 p2 (GA)7 14 78726958 78726971 ATGAAGTGAGGTGGTGGGAG AGTTAGGCCTGAGTTGTGCC 274

Ai05B17403 Araip.B05 17403 p2 (TC)6 12 78755313 78755324 GCCAGAAAGGGGAGAAAAAC TAGGTTAGGGGTTTTTGGGG 265

Ai05B17404 Araip.B05 17404 p2 (CA)6 12 78757542 78757553 CTCATCACCTTCGCCTTCTC CCCCTTTTCTGATTTTTCCC 161

Ai05B17405 Araip.B05 17405 p2 (AT)6 12 78761323 78761334 GAATACTCATTTATGATCATCCCA GCCTTAGGTCCCTCATTGTTT 249

Ai05B17407 Araip.B05 17407 p2 (AT)7 14 78769913 78769926 TTTTCAGGGTTGTAATGGGG ATCAATGCACATCGGACAAA 225

Ai05B17409 Araip.B05 17409 p3 (CTT)6 18 78773068 78773085 ACGAATTTGCAAGCTCCACT GCAGAATCTCCATGGGAAAG 214

Ai05B17411 Araip.B05 17411 p3 (CTT)5 15 78776918 78776932 GAGACAATTCCAACCAGGGA CTGGCCTTTTGTCTTTGCTC 265

Ai05B17416 Araip.B05 17416 p3 (AAT)6 18 78838176 78838193 GCATGCTTCACATGCATTCT AAGCGCTCTCAAGACACTCA 278

Ai05B17417 Araip.B05 17417 p3 (TCA)6 18 78838745 78838762 AATTAGCCATTCGTGGGTTG GATGTCCCTCTTCCGACAAA 269

Ai05B17418 Araip.B05 17418 c (GA)17(GT)12 58 78842938 78842995 TCTTTTATTCTCCTTTCTCTTTTCTCA GAGCTCCTTGTGAGATACCCA 271

Ai05B17421 Araip.B05 17421 p2 (GA)13 26 78844529 78844554 ACCTCAACATGGAGAGAGCG ACCAAGGACTGCAAGGTGTT 158

Ai05B17423 Araip.B05 17423 p2 (AT)7 14 78845973 78845986 CAAATGCATGTTGAGAAAGGTT ATGGTTTGGCCATTTTGATG 147

Ai05B17424 Araip.B05 17424 p4 (TTTA)6 24 78847847 78847870 TCATTTTCACTGTTCATTGGTCA TTTGAGAATCCAAATGCTGC 246

Ai05B17428 Araip.B05 17428 c (TTC)5ctct(TCTTCC)9(TCT)19cttcctcttcctcttcc(TCT)5162 78853665 78853826 AACGTTTCCTATTTTCAAAGCG TCCTCATCTTCTGCTGCTTCT 280

Ai05B17432 Araip.B05 17432 p3 (AAT)5 15 78864079 78864093 GGAATGGACATCCACCACTC TTTGGTCACTTTTAGGTTTATGGA 252

Ai05B17434 Araip.B05 17434 p2 (TA)12 24 78867455 78867478 GGTTTATCAACCTCCCCACA AACCCAACTCAATTGTGAATGT 277

Ai05B17436 Araip.B05 17436 c (TA)8(CA)8 32 78868713 78868744 GCTCAAAAACTCACGGGTTG CAGAATCCCAATAATCCACACA 230

Ai05B17440 Araip.B05 17440 p2 (CT)6 12 78901091 78901102 TGTAGAACAAGATGAAAGCATGAA CCCAGTTTGCAACCAACTTT 208

Ai05B17443 Araip.B05 17443 p2 (AG)6 12 78921628 78921639 TGAAAAAGGGGTTAGTAGTTTTCG CCGTGACAATCACCCAATCT 182

Ai05B17446 Araip.B05 17446 p2 (GA)6 12 78933630 78933641 CACACAGAGAGGGAGAGGGT CTTTCCTCTCTCCAATTTTCG 178

Ai05B17449 Araip.B05 17449 p2 (CT)6 12 78941914 78941925 GCAAAATAAGGAAATCACAAAGG GTTCCAAGCCCGAAAATACA 256

Ai05B17452 Araip.B05 17452 p2 (TA)10 20 78971930 78971949 ACTGATGAATGCATGTGGGT GCCCTAACCAAACCACCTTT 183

Ai05B17453 Araip.B05 17453 p2 (TA)18 36 78973445 78973480 AAATGTAGGACGGGATGCAC TCGTCGACCTCTAAAAGGGA 275
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Ai05B17454 Araip.B05 17454 p6 (TTTTCT)5 30 78980155 78980184 GTTGGCAATCCCAGATCAGT TCCTTTGAGAATGAAGCCAAA 221

Ai05B17455 Araip.B05 17455 c (A)11catgaaagaaactccaccacctcctagttgtcgttgctcattgctcctacttgactcccct(TTC)587 78980548 78980634 AGCATTTGGAGGCATCTCAT TTGGAGGAAGCTGGACTCTC 227

Ai05B17456 Araip.B05 17456 p2 (TA)8 16 78986125 78986140 TAGGGCACTTTGTCCCCTTT TGAGAATCTTGGGAATTGGG 208

Ai05B17459 Araip.B05 17459 p2 (TA)10 20 78993074 78993093 TAGGGCACTTTGTCCCCTTT TGAGAATCTTGGGAATTGGG 207

Ai05B17460 Araip.B05 17460 p3 (GAA)5 15 79004691 79004705 CTGGAACAAGTGGAGGAAGC CAACATCAAATGCAACCGTC 130

Ai05B17461 Araip.B05 17461 c* (A)10(AT)8* 25 79007776 79007800 TTTGAATCCTTGGTTCGCTT ATTGCTTTCACCACTTTGGG 265

Ai05B17464 Araip.B05 17464 p6 (AGAGGG)6 36 79015615 79015650 CAGCCACTACTTGGGTGTCA TGTAAGCATCATCCAGGCAA 264

Ai05B17466 Araip.B05 17466 c (CT)9cc(CT)10 40 79022765 79022804 TTGCCGTCAACACTTCAGTC TGCATCACCGAACAAACATT 274

Ai05B17467 Araip.B05 17467 p3 (ATT)5 15 79023192 79023206 TCATACCGGCAGATTTTGAA AATGAGAAATTTCGAGAAAGGA 114

Ai05B17468 Araip.B05 17468 c (TC)6accaccattatccaggtttttcttttcttcatccctccttacttttctattc(T)1478 79034021 79034098 TTCCCCTTCTTCCTTCTTCC CAATTTTGCAACAACCCACA 258

Ai05B17469 Araip.B05 17469 p2 (AT)7 14 79036888 79036901 TGTGTTAGGTGAAAGCTTGGG AGGTTGTAATGGTGCCAAGG 101

Ai05B17470 Araip.B05 17470 p2 (GA)6 12 79040458 79040469 TCGAGCACAGAGAGAAAGAGG TCGAAAACCCCTCACCACT 254

Ai05B17471 Araip.B05 17471 c (T)10gaa(T)10 23 79041994 79042016 AAGTGGAAGCCTCAGTCCAA CTAAGTTTTTGGCGCCTTTG 257

Ai05B17472 Araip.B05 17472 p2 (AG)6 12 79063516 79063527 GAAGGGAGAAGAAGAAGAATTCAA TTTTTGAAAACCCATCACCA 277

Ai05B17474 Araip.B05 17474 p2 (AG)7 14 79080960 79080973 AAGGGTATTTGGGGAAGGTG TTAACACCAGAAAGGGGCAC 246

Ai05B17477 Araip.B05 17477 p3 (TTA)31 93 79105925 79106017 TTGGATTTTTCAATCTGCCC TGAAGCAAGAAAAAGCAGCA 231

Ai05B17481 Araip.B05 17481 p2 (CT)9 18 79176671 79176688 TTTCTTATCTTTTTCAAAACCACC CGAATTCGGTGAGTGATGTG 277

Ai05B17483 Araip.B05 17483 p2 (TA)6 12 79191427 79191438 CCCCAAGCAAGCACTAACAT GCTGCATTTTGTCTGCGTAA 118

Ai05B17488 Araip.B05 17488 p2 (TC)6 12 79244525 79244536 CCAAGGTCACATAGGGCTGT AGATCCCTTTTGCAGAGGCT 221

Ai05B17494 Araip.B05 17494 p2 (CT)7 14 79280318 79280331 TCGAAAATCCTTCTCCCTCA TTATTTTCGGCTGCCATCTC 271

Ai05B17497 Araip.B05 17497 p3 (GAA)6 18 79302451 79302468 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 174

Ai05B17500 Araip.B05 17500 p5 (GAAAA)5 25 79311441 79311465 GAACATGCAAGCAACCCTTT CTCTCTCTCCCTCACCTCCA 257

Ai05B17501 Araip.B05 17501 p3 (GAA)6 18 79323872 79323889 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 173

Ai05B17502 Araip.B05 17502 p3 (TTC)5 15 79325527 79325541 CAAAGATGCAAACGCATCAC CCACCAGAAGAGGTGGTTGT 218

Ai05B17509 Araip.B05 17509 p2 (CG)6 12 79386129 79386140 ACTTGAGCCAACTTTGTGCC AGACAGTGGTGGTGGGGTAG 269

Ai05B17511 Araip.B05 17511 p2 (TA)6 12 79393674 79393685 CCAAACTCCAACTTTCCCAA TCCTAGTGGCCGTTTCATTC 269

Ai05B17514 Araip.B05 17514 p2 (TA)7 14 79414562 79414575 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 274

Ai05B17516 Araip.B05 17516 p3 (AGA)5 15 79425293 79425307 TTAGAATGTTGCTCGCCCTC CCCATAGGATCACCTCAGGA 255

Ai05B17518 Araip.B05 17518 p2 (AG)6 12 79456324 79456335 TGTGAGTGAGGGAGAGATGTT TTGTTTCTTATCTTTTTCAAAACTACC 261

Ai05B17521 Araip.B05 17521 p2 (CT)8 16 79473834 79473849 CCCTCCCCCTTCTATCTCAC GCAAGCAATCCCTTAAAGGTAAC 279

Ai05B17525 Araip.B05 17525 p3 (AAG)5 15 79521988 79522002 GGCAACCCGATAATCTCGTA TTCTAAGCGAAGCGTCAACA 261

Ai05B17528 Araip.B05 17528 c* (TC)8ccttcctctccctttctctctccctccctctcccccttcctctctctttctctctccctcccttctttc(TCT)28(TC)10*186 79534218 79534403 TCAAAACCTAATTTCAAAACCAAA AGAGAGAGAAGGGGACAGAGAA 280

Ai05B17529 Araip.B05 17529 c (TC)7catcttttttcccct(TC)7ttctttttccctctttctctcctcctctctctcccctatctctctctttccccttcttcctctctt(TC)8125 79534548 79534672 CTTTCCTTCCCCCTCTCTCT GAGAGAAAGAAAGACAATGTGGAGA 270

Ai05B17530 Araip.B05 17530 p2 (CT)8 16 79534850 79534865 TTCCCCTCTCTCTCTCCACA GAGAGAACGGAAGGGTAGAAA 204
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Ai05B17531 Araip.B05 17531 c (TC)6ctctccttctctctctcccatatctctctcctttctcttctcttttccct(TC)6tttctctt(TC)694 79534984 79535077 TCCCTCTTTCTACCCTTCCG GAGAGAGAAAGAGAGGGGAGG 253

Ai05B17533 Araip.B05 17533 p3 (TTC)5 15 79546817 79546831 TTTTCTCCCTTCGTTGTTGC GCTTGCCCCAATGATTGTAT 227

Ai05B17534 Araip.B05 17534 p2 (AT)16 32 79547625 79547656 GCTCCATGTTGAAATGCAAA AAGCGCTTGTTGAGGTAAGA 277

Ai05B17535 Araip.B05 17535 c (T)10cgccattttcc(T)1031 79569409 79569439 TTCACTTGACACCTTCACGC AGAACAAGGCTTGCGAAAAA 276

Ai05B17537 Araip.B05 17537 p2 (CT)6 12 79589282 79589293 CATCAATCTCCCGTCCATCT CTCTCAGGTTTTACAGCCGC 108

Ai05B17539 Araip.B05 17539 p2 (TA)14 28 79617711 79617738 TTTCAGATGCAGGTCGAAAG GCTATAGCTGGCCGGAGAAT 252

Ai05B17540 Araip.B05 17540 p2 (TC)6 12 79655861 79655872 TCCCCAATTAGAGGTGTCCA TGTGGTTCATGAATGTTGGC 209

Ai05B17543 Araip.B05 17543 p3 (AGA)5 15 79676072 79676086 TAAAATGTTTGCTCGTCCCC CCCATAAACCCCACCTACCT 240

Ai05B17546 Araip.B05 17546 p3 (GAA)5 15 79697956 79697970 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 176

Ai05B17548 Araip.B05 17548 p2 (AG)7 14 79703720 79703733 GCTGGAATAAAAATGCCTTCA ATGCATCCATTCAAGGGAGA 206

Ai05B17549 Araip.B05 17549 p2 (AG)6 12 79711347 79711358 GCCTTCAGATGTAAAGCAACAA AGGGAGAGCTCGCCAATTAC 271

Ai05B17551 Araip.B05 17551 p2 (AG)6 12 79731358 79731369 GCTGGAATAAAAATGCCTTCA TTCATCCATCCAAGGGAGAG 243

Ai05B17552 Araip.B05 17552 p2 (AG)6 12 79738392 79738403 GCCTTCAGATGTAAAGCAACAA GGAGAGCTCGCCAATTTCTA 269

Ai05B17553 Araip.B05 17553 p3 (GAA)6 18 79741330 79741347 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 173

Ai05B17555 Araip.B05 17555 p3 (GAA)6 18 79749619 79749636 AGAGCTCCTCCCCCTAATGA ACTGCATCTCACCCGTCTTC 184

Ai05B17558 Araip.B05 17558 p3 (AAT)5 15 79767020 79767034 GAAGATTGTGGGAACATGGG TTGGGATAATTTTGTCCCCTT 190

Ai05B17559 Araip.B05 17559 p2 (GA)8 16 79776634 79776649 CAACTGGTTCAAAACCCTGC TGTGCTCATGGAAGTTGAGG 191

Ai05B17560 Araip.B05 17560 p2 (CT)6 12 79781978 79781989 TTCATTGGGCTTGGCTTTAC GTGGGGATCTATGGTGGATG 220

Ai05B17561 Araip.B05 17561 p2 (CT)6 12 79810805 79810816 GGCTTTGTTCCATTAGGTGG GAAGAAATTCAGCAGAATATGCAA 210

Ai05B17564 Araip.B05 17564 p2 (GC)6 12 79835532 79835543 ACCCTTGCAATTCAACCATC GACGCATCAGTTTTGGCATA 134

Ai05B17567 Araip.B05 17567 c (AT)12(AATA)5 44 79853211 79853254 TTGGGAATTTGGATACCTACTCA TGCTTGTCCTCAAGCAAAGA 229

Ai05B17569 Araip.B05 17569 p3 (TTC)5 15 79865634 79865648 AACGATCTTTGCAACCTTGG TCGAGGATGAAGACCCAAAC 145

Ai05B17570 Araip.B05 17570 p3 (ATA)10 30 79870401 79870430 TTCAATACAGTCAAGGTTTGCAC CCTTAGCAAACTCAGGAAGCA 266

Ai05B17577 Araip.B05 17577 p2 (CT)8 16 79914665 79914680 GTGTTCTTCGGCGATAGAGG CTCAGGTTTTACAGCCACCG 268

Ai05B17579 Araip.B05 17579 p2 (TA)13 26 79936585 79936610 TTTCAGATGCAGGTCGAAAG GTATTTTTGGGCTTCGGGTT 246

Ai05B17580 Araip.B05 17580 p2 (AT)13 26 79937992 79938017 ATGCCATGCAATGCAATCTA GCTATAGCTGGCCGGAGAAT 174

Ai05B17582 Araip.B05 17582 p3 (TTC)6 18 79963056 79963073 CAGAATTACCCCCACCATTG CAGCAAGTTCATTGAAGCCA 221

Ai05B17585 Araip.B05 17585 p4 (TTCT)5 20 79966411 79966430 GAAAATATCGCCAATCACGC TGCAATGAATGAAAGTATGCAA 263

Ai05B17588 Araip.B05 17588 p3 (TCT)5 15 79977176 79977190 CATAACACGCTTCCCCAAAT CTCTGGCCTTATGTGCCATT 267

Ai05B17591 Araip.B05 17591 p2 (AT)9 18 79998761 79998778 AACAGCTAGCCAGGCTTCAA TTGTGCGGAGTTGTGAAAAG 262

Ai05B17595 Araip.B05 17595 p2 (GC)6 12 80047896 80047907 TACTTGTAAAATTCGCGGGG GCCAAAGATTTGGAAAAAGC 225

Ai05B17598 Araip.B05 17598 p2 (GC)6 12 80067681 80067692 CAAATGGGGCTAGAAACCCT TTGGAAAGGGCTAGGAAAGG 225

Ai05B17599 Araip.B05 17599 p2 (TA)11 22 80071825 80071846 ACACCACATTGAGCTTGCTG TACGAAGTAAAGGCCGGCTA 232

Ai05B17601 Araip.B05 17601 p2 (TA)7 14 80075845 80075858 AGCCCCATGTGCTCAATAAG GCCACTGGAGTTGAAGCATT 192
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Ai05B17603 Araip.B05 17603 p2 (AG)6 12 80085362 80085373 TCCATCAAGTGCAACAGAGC ACACCACTCATATGCCACCA 257

Ai05B17607 Araip.B05 17607 p6 (ATAAAA)5 30 80109217 80109246 GCTAAAACATGAACTAAAGTGCAAA CCATCCTTCCAGTGATGACA 275

Ai05B17608 Araip.B05 17608 p2 (AG)6 12 80111736 80111747 AAGAAGCACGAACAGCACAA CCCACTCCTTCTTTCTTCCC 189

Ai05B17610 Araip.B05 17610 p3 (CAT)5 15 80131942 80131956 TTGACCGGGTTTTACATTGA AATGGTGGATGAGTCGTTGA 279

Ai05B17611 Araip.B05 17611 c (T)10c(T)10 21 80132589 80132609 TTCCTCTCTTGTGTGTTCGG GCCATCCTTATTCCTCCCTT 140

Ai05B17613 Araip.B05 17613 p2 (AG)6 12 80155077 80155088 AAAGCAGAGCTTTTCCCACA CCATCCATCATAAACCCCAC 275

Ai05B17614 Araip.B05 17614 p3 (ATT)5 15 80156942 80156956 GATGATGGAAAAGGCTTGCT TCTGACTGGAATGCAAGCTG 252

Ai05B17615 Araip.B05 17615 p2 (TC)6 12 80183702 80183713 TCGCATATTTTCACCTTCCA GCAATGGCAACTTAAATCAAGA 280

Ai05B17616 Araip.B05 17616 p2 (TA)6 12 80189592 80189603 TTTCTTTCCCATCTCATTTGC TGGGTTTATTAACCTCCCCAC 266

Ai05B17617 Araip.B05 17617 p2 (AG)6 12 80195597 80195608 AGCAATTTTTGGGCCTTTCT CATTGAACCTGGAATTGGAGA 198

Ai05B17621 Araip.B05 17621 p3 (CTT)5 15 80255838 80255852 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 273

Ai05B17622 Araip.B05 17622 c (A)10cgaagcaagaatactagtaataaacgcaagtaaaatgtctaataaaaaggcaaagagaataacgaagaaatacatggaggaagag(GAA)5gag(GAA)5atacatggaagagtcgttcaagaagaggaagt(GGAAGA)5190 80256350 80256539 CAAAACGATTTCAAAGCTTGATT AAGCGCTAAACTCACCGTGT 267

Ai05B17624 Araip.B05 17624 p2 (AT)15 30 80272084 80272113 CATTTCTAGTTTCCACTTCCCAA TGGTCACAAAACAAGTTCACAA 209

Ai05B17627 Araip.B05 17627 p2 (AG)6 12 80303147 80303158 TGCCTTTTTCTCTGTCCCTG TATCTCTCCCTCACCCACCA 176

Ai05B17628 Araip.B05 17628 p2 (AG)6 12 80303385 80303396 AGAGGGTTCGGATTTTTGGT TTTCTTACCTTTTTCAAAACCACC 273

Ai05B17629 Araip.B05 17629 c (T)10cgaaaacaaaaggaaaatttttgaaaaatttttgaaaataaaac(A)1064 80304781 80304844 TTGAAGACCAATCCCAAAGC GGGGATTGTTCGAGTATGGA 241

Ai05B17638 Araip.B05 17638 p2 (GA)9 18 80360491 80360508 AGTGAACGGAGAGAGGAGGG TGTATGTAGGGGTGTGCAAAA 271

Ai05B17639 Araip.B05 17639 p2 (AT)12 24 80362853 80362876 ATCAAGTCCCAGATTCGACG TGTGGAGACTCTGTGGATGC 237

Ai05B17641 Araip.B05 17641 p2 (GA)6 12 80367580 80367591 GAAGGGTGTTATGGGGAGGT AAAAACAGCACACCCTGGAG 252

Ai05B17643 Araip.B05 17643 p2 (TA)11 22 80380984 80381005 AGCATTAGGTCCCTTATTGTTTT TTTGCTAATTTATTATGGCAACC 228

Ai05B17645 Araip.B05 17645 p2 (CT)10 20 80386691 80386710 GGCTTGTTTGTGCTAGAGGC TCTTCCAGGAACCAAACACC 180

Ai05B17646 Araip.B05 17646 p2 (GA)6 12 80410665 80410676 GATGAGGGAGAAGGATTTTCG TCCTTATCTTTTCAAAATTTGTTTCA 262

Ai05B17647 Araip.B05 17647 p4 (AAAT)5 20 80423069 80423088 GGGAACTTGGGTTGATGAAA CCCATAATTCCCACTTTTGC 275

Ai05B17649 Araip.B05 17649 c (A)10gaagaaaataaaattggc(A)1139 80431576 80431614 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 134

Ai05B17650 Araip.B05 17650 p4 (AAAT)6 24 80456946 80456969 CGTGCTTAAGCCCTGTTTTT GCAAATGAAATAAAAGAAAATGGAA 217

Ai05B17651 Araip.B05 17651 p2 (AT)11 22 80458437 80458458 GGAAACTTGGGAATTGGTTG CCCATGATTCTCACTTTTTCA 270

Ai05B17654 Araip.B05 17654 p2 (GA)7 14 80472908 80472921 CTTCACCACAACGGTCACAC GGCGAAGATGAATCGACAAT 239

Ai05B17656 Araip.B05 17656 c (GA)6aagaagagggagagaaaggaa(AG)747 80486042 80486088 AAGAGAGAGGGGGCAGAAAG AATAGGGGTGTGCATGGTTC 260

Ai05B17657 Araip.B05 17657 p2 (AT)6 12 80491250 80491261 CGGTCAGTGATTTTGGGTG GGCTCAAAACTCACTTGCTTG 264

Ai05B17659 Araip.B05 17659 p3 (AAG)5 15 80496748 80496762 GATCCGTACAAAAACGGCAA TTGATTTCGGGAGATTGATTG 101

Ai05B17660 Araip.B05 17660 p2 (TC)6 12 80502603 80502614 CGGTTCACATACTGAACCCTT CTTAAGCACCGGTACGCATT 264

Ai05B17663 Araip.B05 17663 p2 (GA)8 16 80516643 80516658 CAGGTTCAGGATCAGCTTCA TTTTGAAAACCCCTCACCAC 280

Ai05B17669 Araip.B05 17669 p3 (TGA)6 18 80556284 80556301 CCGAGGTCGATCTCTCTTTG TCGGGGTAGCATTAACAACC 221

Ai05B17670 Araip.B05 17670 p3 (TGA)5 15 80572454 80572468 TGTTTGAGCTGACTATGCCG GTTGCTGGAGTTGAGGAAGG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B17672 Araip.B05 17672 p2 (CT)8 16 80600875 80600890 TGGGAACATTGAACCTAGAATTG AGCGATTTCTGGACCCTTTT 247

Ai05B17675 Araip.B05 17675 p2 (TA)10 20 80626520 80626539 CCATCTCAATTGGAAAGGCA CAACCTCCCCACACTTAAACA 280

Ai05B17676 Araip.B05 17676 p2 (TC)6 12 80647827 80647838 AACTCCACTGTCTGCAACCC AGAGGAAGGAAAGGTGGAGG 247

Ai05B17677 Araip.B05 17677 c (TA)6ggaatattgcatcttagctcttgattgtgattagaaaaatattttggattgttaaaacccagttgaccctttttgtatcaaa(T)12106 80651287 80651392 CCCTTATTTTGGTTGATGCAC TTGGGGTGGTGTCCTAAAAA 259

Ai05B17680 Araip.B05 17680 p3 (TTC)5 15 80659690 80659704 CTTACCCTTGGCCGAATACA CTCGAAGGTGGAAGCTTTTG 214

Ai05B17681 Araip.B05 17681 c (A)10gagaaagaaaaatggcg(A)1037 80660584 80660620 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 238

Ai05B17682 Araip.B05 17682 c (AT)6(GT)13 38 80665372 80665409 TGAAAATAGGTTGAGCATTGGTT CCTCATGCAAATAGCACCAC 240

Ai05B17683 Araip.B05 17683 p2 (AT)7 14 80676283 80676296 TCCAATGAGCAATCGAACAA CGGCACTTACCTCAATCTGT 203

Ai05B17684 Araip.B05 17684 c (A)11tttttctgcgatgaaaaacgacgtcgtttcttt(A)1256 80677800 80677855 GGTTTCGTTTAACCCGGACT AGCCTGAAGCTGAAGCAGAG 267

Ai05B17687 Araip.B05 17687 c (CAA)8(TAA)7 45 80689366 80689410 AAGAGTTAAAGATCACACTTTACACAA TTTTCACATGTATTACGAATCTTTTTC 269

Ai05B17688 Araip.B05 17688 c (TGA)5ccatgatgataa(TGG)7gttctggttcagcttaggcttctgtttgattttggttgattttggttgattttggagaaaattctgatgataatgaccatgatgataa(TGG)6154 80690293 80690446 TTGTTGGTGGTTCTGAGTTTTG AAGCAAGCAGAACAGAAGCC 276

Ai05B17691 Araip.B05 17691 p3 (TTG)6 18 80692346 80692363 AGGTCTAAGCAGACCCCACTT CAAGAGATCTTGAGCAGGAGA 268

Ai05B17695 Araip.B05 17695 p2 (TA)14 28 80705046 80705073 TTAAGTGTGGGGAGGTCGTC TTGGGATGTCAATGCCCTAT 227

Ai05B17696 Araip.B05 17696 p2 (GT)13 26 80705547 80705572 AGCCAACTTTGAGCCTACGA CCAATGTCCCAAGTTTTTCC 171

Ai05B17697 Araip.B05 17697 p2 (AT)7 14 80744598 80744611 AGCCGGTGGTTATGCTAATG TTACGTTCAGACGAGCGATG 230

Ai05B17699 Araip.B05 17699 p2 (GA)10 20 80755813 80755832 GGGGGAGAAGAAAAGAAAACA CAACGCGATCACGTCAATTA 245

Ai05B17700 Araip.B05 17700 p2 (TA)7 14 80765543 80765556 TGGGGTATCTTTGTCCCCTT ATGGGAAACTTGGGACAACA 226

Ai05B17705 Araip.B05 17705 p2 (AT)8 16 80855024 80855039 GCACACCCAAACAATGTCAG TTTAACTCTCCGCGTTCTCC 257

Ai05B17707 Araip.B05 17707 p2 (TC)6 12 80856006 80856017 AAAATGGATTAGCGGTGGTG AGGGAGCCAAGGAAGAAGAC 178

Ai05B17714 Araip.B05 17714 c (A)12taaaaataaaaatac(A)1037 80911550 80911586 TATTAAGCCATGCCTGACCC TCGAAAAATGCAAGATGCAC 254

Ai05B17716 Araip.B05 17716 p3 (TAT)5 15 80912848 80912862 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 252

Ai05B17717 Araip.B05 17717 p3 (TCT)5 15 80915547 80915561 TTTTCCATCCACCACTCACA TTAGAATGTTGCTCGCCCTC 105

Ai05B17718 Araip.B05 17718 c (A)11gaaaagaaaaatggcg(A)1037 80919906 80919942 TGAAGCAAGAAAAAGCAGTGAA ATCCACTGATGCTCAAAGCC 209

Ai05B17724 Araip.B05 17724 p2 (CT)9 18 80980070 80980087 GCCAGAAGCATAACATGGGT AGAACCTTGGTAATGGAGGTG 263

Ai05B17725 Araip.B05 17725 p2 (TA)6 12 80982669 80982680 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai05B17731 Araip.B05 17731 p2 (TA)7 14 81022954 81022967 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 162

Ai05B17734 Araip.B05 17734 c (TG)11g(GT)7 37 81045527 81045563 GAGGCAGACTTGGAGAAATAGG GCGTCACACTCGTACGGATA 207

Ai05B17737 Araip.B05 17737 p2 (AG)8 16 81057228 81057243 TGGGAAAGGTGATGAAATCC TTTGTCGCTCATTGACTCCA 179

Ai05B17738 Araip.B05 17738 p3 (TTG)6 18 81061299 81061316 AGAGCTCAATGGCGTTGTTT TTTGCCATCTGGAACCTAAAA 174

Ai05B17741 Araip.B05 17741 p2 (AG)16 32 81065306 81065337 TTTCCATTGACAACGATCCA GCCGTTCTAAACAAGCAAGC 221

Ai05B17742 Araip.B05 17742 p5 (AATTT)7 35 81065474 81065508 CCACCCCTTTCTGACTTGAC AAGTGTTTGGGACCGAACTG 278

Ai05B17746 Araip.B05 17746 p2 (AG)7 14 81110972 81110985 AGCGATTTTTGGACCCTTTT CCTGGAATTGGAGAAAACGA 232

Ai05B17748 Araip.B05 17748 p2 (AG)7 14 81126498 81126511 CCCAAATCCAAGTCCAGAAA GTTGGGAACATTGAACCTGG 223

Ai05B17749 Araip.B05 17749 c (TA)7tttctatatttttttc(T)1040 81149846 81149885 TACTTTGGGGCATTTTGTCC TGAAGATCTTGGGAATTGGG 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B17750 Araip.B05 17750 p2 (AC)7 14 81151268 81151281 AATTTTAAAGGTTTGGCCCG GAGCTCTTCACAAGGAACGC 279

Ai05B17751 Araip.B05 17751 p2 (AC)6 12 81154773 81154784 TAGAAATGGAAAACTGGGCG ATCGAACCTCCGTAGCTCAA 257

Ai05B17753 Araip.B05 17753 p2 (TA)6 12 81181647 81181658 TGCTTTCTCTCCCATCTCAA GAATGTCATGCAATGCAACC 189

Ai05B17755 Araip.B05 17755 p2 (CA)9 18 81213638 81213655 CTAGCTCATCCCAAGCCAAG CAAGGCAACTCACAACCAAA 259

Ai05B17757 Araip.B05 17757 c (CA)7tacatcaatcacttttatatcttacttgttcatttatgctttgaat(CA)774 81221881 81221954 ATCCCAAGCCAAGAATCCAT TGCACAATTTCGGTTGTGAT 264

Ai05B17758 Araip.B05 17758 p3 (TTG)5 15 81241876 81241890 GCACACCATTGGTTTTGACA ACAAATCCACCAACAGGAGC 264

Ai05B17760 Araip.B05 17760 p2 (TA)8 16 81250045 81250060 CCAGCTTAGGGACCTCTTGA CATTCGGTGATTCAGCCTTT 140

Ai05B17761 Araip.B05 17761 p2 (CT)6 12 81254935 81254946 GCAGAAAGGGGCATTTTGTA GGTGAGGTAGGTGGGGTTTT 226

Ai05B17765 Araip.B05 17765 p2 (AG)6 12 81262978 81262989 AAGGACAGAGAAGGCAGCAA TCACTCACCAGAAACTCCCC 270

Ai05B17766 Araip.B05 17766 p2 (GC)7 14 81263379 81263392 GAGCCAGAGGCACAAAAGAG CCTTCGTGTTTCCTTACCCA 179

Ai05B17767 Araip.B05 17767 p2 (CG)6 12 81263588 81263599 CTTTGGCCCAAGAAATTCAA TGCTTTGCTTGCTAAGGTGTT 270

Ai05B17769 Araip.B05 17769 p2 (AT)9 18 81270229 81270246 ATTGAAAAGCGCAACACTCC ATCTCTCGGGGCTTTGTTTT 237

Ai05B17770 Araip.B05 17770 p2 (CT)8 16 81276233 81276248 TTGATTCTCAAATTTGTTTCAACT GAGAGAGAGAGAGGGAATTTTCG 260

Ai05B17771 Araip.B05 17771 p2 (CT)7 14 81276404 81276417 CGAAAATATCTTCCCTCTTTTTCA GAGGTCCCTGTGTGAGTAGAAGA 227

Ai05B17772 Araip.B05 17772 p3 (TCT)6 18 81278315 81278332 ATGGCCGAATAAACACATCC GAGCTTCATGCACCTGTTGA 264

Ai05B17773 Araip.B05 17773 c (AC)17(AT)13 60 81293685 81293744 ATTCGCAAAGGTAATCGGC CATGCTGCAAGCTTCTGATT 276

Ai05B17775 Araip.B05 17775 p3 (TTC)6 18 81300591 81300608 GCCAAGGATTGAAGGGAAAT CAGCAAGAGAAGAATGATGAATG 240

Ai05B17776 Araip.B05 17776 p3 (TGA)5 15 81321184 81321198 CCGAGCTCGACCTTACTCTG GGACGAGTCTGAAGAGGCAC 241

Ai05B17782 Araip.B05 17782 p2 (CT)6 12 81374247 81374258 TTTCTTAACTTTTTCAAAACCTCCT GAAAAAGAGGGAGGTATTTTCG 231

Ai05B17785 Araip.B05 17785 p2 (AT)12 24 81447879 81447902 ACGCAAAGTGTTCACACACG AGTCGGCCTAAACTCCACAG 151

Ai05B17787 Araip.B05 17787 p2 (AC)7 14 81453503 81453516 TTTGGTTTTGATATGGCTATGC TTTTTATAAGCGTAGCCTTAGGTC 259

Ai05B17792 Araip.B05 17792 p2 (TA)6 12 81462314 81462325 TCACATTACATTACAGAATCGGC TGAGAAATTCTTGAGAGCCAA 228

Ai05B17793 Araip.B05 17793 c (T)13ggttatgaggtgaaatacaacactgccataaaaaatgggggaccaataaaacttatgaaactttgtaatgtaatcaattaagcaatgag(A)10112 81462619 81462730 ATTCAGCCCACAACGACTG GTGGGGGTGAGTATTTGACC 251

Ai05B17797 Araip.B05 17797 p3 (AGA)5 15 81466289 81466303 TCATGATGAGTTCCCTGCTG CTTTGTTGGGGTTTGAGCAT 160

Ai05B17798 Araip.B05 17798 c (T)11aatttcccttctgattttcttagctttttacaactttaa(T)1060 81466975 81467034 CATCAAGAGAGCTGCACCAA GACAACCAAACATTCCAAACTG 277

Ai05B17799 Araip.B05 17799 p2 (GA)6 12 81469468 81469479 TGGTCATTATCATTATTGCCACT TGGAAATGAGGTCCAAGGAG 219

Ai05B17804 Araip.B05 17804 p3 (TTC)5 15 81497687 81497701 GCAGGGCAACACCAAACTTA AGCAAGCTCAATCAAGCCAT 224

Ai05B17805 Araip.B05 17805 p2 (AG)6 12 81508732 81508743 TCTTAAAACAAGAAGAAATCCCAAA TCCCCAACAAATTCTGAAGC 193

Ai05B17811 Araip.B05 17811 p4 (AAAT)6 24 81574600 81574623 TCAAATTAGCAATGAACCTCTTAGG AATCCACCAACATGCCTCTC 271

Ai05B17812 Araip.B05 17812 p4 (AAAT)5 20 81575237 81575256 AAGAACGATGAGTGGCACAA AATCCACCAACATGCCTCTC 273

Ai05B17814 Araip.B05 17814 c (AT)7aaatatctctaggttgcatcaagcaacta(AT)655 81589088 81589142 GACAGCCTCTGCTTACTGGG GGGATACAGAGAAAAGAGAAACCA 166

Ai05B17815 Araip.B05 17815 p2 (TA)7 14 81595524 81595537 TCGTGAGCTGGCTCGATTAT CAGAGAAAAGAGAAACCAGAACA 222

Ai05B17816 Araip.B05 17816 p2 (CT)6 12 81598236 81598247 CCCTTCCCCCTTCTATCTCA TTTGCAACAATCAACAAGCA 236

Ai05B17817 Araip.B05 17817 c* (A)11(AT)8* 26 81600915 81600940 GGAAATTGTGGGAGCAAAAG GAAAGCAGGGAACATGGAAA 183
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Ai05B17818 Araip.B05 17818 p3 (AGA)7 21 81607668 81607688 AAATTCGGAGGGTTGCAAAT AGACCCTTTTAGGCCACCAT 253

Ai05B17819 Araip.B05 17819 p2 (AG)7 14 81611111 81611124 GAAAGAGGGAGAGGATTTTCG CTTCTTATCTTTTCAAATTTGTTTCA 261

Ai05B17824 Araip.B05 17824 p2 (TA)6 12 81630979 81630990 AGCTTCTGCAACGAAGTGGT GCTTATGAAGCTAAGGCTGGC 196

Ai05B17825 Araip.B05 17825 p2 (AT)30 60 81634743 81634802 CAAACCCAAGCAAAAACCAT CACGAGTTTCCCTGGGTAGA 269

Ai05B17826 Araip.B05 17826 p2 (TC)6 12 81636547 81636558 CGAGCCTAGTAGCTTCGGTG TCGCATTCATCGTTGTCTTC 231

Ai05B17828 Araip.B05 17828 c (A)11gctgaaaatcggccggttttcaattcttttctgttcactagtttttggtcgatttttaccgtttaagtccaa(T)1093 81670480 81670572 TGCCATCCCTATGTGGAACT TAACCGGGCTGGCTAGTAGA 279

Ai05B17829 Araip.B05 17829 c (T)10cttaattat(A)1029 81679378 81679406 TGCTTTTTCAAAACATCAGCTT AGACCAACGCTCTAGCCAAT 116

Ai05B17831 Araip.B05 17831 p4 (AAAT)5 20 81680034 81680053 TCGAAAATCTTCACCCATTTTT TACTGGCAATTTTGCTGCAC 274

Ai05B17834 Araip.B05 17834 p2 (TA)6 12 81780422 81780433 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 224

Ai05B17837 Araip.B05 17837 p2 (TA)6 12 81802154 81802165 TACTTTGGGGCATTTTGTCC GTGGAAAAAGTGGGTTTGGA 236

Ai05B17838 Araip.B05 17838 p3 (TTC)5 15 81817721 81817735 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 209

Ai05B17841 Araip.B05 17841 p3 (CTT)5 15 81837519 81837533 TTTCAAACGTCTTGGAAGGG CCCCAGTGGACAAGACAGAG 153

Ai05B17842 Araip.B05 17842 c (T)11ggttgccctttttcagtggcttt(TTC)549 81844870 81844918 CTCGAGTTATACCCCGTGGA TCTTTGGCCATGAAAAAGAAA 262

Ai05B17844 Araip.B05 17844 p3 (AAG)5 15 81866040 81866054 CGGTCTTAGGTGCCATCAAT TCCCTCCTTCATTTCCACAC 200

Ai05B17850 Araip.B05 17850 p4 (AAAT)7 28 81932224 81932251 AAAAAGCAGTGAAAAGCTTGC TTCACTTGACACCTTCACGC 261

Ai05B17851 Araip.B05 17851 p2 (TG)6 12 81990210 81990221 AGTTTTTCGCAACTGACGCT GTGCTAGGTGGGAGACAACC 236

Ai05B17852 Araip.B05 17852 c (CT)6aattttcgaaaatat(C)1037 82000623 82000659 TTTCTTATCTTTTTCAAAACCACC GATGAGGGAGAAGGATTTTCG 208

Ai05B17853 Araip.B05 17853 p2 (CT)7 14 82000862 82000875 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCTTTGTCCCTG 223

Ai05B17859 Araip.B05 17859 p4 (AAAT)5 20 82025297 82025316 GCACTGAAAAGCTTGCAGAA CTTGTGGGACCTCCTATCCA 181

Ai05B17863 Araip.B05 17863 p2 (TA)9 18 82066852 82066869 GGAGGAGTTTTTCGCAACTG GTGCTAGGTGGGAGACAACC 243

Ai05B17865 Araip.B05 17865 p3 (TCA)5 15 82089712 82089726 CAAACTCCCATCCAAGAAACA ATGCTTGATGATGGTTTGGA 279

Ai05B17866 Araip.B05 17866 p3 (TCA)5 15 82094345 82094359 CCCACCATTACCATTCATCA GTTGGTGGGTGTTGAGGTTT 230

Ai05B17867 Araip.B05 17867 p2 (AT)11 22 82094813 82094834 TCCAAAGCCTCAACCAACTC TTTTGGGGTTTGGTTTTTGA 243

Ai05B17869 Araip.B05 17869 p2 (AG)6 12 82148801 82148812 AAACCAACGTGGCAGATTTC CCTGGAATGAAGAGAAGTAGCC 255

Ai05B17871 Araip.B05 17871 p2 (GA)6 12 82155493 82155504 GGGGGAAGAAAAGAAAACCTT CTGCACAGCTTCCCTGATTT 165

Ai05B17875 Araip.B05 17875 p3 (TTG)5 15 82227776 82227790 GTTAGGGTTGTTGGGGTCCT ATGGATGGCAAGACAACTCC 201

Ai05B17876 Araip.B05 17876 p4 (AAAT)6 24 82240264 82240287 ACTTGCCGGTTAGTTTGTGG GGGGACACCAAACTTAATTTCA 240

Ai05B17877 Araip.B05 17877 p2 (GC)6 12 82244470 82244481 GTCAAGCCTGACCTCTTTGC AAATGAGCTGCAAAATCGCT 230

Ai05B17879 Araip.B05 17879 c (GC)6cgattgtccctgtcgcatctgcgcgtaagcacgcatg(GC)661 82247956 82248016 TAAAACCCGAGAGTTGTGCC CACGGATGCAGCAGGTACTA 152

Ai05B17880 Araip.B05 17880 c (A)11taaataaataaataatataaaatatatatataaataaaaaaattt(A)1066 82248179 82248244 ACGGATTTGCACCCTGTTT TGCAATGAATGAAAATAGGCA 243

Ai05B17882 Araip.B05 17882 p3 (TTC)5 15 82253652 82253666 TGTGGTGTCATTGCTTTTGTT TGCTCTTGCCTTTTGGTTTT 255

Ai05B17886 Araip.B05 17886 p2 (GC)6 12 82275903 82275914 TACCCGAGACATAGGCCAAC AATAGGGCACGCCAGTTTTA 174

Ai05B17888 Araip.B05 17888 p3 (GTT)5 15 82290723 82290737 CTCAACTTTTGGCAGCAACA GAATTTCATGGCTGGAAAGC 229

Ai05B17889 Araip.B05 17889 p3 (AGA)5 15 82295354 82295368 TCTCCAGAGGGTTGTGCTTT TTCGAATTCTTCCCCCTCTT 247
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Ai05B17890 Araip.B05 17890 p4 (TAAA)6 24 82305989 82306012 AAGCAAAGTGCTAGGTGGGA TCTCGCGTGACTCTCTGTTC 238

Ai05B17891 Araip.B05 17891 p2 (CT)7 14 82306650 82306663 CACAGCTTCCCTGATTTGCT GAACATGCAAGCAACCCTTT 268

Ai05B17893 Araip.B05 17893 p2 (AT)20 40 82321613 82321652 CAACCTCCCCACACTTAAACA CATCTCATTTGCCAAAATGCT 279

Ai05B17899 Araip.B05 17899 p2 (AC)7 14 82361077 82361090 CCCAAATTTTCCCACACTTG GCATTTATTTGATTGAGGCCA 227

Ai05B17902 Araip.B05 17902 p2 (TA)12 24 82400431 82400454 AGAGTGCAAACACTTCCGGT TTCACCTAAATGCACGCAAC 237

Ai05B17906 Araip.B05 17906 p2 (AT)9 18 82423261 82423278 GCTTGATTTGCACTCTTGGC TGAATCCTTGAATGGCTTTTG 257

Ai05B17907 Araip.B05 17907 p2 (AT)11 22 82423911 82423932 ACTAAGTGTGGGGAACCGTG CTGGGGTAATTTTGTCCCCT 204

Ai05B17909 Araip.B05 17909 c (CA)11(CT)18 58 82477027 82477084 ACGCACACGTCTCGACATAG CTCACCGGTGGAAGAGAAAG 264

Ai05B17912 Araip.B05 17912 c (T)10cttt(TA)10ttcttttatttttctcaatgcatatgattaaattattggatgcatgaatcatgtcctaaaca(T)10106 82498494 82498599 TACTTTGGGGCATTTTGTCC TGGGGAAAGTTGAATTTGGA 211

Ai05B17915 Araip.B05 17915 p3 (GGT)5 15 82507621 82507635 GCCACTACACCTCACCGATT AATACCCTCCATCACCACCA 273

Ai05B17916 Araip.B05 17916 p2 (GT)6 12 82512765 82512776 TGCCACCTATTTAAGCACCA CTGGTTGCAGAGACAGCAGA 246

Ai05B17917 Araip.B05 17917 p2 (TC)13 26 82512960 82512985 TCTGCTGTCTCTGCAACCAG AGGATGAATATGATGCCATGAA 207

Ai05B17919 Araip.B05 17919 p3 (TAG)20 60 82519866 82519925 TCAATCGGAACTATTTTTAATCATTT TTTTTAAAGAAACAATCATCCCA 118

Ai05B17920 Araip.B05 17920 p2 (TA)7 14 82521887 82521900 TTTATCTCTTTTCTAAAAATATTGGCA TGCCTGAGATCTATGTTTGAGGT 198

Ai05B17921 Araip.B05 17921 p3 (TCT)5 15 82537353 82537367 CTGAGGAACAACTTCCCTCG CGGAGATAGTGGTGGTGGAT 246

Ai05B17924 Araip.B05 17924 p2 (GT)6 12 82557340 82557351 TCTCAAAACAAACGCACCAC CCTGAACACGTATTATTTATGGACA 278

Ai05B17926 Araip.B05 17926 p2 (GT)6 12 82573806 82573817 AAGGATGACAGGTGGTGAGG TCCAAAATTCCCAATTCCAA 137

Ai05B17930 Araip.B05 17930 p2 (TA)6 12 82579326 82579337 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 207

Ai05B17932 Araip.B05 17932 p2 (AT)6 12 82629544 82629555 CGAGTTGCTAAAAAGGGTGC TCCAATTAATCATTCCCCCA 150

Ai05B17938 Araip.B05 17938 p2 (GA)6 12 82661274 82661285 GGGTTCGAATTTGGTGAGTG TTCCCTCTTTTTCAAAATTTGTTT 220

Ai05B17940 Araip.B05 17940 c (T)10gttgttcttctgaaaaaaaag(A)1142 82684978 82685019 TTGTGACACTAAGGGGAGCA TCCAGGATCTAACAGTCGGC 127

Ai05B17941 Araip.B05 17941 p2 (GC)6 12 82685699 82685710 CGCGTAGGGACCACATTCTA AGAGAATGGGTGGTGGTGAG 261

Ai05B17942 Araip.B05 17942 c (TC)7actcctctcttcctcctcccggccgaactcccaccgcgccaccgcctccgcctccgcgccaccatcaccgccttc(CT)6101 82685911 82686011 CTTCTCTTCCCCCTCTCACC AATGGACAGTGGGGACTACG 275

Ai05B17943 Araip.B05 17943 p2 (AT)11 22 82687663 82687684 GACCTTATGCATTGATGTTCTTG TTCACTTTGGGGCATTTTGT 187

Ai05B17944 Araip.B05 17944 p2 (CT)7 14 82695857 82695870 CATCGATGATGATTGCTTCG GCACGCTAACCCCATAAAGA 250

Ai05B17946 Araip.B05 17946 p2 (GC)6 12 82732872 82732883 CAAGGAGGATGCTTGGTGAT TGTCTTTGTTGCTCCTCCCT 276

Ai05B17948 Araip.B05 17948 p2 (AT)7 14 82734460 82734473 GGCTCAAATCTCACTTGCTTG CCCAACACTTTTGCATTTCA 235

Ai05B17949 Araip.B05 17949 p2 (AT)22 44 82737818 82737861 CTCAAGCCCTTAGGCAACTG CCTTCAGAAAAGGCAAAAGG 190

Ai05B17957 Araip.B05 17957 p2 (TA)7 14 82824326 82824339 TTGGGACATTTTGTCCTCTTC TGAGTTTGGGAAAAGTTGGG 249

Ai05B17959 Araip.B05 17959 p2 (TA)8 16 82840949 82840964 TTTGATGACGTTCGACCTGA AAGCAGTTGGCAATATTCGG 266

Ai05B17963 Araip.B05 17963 p2 (AG)7 14 82879536 82879549 GGTGAGGTAGGTGGGGTTTT AAAGGGGGTACAGAGCTGGT 269

Ai05B17964 Araip.B05 17964 c (A)10tctctcaaaaatattttcaaaaatctctcatatgttctcg(A)1060 82880188 82880247 TTTGGACAACTGACGGTTCA AGTTTGGAAGCCTCAGTCCA 251

Ai05B17965 Araip.B05 17965 p2 (TC)6 12 82898513 82898524 GTGCTTCTTCTTCCTGTGGC ACCTCATTGAGTCCCTGGTG 246

Ai05B17971 Araip.B05 17971 p2 (GA)9 18 82936592 82936609 CTAGGGTTTTATCGCACCCA AGAAAGTCCACTCCTTCGCA 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B17972 Araip.B05 17972 p2 (GA)6 12 82947686 82947697 TCAGGGAAGATCCGCTACTG CCTCCCTCAACAGACCAGAG 214

Ai05B17974 Araip.B05 17974 p3 (TAA)7 21 82953769 82953789 TAGGAAAAGCCTTTGCTGGA TGATCTGAGGTGAGCAGTGG 178

Ai05B17976 Araip.B05 17976 p2 (TA)8 16 82960464 82960479 TCTCCCTGATTAATGCCCAG CATGCACACATGATCCTTCC 240

Ai05B17980 Araip.B05 17980 p2 (AG)6 12 82989467 82989478 TAGTGAATTCGGACAAGGGG ATTCAAACCATTTCCCTCCC 136

Ai05B17981 Araip.B05 17981 c (T)12gcttgcttttttctttttctttctatatatatttttttcgcctattttttg(T)1174 82996847 82996920 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 223

Ai05B17983 Araip.B05 17983 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)697 83002672 83002768 GTTCTTGTCCTTGCTCCTGC TCACATCACCAAAAATCCGA 171

Ai05B17984 Araip.B05 17984 p2 (AG)6 12 83002994 83003005 TCGGATTTTTGGTGATGTGA TTTGTTTGCTTCTTACCTTTTTCA 271

Ai05B17986 Araip.B05 17986 p4 (ATAA)9 36 83021298 83021333 GAGAGTTGTGTGCGCATTGT GCAAATGCAATAAAAGAAAATGG 273

Ai05B17989 Araip.B05 17989 p2 (TA)18 36 83053913 83053948 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 256

Ai05B17990 Araip.B05 17990 p2 (AT)9 18 83054304 83054321 AGGCTCAAATTCGGCTAACA AGCATGTGAGTTTTGAGCCA 236

Ai05B17992 Araip.B05 17992 p3 (GAA)5 15 83061530 83061544 CACTCAAAACAAGGGGCATT GCATGGCAACACCAAACTTA 225

Ai05B17996 Araip.B05 17996 p3 (GAA)58 174 83079063 83079236 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTGATCCCC 270

Ai05B18003 Araip.B05 18003 p2 (AG)7 14 83116038 83116051 AGAGTGGGTGGAGGTGATTG CGCTAGAAAAGGGCACAAAG 279

Ai05B18006 Araip.B05 18006 p4 (ATGA)5 20 83145709 83145728 AAAACCTAGAGAGAGGAGAGAGCC TCCGGGGTTTCAAAATGATA 268

Ai05B18008 Araip.B05 18008 p4 (TTTA)5 20 83146964 83146983 AAGTCATGCCTAGCAACCCA GCATTGAAATGTGATGTTTGC 196

Ai05B18010 Araip.B05 18010 p2 (AC)7 14 83152990 83153003 AATGGGGTGAAGGTAAGGGT TGGGGACAAAATTACCACAA 241

Ai05B18015 Araip.B05 18015 p2 (CT)6 12 83169741 83169752 TTCATAAGCCAATTCGAAAAGA TTTCGGCCCAGAAAACATAG 269

Ai05B18016 Araip.B05 18016 p3 (ATT)5 15 83177814 83177828 TTGCAAAGTCAGATTGGCTC TCCTGAGAATCCTGGAATGG 236

Ai05B18017 Araip.B05 18017 p2 (GA)8 16 83179115 83179130 GAATGAAGAAGGGAGAAGAAGAA TTTCGAAAACTCCTCATCACCT 245

Ai05B18018 Araip.B05 18018 c (TA)8c(AT)14 45 83187905 83187949 CTTCTTGAACAGGTCAGGGC TGATAGCATTCCGTGATCCA 166

Ai05B18023 Araip.B05 18023 p2 (TA)8 16 83205593 83205608 TAACAAAGCCTCCAACTCGG CAAATGCAGGTTGAGAAGCA 270

Ai05B18024 Araip.B05 18024 p4 (CATT)6 24 83214314 83214337 AGCCTTAAGTGTGGGGAGGT TCAAAATCTCACAGGTTGTGTGT 279

Ai05B18028 Araip.B05 18028 p2 (GC)6 12 83261565 83261576 GCCACTTCTGTACCTGAGGC GACAGTGGTGATGGGGTAGG 251

Ai05B18037 Araip.B05 18037 p2 (AT)8 16 83319673 83319688 TCGACAATTTTGGGTGACAA CTCAAATCAATTGGTGCCCT 175

Ai05B18038 Araip.B05 18038 p2 (TA)6 12 83338182 83338193 CCTTTCTCAACAGAAAAGGCA TAACGCCCAAAAGGGTAGTG 276

Ai05B18042 Araip.B05 18042 p2 (CT)6 12 83350517 83350528 TGCTTTTATTTCTTTTCTTAAATTTCG AACACAGAGAGGGGGAAAGG 186

Ai05B18045 Araip.B05 18045 p3 (AAG)5 15 83374089 83374103 TCCTTGAGGACAAGCAAGGT CAAAGTGTGCCCCAAAACTC 245

Ai05B18048 Araip.B05 18048 p2 (AT)10 20 83377568 83377587 TGAAAATTCTGGGAATTGGG TGGGGTATTTTTGTCCCCTT 229

Ai05B18049 Araip.B05 18049 p2 (TC)6 12 83383866 83383877 AGGCTACAGCTTGGCGTTTA TTGGTGAAGGGTATTTGGGA 213

Ai05B18051 Araip.B05 18051 p3 (AGG)11 33 83394635 83394667 TTGCGTAATCGTTGGTTGTC TCGTCGTAGTTCACTTGGAGTT 228

Ai05B18052 Araip.B05 18052 c (T)12ctggttgaatggaatagcc(CTTT)5(TCTT)1195 83407320 83407414 CCAACTCCACCAGTCATGTG CACAAGTTCACAACCAAGCTC 173

Ai05B18057 Araip.B05 18057 p4 (TATG)5 20 83433183 83433202 ATCAATTCAATGGAATGCCC TTGCATTTGCATTTTTGCAT 261

Ai05B18058 Araip.B05 18058 p3 (AGA)13 39 83434910 83434948 CTGCCAGAGAGGATACAGGC ACCTATCCCACCCCACTTTC 195

Ai05B18059 Araip.B05 18059 p2 (AC)8 16 83437421 83437436 AATGGGGCTAAGGTGAAGGT AAAAGTGGGAATTATGGGTAGC 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B18060 Araip.B05 18060 p4 (TTAT)5 20 83437580 83437599 TTGATCACATATGCATTGATCTTTT GTGTGGGGAACTGTGGAAAC 259

Ai05B18065 Araip.B05 18065 p3 (ATT)5 15 83483483 83483497 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai05B18066 Araip.B05 18066 c (A)10caatgagggacttaaggctacacttatatagagtagctatggttatacagaaaatt(A)1278 83487546 83487623 TTGCTTCTTAAGATTATGTTTTTGAA TCTATATAAGTGTAGCCTTAGGTCCC 276

Ai05B18068 Araip.B05 18068 p2 (CT)8 16 83504437 83504452 TTCTCTTTTCTCTTTTTCAAAACCTT TGAGAATTTTAAAGGTGGTTTTCG 148

Ai05B18070 Araip.B05 18070 p2 (CT)6 12 83529564 83529575 ACGCCAGTAAGGGTAGCAGA ATAGGTGAGGGGTTTTTGGG 268

Ai05B18074 Araip.B05 18074 p2 (AG)6 12 83551647 83551658 ATAGGTGAGGGGTTTTTGGG AGCAAGGGGTGTTTTACACG 162

Ai05B18076 Araip.B05 18076 c (A)11ggaaaaagggcatccgcacgtgagcgcactgt(GC)655 83586587 83586641 AAGAAAAGTGCTTGGTGGGA GGCCCATGAGTATGAAATGC 249

Ai05B18079 Araip.B05 18079 p2 (GC)6 12 83590329 83590340 GCCTACTTTGAGCCAACCAA AGTAGACGGAGACGGTGGTG 245

Ai05B18080 Araip.B05 18080 p2 (TG)6 12 83593041 83593052 GTTCTAGTGGGAGTGGCAGC CCAAATTTGAAACCCTAACCC 240

Ai05B18082 Araip.B05 18082 p5 (TTATC)5 25 83614964 83614988 AACTTGGCTGCTCTGCTGAT AGGACGGTTCCCTTGAAGAT 245

Ai05B18083 Araip.B05 18083 p3 (TTC)5 15 83642083 83642097 TCTTTTCTTCACTCCACGCA GAGGGGAGAGAAAGTGGGAC 242

Ai05B18085 Araip.B05 18085 p5 (TATTT)5 25 83645875 83645899 CGAAAACTCCTCCCCACTTT AGAGAAGAAGAGGGGGTTCG 247

Ai05B18091 Araip.B05 18091 p2 (GA)9 18 83718693 83718710 CAGAGAGGGATAGAGGGTTCG CCAAGTTTTGAAAATCACTAACCA 259

Ai05B18094 Araip.B05 18094 p5 (TTTAT)5 25 83739728 83739752 TGGAGAAAGGGAGCTGTTGT TTTCGAAAATCCTCACCCAC 224

Ai05B18095 Araip.B05 18095 c (A)10tttgaagagagagaaattggttaggaagttttgaaaaagatatgtcttaaaattaaagatacttgtaag(AAAAT)6109 83739906 83740014 TTGAAAAAGATGTGGGTGAGG CAACTTCCAAAATTCAAAATTCA 262

Ai05B18100 Araip.B05 18100 p3 (GAA)6 18 83779316 83779333 AGCTCCTCCCCCTAATGAAA TGGCAACTTTGAAATTCGGT 144

Ai05B18102 Araip.B05 18102 p5 (GATAA)5 25 83820031 83820055 CAGAGGAACGTGACCCAAAT AGTGAAACTGGCCAAAATGC 161

Ai05B18103 Araip.B05 18103 p5 (AAGAT)5 25 83827296 83827320 CAGCCCAAGCCTACAAAGAG TGTCTGACTTGCTGGACTGG 275

Ai05B18110 Araip.B05 18110 p3 (GAA)6 18 83888847 83888864 TTGGGGTTTCAAGAATGAGG TGGCAACTTTGAAATTCGGT 236

Ai05B18115 Araip.B05 18115 p3 (AAG)5 15 83923524 83923538 TGCTTGCCATGCTAGTTCTG TTTTGGTTGCCCTTTTTCAG 264

Ai05B18116 Araip.B05 18116 p5 (AAGAT)5 25 83933221 83933245 CAGCCCAAGCCTACAAAGAG TGGACTGGCTATGCTTCTGA 263

Ai05B18120 Araip.B05 18120 p2 (GA)8 16 83960513 83960528 CGCGAAAATATCCCATCAGT TCAACGGTGACACACTCCAT 205

Ai05B18121 Araip.B05 18121 c (TA)48c(AT)8 113 83963084 83963196 TGTTTCCCTCGCCTTTATCTT AACCGCATAATCTTTCAAAAACA 277

Ai05B18122 Araip.B05 18122 c (TA)10gaaaagcaaacataacttatcaatgcacatgaattttaaa(T)1070 83982075 83982144 AACATCGGGGTAATTTTGTCC TATTGGGAATTTGGGTGCAT 181

Ai05B18124 Araip.B05 18124 p3 (AGA)5 15 83989010 83989024 CAAGGTTCCCATAAAACCCA GGAGTCTTCGGACCCTTTCT 258

Ai05B18131 Araip.B05 18131 p2 (TC)10 20 84038435 84038454 CTCAATGGAGCAGGGATGAT TGAATTTGGAGGTAGGTGGG 189

Ai05B18136 Araip.B05 18136 p3 (TTC)5 15 84068530 84068544 CACCACTCACATCCATCCAC CCCTCGAGCAAGAGAAGAAA 265

Ai05B18138 Araip.B05 18138 p3 (ACC)5 15 84107262 84107276 AACTCCCAGTGACGCAAAAC TAGGGAACTGAGAGATGGCG 218

Ai05B18140 Araip.B05 18140 p2 (TC)6 12 84115893 84115904 ATGCATCCATTCAGGGAGAG TTTTGGCAAGATAGGGGAAA 227

Ai05B18145 Araip.B05 18145 p2 (AG)9 18 84136934 84136951 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 216

Ai05B18147 Araip.B05 18147 p2 (AC)8 16 84145972 84145987 ATTCCCAAATCCCAGAAACC ATAGCAACCATACTGGCCGA 209

Ai05B18148 Araip.B05 18148 p2 (AG)7 14 84146135 84146148 CAGAGAGAAAGATCGGGCAG GCGTCATTCAGTATTGGCCT 187

Ai05B18151 Araip.B05 18151 p5 (AAAAT)6 30 84167255 84167284 CCATGATGGAGAAAGGGAGA TCTTTTTCAAAACTCCCTAACCA 279

Ai05B18154 Araip.B05 18154 c (AG)6gattagaggctataaagtgggggaatgcatccatacatatcacgcttccagaattcacaattttagaagtagatgtagttttt(AG)6107 84180235 84180341 TGCATCCATACATATCACGCT GGTCGTCTTCTCAAGGAGGA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B18155 Araip.B05 18155 p3 (AAG)5 15 84181648 84181662 AACCCCAGTGGACAAGACTG TGATCAACCTCTTCCAAGCC 222

Ai05B18157 Araip.B05 18157 c (A)10tgttgagaatatgttcatgcattcaatactttaatcatatgcattg(A)1066 84184579 84184644 GTGTGGGAAATTGGATTTGG TACTTTGGGGCATTTTGTCC 219

Ai05B18159 Araip.B05 18159 p3 (CTG)5 15 84189804 84189818 CAAAGCAGGTGCTGTACCAA GGACGACAAGGAGGTTACCA 212

Ai05B18160 Araip.B05 18160 p2 (GC)6 12 84217587 84217598 AAGTGAGCTGCAAAATCGCT TGGAAAGCTAACATCTGGGG 153

Ai05B18161 Araip.B05 18161 p2 (TA)14 28 84241561 84241588 TCCATCAACCATGTTTTCCA CTCATGAATTAAGTGTGGGGAA 258

Ai05B18167 Araip.B05 18167 c (AT)12agaaaaag(A)1042 84321944 84321985 TGAAAATCATGGGATTGGGT TACTTTGGGGCCTTTTTGTG 201

Ai05B18170 Araip.B05 18170 p3 (TTC)5 15 84370249 84370263 TTGGGTTAGGGAGCTCTGTG TCCATCCAAACCCCAATCTA 230

Ai05B18171 Araip.B05 18171 p2 (AC)6 12 84405809 84405820 TAATGGGGCTAAGGTAGGGG ATGCAAAGTGGGAATTTTGG 148

Ai05B18173 Araip.B05 18173 p2 (CT)6 12 84416489 84416500 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 278

Ai05B18174 Araip.B05 18174 p3 (TTC)5 15 84417778 84417792 CAACACACCCCTTTACACCC TCTTGTCTTCCCTTTCCCCT 216

Ai05B18177 Araip.B05 18177 p3 (ATG)5 15 84430618 84430632 GGGGAACAAGCAACTTTCAA TTATGCAGACAGGCAGGAGT 222

Ai05B18179 Araip.B05 18179 p3 (AAT)6 18 84462394 84462411 TTATTTTCGGCTGCCATCTC TTTCTCCCACTCACAAAGGG 246

Ai05B18186 Araip.B05 18186 p2 (CT)6 12 84517652 84517663 CATTCATAAGGGGGCTCTCA AACATGAAAGCCATAAGCCAA 236

Ai05B18187 Araip.B05 18187 p3 (TTA)6 18 84518157 84518174 TTCCAATTTCTAATACCTTGCCA TCTCAAGGAATTGCAGGGAG 155

Ai05B18189 Araip.B05 18189 p2 (CT)7 14 84522860 84522873 CGAGACTAGCGAATTCTGGG AAACCTGGGATCGAGAGTCA 227

Ai05B18191 Araip.B05 18191 p2 (CT)6 12 84541235 84541246 CCATTCATAAGGAGGCTCTCA AACATGAAAGCCATAAGCGAA 237

Ai05B18194 Araip.B05 18194 p4 (AAAT)5 20 84567453 84567472 TGCATATTAGAATGTTGGGTGAA ACCCAATTGGCTTGCTTATG 167

Ai05B18196 Araip.B05 18196 p2 (AT)7 14 84581726 84581739 AAAGTGGGGAAATGTCATGC TGCTTTTCTCTCCCATCTCAA 223

Ai05B18201 Araip.B05 18201 c* (AT)13(T)14*ctttaatgcacatggtaatttaattattttgatttcacatgagcatgcttccc(A)10102 84625128 84625229 TGGCTCTTGAAAGGATGAGG TCCCCAACTAGAGGTGTCCA 212

Ai05B18206 Araip.B05 18206 p2 (TA)10 20 84668433 84668452 TTACTTGGGGCATTTTGTCC TGGTTATGGGAAACTTGGGA 209

Ai05B18213 Araip.B05 18213 p2 (GA)6 12 84716314 84716325 AGTGGTGAAGAGGTTGTGGG AATGCTAAAATGGTGCAGGG 177

Ai05B18218 Araip.B05 18218 p2 (AT)7 14 84745847 84745860 GGCATTTTGTCCCCTTTTTA TTGATTTTGGGAGAGTTGGG 273

Ai05B18220 Araip.B05 18220 p2 (AC)6 12 84759276 84759287 GCTACCCTCTTCCCCAAGAC CCCCTTTTCTTTCTGTTCCC 112

Ai05B18222 Araip.B05 18222 p3 (TTC)5 15 84763356 84763370 CCCACCTAAACCCACCCTAT CGGTCTTAGGTGCCATCATT 265

Ai05B18223 Araip.B05 18223 c (A)10gag(A)10 23 84764725 84764747 AATGAATGCTTGAACAGGGC TGCTCTTGCCTCTTGGTTTT 273

Ai05B18224 Araip.B05 18224 p3 (AGA)5 15 84769791 84769805 TCTCTGGCCTTAGGTGCAAT TTGGCCGATTACACTCTTCC 161

Ai05B18226 Araip.B05 18226 p2 (CT)6 12 84775834 84775845 CGTTTAACGCTAGGATTGGC ATAGGTGAGGGGTTTTTGGG 182

Ai05B18231 Araip.B05 18231 p2 (TA)33 66 84814813 84814878 TTACTTGGGGCATTTTGTCC CTTGGGACATTGGTTGAGGT 239

Ai05B18232 Araip.B05 18232 p2 (AT)6 12 84826196 84826207 GTCAGGACCTGGGATGTTGT TGAGCCTGATTCGTTGTTAAA 276

Ai05B18234 Araip.B05 18234 p2 (AG)6 12 84834758 84834769 GGGTTCGAATTTGGTGAGTG TCTCATCTTTTTCAAAACCTCC 278

Ai05B18238 Araip.B05 18238 p2 (AG)6 12 84839119 84839130 GACCTTTTTCCCACACCAAA AAACATTTCCCTCCCAAACC 229

Ai05B18239 Araip.B05 18239 p2 (GA)6 12 84839305 84839316 AGTGGTGAAGAGGTTGTGGG GGGAGCAGAATTCCTTGACA 160

Ai05B18242 Araip.B05 18242 p2 (TC)6 12 84850251 84850262 GGAGCTCGCATATTTTCACC TGGCAACTTAAATCAAGAGAACA 280

Ai05B18248 Araip.B05 18248 p2 (AC)6 12 84901867 84901878 CCCCTAACCACCCTCTTCTT CGATCTATCTCTCCGATGGC 163
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Ai05B18249 Araip.B05 18249 p2 (AG)6 12 84902030 84902041 TAGATCGAGCAAAAAGGGGA GTCGTTCAGTCTTGGCCTTC 175

Ai05B18251 Araip.B05 18251 p3 (GGT)5 15 84936195 84936209 GTTTTGCGGAACTTGGTAGG CCCCCACTCCTTCTTTCTTC 261

Ai05B18252 Araip.B05 18252 p2 (AG)6 12 84936350 84936361 GAGGGGTAGGGGACTGTGAT CCCCACTCCTTCTTTCTTCC 106

Ai05B18253 Araip.B05 18253 p4 (TTTA)5 20 84937062 84937081 GTGGTTTTCGCAACTGACG GGTGGGAGACAACTCACCAT 259

Ai05B18254 Araip.B05 18254 p2 (CT)6 12 84939783 84939794 GCAATCATAAACTGAAATACCTCAAA ATGCATCCATTCAGAGGGAG 255

Ai05B18256 Araip.B05 18256 p2 (TA)8 16 84946541 84946556 CAACATTCGGTGATTCATCCT CTTTTGGTGACGTTCCACCT 250

Ai05B18258 Araip.B05 18258 c (T)11gctatttttttctc(T)1035 84970187 84970221 TAGTTTAGCCGCTTAGGCCA TGAAGCAAGAAAAAGCAGTGAA 249

Ai05B18261 Araip.B05 18261 c (A)10gaaaaataggaatatatac(A)12gaaaaag(A)1058 84990853 84990910 TAGGCCATGTTCATGCATTC CCTTTTACTTTGGGGGCATT 176

Ai05B18263 Araip.B05 18263 p2 (AC)6 12 85002052 85002063 GCAAGGAAGCGTTAATTGTTG TTGTTTGGTTGCCCTAACCT 235

Ai05B18265 Araip.B05 18265 p3 (CAA)5 15 85011603 85011617 GAACGACCCGAGGTTCAATA GGGGTAAGAATGCTACTCCCA 250

Ai05B18266 Araip.B05 18266 p2 (CT)8 16 85024368 85024383 CGAAAATCAGCGTGTTTGAA ACATTGAACCTGGGATCGAG 257

Ai05B18272 Araip.B05 18272 p3 (ACC)5 15 85069274 85069288 AATCCAAAGAATGCACCCAG GCAGTTTCGCTGTATCTATTGC 172

Ai05B18273 Araip.B05 18273 c (T)10ctattgtttttttctttattattatatttttttatatc(T)1058 85074434 85074491 CCCATGATTCCCACTTTTTC CCATATGCATTGGTACGTTTG 220

Ai05B18274 Araip.B05 18274 c (GC)6catgcgtgcttacgcgcggatcgcccggcacaaagtaggcataaagtgggcacaactctctagtttttgtaccaggagtgtgatatgcaccact(CG)6cactgcgcgcttgggcgccgattccca(T)12157 85075855 85076011 ACGGATGCAGCAGGTACAAT AAATTCTGTTTTTGTGCTTCTTTG 250

Ai05B18276 Araip.B05 18276 p5 (AATAA)5 25 85091857 85091881 GGAATTGATATGGATTGCGAA TTGATTTTCGAATTCTGCCTTT 272

Ai05B18279 Araip.B05 18279 c (CAA)5gaagaagaggcagagagcaacctcactttctagcacttca(ACC)570 85103917 85103986 CTGAACTGCTCCCTTATCGC GAGGAGCAGCAGTGAGATCC 214

Ai05B18281 Araip.B05 18281 p2 (AG)6 12 85111312 85111323 CAGCGATTTCTGGGATGTTT CATTGAACCTGGAAATTGAGAA 254

Ai05B18283 Araip.B05 18283 p5 (TTATT)5 25 85112634 85112658 AACCTTTTCAAAATTTTAATCTTCTTC CAAAAACAATAAACAAGCAAAGGA 261

Ai05B18285 Araip.B05 18285 p5 (AATAA)5 25 85146571 85146595 CCAACGTGTGAACTTTCAGG AAATCCACAAGCGAATCGAC 261

Ai05B18286 Araip.B05 18286 p2 (AT)7 14 85157130 85157143 TGCATATGTGATGGAATTGGA AATGGGGCTAAGGGTAAAGG 195

Ai05B18290 Araip.B05 18290 c (A)10tcc(A)10 23 85202284 85202306 GAAAGCTTGGCTGGCTAGTG TCGAAAAATGCAAGATGCAC 251

Ai05B18291 Araip.B05 18291 p3 (TAT)5 15 85203685 85203699 CCCCCTCTTTTCTTCCACTC TTCAGGTTCTGGGTCTGCTT 150

Ai05B18300 Araip.B05 18300 p2 (TC)6 12 85292178 85292189 TGATTTAGATTTAGTTGGGAGGG CCTTAGATGGGAAGCAATGG 280

Ai05B18301 Araip.B05 18301 c (A)10gaagagagagaaagctaagcacgcgcaagcgcactccttcaccctcccaacg(TC)674 85296120 85296193 GGAGATTGGGAGGATTGTGA TGGTCAATGTGGAGGTTTGA 157

Ai05B18304 Araip.B05 18304 c (T)10ctt(TA)9(T)1243 85323370 85323412 TACTTTGGGGCATTTTGTCC TGGGGAAAGTTGAATTTGGA 253

Ai05B18306 Araip.B05 18306 p2 (AT)11 22 85332067 85332088 GTGCTAGGTGGGAGACAACC CTCGCGTGACTCTCTGTTCA 259

Ai05B18308 Araip.B05 18308 c (T)11caaaatgattttcg(A)10tatacaaaaat(A)1056 85336096 85336151 TATTAAGCCATGCCTGACCC TGAATATGCAATTGACACCAAA 231

Ai05B18309 Araip.B05 18309 p2 (CT)6 12 85337399 85337410 CTCATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 260

Ai05B18310 Araip.B05 18310 p3 (TTC)6 18 85340713 85340730 ATATGGCCGAAACCTTACCC CTTCCCTTTCCCTTTTCTGG 279

Ai05B18311 Araip.B05 18311 p2 (GA)7 14 85354463 85354476 GAACATGCAAGCAACCCTTT CCTTCTTTCTCACTTTTTACACCC 275

Ai05B18314 Araip.B05 18314 p2 (TA)6 12 85369694 85369705 GGCGAACTATTCATACCGAAA CGCTCATTGGGTTGCATTA 280

Ai05B18320 Araip.B05 18320 p3 (CAG)6 18 85422551 85422568 TGGGTGGGTATACGAGAAGC GGTATGTCGGCTCAGGTGTT 161

Ai05B18321 Araip.B05 18321 p2 (TA)6 12 85423123 85423134 TTCAGCAGTAGCATCGAGGA TCAAAAGCCAAAATGCAATG 267

Ai05B18323 Araip.B05 18323 p2 (GC)6 12 85424932 85424943 CGATGCCTTGATGTGTTTGT TCACGTTTGAGAGCACCAAG 228
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Ai05B18324 Araip.B05 18324 c (T)10cgccattttttcttttcttcttttttttc(T)1150 85427324 85427373 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGAA 193

Ai05B18326 Araip.B05 18326 p3 (ACC)5 15 85438917 85438931 CAGATGACGACGACAAGGAA ACCTGGTTTATGCGGTCAAG 253

Ai05B18328 Araip.B05 18328 p2 (GA)6 12 85470537 85470548 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 229

Ai05B18330 Araip.B05 18330 p2 (TA)13 26 85495107 85495132 TGTGGCAAATGCTGAAAGAG GCCTCTGCTTTCTACTCGCA 232

Ai05B18331 Araip.B05 18331 p2 (GA)15 30 85505356 85505385 AAGGGAGAAGATGGAGAGGG CGAAAATCACTAACGACTTTTTCA 264

Ai05B18332 Araip.B05 18332 c (T)10gaaaa(T)10 25 85506908 85506932 CCAGCCAGGCTTCAACATA TCGAGTTTGGACAAGTGACG 202

Ai05B18333 Araip.B05 18333 p2 (GA)6 12 85510482 85510493 GAGAGAGGGAGAGGGTTCAAA CGAAAATCATTAACCACTTTTTCA 237

Ai05B18335 Araip.B05 18335 p2 (AT)9 18 85517050 85517067 ACAAATTTTCTCTATATCGCACG GGGCAATCATCCATGGTAAA 275

Ai05B18336 Araip.B05 18336 c (AAT)13aacaataataac(AAT)5aacaataac(AAT)19132 85518608 85518739 AGAATCAAGAATAAGCCAACCA TGTTGTTGTGTTTCTGCTCTTG 265

Ai05B18337 Araip.B05 18337 p2 (CT)7 14 85526577 85526590 AAAACAAGCATCAATTCGGC TGGGTGGGAAAGAGATTTTG 270

Ai05B18338 Araip.B05 18338 p3 (TCT)5 15 85526729 85526743 TTAAAATCTTGCTCGCCCTC CTCCCACATAGCCGAACCTA 100

Ai05B18341 Araip.B05 18341 p3 (TAT)5 15 85541089 85541103 CCAAATTCTCATACCTTGCCA CTTCTCAAGGAACTGCAGGG 162

Ai05B18346 Araip.B05 18346 p3 (TAT)6 18 85558922 85558939 CCAAATTCTCATACCTTGCCA CTTCTCAAGGAACTGCAGGG 162

Ai05B18348 Araip.B05 18348 p2 (CT)7 14 85565243 85565256 TCGCGTCATCTTACCTGATG GGTAAAACCTTGTTAATGGGGG 216

Ai05B18349 Araip.B05 18349 p2 (AC)6 12 85570198 85570209 AAGGAAGCGTGAATTGTTGG GCTTGATTTTTGCTTGAATGC 273

Ai05B18353 Araip.B05 18353 c (T)10caattaggtccaggcagtaattagcttaattttatagggatccaatt(A)1067 85587456 85587522 TGTGCACAATCACAGTTCAAAA TTTATTTGGGTCCCTACACCA 237

Ai05B18354 Araip.B05 18354 p2 (TA)6 12 85588023 85588034 TGCACGTGATTTTTGTACCC TGGATGACCCGAAAGAAGTC 203

Ai05B18358 Araip.B05 18358 p2 (AT)9 18 85592981 85592998 TGCAATTTTCAGCCAAAAGA ATCCACATTCGCCAAAAATC 264

Ai05B18359 Araip.B05 18359 p3 (GTT)5 15 85593567 85593581 GAACCAGCAGGACGAGAAAG AGCAGCCTCTTGCATGGTAT 198

Ai05B18360 Araip.B05 18360 c (CTT)17ccc(CT)1176 85601463 85601538 ACACTCTCACGCACACTTCG CCTGGAGAAGCAGAGAGTGG 275

Ai05B18361 Araip.B05 18361 c (GC)6acagtgcgctggcgcgtcggtgcccatttttcctttttctctccctc(T)1069 85607495 85607563 TATTTGGCCCAAGAGTTGGA AGGGAGAATGCCATGTTTTG 220

Ai05B18367 Araip.B05 18367 c (CA)6tatgacgcgtacgcgtcagcgatgctcgtgcgtcgtgtgcctctctc(T)1170 85649683 85649752 TATGCGTGGACTTGCTTGTG CAGCATCTGCATTCTGCATT 182

Ai05B18369 Araip.B05 18369 p2 (TA)6 12 85654924 85654935 TTTCAAATCAATTGGGGTGC TTAAGTGTGGGGAGGTCGTC 203

Ai05B18370 Araip.B05 18370 p2 (AT)8 16 85661455 85661470 AACCAAGAAAACAAAGAGTCGG AGGCATCAACCCCCTATTTC 258

Ai05B18372 Araip.B05 18372 c (TA)13ttttttttctttttatttttctcattttttttc(T)1069 85690936 85691004 GGGGCATTTTTGTCTCCTTT ACCATGTGCATTGATGTGCT 173

Ai05B18375 Araip.B05 18375 p2 (TA)6 12 85716836 85716847 AACCCCAGCCCTACTAGGAA AAGTTCACGTACAAACGGGG 219

Ai05B18378 Araip.B05 18378 p3 (TTC)6 18 85728603 85728620 TTTCCAATGCCGCTAAAATC CAGGTAGCATTCGGATGGAT 151

Ai05B18380 Araip.B05 18380 p4 (AAAT)5 20 85730384 85730403 CAAACCCACAATTTGAGTGC TCCACTTTAACACTTTTGGAGTCA 247

Ai05B18383 Araip.B05 18383 c (TA)9tgttgagatctcttgcttctctaaaagg(T)1056 85748275 85748330 CCTTTTGCATTGAGCCTATCTT TTGGGTCTTACATTCCACCC 229

Ai05B18384 Araip.B05 18384 p2 (AG)6 12 85749604 85749615 GCTAACAAGGATCGGAGCTG CGAGATTGGTTTCTCCTCCA 236

Ai05B18387 Araip.B05 18387 c (T)12gaaa(T)10 26 85792445 85792470 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 245

Ai05B18388 Araip.B05 18388 p2 (AG)6 12 85795472 85795483 GCCTTTTTCTCTGTCCTTGC TTCCCTCCCCCATCTTATTC 211

Ai05B18389 Araip.B05 18389 c (T)10aaatcaaaaataaaaataattagttaataaaaaacgaaatttttgaaaaagagggaagatattttcgaaaatt(AG)695 85797332 85797426 GAGGGGGAAGTGAATTTTCG TTTTTGTTTGTTTCTTAACCTTTTCA 227

Ai05B18392 Araip.B05 18392 p2 (CT)6 12 85803293 85803304 TTGCATAAAAAGGGAAATCAAA GCAGAGTGGGAGGAATCAAG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B18396 Araip.B05 18396 p2 (TA)9 18 85832454 85832471 TCCCATCTAAATTGTAAAGGCAC GGTTTATCAACCTCCCCACA 279

Ai05B18402 Araip.B05 18402 p3 (TCT)8 24 85898171 85898194 TCAACATCTCTTTCCCACCC AACTTAGCATGTTGCTCGCC 134

Ai05B18403 Araip.B05 18403 p4 (TTTA)5 20 85904488 85904507 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 267

Ai05B18406 Araip.B05 18406 p5 (TTTTC)5 25 85925050 85925074 TTCCAGCTGAGGCAAAACTT AACACCCAAATGGTGCATCT 225

Ai05B18412 Araip.B05 18412 c (ATAC)9atatatt(TA)757 85991482 85991538 GCGCCATAAAGCAAAGGTTA TTTTGCGCTTCTGAAATCCT 191

Ai05B18413 Araip.B05 18413 c* (TC)7ctt(TC)7cttctatctcttcttttccccctctttctcttccctcttcctctcttccctttccttcctatctc(TCT)5(TC)9*126 85999320 85999445 GGTTAACCAAAACCAAAACCT AGCAAAGAAGAGGGAGGGAG 252

Ai05B18414 Araip.B05 18414 p4 (TAAA)6 24 86009033 86009056 AAACCGTTTTCAAAAATCATCA GGGTTAGCATATGACCCCAG 239

Ai05B18417 Araip.B05 18417 c (GA)8aagagagagggaagagagagaagagagggagg(GA)1884 86018954 86019037 TTTTCCTCCTCTGCTCTCCA TCCCTTCCTCTTCTCTCTTCC 238

Ai05B18418 Araip.B05 18418 p2 (AT)6 12 86025256 86025267 ACGATGGTAGCATTTTTGCC TCAGTTCGGCTCGGTTATCT 170

Ai05B18419 Araip.B05 18419 p2 (GT)6 12 86038831 86038842 TGGGAATTTTGGGTAGCTAGG CAGGGTTGTAATGGGGCTAA 128

Ai05B18420 Araip.B05 18420 p4 (TTGT)8 32 86042246 86042277 CCTCACTTTTCTCCTCCTTTCA TCCACCAATTCAAAAAGCAA 232

Ai05B18421 Araip.B05 18421 p2 (GT)6 12 86046646 86046657 TTGTGCCACCAATTTAAGCA AGGGACAGCAGAAGCAAAAA 244

Ai05B18423 Araip.B05 18423 c (T)10ctatttttttcgccc(T)1237 86063633 86063669 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 223

Ai05B18424 Araip.B05 18424 p3 (AAT)5 15 86066406 86066420 TTATTTTCGGCTGCCATCTC GTCTCCCCCTTCTCTTCCAC 253

Ai05B18425 Araip.B05 18425 c (T)12cgaaaatttttgaaataaaaataattagttaattaaaaagaaatttttgaaaaagggggagatattttcgaaaact(AG)6100 86066654 86066753 TGGGGGAGGTATAATTTTCG TTGGTTTTCAAAATTTGTTTCA 259

Ai05B18427 Araip.B05 18427 p2 (GA)6 12 86079421 86079432 CAGAGAGGGAGAGAGGTTCAAA TTCATGCATGTGTTCTTCATTG 152

Ai05B18430 Araip.B05 18430 c (TA)7ttagttgcttgatgcaacccagagctatatttatatatatattagttgcttgatgcaacccagagcgctatatt(TA)6ttagttgcttgatgcaacccagagctatatt(TA)6143 86134721 86134863 TGCTTGATGCAACCCAGAG GGGGAAGCGAAAAATAGCTG 280

Ai05B18433 Araip.B05 18433 c (T)10gtaaaagaaaataaaaattaattagttaaaaaaaaatttttgcaaaagagggaagatattttcgaaaatt(AG)692 86141813 86141904 TTGAATTCAGCAGCTTGTTTG TTTCAAAATTTGTTTCAACTAACCA 240

Ai05B18436 Araip.B05 18436 p2 (TC)15 30 86155163 86155192 TTCACCACTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 169

Ai05B18439 Araip.B05 18439 p3 (AGT)5 15 86159885 86159899 CCCTGACAGAACCGGAACTA AACTAGGTTTGTTACAAGCGCC 111

Ai05B18441 Araip.B05 18441 p2 (CT)6 12 86169316 86169327 TTGTTTCTTATCTTTTTCAAAACTACC TGGCAGAGATGTGAGATGAGA 278

Ai05B18442 Araip.B05 18442 p3 (TAT)5 15 86169657 86169671 TCACATCTCTGCCATCCTCA TATTCTTGGCCTTGCTCCTG 176

Ai05B18445 Araip.B05 18445 c (A)12ccaacctacgcggaagcgcaaa(GC)646 86206313 86206358 TGCTTGAATTGCAAGTTTTCTC TTTGGTCCTTGCCCAGATAG 217

Ai05B18447 Araip.B05 18447 p3 (ACC)5 15 86217921 86217935 CTATTCCATGGGGTGAATGG CTGGACCTCAGTGGTGGTCT 275

Ai05B18449 Araip.B05 18449 c (T)16ggactctaaagtgaagttgcagaaattaaagagg(A)1060 86222427 86222486 TACCTTTCTTTCCCATCCGA CTACACGTTTCATGGGGCTT 242

Ai05B18450 Araip.B05 18450 p2 (TA)6 12 86230372 86230383 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai05B18452 Araip.B05 18452 c (A)10gccaacctacgcgcaagcgaaag(GC)645 86265150 86265194 TTTTGGAGGTCCTTTGATGC CCCAAAAATGGCACAACTCT 142

Ai05B18454 Araip.B05 18454 p2 (TA)8 16 86269195 86269210 TGTTTGTCAATTGATTTTGGGA CTCTTTTGATCGCCACACCT 265

Ai05B18455 Araip.B05 18455 p3 (TTC)5 15 86282029 86282043 GTTAGGTTGCCTCCCAACAA CCAGCAAGCAAACTCAAACA 193

Ai05B18459 Araip.B05 18459 p4 (TTTA)6 24 86316401 86316424 CCATGATGGAGAAAGGGAGA CAATTGGCTAGAGCGTTGGT 239

Ai05B18464 Araip.B05 18464 c (T)10cgaaaaaatttaaaattaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6106 86357462 86357567 GAGAGAAGGAGGGAATTTTCG TCCTTTCAAAATTTGTTTCAACT 270

Ai05B18467 Araip.B05 18467 p3 (AAT)5 15 86368680 86368694 AATTATTTTGGTGTTTGGGGG CGAAAAATTGTCTTTTCGGC 177

Ai05B18469 Araip.B05 18469 c (AT)7cacgcggccggatgggtcatgcggtcgcgtgggtggtgtttctcgcaatatgacgcgatcgcatgtggcatgcggtcgcgtcgtgcaccccctttttttc(T)10124 86391931 86392054 TCCAGCCTAACTTTCTGTTCG AAACCTGGAATCATGCATAGC 225

Ai05B18472 Araip.B05 18472 p2 (CT)7 14 86421619 86421632 TGCATCCATACATAGCAGGC AAAGGGACATTGAACTTGCG 157
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Ai05B18478 Araip.B05 18478 p2 (AT)11 22 86460523 86460544 CATGCCGTAAAGCAAAGGTT GTTCACGCTTTGTAATGCCA 146

Ai05B18479 Araip.B05 18479 p2 (TA)9 18 86460979 86460996 ACCGAGCTTGAGCTTGGATA TCACGAGCTGGCTCAAATAA 274

Ai05B18480 Araip.B05 18480 p2 (AT)6 12 86465160 86465171 AATCCCGATTTCCCGAATAC TTGCTTGATGCAATCCAGAG 269

Ai05B18484 Araip.B05 18484 p2 (AT)10 20 86477343 86477362 GTAATCCCAATTTCCCGGAT CTTGATGCAACCCAGAGCTA 276

Ai05B18485 Araip.B05 18485 p2 (AC)11 22 86482170 86482191 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 263

Ai05B18486 Araip.B05 18486 p2 (AT)14 28 86482363 86482390 TGGGGTAATTTTGTCCCCTT AACTGTGGGAACTTGGGTTG 225

Ai05B18488 Araip.B05 18488 p3 (TTC)5 15 86504830 86504844 TTTATGCCAACTCTGTGCCA GGTGGGTTGTGGAAGAGAAA 247

Ai05B18491 Araip.B05 18491 p2 (GA)9 18 86540768 86540785 TCGAACACAGAGAGGGAGAGA CGAAAATCACTAACCACTTTTTCA 256

Ai05B18492 Araip.B05 18492 c (TA)16(T)10 42 86564164 86564205 TTTACCTTGGGGCATTTTTG ATTTTTGCACATGAAACCCC 223

Ai05B18493 Araip.B05 18493 p2 (CT)6 12 86566614 86566625 TGAACCTGGAATTGAGAAGGA ACGTATCAGAAATCGCTGGG 242

Ai05B18494 Araip.B05 18494 c (TA)7(T)10 24 86567962 86567985 TCACTTTGGGGCTTTTTGTC TTAAGTGTGGGGAAGTTGGG 240

Ai05B18495 Araip.B05 18495 p2 (CT)6 12 86572113 86572124 TGAACCTGGAATTGAGAAGGA CGTGCTGGACGTATCAGAAA 250

Ai05B18498 Araip.B05 18498 p3 (CTT)5 15 86590328 86590342 TCTTGACTTTCCCATGGAGG CCACTCGACAAGTGAAGCAA 247

Ai05B18499 Araip.B05 18499 p2 (CT)6 12 86593995 86594006 TGCAGGGATGAGAAATCCTT AGAGGGGTGTGTATGGTTCG 262

Ai05B18500 Araip.B05 18500 p3 (CAA)5 15 86600433 86600447 TCCAGGAAATGGAGGAACAC AAGGTGATGAGCTGTGGCTT 193

Ai05B18503 Araip.B05 18503 p2 (TC)8 16 86633916 86633931 TTCACTTGACACCTTCACGC AGAACAAGGCTTGCGAAAAA 247

Ai05B18504 Araip.B05 18504 c (TC)6(T)11 23 86636440 86636462 GCCTTTTGGTTTTAAGGGCT TACATGTGGTGGCAATGCTT 262

Ai05B18508 Araip.B05 18508 c (A)10ttttcaaaaaaattttcctctttttcatttttcccaaaaaatattttc(A)1270 86681903 86681972 TTTGGACAATTGACGGTTCA CCAAAGGAATTTGGACATGG 250

Ai05B18509 Araip.B05 18509 p2 (TA)7 14 86685623 86685636 TTGGCTTCATAACCTGGAGC TTTCAAGGTTGTAATGGGGC 190

Ai05B18515 Araip.B05 18515 p4 (AAAT)6 24 86744477 86744500 GAAACTGTGGGAACTTGGGT TTGGGATAATTTTGTCCCCTT 195

Ai05B18521 Araip.B05 18521 c (T)10gaaaatcttcacctatttttatttattttattttaatttatttttgaaataat(TAAA)687 86804505 86804591 CTTTTTCAAAACATCCTGACCA CCATGATGGAGAAAGGGAGA 168

Ai05B18524 Araip.B05 18524 p2 (TC)9 18 86816159 86816176 TTTTATTTCTTCCCTTAATTTTCG AGAGAGGGAGAGAGGGTTCG 181

Ai05B18528 Araip.B05 18528 p2 (AG)6 12 86847310 86847321 GGTGAGGTAGGTGGGGTTTT TGACACCTCAGGATTGTGGA 175

Ai05B18529 Araip.B05 18529 c (TA)7ttagttgcttgatgcaacccagagctatatttatatatattagttgcttgatgcaacccagagctatact(TA)798 86854940 86855037 CAGAGAAAAGAGAAACCAGAACA TAGCTCTGGGTTGCATCAAA 232

Ai05B18530 Araip.B05 18530 p2 (TA)6 12 86855234 86855245 TACCTACAGCCATTTTCCGC AATCCCGATTTCCCGAATAC 148

Ai05B18532 Araip.B05 18532 p2 (TA)19 38 86863817 86863854 AACTCCGCAGGCTGTGACTA ACCAGAAGCCTGATGAAGGA 253

Ai05B18534 Araip.B05 18534 p2 (GA)6 12 86888692 86888703 CGAACACAAAGAGAGAGAGGG CGAAAACCACTAACCACTTTTTC 247

Ai05B18540 Araip.B05 18540 p3 (CTT)5 15 86912774 86912788 AACCCTTTCTCTTTCACCATCA GGCCTTCTGAACATTTTTGC 151

Ai05B18541 Araip.B05 18541 p2 (TA)8 16 86913690 86913705 ACAGAAACACTTTGGGTGGC TGGTTGAGCCTGTAATGCAA 238

Ai05B18544 Araip.B05 18544 p2 (CT)8 16 86930082 86930097 CCCTTCTTCCTTCTTTCTCCC TGCCGAACAATTTTACAACG 255

Ai05B18546 Araip.B05 18546 p2 (TC)8 16 86955605 86955620 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGGGAGAGA 254

Ai05B18549 Araip.B05 18549 p3 (TCT)5 15 86968279 86968293 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 246

Ai05B18550 Araip.B05 18550 p2 (GT)6 12 86988868 86988879 GGGGACAAAATTACCCCAAT TGTATGGCCAAGTGAGCTGT 209

Ai05B18551 Araip.B05 18551 p3 (GTT)5 15 87026454 87026468 GGATTGCCTTTGGTGAGGTA ATCAAGGATGGAGGCACAAC 134
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Ai05B18552 Araip.B05 18552 p3 (TTA)6 18 87038117 87038134 TCATATTCGAACCTCCAACCTT TCGAAGATACCAAAATCGAGTC 280

Ai05B18555 Araip.B05 18555 p2 (CT)7 14 87052494 87052507 AGGATCTGTGGACCGCATAG GTTTGGGAGGGAAATGGTTT 210

Ai05B18556 Araip.B05 18556 p2 (AT)8 16 87054852 87054867 AGAGGCTCTGGGTTGCATTA TTTGTCCCGCTTGCATATTT 266

Ai05B18557 Araip.B05 18557 c (T)10gttaggtaggatagattgcatgataatagttgctggcaagtatgttttgcttggttagagtgataagttctttttcaagacc(T)10102 87075322 87075423 GCCAAGCCTTAAGTGTGGAG CCAAATTACAATCCTCAAACGA 237

Ai05B18558 Araip.B05 18558 c (ATAA)5taaaaaaatttattacaat(ATAA)559 87075999 87076057 TGGGTGCCTAATCATGTGAA GGGCTAAGGTAAGGGTGAGG 194

Ai05B18563 Araip.B05 18563 p3 (ATT)5 15 87106441 87106455 AAGTTGTTTGCTCCAATGGC AGTGAGCCATGTCCAGATCC 230

Ai05B18565 Araip.B05 18565 p2 (AG)6 12 87113830 87113841 AAGGTAGATGGGGTTTTGGG CCTAAATGGAGCAGGGATGA 171

Ai05B18571 Araip.B05 18571 p3 (AAG)5 15 87146928 87146942 ATAGAGGAGCACGACCCAAA TACCTGCAAGGGACTTCGAT 239

Ai05B18572 Araip.B05 18572 p2 (CT)8 16 87151101 87151116 GCATCCATTCATAAGGAGGCT TCATAAGCCAATTGGGAAACA 232

Ai05B18573 Araip.B05 18573 p2 (CT)7 14 87158811 87158824 GGCACACCAATCGAAACTCT TGGGCCCATTTCCTAACATA 176

Ai05B18575 Araip.B05 18575 p2 (TA)8 16 87189402 87189417 ATTCCGCACTTTTGGTTGTT TTGGGGTGGTACCCTAAAAA 271

Ai05B18576 Araip.B05 18576 p3 (TTC)5 15 87199566 87199580 CCCAGGGTCTATTTGAACCA AACCAAGCATACACAAGGGG 266

Ai05B18578 Araip.B05 18578 p3 (TGG)5 15 87211180 87211194 TGGGTCTCCTCATCTGAACC TCTTCGTCATTAGCCCCAAC 239

Ai05B18580 Araip.B05 18580 p2 (AG)7 14 87225946 87225959 TGGTGGAAGCTCTTGTATGC CCCTCTCTTCCCTTCCTCTC 226

Ai05B18581 Araip.B05 18581 p2 (AG)6 12 87227321 87227332 AGGCTACAGAGTGGGGGAAT GGAACATTGAACCTGGATCTG 176

Ai05B18587 Araip.B05 18587 c (T)10cttttttttctaagtgttccc(T)1041 87244315 87244355 CACCTTTCTCTCCAAGCGAC CATAAGCCACCCTAACCGAA 280

Ai05B18590 Araip.B05 18590 p2 (AG)6 12 87289949 87289960 GGAGCTTCCGTCCTTAAACC ACATCGACAGCTAACCAGGG 255

Ai05B18591 Araip.B05 18591 p2 (GA)6 12 87294998 87295009 GGTGTGCAACATTCAAACCA ACTCCCCCTCTTCACCACTT 277

Ai05B18593 Araip.B05 18593 p3 (TAT)5 15 87313787 87313801 GGTGGATTCATCTTCCACTCA CTTGTTGCAGTTGCTTGCAT 251

Ai05B18594 Araip.B05 18594 p3 (TAT)7 21 87328527 87328547 CGTGTGTTATGTACTTATGGGTATCAC CTGGTGCCACCTTTTGTTTT 279

Ai05B18597 Araip.B05 18597 p3 (CAT)11 33 87338511 87338543 CCAACTCACTTCTTCTCAATCAA TGGCTATGATGGTGGTTGAA 200

Ai05B18605 Araip.B05 18605 p3 (TTG)7 21 87375598 87375618 CTGTGGTGGTGGTTGAAGTG TGACAACACAAGGTTGGCAT 250

Ai05B18606 Araip.B05 18606 p2 (TC)6 12 87385225 87385236 GGCAAGAAACTGGCGTTAAA GAGGGATTTTTGGGGAAGAG 221

Ai05B18607 Araip.B05 18607 p5 (AAGAT)5 25 87399233 87399257 AAAGGGCCCAGATAGAGGAA CCGGAGGGTGATAGTACCAA 272

Ai05B18608 Araip.B05 18608 p2 (AG)6 12 87400058 87400069 CCAAGGATTGAGGGGAGAAT CCAAATCCAACAAAGGGTTC 268

Ai05B18609 Araip.B05 18609 p2 (CT)8 16 87411234 87411249 CTCAATGGAGCAGGGATGAT ATTAGGGTTGGGTTTGGGAG 252

Ai05B18611 Araip.B05 18611 p5 (AAGAT)5 25 87437003 87437027 GCCCAATAAAGGGGTCAAAT CCTGGGTGCTCCAGTGTATT 188

Ai05B18615 Araip.B05 18615 p2 (AG)6 12 87469122 87469133 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 256

Ai05B18620 Araip.B05 18620 p3 (CAT)5 15 87504818 87504832 CCACAATCGACCTCCAGTTT AGATGGCAAGATTGTCCCTG 127

Ai05B18621 Araip.B05 18621 p4 (CATT)5 20 87530134 87530153 CCAGTTCCAAGCCTGAAAAA AAAACCTAGAGAGAGGAGAGAGCC 153

Ai05B18622 Araip.B05 18622 p3 (TTC)7 21 87535249 87535269 GGGAATCAACACCTTCCAAC TGGAAGAACAAAAATGCATCA 279

Ai05B18629 Araip.B05 18629 p2 (CT)6 12 87597194 87597205 AGTTTCAGCGACTGAGGGAA ATCGTCGATTGAAGGTGTCC 274

Ai05B18630 Araip.B05 18630 p2 (TA)7 14 87607545 87607558 TGGGGTAATTTTGTCCCCTT AAAGTGTGGGAACATTGGGT 199

Ai05B18634 Araip.B05 18634 c (T)10cgcctaa(T)13 30 87621864 87621893 GGCTCAAACAATCCCTGGTA TGAAGCAAGAAAAAGCAGCA 205
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Ai05B18636 Araip.B05 18636 c (GA)14a(AG)8 45 87634243 87634287 CCTGCTCACATGCTTGTTGT AATAATAGTGGTGGCGACGG 226

Ai05B18637 Araip.B05 18637 p3 (AGA)5 15 87641626 87641640 TTGCCTTCCCTTTCCTCTTT AAACCCCTCACCACTCCTTC 243

Ai05B18641 Araip.B05 18641 p3 (TTC)6 18 87679711 87679728 TCCCCTCACACACTTTTCCT CCAATTGGATGAAGATCGAAA 257

Ai05B18646 Araip.B05 18646 p3 (TTC)5 15 87709205 87709219 TTCTTGGCCGAATACACCTC TCTTGTGTGCCATCATTGGT 158

Ai05B18650 Araip.B05 18650 p2 (AT)6 12 87742514 87742525 GGCAAGGTTAAAGTGGTGGA TTTCCCATGTCATTTGCTAAAA 197

Ai05B18653 Araip.B05 18653 p2 (AG)6 12 87768766 87768777 AAACCTGGGATCGAGAGTCA AAAATCCAACGTGGCAAAAT 246

Ai05B18657 Araip.B05 18657 p3 (TCT)5 15 87794461 87794475 GCTCCTCTTGTTCGGAAGTG CTTCCAGTGCGACATCATTG 275

Ai05B18661 Araip.B05 18661 p2 (CT)7 14 87833072 87833085 ATTTCCCTCCCAAAACCAAC AAAATGTTTGCTCGTCCCC 204

Ai05B18667 Araip.B05 18667 p2 (AT)10 20 87862359 87862378 TCCCTTAAAGATCGCGCTAA GGGAGACGACGATAATGGAA 220

Ai05B18668 Araip.B05 18668 p3 (CCT)6 18 87862516 87862533 TTCCATTATCGTCGTCTCCC GAACCACACCGTAGCCACTT 220

Ai05B18669 Araip.B05 18669 p3 (CAT)6 18 87862998 87863015 CCTCTTCTTCTTCCTCCTCCTC TGAATGTAATTTCATCCTCTTCCA 213

Ai05B18672 Araip.B05 18672 p5 (AAATA)5 25 87892553 87892577 CTTTGTGCGTATGAACCCCT AAAATGTTGCCCAAAACAGC 276

Ai05B18679 Araip.B05 18679 p3 (GAA)5 15 87938660 87938674 CGGTCTTAGGTGCCATCAAT TCTTCCTCTTCTTGGCGAAA 167

Ai05B18687 Araip.B05 18687 p3 (GAA)5 15 87982035 87982049 CTCTTGTCTTCCCTTTCCCC GCCCTCCATTCTTCATCAAA 243

Ai05B18691 Araip.B05 18691 p2 (TA)8 16 88008372 88008387 GACAGAGCAGAGGACGGTTC CCCCAAGATACAAAGGCGTA 260

Ai05B18695 Araip.B05 18695 p2 (TC)7 14 88041380 88041393 CACCTCAGGATCTGTGGACC ATAGGTGAGGGGTTTTTGGG 114

Ai05B18697 Araip.B05 18697 p3 (TTC)5 15 88062888 88062902 CTTGGCCAAATTGCTCTCTC TGGGAATGGAAAGCAAAAAG 146

Ai05B18699 Araip.B05 18699 p2 (AT)6 12 88064575 88064586 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 197

Ai05B18702 Araip.B05 18702 p3 (AAT)5 15 88140206 88140220 GCAACAACAACACAAGCACA TCAGCTCCACCTTCCCTCTA 123

Ai05B18703 Araip.B05 18703 p2 (TC)6 12 88140448 88140459 TTATCTTCTCCAACCGTGGC CAGGCAAGGTAACCCAAAAA 192

Ai05B18704 Araip.B05 18704 p4 (ATTT)5 20 88141466 88141485 TTTCCTCGGACAGCTTTTTC CCAGAGGACCAAAGGTTTCA 221

Ai05B18706 Araip.B05 18706 p3 (GTA)5 15 88145973 88145987 CCCAAAACGTGTCTCACAAA TGCCCTCTGATCTCTTGTCTC 184

Ai05B18709 Araip.B05 18709 p2 (TA)8 16 88152418 88152433 TTTGACTTTGTGTTTTTGTTGC CCAAGGCTCCATAACTGCAT 136

Ai05B18713 Araip.B05 18713 p2 (AT)6 12 88159688 88159699 TGGGATTGCTGTTTCTGAAG TTCTCCTCCTCTCACCAAGC 226

Ai05B18717 Araip.B05 18717 p3 (TTA)9 27 88185213 88185239 TTTTCACGCCCAACTTTTTC TCCATGCAATGGAAGCAATA 200

Ai05B18718 Araip.B05 18718 c (GT)6tt(GA)7 28 88185971 88185998 TGAGTTCCCTCCATTCATCA CACTTGTAAATGCATCCCTGG 232

Ai05B18721 Araip.B05 18721 p2 (TG)7 14 88223620 88223633 TCTCCCTCATGAGTTCGTCC AACCCATTACCCCCTTTCAC 258

Ai05B18723 Araip.B05 18723 c (A)10gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaagagaagaaagaa(AAG)587 88247664 88247750 GCGCCTTCAAGCTTATCAAA TTCACGTTCTTCCTCTTCGG 265

Ai05B18724 Araip.B05 18724 c (T)11atgttattttttctttttttcctttacgttaattttttctttttttttcctttacgtta(T)1080 88253920 88253999 CACTTTGAGTGCAGGGAGGT GCCGGGGATTGATAGTGATT 241

Ai05B18725 Araip.B05 18725 c (A)11taaaaattaaaaattaaaaattaaaaaattcatgtacattgatatgttatgttgcttttatgattc(A)1087 88259536 88259622 GGAATTTGGGTGCCTACTCA TGGGGTAATTTTGTCCCTTT 175

Ai05B18726 Araip.B05 18726 p2 (GT)6 12 88259804 88259815 TGCAAAAGTGGAAATTATGGG GGGCTAAGGTAAGGGTGAGG 144

Ai05B18729 Araip.B05 18729 p2 (AG)7 14 88280662 88280675 TGGGGAAGGAGTCATAGTGG CATGGAAACATAAAATTGCATCA 279

Ai05B18733 Araip.B05 18733 p2 (GC)6 12 88307176 88307187 GATTGATTGGGTGCATAGGG GGCATGAAGTGGGCATAACT 205

Ai05B18734 Araip.B05 18734 p2 (GC)6 12 88307639 88307650 TGCTATCACTCTCACCGACG GGTGGGTTGTGGAAGAAGAA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B18735 Araip.B05 18735 p2 (TA)6 12 88310269 88310280 GAAATCCCAAGAAAAGGGGA TTTATCTTGGGGCGTCTTTG 128

Ai05B18738 Araip.B05 18738 c (A)10gcaataaaagaaaaaaagagtttgcg(A)1046 88331354 88331399 GGTGGCATTGCTTTTGTTTT TGCTCTTGCCTTTTGGTTTT 216

Ai05B18740 Araip.B05 18740 c (GA)8cagac(AG)1653 88341445 88341497 ACCATCGCCAATGTCAAGTT AGGAGTGGCTCCAACAGATG 229

Ai05B18742 Araip.B05 18742 p2 (CT)6 12 88361412 88361423 TTCAAGGCCAAACCAAAAAG TAATCCCCAATTCCCCAAAT 169

Ai05B18743 Araip.B05 18743 p2 (AG)6 12 88368841 88368852 TTGTGAATTCCATCCCCAAT CAACTTCATCACAGGCTCCA 237

Ai05B18744 Araip.B05 18744 p2 (AG)6 12 88372307 88372318 AGGAGTGGATCCTTCCTTGA AGCCCGAATAGAGAGAAGGG 203

Ai05B18745 Araip.B05 18745 p2 (AT)8 16 88378274 88378289 GGTTGTAATGGGGCTAGGGT GGACAAAATGCCCCAAAGTA 235

Ai05B18746 Araip.B05 18746 c (T)10ctttttcttttctttctatataa(T)10gttttttttatgtacttatatacaaaagtaccaatgcatacggcttacatattcaatagacacatgagtctatacccaattcccaatattttc(A)10146 88378495 88378640 TACTTTGGGGCATTTTGTCC ACTTGGGGACATTGGTTGAG 213

Ai05B18747 Araip.B05 18747 p2 (AT)7 14 88382232 88382245 CATTCGGTGATTCAGCCTTT GTCAGGACCTGGGATGTTGT 114

Ai05B18750 Araip.B05 18750 p3 (TCT)5 15 88413206 88413220 CCCCCTCTTCTTCACTGTGT TCTCCAGAGGGTTGTGCTTT 236

Ai05B18754 Araip.B05 18754 p2 (TA)7 14 88458989 88459002 CAAAATCCAGTGAGGGTTCAA TTCCATGCAATGCAATCTAATC 277

Ai05B18755 Araip.B05 18755 p2 (AG)9 18 88462347 88462364 AAAAGAGGGAATGGATTTTCG CAGGAAAGCAGAGGTTCAGG 184

Ai05B18758 Araip.B05 18758 c (A)10gataagataagattttgaaaaagatatgatttttg(A)1055 88505595 88505649 CCACAGGGGTGAGAGTTCAT TTGCAAACGTGTGCCTTATT 277

Ai05B18762 Araip.B05 18762 p2 (TA)6 12 88515210 88515221 TGGAGTTTTCATCCACCACA AATCTTTTTGTTGGGGGTCC 185

Ai05B18768 Araip.B05 18768 p2 (AT)16 32 88630380 88630411 TCTCATGTTGGTGGAGGTGA CGGTTTCACGACTTTGCTTT 205

Ai05B18769 Araip.B05 18769 p4 (ATAC)13 52 88630715 88630766 GAAAGCGATAAACGTGGACC TGTATTCTGGGCCTTTTTGG 163

Ai05B18777 Araip.B05 18777 c (A)10tgtttaggacatgattcatgcatccaataatttaatcatatgcattgagaaaaataaaagaaaagaaaaaaac(TA)9101 88660283 88660383 GTGTGGGAAAATTGGGTTTG TACTTTGGGGCATTTTGTCC 238

Ai05B18780 Araip.B05 18780 p2 (TA)7 14 88670963 88670976 TTGCTTAATGCAACCCAAGA CCTCAGGGCAACAAACAAAT 205

Ai05B18785 Araip.B05 18785 c (AT)8tatgatt(A)13g(A)1754 88726837 88726890 GTGCACTTGCCGGTTAGTTT TCCATCACATATGCATTGACTCT 238

Ai05B18788 Araip.B05 18788 p2 (AT)9 18 88736996 88737013 GGAAGCATGCTCATGTGAAA TGGGGTAATTTTGTCCCCTT 171

Ai05B18793 Araip.B05 18793 p2 (TA)33 66 88799126 88799191 AAGAAAAAGATGCAAAATGCAA GGGGAGGATTCACCATTTTT 243

Ai05B18797 Araip.B05 18797 p4 (TTTA)5 20 88832588 88832607 ACTGGAGAAGGTGGCTGCTA CAAGGTCCGGTTCACTGTTT 159

Ai05B18799 Araip.B05 18799 c (ACC)5aacaccaacaccaccaccagcaccaccaccaacaccaccactaccaacaccaca(ACC)584 88838530 88838613 CCGTCCCCATTGTAATTTTG GGTGTGTTGCTGTTGTTTGG 273

Ai05B18800 Araip.B05 18800 p3 (AAT)13 39 88842473 88842511 TTGCTAGCTTTTCCTGCACA TTCCCACCTCCACCATTAAC 279

Ai05B18801 Araip.B05 18801 p2 (TC)17 34 88843215 88843248 GGGCAAACTAGGAAAGGAAGA CATGCAACGTTCATTTGATTG 263

Ai05B18803 Araip.B05 18803 c (ATT)29aaaaaagtt(A)11107 88848082 88848188 GAACAGAAACAAAAGAGAGGAAAAA GAGATATTCAATTAGATGAAACCCA 261

Ai05B18804 Araip.B05 18804 p3 (TAC)5 15 88854987 88855001 GCGATAAACAAAGCAAAAGTCA CAACCGGCACTTCTCTACCT 279

Ai05B18805 Araip.B05 18805 c (T)12gaaatcaaaaataaaaataaaaataattagttaattaaaaagaaatttttg(A)1376 88859267 88859342 CCAATGGAAGAGATGTGAGATG TCAAAACCACCTAACTAACTCCCT 277

Ai05B18808 Araip.B05 18808 c (A)12(T)12 24 88859922 88859945 TGTCTAGCTGGAAATCATTTTTGA TGGTAATGCGACAACTGCAT 112

Ai05B18812 Araip.B05 18812 p2 (GC)6 12 88889181 88889192 CTCGGGTAAATGGTCCAGAA GGCCTGCACTATGCAAAAAT 127

Ai05B18813 Araip.B05 18813 p3 (TTA)5 15 88894878 88894892 CCGGTGAAGAAGGAATTGAA AGTGCTGGGGATGAAGATGA 270

Ai05B18816 Araip.B05 18816 p2 (TA)11 22 88898590 88898611 CGGCCGGAGAATATTTACAA GGCAGTGGGAACTAGAATGAA 150

Ai05B18818 Araip.B05 18818 p2 (AG)6 12 88904896 88904907 ATCAGCGTGGCAGATTTCTT ACATTGAACCTGGAACTCGG 270

Ai05B18821 Araip.B05 18821 p2 (AG)6 12 88911536 88911547 CCAATCTTCGACCCAGAAAA ACATTGAACCTGGAACTCGG 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B18824 Araip.B05 18824 p2 (AG)6 12 88918725 88918736 GAAGGGGGAATGAACCAAGT TGGCAAAATAGGGAAATTAACAA 237

Ai05B18825 Araip.B05 18825 p2 (AT)8 16 88938340 88938355 AATTCAACGCCTCCGTGTAG GCGGCTAACTTTATGCATGG 257

Ai05B18830 Araip.B05 18830 p2 (AT)6 12 88947042 88947053 CCACACATCTCCTTCGATCC GGCAAGGGTTCAGAATTGG 274

Ai05B18832 Araip.B05 18832 c (TAT)5tagagaatttctattcttatataccactggtaattttttttccttctatattttttaattttctcaaaatagtt(A)1099 88948234 88948332 TCATGTTAGAAAAGATGTTTTGGG TCCATTTGGGTGTTTCTATGTTT 244

Ai05B18837 Araip.B05 18837 p2 (AG)7 14 88970496 88970509 ACAAAGAGGGGAGATGGGAT CTGTGGGATTCGACCTCACT 256

Ai05B18839 Araip.B05 18839 p3 (TTC)5 15 88973757 88973771 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 165

Ai05B18842 Araip.B05 18842 p2 (TC)6 12 88996863 88996874 GGGTAGCAACCTGGCATTTA GGGTATTTGGGGGAGAGTGT 179

Ai05B18845 Araip.B05 18845 p2 (AC)6 12 89034835 89034846 TAGAAATGGAAAACCGGGTG ATATCGCGGATTGAATGGAG 223

Ai05B18846 Araip.B05 18846 p2 (TA)9 18 89037909 89037926 TTTTGCGCTTTTGAAATCCT GCATAATTGGTCCATCCCTC 228

Ai05B18847 Araip.B05 18847 p2 (AC)6 12 89040439 89040450 TGGACCCAAACCCAATACAT AATCGGAGCACCGTAGCTTA 151

Ai05B18848 Araip.B05 18848 p2 (TA)15 30 89043447 89043476 GTATATGGCTTGCCGGCTTA CTAAGCTTTACCTCGCGTCG 247

Ai05B18850 Araip.B05 18850 p2 (GC)6 12 89063352 89063363 TCTGCTAGCACTCTCACCGA GGTGAGTGGCCAGAGACAAT 203

Ai05B18858 Araip.B05 18858 p2 (CT)6 12 89124431 89124442 GAAGCTGTGTCACCGTCGTA AGGAGACGAGGAAGAGGAGG 194

Ai05B18860 Araip.B05 18860 p2 (TC)6 12 89142113 89142124 AGTGATGGCACACGACAGAG AGGAGGAAGAAGAGCACCGT 193

Ai05B18861 Araip.B05 18861 p2 (TC)6 12 89147138 89147149 CTGCTCAGACAGCAGTGACG AACACAGGGAAGAGACTGCG 271

Ai05B18862 Araip.B05 18862 p6 (TTATTG)5 30 89155895 89155924 CACCACTTACTTTGGGGCAT ATGTGAAAAAGAGTTGGGCG 238

Ai05B18863 Araip.B05 18863 p4 (AACA)5 20 89157717 89157736 TGGAAGTGATGCTCAATGCT TTTCTTTTGGTTACATTTTAATGGC 248

Ai05B18866 Araip.B05 18866 p4 (AAAT)5 20 89163965 89163984 CTTACTGGCGTTTTCTTGCC GCAACCCAGCCATTAGAAAA 176

Ai05B18869 Araip.B05 18869 c (T)10ggtgaaccactacatactttttttatttattttgctacttttctg(TATTTT)585 89251852 89251936 ACCACCACCACAGAGACTCC GGCTAAAATATGAACTAAAGTGCAAC 278

Ai05B18870 Araip.B05 18870 p2 (TA)7 14 89253228 89253241 TTGGCCCCATTACAACCTTA TGCAACTACCTAAATGAATGATGC 273

Ai05B18872 Araip.B05 18872 p2 (GC)6 12 89261764 89261775 CGCGCAGCTTTAAAACAAAT TGTGCTGCATGTCAACTCTG 194

Ai05B18873 Araip.B05 18873 p2 (TA)6 12 89265233 89265244 AAGCTCCGAACTCGACCTG AGGCACCTTGTTGAGCATCT 248

Ai05B18879 Araip.B05 18879 p2 (AT)8 16 89331869 89331884 GGAAACGTTTGGTTTTGGAA TACTTTGGGGCATTTTGTCC 199

Ai05B18882 Araip.B05 18882 c (T)10gaaaacatttttatta(T)1036 89374214 89374249 ACAAATTGCTGCCTCAGTCC CGGTTCATCTTGTTGCTCAG 240

Ai05B18883 Araip.B05 18883 p5 (AAGAT)5 25 89387700 89387724 AACACGACCCAAATCCAAAG CCTGGGTGCTCCAGTGTATT 165

Ai05B18884 Araip.B05 18884 p2 (AG)6 12 89400126 89400137 GGGTGAGGAGAGCAGAGATG TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai05B18886 Araip.B05 18886 p3 (CAT)5 15 89414462 89414476 CGGCACAACAGAAGTCTTGA AGGAGCAGGTTTGGGTTCTT 155

Ai05B18888 Araip.B05 18888 p2 (TC)6 12 89435182 89435193 TCGAAAACTACTAAACCCTTTTTCA TCGAACACAGAGAGGGAGAGA 258

Ai05B18889 Araip.B05 18889 p2 (AG)7 14 89438710 89438723 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 136

Ai05B18892 Araip.B05 18892 p2 (CT)7 14 89463354 89463367 AAGCATCAACCATCGTCTCC GGTTCTGCTTCCCAAATCAA 202

Ai05B18895 Araip.B05 18895 c (T)12aaaaaaggagttagtaattttcgaaaaataatttttgaaaaaggttagtaa(T)11gaaaagtttaaaatcaaaagttaaaataattaattaattaaaaagaatttttgaaaaaaagggagatatttgttttatgaa(T)11166 89476779 89476944 TGGGAGAGGGAGAGGATTTT GACTAAAGAGCATAAGATTCCTGG 274

Ai05B18903 Araip.B05 18903 p2 (AT)6 12 89492534 89492545 TATTGTGCAAGTGACGCGAT GAGAGAGAAGGGTGCACGAC 226

Ai05B18905 Araip.B05 18905 p2 (AG)6 12 89512603 89512614 AAGTTGCACCCACTCGTGAT TCATAATGCAAATCAACCTGAAA 194

Ai05B18906 Araip.B05 18906 p3 (ACT)12 36 89516503 89516538 ATATATGCCCGAAGGCTCAA AAGGATCGATGACCAGCAGT 274
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Ai05B18907 Araip.B05 18907 p2 (CT)6 12 89535888 89535899 TTTGTTTGTTTCCTACCTTTTTCA GGATGAGAGGAGGGGAGAAT 223

Ai05B18910 Araip.B05 18910 p2 (AT)9 18 89554421 89554438 CAACCCAAGATTCACAGCCT TGCCCCTAGGATTAAGTTTGAA 220

Ai05B18916 Araip.B05 18916 p3 (TTC)5 15 89575952 89575966 TCCCTAGCTAGCCATCGAAA GAGACAGAGTTCAGGTCCGC 174

Ai05B18918 Araip.B05 18918 p2 (AG)6 12 89603309 89603320 TTGAATTTTCTCCGGGTCAC CATTGAACCTGGAATGGAGAA 199

Ai05B18919 Araip.B05 18919 p3 (TAT)5 15 89604807 89604821 AAAGGTTTGATAGGATGAAAATGAA CAGTGTCTTTCTTAATCAAACAACAT 183

Ai05B18925 Araip.B05 18925 p2 (GA)6 12 89615755 89615766 GAAGGTGAACATGCAAGCAA TCCTTCTCCCTTCTTCCTTCT 270

Ai05B18927 Araip.B05 18927 p2 (TA)6 12 89635708 89635719 CCAGCAAAGGAAGGAGACTG CTTGTGCGTTTCCAACGTAA 279

Ai05B18930 Araip.B05 18930 p2 (AG)7 14 89653466 89653479 AATGGGGGAATCAACAACAA GTTGGGAACATTGAACCTGG 160

Ai05B18934 Araip.B05 18934 p2 (TA)6 12 89674506 89674517 TTTGCACTTTTAGCTTATTAGTTGTGA TCAATGTGAATCTTTGAGTGGC 244

Ai05B18937 Araip.B05 18937 p2 (AG)6 12 89691951 89691962 GTTCTTGTCCTTGCTCCTGC CGAAAATCACTAACCATTTTTCAA 177

Ai05B18938 Araip.B05 18938 p2 (AG)6 12 89692122 89692133 CCCTTTAGGTGAGTGGAGGA TTTCCTATCTTTTTCAAAACCACC 247

Ai05B18941 Araip.B05 18941 p5 (TATTT)6 30 89715438 89715467 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 266

Ai05B18943 Araip.B05 18943 p2 (AG)6 12 89722736 89722747 ATAGGTGAGGGGTTTTTGGG ATTGTTCGAGCCTGGACATC 106

Ai05B18946 Araip.B05 18946 p2 (AT)6 12 89750803 89750814 CCCAACGACAGAAAAAGAAAA CAAAAGGTTGTGAACTAAACGC 272

Ai05B18948 Araip.B05 18948 c (TCAT)5caattcattcattcacttctcattattcacaatttaggttttagatgtagttttct(AG)892 89775150 89775241 GTTTTCGGCCCAGAAATACA TGATAAAGACTTCAACGGAGGT 234

Ai05B18949 Araip.B05 18949 p2 (CG)6 12 89782840 89782851 CCTTTCGCACAAACCAACTT GGAGTGTTGGATGAGGGGTA 230

Ai05B18950 Araip.B05 18950 p2 (AC)8 16 89785919 89785934 ACCAAGGAATGAAGGGGAAG GAATGATGAGTGTAACAACAAGGAA 209

Ai05B18951 Araip.B05 18951 p3 (AAT)28 84 89787923 89788006 TGCATACTCATGTGAGACCAGA TCATTAGGGTAATTTTGTCCCC 277

Ai05B18956 Araip.B05 18956 p2 (CG)6 12 89841413 89841424 TGCCTCTGGCACAAACCTAT TGGTGTTTGGAAGTGTTGGA 196

Ai05B18958 Araip.B05 18958 p3 (AAT)10 30 89857084 89857113 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 168

Ai05B18966 Araip.B05 18966 p4 (CTTT)5 20 89897002 89897021 CTTGAATTGAGCCACGCTTT TCAACCACCCTTTAATTGGC 231

Ai05B18967 Araip.B05 18967 p2 (AG)6 12 89909765 89909776 AAACTAAAAGAACATCAAACCTGGA GGCCCAGATCCAAGTACAGA 203

Ai05B18968 Araip.B05 18968 p2 (AG)6 12 89917800 89917811 TGTGGTTCATGAATGTTGGC TCCCCAATTAGAGGTGTCCA 211

Ai05B18969 Araip.B05 18969 p2 (AG)6 12 89931487 89931498 TCGAACACAGAGAGAGGGAGA TTTGGCCGAGCTCTTTTAGA 265

Ai05B18970 Araip.B05 18970 p2 (CA)6 12 89954953 89954964 CCTCGCAAGAGTCCTTTGAC TCGAGAAAACACAACTGGCA 233

Ai05B18973 Araip.B05 18973 p2 (CA)6 12 89964268 89964279 CCTCGCAAGAGTCCTTTGAC TCGAGAAAACACAACTGGCA 233

Ai05B18974 Araip.B05 18974 c (T)11gaattttttgaaaactgaaagaatttttttttg(T)1054 89966907 89966960 GACATGGCTTAACAGCCAGC GGGATTGTTCATGTTGGGAC 232

Ai05B18975 Araip.B05 18975 p2 (AG)6 12 89969324 89969335 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 227

Ai05B18976 Araip.B05 18976 p6 (CAACCT)5 30 89971344 89971373 CCGTCTTAAGGCAACTCCAA TGGTTAGGATTACCGCCTTG 254

Ai05B18977 Araip.B05 18977 p2 (CG)6 12 89976363 89976374 CAAGAGGTGGACAAGGAAGC TCACACACACACACACACACA 221

Ai05B18978 Araip.B05 18978 p2 (GC)6 12 89976626 89976637 GAGAGTTAAGCCAACCCCAA GGGAGAAGAGGAATGAAGGG 188

Ai05B18982 Araip.B05 18982 p2 (AG)6 12 89981024 89981035 AAGACCAAGGGTTGAAGGGT TTGCAATGGATCTCACCAAA 180

Ai05B18986 Araip.B05 18986 c (T)10c(T)10 21 90082147 90082167 GGGGCTGAGACATCAACATT GGATTGAGCAAGTAAGCCCA 242

Ai05B18987 Araip.B05 18987 p2 (AG)6 12 90110499 90110510 ATAGGTGAGGGGTTTTTGGG CAAGGGGTATTTTGCACACC 160
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Ai05B18990 Araip.B05 18990 p3 (TAA)10 30 90130618 90130647 GTCATCCCTTCCCAGATCCT TTTTTCAACTATTCCTTCCTTGAA 278

Ai05B18993 Araip.B05 18993 p3 (AAG)5 15 90135539 90135553 CGGTCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 235

Ai05B18994 Araip.B05 18994 p2 (CA)6 12 90143035 90143046 TCCTCTTCCATCTCGTCTGAA TGCTGCTAAATCTTCCTCATTG 141

Ai05B18995 Araip.B05 18995 p2 (AG)11 22 90144101 90144122 TGATCAAATCATTATGCTAATCAAG TGGAGGTTAAAATTTTGGGA 280

Ai05B18996 Araip.B05 18996 p3 (GAA)5 15 90147813 90147827 CGGTCTTAGGTGCCATCAAT AACACATCTCCCCCTCTCCT 148

Ai05B18997 Araip.B05 18997 p2 (GA)6 12 90150403 90150414 AGGAGCAGTGATGTGAGATGAA TCCTATCTTTTTCAAAACTACCCAA 269

Ai05B19000 Araip.B05 19000 p2 (AT)6 12 90169600 90169611 CCTCAGGGCAACAAACAAAT TCTGTAGCTTGAGGCAACCC 246

Ai05B19003 Araip.B05 19003 p3 (ATT)5 15 90202445 90202459 TCCCCTCTTTTTCACAACCA GTGAACATGCAAACAACCCA 279

Ai05B19005 Araip.B05 19005 p2 (AG)8 16 90233027 90233042 TCCCTCTTCTCTCTCTCCCC TCTCTCTCCCCCTTCCCTTA 237

Ai05B19012 Araip.B05 19012 p4 (TTTA)5 20 90276984 90277003 TTCAGCAGCTTGTTTTGCTC CCTAACCACTTTCTCTCTCCTCA 264

Ai05B19016 Araip.B05 19016 p2 (CG)6 12 90322553 90322564 CGCGTGAATTGCAAGAAGTA TACTAGGAGTGCACAGGGGC 197

Ai05B19017 Araip.B05 19017 c (GC)6acgt(GC)6 28 90322820 90322847 GAGAGTTAAGCCAACCCCAA GGGAGAAGAGGAATGAAGGG 190

Ai05B19018 Araip.B05 19018 p2 (AG)8 16 90328086 90328101 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 231

Ai05B19022 Araip.B05 19022 p2 (GA)9 18 90362985 90363002 GGGGGAAAGAAGAAAAGAAAA GCCGCACAACTTCTCTGATT 153

Ai05B19024 Araip.B05 19024 p2 (TA)6 12 90385021 90385032 TCCCATCTCATTTGCCTAAAA ATGGGTTTATCAACCTCCCC 260

Ai05B19029 Araip.B05 19029 p3 (GAA)5 15 90418126 90418140 CGGTCTTAGGTGCCATCAAT TCAAAATCACTTTCCCACCC 278

Ai05B19031 Araip.B05 19031 p3 (CTT)5 15 90424081 90424095 AGACACCTTCATTGGTTGGG TCAGGTAAGGAGCCACCAAG 147

Ai05B19033 Araip.B05 19033 c* (TA)28(A)16*tatatacaaaagaaag(A)1198 90441651 90441748 TGTTGAGAATCTTGAGAATTGGG TGAACTTCACTTTGAGGCTTTTT 268

Ai05B19034 Araip.B05 19034 c (T)10gaaaagtttaaaatcaaaagttaaaataattaattaattaaaaagaatttttgaaaaagagggagatattttcaaaaatt(AG)6102 90448693 90448794 GGGTTCGAATTTGGTGAATG TTTCTTATCTTTTTCAAAACCACC 248

Ai05B19037 Araip.B05 19037 p3 (TAT)6 18 90462461 90462478 CTCCCCCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 254

Ai05B19043 Araip.B05 19043 p4 (TTAA)6 24 90507977 90508000 TCATATCTTTTTGATTGCTAATTTCA CCACGATGGAGAAAAGGAAA 229

Ai05B19048 Araip.B05 19048 p3 (CAA)5 15 90536389 90536403 GAATTCCAGGACATGGAGGA GGTGATGAGTTGTGGCTTCA 195

Ai05B19049 Araip.B05 19049 p2 (AT)21 42 90541534 90541575 TGTTTGGTTTAAGAATTGGGTG CCTTGCTTTCTAAGGCTTGC 275

Ai05B19051 Araip.B05 19051 p2 (GA)7 14 90550845 90550858 TCGAACACAGAGAGGGAGAAA CGAAAATCACTAACCACTTTTTCA 227

Ai05B19052 Araip.B05 19052 p2 (AT)21 42 90552412 90552453 GACATGGCTTAAGAGCCAGC TCGAGTTTGGACAACTGACG 206

Ai05B19061 Araip.B05 19061 p2 (TA)7 14 90646805 90646818 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 215

Ai05B19065 Araip.B05 19065 p2 (AG)7 14 90693689 90693702 TGATGGCCTCAATCATGTAAA CTGTGTTTTGGGTGACCTACC 263

Ai05B19066 Araip.B05 19066 p2 (GC)6 12 90696521 90696532 TGCGTCAGTTTTGGCATAAG AGCACAATTCCACCTCTTGG 233

Ai05B19067 Araip.B05 19067 p2 (GC)6 12 90696676 90696687 GCCCAAGAGGTGGAATTGT AAGAAAAGTGCTTGGTGGGA 279

Ai05B19070 Araip.B05 19070 p2 (CT)7 14 90706139 90706152 TTGTTTCTTAACTTTTTCAAAACTACC GAGGAGGGCAGAGATGTGAG 278

Ai05B19071 Araip.B05 19071 p3 (TTC)5 15 90708815 90708829 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai05B19074 Araip.B05 19074 p3 (GAA)5 15 90789920 90789934 AAAGAGAGGCAATGGCAAGA CATGCATGGTTGGTTTCAAG 210

Ai05B19080 Araip.B05 19080 c (A)10ctc(T)10 23 90816877 90816899 CAAACAAGTCAAGAAGCACCA CCTTTAGGCCAAAATTGCG 267

Ai05B19081 Araip.B05 19081 p2 (AT)11 22 90829246 90829267 GGTTCTAATGGGGCTGAGGT ATCAATGCACATGGGACAAA 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B19082 Araip.B05 19082 c (T)10ctctctc(T)10 27 90850757 90850783 TTGGCTTTTTCTGCTTGCTT TGGCTCTTGAAAGAATGATGG 177

Ai05B19083 Araip.B05 19083 p2 (TA)7 14 90871919 90871932 GGGGGAGGATTCATCATTTT AGGATCAAAATTGAACTAGGCA 267

Ai05B19087 Araip.B05 19087 p2 (CT)6 12 90904729 90904740 TAACGCCAGAAATAGGCACC GGTGAGGTAGGTGGGGTTTT 276

Ai05B19088 Araip.B05 19088 p2 (CT)6 12 90924345 90924356 GAACATTGAACCTGAATTGAAGAA GGATGCCACGTGAAGAAAAT 262

Ai05B19093 Araip.B05 19093 p2 (TA)6 12 90989056 90989067 TTGCGGCTAGTTGTCCTTTT GCACGAGAAGGAACACAACA 128

Ai05B19094 Araip.B05 19094 p2 (AT)7 14 90991346 90991359 TTGCATCAAACTCGAACGTC AGCATGCCTTATCTTCGCAT 113

Ai05B19099 Araip.B05 19099 p2 (CT)7 14 91004997 91005010 TGAAGTTCATAAGCCAAATTGAAA CATTCATCATTGGACAACGC 234

Ai05B19100 Araip.B05 19100 p3 (TCT)5 15 91009732 91009746 CGTATTTCCAATGTGGGCTT CCTCCCCTTTCGTTTCTTTC 277

Ai05B19102 Araip.B05 19102 p3 (TAA)6 18 91026946 91026963 AACCTTAGGGATGATTTTGTATGC CATCGTACATCGACATTAATCCA 280

Ai05B19103 Araip.B05 19103 p2 (AT)7 14 91035011 91035024 AAAACCGCATAACACTTCGAT TTTTCAGGATATGGAAGGCG 266

Ai05B19104 Araip.B05 19104 p3 (GTA)5 15 91043065 91043079 TGGGTAAGTGGAAGAGGTGG TCCCCTTCCTTCGTAATCCT 223

Ai05B19105 Araip.B05 19105 p4 (CTTC)5 20 91043434 91043453 CAACTCATCCATTATCTCCTCAA ACAGGTGACGAAGACGGAAG 260

Ai05B19108 Araip.B05 19108 p3 (TTA)5 15 91047042 91047056 TCTGAATGGAATAGCAGCCC ATTTTTGCTTGCAAGAGCGT 277

Ai05B19110 Araip.B05 19110 p2 (CT)6 12 91063848 91063859 GGCATGCCAATAAACACCTT GGTTGTTTGGGGGTAGCTTT 244

Ai05B19112 Araip.B05 19112 c (ATA)15a(AAC)13(AAT)10115 91071913 91072027 GGATTTGGGAACGTATTCATGT CGTCTTGGGGTTTCTTTGTC 232

Ai05B19115 Araip.B05 19115 p2 (GA)6 12 91087190 91087201 TGGGTTTGGGAAGAAAAGTG CAAGATCCCCACCTACCTCA 224

Ai05B19116 Araip.B05 19116 p2 (CT)7 14 91099116 91099129 TGCTTATTTCTTATCTTTTTCAAAACT TCGAATTTGGGTGAAATGAA 280

Ai05B19117 Araip.B05 19117 p2 (AC)6 12 91101297 91101308 GTTTCCCCTCCCTAAACCAG CGTTTCTCCCTTCCCTCTCT 144

Ai05B19118 Araip.B05 19118 p2 (AC)6 12 91104217 91104228 TGACCTGGTACCTGTTTCCC TCTTCCATTTCCGCAGCTAT 126

Ai05B19119 Araip.B05 19119 p2 (AC)7 14 91106599 91106612 GTTTCCCCTCCCTAAACCAG CGTTTCTCCCTTCCCTCTCT 146

Ai05B19122 Araip.B05 19122 c (CT)6aattttcgaaaatatcttccctctttttcaaaatttctttttaattaactaattattttaaattctgactttaattttcgaaaattactaacatttttc(A)14125 91110640 91110764 TTTCTTATCTTTTTCAAAACCACC GTGGGTGAGGGAGAGATGTT 267

Ai05B19123 Araip.B05 19123 p2 (CT)7 14 91110890 91110903 AACATCTCTCCCTCACCCAC TCAGCTTCAACAAGAATGCC 196

Ai05B19124 Araip.B05 19124 c (T)10caaaattttttc(T)1234 91115397 91115430 AAGTGGTTTTGTGCCAAAGG AGCTGTTTGGAGGTTTGGAA 248

Ai05B19126 Araip.B05 19126 p2 (AT)6 12 91128647 91128658 GGCACTTTTGGGTGACAAAT GGCTCAAATCTCACATCCTTG 263

Ai05B19129 Araip.B05 19129 p2 (AT)7 14 91135198 91135211 CGAAACAGACACACACAGGG AGATGATTTGCCTCCCATTG 272

Ai05B19131 Araip.B05 19131 p2 (AG)6 12 91146915 91146926 TGATAGGTGAGGGGTTTTGG TGTTTAACGCCAGAAAAGGG 246

Ai05B19132 Araip.B05 19132 c (T)11cgc(T)11 25 91149593 91149617 TGGCTTTTTCTGCTTGCTTT GCTTGAACAGGGCATACGTC 220

Ai05B19136 Araip.B05 19136 p2 (AG)6 12 91163870 91163881 GGTGAGGGGTTTTTAGGGAA ACCATTCTGGGCGTTTAATG 252

Ai05B19138 Araip.B05 19138 p3 (TTA)5 15 91195931 91195945 TGAAAAGTGCTCTGAACCCC TCCCAGTGAGATGTTCCACA 151

Ai05B19140 Araip.B05 19140 p2 (AG)6 12 91211599 91211610 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 234

Ai05B19145 Araip.B05 19145 p2 (CT)6 12 91225778 91225789 TTTCTTATCTTTTTCAAAACCACC AGAAGGAGATGAGAGAGGGAAA 219

Ai05B19147 Araip.B05 19147 p2 (AT)11 22 91239981 91240002 TTCACTTTGGGGCACTTTGT AAATTGGGAACATTGGGTGA 241

Ai05B19148 Araip.B05 19148 c (T)10cttttttatttttttgttttgttttttttattttttta(T)1058 91244230 91244287 TTCATGCATCCTGATTCGAG CGTTTGGTTTAAGAATTGGGTG 271

Ai05B19149 Araip.B05 19149 c (TTAT)5tcatttgaatag(T)10atttttataaaagtaaacataacatatcaatgcacatgag(T)1294 91277494 91277587 CCCACTTTTGCATCACACAC CCATGCTCATGTGAGACCAG 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B19153 Araip.B05 19153 p2 (AT)6 12 91286424 91286435 TTCAATCAAAACACGTTTCGTC CCTAAAGTGTGGGGAGGTCA 251

Ai05B19157 Araip.B05 19157 p3 (TCT)5 15 91360046 91360060 CCCACTCAAGCCTACCCATA CCTATGACTCGGAGGTGGAA 233

Ai05B19162 Araip.B05 19162 c (A)10gaagggaattaaattgaataagttatttcaaggtttgggaagcatgctcatgtgcattg(A)1079 91393321 91393399 TCCCAAGTTGAATCCTTGGT TGGGAAAATTTTTGTGTCCC 228

Ai05B19163 Araip.B05 19163 p2 (TA)31 62 91393649 91393710 ACAAAAGGGGGAAAATTTGG TGAATGCAACTACATGCAGAA 241

Ai05B19165 Araip.B05 19165 c (T)10aag(T)11 24 91442685 91442708 GTTGAAACCTCGGTCCAAAA CCAGGGATTGTTCGAGTTTG 257

Ai05B19168 Araip.B05 19168 p2 (TA)28 56 91475376 91475431 TTTGCATTGCATTTCATGAGT GGTTTATCAACCTCCCCACA 265

Ai05B19169 Araip.B05 19169 p2 (AT)10 20 91485834 91485853 GTTAGAGAAAGGGGGCAACC GCTAATGCAGTTGATCGCAA 175

Ai05B19173 Araip.B05 19173 p5 (AAAAT)6 30 91523223 91523252 CCATGTTGGAGAAAGGGAGA CAAAAATCATATCCAAAGTTTTTCAA 236

Ai05B19174 Araip.B05 19174 p2 (CT)9 18 91525177 91525194 TTTGGCGACTCACTGTTGTC GGAGGAGTGAGCAAACAAGG 219

Ai05B19177 Araip.B05 19177 p3 (TCT)7 21 91547111 91547131 CTCTTTCCCACTCAATCCCA CCTATGACTCGGAGGTGGAA 243

Ai05B19178 Araip.B05 19178 p3 (GAA)5 15 91550761 91550775 ATTTCACACACCAACGACGA TTTCAGGTTCACCATCCTCC 121

Ai05B19181 Araip.B05 19181 p2 (AC)9 18 91558728 91558745 TTCTGGTTGTGCCACTCTGA TTCCCCTCGCCTTTATCTTT 217

Ai05B19183 Araip.B05 19183 p2 (CT)6 12 91573648 91573659 TGTTTGATTCTTATCTTTTTCAAAACT CGAATTTTGGGTGGAAGAGA 280

Ai05B19184 Araip.B05 19184 p2 (TA)6 12 91586095 91586106 AAGGGTGTTACACATACATTATTTCA ACACATTTCGGTGCGAATTT 279

Ai05B19187 Araip.B05 19187 p2 (TG)6 12 91589672 91589683 TTTCAACCATCACTCCACCA TTTGTTGGTGTGCAGCATTT 138

Ai05B19192 Araip.B05 19192 p4 (TCAT)5 20 91614780 91614799 AGGCTGCAGAATAGGGGAAT TTGGGGAAATAAACAAACCAA 244

Ai05B19194 Araip.B05 19194 c (A)11gaaaaagaaaaatagcg(A)1038 91629161 91629198 TGAATGCTTGGACAGTGCATA TTGCTCTTGCCTCTTGGTTT 261

Ai05B19197 Araip.B05 19197 p2 (CT)6 12 91639559 91639570 TCTTCTCTAACTTCCCAACTCCTT GGAAATTTTGAAAAAGGGGG 150

Ai05B19198 Araip.B05 19198 p2 (CT)6 12 91639798 91639809 AACATCTCTCCCTCACCCAC ATGCCTTTTTCCTTGTCCCT 179

Ai05B19200 Araip.B05 19200 p3 (TGA)5 15 91648746 91648760 GGGGAACAAGCAACTTTCAA AGACAGACAGACAGACAGGGG 223

Ai05B19201 Araip.B05 19201 c (T)10cttttccctaattttcttttcccattttttttctttttc(T)1160 91654043 91654102 ACTTTGCTTTGGGGCATTTT CGAAGGAATTTTTGTCGGTT 218

Ai05B19202 Araip.B05 19202 p2 (AG)6 12 91654908 91654919 AAAGAACCTGGGATTGAGAGC CAAGTGACGAAAATCAGCGA 256

Ai05B19203 Araip.B05 19203 p2 (TA)6 12 91656261 91656272 TTTCACCACTTACCTTGGGC GGGAAATTGGGTTTGGAAAT 223

Ai05B19205 Araip.B05 19205 p3 (CTT)5 15 91658847 91658861 TCTTGAATTTCCCATGGAGG AACCCCAGTGGACAAGACAG 126

Ai05B19206 Araip.B05 19206 c (A)10ggatgaaaaaaaac(A)1135 91677205 91677239 AAGAGTTCAGTGTCTGCCGC CGTCCTCGAATCTTATAGGTGG 192

Ai05B19208 Araip.B05 19208 p2 (CT)8 16 91686211 91686226 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 254

Ai05B19214 Araip.B05 19214 p3 (AAG)5 15 91729892 91729906 ACTTGCGAGATGCTGAACCT TGTTGTGAAGGATGATGGGA 272

Ai05B19216 Araip.B05 19216 p2 (GA)6 12 91734504 91734515 GAATGAGATGGGGGAGGAAT TTTCTTAACTTTTTCAAAACCACC 218

Ai05B19220 Araip.B05 19220 c (T)11gtcatttttttggacttgtttttttcagacgctgatgttaatatatagaaattatagtaacagaatttaaagaagaaattttg(T)12106 91738945 91739050 CCTAATTGGAAGCCAAAGGA CCTGCACGTTCTAAGATTCTTGT 241

Ai05B19221 Araip.B05 19221 p2 (TA)18 36 91740779 91740814 TTTTAAAGCATGATCGCATCC TGTGCTAAACACAGTGGGGA 277

Ai05B19222 Araip.B05 19222 p2 (CT)11 22 91743024 91743045 CTGGCCTGCGTTCTATTCTC AGAGGAACGTCGTCTAGCCA 181

Ai05B19223 Araip.B05 19223 p4 (TTCC)6 24 91743185 91743208 TTTGGCTAGACGACGTTCCT CCCACGGTTTGAAAGAAAGA 193

Ai05B19226 Araip.B05 19226 c (ACC)5g(TC)6 28 91751442 91751469 CGGTTTGGGCAATAATAACG AGAAAAGAAGGGGAAAGGCA 275

Ai05B19227 Araip.B05 19227 p4 (ACAT)5 20 91753197 91753216 TTTGCGATGTTGAAAATTAGGA CCAAAAGGAAATCATTCAAGC 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B19233 Araip.B05 19233 p2 (CT)6 12 91832689 91832700 TTGCCTAGTAAGAAAGGTTCAATC TTTTGAAAACGAGGAAGGTGA 278

Ai05B19234 Araip.B05 19234 c (A)11gaaaaaaaacagagaaaaag(A)1041 91836857 91836897 AAGCAAGAAAAAGCAGCGAA AGGCCCTCCTATCCACTGAT 201

Ai05B19236 Araip.B05 19236 p3 (ATT)5 15 91890277 91890291 CCCCTCTTTTTCACATCCAA GAATTTGAACATGCAAGTAACCC 273

Ai05B19237 Araip.B05 19237 p3 (ATT)6 18 91901509 91901526 TCCCCTCTTTTTCACATCCA TTTTGAAAATGCAAGTAACCCT 272

Ai05B19238 Araip.B05 19238 c (T)10c(T)11 22 91909377 91909398 AACCATTGATGCTCAAAGCC TGACTTAAGATGTGGTGGCCT 251

Ai05B19239 Araip.B05 19239 p3 (TTC)5 15 91923578 91923592 TCAAAATCACTTTCCCACCC AGGTGCCATGGTAATGGAAA 267

Ai05B19246 Araip.B05 19246 p2 (TC)9 18 91978316 91978333 AGAAGTTTGTGATTTGCATGAAT AATGGACGATCCAAATTGTCA 246

Ai05B19247 Araip.B05 19247 p2 (AT)7 14 91979167 91979180 AGCCATTGCATTACCAAAAA AAGCGTTCTTTGCCTGACAT 250

Ai05B19251 Araip.B05 19251 p3 (AGA)5 15 91993323 91993337 TGCTTGCTCCATCCTTTTCT CACACATCCCTCCATCTCCT 252

Ai05B19252 Araip.B05 19252 p2 (AG)7 14 91995493 91995506 AAGGAGATGAGAGGGGGAGA TTGATTTTCAAATTTGTTTCAACT 266

Ai05B19256 Araip.B05 19256 p2 (CT)6 12 92071711 92071722 ATGCCAGAAATGGGCAATAG GGTGAGGTAGGTGGGGTTTT 269

Ai05B19260 Araip.B05 19260 p2 (CT)6 12 92114915 92114926 TAACGCCAGAAAGGGAAGAA TGAGAGATGGGTAGGGTTCG 277

Ai05B19265 Araip.B05 19265 p2 (AT)6 12 92178800 92178811 TGATGTGTTAAGGAAGGGGG CCTTCCACTTTTGCATGCTT 184

Ai05B19267 Araip.B05 19267 p2 (AT)6 12 92184660 92184671 GGGGACAAAATTATCCCAATG GGCTAAGGTAAGGGTGAGGG 234

Ai05B19268 Araip.B05 19268 p2 (AT)7 14 92187139 92187152 TTTCGAGAAAGAGCACCCAT ACCCCTGTTCTCAGCAAATG 275

Ai05B19274 Araip.B05 19274 p3 (AAT)5 15 92203423 92203437 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai05B19276 Araip.B05 19276 p2 (AG)7 14 92216275 92216288 GCATTTCCTTCTTGAGGCAC TTTCAAAATTTGTTTCAACTAACCA 272

Ai05B19277 Araip.B05 19277 p2 (TA)7 14 92228623 92228636 TAGTCGGCCTAAACTCTGCG TCAAGCCGACAATCTCTGTG 217

Ai05B19278 Araip.B05 19278 p2 (AG)6 12 92231861 92231872 GAGGGATTTTTGGGGAAGAG ACGCCAGTAAGGGTAGCAGA 274

Ai05B19282 Araip.B05 19282 p2 (AG)6 12 92241760 92241771 AAAACCTGGATTGAGAGTCACTG ACCCGAAATTGCAGAAAATG 236

Ai05B19284 Araip.B05 19284 p3 (GAA)5 15 92252753 92252767 CTCGAAGGTGGAAGCTTTTG TCTTCTTGGCCGAATACACC 213

Ai05B19285 Araip.B05 19285 p2 (AG)6 12 92254556 92254567 GGGAAAGATGTGGGATGAAG CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai05B19287 Araip.B05 19287 p4 (TTTA)5 20 92257785 92257804 CCCATGGGTTTCACTTTTTG TTGGAAATTTTGGGAAGTGG 275

Ai05B19290 Araip.B05 19290 p4 (TTTA)5 20 92264587 92264606 TGCAATGAATGAAAGAAAGCA CGTCGATTTGCACCCTATTT 209

Ai05B19291 Araip.B05 19291 c (GC)6gtcaattgc(T)1334 92264740 92264773 AAATAGGGTGCAAATCGACG TGCATTAAGCATTTTTGCCA 244

Ai05B19295 Araip.B05 19295 p2 (AC)6 12 92278925 92278936 AGGAAGCGTGAATTGTTGGA TTGTTTGGTTGCCCTAACCT 230

Ai05B19300 Araip.B05 19300 p3 (GAA)5 15 92372390 92372404 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai05B19301 Araip.B05 19301 p2 (GA)7 14 92375332 92375345 AACCGAACCCACTTCTCTCC TCTCCTTTTCCCATGATTCG 229

Ai05B19302 Araip.B05 19302 c (A)12(TA)12tttgaaagatttttttgaaaacaaa(T)11gaaaaatttttgaaaat(A)1099 92376474 92376572 AGCCAGTCAGGCTTCAACAT TCGAGTTTGGACAACTGACG 231

Ai05B19303 Araip.B05 19303 p3 (AAT)5 15 92394888 92394902 TCTTATCCTTGCTCCTGCTCA CAAAAATTCTGCCTCTCCCA 232

Ai05B19308 Araip.B05 19308 p2 (AT)9 18 92427671 92427688 ATGGGTTTATCAACCTCCCC TTTCCCATCTCATTTGCTAAAA 267

Ai05B19309 Araip.B05 19309 p2 (GT)6 12 92438464 92438475 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAGTGGGGC 250

Ai05B19310 Araip.B05 19310 p2 (GA)6 12 92447438 92447449 GAGAAGAGAGAGAGGGGTTCG TCTTTTCCCTCTTCTTGATATTCG 115

Ai05B19316 Araip.B05 19316 p5 (TTTTA)6 30 92486867 92486896 TGAAGGCAATGTTGAGCAAG TCTTGCCATTGAGCTCCTTT 275
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Ai05B19323 Araip.B05 19323 c (A)10tataggcg(A)1028 92534317 92534344 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 208

Ai05B19324 Araip.B05 19324 p3 (TTC)5 15 92536563 92536577 GAAAAGATTTCGCGTTCTCG TGCAATGAGGGGAAGTATGC 160

Ai05B19325 Araip.B05 19325 c (A)10ctatatgcattgatatgttatgattttattcatgtt(A)1157 92537916 92537972 TGTGGGGAAATATGGGAACT TTGGGGTGATTTTATCCCCT 197

Ai05B19326 Araip.B05 19326 p2 (AT)7 14 92551271 92551284 CCCCCTTTTCAATCAAAACA GGTTGTTGCGCACCTTTATT 134

Ai05B19327 Araip.B05 19327 p3 (CTG)5 15 92551902 92551916 TGGGAGAGGAGGTAGCTCAA CCGTTCTCGAGCCAGAGTAG 241

Ai05B19328 Araip.B05 19328 p2 (AG)6 12 92552819 92552830 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 250

Ai05B19329 Araip.B05 19329 p2 (TA)6 12 92553702 92553713 GGAATGTCATGCAATGCAAC CAAAATCCAGTGACGGTTCA 273

Ai05B19331 Araip.B05 19331 p3 (AAT)5 15 92567894 92567908 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai05B19335 Araip.B05 19335 p3 (GAA)5 15 92573561 92573575 GCTTTTGTCTTCCCTTTCCC TCTTCTTGGCCGAATACACC 200

Ai05B19336 Araip.B05 19336 p2 (AG)6 12 92574874 92574885 TTGGTGAACAAGGGAGGTTC TTGATTTTCAAATTTGTTTCAACT 251

Ai05B19337 Araip.B05 19337 c* (AT)9(T)10* 27 92590418 92590444 GCAATCAAACCTTCACCGAT TGAGAATCTTGGGAGTTGGG 166

Ai05B19339 Araip.B05 19339 p2 (AC)6 12 92591498 92591509 GATGCACCAACTTTGGTTAAAA AAAAATGGTGCAAGGATTCAA 149

Ai05B19342 Araip.B05 19342 c (A)10cacgcacgcgacgcgtaagcgtcgttgacgcgtccgcgtcacaggtgcattaggaag(A)1077 92611584 92611660 TGCATTCTGCATTCTGCATT TGTGGTCGCGTGATCATATT 176

Ai05B19344 Araip.B05 19344 p3 (TCA)5 15 92616504 92616518 CTTTTGGAGTTCGCTTGCTT TTGATGCATGAAACCCATTG 253

Ai05B19347 Araip.B05 19347 p2 (GC)6 12 92653759 92653770 ATTGGCTGTTTCTTCATCCG CAAAGATTGGGAATGCATCA 121

Ai05B19349 Araip.B05 19349 p2 (AT)7 14 92687672 92687685 TGTCACACTTCTGACTCCGC TGAATTTTGTAAGGGGGATAGG 232

Ai05B19352 Araip.B05 19352 p4 (AAGA)5 20 92727495 92727514 GTGCCATTTGTGGAGTGATG CAATTGCACCCTTCCAGATT 270

Ai05B19353 Araip.B05 19353 p2 (CT)7 14 92734603 92734616 CTTTTGTTTGTTTCTTATCTTTTTCAA CGGATTTTTGGTGAGTGAGG 279

Ai05B19354 Araip.B05 19354 c (TC)7atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)993 92734768 92734860 TTTCGAAAATTACTAACCTTTTTCA TGCCCAAGTATAGAGGTTCCC 232

Ai05B19355 Araip.B05 19355 p3 (TCT)6 18 92737970 92737987 TCAACATCTCTTTCCCACCC TGATGGGCTTGTGAGATGAA 276

Ai05B19359 Araip.B05 19359 p3 (CTT)5 15 92762295 92762309 GCTGCTCCTACAGTTCCCAG AGAGGCAGTGGCAAGAAAAA 183

Ai05B19360 Araip.B05 19360 p2 (GT)6 12 92772290 92772301 TGAGCCTTTTAATCCCCCTT GTCTCAGGTAAACCCCACCA 207

Ai05B19364 Araip.B05 19364 p2 (TA)7 14 92796704 92796717 AGTGTGGGAAAATTTGTGGG CATTCACTCATGCATGCTTCT 276

Ai05B19365 Araip.B05 19365 p2 (TA)20 40 92803688 92803727 TCAAGTGTGGGGGAATTTGT TTCAACCACATATGCATCTCCT 273

Ai05B19367 Araip.B05 19367 p2 (AT)8 16 92814792 92814807 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 204

Ai05B19368 Araip.B05 19368 p2 (TA)7 14 92815390 92815403 CATGAGCGATCTTCTTGCAC CATGAAATGCAATGCAAACC 167

Ai05B19372 Araip.B05 19372 p2 (AT)6 12 92834251 92834262 TGTGAAAGGGAAATTCTGGG TTGTAATGGGGCCAAGGTAA 154

Ai05B19374 Araip.B05 19374 p2 (TA)8 16 92849546 92849561 TTGCATCCATGTGGTGAACT CCCCTTTTTCAATCAAAACAC 275

Ai05B19375 Araip.B05 19375 p2 (TA)6 12 92850322 92850333 GGGAAGTTGAGAACATTGGG TACTTTGGGGCATTTTGTCC 212

Ai05B19377 Araip.B05 19377 p2 (TA)7 14 92861180 92861193 CGTTTTCCATTTTGTTCTTGG TCAACAATGGCAACTCAACC 204

Ai05B19378 Araip.B05 19378 p3 (CTT)5 15 92873774 92873788 TGGGCATATTCACACTTCCA AGGGCTTGAGAAACAAGCAA 174

Ai05B19380 Araip.B05 19380 p2 (CT)6 12 92902196 92902207 CCACCCCCTTCTATTTCACC TGAGGGATAATGACGCAAAA 222

Ai05B19383 Araip.B05 19383 p2 (TC)6 12 92916720 92916731 TGGTTTTGGAGGAAACCACT CACCAAGATGGGGAAGATGA 273

Ai05B19384 Araip.B05 19384 p2 (AT)10 20 92923384 92923403 GCATTACATTAGAAAAATGGCAAA GTTGGTGGGTTGATGCATTT 115
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Ai05B19390 Araip.B05 19390 p2 (AT)8 16 92969119 92969134 GCATTACATTAGAAAAATGGCAAA GTTGGTGGGTTGATGCATTT 111

Ai05B19394 Araip.B05 19394 p2 (GA)6 12 93018468 93018479 TGCCTTTTTCTCTGTCCCTG CGAAACCAATTTTCAAAAATCAC 274

Ai05B19397 Araip.B05 19397 p2 (AT)12 24 93037206 93037229 CGGCTCCGTCACTCTGATAG TCCCTCGCCTTTATCTTTACC 230

Ai05B19398 Araip.B05 19398 p3 (TTG)7 21 93047434 93047454 TCCAGTTAGGAGGGTGGATG AGCTTCTAGGCGAAGGCTCT 260

Ai05B19400 Araip.B05 19400 p2 (CT)8 16 93050007 93050022 GCCAGAAGCACAACATGATTC AATTTGCAACAATCCACAAGC 247

Ai05B19401 Araip.B05 19401 p3 (AGA)8 24 93071097 93071120 CTCTGGCCTTATGTGCCATT CACACATCCCTCCATCTCCT 153

Ai05B19405 Araip.B05 19405 p2 (CT)6 12 93109928 93109939 CAAAATTGATTTTCAAGTTGTTTCA GGGTTCGAATTTGGTGAGTG 225

Ai05B19406 Araip.B05 19406 p3 (TCT)5 15 93121706 93121720 GCTGCTCCTACAGTTCCCAG AGAGGCAATGGCAAGAGAAA 184

Ai05B19407 Araip.B05 19407 c (CT)6aattttcgaaaatatctccctctttttcaaaaattctttttaattaattaattattttaacttttgattttaaacttttc(A)11103 93135295 93135397 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAATG 249

Ai05B19409 Araip.B05 19409 p2 (GT)6 12 93152612 93152623 TTGGGGCCATTTTTGAATTA TCATGTAAACCCCACCAACA 278

Ai05B19415 Araip.B05 19415 p2 (TA)6 12 93238488 93238499 TGCTTTGGGTGTTCATTGAG CATTCACTCATGCATGCTTCT 230

Ai05B19416 Araip.B05 19416 c (AT)6agaagaaagagagaaaaag(A)1041 93244015 93244055 TGGGTAAACACCATGCATTC TCAAGCATCCCTCCTAATCC 261

Ai05B19417 Araip.B05 19417 p2 (TA)7 14 93256251 93256264 TGGATTCTAGCCTACCTCCATT TCATAAACACTTGGTGGGCA 268

Ai05B19418 Araip.B05 19418 p2 (AT)6 12 93268861 93268872 TGTGGTGGCAGTACACTTTG TGCTCAAAGCCTTGAATCCT 276

Ai05B19420 Araip.B05 19420 p2 (GT)7 14 93274932 93274945 AAAAGTGGGAATTATGGGTAGC TAAGGTTGTAATGGGGCCAA 135

Ai05B19421 Araip.B05 19421 c (A)10gaaaaaagcatgttgcaaaagaaaaaaaataacaatatatatgcatgcg(A)1069 93278210 93278278 GGCAATGCTTTTATTTTCGG GAGCTATTGGCTTTTTCTGCTT 275

Ai05B19425 Araip.B05 19425 c (AT)8catttaactagaagcctgaaaagaagggtaacaaaacaataatcgcatc(TA)779 93286581 93286659 TTTGTAACACCCTACCACACAAA CCTTATCTTCGCAGGTCGAG 207

Ai05B19426 Araip.B05 19426 p3 (GAA)6 18 93288979 93288996 CCCCTAATGAAAGTGGGGTT TTGGAGGATTTTTGGCTTTG 252

Ai05B19427 Araip.B05 19427 p2 (TA)7 14 93295834 93295847 AACACCCCAATTACCCTAAGC GCAAGTTGCGGCTAGTTCTC 273

Ai05B19428 Araip.B05 19428 p2 (TA)12 24 93299686 93299709 ATGAAGCACAATCGGTCCAT TGCGTTAGCTTCGTGTGAAC 259

Ai05B19429 Araip.B05 19429 c (A)18(GA)7 32 93305776 93305807 AGGGCGAGCAACATTCTATG CTTGGAGGTGGAAGCTTTTG 151

Ai05B19431 Araip.B05 19431 p4 (ATAA)5 20 93307741 93307760 TATGGAATGAGAACCGGAGG GCGAAGGCTATGGGATACAA 224

Ai05B19433 Araip.B05 19433 p2 (GA)6 12 93314927 93314938 CGCAAAAGTGCTCTCATCAA GCTTATCCAAAAATTGCCACA 274

Ai05B19434 Araip.B05 19434 p2 (AT)9 18 93326164 93326181 TTGCATGCATTCATTGTTTTG TCGAATTTGATGAGAGAAAAAGG 100

Ai05B19435 Araip.B05 19435 p2 (TA)13 26 93330021 93330046 CACCCCAATTACCCTAAGCC CAAGCTGCGGCTAGTTCTTT 280

Ai05B19436 Araip.B05 19436 c (CT)27(GT)6 66 93333250 93333315 TCTTTGACACTACCATTGTGGA CTCATGCAACGACGTAGGAA 210

Ai05B19437 Araip.B05 19437 c (TA)9tc(TG)8ta(TG)752 93336493 93336544 GCACATCAATCAGAGCTCCA AACGAGTGAACTGAGCCCAT 247

Ai05B19439 Araip.B05 19439 p3 (TAT)5 15 93339061 93339075 TTTCCTTCCCCCATCTCATT CAGGTTCTGGATCTGCTTCC 256

Ai05B19440 Araip.B05 19440 p3 (GAG)5 15 93347686 93347700 TTACGCGAACAGACTTGTGC TCTACACGTGGCCATTCTGA 182

Ai05B19441 Araip.B05 19441 p2 (AC)8 16 93352051 93352066 AAATGGGGCTAAGGTAACGG GCGACAAAATTACCCCAATG 242

Ai05B19442 Araip.B05 19442 c (TATT)5tatattgtaatagaattg(T)1250 93352209 93352258 TGCCTAGCTACCCAAAATCA GGGAATGTGTTGTGTTTCCA 280

Ai05B19443 Araip.B05 19443 p2 (AG)6 12 93364841 93364852 TAGAATAGGATGGGGGAGGG TTCCTATCTTTTCAAAATTTGTTTCA 280

Ai05B19444 Araip.B05 19444 p2 (TA)6 12 93367527 93367538 GTCCCTCAATTTCAGCCAGA AAGATAAAGCGTGAAGCCGA 263

Ai05B19448 Araip.B05 19448 p2 (CT)6 12 93376179 93376190 GAAACGGAAAACACAAATTGC AGCTGGAAAGGGGAATGAAT 279
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Ai05B19449 Araip.B05 19449 p3 (AAT)5 15 93391526 93391540 TTGATTTTGGGAGAGTTGGG GAACCATGCTTTGGGACATT 279

Ai05B19453 Araip.B05 19453 p4 (TTTA)6 24 93403808 93403831 GACCCCAGAGTCCTCCTGTA CCTAACCACTTTCTCTCTCCTCA 191

Ai05B19458 Araip.B05 19458 p3 (AAG)5 15 93412773 93412787 CAAGTTTCGGTCACTTCAACAG TGTGCCTTGCACTCTCACTC 280

Ai05B19460 Araip.B05 19460 p2 (AT)6 12 93419523 93419534 GGAAAGGAAGCATGCAAAAG AGTCTCCCTTCCAGCTCCAC 266

Ai05B19466 Araip.B05 19466 p3 (ACT)5 15 93428340 93428354 CATGCACTATCATAGATTTCCTTCA TCACCAACAGAAAACTCCCC 219

Ai05B19469 Araip.B05 19469 p2 (AT)6 12 93438311 93438322 TGTGCAGAAAGGGTCAGTTG CATCACTCCTGTTCCATTTTGT 278

Ai05B19470 Araip.B05 19470 p2 (AT)9 18 93439177 93439194 GCCTCCTCATGAGTTTGCTC GTCCTCTCCAGAGGCTTCAA 221

Ai05B19473 Araip.B05 19473 p2 (TA)9 18 93467705 93467722 CCCAACACTTTTGCATTTCA AACCACACCATTAGGCTCAAA 259

Ai05B19475 Araip.B05 19475 p3 (ATC)7 21 93480202 93480222 GCTTTGATACCCAACCACCT CAAATGCCGAAGGTTAGAGG 172

Ai05B19476 Araip.B05 19476 p2 (GA)6 12 93486181 93486192 AGTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 244

Ai05B19477 Araip.B05 19477 p2 (CA)8 16 93490812 93490827 GGCTATTTCTTTTTCTCCCCC GGAGGCAACCCATGATTTAAG 270

Ai05B19478 Araip.B05 19478 p2 (AG)6 12 93513462 93513473 AATTGCTAGGGGCGATTTCT GTTGGGAACATTGAACCTGG 260

Ai05B19480 Araip.B05 19480 p2 (CT)7 14 93517513 93517526 CTTGCCCTATTGAGAGGCAG CGGTGGCGAATAGAGAAAAG 208

Ai05B19483 Araip.B05 19483 p3 (TTC)5 15 93544241 93544255 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai05B19485 Araip.B05 19485 p2 (TA)7 14 93570189 93570202 ATGAGAGAGCTAGGGAGGGG TGGATCAACGCAGAATGGTA 191

Ai05B19486 Araip.B05 19486 p2 (GA)6 12 93577758 93577769 CAGAGAGAGGAAGAGGGTTCG CGAAAACCACTAACAACTTTTTCA 243

Ai05B19487 Araip.B05 19487 p2 (GA)6 12 93594559 93594570 TCGAACACAGAGAGAGAAAGAGG CGAAAACCACTAACAACTTTTTCA 250

Ai05B19490 Araip.B05 19490 c (AT)7agttatttatttatttat(TTTA)656 93615104 93615159 ACAAGCGAAGCGACAATACC CCCTTCGGAAATGAGAGACA 269

Ai05B19491 Araip.B05 19491 p4 (AATA)6 24 93639024 93639047 GTACGCGTGGATGAAGTGTG TGCAAATTCAATAAACAAAAGAAAA 265

Ai05B19493 Araip.B05 19493 c (AC)26(AT)7 66 93641977 93642042 TGAAGATCTTGGGAATTGGG TACTTTGGGGCATTTTGTCC 216

Ai05B19497 Araip.B05 19497 p3 (AAG)5 15 93728310 93728324 CGGTCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 237

Ai05B19498 Araip.B05 19498 p2 (TA)6 12 93735988 93735999 TGCAGCTGTAATGAGGTTGG TTTTTGATTGCTAATTCCAAAATCT 276

Ai05B19500 Araip.B05 19500 p2 (TA)6 12 93746397 93746408 GTTGGCATATGACCCCAGAG TTTTTGATTGCTAATTCCAAAATCT 261

Ai05B19503 Araip.B05 19503 c (A)12ttctcatctgtttttg(A)1038 93750404 93750441 TCGAGTTTGGACAACTGACG TTGAAGACCAATCCCAAAGG 248

Ai05B19505 Araip.B05 19505 p2 (CT)6 12 93751520 93751531 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 247

Ai05B19506 Araip.B05 19506 c (AC)21(AT)6 54 93788994 93789047 GGTTTATCAACCTCCCCACA ATTGCCCATCATCTTGTCCT 251

Ai05B19507 Araip.B05 19507 p2 (AT)6 12 93801007 93801018 TTCCATCCACTAACTACCCCA TGCCGTTTAGGACGACTTCT 209

Ai05B19513 Araip.B05 19513 c (CT)6aattttagaaaatatctccctctttttcaaaatttctttttaattaactaattattttattttttgattttaattttcg(A)10101 93813725 93813825 TTGATTTTCAAATTTGTTTCAACT TTTTGAAAAAGTGTTAGTGATTTTCG 231

Ai05B19517 Araip.B05 19517 p2 (AC)11 22 93832997 93833018 AGTGGGCTCGGAAGAAGATT CGTGTCCATGTCTCTGATGG 183

Ai05B19518 Araip.B05 19518 c (TA)19g(AC)19 77 93835297 93835373 CGTTTTCTGCTTTGGGTCAT AGGAGCCTTTGAAGGAAAGTT 197

Ai05B19520 Araip.B05 19520 p2 (GA)6 12 93853439 93853450 GGAGGGAAGAAGAAAAAGAAAAA GGATGCCAGTTTCTCCAAAA 259

Ai05B19524 Araip.B05 19524 p2 (TA)6 12 93862128 93862139 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai05B19526 Araip.B05 19526 p2 (GT)6 12 93878559 93878570 TGGGTAGCTAGGCATGAATTT GGGCTAAGGTAAGGGTGAGG 130

Ai05B19527 Araip.B05 19527 p2 (TA)13 26 93899056 93899081 CAATATTCGGTGATCCAGCC GTCAGGACCTGGGATGTTGT 135
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Ai05B19530 Araip.B05 19530 p3 (AAT)5 15 93928315 93928329 GTTCTTGTCCTTGCTCCTGC TCCTCACCAAAATTCGAACC 182

Ai05B19536 Araip.B05 19536 c (TG)8c(GT)16gcgc(GT)767 93970153 93970219 TTAGGAAGGGCAAAATTGGA CGCTACTCTGATAGCTCGGG 268

Ai05B19539 Araip.B05 19539 p2 (CT)6 12 93998062 93998073 GGAACATTGAACCTGGAATTG TTTTTGACCCAGTTTTTGGC 225

Ai05B19542 Araip.B05 19542 p2 (AT)7 14 94026307 94026320 CACCACTCAAGCTCAAACCA TGTTGGGCATGTATTGAGGA 149

Ai05B19545 Araip.B05 19545 p2 (GC)6 12 94080191 94080202 AGTCAGTGAGGTAGGCGCAC TACCCGAGAGTTATGCCCAC 263

Ai05B19546 Araip.B05 19546 p3 (AAC)7 21 94102011 94102031 GACCGCTCGAATCAAGGATA CTTGGGACTGCCTTTGGTAA 247

Ai05B19549 Araip.B05 19549 p3 (TCT)7 21 94117996 94118016 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 279

Ai05B19557 Araip.B05 19557 p2 (TC)16 32 94202186 94202217 TCGGAAGGATAGACTGTGGG GACGGAGGAATGGAAAGTGA 267

Ai05B19559 Araip.B05 19559 p3 (AAG)6 18 94204907 94204924 GGGCATGATGGCCTACTAGA GTGGTGGCAGTGGAAGAAAT 236

Ai05B19562 Araip.B05 19562 c (T)12catccattttatttttttctttcccctccttgcatccaatg(T)1265 94209974 94210038 CCTAATCCTTTCTGAAATCAAGC AAGGAATGCAGCAGAAATGC 244

Ai05B19564 Araip.B05 19564 c (T)10ctttttctctttttctc(T)1037 94238493 94238529 TGGGGTAATTTTGTCCCCTT GAAAATTGTGGGAACATGGG 231

Ai05B19567 Araip.B05 19567 p2 (CT)6 12 94281602 94281613 CAACAGCGTCGTGCATTACT TGCTTGGAGTTGAGCTGTGA 218

Ai05B19568 Araip.B05 19568 p2 (TA)24 48 94289797 94289844 TCATTTTCTTGCTTTGGCCT TCATTTTCTTGCTTTGGCCT 222

Ai05B19570 Araip.B05 19570 c (AT)7acatac(AT)7 34 94298399 94298432 CTACCAAAGCTCACGCTTCC ATTTTTGTTCCCTCGCCTTT 254

Ai05B19572 Araip.B05 19572 p4 (TTAT)5 20 94310643 94310662 CCAAAATCATGCCTAGCTACC TATTGGGAATTTGGGTGCAT 258

Ai05B19575 Araip.B05 19575 p3 (AAT)5 15 94319201 94319215 TGGAGCATGATGTGTGATGA CCAACAACAACCTCAACAACC 277

Ai05B19576 Araip.B05 19576 p2 (TA)6 12 94327601 94327612 GGTTCGCTTAACCAAATCCA CGCGAGTTCTTACATCCTCC 248

Ai05B19577 Araip.B05 19577 p3 (AAT)6 18 94334640 94334657 CAGGTTCTGGATCTGCTTCC TTCTTCCACTCACACAGGGA 138

Ai05B19578 Araip.B05 19578 p2 (AG)6 12 94334983 94334994 TGGGAGAGGGAGAATTTTTG CTTTTTGTTTGTTTCTTAACTTTTTCA 229

Ai05B19581 Araip.B05 19581 p2 (TG)8 16 94386254 94386269 ACCCAAAAGCAAAAGCAATG TTAACAGAAAATGCTGGGGG 191

Ai05B19586 Araip.B05 19586 p4 (AAAT)5 20 94401446 94401465 CAAAAATCCAAACGCCACTT CAATTTAGGCCGCTGATTTT 116

Ai05B19592 Araip.B05 19592 p3 (CCG)5 15 94409042 94409056 TTCAAATTCCATAACCCCCA AGTGGGGTAGAGAGGTGGCT 181

Ai05B19594 Araip.B05 19594 p2 (TC)8 16 94416279 94416294 CCTCCCCCTCCTCTCATTCT GGAAGGGGGAGAGAGAAAAA 219

Ai05B19595 Araip.B05 19595 c (TC)8tatcccttcctctctttctctctctccccta(TC)1475 94416503 94416577 TCTCCCCCTTCCCCTATTT GAGGGAGGGAGAGAGAAAGG 255

Ai05B19597 Araip.B05 19597 p3 (CTC)5 15 94417460 94417474 TTTCTCCCCCTCCATTCTCT CGCTCTCCTCTTTCTTCCCT 217

Ai05B19605 Araip.B05 19605 p2 (CT)6 12 94464069 94464080 AACCAAATTGGCAACATCAA GCCCAAATCCAAACCTAGAA 265

Ai05B19606 Araip.B05 19606 p2 (CT)6 12 94466667 94466678 GGAACATTGAACCTGGAATTG TTACAGAAGTCACCCCCAGC 232

Ai05B19610 Araip.B05 19610 p2 (AG)6 12 94511526 94511537 CCACAGGTATAGAGGTTCCCC TTTCTTATCTTTTTCAAAACCACC 258

Ai05B19612 Araip.B05 19612 c (T)11cgc(AT)14 42 94520706 94520747 TTGGCTTTTTCTGCTTGCTT TGTGGTGGCAATACTCTTGTTC 264

Ai05B19614 Araip.B05 19614 c (ACC)6ccaccaccaccagaacagaagcctatgccacccaga(ACC)5atcagtatcatcatggtcatcatcatctttatcataactttccccaaaataatcaagatc(CCA)7ttatcatcatggct(TCA)6182 94539709 94539890 CCCTCGGACAAAAATACCCT TGCTGAATATATTGATTATTGTGATGG 273

Ai05B19615 Araip.B05 19615 c (AGA)16agctggtggtggtgcggtggtctggagcggtgcggcaggacggcaaggccgaaaggcggc(GAA)24180 94540034 94540213 TTCCACAACAAATTTCACAAAAA TTTGCTACAAAATGGTCCCC 266

Ai05B19617 Araip.B05 19617 p2 (CT)7 14 94551183 94551196 AGTGGCATAAAACGGGTCAC AAAACCTTGTTAATGGGGGTG 263

Ai05B19619 Araip.B05 19619 p2 (TA)8 16 94558273 94558288 TATGGGTGCAGAAGTCACGA CTGCAATACCGATTCGAAAA 255

Ai05B19620 Araip.B05 19620 p2 (CA)6 12 94564093 94564104 TGCATGAAAAATAAAGGGAATGT TTTGTCCCCTGCATTTTCAA 265
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Ai05B19621 Araip.B05 19621 c (TA)6tg(TA)7 28 94568763 94568790 GATATGGGCGCAGAAGTCAC TCAAAATGCGTCATGCTAGG 261

Ai05B19623 Araip.B05 19623 p2 (CT)8 16 94588380 94588395 CCTTCTTTCTTCTTTCCCCC GAGGGATGATGACTCAAAAGG 239

Ai05B19625 Araip.B05 19625 p2 (TA)8 16 94618523 94618538 ACAAAGCAAAGCATGATCCC GTGCGCCATATCTGCTTCTT 212

Ai05B19627 Araip.B05 19627 p3 (AAG)5 15 94626936 94626950 CCCCAACCTAATCCAATGTG TTTTGGTAGAGCAACGAACAAC 257

Ai05B19630 Araip.B05 19630 p2 (AT)13 26 94667092 94667117 TTGATTTTGGGAAAGTTGGG TTTGGGATATTTTGTCCCCTT 210

Ai05B19632 Araip.B05 19632 p2 (CT)6 12 94670411 94670422 TGTTTCTTATCTTTTTCAAAATCACCT GGGTTCGAATTTGGTGATGA 280

Ai05B19634 Araip.B05 19634 p3 (TTC)5 15 94674031 94674045 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 149

Ai05B19637 Araip.B05 19637 p2 (AG)7 14 94694894 94694907 GAACTGCGAAGAGAGAGGGA GTGCGAGAACAGACCTCCTC 269

Ai05B19639 Araip.B05 19639 p2 (GC)6 12 94697922 94697933 GGCAAGACCCAGAGTCAAAA TGCTGCAGCTTTTCATTTGT 238

Ai05B19640 Araip.B05 19640 p2 (TA)9 18 94698329 94698346 ATGGCTATGCTTCATTTTGC GGGCATAACATTTTGAAGGC 243

Ai05B19641 Araip.B05 19641 p2 (CT)12 24 94698599 94698622 CCAGGTGGAATCATTGCTCT GGGTCGACTTGGGAAACATA 256

Ai05B19642 Araip.B05 19642 p2 (TC)10 20 94699292 94699311 GCCTTCAAAATGTTATGCCC AACAGCATATTGGTCCACCTG 249

Ai05B19645 Araip.B05 19645 c (AC)7gaaaaattaataactagg(AC)746 94706853 94706898 CGTGAAATAGAGGTGGTGAGG GCAGGTCAAGTTTGGAGCTT 271

Ai05B19646 Araip.B05 19646 p2 (TA)7 14 94707019 94707032 CGTGAAATAGAGGTGGTGAGG GCAGGTCAAGTTTGGAGCTT 271

Ai05B19647 Araip.B05 19647 p2 (GT)10 20 94707862 94707881 TCTGTGCACCACATCCCTAA TGTTGCAAAATTTGACTGGG 142

Ai05B19653 Araip.B05 19653 p3 (TTG)5 15 94755672 94755686 TGCATTGACATTTGGGGTAA AAACCCAACAAATCCACCAG 133

Ai05B19658 Araip.B05 19658 p3 (AGA)6 18 94797343 94797360 AAATGGTGAAGAGGGAAGGG TCCAGGGAAAGAAAGAGCAA 257

Ai05B19660 Araip.B05 19660 p3 (GAA)5 15 94801177 94801191 TCCCATGACTCAGATGTGGA CTTCCCACTCTCCCTCTCCT 203

Ai05B19661 Araip.B05 19661 p3 (AAT)6 18 94806601 94806618 CAGGTTTTGGATCTGCTTCC CATTCTTTGTCTCCCCCTCTT 158

Ai05B19663 Araip.B05 19663 p2 (CT)9 18 94813401 94813418 GTTGGGAACATTGAACCTGG CGGCCCAGAAAACACATATT 215

Ai05B19667 Araip.B05 19667 p2 (TA)22 44 94829378 94829421 TCTCCGTCTAACCAATCAACAA GTGGAAAAATTGGGCAGCTA 218

Ai05B19668 Araip.B05 19668 p2 (AT)11 22 94830203 94830224 AAAAACCCCAAGCTCAAACC ACACAAGTTTTCCTGGGCAC 114

Ai05B19671 Araip.B05 19671 p3 (TTC)5 15 94843983 94843997 GTTGCTGGGGATTGTTGAGT TCAAAGACTCAAACTAAGAACACAAA 211

Ai05B19673 Araip.B05 19673 p3 (TTG)6 18 94861206 94861223 TGCATTGACATTTGGGGTAA GGAAAGGCATTGTTGGAGAA 200

Ai05B19679 Araip.B05 19679 p2 (TA)6 12 94878252 94878263 TGGTTTATCAACCTCCCCAC CCCTGCTTTCATGAGCTGTC 255

Ai05B19680 Araip.B05 19680 p4 (TTAT)6 24 94878815 94878838 TGTCACATATGCATTGATTTTTCA AAAAATTGTGGGAACAAGGG 234

Ai05B19681 Araip.B05 19681 p3 (AAT)5 15 94888034 94888048 TTTTGCAATCATATCTTCTAAATCA AGCATATGACCCCAGAGTCC 279

Ai05B19685 Araip.B05 19685 c (A)11gaaattcacttctagaataggttctcca(T)1150 94909127 94909176 TTCATCAAATCAAAGTAATTGAAGAT GGTTGTTTCAACCATTAGATTACAAA 275

Ai05B19688 Araip.B05 19688 p2 (AT)8 16 94917123 94917138 TTGTGAGGCACATTCATTGG CCAAGAACCAAGGTGGAAAA 266

Ai05B19696 Araip.B05 19696 p2 (AG)6 12 94937301 94937312 GCAGATCCGCAAAGAGAGAG TATGATGCCGGTGTTCTTCA 270

Ai05B19697 Araip.B05 19697 p2 (AT)8 16 94955149 94955164 TGTGAAGTGGAGAAGGCAAA CTCCAACCTCTCAATTCATCA 264

Ai05B19698 Araip.B05 19698 p2 (TA)10 20 94957023 94957042 TTGGCTTCGTAGGCTGAGTT CTTGCTCCTAGCCCTTCCTT 125

Ai05B19699 Araip.B05 19699 p2 (AT)6 12 94968390 94968401 ACCACTGATGCTCAAAGCCT TGAAGCAAGAAAAAGCAGCA 228

Ai05B19703 Araip.B05 19703 p2 (AG)9 18 94999026 94999043 TGCGAGGGAGAAGAAAGGTA CTCTCGTGCGTACACCCTTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B19704 Araip.B05 19704 p3 (AAT)5 15 95006504 95006518 AATCCACTTTGAGTGCAGGG CTCCCCCTCTTTTCTTCCAC 171

Ai05B19706 Araip.B05 19706 p2 (AT)7 14 95009627 95009640 GAGGTGGCGAGGTATTACGA GAATGCATTATCTTCATGTGCAA 171

Ai05B19707 Araip.B05 19707 p3 (TGA)5 15 95011445 95011459 TGTTCTTTCAAGGGTTGAGTGTT GGATCAAAAATCAGCCTCCA 240

Ai05B19708 Araip.B05 19708 p2 (TA)9 18 95022790 95022807 GGTATTACCCATTCTTCAGGCA TTTATCTTCGCAAGCCGAGT 230

Ai05B19709 Araip.B05 19709 p2 (AG)6 12 95032867 95032878 CCTTGCACTCTCCTTTTGGA TTTTTGTTTGTCTCTTATCTTTTTCAA 271

Ai05B19710 Araip.B05 19710 c (AT)6ttttttgaaaacata(T)1037 95034203 95034239 CCAGCCAGGATTCAACAAAT TGCCTGAGATCACAATTTCG 268

Ai05B19711 Araip.B05 19711 c (TC)8ctctat(TTC)537 95044719 95044755 CAACACAACACCCTCCTCCT GCTTTTGTCTTCCCTTTCCC 215

Ai05B19720 Araip.B05 19720 p3 (ATA)6 18 95142674 95142691 GAAGATTGTGGGAACAAGGG ATCCGGATAATTTTGTCCCC 218

Ai05B19722 Araip.B05 19722 c (T)16gtttcattgaaaattaggaagagaactaggaaaattttg(A)1065 95155980 95156044 TGTTGCATTTTTGCATATTTCA GAATGCCCTTCAAACAAAATTC 265

Ai05B19725 Araip.B05 19725 p2 (GA)7 14 95174346 95174359 AGAAGATGGAAAACGGGGTT GATTGTTCGAGCCTGGACAT 141

Ai05B19726 Araip.B05 19726 p3 (AAT)5 15 95174891 95174905 TGAACCTCTGCTTTCCTGCT CCCCCTCTTTTCTTCCACTC 147

Ai05B19728 Araip.B05 19728 p2 (AT)12 24 95179260 95179283 CGAGAATTGAAAAACAAAACCA GCACTTATGCTTAGGTGGTGG 241

Ai05B19731 Araip.B05 19731 p2 (CT)6 12 95199480 95199491 CTTTTTGTTTGTTTCTTATCTTTTTCA AACACAGATGGCAGAGGGAG 280

Ai05B19732 Araip.B05 19732 p2 (AG)6 12 95226990 95227001 GAAGGAGATGAGGGAGAAGGA TTTTTGTTTGTTTCTTACCTTTTTCA 227

Ai05B19736 Araip.B05 19736 p3 (TTC)5 15 95236753 95236767 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai05B19737 Araip.B05 19737 p2 (GA)6 12 95245392 95245403 CGCGAATAGAAGAGGGAGAA GACGACCCGAGGTTTGAATA 277

Ai05B19739 Araip.B05 19739 p2 (AG)7 14 95249082 95249095 TGAAAGGAAAGTTTAAAACAAAGAAA ATGCACCCATTCAAGAGACC 166

Ai05B19742 Araip.B05 19742 c (A)10tttcttttctttttaattatttttgaaaat(TC)754 95266242 95266295 TTTCGAAAACTCCTCACCACTT GGGAGAGAGGGTTCGAATTT 243

Ai05B19744 Araip.B05 19744 p4 (AAAT)9 36 95274841 95274876 TCGAGTTTGGACAACTGACG CCAGCCAGGATTCAACAAAT 232

Ai05B19745 Araip.B05 19745 p2 (CT)6 12 95276221 95276232 TTTTGTTTGTCTCTTATCGTTTTCA ACAGATGGAAGAGGGGGTTC 278

Ai05B19746 Araip.B05 19746 p3 (TTC)5 15 95277944 95277958 TCTTCTTGGCCGAATACACC CGTCCTCAACCTCCCTTACA 251

Ai05B19747 Araip.B05 19747 p3 (AGA)7 21 95282463 95282483 TTAGAATGTTGCTCGCCCTC TCTAATCCCCCTCCAAAACC 203

Ai05B19748 Araip.B05 19748 p2 (AG)6 12 95285256 95285267 CGAATTTGGGTGAGGTGAAG TTTCTTATCTTTTTCAAAACCACC 240

Ai05B19750 Araip.B05 19750 p2 (TA)7 14 95302873 95302886 ATGCATGTTTGGAGAGAGGG TCTCAACGCTGACCTCTTCA 250

Ai05B19752 Araip.B05 19752 p2 (AT)6 12 95331848 95331859 TCAACCCGTACCAGAGACATC GTTGGGCTAAATGTTGGGAA 274

Ai05B19753 Araip.B05 19753 p2 (TA)6 12 95336876 95336887 GAGAGGAGACTTGACTGCGG GATCCGTTAAATCCCCGTTT 277

Ai05B19757 Araip.B05 19757 p2 (TA)6 12 95345591 95345602 ACAGCGGTGCGATTAGTTTT TCACCATATCCGCAATCTCA 280

Ai05B19759 Araip.B05 19759 p3 (AAT)5 15 95351906 95351920 TATGACCCTGAGAACCCTGC AAAGGCTTGCTATTGCCAAA 182

Ai05B19760 Araip.B05 19760 p3 (AGA)5 15 95355164 95355178 CTTTGTCTTCCCTTCCCCTC TTTTCCATCCACCACTCACA 196

Ai05B19761 Araip.B05 19761 p3 (AAT)5 15 95381977 95381991 TTCTTGTCCTTGCTCCTGCT TTCGAAAATTATCCCTCCCC 235

Ai05B19762 Araip.B05 19762 p2 (AG)6 12 95382319 95382330 TGAGGATGGCAGAGATGTGA TTCGTAACTTTTTCAAAACCACC 277

Ai05B19766 Araip.B05 19766 p2 (TC)9 18 95398999 95399016 GGATGATCTCTCCCTCCTCC TGTCCGAAGCTCCTCTGTTT 163

Ai05B19767 Araip.B05 19767 p2 (AT)23 46 95400874 95400919 TGCTTCCATTTCAGCAAAGA AGACGGCGGATTTGTGTAAA 279

Ai05B19768 Araip.B05 19768 p2 (AT)18 36 95401215 95401250 ATGGCGACTTCTCCACTCAC CTTCCCATACCTGCACCTGT 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B19769 Araip.B05 19769 p2 (AT)8 16 95403547 95403562 TGGTGTGCTTTTGTTCTTGC CAGTCTTTCAGGAGTTGCGA 167

Ai05B19771 Araip.B05 19771 p3 (CAC)5 15 95409377 95409391 CCACCAACATTACCACCACA TCCCTAAGGTAAGTGGCGAA 214

Ai05B19772 Araip.B05 19772 p5 (TTATC)5 25 95413198 95413222 GCACTGCTGATCCTTTGTCA GGCAGCCCAAGCATATAGAG 259

Ai05B19773 Araip.B05 19773 p5 (TTATC)6 30 95423257 95423286 CCTGGGTGCTCCAGTGTATT AGAGGAACACGACCCACATC 177

Ai05B19774 Araip.B05 19774 p2 (GA)8 16 95427661 95427676 ATTAGGGTTGGGTTTGGGAG CCTAAATGGAGCAGGGATGA 220

Ai05B19775 Araip.B05 19775 c (T)10ctttttcttttatttttgccaa(T)1244 95430243 95430286 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 276

Ai05B19776 Araip.B05 19776 p2 (GA)6 12 95434862 95434873 ACCAGAGAGTGAGAGGGGGT CGTAGAAGCCGAAAGTGAGG 249

Ai05B19777 Araip.B05 19777 p3 (TTA)7 21 95435617 95435637 GCTGGTAAACATCATTGCTGG GGTGAACATGATTTTGGGGT 233

Ai05B19785 Araip.B05 19785 c (A)11gagaaaagaaaagaaaaa(AT)947 95492592 95492638 GGAAGCATTGGTTGAGAAAA CCCATTCCTCACTCTTTCACAT 280

Ai05B19787 Araip.B05 19787 p3 (ATT)7 21 95506446 95506466 GGGTGTTGGGTGTCACTTTC AAGGTTAGAGTTGCTAATGCTTCA 211

Ai05B19790 Araip.B05 19790 p3 (CCT)5 15 95510493 95510507 CACTCATATGCGCACGTTCT GCAACGTCATCAATATGGCA 271

Ai05B19791 Araip.B05 19791 c (TCA)9tc(T)13 42 95510939 95510980 CCTCCTCATCTTCTGCTACTGC CCGAAATTTTGCTACAAATGC 171

Ai05B19792 Araip.B05 19792 p3 (AGG)5 15 95511442 95511456 CGAAAAAGAAGGAACGCAAA CAACGCCATACGTGAACATC 279

Ai05B19795 Araip.B05 19795 p2 (TA)6 12 95523944 95523955 TGGTTTATTGTACCCTCGCC GCGACTCTGATAGCTCGGAC 278

Ai05B19796 Araip.B05 19796 p2 (TA)6 12 95532491 95532502 TTGGGAAAAGGGTTTTTGCT AGAATCATCAGCCGAACCAT 279

Ai05B19797 Araip.B05 19797 p3 (ATA)5 15 95532848 95532862 TTGATAATCACTTATTTCGGCG CCGTTTCCAAACTCCAAAGT 151

Ai05B19799 Araip.B05 19799 p2 (GA)6 12 95553256 95553267 GAATCGGAGAGGAGGGAGAC AGAAACGACGGCTCTAGCAA 136

Ai05B19801 Araip.B05 19801 p3 (TGA)5 15 95564698 95564712 TGGCTTTTTCTGCTTGCTTT TTTTGGAGTTCGCTTGCTTT 213

Ai05B19802 Araip.B05 19802 c (T)11ctgaaattcaataagcaagatgcttgatcatttacaacatcatactctccaaaacttgtttgcactcaatatttc(A)1096 95564826 95564921 TGAGAGTGATTTTGTTTCCCTG TCCCATGCAAGTTTTCACAA 277

Ai05B19808 Araip.B05 19808 p2 (TA)8 16 95633173 95633188 TCCGAATTTTCAACAAGCAA CATCATCCAATCACAATCCA 165

Ai05B19809 Araip.B05 19809 p2 (TA)8 16 95633298 95633313 CATCATCCAATCACAATCCA CATCATCCAATCACAATCCA 221

Ai05B19810 Araip.B05 19810 p2 (TA)9 18 95633423 95633440 GATGTGAATAGCATATGCCTGG TGACTTAAGTGTGGGGGAGG 269

Ai05B19811 Araip.B05 19811 c (AG)23aaagagagagagaaagagcgtgtggcggtgatggcggggcggtcgccggcggtggttggtcgcagggtagagggagaagggttgggtga(GT)8151 95636365 95636515 GGGGAAATGTAGGAGGGAGA TACCTTACCCCAACCCCTTC 227

Ai05B19813 Araip.B05 19813 p2 (AT)7 14 95646809 95646822 ACCACGCAGAGTCTTTTGCT GTTGAGTCGGAGGTTCGGTA 258

Ai05B19816 Araip.B05 19816 p3 (TTC)5 15 95658500 95658514 ATTGGCCGAATACACCACTC CCTATGACTCGGAGGTGGAA 215

Ai05B19819 Araip.B05 19819 c (T)10gcta(T)10 24 95672415 95672438 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 209

Ai05B19820 Araip.B05 19820 p3 (GAA)5 15 95674103 95674117 CGGTCTTAGGTGCCATCAAT ATGGCCGAAACACATCTCTC 157

Ai05B19821 Araip.B05 19821 c (AAT)5agtagggatcctttttatcacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)7104 95677280 95677383 CTTGTCTTTGCTCCTGCTCA CGAAAATTCACTTCCCCCTT 234

Ai05B19822 Araip.B05 19822 p2 (AG)9 18 95677619 95677636 AAGGGGGAAGTGAATTTTCG TTTTTGTTTGTTTCTTATCCTTTTCA 226

Ai05B19823 Araip.B05 19823 p3 (AAT)6 18 95700219 95700236 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 247

Ai05B19827 Araip.B05 19827 p3 (AGA)5 15 95710166 95710180 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 245

Ai05B19828 Araip.B05 19828 p3 (AAT)5 15 95714337 95714351 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai05B19829 Araip.B05 19829 p2 (AG)7 14 95714645 95714658 AAGATGGGAGAGGGAGAATTT TCCCTTTTCTTCAAAATTTGTTTC 240

Ai05B19831 Araip.B05 19831 p3 (TAT)5 15 95715598 95715612 ACAAATTGCTGCCTCAGTCC TTTGGACAACTGACGGTTCA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B19833 Araip.B05 19833 c (T)11gaaaacatttttaaa(T)1036 95722704 95722739 CAGCCAGGCTTTACATGCTT ATTGTTCGAGCCTGGACATC 275

Ai05B19834 Araip.B05 19834 c (A)11gaagaaaagagaaaaagaaaaaaattatatatataaaataaataaggggacaaaattaccccaatgttaagttaatg(A)1098 95724587 95724684 GGGAACCTACTCATGAAAAACC GCCTAGCTACCCATAATTCCC 266

Ai05B19836 Araip.B05 19836 p2 (AT)6 12 95737084 95737095 TCCAAACCATGAAGCAATGA CTTATCGGGTGATGAGGCAT 185

Ai05B19838 Araip.B05 19838 p2 (TA)6 12 95742375 95742386 TTGAGACACATTTTGGGTTGA TCCTTGATTTTGAGTGGGAAA 275

Ai05B19839 Araip.B05 19839 p3 (TTA)5 15 95747502 95747516 CTGGCCAGCCTTAGTTTCAC TAAAGGTGGCGAGACGCTAT 257

Ai05B19841 Araip.B05 19841 c (A)10gaatttcactactgattgtgttctaaaaaat(A)1152 95751810 95751861 TCAGCAGGACCAGCACTATTT CAACGTTGACCCCACACTATT 247

Ai05B19844 Araip.B05 19844 c (A)11tatctaaaactaataaaaagaatcatgcaaaatttagaagaag(A)1266 95754396 95754461 AAAATTCCTACTAAAAAGAGACATTCG CCATCACCTCGAGCAAGAAC 279

Ai05B19848 Araip.B05 19848 p2 (AG)7 14 95771072 95771085 GTTTTCGGCCCAGAAATACA GGAAAATATTGAACCTGGTATTGAA 186

Ai05B19850 Araip.B05 19850 p2 (AG)8 16 95777397 95777412 CGGCCCAGAAACACAGATTA TGACATGAAAAGGTTCGTAAGC 271

Ai05B19854 Araip.B05 19854 p2 (CT)8 16 95797063 95797078 CGTGTCTTCCTCTCTCCCAG GCTGTCACGACCTAACCACA 222

Ai05B19858 Araip.B05 19858 p2 (AT)7 14 95821110 95821123 TTTTTCAAGTGCTCAAAAAGC GAAACCAATTTTTAATTAGTCCATAGC 280

Ai05B19861 Araip.B05 19861 p2 (GT)7 14 95842552 95842565 TTGCTTGAGTACTTGCATGCTT TGCAAAGGTAAGGGAGCATC 276

Ai05B19862 Araip.B05 19862 p2 (AT)7 14 95842999 95843012 TCGACAATTTTTGGGTGACA TCAATTAGGATGTCAATGCCC 190

Ai05B19863 Araip.B05 19863 p3 (TAA)10 30 95846669 95846698 TAGCAGTGTGGCAATCAAGC TCTGCTTTTGCTTTTGCTCA 270

Ai05B19864 Araip.B05 19864 p3 (AGG)5 15 95851930 95851944 TTGACATGAATGAAGGAGCG AGTCCAACGAAGCCTTAGCA 206

Ai05B19866 Araip.B05 19866 c (A)13gataaaaatcttaaataactcctaacaattatttcgaaagataacaaagtttttaatacaaaaaaa(T)11ctggctctgacttacttctatgagactgattagcttctctgtca(T)11145 95855851 95855995 AGCAAAGTTCGAGACCAACTC CATGTCATGTAGGCTTATTCCA 221

Ai05B19867 Araip.B05 19867 p2 (TA)6 12 95856721 95856732 TCAATTCACATAATTTGTCTCATCTTT TTCCAAGCTTCACTCTTTGC 277

Ai05B19870 Araip.B05 19870 p3 (TCC)5 15 95897724 95897738 GAATCTTCTCCGTCACGCTC ATGTGGAAGACGCCGATAAC 102

Ai05B19871 Araip.B05 19871 p2 (AG)14 28 95899125 95899152 TTAACCTCCCATGATGCTTTG CCCATCCTGAAAAAGAAGGA 277

Ai05B19875 Araip.B05 19875 c (A)11taaaaaataaaaatcatatccaaaataaaaaaaaattccc(A)1061 95924344 95924404 CACCCAAAAATGGGTGAATC CTTGGTTTTGTGGCCATTTT 212

Ai05B19880 Araip.B05 19880 p2 (AT)10 20 95940066 95940085 GATTGTGGGAGAGTTGGGAA TTCACTTTGGGGCACTTTGT 244

Ai05B19881 Araip.B05 19881 p3 (CTT)9 27 95957692 95957718 ATGTGGTTGTTCCGGACTTC ATTCTTCCTTGCCACCACAC 249

Ai05B19882 Araip.B05 19882 p2 (CT)10 20 95959883 95959902 GCACCCATTCAAGAGAGAGC AAGCGAGAAGAAATCCTAAATCC 118

Ai05B19883 Araip.B05 19883 p3 (AAT)5 15 95971283 95971297 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai05B19884 Araip.B05 19884 p2 (AG)7 14 95971625 95971638 GAGGCCATTGCCACTAAGAG AACCCATAAGTTGCAGGAGTG 262

Ai05B19886 Araip.B05 19886 p3 (AAG)7 21 95979886 95979906 GCTTTTGTCTTCCCTTTCCC CTTAACCCCTCTCCCTCCAC 275

Ai05B19893 Araip.B05 19893 p3 (AGA)5 15 95998307 95998321 AGCAATGCTTTTTCCACACC AATTCCCCTCCAAAACCATC 159

Ai05B19894 Araip.B05 19894 p3 (GAA)5 15 96001116 96001130 CGGTCTTAGGTGCCATCAAT TTCTTGGCCGAAACATAACC 160

Ai05B19896 Araip.B05 19896 p3 (GAA)5 15 96002234 96002248 TCCCTCGAGCAAGAGAAGAA CCCATCACCTCTTCACCACT 277

Ai05B19897 Araip.B05 19897 p2 (AG)6 12 96004556 96004567 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 280

Ai05B19900 Araip.B05 19900 p4 (TTTC)5 20 96016520 96016539 TAGCTCCCCCTCTCTTCCTC CAAACCCAATACTGCTTTTGAA 121

Ai05B19912 Araip.B05 19912 p2 (TA)7 14 96058096 96058109 TCTCATGACACAAAACCCAA TCTTAGGTAAGATGTACGGGTTTC 262

Ai05B19919 Araip.B05 19919 p4 (TTAT)5 20 96106502 96106521 ATGCCACAAGCACATGGTTA TCTTGAAGCAAGCAAAAGCA 243

Ai05B19921 Araip.B05 19921 p2 (AT)18 36 96149639 96149674 CATACCGTTGTAATGGGGCT AGGGGACAAAAATACCCCAA 267
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Ai05B19922 Araip.B05 19922 c (T)16(AT)17 50 96150176 96150225 TGGGGTATTTTTGTCCCCTT GGGAAACTTGGAAACATTGG 251

Ai05B19923 Araip.B05 19923 p3 (CTT)5 15 96155217 96155231 GGTCTTCATCACCAAGGGAA GCAATTGGAGGAGCCTATGA 215

Ai05B19931 Araip.B05 19931 p2 (CT)7 14 96255026 96255039 ATCTCGACTCCCCTCCTGTT TGATGCCATAGATGATGTTGC 277

Ai05B19932 Araip.B05 19932 p4 (TTAT)5 20 96256348 96256367 GGTGAGGAAGCAACACCAAT TCAATCACTCAATGCCATGAT 182

Ai05B19936 Araip.B05 19936 p3 (TTA)9 27 96274114 96274140 TTCAACGCTTCCTATGGTCC AGCGCCAACGTGCTATAACT 226

Ai05B19937 Araip.B05 19937 p3 (ATC)5 15 96274248 96274262 AGTTATAGCACGTTGGCGCT CGACATCGTTGTCATCATCA 252

Ai05B19945 Araip.B05 19945 p3 (ACC)5 15 96316943 96316957 GAAGGAAGTGTCGGAGATGC AATCACAGAAGCTTGCGTCC 197

Ai05B19946 Araip.B05 19946 p2 (TC)8 16 96318139 96318154 ACGCTAAATATGCGCAGAAG TTCACAAGTCACAATCCTTTCC 154

Ai05B19947 Araip.B05 19947 c (AAC)6(AAT)6 36 96318323 96318358 GGAAAGGATTGTGACTTGTGAA TGTTTTTAATTTCTGATGTCAAGG 255

Ai05B19949 Araip.B05 19949 p6 (AATCCT)5 30 96323351 96323380 CATTGAACCTGTAATTGTAGAAGCA GAAACTGCAGAAAACGCTCC 252

Ai05B19955 Araip.B05 19955 p3 (TTC)5 15 96355430 96355444 AGGATTCTTGCTCAACCACG TGCAATGAATGAAAGTATGCAA 254

Ai05B19956 Araip.B05 19956 c (A)11gaagaaaaaaaaag(AT)1963 96356843 96356905 TGCAATTGACACCAAACTCAA AAAGCTTGGCTGGCTATGAA 223

Ai05B19958 Araip.B05 19958 p2 (TG)9 18 96363525 96363542 CATAGGCATAGCGCTGGAAT TGGAGAAGTGGATGTGACCA 248

Ai05B19963 Araip.B05 19963 c (AT)10aa(AATAT)862 96401863 96401924 TCCATGTGCATTGATATGTTATG GCTGTCCAAAATTCCCACTT 280

Ai05B19965 Araip.B05 19965 c (TA)8(TG)8 32 96409682 96409713 TTCTAAGTGTGGGGAGGTCA ATGGGTAAACCAAGCTCCAA 280

Ai05B19967 Araip.B05 19967 c (TTAT)5nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngtatatatata(T)1077 96424386 96424462 AACTTGACATCGGGGTAATTTT GGGAACATGGGTTAATAGGGA 274

Ai05B19971 Araip.B05 19971 p3 (GAA)5 15 96440235 96440249 TCGTCCACTAAAGGAAACGG AGGATTTCATCGCCAGAATG 179

Ai05B19973 Araip.B05 19973 p2 (CT)6 12 96450381 96450392 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTGAGGAGAGCAGAGATG 278

Ai05B19974 Araip.B05 19974 p2 (CT)6 12 96453352 96453363 ATGCCTAAATTTGTGCAGGG TGGGTGGGAAAGAGAGATTG 208

Ai05B19975 Araip.B05 19975 p3 (TCT)7 21 96453499 96453519 CAATCTCTCTTTCCCACCCA TTGCCTTCCCTTTCCTCTTT 226

Ai05B19978 Araip.B05 19978 p3 (AAT)6 18 96470978 96470995 CAGGTTCTGGATCTGCTTCC TGAAAATTCTCCCTCTCCCA 262

Ai05B19979 Araip.B05 19979 p2 (AG)6 12 96471326 96471337 AATGAGATGGGAGAGGGAGAA TCCTTTCAAAATTTGTTTCAACT 273

Ai05B19981 Araip.B05 19981 p2 (AT)8 16 96474256 96474271 AAAAACAATGCCAAAAAGCG TGAACTTTGAACTTTGGGGC 224

Ai05B19982 Araip.B05 19982 p2 (AG)6 12 96477233 96477244 GGGTATTTGGGGGAGAGTGT GGCACCATTCTAGGCGTTTA 272

Ai05B19984 Araip.B05 19984 p2 (TA)31 62 96514270 96514331 GCAATGGCAACTTAAATCAAA TTTTTCCCCATCTCATTTGC 280

Ai05B19986 Araip.B05 19986 p2 (AG)6 12 96521163 96521174 AAAACTAAAAGAATATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 207

Ai05B19987 Araip.B05 19987 p4 (AAAT)6 24 96557355 96557378 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 248

Ai05B19988 Araip.B05 19988 p5 (AAGAT)5 25 96571746 96571770 CAGCCCAAGCCTACAGAGAG GCTGCACTGCTGATCTTTCA 260

Ai05B19990 Araip.B05 19990 p2 (TA)6 12 96581903 96581914 CTAAGCCTTACCTCGCATCG GACTAGCCGGCCTAAACTCC 193

Ai05B19991 Araip.B05 19991 p3 (ATA)5 15 96584122 96584136 CAGGTTCTGGATCTGCTTCC TCATCACCAAATTCGAACCC 196

Ai05B19993 Araip.B05 19993 p3 (TCT)7 21 96593159 96593179 TTCCACATACACCCCCTCAT TTGGGTGCCATAAGTGTGAA 230

Ai05B19994 Araip.B05 19994 p3 (ATT)5 15 96595185 96595199 TGCATTTCATCATGCTTCAAC TCCTTGCCTAATGAACGCTT 252

Ai05B19997 Araip.B05 19997 p3 (GTG)6 18 96636633 96636650 GCACGCTGCCAAATCTATCT ACCCTTATCACAAATACCACTATCTT 275

Ai05B20001 Araip.B05 20001 c (T)10aattttcgaaaaaaaatagtgttttgatttaaaaattttaagtttggtgtcttttagttgtttttctttttcttcattaatttaaaaagt(A)10110 96698724 96698833 TCTTAAAACATGTAAGTTTGGTGTCC TTGAAAAAGATATGATTTTTGAGAAGA 270
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Ai05B20002 Araip.B05 20002 c (ATC)7(ATT)5 36 96725294 96725329 GCATAATTCCTGTGCCCTGT CCCGGAATCAGTATTTCCAA 217

Ai05B20003 Araip.B05 20003 p2 (TA)6 12 96728189 96728200 TTGGACTTCGCTAGCCTACA AATTCCTTGGGAGAACGACC 278

Ai05B20005 Araip.B05 20005 c (AC)20(AT)6 52 96744805 96744856 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 269

Ai05B20006 Araip.B05 20006 p2 (AC)7 14 96750317 96750330 GGGCTAAGGTAAGGGTGAGG TTGGGTAGCTAGGCATGATTTT 130

Ai05B20007 Araip.B05 20007 p2 (TA)8 16 96750484 96750499 AAATCATGCCTAGCTACCCAAA CCTACTCATGTGGGACCAAAA 264

Ai05B20009 Araip.B05 20009 p4 (AATA)7 28 96753879 96753906 TTTTTCGAAATTCTCCACTCA CCAATGGAGGGTATGCAGAT 229

Ai05B20016 Araip.B05 20016 c (T)10ctatttttttcctatttttttta(T)1043 96790806 96790848 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 254

Ai05B20017 Araip.B05 20017 p3 (AAT)5 15 96792207 96792221 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai05B20024 Araip.B05 20024 c (T)10ctttttctgcttgcttttctttcc(AT)646 96858693 96858738 ACACCTTCACACCACAAGCA TGAAGCAAGAAAAAGCAGCA 275

Ai05B20034 Araip.B05 20034 p2 (AG)7 14 96925061 96925074 TGAGGGGAGAATGAACCAAG GAGGACAAAATAATGGAAATGACA 231

Ai05B20036 Araip.B05 20036 p2 (AT)6 12 96929938 96929949 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 230

Ai05B20040 Araip.B05 20040 p2 (AT)6 12 96952127 96952138 CAATATTCGGTGATCCAGCC GACAGGACCTGGGATGTTGT 115

Ai05B20044 Araip.B05 20044 c (AAG)5aaaaagccactgaaaaagggcaacc(A)13gc(A)1166 97007037 97007102 TGGTGGTATGCATGTTCGAT AAGTTCAAACCATTGGTGCC 229

Ai05B20046 Araip.B05 20046 c (T)14gctttttggttgccccttttcagtggcttt(TTC)559 97056491 97056549 AAGTTCAAACCATTGGTGCC GATGTCTTTGGCCATGAAAAA 120

Ai05B20047 Araip.B05 20047 p2 (GT)6 12 97061152 97061163 TGCTTGATTGTTGCTTGAATG GGTTCTAAGATTGCGCACAG 188

Ai05B20048 Araip.B05 20048 c (A)11gtggcgaaaaaataaatag(A)1141 97067093 97067133 TGAAGCAAGAAAAAGCAGCA CCTATCCCCTGATGCTCAAA 213

Ai05B20049 Araip.B05 20049 c (A)11gtggcgaaaaaataaatag(A)1141 97100856 97100896 TGAAGCAAGAAAAAGCAGCA CCTATCCCCTGATGCTCAAA 213

Ai05B20052 Araip.B05 20052 p3 (ATA)6 18 97121411 97121428 TTGTTACTCGTTTGCCATACC ATGATCCATGCATTTTGGGA 254

Ai05B20054 Araip.B05 20054 p2 (AG)6 12 97128499 97128510 CTAACCCAGTTTTCGACCCA CCTGGAATTGAGAAGAAGCAA 207

Ai05B20063 Araip.B05 20063 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcgttttttttactaattatctttaatttttttttacg(A)10taaaaaataaaaaaaat(A)10123 97158664 97158786 CTTTTTGTTTGTTTCTTAACTTTTTCA AACCAAAAAGAATTTGAATTTTGA 205

Ai05B20064 Araip.B05 20064 c (A)15gagaagagagaaag(A)1039 97161284 97161322 TGAAGCAAGAAAAAGCAGCA TCCAACAGCATCAGCAGTTC 262

Ai05B20065 Araip.B05 20065 p2 (AG)6 12 97179277 97179288 GCAAGTGACGAAAATCAGCA AAGGAATATTGAACCTGGATCG 265

Ai05B20068 Araip.B05 20068 p2 (CT)6 12 97236098 97236109 TTCGAAAACCACTAACAACTTTTTC TCGAACACAGAGAGAGGGAGA 249

Ai05B20070 Araip.B05 20070 p2 (TC)8 16 97242545 97242560 CTTTTTCCTCTCCAATTTTCG GGGATAGGGGGTTCGAATTA 257

Ai05B20073 Araip.B05 20073 c (A)10(T)10 20 97271875 97271894 CGTGTTTGAACAACTGACGG TGAAAAGGCACAGGAAAACA 226

Ai05B20074 Araip.B05 20074 c (A)10tacttcttcaaaacaagtgttacatttactgcccaattagctagagcgttggtctaagttcgtggcaatttggtatactcttttcaaaatc(T)10111 97271996 97272106 TCCTGTGCCTTTTCAAAACA TGAAAACCAAAGGGAAATCAA 218

Ai05B20076 Araip.B05 20076 p3 (AAT)5 15 97279758 97279772 GTTCTTGTCCTTGCTCCTGC TCTCTGCCCTCCTCACAGTT 170

Ai05B20081 Araip.B05 20081 p2 (AT)9 18 97309851 97309868 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai05B20082 Araip.B05 20082 p2 (AG)6 12 97322662 97322673 AAAGAGGGAACGGATTTTCG AAACTTCTTTTTCAAATCTTTTTCA 211

Ai05B20083 Araip.B05 20083 p4 (TATT)5 20 97324019 97324038 CCAGCCAGGATTCAACAAAT TCGAGTTTGGACAACTGACG 225

Ai05B20084 Araip.B05 20084 c (TA)7tttttttttctcgttttcttttcttttc(T)1254 97327324 97327377 TTGGGGTAATTTTGTCCCCT GGGAACATGGGTTGATAAGG 226

Ai05B20086 Araip.B05 20086 p3 (CTT)5 15 97330373 97330387 TCTTGACTTTCCCATGGAGG ATGGATCGATTTCAGGCAAC 266

Ai05B20090 Araip.B05 20090 p3 (TTA)5 15 97354090 97354104 ACTTTGGTGCATTTTGTCCC TTAAGTGTGGGGAAAGTGGG 229

Ai05B20096 Araip.B05 20096 p2 (AG)6 12 97370643 97370654 TGGGAGAGGGAGAATTTTTG TTTTTGATTGTTTCTTACCTTTTTCA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20100 Araip.B05 20100 p3 (GAA)5 15 97383146 97383160 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 205

Ai05B20107 Araip.B05 20107 p3 (TCT)5 15 97425247 97425261 CTCCCAAACCCAACCCTAAT CTGGCCTTAGGTGCCATAAA 263

Ai05B20114 Araip.B05 20114 p3 (AAT)5 15 97452446 97452460 TGTCCTTGCTCCTGCTCATA TCTTTCCCTCTTTTTCTCTCTCAA 280

Ai05B20116 Araip.B05 20116 p2 (GA)9 18 97463269 97463286 CGAACACAGAGAGGGAGAGG CCACCAAACTACTTTTCCCC 278

Ai05B20119 Araip.B05 20119 p3 (TTC)5 15 97484973 97484987 CAAGGTTGACATGCCCTTTT GATTTGTTGGTGGGTCCCTA 194

Ai05B20120 Araip.B05 20120 p2 (AG)6 12 97488964 97488975 AGGCTGGAGAATGAGGGAAT GGAACATTGAACCTGGAATTG 177

Ai05B20123 Araip.B05 20123 p2 (AT)7 14 97497086 97497099 AGTGTGGGAAATTGGGTTTG TTCACCACTTACTTTGGGGC 236

Ai05B20124 Araip.B05 20124 c (TTTTA)5ttttccgtagtatcattcataacatctgcatcagcatctgcatcttgcattctgcatattc(TA)9104 97499340 97499443 TCTTCAGGGAGACAACCCAC CTTTCTGGGCATTGGATGTT 253

Ai05B20126 Araip.B05 20126 p2 (TA)8 16 97515290 97515305 ATTATCCGCTCATCAGTCGC AAACTAGGGGTGCAAATTAAGC 252

Ai05B20128 Araip.B05 20128 p2 (TA)6 12 97536015 97536026 CGATAGGGATGATAGCCGAA TGGAATCTATGCAATGCAATC 278

Ai05B20132 Araip.B05 20132 p2 (TA)9 18 97562262 97562279 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 227

Ai05B20135 Araip.B05 20135 p3 (AAC)5 15 97571556 97571570 GGAGGGACAACTACAACCGA TGGTGAGGTTCTCGGTAAGG 109

Ai05B20136 Araip.B05 20136 p3 (GAA)5 15 97571984 97571998 CATGATGAGCCAAGCTCAAA ATCTGCTTCCTGGGTTTCCT 209

Ai05B20144 Araip.B05 20144 p2 (CT)6 12 97625096 97625107 CCTCTTATCTTTTCAAAATTTGTTTCA GAGAGAGGGAGAGGATTTTCG 263

Ai05B20146 Araip.B05 20146 p3 (TCT)5 15 97627686 97627700 ATGCCTAATTTGGTGCAAGG TTAGAATGTTGCTCGCCCTC 262

Ai05B20148 Araip.B05 20148 c (TAT)10tg(TTA)5 47 97686507 97686553 CGGTTTTGCACTTGTAGCATT TTGGTGTATTTTTGTGTGTATGC 271

Ai05B20155 Araip.B05 20155 p2 (TC)6 12 97707954 97707965 TTCTTCCTTCTCCCTTCTTCC TCCACAAGCATATAATGAGGGA 245

Ai05B20159 Araip.B05 20159 p3 (GTG)5 15 97741444 97741458 TCAGCGGAACCTAGTGTGTG TATGGGTTTATCAGCCAGCC 247

Ai05B20163 Araip.B05 20163 c* (A)13(AG)6* 24 97769478 97769501 TTCCAAAACCATACCAAACCA TGAATCATGGTTGAGTTGATGA 205

Ai05B20164 Araip.B05 20164 p3 (TAT)7 21 97773702 97773722 GATTCATTGTTCTGATTGCTGG ATCCAGAACAAGCCAACCAC 206

Ai05B20165 Araip.B05 20165 p2 (AG)6 12 97775807 97775818 TCCTTAGATGGGAAGCAATGA TGATTTAGATTCAGTTGAGAGGGA 272

Ai05B20169 Araip.B05 20169 p2 (TC)6 12 97814411 97814422 CAATTAACTACTTGACTTCTTGTTTGA AAAAAGTGGGTAATGGTTTTCG 122

Ai05B20174 Araip.B05 20174 p3 (TTC)5 15 97856488 97856502 TCAAACTCTTTTCCCTCCCA TCTGGCCTTAGGTGCCATTA 279

Ai05B20176 Araip.B05 20176 p2 (TA)11 22 97880545 97880566 TCAGTTTGACTAACCGGCCT TTAACCCCGGATGGGATAAT 150

Ai05B20178 Araip.B05 20178 p2 (TA)18 36 97885586 97885621 GCCAAAAACCGGATTTCATA CTAAACGCGCAAGCATGATA 280

Ai05B20180 Araip.B05 20180 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttctttttaattaaccaattatttttattttttatttc(A)1095 97888314 97888408 TTGTTTCTTAACTTTTTCAAAACTACC GGATGGAAGGAGGTGAAATG 278

Ai05B20183 Araip.B05 20183 p2 (CT)6 12 97895948 97895959 AACTAATTGACTTTTTGTTTGTTTCTT AGAGGGTTCGGATTTTTGGT 276

Ai05B20184 Araip.B05 20184 p2 (CT)6 12 97896168 97896179 TCTCCCTCACTCACCAAAAA CTTTCAGGTTCAGGGTCTGC 203

Ai05B20185 Araip.B05 20185 p3 (TCT)5 15 97899143 97899157 CATGGTCATCCCTTCTGCTT CCCATGACTAGGAGGTGGAA 242

Ai05B20192 Araip.B05 20192 p2 (TC)19 38 97938780 97938817 GCACTCCGGGTTAAACTCAT TACCTGTGTGGAGGTTGGGT 253

Ai05B20194 Araip.B05 20194 p3 (GAA)5 15 97948930 97948944 AGTGCACTTGCCGGTAGTTT AACTTAGCGAAAGCCCGATT 215

Ai05B20197 Araip.B05 20197 p2 (AT)10 20 97972938 97972957 ACGCTTCCGGTTGTGTTACT TTCCCTTGCCTTTAGCTTTG 249

Ai05B20199 Araip.B05 20199 p2 (TA)13 26 98004258 98004283 GGAGCGGAGTTTGATAAATTG CGCGATCTTGCAAACCTT 272

Ai05B20203 Araip.B05 20203 p2 (TC)8 16 98081295 98081310 TACGAGATGGTTCCATGGTG GGAGAGCAGCGAAAGTGTTT 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20209 Araip.B05 20209 p4 (AACT)5 20 98119173 98119192 GCATGAAGGCAATGTAACCA CCCTTCAATCATCATCCAACA 280

Ai05B20210 Araip.B05 20210 p3 (TTG)5 15 98139831 98139845 TGACCCAAGGTGATGAGTTG GGCATTGTTGGAGAAAAGGA 233

Ai05B20213 Araip.B05 20213 c (A)10ttggtgcaaggaccaaataaaag(A)1043 98155831 98155873 TCCAACACGCGGACATAGTA TGCTACTGGCATGACGAGAT 248

Ai05B20215 Araip.B05 20215 p2 (AT)6 12 98158000 98158011 GAGAACCCAAAAGAAACCCC ATATGCGTGGCACCTTTACC 261

Ai05B20218 Araip.B05 20218 p2 (CT)6 12 98172505 98172516 TGCATCAAGAAGCATCAAGG TTATGCTGGCCTTAGGTTGG 241

Ai05B20219 Araip.B05 20219 p2 (AT)6 12 98175197 98175208 CCCAGGCTCTACAGAAACGA TGTTTTTCAGATGCAGGTCG 227

Ai05B20220 Araip.B05 20220 p2 (TA)9 18 98185812 98185829 TCCAATTCGACCACCATTTT AGCGACGTAGTGACGGACTT 249

Ai05B20221 Araip.B05 20221 p2 (TA)10 20 98191360 98191379 CAACCAGCTCAAGGTTTTCA CTGAGGAGTTACCGCTGGAG 185

Ai05B20222 Araip.B05 20222 p2 (AC)7 14 98194339 98194352 TCCCTCATACAGTTGTCGCA GCATGGATCTTCTCCTCTCG 179

Ai05B20223 Araip.B05 20223 c (AG)6c(GA)10 33 98194489 98194521 CACGCAGAGGGAAAAAGAAG AACGACAACGACAACGATGA 259

Ai05B20224 Araip.B05 20224 p3 (CAG)6 18 98203721 98203738 GCAGCTTCAGTGATGGTGAA TCGTCCTTATCCGAAACCAC 151

Ai05B20225 Araip.B05 20225 p2 (TC)6 12 98207277 98207288 AAATCCAAGTCCAGAAGGCA TGAAAGTGAATGAAAAATCCCA 169

Ai05B20226 Araip.B05 20226 p2 (TC)6 12 98214085 98214096 ATTGCAGAAAATGCTCCCAG TCCTGAAAGTGAATGAAAAATCC 217

Ai05B20229 Araip.B05 20229 p2 (TG)6 12 98263458 98263469 TTGTTTGGTTGCCCTAACCT AAGGAAGCGTGAATTGTTGG 234

Ai05B20234 Araip.B05 20234 p2 (AT)7 14 98276480 98276493 AAGCCAACAATCTCATTGGG CTTGTTTTGGGGCATTTTGT 124

Ai05B20235 Araip.B05 20235 p2 (AT)7 14 98284160 98284173 TTGATTTTGGGAGAGTTGGG TGGGGTATTTTTGTCCCCTT 241

Ai05B20237 Araip.B05 20237 c (TC)19tt(TA)11tt(TA)12tgcttagacttctccttttatgtattataccttgttgcctcataaaggattttgttggagaactagggtttatgttgagaactttagatgcaggatta(TATG)5206 98304893 98305098 GAATTTCAAAGGGGTAGGACTTG CAAAACTAAGGCTGACCGGA 280

Ai05B20242 Araip.B05 20242 p3 (ATT)5 15 98332234 98332248 TTTAGAAAGCTCAAAGATTCAAAAT CTCTTCCCTCATCTCTCCCT 280

Ai05B20243 Araip.B05 20243 c (T)10cctcctcttccactttcttttgtccatatatacttctattctttgcatttttattttgtttttatagcctgtttttacttta(T)10102 98349350 98349451 TCTGTCATTCTGCGCATCAG CGAAACACCAAAATAACGCA 242

Ai05B20245 Araip.B05 20245 p3 (CAG)5 15 98361784 98361798 CTTGCCATGACACGATCAAC AGACCACCTTCGTGCTGTTT 239

Ai05B20246 Araip.B05 20246 p2 (TA)10 20 98362270 98362289 TTCTAGCTTTGATGAAGTGGCA AAGAGAGTCCCAGTCCGTCC 159

Ai05B20247 Araip.B05 20247 p2 (TA)11 22 98362416 98362437 GACGGACTGGGACTCTCTTG TTATTTTTCCTCCCCCAACC 200

Ai05B20248 Araip.B05 20248 p2 (AT)8 16 98376695 98376710 CATGACCGGTGTTTGTATCC CCCTTTTTCAATCGAAACACAT 271

Ai05B20251 Araip.B05 20251 p5 (TTAGT)6 30 98399023 98399052 TATGCGAATGCATCAGGAGT CCTAGGCCAAGAGGAACAAA 245

Ai05B20252 Araip.B05 20252 p2 (AT)20 40 98402190 98402229 GTCCCTCAATTTCAGCCAGA GTCCAAAACAAAGGGCGTAA 243

Ai05B20255 Araip.B05 20255 p2 (TC)6 12 98431088 98431099 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 202

Ai05B20258 Araip.B05 20258 p2 (TC)6 12 98438458 98438469 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 202

Ai05B20261 Araip.B05 20261 p2 (AC)11 22 98458961 98458982 TGACATCACATTCTCATCTTGCT TGAAGGGATTGGACCAAAAA 264

Ai05B20262 Araip.B05 20262 c (TTTA)8tttcgaaaaaaatgaggggagagaaagtggtcaggaagttttgaaaaagatatgatttggaaaagattttaaaactttttttg(A)10125 98470362 98470486 TCCGCTTATGTCCATGATGA TTTCTCTTCCTCACTAAATTCAAAAA 261

Ai05B20264 Araip.B05 20264 p2 (AT)10 20 98491758 98491777 GACCGTTGCAAAAACCCTTA GTTTTTGGGGGTTTGGTTTT 262

Ai05B20268 Araip.B05 20268 c (A)10ggagctcaaaattgaataaaagtgtgta(T)1048 98520906 98520953 CCACGCTTTTTGCTTTTCTC CTACTTTTGGCACCCTTCCA 273

Ai05B20269 Araip.B05 20269 p2 (TG)10 20 98521246 98521265 GACGCACTGTTTTCATTGGA CCAAGTTTCATAAAGCCGGA 128

Ai05B20271 Araip.B05 20271 c (AAAAT)5aattattattattagtattaattgcctaataatattgtactataattttttgtattttttagacaaaaataatgataaatttattcattagattct(TA)7gtcacca(AAT)12178 98526125 98526302 TCTCCAACGTTTCTCTCCGT TCCGTTAGACATAACAGTCCTCTG 275

Ai05B20274 Araip.B05 20274 p2 (TA)10 20 98541355 98541374 CACAAAATCCAGTGAGGGTTC CCTAATGGGTCATGCAATTCT 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20277 Araip.B05 20277 p2 (GT)7 14 98560140 98560153 GGGGACAAAATTATCCCAATG TTTCAAGGTTGTAATGGGGC 252

Ai05B20282 Araip.B05 20282 p3 (AGC)5 15 98591900 98591914 TGGCGGTAGTAGCGTTTCTT GTCGCCAAGTGACAGACAGA 132

Ai05B20283 Araip.B05 20283 p2 (AT)10 20 98595373 98595392 TTTCACGCCAAGACATTGAG GCATGATAGAGAATTTCAAGATGG 230

Ai05B20284 Araip.B05 20284 p2 (TA)7 14 98605661 98605674 TTGGGTCGTTACAAAAGTGC GGTTTATCAACCTCCCCACA 262

Ai05B20288 Araip.B05 20288 p2 (CT)9 18 98613527 98613544 CTCGTCCAAAGGCAGAAGTT GTCATGAGAACACGACGGTG 213

Ai05B20289 Araip.B05 20289 p2 (CT)18 36 98614072 98614107 TTATTGGGAGAGGGAAGGCT CGGTGGTCTCAGAACAACAA 212

Ai05B20290 Araip.B05 20290 c (A)10tttcatatctttttttcaaaacttcctaattactttctctctcctcaa(T)1068 98626543 98626610 CAATTTTTCGAAATTTGCCTTT CCTGGACTGTTCATTTTCGC 278

Ai05B20294 Araip.B05 20294 p3 (GAA)5 15 98663155 98663169 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai05B20297 Araip.B05 20297 c (AC)13atatatatatagttctctataaacctctaagaggtacaaaagtaaa(AT)1092 98674629 98674720 CTCCTAACTCAGCCTGCGAA TTTACCATGCTGAGAACCCC 277

Ai05B20309 Araip.B05 20309 p2 (TA)6 12 98763854 98763865 TGCAAATGTGTCCACTCTTCTT CTTGTGCGAAAACATTCAACA 271

Ai05B20310 Araip.B05 20310 p2 (TA)6 12 98764832 98764843 TTCATGGGTCAATATCCAATCA CACCATTCATTTGCCTGATCT 235

Ai05B20313 Araip.B05 20313 p2 (TA)7 14 98787998 98788011 ATTTTTGTTCCCTCGCCTTT CGTAATACCGCTCCCAAAAA 187

Ai05B20314 Araip.B05 20314 p2 (TA)9 18 98794826 98794843 ATTTTTGTTCCCTCGCCTTT TTTAAACCGCAATACCGCTC 198

Ai05B20315 Araip.B05 20315 p2 (TC)9 18 98796816 98796833 AGCTTGCTCCCTCTCACTCA ACACCCTCTCACCCTTCCTT 241

Ai05B20316 Araip.B05 20316 p2 (TG)6 12 98796956 98796967 GCTCCCTCTCACTCAACGAC AACACCCTCTCACCCTTCCT 237

Ai05B20320 Araip.B05 20320 p2 (GA)6 12 98838459 98838470 AGGCCTTATGTTGGGGAGAT CTTGGTGTTTTCCCTCCAAA 261

Ai05B20322 Araip.B05 20322 c (T)10gtatttttgaaa(T)1133 98862265 98862297 GTTGAAACCTCGGTCCAAAA TCGAGTTTGGACAACTGACG 230

Ai05B20323 Araip.B05 20323 c (T)10c(T)10 21 98865159 98865179 CCACACATACGCATTGATCTTT TGGGACATTGGTTGAGAGAA 255

Ai05B20324 Araip.B05 20324 p2 (AC)6 12 98865372 98865383 TCTCTCAACCAATGTCCCAA AGCCAACTTTGAGCCTACGA 165

Ai05B20326 Araip.B05 20326 p2 (TA)8 16 98870677 98870692 ACATGGGGAATTCATTGGAA CAATTCAACCACATATGCATCC 212

Ai05B20329 Araip.B05 20329 c (AAT)8acttctctggttctctttcttcattcttgc(A)1064 98882198 98882261 CCTCTTCGTCCAGTTCAAAAA CAAATTGAACTCCTTCATACGTT 251

Ai05B20330 Araip.B05 20330 p2 (TA)6 12 98884247 98884258 ATGTCGTGCAATGCAACCTA CAAAATCCAGTGAGGGTTCAA 272

Ai05B20333 Araip.B05 20333 p4 (TTAT)5 20 98893832 98893851 AATCCACCAACATGCCTCTC TCACAATAACCAATAAACCTGGAA 213

Ai05B20334 Araip.B05 20334 p2 (AT)6 12 98900472 98900483 TCAAGGCAAGGGTGAGGATA GGAAGCGTGAGCTTTGGTAG 167

Ai05B20335 Araip.B05 20335 p2 (CT)6 12 98904016 98904027 CGTCTTCCTCTCTCCCAGTG CTGCCTCAGATCTGTCACCA 268

Ai05B20337 Araip.B05 20337 p2 (TA)8 16 98905958 98905973 CGAGTTGTGTGTTCTTTGGC TTTTCATAATCCCAACAATCCA 204

Ai05B20338 Araip.B05 20338 p5 (ATAAA)5 25 98906213 98906237 TTGATCTCACCTATTTTTCCTGC CCAGGTTCGAACTTTGGTGT 272

Ai05B20339 Araip.B05 20339 p3 (CTT)5 15 98915458 98915472 CTTGGAGCTGAGTTTTTGGC AAATGCAACAACAAAGAATTGA 231

Ai05B20340 Araip.B05 20340 p4 (TTAG)6 24 98918928 98918951 TCCAACACTTCCAAACACCA CATCCCGTTTGTACTCAGCA 180

Ai05B20341 Araip.B05 20341 p2 (GT)7 14 98920337 98920350 GGCCATCATTTCATTTAGCC CCTTTTATTCACCCAATGGC 214

Ai05B20342 Araip.B05 20342 c (TA)6gaatatgcggaatgcgagatgcagatgctgatgcggatgttatgaatgatactagga(AAAAT)8109 98923653 98923761 ATGTTAACGCCGATTTGGAC CCCACCATGGTATGATCGTT 230

Ai05B20343 Araip.B05 20343 p2 (TC)20 40 98929403 98929442 GAATTGCCTGCTGGAATGTT TCAGAGGCACAACTAAGCCA 138

Ai05B20346 Araip.B05 20346 p2 (CT)7 14 98951029 98951042 GGAACAATGAACCTGAAATTGA CAGTGACGAAAATCAGCGTG 277

Ai05B20347 Araip.B05 20347 p2 (TC)7 14 98961759 98961772 CGCTCACTCTCTCCTCTGCT CCTTTCAAGGCTCTGTTTGG 275
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Ai05B20353 Araip.B05 20353 p2 (TA)6 12 99006015 99006026 AAGAGCTCCAAAAGCCACAA GCTTAGCCTTGGATTCTTGC 143

Ai05B20354 Araip.B05 20354 p3 (TGA)5 15 99011234 99011248 GAGATGATGGGTCTCAGGGA GAGTTAAGGAAGGCAAGGCA 271

Ai05B20356 Araip.B05 20356 p2 (TC)6 12 99038876 99038887 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 182

Ai05B20360 Araip.B05 20360 p2 (AT)10 20 99051101 99051120 CTGAACTAACCCGCGAACTG GATTGGTTTGGTTCGGGTAA 279

Ai05B20366 Araip.B05 20366 p2 (AG)6 12 99091481 99091492 AAATAGAATGAGAGGAGGAGAGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 245

Ai05B20369 Araip.B05 20369 p2 (AG)6 12 99094090 99094101 GGGTGGGAAAGAGATGTTGA CCTAAATTGGTGCAGGGATG 219

Ai05B20370 Araip.B05 20370 p2 (TC)6 12 99102363 99102374 AAGACATATCTTTTTCAAAACTCCC AGGGAGATGATGTGGATTGC 270

Ai05B20371 Araip.B05 20371 c (A)13ggaaaaaaaacaaaaag(A)1040 99109112 99109151 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTTTTTACCC 156

Ai05B20374 Araip.B05 20374 p3 (GAA)5 15 99127998 99128012 TGATGGCTCGATCCACAGTA CTCACCCTTATGGCCGAATA 226

Ai05B20378 Araip.B05 20378 p2 (AG)6 12 99151520 99151531 GAGAGAGGGAGAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 210

Ai05B20379 Araip.B05 20379 c (A)10tgcaagatgagtatgcaattgacaccaaacttataacatgactcaagactcaaacaagaacacacaaaatatttttgatttttatgattttctaa(T)10115 99152469 99152583 GAAGAACACTATGAATGCATGAAA AAGTCATGCCTGACCCTTTG 265

Ai05B20380 Araip.B05 20380 c (T)10cttttttttcttt(TA)1349 99155553 99155601 GGGCATTTTGTCCCCTTTAT AACTTGGGACGTTGGTTGAG 240

Ai05B20382 Araip.B05 20382 p2 (GA)7 14 99181326 99181339 CAGTGAACGAGGCAAAGACA TTCTCCACTTTCATCCCCAC 193

Ai05B20388 Araip.B05 20388 p2 (AG)7 14 99229553 99229566 GGTGGAAAACAATGGCACTT GCCCTCTCTCCCACTTCTCT 266

Ai05B20390 Araip.B05 20390 p2 (AG)6 12 99244365 99244376 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 166

Ai05B20391 Araip.B05 20391 p4 (AGTT)5 20 99244638 99244657 CAAACGTAAGGATAATGGTGGAA TGATCCCTATCGTAATTATCCG 215

Ai05B20393 Araip.B05 20393 p2 (AT)7 14 99252272 99252285 GTGTGGAAAATTGGGTTTGG TACTTTGGGGCATTTTGTCC 225

Ai05B20394 Araip.B05 20394 p3 (ACC)5 15 99254930 99254944 CTCTTCCTCCACAGTAGCCG TTGGTGCACGAAATTGTGAT 183

Ai05B20395 Araip.B05 20395 p2 (TA)9 18 99255641 99255658 CCATCCCGAGCTTCAGTAGT TCACAATCAACAACTAAGATGCAA 277

Ai05B20398 Araip.B05 20398 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttgatttt(A)10tttcg(A)10112 99293704 99293815 TTGTTTCCTATCTTTTTCAAAACTACC GGGCAGAGATGTGAGATGAGA 279

Ai05B20402 Araip.B05 20402 c (CT)8catctctttctattttttttatttattcactaatacttctcttctactcatctaataattcgaacc(CT)9100 99327592 99327691 TGATTTTATTTCTTTTCTTACATTTCG GATTCCTTTATGTATCAGAGGAAAAG 259

Ai05B20404 Araip.B05 20404 p2 (CT)6 12 99341567 99341578 AACGCCAGAAACAAGCATCT TTTTGAAGGTAGGTGGGGTG 276

Ai05B20405 Araip.B05 20405 p2 (AT)6 12 99348387 99348398 GGTTTATCAACCTCCCCACA CATTTCCCATCATCTTGCCT 214

Ai05B20408 Araip.B05 20408 p2 (GC)6 12 99367362 99367373 ATAGGCACACGTTTGGAACC ACAAAGAAAAAGGGGCATCC 264

Ai05B20412 Araip.B05 20412 c (TTA)5(T)10 25 99401816 99401840 GGGGTAATTTTTGTCCCCTT TATGGGAAATTGTGGGAACA 199

Ai05B20414 Araip.B05 20414 p3 (AGA)6 18 99407508 99407525 TCTTCCCCTTCCCCTTTCTA GCCCTCCATTCTTCATCAAA 225

Ai05B20415 Araip.B05 20415 p4 (AAGA)5 20 99414172 99414191 GGGTGATGAAGAGGGTTGAA TCCCAAGTGGGAAAACATTC 269

Ai05B20416 Araip.B05 20416 p3 (AAT)9 27 99431444 99431470 GGTGGTAAAAAGTGAATTTCAAAG TTGCCACTCCCTAAGTGTTTT 246

Ai05B20417 Araip.B05 20417 p2 (TA)6 12 99433250 99433261 ACAGGTCAGGGCCTATGATG TTTTTGAAAGCGTTTGGATT 231

Ai05B20419 Araip.B05 20419 p3 (ATT)6 18 99435159 99435176 TGCAACCAATTGGAAGTGAG GGCTAGGTGAGCTTGCATTT 269

Ai05B20421 Araip.B05 20421 p3 (GAA)7 21 99468269 99468289 CCCCTAATGAAAGTGGGGTT TTCACTTTTTCTCACCGGTCTT 175

Ai05B20422 Araip.B05 20422 p3 (GAA)6 18 99475523 99475540 CCCCTAATGAAAGTGGGGTT GGGTTTTTACTTTTTCTCACCG 177

Ai05B20425 Araip.B05 20425 p2 (TC)10 20 99486530 99486549 CACCACCACGTGACAACAAT AGTGATCCGGATTTCTCGTAA 277

Ai05B20428 Araip.B05 20428 p2 (AG)6 12 99499636 99499647 AGAAGAAAGGGAGGAGATGAGA CTTCTTATCTTTTCAAAATTTGTTTCA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20431 Araip.B05 20431 p2 (CT)9 18 99502444 99502461 CCCTCCCCCTTCTATTTCAC TGAGGGATAATGACGCAAAA 226

Ai05B20434 Araip.B05 20434 p3 (GAA)5 15 99520732 99520746 CGGTCTTAGGTGCCATCAAT TCCTCTCTACTTGGCCGAAA 167

Ai05B20438 Araip.B05 20438 p3 (AGA)5 15 99531199 99531213 TTCCAAGATTCAGAGGTGGG GCTCTTCTCCCTCCATCTCC 211

Ai05B20441 Araip.B05 20441 c (AT)15nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatatata(T)1386 99562913 99562998 ACCTTGGGGCATTTTTATCC AATTTTGGGAATTGGGAACA 268

Ai05B20444 Araip.B05 20444 p3 (GAA)5 15 99576606 99576620 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai05B20445 Araip.B05 20445 p3 (GAA)6 18 99585874 99585891 GGGAGAGAGAAAATGGGACC ATCCTGGGACGCAGATAATG 181

Ai05B20448 Araip.B05 20448 p2 (GC)6 12 99595693 99595704 AGCTTAACCACCTGCCAAGA AGCGTCGATGGTTAAATTGC 248

Ai05B20452 Araip.B05 20452 p3 (AAG)7 21 99670779 99670799 CTGAGGTTTTCCGGTGGTTA TTCATCATCCTCCTCTTCCG 254

Ai05B20454 Araip.B05 20454 p2 (TA)8 16 99689148 99689163 TTTGTTGAATTCCCCTACAAAA CGTGTTGTCAACTAAAATTTATACAGA 266

Ai05B20457 Araip.B05 20457 p3 (AAG)5 15 99708907 99708921 TGGAAAAGAGGCCAGAAAGA CGTTGGAGGTAACATTGGCT 262

Ai05B20464 Araip.B05 20464 p4 (GTTA)5 20 99768336 99768355 TTCCACCCCCTTCTTTTCTT CAACAGCAGTAGACAGCAAACA 242

Ai05B20467 Araip.B05 20467 c (AT)15(AG)13 56 99773908 99773963 TGAAAATCATGGGATTGGGT GGCATTTTTGTCCCCTTTTT 203

Ai05B20468 Araip.B05 20468 p2 (GC)6 12 99775134 99775145 GTCAAGCCTGACCTCCTGAC GGCCCAAAATGAGCTACAAA 236

Ai05B20469 Araip.B05 20469 p3 (CAT)5 15 99808436 99808450 GTTGCCAGAGTTGAAGGAGG TGGAGTCTACCCGAGCTGAT 253

Ai05B20470 Araip.B05 20470 p2 (AG)11 22 99814089 99814110 CGATGACGACAGAGGAGACA GAACCCTAGCGAACTAGCCC 219

Ai05B20478 Araip.B05 20478 p3 (TTA)5 15 99847906 99847920 AAGCAGTGATTGAAATTGGGA GGTTTTGGAAGTAAGGAGGGA 262

Ai05B20481 Araip.B05 20481 p2 (GT)7 14 99871898 99871911 TTGAGCCTATGACAAACCCC CACCCTTTTTATCCCAACCA 165

Ai05B20482 Araip.B05 20482 p2 (AT)6 12 99872680 99872691 CTTTCGCGAGCTTTCTTCAT TCCCCACACTTAAACCAAGC 269

Ai05B20483 Araip.B05 20483 p2 (CA)7 14 99876714 99876727 TTACAACCTCATCCCAAGCC GCGGTAGCTTAAAAAGCGTG 144

Ai05B20485 Araip.B05 20485 p3 (TCA)5 15 99886251 99886265 ACAACCTTTTGGAGTTCGCT TTGGGGAACAAGCAACTTTC 150

Ai05B20488 Araip.B05 20488 p2 (TC)6 12 99930223 99930234 TTAACACCAGAAAGGGGCAC ATAGGTGAGGGGTTTTTGGG 266

Ai05B20492 Araip.B05 20492 p2 (AG)6 12 100011574 100011585 GCAATGGTAACTTAAGTCAAAGAGAA GGGAGCTCGCATATTTTTCA 280

Ai05B20498 Araip.B05 20498 p2 (AT)10 20 100075168 100075187 TGGGGTAATTTTGTCCCCTT GGGAAATTGTGGAAGCAAAA 199

Ai05B20501 Araip.B05 20501 p2 (TA)6 12 100099523 100099534 GGCATTTTTGTCCCCTTTTT TTGAAAATTAGGGGATTTGGG 164

Ai05B20502 Araip.B05 20502 p3 (AGA)6 18 100105909 100105926 AAATGGGACTGCCAGAAGTG CGAACGTAGGTAATGCACCA 181

Ai05B20504 Araip.B05 20504 p3 (TTC)5 15 100121534 100121548 CACACATCCCTCCATCTCCT TCTCTTGCCTTAGGTGCCAT 153

Ai05B20509 Araip.B05 20509 c (A)10ttttaataaaataataaaaccaaaaatatttgatgtttcttgtttgagtctagagtcaagttttaagtttagtgtcaattgcatctttttaattttc(A)10117 100171329 100171445 TTTCTTCTATTTCGTTTTTCCAA GACTGACCAAGAACGACTTGAA 221

Ai05B20511 Araip.B05 20511 c (GA)11attttaaattaaaataaattttgtttttattttaattattggttagtattcaaaatt(A)1190 100183359 100183448 TTCGAATTATAAGAAGAAGAAAAGTGT TCGAAAATCAAATAGTAAGAAAAGAAA 280

Ai05B20519 Araip.B05 20519 p2 (AC)7 14 100200732 100200745 AATTTTAAAGGTTTGGCCCG AAATCGGAGCACCATAGCTC 215

Ai05B20520 Araip.B05 20520 c (A)13g(A)12 26 100204394 100204419 TTGTCGGGAATTGACTGTGA GGGAGGGGTTATGAAGGAAG 180

Ai05B20521 Araip.B05 20521 p4 (TTTA)5 20 100204775 100204794 GTACCCCTCCCTTGTTTCGT GCAGAGAAGTCCCTGTGAGG 264

Ai05B20523 Araip.B05 20523 p2 (TC)6 12 100211123 100211134 AATCGCACAAAATACAGGGC TTCTAAGCGAAGCGTCAACA 274

Ai05B20525 Araip.B05 20525 p3 (GAA)5 15 100220509 100220523 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 244

Ai05B20528 Araip.B05 20528 c (AG)7ttcggatttttggtgagtgaggaagagatgttagtaaataaataaataaaatagaaggagat(GA)688 100229368 100229455 TTCTTGTCCTTGCTCCTGCT TTCAAAAACAATTTTCAAAAATCAC 273
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Ai05B20529 Araip.B05 20529 p2 (AG)6 12 100229610 100229621 CGGATTTTTGGTGAGTGAGG TTTTTGTTTGTTTCTTATCTTTTCCA 279

Ai05B20534 Araip.B05 20534 p2 (TA)6 12 100241337 100241348 CAAAAGTGGGAAAATTTTGGG GGCTAAGGTAAGGGTGAGGG 149

Ai05B20537 Araip.B05 20537 p5 (TTATC)5 25 100270373 100270397 TGCAGCTGATCCTTTGTCAC AGGCCTACAGAGAGAAGGGC 251

Ai05B20542 Araip.B05 20542 p2 (AT)6 12 100303849 100303860 TCATAATGCAGAAGCAGCTCA TTGAGGCGTCCATTCTAACC 242

Ai05B20544 Araip.B05 20544 p5 (AAGAT)5 25 100329822 100329846 AGGCCTACAGAGAGAAGGGC TGCAGCTGATCCTTTGTCAC 250

Ai05B20545 Araip.B05 20545 p5 (TTATC)5 25 100340906 100340930 CCTGGGTGCTCCAGTGTATT AGCAACAAGTCAACCAACCC 265

Ai05B20550 Araip.B05 20550 p2 (AG)8 16 100399658 100399673 TGGAGGTAATTGGTGAAGGG GCACCAAGTTGGCGTTAAAT 259

Ai05B20552 Araip.B05 20552 p2 (AT)8 16 100411105 100411120 ATGGGGCCTCTTCTTTGTCT GCATGAAGGGCAAAAGGTACT 274

Ai05B20553 Araip.B05 20553 p3 (ATT)7 21 100412870 100412890 CCTTCAGTTCAAGTTGCTGTTG AATGGCAGCGTCTTCCTCTA 162

Ai05B20555 Araip.B05 20555 c (CT)6tgctttcagaaactgtgcatttaccaaacttctttttttccttttactaatgctaaggtaaaggtaaaccaggataag(A)10100 100433557 100433656 TTCCATTCGACATTTTCCGT TGAAACGAATGGGATTGAAA 224

Ai05B20557 Araip.B05 20557 c (TTTAT)5tttaatttcggttttc(A)1051 100444751 100444801 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 200

Ai05B20558 Araip.B05 20558 p2 (TA)9 18 100462835 100462852 TACTTTGGGGCATTTTGTCC TGAAAATCATGGGAATTGGG 197

Ai05B20559 Araip.B05 20559 p4 (TAAC)5 20 100464739 100464758 TCAACAAAGAATCCAACAAGGA ACCCAACACTACCAAGCACC 208

Ai05B20562 Araip.B05 20562 p2 (AT)8 16 100500420 100500435 GCCCTCCATTAATGCTCAAA GGAAAAGCATGTTGCAAAAGA 202

Ai05B20563 Araip.B05 20563 p2 (AT)6 12 100531766 100531777 GCCGTACAATTCCAGCCTAA ATGCGATCACGTCATATTGC 123

Ai05B20564 Araip.B05 20564 p3 (CAG)5 15 100534914 100534928 AGCCAGAGCATTGGAGGAG CCCCCAAAATAAGCACAAGA 101

Ai05B20565 Araip.B05 20565 p3 (TCA)5 15 100537948 100537962 CTTTTGGAGTTCGCTTGCTT GTAAGTTCAAGGGCCCACAA 198

Ai05B20566 Araip.B05 20566 p3 (TCA)5 15 100542218 100542232 CTTTTGGAGTTCGCTTGCTT GTAAGTTCAAGGGCCCACAA 198

Ai05B20567 Araip.B05 20567 p2 (TC)6 12 100549871 100549882 GTTAAACGCCAGAAATGGGA GGTAAGGGGTATTTGGGGAA 269

Ai05B20569 Araip.B05 20569 p2 (GT)6 12 100555238 100555249 TTTGATTTTGGGAAGTTGGG AGGAAATGCACGAGTGTGTG 246

Ai05B20570 Araip.B05 20570 p2 (TA)19 38 100555531 100555568 CACACACTCGTGCATTTCCT CACACACTCGTGCATTTCCT 254

Ai05B20577 Araip.B05 20577 p2 (GA)6 12 100636186 100636197 AAAGGAAAACATGGATAATGCAA CGCTGCACAGCTTAACCTAA 251

Ai05B20578 Araip.B05 20578 p3 (AAT)5 15 100643217 100643231 TCTCCTTTCAATCATCTCCCA ACCTCCATCCAGACTTCGTC 259

Ai05B20581 Araip.B05 20581 p2 (CT)6 12 100655792 100655803 TTGATTTTCAAATTTGTTTCAACT AAAGGTGCTTGCTGGATTGT 266

Ai05B20582 Araip.B05 20582 c (A)12gaaatagcgaaaaaaatag(A)1041 100659648 100659688 TGAAGCAAGAAAAAGCAGCA TTTAGTCGCTTAGGCCAGGA 246

Ai05B20583 Araip.B05 20583 c (A)10tttttcaaaaatctttcaaaaattttctcctttgttttcgaaaaaaattt(A)1070 100678636 100678705 TTTGGACAACTGACGGTTCA CCAGCCAGGATTCAACAAAT 222

Ai05B20586 Araip.B05 20586 p2 (CT)8 16 100680222 100680237 CGAAAATATCTCCCTCTTTTTCAA GGTTCCCTTTAGGTGAGTGGA 237

Ai05B20587 Araip.B05 20587 p3 (TTC)5 15 100683478 100683492 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai05B20597 Araip.B05 20597 p2 (GT)6 12 100737219 100737230 GGATGAGTGAAGTGCATGTTG GCAAAAACGAGGAAGCAAAG 183

Ai05B20603 Araip.B05 20603 p2 (CT)6 12 100803674 100803685 TAGAAAAGGGCGTTTTGCAC ATAGGTGAGGGGTTTTTGGG 163

Ai05B20604 Araip.B05 20604 p3 (AAT)5 15 100830876 100830890 TTTCGAAAAAGAAGGAGGCA AAATTGTTTGCTCCAATGGC 132

Ai05B20608 Araip.B05 20608 p2 (AT)7 14 100841277 100841290 TTCTCCTTTGGAGGCAGAGA GAAATCACAGCCCTTCGTGT 240

Ai05B20612 Araip.B05 20612 p2 (CT)6 12 100861887 100861898 TTTCCTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 263

Ai05B20614 Araip.B05 20614 p3 (TCT)5 15 100865117 100865131 ACCCACCTCACCCTCTCTCT GCCTTTGTCTTCCCTTCTCC 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20616 Araip.B05 20616 p2 (TA)7 14 100893783 100893796 TGGTTTATCAAACCTCCCCA TGTTTCCTGCTTTCATGAGC 267

Ai05B20617 Araip.B05 20617 p2 (AG)6 12 100912601 100912612 TAGAATTGATGTTTGGGGGC ACTGGGGAAGATGAGGATGA 241

Ai05B20624 Araip.B05 20624 p2 (CT)6 12 100947901 100947912 ATGCATCCATTCAGGGAGAG AAACAACCTTGGATTGAGAGTCA 143

Ai05B20630 Araip.B05 20630 p2 (CT)6 12 100956880 100956891 ATGCATCCATTCAGGGAGAG AAGAACCTGGGATTGAGAGTCA 142

Ai05B20633 Araip.B05 20633 p2 (CT)8 16 100967866 100967881 TTCTTATCTTTTTCAAAACCACCA TCGAAGGAGATGAGGGAGAA 215

Ai05B20634 Araip.B05 20634 p2 (CT)6 12 100968100 100968111 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCTCTGTCCCTG 223

Ai05B20635 Araip.B05 20635 p3 (TTC)5 15 100970440 100970454 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai05B20638 Araip.B05 20638 p2 (AT)9 18 100997897 100997914 AAAAAGTTTTGAAAAAGTCAACTCA TGCATGCATCATTTGTTTTG 151

Ai05B20640 Araip.B05 20640 p4 (TTAG)5 20 101013292 101013311 TCATCCAACACTCCCAAACA GGCAATAAGAGGCAGCAATG 163

Ai05B20642 Araip.B05 20642 p6 (TATTTT)5 30 101021538 101021567 CCTCCACTGCATCAGACAGA AGCAAAAGAACAATGTGCAA 280

Ai05B20650 Araip.B05 20650 p4 (AAAT)10 40 101101491 101101530 AACTGTGGGAACTTGGGTTG TGGGGTAATTTTGTCCCCTT 230

Ai05B20651 Araip.B05 20651 p2 (GT)6 12 101101672 101101683 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 232

Ai05B20652 Araip.B05 20652 p2 (TA)6 12 101124360 101124371 AACTCGATGAGCCTTCTGGA TCCCAAAACAGAAAACCCAC 164

Ai05B20655 Araip.B05 20655 p3 (AAG)7 21 101153843 101153863 CCACAAGAGGGAAACCAAGA AATTCAAGCAAGATGGGGTG 254

Ai05B20657 Araip.B05 20657 p3 (TTC)6 18 101167883 101167900 TACTTTGGGGCATTTTGTCC TCCTTGTTGCTTATCACCCA 150

Ai05B20658 Araip.B05 20658 c (AAAATA)5cagaaaagtagcaaaataaataaaaagagtatgtagtggttcacaag(A)1087 101170656 101170742 GGCTAAAATATGAACTAAAGTGCAAC TCACACCCTGCTTGAGTCTG 227

Ai05B20665 Araip.B05 20665 p3 (TCT)5 15 101200081 101200095 ACCCCTTTCATTGGGTTAGG GCATGAACTCTTCATTCCCC 198

Ai05B20667 Araip.B05 20667 c (A)10tatgtgtggc(A)1232 101233537 101233568 GAAGGAATGCTTGAACAGTGC ATTTTACCCTTGCCCTTTGG 254

Ai05B20668 Araip.B05 20668 p4 (TTTA)5 20 101239263 101239282 GCAAATGCAATAAAAGAAAATGG TTTGCACCCTGTTTTTCTCC 195

Ai05B20670 Araip.B05 20670 p2 (CA)6 12 101247785 101247796 TGTTCTGCCACTTTTTGGCT TTGTCCCCTGCATTTTCAAT 277

Ai05B20671 Araip.B05 20671 p4 (TAAA)6 24 101257267 101257290 CCTAACCACTTTCTCTCTCCTCA AGCATATGACCCCAGAGTCC 202

Ai05B20675 Araip.B05 20675 p3 (AAG)5 15 101288113 101288127 GCACCAATGACAACACAAGG GTGGTTGAAGTGCCAGGAAT 258

Ai05B20676 Araip.B05 20676 c (CT)8att(TTC)5 34 101311588 101311621 TACCTTCTCCACCCCACAAG AGGAGTCTCCAACCTTGGGT 186

Ai05B20680 Araip.B05 20680 p3 (ATG)5 15 101329540 101329554 GGCCCACAAATAAATCATGC GCAGACAGGCAGGGGTATTA 264

Ai05B20684 Araip.B05 20684 c (T)10gtagagaagcaaacataacttatcaatgcacatggattttctattattttctgttttg(T)1684 101363833 101363916 TGGGGTAATTTTGTCCCCTT TGCGGGAACATGGGTTAATA 228

Ai05B20687 Araip.B05 20687 c (T)10gtagagaagcaaacataacttatcaatgcacatggattttctattatttttttgttttgg(T)1181 101383693 101383773 TGGGGTAATTTTGTCCCCTT GAGACTGTGGGAACATGGGT 230

Ai05B20688 Araip.B05 20688 c (TA)6(T)10 22 101399404 101399425 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 263

Ai05B20691 Araip.B05 20691 c (AT)6tgagaaacatattttatttaaaaataataatagaa(T)1057 101406107 101406163 AAAGCAAGCAAACCGAAGAA TGTGACAAAATGTTATTTAGATGGA 261

Ai05B20693 Araip.B05 20693 c (T)10cttag(T)11 26 101406808 101406833 TCCTCGTCATCTTCTTCCGT AATTCGAATGCATTTTTGTCG 242

Ai05B20697 Araip.B05 20697 p2 (AG)7 14 101431238 101431251 TTGGGTTTGGGAGAGAAATG GGTAGCAGAATGGGCGTTTA 263

Ai05B20705 Araip.B05 20705 c (GAA)5aaaagaggtgatggagaaacaagaaagaagttggaaagggatagaaacagggcgcgcagctttaaaactgattcgtgcaatcggg(GC)6112 101484250 101484361 GTGAGTAGGCGGAGACGGT TACTTTGTGCCAACCCTGTG 249

Ai05B20709 Araip.B05 20709 p3 (TTC)5 15 101522442 101522456 TTGGGTTACCTCCCAACAAG CCAGCAAGCAAGATCAATCA 193

Ai05B20710 Araip.B05 20710 p2 (CT)6 12 101527296 101527307 CCTCGAATTGCATTCACAAA TTGCGGCCCAGAAAATATAG 261

Ai05B20711 Araip.B05 20711 p2 (TC)6 12 101546417 101546428 TCCCCTTTCTTCCTTCTTCC ATTGAACATGCAAGCAACCC 245
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Ai05B20713 Araip.B05 20713 p2 (TC)6 12 101571073 101571084 AAGGGGAGAAAAGCTGGTGT AGGGTATTTGGGGAAGGTTG 214

Ai05B20717 Araip.B05 20717 p2 (TA)6 12 101582741 101582752 ACACAACTGCAAACACAGCA TGTGGCTGGGATTTTCTACA 248

Ai05B20720 Araip.B05 20720 p3 (AGA)5 15 101587868 101587882 AACCAACAACCCCTTAACCC CCTCTTCTTCTCTGCCGCTA 275

Ai05B20721 Araip.B05 20721 p2 (CT)15 30 101593192 101593221 ACGCGTTCAGTTTGAAAAGC CTGGGTGCCAGCTTAAGAAC 264

Ai05B20722 Araip.B05 20722 c (CTT)5ctcctcctctgccgagcccgccgccgcgccatccctttcatgtaagttc(CT)880 101600493 101600572 GGAGAGAGGCAGAGAGCAGA TTCGGCATCTTGAGCTTCTT 276

Ai05B20724 Araip.B05 20724 p3 (GTG)5 15 101608565 101608579 CATTGTTATGCCAATGAATGC CTTGGCCTCCCTCTTTTCTT 232

Ai05B20725 Araip.B05 20725 p2 (AC)6 12 101613327 101613338 GGGCTAAGGTAAGGGTGAGG AGGGGACAAAAATTACCCCA 235

Ai05B20726 Araip.B05 20726 p2 (TA)8 16 101613500 101613515 TGGGGTAATTTTTGTCCCCT TTGGGAATTTGGGTGCTTAC 117

Ai05B20727 Araip.B05 20727 p3 (TCT)5 15 101620559 101620573 AAATATAACCCTCCAGCCCG GGAGAAGGGAGAAGAGAGGG 270

Ai05B20728 Araip.B05 20728 p3 (CCA)5 15 101623398 101623412 AGCAGACTGCACCACATCAG CTCAGTCAAGCTGGGTGTGA 178

Ai05B20729 Araip.B05 20729 p2 (AT)15 30 101629290 101629319 TACTTTGGGGCATTTTGTCC GTGTGGGGAAGTGAATTTGG 261

Ai05B20732 Araip.B05 20732 p3 (TAT)5 15 101644970 101644984 GCAATGGCTTCTTGCACATA AAATTTTTATGAGACCAAAAGGTGA 172

Ai05B20733 Araip.B05 20733 c (GA)6ctctcttgggatttgactttggcaccatttctagagtgtacctcatcatttgcttgtgttcatc(T)1894 101645455 101645548 TCAAATTGGGTAGTGGGACC TGCTGACAAATTCTACCGGA 209

Ai05B20734 Araip.B05 20734 p2 (TC)6 12 101649678 101649689 GCATTTTCCACCCTCAACAT TTCCCCTTTTCTCCATTCCT 221

Ai05B20736 Araip.B05 20736 p3 (ATT)23 69 101666629 101666697 AGTCCCCAGTTCATTTTTCG GATCAATGCCCAACGTTTTT 273

Ai05B20737 Araip.B05 20737 c (AT)6(AC)6 24 101674096 101674119 TCTTCAAGTGTGGGGAGGTC GCATGTTGTGGCATGAGATT 214

Ai05B20740 Araip.B05 20740 p4 (TTTA)5 20 101703473 101703492 TGGGGTAATTTTGTCCCCTT CCCAATTGAATCTTTGGTTAGC 256

Ai05B20741 Araip.B05 20741 p2 (AT)6 12 101713992 101714003 TTAGGGAAGGGGTGTGACAG TGTGTTGACCCAATCGAGAG 254

Ai05B20744 Araip.B05 20744 p4 (AATA)5 20 101749852 101749871 GGGAAAACTGTAGGAACATGG CCCAAAATTCCTATTTTTGCAT 273

Ai05B20745 Araip.B05 20745 p2 (GA)8 16 101760266 101760281 TGTCGATCCACCAGTCAAGA GAGCACAGGTACAACGCTCA 271

Ai05B20746 Araip.B05 20746 p2 (TA)7 14 101761014 101761027 TTATCCGTTTGTGGTGCCTT TTGGCACTCTGTTCACGTTT 269

Ai05B20747 Araip.B05 20747 p3 (ATA)8 24 101761630 101761653 CCTTCCCCAGTTCTCCTTTC TCATGGAAGGTTGGGATTTC 251

Ai05B20748 Araip.B05 20748 p2 (AG)6 12 101763661 101763672 TCGCAAATTCGCAACAGTAA CATTGGTCCTGCAAAAGACA 181

Ai05B20750 Araip.B05 20750 p2 (TG)6 12 101772329 101772340 CAAACCTCTTGCTTCTTGGC GAGTCGAGAGGGATACTGCG 177

Ai05B20752 Araip.B05 20752 p2 (CG)6 12 101780025 101780036 CCACTCGATGCCTTGATGTA CCCCCAGCGTATTCACTTTA 254

Ai05B20753 Araip.B05 20753 p4 (AAAT)5 20 101791291 101791310 ATCTCACCGAGGTGGATTTG GGTGAAGGTTGTGGGACAGT 267

Ai05B20754 Araip.B05 20754 p2 (AT)8 16 101793939 101793954 AAGCTTGATCCAAAGCCTCA TGGTTTTGCTTGTTTAGGGG 204

Ai05B20755 Araip.B05 20755 c (A)10gag(A)10 23 101800350 101800372 TGGGAAGCATGCTCATGTAA TCTTTTTATTTTGCATTTGGGG 159

Ai05B20756 Araip.B05 20756 p3 (AGA)5 15 101806980 101806994 GGTGGTCGTCGGTGAGTAGT GGTCGCGCGAATTAGTTTTA 156

Ai05B20757 Araip.B05 20757 p2 (GC)6 12 101807416 101807427 CACATGGCACAACTCTCAGG CCGGTGGTGCATTTCTTACT 209

Ai05B20762 Araip.B05 20762 p2 (CT)6 12 101864996 101865007 CGCCAATTTTCACTTTCCAT TGGGAAGCAATGGTAACACA 277

Ai05B20763 Araip.B05 20763 p3 (TCT)5 15 101868232 101868246 AAACCCTATTAGTCGCGCAG AGTGGAGAAGGGGGTAATGG 191

Ai05B20767 Araip.B05 20767 p2 (TA)9 18 101915654 101915671 GCATGTCCTCATGCTAAATCC CCCATCTCAATTGTAAAGGCA 273

Ai05B20768 Araip.B05 20768 p2 (AG)6 12 101924076 101924087 GGCAAGAAAAGTTAGGTGGC GAGTTAAATTCAAGGATAACGATGTTT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20769 Araip.B05 20769 p2 (AT)9 18 101924951 101924968 GGAATGTCATGCAATGCAAC TCCAGTGAGGGTTCAAAAGC 251

Ai05B20774 Araip.B05 20774 p2 (TA)7 14 101955296 101955309 TCAATTGGAATGTCAATGCC CCAGCTGAAGGTAGCAATCC 263

Ai05B20776 Araip.B05 20776 p2 (TC)6 12 101981057 101981068 CAGGGATGGAAAATCCTTGA TGGCTTTTTCTGCTTGCTTT 274

Ai05B20777 Araip.B05 20777 p2 (AG)6 12 101982914 101982925 CGTGCAGAAACTGCAGAAAA AAACCTGGAAATTGAGAAGGAA 252

Ai05B20780 Araip.B05 20780 p2 (CT)6 12 101989230 101989241 ATAGCTGCCCTCTCTCCCTC AAGAAAGCAACACCGGAAGA 176

Ai05B20787 Araip.B05 20787 p2 (CT)6 12 102065108 102065119 TGTTTGTTTCTTATCTTTTTCAAAACT AACTCGGAGAGAGAGAGGGG 277

Ai05B20788 Araip.B05 20788 p3 (TTC)5 15 102067888 102067902 AGCCCTCCATTCTTCCTCAT TAGAATATTGCTCGTCCCCG 144

Ai05B20789 Araip.B05 20789 p2 (TA)7 14 102071645 102071658 ACCACGCAATTAGGCTCAAA TCAGCATTTTTGGGTGACAA 261

Ai05B20791 Araip.B05 20791 p2 (CT)6 12 102100403 102100414 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGTGAGTGGAAGGAAAGGAG 251

Ai05B20792 Araip.B05 20792 p2 (CT)6 12 102100573 102100584 CGAAAATCACTAACCAATTTTCAA TTTCTGACAGGTGCTTGCTG 273

Ai05B20794 Araip.B05 20794 p2 (TC)6 12 102144692 102144703 TTCTTCTCCCTCCCTTCCTC TCACACAAATTGAGAACACCAA 230

Ai05B20795 Araip.B05 20795 p3 (TAT)7 21 102150959 102150979 TGATTGTCAGGGTGTTTTGC TGGCATGCATTCAAATCAA 252

Ai05B20796 Araip.B05 20796 p2 (TA)10 20 102160289 102160308 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 275

Ai05B20798 Araip.B05 20798 p2 (GT)6 12 102177392 102177403 CTTCCTCCTTGAACAGCGAC CAGAAATCCTAACCCTCCCC 253

Ai05B20799 Araip.B05 20799 p2 (AG)6 12 102182802 102182813 TTTCACCCCTTCAGTGGAAC GAACAGCATCCACCCTTCTC 219

Ai05B20800 Araip.B05 20800 c (T)10ctttttg(T)13 30 102218525 102218554 AGGCCTTGAATGGACGTATG GCATATGCACACCCCCTTAC 203

Ai05B20805 Araip.B05 20805 p2 (CA)6 12 102268942 102268953 CCATTTACCCACCCATGAAG AACCTTGGGTGCCATAAGTG 267

Ai05B20806 Araip.B05 20806 p2 (GA)8 16 102286594 102286609 GGGGGAAAGAAGAAAAGAAAA CACAGCTTCCTTGATTTGCC 167

Ai05B20811 Araip.B05 20811 p3 (AAT)5 15 102314295 102314309 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 234

Ai05B20812 Araip.B05 20812 p2 (AG)6 12 102314635 102314646 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai05B20813 Araip.B05 20813 p2 (CT)6 12 102324711 102324722 CTCCCTCACTCCCCAAAAAT GTTCTTGTCCTTGCTCCTGC 169

Ai05B20814 Araip.B05 20814 p3 (TTC)5 15 102327264 102327278 ATATGGCCGAACCTTATCCC CGGTCTTAGGTGCCATCAAT 246

Ai05B20815 Araip.B05 20815 c (TC)16(TA)13 58 102350108 102350165 TTAGGGCATTTTGTCCCCTT ATTTTGGGGAAGTTGGGAAC 280

Ai05B20816 Araip.B05 20816 p2 (TA)6 12 102350809 102350820 AATTTTAATTGGGGTGCCCT CCTTGCTCAGATTTGGAAGC 277

Ai05B20817 Araip.B05 20817 p2 (CT)6 12 102352136 102352147 TCTTCTTCAGCGATTTTCGG CATTGAACCCAGGATTGAGAG 224

Ai05B20821 Araip.B05 20821 p2 (CT)7 14 102357738 102357751 TCGCAGTGACAGAAATCAGC ACCCGGGATTGAGAGTCAC 250

Ai05B20823 Araip.B05 20823 p2 (AG)7 14 102368471 102368484 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 198

Ai05B20824 Araip.B05 20824 p2 (TA)8 16 102369305 102369320 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 278

Ai05B20826 Araip.B05 20826 p2 (AG)7 14 102375832 102375845 CAAAGGAACGTAAAACCTGGA CTCCCAGCAAATTCTGAAGC 225

Ai05B20828 Araip.B05 20828 p2 (GC)7 14 102377974 102377987 AGTTGTGCCCACTTTATGCC AAAAACAAGGTGCAAATCCG 188

Ai05B20831 Araip.B05 20831 p2 (AT)11 22 102379743 102379764 CTTGGGACATTGGTTGAGGT TTGTCCCCTTTTTATTTCTTTTTC 236

Ai05B20832 Araip.B05 20832 p3 (AGA)5 15 102412631 102412645 AAGCCTTTGTCTTCCCTTCC TTTTCCATCCACCACTCACA 197

Ai05B20834 Araip.B05 20834 p4 (TAAA)6 24 102423282 102423305 AGAGTCCTTTCAGGTTCCGC TTCGAATTCTTTCTCTCTCATCTC 280

Ai05B20837 Araip.B05 20837 p2 (AT)6 12 102445300 102445311 TTTGAGCACTGAGGATCGTG CCAAGCAATGTAAAGATGCAA 257
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Ai05B20839 Araip.B05 20839 p2 (CT)7 14 102449957 102449970 CATTTTCACCCTCACCACG AAAGAAGAGGGGGTTGGTTG 249

Ai05B20840 Araip.B05 20840 p2 (TA)27 54 102454172 102454225 TCTTTCCCATCTCATTTGCAG TGGAATGTTATGCAATGCAAC 231

Ai05B20841 Araip.B05 20841 c (A)10tttact(A)10 26 102465353 102465378 TGCTTATGGACAACTGACGG GATTAGCCAATCCCAAAGCA 253

Ai05B20843 Araip.B05 20843 p4 (AATA)5 20 102474148 102474167 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 250

Ai05B20845 Araip.B05 20845 p2 (TC)6 12 102493984 102493995 TGGGCAATAATGAGAAAGGG ACAGAGCTTCGTCGGAAAAG 279

Ai05B20849 Araip.B05 20849 p2 (AG)6 12 102509865 102509876 CAGGTTCAGGATCAGCTTCA TCGAATACTCTCCCTCTCATCTC 259

Ai05B20850 Araip.B05 20850 p2 (CT)6 12 102527675 102527686 TATTTTTGCACGCCACTCAG GTTCGGCTAGTATGGGTGGA 267

Ai05B20852 Araip.B05 20852 c (TC)6tttttggc(T)12 32 102542488 102542519 AGGCCCTCCTATCCACTGAT GGCTCCTGAAAGAATGGTGA 229

Ai05B20859 Araip.B05 20859 p2 (GT)6 12 102574648 102574659 TCGATAGCAACAGTGATGGC TCACCCTAATACCAAAATCCC 241

Ai05B20862 Araip.B05 20862 p2 (GA)6 12 102593438 102593449 ATGAGAAACTGAGGGGAGGG CTCAACCCCTCTTCCCTTCT 191

Ai05B20864 Araip.B05 20864 p3 (AAT)5 15 102604264 102604278 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCTGAACTCCC 160

Ai05B20865 Araip.B05 20865 p2 (AG)6 12 102604588 102604599 AAAAATTTTGAAAAAGAGGGAAGA TGTGAATCAAGTCATTAATTGTGG 229

Ai05B20867 Araip.B05 20867 p4 (TCTT)12 48 102608192 102608239 CGTCTCCCTTTCTTTTTCCC TTACCCCACCGTCTTACTGC 171

Ai05B20870 Araip.B05 20870 p2 (CT)6 12 102621408 102621419 AGAACCTGCGATTGAGAGTCA CCAGCGAATTCTGGATTGTT 217

Ai05B20872 Araip.B05 20872 p2 (AT)7 14 102630907 102630920 TGCAACACACAAGAAGTCCC TCATACCAAGCCCTTCCAAC 277

Ai05B20874 Araip.B05 20874 p3 (ATT)9 27 102635827 102635853 ACAACATTTCTGCCCTTTGG TTGCCAATTCATCACTTCCA 280

Ai05B20881 Araip.B05 20881 p3 (ATT)6 18 102668527 102668544 GGAGCATTCAAAGTTTCCGA TTTCGGACTGTAGATTGGGC 223

Ai05B20886 Araip.B05 20886 p3 (TTA)11 33 102680853 102680885 CGATATTGAGAAATTTGAGGGG CACATAAGAAGATACGGATTCGAG 189

Ai05B20887 Araip.B05 20887 p3 (TTC)25 75 102682484 102682558 ATTGCTTCGAGGGTTTCTCA CTGATATCAACACACGCGCT 267

Ai05B20888 Araip.B05 20888 p2 (CT)6 12 102691649 102691660 AACCCTAAAGCCTAGAGAGAGGA ACGCATACACGTGACAAAGC 227

Ai05B20889 Araip.B05 20889 p3 (AAG)5 15 102705490 102705504 CGGTCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 237

Ai05B20893 Araip.B05 20893 p2 (CT)6 12 102729091 102729102 TCTTGTGATTTCTTGTGAATCAA GAAAAGGAGGGAAGATACTTTCG 232

Ai05B20894 Araip.B05 20894 c (A)10tttttcaaaaatctttcaaaaattttcccatttgttttcg(A)1060 102734448 102734507 AACAGCACCAAGTTTTTGGC ACAAATTGCTGCCTCAGTCC 267

Ai05B20895 Araip.B05 20895 p2 (CT)7 14 102735854 102735867 TCTTTTCCAACTTCCTAACTTCTCA TTCGAAAAAGAGGGAAGATTTTT 147

Ai05B20896 Araip.B05 20896 p3 (TAT)5 15 102736194 102736208 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai05B20897 Araip.B05 20897 p3 (TTC)5 15 102738372 102738386 GCCGAACCACATCACTTTCT CGGTCTTAGGTGCCATCAAT 154

Ai05B20898 Araip.B05 20898 p2 (AG)6 12 102758945 102758956 GTTCTTGTCCTTGCTCCTGC CTCTCCATCACTCCCCAAAA 169

Ai05B20906 Araip.B05 20906 p5 (TTATC)5 25 102808250 102808274 CGCCCAAACATGCACTTAAT CAACAAAAGTACCCCATTCCA 221

Ai05B20908 Araip.B05 20908 p2 (AG)8 16 102833202 102833217 GTGGGGTTTATGATGGATGG CCAGACTGGCGTTTAATGCT 276

Ai05B20909 Araip.B05 20909 p2 (AT)6 12 102839545 102839556 TCGAGTTTGGACAACTGACG CAGGCTTCAACATGCTTCAT 252

Ai05B20910 Araip.B05 20910 p3 (TTC)5 15 102843251 102843265 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai05B20912 Araip.B05 20912 p3 (AAG)5 15 102853402 102853416 AACCCCAGTGGACAAGACAG CCATGGAGGTTCTGCATCTT 115

Ai05B20915 Araip.B05 20915 p3 (TTC)5 15 102871974 102871988 AACCACATCTCCCTCTCCCT GCTTTTGTCTTCCCTTTCCC 186

Ai05B20916 Araip.B05 20916 p2 (AT)9 18 102875971 102875988 AAGGGTCCCTATCACGCTCT TTGATACGATAAAATTTGCCATAA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B20917 Araip.B05 20917 c (CAC)5tatacctccatcatcatcttcttcacataaagcagcagcag(CAA)571 102876813 102876883 TCCTTCACCCAATCACCTTT AGTGAGGGAGGAAGAACCGT 223

Ai05B20923 Araip.B05 20923 c (A)10tata(AT)6 26 102890599 102890624 TGAAGCAAGAAAAAGCAGCA AAGCCTTGGGACCCTTTTTA 154

Ai05B20925 Araip.B05 20925 p2 (TA)9 18 102903354 102903371 GCACACAACAATGTATATAATCGAA CGTTGTGTGTGTGTCAATGC 104

Ai05B20926 Araip.B05 20926 p2 (CT)7 14 102919570 102919583 GGAACATTGAACCTGGAATTG TTTTCAACCCAGTTTTTGGC 208

Ai05B20927 Araip.B05 20927 c* (AAGA)15(AAG)25*131 102931383 102931513 AAGGATTGAATGATGCTGGG TTGCTCTTTTCCTATGCTGC 236

Ai05B20928 Araip.B05 20928 p2 (AT)9 18 102942282 102942299 GTCCGAGCTATCAGAGTCGC CCCATCTCAATTGTAAAGGCA 123

Ai05B20931 Araip.B05 20931 p2 (AG)13 26 102953544 102953569 CAGAGGATGCGACAGGTACA TTTGGTGAGTTACCGTTGGA 272

Ai05B20932 Araip.B05 20932 p6 (CAAATT)5 30 102961700 102961729 GCATCAATGACACAACAATCAA TTTGCTAAATTTCCGAACCG 207

Ai05B20933 Araip.B05 20933 c (TC)6(T)10 22 102963934 102963955 TCACATTCACTCATGCATCTTCT GGGAACTTTTGGGGAAACAT 266

Ai05B20934 Araip.B05 20934 p2 (AT)32 64 102964656 102964719 TCAATGAAACGCCCTAAAAGA TTTTCGAGCACCTTGCACTA 275

Ai05B20937 Araip.B05 20937 p2 (GT)6 12 102974117 102974128 AGCCTTAAAGCGGAAAACAA ATTCACCCAATGTCCCAAGA 108

Ai05B20940 Araip.B05 20940 p2 (GC)6 12 102985711 102985722 GAGACAGGAAGTGAAACGGC GGGTCACCCTGGTACAGAAA 203

Ai05B20941 Araip.B05 20941 p2 (GC)6 12 102986105 102986116 CGTCGATGGTCAACTAGCAA TTTTGAAAAGGGCACCGAC 175

Ai05B20943 Araip.B05 20943 p2 (TA)9 18 103003580 103003597 TGAGACATTTTTGTCCCCTTTT CTTGGGACATTGGTTGAGGT 237

Ai05B20948 Araip.B05 20948 p2 (GA)7 14 103024092 103024105 TCGAACACAGAGAGGGAGAAA TTTCGAAAACTCCTCACCACTT 249

Ai05B20952 Araip.B05 20952 p2 (CT)6 12 103042363 103042374 TTGATTTTCAAATTTGTTTCAACT GATGAGGGAGAAGGATTTTCG 255

Ai05B20954 Araip.B05 20954 c (A)11gtaataaaggaaaaaaatat(A)1142 103072466 103072507 GGGACATTGGTTGAGAGGAA GGCATTTTTGTCCCCTTTTT 215

Ai05B20957 Araip.B05 20957 p2 (CT)11 22 103090361 103090382 TTTCGAAAACAACTGACCACTTT ACACATCGAGATGGAGAGGG 260

Ai05B20959 Araip.B05 20959 c (A)10gagaaaaaaataaaaaaata(AAT)648 103113266 103113313 TGGGATTGAAAATATTTGGTTTG TACTTTGGGGCATTTTGTCC 234

Ai05B20965 Araip.B05 20965 p3 (TAT)6 18 103170467 103170484 CATTCTTTGTCTCCCCCTCTT TTCTTCATAGGCGTCCCATT 265

Ai05B20966 Araip.B05 20966 p3 (TTC)5 15 103171235 103171249 AAACACTCCCCACTCTCCCT CGGTCTTAGGTGCCATCAAT 150

Ai05B20968 Araip.B05 20968 p2 (AC)6 12 103178298 103178309 CAAGGAAAGGATCCCCTAGC CCCAAGGAACTAGCGATCAA 242

Ai05B20971 Araip.B05 20971 p2 (CT)7 14 103215646 103215659 CGCTAGAAAAGGGCAACAAG TGTGGAAGGGAAAGGATTTG 271

Ai05B20973 Araip.B05 20973 p3 (GAA)5 15 103223646 103223660 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai05B20974 Araip.B05 20974 p2 (AG)8 16 103226204 103226219 GTTCTTGTCCTTGCTCCTGC AATCCACTTCCCCCTCTCAT 247

Ai05B20975 Araip.B05 20975 p2 (AG)7 14 103226433 103226446 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 273

Ai05B20982 Araip.B05 20982 p4 (TAAA)5 20 103288613 103288632 GGAAAACTATGGGAACATGGG TTGGGATAATTTTGTCCCCTT 222

Ai05B20984 Araip.B05 20984 p2 (GA)6 12 103312377 103312388 GAAATCTTGAAAAAGGGGAGAGA GCATTCTTGCATGCTTTCAT 167

Ai05B20987 Araip.B05 20987 p2 (AT)30 60 103344391 103344450 AAGGGGGTAAACAAAAACCG TTTGTGTCCCTTTGGGTTTC 269

Ai05B20988 Araip.B05 20988 p2 (TA)6 12 103357075 103357086 CCAACCCTAAACAACAAGCC TTTGAGCCGTGACAAGTTTTT 279

Ai05B20990 Araip.B05 20990 p3 (AGA)6 18 103376200 103376217 GCTTTTGTCTTCCCTTTCCC CACACATCCCTCCATCTCCT 184

Ai05B20991 Araip.B05 20991 c (A)10gttagtaaaa(T)1030 103384890 103384919 GGGTTCGAATTTGGTGAGTG CGAAAATATCTTCCCTCTTTTTCA 207

Ai05B20995 Araip.B05 20995 p4 (ATAC)10 40 103412117 103412156 GGAGAGGTTGTGGATTCAGC TTTGCCTGTGGGTAGGGTAG 168

Ai05B20996 Araip.B05 20996 p3 (TTA)16 48 103413190 103413237 TGCTCCTCTAGATCTTATGCTGC ACCTCAAAAACCCCTCATGG 277
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Ai05B20997 Araip.B05 20997 p3 (CTT)6 18 103419089 103419106 TCAAGCGTTGATGCAAAGTC GTGGAGGAAGCCAACATCAT 230

Ai05B21001 Araip.B05 21001 p2 (AT)9 18 103432975 103432992 CTTGGGACATTGGTTGAGGT TTTACTTTGGGGGCATTTTG 244

Ai05B21002 Araip.B05 21002 p3 (GAA)6 18 103442550 103442567 CCCTCTCCCTCCCTCTCATA AAATGACGGTAAAGATGGCG 274

Ai05B21003 Araip.B05 21003 c (A)10caattcaattggtcttatatcattaattggttcaaataaaaaaaaagccatttttt(A)14caaaaccattaaaataaaccaaatttaattaataccacatgtcaagtattaattggtggagattttatgtcttg(A)11165 103443912 103444076 GATGGCAATGAGAGGAGAGG GCCACTACTATAAAGATACCAGAAACG 280

Ai05B21006 Araip.B05 21006 p2 (TA)8 16 103448285 103448300 ATGATTTGGCTATCCTCCCC TCATCCACCAAAGACGTCAC 249

Ai05B21007 Araip.B05 21007 p2 (TA)6 12 103449160 103449171 ATGCCACCAAAGAACTCACC CGGGTGAGAACATCATTCCT 260

Ai05B21008 Araip.B05 21008 p2 (AT)8 16 103450203 103450218 CTAATCTTGCAGGCCGAGAC GGTTAGAAATTGCGCACCAC 245

Ai05B21009 Araip.B05 21009 p2 (TA)6 12 103451258 103451269 TGACCACAATCCAATCAATTACA CCATTAGGAATTCTCAAAGTGAGTC 225

Ai05B21012 Araip.B05 21012 p2 (AC)6 12 103476388 103476399 CACCCTCCTCCTTCAACGTA GAGATGCAACTCCGTTCACA 149

Ai05B21018 Araip.B05 21018 p2 (CT)7 14 103523830 103523843 TTGTTTCTTAACTTTTTCAAAACTACC TGTGAGGATGGTTGAGATGTG 279

Ai05B21019 Araip.B05 21019 c (A)13caaagcttgcag(A)1237 103525720 103525756 TTTCAATGGACCAGAGGGAG TTTACCATGGGATTTTCCGA 229

Ai05B21026 Araip.B05 21026 p2 (GA)15 30 103552392 103552421 CTGGGATCCAAAAAGCAGAA CCCAGGTTCCATTCTTTCCT 275

Ai05B21029 Araip.B05 21029 p2 (AC)7 14 103581157 103581170 TGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 253

Ai05B21033 Araip.B05 21033 p2 (AT)6 12 103627185 103627196 TGGGTACATTTGTCAGCGTC ACTTGAGCGTCGGAGTGTCT 221

Ai05B21034 Araip.B05 21034 p2 (AT)10 20 103632020 103632039 TCCGAGTATAGGATCCGTGG ATCAATTTGGGTTGGTCGAG 228

Ai05B21035 Araip.B05 21035 p2 (AT)9 18 103633482 103633499 TAGCAAGCAGCACCCTCTTT TGGGCCCACTGAATTCTTAG 194

Ai05B21039 Araip.B05 21039 p2 (TA)14 28 103640032 103640059 AAGTCTGATTCGTTGTTAAAAGCA TAAACAGGTCAGGGTCTGGG 274

Ai05B21040 Araip.B05 21040 p2 (AC)8 16 103647042 103647057 CAATGTCCCAAGTTTCCCAC AGCCAACTTTGAGCCTACGA 159

Ai05B21042 Araip.B05 21042 c (A)10caag(A)10 24 103662086 103662109 AAGTGTCGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 250

Ai05B21044 Araip.B05 21044 c (T)12ctaattttgcaagtgtttacaccacttttgacatttcaaaa(C)1164 103681808 103681871 TGCCTTTCATCGAACACTTG ACCAAGTAAAATGCCCTGCT 245

Ai05B21045 Araip.B05 21045 p2 (GA)9 18 103688487 103688504 TCACAAGCATAGAATGAGGGA CTTCCTTCTCCCTTCCCCTT 243

Ai05B21046 Araip.B05 21046 c (A)14tcgggcatcggtgcccaagcgcgcagt(GC)653 103699869 103699921 TGTTGAATTGCATTTTGCTTG CTGGCACAAAGTAGGCACAA 266

Ai05B21047 Araip.B05 21047 p2 (GC)6 12 103700065 103700076 TTGTGCCTACTTTGTGCCAG GGAGAAAAACAGGGTGCAAA 177

Ai05B21048 Araip.B05 21048 p2 (TC)6 12 103712059 103712070 AGGACACGACGGAGTCAAAC TTGAGGGAGAAGAGGTAGCG 240

Ai05B21049 Araip.B05 21049 p3 (ATT)5 15 103712671 103712685 AGGGGGTTTTTACGTGTGTG AAAATGAACTTGATCCGGAGA 276

Ai05B21053 Araip.B05 21053 p2 (GA)8 16 103733953 103733968 ATGGGGGTGATGACTCAAAA TTTCTTCTTTTCCCCCTTCC 228

Ai05B21055 Araip.B05 21055 p2 (AT)9 18 103744930 103744947 GCGCACTATCGAGTTTTTGG GGCACCAGCTTAGGGATTTT 279

Ai05B21056 Araip.B05 21056 c (TC)9gatcactcttctctctttctcactgttgcatgcaaatgaggttaataataatagcct(TA)1197 103747259 103747355 AAAGCCGGAAATTTAATGGG CGACTTCGAACCCCAAAGTA 230

Ai05B21058 Araip.B05 21058 p4 (AAAT)6 24 103750557 103750580 CACTTTTCAAAAATCTTCACCCA CCATGATGGAGAAAGGGAGA 133

Ai05B21060 Araip.B05 21060 p2 (AT)21 42 103767882 103767923 TGCACTATCGAGTTTTTGGAA TAGTTCGGGCACCAGCTTAG 228

Ai05B21061 Araip.B05 21061 p2 (AT)6 12 103768835 103768846 GCATGTCGGGGTTAAACTGT TTTTCTTCCTGCCCTTCAGA 192

Ai05B21062 Araip.B05 21062 c (TC)18tt(TC)7 52 103770447 103770498 GATGCCGAAAGTTTAGTGGG GACTTCGAACCCCGAAGTAA 222

Ai05B21063 Araip.B05 21063 p2 (AG)6 12 103771231 103771242 GGACCCACAAACCAAAAAGA TTCTCCCTCGCTCTCTCTGA 140

Ai05B21066 Araip.B05 21066 p3 (TTC)6 18 103776701 103776718 AGAAATCCCCATCAAAACCC GAGACAGAGTTCAGGTCCGC 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B21067 Araip.B05 21067 p3 (GAA)6 18 103782018 103782035 ATGCTTTTACCGCACCAAAC ACACAACCCTCTCTTCCCCT 138

Ai05B21068 Araip.B05 21068 p2 (AG)6 12 103785453 103785464 GGAAATGAGAAGGAAAGCGA TTGATTTTCAAATTTTGTTTCAACT 260

Ai05B21070 Araip.B05 21070 p2 (AG)6 12 103791023 103791034 ACAAGGGTGAGGAGAGCAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai05B21072 Araip.B05 21072 p3 (ATA)6 18 103814806 103814823 AAACCATTGAAGTCAATCACCA CCTTTCCCTCAAATGTTTCG 277

Ai05B21073 Araip.B05 21073 c (AG)7aa(AG)12 40 103815161 103815200 AAACATTTGAGGGAAAGGGG CTCTCTTCCGACACTCCCAC 272

Ai05B21077 Araip.B05 21077 c (T)10acaaactcactcatca(TCC)541 103828812 103828852 TTATCCGATGGTAAATCCGC TTCTGTTTGCAAAATATGAGGG 219

Ai05B21080 Araip.B05 21080 p3 (AGA)6 18 103836443 103836460 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai05B21083 Araip.B05 21083 c (A)10tcttaattacttaacaatctttattttttaaattca(AT)7acactc(T)1177 103840727 103840803 CAAATAAACCATGCCAAACA TTCGCATTTACATCATTAGAAGAA 220

Ai05B21085 Araip.B05 21085 p3 (TAG)7 21 103845314 103845334 TTGTGTTCCTGCTTTTGGTG GGACGAACGTCTTCAATGCT 209

Ai05B21090 Araip.B05 21090 p3 (AGA)6 18 103873086 103873103 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 171

Ai05B21091 Araip.B05 21091 p3 (AAT)5 15 103874092 103874106 TCATTGCTCCTGCTCAAATG GTCTCCCCCTCTTCTTCCAC 115

Ai05B21092 Araip.B05 21092 p2 (AG)7 14 103874434 103874447 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGATTTCTTGTGAATCAA 278

Ai05B21098 Araip.B05 21098 p3 (TTA)5 15 103908111 103908125 AGACAGGCTATTGATCACCGA CGCACGTTTGTTTTGTTTTG 279

Ai05B21102 Araip.B05 21102 p2 (CT)6 12 103916790 103916801 TTGTTTCTTATCTTTTTCAAAACTACC AAGAAGGGGTTCGAATTTGG 261

Ai05B21103 Araip.B05 21103 p3 (TCT)5 15 103919847 103919861 ACCCTTCACCACTCACATCC CTTGGAGGTGGAAGCTTTTG 265

Ai05B21104 Araip.B05 21104 p2 (TA)7 14 103954743 103954756 AGTTCTCCCTCGCCTTTATT GAGCCTTTAACTCGAAACCG 279

Ai05B21115 Araip.B05 21115 p3 (TAA)5 15 104004881 104004895 TTGGAAAAGCCAAGGACATC TTCTTTGGATAGGTCTTTTTGGA 204

Ai05B21118 Araip.B05 21118 p2 (AT)16 32 104034081 104034112 TCCTTTTTATTTTGCATTTGGG GGAAGCATGCTCATGTGAAA 146

Ai05B21125 Araip.B05 21125 p2 (TA)18 36 104097625 104097660 AGGATGATGTTCTCACCCCA AACAATAAAGGCGAGGAAGAA 276

Ai05B21126 Araip.B05 21126 p2 (TA)7 14 104097775 104097788 TTCTTCCTCGCCTTTATTGTT TGAGCCTTTAACTCGAAACCA 232

Ai05B21127 Araip.B05 21127 p3 (GAA)5 15 104104496 104104510 CGGTGGACAGTAAGGAGCAT TCTTGACTTTCCCATGGAGG 121

Ai05B21128 Araip.B05 21128 p2 (TC)6 12 104106134 104106145 CCCCTTTCTTCCTTCTTTCC GAACATGCAAGCAACCCTTT 280

Ai05B21132 Araip.B05 21132 p2 (AT)18 36 104134305 104134340 TCCTTTTCCTGCATTTTTGG TGATGTGGTGTCAATTGCTTT 172

Ai05B21133 Araip.B05 21133 c (T)10acttttatttctc(T)1033 104136539 104136571 GGGCATTTTGTCCCCTTTAT CTTTAGGACGATGGTTGGGA 249

Ai05B21135 Araip.B05 21135 c (T)15gcaaatttccaagcagcatcttcagccaatgtctttgaaagcacatatcagtaccatgact(A)1086 104179838 104179923 TGGTTGCAGAAGAGGTCAAA ACCACCAATTTTGTTTCCCA 152

Ai05B21136 Araip.B05 21136 p2 (GA)17 34 104182216 104182249 AACTGCAACGAAGCACACAC TCCCATCCCTTCAACTAACG 247

Ai05B21137 Araip.B05 21137 p2 (TA)19 38 104185294 104185331 TGAACTTAGCATTGGGGTGG TTGGAAATTTGGGTGCCTAC 209

Ai05B21138 Araip.B05 21138 p2 (AT)6 12 104187453 104187464 CAAGACTCAAAATCCGGCTG ATACTCCTGCTGGTGGTTGG 235

Ai05B21141 Araip.B05 21141 c* (AAAT)6(T)10* 33 104283000 104283032 TTATCTTTTCCAATCTCGAATTTT CCATGATGGAGAAAGGGAGA 238

Ai05B21143 Araip.B05 21143 p2 (AT)16 32 104299074 104299105 GGCTACAGATGGGCGTTAAA TGAAAAGAAGTTGATGGAGAATGA 253

Ai05B21144 Araip.B05 21144 p2 (TA)12 24 104303387 104303410 TGTGTGATATTTTATTTTGTCACTCTT GGCGACACTTTTGGAGCTAT 236

Ai05B21145 Araip.B05 21145 p2 (AG)7 14 104306573 104306586 TCAATTGGGCAACATAAGTCA CATCCATTCATGAGGAGGCT 222

Ai05B21148 Araip.B05 21148 p3 (CTT)5 15 104310648 104310662 TCTTGACTTTCCCATGGAGG GACAATTTCATGAAGGGCGT 166

Ai05B21149 Araip.B05 21149 p2 (AG)7 14 104312202 104312215 CATAAACCAATTGGGCAACA GTGGCCCAGAAAACACAGAT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B21151 Araip.B05 21151 p2 (TA)7 14 104325284 104325297 CGTCAGAATAATTAGCCGCC GATTCACATTTGTGATCAAAGTTC 273

Ai05B21153 Araip.B05 21153 c (CTT)10ccaaatacacacatacgtcatcttcttctttcaaattcacgtata(CCT)10cttccttcttcgcgcacgcagattcttcttctgcttctcctcctcctcatctttc(TCT)6178 104332369 104332546 CGTCATTACACGCGCTTTATC GCCAAATGTTGGTGTTGTTG 259

Ai05B21154 Araip.B05 21154 p5 (AATTG)5 25 104332679 104332703 ATTGAATGGACGCAGGTGTT CCGAACACGTACTCATGGTG 261

Ai05B21155 Araip.B05 21155 p3 (CAA)5 15 104333407 104333421 TTAATGCATATGGGTGCGAA GCAAGCTGAACGCTATGATG 262

Ai05B21156 Araip.B05 21156 c (AGA)23agcgcggg(AGA)592 104333551 104333642 GGAGAATGAGGAGGAGGAGG ATCCAAGCAATTTTGGCATC 274

Ai05B21157 Araip.B05 21157 p2 (TC)8 16 104333771 104333786 AGAAGAAAGCGGGAAAAAGC CGTAATTGTAGCCGAGTTATGATG 269

Ai05B21161 Araip.B05 21161 p3 (AAT)5 15 104350192 104350206 TCTCCTTTCAATCATCTCCCA CGCCAAGACTTCGTCATTTT 251

Ai05B21162 Araip.B05 21162 p2 (CT)6 12 104355551 104355562 CATTGAACCTGAAATTGGGAA TTTCTGGGCTGTTTTTGACC 220

Ai05B21169 Araip.B05 21169 p3 (TAA)6 18 104395393 104395410 AAACTGGCAAGTATGTCTCAACTTT TTTCCAAGGTGATTGCTGTG 261

Ai05B21172 Araip.B05 21172 c (T)10ctttgctatgtttgataatttggacatgatacaaaaagtagaggtagagatacaggaaagttgtgccttttctctgacttcaattctaaacctta(TTG)6tgtctgaaaactatacaataaatgggtaaggttaatttaattttaacaagagtg(T)19196 104400822 104401017 ACAAGAAAACATGGTATTGTGAAA TCCCAATCTCAGAGGGTATAGG 280

Ai05B21178 Araip.B05 21178 p2 (AT)14 28 104419510 104419537 GTGGTACGACTCTCAGGTGG CCTAACCAGGCAAAACTTCG 268

Ai05B21181 Araip.B05 21181 p2 (AT)17 34 104490521 104490554 GTTTGGGAGAGTTGGGAACA TGAGCTCTACTTTGGGGCAT 220

Ai05B21182 Araip.B05 21182 p3 (GAA)7 21 104494505 104494525 TCCGAAGAAAGCATGGATCT TTGTGCGCAATATTTCAAGG 246

Ai05B21183 Araip.B05 21183 c (A)10caagaaattcaaaaccttaacaagaacaagaacaaaagattcaaacaaaagataaacattaataaagaaaagaaaaagttttgaaaaacttttg(A)10114 104499732 104499845 TTGACACAAGATTCAAACAAAAGAC CAAAACCTTTTCTGTTTTTGGC 229

Ai05B21185 Araip.B05 21185 p2 (TA)9 18 104517677 104517694 CAAAGCAAACCACTTGAGGA TTATGGGACTTCGGGTGGTA 224

Ai05B21186 Araip.B05 21186 c (AC)9tcatacatcctctaattattatcctaatacttgaagagttaaatatttgattatatatgttattttttgaaaacatcaaaaaggtg(A)10114 104518458 104518571 AAATGTGTTCGTGGTTCAATCT TGACCTGGTTGCTCATTGAT 273

Ai05B21189 Araip.B05 21189 p2 (TA)6 12 104525878 104525889 TTATTGGACAGAATGAAGCGG ACGGAGAGAAATAGGGGTGG 273

Ai05B21192 Araip.B05 21192 p3 (AGA)10 30 104544484 104544513 TCACGGACGATCCTCTTCTT AGGCATTATTCCCCTCGTCT 238

Ai05B21193 Araip.B05 21193 p3 (AAT)6 18 104552565 104552582 TGTCTTCCACACGCCAAATA AAACAGTCAAACATGCGTGC 111

Ai05B21195 Araip.B05 21195 c (T)10aatagaacaaaatggagggggcgaattgatagatgatgggggcgacttgaggtatggtgggggcgacttgttaaaaaactt(A)11102 104556192 104556293 AGCTAGAAAACGGGGAGAGC ATGTGAAGCCTGGCTGAGAC 188

Ai05B21199 Araip.B05 21199 c (TA)6(T)11 23 104581582 104581604 TGCATTTTGGTTTTAAGGGC TGAAGCAAGAAAAAGCAGCA 139

Ai05B21201 Araip.B05 21201 p2 (AG)7 14 104593114 104593127 CGAATTTGGTGAGTGGTGTG TTTCTTATCTTTTTCAAAACCACC 275

Ai05B21206 Araip.B05 21206 p2 (AT)7 14 104602601 104602614 GCATATTGGCCCTTGAAGAA TGCTCAAAGCCTTGAATCCT 182

Ai05B21211 Araip.B05 21211 p3 (TTC)5 15 104664234 104664248 CCCCCTCTCTATTCTTTCTTCTC TGGCAAGAAGCTCCTCCTTA 143

Ai05B21213 Araip.B05 21213 c (AAT)24aag(AAT)27156 104679815 104679970 CGGTTCAAGTTTTGCTTTGTT TCCATTCATGGCACAACATT 232

Ai05B21214 Araip.B05 21214 p3 (AAC)9 27 104683829 104683855 TGCATTTTGCCTCTTTTTGA CGAACAACAGTGGTGTCAGG 278

Ai05B21222 Araip.B05 21222 p2 (TA)8 16 104712539 104712554 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 266

Ai05B21223 Araip.B05 21223 p5 (TTTAT)5 25 104712783 104712807 TGGGGTAATTTTGTCCCCTT AAGCGAAGAACACAGAACCTG 181

Ai05B21231 Araip.B05 21231 p2 (AT)6 12 104808649 104808660 GGGACAAAATTATCCCGATTC TTTCAAGGTTGTAATGGGGC 259

Ai05B21232 Araip.B05 21232 c (C)10acacttgatta(AC)633 104810164 104810196 CCAGAACCCAAGGCACTAAC CCATATGGCCAACCCTTACA 220

Ai05B21236 Araip.B05 21236 p2 (CT)6 12 104835275 104835286 ATCACCTTAAGCGCAAGTCG GAAAAGGAAGGAGGGAAGAAGA 230

Ai05B21240 Araip.B05 21240 c (CT)6aattttcgaaaatatcttccctctttttcaaaaattttttttattaactaattatttttatttttgattt(A)1193 104858694 104858786 TTGTTTCTTAACTTTTTCAAAACTACC GAGGGGGAAGTGAATTTTCG 220

Ai05B21241 Araip.B05 21241 c (A)11taggcg(A)10 27 104859050 104859076 CCGAACCCCCTCTCTCTCTA TTATTTGCCCTTGCCTTTTG 208

Ai05B21243 Araip.B05 21243 p3 (TGG)6 18 104866799 104866816 AGAAGTTCGGGTGTGAATGG CTCATCCATGCCCTTGAAAT 258
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Ai05B21248 Araip.B05 21248 p2 (AT)6 12 104870935 104870946 ACTTGGCCGAGTGGTGTAAC TAGTACGTTTTGCGCTTTCG 189

Ai05B21249 Araip.B05 21249 p2 (TA)6 12 104875010 104875021 TGGGGTAATTTTGTCCCCTT CAAGTATGGGAAATTGTGGGA 212

Ai05B21250 Araip.B05 21250 p2 (GA)7 14 104877720 104877733 GGGGGAAGGAGAAAAAGAAA TTAGCCTAAAACGGGTCACG 233

Ai05B21254 Araip.B05 21254 p3 (TCT)5 15 104903676 104903690 AAATCGGAGCACCATAGCTC TGGCCAAACAGGCTAAAAAC 214

Ai05B21255 Araip.B05 21255 c (T)10caaaaaaattcaaa(AT)1044 104915312 104915355 TCGAGTTTGGACAACTGACG AAGTGGAAGCCTCAGTCCAA 229

Ai05B21261 Araip.B05 21261 p2 (AT)9 18 104969696 104969713 TGGTCCCTCCTAGAGGTTGA GAACTCGACTTGCGAAGCTAA 272

Ai05B21263 Araip.B05 21263 p3 (TCA)5 15 104974098 104974112 CAAGTGGTGGCTTGCATCTA GAGGGAGATTGTGAAGCGAA 235

Ai05B21266 Araip.B05 21266 c (A)10gaaaagaaaaatggc(A)1035 104984915 104984949 TGGCTCTTGAAAGAATGATGAA TTTGGCTTTTTCTGCTTGCT 175

Ai05B21270 Araip.B05 21270 p5 (ATATT)5 25 105003592 105003616 GGCAAGCATAGAGGGTAAGC TGCCCACATAACGTATGGAA 271

Ai05B21272 Araip.B05 21272 p2 (AT)6 12 105005395 105005406 CTAAGGCGGCATAGGATTTG TGCAAGAGACACCCTCAAAA 273

Ai05B21275 Araip.B05 21275 p2 (TC)7 14 105016094 105016107 GGTACAGCTCCATCAACGGT TTAACTCAACACGCGTCACC 243

Ai05B21278 Araip.B05 21278 p2 (TA)8 16 105024461 105024476 TGATGTCTTAAATCCCAAAGGG CGCTAAACTATTGTCCCTGTGAA 205

Ai05B21279 Araip.B05 21279 p2 (AT)7 14 105026591 105026604 TGGAAGTAGCTTGTAGCAAGAGC GCCCACTTAGTCACCTTAGGC 119

Ai05B21281 Araip.B05 21281 p2 (AT)9 18 105028169 105028186 CCACCTAAAATCATGCCACC AGGATGATGCATTTTGAGCC 202

Ai05B21284 Araip.B05 21284 p4 (AAAT)5 20 105029826 105029845 TGCAATCCAATGCTGATTTG CCCCTCCTTCTCACCCTTAG 218

Ai05B21285 Araip.B05 21285 p3 (AAT)7 21 105033199 105033219 TGATGATGGTGTGCTTTGGT ACCCAAAATCTTCCCACCTC 209

Ai05B21286 Araip.B05 21286 p3 (ATT)5 15 105034098 105034112 CCCAAGCGTTGCAATATTCT TTCATAGGACCCACCAAACA 271

Ai05B21287 Araip.B05 21287 p2 (CT)6 12 105034554 105034565 TTCTTGTCATCAGTGGCTGC TACACACACGCACGCATAGA 270

Ai05B21288 Araip.B05 21288 p2 (GA)6 12 105037152 105037163 ATCACAATTCTCTCGTCGCC TTCTCCCTCACGACACCTCT 198

Ai05B21289 Araip.B05 21289 p2 (GA)7 14 105040893 105040906 AGTGCCATCACCGTTCTCTC TTCTCCCTCACGACACCTCT 203

Ai05B21296 Araip.B05 21296 p3 (AAT)5 15 105076803 105076817 AACAGGAAGAGGAGATGGCA TGAGGAGGAAAGAACTTGGC 234

Ai05B21297 Araip.B05 21297 p3 (TTC)5 15 105078678 105078692 CCTAACCCCTCTCCCTTCAC GCTTTTGTCTTCCCTTTCCC 263

Ai05B21301 Araip.B05 21301 p2 (AG)6 12 105096166 105096177 AAAGTGGTGGAGGTGATTGG CGCTAGAAAAGGGCAACAAG 276

Ai05B21304 Araip.B05 21304 p2 (TA)6 12 105108399 105108410 CAAGTTCGGCTCACCAAAAG TCATTAGCTCGTGAGTTGGC 264

Ai05B21306 Araip.B05 21306 p2 (TG)6 12 105112267 105112278 GATGATGATCACAAGGCACG TTTAACCTGACCATAGCCGC 184

Ai05B21308 Araip.B05 21308 p2 (TA)6 12 105130631 105130642 ATGGGTTTATCAACCTCCCC TCTTTCCCATCTCGTTTGCT 273

Ai05B21310 Araip.B05 21310 p2 (CT)17 34 105141046 105141079 TTCCCTGATTTGCCAATTATC GGGGGAAGAAGAAAAGAAAA 280

Ai05B21312 Araip.B05 21312 p3 (AGA)6 18 105152346 105152363 GGGAGGTCAGAATCCAACAA CCATTCATGGTCATCCCTTC 264

Ai05B21313 Araip.B05 21313 p2 (AG)10 20 105154292 105154311 GGGATCCTTTTTACCACAGG TTTTTGTTTGTTTCTTACCTTTTTCA 255

Ai05B21317 Araip.B05 21317 c (A)10taagtagatatcaaaagaaaaagaaaaaacaataaaagtagaaagaaaagaaaaag(A)1076 105186002 105186077 GGTCAAAATACCCTGGCATC CTTCACTTGGGGCATTTTGT 197

Ai05B21321 Araip.B05 21321 p3 (TTC)6 18 105239334 105239351 CTCTACACTCTCCTTGGCCG CGGTCTTAGGTGCCATCAAT 170

Ai05B21323 Araip.B05 21323 p2 (GA)6 12 105267278 105267289 AGAGAGGGAGAAAGGGTTCG CCAATTTTTGAAAATCACTAACCA 227

Ai05B21326 Araip.B05 21326 p2 (GT)6 12 105286903 105286914 GGGGACAAAATTACCCCAAT ATGGCCAAGTGAGCTGAAAT 204

Ai05B21331 Araip.B05 21331 p2 (AT)7 14 105331919 105331932 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 217
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Ai05B21336 Araip.B05 21336 p3 (AGA)6 18 105404800 105404817 CGGTCTTAGGTGCCATCAAT ACATCTCCCTCTCCCTCTCC 134

Ai05B21337 Araip.B05 21337 p2 (GA)7 14 105405951 105405964 CGGTTACGTCGTTGTTTCCT TCACTTTGATGCTTACTTCGG 211

Ai05B21338 Araip.B05 21338 p2 (CT)6 12 105419325 105419336 TACAGGTCCCTTTTCGAACG GGAAGAGAGAGAAGGGGGAA 239

Ai05B21339 Araip.B05 21339 p3 (AGA)5 15 105421643 105421657 GGGCTATTCTGGAAGGGAAG CTGTAGGAGGTGCTGAAGGC 280

Ai05B21340 Araip.B05 21340 p2 (AT)8 16 105422405 105422420 AGCACTGAAGACAGTGCATGA CCAAGCAAACAAGCTCAAAA 258

Ai05B21344 Araip.B05 21344 c (TA)10atgaaaatattcaaaaaaatagggacaagggtcatcctaaaggaagcaaa(AC)988 105461181 105461268 TGGGAAACTTTGGTAGAGGG CAATCCCCATATGCATTCCT 214

Ai05B21346 Araip.B05 21346 p2 (AG)6 12 105489396 105489407 CCAGCAAATTCTGGGTTGTT GGAACATTGAACCTGTGATGAA 220

Ai05B21347 Araip.B05 21347 p2 (CT)6 12 105492203 105492214 TGTTTCTTATCTTTTTCAAAACTACCT GGGTTCGAATTTGGTGAGTG 280

Ai05B21350 Araip.B05 21350 c (T)11atttcacccttgccttttggtttaaagggctattggctttttctgcttgctttttctttttctttctttttctcttc(T)1098 105505889 105505986 TAGTTTAGCCGCTTAGGCCA TGGCTCTTGAAAGAATGATGG 263

Ai05B21351 Araip.B05 21351 p2 (AG)6 12 105507862 105507873 TTGGGAGGGAAAGTGTTTTG CGCTAGGATTGGCAGAAAAG 221

Ai05B21352 Araip.B05 21352 p5 (AAGAT)6 30 105514175 105514204 AAGGCAGTTCCCCAGAAGAT CCTGGGTGCTCCAGTGTATT 129

Ai05B21353 Araip.B05 21353 p3 (AAT)5 15 105540035 105540049 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai05B21355 Araip.B05 21355 p3 (TAT)5 15 105543955 105543969 CTCATCTCACACCTCTGCCA CAGGTTCTGGATCTGCTTCC 209

Ai05B21356 Araip.B05 21356 p3 (TCT)6 18 105545507 105545524 TCTCTCTCACCCAATCCCAC TTAGAATGTTGCTCGCCCTC 117

Ai05B21357 Araip.B05 21357 p2 (TC)6 12 105561117 105561128 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAGA 279

Ai05B21359 Araip.B05 21359 p2 (TC)6 12 105568886 105568897 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAGA 279

Ai05B21360 Araip.B05 21360 p2 (GA)7 14 105572092 105572105 TCCAAACAAATTTAGAACAATCCA TCCCTTCTTCCTTGTTCCTTC 270

Ai05B21362 Araip.B05 21362 p2 (CT)6 12 105582424 105582435 CCTCGAATTGCATTCAAAAA CTTTTTCAAGGGATGCTTGC 224

Ai05B21364 Araip.B05 21364 p2 (AT)7 14 105594157 105594170 GCCCTTAATTTGAATCCTTGG TCCCCTTTCTGCTTAATTGC 273

Ai05B21366 Araip.B05 21366 p2 (TA)7 14 105605767 105605780 TCGTGTGAATATTTTGCGCT CCCTAAGCCTTACCTCATGC 167

Ai05B21370 Araip.B05 21370 p3 (GAA)5 15 105630162 105630176 GCCCTTGAGCAAGAGAAGAA TAATTTCCCATCCAAACCCA 193

Ai05B21371 Araip.B05 21371 p2 (AG)7 14 105638552 105638565 GAGAGAGGGAGAGGATTTTCG TCTCTTATCTTTTTCAAAACCACC 215

Ai05B21374 Araip.B05 21374 p2 (AG)7 14 105646772 105646785 ATGGGGGATGATGACTCAAA CCCCCTTCCCCTTTCTATCT 216

Ai05B21376 Araip.B05 21376 p3 (AGA)5 15 105651076 105651090 CAGCCCTTCTTCAACCTCTG TTTTCCATCCACCACTCACA 245

Ai05B21384 Araip.B05 21384 c (A)11catgcaattgacaccaaacttcatatttgacataagactcaagcgagaaacatcaaatttttggtttttatgattttataaaaaaattttttgg(T)11116 105701910 105702025 TGAAGATCATGAAGAACACATGC TTTCAATTTCATTTTTCCCAAA 197

Ai05B21386 Araip.B05 21386 c (T)11ctatttcactttactcatgtattttcttttcaaacatggcatatgcatcctttatttactcttttcattcatactttgttatgcgcaag(T)10aaattgaactatgaatgcatatgttttaattagtaaaatgcatgagcattacctaattgccccaaaag(T)10188 105728528 105728715 CCACCTAATCCCACATCACC AAGCATTGGTGATAAAGACATGAA 279

Ai05B21387 Araip.B05 21387 p2 (AG)6 12 105731729 105731740 AAAGAGAGAGAAGGGTCGCC TTTTCGTCTTTGTGCGTCTG 212

Ai05B21394 Araip.B05 21394 p2 (CT)11 22 105753781 105753802 GTGATGCTGCTTAGGGCTTC GCACCAAAGGCTTGTAATGG 192

Ai05B21395 Araip.B05 21395 p3 (ATA)8 24 105756359 105756382 TTGTGCAGGTGGCTAGTGAG GGGGAAATCCAAACAACAAA 235

Ai05B21399 Araip.B05 21399 p2 (AG)6 12 105785728 105785739 AGACAGTCGCCGTCATTTGT GAGGTGGCAAACCTTAGCAG 202

Ai05B21400 Araip.B05 21400 p2 (TA)6 12 105790878 105790889 GCAGAAGCCACGAAGAGTTT TAAACCGCAATACTGCTCCC 256

Ai05B21401 Araip.B05 21401 p2 (AT)23 46 105822652 105822697 AGCCTTAGCTCGCATCGTAA TAGCTCGCATCGTAAAGCAA 177

Ai05B21404 Araip.B05 21404 p2 (TA)12 24 105834880 105834903 ATCCCAACACTTTCGCATTT TGGGGTGCCCTATAGATGAA 136

Ai05B21405 Araip.B05 21405 p2 (TG)7 14 105836277 105836290 TCTCCCAAGGACCAGTCATC CCCTAGCTCATCCTAAGCCA 244
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Ai05B21407 Araip.B05 21407 p2 (CT)6 12 105843506 105843517 TTCGAAAATTCTTCTCTCTCACC TTCAGGTTCAGGGTCAGCTT 245

Ai05B21409 Araip.B05 21409 p2 (TC)6 12 105860233 105860244 CGATAGGGATGCTAACCGAA CAGAGAGGGAGGAAGGGTTC 211

Ai05B21410 Araip.B05 21410 c (A)10ccctacccccaccctcacccatcagcatctcttcgct(TC)659 105863031 105863089 TCATCCCGAATGTTCAGAAA TAGGAGGAAGGGAAATTGGG 154

Ai05B21411 Araip.B05 21411 c* (A)12gagaaaaagagaaaaagagaaaaag(A)11(AT)8*aa(AT)9aaataaaaaaataaggggacaaaattaccccaatgttaagttaatgaaaaatcaatgaacatgtgataaaat(A)11166 105868213 105868378 TGCATTGATAAGTTATGTTTGCTTT TTCATGCCTAGCTACCCAAA 261

Ai05B21412 Araip.B05 21412 p2 (AT)7 14 105868511 105868524 GGGGACAAAATTACCCCAAT GGGGCTAAGGTAAATGTGAGG 236

Ai05B21415 Araip.B05 21415 c (TTAT)7ttgaatatttttggtttgg(T)1057 105907996 105908052 ATTCCCACTTTTGCATCACA CAAAAACCCATGTGCATTGA 204

Ai05B21417 Araip.B05 21417 p2 (AC)6 12 105919702 105919713 GTTGTAATGGGGCTAAGGCA ATAGGGGACAAAATCACCCC 239

Ai05B21421 Araip.B05 21421 p2 (TA)6 12 105942909 105942920 TGGCTGTAACTTTGATGCAGA ACAACACGGTCCAACCATTT 274

Ai05B21422 Araip.B05 21422 p2 (TA)7 14 105950415 105950428 CCAGAGGCTTCAATCCAAAA GCCTCCTCATGAGTTTGCTC 201

Ai05B21423 Araip.B05 21423 p3 (GTT)5 15 105959640 105959654 GAGGTGCTCGGTAAGTCTGG ACGGTGGAAATCAGAGATGG 108

Ai05B21424 Araip.B05 21424 p4 (CTAA)6 24 105965012 105965035 GCATCAAGAAACAGCAAAGC CCCTTCAACCATCATCCAAC 158

Ai05B21427 Araip.B05 21427 p2 (CT)6 12 105988432 105988443 TTGACTTCCAAATATCTTTTCCAA GAAAAGGGGTTAGTGATTTTCG 255

Ai05B21428 Araip.B05 21428 p3 (TAT)5 15 105988760 105988774 GAACCCCCTCTTCCATCTGT GTTCTTGTCCTTGCTCCTGC 171

Ai05B21429 Araip.B05 21429 p3 (TCT)5 15 105991666 105991680 CCTAATTGGTGCAGGGATGT AGCAATGCTTTTTCCACACC 207

Ai05B21431 Araip.B05 21431 p2 (CT)6 12 105993362 105993373 AATTGATTTTCAAATCTTTTTCAAC CAGGCGGATATCAAATGGTT 239

Ai05B21432 Araip.B05 21432 p2 (TC)6 12 105994097 105994108 AACCATTTCCCTTCCAAACC GAACAAATGGAGGAGGTGGA 157

Ai05B21437 Araip.B05 21437 p2 (AT)7 14 106038173 106038186 GGAATCGGAAAATGGCTGTA AAGCAGAGAAATCAGAGCAGAA 208

Ai05B21439 Araip.B05 21439 p3 (GAA)5 15 106046603 106046617 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai05B21440 Araip.B05 21440 p2 (AG)6 12 106049821 106049832 TCCATGGGTCCTTTTTACCA CCTCACTCACCAAAAATCCG 113

Ai05B21441 Araip.B05 21441 c (T)10cgaaaacagatgagaaatttttgaaaggtttttgaaaaaaa(T)1263 106051417 106051479 GCCTGACATTCCCTATCCAA TTTGGACAACTGACGGTTCA 258

Ai05B21444 Araip.B05 21444 p3 (ATT)5 15 106085711 106085725 CAAGTGAGCTTGAAATTTGCC GGACAAAATGCCCCAAAGTA 182

Ai05B21448 Araip.B05 21448 p3 (GAT)6 18 106102214 106102231 TTGGAGACACATGGGATTCA CCAACATAGTCCTCATCATCCA 260

Ai05B21449 Araip.B05 21449 c (AG)6gaaggagaggg(GA)6aagagagagaaagagagagagaagagaaaagagaggagaaagtagagagatatgg(GA)12aggagaggagag(GA)9144 106103699 106103842 GGAAAGAGAGATGAGCGAGAGA CAAAACCAAATTAAAAGAAACCG 267

Ai05B21450 Araip.B05 21450 p2 (TG)10 20 106105174 106105193 CAATTCAGGCCTTTGAGGTC TCCGTCATTAAAGCATGTTCC 243

Ai05B21451 Araip.B05 21451 p2 (TA)11 22 106108659 106108680 TTTTTCTGTGTCTCGTCATTGT GCAATATCGGGAATCTCCAA 248

Ai05B21454 Araip.B05 21454 c (GA)7tctggggaaagcagaggagagtggagaagaagaccgcgtcgctgggtctcaccgccgccgtcgcgtcgtcgtcgaaccgtg(GA)7109 106125704 106125812 CGAAGAAAGAAGAAAGGGGG GTCACTCTCTCCCATGGCTC 236

Ai05B21455 Araip.B05 21455 p2 (AT)6 12 106131507 106131518 CTAGCGGCAACCGTAATTGT TAAATTTCGCACTAGCAGGC 276

Ai05B21458 Araip.B05 21458 p2 (AT)15 30 106147393 106147422 TGGTTTATCAACCTCCCCAC TGTTCCTTGCTTTCATGAGC 280

Ai05B21459 Araip.B05 21459 p2 (TA)6 12 106147761 106147772 TTTTCGAGGTTGTAATGGGG GGACAAAATTACCCCGATTCT 258

Ai05B21460 Araip.B05 21460 p3 (GAA)5 15 106151736 106151750 AGTGGTCTTGATGGGCTTTG CAAACCCTTCTCCCTCTCCT 241

Ai05B21461 Araip.B05 21461 p2 (GA)10 20 106153400 106153419 TGAAAAAGAGTTAGCGATTTTCG TTGATTTTCAAATTTGTTTCAACT 240

Ai05B21464 Araip.B05 21464 p2 (AT)7 14 106157138 106157151 CTCAACACACAAATCACGGC GGGGAGGTTGATAAACCCAT 221

Ai05B21467 Araip.B05 21467 c (T)10ctttccagtcaccc(A)1236 106206927 106206962 CATTGCAGGTGCAACTGTTT GAATTGCGGTGCCAAACTAT 184

Ai05B21468 Araip.B05 21468 c (AT)7gatatt(A)11 31 106208781 106208811 ACGCAAAACATTCACACACG GACTAGCCGGCCTAAACTCC 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B21469 Araip.B05 21469 c (A)10gactaaacaagacccataaaacgtgtagataaataagaatttacctacgacctgtaactgataccagatgataaag(A)1096 106213406 106213501 TTCCGTCATCATCACTTTCG TGGTGACCTAGGTTGCTAAGAA 274

Ai05B21470 Araip.B05 21470 c (AT)6aagtatgatatt(A)1135 106214796 106214830 AAAGCGGAATCACAATACGC AACTCCGCAGGCTTTGACTA 194

Ai05B21472 Araip.B05 21472 p2 (TC)6 12 106218997 106219008 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 266

Ai05B21474 Araip.B05 21474 c (TC)9ttttatagaaaatgagctgaaagctcattaaac(AT)867 106221810 106221876 AGTTATGGCTCCCGAAAGGT AACGCTAAGGGTTTGACCAG 171

Ai05B21478 Araip.B05 21478 p3 (TTC)6 18 106235229 106235246 CTTGCACTGTTTGGGCAGTA GGCCCTGGACAAAACCTAGT 249

Ai05B21481 Araip.B05 21481 c (A)10ggttaaacacccactatgaactaagttgagctgaaaactcatgccttgg(A)10ggctttacataagtcataactcccaaaacgatcatgatgcaccaatctaatgcaaattgggtaggttggacatttttatctattctaagctgg(A)10172 106246287 106246458 AATCCCACAATCCCACTGAT TCTACAGAAATCCTGCAACAGA 247

Ai05B21483 Araip.B05 21483 p5 (ATATA)5 25 106268578 106268602 CAACTGTGATATCATGGTGCAA TGAGTTCTGCATTTCCTCTTCA 220

Ai05B21485 Araip.B05 21485 p3 (CTT)13 39 106271219 106271257 ACGTGAAATCACTCTTGCCC AGAAGGAGAAGGAGGAACGC 153

Ai05B21487 Araip.B05 21487 p2 (CT)15 30 106277170 106277199 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 171

Ai05B21489 Araip.B05 21489 c (T)10aatttttgcttagtattttc(A)1040 106295546 106295585 AATTCCGCATCGAGTTTTTG GGTGACACCAAACTTAATTTCAGA 196

Ai05B21492 Araip.B05 21492 p3 (ATT)6 18 106305058 106305075 TTGTCAACGTTGTGCCATCT CACTCAACCCAACATTAGCAA 264

Ai05B21494 Araip.B05 21494 p3 (CCT)5 15 106308426 106308440 TCCTTCGACTTCCACGTCTC TGATAGCCACTATTGCAGCG 248

Ai05B21496 Araip.B05 21496 c (TC)7(TA)6 26 106314956 106314981 TTCAAGCTCCAGGCTCAACT GGCGTCTAGAGTTCCTGTCG 177

Ai05B21497 Araip.B05 21497 p3 (CTT)5 15 106316590 106316604 AGCCCCAAATTTGTGAAATG TTGCCAAGGAAGGAGAAGAA 231

Ai05B21498 Araip.B05 21498 p3 (ACA)5 15 106325451 106325465 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai05B21501 Araip.B05 21501 p2 (AG)6 12 106335704 106335715 TAGGGCAAAGGAAAGTCAGG GGCCCAGATCCAAGTACAGA 246

Ai05B21503 Araip.B05 21503 p5 (AAAAG)5 25 106340346 106340370 TGTGGGGAATTTTATGGGAA TTGTCCCATGTGCATTGATT 254

Ai05B21504 Araip.B05 21504 p3 (AGC)5 15 106343850 106343864 TGAATCACATGAAGCGGTGT GAGGTTGCAAAAAGAAAAGGG 274

Ai05B21505 Araip.B05 21505 p3 (CAT)5 15 106346942 106346956 TTGGTGGATTGGACTTGTCA GGCTTGGAGAAAAAGGTTGA 276

Ai05B21507 Araip.B05 21507 p2 (TA)9 18 106348358 106348375 GCAACGACTCTCCCTTTCAG CTACACCACCAGTGCAAACG 147

Ai05B21508 Araip.B05 21508 c (TC)6tttctctctctttctctctctctttctctc(TG)35112 106348488 106348599 TGCACTGGTGGTGTAGCAAT CCACCACAACCACCACTACC 246

Ai05B21509 Araip.B05 21509 p2 (AT)12 24 106355758 106355781 ATCCTTGTCTTGAGCGTTGC TGACCCTCAGGCTCTACAGG 239

Ai05B21510 Araip.B05 21510 c (A)11ttctttcaaaaatttctcctttgttttcg(A)1050 106357780 106357829 TGACGGTTCATCTTGTTGCT ACACGCCTAACATGCCCTAC 259

Ai05B21512 Araip.B05 21512 p2 (CT)6 12 106359152 106359163 TTCGTATCTTTTTCAAAACCACC CGGATTTGGTGAGTGATGTG 272

Ai05B21513 Araip.B05 21513 p3 (TTC)5 15 106361317 106361331 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 214

Ai05B21518 Araip.B05 21518 p3 (GGT)5 15 106400491 106400505 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 227

Ai05B21523 Araip.B05 21523 p3 (TCT)6 18 106409926 106409943 GACACGCGAACCCTATCAGT GGAGAGGGGAGAAGAGAGGA 201

Ai05B21527 Araip.B05 21527 p2 (TA)8 16 106414596 106414611 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 263

Ai05B21531 Araip.B05 21531 p2 (CT)6 12 106446523 106446534 CAAGTGGCTGTCTGACAAGG ACGGAGACAGACAAACAGGC 221

Ai05B21532 Araip.B05 21532 p2 (TA)6 12 106448027 106448038 GCAAAGCTCCCTAATCATTTC TGAATGCTGCATGATCCAAT 241

Ai05B21535 Araip.B05 21535 p3 (ACA)5 15 106454269 106454283 TGGTATCATCCGCAAACTGA CGACCCTACCTAGTGGGACA 161

Ai05B21536 Araip.B05 21536 p2 (AG)7 14 106462451 106462464 GCAGAAATGGCAGAGAGGAG GGGCTCAATTAGTCACAGGC 197

Ai05B21538 Araip.B05 21538 p3 (ATA)5 15 106472904 106472918 CTAGAGGCATTTTGCCAACC TGGCTGTTCACAGTTTTTGC 186

Ai05B21539 Araip.B05 21539 p2 (TC)7 14 106476219 106476232 CTGAATGAAGTTGAAAAGCAAA TTTCGTGCTGATAACGTGTTG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B21540 Araip.B05 21540 p3 (TTA)5 15 106477312 106477326 TTGGCTATTTGATCAATGATGG TCTATTACATTGCCCGAGCC 267

Ai05B21541 Araip.B05 21541 p2 (TC)6 12 106481188 106481199 GGCGGTTGTTTTTATTTCCA GAAGTGTTGATAGAAGACTCTAGCATT 228

Ai05B21542 Araip.B05 21542 p2 (GA)7 14 106481539 106481552 CAGCTAATAGTGTTAGGAACGATAAA GGATTTACCCCAAACGTTAAAA 274

Ai05B21545 Araip.B05 21545 c (TC)8(TA)6 28 106486889 106486916 TGCTGGTCAGAAAACACAAAA CCGCATAACCTTTCAAAAACA 278

Ai05B21546 Araip.B05 21546 p3 (AAC)15 45 106492160 106492204 CAAAATACATCACCCAACCAA CCAGGGTTTTATGATCACTTGAG 275

Ai05B21547 Araip.B05 21547 c (T)10atctctttatgttctgctgcatgaatttgtttcgatgaagtcatttaattg(T)1071 106492842 106492912 GTGCTGTCTCCCCATTCATT CCCAAAAATTGAAATCAGAATCA 273

Ai05B21548 Araip.B05 21548 c (CCT)8cgcaacttggggacctcctctcatcccattatggta(TCT)781 106495327 106495407 TCAGAGGGTTCAGGAGGCTA AACGAATTTGGGACCATCAA 265

Ai05B21553 Araip.B05 21553 p2 (AT)6 12 106509325 106509336 GATGTTTGCTTTGGTATGTTGA CCAACTTCTCAATTTCAGCCA 278

Ai05B21554 Araip.B05 21554 p2 (TC)10 20 106519877 106519896 TCTTTCTTCCCCCTTCTTCC TTTGCAACAATTCACAAGCA 268

Ai05B21555 Araip.B05 21555 c (A)10gaaaagaaaagaaaaaagaatgcttgtgtatatcattcctagatgaa(TAG)24129 106535934 106536062 TCCCTAGGATTTGAAATGGTG TTTTACCATCCATAATGACTTGC 269

Ai05B21560 Araip.B05 21560 p3 (GAA)5 15 106560230 106560244 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai05B21561 Araip.B05 21561 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaatagaaagagaaaatctgagctc(AG)791 106562368 106562458 GCTGCCATCTCCTCTTCTTG ACTCACCAAAAATCCGAACC 279

Ai05B21562 Araip.B05 21562 p2 (AG)6 12 106571401 106571412 ATCAAACCGTGGCTGTTCTC CATGTTCGGTTTTGCATGAG 146

Ai05B21563 Araip.B05 21563 p2 (CT)8 16 106577931 106577946 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 247

Ai05B21564 Araip.B05 21564 p3 (TAT)5 15 106578277 106578291 TTCGAAAATTATCCCTCCCC CAGCTTGCATTCCATTCAGA 266

Ai05B21565 Araip.B05 21565 c* (ATT)9(T)13* 38 106584058 106584095 TGGCAGGCAGTAAACATCAA CGTGATGAACTGGCACTGAT 263

Ai05B21566 Araip.B05 21566 p2 (TA)11 22 106591335 106591356 ATGAGCAATTCTTGGAGGCA TCGGATCAGATGCGGATAAT 263

Ai05B21567 Araip.B05 21567 p2 (AT)9 18 106604049 106604066 ACGGACGAAGAAGTCTCGAA CCAGCCGTATAACCTTCCAA 245

Ai05B21569 Araip.B05 21569 c (TTTC)6(T)12 36 106613733 106613768 AATGGTGGATTTAATCGGCA TTGGATTCGTCCTCATTTCG 207

Ai05B21571 Araip.B05 21571 p2 (GA)8 16 106615306 106615321 TCATCCGATCTTTGTTTTTGG CGAAAAGGACTCCATCTCCA 268

Ai05B21575 Araip.B05 21575 p3 (ATC)5 15 106638767 106638781 ATCCGACTCGAGATGACCAC GATTACGCTGAGCTCCAAGG 255

Ai05B21576 Araip.B05 21576 p2 (AG)10 20 106652803 106652822 TACCTCAACCGCAAATCACA CTATTCAACCAGTCGGCGAT 201

Ai05B21579 Araip.B05 21579 p2 (AT)7 14 106662560 106662573 TTCGACCTTAATTCTTTCCACC ATGCCACCCACCAATAATGT 246

Ai05B21586 Araip.B05 21586 p2 (AG)6 12 106676086 106676097 CAGCCAACTCAGATACTGGAA ATTCTGAAGCCCCTTTTTGG 266

Ai05B21587 Araip.B05 21587 p2 (AT)6 12 106681272 106681283 GTACAATCTATGCGACGCGA GCGTCATACTGCGAAAAACA 252

Ai05B21594 Araip.B05 21594 p2 (TC)11 22 106732048 106732069 GTGTTGTGTGCTTTTGCCAC GTGAGACCCTCAACCGTGAT 225

Ai05B21597 Araip.B05 21597 p2 (AT)7 14 106751255 106751268 CATTCAGAAAGCACAAAAGCA AGGGGAGCCTTCTTCTCATC 262

Ai05B21599 Araip.B05 21599 p3 (AGA)5 15 106760006 106760020 TGCTACCGGAAAAGAGTGGT CGGTTGTGCGAGTCAGTTTA 181

Ai05B21600 Araip.B05 21600 p2 (GC)6 12 106760603 106760614 GGTTGGACCAATTATGGCAC TTCTTTGAAGAAGAGCACCGA 266

Ai05B21601 Araip.B05 21601 p2 (AG)7 14 106771915 106771928 TTCGGATTTTTGGTGAGTGG TTGGTTGTTTCTCATCTTGTTCA 279

Ai05B21606 Araip.B05 21606 p2 (TA)25 50 106801734 106801783 TAAGTGTGGGGAAGTTTGGG CAAATTTTGGGGCATCTTGT 264

Ai05B21608 Araip.B05 21608 c (AGA)18at(AG)2198 106811418 106811515 GTGCTTCGCTGGAGAAGAGA CCGTTTAGCCAGCAGTCTTC 276

Ai05B21609 Araip.B05 21609 p2 (CT)11 22 106819448 106819469 CCCTCCTTCCCTAGTTCTCG AGAGAAGGGGGAAAACCAGA 190

Ai05B21611 Araip.B05 21611 p2 (TA)6 12 106835768 106835779 CAAGCACAATTAGAACAGCACC CTGTATGGTGCATTTTTGGG 191
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Ai05B21612 Araip.B05 21612 p2 (AT)6 12 106847467 106847478 TTTGGAAGGTACTTTGTCATCAA TCGTGGAAGAATGCTTCATAAAT 280

Ai05B21613 Araip.B05 21613 p2 (TA)6 12 106848929 106848940 TTTATTGCAATGGAGAGGGG GAGATTGGGGTTTGCTTCAA 147

Ai05B21614 Araip.B05 21614 c (T)11cttcttaatctagtagtag(TAA)545 106850874 106850918 CCTGCATAGCCCTCCAATAA TCGTGGCAGATCAACTTTGT 280

Ai05B21619 Araip.B05 21619 p2 (CT)8 16 106860867 106860882 TTTGGATTGCTTCCACACAA GGGTCGTCTTCCCTAGGAGT 238

Ai05B21623 Araip.B05 21623 p2 (TG)6 12 106885722 106885733 ACACTTCAGGCGACACACAC CCCCACTCATGCTCAACTCT 205

Ai05B21628 Araip.B05 21628 c (GA)6agaggaagagtgagaggggaaggagagagagaaaaggagagaag(GA)668 106898820 106898887 TCTCTCCTCTTCCTCCCCTC TTCCCTCTCTCTCCCTCCTT 239

Ai05B21629 Araip.B05 21629 c (GA)17atgagagaaagggatagagagggagaaaaggggagggagagagaagagggagagagg(GA)8107 106899075 106899181 TTGGTGTCAATTGCATGCTT TGCATGGACTCTAACAAACAAAA 182

Ai05B21630 Araip.B05 21630 p2 (GA)16 32 106899375 106899406 GAAAGAGGGAAAAGGAAAATAGA CTCTCTCCCCCTCTCTCTCC 246

Ai05B21635 Araip.B05 21635 p2 (AG)8 16 106930567 106930582 AGACGAGCTCGGACAGAGAC GTGGTCCATCCCTCTTCTCA 184

Ai05B21638 Araip.B05 21638 c (GAA)5cgacggagcttattatgttgaattcaatgcagatcaataatgaagaatgcgagcagaaaaaaaatgcaaatagaggagaacgacgaattttattaggtt(GAA)27195 106932499 106932693 TCATTCATTGTTTCCATTCAGA CCTTGTTCTCTTCTCGCGTT 263

Ai05B21642 Araip.B05 21642 p3 (AGA)7 21 106939413 106939433 AAGCAATTGCCTTCCCTTTT TCAACATCTCTTTCCCACCC 230

Ai05B21643 Araip.B05 21643 p2 (AG)8 16 106943579 106943594 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 219

Ai05B21644 Araip.B05 21644 p2 (AG)14 28 106943748 106943775 TTTGGGTGAGATGAAGTGTTAGT TGTTTCTTATCTTTTTCAAAACTACCT 280

Ai05B21649 Araip.B05 21649 p2 (GA)6 12 106962563 106962574 TCGTTCACCCCCTTTAGAGA TGCATGGTCCAAATTCAAGA 212

Ai05B21651 Araip.B05 21651 p3 (TAT)12 36 106994106 106994141 GAATCGAGAAGAACTTGGTTCA TATGGTTTTACGTGCGTGGA 252

Ai05B21655 Araip.B05 21655 p3 (TTC)5 15 107001031 107001045 GCCTTCTTTGTACTTGCACCA GGGAGATATGTGAGGGCTGA 260

Ai05B21656 Araip.B05 21656 c (AC)9(AT)21 60 107002265 107002324 TTCACAAACATCTTTTTCTTTTTCC TCTGAGGTTGCAATTCCTACAA 277

Ai05B21659 Araip.B05 21659 p3 (TAA)7 21 107016197 107016217 TCCTCCTCCTCCTCCTCATT TTCCTCTTCCTCCTCCTCATC 225

Ai05B21660 Araip.B05 21660 p2 (AT)9 18 107018260 107018277 TCACGTGTCAGCATATTCAGTCT TCCTTTCAACCAAACATAGCC 249

Ai05B21661 Araip.B05 21661 c (A)11ttagtggaccccaccaattttttctatttatttattttttctctctaatttttcttctcaatcaaac(A)1189 107018569 107018657 TGTTTGGATGGAAGGAAAATAAA GGGAGAAAAGAAAAGGAGAAGC 274

Ai05B21662 Araip.B05 21662 p2 (CT)7 14 107023763 107023776 AGAATTGAAGAACAAAGGTGCT AGCTGGAAAGGGGAATCAAT 206

Ai05B21663 Araip.B05 21663 c (TA)6tttttttttc(T)1032 107034045 107034076 GGACATTTTGTCCCCTTTTT TGGCAAAAATCCTAACGTCAA 131

Ai05B21664 Araip.B05 21664 c (TA)6tttttttttc(T)1032 107035399 107035430 GGACATTTTGTCCCCTTTTT CCTTGAGAAGATGACCCGAG 280

Ai05B21665 Araip.B05 21665 p2 (CT)7 14 107042833 107042846 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTGGATGGGAGAGAAGTGC 252

Ai05B21666 Araip.B05 21666 p3 (TTC)6 18 107044916 107044933 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 172

Ai05B21678 Araip.B05 21678 p3 (TTC)5 15 107130102 107130116 AACCACCTAAAACCCCCTTG CATGCTCTTGTTGAGGTCCA 258

Ai05B21681 Araip.B05 21681 p2 (AG)7 14 107139691 107139704 TAACCCAGTTTTCAGCCCAG GCAAATCTAACATGGGAATTCAT 270

Ai05B21682 Araip.B05 21682 p3 (AAG)5 15 107143163 107143177 AACCCCAGTGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai05B21686 Araip.B05 21686 p3 (TAA)13 39 107156394 107156432 TTGCCCCTTTGTTAAAAGAATC CGGCAGACAAATCAGTCCTC 202

Ai05B21688 Araip.B05 21688 p2 (TA)13 26 107169052 107169077 TGTTAATTTCACATGAAGACAACTACT CGATTACCGGAAGATGGGTA 272

Ai05B21689 Araip.B05 21689 p3 (TAT)6 18 107171313 107171330 CTCCCACCACACACAATCAG AAATTTCAGAATGGAACTGGGA 224

Ai05B21690 Araip.B05 21690 p2 (GA)6 12 107171928 107171939 ATAGGACCATGCAAAAACGG CCAAATCCTTGGATCCTTACC 250

Ai05B21693 Araip.B05 21693 p2 (CT)6 12 107182849 107182860 TTTTCAAATCTTTTTCAATTAACCA AAAAAGAGGATGGTGATTTTCG 112

Ai05B21698 Araip.B05 21698 c (TTC)5agagtcacttgccatcaccgttccacccaatcctctctgttgctcc(TTG)576 107207811 107207886 CTTTTGAAACCTTCCACCCA AGGCACGAACAAGAGAGGAA 279
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Ai05B21699 Araip.B05 21699 p2 (GA)26 52 107212041 107212092 GCAATCACGTGGATCAACAC GCCCATTTTGATTGTGCTTT 216

Ai05B21701 Araip.B05 21701 p2 (GA)6 12 107219566 107219577 GGGAGGAGGGATCAGAGAAC AAGACGAGCCCTTCTCTTCC 162

Ai05B21702 Araip.B05 21702 p3 (TGC)5 15 107220573 107220587 TGCTTGTTAAGGGTTTTGGG AGTTTGGAAACGAATCCCCT 224

Ai05B21703 Araip.B05 21703 c (T)10cgccta(T)11 27 107225089 107225115 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 207

Ai05B21704 Araip.B05 21704 p3 (GAA)5 15 107225943 107225957 CGGTCTTAGGTGCCATCAAT TTCTTGGCCAAAACACTTCC 160

Ai05B21705 Araip.B05 21705 p3 (AAT)5 15 107227876 107227890 GTTCTTGTCCTTGCTCCTGC TCGAAAATTCTCCCTCTCCC 228

Ai05B21706 Araip.B05 21706 c* (TG)15(TGCG)6*tgtgtata(TG)21102 107241755 107241856 AAGAGGGATAGGAAATTGATTATGT CTCAGCTATAGCACAAGCGG 261

Ai05B21707 Araip.B05 21707 p5 (TTTAT)5 25 107247092 107247116 CTCAAATCTTAAAATCAAATCTTTTTC GGGGGAGAAATTGGTTAGGA 133

Ai05B21708 Araip.B05 21708 c (TTTAT)5tttaatttcggttttc(A)1051 107247304 107247354 TCCTAACCAATTTCTCCCCC CCAGAGTCCTTTTGGACAGC 267

Ai05B21709 Araip.B05 21709 p3 (AAT)5 15 107255183 107255197 GTGTGCATTCATTGGTGGAG AGCCTTCTGACCATAGCCAA 251

Ai05B21710 Araip.B05 21710 p3 (ACA)5 15 107267186 107267200 AAGACAACACCGTGGTAGCC TTCCACCTCTGATTTCCCTG 166

Ai05B21711 Araip.B05 21711 p2 (AC)6 12 107280304 107280315 AGCATGTACCCAATTCCCAA GCCAATTTGAGCCTACGATT 214

Ai05B21713 Araip.B05 21713 c (T)12atttacaggatgcaacaatgcaatgctaatgtggatgctatgaataattcaaggttcaatgaagatagaataaaataaaactcaaaaacaaccaaaac(A)10120 107289091 107289210 CACAATTCCAGCCCAACTTT TTACAATTCGTGCACCAGGA 269

Ai05B21717 Araip.B05 21717 p2 (CA)7 14 107304731 107304744 CACCAAGCAACCCCATTTAT CCCCGTACTGGGTATTTCAA 229

Ai05B21721 Araip.B05 21721 p2 (AG)6 12 107319969 107319980 GGGTTTTTGGGGAAGAGGTA AAAAACAATGCCAAAAAGCG 195

Ai05B21722 Araip.B05 21722 p2 (CT)6 12 107323296 107323307 TTGATTTTCAAATTTGTTTCAACT AAGGAGATGAGAGAGAGAGGGAA 272

Ai05B21723 Araip.B05 21723 p3 (TTC)5 15 107326505 107326519 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai05B21725 Araip.B05 21725 c (T)10ctttttttc(T)11 30 107336336 107336365 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 206

Ai05B21726 Araip.B05 21726 p3 (CAG)5 15 107353298 107353312 TCGCCTTCAACCTTAACCAC TCGCCGTTATCTGTTCAATG 188

Ai05B21727 Araip.B05 21727 p3 (TAT)5 15 107354535 107354549 TCCTTCAGGAGACCAGAAAATC TTGCCAACTTGCTCATTCTG 225

Ai05B21731 Araip.B05 21731 p2 (AG)6 12 107377132 107377143 ATAGGTGGGAGGTTTTTGGG CGTTTAACACCAGGAATGGG 244

Ai05B21732 Araip.B05 21732 p4 (AAAT)5 20 107391964 107391983 TTTTTCGAGAATCTTCACCCA CCATGATGGAGAAAGGGAGA 125

Ai05B21736 Araip.B05 21736 c (A)10ttttgaaaaaaaatttttttaatactaaataaaaaccaataacctcttaatttatgaaaaagc(A)1184 107410588 107410671 TGAAGGTCAAGATGAACACGA AATTCCAACGTCAAAATGGC 238

Ai05B21738 Araip.B05 21738 p3 (TCT)5 15 107421535 107421549 CCGAATACACACATCCCTCC CTTGGAGGTGGAAGCTTTTG 205

Ai05B21740 Araip.B05 21740 p2 (AT)10 20 107463745 107463764 GGCTCAAAACTCACTTGCTTG GGCATTTTTGGGTGACAAAT 270

Ai05B21743 Araip.B05 21743 p2 (GA)8 16 107485540 107485555 CACCAAGTAAAAAGGGAAAAGAA CATCTCAACCTCAGTTGCCA 273

Ai05B21745 Araip.B05 21745 c (T)10caaaatgattttcgaaaaaattaaaagaaaatacaaaaaaatcataaaatcaaaaaa(AT)883 107499676 107499758 TATTAAGCCATGCCTGACCC ATGCATGAATGCAATTTTCG 264

Ai05B21746 Araip.B05 21746 p2 (CT)6 12 107500766 107500777 TTGATTTTCAAATTTGTTTCAACT GATGAGGGAGAAGGATTTTCG 256

Ai05B21747 Araip.B05 21747 p3 (TTC)5 15 107502922 107502936 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai05B21749 Araip.B05 21749 p2 (AT)9 18 107547973 107547990 CATCATCCAATCACAATCCA GCATGATTTAAGTGTGGGGG 278

Ai05B21751 Araip.B05 21751 p3 (AAT)6 18 107553258 107553275 TTCTTGTCCTTGCTCCTGCT ACCAAAAATCCGAACCCTCT 160

Ai05B21752 Araip.B05 21752 c (T)12gaaaaatgttagtaatttttgaaaattttaaaaattaaaataattagttaattaaaaagagatttttgaaaaagaggaaagatattttcgaaaatt(AG)6120 107553481 107553600 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 279

Ai05B21755 Araip.B05 21755 p2 (CT)6 12 107573729 107573740 TTCAAAAATTTGTTTCAACTAACCA GAAATTTTGAAAAAGGGGGAA 121

Ai05B21760 Araip.B05 21760 p4 (TTTA)6 24 107614532 107614555 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B21766 Araip.B05 21766 p2 (AT)7 14 107664199 107664212 CGAAATCACAATCAAAGCCA CAGCAGTAGCATCGAGAACG 268

Ai05B21767 Araip.B05 21767 c (A)11ttttcaaaaatttctcctttgttttcg(A)1048 107671332 107671379 TCGAGTTTGGACAACTGACG CTTTACAGCCAGCCATGCTT 219

Ai05B21769 Araip.B05 21769 p2 (CT)6 12 107673881 107673892 TGTTTGTTTCTTATCTTTTTCAAAACT GGAGTTCGGATTTTTGGTGA 278

Ai05B21770 Araip.B05 21770 p2 (CT)6 12 107674122 107674133 CATCACTCACCAAAAATCCG TGCTCCTGCTCACATGAAAA 155

Ai05B21771 Araip.B05 21771 p2 (GC)6 12 107681021 107681032 TACGCGTGGATGTGAAGATG TGAAGAGTGCCCTGTTTTTG 200

Ai05B21781 Araip.B05 21781 p3 (CTC)6 18 107756510 107756527 TGGAAGGAATGAGGACACAA TGTGGATCGTGTGGAAGAAA 276

Ai05B21783 Araip.B05 21783 p4 (ATAG)5 20 107763054 107763073 GCCCATGTTGTCCTGGTAGT GCATATGCAATCTGCAACAAG 173

Ai05B21785 Araip.B05 21785 p2 (GT)7 14 107767493 107767506 TTTCAGATGCAGGACGTGAG AAAACTCAAGACTCGGCTCG 243

Ai05B21786 Araip.B05 21786 c (CA)26(TA)9 70 107767633 107767702 TCGTTAACGTTGACACCTCG AAGCTTGCACGTATCTCGTTT 244

Ai05B21788 Araip.B05 21788 p2 (TA)9 18 107772966 107772983 GATGGTTTCCCCGTCAACTA GTCGAAGCTTGCCTCTTGTC 259

Ai05B21789 Araip.B05 21789 p2 (TC)6 12 107774853 107774864 TTGTCCCAGATAGGAATGGG CTTTTTGTCTCGCAACCGAT 236

Ai05B21791 Araip.B05 21791 p2 (AG)7 14 107798459 107798472 TTGGGAGGGTAAGTGGTTTG CAGAATCCCCACCTACCTCA 160

Ai05B21793 Araip.B05 21793 p3 (AGA)6 18 107820379 107820396 GCTTTTGTCTTCCCTTTCCC TCACACCACACACCCCTCTA 224

Ai05B21796 Araip.B05 21796 p4 (AAAT)5 20 107845935 107845954 TTTGCACCCTGTTTTTCTCC GCAAATGCAATAAAAGAAAATGG 190

Ai05B21799 Araip.B05 21799 p3 (AAC)5 15 107867086 107867100 CCAAAAACAAAGCAGAAGCA GTTGAGCCTTTCATTGGAGC 277

Ai05B21800 Araip.B05 21800 p3 (ATT)6 18 107868050 107868067 AAAGGGGCTGAAGACGAAAT CGCGAGTTCGAATCTTCCTA 184

Ai05B21801 Araip.B05 21801 p2 (TA)6 12 107871175 107871186 TCGACTCAAAACTCAGAATTTCA AGACTCATGTGAGGGTTGGG 272

Ai05B21802 Araip.B05 21802 p3 (ATT)6 18 107874963 107874980 ATTGATGCTCAGAGCCTTGG TCATTGATTCAAATGTGGTGG 224

Ai05B21803 Araip.B05 21803 p2 (TA)22 44 107878305 107878348 TTGACTTTGGGGCACTTTGT TGAGAATCTTGGGAATTGGG 231

Ai05B21804 Araip.B05 21804 p2 (TA)8 16 107888697 107888712 TGTTAGGTTAGGCTGGTGGC AGCCTATGAGAATGCCAAGC 262

Ai05B21806 Araip.B05 21806 p3 (ATC)5 15 107900635 107900649 GTGCAGAAAAGAGGGTGGAA TCTTTGGCACAACCTTCTCC 243

Ai05B21807 Araip.B05 21807 p2 (TC)19 38 107908491 107908528 GGAATCCATAAACTAAATTGGCA TAGGGGAATCAAAAGGGGAG 269

Ai05B21808 Araip.B05 21808 p2 (AT)26 52 107909628 107909679 TTGTAATGGGGTTAAGGCAAA TGACAACGGAAACGTTTGTAAG 234

Ai05B21809 Araip.B05 21809 p5 (AAAAT)5 25 107925021 107925045 ACTTTCTGGGTGTTGGATGG GTGCTAGGTGGGAGACAACC 256

Ai05B21810 Araip.B05 21810 p2 (CT)8 16 107927736 107927751 TCCATAAACCAAATTGGCAAC GAGAATGGCGGAATCAAAAG 243

Ai05B21812 Araip.B05 21812 p3 (ATA)6 18 107934564 107934581 TGCTAAGTTCATCAAAGAGTAGCG TTGTGGCTTGGCATTTGTAA 250

Ai05B21813 Araip.B05 21813 p3 (TCC)7 21 107945051 107945071 CACGCGCTTTCTCAACATAA TGAGGATGAAACACGCAAAG 146

Ai05B21814 Araip.B05 21814 c (ATG)5gtgaaaaagaagaagaagcaacaacagaagatgaagag(GAA)568 107945718 107945785 TTGAGAATGTAAAACAAGAAGGAAAA TTCAGTTTTCGAGTTATGAATCTG 276

Ai05B21815 Araip.B05 21815 p3 (GAA)5 15 107946320 107946334 GACGACAACGATAACGACGA TACCTCACGCGCTGATACTC 257

Ai05B21819 Araip.B05 21819 p2 (AT)6 12 107952250 107952261 TTCATGAGTTATTAAAAATGGACAAAA AACTACCTACGCACGCGTTT 276

Ai05B21820 Araip.B05 21820 p2 (CT)6 12 107956557 107956568 TCTTACCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 275

Ai05B21821 Araip.B05 21821 p3 (TTC)6 18 107957877 107957894 ATCCCCACCTACCTCCACTC CGGTCTTAGGTGCCATCAAT 250

Ai05B21822 Araip.B05 21822 c (A)13ctaatttgtgtgatacaaaattattggaatcaatttgaagatgcacacttgcactctaa(AAAT)592 107960075 107960166 AAGTTGCTCATTTATCTCATCAGG TATCGTGACATCAAGCTCCG 264

Ai05B21826 Araip.B05 21826 p2 (TA)9 18 107974208 107974225 CGTGGTAGGAGGAAGCTCTG GATGATTGGTTCGGGTATCG 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B21828 Araip.B05 21828 c (AC)10tcgcacacacac(AT)644 107979224 107979267 CAACATTCAGTCATCCAGCC AGCCTGGGTGCTAGCTTAGG 140

Ai05B21831 Araip.B05 21831 c (T)16ctcttaatatttgcacctattatcatataaaaaggtctttaatatctaacattaatatctacttggatgttt(TA)7102 107987043 107987144 CGTTCCCCGTATCCACTTTA AAGTGTTGATGTGTGATAAATAACTTC 278

Ai05B21836 Araip.B05 21836 p4 (TTTA)5 20 107997947 107997966 CCTATTTATTTTTCCTGTTAATTTTTG TTGCTTGTTGTAAACGTCGC 262

Ai05B21838 Araip.B05 21838 p2 (CT)6 12 108005702 108005713 TTTCTTATCTTTTTCAAAACCACC TGTGAGGAGAGCAGAGATGTG 279

Ai05B21839 Araip.B05 21839 p3 (TCT)5 15 108009679 108009693 TCAACATCTCTCTCCCACCC CCATCAATGGTCATGGAAAA 174

Ai05B21840 Araip.B05 21840 p3 (AAG)5 15 108018915 108018929 TCCTAACCCCTTAACAAAGGAA GTAGCTCACAGGAAAAGGGG 120

Ai05B21842 Araip.B05 21842 c (T)11cattttattttctcttctcattcc(A)1045 108026954 108026998 TCATCTCATCTTTGGGTGAAAA CAATCACATCACCCACTTGC 272

Ai05B21843 Araip.B05 21843 p3 (TAT)12 36 108035107 108035142 GCGAAATGACAATTCTGGGT TCTTGGTTGTGGTTGCTCAG 256

Ai05B21846 Araip.B05 21846 p3 (TCC)5 15 108039632 108039646 GGCACAAAGCTGACTCCTTC TGTTGCTCCTTGCATCAGAC 256

Ai05B21850 Araip.B05 21850 p2 (TA)6 12 108043487 108043498 CCCTCATCCAACTCATCCAA GACGTGAGTGTTGCGCTTTA 273

Ai05B21857 Araip.B05 21857 p2 (AT)7 14 108084261 108084274 AATCGGTGTTTTTGGGTGAC GCTCAAAAATCATGTTCCACAA 236

Ai05B21858 Araip.B05 21858 p2 (TA)10 20 108088906 108088925 TAATCATGGCATCGAATGGA TTTCCCATCTCATTTGCTAAAA 261

Ai05B21859 Araip.B05 21859 p2 (GA)8 16 108092392 108092407 GGAAGGCGGAATAAGGAGAG CAGATCACGCGAACCCTATT 145

Ai05B21860 Araip.B05 21860 p2 (AG)6 12 108095569 108095580 TGGAAAGGGTTCATAAGCCA AAGGGAGAGCTCGCATTTTT 230

Ai05B21862 Araip.B05 21862 p2 (GA)10 20 108104775 108104794 TTGTTCCCTAACATGGACCG GTTTTCTCCTCTAGCGCTGC 222

Ai05B21863 Araip.B05 21863 p2 (AG)8 16 108105249 108105264 ATCTCTCTCTGCGCTCAAGG TTCGTCTTCTAGCACCACCA 279

Ai05B21865 Araip.B05 21865 p2 (AC)6 12 108110915 108110926 CTTATCTACCGCTTCACCGC TTTTGATGTGTGTGTGCGTG 162

Ai05B21866 Araip.B05 21866 p2 (CT)6 12 108134196 108134207 ACCATTCTGGGCGTCTAATG ATAGGTGAGGGGTTTTTGGG 224

Ai05B21867 Araip.B05 21867 c (AT)7gcatgcg(A)1031 108152682 108152712 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 171

Ai05B21870 Araip.B05 21870 p4 (ATTT)5 20 108162381 108162400 TGGGGTATTTTGTCCCCTTT GGGAGGTTGGGAATATTGGT 229

Ai05B21871 Araip.B05 21871 p3 (TGG)5 15 108163750 108163764 GCTCCATGAAGCGAAATAGG AGGGATGATGACGTGACACA 266

Ai05B21876 Araip.B05 21876 c (CA)6tatgacgcgtacgcatcagtgacgcttgcgcgtcgtgtgctcg(T)1570 108189405 108189474 CCCACTCCTGCTCAACTCTC GGCAACCCGATAATTTCGTA 250

Ai05B21877 Araip.B05 21877 p2 (AT)10 20 108199846 108199865 ATGCTTTGGCAACTTTTTGG GTCCTCGAAAATCCGATTCA 115

Ai05B21878 Araip.B05 21878 p2 (AC)6 12 108200327 108200338 AATTTTAAAGGTTTGGCCCG GGAACGCGTAGCCATAAAAA 261

Ai05B21882 Araip.B05 21882 p3 (TTC)5 15 108230197 108230211 GCCACCATCCCTCTCTCTTT TCAAGCATCAACAATCCAAAA 241

Ai05B21883 Araip.B05 21883 p2 (AT)13 26 108235488 108235513 GCCTTCACGAGTACAAACCG AGTGCAAAGGTTTATTGCGG 245

Ai05B21884 Araip.B05 21884 p2 (AC)6 12 108235822 108235833 CCGCAATAAACCTTTGCACT AATGAGCCCATTACCTGCAC 276

Ai05B21885 Araip.B05 21885 p2 (CA)6 12 108239951 108239962 TTTGTAGCTGAAAGGGGGTG CGGGTCGAAACTGAGAAATG 275

Ai05B21886 Araip.B05 21886 p3 (ATT)5 15 108247845 108247859 GCTTCTGCAAGCGTTTTCTT GAAGCAAATCCAGAAGCACC 272

Ai05B21889 Araip.B05 21889 p3 (CAT)5 15 108252454 108252468 TGCCACTCACTCTCAAATGG ATTTTTGACCGAGGGTGATG 162

Ai05B21891 Araip.B05 21891 p2 (AT)6 12 108267338 108267349 GAGGCGCTACGACCTCTAAA TTTCAGATGCAGGACACGAG 140

Ai05B21893 Araip.B05 21893 c (A)13g(A)10 24 108277907 108277930 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 213

Ai05B21894 Araip.B05 21894 c (CA)9(TA)10 38 108284659 108284696 TTGAGCCATCGAGAATACGA CCCTTTAAGCTACAGGTGCG 271

Ai05B21896 Araip.B05 21896 p2 (GA)6 12 108299858 108299869 CGAACACAGAGAGGGAGAGG CGAAAATCACTAACCACTTTTTCA 251
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Ai05B21900 Araip.B05 21900 p2 (AT)9 18 108330258 108330275 TGCTGTACGAAAGTGTGGGA TTTGAGGCCCTACGTTTGAT 191

Ai05B21901 Araip.B05 21901 p2 (AG)6 12 108341413 108341424 GGGGAACCCATTCATTCATA TTCATAAGCCAATTAGGCAACA 243

Ai05B21905 Araip.B05 21905 p4 (TTTA)6 24 108357223 108357246 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACATCCTAACCA 163

Ai05B21906 Araip.B05 21906 p3 (GAA)5 15 108359536 108359550 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 278

Ai05B21907 Araip.B05 21907 p2 (AG)6 12 108362832 108362843 TGCCTTTTTCTCTGTCCCTG TTTCGAAATTCCCCCTCTCT 225

Ai05B21909 Araip.B05 21909 c (AT)6(AC)7 26 108390243 108390268 CAAGATTGCAAGCCTCAACA AAATTGAGGCACATCCAAGG 223

Ai05B21910 Araip.B05 21910 p2 (AT)13 26 108391138 108391163 CGGAGCTACAGGAGCATAGAA AAAGTCCGAGCGCTACTTACC 270

Ai05B21911 Araip.B05 21911 p2 (AT)12 24 108398293 108398316 AACTTTCCTTCAAAAAGCTCCT AAAGTCCCAAATGCATGCTC 258

Ai05B21912 Araip.B05 21912 p2 (TA)6 12 108402820 108402831 GCCGAGTCAAGAGCTTTGTT AGACCTGACCTGCGAACACT 230

Ai05B21913 Araip.B05 21913 p2 (TA)8 16 108402954 108402969 AGTGTTCGCAGGTCAGGTCT ATGAAAATTGGGTCCGTGAA 263

Ai05B21914 Araip.B05 21914 p2 (AT)12 24 108403987 108404010 CAACCCTAGCCGACCAATC CTACCCGCTCTTAACCCGC 280

Ai05B21915 Araip.B05 21915 p2 (CA)7 14 108406311 108406324 AAAGGGGACCAAGTAAGGGA TTTCCAACTTTTGCACACCA 169

Ai05B21916 Araip.B05 21916 p2 (AT)7 14 108413299 108413312 AGACACCCAGAGTATGCCCA GCACGCAAGTAGTTCTGTTCC 271

Ai05B21919 Araip.B05 21919 p2 (TA)7 14 108446482 108446495 TACCAAAAACTGCTGGCCTC CCGAAACTTTGATTTCGACC 173

Ai05B21921 Araip.B05 21921 p3 (AAT)14 42 108454276 108454317 AGCAAATCCCCATTGAACAC TAATCCCTGTGCCCTGTTTC 177

Ai05B21922 Araip.B05 21922 p2 (AC)9 18 108460766 108460783 GGGCTAAGGTAAGGGTGAGG TTGGGTAGCTAGGCATGATTTT 133

Ai05B21925 Araip.B05 21925 p2 (AT)7 14 108469002 108469015 ACGAACTACGTTGGGTCTCG GACGAGATGAGACCCCTTCA 162

Ai05B21928 Araip.B05 21928 p2 (CT)6 12 108497413 108497424 CCCATCACCTCTTCACCACT AAAATGTTTGCTCGTCCTCG 277

Ai05B21932 Araip.B05 21932 p2 (CT)6 12 108509118 108509129 CCTCACTCACCAAAAATCCG CTGACATGTGCTTGCTGGAT 277

Ai05B21933 Araip.B05 21933 p2 (CT)6 12 108524365 108524376 TGAATAAACCAACAAGCGAAA CAGAGTGGGGGAATCACATT 231

Ai05B21936 Araip.B05 21936 c (A)10tattttcaaaaa(AT)736 108535938 108535973 TCGAGTTTGGACAACTGACG AGCCAGTCAGGCTTCAACAT 193

Ai05B21938 Araip.B05 21938 p2 (CT)6 12 108537540 108537551 CCTCACTCACCAAAAATCCG CTGAAAGGTGCTTGCTGGAT 276

Ai05B21940 Araip.B05 21940 c (T)11cttttttttcgccaattttcttttc(T)1046 108550588 108550633 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 147

Ai05B21945 Araip.B05 21945 p2 (GT)7 14 108560562 108560575 GTGTGTGATGCAAAAGTGGG GGGCTAAGGTAAGGGTGAGG 151

Ai05B21946 Araip.B05 21946 c (T)11atttttatcccatgtgcatttattttgcattggggaattttgtatcccttttattaattgctgaaaaataacttctc(T)1199 108563239 108563337 CCCATATTTTCCCACTTGTTG CCTATTGGGAACATGGATGA 256

Ai05B21948 Araip.B05 21948 p2 (AG)6 12 108568744 108568755 AGAAAGGGTTCATAAGCCAAA CGCCAATTTTCACTTTCCAT 215

Ai05B21949 Araip.B05 21949 p2 (TC)8 16 108577866 108577881 TCGAAAATTACTAACCCTTTTTCAA TCGAACACAGAGAGGGAGAGA 254

Ai05B21950 Araip.B05 21950 p3 (AAT)5 15 108579202 108579216 TCTGTCTGGAATGCAAGCTG TTGCCAAACCTGTTTCTTCC 231

Ai05B21951 Araip.B05 21951 c (A)10gaaaaaaaactggc(A)1135 108584071 108584105 TGAAGCAAGAAAAAGCAGTGAA TTTAGCCGCTTAGACCAGGA 193

Ai05B21952 Araip.B05 21952 p4 (TTAT)5 20 108588289 108588308 CCCATAATTCCCACTTTCTCA TTTGGGTGCATGCTTATGTG 229

Ai05B21955 Araip.B05 21955 c (TTAT)5tcatttgaatag(T)1042 108610656 108610697 CCACTTTTGCATCACATGCT TGGGAACTTGGGTAGATGAAA 279

Ai05B21956 Araip.B05 21956 p2 (AT)7 14 108621053 108621066 AGTGAAGGCAGAATGGTGGA CAGTGAGGGTTCAATGGCTC 280

Ai05B21959 Araip.B05 21959 p2 (AT)14 28 108671403 108671430 CCCACCATGGTATGATCGTT GCGTGACTCTCTGCTTCCTT 264

Ai05B21967 Araip.B05 21967 p3 (AAT)5 15 108730341 108730355 TGCACTCTCCTTTTGGGTTC TCTCCCCTTCTTTTCTTCCA 241
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Ai05B21968 Araip.B05 21968 p2 (AT)6 12 108733339 108733350 CGTCTGGCATTGCTAATGTTT TTTAGGGTCGTCAGCGATTC 178

Ai05B21970 Araip.B05 21970 p3 (TGC)5 15 108737709 108737723 ACCATGCTTTTGGCATGTTT TGTCAGGGCACATCAAGAAA 117

Ai05B21971 Araip.B05 21971 p2 (AG)7 14 108740420 108740433 AGGGCAAAGGAAAGTCAATG GGCCCAGATCCAAGTACAGA 274

Ai05B21977 Araip.B05 21977 p2 (AG)6 12 108769474 108769485 GGGTGAGGAGAGCAGAGATG TTGTTTGTTTCTTACCTCTTTCAA 280

Ai05B21979 Araip.B05 21979 p2 (GA)6 12 108774528 108774539 ATCCAAACACAAGGGTGAGG TTCGAAAATCCCTTCCTTTTT 271

Ai05B21981 Araip.B05 21981 p2 (TG)11 22 108790165 108790186 TCCCACCCCTAAATCAAACA TGCTCTGAGGCTGAGAATGA 185

Ai05B21982 Araip.B05 21982 p2 (AT)10 20 108791721 108791740 TGAGCCTTTAACTTGTCATTTTCTT CCTTCTGTGCATCTGATTGTG 275

Ai05B21983 Araip.B05 21983 p2 (TG)25 50 108797486 108797535 AGCACTGCCTCCTGTGAGAT AACCCAACACATTCGGTAGC 194

Ai05B21984 Araip.B05 21984 p2 (TA)6 12 108799168 108799179 AGCCTGTTTGTAACATCCCG CGCGTTTCGTAATTCTGCTT 178

Ai05B21985 Araip.B05 21985 c (T)12gcc(T)10 25 108804018 108804042 TGCTCTTGCCTCTTGGTTTT GATGTGGTGACAATGCTTCG 280

Ai05B21988 Araip.B05 21988 p2 (AG)6 12 108866103 108866114 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 176

Ai05B21994 Araip.B05 21994 p2 (AT)6 12 108899865 108899876 CTGGGGTATTTTGTCCCCTT GGGGAGCATTGGTTGAGATA 260

Ai05B21995 Araip.B05 21995 p2 (CT)7 14 108924870 108924883 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTGAGGAGAGCAGAGATG 280

Ai05B21996 Araip.B05 21996 p3 (TAT)7 21 108925201 108925221 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 174

Ai05B21997 Araip.B05 21997 p3 (TTC)5 15 108925759 108925773 ACCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai05B22003 Araip.B05 22003 p2 (AC)6 12 108968701 108968712 AGCATGTACCCAATTCCCAA AGCCAACTTTGAGCCTACGA 213

Ai05B22004 Araip.B05 22004 p2 (GT)8 16 108977001 108977016 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 256

Ai05B22011 Araip.B05 22011 c (A)10tatatgc(A)10 27 109074140 109074166 TGGCTCTTGAAAGAATGATGG TGCTCAAAGCCTTGGATCTT 252

Ai05B22012 Araip.B05 22012 p2 (TA)9 18 109078395 109078412 AACAGCCAACAGCCTCATTC ATGGGCCAGAGTCCTTAACA 277

Ai05B22013 Araip.B05 22013 p2 (TA)6 12 109094059 109094070 TACTGCATGCCCACGTAAAA GGGTGAAGGACACAATTGGA 164

Ai05B22016 Araip.B05 22016 p2 (TA)6 12 109095045 109095056 CCTCCCAAGTATCATGCCTC CATGTTAGCTAAATTCACACACATACA 225

Ai05B22017 Araip.B05 22017 p2 (AT)7 14 109095281 109095294 TGTGTGTGAATTTAGCTAACATGTATT CACAAGCGTCTTGGTTTTCA 271

Ai05B22022 Araip.B05 22022 p4 (TATC)7 28 109101843 109101870 AAAGAGAAACCAAAGCGCAG CACCATGCACAAGATGATGA 265

Ai05B22024 Araip.B05 22024 p2 (AT)6 12 109102599 109102610 TCACTTTTGGAATCAATGATGAA TCTTCTACACATCGCCACCC 178

Ai05B22026 Araip.B05 22026 c (T)10c(T)15 26 109105444 109105469 TTGATGGAAATATGTGATTGGTTT AACGTCAGGAAGCATATTCCA 267

Ai05B22027 Araip.B05 22027 p3 (ATC)7 21 109106988 109107008 TCCTCCTCCTCATCTTCTGC GCCATAGATTCAACCCCCTT 233

Ai05B22029 Araip.B05 22029 p2 (CT)7 14 109111178 109111191 AACGGCCAAATAACACTTGC TGACATTTTTGATGGGGCTT 127

Ai05B22034 Araip.B05 22034 p2 (AG)7 14 109138800 109138813 GAGTCCTTTCGGGTTTAGGG TCGAATACTCTCTCTCTCATCTCTTTC 269

Ai05B22037 Araip.B05 22037 p3 (CAA)7 21 109152491 109152511 GGACAACAGAGGAGGCAGAG CTGCCTTAGGTGAGGTGCTC 118

Ai05B22038 Araip.B05 22038 p2 (AT)6 12 109160443 109160454 GGGGACAAAATTACCCCAAT GTTGTAATGGGGCTAAGGCA 247

Ai05B22039 Araip.B05 22039 p5 (AAAAT)6 30 109173911 109173940 TCCTTGAAGCAAAAGAAACAA ACTCCCAGACAGTGGTGCTC 252

Ai05B22042 Araip.B05 22042 p3 (TAT)5 15 109194534 109194548 CCTCCCTCTCTGTGTTCGAG GTTCTTGTCCTTGCTCCTGC 166

Ai05B22043 Araip.B05 22043 p2 (AG)6 12 109200804 109200815 AATAAGATGGGAGAGGGCGA CTTTTTGTTTGTTTCTTAACTTTTTCA 236

Ai05B22045 Araip.B05 22045 p3 (TCA)5 15 109211078 109211092 TTCTCATGTTTGACCGCAAG GCACAAAAAGGGACCTACGA 228
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Ai05B22046 Araip.B05 22046 p2 (AT)6 12 109213305 109213316 CCGTATTGTTCAAAAGACCGT GGATGACGAAGTTCGGAAGA 238

Ai05B22047 Araip.B05 22047 p3 (CTT)5 15 109235536 109235550 TTGAGGCTGTTAGCCATGTG TCCAAAGCCAAAACCAAAAC 262

Ai05B22048 Araip.B05 22048 p2 (AC)6 12 109240332 109240343 TTCAAGTCTGCTTGGTGTCG TCCTCTCCTTCCCTCTCTCA 241

Ai05B22049 Araip.B05 22049 p2 (AT)7 14 109242617 109242630 TGAGGAGGTTCAGAAGGTGG CAGTATGGTGACATGCCCAG 256

Ai05B22052 Araip.B05 22052 p2 (AT)8 16 109265479 109265494 GGAGGGAGGGTTTAGGGTTA CCATGGTATGGTCGCTTCTT 223

Ai05B22054 Araip.B05 22054 p2 (AC)6 12 109295732 109295743 CAAACGGGCTTAAAACGCTA CGAAGCTCCGTAGCTCAAGA 195

Ai05B22055 Araip.B05 22055 c (TC)13(TA)17 60 109298736 109298795 ACGTTTTGCGCTTTTGAAAC TTAGCCCCAGCTTTACCTCA 195

Ai05B22056 Araip.B05 22056 c (GT)28t(TG)7 71 109309131 109309201 TCCACCTCACTTAATCATTGTCA CTTGCACCAGCAATTTTTCA 198

Ai05B22057 Araip.B05 22057 p2 (AG)6 12 109310348 109310359 TTTGAGCCAAATCCAACTCA CAAGAAACTAGGCAAATTGAAACA 273

Ai05B22059 Araip.B05 22059 c (A)11gaaaagaaaaaaaataatagcg(A)1043 109346753 109346795 GAATGAATGCTTGAACAGTGC TTGGCTTTTTCTGCTTGCTT 246

Ai05B22060 Araip.B05 22060 p2 (AG)7 14 109355683 109355696 AATGGGGGAATGAACAACAA TTGAACCTGGAATGGAGTGA 159

Ai05B22061 Araip.B05 22061 p2 (AG)6 12 109359669 109359680 ATGAGATGGGGGAGGGATAA TTTCTTAACTTTTTCAAAACCACC 225

Ai05B22062 Araip.B05 22062 p2 (CT)6 12 109364221 109364232 TTTCTTATCTTTTTCAAAACCACC GAGCAGCGATGTGAGATGAA 268

Ai05B22063 Araip.B05 22063 p3 (TTC)5 15 109367350 109367364 AGTGCACTAAATGGCCGAAC CGGTCTTAGGTGCCATCAAT 254

Ai05B22065 Araip.B05 22065 p2 (AT)12 24 109375325 109375348 GGGAACGTTTGGTTTGAGAA AGGCATTTTGTCCCCTTTTT 218

Ai05B22066 Araip.B05 22066 c (T)11ctattc(T)11cgcccccc(T)1046 109394402 109394447 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 143

Ai05B22075 Araip.B05 22075 c (A)10tctttcaaaaatttctcctttgttttcg(A)1048 109589037 109589084 TCACAATTTCGTCCACCAAG TATAGCCAGCCAGGCTTCAC 276

Ai05B22076 Araip.B05 22076 p2 (TC)6 12 109590338 109590349 TCAAACCTTTTTCAAAACCAA AAAAAGAGGGAAGATGTTTTCG 231

Ai05B22078 Araip.B05 22078 p2 (CT)6 12 109599456 109599467 TTCTCATCTTTTTCAAAACCACC ATTTTTGGGGAGTGAGGGAG 265

Ai05B22079 Araip.B05 22079 p3 (TTC)5 15 109602450 109602464 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai05B22080 Araip.B05 22080 p3 (GAA)5 15 109621908 109621922 GCTTTTGTCTTCCCTTTCCC CCCTTCTTAGCCGAAACACA 199

Ai05B22081 Araip.B05 22081 p2 (CT)8 16 109653189 109653204 TATGGTTTCCGGAAGTGGAG ATTAGGAATGGAAAACCGGG 240

Ai05B22082 Araip.B05 22082 p2 (TA)6 12 109653862 109653873 TATGGGTGCAGAAGTCACGA CTTGGCAAATGAGCTGGATA 280

Ai05B22088 Araip.B05 22088 p2 (AT)13 26 109763042 109763067 GGTCAACGAATGATCGGAAC GCACGCAAGTATTCCTTTCC 253

Ai05B22089 Araip.B05 22089 p2 (TA)8 16 109777856 109777871 AGATTCGCGAGGACAGCTAA GCCCGGAGTGTTGATTTGTA 205

Ai05B22091 Araip.B05 22091 p3 (ATA)5 15 109780612 109780626 GCTCGGCCAAGAGAAAAATA TCAAGTCCGAGTTTTACCGA 259

Ai05B22092 Araip.B05 22092 p3 (ATT)19 57 109791562 109791618 TTTGAAAATTTAATGAGTGATTTATCG GCTTCGGCCAGTTTCTTTCT 276

Ai05B22093 Araip.B05 22093 p2 (GT)6 12 109795943 109795954 CCAAGTCCTTTCCCTCTCCT AACATCCCCAAAAACCCTTC 124

Ai05B22097 Araip.B05 22097 p2 (TA)7 14 109844540 109844553 GCTTTTCAAGAATCACAAAAATCC GGGTTGTGTGTTCTTTGGCT 205

Ai05B22098 Araip.B05 22098 p2 (AC)6 12 109847984 109847995 AACGAATTAAACCGGGCCTA ATATCGCGGATTGAATGGAG 153

Ai05B22101 Araip.B05 22101 c (AG)10(TG)8ta(TG)650 109878922 109878971 GAGCTCACGGCTTCATCTTC TCTCCTCTTCCCATCATTGC 248

Ai05B22105 Araip.B05 22105 p2 (TA)10 20 109903736 109903755 TGCCAACCAAATCCCATTAT CGAAGATGATTCGTCTGCCT 275

Ai05B22108 Araip.B05 22108 p2 (AG)6 12 109930497 109930508 GGACTCCCTGTGAGATGTGAA TCTCTTCTTTTTCAAAACTTCCTAA 280

Ai05B22111 Araip.B05 22111 p2 (TC)7 14 109944200 109944213 AAATCCAAGTCCAGAAGGCA GAAAGAGATAATCCTGAAAGCGA 181
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Ai05B22113 Araip.B05 22113 c (A)11gagaaagataacggacaagagggaga(AAG)655 109951247 109951301 TGCATGCAAAATCATCCCTA GGAAGCTGCCTCCATTTTTC 192

Ai05B22124 Araip.B05 22124 p3 (AAT)6 18 109973693 109973710 GTGGGTTTGGAAACATTTGG TACTTTGGGGCATTTTGTCC 212

Ai05B22125 Araip.B05 22125 p3 (AGA)5 15 109977974 109977988 TGTCTTCCCTTCCCCTCTTT ACCCACCTCACCCTCTCTCT 234

Ai05B22126 Araip.B05 22126 p2 (AG)7 14 109979906 109979919 ACCTGCTTCTTCCACCATGA CATCTCTTCCTCACATCACCAA 158

Ai05B22127 Araip.B05 22127 p2 (AG)7 14 109980145 109980158 GAGAGAGAGGGTTCGGATTTTT TTTCTTATCTTTTTCAAAACCACC 279

Ai05B22130 Araip.B05 22130 p3 (TAG)5 15 109996077 109996091 ACTACAAGCAAGCAGAGCCC CTCCAGCCTAAGCCCCTATT 238

Ai05B22133 Araip.B05 22133 p2 (AT)12 24 110006952 110006975 GGGTGGTGCCCTAAAAATAA ATTTTGGTTGTTGCACATTTT 279

Ai05B22136 Araip.B05 22136 c (A)10tttcaga(T)10 27 110021225 110021251 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAGAAGGTGGTT 246

Ai05B22137 Araip.B05 22137 p4 (AAAT)6 24 110022737 110022760 AACCACCTTCTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 257

Ai05B22140 Araip.B05 22140 p2 (TA)10 20 110042189 110042208 GCAACCGGATCATGAGTTTT GGGGTAAAACAAAATCGCAA 147

Ai05B22141 Araip.B05 22141 p2 (AT)16 32 110042323 110042354 CGCAATGGTTTATCCTCGTT AACTCGAAAGCGCAAGACTC 207

Ai05B22144 Araip.B05 22144 p2 (AT)6 12 110046970 110046981 CGATTTTATATGCGCTAATTTGA GGGCCAAGGACAAAAGAATA 280

Ai05B22145 Araip.B05 22145 p2 (AT)6 12 110047199 110047210 TTGGCCCTAACACTTCTCCA AACAAAAACGTGTGTTTTGACA 276

Ai05B22146 Araip.B05 22146 p2 (TA)9 18 110048159 110048176 GGATGGGACTTTCCATAACCT GCTCTTTCCTAAAAATATTGGCA 278

Ai05B22147 Araip.B05 22147 p3 (TTA)5 15 110048852 110048866 AATCACAATTGATTATTGATACCCT AGGAGATGGTTGATGCACATA 155

Ai05B22149 Araip.B05 22149 p2 (CT)8 16 110051900 110051915 TCCCACGAATTGGGACTATC TGGGAGAAGAGGAGGGACTT 193

Ai05B22150 Araip.B05 22150 p2 (GA)15 30 110054261 110054290 TCTCTGGAACGCACAAGATG TCACGCCTCTGAAGGTTTTC 192

Ai05B22151 Araip.B05 22151 p2 (TA)7 14 110064774 110064787 TGTTTTTCTCTCCCATTTCAA ATGCCATGCAATGCAATCTA 191

Ai05B22152 Araip.B05 22152 p2 (AT)7 14 110073295 110073308 GCAATGAACCTTTTTCATGACTT AATAACTTTTAGACAGAATAATTTGCG 183

Ai05B22154 Araip.B05 22154 p3 (AAC)5 15 110078601 110078615 TCTGATCAACCTAAACTAATTTGCAT TCAATGGCGTCGTTTGATTA 143

Ai05B22156 Araip.B05 22156 c (AT)15c(TA)20tc(TA)685 110080064 110080148 GAATCATTCACAATCAATTCACAAA ATAGGTCAGGGCCTGGGAT 274

Ai05B22160 Araip.B05 22160 p2 (AT)6 12 110141670 110141681 GCGAATGTAACATAGGCGGA TTCATAAAATCAAAGCCCGTG 267

Ai05B22165 Araip.B05 22165 p3 (TGT)5 15 110162089 110162103 ATTCCACCTCTGATTCCCCT CAAAGTGGCAACTACAGCCA 108

Ai05B22167 Araip.B05 22167 p4 (GAGT)5 20 110173294 110173313 TCACTCTCACCCATTCACCA AAGCCTCTCCAAATTCCTCC 277

Ai05B22173 Araip.B05 22173 p3 (AGA)24 72 110214056 110214127 AAATCCAACGGTATTCAGCG TCATCCTCCTCTTCTGAGGTAA 238

Ai05B22179 Araip.B05 22179 p2 (TA)6 12 110220761 110220772 TGGAAAATTCCATCCTTCACA CAAAGATTGCGTTTTGGATG 242

Ai05B22181 Araip.B05 22181 p2 (TA)10 20 110225554 110225573 CTTGAGGGGGAGTGTTGAAT TGTGTTTTGGATGAATTCCTTG 232

Ai05B22182 Araip.B05 22182 p3 (TAA)7 21 110225712 110225732 CAAGGAATTCATCCAAAACACA TGATGGCAAAAACTTTGCTG 228

Ai05B22186 Araip.B05 22186 p4 (AAAT)5 20 110245760 110245779 TGATTGATTAGATTAGGCGTTTT CCCAGTGAGGAAACCTGTGT 280

Ai05B22187 Araip.B05 22187 p2 (GA)6 12 110253502 110253513 GAAATTTTGAAAAAGGGGGAA TGTGATTTCTTATGAACCAAGTCAT 280

Ai05B22189 Araip.B05 22189 p3 (AGA)6 18 110275846 110275863 GAGGAATCATAAATGCAACAACA TTGTGGGCCCAATCTAACTC 243

Ai05B22191 Araip.B05 22191 p2 (AC)6 12 110277513 110277524 TCACCCAATGTCCCAAGATT CCCAAATGGCCTTACCTTTT 195

Ai05B22192 Araip.B05 22192 p2 (AC)6 12 110279320 110279331 ATTCACCCAATGTCCCAAGA CAAGCTTGTGAGATTTGAGCC 254

Ai05B22193 Araip.B05 22193 p3 (AGA)23 69 110284046 110284114 GAGGAATCATAAATGCAACAACA GCCAAGGATTGAAGAGGAATC 256
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Ai05B22196 Araip.B05 22196 p2 (CT)7 14 110322440 110322453 AAATGCACCCATTCAAGGAG CAGTCTGCAACATGGAAGAAA 252

Ai05B22198 Araip.B05 22198 p3 (AAG)5 15 110341098 110341112 AACTGTTCAACAACTGGGGC TTCAACCGTCTTGGAAGGAG 275

Ai05B22201 Araip.B05 22201 p2 (CT)6 12 110345427 110345438 AGAGGCTATAAGGTGGGGGA AAGAACCTGGGATTGAGAGTCA 169

Ai05B22203 Araip.B05 22203 c (A)10tcgtatttgtagaattaaagtttaaaaatgatttttaaaaaatataaatttctttttttatttct(A)1186 110353894 110353979 GAAAGTTCCTCGGGTTAGGC TTCCTCAAGTAATGATTCCCG 185

Ai05B22210 Araip.B05 22210 c (ATA)9acaacaactcccaataataataaaaataaaat(TAA)574 110371382 110371455 GGCCACTAACATTCGTTTTCT GCTACCACGGTTTATGCTTAGAG 280

Ai05B22214 Araip.B05 22214 c (T)11(A)11 22 110394832 110394853 TTGCCTTTTCCCAGAAACTG TCCTTGTTGTCCATCCCTTC 252

Ai05B22216 Araip.B05 22216 c* (AT)16(ATA)5* 45 110407127 110407171 TTTTTCATAATCACAACAATCCA TCAAAAACTCACGGGTTGTG 236

Ai05B22220 Araip.B05 22220 p2 (AT)7 14 110449167 110449180 TTGTTTATTGTTCCCTCGCC ACCACAATACCGCTCCAAAA 191

Ai05B22221 Araip.B05 22221 p3 (ACA)5 15 110453497 110453511 GGACGTGATTTTAGTGGCGT TTGCGCCTTACTTGAGGAGT 171

Ai05B22222 Araip.B05 22222 c (AC)7a(TG)27 69 110463820 110463888 AAATGAGGACCATTAGAAACCA GTGGCAAGTGCAACAGTGTC 197

Ai05B22223 Araip.B05 22223 p3 (CAG)5 15 110467862 110467876 TCTTACAGGTACCACCCCCA GTACCATGGCACACGTGAAA 211

Ai05B22224 Araip.B05 22224 p3 (CTT)6 18 110470358 110470375 CCAACACACACGAAATTGCT AGGAGGAGAAGGAGAAACGC 154

Ai05B22225 Araip.B05 22225 c (T)10gtttagagtcattaaaattgagtcttctattattgtttttgttaaaattttaaaatccttgttttc(T)1086 110472830 110472915 TCGAGTTTGGACAACTGACG CAATTCGAAAAATTGAAGGAAAA 280

Ai05B22226 Araip.B05 22226 c (GAA)6gacgaacgt(GAA)1881 110519726 110519806 ATGAGGAACGCGAAGAAGAA CCAACACACACAAAATCGCT 188

Ai05B22227 Araip.B05 22227 p2 (AC)6 12 110520291 110520302 CCAAAATCCTCAGCCACAAT TCATTACTAAATAACGAGACGATAAAA 205

Ai05B22229 Araip.B05 22229 p3 (GGT)5 15 110521329 110521343 AGCTCCAAGCAAACAAAGGA ATCACAGTGCAAGGGAGACC 211

Ai05B22232 Araip.B05 22232 p3 (AAG)5 15 110526457 110526471 GGACCAAAACCACAAGGAAA AAATGCTTTTCCTGCGTCTG 269

Ai05B22233 Araip.B05 22233 p3 (ATT)5 15 110529828 110529842 TCCCGTTCTTGTTTACATTGC CCCTTTATTACGGGAGCAAA 121

Ai05B22236 Araip.B05 22236 p3 (ACA)11 33 110532361 110532393 GAGCTATACCTCGGAGCGTC ATTGAGGTGGCCTTTTTGTG 274

Ai05B22238 Araip.B05 22238 c (A)10taattaataaattaaaaaagaaattttgaaaaagggggaagatattttcgaaaat(GA)881 110545311 110545391 GAGAGAAGGAGGGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 225

Ai05B22239 Araip.B05 22239 c (T)10gg(T)10 22 110546412 110546433 ATGCACATGCAAATGACACC CTAGTGTTTTGGACCGGAGC 268

Ai05B22240 Araip.B05 22240 p3 (ATA)5 15 110556774 110556788 CATGATTTAAGCCATGGAGGA CATCGAAAAATTTTAGTAGATTTTGAA 232

Ai05B22241 Araip.B05 22241 p2 (AC)6 12 110558780 110558791 TAGAAATGGAAAACCGGGTG CGAGTCGAAGTGTGGAGTGA 232

Ai05B22242 Araip.B05 22242 p2 (AT)8 16 110565527 110565542 GTCTTGGCAACTTGTTGGGT CGGTTCTTACATCCTCCCCT 140

Ai05B22251 Araip.B05 22251 p2 (TA)12 24 110654856 110654879 CAATGCTTGGTTTGGAAGGT CCAAGTAAGGCGCCAATTTA 216

Ai05B22256 Araip.B05 22256 c (T)10aattt(TC)14(TA)2287 110685828 110685914 TTTTATAAGTGTAGCCTTAGGTCCC TCATGGTATATAATGTGGCTACGC 269

Ai05B22258 Araip.B05 22258 p4 (CTAA)6 24 110688559 110688582 TGATGCCGCATTTGTGTATT TCCATCACCATCATTCACCA 269

Ai05B22259 Araip.B05 22259 p2 (TA)9 18 110698515 110698532 TTGCACATTTTTCTTTTGCTG TGTGTGGATTGTTGTGATTATGTT 243

Ai05B22260 Araip.B05 22260 p2 (TA)8 16 110698702 110698717 TTTAGTTTAACATAATCACAACAATCC GAAGTGCGAAACACACAGGA 278

Ai05B22261 Araip.B05 22261 p2 (AG)6 12 110711237 110711248 GCCACGTGCAGAAAATTACA GCGAACATTGAACCTGGATT 260

Ai05B22262 Araip.B05 22262 p2 (AG)7 14 110718358 110718371 GACGACATTCATATTCGCAAAA AGCCAATTGGGCAACATAAG 217

Ai05B22263 Araip.B05 22263 p2 (AT)6 12 110723773 110723784 TTATGGAGGTGTGGTGCTGA TGGGGTAATTTTGTCCCCTT 251

Ai05B22264 Araip.B05 22264 c* (T)11cgc(AT)9(T)12*43 110749870 110749912 TTCACTTGACACCTTCACGC AAAAAGCAGTGAAAAGCTTGC 266

Ai05B22265 Araip.B05 22265 p2 (AG)6 12 110751863 110751874 ATAGGTGAGGGGTTTTTGGG CATTTAACGCCAAAAATGGG 276
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Ai05B22267 Araip.B05 22267 p2 (AT)11 22 110818572 110818593 TTTTCAATGCCCACAATTCA TTTGATGGATTAGGACCCGA 209

Ai05B22269 Araip.B05 22269 p3 (GAT)6 18 110842870 110842887 CTTACCTGAAAGGGGGTGGT TTGTTGGCTTGTGGAAATGA 230

Ai05B22271 Araip.B05 22271 p2 (AG)8 16 110856307 110856322 AGAGTGGGTGGAGGTGATTG GTGTTTACACGCCAACATGG 202

Ai05B22274 Araip.B05 22274 p2 (TA)6 12 110880521 110880532 ACTCAAATCAATTGGGGTGC ACTTTTAAGTGCGGGGAGGT 186

Ai05B22277 Araip.B05 22277 p4 (AAAT)5 20 110914371 110914390 AACTGTGGGAACTTGGGTTG TTGGGATAATTTTGTCCCCTT 210

Ai05B22278 Araip.B05 22278 p2 (GT)6 12 110914533 110914544 GGGGACAAAATTATCCCAATG TGGCTAAGGTAAGGGTGAGG 233

Ai05B22282 Araip.B05 22282 p2 (AT)6 12 110945433 110945444 GGCACAAAATTGGGTCAAAC TGGATTTGAAGTTGGAAGGG 179

Ai05B22283 Araip.B05 22283 p2 (TA)6 12 110947330 110947341 TCTAACCTGCCTTTGCTTCG GATAAGATCGCGCGAAAGAC 106

Ai05B22284 Araip.B05 22284 p2 (AT)13 26 110947459 110947484 TCGCGCGATCTTATCTACCT TGCGTTCAGTGGATTGATGT 262

Ai05B22286 Araip.B05 22286 p3 (CTC)7 21 110971427 110971447 ATGCCGCCATTGATATGTTC GACCCAATCGTGCCATAGTT 185

Ai05B22287 Araip.B05 22287 p2 (CT)6 12 110975627 110975638 TGCAACCAAGTCGTTACATTG GTTGTGGTGTGCGTAGTGGT 279

Ai05B22292 Araip.B05 22292 c (TC)23(TA)8 62 110980628 110980689 TGAAGATTGAAGAGGACTCTATTCG GGAACAACAAGAATCCCAGC 280

Ai05B22295 Araip.B05 22295 c (T)10gaaagatttttgaaaacaaa(T)1242 110991897 110991938 GCCAGCCAAACTTCAGCATA AATGATCACGATTTCGCACA 250

Ai05B22297 Araip.B05 22297 p2 (CT)7 14 111009563 111009576 AAGAAATTTTGTCCTTGGCG TTTTGCTAAAGAATGTCTTAGGTGT 256

Ai05B22298 Araip.B05 22298 p2 (CT)7 14 111011333 111011346 CAGAGTTGTATGCAAGGGCA GGTAGGTTTGGGTGGGAAAT 253

Ai05B22299 Araip.B05 22299 p2 (TC)8 16 111033181 111033196 TCAAATCTTTTTCTTTTCCTTCTCA GAATTTTGAAAAAGTGGGTAATGG 258

Ai05B22306 Araip.B05 22306 p2 (TA)6 12 111083241 111083252 AGCGAGTGAGCAAGAACCAT AAAAGTGACACGTCACATAGGG 214

Ai05B22307 Araip.B05 22307 c (A)10tttcaaacatatttttttttcaaccaacaagataaacgagggaagaagaggaagaaagtgaaagag(A)1086 111084992 111085077 GGAACCCGTACAACCAGAGA CAAAAGAGCATGTATATGTAGCATCA 267

Ai05B22309 Araip.B05 22309 c (CTT)7catctcctctgccaatcccaccgccacgccatcctcatcatgtaagttcctt(TC)21t(TC)6128 111093966 111094093 CACCGTCCTCCGTCTAAGAG ATGACAGCGACATGCTATGG 279

Ai05B22310 Araip.B05 22310 p2 (TC)6 12 111094240 111094251 TTTTTACTAAACCACCGCGA GCCATTTTTCTTCCGGATCT 240

Ai05B22315 Araip.B05 22315 p2 (GC)6 12 111142028 111142039 CATTCGATGCCTTGATGTGT ATTGGCTGTTTCTTCATCCG 228

Ai05B22316 Araip.B05 22316 p2 (TA)7 14 111149439 111149452 GGCAATCCCAATTAATGCAC ATTTCCGGGAATGTTAACCC 228

Ai05B22317 Araip.B05 22317 p2 (AG)8 16 111154558 111154573 TTCTAACCGGATTTGTTTGGTT GGTTTGGCCCAATTAATAGAGAT 243

Ai05B22318 Araip.B05 22318 p3 (GGT)5 15 111156223 111156237 ATCATCATAGCCCTCATCCG GTTGGAACGGGCAATTAGAA 172

Ai05B22319 Araip.B05 22319 p3 (AAT)6 18 111157615 111157632 AAGGAGATGTGTCAAAGGGC TCTAAATGGGTGGACAAGCG 237

Ai05B22320 Araip.B05 22320 p3 (TCA)6 18 111158184 111158201 AATTAGCCATTCGTGGGTTG GATGTCCCTCTTCCGACAAA 249

Ai05B22326 Araip.B05 22326 p2 (TC)52 104 111180059 111180162 CCGATCTCCTCCATGGTATT CGTGTTTTCGAGATTCAGCA 274

Ai05B22329 Araip.B05 22329 p2 (AT)13 26 111200105 111200130 TGCTAGGTGGGAGACAATCC GTGGGAGGTGGTTTTCACAA 228

Ai05B22332 Araip.B05 22332 p2 (CT)8 16 111222272 111222287 TCCCTTTTGCTTTCTCTTGG ATTAAAGTGGGCCACGGAC 259

Ai05B22334 Araip.B05 22334 p3 (TGT)5 15 111249129 111249143 TGGTCCTCCTCTTCGTTTTG TCAAAGACCAAAGCCCTAGC 275

Ai05B22337 Araip.B05 22337 p2 (CT)6 12 111263906 111263917 TCGAACCTGTGACTAAAGATGAA GTCACTTTCCCACGACCTGT 268

Ai05B22338 Araip.B05 22338 p2 (CT)6 12 111276383 111276394 TCGAACCTGTGACTAAAGATGAA GTCACTTTCCCACGACCTGT 268

Ai05B22341 Araip.B05 22341 p3 (TGA)5 15 111293548 111293562 GGAGCAGGTTCGAGTTCTTG AGGACGAGTTTGAAGAGGCA 259

Ai05B22343 Araip.B05 22343 c (A)11(T)10 21 111312421 111312441 GATGACTCAAAGGAACACCAAA GGATTTGAAAAACAACCGGA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B22344 Araip.B05 22344 p2 (TA)9 18 111324199 111324216 TCCAGGTACCAACTTAGGGG TCCAAAACTCAAACATCAGCA 269

Ai05B22347 Araip.B05 22347 p2 (GC)6 12 111355526 111355537 GGTTTTTGTACCAGGGGGTT ATTTCATGCTAGGCACCCAC 120

Ai05B22348 Araip.B05 22348 p3 (AGA)5 15 111362552 111362566 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 245

Ai05B22349 Araip.B05 22349 c (T)10ggatttttgtatattttta(T)1039 111366554 111366592 CTGGCCAAGAACAACTTGAA CCTGGAATCTTGATTGAGGA 277

Ai05B22351 Araip.B05 22351 p3 (AAT)5 15 111367142 111367156 CGATCCCACGGAGATTGTTA AAGCTTGCCATGAAAAGGAA 251

Ai05B22353 Araip.B05 22353 p2 (TA)6 12 111392932 111392943 TTTTGCGCTTTTCAAATCCT ATAATGGCACCCAAACAAGC 196

Ai05B22354 Araip.B05 22354 p2 (GA)12 24 111402821 111402844 TCGAACACAGAGAGAGGGAGA CGAAAATCACTAACCACTTTTTCA 269

Ai05B22359 Araip.B05 22359 p2 (GT)6 12 111425783 111425794 GTACGAAGGCAGGGTTGTGT CTGTTGCAGTGTGTGCATTG 200

Ai05B22360 Araip.B05 22360 p4 (ATTT)6 24 111426114 111426137 CTGCCCAATTCTCTGTCTCC TTCAATTAAGAGGTTGCGGG 242

Ai05B22365 Araip.B05 22365 p2 (TA)9 18 111433224 111433241 GCCTTAGGTCCCTTATTGTTTTT ACTTCATTCTAGTACTTTTGGATCATT 264

Ai05B22367 Araip.B05 22367 p2 (CT)7 14 111446844 111446857 TTTTTCAAAATATCTTTTCTAACTCCC AACTGTGAGGAGGGCAGAGA 251

Ai05B22368 Araip.B05 22368 p3 (TAT)5 15 111447069 111447083 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 172

Ai05B22369 Araip.B05 22369 p2 (TC)7 14 111453701 111453714 GTTTTGGGCGTTAACTGAGC TTTACGACGGTTGGGTTCTC 271

Ai05B22370 Araip.B05 22370 p3 (CTT)5 15 111456929 111456943 TTCACACAACACACCCGTCT GCTTTTGTCTTCCCTTTCCC 257

Ai05B22372 Araip.B05 22372 c (CTC)6atatttcttcttctttttcttccaaattcacgcgggttcttctttttcc(CTT)685 111476530 111476614 CGTGTTCCTTCTCCTTCTCC TGAATGAATGCAGGTGTTCTG 248

Ai05B22373 Araip.B05 22373 c (GAG)6catctgcgtgcgcga(AGG)6tggtatgcgtgaatttgaaaaaagaaaaagaggacgtacgcgtgtatttga(AAG)5117 111481602 111481718 TTGGTGTTGTTGGTGATAACG CACGCGCTTTTTCTTCTTCT 181

Ai05B22377 Araip.B05 22377 p3 (CTT)5 15 111490847 111490861 GTTGACCATCCGTCTCCAGT AACCCCAGTGGACAAGACAG 201

Ai05B22380 Araip.B05 22380 p2 (TC)10 20 111501810 111501829 GTCGGAATAATCCGCTGGTA TGCGGCTAGAGAGAGAAAGG 204

Ai05B22385 Araip.B05 22385 c (TC)10tt(TC)19 60 111514224 111514283 GATGTGGTGCTTGTCCTCCT TCCCAATTTGAAATCAAGCA 195

Ai05B22386 Araip.B05 22386 c (T)11gcatatatcttattttttcgcatatatc(T)1150 111519142 111519191 TTGGCTTTTTCTGCTTGCTT TGATGTGGTGGCAATGCTAT 266

Ai05B22387 Araip.B05 22387 p3 (ATT)5 15 111527169 111527183 AAATTGTTTGCTCCAATGGC CAAGAAGAGGAGATGGCAGC 128

Ai05B22388 Araip.B05 22388 c (AAT)5agggatcctttttaccacagtatagagtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)698 111527351 111527448 TGCCATCTCCTCTTCTTGTTC TCACCAAAAATCCGAACTCC 279

Ai05B22389 Araip.B05 22389 c (T)12gtattttcttttaatttttcaaaaatcattttg(A)1055 111528725 111528779 TGCAAGATGAGTATGCAGTTGA TATTAAGCCATGCCTGACCC 239

Ai05B22391 Araip.B05 22391 p3 (TTG)13 39 111541912 111541950 TAGCACCGAGCAGTTGCATA GGGAGGAATCATTCGACAAA 191

Ai05B22395 Araip.B05 22395 p2 (AT)6 12 111548432 111548443 TAAAACCTCAGCCCCACAAC TGGGTCTCTATCTCTCTGTCTCTG 241

Ai05B22398 Araip.B05 22398 c (AGA)5tgaaattaggtgtaacagatccaagtgtacaaggg(A)1060 111552495 111552554 CGTTGGAGGGTAGCAAGAAG TGCATCATAAAACATTCATGAAAAA 280

Ai05B22403 Araip.B05 22403 c (TAT)5tgag(TA)18ctcg(ATA)574 111590254 111590327 TTAGCTTATGTTCGTGCCCC TGCACTTCGCCATTTTATTG 248

Ai05B22404 Araip.B05 22404 p3 (TTG)5 15 111592297 111592311 CATGAGGTGGTCAAACGAGA GCAAATGATGACTGTGCTGC 280

Ai05B22405 Araip.B05 22405 c (A)12gagtggaatataagccatagtagtgtctaaggggtgtgtgagtctgtgtagtgtaag(A)1180 111594964 111595043 CCATCATCATGCCTCAAATG TAACCCTATTGCATGCCACC 243

Ai05B22407 Araip.B05 22407 p4 (ATTT)5 20 111596055 111596074 TAATGACCCGTTTGCCTTTT TTTCTGCTAGGCTTTTGATAGGA 227

Ai05B22408 Araip.B05 22408 p2 (AT)12 24 111596632 111596655 TGCATGTGAAATCTCCTTACAA AAAATTTTTCAAAATGAATTGATCC 275

Ai05B22417 Araip.B05 22417 p4 (AACT)8 32 111624340 111624371 GCAGCAATAAACAGCAAACAA TCCCTCCTTCAACCATCATC 147

Ai05B22419 Araip.B05 22419 p2 (CT)10 20 111652883 111652902 TCTGTGACTGCCCTTGTCTG AAGGAGTGCGAGAAGATGGA 238

Ai05B22422 Araip.B05 22422 p2 (AT)8 16 111664929 111664944 TGTCAGTAGTGCAGAACGAAAA TGCCACATCCACTTTCATTG 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B22426 Araip.B05 22426 p3 (AAT)7 21 111667956 111667976 TGAAATTTTGCACTCGCAAC TGCTGATTGTGGAAAGAAACC 183

Ai05B22428 Araip.B05 22428 p4 (TTAT)6 24 111673272 111673295 GCTGCATTTGATTTTGATGG CAGTTTTTGCAAGACACCCA 269

Ai05B22431 Araip.B05 22431 p3 (AGA)5 15 111704550 111704564 TAAAATGTTTGCTCGTCCCC CCCATCACCTCTTCACCACT 279

Ai05B22433 Araip.B05 22433 p2 (CT)13 26 111729151 111729176 GATTCCGACGGTAACTCCAA GGCAACGGTGAAAGAGAGAG 259

Ai05B22435 Araip.B05 22435 c (TTA)14ttttatctttatctttatcttatctttatttatccttatcttatctttatttgcttttatctttcataggtcaatgc(TA)12143 111734740 111734882 CACAAATTCAGCCCAACAGA TTTTATTGATTGTTGATTGATTGAA 244

Ai05B22436 Araip.B05 22436 c (T)10c(T)10 21 111742787 111742807 TAGCCTTTGGCAGTAGCCTC CGCTAATGAATGGCATTTCC 280

Ai05B22439 Araip.B05 22439 p3 (TGT)5 15 111746787 111746801 TTCTCATTCAGTATTTTTGCATGT TCGGAAAGGCAGTAGTTTGC 198

Ai05B22442 Araip.B05 22442 p3 (GAA)5 15 111782271 111782285 TGGAAAAGCAATCCAACTCC CCGTCACTAGCTTGACGGTT 242

Ai05B22443 Araip.B05 22443 p2 (AT)13 26 111783873 111783898 ACTAAATGGCGTAGGCATGG ATATGGTGACAGAGCGGAGG 279

Ai05B22446 Araip.B05 22446 p4 (TATG)16 64 111798024 111798087 TGTCTGAGGTACGAATTTTCTAGATG CCTAATTGTAGCAAGTATTTCCATTG 181

Ai05B22447 Araip.B05 22447 p3 (TTA)6 18 111798500 111798517 TTTTAAAATATAATGCATGTACCGTGT TCAAATCAATATTCAATGCGTTA 225

Ai05B22450 Araip.B05 22450 p2 (TA)6 12 111828194 111828205 CCTCATCTTTGGTCACCAGG TTCTGACTGCATGAAGCATTG 181

Ai05B22451 Araip.B05 22451 p2 (AC)6 12 111834174 111834185 GCCCTTGACCCAACATAACT CAATGGCTAAAAGCTCTCCG 219

Ai05B22452 Araip.B05 22452 p2 (AT)7 14 111835912 111835925 TGTAAGAAGTAAAAACACGAATCACC TGTGAATTCTGAACGGTGGA 250

Ai05B22455 Araip.B05 22455 c (AAG)10aggaggaagaagaacgtgcagc(AAG)567 111838891 111838957 CCTCCTCATCTTCTGCTGCT TTTCTGCACGTTTTCACTGC 239

Ai05B22458 Araip.B05 22458 p2 (CT)6 12 111850221 111850232 GTCACTACACAAACAGCGGC AGAAGGAGAGGGAGGAGACG 280

Ai05B22460 Araip.B05 22460 p2 (GC)6 12 111865059 111865070 AAAAGAGAGGGAAAAGGGCA AAAATGGACACAGAGTGGGC 116

Ai05B22463 Araip.B05 22463 p3 (AGA)5 15 111873398 111873412 AGGAGACCAGGAGACCGAAT CAGGGTCTCGACCGTTATGT 265

Ai05B22465 Araip.B05 22465 p3 (TTC)5 15 111880697 111880711 CACCCACTCTTCCCCATAAA GAATATTGCTCGCCCTCAAG 265

Ai05B22468 Araip.B05 22468 p2 (AG)6 12 111892185 111892196 TTTTGTGATTGTTGCTATTGCT TTTTTGACGATTTTGCCCTT 154

Ai05B22471 Araip.B05 22471 p3 (AGA)5 15 111893565 111893579 TGGAGGTTTAGTTGCTCATGG GGCGCCAGACTCCTAATAAA 248

Ai05B22472 Araip.B05 22472 p2 (GA)18 36 111899128 111899163 TAGAGTGACGAATGCAACGC GCAAAGCTGCATTTTTGTCA 274

Ai05B22475 Araip.B05 22475 p4 (TTTA)5 20 111904018 111904037 GCCCCCAAAATTTTTCACTT TGGTGTTTCAAAATTTCATCCTT 179

Ai05B22476 Araip.B05 22476 p3 (TTA)21 63 111906194 111906256 TTGCTGTCAAAGGATGACCA AGGTGCCATTGTGATAGCCT 249

Ai05B22477 Araip.B05 22477 p2 (TA)8 16 111914617 111914632 CCCATCTCAATTGTAAAGGCA CTCAACACATGAATCACGGC 192

Ai05B22478 Araip.B05 22478 p3 (AGA)5 15 111925719 111925733 AAGGTAGGCTCTGCGTTTGA AGTGGTAAGTTCGTGCGTCC 149

Ai05B22479 Araip.B05 22479 p2 (AT)6 12 111926495 111926506 AACTGTTCCCGCACTTCTTG CAAGTGAAAATTTTTGGGGG 201

Ai05B22480 Araip.B05 22480 p4 (TTTA)6 24 111926681 111926704 CCCCCAAAAATTTTCACTTG TGCAGAAATTAAAGCAAACAGG 271

Ai05B22481 Araip.B05 22481 p3 (TAA)8 24 111936692 111936715 GGTGCCATTGTGATAGCCTT TTGTCAAAGGATGGCCACTA 205

Ai05B22482 Araip.B05 22482 p2 (GA)6 12 111940512 111940523 AATTGCGGGAGATAACGAGA TATTCCAGGCTTTGATTCGC 160

Ai05B22486 Araip.B05 22486 p3 (CAT)5 15 111942192 111942206 GTGGTGCTTTTCAGCCATTT CTGCTTCCTCTGACCCTGTC 197

Ai05B22489 Araip.B05 22489 p2 (CT)9 18 111960641 111960658 TTCTTATCTTTTTCAAAACCACCT AGAGGGTTCGGATTTTTGGT 280

Ai05B22490 Araip.B05 22490 p2 (CT)6 12 111960887 111960898 AACATCTCTCCCTCACCCAC CTTTTTCTTTGTCCCTGCTCA 175

Ai05B22492 Araip.B05 22492 p2 (GA)18 36 111969605 111969640 GGCTTTGCTTTAGCACCTTG TCAAGAAACAAACTTGGGGC 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B22493 Araip.B05 22493 c (TCT)6tcgtttctgcaa(TTC)27111 111971462 111971572 TCCATGCCTCCTCTTTTTCT CAATGGAAATCGAGAATAGCAA 280

Ai05B22495 Araip.B05 22495 p3 (GAA)13 39 111972117 111972155 AAAGGCAAAGAGAGAACGCA TCCTCCTTCTCCTCCTCCTC 154

Ai05B22498 Araip.B05 22498 p2 (CT)7 14 111977232 111977245 CGCAAAACTCCTCTTCCTCA ACAAGGTGACGATTTCCGAC 259

Ai05B22503 Araip.B05 22503 p2 (CA)8 16 112004704 112004719 ACTCACCCTCAACCGTCAAC GCTCCCTTTCACGTGTCTTC 275

Ai05B22506 Araip.B05 22506 p3 (AAT)24 72 112013415 112013486 CGCGTATTTTCTCTCCATCG TCCTCATATTTTGCTGCTTCTTC 258

Ai05B22507 Araip.B05 22507 p2 (GA)8 16 112014317 112014332 TGGCTTGGATTCATGTATGG CAACCGCCGATACTCTTCTC 161

Ai05B22508 Araip.B05 22508 p3 (ATG)5 15 112020859 112020873 GGTAAAACAAGAAGGAAAAGATGA TGGAGAAGTCCAACCATTCC 259

Ai05B22509 Araip.B05 22509 c (GAT)5(AAT)5 30 112021379 112021408 ATTGCAACACGCAAATTCAG TTTTCTTCTTCTCCATCATCATCA 252

Ai05B22511 Araip.B05 22511 p2 (TA)6 12 112031709 112031720 CGGTTGGCAATTTTGATTCT TAGCTCTGGGTTGCATCAAG 241

Ai05B22515 Araip.B05 22515 p3 (TCC)7 21 112039312 112039332 TTCTTTCAAATTCGCACACG TCCTATGGTTTCCTCCATCG 119

Ai05B22516 Araip.B05 22516 c (CAA)6taaaagaatgacgattgagagaaaacacgcgaagaagaagaaggaacgcaaaaaagaagaaggaggaagacgaagaagaagaaggaagaacgcgaaa(AAG)5130 112040196 112040325 CCAAATCCAGTTCATTTTTGG CGTCTTCATCTTCGTCTTCG 279

Ai05B22518 Araip.B05 22518 c (A)12gaaaaagagactcgaagcttgaaggaataa(C)1153 112042412 112042464 ACCGATCCGGTTGATGAATA TTAGGGAATTAGGGTTGGGG 254

Ai05B22522 Araip.B05 22522 p3 (TTC)5 15 112079691 112079705 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai05B22523 Araip.B05 22523 p5 (TTTAT)5 25 112087326 112087350 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 203

Ai05B22524 Araip.B05 22524 p3 (ACA)5 15 112092800 112092814 CGTAGCTCCAGCAGGAAGAC GCCTTAGGTGAGGTGCTCTG 240

Ai05B22525 Araip.B05 22525 p3 (GAA)5 15 112093309 112093323 CAGAACACGCCTCAACTGAA TTTTCTGCAGTGTCTGCACC 136

Ai05B22527 Araip.B05 22527 p3 (AAG)5 15 112109829 112109843 AACCCCAATGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai05B22528 Araip.B05 22528 p2 (AT)9 18 112111705 112111722 TTTTGGGAACATGGGTTGAT TGGGGTAATTTTGTCCCCTT 217

Ai05B22533 Araip.B05 22533 c (ATT)5tacgaaactcaacaagttatacataaataagtattaagataattattaaattttattataaaaaatgacacttaatttgc(A)11106 112139917 112140022 GCAAAAACAATAGAAAAACTCTCAA TGAATCAGTGTAAAACTTCACCA 276

Ai05B22534 Araip.B05 22534 p2 (AG)7 14 112147063 112147076 ATTTCCCTGAGAGCCAAACA ATTCCTGGGTGTGAGTTTGC 119

Ai05B22542 Araip.B05 22542 p2 (TA)6 12 112188297 112188308 ATTCCTACCTCCTTCGGCTG GAGAGAGAGATGGCTGAGGC 142

Ai05B22544 Araip.B05 22544 p3 (ACT)6 18 112191968 112191985 CTGTCTCTCTCTGCGTGTCG ACCGGGAGAGAAGGTGTCTT 191

Ai05B22546 Araip.B05 22546 p2 (TG)7 14 112196712 112196725 TTCATGCCTATCTGGCTCCT TTGTAGAAGGAATGAATAAAAACAAAA 216

Ai05B22548 Araip.B05 22548 c (A)10gtgaagttctaaatctaatagatagatagatagatgtttttttataaatattataaaaaaatcttt(TA)994 112202261 112202354 TCCCTGGTTACTGTAGCCTATTTC AAAAACTACGGGTTTCAATTTTT 261

Ai05B22549 Araip.B05 22549 p2 (AG)7 14 112202814 112202827 AAGCAGAAAACTGATTTCATTCG CAACACACTGACGGAACCTG 154

Ai05B22550 Araip.B05 22550 c (A)12gaaaaagaaaaaacatctactgatatatatacaggaactgtctaaggtgtagtagctaggtggtgaagaccttaggag(T)11101 112203298 112203398 AAAAGAATTTAAATCTGCTGTTTCC CCATAGATTTGAAAGAAATCACCC 186

Ai05B22551 Araip.B05 22551 p3 (CTT)5 15 112203691 112203705 AAATTCCTCCCCAAATACCA ATCGCCAGAAAAATCACACC 205

Ai05B22559 Araip.B05 22559 c (TTCA)5ttctgcatcttcacatgcattctgcattaaaa(AG)970 112260378 112260447 TGAGTTCAAGCACAAGCCAC TTTTGCATCCACAAAGGACA 267

Ai05B22560 Araip.B05 22560 c (AAAT)8aataaatacaaagg(A)1056 112262318 112262373 AACGTTTGGTTTCCGAATTG TAATTTGGGGCATTTTGTCC 212

Ai05B22562 Araip.B05 22562 c (GC)6aaggtgcgctggcgcatcggtgagagtgctagcagatggcgcgggcgcgtcagtg(GC)679 112268688 112268766 GACAATGGTGGTGGATTGTG CCTGAGGCACAACCTCTCTT 240

Ai05B22563 Araip.B05 22563 p2 (GC)6 12 112269009 112269020 CACACACTACGTGCGGACAC AGTTATGCCCACTTCATGCC 216

Ai05B22564 Araip.B05 22564 c (T)11aatacagaatgcatgtgaagatgta(GAAT)556 112278822 112278877 CATTTTGCATCCACAAAGGA TGAGTTCAAGCACAAGCCAC 266

Ai05B22568 Araip.B05 22568 p2 (TA)6 12 112311636 112311647 GCAAGCTGGTTGCAGTTGTA TTGACTCGGAATGAAGGGAG 143

Ai05B22574 Araip.B05 22574 p3 (GAG)5 15 112337309 112337323 GAGCCGATCCCTAACTTTCC CATCTCCTCATCCTGCCCTA 207
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Ai05B22576 Araip.B05 22576 p3 (TAT)6 18 112344180 112344197 TATTTGGTCTGCTCCGCTCT ACCTAATACGAAAGCGGCAA 279

Ai05B22578 Araip.B05 22578 c (A)10gcatatagtgc(A)1031 112356369 112356399 CAATGTTTGTCGCGTCTTTC TGCCCTCGAATCTTATAGGTG 219

Ai05B22580 Araip.B05 22580 c (GA)17t(AG)7 49 112365544 112365592 AAACAGCGACAGTGACATGC AATTTCAATCGCGAAACCAC 214

Ai05B22584 Araip.B05 22584 p2 (AG)17 34 112386092 112386125 AGAAATTGAGAGATATGTTGGTTTG TTTGCCTTCACTGGAAGCTC 240

Ai05B22586 Araip.B05 22586 p2 (AT)6 12 112393219 112393230 AAGGGAAAGTAAAACCATGCAG CCCATCTCAATTGTAAAGGCA 267

Ai05B22588 Araip.B05 22588 p2 (AG)6 12 112399627 112399638 TCAGAGAGAGAGGGTTCGGA TTGGTTGTTTCTCATCTTGTTCA 278

Ai05B22591 Araip.B05 22591 p2 (TA)8 16 112404485 112404500 GTTATGGGCGCAGAAGTCAC GCAATACCGCTCCCAAAATA 258

Ai05B22592 Araip.B05 22592 p2 (AC)6 12 112414742 112414753 TGAAAGCAACACAACAACAACA CGCGCAAAACCTTTTACAAT 185

Ai05B22594 Araip.B05 22594 p2 (TA)9 18 112415410 112415427 CACATTTTTCCCCTTTCAGG GCAATACCGCTCCCAAAATA 279

Ai05B22596 Araip.B05 22596 p2 (GA)6 12 112420760 112420771 TATCGCTGAGGAAGGAAGGA TCTCTTCCGGTGACCAACTC 235

Ai05B22598 Araip.B05 22598 p2 (GA)6 12 112421370 112421381 TATCGCTGAGGAAGGAAGGA TAGTAACGGCAACTCCCACC 267

Ai05B22600 Araip.B05 22600 p3 (ATA)5 15 112425067 112425081 GAGAATGCAAAGAAGCCTGTC GGAAACCCTCTCCAAGCTAGA 225

Ai05B22606 Araip.B05 22606 p4 (TACA)7 28 112439598 112439625 GGATAAATTGCACATACAGGGG CAACGAATTTTGACCACACG 264

Ai05B22608 Araip.B05 22608 c (AAAG)6acaaagaagaggtacgtaataataccgaagcaagaagggagaatgacaatacagttgggagcttgtttgagctgtcttgaagctttgcatttttatcc(T)14ctaaactcgcaatcacaaaagattttgtttctctccctaggaaagcttcatcgtcatggggtttttgtttttcg(T)14224 112445503 112445726 GAAGGGGAAAACATGGACAA TCTTAATAACCGAAAGCGAAAGA 277

Ai05B22610 Araip.B05 22610 p3 (AAC)5 15 112447941 112447955 AGCAGAGGCAGAAGCTGAAG CTTGCCGGTTGTTGTTGTTA 267

Ai05B22612 Araip.B05 22612 p2 (AG)7 14 112455880 112455893 GAGAGAAAATGGTGGCTGGA ATAGCCTAGCACGGTGATGC 109

Ai05B22613 Araip.B05 22613 p2 (CT)6 12 112458991 112459002 AGAAAGGCTAGATCGGGTCG GGAGCACCAGTTATGTCGGT 101

Ai05B22616 Araip.B05 22616 p2 (GT)8 16 112468468 112468483 TTGCATTCTTGTCCCAGAGA CACATGCACAAAGGAGGAAA 129

Ai05B22618 Araip.B05 22618 p2 (AG)7 14 112473234 112473247 GAAGTAGCAGCCCAAATGGA TCCTCTGGTGAAATGAGCAA 243

Ai05B22619 Araip.B05 22619 c (AG)18nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngagaa(AG)22144 112483731 112483874 CAAGCTGAAGGCTTCCAAAG TGAAATGAGCAAGATGAACGA 213

Ai05B22620 Araip.B05 22620 c (AT)7(AC)10 34 112488307 112488340 CGATAAGCGTAAACCGGAAA CTTTTGGGTCATTTTTGGGA 188

Ai05B22621 Araip.B05 22621 p2 (TA)9 18 112491148 112491165 GCTTATCGGGTTTGAGTTGC CAAGGCAGCCACACTAGTCA 256

Ai05B22622 Araip.B05 22622 p2 (TA)7 14 112500538 112500551 GCTCCTTGCTAGGTGTCTGG TAGCTCCTGACTCAGCCTGC 242

Ai05B22625 Araip.B05 22625 p2 (AT)20 40 112510846 112510885 TAGCGCGCAATTGAATTTTT CGCGGTTACGTTCTTCTCTC 193

Ai05B22626 Araip.B05 22626 p3 (TTG)5 15 112520257 112520271 CCCACATCTGGTACAAGCCT TGTGAAGAAGGCAGATGCAG 223

Ai05B22628 Araip.B05 22628 p2 (AG)6 12 112536647 112536658 TCCTTAACAATCCACAAGCAAA CTTTTCCCATCTTCTTCCCC 264

Ai05B22629 Araip.B05 22629 c* (CT)12(T)10*atttttttatacgcaatatgcaaatgcaaattatatgcactagtacggagaagagtttttg(A)10104 112537333 112537436 AGGGTCAATACGACACGGAC CACCCACAGCAGAAGACTGA 274

Ai05B22630 Araip.B05 22630 p3 (TAA)6 18 112549401 112549418 ATTCTCTCATCATCCATTAAGTATTTT AAAGCTTAAAAGGGGTAAAGCC 279

Ai05B22632 Araip.B05 22632 p2 (TA)7 14 112552183 112552196 GTGATGCATGAGGAGAACGA ATCAACGAAGCCATTTGAGG 143

Ai05B22633 Araip.B05 22633 p2 (AT)9 18 112554067 112554084 CACTTAAGATATTGTCTGACAGAGTGG TTGTTGGTTTTTCTTTGATATCTACTT 221

Ai05B22634 Araip.B05 22634 p3 (AAG)5 15 112557716 112557730 ATTCAGAGGGTTGTGGGTTG CCCAGATTGGTCCCTCCTAT 196

Ai05B22639 Araip.B05 22639 p4 (AATA)5 20 112564555 112564574 GGAAGAATTCAGCGAAGCAC TCTCTTCTCATTCCGACGCT 278

Ai05B22641 Araip.B05 22641 p2 (AT)6 12 112573176 112573187 CATTGCGGGCTTTAATTGTT GAAGCCAAAATTTGCGAAAG 229

Ai05B22643 Araip.B05 22643 p3 (ATT)8 24 112588579 112588602 CGAAAATTTTTGTAAGGTGGG TGATCCGTCCAAGTTTTGTG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B22644 Araip.B05 22644 p3 (TTA)10 30 112588874 112588903 TTGGAGTGAGGGACTGATCC AAGCATTAACAAAGTTAAGTTCATCG 224

Ai05B22645 Araip.B05 22645 p3 (ATC)7 21 112589188 112589208 AGCTTGAAACCACAACACCC TGGAGGGACAATAGCTCCAC 266

Ai05B22647 Araip.B05 22647 p2 (TG)8 16 112591824 112591839 ATATCAGAAGCGGGTAGGCA CCGGGGTGGATAGTTATGTC 280

Ai05B22649 Araip.B05 22649 p3 (AGA)6 18 112615020 112615037 TATCTCCCATGACTCGGAGG ACCCACCTCACCCTCTCTTT 277

Ai05B22651 Araip.B05 22651 p2 (TA)9 18 112625533 112625550 TCACTCACATCCAGCTTAAAAA GTGATTGGTTGGTGGTCTCA 261

Ai05B22656 Araip.B05 22656 c (ATTT)5atgttg(TA)638 112637184 112637221 GGTGAGGAGCTCTGCTGTGT TGTCAATCAAGTGTGGGGAA 253

Ai05B22659 Araip.B05 22659 p2 (CT)6 12 112653619 112653630 ACGCCAGAAAAGAGCAAGAA AAGGATGGAGGTGAGTGGTG 277

Ai05B22662 Araip.B05 22662 p2 (TA)8 16 112679501 112679516 TTTTATGGGAACATGGGATGA AATGGGGCTGAGGTAAAGGT 226

Ai05B22668 Araip.B05 22668 p3 (TAT)5 15 112714433 112714447 TGTGGGGGCAAAAAGTAAAC TTGTACAGTATGTGTGAGAAGACGTT 229

Ai05B22672 Araip.B05 22672 c (TC)6caaaatatttttctagg(T)1241 112724365 112724405 GCCCTCGATTGATCAAATAAT TCCATACTGCCAACGACGTA 124

Ai05B22677 Araip.B05 22677 p3 (ATA)8 24 112737232 112737255 TCTTGAAGCAAGAAAAAGCAG CCGGATACATACATGCCACA 236

Ai05B22688 Araip.B05 22688 p2 (TA)8 16 112789121 112789136 TCGGCCAAGTGATGATGATA CGAAGCCAAAGAAACAAAGG 154

Ai05B22689 Araip.B05 22689 p2 (CT)7 14 112796388 112796401 TGTCTCTTCTGCTCGGTGTG ATGCCATGAACTGCAAACAG 218

Ai05B22690 Araip.B05 22690 p2 (TG)10 20 112796721 112796740 GAGGGGTTTGTGTGTTTGCT AAACCCTAACCCATTGACCC 131

Ai05B22699 Araip.B05 22699 p2 (AC)6 12 112846680 112846691 ATTGGTGCAATTGATGAGCA GGCTAGGGGATCAAGGTTTC 186

Ai05B22700 Araip.B05 22700 p2 (AC)6 12 112854564 112854575 ATTGGTGCAATTGATGAGCA GGCTAGGGGATGAAGGTTTC 186

Ai05B22703 Araip.B05 22703 p5 (TTATC)5 25 112882815 112882839 CGACTTGTTGGACTTGGTGA TCCCTTGCAGATACGAGGAC 247

Ai05B22706 Araip.B05 22706 p5 (TTATC)8 40 112898056 112898095 CCTGGGTGCTCCAGTGTATT GAGGGCCCAGATAGAGGAAC 198

Ai05B22707 Araip.B05 22707 p2 (AG)7 14 112900899 112900912 TTTGAAAGCAACGGTGACAT CATCCATTCATGAGGAAGCTC 280

Ai05B22710 Araip.B05 22710 c (A)10gaaaaaataattttgcgaaaaaaattaataaaataaagg(A)1160 112915684 112915743 TGAAGCAAGAAAAAGCAATGAA AGCACATGGTTAGGGACAGC 278

Ai05B22711 Araip.B05 22711 p3 (CAC)5 15 112918986 112919000 GGGACTTGGGTGAATGAGAA ATCCACTCGATCAAGGCATC 240

Ai05B22713 Araip.B05 22713 p3 (TTC)14 42 112937189 112937230 AACCTAACACCCATCCCTCC CGGTCTTAGGTGCCATCAAT 258

Ai05B22718 Araip.B05 22718 p3 (TCT)6 18 112973745 112973762 ACACACATCCCTCCATCTCC TGCTTGCTCCATCCTTTTCT 259

Ai05B22719 Araip.B05 22719 p2 (TC)6 12 112978193 112978204 CTCCTCTCTTCGAATGCGTC GCGGAGGAGAGAACACAAAG 202

Ai05B22724 Araip.B05 22724 c (T)11cgaaaattcaaataaaaataaagtaattagttaattaaaaagaaatttttgaaaaagagggggaatattttcgaaaattg(GA)6103 113024060 113024162 GGAGGGTTGAGATGTGAGATG TTTCGTTTGTTTCTTATCTTTTTCAA 280

Ai05B22728 Araip.B05 22728 p2 (TC)6 12 113031542 113031553 CCTAAATGGAGCAGGGATGA GTTCGTGTATTTGGGGTTGG 259

Ai05B22732 Araip.B05 22732 c (A)10tacatac(AT)731 113044360 113044390 TGGGAAGCATGCTAATGTGA CCCATGTGCATTGATCCTTT 178

Ai05B22733 Araip.B05 22733 c (T)10ctctctc(T)13 30 113051853 113051882 TGGTTTTGAGGGATATTGGC TTTCGAAAACAAGGAGCATT 278

Ai05B22736 Araip.B05 22736 p3 (TTG)5 15 113054646 113054660 TTGTTTGCAGCAATAGAGGG CGGTGAAAACCTCAGGGATA 207

Ai05B22738 Araip.B05 22738 p2 (AG)6 12 113059386 113059397 TATGCAGTTCCCTGGTGTCA CAAGCATGCAAGCATCTCTC 211

Ai05B22739 Araip.B05 22739 p2 (AT)7 14 113060158 113060171 TGCCTGCAATGTCAAATGAT CCTGTTCGTTTTGCACTTGA 265

Ai05B22740 Araip.B05 22740 p2 (TA)7 14 113066489 113066502 AGCGGTGGTAGCCAGAGATA TGGGTTCATGTGACTTGTGAA 203

Ai05B22741 Araip.B05 22741 p4 (AAAG)5 20 113068823 113068842 ATATCTGCATCAATGCCACG CCATCGCTGTTTTCTCTTCC 254

Ai05B22746 Araip.B05 22746 c (A)10taattagttaattaaaaaaagaaattttgaaaaagagggagatattttcgaaaatt(AG)678 113118118 113118195 TGAGAGGAGGAGAGAAGGAGAA AACTTTTTGTTTGTTTCTTACCTTTTT 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B22747 Araip.B05 22747 c (T)10gg(T)11 23 113118987 113119009 TGAACATGCAATTGACACCA TATTAAGCCATGCCTGACCC 226

Ai05B22752 Araip.B05 22752 p3 (ATG)35 105 113126817 113126921 ATGCATCTCTTTTTGGCGAC AAGCAATAAGGGAACATGAAACA 271

Ai05B22759 Araip.B05 22759 p3 (GAA)5 15 113150145 113150159 CGGTCTTAGGTGCCATCAAT GAACCTAACACCCTCTCCCC 238

Ai05B22760 Araip.B05 22760 p2 (AG)6 12 113155026 113155037 CTTGTCCTTGCTCTTGCTCA TCACTCACCAAAAATCCGAA 158

Ai05B22761 Araip.B05 22761 p2 (TA)8 16 113161893 113161908 TGCGCAACTCTGATAGATCG TGTACCCTCGCCTTTATCTTG 267

Ai05B22766 Araip.B05 22766 p2 (AC)6 12 113232219 113232230 TTTCAGGATTGTAATGGGGC TTTGGCACATGAGTATGGGA 180

Ai05B22768 Araip.B05 22768 c (T)11atgcagaatgcagcatgcagctaattaatgcagagatgagaaatggatactaag(A)1075 113235757 113235831 CCACGCAACTCTCTGTTCAA CCCACCATGGTACGATCTTT 214

Ai05B22770 Araip.B05 22770 p2 (TA)7 14 113245220 113245233 TATTCACCTCGCACCTACCC ACCCCACCCTTACCCACTTA 270

Ai05B22772 Araip.B05 22772 p5 (TAAAA)5 25 113249810 113249834 GATCTTCCAAAGGGCTGAATC TGCAATGAACCGGATTACAC 200

Ai05B22775 Araip.B05 22775 p2 (AG)7 14 113272837 113272850 AGATGAGGGAGAGAGTGTATTCG TTCAATTAACCACTTGACTTGTTTG 277

Ai05B22793 Araip.B05 22793 p2 (TA)6 12 113386753 113386764 TATACTTTGGCTGCCCTTGG AGCAGAGGTGGCATGGTATT 265

Ai05B22797 Araip.B05 22797 c (TA)11tcaaccatactagttc(TTG)656 113400280 113400335 AGTGGTGGAATGAACTGAGAA CTCTGAAATTCGCTCCTTGC 232

Ai05B22801 Araip.B05 22801 c (A)10gagaaagagaaaaag(A)1035 113415342 113415376 CCCCAATTGAATCTTTGGTT TGGGGTAATTTTGTCCCCTT 262

Ai05B22805 Araip.B05 22805 p2 (TA)13 26 113423263 113423288 CTTGGGACATTGGTTGAGGT GGGCATTTTTGTCCCTTTTT 204

Ai05B22807 Araip.B05 22807 p2 (TA)6 12 113434063 113434074 TGGCTTTTTCTGCTTGCTTT GTGGCAATGCCTTCTGTCTT 243

Ai05B22809 Araip.B05 22809 c (CCA)6ttatcatcatgg(TCA)6gaacttctccaaaatcaaccaaaatcaaccagaagcagaacagaaacccaagctgaaccaaaac(CCA)5ctattatcatcatgg(TCA)6160 113446684 113446843 AACAGAAGCCCAAGCTGAAA TCCATTATCATTGTTGTTGTTGTTC 252

Ai05B22810 Araip.B05 22810 c (A)11ttattgtaatcagaaaaatgatg(A)1246 113475140 113475185 AGCCTTACGAAAGGAAAGCA TCATCAGCAAGGGAGTGTTG 248

Ai05B22812 Araip.B05 22812 c (TC)6tt(TC)10gctcttg(CT)959 113487814 113487872 AATGGACTTCTTCTTCGGCA GATTGTGGGTGGGGATTGTA 262

Ai05B22813 Araip.B05 22813 c (T)10atcttatgggatttgtgtaacttgattttgcagggttagattttgttttatttatttattttttgatgtctttatcgtgtacttaatt(TC)6110 113492287 113492396 GCTTGACTGCTTCTGATTTTGA TGGGTCAAGCCCTAATACAGA 194

Ai05B22815 Araip.B05 22815 p2 (CT)16 32 113503857 113503888 GTGGTTCTTCCGATTCCTGA TGAAGAGCTAGGGTTTGGGA 247

Ai05B22819 Araip.B05 22819 p3 (AGA)6 18 113526208 113526225 GCTTTTGTCTTCCCTTTCCC ACCTCACCCCTCTTCTCCAT 184

Ai05B22820 Araip.B05 22820 p3 (AAT)5 15 113529449 113529463 GTTCTTGTCCTTGCTCCTGC TCTCTGCCCCTATCATCACC 158

Ai05B22821 Araip.B05 22821 c (T)10aaaaagagggagatattttcgaaaatt(AG)649 113529745 113529793 AGGAGATGGGAGAGAGAAGGA CTTCTTATCTTTTCAAAATTTGTTTCA 277

Ai05B22822 Araip.B05 22822 c* (AAGAA)5(A)10* 33 113543112 113543144 GGGGAATTTGTGGGAAACAT TTCACTCATGCATACTCTTTCCA 249

Ai05B22823 Araip.B05 22823 p3 (AGA)5 15 113562575 113562589 TTGCCTTCCCTTTCCTCTTT CCTTGGCCAAATACACACCT 195

Ai05B22828 Araip.B05 22828 p2 (AT)10 20 113587704 113587723 CCACCATGGTATGGTCGTTT TCTGGGCGTTGGATCTTTAC 266

Ai05B22831 Araip.B05 22831 c (CT)6taggattaggatttagga(T)1040 113595052 113595091 TTTTTGCCCAATTCCAAATC AAGGGACAATCATGAAAGCAA 194

Ai05B22834 Araip.B05 22834 p4 (TTCT)5 20 113604608 113604627 CATGCGACGCACAACTAATC GGAGGGAAGAAGAAAAGAACC 190

Ai05B22835 Araip.B05 22835 p2 (AC)9 18 113608203 113608220 TCCCAAGGTTCCCATACTTG GCCAATTTGAGCCTACGATT 155

Ai05B22838 Araip.B05 22838 p2 (GT)6 12 113627304 113627315 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 232

Ai05B22839 Araip.B05 22839 p2 (TC)9 18 113636204 113636221 TCTGGACTTGTCCCGGATAG TGCAGCAGAAACAGAAATGG 141

Ai05B22840 Araip.B05 22840 p2 (TC)9 18 113638881 113638898 TCTGGACTTGTCCCGGATAG TGCAGCAGAAACAGAAATGG 141

Ai05B22844 Araip.B05 22844 p2 (CA)6 12 113648932 113648943 GGAGACCACAACCACTACACC GAAGAAAGGTACCGGCATCA 182

Ai05B22845 Araip.B05 22845 c (AT)7gt(GC)6 28 113654091 113654118 GACACTAGTCTTCCCTGTACCTCC ATCACCGTCGCTTCCATAAT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B22846 Araip.B05 22846 p3 (TAA)7 21 113654931 113654951 TAGGACCAGGGTGTAGCTGG TTGCTAGCTCCTCCTTTCCA 216

Ai05B22847 Araip.B05 22847 p2 (TA)6 12 113655899 113655910 ATAATCCTTCGGGCATTTTT AATTCCAGCGAGGATTAGCA 216

Ai05B22851 Araip.B05 22851 p2 (AT)7 14 113662315 113662328 GGAGGTATGTAGTTTGTGAACGA AATTCGAGCCAGGATTAGCA 268

Ai05B22852 Araip.B05 22852 p3 (TTG)9 27 113665354 113665380 CCAGTTAGGAGGGTGGATGA CGAAATAAATTAATGTGATGTAAATTG 275

Ai05B22856 Araip.B05 22856 c (T)10acacattttttgtaaactttgtaagtattttaattaattattttggccacttcataaagctcagttaagc(T)1797 113671694 113671790 TAGCTTGCCGGGATAAAATG TGCCATGATAGGTCAAATTCC 276

Ai05B22860 Araip.B05 22860 p2 (AT)7 14 113683295 113683308 GGCTAGGTTAAGAGAGGTAATTTGG TTGCAATCAACAGCAGATCC 270

Ai05B22861 Araip.B05 22861 p2 (TA)6 12 113687536 113687547 GGGCAATTTTGTCCCCTTAT TGTCATGATGGAAATTTGGG 172

Ai05B22867 Araip.B05 22867 c (AT)6agttagagatgcttggacgaacttgcttataaatattattagttcgtgcatcattt(A)1078 113710026 113710103 TTCAGAAAATAAAAATTGAGAGAGTG ACGTGTTGTGTGTTTGCGTT 272

Ai05B22868 Araip.B05 22868 p3 (TCT)5 15 113711791 113711805 ATTGTAAATGATTGCGGGGA TCAATAATGCACAAGGCTGAA 272

Ai05B22875 Araip.B05 22875 c (T)11ccacaaaacaatg(A)1034 113730234 113730267 CTTTGATTCAGTGGCCAACC GCCGTCTATGTCTGCCTCTC 229

Ai05B22876 Araip.B05 22876 c (A)13cacattaatgttacattattattattgaaatgtga(AT)660 113730736 113730795 TTTTTATTTACCGCCGCTTG CAAATTTTAGAGGATCCAAATCCA 268

Ai05B22878 Araip.B05 22878 c (A)10tggggatatacgttggatatacatacta(T)1452 113732187 113732238 TTGTTGGTGCCGAGGAATA GCAAAAATTTGTGTGCTATGTGA 276

Ai05B22879 Araip.B05 22879 p3 (GAA)5 15 113733459 113733473 TGGCTACAATGGCAACGATA ACCAAATCTGCACGCTTCTT 146

Ai05B22882 Araip.B05 22882 p2 (TC)21 42 113758666 113758707 CCCTCCTTCCCTAGTTCTCG GAGTGGAGGTGGAGGAGTGA 107

Ai05B22884 Araip.B05 22884 p2 (TA)9 18 113762537 113762554 TTTCAAGGTTGTAATGGGGC TGGGAATTTTGGGTAGCTAGG 160

Ai05B22885 Araip.B05 22885 p2 (TA)7 14 113765194 113765207 GCGTCGATCCCTTGTTTTT AAGCCACCATGACAAGGAAC 280

Ai05B22890 Araip.B05 22890 p2 (AT)7 14 113795803 113795816 GTGGAGAAAGTGGGTTTGGA TTCACCACTTACTTTGGGGC 239

Ai05B22896 Araip.B05 22896 p3 (TTC)6 18 113834764 113834781 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai05B22901 Araip.B05 22901 p3 (TTA)24 72 113850032 113850103 TGCTGTATTGAGAAGGCCAA CCAAACCCATTGAAGCTGTT 269

Ai05B22903 Araip.B05 22903 p2 (AT)7 14 113860948 113860961 TACTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 205

Ai05B22905 Araip.B05 22905 p2 (AT)10 20 113867963 113867982 CGCGTCCAATTAAAAGGGTA TTTTAAACGCTTGAGCTTGTTTT 137

Ai05B22911 Araip.B05 22911 c (A)12gaaaaaaatagct(A)1035 113908588 113908622 TGGCTCTTGAAAGAATGATGAA TCTTGCTCTTGCCTTTTGGT 201

Ai05B22913 Araip.B05 22913 p3 (AGA)6 18 113923098 113923115 TTAGAATGTTGCTCGCCCTC CTCACATCCATCACTCCCCT 152

Ai05B22914 Araip.B05 22914 c (T)12gaaaattcaaataaaaaaaataattagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)8103 113926244 113926346 TTTTGATGGGTGAGGGAGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 244

Ai05B22920 Araip.B05 22920 p2 (TA)8 16 113944566 113944581 GGATGATTCTCGCTTACCCA CCTGTGTAAAACTTAAAACCGCA 248

Ai05B22922 Araip.B05 22922 p2 (AT)7 14 113952945 113952958 ATGCTTGCCTGTTTCTTTGC ATCCAGGCAGTTCATTCACC 267

Ai05B22928 Araip.B05 22928 p3 (ATA)5 15 113978286 113978300 ATTGTGCCAACCCCTGTTTA ATCCGATGGAGGTAGGTGAC 188

Ai05B22929 Araip.B05 22929 p2 (GA)20 40 114001065 114001104 ACGGAGGGCGGTTACTAGAT CGCTCCTCTTACTTTGGTCC 263

Ai05B22930 Araip.B05 22930 p3 (ATA)13 39 114002988 114003026 GGGTTCCACTCTTCCATCGT AAGGCATTCGAAACACATCTC 273

Ai05B22936 Araip.B05 22936 c* (A)10(AT)7* 23 114043737 114043759 TGTGGGAAAACTTGGGACAT TAGGGCATTTTGTCCCCTTT 242

Ai05B22941 Araip.B05 22941 c (C)12actggtgcatgaaaattgtgag(AAT)549 114061578 114061626 TTCTTCCCTCTTCTCCCTCC AGCAGGAAAGCAGAGGTTCA 232

Ai05B22942 Araip.B05 22942 p3 (AGA)5 15 114073597 114073611 AGGGTTCTTCGACTTTGGGT ATTCGAACCCTAACCCATCC 249

Ai05B22947 Araip.B05 22947 p3 (GAA)6 18 114098000 114098017 GAGAGCATTTTTGTTCTTGCG GTTTTAAAATTTTGGCGGAGG 100

Ai05B22948 Araip.B05 22948 p3 (TCT)5 15 114099954 114099968 ATTTATACACCCGACCCCGT GGGAATGTCAGGTCCGTAGA 267
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Ai05B22950 Araip.B05 22950 c (A)20tttttagatgaggcattgaggcttatgtatgcaagtg(TA)669 114105002 114105070 TCTCACCAATTTTGCTTCCA CCTGTGGGCCATCAAGTAGT 263

Ai05B22957 Araip.B05 22957 p3 (AAT)5 15 114148742 114148756 TCCGAATCACTAATGTCCCA TGCCCTAGATCCAATCTGTCA 272

Ai05B22960 Araip.B05 22960 c* (A)11(AT)9* 28 114156114 114156141 GTGTGGGAAAAGTGGGTTTG TACTTTGGGGCATTTTGTCC 231

Ai05B22961 Araip.B05 22961 p3 (AAT)7 21 114162097 114162117 CTAGCAACGCTCCTTGACG TCCTTGCCATTTTCTTCAAA 269

Ai05B22964 Araip.B05 22964 p2 (TA)6 12 114177018 114177029 CGTCGCAAATCTGAGACAAC TTCTGACATATTTTCCGCATTG 266

Ai05B22971 Araip.B05 22971 c (A)10gaagaaaaaaataggc(A)1137 114202686 114202722 TGAAGCAAGAAAAAGCAGCA CCTGGTAATGGCTCCAAAGA 243

Ai05B22972 Araip.B05 22972 p2 (TA)9 18 114207145 114207162 AACAGCAGCCAGACAGTTCC GATTCGGGAATCTGAAGCAA 255

Ai05B22979 Araip.B05 22979 p4 (TTAT)6 24 114246866 114246889 TCGAAAATCCCTTCCCTCTT GGGTTCGAATTTTGAGATGAA 230

Ai05B22982 Araip.B05 22982 p2 (TA)10 20 114256941 114256960 CCCTTTAGCATATGAGAATTTGG AAACTCACGGGTTGTGTGTTC 274

Ai05B22983 Araip.B05 22983 c (A)11taattata(AT)1141 114257546 114257586 AAACCATGGGAAATTGGGTT TCCCACTTTTGCATCACTTG 237

Ai05B22985 Araip.B05 22985 p3 (ACA)5 15 114266626 114266640 CTGATCACCAACATCCAGCA CGTTGTGCTATTGGTCTTGTG 250

Ai05B22986 Araip.B05 22986 p2 (AT)6 12 114268297 114268308 TGAGACCAAATAATCTCTTTCATCA CCTTCTGTGTATGGAGCTGTCT 273

Ai05B22988 Araip.B05 22988 p2 (CT)7 14 114284690 114284703 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTTCGAATTTGGTGAGG 277

Ai05B22993 Araip.B05 22993 p3 (TTC)5 15 114320121 114320135 TCTTCTCCAAACCCATGTCC CTCCTTTTGGTGCCATTGAT 263

Ai05B22997 Araip.B05 22997 p3 (ATA)12 36 114326339 114326374 ACCTGGTGAATGTCTCCCAT GACTACGGGAGTGTCCCAAA 249

Ai05B22998 Araip.B05 22998 p3 (GAG)5 15 114330411 114330425 ACACGCGAAGAAAAAGGAGA TCACCCACAAAAGCGTGTTA 191

Ai05B23001 Araip.B05 23001 p3 (GTT)5 15 114359030 114359044 TGACTTAGCAGCATCATCCG TCAGTGGCCGAGCTACTTTC 269

Ai05B23003 Araip.B05 23003 p5 (ATAAG)6 30 114373553 114373582 TTTCGAATTCAAACGATCCC GGGACTTGGGTCCTCAATTT 101

Ai05B23005 Araip.B05 23005 p5 (ATAAG)6 30 114377717 114377746 TTCGAATTCAAACGTCTCCC GGGACTTGGGTCCTCAATTT 101

Ai05B23006 Araip.B05 23006 p5 (ATAAG)5 25 114386569 114386593 TTCGAATTCAAACGTCTCCC CAAAGACACTCCGATGCTCA 169

Ai05B23009 Araip.B05 23009 p2 (TA)6 12 114400573 114400584 ATGGTGTATTGAACCCTCGC ACTTTAAACCGCAGAACCGA 193

Ai05B23010 Araip.B05 23010 p3 (GAT)5 15 114401122 114401136 TTTTGAAGTGGGGGATTTGA TAGTGCCCAGCACACTCTTG 245

Ai05B23011 Araip.B05 23011 p2 (AC)25 50 114402521 114402570 CCCTAGCCGGCCTAGTTATC GGGCAAGTATATCAATGCCACT 280

Ai05B23012 Araip.B05 23012 c (A)11taaatcttagggtacttagttagaataatagattttccagaaaaataattttaggacatcctattaacttaaattagaa(T)10100 114404303 114404402 TTGTGATTGGATGAATATAGAGGA TCCATAATCGTTGTTCAAGCA 246

Ai05B23016 Araip.B05 23016 c (TTA)7atataaaatttattatttcttttctaacattatttaatatgagcttcatttcttt(TTA)591 114428464 114428554 GCCTAAAGCAGCAACATCATT TCATTACCCTTTGCACATCTT 280

Ai05B23018 Araip.B05 23018 p2 (AT)27 54 114432696 114432749 TGACAATAAATGACATCACCGTT CATTCAGATGTGCGCATAAAA 233

Ai05B23019 Araip.B05 23019 p2 (AG)6 12 114444529 114444540 TTTTGACCCAGTTTTCGACC CCTGGAATTGAGAAGAAGCAA 197

Ai05B23021 Araip.B05 23021 c (T)14cttttttgggtcaaagggagcaaaacacagcaacccaccaattcaaacagtagtagcgcttaatta(CT)692 114458292 114458383 GGTGGTATTGCCATCCCTAA CTTTGTTCAACTCGACTGCG 230

Ai05B23023 Araip.B05 23023 p3 (ATC)7 21 114463043 114463063 TCACTATCTGCATCACCCCA CGTCCTCCAGAGGGATTTTT 275

Ai05B23024 Araip.B05 23024 p2 (TA)14 28 114465079 114465106 TGTGGCATGAAAACGAGGTA GTTATGACCCGCCGAAGTTA 276

Ai05B23025 Araip.B05 23025 p3 (GAA)5 15 114482264 114482278 ATGGTTGATACGGATGCACA CCTCCTCATATTCTGCTGCTG 249

Ai05B23026 Araip.B05 23026 p3 (ATG)6 18 114482621 114482638 TGTAGGTTCATCCTCCTCCAA TCCTCTTTCTTCTCTTCATCTTTTG 213

Ai05B23028 Araip.B05 23028 p3 (GAT)5 15 114483007 114483021 TGTAGGGTCATCCTCTTCCAA TCATCTTTTGCTGCTTCTTCC 197

Ai05B23029 Araip.B05 23029 c (GAT)19ggaggagaaggaggaaaaagaaggaggagaagaaagtccaatgaaaaaagaaggaggaagaa(GAG)6137 114483460 114483596 ATTTTGGATCAGGCAACGTC ATCACCAACACCACCTCCTC 260
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Ai05B23033 Araip.B05 23033 c (A)13cggccatcggcgcgctagcacgctgt(GC)651 114497520 114497570 CTTGGAATGGTGCAAAAACA GAGGAAGGAGAAAAGCAGGG 276

Ai05B23034 Araip.B05 23034 p2 (GC)6 12 114497722 114497733 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 190

Ai05B23035 Araip.B05 23035 p4 (AATA)6 24 114497894 114497917 GGATTTGCACCCTGCTTTT AAAGGAAATGGAAGAAGAGAGGA 249

Ai05B23037 Araip.B05 23037 p2 (GC)6 12 114505053 114505064 GGGTGGCATAACTCTCTGGA CTACACTAAGCCACCAGCCC 279

Ai05B23038 Araip.B05 23038 p2 (GC)6 12 114505187 114505198 GGGTGGCATAACTCTCTGGA CTACACTAAGCCACCAGCCC 279

Ai05B23039 Araip.B05 23039 c (A)11taaaaatgctttc(A)1034 114510231 114510264 TTTGGACAACTGACGGTTCA TGCAAGCCTCAGTCCAAATA 246

Ai05B23041 Araip.B05 23041 p2 (CT)6 12 114511632 114511643 TTTCTTATCTTTTTCAAAACCACC AATGAGATGGGGGAAGGAAA 217

Ai05B23049 Araip.B05 23049 p2 (TC)6 12 114536252 114536263 CCCTTTCCTTCTTTCTCTCTCC CCCCTCCGTTCTCTCTCTTT 235

Ai05B23051 Araip.B05 23051 p2 (GA)15 30 114537074 114537103 GAAGAGGGGAGAGGAAAGGA CTCCTCTCTCCATCACTCACA 140

Ai05B23053 Araip.B05 23053 p2 (AT)6 12 114544515 114544526 GCGGTAGAGAGGAGAGGGTT GGGACTAGGGATGGCAATTT 267

Ai05B23054 Araip.B05 23054 p2 (TG)7 14 114547488 114547501 GCTAGGTTATGTTGGGAGCG AGGGTCGGGGTATTCATTTC 223

Ai05B23055 Araip.B05 23055 c (TTA)5tcattattagttacattgttatatacgaaggactggatgatttggaactaagctatataataacgtaatgcaatttacactaaacaaaagagtccg(TA)10131 114557295 114557425 CGATAGAAGCAACTTTGAAAATCTC GGGGAAAATTAAGACGCACA 229

Ai05B23059 Araip.B05 23059 p2 (AC)12 24 114570320 114570343 CAAAACCGCTCCCAAAAATA TTCACTTGACACCTTCACGC 267

Ai05B23063 Araip.B05 23063 p3 (ATA)21 63 114583578 114583640 CGGTTCTCCCATATCCACC ATTGAGGTGGCCTTTTTGTG 280

Ai05B23065 Araip.B05 23065 c (T)10gtttttcttgtgctttttcaaaatatcagttttc(A)1155 114594307 114594361 TTTGGTGTCAATTGCATGTTT CCAGGAACATAAACACAACGC 260

Ai05B23071 Araip.B05 23071 p2 (AG)6 12 114637329 114637340 TGGTGAAGGATATTTGGGGA CACAGAGCTGGCGTTTAACA 204

Ai05B23072 Araip.B05 23072 c (CA)24tatat(AC)47147 114649499 114649645 TGCTAGCTCCAAGCAATCAG TTGCTTGTTTCTCAAGCCCT 276

Ai05B23074 Araip.B05 23074 p2 (CT)7 14 114659353 114659366 TCATAAACCAAATTGGGGAAA GCTACAGAATGGGGGAAACA 260

Ai05B23078 Araip.B05 23078 p2 (TA)6 12 114680792 114680803 TCACATTCTCTCTCGGCCTT TGGCTTATGTGCTCTTGTGC 212

Ai05B23079 Araip.B05 23079 p3 (AAT)6 18 114680952 114680969 CAAATCTTAATGGCTTCGGC GACGGAATAACAAATGAGAATGA 223

Ai05B23082 Araip.B05 23082 c (T)21aatt(A)11 36 114702392 114702427 TGAAGTGAAAAACTTGTTGGCA TCTCCAAATCTGACCAAACTGA 237

Ai05B23090 Araip.B05 23090 p3 (GAT)7 21 114757286 114757306 AAAAATGTTTGCTCTAATGCTGC CCTTCCTCCTCATCTTCTGC 252

Ai05B23095 Araip.B05 23095 c (GAT)17gac(GAT)569 114762296 114762364 CTGTTCGAAAACAAGCACACA TCATTCGTTTTTCTCCTCCTTC 269

Ai05B23100 Araip.B05 23100 p2 (TA)6 12 114776748 114776759 TGTTTTCTTTCCTATCTCATTTGC GGAATGTCATGCAATGCAAC 195

Ai05B23101 Araip.B05 23101 p2 (CT)9 18 114777329 114777346 TGCATCCATTCAAAGAGAGC CAGTCTGCAACATGGAAGAAA 251

Ai05B23103 Araip.B05 23103 p2 (TA)8 16 114785238 114785253 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 280

Ai05B23105 Araip.B05 23105 c (A)10gagagaaaaatagc(A)1034 114805470 114805503 TGAAGCAAGAAAAAGCAGTGAA GAGACAGCTTGGTTTAGCCG 263

Ai05B23108 Araip.B05 23108 c (A)11(T)10 21 114827287 114827307 TGGTGTTTTCCCACCAAAAT TTTCGAAAAAGTGAGGAGAGAA 239

Ai05B23113 Araip.B05 23113 c (T)10caaaatgattttcg(A)1034 114847802 114847835 GGCAGCTTGTGTTCTTTCCT GCCCAAAATACATGCCACTT 280

Ai05B23114 Araip.B05 23114 p2 (CT)6 12 114848881 114848892 TTTCTTATCTTTTTCAAAACCACC GAACACAGATGGGAGAGGGA 223

Ai05B23116 Araip.B05 23116 p3 (TTC)5 15 114851843 114851857 AACACATCTCCCCCTCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai05B23117 Araip.B05 23117 c (TC)7tttctccctctcccctttctctctctttctctctccctcccttcttc(TCT)8ttttcttctatctctctctcc(CT)7120 114872169 114872288 CCGGTTAACCAAAACTAAAACC GGGGAGAGAGAGAAGGGAGA 215

Ai05B23118 Araip.B05 23118 p2 (CT)10 20 114872403 114872422 TCTCCCCCTCTCTCTCTGTTT AGGAGGGGAGAGAGAAAAGAA 230

Ai05B23119 Araip.B05 23119 p2 (CT)7 14 114872538 114872551 CCTCCTCTTTGTCCTCTCCTTT GAGAAGGGAGAGAGGGGGAA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B23122 Araip.B05 23122 c (AG)6catgggaagagagagggagagaaggatagagagaaagaaaggggagtgggaggaagaggggaaggggagaaagagatagatagatagagaggaggg(GA)6aaaaaaagagaggagggg(GA)7152 114873682 114873833 GAAAAGAGAAAAGGAGAGAGGG TCACGCAAAAGTTCTCTCTTCA 271

Ai05B23123 Araip.B05 23123 p2 (AT)13 26 114885636 114885661 GCAGCAGTAGTGGGGTTAGC TCAATTCAACATTCAAATTTCTTTT 249

Ai05B23128 Araip.B05 23128 c (TCAT)7tgatacaacaattcattcacataattttaggtttagatgtagttttct(AG)688 114913892 114913979 CATTTTGGCCCAGTTTCAAG TGAAACCTAAAACCTAGAGAGAGGA 177

Ai05B23138 Araip.B05 23138 p2 (AG)6 12 114935116 114935127 AGATGGTGATGCCAAAGAGG TTTCATCCTCATCCTCCACC 140

Ai05B23145 Araip.B05 23145 p5 (AAGAT)5 25 114951922 114951946 CAGTAAAAGGGCCCAAATGA CCTGGGTGCTCCAGTGTATT 172

Ai05B23147 Araip.B05 23147 p2 (TA)7 14 114955128 114955141 TCAAATCAATTGAGGTGCCC GATTGATCGGTGATTTTGGG 187

Ai05B23150 Araip.B05 23150 c (A)10gagaaaaa(AT)936 114974235 114974270 TGGAATTTGGATGCCTACTCA CATCCATACTTAATTTTGTCCCC 160

Ai05B23152 Araip.B05 23152 p2 (GT)6 12 114983197 114983208 GTATGAGAGGAGGGGTCCGA CCAATCAAGGCCACAAGAAT 218

Ai05B23153 Araip.B05 23153 p2 (GT)6 12 114987996 114988007 CGAAGACCCACTCCCAGTAG CCAATCAAGGCCACAAGAAT 201

Ai05B23155 Araip.B05 23155 p2 (CT)6 12 115001168 115001179 CAAGTCATCAATTGTGATGTTAAAAA TTTGAAAAAGAGGGCGGATA 270

Ai05B23157 Araip.B05 23157 p3 (TCT)5 15 115004294 115004308 CAATCCTATCCATATGGCCG TTGCCTTCCCTTTCCTCTTT 197

Ai05B23158 Araip.B05 23158 c (A)10gaaaaaaaataggtg(A)1035 115005246 115005280 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 211

Ai05B23162 Araip.B05 23162 c (T)12aattctgaatctgtggttgttgttgttggatttgaagaattt(GAA)6gatttgaattgcttgatgctgtttcttttttcattctttttg(T)11125 115020425 115020549 AGGATCTGAATTGCTTGATGC TCAAATCCAACAACAACCACA 201

Ai05B23164 Araip.B05 23164 p2 (TC)6 12 115024121 115024132 TAATGGGCGGTTCACTCTTC TTGCAACATAAAAGAGAAGTATTCG 165

Ai05B23165 Araip.B05 23165 p2 (TA)6 12 115024260 115024271 CACAGAAAAAGCAGTAAACAAATCA TCTCGTGCTGATAACGTGTTG 280

Ai05B23167 Araip.B05 23167 p2 (GA)19 38 115029857 115029894 AAGAGTGGTGCCAAAAATGG TACCCTCCACTGTGTTTCCC 164

Ai05B23169 Araip.B05 23169 p3 (CTC)5 15 115042252 115042266 AGCATACGCTACGGCAGATT ACGAATTCGATTCTGGCACT 269

Ai05B23186 Araip.B05 23186 p2 (AT)6 12 115085741 115085752 AAACATCTTTTTCTCGGCCA TCTCTCGCTCCCTAAACTTTTT 207

Ai05B23191 Araip.B05 23191 p2 (GT)8 16 115095108 115095123 ATGAGCTCAGGTCCCAAAAA TTCAGCCTTGACGTCATCAG 253

Ai05B23192 Araip.B05 23192 p2 (TG)33 66 115098405 115098470 GGATGATTCTTGGAAGCGAA GGAGACACACACACAACCCA 236

Ai05B23193 Araip.B05 23193 p2 (TG)10 20 115098638 115098657 TGGGTTGTGTGTGTGTCTCC TATCAAGCTCCAGCCTCGAC 144

Ai05B23196 Araip.B05 23196 p3 (TTA)7 21 115107345 115107365 TGTAAGCAACCGATCCACAA AACGAATAAGAGAGGAGAAATGC 216

Ai05B23197 Araip.B05 23197 p3 (TAA)7 21 115110257 115110277 AACGAATAAGAGAGGAGAAATGC TGTAAGCAACCGATCCACAA 216

Ai05B23199 Araip.B05 23199 p4 (TTTA)7 28 115116368 115116395 GGAAGCAGCAGCTAGAGCAT TTGTTTGGTAAGCCAGAGCA 231

Ai05B23202 Araip.B05 23202 p2 (AT)9 18 115157752 115157769 GTGGCAGATGGTGAGGAGTT AGCCTCCAGTATGCTTAGCG 262

Ai05B23203 Araip.B05 23203 p2 (TA)8 16 115158073 115158088 ACTTTGCAGGTCGAGTCTGG GAGGTGGCGAGGATTTACAA 247

Ai05B23204 Araip.B05 23204 p2 (AT)9 18 115161746 115161763 CAACCTCCCCACACTTAAACA TGCTTTTCTCTCCCATCTCAA 277

Ai05B23209 Araip.B05 23209 p2 (CT)6 12 115179807 115179818 TGGTTGAATTGTGAATGAATGA CAAAGGAACCAAGATGCTCA 258

Ai05B23210 Araip.B05 23210 c (TC)7cctccccctctttctccctctcccctttctttctctctatcattctctccctctctcttcccatg(CT)17113 115179986 115180098 TTTTCTCTCTCTCCCCTCCTC AGGGAGAAAGAAAGACGGG 249

Ai05B23211 Araip.B05 23211 c (GA)11aagaaagaaaagaaaaaagagagagagaaagagaggggagggaaaggg(GA)784 115180446 115180529 GGATAGAGATTGAGAGAAGGTTGA TCCTTTCTCCTCTCTTTTCCCT 260

Ai05B23212 Araip.B05 23212 c (GA)6gcaaagtgaaggagagagagatagagagagaaagagagaaagagagagagggagagaag(GA)683 115180730 115180812 GGGGAGAGAAGAGGAGGAGA TGGCCTTGCACTCTCTCTTT 266

Ai05B23214 Araip.B05 23214 p3 (TTA)5 15 115185463 115185477 CATTGACAACAGTGATGCCC CAGGCGGATATCAAATGGTT 220

Ai05B23215 Araip.B05 23215 p3 (TAA)8 24 115196069 115196092 TGCCTAGAAGCCCACTCACT AGAGGAAAAAGTCCGCCAAT 237

Ai05B23218 Araip.B05 23218 p3 (GAA)5 15 115203434 115203448 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B23219 Araip.B05 23219 c (AAT)5agggatcctttttgcctaggtatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)6101 115206136 115206236 GTTCTTGTCCTTGCTCCTGC TCGAAAATCACTAACCCCTTTT 261

Ai05B23223 Araip.B05 23223 p2 (TA)7 14 115214107 115214120 TGGCATGTATGTATCCGGTG TTTGAAGGGTTAGAATTGAGTAAACA 214

Ai05B23225 Araip.B05 23225 p2 (AG)7 14 115232181 115232194 TTTTGAAAAAGGGGGAAGAT TCTTGTGAATCAAGTCATTAATTGTG 280

Ai05B23227 Araip.B05 23227 p2 (AG)6 12 115244010 115244021 GGTGGAGGTGATTGGAAAGA CAGGATTCCCACCTACCTCA 112

Ai05B23230 Araip.B05 23230 p2 (TC)6 12 115256316 115256327 AGGAAAACGCTCATAGCGAA TGAACCTGGGATTGAGAGTCA 228

Ai05B23233 Araip.B05 23233 p2 (TC)6 12 115264992 115265003 AGCGAATTCTGAAGCCCTTT CAAAAGAGCAATCTGTAACATGG 280

Ai05B23235 Araip.B05 23235 p2 (AT)6 12 115278359 115278370 TGTGGGAACAAAGGATGACA TGGCATTGGGGTAATTTTGT 170

Ai05B23236 Araip.B05 23236 c (T)13gccta(T)10 28 115290589 115290616 TGCTCTTGCCTCTTGGTTTT TGGCCGAATACACTACTCCC 158

Ai05B23237 Araip.B05 23237 p2 (AG)6 12 115293031 115293042 TCCTTTTTGCCCAAGCATAG CGAAAATATCTTCCCTCTTTTTCA 224

Ai05B23240 Araip.B05 23240 p2 (TA)6 12 115319721 115319732 TTTCAAGGTTGTAATGGGGC GGGGACAAAATTATCCCAATG 264

Ai05B23241 Araip.B05 23241 c (T)11cattaacttaacattgggataattttgtccccttatttattt(TA)6tttgtttttctttttctc(T)1093 115319905 115319997 TGATTCCCATACTCACGTACCA TGGGAATTTGGGAACCTACTC 241

Ai05B23243 Araip.B05 23243 c (A)11tgttgaatcaaatattgtatatgtcagaaaaaatattcatttcttaaatgataaaaatggtaaatga(T)1088 115327586 115327673 TCTCCTACTAAAAAGAGAAGGCTTG CAAGCAACCAGCAAAATTCA 218

Ai05B23246 Araip.B05 23246 c (T)10cttttttctttttttggttcgaattggggggtctatgctgcac(T)1063 115334165 115334227 GAATGAAAAGGGGATGGGTT TCCCTGAGACATTTTCCGTT 157

Ai05B23248 Araip.B05 23248 p2 (GA)6 12 115349672 115349683 TATAAGCGCAGCGTCAACAC CATATATGGCCATCCACGC 268

Ai05B23249 Araip.B05 23249 c (T)11gaaatatagcttgaggtgttcggttcctggaagaacatagctgcatgatcagaaaattagtaagaactc(A)1292 115350122 115350213 CACTCTTGCGCAACTCTCTG GATAAAGAAGCGCTTGTCGG 256

Ai05B23250 Araip.B05 23250 p4 (TAAA)5 20 115353203 115353222 GCAGAGAAGTCCCTGTGAGG GTGGGATCGACCCTTACTCA 191

Ai05B23258 Araip.B05 23258 p4 (TAAC)5 20 115406251 115406270 TTGCTTGTTAAGAAAGATGCAAAC TGAAAAAGAGAAGAAACAAACAAAAA 269

Ai05B23259 Araip.B05 23259 p2 (TC)6 12 115406468 115406479 AATGACGGTGTCCTACCTGC AGGCCCTGGATATCTCTCGT 136

Ai05B23260 Araip.B05 23260 p3 (TTC)5 15 115409558 115409572 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai05B23261 Araip.B05 23261 c (A)10tataggct(A)1129 115410857 115410885 CGCCACTAAGGTGGATTCAT TGCTCTTGCCTCTTGGTTTT 145

Ai05B23265 Araip.B05 23265 p3 (TAA)5 15 115415888 115415902 AGGGTCGAAGTGTCCCTTTT GTTTTGGGCCAAGGTATGAA 241

Ai05B23267 Araip.B05 23267 p5 (TTTAT)5 25 115430153 115430177 AGAAGGTTTTGCGAACATGG AAATGGGTCAAATCGTAATTGG 262

Ai05B23269 Araip.B05 23269 p3 (TGG)5 15 115455824 115455838 AGTAGGGTGGGCTGACCTTT AACCAACACCAACACCAACA 159

Ai05B23271 Araip.B05 23271 p3 (AAT)24 72 115469646 115469717 GAGAGAGTGGCTGCGAAAAG CAAAATTCTTTCGAGGCAGG 260

Ai05B23275 Araip.B05 23275 p2 (TC)6 12 115512139 115512150 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 269

Ai05B23278 Araip.B05 23278 p2 (CT)9 18 115518882 115518899 TTTCTTAACTTTTTCAAAACCACC GGGGGAGGGATAATTTTTGA 224

Ai05B23279 Araip.B05 23279 p3 (TAT)5 15 115519225 115519239 TCAAAAATTATCCCTCCCCC TTATCCTCGCTCCTGCTCAT 230

Ai05B23284 Araip.B05 23284 p3 (TTA)7 21 115529018 115529038 TTTTGAACACTTTGAGTTTGGTTC TTCTGCCTCTCCTATCTTACAACT 275

Ai05B23287 Araip.B05 23287 p2 (TA)7 14 115534048 115534061 TGCTTCGCAGGTCAAGTCTA CGAAGATACAACGCTCACGA 130

Ai05B23288 Araip.B05 23288 p2 (AT)13 26 115534882 115534907 CGCGAATACAAACCGAAACT GCGGAGCTACAGGAGCATAG 255

Ai05B23289 Araip.B05 23289 p2 (TA)8 16 115536726 115536741 GGGGAGTTAGGTGTCATTGGT GAACCAAAGCCAAAGAAAACA 226

Ai05B23294 Araip.B05 23294 p2 (CT)6 12 115550855 115550866 TTCCTATCTTTTCAAAATTTGTTTCA CAGAATAGGATGGAGGAGGGA 270

Ai05B23295 Araip.B05 23295 p3 (TAT)5 15 115551184 115551198 CCAAGTTCAAGCCAAATCAAA TTGTTCGTGCTGCGTAACTC 231

Ai05B23296 Araip.B05 23296 p3 (CTT)5 15 115552834 115552848 CTCTACACTCTCCTTGGCCG GCTTTTGTCTTCCCTTTCCC 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B23299 Araip.B05 23299 p4 (TTTA)6 24 115575476 115575499 TTCCTAAACCCCTTTTCTCC CATGTGATCCCTTTCCATGA 257

Ai05B23301 Araip.B05 23301 c (ACT)6aataattc(T)1339 115602830 115602868 CCTTGTCCCCTTATTGGCTT CAAGTGCGTGAAGGTCAGAA 279

Ai05B23307 Araip.B05 23307 p2 (TA)6 12 115647372 115647383 TGGGATTTCTAATTTTTACCGA GGTGGGTCTCAGACGATGAT 173

Ai05B23311 Araip.B05 23311 p4 (TATG)11 44 115654824 115654867 AGCGCGTCGGAAAATATAGA GCTGGCCTAATCTTCGTGAG 143

Ai05B23312 Araip.B05 23312 p2 (CA)46 92 115657087 115657178 AAATTTACCCATTCCATCAACA GCCGTGATAGGATGAGGGAT 267

Ai05B23313 Araip.B05 23313 p2 (TA)8 16 115662581 115662596 TGATTTAACGCGTTCTACTGTTC TGGGGTGTTAGGTGTTGGTT 162

Ai05B23315 Araip.B05 23315 p3 (TGT)5 15 115664903 115664917 CGGATAAAGGAGGAGGGTTG AGGGAGACATATGCCGTTTG 175

Ai05B23318 Araip.B05 23318 p3 (ACA)6 18 115676874 115676891 TTGAATGACCACTGACCCTG GCTGGACTTAGTCAGGCGAA 278

Ai05B23319 Araip.B05 23319 p2 (AT)6 12 115677477 115677488 TTAAATCGCAATACCGCTCC GATGCTCACGCATCACCTTA 211

Ai05B23335 Araip.B05 23335 p3 (AGA)5 15 115779796 115779810 TGCAGATCCGAAAATTACAATG ACTTGAAATACACGCGCACC 137

Ai05B23338 Araip.B05 23338 p3 (TCA)5 15 115782186 115782200 CCACAATGGCATGAACAAAG TATGTGCAGCAAGAAGGCAG 144

Ai05B23340 Araip.B05 23340 p2 (CT)8 16 115783140 115783155 TAAATCCGACGGTAACGAGC CTAACGGAGCTGACAGAGGG 177

Ai05B23341 Araip.B05 23341 c (T)11atttttctagtacttttacttttactactagaaatttgccaaacacgctaaaaaat(A)1077 115785562 115785638 TCTAGCAATTATGTTTGGGTACAA GTGTTTGTTTAGGCGCCATT 266

Ai05B23348 Araip.B05 23348 p5 (TTTTA)5 25 115833691 115833715 GTGCTAGGTGGGAGACAACC CCAGCCGAACTCTCTATTCG 258

Ai05B23352 Araip.B05 23352 p3 (TTC)5 15 115847456 115847470 CGCAGCAAGTAATTTCACCA AAGGGAGGATGGGAAAGAAA 243

Ai05B23353 Araip.B05 23353 p3 (ATC)5 15 115847612 115847626 CAACGTTGTCGTTGTTGTCC TGTGGTCATTTTGTGATGTGC 196

Ai05B23354 Araip.B05 23354 c (TCT)6tgtgaagcacgaaacgat(A)1046 115850158 115850203 CTGCCGTTAAGTGGGAGTGT AACCCTTGAGTGATGATCGG 205

Ai05B23356 Araip.B05 23356 p2 (GA)9 18 115855497 115855514 AGATAGGTACGCGCCTTCTG TGGCCTTGCTATCTGCTTCT 151

Ai05B23357 Araip.B05 23357 p2 (GA)19 38 115858088 115858125 ATGGCATGAAGTTTGGGTTG ATCCATGTGGCCGACTCTAC 271

Ai05B23360 Araip.B05 23360 c (TA)10ttcatacttac(T)1041 115868380 115868420 TGTTTCCATTGTTTATTGGTATCC ATAAATAACACTTCTTGTTTTTGGTTT 266

Ai05B23362 Araip.B05 23362 c* (AT)11(TAT)10* 49 115874894 115874942 ATCGAGTTCAAAATCCACCG GGAGCTGCTAAGTCAGCGAT 252

Ai05B23363 Araip.B05 23363 p2 (AT)9 18 115879225 115879242 TTTACCTTGGGGCATTTTTG CAAAAAGGGGAACAAGCAGA 156

Ai05B23366 Araip.B05 23366 p2 (TA)6 12 115909271 115909282 CAAAATCCAGTGAGGGTTCAA GGAATCTCATGCAATGCAATC 276

Ai05B23369 Araip.B05 23369 p2 (CT)6 12 115958172 115958183 CACCAGACTGGCGTTTAACA ATAGGTGAGGGGTTTTTGGG 255

Ai05B23374 Araip.B05 23374 p2 (AT)6 12 115974718 115974729 GGGGACAAAATTACCCCAAT ATGGGGCTAAGGTAAGGGTG 239

Ai05B23376 Araip.B05 23376 p3 (GAA)5 15 116000064 116000078 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai05B23377 Araip.B05 23377 p2 (AT)10 20 116007618 116007637 ATCGAAGCCAGAGGTTCAGA TAGAAGAGGGAGGGAGGCTG 226

Ai05B23381 Araip.B05 23381 p2 (AT)6 12 116019459 116019470 GTGTGGAAAATTGGGTTTGG TTCACCACTTACTTTGGGGC 229

Ai05B23382 Araip.B05 23382 p2 (TA)6 12 116035831 116035842 TTTGGACTTTGGGACATTTTG TGTCCCTTGTTTGGATCTTTG 273

Ai05B23384 Araip.B05 23384 p2 (AC)6 12 116036892 116036903 GCGTAAATTGTTGGAATGAGG TGTTTGGTTGTCTTAGCCCA 218

Ai05B23386 Araip.B05 23386 p3 (AGA)5 15 116054651 116054665 CCACCAGAAGAGGTGGTTGT TCTGTTTCCCACTTCCCAAC 145

Ai05B23389 Araip.B05 23389 p3 (TTC)5 15 116061653 116061667 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai05B23390 Araip.B05 23390 p3 (AAT)5 15 116099733 116099747 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 204

Ai05B23391 Araip.B05 23391 p2 (AG)6 12 116100075 116100086 TGAGGATGGCAGAGATGTGA TGTTTCTTAACTTTTTCAAAACTACCT 280
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Ai05B23392 Araip.B05 23392 c (T)10gaaaacatttttatattattc(T)1041 116112809 116112849 CAGCCAAGCTTCAGCATGTA CGGTTCATCTTGTTGCTCAG 276

Ai05B23394 Araip.B05 23394 p6 (TATTTT)6 36 116125565 116125600 CAGATCCTCAGCTCACCACA TCAGAAAAATGTGCAAGTATTGG 268

Ai05B23395 Araip.B05 23395 c (A)10gagtaaactagaaactttagtataacagaatcacaacaatccacacactg(TA)876 116125801 116125876 CCTTTTTAGCACATGATAATTTGGA GCTGTGTGTTCTTTGGCTCA 267

Ai05B23396 Araip.B05 23396 p2 (TA)15 30 116127113 116127142 CCAACTCAATTGTGAAGGTGC ATGGGTTTATCAACCTCCCC 276

Ai05B23397 Araip.B05 23397 p2 (AG)7 14 116127927 116127940 TCGGCCCAAATCTAAGTCAG CATAAGCCAATTCGGAAAGA 280

Ai05B23398 Araip.B05 23398 p5 (AAAAT)5 25 116138076 116138100 TGTCATCCTTTTTGGAGGGA AATTCCTTATCTTCTCTTACCTAGCTT 225

Ai05B23402 Araip.B05 23402 p3 (GTT)5 15 116151319 116151333 GATTGGTTGGATTGTTGCCT TACAATCAAGGGTGGAGGGA 227

Ai05B23403 Araip.B05 23403 p4 (AAAT)5 20 116153004 116153023 TGATTGCTTAGATTAGGCGTTTT TTCCCAGTGAGGTAACCTGTG 278

Ai05B23404 Araip.B05 23404 p2 (AT)8 16 116175687 116175702 GGTTGGAATTTGAATGGTGG CCCATGATTCCCACTTTTTC 253

Ai05B23406 Araip.B05 23406 c (CT)15aacgcatgtctctctctctgatatcaaccttctttttctcgtctcccttaatccatctctgtgcttgtgtgggtttgtttgtgtgtc(GT)6129 116194256 116194384 TCTCCTCTGTTCGCAGTTCA CCACCTCACCTCTCTCATCC 249

Ai05B23409 Araip.B05 23409 c (CT)7ccgcgatcgcaaccttctttctctcgtttcccttaatccatttctgtgtttgtgtgtc(GT)684 116208310 116208393 AAAAACAATGCCAAAAAGCG AACCTAACCGCCTCACCTCT 160

Ai05B23416 Araip.B05 23416 p2 (GC)7 14 116250627 116250640 AGGGGTAAGTGTGCCCTTTT AGAGTTATGCCACCCCTGTG 172

Ai05B23417 Araip.B05 23417 p2 (GC)6 12 116250745 116250756 CACAGGGGTGGCATAACTCT CGCCCTTTTATTCTGCACTC 176

Ai05B23418 Araip.B05 23418 c (A)11tttttcaaaaatctttcaaaaattcttcctttgttttcg(A)1161 116290780 116290840 TTTGGACAACTGACGGTTCA CAGGCTTCAACATGCTCCAT 217

Ai05B23420 Araip.B05 23420 p3 (TTC)6 18 116293453 116293470 AACCACATCTCCCTCTCCCT CCGGTCTTAGGTTCCATCAA 152

Ai05B23426 Araip.B05 23426 p2 (TA)6 12 116344491 116344502 AACATAATGGTTCATGTCCACAA TAAGCTTGGCTTGGAGCAAT 277

Ai05B23428 Araip.B05 23428 p2 (TA)6 12 116355045 116355056 ATAACAGTGCACGGAAAGGC CAGATGTAGGACGTGAGGCA 216

Ai05B23431 Araip.B05 23431 p2 (CT)6 12 116363281 116363292 TCGAAAACCAACTAACAACTTTTTC AGAGAGAGGGAGAGGGTTCG 248

Ai05B23433 Araip.B05 23433 p2 (CT)14 28 116369191 116369218 CGAACCGACAGTAAACCGAT ACCAGAAGAGTTCGGCGAC 272

Ai05B23438 Araip.B05 23438 p2 (GA)6 12 116400821 116400832 AGAGAGGGAGAAAGGGTTCG CAATCATATCTTTTTCAAAACCACC 271

Ai05B23439 Araip.B05 23439 p4 (TTTA)5 20 116405821 116405840 TCCCATTTGGGTTCATGATT TCTCTCTCTTCTTTTTCAAAACTTCC 243

Ai05B23441 Araip.B05 23441 p2 (TC)7 14 116429000 116429013 CCTTCAACCTTCCATCTCCA AGAGAACAGAGAGGAGGGGG 142

Ai05B23442 Araip.B05 23442 p3 (CAG)5 15 116431569 116431583 TCGAGATGGCTGATGTTCTG GTCGGCTCAGGTACTGGTGT 244

Ai05B23443 Araip.B05 23443 p2 (AT)12 24 116433008 116433031 TGATTTTGGGAAAAGTTGGG CACACTCATGCATTCTTCCC 279

Ai05B23445 Araip.B05 23445 p2 (AG)6 12 116444724 116444735 GTGCACATGCAGGAGAAGG CTCCCAGCACACCTTCAGAT 160

Ai05B23452 Araip.B05 23452 p5 (AAGAT)6 30 116564271 116564300 CAGCCCAAGCCTACAAAGAG CCTGGGTGCTCCAGTGTATT 150

Ai05B23453 Araip.B05 23453 p2 (GC)6 12 116570660 116570671 TGAAAGAGAGGGGAGAGCAA TCCAGAGAGTTATGCCACCC 217

Ai05B23454 Araip.B05 23454 p2 (GC)6 12 116570777 116570788 GGGTGGCATAACTCTCTGGA CGCCCTTTTATTCTGCACTC 172

Ai05B23455 Araip.B05 23455 p2 (GC)6 12 116570911 116570922 GAGTGCAGAATAAAAGGGCG ATGAGCGAAATCTGCCAATC 234

Ai05B23460 Araip.B05 23460 p2 (CT)6 12 116588139 116588150 CGCCAATTTTCACTTTCCAT TGGAAAGGGTTCATAAGCCA 218

Ai05B23465 Araip.B05 23465 p3 (AGA)26 78 116627120 116627197 GAACCAGAGGGAAGAAAGGG TCCTTGACGATTGTGGTGAA 239

Ai05B23470 Araip.B05 23470 p2 (AT)17 34 116632821 116632854 TTTCCAGGTAGGTGGCAAAC CTGGCCAGGGATGCTATTTA 251

Ai05B23471 Araip.B05 23471 p2 (CT)6 12 116634806 116634817 ACGTTTTTGTCACGGTAGGG ATTGCTTTGGCTGATCTTGG 191

Ai05B23473 Araip.B05 23473 p3 (GTA)5 15 116641201 116641215 GGAAACAGGCCTATCTGTGC TTTAATTGCTGCTGGTGCTG 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B23478 Araip.B05 23478 p2 (TA)6 12 116656240 116656251 CGGGAAACTTTTGGGATGTA AACACCAACAGATAAGCGCA 208

Ai05B23479 Araip.B05 23479 p2 (TA)6 12 116657442 116657453 TTGTATGGGACTTTCCATAACCTT TGAAGATATTTGCTAATTATTACCGTG 272

Ai05B23484 Araip.B05 23484 p2 (TA)25 50 116666922 116666971 CCTTGAGATTTCCCTTGGGT CCATGACAAGAGAGTGCCAA 122

Ai05B23486 Araip.B05 23486 c* (TAA)6(ATTTT)5*42 116668627 116668668 CCCCAATTTATTTTCCAGCA ACCCAGATCAGTCCTCAACG 235

Ai05B23490 Araip.B05 23490 p2 (AT)6 12 116688728 116688739 ACTCACAGCCGTGGGATAAC CAAAAATTGATCTCTTGAAAAATAACC 256

Ai05B23493 Araip.B05 23493 c (AAT)13annnnnnnnnnnnnnnnnnnnnnnnn(AAT)889 116696035 116696123 AAAATGGAAAACGCGAACAT TCAAACCAAAAACCAACACAA 274

Ai05B23495 Araip.B05 23495 p3 (AGA)5 15 116697279 116697293 TAAAATAACTTGCAGGGCGG TTAGCTTGACAACCCAACCC 160

Ai05B23498 Araip.B05 23498 p3 (AGA)6 18 116709123 116709140 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 257

Ai05B23501 Araip.B05 23501 c (T)10cgccatttttcttttctctc(T)1040 116731605 116731644 CCTCATTTGTGGCTCTGGAT ACCCCAAAACAAACGATTCA 231

Ai05B23503 Araip.B05 23503 p3 (ATT)5 15 116750787 116750801 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 169

Ai05B23506 Araip.B05 23506 p2 (GA)6 12 116774810 116774821 TATAAGCGCAGCGTCAACAC TCATTATGAAGAATGCGCGA 221

Ai05B23507 Araip.B05 23507 c (T)11attatagcttgaggtgttcggttcctggaagaacatagctgcatgatcaaaaaattagtaagaactc(A)1795 116775266 116775360 CCGCGCAACTCTCTGTAACT GGCAACCCGATAAATTCGTA 239

Ai05B23509 Araip.B05 23509 p2 (AT)10 20 116784302 116784321 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 277

Ai05B23510 Araip.B05 23510 c (A)10gagaaaaacatttctattacaat(ATAA)657 116799366 116799422 CCAAGTGTGGGGAACTATGG TGGGGTAACTTTTGTCCCCT 227

Ai05B23512 Araip.B05 23512 p2 (AG)6 12 116803732 116803743 AGGTGGGAATTATGGGGAAG CGTTTAATGCCAGAAAGGGA 277

Ai05B23513 Araip.B05 23513 p2 (TG)6 12 116809533 116809544 TCCGTGCCAAAGAATTTAGG GTGGGTTCGTTGGAAAATTG 247

Ai05B23515 Araip.B05 23515 p4 (TTTA)6 24 116821308 116821331 AATATGACCCCAGGTCCTCC CCTAACCACTTTCTCTCTCCTCA 189

Ai05B23517 Araip.B05 23517 c (A)10tttagtttc(A)1433 116831004 116831036 TGAGTTTTTGACGACGTTGC GCCAGGCTTTAACATGCTTC 280

Ai05B23519 Araip.B05 23519 p3 (TTC)5 15 116835585 116835599 ACCCTCTCTTCCCCGTCTTA CGGTCTTAGGTGCCATCAAT 175

Ai05B23533 Araip.B05 23533 p2 (CT)17 34 116926212 116926245 TTGGAGAGAATTGACCCTGC AACCGTCTCCAAGTTGGTTG 264

Ai05B23537 Araip.B05 23537 p4 (GTAT)5 20 116963653 116963672 CCACCATCGATTTACGACCT ACCACACAGAGCTTTACGCC 132

Ai05B23538 Araip.B05 23538 c (A)10cattttttatgcactaaatttctcaatatttcactcgtgttttaatgctacattgttgctttctcgttgatataatgg(A)1098 116988399 116988496 ATTTGGGTGATTGGGTTCAA ACAATGCAAAATGGATGACG 173

Ai05B23542 Araip.B05 23542 p2 (AT)7 14 116995341 116995354 TTGGACTTTTCCGTTGGATT AAAGCCCTTTTCTGAGGAGC 259

Ai05B23543 Araip.B05 23543 p3 (AGA)5 15 117014207 117014221 CTGGCCTTAGGTGCCATAAA ACACGAAACCTAACCCTCCC 244

Ai05B23547 Araip.B05 23547 c (T)11actttcttttaattttttatttaaatctcgtcctatcttttattttttattttattttcatttttttattttta(T)1095 117028343 117028437 CCCTCCCCTAATTGTTTCGT GGTGACACCAAACTTAATTTCAGA 278

Ai05B23548 Araip.B05 23548 p2 (CT)6 12 117037839 117037850 GCATAAGCCAGATAGGCAACA GCAGCCCAGAAAACACAGAT 269

Ai05B23549 Araip.B05 23549 p2 (TA)6 12 117039188 117039199 TGGGGTATTTTTGTCCCCTT GTGTGGGGAAAAGTGGTTTG 199

Ai05B23551 Araip.B05 23551 p2 (CT)9 18 117047243 117047260 CTAACATCTCTCCCCCACCC ATGCCTTTTCTCTGTCCCTG 186

Ai05B23553 Araip.B05 23553 p2 (GA)6 12 117051010 117051021 TATAAGCGCAGCGTCAACAC TTCGCGTCAGTTGCATACAT 278

Ai05B23555 Araip.B05 23555 p3 (ATT)14 42 117066165 117066206 TGCATGTCTGATCCATCATTG CCAAATGAAACCATGAAAGC 235

Ai05B23559 Araip.B05 23559 p2 (AC)7 14 117092333 117092346 TTTCAAGGTTGTAATGGGGC AAAAGTGGGATTTTGGGGAG 157

Ai05B23560 Araip.B05 23560 p4 (TATT)6 24 117092482 117092505 CTCCCCAAAATCCCACTTTT GGGAACTTGGGTTGATGAGA 266

Ai05B23561 Araip.B05 23561 p2 (AG)7 14 117093143 117093156 CCAAGCAGAACATACATGCAA AGGACACCCCAAACTCCTCT 259

Ai05B23570 Araip.B05 23570 p2 (CT)8 16 117153779 117153794 TGGAAGGGTTCATAAGCCAA GGGAACCCATTCATTCAAAA 268
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Ai05B23571 Araip.B05 23571 p2 (TC)7 14 117159980 117159993 AACATGGAAATGTTCATAAGCAAA GGGAGAACCCATTCATTCAA 276

Ai05B23572 Araip.B05 23572 p2 (TG)18 36 117174000 117174035 AACGGCATGCAAATTAGAGC GAACCAAAAACGCTAATCGG 265

Ai05B23573 Araip.B05 23573 p2 (TA)19 38 117189911 117189948 ATTCATTTGGGCCCTCCTAT TTGTTGGCTCTTGAAAGAATGA 280

Ai05B23575 Araip.B05 23575 p5 (AAGAT)8 40 117201966 117202005 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 199

Ai05B23582 Araip.B05 23582 p2 (TA)14 28 117224784 117224811 GACTAGCCGGCCTAAACTCC ACACCCCATTACCCTAAGCC 167

Ai05B23585 Araip.B05 23585 p3 (ATG)5 15 117240064 117240078 GTGCCGAACGGAGGTTATAG CTTGAGCCATGGGATGTTTT 269

Ai05B23589 Araip.B05 23589 c (AT)13aattcaagcaagttctatgaaaag(T)1161 117250075 117250135 CCACACCGTTAGGCTCAAAT CCCAACACTTTTGCAGTTCA 263

Ai05B23591 Araip.B05 23591 p5 (TTTAT)5 25 117253957 117253981 TTTCGAAAATTCTCACCACATC CCATGATGGAGAAAGGGAGA 201

Ai05B23597 Araip.B05 23597 p2 (AT)11 22 117273999 117274020 TCTGGAGTGTTAGCTACTGTGC AGCTGTAAGGAGTGGGTCATCT 273

Ai05B23601 Araip.B05 23601 p3 (TTC)5 15 117283178 117283192 GAGAGCGTTTGCTTGAGTCC GGAGCGTAATCCAAACTCCA 156

Ai05B23606 Araip.B05 23606 p2 (TA)8 16 117293679 117293694 TGAAAGATGATGATGAGCGAG TGTGATGGAGGGTCAACAGA 251

Ai05B23607 Araip.B05 23607 p2 (TA)6 12 117301572 117301583 TGAAGCATTTGTGTTTGACTAGG TGAAGTCTGAACTCTGAAAGCAA 278

Ai05B23613 Araip.B05 23613 c (TG)7(AG)13aa(AG)1776 117313522 117313597 CTGGTCGACCTCTCCTTCAG CATGCTTTGATTAGGGCGAT 266

Ai05B23615 Araip.B05 23615 c (T)10cgatggtg(T)10ctggaatatctttgttcttttcctacatcttg(A)1272 117319477 117319548 GTTGGGTCGTGACCATTTCT AAAGTGATAAACCTGCAGAAGGA 200

Ai05B23618 Araip.B05 23618 c (AC)6aa(AT)7 28 117321082 117321109 ATCTTAAGGAGCAAGCGCAC TAGTCATGGCTTGGTTCGGT 278

Ai05B23619 Araip.B05 23619 p3 (ACA)6 18 117321395 117321412 AATTTGTCATGGACCGAACC GCGACTTTTGATATGTTTGGC 225

Ai05B23620 Araip.B05 23620 p2 (TC)13 26 117323090 117323115 GAAGGAGTGCAGGGAGAGAA CCATTCGGAAGAAGAACCAA 247

Ai05B23625 Araip.B05 23625 p2 (AC)7 14 117352583 117352596 TAGCACTCAGTCGGTCTCCA CATTGCAGTTTCCCAGGAGT 209

Ai05B23626 Araip.B05 23626 p2 (AT)11 22 117354700 117354721 CCTTGGAGGTTTTGCACATT GTGACCGGTGTTTGCACTTA 280

Ai05B23630 Araip.B05 23630 p3 (TCT)5 15 117398194 117398208 AGGATCAACGTGAATGTCCA TGAATGCAATTGTTGATGGG 273

Ai05B23631 Araip.B05 23631 p2 (TA)9 18 117404510 117404527 AGCAGGAGCAGATGTTCGTT GGTCTAGACGGTGATGCTCC 255

Ai05B23632 Araip.B05 23632 p3 (AGA)6 18 117411792 117411809 GTCTTGATGGGCTTTGGAGA CCGAAACCACATCTCCATCT 247

Ai05B23636 Araip.B05 23636 p2 (AG)8 16 117420644 117420659 GGAAGGGGGAAATCAAAATC GAAACGTGAAACATAAATTGCAT 268

Ai05B23639 Araip.B05 23639 c (TATT)5tactaacacttctcttcatcttaaaattcgaacc(CT)870 117432439 117432508 TTCGAATTCTTCTCCCTCTCA CAGGTTCCAGATCAGCTTCA 268

Ai05B23642 Araip.B05 23642 p3 (CAT)6 18 117467463 117467480 CTGGACATCAGGATCGGACT GGCAGTGTGAATGCTGCTTA 246

Ai05B23648 Araip.B05 23648 c (A)10gttcagctacaaaaagtaaatatattagcaaaattattaacatgcacaatctcaattttttctgtttaaagaacatcacttttacctcacttagagc(TTTCTT)6143 117499761 117499903 GGTTGGAATTTGGCTACACC CAAGCTTCAAATCCCTCCAC 267

Ai05B23649 Araip.B05 23649 p2 (CT)23 46 117505356 117505401 GCTTAAATCCGCCGGTAAAT GGATCGGGATGAGAAGCATA 272

Ai05B23653 Araip.B05 23653 p2 (TG)6 12 117518992 117519003 TGTGAAGAGTGGGGTGAAAG CTTGTGTCCAAAAGTGTTAGGC 279

Ai05B23654 Araip.B05 23654 c (AG)6tgggagggtgagaggttagaaaa(AG)647 117522977 117523023 GAAGCGGTAAGGGCATTGTA GTCCTAAATTGGAACCGCAA 234

Ai05B23656 Araip.B05 23656 c (A)10ccctaaatggctacccagacccgcaa(CCCACT)566 117526447 117526512 ATCGGTCATCAGATTGGTCC AAGGGAGGAGAGGCTGAGAG 266

Ai05B23657 Araip.B05 23657 p2 (AG)7 14 117527399 117527412 GGAGGTTTAGTTGCTCATGACTT CGCAGATCCAACTTCAACAA 276

Ai05B23661 Araip.B05 23661 p3 (TAT)5 15 117543584 117543598 TCTGCTCTCCTCACCCTTGT ATTCCTGACAGGTGCTTGCT 261

Ai05B23662 Araip.B05 23662 p4 (AAAT)6 24 117545658 117545681 TTTTCCAAATCATACCTTTTTCAA CCAATGGAGGGTATGCAGAT 278

Ai05B23664 Araip.B05 23664 c (CT)6ccattcatggtcatcccttttgttttctattcaccactcacatccatacacacatccctccatctcctccata(TCT)6103 117550771 117550873 GAATCTCACAGGATTCCCCA GCTTTTGTCTTCCCTTTCCC 273
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Ai05B23666 Araip.B05 23666 p3 (TTG)20 60 117571704 117571763 ATTCATGTAGCCGATCCCAC TATGCTCGGACAGCAATCAG 222

Ai05B23667 Araip.B05 23667 p2 (AT)9 18 117577172 117577189 GCAAAATGCATGAGATTTGAG GCCTTGGACCTTTTTCTTTTG 259

Ai05B23668 Araip.B05 23668 p2 (CT)6 12 117585023 117585034 TTTGTTTGCTTCTTACCTTTTTCA TGGGAGAGAAGGAATTTTCG 228

Ai05B23674 Araip.B05 23674 p3 (TTC)5 15 117606863 117606877 TCCTATTCCAAGTAATTTTACAGCA CCTTCTCATCTTCTGCTGGTTC 205

Ai05B23679 Araip.B05 23679 p3 (ATT)5 15 117639103 117639117 AGATCATCTTGGACATCCGC AATGGATGCATGTGAGAACA 262

Ai05B23681 Araip.B05 23681 p2 (AT)8 16 117650701 117650716 CAATAACACAATGATGCCAATAAA TTAAGGATCACCCAAAGGTTG 174

Ai05B23682 Araip.B05 23682 p2 (AC)6 12 117659189 117659200 GGCTGGTGCTGATGCTAATC AGCAGCAATGTCTGCAAATG 198

Ai05B23683 Araip.B05 23683 p2 (CT)6 12 117669196 117669207 TTAGCCTAAAACGGGTCACG AAAACCTTGTTAATGGGGGTG 262

Ai05B23685 Araip.B05 23685 p2 (TG)9 18 117688973 117688990 TCAAACATTTTTCTTCCCCC CACCTGCAAACAAAAATTGC 211

Ai05B23686 Araip.B05 23686 p3 (GAC)5 15 117700752 117700766 ATCTCGGCGTAAATGTCGTC GCATACGATGTTCTCAGCGA 257

Ai05B23688 Araip.B05 23688 p3 (TTC)5 15 117701780 117701794 GAATGGTGCCAATGGCTAGT ATTCCGGTACTCCCGATCTT 280

Ai05B23693 Araip.B05 23693 p2 (CT)6 12 117713226 117713237 AAAAGGAACATTGAACCTGGAA TTTTTGGGCTGTTTTTGACC 256

Ai05B23694 Araip.B05 23694 p2 (AT)6 12 117714388 117714399 TTAGGGTTGTAATGGGGCTG GGAAGCATGCTCATGTGAAA 271

Ai05B23700 Araip.B05 23700 p2 (AT)9 18 117754152 117754169 ACCTGCACACCACAAGCATA TGAAGCAAGAAAAAGCAGCA 215

Ai05B23702 Araip.B05 23702 p4 (TATT)7 28 117772149 117772176 CAAAAGAAAGCAAGATTTTTGAA TTTGTTCTTGAGTGTTCTTCTTGG 271

Ai05B23706 Araip.B05 23706 c (A)11taaaataacctgtgctattaattttgttttcttgaatatacta(T)1165 117789189 117789253 TCGAATCTGATATGCAGTTATAAGG TGTCCTTTTTCTATCCTCTAATCACA 278

Ai05B23709 Araip.B05 23709 p3 (CAA)8 24 117801815 117801838 ACAATCGACCTGGTCAAACC TGGCGTCATTTGATTCATGT 213

Ai05B23713 Araip.B05 23713 p2 (AT)10 20 117810795 117810814 TCGCAGGTCAAAGAAAACTCT TGGTCATAGGATTATTAAAAAGGACA 250

Ai05B23715 Araip.B05 23715 p2 (AG)6 12 117821361 117821372 TCCAAGTCCAGAAGGCACA CATAAGCCAATCTGGCAACA 280

Ai05B23718 Araip.B05 23718 p2 (TG)7 14 117855102 117855115 GGAGTGATTGATTTGATGGCA GCGAGGACATTACGACCACT 238

Ai05B23721 Araip.B05 23721 c (TTG)5gttgctcctgctggtggatttgttgggtttgttatgtataggatcttctctgtggtgga(TTG)589 117872660 117872748 CCAAGGTGATAAGCTGTGGC AAACCCAACAAATCCACCAG 244

Ai05B23722 Araip.B05 23722 p3 (AAT)18 54 117927760 117927813 TTGTCCTTGCTCCTGCTCTT TCTGTTCTCCTCACCCTTGTG 188

Ai05B23729 Araip.B05 23729 p2 (CT)7 14 117989302 117989315 CAGCTACACCTCAATTGCCA CACCATGTAAAAAGGGAAAAGAA 269

Ai05B23732 Araip.B05 23732 p2 (AT)6 12 117995848 117995859 ACCAAGTCAACCCAAGCAAT TTTCGAAAACAAGGAGCATT 147

Ai05B23737 Araip.B05 23737 p2 (CT)6 12 118025426 118025437 GAACCTGGGATCGAGAGTCA GGGGCGATTTCTGAACTTCT 218

Ai05B23738 Araip.B05 23738 p2 (GT)7 14 118028744 118028757 CCCGTATACCCAAAGAGCCT ATGTCCCAAGTATCCCCACA 184

Ai05B23740 Araip.B05 23740 p2 (AC)6 12 118038237 118038248 GTTGTAATGGGGCTAAGGCA TGGGAATTTTGGGTAGCTAGG 146

Ai05B23741 Araip.B05 23741 c (ATTT)5gaatatttttgggg(T)1044 118038396 118038439 TCCTGCATCAACTTTTCCTTT TGGGAAAACTGTGGGAACAT 278

Ai05B23743 Araip.B05 23743 p2 (GT)6 12 118054301 118054312 TGTTTGGTTGCCTTAACCTACA GAAGCGTGAATTGTTGGGAT 229

Ai05B23748 Araip.B05 23748 p2 (TC)8 16 118090899 118090914 TTTACAGAATACGCCCCCAG TGAAAGGGAAGTTTAAAACAAAGAA 259

Ai05B23749 Araip.B05 23749 p2 (AT)6 12 118093952 118093963 TTTTCAAGGTTGTAACGGGG GGGGACAAAATTACCCCAAT 245

Ai05B23753 Araip.B05 23753 p2 (AT)11 22 118119865 118119886 TTCCCCCTCCTTACGTTTCT AGGGACATAAAAGTGCACCG 224

Ai05B23759 Araip.B05 23759 c (T)12atgttttggttttctc(AT)1456 118131759 118131814 CTGTTTGCAGCAAGTTTGGA TGTTTGGGTCTCAATTGCAT 249

Ai05B23760 Araip.B05 23760 p3 (TGA)5 15 118132496 118132510 AACAGCAGAAAAATGGACCAA CTGAAGTCCCAAAGGCAGAT 105
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Ai05B23763 Araip.B05 23763 p2 (GA)14 28 118135253 118135280 TTCCCAATTGAGCATTGATTT TGGTGAAATGAGCAAGATGAA 176

Ai05B23764 Araip.B05 23764 p2 (CT)7 14 118146412 118146425 TTTCCACTTTTTCAAAACTTCCA TTCATTTGGGTTCATGGTGA 269

Ai05B23770 Araip.B05 23770 c (A)18caaatttcaaaag(A)1041 118193597 118193637 GCATGCAATTGACACCAAAC TTTCGTGCACCAAGTTTTTG 244

Ai05B23771 Araip.B05 23771 p3 (TGA)5 15 118198851 118198865 GCTCTTCCTTATGGCATGTTC CAAAGGCAGATGGAGGAGAG 207

Ai05B23774 Araip.B05 23774 c* (TTAT)5(T)17*gaaaatttttggaaaataaaaagaat(A)1375 118210205 118210279 TTAACAGCCAGCCAGGATTC AATGATCACGATTTCGCACA 263

Ai05B23775 Araip.B05 23775 c* (TTAT)5(T)16* 35 118210494 118210528 TGTGCGAAATCGTGATCATT GGGATTGTTCGAGTTTGGAC 265

Ai05B23776 Araip.B05 23776 p2 (GA)12 24 118215246 118215269 GGGATGGTGGATAGTGGTTG AAAAGGACCGGTTCACTCCT 206

Ai05B23777 Araip.B05 23777 p3 (ATG)6 18 118216260 118216277 AGTCGTTGGCCATTTCTCAC AAAATGTGCAAAAATATGATGCTC 233

Ai05B23779 Araip.B05 23779 p2 (AT)13 26 118221326 118221351 AAGCGTGAAGTCGAAAGCAT AACAAGCTCCTGACTCAGCC 143

Ai05B23780 Araip.B05 23780 p3 (ATA)5 15 118229032 118229046 TAGAGGGATTCATGGCAAGC TCGAACCTTACCCATTGCTC 258

Ai05B23791 Araip.B05 23791 p4 (TTAT)5 20 118262207 118262226 TTGCGAGTTCGACAGTTTTG ATCAACGATGAAAACACCCC 202

Ai05B23792 Araip.B05 23792 p3 (AAT)6 18 118262844 118262861 GATGAAGGAATGTTGGTGGC CGCACATCTCAAATTAGACCC 278

Ai05B23793 Araip.B05 23793 p3 (AAG)6 18 118264384 118264401 TCACAAGTTTCATTGCGAGC CAACGTGAACCCCATCTTCT 119

Ai05B23795 Araip.B05 23795 c* (TTA)9(TATTAC)6*(TAT)573 118266389 118266461 GCGACGGTATTGGCTTTTAT CTCCCATGTCATCGAGTCCT 231

Ai05B23800 Araip.B05 23800 p2 (GA)8 16 118279336 118279351 AGGAAGAATGTCGGTGATGC ATCGTTCTCTCACAGGAGCC 107

Ai05B23803 Araip.B05 23803 p2 (CT)6 12 118300013 118300024 CACCAGTGCCAAACTTTCAA GCTCCAAAGTAATGGGGACA 239

Ai05B23806 Araip.B05 23806 p2 (AG)6 12 118304020 118304031 TGAAAGCACGGGAACTTTTT CAATTTGGCCAACAACACAC 273

Ai05B23819 Araip.B05 23819 p2 (AT)15 30 118358204 118358233 AAATTACACACCAGCACGCA TCCTAACATTTTTAAGCCATTTTT 240

Ai05B23821 Araip.B05 23821 p2 (TA)7 14 118365096 118365109 TGCGGTTTTAATCGGTTTTC TCTGCGTCGTTCATGTTACC 222

Ai05B23823 Araip.B05 23823 p2 (AG)10 20 118368831 118368850 ATGGCAAACTTCACACCACA CAAAGTTCACCCAGGTACGC 161

Ai05B23826 Araip.B05 23826 p2 (TG)8 16 118382232 118382247 AGAACCAGCAAGGTAATGCC ATTCCTCTCACGTCCGTCAT 231

Ai05B23827 Araip.B05 23827 p3 (AGG)6 18 118384781 118384798 CAAACTCGTCGGGTCTCATT CCTCTGGAGCCCAATAAGTG 219

Ai05B23831 Araip.B05 23831 p2 (GA)6 12 118395667 118395678 CCCTCCATTCTCTCCTCCTC TCTCTTTCTCTCTCCCTTCCC 261

Ai05B23834 Araip.B05 23834 p3 (GAT)7 21 118403463 118403483 CAGCTTAAAATGTGTGAAGGAAA TGATCCCTCTGCTGATCCTT 208

Ai05B23835 Araip.B05 23835 p3 (TAG)5 15 118403620 118403634 AAGGATCAGCAGAGGGATCA GCAGATGGACCAACAATCCT 101

Ai05B23839 Araip.B05 23839 c (TC)10tg(TC)18 58 118415933 118415990 GAATTGTGAATTCTACAGAGGATGAA CTGTAAAGGCTTCTCTTGTTGAC 246

Ai05B23841 Araip.B05 23841 p3 (TCT)6 18 118422447 118422464 ACCCACCTCACCCTCTCTCT GGATCTCTTGATTTGCAGCC 228

Ai05B23845 Araip.B05 23845 p4 (TTTA)6 24 118436517 118436540 TCAATCACATCTTTTTCAAAATCAA GAACACCATGAGAAAGAGAGGG 188

Ai05B23848 Araip.B05 23848 p2 (AG)28 56 118443223 118443278 ATGAAAGAGGGCTCCCGTAT TGATTTCATGTTTTGGTGCC 171

Ai05B23850 Araip.B05 23850 p2 (TA)8 16 118448224 118448239 AAGCATGTGAAGAACGAAAGA ACCTGGTAAGACCCGTAGGC 236

Ai05B23853 Araip.B05 23853 p2 (TA)6 12 118454119 118454130 GAGCTCTCTTTGAGGGCAGA TTTTATGGAAAGCGGGGC 231

Ai05B23856 Araip.B05 23856 p4 (TATT)13 52 118486640 118486691 TTTCGAATACTAACCAATAATGAAAA AGAGAGGGAAGAAGGGTTCG 188

Ai05B23860 Araip.B05 23860 p5 (TTATC)5 25 118512331 118512355 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAGATAGAGGAA 184

Ai05B23861 Araip.B05 23861 p2 (AG)6 12 118528363 118528374 GAGGGGTTTTTGGTTGGATT ACAGGATCCCCACCTACCTC 114



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B23865 Araip.B05 23865 p5 (ATTCA)5 25 118556252 118556276 CCGAACACGTATTCATGGTG AAACAAATCAAGCGGACGAG 230

Ai05B23866 Araip.B05 23866 p3 (TTG)6 18 118562171 118562188 AACATCCAGTCAGGAGGGTG CGTGATAAGCTTTGTCCTTTGG 237

Ai05B23867 Araip.B05 23867 p2 (AT)9 18 118565808 118565825 AGCATCGAACATGTGTTTCC CCGTACCATGACATGCTTCTT 137

Ai05B23871 Araip.B05 23871 p3 (CAA)5 15 118578315 118578329 TTCCCCTTCTTTCCCAAAAT TTTGTTGCTGCTGTGATTCC 138

Ai05B23873 Araip.B05 23873 c (A)10caag(AAAAT)539 118581022 118581060 TGCCGTATTGCCAAATTACA TGAAGCATGTGACACTTTTGC 273

Ai05B23876 Araip.B05 23876 p3 (TGA)6 18 118605205 118605222 GACCCACTCGTTCTGAAAGG TGAACTTCATGAAAACAGCCA 267

Ai05B23887 Araip.B05 23887 p2 (AG)9 18 118631063 118631080 TGCTAGATGGGAGACAACCC TCTCGCGCAACTCTCTGTTA 229

Ai05B23891 Araip.B05 23891 p2 (AT)8 16 118647140 118647155 ACCTTAGCCGATTTCCTCGT GTGCTCGAACAAGGTGACAA 255

Ai05B23892 Araip.B05 23892 p3 (AGA)5 15 118647567 118647581 GCTTTGTAGAGCTTGACGCC GACCCATCAGCCCAATAACT 199

Ai05B23894 Araip.B05 23894 p2 (AG)6 12 118653272 118653283 ACAGGTCGCGGTACATCTTC GTGGTTTGGAATAAGGGGGT 243

Ai05B23899 Araip.B05 23899 p2 (AG)8 16 118729176 118729191 AAGGAGATGAGGGAGAAGAAGAA TTTCTTATCTTTTTCAAAACCACC 258

Ai05B23906 Araip.B05 23906 p2 (TA)9 18 118744795 118744812 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 268

Ai05B23907 Araip.B05 23907 p2 (AG)6 12 118756656 118756667 TCACTCTTAAAGCAAGAAGAAATCC GGCCCAGATCCAAGTACAGA 172

Ai05B23910 Araip.B05 23910 p2 (TA)10 20 118778818 118778837 ATGCATTGCTTTCACCACAT TAAGTGTGGGGAAAAGTGGG 234

Ai05B23912 Araip.B05 23912 p2 (CT)6 12 118783942 118783953 CACTGCCAATGCCATAATTG GTGTTTGGGGGCTCTGTAAA 179

Ai05B23913 Araip.B05 23913 p2 (CT)10 20 118785025 118785044 AATAACCCTTCCCACAACCC TGGCCTTTCCTTTCCTCTTT 232

Ai05B23914 Araip.B05 23914 c (A)10gatagagagc(A)1030 118786566 118786595 TGAAGCAAGAAAAAGCAGCA TGCTCTTGCCTTTTGGATTT 105

Ai05B23920 Araip.B05 23920 p2 (AT)7 14 118833144 118833157 CGCCATCGTAATTTTTCTCC AGCGTCTGGAGGAGTGTGAT 191

Ai05B23922 Araip.B05 23922 c (AG)8(CT)11 38 118853501 118853538 TCACAAATGGCTCGTCAATC CCCAAGCCCAATCACTTAAA 215

Ai05B23924 Araip.B05 23924 p2 (GA)9 18 118859695 118859712 CGAAACGGCGAAAAGTAGAA TAGTATTCGCCACCAAAGCC 172

Ai05B23929 Araip.B05 23929 c (T)12gc(T)11 25 118869670 118869694 TTTGTTTTGGTTTTCCCCTG CCACACCCAATCACAAATAGG 155

Ai05B23930 Araip.B05 23930 p2 (AT)6 12 118872480 118872491 TGTGTTTGTTGGTGTATCTCCTC TTTGGATGAGATCTTGACCG 211

Ai05B23931 Araip.B05 23931 p3 (TAT)5 15 118872727 118872741 CGGTCAAGATCTCATCCAAA TGTTCTGACCTTTGCTAAGGAAT 204

Ai05B23937 Araip.B05 23937 c (T)13agttgagtctctataaaattaagccaattactactaagagggacttaattgaaaaaaataatttggtgcaaggacccaatt(A)10104 118882360 118882463 TTTCTTTTAATTGAGTCCTTGCATT TTTCTTTCCAATTGTGTGCTT 280

Ai05B23941 Araip.B05 23941 p2 (CT)6 12 118902799 118902810 CCTGTCATTGAAGAGAAGTAGCC TTTCTGGGCTGTTTTTGACC 226

Ai05B23943 Araip.B05 23943 p2 (TA)9 18 118917585 118917602 GGGCCAAGGAAAGAAGACTC TTGCATGAGTAATCGAACCG 232

Ai05B23947 Araip.B05 23947 p2 (AG)6 12 118938593 118938604 CAGAGTGGGGAAATCAAGGA GGAACATTGAACCTGGAATTG 162

Ai05B23949 Araip.B05 23949 p3 (TTG)11 33 118944923 118944955 TTTGGATTTTGTTCCCTCTCA GGTTTAGCTCTTGCAATGGA 250

Ai05B23951 Araip.B05 23951 p2 (AT)9 18 118952889 118952906 TCGCAGGTTGTGACTAGTGG CACAATCGGAAACACTCTCG 154

Ai05B23954 Araip.B05 23954 p2 (TA)10 20 118961466 118961485 GTGGGGAAAAGTGGATTTGA TTCACCACTTACTTTGGGGC 254

Ai05B23955 Araip.B05 23955 p3 (TTA)26 78 118963337 118963414 TTGCTTGGTTACTTGGACAGG AGGTGTGCAAAGCAAAATCA 253

Ai05B23957 Araip.B05 23957 p2 (CT)6 12 118971961 118971972 TCAAAATAAATTTCAATCACATCCC AAAAAGAGGAAAGGGATTTTCG 190

Ai05B23959 Araip.B05 23959 p2 (AG)20 40 118981717 118981756 AAATGAGCCAAGGAAGCTCA AGAACTGCTAGGGCACGAAA 270

Ai05B23962 Araip.B05 23962 p2 (TA)6 12 118997174 118997185 TGGTGACAGAGCGGAGTATG ACGCACAAGACTCAGGGTTT 276
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Ai05B23963 Araip.B05 23963 p2 (AT)6 12 119000945 119000956 CGGATGCGTAATGACGATAA TTTGAATCTATTCCGGGCAC 272

Ai05B23964 Araip.B05 23964 p2 (AG)11 22 119002579 119002600 ACGGACCAAAAATGCTAACG TCCGGATCAAAAGTTATGGC 203

Ai05B23965 Araip.B05 23965 p2 (TA)12 24 119014272 119014295 GGATGCACATTTCAAACAACA TTATTTGCTGGCATTCCTCC 212

Ai05B23966 Araip.B05 23966 p3 (TCT)5 15 119024833 119024847 ATCTTTTTCCCACCCAAACC CGTCCTCGAGCAAAAGAAGA 196

Ai05B23970 Araip.B05 23970 p2 (AG)6 12 119043518 119043529 AGCGATTTTGCAGCTCATTT TCAAGAGAGTTGAAATCAAAACAA 240

Ai05B23971 Araip.B05 23971 p2 (AG)6 12 119048501 119048512 CTGCAGGCGTTTTCTTTAGG AACATCTCTCCCTCACCCAC 238

Ai05B23972 Araip.B05 23972 p2 (AG)8 16 119048744 119048759 GTGGGTGAGGGAGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai05B23973 Araip.B05 23973 p3 (TTC)5 15 119051091 119051105 CCTTTCTTATTCCCCTTGGC TTGCCTTCCCTTTCCTCTTT 205

Ai05B23978 Araip.B05 23978 p2 (AT)9 18 119073929 119073946 GTTCTTTCGTTAGCCCCCTC AACGCACCATGTGGTAAACA 228

Ai05B23979 Araip.B05 23979 p5 (TTATC)6 30 119077577 119077606 CACTACTGAAGGGTGGGAGG ACACGACCCAAATTCAAAGG 267

Ai05B23982 Araip.B05 23982 p2 (CT)8 16 119095051 119095066 ATCCTCATCACCGAACCAGT AAGGGTGTCATGGAGAAAGC 271

Ai05B23984 Araip.B05 23984 p3 (TTC)5 15 119103678 119103692 GGCCGAAACAAACACATCTC AGAATTCTCTGGCCTTGGGT 165

Ai05B23987 Araip.B05 23987 p5 (TTATC)5 25 119121671 119121695 CCTGGGTGCTCCAGTGTATT AACAACAGCCCAATCCAAAG 166

Ai05B23988 Araip.B05 23988 p5 (TTATC)5 25 119132000 119132024 TGCACTGCTGATCCTTTGTC AACAACAGCCCAATCCAAAG 280

Ai05B23990 Araip.B05 23990 p5 (TTATT)6 30 119139942 119139971 TCTTTTCATTAAATCTTTTTCAAATCC CCATGATGGAGAAAGGGAGA 224

Ai05B23994 Araip.B05 23994 p2 (TC)6 12 119152839 119152850 AGCACAAAATCTAGGGCACG TGCTTGTCCTCAAGCAGAGA 232

Ai05B23996 Araip.B05 23996 p3 (CGG)5 15 119161645 119161659 CGGTGACAGAAATTGTGGTG ATTTTCACTGCCATTCCGAC 173

Ai05B23997 Araip.B05 23997 p2 (AT)6 12 119166999 119167010 TCCACCCCTTTCAGGTACAG GCTTTCGTGAATACGAATTGAAA 271

Ai05B24000 Araip.B05 24000 p2 (AT)6 12 119170845 119170856 AGGGAACGAAAATGAAGCCT CTTGCCATGGTTGCATTTAG 271

Ai05B24004 Araip.B05 24004 c (A)12cgagcatccgcgcgcaagcgcgctgt(GC)752 119226232 119226283 TTGTTGCATTCATGCTTTGA GAGTGTGATATGCACCACCG 243

Ai05B24007 Araip.B05 24007 p3 (ATA)5 15 119237239 119237253 CGAACAAATAGACTCAACCCAA TGTTTGCAGTGAATGGGGTA 257

Ai05B24008 Araip.B05 24008 p3 (AGG)5 15 119237494 119237508 ACTGCAAACACATCACCCAA AGAAGCTCAAGAAACGCCAG 208

Ai05B24009 Araip.B05 24009 p4 (GGAG)5 20 119260607 119260626 CAGCTTCTGGGAGGTTTGAG TGGCTGAGTTGTCAAATGGA 147

Ai05B24011 Araip.B05 24011 p3 (CGC)7 21 119293866 119293886 TACCTCCCTTACCCCCTCAC ACAGAAGAAGAAGCAGGGCA 228

Ai05B24014 Araip.B05 24014 p2 (AG)8 16 119319795 119319810 CAAAGGAACGTAAAACCTGGA TTTACAGAATACGCCCCCAG 240

Ai05B24015 Araip.B05 24015 p2 (TA)6 12 119320681 119320692 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 275

Ai05B24016 Araip.B05 24016 p2 (AG)9 18 119327138 119327155 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 252

Ai05B24017 Araip.B05 24017 p2 (AT)7 14 119335977 119335990 GGATTGGGCCATTAAATCCT CTTAATGGGTGATCGGGAGA 181

Ai05B24021 Araip.B05 24021 c (TC)6(TA)7 26 119359040 119359065 GCACCATTTCCTTCCACTGT AAATTCATTTACAATTGGCTGAGA 265

Ai05B24024 Araip.B05 24024 p2 (CT)6 12 119374271 119374282 AAAGAACGTTGAACCTGGGA AACCAGCGAATTCTGGACTG 230

Ai05B24030 Araip.B05 24030 p2 (AG)7 14 119409275 119409288 CCTTAGATGGGAAGCAATGG GATTTAGTTGAGAGGGGGATCTT 280

Ai05B24032 Araip.B05 24032 p2 (CT)6 12 119416313 119416324 TTCTTGTTTGTTTCTTATCTTTTTCAA GGATTCGAATTTGGGTGAGA 260

Ai05B24036 Araip.B05 24036 p3 (ATT)5 15 119438197 119438211 CGTATACTGCCGAGTTATAGCGT AAAAATAGAGAACTTTTAGGAGCTTTT 106

Ai05B24039 Araip.B05 24039 p2 (CT)6 12 119447879 119447890 TTTCCTACCTTTTTCAAAACTACC GGTTCGGATTTTTGGTGATG 273
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Ai05B24040 Araip.B05 24040 p2 (CT)6 12 119448121 119448132 TCCTTCTCTCTCATCCCCTTC CAGGTTCTGGATCAGCTTCA 241

Ai05B24049 Araip.B05 24049 c (A)11gaaaaaaag(A)1131 119505087 119505117 GAAGCAAATCAAGCAATCCA AATTAGAGGGAGGGCGTTGT 188

Ai05B24050 Araip.B05 24050 c (TGG)5ttgtagttttggtgttggggttggggttggtgtaggtgttggtgttggtggtggttgtggtt(GTG)798 119509556 119509653 TGCTTTCTTGCTTCTGCTTTC CCCTCACCACTACCAACACA 252

Ai05B24057 Araip.B05 24057 p2 (AT)7 14 119527149 119527162 TGTCACCCAAAAGTCCAAAA GGATCCAAGTACAAAAATCGGA 246

Ai05B24063 Araip.B05 24063 p2 (AG)8 16 119536085 119536100 GGGAGGTTGAATCTTAGCCC CCAGGATACTTCGTGGTGTG 222

Ai05B24067 Araip.B05 24067 c (T)10cctatttcctttctatccattttctcttcatccaaataacat(A)1163 119543306 119543368 TCTTACTTTTCCTTCCATCCAAA ACGGTGTTCCAAAGGAGTGT 215

Ai05B24069 Araip.B05 24069 p3 (CTC)5 15 119544755 119544769 GTGGCCTTTAATGCAAATGG TTTACACGCAAAAGTCATCCA 276

Ai05B24071 Araip.B05 24071 p3 (TGA)7 21 119546836 119546856 GGAAAGAGGGTAAGAACCCG TTTAATGCCATCCAGGAACC 263

Ai05B24090 Araip.B05 24090 c (A)11g(A)12 24 119596191 119596214 GCTTTTTGGTAGGTCTTAACATGA TTTGGGCATTTAAAGGATGC 218

Ai05B24094 Araip.B05 24094 p2 (AG)8 16 119601486 119601501 GTTTTTGGCCCAGTTTCAAG GCAACATAAAGAGATCAACAAGAGA 272

Ai05B24102 Araip.B05 24102 c (A)10tgcattcattgaattat(A)1340 119649191 119649230 TGAAGACCCTAAACAATATAAAAGACA TTGCGAATTTCAAAGGTGGT 277

Ai05B24106 Araip.B05 24106 p2 (CT)6 12 119691886 119691897 CAGAAAAGGGCAAGAAGCTG TGTGGATTGGTGAAGGGTTT 276

Ai05B24108 Araip.B05 24108 p5 (TTATC)5 25 119712081 119712105 TGACTTGTTGGACTTGCTGC AGATAAGCTGACCTCGCCAA 239

Ai05B24110 Araip.B05 24110 p2 (TA)6 12 119736489 119736500 CCAGAAGTGGATTTTCGCAC TGAAGAACGAGGTTGCATAAGA 263

Ai05B24113 Araip.B05 24113 p4 (TTTG)9 36 119745170 119745205 TGCCCATGATTACCAAAGAA ATGGTTAGCTGGTTTGCAGG 274

Ai05B24114 Araip.B05 24114 c (T)10cttttttgttttttgggggga(G)1344 119745539 119745582 CTCCTTTGTGTGGTTTGGCT GCATGAAGCTGCATCAACTC 190

Ai05B24117 Araip.B05 24117 p3 (ACA)9 27 119789831 119789857 TGTGTCAAGGAACCATTCCA TGTTTGATCCATGTAGCCGA 244

Ai05B24118 Araip.B05 24118 p2 (CT)7 14 119790125 119790138 ATCATCGGCACCTATTGCTC CCTTGGTTTTTCGCAATCTC 191

Ai05B24119 Araip.B05 24119 p2 (TA)7 14 119799310 119799323 TTGGGACTCAGGGTCGTATC ATCTTTCATCTGCCACCACC 149

Ai05B24121 Araip.B05 24121 p2 (AG)7 14 119804544 119804557 GCAAGTGACACAGAAGGCAA CCATCCAATTATCCAAAGCG 225

Ai05B24125 Araip.B05 24125 p2 (AG)6 12 119833831 119833842 AAGAAACGTAAAACCTGGATCG TTTACAGAATACGCCCCCAG 238

Ai05B24127 Araip.B05 24127 p3 (TCC)5 15 119838690 119838704 AAAATGAAGCATCGTCCCTG ACACACCATCAGAGCCATCA 273

Ai05B24128 Araip.B05 24128 p2 (GA)7 14 119842132 119842145 CAGCATTCCGGCTAAAATTG CGTCATCCCCTCTCCTACAC 254

Ai05B24129 Araip.B05 24129 p2 (AG)6 12 119844257 119844268 GAAATCCCCTACAGTCCCGT GCGTTAATGGAATTTGGGAA 267

Ai05B24130 Araip.B05 24130 p2 (AT)6 12 119848702 119848713 CCGGTTCTAGGTAAGCTCCG TGGTCGATTTTAAATAATAGGGAA 262

Ai05B24135 Araip.B05 24135 p2 (CT)15 30 119881381 119881410 TGCATACAAGCGATTAAGGC AGAAGAAGAAGAACGCGCAG 172

Ai05B24136 Araip.B05 24136 c (G)15(T)12 27 119883192 119883218 CATTGGTCAATTGTGGTGGA CGTCTGTTTCTTGATCAACCC 228

Ai05B24137 Araip.B05 24137 p2 (TA)6 12 119895550 119895561 CCACAAAATTGGGGTTTATCA TGTGCAAACATGCTTTCTTGA 226

Ai05B24139 Araip.B05 24139 p3 (TCC)5 15 119897267 119897281 TGGAATGGAATGGTTCATCC GTGACTTCTGGCGACACTGA 245

Ai05B24144 Araip.B05 24144 p2 (GA)6 12 119916549 119916560 GTGATGGTGAGAGGGGAGAA ACCCCCAACCTCATCTTCTT 270

Ai05B24147 Araip.B05 24147 p3 (ACA)5 15 119923085 119923099 TGTGAATCAGACTGCGAAAA TGCAGGTCATGAACTAATAATTTTG 221

Ai05B24148 Araip.B05 24148 p3 (AAC)7 21 119924538 119924558 GGCTAGACCTGCACCAATCT GGCGGATCAGATGGAAGATA 236

Ai05B24152 Araip.B05 24152 p2 (TC)6 12 119942386 119942397 GCAGCCAAACAGCAACAGTA CGACAGAGATGAGAGGGACC 250

Ai05B24153 Araip.B05 24153 p2 (AG)8 16 119948185 119948200 GCAACGTAAAAGAGAAGAAGAAA CCCTAAGACTAATGCCCCAA 263
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Ai05B24154 Araip.B05 24154 p2 (AG)6 12 119950610 119950621 TTGGCAACATAAAGTAATCAACAAA AGTTTCAAGCCCGAAAGTGA 258

Ai05B24155 Araip.B05 24155 c (T)10cttttttttgtatatgtatatatttttttttc(T)1153 119954481 119954533 TGGGACATTTTGTTCCCTTT TGCAAACCAATTTGAGCCTA 280

Ai05B24160 Araip.B05 24160 p3 (CCA)6 18 119975553 119975570 TCTTCCACCACCACCACTTT TGCTTTGCTTTTGCTTTTGA 225

Ai05B24161 Araip.B05 24161 p3 (AGA)5 15 119975779 119975793 CCACCTCCCTTACTCCCATT TTCTTCTGCACTTGCTTTCG 272

Ai05B24167 Araip.B05 24167 c (CTT)5tttcatcatcatca(TCT)6tttctttttcttattcatgtttttcttcttgttttatcttctcaaatttcttcttgttttactctcttaacaagcataaaaataaaaaaaaatcaaaca(AAG)5161 119982060 119982220 CTTCTTCTCCCTGCTCCTCA CCTCTTCCAAGTAATTTTGTAGCA 225

Ai05B24168 Araip.B05 24168 p3 (TCA)6 18 119982484 119982501 TCTTTCTCATCCTCATCTTCTGC CCTCTTCCAAGTAATTTTGTAGCA 185

Ai05B24170 Araip.B05 24170 p3 (CTT)5 15 119982848 119982862 TGTATTTGCAGCCAATTTCG GAAGATGGTGATGATGATGAAAA 168

Ai05B24172 Araip.B05 24172 p3 (TAT)5 15 119994323 119994337 CCTGTCGTTAAATAAATTAAAATGTG AAATAAAAGGAAGACATGATGATAAAA 232

Ai05B24173 Araip.B05 24173 p2 (TA)6 12 119995236 119995247 GGCCACACGTTGTTGTTACTT GTGGAAGGGTGATAATGGGA 261

Ai05B24174 Araip.B05 24174 p3 (AAG)5 15 119995389 119995403 ATGAATCATGGAATACCCGC GATTTCACGATCCGAAGAGC 265

Ai05B24176 Araip.B05 24176 p3 (TAA)11 33 119999368 119999400 CGACCCCACATGTATTGTAGC TCGAGTTTACGGGTTCGTTC 252

Ai05B24178 Araip.B05 24178 p2 (CT)18 36 120017079 120017114 TTTCAAGGTTGTAATGGGGC GACAAAATTACCCCAATGCG 255

Ai05B24179 Araip.B05 24179 p2 (TA)17 34 120017861 120017894 TCAATTTGAATCTTGATGCCC GGAAAATGCGCATAATTGAA 209

Ai05B24182 Araip.B05 24182 p2 (TA)8 16 120030483 120030498 GGGGCATTTTGTCCTCTTTT CTTGGGACATTGGTTGAGGT 249

Ai05B24183 Araip.B05 24183 p2 (TA)6 12 120031138 120031149 GCTCAAAAATCATGTTCCCC TTAAGTGTGGGGAGGTCGTC 249

Ai05B24184 Araip.B05 24184 p2 (AC)6 12 120031564 120031575 ACCAAAACACACCAGCAACA GCTGAACGGTGATGAATCTG 275

Ai05B24185 Araip.B05 24185 p4 (AACT)5 20 120047515 120047534 CAATCAGTAATCGGCAGCAA TTCCCCTTCTTCTTTCCCTC 173

Ai05B24188 Araip.B05 24188 p3 (CCA)5 15 120057211 120057225 TCGAATTCGTCCCTCTTGTT TCGAATTCGTCCCTCTTGTT 204

Ai05B24194 Araip.B05 24194 p2 (TA)7 14 120066966 120066979 TAGTCCCTGGGTTGTTTTGG ACTTGCGTGCTAAGAAGCCT 276

Ai05B24196 Araip.B05 24196 p3 (ATA)14 42 120070710 120070751 ACATACACACATGATACACACATGA CAGCATGCATGTGGTCAACT 192

Ai05B24197 Araip.B05 24197 p3 (ATA)8 24 120070985 120071008 GCATAGATCTCGAATAACAAAGCA AGAGTGGTGGCGAACTATGG 255

Ai05B24198 Araip.B05 24198 p3 (ATT)10 30 120075214 120075243 TTGCCTTTAGAGATTGTGTCTCC TTGGATAAGATCATGAGTTGGC 241

Ai05B24202 Araip.B05 24202 p3 (ATG)9 27 120087999 120088025 TTCCAAATATTTTTGCAGCCTT CCTCCTCCTCATCTTCTACTGC 210

Ai05B24203 Araip.B05 24203 p3 (AAG)5 15 120088423 120088437 TGTGTTTCTTCTTCTTCTTTGTTTG CAAATTTTGGCGTAACACGA 264

Ai05B24206 Araip.B05 24206 c (T)16ggtttttgggtagggggttctacgctacgcttc(T)10gg(T)1374 120100525 120100598 ATATTGGAAATTGGGAGGGG AGTCCCTGAAGTTGCACTCG 264

Ai05B24209 Araip.B05 24209 p2 (AT)7 14 120105753 120105766 TTAAACGCACCATGTGGTAAA TTTAAAACTTTCTTTCGTTGTTTTT 254

Ai05B24210 Araip.B05 24210 c (A)11tgaaactcaatttatagcctataattaatgatcaatgaattttgtgatgactcaagaaa(AAAT)798 120119578 120119675 GGCATGTCCAGCTCACAAT TGCAACTCTGTAACTGCCAAA 279

Ai05B24211 Araip.B05 24211 p3 (ATA)5 15 120120668 120120682 GCAGATTTAGTGCACGCTCA ACAGGTAAGCGCAACGTACA 217

Ai05B24212 Araip.B05 24212 c* (A)10(AAC)5* 23 120121612 120121634 GCATGAATTCTTCCCATAACC TGAACTCCATTGGCTCCTTT 248

Ai05B24213 Araip.B05 24213 c (AAT)5gatgaaattcgaaaggtaagag(A)1148 120122711 120122758 CTCACCTTGAGCATTTTCCA TCTTCCTTCGCACTCCAATC 279

Ai05B24217 Araip.B05 24217 c (T)10aatcatctttttcttattttttagataaaaatatcctcttcttcatttcac(T)1172 120126247 120126318 TGGACAAGTGAAATACAAACACA CCCAATCACTCCCATTTTGT 252

Ai05B24220 Araip.B05 24220 p3 (AAG)5 15 120130170 120130184 TTTGCTTAGCATGTGCAGAA TGATGCAGGGACGAATAACA 247

Ai05B24221 Araip.B05 24221 p3 (AAG)6 18 120131042 120131059 ATGTAGATGGGGAATGGGGT TATATTTACGCGCTTCGTGC 241

Ai05B24226 Araip.B05 24226 p3 (TTG)6 18 120160595 120160612 AACATGGCCAAGAAGGAGTG GGTCATTATGTTGCCCTCGT 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B24228 Araip.B05 24228 p2 (TA)8 16 120161585 120161600 CATCAACATTTGTCGAATCGTA AGCAATAGGAAATTTTAAGAACGA 265

Ai05B24232 Araip.B05 24232 p2 (AT)6 12 120198916 120198927 GCCTCTCACCTAACACGTCC AATGGCTTTTTCCCCTCTTC 264

Ai05B24234 Araip.B05 24234 p4 (AAAC)7 28 120202442 120202469 GCCCGCATTATTCTCTTGAA CGCTCTAGCTGGGTTACCTG 274

Ai05B24236 Araip.B05 24236 p3 (TCC)11 33 120204906 120204938 GGTAACTGATCCTTCGGTGG GATTTGGCCATTTTGAAAGC 150

Ai05B24237 Araip.B05 24237 p2 (CT)8 16 120205413 120205428 AGCGTGTGGTGGAGTAAAGG ACAAAATCAAACAAATCCAAAAA 256

Ai05B24242 Araip.B05 24242 c (A)10gaaaaatcaagc(A)12gaacgtgacgataaggagaaatcttcttcttcttgtttcactctattgtgatttgtgaggaataaaaccaagaaaaagaaaaaaaaatcaagc(A)14141 120209831 120209971 TTCAAAACCCTTCTTCTTCTTGTT CGTTCCTCCTCCTTCTCCTC 265

Ai05B24245 Araip.B05 24245 p2 (AG)6 12 120222537 120222548 GATGGGAAGCAATGGTAACTT CGCATATTTTCACCTTTCAATG 279

Ai05B24246 Araip.B05 24246 p2 (TA)6 12 120223396 120223407 TGGGTTTATCAACCTTCCCA TCCTTTCCCATCTCATTTGC 267

Ai05B24250 Araip.B05 24250 p3 (ATT)5 15 120236849 120236863 GGACCGAAAGAAATATTTGAACA CCCATGAATCTCTTTATACGAAAA 270

Ai05B24252 Araip.B05 24252 p2 (TA)7 14 120241941 120241954 GAGCATGGCGCTTTAATTTT CCCAATTGACTTGCTTGTAGC 208

Ai05B24255 Araip.B05 24255 p2 (TC)6 12 120247813 120247824 GGTCAATACGAAAGGGGGAT TAACGGTAAAAAGGGGGAGG 120

Ai05B24258 Araip.B05 24258 p2 (AT)10 20 120254918 120254937 CGATAACCCACTCTCGTGGT CAAGTCCGATATTTGCCGAT 233

Ai05B24262 Araip.B05 24262 p2 (TA)6 12 120265607 120265618 TGACACAAAATGCTCCAACC CATGTGTAGAAAGGCAGCCA 252

Ai05B24263 Araip.B05 24263 p2 (TC)14 28 120270763 120270790 TCTGTTCATGAGCCACCAAG CTACTCTCCGTCAAGTCCGC 269

Ai05B24266 Araip.B05 24266 c (TC)6cattttgttttcctttatttcc(T)1044 120282723 120282766 CCCCCAAATTCTTCTTCTCC GGGTACAACTTGCATCGGAC 233

Ai05B24272 Araip.B05 24272 p2 (GA)26 52 120321801 120321852 CAATAGAGCGACCAACACGA CCCTCTCTCCCCTCATTTTC 163

Ai05B24279 Araip.B05 24279 c (T)10attgaggacatcactgtctttcgagttaattatcaagagtcgtttaagattttttcttttagaataatagacaactatttattgtatattttg(T)10113 120412454 120412566 TCCTAGTTGGCTTTTAACGGA GCAAAGCAACCACAAATTCA 276

Ai05B24280 Araip.B05 24280 c (T)12aatgttaccttaaactcgatacaaaaaagatattcttattgcttcgatcaaaattaattgtagcaaaattctaacc(T)14102 120413184 120413285 TTTGGATCAGCAAATGAATCAC GGGAGTTCCCATGGGTTT 209

Ai05B24294 Araip.B05 24294 p2 (CT)6 12 120441663 120441674 TCATTGACTTTTTGTTTGTTTCTT AGAGAGAGAGAGGGGGTTCG 267

Ai05B24296 Araip.B05 24296 p3 (TTC)5 15 120445154 120445168 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai05B24300 Araip.B05 24300 p3 (GAA)5 15 120478684 120478698 CTCCGTCGAAAATGATGGTT CCTCTGGTTCATCATCCTCC 217

Ai05B24304 Araip.B05 24304 p2 (TA)7 14 120488821 120488834 CATTTCATGCACGTGTCCTT TTTCGTGGTTGGTATGCTGA 275

Ai05B24305 Araip.B05 24305 p2 (TA)44 88 120489174 120489261 TCATGGATTGCTCCTTCACA GCATCAATATTTAATTGATCCTGCT 256

Ai05B24307 Araip.B05 24307 c (ACC)6agaatagaagcctacgcccaactaga(ACC)5atcagtatcatcatggtcatcatcatcttcatcataactttctccaaaatcaactaaaatcaaccaaaagcccaagctgaacaagaac(CCA)6ttatcatcatggcc(TCA)6197 120491366 120491562 CCTCGGACGAAAATACCCTT TCAAAGTGCATGTTGCTTGAA 270

Ai05B24308 Araip.B05 24308 p2 (TA)6 12 120491961 120491972 TGATTTTGCTACATTTTGTTGGA AGCAGGTTGTTTTCGCTGTT 184

Ai05B24309 Araip.B05 24309 c (T)13ggtattttatgtggtaaattttaaataaattattt(A)1058 120493473 120493530 AATTGGTGCCAAGTGTATTCAT TCTTCCCTCTTTCTCTAACAGCA 279

Ai05B24312 Araip.B05 24312 p4 (AAAT)5 20 120503881 120503900 CAAAATAAACGATAATGAACCAAA TCGTGGTCAAGACAAGGTCA 280

Ai05B24314 Araip.B05 24314 p3 (TTC)5 15 120508960 120508974 TGCGCAGAACATAACCTTTG TACTCCCCAAACTCACACCC 257

Ai05B24315 Araip.B05 24315 p2 (AG)6 12 120513235 120513246 GAATCTTAGCCCCTTTTCGC CCATCATCGTTGTGATGGAG 153

Ai05B24316 Araip.B05 24316 c (A)18(CA)9 36 120515623 120515658 TGTGTGCTGATAAATTCTGCAT TTGAACCAATGTAAGTTCATCCT 266

Ai05B24321 Araip.B05 24321 p2 (TA)25 50 120531711 120531760 TTCTTGCAGACAATTTGGTCA AAATAGGAGCTGCCCTTGGT 274

Ai05B24322 Araip.B05 24322 p2 (TG)13 26 120532114 120532139 TCCAAAACATTGACTCATCCA AAATCGAGTAACTACATGTGTTTTTGT 252

Ai05B24323 Araip.B05 24323 p3 (GAA)8 24 120533051 120533074 TGCTTGTTGATTTCGTCGAG CCTAAAACGCGCTACTCACC 152

Ai05B24334 Araip.B05 24334 p3 (TTC)5 15 120558482 120558496 TCAAATTTGTCAACAAACCCA GGAGAAGGAGGAGAAGGAGG 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B24346 Araip.B05 24346 p3 (TTA)11 33 120592913 120592945 TGCTGTATTGAGAAGGCCAA CGTCCAAACCCATTGAAACT 227

Ai05B24348 Araip.B05 24348 p2 (TA)8 16 120597158 120597173 CAGAAAAGCAAGTGTGCAAGA CAGCTAAGCATGTAAAGACGAGA 276

Ai05B24356 Araip.B05 24356 p4 (TATT)5 20 120624310 120624329 TCAAATTCTTCCCCCTCTCA TGTCTTTATCCCTGTTCCCG 237

Ai05B24358 Araip.B05 24358 p2 (AT)7 14 120634774 120634787 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24359 Araip.B05 24359 p2 (AT)7 14 120635049 120635062 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 204

Ai05B24360 Araip.B05 24360 p2 (AT)7 14 120635322 120635335 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24361 Araip.B05 24361 p2 (AT)7 14 120635595 120635608 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24362 Araip.B05 24362 p2 (AT)7 14 120635868 120635881 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24363 Araip.B05 24363 p2 (AT)7 14 120636141 120636154 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24364 Araip.B05 24364 p2 (AT)7 14 120636414 120636427 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24365 Araip.B05 24365 p2 (AT)7 14 120636687 120636700 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24366 Araip.B05 24366 p2 (AT)7 14 120636960 120636973 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24367 Araip.B05 24367 p2 (AT)7 14 120637233 120637246 CCATACCGAATCAATACCCA GACGAACTTCAACGGGTCAT 202

Ai05B24368 Araip.B05 24368 p2 (AT)7 14 120637506 120637519 CAGTAATTCATTGGCCAGCA ACATCTACGTGGAACCCGTC 245

Ai05B24369 Araip.B05 24369 p2 (TC)7 14 120638441 120638454 AGAGCTCGACAAAAGCTTCG GAGGCCAAACGAAACAAAAA 250

Ai05B24371 Araip.B05 24371 p2 (CT)9 18 120667791 120667808 CCATTTCTCCTTCTCCCTCC CTGCGGAGACACTGTGAGAG 166

Ai05B24373 Araip.B05 24373 p3 (AGA)5 15 120676408 120676422 CTTCGGATCTCATGTCGGAT AGCCCCTTCCATCTCCTCTA 278

Ai05B24374 Araip.B05 24374 p2 (AG)6 12 120676708 120676719 GTGAGGGGGTTTTTAGGGAA GCAGTAAGGGGCGTTTTACA 161

Ai05B24375 Araip.B05 24375 p2 (TA)6 12 120683659 120683670 AAAGTGTGGGGAGGTCACTG CAAAGGCAAGATGCAAAACA 225

Ai05B24376 Araip.B05 24376 p3 (AAG)5 15 120694402 120694416 GCAGAAAGAAACATCCAAACG CTCAGAGATTCAGCCCCTTG 201

Ai05B24382 Araip.B05 24382 p2 (AT)6 12 120732930 120732941 AGTTGTGGCCCAAAAATGAT CGAATGAAATCGGGTTTGTT 123

Ai05B24387 Araip.B05 24387 c (T)10catcatcatcatcttcttcttctgttttttcttattcatc(T)1262 120742167 120742228 TCTTCCTCTTCCTCCTTTTCA TGTGTTTCTTCTTCTTCTTTCTTTGA 187

Ai05B24390 Araip.B05 24390 p3 (TTA)6 18 120750812 120750829 CAGACCACTTTCTTCTCCGTG CCTCTCAATGGTTTTGCGAT 257

Ai05B24392 Araip.B05 24392 p2 (AG)7 14 120767728 120767741 ATGTGACGGTAACGACAACG ATCGCGTGCTATGTCTTTTT 139

Ai05B24393 Araip.B05 24393 p3 (TAG)5 15 120773821 120773835 TTGGTCAGTTCATAGCGCAG TCATTGTTCCCTAATGGGATTC 252

Ai05B24394 Araip.B05 24394 p2 (GA)6 12 120774985 120774996 TGGATGTTGTGGTCTATGGC AGTCACGAACACCTCCAACC 115

Ai05B24396 Araip.B05 24396 p3 (AAC)5 15 120788396 120788410 AAGGAAGGGAATGATGGCTT AGTTCCACGGGCTATGACAC 273

Ai05B24398 Araip.B05 24398 p2 (TA)9 18 120793562 120793579 ATAACCGCTCCAAAATGCTT GGATATGGGCGCTAAAGTCA 243

Ai05B24399 Araip.B05 24399 p2 (TA)9 18 120803241 120803258 GCGGTAGCTTTCTTAGCACG ACGTGCTCCAGGTTGAGACT 260

Ai05B24402 Araip.B05 24402 p2 (TA)8 16 120810515 120810530 ATGCCCATGGGTAGCATAGA GTAGCGGAATTACGAAACGC 197

Ai05B24404 Araip.B05 24404 p2 (TA)6 12 120814543 120814554 TGAGCTGGTCCATCACTCAG TATGCTATGGCATCCAGCAA 220

Ai05B24406 Araip.B05 24406 c (T)11caattattatattagatcaatttggttaaatttgataaataaaaagacttag(AT)777 120816448 120816524 CAATTTTCTAGTTGTGATTCAGATTT TCGTGTACATTCAAATACCATGC 248

Ai05B24407 Araip.B05 24407 c (T)11c(T)11 23 120816726 120816748 GCATGGTATTTGAATGTACACGA CCCACTGCGCTTTTCTAATG 269

Ai05B24417 Araip.B05 24417 p2 (CA)7 14 120856215 120856228 TGCATAGGATTTGGATCGATAG AAAATCAATGGGATGCCCTA 152
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Ai05B24424 Araip.B05 24424 c (ATT)6atg(ATT)5 36 120899803 120899838 GATCCTCATCTGTGGCGTTT GCAACAATACTGAAATTGCACC 265

Ai05B24426 Araip.B05 24426 p2 (AT)11 22 120906551 120906572 TCGTGTCGTAAAGCAAAGGTT ATGGCTAGCCGGCTTAAACT 253

Ai05B24427 Araip.B05 24427 p3 (AAC)5 15 120907628 120907642 GTCGCTTTTTCTGCCACTTC GAGGATAGTGAGCCAGGCAT 229

Ai05B24428 Araip.B05 24428 p3 (ATC)5 15 120909126 120909140 TGCCAACAATCATCCTCAAA GGTGGCTTCATTTTGGTGTT 240

Ai05B24429 Araip.B05 24429 p2 (GC)6 12 120915391 120915402 GAAGTTGGCACCAAGTAGGC ATTTCACCATCAACACGCAA 245

Ai05B24431 Araip.B05 24431 c (A)12gtagtcagctt(TA)635 120935809 120935843 TTGGCCATATCATTTCCTGA GCTTAATCTTTATTGTTACCCTGCAT 253

Ai05B24433 Araip.B05 24433 c (T)10ctgtttttcatgttctttacctttcttttcatgtgctgagtacattcttttcatctcttttctatttcttc(T)1192 120937080 120937171 TTTTGGTAACTTGTCCAAAGTTTTA GAAGAAGTCCAAGACTGTGACATAA 241

Ai05B24435 Araip.B05 24435 p5 (TACCC)5 25 120949268 120949292 CCATTTGGGTAGGGTAGGGT AAGAAAGGTTGTAGGTTCAATTCC 160

Ai05B24441 Araip.B05 24441 c (TAT)8tt(A)10 36 120975632 120975667 AATTTGGGGTACTGATGCAAA CATGCATAACGCGAAAGCTA 183

Ai05B24446 Araip.B05 24446 p2 (TA)8 16 120988564 120988579 GATTGGCGACTAGGAGCTTG AGAGATAGCAGGAGCACCCA 269

Ai05B24450 Araip.B05 24450 p3 (TAT)7 21 121011739 121011759 TTTATTGGGGTCGCTAGTGG AACACGGACCAAACGAACTC 129

Ai05B24451 Araip.B05 24451 p3 (TTA)10 30 121012022 121012051 CAACAAATTAGACACAATTTTTACACA TCTTTATCATCACCACCCAAA 192

Ai05B24453 Araip.B05 24453 p2 (CT)9 18 121028302 121028319 TTCCCCCTTCTTCTTCCAAT TTGCAACAATCCACAAGCAT 224

Ai05B24454 Araip.B05 24454 p4 (AAAT)5 20 121030962 121030981 GGGAAATTGTGGGAACAAAA AGCCATCCAGAATTCCCTTT 278

Ai05B24455 Araip.B05 24455 p2 (TA)6 12 121031541 121031552 TTGAATTTTCATGTTCCCTGC ATGAAATGCAATGCAAGCC 188

Ai05B24457 Araip.B05 24457 c (T)10cgaaaacaaaggaagaattttcgaaagatttttgaaaaa(T)1160 121041682 121041741 CAGGCTTCAACATGCTCCAT TCGAGTTTGGACAACTGACG 218

Ai05B24461 Araip.B05 24461 p2 (TA)11 22 121069906 121069927 GCCTTTGAAAAGGAAGGAGTG TCGGGATTATTTTGTCTGCG 197

Ai05B24463 Araip.B05 24463 p2 (AT)6 12 121089488 121089499 ACAACACGTGTCCGAATCCT GGTTTTGGGATGTGTCTTGG 223

Ai05B24464 Araip.B05 24464 p3 (TCT)6 18 121091364 121091381 CTTTCAAGCTTGCCAACTCC CAAACTCATTCACCTCATTTTGA 228

Ai05B24465 Araip.B05 24465 c (TCA)5(TCT)5 30 121091903 121091932 CAGCAAATTTGGGTGTAGCA CAAGAAGAAACTTGAGAAGATAAAACA 237

Ai05B24466 Araip.B05 24466 p4 (AAAG)5 20 121092088 121092107 ACAAAATTACTTGAAAGATGATGAAC GCAGCAGCAGAAGATGAAGA 236

Ai05B24472 Araip.B05 24472 c (TTA)5tattattattatattg(TTA)546 121098605 121098650 CATTGTTTACCTAACACTCCCC TCACAACATCATTCCTCATGATA 280

Ai05B24474 Araip.B05 24474 c (A)11caaataaaaaaacaaaataaatctatcaaagaaatcctaaatacactatacaatttaatctccactac(A)1190 121102904 121102993 AGTCTTACTCATCTTCAAGAATTTCA AGCAAAACGAAGTGGAGTTCA 251

Ai05B24478 Araip.B05 24478 p2 (TA)10 20 121112085 121112104 TGCCCGTACTTGTGTTCTTG ATGATTTGCATGCCCAATTT 232

Ai05B24480 Araip.B05 24480 c* (TA)12(TAT)5* 37 121119703 121119739 CCACAATGGTGAAGCACAAA AACACCCGCATTTGAATAAG 229

Ai05B24481 Araip.B05 24481 p2 (AT)9 18 121121648 121121665 GGGTTTCATCCCCAATTTCT TATGGATCCCACAAGCTTCC 155

Ai05B24486 Araip.B05 24486 p3 (AAC)5 15 121141713 121141727 TTTGGGTCACAAAATGTCTAACT TCGTTTGATTCATGTAGCCG 279

Ai05B24487 Araip.B05 24487 p3 (TTA)5 15 121146960 121146974 TCAGGAATACAATTTTACTGTGCAT TGCACTATTCGTAAGGCAAA 112

Ai05B24492 Araip.B05 24492 p2 (TA)6 12 121157162 121157173 CAAATTTCATTGATGCCGTG TCACTCTCCCCATGAGTTTTT 150

Ai05B24501 Araip.B05 24501 p2 (GA)6 12 121171155 121171166 AACGTATCCATCATTTGTCATAGAA GATGTCATTGACTCATTGTCGAA 258

Ai05B24504 Araip.B05 24504 p2 (CT)7 14 121203913 121203926 AGGACCTACCCTCCCTTCCT GAAAGAACAACGCTCTTGCC 155

Ai05B24510 Araip.B05 24510 p2 (CT)6 12 121218757 121218768 TGATCCAAGAGAGTGCATGG GAAGGGGAGAAATGGGACAC 175

Ai05B24512 Araip.B05 24512 p2 (AT)11 22 121225230 121225251 TTCAATGCAATTCATGATTCTTCT TCTCCTAGTCAAAATTGGAGGC 109

Ai05B24513 Araip.B05 24513 p2 (TC)9 18 121232031 121232048 CCGTAAACCCCTCCTTCTTC AGAAGCAGAATCGACAGGGA 265
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Ai05B24519 Araip.B05 24519 p2 (TA)7 14 121256952 121256965 TGACGAATACAAAAGTTGACAAAAA GAAAAAGTTTTGGGAGCCAAC 277

Ai05B24520 Araip.B05 24520 c (AAC)5(ATA)48 159 121260289 121260447 TCCAATAAACTATTCTTTCACGACTG TTTGTATTGATTTTACACCATCTCA 267

Ai05B24522 Araip.B05 24522 c (A)10taaaaataaaaccttttttatgaaagataagtgggagatcatttgttaaacgatttttttttaatttgt(A)1392 121308968 121309059 TGATATTCCACCAGCTACACTCA CAATTTTTCTATTTTTCTCCTTCTTT 276

Ai05B24524 Araip.B05 24524 p2 (TA)6 12 121309458 121309469 ACGGATTCGGATATGTCTGC TTCATGGCGAAGCTGGTTAT 177

Ai05B24526 Araip.B05 24526 p2 (TC)22 44 121331375 121331418 TTTTTGAAAGAAAACACACACACA GGACCAAAAATCTCTGAGCG 138

Ai05B24528 Araip.B05 24528 p3 (TGA)6 18 121334322 121334339 TGATGAGTATGTGCAGAGCCA TAGAACCACCGCAATGAACA 272

Ai05B24532 Araip.B05 24532 c (T)11cagaaaattgcaaac(A)1036 121349951 121349986 ATCCAATCCGAACTCAATGC CCGATTTTAAGCACCAAAACA 252

Ai05B24535 Araip.B05 24535 p2 (TA)8 16 121365402 121365417 CCATGGGTTTCACCTTTCAT CATGAAACCCCAAAAAGGAG 239

Ai05B24536 Araip.B05 24536 c (A)10tctttcaaaaatttctcctttgttttcg(A)1149 121368318 121368366 TTTGGACAACTGACGGTTCA CCAAAATTTTTAATATGAATTCCAGG 261

Ai05B24537 Araip.B05 24537 p3 (GAA)10 30 121381258 121381287 TGCAAAAGTGCAATACCCAA CTTGCGACGCAGATAATGAA 220

Ai05B24538 Araip.B05 24538 p3 (GAA)7 21 121381503 121381523 GAAATGGGGAAGAGGAAAGG CTTGCGACGCAGATAATGAA 110

Ai05B24545 Araip.B05 24545 c (CT)22ttctctctatctatctc(TCTA)21145 121414909 121415053 TGGAAAATATTGATAAAACCCCC CAAAGCAGCTCAAAGGGATT 267

Ai05B24547 Araip.B05 24547 p3 (GCT)5 15 121419314 121419328 GCCAACCACCACTCTGAAGT GCAGTTCCAGATCCTCTTGC 264

Ai05B24550 Araip.B05 24550 p2 (CT)6 12 121426998 121427009 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 232

Ai05B24553 Araip.B05 24553 p5 (AATAA)5 25 121497475 121497499 AAGAAAATTGATATGGATTGCGA AATTGATTTTCGAATTCTGTCTTT 279

Ai05B24556 Araip.B05 24556 p2 (TA)10 20 121506089 121506108 TATTGGCGTCTAGCCTTTGC TGTCCATCGAATAAATGATTAAGAA 279

Ai05B24557 Araip.B05 24557 p3 (ATA)5 15 121510825 121510839 TGATCAGCATTCCAAGCAAG TCATGATTTTGCCCAATGAA 230

Ai05B24558 Araip.B05 24558 p4 (TATT)5 20 121527547 121527566 CTGGATGCTAACCGGGTAAA TGCAATCCAATGCTGATTTG 214

Ai05B24559 Araip.B05 24559 p2 (TA)6 12 121530904 121530915 TTTCAAGGTTGTAATGGGGC GGGACAAAATTATCCCGATTC 261

Ai05B24560 Araip.B05 24560 p3 (TTA)8 24 121531129 121531152 CACATGCATTGATCTTTGAACTT AAAAATCTTTGTGCATTGATAAGC 263

Ai05B24569 Araip.B05 24569 c (TTA)5tttttttgatgcacatggtaattcaattgtcttgatttctcatgagcattcttcccaa(T)1285 121603033 121603117 TTGTCCCATGTGCATTGATT TTTTATGGGAACATGGGATGA 232

Ai05B24571 Araip.B05 24571 p4 (TTTA)5 20 121624908 121624927 GCAGCATTGTAGCAGCATGT TAGAACCATGGGGTATGGGA 149

Ai05B24572 Araip.B05 24572 p4 (TATT)6 24 121625356 121625379 GGACAAGAAAATGGTGGCAT GAAGTGGGGCTTCAAACAAA 147

Ai05B24581 Araip.B05 24581 p2 (CT)6 12 121652334 121652345 CGCCAATTTCCACTTCTCAT GCCTTCAGATGTAAAGCAACAA 261

Ai05B24582 Araip.B05 24582 p2 (TA)6 12 121659732 121659743 TGCTTTTTCTCCCATCTCAA ATGGGTTTATCAACCTCCCC 278

Ai05B24583 Araip.B05 24583 p2 (CT)6 12 121660613 121660624 CGCCAATTTCCACTTCTCAT TTTGCTGGAATAAGAATGCC 278

Ai05B24587 Araip.B05 24587 c (AT)9(GT)14a(TG)863 121700215 121700277 AGGTGTCAATTGTGTTTTGGG ACCGTAAAAAGAAAAGCGCA 247

Ai05B24592 Araip.B05 24592 c (T)10atagaaatttgaacgttcaattaaagagtaccttgaatgtttgaatatataaaattttggttgttctgtg(T)1090 121723195 121723284 TCCAAAAGTTTCAAGCTCCG TTCAAACCATTTAATGAACCTCC 277

Ai05B24596 Araip.B05 24596 p2 (GT)6 12 121731254 121731265 TGTGTAATGCGAATAAGGTTGA ATTCGCCAAACCAAAATCTG 170

Ai05B24598 Araip.B05 24598 p2 (AT)6 12 121741505 121741516 TCCACTTAGCTTCAATGCCA CACGCATATATGGCGGATAC 237

Ai05B24599 Araip.B05 24599 c (A)10taaaaacaaaagatttttttaatacttaaaattttttttaaaaaatctatccaactggaaaataatttttgtctggtaaa(T)11101 121744818 121744918 TGGGATGCTCCATGAAGTAAA AAGGTCAGTTTGAATTGGTTTTT 278

Ai05B24604 Araip.B05 24604 p3 (GAA)5 15 121765309 121765323 CAATCCAAACCTCATCAGCA TTCTCTGCTCGCATTCTTCA 195

Ai05B24612 Araip.B05 24612 p2 (GA)10 20 121778834 121778853 CCTTCAAGTTGCGATGGTTT ACCCACGGACACTCACTCTC 269

Ai05B24614 Araip.B05 24614 p2 (AG)17 34 121788671 121788704 TATTCCATGCTCTGAGCCAA TTGGCAAATGCTTACTTCCC 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B24617 Araip.B05 24617 p2 (TA)9 18 121815871 121815888 TCAGTGAGGGTTCAATAGCTCA AATGGTGGAATCTCATGCAA 276

Ai05B24618 Araip.B05 24618 p2 (TA)22 44 121827304 121827347 GCTCAACGTTTGGGGTTCTA CCTAATTCAGCCTGCGAAAC 264

Ai05B24619 Araip.B05 24619 p2 (TA)6 12 121829619 121829630 TGTATGTCACGTTTGTATGTGTATCT CCATCCAACCCTTCAACAAC 279

Ai05B24620 Araip.B05 24620 p2 (AT)6 12 121833608 121833619 AGCCAAATTAGTTTACTCGTTTTTA TTTTTGATGAAGAGAAGATGACCA 273

Ai05B24623 Araip.B05 24623 p2 (AG)6 12 121841776 121841787 ATAGGTGAGGGGTTTTTGGG TAACGCCAGGAATAGGCAAG 241

Ai05B24626 Araip.B05 24626 p3 (AGA)6 18 121853182 121853199 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai05B24628 Araip.B05 24628 p4 (TTTA)6 24 121868143 121868166 CCATGATGGAGAAAGGGAGA CGAAAACCCTCACCGATTT 114

Ai05B24632 Araip.B05 24632 p3 (CTT)6 18 121905911 121905928 CTCATTTTTGGGGTGAGTCG AAACTGAAGAGGCGGAGTGA 231

Ai05B24633 Araip.B05 24633 p2 (TA)7 14 121908071 121908084 GAGGGTGCCAAAAATACGAA CGTGCTGGAGACTTCTGGAT 271

Ai05B24634 Araip.B05 24634 p2 (GA)6 12 121910989 121911000 CAATACGGTGAATGCGTGAC GGCCCAACCAAATTAAACCT 201

Ai05B24635 Araip.B05 24635 p2 (AT)6 12 121913665 121913676 TCAAGCTCCGAACTCATCCT TCATATGCAGGTCAAGGCAA 256

Ai05B24636 Araip.B05 24636 c (AAG)5aggaagatgaagaaaaacgtgcagcaagaagaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)7101 121916064 121916164 AACGTGCATCAAGGAGAAGAA GAAATTCTCCACATACAAGCGTT 243

Ai05B24637 Araip.B05 24637 p3 (ATA)9 27 121922700 121922726 AATCGTGCATTATTCATGAGC GCTGGTAACATGGAGTTTAACAAA 221

Ai05B24638 Araip.B05 24638 p2 (TC)7 14 121922914 121922927 GAAAAAGCAGCTGGAAATGAA TCCCCCTCTAATTTTGGACC 174

Ai05B24645 Araip.B05 24645 p2 (CT)6 12 121951504 121951515 TCCGTTTACGACCCCTAATG TTTGGAACGATACTGAGCGA 260

Ai05B24648 Araip.B05 24648 p2 (GA)8 16 121960930 121960945 GAGGCAGCTCTGGCAAATAG AATTGAAATCACGCGTCCTC 254

Ai05B24651 Araip.B05 24651 p2 (CT)8 16 121983537 121983552 TCTCAAAAACTAATAATTTCACACTCC AAAATTGTACCACGCGATCTCT 278

Ai05B24653 Araip.B05 24653 p3 (CAC)5 15 121985668 121985682 ACCAACCTCACCCTTTCCTC GTTGCACCGCAAACACCTAT 147

Ai05B24655 Araip.B05 24655 p3 (CAA)5 15 121987281 121987295 CAAAACACTCTCCCCCTTCA GGAAGGGGAAATTCGAAGAG 148

Ai05B24661 Araip.B05 24661 p4 (TATT)5 20 122010985 122011004 CGGGTACAGGCACCACTACT CCAACTACAATCGACCCAAGA 157

Ai05B24663 Araip.B05 24663 p3 (TTA)6 18 122014357 122014374 GGTCGAACCAGTGAACCATT TCAACCTCAAATATCAATTCAGACA 186

Ai05B24666 Araip.B05 24666 p2 (AG)6 12 122027703 122027714 GAGGGTTCGAATTTGGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 265

Ai05B24667 Araip.B05 24667 p2 (AT)9 18 122028294 122028311 CAAATTTTTGAATTTGATGAGAAGAA GCATTGCATCATTTGCATGT 103

Ai05B24668 Araip.B05 24668 p2 (TA)9 18 122050599 122050616 GGAAGCGTGACATTCTGACA TGTCCGATCTATCTGATCTCCT 265

Ai05B24672 Araip.B05 24672 p3 (TTG)5 15 122064880 122064894 GGAGTCAAAATCAGAGGCCA ATTTCTGGCACCTGATCACC 259

Ai05B24674 Araip.B05 24674 p3 (CTT)7 21 122075259 122075279 GCACCCACTCCTGATCCTAA AAACTTCTTTAAGCAAACCAACC 194

Ai05B24675 Araip.B05 24675 p3 (TGA)6 18 122075450 122075467 CCACCACCAGCTTCTTCTTC GAACCCACCACCACCATTAC 255

Ai05B24678 Araip.B05 24678 p4 (AACA)5 20 122090058 122090077 TCAACACCCATGCAAGAAAA CTTCTGGTGGTCCCACATCT 269

Ai05B24684 Araip.B05 24684 p2 (AG)7 14 122134260 122134273 CAGAAGAGTGACGCAGAGGC ACACTCGCAAACTCACCCTC 167

Ai05B24687 Araip.B05 24687 c (AAC)5(AAT)5 30 122136476 122136505 GCCAAGTTATGGTCTCTTCTCC GTTGCACCCACTCTTGATCC 250

Ai05B24688 Araip.B05 24688 c (A)13caaaacaaaac(A)1034 122138916 122138949 CACTGATTCCCACAACATCG ATGAGGAGTGAAGAGAGCGG 191

Ai05B24689 Araip.B05 24689 p3 (TTA)5 15 122139073 122139087 CCGCTCTCTTCACTCCTCAT AGTCCCTGTCACCAAAATCG 225

Ai05B24690 Araip.B05 24690 p2 (TA)7 14 122144461 122144474 TCACTAGTTGTTTGCATGCTGAT CACTTCCTCGAAGCCTTCCT 181

Ai05B24693 Araip.B05 24693 p2 (TC)15 30 122153436 122153465 GCAGCACCTAAACCACCACT AGCGTCGCCAAAATTGAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B24694 Araip.B05 24694 p3 (GAA)5 15 122153847 122153861 GGAGGAGATGACGAAAATGC TGGTTCCTCCTTTTGCTGTC 236

Ai05B24697 Araip.B05 24697 p2 (CT)7 14 122155609 122155622 GTTGAAGCCTCATGGCATTT TGTTCCTTGTTGAGTGCTGC 229

Ai05B24698 Araip.B05 24698 p2 (TA)6 12 122156044 122156055 AATTGATTTGGGTGGAGCAC GTTGTTGGCCTGATACGGTT 188

Ai05B24699 Araip.B05 24699 p3 (TTG)7 21 122158146 122158166 GATGGACAAGGGGTGAAAGA CTAGACTCCCATCCATCCGA 205

Ai05B24702 Araip.B05 24702 p3 (TTG)5 15 122162146 122162160 CATAGCAGGTAGCAGCACCA GGGCAATTAGAATTCTGGCA 238

Ai05B24704 Araip.B05 24704 p2 (TA)9 18 122163342 122163359 AGGGTGTCAGCATTTGCTCT TGGGGAAGCAATAAAACAGC 260

Ai05B24706 Araip.B05 24706 p3 (TCT)5 15 122169488 122169502 AAGGGGATGTGCCATTGATA AGCTGAGCATCACTTTCGAG 272

Ai05B24711 Araip.B05 24711 p2 (AG)7 14 122191987 122192000 GCGACATTGACTTGCTGTGT TCATGCCTCTATCCTCCGAC 234

Ai05B24713 Araip.B05 24713 p2 (TA)7 14 122208598 122208611 AGACGGTTTCTGCGCTTTT TCATGTTTATGTTTGTTGCGG 215

Ai05B24716 Araip.B05 24716 p2 (TC)7 14 122215576 122215589 ATCATCTCCACCACCACCAT AGGATGATGATGAAGTGGGC 225

Ai05B24719 Araip.B05 24719 p2 (TA)6 12 122227197 122227208 TCAAAAATAATAAAAGGACAAGAAAGA GATATCCAGATCCCCGGC 213

Ai05B24720 Araip.B05 24720 p2 (AT)7 14 122228549 122228562 CTGAACGGTGAGGAGAGGAG GAGACCCGTTTAATCCCCAT 238

Ai05B24721 Araip.B05 24721 p4 (TAAA)5 20 122229092 122229111 GCGCCACTCTGTCTACAACA GAGCCCCTATGATCCTCCTC 278

Ai05B24723 Araip.B05 24723 p2 (TA)6 12 122246209 122246220 TGATTGTTAGGCTGAGTTAGAAAA AAGTTGGGTTTAACTTCCGATT 181

Ai05B24727 Araip.B05 24727 p3 (CAT)6 18 122266655 122266672 TCATGTTTCCATAAGCTTTCCA AATCAAAACTGGTTGTGGGC 239

Ai05B24739 Araip.B05 24739 p3 (TTC)5 15 122344471 122344485 TCGTACGGACCCTCATTTTC TGGTTTCGCAGTGAGTTGAG 173

Ai05B24743 Araip.B05 24743 p2 (TA)10 20 122386326 122386345 GCTGATTTTTCTTGGAAGCG CGACCTGCAAAGTAAAGGCT 200

Ai05B24744 Araip.B05 24744 p2 (TA)8 16 122386535 122386550 AGCCAGCCTTTACTTTGCAG TAAAACAGAAGTGGTGGGGC 246

Ai05B24745 Araip.B05 24745 p2 (AC)12 24 122386844 122386867 GGCACCCCTTACAAGAATCA GAATTTTTAGCTGACCATTGGG 239

Ai05B24751 Araip.B05 24751 c (AT)7tatttttaaaaggatatagaaaaatagtaaaaagaggagaaaaaaatacataaaaaaat(A)1083 122405201 122405283 AAGACAATGATGCTGATTTTGC TATGGACGTTGGAAATGGGT 273

Ai05B24753 Araip.B05 24753 p2 (AG)14 28 122408267 122408294 GCCAAAAACGCAAATCAGTT CGAGACAAATGCATGACCAC 217

Ai05B24757 Araip.B05 24757 c (TA)7a(AT)7 29 122418851 122418879 GAAGCAATTTCCAGTTTGGC GATGGCGATGGTTTTATTGG 146

Ai05B24766 Araip.B05 24766 p3 (CCG)5 15 122453948 122453962 CATTCCCACGAGCTTTCAAT GACGTAAGGGGTGACGAAGA 114

Ai05B24768 Araip.B05 24768 p2 (TC)7 14 122456417 122456430 CACAGGCAGCAAAGATTTCA TTGGGTCATGTCTGCTTCAG 178

Ai05B24769 Araip.B05 24769 p2 (TA)9 18 122458165 122458182 TGCTTATTTATTGATTTTAATATGACG CAGTTTCAGTTTTTCCCAAATCA 240

Ai05B24771 Araip.B05 24771 c (A)10taaagtacaaatcggagggtccgatttgtttgataaaaaaaaattacaaatcgcatggtccgttttgtatttttta(T)1096 122465071 122465166 TGTTTTATTCAAATCGGACGG GTGTGAACAAATCGGTCCCT 268

Ai05B24774 Araip.B05 24774 p2 (AG)8 16 122466738 122466753 GCAAAGGAAATTCGGTGAAA TCCTGTGTGGTGTTAATACGCT 251

Ai05B24775 Araip.B05 24775 p2 (TA)6 12 122467419 122467430 ACAGGTCAAGGTGGGAGACA CGCCCCAACTATGGTTAAGA 260

Ai05B24778 Araip.B05 24778 p2 (AG)6 12 122479888 122479899 CTGGAGAATGGGGAAAATCA GAATCCATAAACCAATTTGGGA 239

Ai05B24780 Araip.B05 24780 p3 (CCA)5 15 122483215 122483229 AACCTCCATAACCACCACCA GAGGAAGGAGAAGGGGAAGA 106

Ai05B24781 Araip.B05 24781 p4 (AAAT)6 24 122492974 122492997 CCTTTTCAAAATCTTCCAACCA CCATGATGGAGAAAGGGAGA 167

Ai05B24782 Araip.B05 24782 p2 (TA)6 12 122512064 122512075 TCTCTTGACAAAAGGAGAACACAC CCTCTAATTGACGGATGGTTC 164

Ai05B24786 Araip.B05 24786 p3 (GAA)5 15 122533409 122533423 GTTGTTGGTGTTGTTGCAGG AGTGCCCAGTGGCAAATAAC 223

Ai05B24791 Araip.B05 24791 p3 (TCA)5 15 122555966 122555980 GCAAAACAACCTCTTGGCTC ATATGGGGAAGCACACCAAG 121



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B24792 Araip.B05 24792 p3 (ATC)5 15 122570890 122570904 ATGGATCAAAAACCAGCGTC CTGATGGTTGCAATAATGTGAA 211

Ai05B24794 Araip.B05 24794 p2 (CT)6 12 122589377 122589388 GGCAGCAGGGTCTCAAGTAG TGGGAGAGAGGAAGTGTTGC 263

Ai05B24795 Araip.B05 24795 p2 (TG)22 44 122600179 122600222 GATATGGGCGCAGAAGTCAC GCAATACCGCTCCCAAAATA 271

Ai05B24796 Araip.B05 24796 p3 (TTA)7 21 122604141 122604161 GAGCAGGAAATCCAAAGCAC TGCTCTAAACTTGAACTACTAACAACA 177

Ai05B24808 Araip.B05 24808 p2 (AC)8 16 122637494 122637509 GGCGTATCTGGCATTTGTTT GGCTTGTGTCCAGTTTGGTT 264

Ai05B24810 Araip.B05 24810 c (A)11gttctttaatattttatgcaag(A)1043 122639970 122640012 TTTGTCTCAAGCACAAACGG CTTCCAGACCCAACCTGAAA 274

Ai05B24814 Araip.B05 24814 c (A)11tatatctaagatttgtattaagatacacataaatatatattcattactatccatttgtgagaaaaagatagag(A)1094 122652641 122652734 TCCTTTGTTTCTGTCATTCCA TCGAGGACAAACTTTAAACTCACA 242

Ai05B24817 Araip.B05 24817 c (T)10gtatttttttaaatattattcactaatggataataaaagtgtgggttttg(TA)876 122661904 122661979 GCGAATATTACCGATGGTCG CATGTATTCAAATAGACGGTTAAAGG 243

Ai05B24818 Araip.B05 24818 p3 (TAA)6 18 122676492 122676509 ATTTATGCATGGGCACAGGT TCCTGTCTCGATTTACATGCC 221

Ai05B24827 Araip.B05 24827 c (A)10ttgaaagaatttatttccttctt(A)1043 122721559 122721601 AAAATTTGATGAAACTATAGAGACCAA TAATTTTTGGAGCGATGGAA 276

Ai05B24830 Araip.B05 24830 c (A)10gaacaacattggaaacgacgtagttttgtgtttatt(A)1359 122744291 122744349 GGAATTTTCTGTTCGTCGGA TTGTGGAAAGCTTGCTTGTG 204

Ai05B24831 Araip.B05 24831 c (GAA)5caacaacaacagtgaagaagagaattggtgaagataaggattag(T)1069 122745159 122745227 TGGTTGGTTTTGATGATGTTG CCATCTTTGCTACCGGAAAA 211

Ai05B24832 Araip.B05 24832 c (A)11ctaatccttatcttcaccaattctcttctttactgttg(TTC)564 122746469 122746532 CCTCAAATTCGTCCCTGAAA TTGATGATGATGTTGTTGTTGC 259

Ai05B24835 Araip.B05 24835 p2 (TA)7 14 122751696 122751709 TTTTTAAATTAGACCAGACAAATCAA TCTCTGTCGTCATAGGGTTAGGA 187

Ai05B24836 Araip.B05 24836 c (A)10cg(A)15 27 122752126 122752152 TCGTGTGCGGCTTAATGATA CCGCTACTCTGTCTTGCTGT 265

Ai05B24845 Araip.B05 24845 p2 (TA)8 16 122789594 122789609 TTTTTGTTGAAATAACCTTTTCACAT CGGCCCAATCACAACTTATT 241

Ai05B24847 Araip.B05 24847 p2 (TG)9 18 122790932 122790949 ATTCTTGGACGGTTCCCTCT CTGATGGGTCTGCTTCCAAT 206

Ai05B24849 Araip.B05 24849 p2 (AT)8 16 122795480 122795495 AAAGCGCAACACTCAGGAAT AGCTTCGCAGGCTGAGTTAG 135

Ai05B24851 Araip.B05 24851 p2 (TA)6 12 122809553 122809564 GGGAAGTGGGGTTAGGGTTA TCCCCGTATTCCTCACAATC 135

Ai05B24852 Araip.B05 24852 c (T)10gttacccttgccttttggttttaagggatatttggcttttttctcttgccttttggttttaagagctttggctttttctgcttgctttctc(T)11112 122840308 122840419 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 190

Ai05B24857 Araip.B05 24857 c (AAT)44agttatttgatgtatgtatc(AAT)24224 122866675 122866898 TGGTGTGGGATTAGGACCTC GACTCCTAGCATATTACGTTCTTTCA 278

Ai05B24859 Araip.B05 24859 p3 (CTT)5 15 122872741 122872755 TTCTTCTCCCTCCTCCTCATC CCTCTTCCAAGTAATTTTGTAGCA 188

Ai05B24860 Araip.B05 24860 p3 (TCT)7 21 122873112 122873132 CTTCGTCTTCATCCTCCTCC TTCCAAGTAATTTTGCAGCAC 214

Ai05B24861 Araip.B05 24861 p2 (AG)6 12 122874066 122874077 GAAGGGAAAAACGAAGGAGG ACGGTGACAACTCCTCTGCT 170

Ai05B24862 Araip.B05 24862 p3 (AAC)5 15 122879859 122879873 TCACATCCTATGATATAGCCCAAA CGTTTGATCCATGTAGCCG 271

Ai05B24864 Araip.B05 24864 p5 (TTATT)5 25 122892729 122892753 CAAATTTATTTTTCTCTTGGTTTTCA GGGATTAGCATATGACCCCA 219

Ai05B24865 Araip.B05 24865 p3 (GAA)6 18 122902848 122902865 TTGTCTTCCCCTTCCCTTTT AAACACACCTCCCTCCTCCT 186

Ai05B24866 Araip.B05 24866 p2 (AG)6 12 122905165 122905176 GCTATTGCAGGGTTCTCAGG TTGATTTTCAAATTTGTTTCAACT 215

Ai05B24868 Araip.B05 24868 p4 (TTTA)5 20 122909351 122909370 CTTGAAGGCAATGTTGAGCA CTTACTGGCGTTTTCTTGCC 273

Ai05B24869 Araip.B05 24869 p2 (AG)6 12 122916942 122916953 GGACGTTGGCTTTGTGAAGT CAGGAACAAGGAAAAAGGCA 199

Ai05B24871 Araip.B05 24871 p2 (TA)6 12 122923480 122923491 GCATACGATAATTTGGATTAATTGG GGGTTGTGTGTTCATTGGCT 257

Ai05B24874 Araip.B05 24874 p2 (TC)21 42 122939650 122939691 ACAGGTTAGCCGTCATGGTC GGTCGAATATTGCATGGGAC 258

Ai05B24880 Araip.B05 24880 p2 (TC)6 12 122952776 122952787 TCAAGTTTTACCAGGCCCAC CGATGAGAGAGAAACGGAGG 254

Ai05B24891 Araip.B05 24891 p3 (TTC)5 15 122980840 122980854 AACATGCGAGGGTTAAATGC AGAAAGAGGAAAAAGGGGCA 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B24892 Araip.B05 24892 p2 (AT)6 12 122992422 122992433 CTGACCTGAAGAGGTCGGTC GTGGGACCCATATAATCCCC 225

Ai05B24893 Araip.B05 24893 p2 (AG)6 12 122992739 122992750 TGAAATTTTTGCCACCCCTA CGATGAAGGTGAAGATCATGC 179

Ai05B24896 Araip.B05 24896 p2 (CT)8 16 123001242 123001257 CGCTGTTGAGTCGGTACAAA ATAATGCGTCGTTGCACAAA 184

Ai05B24900 Araip.B05 24900 c (TC)6(T)11c(T)12 36 123013116 123013151 TATTACCATCCTGCCTTCGG GCATCCCAAATAATCATCCG 280

Ai05B24901 Araip.B05 24901 p2 (TA)9 18 123013630 123013647 CGTTGGGTTAATTGTCTTGTCA CGAACCCGCAACTTCTTAAA 238

Ai05B24908 Araip.B05 24908 p3 (AAC)8 24 123039913 123039936 CCTCACTGGCAACAACTTGA CGTTTGATTCATGTAGCCGA 224

Ai05B24909 Araip.B05 24909 p2 (CA)6 12 123044135 123044146 TGGCCAAACGGATTAAAAAC TAGCTCGAGATATGGCGGAT 200

Ai05B24911 Araip.B05 24911 p3 (TAA)5 15 123058267 123058281 CTTGGTGCCCCATTGATACT ACTCCTGGCCCCAATAAATC 278

Ai05B24913 Araip.B05 24913 p2 (AC)7 14 123062263 123062276 GTGCCTCCTAATCCCCAGAT AGCCACAAGATTCCAACACC 250

Ai05B24920 Araip.B05 24920 p3 (TAA)7 21 123090934 123090954 TTTCACTTTGAATCACACTATGTCAC TGTATGGAATTTTAGAATTGTGGTG 217

Ai05B24921 Araip.B05 24921 p2 (AT)6 12 123091100 123091111 TCACCACAATTCTAAAATTCCA GGTCAACCTAAATTCCGCAG 170

Ai05B24923 Araip.B05 24923 p3 (AAT)18 54 123096288 123096341 TCCAAAGCTCAAGTGTTCCA CCACTCCTGACCCCAATAAA 236

Ai05B24924 Araip.B05 24924 p2 (CT)16 32 123109666 123109697 AGAAAGAAGAGGGAGGCGAC ACCGGATCTGATGCCTAATG 197

Ai05B24929 Araip.B05 24929 c (ATA)8(ATG)6 42 123117708 123117749 GGTGCCAGATCCCTAACTTG CACCCTCTTCCTCCTTCTTCT 275

Ai05B24931 Araip.B05 24931 p2 (GA)6 12 123130580 123130591 AACTCACCGGTGGTGAAGAG TTGGGAGTTAACAGGGCAAC 227

Ai05B24934 Araip.B05 24934 p2 (TA)8 16 123136540 123136555 ATTTCACCCTTTGGGTTTCC AACTCGAAAAGCGCAACACT 195

Ai05B24935 Araip.B05 24935 p2 (TC)8 16 123141448 123141463 TCCCATCAATCACCTCAACA TAGCCATATCATAGCCCCCA 268

Ai05B24936 Araip.B05 24936 p2 (CT)11 22 123146972 123146993 GCTGACAAGAACGATGGTGA CGTTCAGCTTGCCGTCAT 280

Ai05B24938 Araip.B05 24938 p2 (AT)23 46 123148993 123149038 TGAAGCTTTGATTGTGTGATTG TCATGGAACTGACCTAGACTCAA 269

Ai05B24939 Araip.B05 24939 p2 (GA)6 12 123150202 123150213 GCGACGGCAAAAAGAAGTAG GCATGATCCAATATTTGGGG 231

Ai05B24945 Araip.B05 24945 p3 (TTC)5 15 123165397 123165411 ACAGAAGGAGATCGAAGGCA AAGAAGTTGGGCCTAACACG 120

Ai05B24967 Araip.B05 24967 c (AG)7atgaaaatgaaatgagagctaaggaaggtgatacttacccatgtgatgatgctggtttatatagaaatctcc(A)1197 123181290 123181386 GGTTGTGCTGATCGATATTTTT ACCGGTCAGCAAAGCTTAAA 249

Ai05B24970 Araip.B05 24970 p3 (TTC)5 15 123236187 123236201 CTCCCAAACCCAACCCTAAT TGCCATTGATGGTTATGGAA 254

Ai05B24977 Araip.B05 24977 p2 (CA)6 12 123255653 123255664 ATCTACCGCAAGTTATCGGC TAAGAAGGGTCCCCAAATCC 245

Ai05B24978 Araip.B05 24978 p2 (GT)6 12 123256590 123256601 CCTGATGCGGTTTATGTGTG TACTTCTCCACATTTGGCCC 215

Ai05B24979 Araip.B05 24979 p2 (AC)6 12 123260831 123260842 ACACACACGCACACACACAC CGCAAATGCATTGTTTCACT 209

Ai05B24982 Araip.B05 24982 p3 (ATC)6 18 123263899 123263916 TATCGTTGTCATTACCGCCA TCTTTCAAAAATGTGTGCCG 197

Ai05B24983 Araip.B05 24983 p3 (ATG)10 30 123266186 123266215 TTGCCATACATCATGACCAAA AAAGATGGCAAGATCCAGTGA 233

Ai05B24984 Araip.B05 24984 c (T)10aagttggattgtttacttatattatgcttttgtcttaagtatttttttaactctaacttatactccttttttc(T)1295 123267879 123267973 TGCGGCTTAGTTAATTTTGTCA TGAAATGGAAAGGAAAACCTTC 254

Ai05B24985 Araip.B05 24985 p3 (TTA)6 18 123276281 123276298 TGAACCAAAGCACTTTTATTATTTT TAAACCAGCGGTGTTAGCCT 221

Ai05B24987 Araip.B05 24987 p2 (TG)6 12 123278523 123278534 TGCCCAAGTCACGTACACAT AACGCTAAGCAGTTGGATCG 245

Ai05B24991 Araip.B05 24991 p2 (GA)7 14 123299490 123299503 TCTCACATCGATTGCTGACC TTTTGGGTGAGCTCTATGGC 111

Ai05B25002 Araip.B05 25002 p2 (AC)7 14 123346039 123346052 TGCAGCCTACATCCAGTCTC CTTCTCCCTCCCTGTTTTCC 256

Ai05B25003 Araip.B05 25003 p2 (AG)6 12 123346202 123346213 GGAAGCCTGAGCAGAGAGAA ATCCGAACGACAACAGGAAC 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25008 Araip.B05 25008 p2 (GA)8 16 123369189 123369204 GGGGAGAAAGAGAAGAGGGA TTTTCCTCTTTCCCCTGTTG 278

Ai05B25009 Araip.B05 25009 c (GA)7ggggaggagagagaagaaggaagggggaaggagagggagaggggaa(AG)774 123369404 123369477 CAACAGGGGAAAGAGGAAAA CTCTCTCTCACCCCCTTCCT 269

Ai05B25010 Araip.B05 25010 c (AG)6tgatgggaagggagatg(GA)9tgg(GA)1070 123369608 123369677 AAGGGGGTGAGAGAGAGAGG AAAACCAGTTTTTATGGTTCAGTTT 279

Ai05B25013 Araip.B05 25013 c (A)14caaaaaaaaaggatatttagtgaatctttggtgtatagtaatttttttgtgaatattaaagaaatgcataagatgttca(T)10103 123382169 123382271 TGGAAAATTGTTATCTGAGTCGAA AAAGGCATGATTCAATTTTGTTT 194

Ai05B25020 Araip.B05 25020 p2 (AT)19 38 123398371 123398408 TCGGTTATACAGCCAACTCG TCGCAAGATGTGATCGGATA 196

Ai05B25022 Araip.B05 25022 p2 (CT)6 12 123406051 123406062 TTTTGTTTGTTTCTCAACTTTTTCA ATGAGATGGGGGAGGGATAA 229

Ai05B25023 Araip.B05 25023 p3 (ATT)5 15 123406385 123406399 GTCTCCCCCTCTTCTTCCAC ACGTTCGACGTAGGTTGTCA 185

Ai05B25025 Araip.B05 25025 p2 (CT)8 16 123417944 123417959 AGGTGCGACATTTAGGATCG CTTCCGGAGAAGAGAGGGAT 241

Ai05B25027 Araip.B05 25027 p5 (GGGTA)5 25 123426933 123426957 TGAACCCACAACCTCCCTTA CCCTACCCGCATCCTAAAAT 228

Ai05B25028 Araip.B05 25028 p3 (GAT)6 18 123447778 123447795 CCTTGTCTGCCAATCATGC GAATCACAAAATGACTGTCCCA 111

Ai05B25030 Araip.B05 25030 c (T)10cttcaagtacaaattagtcctaggtcaaaattttcgaggatcaaattatcactttattctaatatatttttaacacaactctatcatc(T)10108 123465003 123465110 TGCACTATCCATTGACGGAA TCTTCTTCCCTCAGCTCCCT 271

Ai05B25031 Araip.B05 25031 p3 (TAT)8 24 123466425 123466448 CCTAAAGCTGCAAGCTCGTT GTGGTGAATCCTTGCCATCT 240

Ai05B25032 Araip.B05 25032 p6 (CTTCAT)5 30 123466738 123466767 AGATGGCAAGGATTCACCAC ACAAGCAGATGGAGGACACC 256

Ai05B25033 Araip.B05 25033 c (T)31cattttttagcttttttagcctttaattttgtctatttaattcttcttttactttatgaatctcacatgc(T)11112 123468231 123468342 CCGTAGCCTAAGGCATCATT TGAAATTTAAAACAGAGGCTGACA 272

Ai05B25035 Araip.B05 25035 p2 (TA)9 18 123469549 123469566 TGGTGGAGAAAGGTGAACTTG GAGGAACCACGGTAGAAGCA 268

Ai05B25040 Araip.B05 25040 p3 (CTC)9 27 123493306 123493332 GATCATACACGCAGGGCTTT ACAGCAACAACAGCAGCAAC 155

Ai05B25041 Araip.B05 25041 p3 (AAG)5 15 123494187 123494201 GGAAAAACAAGAAGGAGAAGACG TTGGTCTCGTTGTTCTGCAC 189

Ai05B25044 Araip.B05 25044 p3 (TAA)5 15 123512971 123512985 GGACTTGTGTGTCCCTTTCG TGGGGATCCCAAGTACAGTC 248

Ai05B25045 Araip.B05 25045 p3 (GAT)6 18 123513714 123513731 TCGAGTTCTGTGGCTTCTCA TGGCTGAAATCTTAGGTGGC 276

Ai05B25047 Araip.B05 25047 c (A)14tttatctttaagaacctcaaaattacaaatcaaatttgtagggaccaggaaaaattg(A)1283 123515593 123515675 GGTGATTCATTCTGGCGTCT CAATAAAAATAGGGAGGGAAGG 273

Ai05B25048 Araip.B05 25048 c (A)14tttatctttaagaacctcaaaattacaaatcaaatttgtagggaccaggaaaaattg(A)1283 123518429 123518511 GGTGATTCATTCTGGCGTCT CAATAAAAATAGGGAGGGAAGG 273

Ai05B25053 Araip.B05 25053 p2 (CT)6 12 123528977 123528988 TGAACATTGAACTTGGAATGAAG TTTCTGACCCAGTTTTTGGC 217

Ai05B25057 Araip.B05 25057 p3 (ATT)5 15 123542295 123542309 GCATTGGTTTTTGATTAATAGGC CTCTCGGTTACGCTCCTTTG 233

Ai05B25058 Araip.B05 25058 c (T)10attcttggtgtttaatatctttttccttttttgacaatgaattttactttggatctata(T)1180 123547472 123547551 CCTTTTTGGCTGTGTGGTTT CCCAAAATGGATGAGGAAGA 232

Ai05B25066 Araip.B05 25066 p2 (TA)7 14 123557258 123557271 CTCAAAATTGAAATGTATGTATTTGTT TCTTACGTTATTACATTTTGCTGGA 252

Ai05B25069 Araip.B05 25069 c (T)13ccctaaatgaaaccttttttcttctttttcttcttttctcttttcatttcttttttattatg(T)1085 123566355 123566439 TTTTTGTCTTTCTCTTCTCTTTTGA GAAGATGAGAATTTGCACGGA 183

Ai05B25072 Araip.B05 25072 c (AG)6aagcagttacttttgtttcatagtgaaaggtgaagatgacggtgagttttttaggaactatagctgtgtatttgttttttcactttcaa(T)10111 123578324 123578434 ACGAGGAAAATGTGTCTGGG CCACGACAAGAGCATCAGAA 233

Ai05B25073 Araip.B05 25073 p2 (GA)14 28 123580071 123580098 CCGTCCTTGCTACCAACATT CTTCTCTCCGCCAACTTTTG 175

Ai05B25080 Araip.B05 25080 c (A)11gcataaagtg(A)10ccaaaaaaagaagaaaaaaaacc(A)1165 123627586 123627650 TTGTTTTCGTTTGCGTTTCA CGTCCTCGAATCTTGTAGGTG 164

Ai05B25083 Araip.B05 25083 c (A)10tatacaagagagaaaag(A)1037 123629825 123629861 CTTGTTTTCCGTTTGCGTTT TCACGAACATTTGAAGCACG 218

Ai05B25087 Araip.B05 25087 p2 (AG)7 14 123639669 123639682 AATGAGAATGCAGGTAGCCG CACGCAATACATTACCGTCG 198

Ai05B25089 Araip.B05 25089 p2 (TC)8 16 123642642 123642657 TGCCAAGTATGCAGGACAGA GGTTCCATCACACTCACACG 214

Ai05B25093 Araip.B05 25093 p2 (TA)13 26 123644680 123644705 TTCCATCTTTGTGGGCTTGT TGCTCCACAACGACGTTAAA 227

Ai05B25095 Araip.B05 25095 c* (AT)13(ATA)6* 42 123657676 123657717 ATCAATCCGTCCTCATGCTC CGCTTTTGAATTTTGCGAGT 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25097 Araip.B05 25097 p2 (CT)6 12 123661926 123661937 TCATAAGCCAATTTGGTGACA CCAGATCCGAGTCCAGAAAA 279

Ai05B25098 Araip.B05 25098 p2 (CT)6 12 123670351 123670362 TCATAAGCCAATTTGGTGACA CCCAGATCCAAGTCCAGAAA 280

Ai05B25099 Araip.B05 25099 p2 (GA)6 12 123674655 123674666 TCGAACACAGAGAGGGAGAGA CGAAAATCACTAACCACTTTTTCA 253

Ai05B25101 Araip.B05 25101 c (A)13taaaccagtacagaacccattgtctattgatatcagtagattaaag(A)1170 123698719 123698788 TTGGTGCAACAAGAAGTCCA AAATTCCGGTGTGGTTTAATTG 266

Ai05B25108 Araip.B05 25108 p2 (AT)6 12 123734971 123734982 TTTCGTCTCAAAATTTGTCCG GCTCAAATCTCACTTGGTTGTG 225

Ai05B25110 Araip.B05 25110 p2 (AT)9 18 123754108 123754125 ATAATTGGAACAGGCGAGGA GAACTCCTGGTGGCTATGGA 227

Ai05B25113 Araip.B05 25113 p2 (AT)7 14 123774461 123774474 GAGGCGCTACGACCTCTAAA CTCTGGTCAGCCTTTGCTTC 248

Ai05B25114 Araip.B05 25114 p2 (CT)7 14 123798452 123798465 TGAAGGTGACGGTGCAGTAG AAATTCACCCACCACCACAT 166

Ai05B25120 Araip.B05 25120 p2 (TC)16 32 123802639 123802670 ATAGGGAGCTCTTGGGCATT GCTTACGCGTGGATGAGATT 185

Ai05B25121 Araip.B05 25121 c (CT)8ttctctctcttaatccatctctgcgtatgtgtgg(GT)662 123803037 123803098 TAATGTTGCCCAATGATGGA TGTAGCTTTTGAAACGGGCT 249

Ai05B25129 Araip.B05 25129 p3 (CTT)5 15 123825460 123825474 CGAGATCCTCACATGACGC GAAAAAGGATCTTGCGTTGAA 269

Ai05B25133 Araip.B05 25133 p2 (AT)6 12 123843144 123843155 TGTGATGGCTAGGGTTCTCC TACCCGTCGTGGGTAGTTGT 195

Ai05B25134 Araip.B05 25134 p4 (AAAT)7 28 123849120 123849147 TCCTAACCACTTCCTCTCTCTCA CCAATGGAGGGTATGCAGAT 236

Ai05B25136 Araip.B05 25136 p3 (TCA)5 15 123864944 123864958 TATTGGTGAAAAGCCTTGGG TATTTCGAAGATGATCGGGC 263

Ai05B25137 Araip.B05 25137 p2 (CT)7 14 123865394 123865407 TGAAGGGATGGCTCAAATTC TGGTAAAATGGGACCACAAA 240

Ai05B25139 Araip.B05 25139 p2 (AT)8 16 123870998 123871013 CGAAGATAACAAGCGTCGGT CCGACCTTGTCTTCGAAAGT 111

Ai05B25143 Araip.B05 25143 p2 (AT)6 12 123882965 123882976 TCTGGACAAAAATGGCATGA CGAGAGGATAACATGCAAACA 220

Ai05B25148 Araip.B05 25148 p3 (TTA)10 30 123891154 123891183 AACTTGCACTATCCGCAAGG CGAAATGACTAAATGTATCAAGTTCTA 228

Ai05B25152 Araip.B05 25152 p2 (GA)7 14 123897290 123897303 AGAATTCAATGGCGTTGTCC TCTTCGCATTTTCTCCGTTC 111

Ai05B25153 Araip.B05 25153 p2 (GA)11 22 123897427 123897448 GAACGGAGAAAATGCGAAGA TATACGGCGTCGTTTAAGCC 191

Ai05B25158 Araip.B05 25158 c (T)10aacggatatattatattagggttgagatcattagtaattatcag(A)10ggg(A)1077 123901848 123901924 TGGGTTTTTGTGGAGTAGGC TTCCCCAGCTAAAATATATGATGA 221

Ai05B25162 Araip.B05 25162 p3 (ATA)19 57 123914020 123914076 TTCTCGCCATATGCTCACAG CATGCATAAGGAGCAGTGGTT 225

Ai05B25163 Araip.B05 25163 p2 (TC)7 14 123941698 123941711 GAACCATCTTCCCCCTCATT CTAGCCGAAACGAGGAACAG 227

Ai05B25166 Araip.B05 25166 p2 (GC)6 12 123960807 123960818 AAGAAAAGTGCTTGGTGGGA GTATTTGGCCCAAGAGTGGA 276

Ai05B25167 Araip.B05 25167 p3 (ATA)5 15 123964200 123964214 TTGAAACTGAGACTTTAGTGCCC TGGCCTTTTAAATAAAATCTGACC 224

Ai05B25171 Araip.B05 25171 c (T)10ccattttgtaatataatgtttaatttgaaaaatttattttctttttctaggtgtatacatattcaatataaggattttg(T)12101 123983735 123983835 AAAAATCAAGTTCTCATTCCGTT AAAATAAATTCTCCAAAATCAAATG 280

Ai05B25172 Araip.B05 25172 c (TC)14ta(TC)6 42 123984773 123984814 TGATACGGATACGGTCCCAT CCGGAATCTGTGAGTTCCAT 251

Ai05B25176 Araip.B05 25176 p3 (CTG)7 21 123996274 123996294 AGCTGACCTGCTAACCCAGA AATGCCACTTCTCGCTATGG 174

Ai05B25178 Araip.B05 25178 c (AG)7acaagagaagcaaatagagatcacaaagacga(TG)10tttaagagtttgcttattatcttagcaact(TAG)9123 124000052 124000174 GGATCAAAGAAAAGCCTCCC AGGTTGCTTTGGACAACCAG 256

Ai05B25179 Araip.B05 25179 p2 (AT)10 20 124000985 124001004 TGGTTCGCTGAAAACTTCTAAA TGAGTTTGAGTCTTTTCATCTCTGA 235

Ai05B25187 Araip.B05 25187 p2 (AG)6 12 124010788 124010799 CCTCGAGTTGAAAAGCAGGA AAAGTCAACCTCTAGGAGGGA 234

Ai05B25190 Araip.B05 25190 c (A)10ttgattcttgaagcaagaaaaagcagtg(A)1048 124042751 124042798 TTTTGATGTGGTGGCAATACTC TGGCTTCTTCTGCTTGCTTT 228

Ai05B25195 Araip.B05 25195 c (A)11cttgaaaataaaacatttagagtcatggctaggctcaaggtgcaaagcat(C)1172 124075866 124075937 TTGGAAGAGAAGTCGAAGGC TTCTCCATCATTGGTGCTCA 221

Ai05B25196 Araip.B05 25196 p2 (AT)7 14 124079820 124079833 TGGTGAAATATGGGCAAACA GATTAACCCTTCCCCTGCTC 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25198 Araip.B05 25198 p3 (ATA)15 45 124085857 124085901 CGATCCCTATCATAATTATTCATTTC GAAAGGATGGTGACGGAAGA 274

Ai05B25202 Araip.B05 25202 p2 (AG)6 12 124101463 124101474 TCCTCTCGTCAATGCACAAA TTACCACGAGAGGTTCCGTC 231

Ai05B25207 Araip.B05 25207 c (A)15cacttctctacatccatgtgaccatgtccaaaagaaaacaactctacatacttttaaaactaacaactaccttgctc(A)16108 124104865 124104972 AAATTATGGGCTTCAAGCTTTT TCTCTGCGTATCATTTAGCCA 231

Ai05B25211 Araip.B05 25211 c (A)12ttaagtgagacgcgagaatgattatagcaagagaaaactaaaacactaaaaatattatagaatctaaatttattactgattttttaattttga(AAC)16(AAT)6171 124113150 124113320 GGGGTTTTTGAAATTGGGTT TGAAAAGTGTCCGATGTGCT 279

Ai05B25216 Araip.B05 25216 p2 (AT)9 18 124134672 124134689 ATCCGACTAGTTCCGGGTTC AATTCCTGGAAACAGTCCCC 254

Ai05B25222 Araip.B05 25222 p2 (AT)7 14 124201838 124201851 TAGCTCCTGACTCAGCCTGC GCGGAGTAGTCCTGGGTGTA 214

Ai05B25224 Araip.B05 25224 p2 (AT)8 16 124211880 124211895 TCAGATTCAAGCATTCAACCA TTTCAATTTTCAACACCCCC 276

Ai05B25225 Araip.B05 25225 p2 (CA)8 16 124212299 124212314 TTTGGTTTGACTCATGCACC AACATTAGCAATTGGCCAGC 241

Ai05B25230 Araip.B05 25230 p2 (CT)7 14 124230519 124230532 TTTCTCAACCACGCAGACAC GGGAACAGGTGAGATGGAGA 276

Ai05B25233 Araip.B05 25233 p2 (AG)7 14 124254775 124254788 AAGCTTCGGAGGAAAGAAGG CTTTGGAAACGTGTGAGGGT 260

Ai05B25235 Araip.B05 25235 p4 (TAAA)5 20 124259885 124259904 CGTCAGAGTGCAGAGAAGTCC TGCACTTGCCGATTAGTTTG 246

Ai05B25238 Araip.B05 25238 p2 (AT)10 20 124268419 124268438 TTTGAATCCCAAAATTTAAACC TTCGATTTTATGGGCAGGAA 280

Ai05B25242 Araip.B05 25242 p2 (TA)16 32 124271752 124271783 TCTTTAACGATAAAAGTGGAGAATAA CAGAGGTGGAAAGTTTTTGAAG 255

Ai05B25253 Araip.B05 25253 p2 (AT)11 22 124322798 124322819 CCTCCTCAGATCTTCCACCA ACGAACCACGAATGGTTTTC 174

Ai05B25254 Araip.B05 25254 c (TC)11catcctcaccatcatctccaccagcatcatcattgagcaaccactatcaacctccttctccatcatcattggccatacccc(T)10113 124328137 124328249 TTATACCCCTCAATCCCCATC TGGTCATCGTCAAGAATGGA 208

Ai05B25255 Araip.B05 25255 p2 (GA)6 12 124328884 124328895 CCTTTCTCGTTAGCTGCCAC GGAGTTGGGTATTTACGGCA 218

Ai05B25256 Araip.B05 25256 c (GA)19t(ATG)10 69 124329068 124329136 TGCCGTAAATACCCAACTCC TACCCCCTCATATCCCCATC 203

Ai05B25264 Araip.B05 25264 p2 (TA)7 14 124341675 124341688 TTTATAACGACCTGCATTTTCG TTTTGGTAGTGGGGACAAAA 271

Ai05B25265 Araip.B05 25265 p2 (GA)7 14 124342147 124342160 TTGAGAGAAGTCACCGGAGG CAACGACAACGACTCCTGAA 190

Ai05B25267 Araip.B05 25267 p2 (TA)13 26 124360344 124360369 TTTCAGATGCAGGACGTGAG GAAGTTAAAACCGGCCATGA 180

Ai05B25268 Araip.B05 25268 p2 (TA)6 12 124361107 124361118 CTCTTTTCAGGACGGACGAG AGAATGTCACGCTTCTGGCT 254

Ai05B25270 Araip.B05 25270 p3 (CTA)21 63 124362699 124362761 CCAGAGCCATGCATTTGATA CATCATTCAGCAAGGCAGTG 259

Ai05B25271 Araip.B05 25271 p2 (AG)6 12 124363937 124363948 CACACGCAATAGCTCCTTGA CGTGCTGAAATTGAGCCTCT 154

Ai05B25274 Araip.B05 25274 p2 (TA)7 14 124374998 124375011 TTGGGGTGTCACTTAATGTGTT TCAAAGACCTATTACATCCGTCA 279

Ai05B25277 Araip.B05 25277 p3 (TAG)5 15 124388880 124388894 GTGACGGAGGGAATATGGTG GCGTGGGTTGAAAGTCCTAA 201

Ai05B25280 Araip.B05 25280 p2 (AG)6 12 124401387 124401398 TGAAAGGTGAGGTAGGTGGG CAGGGATGAGAAACCCTTGA 241

Ai05B25282 Araip.B05 25282 p3 (TTA)6 18 124419685 124419702 GCTTTTGGTGCACTTTGTCA TGCTTGAAAATTTTGATGGGT 278

Ai05B25284 Araip.B05 25284 p3 (GAT)6 18 124448769 124448786 CGTTGTCAGAGATGGCAAGA CCATCCTCCCGGTTTAGAAT 147

Ai05B25290 Araip.B05 25290 p2 (TG)6 12 124491340 124491351 AGAGGGTGAAGGGGATGAGT CGGCCTCTCTTCAACATCTC 170

Ai05B25292 Araip.B05 25292 p3 (GAA)6 18 124502693 124502710 CCTTTTCTTGCATGCTGCTC CCCCGCTAAAATCGGTAAAT 278

Ai05B25293 Araip.B05 25293 p2 (GT)7 14 124503833 124503846 ACTGAGCAAGTATCTCCGTTAAA TGTCTGAGGTATGAATTTTCTAGATG 201

Ai05B25302 Araip.B05 25302 p2 (AT)6 12 124532419 124532430 CACCGACCTTTGATCCATTT GGTGCTTTATTATCGTTTCAACA 186

Ai05B25304 Araip.B05 25304 p4 (ATTT)5 20 124536561 124536580 TGGGGTAATTTTGTCCCCTT ATGAGCCTAAAGAGCGTCCA 263

Ai05B25305 Araip.B05 25305 p3 (TTC)15 45 124552951 124552995 CGTTTGTTATACACGGGCCT TGAAGAATGCGAGCAGAGAA 163
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Ai05B25306 Araip.B05 25306 p3 (TCT)7 21 124553776 124553796 CCATTTCGGTTCACCTGATT TGCATGCACAAGGATTCAAC 255

Ai05B25307 Araip.B05 25307 p2 (AG)17 34 124560625 124560658 ATGTTATGTTCCCTGGACGC TTGGTCCAATTCAAACCGAT 277

Ai05B25308 Araip.B05 25308 p2 (AG)10 20 124560777 124560796 AGGAGAGAGGAGGAACGAGC TGGTGATTGCAATGCGTTAT 245

Ai05B25309 Araip.B05 25309 p3 (TAT)5 15 124567078 124567092 TCAAGTTATTCTGTTCAAATAGGCA TCCAACTTCACAAACATTTAGCA 276

Ai05B25310 Araip.B05 25310 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatctcttttttattaactaattattattattttttttacg(A)1095 124573056 124573150 TCAAAATTTGTTTCAACTAACTAACCA GATGCCTTGAGGTGCTTTTT 257

Ai05B25312 Araip.B05 25312 p2 (AT)39 78 124579189 124579266 TTGGCTCTTGAAAGAATAATGAAA CAAAGCCTTGGACCCTTTTT 279

Ai05B25313 Araip.B05 25313 p3 (GAC)5 15 124585318 124585332 CTGATCGAGACTCGGGAAAG GCCCTAACCACTAAAGATCCTG 274

Ai05B25317 Araip.B05 25317 c (T)10gtg(T)11 24 124614396 124614419 ATAAGAAAACGTTGACGGCG CGAGTTCAAATAATAGTGCAAATGA 136

Ai05B25320 Araip.B05 25320 c (A)10tttttgag(T)12 30 124620858 124620887 AACAAAAGCCAAACACACCC AAAAGCTCTTTTTACATAAGATATCCA 278

Ai05B25321 Araip.B05 25321 p2 (CT)9 18 124624582 124624599 ACTTGATGCTGCGTTCACAC GCAGCGCTTACCATCTTCTC 131

Ai05B25322 Araip.B05 25322 p2 (CT)7 14 124624730 124624743 GAGAAGATGGTAAGCGCTGC GCATCCTGAAAACCGCTAAA 227

Ai05B25323 Araip.B05 25323 p3 (ATA)5 15 124625782 124625796 TACGTGAAATGTTGGGGACA TCAGTCCATCAATTTAGCCTCA 240

Ai05B25326 Araip.B05 25326 c (T)12gtctttttgtcatcaattatcaattattatcatcgtcgttacaaacttc(T)1071 124628717 124628787 CAAATCCATCATCGTCCCTT TGGGATCTTTAAACCCCCTT 243

Ai05B25327 Araip.B05 25327 p3 (AGG)5 15 124635193 124635207 GGTAACCAGGTCCAACCAAA TATCGCTATCACCACCACCA 196

Ai05B25334 Araip.B05 25334 c* (TCTA)5(TA)7*gcagttgttgatgcatgtagctgtcaattctccactcttctgcttacttaactctttctctctatttgggtgtcatt(GAA)5124 124656917 124657040 TTTAATTTTGATGCATGATCGTAT AATGCCGATAACGGTACGAA 272

Ai05B25336 Araip.B05 25336 c (T)10cagttttttaataatttccacttgaaaaatgctattttgg(AAT)668 124657521 124657588 TTTCATGATGACTGCCGAAA TCACACGGGTTCGACTTTTT 187

Ai05B25338 Araip.B05 25338 p2 (AT)8 16 124659303 124659318 TTGTGGTTTAGGAAATTGAGGAA TGAGCGGTTAACATGGTAAAAT 260

Ai05B25340 Araip.B05 25340 p2 (AT)8 16 124663782 124663797 AATCAGCCTGCGAAGCTAAG TGCTGTTTTTCAGATGCAGG 277

Ai05B25350 Araip.B05 25350 c (T)12ctcttttctttttg(T)1036 124739792 124739827 CCTCTCCTACCCCGTTTTTC GGTGACACCAAACTTAATTTCAGA 180

Ai05B25351 Araip.B05 25351 p2 (AC)7 14 124749717 124749730 ATCTACCCTCTCCCCCAAGA AGCCCTCCCTCTCTGATCTC 145

Ai05B25352 Araip.B05 25352 p2 (AG)7 14 124750126 124750139 GCAAGCACAGAGGGAGAGAG GCTTCTATGGCAGTTCTCGG 116

Ai05B25353 Araip.B05 25353 p2 (AC)7 14 124755585 124755598 ATCTACCCTCTCCCCCAAGA AGCCCTCCCTCTCTGATCTC 145

Ai05B25354 Araip.B05 25354 p2 (AG)6 12 124755994 124756005 CTTATCACTGTCGGCAAGCA GCTTCTATGGCAGTTCTCGG 127

Ai05B25357 Araip.B05 25357 p3 (TTC)5 15 124768185 124768199 TTACAACCAAAGTCACCGCA GTCAAGTGATGCTCGTGTCA 188

Ai05B25359 Araip.B05 25359 p3 (AAC)5 15 124770951 124770965 CTAGTGCTTCCACCACCCAT AGTGGCCTCATTTTACCACG 223

Ai05B25360 Araip.B05 25360 p4 (GAAT)6 24 124782160 124782183 CCACTCGCTCCAGGTAAGAG CATCTTACCCGCAACCTCAT 194

Ai05B25361 Araip.B05 25361 p2 (TA)6 12 124782999 124783010 TGCTGGAGACTTCCTTTTGG TCGGTTTGCAAAGATAACCA 234

Ai05B25363 Araip.B05 25363 p5 (TTAAT)5 25 124786576 124786600 GGTTCAGTGCCTCGTACGTT CCCTAAAGTCGATTAAACCATTC 216

Ai05B25364 Araip.B05 25364 p2 (TA)8 16 124786986 124787001 CGAAACAACTTTTCACTTTACACAA CGTGAGATGAGATGGGTGTG 186

Ai05B25370 Araip.B05 25370 p3 (TCT)5 15 124816716 124816730 TCCCTGGCCATATTTCAAGT GTGCTACCTCCACCCATCAT 279

Ai05B25372 Araip.B05 25372 p3 (TCT)6 18 124819830 124819847 GATGCAATGAGGAGAGCACA TCGATTGCAAGAAAGGGAAG 175

Ai05B25374 Araip.B05 25374 c (TTA)7ttg(TTA)5 39 124822591 124822629 ATAACCGGCCATTACCATCC TTTGAGTCAATGTAAGGCTGAGA 100

Ai05B25377 Araip.B05 25377 p3 (CAG)7 21 124823863 124823883 CGGCCTAAGAAAGACACTGC GCAGCAGCAAGAAGATGATG 221

Ai05B25378 Araip.B05 25378 p2 (TC)9 18 124824341 124824358 GCAGTGTTTCCTTGTTGGGT TGGGTCAGAAAACACACGTC 247
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Ai05B25383 Araip.B05 25383 p3 (ATC)5 15 124833008 124833022 CTGGGGAAGGTTGCATCTTA TGGTCCATCCACATAAGCATT 280

Ai05B25390 Araip.B05 25390 p3 (TGC)5 15 124848387 124848401 GGGGGAAAAATTGGAAAAGA TTCCAATAGACACGGACACG 237

Ai05B25394 Araip.B05 25394 p3 (AAG)6 18 124852355 124852372 TGAAAAGGTGAAGCAAGGAGA TTCTTCATAACTCAAAACTCCACA 268

Ai05B25395 Araip.B05 25395 p3 (ATG)7 21 124853219 124853239 CCGTGACACAAGGAGTTTGTT CACAATTCAAAACTCTCATTCATCA 202

Ai05B25397 Araip.B05 25397 p2 (AT)7 14 124854636 124854649 TTGTCGGTTTCGGATTATCA AGGCATGGACGTGACTCTAA 243

Ai05B25399 Araip.B05 25399 p2 (TA)6 12 124859932 124859943 CACGATTCTGTGTGGAGTGG AAGCAAGAGGAGAACCTCCC 255

Ai05B25403 Araip.B05 25403 p2 (AT)6 12 124877429 124877440 TTTGGACAAAAGCAGAAGCA GGAGTAATATGCATGGGTTCG 217

Ai05B25405 Araip.B05 25405 p3 (TTC)7 21 124894055 124894075 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 152

Ai05B25406 Araip.B05 25406 p2 (CG)6 12 124897513 124897524 TTCGATTGCTAAATTTTCTAACCA AATTTGAGCGCTTGCTATGG 200

Ai05B25409 Araip.B05 25409 p3 (ATT)5 15 124915184 124915198 TTTGTTAACTCCAAAAATTAAACTCA GATGGAGCCGGTTTGATAAT 280

Ai05B25412 Araip.B05 25412 p3 (CTC)5 15 124931371 124931385 TTCTGCGTGCTCTTTTCCTT CAACGATTTCTTTGAACCAACA 153

Ai05B25430 Araip.B05 25430 p2 (CT)6 12 124974769 124974780 ACAGAGGGCGGGTTAATTTC TCAAACTATGCGCAACAAGG 183

Ai05B25433 Araip.B05 25433 p3 (AAT)21 63 124978295 124978357 CATGATGACCCCTAACACCC TCAAATGATTGCAAACCAAAA 237

Ai05B25434 Araip.B05 25434 p3 (TTA)6 18 124979235 124979252 TGCAGCCCTTAACCCTGTAG CGAGCCAAATTTCAAGGGT 273

Ai05B25435 Araip.B05 25435 c (CAA)6taaaaatatttgaa(T)1042 124979753 124979794 AATCGCACAACACAGCAAAG GTGCGTCATGGTACAGCAAC 221

Ai05B25436 Araip.B05 25436 p2 (AT)6 12 124982669 124982680 TTTCTCATTGCATATTTGAACCA CTTTGGTAGCCTTCAATGCC 248

Ai05B25441 Araip.B05 25441 p2 (CT)14 28 125003592 125003619 TGAACGCAGTACAATTTGGG TCGGGACATTGATCTTGAAA 166

Ai05B25446 Araip.B05 25446 c (GAA)5cattagcaacattattagaacaaaaaattcagaaattaaaagtaagaagaagaaccgagcaatcagaaactaaacagagcc(AT)7110 125035903 125036012 AAAACAGACTCAACAGTGATGACA GGGTCGAAGCAATGCTAATC 212

Ai05B25447 Araip.B05 25447 p2 (AC)6 12 125037630 125037641 GCGTTTGATTTAACCTAATCCC CAGATGGATTGAGCCAACAA 259

Ai05B25451 Araip.B05 25451 p3 (TTC)5 15 125066166 125066180 AAAATCGAAACCGTTCCTCA TTCTTCTGAAATTGTTCTGAATCTG 228

Ai05B25452 Araip.B05 25452 p2 (AT)13 26 125067729 125067754 CACCGTATTAGGATGTTGACCC CACAGGAAAGGTGGTCGTTT 273

Ai05B25458 Araip.B05 25458 p4 (TAAA)5 20 125100502 125100521 GCCTTGGATTATATCGCTTCC TGAAAAAGTAAAGCCTTGCACA 255

Ai05B25459 Araip.B05 25459 p3 (ATA)5 15 125104539 125104553 CTTGCACTATCCGCAAGACA TTGGCTATTTGATCAATGATGG 174

Ai05B25462 Araip.B05 25462 p2 (AT)10 20 125135806 125135825 CCTGGATAAAGTACCGTGGC TAAGCCAACCCGACAAGTTT 235

Ai05B25463 Araip.B05 25463 p2 (AT)12 24 125136551 125136574 TTTCGCAGGCTGAGTACAGA GTAAAACAGAGGTGGCGAGG 265

Ai05B25464 Araip.B05 25464 c (A)10taagagagaaaagtagaagaaaataaaaagaactttaacaaaaaaagac(A)1069 125142177 125142245 GATGATTTCGGAGACAAACGA CTGTCGTTTCCATGGTTTCA 223

Ai05B25468 Araip.B05 25468 p2 (AT)7 14 125151298 125151311 AAATTTAATGGCGCACCAAC CCGTGAACAAGAAAAACAACAA 178

Ai05B25471 Araip.B05 25471 p4 (TTTA)5 20 125164047 125164066 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 194

Ai05B25475 Araip.B05 25475 c (A)11gtagttaaaaaataaatttttagacagtaaaggcaaaattggtattattcgtcaaaaaaattgcttca(AAT)697 125173045 125173141 GAACTTCTCCTCTGAGGCCC TTCAACTTAAGCAACGGAGAA 218

Ai05B25477 Araip.B05 25477 p2 (TA)6 12 125179498 125179509 TCCTTGCACTACCAATTCTTCA TTCTTTGCTAGCACCATGAAT 257

Ai05B25478 Araip.B05 25478 p3 (AAT)5 15 125180543 125180557 TCCACCCGAATAACAAGTCC TGGTTGTTCCCTTGATGACA 255

Ai05B25480 Araip.B05 25480 p2 (TA)9 18 125182802 125182819 GAATAGCCAAACCAGCCAAA GTTTGCTTCGTCCTTTCCAG 222

Ai05B25481 Araip.B05 25481 c (T)10aaatatttatacttactaggattattttaccaattgatttctgtttaaacc(A)1273 125183272 125183344 TTTGACAAAAGAAAAACGTCTCA GGGATGTCTCATCCATAACCA 195

Ai05B25482 Araip.B05 25482 p2 (TA)6 12 125195457 125195468 GGATGTTATTGCAGGTGGCT TTTTATAGCCTCAATGGATATGACC 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25489 Araip.B05 25489 p3 (ATA)5 15 125200498 125200512 TTTACCTTGGGAAAAAGCAAA TGGGGGTATTGAAGAAGACG 275

Ai05B25491 Araip.B05 25491 p2 (AT)9 18 125207223 125207240 TTTTAGATACTGGCTGAAGTCCAT TTTTTGTTTGCTTTTTACGTTG 273

Ai05B25499 Araip.B05 25499 p3 (GGT)6 18 125223537 125223554 AAAGACGACGATGACAACGA GCCGCTAAATTCGATGGTAA 131

Ai05B25504 Araip.B05 25504 p3 (TAT)6 18 125237314 125237331 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 267

Ai05B25506 Araip.B05 25506 p2 (AT)7 14 125248903 125248916 TCAAAACACAAATTCATTCTCAAA ATGAATTCGGGGCTAGGATT 233

Ai05B25507 Araip.B05 25507 p2 (AT)8 16 125252055 125252070 TTATGTGCGTGGCACCTTTA ATGCAATCCATAACCCCAAA 261

Ai05B25508 Araip.B05 25508 p2 (TA)6 12 125252895 125252906 CGGCGAATGAAGAAGGAATA AACCGAACCATATGGAGCAA 248

Ai05B25512 Araip.B05 25512 p2 (AT)6 12 125268694 125268705 CGCTCATCCCCAAACACTTA CGGTAACCGTAAAGCTCGAA 209

Ai05B25516 Araip.B05 25516 p2 (AG)6 12 125278212 125278223 AGAGCTTTTCCCACACCAAA AACCATTTCCTTCCCAAACC 229

Ai05B25519 Araip.B05 25519 p3 (ATA)6 18 125295721 125295738 GCATTAGCAACTCTAAGCTCATCA CAACCCAAATTTTTATGCCAA 262

Ai05B25530 Araip.B05 25530 c (T)11gggttttgg(T)1838 125327620 125327657 CGTTCGTCTTCTATTGCTGC GAGTTGTCCAATCCACCGAC 279

Ai05B25532 Araip.B05 25532 p2 (CT)7 14 125331663 125331676 GCCAAATGATGTGCTTTTGA TTTGCAGAAAAGGAAAACGAA 280

Ai05B25536 Araip.B05 25536 p3 (AAT)5 15 125347591 125347605 TGTCCTTGCCATTTTTCTTCA CCAAGGCACCTTGTTGATCT 275

Ai05B25540 Araip.B05 25540 p5 (TTTTA)5 25 125362286 125362310 TGCCTTGCTGCACAAATAAA TGCTGCCATCTAACTAAATATGACA 280

Ai05B25541 Araip.B05 25541 p2 (AG)21 42 125369337 125369378 ATCGTCATCATTTTCTCCCG CGTTGAATTGTTGAAACCGA 236

Ai05B25544 Araip.B05 25544 p3 (TAA)10 30 125373191 125373220 GCTTTCGTCTGTGCAATTAAAA CGCTGCTAAGTGCTAAGGGT 280

Ai05B25552 Araip.B05 25552 c (A)10taagaagaaaagcaacacttcatttattaatttatttatacttggtttatttgtaccaatggagattg(AT)690 125432984 125433073 CACACTTTCTCTTCATTTGCTCC TCTCTCCCACTCCCCTATCA 224

Ai05B25556 Araip.B05 25556 p3 (GAG)5 15 125437484 125437498 TATACCAAGGGCAAAGTCGG CAAACCAATGTCGACCTCCT 216

Ai05B25557 Araip.B05 25557 c (T)13catttt(CCA)6 37 125437917 125437953 TTGGATCACCTTTTTCTTGTCA CACCCTCTTAGGCACTCAAAA 239

Ai05B25561 Araip.B05 25561 p3 (AAT)16 48 125441091 125441138 GGCACCTTAAATTATTGGCA TTCTTTCCACAAGCCTTCTTT 280

Ai05B25562 Araip.B05 25562 c (AT)10(AG)10 40 125441826 125441865 TGCGAGGACTGTCTCAAATG GTGTAAAGGAACGCCACGAT 275

Ai05B25563 Araip.B05 25563 p3 (TCT)5 15 125442788 125442802 TCCCCTCATTCGAGATTCAC GGCACGAAGATTTCGAGAAG 218

Ai05B25564 Araip.B05 25564 p3 (CGA)6 18 125445871 125445888 GGCGTCAAGAAAACCAATGT TTGTTGATAGGCGAAGAGGC 278

Ai05B25565 Araip.B05 25565 p2 (AT)6 12 125447066 125447077 TTCCACAATAAATACGCTCCTG CACCAAAAATTAATACTAAATCAATCA 226

Ai05B25566 Araip.B05 25566 p3 (TTA)6 18 125448748 125448765 TGGAGGTCCCAATCAATAGC CCATGGATCGAACAACCTCT 201

Ai05B25570 Araip.B05 25570 c (A)10gttcacaaatgcat(A)1034 125456389 125456422 AACGACCTTCAAAGTTCCCA TGTGCATGATAAAGGCTGGA 267

Ai05B25573 Araip.B05 25573 p5 (AAGAT)5 25 125471161 125471185 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 180

Ai05B25575 Araip.B05 25575 p2 (TA)9 18 125509601 125509618 TAATGGGGTTAAGGCAAAGG GGGGACAAAATTACCCCAAT 247

Ai05B25576 Araip.B05 25576 c (T)11aattgggtccttacaatttttttcccttttatttaggtccctatatcaa(T)1070 125509926 125509995 TGGGGTAATTTTGTCCCCTT TTTTAATTGGGTCCCTGCAC 276

Ai05B25577 Araip.B05 25577 p2 (TA)6 12 125510854 125510865 TCCTTGAATGGCTTTTGTAAAGA CATTATGCACTTTGGGCTGT 280

Ai05B25581 Araip.B05 25581 p2 (AT)8 16 125523328 125523343 ACTCACGAGCTGGCTCAAAT TGAGTCGAGATTGAGCTTGG 279

Ai05B25582 Araip.B05 25582 p3 (TAA)5 15 125524049 125524063 TTCAGATCCCCTCAGGTTTG TTGTCCAGCTTGTAGGAGTTGA 225

Ai05B25585 Araip.B05 25585 p2 (GA)8 16 125526202 125526217 CGTCTGGTTGCATCATTGAG CGACATCTCCTCTTCTTCGC 278

Ai05B25587 Araip.B05 25587 p3 (TTA)6 18 125530779 125530796 TTATGCCGTCTCATTCAAAGG GATACGGAGGAAGACGACGA 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25588 Araip.B05 25588 p3 (TAA)5 15 125538110 125538124 GCTGCTAACAAACCGATTCC AAACTGCTTCTGGGTTGTTCA 245

Ai05B25590 Araip.B05 25590 p2 (AT)16 32 125539860 125539891 TTGCGAAAATTTAGATGGGC TCTGAGTTTGTGGGGTACACA 227

Ai05B25593 Araip.B05 25593 p2 (TC)9 18 125557561 125557578 TGAGAAAGCATGCCATGAAG AGAAAAGGAAGGTAAGGCGG 139

Ai05B25595 Araip.B05 25595 c (TTTC)5(T)10 30 125560501 125560530 CGCTCAGAAAAGGACTCGAC AAGGAAGCCTCCCTGAAAAC 196

Ai05B25596 Araip.B05 25596 c (TAT)5tttctacacttcaatcaagtgctagttaggtggaacagcctaatcaaagctggattcatttaattgtgtatagttgtggtaccc(T)13112 125563214 125563325 CACATCAAGTCCTGCCAATG GCATTGGGCTTGTAACACCT 249

Ai05B25600 Araip.B05 25600 p3 (TTA)9 27 125568195 125568221 GGAGAGAGTGTGGATCACTGC TTTTGTTGACCACATAATTTTCA 192

Ai05B25601 Araip.B05 25601 p2 (AT)9 18 125568996 125569013 TATAGGAGTGGGAGGGGATG TGGTACACTTTAAATTCTTCCGTTT 157

Ai05B25607 Araip.B05 25607 c (A)10gaattggtatagggacctaaataaaaag(A)1048 125578393 125578440 AATTGGATCTCTGCACCAAA TGCTGGTCTTATAGTTTCGCA 228

Ai05B25615 Araip.B05 25615 p2 (AG)6 12 125614713 125614724 AGTGACGGAAATCAGCGTGT GAACATTGAACCTGGGATTGA 257

Ai05B25618 Araip.B05 25618 p2 (AT)6 12 125623989 125624000 TGTTCCCTGCTTTTATGAGATG TGGTTTATCAACCTCCCCAC 269

Ai05B25623 Araip.B05 25623 p3 (CAC)5 15 125648243 125648257 TCATTTTCAATCTCCAGCCA TGCTCTACACCAACTTCGTCTT 144

Ai05B25624 Araip.B05 25624 p3 (ATG)5 15 125650177 125650191 TCAGAAACACTTGCGTCTCG CGTCTCCTCCTTCCTTTTCA 209

Ai05B25625 Araip.B05 25625 p3 (GAA)7 21 125650335 125650355 TGAAAAGGAAGGAGGAGACG CCTGCTTGGTTAAGAGCTGC 271

Ai05B25626 Araip.B05 25626 c (TTA)11tttaccttttggccgaagccaaagaaacaaaggaaaagaaaatctaagtgtggttagtacatgcatga(AT)7115 125651458 125651572 GGGTAGGATGTAAGATCCCAAA TCGGCCAAGTGATGATGATA 264

Ai05B25627 Araip.B05 25627 c (TTA)12tttaccttttggccgaagccaaagaaacaaaggaaaagaaaatctaagtgtggttagtacatgcatga(AT)7118 125653110 125653227 TGCTTGCTGTAAGATCCCAA TCGGCCAAGTGATGATGATA 266

Ai05B25628 Araip.B05 25628 p5 (AAGAT)5 25 125656888 125656912 GAAAGATAAAGGCGGTTCCC TGGACTGGCTTCACTTCTGA 254

Ai05B25630 Araip.B05 25630 p2 (TA)8 16 125667717 125667732 AGTGTTGTTATTTTGCGGGG ATAGGTTAGGGCCTGGGATG 269

Ai05B25635 Araip.B05 25635 p2 (GA)6 12 125688917 125688928 TGCCTTTTTCTCTGTCCCTG AAATTTGCAAAAACCAATTTTCA 280

Ai05B25636 Araip.B05 25636 p2 (AG)7 14 125689088 125689101 GAGAGAGAGAGAGGGAATTTTCG TCTTTTCAAAATTTGTTTCAACC 260

Ai05B25638 Araip.B05 25638 p3 (GAA)39 117 125704397 125704513 GGATTGAAGGCTTGAAGCTG CCGCTAGTTTCTCTGTCGCT 274

Ai05B25643 Araip.B05 25643 p3 (AAT)7 21 125726049 125726069 TGCTCTAAACTTGAACTACTAACAACA GTTAGTTGTTGTTGCGGCAT 141

Ai05B25645 Araip.B05 25645 p2 (AT)6 12 125736266 125736277 AATTTTAGCCCTCTGCCGTT TTTTATCAAAATTAGGCCAGAAAAA 201

Ai05B25646 Araip.B05 25646 c (ATT)8aagcttttacctttctacaaatacagagctgcctaagtaaaaactttc(T)1385 125738375 125738459 TCACTTTCTCGGCACTACCA GGTGCCTAGAATTTGGAAAATG 260

Ai05B25649 Araip.B05 25649 c (A)16ctaacaataattttag(T)1446 125742982 125743027 AGGGGGTGTAGCTGCAGAA CCGCGACGGATTAGTTCTTA 231

Ai05B25661 Araip.B05 25661 p2 (GA)6 12 125771987 125771998 AAATTTACAACAATCCACAAGCA TCTTCTCCCTTCCTTCCTCC 262

Ai05B25663 Araip.B05 25663 p3 (GAT)5 15 125790129 125790143 CATTTGAAATCATTTTCCAGCA TTGCCATCATCAATAGCCAA 248

Ai05B25664 Araip.B05 25664 p2 (GA)18 36 125792180 125792215 TGAATCGGGCCTTCAATTAG AACAGGTCATCAATCGGAGC 186

Ai05B25665 Araip.B05 25665 p2 (TG)6 12 125792889 125792900 TCGAGAAGGGAATCCAAGTG AGACCCAAACTCTCACATCAA 274

Ai05B25670 Araip.B05 25670 p4 (AAAT)5 20 125811814 125811833 TCCACAACAAGACCAATCCA GTTGGGTAAAGCGTGCAACT 245

Ai05B25673 Araip.B05 25673 p3 (ATC)8 24 125816367 125816390 TTCTTTTCAAATATACCCCTCCC GTGGAGATGACGGTGAGGAT 109

Ai05B25674 Araip.B05 25674 p3 (TGA)5 15 125817496 125817510 GGGTTTGCGTGAAAAAGAAA TTTTTCAAATATACCCCTCCCTT 262

Ai05B25676 Araip.B05 25676 p3 (TGA)5 15 125819240 125819254 GGGTTTGCGTGAAAAAGAAA TTTTTCAAATATACCCCTCCCTT 262

Ai05B25682 Araip.B05 25682 c (T)12(A)11 23 125824248 125824270 AATTGCGTTCAAGCTGTCACT AACGGTGTCTCAACAAAGGC 211

Ai05B25683 Araip.B05 25683 p5 (AAAAG)5 25 125824603 125824627 CTGTAATTTGCATGGGCCTT CACGTGTGCATTTGGATTTC 229
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Ai05B25684 Araip.B05 25684 c (A)17ggaaattacaacacataaaataattattataaaaaaattcagaaaaaaaagaaaagaaaag(A)1391 125826305 125826395 TTGCTCGGTTGTATTGGTTTT CTCGTCTGCCAATTAGCGTT 237

Ai05B25686 Araip.B05 25686 p2 (TA)6 12 125838579 125838590 CGTGCATTGTACGGATCTTT TTGCACCAACCTTCATCAAA 216

Ai05B25689 Araip.B05 25689 p4 (AAAT)5 20 125843656 125843675 GAAAAGGGTTCAAATTCTGGG TAGGAGCGAACATACTGGGC 219

Ai05B25691 Araip.B05 25691 p2 (AG)6 12 125858380 125858391 GGGATGATGTGAGGGAGAAA GCAGCAACTCAGACCACATC 265

Ai05B25694 Araip.B05 25694 c (CT)8aattttcgaaaatatcttccctctttttcaaaaaatttc(T)1065 125873525 125873589 GGTGAGGAGCTCTGCTGTGT TGGATTTCTATGGATATAACTTGGA 267

Ai05B25695 Araip.B05 25695 c (T)10agttatatattttgctttttgttgtcgatcatgatcaaatagacaaatagagttaataaaaagtatcagttgaaaaagtaagagagaaaggaagg(A)10115 125887498 125887612 TGGAGTGTATCCAATGCTGTG CAAACCAAATCCGCAAAACT 265

Ai05B25702 Araip.B05 25702 p3 (TTA)14 42 125907474 125907515 AGCAACAAATTTTTAGCGGC CTCTCGTTCGGTTACTTGGG 268

Ai05B25703 Araip.B05 25703 c (A)10gaaagaagaaaaaaatatatagtttttgaaaaggtatatctttgc(T)1065 125908529 125908593 TGATCCATGAAGATGGATTTAAGA ATGTTGCTGAAAACAAGCCC 260

Ai05B25706 Araip.B05 25706 p2 (AT)9 18 125914478 125914495 TCGTTTGGTTACTTGGGACA GCAACAAATTTTTAGCAGCAA 279

Ai05B25708 Araip.B05 25708 p2 (AG)8 16 125925158 125925173 GTCACAGATACGGCAGCAGA GTCGAAAAATCCGACGGTAA 270

Ai05B25709 Araip.B05 25709 c (A)10gggaaaaaagaatgagtacaaaatgttatttgaccaaaccaaaaacaaacattatttat(A)1180 125935291 125935370 AGATCCAACCTTCGACACCT TCCAAAGAGCAAGATTGGTG 266

Ai05B25712 Araip.B05 25712 p3 (TAT)6 18 125941164 125941181 TGGCTTTTCTTCCCCCTAAT TGTAGCCTTCCCCACATACC 228

Ai05B25713 Araip.B05 25713 p2 (CT)6 12 125948075 125948086 ATTGCACTCCTCAACCTTGC CAGCAGCTTCTGTTGCTTTG 275

Ai05B25717 Araip.B05 25717 p3 (TTA)5 15 125962476 125962490 CGACCCTATGTGTACGATGG AATGTTGCATGGTAAAATGGC 206

Ai05B25718 Araip.B05 25718 p2 (AT)8 16 125963603 125963618 TAAACTGCAATACCGCTCCC ATATGGGCGCAGAAGTTACG 259

Ai05B25719 Araip.B05 25719 p2 (CT)14 28 125967081 125967108 CGGAAATAGAGGCAGCAGAC CGATCAGGAGAGGAGGTGAG 271

Ai05B25723 Araip.B05 25723 c (CCT)6ccgcctttctccttcttcttcttcgcgttc(CTT)563 125970211 125970273 CGTCTTCATCTTCGCGTTCT TGATGATTGAGAGAAAACACGC 123

Ai05B25724 Araip.B05 25724 p4 (AAAG)10 40 125972370 125972409 TCTCACACTCACCCTCACCA CTCTCGGGTCTCCCTCTTCT 111

Ai05B25725 Araip.B05 25725 p4 (TTTA)5 20 125981578 125981597 ATTGGAGTAATTTTGCCCCC AAAAATTGTGGGAACATGGC 220

Ai05B25727 Araip.B05 25727 c (T)11aattgggtccctacac(T)10ccttttatttaggtccctataccaattctctttttttagttgggtccctataaaattaagccaattactactaagaggaacttaattg(A)10135 125998800 125998934 TTCGCGAAATTTTCAATTAGG TTTTTAATTGGGTTCCTGCAC 222

Ai05B25728 Araip.B05 25728 p2 (AT)8 16 126014131 126014146 AAACCGGCACTTGTATTTTG AGCTCTCAATCATAGCACAACG 221

Ai05B25732 Araip.B05 25732 p2 (TA)7 14 126019880 126019893 CCACTCCTACCAATGACGAA TCGTGTGTTATGTTGTGGGG 201

Ai05B25735 Araip.B05 25735 p2 (TA)6 12 126020917 126020928 TCATTTGTTTTAAATATGGAGGCA AGAAAAACCATTCCACACGC 255

Ai05B25737 Araip.B05 25737 p2 (AC)16 32 126026307 126026338 CATATTCCACTGGCCAACCT CCTCCACCCTGGGTATTTTT 228

Ai05B25753 Araip.B05 25753 p2 (CT)7 14 126064110 126064123 GTGGCTCCATTCAATGTTCA CGATGTTTAAATGGGTGCCT 265

Ai05B25755 Araip.B05 25755 p2 (AT)8 16 126074468 126074483 ACCGCACAAAGATTGGAGTC TAAAGCTCCAGTTTCCAGCC 279

Ai05B25765 Araip.B05 25765 p2 (TA)6 12 126110704 126110715 TCTGTACCAAAATGCATCGG TGGTTTTGAAAATTGCACCA 216

Ai05B25767 Araip.B05 25767 p2 (AT)19 38 126128755 126128792 TTTCAGAATCACAACAACCCA TTAAGCTCAAAACTCACGGG 243

Ai05B25769 Araip.B05 25769 p2 (TA)6 12 126129693 126129704 GGGACAAAATTACCACAGGG GTTGTAATGGGGCTAAGGCA 245

Ai05B25770 Araip.B05 25770 p3 (GAA)5 15 126134965 126134979 CGGTCTTAGGTGCCATCAAT AAACACTCCCCACTCTCCCT 150

Ai05B25771 Araip.B05 25771 p2 (AG)6 12 126136475 126136486 ATAAGATGGGGGAGGGAGAA AACTGATTTTCAAATTTGTTTCAACT 275

Ai05B25773 Araip.B05 25773 c (CTT)10ccgttattatcgtcgccat(CAC)5tat(CAC)685 126155071 126155155 TCAAGGGTTTTAAATTCACGC ATGGAGGAGAAGGAAGAGGC 155

Ai05B25774 Araip.B05 25774 c (TCC)6(TTC)6 36 126155562 126155597 AGCACAGACCAAATGCACCT TCATGAGAAGGTGAAATAAGAAAAA 221

Ai05B25778 Araip.B05 25778 p2 (AT)14 28 126168967 126168994 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 200
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Ai05B25780 Araip.B05 25780 p3 (ACA)5 15 126188990 126189004 GAATGTTCACAGCTCCAGCA TTCCACCTCTGATTTCCCTG 188

Ai05B25781 Araip.B05 25781 c (A)10tag(A)10 23 126195645 126195667 TTCAAGTGTGGGAACCTTGG TTTATTGGACCTTGCCTTGG 271

Ai05B25783 Araip.B05 25783 p2 (CT)7 14 126200703 126200716 GCGACCGCGTCAATTAGTAT AAAACCTTGTTAATGGGGGTG 217

Ai05B25784 Araip.B05 25784 p3 (TTC)15 45 126206729 126206773 CTCCCAAACCCAACCCTAAT TAAAATGTTTGCTCGTCCCC 224

Ai05B25786 Araip.B05 25786 p2 (CT)6 12 126241655 126241666 GGCCCAGATCCAAGTACAGA GGACAATCATGAAAGCAAGAAA 183

Ai05B25787 Araip.B05 25787 p3 (ATT)5 15 126252184 126252198 ATGGCGATGTCGATTTAAGG CAAGGTTTAAGCCTAGGGTCC 186

Ai05B25788 Araip.B05 25788 c (AC)6at(AC)23aa(AC)32aa(AC)9146 126268580 126268725 CCTTATCTTCGCAGGTCGAG TCGCATCGAACATGAAACTC 257

Ai05B25790 Araip.B05 25790 c (TG)7tctctctc(TA)838 126269341 126269378 TTCGCAAGTCGAGGCTAGTT AGGTGACGAGGCATTACGAC 256

Ai05B25791 Araip.B05 25791 p4 (GTTA)5 20 126292381 126292400 CACCACCACCATTCACCATA AAATGCTTTGAAGGCAATGG 266

Ai05B25794 Araip.B05 25794 c (A)10ctaacaacgacaacaaacgcacaaggaggcaaaaaagagaaagaaaaaagaaagagggaag(A)1081 126303564 126303644 TATGGGGATCATTGCTGAGT AGGTAAAGTCAAGCGGCAGA 233

Ai05B25797 Araip.B05 25797 p3 (GTG)10 30 126305170 126305199 TGTTGTTGGTGGTACGATGTT TGGTCATCAACATTACATTTCAA 275

Ai05B25799 Araip.B05 25799 p4 (TAAT)5 20 126310263 126310282 GCACTGAATGGCTGATCAAA GAAAGCCAAGCTAGCCACTG 110

Ai05B25801 Araip.B05 25801 p3 (AAT)17 51 126311450 126311500 CATTCACTTTTCTTTTTATTCCCTG TGGCTACATGATCCACAACAG 278

Ai05B25802 Araip.B05 25802 p3 (ATG)5 15 126313331 126313345 GGAATGGTAGTGAAGTGGGG GGAACTTGATGCTTTTTGGG 256

Ai05B25804 Araip.B05 25804 p2 (TG)15 30 126327643 126327672 GGTGTTTTGTGGCTTAGGGA ACCAAAACCAATCCCAAACA 243

Ai05B25805 Araip.B05 25805 p2 (TA)9 18 126335677 126335694 CATTCTGGGAGCATCTGTCA AGCGCAACACTCACATGAAC 251

Ai05B25806 Araip.B05 25806 p2 (TA)6 12 126342313 126342324 CGCAGACTGAGTCAGGAGC CAACCCTCAGAAAACGTGGT 124

Ai05B25807 Araip.B05 25807 p2 (TA)7 14 126342450 126342463 TTCTCACGCAAGTAACCACG TGGTCATTCATGTAACACCCT 211

Ai05B25810 Araip.B05 25810 c (CTT)9catcaccgttcagcagcaagtgttgttgctatgtgttggcgtgtctccctcaaccacatgcttctgat(TCA)5110 126346478 126346587 AACCAACCGCATAACAATCC GGAGGAGCAGCAGAAGAAGA 186

Ai05B25820 Araip.B05 25820 p2 (CT)6 12 126365121 126365132 CTGAACCAAACTGCTTTGTCAC GGAGAGAGAAAGAGAGGGGG 215

Ai05B25822 Araip.B05 25822 p2 (CT)6 12 126366108 126366119 CCACGCTCTATCACAAACACA TAGAGGAGGGGAGAGAGGGA 109

Ai05B25823 Araip.B05 25823 p2 (AG)12 24 126366224 126366247 TCCCTCTCTCCCCTCCTCTA TTTTCTCTCTCCCATCCCCT 233

Ai05B25824 Araip.B05 25824 c (GA)6ggagggagaggggagt(GA)6agggagggggaaagagaa(AG)8ataaggaaaaagagagagatttgg(GA)6tgagggagagaaagaggagaaagagagagaggggatggaagggagggagagagagtgggataggggaaaggaagaaggg(GA)8205 126366385 126366589 GGGGATGGGAGAGAGAAAAA TCTATACCGGCGACACCAC 280

Ai05B25825 Araip.B05 25825 p2 (GA)10 20 126366692 126366711 TAGTAGAGGGAGGTGCGTGG TTTAACTAGGGGTGTGCAAAAA 251

Ai05B25827 Araip.B05 25827 p6 (CACAAC)5 30 126371695 126371724 AACACCAACACCAACACCAA CCTCACGCCTTACTTCTGCT 249

Ai05B25830 Araip.B05 25830 p3 (ATA)5 15 126380282 126380296 GACAGGTGCCCCTCTTGTTA CGCATGAGAGGGGAGTAAAA 216

Ai05B25831 Araip.B05 25831 c (ATA)5(TTA)30 105 126380630 126380734 CGCATGAGAGGGGAGTAAAA TGATCAATTTCCATGGCTGA 224

Ai05B25832 Araip.B05 25832 p2 (GA)9 18 126383276 126383293 TAAACAAGTGGTGGTGCTGG ATGGGGTTGTGTGTCCAAGT 141

Ai05B25844 Araip.B05 25844 p2 (TA)6 12 126434621 126434632 GGCATTTTTGTCCCCTTTTT TTGGGTATGGAAAATTTGGG 220

Ai05B25845 Araip.B05 25845 c (GC)6acagtgcgctcgcgcgcggatgcccg(T)1149 126436478 126436526 TGCACAACTTTGGCACAACT AGATTAGGGGAGTGCCCTGT 132

Ai05B25846 Araip.B05 25846 p2 (TC)6 12 126444556 126444567 GGCAATCAAGGAGGCATTTA TTGGGAGGGAAAGTGATTTG 221

Ai05B25849 Araip.B05 25849 c (AAAT)5aaaaataaaaa(T)1041 126447724 126447764 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 144

Ai05B25850 Araip.B05 25850 c* (A)10(AC)6* 21 126458594 126458614 TCACGGCACTTCTTACATGG TCATAGCCCCAAGCTTGTCT 188

Ai05B25858 Araip.B05 25858 c (T)10atatttttttaaaaaaagtagcacttttagttgatatttttctcgatccgtcccatcaactaaaaaa(T)1087 126472642 126472728 TTAAATTTCGGGCAAAATGG GGCCAGTCCGTTTATCCTTT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25859 Araip.B05 25859 p2 (CT)6 12 126486003 126486014 CGGTTCAGTTGGTGGTTCTT TCACGTGAAGTTGATAGCTGAAA 243

Ai05B25863 Araip.B05 25863 p3 (GTA)7 21 126499251 126499271 TTGCTCCAGGTCAGTGATTG CTTAACCCAGAGCGAGTGGA 139

Ai05B25864 Araip.B05 25864 p2 (AT)6 12 126500167 126500178 GCCGAGCCTAGAGCTTGTTA CAATGCAACACTCACGATCA 107

Ai05B25872 Araip.B05 25872 p2 (AG)9 18 126511153 126511170 GACGTGCTGATCTACGACGA GGGATAAAATTCAAACGCGA 190

Ai05B25875 Araip.B05 25875 p3 (AAT)6 18 126515020 126515037 TCCTTGCGTAAATCCCTGAC AAGAGGGAGTCAAGAACGCA 237

Ai05B25876 Araip.B05 25876 c (A)10cgg(A)10 23 126515320 126515342 GGTGATCCATGCTAGGGTGT TTGAAAACCCATGAACTGATGT 190

Ai05B25877 Araip.B05 25877 p3 (GTA)6 18 126515562 126515579 TCCCTCAACTAACCCCTCCT CTTCCTGATAGATGCACCCC 263

Ai05B25879 Araip.B05 25879 p2 (CA)10 20 126519156 126519175 GAGAGTGGTGGTGTGGGTCT TTCAGTGCACAGGATCAAGC 275

Ai05B25880 Araip.B05 25880 p4 (GGAG)5 20 126519327 126519346 GCTGACACCAGAAACCCATT CATTTGCCTCCACAAAACCT 250

Ai05B25881 Araip.B05 25881 c (ATC)6catggatgaatgaatgagaatcacaaag(A)1157 126519671 126519727 AGGTTTTGTGGAGGCAAATG TACTGCCGGTGAGTGTTTCC 265

Ai05B25882 Araip.B05 25882 p2 (TC)12 24 126520063 126520086 GCATTTAGAACGCGGAAAAG CAGAAACCAGCGAGGTCATT 181

Ai05B25883 Araip.B05 25883 p2 (TA)7 14 126525747 126525760 CTGGTTGTTGTCAATTATGTTTTT TTGACATTTGTTGTTCCTCACA 255

Ai05B25886 Araip.B05 25886 c (T)10ctgtaatagccaaacagtatattatatttaaggcaaggatagcttttcttttaatacttttaat(A)1185 126531584 126531668 AAATCAAATTAATAAACTAACCACAGC ACGCGAAAACTGAAGCAGAT 170

Ai05B25888 Araip.B05 25888 p2 (AT)6 12 126533118 126533129 TGAGTTTACTGCATCAACAACAAA TGACTCAAGGGATTCGTGCT 264

Ai05B25893 Araip.B05 25893 p3 (TCA)19 57 126548515 126548571 ATGTGCATTGTTGCTGCTTC AGGAGGAGAAGGAGGAGGAG 242

Ai05B25895 Araip.B05 25895 p3 (TCC)5 15 126551066 126551080 CGGGAACGATTAAGGGTACA CCATGACACCGGAAGTTTCT 270

Ai05B25896 Araip.B05 25896 p3 (TCA)19 57 126551268 126551324 TTGATGATTAAATGATTGTCAAAAA GCTAAATCGAGTGGGCAGAA 208

Ai05B25901 Araip.B05 25901 c (T)13cccac(AT)7 32 126573760 126573791 TGCCCAATTGTCCATCCTAT CCAAATATTTAATGTGGCACAAC 185

Ai05B25910 Araip.B05 25910 p3 (TAA)18 54 126588620 126588673 ACTGTTGGCAGTTCTCGGTT TGAATCAAATCTTGAACTGGTCT 213

Ai05B25915 Araip.B05 25915 p2 (TA)8 16 126599244 126599259 TACGGGCATTGCCTATTCTC TGCATTGAGAAAAATTTTAGAAAAGA 273

Ai05B25916 Araip.B05 25916 p3 (TGG)5 15 126601174 126601188 CGCTACTCCTTCTCTCTCGC TTGAGGAGCTTGGTGTTGTG 129

Ai05B25921 Araip.B05 25921 p2 (AT)6 12 126609051 126609062 CAGAAGACCTCTCCATTCGC TTTTGAAACCTTAATTGGCTCC 211

Ai05B25922 Araip.B05 25922 p2 (TA)7 14 126609444 126609457 TTGCAATTCTTTTGTTGCATT TTTTATTATGACCAAAATACCCTTTTT 268

Ai05B25923 Araip.B05 25923 c (T)11cgatttcatga(T)1032 126615319 126615350 GCTGCAAACTGGAAGAGACC CCTCCAGGAAAACCCTTCTC 212

Ai05B25928 Araip.B05 25928 c (AC)8aaa(AT)9 37 126636037 126636073 TCGAAGACCAAAAGCAAAGC ACAACCAACACATGGAGCTG 209

Ai05B25930 Araip.B05 25930 p2 (AT)6 12 126639894 126639905 TTCCAATTGCATGTGCTTTC GGGATTATTTGGAGTTTCCGA 259

Ai05B25932 Araip.B05 25932 c (A)12ttcttgataactggctattttcccctgcctattactatcggaggaatgtcagatatatggatgtttagttgttgatctcaat(TA)7108 126640183 126640290 AAAAATATGCTATTGGGCCG CCACAAATCACTCAAAATCTTTGTAA 271

Ai05B25937 Araip.B05 25937 c (A)12ttcaaacataccaatcaattgcatgatgacagaactcactcctcacccaactctgattgtaccctctcaaccattcaaagaac(ACA)6113 126644466 126644578 TCACGTCAATCCTTCTCAGTG CACCACATACAACCTTTGGG 236

Ai05B25943 Araip.B05 25943 p2 (TA)6 12 126662460 126662471 GTTAACCCGACCCGAGTTC TTCATGCAGACCTTCCTCCT 185

Ai05B25944 Araip.B05 25944 p2 (TA)14 28 126668026 126668053 GCACCAGACTTGATCTGCAA TTTGGAATGCCTCTGGTTTC 214

Ai05B25945 Araip.B05 25945 p3 (CAT)5 15 126668850 126668864 GCAATGCCAGATGGATCTTT TTTGGGTTTCCAATCATTCC 264

Ai05B25946 Araip.B05 25946 p3 (TGA)5 15 126676239 126676253 CCTCATGGGAAGACTTGGAG CGGCCTCTCTCACTCTTTCTT 255

Ai05B25949 Araip.B05 25949 p2 (AG)7 14 126691566 126691579 AGAGTGTTATGCGGCCAAAG CCAAATCATCTGAGACGCAA 184

Ai05B25951 Araip.B05 25951 p3 (TAA)12 36 126693937 126693972 CAACCATCCCTTGCGTATCT CCAAAATCAAAATAACGTCGC 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B25954 Araip.B05 25954 p2 (TA)7 14 126703152 126703165 TTCCAAAAGCTCAAATTAATAGAAAAA CCTATGATCCTTCCATCTGAGG 271

Ai05B25955 Araip.B05 25955 p4 (TATT)6 24 126721248 126721271 TGGGGTAATTTTGTCCCCTT CAAGTATGGGAAATTGTGGGA 205

Ai05B25957 Araip.B05 25957 p2 (AC)6 12 126733732 126733743 AGCTCCCTAGCGGAACAAAT TGCTAGATGCTGCGTTTCAT 250

Ai05B25958 Araip.B05 25958 p2 (TC)6 12 126742497 126742508 GCATAGGCTGAGGCTTTTGA ATGGACGATTTCGATTCTGG 274

Ai05B25959 Araip.B05 25959 c (CCA)6acaccaacaccaccgccacaaccaacaccaa(CAC)5taccaccaacaccaacaccaacaccaacaccaccccccacccactgccactccat(CAC)5134 126742840 126742973 CCCTCACCACTACCAACACA GATGGGTGTTGAGGAAGAGTTC 280

Ai05B25960 Araip.B05 25960 p3 (CAA)6 18 126743289 126743306 AAGCGGAAGAACAGCAGAAG GCAGAAGGAATCAGAGCCAC 277

Ai05B25965 Araip.B05 25965 p3 (TCT)6 18 126764531 126764548 TCATTTAGTTTATGCTGCGGG GTATGGTGGTGGTGACGATG 134

Ai05B25966 Araip.B05 25966 c (AGG)7aagaagaagatgtgttgttgatgatgacggtaacgaaattaaaaaataataaaaaataagg(AGA)5cgtagcattcgaagtaaagaagaagaagcgtgaatttgaaat(AAG)6157 126771174 126771330 TGAAAAGAAAGTATGAGGCGAA CATCCAAGTTCATCCAAGTGA 248

Ai05B25967 Araip.B05 25967 p2 (TC)8 16 126777116 126777131 TCTGTCTCCCCTACTCCCCT GGAGGCGTTGTTAAACCAAA 276

Ai05B25969 Araip.B05 25969 p3 (AAT)6 18 126784519 126784536 CAACTTCTGTCTCGGAAGCC AATCCACAATTTGGCCTGAA 115

Ai05B25971 Araip.B05 25971 p2 (AT)7 14 126794192 126794205 CAAAAGAAAGGCCTGTTTGC TTGGAGTTGTCACCTTCCCT 210

Ai05B25972 Araip.B05 25972 p3 (AAT)5 15 126794814 126794828 GCCTTGTTATGAACGCGATA CGTTGACGCGAGTAAATGAA 164

Ai05B25976 Araip.B05 25976 c (A)10ctaaaaact(A)1029 126801869 126801897 CCATTTGTGAGGGTTGGAGT TCTGTAAATTTAATTCATGTGCCA 280

Ai05B25984 Araip.B05 25984 p2 (TC)6 12 126812980 126812991 CGAAGGAGGACATCCGTAAC TCTCAAGGAAGAGGAGCCAA 233

Ai05B25991 Araip.B05 25991 p2 (AT)6 12 126829358 126829369 TTTGTCAATCCGAACGAAGA CAGTACACAATATTTTGGGAAGTTAC 204

Ai05B25998 Araip.B05 25998 p4 (CATA)7 28 126875884 126875911 TTAGATGGCGTTTCACCCTC GTGGTGGCTGCTTTTGTTCT 269

Ai05B25999 Araip.B05 25999 c (A)11cccgaaagaaatccaatgcaaaaatgtttgtaatgcatgagttttgtaagtaattatcac(T)1182 126880051 126880132 TTGGAGTTGAAACAAATATGCAA TGTTTATGAATGTAGATAAGATTGTGG 275

Ai05B26001 Araip.B05 26001 p2 (TA)7 14 126884099 126884112 TTGCTTCCATTGTTTCATTCA TATAGCTACCCCAGCATGGC 162

Ai05B26003 Araip.B05 26003 c (A)10ttctaatccaaatttaaacg(T)1040 126887081 126887120 GGATTTTAAACCAAATCCAAACC CCCAAAGTTTCGGTTTTCAA 279

Ai05B26007 Araip.B05 26007 p3 (CTT)5 15 126905334 126905348 TCCAATTACTGCACGTTTTCA ACGTGGAGAAAGAGAAGGCA 112

Ai05B26008 Araip.B05 26008 p3 (TTC)5 15 126905453 126905467 ACTGCACGTTTTCACTGCAC GAAAAGGCAAGAAACGAAAGAA 178

Ai05B26012 Araip.B05 26012 p3 (GAA)6 18 126919660 126919677 ACAGTGAAATCGTGACAAGGT CGCTTAAATTGCATCCATAGC 253

Ai05B26017 Araip.B05 26017 p4 (TTTA)7 28 126942621 126942648 ATCATGAAGCATCAAGGGCT AACCATTGGCATTCCCATTA 275

Ai05B26018 Araip.B05 26018 p2 (AT)6 12 126943045 126943056 TTGCATTTCATGTTGCAGTTT TCAAAGAGGCCGAATGACTT 136

Ai05B26019 Araip.B05 26019 c (A)11tcaaagattatatgaaggcaaaaaatgagatt(A)1356 126948686 126948741 ACAATCTTCCCCTTTGGGTC AAACGTGGAGGCATTTTCAC 207

Ai05B26023 Araip.B05 26023 p3 (TAA)5 15 126963993 126964007 AATTTGGATTTCAAAGCATCA CCCCCGTCCATTTTACTTTT 144

Ai05B26027 Araip.B05 26027 p2 (AG)6 12 126977019 126977030 CTTCAAGCCTTGGCTGTTCT TCAAGGACTCATCAAGGGCT 254

Ai05B26028 Araip.B05 26028 p3 (TAG)5 15 126982244 126982258 GGCCCCTTCATAATTCCTTC GCCACCAAATCTCTCCAAGA 261

Ai05B26031 Araip.B05 26031 p3 (GAG)5 15 126990074 126990088 CCATAATGGGACGAGAGGAA GAAAGTCCAGGATGCCAAAA 119

Ai05B26032 Araip.B05 26032 c (GT)7atatatatgatggattctactatgtctatgcttatggtggttatagtggctatgcaagtgttgttaaaattaaaatcacac(TA)9113 126996346 126996458 GTGAGGCACTGAAGGCTAGG TGTGTTTTGAGGTTGAACTTGT 190

Ai05B26036 Araip.B05 26036 p3 (CTT)12 36 127006648 127006683 TTGAGCTTGTTTGGATGCTG TTCCACAACAAATTTCACAAAAA 244

Ai05B26040 Araip.B05 26040 p2 (CT)6 12 127017715 127017726 ATACTCAGGCGTCACCGAAG ATGCACTAGCTGGGAGGAGA 131

Ai05B26044 Araip.B05 26044 p3 (GGA)5 15 127039955 127039969 TTCTGAACAAAGTGGGGACC GAAGGTCCAAGATGCCAAGA 270

Ai05B26048 Araip.B05 26048 c (T)10caaaaattgcaaagccattgagtagtcttttatttaaagatgctctgttta(T)1172 127059962 127060033 CTTGGGCACCAAATCTCAAC TTATTGATGCGGACACAAGC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26049 Araip.B05 26049 p3 (ATT)6 18 127061554 127061571 TCCCTCTCATTAATTTCAATTTCC TTTCCAAGCCAAGAATGCTC 215

Ai05B26051 Araip.B05 26051 c (A)10gagagcaagaaaaagaaaaagcaagcagaaaaagccaaaagctctttaaaccaaaaggcaagagc(A)14gccaatagcccttaaaaccaaaaggcaagggtaataaaaaggatccaaggctttgagcatcagtggatatgaagaacaaagagaaaaaaaaacg(A)10193 127071147 127071339 GCAGTGAAGAACAAAGCTTGC TTTGGCTTTTTCTGCTTGCT 268

Ai05B26053 Araip.B05 26053 p4 (TTTA)6 24 127101514 127101537 CCATGATGGAGAAAGGGAGA TCATCATTCCTCCACGAACA 260

Ai05B26055 Araip.B05 26055 p3 (ATT)5 15 127116057 127116071 TTGCTCGTAGCAACTGCATC TAAGAGGTTGCGGGTTTGAG 236

Ai05B26056 Araip.B05 26056 p2 (AT)7 14 127117545 127117558 CGCTTATGGTTATATGGCTTTTG GGCTTCAACCTGGTCCTCTT 277

Ai05B26064 Araip.B05 26064 c (A)10cagaacaaaaaattcaaagt(A)1040 127134200 127134239 GACAGTAGGAGCAGCGGAAG TCCTCCCCATTGTTGACTCT 237

Ai05B26065 Araip.B05 26065 c (T)11catgtcgttactacacg(TTC)646 127135199 127135244 GCCTACCACGACGGATAGAA AGGAGGAGATGGTGTTGGTG 256

Ai05B26068 Araip.B05 26068 p3 (CTT)6 18 127136525 127136542 TTCAAAACTCTTCATCTTCCTCC GGGGATCATTTTATGGCAAA 234

Ai05B26069 Araip.B05 26069 p3 (TTC)5 15 127137222 127137236 GCTGCTCTTCTTTGCTCGAT GAAGAAGCAGGAGCAGAAACA 218

Ai05B26070 Araip.B05 26070 p3 (TTG)18 54 127137407 127137460 TGTTTCTGCTCCTGCTTCTTC CCCCTTCTTCCCCAAAATTA 217

Ai05B26071 Araip.B05 26071 p3 (TGG)11 33 127152809 127152841 TCATCCTGGTTTAACTGATCTGAA TTGCTGATGTGGATGGTTGT 256

Ai05B26073 Araip.B05 26073 p3 (TCT)9 27 127155243 127155269 CATGCACACATTACCAACCA CTTCAGGATCTGTGACAGCG 232

Ai05B26083 Araip.B05 26083 p2 (TA)8 16 127185808 127185823 GGACGCAGCCCAAATTTTA ATTCCCGCCCCATACTTATC 203

Ai05B26088 Araip.B05 26088 p2 (AT)6 12 127196981 127196992 TTTTGGTTTTATTTTGTATCATGTCA AAGGAGCCAAGGAACCTTTT 152

Ai05B26090 Araip.B05 26090 p2 (TA)11 22 127198400 127198421 CCAGACACGACTTACGAAACA CGTGCTGGAGACTCTGTTGA 223

Ai05B26091 Araip.B05 26091 p3 (TCT)9 27 127201462 127201488 AAATGCCCATTTTTCACCAG TGTTGTTGGATTTGAGAATTTGA 239

Ai05B26092 Araip.B05 26092 p3 (CAA)11 33 127201768 127201800 CACAACAACATCCAGAAGCAA AATTGTGCAGTGGTTTCCGT 273

Ai05B26093 Araip.B05 26093 p3 (ACC)5 15 127202164 127202178 GGACGACCTCCTTTAGCCTC CTCTTGTTCCTCGTCGTCGT 274

Ai05B26095 Araip.B05 26095 p2 (AT)10 20 127205573 127205592 TGTCCTGTACCTAATGCCCA ACCCCTCCTTGGTTTCAAAT 206

Ai05B26098 Araip.B05 26098 p2 (CT)10 20 127206727 127206746 AAATTGTTGATGAGTTATCTGCCTT TGTGTGCACCCTTGACTGTT 272

Ai05B26099 Araip.B05 26099 p2 (TA)8 16 127206885 127206900 GGGTGCACACATGAAAGTTG TGGCAGTTGTCACATAGGCT 246

Ai05B26100 Araip.B05 26100 c (A)10gagtagaagaaatcaaatgaaagaaaaagaaaaggaaggaaaagaaagttcc(A)1072 127208148 127208219 TGACGACCAAAAAGATGACG AAAATAAAAATGTTAGGCAGCCA 187

Ai05B26101 Araip.B05 26101 p3 (TTA)7 21 127214383 127214403 TTTGGTAAATTGCCCTGATTTT GACATAACAGTTCTCCGTCCAA 247

Ai05B26104 Araip.B05 26104 c (A)10tatcgtatttctaaaaataaagttggaaaatcgttttgggagaaataatttttttttattttataaaagaaaaaaatacttgattttgaatg(T)10ctcttaaattttgaatttttttttcttctgttttaga(T)10159 127229053 127229211 GTCGGGAGACGGCAAACT TCAAAACGGAAATTAATGTTAGTAGAA 276

Ai05B26106 Araip.B05 26106 p2 (TC)6 12 127232471 127232482 TCCTCCCACTCTCTAACGGA TTCATTAATCTCCCCCTCCC 254

Ai05B26108 Araip.B05 26108 p3 (CAA)6 18 127233860 127233877 GCAAAACGACCACTTCATCA GCATAAGTGAGACAAGCAGGG 173

Ai05B26110 Araip.B05 26110 p3 (ACC)6 18 127244958 127244975 AGCGACAGGGACATTATTGG TCGTCCTCGTGTTCCTCTTC 115

Ai05B26113 Araip.B05 26113 p3 (TCT)5 15 127246253 127246267 CGCCTCTTTCTTCAACTTCG TGTGTGCTGTGCACCAAAAT 242

Ai05B26114 Araip.B05 26114 p2 (TA)6 12 127257464 127257475 TGACTGAATTTGGTGTGCAA TGATTGCCTAAGTGTCTCATTG 212

Ai05B26116 Araip.B05 26116 p3 (AAG)5 15 127260266 127260280 GCACGTAAATGAAGAAGGAGC ATTGCACGTTTTCACAGCAC 117

Ai05B26117 Araip.B05 26117 p3 (TTC)6 18 127264333 127264350 GCAACAGAAGAGGAAGCAGG AAGAGTGTGGCGGTGAGTCT 267

Ai05B26118 Araip.B05 26118 c (T)11acactgtgaatca(T)1034 127264861 127264894 TAGGACGCTACGGAATCTGG CATAATTTGGTGAGGCACCC 167

Ai05B26119 Araip.B05 26119 p3 (CAC)5 15 127270955 127270969 CACTGCCACCAACATTACCA ATCTGCATCGCTTTCTGCTT 216

Ai05B26124 Araip.B05 26124 c (T)10caattaggtccctcttagtagtaattggcttcattatatagggacccaact(A)1071 127292600 127292670 ACGAGAAAACCGGCTAAGGT TTATTTGAGTCCCTGCACCA 233
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Ai05B26132 Araip.B05 26132 p3 (TTC)6 18 127308962 127308979 CCTTCCAAACCCACCCTAAT GGGACTCAATGTTGTTGCCT 243

Ai05B26134 Araip.B05 26134 p2 (TC)13 26 127321604 127321629 ACCATCACCAACGAATAGGC AAAAATGGGGTCCCAAAAAG 105

Ai05B26138 Araip.B05 26138 p2 (CT)8 16 127342439 127342454 CACCATTCACAGCAACAACC AGAGGGAAGTGTGTGTTGGG 106

Ai05B26139 Araip.B05 26139 p5 (AAAAT)5 25 127342642 127342666 CCCAACACACACTTCCCTCT GTGTCCTGTCCCCTCTGTGT 265

Ai05B26141 Araip.B05 26141 p2 (AG)6 12 127350488 127350499 GCATTAAATTCAAGATGAGAGAGTTG CGGTCTGAGGCAAAAGAAAG 240

Ai05B26142 Araip.B05 26142 c (A)11gtgtagtttcaatttag(T)1139 127352871 127352909 AATCAAACTGAACCATAAAAATCG ATTAATGGCATGCTGACGTG 236

Ai05B26143 Araip.B05 26143 c (AC)7(AT)20 54 127356217 127356270 TTGAAAAGCGCAACACTCTG CTTTCGGGTTTCTTTTGGGT 238

Ai05B26144 Araip.B05 26144 p2 (TA)6 12 127360605 127360616 TTTGCGAAGATAACCGATCC TTTCAGATGCAGGACGTGAG 274

Ai05B26146 Araip.B05 26146 p3 (GTT)5 15 127373805 127373819 CCCGCCTTACCACAAGAATA TAGGGGACCATTCCCACATA 225

Ai05B26150 Araip.B05 26150 p2 (CT)17 34 127386177 127386210 TCTGACTCCTCATCTGGGCT TTTCGATTAGCGATGCAGTG 206

Ai05B26161 Araip.B05 26161 p3 (TGT)5 15 127415942 127415956 GCATGTGCTTTTGCTTTTGA TTCACCCTGTTCTTCTTCTTCA 174

Ai05B26163 Araip.B05 26163 p2 (AT)6 12 127420175 127420186 ACCATTTCAACTTCGGCAAG TGCAAGGAAGAGATGGTCAA 217

Ai05B26165 Araip.B05 26165 c (A)11cgaaaaaatcatgtga(T)1138 127421902 127421939 AAAACATTGGGGAATTCAAGA TGGGGATGGAATTTTTATTTTT 257

Ai05B26169 Araip.B05 26169 p2 (AT)7 14 127431451 127431464 TCTCAAAAGATTTTCTTTCCAAAA ATTGGAGCAAAAGCAACCTG 194

Ai05B26171 Araip.B05 26171 p4 (TATT)7 28 127433010 127433037 GAGGAAGACATATGGCGCA AAAATTCATTTTATGGATGTGTGG 279

Ai05B26172 Araip.B05 26172 p2 (AT)13 26 127434008 127434033 CAATTGAAGTGCGTGGTTTG GCGAAATCGCAAATTCCTTA 249

Ai05B26175 Araip.B05 26175 p3 (AAT)5 15 127435229 127435243 TCAACCACCAAAATCTGCAA CAACACTTCCAAAAGGAGGG 227

Ai05B26176 Araip.B05 26176 c (T)11aatcttttattggtagagactattgatgaattaattattaatagcagttaattaatattaacgtaaaatagtctttttttaagtaaaaaaaac(A)13117 127435512 127435628 GAACCATTAGCTCAAGGAACTGA TCAAAATAAAAAGCAACAGATTGG 275

Ai05B26177 Araip.B05 26177 p3 (TTA)11 33 127436399 127436431 AAAGGCACATTTTACGAGCA CCAAACATTGATTAGGAAATTGG 211

Ai05B26186 Araip.B05 26186 p3 (AAT)5 15 127454094 127454108 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 235

Ai05B26187 Araip.B05 26187 p3 (AGA)5 15 127457022 127457036 TTAGAATGTTGCTCGCCCTC CCTAATTGGTGCAGGGATGT 194

Ai05B26189 Araip.B05 26189 p3 (GGT)5 15 127463324 127463338 ACATGGAGCCAGATTTGAGG AGGTCATCACTGCAGCCTCT 242

Ai05B26192 Araip.B05 26192 p2 (AT)6 12 127469079 127469090 GATGCCCGATGATTTCATTT TTCAACTCCATTAATCCACGG 278

Ai05B26193 Araip.B05 26193 p2 (AT)8 16 127469626 127469641 AGCACCTGAGGCACACTCTT TCACTGCCAATCAAATCCAA 143

Ai05B26194 Araip.B05 26194 c (A)12gcactcaagttttaagacccaaaagggaaaaggaaaaccaaaataaaattgggttaaataagagtttggtcttattaaagtgtttgaaa(T)10111 127470047 127470157 GGAATTGGATCAAGCACTCAA CCCTAAACAGAGAATGAAACACTT 178

Ai05B26196 Araip.B05 26196 c (A)11tagtacagataaatttttgg(A)1041 127473419 127473459 AAATTCAATGGTCAAATTGTTTCTT TTTTTCGACAACTATAATTTTCTCC 280

Ai05B26197 Araip.B05 26197 p2 (AT)7 14 127474410 127474423 TTCACAATGGCACTTGCTTC TCATGAGTGGTCCAGTGTTGT 135

Ai05B26198 Araip.B05 26198 p4 (TAAT)5 20 127482779 127482798 TTGAATCATCAAACTATGCACAAA AATTAGGAATGAATGTACAACAGGA 145

Ai05B26201 Araip.B05 26201 p2 (TA)6 12 127493416 127493427 GTGTCACCAAACATGGCATC TCCTCTTCCACCCAATGAAG 222

Ai05B26205 Araip.B05 26205 c (A)10ttgtatatataatt(A)1236 127504576 127504611 TCAATCCAGATTTTTCTTCAAGC TTTTCAGCCCCAAAAATCAA 274

Ai05B26208 Araip.B05 26208 c (TTG)7aa(TTG)5 38 127516419 127516456 CTCCATCACTGCCTCCCTTA GCAGCAATTCAGAAACAATTCA 249

Ai05B26211 Araip.B05 26211 p3 (AGA)5 15 127531631 127531645 TCCTCCAAACAAACCGAAAC GGTGGTGAATGGGGTAGAGA 140

Ai05B26212 Araip.B05 26212 c* (A)10(AT)10* 29 127540424 127540452 GAACTTGCGATCACACCCTT GCAAACGTTGGCAACTCTCT 277

Ai05B26218 Araip.B05 26218 p2 (CT)25 50 127549898 127549947 GAAACCCTAAAACCTAGAGAGAGGA GTTTCAAGCCCGAAAATGAA 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26222 Araip.B05 26222 p2 (AT)9 18 127567195 127567212 TTGCCATAAATTTTGTACAGAGGA CGCTTTCGTCTGCACTACTC 267

Ai05B26223 Araip.B05 26223 p2 (CT)7 14 127571281 127571294 TCATTTGAGCAACATCCAACA TTGAATTTGACAGGGTTCCA 111

Ai05B26224 Araip.B05 26224 p2 (AT)6 12 127571777 127571788 TCCGAAACCCCTAAACTGTG CACAATTTCCCAATTCCCAC 232

Ai05B26225 Araip.B05 26225 c (AAC)5a(AAAT)5 36 127589988 127590023 AAGCAGCCCTTGACACAAAT ACCCGCACTCAAGAAATCAC 227

Ai05B26226 Araip.B05 26226 p2 (AT)8 16 127590402 127590417 TCAGTTCATGAGATGGTGGC ATTAACCAACGGCTTTGTGC 240

Ai05B26227 Araip.B05 26227 p3 (TTC)6 18 127590951 127590968 ACCTCAAAAACGGATGCAAG CGTGCAAGAAGAAGAAGAACG 184

Ai05B26228 Araip.B05 26228 p3 (CTT)5 15 127591076 127591090 CTCAAAAACGGATGCAAGGT CAGAATGAGGAAGAAGAACGTG 280

Ai05B26233 Araip.B05 26233 p2 (CT)6 12 127613341 127613352 TCCGTTTACCACCCCTAATG TGACGAACTTGAGAGGCAGA 241

Ai05B26234 Araip.B05 26234 p2 (TA)6 12 127617262 127617273 TCCTCAGCCCAAGCATAACT GATCAATGCATGGAGGACAA 224

Ai05B26237 Araip.B05 26237 c (T)10gcctatttttttttc(T)1035 127628291 127628325 TTAATTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 182

Ai05B26240 Araip.B05 26240 c (TA)54ataaagttttgaattaatggaaacattgagagtttttattagtttcatatattacacttattcccataaa(T)11189 127639989 127640177 TCAAGAATACTTTCATGATATGAGGTT TGCTAATGTCTCCTTATCTAACGATTT 270

Ai05B26246 Araip.B05 26246 p4 (ATTT)5 20 127644070 127644089 AGGTAAAACAACCCACGCTC GGACAGGGCAAAGTTTGATT 145

Ai05B26253 Araip.B05 26253 p2 (GA)6 12 127663834 127663845 AGAGAACTGAGCAAGGAGCG TGACGGGAATCAAGGAAGAG 155

Ai05B26262 Araip.B05 26262 p4 (TACA)5 20 127697652 127697671 GATTTCCATGTCGGTATCGC TTTATGCAATTTCTTTTATGGATCT 170

Ai05B26266 Araip.B05 26266 c (T)10ctcaccaaaaatcgaactctagatttttcggacataaaactctaatttcatgtcataataccacttttctaacacaaagaaagtgaagaattga(T)10114 127701592 127701705 CATCCTTTCCAACAAAAGCC TTTGGAAGAAGTACGTAATTTTATGAT 275

Ai05B26271 Araip.B05 26271 p3 (TAT)6 18 127715018 127715035 AAGTTGCACCCACTCGTGAT TCTTAATGCAAACCAACCTGAA 195

Ai05B26278 Araip.B05 26278 c (A)14taacacacacatgcagccacaaatttaattaatatcgtattagaatgtggtatttttgttgtattttttccttttg(A)10100 127735967 127736066 TGGACAATGCTTCATCTCTGA TGAAAGAATGCAATTGCGTAAA 276

Ai05B26279 Araip.B05 26279 p2 (TA)7 14 127741885 127741898 CAAAATGTCCAATGAATTTGC GCTCACGTTAGTGAAAATTAAGAAA 249

Ai05B26282 Araip.B05 26282 c (A)11gatcttttaaaaaaagatgtaaattacagcttcttaaaaaagatc(T)1167 127745530 127745596 TTTTTATCAATCAATTATGTTTGGG CTTAGTGCATGTTTGGACGC 276

Ai05B26285 Araip.B05 26285 c (AG)10aaccaaagaaaaacaaagctgctattgctta(TG)8at(AG)7gaagt(A)1199 127747816 127747914 GAGGAGAGAAGTGAAGGGGG TTTCGGTTTCCTCAGCTTTC 261

Ai05B26286 Araip.B05 26286 p3 (TTC)5 15 127748053 127748067 GAAAGCTGAGGAAACCGAAA GGCAATTGATGATGACGATG 142

Ai05B26287 Araip.B05 26287 p3 (TCT)5 15 127748905 127748919 CGCGTCTTCTCCAGGTATTC AATAGAGCTGGGCAAGGTCA 269

Ai05B26289 Araip.B05 26289 p3 (CAA)5 15 127749768 127749782 TCAACAACCACCAACTCCAA TCCAAGTTTGGGTGAAGGAG 279

Ai05B26290 Araip.B05 26290 p3 (CCA)7 21 127749951 127749971 GCCACTGCTGAAACATTCCT TGGTTTTGAAGCTGCTGATG 191

Ai05B26291 Araip.B05 26291 c (TAC)5tattactg(ATA)5atgggaagaaagcatctacagctactaactcttagaacaaga(AAG)7101 127750603 127750703 GCTACAGCACCACCAGATGA TGTGGATGAAGATGAAGATGGA 242

Ai05B26292 Araip.B05 26292 p2 (GA)6 12 127751780 127751791 TGTCCTTGGTTTTAGGGTGC TAACCCCTTTCAACAGTGGC 110

Ai05B26293 Araip.B05 26293 p3 (TCA)5 15 127751910 127751924 GCCACTGTTGAAAGGGGTTA GCTGGTTCTTGGTTCTGCTC 217

Ai05B26296 Araip.B05 26296 c (AAC)8(AAT)9 51 127755689 127755739 TTTTCTTTTCCAACACCAATGA TGCTCATTGTTCTTCTTCTTGC 268

Ai05B26297 Araip.B05 26297 c (A)10ctctcctatcatatgctcaaaaatatgacgcaaatacctg(A)1262 127758298 127758359 GTTAGCGAGGCCCATATTGA TGACATGCATTTGCTCAAGG 147

Ai05B26305 Araip.B05 26305 p2 (CT)7 14 127770433 127770446 TCTCTCTCCTCCTCCCCTTC TCTCCCTCTTCTCTTTCCCC 259

Ai05B26309 Araip.B05 26309 c (A)10gcaaaagaaaaaaatagaaaaagaaaaagaaagtaataaaaaggggacaaaaatgtcccaaagtaaagtaataataacaatgcatatgggttgtgat(A)12119 127773054 127773172 CCATATGCATTGGTACTGTTGT TCACACACTCATGCATTCTCC 186

Ai05B26311 Araip.B05 26311 p2 (TA)10 20 127779283 127779302 CAGGCTGTTGCCAGTACTCA TGGTCCCACCTATAAAATCAATG 229

Ai05B26312 Araip.B05 26312 c (AT)9(GT)8 34 127779473 127779506 TTGATTTTATAGGTGGGACCAA TTGCCACTTGCCACTTATGA 257

Ai05B26318 Araip.B05 26318 p2 (AT)9 18 127793121 127793138 GATCCACTCTCGAGTTGAACCT TTTGGTGGGGAAAGAAGTGT 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26322 Araip.B05 26322 p4 (TTAA)5 20 127795735 127795754 AAAATGAAGATATTTGCACCATTG GCGGTTGTCCGGTAAATTAAG 278

Ai05B26329 Araip.B05 26329 p3 (ATT)8 24 127801778 127801801 CCCTATCAATTTCCAACCCA TTTACACGTGATCTGACCCC 121

Ai05B26333 Araip.B05 26333 p2 (AT)6 12 127817054 127817065 CCCCTTCTCTTAGCCACTGA TCTCTCGGTCACGCTTTTCT 259

Ai05B26334 Araip.B05 26334 p2 (AT)8 16 127817204 127817219 CCCCTTCTCTTAGCCACTGA TCTCTCGGTCACGCTTTTCT 259

Ai05B26335 Araip.B05 26335 p2 (CA)19 38 127818858 127818895 CCCTCCTTACAAGCGAAGAA AAAATGGCCAAAGGTCTTGA 268

Ai05B26336 Araip.B05 26336 p2 (TG)7 14 127821632 127821645 AGATGCAGATCGGGAGACAC AAACTCCAAGCTCAACCTGC 235

Ai05B26339 Araip.B05 26339 p2 (TA)13 26 127833388 127833413 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 275

Ai05B26340 Araip.B05 26340 p2 (AC)6 12 127865510 127865521 AATAACGCCATTCCCTCAAA CGTTGATGTCATCCAAGGTG 239

Ai05B26347 Araip.B05 26347 p2 (AT)6 12 127899939 127899950 GGTGGCAAGGCACTACAACT AATGATGCGCTTGTCTGTTG 118

Ai05B26354 Araip.B05 26354 p3 (TAA)11 33 127917262 127917294 CGTTGCAATTCGTTGACTTC TCAGGACAATTTAAATGAGAGGC 183

Ai05B26355 Araip.B05 26355 p2 (AG)7 14 127931954 127931967 GACGGAGGAATGGAAAGTGA GATTCGTTCCTCCTGTCGTC 226

Ai05B26362 Araip.B05 26362 p2 (GA)6 12 127966889 127966900 TAATCGGAGGAGAAGGAGGG ACTGGTCGGCAACAAGGA 226

Ai05B26366 Araip.B05 26366 c (TG)6tt(TA)8 30 127983379 127983408 GCAGGTTCAGGAATCTTTGG TCGACGAGTGGGAACATAAA 140

Ai05B26369 Araip.B05 26369 p2 (CT)7 14 127993364 127993377 GGAACATTGAACCTGTGATTGA CTTTTTCAGCCCAATTCCAA 225

Ai05B26370 Araip.B05 26370 p3 (TAA)16 48 127998679 127998726 TGCTAAAATCGTTGCAATTCAT GGGCAATTTAAATGAGAGGC 269

Ai05B26372 Araip.B05 26372 p3 (GTT)5 15 128010243 128010257 GAGCTTCTTGGCTTGGAATG AAAGAGCCACACCACCAAAC 216

Ai05B26379 Araip.B05 26379 p2 (TA)7 14 128046854 128046867 CAAAAATCCAGTGAGGGTTCA TGGAATGTTATGCAATGCAAC 268

Ai05B26380 Araip.B05 26380 p4 (TAAA)5 20 128056104 128056123 CTTGGTGTTTTCCCTCCAGA CCATGATGGAGAAAGGGAGA 157

Ai05B26383 Araip.B05 26383 p2 (CT)7 14 128083921 128083934 GTCCTAGGAAGCTGTGTCGC TTTGTCCTGCATCTGTCTGC 211

Ai05B26386 Araip.B05 26386 p2 (AT)7 14 128101070 128101083 GCGTAGCGTTCACACATGAT ACTAGCTGGCCTAAACTCCG 175

Ai05B26390 Araip.B05 26390 p2 (AT)8 16 128111890 128111905 TTCATTTGTGGTTTTGCCAC CCAGGGATCTGAAGGCATAA 258

Ai05B26392 Araip.B05 26392 p2 (AG)7 14 128116646 128116659 GAAGGTTCGTCGTTCTGCTC GACCAGAAGCATTGACAGCA 202

Ai05B26395 Araip.B05 26395 c (CTC)8ttc(CTT)1469 128140691 128140759 AACACGCGTGACACTTCTTC AAACACGCGAAGAAAAAGGA 138

Ai05B26396 Araip.B05 26396 c (A)10gatgaataagaaaaaaaagaagatgataatgatgac(A)1157 128141285 128141341 CAGCATGATGTGTTTCTTCTTTTT GGGTGTAATACGAAGATATTTGGG 269

Ai05B26398 Araip.B05 26398 p3 (AAG)9 27 128142202 128142228 GGAGGAAGAGGTGGTGTTGA TCTTTTTCTTTTTCCGTGCC 162

Ai05B26399 Araip.B05 26399 p3 (AAT)7 21 128143020 128143040 ATTGCAAAAACTGTGATGGG CCATGGTAACACCCTCATTG 224

Ai05B26402 Araip.B05 26402 p2 (TA)6 12 128151651 128151662 CATTAATAATCCGGAAAGACCAA TCGCAGGTCAAAGGAAACTC 220

Ai05B26403 Araip.B05 26403 p3 (TTA)7 21 128153369 128153389 AAGCAGTTTGGATCGGTTTG GCCACCTCAAAGTTCATTCC 255

Ai05B26404 Araip.B05 26404 p3 (TCT)6 18 128153977 128153994 TTTTCATGTTTTTCTTCGTGTCTC GGAGGAAGAGGTGGTGTTGA 181

Ai05B26407 Araip.B05 26407 c (AGA)6aaaaggaa(GAG)644 128155846 128155889 TGAAGATGAAACACGCGAAG CACAACTCACAAGCAACAGGA 140

Ai05B26410 Araip.B05 26410 p2 (AG)6 12 128158478 128158489 AGCGATTTCTGGACCCTTTT GGAACATTGAACCTAACATTGAA 239

Ai05B26411 Araip.B05 26411 c (T)13cgtaaaaaaattaaaaataattagttaaaaaaaacgaaatttttgaaaaagagggaagatattttcgaaaatt(AG)698 128167011 128167108 TGTCCATCTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 279

Ai05B26416 Araip.B05 26416 p3 (TTC)5 15 128187674 128187688 TCTTCTTGGCCGAATACACC CCCATGACTCGGAGGTAGAA 221

Ai05B26417 Araip.B05 26417 p3 (AAT)5 15 128191250 128191264 AGCCTTGTTGAGGCTTTTGA TCGAAAATTCACTTCCCCCT 261
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Ai05B26421 Araip.B05 26421 c (A)12gcttccactagtggcatatcttatgcctctaaaaaggccacaccctggtttaagagctcattaagtcacggccgaggcttgaacacaaaaaag(A)11116 128195962 128196077 TCCATTTAAGGGTTTGTCGC CCAATCAACCTTGTCAAGCC 279

Ai05B26424 Araip.B05 26424 c (A)10ttttagttaaactattaattttataataaataataattagattcaattatg(A)1071 128198372 128198442 TGAAGCAACAATTTGGTGGA TGAAAAGTGACCAAAATTAGTGAAA 202

Ai05B26428 Araip.B05 26428 p2 (AG)7 14 128208525 128208538 GCCAGAGAATGGAGGAATCA TCATAAGCCAATTTGGGAACA 277

Ai05B26429 Araip.B05 26429 c (T)10aaaatttaaattcttttccaaatcagatctttttcaaaacttcctgaccactttctctcccctca(T)10cgaaaatcttcacttattttttatttattttattttaatttatttcatttttg(AAAT)7166 128212831 128212996 TCTCTTTCCTCACTAATTTCAAAAA TGGAGAAAGGGAGATGATGT 280

Ai05B26430 Araip.B05 26430 p2 (TA)6 12 128227156 128227167 GAGAAGGCGGATCTTAGTTGG AGGTTGTAATGGAGCCAAGG 208

Ai05B26432 Araip.B05 26432 p2 (TA)6 12 128234888 128234899 CGGCGAACTTTATTTTGGTG TGCTAAAAGGGTAAACTAAGCCA 279

Ai05B26434 Araip.B05 26434 p2 (TA)6 12 128236316 128236327 CCAACTCAATTGTGAAAGTGCT ATGGGTTTATCAACCTCCCC 264

Ai05B26435 Araip.B05 26435 c (CTC)8ttc(CTT)7ctc(T)1061 128240867 128240927 GCGCGACACTTCTTCTTCTT TGAAGATGAAACACGCGAAG 132

Ai05B26436 Araip.B05 26436 p3 (AAG)7 21 128242344 128242364 GGAGGATGAGAAGGAGGAGG GCTTGTTTGTGGGAGGTCAT 226

Ai05B26437 Araip.B05 26437 p3 (TCT)8 24 128242608 128242631 ATGACCTCCCACAAACAAGC GGAGGAAGAGGTGGTGTTGA 249

Ai05B26439 Araip.B05 26439 p2 (TA)6 12 128246412 128246423 TTATGCTCGGACCGGTTATC CGTAACTCGAAAACGCAACA 144

Ai05B26441 Araip.B05 26441 p3 (CAA)5 15 128247097 128247111 TTGCCTCTTCATCTTTTACTGC CTTCGCGTGTTTCATCTTCA 194

Ai05B26442 Araip.B05 26442 p2 (GA)9 18 128249120 128249137 TGTGTTTGGATGAAAGGAAAA TGGTTGAGGAGAGAAATGGG 233

Ai05B26445 Araip.B05 26445 p5 (ACCCT)5 25 128260318 128260342 CAATCCTAATCCTACCCGCA AGTGAAAGAAGTGAGAGTTGAACC 253

Ai05B26447 Araip.B05 26447 c (A)15gcttccactagtggcatatcttatgcctctaaaaaggccacaccctggtttaagagctcattaagtcacggccgaggcttgaacacg(A)17119 128260972 128261090 TTTGTTGTTGGCCAATTGAA CCAATCAACCTTGTCAAGCC 244

Ai05B26452 Araip.B05 26452 p2 (CT)6 12 128265796 128265807 CTTTTTGTTTGTTTCTTAACTTTTTCA GAATCCCACGGAGATTGTTG 203

Ai05B26454 Araip.B05 26454 p2 (CT)7 14 128275510 128275523 CCTCCACTCACCTCACCATT TTCTGGGCTATAACCTTGCG 239

Ai05B26456 Araip.B05 26456 c (T)10gatttatcatgttaaaataatttattttttggatacaa(T)1058 128289707 128289764 TGGCTATAGAGATCCTGTCTCACA TGCATTCGGTCCTCTCTTTT 276

Ai05B26458 Araip.B05 26458 p3 (GAA)5 15 128298343 128298357 CATGACTCGGAGGTGGAAGT CTTCTCTTCTTGGCCGACAC 222

Ai05B26462 Araip.B05 26462 p2 (CT)6 12 128307547 128307558 GCTCGCCAATTTTCACTTTC TGGAAAGCAATGGTAACACAA 279

Ai05B26464 Araip.B05 26464 p3 (TAT)8 24 128326434 128326457 CAGGCTTGGATAATGGGTTG GCATTTTTGTAGCATGCTGTG 142

Ai05B26465 Araip.B05 26465 p2 (TA)7 14 128328104 128328117 GGCATGCTTGTTTTTCACAA GGAGTGGAATTAACCCACCA 116

Ai05B26468 Araip.B05 26468 c (ATT)5acta(T)11 30 128332332 128332361 AGAGTTGACGAAGCCAAGGA AATGCAGCACATACACCACTT 248

Ai05B26472 Araip.B05 26472 p3 (TTA)5 15 128346226 128346240 CATGTTTGAAGCAAAAGGCA AAGCATAATGGGCAGGTCAC 263

Ai05B26473 Araip.B05 26473 p2 (CT)23 46 128349563 128349608 TTCATCTTTACACCAAGAACAACA TTCTTGCAAAGAGAAAGCAGG 259

Ai05B26475 Araip.B05 26475 p2 (TA)9 18 128357229 128357246 TCTCACGACCCACAAATTCA CGTACACTGTTTTCTCAAAGGTCA 271

Ai05B26481 Araip.B05 26481 p3 (ATT)13 39 128371356 128371394 AATAGGAATATGGAAAAGAATTGGT CCGAATTTTACAGGGACGAA 249

Ai05B26483 Araip.B05 26483 p2 (GT)11 22 128388787 128388808 CAAAAGTGGGAATTTTGGGT GGGCTAAGGTAAGGGTGAGG 151

Ai05B26484 Araip.B05 26484 p2 (GA)6 12 128389928 128389939 AATAGAGGCTGCAGAGTGGG AAAACCTAGAGAGAGGAGAGAGCC 119

Ai05B26485 Araip.B05 26485 p2 (TA)6 12 128393414 128393425 TCTTTGAAATTTTCCACCACC CCTTGGGAGTCCGTTAACAA 280

Ai05B26487 Araip.B05 26487 p2 (AG)7 14 128408001 128408014 GGGTTTTTGGGGAAAAGGTA ACGTTTAATGCCAGGAATGG 237

Ai05B26488 Araip.B05 26488 p2 (GA)6 12 128419433 128419444 GTGGATGGTGGGAAGAGAAA AACCACCCACCACTTTACCA 181

Ai05B26489 Araip.B05 26489 c (GA)6gt(GA)6gt(GA)742 128424716 128424757 CCGATGCGAGAGAGAAAGA CAACCATGAACACTTTCCCC 174

Ai05B26490 Araip.B05 26490 p2 (TA)6 12 128428997 128429008 TGTGGCCGCTATTGTGTATC GCTCCAGCAAGGAATGACTC 279
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Ai05B26493 Araip.B05 26493 c (ACA)6at(AAC)7 41 128439237 128439277 AAGATACCTGCAACAAGGAAAAA TGCTAAGCGCAACAAAGAGA 227

Ai05B26494 Araip.B05 26494 p3 (AGA)7 21 128447869 128447889 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 128

Ai05B26495 Araip.B05 26495 p2 (AG)6 12 128449693 128449704 TCAGCTTCAACAAGAATGCC TCCCTCACCCACCAAAAATA 185

Ai05B26500 Araip.B05 26500 p2 (TC)22 44 128459054 128459097 GTTGATTCGTTACTGCCGGT GGGCTTCCAGAGACATCCTT 190

Ai05B26501 Araip.B05 26501 p2 (TC)17 34 128463267 128463300 TCAAATCTCACCATCACCCA GCGAAGTGGTCACTGTTTGA 258

Ai05B26502 Araip.B05 26502 c (T)13c(T)12 26 128467836 128467861 TTTCACCAGGTTTAGGGTCG CCAAGAATGAAGGTTTTGTTGA 240

Ai05B26505 Araip.B05 26505 p3 (ACA)7 21 128481581 128481601 TTAGCAGCACCTACAACCCC CCTTGAAAGTGGCGAAGAAG 156

Ai05B26506 Araip.B05 26506 p3 (CAA)5 15 128481764 128481778 CTTCTTCGCCACTTTCAAGG CATTCTTGGAGCCCTCATGT 215

Ai05B26510 Araip.B05 26510 p3 (TAT)6 18 128485500 128485517 GGTCCGTAATTCGTTACGTTT AATGCGGCTAAAATGAATGC 268

Ai05B26513 Araip.B05 26513 p2 (TA)6 12 128488149 128488160 TCCTTATTGGAAAAACCCCA GCTGTTAATAAACCCCTAGCCTT 248

Ai05B26514 Araip.B05 26514 p2 (TA)9 18 128488339 128488356 ACCTGGGAATTGCATTGTGT GGCCAGTGTCTAGTTGTTCAAA 121

Ai05B26515 Araip.B05 26515 c (TA)7aaattaggtac(TA)637 128489174 128489210 CACAATGCAACAGAACGAAGA ATTCGCCTTGAGAAAAGCAT 184

Ai05B26524 Araip.B05 26524 p2 (TA)10 20 128551914 128551933 TACTCCCTCTTCCCCTTTCC ACGACTCTCAAGGGGGATTT 257

Ai05B26526 Araip.B05 26526 p2 (CT)6 12 128557296 128557307 TCTTGTGATTTCTTGTGAATCAA AGGAGATGAGAGAGCAAGAGGA 263

Ai05B26527 Araip.B05 26527 p3 (TAT)5 15 128557545 128557559 CACACAGGGGAACCTCCATA GCTGCCATCTCCTCTTCTTG 221

Ai05B26528 Araip.B05 26528 p3 (TTC)5 15 128559078 128559092 ATGGCCGAAACACATCTCTC GCTTTTGTCTTCCCTTTCCC 194

Ai05B26529 Araip.B05 26529 p2 (TA)10 20 128565226 128565245 TTTCAGATGCAGGACGTGAG AGAACTCGAAAGTCGCATCG 265

Ai05B26536 Araip.B05 26536 p3 (GGT)7 21 128586526 128586546 AATTCCCTCCTTGCACCTTC TGTTGATCAATGCGGTTGTT 277

Ai05B26542 Araip.B05 26542 p2 (CA)7 14 128606011 128606024 TGGCTACCTTGGTTGTACCC GCATTCAGAAAGTTCCTCGG 264

Ai05B26546 Araip.B05 26546 c (T)10gtcattt(CA)7 31 128612429 128612459 CAAAATTCTCCCGAGACAGG GGAGGTGGATGCAGAGATGT 253

Ai05B26547 Araip.B05 26547 p2 (AT)7 14 128614581 128614594 CTTCTTCAGCTTTTGGGTCC TTTGTTTTTGGGGTGCATCT 264

Ai05B26554 Araip.B05 26554 p2 (CT)6 12 128634701 128634712 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGAGGGTTGAGATGTGA 279

Ai05B26555 Araip.B05 26555 p3 (TCT)6 18 128635497 128635514 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai05B26561 Araip.B05 26561 c (AGA)5acatgtctactttgattgtacccccaattcctccttccccaagagatgacgccatgcaactttaccgtgctttcaagggtaacca(TC)17134 128686642 128686775 AATTCCTTTGCCTTCGTCCT CACAAACATCAAAACTAACAATTTCA 253

Ai05B26583 Araip.B05 26583 p3 (CTT)5 15 128739426 128739440 GGTTCGATTCCGGTTAGACA ATCCAGTGATTTTTCACCGC 252

Ai05B26587 Araip.B05 26587 c (T)13aac(T)10 26 128746217 128746242 GCTTCACCAACCCACTGATT GCAAAGAACAAAGCTTGCAG 268

Ai05B26588 Araip.B05 26588 c (T)11cgtaaaaaaaaatttaaaataattagttaaaaaaaaacgaaatttttgaaaaagagaggagatattttcgaaaatt(AG)699 128746877 128746975 CACGGATAAGCTCCTCTTGG CTTTTTGTTTGTTTCTTAACTTTTTCA 271

Ai05B26592 Araip.B05 26592 c (TC)11ccctctccctcctctctcct(TC)1266 128764009 128764074 TTCTCTCTCTTCTTTTCCGCC GAGAGAAAGAGGGAAATGGGA 245

Ai05B26594 Araip.B05 26594 p2 (AG)6 12 128764798 128764809 AAAAGGAGAGAAAGATGGCAAA CTCTCTCTCCCCATGCTGTC 168

Ai05B26595 Araip.B05 26595 p2 (GA)6 12 128765105 128765116 GAGACAGCATGGGGAGAGAG TCCCCTTCCCTTCTCTTTGT 255

Ai05B26596 Araip.B05 26596 c (CA)7aacgcagtgcacaaatcacagactctgtcact(TC)760 128767116 128767175 ATAACCGCCGTCAGCTAAGA GAAAGTGCGGGAAAATGAGA 252

Ai05B26598 Araip.B05 26598 p4 (ATTT)5 20 128777114 128777133 CACGAAAGGAAGTCAAAGCC ACGCATCCGATCTATTCAGG 214

Ai05B26607 Araip.B05 26607 p3 (AAG)5 15 128835131 128835145 TGTTCCTGAAAAGGGGAAGA GGACCAAAATCGTACGGAAG 107

Ai05B26611 Araip.B05 26611 p2 (TC)8 16 128848749 128848764 TGGTGGTTACCATGGATCAG TAGCGAGGACGTTTCTCCAT 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26612 Araip.B05 26612 p3 (ATT)13 39 128849212 128849250 GGTTATGAATAAGACTATTTGGAACAA ATGCATTGCTCGGTATTTGG 155

Ai05B26613 Araip.B05 26613 c (T)11gtgcctctttttcttcgtcttctttctccgtgcttcc(TCT)9ttctctgtgtctgttcttctttttcgt(A)10112 128850067 128850178 CAGAAGGAGATCGAAGACAAAGA GGCCTAACACACGCGTTACT 242

Ai05B26619 Araip.B05 26619 p3 (TTC)6 18 128876077 128876094 ACGACGTGGCCAAATTAAAA GCATGGGCATGAAAGTGAAT 270

Ai05B26622 Araip.B05 26622 p3 (ATA)5 15 128879910 128879924 AAATATTTGAAGGAAAAGAAGTGAAAA CAAACTCCATCTCTCCCTCTTC 267

Ai05B26623 Araip.B05 26623 p3 (AAG)5 15 128880056 128880070 GAGAGCGATAGAAAATGAGAGTGA TTGGTAAATTTTATTCCTCCATCC 256

Ai05B26624 Araip.B05 26624 p3 (AAC)5 15 128880925 128880939 CAAACTATCCCCCAAACCCT GTTGATGTTGTTGCTGCGAT 271

Ai05B26625 Araip.B05 26625 p2 (TG)6 12 128881146 128881157 ATCACTCCCACCACTATCGG TTTCTCTTTTCGGAGGACCA 179

Ai05B26629 Araip.B05 26629 p2 (TA)6 12 128907043 128907054 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 275

Ai05B26630 Araip.B05 26630 p2 (TC)6 12 128907922 128907933 GGCCCAAATCCAAGTACAGA CATTAAACCTGGGATCCAGAA 191

Ai05B26631 Araip.B05 26631 p3 (CAA)7 21 128916250 128916270 ATGCAGAGGCAAAAGGAGAA ATCGAGCCTTGTTGTTGCTT 274

Ai05B26633 Araip.B05 26633 p3 (TGT)5 15 128923332 128923346 TCCTCCAAAATATGAGATAAGCAA TCTTTTCGATGCCATAAATGC 279

Ai05B26634 Araip.B05 26634 p2 (AT)7 14 128926763 128926776 TGGATTTTGTGTGGGATGAA AAAAACCAGCAAAGCATTTAGAA 233

Ai05B26636 Araip.B05 26636 p2 (TC)12 24 128929345 128929368 TCTGTCATACACCAGCAGCC AAGGAGACGGTGTTCATTGC 186

Ai05B26645 Araip.B05 26645 p3 (ATA)5 15 128965898 128965912 TCGTTATTTCCTTCATTTTTATTGC AGACAACTCATTTGCATGGCT 249

Ai05B26647 Araip.B05 26647 p2 (AT)9 18 128973506 128973523 CCCTGGAGATTCAGTGGAAA GCCGTGGATTGAGATTGTTT 243

Ai05B26649 Araip.B05 26649 c (A)12gagaaaagaaaaagaaaaagagaaaaagaaaaagaaaag(A)1061 128981656 128981716 TGAAAATGTGAAAGAAATGTTTAGAA AACTTTGGGGCATTTTGTCC 169

Ai05B26651 Araip.B05 26651 p2 (AG)6 12 128989234 128989245 CTCGGCCCAGAAAATACAGA GAACATTGAACCTGGGATTGA 195

Ai05B26652 Araip.B05 26652 c (AT)8accttgtattctccactgttatattaaaacttgtatttgtccctcttagaggtcgactcgaaaaattaggattggtactttatcttttagttttttttgg(AT)8132 128991044 128991175 ATGTAGGACGTGTGGCACCT CCCGAAACATTTCGAGAAGA 260

Ai05B26653 Araip.B05 26653 p2 (GA)13 26 128991442 128991467 GGCAGTACTAGAGGCGATGG ACGAGTCCTCTCCCCTTCAT 246

Ai05B26654 Araip.B05 26654 p2 (AG)8 16 128991611 128991626 GGCAGTACTAGAGGCGATGG ACGAGTCCTCTCCCCTTCAT 246

Ai05B26655 Araip.B05 26655 p2 (TA)6 12 128993170 128993181 GATGGCATCACTCAATACATTTT TTTGATCAGAGTCTCGTGCTG 256

Ai05B26657 Araip.B05 26657 c (TC)6tttactttttatactcctttctatctttg(TA)6cattacaacatataatattat(TA)686 128996869 128996954 CACATAGCAATAATAAAAACAAATGC TGTGATCGTATTGTTGTGAAAGA 260

Ai05B26662 Araip.B05 26662 p2 (TA)6 12 129007774 129007785 GACCAGCGAAACTAAGGCTG AGCGTCTGGAGACCTTCCTT 217

Ai05B26666 Araip.B05 26666 c (AGA)5aggctattgctattttctaaggcctttaggcatatctatctagagtggaagcatgttatgacatttc(T)1092 129025144 129025235 GCTTGAACAGGACTGGAAGG AGTTCTCACGTAAAGAATAATCACC 194

Ai05B26669 Araip.B05 26669 c (CTT)5tt(TCA)5 32 129033433 129033464 TTTTCGGTGTGTGCTGGTAA TTGAACGAATGTAAGTTCATCATC 266

Ai05B26671 Araip.B05 26671 p3 (AGG)13 39 129035582 129035620 ATAGAGGTGAGCATGGACCG ACGGTTTTCATAGCGTGCTT 169

Ai05B26674 Araip.B05 26674 p2 (AG)6 12 129041035 129041046 ATGGAGCTGGAAGAGGGAAT TGGGAAAGTAAAGACGTCAACA 223

Ai05B26676 Araip.B05 26676 p2 (TA)6 12 129047068 129047079 AATTTTGTTGGCCAATTATTTTAT CAAGGAGGATACCATGACTCAG 263

Ai05B26685 Araip.B05 26685 p3 (AAC)5 15 129093040 129093054 CAATTCGGGGATCATACACA TGCAGAATATGGTTTGTGACATT 194

Ai05B26687 Araip.B05 26687 p3 (TTA)7 21 129100130 129100150 TGGCGGTCCTAATTTACCAG CCGATATGCTGGCGATAACT 219

Ai05B26690 Araip.B05 26690 p2 (AT)6 12 129101212 129101223 AATCCAAAACCAAATTTCACAA TTTGACAAATTTCAAGGACAAAAA 169

Ai05B26691 Araip.B05 26691 p2 (AT)6 12 129103688 129103699 TGAAAGATACACGAGCATACGAA TTTTTACTGATGTGGCATTACG 264

Ai05B26692 Araip.B05 26692 p2 (AT)6 12 129105214 129105225 TTTGTTGCTTCATTGCTTGC TTCACAAATGCACATTCAACAA 188

Ai05B26693 Araip.B05 26693 c (TA)6gtttcagcatgcaagttgaagatgatatgaag(TC)656 129105839 129105894 CACCCAAAGTGAGATGGGTT GGACCAAATCTTTCCCATGA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26694 Araip.B05 26694 p2 (GA)8 16 129106145 129106160 TCATGGGAAAGATTTGGTCC TTGGTTGAAGCTCACTTGGA 235

Ai05B26698 Araip.B05 26698 p2 (TA)8 16 129115692 129115707 CAGGTGTTGTTTGATGCATGT GCCCACCCAACAGTTAAGAA 261

Ai05B26701 Araip.B05 26701 p6 (TAAGAA)6 36 129130737 129130772 CCCAAGAAATGAGGATATTGATG CAGCCATTCCAAAGCAAAAT 254

Ai05B26703 Araip.B05 26703 p2 (AT)6 12 129131225 129131236 TTCCTCTGTTTTTATCCATCCA AAAGAAGGACTTCTGGATGCTC 239

Ai05B26704 Araip.B05 26704 p3 (AAT)9 27 129132744 129132770 AAAAATCAAGTTTGCACAAAGAAA TGCATTTGGTATTTTAACTCGC 147

Ai05B26706 Araip.B05 26706 c (A)10gcttacaattcaaaaagtatcaaataaatttaattgagtataatataaatatgaattccataatttcacctttttcaaacttttgcattttga(T)13116 129137485 129137600 TTCTGCGAAAATTATACAGAAAAATG CAACAACTAAATCTAATTGGGTGTAAA 278

Ai05B26708 Araip.B05 26708 p4 (AAAT)6 24 129151144 129151167 TGAGTTGCGCATTTGACAAT GATTTGGCACACGTTGGATA 167

Ai05B26710 Araip.B05 26710 p2 (AT)7 14 129151498 129151511 TACAGTGTGATGGGCCTTGA TACTCGGTGGCACAAACAAA 191

Ai05B26711 Araip.B05 26711 c (TA)7(CA)7 28 129152152 129152179 GCAACCTGCAAAACTAAGGC TTTCTTTGGCAAGCGAAGTT 237

Ai05B26712 Araip.B05 26712 p2 (CT)6 12 129154300 129154311 TGGAGGATGAGGCAGAAGAT GCCTCCAAGGTTGAAACTGA 255

Ai05B26713 Araip.B05 26713 p2 (CA)6 12 129181042 129181053 GCGCCAAGAAAAAGTGAAAG TGGGGAGTTGATCTTTTTGG 263

Ai05B26716 Araip.B05 26716 p2 (CT)7 14 129191284 129191297 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGGGTTTCGAATTTGGAT 269

Ai05B26717 Araip.B05 26717 p5 (AAGAT)5 25 129205428 129205452 GCGACCGACCTGTTTAGGTA CCTGGGTGCTCCAGTGTATT 257

Ai05B26718 Araip.B05 26718 p5 (TTATC)5 25 129217046 129217070 CCTGGGTGCTCCAGTGTATT GAAAGATAAAGGCGGTTCCC 129

Ai05B26719 Araip.B05 26719 p2 (CT)7 14 129222546 129222559 CCCTTGACTTTAGGCTCCGT GGAAGATAAAATTGGTTTGCTTCA 249

Ai05B26722 Araip.B05 26722 c* (A)11(AAT)5* 24 129244016 129244039 ACCAAACAATTTCCACGCAT TTTGCTCATTCAGTCCTGTGA 264

Ai05B26726 Araip.B05 26726 p2 (AG)7 14 129252434 129252447 AATCTGAGTCGGGAAAGGGT TCTTCTCCTCGGGTTTCTCC 263

Ai05B26727 Araip.B05 26727 p2 (AG)7 14 129255775 129255788 GTATCAATTTTCGAGGGCGA TCTTCTCCTCGGGTTTCTCC 183

Ai05B26730 Araip.B05 26730 p5 (TAAGA)5 25 129274374 129274398 GAAAAGATTTGAAAAAGATAAGATTTG TTTCGAAAATATCAAAAAGATTTCA 266

Ai05B26732 Araip.B05 26732 c (T)10aatttgatttttggatgcagttagtgtttaatataaatgagattttgcaagagcaagagattgtatagaaa(T)1091 129289233 129289323 CCCCAAACTCCCCTTTAAAAT GGGAATGCTGGAGATGATGA 279

Ai05B26735 Araip.B05 26735 p2 (AG)7 14 129311882 129311895 TAAAGGAAGGTGCGGGTATG ACACAACACACCGAACCAAA 198

Ai05B26736 Araip.B05 26736 p4 (AAAT)5 20 129316839 129316858 TGAGACAAGCTGCAAACACC ATTCTTTGGAATTGCGGTTG 172

Ai05B26740 Araip.B05 26740 c (A)10ttgaaacaaaaaaaggaactgataacatccgaagcacaaatagc(A)1064 129335578 129335641 TTTGATCATATACTGAAAGCAGGA TCCAAAGACCGAAGTGAGTG 257

Ai05B26742 Araip.B05 26742 c (T)14gtataatctcaaaaattggatggttattttgtttgattcaatttttgtttgatttaatttaagtatatacaattacaaatggttgtttgatttc(T)12120 129345673 129345792 TTTGTTTGATTCAATTTTTGTTTGA ATGGCAAGTGTGATGCTGAA 276

Ai05B26744 Araip.B05 26744 p2 (TC)6 12 129348203 129348214 GCTAGTCGTGCAGTCCTTCC CGAAGCGTGATGGATGTATG 112

Ai05B26750 Araip.B05 26750 p5 (AAAAT)7 35 129369181 129369215 TCTTGCCAGTGAGCTCCTTT AATGCTCAAGGCTGAGGCTA 256

Ai05B26751 Araip.B05 26751 p4 (TTTA)6 24 129373964 129373987 CCATGATGGAGAAAGGGAGA TCGAAAATCTCCACCCATTT 151

Ai05B26761 Araip.B05 26761 p2 (TC)6 12 129399374 129399385 AGTGGTGCCAACTTTATCGG ATAGCTTCAGGGCCAATGTG 233

Ai05B26766 Araip.B05 26766 p4 (AATA)6 24 129406177 129406200 ATTCTCGAAGTGCACCGAAC ATCCAACGACCCACAATGTT 150

Ai05B26771 Araip.B05 26771 p3 (ATT)5 15 129410334 129410348 GGTCGTGACATTGTTGATGC TACACCCTTGGGGTGCTTTA 262

Ai05B26776 Araip.B05 26776 p2 (AT)6 12 129433602 129433613 CAAGTCCAGAAACTGCTCCA TTTGGGATACATGAAAGTGATAGG 257

Ai05B26782 Araip.B05 26782 c (A)10tagaaag(A)1027 129453222 129453248 TGAAGCAAGAAAAAGCAGTGAA TTATCACCCTTGCCTTTTGG 150

Ai05B26785 Araip.B05 26785 p2 (AT)7 14 129473321 129473334 TTGGCTCTCCGATGAAGTTT TTATTGTCTCCTAGCATTCTCCTT 277

Ai05B26789 Araip.B05 26789 c (TC)7tttgcgtcaatagtgacgccttctttttcttcctatcttctgctttctcctcctctcattca(CT)6ttctccgttgg(T)10109 129483754 129483862 CCCACCCTCTCTCTCTCCTT CATCATCTCCATTAGACCACTCA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26790 Araip.B05 26790 c (A)10tgtataaatttttattaattttgtttggattaacatacataaattttgattttgagcatataattttgtttaggttaataaatacatacatttca(AT)8121 129484709 129484829 GGTTGGTATACTTGCAATTGTTTG TTTCTTACATTATTACATTTTGCTGGA 230

Ai05B26792 Araip.B05 26792 c (A)14tcatttttcacctgtttaagcatatttaattttaaaatattattaataaaagttctcttgaataac(A)1090 129486360 129486449 TTCAAATTCCATTTGGCTGTT CGCATATATCCGCACATCAC 280

Ai05B26797 Araip.B05 26797 p3 (AAT)5 15 129493755 129493769 TCTGAGAAAACGGGCAAAGT TGGAATTCGAACACCGAGAT 127

Ai05B26798 Araip.B05 26798 p3 (AAT)7 21 129493871 129493891 ACTTCTGAGAAAACGGGCAA TTTTGTCTCTAAAAATCAACTTAATGA 271

Ai05B26801 Araip.B05 26801 p3 (AAG)5 15 129516860 129516874 TGTCGCATCAGAAACTGCTC TGCCCTTTCTCTGTGTCTCA 202

Ai05B26807 Araip.B05 26807 p2 (AC)6 12 129532418 129532429 TCAAATCACTTTATGAGCCAGC ACCCTCGCCTTTATCTTGAG 264

Ai05B26810 Araip.B05 26810 p2 (AT)6 12 129544202 129544213 CGAGCCTTTAACTCGAAACG AGTTTTTCCCTCGCCTTGTT 255

Ai05B26811 Araip.B05 26811 p3 (ATT)6 18 129548406 129548423 ACTCTGTTTTTAAGAGTTTAGTGGCT CATGGTACTCACATGTTTATTTGGA 180

Ai05B26812 Araip.B05 26812 p3 (ATT)6 18 129548580 129548597 CCATGTTTCTAAGAGTTTAGTGGC CATGGTACTCACATGTTTATTTGGA 179

Ai05B26813 Araip.B05 26813 p3 (ATT)6 18 129548754 129548771 CCATGTTTCTAAGAGTTTAGTGGC CATGGTACTCACATGTTTATTTGGA 179

Ai05B26814 Araip.B05 26814 p3 (ATT)8 24 129548928 129548951 CCATGTTTCTAAGAGTTTAGTGGC ATGGAAATGCACTCGGAAGT 168

Ai05B26816 Araip.B05 26816 c (A)11ttttttaacgtta(T)1034 129557259 129557292 TTTTTGGAGAAATTTTTGGGA AAAAAGGTCGGTACTTGATATGC 265

Ai05B26825 Araip.B05 26825 p2 (AT)6 12 129604302 129604313 ACTTGCCAAGACACGCATAA AACAGTGGGATTAGGTTTGACC 103

Ai05B26830 Araip.B05 26830 p2 (AG)6 12 129622116 129622127 TTCGATGACGTGTTCTCTCG TGGACATAGACCTATTTGTCCTGTA 113

Ai05B26838 Araip.B05 26838 p2 (AC)6 12 129637496 129637507 TAGATGATGCGTGGGCATAG CAAGAGACCCATCACAGCAA 254

Ai05B26841 Araip.B05 26841 c (A)12tggtcaggaggatattgagtgcaatatc(T)1252 129641753 129641804 GAGATGATATCCTCCCAAGTTTT GTTGGACTCCGGCTTAAACA 279

Ai05B26844 Araip.B05 26844 p2 (AG)6 12 129664412 129664423 TTCAATTCCCTCCATCTTGC GCCATTTTCGGATAGAGCAG 279

Ai05B26848 Araip.B05 26848 p3 (CAT)7 21 129674434 129674454 CTGCGCCTTCAATCGTACTT CCGTTAAGATTGCAGTACCTGA 278

Ai05B26852 Araip.B05 26852 p3 (TTC)5 15 129684967 129684981 AGAGCAGAACTCGCTTCTCG ACATGTGGAAATGGCACTGA 210

Ai05B26853 Araip.B05 26853 p2 (TA)6 12 129687530 129687541 GAAGAACTCGACAACAAATTTCA CCGGATAACCCCCTTAGAAA 196

Ai05B26855 Araip.B05 26855 p2 (AT)17 34 129697545 129697578 AAGTTTAAACCGCAACACCG ACGCAGGAGTCACGAAGAGT 261

Ai05B26857 Araip.B05 26857 c (ACA)7atgaattaacaatggaatcaagtagaagtaggagcaggagcagaagcagaagcagaagcaggagcag(AAC)5103 129711814 129711916 CCAAATGCAACAACAACAATG CCTCTGGTTGCTTCTGCTTC 201

Ai05B26859 Araip.B05 26859 c (A)17ctcaaaagacaatgataaatgccattttttcaaaatttttaatgtcatttttttttctg(A)1288 129715269 129715356 TGGCTCAAACGTAACTTGCT CATTGGTCCATTTGTTTGTTG 271

Ai05B26861 Araip.B05 26861 p4 (AAAT)5 20 129722600 129722619 TCCATTGCAGATTGCATAACA GGTTCGTGCTGCATAAAACA 273

Ai05B26862 Araip.B05 26862 p2 (AT)7 14 129723744 129723757 TTTACAACAATTCCCGGAGG GGCCAACCTTTATAGCAATGG 264

Ai05B26863 Araip.B05 26863 p2 (AG)7 14 129724243 129724256 ATCAGGAGCAATGCCATACC TTTTCAGGACGGGTTTTCAG 241

Ai05B26867 Araip.B05 26867 p2 (TA)6 12 129734406 129734417 CTGGGTAGATGCAGTGGCTT AAATATCCACGGGGAGAACC 141

Ai05B26872 Araip.B05 26872 p2 (AG)11 22 129753990 129754011 AAAAAGAAAAACGCGTCAGG AAAACCTCCTACCGAATCAAGA 238

Ai05B26873 Araip.B05 26873 p2 (CT)6 12 129756823 129756834 CTAGGGCAAACTTGCAGAGG AGAGAGGAGGTGCTGTCCCT 273

Ai05B26874 Araip.B05 26874 p2 (TG)10 20 129757111 129757130 CGAACTCCTTCTCCCTCTCC ACCCTTTACCCCTTTACCCC 216

Ai05B26875 Araip.B05 26875 p2 (CT)6 12 129759029 129759040 CTAGGGCAAACTTGCAGAGG AGAGAGGAGGTGCTGTCCCT 273

Ai05B26876 Araip.B05 26876 p2 (TG)7 14 129759317 129759330 CTCCCCCTCTTCTTCCTTTC TTTTCGCTACTGTCATCAGCA 228

Ai05B26881 Araip.B05 26881 p2 (TA)12 24 129786575 129786598 AAGTGGGGCATTAACCACAG TATTGGACTTGTGCCTGCTG 232

Ai05B26883 Araip.B05 26883 p2 (AT)8 16 129804816 129804831 CCTGTCCCTGCTACGACATT ATTATTTCTTCCGTGCGTGT 186
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Ai05B26884 Araip.B05 26884 c (A)10gaagaaaaaaaggggcg(A)1037 129814717 129814753 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 199

Ai05B26888 Araip.B05 26888 c (GA)6gtttgttaattttggaagtt(A)1042 129851079 129851120 GAGAATGAGAGAAAAGAGAGAGAAAGA CAAATCAAAATGTGTCACCAGA 128

Ai05B26890 Araip.B05 26890 p2 (TA)16 32 129856504 129856535 CTCGACCTGCGAAACTAAGG TCTTGCTGAGCGTCTGTTGT 247

Ai05B26891 Araip.B05 26891 p4 (TTTA)6 24 129865166 129865189 CCATGATGGAGAAAGGGAGA TTTCGAAAATTCTCACCCAA 129

Ai05B26893 Araip.B05 26893 p3 (GAA)5 15 129872683 129872697 GCTTTCGGTTCCCTCTCTCT TTGGCCGTTCACCCTTATTA 128

Ai05B26894 Araip.B05 26894 p2 (AT)7 14 129882592 129882605 AACAAGCTCCTGACTCAGCC TCGTTAGGCGTCTGGACTCT 241

Ai05B26899 Araip.B05 26899 c (A)16ctcaaaagacaatgataaatgccattttttcaaaatttttaatgtcattttttcttctgg(A)1288 129899654 129899741 TTCTGCTACTGCTTGCCCTT CATTGGTCCATTTGTTTGTTG 159

Ai05B26900 Araip.B05 26900 p4 (AAAT)5 20 129906893 129906912 CCATTGCAGATTGCATAACG GTGGTTCGTGCTGCATAAAA 274

Ai05B26914 Araip.B05 26914 p2 (TA)9 18 129947219 129947236 GGACATGCATTCGAGAAGGT TCTCTGCTATTCTGTTGTGCAAG 236

Ai05B26915 Araip.B05 26915 c (T)11cacaatatcaatcgataacaatatgaacaataccactaactaataatt(A)1170 129955287 129955356 AGCACTGATGCATTGGATTG AAAATTGCCTTTAACAACAGAATC 238

Ai05B26916 Araip.B05 26916 p2 (TA)11 22 129958967 129958988 CTTATCGGGTGATGAGGCAT TCCAAACCATGAAGCAATGA 190

Ai05B26917 Araip.B05 26917 p2 (AT)10 20 129963271 129963290 TCGGAGGTTTGGTATTTTGC CCTCAGGCTCTACAGGAACG 277

Ai05B26921 Araip.B05 26921 p3 (GAT)6 18 130004650 130004667 CATCTTCCAAGTAATTTTGCAGC TCCTCCTCCTCATCTTCTGC 203

Ai05B26922 Araip.B05 26922 p3 (GAA)57 171 130005159 130005329 GTGTTGGTGCGATGATAACG AAGTCCAACAAGTCATTTACACTCA 248

Ai05B26925 Araip.B05 26925 p3 (ATT)5 15 130007137 130007151 AGCATGACGTTCCTTTCACC AAAACCCGGAAGCTGAGTCT 247

Ai05B26926 Araip.B05 26926 p3 (TAA)7 21 130008663 130008683 GAAGATCCACTCCCCATTTTC CCGTTGAGTTGAAGGCTAGG 263

Ai05B26928 Araip.B05 26928 p2 (AC)6 12 130017862 130017873 CTTGAGCCACACAAAACCAA AGTTCTCCCTCTCTGTGCGA 224

Ai05B26929 Araip.B05 26929 p2 (AC)6 12 130025497 130025508 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 240

Ai05B26930 Araip.B05 26930 p2 (TA)6 12 130025688 130025699 TTGGGGTGATTTTATCCCCT TGGGAATTTGGGTGCTACTC 131

Ai05B26931 Araip.B05 26931 p2 (AG)6 12 130026369 130026380 GCAGAACATACATGCAAGCAA CACTTCACCTACCAGCACGA 233

Ai05B26932 Araip.B05 26932 p2 (AT)12 24 130027730 130027753 TTTCTTTCTTGGTGCCCATC TGCATGCCTTAAACCCTCTT 233

Ai05B26933 Araip.B05 26933 c (TA)12c(AT)6 37 130031599 130031635 CAATTCAACCACATATGCATCC TTTGCTTTGGGTGTTCATTG 236

Ai05B26934 Araip.B05 26934 p2 (AC)8 16 130031803 130031818 CAATGAACACCCAAAGCAAA CAAACCCATATGGTCAACCC 229

Ai05B26937 Araip.B05 26937 p2 (TA)9 18 130037227 130037244 CAATTCAACCACATATGCATCC GTGTGTTAATCAAGTGCGGG 267

Ai05B26938 Araip.B05 26938 p2 (AC)8 16 130037411 130037426 ATGATTCCCACAAATTCCCC CAAACCCATATGGTCAACCC 199

Ai05B26939 Araip.B05 26939 p2 (TA)8 16 130040670 130040685 ATGAGAAAGTGGGGCATTCA TATTGGACTTGTGCCTGCTG 202

Ai05B26947 Araip.B05 26947 p2 (AT)9 18 130104385 130104402 TTTACAACAATTCCCGGAGG TGTTTTCTGCTATTCAGTTGTGC 156

Ai05B26948 Araip.B05 26948 p2 (AG)7 14 130105618 130105631 ATCAGGAGCAATGCCATACC TTGGCCAAGATTTTCAGGAC 251

Ai05B26961 Araip.B05 26961 c (A)13ctcaaaaagacaatgataaatgccattttttcaaaatttttaatgtcaatttttttttctg(A)1589 130142910 130142998 TTCTGCTACTGCTTGCCCTT ATGCTGGCTCCACCATAGAT 219

Ai05B26963 Araip.B05 26963 p3 (AAG)5 15 130149651 130149665 GGTGAGACAGAGAAGGCAGG AACCACATAACCACCACCGT 124

Ai05B26967 Araip.B05 26967 p2 (TA)6 12 130157722 130157733 GAAGAACTCGACAACAAATTTCA CCGGATAACCCCCTTAGAAA 196

Ai05B26971 Araip.B05 26971 p2 (TA)6 12 130166302 130166313 AGTAATAATATTCACCACGATTTCAA CGAGGCAAAGAAGGGATACA 203

Ai05B26972 Araip.B05 26972 p3 (TAA)5 15 130168888 130168902 GTGCCAGCCAAAAAGACAAT TTTCTTTGGAATTTTGGGGA 231

Ai05B26973 Araip.B05 26973 c (TG)8tttgttgtgtgtgt(GA)846 130170437 130170482 GTTTGGGCTTTTGCTTTTCA TCCTGCAGACCTGAAAGGAG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B26975 Araip.B05 26975 p3 (ATT)5 15 130179778 130179792 GTTTGCTCCAATGGTAGGGA GCAGGAGCAAGGACAAGAAC 245

Ai05B26979 Araip.B05 26979 p2 (CT)6 12 130191907 130191918 GCTAGTCCACTAGATCGCGG CTGAGCGACATAGTGACGGA 276

Ai05B26981 Araip.B05 26981 p3 (AAC)5 15 130197531 130197545 AGAAGCAGGAGCAGAAGCAG TTTTAAAATTTGGCCCCTCC 237

Ai05B26987 Araip.B05 26987 p2 (TA)7 14 130215928 130215941 GTGGGGCATTAACCACAATC TGGCTACAAGCTTGAGGATG 182

Ai05B26988 Araip.B05 26988 p3 (AAG)5 15 130218135 130218149 GACTGGGAATGAGGTAGGCA TCAGAACCACAGAACCACCA 227

Ai05B26993 Araip.B05 26993 p2 (TA)6 12 130229294 130229305 TGCCACTATCATCCCATGAA GGATTAGCGGATGGAGCATA 256

Ai05B26997 Araip.B05 26997 c (A)12gaaaaaaaagaaaaaaaaag(A)1042 130240613 130240654 ATTGAAAATTTGGGGTGCAT TGGGGTAATTTTGTCCCCTT 155

Ai05B26999 Araip.B05 26999 p2 (TA)8 16 130247003 130247018 CCTTTTATTTTGGAAGCCGA AAAGAAGGCCAAGTGACCAA 160

Ai05B27001 Araip.B05 27001 p2 (AG)6 12 130264706 130264717 TGAAAACCGAGTGTCACCAA CCAGCTTAGGGGCTTCCTAT 278

Ai05B27002 Araip.B05 27002 p3 (ATA)6 18 130276588 130276605 GGGGGTTACGGTTCTCTAGC TTTCTTGATGAGCTTAGAGTTGC 202

Ai05B27003 Araip.B05 27003 p2 (AG)6 12 130278738 130278749 ACGATCCAACTCCCAGTACG GTCCGGAGTGTTGATCATGT 280

Ai05B27005 Araip.B05 27005 p2 (CT)6 12 130280647 130280658 ACCAAGCTGCTGAAGGAAAA TGACAAGAGAGAAGAGTGACGG 236

Ai05B27008 Araip.B05 27008 p3 (GAC)5 15 130284724 130284738 TGATGATAATGAAGGAGAATGAAAA GGCAGGAAAATTTATTTCGG 259

Ai05B27009 Araip.B05 27009 p3 (AAT)7 21 130290966 130290986 TATAATCTCCCTGGGGTGGG TCAGCAAGCAACAGAAGCAT 148

Ai05B27010 Araip.B05 27010 p4 (AAAT)5 20 130296090 130296109 CTAATAGGATCGGATTGCGG TCCGCACTAAAATCATCGAA 247

Ai05B27012 Araip.B05 27012 p3 (TCT)7 21 130301332 130301352 ACCCAAACAAAACCAGCAAG GAGCGTAGGTTGAGGAGTGC 208

Ai05B27015 Araip.B05 27015 c* (AT)6(ATAG)5*atatagat(AG)752 130304884 130304935 CAATGCAGGCATGTGTAAAAA AGCCACCCGTCAAAAATAAA 146

Ai05B27017 Araip.B05 27017 p2 (AT)6 12 130309034 130309045 ACCTGAGGATGCTCTGCATT TGGTTCCACAGCCTTTACTTG 193

Ai05B27018 Araip.B05 27018 p2 (AG)13 26 130310854 130310879 GAACCACCCGTAGTGAATGC GCTCGCGTGTATATTGCTGA 155

Ai05B27020 Araip.B05 27020 p2 (TA)7 14 130315218 130315231 ATAAGTCCCAATCCCCAACC TTTTCAAGGGGATCAAGTTCA 153

Ai05B27021 Araip.B05 27021 p3 (ATA)13 39 130316243 130316281 TCCCAATGGAAAAGGAAATG CTCCGATGCAGGTATGTGTG 219

Ai05B27026 Araip.B05 27026 p4 (AAAT)5 20 130333957 130333976 GATCACGTAGATCGGGTCGT TTCCAACATATTTTTAAAACAAACAC 162

Ai05B27032 Araip.B05 27032 p3 (TAT)5 15 130349174 130349188 TGAATAAAAGAACGTTACTGTGCAA TTAAATCAAATCATCCCTCTTTTT 213

Ai05B27047 Araip.B05 27047 c (T)10gtgaataaactaaacaaaaac(A)1243 130367511 130367553 TCAATCTAATCAATGTGTGATGAA TCATGTGGATTTTTCTTCTCCTT 256

Ai05B27051 Araip.B05 27051 p3 (CTT)6 18 130381350 130381367 GCTGCATTTGGACTCATCCT TGATTGCGACACAATTAACTCA 279

Ai05B27052 Araip.B05 27052 p2 (TG)6 12 130387609 130387620 GAGGACAACTCCACCTCCAA TTTCATATTTCAGTATGATGATCCG 254

Ai05B27053 Araip.B05 27053 p3 (CAA)6 18 130395555 130395572 CAACAACCAGACGCAGAAGA ATTGCTGAAAGTTGCTGCTG 149

Ai05B27056 Araip.B05 27056 p2 (AT)6 12 130402414 130402425 AATAAATCTAGTGCACCCGCA TGAATTAATAAATTTGCTTTTCCAA 102

Ai05B27058 Araip.B05 27058 p3 (ATT)6 18 130404312 130404329 CATCCATAAAGCAAGCCGAT AACGCACGAGTTGGTCTTCT 168

Ai05B27062 Araip.B05 27062 p2 (AT)7 14 130408698 130408711 AAAAATCGAGGAAATGCGTG TCATTCCAATGTTGTTTCCG 217

Ai05B27067 Araip.B05 27067 c (ATT)5ataga(T)10 30 130417430 130417459 TGTGCGCTTTCTTCAACAAC TTAAAAATTGCACGCACGTC 177

Ai05B27071 Araip.B05 27071 p2 (AT)9 18 130419793 130419810 AATCCCCAGAGGGTTCAATC TTTTTCCGCACCTTTGTAGG 114

Ai05B27072 Araip.B05 27072 p3 (ATA)7 21 130422309 130422329 TAAATCACAAGGCTTGGGGG AAAGGTAACATGCCTTTTTGTTG 268

Ai05B27073 Araip.B05 27073 c (A)12tatatgtctgctctagagtatgccacctcaattcgtcatgtgaaaaaaaaagtttcattagcatagcaatgaccc(T)1097 130423324 130423420 CCAGCGACAGACCCTTAAAT TGACAAATACGCCAAGTGTTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27080 Araip.B05 27080 p2 (CT)6 12 130437588 130437599 TGTTTCTTATCTTTTTCAAAACCAC TGAGGAGGCTTTGAGATGTG 280

Ai05B27081 Araip.B05 27081 p3 (TAT)5 15 130437928 130437942 TCAAAGCCTCCTCACAGTTG CAGGTTCTGGATCTGCTTCC 199

Ai05B27082 Araip.B05 27082 c (A)10tataagcg(A)1028 130443144 130443171 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 167

Ai05B27083 Araip.B05 27083 p2 (AG)6 12 130445158 130445169 CACATGTGCACTTCGGGTAA TTCATCTTTCCCAAAATGGTG 232

Ai05B27084 Araip.B05 27084 p2 (AG)20 40 130445649 130445688 CGATCAAGCAAACAACCAGA AGGTGCAATGCTTCCAAGAC 249

Ai05B27085 Araip.B05 27085 p3 (TGA)9 27 130453431 130453457 GGGCGACAAGAACTGAAAAG CAGCCACTCGGTCTCTTGAT 255

Ai05B27086 Araip.B05 27086 p2 (AG)12 24 130454802 130454825 CACATGTGCACTTCGGGTAA CCATTTTCTTCCTCTTTCCCA 256

Ai05B27087 Araip.B05 27087 p2 (AG)6 12 130455334 130455345 GGCTTTGGAGGAACCCTAAC TCTTGGCAGAGTGCTCCTTT 183

Ai05B27089 Araip.B05 27089 p2 (AG)6 12 130458888 130458899 AGAAGGGAGAAGATGCACCA TCTCTTCCCTCTGCTCTTCG 233

Ai05B27092 Araip.B05 27092 p3 (CTT)50 150 130473898 130474047 GAAATACACGCGCCCAATAC GAAGAAGAAGACGCTCCGTG 224

Ai05B27093 Araip.B05 27093 p3 (TTG)5 15 130475161 130475175 AACCCTGAACCCATAAACCC TGTTCGGTTCATTTTGCACT 169

Ai05B27094 Araip.B05 27094 p3 (GAA)8 24 130475873 130475896 GCAGATCGAAGAAGAAAACGA AACTTTTACTTCACGCCCCA 236

Ai05B27097 Araip.B05 27097 p2 (TA)15 30 130479656 130479685 GGTTTATCAACCTCCCCACA TTCCCTGCTTTCATGAGCTA 279

Ai05B27103 Araip.B05 27103 p2 (AT)7 14 130491274 130491287 CTCGATGTTGCTCAGGATGA TGTTGTGCAACTTATTTTTCCG 260

Ai05B27104 Araip.B05 27104 c (T)10ggtaaaatgtatttctaaacattaaggaccttgggaagtttcaaaaata(T)1271 130496768 130496838 TCACCAATAAACAATGACTGCTC TCCAACGTGAATTCCAAACA 257

Ai05B27105 Araip.B05 27105 p2 (AC)6 12 130497900 130497911 AGACCAAATCTGAGTCCCCC CTTCGCATGATGAACTGAGG 276

Ai05B27108 Araip.B05 27108 p5 (CCCCT)5 25 130500216 130500240 AGGGGTCATGCTGTTCAAAG GCATTAAGTTGTGCAACGTGT 243

Ai05B27109 Araip.B05 27109 p2 (TA)8 16 130502709 130502724 AGCAGAAGCAATTTCCAAGC TGTTGTGCAACTTATTTTTCCG 254

Ai05B27111 Araip.B05 27111 p3 (TAT)6 18 130515130 130515147 GCCGAGCTTATTTGCTTACG TTTGGTTGCAATTGATGACG 122

Ai05B27112 Araip.B05 27112 p4 (AAAT)5 20 130520455 130520474 GAAAAGAAGCAGAAATGGCG TACGTGGTGTTTGAGATGGG 246

Ai05B27113 Araip.B05 27113 p2 (AT)9 18 130521012 130521029 CAACAATTCCCAGAGGATTCA TTGGTTCAGAGGACTTTGGC 186

Ai05B27114 Araip.B05 27114 c (T)11ccggattataaagatttacaacacacgagtttggtactattt(A)10tttaagacaaattaattcacaattttttaagaaagtaaaaatatatga(T)10121 130522945 130523065 TCGCTTTAGAGCTTGTTTGGA GGGCCAGTATTTACAACGGA 273

Ai05B27116 Araip.B05 27116 p3 (TTA)5 15 130530889 130530903 CCACAACCGTATAAAACACCAA TTCTCATCGAAGCAAGCAAG 172

Ai05B27118 Araip.B05 27118 p2 (TA)6 12 130537488 130537499 CGACAATTCCCAGAGGATTC TGTTGTGCAACTTATTTTTCCG 136

Ai05B27123 Araip.B05 27123 c (A)10tttggtgcaagaacctaattaaaag(A)1045 130546130 130546174 AAAAATTGGTGCAGAAACTCAAA TTTGAAGCTTCCCAAAGTCC 219

Ai05B27127 Araip.B05 27127 p2 (AT)8 16 130567065 130567080 TGAGCCAATATGGCATTCAG GTACGAGGAGCAAATCTGGG 278

Ai05B27128 Araip.B05 27128 p2 (TG)15 30 130567775 130567804 GGATGGAGTATGGACAGCGT ACAAAATTTTCCCGATGCAG 252

Ai05B27129 Araip.B05 27129 p2 (CA)6 12 130568905 130568916 CCTAATAGCCACCGAGCCTT CCCTTACCCCCATTCTTCTT 113

Ai05B27130 Araip.B05 27130 p2 (GA)9 18 130569291 130569308 GGGGAAAGAGCTACCGATTG GGTGGCCTTCCCTACTCTCT 167

Ai05B27137 Araip.B05 27137 p2 (AT)10 20 130592686 130592705 CAACAATTCCCAGAGGATTCA CCAACAACCTAACGAGGCAT 277

Ai05B27144 Araip.B05 27144 p2 (AT)9 18 130615293 130615310 GATGAAAAGAGGGGACATGC TGTTGTGCAACTTATTTTTCCG 246

Ai05B27158 Araip.B05 27158 p2 (TA)7 14 130662270 130662283 ATTCTCTAGCGCGTGCATTT GCAAAACGAAAAAGATTGAAAA 145

Ai05B27159 Araip.B05 27159 c (T)13ggtaaaatgtatttcgaaacattaaggaccttgggaagcttcaaaaata(T)1072 130666074 130666145 TTCACCAAGAAACAATGACTGC AAAGCTGCAATTTGGTTTTGA 234

Ai05B27163 Araip.B05 27163 p3 (ATT)19 57 130676781 130676837 TCATTCGTTTTGGTGTTCCA TTCTCATCGAAGCAAGCAAG 197
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Ai05B27166 Araip.B05 27166 c (TCT)6tgctgcacattcttcttcctcttcctcc(TCT)561 130690406 130690466 TTCTTCAACCGTTACTGCACA CCTCCTCATCTTCTGCTGCT 247

Ai05B27169 Araip.B05 27169 c (GAA)16(GAGGAA)7(GAAGAG)7132 130691293 130691424 CATGGAGGAAGAGGAAGTCG CCAAAGCACTACACTCACCG 208

Ai05B27170 Araip.B05 27170 p2 (TA)13 26 130694808 130694833 CAAACGGGAGTTTGCATAAAA TTTTTGTTAGTGTTCTGATTTTGC 243

Ai05B27174 Araip.B05 27174 c (T)12gtttaatttatttaaatcacccaaaaaat(ATA)556 130719289 130719344 TTCATGTGGAGTTTTCTTCACC TTTCAAACATACCAATTCGACC 262

Ai05B27175 Araip.B05 27175 p2 (TC)6 12 130725204 130725215 ATTCCAAACCCTCGGATCTC AAAATGCAATTTCTCGGTTGTT 261

Ai05B27178 Araip.B05 27178 p2 (TA)6 12 130729566 130729577 GATGAAAAGTGGGGACATGC TGTTGTGCAACTTATTTTTCCG 156

Ai05B27180 Araip.B05 27180 p3 (ATT)6 18 130734077 130734094 CGCAAATGCATTGTTTCACT TTTGGTTGCAATTGATGACG 134

Ai05B27184 Araip.B05 27184 p2 (CT)9 18 130757431 130757448 TTGGGAAGAAGGGATGAAGA AGAAATGCAAATCCCCCTCT 268

Ai05B27185 Araip.B05 27185 p2 (CT)10 20 130766640 130766659 TTGGGAAGAAGGGATGAAGA AGAAATGCAAATCCCCCTCT 272

Ai05B27187 Araip.B05 27187 c (T)10c(T)12 23 130784747 130784769 TCTCCAGACTCCAGTTCCGT TGAAACCATTACTCCCCCAA 127

Ai05B27194 Araip.B05 27194 c (A)10ctgggaagaaagaaaat(A)1037 130791126 130791162 ACCAAACAATTTCCACGCAC TTCAGTCCTGTGAGGCTCTG 246

Ai05B27196 Araip.B05 27196 p2 (TA)7 14 130807946 130807959 GCAGTGGACAACTTTTTGAGTG TTGGACGTCCTCTTGTTCG 278

Ai05B27197 Araip.B05 27197 p2 (TC)6 12 130814659 130814670 TTCTCTCTCTCCCTCCCTCC TAGGATTGGAAGTATGCGCC 178

Ai05B27198 Araip.B05 27198 p2 (TG)10 20 130815536 130815555 CGAGGGGGTAGCTACAGAGA CAAAATTTCTCCGATGCAGG 267

Ai05B27199 Araip.B05 27199 p5 (CCCCT)5 25 130822404 130822428 GGGTTTTAGCCCCGTTTTAT AAAATGCAATTTCTCGGTTGTT 267

Ai05B27200 Araip.B05 27200 p2 (TA)8 16 130824858 130824873 AGCAGCAATTTCCAAGCAAT TGTTGTGCAACTTATTTTTCCG 265

Ai05B27203 Araip.B05 27203 p3 (TTA)10 30 130842072 130842101 TCATTCGTTTTGGTGTTCCA TTTGGTTGCAATTGATGACG 216

Ai05B27207 Araip.B05 27207 p2 (AT)9 18 130866399 130866416 CAACAATTCCCAGAGGATTCA TTGTGCAACTTATTTTCCCG 134

Ai05B27212 Araip.B05 27212 c (A)10taaaagtaactaggaagaaagaaaat(A)1450 130887201 130887250 TACCAAACAATTTCCACGCA GCTCATTCAGTCCTATGAGGC 260

Ai05B27215 Araip.B05 27215 c (A)10gaagaaaccaaaaaaacc(A)1038 130891580 130891617 GGGGATTGTAAAGATGGCTG TTTTTGGTCTTTCGACTGGG 220

Ai05B27218 Araip.B05 27218 p4 (AAAT)5 20 130904741 130904760 GAAAAGAAGCAGAAATGGCG TGGTGTTTGAGATGGGAGTG 242

Ai05B27219 Araip.B05 27219 p2 (AT)10 20 130905300 130905319 GATGAAAAGAGGGGACATGC TGTTGTGCAACTTAATTTTCCG 245

Ai05B27228 Araip.B05 27228 c (ATC)7accatcttctttttc(T)1147 130916477 130916523 TTCCTCTTCATCTTCTACTGCTTC GCTGCATTTTTCCCCTTTTT 280

Ai05B27239 Araip.B05 27239 p3 (AAT)9 27 130944634 130944660 GGCAAAAAGAAAACAAAAGGG AACCCACCATAGGTGTGGAA 244

Ai05B27242 Araip.B05 27242 c (T)11aaatatatca(CATAT)546 130947321 130947366 ACAAAAACGAAAACAAAGAAAAA CAATCATCCGTAACAACCGTC 279

Ai05B27245 Araip.B05 27245 p3 (ACT)6 18 130953074 130953091 TCAACCAACATAGTCCAAATGC CCGAACCACCATCACTTCTT 247

Ai05B27246 Araip.B05 27246 p3 (TGA)5 15 130953326 130953340 AAGAAGTGATGGTGGTTCGG CCACCACTCGTAGCAATGAA 202

Ai05B27247 Araip.B05 27247 c (ATT)5aatgagctttgatggttgaagaggaagaagaagaggaagagaggaaga(AGG)681 130953457 130953537 TTCATTGCTACGAGTGGTGG ACCACCTGTCACACACCTCA 193

Ai05B27249 Araip.B05 27249 p2 (TC)9 18 130954606 130954623 CAGAAAGGAAGGAATGCAGC TTTTGTTCTTTTCAACTTGGGA 259

Ai05B27250 Araip.B05 27250 p2 (AG)7 14 130954780 130954793 TCCCAAGTTGAAAAGAACAAAA GTGCAGCAGCAAGTAGGACA 187

Ai05B27251 Araip.B05 27251 p3 (GTT)7 21 130955573 130955593 GAGAAGAAATCGTTGCCCTG CTAAGGCCTCTCATGCCAAG 137

Ai05B27252 Araip.B05 27252 p4 (AAGA)7 28 130955822 130955849 TCATTGTAACCCACCATCCA CCCTTTTGTTACATAAATATTCCCC 258

Ai05B27254 Araip.B05 27254 p2 (GA)6 12 130956225 130956236 CCTTGTCACTTGGTAATGGGA CCCCCTTTGCATGCTAATAC 188

Ai05B27255 Araip.B05 27255 p2 (TG)7 14 130956455 130956468 GGAAGAGGGACCATGAAAAA CGTCACTTTGTCCCATGTTG 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27256 Araip.B05 27256 p2 (TG)6 12 130956632 130956643 AGTGACGAGGACGTGAGGTT ACACACCCTGACACCCAGTT 276

Ai05B27259 Araip.B05 27259 p2 (TA)6 12 130960058 130960069 TGCAATATGTAAACCCTTTGCTT AACTTTGCATTTCAATGGATCA 216

Ai05B27260 Araip.B05 27260 p3 (AAT)5 15 130960699 130960713 GCTGCAAAATCCAGAACCTC AGGGCTTGGCTTTTATTGGT 258

Ai05B27263 Araip.B05 27263 p3 (TTA)11 33 130965808 130965840 CCAGAAGGGATTAAGAGAGGG TTTAAACCCATTTAATTCTGAAAAA 279

Ai05B27267 Araip.B05 27267 p3 (AAG)5 15 130990381 130990395 TTGGTTTTGATCTTTTTACCCC ATAATGGACACGGGATTTGG 255

Ai05B27271 Araip.B05 27271 p2 (TA)6 12 131000585 131000596 TCTGCAGAGAGGGCTTGTTT AGAAAGCCAATGCTTCAGGA 274

Ai05B27274 Araip.B05 27274 c (TGC)5ggttgtggctgaggtggctgctgttgttgctgttgctgcggctgctgctgctgttgttgttgt(TGC)6tga(TGC)7120 131004602 131004721 TAACCCATTCGTATTGCCGT AAAGCCGTTGCAGAGACACT 277

Ai05B27279 Araip.B05 27279 p2 (AT)6 12 131027890 131027901 ACTGCAATGTGTGGGAATGA GCAATTTTGATGCAGTCTGG 279

Ai05B27281 Araip.B05 27281 p2 (AG)6 12 131032111 131032122 TGGGATGATACTGAGCGACA ACACGGACATAAGTACCCGC 238

Ai05B27285 Araip.B05 27285 p3 (AAG)5 15 131047229 131047243 TTGGTTTTGATCTTTTTACCCC ACACGGAATTTGGAAGGATG 252

Ai05B27287 Araip.B05 27287 p3 (AGC)5 15 131056421 131056435 GGAATTCCCTTTATCCCCAA AAGGAGAGGAAGAAGGTGGC 274

Ai05B27289 Araip.B05 27289 p2 (AT)9 18 131062150 131062167 TTGTGCAACCTATTTTTCCG CATGCATTTTAGAAGGTGGG 198

Ai05B27292 Araip.B05 27292 p2 (TA)11 22 131072576 131072597 GGCTCATGGAATATGGCACT TCAAAAGATAATTTGCATCCTCAA 235

Ai05B27294 Araip.B05 27294 p2 (TA)6 12 131073338 131073349 TGGCGCTTTCTTCTTTTCAT TCAAAAGATAATTTGCATCCTCAA 235

Ai05B27296 Araip.B05 27296 c (AGT)5gtgttgttcttgag(GA)6aacccagcaagttcattgaatccat(AGA)581 131079854 131079934 AGCCCAAAACGAGTTTGATG CCCAAATCTCAAACACCTCC 248

Ai05B27297 Araip.B05 27297 c (TGG)5ttgcaagggttctcacttctcagagaagagaggagagatgagtggcttcaattggcgatttaaggtccagcacgtgcct(TTC)6112 131098828 131098939 GTATTACTTACCGGCTGCGG CCGGTTCGGAAATATACCCT 272

Ai05B27300 Araip.B05 27300 p4 (TTAG)5 20 131107232 131107251 CCATTTACCATCCACCATCA GCTTTGAAGGCAAAGGCATA 278

Ai05B27301 Araip.B05 27301 p2 (AT)8 16 131108524 131108539 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 220

Ai05B27303 Araip.B05 27303 p4 (AAAT)5 20 131115790 131115809 ATTAAACCTTGTTGCGAGGG TGCCGCTTTAGAGAATCCAT 180

Ai05B27308 Araip.B05 27308 c (TGC)5ggttgtggctgaggtggctgctgttgttgctgttgctgcggctgctgctgctgttgttgttgt(TGC)6tga(TGC)7120 131129758 131129877 TAACCCATTCGTATTGCCGT AAAGCCGTTGCAGAGACACT 277

Ai05B27311 Araip.B05 27311 p2 (AT)12 24 131143210 131143233 GGAATGAACCATATCAAACGG TGCATTCTGGTTAACGCTTG 274

Ai05B27318 Araip.B05 27318 p2 (AT)10 20 131169911 131169930 TGTTGTGCAACTTATTTTTCCG GATGAAAAGAGGGGACATGC 245

Ai05B27322 Araip.B05 27322 c (TGC)6tga(TGC)7 42 131178604 131178645 AAATGGTCGATGAAGCCTTG AAAGCCGTTGCAGAGACACT 248

Ai05B27325 Araip.B05 27325 p3 (TCC)5 15 131192164 131192178 AGATGGCAAAAACAAATGCC CCTCACCAGAAGCGCTAGAC 249

Ai05B27326 Araip.B05 27326 c (T)10cttcttaggatttagatgattctttatcttatcttata(T)1260 131208667 131208726 GGTCTAGCCAACAACAAGCC CAACAACAAGCCAACAAACG 280

Ai05B27330 Araip.B05 27330 p2 (TA)6 12 131232948 131232959 TGGCGCTTTCTTCTTTTCAT TCAAAAGATAATTTGCATCCTCAA 235

Ai05B27331 Araip.B05 27331 p4 (AAAG)5 20 131233328 131233347 TCGAACAATTGTGCAAGGAA GAAAAGAAAATTGTGAACCCC 218

Ai05B27337 Araip.B05 27337 p4 (TTAG)5 20 131262614 131262633 ATCCCATTTCTGCCACTCAC CAATAATCCAGCGCTTATCCA 241

Ai05B27338 Araip.B05 27338 p2 (AT)8 16 131263909 131263924 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 217

Ai05B27340 Araip.B05 27340 c (A)10taactctaacaaatcgctctcatacaaa(AT)650 131268111 131268160 CACAAAAGAGGCTACTTTAACAGC TATGCTAATCGCGTGGATTG 266

Ai05B27345 Araip.B05 27345 p3 (TGC)5 15 131287301 131287315 AAACGTTGGTCCATTTGTTTG AAAGCCGTTGCAGAGACACT 262

Ai05B27348 Araip.B05 27348 p2 (AT)11 22 131307651 131307672 ACGAAAAGCTCTCCCAAACT GTGTGCTGACTCCCTTCCTT 228

Ai05B27349 Araip.B05 27349 p3 (ATT)5 15 131313453 131313467 GTATGGTGAGTTTGGGGGTG GGCAATGGCCTCCTCTAAAT 223

Ai05B27355 Araip.B05 27355 p2 (CT)6 12 131329969 131329980 ACGGTGATAGCAGTAACGGG GAAAGAAGGAAGGGGAAGGA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27364 Araip.B05 27364 p2 (TA)6 12 131348492 131348503 TTTCATTTGCATTGTTGGGA GTTGTAATCGTCATGCCCGT 102

Ai05B27374 Araip.B05 27374 p2 (GA)10 20 131382319 131382338 ATGATTTTGCCTTCCAGTGC CTCGCGCTTCAATCGTATTT 121

Ai05B27379 Araip.B05 27379 p2 (GA)13 26 131388333 131388358 GGACAAATTTGAGACCAACCA GCAGCGCCCATTTTAATAGT 262

Ai05B27383 Araip.B05 27383 p2 (AT)7 14 131390456 131390469 TTTTTCAATGATTTTGGGTTCA TGGAAAATTGGTAAAATCTGTTG 280

Ai05B27386 Araip.B05 27386 p4 (TATC)5 20 131395371 131395390 GAGCAACCCTGTAAGGCAAA ACCACTCATATTGGTGGGGA 270

Ai05B27389 Araip.B05 27389 p2 (AT)6 12 131408247 131408258 TCATTCTTTCTTGACATTTTTGGA GCACGCAAGTAATCCTTTCC 246

Ai05B27390 Araip.B05 27390 p2 (AT)7 14 131408469 131408482 AAGCCAAGGAAACAGCAAAA TGGGGATACCTATGTGTGTTCA 105

Ai05B27403 Araip.B05 27403 p2 (AT)10 20 131454300 131454319 GCATGGTTCAAACAATAACGG TTGCACTCTACAAACAGTGGG 241

Ai05B27405 Araip.B05 27405 p2 (AT)6 12 131459073 131459084 CGATTTGTGGGAGGTACACA AAAAATACCGACGAGCTCCA 218

Ai05B27407 Araip.B05 27407 p2 (TA)11 22 131461327 131461348 CCCAAATTTCGTACAAACGG TTCAAAAGTCCATTCGGACA 259

Ai05B27408 Araip.B05 27408 c (T)10ctttcttaatttttgtttattttcttttaagtcacc(A)1157 131464774 131464830 TCAGCGAGACTGCCTTTCTT GTAGTTCATCCGTGCCACCT 220

Ai05B27417 Araip.B05 27417 p3 (ATT)15 45 131483880 131483924 TTCTTCCTTTCCTTTGCATGA CAATCCCCCTTCTCTTAGCC 116

Ai05B27419 Araip.B05 27419 c (A)10gtcaactaattaacattaaattacagcaattaattttacc(A)1161 131498201 131498261 CAAAACCAACCCATCAAAGC CTAAGCCACACACAACCCCT 236

Ai05B27420 Araip.B05 27420 p2 (TA)6 12 131501170 131501181 CATGCTTAGCCCCTTCACAT CGCTCTCCTTTGCACATACC 264

Ai05B27421 Araip.B05 27421 p2 (AT)42 84 131501347 131501430 TGCAAAGGAGAGCGATATGT GGTATGTGCAAAGGAGAGCG 280

Ai05B27423 Araip.B05 27423 p2 (AT)12 24 131511638 131511661 TATCCTTTCTTCGCAGGCTC GGTGAGGCATTACGACACCT 278

Ai05B27424 Araip.B05 27424 p4 (ATTT)5 20 131513233 131513252 TCCAAGGCTTATTTTGTGGTG CCCACTTTCGTTTTTCTTTGA 243

Ai05B27426 Araip.B05 27426 p2 (TC)10 20 131516800 131516819 TGATTCATTCCCCCACATTT CCCTAGTGAGGTTGTGCCAT 170

Ai05B27427 Araip.B05 27427 p2 (AG)7 14 131520118 131520131 CACCATCCCACCAACCTATC TAAACCGGTTGAACCCTGG 259

Ai05B27431 Araip.B05 27431 p2 (GA)27 54 131526856 131526909 ATGCAACAGCGACAGTCAAG TTGCTCACTTCCCGTCTACC 280

Ai05B27433 Araip.B05 27433 c (T)10caatccaaat(A)1131 131531581 131531611 CAGGAAATTCTTATCCCCCAA TGATCATTGCCCTCTTGTGA 180

Ai05B27434 Araip.B05 27434 c (GA)6gt(GA)11 36 131534778 131534813 ACGGAGAGAAGAGGGGAAAA GGATGACTCTTGGCTTCGAC 279

Ai05B27435 Araip.B05 27435 p2 (TG)16 32 131535155 131535186 CCGTTCGAGCTGCTATTTTC TTTCTTTTTATTTCAATCAAACATGC 266

Ai05B27436 Araip.B05 27436 p2 (TA)6 12 131539311 131539322 GAGTTAACCTAGACTCGACTCGC ATGGTTCATCCATTCTTGGC 199

Ai05B27438 Araip.B05 27438 p2 (AT)14 28 131540227 131540254 CAAACTCGCTAACTCGGTCC GATTAATTTGCACGCAAGCC 266

Ai05B27439 Araip.B05 27439 p2 (AG)9 18 131544796 131544813 TGCCAAATCAGTTCGTCAAA GTTCCAATTCCTGCAGTGGT 172

Ai05B27440 Araip.B05 27440 p3 (ATG)6 18 131546276 131546293 CCAATTTCATTATCATGCGCT GGAAAATTCAACGAATCAGCA 265

Ai05B27444 Araip.B05 27444 p2 (AT)6 12 131558190 131558201 CGGTTCTTCTCCCTCAATCA TTGCAGCAAATTTCAGTGTAAGA 263

Ai05B27447 Araip.B05 27447 p4 (TTTC)5 20 131562682 131562701 TTGGCTGCAAATACACAAAAA TGCTGCAAAATTACTTGGAAGA 133

Ai05B27448 Araip.B05 27448 p3 (AAG)6 18 131562898 131562915 CATCTTCCAAGTAATTTTGCAGC TCCTCCTCCTCATCTTCTGC 210

Ai05B27449 Araip.B05 27449 p3 (GAT)6 18 131563255 131563272 CCTCTTCCAAGTAATTTTGTAGCA TTTGCAGCAACTTTTGGTGT 254

Ai05B27451 Araip.B05 27451 p2 (TA)11 22 131565005 131565026 CGGGCATGCTTTATGTTTTT AAGAATATGCGTTTGGGGAA 119

Ai05B27454 Araip.B05 27454 p2 (TC)7 14 131575098 131575111 CCTGTATGATCAGATGGGGA CATTCGAACTACATGAAAATACCC 266

Ai05B27458 Araip.B05 27458 c (GT)7gcgcgcactccggggcaagtaggggtgggtgta(TG)659 131582811 131582869 GACGGTGACATCTGAACCCT TCAGGATAAACCCGCTCCTA 148
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Ai05B27459 Araip.B05 27459 p2 (AT)6 12 131588837 131588848 GATCATTCAGCCTTGCAACA GTGTGTGTGTGTGTGTGCGT 241

Ai05B27460 Araip.B05 27460 p2 (CA)11 22 131588987 131589008 AGCACCCTACCACACAGAGC CTTAGCTTCGCAGGCAGAGT 272

Ai05B27461 Araip.B05 27461 p2 (AT)8 16 131589171 131589186 ACTCTGCCTGCGAAGCTAAG TGCAGCGAAGTATGCTTTTG 215

Ai05B27462 Araip.B05 27462 p2 (TA)11 22 131590400 131590421 CATCTCCTGGGGTCACACTT GCCCCTAAACCTTAGTTGTGTG 203

Ai05B27464 Araip.B05 27464 c (A)10ggtagaaccaaaaaaagaattttac(T)1045 131594628 131594672 TTGTCCAATCATTAAGGTGTGAG TGGTTTGACTCCGAGAGGAC 278

Ai05B27469 Araip.B05 27469 c (A)10gggcaattcattcaagtggg(A)1040 131603246 131603285 CAACAAAAGCTCCCATTGCT AGGAAACCCAGGATGAGATTT 260

Ai05B27471 Araip.B05 27471 p3 (TAA)5 15 131604317 131604331 TGGAGGGGACAGAAGAGAGA TGCTGTTGGACTCAAAGGTG 197

Ai05B27472 Araip.B05 27472 p3 (CCG)6 18 131606416 131606433 GGTGCAGGGTAATGTCCTGT AACGCCGAGATTTACTCCCT 272

Ai05B27473 Araip.B05 27473 p2 (TC)6 12 131607937 131607948 GGTTTGTGTTTGTGTGTGCC CACCTCATCCCAAAATGCTT 125

Ai05B27480 Araip.B05 27480 c (T)10c(T)10 21 131622297 131622317 GCTTCGGGTTCATTTTGGTA TCGTGGTACCTTGTTTTCCC 229

Ai05B27489 Araip.B05 27489 p2 (TA)7 14 131651742 131651755 TTCGCCATTTTGTGGTGTAA GATGCAAAAATGCAACATGC 176

Ai05B27490 Araip.B05 27490 p4 (ACAT)5 20 131651951 131651970 ATTGCATGTTGCATTTTTGC CAGTGGAATGACCAAAAAGAGA 264

Ai05B27491 Araip.B05 27491 p2 (TA)6 12 131652589 131652600 GGGGAATTTGTGGGAAACTT TGCATCCTTTTTCCAATTCA 230

Ai05B27492 Araip.B05 27492 p2 (AT)9 18 131659549 131659566 TTTACAGCAAATTATTGACACACAA CCATACCGTTTTGGATTGCT 219

Ai05B27493 Araip.B05 27493 p2 (TA)6 12 131670848 131670859 TTCAGATGCAAGACGTGAGG CCAAAGGGCGAAATACAAAA 200

Ai05B27494 Araip.B05 27494 p2 (AT)7 14 131672099 131672112 CTACAAAGCAAAGGCTGGCT CATCTCATTGAGCGTGTTGG 217

Ai05B27495 Araip.B05 27495 p3 (AAT)5 15 131672614 131672628 CCCTGTTTGGCTGTTTTTCA CCACAAATCCGCATATCCAT 279

Ai05B27501 Araip.B05 27501 c (A)17cctcaaaaagacaatgataaatgccattttttcaaaatttttaatgtca(T)1076 131687948 131688023 TTCTGCTATTGCTTGCCCTT TCATTTGAAGCGTTCTTGGA 201

Ai05B27503 Araip.B05 27503 p3 (ATT)14 42 131705534 131705575 TTTCCGCTGCGTGTGTAAT CTTGCAAGTATGTGGAGCAA 277

Ai05B27509 Araip.B05 27509 c (A)16(CA)8 32 131712588 131712619 CCATTCATTGTAAGCCAATGTT TGATTTGCACCTCTTGCATC 170

Ai05B27510 Araip.B05 27510 c (A)10gaaattaaacaacaacagcaagacgttgaagaaggagcac(AAT)13aagaacaacaacaataataacaagacgttgaagaaggaagaagaagaa(GAT)5152 131713357 131713508 AAAAGGCATTCGTACATTTTCAA TTGCTGCTGTTACCGTTGTC 280

Ai05B27519 Araip.B05 27519 p3 (TAA)11 33 131757976 131758008 TACCCAGATCAGTCCCCAAA TCCCCAACGTTTCTTTCTGT 257

Ai05B27520 Araip.B05 27520 c (T)11caattttattaatactttccatgaaccctaatctcttatactcattcatacaaaaaagaaaaagcatctaaaaaagt(A)1199 131758263 131758361 AAATCCTCGGGAACTGGTTT TGGGCTAGTGGAAGTGAAAG 235

Ai05B27522 Araip.B05 27522 p3 (CTT)6 18 131763907 131763924 GATGGTGAGCAGCTTTGACA CTTCGTCTCCTCCCTCCTCT 153

Ai05B27525 Araip.B05 27525 c (T)13(A)10 23 131768462 131768484 CAGAGTTATTTGGGCCAACC GGACACAAGATGTGATGAGCA 274

Ai05B27528 Araip.B05 27528 p2 (CT)6 12 131774283 131774294 TTTCTTAACTTTTTCAAAACCACC CATCCCCTCCTCTCAGTGAA 197

Ai05B27530 Araip.B05 27530 p3 (TTC)6 18 131776346 131776363 CATCCATCTCCTCTTTCCCA GCCCTCGAGCAATAAACAAA 256

Ai05B27536 Araip.B05 27536 c (A)11gg(A)10 23 131821202 131821224 GTAATGCCAGCTCGTCACAA ATGCATCACGCATTTGGTAA 269

Ai05B27545 Araip.B05 27545 p2 (AC)8 16 131850812 131850827 TTTACAAAGTAGCCAGCAATGA CAACTAAGAATAAATCCAACTCAAGC 192

Ai05B27546 Araip.B05 27546 p2 (AT)12 24 131850985 131851008 TTGGGGTAATTGTATCCCCTT GAAGAAACTGTGGGTACTTGGG 198

Ai05B27547 Araip.B05 27547 p2 (CT)6 12 131856075 131856086 TGAACCTGGAATTCAGAAGGA TTTTGACCCAGTTTTCGACC 206

Ai05B27548 Araip.B05 27548 p3 (AAG)5 15 131862476 131862490 TTCTTCCAAGTAATTTTGCAGC TCCTCCTCATCTTTTGCTGG 167

Ai05B27551 Araip.B05 27551 p2 (TA)7 14 131866590 131866603 CCTCATTGGTATGCTTGGGT GTTTTAACGGGACGGGTTCT 108

Ai05B27552 Araip.B05 27552 p3 (ATA)6 18 131868161 131868178 TTGGATATGAATAAATGTGTAATTGAA ATTTTGTCCCACGTGAAAGG 247
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Ai05B27562 Araip.B05 27562 p3 (AAC)11 33 131883801 131883833 CAGGATCCAAACCAATCCAA GCAGAATTCGAACCAAACCA 276

Ai05B27565 Araip.B05 27565 p3 (ATA)53 159 131887106 131887264 AACCGTTGTGTGAGACGCTT CTAGCATCGGGTTGTCCAAT 260

Ai05B27567 Araip.B05 27567 c (T)10ggggga(G)10 26 131890019 131890044 GAGCTCAAGTTTTATAAACAGCACA AATTGCAAACGATGTACCCC 107

Ai05B27570 Araip.B05 27570 p2 (AT)10 20 131895493 131895512 TCGTGGCTCTGTAGTTTTGC CCTTGCCCTTTATGAAACACA 216

Ai05B27577 Araip.B05 27577 p2 (AT)6 12 131914754 131914765 AAAAGGTGGAGCTTAAATTGC GGCAAATTGATTTGAGCGAG 179

Ai05B27580 Araip.B05 27580 c (A)10ctcaaataacaaatgataactgccattttttcaaaatttttaatgtcattttttttctg(A)1079 131929489 131929567 CTTTCTGCTACTGCTTGCCC CTTGTAGGCTGATGGCTTGA 255

Ai05B27583 Araip.B05 27583 c (CAT)5aatggaatcataagaactcagaaccaga(ACC)558 131933928 131933985 AAATCATGCCCAGCAGAAAC TGATGGAGTGGCAGTAGGTG 144

Ai05B27584 Araip.B05 27584 p3 (ATC)5 15 131934127 131934141 TCGTTATTCTCTTTGCCTTTTCA CGAAGAAATATCGTTTGGGTG 202

Ai05B27585 Araip.B05 27585 p3 (AAG)5 15 131934285 131934299 AATAAGAAGAAGAGGCGGTGC GGTCTCACTTGGATGTGTTCG 216

Ai05B27588 Araip.B05 27588 p3 (AAT)5 15 131935795 131935809 TCCGTATCCATAAACACCCC CTTTGGTGTTGAGCTCCTTTG 216

Ai05B27589 Araip.B05 27589 p3 (ACC)6 18 131937229 131937246 TATCATTCCCCCTTCTTCCC GGCTTCTGCTTCTGCTTTGT 241

Ai05B27593 Araip.B05 27593 p3 (ATA)15 45 131951264 131951308 TTGGATATGAATAAATGTGTAATTGAA TTGGGATCATTGGTCTTTGA 257

Ai05B27598 Araip.B05 27598 c (GA)6gggagagagatatgaagcgccaccaatggtgagaaccaag(AGA)567 131958455 131958521 CTTACAGGTCAGAGAGGGCG CAGCTGCTCGTGAATATAGCC 275

Ai05B27601 Araip.B05 27601 c (GAT)7gaaa(AAG)643 131969758 131969800 TTGAACGAATGTAAGTTCATCCTC CTCTTCTTCTCCCTTCTCCTCA 238

Ai05B27602 Araip.B05 27602 p3 (CTT)5 15 131970661 131970675 AACGAATGTAACTTCATCATCTTCC TCCCTCCTCCTCATCTTCTG 232

Ai05B27603 Araip.B05 27603 p3 (GAA)6 18 131970793 131970810 TGCTTCTTCTTCTTCTTTGTTTGA TCCCTCCTCCTCATCTTCTG 186

Ai05B27604 Araip.B05 27604 p3 (AGG)11 33 131971246 131971278 GGAGGAAAAGAAAGGAGGAGA CGTCAGACGTGCGTCTTCTA 176

Ai05B27605 Araip.B05 27605 p3 (CAA)5 15 131971927 131971941 TTTCCACCTGAACCGTTTTC CAATTTTGTCCTCCACGGTT 231

Ai05B27606 Araip.B05 27606 p3 (TGC)5 15 131972991 131973005 GACCAAGTCACGTCTTTTCTCC TGTTGGTTGAGTGCCAATGT 268

Ai05B27607 Araip.B05 27607 c* (ACAT)5(AT)9* 36 131975452 131975487 TTGCTCTGGGATATAGTGTCCA GGTGAGGACAGTGGCAAAGT 251

Ai05B27609 Araip.B05 27609 c (T)10c(T)10 21 131981119 131981139 CACCTTCCCTTCTCCCTTCT AAAATTTTCCATCTTCAACCTTTTT 230

Ai05B27610 Araip.B05 27610 p2 (GC)6 12 132007387 132007398 AATGAGGTGGTTCCAGTTGC TACTTGGTTCCTTCCCCCTT 241

Ai05B27611 Araip.B05 27611 c (A)13cgggaattggcgcccaagcgcgcagt(GC)651 132009904 132009954 TTGTTGCATTCATGCTTTGA TGGTTTTTGTACCAGGAGTGTG 276

Ai05B27613 Araip.B05 27613 p2 (AT)12 24 132013759 132013782 AACCTGGAACCTCAGCATTG TTGATAAAATCAGTCGCACG 259

Ai05B27615 Araip.B05 27615 p2 (GA)16 32 132028236 132028267 CCCCTTTAGACCCTCCTCAA CGTGACCGCTACGATCTTTT 280

Ai05B27617 Araip.B05 27617 p3 (GAA)5 15 132034248 132034262 CAAATTGCTTCAAGAGATAGTGC TTTCAGCTGCAGGAAATGTG 252

Ai05B27618 Araip.B05 27618 c (T)11catatttaaatcgtttttttaactttttttagacaaaaatgccctttactaccatcaacacctttactt(CCA)595 132037169 132037263 TGAGGGTCAGAATCGAAACC CTTGGTGGTGGAGGTAAAGG 174

Ai05B27619 Araip.B05 27619 p3 (ACA)7 21 132039516 132039536 GGATGGGGATTAATTCTGGG CGCACCTGATTGTAAGAGCA 259

Ai05B27620 Araip.B05 27620 p3 (TGG)6 18 132039674 132039691 TGCTCTTACAATCAGGTGCG GAGCAATCGTGCTGCATTTA 264

Ai05B27621 Araip.B05 27621 p2 (AG)6 12 132048057 132048068 GGGCTATGGTGGAAGAGTGA TTCTCTCCTCCTCTCCCTTT 218

Ai05B27623 Araip.B05 27623 p3 (TTC)5 15 132066636 132066650 TAATTGCAGCTCCGACTCCT AAAGCATGTGATGACACTTGATG 156

Ai05B27629 Araip.B05 27629 p3 (CAC)5 15 132084788 132084802 GCATGTGCAGCCTCAAACTA GGGGTGTGCTCACTGATTCT 117

Ai05B27632 Araip.B05 27632 p3 (AAG)5 15 132087598 132087612 ATTGAGCTGCCTTGTGACCT AATACGATTTTTGGGTGTCG 248

Ai05B27633 Araip.B05 27633 p2 (TA)7 14 132090909 132090922 ATCGCGCATACAACTCTCCT TTTTCTTCTTTTTCTTCGTCTTTCA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27635 Araip.B05 27635 p3 (AAT)5 15 132096575 132096589 GGCTAGGCATGTCTGCATCT TGCATATGATCCCAAACCAA 245

Ai05B27639 Araip.B05 27639 p2 (AG)7 14 132104255 132104268 AGGGAAGAAACAGGAAGGGA TCTTCCTCCTCTTCTCACGG 135

Ai05B27640 Araip.B05 27640 p2 (TG)9 18 132110248 132110265 CCCACTCCTGCTCAACTCTC GTTAAAGAAGCGCTTGTCGG 270

Ai05B27641 Araip.B05 27641 p2 (AG)6 12 132126496 132126507 GGAAGGAGGTGAGGGAGAAG AATCCTATCCTTTTGTTTCAATCAT 259

Ai05B27642 Araip.B05 27642 p2 (GT)6 12 132134098 132134109 ATCTCTTCCTCTCCGCCTTC TAACCTAACCGCCTCACCAC 153

Ai05B27643 Araip.B05 27643 p4 (TCTT)5 20 132143197 132143216 ATCTCTTCCTCTCCGCCTTC GCCTCACTGTCACTCACCAA 143

Ai05B27652 Araip.B05 27652 p2 (TA)6 12 132174218 132174229 AAAAATTAAGGTACGCCCCG TGAATCAATGATCAATTTGAATGT 221

Ai05B27655 Araip.B05 27655 p5 (TTATC)5 25 132198603 132198627 CCTGGGTGCTCCAGTGTATT TGACCTCTTCAGGTCAGGCT 256

Ai05B27658 Araip.B05 27658 p3 (TTC)5 15 132217911 132217925 ATATGGCCGAAACTAACCCC GCCTTCGAGCAAGAGAAGAA 171

Ai05B27660 Araip.B05 27660 c (A)16gaaaaacgaaaaagaaaaaag(A)1249 132239750 132239798 TTGCCATTCATGACCAAAAA AAACAAATGGATAACGGCCA 262

Ai05B27661 Araip.B05 27661 p4 (AAGA)7 28 132240304 132240331 CAAGAATGGGGAGACAAGGA TCTGCACAACACAAACAGCA 262

Ai05B27665 Araip.B05 27665 p3 (CTT)7 21 132260874 132260894 CGAAATTCGATCTGATTACTCAAAATA AGGTTTGAGCGGAAATGAGA 258

Ai05B27670 Araip.B05 27670 p3 (GAA)5 15 132272395 132272409 TCTGCTCTGCCTCTTCTTCC CCAATTCTCTTCTTCACCCTG 280

Ai05B27671 Araip.B05 27671 p2 (AG)6 12 132273462 132273473 ATTGGAAGAGAATGGAGGGG AAGAAATCCAAATCCAACAATGA 254

Ai05B27672 Araip.B05 27672 c (T)11aatctgaatc(TGT)5ggttggatttgaagaataatttttgttcttattttgttctgttgttgtttttggattgcttttagatgctgttgtttttttcattc(T)11133 132274000 132274132 CTGTTCCCCTCCCTACGTC CAACAACGACAACAACAACAGA 278

Ai05B27673 Araip.B05 27673 c (CTC)6ttcctccttcttttttcattggaatttcttctcctc(T)1064 132276208 132276271 GGGAAAAAGGCATAGAGCAA CAATGACAACACATCAAAATTCAA 178

Ai05B27676 Araip.B05 27676 c (TA)8cataagaacataatgtaaacacatctaaattaagttaatattacaactcccaaatcaaatatatgagt(A)10ttataatcacaaatacatttaaaaaaaataaaacacagacatattcaatattatacataaatggaaaaaaatagaaccttttattaatcg(A)10194 132279057 132279250 TCAACACATCCAAAAGTCATGT TGGTTGAGTTCATTCCTGACC 246

Ai05B27678 Araip.B05 27678 p3 (AAT)5 15 132284938 132284952 TCAATCATTAGTCACATATCATAACCA CTCCACTCCAATGCTTCTCC 255

Ai05B27681 Araip.B05 27681 p3 (AAT)6 18 132316581 132316598 TGCTTTTAGATTTCATTTGGTGTT TCTACGTATCCGCACATCACA 275

Ai05B27685 Araip.B05 27685 c (CT)16ccatctctcttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(CT)13124 132340910 132341033 AGCTTGCTTTGATTTGGGTG ACCAAGCTGAAGCTTTCCAA 276

Ai05B27689 Araip.B05 27689 p2 (AT)6 12 132347564 132347575 TGCATCTCACAAAAGGCAAG TCACAAGAACCAAACACCAAA 187

Ai05B27692 Araip.B05 27692 p3 (AAC)5 15 132353546 132353560 CAAACGTTGTTTGAACGGTG AATGTAGCCGACCCCACTTA 210

Ai05B27694 Araip.B05 27694 p3 (GAA)8 24 132355405 132355428 AAAATCGCAGGAATAACAGCA CTTCGTCTTCGCGTTCTTTC 209

Ai05B27695 Araip.B05 27695 p3 (GAA)5 15 132355675 132355689 ACTTGCTTGGTTGGACTTGG TCGTCTTCGCGTTCTTTCTT 190

Ai05B27699 Araip.B05 27699 p2 (TA)6 12 132360504 132360515 GCCATTCTTGCCCATATAGC TGAAAGTGAGCTTAATGAAAACCA 273

Ai05B27704 Araip.B05 27704 p3 (GGT)6 18 132378915 132378932 TGCATTCCCTGAACAATCTG TGTGGGTATGGCTATGGGTT 206

Ai05B27712 Araip.B05 27712 c (AAT)7aaccgccgaaaaaacaaaagaaaactggcctttaag(A)1067 132408237 132408303 TTGAAAAACAAAATGAGAACTAGCA GAGCACATACATTTGCCAGC 180

Ai05B27713 Araip.B05 27713 p2 (TA)6 12 132409004 132409015 TTGATGCATGATGTGCTTGT TGAAGCCTTGCATAGTTCCAT 239

Ai05B27721 Araip.B05 27721 p4 (TTTC)6 24 132420084 132420107 ATGACAATGGCTTCTTTGCC AAGCACATTCATCCACCACA 240

Ai05B27722 Araip.B05 27722 p2 (TC)8 16 132420649 132420664 TTTTTGCTGACATGGCCTTA CAATGGGATGAATGAACCTG 270

Ai05B27727 Araip.B05 27727 p2 (AT)9 18 132448600 132448617 CGGCTGGGACTTGAGAATAG GAATTCGGAAGCAGAGGACA 229

Ai05B27728 Araip.B05 27728 p2 (CT)6 12 132451136 132451147 CCTCTCCTCTCCTCATCCCT CGGCAGTGACAGAGAAAACA 197

Ai05B27730 Araip.B05 27730 p2 (AT)6 12 132453749 132453760 CCCGGTTTTTATCCGATTTT GAGAGAGCTAGCTGCTGGGA 223

Ai05B27745 Araip.B05 27745 c (TA)6(T)10 22 132496724 132496745 TGCATTCTGATGCCATTCAT CTGTACACACACTGGCCACC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27748 Araip.B05 27748 c (T)10gaagtaacaaaacgcatcttacattttacttttatgtgtcagcttttttcatagaatagccaaaacgcaagttgagttttatgggctgtcatc(T)10113 132512987 132513099 AGCCTACATTTTGCTGTGGG AAATGGAGTGAGGCAAGCTG 252

Ai05B27749 Araip.B05 27749 p3 (ATA)5 15 132516046 132516060 TCCATTGGAGGTCATTAGTGG CGCCGAGGAAGTAGTCTGTT 272

Ai05B27750 Araip.B05 27750 p3 (TAA)19 57 132516939 132516995 TGCTGTTGGTCGTAGGTCAG CCTCATGAGCAGCAGTTTCA 276

Ai05B27751 Araip.B05 27751 p2 (AT)9 18 132521806 132521823 CAGTGAAGTCTCTGTTATTGCAGTT CAAACGTTGGGGACAAAAAC 266

Ai05B27755 Araip.B05 27755 p2 (AT)7 14 132530100 132530113 GGGACTTGCAACAACCAATAA CCCCAAATGTCAGAAGAAAAA 280

Ai05B27756 Araip.B05 27756 p2 (AT)7 14 132530453 132530466 AGGGACTTGCAACAACCAAT TCCACATCAACTTTTGCGTC 234

Ai05B27757 Araip.B05 27757 c (A)11ccatgatgatgaacataacagtgatgacatgagctgaaaaaaagtggc(AAT)1398 132531023 132531120 TTCAAGAAAGAGGATTATGAATAGCA TTTCCACAAAAATTATCACACTCAA 279

Ai05B27759 Araip.B05 27759 c (ATT)20gctagtgttactctttctataattgtcactttttttcagctcatgtcatcactgttatgttcatcatcatg(T)11142 132542299 132542440 CACACTCAAAACACACTCTAAATCC GAAAAAGAAAATCTGTTGCTAAAAA 278

Ai05B27761 Araip.B05 27761 p3 (AAT)5 15 132543869 132543883 GACCAGTCAAATGATCTATGCAA TCTTTGGTCTTATTGATTGTCACAT 219

Ai05B27767 Araip.B05 27767 c (TC)10acgcacacg(CA)1049 132578148 132578196 TTTCAGCTCGAAAGGGAGAA GATATGTGCATGTGTGTGCG 228

Ai05B27768 Araip.B05 27768 p2 (TG)6 12 132580966 132580977 AAACTGTTGCAGTGGGGAAG GGGGCAAAATTGAATGAAAG 275

Ai05B27769 Araip.B05 27769 c (T)10atttaaataagttaaaaac(A)1342 132582202 132582243 TGCTTCACAACACATTTCAGA GAATGGAATTTGGCAAAACA 280

Ai05B27777 Araip.B05 27777 p2 (CT)9 18 132608971 132608988 CTTGTGTCACCATCACCGAG CTCCCAACATCGGCAATTAT 178

Ai05B27780 Araip.B05 27780 p2 (TC)13 26 132613639 132613664 AAGCAATTTTGTGAACCCAGA TTGAGACTTCACGCAAGTGG 263

Ai05B27786 Araip.B05 27786 p2 (GT)6 12 132626549 132626560 ATGAGGTTTGGCCGTAGATG CCCTTGTCGTAAACCCCTTT 125

Ai05B27788 Araip.B05 27788 p3 (ATA)21 63 132638506 132638568 TTTCGTTTTGGGAGATTTGG CCCCACAAATTTTGGAGCTA 275

Ai05B27792 Araip.B05 27792 p3 (CTT)8 24 132645761 132645784 CGCTTCTGCTTTTCTGCTTT TCACCGTAACCTCCAACTCC 241

Ai05B27793 Araip.B05 27793 p3 (TGA)6 18 132645903 132645920 CGCTTCTGCTTTTCTGCTTT TCACCGTAACCTCCAACTCC 241

Ai05B27794 Araip.B05 27794 p3 (TGG)7 21 132646026 132646046 GGAGTTGGAGGTTACGGTGA GTCTGGGGTCGAAATCAAAA 262

Ai05B27796 Araip.B05 27796 p2 (TG)10 20 132653593 132653612 TAATCGGTGGTTTCGACGTT TCATGGTTGTTGTTGTTGTTGA 268

Ai05B27797 Araip.B05 27797 p3 (CAA)5 15 132653747 132653761 TTGTGTGTGTGTGTGTGTGTGT TCAAGAGAGCTTTGCGAACA 277

Ai05B27802 Araip.B05 27802 p3 (ATT)5 15 132662406 132662420 ATGGAAGATGCTTCGGTTGT ATGTGCACACCTGAAAACCA 280

Ai05B27804 Araip.B05 27804 p2 (GA)8 16 132671889 132671904 TCACATTTCCAGCACCAAAA TCTGCTCTGAATGGAAGCAA 248

Ai05B27806 Araip.B05 27806 p2 (TC)6 12 132682695 132682706 TGCATTGAAACCAGAGCAAG GAGAGAGAGCGCGAAAAAGA 102

Ai05B27814 Araip.B05 27814 c (A)10tc(T)11 23 132706714 132706736 GCGATAGCAAGAGATACGGC ATTTCGGCTGGATAGGAGGT 261

Ai05B27815 Araip.B05 27815 p2 (AG)8 16 132709070 132709085 AACGAAGAGGCATGGAGAAA GTGGGACAAGGCTTTGTTGT 263

Ai05B27822 Araip.B05 27822 c (A)11gagaaaaatgtg(A)1033 132734039 132734071 GGTGAGTTTGGTTTTGGTTCA GAGAAGTGAGATGAGGCCGA 217

Ai05B27827 Araip.B05 27827 c (T)10aa(T)11 23 132752665 132752687 CAGCCAGCCAGATATCAACA GTGCCGTTACCAAGGAAAGA 276

Ai05B27828 Araip.B05 27828 p2 (TA)7 14 132756251 132756264 CTCTCTCTCTCATCGGCACA GAGTGGAAAACGGATTGGAG 280

Ai05B27831 Araip.B05 27831 p2 (TA)7 14 132760285 132760298 AAATTCATACACCAAATTCAGAAAAA TCATATTTTTGTTTACTTTTTACGTTG 262

Ai05B27839 Araip.B05 27839 p2 (AT)6 12 132795136 132795147 TGCTGGAGTGAGGGACTCTT TCAAATAAGGCTGAGTTTGGAC 173

Ai05B27841 Araip.B05 27841 p2 (AT)8 16 132798762 132798777 GGGCCCATCAAAAGAGTTTA TCGGTGAAACAAGCCTTTCT 267

Ai05B27843 Araip.B05 27843 p3 (TTA)6 18 132803525 132803542 TGGTTTTAACTTGTAATTTGCTCC TGTTGACTCGCAAGTTTTGG 171

Ai05B27844 Araip.B05 27844 c (A)11caaaaagaaaaaaacatt(CA)947 132807891 132807937 TAGAATGTGCGCTTGGATTG ACAATTCATTCAAAACCCCG 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27845 Araip.B05 27845 p2 (AT)7 14 132810292 132810305 TGTTTTCAGTTGTCAAAGGCA GGCAATTGCTGGATCTCTTC 262

Ai05B27847 Araip.B05 27847 p2 (TC)6 12 132811262 132811273 CGCAAAACAAACTACTGGCA CGGTTGAATTGCATTTGTGA 273

Ai05B27848 Araip.B05 27848 p3 (ATA)5 15 132811537 132811551 TCCTGCTCTGTTTCATTACCATT TTTTTGTTGTTTTGGTGAAAAA 280

Ai05B27852 Araip.B05 27852 p4 (TAAA)5 20 132819852 132819871 TTCAAATTGTTTGCTAACCCA GGCGCCTGAAGAACATATTA 274

Ai05B27854 Araip.B05 27854 p3 (AAT)17 51 132829317 132829367 TCAGATTCACACACCCGGTA GACGCTATGAATGCACCAGA 279

Ai05B27855 Araip.B05 27855 p3 (TGA)5 15 132831064 132831078 CGCCGCTTCTTTTTCTTCTT ATCGTCATCCTCATCCGAAC 219

Ai05B27856 Araip.B05 27856 p3 (TGG)7 21 132831251 132831271 GTTCGGATGAGGATGACGAT TTTTCGCTCCAAAATGGTCT 224

Ai05B27860 Araip.B05 27860 c* (A)10(AT)7* 23 132858299 132858321 TCCAAATTTGACCAAGGTTAATG GGGCATATGAATCTTGTTAAGTGC 269

Ai05B27868 Araip.B05 27868 p2 (TC)6 12 132868963 132868974 GGGACTTCACCTATCCAGCA AACCGGTGCATTTGATAAGC 253

Ai05B27874 Araip.B05 27874 c (TCT)5ttgtaatttttctttctcgttatcgtcgtcatcaacaccacctcttcctcctcctcctcttcctcctc(T)1093 132899045 132899137 TCATTTATATTTACGTGCTTTTACGTT AGCCACTTGATTGATTCAAAA 272

Ai05B27877 Araip.B05 27877 p2 (AT)15 30 132919074 132919103 TCCTACTTTAAAGGTCTCAGGTTCA AACCGGTAACATAGAGTTTAACAAAA 216

Ai05B27879 Araip.B05 27879 p3 (AAC)5 15 132927160 132927174 AAATGCACAGTAGGCTTCCG TCACCCTTGAATGGTTTCTCT 229

Ai05B27880 Araip.B05 27880 c (AAT)6g(ATA)21 82 132927360 132927441 CCATTCAAGGGTGAGAGATCA CACTTGCACGACGGTATTGT 171

Ai05B27881 Araip.B05 27881 c (A)10gaaaaaattaagtgagacgcgggaatgattatagcaagaggaaactgaaacactaaaaatattgtagaatctaaatttattactgattctttaattttga(AAC)22(AAT)6194 132932762 132932955 GAAATTGGGTAGAAACAGATCCA GGAGAGGGGAGTGGAATTTT 271

Ai05B27882 Araip.B05 27882 p2 (AT)9 18 132935637 132935654 AAATCTTTGGGGTTGCTCCT TTCTAGAAGGGCTCGAATGC 204

Ai05B27883 Araip.B05 27883 p2 (TA)6 12 132935833 132935844 AAGAAGCATGCGTTAATCCC CAAACTGCACCCAAAAACCT 260

Ai05B27886 Araip.B05 27886 p6 (GTGGAG)5 30 132946372 132946401 TTGTGTTCAATTTGTGCTTGAA TTGGTCCCAAAGGTTTTCAG 250

Ai05B27887 Araip.B05 27887 p2 (AC)12 24 132951664 132951687 TTTTGGGATTTAGGGAAGGC GGGTGTGGAAATCTGCTGTT 272

Ai05B27889 Araip.B05 27889 p3 (TGA)5 15 132956344 132956358 TGCCACTGAGCTTACACCTG GGGGGTAACAAAAGCATCAA 269

Ai05B27890 Araip.B05 27890 p2 (AT)7 14 132958144 132958157 TCGGTGAAACAAGCCTTTCT CCCAAAACACATACCTTCCC 253

Ai05B27893 Araip.B05 27893 p2 (TA)8 16 132960092 132960107 TTGATATTGTTAATTTTGAAGGGTT ACTGAGAAGCTTCGTGCCAT 227

Ai05B27895 Araip.B05 27895 p6 (CGGCCA)5 30 132977929 132977958 CCGGAGTAGGCATCATTTGT GGTTGGTAGAGACGGAGATCG 236

Ai05B27896 Araip.B05 27896 p2 (TA)6 12 132978164 132978175 GCGATCTCCGTCTCTACCAA CCTACTAGGCCTCGGATGAA 242

Ai05B27901 Araip.B05 27901 p2 (AT)10 20 133002728 133002747 TACGTGCATGCTTGTTCGAG ACTGCAGGGCTACTGCATCT 272

Ai05B27902 Araip.B05 27902 p3 (CTT)12 36 133002976 133003011 CATCACCACGAGAAGGGTTT TGCGTACCATTCGTTTTTCA 256

Ai05B27903 Araip.B05 27903 p2 (TA)8 16 133004619 133004634 GCTGAGCTTGAGCTTGGAAT TGAAATTATTTACGTCCTACATCAAAA 235

Ai05B27915 Araip.B05 27915 p2 (TA)8 16 133049571 133049586 GGAAAAATTAATGCCAAAGCA GACACATGCACACAAGCACA 184

Ai05B27919 Araip.B05 27919 c (TGG)5tgttggtgttggttgtgctggttgtggtggtggtgctggtggtggtgttgttgctgt(TGG)690 133058084 133058173 TGGTTTGGTGTTGTTTGGTG TGAGGGTCAGAATCGAAACC 257

Ai05B27921 Araip.B05 27921 c (TC)8ccattttgtt(TC)6ttcctctt(TC)1066 133060362 133060427 TCCATGTCTCCATGTCTTTCC GAAATAAGGGAAGGGGGAGA 183

Ai05B27922 Araip.B05 27922 c (AG)11aagggagaaagagagagagaagagagaa(AG)662 133060642 133060703 TCTCTCCCCCTCTTTTCTCC TCTCTTTCCCCCTTCCCTTA 267

Ai05B27923 Araip.B05 27923 c (GA)10aagaggaagagagaagggagg(GA)7aagaaaatgggagagggaaaagagggagagagggagagaaacaaaatgggagagagagaaaagaggaagagagagagaaacaaaatgg(GA)9161 133060876 133061036 AGAAATAAGGGAAGGGGGAA ACTCTCCCTTGCTCTCCCTC 250

Ai05B27926 Araip.B05 27926 p3 (AAT)20 60 133069229 133069288 TAGGTGAAGGGTGTCCAAGG AGCTTCTTTGATCGTGCCAT 252

Ai05B27927 Araip.B05 27927 p2 (CT)10 20 133070387 133070406 TCGTTGAATCACGCCTATGA TCTCTGGAACGCACAAGATG 215

Ai05B27929 Araip.B05 27929 p2 (AT)8 16 133077662 133077677 TCCCTTTCTCTTTCTCTCTCCC CATTAAGCAAAGGAGTCAAGCA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B27930 Araip.B05 27930 p4 (ATGG)5 20 133081302 133081321 ATTGCCACACACAACAGGAA TCATGACATGCAGAGTGCAG 219

Ai05B27931 Araip.B05 27931 p2 (AG)7 14 133081939 133081952 TGGCTGCAATAGAGATGTCG CGCAACAAGTTACTGTCGGA 247

Ai05B27934 Araip.B05 27934 p3 (GAA)7 21 133091430 133091450 GGTTCAGGGTCAGGATCAAA ACTTTCGAATTCTTTCCCCC 220

Ai05B27938 Araip.B05 27938 c (AC)8at(AG)9aa(AG)752 133095572 133095623 TTCTTATCCTTGTTCCTGCTCA TCGAATTTCTTCTCTCTCTCATCTC 265

Ai05B27941 Araip.B05 27941 p2 (AT)6 12 133103446 133103457 TCTGTGTTACTTTTGGGGTGT GAAACAAGGCGTTGACCATT 250

Ai05B27943 Araip.B05 27943 p2 (GA)6 12 133109706 133109717 GAGAAAGTGGGATTGGTGGA TTGACGCCAAAACTCTCCTT 231

Ai05B27945 Araip.B05 27945 p3 (CCA)6 18 133113252 133113269 GCACGGTGACATACCAGTTG CTCGTCGACCATCAAATCCT 181

Ai05B27946 Araip.B05 27946 p3 (CTC)6 18 133114451 133114468 ACCCACACCGTTCTCTTGAC CGGGTTCGGGTAGTATTGAA 263

Ai05B27948 Araip.B05 27948 c (A)11tgttggtgctgtttatatgaataatgaatccgattcccatgtatcataaaaatttaaac(A)1080 133115999 133116078 AAAAACTGTGTCTGGTCGGC TCCTTTCACGATCCATTCAT 270

Ai05B27949 Araip.B05 27949 c (TA)7gaaagagagagacacataccggaaaagtgagaccatctccagtgcggaactcatctcaatccc(TA)1097 133119616 133119712 ACAGGCAGAGATGGGAGAGA TTGAGATGAGTTCCGCACTG 230

Ai05B27953 Araip.B05 27953 p3 (GGT)5 15 133147623 133147637 CCTTTGCCTTCATGTTCCTC CGAAACCAAAACATCGATCA 248

Ai05B27954 Araip.B05 27954 p3 (TGA)13 39 133147744 133147782 TTGTCCCTATTCCCTTTCCC CCATCACCATCACTCCATCA 265

Ai05B27957 Araip.B05 27957 c (A)10catttaa(AT)6 29 133151852 133151880 AGCTTGACCTGCTTCGATTT GCCAATTTGGGAGATGAAGA 170

Ai05B27959 Araip.B05 27959 c (T)13actattaactactaaata(AT)643 133168604 133168646 CAGACTAAACCCGCCAAAG TGGTCCACTTGTATTTTCAGGA 280

Ai05B27963 Araip.B05 27963 c (TA)7cttagttttctctccgcatgacttagcccttttgaccctcttagaggcttatggagagacatgattttgtttatgtaaatttggattttggata(TG)9126 133179439 133179564 GGTCGAGAGGCACCTCATTA AGAGGGACAAAGACGCAAAA 260

Ai05B27964 Araip.B05 27964 c (TA)8(TG)6tacttagttttctctccgcatgacttggcccttttaacactcttagaggcttatagagagacaggattttgtttatgtaactttgggttttgga(TG)9140 133185937 133186076 GGTGTCTGGACTTCTGAGGC GGCCAAAGACGCAAAATAAC 250

Ai05B27970 Araip.B05 27970 p2 (AT)7 14 133213265 133213278 CTTCATGTAAAATATTAGGGACAAAA TGTGTAGGTGGAGGTTAGGGA 178

Ai05B27972 Araip.B05 27972 p3 (AAC)6 18 133217199 133217216 GCAGAGTCTTTGGTTCTGGC GAAGCTGATGAAGGTGAGCC 125

Ai05B27976 Araip.B05 27976 p2 (AT)7 14 133232067 133232080 TCTCGTGCTGATAACGTGTTG ATAGAGGCATTTGCTTCCGA 252

Ai05B27979 Araip.B05 27979 p2 (GA)22 44 133240165 133240208 AGAAGGAGAAGAAGGAGGCG TCAAATCACGAATCCCTTCC 224

Ai05B27987 Araip.B05 27987 p2 (TA)7 14 133276389 133276402 CTGCAAAAGTTTGGACAGAAT TCTGTAATTGCCGGGATCAT 227

Ai05B27991 Araip.B05 27991 p3 (AAG)7 21 133282481 133282501 ATTCTTCCTTGCCACCACAC TCAGTTCCTGCTGTGATTCG 219

Ai05B27995 Araip.B05 27995 p2 (TA)6 12 133296166 133296177 TTGTGCTTGTCGGTGTATTGA ACTCATTGCCTTGAACACCC 275

Ai05B28003 Araip.B05 28003 c (AAG)8(ATG)13aaa(AAG)581 133342132 133342212 TGTTTCTTCTTTTTCCTTGTTGG CTTCTCACCCCTCCTCTTCA 222

Ai05B28004 Araip.B05 28004 p3 (TGG)5 15 133346256 133346270 GCTCATTTCATCACTTTTCATCA CACGACCAACCAAGTTCTGA 192

Ai05B28006 Araip.B05 28006 p2 (AT)8 16 133348091 133348106 ACCCAGAGCTGTCATTCGAG AAATGTGCAAATCAGCCCTT 276

Ai05B28008 Araip.B05 28008 p2 (AT)10 20 133349224 133349243 TTGCATCACGAAGCAAACTT TTTTGCCTCTTGTATAGCTGTTTG 258

Ai05B28016 Araip.B05 28016 p3 (TAA)7 21 133410500 133410520 GGCCAGAAATTTCAATGCTT GGAAGCTACTGCCTTGTCCA 250

Ai05B28020 Araip.B05 28020 p2 (CT)8 16 133420426 133420441 CACCATAACCTGCAAAAGAGC GGTTCTTGGTTCTTGATCCTTG 280

Ai05B28024 Araip.B05 28024 p2 (TC)10 20 133427170 133427189 AATGGATTTACCGTCGGACA ACAGAGGCAGTTGGAGCAGT 265

Ai05B28025 Araip.B05 28025 p2 (TA)10 20 133444461 133444480 CCTTCGATGCCTTGCTTTAC TCGCCCTCGAAAATTGATAC 236

Ai05B28028 Araip.B05 28028 p2 (AG)14 28 133452969 133452996 CGGTGGTGACAGAGTAGGGT TTTGGGGTAAATTTGAAGCG 151

Ai05B28034 Araip.B05 28034 p2 (AT)9 18 133486685 133486702 ACTGCACTTTACCTCGGTGG TGCATGATTCGAATACCAATTT 248

Ai05B28036 Araip.B05 28036 p2 (TA)16 32 133494395 133494426 CACAAATCATACGCAATACAAAA CCCGTACCAAAACAAAAACAA 205
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Ai05B28040 Araip.B05 28040 p3 (ATA)15 45 133511965 133512009 TCTTTTCACATTTCATATTTTCAAAC GGTGGATATAGCCCCATCAT 256

Ai05B28041 Araip.B05 28041 p2 (CT)7 14 133515124 133515137 CAACATAACCTGCAAAGGAGC CACGGTTCTTGGTTCTTGGT 279

Ai05B28044 Araip.B05 28044 p3 (ATG)5 15 133522113 133522127 TGACCTCCAGGTTCCTAACG CGAAAAATGCATGCTTCAAA 228

Ai05B28045 Araip.B05 28045 p2 (AG)8 16 133523810 133523825 GCAACCAACCACACACAATC AGCAAGCAAGCAGACAGACA 186

Ai05B28049 Araip.B05 28049 p2 (TA)10 20 133531414 133531433 TTTTCGATATTAGCGCGACC CAAAAGGATTTTAATGAGGCCA 173

Ai05B28050 Araip.B05 28050 c (CT)13aacttctcacctctcaatctctctctatccttctctctttaatcc(CT)16103 133533188 133533290 AAATATCCGCCGGTAAATCC AATGGTGGCAGAGGCAATAG 250

Ai05B28068 Araip.B05 28068 p2 (TA)9 18 133594861 133594878 GCGAGGTAAGAATGCGAAGT CGAGCATTTGCGAATATGAA 265

Ai05B28069 Araip.B05 28069 p3 (CTT)5 15 133602918 133602932 CCTGAGGGACCAAAATCGTA CTTGTGAAGGGGCAGAGAAG 116

Ai05B28071 Araip.B05 28071 p3 (AAT)5 15 133607501 133607515 CGCAGTTAACTTAAACGAGAATTA TGTGGGCTACGTTTTTGTTG 280

Ai05B28074 Araip.B05 28074 p3 (TGT)6 18 133616296 133616313 GTTCGTGTAGCTGACCCCAT GAACTGTTTGCACTTTGAAATCT 132

Ai05B28078 Araip.B05 28078 p2 (TA)7 14 133624192 133624205 CTGTATGTATCTCCCAAGATTTAGC GTATGAATTGGAGCGCGTTT 189

Ai05B28079 Araip.B05 28079 p2 (CT)6 12 133627788 133627799 GACAACGACACAGTGATGGG CACTGAAACCCTCTCCCAAA 210

Ai05B28080 Araip.B05 28080 p2 (TA)6 12 133633980 133633991 TCATGCCAAGCAAAACTAAAAA GGAAGTGAAAACCACATGGC 234

Ai05B28081 Araip.B05 28081 p4 (TATT)5 20 133634390 133634409 AGTTTTGTTGCGTGGTGTTG GCCATGTCAAGCCTCAATCT 228

Ai05B28085 Araip.B05 28085 p2 (TA)8 16 133657167 133657182 CTCTGCTATTCTGCTGTGCAA CGATGTTGCTTAGGCTGATG 273

Ai05B28086 Araip.B05 28086 p4 (TATT)5 20 133657682 133657701 GGTTTGGAGTTTTGTTGCGT AGCCATGTCAAGCCTCAATC 233

Ai05B28088 Araip.B05 28088 p2 (AG)6 12 133660062 133660073 AATCAGCTTCTTGTCGAGCC CCACCTCCAACAATCACACA 251

Ai05B28089 Araip.B05 28089 p4 (TATT)5 20 133673653 133673672 TTGGATTGCAAAAATCACTCTG CCCTAACAAGCTTAACAGATTTGAA 266

Ai05B28093 Araip.B05 28093 p3 (TTG)5 15 133677958 133677972 GATTGCAAGCTTCCCATGAT TTTCAGGCATTCACAACCTG 104

Ai05B28096 Araip.B05 28096 p3 (ATG)7 21 133698902 133698922 TGCTCTCTCAATTGGCTTGA ATACCTGGCTTTCGGTGATG 244

Ai05B28098 Araip.B05 28098 p2 (TG)7 14 133703910 133703923 TGAGCTGAAGTCTAATTGGGTG ATGTCCCAGATGGAAATGGA 252

Ai05B28100 Araip.B05 28100 p2 (AT)10 20 133709389 133709408 ATCCCGAATAAGGATCCGAC GACGACAGGTTAGGGGTGAA 247

Ai05B28103 Araip.B05 28103 p2 (AG)6 12 133715412 133715423 GAGAGAGGGGTAGGGTTTGG CCCCACAGAATCTCCACCTA 247

Ai05B28106 Araip.B05 28106 p2 (GA)8 16 133726587 133726602 CTGCTGGCTATTTGGGAGAG CCCTAGTCGGTTTGGTTGAA 247

Ai05B28107 Araip.B05 28107 p2 (GA)7 14 133730601 133730614 TATTGAGGCCAAGACCCAAC AAGGAAATGGAGAACTGGGC 264

Ai05B28109 Araip.B05 28109 c (A)10gtttagattttgacttgtttcattttattcaaatttttttcaagtggctttaacttgtaatttactgctatg(TTA)7103 133734267 133734369 TGGTCGTATTCAATAAAAATTTGG TGGAAGTGTTATTCGGTCTCG 250

Ai05B28113 Araip.B05 28113 p2 (GA)6 12 133754496 133754507 CGGGACGAACTGGTTGTACT AGAGCTTAGCGAGGTGAACG 225

Ai05B28118 Araip.B05 28118 p2 (TA)11 22 133767066 133767087 GCCTTTGCTTCGTAGGTTGA CCAAAAATGCATCACACTCG 149

Ai05B28119 Araip.B05 28119 c (TG)6tt(TG)14 42 133767210 133767251 CGAGTGTGATGCATTTTTGG TTATCAAAGACAGCCCCACC 267

Ai05B28120 Araip.B05 28120 p2 (TC)6 12 133769609 133769620 TTTCGCAAGCAAAATTACCC GGCTGGGCTATGTTGATGTT 223

Ai05B28121 Araip.B05 28121 p2 (AG)7 14 133770222 133770235 AGGGAAGGAGAAGATGGAGC TCATCTAAACCGTGAACCCC 241

Ai05B28124 Araip.B05 28124 c (A)11caaagacacttccaatattatatataaattttaaaaaatataactttttattaagcgaaaaaaaaggataatatattttcatgaataaattcaacca(T)10118 133778776 133778893 CCCAAATCAAATATATGAGTGCAA CGTCGCACTCCTTCTGTCTC 221

Ai05B28125 Araip.B05 28125 c (A)16ctgaaaacggagggtccgtttttttttaaaggaaaaat(A)12cattgttaatggacggtccattttcagatttttt(A)12112 133780351 133780462 TGCATGTGGTGTCAGAAGGT CATAAAATCGGACCCTCCGT 278

Ai05B28131 Araip.B05 28131 p2 (AT)14 28 133783235 133783262 GCACGTAACATAACAGCACG TGTCTATGTCACTGAAAAATTATCACA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28132 Araip.B05 28132 p3 (CTC)5 15 133783643 133783657 CACTCACCCACAAAAACGTG AAGGAGGAGAAACACGACGA 221

Ai05B28133 Araip.B05 28133 p3 (GAG)5 15 133783860 133783874 TCGTCGTGTTTCTCCTCCTT GGTGTAAAACGAAGATATTTGGG 265

Ai05B28137 Araip.B05 28137 c (TA)6aatccatttctttaatttagtaaccctaatttctgcctccaactcgaatattttctttttcttccaaattcattctcagcattgat(TC)6110 133794864 133794973 CTCCGAAATGGATAGGGACA GGGGATGATATTGAACGACG 246

Ai05B28139 Araip.B05 28139 c* (AT)8(ATAC)6* 38 133807989 133808026 ACTCAGCCTGCGAAGTCAAG AGCGGAGTAGTTTCCTGGGT 233

Ai05B28140 Araip.B05 28140 p2 (AC)10 20 133810629 133810648 AGTCACAACCACAACCCCTC TGCTATGCGTGTAGGTACGG 223

Ai05B28145 Araip.B05 28145 c (T)10cttttcaaaaaattttcaaaaaatatttcaaaattttctcctttgttttc(A)1272 133840433 133840504 TTTGGACAACTGACGGTTCA CATGACTTTACAGCCAGCCA 219

Ai05B28146 Araip.B05 28146 p2 (CT)6 12 133841109 133841120 TCTTTTCAAAATTTGTTCCAACT AGGATGAGAGAGAAGGAGGGA 279

Ai05B28149 Araip.B05 28149 p3 (TTC)6 18 133858844 133858861 GGCTAGTTGCTTTATTATCTTTTTATG GATCGATGTATCTAAATTTTGAAGAAG 271

Ai05B28151 Araip.B05 28151 c (T)11atatgaa(TG)630 133862735 133862764 CTCAATTCTGCTGACGTTGG TGGGTCAAAATCGAAATTGTT 279

Ai05B28153 Araip.B05 28153 p2 (AT)8 16 133867041 133867056 TTGGCTCAAATAATAAGAACATAATC CTCGTGAGCTGGCTTCATTA 278

Ai05B28154 Araip.B05 28154 p2 (TA)12 24 133867191 133867214 TTGGCTCAAATAATAAGAACATAATC CTCGTGAGCTGGCTTCATTA 278

Ai05B28155 Araip.B05 28155 p3 (TTA)5 15 133895128 133895142 ATGGGACAAGGTTTTGATGG GGATACTCGGAAAGGGAAGC 270

Ai05B28157 Araip.B05 28157 c (TA)6tttg(T)10 26 133898053 133898078 TGGAAATTTGGTTCTCTGGC TCCGCAAAAAGAAATAAATGAAA 216

Ai05B28159 Araip.B05 28159 c (AAAT)5aaaatagccagaaaatttcacatacgataaaatgatccaattattcaacatgggaagggcaaagg(A)1095 133900474 133900568 GAACAAAAGAAAACATTCAGCAAA TCAGAGAGCAAGCAGAGCAA 240

Ai05B28161 Araip.B05 28161 p3 (AAT)5 15 133905019 133905033 TCACATCAGTCACCGCATTT TCAGTGCTCACATCTGCTCC 120

Ai05B28166 Araip.B05 28166 p4 (AATA)5 20 133922818 133922837 TAAAGAGAAAGCGGGCTTGA TCTTCTCCCCGTGGCTATTA 155

Ai05B28168 Araip.B05 28168 p2 (AG)6 12 133927026 133927037 TTCTCGGCTCAGAAAACACA TGAATGCAGCATAAGCCAAA 280

Ai05B28175 Araip.B05 28175 p2 (TA)24 48 133950894 133950941 CAGGGGCTACGATTTAGCTG TTGCGATGAATTAAGCCTCC 253

Ai05B28176 Araip.B05 28176 p4 (TTTA)5 20 133952843 133952862 CCATAAGGGACCTAAAACCAAA GGTGAAAAGGTAAAAAGGGTGTT 279

Ai05B28177 Araip.B05 28177 p2 (TA)7 14 133969698 133969711 GTTATGGGCGCAGAAGTCAC GCAATACCGCTCCCAAAATA 256

Ai05B28180 Araip.B05 28180 c (A)10tttctgtactcacaccaaatactctttcaaatac(T)1054 133979464 133979517 TTTCTAAAAATGCTTGCGGG ATGTTGATGATGTGGTTGCC 224

Ai05B28181 Araip.B05 28181 p2 (CT)6 12 133982662 133982673 AAGCCAAATTGGTAACATGAGTC CCCAAATCCAAGTCCAGAAA 270

Ai05B28182 Araip.B05 28182 p3 (TCC)9 27 133993564 133993590 AAAATGTTAACAAAAACGTGTGTCA TTCCCAATGATTATTGCAGTATTTT 187

Ai05B28184 Araip.B05 28184 p3 (TTA)8 24 133993970 133993993 TTTTGGTATGGGTCTCACTGAA TGGTGGAAAGGAGGAGTCTG 205

Ai05B28188 Araip.B05 28188 p2 (TG)6 12 134004613 134004624 ATTTCGGTTGTGAAGGCAAC CCTAACTCATCCCAAGCCAA 209

Ai05B28192 Araip.B05 28192 p3 (ACC)6 18 134026996 134027013 CATGGCGACATACTCAATGC AATCTGGAACATGGGCAAAG 189

Ai05B28193 Araip.B05 28193 p2 (CT)6 12 134031790 134031801 ATCGTTGTCTGAAATTGGGG TGGCTAGCTTTGCTCATCCT 203

Ai05B28197 Araip.B05 28197 p3 (TTG)5 15 134054500 134054514 ATGGCTGTTTTGGAGGAGAA CAGGACCATAACTTGCCAAAA 208

Ai05B28198 Araip.B05 28198 p3 (TCA)5 15 134057209 134057223 GGTTGCAAACCTTGTCCCTA GTGAATAGAAGGCAGCAGGC 279

Ai05B28200 Araip.B05 28200 c (GAA)5accgaaaaaatagttaaaagaagaagaaatagaaaactaagaaaggaag(A)10gatccaacaacaac(AGA)5103 134061552 134061654 TGTCATGAAGAAAAAGTGAACGA CTGTTGCAGGACATCACTCG 258

Ai05B28203 Araip.B05 28203 c (A)10ttttcattttatgcttaaggtccattaaaattagggtaatcaaatattacaag(A)1174 134069051 134069124 TCCTAGGCTTAAGGTGCAATG TCATAAAACATTCAATGGGACC 214

Ai05B28207 Araip.B05 28207 p2 (TA)8 16 134074994 134075009 TGGACCGTTGAAGTTCGTAA TGTTGGTTGGATAAGTGTTTAGTGA 274

Ai05B28215 Araip.B05 28215 p2 (TA)8 16 134122580 134122595 TGTGAAAGAACATCGGTTGG GCCAATCGAGACGGATAAAA 266

Ai05B28217 Araip.B05 28217 p2 (AT)9 18 134129632 134129649 AAGTCAAGCTGGCCAGAGAA GCGAAGTGGTTATCGGGTTA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28222 Araip.B05 28222 p2 (TG)18 36 134154833 134154868 CGCACCCTTTAAGGATCAGA TCCAAGGTTCCACGATCTTC 254

Ai05B28224 Araip.B05 28224 p2 (GA)18 36 134170155 134170190 CGACGAGGGAACCAAAATAA TCCTCCTCAGATTTGCAACC 276

Ai05B28225 Araip.B05 28225 p2 (AT)12 24 134173087 134173110 TTCAAACATCAACACCCAGC CTGGACACTTAGGCTAGCGG 214

Ai05B28226 Araip.B05 28226 p2 (TA)6 12 134177072 134177083 TTGGATCTTTGGATCCTTGC GGTGGCATTGCTTTTGTTTT 139

Ai05B28228 Araip.B05 28228 p2 (CT)9 18 134185639 134185656 AAACGCAGCATTTAGGCATC TGATGGCGACAAGATGAAGA 144

Ai05B28235 Araip.B05 28235 c (T)11aatctattttttgaaatgagaatcgtttaaatggctttacttttagttggggtcttaaacaaggagcccctatgtcatctta(T)11104 134212662 134212765 TTTAGTATGAAATAAGAATGTGCATGT AAACAACAACTGCCTCCCAC 233

Ai05B28239 Araip.B05 28239 p2 (AT)6 12 134222093 134222104 AAGTTCTTGCCCTTACCACTTT GGGAGGAACTCTTTTTCTCCA 134

Ai05B28242 Araip.B05 28242 c (TG)7(TA)12 38 134227486 134227523 GGAAACCAGTTTGAAGGCAA AGATGGGCTCATCCATCAAG 185

Ai05B28243 Araip.B05 28243 p3 (TCA)8 24 134229994 134230017 TCACAATGTGGATATGCCTGA TGGCTCATCCTCTTCTGTTGT 124

Ai05B28245 Araip.B05 28245 p2 (GA)6 12 134253777 134253788 TCGAATTTGGTGAGTGATGTG TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai05B28247 Araip.B05 28247 p3 (TTC)7 21 134257010 134257030 CTTCCCCATCACCTCTTCAA ACTCGTCCTCGAGCAAAGAA 222

Ai05B28250 Araip.B05 28250 p3 (TAT)6 18 134300590 134300607 ACAGCGGAAAAGCAGACAGT TCGCACAACTAACCAGCAAG 279

Ai05B28251 Araip.B05 28251 p3 (TCT)5 15 134304593 134304607 TCAATGGTGCAGGGATGTAA TAGAATGTTTCTCGCCCTCG 215

Ai05B28253 Araip.B05 28253 p3 (TAT)6 18 134309607 134309624 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 242

Ai05B28254 Araip.B05 28254 p2 (AG)22 44 134315576 134315619 TTGTGCGGAGTTGTGAAAAG TCTACTCCGGCATGTTCCTC 265

Ai05B28255 Araip.B05 28255 c (A)11g(A)10 22 134321424 134321445 TCCCACTTGTTATCGAACATTT TCAACAAAATATACCAAGAGCAACA 205

Ai05B28259 Araip.B05 28259 p2 (AT)6 12 134342668 134342679 ACCTTAAGCCCAATGGAACA CTTTTGCAGCGAAGTGGTTT 175

Ai05B28260 Araip.B05 28260 p2 (TA)8 16 134348832 134348847 AGCCACTCCTTTCCCCTAAT CAGCTTCCTCCAAGTTCCAG 276

Ai05B28261 Araip.B05 28261 p2 (TA)6 12 134350889 134350900 GAGAGGCATCTCATTAGGCG AGTCAAGACTGGCCGAAGAA 220

Ai05B28264 Araip.B05 28264 p2 (AT)6 12 134368698 134368709 TTCAAGATCCAACTCGGCTT TGTGGTCAGGAATTTGATCACT 268

Ai05B28265 Araip.B05 28265 c (AAG)5(A)23 38 134372738 134372775 GGTGCAGCATGGAAGAAAAT ACTGATGAATCGATCAAGAGACT 249

Ai05B28268 Araip.B05 28268 p3 (AGG)7 21 134387711 134387731 GAATGTAGGTTCCTCCTCTTCC TCAAAACAAGCACAAACCAAA 278

Ai05B28269 Araip.B05 28269 p3 (GAT)7 21 134388093 134388113 TGGTGCATTCTGGATTGAAA TCCATCTCCTCCTCTTCCCT 235

Ai05B28273 Araip.B05 28273 p3 (ATA)7 21 134395937 134395957 ACGCCAAAGGAGTGCTAAAA ATTTGCATGTGCCCATTTCT 262

Ai05B28274 Araip.B05 28274 p3 (AAT)6 18 134396916 134396933 CACAATGCAACACGCCTATC TTGAAATAAGGAGATGTGCCG 259

Ai05B28276 Araip.B05 28276 c (T)14ggagcactagttaaacaaattcaaataatatatatttagaattgaaaagaatgtatnagtataattagataataaac(T)10101 134399648 134399748 AACTTCAAATTTTTATTCGTTCCA TGACATGCATCACTTAATCAAAA 277

Ai05B28279 Araip.B05 28279 c (T)13ggatttggctcatga(T)1038 134403188 134403225 CAACACGGATTTTGTACTTTGC GAAGGAGGGAGAAGACCAGG 278

Ai05B28284 Araip.B05 28284 p2 (TC)6 12 134420777 134420788 GTCACACAATAATATCGAAGAGACA GCTTGGTTGCAGGAAAAGAC 198

Ai05B28300 Araip.B05 28300 p3 (AAT)7 21 134469471 134469491 TCTTTTCAATTTCGGTATGCG ATTCGGCCAAACTCTTTGTG 264

Ai05B28301 Araip.B05 28301 p5 (CGGAT)5 25 134476291 134476315 AGATAACCAAGCCCAATCCA ACTCCATGTCCTTCTCCCCT 232

Ai05B28302 Araip.B05 28302 p3 (AGG)6 18 134477031 134477048 TGCTACTCAATGTGCCTCCA GGGGAAGATATGCACCTGAA 260

Ai05B28303 Araip.B05 28303 p3 (TTC)6 18 134478500 134478517 CCATTGAAAGCATGCCTATTT TGCAGCCACTGTTGTAGGTC 277

Ai05B28305 Araip.B05 28305 p3 (TAT)18 54 134495929 134495982 TGGTTGTTCTATACTTGCATCCAC TTTGCACTCAAAATTCATAAGAAAA 279

Ai05B28306 Araip.B05 28306 p2 (AT)7 14 134504104 134504117 TATGCGGTTGTTTGAATTGG TTTACAACCATTCACCTCCC 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28311 Araip.B05 28311 p2 (CT)6 12 134515719 134515730 TTTTTGTTTGTTTCTTACCTTTTTCA GGTTCCCTTTAGGTGAGTGGA 226

Ai05B28312 Araip.B05 28312 p3 (TTC)5 15 134517875 134517889 TCTCACATGATTTCCACCCA GCTTTTGTCTTCCCTTTCCC 267

Ai05B28313 Araip.B05 28313 p3 (TGA)5 15 134528912 134528926 CTGCAGATTTTTGCACAGGA TCATCATCATCATTCTGGGG 223

Ai05B28314 Araip.B05 28314 p3 (TCA)6 18 134529408 134529425 TGTGGCGGTTTTTCTCTCTT CTCAGAAAACAGTCCTCCACG 271

Ai05B28316 Araip.B05 28316 p2 (TA)6 12 134531250 134531261 GACGACTGGATTTTCGATTCA GGGTTAACGAACTCATCGGA 245

Ai05B28318 Araip.B05 28318 c (T)12cattcaaaactgagtgaatcttctttctctt(CAA)558 134541070 134541127 CCTTCTTCTTCCTCTGACGC GCCGACTTCACTTAGTGGGA 115

Ai05B28321 Araip.B05 28321 p2 (AT)6 12 134543436 134543447 ATTCGGTGTTCCTCATCACA GATCGAATCGGATCCACACT 265

Ai05B28327 Araip.B05 28327 p3 (ATT)6 18 134562295 134562312 CCCTTTCCCTCCCTTTCTTT CGCCATTCTCTTTTTCTCCTT 246

Ai05B28329 Araip.B05 28329 p3 (ATT)6 18 134562945 134562962 CCCTTTCCCTCCCTTTCTTT CGCCATTCTCTTTTTCTCCTT 246

Ai05B28337 Araip.B05 28337 p2 (GA)6 12 134600524 134600535 CCACTCCCCATTTGGACTAA CCTACCATTATGCATTGACCG 269

Ai05B28339 Araip.B05 28339 p2 (TA)7 14 134604197 134604210 TTAAGCAGTTCATGGGGTCC CCATGGCAAAACAATGTGAA 123

Ai05B28345 Araip.B05 28345 p5 (GAAAA)5 25 134620331 134620355 TGCCTCCATAAAACTCAACTAAA GCAACAGGTGCATTTACCATT 260

Ai05B28351 Araip.B05 28351 p2 (TA)9 18 134645006 134645023 CCAAAACAAAGTTATGCCCAA CATGAATCAGCTTTCCATTTAGC 276

Ai05B28356 Araip.B05 28356 p2 (TA)6 12 134678790 134678801 CCAACCTTTAGATTGGACCTTTT TGAAATTGAGAGGGTTGGGT 280

Ai05B28357 Araip.B05 28357 c (TA)12tgaaagttctacatccatgtaatttttaaaatattatttttcttaattaatacataacatgtatttcgataaaaaattagacatta(T)11121 134679601 134679721 CATATCAACCAATTAGAAGATGACA TGCTTAAATCGTTCTGATGGC 233

Ai05B28358 Araip.B05 28358 p3 (AAT)17 51 134680861 134680911 AAAAAGGATTGGGAACAAAAA CTAGGCATTTAGGGCTCACG 275

Ai05B28359 Araip.B05 28359 p3 (ATT)6 18 134681508 134681525 AATGGTGAGCAAACAAAGGG GACTATATATACGGTCAATGCAAAAA 276

Ai05B28361 Araip.B05 28361 c (ACA)8catatgaacatgtgtgacaacttgtttggatc(TCA)777 134684530 134684606 TCCAAGCATGGATCTCATCA TGATGCATTGTTGTTGACATGA 190

Ai05B28362 Araip.B05 28362 p3 (TAA)5 15 134684986 134685000 TCAACTCCTGCAGCTTCTCA CCACAACCCTGAAATAATAGTAATAA 245

Ai05B28370 Araip.B05 28370 p2 (AT)15 30 134692816 134692845 TCCGTGCGGATTAAATATCG CGGATCCGCACAATAATAA 273

Ai05B28373 Araip.B05 28373 c (A)11ttatttgtatgtagattattatgtgttacaatagaaaagactaaagagag(A)1071 134694870 134694940 GATTCAACGTTACTCTGCAAAAA CATGTTCAAGTTTGAGGGAGAG 235

Ai05B28381 Araip.B05 28381 p2 (AT)10 20 134723391 134723410 CACAACAAAGGCACCATGAC GTTTGCGACATAGGCTGGAT 236

Ai05B28382 Araip.B05 28382 c (TTC)6tta(TTC)6gttatttttctctctcattatcgtcgtcaccaa(CAC)5(CTC)8111 134724974 134725084 ATTCACGCGCGTACATTTTT TCGTTATCTTCAGCAACGAGA 252

Ai05B28383 Araip.B05 28383 c (TCA)5ccattttcttttcctattcatctttttttcttgttttatcttctcaag(T)1073 134725537 134725609 TCCCTCCTCCTGATCTTCTG CCTCTTCCAAGTAATTTTGTACCG 198

Ai05B28384 Araip.B05 28384 p3 (TCT)6 18 134725873 134725890 TGTGTGCTGATAAGTTCTGCAT TGTTACACTCGAATTTGCTGC 262

Ai05B28385 Araip.B05 28385 p3 (GAG)9 27 134726422 134726448 CACGCAAAGAAAAGGAGGAG GCCAAATCCAACAAAAAGGA 217

Ai05B28386 Araip.B05 28386 p3 (TTA)10 30 134729471 134729500 TGATGGAAGGACAAACGTGA GAAACCCAGTCAATGCCAGT 261

Ai05B28387 Araip.B05 28387 p3 (TAT)53 159 134730252 134730410 TTGGTATTCCACTTGCGTGA CTTGTATGTCGGTGCCAATG 261

Ai05B28388 Araip.B05 28388 p3 (TAT)8 24 134731105 134731128 CACAGCAGCAACAGGAAGAA ATGCCGGATACTGAAACTGC 277

Ai05B28391 Araip.B05 28391 p3 (ATA)7 21 134750809 134750829 TTGGCCACTAACTTTCACCTG TCACCGTTCTATCTATTACTTGGA 213

Ai05B28398 Araip.B05 28398 p2 (TC)7 14 134767537 134767550 GCTCTTCCCACTTTTTGTGG CCAATTGGGAAATGGAATTG 140

Ai05B28400 Araip.B05 28400 c (CAT)6(TTC)8 42 134778938 134778979 CCTTATCGCCTTTTGTTGCT TTGCAGACTTTGGAGCTGTG 102

Ai05B28401 Araip.B05 28401 p3 (GAT)8 24 134779534 134779557 AGGGTCACCGAATCTCACAC GCCTAACCCATTCCCTTCTC 256

Ai05B28408 Araip.B05 28408 p3 (GAG)6 18 134806959 134806976 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28410 Araip.B05 28410 p2 (CT)8 16 134815470 134815485 TCTTGTGAATCAAGTCATTAATTGTG GGGATTTTGAAAAAGAGGGA 277

Ai05B28411 Araip.B05 28411 p3 (TAT)7 21 134815794 134815814 GAACCCCCTCTTCCATCTGT TTATTTTCGGCTGCCATCTC 278

Ai05B28418 Araip.B05 28418 p2 (AT)8 16 134851364 134851379 TGTTTTCCGTTTGCTTTTCA AGCATGCATCATTCTCCTCC 208

Ai05B28430 Araip.B05 28430 p2 (TG)10 20 134936937 134936956 CAGCCCCACTTGTTTTCATT CATACACACCCACATGCACA 183

Ai05B28435 Araip.B05 28435 c (T)11cgtgtttgatattaaccataatgagtagcagaaaattttacgagtaaatatctaataatttggtctctagttatttatacgaaagacaatatgattt(A)14122 134945220 134945341 TGAGCTCAACTCTTATATGCACG ATGCTAATTGCCAAACCCTG 278

Ai05B28436 Araip.B05 28436 p5 (ATTTT)5 25 134948610 134948634 ATCTGCATTGTCTTTTCCCG AGGAAAACTCGAACCTGCAA 264

Ai05B28442 Araip.B05 28442 p3 (TCT)5 15 134952909 134952923 GCGCCGAAATTAAATCAAGA GGAGATGAAGGTGGTGGTGT 280

Ai05B28445 Araip.B05 28445 c (A)11g(A)10 22 134961577 134961598 TGTTTGTCTAAAGGGGGCAC GTCGAGGTACTTGCTCGGTT 178

Ai05B28447 Araip.B05 28447 c (T)10atttttctagtgtttttacttttactactagaaatttgccaaacatactaaaaaat(A)1076 134963459 134963534 TCTTTTTATCTATCAATTATGTTTGGG GCTTGTTTGGGTGTTATTATTTTG 277

Ai05B28449 Araip.B05 28449 p2 (AT)6 12 134968575 134968586 TCATGGTTGACACATGAACTTG GGGAGCGAATGGGATTAGAT 234

Ai05B28450 Araip.B05 28450 p3 (GAA)5 15 134972839 134972853 CCAAAGGGAGTCCAAATTGA AAGGCATTGCAGCTTAGGAA 261

Ai05B28451 Araip.B05 28451 p3 (ATT)6 18 134973246 134973263 ATCACTTGATGGTGGCCAAT TCATCCTCCCAACCTGAATC 276

Ai05B28453 Araip.B05 28453 p4 (ATTT)5 20 134974716 134974735 GTCTTTGCCTGTGGTCTTCC GCCACTCTCTTAATTTGGTGAA 189

Ai05B28455 Araip.B05 28455 p2 (TA)6 12 134975921 134975932 CACATGAAATTAACTGCACCTGA CCACCCAACAGATGAAGAGC 237

Ai05B28456 Araip.B05 28456 c (TA)9ttgcacagttaattcattcagaatctcaatcatgcatagtttatggtccagactaggagaagatcaggaacaatctaaagtaa(T)10111 134976645 134976755 TGAATCAGGCTTATGAAAAGTGA CAACACTGAATAGTCGTTCTTCTTG 263

Ai05B28457 Araip.B05 28457 p2 (TA)7 14 134977196 134977209 TGACCAACCAAGAAGACCGT TTGGGACTTATTTGCTTTCTTC 232

Ai05B28458 Araip.B05 28458 p2 (TA)6 12 134977681 134977692 TCCTTCTTTTCTGTCCGACC TTTTGGCTAAAACGATAAATACATTA 225

Ai05B28459 Araip.B05 28459 p6 (AAGATA)6 36 134981965 134982000 TGTCAGCAGAGCTCAAGAGG TCAGCCCAACAGAATACACAA 280

Ai05B28460 Araip.B05 28460 p2 (GA)6 12 134986589 134986600 CTGGTGGAAGGAAGAGGGAG GCCAGTAAGTTAAACTGGCAGAA 278

Ai05B28463 Araip.B05 28463 p3 (ATA)5 15 134991165 134991179 TTGCAGGGATCAGCAGTATG GGTTTCTCCTCCACCAATGA 151

Ai05B28464 Araip.B05 28464 p3 (GAA)6 18 134991410 134991427 TCATTGGTGGAGGAGAAACC TCAGCATCTCTTGCTGGAAA 229

Ai05B28474 Araip.B05 28474 c (A)11gatagttaacagataccagactatgtcaaagtaatagattcaaaatacaacataatatcgaattatatgcttaagaattatattttcttcc(TA)8118 135014025 135014142 ATGTACCCATGCACAACCAA GTGCCCAAAATCATTGTTCC 270

Ai05B28477 Araip.B05 28477 p2 (GA)17 34 135022853 135022886 GCTCGGTGATCCAAAATAGC TCCACAACCCGTTTTAGAGG 254

Ai05B28478 Araip.B05 28478 p3 (CAT)5 15 135023302 135023316 TCCTGCCTTCATCACTTTCC TTTAATCATGGCTTTGGGGA 246

Ai05B28481 Araip.B05 28481 p3 (CAT)5 15 135034460 135034474 CAGACAAGGGAATAGCCTGC CAAAGCCGAAAGTTATCCCA 124

Ai05B28482 Araip.B05 28482 p3 (CAA)7 21 135035604 135035624 GCCACCCTTATTACCTGCAA GCCTAAAGACACAATTTGGCA 240

Ai05B28485 Araip.B05 28485 p2 (TA)8 16 135047129 135047144 GAAGTGGTCGGCCATGTTAT AAGGTACTCTTGAATGCAGTGG 256

Ai05B28487 Araip.B05 28487 p3 (TAT)15 45 135051128 135051172 TGAATAAAGCATTGCGGTGA AGCATGTTATCAAGGGTGGG 191

Ai05B28488 Araip.B05 28488 p2 (TA)6 12 135052578 135052589 TCATATCCGTATTCCACAATGA TTCGTGAAAATGACATCCCA 249

Ai05B28492 Araip.B05 28492 p3 (ATA)5 15 135057118 135057132 CATACACTTCAACCACAGCACA GGTTGCGTTGGATCTGTTTT 177

Ai05B28496 Araip.B05 28496 p3 (ACA)26 78 135061603 135061680 CCAAACCAAAGTAAGCTAAATCTC CTTGTAGCCAACCCCACCTA 187

Ai05B28501 Araip.B05 28501 c (GT)6tttga(AG)7 31 135106481 135106511 GGCTGAGAATTCGAAGATGG CCAGCCAAACCTCATTCATT 253

Ai05B28507 Araip.B05 28507 p3 (CTC)6 18 135133183 135133200 GGCAAAGAAAAACGCTCAAG CGGCTCTGGTTCAGGAGTAG 205

Ai05B28510 Araip.B05 28510 p4 (ATAA)5 20 135156326 135156345 TGCTGCTTAACAGTTTCCCA TGAGGCCTCTTATGAGTCTGAA 217
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Ai05B28511 Araip.B05 28511 p2 (CA)6 12 135159374 135159385 GGGGAATATATGCAAACAGGG GTGTTTTGCGTAGTCCGGTT 205

Ai05B28514 Araip.B05 28514 c (A)10cacatcaattgttatatctcatgatagacattttgagtcgcaggtctattcgatttagaggtttagtacacagtaaagacttttgaatac(T)11111 135167219 135167329 GAAGATATATGAATGATTTTCGTCTTT AATGCCGGAAATAACAAACG 274

Ai05B28518 Araip.B05 28518 p2 (TA)7 14 135172801 135172814 CCGAGCTTGAGCTTGGATAA AAATTGAGCTTGGCTCATGG 273

Ai05B28520 Araip.B05 28520 p3 (TTG)5 15 135178058 135178072 TTTGTGGTTGTTGTTGTTGGA AAAAATGCCCCTTTTTCACC 232

Ai05B28521 Araip.B05 28521 p3 (GAA)5 15 135178174 135178188 TTTGTGGTTGTTGTTGTTGGA AAAAATGCCCCTTTTTCACC 232

Ai05B28522 Araip.B05 28522 c (GAAAA)5taacatataaaataagaagaatgatagaaaagaaaagggtgaagaagaaaataaaaccttgttaatggaggt(GA)7111 135183416 135183526 TTGCAACAATCCACAAGCAT TCTTCCTCCTCCCTTCTTCC 246

Ai05B28528 Araip.B05 28528 c (A)10gaaagaaaggggggcgaggagggagagaagggggacgccatgcccgcccatgctgccgcactgccgcccactgcccgccg(CTT)22156 135251115 135251270 TTTTTAATTTAATTCCTAAACTACCCC AAAATCCAATTCACAGAATTCACA 254

Ai05B28530 Araip.B05 28530 p2 (TA)8 16 135270565 135270580 GCCCTTCGTATTGGATTGAA TGCATCGTGAAGGAACAAAG 272

Ai05B28531 Araip.B05 28531 c (T)10cagtaatactaaggagac(A)1038 135271217 135271254 TCGTGTGTCTATCGTTTGCTATCT GCCTTCATTAATGGTTGTAGCA 134

Ai05B28532 Araip.B05 28532 p2 (TA)6 12 135272346 135272357 TGTTAGCCCGTAGCACTCCT GTTCGAATGCATGAAGCTGA 277

Ai05B28533 Araip.B05 28533 c (T)10ccctttcattttggtttttcttttcaatttttttaaccttccttttcaaca(T)1172 135274610 135274681 ATGCAACAAAACCACGTTGA CAACGAAAACTCACGAGCTG 275

Ai05B28537 Araip.B05 28537 c (A)10ttggttgaatttcgcttaataaaaagttctattttttttaatttatgtataatattggaagtgttctgtgttttttgttaaatgtatttgtgattataa(T)12121 135287903 135288023 ACGTCGCACTCCTTCTGTCT CATTACAACTCCCAAATCAAACA 198

Ai05B28538 Araip.B05 28538 p2 (TA)11 22 135289204 135289225 TGCCTTGAGAATAAACACATGA TCAAATTTTGGGAATTGGGT 214

Ai05B28544 Araip.B05 28544 c (A)10tacataattaagtctaatcaagttgttataaacttatttttttttgtttttttcttttttttcttttcgtctt(TTC)598 135301159 135301256 GGTGGATGACTGGATGGAAT TCAGAACTAATAAAAATGTTCGCAA 204

Ai05B28545 Araip.B05 28545 p3 (AAG)6 18 135301853 135301870 TGCGTCTAGAATGAACCGAA TGATGAGAAGTTTTGAGGAATTTTT 206

Ai05B28546 Araip.B05 28546 p3 (GAG)6 18 135302333 135302350 GAGGAAAAACGCGAAAAAGA TTCTGTGGCCATCAATTCAA 228

Ai05B28547 Araip.B05 28547 p3 (ATT)5 15 135303623 135303637 TGTGTTGGTTGTTAGCTCTGTTT TCACCAAAGTTTAAATCCTCCA 203

Ai05B28548 Araip.B05 28548 p2 (AG)12 24 135316963 135316986 TTTTGAAAAAGAGGGAAGGGA CCACTTAACTTTTTGTTTGATTCTT 107

Ai05B28550 Araip.B05 28550 p3 (TGA)6 18 135322035 135322052 AAAAGGGACCCACTCGTTCT TTGCACCACATCCTTAACCA 152

Ai05B28551 Araip.B05 28551 c (A)13cagtctgatttaatgaattcattagttttaatagtccaatatattaaataacaaatgtaaggagtataatgaattaacctcatattg(A)10110 135330206 135330315 AATTGAAGTAAAATTATCAACTATGGC TTGAGGAACGAAAATGTCTACG 276

Ai05B28555 Araip.B05 28555 c (AT)9(GT)6 30 135340360 135340389 TGATGTAAAAACGATCACAAAAAGA ACCATTTTGCATTTTGGACA 174

Ai05B28557 Araip.B05 28557 p2 (CT)6 12 135341196 135341207 GCAGTGGGATCCACATATCA TCAGCCCCTCTTTTTCTTCTC 276

Ai05B28561 Araip.B05 28561 c (T)19ggc(TA)6 34 135359066 135359099 AAAGCTGCACTGAAGACGGT CTCCTTTTCAGTTGTGCGGT 225

Ai05B28562 Araip.B05 28562 c (T)14ggtttcaatgtagacatgatatataatagggtgcaatggcattgtttgatccatgtagccaacgtcacctagtgggataagact(TTG)6116 135360497 135360612 ATTCCTGCTTCCTCACATGG AAGTAACCAATCAATTATTTGCAGC 259

Ai05B28565 Araip.B05 28565 c (T)10agtcacc(A)1128 135377342 135377369 TTAATTTGAGGGGAAAATGGA AGGGGACACATGAACGATTT 274

Ai05B28566 Araip.B05 28566 p3 (TAA)5 15 135377639 135377653 ATCGTTCATGTGTCCCCTTT GCCTCTTCTCATCATGTGCC 204

Ai05B28567 Araip.B05 28567 p3 (AAT)5 15 135378329 135378343 TGACCCATACAACATTGCGT GCGTTTCTACCACTCCACTTT 232

Ai05B28570 Araip.B05 28570 p6 (TTTTCT)5 30 135392040 135392069 CTTAATCACAATTGCGGTGG CACTCCAAACAAAACAAAAGCA 277

Ai05B28571 Araip.B05 28571 p2 (TA)7 14 135392607 135392620 TGTTTAATTCAATGTATGTGTCAAGC GGAGGCTTATTTGGGGAAGA 278

Ai05B28573 Araip.B05 28573 p3 (TAA)5 15 135401441 135401455 AAATCAATATCAATGGCACGC GCTGCATAGAAAACCTTGCC 205

Ai05B28576 Araip.B05 28576 p2 (AT)6 12 135405730 135405741 AATGGGTGGGTACAGGTTGA CCGAGTTATAAGGTGACGGA 276

Ai05B28577 Araip.B05 28577 c (A)10tagatgatgttcagtatttaattttattttttattatta(T)1059 135406780 135406838 TAGACTCCAAACAAACGGGC TGGTATAGTGTGATGGCTGCTT 268

Ai05B28583 Araip.B05 28583 p2 (TA)6 12 135428947 135428958 GCAAATGCAATTCTCTCTCTCTT AGAGTCTTGTGCTGATAACGTG 272

Ai05B28585 Araip.B05 28585 c (TA)7cacattacaacatataatattat(TA)1159 135433896 135433954 CAAAAACAAATGCAATTCTCTCTCT TTGTTGGTTGTCTAAAATTTCTGTT 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28596 Araip.B05 28596 p2 (AT)7 14 135468477 135468490 TTTTGATTGGTTCACATCGG TGGAAATTCAAATAGGACATTGG 271

Ai05B28602 Araip.B05 28602 p3 (TTC)5 15 135484986 135485000 TAGATGTTGGGTGTGGGAGC GGAGGCAAGATCCAACAGAA 219

Ai05B28603 Araip.B05 28603 c (AAG)6aggaagaagaacgtgcagcaagaagaagaagaatgtgcagtgaaaacgtgcagtaaaggttgaagaaggaaaaagagaaggcaagaaacgaaagaa(AAG)5129 135491756 135491884 GAAAGAGAAGGCAAGAAACGAA TCAACCATTACTGCACGTTTTC 226

Ai05B28604 Araip.B05 28604 p3 (AAG)7 21 135492022 135492042 TGCAGTGAAAACGTGCAGTAA TTCTCCACATACAAGCGTTTT 280

Ai05B28607 Araip.B05 28607 p2 (CT)19 38 135495019 135495056 CAACAATGGTGGTGGTTTCA TCATTCATTGCAATCCAATTCT 252

Ai05B28615 Araip.B05 28615 p2 (TA)6 12 135508155 135508166 GTTGGTAGGATTTTCGTGCG CCCGACTCTATTTGCGGTTA 257

Ai05B28617 Araip.B05 28617 p2 (AT)8 16 135509642 135509657 TTTGATTTACCTATTTTCGATTACC ACCGTTCTCATTTTTGCTGC 237

Ai05B28619 Araip.B05 28619 p4 (TTAA)6 24 135518986 135519009 TCCACATCAACTTTTGCGTC TTTTACAAATTAGTGTAACCCCGAA 279

Ai05B28620 Araip.B05 28620 c (TA)7aagtattaattttattaataaaatatcatttttttt(GA)662 135519763 135519824 CGTTTCTCCCCTTGTGATTT CAGAAGTCCTGCTCAGAGGG 258

Ai05B28621 Araip.B05 28621 c (A)12taaaaaatgttaaagtattaattttattaataaaatatcatttttttt(GA)672 135520469 135520540 AGGTGTTGCGGAGGTTATCA CAGAAGTCCTGCTCAGAGGG 275

Ai05B28625 Araip.B05 28625 p2 (AG)6 12 135530190 135530201 TCGCCATAGGGAATCAGAAC GAGGCATCCCTCTTCCTTTC 148

Ai05B28630 Araip.B05 28630 p4 (TCTA)12 48 135560272 135560319 TCTTGTGCACGATAAAAACCA AGCAGTTAGCAGTTAGCGCC 234

Ai05B28638 Araip.B05 28638 c (A)11(GAT)6 29 135596029 135596057 CGTGTTACACTGAAATTTGTTGC TTCTCCCTCCTCCTCATCTTC 238

Ai05B28644 Araip.B05 28644 c (AT)8tatatatat(TA)637 135627698 135627734 TTTTGAATATTGGAAAATTTGGG TCATGCCTAGCTACCCATAGTC 263

Ai05B28645 Araip.B05 28645 p2 (AG)11 22 135637565 135637586 TTCGAATTTTGGGTGGAAGA CTTTTTGATTGATTCTTATCTTTTTCA 278

Ai05B28652 Araip.B05 28652 p6 (GAGAAG)5 30 135662722 135662751 TCGCGATGTGAGTGGTACAT AAGGACATTGGCAAACCAAC 247

Ai05B28653 Araip.B05 28653 p3 (TTC)5 15 135663216 135663230 CCTTCTGCTCCTTCTTCTTGC TTTGATTGCGAGTTTTGTGC 212

Ai05B28654 Araip.B05 28654 p3 (CTT)5 15 135666907 135666921 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 238

Ai05B28655 Araip.B05 28655 p6 (AAGAGG)5 30 135667381 135667410 ATCGTTTGGGTGAATTCCTG TCAAAGCGCTACACTCACCA 265

Ai05B28656 Araip.B05 28656 c (CT)6(TC)18 48 135668882 135668929 GGAACCCTTCCTCCTCACTT CTTCAGTGGGTACTCCAGGC 177

Ai05B28658 Araip.B05 28658 p2 (CT)7 14 135675740 135675753 TCGTGACTCTGTTCTCGACG GAAGAGGGAAGGGGATCAAG 243

Ai05B28660 Araip.B05 28660 p2 (AT)23 46 135680177 135680222 TTTTTCCTCGCCTTTACCTTT GCTCGGGTATTTACGACGAC 249

Ai05B28661 Araip.B05 28661 c (AT)10(AC)8 36 135683087 135683122 CATGGTCTCCGAAAATCAAGA GGAGTGAGCAACAAAGAAGCA 174

Ai05B28668 Araip.B05 28668 c (AG)7aa(AG)6 28 135698004 135698031 TTGAGTGTTGGCATTTGAGC ATCATCACAACATTCCTCCC 230

Ai05B28669 Araip.B05 28669 p3 (TAC)7 21 135700655 135700675 AAGCTTCAATTTTACCGTATCAGTT AGGAAGGGAGAACGGTTGTT 199

Ai05B28673 Araip.B05 28673 p3 (ATG)15 45 135711374 135711418 ATTTTCGGAGAGGGTGGAGT TCTCTGACCCCAAAACCAAC 271

Ai05B28675 Araip.B05 28675 p2 (AT)10 20 135713879 135713898 TTTGATGTTGAAATTGTTAAGTTTGA TGGAGCTGACCTAGACTCGAC 275

Ai05B28678 Araip.B05 28678 c (A)13gaaatgaacaacataatccctaaccatattattttgaaaaaaattatctttaaaatgatgtcataaaaaaattaaagtacaaaaacctttt(A)11115 135724944 135725058 TTTAACAAAGTTGCTGGCCC TGTCTCATCTCTTGCTTTCAATG 270

Ai05B28681 Araip.B05 28681 c (A)10gttgtggcggtcaggaaccgccgcaattcagcatgcattttttt(A)1064 135728249 135728312 GGTTTTTAAACCGCCACAAA TGGGGGTTATAAACATTTGCT 258

Ai05B28683 Araip.B05 28683 p4 (AAAG)5 20 135738062 135738081 TATTCCAAATGAACCCGAGC TCCTCCCCTTTCCTTCTTTC 129

Ai05B28685 Araip.B05 28685 p4 (AAAG)5 20 135744959 135744978 CCGCCACACTTGTTTTCTTT CTCGTGGCACTCTCCTTCTC 204

Ai05B28686 Araip.B05 28686 p4 (AAAG)5 20 135748810 135748829 AAATCAAACCCAAAATCCCC TCCTCCCCTTTCCTTCTTTC 195

Ai05B28687 Araip.B05 28687 c (A)10cggtttttaatcggttaaccaaaaccaaaaccaaattaaaatcaaaacctactttcaaaaccaaattatatactctt(TC)8103 135751806 135751908 TGAATCTAGGGGTGTTCATAAAA GAGAAGGAGGGAGAGGAAGG 268

Ai05B28688 Araip.B05 28688 p2 (CT)15 30 135752021 135752050 CGGTTAACCAAAACCAAAACC AGGACAAAGAGGAGGAGGAGA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28689 Araip.B05 28689 p2 (CT)7 14 135752360 135752373 CGCTTCCTTCTTTCTCTTCTTTT GAGAGAAGGGAGGGGGAGA 256

Ai05B28691 Araip.B05 28691 p2 (AT)6 12 135755948 135755959 AGAGTGTTAGGGCCAGCAAA TGGTTCTTAAATGTGCGTGTG 203

Ai05B28697 Araip.B05 28697 p2 (CT)7 14 135778646 135778659 AAATCCAACAGAAACCGTGC GGCGACAGAAGAAGAAGTGG 219

Ai05B28699 Araip.B05 28699 p2 (TG)9 18 135789988 135790005 TGCCATCGCAGTTAACACAT AGCAATATGGCTTTGGATGG 244

Ai05B28700 Araip.B05 28700 c (A)10ttttagcgctacgtgtttatttaattttaattcgttatctatgc(TA)666 135796184 135796249 TACCAGGATTCGTCACTCGG CGAGGCCTGTGATTTCTCAT 117

Ai05B28701 Araip.B05 28701 p2 (CT)9 18 135797024 135797041 TTTCTGCAATACTATTCTCAAAGAGG GAAGAAGAAGTGAACAAAGCAGAA 174

Ai05B28704 Araip.B05 28704 p2 (AG)7 14 135803829 135803842 AGTGCGGCAGAGATGAAGAT TTGGTGATTCCACAACCTCA 266

Ai05B28710 Araip.B05 28710 p2 (AT)14 28 135829418 135829445 AAAGCATAATCACATCCCAAA ATGCTGAACACAGTGGGGA 278

Ai05B28711 Araip.B05 28711 p2 (TC)6 12 135830811 135830822 TCATTGTCCCTCACCACTCA ACGGTGACTGGACCAGATTC 129

Ai05B28712 Araip.B05 28712 p3 (AAT)24 72 135835864 135835935 TTTGCGATTTCACTCTGCAC TGAGTGATGCTGTGATGGTG 252

Ai05B28713 Araip.B05 28713 p3 (GTT)5 15 135839243 135839257 GCCAACAAATTTTTATGAGCG CCCTCTTTTCTCTACAGGCA 280

Ai05B28714 Araip.B05 28714 c (CTCC)5cc(CT)6 34 135841257 135841290 TTTGATTTGATTGGAGTAAATATCG AAATTACAAAAATTGTACCTAAACACG 217

Ai05B28715 Araip.B05 28715 p2 (AT)8 16 135841526 135841541 TTGTTTATTATTAGGCACACACTTTTT AAACCACATACACGAACAATGTA 205

Ai05B28716 Araip.B05 28716 c (T)10atgttttgtatg(T)1032 135842889 135842920 TTTTTCTTAGGATTTGGATGATTC AAGAGGTATTCCAGCCAACAA 263

Ai05B28718 Araip.B05 28718 p3 (GGT)5 15 135854073 135854087 GTGACCTACTACCGGCCAAG CCAGCATGGTTCCTTCTTGT 135

Ai05B28719 Araip.B05 28719 p2 (AT)7 14 135854230 135854243 ATGGTGGTGGAGAGGATGAA GGAAACTCAGGTGCAGTCG 253

Ai05B28720 Araip.B05 28720 p2 (TA)8 16 135854379 135854394 CGGCTCTCAGTATCAATTTTACG TTCGGTTTCGGTGAATGAAT 277

Ai05B28725 Araip.B05 28725 p3 (AAT)6 18 135889465 135889482 TTGACTCAAAAACGTACATCTCG GTTTCTTCCGAGTTGCATCA 260

Ai05B28728 Araip.B05 28728 p2 (AG)6 12 135894348 135894359 GGACCACCAATTCTCTCTGC CAACTCGGGAGGCATTACAT 169

Ai05B28729 Araip.B05 28729 c (A)11cggtttttaaccggttaaacaaaactaaaaccaaattcaatttccccttctcactctcctt(TC)9ccccttt(TC)7111 135896190 135896300 TCTTTCTATTAGGGGTGTTCATAAAA GAGAAGGAGAGAGGGAAAAGAG 280

Ai05B28730 Araip.B05 28730 c (CT)8tccctttccctcctcttccccc(CT)650 135896404 135896453 AATTCAATTTCCCCTTCTCAC GGAAGGGGAGAGAGAGAAAGAA 279

Ai05B28731 Araip.B05 28731 p2 (AG)7 14 135896781 135896794 TTTCTCCAAAGCAAGAGAGAGG TTCCCTCTTTCTCTCTCCCC 257

Ai05B28732 Araip.B05 28732 c (GA)8ggaagacaaagagaagggagggggagaaagaggggaaggg(GA)668 135897057 135897124 GAGAGGAGGAGCGAGAGGAT TGAAATCCCTTCCATTGCTT 264

Ai05B28734 Araip.B05 28734 p2 (AT)10 20 135925802 135925821 GCATTCATTGGTTTGTGACG TTGATTCATTTTCCGACGGT 252

Ai05B28736 Araip.B05 28736 c (A)10ttaaaaattacacgttgatccataaa(T)10aaatgtgtgtccatagtctatgattaataactttaaaat(TA)6(GA)6109 135931204 135931312 ATCCGACGGTAATTCAAACG AAGTGTATCGATAACAAAATTCAAAG 253

Ai05B28739 Araip.B05 28739 p3 (TGG)5 15 135938190 135938204 TTTGGACAAGGTTTCAAGGG CCAGCATGGTTCCTTCTTGT 186

Ai05B28740 Araip.B05 28740 p2 (TA)6 12 135938404 135938415 ATGGTGGTGGAGAGGATGAA TGACAATTGCGTTTTTCTGA 270

Ai05B28742 Araip.B05 28742 p2 (GA)13 26 135948744 135948769 GTGGTGATAGAGATGGCGGT GCTAAATTCAAACGCGAAGC 222

Ai05B28744 Araip.B05 28744 p2 (TA)7 14 135949544 135949557 TTCCGTCAGTTGGATGATGA TCTTACATTATTACATTTTGCTGGAA 280

Ai05B28751 Araip.B05 28751 c (T)11caaaaataaacagattgattcaatgtaaacaagtatacttatggtaggaaatttatggtttaacgtttaac(TAA)21145 135957947 135958091 TTCAATGATGGTTGTGCATGT TTGCTTTTTGTTTTGCATTTG 229

Ai05B28754 Araip.B05 28754 p2 (CT)7 14 135985678 135985691 TTGTCAAAAGCTTCGTGTGG CTAAAAGCGCTAACGGGTTG 237

Ai05B28755 Araip.B05 28755 p2 (AG)6 12 135991369 135991380 CGGCGAAGATTGAAGAACTC GACGCCACTCTTCTCTGTCC 177

Ai05B28758 Araip.B05 28758 c (TC)7atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)993 136007355 136007447 TTTCGAAAATTAGTAACCTTTTTCA GAGGTTCCCTTAGGTGAGTGG 237

Ai05B28759 Araip.B05 28759 p3 (TTC)5 15 136010167 136010181 ACACAACCCTCTCTTCCCCT CTCGGAGGTGGAAGTTTTTG 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28760 Araip.B05 28760 c (GAA)5catcagtgaagaagagaattggtgaagataaggattag(T)11gataaatataaaacgacgtcgtattgggtattagg(T)11110 136014203 136014312 TCTGAAGATGTTGTTGTTGTTGC GGGAAAACTGAGCTGGACTG 189

Ai05B28770 Araip.B05 28770 c (CTT)5gcgcacgttcttcttcctctaac(TCT)656 136054376 136054431 CGGCACCATTGTGTTAAAAA GAAGGTGCAGTGAAAACGTG 266

Ai05B28771 Araip.B05 28771 c (CTT)26gctgcacgttcttcttcc(TCT)5111 136054612 136054722 ACTGCACGTTTTCACTGCAC GAGAAAGAGAATGCAAGAAACGA 277

Ai05B28772 Araip.B05 28772 c (TCT)5tcctcttcctcttcctcttcttcttcattacactttcttttctttttt(TTC)5tgcacgttcttcttctttcttttttcttcttcttgctgcac(CTT)6137 136060699 136060835 CACGTTTTCATTGCACCTTC TTTCTCCTCCTCATCTTCTGC 278

Ai05B28777 Araip.B05 28777 p3 (TTA)10 30 136078518 136078547 ATATGATAGCCATTTCGGCG CGAAATCATTAAATGTGTCAAGTTC 259

Ai05B28779 Araip.B05 28779 c (ATA)5(ACA)6 33 136088247 136088279 TCTCAAAAAGACGGGCACTT GCTGTGCTGGATCTAAGGCT 215

Ai05B28781 Araip.B05 28781 p2 (TA)6 12 136091725 136091736 CTAAGCACTTGCCTTTGGCT GTGGGAAGCGAAATAAAGGA 241

Ai05B28785 Araip.B05 28785 p2 (TG)6 12 136097596 136097607 GGGTGCTAAAGCTGGTCCTA TGGACTGACGAAGAACACGA 253

Ai05B28786 Araip.B05 28786 c (A)15ccatgatgatgaacataacagtgatgacatgagctgaaaaaaagtggc(AAT)15108 136105615 136105722 AAAAAGAGGATTATGGATAGCAAAA CCACACTCAAAACACACTCTAAATC 275

Ai05B28787 Araip.B05 28787 c (ATT)15gctagtgttactcttcctataattgccactttttttcagctcatgtcatcactgttacgttcatcatcatgg(T)15132 136106424 136106555 TCAAAAAGTCGAACAATTTGTGAT CAAGAAAGAGGATTATGGATAGCAA 272

Ai05B28788 Araip.B05 28788 p3 (TGA)6 18 136113185 136113202 TGGTGGTGCTATTGCTGAAG GGCAGAGACATCACAAGCAG 241

Ai05B28789 Araip.B05 28789 p3 (TCA)5 15 136114093 136114107 TCAAAGGAGAACACTGCCAA TCACAGGTTGATGTCCCAAA 221

Ai05B28792 Araip.B05 28792 c (TAT)5agtatgcatctgattttgctgacttatctgattatttcacttatttaatttcataaagaaaaaattatttgtatccatttattgtgctatatac(A)10119 136117051 136117169 TGATGTGACAAAAGGAAAAATG GACATACAACACTACAATATGCCG 279

Ai05B28793 Araip.B05 28793 c (ATT)8ttattttattttatttttagacggagaactgttatgtctactagaaagaaacgttggggattgatttgtacattag(T)12112 136117720 136117831 TGGACATTTTAGTCCCCAAA TCCAGATCAGTCCCCAAAAA 260

Ai05B28794 Araip.B05 28794 p2 (AT)6 12 136118050 136118061 TTTTTGGGGACTGATCTGGA TTGGCATTTTACACTAAGCGTT 232

Ai05B28797 Araip.B05 28797 p4 (TATT)6 24 136121643 136121666 TGAATGGAGAAATTGAAACAGG CATGGATGTAGAGCTTTTCCG 268

Ai05B28800 Araip.B05 28800 p3 (AGA)7 21 136133687 136133707 TCCCTCCACTTTCCTTCCTT TGCTTACAGAGCCACGATTG 215

Ai05B28803 Araip.B05 28803 p2 (TA)6 12 136138686 136138697 CACAGTCGTGCAATTCAAGG TTTTGAAGGGTTAGAATTGAGTAAA 171

Ai05B28812 Araip.B05 28812 p2 (TC)6 12 136156215 136156226 TGCACGCGATCTTCATTTAC GGCTTGAAATATTGCTGCAT 218

Ai05B28813 Araip.B05 28813 p3 (GAA)5 15 136167324 136167338 TGATGAGATACGGTGAAACACA CCGAGGGTTGAGAAAAGTGA 220

Ai05B28821 Araip.B05 28821 p2 (GA)8 16 136206981 136206996 TGGACAATAACCGAAGCAGA GCTTTAATGCTTTCCAACGG 247

Ai05B28822 Araip.B05 28822 p3 (TTC)5 15 136212003 136212017 CAACGCAACCCTCTCTTCTC CATCTCCCATGACTTGGAGG 244

Ai05B28824 Araip.B05 28824 p2 (GA)14 28 136221768 136221795 TGGTGAAAATCTCAGCCACA AGCAGCACGCTACTCAGGAT 263

Ai05B28825 Araip.B05 28825 c (CT)10t(TC)12 45 136223419 136223463 AAAAATCAACTTCTTATTGAATTGG GGTCGATTAAATTGGCCTAAA 257

Ai05B28832 Araip.B05 28832 p3 (ATA)5 15 136228337 136228351 GCTTGCAATTGTATTATTCTTGTGA TTTTTGCTCTCCTCCTTAGCC 252

Ai05B28833 Araip.B05 28833 p3 (TTA)5 15 136228485 136228499 GGCTAAGGAGGAGAGCAAAAA GGACTGTGGAGGAGTGGAAA 274

Ai05B28835 Araip.B05 28835 p2 (TA)9 18 136231863 136231880 TCGCTACCAGGATGATGATG TGCTCAACACACCAAAGGAA 280

Ai05B28840 Araip.B05 28840 p4 (TTTA)6 24 136260519 136260542 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 264

Ai05B28841 Araip.B05 28841 p2 (AT)31 62 136262562 136262623 TTGCTCATCAGGTATCAGCG ATTTCCCCGTAACAAGCACA 243

Ai05B28844 Araip.B05 28844 c (AT)7(GT)21 56 136275700 136275755 CATCTTGTGCCACTACATCCA TTGGATACTTTGTAGTTGTGCTTTTT 280

Ai05B28845 Araip.B05 28845 p2 (TA)6 12 136278288 136278299 ACATGCATCGCACATTGATT TGACATAGGATTGTGCGGAG 140

Ai05B28848 Araip.B05 28848 p2 (AT)7 14 136284686 136284699 TGGTTAGCTCCCACGGATTA GATGTCGAATGCCCCTTTTA 251

Ai05B28849 Araip.B05 28849 p2 (CT)6 12 136286439 136286450 ATAATTTCTTCGACGGCGG GAGCAGAGGGGAGGAGAGAT 230

Ai05B28850 Araip.B05 28850 p4 (CTTT)5 20 136286650 136286669 TCTCTCTCCTCCCTTGGTGA GCCAAGCCTAACCTCAGCTA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28854 Araip.B05 28854 p3 (AGA)5 15 136315707 136315721 ATGAAGGAGTGGTTTTTGCG TCCAAATTTCGGTTCTTTCG 122

Ai05B28855 Araip.B05 28855 p3 (GTT)5 15 136315836 136315850 ATGGTGAATGGGGAAATCAA CTTCCACCTCCTACCTCACG 263

Ai05B28858 Araip.B05 28858 p2 (TA)6 12 136322681 136322692 TGAACCACATTTGCTCTTCG TTGCAACAATAAACAGATGCG 216

Ai05B28861 Araip.B05 28861 p3 (TAA)10 30 136333076 136333105 CGAATTTAGAATGTAGTTGATTCGAT TTTTTACACGGGGAAAGCAC 239

Ai05B28863 Araip.B05 28863 c (CTT)5ttcccc(CTT)5tcccatggttctttctttctctcaacttcaaacactctttttcttatc(T)1397 136334836 136334932 GCGTCATCTCCACCTTCCT GCCAAAAATTTTATTCATCTCCA 260

Ai05B28868 Araip.B05 28868 p3 (AAT)5 15 136357866 136357880 ATGCATGGACAATGGTTTCA TTTTGAGGGTGTTTTTATGGC 198

Ai05B28870 Araip.B05 28870 p3 (AGA)7 21 136359113 136359133 GGCTTTGCCTCAAACTCATC TCCATGTCTTCTCCACTCCC 246

Ai05B28871 Araip.B05 28871 p2 (TA)6 12 136362263 136362274 GCTTAGCCAAACTTGGAGGA TGTTGTCCCTAGGCTTTTCC 280

Ai05B28872 Araip.B05 28872 c (AT)7caagcctgctttc(T)1037 136362443 136362479 ATTTTGGCCAGCATGTAACC TGTACAAATTATCGCGACTTGAA 251

Ai05B28879 Araip.B05 28879 p3 (AAG)5 15 136377344 136377358 ATGGATCGATTTCAGGCAAC TCTTGACTTTCCCATGGAGG 266

Ai05B28881 Araip.B05 28881 p2 (AG)7 14 136382713 136382726 ATGATGGACGGATGTGGATT GCTAGGATTGGCACAGGAAG 223

Ai05B28883 Araip.B05 28883 p3 (TTA)6 18 136394999 136395016 CGAATTGAAAGTGTAGGGCA ACTAGATTGGGGTCGTGGTG 151

Ai05B28884 Araip.B05 28884 c (T)10aattattttctgtgtggtat(GA)846 136401747 136401792 TTGAAGTTTACCCCTGCTGC CCACACTCAAACACACCCAC 254

Ai05B28888 Araip.B05 28888 p2 (TC)7 14 136436292 136436305 CCTTCTATACCCGTGACCCA TATGCAGAGAGAGAGGGGGA 167

Ai05B28892 Araip.B05 28892 c (ACC)6attatcagaactcagaatcagaaca(ACC)11atcagaactcagaatcagaaca(ACC)7119 136451694 136451812 TCCCCAAAATTCTCCCTTCT TGGATGCTGGTGATGGAGTA 226

Ai05B28893 Araip.B05 28893 c (ATC)7aagaacccagaatcagc(AAG)862 136451976 136452037 TACTCCATCACCAGCATCCA TACCCTTTATTAAACCGCCG 240

Ai05B28896 Araip.B05 28896 c (A)11cataatggtgaatttgagcc(A)1546 136456630 136456675 CACTCCAGCAAAGGAACACA CACAACCATCTTGCCTCCTT 239

Ai05B28898 Araip.B05 28898 p3 (AAG)7 21 136458404 136458424 TCCTTCCCCTAACTCCATCTC ATGGTGTGGAACACAGGACA 143

Ai05B28902 Araip.B05 28902 p3 (ATG)6 18 136460904 136460921 GGCGGTTCGGTTCTTAAAAT GGGGAAAGAAAGAAAGTGCAT 213

Ai05B28907 Araip.B05 28907 p3 (AAT)5 15 136467655 136467669 TTTCAAATGTCCAATTTGCG TTGCCTTTCGTTTTGTTCGT 277

Ai05B28910 Araip.B05 28910 c (AT)6ttg(A)10 25 136477475 136477499 TTTTTCCTAAACATCCCTTTCAA GGATCCACGAGAAAGTCACAA 253

Ai05B28914 Araip.B05 28914 p3 (GGT)5 15 136483390 136483404 AGCGACGAGAATCGCATAAT ACAGCCTGCACCTTACCATC 280

Ai05B28915 Araip.B05 28915 c (TGG)5gtttagagaggcaaagagaaaaatgggttctctctctcttc(T)1066 136485593 136485658 GTTTCGACCTTTGAGATCCG AGAGAATCTGGGTGGGCTTT 250

Ai05B28916 Araip.B05 28916 c (T)15caattttctgaattct(TTC)546 136485803 136485848 AAAGCCCACCCAGATTCTCT CATCGCTCTAGGACTTTTTGG 165

Ai05B28917 Araip.B05 28917 p3 (AAT)5 15 136487238 136487252 TCAAAGCCAAAATTATTTGCAG AATAACGCGTAATCAACGGG 275

Ai05B28924 Araip.B05 28924 p2 (TA)14 28 136504672 136504699 TCGCAGGTCAAAGGAAACTC GGACATTAATAATCCGAAAAGATCA 239

Ai05B28928 Araip.B05 28928 p3 (CTT)10 30 136517524 136517553 GCCCAACACACACAAAACTG CGAGAAGAAGAAGGAATGCG 173

Ai05B28929 Araip.B05 28929 p3 (AGA)23 69 136522866 136522934 AGAGGAGAACAACGAAGGCA ACCTTCTGCTCTGCTTGCAT 141

Ai05B28931 Araip.B05 28931 p4 (AAGA)6 24 136530321 136530344 ACCGCAACATTTAATCCACC GCCGCCTCATAATCAGTGTA 269

Ai05B28932 Araip.B05 28932 p2 (TA)6 12 136530722 136530733 TGAAGACAGTGGCATGGGTA CGTAGATGGCGAGTATGGGT 234

Ai05B28937 Araip.B05 28937 p2 (TA)6 12 136547141 136547152 TTTCATTCCCATCCCACTTT TCCATGTCTCATCTGCCAAA 276

Ai05B28939 Araip.B05 28939 p2 (GA)6 12 136553961 136553972 CACCATCGTCATTGTCGAAC ATCCTTCGTGTGTCACTCCC 209

Ai05B28940 Araip.B05 28940 p2 (TC)7 14 136575343 136575356 CATAAGTTTGGTGTCACTTGCAT AAATAGAAGAAGATGAGAGGGGG 247

Ai05B28941 Araip.B05 28941 p2 (CT)6 12 136575600 136575611 TTTCGAAAATTCACTTCCCC TCATGAAGGGCATAAGGAGG 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B28951 Araip.B05 28951 p3 (AAT)6 18 136617700 136617717 TAACGTGTGCCTTTGAGTGG AACAAGAAGTTAATTGCCATGAGA 217

Ai05B28954 Araip.B05 28954 p3 (AAT)6 18 136626556 136626573 CTTCCCTAGGCACACACACA GGAGTCCCACCTAAATGCCT 107

Ai05B28956 Araip.B05 28956 p2 (TA)7 14 136632290 136632303 GCGACATAGCAACAGCGATA TCCGATCCACCTCTACTTGG 237

Ai05B28958 Araip.B05 28958 p2 (AT)6 12 136680507 136680518 ACAGGTGGCAGACAGTGATG TTCAATCACATCATGCGAGG 199

Ai05B28959 Araip.B05 28959 c (T)11aatttctggtatgttgtctgaacaac(A)1047 136681254 136681300 GCCACCATTGGAGATGAAAT TCGAACGGAAAAAGTCTCGT 121

Ai05B28967 Araip.B05 28967 p3 (TCA)5 15 136702989 136703003 GCAACGCAAAGATCTGAACA GCAGTGGGGAATACTCTGGA 216

Ai05B28972 Araip.B05 28972 p2 (TA)6 12 136715923 136715934 CCACAGCTTCTTCACGACAA TGCAAGCAAATGTGGTTTTC 133

Ai05B28973 Araip.B05 28973 p2 (AT)6 12 136725203 136725214 TTCGATCCCCTCCATATCAG AGAAATCGCCTCGAAAGAGT 205

Ai05B28978 Araip.B05 28978 p2 (AT)6 12 136736939 136736950 TGGCAAAAACTGTGACATGG GGCAGTGTGAAAGAAAGGGA 274

Ai05B28979 Araip.B05 28979 c (T)15cattcaca(T)1033 136738437 136738469 CATTGCATCGTAGCATGACG TTTTTCCCCTTCTTTTGTGA 276

Ai05B28986 Araip.B05 28986 p3 (TAA)13 39 136794737 136794775 GTTTGTTCAGGGCCGAGATA TGACAACTCAATATCCCTAAATTTGT 201

Ai05B28988 Araip.B05 28988 c (TAA)9tag(TAA)6 48 136799721 136799768 GGAAGTGACATGTTGATTTCTCA CAATGGATGGGCTGGTAAAA 279

Ai05B28990 Araip.B05 28990 p2 (AT)6 12 136821718 136821729 GTTTAGGACCCGTTCGTCTG CACCAAACTCATGTATTGGCA 238

Ai05B28992 Araip.B05 28992 p3 (TCT)6 18 136827320 136827337 TCAACAATCAGTGGGCCATA ACGAAGAGGACGCAAGAGAA 235

Ai05B29002 Araip.B05 29002 p2 (TA)13 26 136860313 136860338 ACCTCAACAACAAGCCCAAG CTCTTCAACCAGTGATGGGC 276

Ai05B29009 Araip.B05 29009 p3 (TTC)5 15 136882259 136882273 AACCCGATCGCTTAGATCCT AGGCGTTCATGTACAAAGGG 277

Ai05B29015 Araip.B05 29015 p2 (CT)6 12 136935459 136935470 ACCCCACAGGATCATCTCAG CGGTCTTAGGTGCCATCAAT 262

Ai05B29017 Araip.B05 29017 p3 (TGT)5 15 136941199 136941213 TTTGACATGTTTGGTTGTGGA TCAAGGGACAACTCCCTCAG 181

Ai05B29020 Araip.B05 29020 p2 (GT)6 12 136945706 136945717 TGTGAGCTTATTGCAGCACC CTGTTTTTCGCGCATTTAGC 273

Ai05B29027 Araip.B05 29027 p2 (TA)10 20 136978496 136978515 TCGTCAGAGGTTTGTCATCG GTAGGGAAGGCACCACTTCA 256

Ai05B29032 Araip.B05 29032 c (TAT)7(TGT)15 66 136986046 136986111 CGATGTTGGTGTTCCACTTG ATGTCATTGAGTCCTCGCCT 206

Ai05B29035 Araip.B05 29035 c (T)10gttatgataaattacgcggccaagacctaaag(A)1153 136990966 136991018 GACGTAAGCAGGGGTGACAT GAAGCAGCCACTTCCATGAT 178

Ai05B29036 Araip.B05 29036 c (AT)12acttttcttcttattttctattctctctattttctctttgttttttc(T)1081 136991533 136991613 TTTTCTTCTTTTCAATTTTCCTCTTC ACCGTAAATTCAGGGCCTTT 179

Ai05B29038 Araip.B05 29038 p3 (TCA)5 15 136992935 136992949 GGACCGATCAACTGCAGAAT GTCACCAATGACCCATCACA 141

Ai05B29041 Araip.B05 29041 p2 (TA)8 16 137016825 137016840 TTTTGTTCTCAGTCCCACCC TTTTGACAGAACTCTTGTCATTATCA 154

Ai05B29052 Araip.B05 29052 c (AT)6aag(AAT)5 30 137037267 137037296 TTCACAATACGCCATAAAAGGA CTTGCTTACCTTTTCAGCCA 253

Ai05B29055 Araip.B05 29055 p3 (ATA)12 36 137043585 137043620 CCGGTTAACCCGGTCATAAT CACTTGGATTTGATTTATCGATTG 265

Ai05B29056 Araip.B05 29056 p3 (CTT)6 18 137049843 137049860 TTCAAATTCGCGCACATAAG CAACACCACTGAACCGAACA 261

Ai05B29057 Araip.B05 29057 c (GT)7gggtgtgtgtg(T)13g(A)1150 137056402 137056451 GAGTCTGGCTTGGTTCATCC TTGGCTTTTGCAAGTGATTG 265

Ai05B29060 Araip.B05 29060 p2 (CA)16 32 137063971 137064002 CTTCCTTCACAATCTTGGGC CGGTACCCTCCCTTTCAGAT 258

Ai05B29064 Araip.B05 29064 p2 (TA)7 14 137075074 137075087 TTCTTGCTATCAGAGTGGCG TTGCATTATTTATTTTTCAGAGGC 265

Ai05B29066 Araip.B05 29066 p3 (ATA)5 15 137075968 137075982 TTTGGGTATGATCAAGTGACTG TTGGAGGTTATGTGGTGGTG 159

Ai05B29067 Araip.B05 29067 p3 (ATA)5 15 137076151 137076165 CACCACCACATAACCTCCAA AGTACTCGTCGTGGGATTGTT 157

Ai05B29073 Araip.B05 29073 p3 (TAT)7 21 137085950 137085970 TATTGCTGTGAAGGCAGCAC TGCGTGTTTAGTTTCCCACA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B29079 Araip.B05 29079 p3 (TTA)6 18 137094496 137094513 GACACGCAACGTTAAAGCAA AATAAAAAGCACACGATGCG 247

Ai05B29082 Araip.B05 29082 p3 (TGA)6 18 137101360 137101377 ACCCACGGTCCTTTTCTCTT CATAACGTGACACCCACACC 122

Ai05B29087 Araip.B05 29087 p2 (AT)7 14 137114959 137114972 TGGTATGCGATTGTTGCTTC CATACACCCAAACCCAGTCC 261

Ai05B29094 Araip.B05 29094 p3 (GCG)6 18 137151221 137151238 GGTAGATGAAGAAGACGGCG TCGTCCCTTACTCTCCCCTT 213

Ai05B29100 Araip.B05 29100 p3 (ATT)11 33 137166453 137166485 TTGTTTTAAGGGGTGGCTTG TTTGGATGAGTTTTGAAAGGC 178

Ai05B29104 Araip.B05 29104 p3 (AGA)5 15 137173065 137173079 TTTTGCAGCATTATGTGTTTTT TTCCTCCTCATCTTCTGTTGC 166

Ai05B29111 Araip.B05 29111 p3 (TAA)5 15 137211190 137211204 GGGAGTTTGTTGCACCTCTC TTTCGATTGACTTGTGTTCCC 274

Ai05B29112 Araip.B05 29112 p3 (TTA)5 15 137211390 137211404 GGGAACACAAGTCAATCGAAA ACTTATGGGACATGTGGGGA 270

Ai05B29113 Araip.B05 29113 p3 (CAT)5 15 137219310 137219324 AAGAAGCCTCTTCAGGGAGC AACAACACCCTCCTCCTCCT 243

Ai05B29114 Araip.B05 29114 p3 (GAG)6 18 137219484 137219501 CATAAGGTGCTGCTCTGGGT GGCAGAAGAACCAAATCCAA 208

Ai05B29115 Araip.B05 29115 p3 (GTG)8 24 137219747 137219770 TCTTCTGCCATGCAAACAAG GATGATCATGGGAGCAACCT 261

Ai05B29118 Araip.B05 29118 c (TTC)5gtaatttttttctcttgttatcatcgtcatcaacactacctct(TCC)573 137225466 137225538 TTCACATTTTTCTCCGTGTCTC GAACCACACCTCAGCCACTT 279

Ai05B29119 Araip.B05 29119 p4 (AGAA)13 52 137227760 137227811 CGTTCCAATCTCATCAATTTCA CTCCACCTCCACCTCCATAG 235

Ai05B29120 Araip.B05 29120 p2 (TA)11 22 137228111 137228132 AAGACAGAAGTGTGGGTGGG GGGCGAGAGAAGAAGTACCC 153

Ai05B29122 Araip.B05 29122 p3 (TCT)5 15 137230726 137230740 ACCAAGCACCCCATCAATTA ATCCCGGTAGCAGTGACATC 164

Ai05B29123 Araip.B05 29123 p2 (AG)23 46 137231744 137231789 AACAACCTTACCTTGGCGTG CAGTTGGATTTTTCCGTCGT 276

Ai05B29126 Araip.B05 29126 p2 (TA)7 14 137238573 137238586 CCTCCTATTTTCTTCATGTTTTTCC CACATCCCACACTTACACTTAGC 279

Ai05B29128 Araip.B05 29128 p3 (AAT)10 30 137246008 137246037 GGTGCGTTCAAATTCTAGCC TGTGATTGATTAGCCTCTTTAAAAT 253

Ai05B29135 Araip.B05 29135 p5 (AGAAA)6 30 137260548 137260577 TTTTCCTTTCCCCTTCGAGT ATCGAAGATGAAGGTGTCGG 280

Ai05B29141 Araip.B05 29141 p2 (TG)6 12 137268960 137268971 AAGTGCCATAAGCCCACAAC AAATCAGCGCCATTTTGTTT 189

Ai05B29144 Araip.B05 29144 c (A)14tat(A)18 35 137283401 137283435 GACAATCACGGTAACCCCAG CAAGCTCCTCCGGTTTTT 133

Ai05B29145 Araip.B05 29145 p3 (ACC)5 15 137286216 137286230 TGTGGGTATGGCTATGGGTT TGCATTCCCTGAACAATCTG 203

Ai05B29148 Araip.B05 29148 p3 (CTT)5 15 137323476 137323490 TCTTCCTCTTTTTCCTCTTCATTT TGTTTTCTTTAATGCTCCACTTTTT 278

Ai05B29150 Araip.B05 29150 p3 (CTT)5 15 137324617 137324631 TTCAAAACTCTTCCTCTTCCG TTCTTCTCCTTCGCGTGTTT 253

Ai05B29152 Araip.B05 29152 c (A)10ggttgattatacttttgtagaaaaagtttgatcactttgtt(A)1061 137346261 137346321 AAACAATACAATCAAGCGTTATTCA AAATTTGTATGTGTTGCTTTATTTACA 206

Ai05B29153 Araip.B05 29153 p2 (TA)7 14 137354204 137354217 TAGTCCACGGCCACCTTATC CCACCAACTCATTCTCCTCC 279

Ai05B29155 Araip.B05 29155 p2 (AT)8 16 137358982 137358997 TGTCTTTCAAGGCTCCTCGT TTGAGGTGGCAAGGTATTACG 113

Ai05B29157 Araip.B05 29157 p3 (TTA)5 15 137361423 137361437 ACCAGGAAGAAGAAAAGCCA CCACTCTGTTTTTCCTCCCA 179

Ai05B29158 Araip.B05 29158 c (T)10atcttatgttatttttttttgaatttgtcaaaaaatgttttttggatataaaattttgatattatattaa(T)1090 137361788 137361877 CAAAAGTCTCCTTCGGATTGA TGTGTTGAATATTGCTTCTATGGC 275

Ai05B29160 Araip.B05 29160 p2 (TC)6 12 137367464 137367475 CATGTCTGGCATCATCTTCAG AAAGGCTGCTACGCATCAAT 200

Ai05B29161 Araip.B05 29161 p3 (AAC)5 15 137368872 137368886 GCAACCACCAGATTCAACAA TGCTTCGATGCTAATTTTGG 267

Ai05B29162 Araip.B05 29162 p3 (ACC)5 15 137369125 137369139 CCACATTCAACAACCACCAG TTACCACCCCTAGCAGCATC 137

Ai05B29166 Araip.B05 29166 p3 (ATA)5 15 137373217 137373231 TTGTGAGCGAAGAGGAATCA GTGATCTATGGGCCAGCAAT 260

Ai05B29178 Araip.B05 29178 p2 (AT)6 12 137394170 137394181 CAAGCTCGACTCACCGAAA GCTCGTGAGCTGACTCGAT 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B29182 Araip.B05 29182 p2 (TA)6 12 137399973 137399984 TTTGACTGAACCATCTCACGA TCCTTGGCAATCCATCTTTC 210

Ai05B29187 Araip.B05 29187 p2 (GC)6 12 137426765 137426776 CTCTAAGCCCCTAGCCCAAC GGAGAAGAAGAAGATGGGGG 243

Ai05B29188 Araip.B05 29188 p2 (TC)6 12 137433624 137433635 TTCATCCTCATCTTCCACCA ACTTTCTTCGTGTTTGCGGT 273

Ai05B29189 Araip.B05 29189 p3 (CTC)8 24 137438173 137438196 TTCCCCTCTTCTTCTTCCAAA TCAGCAGCATCAAATGAACC 275

Ai05B29190 Araip.B05 29190 c (AAG)7cgcgtgtaataaggctcttttaatgagagtgatttttgttggtgttggacctacttggataaacttggatgaaaaaatacttagatgtgtagta(AT)6127 137438577 137438703 GCATGCACGAAGAAGAAGAA TCTTCCATCCCTTACCTCCA 268

Ai05B29191 Araip.B05 29191 c (T)11c(A)10 22 137439706 137439727 AGTTGTTGATGGCAATGTCG TGCCCCACTTTATTGTGTTG 252

Ai05B29193 Araip.B05 29193 c (A)14tagtttcctaattaaacggc(AAT)755 137449849 137449903 AAACGAGTGAACATAACTCTTGTG CCGTATTCTTGTGCGTGCTA 256

Ai05B29195 Araip.B05 29195 p3 (CTT)5 15 137454785 137454799 GCATCGTATAAGAGGCCAGC CTTCTGCCCCCAAAACATAG 265

Ai05B29197 Araip.B05 29197 c (TGA)6tccaagcccaattcttggtaacttgtggtggtgtcgttggtgtccatgtccaagggataagagaaggggttatggttattgtggtgagga(GGC)5123 137458401 137458523 TGAATTGTCCCATTTCTCATTG CTTCTCTCCTCCGGGCTACT 205

Ai05B29198 Araip.B05 29198 p3 (ATT)5 15 137458632 137458646 AGTAGCCCGGAGGAGAGAAG TCAGATCATCACCAACTACAACC 231

Ai05B29199 Araip.B05 29199 p3 (AGT)5 15 137459647 137459661 GATTTGGGGCTTGGGATAAT TGCCAGTTGTTCTCTTTTCTCA 272

Ai05B29200 Araip.B05 29200 p3 (TCT)6 18 137462882 137462899 GTGGAAGCCAAAATAGCACC TCAAGCTTCTACAGGCAGCA 116

Ai05B29201 Araip.B05 29201 p2 (AT)6 12 137464144 137464155 GCTTGTCCAAAAAGCAAGTCA GAGAGGATCTTCTTTAATGCGG 210

Ai05B29206 Araip.B05 29206 p2 (TA)6 12 137482635 137482646 CTTCATCCCCTTATTCCCGT ATCGAACCAAATCGAACCAC 219

Ai05B29213 Araip.B05 29213 p3 (TGG)8 24 137494546 137494569 ATGGAGTGGCAGTAGATGGG TTTTTGCTCCAAAATGGTCC 267

Ai05B29216 Araip.B05 29216 p2 (AG)6 12 137514569 137514580 GAAGTGGAAGGTGAATCCGA CCATAACCATAACCGCAACC 184

Ai05B29219 Araip.B05 29219 p4 (AAAG)8 32 137528422 137528453 TTGACCGTTGATCGTGAGAG GTGTACAGCAACGCGAAGAA 245

Ai05B29221 Araip.B05 29221 c (AG)7at(AG)8 32 137540345 137540376 GAGAAGGGAGATTGGGAAGG GCGATCTCCTCCTCTCTCCT 213

Ai05B29226 Araip.B05 29226 p2 (AT)6 12 137555267 137555278 AAATTTGTGACCAACCAAAGG GGACGGACTGCTATCCAAGA 279

Ai05B29232 Araip.B05 29232 p2 (TA)11 22 137564622 137564643 CCCAGAGTTTTGAGCTTTTCA CACACTCAGTGGTGGCTGAT 230

Ai05B29233 Araip.B05 29233 c (T)11gaaaaaaatgtttcaaccactgtaacttaatgcattacatacatttttggatttgtgttaagt(A)1185 137564947 137565031 TTTTCCAACCGCTGCAAT TGCAAGTTTAACAGGCGCTA 262

Ai05B29242 Araip.B05 29242 p4 (ATAA)5 20 137578234 137578253 TTTGTGTTCTTCCAAATCAACG TAACCCATTTCACGGATGCT 269

Ai05B29243 Araip.B05 29243 p3 (TCT)5 15 137581853 137581867 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 108

Ai05B29248 Araip.B05 29248 c (T)10ataaaatcgtccctaaagtttaacttaattttaaaatcgtcttttttatcaaaattttaatttttattatcaaattatccctaactaaaaaaatat(A)10116 137610301 137610416 CCCTAAGGTAGGGGCTGAAA TTCCCTTCCCCTTCTTCTTC 233

Ai05B29249 Araip.B05 29249 p2 (GT)6 12 137611896 137611907 TGCTGCAGTGAACACAACAA CAACCGTTAGGCACACACAC 176

Ai05B29250 Araip.B05 29250 p2 (CT)12 24 137613545 137613568 TCAGCTTCAAAGCTTACCCAA TGTGGAACAAAGAAACCAACC 256

Ai05B29251 Araip.B05 29251 p3 (CTG)5 15 137614573 137614587 TCTTGCGAGTCATGGTGTTC ATCGAGAGGAAGAGGGGGTA 174

Ai05B29252 Araip.B05 29252 p3 (CGT)5 15 137618148 137618162 TAGCTCTCCTTCTCCCCCAT GAAGAAGAAGACGACGACGG 102

Ai05B29256 Araip.B05 29256 p5 (ACTTC)5 25 137653333 137653357 TGTCTTTCTCTTTCCTAAACATGG AACTCAGTTCACAATGGGCG 252

Ai05B29259 Araip.B05 29259 p3 (TTA)42 126 137662566 137662691 TCTGAAAACTTTATCGGATACTGC CAGGATTCAGAACCTCCAAGA 239

Ai05B29269 Araip.B05 29269 p3 (TTA)5 15 137695902 137695916 TGATTTGTGGCCACTACCAG TCATGCGCGTGATATTGTTT 237

Ai05B29270 Araip.B05 29270 c (AGG)6tggtggtgttggtgacgaagataaggaaagagaaaaataac(A)1574 137703735 137703808 GGAGAAGGAGGAAAAAGAAAGAA TTTTCTCCTGACACTTCGTCTTC 142

Ai05B29271 Araip.B05 29271 p2 (TA)11 22 137707379 137707400 TCTCCATTAAAAATTCATATCGTTTG TCCTTGCCTTTATTTTCCAA 231

Ai05B29272 Araip.B05 29272 p3 (TAT)18 54 137708108 137708161 TCAATTTTCTCGATCATGCTG TCCTTTTTCGGTTAAGAATCCA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B29274 Araip.B05 29274 p2 (TA)9 18 137721643 137721660 GCCAAAACCTCAGTCCAAAA TCGAGTTTGGACAACTGACG 258

Ai05B29276 Araip.B05 29276 p2 (GC)6 12 137737160 137737171 ACACTAAGCCAACAGCCCAG GGGTGGCATAACTCTCTGGA 277

Ai05B29277 Araip.B05 29277 p2 (GC)7 14 137737411 137737424 AGAGTTATGCCACCCCTGTG TTGATGACCATCCTGTGGAA 160

Ai05B29284 Araip.B05 29284 p2 (TA)6 12 137781924 137781935 GGCAACCATGAAGCAGAAAT TGCCTGTTTTGAAAAGATAAGG 222

Ai05B29285 Araip.B05 29285 p2 (TC)7 14 137783494 137783507 AGGAAGAGGAAGGCTTGGAG GGCAAAAGGGAGTGAGTGTG 205

Ai05B29289 Araip.B05 29289 p3 (ATT)5 15 137787666 137787680 TTGCCAACTGAGTTATGTGTTTG AAGTTCCTGGTGAATGGCTG 214

Ai05B29290 Araip.B05 29290 p2 (AG)11 22 137791744 137791765 TCCTCTTGGATCTCACAGTTTG GGAAATGAAAATTGGCACTGA 272

Ai05B29293 Araip.B05 29293 p2 (GA)6 12 137792556 137792567 CAGTGAGATCGTGTGTGATGTG TTTGCACCACTTCCCTTTTC 120

Ai05B29301 Araip.B05 29301 p2 (TA)6 12 137801969 137801980 AAAAAGGCAAAAGAAGGCAA GAGCAGTAACTCGACCCCAA 279

Ai05B29304 Araip.B05 29304 p3 (ATA)7 21 137813911 137813931 CTTTCGCATTGAGCTCCTTC GCCCCTAGCATTCTTCAAAA 249

Ai05B29305 Araip.B05 29305 p4 (AAAT)5 20 137814346 137814365 GAAGCAAGAGAATATTTGTTTTCACA TTTCATTTAAGAGTTTGTCATTATCCA 279

Ai05B29307 Araip.B05 29307 p2 (AT)14 28 137820073 137820100 TGCGAAAAGAGAAAAGTCTAAAA TGCTACCAATTATTAGAAAGGGGA 268

Ai05B29309 Araip.B05 29309 c (A)12ggtgcagcatagaccccccaattccaacaaaaaaaatggaaaaaag(A)1068 137822202 137822269 GAAATTGCACTCCGGAACTC ATGGGGAAGGAGAAGAGGAA 235

Ai05B29313 Araip.B05 29313 p2 (AT)6 12 137830479 137830490 CCAGAAGGCTGAATCCAAAG TTCACCATGCTGCAGATTTC 147

Ai05B29314 Araip.B05 29314 c (T)14catatggggtaatataa(AAAT)551 137834111 137834161 CACCGGTAACCTGACCAAAT CTCATGCTAAGCTCCCCAAG 275

Ai05B29322 Araip.B05 29322 p3 (ATA)5 15 137849037 137849051 TTGTTATTTGGGAATGCTTCG TCCGATCGAATTATACAATCTACA 277

Ai05B29327 Araip.B05 29327 c (AG)6ggg(GA)10 35 137864526 137864560 CGAAAAATGATAACCCGGTC TAAGCAAAACTCTCCCTCCC 277

Ai05B29328 Araip.B05 29328 p3 (AGG)5 15 137866653 137866667 GCAGCTCCAAACAGAAGTCC AAAGCTTCGGAGAGAGAGGG 235

Ai05B29331 Araip.B05 29331 c (TCT)7tttctttcgtttcttgccttctctttctcctc(CTT)18gcacgttcttcttcctcttcc(TCT)6tttctttcgtttcttgccttctctttctc(CTT)5190 137874760 137874949 ATAAACCCCCAAAATGCGAT AAGAGGAAGAAGAACGTGCAA 264

Ai05B29335 Araip.B05 29335 c (T)10attcattttccaaaacgacgtcgttttggtttat(A)1559 137885475 137885533 TTGATGAAAACCGGAAAACC GGAGAGGGTTAGCCGTTAGG 216

Ai05B29337 Araip.B05 29337 p3 (TGC)5 15 137889972 137889986 CCACTTGCGACATTTGTTGT GCATCCTCAACGGGAGTAAA 230

Ai05B29339 Araip.B05 29339 p2 (AC)7 14 137898020 137898033 CGAATACTTCGATTTCTGTCTTTG TTGATTGATTTCATCCCGAA 280

Ai05B29341 Araip.B05 29341 p4 (TTAT)5 20 137900095 137900114 TCCCCAATTACTTGCACATCT ATTTCTCCGCAGTCACCATC 265

Ai05B29346 Araip.B05 29346 p2 (TC)9 18 137910887 137910904 TTGTGCTTGGACTTTCGTGA CACACAAAGGAGCGAGATCA 241

Ai05B29348 Araip.B05 29348 p2 (AC)6 12 137922064 137922075 CATGAGTGTGCACCCAATTC GCTCACTGACCCAAATAGCC 260

Ai05B29349 Araip.B05 29349 p2 (TA)6 12 137922769 137922780 AATCAAAAGCCAAGATGCAA CCTAAAGTGTGGGGAGGTCA 261

Ai05B29350 Araip.B05 29350 p3 (CTG)5 15 137923405 137923419 TGGTCTATGCAGTCGAGACG CACCCCTAGATGACGACGAT 279

Ai05B29351 Araip.B05 29351 p2 (AT)9 18 137926876 137926893 AGGGGGTGATAACTTGGAGA CAATCCAGGAGGAACAAGGA 211

Ai05B29352 Araip.B05 29352 c (AT)7ac(AT)7 30 137928224 137928253 GGAGCTTCTGAAAGCGAAGA ATTTTTCCAAATTCAACCTCTAAG 278

Ai05B29353 Araip.B05 29353 p2 (TG)15 30 137928360 137928389 GGCTGTCTTGTGGGACTTTC ATCCAGCTCGCGAAGTTAAA 134

Ai05B29358 Araip.B05 29358 c (T)11ga(T)15 28 137973172 137973199 AACAGGCAACGACTAATCCG GACGAGAGTGTGTGGGTGTG 238

Ai05B29362 Araip.B05 29362 p2 (CT)7 14 137978603 137978616 CTTCGATCGGAGCTCTCTGT AAACCTCCATTAACGCATCG 274

Ai05B29377 Araip.B05 29377 p3 (TAA)13 39 138006033 138006071 CACTACGTTACCAACAGCATTTA TGGTGAATCCCAAAATCAGT 280

Ai05B29379 Araip.B05 29379 p3 (ATT)5 15 138006594 138006608 CTAACGCACAACGCACAAGT GCTTTTATTACCGCTGCTGG 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B29380 Araip.B05 29380 p2 (CT)6 12 138020472 138020483 ATCCCAAGAGTATGCTGGGC ACAGTACCCGCCACAGTCTC 259

Ai05B29382 Araip.B05 29382 p2 (CT)8 16 138023709 138023724 GGTTCACAAAGAGGGACAACA GAAAACACTTGCTTTATTCATCCA 163

Ai05B29383 Araip.B05 29383 p3 (TAA)5 15 138025929 138025943 CAAAGGGGTTGTATGACAAGG TGTAAGTGCCTTATTGCCCC 205

Ai05B29388 Araip.B05 29388 p2 (TG)6 12 138046051 138046062 TGGCATAATTTTCAACTAATTGTAGC TTTTTCATCACATAATCTACCATAGG 217

Ai05B29389 Araip.B05 29389 p3 (ATA)5 15 138046978 138046992 AATTCTCATTCATGTGCAATAATTT TGCATGTACCGTCTAGACCTTTT 132

Ai05B29390 Araip.B05 29390 p2 (TA)7 14 138047173 138047186 TTGGCTAATTATTACCGTGTGC CTTGATTCGTGCAAGGGTTT 209

Ai05B29392 Araip.B05 29392 p2 (TA)7 14 138049595 138049608 AAAATATTGGCTAATTATTACCGTGTG TTTTGTCAAATTTGGATGGGA 275

Ai05B29394 Araip.B05 29394 p2 (GT)6 12 138053231 138053242 TTGGTGTACATACGATTCTATTGC CAAATTTGGATGGGACTTTCC 272

Ai05B29398 Araip.B05 29398 p2 (GT)7 14 138067831 138067844 TCCCTAGCGGGATCCTTATT CACACACACACCAATTGCAC 238

Ai05B29399 Araip.B05 29399 p2 (GT)6 12 138067992 138068003 TGACTACTAGCTACGATTCTATTGCT CAAATTTGGATGGGACTTTCC 273

Ai05B29400 Araip.B05 29400 p3 (AAT)10 30 138070951 138070980 CAATATGAAAATGATGCCAAAAA ACACACACTAATTGAACACGGT 224

Ai05B29405 Araip.B05 29405 p3 (AAG)5 15 138101993 138102007 GCAAGAGAAGGCAAGAAACG ACTGCACGTTTTCACTGCAC 229

Ai05B29406 Araip.B05 29406 p3 (AAG)7 21 138102254 138102274 GAGGAAGAAGAACGTGCAGC GAAATTCTCCACATACAAGCGTT 204

Ai05B29408 Araip.B05 29408 p5 (AAAAG)5 25 138107637 138107661 TCTTAAACGGGGGAGTAGCA AAAGCTTCCAATAGCTGCCA 190

Ai05B29409 Araip.B05 29409 c (A)12ctagaaatagctaactaaaagttaaataaaattataggcatgtctagaataatttaagc(A)1384 138116471 138116554 TCAAATGGCATAGTCTCCCC CATGCTTTCTGGGTTCCAGT 246

Ai05B29411 Araip.B05 29411 p3 (TAT)15 45 138118327 138118371 AATTCACCAATGCGAAAACG CCTCCCTACCCCATAATGCT 280

Ai05B29416 Araip.B05 29416 p2 (AT)7 14 138130883 138130896 CAGATGGGTCTTCCAGTGGT AGCAACGTAAAAGGAAGGCA 214

Ai05B29418 Araip.B05 29418 c (ATG)5agggtattttggtccaaaaatttgggaaaggatgattttaaagcgtttttgaacgttgaagatgattttaat(A)1097 138145139 138145235 CGGTGGTGAGGAAAATGAAG GATCTGGGGTCGAAATCAAA 156

Ai05B29419 Araip.B05 29419 c (T)16ggtttacacattnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntattggggttatactgaaatttcaatt(A)11101 138146541 138146641 GGGTCAATTTGTCCGTGTTT AAACTGCCAATGTGTTGGGT 262

Ai05B29421 Araip.B05 29421 p2 (TA)6 12 138148606 138148617 ACGTGTTGCTGTTTCGTCATA GCGGAGAAAACTAGAAACATGA 243

Ai05B29426 Araip.B05 29426 c (T)11ccattttatgatagaaaaaaaagggtcaggttaaagaaaatt(A)1568 138153130 138153197 GCTCAAGCACATGCTCAAAA TCTTGGTTGTCCATTACCCA 173

Ai05B29427 Araip.B05 29427 p4 (ATAC)6 24 138153355 138153378 TGGGTAATGGACAACCAAGA TGGGGCAGTGAAGAAAGCTA 216

Ai05B29429 Araip.B05 29429 c (A)13caaatattgtgattaatgttgactaatatgggtacctcagatgatcgatc(TGG)681 138153983 138154063 AAGCTCAATTCAATCAATTCAAGA GCAGCAACATGCTTGATTTTT 279

Ai05B29430 Araip.B05 29430 c (A)13taaat(TAA)5 33 138154461 138154493 CAACCCAAAACCCCAAATTA CATGGCAGGCCTAACAATTA 239

Ai05B29431 Araip.B05 29431 p3 (GAA)5 15 138154734 138154748 TTTTCATGCCAAGAAGGAGG TCCTCCTCTTCCACAAGCTC 117

Ai05B29442 Araip.B05 29442 c (AT)9tatat(TA)6 35 138179104 138179138 TCTCACCCTCCCTCTTCCTT TCCGTAAAATGGACCTCTGG 230

Ai05B29443 Araip.B05 29443 p3 (ATA)6 18 138183590 138183607 TGTAACTTGGTTGGTTTGTTGA CCATCACTTTTGGTTTGGTG 217

Ai05B29448 Araip.B05 29448 c (T)11atcaccaaaacaactatca(T)10acacacacaag(AT)867 138196553 138196619 CAATGGCAACAAACATTCCA CATTTAAAAGCAAGTTAGCCACT 243

Ai05B29452 Araip.B05 29452 p3 (AAC)6 18 138209354 138209371 GCAGAAACACCAGAAGCACA CCGCTTCTTCTTCCATTCTG 266

Ai05B29455 Araip.B05 29455 c (ATATCA)5atgacaaattactaatttccaatcaaaatgtacaacatgacattctttaattgcattaatatcagacatataaaatcaaccataagc(AT)8133 138218239 138218371 GCTACATGTCACTCTCTCATTGC GCGTTTGAATTTTTCGGGTA 275

Ai05B29456 Araip.B05 29456 p2 (GA)7 14 138219280 138219293 TTGTTGCTGTGAATGGTGGT ACTTTCCCTTCCTCCCTCAA 159

Ai05B29458 Araip.B05 29458 p2 (TA)6 12 138220362 138220373 GCACAAAAAGCAGGTCCATT TTGATGAAAATAAGTGTAGTGGCAA 275

Ai05B29459 Araip.B05 29459 c (T)10g(A)10 21 138220616 138220636 TCAACATCACTCATTGCAATCTAA CATTTCTCTTGTTTCTCTGTTTCAA 104

Ai05B29461 Araip.B05 29461 c (AG)6ggagagagagagg(GA)841 138220972 138221012 AGAAGAGAGAGTTGGCCGTG CTCCCTTTTCATGTGGCAAT 192
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Ai05B29465 Araip.B05 29465 p3 (TCA)6 18 138223856 138223873 TGAGGTAATTCAGAGAAAGGGAA GGAGCAACCAAAGAAGAATGA 233

Ai05B29466 Araip.B05 29466 p2 (TC)6 12 138235278 138235289 CACAAGCACATGGTTAGGGA TGCTCTTGAAAGAATGAGGGA 276

Ai05B29468 Araip.B05 29468 p2 (TG)7 14 138246920 138246933 TCTTGACCAGTTCCCAAACC AGAAGCTATATGGGGTCCCG 145

Ai05B29472 Araip.B05 29472 p3 (TTA)59 177 138263766 138263942 AATTAGCCACGTATTGACAAAAA TGTGATAACATGACAAAACATCAA 280

Ai05B29473 Araip.B05 29473 c (TTC)6acgtgttttctccttatcgtcgttcttattactgctgttattactgcg(T)1076 138265112 138265187 AGAATGACGCCAAAACAAGC TGCGAAATCACCAAGAAGAA 263

Ai05B29474 Araip.B05 29474 p3 (AAG)5 15 138265780 138265794 GAAGAGGAGGAGGAGAAAGGA TTCACAATTCAAAACTCTTTACCC 280

Ai05B29478 Araip.B05 29478 c (T)11actgtatttctattcggataagttaatgactaatttattgcaaattaataaactac(TA)883 138268561 138268643 AAAGGGATTAGTTCAAAATGACAAA TTTAAATAATAAATGTGGGGGATTT 247

Ai05B29479 Araip.B05 29479 p2 (CT)7 14 138274374 138274387 GTTCCCTCACGCACATTTTC ATACCCATCCCCTTCCATTT 212

Ai05B29480 Araip.B05 29480 p4 (AATG)5 20 138275063 138275082 CACGCAATGAACAGCAGAGT TGCTCATTTGGGATGACAGA 200

Ai05B29483 Araip.B05 29483 c (T)10aatagtttgagatgctttttttcttagtctttggatgttggttttcatttggcttttga(T)1079 138281519 138281597 TGGATTTTGTTTTCTTTTGTTTTG GCTGTCCATCACTGATCGTT 274

Ai05B29485 Araip.B05 29485 p2 (AT)9 18 138282119 138282136 TGTTCTCTATTATTTGCCACATTT CATGCATGTGCTCATCATACTC 255

Ai05B29487 Araip.B05 29487 p3 (TAA)7 21 138284031 138284051 GTGAGCTGATCACTCGACCA CAATTGGGCCTCCTTGTCTA 158

Ai05B29488 Araip.B05 29488 p3 (TAT)6 18 138284837 138284854 TTGAGCGATCATACATCCAAA AAACATGGGGTTAGCCTGA 280

Ai05B29489 Araip.B05 29489 c (T)10gttacaaaatggtcctaaaagtttaacttaattttaaaatcgtcatttttaccaaaattttaatttttattactaaattatccctaatt(A)13112 138286335 138286446 CAATTTCGGATGGCTTGAAT TCCAGCGTGATTACCCCTTA 277

Ai05B29498 Araip.B05 29498 p3 (CAT)5 15 138302709 138302723 GCAGGAAGATCCAAGAGTGC TTGGAATCCATAGGAGGGTG 112

Ai05B29506 Araip.B05 29506 p3 (TTA)5 15 138329856 138329870 TGCAACGCATAGGAGGAACT TTGTTCAAAAATGTTATTGGTTACCT 196

Ai05B29507 Araip.B05 29507 p3 (TTA)5 15 138330062 138330076 TTGGTAGTTGTTCATGTTGTTCA TTGTTCAAAAATGTTATTGGTTACCT 122

Ai05B29513 Araip.B05 29513 c (A)10ttaataaaaatcattcttgaaagatttaaaattaatcacgttagtccctccgtctattctatcactaacaacattaattttgctgacgtggcacgtgag(T)11120 138339473 138339592 GATACTCCGATCTCCATTTTCG AGCCAGCAACTGTTGGAAGT 276

Ai05B29517 Araip.B05 29517 p3 (CTT)6 18 138348935 138348952 ACCATTGCAGCCAATTCTTC ATAATGCAAGGCCTGAGGGT 244

Ai05B29524 Araip.B05 29524 p4 (AAGA)5 20 138358236 138358255 TCTTGATCTAAAGATTGAGTGGTTG TCAAAGAATTCACGTGGGTG 233

Ai05B29529 Araip.B05 29529 c (T)12a(T)17 30 138380730 138380759 CAAAATTTTCAAGTTGTTACTTGCC TCACCCCACGTCCTTATAGC 194

Ai05B29531 Araip.B05 29531 p2 (CT)6 12 138389080 138389091 GCCACACAACTTCCCTGATT AAAACCTTGTTAATGGGGGTG 197

Ai05B29533 Araip.B05 29533 p3 (GAC)5 15 138395013 138395027 GACCTGAGCCCTCAACTCAG CACATAAGCCTCTTCCTCGG 264

Ai05B29537 Araip.B05 29537 p2 (AG)7 14 138403692 138403705 CACAAAAACTTAAAAATGTATAGGGAA TCACCTGTAATAATACCACCTTTGA 268

Ai05B29542 Araip.B05 29542 p3 (AAT)5 15 138416771 138416785 GCGAGTAACGGGTGTGAGTT TGTTGGGCTTGTGTGTTTTC 274

Ai05B29543 Araip.B05 29543 c (T)14gaagccttagacccatttggtccactctttgcatcaccccttgcagttgtaggttc(T)1181 138418229 138418309 CATGATTATTATCGTGTCCCTCTG ATGGAGGACATGAGCCTACG 258

Ai05B29548 Araip.B05 29548 p2 (AG)6 12 138446050 138446061 TGAAATAGTCATCCGTGTTGTAAA CCATGCATGTATAAATAGGGGG 267

Ai05B29550 Araip.B05 29550 p2 (TA)6 12 138448009 138448020 TTTGATCAGAGTCTCGTGCTG TTGCAACAATAAACAGATGCG 217

Ai05B29551 Araip.B05 29551 p2 (AG)6 12 138448681 138448692 GCTTCGTGCTGATAACGTGT TTGAAAATAATGACCCCATGC 280

Ai05B29556 Araip.B05 29556 p3 (CTT)5 15 138458289 138458303 TGAGAGCAAAATTGGTGCAA CAAAGCTGCCTCATCCTTTC 258

Ai05B29562 Araip.B05 29562 p3 (GGC)5 15 138495144 138495158 TCGCCACTTTACAACCTTCC TACTCTCGTGTTTGCATCGG 262

Ai05B29563 Araip.B05 29563 p2 (GT)6 12 138495387 138495398 CCGATGCAAACACGAGAGTA TCCCGACTCAATCATCACAA 167

Ai05B29564 Araip.B05 29564 c (T)14aaagttaaatccaaaatttttagatgagaagaaaagattatattatttgagatataatttattgg(T)1190 138495791 138495880 TTCAACCCCACGTTTCTTTC AAAAATTGCGGGTTCGAATA 175

Ai05B29567 Araip.B05 29567 c (AGG)6agtt(GGA)537 138508168 138508204 TGATAATGAAGGAGGAGGAGAAA ACTAATCGCTGCAAAAACCG 168
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Ai05B29569 Araip.B05 29569 c (GAT)16(GAG)9 75 138512621 138512695 TCTCTGGAAAGCACAGAAAAA GGTCACAAGACCCACGTTTC 230

Ai05B29570 Araip.B05 29570 p3 (GAG)5 15 138512874 138512888 GAGGAGGAAGAGGAGGAGGA CATCGTTATCGTCGTCACCA 251

Ai05B29571 Araip.B05 29571 p4 (CATA)5 20 138518934 138518953 AAAATACGGTCACAAATGCG TGTTTGTGGCTGTGCTTCTC 207

Ai05B29573 Araip.B05 29573 c (TCT)6tccgccatacccgccg(CTT)858 138520446 138520503 GGAAAGAAAGGGTACAGCCA AGGTATGACGGTGGTGAAGC 209

Ai05B29574 Araip.B05 29574 p3 (CTT)5 15 138520610 138520624 TTCTTCTTCTTCTTCCGCCA TTCAGCAACAACAATGTTCCA 207

Ai05B29575 Araip.B05 29575 p3 (TGA)5 15 138520737 138520751 TCATACCTGCCGCTTCTTCT ATCTGCATCACACCAACCAA 271

Ai05B29576 Araip.B05 29576 c (GGT)6tctggttctgagttcttatgattccatgata(ATG)8gtggtggtggtaggtggtgggcggtggtgggtgtggtga(TGG)5127 138520891 138521017 TTGGTTGGTGTGATGCAGAT CCAAAATGCCCCTATCCTTT 236

Ai05B29577 Araip.B05 29577 p3 (TTG)5 15 138521291 138521305 TCCGATTTTCGACCTCTACG CAATTTCCAAATAGTGAAATGGC 225

Ai05B29578 Araip.B05 29578 c (T)19cctttttcatgtctctagctatattggctattgattctattagtaataaaaagtt(A)1185 138521845 138521929 ATCAAACAAACTCGGTTGGC TTGGTCCAAACATTCACTTTCTT 279

Ai05B29579 Araip.B05 29579 p2 (TA)6 12 138522960 138522971 TTTCGATGGTTCACTTTCCC CAAATTATGGCTTCCTAACCAGA 195

Ai05B29586 Araip.B05 29586 p3 (GGT)6 18 138531624 138531641 AAGACAACGGTGGTAGTGGC TAAACTTTAGTCACGCGCCC 118

Ai05B29594 Araip.B05 29594 p2 (GA)22 44 138555312 138555355 GTTCACCATTTTGCCGATTT TCCTCGCTTATGGGTCTTTTT 252

Ai05B29595 Araip.B05 29595 c (AG)26aagccacacgca(AG)38140 138555791 138555930 TGCCAGTCTCCTCTTCAACC GAATTGCCTGCTGGAATGTT 262

Ai05B29596 Araip.B05 29596 p3 (ATA)5 15 138559983 138559997 ATGCAATCCACGTCACAAAA GGTGGTCAAGATTGCTCGTT 222

Ai05B29599 Araip.B05 29599 c (T)14gaaaaacggaaaatactttttctttcgttttacaagcatacatacatattccaat(AC)681 138564630 138564710 GCATCGCTGTTTTCTTTGAA TTCTCGCCTTGTTATTGAGATTT 280

Ai05B29601 Araip.B05 29601 p3 (AGA)5 15 138570522 138570536 TGAGATTTCTGAATTGACACAACA AGCCATAAACTCAAATTTCTCTGT 235

Ai05B29602 Araip.B05 29602 p2 (AT)38 76 138576413 138576488 GGGGTAGGACTTGCATTTGA TCGCGAATACGAACCAAAAT 214

Ai05B29603 Araip.B05 29603 p2 (AT)6 12 138577457 138577468 TGGGGTAGGATGTAAAACTCCA ATGAGGTGAGGCAAGAAGGA 261

Ai05B29607 Araip.B05 29607 c (A)10gaagaacccttatataatgaaaagcgttggggccttgggggttgggattccacacacccg(AT)988 138597887 138597974 TGGTCTTCATCAGATTTGAATACTACT CAATGACCGTATGTGATTTAATTTC 278

Ai05B29613 Araip.B05 29613 p2 (TA)6 12 138612198 138612209 GGAGGGTAATTCGAAGCTGA CACGTCTGGGGCTTCATAAT 179

Ai05B29617 Araip.B05 29617 p2 (AG)6 12 138632799 138632810 GGCGAGAACAGAGTAGAGCG AGACAAATAGGCACCAACCG 225

Ai05B29619 Araip.B05 29619 c (CT)9(AT)7aacaacaataacacaccgcaataaacact(AAG)782 138638479 138638560 CGGGTCCTCCCAAATAAAAT TTCAGAGCTTGGTGTTCGTG 269

Ai05B29620 Araip.B05 29620 p3 (CCA)5 15 138638923 138638937 GCTCTCACCATCAAAGGCTC AGTTACCGTCAAACGGATCG 202

Ai05B29621 Araip.B05 29621 p3 (TTC)5 15 138639239 138639253 CGATCCGTTTGACGGTAACT TCAAACGCGTGCAATAACAT 257

Ai05B29622 Araip.B05 29622 p3 (ATG)8 24 138639839 138639862 CGGTCAAAGTTTGGGTCAAT GCAAGCCCGTCTGAACTACT 118

Ai05B29623 Araip.B05 29623 p3 (ATG)8 24 138642175 138642198 CGGTCAAAGTTTGGGTCAAT GCAAGCCCGTCTGAACTACT 118

Ai05B29624 Araip.B05 29624 p2 (TA)6 12 138642996 138643007 GTGGGGATTTGAATGGAAGA TCAAAACAACTAGCAAATAGCCA 190

Ai05B29626 Araip.B05 29626 p2 (AT)6 12 138645500 138645511 GAAGAATTTCATGCATTCCAAA GGGACCCTTTCTTAGCTTCC 259

Ai05B29629 Araip.B05 29629 p3 (TAT)15 45 138650539 138650583 TGCTTTGCTCATCACCATTC GAGAGTGAAGATGGCATTTGAA 241

Ai05B29631 Araip.B05 29631 p2 (TA)6 12 138653025 138653036 CATTTCACAAATTGTTGTTCTGTG CCAAATTGACCACTCCGAAT 255

Ai05B29634 Araip.B05 29634 c (TC)8(T)13 29 138659079 138659107 CCCACGCAACACTCATCTTA AAACACACACGCAGCAGTTC 190

Ai05B29635 Araip.B05 29635 p2 (TG)6 12 138660713 138660724 ATTTATGCCGCTTCTGGTTG TCCAAATATGAGAGACAGATTCAA 245

Ai05B29644 Araip.B05 29644 p2 (TA)8 16 138673558 138673573 CACTTTCCATGCCACCATAG GTGATAATGCGTGCTCAACC 137

Ai05B29648 Araip.B05 29648 c (CT)11cataaccacctaaattcatgataccttttatgaaccgccgctacttattctagattcagttcttctctctctccctccctccctcc(CT)6120 138686691 138686810 AAGGCACACTCACTCACTGC GCTTGAAGAACGGCTACCAC 258
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Ai05B29652 Araip.B05 29652 c (AT)6tatgcaaaattttgttttctgaatttacataaattttgtataatcattttttcttttgtcatttggtttatgtt(A)1298 138701111 138701208 CAAGGAATTTTGTGCCTACGA GCAGGGTTCGATTCTTAACG 218

Ai05B29658 Araip.B05 29658 p2 (AT)9 18 138726805 138726822 GTTGGAAGGGAACACGAAGA GAAGAAAGGGAGGAAGTGGG 124

Ai05B29660 Araip.B05 29660 p3 (TTC)5 15 138730065 138730079 AATGGTTAGGGACCGGAAAG AAATTTTGAATCCGCTGGTG 279

Ai05B29661 Araip.B05 29661 p3 (CTT)5 15 138736235 138736249 ACGCTGTGAAGAAGGGAAAA TTGACCAGCCATACACCTGA 175

Ai05B29662 Araip.B05 29662 p2 (AT)7 14 138746416 138746429 GCCGAAGACTGTCCAAAGAC AGAATCAACGTATGAGCGCC 211

Ai05B29663 Araip.B05 29663 c (A)10gaac(A)11 25 138761069 138761093 GCTCATGACCAAAAGAGAAAA TGTCTCCGCTTAATGTTTCTG 280

Ai05B29665 Araip.B05 29665 p3 (GGC)6 18 138765936 138765953 TAGCAAGGTGAAGAAGGCGT CAGCAATTCTCAACAAGGCA 176

Ai05B29674 Araip.B05 29674 p3 (TGG)5 15 138795011 138795025 TGCCGTAAGGCAATACAAAA TACCACCATTGCAACCATGA 116

Ai05B29678 Araip.B05 29678 p3 (CTT)5 15 138805435 138805449 ACGAGATCGAGCCTAAACGA ATGTCATTGGGACAAAAGCG 280

Ai05B29681 Araip.B05 29681 c (T)11gtctacctagcatacccatatatatgtatatacacacttgtatctatggacacctgcacatttggaaagctcaatactttaatttacccttaaa(AAAG)5125 138819615 138819739 TTGTGGTAACACTTGCAGCC GCGAACTGGCGATTAAAAGA 271

Ai05B29687 Araip.B05 29687 p3 (TTC)15 45 138855201 138855245 TGTTTAGGGCCAACCACTACTT CCATTGTTACTCGCCATGTG 277

Ai05B29688 Araip.B05 29688 p3 (ATT)5 15 138858064 138858078 TGGCCTGCACTTAATCACCT ATTCCCAATGACAAGGGAGG 246

Ai05B29693 Araip.B05 29693 p3 (AGA)5 15 138868703 138868717 TTTCTTCCGCCATTTCTACG GCTATTGAGAAGCTGCCACC 177

Ai05B29694 Araip.B05 29694 p2 (TA)32 64 138869140 138869203 AAATATGATCCCTGTGGTGTTT AAGGTGTGTGGCGGAGTTAG 224

Ai05B29695 Araip.B05 29695 p3 (CAA)5 15 138869667 138869681 AGAGAGGTGGGTCACAATGG TGTTTTCTCAAGGGGGAATG 197

Ai05B29696 Araip.B05 29696 p3 (TTC)6 18 138871289 138871306 CACGTATGTTTCACGCTCCTT ACCTCAGCCATTTGATTGGA 276

Ai05B29705 Araip.B05 29705 p3 (TTC)5 15 138903972 138903986 ATCAACCACCAAAGTCAGCC GGAAACACATAATGCTGCAAAA 267

Ai05B29708 Araip.B05 29708 c (GAA)5cgtagaagaacatgcagtaacat(GAA)553 138910558 138910610 GGAGGAAGAGGAGGAGGAAG TTATCCATAAAACGCGCCTC 198

Ai05B29714 Araip.B05 29714 c (T)12ggccaataaaaagaaaaagagagtgtttttgttcttgcaaaggagaaggaaaaaagatgggaaaaaga(AAG)595 138916830 138916924 TGGCCTCCATACTTTCGAGT AAATTGTACGAAGATGGCGG 269

Ai05B29726 Araip.B05 29726 p3 (AGG)8 24 138983706 138983729 GAACCACACCTCAGCCACTT CCTCCTCATCTTCTGCTGCT 233

Ai05B29727 Araip.B05 29727 c (A)10gatgaataagaaaaaaaaa(GAT)5aatgaaa(AAG)566 138984089 138984154 TTTCTTTCTTTCTTTTAGTTGAACG TCCCTCCTACTCATCATTTGC 233

Ai05B29730 Araip.B05 29730 p2 (TA)6 12 139008843 139008854 CAAGAGGCTGAGGTTTGAGG TACCTGCGGGGATTTATCTG 274

Ai05B29731 Araip.B05 29731 p2 (TA)6 12 139011144 139011155 AGTTGTTGAGGCTCCGAATG AAAAGGGAGAATAACAAACCCA 272

Ai05B29732 Araip.B05 29732 p3 (TCC)6 18 139014002 139014019 TTGTTGCTTCCAACTTGTGG GGGTGGAGGAAAAGGAGAAG 257

Ai05B29742 Araip.B05 29742 p2 (TA)6 12 139043973 139043984 TACCCACCCGTCTCTACTCG AAGTTAAACCCTAACCCGCC 276

Ai05B29743 Araip.B05 29743 p2 (TA)6 12 139045416 139045427 ATTAAGTCGTTGAGGCTCCG AAAAGGGAGAATAACAAACCCA 276

Ai05B29744 Araip.B05 29744 p3 (CTC)6 18 139048295 139048312 GACCCAATTAGGTAGCTGCG CCAAGATCGGACGAGAAGTC 272

Ai05B29752 Araip.B05 29752 c (TGA)5tggtggtgatgatgatgttgataatggtggtggagtggcagt(TGG)572 139065755 139065826 GTGAGGGGAAAGAGAAAGGG TGGACAAAAATACCCTCACCA 198

Ai05B29753 Araip.B05 29753 p2 (TA)6 12 139069142 139069153 CAAGAGGCTGAGGTTTGAGG GGTGAGATTAGGGATGGCAA 266

Ai05B29755 Araip.B05 29755 p3 (CTC)6 18 139072423 139072440 TTGTTGCTTCCAACTTGTGG ATGGGAGGAGGAAAAGGAGA 250

Ai05B29760 Araip.B05 29760 p2 (AT)6 12 139096796 139096807 AAGAGGCTACTTTGGCAGCA TGCGAATATTAATTGATCTAAAAGGA 202

Ai05B29763 Araip.B05 29763 c* (TCTTCC)6(TCT)6(CTCTTC)8*g(T)10111 139098970 139099080 TTTCAAAGCGCTACACTCAGA ACACCCAAAATTCGTTGCAT 252

Ai05B29769 Araip.B05 29769 c (TA)8gttg(A)12 32 139103734 139103765 AGAAAGCAGTGTAATGCGGG TGTGTGCACAAGGGGTTAAA 159

Ai05B29775 Araip.B05 29775 p2 (TA)6 12 139117684 139117695 GTCGGAAAGATACGCAGCTC ATTCTTTTGTGTGATATAACATTTTTG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B29776 Araip.B05 29776 p2 (TA)6 12 139126151 139126162 GCGAAGCCTCAACCTTAAAA GCATGCTCCCGTTCAGTAAT 278

Ai05B29779 Araip.B05 29779 c (GGC)5agcagcgtcgtcgagagtgatttccttttccttgtcatgattttgtgaaactaatcaatcacgatgcatagttgattctctagtatatg(TA)6116 139137123 139137238 CCGTTGCTTTTTCACCATCT CAAGCAAATCGACGCACTAA 196

Ai05B29784 Araip.B05 29784 p2 (AG)17 34 139145937 139145970 CCCGAATCACTAATGTTCCAA TCCTTCTTCTTTCTCCTCCTCA 280

Ai05B29786 Araip.B05 29786 p3 (GGC)6 18 139150003 139150020 TGGATTCTGATCGGAGGAAC CACACTGAACTATGCCCCCT 236

Ai05B29788 Araip.B05 29788 p3 (TTG)6 18 139157030 139157047 ATTCATGTAGCCGAACCCAC GCTTTCGCTTCTATCAACGG 210

Ai05B29790 Araip.B05 29790 p2 (TA)13 26 139163872 139163897 GGGGTGAGTGTGCAGATTTT TGCCTCTCTCCTGGTTCTGT 133

Ai05B29791 Araip.B05 29791 c (T)12aataatttcgtaattaagcattattcttcataaagggaaaaaatacatagcttttttatgc(T)1083 139167123 139167205 TGTGTAAGAAGGCAGGAGGG TCTTGCAACATTTTCCTGGT 231

Ai05B29797 Araip.B05 29797 p2 (AT)8 16 139185361 139185376 CCAAAACCCAAAAAGAAGACA AATAATTTTGCACAAGGCCG 258

Ai05B29799 Araip.B05 29799 p2 (TA)7 14 139187247 139187260 TTTCAAAAAGGCCAGCAAGT TGTTGTAAGTTTTGGATGATTCTTG 173

Ai05B29801 Araip.B05 29801 c (T)10atttgaatgagaatatttttttcatttttttttattc(T)1461 139189553 139189613 CATTTGTGTGGTGTGTGCCT CCCTAACGCATTGTTTGGAT 255

Ai05B29803 Araip.B05 29803 c (A)13tcaatgaaaaaaaag(A)1341 139193532 139193572 CACCCTGGAAAATGAAATGG TGAAAGGATGAGATCCTCGAA 234

Ai05B29805 Araip.B05 29805 p4 (TCTT)8 32 139195264 139195295 GATGTACTGCCCAACGGTTT ACCGCAAATTTCAGTTGGAG 258

Ai05B29807 Araip.B05 29807 p2 (TA)8 16 139198884 139198899 TCCTGTACAGTCCAAACCCC AGTTGACCACCACCCACACT 222

Ai05B29809 Araip.B05 29809 p2 (AT)7 14 139204077 139204090 CCAACAGAGCAACAAGAGCA CATTGAAGTAGGACGCCTCG 265

Ai05B29810 Araip.B05 29810 p3 (ATC)14 42 139205230 139205271 CCTCATCTCTCAAATAACCATCC AGGGGGTTAGGAATAAGACCT 189

Ai05B29813 Araip.B05 29813 p3 (GGT)6 18 139226446 139226463 TTGTTGGTGTTCTTGAATCTGA TCAAAATCAAATTCGTCCCC 171

Ai05B29814 Araip.B05 29814 p2 (CT)6 12 139227223 139227234 AACTCTGGGTCCGATTTGTG CGACCATATTTCGAGGGCTA 206

Ai05B29821 Araip.B05 29821 p2 (AG)8 16 139255221 139255236 ATCAAACCGTGGCTGTTCTC CATGTTGGGTTTTGCATGAG 150

Ai05B29822 Araip.B05 29822 p2 (TA)6 12 139266646 139266657 GGGTCTTACATCCTACCCACC CCTTGCTTTACCATCACACG 262

Ai05B29823 Araip.B05 29823 p2 (TA)7 14 139270688 139270701 TTTGCATGATTGATTGAAAGG TCACCCTACTCATGCACACC 216

Ai05B29827 Araip.B05 29827 p2 (TA)7 14 139283794 139283807 ATTGAACAACGGTGCAATCA TCAAGCAACAATCACCACAA 238

Ai05B29828 Araip.B05 29828 c (GA)7aagaaag(A)1031 139292919 139292949 CGGGAAGATGTTTGTGGATT GCCACTCGATGTTTTCGTTA 209

Ai05B29830 Araip.B05 29830 c (T)10atttttgcagaataaaatcggatggtccgttttcattattatatgtttcttttgaattagggtaaacaactcgcttggtccgagttgtgtg(TA)6113 139294241 139294353 TGGGTCCGAGTTGTACATGA CTGGTCGGCTGATTACGATT 175

Ai05B29834 Araip.B05 29834 p2 (TA)9 18 139300865 139300882 TTGAATGGAATGCAATCTTTG GCGAAACAATTGTGAACCAA 269

Ai05B29838 Araip.B05 29838 c (AAT)14t(A)10 53 139308168 139308220 AAAATATGTTTCTGGACATCATAAAA TTTCGCTTTAACAAAAACTTTCAA 277

Ai05B29847 Araip.B05 29847 p3 (ATA)21 63 139325070 139325132 GCAAGTTGTTTTCTGTCATCCA TGGCAGGGGTATTGTTACTTTT 243

Ai05B29848 Araip.B05 29848 p2 (TA)6 12 139329591 139329602 GCCTTAGGTCCCTCATTGTTT GAATACTCATTTATGATCATCCCA 250

Ai05B29850 Araip.B05 29850 p2 (TA)10 20 139342667 139342686 AATGGCCGAATTTGTTCAAG CTTACCTCGCGTCGTAAAGC 195

Ai05B29851 Araip.B05 29851 p3 (ATA)6 18 139350549 139350566 ACTCACAATAATGCACTCGCT TCTCATCAACACGGGACTTTT 271

Ai05B29852 Araip.B05 29852 p4 (AATA)5 20 139351602 139351621 GGTTGAATTGACGTGGCTTT CCAAAGGGACAGGGTTGATA 278

Ai05B29853 Araip.B05 29853 p3 (TGA)6 18 139352110 139352127 TTGAAATAGTTGCCCTTAGAAAAA CCATCATCACCATCAGTCCA 123

Ai05B29856 Araip.B05 29856 p3 (TTA)5 15 139361773 139361787 ACCACCAATTGGAAGAACCA TTTTTAAACACGATGGAGTATATGGA 237

Ai05B29857 Araip.B05 29857 p3 (ATT)5 15 139362350 139362364 CCGTTAATCACTGTCCATCATC TCACGTAGGAGAGAAGAAACTGAA 254

Ai05B29860 Araip.B05 29860 p3 (TTA)5 15 139377512 139377526 AAACACCTTTACCACGCACC CAGTTAGCGGCATAGATCGAG 207
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Ai05B29861 Araip.B05 29861 c (T)12ccc(A)10 25 139377901 139377925 TCTCTGTCCACTCTGCAAGC AAAGCCTAACTGAATCGTTATTTG 247

Ai05B29863 Araip.B05 29863 p2 (TA)6 12 139380135 139380146 TTTGGATAAGCATTGCGTTG GCGAAAACATTCGTCGATTT 172

Ai05B29866 Araip.B05 29866 p2 (CT)8 16 139387381 139387396 CAGCTCAATCGGTTGTGAGA CGGCGAAGGAGAGAGATAAA 259

Ai05B29867 Araip.B05 29867 c (ATT)5aattgcacaataatattgtactatattttttgtattttttagacaaaaataatgataaatttattcattaaattct(TA)8gtcactc(AAT)14156 139388729 139388884 TCCCCCGTCCAAAAATAAAT TTTTTACCTAGGACATCTTTTGATTC 277

Ai05B29868 Araip.B05 29868 p2 (AT)8 16 139391777 139391792 TCTGACACGTGGCATTAACC TGGATCCTCTCCTCTCATGC 224

Ai05B29869 Araip.B05 29869 p3 (ATA)6 18 139398100 139398117 TCTTATGTATCTCCTCACATTGAAA TGCACCATTTCAAGACCTCA 222

Ai05B29872 Araip.B05 29872 c (A)13cgagacctaaggctacacttatatacagtaactatagtatt(A)1367 139409967 139410033 TTTTCGTATCAAAGGAGACGC GCGTAGCCTTAGGTCCCTCT 256

Ai05B29876 Araip.B05 29876 p3 (TTC)5 15 139417919 139417933 GCTTCACGAGTGGTGTCAGA GGAAACTTGCCACTCTTCCA 184

Ai05B29879 Araip.B05 29879 p3 (TTC)9 27 139418982 139419008 CAAAATGGCAAGAGGCCTAA TGGCTCTCCCCATTGTAAAG 180

Ai05B29882 Araip.B05 29882 p3 (ACC)5 15 139428844 139428858 ATCAATCATCAAAATCCGCC TTGTTGAAGCTGATTGCTTG 250

Ai05B29883 Araip.B05 29883 p3 (TTC)7 21 139430310 139430330 CGTTATCATTGTCACTGCCG TGCGTATTTTATTGGTTGAGTG 270

Ai05B29884 Araip.B05 29884 c (A)10gtataatgacgtatgcaaaca(T)1142 139430812 139430853 TGACTCACTCAACAAACAAAATACAA TTTCTGTAATTAAGTTAACGCAAAGT 259

Ai05B29885 Araip.B05 29885 c (T)10cagattatc(A)1231 139435370 139435400 ACCTGGAGTTTTGCATCACA CGTGGGGAAGCTATTTTTCA 257

Ai05B29893 Araip.B05 29893 p3 (TAA)6 18 139477988 139478005 CTTTGTCTCTTTGGCTTCGG ATATCAATTTTCGATGGCGA 129

Ai05B29894 Araip.B05 29894 p3 (ATA)7 21 139480528 139480548 GGCCAAAATAAAATAAAAACAAAC TTAAGCAAGGCTTTAAGGCTAA 280

Ai05B29895 Araip.B05 29895 p3 (TAA)5 15 139480800 139480814 GCCTTAAAGCCTTGCTTAATAAAA TTAGGATAATAGATGCGGCCA 166

Ai05B29896 Araip.B05 29896 c (TTC)6ctcttcttctttttcttttctttcgtttcttgcattctctttctccttctttttcttcttactgcaca(TTC)6ttgctttctctttctcgttcttctccttcttgcacg(TTC)5ctt(TTC)5ttttctttcgtttcttgccttctctttctc(CTT)5218 139481053 139481270 AATGAATAAACCCCCAAAACG GAGGAAGAAGAACGTGCAGC 273

Ai05B29897 Araip.B05 29897 p3 (GAA)5 15 139481685 139481699 ATCGTTTGGGTGAATTCCTG TCTAAAGCGCGCTACTTACCA 182

Ai05B29901 Araip.B05 29901 p2 (AT)8 16 139485163 139485178 TAAGGGTGATCGGGCACTTA AAACCATTGGACTATCCCCC 131

Ai05B29902 Araip.B05 29902 p2 (TA)6 12 139492981 139492992 TGAGATACGAGGTTCCCTGG TAAACCATTGGACTGTCCCC 214

Ai05B29908 Araip.B05 29908 p2 (TA)7 14 139508535 139508548 GTGGACTTGGCGAGTCTTGT CCCACTTAGACAAGGGCAAA 233

Ai05B29909 Araip.B05 29909 p2 (TA)7 14 139510750 139510763 TTTACCATGCTGAGAACCCC TGAGCTCACGTGTCGGTTAC 243

Ai05B29910 Araip.B05 29910 p2 (TA)7 14 139511354 139511367 TTTACCATGCTGAGAACCCC TGAGCTCACGTGTCGGTTAC 243

Ai05B29911 Araip.B05 29911 p2 (TA)7 14 139511958 139511971 TTTACCATGCTGAGAACCCC TGAGCTCACGTGTCGGTTAC 243

Ai05B29912 Araip.B05 29912 p2 (TA)7 14 139512562 139512575 TTTACCATGCTGAGAACCCC TGAGCTCACGTGTCGGTTAC 243

Ai05B29913 Araip.B05 29913 p2 (TA)7 14 139513166 139513179 CTGCGGCAAAGTGGTTTACT AAAGGGTAAAAGAGGGCCAA 257

Ai05B29917 Araip.B05 29917 p2 (TA)8 16 139520374 139520389 AGGCCAGTTCCCTCATTCTT GGGAGAAATGCATGTTTGGT 277

Ai05B29924 Araip.B05 29924 p3 (TAT)5 15 139545703 139545717 GACCCTCTTGTGGATGGAGA TTTCACTTCATTGGGAAGGG 198

Ai05B29925 Araip.B05 29925 p3 (ATG)5 15 139546262 139546276 GGTCCATCTTTTGAATGTGATG TGGGGAATAAGGCACAAGAA 244

Ai05B29926 Araip.B05 29926 p3 (AGA)5 15 139546519 139546533 TTCTTGTGCCTTATTCCCCA TTGAAGGCCTTTTGCATTTC 140

Ai05B29927 Araip.B05 29927 p2 (CT)6 12 139548348 139548359 ATAGCCACCGGAAACTCCTT ATGGCTTCGGATGTGTTTTC 211

Ai05B29929 Araip.B05 29929 p3 (TAT)5 15 139551653 139551667 ACCGATTCGTTACAAAAGCC AAATCACATTATGGGCTTGATT 255

Ai05B29935 Araip.B05 29935 p3 (TAT)7 21 139569458 139569478 GACAATGAGACAGGGACCGT GAAGCCACTTTGGTGTTGGT 125

Ai05B29936 Araip.B05 29936 c (T)10cactatttaagtgcacatttttagtagccatttttctttggaagtttaatc(T)1172 139569871 139569942 TGCACTCTCCACCTCTTTTG CCATCAAATGCATGCAGAAA 163
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Ai05B29937 Araip.B05 29937 p2 (TG)6 12 139580690 139580701 GTGTCTGTGCGTTTTGATGG TAATGCGTCATTCACCTTGC 221

Ai05B29942 Araip.B05 29942 p2 (AT)7 14 139616383 139616396 CGGAATCTATTTTGACCTGTCC TGTTCAAGACCTCGACATGA 246

Ai05B29943 Araip.B05 29943 c (T)10atttttagtgtttctattttttttagattttgtaaaggaaaggag(A)1267 139618328 139618394 TTAGGGTGCATTTAGTTTGCG ACCCCTACCTCCTCACGAGT 232

Ai05B29955 Araip.B05 29955 c (T)10cttttttttctaagggaaccttaaagttttcctaaaatgg(T)1060 139646296 139646355 TGAGTCCATGAACCACCTGA TTCCGTAAAAAGTAACCCAAAAA 152

Ai05B29959 Araip.B05 29959 p2 (AG)6 12 139665150 139665161 TCCAAATAAGGTTGCTTGCAG GCCACCGTTATGTTCTGACA 254

Ai05B29960 Araip.B05 29960 p3 (AAT)7 21 139665478 139665498 AAACAGCAAACACCACTGCTT TGTGGCCTATGCTGCAATAA 279

Ai05B29966 Araip.B05 29966 c (T)12gctatggaaaagggaaaattggttgtgattgttgcaatattgaggttgagaatgggttttttatgtttgga(T)1093 139694325 139694417 TGGTGGGATGAAGTTGATGA TCCTCCCATTGCAAAGAATC 273

Ai05B29967 Araip.B05 29967 c (TAT)5tcac(T)11 30 139697797 139697826 ATTGCGCCATTGGAATAAAA TGCTATGGGAGAAAAATGTAACAA 235

Ai05B29972 Araip.B05 29972 c (A)12gacacttgttatgtgaatcaaaactaatataataagtttagacttcaaaagaggaagag(A)1182 139713039 139713120 ATTTGGTGGCTTTGTGTTCC TGTCTAAATGGATTGAATTAAATGTT 239

Ai05B29975 Araip.B05 29975 p2 (TC)9 18 139718143 139718160 AATTAGAAGAGGTGGTGGCG TGGATGGAGTGCTGAAAATG 181

Ai05B29977 Araip.B05 29977 c (AT)6gtatgtatg(TA)633 139718992 139719024 CTTGAAAAGGGGATCGTCAA CCCTTGACTACATCAAAAAGCA 123

Ai05B29978 Araip.B05 29978 p3 (TTC)6 18 139719206 139719223 AAAAACCAACCAGGTTTTCTCTC CCTGTGCTTTAACCATGGAA 230

Ai05B29981 Araip.B05 29981 p3 (TAT)5 15 139720475 139720489 ACTCCTTCTTTTGCTTTCTTTTT TGGAAGTTTCTCAGGATGGG 272

Ai05B29982 Araip.B05 29982 c (A)11ggatcaaaatagaaatttaagcaaaagggtttgtgttgttgttgaagttagttcagctaagtgaacctaactttga(T)1299 139721223 139721321 GCCAACATTTCTAAATTATTTTTGTTT GCCTTTGAAGGCCTATGGA 261

Ai05B29983 Araip.B05 29983 c (A)16cccaaaatagtgaaaaacatgaaagcatatatagcatataa(AT)669 139722145 139722213 TTGATGGATTTTAGCCACCTTT CACCACAATTTCATGCGTTC 227

Ai05B29987 Araip.B05 29987 p2 (TA)7 14 139727183 139727196 TAGCAGTTCATTGGACGGTG TCTCGTTTCCCAAAGCAAGT 140

Ai05B29998 Araip.B05 29998 p4 (TTCT)7 28 139778433 139778460 GAAGAAGAAGCAACGAAAATGAA TCCTTAAAGAAGAAATAAGAGCAACA 246

Ai05B29999 Araip.B05 29999 c (GAT)5gac(GAT)842 139778721 139778762 TGAAAAAGTAAAATAAGAAGGAAAAGA CAAGCACAAACCAAAAGTGC 185

Ai05B30000 Araip.B05 30000 p3 (GTG)6 18 139779225 139779242 GGAGGTGGAAGAGGGAAAAG TTGTCATCATCGTCGTCATCT 167

Ai05B30001 Araip.B05 30001 c (A)13cattaaactccctctg(T)1039 139780406 139780444 TCCTTCAAACCCCCTTTTCT ACGGTAACTGAACCCATTCG 202

Ai05B30002 Araip.B05 30002 p3 (TTC)5 15 139780796 139780810 GTCAGCTCCCAATCTCAAGC AGGTGAAACAGAGCGGAAAA 204

Ai05B30003 Araip.B05 30003 p2 (CT)8 16 139784581 139784596 TGGCAGGTTACACTGGCTAT TCCACAACTTTTGCAACCAA 279

Ai05B30006 Araip.B05 30006 c (T)11ataaattcaaaattctcaatatctttgaatgtattaattttaattcaatttttttataagttgtttaaatataagtgcttttataaaata(T)10111 139788463 139788573 TCGACCATATGTCGTCCACT TCACGTCAGCTCCAAGACAG 273

Ai05B30009 Araip.B05 30009 p2 (GA)8 16 139799025 139799040 AGTTTCCATGGCATGAATGA TAACCCTTGTGGTCGCTCTC 259

Ai05B30010 Araip.B05 30010 p2 (TA)6 12 139799193 139799204 GGAAAGAATCGGTTCCCAAT TCCAAATCCAACCAACAACC 119

Ai05B30011 Araip.B05 30011 c (A)10tgaatagaaaatgatataagaaggaaagaaattttttgtgtgggtcttattaaaa(T)1075 139800851 139800925 TGGTTTGATGAAAAATGAATGG TGACACTTTGTTTGAATGTTGC 270

Ai05B30012 Araip.B05 30012 p2 (AT)6 12 139802349 139802360 TCCTTCAAAATTGGATTACAACC TTTGGGAAGATGTTTATTATCGC 250

Ai05B30014 Araip.B05 30014 p2 (AT)8 16 139830675 139830690 GAGAACAGGCATGCTGAACA GAGACCCGTTTAATCCCCAT 254

Ai05B30017 Araip.B05 30017 p2 (AT)6 12 139837368 139837379 CTCGGCTCTCATCTTCTTGG AGGCAAAAGTCTGTGGAGGA 199

Ai05B30018 Araip.B05 30018 p4 (AAAT)5 20 139837542 139837561 CTTGCGCTTTCACCATGATA CCCCAACAAAAATCCGACTA 268

Ai05B30026 Araip.B05 30026 p2 (TA)7 14 139863033 139863046 CTGGTTGTGTGGCAAATGTT GGCATCAGATCACAGGTCAG 131

Ai05B30027 Araip.B05 30027 p3 (TCT)8 24 139869210 139869233 AGAAGAAAAGGAGGTGGGGA AAGAAGAAGAAGCGGTGGTG 262

Ai05B30028 Araip.B05 30028 p3 (TGA)5 15 139869416 139869430 CACCACCGCTTCTTCTTCTT TCAAGCCCCTCACTGTAACC 244

Ai05B30032 Araip.B05 30032 p3 (AAG)7 21 139882401 139882421 AAAGGAAACCAAGGAAGAAGAAA AGGCGGAGACTCAAACTGAA 203
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Ai05B30035 Araip.B05 30035 p2 (AT)6 12 139885142 139885153 TGCTGTATTTACATGATGCCAG GAAGCAATTGAGCAGCTTTG 234

Ai05B30037 Araip.B05 30037 c (TC)6ccctctctctccccccc(CT)1355 139886334 139886388 CTGAACCAAACTGCTTTGTCAC GGAGGGAGGGAGAGAGAGAA 277

Ai05B30038 Araip.B05 30038 c (TC)13cctccactctcttcctcttctctctaactccccttctttctccccctccctttctttgtcttccc(CT)6ccaccttttcttttctctctcttcccctctctctccctatctctatctctctctccctc(CT)8178 139886516 139886693 CCTCTCTCTCCATCTCTCCC AGAAGAAAGAGGGGCAGGG 261

Ai05B30039 Araip.B05 30039 c (CT)7cccccttttccttttctctctcccctctctttttatctttctctctcttcccctc(CT)681 139889959 139890039 CCCCTCATTCTCCCTTTCTC TATTTCCGTATCAGAGGGGC 201

Ai05B30040 Araip.B05 30040 c (CT)9ccctctctctttctctctcactttctctccttccctctacccctcctctt(TC)986 139890714 139890799 TCTTCCCCTCCCCTTTCTTT TGAGAGGGAGAGAGAGAAAATGA 279

Ai05B30042 Araip.B05 30042 c (GA)6aataggagagagaaagagagaaaagggaaaaaggagaggagaagggagg(GA)7aataaaaggg(GA)697 139891187 139891283 AAAGAGAGAGAGGAGGGCAA CTCTCTCCATTTCCTCTCGC 232

Ai05B30043 Araip.B05 30043 p2 (GA)7 14 139891385 139891398 GGGAGAGAGCGAGAGGAAAT TCTCCCCCTCCTCTTTGTCT 105

Ai05B30044 Araip.B05 30044 p2 (GA)7 14 139891522 139891535 GGAGAGAGAGAGGAAGGGGA GGGTGTGCAAAAAGACTGGT 259

Ai05B30049 Araip.B05 30049 p2 (TA)6 12 139905151 139905162 TGGAATTGCAACCTGAATGA CCGCTGGTATGATCACTTGTT 245

Ai05B30050 Araip.B05 30050 p5 (TTATT)5 25 139905552 139905576 TTTTTACCATTGGACCAGCC GATGGGTTTTCTGTTGGAGG 180

Ai05B30054 Araip.B05 30054 p2 (TA)7 14 139916756 139916769 TGACCGCTAGACTTTTCTTTTG GAAATTTCATGCATGTGTAGCAA 274

Ai05B30058 Araip.B05 30058 p3 (AAT)15 45 139924923 139924967 GTTCTGTGGGTCTTGTGGCT TCATATGAATTTCGGTGGCA 245

Ai05B30061 Araip.B05 30061 c* (ATT)5(T)11* 24 139929194 139929217 TCGTTTGTGATCTGTCCTTCA AAATGATTTTTCATTTAGATCGTTCA 115

Ai05B30063 Araip.B05 30063 p3 (ATT)6 18 139929925 139929942 AGAAAAGGAGATCCGTCCAA AAGGCACCATAGCATTCACC 271

Ai05B30065 Araip.B05 30065 c (CTT)5t(TTC)6 34 139932716 139932749 TCTAATGTGGTCCCTGAGCC ATGGTTAAACCCAGCACAGC 133

Ai05B30066 Araip.B05 30066 p3 (TGG)6 18 139933827 139933844 TGGTGGTGGTGAGTTCTTCA GCTGTCCAGAATCATGCTCA 258

Ai05B30068 Araip.B05 30068 c (ATC)5tcctcctcttccat(CAC)853 139939173 139939225 TTCGGCATAACATGTCCTTTC GGAGGAGGGGGAAGAGATAA 257

Ai05B30070 Araip.B05 30070 p2 (TA)8 16 139942886 139942901 ATGTGCTGCTTTTGGATTGT TTTGGAATCGACACACAAACA 194

Ai05B30073 Araip.B05 30073 p2 (AT)6 12 139950327 139950338 AAACTCCATACTCACCAAATGAGA TTTGGTTCGTGGTCCCTTTA 235

Ai05B30076 Araip.B05 30076 p3 (TAT)6 18 139954148 139954165 CCTAAACATAAAAGCTTGTGCGA CCTTAGAGACGATTTTGAATGC 278

Ai05B30077 Araip.B05 30077 p2 (TA)6 12 139960543 139960554 TATACACGTCGGGAGCTTGG CTAGCACCACTATGCCCCAT 210

Ai05B30078 Araip.B05 30078 p2 (CT)6 12 139962097 139962108 CACCACCACACACCCATTTA GAGAGAAAAGAGGGGCCTTG 173

Ai05B30080 Araip.B05 30080 c (T)10ccttaa(T)10 26 139963473 139963498 ATTGTCATGGCATTTGGGAT TCACACAACTGTTGGGACAAA 186

Ai05B30082 Araip.B05 30082 p3 (TTC)5 15 139974157 139974171 ATCTCCTTCCCTCTCCCAAA GATGACGAGCAGACACCAGA 236

Ai05B30088 Araip.B05 30088 c (A)14ctgagcactttaaagctacaactagcaagacaaaaac(A)1263 139986722 139986784 TCAGACATCAAACCGGATCA CATGTACAAGGCGGGTTTTT 210

Ai05B30092 Araip.B05 30092 c (AAT)6ttgaataaaaccaattcg(AAT)860 139994504 139994563 CGAATTATTCAAGAAGACGACG TGGAACACGTGATGGATGTAA 271

Ai05B30095 Araip.B05 30095 p2 (TA)10 20 140002650 140002669 CTAATCTTGGGCCCCTTTTT GCATGATGGCCACAAGTATG 233

Ai05B30102 Araip.B05 30102 c (AAG)5aaataattagtaag(T)2251 140035787 140035837 AAGGCTACAACAAAAACATACCAA GCTCTAGCAGCAAATCAAATCA 280

Ai05B30103 Araip.B05 30103 p4 (TTTA)5 20 140037334 140037353 GGACTAGTACCCATGAAACCCC CATTTTCAATAAATACGTCTTTTCACA 274

Ai05B30105 Araip.B05 30105 p3 (ATA)5 15 140037816 140037830 TGAGGTTGATTTGGATTGGG AAATCTAAGGTTTGGAGCGATTT 241

Ai05B30109 Araip.B05 30109 c (T)10cttctttcatcttcttattttattttttcataattcttcttatttcactctcttaagaagaataaaatcgcaaaaaagaag(A)10101 140041548 140041648 CCTCCTTCTCATTTTATGCCA TCCTCTTCCTCAGGTGCAGT 164

Ai05B30110 Araip.B05 30110 p4 (ACAA)8 32 140047200 140047231 TTGCTGCACCAAAACCATAA GAAGCTTCAAGCCTGCAAAG 215

Ai05B30116 Araip.B05 30116 p3 (ACA)5 15 140088908 140088922 GAAACAGAAGCGACCAAAGC CCACAACCCTTTCCATCTGT 144

Ai05B30117 Araip.B05 30117 p2 (TA)6 12 140091183 140091194 GAAAATTGCACGCTAGTGCTT GACTGGAAAAGCGATGAACC 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B30118 Araip.B05 30118 c (T)10ac(T)10 22 140091444 140091465 GGTTCATCGCTTTTCCAGTC GCCCTACCACTGCCATTAAA 275

Ai05B30121 Araip.B05 30121 p2 (AT)13 26 140103667 140103692 GGGAGACAAACCGATGATTTT CACGGAGGAGGAAAAACAAA 279

Ai05B30132 Araip.B05 30132 p3 (ATT)5 15 140147020 140147034 CATCATGAACCAAATTCAGCC CCTGGGATAAAATCCGTCAA 219

Ai05B30134 Araip.B05 30134 c (ACC)8acaaccaaaaccaca(ACC)5aagaccaccaccaagaaagtaggaaacaac(ACCACA)5(ACC)6132 140153277 140153408 AATCGAAATCGTCTCCAACG TTTCCTGCTTTCTTGGTGGT 266

Ai05B30138 Araip.B05 30138 c (A)11cacaacaaatcagagcaaaaacgaataaaaaaactgaagtaatcttttggaac(A)1175 140192006 140192080 CACAGAACCACAGCCAGTTC TGGAGGCAAATATGTTAGGGA 279

Ai05B30141 Araip.B05 30141 c (GAA)5tgagtgaatgagtcaggcaagcttccaccaattgattctccgagtgtgtatatatgtagctgatggttcaatcaatggaaattggaag(AAT)9agttatgaatcacgcagactctaatgaatctattactgtcagcatcgcagattcagacataggtggtggtgaaaactg(GAA)5223 140193447 140193669 TTCAGACATAGGTGGTGGTGA GGAAGCTTGCCTGACTCATT 276

Ai05B30147 Araip.B05 30147 p2 (AG)8 16 140208860 140208875 GGTGAAAAGAGGTGAAAAGATCA TCGAGACCAAATTTTCAGTTCA 216

Ai05B30158 Araip.B05 30158 p2 (CT)13 26 140227897 140227922 CCAAGTTCAGTGTTCCACCC CTCCTCCTCTGCAAAACCTG 199

Ai05B30160 Araip.B05 30160 p2 (AT)8 16 140231105 140231120 GGATGCAAAGTGGGAAAGAA TGCCAAACCTTCCCAAGTAG 242

Ai05B30162 Araip.B05 30162 c (A)10ggtactatttatta(T)1034 140234885 140234918 TTTTTAATAGGAGGCAATCTTGTTT GTTGGAAAAAGGGTTGGGTT 167

Ai05B30166 Araip.B05 30166 c (A)10taacaaaagaaagaaattagaattgcaaatgcgtgagt(A)1058 140237720 140237777 AGAGGAGAAAATGCAGGAAAA AGGTTGGAACATGTTTTATGGA 279

Ai05B30167 Araip.B05 30167 c (ATG)5agaggaggaaca(AAT)748 140239742 140239789 CAACAATGGGGAGGAAGTGT AGTTGAACCCCAAAGAGCCT 154

Ai05B30168 Araip.B05 30168 p3 (ACT)5 15 140239904 140239918 CATGGATTCATTGCCCTCTT GGGAACGATGAGACCATCTG 148

Ai05B30169 Araip.B05 30169 p3 (AAT)5 15 140240102 140240116 TTAATTACAATCTTCAATCTCAAACAA ACCATTTCAGACACTATATAAATCCA 280

Ai05B30170 Araip.B05 30170 p3 (ATA)6 18 140240464 140240481 TTTATCATCGTCATCACTCTCATC TTCTTCTGTCCATGGAACTCCT 271

Ai05B30172 Araip.B05 30172 p3 (TCA)5 15 140241823 140241837 CATGATGATGTTGGTGGCAT CAGGCACTGTTGACGAAGAA 277

Ai05B30173 Araip.B05 30173 p3 (TAT)5 15 140242199 140242213 TCCTTAGGGAAATATGCACCC TGTTGAGTCATTGACATAGCAAA 262

Ai05B30174 Araip.B05 30174 p2 (TA)8 16 140243202 140243217 TTGTGGGATCGAGTTTCCAT AAATATCATCTAACTTCAGGCGA 277

Ai05B30180 Araip.B05 30180 p3 (CAA)5 15 140251670 140251684 TTCACATGATAATTTTGTGGATGA CATGCAATGAAACATGACCC 274

Ai05B30182 Araip.B05 30182 p3 (ATA)5 15 140253717 140253731 GCCCAACTCATGTACACCCT ACGGCATTTAATTTTTCCCC 135

Ai05B30183 Araip.B05 30183 c (T)10aatgaaacgtttttgttaaaataaaaatctggagaatatcctatatgtcctttttgcttgatgttgatttctgaatcagtcgaaaacaata(T)10111 140255599 140255709 CGCCTAACATATCATTGAGCA GACACTGAAAATGCGCTCTG 280

Ai05B30184 Araip.B05 30184 c (TTA)6ctaattattattagtctttttatgaaacggagg(TTA)875 140260563 140260637 ATCAACATCCATCGGGAGAG GGGGCATCTTTGAAACTTTTG 278

Ai05B30185 Araip.B05 30185 p3 (ATT)14 42 140261027 140261068 TTTTGCCAAACTTCAGGGAT TCCATACAAGTGTGTGCCGT 241

Ai05B30186 Araip.B05 30186 p3 (TGA)6 18 140269771 140269788 GCCTCCTCCAGAACTCTGAT ATCTGCATCACACCAACCAA 221

Ai05B30187 Araip.B05 30187 c (TGG)5tagtgctggtgttggtggtggtgttggtgctggttgtggcggtggtgttggtgt(TGG)687 140269981 140270067 TTGGTTGGTGTGATGCAGAT CGAAACCGTCCCTCATCTAA 280

Ai05B30189 Araip.B05 30189 p3 (AAG)5 15 140271188 140271202 TTCCTCATCTTCTGCTGCTTC ACTGCACGTTTTCACTGCAC 221

Ai05B30193 Araip.B05 30193 p3 (ATA)17 51 140282097 140282147 AAGGGCTAGGTTCTTGTCCC TGACAGAAGCAGCAGAGAGG 255

Ai05B30194 Araip.B05 30194 p3 (ATT)7 21 140282574 140282594 TGGAATTGGGGTTTGTCAAT AAGCAAAATTCCAAGCCAAA 153

Ai05B30196 Araip.B05 30196 p2 (TC)17 34 140284441 140284474 TGTCAGGGGAAGCTTATGTCA TATTCCATGCTCTGAGCCAA 208

Ai05B30198 Araip.B05 30198 p3 (CTC)5 15 140311056 140311070 GGCAAAGAAAAACGCTCAAG ACCAGAAGCGCCAGACTCTA 238

Ai05B30209 Araip.B05 30209 p2 (TA)12 24 140336883 140336906 ACGCTCCACAAATTCAACCT AGAAACAAATGTGCTCATCAGG 276

Ai05B30212 Araip.B05 30212 p2 (TA)6 12 140362962 140362973 TCTTGCGTGGAGTGAATGTC TTCTTTTCATTCGCCTTTGG 255

Ai05B30213 Araip.B05 30213 p3 (GAA)5 15 140363879 140363893 AGCTGCAGAGGCAAGAGAAG TTCTCATGTGCCCAATTCAA 267

Ai05B30214 Araip.B05 30214 p3 (ATA)5 15 140364313 140364327 GTTGCGGATTCGAGTCTTCT TTAAGGATGAGCCCCATTTG 280
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Ai05B30221 Araip.B05 30221 p2 (TG)6 12 140389853 140389864 CTTCTCTCTTCCCTTGCGTG AACCCTAATAGCCACCGAGC 272

Ai05B30223 Araip.B05 30223 c (T)10gctaatctgtgttttagactttcagttcatttttctttcatgataatatcttccaattttcaatgtatatgtatacggtaga(T)11103 140401912 140402014 GACCCCACCTAATGGGATAA AACCTGCGACCTCTAGGTGA 267

Ai05B30225 Araip.B05 30225 p2 (TA)10 20 140402758 140402777 TGGCTGCAAGATAAACTGGA AATCAGTCCACTGCTTTGGG 257

Ai05B30228 Araip.B05 30228 c (A)11ttgctgctaccaaaaaagtacctcctgaccag(A)1962 140417629 140417690 ACCTAAATTGCTGCTACCGC CCAACACTTTGGGTTGGTTT 267

Ai05B30235 Araip.B05 30235 c (T)10attttcaaattactttggtatc(T)1042 140438927 140438968 GCTTTCAATTGCTTGATCCTG CCATCAGAGGGCCAAGACTA 279

Ai05B30237 Araip.B05 30237 p2 (TA)6 12 140439797 140439808 CCTACTGATTTTTCAACCATTGTC CCAACGGGACCTCAAAATTA 255

Ai05B30239 Araip.B05 30239 p2 (TA)8 16 140455603 140455618 AATCATCAATAGAAGGGATTTTGT TTCTCTGAATGTTTACACAAACCAA 280

Ai05B30244 Araip.B05 30244 p2 (TA)6 12 140463221 140463232 CATCTCGCAGAATGTTACCAA TTTGCACACCACATCAATTCT 263

Ai05B30250 Araip.B05 30250 c (TA)7tttttttagaataaatcaagaagaattttgagaaaatgaaataagaaagagaagatgaagaaaaaaagatgaagaat(AAG)5106 140493248 140493353 GCGCCTCCTCCTATTCTTTT TGGTGCATCTGGTCTCGTTA 271

Ai05B30254 Araip.B05 30254 p3 (ATA)8 24 140502938 140502961 TGAACATGTGGAGGGGTTTT AATTGGTGGTTGTTCGTGTT 118

Ai05B30258 Araip.B05 30258 c (A)10gggtacaaatggattttttggactgaatagcactatcaatttatacaataaaaattttcaaattcattttagaattc(T)10ggacttgattgtg(T)10120 140540862 140540981 ACATTTTGATTGCCACTGCT CAGCCCACGTTGAACACA 276

Ai05B30261 Araip.B05 30261 p2 (AG)8 16 140567304 140567319 TGATGCTTTGAGGTGAATGG CATAACGAATCAAACGCGAA 232

Ai05B30268 Araip.B05 30268 p3 (AAT)5 15 140583729 140583743 GCAACAAGAAAAGGGGCATA TCTTATGTTCATGCCCCCAC 192

Ai05B30273 Araip.B05 30273 p2 (TC)6 12 140598875 140598886 TGATTTTTCGACAAACGATAACA TTGGCCGAAGAGAACAAAAC 150

Ai05B30275 Araip.B05 30275 p3 (GTT)5 15 140599494 140599508 TGAGGGTTTGAATTGCATGA CCAAAGGATCCAGAAACAGC 253

Ai05B30276 Araip.B05 30276 c (T)11aat(A)10 24 140599716 140599739 GCTAGCTTTCTGTGTTGGGG CAATAGCACATCCAACCACG 118

Ai05B30285 Araip.B05 30285 p2 (TA)6 12 140613807 140613818 TGGTGGACTCTATCCGTACAA GTCTCGTGTCGTGTCGTGTC 192

Ai05B30286 Araip.B05 30286 c (T)14cgattaaaaattcaaataaataaaaacttaaatgtataatttttttctt(A)12ctagagcccaaaattagaaag(AGA)5111 140614424 140614534 CTTTTCCAAACGAATCCGAA TTGTCTCCGTCATTCTCTTTTT 249

Ai05B30287 Araip.B05 30287 p3 (AGA)5 15 140614849 140614863 TGGAATAGGCGGAGTAATGC GTCTCCTCCTTCTGCCTTCC 124

Ai05B30288 Araip.B05 30288 p2 (TA)10 20 140616446 140616465 ACCTGATCCAAACGAAACGA GCATAGAATCTCCGATCCCA 206

Ai05B30289 Araip.B05 30289 c (TC)6(TA)7 26 140636179 140636204 TCAAGGGGAATCATATTTAATGAAG TCAGAGTCTCATGCTGATAACG 280

Ai05B30293 Araip.B05 30293 p3 (CAC)6 18 140659432 140659449 TGCATTGTAGCAAGGCAAAG TGCAGAAGAGGAATGTGCAG 209

Ai05B30297 Araip.B05 30297 p3 (CCA)5 15 140665070 140665084 CTTCAGGAGGTATGCTTGGG TACAGGCACATGAAGAAGCG 272

Ai05B30298 Araip.B05 30298 p3 (TGT)6 18 140666326 140666343 AGTAATTTTGGCGCTGCTGT TGCCCAGAACAATTATGTTCAA 195

Ai05B30300 Araip.B05 30300 p2 (AT)11 22 140668637 140668658 CAACCCGTATACCCGATCAT AAATTAAACTCATCAAAATCCAAACA 257

Ai05B30305 Araip.B05 30305 p2 (AT)6 12 140685206 140685217 ATCGATCAGCCGTGCTATTT GGTTTGGCTTTTTATTTTGCC 275

Ai05B30307 Araip.B05 30307 c* (TGT)6(T)17* 34 140685790 140685823 TTCTCAATTGCCACAGCAAC TGGAAATCTCAAAACAAAATGAAA 276

Ai05B30308 Araip.B05 30308 c (T)10gtttatttttagttgaagtatcttataacaataacaacaactagagtcttcttaacaaccattatttgaataagtctaactgcttttatcc(T)10111 140687035 140687145 GGCATAGATCTTCATATTCCAAA TGTTATAATCTCACCATCTTTCTTACA 171

Ai05B30310 Araip.B05 30310 c (TA)10(GA)7 34 140693875 140693908 CCTTTAATTGACGGATGGTTG CTCTTGACAAAAGGAGAGCACA 179

Ai05B30311 Araip.B05 30311 p3 (AAT)8 24 140698823 140698846 GGGTGGAGTGTTTGTGGGTA CCATAAATCAAAGGACTTGGC 175

Ai05B30315 Araip.B05 30315 p3 (ATT)7 21 140706672 140706692 TGCTTTTTGATATTTGGTCCTT TCCATTACAGAGTTTTTGTTTACCC 212

Ai05B30317 Araip.B05 30317 p3 (AGA)5 15 140709650 140709664 AACGGTGCGTTTCTATGTCC CTTTCCAACGCTGACAGTGA 243

Ai05B30319 Araip.B05 30319 c (T)12cgatag(A)18 36 140716334 140716369 TGGTGAATTTATGAAGTTGGGTT CTCAGAGAGATCCATCCCCA 262

Ai05B30321 Araip.B05 30321 p2 (AT)6 12 140718847 140718858 GCGATGCATGAATTCCTTTT CACAGATTGTTTGACGCTGC 122
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Ai05B30328 Araip.B05 30328 p2 (TA)9 18 140730769 140730786 GCAAGAACAACACACAAGGC AGGCCGATCTTAACTGCTCA 242

Ai05B30345 Araip.B05 30345 p4 (AATA)5 20 140763129 140763148 TCTCTCGGAACCACAACAAA TAGAAGGCCACAGCACAATG 265

Ai05B30353 Araip.B05 30353 p3 (GAA)5 15 140782153 140782167 CAACCTTATCCACCGCCTTA TTCCTTTTTCCTCCTACGTTCA 134

Ai05B30354 Araip.B05 30354 p4 (ATTA)5 20 140782917 140782936 TCAAGGATCCACTTTCTGGC GGGGAATGCATTGGTTATTG 264

Ai05B30356 Araip.B05 30356 p2 (AT)6 12 140785614 140785625 CTTCCACCGAAGCCATAAGA TCTTCCTCACTCTCGGTTCC 182

Ai05B30361 Araip.B05 30361 p5 (AAAAT)5 25 140816888 140816912 ACGAAACCCATCTTTCATGG GGGCGCTAGATATCCACTCA 205

Ai05B30375 Araip.B05 30375 c (T)10ctattttttgtttctccagttttatagttacatcaaatcataagactcatatgtcaaattatatatttttc(T)1091 140836708 140836798 GTACGCGTGCTTGAAGACAA CGCATACCTGTTAAAATGACCA 280

Ai05B30377 Araip.B05 30377 p2 (TA)11 22 140853101 140853122 TTGGTGGATTTGGATCATCA CGCAAATGGAAGATGGAGAT 276

Ai05B30380 Araip.B05 30380 p2 (CA)7 14 140862595 140862608 GCTAAGCTCGGTCACTCCAG CATATTGAGTGCCAACCACG 174

Ai05B30381 Araip.B05 30381 p2 (TC)6 12 140865103 140865114 TGTGTGTGGGCTTGAAACAT AAAGTGTGCCTTGAATTTAGCA 138

Ai05B30382 Araip.B05 30382 c (TGG)6cggtggcggtggtggtgt(TGG)551 140872571 140872621 ATCTGCATCGCTTTCTGCTT CTAACACCAACAGCACCACC 175

Ai05B30387 Araip.B05 30387 p2 (CT)24 48 140877546 140877593 TTAATTCGAATCGCAAACCC AAATGGTGGGAACGATGAAA 231

Ai05B30388 Araip.B05 30388 p3 (TCT)5 15 140883937 140883951 CTTGCTTCTCTTGGACCACC CAAAGAAGGCAGGAGACAGG 193

Ai05B30389 Araip.B05 30389 p4 (AATA)5 20 140891104 140891123 CTGCGAAGCCGATTTATAGC CTGGGGAAAGTTCTGGGTTT 247

Ai05B30390 Araip.B05 30390 p2 (CA)7 14 140894401 140894414 GAAACCAGGTTCTTCCCTCC GTAGCGCGGGTGGTACTCTA 177

Ai05B30392 Araip.B05 30392 p2 (AT)6 12 140896289 140896300 ATGACGGGGCATATTCAAAA CAATTTGATTTGAGTTTCAAAATGAT 115

Ai05B30393 Araip.B05 30393 p4 (GAAA)5 20 140896958 140896977 CGCCATCAGTCCTTCTCCTA TCCCACTTCCCTTCTTTCCT 111

Ai05B30394 Araip.B05 30394 p2 (GA)6 12 140897108 140897119 TGCTAATCGAGAGAAGGGGA CTCTGTTCCAATGACAGCGA 267

Ai05B30400 Araip.B05 30400 c (TAT)17taacgtttatttaataaaataatttaaatacagc(A)1196 140908822 140908917 CCTCCAGCAGCGGTATCTTA TTATCTGACGCCTGAAGAACA 269

Ai05B30404 Araip.B05 30404 p3 (ACC)5 15 140920386 140920400 GGCTTTCTTTGTGTGAAGGG CCCTCACTCTCAACCTCAACTC 219

Ai05B30418 Araip.B05 30418 p2 (TA)10 20 140948889 140948908 ACTTGGTGGAGCCTTCTTGA GCAGCAGGTCCAAAAATCAT 161

Ai05B30423 Araip.B05 30423 p2 (AT)7 14 140970116 140970129 CCACCAAATTGTATGGGTGA TGTCAATTGTTATTGAGGACTTGA 217

Ai05B30426 Araip.B05 30426 p2 (AT)7 14 140975918 140975931 CATTAAAAACGCGTAAATCGAG TTGGGATAAATCACACAAACAAA 127

Ai05B30427 Araip.B05 30427 p2 (AT)7 14 140977815 140977828 GCCATTACCTGCACCACATA TCCTCCGTTCAATCACATCA 262

Ai05B30428 Araip.B05 30428 p5 (TAAAA)5 25 140978585 140978609 TTTCCTCCTTCCCCAATCTT CTCAAACTTGGGCCAACATC 149

Ai05B30429 Araip.B05 30429 p2 (TA)6 12 140978745 140978756 ATGTTGGCCCAAGTTTGAGA TTAGGCAACGGAAGGAGAGA 171

Ai05B30434 Araip.B05 30434 c (ATT)5aattgcacaataatattgtactatattttttgtattttttggacaaaaataataataaatttattcattaaattct(TA)9gtcactc(AAT)16164 141017292 141017455 CAAATCAATTCCCAACGTTTC AATCGTCTTCCGTCCAAAAA 269

Ai05B30436 Araip.B05 30436 p5 (TTGGT)5 25 141021178 141021202 CCTTTGTGGCCTGTGAAAAT CCGACCGAATTAAACCGTAA 209

Ai05B30442 Araip.B05 30442 c* (TAACAA)6(AAT)8*58 141027012 141027069 GGGGACGATTTTGATTTTGA GAACCTGGCCTTGATGGATA 197

Ai05B30443 Araip.B05 30443 p2 (TA)6 12 141031365 141031376 ACAGCAAACCATGTGCCATA CCTTGTGCAAAATTACACCCT 165

Ai05B30450 Araip.B05 30450 p3 (TGA)5 15 141057599 141057613 TGATGATGATTCTTTTCTTTTTGTG TTCAAGCCAAATCAAAACCA 171

Ai05B30463 Araip.B05 30463 p4 (TAAT)6 24 141113216 141113239 TTCCCATGAAGTCACCACAA GCTCACGATTTTGTCAAGGC 188

Ai05B30469 Araip.B05 30469 c (ATT)5aattgcacaataatattgtactatattttttgtattttttagacaaaaataatgataaatttattcattaaattct(TA)24139 141125203 141125341 GACATAATAGTCCCCCGTCTAAA TCTCCCGTCCAAAAATAAAA 280

Ai05B30470 Araip.B05 30470 p2 (CT)6 12 141131242 141131253 CTCCAAAACTCTCGAGGCAC ATAGCAAGGATATGCCGACG 141
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Ai05B30474 Araip.B05 30474 c (AT)9tatttttctttgatttataatgtgtgtaaaaattatgttaac(A)1171 141148625 141148695 ATTTGGCGCATTTTGGTTAC GACATAACTCACTTTAAGAGAATGCAA 274

Ai05B30475 Araip.B05 30475 p3 (ATA)6 18 141150226 141150243 CCAAATTAGCTTCAACCCCA TGCAAGGCTTGAAGATGTTG 203

Ai05B30476 Araip.B05 30476 p2 (CT)6 12 141151083 141151094 AACCCACCTCACCACTAATCC TGTTGTCATTGAGTTGCTGATG 271

Ai05B30477 Araip.B05 30477 c (A)11tcaaaattatgattaatctaattaatttaaaatttgatttttaaaattaaaattaac(T)1179 141158733 141158811 CTTTGGGTTCGCGATACAAC CTACTGTGGTTGGGGATTGG 272

Ai05B30481 Araip.B05 30481 p3 (AAC)5 15 141166182 141166196 TCCGATATATCTATTGTTCACATTG GGATTAATTTGAAGGTAGTGTGTCC 229

Ai05B30482 Araip.B05 30482 p3 (TAA)6 18 141166450 141166467 GACACACTACCTTCAAATTAATCCC AACGGTGGTTGGAGTGAAAG 218

Ai05B30483 Araip.B05 30483 p4 (TAAT)5 20 141168574 141168593 TCCTTCAGCTGTGCAATCAG GCTCACGATTTTGTCAAGGC 267

Ai05B30491 Araip.B05 30491 p3 (TTG)5 15 141193125 141193139 AGCTGTTTCACCTTTCGCAT TCAATGCACAAGAAGACTCCA 173

Ai05B30493 Araip.B05 30493 p5 (GGGTA)5 25 141197496 141197520 TGGTTGTTCACTTGGGTTCA TGCAGGTAGGGTAGGGTACG 168

Ai05B30496 Araip.B05 30496 p3 (TAA)5 15 141200991 141201005 TTGATCAATGATGGAATGGTTT TGAGCAGAGTACATGCACAGTC 261

Ai05B30497 Araip.B05 30497 p3 (TTA)5 15 141201120 141201134 TCAAGAATTCAATTTGACTGTGC TGTGCGAACTTGCACTATCC 125

Ai05B30499 Araip.B05 30499 c (A)10gagagagatttattaaaaaaaataaacaatttttttttggtgac(A)1064 141207874 141207937 AAGCATGGCTCACGCTATTT AGGCGTGGACCAAATAAAAA 231

Ai05B30500 Araip.B05 30500 p3 (CTT)5 15 141208064 141208078 CACGCCTGGGTGTTATTTTT GGGGAAAGTGTGTTTTTGGA 154

Ai05B30501 Araip.B05 30501 p3 (TGT)5 15 141208536 141208550 GCTGCTGGTAAGTTTTGTGG CCCAAATCAAAACAAATGGG 244

Ai05B30505 Araip.B05 30505 p3 (GAA)6 18 141222004 141222021 TGGAAACGAACTTGTTGCAG TTCACTACTTCGCATGCACC 103

Ai05B30508 Araip.B05 30508 p4 (ATCT)6 24 141253193 141253216 GAAGTCGGTGTTGCAAGTGA TTGCATTTTTCCACTTTGTTTG 175

Ai05B30509 Araip.B05 30509 p2 (CT)7 14 141253612 141253625 GAATCCGATCCTAAGTGGCA TTAGTAGTCGGTTTTGGCGG 153

Ai05B30510 Araip.B05 30510 p3 (AAC)5 15 141254405 141254419 ATCAAAGAACCCACATCCCA TAAACACTCCGCTCCCTCTC 263

Ai05B30511 Araip.B05 30511 p2 (AG)6 12 141254525 141254536 GCAAAAGAAGCATCAGGGAG GATGCCTTTCGTGTGACAAA 276

Ai05B30512 Araip.B05 30512 p4 (AGAA)5 20 141261498 141261517 CATGAAAAGGGACCTGCACT GTGGCCTTCAAGCAGAATGT 168

Ai05B30515 Araip.B05 30515 p3 (AAT)5 15 141266950 141266964 GCAAGCCACAGCAAACATAA ACCCTTGATCCTTCTGCATC 207

Ai05B30516 Araip.B05 30516 p3 (AAT)5 15 141267258 141267272 AAGAATGCCGCACAATTAGC CAGCTCCAACTCGCTCTCTC 261

Ai05B30520 Araip.B05 30520 p3 (ATT)7 21 141282805 141282825 GGTGGGGTATTGAAAGCAAA TGGAAAAAGTGTGATTATGCAA 217

Ai05B30521 Araip.B05 30521 p2 (TA)7 14 141283310 141283323 TTTTGGATATTGAAAAATTTTGGT CATTCACCTCATGCAACTTCA 234

Ai05B30522 Araip.B05 30522 p2 (AT)7 14 141285088 141285101 TATTTTCCACCGAGCCTTTG ACAGCAGTGGCAGGAGATTT 225

Ai05B30527 Araip.B05 30527 p3 (CCA)6 18 141298726 141298743 GAATTGAAACCATCCCAACG GGTGGTGGTGTTTGTGTTTG 192

Ai05B30528 Araip.B05 30528 c (CAC)5aaccagcaccaa(CAC)6caagaacaccaaacatcagcaacaacatcaaaccaaaaagcagaaacaaaaagcaag(ACC)5117 141298888 141299004 CACCAAACAACACCAAACCA TTGCATTGCTTTCTGCTTCT 280

Ai05B30529 Araip.B05 30529 p3 (TAA)5 15 141299959 141299973 AAAACGCAAACTCAAATTGCT TTTCATAACACGTTGTTAAGCCT 228

Ai05B30531 Araip.B05 30531 p3 (TAA)17 51 141303837 141303887 GCGGAGTAGCTGTGTTATGC TCCACATGCTTCGATTTCAA 267

Ai05B30532 Araip.B05 30532 p2 (TA)7 14 141304129 141304142 TTGAAATCGAAGCATGTGGA TTTCTTACATTACTACATTTTGCTGGA 251

Ai05B30535 Araip.B05 30535 p3 (AAT)5 15 141315533 141315547 GATCCTTGTTCCATGCCATT ATTTTGTCGGCAATTTTTCG 104

Ai05B30546 Araip.B05 30546 p3 (ATT)11 33 141340584 141340616 CAAACACACCTGAGGGATGA TTTGGTGGGTAGAGAGGGTG 241

Ai05B30551 Araip.B05 30551 c (TA)6cacattacaacatataatattat(TA)749 141348961 141349009 CATTTGCGATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 195

Ai05B30552 Araip.B05 30552 p2 (TA)6 12 141353134 141353145 TGCGATTCTCTCTCTCTTTATTTTT AAAGTGTTTCATTCCCCTGC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B30557 Araip.B05 30557 p3 (AAG)6 18 141361186 141361203 CCTCCTCATCTTCTGCTGCT CCTTTCTTTCGTTTCTTGCC 265

Ai05B30558 Araip.B05 30558 p3 (AAG)6 18 141361340 141361357 TGCAATAACGGTTGAAGAAGG CGTTTCTTTCGTTTCTTGCC 171

Ai05B30559 Araip.B05 30559 p3 (TAA)5 15 141362119 141362133 CCTTGTTCTAGACATGGTTGACA TTAAGCGGGATAAGTGGTGC 247

Ai05B30560 Araip.B05 30560 c (A)11ggttagcaccacttatcccgcttaacttacagatattggtggatcttgcttaatttttttcgtcaaaatcccaatccaattcttattt(A)11110 141362289 141362398 TGAAAAATGCCAGTTCAACAA ACCACACAATACTGTTTTTCTTTTT 280

Ai05B30561 Araip.B05 30561 p2 (TA)7 14 141363276 141363289 ACATGGCGGATATAAAGGCA TGGCTAATAAAAGGAAAGGCAA 125

Ai05B30563 Araip.B05 30563 c (T)10ggtacaaaagccaattaatcc(A)11tatcaggagccgaattgagta(T)1376 141363531 141363606 AAGAACAACGAGATCCGTGC TGCATTGCAACAACCAGTTT 190

Ai05B30571 Araip.B05 30571 p2 (AT)7 14 141373221 141373234 AGCTGAGAGTAGGGATGGCA TGGTGAGAGGAGAGGGTTTG 268

Ai05B30574 Araip.B05 30574 p3 (AAT)5 15 141376936 141376950 AATTTTTGGACGGTCACTGC AGACCTGTAATGATTTGCGGA 216

Ai05B30578 Araip.B05 30578 p4 (AATT)6 24 141380800 141380823 GTCACGTGCCTGAACACATT CACGCTCTATCTGACTGATTCG 268

Ai05B30579 Araip.B05 30579 p2 (TA)6 12 141381808 141381819 CATTTTAGGCAAAAGGGACTT GTCCCATTCTTCGAAACAGC 199

Ai05B30582 Araip.B05 30582 p3 (AGA)5 15 141387188 141387202 GGGGTAAAAGGGGAGAAAGA GGCACCTGCAAAAACCTTTA 208

Ai05B30583 Araip.B05 30583 p3 (AGG)5 15 141387396 141387410 TAAAGGTTTTTGCAGGTGCC GACAACCCATGGAGCCTTTA 276

Ai05B30584 Araip.B05 30584 p3 (GTC)5 15 141387588 141387602 TAAAGGCTCCATGGGTTGTC TTGGTTTCCGATGATGTTGA 238

Ai05B30585 Araip.B05 30585 p3 (ATT)6 18 141387916 141387933 TCAACATCATCGGAAACCAA ATCCCAAATGACCATGCAAT 257

Ai05B30586 Araip.B05 30586 c (T)15caaattgaatagnnnnnnnnnnnnnnnnnntcacataaacaagtaattaa(T)1580 141388617 141388696 CTTGAGGGACTCTGTGGGAA TTGGGTTGTCTTGTCATGGA 265

Ai05B30591 Araip.B05 30591 p2 (AT)14 28 141405641 141405668 TCTGGAGCCTTGGATGATTT CCTTCAATCTCGGGTTTCAT 237

Ai05B30592 Araip.B05 30592 p5 (AAGAT)5 25 141407664 141407688 CCCAAATAAAGGACCCGAAT CCTGGGTGCTCCAGTGTATT 191

Ai05B30595 Araip.B05 30595 p3 (CTA)5 15 141419924 141419938 CCAGCAATTCGGGTAGAAAA TGGATGGATTCGATGGTTCT 165

Ai05B30596 Araip.B05 30596 p4 (TTAT)5 20 141430261 141430280 TCAATATGAACCACCCGTCA GGCCTATGGAATACATGAGCA 227

Ai05B30598 Araip.B05 30598 p2 (CT)18 36 141437825 141437860 CCCTTCGATAAGCAGCAAAG CAGCATCAACAACAGCATGA 221

Ai05B30599 Araip.B05 30599 p3 (TAC)5 15 141440132 141440146 CCCACACCTTCAGAATGAAAA TGGGATGAAGGATCTTTTGG 182

Ai05B30600 Araip.B05 30600 c (TGG)6ta(GTG)7 41 141444623 141444663 CCATGAAGAGAGGGGCATAA AACCACCATCAACACCAACA 134

Ai05B30605 Araip.B05 30605 p2 (AT)6 12 141474868 141474879 TTTTGGATTTGCATAAATTTTTAAC CTATATATTCTCATCACACAACACACA 173

Ai05B30606 Araip.B05 30606 c (A)10tcaaaataatttggtctaatctaataaaaaagaaaatcacttacagcgagatgggattttaaaatt(A)1187 141478384 141478470 CGATTTAAAAGCTTGTCATGCTAC TGGCAAAAATTAATTCGGTGA 268

Ai05B30607 Araip.B05 30607 p2 (TA)6 12 141481967 141481978 AACCATGAGCTTCAATTTCCA TTGTCAAGAGTCCCAAAGATTG 262

Ai05B30608 Araip.B05 30608 p2 (AT)6 12 141482454 141482465 TGCATAAAGCAAAGTTTCTGG TCATGGGTTAAGCTTCAAAAA 166

Ai05B30609 Araip.B05 30609 p3 (TGA)8 24 141482866 141482889 ATTGCATGGACCAGAGATCC CTCCTCCCACATACCAAGGA 195

Ai05B30610 Araip.B05 30610 p3 (ATG)5 15 141483027 141483041 CCTTGGTATGTGGGAGGAGA CTGGAGGACAAGGATCCAGA 201

Ai05B30613 Araip.B05 30613 p2 (TA)8 16 141485487 141485502 AACCTCTCCATCCACTTGTCA GTTTTGTTTTGTTGGAGCCG 275

Ai05B30614 Araip.B05 30614 p3 (TTA)7 21 141486100 141486120 ACATGTGCTTCCCAAAATCC AAAGTGGGGAAACAGGTGAA 263

Ai05B30616 Araip.B05 30616 c (AG)7aagaaagaaat(AG)943 141486547 141486589 TCTTCCACTGTCCAAGGTCC CCTCCAACACCCCATTAAGA 176

Ai05B30618 Araip.B05 30618 p3 (GAG)7 21 141489206 141489226 GGAGGAAGAGGTGGTGTTGA TCTCCTTCTTTTTCTTTCTCCG 135

Ai05B30620 Araip.B05 30620 p3 (TGT)5 15 141492708 141492722 TCTCCAGATACAAGGCGACC GTCGGTAATTCGAATCCCAT 236

Ai05B30631 Araip.B05 30631 p3 (TCA)5 15 141509675 141509689 GTGTTCGCATGCAGTTGTCT AACCAATATCCTTTGCAGGC 250
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Ai05B30634 Araip.B05 30634 p2 (TG)6 12 141512086 141512097 AGTTGAATTGGTTCACAACCG CATGCATGCAATCAAGTTCC 164

Ai05B30635 Araip.B05 30635 p2 (TA)6 12 141512268 141512279 GGGATGTCCAATTATTGATGC TCGAACTACCTTCGATTTGC 185

Ai05B30641 Araip.B05 30641 p3 (TTA)5 15 141517993 141518007 CTTTCTCTCCCTCTCTGCCA CCTTTTCTTTGGGTGCAAAA 172

Ai05B30642 Araip.B05 30642 c (A)12gaaagtgacaaatagaaagacaaattagcttttattattttttgaaattttctacaatttagtttgttcttccttttcaaaaagac(A)10108 141519254 141519361 AAATAAACCGCCGCAAATTA CTCCCTAGCGAGATCCTTCC 276

Ai05B30644 Araip.B05 30644 p2 (TA)10 20 141521012 141521031 TTCATTAAGTGTGCGGATGG ATACCAATTCCCCCTCCTTG 209

Ai05B30650 Araip.B05 30650 p3 (TAA)12 36 141533403 141533438 TGGGTGGTTAATTTGGTAGTTAAT CCCCCTCTTCTTCCAATGAT 178

Ai05B30653 Araip.B05 30653 p3 (TTA)22 66 141547061 141547126 TCTCTCTTCTTCTTCCACCCA TTATTCGGTTCGGTCTCTGC 195

Ai05B30654 Araip.B05 30654 p2 (AT)10 20 141555488 141555507 GGAACGTAACTAATTTGTCCTTTTT GGATTTTGTGCTCAAATGGG 270

Ai05B30656 Araip.B05 30656 p3 (ACA)12 36 141572537 141572572 CATTTCAGGGACTAAGTTGAAAAA TCTATATAGCCGCTCCCACC 215

Ai05B30658 Araip.B05 30658 c (AAT)5(GAT)6 33 141577937 141577969 TGGGAACTCCTTTGCTCTGT AGAATGCAAAAGCACCAACC 190

Ai05B30660 Araip.B05 30660 c (C)17tctgttttc(T)1137 141580706 141580742 TGGAAGAATGCCTTCACAAA CCAAACTGAAAGGCCAAGAG 249

Ai05B30663 Araip.B05 30663 c (T)11aaataataaaacgcagcttgcgttttttttagtttggtagtc(T)1063 141586521 141586583 TGCAGGTTGCGTTTTATTGT TTTATAGGCTGGGTTCCTGC 274

Ai05B30664 Araip.B05 30664 p3 (CAA)14 42 141591246 141591287 CTCCCATGTCATCGAGTCCT CGATGTTGGTGTTCCACTTG 199

Ai05B30665 Araip.B05 30665 c (TTA)5ctactactaatataaataataatagtaataac(AAT)562 141592705 141592766 CGGAACTACTCATACCCGGA TTGAACATTTGGATCATCCTC 260

Ai05B30674 Araip.B05 30674 c (T)10accaaga(AC)629 141624903 141624931 TTTCATGCTTGTTTAGGTGTGAA TCGTCAACGGGATTTATTGG 280

Ai05B30677 Araip.B05 30677 p3 (TCC)5 15 141636024 141636038 TTAGGGAGCCCACAAAATGT CAACCATTATTAGGGTTTGTGC 188

Ai05B30678 Araip.B05 30678 p3 (TAT)5 15 141636461 141636475 TTTGAAATTGAAACCTCCACC GCGCTGTTGACATCCCTAGT 208

Ai05B30679 Araip.B05 30679 p2 (TA)8 16 141638818 141638833 CCAAAATGAGAAAGTTGGCA TCATTTTCATCATCCCACCA 269

Ai05B30680 Araip.B05 30680 p2 (TA)6 12 141639178 141639189 TTCAAGAGAAACATAACGCCAA CCGTACATTGACATCCACTCA 277

Ai05B30681 Araip.B05 30681 p2 (AC)9 18 141643464 141643481 TAGAGTGGCTTCTGCGCTTT GGTGATGAGATGACGAGGGT 280

Ai05B30682 Araip.B05 30682 p3 (TGG)5 15 141643996 141644010 GGAAGGAAGAGGGACGTAGG GATGTTCAGAGCAGCCCTTC 129

Ai05B30686 Araip.B05 30686 p3 (TTA)8 24 141648096 141648119 GCTGGGATAAGATTGGCTCA GCAAGCCTGATCTGAGGTTC 162

Ai05B30688 Araip.B05 30688 p3 (AAG)5 15 141657962 141657976 GGAATGGAGGAAGAAGGAGG AACGCAATTGTGGTTCGTTA 239

Ai05B30697 Araip.B05 30697 c (TG)11(T)17gtttag(A)10gagc(A)1877 141685940 141686016 CACGCATCATAAAGGATGTCA GGCGAGAATTGCACGAGTAT 248

Ai05B30698 Araip.B05 30698 p2 (TA)6 12 141687886 141687897 CTCTTTGGTCCATGGGTACG CGACATAACCCGGAACACTT 251

Ai05B30701 Araip.B05 30701 c (T)12atattatttggatgaagagaaaatttat(A)1151 141702086 141702136 TGTTTGGACAGAAGATGGAAAA CAAAAATGTCCGCAGAACAA 243

Ai05B30702 Araip.B05 30702 c (CTT)12cccgccgacaccaccgccgagccattgtccgccgcccgccg(CTT)8gctgattctgggttct(TGA)5132 141704440 141704571 CTATAATCATTGCCGACCCC CGTCATCCTCATCAAAACCC 230

Ai05B30703 Araip.B05 30703 p3 (TGG)5 15 141704785 141704799 GGGTTTTGATGAGGATGACG CTTCGGACCAAAATACCCCT 244

Ai05B30704 Araip.B05 30704 p3 (TTG)5 15 141708728 141708742 GTTTCGGGAAGAGGGAGAAG ACAGGCGGAAATAGAAGCAA 270

Ai05B30711 Araip.B05 30711 p5 (TTGAA)5 25 141722775 141722799 GATCCTATCAAGCGGACGAG AGAACACCTGCCTGCAGAAT 222

Ai05B30714 Araip.B05 30714 c (TC)8tt(TC)8 34 141734287 141734320 TGGCTCCTTCGTTCAACTCT GATTGGGGGAGAGTGTGGTA 110

Ai05B30715 Araip.B05 30715 p2 (TC)18 36 141734448 141734483 TATAGAATAGCGCGCCTTGG AAAATTTTTGCTAAAGGGTATTTTT 272

Ai05B30718 Araip.B05 30718 c (T)10c(T)11 22 141740289 141740310 ATGTTAGAAGCCACCGAACG CGCAAAGAATCAAACGATGA 279

Ai05B30722 Araip.B05 30722 c (TG)10(AG)8 36 141752309 141752344 GATGGCAGCATTTCCAAGAT TCACTGGCACTTATTGCTCG 158
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Ai05B30725 Araip.B05 30725 c (AAG)6aggaagatgaggaaaaacgtgcagc(AAG)558 141758482 141758539 GAATTTTTGGTGGATTTGTACTGA TCCTTTTCGAAGTAATTTTGCAG 256

Ai05B30729 Araip.B05 30729 p3 (GTG)6 18 141764088 141764105 GCAGGAACAGAAACAAAGGC TTTTCCTTCCCCATTAACCA 193

Ai05B30753 Araip.B05 30753 p2 (TA)6 12 141807571 141807582 TTGAGACGGCACATTTAGGTT TCAAAATGGGTAAACATGCAC 178

Ai05B30756 Araip.B05 30756 p2 (TA)10 20 141810641 141810660 TTTGTTTGTGTGGAGGGTTG CACCTCATTGCTTGTTGGCT 254

Ai05B30757 Araip.B05 30757 p3 (AGA)5 15 141812246 141812260 ACCACGAACGTCACTTTTCA CTCGTACGTGATGGTGTTGC 279

Ai05B30759 Araip.B05 30759 p3 (AAC)5 15 141814245 141814259 CACATTGAAACCCCTTCACC AAAGACAACTGTACGTGAATTTTGA 119

Ai05B30760 Araip.B05 30760 c (GAA)5gggtaataaaaagaaccaccacctccttcacccaaattattattattgttg(TTA)581 141814547 141814627 TCCCCACCACCACAAGTATC TGATGCCACAAATGCTGATT 186

Ai05B30762 Araip.B05 30762 p3 (ATA)7 21 141816399 141816419 TTCAATTGGACGTGTGTTGG TTTCTGGGGGTGAATAGTTGA 121

Ai05B30763 Araip.B05 30763 p2 (AG)8 16 141816789 141816804 TGAGAGTTCATGGGGGAAAC CACCAACATTATAGCACCCG 164

Ai05B30767 Araip.B05 30767 c (T)10atattctctagctatgaaaagattgacatcaataatatcacttgttttaaaag(T)1073 141830567 141830639 CAAACAACATTCCGTCACCTT TGGATTTGGGCCAACTTAAT 193

Ai05B30770 Araip.B05 30770 p2 (TA)6 12 141836749 141836760 TTCTCTCCTATGGTTTTTACTCACAA AATTTCAAAATTTCGGTCCC 141

Ai05B30777 Araip.B05 30777 c (AAT)5gataatgatt(ATA)540 141850698 141850737 CATGCAGGATGCTGAAAGAA TCACCCGAGTTTCCACCTAA 187

Ai05B30786 Araip.B05 30786 p2 (TA)6 12 141865418 141865429 GCATGCCTCAAACGGATTAT TTTGTGCTGTGGAAAAGGATT 159

Ai05B30787 Araip.B05 30787 c (A)13gacttctctcataataa(T)1040 141866272 141866311 TTTTTGAGCTTCTAACTTATGAAAAA GCTGATTTTGAAAAGATAGCTTAAA 263

Ai05B30791 Araip.B05 30791 p2 (TC)6 12 141869275 141869286 TCTGATTTTCGTTTTCCCCA AAGAGAGGGATGCAAAGGGT 232

Ai05B30795 Araip.B05 30795 c (T)11ggttagtaataaaactattgtcatcatttgaatacat(AC)660 141875328 141875387 ATCTGCAACGTCTACCCACC TTCACCAAAATCTGTAACCTTTAGC 250

Ai05B30796 Araip.B05 30796 c (A)10ccttaaaagatagcaa(T)1137 141875758 141875794 GAAGGGGTTTGCTCCTTTTT GTTGCGGATTCGAGTCTCAT 140

Ai05B30797 Araip.B05 30797 c (A)14gtgtagggactcaattg(A)10ttggtacaaaaatccaatt(A)1070 141877764 141877833 TCCTTTTAATTGGGTCCTTGC TGTTGGTCCTATAGTTTCGCA 227

Ai05B30800 Araip.B05 30800 p4 (TAAT)5 20 141880590 141880609 CAACTAACACATTTTCTTTTTGTTTAG TTGCAAAGGCAAGGAATTTT 147

Ai05B30804 Araip.B05 30804 p3 (ATT)14 42 141885170 141885211 GCAGAGTGGCACAAGAATCA GGACATGCATGCCACATAAC 230

Ai05B30810 Araip.B05 30810 p3 (CTT)5 15 141908327 141908341 CAATGGACCAAAATCCCAAC TTGGTGATAAACCGCGTACA 168

Ai05B30814 Araip.B05 30814 p2 (CT)9 18 141911947 141911964 GACGAAGAACACGAGCATCA CGAGGGAAAAGGTGAACTGA 182

Ai05B30816 Araip.B05 30816 p3 (ATT)9 27 141915938 141915964 CGAAAGCAAATTAAAAAGCTCC TGCAAATAAGGTTGCTCTCTCA 232

Ai05B30825 Araip.B05 30825 c (A)14tagaagaggttaaggaccggcaagactcttgttatataaacaccatgctccattatggttatacgtaagagcatacgtc(AT)6105 141932695 141932799 GATCCATTCATTGATGGTCCT TGGCATGCGTATATAAATCAACA 266

Ai05B30828 Araip.B05 30828 c (TA)8tgaatgaatgtt(A)1038 141935006 141935043 CTTGCAAGCAAATTCACACC TCCCCCTGATTCTGTCAAAG 268

Ai05B30834 Araip.B05 30834 p2 (TA)6 12 141942319 141942330 CGTATTCTCTGGCCAGCTTT CCCATCCACGTCAAAAGAAT 261

Ai05B30835 Araip.B05 30835 p3 (TTA)5 15 141942460 141942474 CGTATTCTCTGGCCAGCTTT ACCCATCCACGTCAAAAGAA 262

Ai05B30839 Araip.B05 30839 c (CAC)6(CTC)8 42 141945978 141946019 TTTTCTTCGTGCCGTTACTG TCGAATCACATCTCAGCCAC 275

Ai05B30840 Araip.B05 30840 c (TCC)5tcatcttctg(CTT)540 141946439 141946478 TTTTGGTGTATGTGTGCTGAGA TCATCATCTTCCAAGTAATTTTGC 264

Ai05B30843 Araip.B05 30843 p2 (TA)9 18 141951208 141951225 TGCGCTTCTAATGAAGAATGG GGTGGAATGATGAAAATGACA 280

Ai05B30845 Araip.B05 30845 p2 (GA)7 14 141952407 141952420 TTGAAGTCAATTAGGCATGAAA TCTCACTTTTGGCTTCCCAT 208

Ai05B30846 Araip.B05 30846 p2 (CA)6 12 141955071 141955082 ATTGCTGCGCAAGAAAAAGT AGTAAAACCCCACCCTCACC 236

Ai05B30847 Araip.B05 30847 p2 (TA)23 46 141959555 141959600 CGAGCCGTGGCTAGATTATT CTAAGCCTTATTTCGCGTCG 272

Ai05B30849 Araip.B05 30849 p2 (CA)8 16 141964697 141964712 GAAGCACCGGAGCATACATT GTTGAGCAGTGAGGAGGAGG 263
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Ai05B30853 Araip.B05 30853 p3 (GAA)5 15 141972533 141972547 GCAAAATGTTGGTGTTGTTAGTG ACGCTCTCAAAATCTCCCAA 160

Ai05B30856 Araip.B05 30856 c (T)11cc(T)10 23 141984678 141984700 TCTGCACTCATTTCAGAATTTCA TGTTCACTGTGATGGAATTGG 218

Ai05B30857 Araip.B05 30857 c (T)10c(T)11 22 141991649 141991670 GCATTAATTTCAACCCCCAA CACTGTGATGGAATTGGAGTG 221

Ai05B30859 Araip.B05 30859 p3 (CTT)5 15 142000902 142000916 ACACCCAAAATTCGTTGAAG GCTGCACGTTCTTCTTCCTC 256

Ai05B30860 Araip.B05 30860 p3 (AAG)7 21 142001037 142001057 ACACCCAAAATTCGTTGAAG GCTGCACGTTCTTCTTCCTC 256

Ai05B30861 Araip.B05 30861 p3 (AAG)8 24 142001160 142001183 CGTGCAGTAACGGTTGAAGA GCACGTTTTCACTGCACATT 131

Ai05B30862 Araip.B05 30862 p3 (AAG)5 15 142001292 142001306 AATGTGCAGTGAAAACGTGC CGACCTTGTTCTTGTATTGCTG 224

Ai05B30866 Araip.B05 30866 p2 (AT)9 18 142030297 142030314 TCCACCAACTCTGCACTTTCT TTTGCCTTCTGTAATTCGCC 277

Ai05B30867 Araip.B05 30867 p2 (AT)7 14 142033413 142033426 ACACATGCATTTTCCGCATA GGGTTGGATAACATTCACCTG 272

Ai05B30868 Araip.B05 30868 p2 (AT)11 22 142034292 142034313 TTAGAGGGGGTTGGATAGCA CTGCCAGCTAATCTTCGTCC 199

Ai05B30870 Araip.B05 30870 c (T)10aaaagattatttacataaaaaaatatatcacattcatcaaa(AT)1071 142042972 142043042 ATTCGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 208

Ai05B30871 Araip.B05 30871 p3 (CTT)9 27 142061388 142061414 TATACGCGCCTCTTCCAATC CAAGAAAGAAAACGCAAGCA 198

Ai05B30872 Araip.B05 30872 p3 (AGA)20 60 142062393 142062452 GAAGAAAAAGACGCTCCGTG TAGACAACCCTACCCGAACG 231

Ai05B30876 Araip.B05 30876 p2 (TA)6 12 142082030 142082041 TTTTCAGCCCATGTAAACCC TTTTGCTAATTTTCTTTGGTTACCTT 261

Ai05B30878 Araip.B05 30878 p2 (AT)7 14 142087706 142087719 TCTCTGCTCTGCAACAGTGG CGTTAGGGGTCAGAATCGAA 273

Ai05B30879 Araip.B05 30879 c (AT)8accatgaattcactcttcactctttcatcgtcacctgaatttcgattcttgataaattaaaaaaaaatagtataagacaaat(A)10108 142090405 142090512 TGGGGTGTGTAGGGATAAGG GCAAGAATTTCTATTTTAGAGTTTGC 276

Ai05B30882 Araip.B05 30882 c (TA)8ttctcgcatgtc(AT)742 142100479 142100520 GCAAAAGATTGCGGTTATCA GTGGACTCGATGAATTGCCT 218

Ai05B30884 Araip.B05 30884 p2 (TA)6 12 142108170 142108181 TTGCCCAAACACGTGAAATA TGCACCATCAAGACACATCA 217

Ai05B30888 Araip.B05 30888 p3 (AAG)5 15 142113203 142113217 CGAACGAGCCAAAAAGAAAC ATTACATCTGCCACCGAGGA 270

Ai05B30891 Araip.B05 30891 p3 (TCT)5 15 142123601 142123615 TGGTATCTCTTCCAGCCACA TGAAGCTTGCAAGGTGTTTG 254

Ai05B30892 Araip.B05 30892 p2 (TA)8 16 142125282 142125297 TTGCCCAAACACGTGAAATA AAATCATCGAAACAAAAACACAAA 277

Ai05B30894 Araip.B05 30894 c (CT)8ccacggtccgacaacgacgcgatggcggcggtgaggcacagcatgccggcgcgatcttcttctctgctctcctctgctttccccaga(TC)6115 142131376 142131490 GTCACTCTCTCCCATGGCTC GAAAGAAGAAAAGGGGGAGG 246

Ai05B30895 Araip.B05 30895 c (T)10atttttattgaaatttttttcaaaatttaaaaaggtgttcaagttggctgaacatgtaattaactttctagactttctc(T)11100 142136038 142136137 CAAGGGTTTGTGTGGTTCTTT TCATCCATTCCCAAAATGTG 280

Ai05B30896 Araip.B05 30896 c (T)10atttatacttataaaacatcacattaaaatctggtttctaaaatcattgtgaaaatatatatttaatagtttgatattgtagtcacg(T)13110 142136457 142136566 TCAAAATTTAAAAAGTTGCTCAAGG GCTTGCTAACATTTGCCGA 263

Ai05B30900 Araip.B05 30900 p3 (TTA)10 30 142144462 142144491 AGGGTTGTCATCAAGTCCCA GGATGTGTAGCTAATCCATTTCC 237

Ai05B30901 Araip.B05 30901 p3 (TTC)7 21 142144793 142144813 TCCCCAACGTTACTCTTTGC AAGAAGAAGACGAGGAGGAGG 102

Ai05B30902 Araip.B05 30902 p3 (CAA)6 18 142152773 142152790 CCACCACCATCTCATCTCCT GTCGCTGGTCTGGAAAGAAG 250

Ai05B30903 Araip.B05 30903 p2 (TA)6 12 142154236 142154247 CCGCACTCATTCCTTGAAAA CCATGTCACTTTACATGCAACTC 280

Ai05B30906 Araip.B05 30906 p4 (AAAT)6 24 142156081 142156104 CGGAGGACAAGTTGTTTCTTG GCATTGGATTTCAAAAGTGGA 177

Ai05B30908 Araip.B05 30908 p3 (CAT)8 24 142159294 142159317 AACACCAGCAAGAAACAGGG GCTAGATTGCTCGAGTTGGG 266

Ai05B30909 Araip.B05 30909 p4 (AATA)5 20 142161968 142161987 ACTTGATTTGGTCTCGGAGG TGAAGGACAATCTCCCTTGC 253

Ai05B30910 Araip.B05 30910 p3 (AAT)12 36 142162949 142162984 GCACTTTTCAACACTTGGCA TGCAGAGAGCTTACCTGTTTTG 222

Ai05B30916 Araip.B05 30916 p2 (TA)6 12 142179778 142179789 AAGTTTGAATGAGATCCTAACTGAAT TGCAACTCTTTGCACACCAT 280

Ai05B30918 Araip.B05 30918 c (A)15ttgaaaaacctaattgtaaatcttaatgacattaaatacatgatcatcttaacatgaccttgtcattagagtgtatcatacacaatgttattctattt(A)11124 142188102 142188225 TGATACGATAAGATTCGATGTCTG TGCATCAAAATTAAATTCTTTACAA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B30919 Araip.B05 30919 p2 (AT)6 12 142188585 142188596 AAAGTGCGTTGAGCATAAAAA CGGATGGGTACCAAAAAGAA 205

Ai05B30920 Araip.B05 30920 p3 (AAT)12 36 142189794 142189829 TGATATGGTTTGGTTTTAAATGCT TGGTAAAGCGCATTTGTTGA 263

Ai05B30922 Araip.B05 30922 p2 (TA)8 16 142191759 142191774 AGTTATGGAAATGAACGCCG CCCGAAACCCAAAACATACA 213

Ai05B30929 Araip.B05 30929 p2 (AG)7 14 142216577 142216590 GCCCAAGATGGAACAAAGAA TCTGGTGAATGAATGGAGAAGA 218

Ai05B30930 Araip.B05 30930 c (T)12cttcttatatccctgcagg(TTC)546 142219981 142220026 TTTTAAATTATTCTCCACATACAAACA TGTTGATGACGACGATAACGA 155

Ai05B30941 Araip.B05 30941 c (CAT)15(CTT)10 75 142241852 142241926 CTTCACGGCTTCACTTGTCA GAGAGAAGGGGTGATGGTGA 272

Ai05B30944 Araip.B05 30944 c (A)12cgaaaacaatctcttactactctaatttttttaatttcaaaattagaaataaaaaagaattgattgagttagcttatattatagttggtccttaga(T)10118 142250026 142250143 CCGAGTTCCCGTAGATAATCA CATACCGCATAGCCGATCTT 219

Ai05B30946 Araip.B05 30946 p2 (TA)8 16 142262293 142262308 TAACAAATTTTCCCCGCTTG GCAAATTGCAAAGTGCAGTC 278

Ai05B30947 Araip.B05 30947 c (T)14aattttatcctatatatgttaaaattctttgttttggataataatatataactggatttttaaaac(T)1090 142263074 142263163 TCAATCTTCGTGCAAGAGTTTTT AGGTTCCTTCTCCAATCCGT 207

Ai05B30950 Araip.B05 30950 c (T)10ctaaatttcggatgattctttttattaattttgaatgattctttttctatattttgtatg(T)1181 142271307 142271387 GCTCTTCTTCCCCTCCTTCT CATAGAGAAAAGAATCGTCCAAAA 193

Ai05B30951 Araip.B05 30951 c (TTA)7tagatc(TTA)1263 142274091 142274153 TCCATTCATCTCAATGGCTG TCTTAATGCAAACCAACCTGAA 271

Ai05B30952 Araip.B05 30952 p3 (TAT)10 30 142274314 142274343 TTCAGGTTGGTTTGCATTAAGA TGGTGTCTTCTCCGACAGAAC 245

Ai05B30954 Araip.B05 30954 p2 (GA)6 12 142277647 142277658 CACGTGCTGTTATTGTTGCC GAACAGTAACCCCTCCGTCA 102

Ai05B30959 Araip.B05 30959 c (TCC)8tcttc(CTT)853 142292130 142292182 TTCACTTACATGACGCACGC TGATGAAGATGAAACACGCA 148

Ai05B30967 Araip.B05 30967 p3 (GAT)5 15 142308064 142308078 TGATGCAAGAACTCAATTAAAAGG GAGTGTGACTGCGAGGTTCA 210

Ai05B30971 Araip.B05 30971 c (CTT)7tttcatcatcatcaccatcttcttc(T)1056 142318914 142318969 AACTCTTCTTCTCCCTCCGC GGGTTTAGGGTTTCCCTTTTT 266

Ai05B30972 Araip.B05 30972 c (T)11gtctcttctattgatcctacaatatcacaatcattcaacttaatgtggttcttaagatttttttttc(T)1189 142319185 142319273 AAAAAGGGAAACCCTAAACCC AATTTGAATGAGTGTGAAATTGTAGA 252

Ai05B30973 Araip.B05 30973 c (CTT)5tttcatcatcatcaccatcttcttc(T)1050 142326230 142326279 CTCTTCTTCTCCCTTCTCCTCA GGGTTTAGGATTTAGGGTTTCTTT 266

Ai05B30975 Araip.B05 30975 p3 (CTC)6 18 142333158 142333175 CAAAACAAATGCCCAGGAGT ACCAGAAGCGCCAGACTCTA 244

Ai05B30978 Araip.B05 30978 p2 (TA)6 12 142348138 142348149 AATTTCACGCTCATTTAATTCG AGGAAAACGTGCCTAAACCT 232

Ai05B30984 Araip.B05 30984 p4 (ATTT)5 20 142364149 142364168 TCTCTCTCACTCCCGTTGCT GTCATTGTTGATGGGTCCCT 107

Ai05B30986 Araip.B05 30986 p2 (TG)7 14 142367675 142367688 TGTGGCTCGATGAGAGTGAC CATTTCCCTTTCCTTCCACA 262

Ai05B30987 Araip.B05 30987 p3 (TGA)5 15 142374245 142374259 CCTCTTTCAAGTAATTTCACAGCA GCAAATTTGGGTGTAATACGAA 280

Ai05B30995 Araip.B05 30995 p2 (TC)7 14 142404316 142404329 GCATGCCTTTCTTTGTTTCG TTTTCTTAACTTCACTTTGCCTGA 199

Ai05B30998 Araip.B05 30998 p2 (AT)6 12 142413082 142413093 TGCGTGAATTTTATGATGTTG TGCTATCCGGTTAGAATGCC 254

Ai05B30999 Araip.B05 30999 p3 (TAA)5 15 142421728 142421742 CCGATTAGTTTGTGCGGAAT CCAAAATCTAGTTGGCAGCA 266

Ai05B31000 Araip.B05 31000 p3 (TAA)6 18 142423303 142423320 GATCGTACCAAAAGTAAGGCG CCCTCGCTTGTTGCTTAAAA 274

Ai05B31001 Araip.B05 31001 p2 (TA)9 18 142430961 142430978 ATTCACCGGTTTGACTTCCA GTTGGCAATAACTTTGCACG 246

Ai05B31008 Araip.B05 31008 p2 (AT)7 14 142442230 142442243 AACCCACGACTAACCACTGC TCCTAAAGCCGTATTCAATGG 261

Ai05B31009 Araip.B05 31009 p3 (TAT)13 39 142443007 142443045 TGACTCCACCTACGCACAAG GCGCGACGGTATTGTACTTT 262

Ai05B31010 Araip.B05 31010 c (ATT)19(AGT)9 84 142446072 142446155 TGCATTACTAGATTCCGGGG CCCAAGTAGCTCATTCCGAC 154

Ai05B31013 Araip.B05 31013 c (T)10ggttttgattcaaatctctatggaaatatg(T)1151 142447595 142447645 GGAATCGGAGACCCTTCTTC TGGGCCTTTAAATCCACTTG 253

Ai05B31015 Araip.B05 31015 c (CCA)6acaccaacaccaacaccaacgccacaaccagcaacaccatcaccaccaacaccaacaccaa(CAC)8103 142449918 142450020 AAAAGTTTTGCGCCAGAATC TTGGTGGTGGTGTTTGTGTT 271

Ai05B31016 Araip.B05 31016 p2 (TC)9 18 142452685 142452702 CCTTTCTCTCCTCTGCTCCC ATTCCGGGAACCTTTATCGT 144



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B31022 Araip.B05 31022 p2 (AT)6 12 142461162 142461173 AGAATTGGTGGAAATGGTGG GATTGCAAGTCTACCCCTCG 245

Ai05B31024 Araip.B05 31024 c (A)11gatgacgatgatgatgaaa(AAG)545 142465196 142465240 GAGGAAAACAAGAAGAAACTTGAGA ACTTCTTCTCCCTCCTTCGC 131

Ai05B31025 Araip.B05 31025 p3 (ATA)13 39 142466612 142466650 AACTTAGCAAGCTCGTTGCAT TCCATGCATTATTATCGGCA 153

Ai05B31029 Araip.B05 31029 p3 (TCT)6 18 142476065 142476082 AGAGGGATCGGCGAAGTATT ACTCTGGGAAGCAACCATTG 269

Ai05B31031 Araip.B05 31031 p2 (TA)6 12 142483980 142483991 GCGGACACCTCTAGAATCTTTT GAGGGGAGAGAAAAGTGAGGA 264

Ai05B31035 Araip.B05 31035 p4 (AAAT)5 20 142498707 142498726 AAAAAGCCAACGATAACATAACAA AACCGATCCAATCCAATTCA 226

Ai05B31036 Araip.B05 31036 p3 (TCA)5 15 142499109 142499123 GATCGGATTGGATGAGCAGT TGAGTGTCCTGAGGAAGAGGA 194

Ai05B31037 Araip.B05 31037 c (T)10cttcccgt(TA)630 142501392 142501421 CTGGCTGATTTTGGCTGATT ATCGGACGGCAGATATGAAC 250

Ai05B31038 Araip.B05 31038 p3 (ATC)5 15 142501636 142501650 GCCATCACAGATGATGTTGC CATTCCAAATTAAAGGGGCA 198

Ai05B31040 Araip.B05 31040 p2 (TA)6 12 142503331 142503342 AAATGATACAATCGTGTCCCAA AAATCTCAATCTCTCAATCTCTTTCTT 264

Ai05B31041 Araip.B05 31041 c (T)11ggtgactaggattaattttaatattttaaatactaaaattgcccggacattttg(T)1176 142504258 142504333 AACCCATGCATTAGCAGGAT TCATTGGAGTTGATGTCTGAATG 197

Ai05B31046 Araip.B05 31046 p2 (TC)7 14 142508452 142508465 GAGGCTTTTGCCTCTGAGAA TAGAGGGGATGGAAATGTCA 193

Ai05B31047 Araip.B05 31047 p3 (TTG)5 15 142511591 142511605 TTTCGCTCACTGTCGTTGAC CCATGAATCTCACCCCAATC 231

Ai05B31048 Araip.B05 31048 p2 (AG)9 18 142511860 142511877 TCAAGTGGTGGTAGTGGCAG TTAACCACCAAAAACGCCTC 211

Ai05B31049 Araip.B05 31049 p2 (CT)7 14 142515977 142515990 TCTCTGAGAAAAATACAACAAGCAA TTTCACCACACACAATTCCC 266

Ai05B31054 Araip.B05 31054 p2 (AT)6 12 142521182 142521193 TCATGGCTGGAATTTGATGA AAAATGCACAAAGCATTCCA 235

Ai05B31055 Araip.B05 31055 c (A)11gataattcaaattttgaattggtatggctataaagaaaaataatcttaatagttaattagt(A)1082 142522119 142522200 TGGTAAATATTATGTTGGCATGA TTTCAATTGACAACTTTTAAGGCA 204

Ai05B31056 Araip.B05 31056 p3 (TCT)6 18 142525326 142525343 AGGAACGATCCTTGGTTGTG TACCGAATCAGCGTAGACCC 264

Ai05B31064 Araip.B05 31064 c (T)16ataaaaaaaataaaaacaagaggtgaaaataaaaaataaaa(T)13acttttttga(T)1595 142543766 142543860 TCTTAGGGTACAGTGCATTTGA AGTGGAAAAGCATGCAATCA 269

Ai05B31071 Araip.B05 31071 p3 (CAC)7 21 142555114 142555134 CCACAACATGCATTACCACC GGAACTAGAGTTGGGGGAGG 207

Ai05B31072 Araip.B05 31072 p2 (CT)6 12 142561904 142561915 TCGGCGATACTCTTCTCGAT GGAGGTTTGGAGTGCACAA 218

Ai05B31079 Araip.B05 31079 p2 (TA)7 14 142585217 142585230 AGGCGAGGGAGAAATTGAGT GGGCTGTTGGGGAGTAAGTA 273

Ai05B31084 Araip.B05 31084 p2 (AT)9 18 142603577 142603594 GGTGGCTTCAATTTTGCATT TTTTTCCTCTCGCATACGCT 148

Ai05B31087 Araip.B05 31087 p3 (ATA)19 57 142618163 142618219 GTAATATGTGGCCAAACGGG CGTAAGGGACGATTTTGATTTT 221

Ai05B31088 Araip.B05 31088 p3 (TTC)5 15 142618394 142618408 GACAAAAATACCCTTTTTCCCA TTTCTGGATTTCTGGATTGCT 269

Ai05B31090 Araip.B05 31090 p3 (AAT)7 21 142622694 142622714 GGAAGAACCAAGCTGGATGA TGGTTTTGACGCCATCAGTA 254

Ai05B31092 Araip.B05 31092 p2 (AC)7 14 142624980 142624993 CGGATTAGGCAAGAGTCCAG TTGTTTTGCATCCCATGTGT 166

Ai05B31096 Araip.B05 31096 p3 (ATA)11 33 142630451 142630483 GCGCATAACTGAATATGGCA GAGGGCCTCACATTACTCCTT 267

Ai05B31103 Araip.B05 31103 c (A)10taacaaaagaaataatagc(A)1140 142637095 142637134 AACAAAGCCGTCCAAAAAGA TTTCAAAGCACATCAATTTTGTTTA 263

Ai05B31111 Araip.B05 31111 p3 (ATT)5 15 142647582 142647596 TGTTCAAAAGGGGTTTTGTATG TTTGATTCTTTGATTAGTTCGAGTT 280

Ai05B31117 Araip.B05 31117 p2 (TC)7 14 142671042 142671055 ACTGTTCTTTGTGGGGCATC GGAACTGCAAGTGACAGCAA 256

Ai05B31118 Araip.B05 31118 p3 (CCT)6 18 142675649 142675666 AGTTGGTGTTTGTAGCGAGC CGGGTATCCTCACCTCTGAA 132

Ai05B31123 Araip.B05 31123 c (T)16c(T)13catttgattttttg(T)11aattttaattcttcaaatacga(T)1087 142688102 142688188 GCAACTCATCAGCTTCACGA AGTTAGAGGGAGTTCGCCGT 231

Ai05B31130 Araip.B05 31130 c (ATT)7a(TAT)16 70 142700746 142700815 AAAGTTGACGTGACATGCTTCT TTATATAAGCAATAGGGAAGGGAA 278
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Ai05B31133 Araip.B05 31133 p2 (AT)9 18 142706205 142706222 CAAGCCCTGACACCAATTTC CAAGGTGCAAGGTTGTCAAA 227

Ai05B31134 Araip.B05 31134 p3 (CAT)17 51 142706852 142706902 CTTCTCCTCGCTATCATCCG CCAGTTCTCCTCCGTGTGTT 152

Ai05B31136 Araip.B05 31136 c (GTT)14(GAT)16g(TA)11113 142714279 142714391 TTCTTTGGGAATCAGTCCTTTT GGAGCTTCATAAAAACCAATCAA 280

Ai05B31140 Araip.B05 31140 p2 (TC)9 18 142724489 142724506 TTATTGATTTGAGGGGCAGC ACGAAGAAAAACAGCGATGG 156

Ai05B31142 Araip.B05 31142 c (A)11tattagccaaaaacagttataactgtccttatttagctttcattaattgtcacgataattaatgaatgctaaataaagaaagttctgcttg(T)10112 142728810 142728921 AAATGCTCATTGAATATATGCTCC TCACAAAAGTTACTGGCCCC 250

Ai05B31150 Araip.B05 31150 p3 (GCA)6 18 142742882 142742899 ATGAAAGGGGGAAACAAAGG CCTTTCATGCAGGGAAGAAC 164

Ai05B31156 Araip.B05 31156 p3 (AAG)5 15 142751248 142751262 CCAAGACAAGAATCGGAAACA CCGGCGTTTCTAGGTACTCTC 220

Ai05B31160 Araip.B05 31160 p2 (CA)8 16 142754446 142754461 TCCCTTCCTAATTCCTCCAA GTGTGGCAACTGCTTCAAGA 227

Ai05B31162 Araip.B05 31162 p3 (TCT)5 15 142758096 142758110 AGACGCCCTCTTCTCCTTTC CGATGCTGTCTCCAAGAACA 232

Ai05B31168 Araip.B05 31168 c (A)10ttatatacatgagaatggtaaagtcagacttttaaaattaagatacaacttaaaag(T)1076 142782853 142782928 AAAATTTGGTCATAGCAAAACTGA CACCTGAATGTACACCATCTCAT 280

Ai05B31171 Araip.B05 31171 p2 (AT)16 32 142784665 142784696 TTGGATAGTCCTTCTGTGCG TCGCAAGATGTGATCGGATA 180

Ai05B31172 Araip.B05 31172 c* (T)10(TA)7* 23 142792368 142792390 GAAGAATGTTTCTGCAGGGG GCTCATGCGTTGATTGAAAA 110

Ai05B31176 Araip.B05 31176 p2 (GA)7 14 142799279 142799292 GTTGTCGCTGAGGAAGGAAG ACAGTAACGGCAACTCCCAC 272

Ai05B31179 Araip.B05 31179 p4 (GATA)5 20 142804228 142804247 AGGACACAAGATTTTCCGGT CAGTACGGTCTGGATCGGTT 149

Ai05B31181 Araip.B05 31181 p3 (TAT)5 15 142807111 142807125 GCACCCACTCTTGACCCTAA GCCAAGTTATGGTGTCTTCTCG 235

Ai05B31184 Araip.B05 31184 c (T)10ccaaaaaatcgcaatatgtattaaaagaaataattaatttgcgttggtattcttttgaaatcaaagaataaattg(T)1297 142813876 142813972 TATGAGCTGGAACAGTGGCA TCAACGAATCAATCTTTCATGG 262

Ai05B31185 Araip.B05 31185 p3 (TGG)5 15 142815512 142815526 ACAAGTCCCCAGTCGTGTTC CCAAAACAAGCTTCCCAGAG 222

Ai05B31187 Araip.B05 31187 p3 (TGA)6 18 142822376 142822393 AATTGAAGGACGTGGCAAAG TTACTGCACAGAAGGAGCCA 268

Ai05B31191 Araip.B05 31191 p2 (AT)9 18 142833468 142833485 AATAAAGGTACGCTTCCGCA TCACACACAACGCAGAACAA 254

Ai05B31195 Araip.B05 31195 p3 (AAG)5 15 142840189 142840203 TGAAACTGTGTGAGAACGGG TCCTCCAGATAGAGCTCCGA 272

Ai05B31196 Araip.B05 31196 p2 (AT)10 20 142840592 142840611 TCACACACAACGCAGAACAA AAATAAAGGTCCGCTTTCGC 258

Ai05B31207 Araip.B05 31207 p3 (ATC)5 15 142865722 142865736 TCCCTCCTCATCTTCTGCTG GAAAAATGTTTCCTCAAATGCTG 213

Ai05B31208 Araip.B05 31208 p3 (TCC)6 18 142868967 142868984 CTGCGTGGTTGCTAAGTTGA GAAAATGGACGGGCAGAGTA 199

Ai05B31210 Araip.B05 31210 p3 (AAT)5 15 142878747 142878761 TGGCCTCTTGACTCTTGAGC CCAGACATCACCATGCTTTG 139

Ai05B31212 Araip.B05 31212 p2 (CT)6 12 142892176 142892187 ACAGCAGCTTTCCGACAAGT AGAAAGGAGAAGATGCAGCG 274

Ai05B31213 Araip.B05 31213 c (T)12attcccagctgctgctgttag(GT)645 142892500 142892544 TCACCTCTGCTCTCACCCTT ACCCTAGCCCCCTTTCTTTT 114

Ai05B31215 Araip.B05 31215 c (AAT)8tattcagaaaacacatctcaagaaaat(A)1061 142894626 142894686 CACCATGCTCAATAACCACG TTGACCTCTTTTGTTGATGTTGTT 213

Ai05B31218 Araip.B05 31218 p4 (AAAT)5 20 142896910 142896929 ACTCTGTCACAGCCCGAAAT TCCATATGTCACAGGCAGGA 204

Ai05B31219 Araip.B05 31219 p2 (CT)6 12 142898565 142898576 CCCTTCCTACGACGTTTTCA TGCACACCAGAGGAAAGAGA 238

Ai05B31220 Araip.B05 31220 p2 (GT)6 12 142898919 142898930 TCACCTCTGCTCTCACCCTT ACCCTAGCCCCCTTTCTTTT 111

Ai05B31221 Araip.B05 31221 p2 (AT)7 14 142901021 142901034 TGGATTGGTGAAAAACCCTT AGCGTGTGAGAAGTGAAGACC 214

Ai05B31228 Araip.B05 31228 p2 (TC)15 30 142916253 142916282 CTGCGTGGTTGCTAAGTTGA GGAGGAGAGGGATTGGAGAG 163

Ai05B31230 Araip.B05 31230 p3 (TTC)6 18 142921375 142921392 CATGCCTCTGCAATCTTCCT GAGGTTGCCAGTGAAACCAT 136

Ai05B31234 Araip.B05 31234 p3 (TTC)5 15 142935117 142935131 GACCAAGCTGCCTGTGATCT TAACCCCTTCTCCCAAAACC 278
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Ai05B31236 Araip.B05 31236 p2 (CT)6 12 142944062 142944073 GAGAGAAAAACCCAACACGC TCCGAGACAGAGAGAAGGGA 252

Ai05B31239 Araip.B05 31239 p2 (TA)7 14 142951119 142951132 AAAGTCATTTCCAGCAAGCC TTGTTAAAATGCTCCATACGTCA 271

Ai05B31240 Araip.B05 31240 p2 (CT)9 18 142952679 142952696 GTCAGAGGTGGACCAAAGGA CCAAGCATAGCTGAAGGAGG 259

Ai05B31241 Araip.B05 31241 p2 (CT)6 12 142960839 142960850 TCAGCAGTGACGGAGACAAG GAGAGAATAGGGGAGACCGC 277

Ai05B31247 Araip.B05 31247 p2 (TA)7 14 142977121 142977134 GAGCCACTCGGATAAAGACG AAGGGTTAAGATTTAGGATTTTCAA 273

Ai05B31249 Araip.B05 31249 p2 (TA)7 14 142978991 142979004 GAAAATGGCTACAATACCCTTATTA CAAAGTTGTAGAAATTGTTTTATTGCT 277

Ai05B31250 Araip.B05 31250 p3 (AAT)5 15 142983424 142983438 CAGAAAAGCACGTATTTAGGCA TCAAGGAAGGGTGTCTCTGC 215

Ai05B31253 Araip.B05 31253 p2 (TA)14 28 142985951 142985978 TGCTCCAAGGTTCTTAGTTCG ATTCGGTGTTCCTCATCACA 273

Ai05B31254 Araip.B05 31254 p3 (TTC)6 18 142986746 142986763 GAGCATTGCATCCATTCTCA GAGGTTGCCAGTGAAACCAT 264

Ai05B31255 Araip.B05 31255 p2 (GA)6 12 142991306 142991317 TGGCTTTCGGTTTTATTTGC ACTTCCATTGCTGAAGCAGG 193

Ai05B31256 Araip.B05 31256 p2 (GT)6 12 142995792 142995803 CACAAACCAACGCATGTTTC TTTGTGGACGTTGCTGTTTC 110

Ai05B31260 Araip.B05 31260 c (T)12aagtggatgattggggacatgaaaagaatcaaatcaaaaac(T)1366 143012417 143012482 TTCACCAAAAGAAGGTAACCAA CATGCTTTTGGCTATCCCAT 256

Ai05B31265 Araip.B05 31265 c (A)10gttcaactaaattttcatatcggaaaagatcttcaattcaactaacagatcat(A)1073 143019528 143019600 TGAAAGAAAAGCCACGTTCA TCTCTGTTTAGGTGTGGCAAAA 149

Ai05B31266 Araip.B05 31266 p3 (TTC)6 18 143028539 143028556 TCAGCATTGCATCCATTCTC GAGGTTGCCAGTGAAACCAT 264

Ai05B31267 Araip.B05 31267 p2 (GA)6 12 143036931 143036942 TCAAATGGAACCAACGATCA CCGAAAGCCAAAATAAACGA 262

Ai05B31268 Araip.B05 31268 p5 (TATAT)9 45 143038127 143038171 TTTTGCACTGAAGAGAGCCC TGGAAAGGCATTCATCTTCTG 263

Ai05B31269 Araip.B05 31269 p5 (TATAT)9 45 143039646 143039690 TTTTGCACTGAAGAGAGCCC TGGAAAGGCATTCATCTTCTG 263

Ai05B31274 Araip.B05 31274 p3 (TTC)5 15 143086508 143086522 TCAGCATTGCATCCATTCTC GAGGTTGCCAGTGAAACCAT 261

Ai05B31276 Araip.B05 31276 p2 (AC)6 12 143090230 143090241 CATTGGTTTGTGGACATTGC TGCTGATATCGAATCCTCCC 100

Ai05B31277 Araip.B05 31277 p3 (TCC)5 15 143092848 143092862 CCTTCTTGCTTCCGTCTCAT TTGCCAGTGAAATCATAGCG 149

Ai05B31283 Araip.B05 31283 p3 (CTT)5 15 143105433 143105447 GGCAGTGTGTGGAATAAAGTCA GGAATTGCGCCTAAAGATGA 269

Ai05B31285 Araip.B05 31285 c (A)14(G)11 25 143108945 143108969 TGAAAATGAACAATCATGAGGC TTGGGCATGATTGCATAAAC 271

Ai05B31288 Araip.B05 31288 c (TTA)8atgtgagttgtttagtattattattactattatgattattgttattattatatattattaatg(TTA)5102 143123147 143123248 TCTGGAAAAGGCTGTGAGGT CACCCACATTGGTTTTCTATTTT 279

Ai05B31289 Araip.B05 31289 c (T)13gaattctcagaatcgcattctgaatttaatggacatt(A)1969 143133679 143133747 AAAATCCGCTTCAGCTTCAA TCCCTCCCTTTTTCCTCTTC 203

Ai05B31291 Araip.B05 31291 p3 (GAT)18 54 143140068 143140121 CCCATTGATCACTTTGGGAT GCAGCCATGTGTATCAGGAA 255

Ai05B31293 Araip.B05 31293 p2 (GA)6 12 143140451 143140462 CTGGACTGCCTGAGAGTGTG CGATTTTGCAAGATGAAGACTG 232

Ai05B31308 Araip.B05 31308 p2 (TA)12 24 143198804 143198827 AGAATTGCTTCTGACTCCGC TTAGGATCATGCTTGTCGGA 262

Ai05B31311 Araip.B05 31311 c (TG)6(TA)6 24 143208435 143208458 TTGATGAAAAATACTCGAGGACC TCTTTTGGCTGAGTGCAGTG 259

Ai05B31312 Araip.B05 31312 p2 (TA)10 20 143215988 143216007 AGCATCTTCTCCGGGGTTTA TTGCGTAATATTGAGAGTGAAACAA 277

Ai05B31314 Araip.B05 31314 c (T)10ata(T)10 23 143221492 143221514 GCTTTCACACCTTCGGCTTA TTGTTACAGCCGTCCAAGGT 278

Ai05B31318 Araip.B05 31318 p4 (CTTT)5 20 143232851 143232870 ACAATGGCAGAGACCAGCTT GGTTGGTGCTGAAATAGGGA 243

Ai05B31320 Araip.B05 31320 p2 (CA)6 12 143243712 143243723 ACACTCACTCCCCTCACACC CGGTCTCCCCTCTTCTCTCT 272

Ai05B31321 Araip.B05 31321 c (A)13tagtcaactttttctataactatagttatacttgcatgtgtgttctctatttatcc(A)1180 143274408 143274487 TATCGGTTGAAAACTGCTGC AAAGATAAAACACCAAAAGAAGAAAAA 265

Ai05B31322 Araip.B05 31322 c (A)10gaaagtagttattataattgatcctagtgtgttaattgccaatactttaaattttagtt(TTA)584 143274648 143274731 TTCTGAAATTCTTTTGCTATGTGC CCAAGGCCAAAATTCACCTA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B31325 Araip.B05 31325 p3 (CTC)6 18 143282406 143282423 GGCAAAGAAAAACGCTCAAG ATTGGCAGAGAGGAAGCAGA 171

Ai05B31327 Araip.B05 31327 c (T)12cgtgaacaaaaatatgacttcgccttatttggaaattgaaaaaaagaaaaggtcaaatgtaaacacaatt(A)1193 143294093 143294185 AACCATCGATCTCATCAGCA CAGAGGAGGACAAGTGGACA 242

Ai05B31333 Araip.B05 31333 p2 (AT)10 20 143307947 143307966 GGTGGCTGATTTTAGTGGCT TTTGGGACCAAAATGTGTAAA 209

Ai05B31334 Araip.B05 31334 p2 (TA)24 48 143309324 143309371 ACCCCTTGTTAGAGTTGCCA GGCTCCTGTCTCAAGTTTGG 259

Ai05B31335 Araip.B05 31335 p2 (AT)8 16 143309797 143309812 CAAGGCTTCACAGCCACATA TCACATTACCACCGCCACTA 162

Ai05B31336 Araip.B05 31336 p2 (GA)6 12 143311802 143311813 AGGTCGATTGAGGTGATTGG GGTTTCAGACTCTCCCTGCTT 265

Ai05B31337 Araip.B05 31337 p2 (TC)17 34 143311962 143311995 TATGAATGGAGGCCAGGTTC TGATGCAAACAACGAAAAGC 120

Ai05B31343 Araip.B05 31343 p2 (TA)6 12 143324794 143324805 AGCGTTTGGCTCTCACTCAT ACGTGCTTCAATTAATGGGG 268

Ai05B31346 Araip.B05 31346 p2 (TA)6 12 143328502 143328513 TTTGCGTTTTCACCTTCCTC TTGCATGTTTTTCTTTCCCC 238

Ai05B31347 Araip.B05 31347 p2 (TA)6 12 143329731 143329742 TTTGCGTTTTCACCTTCCTC TTGCATGTTTTTCTTTCCCC 238

Ai05B31350 Araip.B05 31350 c (T)11ggtgactaaatagaaaaaaaag(A)1144 143334262 143334305 TTGACGGAACAAAAGACTCAAA CCATGGAGTGAGCTTCAACA 188

Ai05B31351 Araip.B05 31351 p2 (AT)8 16 143349875 143349890 CAAGGCTTCACAGCCACATA ACGAGTTTAATTACCGCGCC 195

Ai05B31361 Araip.B05 31361 p4 (TTAA)7 28 143377691 143377718 CGTGTAGCTCTCACCGATCA TATTCCAGCAGGTTGCTTCC 242

Ai05B31364 Araip.B05 31364 c (A)11gaag(A)10 25 143383696 143383720 GAAATTATTTGCTCATGTACCCC AGGCAATGACAAGGACCAAC 231

Ai05B31367 Araip.B05 31367 p2 (AT)6 12 143388570 143388581 TTCCTTCTTGTCATGGAATGTG TTCTTCAGCTCTGCATGCTT 248

Ai05B31368 Araip.B05 31368 c (TA)10aagaaaagnnnnnnnnnnnnacaaaaaagaattt(A)1266 143390286 143390351 TGGTCTACATACAACCGCCA TTTCTTTTGGCTGCACATTG 236

Ai05B31370 Araip.B05 31370 p2 (TA)6 12 143392221 143392232 GGGTTCCATTAATGATTGGTTG TTCGTTCTGTTCCAAATTATTACG 219

Ai05B31373 Araip.B05 31373 p2 (AT)6 12 143393849 143393860 GCGAATTGCCTAAAAGTGGA GATGGGTGGAATCTGTGGAC 168

Ai05B31376 Araip.B05 31376 p3 (ATA)5 15 143409931 143409945 TGTTGTTTTAGAGAGGGTTGGG GAGAAGGAGAAAGAAGCGCA 142

Ai05B31377 Araip.B05 31377 p3 (TTC)5 15 143410109 143410123 GCGCTTCTTTCTCCTTCTCC TTGGTGATGACGATAACGAAA 157

Ai05B31379 Araip.B05 31379 p2 (TA)6 12 143411373 143411384 ACGAAGAAGAAGGAATGCGA CACTTAAACCTAACGGCGGA 219

Ai05B31387 Araip.B05 31387 p3 (ATG)5 15 143426825 143426839 CTCATTAAGCTTCCGGCTTG AAGAATGGCTCCGAAATTGA 216

Ai05B31388 Araip.B05 31388 p2 (AT)7 14 143427056 143427069 TTCAATTTCGGAGCCATTCT TTCCCTCATTACCATCTCCG 234

Ai05B31393 Araip.B05 31393 p2 (AG)6 12 143451166 143451177 AACCCACTCTCTGTGCATTCT AACCCATACGGTGATCACAAA 277

Ai05B31399 Araip.B05 31399 p3 (TCT)5 15 143460670 143460684 CTCTGCTGATACCCAATGGC CCTGTGAGGAATCCATGCTT 260

Ai05B31400 Araip.B05 31400 p2 (CT)6 12 143463671 143463682 ACGTATGCAACGCCTCTCTT TTCCAAAGCAACAAGCTCCT 214

Ai05B31404 Araip.B05 31404 c (T)10catgcta(T)10gta(T)1040 143469213 143469252 TTTTCATCTGATTGGTGGTTG CCAAACCTCGAAGTGTAGCC 254

Ai05B31405 Araip.B05 31405 p2 (CT)6 12 143473308 143473319 GCTGCTCTGTCCAAGAAACC TGCTGACCCTCTAGCATTATTTG 255

Ai05B31408 Araip.B05 31408 c (TC)6catattcaattaagaagttgtgggttcgagtctcatatctttaat(A)1168 143475840 143475907 ATGGCGGCCAATGAGTAATA TATCAAATGCATCCCACGAA 209

Ai05B31421 Araip.B05 31421 p2 (TA)6 12 143515813 143515824 ACACAACACGGTGAGGATCA CGCTAATCCCCAAAATTCAT 260

Ai05B31424 Araip.B05 31424 p2 (TA)6 12 143530502 143530513 CTTTCATCATTAACCATCAAAATTAG TGACATGAATGGTTAGCCTGG 278

Ai05B31430 Araip.B05 31430 c (T)10cacgt(TCC)5 30 143550411 143550440 GAATTTTGGCCTGCATCACT AAACACGCGAAAAAGAAGGA 265

Ai05B31436 Araip.B05 31436 p3 (CTT)5 15 143569062 143569076 TACCAGGGTTTGTAATGCCA TCGAGAAAGCAAAGGGAAAA 208

Ai05B31437 Araip.B05 31437 p3 (TTC)5 15 143572030 143572044 GCTTAAAGCCCAAAGCAAGA TTGTGGATTCTGTCACTGCC 223
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Ai05B31439 Araip.B05 31439 p4 (TCTA)5 20 143577619 143577638 CAAAATGATTCGGAGGAGGA TTTTGCCAAGTAAGTGTTGGTG 223

Ai05B31444 Araip.B05 31444 p4 (TTTC)9 36 143583492 143583527 CTTTTCTCCGGTGGCTGTAG CACACACTTTCACCCTCCCT 237

Ai05B31447 Araip.B05 31447 p4 (AAAT)5 20 143596344 143596363 GCTGCCATTCAGCAAATAAA AAGAATGAAAGGGGTCGAGG 243

Ai05B31454 Araip.B05 31454 p3 (ATT)6 18 143623065 143623082 GGAGATAAGTGTGTATGTCCAACAA AGTCGCAGGTCAAAGGAAAA 278

Ai05B31457 Araip.B05 31457 p2 (CT)6 12 143635404 143635415 TGAGGTGGATTCCCATTTTC TTGCAACATAAAAGAGAAGTATTCG 187

Ai05B31458 Araip.B05 31458 c (TA)6aattattattgagctaattattttatactagagtcttctacttatacatctttat(TA)679 143635676 143635754 CAAATGCGATTCTCCCTCTC TGCAAATATAACTCGGTTGAAAAA 232

Ai05B31461 Araip.B05 31461 c (A)18ctaataaaatgaatatccaatataatttaattgtatatactaaaatctaatccaacaaataatgggctataattttgacccaacaagattaaaaat(A)10124 143648610 143648733 TCCTACCCTGATCACTGCAA GAATAGGGTTTTTGGTGGGG 270

Ai05B31473 Araip.B05 31473 c (A)11tatt(A)10 25 143710741 143710765 CATGGGTCAATCCTCACCTC CAGCCGTCATCCAGGTAAGT 250

Ai05B31478 Araip.B05 31478 p3 (TCA)5 15 143728510 143728524 GGAATGAGAAAGCATTGGGA ACAGAAAAGGCTCCAGGTGA 222

Ai05B31484 Araip.B05 31484 p2 (TC)7 14 143751447 143751460 GGATAACTGCGCCAAACAAT TCCTGGAAAGTCTCATTGGTG 216

Ai05B31491 Araip.B05 31491 c (A)10gaaagaagagtaagtaccttgaagtttcttcttattattagta(T)10cttttgccaacatttcttgagtacc(A)12100 143763900 143763999 GCCAACACATTTTGAGTCCC GGTCAGGGACCTATTTATCCTTT 280

Ai05B31495 Araip.B05 31495 c* (A)10(AT)9* 27 143778165 143778191 TTGATGGCTATGCCGAAGAT ATCAATATGCCCGAGAAACG 254

Ai05B31498 Araip.B05 31498 p2 (GT)6 12 143785924 143785935 AAGGGCAATTTACGCAATTAAA GACACACACACGTAAACCGC 272

Ai05B31499 Araip.B05 31499 p2 (AC)8 16 143788408 143788423 CGCTCACAACTTGCTCTGAC GCCAGTAGCGGTTTACGTGT 280

Ai05B31501 Araip.B05 31501 p2 (AT)6 12 143799146 143799157 AGTTATCATGAAATGTTTGTAGAATGA GAATTTTGGTACATTAGAGACAAAAGG 119

Ai05B31508 Araip.B05 31508 p2 (AT)11 22 143821335 143821356 AAACTAAGGCTTGGCAGCAA TTTTTGGTCTTGGGTTCAAA 247

Ai05B31510 Araip.B05 31510 c (TA)6cgattttaatt(TTA)538 143830169 143830206 TCACCATTCCACTCGATCTCT CCTTACACCTGCATGCTTCA 196

Ai05B31511 Araip.B05 31511 p2 (AT)10 20 143830682 143830701 AAACCCCGTTGTTTGTTTTG AGAACCGCTAGCATGTCGTT 242

Ai05B31520 Araip.B05 31520 p3 (ACC)5 15 143856733 143856747 AAAAAGTGAGCTTCTAATGCCC TTTGTTGCCCCATCACAAAT 246

Ai05B31543 Araip.B05 31543 p3 (TTC)5 15 143943397 143943411 CAAAGGAGTTGGGTTTGGAA TTACAATGGCCAGCAATGAA 192

Ai05B31548 Araip.B05 31548 p3 (TCC)7 21 143953471 143953491 CGCAACTTCTTCATTTTCGTC AACATCAGGTGAACCCCAAT 232

Ai05B31550 Araip.B05 31550 c (A)12ttaagcataataactgctttgtttccatttgcaaaacaaataacaaaagtaaccatttattatgctaatgc(T)1093 143958996 143959088 ATAAGAGGCGCGTTTTAGGG AATATCTCCTGTAAAGGTTTTTGC 269

Ai05B31551 Araip.B05 31551 p4 (TTTA)5 20 143962611 143962630 AGGGCATTTTGATTCATTTTT GACCAAACCGATGCAACTTT 262

Ai05B31556 Araip.B05 31556 c (A)11ttgtatctggcaaattaaagttaagaaatatga(T)1054 143996522 143996575 TCAGGGTGTGAAGAACTTGCT GGAGTGGAGTGGGCTATTGA 146

Ai05B31559 Araip.B05 31559 p3 (TCC)5 15 144008552 144008566 GCTGCGACCTAAAGTTTTGC AATCCAAATCGCTCTCCTGA 270

Ai05B31560 Araip.B05 31560 p3 (GAA)5 15 144009359 144009373 GAAGAAGAAGACGCTCCGTG TTGGTAACCTAGCGGGATTG 258

Ai05B31561 Araip.B05 31561 c (TC)6ccccttc(CT)7cgccttcctctctctttctctctccctcccttctttctct(TC)787 144011374 144011460 GGTTAACCAAAACCAAAACCAA GGGGAGAGAGAGAAGGGAGA 177

Ai05B31563 Araip.B05 31563 c (CT)6cctctccttctctctctcccatatatctatcctttctcctttctcccttctccttcctctg(TC)7ccctttttctcccttctctttctcgctctctcttttctctt(TC)6140 144011897 144012036 TCCTCTCTCTAATTATCTCTCCCC AGAAAAGAAAGAGGAGAAGGAGA 266

Ai05B31564 Araip.B05 31564 p2 (GA)14 28 144012508 144012535 GGGAGAGGAAGGGAGAGAGA GCATCTGCTGCATAACCTTTT 228

Ai05B31566 Araip.B05 31566 p3 (AAT)8 24 144017524 144017547 TCCATGCTGCTTTTTGTTTTC AAAACGCAAGGATTGGATTG 280

Ai05B31569 Araip.B05 31569 p3 (CCT)5 15 144033164 144033178 GCTGCGACCTAAAGTTTTGC GAATGCGACCAGAGGAGAAC 143

Ai05B31578 Araip.B05 31578 c (A)11tcttc(A)10 26 144057238 144057263 TTGCCCCATTTCTTATCTGC TTGCCATTGTCACACCAAAT 254

Ai05B31581 Araip.B05 31581 c (AG)6aagggtctaataaacttgtccaaaatatagctttttgatgtgaatt(TAA)573 144063061 144063133 GAGGGAAATTGTGCTCTTGG TTGTGCTCAAGAATTTGAACATTT 170

Ai05B31586 Araip.B05 31586 p2 (CA)6 12 144071684 144071695 ATATGACCATCCGCACGACT AGTGACGTTGAAGGCCAAGT 274
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Ai05B31587 Araip.B05 31587 p2 (AG)13 26 144072357 144072382 ATCGTGATGTGATGCTCTGC CCCTCCATTTTTCGACTTTG 134

Ai05B31589 Araip.B05 31589 p3 (GAG)5 15 144073809 144073823 TCTTTTTCTCCTCCTCTTCCG CATAATGCACCGGAATTCAA 216

Ai05B31590 Araip.B05 31590 c (GAG)5aagaa(GAT)638 144074250 144074287 AGTGGTGATGACAACGACGA TCAGATCTAGAATGCACCGAAA 232

Ai05B31594 Araip.B05 31594 p3 (CTA)6 18 144075863 144075880 ATCTGTTTGCCCTTCCTCCT TTCTTCTCGCGCTTTTTCAT 248

Ai05B31595 Araip.B05 31595 p2 (GA)6 12 144076411 144076422 CTTGTTACCGAACCGAGCAT CCCTTCTCTCCACCACTACC 183

Ai05B31599 Araip.B05 31599 c (T)11acttttacaaaaagtcaaaatttttttactttttaaattttgaacaatactatatagtcaacaaa(T)1187 144089703 144089789 TTGATGGAAAAATGTTAAGGGA ATGGGTGCAAATTATTGCTG 181

Ai05B31605 Araip.B05 31605 c (TA)6ttccaaacgaagatgagtgtctacaagtaacaacaaaaacattacacatctaca(GT)882 144097841 144097922 CCCAGTTGAGCCTCCTCATA CCTTGGGTTGCCAGATTTTA 150

Ai05B31608 Araip.B05 31608 p2 (TA)7 14 144109498 144109511 GCAAAGATAACTGATCCGAGC CAGATGCATGATGTGAGGCT 278

Ai05B31612 Araip.B05 31612 c (A)10gaacacaaagtatgaaaaaggaggagaaacacaaagaaaaaggagaagaaa(GAG)1091 144113829 144113919 AGCGGCAATAAAAAGAACGA TAACGCGCACGTAAAATCAC 188

Ai05B31617 Araip.B05 31617 p3 (ATT)8 24 144122152 144122175 TTGCAGTGTCTTCCAAGCAA GCAGAAGAAGGAGCCACAAC 228

Ai05B31623 Araip.B05 31623 p2 (AT)6 12 144127127 144127138 CAAAAACATTTGCTTCTTGGG TCATTCTTGGGTACCTGATTCAT 261

Ai05B31624 Araip.B05 31624 p3 (AAT)18 54 144127595 144127648 GCCCTAACATTCTTCGTTGC TCATGCTGCACAATGTTGAA 248

Ai05B31626 Araip.B05 31626 c (TTA)9(TTG)17 78 144129966 144130043 AGGAAGTGTAAGGGGAAAATGT TTGAAGCATCCTGTTTTCTCC 256

Ai05B31628 Araip.B05 31628 c (TC)8ccccttcctt(TC)842 144138686 144138727 AACTGGTTTCACTGAACTGAATTG GGAAAATGAGAGAAAGGGGG 268

Ai05B31630 Araip.B05 31630 p2 (AG)6 12 144139579 144139590 CCTGCTCTTCTCTCTCCCCT TTCCCCTCTCTCTCCTCCTC 278

Ai05B31631 Araip.B05 31631 c (AG)6gaagagagaggagggggagagagagggagagaaggagaaaaagacagatatagagaag(GA)6taa(AG)7aaagaggggaag(GA)6123 144139882 144140004 GGAAATAAAGAAGAGGGAGGAA CTCTCTCTCCCCATGCTCTC 249

Ai05B31632 Araip.B05 31632 p3 (TTG)5 15 144142586 144142600 TGAGCGAGATGTGGATTGTC CAGATCCGGGTCCTCAATTA 220

Ai05B31633 Araip.B05 31633 p3 (ACA)11 33 144150473 144150505 CCTCCTCTCTTTGTGCAAATGT TGGAAAAAGATATGGACCTTGT 272

Ai05B31636 Araip.B05 31636 c (A)10gtgaagctttcaagaagctctaatgtacttttgtccttcaaacgtggttatttgtttggttttagtgcttgtttgagcaacattaaattaataa(T)11115 144164942 144165056 TTGCTTCTTGTAAACGTGGTTTT CATGATGTTTGATGAACAATTGAA 268

Ai05B31637 Araip.B05 31637 p4 (AATA)5 20 144172398 144172417 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 197

Ai05B31638 Araip.B05 31638 c (TA)8(TG)11 38 144179645 144179682 GGATGAGATCCTAACTAATTCTGTTTC CTCCAAGAATCAGGCTCACA 275

Ai05B31640 Araip.B05 31640 c (T)10ac(T)12 24 144186668 144186691 AACCAAAGTTCGTTGATATTTAGG GAAAGTGGACGGACAAGGAA 240

Ai05B31646 Araip.B05 31646 p6 (CTCTTC)5 30 144244723 144244752 TCTTCTTCTTCTTTCTCCGTGC TTTCTGGTGATTTGATGAAGGA 162

Ai05B31647 Araip.B05 31647 p3 (CTT)6 18 144245499 144245516 ACAAAAGGAGATCGAAGGCA GCCTAACACACGCGTTACAA 132

Ai05B31648 Araip.B05 31648 c (A)10cagaaatccatacactagtattt(A)1043 144247550 144247592 CACGGGCTCGAGTCTCTTAT AAAAAGGAGGCGAACAAAAA 278

Ai05B31649 Araip.B05 31649 c (T)10c(T)10 21 144250777 144250797 CCAAAGTTGGTTGATATTTAGGAA GAAAGTGGACGGACAAGGAA 224

Ai05B31651 Araip.B05 31651 p4 (GATA)11 44 144256972 144257015 TGTCTCCTGAAAGTTGGGTTT ATTTTCAGTTTGGCAGTGGC 261

Ai05B31654 Araip.B05 31654 p2 (AT)6 12 144271707 144271718 TGCCAATAAAAAGTTTGAGCA TGGAAGGTTAGAGTGCCACG 210

Ai05B31655 Araip.B05 31655 p3 (AGA)6 18 144277251 144277268 AGGATGAAACACGCGAAAAA ATAGCGCGAAATGAGAAACG 157

Ai05B31659 Araip.B05 31659 p2 (TA)6 12 144279963 144279974 TTAGACATATTTTTCAGCGGTTG CTAGGAGACAGACGTTCGGC 265

Ai05B31661 Araip.B05 31661 c (ACA)6(ATA)15 63 144327689 144327751 TGCAGTTGCCAGCTCATATC TGGTCCTTTTGAGCCTGAAC 276

Ai05B31664 Araip.B05 31664 p3 (AAG)16 48 144332799 144332846 CACGATGAGGATGAAACACG AGCGTGAAATGAGAAACGGT 177

Ai05B31669 Araip.B05 31669 p2 (AT)7 14 144345077 144345090 CTTTGGAATATGGTTCCATCAA TCCAATACCTTACCGCTTGG 235

Ai05B31670 Araip.B05 31670 p2 (TA)8 16 144345339 144345354 CCAAGCGGTAAGGTATTGGA TCTCTCTCTTTCTCCCACGG 186
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Ai05B31676 Araip.B05 31676 p3 (CTT)5 15 144363937 144363951 TAGCCTGGGAAGAGTCCTGA GCATTCACAAACCAAAACGA 260

Ai05B31677 Araip.B05 31677 c (T)10catgacaatttcaataactaaattaacaattaccatctccctcaat(A)14ggaactccatactatgtcaaactgaccaaaaattatcaactcaataaaaaacttccaaaaaaatattt(A)10148 144367730 144367877 TCACGCTAATCTCAATTCATTGTT GGATGTATCGGCATGGAATTA 280

Ai05B31680 Araip.B05 31680 p2 (TA)16 32 144370094 144370125 TCACGAGCTGGTTCAAATAAGA TCATTAACTCGTGAGCTGGC 260

Ai05B31686 Araip.B05 31686 p4 (CCTC)5 20 144382124 144382143 TGCAAGCAGGATAACGTGAA GTTGCCATTACGGCATTTCT 224

Ai05B31689 Araip.B05 31689 p3 (TTA)6 18 144386978 144386995 TGCGACACGTAAACGTCTTT ACCCAAGCCAGGCTATTTTT 161

Ai05B31690 Araip.B05 31690 p2 (TA)6 12 144388177 144388188 AGAAGAGGCAAAAGATGGCA GCAAAATTTGGAATCTGGCT 261

Ai05B31693 Araip.B05 31693 p3 (AGG)5 15 144411029 144411043 CGGGTATCCTCACCTCTGAA AGTTGGTGTTTGTAGCGAGC 129

Ai05B31694 Araip.B05 31694 p3 (AGG)5 15 144411953 144411967 CGGGTATCCTCACCTCTGAA AGTTGGTGTTTGTAGCGAGC 129

Ai05B31696 Araip.B05 31696 p3 (AGG)5 15 144413154 144413168 CGGGTATCCTCACCTCTGAA AGTTGGTGTTTGTAGCGAGC 129

Ai05B31701 Araip.B05 31701 c (A)10ttacacctaccaatgatttgttaaaatattgatatgtttatttcctaaacaatttttttggtgacttaaaagaaaataaacaaaaactaaggaag(A)10115 144419180 144419294 GCGTTGCGTAATTAGATGCAC TGCCTTGGAAGGAGTTTGAG 264

Ai05B31702 Araip.B05 31702 p3 (TTA)5 15 144427162 144427176 TGCGATTTTGTTTTACCCGT TGCTTAAGTCATAAGACTGAGAAAGT 123

Ai05B31704 Araip.B05 31704 p2 (CT)6 12 144435201 144435212 ATGGGGAGTGGGGATTTTAC TTTTGCAAGGGTCATCATCA 198

Ai05B31708 Araip.B05 31708 p2 (AG)6 12 144449888 144449899 GAGAGACCTGAGTTGGCGAC TTAATGAGTCTGGGGGATGG 192

Ai05B31709 Araip.B05 31709 p3 (GAG)6 18 144455667 144455684 ACCTCACCAGAAGAGCCAGA GCGCAGGAGTCTTACCAGAG 233

Ai05B31713 Araip.B05 31713 c (TAA)6tatttggattcaaacagacattacacagatcaactgaatacaagcatatttttttatgggaaatcaataattgatctcaatttttcacac(ATA)5123 144460853 144460975 CAAATCACGCCTAAAGAGCA GCAAAACAAATTCCAATTCCA 264

Ai05B31715 Araip.B05 31715 p3 (TTA)5 15 144466261 144466275 ATGCGACACGTAACGTCTTT ACATATCAATTTTACCGTTAAGACAA 124

Ai05B31721 Araip.B05 31721 p3 (TTA)5 15 144492585 144492599 TGCATGCCCACATAATGTCT CCGTAGACTGACACAAATCAGC 261

Ai05B31724 Araip.B05 31724 p2 (AT)6 12 144496280 144496291 ACCAAGATGCTGATAACCCG TTTTTCCAATTACATAAACGGTATTC 248

Ai05B31728 Araip.B05 31728 p3 (AAG)5 15 144512813 144512827 TGCCAATGAGATGCAAGAAG AAGTCCGATCAAGTCATCATACA 119

Ai05B31731 Araip.B05 31731 p2 (TA)7 14 144521070 144521083 TGCGTTCATTTGAACCTTGA GATTCCCCAACCAGAACCTT 235

Ai05B31739 Araip.B05 31739 p2 (TA)7 14 144540518 144540531 GCTAGCCTAACAAATCAAGGG AACATGCTTTGGTTGATTGATG 229

Ai05B31743 Araip.B05 31743 p2 (TA)6 12 144553636 144553647 AAGAGAGTCAACGGTGGGAG CTTCAACTTCCCCACCAAAA 205

Ai05B31753 Araip.B05 31753 p2 (TA)7 14 144574494 144574507 TGTGTTTCTGTAGGGTGCCA CTCGTCCTAAGCGACAAACG 269

Ai05B31755 Araip.B05 31755 p2 (AT)6 12 144577914 144577925 TGTTTTGGATGAATTCCCTTG TGAATCAAAGAACTAATGGATACAAA 268

Ai05B31757 Araip.B05 31757 c (CT)9g(TA)6 31 144579612 144579642 CGGAATAAAAGACCTCTCCCA TAAGAAAGTGGGAAGTGGGG 220

Ai05B31759 Araip.B05 31759 p2 (AT)7 14 144580934 144580947 TTGTTCTGCCAGCTTTTTCC TGTTCAAACCATCTGCTCCA 230

Ai05B31761 Araip.B05 31761 p2 (TC)7 14 144584413 144584426 CCTTTTCCCCCAAATTTCTT TCCTACAAAGAGAAGGCGGA 220

Ai05B31762 Araip.B05 31762 c (T)10gtttcaaattaatttaattatcatctgattttaa(T)1054 144589121 144589174 CCCTCTTCCTGGTTTTAGCC TCACGTGTACGTGTGGATCA 251

Ai05B31764 Araip.B05 31764 p2 (AC)9 18 144590544 144590561 TTGTTCTGCCAGCTTTTTCC TGTTCAAACCATCTGCTCCA 220

Ai05B31770 Araip.B05 31770 p3 (AGA)7 21 144602799 144602819 CAGGAGATGGAACCTGTGTG CAACGGAAGGAGCTGAGAGT 280

Ai05B31772 Araip.B05 31772 p2 (GA)7 14 144605840 144605853 TTTGCTAACTAATTTCTATTTGATTGA TTCGTATTATCGCATACATTTCA 278

Ai05B31776 Araip.B05 31776 c (A)10ttaatgtta(T)12gcacaaaggctaatcagtcc(A)10gatcaggagccgaattgggtg(T)1092 144609238 144609329 TCAATCCGACCCTTGACAAT TGAATACCTCACCCGATCCT 195

Ai05B31779 Araip.B05 31779 c (A)12tcaacatcctcatacgtataggactaggactcaattaaaaaaaagataatattaagagataactctctcccgttttaatac(A)11104 144611816 144611919 CCAAAATCCAACATAGAAGCC TGGCACTAGCCAGAATTCAA 280

Ai05B31780 Araip.B05 31780 c (T)10cggtctggcaaaaacgactttcgattgtggaatgtagttggg(A)10gatcgatc(T)1080 144619236 144619315 TGAAGTGTGTTAAGCTTTGCTTG TCAGTTGTGGTTGATCGCAT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B31783 Araip.B05 31783 c (A)10tagaaagatgaacaagaatacaagattcatgtgaatcaaactctcatccatagtt(A)1580 144624925 144625004 GCCATGGCATTTAGTTTCAT TCCGGTACCGTGTAAGTTGA 206

Ai05B31785 Araip.B05 31785 c (A)10gaactccatcaacataaaggggaaattccagagttttctaaagt(TA)768 144633313 144633380 GGAGAAGAAGCAACAGTGCC CGCTTTGGCGTATTTACGTT 250

Ai05B31789 Araip.B05 31789 p3 (ACC)5 15 144650419 144650433 TGTGGGTATGGCTATGGGTT TCTCATCCATCAACAGCGAC 229

Ai05B31807 Araip.B05 31807 c (CTT)6ctcccatgtg(CTT)5ttaaatacacgcatacgtcatcttcttcttctttcaaattcacgtata(CCT)5tgcgcacgcagattcgtcttctgcttctcctactcctcctcattc(TCT)6169 144698312 144698480 AGCGTCATTATATGCGCTTT TTTCACAATAACGAAAGAGGAGAA 236

Ai05B31810 Araip.B05 31810 p2 (AT)29 58 144702452 144702509 AGCCTCACAAGCTTCCAAAA TGACTCGAGAAATTTGCGG 278

Ai05B31811 Araip.B05 31811 p3 (AGA)6 18 144703850 144703867 TTTATTGCTTCTTCACCGGG AGGTCACGCGTTTCTTTACG 264

Ai05B31830 Araip.B05 31830 p2 (TA)7 14 144740720 144740733 TTCTCTCCCAAATGCTCACC TGGTGAAATCCCTTCATGGT 168

Ai05B31834 Araip.B05 31834 c (A)10gtttgtttagttgtgcttcttggagaaacaaggtacttctcccttttttt(A)1272 144749029 144749100 CGTGTGCTACCAAGACAGGA GCACAAGCAAAACAAGTCCA 277

Ai05B31843 Araip.B05 31843 p2 (TA)6 12 144769662 144769673 CCAATCCACTTGACCCAAAA GCAAGAGGGGGAGACTGTACT 279

Ai05B31845 Araip.B05 31845 c (T)14cacttttatgcttcttc(T)1243 144773134 144773176 TCACGAACATTTGAAGCACG TGTTCTTGTTTTCGTTTGCG 194

Ai05B31855 Araip.B05 31855 p2 (AC)6 12 144812282 144812293 GGAACCAATTTTCTTCCACG AGTTTTGGGGTTTCGGAGTT 249

Ai05B31858 Araip.B05 31858 p3 (AAT)9 27 144828045 144828071 GCCAACAAGGCTCTCGTTAC CAACAAGCGTGACCGTTATG 204

Ai05B31860 Araip.B05 31860 c (AC)7atac(AT)12 42 144830118 144830159 TTTGCTATTTCAGCCTTATGTGA TGTGTAATCTGGGTATCATGTTCA 270

Ai05B31862 Araip.B05 31862 p4 (AAAC)5 20 144835841 144835860 GGCAATCAAATCCAGGAAGT TGCAAAGTGGTTATCAGCAAA 280

Ai05B31864 Araip.B05 31864 p4 (ATAC)5 20 144837070 144837089 TCTGATTGAATCCAACACGC GCAATTTAGCACTACCAACATTC 155

Ai05B31867 Araip.B05 31867 p3 (AAC)5 15 144841656 144841670 CAATTCTCAGGAGCATGCAA AAGCACGTACCTCAGCGAAT 132

Ai05B31869 Araip.B05 31869 p3 (TCA)6 18 144847657 144847674 CATTCTCATTTCTGACCGCA AGCAAAAGAAAAGGCCAACA 228

Ai05B31871 Araip.B05 31871 c (TA)7tgtaaatattcttcggccagccttagcttcgcaggctgagttaggagcttgttattttatactcttgaccctctactcttgt(TA)12120 144859249 144859368 TATGTATTTCGGGTTTTGGG GCAAAATTAAAAGCACAACGC 215

Ai05B31873 Araip.B05 31873 p3 (GGT)6 18 144863805 144863822 TGGGGGTTTGTTCTACTTGC CCCCTTCATTCCCTTTCATT 162

Ai05B31874 Araip.B05 31874 p2 (TA)6 12 144869834 144869845 TTCCTGGGTTTGCCTAATTG GGAAAGGATTACTTGCGTGC 270

Ai05B31883 Araip.B05 31883 p3 (TAA)8 24 144895568 144895591 TTTGCAATTGGATTATTTTTGC TTCAGGCCTTTCAGCATTTT 203

Ai05B31890 Araip.B05 31890 c (A)10tgaaaatgcccgttttatttcttttaaaaattacagaaaatacatgc(T)1067 144905772 144905838 AAAGAAAATGCATAATTTTTCAAAC AAACCACAAAAGTAGTGACACAAAA 187

Ai05B31896 Araip.B05 31896 c (T)10ctacctagccataattaaaaacttctatatag(T)1355 144910315 144910369 GCCAAAATCAGTCATAACTTGC TCATGAATAACTGCAGCATAACAA 200

Ai05B31897 Araip.B05 31897 p3 (TTA)16 48 144910914 144910961 CCAGCAATAACGTTGTTTTAATGA GGATTTGCAAACTCTCCCAA 259

Ai05B31910 Araip.B05 31910 p4 (ATTT)5 20 144938651 144938670 TGGTAATGTTGGTGGCAGTG AAACCAAAACAACCCCCTTC 238

Ai05B31917 Araip.B05 31917 p3 (AGA)5 15 144948413 144948427 GAAGCCCTGCGACTACGATA CCGTAATGGCAATGACTCTG 258

Ai05B31918 Araip.B05 31918 p3 (ACC)11 33 144952093 144952125 TTTTTGCTCCAAAATGGTCC TAATGTTTTGGTTGGTGCGA 181

Ai05B31919 Araip.B05 31919 c (AAG)6acggcgggcggcgggcaacggctcggcggtggtgtcggcgg(GAA)574 144952299 144952372 TCGCACCAACCAAAACATTA CTTCTTCTTCTTCCCGCCAC 249

Ai05B31922 Araip.B05 31922 p2 (TA)8 16 144955258 144955273 GCTTGTAGGGCATTTTCCAA ATTTCGTCCATTCCACGGTA 193

Ai05B31925 Araip.B05 31925 c (TA)15(TG)9 48 144958838 144958885 TTCACCAATATATATAAATGCCAAAT TTACGGTGTGCATGCTCTGT 276

Ai05B31931 Araip.B05 31931 c (T)10cttttatttaaatccctataccaattcttttttctttagttggatccctataaaattaagccaattaatactaagagggacttaattg(A)10ttagtgcagggacccaattaaaaag(A)10143 144972208 144972350 TTCGCGAAATTTTCAATTAGG TCTGTTGTTTTCTATAGTTTCGTGA 276

Ai05B31932 Araip.B05 31932 p2 (TA)6 12 144972474 144972485 GTGCAGGGACCCAATTAAAA ATTTCGTCCATTCCACGGTA 188

Ai05B31933 Araip.B05 31933 c (TAA)8(TAG)5 39 144972656 144972694 ATTACCGTGGAATGGACGAA TCCCTCCCTTTTAAACAACA 256

Ai05B31934 Araip.B05 31934 p2 (AT)8 16 144973760 144973775 CTCCGGCACAAAATCCTTT AAGGTCAACTTTAATTTTTGCAGG 279
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Ai05B31936 Araip.B05 31936 p2 (GA)7 14 144980505 144980518 AAAGAGAAGGCGGACTTGGT TTTCCTTCTTCTCTCGACGC 180

Ai05B31939 Araip.B05 31939 p2 (TA)9 18 144985239 144985256 CCGGTCCGAGCATAGAAGTA ATGCGGATTTTGTGGTTTTT 278

Ai05B31941 Araip.B05 31941 p4 (AATA)5 20 144995423 144995442 CCATTATTTTCATTGGCGTTC TTTTCCCGAAAAAGTCGAAA 130

Ai05B31942 Araip.B05 31942 p2 (TA)6 12 144995863 144995874 ACACTTGTTGGAGCTTCGCT ACGTATGCAATGGTTTTCCA 151

Ai05B31943 Araip.B05 31943 p2 (AT)7 14 144996048 144996061 TCAATGGAAAACCATTGCAT TCTCTCTCGCCTCTCATTCC 203

Ai05B31944 Araip.B05 31944 p2 (AT)8 16 144996837 144996852 AGCACTTTAACTCCCCGGAT GAGCCAAACTCCAAGCTCAA 117

Ai05B31945 Araip.B05 31945 p2 (TA)6 12 144997829 144997840 AGAGACACCTCGTTGAGCGT AGATTCGACCTGCGAAGCTA 247

Ai05B31947 Araip.B05 31947 p2 (GA)8 16 145000838 145000853 TCTGCCGTCCTTTCTGTTCT CTGAAAAGAAAGCCCAAACG 268

Ai05B31948 Araip.B05 31948 p2 (TA)10 20 145004897 145004916 GCTATCAAAAATCTGCCCCA GGGTGTGAGATTACTCACTTTGC 276

Ai05B31950 Araip.B05 31950 p2 (GA)8 16 145005584 145005599 CTCCCATGCATCATCATCAG TCCCGCTGAATAAGCTAAACA 274

Ai05B31953 Araip.B05 31953 p3 (AAT)9 27 145007847 145007873 ACCAAAATAGCCAGGAAGCC TGATGACGACGATGATGATG 195

Ai05B31957 Araip.B05 31957 p3 (AAT)5 15 145013322 145013336 TGAGAGCCATGGTGCAATAA TTGCGTGTTAGTTCACGAGC 167

Ai05B31963 Araip.B05 31963 p2 (TA)6 12 145026060 145026071 TGCAATCAAATACCCTTCTCCT GGAGGTGAGTAGGTTTGGTGA 272

Ai05B31971 Araip.B05 31971 p3 (TTA)5 15 145042145 145042159 GATGAACTCCGTGTCCGTCT GAGGCAAGTAAACCTTCGGG 117

Ai05B31972 Araip.B05 31972 p2 (AG)8 16 145042473 145042488 TCCCATGCAAAAAGGGTTTA GAGTTAAATGGGGGTCGGTT 196

Ai05B31973 Araip.B05 31973 p2 (AT)6 12 145043010 145043021 GGTTTGGATCGGTTTGGATT TGCTACATACATTTGCATACCCA 279

Ai05B31976 Araip.B05 31976 p2 (AT)6 12 145044445 145044456 AGCCAGAACATGAAAAAGTCG TTTTTCTCACCCCTCCTTTG 279

Ai05B31978 Araip.B05 31978 p3 (TCC)7 21 145056631 145056651 AAGAAAGCTCCTGCCTCCTC ATTGGGGACCATCGAATGTA 274

Ai05B31979 Araip.B05 31979 p3 (CCT)5 15 145058881 145058895 TCGTAGAAGCTTGCCCTTGT GGAGGAAAAGGAAGGAGGAG 242

Ai05B31980 Araip.B05 31980 c (CTT)5tt(TCA)8(TCT)659 145059450 145059508 TTCTTCTCCCTCCTCCTCATC TTCCTTTCTTTCTTTTAGTTGAACG 227

Ai05B31981 Araip.B05 31981 p3 (CTT)5 15 145080546 145080560 TTTCTCCGTGCTTCCTCTTC CAATGGAAACCGAGAATAACG 279

Ai05B31982 Araip.B05 31982 c (CTT)7a(TTC)5 37 145081199 145081235 GGAGATCGAAGGCAAAGAGA TACGGAAGAAGATGTTGGGC 137

Ai05B31983 Araip.B05 31983 p3 (CTT)6 18 145082304 145082321 CTCTCTCCACCGCATAGCTT AGGTTGAAGATTGAAGACCCC 272

Ai05B31987 Araip.B05 31987 p2 (CT)10 20 145091052 145091071 TAGAAAAACCCAAGCCCAAA CAACCAGCTGAGGAGAGAGG 207

Ai05B31988 Araip.B05 31988 p4 (GAGG)5 20 145091405 145091424 GTTGCCATTACGGCATTTCT ATTCGTGAGATGAACCGAGG 245

Ai05B31989 Araip.B05 31989 c (TAT)6gtgtgaaaaattgggatcaattattgattccctcataaataaatatgcttgtattcagttgatctgtgtaatgtttgtttgaattcaaa(TAT)5122 145092303 145092424 TGCAAAACAAAGTCCAATTCC TCAGAAACGCCTAAAGAGCA 266

Ai05B31991 Araip.B05 31991 c (T)18atcttcatcaccatc(T)1245 145094949 145094993 TGTCCGTTCAGACTTCAGAATTT TGTGTTTCTTCTTCTTCTTTGTTTG 168

Ai05B31995 Araip.B05 31995 p2 (AG)7 14 145107667 145107680 GGGTTGAATCTTAGCCCCTT GCTGCACTGCACTTAGCAAC 241

Ai05B31997 Araip.B05 31997 c (A)10ggaagccgatataaattgtaaattgtaagtacttgaattgcatttgcaatcacaaacataaatgtataattattatttattaggcgtagtttattcc(T)11118 145111406 145111523 TCAAATTGATTGATTGGGAATA TGCAGTACCCGAGGGATTAG 226

Ai05B32000 Araip.B05 32000 p3 (CCT)5 15 145131009 145131023 AGTTGGTGTTTGTAGCGAGC CGGGTATCCTCACCTCTGAA 129

Ai05B32004 Araip.B05 32004 p3 (ATA)5 15 145151104 145151118 TGCTTAAGTCATAAGACTGAGAAAGT TTTGCAGGCTGAGTCAGAGA 256

Ai05B32011 Araip.B05 32011 p2 (TA)6 12 145161033 145161044 AGAGACACCTCGTTGAGCGT CTCGACCTGCGAAGTTAAGG 246

Ai05B32013 Araip.B05 32013 p2 (AT)7 14 145173270 145173283 TGTTTCTGATTCCAACTTGTTCA GAGTTTGGATTTATCCTCTTTGC 135

Ai05B32015 Araip.B05 32015 p5 (TTATC)5 25 145179203 145179227 GACCCACAAATTTAGCCCAA AATTGATTGAATTGAAGTGACTTGT 223
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Ai05B32017 Araip.B05 32017 p3 (ATA)32 96 145180402 145180497 CCTTACCACACAGAACTTTACGC CTGTATTTCTGAGCGTTGCG 253

Ai05B32020 Araip.B05 32020 c (TCT)5tttctttcgtttcttaccttctctttctcattcttcttcttcttgctgcaccttcttcttcttcctcttcc(TCT)5101 145188208 145188308 CTTCTTCTTGCGCACGTTCT CAATGGAAATCGAGAATAACGA 268

Ai05B32023 Araip.B05 32023 c (T)10aaattgtccttatagtttttccatcaattggggtgttgaaagaaggaaaagaaaatgtttttggtttttatcttcattctcttcctcgg(T)10109 145195528 145195636 ATCTGGGGTTCGTCTTCCTT GACGGGTGCTGAGATTTTGT 258

Ai05B32030 Araip.B05 32030 p2 (CT)8 16 145217474 145217489 ACTTCCAAAACGACACCACC GCGAGACTCGAAGCAAGAAG 108

Ai05B32031 Araip.B05 32031 p4 (GAGG)5 20 145217825 145217844 GTTGCCATTACGGCATTTCT AGTTGCAGAAAGCGATGGTT 137

Ai05B32034 Araip.B05 32034 p3 (ATA)5 15 145222857 145222871 ATTTAGCCACCACCTTGACG CCGTTCTATCTATTACTTGGATTTGG 214

Ai05B32035 Araip.B05 32035 p3 (ATA)15 45 145231187 145231231 GCCCCATTTGATTCACAAAA TTCAATTCAATCGATCAATAATCA 254

Ai05B32037 Araip.B05 32037 p2 (TA)8 16 145240273 145240288 TGAAAATATTTGCTAATTATTACCGTG GCGTAATACTCTGTGTGGTAGGG 269

Ai05B32038 Araip.B05 32038 p2 (TA)6 12 145240781 145240792 CTCGACCTGCGAAGTTAAGG AGAGACACCTCGTTGAGCGT 246

Ai05B32043 Araip.B05 32043 p3 (TTA)21 63 145251906 145251968 GCACGCAAGTAATCCTTTCC AGTGGCAGAAGTTGCCAGAT 224

Ai05B32050 Araip.B05 32050 p3 (TGG)5 15 145282436 145282450 GCACCACCACACCTTTTTCT TCCAAAATCAACCAAAAGCC 260

Ai05B32052 Araip.B05 32052 p2 (TC)7 14 145287634 145287647 GGATAACTGCGCCAAACAAT TCCTGGAAAGTCTCATTGGTG 216

Ai05B32056 Araip.B05 32056 p2 (TA)8 16 145297537 145297552 TGCGCGTTAGATAAAATACGG CATGTGAGTCATAAATAAAATGCAA 243

Ai05B32057 Araip.B05 32057 p2 (AT)9 18 145298840 145298857 GAAGCATGAATTTTGTTTTCACC TGGTGGTGGACCTAAGGAAC 253

Ai05B32058 Araip.B05 32058 p2 (AT)7 14 145299271 145299284 GCCAGATTAATTGAGATTGACCA TTTTTAAGTGCAAAGTGCAAAAA 195

Ai05B32060 Araip.B05 32060 p3 (CTT)6 18 145304750 145304767 TGAACTTGCACCCCCTTTTA AAGACGCTCCATGCGTAAAC 278

Ai05B32064 Araip.B05 32064 c (T)10aaatatgac(T)1231 145307409 145307439 AACGCATTTACCCAATCCAA ATTGGCAGCCTGATTTTGAG 158

Ai05B32065 Araip.B05 32065 p2 (TC)7 14 145309157 145309170 GCTTCACCGAGAAACACTCC CGGAATTGCATTTGTTTCAA 168

Ai05B32068 Araip.B05 32068 c (T)11acatatcttatagtccttcaaatttataattgatgaaaaaaatttacagaaacatcttggaagtacaatgataaactcacaagtaaattaacttaca(T)10118 145326344 145326461 CAACAATCCAAAATTTTCTCTGC AGAACGAAATCGAAAATGGG 237

Ai05B32070 Araip.B05 32070 c (TAT)5ttattttcagagaactagagagagttgactgacaaattagaatttggt(AG)777 145327513 145327589 TTTGATTGATGATTGTTCATGTTG TGGATTTGAGCTCTGGAAGC 274

Ai05B32080 Araip.B05 32080 p2 (TA)7 14 145348449 145348462 CGCCTATCAAAAACTCCCAC TGGCTCTAACACGTTTGGATA 244

Ai05B32084 Araip.B05 32084 p2 (TC)7 14 145356322 145356335 GGAGCTATGGTTTTGGAGCA CACAAGGCAAAGGAGAGAGG 264

Ai05B32095 Araip.B05 32095 p3 (ATT)5 15 145371043 145371057 TCAATCAATCCTTGCTTCCC CATCAAGGAAAAAGGGCAAA 228

Ai05B32096 Araip.B05 32096 p2 (TA)7 14 145371247 145371260 ATTGAATGTGAGAACGTGCG TGATTGCGTGAATAGTTATCCAAA 250

Ai05B32099 Araip.B05 32099 p2 (TA)9 18 145377689 145377706 GATTTGTTGCACTACCATCCG CACACATATTCGATCATACGGG 152

Ai05B32102 Araip.B05 32102 p2 (AT)6 12 145379434 145379445 CACTTCTTCAACCCTCTCGC CATCAGCGTTCTCCTTCACA 234

Ai05B32106 Araip.B05 32106 p2 (TA)15 30 145385876 145385905 TGAATCAAATCTTGAACTGGTCT TTTTTCTATCGTAGGGTTAGGATTT 210

Ai05B32110 Araip.B05 32110 p2 (CT)6 12 145390634 145390645 AAGCCGAAACAGAAGCAAAA TGGAAATCAGAACCAGAGGG 186

Ai05B32114 Araip.B05 32114 c (TAA)7c(AAT)6 40 145396810 145396849 GAAATTTCAGCATTCATCACCA GCAAAGATTCACAGAGGGGA 215

Ai05B32115 Araip.B05 32115 p5 (GTATT)5 25 145398577 145398601 TCCGTCACTAACAAACGGAA CTGACATGGAGGCTTGGATT 151

Ai05B32119 Araip.B05 32119 p3 (AGA)5 15 145412202 145412216 GAAGGGTTGCAAGGATTTGA CCCAAGGCACTCAGAAGTGT 264

Ai05B32120 Araip.B05 32120 p3 (TTG)5 15 145412917 145412931 CGATGTTGGTGTTCCACTTG AAATGCGCAGTAGGATTTCG 155

Ai05B32123 Araip.B05 32123 c (T)10gtttttaactttttttcacttacaaaatcgtctctaaagtttaacttaattttaaaattg(T)10aacaaaattttaatttttattaccaaatgacccttaattaaaaaagatat(A)10140 145417260 145417399 GGTTCGTGTGTTTTCTTCTTCT CGCCTTTAACCCGTTTTTC 280

Ai05B32127 Araip.B05 32127 p2 (AG)7 14 145420730 145420743 GATTCGAAAGGCAGGCAATA CGCATCCATTTCTACCGATT 193
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Ai05B32130 Araip.B05 32130 p3 (GAA)5 15 145427353 145427367 TTCACACAGCAATAGTGCCC CAACTCCATCCCTTCCTTCA 250

Ai05B32133 Araip.B05 32133 p3 (GAT)5 15 145428496 145428510 AGTTCAAGCCAAATGCAGGT TGCTTTGCTCATGTTTACGG 111

Ai05B32137 Araip.B05 32137 p2 (TA)6 12 145432550 145432561 CTATCGAAGATCTGGCGAGC TTCAATGTCCCTTCCAATCC 204

Ai05B32138 Araip.B05 32138 p2 (AT)11 22 145433468 145433489 AAATAGTAAATCGAATCTTGAACCG GATTCAAGGGGATGTAGTGGA 231

Ai05B32140 Araip.B05 32140 c (T)10caattgagtccctatactttattttctttttatttgagtccctgcacaaa(T)1070 145436340 145436409 TGCGAAATTTTCAATTAGGTCC TTTTAATTGGGTCCCTGCAC 214

Ai05B32142 Araip.B05 32142 p2 (TG)6 12 145438708 145438719 TCACACCACACCTCATCACA GCTGCTTGAGTGATGAACTCC 270

Ai05B32145 Araip.B05 32145 p3 (AGA)6 18 145440967 145440984 CCAGAAACACCTCAAGCACA CGACCGATATTTTGAAACGG 278

Ai05B32146 Araip.B05 32146 p3 (AGG)5 15 145441330 145441344 GTTCAGAGAACATTGGCCGT TGCATCAGGTTGTTGTTGGT 251

Ai05B32150 Araip.B05 32150 p2 (CA)6 12 145449555 145449566 AGGCCTAGGGTAATGGGAGA CCGCCATTTTATTAATGCCA 244

Ai05B32151 Araip.B05 32151 p3 (AAT)5 15 145450499 145450513 ATCAGCATGTGGAAGGGTTC AAAAATGCCGCGTAATCAAG 191

Ai05B32152 Araip.B05 32152 p2 (GA)19 38 145451130 145451167 CTGGAATGAAAGGAGAAGATGA CCATCATGTGTTAGTGTGTCCA 262

Ai05B32157 Araip.B05 32157 p3 (CTT)13 39 145459894 145459932 ACCCCTCACTCGTTTGTCAT GAACGCGACCAGAGAAGAAC 194

Ai05B32159 Araip.B05 32159 p2 (TC)12 24 145463861 145463884 TCCAAAGCCTCCTCCTTTTT GAGAGGCGATGAATGGTGAT 229

Ai05B32164 Araip.B05 32164 c (C)10tccggctccgcgggaac(A)1441 145473930 145473970 TGGTGCAATTTTCTTGTGGA CAACAGCGAGTTTTGCTTGA 226

Ai05B32165 Araip.B05 32165 p2 (CT)6 12 145475362 145475373 GAACTTCCTGGTTGCAAAGG AGCCCTAACCCCTCAGTTGT 268

Ai05B32168 Araip.B05 32168 p4 (ATGC)5 20 145481636 145481655 TGGTCGTTGTTTGTCAGCAT CGTCCCAGTTTATGGTTGCT 177

Ai05B32169 Araip.B05 32169 p3 (AAT)8 24 145482373 145482396 TTACTTGTTTGGGAGGGTCG TGGTGAGTGAGTTCACACATAAAA 158

Ai05B32170 Araip.B05 32170 p2 (TA)6 12 145483306 145483317 CCAAAATTCATATGTTACCACCAA TTGGCTACGCAAAGCTATGTT 274

Ai05B32171 Araip.B05 32171 c (A)10gaaaagag(A)1230 145483675 145483704 CTCCTTTGTGAGGTCCAAGC AATCAACATCTCCACCGACC 268

Ai05B32175 Araip.B05 32175 p2 (TA)8 16 145486011 145486026 CTCACCAGCTGTTGCATGAT GATCCATGTGCCTCTCTTGC 277

Ai05B32179 Araip.B05 32179 c (T)10caaaaaaataaaaaacaattttgatgacttgatgcaatgcaaactccctgatccctccctcttttgttttttgttttttg(T)11caatttttattttgcattgctgaatataataaatttaaaatcttctctctatc(T)10164 145493501 145493664 AATAGCCATCCATGATCCCA GTTTTTGACCTGTCGGGTTG 261

Ai05B32182 Araip.B05 32182 p4 (TTAA)6 24 145495400 145495423 GTTACATGTGCCATCAACCG AATGCTGGAAACTCAGGTGC 198

Ai05B32184 Araip.B05 32184 p3 (CTT)5 15 145497608 145497622 GCAAAGAGAGGGGTTTTCAA GAAAGGGTTTGATGGGTGAA 187

Ai05B32185 Araip.B05 32185 p2 (AT)8 16 145501002 145501017 AGGGATTGAATCTCCAATTACA CCATGGAGATAAAAAGGGCA 244

Ai05B32188 Araip.B05 32188 c (T)12gtgactaaaaatatatttagtatagttgttagtcatgtttg(A)1063 145508138 145508200 GGCAAATAGCCAAATAGGCA GAACACTTTTGGCATACGGAA 214

Ai05B32192 Araip.B05 32192 p2 (TC)7 14 145513847 145513860 AAAGAGAGAGAAGCGGGGAC GTGTTTTCCGCAATGGAATC 267

Ai05B32193 Araip.B05 32193 p3 (ACT)7 21 145515697 145515717 TGAGGGCACAAAGACACAAG AAAAAGCCACATCACCCAAC 114

Ai05B32194 Araip.B05 32194 c (TG)25a(AG)9 69 145519501 145519569 GCTCATTGAAGCTTTTGCCT TCCGAAAATACCACACCGAT 167

Ai05B32195 Araip.B05 32195 p2 (AG)10 20 145519816 145519835 CGTCGTTCCCAGAAGAAGAA AGGTGTCTGCGCTCTCTCTC 129

Ai05B32198 Araip.B05 32198 p3 (AAT)5 15 145535512 145535526 AGAGATACCCAAAGAGGGGG TGGAATGGGATGGCTACAAT 258

Ai05B32199 Araip.B05 32199 p3 (ATT)5 15 145535783 145535797 TCCTAAAACATTGGCTACACG TGAGATCGTAGCCATGTATGAAA 251

Ai05B32200 Araip.B05 32200 c* (A)15(AC)8* 30 145541663 145541692 TAAAGCAACTGCTTCTGGCG CCACAAATAGCGTTCCTCCT 196

Ai05B32205 Araip.B05 32205 c (T)14aattttttgtccacatgcaataagcttcaaatcttcaaccagaatcagaagtgttggttttttccgtctactggagactggc(T)10106 145550418 145550523 TCTGATTACTCGACCAACTCTTG TGGGTCAACATCAGTCCAGA 205

Ai05B32206 Araip.B05 32206 p2 (CT)6 12 145550870 145550881 TCCTTCGAAGCAGGAGAAAA TTGTCCTTAGGGGAGGGAAC 137



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B32212 Araip.B05 32212 p2 (TA)8 16 145581761 145581776 ACAGCTTTCCAGGTCAGAGC CCTCCATCCAGATGCAGAGT 271

Ai05B32213 Araip.B05 32213 c (TTC)5gtgcgcctctgactccttcttctattagtgctgctattactgtgttttatttttgt(TTC)5tcttcttcctaatgttacagttatttattttttttgtttga(T)10137 145582466 145582602 CTCACCAAAACCCACTCACA TTTGTTGTTTCTTCTTCTTCTTTTCA 273

Ai05B32215 Araip.B05 32215 p2 (AT)22 44 145587252 145587295 AAGACAAACTCTTGGACCCG CCAGAAAGGTGGCTTGACAT 221

Ai05B32220 Araip.B05 32220 p2 (TA)9 18 145615555 145615572 ACATGGAATTGGGCATCCTA TGGTGAACCCGAAAATCAGT 223

Ai05B32222 Araip.B05 32222 p2 (TA)7 14 145616899 145616912 TTCACCGGAGACCAAAGTTC TGAGAATCGATCATCTGGATTT 270

Ai05B32223 Araip.B05 32223 p3 (TCT)6 18 145617531 145617548 AGGGGGTAGCCTGCAGTAGT TGATGCAACAACAAATCCGT 280

Ai05B32226 Araip.B05 32226 p2 (TA)7 14 145626342 145626355 AATTTGCCTCCCACAAGAAG TAACCTTGGCCACCAAAGAC 214

Ai05B32228 Araip.B05 32228 p3 (ATT)7 21 145631091 145631111 TCATGTGATATTTATATGGGCTCC TTCAATAAAAGATGAGCAAAACTACT 248

Ai05B32232 Araip.B05 32232 c (AC)15(AT)7 44 145641224 145641267 TTGCAATGTTAAGTTTTCAAGTCA TGACAAAGGTAAGAGGGTTGG 249

Ai05B32236 Araip.B05 32236 c (A)16tacataatgttgtaaaatcaatagaaagaaaatgaggaaaaaatgcaacaacaacaatagtaaacaaacgacgacgaaaataaaacacgt(A)10116 145658065 145658180 TCCTTCTCATCTTCTGCTGCT ATAGTGCGCTTCGCATTTCT 252

Ai05B32237 Araip.B05 32237 p3 (ATC)8 24 145658626 145658649 CAGGTTGTTCATCAAACACGA ACTAGTTCCGCTGGGTTCCT 137

Ai05B32238 Araip.B05 32238 p5 (ATGAA)5 25 145662595 145662619 CAGTGTTAGAAGCCCAGTTGTG TGGAGAGAAATTGGAAAACGA 273

Ai05B32244 Araip.B05 32244 p2 (TA)6 12 145674427 145674438 TGGCAAACCAAGTCCACATA TGGAAGCCTCAACCCAAATA 272

Ai05B32247 Araip.B05 32247 p3 (TAG)6 18 145675630 145675647 AAACACCAAGGTCAAGTGGG ATCAAGTAAAATGGCGTGGC 173

Ai05B32248 Araip.B05 32248 p2 (CT)7 14 145680875 145680888 TGCGAGTAGCTCTTCGATCA TGGAGAAAAGAAAGGAAAGCA 270

Ai05B32252 Araip.B05 32252 c (A)13gcataagagaccattatttttatt(A)1249 145687188 145687236 AAAGTCCCAGCATGTGCTTC GCAAATACGCCTCTCTCAGC 267

Ai05B32253 Araip.B05 32253 p3 (AAG)6 18 145689105 145689122 CGAGAGAGTGGTGGAAGGAG CTCCACTAGCCGAATCGAAG 267

Ai05B32258 Araip.B05 32258 c (A)10tatactttaagaaaaataattttatgacaataataatggaatcta(T)1065 145695769 145695833 CCACCATTAAATAGCTTATTATGAGA TGATTGAAACTATCAGAGCATCAT 280

Ai05B32259 Araip.B05 32259 p2 (AT)8 16 145696968 145696983 GCATAAAGGATGGTTTTGGG AAAAACCAAACAAAGAATTATGAAA 115

Ai05B32263 Araip.B05 32263 p3 (TTC)5 15 145698776 145698790 CTTCAACCAGTAGCCCCAGA CACATGAACGAGGCAGTGAA 274

Ai05B32264 Araip.B05 32264 p3 (TTG)11 33 145699231 145699263 TTTCCTCCTTTGCCTCTCAA CCACCAACACAAAATCTCCC 250

Ai05B32267 Araip.B05 32267 p3 (AAT)15 45 145701497 145701541 TTTCTCAAAGCCATCCGAAC TCCATTCATCTCAAATTCAATGTC 268

Ai05B32269 Araip.B05 32269 c (A)11gcatacatgtatacgaatatttaatttggatttcactgtcattgaggtatattaaattactaatacaggcacaagtgatcttaatttgacttg(A)11115 145707567 145707681 CACGTGGTGTATTTCAGGAAGA TCGTCGTACGTTGATGCAAT 233

Ai05B32272 Araip.B05 32272 c (TA)9(TG)6 30 145710089 145710118 GCATTGCAGCCAACAACTTA GCAGCAACCTCTCTCTTCCA 277

Ai05B32274 Araip.B05 32274 p4 (AAAT)5 20 145716666 145716685 TGAAATTATGGAACCAGCAAAA CTACAAGCCCTAAAAGCCCC 276

Ai05B32278 Araip.B05 32278 c (A)10cttggattacatatgtaaagcctaatcaagtaggaataaacttttcaataataaaatagatgttaataaacaaaaatgatatataattcacatt(A)10114 145732576 145732689 TTTAAAAGTTAAATACACATGGTTTGC CCCATATCCTGCCATATGCT 252

Ai05B32280 Araip.B05 32280 p2 (TA)10 20 145734948 145734967 AGAGGATTGTCATCATCAGTGAA ACTCCAAACGTTGAGGACCA 235

Ai05B32282 Araip.B05 32282 p2 (AT)9 18 145736235 145736252 GGGTGCTTTATCAAGTATCAACC GCTTGTGTGCATGTTGTGTTT 152

Ai05B32286 Araip.B05 32286 c (AT)7gtgcctccgtgactgtcctcaatatatctctctctgtg(TA)970 145743075 145743144 ATCTGCACCCTCTGAAAGGA GACCTACCCTTCTTAGGCCG 225

Ai05B32287 Araip.B05 32287 p2 (GA)7 14 145743251 145743264 CGGCCTAAGAAGGGTAGGTC CCCAATCCCTTCACTTTTTG 233

Ai05B32296 Araip.B05 32296 p3 (TAA)6 18 145761645 145761662 TTTACTATTAGGCATTCTTGTAATCAA TGCCTTAAGGGAAACAAAGAA 165

Ai05B32301 Araip.B05 32301 p2 (CT)7 14 145766151 145766164 TTGTTTAGAGCCGCGTTTTT ATTTGAATGAAGGCACCAGC 183

Ai05B32303 Araip.B05 32303 p3 (CAG)6 18 145766884 145766901 TCCATTCCATTCCATTCCAT GGTGACTGTTGCTGTTGGTG 268

Ai05B32304 Araip.B05 32304 c (AAT)5aacaac(AAT)536 145768044 145768079 AGTGAGACCTCTGCCACTGC GGGAGAATTATTCAACTGCTGC 236
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Ai05B32306 Araip.B05 32306 c (A)11caaaaagtgtaaacggagggtccggtttcatgttaaat(A)1160 145772836 145772895 GGTTAGGTAACGGAGGGTCC GCCATGTAGGGGAAATGCTA 251

Ai05B32308 Araip.B05 32308 c (T)18aaattttgaaaagttttaaagtaattctaatatttatacgaataagtttgagtttaga(T)2399 145773894 145773992 GGTTGTCACATGGCAATCAA TGTGCGTGCTTTACACATGA 241

Ai05B32310 Araip.B05 32310 p2 (AT)12 24 145781835 145781858 CGTGTCTTTCAAAATTCATTGG GTGATGGCTGGTGAAGTTGA 278

Ai05B32311 Araip.B05 32311 p2 (TC)8 16 145790045 145790060 CTCTCGTTGAATCACGCCTC CGATGCCAAAGTGAGACAGA 125

Ai05B32313 Araip.B05 32313 p3 (TAG)5 15 145793227 145793241 TTTGGAACTGAAATCCCCAG TTTTACCTTCCATAATGACTTGAAAA 243

Ai05B32316 Araip.B05 32316 p3 (TTG)5 15 145806162 145806176 GAGAAAACAGCATCATCGCA GGGAAGCAGAGGGAAGAAGT 197

Ai05B32317 Araip.B05 32317 p3 (AGA)5 15 145806791 145806805 TAAAGGATGGAGCCATCAGG TCTCTTCCTCCTCTTCTTCGG 237

Ai05B32321 Araip.B05 32321 c (T)11gcatgattagactgtatgcattttctaataaaattcgtttctatttttgcttttcttcttgaaaataaaaaatcgtttagctaataaaaaaa(AAT)5118 145815417 145815534 ATTGTTCATGGCGGCTAAGT GCGGGATAGTGCCATGTTTA 280

Ai05B32322 Araip.B05 32322 p2 (AT)6 12 145820054 145820065 TCTCAACCAGGTTTGTGCAG CCACCACCAAAGACGAACTT 145

Ai05B32329 Araip.B05 32329 c (CAT)5(TAT)5 30 145823524 145823553 ACTGCATGCATAAGATCGGA GGATCGGTACAAGTTTCATTTCA 227

Ai05B32331 Araip.B05 32331 p2 (AG)8 16 145824705 145824720 AATTGGCATTCCCACAAAAT CCGCCACAAGTAAGGACAAT 132

Ai05B32340 Araip.B05 32340 p2 (TC)6 12 145830430 145830441 TAGGGGATGAAGGAAAAGCC TGTTTGTATGGAAGTGGTGCTT 164

Ai05B32341 Araip.B05 32341 p2 (AG)6 12 145832544 145832555 CCTTTGGGACCTTCTTCTCC CTTCCTCTGTTCGCGATTCT 171

Ai05B32343 Araip.B05 32343 p2 (GA)6 12 145833376 145833387 TTTTCTTGTAGTGTGCGTCG GTGGTAGGAACCCAGCTCAG 105

Ai05B32344 Araip.B05 32344 p3 (GGT)5 15 145833692 145833706 TCTGCATTTGCTTTTGTTTTG TCAGAATCGAAACCGTCTCC 270

Ai05B32345 Araip.B05 32345 p3 (TAT)8 24 145833955 145833978 GGTTTCGATTCTGACCCTCA TTCGCAGTGGATTAGTTTTTGA 212

Ai05B32347 Araip.B05 32347 c (A)10gatgaataagaaaaaaaagaagaagatgctgatgatgat(A)1059 145841589 145841647 TCACCCTCTTCCAAGTAATTTTG CCTTCTCTTCATCTTCTGCTGG 200

Ai05B32349 Araip.B05 32349 p3 (GAG)5 15 145842827 145842841 GAAGATGGTGATGATGATGAAAA GGTTGATTTTGGTGGCTGAT 221

Ai05B32351 Araip.B05 32351 p4 (TATT)5 20 145845382 145845401 CGGAAAGCAAACTTCTTTCAAT TGCGCATATATGTAGATCCGTAAA 151

Ai05B32353 Araip.B05 32353 c (TTC)5ctcttcctcttcctcttcc(TCT)5tttcttttgttttttgccttctctttctc(CTT)5gctgcacgttcttcttcctcttcc(TCT)8141 145868536 145868676 CGAATAAACCCCCAAAAACA GAGAAGGCAAGAAACGAAAGAA 277

Ai05B32354 Araip.B05 32354 p3 (TAT)12 36 145870033 145870068 GAGCAATGTTAGGGATCGACA CGGCCCCAATGAATAGAAAG 232

Ai05B32355 Araip.B05 32355 p3 (AAG)5 15 145874011 145874025 GCATCCATAGTGTGGCTCAG TTAAAGTCGTAGCCCAGGGA 261

Ai05B32359 Araip.B05 32359 p5 (TAATT)7 35 145889133 145889167 GAGGGGAGAGTGCTGAAGTG AAACCCAAAACTCACCCTGA 185

Ai05B32361 Araip.B05 32361 p2 (TA)54 108 145894732 145894839 AGGGACGGAAGATGGGTATC AGAGTGTGTGGGGAGTGAGG 263

Ai05B32363 Araip.B05 32363 p2 (AG)6 12 145896083 145896094 GATGTGTCGGAGGGAGAAAA AGTGACAGAGCTGCAACGAA 247

Ai05B32364 Araip.B05 32364 p2 (TA)8 16 145897741 145897756 CTGTTGATCCTCTGTCGCAA GGACATTCCCTCTATGCGTG 238

Ai05B32369 Araip.B05 32369 p2 (AT)7 14 145909302 145909315 GGGACAAGCGTCCAAAATTA CCTTGATTTCTTACCCTTTTATGC 237

Ai05B32370 Araip.B05 32370 c (TC)11tgagagtgcgttttattagttttctatattaaaagcgagtcactcaccaatttctttccttcttttcatctaccttgtaccttcctccattt(AC)6126 145909762 145909887 GCTGGCTCATTGTTGTTGAA GGCCATTTGATTTGCAGAGT 269

Ai05B32371 Araip.B05 32371 p4 (ATAC)7 28 145915905 145915932 TTGCAAAAATAATCATCTCGTTT TGGAACAAAGTTCAATTCTCCA 280

Ai05B32375 Araip.B05 32375 p3 (GTG)8 24 145926205 145926228 TGAATGGCTCCTCTTGCTTT AAAAACAACAGCCACAAGCC 223

Ai05B32376 Araip.B05 32376 c (ATT)5atggttgtcatcaaaatggttgttcctttttgagagta(ATG)774 145926542 145926615 CAAATGGCTTGGTGATGATG GGACGAGGATTTGGAGATGA 157

Ai05B32377 Araip.B05 32377 c (GGT)7tcagcttgtgatattgttgttgtagc(ACT)6tctcttggaagatctactagaccaataccaatcctttcccataattgata(ATG)6133 145927475 145927607 GAAGGGATGAAATGGATGGA AGCTAAAGGATCCGGCTTTC 257

Ai05B32386 Araip.B05 32386 p2 (AG)6 12 145936331 145936342 TGTCTTGCTTCAAGGGTTGC ATGCCGCGTTTATTATTTGC 236

Ai05B32387 Araip.B05 32387 p2 (AT)7 14 145936537 145936550 GGGAGGAAATCAAAACAGACC GCCGGTTTTCGTGTAGTGAT 217
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Ai05B32388 Araip.B05 32388 c (T)10ggtcagggaataatttttagg(T)1142 145937524 145937565 TTTCTTTGTGATTGCGAAAATG AAGCCCATTTATCCGAAGGT 175

Ai05B32391 Araip.B05 32391 p2 (TA)6 12 145939899 145939910 CAGATGTCCACCATGAAACCT CAAGCTTGCAAAACATTAGGC 262

Ai05B32396 Araip.B05 32396 c (A)10gaaaaaagaatgcagcattcgttataggaaaagtctaggggccagcagatttattaaaatctggccaatacttagccagc(A)10100 145943378 145943477 GACTCTTGCATGTGTCTCTTTGA GGCCAGCAGATTTTGTGAGT 273

Ai05B32399 Araip.B05 32399 c* (A)14(AATT)5* 32 145944501 145944532 GACGGCTTGTTGCATTCTCT CCAACAATTGCATGTGTGTTC 269

Ai05B32404 Araip.B05 32404 c (T)10caaag(A)11 26 145954260 145954285 AAAGGTACAACTTGGCGGTG GATCCATATCCGCTCGAATC 253

Ai05B32408 Araip.B05 32408 p2 (AT)7 14 145962222 145962235 GCCCATCTTTCTCAGCTTTG GCAAGACCCTAAAGTGCCAG 219

Ai05B32410 Araip.B05 32410 p3 (AGA)8 24 145967560 145967583 AGAAGCCATGGAAAAAGGGT AACAGAGCGCCAAAGAAAAA 242

Ai05B32411 Araip.B05 32411 p3 (TTC)6 18 145969584 145969601 AACCTCGATGAGATTGTGCC GCTATTTCGAGCATGGAAGC 247

Ai05B32412 Araip.B05 32412 p3 (GTT)7 21 145970441 145970461 CAGATTCCCAGTCTTGGAGG TTGGTGTTGGCCTATTCTCC 164

Ai05B32414 Araip.B05 32414 p2 (TA)6 12 145971676 145971687 AATTAAATCGTGTGTTATTTTTGTCA GCTCTTCTCTTTCGTCATAGGG 213

Ai05B32415 Araip.B05 32415 c (A)13ttaaaaagtgctcctttatga(T)1347 145974699 145974745 AACTGTGACCCTCGTGATAGC ATGCCAGCATGGCACTAAG 264

Ai05B32416 Araip.B05 32416 p2 (TA)6 12 145976756 145976767 GGCGTTGATTGATATTGGCT TGCATGTTAATTTGCACAACA 185

Ai05B32420 Araip.B05 32420 c (T)10cccttccactacacacattcactcactattaacatttaactattaagtgctgaatga(T)1077 145979979 145980055 TGAACAAATTCGCGATGAAC CTGGGCTTTCTTGGTCTGTC 190

Ai05B32422 Araip.B05 32422 p3 (TAA)11 33 145983932 145983964 CCAGGCCACCAGAGTTAGAA AGGCATCTAGAGATGGTTGGA 240

Ai05B32424 Araip.B05 32424 p2 (GA)8 16 145987691 145987706 CCGCTGTGGATTTTCTTGAT GTCAGTTAAGTTACCCGCCA 230

Ai05B32427 Araip.B05 32427 c (A)10tggtatcatgataataatgtg(TA)847 145994921 145994967 AGGGCACCACGTGACTAGAG TCTTCGGCTTGATATTTGCAC 280

Ai05B32432 Araip.B05 32432 p2 (AT)8 16 146002441 146002456 AGGATGCACCACCTGAAAAC CTCACGGTTCTCTTGCCAAT 205

Ai05B32433 Araip.B05 32433 p3 (TTA)6 18 146004300 146004317 TGCTGAGAAGTTCACTAATTAACAAAA GAGACCTCTTCTGCCACAGG 155

Ai05B32434 Araip.B05 32434 p4 (ACAT)8 32 146004753 146004784 AAAGGACCCCATGATGTTAGA CCCCATCAATCAAAATCTCC 278

Ai05B32435 Araip.B05 32435 p2 (CT)8 16 146007363 146007378 CACCAAAACCACAGCTCAAA GACACCGGAGCCAATACCTA 246

Ai05B32437 Araip.B05 32437 p2 (GA)25 50 146009778 146009827 CATGGAATACTGCCTCACGA AAACTCTCATCGCAGCACAG 277

Ai05B32438 Araip.B05 32438 c (T)10acctaaaaaacaa(T)1033 146010733 146010765 TCCAACCTGGCAGAAAGAAC TGTTGACACAGCTTGAAGGC 118

Ai05B32441 Araip.B05 32441 p3 (TGT)7 21 146028679 146028699 TAGGTGTTGGCATCGTTGAG CAGAGCTCGCTAAACAACCC 236

Ai05B32445 Araip.B05 32445 p3 (ATA)9 27 146035984 146036010 TCCCAATCCATGTTAGGAGG TCAATCGTGGCAAAACAAAA 238

Ai05B32449 Araip.B05 32449 p2 (TA)7 14 146053855 146053868 AGTTCGAATGGGGTTGATTC TCGAGCCTAGTTTGTTTTCAA 278

Ai05B32450 Araip.B05 32450 c (A)10tgaatgacatgtttaaaataggagtgacattattatctcctgtaaata(T)1068 146056789 146056856 GCATGCTCCTAATATCTACCTCTCA CGTGAAGTTTGGTTTGGAAAG 217

Ai05B32461 Araip.B05 32461 p3 (GCT)5 15 146081749 146081763 CAACGATCCACCCCATTATC CTGGTTTCGCTTTGCAACAT 155

Ai05B32462 Araip.B05 32462 c (ATA)6acaata(ATG)539 146083649 146083687 TGTCACCAACGACTCCATGT AAGGGAAAAACACCACCTAAA 259

Ai05B32466 Araip.B05 32466 p3 (ATC)37 111 146090435 146090545 GGCTGGATATATCGACCAAGA CCAACAGGAATAACAATAGTAACAACA 277

Ai05B32467 Araip.B05 32467 c (A)14gaatatattagaatttttcaatgcattgata(AT)657 146099466 146099522 CTCAATTAAGAGGTTGCGGG TGGGAAAATAAGTGCAGTTGAC 240

Ai05B32474 Araip.B05 32474 p2 (AT)8 16 146119645 146119660 TCCCCTATTTCTACCCTTTTTAGC GCCTTCGCAAATACAAACTGA 280

Ai05B32487 Araip.B05 32487 p3 (TCG)5 15 146177159 146177173 TCTCTCCCCTCACCTCGTTA AAGAAGACGACCACCACCAC 240

Ai05B32491 Araip.B05 32491 p2 (TA)10 20 146186093 146186112 TTCTCCAGGAACCATTCTGC GCAACCTTTGCCTTTTGAAC 260

Ai05B32496 Araip.B05 32496 p2 (TC)7 14 146200668 146200681 GCGTCTTCTCCATCGTTCTT TCATAATCCACTTCGCCTGG 208
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Ai05B32498 Araip.B05 32498 p6 (AGCATG)5 30 146208974 146209003 CCCCTAGGAGGGAGCAACTA GAGGGTTCTTGGGGAGAATC 232

Ai05B32499 Araip.B05 32499 c (TAA)5tcaagtcgaaacattaagtaatcc(A)1352 146213207 146213258 TGGCATAATAATGAGCACCA TCTTATTGTTTTTCTGTGGGCA 214

Ai05B32500 Araip.B05 32500 c (A)10ctgttact(ATA)1357 146214840 146214896 GCTAAACAAATCCACAACACCA GGGTGACAATTTCATTTCCG 257

Ai05B32504 Araip.B05 32504 p3 (GAT)11 33 146231417 146231449 CCTATGTTTCGAATGAACCGA CCGTCATCATCAACAACACC 269

Ai05B32506 Araip.B05 32506 p3 (AAT)5 15 146235472 146235486 AACTTGCACTATCCGCAAGG TTGGCTATTTGATCAATGATGG 172

Ai05B32508 Araip.B05 32508 p3 (GAA)5 15 146238366 146238380 TTTGCTGCCCACAATTAACA GGTCCATTAAGTCAAGCCCA 266

Ai05B32519 Araip.B05 32519 c (A)15ctaaaatttaaattcagtgcacctcttaacaagacaaacataattgccacaaaaccaagctttgcgatgtgtaagcatctca(T)15112 146249038 146249149 TGGACCTGCCTTTTGGTATC GGCCGATGAGTTTCGAGTAG 280

Ai05B32522 Araip.B05 32522 p2 (TA)7 14 146257289 146257302 GGCAATATTCGGCAAGAAAA TTCCGTGACACCTTTGATGA 186

Ai05B32526 Araip.B05 32526 c (A)10ggatac(A)10 26 146270141 146270166 GATCTGATCCAATCCAATAATCTT AATGCTACCAAGGTTTCGCA 228

Ai05B32530 Araip.B05 32530 c (A)10gtatcgatattttagtaattctagccattgattttaaataaaat(TA)666 146272462 146272527 ACAATCGATGCACCACATTT ATGTTGTGCCAAACTGCAAA 269

Ai05B32537 Araip.B05 32537 p3 (AGA)6 18 146276847 146276864 CCATTGATCTCCAAAGGAGG GATCGAGTAGCCGGTGATGT 249

Ai05B32539 Araip.B05 32539 p3 (AGA)6 18 146278398 146278415 CCATTGATCTCCAAAGGAGG GATCGAGTAGCCGGTGATGT 249

Ai05B32547 Araip.B05 32547 c (T)12aattgggtccatgcactaatttttttttaattaagtccctcttaatagtaattggcttaattttatagggacccaattt(A)12gaattggtataggaacctaaataaaag(A)10140 146285761 146285900 CTCTATTGGTCCCTATAATTTCGT TTAAGTCCCTGCACCATTTTT 280

Ai05B32549 Araip.B05 32549 c (AT)6ctaacctcgaatgtatatgttgtgcttgaaat(TTA)971 146289527 146289597 ATTTTGGGGAGGAATCAAGC CCTGCAATTAGCATCAACGA 270

Ai05B32550 Araip.B05 32550 p3 (TAT)6 18 146289773 146289790 GGGATTTGCTTGCCTCATAA GAACGGCATGAAACCTTGAT 213

Ai05B32552 Araip.B05 32552 p2 (TA)8 16 146291166 146291181 GCGATTTATGTGCAAATAGGG CTCCTCATGATCACCATCCA 220

Ai05B32555 Araip.B05 32555 p2 (TA)6 12 146297156 146297167 GAATCCTTTTTATCGTTGATGGT TGCACTGCATTAATGTTCAAAT 249

Ai05B32557 Araip.B05 32557 p3 (ATA)6 18 146298610 146298627 TCTGCGAGTATCAACATCCG TTTGAACCGTGGAACATTCA 170

Ai05B32560 Araip.B05 32560 p2 (TA)6 12 146308850 146308861 TTACTATTGTCTTCGTTGGCG TGGGGTCACTTTTCCTCAAG 135

Ai05B32565 Araip.B05 32565 p2 (AG)6 12 146318491 146318502 TTCCACCAAAGTCCAACTCC ATGGGTTGGTGCTGTTCTTC 186

Ai05B32566 Araip.B05 32566 c (AG)8aacaagctttattttttttccctcctccttaaatcaatggcaagttgaaaacaattgcaatgaggaggaattgattcttcctggagaaattgaagg(GA)7ggaaagaaaaaaattgt(A)10153 146318748 146318900 TCATGGGAATTTTCCACCATA TTAGCTGGCCACTCGTTTTT 245

Ai05B32570 Araip.B05 32570 p2 (TA)6 12 146324611 146324622 GGGGAGACCAGACAGATCAA ATGAACCGTCCTTTTTGTCG 163

Ai05B32571 Araip.B05 32571 p3 (CTT)7 21 146325532 146325552 CACGGTGGATAGATGACGTG GTGGGATTCATTGGAGGCTA 255

Ai05B32572 Araip.B05 32572 p2 (TA)6 12 146327429 146327440 TATAAAGGAGGCCAATGCCA AGGATGCAAAAGTGTGGTCC 213

Ai05B32573 Araip.B05 32573 c (TA)8tgtatatga(T)1136 146330210 146330245 AGTTAAGAACATTGATTGGAAGGT CCATGCCTTCTGTTATTTACACC 192

Ai05B32579 Araip.B05 32579 p2 (AG)6 12 146338170 146338181 GAGCACCCTACGAATTTCCA GGCTCACTTCCACCCTTACC 273

Ai05B32582 Araip.B05 32582 p3 (GAT)5 15 146340755 146340769 AACACCGAAACTTTTTAACCG GTTAAGAAATTCGATTTCACGG 250

Ai05B32583 Araip.B05 32583 c (A)10gaaagaagcgcaagaagtaatagtagtactagtaaccatgtgagtgaatactctatccggtccctgacaattacctcaaaaggacaacgaggtcccaag(A)11120 146342072 146342191 TTTCAGGTCAGGTTTGGGTC ATCAGAGACCGGATTTGGTG 216

Ai05B32587 Araip.B05 32587 p2 (TC)7 14 146351383 146351396 AAACTGGACACACCGAGGTC ATCGCAAGCTGAGAAAAAGC 210

Ai05B32588 Araip.B05 32588 p3 (GCA)5 15 146353342 146353356 CAGCAGCAGCAAAGACTGAG TATTGCATCAATCTGCGAGC 215

Ai05B32589 Araip.B05 32589 p3 (TTA)5 15 146355710 146355724 GCCGTCAACTTGCAAAGAGT TGTCACCCATTACAGGCAAA 175

Ai05B32590 Araip.B05 32590 p3 (TTA)6 18 146362607 146362624 AAATTGCATTTGCGTCTTCC CACACGCACAACACATTGAA 235

Ai05B32592 Araip.B05 32592 c (TAAT)5tagagagaaataagt(A)1045 146366018 146366062 TGTTGGGTTTCTTATTCCGT TTTCCAACTAGCAAATTAAATCATC 278

Ai05B32595 Araip.B05 32595 c (T)14aaatataatacctggcaatgaatcaatgaatcattaatga(T)1064 146377808 146377871 ATCAATTACAACCGGCCAAC GCCCCATGTCTTTGTCACTT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B32599 Araip.B05 32599 c (A)13gaacaataaatgttgaaaaaaaaggaaacaatataatgaat(A)1064 146381920 146381983 TGCTGGAAGTGCAAAGAAAA GAAGATTATGAAGCGCAAGTACAA 278

Ai05B32602 Araip.B05 32602 p3 (TAT)8 24 146384166 146384189 TGGTTGCAAGCAGACAAAAC GAGGGTGGGAGACAATTTGA 221

Ai05B32603 Araip.B05 32603 p3 (TCA)6 18 146384431 146384448 TCAAATTGTCTCCCACCCTC TGTGGATTGGGAGGAAGAAG 248

Ai05B32608 Araip.B05 32608 p2 (TA)6 12 146404006 146404017 TATTGGCCAAGTTATGTGCG AATGGTATTAGCTGGCCGAA 262

Ai05B32615 Araip.B05 32615 p4 (AATA)6 24 146420301 146420324 CGCTTTGCTTTTACGATATCAA ACAAAACTTCACAGTGGCCC 207

Ai05B32618 Araip.B05 32618 p4 (ATTT)6 24 146427021 146427044 TCGATCTAATTCAAACTGCACAA TGAAATGAATATTGTCTATCTTAGGGG 253

Ai05B32620 Araip.B05 32620 p3 (ATT)12 36 146429829 146429864 AGCCATTGTACCAAATGCTTC GCATATCCACAGCGGAGTCT 228

Ai05B32624 Araip.B05 32624 c (GAAGAG)5gaagaagaagaagacgaagacgaagac(GAA)5g(AGA)691 146441222 146441312 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 232

Ai05B32626 Araip.B05 32626 p3 (TTA)8 24 146449418 146449441 TGGCCCAAATATGGTTTTGT AGCTGCAAACATACGCTCTG 184

Ai05B32628 Araip.B05 32628 p3 (ATA)5 15 146457526 146457540 CAGACCCTACACATTCAAGAACT GCTTCGAGCACACAAACTCA 258

Ai05B32629 Araip.B05 32629 c (T)10cttgtttgggtacaattgtgacttattacttaatttatgcctaattttagatgcgtttgtgttca(T)1085 146457983 146458067 TCCCTGAAGTTGTGTTCATGTC TGCTTTCATTTAACTCTCAAGGT 233

Ai05B32631 Araip.B05 32631 p2 (AT)7 14 146460033 146460046 TTTTCAATTTTTGCATACCACG TTGTCTCAACTGGTTGAACTTG 246

Ai05B32634 Araip.B05 32634 p3 (CTT)6 18 146461897 146461914 GAGACTTGTGGTTTCTGGTGC GAGGAAGAAGAACGTGCAGC 242

Ai05B32642 Araip.B05 32642 p2 (TC)13 26 146473304 146473329 CCGGTTAACCAAAACCAAAA TCCTTCCATTGCTTTCGTTC 154

Ai05B32646 Araip.B05 32646 c (T)10ccttttaattgggtccctataca(T)1043 146476879 146476921 TGGTCCCTATAGTTTCGCCA CCGAATTTTCAATTAAGTCCC 207

Ai05B32650 Araip.B05 32650 p3 (TTA)7 21 146483897 146483917 TGGCCCAAATATGGTTTTGT ATGCCCCCATAATCCTTCTC 268

Ai05B32659 Araip.B05 32659 p3 (TCT)6 18 146514656 146514673 TCTCCTTCTCCTTCCCCATT TCAGCAGCATCAAGTGAACC 245

Ai05B32662 Araip.B05 32662 c (T)14gtattattttatttgatttggaatttgagagagatgtactataaaattaaccttgagagttaaatgaaagcattatttagtcacc(A)14113 146518171 146518283 TGCCTAATTTTAGATGCGTTTG GAACAGAGACAATTGCCTAAATGA 217

Ai05B32665 Araip.B05 32665 p2 (AT)10 20 146519886 146519905 GATTTTGGGGGTACGGAATC TTCGATTCGGATAATTGGGT 266

Ai05B32673 Araip.B05 32673 p2 (TA)7 14 146540270 146540283 ATTGGTGGGAGTGGTGAGAG TCACACAGAAGGCATCTTGC 253

Ai05B32676 Araip.B05 32676 p3 (GGA)6 18 146546940 146546957 TGACCACTTGAAAGAACCCC AAGGGTCTTGTTGATGCTGG 229

Ai05B32679 Araip.B05 32679 c (TTC)7aaagtgcgaaacaaaaacagcgcgaaacaaattcaaagatttttttggtgtctaattcaaagagactttgacatcttaaatacgaac(T)11119 146572029 146572147 CCTTGGTCTCTTTAGTGCCG GTGGGTAACACCACCTTTGG 212

Ai05B32685 Araip.B05 32685 p4 (TTTC)5 20 146589627 146589646 ACCGGAGCCTTACATTTTTG ATGATTGAGGCATGGAGAGG 273

Ai05B32686 Araip.B05 32686 p3 (ATT)5 15 146591500 146591514 TCACCTGAAAGAAACCCCAC TCCCACGCATGTTCTATTCA 189

Ai05B32691 Araip.B05 32691 c (A)10ttgatttatc(A)1131 146602129 146602159 AATGTTGTTTTCACCTTTCATTTT TGTTCAGGAGATGCATCAAGA 245

Ai05B32696 Araip.B05 32696 p3 (CAC)5 15 146607807 146607821 TACCACCCAACCTCAAAACC GTTGTGGTGGGAGGTGAAGT 215

Ai05B32706 Araip.B05 32706 p2 (AT)8 16 146635409 146635424 GAAGAGCAAGCCGAAGAAGA AATCGGACCGTCTGTTTTGT 199

Ai05B32707 Araip.B05 32707 p2 (CT)6 12 146641865 146641876 CAACACAAACCCAAATGCTG TGCACTAATTCGCACCTACAA 269

Ai05B32710 Araip.B05 32710 c (CT)6gtgaaggaataccttcatcaaaaaataaattaataaaataaaaccatatatatatactttatcataattactatatcaactttttttttgtctg(T)11117 146642501 146642617 TTCGGCAAACTTTAGAACCAA ACCCAATGCTTCTTCCAGG 280

Ai05B32711 Araip.B05 32711 c (TTA)7tattattattatttttttttactaaagataggagactcgaacccacaatctcttaattgagtatcgagagactatgacatttgagctataactcattgga(ATT)11154 146644925 146645078 TCTTTGCATGGTTTTCTGGA TGTTTGAAATTAGTAGTCCCGC 237

Ai05B32713 Araip.B05 32713 c (A)10tcctcaaaaatgaacaaataac(T)1042 146649055 146649096 GAGGCATTGTTTTGTTTTGC TGGCAATCATCAAGAAAGCA 171

Ai05B32719 Araip.B05 32719 p2 (AT)9 18 146666864 146666881 AAACAACAACAACAAATGTCTGAA TGTGAACATAACCGTGTCCAA 264

Ai05B32723 Araip.B05 32723 c (AATA)5attggatgattatatataatgcttatctaatttctctgtctgttcctcttccgcagacatcagagagaga(GT)7104 146673748 146673851 CATTGTGAGTCAGCAAAGCC CCAAAGTAAAAAGGTCAGAAAGC 254

Ai05B32728 Araip.B05 32728 p2 (AT)6 12 146684298 146684309 GGGTTGTCTATCCGATCTGC GCAAATATAAAATTCAATCATTCCG 261
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Ai05B32729 Araip.B05 32729 c (GT)6ctgttttgctttccatg(CTT)544 146692493 146692536 TCTGCCTTCATTCCATTTCA ACCCAAATGAATTCCCCATT 229

Ai05B32731 Araip.B05 32731 p3 (TTA)6 18 146697183 146697200 AATGGTTTCTAATTTCGGCTC GCAGAGCTCCATCTTCAAGC 260

Ai05B32732 Araip.B05 32732 p4 (TAAT)6 24 146699147 146699170 GGAGCATCTGGGTCTGTCAT TGAGCTTATGCCTTCAACCC 194

Ai05B32735 Araip.B05 32735 p3 (GGT)5 15 146725952 146725966 TGAGAATGAACGACGCAAAG TCTCACTTCACTCGCCTTTTT 183

Ai05B32736 Araip.B05 32736 p2 (AT)11 22 146732739 146732760 CCCTGATGCTTTATCCCTGA GCAGCAGCGGATAACTTTTT 277

Ai05B32737 Araip.B05 32737 p3 (GGT)5 15 146744556 146744570 GCGTCCTAATGTTCCTCGTC CAGATTTCGCACATGACCAC 108

Ai05B32738 Araip.B05 32738 p3 (TGA)5 15 146744876 146744890 TTTTCTGAGTTCTGAGTTTTGGG CAGAAGCAGCAGTTGAACCA 266

Ai05B32747 Araip.B05 32747 p2 (GA)6 12 146769584 146769595 GTCTCTGGCGAAGACGGTAG TATTCCCTCACATCGGAACC 260

Ai05B32755 Araip.B05 32755 p3 (TTC)5 15 146782405 146782419 TCTTTGACGCCATCACTCAG GAAAGGCCCACTATGACGAA 157

Ai05B32756 Araip.B05 32756 c (A)10gaaaaatctgaaaacggagggtccgttttcttttaaggaaaaaatt(A)10tctaaaaacggagggccgttttcttttaagggaaaaataaaaaaaacaaaaatctgaaaatggagagtccgatttgatttcaaatat(A)10163 146785949 146786111 GCAGCAAAGAACTCAAAGGG TCGGACCATCCGATTAGTTT 228

Ai05B32757 Araip.B05 32757 p2 (TA)6 12 146786369 146786380 CCAGTGTGGGATAGGTTTGG TGTGCAAAAAGCCAAAAACA 217

Ai05B32766 Araip.B05 32766 p2 (TA)7 14 146807201 146807214 CACGTATCAGCGTGTCCAAT GGACACGGCATAACATGAAA 179

Ai05B32769 Araip.B05 32769 p2 (CT)10 20 146809865 146809884 AAAGTGCTTGGCTAACAGGC GGAGAGAAAGGAGAGTGGGG 266

Ai05B32770 Araip.B05 32770 p3 (GAG)5 15 146811387 146811401 ATGGTGAGGTGAAGGTGGAG CATCGAACACTTCCCCTGTT 280

Ai05B32772 Araip.B05 32772 c (TAAA)6aacggtgggtccgttttgttttaaag(A)12ttgttaacggagggtctattttcag(T)12aaaaacaagggtccgatttcatgttaaataaat(A)10142 146812246 146812387 TAGAGCAAGGAACTCGGACG GTGGGACAGAGAGAAATCGG 219

Ai05B32778 Araip.B05 32778 p2 (AT)8 16 146821495 146821510 TTCAAATTTCCACTTCTACGGA TGATGTCATTATCTTTCGTAGACCC 182

Ai05B32780 Araip.B05 32780 c (T)10atttatcctatatatggatacctatatatttctttcatattttatgaatgaaattatctgactttg(A)1187 146823719 146823805 TTCTTTGAGGACCAAAATGGA ATGCTGGGATCCAGAAACTG 215

Ai05B32787 Araip.B05 32787 c (A)10ccttcatggttaaaacagaattgatgaatttctctgttgaacttagattgaagattttgtaaatgtacttaaa(T)1093 146834357 146834449 CCACTGTGTCTGTGTGTGAAA TTCTTGGATTCTTGTTCTGCAA 189

Ai05B32789 Araip.B05 32789 p2 (AT)8 16 146836908 146836923 AAGTCTGAGGGTTTGATTTGTG TCGGCATGAGATAAACTGGA 265

Ai05B32791 Araip.B05 32791 p2 (GA)9 18 146840132 146840149 GCAAGGAAGAGTGCCAAAAG GGCACCAAATAAGCTACGGA 224

Ai05B32794 Araip.B05 32794 p2 (TG)6 12 146845240 146845251 CCATTGAGGAGGTAGATGGC TTGGACACACTCCAACGGTA 237

Ai05B32802 Araip.B05 32802 p2 (TC)7 14 146859536 146859549 TTCATCACTGTTTCCATGCC TTTTCTATTTGCTGGCACCC 202

Ai05B32803 Araip.B05 32803 p3 (ATT)5 15 146860724 146860738 GGCCAGGATTAAAAAGAGGC CCTTTCCTTGAACCATTTGC 244

Ai05B32804 Araip.B05 32804 p4 (TGAA)5 20 146866634 146866653 ATGGCATGCTTGGAAACAG TCAGTTGCGTGTTCCAAAAG 267

Ai05B32805 Araip.B05 32805 p2 (AT)7 14 146867625 146867638 TCATTTTTCCAGGCTGCTAGA GCATTTCTTTCATCTCTTCCCA 255

Ai05B32812 Araip.B05 32812 p3 (AAT)6 18 146876064 146876081 GATGGATGAACATTGCTTTCAA TGCTCTGGTGCATGTTCTTT 120

Ai05B32813 Araip.B05 32813 p3 (ATA)8 24 146877966 146877989 TTCCCGAACTTTGGATTGAG AACTGAACGAAAATAAAATGGCA 193

Ai05B32815 Araip.B05 32815 c (A)10gagattaatgttgagttatttaagatccataccttcaatccatattgacccaataaaacagaaatagacacgaccagaaaat(A)11103 146881883 146881985 CCCAATTGTATATGGGCCAC TTTTCTCGACCCACAATTCA 277

Ai05B32817 Araip.B05 32817 p2 (AT)13 26 146886315 146886340 CTTGAAACACCAGCAGAGCA TTTGCTGAGTTCCCATAATGC 260

Ai05B32819 Araip.B05 32819 p3 (GAG)5 15 146898809 146898823 TGCTGGTGTAGGAAGTGCAG TCACCTTCCCCATTGGTATC 257

Ai05B32820 Araip.B05 32820 p3 (GTT)6 18 146900333 146900350 TGACGGATTCTAATCCAGGG AAACCACACCACTTCTTGCC 150

Ai05B32821 Araip.B05 32821 p3 (AGC)5 15 146901592 146901606 AGCAGCAGTTGGAGCAGAAT ATGCTGATGAGGAGCCAAGT 221

Ai05B32830 Araip.B05 32830 c (T)10g(T)10 21 146918888 146918908 CGCAAAATCGAATCGAAAAT TATCGAGCCAACCGAAAATC 109

Ai05B32834 Araip.B05 32834 c (TA)6tcttcataatatcctcattcatcagtgtgcagcagcaacaatatattctggcatgcatgtgatgaaaaagagcaaagtacaca(CAT)5110 146922655 146922764 GAAAAGGCAATTCTTGCAAAC TCCATCTGCTGATAAATTGGTG 249
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Ai05B32836 Araip.B05 32836 c (CCA)10acaccaacaccaacacctataacataacattaatctaaaattaacaaaaaaataaaattatattctaatatgttaaataac(A)14125 146933431 146933555 TGGACAAAAATACCCTCACCA TGCTCCGGAGGAACATATTA 253

Ai05B32843 Araip.B05 32843 p3 (TTA)5 15 146959056 146959070 CAGATCAACAAGATTGGAATGC CCAATCCTGAAACGAAATTGA 269

Ai05B32845 Araip.B05 32845 p3 (CTA)5 15 146962035 146962049 GCTTTTAACTTCATCCGGAAA CAGTTGGATTTAGTAGCAGATGGA 232

Ai05B32847 Araip.B05 32847 p3 (TTA)5 15 146963440 146963454 CAGATCAACAAGATTGGAATGC CCAATCCTGAAACGAAACTGA 271

Ai05B32858 Araip.B05 32858 p2 (TA)8 16 146993430 146993445 GCAAATCATATTGCCTTGAAAA GGTGTTTTGCCTACTTTTGTCC 271

Ai05B32859 Araip.B05 32859 c (T)10ctgctccaaagttactaccaccactccatcaataatgctttaagcctcttataacaaaaggatgaacccacttctccccttttctcaa(T)11109 146994122 146994230 TTTGAACCCACTTCTCCCCT TCCTGGATCTGCTGTAAGGC 241

Ai05B32862 Araip.B05 32862 p2 (GT)8 16 147000646 147000661 TGCTGGTCTAGGAATGGGTT AAGCATCAGGGGTCATATCG 218

Ai05B32863 Araip.B05 32863 p3 (AAC)7 21 147003657 147003677 TCCATGAAAACTTCTCCCCC AGACCGTACACGAGGTGGTC 224

Ai05B32865 Araip.B05 32865 p2 (GA)13 26 147009005 147009030 GCAAGCATTGGGAATGATCT AGAAATGCAAAGGGCAGACA 279

Ai05B32866 Araip.B05 32866 p2 (GA)6 12 147014331 147014342 AAAGGGTGAAGTCCACAACG GGAATCCCTAAGGAGAGCCT 178

Ai05B32867 Araip.B05 32867 c (T)12(A)11ggttgaggcatatcatttcttttc(T)1966 147015108 147015173 ATTGAACCTTGGCAGCTTCT TCCTCCCATCTTGTAACATTCTT 275

Ai05B32871 Araip.B05 32871 p3 (ACA)8 24 147021414 147021437 AACTTCCTGGGCACTTCAGA TGACGTCGTTTGATCCATGT 267

Ai05B32876 Araip.B05 32876 p2 (AT)12 24 147054743 147054766 ACGTTGAAGGTGAAAAGCGT TTTTGGTTCTCACCTGTTTCG 228

Ai05B32884 Araip.B05 32884 p2 (AT)15 30 147082266 147082295 TGTTTTCATGTTGTGTTTTAATTGG AAATTTCAAGCAGTTCGGTTG 274

Ai05B32887 Araip.B05 32887 c (A)10g(A)10 21 147084890 147084910 GGTGCCATTTATTACTGCTGC TGGCCAAATAAAATGAACACC 238

Ai05B32891 Araip.B05 32891 c (TCT)5tttctttcgtttctgcacgttcttcttcctcgtcttcctcttcttcttcatttatgttcttttctctctgttttctc(T)10102 147090271 147090372 CGCTTCGAACCATTCTTCTT TTTCTCCTCCTCATCTTCTGC 267

Ai05B32892 Araip.B05 32892 p3 (GAA)10 30 147090899 147090928 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 206

Ai05B32893 Araip.B05 32893 p3 (ACA)5 15 147091577 147091591 GCCACCATAAAACTCCCCTT AATATTGTGATGTGTCAATATGTTAGC 183

Ai05B32896 Araip.B05 32896 c (A)11caccaaatccggcccctaata(T)1042 147114237 147114278 AACTCGAAAGGACAACGAGG AAATACCAACCCAGCCACTG 136

Ai05B32898 Araip.B05 32898 p2 (TA)6 12 147126037 147126048 TAACCCCATTGCAAAAGCTC AAGCCGATGCTGATGAAAGT 185

Ai05B32901 Araip.B05 32901 p4 (AATA)6 24 147140426 147140449 AGATGTTCAATCGGGCAAAT GAACCAGAGATGGCCTTTCA 258

Ai05B32904 Araip.B05 32904 p5 (GATCC)5 25 147147467 147147491 CAAAATCCGTAATCCGATCC TGGTTCCAATGGTGTGAAGA 217

Ai05B32906 Araip.B05 32906 p3 (GTT)6 18 147158638 147158655 CGGCCCTCTCATTATCACTT GAGGCTAAGATTCAACCCCC 154

Ai05B32907 Araip.B05 32907 p3 (ATG)5 15 147159515 147159529 ACCCATGCAAAATCCAACAT TGAAGATCCTTGGAGGATGG 240

Ai05B32908 Araip.B05 32908 c (TTA)6(TTG)17 69 147160484 147160552 TGTTTCGGCCCAAATAAAAC CTAACTTCACCGCCGCTATT 280

Ai05B32910 Araip.B05 32910 p3 (TAT)6 18 147165931 147165948 ACGATGACGACAACAACAGC GAATTTTGATACATTAGAGACAAAAGG 270

Ai05B32911 Araip.B05 32911 p3 (AAT)6 18 147166626 147166643 CCAAAATATTGGGGACAAAAA AGCCGAGCAAAATATCTGGA 202

Ai05B32914 Araip.B05 32914 p3 (GAG)6 18 147183018 147183035 CTTCTTCGGCTCTGGTTCAG GGCAAAGAAAAACGCTCAAG 211

Ai05B32929 Araip.B05 32929 p3 (TAT)5 15 147228488 147228502 CGTCCAATTAGACATGTTAGAACG TTTTAGCATCGGCAGCAAC 265

Ai05B32932 Araip.B05 32932 p4 (AAAT)5 20 147235358 147235377 TCCCATGCAAAGAGAAAACC TCCATACCGGTGATCTTGGT 265

Ai05B32933 Araip.B05 32933 p3 (TTC)6 18 147239376 147239393 CATGGCTTCAATCCCTCATT AGCTTCTGCCAGGTTCAAAA 132

Ai05B32937 Araip.B05 32937 c (T)10caattgagttcccacacttttttttccttttatttgagtccctgcattaa(T)1070 147248671 147248740 AAAACAAGCCAAAATGCAGG TTGACTTCATTATATAGGGACCCA 245

Ai05B32938 Araip.B05 32938 c (T)15gactaaacagaaaag(A)1646 147250001 147250046 TATCTGTGGGATGCCTTCCT TTTGGTGCGAACATTCATTC 272

Ai05B32942 Araip.B05 32942 p3 (TAA)5 15 147260186 147260200 CATTCATTTCCAATTCGCGT ACTGCGCTTGAGTTTCCACT 273
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Ai05B32944 Araip.B05 32944 p5 (TATAT)5 25 147262639 147262663 CGATCCCTTTGGAATTCTCC AGCATGAATAGCCCCAAAAA 249

Ai05B32945 Araip.B05 32945 p2 (TA)6 12 147263747 147263758 TGGCTACTGCCTAGTTTTGGA TCCCTAACGGCTAATTTTAATGAC 213

Ai05B32946 Araip.B05 32946 c (A)10ttgaaaaaagagactgaattttttttgaataatgc(A)1257 147264938 147264994 GGCCAAAACCCTTAATGAAA AGGACCGTTAAAATGAGACAAA 170

Ai05B32959 Araip.B05 32959 p3 (TGT)7 21 147284525 147284545 AGAGAGGAATGAAGCCCTCC CAGAAACAGCCAAAGCATCA 279

Ai05B32961 Araip.B05 32961 p3 (ACC)5 15 147288613 147288627 GGGTTTCACCCTTCAAAACA GAATTTTGCCACCGAGAAAA 211

Ai05B32964 Araip.B05 32964 c (A)10gagatttttttatagtcttcttatactcaattaagaggccggttcgagtctccatatcttttggt(A)1489 147300248 147300336 CCAGTTCAAGATTTGATTCACC ACGATAGCCCGCTACAAGTC 268

Ai05B32970 Araip.B05 32970 p3 (AAC)7 21 147317635 147317655 CATCAGCCTTCACCACCTTT GCAGGTTACCTCAGATGGGA 204

Ai05B32973 Araip.B05 32973 p3 (TCT)20 60 147340644 147340703 GAAATACACGCGCCCAATAC AAGAGGAGAAGGAGGAACGC 187

Ai05B32974 Araip.B05 32974 p3 (GAA)7 21 147342556 147342576 AAACGCGAAAGAGGAGAACA ATTTGTTTTACACGCGCCTC 163

Ai05B32975 Araip.B05 32975 c (A)12ttctgatacatattccaatttctctgtcttcttctgaagttttcatatagccatatttctctgtattttgctgttcccacccct(TC)9114 147343030 147343143 CATGAATGCAAACAAATGGC TTCTTCACAGGAGTCTGGCA 252

Ai05B32981 Araip.B05 32981 p2 (GA)18 36 147353938 147353973 CAAACACTGCAACCTCATGG ATCTGATTGTGCCAAATGCC 226

Ai05B32983 Araip.B05 32983 p3 (AAG)7 21 147365181 147365201 AGAGCAGCACTACAGAGGGC GTGGCCATGCTCATCCTTAT 237

Ai05B32984 Araip.B05 32984 p3 (CAT)6 18 147365896 147365913 CATCCTCATTGTTACCGGCT GACCAAGATCGAGGGATTGA 166

Ai05B32986 Araip.B05 32986 p3 (TCT)5 15 147369125 147369139 TGTAGGATGGGCAAGATATTCA TGTAAAGCATGCAGGAGTGG 230

Ai05B32987 Araip.B05 32987 c (CA)11(TA)6 34 147374624 147374657 GTTTCGTTGATTTGGCAGGT CAAGGCAAATGGTGTCACTG 184

Ai05B32988 Araip.B05 32988 p4 (TTTA)5 20 147376853 147376872 TGGCAATGGTTCAAGAAGGT TTTGACCTGTGATGGCAAAA 135

Ai05B32989 Araip.B05 32989 p2 (AG)12 24 147379395 147379418 CGTGTTGTTTCTTCGGGTTT TCGCTTTTGCTTTTGCTTTT 205

Ai05B32992 Araip.B05 32992 p2 (AT)21 42 147393925 147393966 TCTGCAGATCCGTAAAAATAAAT GGATCGGATCAGATTTTGGA 259

Ai05B32995 Araip.B05 32995 c (TG)7tata(AG)8 34 147405870 147405903 TCAAAAGTGGGCTTCCAATC GGAAGGAATCTCTCTCCCTTG 228

Ai05B32998 Araip.B05 32998 p2 (AG)6 12 147410374 147410385 GCGTTTGTGAAGCAGTTGAA GCTCGGAGACTCCATGTCTT 192

Ai05B33002 Araip.B05 33002 p2 (AT)7 14 147415149 147415162 TCTTTTGGGATCATTTTGTCA TTGGTCTTCCTTCCACTCTCA 252

Ai05B33003 Araip.B05 33003 p2 (TA)8 16 147417878 147417893 ACGTCATAGCCACATGGTGA GGCCCACAAATGTACACACA 271

Ai05B33004 Araip.B05 33004 p2 (AT)6 12 147418837 147418848 CCTGTACACACGAGATACCTTGA GGTGAATCAAATCTTGAACTGG 257

Ai05B33007 Araip.B05 33007 c (AG)11gagagagaaaccgaccggtatggtagttggttggactctggattggaactatattaatatta(TAT)599 147425602 147425700 AAACAGAGCATCGAAAAGCG TTGATCAACAGAATCGCAAAA 250

Ai05B33014 Araip.B05 33014 p2 (AG)7 14 147438681 147438694 TTGATGAACCAAGAGCAACG CTTGAATGCCATTTTCGGAT 273

Ai05B33018 Araip.B05 33018 c (A)11gtactaatttaagaaaacatttaggaaggtgtattgttactaaatactaata(T)1073 147448599 147448671 ATGGTCCCAAACTGACCCTT TGCTGCATTGCATGTGATATT 276

Ai05B33020 Araip.B05 33020 c (A)10tcccaacccggcccctgac(A)1039 147453000 147453038 TACCCGACCTACCGAACACT CCTCGTTGTCCTTTCGAAGT 276

Ai05B33021 Araip.B05 33021 p4 (TTAT)5 20 147454468 147454487 TCCAATTAATTTGCTTGCCA TTTCATTGAATGTAGTGATGTGTAAA 116

Ai05B33026 Araip.B05 33026 p2 (AT)6 12 147461039 147461050 AGGATTCTGTCCTTGGCCTT TGCACTCATGCGAGGTTTAG 237

Ai05B33030 Araip.B05 33030 c (A)10cggacacatgcctcaacgggagaaaaaataccatggaag(T)14gtagttagattgtacactaacaaataaaattggaagtaatccaaattggctcatgaataactagataagttgatttcc(A)11152 147466299 147466450 GGGATCAAAATCTACCTCAGCA TGTGAAAATTTGAGCCAAAAA 274

Ai05B33039 Araip.B05 33039 c (CTT)8accgccgaccccaccgctgcccgtcgcccgctg(CTT)675 147475352 147475426 TTCTTCTTCTTCTTCCGCCA AGCAACAATGTTCCACAACG 271

Ai05B33040 Araip.B05 33040 p3 (TGA)5 15 147475549 147475563 CCGCTGCTTCTTCTTCTTCT ATCTGCATCACACCAACCAA 278

Ai05B33062 Araip.B05 33062 p2 (GA)7 14 147513193 147513206 TTGTGCTGATGAACAAGGCT AAGAAACTAGGCCTGCCGTT 215

Ai05B33076 Araip.B05 33076 p2 (AT)9 18 147540708 147540725 AGCTAATTTCAATCCAAGTCACA ATCACAAAAATTGTTGGCCC 241
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Ai05B33078 Araip.B05 33078 c (A)12ttctattgttttgagaccataatatgattctaataaaataactaaaattagtaattaattcgttgtctagtatatattattgaagaaat(A)10111 147542810 147542920 TTAAAAACTATATTTGGCCTTCAAA AACGGAGAAGTGAAGGGTTTT 251

Ai05B33079 Araip.B05 33079 p2 (TC)6 12 147545292 147545303 TGGATGGGGAAAACTCTCAC GGATTGAGCCAACCATTTTC 270

Ai05B33083 Araip.B05 33083 c* (TAA)7(AATA)13*68 147548756 147548823 CATTTTGGTCGATGTGAAATGT AGCCACTCCTTTGCCTTTCT 251

Ai05B33084 Araip.B05 33084 p5 (AAGAA)5 25 147549174 147549198 GGATCATTAAGATGGTGATTGTTG TTTTGGGTGACATGTTGGTG 229

Ai05B33092 Araip.B05 33092 p4 (TATC)5 20 147596998 147597017 TCCTTCTTCGCAGTGGAACT AAACCATGTCCTTTTGCCAG 206

Ai05B33102 Araip.B05 33102 p3 (TTC)5 15 147610587 147610601 GATGATGCCAACGGCTAGTT CAGCTCCAAGAACAACAGCA 164

Ai05B33105 Araip.B05 33105 p3 (GAA)5 15 147612646 147612660 AGCGATGGAGAAATCCAAGA CATGTACCAATGATCCACTGTTG 279

Ai05B33109 Araip.B05 33109 c (GAA)5gatgaactccacaaggtagagttgcttcacagtgggcttgacttaatggaccggcccaatgtaaaatttccttag(T)10100 147625516 147625615 ACCGTGAAGAAAAACGATGC CCGTAGGAAAAATTCCTCAGAT 279

Ai05B33116 Araip.B05 33116 p3 (ATA)5 15 147635249 147635263 AGGCCACACAGATGAACACA AAGAGAATGCATGTTCCTTCA 259

Ai05B33118 Araip.B05 33118 p3 (TTA)7 21 147638118 147638138 TCCTTCTCTCACGTTCTTCACA GGAACAAAATAGCACGACTCATC 128

Ai05B33120 Araip.B05 33120 c (AT)10agtcactcaataataataataagactgatttgggtaattactc(TAA)1196 147647486 147647581 CCTCCGTCTAAAAATAAAATAAAATAA GGCTGTACTCCATTATAGGGTATTC 280

Ai05B33125 Araip.B05 33125 p3 (TAT)5 15 147655812 147655826 TCGGTTACATGGGATTGGAT CCGTGACTTGAGCCTTTAGC 159

Ai05B33126 Araip.B05 33126 p3 (AAG)9 27 147658910 147658936 AGGGGAAGTGAGGTTGTGTG AGCCACCGACAAAAAGAAGA 253

Ai05B33129 Araip.B05 33129 p2 (GT)10 20 147660990 147661009 GAGAATGAGAACGGGGTTGA TGAACAGTGTCTTAAGAGGGCA 268

Ai05B33130 Araip.B05 33130 p2 (CA)6 12 147663829 147663840 ATGAAACAACATGGGGTGTG CCAGGATCGAATCCTAGTGG 271

Ai05B33134 Araip.B05 33134 p3 (TGG)6 18 147670453 147670470 GGGAATGGCATAGAGAGCAA CCCGTCTCACCTCACGTTAT 272

Ai05B33136 Araip.B05 33136 p2 (TC)6 12 147679214 147679225 ATCTTTACCCCTCCACCACC TGTCCAGTCTGCAGTTCCAC 145

Ai05B33142 Araip.B05 33142 p3 (ATA)5 15 147690426 147690440 AGCCAAAATTGAAGGCACC TGAAATGAAAATTTGCTATCATTTGT 163

Ai05B33143 Araip.B05 33143 p4 (AAAT)6 24 147690880 147690903 TATGGCACCCCATTGAATTT GGGAGGAAACACATGTTGATG 153

Ai05B33144 Araip.B05 33144 p3 (GTG)6 18 147693004 147693021 TTCTTGGGGTCTTCCATGAG CCCCTCTCCTTCCTTCATTC 271

Ai05B33146 Araip.B05 33146 c (TCA)8tc(T)10 36 147698350 147698385 TTCTCCCTCCTCCTCATCTTC CGAATGTAAGTTCATCCTCTTCC 225

Ai05B33155 Araip.B05 33155 p2 (AT)9 18 147706462 147706479 TAGGACCATACCGTGCTTCC TCAAGGTTTTGTGTTGTGGC 253

Ai05B33156 Araip.B05 33156 p2 (TA)7 14 147706711 147706724 AGCATCACACTTCAATGGCA CCAACAACCTGTGCAAAACA 273

Ai05B33159 Araip.B05 33159 c (A)10ttgttaaattctttcaaatatagaaagccttttttaattgtataac(A)1066 147712045 147712110 ACACCATGAAATGGAGGCAT CAGGTTACGTTTTGTGGGCT 220

Ai05B33168 Araip.B05 33168 p2 (TC)6 12 147726479 147726490 AAACGACACCGTTTTTGTCC TGGTTGTTGTTTTGCGTGTT 199

Ai05B33169 Araip.B05 33169 p2 (GT)11 22 147727038 147727059 GCTCTTCATTCGTCTCGTCC GACCTCGCTATTGTTCCCAA 217

Ai05B33170 Araip.B05 33170 c (AAT)12a(AGG)5 52 147730232 147730283 ACGGCGTTCTCTGTAATTCG TTCTAAGATTTAACTTCTAGACACCGA 204

Ai05B33175 Araip.B05 33175 p2 (GA)17 34 147738438 147738471 CTTGAGTGAAATCGGGAAGC TTCCACTTTGCTCAACATGC 225

Ai05B33176 Araip.B05 33176 p2 (AT)6 12 147741729 147741740 CCGCAAATCCGATCATGTA TTAAGAACGGATTGGTTCGG 271

Ai05B33181 Araip.B05 33181 c (T)11accaatcaataatctaaggatactctttaactgaattaattaattaatttgctttgtttccatgcatcaggac(T)1195 147756575 147756669 GCATGTTGTGTCTCCCATTTT TTTGAAGCTTTCTATAAGCCAAA 263

Ai05B33184 Araip.B05 33184 p3 (CTT)13 39 147762771 147762809 TTCTTTTTCTTTCTCCATACCTCC CCTCCTCATCTTCTGCTGCT 227

Ai05B33186 Araip.B05 33186 c (GAA)5gagtaggagaagaagaaggaagagg(AGA)658 147763343 147763400 CAAAGAGAGAATGCACAAAGGA ATGCTAACCCAGATGACCCA 195

Ai05B33187 Araip.B05 33187 p2 (AT)6 12 147765309 147765320 GACCGAAACTCCCTCACTCA TTGAAGCCTTTTTCCCTCTT 269

Ai05B33188 Araip.B05 33188 p2 (AT)8 16 147767804 147767819 TTGAAATTAATGAATACACTTGTCACC TGCACGCATCTTTATTCCAG 232
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Ai05B33192 Araip.B05 33192 p2 (AT)6 12 147774418 147774429 ATCCGCAGATCCGCATTAT GTCGGGTCGGATTGGATA 279

Ai05B33196 Araip.B05 33196 p3 (TAT)12 36 147779041 147779076 CGCCTAAACATAGAGGACCAA GAAGATGATGGAGACGCCAC 274

Ai05B33197 Araip.B05 33197 p3 (TTA)8 24 147779424 147779447 CTTCCGGGCCAAGATTTTAT GAACAACCCTCAACACAAACAA 261

Ai05B33198 Araip.B05 33198 p3 (TTA)9 27 147779822 147779848 GCCGTTCGGGATATATTTGA GCTTTTGAAGAAGCGTTTGC 274

Ai05B33204 Araip.B05 33204 p2 (AT)7 14 147792677 147792690 CAACAAATTTTCCCGCTCTC ATTCCATGATGCCACCATTT 205

Ai05B33206 Araip.B05 33206 c (TG)7(AG)6 26 147798648 147798673 GAAGCCATCTTCCGTGGTTA CGATTGTTGGGCTTTTTGTT 280

Ai05B33209 Araip.B05 33209 p2 (TA)7 14 147806264 147806277 TGTGTGGGAAGGAGTTAGGG CAAAAATTTCCAGGAGGCAG 278

Ai05B33211 Araip.B05 33211 c (AG)6aaaatgcgtgttgtgtgtgtaaagagagagtacgaaatcca(GCG)5gagcgagtggcggaagcggaggtaaatcggacagcgatcgatggctcgatgatcatcattctttgtcagttatcgctcgctcgcg(CT)6165 147811046 147811210 TCGCAGTCCGAATCATACAA AGCTAAGCTGAGCGTTTTGG 252

Ai05B33212 Araip.B05 33212 p3 (ATT)14 42 147812188 147812229 CACCAATCAGGGATGGATTT GGCTTTGTCTTGTTCTCGGT 271

Ai05B33215 Araip.B05 33215 p3 (AAT)15 45 147820824 147820868 TTGAGTGCACCTATTTTCACCTT TGGGGAATAAAATTGTCTACAAAC 278

Ai05B33221 Araip.B05 33221 p3 (ACA)5 15 147829670 147829684 TCTTCCCCTCTTTGCTCTCA GGCAAAGAGATCCCAATCCT 182

Ai05B33222 Araip.B05 33222 p3 (CAC)5 15 147830010 147830024 AATTTTGTGCAACCCAGGAC ATGGCAGTGCAATGAAATGA 154

Ai05B33225 Araip.B05 33225 p2 (TA)6 12 147832776 147832787 AAAACCACGCCTTTATCACG CTGGTGATCGTGGATGTGAG 192

Ai05B33227 Araip.B05 33227 p2 (AG)11 22 147838069 147838090 TTCACCACACAGTCTCCAGC GCCCTATCAGAACCTCCCTC 227

Ai05B33230 Araip.B05 33230 c (T)11ctggaaaaaattaattagtgatgctattttggtgttctgaattctgatccttgttctgattaccagtaaattgaatttttgctctgattattacctg(T)10118 147849957 147850074 TTATTGTTCTGACTTCTGATTACCA CAAACAGAACACCAAAGCACA 254

Ai05B33231 Araip.B05 33231 c (T)10gttgattgtaactattgtgagttgctg(T)1047 147868916 147868962 GATCCCTCAGATTTTGAATTGC CCAAATAAAAACACTCTTCACCA 261

Ai05B33237 Araip.B05 33237 c (T)10ctctcgaatacctgcaattgctcttttatttatctttaattcggtctaattattttatgttggtggtattctctaatcattctagagataaaaatt(A)10tgaaag(A)10132 147887430 147887561 CAATTTTAAAAGCGTTAATGTTCAA TGCATCAATATTCTTTTCTTCTTCTT 270

Ai05B33244 Araip.B05 33244 p3 (TTG)5 15 147902785 147902799 CCGGTACAGGCCTTTCAGTA GGAGCAGAAATTCCAAACCA 193

Ai05B33250 Araip.B05 33250 p3 (TAT)5 15 147912326 147912340 TGGAAGTGCATTAGTCCACAA GTTGGGCTGGACTTGACAGT 265

Ai05B33253 Araip.B05 33253 p3 (TTG)5 15 147915027 147915041 TTTACTCATCGGTATTATTGGGC TTGTCCCACTTTCTTCACCC 140

Ai05B33258 Araip.B05 33258 p2 (TA)6 12 147919812 147919823 TTTTGCTGCATGCTCCTTTA CACTTTTGAGCAACCGATCA 261

Ai05B33259 Araip.B05 33259 c (T)10ctttatctaggtccctgtagtaatttatttttttagttggatccctataaaattaagccaattactactaagaggacttaattg(A)10104 147920312 147920415 TTTAATTGAGTCATTGCACCAAA TTTTTAATTGGATCCCTGTACCA 175

Ai05B33261 Araip.B05 33261 p2 (TC)6 12 147922441 147922452 TGCAGCCAATGAAGAGTGAC GCCAGGCAAAAGAAAACAAA 137

Ai05B33264 Araip.B05 33264 p3 (TTG)6 18 147929359 147929376 AAGCCTTGGTCGTCAAACAT TTGGGATTGACAAAGAAGCA 196

Ai05B33266 Araip.B05 33266 c (T)14c(T)13 28 147936300 147936327 ACGGAACGTCGGACATAGAC TCACCTTCTGTCGAAGGGTC 263

Ai05B33270 Araip.B05 33270 c (T)10cttttaattgggtcctcgcactaatttttttttaattagatccctcttgatagtaattggctaaattttatagggacccaac(A)10102 147947134 147947235 TTCTGTTGGTCCCTATAGTTTCG TTATTTGGGTCTCTGCACCA 172

Ai05B33271 Araip.B05 33271 c (T)10caattatcaaaatttgatgtaagtaatcct(A)1050 147948873 147948922 TGAGTGGTTGAAGTTTTGTTAAAAG ATAGCAATGGCTGTCTTCCG 214

Ai05B33273 Araip.B05 33273 p2 (TA)10 20 147951792 147951811 CCTCACGATTGCAGCAGTTA ATAGGGACGGACTCACATGC 242

Ai05B33278 Araip.B05 33278 c (T)12gggtattagatttctagaagaaactaattattagttcacaagtcaaatattcataaagcaaagcatgctagatacgatac(A)13105 147986229 147986333 TGCTCACAAGAAGACTCCCA GGCTCACTTTTCTTTGCTGG 250

Ai05B33279 Araip.B05 33279 p3 (TTC)6 18 147987230 147987247 AATCCGATCCAATCCGATAA TGAAGGACAGCAACCAACAC 191

Ai05B33285 Araip.B05 33285 p3 (AAT)17 51 147999967 148000017 CGGTCAAACTAAAACCAAGGC AGGCCGAGTTTTTCAGTCAC 184

Ai05B33293 Araip.B05 33293 p3 (TAA)5 15 148014031 148014045 CGTCGGATCGTTGTCCTATT TCATTCAGCACCAGCATCAT 167

Ai05B33300 Araip.B05 33300 c (T)11gaaaaaaacatcttactattttttgttacagctagcacatatatgtgatttttac(T)1480 148036298 148036377 AAATGAAACGTCCTTCGAGGT TCACAAATGACTCCGTCAAA 273

Ai05B33301 Araip.B05 33301 p2 (AT)6 12 148036905 148036916 GTGCTTTCCTAACCGCAAAA AAAAATGGTCCCCTCAAAGG 276
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Ai05B33303 Araip.B05 33303 p2 (TA)8 16 148038676 148038691 CATTTAACGTGGCCCTCAAT TTCTCAGAAACAAACACACCCT 216

Ai05B33305 Araip.B05 33305 p2 (AT)6 12 148042158 148042169 GGTTGTGAAGAATGTGAATGTGA TCTTGCCAGACAGCCACATA 226

Ai05B33309 Araip.B05 33309 c (AT)7acaatgatagtgtaacataattttattctgtccacaaaaagttaaaaatagaattatcaaattgatagtgaaatttttttgggtcaatatagtgaattg(T)17130 148049874 148050003 CCAATTGGAAGCTTCTTACTGAAT TTCACTATATTGCAAGTACCAAAAA 279

Ai05B33311 Araip.B05 33311 c (TCT)6attcataacatcaacgcat(TC)2485 148050569 148050653 CCGTCAAATTTGGCTTTGAT AAAAGGGTGCTCTGAATGGA 236

Ai05B33316 Araip.B05 33316 p5 (TTTTA)5 25 148063622 148063646 AGCTCTCAATCTGTAAGGCCA GGTGTTTTAGCCTCTCAGGAAA 214

Ai05B33317 Araip.B05 33317 p2 (TA)8 16 148063967 148063982 AGTGGGAACCACTTCCAGC GAGACTTGAGTCACAAAGCTGC 275

Ai05B33319 Araip.B05 33319 p3 (AAT)5 15 148076747 148076761 GAAAATTAATGTATCCAGCCCAA TCATTGATGAAAATTATGAGTGGA 244

Ai05B33323 Araip.B05 33323 p2 (CT)7 14 148084316 148084329 GTACCAGCTCCCCTCTCCTT GAAAAACGCGACACAGAACA 203

Ai05B33327 Araip.B05 33327 p2 (TC)6 12 148098473 148098484 TGGCTTTACATCAGTGGCTG CCCATTTTGAAAAAGTCACAAA 148

Ai05B33329 Araip.B05 33329 c (T)18ctttgttcttatccaaaata(T)1048 148101225 148101272 TTTTTCAAAATGGCTCCAATG TTGGGAAACTCTAAGCCCAA 267

Ai05B33335 Araip.B05 33335 p3 (ATA)5 15 148119946 148119960 CTTAGTTTGCATTGGTGGGG TGCTTTCTTGTTGGTTGGTG 177

Ai05B33343 Araip.B05 33343 p2 (AT)8 16 148143034 148143049 TCGTTCAAAAACGGAGAACC GTGCAAATTTCTGGGCTGAT 180

Ai05B33344 Araip.B05 33344 c (A)12tacaacttcacctctcactttctctttctgttctgtctttttttccctctcgctcttccttga(T)1085 148143777 148143861 CCTCTTCGGAGCTGAACAAC AGCTTCCGCTCCTATCACAA 217

Ai05B33355 Araip.B05 33355 c (T)11gaaatctt(A)1029 148179675 148179703 ACGGGTTGCCATTACCACTA GCCAAACCCAAATTGAAGAA 280

Ai05B33356 Araip.B05 33356 c (T)10g(T)10 21 148190161 148190181 TTGTCCTTGTGCTGTTTTGC CATGACAAAGGTGGGCTTTT 248

Ai05B33362 Araip.B05 33362 p3 (AAT)5 15 148202514 148202528 TGGCAACAAGATCCTTGAAC GAGCAGGTCTTGTTCTTGCC 231

Ai05B33365 Araip.B05 33365 c (A)13g(A)11 25 148210009 148210033 TTGAGAATTTGTAGTGATCTCCGA CGAATAGAACAAATAGGACTGCAA 265

Ai05B33367 Araip.B05 33367 p2 (AT)6 12 148212569 148212580 TTGGCCTTTTGAATAAGATTTGA GCTCAAAATTTGCTTTAACGA 193

Ai05B33368 Araip.B05 33368 c (CT)6aataatatgattatgcatacagtaactttatacaaatgttattacaaaataacaa(AT)883 148212844 148212926 ATGTTACTCCGATCCGCACT AAAAAGATAAAGGATGTGAGCG 153

Ai05B33374 Araip.B05 33374 p3 (AAG)5 15 148224460 148224474 TGAGGCAAGCTATGACACCA AATGGCCACTCTGCTAATGG 169

Ai05B33375 Araip.B05 33375 p3 (ATT)5 15 148224872 148224886 TGAACAAGTTCGCCATCATC GCCAAAGGAATTCAAAATTAAAGA 246

Ai05B33378 Araip.B05 33378 c (A)10ctccaatccggcccctgacaaaaaaaataaacccaacccggcccctaacaattacttcgaaaggacaacgagatccctgtgccaaaaaaaataaatgtta(T)10120 148229325 148229444 ACCCAAATCAGTCCCTGACA AACGAGGCCCCTAAGAAAAA 246

Ai05B33382 Araip.B05 33382 p3 (GAT)6 18 148232984 148233001 TCCGGGTACTGATGAAAAATG TCCTCCTCTTTCCCCTGTTT 180

Ai05B33397 Araip.B05 33397 c (A)13ccatcatcttttattatttttcaaatcccgtcttgtaggttagcttgtagcgt(TTAA)586 148256512 148256597 CCGTTTCCAAAGTTTCGATT CCCAAAGGACAAAAGCACAT 269

Ai05B33399 Araip.B05 33399 p3 (TCC)5 15 148259450 148259464 TCCAATGGATCTTCTCCGTC CCTAAGCAACAGCAAGGAGG 188

Ai05B33403 Araip.B05 33403 p3 (CTT)5 15 148265482 148265496 TCCTCTCCTCCTCTTCACGA CCATATTCCGAACCAAATTCA 205

Ai05B33406 Araip.B05 33406 c (A)10g(A)10 21 148286710 148286730 CGTAGAGACCCCAATTTTCG ATCCACTCCCACTTCAATGC 173

Ai05B33407 Araip.B05 33407 p3 (ATA)7 21 148288361 148288381 AATTCCAACGTTTTTATCATGG CCTACAAAGAGTTGGCTAAGGC 198

Ai05B33409 Araip.B05 33409 p2 (CT)6 12 148289252 148289263 CAGCCTCACCTCGTCTCTCT ACTACCACCACCACCACCAT 274

Ai05B33410 Araip.B05 33410 p3 (TGG)5 15 148289427 148289441 GAAGAAGCAGACGGAACCAG ACTGGTTTCGAACTTCCGAG 105

Ai05B33411 Araip.B05 33411 p4 (TTAA)5 20 148291194 148291213 TCGGAATCCCTCTTTTCCTT TCATCAAACAAACCAACCCA 274

Ai05B33415 Araip.B05 33415 p3 (TCC)5 15 148301406 148301420 TCCAATGGATCTTCTCCGTC CCTAAGCAACAGCAAGGAGG 217

Ai05B33419 Araip.B05 33419 p3 (CTT)7 21 148307626 148307646 TTTGGTCACCATCATAGCCA CCATATTCCGAACCAAATTCA 155

Ai05B33420 Araip.B05 33420 c (T)10aaatgagagacactttagata(CT)745 148308537 148308581 GAGATCAAAATGGCACCACC GAACCCACAAGCCAAAAGAA 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B33421 Araip.B05 33421 p3 (CAA)6 18 148312253 148312270 GTGCTTTTGACTGGGAGGAG GGAGATGGTGAACCAATTGAA 236

Ai05B33427 Araip.B05 33427 c (A)10tataaaaactcaattaaaaatttgataaaactatagagaccaacagaataattaaact(TAA)583 148324113 148324195 TTATAAAATTAAAGCAATTTTGGGA TTCTACAAAGAGTTGGCTAAAGCA 217

Ai05B33428 Araip.B05 33428 p4 (TTAA)5 20 148324941 148324960 TCGGAATCCCTCTTTTCCTT TCATCAAACAAACCAACCCA 274

Ai05B33433 Araip.B05 33433 p3 (CTT)8 24 148344420 148344443 TTTGGTCACCATCATAGCCA CCATATTCCGAACCAAATTCA 158

Ai05B33434 Araip.B05 33434 p2 (CT)6 12 148345366 148345377 CGAGGCTCTCTCTTCTCCCT CAAAAAGAAGACGGGTTTGG 229

Ai05B33443 Araip.B05 33443 p2 (TA)8 16 148364803 148364818 TCAAACAATGACCAGGAAGATG GTTCCTTGGAATGGCAATGT 252

Ai05B33445 Araip.B05 33445 c (T)12ataattattgaaaacaatttaaattcatcaaagttgtatgattgtatccattaccccttttaagccaacattggtatgaccc(A)15ccaatattggcatccagccatccacagtatacatcaattggggaaaggtaatgg(T)15178 148378797 148378974 CAAATGAAAAGTTATAAACGTGACAAA AATCCAGATCCAGCATGAGC 253

Ai05B33446 Araip.B05 33446 c (T)14ggtcaaggggtttatatatgagcttaaatatatggaataattgacc(A)1272 148379091 148379162 GCTCATGCTGGATCTGGATT CGTTTTCAACTTTCGTGGGT 243

Ai05B33447 Araip.B05 33447 p2 (GA)10 20 148380515 148380534 TTCTCCTAGGGACTCCGATG ACCCACGAAAGTTGAAAACG 228

Ai05B33449 Araip.B05 33449 p2 (CA)6 12 148390175 148390186 AGCTCTCTCCGACACCTTCA AGGACGAAATTACCCTCCGT 262

Ai05B33455 Araip.B05 33455 p2 (AT)7 14 148395609 148395622 TGAAGATGGATGTTTTGGGA ACTTTCAAACCACGCCCTAA 233

Ai05B33456 Araip.B05 33456 c (T)10ctttttatatgtagtagttgaggtatatagca(T)1052 148400230 148400281 TTAGGAATTTTAAATCACTCCTTTTT CTGGAGGTCCAACCCATGTA 270

Ai05B33457 Araip.B05 33457 p3 (TCA)7 21 148401703 148401723 CAGAGCAACATCAGCGAAAA GCTGTACCGAGGTTTCGTGT 219

Ai05B33458 Araip.B05 33458 p3 (GGT)5 15 148402535 148402549 AGTGGATTGCAGGCGATTAG CTTCCTTCCTCACCCTCCTC 253

Ai05B33463 Araip.B05 33463 p2 (AT)6 12 148410479 148410490 TAGTCAATGGTTTCGGCTCC TGTTGCCGCCCTACTCTTTA 227

Ai05B33464 Araip.B05 33464 p2 (AT)9 18 148411661 148411678 GGATACCCTTCACAAGCTTCA GCCATGCAACAGCTGAGTAA 271

Ai05B33466 Araip.B05 33466 c (TAA)6caagaggtgttatgcaaatgccaagaagcaatagctcgaatgacatagtctccccatactcaattaagaggttgcgagttcgagtgtctatatctacggt(A)13131 148413268 148413398 GCATCATAAATTCCGCTTAAA TCCTCCTCCTTCTTCTTCTTCA 275

Ai05B33469 Araip.B05 33469 p2 (TA)11 22 148418082 148418103 AAAGGCGCAAGGTCCTTATT AAGCTTGATTGAAGACACTGTGA 190

Ai05B33472 Araip.B05 33472 p2 (AT)7 14 148422654 148422667 CGATGGATACCCCAAAAAGA TGGAAATGATTCTTGGGCTT 160

Ai05B33473 Araip.B05 33473 p3 (TTA)6 18 148424232 148424249 CAGTCCCTGACAGAGGCATT CTATGTTGCAGGCCAATGTG 277

Ai05B33474 Araip.B05 33474 p3 (GAA)5 15 148424615 148424629 CCTTGAGCAACAAGCAACAA TGCTCCAACACCCATCATTA 178

Ai05B33475 Araip.B05 33475 c (AAC)5agcaacagcaacaattctgata(AAG)758 148424882 148424939 GCATGGCCATAGGTGAGTTT TGCACCAATAGAAAATGCCA 203

Ai05B33477 Araip.B05 33477 p2 (AT)6 12 148426526 148426537 GGATTCGGACAGGATAGGTG GGCGTCTACATCATGGGTTT 186

Ai05B33478 Araip.B05 33478 p2 (AC)8 16 148430593 148430608 CGTTACTCCAAGGATCCCCT TTTGACATCCGGTCTTCCAT 241

Ai05B33483 Araip.B05 33483 p4 (AATA)6 24 148444480 148444503 CAGTACGCCTTGTCGTCTGA TTTGGGACCATTATTGGAATG 222

Ai05B33484 Araip.B05 33484 p2 (CT)10 20 148445330 148445349 ACAGCGCTTTCTTCTTCTGC TTATTTGTGGATTGGGCCAT 175

Ai05B33485 Araip.B05 33485 p3 (GAA)5 15 148450400 148450414 CTTGGAGAGGACGTAGCTGG GCTCAAAACCTCAAAACCCA 276

Ai05B33487 Araip.B05 33487 c (A)14nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaattcacacc(T)14121 148456543 148456663 TGGGTGAAAACGTTGCTAAA GCCTAAGAAAGTATAAAGCAGGCA 207

Ai05B33490 Araip.B05 33490 p2 (TA)7 14 148460737 148460750 GCACATGGTTGTGATTGCTT CCTTTCCATGATTCCCCTTT 159

Ai05B33492 Araip.B05 33492 p3 (TAT)8 24 148461991 148462014 CATCACATGCACAACCACAC GGAAATGTAGGAAGCGGTTG 274

Ai05B33503 Araip.B05 33503 p4 (AAAT)6 24 148469676 148469699 CATGGTGGACACAGTCTTGG TTTCGTGACCAATTGTATGAATG 252

Ai05B33504 Araip.B05 33504 p3 (GGT)6 18 148471384 148471401 TGTTTTGGGAACAGGAGGAG GCCAAAGTCTCTTGTCTCGG 273

Ai05B33505 Araip.B05 33505 p3 (TCT)5 15 148471614 148471628 TGGCCGAGACAAGAGACTTT GCAAATTGAAAAGCGAAACA 256

Ai05B33506 Araip.B05 33506 p3 (AAT)8 24 148471870 148471893 TGTTTCGCTTTTCAATTTGC AAAAATCACTCACCGCATCC 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B33507 Araip.B05 33507 c (TAA)6tcctgtatatttt(CCA)649 148472693 148472741 ATGCCTCAAATTCAACCCAA TCTTCCTCTTGTTCCGCCTA 202

Ai05B33508 Araip.B05 33508 c (AAC)5attggagagaataacaataac(AAT)551 148473282 148473332 CAAGCATGGAGATGGTGAAA TTGCACCTCTTAGCGTTCCT 259

Ai05B33509 Araip.B05 33509 p3 (GTG)5 15 148473983 148473997 TTGAGATTGTGGCAAGCAAG TATGGTAGCAAGAACCCCCA 237

Ai05B33512 Araip.B05 33512 p2 (AT)9 18 148476811 148476828 AGTGGAACACTCAACCGTACC CAGAAGAAGAAGCGTGGAGG 255

Ai05B33516 Araip.B05 33516 p2 (TA)7 14 148479966 148479979 CATCATTGGAAACAGTGCTGA AACAGGTTTGTGATGGATTTGA 197

Ai05B33522 Araip.B05 33522 c (T)10gccagtaacattcttaattataatccctccctccccag(A)1159 148489789 148489847 GCAGGTGTTTGTGTCATGATTT CGACTGCATCTGAGTTTCCA 151

Ai05B33523 Araip.B05 33523 c (TCT)5tcaacaccatcatcatcgtac(TCT)654 148490142 148490195 AGTCGACTGCACCTGGTTTT ACCACCTGAATCCAACAAGG 276

Ai05B33524 Araip.B05 33524 p3 (TAA)7 21 148491795 148491815 GATGGACATAAACGGCTCTCA TTTCATTGCAGCTTCGATCTT 167

Ai05B33525 Araip.B05 33525 p3 (TAA)6 18 148491957 148491974 TCGAAGCTGCAATGAAATGA CAAAGGTCCACTATGGGAAGA 231

Ai05B33526 Araip.B05 33526 c (ACC)5ttcttcttcttctcttcccttattattactattattctcttcacttgaatttgttgcattcacta(CTT)698 148492175 148492272 CCAAAGCTCATCTTATCGCC TGGTGAAGTGGTGGTTGGTA 153

Ai05B33527 Araip.B05 33527 p3 (AAT)7 21 148492744 148492764 GTAACCGCCATAACTGGCTT CGGGAAGAAAGTTGCTTGAG 260

Ai05B33532 Araip.B05 33532 c (TAA)6(TAT)11 51 148498991 148499041 TCTGTTTCAGTGTCCTGTTTCTG GATTGGCTGGCTTGAACATT 245

Ai05B33542 Araip.B05 33542 p4 (AATA)5 20 148509749 148509768 GGACCGTTACTTGTTAAGGTCTCT CCTAAAGCCCTACCACCACA 278

Ai05B33543 Araip.B05 33543 p2 (TA)7 14 148510419 148510432 TGCATGTCATTTGGAAGAAAA GCGTAACGCGTCTAACTCAA 272

Ai05B33544 Araip.B05 33544 p3 (ATT)6 18 148511258 148511275 TGTGATGGCCAGAAGATGAA AACGTTGGGGACAAAAATGA 130

Ai05B33557 Araip.B05 33557 p2 (AT)9 18 148529759 148529776 TCGGTTCGGGTAATTGGATA GAATCCGAACTAACCTGCGA 268

Ai05B33558 Araip.B05 33558 p2 (AT)9 18 148531134 148531151 TCCAAACATGTTAAACACCAAA TTCGGATATCAGTTCTGGGG 182

Ai05B33561 Araip.B05 33561 p2 (TA)13 26 148535336 148535361 TCCCTGAAGCAGGTGAGACT CTTCGGTCGTCCTCAATCAT 230

Ai05B33563 Araip.B05 33563 c (T)11gtgcttttggggtttttgtcccgtttcaatagaaaagtaac(A)1668 148539596 148539663 AAATTGCTTGATGCATATTCG ATGTTCACATGGCTTGATGC 176

Ai05B33566 Araip.B05 33566 p3 (TGG)5 15 148542618 148542632 TGCTTCTTGTTGCTGATGCT CTGGTGGTGGAAGAGGTTGT 249

Ai05B33568 Araip.B05 33568 c (TTC)6gtttttgaagtatttcatcttcatcgtcatgtttctcctcgttcttcttgactgcacgtttttcatcttcttcctcctcatcttctacac(CTT)5123 148545784 148545906 CCACATACAAGCGTTTTCCC AGACGAAGAAGAATGTGCAGC 246

Ai05B33573 Araip.B05 33573 p2 (AT)8 16 148562050 148562065 CTTTTAACACCACCAGCACG TTGAATTTTAGCCATCATTTGC 257

Ai05B33574 Araip.B05 33574 p2 (TA)6 12 148562828 148562839 AACACCGATGTTTTCCGGT TTTGCCTGACATGAATGGAA 185

Ai05B33575 Araip.B05 33575 p2 (GA)8 16 148569710 148569725 CAGAGGTTTCCCATTAGCCA AACAACCATAAAACGCGGTC 258

Ai05B33576 Araip.B05 33576 p2 (AG)9 18 148571264 148571281 TTTGAGCCATTGATTTTGGG TGGCATAGTTTCCCAACTCC 131

Ai05B33577 Araip.B05 33577 c (ATT)6tgtaaatataagagtacatccagtcacacccacacacacaaacacacccacacatacacagagatggattaagagagagagaa(AG)7115 148578388 148578502 AGCCTTCTTGCACCATTGAC CTGCCCAATGATGGAGAAAT 215

Ai05B33579 Araip.B05 33579 p3 (GAA)6 18 148581674 148581691 GCGAAAGGAAGATGGAGCTA GTGGAGGTGCAGGATAAGGA 174

Ai05B33580 Araip.B05 33580 p3 (ATT)6 18 148588606 148588623 TGGGAATGAGTGGTATTATCAAGA GATGCATGCGAAATAGAAGC 268

Ai05B33585 Araip.B05 33585 c (T)13aatgtttgggcactattctt(A)1043 148600487 148600529 TGTAATCAACTTCTTTCTTCTGTTTTT TTTTTCACATGAGACGTTTAATAGAT 185

Ai05B33592 Araip.B05 33592 p3 (TCA)5 15 148614888 148614902 TGAGCTCGGAAATCATGAGA CCTTGAACCATGCCAAGAAT 266

Ai05B33593 Araip.B05 33593 p3 (AAT)12 36 148615894 148615929 CGATCGATGTTGAAAATTGAAG CTGCATGCTGAGAGGCTTTA 277

Ai05B33595 Araip.B05 33595 p2 (AT)6 12 148620523 148620534 CAAATTGAACTCTCCACGCA CCTTTTTGTTGAGGTTCCCA 192

Ai05B33598 Araip.B05 33598 p3 (CAC)5 15 148628131 148628145 AATTATTGAACCGCGTGACC GCTTGTGGTGCTTTTCTTCC 253

Ai05B33599 Araip.B05 33599 c (T)15agttggatccctataaaattaagtcaattactactaagagggacttaattg(A)1076 148628657 148628732 TGCGAAATTTTCAATTAGGTCC TCTTTTTAATTGGGTCTCTGCAC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B33602 Araip.B05 33602 p3 (CAC)6 18 148633462 148633479 CGAGAATTATTAAACCGCGTG GCTTGTGGTGCTTTTCTTCC 258

Ai05B33605 Araip.B05 33605 p2 (TA)6 12 148637289 148637300 CGTGCTCACCCCTAATTTTG CTTTCGTCGGTGGGATCTTA 244

Ai05B33610 Araip.B05 33610 p2 (TA)6 12 148643701 148643712 GGTGGCTAAACCCCATTTTT TCAAAATGATGCTTTGGATGA 227

Ai05B33611 Araip.B05 33611 p3 (ATT)6 18 148644076 148644093 CACCGAAAGTTCCATCAAGC CGAATTAATTTTTAACATGCCAGA 280

Ai05B33618 Araip.B05 33618 p2 (TA)6 12 148662273 148662284 TTTCGCTTGAAAAATACACCAA AAAATGGAGCTAAGCCTCTCC 169

Ai05B33619 Araip.B05 33619 p3 (TTC)6 18 148667125 148667142 TCTCTGAATCTCGCACCCTT ATGTGATTGAAAAACCCCCA 136

Ai05B33620 Araip.B05 33620 p3 (CTT)5 15 148667341 148667355 TGGGGGTTTTTCAATCACAT GCTGCCATGAAGAAAAAGGA 180

Ai05B33623 Araip.B05 33623 c (A)10tctcttttaaaaaactaaaatatgtgatggacaactagaaatcaccaag(A)1069 148671806 148671874 CAACATAAAATCTAGGTGAACAATGG GCAACATTTGAGTATCCAAGCA 259

Ai05B33628 Araip.B05 33628 p3 (TTA)5 15 148677524 148677538 ATCCAAATCAACCCATCCAA GCCACAATTGCAATCAGAAA 280

Ai05B33629 Araip.B05 33629 c (T)10atatttttttttggttttacttataacaattaataat(A)1057 148678081 148678137 GCAGCACATGCTACGTGAGA GGACAGTGACGTTAGGATTCG 213

Ai05B33631 Araip.B05 33631 c (A)11tgaatttgggttgtatctgcatcaataattttaatatcataaatattttgggttgtatctgcatcaataatttat(A)16102 148679488 148679589 AAACGAACTTGGTCCTCAGA TGCAAAAAGCATCACTGGTT 280

Ai05B33633 Araip.B05 33633 p2 (TA)6 12 148681314 148681325 CGCAGGTAAGGTAGGGTTGA GGAACACCGATGTTTCCAGT 203

Ai05B33635 Araip.B05 33635 p3 (TGG)6 18 148688590 148688607 GAAGCTGAAAACACCGAAGC CGCAGATGTACCATCCAGAA 280

Ai05B33639 Araip.B05 33639 p3 (ATT)5 15 148691370 148691384 TAAGATTAATGGGTCCGGCA AAACGCGTCCTAAATCCCAT 122

Ai05B33640 Araip.B05 33640 p3 (TTA)6 18 148692021 148692038 GGAATCATTCATGAGGAGGTG CAGAGACGTGCTTTGACCAT 280

Ai05B33650 Araip.B05 33650 p2 (TA)8 16 148706797 148706812 TTCCAATCCCCTCCACATAA AGGCTCTTTCTCATCCACCA 240

Ai05B33653 Araip.B05 33653 p3 (TTG)5 15 148710420 148710434 TCATAGGACTTGATGCGTCG TATTGGTCAAACGCATGGAC 273

Ai05B33659 Araip.B05 33659 p2 (AG)11 22 148720892 148720913 TCCACAGTTCCACATTAGAGC ACCTTCCAAGGTCATTCACG 279

Ai05B33660 Araip.B05 33660 c (AG)6aacttgcctgaagagagtgactgagag(GA)957 148721428 148721484 AGGAAGCAAAAGGGCTTCTC GGGCATGAAATTCACAGCTT 176

Ai05B33663 Araip.B05 33663 c* (T)11c(A)13(AC)13*50 148728545 148728594 TTGGCTTTTGCAAGTGATTG ACCACAACGAACGCATCATA 253

Ai05B33677 Araip.B05 33677 p3 (AGA)5 15 148752094 148752108 TTTGCATACAAAATCGTCCC AGGCGGAGGTAGAAGTGGAT 216

Ai05B33678 Araip.B05 33678 c (T)16accatatttctatatgttttttaattttggtgttatatttttaactgtatttcaataatattgagatttag(T)1198 148752720 148752817 CCGAGGGTACTTTAGAACTTGC TGCACAATAAAATTTAGACCTGC 272

Ai05B33682 Araip.B05 33682 p4 (TTCT)6 24 148763510 148763533 TTGAGAATTCATTCAGCCCC CCCAAGCCTTCTGTCTTCAG 257

Ai05B33683 Araip.B05 33683 p4 (TTCT)6 24 148766968 148766991 TTGAGAATTCATTCAGCCCC GACAATCCACACAAACGCTG 210

Ai05B33684 Araip.B05 33684 p3 (AAT)6 18 148771949 148771966 TTTGTGAACAAAAAGGCACG CCCAAAGGCAAAGCAAGATA 142

Ai05B33693 Araip.B05 33693 c (A)13tttccttc(A)10 31 148784808 148784838 AAAACTGGTGGCTTGTTTGC TAACAAAGTTGCTGGTCCCC 196

Ai05B33694 Araip.B05 33694 p2 (AT)9 18 148785350 148785367 CTTTTGACGTGCAAAGACGA AACTTCGGCACCAATAATGC 194

Ai05B33696 Araip.B05 33696 c (ATT)7ttcttgcaggccattttttgtgta(T)1156 148789697 148789752 CATTTGCCTGGTTTCACCTT ATCATGCTATGAAGGCACCC 280

Ai05B33698 Araip.B05 33698 p3 (TGT)5 15 148795499 148795513 TTCAATGACATCGTCTGGCT GGCTCTACAAAAAGCAAGGG 186

Ai05B33705 Araip.B05 33705 p3 (CAA)5 15 148811616 148811630 CTTTCTTGCCAGAGCCAAAC GCGGTGGTCTGAGACAATTT 158

Ai05B33706 Araip.B05 33706 c (GA)6agatggggtta(GTG)538 148812087 148812124 GACACAGAGCTCCGATCCAG CCCACGAAAGTTGAAAATGC 280

Ai05B33707 Araip.B05 33707 p3 (AAT)6 18 148813353 148813370 CTGAGCACGTCACCGAACTA TGAGCAAGGTGTTTTGGTTG 194

Ai05B33709 Araip.B05 33709 p2 (AG)16 32 148818552 148818583 GGGTTCCCCATGAGAGAAAT ACGTGCCCAAGTATCACTCC 269

Ai05B33713 Araip.B05 33713 p2 (GT)7 14 148829517 148829530 TAATTTCATCCACATGGCCC TAATGCCAAGAGAGCATCCC 244
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Ai05B33716 Araip.B05 33716 c (T)10gtgtattcgaaccaaaccaaaccgattaaaaataaattggttcggttcgagtaattaggtatctaatgaaacagaaattcat(A)10102 148849691 148849792 GGTGAAATTGGAATCGAACCT TGCCTTTTATTATGTTTGGATTTT 279

Ai05B33723 Araip.B05 33723 c (ATT)6ata(ATT)7 42 148865941 148865982 ATTTAGTCCGTAGCCGCGTA TAAGACGGCACAACACATCC 279

Ai05B33724 Araip.B05 33724 p4 (AAAT)5 20 148869330 148869349 TCACCCAACCAATCAAGTCA CGGGTCTTTATTTTCAACTTTCA 279

Ai05B33725 Araip.B05 33725 c (A)11gttagtatcataatgtggttagagtttctatgacttaaatgaccatagttcgatttttaatgactc(A)1491 148876266 148876356 ATTAAACACCAGCATCCCCG AAAAATTTATGTGGATTTGAGTGAA 279

Ai05B33730 Araip.B05 33730 p3 (TTG)8 24 148887439 148887462 TGGTCCATGTAACCAAACCA CCGTGAACATTGAAGCACTG 170

Ai05B33731 Araip.B05 33731 p2 (CT)9 18 148890573 148890590 AAAGGGATTGACATGCTTGG CAATGCTCCGATCTGACTGA 162

Ai05B33732 Araip.B05 33732 c (A)10gtaataagatttatatttacataaacc(A)1249 148894407 148894455 AGCCCACCATGCAATCTTAG GAAAATAATGGTGTAACTGCCG 185

Ai05B33734 Araip.B05 33734 p3 (TTA)6 18 148898860 148898877 CATAACATCTTCAACTGGCAGG CTATGCGGTCAACCTCACCT 224

Ai05B33740 Araip.B05 33740 p5 (AAAAT)5 25 148907462 148907486 CCACCATTCACAGCAACAAC CATGCCTCCTCTGTATGGGT 275

Ai05B33751 Araip.B05 33751 c (AATA)5atgctaaaaagaaaaag(A)1047 148931408 148931454 AAGTGAAAGCAGTGTCGTCG GCGCCCTTGTGTCACTATCT 168

Ai05B33753 Araip.B05 33753 c* (A)11(AAT)5* 24 148932404 148932427 CACCATTTTGCTGTCGGTAA TGTGCTCTATTGATCCCATTTC 278

Ai05B33754 Araip.B05 33754 p2 (AT)8 16 148932618 148932633 CTTGGGAGTCCTTTGGGAAC TTGTGTGTATGTGTGTATGTGTGTG 279

Ai05B33755 Araip.B05 33755 c (TTA)7tatcacaaaaaaaaataactagtt(ATTA)5attcaccaaaaaaatgttaggttctggttatggaagtgggtcatgttgaagaatgcagagcgcgtgccactcctactgcgg(A)10156 148932855 148933010 CTTGGAGACTTTTTCAAACTTCA GAGTGGATTTTGATTCCGGT 273

Ai05B33758 Araip.B05 33758 c (A)11gaccatgcatgaaatggt(A)1140 148937255 148937294 TCTCAAGAAATTTGGACATGC TTCAACAATGAAACAAGACGATG 220

Ai05B33768 Araip.B05 33768 p2 (AG)6 12 148958963 148958974 TGCGGCATTGATGAGTTATG TTCCACACATGCTGCAATTC 193

Ai05B33769 Araip.B05 33769 p4 (TTAT)5 20 148967654 148967673 CATGCCACAACGTGATGTTA TGATCTTGGGGCCAATTAAG 156

Ai05B33770 Araip.B05 33770 p2 (TA)6 12 148969928 148969939 TGGACTCATCATTTTTGGTCA TTTCCATTAGAGGAAACGTGC 260

Ai05B33771 Araip.B05 33771 p2 (TA)9 18 148971019 148971036 ACGTTTCTTTGGGGGAAAAA CCTTCTCCCCTAGATCACCA 147

Ai05B33775 Araip.B05 33775 p2 (AT)8 16 148975750 148975765 CGGCTCTCAGCTATCAACTTC CACTGCCCCATATTACCCAG 246

Ai05B33776 Araip.B05 33776 p2 (AT)11 22 148983114 148983135 ATGCTTCAATGCAAAGAGGG GGCTCTGATTTGGACTTTGG 220

Ai05B33779 Araip.B05 33779 p2 (CT)14 28 148993338 148993365 ACCGTCAACCCAAAAGTCTG TCTTCGTTTTCTTCGCCAGT 246

Ai05B33783 Araip.B05 33783 p2 (CA)6 12 149012186 149012197 ACCCTCACTCACCTCACACC CGGTCTCCCCTCTTCTCTCT 104

Ai05B33786 Araip.B05 33786 p2 (CT)6 12 149015456 149015467 GGGTAGTGCAGAGAGTTGGG TTCAGCAAACAATTCCCTCC 278

Ai05B33787 Araip.B05 33787 c (T)13ctgaactttttatttagagtgaatacctcgttcgaccctgattttttttggaacagattagtttctatac(A)10taacattgacttttttttggcacaaggacctcattgtccttttgaaataattgtcagggactggattgag(T)10173 149041630 149041802 TCCACCTATTTGGATATTACCCT GAGAAAATTCCAAAACAGCTCC 273

Ai05B33789 Araip.B05 33789 p2 (CT)6 12 149045215 149045226 GGGTAGTGCAGAGAGTTGGG TTCAGCAAACAATTCCCTCC 278

Ai05B33796 Araip.B05 33796 c (T)11aatgatttgatgtaaatgtgtgaatatcatcctcttcaacaatgactcaaccccaacttctccaaag(T)1088 149050278 149050365 TGGTTAGGGATCGAAAAGGA GCGGAGTTGAAAAACCAAAA 271

Ai05B33797 Araip.B05 33797 p2 (AT)7 14 149051661 149051674 CGAAATCGTCCCTCGTGTAT TCCTCCACAGTGATGTCTGC 260

Ai05B33798 Araip.B05 33798 p3 (TCT)5 15 149055687 149055701 CAGCTCCAACTGCCACTTTT TACCTGCTGATGGTGAGGTG 211

Ai05B33799 Araip.B05 33799 p3 (GAT)6 18 149056081 149056098 AAGAGTGGTCCTCCGGAAAT AAAATTCAAAGCAACCCCCT 204

Ai05B33802 Araip.B05 33802 c (CT)8cccaaacttagaatgttgctcgccctcgagcaaaagaagaacatgaagaacat(GAA)790 149075238 149075327 GAAGAAGCGGAAAATGGTGA GGCCCGTTTAATTCTAACCC 246

Ai05B33811 Araip.B05 33811 p3 (AAT)5 15 149111723 149111737 TATCCCTAGCAGGGTGTGGA GCCTAAGCAATTTCTTTCTGCT 245

Ai05B33812 Araip.B05 33812 p3 (AGA)5 15 149113614 149113628 ACGAAGGTACCAACCCACAA GTAAACAGACGCCGTTCCAT 131

Ai05B33813 Araip.B05 33813 p3 (CAA)6 18 149113784 149113801 ATGGAACGGCGTCTGTTTAC AACTTTGCGAAAGGAAAGCA 229

Ai05B33817 Araip.B05 33817 p2 (AT)11 22 149120035 149120056 TGAGTATTGTAACGAAAATTTAACAAA GCCATAACCCTCTCCCCTAA 276
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Ai05B33824 Araip.B05 33824 p2 (AT)10 20 149175889 149175908 TCCCAAATCGTATTGGTGGT AAACACAAAAGTTGCTGCCC 197

Ai05B33825 Araip.B05 33825 p2 (TA)8 16 149176639 149176654 AAAAATGGCGGTGAATCAAA TCGTAGGGTTAGGATTTAGAATTTTT 155

Ai05B33830 Araip.B05 33830 c (T)14cttttttttcccagttcattagtgggcgactgtttttttttcatggtcatgggcaga(T)1081 149186044 149186124 GTTCTGTCTCCAGTGATGCG CTTAGAGCCCCAACCAACAA 280

Ai05B33836 Araip.B05 33836 p3 (AGT)7 21 149200904 149200924 TCTGTCTCGTTTGGTTGCAG TTCATTCATTTCCCCCTTGA 237

Ai05B33838 Araip.B05 33838 p2 (CT)12 24 149205719 149205742 AAAATTTCCTTACACCTTCTGAAAAA ATCGTTAACGGAGATCGGTG 147

Ai05B33839 Araip.B05 33839 p3 (TTG)5 15 149206244 149206258 AACAGGTGTCGCTGCTTTTT GGAAAACCCATAGTTCCCGT 184

Ai05B33841 Araip.B05 33841 c (T)16agtatataaataatcaaattctaaaactataaacgttttggactaatgtaactaactatacacatgttcagtactctcctagctaact(TC)10124 149221574 149221697 TACCAAAGCTAGCCGAAGGA GCAAACGCGATAAACCAAAT 265

Ai05B33844 Araip.B05 33844 c (T)12aattcgtttcttgtttatactttatatctcgtttgttaaataaaactaattttccc(T)1179 149233670 149233748 ATTGCGAAAATCCCTTTCCT GGTTCCGAAGTCTTTGTAGCA 194

Ai05B33847 Araip.B05 33847 p2 (CA)7 14 149237418 149237431 AAAGATTAACAGCCATGCCG TTACAGCTGCCATGTGCTTC 266

Ai05B33848 Araip.B05 33848 p3 (TAA)7 21 149240165 149240185 GGAGCCAGCAACTTTTGTGT TGCCTCGTTCCTTGAAGAGT 222

Ai05B33854 Araip.B05 33854 p3 (AGA)7 21 149255951 149255971 AATCCACGTCAATCACCGTT TGACGCGTTCACAATTTCAT 159

Ai05B33859 Araip.B05 33859 p2 (AT)8 16 149262439 149262454 TTCTTCGATCGTGATCCACT TCCCACAATAATACAACTTTCTGC 241

Ai05B33860 Araip.B05 33860 p2 (AT)6 12 149262672 149262683 TGTGACCACTAACCACCACAA TTATGGGCTGAAAATGTGGG 249

Ai05B33864 Araip.B05 33864 p3 (TCT)5 15 149267684 149267698 CTTTGCAGGGTTCGTTTTGT CTGCATAAGAGCGCAGTGAA 252

Ai05B33865 Araip.B05 33865 p3 (TGG)5 15 149268417 149268431 TTCTTGAGGTCGCAGAAGGT ACCGCCATTCTCATCAACTC 272

Ai05B33878 Araip.B05 33878 c (TAA)5tgaataataccnnnnnnnnnnnnnnnnnnnntcaaaaaatataaaaagaattcaatt(A)1284 149293695 149293778 AGTTGTTCGATAAGAAAACACAAA GGCTAGCAAGCTCATGAAATC 268

Ai05B33880 Araip.B05 33880 p3 (AAC)5 15 149294456 149294470 TCGACTGCACTGAATTTACACC AGTCAGGAGGGTGGATGAGA 235

Ai05B33881 Araip.B05 33881 p2 (AT)6 12 149294956 149294967 AATGCCAACACCCAACATCT GCCCCCATTATTATTTGCCT 237

Ai05B33885 Araip.B05 33885 p2 (TC)8 16 149299083 149299098 CCATGTCCTCCAAGCACTCT CCTGAATTGAAGCCAAGGTC 261

Ai05B33887 Araip.B05 33887 p2 (TA)6 12 149301892 149301903 ATGGATTGTAGCGATGGTGA CTATGGCCCCATGAGTGAGT 280

Ai05B33892 Araip.B05 33892 p2 (AT)44 88 149317892 149317979 TGTGGAATTTCTGAGCTCTAAGG TGTGGAATTTCTGAGCTCTAAGG 252

Ai05B33894 Araip.B05 33894 p3 (CAT)5 15 149319978 149319992 ATGCAATGGAACAAGCACAA CAGGAGCAATCCCAATGTCT 137

Ai05B33897 Araip.B05 33897 p5 (AACAG)6 30 149322791 149322820 GCCAAGAACAACCCAAATGT GGTGGCATGATCTTCATCCT 280

Ai05B33898 Araip.B05 33898 p3 (TGT)6 18 149323306 149323323 CCTCAACGTCCTTCACCATT ACTGCACCTGAATTTCCACC 252

Ai05B33906 Araip.B05 33906 p2 (TA)8 16 149337211 149337226 CAAATCTGCTGGCTTCTCCT CCATGATTGCCAGTCAAATG 206

Ai05B33911 Araip.B05 33911 p3 (TAC)5 15 149343251 149343265 CCTGGCTAAAGTTTTCGTTTT GCTGATACTCCCGTTGCACT 112

Ai05B33917 Araip.B05 33917 p3 (CCA)5 15 149350681 149350695 CGGTAGGAGCCTTACCATGA GAAGCAGGGGAGATGAGTTG 261

Ai05B33918 Araip.B05 33918 p3 (TGA)6 18 149351530 149351547 TTGTACAGTGCTGGAATGGG CTACAACTGGGGGATTCCAA 196

Ai05B33926 Araip.B05 33926 p3 (TTA)7 21 149357202 149357222 TGCTTCCCTTTTGTTTGACC AAAGGAACCACATGCTCACA 262

Ai05B33927 Araip.B05 33927 p2 (TC)6 12 149358385 149358396 TCTCGTCGGCAGCATAAATA AAGTGTGTGATGGTGTGAGAAGA 112

Ai05B33928 Araip.B05 33928 p2 (TA)8 16 149359230 149359245 TGTTCATGGAAATTGCTGGA CCTTCTTGGCCCTCCTTATC 262

Ai05B33932 Araip.B05 33932 p2 (TA)6 12 149371154 149371165 AGTAGAGAGGGAAGATGATTGACA CAACTGGCCTGTGATTTGTG 158

Ai05B33935 Araip.B05 33935 p3 (ATA)7 21 149381612 149381632 ACGGAGTCTTTTCTGCTCCA ATTGGAGCTGGTAGTGGTGG 174

Ai05B33938 Araip.B05 33938 p3 (TCT)6 18 149384092 149384109 GCAAAAGTGAATGGACTTTGAT GGGAGAGAAACAAAGGAGGG 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B33944 Araip.B05 33944 c (GA)6tgagaatggggtattggggtgggtagctacgtcgtttaagagtggggttttg(A)1074 149405343 149405416 TGAACCAAGGTGAGCTGAGA AGTCATCCAATTCAAACCGC 230

Ai05B33946 Araip.B05 33946 p4 (AAAT)5 20 149405754 149405773 TCAACAATAACATAACAAGTCTCAACA CCAATCCAAACTGCACAATG 247

Ai05B33948 Araip.B05 33948 p3 (CTT)7 21 149410704 149410724 CAATTTCTATGGCGTGCTCC AGAACGCACAAAGGAGATCAA 129

Ai05B33956 Araip.B05 33956 p3 (CGG)5 15 149422759 149422773 CTATTCTGCCACCCCAAAGA TGGTTTTGTTGCCATGAAGA 189

Ai05B33957 Araip.B05 33957 p3 (TTG)5 15 149423847 149423861 CACGACACGCTCAACTGAAT CCTCCAAGTCAGGGAAAACA 226

Ai05B33958 Araip.B05 33958 p3 (ATC)8 24 149425802 149425825 ATTGCATCACCAGACACCAA TATGCCACATGCCTTAATCC 146

Ai05B33960 Araip.B05 33960 p3 (ATT)6 18 149427500 149427517 TCAGAGACTGATCCGTCCAA CGGGACAAAAGATCAAAGACC 275

Ai05B33961 Araip.B05 33961 p5 (GAGTA)5 25 149427980 149428004 GGCAATTTATGATTGAGGGC AAGGGTATGGTCACGCAAAG 202

Ai05B33962 Araip.B05 33962 p2 (TA)6 12 149428747 149428758 AAAATCTTGTGGCCTTGCAC ATTATCCCCAAAAAGCTGCC 276

Ai05B33964 Araip.B05 33964 c (T)10cgatccctgcagctactaccgtcatgtcgctgcctgcacttag(CAC)568 149433747 149433814 TTTTTGCCCATTCTCTTTCTC GACTGAAAAGTGTGGTGCGA 190

Ai05B33968 Araip.B05 33968 p2 (AT)8 16 149439096 149439111 GCAAAAGTAAGGGGTCAGCA TACCATTCACATGTTGTGCG 167

Ai05B33971 Araip.B05 33971 c (TCC)5(TTC)5gcacacacagattcttcttctacttctccccctcctcctt(TTC)10100 149444759 149444858 GCGTGCGCTTTATCTTCTTC GCAAAATGTTGGTATTGTTGG 252

Ai05B33973 Araip.B05 33973 c (T)10gtattctatagctactgtatataagtgtagccttaggtctcttattgtttttttta(AT)10tctaactatttg(A)11109 149446489 149446597 AGGCTACGCTTTTCAACGCT TTTGTTCTTCAGCAATCCCA 233

Ai05B33975 Araip.B05 33975 p2 (GA)7 14 149450593 149450606 CGACATGATCGAACTCGAAA GCCGTTCACCTCTTTCACTC 263

Ai05B33977 Araip.B05 33977 p3 (AGA)5 15 149454215 149454229 CAGCAGCCACAGTACCTGAA CCTCTTCTTCTCTGCCGCTA 255

Ai05B33980 Araip.B05 33980 p2 (TA)7 14 149469282 149469295 GGAGCCATTTAAAAAGATGCT AAAAGGATTAAAATTTAGGGTTCTCA 272

Ai05B33985 Araip.B05 33985 p2 (AG)9 18 149482366 149482383 TGAAGTGGACTGCACCTGAG AAGCAGAGAGAGAAGCGTCG 206

Ai05B33986 Araip.B05 33986 p2 (TA)7 14 149486822 149486835 CTCGTGAGCTGGTGAGTCAA TCACGAGCTGGCTCAAATAA 274

Ai05B33987 Araip.B05 33987 c (ATT)5agtattttctggcatcatcaattcttgtttggagacatgatgatcttctctaagctgtgatgaaacaaacttgtcaacaagtctccaat(CAG)6122 149488770 149488891 GGCACTATTTCCACACGTCC TGCTTTTCAAGAACAAGGGAA 269

Ai05B33989 Araip.B05 33989 p2 (TA)7 14 149491452 149491465 CGCCCACACTCCTTCATAAT GGATGTTGTGCAAAAGGTGA 233

Ai05B33990 Araip.B05 33990 p5 (TAATT)6 30 149491670 149491699 TCACCTTTTGCACAACATCC CCTGGTTGCCTACCACATCT 265

Ai05B33991 Araip.B05 33991 p3 (AGA)7 21 149493341 149493361 GTCCAAACCATGTGCTTCCT TCGTCAGGCTGTTATTGCTG 269

Ai05B33992 Araip.B05 33992 p2 (TA)6 12 149494207 149494218 AGCACAGGTGAAGGAGCAGT TCAAGGAGTTATTTCCTGGTGAA 209

Ai05B33995 Araip.B05 33995 p3 (GAG)6 18 149503327 149503344 ACCTCACCAGAAGAGCCAGA TTTTTCAGAGATGGCGAAGG 258

Ai05B33996 Araip.B05 33996 p3 (ATT)9 27 149506954 149506980 TGATTTCGCGTAAAATCTCG TGGTCGTGGGACATAGGATT 124

Ai05B34004 Araip.B05 34004 c (A)16gaaa(AG)6 32 149526585 149526616 CGGGATTCCGAAGAGTAAAA CAATTCGCCATGAGAACAAA 278

Ai05B34005 Araip.B05 34005 p3 (TCT)11 33 149528024 149528056 ACGTTGAATGTGTTCGGTGA TCGTCCATTGTACGCATGAT 254

Ai05B34006 Araip.B05 34006 c (A)10gaaattattatatgaagtgatatattaatataggtcagtcaccaaaaaaaatattaatataggtcaaggag(T)1091 149541867 149541957 CGACGTATTCTGTGTCGTGTG TTGATAACCTGAGAAACGAACG 265

Ai05B34007 Araip.B05 34007 p2 (CT)6 12 149543703 149543714 CCGGTACATGATCCACTTGA TTCCAATTCCAAGTTCACACA 246

Ai05B34011 Araip.B05 34011 p2 (CT)8 16 149549428 149549443 TTTGACGTGAGAGGATGTGG GGAAGCGAAACAAAACCAAA 256

Ai05B34014 Araip.B05 34014 c (C)10(T)10 20 149555979 149555998 CATGGAAACACTGTGCACCT TGACATGCAACAATTAGCTGG 272

Ai05B34015 Araip.B05 34015 c (T)12ggacttgaaataacagttacacattagggttttgct(A)1058 149557801 149557858 GTGTTTGCCTCGCCTCTAAA CTCTCTTGTTTCACTCCCCC 276

Ai05B34018 Araip.B05 34018 p2 (AT)6 12 149560584 149560595 ATGTTCCTTCTACGGCCCTT AAAAGGCCAACTCATTGGTG 269

Ai05B34021 Araip.B05 34021 p3 (GTT)5 15 149569728 149569742 TTCTCCAGTCAGGCTGCTTT TGTTTGGGTTCGGTGTGTTA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B34023 Araip.B05 34023 p3 (GAT)5 15 149571912 149571926 TGGGCTGGGCTAATTTACAG CTGATTCATCTCCTTCCCCA 261

Ai05B34024 Araip.B05 34024 c (TCTT)5(TC)6 32 149575228 149575259 ACTATGTGGCCTATGCTCGG CAATGGGGTTTGAAAAGCAT 251

Ai05B34025 Araip.B05 34025 c (A)11tgcgaccagccataagaacaagtccgaataatccatcaaagcaagcagctcgaaatattacttattagagagcaaaacagagagagaaagagaga(G)15121 149580835 149580955 TCTCGCATCCTAAACATGACA CTCTTCGTTGCTGCTTTCAA 277

Ai05B34026 Araip.B05 34026 p2 (TC)10 20 149583212 149583231 GCAGTGGAAGGAAGCAAAAG GAAGGAGAAAGGGATCAGCC 262

Ai05B34028 Araip.B05 34028 p3 (TGC)5 15 149590950 149590964 GGGACACAAGAGGAGAACCA TGCCTCAGTCTCAAGAGCAA 269

Ai05B34029 Araip.B05 34029 p2 (CT)8 16 149591387 149591402 GCCCTTGATATGATGGTGCT CCTGCACGTTAGATTCCCTG 128

Ai05B34031 Araip.B05 34031 p3 (TAT)6 18 149592978 149592995 TTGATGAATGAGGTGGTGGA TTTGAGGTAATTGTCAACACCG 171

Ai05B34032 Araip.B05 34032 p3 (TTA)14 42 149593251 149593292 CGACATAATTGTCAGGTGGG GGGCATGGAAACCCTAAAAT 192

Ai05B34034 Araip.B05 34034 p2 (TC)6 12 149599622 149599633 TGGTCTCTCCAGTTTCGTCC CATCAACCAACAAGATCTCAACA 271

Ai05B34037 Araip.B05 34037 p2 (TA)7 14 149601590 149601603 AACAGACCCCGACAGGAATA CACACCAACCTCTCCTCCAT 279

Ai05B34040 Araip.B05 34040 c (T)10attgctttttctatggaaatttttatgaatttggatgtttttctgctgtcattgcaccacactttttattatattttatatttcgttcc(T)11110 149604845 149604954 CCATTGCACCACACTTTCTG TTGCATGATGTATCCCTCAAA 268

Ai05B34044 Araip.B05 34044 p3 (CCA)6 18 149608032 149608049 GTGCCAAAATCGAAATCGTC AATGATAGGGTTTCCTGGGG 264

Ai05B34046 Araip.B05 34046 p2 (TA)12 24 149615798 149615821 TCTCCATGTACTTCAAACCATCA GTGGTGTTAGTTCCCGTTCC 201

Ai05B34047 Araip.B05 34047 p2 (AT)11 22 149622065 149622086 AGTTGCTGGCCCCTTAGACT CAAACCATTTGCGAACAGTG 224

Ai05B34052 Araip.B05 34052 p3 (CTT)5 15 149639245 149639259 CGAAACCTACCTCCCACAAA CATGGGCTTACTCCAGGAAA 218

Ai05B34054 Araip.B05 34054 p2 (AG)6 12 149642197 149642208 TTAGCCTGAAGAAGATGGCG CGATGGCTATGCCTTTCAAT 229

Ai05B34056 Araip.B05 34056 p2 (AG)15 30 149648313 149648342 GAAAGAGTGGAAGCGAATGC CGTAGAAGGAAGCAGAGGGA 142

Ai05B34057 Araip.B05 34057 p2 (TA)7 14 149649299 149649312 CGTTGTTCCTATAAATTAAACGACATT GCAGATTCAACTTCACTTGCC 278

Ai05B34059 Araip.B05 34059 c (A)17ttaaaggttaccccccaactg(A)11cacacccttacaaacattaaaaaaaccc(A)1491 149655042 149655132 TTCCTAGCCAAACCCACAAA AATGTAAGACCCCTTGACAGG 279

Ai05B34060 Araip.B05 34060 c (GT)7gggcgttaatagtgttaagagag(AGA)861 149662517 149662577 GAAGGAAGGAAAGGGTTTGC AATAATTGCACCGACGAAGG 249

Ai05B34062 Araip.B05 34062 p2 (GA)16 32 149667589 149667620 CGAAGAGGTGTGAGCATTGA AAATGTTTCCGCCATTACCA 270

Ai05B34063 Araip.B05 34063 p2 (CA)7 14 149668199 149668212 TACTTCCATTTCCGCTCCTG CCGATAGGGTATTCTTGGCA 245

Ai05B34070 Araip.B05 34070 c* (AT)6(T)11* 22 149698867 149698888 TCTTGTCCATCATATTCAAACACA GGGAGGAGATTCTCGAGTAAGA 257

Ai05B34071 Araip.B05 34071 p2 (TG)6 12 149705454 149705465 CTTGTGATTTCCTTTTTCTTTTCT CCAAACCACACCACAAACAA 193

Ai05B34074 Araip.B05 34074 c (T)10ccttttctttcctttcattttcctctcaatcgaacaatttttcttccca(T)1069 149717648 149717716 TCCATCCATTTTCTTTCCTCTC CCAATAACGCCATCTCCAAC 273

Ai05B34076 Araip.B05 34076 p2 (AT)7 14 149720533 149720546 AACCGGATTAATCGGAAACC GAGAGAGATCGCCGAAGAGA 224

Ai05B34078 Araip.B05 34078 p2 (AT)8 16 149723260 149723275 GCAACCATGTTGCGTTTAGA TTGATTTCATTTGACCGCAT 254

Ai05B34081 Araip.B05 34081 p3 (TAT)6 18 149743350 149743367 CTAACCTCATCCCTTTGCCA CCATCAAGCTTGGTTTGGAT 234

Ai05B34085 Araip.B05 34085 p2 (TA)7 14 149751854 149751867 TTCCACAATGTGACTGCCAT TGTCACAAGCCATGACAACA 212

Ai05B34086 Araip.B05 34086 c (CTTC)5ccatatatatacccct(CTAC)556 149752793 149752848 TCGTTCATGTCATAGGCAGC TTGTTACCGACGAAAAGGCT 245

Ai05B34090 Araip.B05 34090 c (A)10tcttatttttatttttctagtatttttatttttattactagaaatttatcaaacgctaaaaaataaaaaaaaatactttcattaaaa(T)11108 149769409 149769516 TTGCTCCATGGTTTTGATGA TGTTGGCATCCATCCAGTAA 268

Ai05B34091 Araip.B05 34091 p2 (AT)7 14 149770252 149770265 CGTGGACGACCTTAAGCAAG AGCACGAAATTCTTCGGCTA 278

Ai05B34093 Araip.B05 34093 c (TTG)5aattagcttatgtttgatagaattagcttaagttattgaatttctgttaatggttaactgtatgcatgatttattg(TTC)6109 149774739 149774847 TTTCTGTTAGTTGATTTTAGGTGGG GGAAGAACAGCAAAAGCAGC 231

Ai05B34096 Araip.B05 34096 p2 (TA)7 14 149778440 149778453 ACCGAGAGGGTTAAGCTTGG ATGAGAGTTGTGAAGGCGCT 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai05B34097 Araip.B05 34097 p2 (CT)11 22 149778693 149778714 ATCTCCCCGACTCCAAATCT TAATTGCTTTGCCCTGTTCC 215

Ai05B34103 Araip.B05 34103 p3 (TAT)5 15 149788162 149788176 AGGTCGGTAATGCTGAAGGA TTTTCTTGTTTACTGCTGCTCA 245

Ai05B34110 Araip.B05 34110 p3 (TCT)5 15 149816634 149816648 TCGCACACAAAAATAAACGC TTGGGAAAGCAAGAAGCAAT 246

Ai05B34112 Araip.B05 34112 p2 (AT)10 20 149817765 149817784 TCAGTGCTGTGTGATGCAGA ACCTCAATTTGAAACGGCAA 222

Ai05B34114 Araip.B05 34114 p2 (GT)8 16 149820040 149820055 ATTTGGGCAATTTACGCATC ACACGTAAACCGCTACTGCC 181

Ai05B34119 Araip.B05 34119 c (T)10cttccatctttattatcatcatcatctcttttttcatcacctcttttttttctttttc(T)12atcattttc(T)11100 149836734 149836833 AAACACGTGGATTGACCACA TGATGATAATAAAATAGAAGGAGGAAA 256

Ai05B34120 Araip.B05 34120 c (A)14gatgcagaagc(A)1035 149837768 149837802 TGCAACAATGAAAAAGAAAAAGA TGCAGCCCGTTACATATTCA 213

Ai05B34123 Araip.B05 34123 p3 (TGA)5 15 149842669 149842683 GGGGTGTGGTGGGTTCTATT TTCACCTTCCTCACTCCACC 252

Ai05B34129 Araip.B05 34129 p3 (TAA)8 24 149861501 149861524 GTCTGAGAACTTGGGGTTGG TGCAAGTAAAACGATTCCCC 196

Ai05B34131 Araip.B05 34131 p3 (TTA)5 15 149866102 149866116 AATCTTGAAGAGGAAGGGGC AAAGGGAGGAAGAAAAATCCA 239

Ai05B34134 Araip.B05 34134 p2 (CA)6 12 149873845 149873856 TTGCAACAAGGTAAGGACCC TTGAATTCCCAGGTCGTCTC 276

Ai05B34137 Araip.B05 34137 p2 (CA)6 12 149880463 149880474 CTGTGAATGCCTTTGGTTCA TCCCGTTGTTTTCCTTTCAG 257

Ai06B3 Araip.B06 3 c (C)12acacccac(A)1535 14276 14310 GGGATCCCCAATCTAGAACAA TTTCCTCAGCATGAAAGGGT 214

Ai06B5 Araip.B06 5 p2 (AT)12 24 15622 15645 TCCTGATGAAGTTGCTCGTG GCACGTGTGTTTTGTTGGAC 252

Ai06B6 Araip.B06 6 p3 (CTC)5 15 15862 15876 ACGTGCATTACACTCCCACA CGACGATGAAGATGAAACACA 233

Ai06B7 Araip.B06 7 p2 (TA)9 18 16994 17011 GTTAGAGGCGCGTGAAACAT TACGGCCCATAAATTCAACC 255

Ai06B10 Araip.B06 10 p3 (TTC)8 24 21612 21635 CGACCGAATCTTGGGTTAAA AGTGGTGTTGGTGACGATGA 229

Ai06B11 Araip.B06 11 p3 (TCA)14 42 22132 22173 CTCCCTCCTCCTCGTCTTCT GAATGTAAGTTCATCCTCTTCCAA 239

Ai06B12 Araip.B06 12 p3 (TCA)5 15 22563 22577 TGCAGCAAATTTGGATGTAAC AAAACAAGAAGAAACTCGAGAAGG 244

Ai06B13 Araip.B06 13 p3 (CTT)6 18 22952 22969 TCTTCATCTTCGTCCTCCTCA TATATCCCGCGTTCCTCATC 279

Ai06B18 Araip.B06 18 p2 (AT)7 14 28505 28518 AAACAGGCTTCTTGGTTTGC GCTAAGAATTGAGGACCGCTT 245

Ai06B23 Araip.B06 23 p2 (GA)15 30 44842 44871 TTGAAATTGAAGGTTGCACG ACACTACTGTTGCCGCTCCT 172

Ai06B26 Araip.B06 26 p3 (TTA)7 21 50196 50216 TCAAGTAGTGTTGCCACCCA GAGTTAAGTATCGTACGCACAAAAA 222

Ai06B34 Araip.B06 34 c (A)10gc(A)10 22 66224 66245 GAAAATTTAAATGAGAACGAAAGCA AGCATGTTTTGGCATTAGGC 268

Ai06B38 Araip.B06 38 p3 (ATG)10 30 77098 77127 TTTTCAAAAATCCATCCCAA CAAATAATATCATCATCATCGTCG 270

Ai06B41 Araip.B06 41 p2 (AT)6 12 91269 91280 AAATATTTGAAGAAAGAGAAGTGAAAA TTGACAAACTAAAATGTGCCACT 276

Ai06B42 Araip.B06 42 c (T)10aaaggaagaggagagaattttg(ATT)753 91519 91571 AGGGAACAGAAATCATTGCG TAAAATGTAAGCTCCGCCCA 159

Ai06B45 Araip.B06 45 p3 (CGC)5 15 104817 104831 TCCACAACCTCTCATGGTCA TGCTTGCCATAACACTCTGC 262

Ai06B47 Araip.B06 47 p2 (AG)6 12 111332 111343 CGAAGGAAATTGAGTGGGAA TGCCTTCCTTTCTTGCAGTT 256

Ai06B49 Araip.B06 49 p2 (GA)8 16 112055 112070 AAGAGCAACTGAGGAAGCCA AGAGAACCAGAAGAGCAGCG 149

Ai06B50 Araip.B06 50 p2 (TC)6 12 112657 112668 ATGAGCAGAGAGGTGGAGGA AGCCTCTGCCATGAGAAAAA 250

Ai06B51 Araip.B06 51 p3 (ATT)5 15 113624 113638 GCAACTCCCAAGAAGAGGTG CATATGACATCTTCCAGACAGCA 259

Ai06B52 Araip.B06 52 p3 (GCT)5 15 116589 116603 GCTGTCTTCTTGACGCTTCC ATCTCGGACCCCTTCAGATT 243

Ai06B57 Araip.B06 57 p2 (TA)6 12 126252 126263 TGTGCTTCTGGTTGATTCTTG TCCAATCTTAGTATGTGAAAACAAACA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B58 Araip.B06 58 c (AG)7gagctgggtggggtgtgtgtgtgagagagaagagcgtttatctttatccgttgtttatg(T)1083 133194 133276 AGGCTGCTAGGGTTTCGTCT TCGGTCTTCTAGCCAGTTCG 233

Ai06B59 Araip.B06 59 c (TA)8ttgagaattctaaattctagccctttacttctctgccgttatagaattaggatttagaattttcaaaattaata(AT)8106 134500 134605 TGAATTAAATCTTGAAGTGGTCTAAA TTGACTTTGAATTAAGAGAGTCGC 277

Ai06B60 Araip.B06 60 p3 (CCT)5 15 135561 135575 CAACCAAAGCACTACCCGTT TAGGAGTAGGAGTGTGCGGG 155

Ai06B61 Araip.B06 61 c (A)10gaagg(A)15 30 139199 139228 GCGACAAACCCTTAAATGGA AAATTTTTCTGGGTCCGTCA 260

Ai06B62 Araip.B06 62 p4 (ATAA)5 20 143058 143077 AGTGACGGACCCAGAAAAAT TATTGCCGGTCAGTTGTTGA 169

Ai06B63 Araip.B06 63 p2 (AT)10 20 145761 145780 TTACCTGCTTCAGGTGGCTT AATGCATGCAGCAAAACAAC 265

Ai06B66 Araip.B06 66 p2 (TC)6 12 157639 157650 AGTGATGGATGCTGGGGTTA CCCACGTACAGAGATTCGTG 254

Ai06B67 Araip.B06 67 c (T)12attttatacaagagcaaattgttattcataaaaattgttaaacgatatttatatattttggc(A)1084 164293 164376 CAACACTCAAGTGCGAAGGA CGTGATACTTATCTGTTTGTTTAGATG 256

Ai06B70 Araip.B06 70 p2 (TC)9 18 167883 167900 TGTATGTGTGTGTCCACCCC CCAAGACTCACGCTCACAAA 221

Ai06B71 Araip.B06 71 p3 (AGA)5 15 174605 174619 GCTGTGCACGAAGTCTTTGA ATGGTACTCCGCACTCCATC 130

Ai06B73 Araip.B06 73 p3 (TTA)5 15 178095 178109 CTCGCTAGTAACCCACCATGT TGTGATGTTGAGGATTTTGTCTG 264

Ai06B76 Araip.B06 76 p2 (TA)6 12 180412 180423 AACCGTTTGGTGTGAGCTTC GCGGGCCTTACAAGTTACAA 252

Ai06B77 Araip.B06 77 p3 (TTC)6 18 181920 181937 GCAACAGAACTCAGTTGGCA TACCTTCCCTGGCAACACTC 225

Ai06B78 Araip.B06 78 p2 (GA)8 16 182694 182709 TCCTCAAATACGTTTGAAGGATAA TTTGGATCTCGCTGATTGTCT 276

Ai06B89 Araip.B06 89 p3 (AAT)5 15 197660 197674 CGCCATGAACAAGGACAATA GCTCACGGCCAAGTGATTAT 238

Ai06B90 Araip.B06 90 p3 (CTT)5 15 198687 198701 ACAGAGGCGGAAAATGTTTG AAAAATTGCTTAATTTCATGGTAAA 231

Ai06B91 Araip.B06 91 c (T)18gcactacctttttttatatcttcttcgacgttgttgtcgtgatcgttgttttcttctttaacattattgtcctttttt(TA)6108 199359 199466 GTTGCACTTGCACAAGCATT TGCGTTGTATATCAAAATGCTAAA 221

Ai06B93 Araip.B06 93 p2 (AG)8 16 200040 200055 TCTTATGCCTTGCTCCCATT CGTGACCCAAACAAACACTT 251

Ai06B95 Araip.B06 95 c (T)11ggtgacttaa(T)1132 203327 203358 AAGGAAAATGCTCGAATTGC TGAACCGCTTGTACAATAGCA 110

Ai06B98 Araip.B06 98 p2 (AG)9 18 208942 208959 TCAAACTTCTTTAGAAACAGCCAA TGGGTAAGAGGTGAGAGAAATAAAA 199

Ai06B100 Araip.B06 100 p3 (GGC)5 15 214672 214686 TATGTCCGTCAAAGCCTTCC CCCAATCTCATATGAACCCG 166

Ai06B101 Araip.B06 101 p2 (GA)21 42 218135 218176 AACTAGAAGCACCAGCAGCC TTGAATTTGAAAAGCGAGCC 144

Ai06B103 Araip.B06 103 c (A)11ggacattttgatcattaatc(T)1142 219951 219992 CACCCAAGTTTATATTTGTCTATTTTT CAATGTGATTTTGTTATTTGCG 280

Ai06B104 Araip.B06 104 c (T)12ggttattcaagagaacttttattgataatattttagaagtaaataggcttaaacaggtgaaaaatgaattttctaga(T)11100 221145 221244 GAAAGTAAACCCTAATGTGATATGAA CGAGTATATCCGCATAATTCAAAA 279

Ai06B108 Araip.B06 108 c (T)13aatcttactcttaattaaaattttaaattaaaccacaatttacc(A)1269 232288 232356 TGATTCGCGATTTCTAGCCT GGTTTCTGAACCCAGACGAA 278

Ai06B113 Araip.B06 113 c (TA)6caaaaaaatgagagacctaaggctacacttatatatagtagctatagtttactag(A)1077 239449 239525 TGAACGTTGACAAACTGACCA ATTCATTTCGTGGAGATCGG 273

Ai06B114 Araip.B06 114 c (CT)6gtc(TTA)6 33 241859 241891 TGTCTACCCCTCCCAGTGTT CAAAGCCTTCTGACTCCCAC 270

Ai06B116 Araip.B06 116 c (A)11gaataaccttaacacaagttaatatcaatgacaaaaaactcacacacaaaaataccttttacccc(A)1288 242443 242530 TGAACAAATAGAAGCTCTGACAAA TTATGGCAAGATTGAACGCA 275

Ai06B118 Araip.B06 118 p3 (ATA)7 21 254160 254180 AATTCTGCAATTCCCAGCAC GCCGTGGAATTGGCTACTTA 276

Ai06B119 Araip.B06 119 p3 (CAA)5 15 254334 254348 TGGCATTGATCAAACGACAT CAGCCTCTTTGCAGTTGTGA 279

Ai06B120 Araip.B06 120 p4 (TTTA)5 20 262777 262796 CGGCTATTTTTATTGCCGTT GGCGTGAAGAGTGACCAAAC 280

Ai06B125 Araip.B06 125 p3 (ATA)7 21 272381 272401 CAGTGCCCCAACTTAGGTCT CGCTCAGGAAAAATCGAAAG 157

Ai06B127 Araip.B06 127 p3 (CCT)5 15 273335 273349 GCAATGGTTAACACAACGGA GGAGGAATCTGAAGAAGGCA 264

Ai06B128 Araip.B06 128 p3 (CTC)5 15 274830 274844 AAATGGTCCAACCAATGCTG TTGTGCAATTACATCCGTTTTT 245
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Ai06B132 Araip.B06 132 p2 (AT)9 18 282782 282799 ATAAATATCATGCGGCCACG GCCTGTAATCGGGTTAGCGT 252

Ai06B138 Araip.B06 138 c (A)11ggttcacttgttaacaaaatcctatcaaatttatacaaatattttag(T)1169 293595 293663 TGAAACAGCATGAAAGTGGG TGCGGTTTTTACTTTTTGGG 244

Ai06B139 Araip.B06 139 c* (TA)7(ATATA)6* 39 295989 296027 AAAAATCTTAGGATGATTTGCG GATGACGCATTTCAGTCGTTT 246

Ai06B144 Araip.B06 144 c (T)11aaaaggggcttaaagcccaaagcaaaacaataactatcagaaaccattcttggcatttcaccg(A)1084 305515 305598 ATCGCTTACAACGACGGTCT TGTTGCCAAGAATGGTTTCA 226

Ai06B147 Araip.B06 147 p3 (GTT)5 15 309842 309856 TTCCATTGCTAAACCTTCCG GCAGTGTTTGTGTTCGGAGA 142

Ai06B149 Araip.B06 149 p2 (AT)10 20 312885 312904 TTGTTTGGTAATTTCGGCAA ATGGGGTAGGGAAAAACCAG 274

Ai06B152 Araip.B06 152 p2 (TA)6 12 318845 318856 TATGCGCATGAGACCGTTAC TTGGTGGCTGATTTTGATGT 265

Ai06B154 Araip.B06 154 p2 (AT)11 22 325520 325541 GGGCATAGAAAAATTGGAGC TCCCCTAATCAGTGATCTTGC 260

Ai06B155 Araip.B06 155 c (TG)10(AG)10 40 326353 326392 ATTTATGGTGCCCATGGAGG TGGTAGATTTTATGGTGTCTTTAATTT 266

Ai06B156 Araip.B06 156 c (TA)9g(AC)7(A)1346 333729 333774 CTCATAAGGCCACAGGGGTA CATAAACTGCTCGGCACTGA 277

Ai06B157 Araip.B06 157 p4 (GAAA)5 20 338892 338911 CCCTTTAGCAATGGAACCAA TATTGTTTTGTGCTTGGGCA 253

Ai06B159 Araip.B06 159 p2 (TA)7 14 344095 344108 CATGCTTTTCTTTGGGTTGC ATTCCAACTTGAGTTTGCCG 214

Ai06B160 Araip.B06 160 p3 (AAT)5 15 345187 345201 TTTTGTCACTATCATTCTTTTGCTT TTTTGGGGGATAATTTTGACA 179

Ai06B162 Araip.B06 162 c (A)11ttcaatccggtctcagacaattatttcgaaaggacaacgagacttctgtgctaaaaaaaatatcagcagctggattaggta(T)11103 380279 380381 AAACTTGGCCCCTAATGCTC TAATCGGCCCCTCACAATTA 245

Ai06B170 Araip.B06 170 p2 (TA)15 30 399206 399235 GGATCGGATTGGATATCGG CCGCAGATCCGCACTATAA 262

Ai06B173 Araip.B06 173 p3 (TTC)6 18 403964 403981 CAACGAATTGTTGGTGCAAG CAATAATGGGGTCGGTTTGT 280

Ai06B177 Araip.B06 177 p3 (ATT)5 15 412534 412548 CGGTCAAGACCAATCCAACT GGCGTTGAAGAGGGATTACA 276

Ai06B185 Araip.B06 185 p4 (ATTC)5 20 471087 471106 GCTGCAGAAAGTTGTCCTCC CAGTCATGGCTCCAGTGAGA 250

Ai06B186 Araip.B06 186 p2 (AT)9 18 472894 472911 TCAAGCTCGACTCACCAAAA GATAAGCTCGGTTCATTAGCTC 253

Ai06B187 Araip.B06 187 p2 (AT)8 16 475608 475623 AAACGCAGGGTTCTCTTCAG CACATGCTCCGCTACAGTCT 279

Ai06B188 Araip.B06 188 c (T)11aattgagttcttgtaccattttttttaattgagtccttatac(T)10cttttatttgagtccttgtacctattttttttagttgggtccctatacaattaagtcaattactattaaaaaggacttaattg(A)11157 479704 479860 TTGAGTTAGAAACGAAATATCAAAACT TTTTTCCTTTTAATTGGGTCTCTG 278

Ai06B189 Araip.B06 189 p5 (ACAGA)6 30 483947 483976 CCCATGATGGCTATCCAAGT AGACTGAAGCCCAGGATGAA 156

Ai06B199 Araip.B06 199 c (A)10tcagccaaaaacaatcataatttgttttatttagcattcattaattgttgctacaattaattaaggataatgctagggagac(A)10102 498823 498924 TTCCCAAAACACTAACGGAAA CCAAAGAAAATCAGCCAAAAA 233

Ai06B200 Araip.B06 200 p3 (AAG)6 18 499380 499397 TCACAAGGCAAGAGCTTCAA TCAAGTGTAAGCGGTTGTGG 253

Ai06B201 Araip.B06 201 c (A)16ttgacggtctacattaagtag(T)1249 499821 499869 AACCTTGCAGTGAACTCAACC TCTTTGTCGATCTGTTATCTTTTACC 226

Ai06B202 Araip.B06 202 p2 (TA)6 12 500475 500486 ATTGCATTGGGCAAGAAGAC GTCAGCTCAAGATGGCAACA 249

Ai06B203 Araip.B06 203 p3 (AGA)6 18 500835 500852 GGAAGAGCTTCATGGCTGAG GGTGGCTTCAAAGGAAGAGA 254

Ai06B212 Araip.B06 212 p3 (AAT)6 18 507851 507868 CCAAAGGCAAAGGGACAGTA GAAAGGGGACACGATGAAGA 154

Ai06B213 Araip.B06 213 p2 (AT)7 14 510794 510807 CATTTGCTACCCTCTCCAGC AAACAGCAGTCAGACAGTTCCA 272

Ai06B216 Araip.B06 216 c (TG)6cacgttaaatcactcattcaacgcttttaatgctctcaattggtgtgagaggcacagc(AAT)7ttatttttc(T)11111 514765 514875 GGCATTTGAATGGAAGCAGA ACACTTTGCCGATCATCTTG 280

Ai06B217 Araip.B06 217 p2 (AT)9 18 515952 515969 TCCTTGGAATTGGTAGCCTG GGAACATTACACCGACATCTCA 253

Ai06B218 Araip.B06 218 p3 (GAA)6 18 516490 516507 TCTGAGACAAGAATAGAAACCATCA AAAAACAATGCCAAAAAGCG 260

Ai06B219 Araip.B06 219 p3 (GAA)6 18 518645 518662 AAGATGAACCCATCGTGCTC GAACACTCCCTTCCCAACAA 226

Ai06B222 Araip.B06 222 c (TTC)5tttaattaattaactaact(TAA)755 523360 523414 AGAGTGACGTGGGAAGGATG CCGATTAACGGTTGGAGAGA 213
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Ai06B223 Araip.B06 223 c (GT)7a(TG)10 35 524946 524980 TGGTCCAAAGAAAAGAGGAAAA AATGTATCCACCCGCAAGAA 277

Ai06B229 Araip.B06 229 p3 (GAA)7 21 536712 536732 CAAGTGTTGAGTGGCAATGG ATTGAAGCTGCTGAGGGAGA 249

Ai06B231 Araip.B06 231 c (A)11taacaataataataagattaatggatgcatggtgatggtgatacttgtccataggtag(A)1483 539337 539419 TTTGACCGGGATCAGAAAAG ATGCAGGAAAAGGAAAACCC 180

Ai06B237 Araip.B06 237 p3 (AAT)5 15 549880 549894 ACAATGGTTTTGGCTGAAGG AATTAAAGTTCATTCATTCTGATTTTC 271

Ai06B238 Araip.B06 238 p3 (TAT)8 24 550115 550138 TCACCAAACCTAACCCTCCA AGTTTTTGTTCCATGGCGAG 195

Ai06B239 Araip.B06 239 p3 (ATA)11 33 554531 554563 TTCAGAATGATGGGAAAGGG TGTAAGCATACTTTCAAGGAACC 276

Ai06B247 Araip.B06 247 p2 (AT)8 16 573127 573142 AATTAATTATGAAGGGGCCG TTCATGGTGCTTTCAAAAAGG 108

Ai06B251 Araip.B06 251 p3 (ATA)5 15 581397 581411 CACCTCAGCAGTAACCACGA CACAAGGAATCAAATCATCCA 200

Ai06B253 Araip.B06 253 c (T)10cttttaattgagtccttgcaccaaaattttttttaattgggtccctacac(T)1070 582425 582494 TTTCGCAAAATTTTCAATTAGG TTTTAATTGGGTCCCTGCAC 219

Ai06B254 Araip.B06 254 p2 (AT)7 14 585087 585100 TGGAGCTCTTTCATAAATATGGG GAACGCTGAATTTTGGCAAT 249

Ai06B258 Araip.B06 258 p2 (AT)9 18 588755 588772 TGTCCACCAATCGCTACCTA CCTAACGTTGATTATGCCAAA 280

Ai06B259 Araip.B06 259 p3 (TCC)8 24 591057 591080 GGGGGAAATGAACAATGAAA ACCTCCGTCCCTAATAACCG 254

Ai06B260 Araip.B06 260 c (AC)9gaaattgattaggg(A)10gtgtcaacatagcacatcaaaatgaagccc(T)1385 595768 595852 CAATTGACACAGCCGGAATA TGGTGCGTGGATATTAAAAGG 277

Ai06B262 Araip.B06 262 p3 (GAA)9 27 596671 596697 GACGGTGAATGGAAACGAAT CCTGCATTCTCACTCCAACA 236

Ai06B263 Araip.B06 263 c (AG)7acagagagagaaggaagaagaagaggaggaagaaga(AG)11gtgggtaggctaagatattgggaattaggtggccatcttagaaagctaaaatggccttttaacccaaacaccatatcataataa(T)14170 596819 596988 TGACATGAAATCATTTTGGCA CCAAAAAGTTTCTACATCCTAATAAAA 275

Ai06B267 Araip.B06 267 c (T)10caattaagtctctcttagtagtaattggcttaattttatagggaccaaact(A)1071 602152 602222 TCGACTTCACTTGAGTTTCCA TCCTTTTATTTAGGTCTCTGCACC 273

Ai06B272 Araip.B06 272 p2 (TA)9 18 609507 609524 ACACTAGTGGGGGAGAGTGC GCTCAATTTGGCCATGAAAT 173

Ai06B275 Araip.B06 275 p2 (TA)9 18 614785 614802 TGAATCTTTCAATCGAATCGG TTGTCATTTTGTTCGGCAAC 273

Ai06B277 Araip.B06 277 c (T)10cttttatttagcttcctataccaattc(T)12aattaggtccctgtaaaattaagccaattactactaagaaggacttaattg(A)10110 619394 619503 TGCTGGTCCCTATAGTTTTGC TCTTTTTAATTTGGTTCCTACACCA 240

Ai06B280 Araip.B06 280 c (T)10aata(T)11 25 622160 622184 TGTGGTCCAATTCCCTTTTT GAAATTTTCCAAACACGCTAAA 141

Ai06B282 Araip.B06 282 p2 (TA)10 20 626568 626587 ATCCAAGAAAATAAGCCGCC TTTAAGAGTACAAACACTTCTTCAAAA 182

Ai06B288 Araip.B06 288 p3 (TAA)6 18 633966 633983 TCGAACGGTCCGATTTTTAT TTGACGGATTTGAACAGAACA 269

Ai06B292 Araip.B06 292 p2 (TA)8 16 640316 640331 CGCAAGGGGAAATTAAATGA TCTAATGAACTAGCTACAAAATGGC 277

Ai06B296 Araip.B06 296 c (A)12cctcaaacaggtagaaccgcagaaggctagaagcataacataacccctct(TC)980 652364 652443 GGGTTTGTTTGCTATTCCACA GTACCGACGAGAGCCAGAAG 277

Ai06B297 Araip.B06 297 c (TC)6tttttttctctctctctgaatttgctccatgtcactgctgataagcctccaatcctccactgcttcttcag(T)1093 652695 652787 ATATGTCGCGAACTTGTCCC ATCAGAAACCACCACGATCC 279

Ai06B300 Araip.B06 300 p2 (CT)6 12 656604 656615 TGGTAAGAAAACAAAATGGATGG CACAAATCCCTCGAACCCTA 144

Ai06B315 Araip.B06 315 p2 (AT)9 18 684882 684899 CCAGAGAGAGTAACTAGGAGCACA TTTTGGGACAATTGGAAAGC 141

Ai06B317 Araip.B06 317 p3 (GAA)6 18 686854 686871 CCTCCTCATCTTCTGCTGCT CACGTTCTTCTTCCTCGGTT 134

Ai06B318 Araip.B06 318 c (GAA)5g(AGA)7 37 687035 687071 AACCGAGGAAGAAGAACGTG AGTGTAACTACATGCGCCCC 235

Ai06B319 Araip.B06 319 p2 (TA)6 12 687207 687218 GACGAAGAGGAACCGTTTGA CCACTTTAAGAATTGTGTTGGC 172

Ai06B321 Araip.B06 321 p4 (TAAA)5 20 690224 690243 TGTGGCATGTGTTCCTGACT TCATTGCCTTCATACTCCCC 279

Ai06B323 Araip.B06 323 p6 (ATCTCT)5 30 706202 706231 GCCACCACCATCATCTTCTT GGCAGAAGGGACAGGTATGA 276

Ai06B324 Araip.B06 324 p4 (ATTA)5 20 708268 708287 ACCAACACCCACTTCCACAT TGGTTCGGATGAAGTCAAAA 244

Ai06B325 Araip.B06 325 p2 (AT)6 12 708910 708921 TGCATGAAGTACGTGACCATT TGCCCTAAGTGCTCCTCAAC 259
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Ai06B331 Araip.B06 331 c (CT)8cc(CT)10tctgtgtgactgtgagagtgtttaaaaggaaaacaatgagaagaagaagacgac(GAA)6110 719611 719720 TGATGAGCTTCAAGCACGAG CCCTTTCAAATCCGTGTTTC 271

Ai06B332 Araip.B06 332 c (AAT)6aagttaaata(T)1038 719948 719985 ACGCTTTGTTCCCTTCTCCT AAGTGTTGGCTAATAAACACAAAAA 253

Ai06B335 Araip.B06 335 c (ATC)5aagaacccagaatcagcaagaagtggatagcggatggcggtgcggcggtggg(GAA)15112 724748 724859 TTAAGAAACTGCTTTGTTTCAAATAG GCACAAAGGCTCACACACAA 184

Ai06B336 Araip.B06 336 c (TTA)5(T)12 27 727605 727631 AGTGCAAGTTCAGGGACCAC TGGTTGGTTTTCATGGTTTG 257

Ai06B338 Araip.B06 338 c (A)15gagttataactcaaatgacatagtctctttgtaattacctaaaagatcgcggattcgagtctctctatctttgat(A)10100 732252 732351 CAAAATAAATGATTCTAATCAACAAGA TCAAACAACTACTAAAATGCCGA 210

Ai06B343 Araip.B06 343 c (AAT)5gataac(GAT)742 749226 749267 TTGAGGCTTGGCTCATGATT TGCAACACAAAAGAACTTGGTT 197

Ai06B344 Araip.B06 344 c (A)10ccgataatgtgttggatatgggagattttttta(T)1053 752819 752871 ATCGGCGAGAAGATCGAGTA CATTCTCACCGTAGCATCCA 222

Ai06B346 Araip.B06 346 p2 (AT)10 20 755388 755407 GAGGGAAAATGAAAGCTGATT TTCCTTTAGCACATTCCAAACA 255

Ai06B353 Araip.B06 353 p3 (AGG)5 15 767927 767941 AACGAAGATGAGAGGATCGC TGGAAAGTTGGTGGCTTACC 231

Ai06B354 Araip.B06 354 p3 (CAT)7 21 768470 768490 GTTTTAGGCATTGGGCTGAA CGGCTTAAACGTAAAGGTTTGT 240

Ai06B357 Araip.B06 357 c (TTA)13ttctcctttc(T)14ccgtaatggatttccagatagaaactcccaataaagatacccatctcaaaggcccaaatattgagctctact(A)10145 776402 776546 CCCCAGTTAAGTGATTGTTGTG TGTCTCTTCTTGAAGTGGGGTT 267

Ai06B360 Araip.B06 360 c (TA)6ttaaaagtataaactaaatgtatataggatttgtgtg(TA)661 780648 780708 TCAGGAGCGGAGCTAGGATA AGCCTCGAATTGAGCTCGTA 275

Ai06B364 Araip.B06 364 p2 (TA)6 12 784669 784680 ATTCTGAAAAACTCGCCCGT CTGGATTTCAAACAGCACCA 135

Ai06B369 Araip.B06 369 c (A)13gtaaaaattcgatacaattaacttcatctaaaatttataacacagaattattggatattaatttagtcaatttccacaata(AG)6106 804309 804414 TTGAAATTAACTGATTTCGAGCA CCCATTACGTGGAGAATCGT 266

Ai06B378 Araip.B06 378 p3 (GTT)6 18 824911 824928 TCCCAGGAAAGTTGTCCAAG CGTTTCACATATGATCCAATCAA 213

Ai06B381 Araip.B06 381 c (A)11gaagagacacagaga(AAG)541 828009 828049 TGCAGAACTAGTTGGACCCC TATCTAACCAAGCCGCCAAC 133

Ai06B386 Araip.B06 386 p3 (GGT)5 15 831565 831579 TGGTGACATCTTTTGCCTCA TTGACGGTGAAATTGATGGA 141

Ai06B390 Araip.B06 390 p2 (TA)10 20 838878 838897 GCACCAAAACAAATGCAAGA GTACGCGTCCTTCAACCAAT 253

Ai06B391 Araip.B06 391 p2 (TA)9 18 839916 839933 TCATTGAAACACCGGTACGA AGCAATGAATAGAGCGGCAT 245

Ai06B392 Araip.B06 392 c (T)11cgtccaaaagaaaaaaaaataatcatctgtcttgatgtgtccttcaaacctagtgttagttttatctaactagtgatcttt(A)13105 842886 842990 CACCGATGTTCTCGGTACAC TTTTTCCCACCATTTTTGTAA 264

Ai06B393 Araip.B06 393 p3 (TGT)5 15 846642 846656 CTAACGCACCAAGAGAAGGC TAGAAGGGGCAAGTTGATGG 280

Ai06B396 Araip.B06 396 c (A)11tgaataatacatatatcaaacaccacttcatggcatttttaagaacaaatttttatttaattattgtataattttctattc(ATT)5107 848054 848160 ACCCTTCGGTCAACATCAAC AAGGTGAAAGAAGAACAGACCG 181

Ai06B397 Araip.B06 397 p4 (TAAT)6 24 849796 849819 AACCAGCTCTATACCAACCAGC AGGGATACCGTGAACAACCA 242

Ai06B398 Araip.B06 398 p3 (ATA)5 15 850810 850824 GGTCATCTCATGTGAAAAGAACTG TGGTACATTTGAAAATCTTTCCG 137

Ai06B399 Araip.B06 399 p3 (TAT)5 15 852824 852838 TGAGGATGAGGAGTTTTGGG AAAGTGCAACGCTCAGGAAT 105

Ai06B401 Araip.B06 401 c (A)10ttcaattcagtctctgacaattacttcaaaagaacaacgaaatttctgtacaaaaaaaagttaatgttattttttttgacatagagactaattaatcc(A)11ttaagagcaaaattaga(T)10146 853438 853583 TTTCGAAAGACAACGAGGTT ATTTCGAAAGGACAACGAGG 194

Ai06B413 Araip.B06 413 c (T)10cttttatttaggtttctataccaa(T)10cagttgagtccctataaaattaagtcaattaatactaagagggacttaattg(A)10ttaatacagggacccaatt(A)10135 864507 864641 TTGAGTCATTGCACCAATTTT TTCTGTTAGTCCTTATAATTTCGTGA 225

Ai06B414 Araip.B06 414 p2 (AT)6 12 865310 865321 CGTGCCATTAGCTTTGGAAT GCCCACATACACCTCAAACC 198

Ai06B415 Araip.B06 415 p2 (GA)6 12 867414 867425 TGAACATGTTGGATTGCAGAA GAACCTGCACATTCTCTTGCT 245

Ai06B416 Araip.B06 416 p2 (CA)6 12 867739 867750 CATAAGGCATGACCATTGGA CACGATGAGGATGAAACACG 126

Ai06B417 Araip.B06 417 p2 (CA)6 12 873495 873506 ATGCTACCCTCTTTGGGTCC GCACTATCAGTTGTTTTGTGTGTG 262

Ai06B418 Araip.B06 418 c (A)12(TA)7 26 874448 874473 TGGTCAAAAAGGTTCACAAAGA TCAGGACATTTAAGGGAATGAG 246

Ai06B419 Araip.B06 419 c (A)12caaagatagtgggttcaataaatactcattcccttaaatgtcctgag(T)1069 874603 874671 AGTCTTTCTTTATCTCAAAATTTGCT CGATGAAAATTTGATTTGGAAT 277

Ai06B420 Araip.B06 420 p3 (TAT)5 15 875206 875220 AAGGAATAGGGCGTAGCACA CACCACGCCATTACAATGAA 227
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Ai06B422 Araip.B06 422 p2 (TA)6 12 876916 876927 AAGGAGTTGCTTTGCCTCAA TTCCTGACAGATTCACTTTTCAA 280

Ai06B428 Araip.B06 428 p2 (TA)7 14 884739 884752 TTGGTACGTTCTTCTGTGCG TGCACGCAATATTGACCATT 101

Ai06B431 Araip.B06 431 c (AAG)5atgctactagctagcaccttaattatgtcaagaagtttgtgtgtgttttgtg(T)3198 889847 889944 GATTGCAAGGTAACGCCACT TCAGCCGCATCAAAATATCTC 269

Ai06B433 Araip.B06 433 c (T)10caattaaatccttcttagtagtaattaccttaattttatagagatctaact(A)10gaattggtatagtgacctaaataaaagaaaaaaaaagtgtagggacctaatt(A)12135 891462 891596 TTTTCTTTTTAATTGGGTCCCTT TTCGCAAAATTTTCAATTAGGTC 225

Ai06B437 Araip.B06 437 p3 (ATT)5 15 901946 901960 GCCTATTTTATCGTTGTCGATG TCGGATCCAAAGAATTTTGC 116

Ai06B438 Araip.B06 438 c (TTG)5aaagaggtgccaatgttgtgctgattaatcatcatgtgagattgttgttgaagaaggttgtctctttgaatatcctgttagat(A)15113 902142 902254 ACACCAACCTCATCAGCCAT AAAAACAGCCAGAACTTGCC 277

Ai06B447 Araip.B06 447 c (A)12catcttttttgagaagttgtaatttacatatttttttaaaagatctttttctctt(A)1077 915817 915893 AGCGTGTTTGGCAAATTTCT TTTGGATATCTCATGCAAAAAGA 224

Ai06B450 Araip.B06 450 p2 (AG)8 16 920921 920936 TCAAATCACACCCCACAAAA TCAAACAGAAGCACAATGTTCA 202

Ai06B451 Araip.B06 451 c (TTA)6tttttttgggttcagagacttcaattttacaccaagttatttaattagcatcaaagaagctttg(T)1092 921181 921272 TTTGTTTTGATGTTTGGTTTGG TGTGACAACACTTCAATATGTTCC 230

Ai06B452 Araip.B06 452 p5 (CGGAT)5 25 922411 922435 AAGGAGAAAGGGAATCACGG AGGCACTCCTCTTCCTCTCC 249

Ai06B455 Araip.B06 455 p3 (TGA)7 21 930045 930065 GCACGCTAAATGGACGTAGA TTTTGCAATTAGCGTTGGTG 247

Ai06B460 Araip.B06 460 p4 (AAAT)5 20 934421 934440 GGGTCGCCTATTCAAATCTT GAGCTTGTGGTTTTAGGAGGG 269

Ai06B462 Araip.B06 462 p3 (ATT)7 21 938502 938522 ACTAATGCCTTCTGCCTTGG CAACATATTCCGTCCGCTTT 194

Ai06B463 Araip.B06 463 p3 (ATT)7 21 947085 947105 ACTAATGCCTTCTGCCTTGG CAACATATTCCGTCCGCTTT 194

Ai06B465 Araip.B06 465 p2 (TA)16 32 949454 949485 CGATGCGTGATTTTGTCACT TCCGGGACACTTATTGGGTA 278

Ai06B468 Araip.B06 468 p2 (AT)8 16 951147 951162 TTTTGCATTGGGGAGTTCTT TGGGAAGCATGCTCATAAAA 119

Ai06B469 Araip.B06 469 c (AAAT)6aaaggtagttggtgttgggaagtaatcaatttctttcactaataaataaacatatttttctttccattggttgttac(TAT)5116 951721 951836 TCTTTTCTAGTGCCGTTTGTCA TGGTAACAACCTATTGAATGAAGG 271

Ai06B470 Araip.B06 470 p3 (AAT)5 15 952211 952225 CCCTTTTGTTTGCTTCTTCTCA CACCAGAAACAAAGAACGCA 249

Ai06B473 Araip.B06 473 c (A)10tgcagcaaaacattgatgattaaaatattt(A)1151 958761 958811 TTTTTGGTGACTTTCACTGTACTATT GCGCTCATTTTGCAGTTACA 223

Ai06B475 Araip.B06 475 p2 (CT)6 12 960485 960496 TCATCAGTTATCTCGTTGTTGAA TGAGGAGGAGGAAAAGGAAGA 279

Ai06B478 Araip.B06 478 c (AT)9(AG)16 50 977490 977539 AAGGACAATTTTGATAGGTTATTCA TGGAGGCTAGGATTTTGGTG 223

Ai06B481 Araip.B06 481 c* (TA)6(A)11* 22 984305 984326 CTCATGACCTGCTGCTTCTG CCCTCTCTTCAATCACGGTC 264

Ai06B482 Araip.B06 482 p2 (AC)6 12 990387 990398 TCGATCTACCTAACCAGGAGAGA TAGGGCAACAAAGAGGATCG 237

Ai06B485 Araip.B06 485 p2 (TA)6 12 994900 994911 TTCTAGCCATTTTCTTCTCTATCG GACTGGACAAATCAGTTTAGCAA 193

Ai06B495 Araip.B06 495 p2 (AG)10 20 1007969 1007988 AACACTGGTGTTCCCGGTAT TGGCCTTAGAGGAATGAAGA 235

Ai06B500 Araip.B06 500 p3 (ATA)15 45 1012572 1012616 TCAATTTCTCATGCATTACACCA ATGGCCACCAGGATAACTGA 259

Ai06B509 Araip.B06 509 p4 (TAAT)5 20 1035605 1035624 AAAACCGGAACGAAGGATTT TTCCCTTCTTGTGCCTTTTG 235

Ai06B510 Araip.B06 510 p3 (TAT)13 39 1043056 1043094 TCAGTTGGCCTAATTGCACA GAAAGGAACGACAACATTAAACAA 216

Ai06B519 Araip.B06 519 p2 (AT)6 12 1051976 1051987 TTTCCTCGTGCTGATTTTTG TGCTGCATCTACACTTTGGG 197

Ai06B522 Araip.B06 522 c (AGC)7atcattgcatcaatggtgagattgaagtaaac(AAGAG)578 1056410 1056487 TGGGGTTTGAACATCAACAA ACATGCTGAATTGGACTCCC 241

Ai06B523 Araip.B06 523 p3 (ATT)6 18 1061413 1061430 GGTAGTGTTTGGTTAGGGAGACA CAATGCTAGAAAGGGTCCCA 264

Ai06B527 Araip.B06 527 p2 (AT)9 18 1065723 1065740 TTTTGTCGGATTTTGGTTTG AAGTTCAAACCATTGGTGCC 149

Ai06B530 Araip.B06 530 p3 (TAA)16 48 1069952 1069999 GCCCATCAAAGTTGATTACCA CGTTGTTGTCACCACTAAGCA 279

Ai06B532 Araip.B06 532 p3 (TAA)11 33 1070840 1070872 CCCACAAGGGTATTATGGGA TGTTGAACCAATTTCACACCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B534 Araip.B06 534 p2 (TA)17 34 1077411 1077444 ACTCCACTGGCACATTAGGC AAGAATAAGGGGAAGAGGATGG 220

Ai06B538 Araip.B06 538 p3 (ATA)5 15 1085315 1085329 CCCATCCTAACAGTAAATAGGAACA TGACTCAAAAATTAGAGAGGCTTT 163

Ai06B540 Araip.B06 540 p3 (AAT)5 15 1089802 1089816 CCTGTTCACACTCAAATTTCTCA TTGGGTAAGACAATGATTAACGA 264

Ai06B541 Araip.B06 541 p3 (ATC)5 15 1091218 1091232 AATTTGAACCACCCATCAGC TGGAGTGCTGCATATGATGA 205

Ai06B544 Araip.B06 544 p2 (TA)7 14 1092481 1092494 TATTCAACGCGACCATGAAA TCCGAATAGATTCGATCATCCT 251

Ai06B548 Araip.B06 548 c (T)10gtcaggc(T)1330 1095381 1095410 CCCGATACTTGTTTAAGCGG TCATCAAACAGCCCATTTCA 229

Ai06B549 Araip.B06 549 p3 (TAA)8 24 1096653 1096676 CAACAAGTGACCTTCCATTTTTC GCACACATCCTTATCCAATTCA 208

Ai06B552 Araip.B06 552 p2 (CA)7 14 1099272 1099285 AGGGTGAGCACGAGTCAAGT TCCGTTTTTAATCGGTTTGC 139

Ai06B556 Araip.B06 556 p3 (ATA)14 42 1104916 1104957 CGATTCACAAAATTTGCTGGT TTAGTTATTACGCCGCCCAC 154

Ai06B559 Araip.B06 559 c (TAA)7tccctaaaaaaaattattcattatttcagttctaattttttgagcttttgctctgtctctctgtgtt(TG)6100 1106220 1106319 CTTCTTCTGCCGACACCTTC CGAAATTGAAGAGGGAGCAA 233

Ai06B562 Araip.B06 562 p3 (GGA)5 15 1106898 1106912 CTTGATTCGATTGTGCTGGA GCCGATCGTCTTCTGAGTTC 241

Ai06B563 Araip.B06 563 p4 (TTTA)5 20 1107767 1107786 GTGGGCTAACATGCTCCAAT TGTCCACTCCGTGATAACCA 280

Ai06B566 Araip.B06 566 p2 (AG)9 18 1112272 1112289 GCAAACTTAATCCTGTGTCCAA AACTTCCTCCAAAGCAAGCA 200

Ai06B572 Araip.B06 572 p3 (AAC)8 24 1123159 1123182 CTCCCATGTCATCGAGTCCT GATGGCCCATTCATACTGCT 235

Ai06B577 Araip.B06 577 p2 (CT)6 12 1135152 1135163 CATTGTCCAAAGCAAAACAAA GTCCGCCTAACCTACACTGC 268

Ai06B578 Araip.B06 578 p3 (CTC)5 15 1136771 1136785 CATGACGTCCAACTCCAATG TGGAGATGGGTGAGGAAGAC 205

Ai06B579 Araip.B06 579 c (AAG)5aggaagaagaacgtgcagc(AAG)549 1138387 1138435 TCTTTCTCATCCTCATCTTCTGC ACTGCACGTTTTCACTGCAC 226

Ai06B580 Araip.B06 580 c (AAG)5gtgcagtgaaaacgtgcagtaatggttgaaggaggagaaagagaaggcaagaaacgaaagaaaagaagaagaagag(GAA)5106 1138538 1138643 GCAGTGGGTTACTGCCAGAT TGTCATAGAAATGGAGAGTGATGAA 218

Ai06B581 Araip.B06 581 p3 (CTT)5 15 1139647 1139661 TGTTCCAAATGACACAAAAATGA GAAACAAAAATGAGGAGAATGTGA 280

Ai06B586 Araip.B06 586 p3 (AAC)5 15 1150164 1150178 TTGCTTTGCTTCCTCCTTGT CATGAGGTGGTCAAACGAAAT 279

Ai06B591 Araip.B06 591 p2 (CA)6 12 1171341 1171352 AACCAAAATAACTCATGATGCAA GAACGACATGTCACAAAGGG 251

Ai06B595 Araip.B06 595 p2 (TA)8 16 1175496 1175511 GTTGCAACGAGGCTGAATTT TTTGTCATCATAAAATTGGTGGA 198

Ai06B601 Araip.B06 601 c (CT)8(AT)7 30 1182145 1182174 TTTGTCATCAAAGTGGCACC AGTGAAGGAGACGCTGAGGA 234

Ai06B603 Araip.B06 603 p3 (AAG)5 15 1182846 1182860 GGTGGAAGAAGAAAAAGGCTG AGGGATGAAAATGGATCGAG 253

Ai06B604 Araip.B06 604 p2 (CT)6 12 1183711 1183722 AATCCCACCACAAGTTCCAG CGAATTCTAGTTCTTGCTTCAATG 135

Ai06B606 Araip.B06 606 p2 (GA)8 16 1186969 1186984 TGCAGAAAGGAGCACTTGAA CAGCAAAAGCACTCAGACCA 274

Ai06B607 Araip.B06 607 p2 (AG)6 12 1188424 1188435 TTCCTGTAGAGCCTGAGGGA AATCTACCTCAACCTGGCCC 260

Ai06B615 Araip.B06 615 p3 (ATA)5 15 1201217 1201231 GCTCTGCAAAGGGAAAACAG GTGGTAAAATAAAAATGGAAGGAA 280

Ai06B616 Araip.B06 616 p2 (AG)8 16 1213160 1213175 AGCACCTCCTTTGCATCACT AGATGGGTTGCTGCTGTAGG 274

Ai06B621 Araip.B06 621 c (TTG)6ttatatgatcttctcttagaagaagc(TTG)662 1223517 1223578 AGTGCCAACTCTTGCAGCTC ATCATCACAGCAGCAGCATC 172

Ai06B622 Araip.B06 622 p2 (TA)6 12 1225183 1225194 GAAGCAAGAGCTTGGAAACG CTCAATCCCTCTCCAACCAA 277

Ai06B626 Araip.B06 626 p3 (ATG)7 21 1238233 1238253 CCAATTTCATTATCATGCGCT GGAAAATTCAACGAATCAGCA 246

Ai06B627 Araip.B06 627 c (TGA)5cgaccatgatgataa(TGG)6gttttggttcagcttgggtttctattctgcttctggttgattttggagaagttctgatgatgaagatgatgaccatgatgataa(TGG)5147 1241242 1241388 GGTGGTGGTGGATTTTGAGT GCCTAAGCTGAACCAGAACC 275

Ai06B628 Araip.B06 628 p6 (GGATGA)5 30 1243881 1243910 TGGGAGGGATCATACAAAGC GCACCGGAATTTCCTCAATA 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B630 Araip.B06 630 c (TCC)7tttatc(T)10 37 1246634 1246670 TGACATACAAGTCATACAAGTCGC GATGATGAAACACGCGAAAA 146

Ai06B632 Araip.B06 632 c (TTC)14tttgtttattttttatttttattcttgttaaaagaataaaataagaagaaatttgagaagataaaacaagaaaaaaaatatgaataagaaaaagaaa(GAT)5tattattattatgaaa(AAG)5185 1247546 1247730 CCTCTTTCAAGTAATTTTGCAGC CTCTTCTTCTCCCTCCTCCC 249

Ai06B633 Araip.B06 633 p3 (GAG)6 18 1248167 1248184 TCGAACCACACCTCAGTCAC CGTAGTCACCAACACCACCA 206

Ai06B636 Araip.B06 636 c (T)10catcgtttttctcttttttctttctc(T)1147 1252681 1252727 ACGTGAATCTGAGGCGAAAG TTTTTCTTCTTCACCATCACCA 263

Ai06B638 Araip.B06 638 p3 (TTA)5 15 1259783 1259797 GTGGCACTGATTTTAGGGGA TCCACCTACCCCATCCATTA 232

Ai06B641 Araip.B06 641 p3 (ATT)7 21 1262812 1262832 CGCCACCTTCATCACTGTTA TCCTCCACCAAAGGAGAGAA 122

Ai06B642 Araip.B06 642 p2 (GA)8 16 1263192 1263207 CCACCTAAGGCTTGTGCAGT CCTGTGCCCTTTGTTTGTCT 205

Ai06B643 Araip.B06 643 c (A)10tattttttttgg(T)1335 1264644 1264678 TGACAATTATTTCGAAAAACAACAA TGATCCAAGCGATAAGCTGTT 265

Ai06B644 Araip.B06 644 p3 (TAA)6 18 1264821 1264838 TGACAATTATTTCGAAAAACAACAA TGATCCAAGCGATAAGCTGTT 265

Ai06B645 Araip.B06 645 p2 (AT)9 18 1265032 1265049 GAACCTTCATTCCCACATGC AAGTGAGATGTGGCATATTTTGA 280

Ai06B648 Araip.B06 648 p2 (AT)8 16 1269446 1269461 CGCGAAATTTTTAATCAGGTC TTGCTTCTCAATTTCGGACA 265

Ai06B649 Araip.B06 649 p2 (TA)6 12 1271255 1271266 TGAATGTCCCTCCTGAGTCC GCTGAATTTGAAAAGCTCCG 177

Ai06B650 Araip.B06 650 p3 (TGA)7 21 1272698 1272718 GCTTTAGGATGCTGCTAGGG GCAGCACAAAGAGGACAACA 266

Ai06B654 Araip.B06 654 p3 (TTG)5 15 1281706 1281720 CCCCTTATTATGCAGTGGGA CAAACTCAGAGGCATGGAAA 243

Ai06B656 Araip.B06 656 p3 (AAT)7 21 1285691 1285711 CGTGTAAGACGGTTTGCTCA TATCCGACAACGACATCCCT 270

Ai06B657 Araip.B06 657 p3 (TAT)5 15 1295039 1295053 GCCATCAACACCATCTTCCT CAAGCCCCAAATCTGAACAT 197

Ai06B660 Araip.B06 660 p2 (TA)8 16 1311445 1311460 GCATCCAATTTTCTCACCGA TTTGATGTTGCTTTCCAAAAA 230

Ai06B667 Araip.B06 667 p3 (AAT)5 15 1317951 1317965 AATTTCAAGGGCCAAATTGA ACATGTGTCTTTTGGGAGGC 222

Ai06B670 Araip.B06 670 p3 (GAA)5 15 1324607 1324621 TGCTAAAGCACAAACGTCCA AACCTAACATTCTGCACGGC 271

Ai06B673 Araip.B06 673 c (T)15gaaacaaaggaagctcaacacatgaaagtggagcataaaacagataaac(A)1074 1339870 1339943 TCACAATTTTTGTCACAGGTTTTT AGATCCTTTTGTATCACCCTCTAA 241

Ai06B678 Araip.B06 678 p2 (AT)8 16 1348188 1348203 TAGCTCAGCCTGCAAAGTCA GCGGAGTGGTTACAGGGTTA 208

Ai06B689 Araip.B06 689 p2 (TA)6 12 1366355 1366366 CCAACTTGTGCATCGCTAGA TCGATTCCCTCATCTCCATC 267

Ai06B694 Araip.B06 694 c (A)10gttttcaaatttcatttggctatttttat(A)1150 1376148 1376197 TCCATCTTTAGGGCTTCACG TTAAATATGCTTAAACGGGTAAAAA 215

Ai06B702 Araip.B06 702 c (A)11gagtgaatacctcacctgaccccctgataattatctcgaaaagatgatgagattctcaagaaaaaaaaatactcaatccagttcttaa(T)12gggattgattagtccctgtat(A)11143 1403595 1403737 TTTGAGTCATAAAGCCTTCAATTA TTCATTGGAGGAACACAGCA 277

Ai06B703 Araip.B06 703 p3 (TCA)5 15 1405846 1405860 CGCTTTGCTTGATCTGTGAA TTTGCACTGAATTTTGCGAG 202

Ai06B704 Araip.B06 704 p2 (AT)6 12 1405995 1406006 CTCGCAAAATTCAGTGCAAA GTGCGGAAACTGAAGAGTGC 159

Ai06B707 Araip.B06 707 p3 (CAA)5 15 1413906 1413920 GAAGACGTCCTTCTTGCTGG ATGCTAGGGCGGTACATCTG 227

Ai06B709 Araip.B06 709 c (A)11ttttttttaatgaaaaaaaagaa(T)1044 1415041 1415084 TACGGAAGGGTTTTGGTTTG TCCGATTTTCAGAACCTTGA 279

Ai06B713 Araip.B06 713 c (T)10gcttcaatatccatggcctgataggagctaattttccagtggat(A)1367 1418283 1418349 TTTTCTGTAGGAGCTGGCTTTT TTTCCCAGTAAGCAGACAACAA 194

Ai06B721 Araip.B06 721 p2 (AT)6 12 1452430 1452441 GAATAGTTTTGCCCCATCCC GAAATTTCAAAAATCTTTTCGTTT 123

Ai06B730 Araip.B06 730 p3 (ATT)5 15 1466248 1466262 TGCTACAATAGATCAATACAAGCAGA ACCAAGAGCCCTGGAGAAAT 171

Ai06B736 Araip.B06 736 p3 (ATT)7 21 1472541 1472561 CTCCTCGTCGTTCAGTCCTC GAACAAAAACCCACCACCAC 271

Ai06B739 Araip.B06 739 c (TAT)12ttgaatttctaaacacaattaaatgtgacaataaaaaaaatttataagcgaaacatct(A)10104 1487910 1488013 TTTTTAATGTTTGTTGCGATAATAA CCGACATGATGATTAAATTTTGAG 211

Ai06B741 Araip.B06 741 p3 (TCT)7 21 1489580 1489600 GGGTTTATAAATAAATTCGTAGTTGTC GTTGGTGAGGTTTGCAGGAT 267
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Ai06B742 Araip.B06 742 p3 (AGA)6 18 1489722 1489739 TGTGAAGCCGAAGTGAGAGA CTTCTTTGTCTGGCTGCCTT 263

Ai06B745 Araip.B06 745 p2 (TA)6 12 1494298 1494309 TGCTGCAAATCGTTTTATTTTG GGAACTTCCGCCACTTTACA 279

Ai06B751 Araip.B06 751 c (T)11agttttagtaataaatttatttgta(T)13atagatcaagagacctttttattcgagaatgtactaacttctcatgggtcaatatccaacc(AT)6122 1500055 1500176 CATACAATTTATTTTGGTTTCTTGC AAAGTAGGACCAACCACCCC 193

Ai06B752 Araip.B06 752 p2 (TA)7 14 1501297 1501310 CCATGCAACGTTGGAGATATT CGTATTAAGGGGAGGGGGTA 267

Ai06B755 Araip.B06 755 p2 (AT)9 18 1517961 1517978 CTTGGCCGATTTCCAATATG TGGCTACCAAAACTGTTGGAC 155

Ai06B756 Araip.B06 756 p3 (AGA)6 18 1523323 1523340 ATTGCCTTCCCTTTCCACTT CACCTCTCTCCCTTTCCTCC 177

Ai06B759 Araip.B06 759 p3 (ATT)9 27 1531909 1531935 GGATTGATCATTACTTCTGGGG TTTGAAAAACAAGTAATCTTTTAGGGA 275

Ai06B761 Araip.B06 761 p2 (CT)6 12 1542620 1542631 ATCAATTCTCGTGGGATGGA TCCGATTCATTACCAAGCAA 242

Ai06B764 Araip.B06 764 p2 (CT)6 12 1549461 1549472 CGTGCAGTAGAACGCGATAA TATGGTAAGGGAGAAGGGGG 248

Ai06B765 Araip.B06 765 c (TTC)5tccttttttttcattatttttctctttcattatttccatcaccaatatcata(TCC)891 1555489 1555579 ATCCGGTGAGAATCAACAGC CAAAACCCAAATCTCTTTTTGC 259

Ai06B766 Araip.B06 766 p3 (TCA)6 18 1556056 1556073 TTTTGGAAATCCTTCGGTGT TGATGGAGGAGAAGGAGGAA 218

Ai06B767 Araip.B06 767 p2 (AT)6 12 1560918 1560929 ATTCCCAGTAGATTCCAATTTTT TGGTTGTCAGTAATTGAATGTGAG 280

Ai06B771 Araip.B06 771 p4 (AAAT)6 24 1579277 1579300 CTTGGGAACATTGGATGGAA TTCACTTTGGGGCATTTTGT 259

Ai06B783 Araip.B06 783 p3 (CTT)6 18 1615684 1615701 AATAAAAAGCGCGCAGACAC GCTGGTTCATCAAATGCAGA 254

Ai06B784 Araip.B06 784 p3 (ATA)5 15 1619081 1619095 TTAGTGGGACATGTGGCAAA TTTAGTCCCAGACCCAATGC 227

Ai06B788 Araip.B06 788 p3 (ATG)5 15 1623484 1623498 AGCTCAAAACGAAACCATTG TTTCGTTACCGTCATCACCA 233

Ai06B789 Araip.B06 789 p3 (AGA)5 15 1623619 1623633 TTGGTGATGACGGTAACGAA ATCGGGTGTCCAATCTGGTA 276

Ai06B795 Araip.B06 795 c (A)11cagcataattttgttaaattattatcactgtgtgtctgtgtctataccaaaaatg(A)1379 1639034 1639112 CTTCTGTTTTTGGTCTGGGC GCATTGTTGGATGTTTCACG 269

Ai06B797 Araip.B06 797 p3 (ATG)7 21 1642564 1642584 AAACGTCAGAATCAATCGGC TCGAACTGTGAGGGAGTGTG 148

Ai06B807 Araip.B06 807 c (A)12ctccaatccggcccctgac(A)10gacccaacccggccgctgacaattatttcgaaaggacaacgaggtccctgtgccaaaaagaaattaatgtta(T)10123 1668961 1669083 GCCCTGACAATTACCTCGAA AAATACTCCATCCGGCCTCT 275

Ai06B809 Araip.B06 809 p2 (AT)6 12 1670931 1670942 TGGGTTCGAGCCTCATATCT GAAGCCCAATAACCCTCTCC 246

Ai06B810 Araip.B06 810 p3 (CCT)5 15 1678099 1678113 GTCCTTTCTAAGCACACCGC TGATCTTCGACACAGTTCGC 194

Ai06B811 Araip.B06 811 p3 (CAT)5 15 1679430 1679444 GACTCCTCCCTTCCCTGTTC TGGATATTTCGGATGATTGCT 220

Ai06B814 Araip.B06 814 p3 (ATT)6 18 1687167 1687184 CAGCACAATCACTTTCCCCT GGGATCACGGAACTTTCAAC 253

Ai06B816 Araip.B06 816 p3 (ATC)6 18 1691909 1691926 CTTCAAACCATCGATCCCAT TCGAGATAATTGTCAGGGGG 259

Ai06B818 Araip.B06 818 c (A)10ccaacattaac(T)1031 1692254 1692284 TGTTTTTGCAATTACTGAATGTGA CACCCAAATCTAGAGGACCAA 252

Ai06B825 Araip.B06 825 p2 (CA)6 12 1723251 1723262 TCAAATTCCCAGTGGAGGAG TGGTTTTGGATTTGGGGATA 225

Ai06B826 Araip.B06 826 p5 (TTTAT)5 25 1725307 1725331 GGAGTCATGACCAGAAAATGC CCAAACATGCAAAACAACGA 279

Ai06B827 Araip.B06 827 p4 (TTAT)5 20 1727399 1727418 TTGCATTCAAGGCACGATAA CACCAGCTTACCCCCAACTA 250

Ai06B828 Araip.B06 828 p2 (TA)6 12 1729817 1729828 AACCGGACAAATTCGAACAG TGTGTGGTAAACAAAAGGTATTGG 267

Ai06B833 Araip.B06 833 p2 (TA)6 12 1739825 1739836 CCACTCATTCCAAAAGCTTCA ACAGCAGTGTGCTTCTGCAT 201

Ai06B834 Araip.B06 834 p4 (AGAA)5 20 1740132 1740151 GAAGCTGTCACATGATCCGA CTTCACCTCGCATGCCTAAT 245

Ai06B838 Araip.B06 838 p3 (ATA)5 15 1744564 1744578 GGACAGGGGAATATATGGGG AATCCTTCAAGTTAGGCGCA 269

Ai06B843 Araip.B06 843 p2 (AT)6 12 1762875 1762886 GGGCTTCAACTAACCTGTGC TGTTGCTGTTGGAGAAGATGA 280
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Ai06B846 Araip.B06 846 p2 (TA)9 18 1769117 1769134 TCACGAAGACTCATCATCCG TTGAGTGTGAGGAAAAGTACAATG 259

Ai06B847 Araip.B06 847 p5 (GGTAG)5 25 1769783 1769807 TTAACGTATTCGAGCGCCAT CGCGAGTAGGATTAGGGGTT 279

Ai06B855 Araip.B06 855 c (T)12cttctctttttcttcgtggtgtgtaaaccaatcactattcattgcaagccaatgttacattacaggttccatttcccaaaag(AC)6106 1790715 1790820 AAAATTGGAGGAGAAAATGGG AATGTTGGAACTGCACAGCA 280

Ai06B856 Araip.B06 856 p2 (AC)13 26 1795393 1795418 GTGGCTGTGGAACCTTGATT AGGGAAACTTCCCAAGCTGT 211

Ai06B860 Araip.B06 860 c (TAA)6caatgtcac(TAA)1263 1800193 1800255 GCACATGATCTGGTGGCATA TTCTTTAAACAACCACCGGC 198

Ai06B863 Araip.B06 863 p2 (GA)6 12 1803687 1803698 TGGTGTCATTTTTGCTGTTTTT CCATGATGGAGAAAGGGAAT 277

Ai06B864 Araip.B06 864 p2 (GA)6 12 1805797 1805808 GGAAATTACGCTGAAAGCCA GCTCCTCAGCTGGTTCGTAT 279

Ai06B865 Araip.B06 865 p3 (GAT)20 60 1811744 1811803 TCAGAAACACTTGCGTCTCG TTCGACTCCTTTCTTTTCATCC 245

Ai06B867 Araip.B06 867 c (A)11catccagttcgatccttgatcttttatttttgggactaatcagctcttgtgtcaaaaaaaataatattgac(T)10gcataaaaatctcgttgttctttcgaaataattatcagggactaagttaaa(T)11154 1822860 1823013 TCACGCACACACATATGACG ATTAAAGAAGCGCTTGTCGG 221

Ai06B871 Araip.B06 871 p4 (TTCT)5 20 1833109 1833128 TTACCCTTTTCCCTCCCTTG GTGATCAGAAGCTGGAAGGC 259

Ai06B873 Araip.B06 873 p4 (AATA)6 24 1838045 1838068 TGGGAAAATGACAAGGGTTC CACGGTTTAATTATGTTACAGCTTC 214

Ai06B875 Araip.B06 875 c (A)11ctcttttttaatgatacaaagaatgagaggg(A)1052 1847105 1847156 GGTCAACTCAAATTTCCCTCC TGACAGAAGAACAACTTGCATTC 248

Ai06B876 Araip.B06 876 p4 (TGCA)5 20 1849475 1849494 CACATTCATGACTTTTGCCCT GATTCCAAATGAGAAAGATTTGAA 194

Ai06B877 Araip.B06 877 c (T)10aagtt(A)11 26 1856279 1856304 CCGGACAAATCAGTTTAACCA GAAGAAATTTCAACGATCGGA 193

Ai06B878 Araip.B06 878 p4 (TTAA)5 20 1858416 1858435 CCAGTTGCAACAAACATGGA TATGTAGAAAAGGGTGGCGT 268

Ai06B879 Araip.B06 879 c (T)10attttaacttgctccacttgtaatttctaatcatttttattgactttaaaccc(A)1073 1860912 1860984 AAATTTCTCTCGAACTGCTAAATG AATCTATTGACCAACAATAAATCCTT 250

Ai06B884 Araip.B06 884 c* (A)12(AAG)5* 25 1866179 1866203 CTTTGGGTTTTTCTTGGGGT GAGCCTTTGAAGAAAAGGGG 227

Ai06B886 Araip.B06 886 p2 (TA)6 12 1869246 1869257 TGAACCATTGTCTCTCTAACGA CAAAATATGGGGCATCGAAA 218

Ai06B887 Araip.B06 887 p3 (AAT)5 15 1869475 1869489 TGGCAATACCCATCACAAGA TGTGACCACTGAGAACGCTT 246

Ai06B890 Araip.B06 890 p3 (AAT)12 36 1883708 1883743 AACTGGTGAACCGAACGAAC TGCTGCTCTCCAAAGAACCT 213

Ai06B891 Araip.B06 891 p3 (TAA)6 18 1887671 1887688 CTGCAATGGTGAGTCATTGG GGTTGTTAAAGCAAGCAATCG 226

Ai06B893 Araip.B06 893 p2 (GT)9 18 1893368 1893385 CCTTTCTATCTGCCCTCCAA TTTCAACATTAACCCCCACC 191

Ai06B895 Araip.B06 895 p3 (TTC)5 15 1900344 1900358 CAGAGCCTCCCCATAAACAC AGCTGGCAGTTCAACAATTTC 278

Ai06B896 Araip.B06 896 p3 (TTC)5 15 1901661 1901675 CCCACCATGGTATGATCGTT GATCTTTACGCCGATTTCCA 231

Ai06B897 Araip.B06 897 p2 (TC)17 34 1902855 1902888 GTCGTCGTCCATATCGCTTT GAACCACAGAAACGCAACAA 235

Ai06B902 Araip.B06 902 p2 (TA)6 12 1922152 1922163 GACGAGCCTTCTACCGTGAC CGTGTTTGTGTCTGCATGTC 113

Ai06B914 Araip.B06 914 p4 (TTTC)5 20 1942684 1942703 AGGTTGGAAACACAAGACGG GCGAAAATTTTTGGATGAGTG 279

Ai06B920 Araip.B06 920 p3 (ATT)5 15 1951673 1951687 CTTTGACTTTCGCCTTCACG GCTTGGCTCCAAAGTAGTGG 216

Ai06B922 Araip.B06 922 p2 (CT)9 18 1956097 1956114 AGCAGTGGTGAACAGAGATCA AATCCCTCCAAATTGCTTCC 277

Ai06B927 Araip.B06 927 p2 (AT)6 12 1966283 1966294 AGCAAACCACCCACAGTTTC GCGGCTATCGTTGTAAGACC 122

Ai06B930 Araip.B06 930 p2 (TA)8 16 1975238 1975253 TAGGAATTTGGAAGCGGATG TGACCGAGAATGACACACCT 170

Ai06B934 Araip.B06 934 p4 (AATA)6 24 1979471 1979494 TGTTTAATTTTGGTGTAGAAATAGCA ATAAAGTGAGTGGCATGGGC 272

Ai06B935 Araip.B06 935 c (CT)10taagctcaaagtttctctcttttttcctctctttctgttttttctccataaagctgcacactttctcagcatcaaaattgaaactcttttt(TC)15tttttctctcc(A)10162 1979928 1980089 AACCAGATCCAATTCGTGTTT GTGCAACTTCACGAATCACC 242

Ai06B936 Araip.B06 936 p2 (GA)7 14 1986067 1986080 GTGAAGGGGCAAAGTGAAAG CCCTTTAGGCCTCTCAACCT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B937 Araip.B06 937 p2 (GA)10 20 1987928 1987947 GGCAGAAGCAGTGACATCAA ACGCTACGTTTTTGTGACCC 279

Ai06B941 Araip.B06 941 p3 (TAT)13 39 1998537 1998575 TGGAAAGAAGGGGGTAAAACA TCAAGGGGGTGATATTGGAC 196

Ai06B942 Araip.B06 942 p3 (ATT)5 15 1999851 1999865 CTGGTTTGATCCATCATGCTT ACGGTCATACAACCTCAGCC 161

Ai06B950 Araip.B06 950 p3 (AAT)7 21 2015835 2015855 ACTGCACCTGAGTTTCCACC TTTAGTTTGCCCTGACTCGG 206

Ai06B951 Araip.B06 951 c (A)11gataataatgtttttcaaattagtagaatgaactatgaaactgagaaggccttattttc(ATT)585 2016109 2016193 TTCTCGCGTTCTTTGATTGA AAGTCGATAGCTGAGAGCCG 280

Ai06B952 Araip.B06 952 p3 (TTA)5 15 2016321 2016335 CGGCTCTCAGCTATCGACTT CAAGGAATGTGTACCCGCTT 104

Ai06B953 Araip.B06 953 p2 (AT)8 16 2016652 2016667 TTTTCATGAACCCTGTTTGC GGTTGGTTTATTTGTTCATTGGA 279

Ai06B954 Araip.B06 954 p2 (TA)6 12 2017225 2017236 CTGGTGGAATCAACTTCACG GGGCCACTTAGCCTTTCTTT 194

Ai06B955 Araip.B06 955 p3 (CTT)5 15 2023144 2023158 AAACCATGGGCTATGAATGAA TTTATCACACCTGCCTCATACG 278

Ai06B956 Araip.B06 956 p4 (ACTC)5 20 2023582 2023601 CAAAACCAGCACCCTAGCTC CTTCCTCCAGCAGATTCCAG 245

Ai06B958 Araip.B06 958 p2 (TA)11 22 2028465 2028486 GCCATAGATATGTTGGCTGGA TTAAAGGGGGAATGACATGG 247

Ai06B959 Araip.B06 959 c (T)12gaagaacataaacatca(T)1039 2043466 2043504 GGGGATTTTGGGTTCATCTT TTCAACAATCATCAATCGCAA 135

Ai06B960 Araip.B06 960 c (T)12gaagaacataaacatca(T)1039 2049258 2049296 GGGGATTTTGGGTTCATCTT TTCAACAATCATCAATCGCAA 135

Ai06B961 Araip.B06 961 p2 (AT)7 14 2053930 2053943 CGTCTGAACTTTTGAAGCGA TTAGCATGCGAAGCTCAGGT 210

Ai06B962 Araip.B06 962 c (A)11cattaacatgagagagagaaaaaataaaataag(A)1054 2054901 2054954 TAAGGAGGTTCAAGGCTCCA CTTTCAGTGGGTGGCATTTT 279

Ai06B965 Araip.B06 965 c (TA)7cgttacaaaagtttttgtc(TA)1053 2060295 2060347 TTTCGTTACCGTCATCACCA CTTGCGTCTCGAATGAACAA 266

Ai06B967 Araip.B06 967 c (A)16ttttttg(T)10 33 2063978 2064010 GGGTCAGATTTCAAATATCCCA TCAATCAGCCCAAACACAAA 226

Ai06B971 Araip.B06 971 c (T)10aaattttatagatatttaattatttttactaaaatataactggatatttcttttgttaagtattagaatg(T)1090 2081430 2081519 TTCCACAACACACCATAGCA TTGTTGTTGGATGCAGTTTCA 251

Ai06B974 Araip.B06 974 p2 (TA)6 12 2084586 2084597 GCCTTCTTAATTGATTCTCTAGCAA TCTGCTGCACAGGAGCTAAA 279

Ai06B975 Araip.B06 975 p4 (TTAT)5 20 2087819 2087838 CAAGTTGGGCCTAACACGC ACAGAAGGAGATCGAAGGCA 192

Ai06B976 Araip.B06 976 p2 (AT)11 22 2096165 2096186 AAGCAATGTTTCCATGATTTTG AAGCGGATGAGTGAGCTGAT 277

Ai06B979 Araip.B06 979 p2 (AT)6 12 2097281 2097292 CGGATTTCAAATAGCCCAAT TGTGAGGTCACTCAAGATGGA 273

Ai06B981 Araip.B06 981 p2 (AT)6 12 2097955 2097966 CACTCTCACTCGCATTCTTCA GGTGGTCTGGGCTGTTACAT 157

Ai06B982 Araip.B06 982 p3 (GCT)5 15 2101322 2101336 GCAAATTTCACTCGCTCACA CTTCATCATCAAGGCACCAC 264

Ai06B986 Araip.B06 986 p3 (GAA)5 15 2112256 2112270 GCAAAGAAGAAAAACGCGAA GTACCTTCCACTCCATGCGT 265

Ai06B987 Araip.B06 987 p2 (TC)21 42 2116116 2116157 AAGCGTCCGCTAGTTTTCAA TAACCCATGATTCGGTTTCC 261

Ai06B988 Araip.B06 988 p3 (ATT)5 15 2119371 2119385 TGGGATGTTAAAGTCAGCAAAA TAGCAGGCAAAGACACATGG 132

Ai06B991 Araip.B06 991 c (T)15atggactcgttgggtccgttttcttgcaggaaa(T)1260 2121814 2121873 CCAGTGTGCAGCTGTGTTCT TGATCTTTGATCACGTGCTTTT 254

Ai06B994 Araip.B06 994 p2 (AT)6 12 2122763 2122774 GTGGTTGCATAGCTTGGGTT CAATTTGTTGTTCATCGACTCTC 207

Ai06B996 Araip.B06 996 p3 (TGA)5 15 2130039 2130053 TGCCCTAGCGTTTATATCGG ATGGATGATTCCCTCTGACG 251

Ai06B998 Araip.B06 998 p2 (AT)6 12 2132517 2132528 AGCAGCTGAGGCCTAGTTCA TTGCCACATGAAACTCTCAAA 219

Ai06B1004 Araip.B06 1004 p5 (TTAAA)8 40 2144252 2144291 GGAAAAATCTGTCGGGGAGT CCTATGCTTGGAACAGTTTGG 277

Ai06B1005 Araip.B06 1005 p2 (TA)6 12 2145310 2145321 AAACCCAATTGGCATGTGTT CCCATGATCGAATCCTCAAC 275

Ai06B1006 Araip.B06 1006 c (T)10caattaggtccttttttgtagtaattggtttaattgtatagggatctgattaaaaaaaattggtacaaagacttaaataaaagg(A)10104 2147357 2147460 GCCTGTGAATGGTCTTGTTG TCTTTTAATTGAGTCCTTAAACCAA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1010 Araip.B06 1010 p2 (AT)17 34 2159996 2160029 AACGTTCTAGAATGCGGCAG AAATAAAGTGAGCGTTACTCGC 182

Ai06B1011 Araip.B06 1011 p2 (AT)18 36 2161403 2161438 CATGCCGTAAAGCAAAGGTT GTGCACGTTTGCACTTTTGT 159

Ai06B1013 Araip.B06 1013 p3 (AAG)5 15 2165933 2165947 AACGGCAAAACTCAACCATC TTCAATTGTAAAGCCACCCC 274

Ai06B1015 Araip.B06 1015 p3 (TTC)6 18 2167037 2167054 AGTCCCCACTCACCACTCAG CAGGGAAAGAAAGAGCGTCA 165

Ai06B1016 Araip.B06 1016 p6 (TACATT)5 30 2167915 2167944 AGGTAGGTTCAGCTGGAAAAA CAAACCAGGGTCAGATTTGG 266

Ai06B1018 Araip.B06 1018 p2 (AT)7 14 2172195 2172208 GGTCCTGGACAGCATCACTT AATTAAATGGAGATATACTTGCTCAGT 275

Ai06B1021 Araip.B06 1021 p3 (TCC)6 18 2177223 2177240 CGCACCAAAAGGAGAGAAAA ACATGCACCCACTCCACTCT 100

Ai06B1023 Araip.B06 1023 p2 (AT)6 12 2184287 2184298 CAATCCACGAACCTTATGTTG CCTTCAAGGTCCTCCTGCTA 185

Ai06B1026 Araip.B06 1026 p3 (AAT)6 18 2190783 2190800 ACCTGACAGCCAGGAGATTG GAAGACAAAGACGTGGCGAT 272

Ai06B1027 Araip.B06 1027 p2 (AT)7 14 2191284 2191297 CGCCCGTATGTAAACCACTT CATGAACAACAGCAACCATCT 164

Ai06B1028 Araip.B06 1028 p3 (ACA)6 18 2191878 2191895 TAAACCCACCAGCATCATCA TGTTTGTTTGTCGGGACTGA 249

Ai06B1029 Araip.B06 1029 p3 (TTG)5 15 2192910 2192924 GGCATTAGCGGTGAAAGGTA CACATGACACAACACCACCA 156

Ai06B1030 Araip.B06 1030 p2 (CT)8 16 2193175 2193190 TGGTGGTGTTGTGTCATGTG CGGAAAGAAAGGCTGAAACA 261

Ai06B1033 Araip.B06 1033 p2 (AT)6 12 2205227 2205238 CCCTCTACCAAGACTCGCTG TTGATCAACAAGTGATGCATTTT 250

Ai06B1034 Araip.B06 1034 p2 (TG)6 12 2208820 2208831 TTTTGGGATTTTAGGATGCTG TCCATTCTCCATTCACGTTTC 275

Ai06B1035 Araip.B06 1035 p3 (AAT)5 15 2209120 2209134 AGCAGTTACCTAAGCTGGCG TCGGACACTAGCACTTGCAC 187

Ai06B1036 Araip.B06 1036 p2 (AG)12 24 2211146 2211169 ATTTTCTCAAGGGGGAATGG CCATTCAAAACATGCAACCA 215

Ai06B1037 Araip.B06 1037 p3 (TTA)5 15 2211502 2211516 CCAGAAATGGCTGCGTTAAT GATCGATCAAGGTGCCAAGT 274

Ai06B1043 Araip.B06 1043 p3 (TGA)5 15 2224027 2224041 CAGATCCCTACCCTGCTTCA GACAAGGCATTATCAACAGCAA 272

Ai06B1045 Araip.B06 1045 p3 (AAC)5 15 2227291 2227305 CCTTCCTCTTTTTCCCCAAA TTGCTTCTGGTTGTTTCTGC 233

Ai06B1048 Araip.B06 1048 p2 (TA)6 12 2229201 2229212 GCATGGTTCATGCAAACAAC ACCAAGCAAATCGTCCACTT 240

Ai06B1057 Araip.B06 1057 p2 (GA)7 14 2238347 2238360 TCTTGTGGCGAGTCAAACAA CGCCATGAGAGTGAAGAACA 187

Ai06B1058 Araip.B06 1058 p4 (AATT)6 24 2238616 2238639 CAAACGAGCAGCCTAAGGAG CCGTACCACTAACACTAATGCC 257

Ai06B1059 Araip.B06 1059 p3 (CTT)7 21 2239161 2239181 TTCTGTAAAATCATAAAATAGGGTTCA TGATACGAGAAATGTAAGACCCAA 231

Ai06B1062 Araip.B06 1062 p3 (ATT)6 18 2247397 2247414 TTTTCCATATTTGCCGTGAA ACAACGATTCTTGGAATGGC 180

Ai06B1066 Araip.B06 1066 p2 (TC)10 20 2258570 2258589 CGGTATCGCGTTTCAGTTTT CCCTCACCCTTGTTGCTTTA 202

Ai06B1069 Araip.B06 1069 c (A)10c(GAAGAG)541 2260046 2260086 ACACCCAAAATTCGTTGCAT AGTGCTACGCTCAGAACGGT 184

Ai06B1071 Araip.B06 1071 c (T)11ggaaaataagtagttaggtagattagatatatctatcagccaattaaaaaacg(A)1276 2263667 2263742 TCCCTCGAGGCATGATTTTA TTGCTATATGGAATGGTACATTGG 269

Ai06B1072 Araip.B06 1072 p4 (AAAG)5 20 2263926 2263945 CCAATGTACCATTCCATATAGCAAC TGCCAGTCTGTCCCTTCTCT 168

Ai06B1074 Araip.B06 1074 c (A)11ctacttggttgagagatattaatttta(T)1048 2270623 2270670 ACTTGGTTGAGAGGCCAATG CAGTACCGCGACGGATTAGT 199

Ai06B1080 Araip.B06 1080 c (T)10ctttttatttgagttcttacaccaatttttttagttgggtctctatacaattaactcaattactatcaagagggacctaatt(A)12104 2281943 2282046 CCTCGTCGTTTATTGTTTTGG CACAGTAGCTCGATGGACGA 249

Ai06B1084 Araip.B06 1084 c (TA)7ccatccacttttcactactcaatcctcattcatttttcttcacttcactgaaactcataccacttcctctgttttcccctgttttc(T)10110 2286048 2286157 CCACAAGGTAGGTTCACCGT AGCAATTTTGGAACCTGGTG 274

Ai06B1093 Araip.B06 1093 p2 (TA)6 12 2304518 2304529 TTGGCTTGTGTGGATTTCAA GCTAGCCCCTAAAACTTTTCC 241

Ai06B1094 Araip.B06 1094 c (ACC)6agaatagaagcctacgctcaaccaga(ACC)5atcagtatcatcatagtcatcatcatcttcatcagaactttttccaaaatcaaccagaagcccaagctgaacaagaac(CCA)6ttatcatcatggcc(TCA)6187 2308346 2308532 TCTCCCTTCTCCCTTCTTCC TGGAAGTTGTTGCTGAATTTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1096 Araip.B06 1096 c (A)11caaaaagtaaaaaggaaaaaaaaatgagatacatggatttataccctttcactggacttaattttaaggggaaaatgggaatccagttaactg(T)12116 2315275 2315390 CTTGCAGAGATGCACGGAT GGGCTTGTTTGAAAACATCAG 269

Ai06B1097 Araip.B06 1097 p4 (TATT)5 20 2316718 2316737 AAGGATTCAAAAGGCGTTCA TGAGATCCTCTAAGTTGGAATCA 271

Ai06B1099 Araip.B06 1099 p3 (TTG)5 15 2318400 2318414 TGGCTACCTTGCATTTGTTG CGCTCAACTTTAGGGACCAA 242

Ai06B1100 Araip.B06 1100 c (GGT)10at(TGG)1062 2319254 2319315 CCACAAGAGAAGGACAGGTCA AGCCTCATTCATTGGGGTAA 265

Ai06B1102 Araip.B06 1102 p3 (TTA)5 15 2330484 2330498 CTACGCAATGCAACCAAGAA TCCTTCTGCATATAACGAACTGA 192

Ai06B1107 Araip.B06 1107 p2 (AT)6 12 2338436 2338447 TCCATAGGAAAAGATATGGTTCTCA ATCCAAAATGCAAACAAGGC 208

Ai06B1112 Araip.B06 1112 p3 (TTA)8 24 2342724 2342747 GGACATTGAAGACAATGGCATA CCTGTGTACCTCCATGGCTT 141

Ai06B1113 Araip.B06 1113 c (T)10caattaagtctcttttagtagtaattgacttaattttataggaacccaact(A)1071 2344002 2344072 TTTTTCTTTTTAATTGGGTCCCT TGCTGGTTCTTATAGTTTCGCA 236

Ai06B1114 Araip.B06 1114 p2 (TA)8 16 2344249 2344264 TGCGAAACTATAAGAACCAGCA ATGGCATTTTCCGACGATAC 127

Ai06B1117 Araip.B06 1117 c (TTA)17(GTA)11 84 2346233 2346316 CAGCAGCAATGATGATAGTTGAA TGGAAGATTATTGAGGCTATTTCTT 250

Ai06B1122 Araip.B06 1122 p3 (TAT)5 15 2350943 2350957 AGTGGCCTCAGATGTGATGAT CGTGAAGTCGATTGGATCTG 236

Ai06B1123 Araip.B06 1123 p3 (TTA)5 15 2351106 2351120 GATCCAATCGACTTCACGTAG CCCTAGATGTTTGTTCAACGG 280

Ai06B1124 Araip.B06 1124 c (A)11tggaagcaacaacaaca(ACT)749 2352417 2352465 TTCGAGAAACACGGTTCATCT GCAATATTCGATCCGGTACAA 251

Ai06B1125 Araip.B06 1125 p3 (TAT)7 21 2352768 2352788 GAGAAAATGCAATGTGGGCT GTTTGGGCAAAAATTGCTGT 237

Ai06B1132 Araip.B06 1132 p3 (GAA)5 15 2359993 2360007 TAGGACTCATCCCAAACCCA GTTCAAGCGTTTCAAGCCTC 258

Ai06B1133 Araip.B06 1133 c (GAA)8gaggaaagagggtagtggtgaataggtggctactgaatgctgataaccgaccactgtaagaaggagaaagtggaaa(AG)6112 2360426 2360537 TGCCTGCAAAATAGGGAAAG TCTCAACCATTCAATAATTCGTGT 260

Ai06B1136 Araip.B06 1136 p3 (CAT)6 18 2362916 2362933 GCGAAGTTAATGGGACCTTG AGCAAATTAAAGGCCCAACC 192

Ai06B1138 Araip.B06 1138 c (A)10ttcaaagattctttttgtcag(T)1142 2364973 2365014 AACTCGCGACGGATTAGAGA CAAGCACCCCACTTGAATTT 155

Ai06B1141 Araip.B06 1141 p3 (GAG)6 18 2384167 2384184 CCTCACCAGAAGAGCCAGAC GGCGAAGACAAACTCTCAGG 245

Ai06B1142 Araip.B06 1142 p2 (TA)6 12 2386694 2386705 TCAGTGCAGTTGTGCTACCC ATAGTGCGGAACCTCCTCCT 119

Ai06B1144 Araip.B06 1144 p3 (TCT)5 15 2388501 2388515 CGGGTCGGATTTGTCTATGT GACCAACCATCTCACACACG 239

Ai06B1145 Araip.B06 1145 p2 (GA)6 12 2391290 2391301 CAAAGTTACATGCTCAAAATCAAAA GAATTGAAGCAAAATTTGTGGA 175

Ai06B1147 Araip.B06 1147 p2 (TA)7 14 2401029 2401042 CTGTCCCCACAGAACTCCAT CCACCATTGCCTCTATGCTC 247

Ai06B1148 Araip.B06 1148 p2 (TA)6 12 2401303 2401314 TGTTTTTCTCTTTCATCATAAAATTCA AAAGGAGATGGTATGGATGTTGA 250

Ai06B1149 Araip.B06 1149 p2 (TA)6 12 2402505 2402516 TGGTAGTTTGGGATTTGGGA ACCATTAGATCGGTCCACCA 252

Ai06B1150 Araip.B06 1150 p4 (ATAG)5 20 2405345 2405364 GATCGATAACAATAAGAGGCACG AACTTGGCAAATGCGATACC 234

Ai06B1154 Araip.B06 1154 p2 (AG)6 12 2409161 2409172 TCAGGAAATTAAAGAAAAACGGA GACTTGGCATCAGCTAACCC 119

Ai06B1155 Araip.B06 1155 p4 (AATT)7 28 2410685 2410712 TTACACGTACCCCAGAAGCC CGTGATCGGAGGGTATCAGT 276

Ai06B1159 Araip.B06 1159 p2 (AG)7 14 2423155 2423168 AACTTGAAGCCAAGCGACAT TCGGAAGCTTGATTTCCCTA 150

Ai06B1164 Araip.B06 1164 p2 (TA)7 14 2426487 2426500 GCTCTTTCCTAAAAATATTGGCG TGTCCAAATTATGAATTCTCTAAATGA 251

Ai06B1166 Araip.B06 1166 c (T)10ccttttatttgaattcctgcaccaa(T)1045 2431148 2431192 TTTTTATTGGGTCCCTGCAC TTTAATCGGGTCTCTGCACC 176

Ai06B1176 Araip.B06 1176 p3 (TAA)6 18 2460055 2460072 GAGGAAGATTGTGGCAGAGC CTTAGAAGAACCTGGCACGC 119

Ai06B1181 Araip.B06 1181 p3 (TTA)6 18 2485094 2485111 TACAGGTGTCCGTTACGGTG CGTGTTGACTTCCCACAAAA 276

Ai06B1182 Araip.B06 1182 p6 (GACGAG)7 42 2485889 2485930 CATGACGTTGACCTTCCCTT ATCTAAATGGATGTTGCCGC 183
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Ai06B1183 Araip.B06 1183 p2 (AT)8 16 2500673 2500688 GCACCCACATATACGCACAC CCACCCCCTTACTCTCTTTCTT 231

Ai06B1185 Araip.B06 1185 p5 (AATTT)5 25 2501335 2501359 TTTGTAACGCTACATCCGCT AACATCCTCTGCAACCAACC 168

Ai06B1188 Araip.B06 1188 c (T)13caaattttcaattatataatcaaccat(A)1454 2506582 2506635 TGGCTCAAGTACATTCCTGC CCATGGCATCCCTGAAGATA 208

Ai06B1192 Araip.B06 1192 p2 (TA)7 14 2510750 2510763 TTGGCTGCACCTAAGTTTCC CGGTTAAAACAAATGAAACACC 236

Ai06B1197 Araip.B06 1197 c (T)11ctatattttttttcgctattttttc(T)1248 2522600 2522647 TCCCATTCGTTAAATCCCTTT CTCCTTCAACTTTGGTCGATG 161

Ai06B1199 Araip.B06 1199 p3 (TTC)7 21 2541385 2541405 ACCCCTAGGCCAAACTCACT AGCAACGCTTTTACCACACC 129

Ai06B1200 Araip.B06 1200 p2 (AT)10 20 2548922 2548941 ATCCGCCCTCACAATAACAC TGACTTTCTCGTCGTTGGTG 255

Ai06B1201 Araip.B06 1201 c (T)10gttttttatcaacttaacattggggtaattttgtccccttatttatttatattatatatatatttttctctttttctctttt(TC)6(T)11115 2549114 2549228 CCCATAATTCCCACTTTTGTATG GGAATTTGGGAACCTACTCAT 280

Ai06B1205 Araip.B06 1205 p2 (AG)8 16 2561974 2561989 CGAAAATCAGCGTGACAGAA GGAACATTAAACCTGGAAATTGA 265

Ai06B1206 Araip.B06 1206 c (A)13taaaatcataaaaaaatttttttttgtgtttgtttgagtcttgagtcaa(T)1072 2567654 2567725 ATAACGCATGCAGATTCAATTA TTGTGTTGCAAGCCAAAAAT 194

Ai06B1210 Araip.B06 1210 p2 (AT)6 12 2581395 2581406 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTCTGGG 155

Ai06B1215 Araip.B06 1215 p2 (TA)6 12 2595418 2595429 TTTTTGGGGAAGAGGTGTTG ATGACATTTGGTGCAGGGAT 135

Ai06B1217 Araip.B06 1217 p2 (AT)15 30 2599075 2599104 GGAAGCATGCTCATGTGAAA CCTTATTTTGCATTTGGGGA 143

Ai06B1218 Araip.B06 1218 p2 (TA)6 12 2599648 2599659 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 270

Ai06B1220 Araip.B06 1220 c (TC)16(TA)8 48 2609382 2609429 TGAAGGCAAAATGGTAGGATG TCAAAATGATCTAAACATGATCTCAA 277

Ai06B1221 Araip.B06 1221 p3 (TTC)12 36 2615130 2615165 TCCCTCCTTCCATTTCACAC TGGCAGGGATAGAGATGCTT 279

Ai06B1229 Araip.B06 1229 p2 (CT)7 14 2662514 2662527 GGGTAGCAACCTGGCATTTA CTGATGATGGGTATTTGGGG 193

Ai06B1230 Araip.B06 1230 p3 (TTC)7 21 2662710 2662730 CCCCAAATACCCATCATCAG AGCAACGCTTTTACCACACC 241

Ai06B1231 Araip.B06 1231 p2 (AG)6 12 2669753 2669764 TCGCAGTGACAAAAATCAGC GGAACATTAAACCTGGAAATTGA 269

Ai06B1233 Araip.B06 1233 c (T)12gctcttgcctcttggttttaagagctttggctttttctgcttgctttttctttttctttctatata(T)10gccta(T)11104 2695436 2695539 TGGTTAGGGACAGCTTGGTT TGAAGCAAGAAAAAGCAGCA 278

Ai06B1235 Araip.B06 1235 c (A)10gaaatttttgaaaaagagggaagatattttcgaaaatt(AG)660 2698899 2698958 GACTTGATTCATAAGAAATCACATTTT TTCCCAACTTCTTATCTTTTCAA 207

Ai06B1238 Araip.B06 1238 p2 (AG)7 14 2707735 2707748 TGACAGAATTCGCAAACAGC GGAACATTAAACCTGGAAATTGA 250

Ai06B1240 Araip.B06 1240 p3 (TTC)5 15 2722497 2722511 GTTCAACACTTTCCCTCCCA AGCAACGCTTTTACCACACC 235

Ai06B1244 Araip.B06 1244 p2 (AT)10 20 2750311 2750330 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 226

Ai06B1247 Araip.B06 1247 p3 (ATT)5 15 2757851 2757865 AATGGGGAAGAAGGAGCTGT CCTTAGTGTTGGGCCAGTGT 258

Ai06B1253 Araip.B06 1253 c (T)12gcataagcatataatttttttcttttattg(T)1355 2776394 2776448 CTCCGCATCATTCTGCTACA TTAATTCTTGGCAGGGATGG 112

Ai06B1254 Araip.B06 1254 p2 (AT)6 12 2779122 2779133 TGAAGGCAAAATGGTAGGATG GAATGCCTTGGAGAATGGAA 191

Ai06B1256 Araip.B06 1256 c (T)10ctatttttttttcgctaa(T)1139 2783661 2783699 GTGGGTGATTCAAGCTCCAT CCTTAACCGCAAAGGTTTCA 238

Ai06B1257 Araip.B06 1257 p3 (GAA)6 18 2784641 2784658 TGATGGGCTTGTGAGATGAA TTCCCACCTACACCTACCCA 266

Ai06B1258 Araip.B06 1258 p2 (GA)6 12 2787850 2787861 GGTTCGAATTTGGGTGAGAG CGAAAATATCTCCCTCTTTTTCAA 198

Ai06B1259 Araip.B06 1259 p2 (AG)6 12 2787997 2788008 AAAATTGTTGAATGCGGTCC AAAATTACAGCAGATTTTCTTGCC 186

Ai06B1266 Araip.B06 1266 p2 (TA)6 12 2808439 2808450 CGTGTTTGCACACCGTCTTA GCTTGGTCACTTTCGAAAACTT 228

Ai06B1268 Araip.B06 1268 p3 (GGT)6 18 2813249 2813266 CAGAATAAGGCATGGGAGGA CCATTACGACCACCTCAACC 229

Ai06B1269 Araip.B06 1269 p3 (GGT)6 18 2813834 2813851 CACCACAATTCATTGCATCC ACATGACAGAGCACAATGGC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1272 Araip.B06 1272 p2 (TA)9 18 2828868 2828885 TGGTAGATCAAATAGCACACGC TCATAAAAGTTTGCAACTTACAACATA 222

Ai06B1273 Araip.B06 1273 p4 (CTCA)5 20 2836777 2836796 GGTAATGAGCACCGCAGAGT TCCTGGTGCTATGTGTTTGC 270

Ai06B1276 Araip.B06 1276 p2 (AG)7 14 2846334 2846347 AAGCTTCCATCAAATCCATGA CAGGGCATAGAAAGCATTGA 231

Ai06B1278 Araip.B06 1278 p3 (AAT)9 27 2851678 2851704 TATGCAACGTCTTACGCCAA CGATCATATTAATACCGGAAAAA 244

Ai06B1284 Araip.B06 1284 p3 (TTA)5 15 2861993 2862007 AACATTGACTACATGGGCGG ACACTATCCGCAAGGCAAAT 231

Ai06B1285 Araip.B06 1285 p4 (TTAT)5 20 2865932 2865951 TTTCTCTTTCTTTTCATTGCGA TCAAAGTCTTAAGCATCTCACACA 268

Ai06B1288 Araip.B06 1288 c (T)13cgtttttc(T)11 32 2869298 2869329 CAACTGGAACTTAAGCAACTGG CGGTCTTTGCGGTTATGATT 153

Ai06B1290 Araip.B06 1290 p3 (TTA)9 27 2892971 2892997 GTCAGATAGCTCGACCCAGG AGGGACATTGGTGTGTTGAC 272

Ai06B1293 Araip.B06 1293 c (T)10aattaatttatttattattgttaccaaga(T)1049 2910543 2910591 CCCAGCACCAAATGATCAAC CAAGTCCCCTGAAATCTCCA 271

Ai06B1295 Araip.B06 1295 p3 (CAT)13 39 2913816 2913854 AACGAGGATGATGAAGGCAA TTTTTACCGGTTTCGTTTCG 221

Ai06B1297 Araip.B06 1297 p3 (AAG)5 15 2925888 2925902 TCTCCACCAAGGATTGGAAG CCTAAAACCCTCGCCTCTCT 262

Ai06B1299 Araip.B06 1299 p3 (TAT)5 15 2932935 2932949 GGAAAAGGAAAATGATCAGCA TCCCCACAACTCACCAATTT 256

Ai06B1300 Araip.B06 1300 p3 (CTT)6 18 2936250 2936267 CCTCTTCCAATATCCACACACA GCAGGGTAGCTTGAAAGTGC 141

Ai06B1301 Araip.B06 1301 p3 (AAC)5 15 2936621 2936635 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 135

Ai06B1304 Araip.B06 1304 p3 (GTG)5 15 2939073 2939087 GGCATCGTATGTGCTAGGGT CTCACAACCTTCGCAACTCA 276

Ai06B1307 Araip.B06 1307 p2 (AG)6 12 2940711 2940722 AAGTGCTTCCAAGTTCCAACA AGGTGGATGTCCATTCTCAAG 272

Ai06B1310 Araip.B06 1310 p3 (AAT)7 21 2949775 2949795 CTTTTGCATGATTGCGTCTG TTTTTCCTTGTTATGTATATCCTTTTT 238

Ai06B1315 Araip.B06 1315 p4 (AAAT)5 20 2960402 2960421 CGGTTTTGAACACCCCTAGT GTCCTGCGGTCAATTCTGTT 280

Ai06B1319 Araip.B06 1319 p3 (TTA)5 15 2964522 2964536 TCACTTTTCATTTCTCCGCA TTTCATGATTTCGTCCCTACAA 160

Ai06B1324 Araip.B06 1324 p3 (CAT)5 15 2971551 2971565 TGCCTCTCACCAGAACTCAG AAGCCCAAGCAAAATTGATG 146

Ai06B1325 Araip.B06 1325 p3 (CCT)6 18 2972133 2972150 CTTTGTTTCGACCACACCCT AGCTGAGGATGTGAGGGCTA 247

Ai06B1326 Araip.B06 1326 p3 (GAA)5 15 2974086 2974100 CACCTCTTCATCTTCTGCTGC GCTGCACGTTCTTCTTCCTC 238

Ai06B1327 Araip.B06 1327 p3 (AAG)5 15 2974216 2974230 TTGGTCGCACTGTGTTTTTG GGAGAGGGTAAAGGTTCATGC 244

Ai06B1328 Araip.B06 1328 c (AC)10aaataaaaaat(A)1041 2978003 2978043 GGTGCAAAGGTAGCTGCTGT AAAGGTCCATCCTCCTTGCT 257

Ai06B1329 Araip.B06 1329 p3 (AAT)6 18 2979496 2979513 AAGCTCTGTCCATGATTCGG TCCATGTCAATTGCCAAATAAA 174

Ai06B1332 Araip.B06 1332 p2 (CT)7 14 2983699 2983712 ATGGATGGATCCCACACCTA TCATTAGCCAGAACCAACCC 244

Ai06B1333 Araip.B06 1333 p3 (TGA)7 21 2990835 2990855 CTAGAGGTTTCTCCGGCCTT AAATGACCGAACCTTACCCC 258

Ai06B1339 Araip.B06 1339 c (T)10ggtaaggggggggaagagttaacttgaggcatac(T)1054 3010369 3010422 GAAGAACACAAGAACACATTTTCG AACATTGCATTGATTCCTGG 208

Ai06B1340 Araip.B06 1340 c (T)10ggtaagggggtggaagagttaacttgaggcagac(T)1054 3012165 3012218 GGGGGAAAATGAAAGAGAGG GGATTGGGTGGGTTTTAGGT 245

Ai06B1341 Araip.B06 1341 c (GC)6ggatcgcccctgctgcatccacgcataagcgcgctgt(GC)661 3016167 3016227 CTGGGAGCACAAGCTCATC GGAGGAAGGAGAAAAGCAGG 128

Ai06B1344 Araip.B06 1344 c (T)10ggtaagggggtggaagagttaacttgtggcagac(T)1054 3025631 3025684 TTCAGTAAAATTGGTGGGGG GGTTTGGGTGGGTTTTAGGT 258

Ai06B1346 Araip.B06 1346 c (T)10ggtaagggggtggaagagttaacttgtggcatac(T)1054 3029661 3029714 TTCAGTAAAATTGGTGGGGG GGTTTGGGTGGGTTTTAGGT 258

Ai06B1347 Araip.B06 1347 c (T)10ggtaagggggtgaaagagttaacttgaagcagac(T)1054 3031668 3031721 GGGGGAAAATGAAAGAGAGG GGTTTGGGTGGGTTTTAGGT 242

Ai06B1348 Araip.B06 1348 c (T)10attaaaatcatcctcaacgtttaaaaacgctttaaaatcgtccttttctatttttttggaccaaattaccctcatcatcatcattctcctcttcacctt(CAC)8133 3032156 3032288 GGTCTGGGGTCAAAATCAAA TCAAAATCAAAATCGTCCCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1349 Araip.B06 1349 p3 (ACC)5 15 3033357 3033371 AACATATGCCGAGTGACCAA TGACAATATCTGCTGCCTCA 255

Ai06B1356 Araip.B06 1356 p3 (TGA)9 27 3040604 3040630 ACAACACCGATGTGCCCTAT AGGATGGATGATTGCCTCTG 273

Ai06B1365 Araip.B06 1365 p2 (CT)6 12 3063129 3063140 AACCCTGCAATGTCAACACA CCCTTCTCATTTCAGGTGGA 144

Ai06B1367 Araip.B06 1367 p2 (GA)16 32 3077255 3077286 CTTTCTTCTCATGGCTTCGG AAATGAGTCCACCCACCTTG 256

Ai06B1374 Araip.B06 1374 p2 (AT)8 16 3091070 3091085 TGCGCATAAACAAACAGAAGA TTTGACATTAAGTTTGGTGTTACTCA 234

Ai06B1380 Araip.B06 1380 c (T)11ggtcagaactcagaaccaatataatgatatatcataggtggagtctggagaggtcagtcaaccacctaagtactatcttcttc(T)10104 3103229 3103332 TCAAATGGCATAGTCTCCCC TCTCTTTGCACTTTGTCGCTT 199

Ai06B1395 Araip.B06 1395 p2 (AT)6 12 3128581 3128592 GCATGGAATCCAACTGTTCA GCCCTAAATAAAGGCAATGCT 225

Ai06B1407 Araip.B06 1407 p2 (TA)11 22 3169321 3169342 CAGATTCATATTTTGGCCTACCA AGCACATGCAATTTTGTAACTTT 276

Ai06B1410 Araip.B06 1410 p2 (AT)8 16 3185082 3185097 GCAGTATTCCCACGCAGAAT CTTACCTGACCATCAACGCA 145

Ai06B1411 Araip.B06 1411 p2 (AT)6 12 3189663 3189674 ATTCATCAACCGGCAACTTC TTCCGTTTGTGACTCCCCTA 139

Ai06B1417 Araip.B06 1417 p2 (AT)7 14 3205466 3205479 AGAAATGTAATTGACAAACAAAACA GCCGGATCCGTAACAATAAA 251

Ai06B1424 Araip.B06 1424 c (A)11gtaaaat(A)1533 3232385 3232417 CCACATATTAAAGTGACAAAAATTTCA CAGGAAGGTGATGGTGATGA 259

Ai06B1426 Araip.B06 1426 c (A)10gaacatttagaactggacttcgagcgagaaat(AG)654 3234906 3234959 TGTGGAAGATTTTTAGTGGGG CGTGGCAAGGAAATGAATG 271

Ai06B1429 Araip.B06 1429 p2 (AG)8 16 3256287 3256302 ACAAGAATGACCCCAACTGC CCGGCTCTAATGCTGTTCTC 170

Ai06B1430 Araip.B06 1430 p2 (TA)7 14 3256950 3256963 TGTTAAATCACCGCACCAAA GGAGATGCTGAACGGAAAAG 273

Ai06B1433 Araip.B06 1433 c (ATA)7cagtacagggttag(TAA)5caataatatttacatatcagcagcttttttca(T)1092 3261835 3261926 CTTGATCACTTCCAAATTCCAA TCTGAGATAAGAACAGACACAATCAA 271

Ai06B1434 Araip.B06 1434 p3 (AAG)6 18 3263315 3263332 TTTTCATAGCATGCCTGCAC GGTATGGCATTGTTCTTGGG 194

Ai06B1447 Araip.B06 1447 p2 (TA)7 14 3293200 3293213 AAGCCATAAGCAAGGTGCTG ACATGCTTGTTGTGTTGGGA 184

Ai06B1450 Araip.B06 1450 p3 (ATT)5 15 3294836 3294850 CCAGTTGGGTTGGAAAGCTA AAGGCTCCTAAAACCGTTGG 161

Ai06B1457 Araip.B06 1457 c (A)10tttaatccggtccctgataattatttcgaaaggataacgagactcctgtgttaaaaaaaatcaatgttattttttttgacacaggaactaatcagt(A)12118 3301809 3301926 CGAGAAAAATTCAAAATAGTCTCTGA TGCGGAGATATTCGAGTGAA 274

Ai06B1461 Araip.B06 1461 c (ACC)6gttagggattcgccacacggacaaggggttaccattgatgggtggctgttgatgatg(AGA)796 3307124 3307219 GTTCACTTCTTCCCCTGCAA TACAGGTTCGGATCTTTCGG 273

Ai06B1462 Araip.B06 1462 p3 (GTT)6 18 3307520 3307537 TAAACTTGGTGGTGGCCTTC CTGCCCAAGAGTCTGAGTCC 259

Ai06B1470 Araip.B06 1470 p2 (TA)8 16 3317756 3317771 ACGATGATGTGCGAACAATG CAGGATCTTCAATACGAAGCAA 247

Ai06B1475 Araip.B06 1475 p3 (TTA)5 15 3331506 3331520 GCACACGTCTTTTCCTCCTC ATGAGTAGCACGCAGCAATG 204

Ai06B1476 Araip.B06 1476 p2 (AT)6 12 3332104 3332115 CCGGACAAATGTAGGAGCAT TACCAGAGAGTCCAGGTGGC 261

Ai06B1477 Araip.B06 1477 p2 (TC)8 16 3332389 3332404 TCATCATCTGGCTTTTGGAA CAATAAGCGTCTGACTTTCGC 164

Ai06B1480 Araip.B06 1480 p2 (TA)6 12 3338900 3338911 GTGTGTGATTTAAGCACGGC TCTTCTCTCCCTCACTCAAACA 266

Ai06B1484 Araip.B06 1484 c (A)11taatgttattttttttggcacagggactaattagtc(A)1057 3345531 3345587 TCTCGAAAGGACAACGAGATT GAATATCCAATCCGACCCCT 168

Ai06B1485 Araip.B06 1485 p2 (AT)6 12 3346653 3346664 GCCCACCAAATAATGCAGAT GCATTCAATTTTGTAACGCCA 214

Ai06B1489 Araip.B06 1489 p3 (AAC)5 15 3356411 3356425 TGAGCAACAAGGCACGTAAG TGATTTATGTAGCCGACCCC 195

Ai06B1492 Araip.B06 1492 p2 (TA)8 16 3363077 3363092 ATAGTGGCCCGTTTCGTATC CGGTTAGAAAGATTTGCGGA 229

Ai06B1497 Araip.B06 1497 p3 (TAA)5 15 3374603 3374617 CCTGCTTTTACCACTCATTCG AAAGAATCAGGGACGCATTG 251

Ai06B1498 Araip.B06 1498 p2 (TC)6 12 3374856 3374867 TCTAGCTCGATCTCCCTCCA TCGATGCCATCACTCACTTC 215

Ai06B1500 Araip.B06 1500 p3 (TGT)5 15 3382312 3382326 GCGTGTATCCACTGCCTTCT GAACTGTTTGCACTTTGAAATCT 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1505 Araip.B06 1505 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)7tcattgcaccttcttttcttt(TTC)5tgcacg(TTC)6ttgctgcacgttcttcttcttgctacac(CTT)6166 3398565 3398730 CCACATACTGTTACGGCACG TTCTTCAAAAACGATTTCAGAGC 260

Ai06B1510 Araip.B06 1510 p2 (AT)10 20 3403915 3403934 GCACACCAGCAAAACCTGTA GCTCAATTGACTGAAAGTTTGAC 258

Ai06B1513 Araip.B06 1513 c (A)10gtagcg(A)10 26 3405724 3405749 TGAAGCAAGAAAAAGCAGCA TATTTGCCCTTGCTTTTTGG 133

Ai06B1517 Araip.B06 1517 c (A)11ccttaatgctaatggaaaatgttatggagtcaaatatttttaatg(A)1066 3419140 3419205 AATCGCCCAGAAAGAACAAA TGAAACCTTTTGCGACTCCT 224

Ai06B1519 Araip.B06 1519 c (T)10attttattttatttaaatatatgattatattttctgtaatttgattaaaaaaggctagccacaata(T)1389 3420646 3420734 TCGCTCTTGCGTGTAGTAGTTT GGTTGTGGGTTCGAGTCTCA 280

Ai06B1521 Araip.B06 1521 p3 (AAT)5 15 3431467 3431481 GAACAAAGGGTTTTCGCCTT CGAAAAATTGCCTTTTCACA 240

Ai06B1524 Araip.B06 1524 p2 (TA)11 22 3453083 3453104 AGGCACCGTACTGAGCATTC CTAAACTCGACCTGCGAAGC 233

Ai06B1527 Araip.B06 1527 p2 (TA)10 20 3458983 3459002 GACGAGTTAAGATCGAGGCG ATAAGGGACTCACCGTTGGA 177

Ai06B1532 Araip.B06 1532 p3 (TTA)9 27 3466654 3466680 AGGGTGAATGTGTCCACCAG TTGGAATTGAAATTCACAGGG 272

Ai06B1539 Araip.B06 1539 p2 (TC)9 18 3479539 3479556 AATGAAGCCATGGGTGACTC TTTTTCTTTTCAAGTGCAGCTC 190

Ai06B1540 Araip.B06 1540 p2 (TA)7 14 3482635 3482648 TCTTACAACAGGGGCAGTCC TGCATCCCTCATTCTCCTTT 229

Ai06B1542 Araip.B06 1542 p2 (TA)6 12 3493389 3493400 TTGCAACAATAAACAGATGCG AAATTTATTTTCGAAATTGCCC 234

Ai06B1543 Araip.B06 1543 p3 (GAA)5 15 3494487 3494501 CTCGAGACCAAGAAGCCAAC TGAAACCCTTCCACCTGTTC 238

Ai06B1545 Araip.B06 1545 p2 (AT)9 18 3498878 3498895 AAGGTTGGTTGCTTGATTACG CGCTATACGGATAGGCAAGG 221

Ai06B1549 Araip.B06 1549 p3 (TTC)5 15 3507105 3507119 TAGTGGCTTCTCGCCTTCAT TCAGCAATTGCCATCAGAAC 268

Ai06B1551 Araip.B06 1551 p5 (ACCCT)5 25 3516482 3516506 GTACCCACGGGTTAAGAGCA TGGGGTGACGATGTGAAGTA 103

Ai06B1556 Araip.B06 1556 c (A)11tccc(A)13caaaaatatcattnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnattattatttttacttac(A)15138 3527572 3527709 GGCCAAGCCCATATTAAAAA TTTTCATCGTACTCGTTTCAAGA 250

Ai06B1559 Araip.B06 1559 p2 (AT)6 12 3529078 3529089 TAAATGGCATTATCCTCGGC CTAACATGGAGGGTGGTGCT 264

Ai06B1563 Araip.B06 1563 p3 (GAT)5 15 3531534 3531548 AAATGGAAAATGAGGGGGAG GATTGCTTCCGCTTTGTCTC 169

Ai06B1567 Araip.B06 1567 p2 (AG)6 12 3538161 3538172 GCGTGGCATGGAGGATATAG GTCCCACCCAATAATTCACG 194

Ai06B1568 Araip.B06 1568 p4 (ATTT)5 20 3543698 3543717 CCTCAACAACCACCCTCACT TACACACCATCCTCTGCCAA 213

Ai06B1571 Araip.B06 1571 p2 (AT)9 18 3549671 3549688 GCCATCTGGGTTTGTTTTTC GAATCAAAACCCACCACCAC 270

Ai06B1575 Araip.B06 1575 c (AG)8ggttttgacgatgaaacgcagagaaagaaagaaggaaaagaaagagaaagagagagaggaagc(GA)12103 3556745 3556847 CGGTCTGAGCTGGACTTAGG TGTTTCCCATTAATCCCTCG 237

Ai06B1576 Araip.B06 1576 p3 (TAT)5 15 3557907 3557921 GGAGAAGGAGGAGGAGGAGA TTCCGTTTCCATTTTCTTCTG 138

Ai06B1577 Araip.B06 1577 c (A)10ttatttctctccaatttgatgctaatagaagagttgtagtggcccatgtttcattagattagtgttcttttttataa(T)1097 3562722 3562818 GCTTAACAAGTAGTGAAATATGCAAAA GGCCCATGTTGTTTTCACTT 219

Ai06B1582 Araip.B06 1582 p2 (AT)7 14 3567793 3567806 AAAATTGTACGGAAGTGGCG TTCTGCTCTTGTGAAGGGAAA 114

Ai06B1585 Araip.B06 1585 p2 (AG)6 12 3580346 3580357 GGACCAGCACCTAACGACAA GGGGGTGAATTAGGTTTACCA 279

Ai06B1586 Araip.B06 1586 p3 (TCC)5 15 3580541 3580555 CCACATGATGCACAGTCACA CACCGCTATATCTTCCCCAA 238

Ai06B1588 Araip.B06 1588 p3 (GAA)5 15 3581821 3581835 GGTGGCTAGGGTTCTTCCTC CAGTACTCCATCCAAACGGC 172

Ai06B1589 Araip.B06 1589 c (CAA)5catgctcatgatcgtgg(TAA)5tccttca(TCT)569 3582014 3582082 TGAATGGAAGAGGTTGGAGG ACCCATTATCGTCTTCACGC 233

Ai06B1600 Araip.B06 1600 p3 (GTG)5 15 3605552 3605566 GCACATGGCTGGTGACATAG AACACGCTATGCTATTTCGG 199

Ai06B1601 Araip.B06 1601 p2 (TC)8 16 3611395 3611410 TTACGCGACATGGAATTTGA GGTTAAACGGGGAATGTGTG 212

Ai06B1603 Araip.B06 1603 c (A)14caaacaaac(A)1336 3620993 3621028 TGCTGTTGAGGGCTAAATGA AAGCGTTATTAATTGGTCTCCA 224

Ai06B1604 Araip.B06 1604 p3 (TAT)5 15 3622116 3622130 TCGGTTTGGATTTGAACACC TTTGGCTGTGTGGGAAGTAA 247
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Ai06B1605 Araip.B06 1605 p2 (GA)15 30 3623828 3623857 GTGCATGGCTAGGGAAGAAG AAAGCAGAAGCCAAGTGAGG 153

Ai06B1607 Araip.B06 1607 c (T)10ggtgactaataa(ATTTT)547 3629991 3630037 AAGCAAGCAGAAAAAGCCAA TTATGCAAAAGCAAGGCAAA 215

Ai06B1612 Araip.B06 1612 c (T)10cataacaaccaatgaataaaacataaaatagtaaataaaggaaaattc(A)1169 3646043 3646111 TAAAGGCAGCCAAAGCCTAA ATGGTGCTGATCCTTCATCC 260

Ai06B1613 Araip.B06 1613 p3 (ATA)5 15 3647486 3647500 CCACCACTACCGCTCGTAAT GATCAAAACGCAAAACGAAA 249

Ai06B1617 Araip.B06 1617 c (A)12ggaaaaaaagaaa(AGG)540 3667536 3667575 CACCATAGGAGAATCCGTGC TGGAGTGGCAATGATTTGAA 280

Ai06B1619 Araip.B06 1619 p3 (AGA)6 18 3669390 3669407 TTTGGGCAACAGCATTGTAG GCCATGGATCTCTGAGCATT 261

Ai06B1622 Araip.B06 1622 c (T)10attaattttaagagttgaatccataac(T)1047 3678406 3678452 TTTCTTTTCAACATGTCTTCAATTTC GAAGGTAATTTGATGTGCGGA 167

Ai06B1630 Araip.B06 1630 p3 (AAT)5 15 3689552 3689566 TGAAACTAGCTAGGGGCAGG GAATTTTGGCATTGCTTGCT 240

Ai06B1631 Araip.B06 1631 c (T)12catta(T)10 27 3689740 3689766 AGCAAGCAATGCCAAAATTC TTTTCAAATGTGAACTAAGTTTTAGGA 185

Ai06B1633 Araip.B06 1633 p6 (TCTCTT)5 30 3690881 3690910 TAGGTGTGGCACTTGGGTCT CACTTGCCGGTTAGTGTGTG 121

Ai06B1634 Araip.B06 1634 p3 (GAT)5 15 3691434 3691448 TGGGAGACTATTAGGGTGTGG ATCCACCTGCCACAAAGAAA 200

Ai06B1637 Araip.B06 1637 p3 (AAT)5 15 3693937 3693951 TGCATAATTGAATGTTCTCTTTTT ACATTCGCGTATTCGATCTG 266

Ai06B1641 Araip.B06 1641 c (T)11cttctcttgggacaaaaa(T)1039 3703199 3703237 TACACACACCACACACCACG TTCGGCAGAACTGGTAGCTT 228

Ai06B1642 Araip.B06 1642 c (T)10gggtaataagggacagaagttttactagtggatctgtggttacttccaggctccagcttctatatttatta(T)1091 3703356 3703446 TGTCCACAATATCCCCCAGT AGAAGCTGGATCCTTGACCA 254

Ai06B1644 Araip.B06 1644 p3 (AAT)7 21 3719479 3719499 TTTTCGAACAATACGCAAATC TGTGTTATCGCCGAAAATGA 271

Ai06B1646 Araip.B06 1646 p2 (TA)6 12 3720657 3720668 GGTAATGCTGCTTAGTTTTGCC GCAGCTGCAACTTTCTCTGA 278

Ai06B1648 Araip.B06 1648 c (A)10tcaatattatttttttttggtacaaaggctaatcagttcc(A)10ttagcaccagattggatg(T)1189 3732187 3732275 TCGAAAGGACAACGAGGTTC TCAAATGGATTAGGGGCAAC 213

Ai06B1654 Araip.B06 1654 c (A)10tcat(A)10 24 3752351 3752374 TCTTTGGTTGTTGATGGCCT CCAAGCAACAAAATGCTGAA 262

Ai06B1658 Araip.B06 1658 p3 (TTA)6 18 3770997 3771014 TCACGCACACACATATGACG ACCATGACAAGGAGCTCACC 270

Ai06B1660 Araip.B06 1660 p3 (TTC)6 18 3774898 3774915 ATTGCACCCTTCCACTTACG GCCAAACCCTGAGAAATCAA 221

Ai06B1662 Araip.B06 1662 p2 (TA)13 26 3779803 3779828 GATGCAAGAGAAGGACTGGC TTGCGAGAATGATACAAGCG 269

Ai06B1663 Araip.B06 1663 p3 (CTT)7 21 3780868 3780888 GGGGTAAAACGGTAAGGGAA AAGATGCGGAAACCAGCTAA 243

Ai06B1665 Araip.B06 1665 p3 (AGT)7 21 3781533 3781553 TAACATGCGTTTCCCCTCTT AAACCAGTTGTTGCACCCTT 269

Ai06B1668 Araip.B06 1668 p3 (TCT)6 18 3790998 3791015 ACAGAAGGAGATCGAAGGCA TACTGAACCATCTTCGCGTG 220

Ai06B1673 Araip.B06 1673 p3 (TAT)7 21 3829182 3829202 CGGGCAACCCACTAGTTAAA TGTGCTGTACCACATTCAGAAA 253

Ai06B1675 Araip.B06 1675 c (A)10gtttttttttagtaaaaaatttatgttgctttagc(T)1257 3836623 3836679 TTTCAATTTGTTTATGACATGTTTATC TTTGGGGGATATATGTAAAATTGG 280

Ai06B1676 Araip.B06 1676 p2 (TA)6 12 3843237 3843248 CACCGCAACACAACAAATTC TCGAGGTTAACCGAACCATC 217

Ai06B1678 Araip.B06 1678 c (A)11cagtttgcttctcctagggctctcacctctgttttgtgaaacgcgcaaacaggtatacgtttgctaactcttgatttctaatttttc(T)10108 3847412 3847519 CGGGTCGTGACATTTTCTTT CCTTACGTGGCACATCACAG 238

Ai06B1679 Araip.B06 1679 p2 (TA)8 16 3848820 3848835 GACAAGAACAGTGCACGTGTAAA TTGATGGTGACCAATGGTTG 252

Ai06B1680 Araip.B06 1680 p2 (TA)11 22 3849820 3849841 AACTCCAGGACTTGGCATTG GCAATTGCATGGAATGACAC 259

Ai06B1682 Araip.B06 1682 p2 (AG)8 16 3856084 3856099 CGGAGATTGAAATGGAAGGA CCACCCCAAAGACAGAGAGA 199

Ai06B1683 Araip.B06 1683 p2 (TC)13 26 3856333 3856358 TCTCTCTGTCTTTGGGGTGG ACCAGCACACACCTCTCCTT 174

Ai06B1684 Araip.B06 1684 p2 (AT)7 14 3857006 3857019 GGCATTCAGCGACCTTACTC TGGTAAAATCGCTCTCCTACG 237

Ai06B1686 Araip.B06 1686 c (CAG)5tcacaggaaaacttcacctccgaaaatggtacgctct(CTAA)572 3859365 3859436 ACCTACTGGGCTTCTGGCTT TGCACCACACAGATCAACAA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1687 Araip.B06 1687 c (T)11aattatttgtttctc(T)1036 3859669 3859704 CTTGGCCTACGGTTGATGAT CATTTGCTCTGGGTTTGGTT 275

Ai06B1691 Araip.B06 1691 p2 (AT)9 18 3867719 3867736 TTCGGTGAGTAGTTTGTCAGAGA AGTGCTGGCCAAATTTCAAC 201

Ai06B1692 Araip.B06 1692 c (T)12aatttttcttttttaattttttggttttttattcagagaac(TTA)568 3868481 3868548 ATCGAGTCAACGCAGAAAGG GCGTTGTCTTGTGTTTTGGA 181

Ai06B1695 Araip.B06 1695 c (A)11gaattagtacagggacctaaataaaaggaaaaaaaagtgtagagacccaatt(A)1073 3877644 3877716 AGCCAAAAACCAAAACCAAA TCTTTTAATTGAATTTTTGCACCA 260

Ai06B1698 Araip.B06 1698 p2 (TA)6 12 3885228 3885239 AAACAACTGATGTGCACCGA ATTTTCCAAGCTGCAACCAC 218

Ai06B1699 Araip.B06 1699 p2 (TA)7 14 3887361 3887374 TTTGTTGGTCTCTATAATTTTGTGAAA CGCAAAATTTTTAATTTGGTCC 277

Ai06B1702 Araip.B06 1702 c (CTT)6caagcctactgacgcgccatcctcttcatgtaaatccctttctctcctctcaca(CT)684 3893673 3893756 TTCAAACTCAATCCTTTCCTCAA GACCAAGGATTGTATGTCGGTT 268

Ai06B1713 Araip.B06 1713 p2 (CA)7 14 3908954 3908967 TAATTGCAGCAGCAAAAGCA TCCCCTCAACTCCTTAGCCT 272

Ai06B1714 Araip.B06 1714 p3 (GTT)5 15 3909179 3909193 AGAGAGAGGAGGAGGGGGTT ATGGTGGTTGTGGAAGTGGT 258

Ai06B1718 Araip.B06 1718 p2 (TA)6 12 3921339 3921350 ACAAAAAGACATGCCTGTATCA TTCATGCAATTCTTTCTCTCTTT 248

Ai06B1719 Araip.B06 1719 c (TA)11aagatagaaaagagtataaatagtaaagagagagagaattgcatga(AT)986 3924968 3925053 TCTCGTGCTGATAACGTGTTG AACAAATGCAATTCTCTCTCTTTTT 268

Ai06B1720 Araip.B06 1720 p2 (TA)6 12 3927259 3927270 CCAAAAGCTATTTCGGATGC AAGAACAAAACTACATCTAAACGAAA 203

Ai06B1721 Araip.B06 1721 p4 (TTTA)5 20 3933023 3933042 TGAATCACATCAAACCTGGC GATTGGATCCGAAATTCACG 210

Ai06B1725 Araip.B06 1725 c (T)10caatttatagtgtgtttgatggagtaaatttagaaaacaaatctaaagtatttattttgcaatagaaaaat(A)1091 3946387 3946477 TGGTGTTGAAAAATAACATCCATT CCGACAGATTTTCCGTCTGT 266

Ai06B1731 Araip.B06 1731 p2 (AT)6 12 3958369 3958380 TTGGGTATGTGCGAGTTGAG GGGTTCTTAGGAATTTGTTGC 262

Ai06B1732 Araip.B06 1732 p3 (ATT)7 21 3959915 3959935 CACAAATTTTGCTTCAATTCCA TGGATCTTTTTGAATTTAGACTCG 207

Ai06B1733 Araip.B06 1733 p3 (ATT)10 30 3973015 3973044 CACAAATTTTGCTTCAATTCCA AGTGCGGAGTAGCCTGTGTT 240

Ai06B1734 Araip.B06 1734 p2 (TA)6 12 3973624 3973635 AACCCGTAGTTTCACTGCGT GGGGGAGACAGGGTTAACAT 279

Ai06B1736 Araip.B06 1736 p2 (AT)8 16 3976666 3976681 CCAAAGAGGGTTGATTGATGA TGACTTTTATCTCATTTGTTTGGG 204

Ai06B1738 Araip.B06 1738 p3 (TTA)5 15 3981489 3981503 CGCATTCCTTCTTTTCATCG TCCTCCTCTTCCTTATTCCTCC 234

Ai06B1739 Araip.B06 1739 c (TC)6(TA)10 32 3983221 3983252 AAAGCATTGAGAGAGCAGCAG CGCTTTTTCACACATGCACT 197

Ai06B1745 Araip.B06 1745 c* (AT)10(T)11* 30 3989167 3989196 TCATGCTGTCGTGAATCACAT TGTGGGTTGGTGTATGTTGG 215

Ai06B1753 Araip.B06 1753 p2 (AT)6 12 3998762 3998773 TCCTACAGCCATGTCCAACA GTTCCGAACATGGACAAGGT 200

Ai06B1754 Araip.B06 1754 p2 (TA)7 14 4000090 4000103 AGTTTCCAACACCTTTCGTCA TGTGCGAATGACATCTTGAA 251

Ai06B1759 Araip.B06 1759 p2 (AT)14 28 4005865 4005892 TCTCCATCGATCTGTAGCCTT GGAGGTCGAATAGGCAGTGA 268

Ai06B1761 Araip.B06 1761 p3 (CTC)7 21 4008709 4008729 TGAGCTGTTCAGCAAAGTCAA CCGGAAGAAGAAGACCAGTG 217

Ai06B1764 Araip.B06 1764 p2 (TA)6 12 4026222 4026233 CCGGGTTCAAATTTTAGCAT GAAGGTGACATGTTTGGGGT 135

Ai06B1767 Araip.B06 1767 p3 (TGA)7 21 4034572 4034592 TCGTCTCAAACTTTTCTTTTGATTT AAAAAGAATTTGCGCATAAAATA 253

Ai06B1771 Araip.B06 1771 p2 (TA)6 12 4051974 4051985 CAATCCTATTTAACCAAGTTGCAC AGCTGGCCGCTATAGACTGT 250

Ai06B1773 Araip.B06 1773 p2 (TC)6 12 4054974 4054985 GGGAAACACTTATCCCTCAAA TGGCACTGCAACACCTACTC 110

Ai06B1776 Araip.B06 1776 c (T)10catt(A)12 26 4065556 4065581 TGAGACTAGTCATGGTTGGCA TTCAAACTTCTTGATGAACCCA 256

Ai06B1777 Araip.B06 1777 c (T)10aattatttttttgtgagatatttgtaaaagttatttggatcctgtc(T)1066 4066103 4066168 TCCAGTTGATGCACTTCCTG TGCATTTCATTGGTTGATCATAG 270

Ai06B1778 Araip.B06 1778 p3 (TAA)9 27 4074103 4074129 TTTTGTTATCAAATGATTTCGTTG AGAGTGGAGACGAGCGGTT 209

Ai06B1779 Araip.B06 1779 c (A)10gttgccaatccaatccgttacaagtcaagttgaatgcgggttcttgtacagattgggtagggtgcgagttgagtttcaatcctactctaccc(TA)6114 4079193 4079306 CATGCCTCAGCCACAATTTA AAATGGGCCCACACATTACT 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B1781 Araip.B06 1781 p3 (CTT)7 21 4089289 4089309 AAACACGCTTCGAACCATTC CGAAGAAGAACGTGCAGAAA 167

Ai06B1782 Araip.B06 1782 c (CTT)5caaaacgatttcaaagcttgatttcagaaactatgaaaatcgaaaaagaaaaaacgaagaggaagaggaagaggag(GAA)6gag(GAA)6130 4089824 4089953 AAACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 205

Ai06B1786 Araip.B06 1786 p3 (TAA)5 15 4098833 4098847 TCTGGGACCTTTTAGGAGCA AACGAAGAAGAGCATTCCCC 245

Ai06B1788 Araip.B06 1788 p3 (TAA)7 21 4099910 4099930 TTCTGCATTTCTACTTAATAGCAGC GAGGCAGAAACTGAAGGTGC 262

Ai06B1789 Araip.B06 1789 p3 (AAT)5 15 4100271 4100285 TCCAAATGCAATGAATGGAA TGACCTTACACCATGTCACCA 233

Ai06B1804 Araip.B06 1804 c (T)13g(T)17 31 4122021 4122051 CTTTCGATCCAGTGGGAAAA TTTTATGAAACCTCAATGCAAAAA 209

Ai06B1810 Araip.B06 1810 p3 (AAT)5 15 4133489 4133503 CTTGCACTATCAGCAAGGCA ACTTCCGTTGTGGTGGAAAG 248

Ai06B1812 Araip.B06 1812 p3 (AGA)5 15 4147254 4147268 CCTTGAAGGACAGAAGGGTG CACATTCCCTGGCTTTTGAT 249

Ai06B1817 Araip.B06 1817 c (T)10ctttctttaattaatttaac(T)1040 4156400 4156439 AATATCCAAAGTGGGCAACG TTTTTGGAGGGAGTCAATTAAAA 147

Ai06B1820 Araip.B06 1820 p3 (GAA)6 18 4158874 4158891 CATTGACAAAAGGGAAGGGA TCAGAGTCATGGTATCCTCCTT 111

Ai06B1824 Araip.B06 1824 p2 (AT)6 12 4167104 4167115 CTCATTTTGGCTGCACATCA CCCTCTCTTGCAAGCATGTC 276

Ai06B1833 Araip.B06 1833 p2 (TA)8 16 4184076 4184091 TTTCAATCCGCGATGAATTA TTGCAGTTTCATGTGCTTTTT 273

Ai06B1834 Araip.B06 1834 p4 (TTAA)6 24 4184701 4184724 TTGGTTTTAGGCCACAGTCC CAGTGGGGATGTCTAGGGAA 248

Ai06B1837 Araip.B06 1837 p2 (TA)7 14 4192214 4192227 CCATCAAATTCTCTGCCAAG TTTAGGGTCAAGAAGCACGG 279

Ai06B1841 Araip.B06 1841 p2 (TA)8 16 4196837 4196852 GTGGCAGTGATGAAGCTGAA CCCAGAAGAACAACCTCTGAA 150

Ai06B1844 Araip.B06 1844 p2 (TA)7 14 4206602 4206615 CAATGAAAGAAAGCAGAAAGCA ATCCAACAAAATGAGGCGAG 216

Ai06B1846 Araip.B06 1846 p2 (TA)7 14 4210372 4210385 TTCCAATGAAAGAAAGCAAAGA ATCCAACAAAATGAGGCGAG 219

Ai06B1848 Araip.B06 1848 p2 (AT)7 14 4218033 4218046 GTGGGTCGCTACTCGCTAAT TGACTTTCAGATCACCTCTTGAA 280

Ai06B1849 Araip.B06 1849 p2 (AT)8 16 4218164 4218179 TCTGAAATTGGAAGGCATCA TGTGGCAAGCTTTGGTATTG 276

Ai06B1850 Araip.B06 1850 p3 (GAA)8 24 4219174 4219197 GAGAAAAGGAAGGAAAGGGC TGCTGCAAAACCTTCAACAG 264

Ai06B1851 Araip.B06 1851 p2 (AG)9 18 4219993 4220010 TTGGGTACAATTTTGGTCCTT GCAGATGTGAATCGTGGACA 261

Ai06B1854 Araip.B06 1854 p2 (TA)8 16 4221382 4221397 TGCAAGTAATTTTGGGAACCT GCACATGTAGGGCAGTGAGA 273

Ai06B1855 Araip.B06 1855 p2 (GA)6 12 4222378 4222389 TCAATTTTTGCACTGTTTGGA GAGCGCATAACGCTCCTTTA 280

Ai06B1857 Araip.B06 1857 c* (A)10(AT)9*aagttcaaatatttttttttacattttgtataattataaaaattaagtgtttccataatatttttcag(A)10105 4223829 4223933 GGAACATGATATTCTTTTGTTTGG TTTCGGAACATATTTTGGTGC 194

Ai06B1863 Araip.B06 1863 p2 (TA)7 14 4230583 4230596 CAGGGAAAAAGGCACTCTTG TTGGATGTTGGCTTTGTGAA 195

Ai06B1865 Araip.B06 1865 c (A)12gacttttataatttgttttaattttttctcagaatcaaacacaactttaataattgattattaatgatc(AT)11103 4245028 4245130 AAATATTCCTGGCTCCTTAGCA TTCTCCTTTATGTAAGAATGAATGAGT 260

Ai06B1870 Araip.B06 1870 p2 (CT)12 24 4254790 4254813 CCATCCCTTCACCAACAACT CCAAGTCAAGAAGAGGGGTG 220

Ai06B1886 Araip.B06 1886 p2 (CG)6 12 4285146 4285157 TGAAGGATTCTCCCAACCAG TGGTGTTTGGAAGTGTTGGA 189

Ai06B1888 Araip.B06 1888 p2 (AT)11 22 4296591 4296612 CTAAGGCCGGAGAAACCTCT CATGCTCTTGTTGAGGTCCA 161

Ai06B1891 Araip.B06 1891 p2 (GC)6 12 4305505 4305516 ATGAGATACCCCAACCACCA GCCACTGAGGAAGGTGAAGA 171

Ai06B1892 Araip.B06 1892 p2 (GC)6 12 4305639 4305650 CACGCAGGTTCTTCTTCTCC TCGGTGATGACGATAACGAA 102

Ai06B1896 Araip.B06 1896 p2 (AG)7 14 4319289 4319302 CGACGCACAGTGAGACAGAT TTCACGCCTCTGAAGGTTTC 106

Ai06B1899 Araip.B06 1899 p3 (GAC)7 21 4328247 4328267 GGTTGGTGGCTCTGATGAAT ACATGGAGCCAACAAAAGAT 276

Ai06B1900 Araip.B06 1900 c (A)10cattttcaattagagttaaaaaagtatcaataaattatcaaattttg(T)1471 4328580 4328650 TTTTTGTTTTTGGCCATCGT CCGGAGACATCTCGTACAGG 235
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Ai06B1901 Araip.B06 1901 p2 (AT)10 20 4338945 4338964 TTCATGGATCTGTACCTTATTGACA GGACAGGGGCCTAATTGTCT 232

Ai06B1903 Araip.B06 1903 c (T)10aatgaattttttttattttttagtatatttggtaaatttttaataataaaagtaaaagtagt(A)1385 4340258 4340342 CAAAGTGGCGTACTTGACCA CGTGGCTATTGCCCTTTTTA 276

Ai06B1908 Araip.B06 1908 c (T)10aagctaaaatttacattatacatgttttttat(A)1052 4346909 4346960 ACGCTCATTTTGTTTTTCCG AGCACGAGAGAACAGAGCAAG 175

Ai06B1910 Araip.B06 1910 p3 (TGA)5 15 4351152 4351166 GACCAGTCATTCTGGGCAAT CTTCAGGGCATTTGGTGATT 227

Ai06B1913 Araip.B06 1913 c (TTC)6aatcttcagaaagttggaacttcctaaaagcgaaattacggtttgcccctcaccaataaatgctacttatgttg(T)10102 4358338 4358439 GCAAGACAATGCTGTCTCAAA CTGGACAACGGAGAGGAAAT 263

Ai06B1924 Araip.B06 1924 c (A)10gacatgtctataacagggttgatgaggtcttagaaatggtacaaacttaacgtgagtcaatgattcaaactctcgtgcataaataagagcc(TTA)5atttattattctcacactttgaagagggtcaatgtggcggcggagtgagagtgagagagagt(GA)11200 4400766 4400965 CAATACAATGCCATCACACCA TGCATATGGATCTGAAAAATGA 280

Ai06B1927 Araip.B06 1927 p2 (TC)6 12 4403522 4403533 AGTTGCTGCATTTGCATGAG GGAACAAGTCTTCGATCACG 219

Ai06B1930 Araip.B06 1930 p2 (AG)8 16 4405452 4405467 CCTAGGTAACTTTGATTTGGTGG AGTGTGGTTGAAGGAATGGG 185

Ai06B1935 Araip.B06 1935 p2 (TA)7 14 4427112 4427125 ACACCCATTAAAGGGAAGAAA TGACAGGCAATAATTTTGGTCA 142

Ai06B1936 Araip.B06 1936 p5 (AAAAG)6 30 4427555 4427584 AAGAAATAAGAGGAAAAATGGGG GATTAAGCCACCCCAGCATA 144

Ai06B1937 Araip.B06 1937 p3 (AAT)12 36 4428593 4428628 CCCCTGTTACGTTTTCCCTT AACGCACCATGTGGTAAACA 247

Ai06B1944 Araip.B06 1944 p3 (AAT)19 57 4441093 4441149 ACTACGTTGGGTGTTGGGAG GCAAAGTTTCTAGCACACCG 170

Ai06B1946 Araip.B06 1946 p3 (CAT)7 21 4441784 4441804 GGCATGAGAGAAGATAGTTGGC TTCTTCTTTGGAGGTGGTGG 263

Ai06B1947 Araip.B06 1947 c (TTA)6gctaatgttagctttgatattgtcatctccatatgcaacacaagacacatagaaatg(A)12ggacaacttttgaatatggaagaagcgaatgcttttgaa(T)11137 4442597 4442733 TGCTTGGTGGAGTTGTTGTC TGAGACCTTTTGTTTTCTTTTCTC 227

Ai06B1950 Araip.B06 1950 p2 (TA)6 12 4446666 4446677 ATTCTCCATTAAGGGGTGGC CAGATTCCCTCCACTTGCTT 171

Ai06B1951 Araip.B06 1951 p2 (AG)6 12 4450397 4450408 CCCTTCCAATCCTCAATCAA TCTCATTGGGATCTTCTGGC 245

Ai06B1953 Araip.B06 1953 p2 (GT)8 16 4450935 4450950 CACATATGGGAATAAGCCGC AAAAGATGCTCACGCATCAA 249

Ai06B1954 Araip.B06 1954 p2 (GA)10 20 4451061 4451080 GAGGGATGAAGGGTTGTTCA AGAAAACGAAAGCAAAGCCA 159

Ai06B1956 Araip.B06 1956 p6 (CTCTTC)7 42 4455317 4455358 CCTCTTCACTCACCGTGGAT TGGGTGTATTTCTGACGTTCC 247

Ai06B1962 Araip.B06 1962 p3 (CTT)9 27 4462414 4462440 CAACACACACGAAATCGCTC AAGAGGAGAAGGAGGAACGC 128

Ai06B1965 Araip.B06 1965 p3 (AAT)5 15 4467762 4467776 GATCTATCGGATTGGGGGAT ACATATCAAATTACATGGGAGAAAG 114

Ai06B1966 Araip.B06 1966 c (TA)6aaaaatgaattttcactcttcattaaaagttataatacacaccctataacatta(AT)6aattgtcactatagttgaaatttgatttttctacttgactttaagatgaatattgaaaatataattgtcatctttcatctcc(T)10170 4469054 4469223 TCTGCATTGCACATGATATATTTTT GCGACGGATTAGTTCTCGAC 258

Ai06B1967 Araip.B06 1967 c (A)12gag(A)10 25 4469461 4469485 TCCCCAATTAGAGGTGTCCA TTGTTGTTCATGAATGTTGGC 215

Ai06B1968 Araip.B06 1968 p3 (ATT)14 42 4470454 4470495 TAGGGTGGGGTTACCCATCT TGTATTCAAGGATTAGGAGAAGAAAAA 236

Ai06B1969 Araip.B06 1969 p2 (TA)7 14 4471458 4471471 TCGGTGTTTTCTGATACAGTTGA AAAAATGTAACTTGCAATGCTGA 156

Ai06B1970 Araip.B06 1970 p5 (AAATA)5 25 4474405 4474429 AGTGTGGCCTTTTGTCTCTCA TGAAAGACGATGTATGGTTGATG 239

Ai06B1971 Araip.B06 1971 c (A)10cagataaaaaatcaaagatcaaagaccataaacataaccattcaacgaatttaaactg(A)1179 4475764 4475842 CTGTGACCCCAAAAGTCTCC GTTCATGGCCTCTGAATGGT 249

Ai06B1972 Araip.B06 1972 p2 (TA)6 12 4476635 4476646 GAGAGACGAACTGATGGGGA TTTTCACCCCACCAACAAAT 266

Ai06B1974 Araip.B06 1974 p3 (CAA)5 15 4482386 4482400 ACTGGCCATGACAACACTGA GGTGATGGAAGAGGATCCAA 167

Ai06B1977 Araip.B06 1977 p3 (TAT)6 18 4487907 4487924 GCCTGGTACCTGAACTACCG TCGGAATCAACAAAAAGGAAA 239

Ai06B1979 Araip.B06 1979 p2 (AT)7 14 4489612 4489625 TAATTTGGCATGGTGTGTGG TAGCGTGAGCCAAGTCAAGA 245

Ai06B1980 Araip.B06 1980 p5 (GGGTA)5 25 4491257 4491281 AACCCGTTTGGGTAGGGTAG GCGAGTAGGGTAGGGTAGGG 130

Ai06B1984 Araip.B06 1984 p2 (TA)12 24 4498121 4498144 CGAGGGTTTCAAGACTCGAT TTCAAAAGGGGAAGAACGAA 279

Ai06B1987 Araip.B06 1987 c (A)11caaaaaagaaaaaatcttaattaataagagagagaaagagagggaaaaaaagaggg(AGA)5g(GAA)5catgacaatggacgaagtctctgcgaaacaagtttgacccttcaacccc(A)10157 4507749 4507905 CAGCGTCATTAAGCTTCCAA TGGCACTATGGACGAAATGA 237
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Ai06B1994 Araip.B06 1994 p3 (ATT)17 51 4516301 4516351 TCGATTAGAAATCGTTTGATGG TTGAGAAAATATAAGGGATTGATTGA 259

Ai06B1996 Araip.B06 1996 p3 (TAT)5 15 4522523 4522537 TTAAACCATCAGACGCGTAGT AGAAGGAAAGATTATGGTACATTATGA 192

Ai06B1999 Araip.B06 1999 p3 (AAT)7 21 4532390 4532410 TCTACAAATTAAACTCGACGTACCA AACAAAGGGTCCATAAATCTCG 236

Ai06B2005 Araip.B06 2005 p2 (AT)8 16 4545267 4545282 TTGATGAGTGTTCTATTTGTGGAGA CCCAAATTGGTAATGCTAGACC 159

Ai06B2007 Araip.B06 2007 p3 (TTA)8 24 4546410 4546433 TTCCTCCCTCATTAGACCCA TGGGCCCTTTTGTAATTTTG 227

Ai06B2008 Araip.B06 2008 p3 (CTT)6 18 4546647 4546664 CATTTTCGAATTAGATTCGTGTCA TGATAAGTGAAATGATAAGAGAGGGA 265

Ai06B2013 Araip.B06 2013 p3 (AAT)5 15 4552757 4552771 GATATAGGGCCCAACGGAAT CCCATAAGCCATGCTCAAAC 202

Ai06B2016 Araip.B06 2016 c (T)10aattaggtccctcttaatagtaattggcttaattgtatagagacccaact(A)11ttggtgcaggataaaaagaaaaaaaagtatagggactcaattgaaaaaaaatttggtgcacggactcaatt(A)11153 4556985 4557137 TTTCCTTTTAATTGGGTCCTTG CGCAAAATTTTCAATTAGGTCC 210

Ai06B2019 Araip.B06 2019 c (T)10gaaaaaaaagaaaaaag(A)1239 4567717 4567755 TGCATACCATAACGTCTCATTTG TTTAAGGAGGAGGGGGAATG 206

Ai06B2021 Araip.B06 2021 p3 (AAC)6 18 4576323 4576340 CGCCAAGAAAGGTGACAAAC TGAAGGTGGCTTTTGCTTTT 196

Ai06B2026 Araip.B06 2026 p3 (ACA)5 15 4590022 4590036 GGCTCAAATCTCACTTGCTTG GGCGATTTTGGGTGATAAAC 261

Ai06B2028 Araip.B06 2028 p2 (AG)12 24 4590639 4590662 GTGCATGGTGCATACTTTGG AACGCCATTTTTACACTGCC 237

Ai06B2034 Araip.B06 2034 p2 (CT)17 34 4595706 4595739 GGGTGTGGGAGAAAGTGATG GGGTTGGGGAACCTAAGAAA 251

Ai06B2035 Araip.B06 2035 c (A)10gtaaatttattaattagttaacacaaaactggaagttactc(T)1263 4595912 4595974 TTGTTGCCACCCATAAGACA CCGATTATTCCAAAATTAACTGAA 244

Ai06B2041 Araip.B06 2041 p3 (TTG)5 15 4615365 4615379 TCTTGGACACGGAAACAACA ACCATGCTGGCAGAGTCTTT 150

Ai06B2042 Araip.B06 2042 c (CT)8atctctctctcataccacacagaaaataatt(A)1057 4621178 4621234 TCATGAAGCTGAATGCCAAG ATACCTGACCCCAGGTCACA 194

Ai06B2044 Araip.B06 2044 p2 (AG)6 12 4630956 4630967 GAAGGGGAGCTTTGTTGTTG TCGCGAGACTCTCCTCTCTC 114

Ai06B2045 Araip.B06 2045 p2 (TC)9 18 4636391 4636408 CAGCTGAACCAGGATACTTCG GAATCTTAGCCCCCTTTTCG 224

Ai06B2046 Araip.B06 2046 p3 (AGA)5 15 4642268 4642282 TCTCCTTCACCTTCCTCCAA TGATTCCAAATTCGGTGGTT 248

Ai06B2055 Araip.B06 2055 c (A)11gagtacgatgag(A)1033 4723779 4723811 TGGAACCGTTTTAAGCAGAGA TGGGTAAATTTGTGCTTGAGG 272

Ai06B2056 Araip.B06 2056 p2 (AT)6 12 4725926 4725937 GCCTCCTTCCAGATTTTTCC AAAGGGAGTTGGAAGCCAAT 244

Ai06B2064 Araip.B06 2064 p2 (TA)7 14 4766757 4766770 GAAAGGGAGGAGACTTTGGG TTGATGTTGTGATTGTTGAGGA 272

Ai06B2065 Araip.B06 2065 c (AT)6gtaatgcatatctaagccacgttgtggcctttctttc(T)1160 4769920 4769979 TCAGTTGAATCACCAGCCAA AGTTTGGTGCACGACATTCA 267

Ai06B2066 Araip.B06 2066 p2 (AG)6 12 4771331 4771342 AAAAACGTTGCTAAATAATGGAAAA CAAATTGGAAGAATCGGGAA 193

Ai06B2072 Araip.B06 2072 c (TG)8tatgtg(TA)7 36 4788359 4788394 GGTTTGATTCTGAACGCCAT CAAACCTTCACAGTGGCTGA 245

Ai06B2073 Araip.B06 2073 p3 (TAT)19 57 4794832 4794888 TGCTCTAGTGATTAATGTGCATGT TAAACTCAACCAAGGGTGGC 222

Ai06B2075 Araip.B06 2075 c (T)10gttattgcttgctaaggtaacaagggccgaaagcccaaacaacaacaacagaagaagcaaatatcaaactgaaaaaattaatttggtgtccattttagac(A)12122 4798650 4798771 TGTTGGTTGCGTTTTAGCTG GGTACTGGTGCACCTTTTCAA 256

Ai06B2077 Araip.B06 2077 p3 (ACA)6 18 4800522 4800539 TGCAAGTGATAAGTGGTGTGC TTTTTCCACCGCCAATTTAG 175

Ai06B2079 Araip.B06 2079 c (AAAT)5aatagtgaatgtttaatatgtaatagcattttcttaactcttattt(A)1177 4801297 4801373 TCCTCTTCCTTTCGGTCAAA GAACCTGGGAGCAGAGAAGA 190

Ai06B2081 Araip.B06 2081 c (A)10tattattagaagagaaatttgagacctgaagattttttttagatctaactatccaatctaaataataggtctgagttataagagtgttc(A)10109 4801769 4801877 AATTTCAATGGTAGCAGGCG CCGTGGGTCTTTCATTTTTC 205

Ai06B2086 Araip.B06 2086 p2 (TG)7 14 4805172 4805185 CAAAAGGTAATTGAAATAGTGCCA TGAGGCATCAAGAACCATGA 197

Ai06B2088 Araip.B06 2088 c (T)10cgttgtttccaacacccacactctctctcccttttctgccagctctgcagctttgtcgtcctcgtcaat(TC)895 4808111 4808205 TTGCAAATCTCACAGGCAAG CTGGCTCCGAGGAGAGTATG 234

Ai06B2097 Araip.B06 2097 p2 (GA)7 14 4830344 4830357 AAACGCCGAGACAACAAAAC CCAGCTTCCTCTTTGCATCT 212

Ai06B2099 Araip.B06 2099 p3 (TTA)17 51 4832988 4833038 TTTTCTATTTGGCTTATTTGCG GACTCTCTTCAAGTTGCTAAGGTTG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2100 Araip.B06 2100 p4 (TATT)5 20 4833817 4833836 AATAAGCACGTTTTGGTGCC GGCATTGATTATGGCATGTG 178

Ai06B2106 Araip.B06 2106 p2 (AT)6 12 4845666 4845677 CTCTACATCCGCGTATCCGA TTTTTGATACCATAATTGAACCTTCTC 265

Ai06B2108 Araip.B06 2108 c (A)11c(A)10 22 4851641 4851662 TGGGTGTTACAGGTGCGATA ACATGACTCGGACTGGATCA 163

Ai06B2117 Araip.B06 2117 p2 (TA)6 12 4869903 4869914 TGTTTTCTTTTCCTGTAAGCTATAACC CCCAGATTACAGAATATATCGCTTG 280

Ai06B2118 Araip.B06 2118 p3 (TCT)9 27 4870488 4870514 CGCTTATTGGTTTGAACGGT GGGAGAATTTTCCTGAATATTTGTA 219

Ai06B2123 Araip.B06 2123 c (C)15(A)12 27 4876331 4876357 TTGCAGGTATGCCTTTTTCC AACACAGAGCAGGAGTGCCT 199

Ai06B2130 Araip.B06 2130 p2 (TA)6 12 4895082 4895093 AGCACAAGAGGGAGGAAAAA ATTGGATGTTCAAGGGCAGA 221

Ai06B2131 Araip.B06 2131 p3 (AAT)6 18 4895565 4895582 CAATGATTTGTGTTTTTAATGGTT AAATTTTGTATCAAATTAGACATCCTT 111

Ai06B2134 Araip.B06 2134 c (CCA)5cattccaataataaccct(TTA)548 4897434 4897481 GAACGGTGGTGGATTATTGC GAACTGTGGTGTCGTGTTGG 274

Ai06B2135 Araip.B06 2135 c (TC)6t(TC)6c(CT)740 4897710 4897749 CCAACACGACACCACAGTTC ATGTGCATGGCACAAGAAAA 194

Ai06B2137 Araip.B06 2137 p2 (TA)7 14 4900607 4900620 CACCCTTGATTGCCAAGTCT GCCACATAGCGGATAATTAAGG 183

Ai06B2140 Araip.B06 2140 p3 (ACT)5 15 4904612 4904626 CCATTAAAAGCTTTCTTCTTCCC GATGCGATGATGTGGAGAAA 151

Ai06B2141 Araip.B06 2141 c (A)10cctaatacccaatacgacgtcgttttatatttatc(A)14ctaatccttatcttcaccaattctcttcttcattgatg(TTC)5112 4905786 4905897 TTTCCGTCCATCCTTGCTAC CCAATTCTGTGATTTTTGTTGG 235

Ai06B2142 Araip.B06 2142 c (T)14aaataaacacaaaactacgttgtttttaatattc(T)1058 4906660 4906717 AAGGGGATGGGATCTTGTTT TCAAAATGTCACGCTTCCAG 187

Ai06B2143 Araip.B06 2143 p4 (TTCT)6 24 4907613 4907636 CATCCTCACCACTTCCACCT TGATCCACGAGGTGTACCAA 264

Ai06B2149 Araip.B06 2149 p2 (TA)6 12 4925721 4925732 AGACGACGCACATCATGAAA CCAACGAGTGATATCAAAGCC 167

Ai06B2151 Araip.B06 2151 p3 (CTT)8 24 4934297 4934320 TCCTGCCTCTCCATACACCT GGGCATTCCCAGGAACTTAT 187

Ai06B2152 Araip.B06 2152 p3 (CTT)8 24 4937578 4937601 GTGCACTAGCTTTCGCCTTC ATCAAAGGAGGGAGGGAAGA 231

Ai06B2155 Araip.B06 2155 c (A)10gggagagaatttggaaacttttaaga(T)1147 4956963 4957009 TGTCCCCTTTCATTGCTTTT TGTATCATTCAATTGGGAGGG 270

Ai06B2158 Araip.B06 2158 p2 (AT)7 14 4961920 4961933 TTCAACCCCCTTCTCTAAACC CACAGGATGATTGGTTGACG 261

Ai06B2161 Araip.B06 2161 c (AT)6tatacaaataactaatttaattattaattttttatgtatacataattttaatttttttcgtcttaaatttaaattaatactaattaac(T)10110 4963836 4963945 GTTTGAAAAAGCAAAACAATAAAAA AAATGCTTGTTAGGTTCTTGTCA 257

Ai06B2169 Araip.B06 2169 p2 (TA)7 14 4976732 4976745 GTCCACAAACAACGAAGCTG CACCAAACAACACCCTCTCC 249

Ai06B2177 Araip.B06 2177 p2 (CT)6 12 5003665 5003676 ATGCTAACTGGTTCGGGTTG AATGCAAGGATATTTAATTTGGAA 241

Ai06B2180 Araip.B06 2180 p2 (AC)6 12 5016928 5016939 TTGGTGTCATTTTGTTGTTTTTC TGGATAAAGGGAAATGATATGGA 272

Ai06B2181 Araip.B06 2181 c (TGT)6tcttctcctacttttgtttctgttcttgttcctgcttctgcttgattctattgttgcttca(TTG)594 5018002 5018095 TGGCTCTTGAAAGGATGAGG GATTGTGACCCAGCTTTGCT 241

Ai06B2183 Araip.B06 2183 c (A)10gaagataagtttcatgac(A)10gagaggataagtttcccttaaatggagctcagattcgcgacggattagtcttcaacctgtcgggttgggggataccgtttgggtaaaacc(A)16144 5020628 5020771 TCGAGTTTGGACAACTGACG CATCCAACTCCATATACATGCC 257

Ai06B2186 Araip.B06 2186 p2 (GT)6 12 5025990 5026001 GGCTGAAGAAGAGGGGTAAAA TGTCAAAGCATGGAGAACGA 240

Ai06B2187 Araip.B06 2187 p3 (AAT)16 48 5027815 5027862 GCACAAATGGATTCATCAGC AGTATGTGGCTCAGCTTCCC 262

Ai06B2188 Araip.B06 2188 p3 (AAT)7 21 5028340 5028360 TGGAATACCTACTGCCACCC CCAAAAATCCAAAATGCCCT 208

Ai06B2189 Araip.B06 2189 p2 (CT)6 12 5028563 5028574 CTTGCGCTCTTCACGCTAGT CAATCCGCAACAGGTAGGAT 159

Ai06B2190 Araip.B06 2190 p3 (AAT)20 60 5028833 5028892 CGGCTTTTTCTTTGTCTCCTT CAAAGTGGTGAAATTCTGAAAAA 181

Ai06B2191 Araip.B06 2191 p3 (AAT)7 21 5029351 5029371 CCCGTTGTGGATTAGATTGG AAAAATTGTCGGATGAGTCTTG 239

Ai06B2196 Araip.B06 2196 p2 (GA)7 14 5047256 5047269 CCAACACCGAAAACCCTAGA AGTGGGACTCGAGAACGAGA 200

Ai06B2197 Araip.B06 2197 c (T)18ggggt(G)11tgtgtgnnnnnnnnnnnnnnnnnnnnnnnnntacaaagtacagatat(G)13(T)14108 5049532 5049639 ACCGGCTCCCTCTCTCTCT GACGACCCGAGGTTTGAATA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2198 Araip.B06 2198 p2 (GT)10 20 5050269 5050288 GAAGTGGATTGCATGGTGTG TGTCCATTCACATGCTCAGAA 218

Ai06B2199 Araip.B06 2199 c (T)10caattaggtcatttttagcagtaattaccttaattttatagggatctaactaaaaaaaaattggtgtaaaaacccaaataaaag(A)10tgtagggactcaattaaaaaaaatttgatacaaagactcaatt(A)10157 5053420 5053576 TTTGTTGGTCCTTATAGTTTTGTGA TTTCACGAAATTTTTAATTAGGTCTC 267

Ai06B2200 Araip.B06 2200 c (T)13ggtcaaggttatattcttattccttaaattttaatttcagctccattgggctgccttgatccttgtcctcataatcatgaccacaactaaagggg(A)10118 5053851 5053968 AGGGCGAGCAACATTCTATG CAGGGATTTCTTGATGAGGG 266

Ai06B2201 Araip.B06 2201 c (AT)9(GT)8 34 5056245 5056278 GCGACAGTGGTGTTCTCTGA TTTACCGACAGAAAATCCGA 184

Ai06B2206 Araip.B06 2206 p3 (TTA)6 18 5062225 5062242 TTTTGCTGGAACCATCTTGG CATCATCCCATACCACCCAT 219

Ai06B2210 Araip.B06 2210 p2 (TA)6 12 5066177 5066188 GCATAGCCAAATGAAAAGCA CAATTTTACCAAGGCCGAAG 222

Ai06B2215 Araip.B06 2215 c (T)10ggcacagggacctcgttgttctttcgaagtaattgtcaggggccgagttggag(T)1073 5079702 5079774 GCTCATATGCCGGAACCTAA ATTGGCACTGATGAAGCACA 272

Ai06B2227 Araip.B06 2227 p2 (TG)6 12 5103412 5103423 CAAAACATGATTACATCTAAACGTAGG GGATCGAATTGGATACGTCTAA 280

Ai06B2228 Araip.B06 2228 p3 (AAG)6 18 5111078 5111095 GAATGCTTCCACTGCAGACA ACTAAGCCCTGACATGGGTG 173

Ai06B2229 Araip.B06 2229 p4 (TTAA)6 24 5112868 5112891 TGTGGTTTATGATTGTGATTCTTT GAATTGAAGTTGCTTATTTTGTGAA 164

Ai06B2233 Araip.B06 2233 p3 (CTT)5 15 5119190 5119204 CTTGGATGCTCCATGACCTT TCGCTATTCCAATTCCGAAG 119

Ai06B2234 Araip.B06 2234 p3 (GTT)5 15 5119791 5119805 GCTGTGTTCTGTGTTCCGAG AGGCTCGGCTTGAAGCTTAT 176

Ai06B2235 Araip.B06 2235 p3 (TTC)5 15 5120666 5120680 AAAATCCGCCGATAATAGAAAA TCCATCAGTAAAAACTTCGTCG 122

Ai06B2239 Araip.B06 2239 p2 (GA)28 56 5129731 5129786 GGAAGCGTACATTGTTGGAA TTGTTGGGTTGTTTTAAGCC 240

Ai06B2240 Araip.B06 2240 p3 (AAG)5 15 5132994 5133008 CCATGTGCTGTGAAGCAACT ACCTTATCCTACGCACCCCT 127

Ai06B2245 Araip.B06 2245 p2 (GT)6 12 5147979 5147990 AAAATCGTTCCCGACCTTTT AGATGCTGATGGGTGTGGAT 155

Ai06B2246 Araip.B06 2246 p3 (CTT)7 21 5148270 5148290 TGTAACCCAATGTGGTCCCT CTTTGACCTGGGAAGATGGA 252

Ai06B2247 Araip.B06 2247 c (T)12gcaaaactcatgcttgtggtcattgaaaatctcatcgaaatatccgctagaaaatgagacacggatatattgctcattcggctacaaacatgga(T)11117 5153932 5154048 AAAAATGTTGATCTTCAATTCACC GGGTTATTCAATGGTTTGCC 278

Ai06B2254 Araip.B06 2254 p2 (TA)7 14 5170144 5170157 TCTTTAAGGTTCCTTGTTTCGG TCTCTCTTCAGGGCCTTTTG 267

Ai06B2255 Araip.B06 2255 p3 (CTC)5 15 5172576 5172590 CTCGGCTACACAATCAAGCA TTTCCTGGTGGTTTAGTGCC 279

Ai06B2256 Araip.B06 2256 p3 (CAT)15 45 5172738 5172782 CACCTCCTCCTCTTCCTCCT TGGTGACGACGACGATAATG 189

Ai06B2257 Araip.B06 2257 p3 (CAT)5 15 5172934 5172948 CACCACCACTACCACCTCCT CAAAAACACAAAAGAGGCACT 128

Ai06B2259 Araip.B06 2259 p2 (TA)7 14 5181410 5181423 TCGCGTGTCAAAGTATCTCG CCAGTCTACATAGCAGACCCC 183

Ai06B2261 Araip.B06 2261 p3 (TAA)11 33 5183092 5183124 TTTGGGAATGAAATATTTGGC AACGACTTTAGCCTGCTTTTT 247

Ai06B2263 Araip.B06 2263 p3 (GAT)5 15 5185357 5185371 TGAAGATGAATTTGGGGATTTC TCACTATCTGCATCACCCCA 259

Ai06B2264 Araip.B06 2264 c (TGA)5cgacgatgctgttcttcttatatataatttcattatccattattgttgttgttcttttgcttctagttgttta(TGT)5103 5185550 5185652 TGGGGTGATGCAGATAGTGA TGAACCAGAAGCAGAAGCAA 237

Ai06B2267 Araip.B06 2267 p2 (CT)11 22 5203725 5203746 GGTGTGAGAACGGACCTCAT CAAGAGAAAGAACCGCGAAG 280

Ai06B2268 Araip.B06 2268 p2 (TC)7 14 5203861 5203874 GTTCTTCTCCTTCGTGAGCG CCAGAACCGCAAGAGAAAGA 221

Ai06B2269 Araip.B06 2269 p3 (GAA)5 15 5207321 5207335 CCCTCATTTTAATCTTTCCGGT TTTTACCAAATGGCATCATGT 178

Ai06B2270 Araip.B06 2270 p2 (GA)11 22 5207472 5207493 TGGGTAGAGTGGAGGAAACG ACGCTACGTTTTGATGACCC 186

Ai06B2271 Araip.B06 2271 p4 (CATA)8 32 5218850 5218881 GGTTGGACTTGCCATGATTT TCAATTTTTGCTTGTCTTCCTTT 153

Ai06B2273 Araip.B06 2273 p2 (TA)8 16 5221155 5221170 TGAATGCACCAGAATTTCCT CATGCCGATGACAAATTCAC 264

Ai06B2274 Araip.B06 2274 p2 (TA)10 20 5221998 5222017 GCATCTGAGTTTCCACCGTT CACCAAGCATCTAACCTACATCA 215

Ai06B2275 Araip.B06 2275 p2 (AT)8 16 5223224 5223239 AAGGCAAACCCTAGCGAGA ATAAGGGTTTTGAGGTGGGG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2277 Araip.B06 2277 p2 (AT)18 36 5246838 5246873 TCCTAACTCAGCCCGTGAAG TTGTTGTGCAGACAGTGCAG 216

Ai06B2285 Araip.B06 2285 c (AC)7(AT)7 28 5272552 5272579 GGAGAAAGGGGGAGACAGAC AATTCATTAACCCACGGACG 259

Ai06B2290 Araip.B06 2290 p2 (TC)11 22 5275434 5275455 GAAAAGCAACATCAGTCGCA GGTTTGGCAACCCTAGGAAC 262

Ai06B2291 Araip.B06 2291 p2 (TA)6 12 5280746 5280757 TGTGAATGTTGTTGTTGTTTGG TCATTTGAGCTATTACTCATTGGC 249

Ai06B2300 Araip.B06 2300 p2 (AT)7 14 5306153 5306166 GAAAATTCCCAGTGAGGCAA TTCCCCTGTTTCGTTTTCTTT 261

Ai06B2301 Araip.B06 2301 p2 (TC)9 18 5323313 5323330 GTGTTGTTCATGTTCACGCC CCGAAATTGAGAAAGACCCA 228

Ai06B2302 Araip.B06 2302 p2 (TC)7 14 5328096 5328109 CTGCCTAGTGCGACGGTACT GAAAATTTGAGACCGCCAAA 228

Ai06B2308 Araip.B06 2308 p4 (ATTT)5 20 5342071 5342090 TGACTGAGATTTCAGCTCTCACA CCCATTGTAAGCAAAGGGAT 267

Ai06B2310 Araip.B06 2310 p2 (TA)7 14 5363791 5363804 TCATGCACCCAACAAAACTAA CCCTTCAAAATAAGTTGTCAAACA 280

Ai06B2313 Araip.B06 2313 p2 (TA)8 16 5382614 5382629 CGGATCCGTAACAGTAACCA CGTACCGGTTAATGCACGTT 271

Ai06B2314 Araip.B06 2314 p3 (TCG)6 18 5384455 5384472 CATGCACGAAGAAGCAAAAA ACGTTTCCCCTCTCCTCCT 244

Ai06B2315 Araip.B06 2315 p2 (AG)9 18 5396570 5396587 AACCCAAACGTTGTGCTCTC AAGAATGCACGGCTCAGATT 254

Ai06B2317 Araip.B06 2317 p3 (TCT)5 15 5399052 5399066 TCCTCATCCCTCCCTTCTTT TTCCCTTGAGGGAGTTGATG 228

Ai06B2318 Araip.B06 2318 p3 (TTC)6 18 5399673 5399690 AGGCCAATCAATCACGAAAC CGGTGTTGTGGCAGATAAGA 176

Ai06B2319 Araip.B06 2319 p3 (GCG)5 15 5400176 5400190 ACAAGCTCGTCGACACTCCT CTCTTTGGCAACCTCAAAGG 251

Ai06B2327 Araip.B06 2327 c (AGA)5aa(ATG)6 35 5412378 5412412 GAGGACCCTAACCTTCCTGG TTCGCCCAACAACTTAGCTT 243

Ai06B2330 Araip.B06 2330 c (T)10ctatggttcttgttatttaattgtggataatacag(T)1156 5418390 5418445 GGCTATTGTTGACCCCTTGA CCCAAAATTTTCTATGGCTGA 154

Ai06B2331 Araip.B06 2331 p3 (TCA)5 15 5420487 5420501 TTCCTCTTCCTCCTCCTCATC CCTGAGAAGGTAAAACAAAAAGAAA 112

Ai06B2340 Araip.B06 2340 c (A)10ttcaaaaaccttctgatccctcttcttgatcgatccaatccatccaagaaagtggggtgttcttgaatttgttgtcgacaagaattg(GTT)8121 5468884 5469004 TGATGGATTTTATCCCACTGAA GGGTTTTCAATATTTCCGACG 270

Ai06B2342 Araip.B06 2342 p2 (CA)7 14 5472914 5472927 CCCAAAACCTATAAACATGACCA TGCGTGTATTGGGTGAAATG 260

Ai06B2345 Araip.B06 2345 p2 (AT)6 12 5478070 5478081 CCCCTATCATAAGAAATGGGAGA ACGTGTTATGAAAATGAAACCA 181

Ai06B2346 Araip.B06 2346 p2 (AT)7 14 5479458 5479471 ACCATAAGCCCAATTGACCA TGTTACCGGAAGAAGGATGG 267

Ai06B2352 Araip.B06 2352 p2 (TC)8 16 5493820 5493835 AAACACGGTATAAAGAGAGTCAAAAA TGGCGTACACGTAGCATAACTT 280

Ai06B2353 Araip.B06 2353 c (ACC)6attatcatcatggtcatcg(TCA)6gaacaacaaaattaaatagaaacccaagttaaaccagaac(CCA)6ttatcatcatgg(TCA)6143 5494252 5494394 GCAGGAGCAAGGACAAGAAC GGAGGAACATGTATCCCCTGA 273

Ai06B2354 Araip.B06 2354 p3 (CAA)5 15 5494504 5494518 ATCAAGCAGAAGCGGAAGAA CCTTTCCTGTCCCCTCTTTT 252

Ai06B2355 Araip.B06 2355 c (GAA)8gaggaagaagaa(GCG)5ggcggtggtgcggcggatatggcg(GAA)693 5494863 5494955 GTGGTGAAGCAGGGGAGG TACACCAAAATCAGCCACCA 278

Ai06B2357 Araip.B06 2357 c (T)10ctttaatttat(A)1031 5504635 5504665 GGTCTGGCACCTATTTGTGAA CAAGCACTCCAATGTCTCCA 267

Ai06B2361 Araip.B06 2361 c (CT)6caatgttcatagccacctccctc(CT)953 5535100 5535152 ACCCACGAAAGTTGAAAACG GGTTGATGCTGGGATTGAGT 252

Ai06B2362 Araip.B06 2362 p2 (CT)8 16 5535538 5535553 GGGGCTACCTTTTCCTCATC TGGATTCACTTTTTCTGGGG 163

Ai06B2368 Araip.B06 2368 p4 (ATTT)5 20 5547492 5547511 TGATGAACAAGCCAAACCAA GCAGGTTCGAGTCTCGCTAT 227

Ai06B2373 Araip.B06 2373 p3 (TTC)7 21 5556110 5556130 TGATACCCGAGGAAACTTCG AGAGACGCTTAGGGGAAAGC 207

Ai06B2375 Araip.B06 2375 c (A)12gtctctaacctgggtgcac(T)1041 5560150 5560190 AGAGGTTTCCGGTTCGAGTT AAGAAAATGGGAACAGGGCT 260

Ai06B2377 Araip.B06 2377 p2 (TA)6 12 5569139 5569150 CGCACACAAAAATAGTCATTGC TTTTTCGTTCCAGAGAGCGT 216

Ai06B2378 Araip.B06 2378 p3 (ATT)6 18 5570342 5570359 AGCCGAAGCAAATTCACACT TCAGAGAAAGATTAAAGGGGTGA 143
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Ai06B2381 Araip.B06 2381 p3 (AGA)5 15 5580717 5580731 AGGCATCAAAGAAGGGTCG GCTGTTGGTTCATCCCTTTC 240

Ai06B2384 Araip.B06 2384 p3 (TAA)9 27 5588221 5588247 TTCTTTGCATTCTCCCATCA TTTTTGTTTGTGTCATTAATATCGTT 280

Ai06B2387 Araip.B06 2387 p5 (TCAAT)5 25 5592037 5592061 TCCCTATTTTCCCCCTCAAC CTGGATTTGGTCCCAAGAAA 220

Ai06B2388 Araip.B06 2388 c (GAG)6aagaagaatttgcgtgtgcaaagaagaaggaa(GAG)565 5592468 5592532 TGTTGGTGTTGTTGGTGATG CCAAGTTTATCCAAGTAGGTCCA 208

Ai06B2390 Araip.B06 2390 p2 (GA)7 14 5596648 5596661 TGACCCCTCCCAAATATTGA CTGTGTTTCCCACTCCCACT 134

Ai06B2400 Araip.B06 2400 p3 (ATA)7 21 5611774 5611794 TGCGTTTTGATGATCCGTAA GATGGGAGAATGTTGCTGGT 275

Ai06B2405 Araip.B06 2405 p3 (ACC)5 15 5621266 5621280 CGTCCCAAACGTTTTATTTCA TATTTGGTGGGAGTAAGGGA 119

Ai06B2407 Araip.B06 2407 c (T)13cagcaaagatcgaattttaa(T)1043 5622220 5622262 CAGGTCTCTTCAAATAAGAATCACTTT TTTCTTCCTTTCAGTTTGTGTTTTT 214

Ai06B2408 Araip.B06 2408 p2 (AT)11 22 5623880 5623901 CCTTTAACCTTCTGAGAAATCATC TGATTGCATAAATTGCTTGGA 280

Ai06B2409 Araip.B06 2409 c (T)11cattatcgtcatcgtcaccgtcaccatatcaccaga(TCC)7ttgtttc(T)1085 5624122 5624206 TCTCATTTGATTTTGGACCTCA TGTCATACAAATATTATGCCTTGTGA 239

Ai06B2410 Araip.B06 2410 c (GAT)5ggaggaggagaaggataaaaaggaagggagagacgaaattccaat(AGG)9agatgttgttggtgatgaaggtaacaaaattgaaaaataataaaaagagg(AGA)5tgtagcatctggagt(GAA)5182 5624753 5624934 TCGATGATAACAATAACGACGAT TGCGCTTCTTTTTCTCGTTT 265

Ai06B2412 Araip.B06 2412 p2 (AT)6 12 5626824 5626835 AAGCTTGGCTGACCATGTCT GAATGTATGCAATTGACACCAAA 206

Ai06B2417 Araip.B06 2417 p3 (TTC)5 15 5634946 5634960 CGCACGTTCTTCTTCCTCTT GTGCAGTGAAAACGTGCAAT 217

Ai06B2419 Araip.B06 2419 p3 (AAT)5 15 5637959 5637973 GAAATTGTTGCTGGGATGCT ATCGAGGAGTGCTAGGGGAT 230

Ai06B2420 Araip.B06 2420 p2 (TA)6 12 5638483 5638494 CCAAGAAGATGGCCAAGGTA TGGTATGGTGGTGGTTGAAA 145

Ai06B2424 Araip.B06 2424 p3 (ATT)7 21 5647445 5647465 GGTTTGGAGACTGGAAAACG GGCTGGTATCAGGCGACATA 274

Ai06B2426 Araip.B06 2426 p3 (AAC)5 15 5654698 5654712 TCAGCTTTGCTAGAGTCCCC TTCATGAATGTTGGCTCTTGA 228

Ai06B2427 Araip.B06 2427 c (CCA)5ttatcatcatg(ATC)541 5657030 5657070 CCCCTTCACCTCAAAATCAA GTGGTGGTGGGTTCTGTTTT 147

Ai06B2436 Araip.B06 2436 p4 (AATT)5 20 5683038 5683057 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 174

Ai06B2437 Araip.B06 2437 p2 (CT)6 12 5683367 5683378 TCAACTTCAAGCTTACCACCA CAATCTTTCCCACTACTCCATTG 275

Ai06B2443 Araip.B06 2443 p2 (TA)6 12 5687473 5687484 TGGGAGTATACAATCATGTGGG GGGGGATCACAAATTCACAA 267

Ai06B2444 Araip.B06 2444 p2 (TA)6 12 5693551 5693562 ACATTGCCTGACTGGACCAT GACAACATGTGTGGGATTGG 205

Ai06B2445 Araip.B06 2445 p2 (AT)6 12 5693919 5693930 TCGAGTTTGGACAACTGACG GAACACATGCATGAATTTTCG 248

Ai06B2450 Araip.B06 2450 p2 (AT)6 12 5710701 5710712 GCCGCCTAGGTTATTGGTCT CAAATGTTCAATTTTCTTATAGTGACA 176

Ai06B2452 Araip.B06 2452 p4 (TATG)5 20 5715737 5715756 GGGTTAGCATATGACCCCAG CATTGATTCAGTTTTCAATTTGC 216

Ai06B2453 Araip.B06 2453 p2 (CT)6 12 5715982 5715993 GTGTCCTTCGCTGCTACACA CGACAAGCTTTGGTGTTTGA 201

Ai06B2454 Araip.B06 2454 p3 (ATT)5 15 5716163 5716177 GTCGGGGAATCAAACCCTAC CTACCCCAACTCAACGCACT 174

Ai06B2456 Araip.B06 2456 p2 (AT)7 14 5722636 5722649 GCCTAGGGTTTAAAAGTCGCA GAATGTGTCATTTTATCATTTTTCAA 279

Ai06B2458 Araip.B06 2458 c (ATG)5aa(GAT)5 32 5724246 5724277 AAATGGCCTAGGGATGAAAAA ATATCTTAGGCAGGTGGGGG 196

Ai06B2459 Araip.B06 2459 p3 (CTT)5 15 5725040 5725054 TTTTGCATTGTTTGCCATGT TGAAGAAATGGGAAAGTGGG 272

Ai06B2463 Araip.B06 2463 p3 (AAC)6 18 5726634 5726651 GAAGCCAGTGAGGCTTTCAG GCTCCATGCTCTTCCTCTTG 257

Ai06B2467 Araip.B06 2467 p3 (GAG)5 15 5732615 5732629 AAAAATGCAGCAACAACAACA CAACACGCGTGCTACTCAAT 168

Ai06B2476 Araip.B06 2476 c (T)11cgggtttagaacttgttgtactat(A)1146 5744383 5744428 TGTGGATGATATGGTAGGTGAAA TTTAACATTGTGTGTGACTATGTGG 269

Ai06B2479 Araip.B06 2479 p2 (AT)7 14 5768179 5768192 AATCAAGACGATGTCCCTGC GGGAAAACATGTCACCAACC 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2481 Araip.B06 2481 p2 (CT)7 14 5770661 5770674 AGGTGCGTAGGTTTCATTGG TGGCATATGTATTGGGGGAT 199

Ai06B2486 Araip.B06 2486 p2 (TA)6 12 5783797 5783808 GACGAGTGAATTGTCCACTCAA TTTGGTCCATTTGCTCTATGC 260

Ai06B2490 Araip.B06 2490 p3 (ATA)8 24 5788377 5788400 AACTCGAATCAACCCACTCG GGCATCCTTTCAGACTTCCA 171

Ai06B2495 Araip.B06 2495 p2 (AC)6 12 5793976 5793987 TCAAATGGCATAGTCTCCCC AATCCGAGCGTGTAGGTGTC 257

Ai06B2496 Araip.B06 2496 p2 (GA)6 12 5798788 5798799 GCAGTGTGAGAGAATGGGGT GCCACACGAGGTTTACCATT 146

Ai06B2501 Araip.B06 2501 p3 (GAA)5 15 5813818 5813832 AACACTCCAATCCCACGAAG AGTACTTGCCGACGATACGG 261

Ai06B2502 Araip.B06 2502 p2 (CT)8 16 5813982 5813997 GACAAGAACGGACATCCCAT CAACGTTGCCTGAATTTCATT 162

Ai06B2509 Araip.B06 2509 p2 (TA)7 14 5821831 5821844 CCCTACATCAAATGCACCCT AACTGCACCTGGCCTCTCT 176

Ai06B2511 Araip.B06 2511 p3 (TTA)6 18 5823479 5823496 TGACTATTCCAATTATAAATAGGGGG CTGCGGCTGCATGTTACTTA 255

Ai06B2513 Araip.B06 2513 p3 (TGA)7 21 5824744 5824764 GACCATGCACGAAGTTCTGA GTTTATGTGACCCCCTGCAT 248

Ai06B2514 Araip.B06 2514 p3 (CCA)5 15 5825351 5825365 TCATCACCATCCAACCTTGA TGGCGGCAACAATAACAATA 135

Ai06B2517 Araip.B06 2517 p2 (GA)8 16 5827939 5827954 GGCTGGTGTTGTTGGAGATT CCCAAATTGCGATCTCTCTC 100

Ai06B2525 Araip.B06 2525 p3 (ATA)5 15 5840985 5840999 TTCAGATGGCGTTCTTGTTG GCAGTCCACGGTTTTCTTCT 249

Ai06B2527 Araip.B06 2527 c (A)10gaagagacaaat(TA)838 5843662 5843699 TCATGCGACTCTGAAATTCAATA CCAATCTCTGAACCAACAAACA 277

Ai06B2528 Araip.B06 2528 p2 (CT)7 14 5848092 5848105 CACCCTCGAGCAAAGAAAAG AATTCCTTTCCCACCCAAAC 200

Ai06B2533 Araip.B06 2533 p3 (TCT)5 15 5851645 5851659 CACCTGAAAACGCCTACCAT TCCCTTCATCATTTTCCGAC 224

Ai06B2534 Araip.B06 2534 p2 (TC)9 18 5852461 5852478 CCGATCCACTCTCTCTACACG GGCCATTGGCTACACACTCT 209

Ai06B2537 Araip.B06 2537 p2 (AT)8 16 5859716 5859731 ATGCTTGCTGCCTGAGATTT TATGCTTTTTCATGTGGGCA 273

Ai06B2538 Araip.B06 2538 c (T)12ccgtgtttcc(TCT)949 5864782 5864830 GGCCACCAACATCACCAATA ACACCGACACACCCCATAAT 270

Ai06B2539 Araip.B06 2539 p3 (CTT)5 15 5864950 5864964 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 197

Ai06B2540 Araip.B06 2540 p3 (TCC)5 15 5865560 5865574 ACAGAAGGAGATCGAAGGCA CTTTGCGTGTTTCATCTTCG 155

Ai06B2544 Araip.B06 2544 p2 (AG)7 14 5868075 5868088 ATTGCAGAATGGTAGCCAGG CTTCAAGCCCCTTCAGATCA 278

Ai06B2547 Araip.B06 2547 p3 (AGA)5 15 5889445 5889459 GCTGAGAAACAGAAGGCACC GAGTTGCAGAGAACGCTTCC 184

Ai06B2548 Araip.B06 2548 c (TTC)5ctcttcc(TCT)537 5890784 5890820 GAATAAAACCCCCAAAACGC AGGGGAAGAAGAATGTGCAG 135

Ai06B2549 Araip.B06 2549 p3 (CTT)5 15 5891001 5891015 TTGCTTTCATATGCAGGTCG GGCCGGTCCGAGAATATTTA 239

Ai06B2550 Araip.B06 2550 p2 (AT)13 26 5892332 5892357 AGGAGCGCGTGTTTCTTTCT CCCCCAAGATTTCTCACTTG 280

Ai06B2552 Araip.B06 2552 p3 (ATA)18 54 5901926 5901979 TTTTCTTGTTAGCCAAGTCATTG TCCTTGAGGTGTCAGAGGAAT 279

Ai06B2553 Araip.B06 2553 p3 (TAA)12 36 5902093 5902128 AGGTGCCATTGTGATAGCCT TTGCTGTCAAAGGATGACCA 222

Ai06B2558 Araip.B06 2558 c (T)11gaataaaaatcggaccatgcgatttattaagagcaaaaatcggactctccaatctataaa(T)1182 5909178 5909259 CGCCGCAAATTATTTTTGAT CGAAGGATCCGATTTGTTTG 232

Ai06B2560 Araip.B06 2560 c (A)10tctgtagagactagagacaaaagaacactaaatccatgaccc(A)1163 5910685 5910747 TTGGTTAAACACTTTGGCCC ATTGAAGACGGTGGTTCAGC 253

Ai06B2562 Araip.B06 2562 c (TC)11(AC)16 54 5914016 5914069 ATTGGATGGGATAAAAGGGG TGACTTCACTTTGGGGCATT 260

Ai06B2563 Araip.B06 2563 p3 (GCA)5 15 5919093 5919107 CCACCTTCTTTGCCAATCAT CAATGTCCCTCCGAAGTTGT 274

Ai06B2565 Araip.B06 2565 p3 (TCA)5 15 5926081 5926095 ATGTGGTCTGCCATGAGACA GCAGCTCAAGGAGGATGAAG 226

Ai06B2569 Araip.B06 2569 p2 (AT)9 18 5935488 5935505 TGGTGTATTTTGGGGCTACC AAATCGCAAAATGAAAAGCG 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2571 Araip.B06 2571 p3 (TTC)5 15 5947741 5947755 CCCCGGATATCTCATGTTTG GGATATTTGGTGAAGGGGCT 230

Ai06B2572 Araip.B06 2572 c (TC)7atcaaccatgtcttccaaaaacaacagctttgatagaggcacatgaataatgttatgtctagac(T)1088 5949250 5949337 CATGCATGGTTGTTTTTCCA TGTGTGTGAGTGGGTGTGTG 225

Ai06B2575 Araip.B06 2575 p2 (TA)12 24 5966431 5966454 GGTCGTAATACCTTGCCATCTC TTGCCTTGTACCTGTGAGAAAA 276

Ai06B2576 Araip.B06 2576 c (A)10g(A)10 21 5981377 5981397 GTCCAAGCCGATTATACCGA GGTAGCAGGCAGTGAAGGAC 207

Ai06B2577 Araip.B06 2577 c (A)10gggaaatatgtgatagaataacctttttctatg(TA)655 6002189 6002243 GAATGATCAAAGCCCACCC AGACTACTAGCTATTCAGTTCATCGTT 280

Ai06B2580 Araip.B06 2580 p2 (AT)7 14 6005398 6005411 TTCCTGATCTCATCATTTTCTGA GCCTCAAGCCTTTGGAAGAT 280

Ai06B2582 Araip.B06 2582 p3 (TAT)5 15 6007771 6007785 TGGATTATGTTTCTAAGCTAATGGC TTTTAGCGTAAATGAAATAACAAACAA 201

Ai06B2587 Araip.B06 2587 p3 (GAA)5 15 6020982 6020996 GGCAAGTTGCTTTGGTTGTT GAGAGAGAGGGGACCACACA 150

Ai06B2591 Araip.B06 2591 p2 (CT)6 12 6027131 6027142 AACGGCTTCTCCTCCTTTGT GAAAAAGGGAGATCGGGAAG 237

Ai06B2594 Araip.B06 2594 p3 (TTC)5 15 6031882 6031896 CCATCCCGTAGAGCAATCAA ATCAAAAACAAGGAGCGGTG 280

Ai06B2605 Araip.B06 2605 c (T)10cagaaaacaaaacaaacgcagcctgcg(T)1249 6044571 6044619 TGGAACAAAGATTGGTGTTGTT AGGCTGCGTTTTGTTATTGC 259

Ai06B2606 Araip.B06 2606 c (AAT)6aacaac(AAT)951 6046199 6046249 TAGGTGGTGTTTTTGGGGAA GATTGCACAATAAGGGCGTT 234

Ai06B2608 Araip.B06 2608 p3 (TTA)7 21 6048855 6048875 ACTAAATGGCGTTGCTCACC CAAACTACGAGTACTCTGCACTCA 273

Ai06B2610 Araip.B06 2610 c (AG)7ac(AG)6 28 6055728 6055755 TGCCATTTCCATTCATTCAA TCTTTGCACGAACTCAGTGG 229

Ai06B2612 Araip.B06 2612 p2 (TC)12 24 6061741 6061764 CATCTTTAGTGGGGAACGGA GCAAGAATTTAAACTTGGATATGATG 268

Ai06B2613 Araip.B06 2613 c (T)10cgcttatataatactccaaaacatttggaatcttgtgatgggcaagcccatgaaatttccaccagaaatcccaaa(AT)9103 6062972 6063074 GAGTTCAACTTGGTGCATTATCC TTTCGAGCACATTAGCATTTG 280

Ai06B2616 Araip.B06 2616 p3 (CCG)5 15 6065847 6065861 AGATCTGTGAGCTGCGTGTG ATTCAACCGGCATTAGCATC 249

Ai06B2618 Araip.B06 2618 p3 (CCT)6 18 6071776 6071793 TTCTATGACGCACAGAACGC GGAGTGAGAAGAAGTTGCGG 153

Ai06B2619 Araip.B06 2619 p2 (TA)6 12 6077110 6077121 GCACGTGATTGGCTTTGTTA GAATGGCCTGCACCAAATAC 260

Ai06B2629 Araip.B06 2629 p3 (CGC)6 18 6103764 6103781 CTTGCCTTAAGCCCAATGAG GCGTCATGAAGCATGATTTG 258

Ai06B2632 Araip.B06 2632 p2 (CT)6 12 6109213 6109224 CATCATGAAGCATCAATGGC TGTGCCTTGCACTCTCACTC 274

Ai06B2634 Araip.B06 2634 c (T)17atgttttctaaatcatagaagttccacaacattagataatgaattataataaatac(T)1083 6140032 6140114 CATTTATGGAACAACCGCCT TTTGGGTTGTTGATGACTTTTG 259

Ai06B2637 Araip.B06 2637 p2 (AT)9 18 6149734 6149751 TCCGGGTTGAGACTCGATAC CCGATAAGTCCGGTTTGCTA 190

Ai06B2639 Araip.B06 2639 c (T)11gtgttttgatttatttttcaatcacattatgattataacaactaactnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnna(T)12103 6161782 6161884 CTCATTGGCTGGTATGTATGC AACACAAATCAATCTAGGTAGTCACC 160

Ai06B2645 Araip.B06 2645 p3 (ATA)6 18 6173275 6173292 TTTTGATCCTTCCAGATGGG AGATCTCTTCCAGCGCACAT 205

Ai06B2650 Araip.B06 2650 p2 (AT)6 12 6190130 6190141 GACGGGAACTCCTCAGATCA GCGTCTTGGGGATTTGTAGA 225

Ai06B2652 Araip.B06 2652 c (CAC)5tatacctccatcatcatcttcttcacataaag(CAA)562 6191385 6191446 TCAAAGACACCACCACCTCA AAAACGGAAAACTCACACCG 214

Ai06B2653 Araip.B06 2653 p2 (GA)12 24 6191777 6191800 AAAACATGTCATCTTGCATTCG CCGAAAATGAATCCACTTGAA 252

Ai06B2656 Araip.B06 2656 c (A)11gtagataataatacaaatgaatgaaaatatatattgtactataattattgatcaatgattataaaag(AT)690 6198838 6198927 AATGCATGAACTAAACGGAGAA CGGGGATTGTTTGAGTTTGA 280

Ai06B2660 Araip.B06 2660 p3 (ATT)5 15 6221362 6221376 GCCGGCAAGCAAATTAAATA AGTTCTTTTGGTGAAAGGCG 261

Ai06B2661 Araip.B06 2661 p3 (TAT)6 18 6222022 6222039 TCAAGCAAGGTAAGGGAAGG AACCACCCATTTGTTGCCTA 190

Ai06B2664 Araip.B06 2664 c (T)10ctctttctcctttttcttctcctttttttttgcgttctttctcctttttcttcacattc(CTT)584 6224422 6224505 TCATCCAACATTTGTATTTCGTG ACGAAGAGGATGAAACACGC 137

Ai06B2666 Araip.B06 2666 p3 (GAT)5 15 6225032 6225046 TTCATCATCTTTCAAGTAATTTTTGC TCTTTGGTGCTGCTTCTTTTT 187

Ai06B2668 Araip.B06 2668 p3 (GAG)5 15 6225815 6225829 GGATGGTCCGATTTGTGTTT GGTTCGATTTGGTTGGAAAA 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2671 Araip.B06 2671 p2 (TA)7 14 6235494 6235507 TGTCTCCGAAGACGATGTTG AGGAGCAGTTGGTGGAAAGA 238

Ai06B2674 Araip.B06 2674 p2 (AT)8 16 6240697 6240712 TGCTAAGGTCGCAAAGGTCT CCCTCTTAATTCTCTAGCATTGTTG 100

Ai06B2677 Araip.B06 2677 p2 (TA)10 20 6248818 6248837 CGAGCTGGCTCAAATAAGAGA GAGCCGAGTTTGAGATTGGA 278

Ai06B2679 Araip.B06 2679 c (T)10gtgactaaatagaaaagaaag(A)1344 6257434 6257477 GGATTTGCGTTGGAGAAGAG CCATGGAGTGAGCTTCAACA 277

Ai06B2682 Araip.B06 2682 p3 (GAA)5 15 6264357 6264371 GTCAATGTCCCTGCCAAGTT AGGTGCTGCACTAGAGCCAT 246

Ai06B2688 Araip.B06 2688 p2 (TA)7 14 6274796 6274809 GTAAGAATTCGCAGCCTTGG CAATTGCCGAATTTTGGTTT 236

Ai06B2690 Araip.B06 2690 p2 (AT)6 12 6280767 6280778 TCAAATTCACACAAACCTTACCA CGTCTCTCTCATCCGCTCAT 275

Ai06B2691 Araip.B06 2691 p3 (AAC)5 15 6283494 6283508 CAACAAGCAAAGCAAACCCT GTTCGTTGGGCTTAACTTGG 195

Ai06B2693 Araip.B06 2693 p5 (TAAAT)5 25 6284844 6284868 AGATTTCACATTACGTCGAAAAA CATTAAATTGTTTCATTTATTTCATGC 258

Ai06B2696 Araip.B06 2696 c (GT)8gagagtgagtgtaaattgggaggaagacaagaaacgattatttaatcttgttttgtttttcattttcctatttg(T)14104 6291869 6291972 AAGAGGAGAGCGATCGAAGA TCTGCACGTTGATGTAGACAC 213

Ai06B2698 Araip.B06 2698 p2 (TC)21 42 6293201 6293242 GGGCAATGGGTGCTATAATG GGCACTACTGTGCCAGGTTT 280

Ai06B2699 Araip.B06 2699 p4 (TTTA)5 20 6293521 6293540 CCCTGCAACACAGGATTTTT AAAATGCCAAATGGTCCAAA 160

Ai06B2700 Araip.B06 2700 c (TA)13gaaaat(A)10caatgaggggcctaaggctacacttatatacagtagctatagtatac(A)11100 6294532 6294631 AACACAGAGGGAGAGAGAGGG TCGAAAATCACCTTCCTCTTTT 261

Ai06B2701 Araip.B06 2701 p3 (TAA)5 15 6296447 6296461 AGTTGGTCGTTTTTGCCATT CACACACTTCCGTACAAAATCC 278

Ai06B2703 Araip.B06 2703 c (T)11gtttttattgaactaaacaaccaatttattgtaaacattgtaaaaatattttattgtctttctaacagaatttttg(T)1097 6297225 6297321 TGTTTTGATTTTCTTGGTTCTTCA CAAAATCCTAACCGTGAATGC 265

Ai06B2705 Araip.B06 2705 p2 (AG)11 22 6301391 6301412 TTCTCTGGCGTTTGAACTTG GCAACAATTCCGGTTTTAGC 116

Ai06B2708 Araip.B06 2708 p2 (GT)7 14 6319850 6319863 TTTACGTGCGTGTGTGTGTG CATGTAAACCGCTACTGGCA 102

Ai06B2709 Araip.B06 2709 p2 (CA)7 14 6322505 6322518 TATAGGCAAAGCAGCACACG TGCATAAACCGCTACAACCA 192

Ai06B2712 Araip.B06 2712 p3 (TCT)5 15 6327448 6327462 TTGTAAAAATGCATATCGGCAC GGCTCCCGAAAGGTGATAAT 266

Ai06B2713 Araip.B06 2713 p2 (TA)10 20 6336899 6336918 TCTATGCTGAAAAGTTGTGGGA GCATCACTTGAAAGAATCACGA 188

Ai06B2717 Araip.B06 2717 p2 (AT)8 16 6349894 6349909 ACCTCACGTTCCTTTGATGG TTTACACCCACCTACACGCA 277

Ai06B2718 Araip.B06 2718 p2 (AG)8 16 6350813 6350828 TTCCGCAGAGTTGTCAAATG CCTAATCAAAACACGCTATCCA 220

Ai06B2719 Araip.B06 2719 p3 (GTG)7 21 6351129 6351149 GTCCTCTGTTTGGCAAGAGC TTCCTCGGAGAAGAAAAGCA 257

Ai06B2721 Araip.B06 2721 p3 (TTA)5 15 6355784 6355798 TGCAGAATGCGATTAGTTTCTT TTTAATTTCTCAAATGAACACCAC 267

Ai06B2725 Araip.B06 2725 p2 (GT)6 12 6369698 6369709 AAAACGTCAGTTTCATAGTCACTCA TTTCAACCATTTTTCGCACA 126

Ai06B2726 Araip.B06 2726 p2 (GA)7 14 6369876 6369889 TTGTGCGAAAAATGGTTGAA TGCACAGTGGTCTCTCATCC 177

Ai06B2728 Araip.B06 2728 p2 (AG)6 12 6370280 6370291 AGGGAGACGATGAGAGACCA ATTTCCAACCATTTTTCGCA 271

Ai06B2729 Araip.B06 2729 p2 (GA)7 14 6370416 6370429 AGGGAGACGATGAGAGACCA CAACCATTTTTCGCAGTGTG 254

Ai06B2732 Araip.B06 2732 p2 (GA)6 12 6371115 6371126 ATGAGAGACCACTGTGCGAA CCATGTTTTGCACCCTCTTT 167

Ai06B2733 Araip.B06 2733 c (GT)6gagagagagggggagacgatgagagaccattgtgcgaaaaatcgttggaaatgaagaatgcagattacatagtgta(TG)6100 6371805 6371904 CACTGTCAATGCCACACCTC TTCCTTTGGTTAAATCGGCA 271

Ai06B2734 Araip.B06 2734 p2 (GT)6 12 6372135 6372146 GCGAAAAATTGTTGGAAATGA TCGCACAGTGGTCTCTCATC 243

Ai06B2735 Araip.B06 2735 p2 (GT)6 12 6372451 6372462 ATGCGAAAAATGGTTGGAAA CCCTCACACACACACACACA 225

Ai06B2736 Araip.B06 2736 c (GT)10gagggagagggagacgatgaaagaccactatgcgaaaaatggttggaaatgaagaatgcagctaacaca(GT)6gagagagagggagacgatgaaagaccactgtgcgaaaagtacttaaaaatgcaaaatgcagcttacaca(GT)16202 6372611 6372812 TCAAGGATATTTGACCAAACACA GCTGGAGTTCATGCATTTGA 277

Ai06B2737 Araip.B06 2737 p2 (TG)6 12 6373039 6373050 CGGTTGGAAATGAAGAATGC TATTTTTCGCACAGTGGTCG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2738 Araip.B06 2738 p2 (GT)6 12 6373351 6373362 CACTGTGCGAAAAATGGTTG CACACTGCGTAAGCTGCATT 207

Ai06B2739 Araip.B06 2739 p2 (GT)6 12 6373509 6373520 CACTGTGCGAAAAATGGTTG TCGCACAATGGTCTCTCATC 249

Ai06B2740 Araip.B06 2740 p2 (GT)6 12 6373744 6373755 TTTATCCCTTCCTTGCTCCTT GTCTTTCTGGGGCAAACATT 210

Ai06B2741 Araip.B06 2741 p2 (GA)10 20 6373913 6373932 CACTGTGCGAAAAATGGTTG CAGTCTCTCATCGTCTCCCC 256

Ai06B2742 Araip.B06 2742 c (GA)9aagagagaa(AG)945 6374166 6374210 CGATGAGAGACCACTATGCG ATCGTCTCCCTCCCTCTCTC 275

Ai06B2743 Araip.B06 2743 p2 (GT)7 14 6374734 6374747 AATGCAGCTTACGCAGTGTG TTTGCATTCTGCATTTCCAA 248

Ai06B2744 Araip.B06 2744 p2 (GA)20 40 6374985 6375024 GGGGTTTTGGGTTCATCTTC GCAACAACCAAATTCAGCAA 280

Ai06B2745 Araip.B06 2745 p2 (GA)7 14 6375249 6375262 GTGTGAGAGAAGGGGAGACG TTTCGCACATTGGTCTCTCA 199

Ai06B2746 Araip.B06 2746 p2 (GT)18 36 6375632 6375667 GAGGATCCAAATCCTTCTTCAA TCAGTTGGTTCGATTGGAAA 256

Ai06B2747 Araip.B06 2747 c (A)11tctcaatccatgcccaaaatcaagcattttctaccattagatctgaatccacaaaagaaagaagcacttatgctgaaccaat(A)11104 6393782 6393885 ATGACAAACACAAGTCCAAAAA TTGCCCAGAATGTATTGCAC 226

Ai06B2748 Araip.B06 2748 p4 (TTTA)5 20 6394746 6394765 CCTGTGGAGTGGAATTCGTT TGTGTTTGGGTCAGTTTGGA 193

Ai06B2750 Araip.B06 2750 p2 (AT)6 12 6396402 6396413 TGCCTGATTTCTCAATTTCCA TTGTTGGGCAAATTCCTCAT 235

Ai06B2752 Araip.B06 2752 p4 (TTTA)6 24 6401007 6401030 TCACCTCTCTTCTCTCGCGT TGACTCTGTATTGAAGGGTTTTGA 223

Ai06B2755 Araip.B06 2755 c (ACT)10(AAT)6aacctg(T)1165 6406041 6406105 GCGTGAGAACGTACTACTGCTG ACAGTCCTACAATGCTAAAAACG 275

Ai06B2764 Araip.B06 2764 p2 (AT)7 14 6412857 6412870 GCAGTTATGAATTGATTAGATATTCG TTCGCATCAAGATGAATTTTT 242

Ai06B2765 Araip.B06 2765 p2 (AG)7 14 6416508 6416521 GCAGAGGGAGCTCGTGTAAC CACCGTTCATTTTCTCCGAT 244

Ai06B2769 Araip.B06 2769 c (T)10ctttctttctacgttaagattatttt(A)1046 6437442 6437487 TCCCCAATTAGAGGTGTCCA ATGTGGTGGCAACACTTTGA 271

Ai06B2772 Araip.B06 2772 p2 (AT)6 12 6462251 6462262 TGGAGAAAGGGAGATGATGTG TTGGGTTGACTTGGTCAAAA 240

Ai06B2773 Araip.B06 2773 p2 (AT)9 18 6462865 6462882 AACCAGCCATATTGCAGCTAA TCTCCAAAACAAACGCTACCT 218

Ai06B2774 Araip.B06 2774 p3 (TCA)6 18 6463254 6463271 TTTCACTCCCTCTTTCAACACA TGGCGACAATGAGGACATAA 253

Ai06B2778 Araip.B06 2778 p2 (TA)9 18 6470376 6470393 TTCCTCAGAGCCTGCAAAAT CAAAATGGATAGAGGCCCAA 262

Ai06B2780 Araip.B06 2780 p2 (AG)13 26 6478680 6478705 AGCGACGGCAACTAAGTGAT GCCATCTTTCTCCTGTCGAG 128

Ai06B2781 Araip.B06 2781 c (TCA)7ccac(CAT)952 6480033 6480084 TTGAAAATTTGGGAAACATGC TTTTGTCCCGTATGCATTGA 173

Ai06B2784 Araip.B06 2784 p2 (TA)7 14 6498372 6498385 AGGTATCCACACGGGAACAA CCTGTTCCAAAATAACCATGC 279

Ai06B2785 Araip.B06 2785 c (ATT)5aattgcccaataatattgtactatattttttgtatttttggacaaaaataatgataaatttattcattaaattct(TA)30agaatttaatc(AAT)13200 6503292 6503491 AGTCTTCCGTCCAAAAATAAAA TCCCCAAAAATAACAGTCTTCTG 274

Ai06B2788 Araip.B06 2788 p2 (TG)7 14 6513858 6513871 GCAGAGAGGTTGGATGGAGT TGGGATGGGAGACAAAATTC 262

Ai06B2789 Araip.B06 2789 p2 (TA)19 38 6514479 6514516 CGAAGTCGCGTATGTTAGCTT CGGGTACCAGTTTAGGGGTT 280

Ai06B2790 Araip.B06 2790 p2 (CT)8 16 6519581 6519596 AACGGAGCTGACCACAGAGT TTTTAAATTGGGTGGCAAGG 220

Ai06B2793 Araip.B06 2793 c (CT)6acccaagagtgtaactaaaaaaatgc(A)1048 6530738 6530785 TGCAATGGATCTCACCAATG AGACCAAGGGTTGAAGGGTT 179

Ai06B2794 Araip.B06 2794 p2 (TA)10 20 6539493 6539512 CAGGGATTTCTTGATGAGGG GAGGGCGAGCAACATTCTAA 250

Ai06B2796 Araip.B06 2796 c (A)10ttggtgcaaggacccaattaaatggaaaaaaaaagcataggaacctaattaaaaattttgcgaaactatagggaccaacagagtaattaaaccttga(T)10117 6559762 6559878 TTTTATTTGGGTCCCTGCAC GACAAAAGTCCTTGTCGGCT 241

Ai06B2799 Araip.B06 2799 c (T)10ctt(TTTTA)7 48 6567683 6567730 TTCACCATTTACTTTGGGGC CATGGGTACAAATGTCAGCG 263

Ai06B2805 Araip.B06 2805 p2 (CA)6 12 6581579 6581590 AGTTTTCCAGCAGCAAGCAT TGCTGCTAAATCTTCCTCATTG 207

Ai06B2808 Araip.B06 2808 p2 (TA)11 22 6587665 6587686 CAAATGCGATTCTCTCTCTCTTT TCAACGTAGAAAATGGGTTGC 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B2809 Araip.B06 2809 p2 (TA)6 12 6587997 6588008 AAAGCATGATCTGAGGCAAGA TCTCGTGCTGATAACGTGTTG 211

Ai06B2811 Araip.B06 2811 p2 (AT)6 12 6597531 6597542 AGCAATCCGTTGAAAATTGC GCATAACACCATTAACCCGC 270

Ai06B2817 Araip.B06 2817 c* (TTC)5(TCTTCC)5*40 6643530 6643569 TTTCAAACCCAATTGCTTACG TTGATTCTTACCGTTGATATTCTGA 238

Ai06B2818 Araip.B06 2818 p3 (CTT)6 18 6643721 6643738 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 200

Ai06B2819 Araip.B06 2819 c (CTT)10(TCT)6 48 6644331 6644378 CAAAAGGAGATCGAAGGCAA ACACGCGCGTTACAGAATAA 280

Ai06B2822 Araip.B06 2822 p2 (AG)8 16 6648648 6648663 ATCGTACTGGGATCGTCGTC CGAGATCCAGCGACTAGGAC 221

Ai06B2824 Araip.B06 2824 p2 (AT)7 14 6656092 6656105 CCTAACGTGCTAGTTTCATTATATCTC GTTTGATTGATTTTTGAATTCTTTAAC 276

Ai06B2827 Araip.B06 2827 p2 (AT)10 20 6661126 6661145 GAAAGTCAATTTCATCCCTCAA CATACATAAATTTTGATTTTGAGCA 262

Ai06B2828 Araip.B06 2828 p3 (ATT)5 15 6661389 6661403 ACCCATCATTCCCACTTTTG GGAATGTATCACGTTTTTAATTCTGA 277

Ai06B2830 Araip.B06 2830 p3 (TCA)5 15 6669982 6669996 ATGTGGTCTGCCATGAGACA GTTGGCTTAGATGCTCTGGG 186

Ai06B2831 Araip.B06 2831 p2 (TC)8 16 6681235 6681250 ACACTGTGCAAGCTGCATTC GATGAGAGACCACTGTGCGA 135

Ai06B2832 Araip.B06 2832 c (CT)7(CA)6 26 6681404 6681429 TCGCACAGTGGTCTCTCATC CTGTGCGAAAAATGGTCAGA 182

Ai06B2833 Araip.B06 2833 p2 (TC)6 12 6681885 6681896 TTTCAACCATTTTTCGCACA GAGAGAGAGGGTGCGAGATG 135

Ai06B2834 Araip.B06 2834 c (CT)8cacacacactgtgtaagttgcattcttcatttccaaccattttttgcacagtggtttctcatcatctcct(TC)7acacactgtgtaacctgaattcttcatttccaactatttttcgcacagtggtctctcatcgtctccctctatct(CA)8190 6682514 6682703 TCGCATAATGGTCCCTCATC CCACTGTGCGAAAAATGCT 262

Ai06B2836 Araip.B06 2836 p2 (CA)7 14 6683427 6683440 TCGCACAGTGGTCTCTCATC CTGTGCGAAAAATCGTTGAA 176

Ai06B2837 Araip.B06 2837 p2 (CT)7 14 6684675 6684688 AGCGATCTCTCATCGTCTCC TGAGAGACCATTGTGCGAAA 267

Ai06B2838 Araip.B06 2838 c (CA)7ctgtgtaagttgcatttttcatttccaaccatttttcgtacagtggtctcttatcgtctccctttctctct(CA)697 6685057 6685153 TTAAGGCACACCCAAGTTCA TTGCAAACCGTTCTTCACAA 223

Ai06B2839 Araip.B06 2839 c (CT)7(CA)6 26 6685530 6685555 TTCTCAAACATCACTTTGGGG TCTAAGTGTGGAAAAATTTGGAA 232

Ai06B2840 Araip.B06 2840 p2 (CA)9 18 6685858 6685875 TCGCCTCCCTCTCTTTTACA GAACGTCAGTTTCATAGTCACTCA 254

Ai06B2848 Araip.B06 2848 p2 (TA)6 12 6698959 6698970 CTGATTCCTCATTGGCGTTT GGAATACTCCTGGCGTTCAA 166

Ai06B2849 Araip.B06 2849 p2 (AT)17 34 6700473 6700506 AATGGGACAAGTCATGGCAG ACAGCCTTTGTGTTGCTGTG 243

Ai06B2855 Araip.B06 2855 p2 (TA)7 14 6720887 6720900 GTGGAGGACCATTTATCCCC TTTCTTCTCTTGCTCGAGGG 260

Ai06B2861 Araip.B06 2861 p2 (AT)7 14 6727752 6727765 CCCCGGCTAGTTGAACTTTT GATGGGTGCCTGAACAAGAT 188

Ai06B2863 Araip.B06 2863 p2 (CT)6 12 6728326 6728337 TCGGACGGTTCGATTTTAAC CCAACCACTTTTCCTTTTCC 207

Ai06B2865 Araip.B06 2865 p2 (TA)6 12 6729458 6729469 TCACATTCAACTTACATCCAAGC GTACTCAGTGGGGGCAAGAA 116

Ai06B2866 Araip.B06 2866 p2 (TA)7 14 6733945 6733958 TTAATAACCCCGTTGTTGGG CCTTGGTCATTTATGAAGTTTGG 175

Ai06B2867 Araip.B06 2867 c (TG)8aa(AG)9ac(AG)956 6737169 6737224 TTGAAGGGTGAGGTAGGTGG ACGCCAGAAATGGCTAAAAA 244

Ai06B2868 Araip.B06 2868 p2 (TA)9 18 6738106 6738123 TAGGTGGAGATTTTGGTCGG TTCCAAACACTTTGCGTTCA 250

Ai06B2871 Araip.B06 2871 c (TA)6aagatagaaaagagtataaaaagtaaagagagagagaattgcataa(AT)772 6745901 6745972 GAGGTCGGCGTTGACTCTTA CACGCAGATCACAAAGAAGC 279

Ai06B2874 Araip.B06 2874 p2 (TA)7 14 6757398 6757411 TTGTTGGGCAAATTCCTCAT TTTTTATCTCATCCCTGGTCA 173

Ai06B2875 Araip.B06 2875 p2 (AT)9 18 6758152 6758169 GGGCATTTTGTTCCCTTTTT GTGTGGGAAAATTGGGTTTG 240

Ai06B2878 Araip.B06 2878 p3 (TAA)6 18 6763473 6763490 GGACGAGTCTGAAGAGGCAC AGCAATTTCGAGTTCTTGCG 259

Ai06B2881 Araip.B06 2881 p3 (ATT)6 18 6767199 6767216 CCAAATCTCCATGTCCTTGC TTGTGAATTTGTCAAAGGAAAAGA 249

Ai06B2882 Araip.B06 2882 p3 (TTA)5 15 6769126 6769140 CCTGCCTGCTGGAAGATAAA GACCTTTGGCGAACCCTATT 206
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Ai06B2883 Araip.B06 2883 c (A)12gcgaactcaatcaaaaccaaagtcatctaaggccacaccgat(A)1165 6774535 6774599 ACCTAGGATTGGGGGTTGTC TTTCCCAATTGATTGACACTTTT 243

Ai06B2888 Araip.B06 2888 p2 (AG)7 14 6787286 6787299 CATCATGAGCTCAACAGCCA TCATTCTTCCTCCGACCAAC 202

Ai06B2893 Araip.B06 2893 p2 (TA)6 12 6815479 6815490 TGGGAATGCTAGTAATATTGATGA TTGCATAATTATATGTTGACCGC 208

Ai06B2894 Araip.B06 2894 p3 (TGA)5 15 6817429 6817443 CTCTTCGCCCCTTTCTTCTT GGATCAGAGAGATGGTGGGA 150

Ai06B2895 Araip.B06 2895 p2 (TA)6 12 6817992 6818003 TGGGAATGCTAGTAATATTGATGA TTGCATAATTATATGTTGACCGC 208

Ai06B2896 Araip.B06 2896 p2 (TA)6 12 6818859 6818870 TGGGAATGCTAGTAATATTGATGA TTGCATAATTATATGTTGACCGC 208

Ai06B2897 Araip.B06 2897 p3 (TTA)38 114 6823161 6823274 GGAAAAGGGGAGATGATGTG GCTTGGTGTTCTTTCTTTTGTTC 263

Ai06B2898 Araip.B06 2898 c (A)10gatattttttctatgaaaaaagatcttctttttattttctaacgtatttggcaaatttctaatgataaaagtaaaagcattag(A)10catcttttttgagaagttgtaatttacatttttttt(A)11150 6823691 6823840 GCATGTTTGAGCGCCATTAT TCTTTTTATTTATCAATTATGTTTGGG 263

Ai06B2901 Araip.B06 2901 p3 (ATG)5 15 6835613 6835627 TTTGGTTTGGTGGATTTGTG TCACATTCACATTGCTCGGT 194

Ai06B2902 Araip.B06 2902 p2 (AT)6 12 6838230 6838241 TTGTGCTGACATTCTCTGGC GAAGCTTTGTTTGAGCTGGG 262

Ai06B2915 Araip.B06 2915 p3 (GTT)5 15 6875724 6875738 AAAAATTAGGGCCGTCGAGT CAACCAATTCCATGAACATCA 251

Ai06B2920 Araip.B06 2920 p2 (TG)6 12 6888836 6888847 CGTAATTCATTTTGAGCATTTTATTC GAAAAGGTTTTCTCTAAATGGTCA 262

Ai06B2923 Araip.B06 2923 p2 (GA)8 16 6896218 6896233 TTTCCGTTTAGTCGGGAATG CTCGATTCCAAACCCTTGAA 192

Ai06B2926 Araip.B06 2926 p2 (AG)6 12 6938103 6938114 ATAGGTGAGGGGTTTTTGGG ACGTTAAACGCCAGAAATGG 214

Ai06B2927 Araip.B06 2927 p5 (ACCCT)5 25 6939822 6939846 AGTACTGCCTGGTGCAGCTT AAAAATTTGATATATCTGCGGG 226

Ai06B2931 Araip.B06 2931 p3 (TGA)5 15 6984359 6984373 CCAAGACTCACTTGTGACCG TCCCTCCAATTTGCTCTCAC 275

Ai06B2933 Araip.B06 2933 c (A)12gatcttttttgagaaggtgtaatttacattttttttaaaatatcttttttcctt(A)1076 6986631 6986706 GGCGCCATTATTTTGTTGAA GGTCTTTTTATCAATTATGTTTCGG 245

Ai06B2934 Araip.B06 2934 c (A)11catcttttttgagaagttgtaatttacattttttt(A)1056 6987016 6987071 ACTCACCCTCGAGCAAAAGA CCCCAAAAACTCTTCACCAA 180

Ai06B2935 Araip.B06 2935 p3 (TAA)5 15 6990321 6990335 CCACAGCACATCAACTCAGAA TTTTCATGCACTCGGATTCA 280

Ai06B2936 Araip.B06 2936 p3 (TGA)5 15 6991221 6991235 TAACGGCTGCAATATCCCTT TGATATTGCGCTTTGAGGGT 212

Ai06B2938 Araip.B06 2938 p2 (AT)9 18 6997059 6997076 TCGATCCAAAACCAAATTCC GAATGCACTGCGTCCTAACA 179

Ai06B2941 Araip.B06 2941 c (CAC)5ctcagaattgcttctttttttctttctttcaagttcaacaacatcaaattctaacaacaacaataacaataaaaaagcattcggattcttttg(A)12gaaaaaaatccatcaattagg(GA)6153 7000425 7000577 TCGCCACTATACTGTCTTTTTCTC GTGATGGAGCAGATTGGTGA 227

Ai06B2952 Araip.B06 2952 c (T)11atatacattgactaaatttattacgtaaaaattgaaaaatattagtaattttaa(T)1176 7039122 7039197 TTTTGTTATTAGGAGATTTCGTTGTC ACAAAATTGCAAAAACTTCCA 278

Ai06B2956 Araip.B06 2956 p2 (TA)9 18 7042907 7042924 TTTTTCTGTTATGGTGTCAAGTCT TAAACCCATCACAAAACGCA 175

Ai06B2957 Araip.B06 2957 c (T)13cccatggacggctggaaagtggaaaccccaatcactacaatgaannnnnnactgatagctagtagctacttagctctaaaatttgtcatatccaaa(AAT)5124 7043218 7043341 CTTGCTGTATGATGCAGTTTGA CACATCATGAAACATTGCTTTTT 276

Ai06B2959 Araip.B06 2959 c (GAA)6c(ATG)7 40 7048273 7048312 ACCAGGTGGTGACGAAGAAC CTCTCATTTCCGCTCCAAAA 274

Ai06B2963 Araip.B06 2963 c (TC)9ggttaccgatgaaggatgcagtgcattcgagtacacgcacgcgggtggagcagttgtaacagaacacgtataaagt(GA)9tggggtttagctagcagtagtagctagga(AG)12165 7061385 7061549 CGTTTCTTCACCACGACAAG TTTTTCAGTTGCAGTCGTCG 250

Ai06B2965 Araip.B06 2965 p2 (GA)7 14 7062435 7062448 TGGTCCGATTTGTGTTTTTG ATTCAAATTGGATGGTCCGA 198

Ai06B2968 Araip.B06 2968 c (T)10gttttgtttttaaattttctgttggtttattattatttttactctatttattgtattgatctctcttatt(A)1292 7067614 7067705 CTAGAGGATTCTCCGGCCTT CGAACCTACCCTCTCCCATT 256

Ai06B2973 Araip.B06 2973 p2 (AT)6 12 7079808 7079819 TCCGATCCACTTCCACTTCT ATGCTGAGTCACACCAACCA 274

Ai06B2976 Araip.B06 2976 p2 (TA)8 16 7087237 7087252 TTCAGAAGATCATCACCCCC ATGGCAAGTGCCACTCATTT 185

Ai06B2987 Araip.B06 2987 p3 (TCT)6 18 7114808 7114825 TGAGTTGATCCTTCTGTGCCT ATCGGTTCGAGAAGTTGCTG 249

Ai06B2995 Araip.B06 2995 p3 (TTA)6 18 7130894 7130911 GGAAAACTCCAGCTTAGGCA GTTGGTTCAACTGACTGCGT 280

Ai06B2998 Araip.B06 2998 p2 (AT)6 12 7134607 7134618 AGCACACCAAATTGTTGCAT TGTAGTCCTTCTGTATTCCGGT 203
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Ai06B3002 Araip.B06 3002 p3 (TAT)5 15 7141264 7141278 GCTGCACAATTTCCTAAATGC AAGGGCCGATTTGCTAAGAT 203

Ai06B3008 Araip.B06 3008 c (AAG)9ag(GAA)7 50 7153158 7153207 GACGGCAAGAGAAGATCTGG ACTTTGGGAAATTGCAGCAC 176

Ai06B3009 Araip.B06 3009 p3 (TTA)6 18 7154743 7154760 GGTGACGTCGGTATTCCACT AACTCCCATGTCGTCGAGTC 215

Ai06B3014 Araip.B06 3014 p2 (AG)17 34 7162921 7162954 GCGAAACAAGCGAAAAAGAT TTTCGCACGTGTGTGTGTTA 256

Ai06B3017 Araip.B06 3017 p3 (AAG)5 15 7167763 7167777 AATTACCGGAAGGCCTTTTT AAATGAGAGGACGGCTCAAC 255

Ai06B3019 Araip.B06 3019 c (T)10aggataatgcacatataaaaaaatattttttataataaaattgtacaaa(T)11gtcttttgtttttttactgtaatagtgagaatgagatttcac(T)10122 7168991 7169112 TCATCCAAGTTGAAGGAGGAA TCAAGTAACAACTAACAAGTGAAATCG 212

Ai06B3023 Araip.B06 3023 c (T)11cgtaatttttttcgttatcaacactatctttttctcctccttctctttctacttttttttattgaa(T)1087 7194528 7194614 CATGGTATGGTCGTCCCTTT CGTATGCGTGGACTCGATTA 245

Ai06B3024 Araip.B06 3024 c (T)10atcattatcaccattttcttc(T)1041 7194925 7194965 TCTTCCTCTTCATCCTTCTCATC TCATCATCTTCCAAGTAATTCTGC 215

Ai06B3025 Araip.B06 3025 c (T)10atcatcatcaccatctttttc(T)10gtaattcatc(T)1061 7195302 7195362 TCCAGCAAATTTGGGTGTAAC TGCAGCATTATGTGTTTATTCTTC 266

Ai06B3027 Araip.B06 3027 c (ATC)5aaaattaaacaaattaagctcctattatatatacaccaaaagtggtgttatcaaaggagctttttgctttttacttc(T)16108 7199962 7200069 ATGCTCATGGATGCTAAGGC AAAAGGGTGCCCCAGATAAT 185

Ai06B3029 Araip.B06 3029 p3 (ATT)7 21 7201172 7201192 CCCTTTTCAAATTTATTTTTCCT CTGGGTTGGAACCGTATGTC 279

Ai06B3030 Araip.B06 3030 c (TA)10attattgaaggcatatgcgtgttaatatgtcttcccaacttgctcaaaaccgaatagggatcat(TCA)599 7203578 7203676 CATTTCATTCGTCCATGCTG GCAATAAGAGCAATGGCACA 257

Ai06B3031 Araip.B06 3031 p2 (TA)7 14 7203865 7203878 TGTGCCATTGCTCTTATTGC CTCCCAAACCATTAGACCGA 240

Ai06B3032 Araip.B06 3032 c (AGT)5attaattag(TC)840 7204522 7204561 CCGTTGTCGGAGATTGATTT GAGAGGGAATAGGGGGTGAG 145

Ai06B3033 Araip.B06 3033 p3 (TAA)12 36 7204912 7204947 GCCTCATATGCAGAAACAGGA ATCTGCAAGACCACACCACA 272

Ai06B3043 Araip.B06 3043 p3 (TCT)6 18 7231160 7231177 CAAACTGGCTTCGCTTTCTC AGGGCTCAAATCATGAAAGAA 111

Ai06B3045 Araip.B06 3045 p3 (AAC)5 15 7233307 7233321 GCAATGAAGATCAAGTAAGGGA CGTGGCTGTAGGTGGAAAAT 258

Ai06B3054 Araip.B06 3054 p2 (CT)7 14 7280840 7280853 ACAGTGGATCCCAGTAACGG CAAAGAAGGAGGCGAGTTGT 264

Ai06B3056 Araip.B06 3056 p2 (TC)6 12 7287505 7287516 CCCCTTCTCCCTTACCGTAG TACACTCACCTCACCCCACA 146

Ai06B3067 Araip.B06 3067 c (A)12tacaaaacagaccatgtgatttgta(T)1047 7322338 7322384 GGTGCCTCCGATTTGTTTTA ACGGTCCGATTTGTTTGAAG 223

Ai06B3074 Araip.B06 3074 p3 (ATT)10 30 7348999 7349028 TGTTCAATTCTGAAATAGAGGGG CCTACACGGTCTTGTCCTTTG 271

Ai06B3087 Araip.B06 3087 p2 (TA)9 18 7365002 7365019 TTTTACAAGCTGATGGCACG GTGATTCCTTTGCACCCATT 244

Ai06B3093 Araip.B06 3093 p3 (ATT)6 18 7377655 7377672 TTCTGCCAAAATTCACCCTC TTCAAGCATAAGACATGCCAA 278

Ai06B3095 Araip.B06 3095 p2 (GA)10 20 7382632 7382651 GAAAATTCAAATCCATTCCTTTGT AGTATGGGCGATTCCTTCCT 177

Ai06B3096 Araip.B06 3096 c (T)10cggttaacactttga(T)11gtgtttaattatttttatcgctttattttattgtgttgagctcgtttgttt(A)1097 7387121 7387217 CAAGAGGTTAGTGGCGCTTC CCAAGACGGGTTTTCACACT 252

Ai06B3097 Araip.B06 3097 p4 (TAAT)6 24 7391477 7391500 TCAATTTGGCTTGCTTGAAA TCTTCAGCTTCTGCATCACC 259

Ai06B3099 Araip.B06 3099 p3 (ACA)7 21 7407333 7407353 TGTTGCTGAAATGGCACAAT TACAGTAACAAGCCGACCCC 257

Ai06B3112 Araip.B06 3112 p2 (AT)8 16 7446661 7446676 AAAAAGAAAGAAACCCTAAATTGTTG GCCTTACGTACAACACACAAGC 258

Ai06B3113 Araip.B06 3113 p2 (GA)14 28 7448477 7448504 ATCTTGCACTATCCGCAAGG TGATGAAAATTCCACCACTCA 240

Ai06B3114 Araip.B06 3114 p2 (TA)6 12 7450107 7450118 AGAGCTTCGTGATGATAACGTG CCTTACGTACAACACACAAGCAA 256

Ai06B3118 Araip.B06 3118 p2 (AG)14 28 7468194 7468221 ATGTCCGACCTGACTTGGAG TGATAAGATTTTTATAGAGGCGAGTG 189

Ai06B3124 Araip.B06 3124 p3 (ATT)6 18 7473344 7473361 TGCTGTTGAAGCCATTGAAG TGGTCAAATGTTCATGGGAA 235

Ai06B3127 Araip.B06 3127 c* (AG)8aaagagagagagaac(GAAA)5(AG)7*64 7485804 7485867 TGGAAGGACGTGGTTTAAGG CTTGTTTTCTTGGTCCTCTCA 199

Ai06B3130 Araip.B06 3130 c (T)11cagaaacttaacttatcaactttaatgaattattaccaag(T)1061 7488762 7488822 AGCTTCTTGAGTCGAAACCAA TGGATGTCCCATATCCCAAT 278
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Ai06B3134 Araip.B06 3134 c* (GA)16(GAGAG)6*58 7503996 7504053 CAAATTCTCTTTCCCACCCA TTTCCATCTCCCATGACTCAG 277

Ai06B3135 Araip.B06 3135 p2 (TA)6 12 7506534 7506545 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAATGAGGA 185

Ai06B3136 Araip.B06 3136 p2 (AG)6 12 7510894 7510905 GGTGAGGTAGGTGGGGTTTT CGTTAAATGCCAGAATTGGG 276

Ai06B3139 Araip.B06 3139 p2 (AT)6 12 7532139 7532150 GGGGATTGTTCGAGTATGGA ATGAATGCATGGAATTTTCG 271

Ai06B3141 Araip.B06 3141 p3 (TTA)6 18 7533171 7533188 CAGATCAAAGCATTTCCGGT CTGGCTCATCTACGTCGTCA 119

Ai06B3143 Araip.B06 3143 p2 (TG)8 16 7536174 7536189 CTTGATCCGTATTCATCCGC CATACGGTCATTTCCCACCT 260

Ai06B3150 Araip.B06 3150 p3 (ATA)8 24 7561241 7561264 TGGAGAAAGTTGAATTTGGAA TACTTTGGGGCATTTTGTCC 224

Ai06B3153 Araip.B06 3153 c (T)10agatttaaccttaaacttttccatcaagtaaagtataatcccac(A)1064 7585854 7585917 GCAAAAGGACAACAAAGAGACA GTTTGGTTGGATATGTTGATATTTT 233

Ai06B3155 Araip.B06 3155 p2 (AT)6 12 7586989 7587000 ACCGGTGAAGGACAATCTTT CGCCACTCACTCGATAGGAC 259

Ai06B3156 Araip.B06 3156 p3 (AAT)22 66 7587263 7587328 TAGTCTGCCTTACCTTCGCA GCATAGTCAATCCGTCCCTC 215

Ai06B3160 Araip.B06 3160 p3 (AAG)5 15 7603071 7603085 ACACAAAAGCATGGGGAGTT GAAGCCAAGATCTCTTCACCA 276

Ai06B3165 Araip.B06 3165 p2 (TA)8 16 7614554 7614569 GAAGCAGCTAAGCCACCATC TCTTTTTGCAGCCATCACAG 222

Ai06B3166 Araip.B06 3166 p3 (AAC)8 24 7614792 7614815 TCCAGTATCTCCATTAAAAATTCG TGCTATCATTTGATACCTGCAAA 205

Ai06B3172 Araip.B06 3172 p3 (CTC)6 18 7622556 7622573 GATCTGGGCAAACTTGGAAA AACAGCAAGTGCTGAAATAAAGC 265

Ai06B3174 Araip.B06 3174 c (T)10gtaaaatttaatgtaaaatataattttaaaggagtagtgagtatattttaaaaatttacaattttatacttttgatcaaaataa(T)10104 7642654 7642757 GGCATTTGGCACAAAATATCA TGAGGTTGATTTCATTATTGGG 255

Ai06B3178 Araip.B06 3178 p2 (AG)7 14 7658401 7658414 GGTAAATCCGTGGTTCGGTA CTGCTGCGTTCATCATCATC 218

Ai06B3180 Araip.B06 3180 c* (AG)8(G)11* 26 7660654 7660679 TAATGCGCAAACAAAGCAAG TCTTGGCCGTATCTTCATCC 264

Ai06B3183 Araip.B06 3183 c (TCT)6tcctccattaccatggcttcccaagaactcaaacaccgggtcacacacgatgcagacaccaaagcaggaggagg(AAC)7113 7663823 7663935 AAATTGGACTTTAAATTTTATGGACT CGAGAGTTCATGCGAGCTAC 274

Ai06B3184 Araip.B06 3184 c (A)10tgtacgtcattttctgttagtgccatcaac(A)1050 7667403 7667452 CTCGCAGGATCTCAAACTCC ATCCTGGCCTCTTCGATCTT 231

Ai06B3192 Araip.B06 3192 p3 (CGC)6 18 7682854 7682871 AACGAACTAATTCTGTCTGGCA AAAAATTACGGTAAAGACTATCAAAGA 277

Ai06B3193 Araip.B06 3193 p2 (TC)15 30 7683671 7683700 TGCGATAATTTGAAATGAGTGA CGATTGGCCTTAGCACTTTT 280

Ai06B3194 Araip.B06 3194 p3 (TTG)7 21 7684150 7684170 CGAACCCTACCCCTCTCTTC GCAATGCTTTTACCACACCA 200

Ai06B3198 Araip.B06 3198 c (G)19agggg(GA)9 42 7697447 7697488 TCGACGACCCACTTCCTTAC GTTCGGTTCCCTCTCCTGAT 164

Ai06B3201 Araip.B06 3201 p4 (TTTA)5 20 7703770 7703789 TTCTGGTGATTGTTGCTGTTG ATGCGACGTCATTTTGAACA 277

Ai06B3207 Araip.B06 3207 p2 (AT)9 18 7728446 7728463 TGAGTTGATGTACTGACAGTGGAA CATGTCAGCGTCTCCAAGAA 254

Ai06B3214 Araip.B06 3214 p3 (TCT)6 18 7744473 7744490 GAAGCTTCTTCTCCTGGCCT GCGCTTTCACCTTCACTTTC 166

Ai06B3215 Araip.B06 3215 p2 (TC)14 28 7744696 7744723 AAAGCGCAACAAAAGCATCT CATCTGTGGCATCTGTGGAA 269

Ai06B3218 Araip.B06 3218 c (T)11catttttggcttacctctttcagagaaaccagacttcccatga(T)1165 7746621 7746685 ACAGAGGCGTTCATACCCAC AGAAGCTCGTTTGCCAAAAA 184

Ai06B3224 Araip.B06 3224 p2 (AT)6 12 7767602 7767613 CGGTTCTAAGAAAACGGCAC CCAAGCTACGAACCGAGAAG 245

Ai06B3226 Araip.B06 3226 p4 (TTAT)5 20 7795651 7795670 CCATCACCATTACCTCACCC ACTGGTTTCCGATCGGTTC 274

Ai06B3228 Araip.B06 3228 p3 (TTA)5 15 7798774 7798788 TCTTAAATTTCAAATGACGATTTTT TTGCCTGGTAACACGACAAG 261

Ai06B3230 Araip.B06 3230 p3 (ATT)5 15 7809238 7809252 TGGTCATAAACCCGATAAAACC TGGGATAAGGCTTTGTTGTTG 276

Ai06B3231 Araip.B06 3231 p2 (TC)6 12 7813515 7813526 CAAAGGAGAGCTCGCATATTTT AACTGCCTGTGACATGGAATAA 226

Ai06B3232 Araip.B06 3232 c (T)11attttaacattaacctagaatcatgcatagcattcatgttaatcactgcatcctgcatttttcagtt(A)1088 7819492 7819579 CCATGGTATGGTCGCTTCTT GTTGGATCCTTACGCCGATA 261
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Ai06B3235 Araip.B06 3235 p2 (AT)8 16 7826733 7826748 CCTCTACAACATCCACCCATC GGCTTCCAAACACAGTCTGA 280

Ai06B3239 Araip.B06 3239 p3 (ATA)5 15 7835301 7835315 AACCGATGAAGACACTTGCC TGCAGCAACTTGATCTGCTT 105

Ai06B3244 Araip.B06 3244 p2 (AT)6 12 7839556 7839567 TTGCACAACACAAATTGAAAG ACACTCTTCAACTCCCGTGC 186

Ai06B3245 Araip.B06 3245 p3 (CTT)5 15 7842207 7842221 CGCTTCCGCATTCAAGTATT GAAGTATCAGGGGTGGCAAA 171

Ai06B3246 Araip.B06 3246 c (A)12cagttacataataagaacaacaacaacaataataatt(ATA)667 7843480 7843546 GCAAAGTTATGGTGTCTTCTCCA AGAAGTTGCACCCACTCCTG 222

Ai06B3247 Araip.B06 3247 p2 (GA)6 12 7845458 7845469 GTTGCACATCTGCTTTGAGC TCCAAGATGTAGATGTGACGG 279

Ai06B3250 Araip.B06 3250 p2 (AG)7 14 7855409 7855422 TTATCCAAAAGCCAGCAACC TGAAGCATTTGATTAGTTCCAAA 269

Ai06B3251 Araip.B06 3251 p2 (GA)10 20 7855723 7855742 ACAAAGAGAGGGGATGGGAA CTCTCTCTCCTCTCTCCCCC 120

Ai06B3254 Araip.B06 3254 p3 (ATT)8 24 7883527 7883550 AGTGCTTTTTGCAGGTGCTC AAGGTGAAAATCTCATATATTAAGCG 196

Ai06B3255 Araip.B06 3255 p2 (AT)6 12 7887834 7887845 ACCATGGCAAAGGAAGACAA CAGATCCATCATCACCTTGG 273

Ai06B3256 Araip.B06 3256 c (T)10aatttagcatattgaaaattatgcttattgg(A)1051 7889570 7889620 GTGCTAGGTGGGAGACAACC GGATCAATTTGTGCCAAAGG 279

Ai06B3259 Araip.B06 3259 c (T)10aatttagcatattgaaaattatgcttattgg(A)1051 7894965 7895015 AGGTGTAAAATGGTGGTACGC CCAGCCTGGCAACCTTTAAT 244

Ai06B3262 Araip.B06 3262 c (T)12caattgggtccctatacatta(T)1043 7896535 7896577 GCAGGTCCCTATAGTTTCATCG TTTCAATTAGGTCCTTAGGGG 174

Ai06B3265 Araip.B06 3265 p3 (CTG)5 15 7901535 7901549 CAAAACCTTGGAAGCCATGT GGCATGCTGAACTGACAAGA 125

Ai06B3266 Araip.B06 3266 p3 (CAT)6 18 7903035 7903052 CTTCAAAAGCCTCACTTGGC TGGTGATTGACAGATTGGTGA 252

Ai06B3267 Araip.B06 3267 p3 (TCT)5 15 7903606 7903620 ATCTTGGTCGCTTTCAATGG AGGAAGAGCATTGCTTCCAA 234

Ai06B3270 Araip.B06 3270 p3 (TTC)5 15 7916786 7916800 TGTGATGACCATGCTCCAAT TGAAGTGCCAACACCTGAGA 198

Ai06B3273 Araip.B06 3273 c* (A)10(AT)8* 25 7919157 7919181 GATGACGAGGTGGAAGGAAA ATTGGAGCATGGTCATCACA 165

Ai06B3274 Araip.B06 3274 p3 (TTC)5 15 7919333 7919347 TGTGATGACCATGCTCCAAT TGAAGTGCCAACACCTGAGA 198

Ai06B3280 Araip.B06 3280 c (A)12gagtttaaattggagacagaaattagaattaccaaatttaagaa(AT)974 7936912 7936985 CGACTCACGGAGTTTAAGCC TGTTTTTCAGATGCAGGTCG 247

Ai06B3281 Araip.B06 3281 p3 (CTA)6 18 7939208 7939225 CTCCTCCTGGTGTATCCCAA AACTCATCCATGCCCTTCAC 280

Ai06B3282 Araip.B06 3282 p2 (GA)7 14 7939755 7939768 GTTTTGTCGGAAAGGAGTCG AACCACCTTTCTCTCCACCA 228

Ai06B3283 Araip.B06 3283 c (ATA)5ctgtttaattgttgttgctaattttt(TTA)659 7940909 7940967 CTTGGGGCAAAAACTGTGAT TCTCTTCGTAAGCTTCTTTGTCA 256

Ai06B3284 Araip.B06 3284 c (TTG)7ttactactactactattatttttattag(TTA)5ttgtaattattt(TTA)591 7941755 7941845 GGCGATGTTGGTATTCCACT AAGTCCCATGTCGTCGAGTC 253

Ai06B3285 Araip.B06 3285 p2 (CA)12 24 7948845 7948868 AGTCAGCCTAAACTTTGCGG GGCACGACAAGAACAGAACA 155

Ai06B3286 Araip.B06 3286 p2 (TA)13 26 7949155 7949180 CAGAACAAGACTCGCAGCAG TGGATTTGAATTTTGAATTCGT 272

Ai06B3295 Araip.B06 3295 c (A)10tacttgttataattataagtccatatactgtactcctaatgcatgcttagtatgctatttaggcgaaatttttacacaaaaaagaagggggaaatg(GTA)5121 7977792 7977912 TGAAATCCCAAGCAATAGTGG AGCCAAATGACATGAATCACA 205

Ai06B3297 Araip.B06 3297 p2 (TA)6 12 7978496 7978507 AAAGTGTGCGCCAGATAAGC CAATATCTGGGTCCAATGCC 277

Ai06B3298 Araip.B06 3298 c (A)14catcattttttcattaaaattgtaatg(T)1253 7980243 7980295 ATCAATTTCGACCCTTGCTG AAGCAAAGTGCTAGGTGGGA 192

Ai06B3299 Araip.B06 3299 c (T)13gggtcatgggaaccttgtctatggaataagggtttctataaggtgtgtttaagtgggttgtaggtttggcccatgtagtaaagtcc(A)12cgaaaatcaattcctcc(A)10138 7981412 7981549 CAAAGAGAAGACAGAAGCTGCC CTGGTTCCAACATGGTTCAAT 279

Ai06B3312 Araip.B06 3312 p2 (TC)6 12 8023673 8023684 TCTGCTCGGAGCTCTTCTTC CCGTCGAAAGATGAATGTGA 117

Ai06B3314 Araip.B06 3314 p2 (AT)7 14 8031690 8031703 GGGAGTGTGTGTGTCTCCCT ACACAACAATGTCAAGGGCA 253

Ai06B3322 Araip.B06 3322 c (T)10caaatagaaatgtaattcgcccaaattaacttatcag(AT)863 8055882 8055944 GCCGAGTTCAGAACGATGTA GAAAGCCAGAGAATATAAAACGGA 278

Ai06B3324 Araip.B06 3324 p2 (CT)7 14 8060053 8060066 TTCCCTTGAATGCCATTTTC TCCATCCCACAAAGCTTCTC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B3327 Araip.B06 3327 p2 (CT)6 12 8075484 8075495 CACCCGACATTCGTTTGTTA CGTCAAAGTCAATCCAGATCC 267

Ai06B3330 Araip.B06 3330 p2 (TA)6 12 8078177 8078188 CCCATCACCTCTTCACCACT GGAAGCTTTTTGTCTTCCCC 262

Ai06B3332 Araip.B06 3332 c (TC)6tgtcgctcgcg(CT)839 8081175 8081213 CTTCTTCTCCGATGCCTGAG ACATTGCAACGACGAGTCTG 219

Ai06B3334 Araip.B06 3334 p3 (CAC)5 15 8088548 8088562 TCCCTCGCTTATGCTGTTCT GGCCAAAGGAGTGACTTTGA 169

Ai06B3337 Araip.B06 3337 p3 (GAT)5 15 8109124 8109138 GAGCAATTCCGAGTTCTTGC ATTCAAGATTTGGCAATCCG 216

Ai06B3338 Araip.B06 3338 p3 (AAT)5 15 8114349 8114363 CAGGTTCTGGATCTGCTTCA TCACATCTCAACCCTCCTCA 203

Ai06B3345 Araip.B06 3345 c (CT)6ccattcatgaccatcccttctgttttccattcaccactcacatccatacacacatccctccatctcctccata(TCT)5100 8154738 8154837 CTGCATCGTCAACCAACAAC CATAGCAAATGGGCAAGGTT 270

Ai06B3346 Araip.B06 3346 p5 (TTATC)5 25 8156877 8156901 CATTGCCAGGGAATCAATTT ACACAGTCCAATCCAAAGGC 276

Ai06B3347 Araip.B06 3347 p5 (TTATC)5 25 8167220 8167244 CGGAGCTAGTGTGTCCGACT GCGGTTCCGTTGAAGATAAG 265

Ai06B3349 Araip.B06 3349 c (T)14cgaaaa(T)13 33 8179193 8179225 GCACAACTGTACGAATGGGA CGAAAATATCTTCTCCCTTTTTCA 257

Ai06B3350 Araip.B06 3350 p2 (AG)6 12 8179465 8179476 TTTCGAAAATTGAGAGAGAGAGTT TTTCCTAACTTTTTCAAAACCACC 214

Ai06B3352 Araip.B06 3352 p3 (ATT)5 15 8184663 8184677 TGCTTGTGGGTTGTTACAAAT CACATGGCATGCATGATAGA 111

Ai06B3353 Araip.B06 3353 p2 (TA)10 20 8190702 8190721 CATTGACCCTTTTGTGGCTT AATCTTTGGGTTCGCTCCTT 186

Ai06B3354 Araip.B06 3354 c (T)10gtcttgagagtcaaaattacctttgtgcctcatttttc(T)1260 8194785 8194844 CAATTGCTGCCTTCCTCATT AAACAAACTGTTTTCCCACATAAA 271

Ai06B3356 Araip.B06 3356 c (A)10gataagcaaatgtgaattttatttctcggttttgttcgccattcttttgaaataagatgagcaagta(T)1289 8196694 8196782 CGATAAATTTGAACGGTCCAG AACCGTAAAGTGGGCTGAAA 262

Ai06B3358 Araip.B06 3358 p2 (TA)6 12 8201964 8201975 GCTCAGAGTCGGAAAGGATG TGACCACTGCGAATAGAACG 245

Ai06B3359 Araip.B06 3359 p3 (ATA)5 15 8206711 8206725 GCATGATGGAGAAAGGGAGA TTGGTGTCATTTTGTTGTTTTTC 279

Ai06B3363 Araip.B06 3363 p3 (AGC)5 15 8221637 8221651 ACTACCACCCCTCCCACTCT TCTCCAACTATCCCCTTCCA 272

Ai06B3367 Araip.B06 3367 p3 (TTA)7 21 8244651 8244671 GAGTAATTCGGAATGGGGTG TTCAATATAACATTTGAGTTTGAGAAA 237

Ai06B3371 Araip.B06 3371 p2 (TA)6 12 8253950 8253961 TCCATCTTTTGCAGGTTTGA TGCAAATTTGGACTGGTTTT 218

Ai06B3373 Araip.B06 3373 p3 (TTC)7 21 8270778 8270798 CCACGTCCTACATCTTCGCT CGTTGAATCAATCCAGATCCA 219

Ai06B3375 Araip.B06 3375 p3 (AAG)6 18 8272684 8272701 GTGAAGAAAAAGGAACGCGA CGCTTCTTCTCCCTCACACT 150

Ai06B3377 Araip.B06 3377 p3 (CAA)5 15 8279257 8279271 CGGAAAATGGATGAGGTGTT TTTTTCGGGAGTTGATCCTC 273

Ai06B3378 Araip.B06 3378 p3 (ATA)5 15 8281293 8281307 GTGCATGGACTTCACGTTTG TCATGGACCTGAATGCAAAA 175

Ai06B3379 Araip.B06 3379 p2 (AT)6 12 8282445 8282456 ACTCAGTCCGCGAAGTCAAG CCTCCGGTTCTCATTCCATA 276

Ai06B3380 Araip.B06 3380 c (TA)11tggcggcgcaagt(ATA)550 8284005 8284054 TTACCTCTCTGTTGTGTGGTTTT TGGTGTGTTGTGAAATTGAGG 207

Ai06B3381 Araip.B06 3381 p5 (ATCCG)6 30 8287685 8287714 AAATGAGCTTAATCTTGCGGA GGGAAATATGGCTGTGGCTA 280

Ai06B3382 Araip.B06 3382 p3 (ATT)23 69 8288640 8288708 TGACCTTCACAATTCAAAATCG CCGAAAACAATAACAACAACGA 218

Ai06B3384 Araip.B06 3384 p2 (CT)6 12 8291223 8291234 TCCTAACCCACTACGGCACT GTAGAGAAGACGGCCACGAG 243

Ai06B3395 Araip.B06 3395 p2 (AT)6 12 8317226 8317237 TGATGAGGCAACAACCAAGA TTCTTGTGCCAACCCTCTCT 250

Ai06B3396 Araip.B06 3396 p3 (TGA)5 15 8317989 8318003 TGAGTGCTGCTGTCTTCTGC AACAGCAGCGAAGGCTTTT 137

Ai06B3399 Araip.B06 3399 p2 (TA)6 12 8323270 8323281 CCCAAAACACAGGTTGTTGA AAAAGTGTTGCCACCACAAA 269

Ai06B3401 Araip.B06 3401 p3 (TTC)6 18 8324902 8324919 TGCGTTGGACACGTTGTATT CCTCATTGCCGATAGTAATGC 276

Ai06B3403 Araip.B06 3403 c (A)10gtcacgattttttacaatgttttcacttaaa(AAT)556 8325862 8325917 ATAACAAGGCCATGGCTCAC TGACATTGAACATGTGAATAGTTGA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B3406 Araip.B06 3406 p2 (AC)6 12 8335705 8335716 TCACCCAATGTCCCAAGTTT AGCCCTAAAGCGAAAAACAA 105

Ai06B3413 Araip.B06 3413 p3 (TGA)8 24 8365648 8365671 CAGGGCGGTGCATAAAGTAT AACGAACACACCGTCAATCA 228

Ai06B3417 Araip.B06 3417 p3 (TTA)6 18 8373826 8373843 TTTTTCCTTCGTCGTGCTCT TAACATGAGGCTGGGACCAT 106

Ai06B3418 Araip.B06 3418 c (A)10ttagggatcaacaattttattaaattttagtcaagcatgtaacagt(A)1268 8374298 8374365 TGCAAAAGGAATCAATTTGTG TGAGGAGTGCTGGTCAGATTT 253

Ai06B3420 Araip.B06 3420 p2 (TC)12 24 8379261 8379284 TGAATCAATTAGAATCTCATCCAAA TGATCACACACTAACGAATGTTCT 221

Ai06B3421 Araip.B06 3421 p3 (CAT)7 21 8387297 8387317 GGCATCACCATCACAGTCAC TGATATCAACGAGGGGGAAG 217

Ai06B3426 Araip.B06 3426 p3 (CAA)5 15 8401771 8401785 TGAGCCGTGGCTAGATTCTT AAGCCTTAACTCGCGTCGTA 175

Ai06B3429 Araip.B06 3429 p2 (TA)7 14 8410221 8410234 TCGAAAGGTTTCAGTTTGTTGTT TGGAGTGCACTAGTTTTTGTCA 280

Ai06B3433 Araip.B06 3433 c (T)11cttgaataaaacattaaagtg(T)1042 8428859 8428900 ACCCAAGCTGAAATCCACAA AACACAAACGGATCAAAGCA 280

Ai06B3434 Araip.B06 3434 p2 (TG)6 12 8431149 8431160 TTTGCCTCGCTGATCTTTTT CATATTTGAGTGTGTGCGGC 265

Ai06B3439 Araip.B06 3439 p3 (AAG)5 15 8437579 8437593 TTTATTGCTGTTGTTGTTGCTG TCCAAAATGCACCAAACTCA 249

Ai06B3440 Araip.B06 3440 p3 (GGA)7 21 8437825 8437845 AACGATAACGATAACGATGATGA CACCACCACCTCCATCTCTT 126

Ai06B3442 Araip.B06 3442 p2 (AT)6 12 8446414 8446425 ACCTCCCTTCACCCCTTCTA TGGAACATAACACATGCCAAA 226

Ai06B3443 Araip.B06 3443 c (A)12(GAG)5 27 8447553 8447579 TTGGAGGAGGAAGAGGAAAA TATCATCACCACCATGCCAC 104

Ai06B3447 Araip.B06 3447 p3 (TTC)7 21 8452707 8452727 TCAGAGCTGGCATTTCCTTT GTGTGTTCCTCCGGTGTTCT 233

Ai06B3458 Araip.B06 3458 p5 (AGAAA)6 30 8493629 8493658 ATTTGCGGTAAATCCGACAG GCGGTGAGAAGAACGACAAT 242

Ai06B3461 Araip.B06 3461 p2 (TA)10 20 8497684 8497703 ACTGTGGATGCTTCTCTGGC ATTTTTGCTCAGCTCCCTCA 231

Ai06B3465 Araip.B06 3465 p3 (ACA)5 15 8500445 8500459 AGCTCAGTAAGCAGTGCATGAG GGAATGAGATGGCCACTAGC 208

Ai06B3467 Araip.B06 3467 c (GTG)6gtagtggtggtggtattatgttgttgatgttgcttgatgttcttggtgttgatgttggtggtagtgttt(GTG)5ttgatggtggttgtggtggtaatgttggtggcagtggaggtggtggggtgagaaaagtaaagagaaga(ATG)5185 8509877 8510061 AGGTTCTTGGTGTTGGTTGG ATCATCCTTCCCCGAATTTT 256

Ai06B3468 Araip.B06 3468 c (A)11tttaaccaatcatcatgtcgtcaattcaatcagaatgnnnnnnnnnag(A)11gagctcactaattggaatttaacaataagaagaattga(T)11119 8511794 8511912 TTCATTGTTTGATTGCTTAGATTAGA TCAGAAACTAAGAAAAATATTGGTGC 268

Ai06B3471 Araip.B06 3471 p2 (AG)7 14 8518571 8518584 GACCCCAGAGTCCTCTTGTC TTTTGTGTGTTTTTCTCTTTCATCA 279

Ai06B3472 Araip.B06 3472 p2 (TA)6 12 8520975 8520986 GGGAATTTGGGGTGCTTACT GGGGTGATTTTATCCCCTGT 140

Ai06B3473 Araip.B06 3473 p4 (TATG)9 36 8529314 8529349 TGAGTTTGGTTTTGGGATGC CATCACTCGTGTGAATGGAAA 273

Ai06B3478 Araip.B06 3478 p2 (TC)6 12 8544644 8544655 CACTTGTTCGCTGCACAGTT GCGGTCGCTTTATTCTTCAG 241

Ai06B3481 Araip.B06 3481 p2 (TA)7 14 8556970 8556983 ATCCAGACTTCGATCGGGTA GCCTGTTAAGCCAGTCAACC 145

Ai06B3494 Araip.B06 3494 p2 (AC)8 16 8587181 8587196 TCACATTCTCAATCCCAACAA GTTTAACGAAGAATCGGCCA 268

Ai06B3497 Araip.B06 3497 p2 (TA)7 14 8588872 8588885 TGGTGCAAGGACTCAATTAAAA TTCGGTAAATTTGAGGCCC 261

Ai06B3499 Araip.B06 3499 p3 (CTT)5 15 8596445 8596459 GCTCCCACTTTCTCCTCCTT GGAAGGGGATTTCACCATTT 190

Ai06B3500 Araip.B06 3500 p3 (ACG)5 15 8597153 8597167 GACGAGAAAGCGATTCAAGG AAGGCAAAGCCTGATCTTCA 226

Ai06B3504 Araip.B06 3504 p5 (CTTCT)6 30 8607410 8607439 TAGAGGCGGAGGAAGAACAA CCACTGCAAAACCAACAACA 248

Ai06B3505 Araip.B06 3505 p3 (ATT)6 18 8608627 8608644 CTAGAGGATTCTCCGGCCTT CTTCACTCTCCCCTCTCCCT 250

Ai06B3508 Araip.B06 3508 p3 (CTA)5 15 8612537 8612551 TGCTGGACACCACTATCCAA TACCTTGGCACATGACCCTT 272

Ai06B3515 Araip.B06 3515 p2 (TA)6 12 8631537 8631548 GATGGTATTGAAAGCAGGCA CAGGGACATGAACCACACAA 137

Ai06B3521 Araip.B06 3521 p2 (AT)6 12 8643913 8643924 CCATCACTTTCCGATCCATT TGATGAAACGATGGCGTAGA 200
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Ai06B3522 Araip.B06 3522 p2 (AT)8 16 8644170 8644185 TCTACGCCATCGTTTCATCA ATCATGTGAGCAGGGGAAAG 271

Ai06B3523 Araip.B06 3523 c (A)11ccggtaatgttagaggaaaaaaaactataacttattttatttattatttattaattattataatattttttag(T)1296 8644374 8644469 GGAATTGGTTGAGTTGCTGG TCGAAGTACAAAAGGACGGG 195

Ai06B3526 Araip.B06 3526 p3 (TCC)5 15 8655849 8655863 GGGGTAGTGAATTTCGGTCA AAGTTTGCACCTCAGCTCTCA 211

Ai06B3527 Araip.B06 3527 p2 (AT)6 12 8657373 8657384 CCAAGGGGGAAAGAGAAAAG AACACCAAAATTGCTGTCCC 202

Ai06B3529 Araip.B06 3529 p2 (TC)6 12 8676569 8676580 CAGAGGAGAAAAGAGGGTTCG TTTCTTATCTTTTTCAAAGCCACC 265

Ai06B3530 Araip.B06 3530 p3 (TTA)5 15 8677760 8677774 CATCCTTGAAAAGGGATGACA CGCAAGGCAAAATATCTTCA 280

Ai06B3531 Araip.B06 3531 c (TC)7ttatacgactaactacaatcttctcgcttatattactaaaacaattttctctctcttcatatatagtatatatattaat(TA)10113 8682456 8682568 AAGGCTTCGTACCCTGAGAT AACAAATCCGTGGCCATAAA 271

Ai06B3532 Araip.B06 3532 c (A)10g(A)10 21 8686642 8686662 TGTGGAGTACCTAGTCCCGTG TGTTGAAACACATCCAAATTGA 170

Ai06B3536 Araip.B06 3536 p2 (GA)9 18 8697626 8697643 GCTATTGCCACCTTCAGAGC TGGGTAGCTCCTCTCGAATC 108

Ai06B3538 Araip.B06 3538 p3 (ATA)14 42 8706029 8706070 CCTTGGCCGAACATACATCT TGCCATTGATGGTAGTGGAA 149

Ai06B3541 Araip.B06 3541 c (A)10tcttctcatgatattatatttttttcaaaataagacaaggatttgagagatatatttttgatagttagattc(A)1092 8723051 8723142 GCTCACTTTTGGGTTGGAAA TGTCTGGTAAAAAGATCCACCA 253

Ai06B3543 Araip.B06 3543 c (TA)12tttgaggttgtatatat(ATC)762 8723436 8723497 TCCGTTGTGTGAATAGAGATGC TTGTAAAGATGAAACACCAAAAAGA 252

Ai06B3545 Araip.B06 3545 p2 (TG)8 16 8732252 8732267 TCTTGAAGCAGGAAAAAGCAA GCCCAAAGCACTCTGTCTTC 268

Ai06B3546 Araip.B06 3546 p2 (AG)7 14 8749162 8749175 TTACAAAAATTGTACCTAAACAAGAGA TTTGATTAGACATTCAAATTTTACCAT 269

Ai06B3547 Araip.B06 3547 p3 (ATT)6 18 8752279 8752296 TGAACTGAAACGAACTTTGGTG AGCTGCTGAGGCAGTTTAGC 178

Ai06B3549 Araip.B06 3549 p3 (TGA)5 15 8756743 8756757 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai06B3558 Araip.B06 3558 p6 (CCGTCG)8 48 8793866 8793913 CGTTCGAGCCCATAGCTTAG TTTGCAGGATGCAGAAACAG 223

Ai06B3559 Araip.B06 3559 p2 (TA)8 16 8795633 8795648 GCAAATGGTTTTAACCTTGAATTT CCCAAGGTTTTACTCCGACA 214

Ai06B3560 Araip.B06 3560 c (A)12caacatcgtctaaagaacaaaaaaaattctgaagtattgtttagtgttcttcatcttccctggattttcttacatctctctcaaagaacg(TC)6114 8799961 8800074 TTGAAACCTTCCTTTCACGG TCATGCAGCAGGTGCAAATA 238

Ai06B3561 Araip.B06 3561 p3 (TTC)5 15 8807581 8807595 CAACCCAATTTCATCCCAAA CGCGAATAAAGGAGAGCAAC 101

Ai06B3562 Araip.B06 3562 p2 (AT)9 18 8812358 8812375 CGACAATAAACGAGATCACCG AAATTCAAATGTGCGCATAAAA 204

Ai06B3563 Araip.B06 3563 p3 (TGG)8 24 8814084 8814107 GTAGGATTTTACGCGCAAGC CTGTACAGCAGAGGCCCAAT 237

Ai06B3569 Araip.B06 3569 p3 (GTG)5 15 8828309 8828323 AAAACGAGCCTAGTCGAGCA AAGGGTTGATCTGTCCATTTTT 263

Ai06B3577 Araip.B06 3577 c (AT)8(AG)8g(GA)1053 8842789 8842841 CTAACGAAAGCTCGGGACTG TAGGCGCCTTTGCTTGTAAT 272

Ai06B3580 Araip.B06 3580 p3 (AAT)6 18 8847282 8847299 TCCATGGTATGCATGCTTGT TTGGGATGGTGATCCATCTT 258

Ai06B3581 Araip.B06 3581 p2 (TA)9 18 8848431 8848448 CACAAAAGAACCGTCACCAA TTCACAAATGTTGATGTTGCAT 109

Ai06B3585 Araip.B06 3585 c (A)12gaaaaaattattaagtatataaaattattatctatt(A)1058 8858460 8858517 CCAGAGGAATGCCAGGAATA TCAGCCTTCTTCCGACTTGT 214

Ai06B3588 Araip.B06 3588 p2 (TG)6 12 8877664 8877675 AATGCATGCAAGACACCAAA ATGTCCTGTTGAAGCTTGGC 269

Ai06B3592 Araip.B06 3592 p2 (AT)16 32 8892192 8892223 AACATTGGGAATTGGGAACA TTCACTTTGGGGCATTTTGT 221

Ai06B3594 Araip.B06 3594 p3 (ATC)5 15 8895779 8895793 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ai06B3595 Araip.B06 3595 p3 (GTA)5 15 8895996 8896010 CTAACCCAGAAGCCATGGAA ATGATGGAGTGTGAGGAGGG 262

Ai06B3597 Araip.B06 3597 p3 (GAA)5 15 8898623 8898637 TTTGGACAACTGACGGTTCA GAGAATCCCAGGAATCATGC 231

Ai06B3598 Araip.B06 3598 p3 (ATT)5 15 8899992 8900006 TTGTAATCGACGTATAACTTGGC GGTTCCACCCGTAAATTCCT 273

Ai06B3603 Araip.B06 3603 p3 (AAG)7 21 8905866 8905886 AGAGAAGAACGTCGCGAAAA TGAGAGCTCAAACGAAGGGT 244
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Ai06B3606 Araip.B06 3606 p2 (AT)6 12 8911610 8911621 CCACACCCCCAATTCATATC GTCTTGGGTGCCATGAAGAT 251

Ai06B3609 Araip.B06 3609 p3 (GAA)5 15 8919190 8919204 TTCAAAAGAGTGATGAGCGTG TCACCACACTCCGAAAGTTG 203

Ai06B3615 Araip.B06 3615 p2 (AT)7 14 8932688 8932701 TGCATCATTGAAAAGTGCAAA ACCACGTGTACAACCGAGAT 231

Ai06B3616 Araip.B06 3616 p4 (GAAA)6 24 8937925 8937948 TACTTTGCTTGCTTTGCCCT GCCGGCACAGAATGTTTACT 274

Ai06B3617 Araip.B06 3617 p2 (TA)6 12 8942810 8942821 TGTGGAACTTGATGTACCAAACT TGCTTGAATTAGTCGGTTTTCC 183

Ai06B3621 Araip.B06 3621 c (T)12acaatcaagggcaattgaattggttcaannnnnnnnnnnnnnnnnnnnnnnnnn(T)1076 8959973 8960048 GCGGTTCTATTTTGGATGAAA AGCGCTACTATCTGCCGTGT 228

Ai06B3623 Araip.B06 3623 c (A)10gaacacgaagaagaaggag(A)1645 8964791 8964835 AAGCGATGGAAGTTTTGGTG GATGCGCTTTCAAATAGGGA 239

Ai06B3624 Araip.B06 3624 p2 (TA)7 14 8969040 8969053 TTTTGCCTTAATGGCTTTGG ACGAGCAGGAAGTCTGTGGT 233

Ai06B3626 Araip.B06 3626 c (A)10gtataaagatgtctcatgtgttgctcactaagcctgaaaagaaattcaaaagaaaagaagtagtaaaatgcatgagttgagt(TA)6104 8976287 8976390 GCTGTTTTGTTTGAGTGTCTGC AAACAGAGATAGTGCCACCACA 255

Ai06B3631 Araip.B06 3631 p3 (TTA)12 36 8996719 8996754 ATTGATCCCCTCCTTGTTCC ACGGCGTTCTCTGTAATTCG 158

Ai06B3636 Araip.B06 3636 p3 (TTA)5 15 9003131 9003145 CAGAACACAATTTTGCCCCT GTCACAAGATGGAGCCGTTT 248

Ai06B3638 Araip.B06 3638 c (T)11ctaattttcatcgataattgtttttgttttagaaattttcaattgcttgatttctgtaagaacgaatgtgaaatttctcgtagttagtgtttttgaa(T)10118 9004757 9004874 CCATTGGTTTGTAGCGTTCA AAACAGCAAAACCAAGCTCA 207

Ai06B3640 Araip.B06 3640 p3 (TAA)6 18 9011463 9011480 AACTCGCAACGAAGAGAGGA TCATTCCAGACAACTTGATTACA 235

Ai06B3641 Araip.B06 3641 p3 (TTC)7 21 9012497 9012517 CAGAGATGGTGCAACGAGAA TGAAAACAACGCTATCACCAA 136

Ai06B3642 Araip.B06 3642 p3 (ATT)5 15 9012828 9012842 AAAGTTACCACTTACCACCGTGT AGGAATGCACCTCAATCCAA 209

Ai06B3643 Araip.B06 3643 c (A)11ctccaacacttctccctccca(AT)644 9016217 9016260 ATCCCTATGTCAAAATGGCG GCATATCCCTGCTGTGGTTT 223

Ai06B3647 Araip.B06 3647 p2 (AT)8 16 9034974 9034989 TTGCAAGGAGTGGGAGTAGAA AAGGAAAAGTATTAGTGTATTTGGCA 263

Ai06B3651 Araip.B06 3651 p3 (CAA)5 15 9039197 9039211 ATGTGTTATTGGCCCTCCAT TGGCATCGTTTGATTCATGT 175

Ai06B3652 Araip.B06 3652 p2 (TA)6 12 9040271 9040282 GAAACCACGCCACATTTCTT ACGGGCTTAATCAATGAACG 193

Ai06B3653 Araip.B06 3653 c (T)11aagataatatacttatatatg(T)1143 9040485 9040527 GACCAATGAAGCCGTCTTGT CACATGATACTCCAAGCGTGT 259

Ai06B3654 Araip.B06 3654 p2 (GA)9 18 9052652 9052669 AAGTCACTGGCCAAAACTGC TCTCCTCCGAAGTGCAAGAT 162

Ai06B3657 Araip.B06 3657 p4 (ATTT)5 20 9066510 9066529 TTTTTGGTAAAAAGATCCACCA GTCAGGGATGAAAATGTCCG 258

Ai06B3659 Araip.B06 3659 p4 (ATTT)5 20 9068678 9068697 TTTTTGGTAAAAAGATCCACCA GTCAGGGATGAAAATGTCCG 258

Ai06B3665 Araip.B06 3665 c (A)11ccacacatacgtctaacattatgcataaattaaaaaaatagaacattttgtt(A)1174 9078017 9078090 TGAGGTATTGCCACATTCAAA GTTCATGGTCTTTCATCCCC 181

Ai06B3669 Araip.B06 3669 p2 (GA)7 14 9091025 9091038 CCGAACCTATCTCTCCCTCC CTGGCCTTAGGTGCCATAAA 151

Ai06B3673 Araip.B06 3673 p2 (AG)8 16 9103365 9103380 TCACCGATGGTATGACAGGA TCCTTCTTTCTACCTTCTCCCA 203

Ai06B3680 Araip.B06 3680 p2 (GA)10 20 9118644 9118663 AGTGCCAGTTACGCCGAAG AGCAGAGGAAGCGAGAAATG 192

Ai06B3681 Araip.B06 3681 p3 (TTG)9 27 9120814 9120840 TGAAAGCCTGTGATCATGGA TGCAAATGCAGGACAAACAT 253

Ai06B3684 Araip.B06 3684 p2 (AT)10 20 9126584 9126603 TCCTTTAATTCTTGTCAAAATCTCTC CATACATAAATTTTGATTTTGAGCAT 140

Ai06B3697 Araip.B06 3697 p3 (AAG)6 18 9160286 9160303 TCAATGCCTAACCCAACACA CCCTTGCACTTCGTATTGGT 199

Ai06B3704 Araip.B06 3704 c (A)13ttaccatatcccaaaaataagatttgactttttgagactcaagagtccaataatttagaaccttcttccaacgcctttatctaccatttggctctttg(T)10121 9176728 9176848 CCTTCTTCAACTTTTCCCACC AGCCAAACTGGTCTTTACCG 255

Ai06B3711 Araip.B06 3711 p2 (TA)10 20 9208542 9208561 GCTTGAGCCTGAAATTGAGC CATCCAAGGAGTGTGCCTTT 189

Ai06B3714 Araip.B06 3714 p2 (TA)12 24 9212988 9213011 GGTGCACCTGGTGTTTTTGT TGTCATCGCTCATATTGTGGA 250

Ai06B3715 Araip.B06 3715 p2 (TA)6 12 9220297 9220308 CGAGCATTGAACTTGAACGA CCAACTAAGTCCAATTAAGCAGTTT 243
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Ai06B3717 Araip.B06 3717 p2 (TA)6 12 9228773 9228784 TTTTATTTGGGTCCCTGCAC TCCCGAATCTCGAGAGAAGA 270

Ai06B3720 Araip.B06 3720 c (AT)6ggctaccatgtgca(CCT)541 9242416 9242456 TAGGTGTGAGAAGGCAGGTG CTCACCTTCCACCATCTCGT 235

Ai06B3722 Araip.B06 3722 c (AT)6ggctaccatgtgca(CCT)541 9246606 9246646 CTCATCTAAGAGGTTGCGGG GGTAGTCCTTAATGCCTGGG 280

Ai06B3724 Araip.B06 3724 c (AT)6ggctaccatgtgca(CCT)541 9248379 9248419 TGTTGTATTTCGTTGGTGAAAGA TATTCCCAAGGAGGCTGTTG 239

Ai06B3729 Araip.B06 3729 c (T)10ggtgactgtttcttggtttaaattgataaaagatttttatagttttaaacagcctagcccaaaccctagcagagaaagagtacgtccgtactc(AG)6115 9271132 9271246 GCAAGTTGAGAAACAAAGCCA TGGCTGCATTAGGGTAACAA 273

Ai06B3730 Araip.B06 3730 p2 (TA)6 12 9276603 9276614 AGCGCAATCTTCATTCTGGT GGCCTGGCTTCATGGTAATA 211

Ai06B3731 Araip.B06 3731 p3 (TAA)7 21 9277260 9277280 CAACAGACACGAGCACCATT GCAAATTGATCCATGCAAAG 233

Ai06B3733 Araip.B06 3733 p3 (CTA)5 15 9279847 9279861 CACTGAAACCGAAGGTGGAT CTTCATATCTCCCTGCTCCG 238

Ai06B3734 Araip.B06 3734 p4 (AAAT)5 20 9284805 9284824 TCGAAAATACATGTGGAAGGAA ACACAAAAGTTGCTGACCCC 181

Ai06B3739 Araip.B06 3739 p3 (TTA)13 39 9310871 9310909 TTGGTGAACTCCAAAATCCG AAAAACAATGCCAAAAAGCG 239

Ai06B3740 Araip.B06 3740 c (TTA)5(T)10 25 9312899 9312923 GAAGGAAATATTGGCCATTTGA TGTGCGAACTTGCACTATCC 190

Ai06B3742 Araip.B06 3742 p3 (GGT)5 15 9320396 9320410 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 223

Ai06B3744 Araip.B06 3744 c (TGG)5tagaggacttcgaccggttcctaacaaataaatttagtatggtaagttcttttccatttttttcaccacatgttttcacacaaagaaagtccccaatt(A)15128 9323359 9323486 CCTTTGTCATGGAGTCCAAA GATTGCACGCCGAGATTAAC 267

Ai06B3746 Araip.B06 3746 p2 (TG)7 14 9328230 9328243 CCTGGGTGCTCCATTGTATT AACACGACCCAAATCCAGAG 166

Ai06B3751 Araip.B06 3751 c (AGG)5tggtggtggtcaatttggtggaggaggaggaggtggatttagtggaggtggaggtggtggtgtaggtggaggtggaggtggaagttttggt(GGA)5121 9338073 9338193 GAAGCGCGGAATATCCAATA CTACACCAACACCTGCGCTA 277

Ai06B3753 Araip.B06 3753 p2 (TA)7 14 9342283 9342296 CAAAAATATTGAGCCCACGTT AAAAATATCGGCGATTCCAT 218

Ai06B3757 Araip.B06 3757 c* (A)10(AT)10* 29 9357345 9357373 GTGTGGGAAAATTGGGATTG CTTTGGGGTATTTTGTCCCC 223

Ai06B3760 Araip.B06 3760 p3 (TAT)7 21 9375903 9375923 TGACAAAAATTATGCGCTTTCA AAACGGGGCCTCTCTACCTA 250

Ai06B3761 Araip.B06 3761 p2 (TC)6 12 9388497 9388508 AATTGATAAAATCTGTTGTTGGTG TTGAACCTCAGTGTATAACACACATC 274

Ai06B3766 Araip.B06 3766 p3 (TAT)6 18 9406037 9406054 GTGCAAGCAGGGCTAGGATA ACGAGAAATTTCCCCAGTCC 275

Ai06B3771 Araip.B06 3771 p3 (ATT)12 36 9413384 9413419 CAAAGCCAAAACCAAATTCAA AGCTTCCCTTTGGCTTCTTC 183

Ai06B3774 Araip.B06 3774 c* (T)10(TTA)5* 23 9423668 9423690 CAGCTCATGACCCAGCAATA CCGGGTCTGTTACTACCTGC 249

Ai06B3775 Araip.B06 3775 p2 (GA)6 12 9424298 9424309 AAGGCGAGTAGCGAGACAAC CCTCACTGTGTTTTCCCCAT 213

Ai06B3776 Araip.B06 3776 p3 (GGT)6 18 9435826 9435843 CCATTATGGAGCGTGTTTGA CCCTGCTACCTGAGATGGAG 159

Ai06B3777 Araip.B06 3777 c (TCA)5atgcctcaaacctacttctcccaccaacactatctacacccacatcatcaacaactcttatttaatacattcccttctcttgattt(TCC)6119 9436763 9436881 TGTGAAGAAGCGTGTGGAAA TGGTGGTGTCCTGAGATGAA 248

Ai06B3778 Araip.B06 3778 p2 (CA)7 14 9445651 9445664 CGGAGATGACATGTGGACTTT GGCCTGCATAGGACAGACAT 266

Ai06B3780 Araip.B06 3780 p2 (TC)6 12 9449459 9449470 ATTACCTTTTCCTTGCCGGT CTGGGTGGATCCGATTTTT 275

Ai06B3788 Araip.B06 3788 p3 (ATA)5 15 9470427 9470441 TGCAATGTATTTCCTTTCCAA TGTTGGGTCACTGGTAGTGG 252

Ai06B3790 Araip.B06 3790 p2 (TC)6 12 9483397 9483408 TCTGGACTTGTCCCGGATAG TGCAGCAGAAACAGAAATGG 193

Ai06B3794 Araip.B06 3794 p2 (TA)7 14 9506794 9506807 CAATGGTGACCTGAACCCTT GATGAGGAGAGAGGCGACAG 256

Ai06B3799 Araip.B06 3799 p3 (TCT)7 21 9526144 9526164 CCGCTCAAGAACTTCCAAAG GTGTGCTCGTTGAGGTCTGA 146

Ai06B3800 Araip.B06 3800 c (TAT)6tnnnnnnnnnnnnnnacaaaatc(T)1051 9526774 9526824 GAAATGGCCAAAAACGTGAT GGTGAGGTAGGTGGGGTTTT 234

Ai06B3801 Araip.B06 3801 p3 (GAT)5 15 9528442 9528456 CCCTTTCCCTTCTTACTCCG GCTGGAAACAATGCCTTCAT 202

Ai06B3802 Araip.B06 3802 p3 (AAT)5 15 9528697 9528711 ATGAAGGCATTGTTTCCAGC CAAGAGTTAGCAGAAATTGAGAGAAA 275
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Ai06B3803 Araip.B06 3803 p4 (TTAT)6 24 9529494 9529517 GGAGGAATGAAGATGGACGA TTCATGGATTAAATTGGGAAAA 188

Ai06B3804 Araip.B06 3804 p2 (TA)7 14 9531310 9531323 TTTCATATAAATACAATTGCACCTGA AGCAACGGAAAATAGCTGGA 220

Ai06B3805 Araip.B06 3805 p2 (AT)6 12 9535312 9535323 TTGGGTGTTCACACATTATTTACA TGATTGTCACGTGATGGGTT 227

Ai06B3811 Araip.B06 3811 p2 (TC)11 22 9558941 9558962 TTACTGCAGGAACCACCACA GAACCGAAAACCTTTCACCA 177

Ai06B3812 Araip.B06 3812 c (TCTTC)6tctttttgatttgctgattttgac(T)2377 9559429 9559505 ATACGATGCTGAACCCAAGG GCAATGGAGTCAGGTCCAAT 217

Ai06B3814 Araip.B06 3814 c (CT)23aaactctaaaccc(TA)875 9562836 9562910 GATTGCACGAAACGCCTAAT TGCAAAGCTGCCAAAGTATG 255

Ai06B3815 Araip.B06 3815 p3 (ATA)5 15 9567055 9567069 AACCAATTAAAAAGTGACACACCA GGAAGAACCGCCATGTCTTA 280

Ai06B3818 Araip.B06 3818 p3 (AGA)6 18 9572097 9572114 TCATGAGGACTTTTCATGGG GGACAAAATGCCCCAAAGTA 248

Ai06B3826 Araip.B06 3826 p2 (TA)9 18 9593121 9593138 GAACACCATGAATGCGTGAA CGGTTCATCTTGTTGCTCAG 259

Ai06B3827 Araip.B06 3827 p2 (TA)8 16 9595826 9595841 TCTAAGGCAACCCTTTCGTG ACGGCCGTTACCTTAGGTCT 126

Ai06B3828 Araip.B06 3828 p2 (TA)6 12 9597335 9597346 TCCCTTTAACACCTCTTCCC GCAACTAATTAACGTTGGAGTGG 132

Ai06B3829 Araip.B06 3829 p2 (TA)6 12 9597482 9597493 TGATGCTACCTTTCTTCAACCA TGGAATTGCCATTGTTGTTT 235

Ai06B3830 Araip.B06 3830 p3 (ATA)19 57 9598591 9598647 CGACTTTGACATGCACTTGA CCATTAAGAGGCATAGCCCA 262

Ai06B3831 Araip.B06 3831 c (AT)8ag(AC)6 30 9598878 9598907 TGGGCTATGCCTCTTAATGG TCTCTCCACCAAACGCTACC 260

Ai06B3836 Araip.B06 3836 c (A)10tataaggactcaattaaaaaaaatggtacaagaactcaatt(A)1162 9605571 9605632 AAAAAGAATTGGTACAGAAATCCAA TTTTTAATCCCCCTGTTCAAA 250

Ai06B3837 Araip.B06 3837 c (T)10ctataaattcaaaattatcaatatctttaaattcattaatttcaattctatttcacatgttatttaaatacaagtgcttttataaaata(T)10109 9608911 9609019 AAAATTGAATGTCGTGCACCT GATGGTAGTGGGGGTGTTTG 223

Ai06B3838 Araip.B06 3838 p3 (TGT)6 18 9620908 9620925 CCATCATCCATCAAAAACCC TAGTTGGGGCTTGTCGTTTC 193

Ai06B3842 Araip.B06 3842 p2 (AC)6 12 9637899 9637910 TCCATTGTTTGTGCTTGACA TTACACATGGCTGGCGTTTA 107

Ai06B3845 Araip.B06 3845 p2 (CT)14 28 9643610 9643637 TCGCAACTTTCAATCTTGTCT AATGGTTGTCTTTTGTCCCAA 274

Ai06B3846 Araip.B06 3846 p4 (AAAT)5 20 9649538 9649557 TTATCTTTTCCAATCTCGAATTTT CCATGATGGAGAAAGGGAGA 231

Ai06B3848 Araip.B06 3848 p5 (TTTAT)5 25 9669810 9669834 CCTCCATCTGCCCCTAAGTT CCGAGTAAATGAATGATAAGCAAA 265

Ai06B3856 Araip.B06 3856 c (AAG)13aaacacataatgctccaaaattatttggaaaaggatgaacttacattcatttaact(A)12107 9691939 9692045 CCTTTTTGTTTTACCTTTTCAAGTG GGTGCCTGATTTTAGTGGTTG 279

Ai06B3857 Araip.B06 3857 p3 (AGG)5 15 9692614 9692628 TTTGGGTGAATCATTCTGTTTCT TGCGAATTTTCCAATCACAA 258

Ai06B3859 Araip.B06 3859 p2 (TA)7 14 9699020 9699033 TTGGCCATTGGTAAGTGTGA TTTCAGATAAAAATGGTGTTCCAA 117

Ai06B3860 Araip.B06 3860 p2 (TA)6 12 9701432 9701443 AGGGATCAATGACCAGCAGT AACAGGCCTCGACTCACAAG 167

Ai06B3861 Araip.B06 3861 p2 (TA)7 14 9703108 9703121 GACAAAGTGTTTGGGGAGGA CCAATTTTGGATGTTTCTAGTGA 262

Ai06B3863 Araip.B06 3863 p3 (CTT)7 21 9729388 9729408 CGCGTAGGCATAGCACTGTA TGGAATCCTCACGTGTCTTG 236

Ai06B3864 Araip.B06 3864 p3 (TTA)5 15 9737650 9737664 GCACGCATTAGCAGATCAGA TACATCAACCCTGACCCTCC 227

Ai06B3865 Araip.B06 3865 p2 (AT)8 16 9739943 9739958 GATTCCGTATATTTTAGTTGAGAAAGA GTCATCCAAAAGAACAATTGTAAA 247

Ai06B3867 Araip.B06 3867 p3 (CTT)5 15 9740507 9740521 GGGGAGAAGAGAAGAGGGAA TCAAGCAGAAGCAGAAAGCA 255

Ai06B3875 Araip.B06 3875 c (T)12gtgcttctcatgacagtggttaacgagtttattcagaaaaaaaagtgttttatatacatctttaaa(T)1088 9768139 9768226 TCCTTGTAGGAAGGCTTGGA AAACAAAGAGTTCGACACATTAGG 270

Ai06B3877 Araip.B06 3877 c* (A)10(ATG)6* 27 9779387 9779413 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 252

Ai06B3878 Araip.B06 3878 c (GAG)6gtgttggtgagagagtaaaataagaaaaaatttgagaaggtaaaataaaatgaaaaagatgaataaaaaaaagatgaagaagaagatggtgatgatgatg(A)11129 9779866 9779994 TGAGAAAAAGGAAGGAGGAGG TTTTCGGTGTATGTGTGCTGA 266

Ai06B3879 Araip.B06 3879 c (T)10aattcttgttaaaatagtaaaacaagaagaaatttgaaaagataaaataaagaagaaaaaaaagacgaataagaaaaaaataagatgatgatgaaa(AAG)6124 9780272 9780395 TTTTTCCTTCTTTCTTTCTTTCTTTT TTCTTCTTCTCCGTCCTCCC 253
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Ai06B3880 Araip.B06 3880 c (A)14gtatttgggtacaatactacaatacaaatcactccagatcaattttccggcagagtaataattattacttttattatagta(ATT)5110 9783751 9783860 AAGACCAATGCTTTTGTGGC CCTTGGGGACTGATCTGTGT 264

Ai06B3881 Araip.B06 3881 p3 (AAT)7 21 9784286 9784306 CACACTCTTGTTGCCTTGGA TGGCTCTTGAAAGAAGGAGG 205

Ai06B3884 Araip.B06 3884 p2 (AT)10 20 9794756 9794775 CACTAGGGATAGAAATTGCCCTT GGACCCTTTTGCCCTTAATC 247

Ai06B3890 Araip.B06 3890 c (T)10ggttttttaataagtggctgcatgcaagatgagattagaaccctcgacacttcttttaagcgaattaatgaagtaattactagatagaacttgg(T)16120 9802809 9802928 GGGATCTCTTGTCATCAACG CTATTCGTTGGGTCCGGTTA 231

Ai06B3891 Araip.B06 3891 p3 (TGT)8 24 9805672 9805695 GGATTGGGAATGATTGGAGA GACAAAAGGAGCTTCAACGC 187

Ai06B3892 Araip.B06 3892 p2 (TG)9 18 9805981 9805998 CTTTGAAGCTCCGCAAGAGT AACTGCAGACGTCACACCAC 280

Ai06B3893 Araip.B06 3893 p2 (AG)6 12 9806165 9806176 GTGTGACGTCTGCAGTTGGT TTTAACAAAATTGCTGGCCC 232

Ai06B3899 Araip.B06 3899 c (A)10ggcaatatgggcctaaaagctgaaatgttattagtttaaccaagcatttcagaaaatgcagaagtatacactatgatcgatgcagaatactctgttattc(T)15125 9828357 9828481 TGAGAGTGAACCTTTATCTCGAA CCAGCACTGAATGCAAGAGA 248

Ai06B3900 Araip.B06 3900 c (GT)7(GA)9 32 9837941 9837972 ATGGATGGATGGATGGTTGT TGATTGGAAAAGCAGAAGGG 160

Ai06B3906 Araip.B06 3906 c (A)12ggagtgagaactttat(A)1442 9847897 9847938 TTCATTGGGTTCTTCTTCGG AAAAACACCATTGTGACTCCA 199

Ai06B3908 Araip.B06 3908 p2 (TA)6 12 9852105 9852116 TGTTTTTCAGATGCAGGTCG AACAAGCTCCTGACTCAGCC 268

Ai06B3909 Araip.B06 3909 p2 (TA)8 16 9859508 9859523 TGTTCTTTTGGGTTTTGGGA AGGATCGAGTTGACTTGCGT 185

Ai06B3914 Araip.B06 3914 c (A)10gaagaagatggtgatgatgatt(A)1345 9865586 9865630 TTTTGCAGCATTATGTGTTTTT TCCTCTTCCTCATCTTCTACTGG 192

Ai06B3917 Araip.B06 3917 p3 (AGG)10 30 9876061 9876090 GTGAGTTTGGATGGAGGCAT GGCGACTTCTTCTGGTCTTG 248

Ai06B3919 Araip.B06 3919 p3 (AAT)6 18 9880011 9880028 TCCGAATCACTAATGTCCCA AAGATGTTGACATGTGGAATGA 267

Ai06B3920 Araip.B06 3920 c (T)10(A)10 20 9885723 9885742 TTTTTACAAAAGATATGATATTCGTGA TTTCTCCTCTCTTCGCCAAA 265

Ai06B3925 Araip.B06 3925 p3 (TAA)7 21 9893348 9893368 TGAATCATTACCATTTGCACTCA TCATGGTTATTATTATTTTTGTTCTTG 197

Ai06B3928 Araip.B06 3928 c (A)12tagacaccaaatttctatatttttttaatttattaaatattaaatgaaataaaatgttagtaattgcagcataaatttaattt(A)10105 9897363 9897467 TTTTGTTGGAGGTTATGGGC TTCTTACAATGTTATCGAGTGTTGG 276

Ai06B3931 Araip.B06 3931 p3 (TTG)7 21 9906508 9906528 GACTTCCCAACAAGCTCTCG GACCTTTTGGCAAAGGACAA 263

Ai06B3933 Araip.B06 3933 p2 (CT)6 12 9913089 9913100 CGTTCTGGTGGGATACAGGT TTAACCTTCCCGCAAAAATG 240

Ai06B3935 Araip.B06 3935 c (TA)6ctaataatattagtctctttaaca(T)1046 9918184 9918229 TGGATCTTAACGCCGATTTC TGAATTCAAGCACAAGCCAC 262

Ai06B3936 Araip.B06 3936 c (A)11ttaggtaatcaacgctttttccaaccaatttttcaataaataaactaatttataaaaaatataaaactaaacaaaaataaatatacaaaattatt(A)10116 9919052 9919167 AACTGGTTTGAACTGATTTTCAGA TTGGGTGGTTCTTTTGTTAAA 219

Ai06B3939 Araip.B06 3939 p3 (TCT)5 15 9926888 9926902 TGAAGCTTGCTGCTTGAATG TTCTTGCTTGGGAAACTTGG 146

Ai06B3941 Araip.B06 3941 p2 (AT)7 14 9950002 9950015 CGAGTGCAAAATCAACCGTA GCCACCCCTACATACACACC 151

Ai06B3942 Araip.B06 3942 p2 (AT)9 18 9952530 9952547 CCTCCCCTGTTTCGTTTTCT TGCAGAGAATTTCCAGTGAGG 242

Ai06B3943 Araip.B06 3943 p2 (TC)7 14 9954337 9954350 ATCTGGTTACGTGAGTGGGC CGTGAATTTATAAGAAAGAGGAGGA 217

Ai06B3946 Araip.B06 3946 p2 (TA)12 24 9971761 9971784 CAGGTTGATCAAAGTCAACTAATCA TCTGTTAGGATCACAGCCCC 274

Ai06B3947 Araip.B06 3947 p2 (TA)6 12 9971922 9971933 CAGGTTGATCAAAGTCAACTAATCA TCTGTTAGGATCACAGCCCC 274

Ai06B3954 Araip.B06 3954 p2 (TA)6 12 9990190 9990201 CAGCATTGCTTCTTCATGTTG CTCTGTCTCCCTTCCAAACG 277

Ai06B3956 Araip.B06 3956 p3 (TTC)5 15 9996907 9996921 GAAAGAGAGCGATTTTCGCA GGAGGAAGAGGTGGTGTTGA 251

Ai06B3958 Araip.B06 3958 p2 (AT)9 18 9998753 9998770 TTTGGATAAGAGAGGCGCAC GGGAGAGAGATGCATGTTTGA 163

Ai06B3959 Araip.B06 3959 c (A)10ttcaccaaccacc(A)1134 9999595 9999628 CCCTGATTGAAGAACCCAAA CGCAGATTAGCACGTTGGAT 217

Ai06B3965 Araip.B06 3965 p2 (CT)6 12 10012973 10012984 TCATGCTCCAACCGTTGATA TCTTGTCCAAAATTCCAGGC 267

Ai06B3967 Araip.B06 3967 p3 (TGA)5 15 10021046 10021060 GTTGAGAATTGGCGGTAGGA ACCAAACCCCATTCACATTG 131
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Ai06B3968 Araip.B06 3968 p3 (AAT)7 21 10021223 10021243 GAATGGGGTTTGGTTTGTGT GTGGGCATACTGTTCCCAAT 277

Ai06B3974 Araip.B06 3974 p2 (AT)11 22 10037289 10037310 GCCACTGTTCTCTGCCATCT AAAATTTAAAGTGGGGGCAT 224

Ai06B3977 Araip.B06 3977 p3 (AGA)5 15 10046786 10046800 GAGTTCCAAGTGAGGGATGC GCCCTTCTCTTCTCCTTCGT 194

Ai06B3978 Araip.B06 3978 p3 (AGA)5 15 10047500 10047514 GGAGATTGATGAAGGCCAGA TTCTCTCCTCGTCCGTCAGT 152

Ai06B3981 Araip.B06 3981 p2 (AT)6 12 10057448 10057459 TTCGATTCCAGGTTCTCACC TTCACTGTTGCGGACAAAAA 274

Ai06B3985 Araip.B06 3985 c (TCT)5tttctgcacgttcttcttcctcttcttcttcttaccttctctttctccttcttcatttacgtgcttttttctctg(T)10100 10067276 10067375 TTTTTCCGTGCCTCTTCTTC CCTCCTCATCTTCTGCTGCT 210

Ai06B3987 Araip.B06 3987 c (GAA)5gagtaggagaagaagaaggagaagaaaaaggaagaggaga(AGAAGG)797 10067864 10067960 CAAAGAGAGAACGCACAAAGG CGTGCTCATCCTTCTCCTTC 177

Ai06B3988 Araip.B06 3988 p3 (TAT)7 21 10074150 10074170 TTCTCTCTCTTTTCTCCCATTCTC ACTGACACTGTGGGCATCAA 205

Ai06B3992 Araip.B06 3992 p3 (TCT)7 21 10086902 10086922 AACCATGACAAAAACGGGAG GGGAAGATCATTGACATGGG 219

Ai06B3994 Araip.B06 3994 p2 (AG)7 14 10093636 10093649 AGTTTGCTTGTTGCACATCG GCGGCAAAATTTTTCGAGTA 277

Ai06B4004 Araip.B06 4004 c (AG)6act(GA)17 49 10144228 10144276 CATGATTGCATTTCATGAATTTTT TTCGCATGATAAATTATTTGGTG 125

Ai06B4005 Araip.B06 4005 p3 (TTG)5 15 10146814 10146828 ATGGTGTGGTGGTGGTCTTT CACTCTCCCCTCCCTTTTTC 101

Ai06B4006 Araip.B06 4006 c (TA)7aattttgagaatcttaaattctaacccttctcttttctctctgtcgttataggattaggatttagggttttca(AT)699 10147282 10147380 TGGCCAAAAATCAGTAAACTATACC TGATAAACCAAACTTTGAACTGATCT 280

Ai06B4007 Araip.B06 4007 p2 (AT)9 18 10147842 10147859 CCAATAGTAGCTTGGCCTGG TATGCACCACTTGCACATGA 131

Ai06B4011 Araip.B06 4011 p3 (TAT)6 18 10154595 10154612 TACATGCCTCTCAGCCTCCT CCATTTCATGGGATCACGTA 223

Ai06B4012 Araip.B06 4012 p2 (TA)6 12 10165985 10165996 CCAATTTGGACTCAAGGGAC GCCATTGGAGTTCTGCTTTC 272

Ai06B4020 Araip.B06 4020 p3 (TAA)5 15 10204992 10205006 CGATCTTATCACGTGCATGG GGTACAGGCCACCAAATATAGG 275

Ai06B4022 Araip.B06 4022 p3 (GAG)5 15 10218026 10218040 TTAGATCGGGACCACCAGAC CTCCCTGGGCAAAGTGATAA 196

Ai06B4023 Araip.B06 4023 p2 (AT)6 12 10220345 10220356 AGCATTTAGCACATCCGACC AGAAATTGTGCAGAGAATTGAAC 190

Ai06B4026 Araip.B06 4026 p3 (AAT)7 21 10235087 10235107 ATCCGAGGTTGAGGAGGTTT GGGGGAATGCTATGCTTATG 201

Ai06B4031 Araip.B06 4031 p3 (TTC)6 18 10254295 10254312 TCCGAAGGACACAAACACAA GTGGTGTGGGGGACAGTAAT 149

Ai06B4032 Araip.B06 4032 c (TC)6tttctcaatgacccacccaatcaatttcacaccttgctaattcaataaaccaaaccttcctctcatcttc(CT)25132 10254862 10254993 ACTGCTTATTGTTTTGGCGG CCAAATTCCAAAATGCTGCT 267

Ai06B4035 Araip.B06 4035 c (A)10gttgggttaacttaaaagcagaaaacaataatcatataaaacaagtctattgaactagg(A)1079 10260325 10260403 ACTCGGATCACGAATTTTGG TGCCTGTTTCTTGTATTAATTTTTCA 280

Ai06B4037 Araip.B06 4037 p2 (AG)7 14 10264630 10264643 AAAAATGGCCGTGAATGAAG GGCTTTGCAGAAACAAAAGC 252

Ai06B4038 Araip.B06 4038 c (TGA)5gaagaaatccacttctttgacgtccctagagggtaagaaagtcaattcacgggggtgtgggttatccatttcttatacgaatagaaattaaagaa(AG)6122 10265230 10265351 TACAGGGTGATGAGGGAAGG TCGTCGTCGTCTTCCTCTTT 211

Ai06B4045 Araip.B06 4045 c (AT)6(AC)6 24 10286224 10286247 AAGTTTGGTGTGGCAAAAGC CTCCCATGACTCAGAGGTGG 132

Ai06B4046 Araip.B06 4046 p2 (TA)8 16 10292854 10292869 TTCACTTGACACCTTCACGC TGAAAAATACAAAGCTTGCGAA 232

Ai06B4047 Araip.B06 4047 p2 (CT)11 22 10294127 10294148 AAAATCATGGTTGACACGCA TCTTAGAACAGGAGCCGGAC 224

Ai06B4048 Araip.B06 4048 p4 (TAAA)7 28 10299797 10299824 GCAGAGAAGTCCCTGTGAGG TCTGAAATTAAGTTTGGTGTTACCC 155

Ai06B4050 Araip.B06 4050 p4 (AATT)5 20 10314854 10314873 CACCCTCGAGCAAGAGAAGA CAACGCCAAAAACATGTCAC 270

Ai06B4052 Araip.B06 4052 p2 (TG)6 12 10320002 10320013 CCACTTCCACAAGGGACATT CGCCCTTCATCCGTTAGTT 264

Ai06B4058 Araip.B06 4058 p3 (CAT)5 15 10341289 10341303 GTTGCAACAACACCGTCACT AATCAAAACTGGTTGTGGGC 213

Ai06B4062 Araip.B06 4062 p3 (AAG)8 24 10351620 10351643 ACGCGCAATACCAAGTTCTC TCGAATCTCATGAATGCAGC 173

Ai06B4063 Araip.B06 4063 p2 (AG)9 18 10354285 10354302 GATCCATTCTCGCCATTTGT CCATGCAAGTTTCCATTCCT 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B4066 Araip.B06 4066 c (AAT)5cagagaacatcattaggaggaggaatggtgaacttcccaaacttcttggttccttcactcttactcaacaaatcttctt(CTG)5109 10357313 10357421 TTTTCAGGTTCAGCACAAGC TGAGTTCTTGTGTTGCTGCTTT 250

Ai06B4068 Araip.B06 4068 p3 (GTA)6 18 10362387 10362404 CGAGTTTGGACAACTGACGA GGAAAACACAAAGAAGACACCA 217

Ai06B4069 Araip.B06 4069 p2 (AT)7 14 10366717 10366730 GCCCTTTACTTCTCTATCGTCA AGTGAATTAAATTTTGAACGGTCT 156

Ai06B4072 Araip.B06 4072 p2 (AT)6 12 10374755 10374766 TGGTTGTAGGACCTGAAGGG AAGATGGATTGGGACACTGC 189

Ai06B4076 Araip.B06 4076 p2 (TA)6 12 10380427 10380438 GCCGCACGCTTTATTTATTT TTTTGTCGGAATTAAATTTGTCTG 129

Ai06B4080 Araip.B06 4080 c (A)10tcaagatagaaagtgataattgaggaaatggccgtcgtcgatccacatgcaggttcgtcagctaatgatagccaataattcagattttattt(A)10112 10405518 10405629 GTATGCTTTGGCCGGTTTTA TGCTTAAGTCATAAAATTGAGGTGA 277

Ai06B4085 Araip.B06 4085 p3 (CAA)10 30 10410563 10410592 GCAAAGAGGCATAGACCCTG GCAAGTGTTAGCCATGAACCT 280

Ai06B4087 Araip.B06 4087 c (TCTT)7ttttaacttgtggggtggtgtgggtagaaatttgaggaataaggattgctctgcttcttctttctactcttttgttttcatacactgtaagtgcattat(TA)7141 10411459 10411599 TCACCCTCTTCTTCAACTTGG TTGCCTTGCAGCAATAAACA 246

Ai06B4088 Araip.B06 4088 c (A)11gagttgaaaggtgagttatgacttatgacttatgagtacttagcatgagag(A)1072 10420546 10420617 TTGGCTCTCCAAACCTTTTT GTTGCTGAAAGTGCAGTGCT 225

Ai06B4100 Araip.B06 4100 p2 (TA)9 18 10464733 10464750 CGTTGGATCCCCCTCTTAAT GCCCATCTAGACACTCCCAA 272

Ai06B4104 Araip.B06 4104 c (CTTT)5ctgagc(CA)944 10477249 10477292 AAAACGCAGGTTGTGTCTTC CTCCCTCCTGTGTGTTTGGT 254

Ai06B4106 Araip.B06 4106 p3 (TGG)5 15 10480117 10480131 GGACAAACAAACCTTCCCAA TTGCAATTCCTGCTCAAGTG 248

Ai06B4107 Araip.B06 4107 p2 (AG)12 24 10483777 10483800 TCCGAGTTGAATTAGTTCGTG CAACAACCACCCTCCCTTTA 277

Ai06B4114 Araip.B06 4114 c (A)10tttctcctttgttttcg(A)1037 10508891 10508927 TCGAGTTTGGACAACTGACG GCCAAAACCTCTGTCCAAAA 262

Ai06B4116 Araip.B06 4116 c (A)13cgttaatgatgattctaaatcaaaaattacgtattttgctattgaatt(TGG)8tagtgttggtac(TGG)5tattggtgctggttgtggtgttggtgttggtgttgt(TGG)6166 10526745 10526910 CATCGAAGGAGACTCCGAAT AGAATGTCTTCAGATTGAGAACAAC 280

Ai06B4117 Araip.B06 4117 p2 (TA)6 12 10537089 10537100 CGTGGAGGAGATGTGACTTG CGTTCATAGTGGTAAATTGATATTGC 211

Ai06B4122 Araip.B06 4122 p2 (TC)11 22 10553961 10553982 TTATTTCCTTGGGCCTTCCT AAGCAAAAGCTTGCGAAAAA 188

Ai06B4123 Araip.B06 4123 p2 (CG)6 12 10567400 10567411 GCGAATAACAGCCCTCCATA GATTGGCAGATTTCACCCAT 131

Ai06B4126 Araip.B06 4126 p3 (TCA)5 15 10575232 10575246 CTTTTGGAGTTCGCTTGCTT AGTTCAAAGGCCCACAAATG 197

Ai06B4132 Araip.B06 4132 p2 (AT)7 14 10602476 10602489 AATGCTGGCCCTAGACTTTTT TTTTGTCACAATTAGACCAAACAAA 251

Ai06B4137 Araip.B06 4137 p5 (AAGAT)5 25 10631398 10631422 CGACAGGAAAGCCCAATAAA ACCTGGGTGCTCCAATGTAT 202

Ai06B4138 Araip.B06 4138 p3 (ACC)5 15 10664686 10664700 GTAACCCACGGAACAACCAC TGAAGGTGGATTGACGATGA 180

Ai06B4139 Araip.B06 4139 p5 (ATATT)6 30 10666398 10666427 TCAAGAGGCATACCATGCTG CTGGGCCTTAACTTTTTGAGA 161

Ai06B4141 Araip.B06 4141 p2 (GA)12 24 10671064 10671087 AGCGAATTGCTTCTTGCACT GCCCCAAAAGTTTTTCATCA 273

Ai06B4142 Araip.B06 4142 p3 (AAT)5 15 10681303 10681317 TGTCCTTGCCATTTTTCTTCA TCCCAAGGCACCTAGTTGAT 277

Ai06B4143 Araip.B06 4143 p2 (AT)8 16 10682371 10682386 TCTCGTGCTGATAACGTGTTG GGACATGATCTGAAGCCATACA 250

Ai06B4149 Araip.B06 4149 p3 (TCT)5 15 10721182 10721196 AGGCCCATTACCAACAAAAA AGATGTGCGAGAAGCTCCAT 104

Ai06B4150 Araip.B06 4150 p2 (AG)6 12 10725635 10725646 CGGCCCAGAAAACACATATT AACCAAATTGGCAACATCAA 269

Ai06B4151 Araip.B06 4151 p3 (TTC)5 15 10729371 10729385 CATGCGACGCACAATTTAAC GAACATTTAACACCAATGGAAAAA 275

Ai06B4152 Araip.B06 4152 c (GTG)6acgacattaatgaaagtgaaaaataat(A)10ggaggagaagaagaagacgtaatatcaggggt(GAA)5102 10736005 10736106 TTGAATCATGAACACAAAATGAGA CGTTTTCTTCTTTTCTGCGG 213

Ai06B4153 Araip.B06 4153 p2 (AC)6 12 10739104 10739115 CGAGGTAAAATGCCAATGCT CAAACCTCTTGCTTCTTGGC 205

Ai06B4157 Araip.B06 4157 p2 (AT)7 14 10747686 10747699 TCTCGTCCGTGTATTATGCAG GGTCCAAATTCAACTCTAAATATTCG 267

Ai06B4163 Araip.B06 4163 c (CCT)6tctccttctcctccttctttttttattgaaactttttttctc(T)1070 10764093 10764162 GCCAAAACCTATACATACATGTCC ATCCCTCACCACTGACAAGG 266

Ai06B4165 Araip.B06 4165 c (CTT)6tttcatcatcatcaat(TCA)1064 10765524 10765587 CCAATCACAAGGGTGAGGAT CCACCTAACTACTTTTCCCTCTC 260
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Ai06B4166 Araip.B06 4166 p2 (TA)6 12 10767894 10767905 TCGAAAACCAAGAGTGGAAAA TGTTGCCTTTTCTGTTGAGA 271

Ai06B4172 Araip.B06 4172 c (TCA)5tctttttttttattcttatttatc(T)1049 10777824 10777872 TTGGCAAAAGTAACCGGAAG TTCTGAAAGAGCAGGTTCGG 145

Ai06B4185 Araip.B06 4185 p2 (AC)10 20 10809074 10809093 ACCAGTGATGGCTGATTTGTT CAATGCCAAGTTTTAGGGATG 100

Ai06B4186 Araip.B06 4186 p3 (AAG)6 18 10810068 10810085 CCCCGGCACATTATTTCTAC GTTGGTCGAGTGGTCAGCTT 206

Ai06B4190 Araip.B06 4190 p2 (TA)7 14 10841628 10841641 TTTGGACAACTGACGGTTCA CACCATGCATGAGTTTTCAA 265

Ai06B4191 Araip.B06 4191 p2 (TA)6 12 10848089 10848100 TCACTCTTCCCCATCACCTC GCCCTCAAGCAAAAGAAGAA 277

Ai06B4192 Araip.B06 4192 p3 (AAC)9 27 10863349 10863375 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 219

Ai06B4193 Araip.B06 4193 p3 (ATT)5 15 10865714 10865728 TTTGGAGGTTTGGAATGCTT CTCTCGGGTCAAGGTATGGA 184

Ai06B4198 Araip.B06 4198 p4 (ATTT)5 20 10882485 10882504 TCCACTTTAACACTTTTGGAGTCA CAAACCCACAATTTGAGTGC 239

Ai06B4202 Araip.B06 4202 p2 (TA)11 22 10899137 10899158 TCGAGTTTGGACAACTGACG GCCAGCTAGAATTGAACATGC 201

Ai06B4210 Araip.B06 4210 c (G)10acttgcccccagtgacatttgatatttttaaacccaa(AT)1169 10931101 10931169 TTGCAAACGTGTGCCTTATT CTTCCAACCTTGATGCCTGT 245

Ai06B4214 Araip.B06 4214 c (A)10ggacttgtttttgtttctatgttagcctgtgtggcggcgcaccaaaagcaagcaagcaaagcgaag(CAA)591 10940695 10940785 TTTTGGGGACGGTGATATGT GCTAGGGTTTGCTTACTGCG 253

Ai06B4215 Araip.B06 4215 p3 (TCA)7 21 10941337 10941357 GCTTAGCCCACCTCCTTTTT TGGGACAGTTGGATAGGGAG 255

Ai06B4218 Araip.B06 4218 p3 (TCA)5 15 10946283 10946297 GTTATTCCCACACAATGGGG TGGGGCCAAAAAGAATTACA 158

Ai06B4223 Araip.B06 4223 c (T)13gagattgttgctttgttttg(T)36aaaaaacaaacc(T)1798 10959466 10959563 ACCATTGGTGTCGGTTTTTG TTTGGGAATATGTTCAAGTGAGAA 258

Ai06B4224 Araip.B06 4224 p3 (AAT)5 15 10962036 10962050 TTCCAGTTGCGTAGAGAGAGTT TCAAGTTAAATAGCAAAACCCCA 191

Ai06B4225 Araip.B06 4225 p3 (ATA)6 18 10963624 10963641 GTGGCGTGACCTCTCTTCTC TCATTTTACCCTAAATTCCCACC 148

Ai06B4226 Araip.B06 4226 p3 (GAC)6 18 10966559 10966576 CCAAATTAGGGAAATAAACAAATCA TTTTTGGTCCAGTTCCAAGC 276

Ai06B4229 Araip.B06 4229 c (T)12ggattgattagtccctatgtcaaaaaaaataacattga(T)11gcacaaggatctcgttgtcctttcgaaataattgtcaaaagccgaattaga(T)11123 10976259 10976381 GGGAAGAGGGATGGAGGTAA CAAGCAGCAGTCTGGCATTA 261

Ai06B4231 Araip.B06 4231 p4 (TTAA)5 20 10977764 10977783 TCAGAGGCTTGGACCTTGAT TTTGAATGCATGACATGAACAG 182

Ai06B4236 Araip.B06 4236 p3 (CCT)5 15 10985675 10985689 GTCTTGGGAACATTGGATGG CCCCTTTGGTTGCTTTCTTT 237

Ai06B4239 Araip.B06 4239 p3 (AAG)6 18 10989931 10989948 CGAGAAGACTTTTTGAGGCG ATCGTGATCCAGAAGTGGCT 254

Ai06B4240 Araip.B06 4240 c (T)13gattttttttattcttgttaagagagtaaaataagaagaaacttaaaaagttaaaacaaaaagaaaaagatgaataag(A)10gaagaagatggtgatgataatgaaa(AAG)5141 10990226 10990366 TTTTCCTCGCCTTTGTCATT TGTCACACTTCTGGCTGCAC 262

Ai06B4244 Araip.B06 4244 p2 (GA)7 14 11000976 11000989 ACCCAAATATTAAAGCGGGA TTGAAATGGGCCAGGTAGTC 265

Ai06B4245 Araip.B06 4245 p4 (ATTA)5 20 11001222 11001241 ATTAACTCATGGGGCAAAGC TTGTCCCCAAGCAAGAAAAG 243

Ai06B4250 Araip.B06 4250 p2 (AT)13 26 11017550 11017575 TGGGCAAGTTTGTGTCTGAG CCCACCATGGTATGATCGTT 274

Ai06B4254 Araip.B06 4254 p2 (TC)6 12 11025069 11025080 TTCCTTTGCCTCTTACTTCCC AGCATTTGAGTTTCCAATCG 250

Ai06B4255 Araip.B06 4255 p5 (TATAT)6 30 11030135 11030164 TCAATCCAACATGGAAAGTTCA TTTTGGCCAAGATCCAAGTC 261

Ai06B4257 Araip.B06 4257 c (ATA)8a(CT)6tctcctcttttgtatcagacacatttacaatatcagaaacaaaatt(A)1396 11036984 11037079 GCTTTCAATATCTGTGACTGCAC CAGAAAATTTGTCGCCACCT 244

Ai06B4258 Araip.B06 4258 c (TGT)6tggtgaaggagaggtagcccacgatatcatgagaagaaga(AGT)985 11037728 11037812 TCATGATCTGTGGTGGGAAA ACCACTGACCACCCAAATTC 280

Ai06B4259 Araip.B06 4259 p4 (TGTA)6 24 11038200 11038223 CCTCAATCTGCAGCTCTTCC CAAATGGGAAGGCACTCTTG 258

Ai06B4262 Araip.B06 4262 c (T)10ccnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncacagcaaaat(AATTA)5110 11042184 11042293 TGTTGGCACTTGAAAGAATGA ATGCCACAAGCACATGGTTA 273

Ai06B4263 Araip.B06 4263 p5 (CATAT)5 25 11042897 11042921 CCTTCCAGATTCAAGCCAAA CAAATTTTAGAGCCCACCCA 187

Ai06B4264 Araip.B06 4264 p2 (GA)10 20 11045259 11045278 CCGCCTTGGAAAAATACAAA TTGGGCCATGTTCTCTCTCT 265
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Ai06B4266 Araip.B06 4266 p4 (GAAA)6 24 11051486 11051509 TCAAGCACACCTTTATATTTTCAA GCTCATTTGAATGTTAATGCGA 181

Ai06B4269 Araip.B06 4269 p4 (TTAA)6 24 11062716 11062739 TTGGCTTTTTCTGCTTGCTT AACGAATGCTTGAACAGTGC 242

Ai06B4273 Araip.B06 4273 p2 (AT)11 22 11069961 11069982 CCAAAACTCTTTTCCCCACA AATTGTTGTTTGTCCCCGAG 229

Ai06B4274 Araip.B06 4274 p2 (AT)8 16 11070120 11070135 TGCATGCATCATGTGTTTTG CATTAATTTTTGATGCAATTTTCG 257

Ai06B4276 Araip.B06 4276 c (TA)6aagatagaaaagagtataaaaagtaaagagagagagaattgcataa(AT)772 11080798 11080869 TGAGCAGGAGCAAAGACAAG GGAGGACAACTTATCCCCTGA 265

Ai06B4277 Araip.B06 4277 c (TA)7ataaaattatatgttgtaatg(TA)749 11084289 11084337 AAGCAAAAGCTTGCGAAAAA ATGCCACAAGCACATGGTTA 215

Ai06B4278 Araip.B06 4278 p5 (ATCCG)5 25 11089975 11089999 TGAACGCCCAAAACACATTA CCTCTCTCCCTCTCCTCCAT 274

Ai06B4280 Araip.B06 4280 p3 (TTA)5 15 11091043 11091057 TCTCTGGCTTTAGGTGCCAT CCACAGGATCACCTCAGGAT 276

Ai06B4293 Araip.B06 4293 p2 (AT)6 12 11114810 11114821 ATTGCGTGAATCTCAGGGAC CTGTTCAGGATTTCCAGTGTG 278

Ai06B4295 Araip.B06 4295 c (T)11atacttttataggattaatatatcctattattattggcctttgccctacccta(T)1074 11125667 11125740 TTACGTCCTTTTCCGAATGC TTGCATGCTCTTCGTTCTTC 279

Ai06B4298 Araip.B06 4298 p2 (AT)8 16 11128547 11128562 GGGAGATCAAGGGGATCTTT AGATGGGGAACCCTATTTGG 224

Ai06B4303 Araip.B06 4303 p2 (TG)9 18 11150299 11150316 CTTGAAGCTTTGGGTGCTTC CAGGTCCTCAGTGATGGGTT 248

Ai06B4304 Araip.B06 4304 c* (CA)13(ACTA)5* 45 11154080 11154124 GTTCTTCGGGTGTAACAGGG TTGCTCAAAAACAGTCACCAA 252

Ai06B4305 Araip.B06 4305 c (T)14aaattaaataaaaaaatcatttttatttttattaagttataagaatattttaataaaattagtgatatgatatataatttt(A)10105 11155303 11155407 TGATTAATCTAAAAGGGTAATTTTTGT CGTAGACTTTCGAACACTTTTGA 207

Ai06B4312 Araip.B06 4312 p2 (AT)6 12 11198513 11198524 TGAGACTTGACATTACGCCG GACCCTTGTGAATTGGCTGT 247

Ai06B4314 Araip.B06 4314 p2 (TC)8 16 11206802 11206817 TAGACAACCCTACCCGAACG AATGACCCCGAGGTTAGCTT 213

Ai06B4320 Araip.B06 4320 c (A)10gagaaagagatggtagtggtgttggtgatgacaataataaagataaaacaaagagaaagat(A)1687 11222555 11222641 TGGCGATGATAATGAAGGAG GCCGCTTACCGTGTACAAAT 194

Ai06B4321 Araip.B06 4321 c (AG)7c(GA)6 27 11223136 11223162 CAGTGGTGTGATTCATTGCC AGCATACGATTTCGAGCGTT 193

Ai06B4323 Araip.B06 4323 p3 (CTA)5 15 11224404 11224418 TCTGCTGCCGAGGTTCTAAT CGTGCTAACATTCACCGTGT 244

Ai06B4332 Araip.B06 4332 p3 (TTA)5 15 11247661 11247675 AAGTTTGGTGTTGTGATGCCT TTGGTCTATTCAAGCCTGGG 239

Ai06B4335 Araip.B06 4335 p2 (TC)6 12 11257264 11257275 ACGATTTCAGTTTGTTCGCA ACCGAGCCTGAAAGTTCAAA 210

Ai06B4337 Araip.B06 4337 p3 (TTA)5 15 11262015 11262029 TTTCCTTCTTCTTTGTCACTTCC AGGGTGTAATGTACGCAGCC 255

Ai06B4338 Araip.B06 4338 c (TA)13gtcact(CAA)8(TAA)674 11262426 11262499 GCCTTTCCTTTTAATGGATGC GCAGAAGCTTGTCCAAATGA 252

Ai06B4339 Araip.B06 4339 c (TTA)6(TTG)8agtgac(TA)13agaatttaatgaataaatttattattatttttgtccaaaaaatacaaaaaatatagtacaatattattgtgtaat(TAA)5164 11262738 11262901 GCTGCAAATAGCACAAGAGG GCTTAGTTGTTGTGGGGAAAA 242

Ai06B4340 Araip.B06 4340 p3 (ATT)19 57 11264944 11265000 TACTCCAAACCCCACGATTC TGCTTTCCTTAGAAGGGATGTT 276

Ai06B4342 Araip.B06 4342 c (A)12ttaagtcataatatataggcaaataagtacccaactctttaaaaagcaagtaagcaggagaaggcacatcaatg(A)1096 11272127 11272222 AAAATGTAAACTGAGAAATCACGC CAAATCAATGGGTCGGTTTT 271

Ai06B4343 Araip.B06 4343 p4 (TTTG)5 20 11286358 11286377 GGGAATTGGGGAAATGAAGT TAGGGGTGAGGGAGGAGTCT 244

Ai06B4344 Araip.B06 4344 p3 (ATT)6 18 11287178 11287195 GGCAAACCCTTAAATGGAGC CCCTTACCCTTACCTTAGCCC 257

Ai06B4345 Araip.B06 4345 p3 (ATT)6 18 11293237 11293254 CGTGATGCCATACGTGTTTT GCAACTTATCCAGATCAGCCA 278

Ai06B4349 Araip.B06 4349 p3 (TTA)5 15 11323123 11323137 CTGCCAAAATGAATGCACTA AATAACCGGTGCCATTATCA 280

Ai06B4350 Araip.B06 4350 c (A)12gagaaa(AG)630 11330591 11330620 AGGATAGAGCTCATCGAAACG CACGAGAAAGAGAAAGAAAGGAA 246

Ai06B4351 Araip.B06 4351 p3 (GAG)5 15 11336669 11336683 TGCACACATTAATATTGACCCA TGTGTCCATACGATATAACTTTACGA 257

Ai06B4352 Araip.B06 4352 p2 (TC)19 38 11338131 11338168 AGGCTGCTTCCCATACCTTT AAAGGGCAACTGCTGAGAAA 161

Ai06B4354 Araip.B06 4354 p2 (TG)6 12 11343279 11343290 TTGCATTTGACGCTAACGAA CACCTCAATCCGAAAGGAAA 144
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Ai06B4359 Araip.B06 4359 p2 (CA)6 12 11359888 11359899 GGCTTTTGGTGACAAAACGTA GGATAGAATGGATTGCCAACA 184

Ai06B4361 Araip.B06 4361 p2 (TC)6 12 11363721 11363732 CTCTTGCGATCTCGATTGGT CTGCCACAGAAAGAATGCAA 267

Ai06B4364 Araip.B06 4364 p2 (TA)6 12 11371458 11371469 AGGGCAGTCAATGGACACTAA CAAGTCCACAATCCCTGCTT 256

Ai06B4366 Araip.B06 4366 c (C)14tttcttttttttctctcttctctctctttctgcc(T)10atataggaaaattga(T)1487 11371928 11372014 TTGTTTGGCCACGATCATTA TTTTTAATCACGTTAATTTTCCGA 243

Ai06B4367 Araip.B06 4367 p3 (ACA)18 54 11382612 11382665 AACAAATTGGAAGCTTGCTGA GGTGGAGTGCATCTGGTTTT 228

Ai06B4376 Araip.B06 4376 p4 (TCTT)5 20 11409675 11409694 TCGATTGATTTCTAATCACACAATG CAGAGAACGTTGCGCTACAA 184

Ai06B4379 Araip.B06 4379 p3 (TAA)5 15 11454018 11454032 GGTTATGCTTGTATGATGTTTGG TTCTCAAACGAACACCCCTT 272

Ai06B4381 Araip.B06 4381 p2 (AT)6 12 11458765 11458776 TGTGTTGTGCTTTGTCATTGG TTTGCATTTCTTAATCACCGC 279

Ai06B4383 Araip.B06 4383 p2 (AT)7 14 11478598 11478611 TGTTAATCGCTTCTGTCATGC GTGAGCTCATGACCTGCGTA 240

Ai06B4386 Araip.B06 4386 c (A)10ttttttaaaaaataaaaatgttttc(A)1146 11484842 11484887 TTTGGACAACTGACGGTTCA CATGACTTTACAGCCAGCCA 235

Ai06B4389 Araip.B06 4389 p2 (GA)19 38 11491217 11491254 GCACATGTTTGAAAGTGCCA CCTGGTGCCAGGTAGTCTGT 252

Ai06B4391 Araip.B06 4391 p2 (TG)6 12 11494079 11494090 CGTCGTCCTCTCCTTCATTC CTCATCACCTTCGCCTTCTC 217

Ai06B4393 Araip.B06 4393 p2 (CA)16 32 11520469 11520500 ATCCGATTGTGGGGAATTTT GGATGGAGTGTGGACAGCAT 278

Ai06B4394 Araip.B06 4394 p3 (TAT)5 15 11531991 11532005 CCTTTTCGAAACCCACATTT ACTCACAATAATGCACTCGCT 254

Ai06B4395 Araip.B06 4395 p3 (TAT)22 66 11536514 11536579 TTTCAATTCAATCATCATCAACAA TAGTGTTGAGTCTGCAGCGG 239

Ai06B4401 Araip.B06 4401 p4 (TATC)8 32 11562366 11562397 GTATCCCTTGTTCTGTCGCC TGGAAAACCAAACTAATAAAACGTG 274

Ai06B4403 Araip.B06 4403 p2 (TA)7 14 11566630 11566643 CATTTTTCACGCACGTTGTC CGCCAACTGAACAAGAATCA 250

Ai06B4405 Araip.B06 4405 p2 (AG)6 12 11572889 11572900 CCGTATCCATCCCACAAAAC CTCTCGGTTAGGACAGTGGC 238

Ai06B4406 Araip.B06 4406 p2 (CA)7 14 11579821 11579834 GGGATGTGGGTACTGGTGAC CACGCCCAAGGAAATTTTTA 217

Ai06B4409 Araip.B06 4409 p3 (GAA)5 15 11592317 11592331 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai06B4416 Araip.B06 4416 p2 (AT)8 16 11623905 11623920 TTGACCTGTTATATTTGCATACCA TTACCCTCCCGAGAATCAAA 241

Ai06B4417 Araip.B06 4417 p2 (AC)7 14 11632427 11632440 CCCTTGGCCCAACTAAACTA GAGAGTGTTCTTCCCCTCCC 111

Ai06B4420 Araip.B06 4420 c (T)10atccaaatattttagacgacctaatcaacta(T)1051 11637566 11637616 TTTTTAAGGCAAGATGAACAGAA TGAGGGATGTGAAGCACTTG 258

Ai06B4421 Araip.B06 4421 p3 (TAA)13 39 11641345 11641383 CGTTTTCCCTCCAAAATGAA CTACGACCGGTGTCATTATCA 256

Ai06B4422 Araip.B06 4422 p2 (TA)8 16 11642317 11642332 AACGAGCTCTTGACTCAGCC TCGTTAGGCGTCTGGACTCT 248

Ai06B4424 Araip.B06 4424 p3 (CAT)11 33 11646869 11646901 TTCCTCCTCTTTATTTTCTGCTG TTTGCAGCATTATGTGTTTCTTC 197

Ai06B4425 Araip.B06 4425 c (T)10catcatcatcaccatcttcttcttctttttttcatcatcatcacca(TCT)674 11647669 11647742 TCTCCTCCTCATCTTCTGCTG TTTGCAGCATTATGTGTTTCTTC 225

Ai06B4426 Araip.B06 4426 p2 (TC)22 44 11649273 11649316 GAAAGTTGATCGAGCAAGGC CTTCTTGCACGGGTGATGTA 280

Ai06B4428 Araip.B06 4428 p2 (TC)6 12 11655049 11655060 CAGGTGGAGAGAGAGATGGG TTGTGTGTGGGCTAAGCAAC 194

Ai06B4430 Araip.B06 4430 p3 (TGG)6 18 11673750 11673767 TCGCTTAAGACATCGCCTTT TGACAAGCAGAGGCTAGCAA 261

Ai06B4431 Araip.B06 4431 p3 (TCA)8 24 11673979 11674002 TTGCTAGCCTCTGCTTGTCA GAGGTTGGACCTCACCAAAA 149

Ai06B4432 Araip.B06 4432 p3 (ATA)5 15 11674285 11674299 ACCATCATCTCCTCGTTTGG ACGTGTCCAGGAACATGCTA 229

Ai06B4441 Araip.B06 4441 p3 (TAA)5 15 11709866 11709880 CACCCAGTCACCCCTTAAAA TCAGATTCCGTTCTGTGCTG 239

Ai06B4442 Araip.B06 4442 p4 (TTGA)6 24 11709993 11710016 CAGCACAGAACGGAATCTGA CTGTCTCTGCCTTCGAGCTT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B4445 Araip.B06 4445 p3 (TTA)6 18 11719605 11719622 CCTGATCTCGACCAGGTTGT TCAACGGAGCCAGAGAGATT 161

Ai06B4453 Araip.B06 4453 p2 (AG)8 16 11728008 11728023 TTGGAATTGGAACTCGAAGG TGTGAGTAAAGCAACGACGC 115

Ai06B4457 Araip.B06 4457 p2 (TC)9 18 11762753 11762770 CCCTTGAGCAAGTGCTTTGT CATGCTTGCTTCGGTCATAA 276

Ai06B4460 Araip.B06 4460 p2 (AG)18 36 11779349 11779384 AATGAACCATCCTGCAGACC TCTGACAGCAACCATAACCG 174

Ai06B4461 Araip.B06 4461 c* (A)10(AAT)5* 23 11784253 11784275 ATAGGGAGCTCTTGGGCATT GAGGAAGGAGAAAAGCAGGG 277

Ai06B4462 Araip.B06 4462 p2 (AT)7 14 11797579 11797592 GCAAAAACGACAAACGTTATCA CCAATCTTTTCTTTATGGGTCG 129

Ai06B4463 Araip.B06 4463 p2 (AT)6 12 11799689 11799700 AGCCATTCAAGACCCAATCA TGTTGTGGCATGATTTTGAGA 279

Ai06B4464 Araip.B06 4464 p4 (TAAA)5 20 11803623 11803642 CCCTCTCGCTCTCTCTCTCA TGGCAAAATAGAGAAATTAACAAA 212

Ai06B4466 Araip.B06 4466 p3 (TAA)6 18 11808231 11808248 CGAATACTATGCACTCATGATAACAA AAGGGTGAGGATCGCTTGTA 249

Ai06B4469 Araip.B06 4469 p2 (TA)7 14 11815038 11815051 GGCGCTAGTTTGATTTCGAC TGAGTTGGCTCAAATAATAGGAA 279

Ai06B4472 Araip.B06 4472 p3 (ACT)6 18 11820373 11820390 GTGACAGTTGTTGAAGCCGA TGGGAGGAAGGGTAGGTCTT 271

Ai06B4473 Araip.B06 4473 p3 (ATA)21 63 11826118 11826180 AACATGACAAGCCGGAAAAG AGATCATCTTGAGCTCCCCA 276

Ai06B4474 Araip.B06 4474 p3 (TTA)5 15 11826790 11826804 GTGTTTTTCCATCCCACAGC AAGAAGACGAAGAACGCGAA 166

Ai06B4475 Araip.B06 4475 p3 (CAC)5 15 11828059 11828073 CCCTTATCATCATCCGCATC AGAGAAAATCGGGTGAAGGG 257

Ai06B4477 Araip.B06 4477 p3 (CTT)5 15 11831462 11831476 TTTCTTCCGTCAAATTTTTCAA AACCATGCAATTTACGCACA 273

Ai06B4481 Araip.B06 4481 p2 (AT)8 16 11843864 11843879 TCGGCAGAAGTTCTATAAAGGAAG GGCCAAAAGGCAATGATAAG 255

Ai06B4482 Araip.B06 4482 p3 (TCA)6 18 11844369 11844386 GGCTTCCTCTTCAATTTCCC CTTTTCATTTGCCACTGCTG 231

Ai06B4484 Araip.B06 4484 p2 (CT)7 14 11862400 11862413 TTTGAGTGTCGGTCAAACCA TTCAAATGGAGATGGGGTTC 253

Ai06B4493 Araip.B06 4493 p3 (ATG)5 15 11940383 11940397 ATGAGGTTGATGCTTAGGCG CAATGTGGGTTCTCGGCTAT 268

Ai06B4495 Araip.B06 4495 p3 (ATA)6 18 11946760 11946777 TTCCTCTTCCTCCTCCTCATC TTCATCCTCTTCCAAGTAATTTTG 207

Ai06B4497 Araip.B06 4497 p3 (TCT)6 18 11958990 11959007 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 276

Ai06B4500 Araip.B06 4500 p2 (AG)10 20 12001771 12001790 CAAAGGAACGTAAAACCTGGA TTACAGAATATGCCCCCAGC 244

Ai06B4501 Araip.B06 4501 c (GC)6cgtttcagaaatatggataaccctagctcgcgaagcacactgcgcagtcgcgcaccccatttccccaaccccca(TCT)5101 12010031 12010131 AAAATCTTATCAATAAATTATCAACGC TTCAACGTTTGGACAATGGA 238

Ai06B4503 Araip.B06 4503 p3 (TTC)5 15 12015364 12015378 TTCGTTGTTCTTCTCTGTTTGTG TCATTCGTTGTTGGGATTCA 129

Ai06B4508 Araip.B06 4508 p3 (AAG)6 18 12030246 12030263 TGAATGTAAGTTCATCCCCTTC TTTTCGGTGTATGTGTGCTGA 274

Ai06B4510 Araip.B06 4510 p3 (CCA)5 15 12031446 12031460 AAAGTAATGTAGGAACCCAATTAAAAA TCAAGTAAGGTCGTGGGAGC 254

Ai06B4519 Araip.B06 4519 p3 (TAA)5 15 12064464 12064478 TGAAAACATAACAGAAAGGCATAAA CGAGCTTTCAATCATAGTTTCG 274

Ai06B4520 Araip.B06 4520 p2 (AG)7 14 12064705 12064718 GGAAGAGGTAACAAATATAAAGTATGG AAAAGGTAGCCTCATTGCATGT 226

Ai06B4522 Araip.B06 4522 c (A)11gata(AAT)7 36 12087692 12087727 AAGTGAGCCGCACATGGT ATAATCGGCGAAGGTTTGTG 184

Ai06B4523 Araip.B06 4523 p4 (TTGT)5 20 12089305 12089324 ACGCTTTTTCCACACCAAAC ACCCTCTTCCCCATGTTCTC 258

Ai06B4524 Araip.B06 4524 p2 (GA)6 12 12099212 12099223 AACCCGAAATTTTTGGATGA TTCTCTATTTCTCTTTGGCTGC 256

Ai06B4525 Araip.B06 4525 p3 (AGT)5 15 12102605 12102619 GAATTGGTACCGTTAGAATGCTT CACTCAACAGTCAACACGCA 218

Ai06B4527 Araip.B06 4527 p2 (TC)8 16 12106453 12106468 ATGGCTCCTCCATCATTCAC TGGACAAATGGTTTTAGTGGC 133

Ai06B4529 Araip.B06 4529 c (T)11ctttaaatgcaaaaatcaaagtcttatcttgaatcttaacaagaatttatccttt(TA)984 12120309 12120392 TTTGGACAACTGACGGTTCA ACACCATGCATGAGTTTTCG 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B4535 Araip.B06 4535 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttctttttaactaattatttttatttttaattttgattt(A)1096 12140329 12140424 TTATAGCACAAGCCCCATCC AGTGTGTGAAAAGGGCAACC 278

Ai06B4537 Araip.B06 4537 c* (TTATA)6(TA)9*(T)1155 12154122 12154176 CCCATAGTCTTCACTTTTGCATT TTTGGGTACCTACTCATGTAAAACA 274

Ai06B4538 Araip.B06 4538 c (T)10aaatttgaattttaaattttgaaaattgaa(T)1050 12157979 12158028 TTCTGTTCAGCATCCCCTTC CCCAGTGAGGTAACATGTGTAAA 274

Ai06B4540 Araip.B06 4540 p3 (TCC)5 15 12165360 12165374 ACCGCTGCACCGCTATAC CCCCCACCTCAGAAAATCAT 267

Ai06B4541 Araip.B06 4541 p3 (TCT)5 15 12165916 12165930 GGAGGAGATTGAGGGAGGAG CAGCAAAGGCATGTTGTACG 228

Ai06B4542 Araip.B06 4542 p2 (AT)7 14 12166759 12166772 GATTTTGGTAGATGGCATTTCA CTGTTTGTGAGAATGGAGATGG 253

Ai06B4544 Araip.B06 4544 p2 (TA)6 12 12172929 12172940 TTGTCCAAAATTGCACGGTA AATGTCAATACATTAAAATTAAACCCA 224

Ai06B4549 Araip.B06 4549 c (T)11gtgcaaccaaaacacaggctacatttatgaagtttcagctttttaaattttttgtttttgttttttaatccaaaatgcagattgcgtttggaaatggaca(T)12123 12182082 12182204 GGGTGTCAGCTAAAATGCAGA CTACGTTTTGGGGTTTCCAA 235

Ai06B4551 Araip.B06 4551 p3 (CAA)13 39 12186956 12186994 GTCCCATGTCATCGAGTCCT CGATGTTGGTGTTCCACTTG 202

Ai06B4557 Araip.B06 4557 p4 (TATC)6 24 12197481 12197504 CGCCAAGTAAAGCCAAAGAG CTCACCCTACACAGGACCGT 212

Ai06B4560 Araip.B06 4560 c (T)12gttttgttttttgggggagaaggggtcaaaagtgaatttaccaatttaagttga(T)1379 12199446 12199524 GGGCATTTTAAATTTTAGAGACCAA TATGCCTTGCTATGCGACTG 267

Ai06B4561 Araip.B06 4561 p3 (GAG)6 18 12205108 12205125 CCTCACCAGAAGAGCCAGAC AAAGGGTCCAGGAGGCTAAA 216

Ai06B4562 Araip.B06 4562 c (A)10catgaatttgttttagttttttctttatagacaacaacaaaag(A)1164 12206730 12206793 CCGTTATATGCATCTTGCTTC CGATAATTTCGAAGTTTGCTCA 207

Ai06B4563 Araip.B06 4563 p2 (TC)20 40 12208366 12208405 ACAAGGGCGATCCGTAACTT AAAGGGAAAAAGATGTCGGG 280

Ai06B4565 Araip.B06 4565 p2 (GA)6 12 12212313 12212324 TGATGAGCCATATCCGATCC AGAAACAACGAGCATGGAGC 251

Ai06B4566 Araip.B06 4566 c (TTC)5tctgttggcattcttcttcttt(TTC)1582 12212973 12213054 AACCTTCTTTGCTGCGTGAT ACGGGAGCAGAGAAGAACAA 229

Ai06B4567 Araip.B06 4567 p3 (TAT)5 15 12225918 12225932 CGGGTGTGAAATGAGAGTGA TGTTGAAACCCAGTCAGTGC 263

Ai06B4568 Araip.B06 4568 c (T)12ggcgtgggagcgtatgccgttcctggcacctataccccgcgatcaactcggcgatgttggtattccactagcgcgacggtattggcttttatcg(TTA)16154 12226516 12226669 AGATCGTTGTGTCGTGCATC CGCCAATGACTCCACCTAAC 246

Ai06B4571 Araip.B06 4571 p2 (CT)8 16 12234387 12234402 GTGGACGTGATCTCTCCGAT CAACGATGCCAATGCTCTAA 230

Ai06B4572 Araip.B06 4572 p3 (GCT)5 15 12234618 12234632 TGGTTAGGAAGTTTTGAAAAAGG TGTGTGTTTTTCTCTTCCCTCA 265

Ai06B4575 Araip.B06 4575 p2 (TA)10 20 12237836 12237855 TATGCCCAAGCTGCTTATGA TTGGGTTACGGACATACGGT 279

Ai06B4576 Araip.B06 4576 c (TCA)5tatttgaaatcctcatcttcatcctcatcatcctcaccctccttctccctacttccacctccaca(TCCATC)8128 12240517 12240644 CAAAGTCCTCATCGTCGTCA ACACGAAAAAGGGGAAGGAT 247

Ai06B4580 Araip.B06 4580 p3 (GAG)6 18 12255934 12255951 GGCTGAGAGGAAGCAGAAGA CTTCGACTTTTATCCAGGCG 271

Ai06B4588 Araip.B06 4588 c (T)12ggtgttggaaag(A)1034 12272006 12272039 AGCTTCAGCTGATGGGAAAA CAACCTTTGGATGATTGGCT 224

Ai06B4590 Araip.B06 4590 c (TTC)5tttcgttatcgtcatcaccaccaccacctccatctcctcctcctctttctttttttcatttgaattttttcgatctcctccttattccttttt(CTC)5123 12275407 12275529 AAAGCGCCACCATCACTAAG CAAAAAGTATTGTCACCACATCAA 278

Ai06B4597 Araip.B06 4597 p3 (TCT)5 15 12289086 12289100 CTGCTACACATACGGGCCTT CAAAACGATTTCAAAGCTTGATT 194

Ai06B4601 Araip.B06 4601 p2 (TA)7 14 12292139 12292152 TTTGCAGGTATTCTAATGAAGACG TTTAGCCACGATTTTTCCGT 279

Ai06B4602 Araip.B06 4602 c (AAG)5ac(GAA)5 32 12293379 12293410 TTTTTCCGTGGCTAATCACC CGCATACAAGCGATTAAGGC 262

Ai06B4604 Araip.B06 4604 p3 (TTA)9 27 12300934 12300960 CAGAGGGCAATTTCACCATT AAGGCTCCTCTGTGACAAGC 193

Ai06B4606 Araip.B06 4606 c (AAC)5aaaagaaaaacaagaacccgtaactcagaaa(ATC)5aaaactcagaacccagaactcagaaaaaacaatggataatggaatcagaagaac(A)11126 12309852 12309977 GAAGCATAACAGAAGCAACATCA CTCGCTGGTTTCTGGTTTCT 278

Ai06B4608 Araip.B06 4608 c (TCC)6act(ACC)6 39 12315984 12316022 TTACCCATGCACGTTCTTCA GCAGCAATAAAAGAACGACGA 252

Ai06B4609 Araip.B06 4609 p3 (AGG)5 15 12316297 12316311 CGTCGTTCTTTTATTGCTGCT ATGACGATGCACAAGCAAAT 263

Ai06B4615 Araip.B06 4615 c (T)11aatccttttccaaaacgacgtcgttttggttaa(T)1054 12327703 12327756 TTGATGAAAACCGAAAAGCC GATGGCGATGAGAGATAGCC 250

Ai06B4625 Araip.B06 4625 p2 (AT)16 32 12349900 12349931 GGTTGGACACCACAACACAA AAAAGGAACCTTAGCTGCCC 172



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B4626 Araip.B06 4626 p2 (TA)6 12 12353227 12353238 GACAGGGTCTCCCAACAAAA CAACAAACGAAGCTCGAACA 208

Ai06B4628 Araip.B06 4628 p3 (TAT)6 18 12354818 12354835 TTCTTTCTCAATTGTTTCCATGT TCCGTCGTTCCGAATAATTG 155

Ai06B4631 Araip.B06 4631 p3 (TCC)5 15 12359321 12359335 TGCTTCTGACTTGCGATTTG ATGACGATGGGTTGAGAAGG 231

Ai06B4639 Araip.B06 4639 c* (TCCTCT)6(TCT)6*51 12381628 12381678 CCAAAGCGCTACACTCACAG GGGTGTATTTCTGACGTTCCA 242

Ai06B4640 Araip.B06 4640 p3 (AAG)5 15 12382425 12382439 CCTCCTCATCTTTCTGCTGC CACAATTTCACTGCACCGTC 225

Ai06B4644 Araip.B06 4644 p2 (GA)11 22 12390748 12390769 AGCCAATGAGTGTTTTCGGT GAAACAATTGGATAAGACATGCTG 270

Ai06B4654 Araip.B06 4654 p2 (AT)9 18 12423670 12423687 TCCTTAGTTTAAATAAATGATTTGTCC TTTTTATAAGATACGGGGACACG 264

Ai06B4660 Araip.B06 4660 p3 (TAA)11 33 12437582 12437614 GCCTTATCCTTCTCTGGGCT GTCTACTGCCGTCAGCCTTC 280

Ai06B4662 Araip.B06 4662 p2 (GA)6 12 12444780 12444791 AAGATGATTCGCCTCCCTTT TCATTATGAAGAATGCGCGA 267

Ai06B4663 Araip.B06 4663 p2 (GA)6 12 12449210 12449221 TGCTTGTCCTCAAGCAAAGA CATGCGAACAGAAAGTCACG 279

Ai06B4667 Araip.B06 4667 p3 (CAA)5 15 12470629 12470643 TGGGTGTGAAAAAGGAATCAG TGGGAAAGAAAAGGGATTGA 280

Ai06B4670 Araip.B06 4670 p2 (AG)6 12 12492235 12492246 CCCAGTGTTTGGCTCAGAAT AAACCAAATTGGAAAAGAAGAGAA 279

Ai06B4671 Araip.B06 4671 p3 (TTC)6 18 12507796 12507813 GCGTCACATGGTTAATGCAG TGCAATGAAGAAAAATATGCAA 191

Ai06B4672 Araip.B06 4672 p2 (AG)10 20 12510575 12510594 AGGCTACAGAGTGGGGGAAT GGAACATTGAACCTGGAATTG 168

Ai06B4673 Araip.B06 4673 p2 (TA)27 54 12516817 12516870 TGTAATGGGGCCAAGGTAAA TGCAAAAGTGAGAATTTTGGG 193

Ai06B4676 Araip.B06 4676 p2 (AT)6 12 12544506 12544517 GGAAAATCCGTGGCTAATCA AAAAACCCAGCCTTATTGGG 198

Ai06B4678 Araip.B06 4678 p2 (TA)10 20 12552880 12552899 GACCCGGTTTGCAAAGATAA TTTCAGATGCAGGACGTGAG 254

Ai06B4684 Araip.B06 4684 p3 (TCA)5 15 12571395 12571409 TCTCTCTCCTTCTCATTTTCTGC AAAAATGTTTCCTATAATGCTGCAC 275

Ai06B4686 Araip.B06 4686 c (A)10cctaacatggctgaacaaagaagaggaacacttaagac(A)1462 12573943 12574004 AAACCAATGATGGGCTCAAG TGCACCAGAAAAGTTGGTTTT 277

Ai06B4690 Araip.B06 4690 c (TC)8tttctctccctcttcctctctttctcctcttctctcc(CT)8ccctcctttctctctctccttctctccctttttttctctccttcccctctcactcttcctct(TC)6143 12584060 12584202 TCTCTCCTTCTCTCCCCCTC AGAGAGAAAAGGAAACGGGG 233

Ai06B4691 Araip.B06 4691 c* (CT)6tacgctctttctcccctccattctct(CTC)7(CT)6*tttttctatctcttcttctcccctattttttttctcttttctctctccctccctctctctcttattttggagaaaagaggag(GA)7164 12584518 12584681 CCCCCTCTCTCTCTTTCTCTC TTTCCTTCCTTTTTCTCTTTTCTC 278

Ai06B4692 Araip.B06 4692 c (GA)7tgagggagaggagagagagaaacaaaaggggagagagagggaaaagagggg(GA)14agggggaagggggagagagaa(AG)7128 12584850 12584977 GGAAGGGGGAGAGAGAGAAA TGAACTGAAACCATAGTTTTTATGA 241

Ai06B4697 Araip.B06 4697 p2 (TC)6 12 12602427 12602438 GGAGATTGGATGTAGGCTGC TGAGCGTTACTTTCTGCCCT 227

Ai06B4698 Araip.B06 4698 p2 (GT)9 18 12608103 12608120 CTGAGACCTTGCCTTCTTGG TGTTATGAATTTCACCGGCA 242

Ai06B4701 Araip.B06 4701 p2 (AT)7 14 12618163 12618176 GCGAGCCAAAGGAAATATGA AAACTTTGAAGGCTCCAGCA 280

Ai06B4705 Araip.B06 4705 p2 (AT)10 20 12626430 12626449 GGGATGAAAAGTTTTATTGCCTT TCTCTACCAAACGCTACCTTGA 141

Ai06B4708 Araip.B06 4708 p3 (ATC)9 27 12635970 12635996 TGGCACTGAATCGTATGAACA TCGCTAATAAAAGGAGAAACGTG 280

Ai06B4710 Araip.B06 4710 p2 (AT)8 16 12655403 12655418 GGTGGTACGACTCTCAAGGTG GTACCCTAGCCGGCCTAAAC 266

Ai06B4711 Araip.B06 4711 c (T)10gtattatgtgtcaattt(A)1138 12660933 12660970 TTCCCAAATTTCGACGAATC GACATTGCACGCTTCACACT 263

Ai06B4713 Araip.B06 4713 c (TC)13(AC)10 46 12672243 12672288 GCCAGTTAGCCACTTGGAGA AACACGTGCAGTTAGACCCC 276

Ai06B4717 Araip.B06 4717 p2 (AT)7 14 12689699 12689712 CGTTCATTTAACGAGGCAAA TTCCCTCCATAGACGATTGG 147

Ai06B4718 Araip.B06 4718 p5 (GATAA)5 25 12696129 12696153 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 182

Ai06B4719 Araip.B06 4719 p2 (CG)6 12 12702575 12702586 CTACACTAAGCCACCAGCCC GGGTGGCATAACTCTCTGGA 279

Ai06B4720 Araip.B06 4720 p2 (GC)6 12 12702710 12702721 CATACAAAGCGAGCACGAAA CACAGGGGTGGCATAACTCT 224
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Ai06B4721 Araip.B06 4721 p2 (GC)7 14 12702827 12702840 AGAGTTATGCCACCCCTGTG GGGTGAGTGTGCCCTTCTTA 170

Ai06B4722 Araip.B06 4722 c (A)10gaaaacaatatggaaaagaaaagaaaaaaaaatatagaaaaagaaagaaaag(A)1072 12705120 12705191 TTCAAGTGTGGGAACCTTGG GGCATTTTGTCCCCTTTTCT 260

Ai06B4724 Araip.B06 4724 p2 (GA)6 12 12722833 12722844 GCTAAGAGCTCAGCTTGCGT TAAAAGCTCGGATCGCTAGG 229

Ai06B4725 Araip.B06 4725 c (T)10ctatacttttca(T)10ctca(T)1046 12725026 12725071 AGGCATTTTGTCCCCTTTTT TTGGGAATTGGGTACATGCT 178

Ai06B4733 Araip.B06 4733 c (AT)11aatggtcttcattggatgaagattaatagatcccatttattaaat(TA)679 12752164 12752242 CCGTCAGAACAAAGTGGACC GAGTGAGTCAGTTCAATGGTCG 264

Ai06B4741 Araip.B06 4741 c (T)11ggaaaacgcaaaacgtaggcagcgttttttcgcgttgtcagattgctttttgaaaaacgcaggttgcgtttgttg(A)1298 12790022 12790119 GTTGGTTGGTGCAGGATTTT CGCTGAGGAGTGCTTCGTAT 278

Ai06B4743 Araip.B06 4743 p3 (TAA)8 24 12792308 12792331 TTTTGTTTTATTCCCTTTGTACCAT TTGGATCATCCCCAATTTGT 247

Ai06B4744 Araip.B06 4744 p2 (GA)18 36 12796750 12796785 CAATGGGAGGCAAATCAAGT TCCTTCTCAATTCTCCCCCT 233

Ai06B4745 Araip.B06 4745 p3 (GAA)5 15 12809141 12809155 CATTAGGGTTGAAAGGGGGT TTTCTTCCATTCCCACTTCG 141

Ai06B4747 Araip.B06 4747 p2 (TA)10 20 12809758 12809777 CAAATCAATCCCCAACATTTC GGTCGGTTGTATTGGGCTTA 273

Ai06B4750 Araip.B06 4750 p2 (TA)8 16 12811061 12811076 AGAAGCGACGACAAAAAGGA AAAGTGGTCCGTGAAGTTGC 245

Ai06B4753 Araip.B06 4753 p2 (CT)13 26 12821950 12821975 AATAGGGGCATAGGCTGAGG CCCTACAATCGTGAGTGGCT 216

Ai06B4756 Araip.B06 4756 p2 (GA)7 14 12830952 12830965 GCGACATACACCCTCATCCT CACCCCCTTCTTCTCTCCTC 209

Ai06B4761 Araip.B06 4761 c (TGT)9tggcggtggtggtggctgaat(GA)1272 12840340 12840411 ATTGAATCTCGCCATTGAGC TACGCGTTAGTGTGAGTGGC 226

Ai06B4762 Araip.B06 4762 c (CT)6ttctt(TC)9 35 12840876 12840910 AAACACTGCCATTGATCCGT GTGTGCTGTGTTGGGTTTTG 115

Ai06B4763 Araip.B06 4763 c (TGTA)14gtattctccacctttgtataaatttttattttgtccctcttagatgttgactttggaaaaccaaaatctgtatgtatgttttggtttattttgggtgg(TA)6166 12853287 12853452 AACTCCCGGTTCTCATTTCA CTATTCTCCACCTGCGAAGC 263

Ai06B4766 Araip.B06 4766 p2 (AT)15 30 12864264 12864293 TTTCCGGATACGATTTTTCG GCTTAATGCAACCCAGGAGT 134

Ai06B4772 Araip.B06 4772 c (T)12aaattcattttccaaaacgacgtcgttttggtttat(A)1765 12879816 12879880 ACCGAAAAACTGGTGAATCG ATACTCCGGCTGTCGTTCAT 244

Ai06B4774 Araip.B06 4774 p2 (CT)6 12 12882220 12882231 TTTTGTTTTCAATTTGCTTGTATTTC AAGAGAAGAGAGAGGGGTTCG 194

Ai06B4775 Araip.B06 4775 p2 (CT)7 14 12885235 12885248 AGAAATGGCACACATAGGGC TATGATGGGTTTTTGGGGAA 201

Ai06B4776 Araip.B06 4776 p2 (TG)21 42 12887219 12887260 AGCAAGAAAAAGCAGCGAAA TTATTCTTTTGGGCCCTCCT 223

Ai06B4780 Araip.B06 4780 c (AT)18(GT)7 50 12908790 12908839 GGTAAAGTACCGTGGCTTGC CCAGCTGCTAAATCCTGGAC 272

Ai06B4781 Araip.B06 4781 c (TG)6tatgtgtc(TA)13gactttttcacacataggttctgtaactttgtattttgggcttattttgggttctcc(TA)6115 12909480 12909594 CGGAAGCTTCTAATAGCGGA TATCGAAGCTCAAGACTCGG 214

Ai06B4783 Araip.B06 4783 p4 (AAAT)7 28 12913513 12913540 TTGGTCAATCTTGTGCTCTGA TTTGCCACGTGATTGAATGT 196

Ai06B4793 Araip.B06 4793 p2 (GA)6 12 12941681 12941692 AGGCTACAGAGTGGGGGAAT TCTTCGTTGTTGGGAGAAGG 278

Ai06B4794 Araip.B06 4794 p2 (CT)10 20 12946657 12946676 CTTCCTCCATACTTGCGAGC GGGAAGAGGGGAGAGAGAGA 237

Ai06B4795 Araip.B06 4795 p3 (AGG)10 30 12947492 12947521 GTTTCGAACGGAAGCATCAT CTAAAAGGAGGTCTCGGGCT 266

Ai06B4804 Araip.B06 4804 p3 (ATC)5 15 12999974 12999988 AAGAAATAACTGCAAAGAAGAAAAA TCGGTGATTATTTTTAAATTTGTG 218

Ai06B4805 Araip.B06 4805 p5 (CGGAT)5 25 13001414 13001438 GACCCTTCCCCCTCTTCTTA ATCCGATCCGATGAAAATTG 212

Ai06B4808 Araip.B06 4808 p3 (ACC)5 15 13007156 13007170 GAGAGATCGAGACCAGGTGC CTCGTCAGGTCAAGCTCTCC 143

Ai06B4810 Araip.B06 4810 p2 (GA)15 30 13015658 13015687 TACAGCCTCATTGGGAAAGG GCAGTCCAATCGCATATCCT 125

Ai06B4812 Araip.B06 4812 p2 (TA)6 12 13023429 13023440 ATCCGAAAATGCAATTCTGC GCTTCGATCCACATTGTCCT 197

Ai06B4817 Araip.B06 4817 c (A)11ctgggtatttaatagtacttcgtggagacagtttctctttttt(A)1266 13039214 13039279 TTGGCATAGCTGATGTTTACAA GGTGGGCGTAACTAGTCGAA 264

Ai06B4818 Araip.B06 4818 c (AAT)6cttgtaatgatgatgatgaagatgggggtttatttattttgtt(AGAAA)586 13039750 13039835 TGCAGCAGACCATGAAGAAA CGCAAATTCACAACCACAAC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B4819 Araip.B06 4819 p3 (TAT)10 30 13040661 13040690 TTGGGTCAATTCTAAATCTCATTG GCAATTTTTATGGGAAGATGGA 134

Ai06B4823 Araip.B06 4823 p3 (CTT)5 15 13045668 13045682 CCGTTGACGTACACCTTATGC ATCGTCGTGTTTCTCCTCGT 242

Ai06B4825 Araip.B06 4825 p3 (ATA)8 24 13047639 13047662 ATCTGTGGCTCCTTCCTCTG ACATTCAAAGCACCAAAGGG 272

Ai06B4826 Araip.B06 4826 p2 (TA)6 12 13051987 13051998 TGATTGGTTGAGATGTTATCTTTTG CCCCTTCAACATGATTTTCC 276

Ai06B4828 Araip.B06 4828 p2 (GA)11 22 13057859 13057880 ATCATGGCTGTAGGACCCTG CTGACGGTAAATCCGATGGT 266

Ai06B4829 Araip.B06 4829 p3 (GAA)6 18 13058917 13058934 GGAGGAGGAGTTGTTTGAGAAA TGCTTTTGCGCAATTATTCTT 202

Ai06B4830 Araip.B06 4830 c (A)10ggtgcagtgtagagccccaattcgaac(A)11g(A)1059 13059970 13060028 CTCGAGCCTCAAAGTGATCC ATTGGGAATTGAGAGGGGAG 239

Ai06B4835 Araip.B06 4835 c (CT)8t(TC)6 29 13071017 13071045 GAGATGTTGGACCCGTGAGT ATTGAAGGCATCATTTTCGG 258

Ai06B4836 Araip.B06 4836 c (T)11ccgctttcttcacccctgatgctacg(TCT)552 13071949 13072000 CTCCACGTTGGAGCAATTTT GGAAGTGGAGGTGATGATGG 161

Ai06B4837 Araip.B06 4837 p3 (CAT)10 30 13072112 13072141 CACCCCTGATGCTACGTCTT CAACATCATCAACATGGCAA 276

Ai06B4838 Araip.B06 4838 p3 (CTT)6 18 13072529 13072546 CGTTGTCCTGCACAATTCAA TCATGAACAAAAACACGTCCA 255

Ai06B4839 Araip.B06 4839 p3 (CTT)6 18 13072929 13072946 GCATTTGGACTCGTCATCCT CAATTTTGGATCAGACAACATCA 240

Ai06B4840 Araip.B06 4840 p3 (GAA)5 15 13073462 13073476 AAGGTGCATTTGGACTCGTT GTCGTCGTCTTCTTTTTCGC 181

Ai06B4846 Araip.B06 4846 c (CT)8cacctacgctgcttcatccatttttccagtctcat(TC)1377 13097184 13097260 TTTTGTGTCTGCTGCCAAAG AGGGAGGGAATTGGAATTGT 222

Ai06B4855 Araip.B06 4855 c* (GTAT)6(TAT)5*tttataaaagaaggaaaaaacaagatagagattaagaggtcctctatacgggagc(A)10101 13128052 13128152 TCAGTGGCACATAAAAACGAA ATTGCCCCTCCTCAGACAAG 254

Ai06B4856 Araip.B06 4856 p2 (TA)7 14 13128464 13128477 ATGAGGAAAAGGGGAGGAAA CTGTTGAAATGGTGGAGGCT 264

Ai06B4858 Araip.B06 4858 p2 (AG)9 18 13136841 13136858 GATAGCACCCGAACGTCATT GGGTATGCATAAGGGTGGTG 204

Ai06B4860 Araip.B06 4860 p2 (AT)11 22 13144838 13144859 CGTGTACCAATAAGTGTTTGTTTG TTTTTGTTTGATCATTATGTTTGGA 237

Ai06B4862 Araip.B06 4862 c (CTT)10cccatcgacaccaccgccgagccgttgcccgccgcccgccg(CTT)5cccgccaccgcaccgccgcccgtttcttctttttcttcccgccgacaccaccgccgagccgttgtccgccgcccgccgcttcttgctgattctgggttct(TGA)5201 13155036 13155236 AAAAAGCCGACACCACCG TCAAACAATAATACTCAGAATCAGAAA 272

Ai06B4863 Araip.B06 4863 p3 (GTG)9 27 13155405 13155431 GGTGGTGGTTGTTGTTCTGA CACTCCATCACCAGCATCAC 213

Ai06B4864 Araip.B06 4864 c (GGT)6tgtttttgttctgattttgagttctgatgatgatga(TGG)672 13155596 13155667 TTTGGTTGGTGTGATGGATG CCCGAACGTTCAGAAACACT 236

Ai06B4865 Araip.B06 4865 p3 (GTG)9 27 13157226 13157252 ATTATCACATAGAAAAGACATTGAGC CCACTACCTCACCGTCACCT 109

Ai06B4866 Araip.B06 4866 c (CA)6aaaatttggg(GGT)1052 13157406 13157457 AGGTGACGGTGAGGTAGTGG ACGTCCTTCGAACCAAAATG 226

Ai06B4867 Araip.B06 4867 c (TG)11(AG)10 42 13160108 13160149 TCTGCTGGGTTTCTATGCAG AGCGGCCAAAGAGACAGTTA 159

Ai06B4871 Araip.B06 4871 p2 (TA)6 12 13185074 13185085 ATGCATCGTACTAACAAGACCA GAACCAACCTAAACGGACCA 280

Ai06B4872 Araip.B06 4872 p2 (TC)16 32 13201170 13201201 TCTCCTTCTTCGGTTGTGCT GCAATAACGGTGACTGCTGA 227

Ai06B4875 Araip.B06 4875 p2 (AT)18 36 13204561 13204596 TTGTAAAGGATTTGAACTTGTGTTCT ATGATGCCGACAATCAAGGT 277

Ai06B4876 Araip.B06 4876 p2 (TG)6 12 13208281 13208292 TCATGGGGAATATCTTTGGG GATTGGGTTCATGAGGTGCT 213

Ai06B4877 Araip.B06 4877 p2 (TA)6 12 13218178 13218189 GTGTTCCTTGGCGTTTTCC GGAGGGAGAAAGTGGTTAGGA 265

Ai06B4881 Araip.B06 4881 p2 (TA)6 12 13227020 13227031 GCAGTGAAGTCGTTGAAGTCC TGCCCTTTCTCTCAGGTCTC 272

Ai06B4887 Araip.B06 4887 c (T)10attattgttaaaagagtaaaacaagaaggaacttgaaaagat(A)10(GAT)783 13241288 13241370 AAGTTCATTCTCTTCCAAGTAATTTT TCTCTCTCTTCCTCATCTTCTGC 188

Ai06B4889 Araip.B06 4889 p2 (AG)7 14 13248124 13248137 CCTGGGTGCTCCAGTGTATT TCTTCAGGTCAGGACAACCC 249

Ai06B4890 Araip.B06 4890 p2 (CA)7 14 13249486 13249499 GCACGAAACGATAAACAGCA GTTGATGACGGTGTGTCTGG 139

Ai06B4891 Araip.B06 4891 c (T)10gtagatttacattgtgtgatcaaattctgtttatta(T)1056 13251929 13251984 TTGGTTTGCTTCGCCTCTAC CATCATCCACCATTGTTGTCA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B4893 Araip.B06 4893 p2 (AT)10 20 13262210 13262229 AAAAAGGGACGAGGGAAGAA TGAACTAAAGCGCAATCACG 233

Ai06B4894 Araip.B06 4894 c (T)10gtaaaaatatttaaaaaataatcacaagcttcccgaggagttggcggaggaggaagatatgaaactttatggctttgggtatcctcatgaccatggc(CAT)6125 13267177 13267301 CAGAAGCCTGTTTTTCTAATTCAA CAATATGGTGGTGGTGCAGA 238

Ai06B4895 Araip.B06 4895 p2 (TC)7 14 13270615 13270628 CGAGGGTAAATTCGACGGTA TTCAGAGAACGGAGCAGGTT 278

Ai06B4908 Araip.B06 4908 p3 (TTA)5 15 13321092 13321106 AACCATCAACCTTGGACTGC CATTTTTCCTTTTGGACCGA 185

Ai06B4910 Araip.B06 4910 p5 (TTATC)5 25 13325643 13325667 TTTCTTCCCTCCTCCTACCC CGGCAACGCATAGTAAACAA 219

Ai06B4911 Araip.B06 4911 p3 (AGG)6 18 13327702 13327719 GAACACATGGAGCAGCAGAA TACCTGGTTTGATCCCAAGC 213

Ai06B4912 Araip.B06 4912 p3 (AAG)7 21 13334726 13334746 GCCATCGAAATGCTCAAACT ATTGAGCCGGATGTTACCTG 266

Ai06B4915 Araip.B06 4915 c (T)13cgatttcttccctccaaagccac(A)1147 13342117 13342163 ACCGAGACGGAATTGACAAG TTGATGGCTAAAAGTGATGGC 200

Ai06B4919 Araip.B06 4919 p2 (AT)6 12 13347815 13347826 AATTGTTGTGTCAACATGTCTCTT AACAAAGTTATATGCTCAAAATCAAAA 267

Ai06B4925 Araip.B06 4925 p2 (AT)6 12 13367050 13367061 GCTACTATTTCGGGTGCCAA AGCAGAGCTGAAAAGGCATC 243

Ai06B4928 Araip.B06 4928 p2 (AG)9 18 13377881 13377898 GGATCAGGCACCACTTTGTT CTACTTCCCCCACTTCACCA 214

Ai06B4939 Araip.B06 4939 p3 (ATT)6 18 13426092 13426109 TGGTTCAGCATAAGCAGGTG GAGAATGGGTGGGTGAGTTG 255

Ai06B4940 Araip.B06 4940 p3 (ATT)6 18 13426608 13426625 AACCAAGCTGGTTTTGTTCC AACACCAAAAACCGCCATTA 100

Ai06B4941 Araip.B06 4941 p2 (TC)6 12 13427888 13427899 AATTGCTTTCACATTTGGCA ATTGCTGTGCCCCCTAAGTA 276

Ai06B4942 Araip.B06 4942 p2 (TA)6 12 13428196 13428207 GGGGCACAGCAATTTTGTTA GCATCAAGGTGCCATTTTCT 278

Ai06B4943 Araip.B06 4943 p2 (AT)8 16 13430119 13430134 TCTTTCTCCTTTAATTCTTCTCAAAA CCTACGTTCATGCATACAGACAA 176

Ai06B4946 Araip.B06 4946 p2 (AT)6 12 13445637 13445648 TGACCCTAGATGTTGTTAGTAAGCC TCCTCACCTTCCACCATCTC 225

Ai06B4949 Araip.B06 4949 p5 (TTTCG)5 25 13448058 13448082 GAGAAAGACAGCGGTGAAGG ACATGGCCTGAATCTGGAAC 275

Ai06B4952 Araip.B06 4952 p3 (TCA)5 15 13454883 13454897 GGAGAGAGAGCATGGGGAA CCCCTCCTCTCCCTTTTCT 189

Ai06B4956 Araip.B06 4956 c (TTC)5cgagttgttttcaagatcttcccataacgccatcaacactagc(T)1068 13472661 13472728 GAAACATGCAATTGACACCAA AATTCCTGGACCGGAGTCTT 197

Ai06B4959 Araip.B06 4959 c (AT)6ttttt(A)10 27 13496581 13496607 TGAAAGAAGGTGGAATAGCAAAA AAATAACAAACGTCACGTGGAT 276

Ai06B4961 Araip.B06 4961 p2 (AT)6 12 13503914 13503925 AGTGATTGAGGGGTCGAAGA ATCCGACTAGTTCCGGGTTC 270

Ai06B4964 Araip.B06 4964 p2 (TA)9 18 13506731 13506748 TGTGTTTTGGGGAGTTTGGT CAGTGTCTTGCGTGCCTTTA 261

Ai06B4965 Araip.B06 4965 p3 (TCT)5 15 13511175 13511189 GCATGGCAAAGAAGAAAGGA CAGAAACGCCACAATCTCAA 269

Ai06B4967 Araip.B06 4967 c (G)11ttggttcacgaatggttctgcttttg(T)1451 13513412 13513462 CAGCGAAGATGAAAACGACA CGACGCCGTTTTGTTTATTT 217

Ai06B4968 Araip.B06 4968 p2 (TC)8 16 13513765 13513780 CTACTTCCCCCACTTCACCA GGATCAGGCACCACTTTGTT 212

Ai06B4970 Araip.B06 4970 p3 (ATT)8 24 13530366 13530389 TTCGGTATACTTGCCGAAGG CCCAATTGAATCCCTCTGAA 204

Ai06B4971 Araip.B06 4971 c (AAT)5aaaactaaaatttaaaatattagcaattaacacactaggatcaattataataactactttcttctttc(T)1194 13547841 13547934 CCAAGGCCAAAATTCACCTA AAATTCTTTTGCTATGTGCTTTGA 279

Ai06B4972 Araip.B06 4972 c (A)11tcatattcataaatatatatactttatctttgtttg(T)1764 13548041 13548104 GCACATAGCAAAAGAATTTCAGA TTGCATGTGTGTTTTCCATTT 152

Ai06B4978 Araip.B06 4978 p2 (TA)11 22 13563735 13563756 TAGCATAGGCCACGCATAAG GCGGTTGTGCCTTTTGATAG 265

Ai06B4979 Araip.B06 4979 p2 (AT)14 28 13565803 13565830 TGCTTGTAATGGCTGCTTTG GCGTAGCACGGGTCATTAAA 130

Ai06B4980 Araip.B06 4980 p2 (AT)8 16 13567710 13567725 TAGCATAGGCCACGCATAAG GGTGCCAGTTTAGGGGTTTT 146

Ai06B4981 Araip.B06 4981 p3 (ATA)12 36 13568992 13569027 CGACTCAGGCCTATTTGGTC TTTCCAAAATTCCGTTTTTCA 253

Ai06B4982 Araip.B06 4982 p3 (AGA)9 27 13574368 13574394 ATTTAGTGGCGGACCACTTG TTGGACTCGCTTTTCAGCTT 205
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Ai06B4983 Araip.B06 4983 p3 (TAT)5 15 13577017 13577031 TTGTTGGCTCTTGAAAGAATGA ATGCCACAAGCACATGGTTA 262

Ai06B4985 Araip.B06 4985 p3 (TCC)5 15 13583909 13583923 AGCTAGGGAATGATTGCTGC CGTGCGTGAATTTGAAAGAA 228

Ai06B4986 Araip.B06 4986 c (AGA)13agcgtgggggagaag(AGA)775 13585703 13585777 TGGTACCGCTGTGATGGTTA TCAATTGATAGCAAGTTGTCCG 230

Ai06B5006 Araip.B06 5006 p2 (TC)6 12 13620178 13620189 CACGGTCATCCCTTCTGTTT CTCGAAGGTGGAAGCTTTTG 279

Ai06B5008 Araip.B06 5008 p3 (CCT)6 18 13622356 13622373 TCCAACACCAACAAAAACCA AAGAGAAGAATCTGCGTGCG 172

Ai06B5009 Araip.B06 5009 p3 (AGA)7 21 13623185 13623205 TGTTTCCCATAAATTCCCCC AAAAACAATGCCAAAAAGCG 244

Ai06B5010 Araip.B06 5010 p2 (GA)6 12 13633992 13634003 AAAAACAGCAAAACCGTTGG ACAACCTCAACTCCCCCTCT 227

Ai06B5013 Araip.B06 5013 p2 (TA)6 12 13667225 13667236 GGAAGCCATTTTTGACATGC AGTGCAGGCGAAAGAGATGT 223

Ai06B5014 Araip.B06 5014 p2 (AT)6 12 13669362 13669373 TTGCCTCCCTCATGATTTCT TTCATCAAGTCCTACCGTTGTG 267

Ai06B5015 Araip.B06 5015 p2 (TA)6 12 13674738 13674749 TTTGCACCCTGTTTTTCTCC TGCAATGAATGAAATGAAGCA 270

Ai06B5018 Araip.B06 5018 p4 (AAAT)5 20 13678385 13678404 TTTTTGTCCTTGCCTTTTGG GGTGGCATTGCTTTTGTTTT 248

Ai06B5019 Araip.B06 5019 p2 (TC)9 18 13688192 13688209 CAAAACCTTGCTTAAACCCG GACGTGCTCAGGAGAAAAGG 174

Ai06B5027 Araip.B06 5027 p3 (TTG)6 18 13716398 13716415 ATCCCATTTAAGGGTCGGTC CCTTGCATCCCGTTAGTTGT 179

Ai06B5033 Araip.B06 5033 p3 (ATC)5 15 13731798 13731812 GGGTTCAGCACTTCTCTGCT TCTTGGATTTTTGTGGTGTCC 250

Ai06B5034 Araip.B06 5034 p2 (AT)9 18 13732006 13732023 GTGCTTGAATGGCTTGGATT AATCACGCCCCTTCTCTCTT 253

Ai06B5040 Araip.B06 5040 c (ATA)24atcgctgaattttggctgcaaatat(ATA)6atg(ATA)12154 13743582 13743735 CTATACCTTGGCCGAATCCA CTTCCTTGCCTTTGTTGCTC 225

Ai06B5043 Araip.B06 5043 p3 (TAA)14 42 13751620 13751661 TTGCTTGTTGCTTCCATCAG AATTTTGTTTGCAGGGATGC 271

Ai06B5044 Araip.B06 5044 c (A)11tacagcagcaagaacaacaaaagaatgacgataagaagaaaacacgtgaagaagaaggaacgcgaaaaaggaggagaatgaggaacgc(GAA)21162 13752948 13753109 TCACCAGAGAGAGAAGGAGGA AATACACGCGCTCAACACAC 232

Ai06B5047 Araip.B06 5047 p2 (CA)6 12 13760670 13760681 CTTCAAACAAGCAAGCCCAT AAAAGTATGGAAGGGAGGGG 227

Ai06B5048 Araip.B06 5048 p3 (TTC)5 15 13760826 13760840 CCCCTCCCTTCCATACTTTT GCATGATCCCATCATTCCTC 263

Ai06B5049 Araip.B06 5049 p3 (ATA)5 15 13764801 13764815 CCTAACCACTTTCTTTCTCCTCA CCATATGAAGCAGTAGTGGGG 276

Ai06B5050 Araip.B06 5050 c (TTC)6taattattatatataataataataaa(AAG)559 13767608 13767666 AGGCACTCGAATCCAAGAGA AACACAGCTTCCAGAGCCAT 180

Ai06B5051 Araip.B06 5051 p3 (TAC)5 15 13768515 13768529 TCAAGCGTCCATAATAGGGG CTGCTTGGGCTTTTTCTTTG 262

Ai06B5052 Araip.B06 5052 p3 (ATA)14 42 13769367 13769408 AAGGGCCACTCTTTTTACATCA GATGAGGAAGATGGGGATGA 219

Ai06B5053 Araip.B06 5053 p3 (AAT)5 15 13770055 13770069 TTGAAGGAGGAAAGCACACA CGCCGTACAATTTGATGAGA 258

Ai06B5056 Araip.B06 5056 p2 (TA)9 18 13770804 13770821 TCCATTGATTCTGTGCTCAA AATTGGAAGACACGACCACC 248

Ai06B5057 Araip.B06 5057 p2 (TC)9 18 13771641 13771658 AGGTGATGAAGCTGCAATGTT CTCGCAAATCCAACTTCAAA 173

Ai06B5060 Araip.B06 5060 c (T)10ggtatgttggattgatagtagtatttttttgaattatgaaattgttagtgttaaatcagaccctttcttgac(A)1092 13774352 13774443 GCCACGGGATTGAGTATTTC CAATGATTCGATTTCTATACTTCAAAA 268

Ai06B5062 Araip.B06 5062 c (ATA)7agatttaattattctgttgatccttatagttttatcaaatttgtaattagatttttata(T)1090 13778423 13778512 CAACATGGAACATGCAAAGTG TGCTATATATGCTGTCAAAGATCTAAT 249

Ai06B5065 Araip.B06 5065 p2 (AG)6 12 13784370 13784381 ATTAGGAATGGAAAACCGGG AAATGGCTCATCAATCGGAG 262

Ai06B5067 Araip.B06 5067 p2 (AT)6 12 13796916 13796927 ATGAATGCAAAGATGCATGA AACCCTTGGATTGGAGCTTT 261

Ai06B5068 Araip.B06 5068 c (A)10tcgcatgttcattcaaactttacaaagtcacc(A)1052 13798158 13798209 GGGCTGATATATGGGCCAAC TGGAGCCTTAGCACAAACAA 277

Ai06B5070 Araip.B06 5070 c (T)10ataaaaaacttttttattgttttgatcattttc(A)1356 13802704 13802759 GCAATTCCGAGTTCTTACGC CAACTCGAGGGTGAAAGAGG 276

Ai06B5076 Araip.B06 5076 c (AT)10aggtgttggtgg(GT)1868 13826272 13826339 AAGGATTCAGATTAGCATTCGG CATGGTTGTTGTTGTTGCGT 275
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Ai06B5077 Araip.B06 5077 c (AT)10(GT)10 40 13828283 13828322 CGTGGTTTCGACATTGATGA GGGACCAAAAGAATAATTAAACCA 226

Ai06B5078 Araip.B06 5078 p2 (TG)16 32 13830653 13830684 AATGGCCGAAACTACCCTCT GTGGTCTTGATGGGTTTTGG 260

Ai06B5080 Araip.B06 5080 p2 (AT)6 12 13834995 13835006 CAGGACACGAAAGTAAAGGATTC AACATCACACCAAAGAGGACA 280

Ai06B5082 Araip.B06 5082 p2 (AT)8 16 13836876 13836891 TTTACACCAATGTCACCCCA AGGTACCACAGAACGCACCT 195

Ai06B5084 Araip.B06 5084 c (T)13attttttttccacttgcttgaaaattggattttttttctttaaagtcatgtattataaatttgattatctactattttcatctaaag(A)10110 13839884 13839993 GGAAGAAGTGTCATGGAGGG GTGTGGGCTATGTACCAGGC 240

Ai06B5085 Araip.B06 5085 p2 (AT)6 12 13840271 13840282 AACACTTGGCCACCACTAGG CGAGAATTCGATGCAAATTGA 136

Ai06B5087 Araip.B06 5087 p3 (CTT)11 33 13860580 13860612 TTGGCACAGAGAGCATTTTG GTTTTGGGGGAAGAGGTGTT 157

Ai06B5088 Araip.B06 5088 p4 (TCTT)5 20 13864280 13864299 ATGGTAAGCATCCACTTGGC TCGTTACAATTGGCACCTCA 275

Ai06B5089 Araip.B06 5089 p2 (TG)10 20 13865342 13865361 AGCTGGATCATGTTTACCGC GAATGCTTTTGCTCTTTGCC 189

Ai06B5090 Araip.B06 5090 c (GT)7(GA)9 32 13865705 13865736 TTTAGGCCCTCCTTTCCATT TTGTTGGCTCTTGAAAGAATGA 220

Ai06B5092 Araip.B06 5092 p2 (TA)7 14 13867887 13867900 TATACTGCGCATTTTGGTGC AGCTGTCCCATGTACCCAAC 181

Ai06B5093 Araip.B06 5093 c* (TTTA)9(TTA)9* 60 13871391 13871450 CTAGAGGATTCTCCGGCCTT TCACACAACACAACCCCCTA 201

Ai06B5097 Araip.B06 5097 p3 (CAA)5 15 13879162 13879176 AAGACGAAAGAACCCTTCGG AAGGTGATGAGCTGTGGCTT 274

Ai06B5100 Araip.B06 5100 p2 (TC)12 24 13904164 13904187 TGGGCTCCTATGCTGGTAAG AGCATCTTTGATTGGGTTGG 280

Ai06B5104 Araip.B06 5104 p3 (ATG)44 132 13912038 13912169 AGCTCAAAAACATGATCCACAA ATCGGCATTTTTGGGTGAC 265

Ai06B5105 Araip.B06 5105 p3 (AAT)5 15 13913148 13913162 GCAATGCACCAACACCTATG TTCAGTTCATCACTGCCACC 186

Ai06B5107 Araip.B06 5107 c (T)11ggaaa(T)10 26 13928185 13928210 CCAGCCAGGATTCAACAAAT TCGAGTTTGGACAACTGACG 187

Ai06B5110 Araip.B06 5110 p3 (TTC)12 36 13946758 13946793 TTGCAGATGTTGATGTCGGT GAAGAACAAGAACAAGCCGC 270

Ai06B5118 Araip.B06 5118 c (CA)6(GA)9gttacagttaatgaatctagaaaactatgaagtagacaaaaatggtggtcatcttcaccaaaactggtgctgctaa(T)13119 13964720 13964838 ACGCTCCATGGTTCTTTGTC TTGTCCAAAATCTTGAAGACCA 266

Ai06B5120 Araip.B06 5120 p2 (GA)19 38 13973559 13973596 CGGCCTTAGGTTTTCCTTTT ATGGCCGAACAAACACTACC 270

Ai06B5121 Araip.B06 5121 p4 (TTAA)5 20 13975557 13975576 TTTTTCGTTTTGGCAGTGTG TGGATTGAACAGAAAACCCAG 153

Ai06B5123 Araip.B06 5123 p2 (AT)6 12 13976702 13976713 CACCTTTTCCAAGCCTCAAA CCGTAGCTCGAAAAGCGTAG 216

Ai06B5125 Araip.B06 5125 p3 (CTC)10 30 13978389 13978418 AGATTCATTGCCTCCACCAG ATTGTTGGTTGCATGACGAA 277

Ai06B5127 Araip.B06 5127 p2 (TA)6 12 13979782 13979793 GGCGTAAGGCCTTGGATTAT GAGGACGCAAGAATGGAGAA 260

Ai06B5128 Araip.B06 5128 c (A)12gtgaaatt(A)1030 13981367 13981396 TCGTGACTTAGGGGTTTTGA TGGATGTGTTTGGCTTAGCTT 275

Ai06B5132 Araip.B06 5132 p2 (TA)8 16 13983082 13983097 ATTTTTGGCTTCGTGTTTTATT TGGCATTTACTTTTGTACGCTT 100

Ai06B5134 Araip.B06 5134 p4 (TAAA)6 24 13992623 13992646 CACAGAAAATTAGAAATGTGCAAGA GCTAATTCACTTCATGTTGTGCC 278

Ai06B5135 Araip.B06 5135 p2 (AT)6 12 13994609 13994620 TGGAATTGTGCTAAGACCTTGA TTGGATAAATCTTGCTCTCTCAT 193

Ai06B5142 Araip.B06 5142 p3 (AGA)5 15 14001240 14001254 TTGAATGGCATGCTTAGTGC TGACACAAAAGAACAAGGGAA 149

Ai06B5143 Araip.B06 5143 p2 (GA)8 16 14012296 14012311 AGCTTCACCGTCATCAAACC GCAGAGGCAACTTTACCAGC 205

Ai06B5148 Araip.B06 5148 p2 (AG)7 14 14018481 14018494 TGGTCTTTAACGTTGAGGCTT AACTGGTGGAGTGAACTGGG 162

Ai06B5151 Araip.B06 5151 p3 (CAA)5 15 14031618 14031632 CTTGCTTTGATGGGAGGTGT GATTCAGTTCTCAATTTGCTTTGA 264

Ai06B5153 Araip.B06 5153 p2 (AT)6 12 14060183 14060194 TTGGTAACATGAGCATCCCA GTCGTATCATGCCCCGTATC 180

Ai06B5155 Araip.B06 5155 p3 (TTG)5 15 14073085 14073099 CGCGTTACTCATCCTTCTCC AGCAAATTTCGATGTAAAATTAAGA 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B5158 Araip.B06 5158 c (AGA)5cgaaggagtgac(GAA)542 14074424 14074465 AGGTGGTGGTATTGGAGACG ATCAGTGATGGTGAGGTGGA 258

Ai06B5162 Araip.B06 5162 p3 (CTC)6 18 14120974 14120991 ACGCATGTGTGAAAATCACG GAAAGAGGAGGAGAAACGCA 108

Ai06B5163 Araip.B06 5163 p3 (TTC)5 15 14121460 14121474 GAGCTCTGCCTCTCTGGTGT TGTGAAGGATTTGAATGTGTGA 223

Ai06B5164 Araip.B06 5164 c* (TGA)14(A)11* 52 14121588 14121639 CATCTTCCAAGTAATTTTGCAGC TCTTCCTCTTCCTCCTCCTCA 250

Ai06B5166 Araip.B06 5166 c (A)11gataaaaagg(A)10(GAT)1473 14122378 14122450 AAAGCTTGGCTGGCTATGAA TCAGAGCCATGAAACCATCA 249

Ai06B5167 Araip.B06 5167 p2 (GA)6 12 14123571 14123582 AGATGGGCTAGCCACTGAGA GTCCTGGGAGAATGACTCCA 218

Ai06B5168 Araip.B06 5168 p2 (GA)6 12 14128545 14128556 AGATGGGCTAGCCACTGAGA GTCCTGGGAGAATGACTCCA 218

Ai06B5174 Araip.B06 5174 c* (A)10(AT)9* 27 14140927 14140953 TTTGACCGAAAAATGGTGAA CGGTTACCCATCGTAACACC 269

Ai06B5175 Araip.B06 5175 p4 (AGAA)5 20 14142188 14142207 TCTTGTTTTCTTTCTTCTTGTTCG CAAGATTACTGACAGGACCCAA 251

Ai06B5179 Araip.B06 5179 p2 (CT)18 36 14152670 14152705 TTGAATTCCAAAGGGCAAAG TGGGACAGTTTCTTTTTGGC 243

Ai06B5180 Araip.B06 5180 p2 (AT)6 12 14155546 14155557 TTCAATCATGGCCAAGACAA AACGATGGACAAACTCTGCC 213

Ai06B5183 Araip.B06 5183 p3 (TTC)5 15 14163784 14163798 GTCATTTTGGTTTGGCATCC TAACCCACAAGTTTAGCGCC 230

Ai06B5187 Araip.B06 5187 c (TTC)5ttttattag(T)1640 14184875 14184914 TCAATTCTCATCCAAGATTTGAG CCTCCTTCTTCAAATCGCAT 270

Ai06B5188 Araip.B06 5188 c (TATT)6gttgtttgaagttgccatcatgtggattc(ATT)774 14185675 14185748 TCTTTCCCTCGGTCAAAGTG TGTGTGCAAACCTTTATCGTT 252

Ai06B5194 Araip.B06 5194 p3 (GTT)5 15 14219277 14219291 CGGAGGAGAGAACTCACCAG TCTCTATGTGTCCGCACAGG 253

Ai06B5196 Araip.B06 5196 p3 (AAT)5 15 14222955 14222969 CAACATGCCATCACTTTACTCC GGAATGGAGTTCAAAACAGCA 280

Ai06B5197 Araip.B06 5197 p2 (AT)11 22 14226628 14226649 TGATGCAAGAAAAAGCAGTGA TTTATTTCCTTGGGCCCTCT 159

Ai06B5198 Araip.B06 5198 p2 (AT)39 78 14227449 14227526 GCAATTTTTGTAAGAGGGATAGGA CCGACTGCACCACTCTGATA 275

Ai06B5199 Araip.B06 5199 p3 (ATT)15 45 14229286 14229330 CTATCGCGCGTCTTTCAAGT TTGTTCCACACCCTTATAATTCA 198

Ai06B5200 Araip.B06 5200 p2 (AT)7 14 14232358 14232371 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAATTGGGA 202

Ai06B5204 Araip.B06 5204 c (GAA)5ggaaaaaagaataaaggagaagga(AAG)554 14244176 14244229 CGCTCAAATGTAATGGACCAA GACGGAAGCGAAAACAGAAG 216

Ai06B5209 Araip.B06 5209 p3 (TAT)5 15 14261299 14261313 CATTCCGTCTTGACAACGAA CGCATGCTCTATCCTTAGTGG 129

Ai06B5210 Araip.B06 5210 p2 (AT)7 14 14262721 14262734 AATGGCCGAACATACACTCC TGCCATTGATGGTAGTGGAA 253

Ai06B5213 Araip.B06 5213 p5 (CGGAT)5 25 14271647 14271671 TCTTCCAAAGCATTGCCTCT TGCAAAAAGTGATTTGCAGC 140

Ai06B5214 Araip.B06 5214 p2 (AG)7 14 14277038 14277051 AACTGCACAGACACCCCTTC CAACAAATGTCCAATGTGGC 225

Ai06B5218 Araip.B06 5218 c (CT)8t(TC)12 41 14282690 14282730 GCAACTCTCTGCAACTTCCC CAAACCGAAAAGAGAAAGCG 163

Ai06B5219 Araip.B06 5219 c (A)10gtcatgacc(A)1332 14282945 14282976 ATGCATGGGGAGCTTAATTG ATCCACTCCCAATGTTGCAT 279

Ai06B5221 Araip.B06 5221 p2 (TA)19 38 14287681 14287718 TGGTTGAACCGATAAAACTGG ATTCGGTGTTCCTCATCACA 273

Ai06B5224 Araip.B06 5224 c (A)16ttaacaaacttaaatttgaatttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnataatgaga(T)10102 14306848 14306949 CAGAAGCCTCCATTTGGTGT AGCTGAGAAAAGCTGCAAAA 232

Ai06B5228 Araip.B06 5228 p4 (TACA)5 20 14318191 14318210 ACGACGAAGACGAAGAGGAA TGAAGGTTGCTCCGGAATAG 244

Ai06B5232 Araip.B06 5232 p4 (TTAA)6 24 14326120 14326143 ATTGAATTCCGTCGCTTGTT CCACAGCCTTCACCATTTTT 271

Ai06B5238 Araip.B06 5238 p3 (TTA)11 33 14337876 14337908 TGCATGTGGGAAGAAATGAA CAAATGTAACCAACCCCACC 262

Ai06B5243 Araip.B06 5243 p2 (AC)11 22 14363837 14363858 GCTCCTCAGGTGGAAAAGTG TGGTGATGGAGGCACATAAA 243

Ai06B5244 Araip.B06 5244 p2 (CT)17 34 14364142 14364175 ACCTGCCGTTGTTTCTCATC GGAACTCCAGTGACAGGCTC 197
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Ai06B5246 Araip.B06 5246 c (CGCA)6cagagagacagagagagag(AC)2185 14365862 14365946 AGTGAGTTGTGGCAAAGCCT TGAGGACAGCTGCAAGAATG 237

Ai06B5247 Araip.B06 5247 p3 (TCT)5 15 14366504 14366518 TCATGGTGGTGGAGATAGCA TCCGAAGAGGAAGAAGAACAA 264

Ai06B5249 Araip.B06 5249 p2 (TA)6 12 14369751 14369762 CCATCTCCCCTCTTTGTTGA CGAAACAACTCGTCTCGAAT 267

Ai06B5254 Araip.B06 5254 p3 (TTC)6 18 14385349 14385366 ACGCATTTTTCTACCCCACA CGCGAATAGAGGAGAACGAC 117

Ai06B5255 Araip.B06 5255 p3 (TTC)5 15 14385468 14385482 CGTCGTTCTCCTCTATTCGC CATGCAGCAATCATTCCCTA 210

Ai06B5256 Araip.B06 5256 c (TCC)5ttcttctttcaaatttgcgctcgtagg(TTC)557 14386308 14386364 TCACCGAACCGAACAATGTA CCACCGAACCGAACAATGTA 278

Ai06B5258 Araip.B06 5258 p3 (AAC)10 30 14388876 14388905 TTGCTTGCAGCCCTTATTCT TATCACTCCCAACCCCTCAC 278

Ai06B5260 Araip.B06 5260 p3 (CGT)5 15 14393250 14393264 TGCACATTCTGCAACTTCAA GAAGCTGAAGGAAGCGATTG 250

Ai06B5267 Araip.B06 5267 c (A)10caaaattcaatctctaaattttag(T)1145 14430849 14430893 TTCCAAATCTGAATCCTTCAA ATTTACCCAAACTGGGCCTT 280

Ai06B5272 Araip.B06 5272 c (T)10c(T)10 21 14459951 14459971 CAGCAAAATCTTGTCTCCCA GGTTGAGAAGGAAAAGGCAA 150

Ai06B5279 Araip.B06 5279 c (A)10tcatttttcacctgtttaagcatatttaattctaaaatattatcaataaaagttctcttgaataac(A)1187 14471814 14471900 TTTTCAAATTCCATTTGGCT TTCGCATATCCGTACATCACA 279

Ai06B5281 Araip.B06 5281 p3 (GAA)5 15 14474862 14474876 CACCCTTTTGGATATGGTGC TTTTTCACCATTTCATTCTTCTTG 213

Ai06B5287 Araip.B06 5287 p3 (TTA)33 99 14509780 14509878 TCCCAAAATGGGGATGATAA GGGGCTAGGTGAAGGTAAGG 265

Ai06B5290 Araip.B06 5290 p2 (TA)36 72 14528063 14528134 ACACTTCCGGCTGTGCTACT TGCAACAGAGATAGGAGTTTTGA 275

Ai06B5292 Araip.B06 5292 p2 (TA)7 14 14532122 14532135 TGATAGTCGCAGGTCAAAAGAA AAGGACATTAATAATCCGGAAAGA 234

Ai06B5293 Araip.B06 5293 p3 (AAT)27 81 14532581 14532661 TTGGGACATATATGGTAACGACC TGTTTTGTAATGTTGGGAATGA 279

Ai06B5298 Araip.B06 5298 p2 (AG)6 12 14538289 14538300 TGATGTTGATGCTGGTGGTT TTGCATTGACATTGCTACCC 120

Ai06B5301 Araip.B06 5301 p3 (AAT)6 18 14546935 14546952 CCTGAAAAATCCTGCTCCAA AGTCTGCTCTGCTTATGGGC 226

Ai06B5303 Araip.B06 5303 p3 (ATT)5 15 14553061 14553075 TCCTTGGATTCCCAACATTC GGGTCGTTCTTCCCTAGGAT 234

Ai06B5310 Araip.B06 5310 p2 (CT)6 12 14585833 14585844 GAACATTGAACCTGGGATTGA TTCTGACCCAGTTCTCGACC 209

Ai06B5315 Araip.B06 5315 p2 (TA)8 16 14615891 14615906 CCTTTTCAGGAACCGAATGA GCCTGTGACTCAACACCGTA 270

Ai06B5321 Araip.B06 5321 p2 (TA)6 12 14637608 14637619 TGTGGTGGCAATATTTTGGTT CCAATTAGAGGTGTCCAGGG 280

Ai06B5323 Araip.B06 5323 p2 (CT)9 18 14645578 14645595 TTGATGATTTTGTGGAGGCA ACCACCATCTCATCCACCAT 258

Ai06B5324 Araip.B06 5324 c* (CT)7(CTCC)6* 36 14646182 14646217 TGAACCCTCAGGATGTGTGA GGGAAAGAGAGGGAGAGTGG 239

Ai06B5327 Araip.B06 5327 p3 (ATC)5 15 14666040 14666054 CAGGGAAAAAGGCACTCTTG AAACTTGGACGTTGGCTTTG 199

Ai06B5330 Araip.B06 5330 p3 (ACC)5 15 14681179 14681193 CACCCATATGGCCTTTTGTA GCAAGTGCATGTGAGGAAAA 245

Ai06B5331 Araip.B06 5331 p3 (TCA)6 18 14681346 14681363 AAACCACCACCACCATCATT CCACCACCAGCTTCTTCTTC 241

Ai06B5334 Araip.B06 5334 p5 (TTTTA)5 25 14704480 14704504 TCTGGCGGATCTTATTTTGG TGCAAGCACTGAAAGGAAGA 116

Ai06B5335 Araip.B06 5335 p2 (TA)6 12 14704768 14704779 AAGTTTTTCATAATCACAACAATCC TGTCATCCATTGACCAACATTT 278

Ai06B5336 Araip.B06 5336 p2 (TA)12 24 14704964 14704987 TTTTTCATAATCACAACAATCCA AAATGTCATCCATTGACCAACA 278

Ai06B5338 Araip.B06 5338 c (A)11gattggaacatttttttgtacaaatttatagagaaggtaaaaatgcaga(T)1272 14714056 14714127 AGGTTGATGCAGGAGCAGTT GTTGCGAGTTCGAGTCTCCT 192

Ai06B5344 Araip.B06 5344 p3 (CAG)6 18 14725843 14725860 ATCCGATTGACCGAAAATTG CCAATTAAATAATCCCGACGA 215

Ai06B5347 Araip.B06 5347 p3 (TTC)6 18 14734666 14734683 TCCATTTCATTTTCACCGAA TGATTTGGGTATTTAATTGAGCG 199

Ai06B5349 Araip.B06 5349 p3 (TTC)6 18 14739103 14739120 GGGGTCGAATAGGTGGTTCT TGACCGTTCGGAAAGAAATC 266
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Ai06B5352 Araip.B06 5352 c (A)10tatcttttcactgaag(A)1036 14761174 14761209 TGTCGTGTGTCCGTGTCAGT CGCCTAAACATAGGAGACCAA 180

Ai06B5355 Araip.B06 5355 p2 (TA)6 12 14765401 14765412 GGTGGATTGGCTGAAACAAG ATAACAACCCCGTTTCCCTC 253

Ai06B5357 Araip.B06 5357 p2 (GA)9 18 14766544 14766561 GACGTCCTTGCTGACCTCTC CCACCTCCAACAATCACACA 194

Ai06B5358 Araip.B06 5358 c (GA)9caaaacgcaacgaggg(GA)646 14782057 14782102 CACCGTTGTCCCATCTCATC CCACTGAGCAACTCTGGTGA 273

Ai06B5359 Araip.B06 5359 p3 (AGA)5 15 14802812 14802826 CCAGTGGACAGAACAGAGCA TCCCATGGAAGTTTAGCGTC 113

Ai06B5361 Araip.B06 5361 p2 (AG)6 12 14808823 14808834 AAAAAGGGGCAATCATGAAA GGCCCAGATCCAAGTACAAA 189

Ai06B5363 Araip.B06 5363 p2 (AT)7 14 14817814 14817827 CACACGTGCGAAGGAGTTTA GAGTTTTGGGTGTTTTTGGC 233

Ai06B5367 Araip.B06 5367 c (T)10ctttaattaatttcatacaccataaaatcaac(A)1153 14828783 14828835 CACCATTAAATTTACGAAACGTG TCACCCGATCTTTTTGTCAG 280

Ai06B5373 Araip.B06 5373 p2 (AT)7 14 14844841 14844854 CTTTTCAGGATATGGGCGAC AACCGCATAACCTTTCTAAAACA 256

Ai06B5375 Araip.B06 5375 p3 (TTA)5 15 14854203 14854217 ATGAATGGGAGGAACCAACA TGGAATGGTGCAATGTATGC 223

Ai06B5377 Araip.B06 5377 p4 (AGAA)8 32 14878506 14878537 GTAAAAAGGGTGTTGGGGGT GATGGCAATCCATCGAACAT 279

Ai06B5378 Araip.B06 5378 c (TCA)8tttatcac(CAT)650 14878673 14878722 ATGGATTGCCATCATCATCA GTACCGAAGAAAACGTGGGA 261

Ai06B5379 Araip.B06 5379 p3 (TAT)5 15 14879070 14879084 TTGTTGCACTCTTGAGGATCA TGAGAATGTGCACGTGTGTG 271

Ai06B5380 Araip.B06 5380 c (CA)6atactgagtactgacacatacacacgcgtgcaaacacaaacttc(GA)8tagagacagagaaagagggttcactggttcagcgtctcagcatatgtacgtgcagtgctagctgatgcaaagagatga(T)15165 14879243 14879407 CACACACGTGCACATTCTCA TTTGCACTACGGCATTGTGT 257

Ai06B5381 Araip.B06 5381 p3 (AGA)7 21 14879816 14879836 TTTGAACACCCAATCAATGC AACGCCTCTTCCTCTTCCTC 175

Ai06B5382 Araip.B06 5382 p3 (TGG)7 21 14881074 14881094 ATTGCCGAAATTTTCCATGA GCATGGATATCAATCTGTCGG 237

Ai06B5383 Araip.B06 5383 c (T)10ataccattagatgatgaattgtaaagtttgattttgatgttttacaaaagtgttattttttttaaaatgtggctaaataaacaa(T)11g(A)10116 14881474 14881589 TGAATCACACCTCTGTTTCTCAA CGTCGCAAATTGTTGATGAT 219

Ai06B5391 Araip.B06 5391 c (TC)13taaaccgcaatgccgaaagagcatcgaattctacctccgctg(CTT)583 14916573 14916655 TAGCAAAATTGCTTGCGATG CAGAGCAGAATGCACCTGAG 277

Ai06B5397 Araip.B06 5397 p2 (AG)7 14 14936256 14936269 TGGGACCTTGAAGTACATGC CTCCACATCGGTCCAAAAGT 251

Ai06B5401 Araip.B06 5401 p4 (TTTA)7 28 14943124 14943151 GAGGCGATGATGAGGATGAT GCGTCGTTTTGATCCCTTAC 228

Ai06B5409 Araip.B06 5409 p3 (TGA)7 21 14967247 14967267 CAAGGCTGCATCAACTCAAA CTTTAGCTGCTTGTGCAACG 199

Ai06B5415 Araip.B06 5415 p4 (TTTA)5 20 14980247 14980266 TGAGCATTTGGGGTTATTGAG ATACTGCGCCATGTCATCAA 238

Ai06B5416 Araip.B06 5416 p2 (AT)6 12 14982920 14982931 TGCCTTTCAAAAGAGAGCAAC TGGACAATTCCGTTTCGTTT 202

Ai06B5418 Araip.B06 5418 p3 (TAA)9 27 14994559 14994585 GAGGAGAAGATCATGTCGCA ATAGTTTTTGATGTGCGGGG 237

Ai06B5420 Araip.B06 5420 c (T)10cttttatttaggtccctgtaccaattc(T)1148 15001166 15001213 TTGATAGGTACTTTTGTTAGCGTTAG GGCTTAATTTTATAGGGACCCA 280

Ai06B5421 Araip.B06 5421 c (T)11ctttcttttctatttagtcact(A)1043 15001757 15001799 AATTGGAGCCAACCATGAAG ATCGCTTTGAAATGGATTGG 194

Ai06B5424 Araip.B06 5424 p2 (TA)6 12 15007233 15007244 TTCCATCTTTCGCTACAGCA ATGCATCTTGACCCATGTGA 259

Ai06B5430 Araip.B06 5430 p2 (CT)7 14 15029071 15029084 CAAAATTGACTTTCAAAATTTGTTTC TTGAAAAAGGAGTTAGTGATTTTCG 231

Ai06B5431 Araip.B06 5431 p3 (GAA)5 15 15046289 15046303 TGCAAAATCACCAGAAAGAAGA TCGCGTTGTTCTTCACATTC 110

Ai06B5432 Araip.B06 5432 p3 (TTA)6 18 15048764 15048781 ATCCATATCAGACTTCGCCG TCACCGAATGAAACTTCTGCT 219

Ai06B5435 Araip.B06 5435 c (CAA)10(TAA)12 66 15051129 15051194 AATTTGGCCCGCTAACAAA TTTTCCGATGCCCTAAAAAC 278

Ai06B5437 Araip.B06 5437 c (T)13ctgttaaaaagtcgtgtgctgtgttgatagctaagactcgttatcaattgtcaattttacacttgacc(A)1192 15053040 15053131 AAGATAAAGGGATTCAAATTCGC TGAAAACTCAAAGTGTGTTTGTG 217

Ai06B5438 Araip.B06 5438 p5 (AAGAT)10 50 15062019 15062068 GCAAAGCTTTCCTTGTCGTC AGCTACTGCGCCAATAATGC 263

Ai06B5446 Araip.B06 5446 p3 (CCA)6 18 15089824 15089841 ACCAACCAAACCTTCCTTCC AATCTTCAGCCTCCAACCCT 135
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Ai06B5448 Araip.B06 5448 p3 (TCA)6 18 15092073 15092090 CGAAAATCATGAAAGAAAAATGAA TGCATCATTGGTTTTGATCC 270

Ai06B5449 Araip.B06 5449 p3 (GGA)5 15 15092661 15092675 AGATGGATGTGGTGGTTGGT TTCGCTACACATCCAAGCAA 181

Ai06B5451 Araip.B06 5451 p3 (AAT)5 15 15103521 15103535 TCCCCAACGTTTCTCTCTGT AATCCCCAACGTTCCTCTCT 204

Ai06B5454 Araip.B06 5454 p4 (ATTT)5 20 15105681 15105700 CCTTTTCTTTGCATGAATTGC TTGGCTTGAGTTGACTTGTGA 226

Ai06B5458 Araip.B06 5458 p2 (TA)7 14 15123215 15123228 ACTCCGATCGATAACGCAAC CAGACCGGTTATCTTCGCAT 123

Ai06B5459 Araip.B06 5459 p2 (TA)15 30 15131428 15131457 ACTCCGATCGATAACGCAAC CAGACCGGTTATCTTCGCAT 139

Ai06B5464 Araip.B06 5464 p4 (TTTA)5 20 15151874 15151893 TGCTTTGCATGATTTGCATT TTGTTGATCCAACTTAACGGC 242

Ai06B5467 Araip.B06 5467 p2 (AT)7 14 15154503 15154516 GACACTGCAAGTCTCCAGCA CGAATACAAAATGAGATGGCA 257

Ai06B5473 Araip.B06 5473 p3 (GAA)5 15 15165037 15165051 ACAGAGCATGAAAACAGGGG TCAATGATGCAGCGAAACTC 246

Ai06B5475 Araip.B06 5475 p6 (TTAATG)5 30 15175196 15175225 CCCTCTCAAGCCCTTTTTG TAGCCCAGACAGTTCCAACA 277

Ai06B5476 Araip.B06 5476 p4 (ATTC)8 32 15175467 15175498 ACACGGAATGAACCGAAAAA TGCCTGAGATCACAATTTCG 235

Ai06B5477 Araip.B06 5477 p2 (GA)7 14 15182440 15182453 CACACCCAGAGGAGAGAAGG CGGCACGGTTTCTCTATCAC 237

Ai06B5480 Araip.B06 5480 p3 (TTC)5 15 15185599 15185613 GGGAACTGACATGGATATGGA TCAAGATTCATTCAACTAAAAGAAAG 279

Ai06B5481 Araip.B06 5481 c (A)10gatgaataagaaaaaaaagaagatgatgatgaaa(AAG)559 15185777 15185835 TTCCTAGTCATTTTGCAGCATT TTTCTCCTCCTCATCTTCTGC 194

Ai06B5482 Araip.B06 5482 p3 (GAT)6 18 15187101 15187118 ACGCAAACTCAGTTCGAAAA CGTTTGTTTTCCTCCTCCTTC 232

Ai06B5487 Araip.B06 5487 p3 (TTC)5 15 15198717 15198731 TGGTCTCTATTTATGGCCCAC TGATTTTAGTAGCTGATTTTGGTG 278

Ai06B5490 Araip.B06 5490 p3 (TGG)5 15 15216401 15216415 TGGTGAAATAAGGGAGGTCG GAATCGTCCTTAACGTTTTATTTCA 124

Ai06B5497 Araip.B06 5497 p2 (AG)7 14 15251328 15251341 GAAAAAGGTTCCGGACAAAA GCACCTCCCAATGCTACAAT 263

Ai06B5498 Araip.B06 5498 p2 (AT)6 12 15253087 15253098 GGGAGGCAGTAATTGGATGA GGATTACGCCCAAACGTAGA 248

Ai06B5503 Araip.B06 5503 p3 (TAA)6 18 15279497 15279514 GCGAACAAACTAATTCCCCA TGCTGTTCTCTTTGCTGTTCA 217

Ai06B5504 Araip.B06 5504 p5 (CGGTT)5 25 15280363 15280387 GGGTGGGGTGTGGTTATTTT GGACCGAACTAAACCGATCA 198

Ai06B5505 Araip.B06 5505 p2 (GA)9 18 15282057 15282074 TTCTTGCCTTTGTTGCTCCT AGTCCTTGACCCCTCAGGAT 225

Ai06B5507 Araip.B06 5507 p3 (GAA)5 15 15305988 15306002 ATCATCCAAGGTGCCAAAAA TTGCATATTCGCATTCATGG 259

Ai06B5516 Araip.B06 5516 p6 (TCCTCT)5 30 15372608 15372637 AACACAGAGAGGGAGAGAGGG TTTTTGAAAACACCCCATCC 248

Ai06B5520 Araip.B06 5520 p2 (AG)16 32 15381214 15381245 GTGCCCCCAAATATCTGAAA CCGTCAACTCATCCATCCTC 268

Ai06B5521 Araip.B06 5521 p3 (CTT)6 18 15381540 15381557 CTTCGGCAGTATCAGCAACA TGTTACCCTGGTCAAAGCAA 248

Ai06B5523 Araip.B06 5523 p3 (ATA)5 15 15386087 15386101 TGTGCGAACTTGCACTATCC TGATGAAAATTCCACCACTCA 248

Ai06B5525 Araip.B06 5525 p2 (CA)8 16 15395334 15395349 TCGTTAGGCGTCTGGACTCT CACATTCAAGACTGGTCGGA 233

Ai06B5528 Araip.B06 5528 c (AT)6ttatacaaattaacttacctctttatcttataattcatcatatatatacacaatgtttaatattgttgacaatt(ATA)5101 15408234 15408334 TGCTCAAAGCCTTGGATCTT TGTGGTGGCAATACTTTTTGTT 265

Ai06B5529 Araip.B06 5529 c (A)11tagtttatgaaaaaattataccaaaagatgaaatacatcacattgctacgaatttatgaag(A)1082 15409874 15409955 TCAATTAAGACGTTGCGAGTT AAATTGCTGCATCTACTCACAGA 145

Ai06B5530 Araip.B06 5530 p2 (CA)6 12 15410800 15410811 GCAAGTATTTACCAAGCAGCG CCAATTTGGGGTTTTTCCTT 218

Ai06B5532 Araip.B06 5532 p2 (AT)8 16 15413603 15413618 TCCATTAAATAGCATTCAGCACA GCAACGAAATGGAAGGTGAT 266

Ai06B5533 Araip.B06 5533 p2 (TA)7 14 15415000 15415013 TCAGCCCAAACATACACCAA CAAATTCTCTTTCCCACCCA 254

Ai06B5536 Araip.B06 5536 p3 (TAG)5 15 15417610 15417624 TTGTTCGGTTTTATGTTGGTTG TGCATTTCAACAACAGATTGG 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B5538 Araip.B06 5538 p2 (CA)6 12 15422286 15422297 GGCCAACTGTGTTTACTGGAA CCAATTTGGGGTTTTTCCTT 267

Ai06B5549 Araip.B06 5549 c (A)10ttttgttagtaaaaaatttatgacgctttag(T)1354 15471270 15471323 TTTCAATTTGTTCAGGACATGTTT TGGTAAAAATGTAAGATATGATGCC 214

Ai06B5550 Araip.B06 5550 p2 (CT)7 14 15473075 15473088 TCACTTTCACAAGGGACGTG AGTGTTGGGTGGGAGTCAAC 190

Ai06B5551 Araip.B06 5551 p2 (CA)8 16 15474962 15474977 GGCCAACTGTGTTTACTGGAA CCAATTTGGGGTTTTCCTCT 266

Ai06B5562 Araip.B06 5562 p3 (ATA)5 15 15523183 15523197 GGTGGAGCTAGATACAATGGC CCAGGCACCACTTCTTCAGT 273

Ai06B5563 Araip.B06 5563 p2 (AT)21 42 15538895 15538936 GGTTGGTTTCATCTTGGCTG GGACGCGCATCTAGGATAAT 274

Ai06B5564 Araip.B06 5564 p3 (TAT)8 24 15541819 15541842 AAATCTTTCCCACCCAAACC CCTTAGGTGCCACTGATGGT 273

Ai06B5565 Araip.B06 5565 c (A)10tctgaaccgatttgatttcaaatat(A)1045 15542630 15542674 GCAGCAAAGAACTCAAAGGG ACAGGGAGAAATTGGACCGT 269

Ai06B5567 Araip.B06 5567 p2 (AT)8 16 15546593 15546608 GTGCTAGGTGGGAGACAACC GCTGCTCCTGCAAAACTCTC 260

Ai06B5569 Araip.B06 5569 p2 (TA)6 12 15547253 15547264 TTGGTACCACCTTTCCTTGG GGATAAATCCATGCGTGCTT 157

Ai06B5570 Araip.B06 5570 p3 (GAT)9 27 15548920 15548946 CCAGAGGTTATAAAGTGGGGG AGTGGCATAGGCCAAATAGG 262

Ai06B5573 Araip.B06 5573 p3 (ACA)6 18 15555892 15555909 GCTTAACTCACCCAATGATGC TCACCTGTTCCAGACTTCCA 257

Ai06B5584 Araip.B06 5584 c (ATTA)5ataacaacacc(A)1041 15618454 15618494 TGGGACAAATTGCAGAATCA TTCCATTTCGCAACAACAAA 232

Ai06B5587 Araip.B06 5587 p2 (TA)18 36 15632358 15632393 AGCTGTTAACCCGCTTCAAA AATGGTGGTATGGTGGTGGT 134

Ai06B5588 Araip.B06 5588 p2 (AT)14 28 15632552 15632579 GGGTAAAGTGTGATCTTCTACCTT TGTGATCTTTCACTAGGACCAAGA 258

Ai06B5590 Araip.B06 5590 p3 (CAC)5 15 15640843 15640857 TCCTTCTTCCTCTCCACCCT TGGCAGTTGAACCAATTGAA 280

Ai06B5591 Araip.B06 5591 p2 (AT)6 12 15642889 15642900 GGTGGATCAGCCATTGTTCT AATAAGCCATCCACAGCAGG 276

Ai06B5593 Araip.B06 5593 c (TC)6ccc(CT)6 27 15645894 15645920 CTGATGGCACGCAAATTAGA CAAGTTAGGCCCAAGTCCAA 175

Ai06B5597 Araip.B06 5597 c (T)10aataaactaaataaatacaattttaattttaac(A)1053 15659591 15659643 GCTCAAAAGGGAGGGGTAAC CAATGTGTTCACATCCATTGC 158

Ai06B5598 Araip.B06 5598 p3 (TCT)5 15 15663541 15663555 ACGAAGTATGGGATTCGTGC ATGGTTGTGTGTTGTGGTGG 265

Ai06B5600 Araip.B06 5600 p3 (TAA)6 18 15665783 15665800 CCACCCATCATGTTTGAAGA CCCCTCTCACTCTCATTCCA 246

Ai06B5601 Araip.B06 5601 c (ATT)5aatttgtagttataatcttttttactaatggaatgatttgttctaataataggacatctacttcataaatacaacaagatgaaaaagtg(A)11115 15670182 15670296 CGTGTCCTTCTCTCACTCTTCA AACCACAAGGAAGGATAAAAAGC 269

Ai06B5602 Araip.B06 5602 p3 (GGC)6 18 15671349 15671366 AAAACCCACCCTAAAATGGC AGGATTCTCTGGCCTTTGGT 268

Ai06B5603 Araip.B06 5603 c (GGT)5ctacacatgctgcacggcgaagccagcagcggaaacatg(GGA)569 15671488 15671556 AGGGAGGACACTACGTGCAG GAGCCTCTCACGAAGTCAGG 262

Ai06B5604 Araip.B06 5604 p3 (AGT)6 18 15671835 15671852 CATAATTGGAAGCAGCAGCA TTGGCTTTTTCCAACCTAGC 280

Ai06B5606 Araip.B06 5606 p2 (GT)8 16 15673730 15673745 AAGGATGAGCCAACTGAGGA ACACGTAAACCGCTACTGGC 277

Ai06B5613 Araip.B06 5613 p4 (ATGC)6 24 15703013 15703036 CAATGTGGCCACTCACTCAC TATTCACTGGAGTCCCCTGC 251

Ai06B5614 Araip.B06 5614 p4 (TCTT)6 24 15703201 15703224 GCAGGGGACTCCAGTGAATA GCATGCATGGTTGTGGTTAG 212

Ai06B5619 Araip.B06 5619 c (AT)6acgaagaaatcacgcttttcttattcg(T)1049 15714913 15714961 CTCCCAAACCCACCCTAAAT CTAGAGGATTCTCCGGCCTT 275

Ai06B5624 Araip.B06 5624 p2 (TA)9 18 15722670 15722687 GACCTGTGAATCTAAGGCCG GATACAGGTCGAGAGGCACC 249

Ai06B5635 Araip.B06 5635 c (ACC)6aacacaaacaccaccaccaacaccaaccaacgccaacaccaaaaacaccaaacaacagcaacaacaccataccaccacaaccaccatcaacaccaacag(CAC)5132 15753498 15753629 ATTTCCCGAATTCTTGGACC TTGGTGGTGGTGTTTGTGTT 278

Ai06B5640 Araip.B06 5640 c (T)11aattgtcgttgtcatcaccactactgtcgccgctgctgccaccacctctttcttccttttcttccatcgtcatcatcattatcattacagtg(T)10113 15770674 15770786 TGTAGCAATGAAGATCAACTAAGGA AGCGTGGCAGTAGACGAGAT 182

Ai06B5647 Araip.B06 5647 p2 (AT)6 12 15800222 15800233 GTTAAACCGAAAAGCGCAAC CCCTCCTAGAGGTTGACTTGG 241

Ai06B5649 Araip.B06 5649 p2 (AT)8 16 15811641 15811656 TTCAAAAATTAAGAAGGGAAAAAGAA TTCAAAATTTCCTAACCACTTTCTC 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B5651 Araip.B06 5651 p3 (AAT)8 24 15821039 15821062 TTCTTGTCCTTGCTCCTGCT CCCCTTCCTTTCTTCCACTC 127

Ai06B5652 Araip.B06 5652 p2 (AG)10 20 15821382 15821401 GGTGGCTGATTTTAGTGGCT GCGTCTTTTGCTAATGGCTT 174

Ai06B5653 Araip.B06 5653 c (TAAA)6taa(T)10 37 15840559 15840595 TCCTGACCACTTTCTCCCTC CCAATGGAGGGTATGCAGAT 255

Ai06B5655 Araip.B06 5655 p5 (ATTTG)6 30 15875866 15875895 GCACCAGCTTAGTGGCTTTT GCATCCAAAGAGGATTTTTGT 242

Ai06B5656 Araip.B06 5656 c (CT)8(CA)6 28 15876918 15876945 TCAAGCCGTCACAGACTCAC GAGGGAGAGAGAACCGTCAA 279

Ai06B5657 Araip.B06 5657 p3 (TAT)5 15 15877479 15877493 TGCTTAGAAAATACAATGGTGC AACCGCTAAACCTGCAATGA 166

Ai06B5659 Araip.B06 5659 p3 (GAT)6 18 15880179 15880196 TCATGCTCGAGAAAGACCAA CATGGTGAACTGGAAACCCT 252

Ai06B5663 Araip.B06 5663 c (AG)7aaagagaa(AG)736 15895502 15895537 AGCAACAACCCGAAATTGAG TGTTGGAGTAACGATGGCAA 239

Ai06B5664 Araip.B06 5664 p2 (GA)8 16 15896983 15896998 TGCAAAGTGCAAATAGCAGG AACCCAAACTCGGTCCTTTT 268

Ai06B5665 Araip.B06 5665 c (TG)6ttggggtgtgggtgtgggtgaaattctga(T)1051 15897453 15897503 CAAACCCCTATCCCTCCACT TGCCTTCCCTTTCCTCTTTT 266

Ai06B5666 Araip.B06 5666 p2 (TA)7 14 15904959 15904972 TCGAACCTCAACACATTCAAA AAATTCAAAGGAAGGCAGCA 279

Ai06B5667 Araip.B06 5667 p5 (TTATC)5 25 15905716 15905740 GGGAGGTACCTGCAAAGACA CCAGCCCACTAGAGGTCCTA 254

Ai06B5668 Araip.B06 5668 c (TTATC)8ttatttggctaagataagggagacgtttgaa(TTATC)596 15911207 15911302 TGAATACCTGGAGGGACCTG TTCGAATTCAAACGTCTCCC 225

Ai06B5669 Araip.B06 5669 c (A)10g(A)12 23 15913149 15913171 ATACATCGCCCTCTCCCTCT TTAGAATGTTGCTCGCCCTC 175

Ai06B5670 Araip.B06 5670 p3 (CCT)5 15 15913870 15913884 GGTATCAGTCAGCCGAGGAG GGATTCCCTCTTTCGCTACC 259

Ai06B5671 Araip.B06 5671 p3 (CTT)5 15 15918280 15918294 TCCATTGGAGATTGGTGTCA ACGGCATAAGCAAGCAAAGT 224

Ai06B5672 Araip.B06 5672 p3 (TAC)6 18 15920978 15920995 CCGGAGAGCTCTTTTGGTTT CCCCTAATGAAAGTGGGGTT 171

Ai06B5673 Araip.B06 5673 p3 (TTC)5 15 15923042 15923056 GCAAAAGCTCATCCGTTTTC TCGAAGTTTGGCTCAGAAGG 232

Ai06B5676 Araip.B06 5676 p4 (ATTA)5 20 15925744 15925763 CAAAAGGAAAGAGAGGGGGA CACAACAACCACCACCACAT 267

Ai06B5688 Araip.B06 5688 p2 (AT)20 40 15965066 15965105 GCTCGGGTATTACGACGACT TAGTGATGTTTTCCCTCGCC 230

Ai06B5690 Araip.B06 5690 p2 (AT)12 24 15979134 15979157 TCAACCCCATTCAGGCTTTA TGGTTGTTGATGTTGGTTGG 160

Ai06B5692 Araip.B06 5692 p2 (AT)10 20 15993113 15993132 TCCTCCATCAACACTTTCACC TGGTTGTTGATGTTGGTTGG 213

Ai06B5697 Araip.B06 5697 c (T)12ggagggagttaaaacgattcagttgctttag(T)1053 16005833 16005885 GCTTTGAATGCAAGGATGGT TGGCTTACCACAAATCCAAG 277

Ai06B5700 Araip.B06 5700 p3 (ACC)5 15 16024676 16024690 TGGCGTTACCACCATAGACA TTTTCCATGTTGGCTTTTCC 190

Ai06B5717 Araip.B06 5717 c (GAA)6aaacgtgcagtaacat(GAA)549 16087708 16087756 GGAGGAGGAAGTGGTGTTGA GGCACGTATGTTTCACGCTA 152

Ai06B5718 Araip.B06 5718 c (T)12gagggagttcaaacgattcagttgccttaggttc(T)10c(T)1067 16088236 16088302 ATGCAAGGATGGTGGAGAAG CCTTCTCAGGGGTAACAGGA 264

Ai06B5720 Araip.B06 5720 p2 (AT)13 26 16095468 16095493 CGCTAATCCCCGAAATTCTA AGAGGTTGGATGGAGTGTGG 190

Ai06B5723 Araip.B06 5723 c (A)11gat(A)10 24 16110296 16110319 TCCGTGACTCATATTAGGGTTTT GTTCGATCACTGGTTCGGTT 275

Ai06B5726 Araip.B06 5726 p3 (TAT)7 21 16114512 16114532 TAACATCCGCGGGATTATGT CAATAAACTCCAGTGCCGCT 262

Ai06B5727 Araip.B06 5727 p2 (TA)6 12 16119185 16119196 TTCTTTTGGTTCGGTGGTTC GCACAACACCAATCTCATGG 179

Ai06B5730 Araip.B06 5730 p2 (AT)9 18 16127434 16127451 GCACAGCACCTTCTACACCA GGCCACTTTAGATGTGGGAC 127

Ai06B5735 Araip.B06 5735 p3 (ATA)11 33 16140371 16140403 TTCCCTGCACAATAATAATTCA TTAGATGGGAAAAACGCAGG 275

Ai06B5737 Araip.B06 5737 p2 (CT)6 12 16144250 16144261 TTCGTGGTTTTCCAATCCAT TTCCGTTTTCACACATTTGC 271

Ai06B5739 Araip.B06 5739 p3 (TCT)5 15 16147655 16147669 TTGTTGTCGCGATGTTTTGT GCGTATAACCCGCAAAGAAA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B5743 Araip.B06 5743 p3 (AGA)29 87 16175935 16176021 TAGCGAAGGGCAAAAGAAGA CGCTCCTTTGGTGGTTATGT 205

Ai06B5751 Araip.B06 5751 p2 (TA)7 14 16199253 16199266 TGCAAAATAAGCCAGCATGT ACATGATGGAGGGAGCAGAC 226

Ai06B5756 Araip.B06 5756 p3 (TTG)5 15 16205877 16205891 CAACTAACGCTTCAGGACGA CACCTCCTTTTATCGATTTCCA 240

Ai06B5759 Araip.B06 5759 p3 (CTT)10 30 16208587 16208616 CACTCCCCAAACACTAACCAA TTGGTGGAAACTGGAAAAGG 240

Ai06B5760 Araip.B06 5760 p3 (TCT)5 15 16209310 16209324 TCGTGCCGTTAGGATTTACC TGATTGAAGCAGGTTCCAAA 159

Ai06B5761 Araip.B06 5761 c (TGC)5tatatacttattatatacatgtctgtctaattatag(AT)765 16209551 16209615 TGGACTTGATCAGATACACTTGTT CACGCATTGTTGATGATTTG 261

Ai06B5762 Araip.B06 5762 p3 (ATG)5 15 16210876 16210890 TTTGGATGGAAAAGCGTAGG AAGAGAATCATTGAAAGTGACGA 249

Ai06B5768 Araip.B06 5768 p2 (TA)13 26 16229529 16229554 CATCTGCATCCTGCAAGAAA CTCTTGACTTTGGCCTCCAC 226

Ai06B5771 Araip.B06 5771 p3 (AAT)5 15 16235927 16235941 ATTTTCCGAGAGGATACCCG CCCCTAATGAAAGTGGGGTT 183

Ai06B5772 Araip.B06 5772 p5 (AAAAT)5 25 16237451 16237475 AGCCTGCCCTGATAAACCTT ATGCCTTGGTGGAACAAAAG 252

Ai06B5773 Araip.B06 5773 p3 (CCA)5 15 16240820 16240834 AGGGGAACCTGAATGGAAGT GCCAAAGATGCAAGGGTTTA 147

Ai06B5777 Araip.B06 5777 c (T)16gaaaccttcaagagatgtgaaactctctttttggtcttaatga(T)1473 16254607 16254679 GCACACTCTTTTTGCCTTGG TTCATGAATGTTGGCTGTTGA 184

Ai06B5779 Araip.B06 5779 p3 (CTT)9 27 16264544 16264570 TTTCCGAGGCCTGAGTTCTA CAAATTCAGAATCACCAAGCAA 233

Ai06B5780 Araip.B06 5780 c (AT)11(AC)6 34 16265729 16265762 GCGGCAGCCCTTTAACTAAT ACTCTTCTCTCTCGCCCCTC 232

Ai06B5781 Araip.B06 5781 p2 (AT)8 16 16266552 16266567 ATGTGACCGGGCACTTTAAC GGTTATACAGCCAACCCGAC 231

Ai06B5785 Araip.B06 5785 p2 (TC)9 18 16276235 16276252 CTTGCCTTCAGCAGTCTTCA GGCTTGGCTCAGATGGTTTA 221

Ai06B5791 Araip.B06 5791 p3 (CAT)9 27 16287369 16287395 CGTCTGTGGTGTCTCCTCCT AGTGGCTTCACCATCCTTTG 237

Ai06B5792 Araip.B06 5792 p2 (TA)6 12 16293756 16293767 TCCTAAGAATCTTTTGAAGGTAAGACA GGTCCCTGCACCAATTATTTT 226

Ai06B5795 Araip.B06 5795 c (T)10ctttttctccttctctc(T)1037 16294273 16294309 ATAGCCGTTTCACATCATGC GGAGGAGGAGGAGAAAAATGA 264

Ai06B5796 Araip.B06 5796 c (GAA)5aaaatgc(A)1133 16295120 16295152 AAATGTAGCAACAAGAAAAGCAA TTCACTCGTCCGCTTAAATAAA 280

Ai06B5798 Araip.B06 5798 c (A)10cagttacataataagaacaac(AACA)759 16303041 16303099 GCAAAGTTATGGTGTCTTCTCCA AAGGGCGAAAGGTAGAGGAA 277

Ai06B5799 Araip.B06 5799 c (CAA)14(TAA)5 57 16303794 16303850 GGGGTTTTCCCTTCTCAGAC CACCCACACGTGATCTCAAT 206

Ai06B5800 Araip.B06 5800 p3 (GGA)6 18 16308404 16308421 TGCGCTTTTCTTTTCTGGTT CCAGGATGCCAAGATGAGAT 199

Ai06B5803 Araip.B06 5803 c (A)10tgtactggacttttcacttctaattaaggaaat(A)1255 16312953 16313007 TTACCCAAACTGGGCCATAG TTTTCGTGGGGCAATAGAAG 237

Ai06B5804 Araip.B06 5804 c (GAA)15a(AAG)1076 16318282 16318357 GCGAAAAAGGAGGAGAAGGA ACGTGAAATACATGCGTCCA 151

Ai06B5805 Araip.B06 5805 c (A)10ctggatgatgtgcagtgtttaatctaaccatttatta(CT)9tatttatttctggtcccacttatagaatcaaaggtgagaaatcatactagattctgtcaagtgt(A)10139 16318670 16318808 GAACTGCATTGGGAATGGAT TCACTTTAGGCCTTTGCCAC 277

Ai06B5809 Araip.B06 5809 p2 (TA)8 16 16337267 16337282 GGGAAAGTAGAGCCGAAACC AACACCACGTACATGAAATTGA 144

Ai06B5812 Araip.B06 5812 p3 (AAT)6 18 16349015 16349032 TCTGTTGGCCTCCAAAGACT CTGTGCAGCTCAAGGAACAG 181

Ai06B5813 Araip.B06 5813 p2 (AT)14 28 16352900 16352927 GCAGCAGCGGATAACTTTTT AAACCCTAAACCCTAAAACCC 220

Ai06B5814 Araip.B06 5814 c (T)11gtttttttggtttcttc(T)1038 16357508 16357545 GGTGGGTTGTTTCCTTGTTG GGAATTGTAAAGATGGCCGA 209

Ai06B5817 Araip.B06 5817 p2 (AT)19 38 16369429 16369466 CGAATGGAGTGAGACAAGGA CTTGAGGGGGAGTGTTGAAT 241

Ai06B5818 Araip.B06 5818 p2 (AT)7 14 16374215 16374228 TTCATTTACCCAAAACCCCA GCAGAGACAAGGAAGAGGGA 203

Ai06B5820 Araip.B06 5820 p2 (AT)8 16 16388372 16388387 AACTTCGTTCACCCTGCATC TGCCAATTGCCATTTCAAC 217

Ai06B5824 Araip.B06 5824 p2 (AT)13 26 16395374 16395399 CCCTTACAAAATGAAGGGGA TGTGTGTGAAAATCGTTAGATGG 273
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Ai06B5826 Araip.B06 5826 p3 (AGA)6 18 16396744 16396761 GAAAACAAGATTTTGGAATTAGCA ATTGCATGCCTTTGCTTTCT 265

Ai06B5827 Araip.B06 5827 p2 (TA)8 16 16397308 16397323 TTTATCCGGAGTTCCGATTG AAGGCAACCCACTAATGCAC 260

Ai06B5829 Araip.B06 5829 p2 (AT)8 16 16404283 16404298 CCTTGTCAAAAAGAGCTCGG AGTAGCGGAGGCTGACCTTT 207

Ai06B5830 Araip.B06 5830 p2 (AT)6 12 16404446 16404457 TTGAAAGGAAAAGCTCGGAA ATCATGACCAATGATGGCAA 252

Ai06B5831 Araip.B06 5831 p2 (TA)9 18 16409393 16409410 CCGAGCTTGAGCTTGGATAA CGAGCTGGCTCAAATAAGAGA 278

Ai06B5832 Araip.B06 5832 p3 (TAT)5 15 16419364 16419378 CCCAACTAACTACCTATCCCTCTC GGATTCGGATTTTTGGATGA 279

Ai06B5833 Araip.B06 5833 c (GT)8(AT)6 28 16420852 16420879 CTTTTGATCCGAAACTCCGA AAGGCAACCCACTAATGCAC 273

Ai06B5841 Araip.B06 5841 c (TA)9gtcactc(AAT)1467 16447746 16447812 AACAGTCCTCCGTCCAAAAA TGGAGAGACTATGCCGTTTG 259

Ai06B5845 Araip.B06 5845 c (A)11caaatacagaatctgagtgtttggtggttatgatcaacagatcaagagaatagcaattg(A)1080 16464002 16464081 TAAATTGGGGTGTTTGGTCG AGTATCGGTTGGATGCACCT 255

Ai06B5849 Araip.B06 5849 p3 (ATA)8 24 16471996 16472019 GGTGGAAGCTTTTTGTCTTCC CAGGAACAAGGAAAAAGGCA 143

Ai06B5852 Araip.B06 5852 p3 (TTA)5 15 16473455 16473469 CGTTCTTCACAAAAATCTCCA AGCATGCAAGTCACTCGAAA 125

Ai06B5854 Araip.B06 5854 p6 (TGGAGG)6 36 16478266 16478301 TGATTTGGCTTTGTGCTTGA CACCAGCATTAACACCAGCA 242

Ai06B5855 Araip.B06 5855 p2 (AG)7 14 16478706 16478719 GGTGATGGTTTCGATTCTGG GGTTCTCTTCCCCATCCTTC 276

Ai06B5863 Araip.B06 5863 p2 (AG)19 38 16518049 16518086 CTGTGAAGAGTGGCACCTGA GGTGTTTGATCTGCGGTTTT 244

Ai06B5865 Araip.B06 5865 p3 (GAT)7 21 16523460 16523480 TTAGAATTGGGCACACATTGA CGTGTGAGCTACAAAACCCA 234

Ai06B5866 Araip.B06 5866 p3 (AAT)7 21 16530526 16530546 GGTGGAAAAGGGAAGGAAAG ATTTTTGCGGGCCTGTTAG 274

Ai06B5870 Araip.B06 5870 c (TC)9a(CT)6 31 16546244 16546274 AAAGTTGTTCCTGTTGCGCT TTCTCGCCATTTGTCATCAA 174

Ai06B5871 Araip.B06 5871 p2 (GA)7 14 16547406 16547419 CATGCATGTTCACGGAAAAG TTAAATTGCAGGCTTGGAGC 236

Ai06B5874 Araip.B06 5874 p3 (CCA)5 15 16579122 16579136 AGCCACCGAAGAAGCTGTAA CATTGGGCAGTGCTTTCTTT 275

Ai06B5877 Araip.B06 5877 c (ATG)5gaggagaatgatgaaaaggaaggaggagacgaaattccaat(AGG)5aagaggaagagctgttgttagtgataatgataacgaaattaaaaaataataaaaagggaggaaaagaagaagaagatgtagcatccggagt(GAA)5177 16594082 16594258 TTTGATGATAACGATAACGACGA TTCTTCCCTCCTTTGTGCTG 267

Ai06B5878 Araip.B06 5878 p2 (CT)15 30 16596330 16596359 ACTCCTTTGCCACTTCATGC GGTAAAGTTCTTCTCCCGCC 223

Ai06B5880 Araip.B06 5880 p2 (TA)7 14 16606669 16606682 TGTGTGCTTTGTTTGCTATGC GACCAGGGCTTGGAGTGTT 277

Ai06B5881 Araip.B06 5881 p2 (AT)7 14 16608630 16608643 TTCGATGGGTTACGGTTCTC TTTCTAGGTTCCTTCGGTGG 257

Ai06B5882 Araip.B06 5882 p3 (AAT)5 15 16608774 16608788 TTCCCTCACCCACTTACAGG AGCTCCTTCGCCATTTTCTT 272

Ai06B5884 Araip.B06 5884 p2 (CT)7 14 16615642 16615655 GGCCAAGCCTATGAAACAAG CAAAGGGTCTTGACCACACA 151

Ai06B5886 Araip.B06 5886 p2 (TA)8 16 16618352 16618367 GAGTGACCAAGAAAGCGGTC AAGACGGTCTGCAGCAATTC 135

Ai06B5887 Araip.B06 5887 p2 (AG)6 12 16622729 16622740 CCCAGTTTCAAGTCCGAAAA TGGGGAAATAAACAAATCAACA 273

Ai06B5888 Araip.B06 5888 p4 (ATAA)6 24 16627577 16627600 TCCCCTTCTTCTTCCCTCTT TCGAAAACAATAACTTGTGCTAAA 228

Ai06B5889 Araip.B06 5889 p2 (AG)6 12 16628962 16628973 TGCAGAGTGGGAGAATCAGA TGGAGAAATAAACAAATCAACAAGA 238

Ai06B5890 Araip.B06 5890 c (CAA)13(TAA)6 57 16631193 16631249 TGGTCACATTGCAACATCTG TTGCGACTTTGTTATGAGCG 261

Ai06B5891 Araip.B06 5891 c (TTAT)5ttttttacttttggta(T)1147 16641147 16641193 TTCGGTTGCATAATTTCTCATT TTGGGACATTCATTTTGCAG 174

Ai06B5893 Araip.B06 5893 c (TC)7ta(TC)9 34 16643027 16643060 GCCGATAAATTCGACGGTAA AAGGGAGAGACGAGTGGGTT 256

Ai06B5897 Araip.B06 5897 p3 (CTC)5 15 16666719 16666733 AACTCATGAGGCAAAGCACC GCTTGTCCTCAAGCAAGAAAA 245

Ai06B5901 Araip.B06 5901 c (AT)6tgattatttattattcttgcattaacttggtgttacaaaaatat(A)1066 16678444 16678509 GAGCCAAGATCTTAGGGACAAA GGATTTAGCATTTAGGTTTTAGGG 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B5903 Araip.B06 5903 p3 (GTT)5 15 16682011 16682025 CCTTGGTCTCCAAACTGTGAA TTGCATACCAACCTGGATGA 255

Ai06B5904 Araip.B06 5904 c (A)10g(A)16 27 16682985 16683011 CTTTAATGCCTCCGATTTGC GGTGCTCACAATACCGATGA 261

Ai06B5905 Araip.B06 5905 p3 (TTA)6 18 16683250 16683267 TCATCGGTATTGTGAGCACC CCGGTTTTAGGTGAGAACGA 167

Ai06B5907 Araip.B06 5907 c (T)10gtgggttaggccggggactattaaaaaaaaccctgactaatcgggaacacggttttttttattataact(A)10ctgtgtccctggagcaacaggaaagctccattaacagtccccggcccaacct(A)10151 16687174 16687324 AGAGCTTTCCTGTTGCTCCA TTCTGTTACTCCGGGGACTG 226

Ai06B5908 Araip.B06 5908 p4 (ATAA)5 20 16697723 16697742 ATTGGGTTTCAGCATCAAGC AATATATTTTATCAATTTCCTGAAGCA 277

Ai06B5910 Araip.B06 5910 c (TA)7agaaaaaaatgtgaatgtatat(A)1046 16698318 16698363 TGGTGAAGGAAGGAAATCCA ATCAAGCGTTTTCGACCATC 234

Ai06B5912 Araip.B06 5912 p3 (GAA)13 39 16702152 16702190 CAGAGAAGGCAGGAAACAGG AGCACCACCATCAATCATCA 155

Ai06B5913 Araip.B06 5913 p2 (TA)9 18 16702973 16702990 GCTGAGCTTGTGAGTCGAAC TGACAAGGATTCACATTGGG 280

Ai06B5914 Araip.B06 5914 p2 (TA)8 16 16704575 16704590 GACATAGGTAGCGCCGTAGC TGGGGTTTACGTTCTCTTCG 237

Ai06B5915 Araip.B06 5915 p2 (TA)6 12 16706280 16706291 GGTATCTCATTAGGCGTCCG AGTCTGCGAAGTCAAGGCTG 226

Ai06B5916 Araip.B06 5916 p2 (AT)9 18 16710201 16710218 ATCTGCCCTGTTAATTGGCT CAGCTTAACAGTCTTGGGGC 190

Ai06B5923 Araip.B06 5923 p3 (TTA)6 18 16719593 16719610 TGTTCCACCTTGCCATTCTT CAAGCGTGCTGACATCAGTT 148

Ai06B5925 Araip.B06 5925 p4 (GAAG)5 20 16726705 16726724 CACACACCTCCACCTTTCCT GCTTTTGTCTTCCCTTTCCC 179

Ai06B5926 Araip.B06 5926 p3 (ATT)6 18 16727001 16727018 ATTAACTCATGGGGCAAAGC GAATAGCAACTCAATGTTCATGGT 182

Ai06B5927 Araip.B06 5927 c (T)10(A)10 20 16727279 16727298 AACCGCACACCTTCTTCAAT TGCTCGCTTTAATTTATCGGA 276

Ai06B5930 Araip.B06 5930 p3 (ATG)5 15 16736891 16736905 AAAACAATGGCGATAACGATG ATAGCACCTCCTCCTCCTCC 116

Ai06B5931 Araip.B06 5931 p2 (GA)7 14 16737283 16737296 TCACAGGCTCAGTGTGAGGT ACCTTCCTCAGTTTGAGGGG 278

Ai06B5936 Araip.B06 5936 p2 (TA)7 14 16751686 16751699 GGCAGCGGCTAGATTTCTTA CAACACTAAGCGAGGCACAA 108

Ai06B5937 Araip.B06 5937 p2 (AC)7 14 16752321 16752334 AACCTTCGGATCATCCTGTG TGGCAAAGGTCAGTATTGGA 124

Ai06B5943 Araip.B06 5943 p3 (AGT)7 21 16792471 16792491 TTTTTAGACACTAGCGCAGACA AATTGGTTCACTGACGGAGG 231

Ai06B5945 Araip.B06 5945 p2 (TA)16 32 16798690 16798721 TGCAATTCTCTCTCTCTTTACTTTTT TTTTTGAAGCCGTGTTTGTTT 263

Ai06B5946 Araip.B06 5946 p3 (CTT)5 15 16802821 16802835 TTAGGTCACACGCTTTTCCC ACCAGGGAGAGAAGGAGGAA 261

Ai06B5947 Araip.B06 5947 c (AAG)6cgcagggg(AGA)644 16803665 16803708 AACGAAAGAGGAGGAGAAGGA TCCAACACCAACAAAAACCA 158

Ai06B5952 Araip.B06 5952 p3 (CAT)5 15 16825559 16825573 TGACCCCACTCACCCATTAT GGTGGTCACGGTGGAGTAGT 252

Ai06B5955 Araip.B06 5955 p5 (AGAAA)5 25 16826930 16826954 GAAATTGGGCTTGTTCTGTTTT TCTTTTGTGCCATGCATAATTT 180

Ai06B5956 Araip.B06 5956 p2 (AT)10 20 16828244 16828263 TTGTAGGATTTTTATGATTATTGGAAA TTTTGGTTTAGCGGATTTGC 238

Ai06B5960 Araip.B06 5960 p2 (AC)7 14 16836569 16836582 GCCTTCACAAATACGAACCG CATTTCAGCTACAGGTGCGA 227

Ai06B5962 Araip.B06 5962 p2 (TA)23 46 16843332 16843377 CATGCAATTGACACCAAACTT CTAACATTGCATGATTCCTGG 170

Ai06B5967 Araip.B06 5967 p2 (TA)9 18 16858215 16858232 TGTGCTTACCTGTCACGGTT AACATTGTGGGGACAAGTGC 224

Ai06B5971 Araip.B06 5971 p2 (TC)6 12 16865224 16865235 CCACCTTCCTGACTGGTGTT GTACAGAGTGTTCAGCGGCA 231

Ai06B5972 Araip.B06 5972 c (AT)7agaaaaaccttcattgtcattacctagtaatttacacttttgtaggaacaaaaacgatatttgataaaaaagacgtgaagttagtgtatagtctaacc(GAT)5127 16866101 16866227 TTTTTCCAAATCAATAAACACCA CCATGCATTAATCCACTATCG 277

Ai06B5984 Araip.B06 5984 p2 (TA)7 14 16878898 16878911 CCCACATTTGATTTGGTTCC TCACTCCTACGCCAAAGGTT 266

Ai06B5986 Araip.B06 5986 p3 (TCT)5 15 16888703 16888717 TTTTTCATCACCGGAGGACT TGATGGTAAACTCGGAAGGG 220

Ai06B5989 Araip.B06 5989 p2 (TC)10 20 16914948 16914967 CGTGCCCCTATTTTTAGCAA TCCTCACCTTCCACCATCTC 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B5990 Araip.B06 5990 p2 (TG)6 12 16916335 16916346 TCGAACCAGGTGGGTGTATT AACATGAAAGGTTGCGAAGG 272

Ai06B5994 Araip.B06 5994 p3 (TTA)10 30 16923144 16923173 TTTTAAGTGGTCGGACTGTTTTC TGGACAACTGACGGTTCATC 274

Ai06B5995 Araip.B06 5995 p3 (TAT)5 15 16923334 16923348 GATGAACCGTCAGTTGTCCA GATCGGACGTTCAGCCTCTA 258

Ai06B6000 Araip.B06 6000 p2 (AT)8 16 16952948 16952963 AATCACAACCGTTCTCTTGGA TGGCTCCCCATACTTTCTCA 236

Ai06B6004 Araip.B06 6004 p4 (GATA)5 20 16962844 16962863 AACGTCCCCAACATTTCAAG TGCGAAGCCAAAACACAATA 251

Ai06B6009 Araip.B06 6009 p3 (CAT)13 39 16990198 16990236 TTGCTGCAACAACATCATCA TCGTCAAAGATCTTATTTATGATTCAA 221

Ai06B6014 Araip.B06 6014 p2 (AT)8 16 16998952 16998967 AGAATTTCAAAAGCGCGAAA CAAGCTGCGGCTAGTTCTCT 126

Ai06B6016 Araip.B06 6016 p2 (CT)7 14 17002792 17002805 GAACAGAACCTAGGGCACGA AGCCAAGGAAGCTCATTTCA 230

Ai06B6017 Araip.B06 6017 p2 (AT)9 18 17003294 17003311 GTTTTATGTGAAAACGCGGG GAACGTCGACACGGTAGGAT 188

Ai06B6018 Araip.B06 6018 p2 (AT)12 24 17005990 17006013 TCAGTGAAGAGACAGGCGAG AAGCACTTCCTCTTGAGTCATGT 276

Ai06B6019 Araip.B06 6019 p2 (CT)9 18 17010103 17010120 TCCGGATCAAAAGTTATGGC CCAAACGAACCAAAAATGCT 203

Ai06B6020 Araip.B06 6020 p3 (GAA)5 15 17011107 17011121 TCATTTTCAACTGAATTTGTTGCT TTTCCTGTGATACATGGAGCC 206

Ai06B6024 Araip.B06 6024 c (TTC)34tgctctttcgttatcgtcgtcaccaa(CAC)6(CTC)5161 17022586 17022746 GCACGTTCTTCTTCATGCTG GGAGGAAAAGGAAGGAGGAG 235

Ai06B6025 Araip.B06 6025 p3 (ATC)5 15 17023187 17023201 CCTCCTCATCTTCTGCTGCT CGAATGTAAATTCATCCTCTTTCA 208

Ai06B6026 Araip.B06 6026 p3 (CCT)7 21 17023682 17023702 CCTCCTCATCGACTTCTGCT TGATGGAGGAGAAGGAGGAA 224

Ai06B6027 Araip.B06 6027 p3 (CTT)5 15 17024134 17024148 TTTCAGTGGATGTGTGCTGA TGTGTTTCTTCTTCTTCTTTGTTTG 226

Ai06B6028 Araip.B06 6028 p5 (TTTTA)5 25 17029012 17029036 GGGAGAGTGGTAACGCTTTG ATATGCCTCATGCAGTTCCC 187

Ai06B6032 Araip.B06 6032 p3 (ATA)7 21 17047042 17047062 TTGCGAAACAGCGGAATAAT TTAAACCCAAACCATGCGTA 251

Ai06B6037 Araip.B06 6037 c (A)10tg(AGA)5 27 17054873 17054899 TTGTGTTGGACCGCATAGAA GCCAATTCTTATCATGCTGGA 227

Ai06B6047 Araip.B06 6047 p2 (AG)6 12 17077957 17077968 CCCAGTGATTTATGGGCTGT CCTGTGATTGTAGAAGCAATCC 218

Ai06B6049 Araip.B06 6049 p2 (TA)6 12 17091886 17091897 AAAATTATGATTTCAATTTTACGGG GCGCTACCACTCTCCCATAG 171

Ai06B6053 Araip.B06 6053 p2 (AT)6 12 17095660 17095671 ACCGCTCAACCAACCTAAAT GGATGACAACGACAATAATAACAA 280

Ai06B6054 Araip.B06 6054 c (A)10ctagttcaaaaggaac(A)1036 17098493 17098528 CAAGGGTGGAAGATAGGCAA GATGTTGAAGGGGAAGCTGA 276

Ai06B6056 Araip.B06 6056 p3 (TAT)6 18 17117895 17117912 TTTGAAGAGTGTCGGCAGTG AATATTCGGGACTGTCGGTG 262

Ai06B6058 Araip.B06 6058 p3 (AAT)6 18 17119457 17119474 AAACAGCGGAGGATGGTTTA AAGGTGGTGTGCAATGTCAA 234

Ai06B6061 Araip.B06 6061 p2 (CT)8 16 17125629 17125644 TGGAGTAGTTGTTGAGGGGG CCCATGGGTTTGTGTTGATA 237

Ai06B6062 Araip.B06 6062 p2 (TC)9 18 17126963 17126980 CTCTCACACACACCCCACAC GAGAAGAGTTCGTTGGCGAC 145

Ai06B6063 Araip.B06 6063 p2 (TA)7 14 17131563 17131576 AGGAGAAACAAAGGAGGGGA GGTGTGAGGAGGTAGGGTGA 226

Ai06B6069 Araip.B06 6069 p2 (TA)7 14 17151440 17151453 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 197

Ai06B6074 Araip.B06 6074 p3 (GTT)7 21 17196652 17196672 TGCGTGACCTGTTGTGTGTA TTCCCTCTTCACCTCTTCCA 264

Ai06B6078 Araip.B06 6078 p6 (GGCTCA)6 36 17226435 17226470 ACTTGCGGATGCTTCACTCT TTCTCTCAACAACTCCGCCT 167

Ai06B6080 Araip.B06 6080 c (A)10ctgaaaat(ACA)945 17236740 17236784 GTGTGGCTTTAAAGGGGTGA TGGCGTTGTTTGATTCATGT 166

Ai06B6082 Araip.B06 6082 p2 (TA)6 12 17246187 17246198 CTCCAATAAACTAAAATGGAGTACCT AATTCATGAGCGGGTTCAAA 236

Ai06B6083 Araip.B06 6083 p2 (CT)10 20 17250506 17250525 TCCCCTCCGATTACCTATCC GCTCTGATTTCACAGGCAAA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B6087 Araip.B06 6087 p2 (AT)7 14 17258831 17258844 TCTCTTAACGTGGCTTGCCT GGTTCATGGAAGACCGTGAC 272

Ai06B6091 Araip.B06 6091 p3 (ATG)5 15 17266956 17266970 CGAGGTTGATGCTTAGGAGC CGGATTGTCTATTGCGGAGT 168

Ai06B6092 Araip.B06 6092 p3 (TCT)5 15 17268127 17268141 TAGCTTTAGGGGTGGGTGTG TGAGAAAGAAAGCAAGAGCCA 111

Ai06B6098 Araip.B06 6098 p2 (AC)6 12 17282220 17282231 GTTGACCAGAGCAATGCAGA ATCGGAAGGGCCTGAAGTAG 168

Ai06B6101 Araip.B06 6101 p2 (TC)7 14 17292399 17292412 TGGGACGAATTAAGTGTGGG ATGGCAAATTGGTAGAGGCA 273

Ai06B6109 Araip.B06 6109 p2 (AT)6 12 17318793 17318804 TTTTTGTCTACCTAGCATTACCCT TGAAGTGTTGATTCCGTGTGA 255

Ai06B6112 Araip.B06 6112 p2 (TA)7 14 17326046 17326059 CACGGGTTTGGATTTAGGAA TTTGGTGAGTGTGTGAGGGA 267

Ai06B6118 Araip.B06 6118 p2 (TC)8 16 17337141 17337156 ACGCGCTTCTCCTACAAAAA ATACGAGTATTGCGTTGCCC 226

Ai06B6123 Araip.B06 6123 c (CTT)5cattttcctctttctcctcctcctcttc(CTT)558 17359475 17359532 AGCGCTCTCTCACAAACCAT CGATGAAGATGAAACACACGA 121

Ai06B6128 Araip.B06 6128 c* (TTC)16(TC)13* 72 17367279 17367350 GAAACGCAGAGAGAAGGTGC TTTGATTTTCACCCCAGACC 220

Ai06B6130 Araip.B06 6130 p2 (TG)6 12 17380447 17380458 CATGCTTAATCCCCCTTCAA GCCATTGTGGGCTAACCTAA 189

Ai06B6132 Araip.B06 6132 p6 (AGGTGG)6 36 17387406 17387441 GGTTTGAAAATTGCGGTTGT TCGTGTGGGTCAAGAGAATG 140

Ai06B6134 Araip.B06 6134 p3 (GAA)5 15 17391614 17391628 GCTTGCATGAAGAAAAATGGA CGATTAGAGGGAGCAACTCG 214

Ai06B6135 Araip.B06 6135 p2 (AG)6 12 17392283 17392294 CCCGCAATGATGTGAAGTAA AAAATCACGGCAGACGTCAC 179

Ai06B6136 Araip.B06 6136 p2 (TC)6 12 17393370 17393381 ATTAGGGGTGTGCATGGTTC GAGGGGAGAGAGAGAGTGGG 272

Ai06B6137 Araip.B06 6137 p2 (TC)10 20 17393560 17393579 TCCTTGTTTGGTCGACCTTT AGATGCCAAGCCAAGACCTA 189

Ai06B6138 Araip.B06 6138 c (CTC)5tctctcctct(TC)739 17393682 17393720 CTCACTCCCTCTCTCTCCCA TCCCTCTTCTCTTTCTCTTCCTC 234

Ai06B6140 Araip.B06 6140 p2 (TA)8 16 17394688 17394703 GGTGTGTCTGACTTGCTGGA AGGCGGTTCCCCTAAAGATA 259

Ai06B6141 Araip.B06 6141 p2 (AG)16 32 17395235 17395266 TTTGGAAAATGATTTGAGATTTGA AAACCCTTTGCGTCTTAAAAGT 209

Ai06B6145 Araip.B06 6145 p2 (GA)10 20 17397506 17397525 TTCATGCTGCTTTCTTGGTG GTGAGATGGAAGCTGAAGCC 214

Ai06B6146 Araip.B06 6146 p3 (TCT)6 18 17401374 17401391 ATGATGATGGTGACTGGCAA ACCTAACCCAGCACCCTACC 246

Ai06B6147 Araip.B06 6147 p3 (TAA)22 66 17409114 17409179 AAAACTGCAGCTTCAATGGG TGGTTGATTCTGATTTTGGG 154

Ai06B6149 Araip.B06 6149 p2 (AC)9 18 17410685 17410702 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 251

Ai06B6150 Araip.B06 6150 p4 (AGAA)5 20 17425155 17425174 TCCTTCTTTGATTTGTGCTTG GCACAAGCACCACTTTTTCA 270

Ai06B6152 Araip.B06 6152 p3 (GCA)5 15 17434057 17434071 GGAGAGAAACTCACCGATGG TTCAATTTCTCCTCTGCCCA 137

Ai06B6164 Araip.B06 6164 p2 (GT)6 12 17477668 17477679 AAACAGCAAAATAACTGCGGA TTCGCCTCTTGGAGTGAAAG 164

Ai06B6165 Araip.B06 6165 p4 (AAAT)5 20 17488344 17488363 GGGATCATGTAGCACTGCCT GCCTGTGAGTCCCCAGATTA 177

Ai06B6166 Araip.B06 6166 p2 (GA)6 12 17488932 17488943 GGATGCTAGTATGGTTTGCCA CACACCGGGTATGACCTCTT 215

Ai06B6167 Araip.B06 6167 p2 (AG)8 16 17489118 17489133 GATGCAGCTGCTAAAAGCCT GCAGCCTGCTTTGATTGACT 224

Ai06B6173 Araip.B06 6173 p2 (TA)6 12 17503311 17503322 AGGTCGAGATGTGCCTCAGT AAATAACAAGCTCTAGGCCCG 242

Ai06B6174 Araip.B06 6174 p3 (CAC)6 18 17505164 17505181 GTCCCAACGTTTCATTCGAT GGATTAGAGGGTGGTCCGAT 256

Ai06B6175 Araip.B06 6175 p3 (TTG)6 18 17505769 17505786 CACCATTTACCTTGTCGGCT TGTTCACCACCATCTCCAAC 242

Ai06B6176 Araip.B06 6176 p3 (TTC)6 18 17507499 17507516 CAATTGAGGTGGTGCCCTAT TCTTTTTAGCTTGTGGTTGTGA 198

Ai06B6179 Araip.B06 6179 p3 (AAT)5 15 17518218 17518232 GGAAGCCAATGGAAACAAAA TTCACCAGCATCTGCAAGTC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B6183 Araip.B06 6183 p3 (AAC)5 15 17541759 17541773 TCTCACCACCACCCTAAACC GGCGATGGTTACGTAGAGGA 270

Ai06B6184 Araip.B06 6184 p2 (AG)21 42 17542281 17542322 TTCATGAATGTTGGCTCTTGA TCAGCTTTGCTAGAGTCCCC 243

Ai06B6190 Araip.B06 6190 p2 (TA)6 12 17563639 17563650 TGGCTCTTGAAAGAATGAAGG GCCCAAAGCACTCTGTCTTC 269

Ai06B6192 Araip.B06 6192 c (A)11c(A)10 22 17573131 17573152 TCTGCTTGTTATCGAACATGG TCTGTCGAGTCACGGTCATC 231

Ai06B6193 Araip.B06 6193 c (TA)6ttatataaaagtaaaaatacg(TA)1971 17578962 17579032 TTTTGTTAGAGCAACGACCAA GGTCCAGCATGAGAAAGCAT 245

Ai06B6194 Araip.B06 6194 p2 (AT)8 16 17579373 17579388 CAAAAACCTCCAGCAAGCTC ATGTTGGGTTGACAGGAAGG 278

Ai06B6198 Araip.B06 6198 p2 (AC)12 24 17594710 17594733 AATTTTAAAGGTTTGGCCCG GCTCAGGATATCGCGAAAAG 233

Ai06B6199 Araip.B06 6199 p2 (AC)9 18 17602006 17602023 GGCAAGTATTTTTGAGAATGGAA CGTTAAACGCCAGAATGGAT 192

Ai06B6201 Araip.B06 6201 p2 (AG)6 12 17611126 17611137 ATAGGTGAGGGGTTTTTGGG GCGTTTAAATGCCAGAAAGG 276

Ai06B6206 Araip.B06 6206 p2 (CT)19 38 17632129 17632166 GCAGTGAGCGATCAGTTGAG AGAATATTCCGCGGTTTGTG 226

Ai06B6207 Araip.B06 6207 p2 (AT)6 12 17635199 17635210 GAGAAGAAATGAAAAAGGGTGC ATTTTCCCCCACATGTGAAA 249

Ai06B6211 Araip.B06 6211 c (A)10gttatcatccattgaagaactttcaaatgaaaatgagttcaa(T)1062 17645752 17645813 TCCAGTATTTGTTGCTTTGCTG TGAGATATATTGTCCTCCTCTTTGG 247

Ai06B6213 Araip.B06 6213 p2 (AG)6 12 17646669 17646680 TCCATCATCCATCACTCAAGA GCCACATGTCACTTCCTCATT 226

Ai06B6214 Araip.B06 6214 p2 (TA)9 18 17648535 17648552 TGATAGAATCGTAGCTAGCAGCC AGCTCTTTTCTAAAAATATTGGCA 239

Ai06B6215 Araip.B06 6215 p2 (AT)10 20 17648683 17648702 GTCTTCCAAGGCAAACAACC TGGAAAATCCTTCAGTTGGG 223

Ai06B6220 Araip.B06 6220 p3 (AAG)6 18 17666951 17666968 ACAATGAGCTTCTCCGTGCT CCCAATCTCCCACAAAAAGA 114

Ai06B6228 Araip.B06 6228 c (A)10gaaagaacttaacagactcataat(GA)1972 17692933 17693004 GGATAATTGTTGGATTTTACCCC CCGCTCCTTAAAAAGCACAC 197

Ai06B6229 Araip.B06 6229 p2 (TA)6 12 17693366 17693377 GACGACGGAAGTTGTGACAG CGAGACGGGATGAATTTTGT 239

Ai06B6234 Araip.B06 6234 c (T)11attccaattatatatcctatcctatcaaccattaaaagagtcacatcaataaaggaaag(A)1080 17698609 17698688 ACAGTAAGTGACGCACACGC AAGGAGCTCACCACATGTCC 227

Ai06B6235 Araip.B06 6235 p3 (ATT)6 18 17701549 17701566 GTTGAAACCCTTGTGTGGCT TTTTTCCCGTTGAAACTCGT 234

Ai06B6239 Araip.B06 6239 p3 (GAC)5 15 17721184 17721198 TTAGCTCATCCCAAGCCAAG GTCTCCAAAGGACCCAGTGA 242

Ai06B6241 Araip.B06 6241 p2 (CT)21 42 17729314 17729355 CGTCCTCCTACATTGATCCC TTCCCCTGTTTTTCAAGGCT 226

Ai06B6242 Araip.B06 6242 c (AC)21(AT)7 56 17729664 17729719 AAGAGCAAGGGCGTGATTTA CATGCCTGATGATGATGAGAA 261

Ai06B6244 Araip.B06 6244 p3 (GAA)5 15 17735097 17735111 CATGACTCGGAGGTGGAAGT TTGGCCAAATACACCTCTCC 212

Ai06B6245 Araip.B06 6245 p2 (AG)6 12 17737910 17737921 AAGGAAAGAAACACAAGGGTGA TTTCTTATCTTTTTCAAAACCACC 280

Ai06B6246 Araip.B06 6246 p2 (TA)6 12 17741171 17741182 AACCACTTTCTCTTTTTCCTCAAA TGGGGTTAGCATATGACCCT 222

Ai06B6249 Araip.B06 6249 c (A)12gaaaaaaaaggaag(A)1036 17741884 17741919 CGGAATAAAGAAGAAGAGGATGA TTCACGCGATACTTTATTTCAA 190

Ai06B6250 Araip.B06 6250 p2 (CT)6 12 17744717 17744728 GTTGGGAACATTGAACCTGG CCCAAATCCAAGTCCAGAAA 204

Ai06B6252 Araip.B06 6252 p2 (CT)6 12 17750975 17750986 TGGGAACATTGAACCTGGAT CCAGAGAATGGGGAAATCAA 169

Ai06B6255 Araip.B06 6255 p2 (CT)6 12 17767848 17767859 GGAACATTGGACCTGTGATTG AACCTCTTTTTGGCCCAGAT 221

Ai06B6257 Araip.B06 6257 p2 (CT)6 12 17778213 17778224 GGTGTCTCCTCGTCGCTATC TTGGATCTTCGTCAGCAGTG 280

Ai06B6260 Araip.B06 6260 p3 (GAA)5 15 17792755 17792769 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai06B6261 Araip.B06 6261 p2 (AG)6 12 17796249 17796260 GGGTGAGGAGAGCAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai06B6263 Araip.B06 6263 c (T)10aaaagaatttttttaaaaa(T)1039 17797649 17797687 GCTAACCAAAGATTCAATTGGG CATGCATATGATTGAGGCCA 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B6264 Araip.B06 6264 p2 (TA)10 20 17805345 17805364 GTGCTAGGTGGGAGACAACC CGCGCAACTCTCTGTAAGGT 250

Ai06B6266 Araip.B06 6266 p2 (AT)6 12 17813005 17813016 GGAGAAGAGGGAGTGGAAGG TGGAAACCCTCTCAGAATGC 247

Ai06B6267 Araip.B06 6267 p3 (CTC)7 21 17817588 17817608 AATGCCAATGCCCTATGAAG GCAATGAACTTCGGCATTTT 130

Ai06B6268 Araip.B06 6268 p2 (AG)15 30 17826802 17826831 GCTCCAAGAGCAACAACCTC CTTCCTCCCTCACTTGTTCG 158

Ai06B6269 Araip.B06 6269 p2 (CT)10 20 17830838 17830857 GCATGGTCGGATAGGACAGT TGCACACCAGAGGAAAGAGA 178

Ai06B6270 Araip.B06 6270 p2 (TC)6 12 17831032 17831043 CACCAGCACTTCTGCATCTT AGCAGCTGGGAATGAAAGAA 157

Ai06B6271 Araip.B06 6271 p2 (GT)9 18 17831171 17831188 TTTCCTTCTTCCCCTCTTCC CCAAAGAAACCCTAGTCCCC 110

Ai06B6272 Araip.B06 6272 p2 (CT)8 16 17838265 17838280 GAGGATAAAGCATGGTCGGA ATTGCACACCAGAGGAAAGG 184

Ai06B6273 Araip.B06 6273 p2 (TC)6 12 17838455 17838466 TGTGGATGGAAGTTGACCTG TGCCTTCAAAGAATTTACACGA 158

Ai06B6274 Araip.B06 6274 c (T)10ctttcattcccagctgctgctgttag(GT)648 17838625 17838672 TCTTCTCATGTCAACAGCGG CAAAGAAATCCTAGCCCCCT 213

Ai06B6277 Araip.B06 6277 p3 (AGA)5 15 17841537 17841551 TCCTGTAATGGGAGGTGGAA CCCTCACCATGCTCAACTCT 241

Ai06B6278 Araip.B06 6278 p3 (GAA)5 15 17841655 17841669 CATGGTGAGGGCTTTCTCAT TGAACTCATCCAAGGGAAGG 127

Ai06B6282 Araip.B06 6282 p2 (AG)6 12 17850623 17850634 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 256

Ai06B6283 Araip.B06 6283 p2 (AG)8 16 17861415 17861430 TCAACAAGAGGCAGCAATGT TCCAACACTTCCAAACACCA 161

Ai06B6284 Araip.B06 6284 c (T)10cgaaaattcaaaataaaaataaaataattagttaattaaaaagaaattttgaaaaagagggaagatatttttgaaaatt(AG)10109 17861572 17861680 GAAGGAGATGAGAGGAGGGAA CTTTTTGTTTGTTTCTTATCTTTTTCA 240

Ai06B6285 Araip.B06 6285 c (CT)7cc(CT)8 32 17882678 17882709 AAAATTACCCCTCACAGTGTTTT TAATATTAAGGTGAAAACTCACATGAC 280

Ai06B6288 Araip.B06 6288 p2 (AT)6 12 17889686 17889697 CATGCATTGAATTATGGACAGG TGGTGGACCATTTATTTTGTGA 100

Ai06B6295 Araip.B06 6295 p2 (CT)6 12 17915223 17915234 TTATCATCTCCTCCCCTCCC AGGAGTTGGCAGAGTTGACG 155

Ai06B6296 Araip.B06 6296 p3 (TGC)5 15 17915895 17915909 GCCTTTGTCTTCCCTTTTCC TGGCCGAACCTACATCTCTC 197

Ai06B6298 Araip.B06 6298 c (A)10tatttttaatacaaaagatattttttaaaattttagcgtgtttcacaa(T)1068 17918620 17918687 TCCCTAACGTCAGGACAACA TTGAAAATTGTGGTCTTCAGAAA 259

Ai06B6301 Araip.B06 6301 p2 (AT)10 20 17919879 17919898 AAAAAGGACATTAATAATCCGAAA GAATGGTTCGAAGCGTGTTT 186

Ai06B6302 Araip.B06 6302 p3 (CTT)6 18 17920092 17920109 AGGCAACCCAGCCATTACTA TTTTGAAAAAGATTTGAAAAGAAAG 240

Ai06B6304 Araip.B06 6304 c (A)12cgaagaggaagaggaagatgaagaggaagaggaagaggaaga(GAAGAG)5(GAA)6gaggag(GAA)5123 17920681 17920803 ACACCCAAAATTCGTTGCAT TCCTATTTTCAAAGCGCTGC 266

Ai06B6305 Araip.B06 6305 p3 (TAA)5 15 17922445 17922459 GGGTTCTAAATTGTGCACGG CCTGTTTGGTTCCCTTAACC 146

Ai06B6308 Araip.B06 6308 p3 (TTA)8 24 17925954 17925977 TTCGAAAACCAAGAGTGGAAA TGTTGCCTTTTCTATTGAGGAA 278

Ai06B6310 Araip.B06 6310 p3 (GAA)14 42 17932108 17932149 GGGCGAAAAGGATACTCACA CTTCTTCTTCGTGTCCTCCG 185

Ai06B6311 Araip.B06 6311 p2 (TA)6 12 17933165 17933176 GTTGAAAAGGGCGACAAAAA TGTGCTCCAGTATCTCGTCG 208

Ai06B6312 Araip.B06 6312 c (T)11c(T)10 22 17940503 17940524 AGAACTGCACTGCTGAGGCT ACTCGTCTCACTTCCATTAAAAA 274

Ai06B6313 Araip.B06 6313 c (AC)8(TC)12 40 17952758 17952797 GGTGGTCTCATCCTGCCTAC ACACCTCGCAGGGTGAATAC 212

Ai06B6314 Araip.B06 6314 p3 (TTC)5 15 17955931 17955945 GGCATTTTTGTCCCCTTTTT TGAAAATCATGGGATTGGGT 197

Ai06B6315 Araip.B06 6315 c (T)10aattgagtcattgcaccaatttttttttaattgagtctctacacttttttttcttttatttaggttcctgtaccaattc(T)1099 17958097 17958195 CTACGGGCCATTTGATGATT GGCTTAATTTTATAGGGACCCA 219

Ai06B6316 Araip.B06 6316 p4 (AAAG)5 20 17966184 17966203 AAGCATTTTTCGTCGACTGC CAACCAAGATCTCCGAGTCC 262

Ai06B6317 Araip.B06 6317 p3 (TAT)17 51 17966717 17966767 GGCCCTTTATCACAGGTTGA AGACCAAAGGATGGTTTCCT 183

Ai06B6318 Araip.B06 6318 c (AT)15tc(T)12 44 17967282 17967325 TGTGGCATAAATTGATTGGAG TCCTTTTGATGCCAAGTTCC 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B6320 Araip.B06 6320 p4 (TTTA)5 20 17967752 17967771 TCGAAAATATCTCATCCCTTTTTC GGAGAATCCAAACACAAGGG 239

Ai06B6322 Araip.B06 6322 p4 (TGTA)12 48 17982761 17982808 TGTTTCGGTTAATGGTAATGAAGA CATGACGTGCTAGAAGGTGG 253

Ai06B6323 Araip.B06 6323 p5 (ATAAA)5 25 17983131 17983155 CGAAAAATTTGAGGAAAAAGAGA GTGTTCCTTGGTGTTTTCCC 216

Ai06B6324 Araip.B06 6324 p3 (TTG)5 15 17983507 17983521 CTTCCCCTCCGTTTCAATTT AGAGCAGGCAGAAGCAGAAG 159

Ai06B6325 Araip.B06 6325 p3 (ACT)5 15 17984276 17984290 ACTAACAGGCCCCAACTCAC TGGATAGGTGAGCAGCAACA 247

Ai06B6326 Araip.B06 6326 p2 (AT)20 40 17989830 17989869 TATGCTTGCTGCAGGTTTTG GATTCAGTTTTCAATTTGCTTTGA 279

Ai06B6332 Araip.B06 6332 c (TA)9attagaatgtattttatacttttttttctc(T)1159 17996736 17996794 GCATTTTCAATCTGCCCTTC TTGGCTCTTGAAAGAATGATGA 224

Ai06B6337 Araip.B06 6337 c (TC)26(AC)6 64 18015403 18015466 TAGCACTTCGAGGGTCACCT CCTGCCCTAAGAGACATGGA 279

Ai06B6339 Araip.B06 6339 c (T)16aatttgaattttgatcttgtnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntaattta(T)1092 18019026 18019117 TGGCTTTGGCAAGGTAAGTC TGGGTCTACGTTAAGCAGCA 246

Ai06B6340 Araip.B06 6340 p3 (ATA)8 24 18022148 18022171 TTCTCCATGCTCATTTCTGCT CAATGGTGGCTACAGATGGA 267

Ai06B6345 Araip.B06 6345 p3 (AAG)5 15 18033803 18033817 TCGAATTCGTCCCTCTTGTT TCAATAAAATTTGTCCCGCC 134

Ai06B6348 Araip.B06 6348 p2 (TA)6 12 18043291 18043302 TTGAATCGGAAAAAGGTTCG TCATTAATTTACCGTCCCGC 189

Ai06B6351 Araip.B06 6351 p4 (TTTA)5 20 18049584 18049603 GGCAAGGCAGAGGTTTCATA CATGCAGCAGCTGGAAGTAT 146

Ai06B6353 Araip.B06 6353 c (A)10gatctttt(A)10tgtaaattgtaactttttaaaaaagatg(T)1066 18051513 18051578 AGGATTGATTGTCGGTTTGG GCTCCTCCCATCTTTGATTG 276

Ai06B6354 Araip.B06 6354 p2 (TC)20 40 18054450 18054489 TTGTTCACCATTCATTTGGC CCTGCAAAGTTCCTCCACAT 261

Ai06B6357 Araip.B06 6357 c (ACA)5tataccaatcatattcacaatcaaatagatccaaaatacgcat(TA)772 18057814 18057885 CGGACAGAATCTCCTCTGTTTC CAGGTTCCTCATGTGGGTTA 268

Ai06B6359 Araip.B06 6359 p2 (TA)10 20 18074999 18075018 CATCCATTTCCAGAGACAACAA TGCCACAGATAGGATCTTCG 219

Ai06B6361 Araip.B06 6361 p2 (GA)13 26 18082615 18082640 GAGGGTATGGATTCCGGTTT TCGGACTGGAGTCTTCGTCT 154

Ai06B6362 Araip.B06 6362 c (T)10agtcac(A)10 26 18083544 18083569 GGCGTTCATGGTTGAAAGTT CATCCAAATTGTTTGGCACA 225

Ai06B6368 Araip.B06 6368 p4 (ATCT)6 24 18120003 18120026 CAGCTCACTCGTCCACGTAA GGTTGATAGGTGCAACAATAGGA 239

Ai06B6369 Araip.B06 6369 p4 (ATCT)5 20 18120835 18120854 TCATTACTTTACCATGACCCACC TTGCCAAGTAAGCGATGTTG 161

Ai06B6370 Araip.B06 6370 p4 (ATCT)5 20 18129627 18129646 GCAAATCCGTCGTATTGAGA TTGCCAAGTAAGCGATGTTG 207

Ai06B6371 Araip.B06 6371 p4 (ATCT)5 20 18130456 18130475 CGAACAATGCACAAAGCAAT GCTCCTCCCTCTCTCTCCAT 272

Ai06B6372 Araip.B06 6372 p4 (ATCT)5 20 18137334 18137353 TTACCATGACCCACCACAAA TTGCCAAGTAAGCGATGTTG 154

Ai06B6373 Araip.B06 6373 p2 (TA)8 16 18144173 18144188 TCTCTCTCCTTTAATTCTTCTCAAAA TCTCTCTCCTTTAATTCTTCTCAAAA 239

Ai06B6374 Araip.B06 6374 p4 (TTTA)5 20 18149775 18149794 TGTAACCATTCCACGGAAAA TCCGACGAATTTTATCCCAC 160

Ai06B6375 Araip.B06 6375 p4 (TTTA)5 20 18150712 18150731 GGAGCATTTTGTCCCCTTTT TGGGTTTGGAAACATTTGGT 208

Ai06B6377 Araip.B06 6377 p2 (GA)7 14 18159870 18159883 CAGCACCCAGATTACAGCAG AATTGCCTCCAGACTTGCAG 273

Ai06B6378 Araip.B06 6378 p2 (TA)6 12 18163046 18163057 TGGTCTATTGTACCCTCGCC GCAATACCGCTCCCAAAATA 184

Ai06B6379 Araip.B06 6379 p2 (AT)6 12 18172835 18172846 TGGTCTATTGTACCCTCGCC GCAATACCGCTCCCAAAATA 196

Ai06B6386 Araip.B06 6386 p4 (ATAA)8 32 18215428 18215459 CTCATTTCAGGGGAATCCAA AAAGGATTGACGGTGAGGTG 263

Ai06B6388 Araip.B06 6388 p3 (CAT)6 18 18218058 18218075 ACTTTCTCCCCTTCCCTCAA TGCACTCAGAGCATGAATCC 121

Ai06B6389 Araip.B06 6389 p2 (AC)8 16 18221376 18221391 GGACCAGAATATCCAACGGA AATGCAGCGTAGGTTAACGG 236

Ai06B6393 Araip.B06 6393 p2 (AT)12 24 18231017 18231040 GCAGGAGCAAGGACAAGAAC TTGGAGGTGGAAGCTTTTTG 160
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Ai06B6395 Araip.B06 6395 p2 (CA)6 12 18238514 18238525 TAACCCTCCCCCACTCTCTT CTTCCTCCTTGAACAGCGAC 244

Ai06B6397 Araip.B06 6397 p2 (CA)6 12 18245587 18245598 ACCCTCTCTCCCTCAGCTTC CTTCCTCCTTGAACAGCGAC 189

Ai06B6401 Araip.B06 6401 p2 (GC)6 12 18288111 18288122 GCCTACACTAAGCCACCAGC GGAGGGGGCTTAACTCTCTG 166

Ai06B6402 Araip.B06 6402 p2 (GC)6 12 18288245 18288256 TTTCTCCGCCAAAGACATTT AGGGGAGACCAAGTGGAAGT 205

Ai06B6403 Araip.B06 6403 p2 (GC)6 12 18288362 18288373 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ai06B6412 Araip.B06 6412 c (A)10taagcattcaatatataattaactggtgtagtgttgaaagaagaagaag(A)1574 18342035 18342108 AAAATGTCACCGCTTCATCC GTCCTCTCTCTCACTGCGCT 223

Ai06B6414 Araip.B06 6414 c (T)10gataaaaacaagttaaggtagcatt(A)1045 18342897 18342941 GATCCCCATATTTGGTGCAG TCCAAAAACACGTCAGTTCA 100

Ai06B6418 Araip.B06 6418 c (T)10cttttaattgagtctttacaccaaattttttttaattgggtccctacacttttttttcttttatttaggtctctataccaattc(T)13agttggatccctataaaattaagtcaattactactaaaaaggacttaattg(A)11169 18361188 18361356 GCATTTAAGTGCTACTTGGTTGAA GAATGGAACAAAGTAAAGATTGC 275

Ai06B6421 Araip.B06 6421 p3 (CAA)5 15 18385184 18385198 TGGCTTTTTCTTGCTTGCTT TGGTGGCATTGCTTTTGTTA 247

Ai06B6425 Araip.B06 6425 p2 (TA)12 24 18417798 18417821 AGTTTAACACTCACTTTCTTCACTACA TTCGGACCAATCTATTCGGA 205

Ai06B6430 Araip.B06 6430 p2 (TA)6 12 18427666 18427677 TTTGGTGTCTTGCATGTTTTC TTTTGACCAAGTCAACCCAA 259

Ai06B6434 Araip.B06 6434 p2 (GA)7 14 18451019 18451032 ACGATGATGAGGAGGGTGAG CCCACAAAAGTTGAAAACGC 245

Ai06B6436 Araip.B06 6436 p2 (AG)10 20 18457700 18457719 GTGGAAGTCGGAGAAGTTGG GATGATGGAGCTCAGGGGTA 267

Ai06B6437 Araip.B06 6437 c (T)13aaatataactagtttctttgtcaattgcaccggctaaataagtaatatgacatatatacgctcccccttactagtc(T)13102 18460190 18460291 AAGGCAAAATAAAATGTTACGGA TTGCATTGGAAGGAAAGGAG 277

Ai06B6439 Araip.B06 6439 c (A)10cacccaatccggcccctgatattttttttggcacaggggtctcgttgtcctttcgaggtaattgtcagggactggattgaaa(T)10102 18465991 18466092 CTGGCCTCTTCGTCTTCAAC GGAGAAAACACCCAGAAGCA 233

Ai06B6446 Araip.B06 6446 p3 (AAC)5 15 18495443 18495457 AAGCACAAGCAGAAGCAACA CCGCTTTCTTCTTCTTCCATT 251

Ai06B6447 Araip.B06 6447 p3 (TTA)5 15 18497880 18497894 GTGGGTCGTCGTGGACTACT TCAATGCTACTGGTGATGATTATT 243

Ai06B6448 Araip.B06 6448 p2 (AT)6 12 18498206 18498217 TTGGCTCTTGAAAGAATGATGA TGCCTTGGATCACAACTTCA 198

Ai06B6449 Araip.B06 6449 p2 (TA)8 16 18500483 18500498 CCTATGATATCCACCCTCCG AACCATCAAGGCATTTCTGC 195

Ai06B6451 Araip.B06 6451 p2 (GT)7 14 18509437 18509450 CAAACACTGGAAGACAGCGA CACCCATACATTAACCCCCTT 267

Ai06B6453 Araip.B06 6453 p2 (TA)8 16 18511808 18511823 TTTTCGTGTTTTCCTTGTGC GGGTTAGCATATGACCCCAG 226

Ai06B6458 Araip.B06 6458 p5 (AAGAA)5 25 18524560 18524584 TGATTGCTACTTGTGGCTGC CACAAGCACCATCATGAAAAA 252

Ai06B6459 Araip.B06 6459 p3 (CAT)5 15 18528667 18528681 CACCAGTAGAGCCATCAGCA AGCAATGCTCCAAACGAACT 126

Ai06B6463 Araip.B06 6463 p3 (GAT)6 18 18568481 18568498 TTCCTTTATCACTGGGCGTT AAGTCCGATTGGTGAAAAGC 241

Ai06B6468 Araip.B06 6468 c (TC)9(TA)10 38 18581455 18581492 AGGTCGAATTCTGCGATACG GAATCGGGATGATTCGTTTT 188

Ai06B6471 Araip.B06 6471 p2 (AG)8 16 18586700 18586715 AATTGGCTGGTTTTCGTCAG ACACACAAGGAGTTCCCGTC 200

Ai06B6475 Araip.B06 6475 p2 (TA)15 30 18600045 18600074 CGAGCGAAAAACACAAAACA ACACGCATACGTGCGAAATA 279

Ai06B6479 Araip.B06 6479 c (GA)11(GGC)5agggctgccaaagcggcggggagggagtgggttagagagagagggggagaagaatgatagaa(AG)9117 18613379 18613495 GGACTAACAGAGCGACAGGG AATTTCGAAGCGCAAACACT 219

Ai06B6481 Araip.B06 6481 p3 (CTT)6 18 18617164 18617181 TCGCTCGTTTCTCATGTTTG AAACACGCACATGTCCAAAA 264

Ai06B6482 Araip.B06 6482 p3 (TCC)5 15 18617398 18617412 CCTCTTGACGCTCTTGCTCT CGACATTGGGGAAAAGCTAA 226

Ai06B6483 Araip.B06 6483 p3 (TAC)6 18 18621665 18621682 AACCTGTCCATGTCTCTGCC ACATCTCCGATGCAACCATT 188

Ai06B6485 Araip.B06 6485 p3 (ATG)5 15 18623823 18623837 ATTGCGATGGCCAGTACTCT ATCTTGCGAGGCTAAACGAA 234

Ai06B6498 Araip.B06 6498 p3 (TAT)7 21 18657968 18657988 ATATCTTCTTGGGCGTTGCT GTGAACCTGGGTGCTTTCAT 235

Ai06B6499 Araip.B06 6499 p2 (AT)8 16 18658169 18658184 CTTGCTTTGCACGTTTGTGT CACGTGCTAAATGAGCGAAA 193
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Ai06B6500 Araip.B06 6500 c (T)10c(T)10 21 18659571 18659591 CGATAGTGAAATTAGCCACTTTTG GCCGGTGGTTCTTATTTTGA 217

Ai06B6508 Araip.B06 6508 p2 (TA)7 14 18705036 18705049 CGTGCGAGATGAGTGAAAAA CGCACGTGTATGTGTGTCTG 246

Ai06B6509 Araip.B06 6509 p2 (TA)8 16 18705271 18705286 TTGGCTCGCAAAGATAAACC TCATATGCAAGACGTGAGGC 262

Ai06B6510 Araip.B06 6510 c (T)12gggaattaaaatactagatggatataggtgagcttcttttattttggtcatggatataatagcatttttttttcggacaagggatatacgtg(T)10114 18723908 18724021 GCTAAGAGACCTTCTTAAACACTTG GCTGTCCAATCCACTTGACC 242

Ai06B6511 Araip.B06 6511 p2 (AT)6 12 18735668 18735679 CATACACGTGCAAAACAGGG GTGTTTTTCGCTCGTTTCGT 273

Ai06B6512 Araip.B06 6512 p2 (AT)7 14 18739388 18739401 AACCGCTCCCGAAAATTACT GGATATGGGCGCAGAAGTTA 265

Ai06B6513 Araip.B06 6513 p2 (AG)7 14 18747327 18747340 CCAAAATCCCTCCAACAGAA ACCTGACAGAGGAATCCACG 279

Ai06B6514 Araip.B06 6514 p2 (AT)12 24 18749879 18749902 AAAAATGCATGCGTGTGAAA GCATGTGTCCATGATTTTCG 123

Ai06B6520 Araip.B06 6520 p3 (GAT)5 15 18764085 18764099 AAACACACACCCATGCAAAA GCTCGTTTCGTACGTGTTCA 187

Ai06B6524 Araip.B06 6524 p2 (CT)8 16 18791716 18791731 GCACCAGTTTAAACCAGTTCAT GGGAAGGAGAGAGAGGGAGA 260

Ai06B6527 Araip.B06 6527 p2 (TC)25 50 18798674 18798723 ATGCTTGGACTTTCCTGCAC CACACAAAGGAGCGATAGCA 246

Ai06B6528 Araip.B06 6528 p3 (TTA)5 15 18806829 18806843 TGCCAAAATACCATCGTTGA AAGATAGTGCAGTCATTCGTTTTT 193

Ai06B6534 Araip.B06 6534 c (T)12aatgaaaaaagatttttttttaatgtgtttggctaatttctattaggaaaagtgaaagtactaaaaaaatt(A)1295 18824543 18824637 CGCGTGTGTGTTTTTCATTT CACACACTTGCAAAACGAGC 258

Ai06B6535 Araip.B06 6535 p2 (AT)8 16 18827201 18827216 ACGACCGATCACGATAGGAG CCGATGCTGGATTTCTCTTT 241

Ai06B6536 Araip.B06 6536 p2 (TC)16 32 18827577 18827608 GCCAACAGATAAAGCCAACC CCTAATCTCAGAAGCTGGCG 211

Ai06B6537 Araip.B06 6537 p3 (GGA)6 18 18828447 18828464 CTCGTTCTGCACGTGTTTGT CATGCGAGTGAAACTAGCGA 104

Ai06B6538 Araip.B06 6538 p3 (TTA)9 27 18829351 18829377 GTCATGCTTTAATTTGCCCG CTAGCGCACAAACCACTCAA 239

Ai06B6540 Araip.B06 6540 p3 (AAT)5 15 18830917 18830931 CGTGTGCGATTGTGTGTGTA ACACGTGTGAAACCAACGAA 210

Ai06B6545 Araip.B06 6545 p2 (TC)6 12 18835735 18835746 ACCACTCCGTGTTCCTGTTC AGCTTAGCTATCCGCAACCA 142

Ai06B6546 Araip.B06 6546 p3 (CCT)8 24 18836825 18836848 TCGATTACGTTATGACAAATATGG ATGCAGGGCTCCTTTCCTAT 219

Ai06B6547 Araip.B06 6547 p2 (AG)9 18 18838213 18838230 GTGGATCCTTCAACACCACC AGCCTGGCGATCACATCTAC 253

Ai06B6550 Araip.B06 6550 c (A)10tcagttaattgggccataaaaccaaaaaatcggtcggactcgttcggattcgtgacaacttcaccaaaattctgcaccgc(A)10100 18847495 18847594 AAAGGCAATACCCACAACCA ATCCGACACCGATACTCGAC 229

Ai06B6554 Araip.B06 6554 p2 (CT)6 12 18858762 18858773 CCTACACACACCACCCACAC GTTTCGCCACACTTTGACAC 129

Ai06B6560 Araip.B06 6560 p4 (ATGT)8 32 18879723 18879754 CGAAATGATGCAAGATGCTG CATTCATGGTGGACATGAGC 254

Ai06B6566 Araip.B06 6566 p2 (TA)11 22 18908162 18908183 CCATTCATGACAGTGGGGTA CTTCACAAATCCTCAACCCAA 247

Ai06B6567 Araip.B06 6567 p2 (CT)7 14 18911546 18911559 ATATCAATTTTCGAGGGCGA TTTCTCTAAATGGCTTCGGC 266

Ai06B6569 Araip.B06 6569 p3 (CAT)5 15 18920837 18920851 ACCGTCCACTCCACAATCTC GTTTTCGTGGCAATGACCTT 120

Ai06B6570 Araip.B06 6570 p3 (ATA)5 15 18928919 18928933 CTGAATGGTGGAGGATCGTT TACATTTGGCACTAAGGCCC 244

Ai06B6571 Araip.B06 6571 c (T)12cgaaaaattttttgaaatcaaaaataaaaattaaaaataattagttaattaaaaagaaattttgaaaaaggggaaagatattttcgaaaat(AG)7117 18929144 18929260 TAGAATAGGATGGGGGAGGG GCATATGCATCTTGCATTTTTC 279

Ai06B6573 Araip.B06 6573 p2 (CA)6 12 18934674 18934685 CTGAATGGTGGAGGATCGTT TACATTTGGCACTAAGGCCC 240

Ai06B6580 Araip.B06 6580 c (AAT)8aacaatatgaataagct(TAA)556 18954893 18954948 CGCCAATGACTCCACCTAAC AACTGCAAGGAAATGGATGG 260

Ai06B6582 Araip.B06 6582 p3 (CAT)5 15 18983803 18983817 TGCTAGTTGGGAGACAACCC CCTAATGCACAAACGACGTG 216

Ai06B6584 Araip.B06 6584 p2 (CT)8 16 18994760 18994775 TGTTTCTTATCTTTTTCAAAATCACC AGGAGCAGTGATGTGAGATGAA 272

Ai06B6590 Araip.B06 6590 p2 (AT)8 16 19015855 19015870 CAAGCCCAATCCATTCACTT TGCTTGGATTCCACCATTTT 269
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Ai06B6591 Araip.B06 6591 p4 (TTTA)5 20 19017406 19017425 ACGCCTAAATGGAGCAGAGA TTGGGGAAGAGATATGGAGG 196

Ai06B6592 Araip.B06 6592 p3 (AAC)6 18 19018012 19018029 ATGGAGCACCAACAACAACA ATCGCTGTTCCTTGCTATCG 213

Ai06B6593 Araip.B06 6593 p3 (GAA)7 21 19018435 19018455 TCCAGTGAGCTTGTGCATTC AAAATCGTCTTTCGGACCAA 212

Ai06B6595 Araip.B06 6595 p2 (TA)10 20 19022059 19022078 TCTGAACTTCGTAGGTTGCG CGCATTCGGAAAGTGAAAAT 110

Ai06B6597 Araip.B06 6597 p2 (GT)6 12 19034146 19034157 GAGAGGGAGGGGAGAGAGAA CTCCGTATTTCGTTGACGGT 260

Ai06B6599 Araip.B06 6599 p3 (GAG)5 15 19054925 19054939 GGGTTCGAACAAATTGAGGA AGCTTCTGCCTCCTCCTACC 278

Ai06B6600 Araip.B06 6600 p2 (GA)7 14 19064024 19064037 GAAGAAAAATGAAAATAAGAGTGATGG AATGCTTTTCCTAACGGTTTTT 177

Ai06B6603 Araip.B06 6603 p2 (AC)23 46 19073901 19073946 TTCTTTCAGAGACCCCGAGA TGAGATGCTTGCTTGGTTTG 259

Ai06B6608 Araip.B06 6608 p2 (TA)10 20 19122583 19122602 CAGAATCTGCTTTTGGGGAT TTGACTTGCGAAGGTAAGGC 191

Ai06B6609 Araip.B06 6609 p3 (TTG)6 18 19127696 19127713 CCAAGCAGGTTGGTCAAAAT AAAGAGTATTTTTATTGTGCAGAGACA 167

Ai06B6611 Araip.B06 6611 p3 (TTA)8 24 19128907 19128930 CATTGTTGATGGCCAAACAG TTATCTTGCACGCTTCTCACA 213

Ai06B6614 Araip.B06 6614 c (TC)11ct(TC)6 36 19157093 19157128 TCTCTCTCCTTCCCCCTCTC CAGCAACGAAATGGAACAGA 274

Ai06B6615 Araip.B06 6615 p2 (TC)6 12 19158205 19158216 CCCTCTTCTCTTTCCCCATC TTTCCCTCTCTTCCCTCCTC 199

Ai06B6617 Araip.B06 6617 c (GA)6ggatgggagagagaaggagaa(AG)9gaaggagagagagggagagaagagagagaggaataggggaatgagagagagaagcggagagggaaaatggagagaaggagaaagagaag(GA)9158 19159161 19159318 AGAGCATGTGGAGAGAGAAGG TTTTTACATTATGTCTCCCTCCC 279

Ai06B6622 Araip.B06 6622 c (TA)6tcatgttgtacatatagcacgcacttttacttagc(AT)659 19182117 19182175 TGCTTATGCTTCTGCTTCATTG TCGTTCTTCTCCATCAACAGC 235

Ai06B6625 Araip.B06 6625 p2 (AT)12 24 19188039 19188062 GCCAAGTTTCCTTTCTTTTTG AAACACTATTTTGATCGGCAA 190

Ai06B6631 Araip.B06 6631 c (T)11aaataaaaagctcaacaaagaacttgtttgtgtaccactattttgat(A)10ttttttcaatgaaaa(T)1194 19204052 19204145 CTACCCCAAGCTTTTCCTCC TCGAAATTTGTCAAACACGC 198

Ai06B6637 Araip.B06 6637 c (TTC)5ccccctt(TC)736 19219313 19219348 ACTTGGATAACGCCGACAGT TGACAGAACCGGAGGAAAAC 254

Ai06B6642 Araip.B06 6642 c (AT)9agtcactc(AAT)850 19228135 19228184 GTTAAACGCCAGGATTGCAT TGCAGGTGATTGGTGAAGAG 220

Ai06B6643 Araip.B06 6643 c (CAA)8(TAA)8 48 19236934 19236981 CTTATCTGTTCACGTGCCGA GAGCGTTGGAGTTTCTTTGC 238

Ai06B6644 Araip.B06 6644 c (TTC)5ttactgcacgttcttcttcctcttctttttcctcctcctca(TCC)6(TCT)14116 19239580 19239695 TCCACATACAAGCGTTTTTCC AGGAGGAAGTGGTGGTGTTG 220

Ai06B6646 Araip.B06 6646 c (A)10ttgatttggacaaaacaaaacactagcttaatttaaatcaatccgaaattcaagaaataagtgtgcctataaactgttagtttcg(A)11106 19242828 19242933 TGGCTGTATATATATTTGATTTTGGAC TCTTTCTTTTCTATTCCATAGTCACC 279

Ai06B6651 Araip.B06 6651 p2 (AT)6 12 19258068 19258079 AAACACACCAACGCAAGATG GAATTGAAGCAAAATTTGTGGA 254

Ai06B6652 Araip.B06 6652 p3 (ATT)14 42 19258323 19258364 CACAAATTTTGCTTCAATTCCA TGCGTAGTAGCCTGTGTTATGC 266

Ai06B6655 Araip.B06 6655 p2 (GT)7 14 19280178 19280191 GCTGAGACGACGCTACTGTG AGATACACCACGCTCCCAAG 276

Ai06B6656 Araip.B06 6656 p2 (GA)7 14 19283383 19283396 TTATTTCTTTGGGCCCTCCT CAGTGAAAAACACAAAGCTTGC 169

Ai06B6657 Araip.B06 6657 c (AG)20aa(AG)8tttcggc(GA)33131 19283774 19283904 TTTCTTCTTCTTTGAGAGACGTG TCAATCACCAACACCCACAC 241

Ai06B6660 Araip.B06 6660 p3 (TTC)5 15 19299134 19299148 CACCCAAAACCACCCTTATG GCTTTTGTCTTCCCTTTCCC 212

Ai06B6663 Araip.B06 6663 p3 (GAA)5 15 19308346 19308360 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai06B6664 Araip.B06 6664 p2 (AG)6 12 19311391 19311402 AGGGGTCCTTTTTACCACAG CGAAAATATCTTCCCTCTTTTTCA 227

Ai06B6665 Araip.B06 6665 p2 (AG)6 12 19311556 19311567 CAGTTGCTATGCAAAAATTAAAGC GCCCCCACTACAATTTGGAA 272

Ai06B6670 Araip.B06 6670 p5 (TCTTT)6 30 19335219 19335248 TGGAGAGATCACGATGCAAG GAGGGTGTCCAAGTCCAAGA 182

Ai06B6674 Araip.B06 6674 p3 (GAA)22 66 19343971 19344036 CACATTACCACTGGACGACG TTCATCATCCTCCTCTTCCG 169

Ai06B6678 Araip.B06 6678 c* (A)11(AG)10* 30 19357367 19357396 TTGTGTGTCTACGTGTCACATATTA TGCGTACTTGACAGTGGAGG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B6680 Araip.B06 6680 p2 (AT)6 12 19369808 19369819 GTTGCAGAACTCGAGCTGAT AAAAATACGGATTGGATCGG 254

Ai06B6681 Araip.B06 6681 c* (CTT)11t(TTC)13(TC)15*101 19371494 19371594 GGGGCTGACTTTCTCTTTTG TTGGCTCTATACTCGAATTTCAT 280

Ai06B6683 Araip.B06 6683 p4 (TTTA)5 20 19378200 19378219 TGCTGTGGTTGAAAACTTGC TAGCTCTGGCCGGAATTAGA 225

Ai06B6687 Araip.B06 6687 p2 (AC)8 16 19399583 19399598 CCTAAGTGGCCGAACCAATA CCAGCCTTAGGTGCCATAAA 249

Ai06B6689 Araip.B06 6689 p2 (GC)9 18 19409852 19409869 ACCAAGCAATGGGCTACATC CTGTATCAGGCAAATGGGTG 107

Ai06B6691 Araip.B06 6691 p2 (TC)20 40 19416199 19416238 CTCCCCCTCTTTTTCCTTTG CCCGTCTTGGTTCTTCACAT 170

Ai06B6694 Araip.B06 6694 p3 (TAT)5 15 19426166 19426180 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai06B6695 Araip.B06 6695 p3 (TTC)6 18 19427849 19427866 CACACATCCCTCCATCTCCT GTGATGGGCTTGTGAGATGA 243

Ai06B6696 Araip.B06 6696 p2 (AT)8 16 19428837 19428852 CCCTTCCTTTTTCTCCACAA GCTTCTGGTTGCTTCTGCTT 275

Ai06B6700 Araip.B06 6700 p3 (GTC)5 15 19446544 19446558 AAGACACATACCACGCCTCC CGACACAAGCTTCGAACTGA 263

Ai06B6703 Araip.B06 6703 p2 (TA)11 22 19448150 19448171 GGTGTCTTGCATGCATTGTT CACTACCCTTTTGGGCGTTA 268

Ai06B6705 Araip.B06 6705 p2 (CT)6 12 19454168 19454179 CCCTTCCTACGACGTTTTCA TGCACACCAGAGGAAAGAGA 238

Ai06B6706 Araip.B06 6706 p2 (GT)6 12 19454522 19454533 AGTGGTCTTGATGGGCTTTG TTGGCCAAAACCTACACCTC 254

Ai06B6707 Araip.B06 6707 p2 (AT)6 12 19462622 19462633 TTCAATGCTTCAAAAACGGA GGGACTACGTTGTGAGTAGGC 280

Ai06B6708 Araip.B06 6708 c (A)12g(A)11 24 19464364 19464387 CTATGGACCCCACATGATCC ATTAGGGTTGGGTTTGGGAG 202

Ai06B6711 Araip.B06 6711 p3 (ATA)7 21 19476341 19476361 AGGGCCTTGTTAAGAGCATC CCAAAATTAACAAATTCTCACTCTCA 215

Ai06B6715 Araip.B06 6715 p2 (TC)9 18 19480865 19480882 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 168

Ai06B6716 Araip.B06 6716 p2 (GT)6 12 19487572 19487583 ATCTAACTGCGGGAAAACGA GGTGTAGCGGCTTTGTTTGT 170

Ai06B6722 Araip.B06 6722 p3 (TCT)5 15 19500587 19500601 ATCACCCTTTCCCAAGAACC GGCCTTAGGTGCCATCAATA 230

Ai06B6725 Araip.B06 6725 p2 (AT)10 20 19509353 19509372 AGGGGACACAAAATTACCCC AATGGGGTTAAGGCAAAGGT 237

Ai06B6726 Araip.B06 6726 c (A)10tgtttcgcctgacacaacatgcattaattagacatttgttac(A)1567 19516449 19516515 TCAAAGGGGAGCTGAAAATG TTGAGGCTTCAAGGGGATTA 201

Ai06B6727 Araip.B06 6727 c (TC)8ttcctttcttactagattttctctctctagat(TC)10cttttaggtacagacagagagcttcgcaggtgagccttttgtgttttgttaatgaaaaaagaa(T)11142 19517057 19517198 GGCTTGGATCCTTTTTACCC GAATGAATGCTTGAACAGTGC 278

Ai06B6728 Araip.B06 6728 p6 (AATGTG)5 30 19518474 19518503 GAAGAGGGGGTTGTCAATCA CCACCTCTTCCAAAACTCCA 278

Ai06B6729 Araip.B06 6729 p2 (GA)8 16 19518842 19518857 AAGGGTGGTGATAGCTGTGG TGGGTCTCTGTCCATCAGTG 239

Ai06B6731 Araip.B06 6731 p2 (TA)9 18 19520452 19520469 ATGCTGCCAAATAATGCTCA TTGTGGGGGCAAAAGAATAG 223

Ai06B6733 Araip.B06 6733 p2 (AT)7 14 19522317 19522330 CGAAGCCTTCACACACGATA CTAGTGAGCCAAAACTCCGC 181

Ai06B6734 Araip.B06 6734 p2 (AG)7 14 19522626 19522639 GGAGTTTCGGCCGACTAGAT TCTTCTTCCTCCTCTTCCTTGTT 260

Ai06B6735 Araip.B06 6735 p2 (TC)7 14 19524986 19524999 GAGAGGATGGGATGTAGCCA TGTAAATCTCGGTTAGGCGG 251

Ai06B6736 Araip.B06 6736 p3 (GAA)18 54 19525139 19525192 ATCCCTTTTAACACCGTCCC ACTTGACCCTCCTCCTCCAT 249

Ai06B6738 Araip.B06 6738 p2 (TC)8 16 19528415 19528430 ATTGCAGCACTGTCATCTGG CTGAGATACAACAGGCGCAA 248

Ai06B6742 Araip.B06 6742 p2 (GA)6 12 19541949 19541960 TGAGAGAGAGAGGGAATTTTCG TCATGCATTGCCTAATTTTCA 251

Ai06B6746 Araip.B06 6746 p3 (AGA)6 18 19546543 19546560 ACACCATTCAAGCACTCACG CTAATTTGGTCCCTCGCTCA 211

Ai06B6747 Araip.B06 6747 p3 (CTT)5 15 19548718 19548732 TGGGATTGAAAGTCACTCCTAAA ATTTCGCAAACAACGAATCC 251

Ai06B6750 Araip.B06 6750 p2 (TG)6 12 19555063 19555074 TCCCTCGCACTTTTCATTCT TGACTTGTATGGGAAAACGC 279
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Ai06B6751 Araip.B06 6751 c (TCT)6ttctccgtgcatcttcttctttttctgtgcc(TCT)564 19555320 19555383 TTGCATTTGCATTTTTGATAGG AATCAAATCAATGGAACGCC 274

Ai06B6752 Araip.B06 6752 c (T)11(ATC)5accatcttcttc(T)1048 19558169 19558216 TGCAGCAAATTTGGGTGTAG GAGAGAAAAACAAGAAGAAACTTGAAA 258

Ai06B6755 Araip.B06 6755 p2 (AG)15 30 19561479 19561508 TTACAACGGCATGCTTAACG ATCTCCTTCCTCGCCATCTT 144

Ai06B6756 Araip.B06 6756 p2 (TA)11 22 19565639 19565660 TTGATAGGAAAGAATAAGAGCCTTG GCTATCATCGTGCATATATAGTTAAAA 274

Ai06B6757 Araip.B06 6757 p2 (AT)6 12 19567865 19567876 AAATGACCATCCTAAATTGACCA GTTACGGCCCCCTCATATCT 235

Ai06B6759 Araip.B06 6759 p3 (TCT)7 21 19570115 19570135 CCAAACAAGCCCCAAGTAAC GAGGGAGGAGGAAGAGGAGA 235

Ai06B6762 Araip.B06 6762 c (TCC)5cc(TAT)2386 19576183 19576268 TGAACCAACTGGTTTGGGAT TCATCCTCATTTGTGTGGTCA 274

Ai06B6763 Araip.B06 6763 p3 (TTC)7 21 19576888 19576908 CGTGGCATAGAGTGTGTCTGA ATGGAGTGTCATGGAGGCTT 218

Ai06B6766 Araip.B06 6766 p2 (TA)6 12 19588317 19588328 TTGGGTATCCACAACCACAA GGCTTTGGCATGAGTTTGAG 132

Ai06B6767 Araip.B06 6767 p2 (CT)10 20 19589277 19589296 TGGCGTCAAAAGTTGTTTTTC GCATAAAACCACTTGCAGAGAA 250

Ai06B6770 Araip.B06 6770 p6 (CACATA)5 30 19598154 19598183 ATAACTTGGCCGGGTAACCT CACAAGCACGTGAAAGGAAA 147

Ai06B6771 Araip.B06 6771 p4 (CTAC)5 20 19600136 19600155 CTTGGTGTTTTCCCTCCAAA CGAAACAAGAGCAATTGAAAAA 220

Ai06B6772 Araip.B06 6772 p2 (AG)8 16 19601384 19601399 AGACGCGAAGAAGAGAGGTG TACAAAAATCGGACCCTCCA 253

Ai06B6776 Araip.B06 6776 p2 (GA)6 12 19609520 19609531 GAGAGAAGGAGGGAATTTTCG TCCTTTCAAAATTTGTTTCAACT 258

Ai06B6782 Araip.B06 6782 p2 (TC)15 30 19620310 19620339 TTTGTCTCTCTCTCCCTCTCCT GATGTCCCAGGAGTAGCCAA 188

Ai06B6783 Araip.B06 6783 c (TC)7taaccttctccctccctt(TC)2582 19621534 19621615 TCAGATTGAATCCAAAGAGAAGAA TCGAAGCAAAATCTTCTGGG 255

Ai06B6786 Araip.B06 6786 p3 (TCA)30 90 19633765 19633854 ATGCCGGAAAGGAGGTAGTT GTGAGAGTTTGGTGGGTTCC 257

Ai06B6789 Araip.B06 6789 p3 (TAT)12 36 19646064 19646099 CCCGTAGAAGTTTTATTTCTCTTTTC GAAGAGGAAGAGGAAGCACG 218

Ai06B6790 Araip.B06 6790 p3 (TCC)9 27 19647385 19647411 TATCCATGGTGATGCTGGTG GCGCTAGAATCGAAATCGTC 249

Ai06B6792 Araip.B06 6792 p3 (TCT)19 57 19648051 19648107 ATTCATGCCGTTTTCACGTT CGCGTTACTGAGCCATCTTC 207

Ai06B6793 Araip.B06 6793 p3 (TTA)8 24 19648249 19648272 CTTTTTCCTTGTTCCTGCTCA CGAAAATCACTAACCACTTTTTCA 259

Ai06B6794 Araip.B06 6794 p2 (AT)6 12 19651231 19651242 AATCCCATCACTCGCGTAAG CCCTCCTAGAGGTTGACTTGG 195

Ai06B6800 Araip.B06 6800 p2 (TG)6 12 19696302 19696313 AAAAGAGTGAAGGCAAAAGGG CCAGTGAGGGTTCAATTGCT 279

Ai06B6801 Araip.B06 6801 p2 (TA)10 20 19696660 19696679 TTTCAAGGTTGTAATGGGGC GGGGAATAAATGAACAGGGG 279

Ai06B6802 Araip.B06 6802 p3 (TAG)5 15 19700118 19700132 ATAACGCCACTGATTACGGC GCCGACTGCAAGAAGGTTAG 269

Ai06B6804 Araip.B06 6804 p3 (GAG)5 15 19708842 19708856 TCTTGTGCACTGCCTTTTTG GCCTGTGGCTCTATAGGGTG 231

Ai06B6805 Araip.B06 6805 p2 (AT)7 14 19709371 19709384 TTGCATTTTGCACTTTGGAC CATTCCTTGCAAATTTCATCA 242

Ai06B6807 Araip.B06 6807 p2 (TA)7 14 19710597 19710610 CAAATTCAGGGAGGGTTCAA GAACCAAAAGAGTGAAGGCAA 268

Ai06B6812 Araip.B06 6812 p2 (CA)13 26 19733404 19733429 CCTGTCCCTCTCTAATTTTCG CTTTTTCCTTGTTCCTGCTCA 256

Ai06B6813 Araip.B06 6813 p2 (AG)10 20 19738283 19738302 CAGCAGCAGCACATGATTTT TTTGTTTCGTGTGGTGTTGG 257

Ai06B6814 Araip.B06 6814 c (GT)18c(TA)7 51 19740370 19740420 GCTATTGTTTTCCCTCGCCT AAAACCGCATAACCTTTCGT 212

Ai06B6816 Araip.B06 6816 p2 (TA)10 20 19746689 19746708 AGGAACCGAATGAAGAAGCA GCCTGTGACTCAACACCGTA 210

Ai06B6819 Araip.B06 6819 p2 (TC)6 12 19764165 19764176 CACTCGCCTTCCTCATTCTC TCCAATTATGGGGGACAGAA 199

Ai06B6820 Araip.B06 6820 p2 (AT)10 20 19775731 19775750 TGGCCATCGTATTTTGTTGA ATCCTTCGCTGGATTAGGGT 215
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Ai06B6821 Araip.B06 6821 p2 (TC)8 16 19781924 19781939 CTTGCTTTGATGGGAGGTGT GATTCAGTTCTCAATTTGCTTTGA 269

Ai06B6822 Araip.B06 6822 p2 (TC)8 16 19782068 19782083 TCTTGTCATCCACCGATTCA TCTGCCGTCTCCTTGTCTTT 211

Ai06B6825 Araip.B06 6825 p3 (TCT)6 18 19798243 19798260 GTGCGTACGTACAAAAAGCG GGCAGAGCTTAGCTGGAGAA 132

Ai06B6828 Araip.B06 6828 p2 (AG)6 12 19806453 19806464 GGCCCAGAAAACACAGGTTA GGAACATTGAACCTGAAATTGA 213

Ai06B6829 Araip.B06 6829 p4 (TTTA)5 20 19813770 19813789 GGTGAGAGACAACCCACCAT AGGATAATTTGCGGTTGACG 271

Ai06B6830 Araip.B06 6830 p2 (AG)6 12 19817238 19817249 TCTTTTCTTCCCAACGCACT GTGCTAGGTGGGAGACAACC 214

Ai06B6833 Araip.B06 6833 p2 (CT)6 12 19827611 19827622 AGGGCGAGCAACATTCTAAG CACATGCCAAAGAGCCATTA 280

Ai06B6835 Araip.B06 6835 p3 (GGT)5 15 19829742 19829756 ACCTGGTAGGCGTATGAACG CCGAAAACTACCCCTCCTTC 203

Ai06B6836 Araip.B06 6836 p2 (CT)8 16 19833191 19833206 CTCAGCGTTGCTAGAGTCCC TGATGAAAAAGGAGGCATGTT 223

Ai06B6837 Araip.B06 6837 p2 (GA)8 16 19837119 19837134 CAATGCGAAACTCAGACCAA AAACTGTCCGATTTGCGTTC 276

Ai06B6838 Araip.B06 6838 c* (T)11(TA)6* 22 19838238 19838259 CTATCTACCACGGGGCCTCT CATTGCTTGGTTGTCCATTG 263

Ai06B6843 Araip.B06 6843 p3 (TCT)6 18 19876235 19876252 AGCCCATGCTAAAAATGCAC ATCCGATTATCAACGCTCCA 204

Ai06B6844 Araip.B06 6844 p3 (TCC)7 21 19883911 19883931 TAAGCGTCTTCTTCTTCGCC TCGGTTCATTTCTGTTCTGC 207

Ai06B6845 Araip.B06 6845 c (A)11gaggaaaagaagaatacgtaactctcaaaggt(GAA)5tagt(GAA)680 19885174 19885253 GCATGCAATTGACACCAAAC CAAGTTTTTGGCACCGTTGT 266

Ai06B6850 Araip.B06 6850 p2 (TA)7 14 19905189 19905202 CCCCGCACTTAAACAGTAGC TGATTTAGCCCTTGATTGTGC 216

Ai06B6852 Araip.B06 6852 p2 (GA)23 46 19908699 19908744 AGTGGTTGTGGTTGTGGTTG TTCCTCTTCCCCAAACTGAA 225

Ai06B6854 Araip.B06 6854 c (CAA)5(TAA)5 30 19919606 19919635 CCCATAAACCCCACCTACCT TGTCCTCGAGCAAAAGAAGAA 249

Ai06B6857 Araip.B06 6857 p2 (GC)6 12 19940770 19940781 CCTACACCTCTCCCCCTCTC CTAGAGGTTTCTCCGGCCTT 163

Ai06B6858 Araip.B06 6858 p2 (TA)8 16 19944315 19944330 CCCCAGGAGACTCAAATCAA TGATGAGGGTGATTGTGATGA 255

Ai06B6860 Araip.B06 6860 p4 (TTTC)5 20 19955138 19955157 ATCAAAGGAGGCCAGGCTAT CTGCAGCCTCTTTACCAAGG 195

Ai06B6863 Araip.B06 6863 c (T)11cagatttccgtttgcttacatgtggaaggttcctttgtttttttcacggtgcacacaaaag(A)1082 19966249 19966330 AGAATCGCTAGTAATCGCCG CACCGTATCCCTTTGCTCAT 260

Ai06B6866 Araip.B06 6866 p2 (AT)6 12 19968150 19968161 TCGTAGGCTCAAAGTTGGCT TCTTTGCATGCACTGAGGAG 266

Ai06B6868 Araip.B06 6868 p3 (TCT)6 18 19973058 19973075 TTGCTGCACATTCTTCTTCC AAACAGTGCAATGATTGGTCA 270

Ai06B6874 Araip.B06 6874 p4 (ATAC)19 76 19993172 19993247 GGATTTGGGTTTGAACGTGA CCATTCTTGACCACCATTCC 263

Ai06B6876 Araip.B06 6876 c (A)10gaaaaaaaataaataaataaaaggataagagaataagagagaagtaggattgg(GA)675 19999632 19999706 TGCTTGTCCTCAAGCAAAGA CAGAAGCACAAACTGGGTCA 250

Ai06B6878 Araip.B06 6878 p4 (TAAA)5 20 20003350 20003369 TCCATGTGGAAGACAAACACA AAAATCAATGGGGTTCCCTC 175

Ai06B6880 Araip.B06 6880 p3 (CAA)5 15 20005537 20005551 TGATGCAAGCACCTTCTTTG GCTAAGCCACCATCAAAACC 151

Ai06B6884 Araip.B06 6884 p3 (TCA)5 15 20018008 20018022 TCGTCTTCATCCTGGTCCTC AAAGCAGAATGGTGGTTTGT 226

Ai06B6886 Araip.B06 6886 p2 (AT)8 16 20025026 20025041 AAAATAAATGGTATGCCAATTCAAA AAATTTTTACGTTAAACAGACGATGA 154

Ai06B6890 Araip.B06 6890 p6 (ACTCTC)6 36 20042987 20043022 CCACTATTTTCAGCCACCGT AATCGTGCCACCAGAGAGAG 272

Ai06B6892 Araip.B06 6892 p2 (TG)6 12 20044171 20044182 CACAACGAAACAAATGCCAC ATGGCAACGAAGGCATTTAC 244

Ai06B6895 Araip.B06 6895 c (T)10agtttgttgtactttgtgagattgtgattatagatcttacatatataaaaagaatttctactgatttttttatg(A)1094 20066926 20067019 TTGAAAATTTCTTTGCTCTCAAC CCCACATGCAAGCTACAATTT 280

Ai06B6898 Araip.B06 6898 p3 (AAG)5 15 20078165 20078179 TTCTTTTTGTTTTGCCTTCTCA TTGGTGGCTGATTTTAGGGT 250

Ai06B6899 Araip.B06 6899 p2 (TA)11 22 20080892 20080913 AAATAAGGCTATATGTCAAAAACGTC GACTTCAAAGTTTTCAAAATTAACACA 273
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Ai06B6908 Araip.B06 6908 p3 (TCC)6 18 20086151 20086168 AAGCACGTCATTACACGCAC CCCGTAAGTCCGTCCCTG 172

Ai06B6909 Araip.B06 6909 c (AGA)5agcgcgggagaagg(AGA)544 20088213 20088256 GACAACTGGCGGTTCATCTT AAACATGCAATTGACACCAAA 201

Ai06B6910 Araip.B06 6910 p2 (GA)22 44 20104265 20104308 TCTTCCGAATCAAAATTGGC CGCCGGTTACGATTTCTCTA 259

Ai06B6911 Araip.B06 6911 p3 (CTT)5 15 20110499 20110513 CCTATGGAGCCACGAGCTAC TTATGCCCCTCTCTTCATGG 280

Ai06B6912 Araip.B06 6912 p3 (TGA)5 15 20110662 20110676 GATTGTGACCCAGCTTTGCT TTATTTTGACGTGGTGGCAA 277

Ai06B6913 Araip.B06 6913 p6 (GGTGTT)5 30 20110901 20110930 CCATGAAGAGAGGGGCATAA CCACCAACATTACCACCACA 277

Ai06B6915 Araip.B06 6915 p2 (AG)6 12 20119073 20119084 CAATTGTTTCGGCTTCAGGT TTCTCCCTCTCCATCACCAC 280

Ai06B6916 Araip.B06 6916 p2 (CT)11 22 20125725 20125746 CTGGAAGCGTGACATTCTGA GCAGTGGCGATAGAGGAGAC 121

Ai06B6917 Araip.B06 6917 c* (A)11(AG)7* 24 20127719 20127742 TGCACAAGTTTCTGAGATTGG AGGATAATGCATGACCGAGG 246

Ai06B6918 Araip.B06 6918 p3 (TAA)5 15 20134974 20134988 CTGCAACAAACACAAAGCGT TTTTCGGGAAGAACCATGTC 159

Ai06B6922 Araip.B06 6922 c (GGT)5gcagcagcagctcctgcagctgaggagaagaagaaggtaattcattattt(GTG)580 20155423 20155502 TAACGCCAGACTGATGCTTG GGATTGCATACAGAGGGCAT 210

Ai06B6925 Araip.B06 6925 c (TC)8ttctcagatctccctactcatcacaaccaacactccaacaggatgaagaaacaagttttc(T)1389 20164542 20164630 GCATTTAGCGCTAGGCAATC TGGCTCATGCTTCAGAGAGA 268

Ai06B6930 Araip.B06 6930 p2 (CT)14 28 20206167 20206194 CAGGAAGGAATGGTGGAGAA TCTGAAAAGTCCGCCAAATC 267

Ai06B6936 Araip.B06 6936 p2 (CA)7 14 20219085 20219098 TTTGACGGATCATCAGTGTCA TTGTGCTTCCATAGGTGCTG 146

Ai06B6938 Araip.B06 6938 p2 (AT)6 12 20223885 20223896 CACCACCTCTATCCTTACCCA GCTGCCATCTCCTTCTCTTG 280

Ai06B6940 Araip.B06 6940 p4 (ATAA)10 40 20236791 20236830 TGAGAACCTGGGTTAATGGG AACATTGGGGTAATTTTGTCC 246

Ai06B6941 Araip.B06 6941 c (AT)6(AC)9 30 20243476 20243505 GGCATTTTTGTCCCCTTTTT TATTTGGGAATTGGGTGCAT 120

Ai06B6944 Araip.B06 6944 p2 (CT)8 16 20259030 20259045 GAGAGACGACCCGAGGTTTA ATCAATGGTCCATCCCAATG 267

Ai06B6945 Araip.B06 6945 p3 (AAT)6 18 20276193 20276210 CGGCAGATTTTGAACTCGAT TTCGGTCATTAAGACCCTGG 251

Ai06B6947 Araip.B06 6947 p2 (CT)10 20 20280019 20280038 TGCTCCAGCGTGACTCTCTA GTGCTAGGTGGGAGACAACC 251

Ai06B6949 Araip.B06 6949 c (GAAGAG)9gaagaagacgaagacgaagacgaagaagaag(AGA)7106 20285355 20285460 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 237

Ai06B6950 Araip.B06 6950 p2 (GT)7 14 20286530 20286543 TTTGCAGGCATCAAAGAAAA ACACACACGCACACACACAC 251

Ai06B6951 Araip.B06 6951 c (AC)8gcacgtaaaccgctgctgccagcagcggttt(AC)863 20292651 20292713 GCATCAGGTGAAAATAGCCA GCCGTCCTCAAGAACGTACA 225

Ai06B6961 Araip.B06 6961 p2 (AT)12 24 20333842 20333865 ATGGGTTTATCAACCTCCCC ATCCCAATTGTAAAGGCGCT 271

Ai06B6962 Araip.B06 6962 p2 (AT)8 16 20334409 20334424 ACGTTGCATGCCAACTTATG AAGATTCACAGTCAACGGGC 258

Ai06B6966 Araip.B06 6966 p2 (AT)7 14 20349255 20349268 TGACCGTTGCATGAATTGAA TGGAATGGCTTCAATGAAAA 280

Ai06B6970 Araip.B06 6970 c (CCT)5(CTT)5 30 20358466 20358495 CTTGCAGAGTTTGCTCTCCC AACCAAACCAAAAAGAGGGG 249

Ai06B6971 Araip.B06 6971 p2 (TC)9 18 20359023 20359040 CGTGAGTTTTCAGCAACGAA CCTCTCACCCTACCTCCTCC 248

Ai06B6973 Araip.B06 6973 c (CCT)5(CTT)5 30 20360453 20360482 AAAGGCACTTGTGAGGATGG CGGAAACCAAACCAAAAAGA 246

Ai06B6974 Araip.B06 6974 p2 (TC)9 18 20361010 20361027 TTCCACGTTTGGAAGGTTTC TTTTAAGAATCCACCGCGAC 127

Ai06B6977 Araip.B06 6977 p2 (AG)26 52 20371349 20371400 CCTGGGGTGTGAGAGACCTA TTCCCTCCTTTCTCATTTCC 265

Ai06B6979 Araip.B06 6979 c (T)10agtaaactactatttcaatctacgaatgttgaaaatgctaacagatctacccat(A)1074 20374626 20374699 ACACCGAAATTGGCTGTCA GTGGGGAGGGAAAAGATGAT 246

Ai06B6981 Araip.B06 6981 c (T)10atttttattatgttaagagagtaaaacaagaagaaccttgacaaggtaaaacaagagaaaaagttgaataagaaaaaaaaagaaaatgata(ATG)7122 20376564 20376685 TTGTCATTGATGCCTAGCTTTT CAAAAACAAAGAGGAACCTTGC 255

Ai06B6982 Araip.B06 6982 p3 (TCA)6 18 20386114 20386131 GACTTTGACTTCCAGCACCC CAACAGGCTTAGGGCAACTC 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B6984 Araip.B06 6984 p3 (TCT)6 18 20389044 20389061 TGAAAGAGGCGAGGTATGCT TGCATGCATGGTATTTGATG 252

Ai06B6989 Araip.B06 6989 p3 (GAG)5 15 20419197 20419211 TACCATGATAGGACGGGAGG CTGGATTTCCGATTTCCTTG 203

Ai06B6990 Araip.B06 6990 c (ACT)5(GCT)5 30 20420904 20420933 TTTAATGCTTACAAGCCCCG GGACTCCATAGAGGATGCGA 273

Ai06B6995 Araip.B06 6995 p2 (TC)6 12 20445406 20445417 AGAAAGGGGAGAAAAGCTGG GGGTTTTTGGGGAAAAGGTA 253

Ai06B6997 Araip.B06 6997 p3 (ACA)5 15 20449306 20449320 TTTGGAATGGAAATGCATGA TTTGTGCTCCTTTCATGTGC 262

Ai06B6999 Araip.B06 6999 p2 (AT)8 16 20457120 20457135 AGGGGACAAAAATTACCCCA GGGCCAAAGTAAGGGTAAGG 238

Ai06B7002 Araip.B06 7002 c (A)15gataaagcaacaaaaataaaaaatat(A)1051 20469889 20469939 CTTGTCCATTCCAACAGACCT TCTGGTGACAAAGACTTGCG 279

Ai06B7003 Araip.B06 7003 c (GA)6gga(AG)8 31 20472502 20472532 ATTCCCCTCCACCGTTTATC ATTTTTGTGCATACCTCGGC 231

Ai06B7006 Araip.B06 7006 p3 (AAT)5 15 20476561 20476575 TTGAAACACATCCAAAATTTAAAAG TTTGAAAACGTTAATGTTCAAATAAG 280

Ai06B7009 Araip.B06 7009 p2 (GA)6 12 20487606 20487617 TTAGCTTCAAGCACAAAGCA CACATGAGCCCAGCTAGTGA 276

Ai06B7010 Araip.B06 7010 p2 (CT)6 12 20491765 20491776 TTTCTTAACTTTTTCAAAACCACC CGAATGGAAGAGATGTGAGATG 273

Ai06B7011 Araip.B06 7011 c (TCT)5attctttcttcttttgctcgagggcgagcaacattctaagtttggggtggtaaaaagcatagc(T)1997 20492771 20492867 TCATCATCTCTCTCCCACCC GTTTCTCTGGCCTTAGGTGC 202

Ai06B7016 Araip.B06 7016 p2 (AG)6 12 20511083 20511094 AAGAACCTGGGATTGAGAGTCA TTCCAGCAATTTCTGAAGCC 217

Ai06B7018 Araip.B06 7018 p2 (AT)22 44 20518096 20518139 GCATTGAGAGAGAGGGCAAG TTTGGTGACCTGCAATGGTA 248

Ai06B7019 Araip.B06 7019 p2 (TA)16 32 20525396 20525427 GCATACGATAATTTGGATTAATTGG AGGTTGTGTGTTCTTTGGCTC 277

Ai06B7024 Araip.B06 7024 p2 (CT)6 12 20573482 20573493 TGTTGCTGAGCAGTTTTTGG GTTTGGGAAGGGGTTTTGAT 227

Ai06B7027 Araip.B06 7027 p2 (AT)12 24 20578052 20578075 TTGTTGGCTCTTGAAAGAATGA AGGCCCTCCTATCCACTGAT 205

Ai06B7030 Araip.B06 7030 c (T)10ctatttttctttcatccaaacaactcaaaaaaaaataaaaatacatttaaattctttcttttc(T)1285 20595702 20595786 CCGGTTTGCAAAGATAACCA CTGTGCACACGCACAGAATA 271

Ai06B7032 Araip.B06 7032 p3 (TTC)5 15 20599859 20599873 CCAAATTTGCATACGGAGGT TCAGATTGATGTTGGAGATGTTC 279

Ai06B7033 Araip.B06 7033 p2 (GA)8 16 20610014 20610029 ACGTTTCGCGCTTTTGTAAT CCAACATGGTAAAGTTGCCC 264

Ai06B7034 Araip.B06 7034 p2 (GA)8 16 20611711 20611726 CTGTACACTCATCGCCGCTA TTCTCTCATGCGCTTCATTG 229

Ai06B7036 Araip.B06 7036 p2 (GA)15 30 20623012 20623041 CGCTCATTCTCTGCCTATCC GGTTCTTAAATCCTCCCCTCC 226

Ai06B7037 Araip.B06 7037 p2 (AG)7 14 20625685 20625698 ATACAGGTTGGCATTGGGAG TGCTGTGTCTCAGAAAACCG 205

Ai06B7041 Araip.B06 7041 c (A)10gataaataatactctttcgagtcgatttttaagaaaaaacacaa(T)1064 20630258 20630321 TCTTTCAATTAATGTAGTTGTTATGGA TGATAATAATATTTATTTGTCCCCACT 246

Ai06B7042 Araip.B06 7042 p3 (AAT)10 30 20636504 20636533 TCCATGAATCCTTCACCTTTC GCCTTGGATCCTTCTTACCC 276

Ai06B7043 Araip.B06 7043 p2 (CT)18 36 20643809 20643844 AGCCATTGATAAATCCGACG TTACATGGTTTGGGGGAGAG 250

Ai06B7045 Araip.B06 7045 p2 (AT)10 20 20651103 20651122 TGAAGCAAGAAAAAGCAATGAA ATCCATTGATGCTCAAAGCC 155

Ai06B7048 Araip.B06 7048 p2 (TA)6 12 20671565 20671576 TATGCTTTGACCACACCGAA AAATCTTTCCCACCCAAACC 230

Ai06B7052 Araip.B06 7052 p2 (TC)7 14 20678987 20679000 ACAACTGGCCTTTTGGTCAC CCTCAGAAGACGAAGGAAGG 263

Ai06B7053 Araip.B06 7053 p3 (CTC)7 21 20679228 20679248 ACTTGACCCCCTCCTTCTTC GCGAGCAGGGTGAATATGAT 139

Ai06B7054 Araip.B06 7054 p3 (GAG)6 18 20679607 20679624 TGGCTTTGATTGAGAACAGG ACCGAGGTAGCTAGCCCTTA 246

Ai06B7055 Araip.B06 7055 p3 (AGG)6 18 20679895 20679912 GCAGCAGCAAGATACAGCAG GAAAGTACTTCTCCGCGTGC 266

Ai06B7056 Araip.B06 7056 p3 (TCA)5 15 20680684 20680698 TGCATCAGGAGAGAGGGACT TTGACCCCAAATAGCCTCAG 166

Ai06B7057 Araip.B06 7057 c (CTT)6ctccagctgaagatcactcgcatgtggcaatgtctagttcattaccatcgtcaagcaggtttggggatcagagagggga(TAC)5112 20680803 20680914 CCCATTTTTCGTTGTTGGAC GGCGCTGAGGACCTTTATTA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B7058 Araip.B06 7058 p4 (AAGA)6 24 20681342 20681365 GGGATTCTCGTTTCATAGCC AAGCAACAAGGCAAGCTTTT 266

Ai06B7059 Araip.B06 7059 p2 (CT)7 14 20683027 20683040 CATGCATGGCAATCTTGTTT TGGACTTTCCTCTTTGACTGC 234

Ai06B7060 Araip.B06 7060 p2 (TA)7 14 20687154 20687167 TCCAATTGTGACTACCGTTGA AAACTTGCAGGAGGAGTGGA 182

Ai06B7062 Araip.B06 7062 p2 (TA)6 12 20690896 20690907 GGCGATTCTTCATTGCTTTC GCAGCATTATTTCGTGCAAA 274

Ai06B7063 Araip.B06 7063 p3 (AAT)7 21 20691691 20691711 AATGAACAAGGCTCATTGGC CGAATTCCAAACTGCGGTA 134

Ai06B7067 Araip.B06 7067 p2 (AT)11 22 20711519 20711540 TTTTTCCTCCTTGCATGCTT AAAGGAATCCCATTCCCAAG 211

Ai06B7068 Araip.B06 7068 p3 (TTA)5 15 20711979 20711993 TTGGTGTCAATCGCATGTTT TGATTAAAAAGATTTTGGAATTAGCA 272

Ai06B7071 Araip.B06 7071 c (CT)6cactctcactca(CT)2370 20719267 20719336 GTGCGTTGATCTTGTGATGC CGCAACAGCTCACTTATCCA 266

Ai06B7072 Araip.B06 7072 c (CT)7cctataatacc(A)12cataaaaag(T)1056 20722076 20722131 CCGTACCTTAACAATTGAAGAATG TCCCAATCAAATAGTTATCAACTCAC 243

Ai06B7073 Araip.B06 7073 p2 (AT)8 16 20724328 20724343 CAAAGGGAGCATTGGGTAAA TGCTTCCTATCACTCTGCGA 243

Ai06B7077 Araip.B06 7077 p4 (TTTA)5 20 20744675 20744694 AAATCTTTCCCACCCAAACC TAAAATATTGCTCGCCCTCG 209

Ai06B7079 Araip.B06 7079 p2 (TA)14 28 20747080 20747107 AAATGTCCATGGAGAGCCAG CAGGGTCAATAAGGGAGCAA 266

Ai06B7080 Araip.B06 7080 p3 (AAT)6 18 20749350 20749367 CATATAGCCGACCCCACCTA CGGTCCAGTCTAAAGGCAAA 212

Ai06B7081 Araip.B06 7081 p3 (TTA)5 15 20750258 20750272 AACGAACCCTCTACTGCCAA TGTGGGTGACGAGAACACAG 188

Ai06B7082 Araip.B06 7082 c (AG)8taaagaagtggaaatagattttcacgtgaataaaattttgg(ATTT)681 20753081 20753161 GTGTTCACCTCAGGGTCGTT GGATCAATTATTATGTAAAACACAGGA 244

Ai06B7083 Araip.B06 7083 p3 (TAA)5 15 20753272 20753286 CTAGAGGATTCTCCGGCCTT CACACAACAAAACCCCCTCT 200

Ai06B7084 Araip.B06 7084 p3 (TTA)7 21 20754183 20754203 AACACCACTAGGTAGGGGGC CTCTCGCCTGTTAAAGACCG 262

Ai06B7086 Araip.B06 7086 c* (TTA)6(ATTATC)5*44 20763269 20763312 GGCAAGTATTTTTGAGAATGGAA TGGGAGTTAAACGCCAAAAC 226

Ai06B7089 Araip.B06 7089 p2 (GT)8 16 20768254 20768269 GTAGTCCAGCCGCTAAATGC GGGAGCATGCATAAAGGAAA 143

Ai06B7091 Araip.B06 7091 c (AT)7aaaaaatgggagtttggtcatgt(TGA)1479 20781137 20781215 CAGTGACGCATCTAATTGGG CATGTTTTCCACCAACCAAA 279

Ai06B7094 Araip.B06 7094 p2 (TA)9 18 20793928 20793945 GGGTAAGAGTTTCTCCCCTTC AAAATGAATAAAAGAATGTTATTGTGC 275

Ai06B7097 Araip.B06 7097 p3 (TCT)5 15 20809504 20809518 CTCCTTTGTGGGTGCATCTT CAAGCAAATTCCTTCCCAAA 168

Ai06B7098 Araip.B06 7098 p4 (ATTT)6 24 20810122 20810145 GCACAAAACACCAAAAAGGA GAAATTAAGTTTGGTGTCCCG 243

Ai06B7101 Araip.B06 7101 p5 (TTATC)5 25 20837836 20837860 GTCGTGGGCTGACCTTCTTA GCCCAAATAGAGGAACACGA 153

Ai06B7103 Araip.B06 7103 p2 (AG)6 12 20842593 20842604 ATAGGTGAGGGGTTTTTGGG CAGAAAAGGGCAAAAAGCTG 234

Ai06B7106 Araip.B06 7106 p3 (ATG)5 15 20868636 20868650 GCTTGCTCTCCACAATGGAT ATTCAGCCAGCAGGAAAGAA 177

Ai06B7108 Araip.B06 7108 p2 (AG)6 12 20871874 20871885 CATCCAAGTATTTTTCCATCCAA GGAGGAGGAGGAGGATGAAG 269

Ai06B7111 Araip.B06 7111 p2 (TG)6 12 20885115 20885126 GTTACGAAAAGGAACGTCGC TCATTTCTCACACACGCACA 235

Ai06B7118 Araip.B06 7118 p3 (TTC)5 15 20915946 20915960 TCTCTTCCCTCCTCTAGTTTCG CTTGGATCAAAGAGCTTCCAA 270

Ai06B7124 Araip.B06 7124 p2 (CA)9 18 20937596 20937613 AGCAATGACACCCAAACTCC CCATGGCGTCAAACTCTACA 230

Ai06B7125 Araip.B06 7125 p4 (TTAT)6 24 20944676 20944699 CCTTGATGTTTTCCCTCCAA TGAGGAGAGAGAAAATGGTTAGG 279

Ai06B7126 Araip.B06 7126 p3 (CCA)8 24 20950558 20950581 GTGGCGAAAATCAAATTCGT GTGGGGTTAAGGTGTTGGTG 214

Ai06B7127 Araip.B06 7127 p3 (ATG)5 15 20956591 20956605 CTCCTAACTGAAACGGCTCG TTCCGCCTTTCAGCTACACT 258

Ai06B7130 Araip.B06 7130 p4 (TTAT)5 20 20986435 20986454 TGAGGAACAATACACACAGCAA CCTTGCCATTTTCTGAATCTTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B7131 Araip.B06 7131 p4 (TTAT)5 20 20990519 20990538 TGTGCTGGCAATACTTTTTGTT TGGATCCATTTTACCCTTGC 249

Ai06B7133 Araip.B06 7133 p3 (GTT)5 15 20991067 20991081 TCAGACTTGCTGTGGTCTGG TTTCCATAAATCCGCGAAAG 263

Ai06B7134 Araip.B06 7134 p2 (AT)9 18 20992422 20992439 TCCAAAAACCCACAGTCTCC CTGTATCGGTAACAGGGGGA 231

Ai06B7135 Araip.B06 7135 p2 (AT)7 14 20992632 20992645 TGGTGTTTCAAAAAGTGTTGC AAGGAGGGTTGTGTGTGGAG 218

Ai06B7147 Araip.B06 7147 c (T)10cgaaaaaaattttcaaaaatac(A)1042 21047044 21047085 TTTCGTGCACCAAGTTTTTG CAACCAGCCAGACTTCAACA 231

Ai06B7148 Araip.B06 7148 p2 (TC)9 18 21051537 21051554 CAATTGGTGCAAATCTCCCT AGAAAATGGCCAAGGTGTTG 242

Ai06B7150 Araip.B06 7150 p4 (CCTT)5 20 21063274 21063293 CCCACTCTCCACTCTTCTGC ACAGGCACAAGCACAATCAA 224

Ai06B7151 Araip.B06 7151 p3 (AGT)5 15 21065561 21065575 CCTCATCAAAAATTTTCAAAAACC CCATGATGGAGAAAGGGAGA 156

Ai06B7153 Araip.B06 7153 p2 (AG)8 16 21076297 21076312 CTAGGATTGGGGGAGAGGAG CCTCCCCCTTCATTTTGAAT 140

Ai06B7154 Araip.B06 7154 c (A)11g(A)11 23 21078260 21078282 GTTTGCATTGCTAAGCCGTC CCCTCCTTGTTTTTGTCGAG 238

Ai06B7155 Araip.B06 7155 p2 (GA)6 12 21078671 21078682 GCTAAATCATGAGGTTTGAGCA AGGGCAGTGATGCTTTTCAT 271

Ai06B7158 Araip.B06 7158 p3 (TAA)16 48 21102104 21102151 TTCCAACACTTTTGCATTTCA CGACCCAGGGTATGAACAGT 274

Ai06B7159 Araip.B06 7159 p3 (TTA)5 15 21105447 21105461 TTGCACATTAGGGGGTAAGC TCGATGAAAAAGCTTGCAGA 155

Ai06B7162 Araip.B06 7162 p2 (GT)6 12 21109073 21109084 GTCAACGCTGTTGATCCCTT CTGCCTTGGGATTACATGCT 161

Ai06B7163 Araip.B06 7163 p3 (ATA)20 60 21113722 21113781 TTTTCTTTTGGTATTAAAGTCAATCTT GCTTTCAAGTCAGCATGGTTT 254

Ai06B7166 Araip.B06 7166 p2 (TC)6 12 21114474 21114485 GGCGGATAAATTCAGCGATA TGAGGGAGAGATGAGAGGGA 196

Ai06B7170 Araip.B06 7170 p2 (AT)7 14 21125316 21125329 GTTCAATGTGCTCCCCCTTA TGCTTTGTTTTGGCTCATTG 265

Ai06B7172 Araip.B06 7172 p2 (TA)7 14 21135627 21135640 TGCTCTTGCCTCTTGGTTTT GCTCAAGGACATCATTGGTTC 280

Ai06B7173 Araip.B06 7173 p3 (AGA)6 18 21136298 21136315 GCTTTTGTCTTCCCTTTCCC TACACCTCTCCCCCTCTCCT 188

Ai06B7174 Araip.B06 7174 p2 (AG)7 14 21139153 21139166 GAAAAAGGGGGAGATATTTTCG TCACCTTTTCCAAAAATTTGATT 173

Ai06B7175 Araip.B06 7175 c (TCT)5ttctcgccgccacgccgccctgcctccctgccgccctgcaccagcagcaccaccat(TTC)5tgaactgaattttttgtgaaatttctggttgttgattattgtttaaagtgcatgttgcttgatttttctgc(TGA)5ctatgatgatac(TGG)5199 21142762 21142960 GAAAGAAATGGAAAGGAGAAGG TGGAATAAAAAGAACAATCAAGCA 260

Ai06B7184 Araip.B06 7184 p3 (TAA)11 33 21164465 21164497 GAACCATACCCCTCTCCCTC TCTAAAGGTTTCTCCGGCCT 252

Ai06B7187 Araip.B06 7187 p2 (CT)10 20 21177833 21177852 GGCATTTTTACACGCCACTT ATAGGTGAGGGGTTTTTGGG 157

Ai06B7190 Araip.B06 7190 p4 (TTTA)7 28 21190100 21190127 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 167

Ai06B7192 Araip.B06 7192 p2 (AT)8 16 21205700 21205715 TGGGTGTAGCCATTCTTTCC GATCAAAATGAGCCAGGCAT 195

Ai06B7195 Araip.B06 7195 p3 (TTA)8 24 21213000 21213023 ATAGACAAATTCCGCGTGGC TCAAATGGCATAGTCTCCCC 235

Ai06B7196 Araip.B06 7196 p3 (GAA)5 15 21215673 21215687 TTGATTTCATTGTTGCGCTC CCCTTCTCTTTCTTCACCAAAA 206

Ai06B7199 Araip.B06 7199 c (TA)6atttaataaatgagatttattaatcttcatccaatgaagaccat(TA)668 21228855 21228922 CAGCAGCCCTCTCTCTCTGT TCAGGTTCTGCGTCAACAAG 189

Ai06B7203 Araip.B06 7203 p2 (TA)14 28 21238055 21238082 TTCGGGGAATAAACATTGGA TCATCAAAATCAGATTCTCGGA 280

Ai06B7206 Araip.B06 7206 p2 (AT)13 26 21249301 21249326 CAGATAATCAACAAGGGAAAATCA GACATGCGCGATCTGTAGAA 271

Ai06B7207 Araip.B06 7207 p2 (TA)6 12 21251639 21251650 TTCAAATTTTTGGGGTTTGG GGACGAAAACGTTAGGGACA 278

Ai06B7208 Araip.B06 7208 p2 (CT)6 12 21253700 21253711 GAAACATTGAACCTGAAATTGAGA TTTCTGGGCTGTTTTTGACC 247

Ai06B7209 Araip.B06 7209 p2 (TA)6 12 21254540 21254551 AAGAGGTAGCCACATGGGTG GCAAGGATTTTTGAATATGTGGA 173

Ai06B7215 Araip.B06 7215 c (A)12taatctaatcgtgccttaaaattacaacacaattaaattttgtcatcttcttaatcataatttttccatcaggtttacc(A)10101 21279212 21279312 GGCGTTGATTTCATCACTCA ATTTTTCTAGTTCGGCCCCT 259
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Ai06B7217 Araip.B06 7217 p4 (TTAT)5 20 21288807 21288826 CGATCCAATCCAATCCAAAC TCGAATTTTAAATAATCAACAATGACA 272

Ai06B7220 Araip.B06 7220 p3 (CAT)5 15 21298744 21298758 TACGTCGTCTGAAGTGGCAG TTTTCCTTCCGTGGTGAAAG 259

Ai06B7221 Araip.B06 7221 p3 (AGG)6 18 21298945 21298962 CGACATTCAAGGTGTTCTTGG TCGAAATTTAGGAGAGAAATAAGGAA 185

Ai06B7223 Araip.B06 7223 p2 (AT)8 16 21300376 21300391 AGAGAACAAGTTAGCAAAACCCT CCTTCCTTTCCTTGGGCTAC 201

Ai06B7224 Araip.B06 7224 p3 (TAA)13 39 21300966 21301004 CCAAAATTTTCATGTTTTGGGT TGAAAACGATTTGAGTTTTGAA 245

Ai06B7226 Araip.B06 7226 p2 (TA)11 22 21312732 21312753 TTTGTTGAGATTTTATTTGTAGGAAAA CGATATTTACTCATATCGGTGGA 275

Ai06B7229 Araip.B06 7229 p2 (AG)13 26 21319656 21319681 AAAAGCTAACGGGTTGGACC TTATGGCTCCCAGAAGATGG 189

Ai06B7230 Araip.B06 7230 p2 (TA)7 14 21323522 21323535 GATCCCACTTCACGACCAGT CAGCTCTATGGGTGCCATTT 279

Ai06B7234 Araip.B06 7234 c (A)13gaacacagatcagaaaattattagacagaaattttaaaaataatatgaattcaatagaataataagttattg(A)1196 21366705 21366800 TCCGGCGCTAATTATCAACT CATTGACGACGATGAGGATG 275

Ai06B7235 Araip.B06 7235 p3 (CCG)5 15 21367103 21367117 CTGCCTTTCTTCAGGTCAGG CGTTCAACCAAAGGAAAAGC 218

Ai06B7237 Araip.B06 7237 p4 (AATC)5 20 21371363 21371382 GCTCAAAAGAAACATCTCAAGC GGTAACGGCAAAACACAAGC 254

Ai06B7239 Araip.B06 7239 c (T)10gcaaattttgtaaaagtagatggatag(T)1047 21373882 21373928 AGAGGTGGTGCGGTATTACG ACCCATTCTTCAAAGGCTCC 113

Ai06B7240 Araip.B06 7240 p2 (TA)11 22 21392729 21392750 CAATCCTAAAGCTTCCAATGC CAAGTTGAAAGAATCATGAAGCA 106

Ai06B7241 Araip.B06 7241 p2 (TC)7 14 21393520 21393533 ACTTTTCTCACGCCCAAATG AGTGAAAGAGCTGGCAAGGA 120

Ai06B7243 Araip.B06 7243 p2 (AG)9 18 21404929 21404946 CATTGATTGGCTCTCCATCAT CGTTCACGTCACTTGTTCCA 258

Ai06B7246 Araip.B06 7246 p3 (TTA)5 15 21411229 21411243 TGGAGGATTCTTGAGAAATTGA TCATCCTCCTTTCTGGTTGC 182

Ai06B7247 Araip.B06 7247 p3 (ATA)5 15 21420261 21420275 GGGTTTTGAAATTGAGGCAA ACCACTGCATCTTACCCGAC 243

Ai06B7251 Araip.B06 7251 p2 (CT)6 12 21443854 21443865 TAACGCTAGAAATGGGCACC GTTTGGGTGGGAAAGTGGTT 279

Ai06B7254 Araip.B06 7254 p2 (CT)8 16 21452297 21452312 TAACGCCAGGAATAGGCAAG ATAGGTGAGGGGTTTTTGGG 244

Ai06B7256 Araip.B06 7256 c (T)10aaaatttaaaatc(T)1033 21468004 21468036 TCCTTGGTATTTTCCCTCCA TGGTTGAAAGGATTTGATTTG 218

Ai06B7257 Araip.B06 7257 p4 (AAAT)6 24 21468159 21468182 TCGAAAATCTTCACCCATTTTT GGGTTAGCATATGACCCCAG 172

Ai06B7261 Araip.B06 7261 p3 (CAC)5 15 21485156 21485170 GGTGTCTTGCATGCATTGTT TTAACGCCCAAAATGCTACC 172

Ai06B7262 Araip.B06 7262 p2 (AT)7 14 21488696 21488709 GGAAGCATGCTCATGTGAAA TGCAATTGGGGAATTTTTGT 117

Ai06B7263 Araip.B06 7263 p2 (TC)6 12 21497285 21497296 CCCAACAGAGCCAAGAACAT TGAACAGGGATGAGGGAGAG 250

Ai06B7264 Araip.B06 7264 p2 (CT)6 12 21518239 21518250 TCAAATTTTTGAACCAATCACA TTCATTTTTCTTTCATGATTTTCG 126

Ai06B7265 Araip.B06 7265 p3 (AAT)14 42 21525593 21525634 TTCTAAAAATTCGGCACCCA TGGAGATAGTTCAGCTTAGGAACA 202

Ai06B7270 Araip.B06 7270 p2 (TA)6 12 21548772 21548783 ACATGACAGAGCACAATGGC CCAAAGAACCTTCATCACAGC 196

Ai06B7271 Araip.B06 7271 p2 (AT)15 30 21567283 21567312 CGCAATACCGATCCAAAAAT GGCGCAGAAGTTACGAAGAG 276

Ai06B7274 Araip.B06 7274 p3 (TTA)5 15 21583740 21583754 TCGGACATCTCTAAACCTCCA AAAATCGACAATTCTTTGCCA 270

Ai06B7278 Araip.B06 7278 p2 (TA)7 14 21602807 21602820 TTGTTGTTGTGATGCCCTGT TTTAAACCGCAATACCGCTC 232

Ai06B7281 Araip.B06 7281 p3 (TTA)5 15 21608782 21608796 GATTGTTTGGCAAGCAGGTT AGCATGCATGGTACGGGTAT 278

Ai06B7283 Araip.B06 7283 p3 (TTA)6 18 21614353 21614370 TTGCTGCCATTTTACATCCTT AGGAAAACGGTCCAAAATCC 279

Ai06B7284 Araip.B06 7284 p3 (TAT)5 15 21616482 21616496 AAAAAGAGCTGAGTTTTTAAGCAAA TTCATTAAGGGCCAAGTCCA 278

Ai06B7287 Araip.B06 7287 c (TA)9ttccctttctacagcttattccaaattccaaaatacaagtca(T)1171 21621765 21621835 TTTCCAACGTTTCTCTCCATT TTGAAATGCGTTTGGATAACA 278
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Ai06B7292 Araip.B06 7292 p3 (ATA)20 60 21629007 21629066 TCATGCTTTAATGCTTTTCTTTCA CAAGCTTCCTTTATCAGTGTGC 263

Ai06B7294 Araip.B06 7294 c (CT)7aatttttgaaaatatctcccc(T)1045 21642845 21642889 TTTCTTATCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGATG 271

Ai06B7295 Araip.B06 7295 p2 (CT)6 12 21643085 21643096 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCTCTGTCCCTG 220

Ai06B7298 Araip.B06 7298 c (A)14tcatatttaaaaaattaaagtttaaaaatcgtgtttggagaaataaatattttttttatttc(A)1086 21675750 21675835 CAAAAGAAAATGACCCCACG AACCAAATTTCACATTTTGCG 201

Ai06B7299 Araip.B06 7299 p2 (CA)6 12 21676010 21676021 GGTGGCATTGCTTTTGTTTT TGGCTTTTTCTGCTTGCTTT 243

Ai06B7301 Araip.B06 7301 p2 (TC)6 12 21693587 21693598 TGGTACAAGACAATACACACCG CGTGAGGTGATTCAGAAGAGG 236

Ai06B7305 Araip.B06 7305 p2 (CT)7 14 21705386 21705399 GAAATGCTGCAACAACAACG TGTTTGAGGACATGGGAACA 126

Ai06B7309 Araip.B06 7309 c (A)11tcaaacaaagaagaagaaaaaatacataatactataaaattatttaaaagagtatgaatctacattcattcaact(A)1096 21707332 21707427 TTTTTCATCATCGTCATCATCA TTTTGGCAAACAAGTAAAAACAAA 263

Ai06B7313 Araip.B06 7313 c (T)10ctttttatttaggtctctataccaattc(T)1048 21714746 21714793 TTTTCATTTCTTTTAATTGGGTCC CGAAATTGGACGAGTGTTTG 259

Ai06B7315 Araip.B06 7315 c (AC)10(AT)11 42 21721489 21721530 ACCCTAATCCCAAAAATGGC TCAACACATCGTGAACACAGAA 270

Ai06B7320 Araip.B06 7320 p3 (TTG)5 15 21742472 21742486 AAAGAATGCTGGGAAAAGCA AGGCCAAACCAAGTCTGATG 137

Ai06B7321 Araip.B06 7321 p3 (CCT)5 15 21744099 21744113 CCACTTTTCCTCTCCTCATTTTT GGGTTAGCATATGACCCCAG 274

Ai06B7326 Araip.B06 7326 c (CTT)5tgcattcctcctcctttttcttcacattc(CTT)559 21757168 21757226 AAACACGCGCTTCTTCAACT CGATGAGAATAAAACGTGGG 165

Ai06B7327 Araip.B06 7327 c (A)10gatggtgatgatgatg(A)2046 21757754 21757799 CTTCACTTTGGGGCATTTTT TATTTGGGAATTGGGTGCAT 230

Ai06B7328 Araip.B06 7328 c (AAG)5(A)10 25 21758216 21758240 AAGGAGGGAGAGGTGGTGTT TTCACGCGTTTCGTATCATT 117

Ai06B7331 Araip.B06 7331 c (A)11tggcgaaaaaaataaag(A)1038 21767559 21767596 TGAAGCAAGAAAAAGCAGTGAA TTTTATTCCTTTGGGCCCTC 204

Ai06B7332 Araip.B06 7332 p2 (AG)6 12 21777933 21777944 GAGTGGGTTCGAATTTTTGAG TTCTTATCTTTTTCAAAACCACCT 280

Ai06B7334 Araip.B06 7334 p4 (AAAT)5 20 21797758 21797777 TTGCCAACAGAAACACCAAA TGAAATTTTCGTTGGTTGGA 204

Ai06B7336 Araip.B06 7336 p4 (ATAA)5 20 21798223 21798242 TTTTCAGGGTTGTAATGGGG TTTCCCCAAATGCAAAATAAA 240

Ai06B7337 Araip.B06 7337 p4 (AGAA)5 20 21800025 21800044 GATCCAGAAGTGCGAGAAGG TCTGCTTCACCACCTCTCCT 189

Ai06B7350 Araip.B06 7350 p3 (TCA)7 21 21852375 21852395 ACATCAGTGGCAGGGTCTTC TAAAAGGGGGTGGTTCAGTG 155

Ai06B7352 Araip.B06 7352 p3 (TTG)7 21 21886271 21886291 GTTGTGATGCACGAGCACTT CCACAATGTCAAAGTGGGTCT 253

Ai06B7357 Araip.B06 7357 p3 (AAT)5 15 21897108 21897122 TCACCCTTTTCATCTCAGCC CCTATCTTGCAGCGCCTTAC 242

Ai06B7361 Araip.B06 7361 p2 (AT)23 46 21925153 21925198 TGATGCAAAGAAAACATGCAA CGGTTCATCTTGTTGCTCAG 280

Ai06B7363 Araip.B06 7363 c (A)10tctgtgtgcttgt(A)1134 21938030 21938063 GGAGTGTTGAAGGATGAGCA TTTTATCACCATGAAAAACAAAAA 261

Ai06B7365 Araip.B06 7365 p4 (AAAT)5 20 21944490 21944509 CCTCTCTGCCAAAAGCAGAC GGCAAGCAGAAAGCTGCTAC 266

Ai06B7366 Araip.B06 7366 c (A)10gtttagggagccagcacttttttaacaatctggctagtacttatccat(A)1068 21947504 21947571 TCATTTTAATTTTCAACTTCCTTTG AATCATCAATTGGCCATCAA 201

Ai06B7369 Araip.B06 7369 p3 (TTA)8 24 21961641 21961664 TCAAGTGCTGCGTTTGATTC GCTCGCTTAGCTCCTTAGTCC 250

Ai06B7374 Araip.B06 7374 p2 (TA)10 20 21992046 21992065 TTCTTTCCCATCTCATTTGCT TGGGTTTATTAACCTCCCCAC 273

Ai06B7375 Araip.B06 7375 p3 (ATT)16 48 21999156 21999203 TGAATTATTGATCTTTTTGGTCAGA TTCGTGGGTCCCTTTATTTG 262

Ai06B7379 Araip.B06 7379 p2 (AG)6 12 22016013 22016024 TCTTTCCTCAAAGGCTTGCT TGTGTCTGGGTGGAAAGATG 187

Ai06B7385 Araip.B06 7385 p2 (AT)15 30 22040741 22040770 CCCATCACCTCTTCACCACT CTAGAGGTTTCTCCGGCCTT 268

Ai06B7386 Araip.B06 7386 p2 (AT)8 16 22040901 22040916 GATATTTGCTGTTACGATGATTATGA TCAAAATCTCCGATTCCGAC 255

Ai06B7387 Araip.B06 7387 c (T)10caaacttattgacaataa(T)1038 22043091 22043128 TGCTCCTGGTACGATTACACC TGATTCTGAAAGTTTGTGCCA 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B7388 Araip.B06 7388 p2 (AT)6 12 22043944 22043955 TGAACTGAAACTGCACTAAACCA GAGAGGGGGAGAAGGAAAGA 280

Ai06B7390 Araip.B06 7390 c (A)11tcataaaatcataaaatcaaaaatattttttgtgtttcttgtttgagtcttgagtcaattcttaagtttggtgtcaattgcattttttc(A)10110 22047325 22047434 CCCCTAGATTGGAGCTTTAGA CTGGCCAAGAACAACTTGAA 280

Ai06B7391 Araip.B06 7391 p3 (TTC)5 15 22051634 22051648 TGGCCGAAACACTTCTCTCT GCTTTTGTCTTCCCTTTCCC 190

Ai06B7394 Araip.B06 7394 p2 (TA)6 12 22062592 22062603 TGTGCATCGCACGAGTTTA TTTTGGTAAAAATGCTAAAAACGA 191

Ai06B7395 Araip.B06 7395 p3 (ATT)5 15 22063859 22063873 GCAGTGCAATTCTCTCATGG TGTCCCCCAAAAAGAAAATG 260

Ai06B7397 Araip.B06 7397 p2 (AT)8 16 22070272 22070287 AGGGACACCAATTTGGACAT AAATCACCGATTCCGGCT 278

Ai06B7400 Araip.B06 7400 p2 (TA)11 22 22081590 22081611 GGATGAAATGCAGTAATGACCA TGGGAACTAGAAATTGTGATGG 261

Ai06B7404 Araip.B06 7404 p2 (TC)24 48 22117481 22117528 TGCTCAGGTCCCTCAATTTC GTTTGGTGTTGTGATGAGCG 197

Ai06B7405 Araip.B06 7405 p3 (TAT)5 15 22125989 22126003 AAGTTGTTTGCTCCAATGGC TGGAAGCAGATCCAGAACCT 223

Ai06B7406 Araip.B06 7406 p3 (AAT)5 15 22126179 22126193 TTATTTTCGGCTGCCATTTC TCTCCCCCTTTTCTTCCACT 255

Ai06B7415 Araip.B06 7415 p3 (GAA)5 15 22157725 22157739 TTTTCAAAAGAAAGGGGGCT CAAGGAGCAGTGAACACCAA 262

Ai06B7419 Araip.B06 7419 p2 (AT)9 18 22171090 22171107 TTCAATTCGGTATTTTTGGTGA TTACACACCAACAGCCTCCA 253

Ai06B7421 Araip.B06 7421 p3 (ATT)19 57 22172114 22172170 GGGATCAAACACAAAAGTATGC TTCAGGTCAAATGGCATCAG 271

Ai06B7422 Araip.B06 7422 p2 (TA)8 16 22182670 22182685 TGATAAGGTTGGGGCTCTTG CACCGAAACTTACCCTTCCA 220

Ai06B7423 Araip.B06 7423 p3 (CAA)18 54 22201254 22201307 AGAGGCCAGAAGGGATCATT ACCAGCCTTACACGGAACAC 270

Ai06B7424 Araip.B06 7424 p2 (AT)33 66 22207015 22207080 TTGTCTTTCATGACCAACTTCC CTTGGTGGCCAACCTAAAAG 264

Ai06B7426 Araip.B06 7426 p2 (TA)12 24 22208013 22208036 TGATAAGGTTGGGGCTCTTG AACCCACCAATTCCACCATA 177

Ai06B7427 Araip.B06 7427 p3 (ATT)26 78 22214153 22214230 AAATAGAGCACCAACCACGC AATAGGTTTGTGCCAAAGGC 182

Ai06B7432 Araip.B06 7432 p3 (ACC)6 18 22241674 22241691 TGAGCCTGTTCCTTGTTAGAGA TTAGCGGCTTTTTGTATGGG 274

Ai06B7434 Araip.B06 7434 p2 (TA)8 16 22257460 22257475 TTTAGCTTGCTGGGCTTGTT GCTCACAAGCCTTTCTCACC 234

Ai06B7435 Araip.B06 7435 p2 (AT)8 16 22260288 22260303 CAAGGGTGCAGATAGGTTCAG TGATTTCAAAATATCCCTTCTAACG 278

Ai06B7447 Araip.B06 7447 c (TCTA)5tcactcttattttcttcag(T)1049 22274392 22274440 TTGGCCGAAACCTACACTTC GCTTTTGTCTTCCCTTTCCC 195

Ai06B7449 Araip.B06 7449 p3 (AAG)5 15 22278147 22278161 TTTTGGATCAGACAACGTCA AAGGTGCATTTGGATTCGTT 238

Ai06B7450 Araip.B06 7450 c (T)12gtttgatattttcttttctttttttttgttttcttccttttaagagagtgaaataataagaaaatgaaaagagacggagaaaatgaagaaaaaa(AAG)5121 22278419 22278539 GGGAAGATTTTGCTAAACGC CCGAATGGGAATTTGTTGAG 259

Ai06B7451 Araip.B06 7451 c (ATG)25gaggaggaggagaaggatgaaaaggaaggatgagaagaaattccaatgagaaaagacgaaaaaa(GAG)5(GTG)5169 22278964 22279132 CATCAACATAGCAAAAATTCAACA ATCGTTACTGTTGTCGCCAT 272

Ai06B7453 Araip.B06 7453 p5 (AATAA)5 25 22281582 22281606 TCGCACAACTAACCAGCAAG TGAAATTCCCACCGATGATT 223

Ai06B7454 Araip.B06 7454 p2 (AG)7 14 22284914 22284927 GGGCAATTTTTGGGCTATTT GGAACATTGAACCTGGAATGA 229

Ai06B7456 Araip.B06 7456 p3 (TTG)6 18 22299080 22299097 ACTGGGCCGGAACATTATTA CATGATTCCATTCATAAGTTCAATA 280

Ai06B7457 Araip.B06 7457 p3 (ATT)14 42 22299252 22299293 GAGGTTGAGAGTGAGGGTGG GTACCCATGGAAGATGGGTTT 100

Ai06B7458 Araip.B06 7458 p3 (TAG)5 15 22304027 22304041 TTTGAATGAGGTACCTGGGC CGCTCAACTCAGAGCAAGTG 245

Ai06B7459 Araip.B06 7459 p3 (TAT)16 48 22307603 22307650 TGAGCGAAACCATGTATTTGT TGTTTCTCTCCATGTCCACG 253

Ai06B7460 Araip.B06 7460 p2 (AT)6 12 22311522 22311533 TTCCTTTGGAATGCGCTACT CCAAAGAGGAAACTTTTGGC 277

Ai06B7463 Araip.B06 7463 p2 (AG)9 18 22330062 22330079 TCAGAGTCCTTGCTTCTGCTC CCTCACTCATCAAAAATCCGA 169

Ai06B7464 Araip.B06 7464 p2 (AG)6 12 22330308 22330319 TCGGATTTTTGATGAGTGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 279
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Ai06B7465 Araip.B06 7465 c (AT)8agtatttaaataaggagatacaaaaatttcccaaatgcaaaat(A)1069 22341009 22341077 AGCATGCTCACACGAAATCA TTGTCCCATGTGCATTGACT 140

Ai06B7466 Araip.B06 7466 p4 (AAAT)5 20 22343992 22344011 TCGAGTTTGGACAACTGACG AAGTGGAAGCCTCAGTCCAA 237

Ai06B7468 Araip.B06 7468 p2 (AT)7 14 22356858 22356871 CTCCTGACTTAGCCTGCGA ATGCAAGTCGAGAAGCACCT 262

Ai06B7469 Araip.B06 7469 p2 (GT)6 12 22358084 22358095 TGTAAAACAGGGTGTGTGCG TTATAGACGCCGGAAATTCG 249

Ai06B7470 Araip.B06 7470 p3 (TAT)12 36 22359912 22359947 AAATCTTAGCACAGCCAATTATTAC CGGAAATCAATGCTTACTGAATC 260

Ai06B7477 Araip.B06 7477 p3 (CAA)5 15 22369412 22369426 CCAAAGCCTGAGATCGAGAC AGGAGGACGGTGATTCTTCA 254

Ai06B7478 Araip.B06 7478 p2 (CT)8 16 22370335 22370350 TCGTGATCTGCAGTCCAAAG TGGGAGAAAGAGAAAGAGCG 249

Ai06B7480 Araip.B06 7480 p2 (AT)7 14 22370993 22371006 TCAATGTACATCCACATACACCA ATGCGGAAGACAAGGATGAT 267

Ai06B7481 Araip.B06 7481 p2 (TA)6 12 22371279 22371290 GCGCATCCTAAAGCTCAATC TTGTTTTGGCATTTCCCTTC 182

Ai06B7485 Araip.B06 7485 p2 (AG)17 34 22388203 22388236 TTGAAATGGATTTCGGTACAAA TGTTACAAAATCATCAGAAGAAAAA 254

Ai06B7487 Araip.B06 7487 p2 (CT)16 32 22390559 22390590 CATGCCATTGGCTGAGTTTA TGATCCACACTAGCATGGAAAT 244

Ai06B7493 Araip.B06 7493 p3 (GAA)5 15 22429279 22429293 ACTGCCAACCCTCCCTAGTT CCGTCTCTCTTCTCCACGAC 151

Ai06B7494 Araip.B06 7494 p3 (AAT)5 15 22430354 22430368 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 206

Ai06B7495 Araip.B06 7495 p2 (GA)6 12 22430686 22430697 ACACAACTGTGAGGATGGCA TTTCTTAACTTTTTCAAAACCACC 278

Ai06B7496 Araip.B06 7496 p2 (TC)6 12 22435404 22435415 TTACGGGCGATAGAAATTGG ACGGACTGAATCGGTCAAAC 163

Ai06B7498 Araip.B06 7498 p2 (AT)7 14 22439186 22439199 TTGGGATTGCACTCGTATCA AATTGTTGTATCCACAAAGTGAAA 237

Ai06B7501 Araip.B06 7501 p3 (TTC)5 15 22440905 22440919 TCTTCCCCTGGTTTCTTTGA AGTTCACTTCGCCTGGATTC 209

Ai06B7505 Araip.B06 7505 p3 (CTT)7 21 22461483 22461503 CGGGTGACAACTGACACATC GCTCCTTGAAGAGATCCGTG 266

Ai06B7510 Araip.B06 7510 p2 (CT)19 38 22502965 22503002 GCCCTAAATTCAAATTGCGA GGTAGAGCGACTAACGCGAC 220

Ai06B7515 Araip.B06 7515 c (T)11cttttgtcatatacaagagatgcatatgttttaagtaaagaatgcatgagtgtttacccatttttccaaaatttcacaatgaaaacccaaactaaac(T)10118 22529004 22529121 TCTAATTCACACACATATGCATCG AAGTGTGGGGGAAATTTGTG 222

Ai06B7524 Araip.B06 7524 p2 (CT)8 16 22575582 22575597 GTCCCATGTGCATTGCTTTA TTGTTTAAGTGCGGGGAAAC 223

Ai06B7533 Araip.B06 7533 p2 (TA)6 12 22598920 22598931 CGGTTTAGAATCCCTCCAAA CGGATGCCTCTTAAGCTGTC 199

Ai06B7536 Araip.B06 7536 p2 (AT)7 14 22620642 22620655 ATCGCAAGAAAGGGGAAGTT TGACCCAATGAAGGTTTTGC 258

Ai06B7542 Araip.B06 7542 p3 (TCT)5 15 22639526 22639540 CCTACTCCCTCTCCCCTCAC CGGTCTTAGGTGCCATCAAT 235

Ai06B7544 Araip.B06 7544 p2 (TC)6 12 22656401 22656412 TATGAAGAATGCGCGTCGTA AAGATGATTCGCCTCCCTTT 263

Ai06B7545 Araip.B06 7545 c (AT)7ggaaaaatattaatgattatatttttaatacgtcttttcacataa(T)1271 22660454 22660524 CACAAACGAAACCACATCCA TTCAAATAAAACTCAATGCAAAAC 247

Ai06B7547 Araip.B06 7547 p2 (AC)7 14 22677440 22677453 GGAATACCGGGCGTTAATTT TCGCAAAAAGAAGAGATGGG 228

Ai06B7548 Araip.B06 7548 c (TC)10(TA)9 38 22680344 22680381 CCGTGGCTAGATCCCTATGA TTACCTCGCGTCATAAAGCC 250

Ai06B7553 Araip.B06 7553 c (AT)12(AG)9 42 22723811 22723852 GGCACCAGCTATACCAGCAT TAGCTTCGTGCGAATGTTTG 236

Ai06B7558 Araip.B06 7558 c (GT)8acagtttgtatcactagaaataggtcactgatagaaatttggaattctag(T)1480 22746833 22746912 AACACGTGTGCGTGTGTATG CATTTTCTCATTCCGTTACGTG 257

Ai06B7559 Araip.B06 7559 c (CTT)5gcgcacgtttttcttcttcttcc(TCT)553 22753839 22753891 TTCTCCACATACAAGCGTTTT CGTGCAGTAACGGTTGAAGA 150

Ai06B7563 Araip.B06 7563 p3 (CAA)6 18 22780131 22780148 CCATTTCCTAAGTGCAGATCG GAACTTAGCTGACCCCACCA 261

Ai06B7565 Araip.B06 7565 p3 (AAG)5 15 22782560 22782574 AGCCGCAGTAGACCTTCAAA ATCTCGCTCAACCACCAAAC 278

Ai06B7570 Araip.B06 7570 c (T)10ccttaaataaattcaaactttcacta(T)1046 22800371 22800416 ACACCTAACGGAACTGGCTG CGTTATCTAAAATAGAATGGAGAGAGG 224
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Ai06B7572 Araip.B06 7572 p3 (AAC)7 21 22815146 22815166 GGCAGAAGATGGCTTACAGG TCTGGCTTTCATTGGGTTTC 221

Ai06B7574 Araip.B06 7574 p3 (AAC)7 21 22820785 22820805 GGCAGAAGATGGCTTACAGG TCTGGCTTTCATTGGGTTTC 221

Ai06B7578 Araip.B06 7578 p6 (GTGGAG)6 36 22832261 22832296 CAATTCAAATGCCGGAATAAA GACCGAGTTTTTGACCCAGA 239

Ai06B7579 Araip.B06 7579 c (GTG)5ctgatggtggtgttggtggtgctgttggtggaggttgtggcggtggtgttggtgt(TGG)688 22832424 22832511 AGGTGGAGGTGGAGGTGG TGGACAAAAATGCTCTCACC 280

Ai06B7580 Araip.B06 7580 p3 (AAG)9 27 22835192 22835218 GCAGATGGCTTAGATCCCTG CCCTTCGATCCTCACTCTTG 147

Ai06B7583 Araip.B06 7583 p4 (TTAA)5 20 22844282 22844301 GAAACCACATAATGGAGGGAAA GAGAATTCGGAATGCCATGT 280

Ai06B7585 Araip.B06 7585 p3 (GTC)5 15 22850239 22850253 CGTCGGATTATTCCTATGGTG CTGCCGACTCAGGACCAC 277

Ai06B7587 Araip.B06 7587 p3 (ACC)5 15 22854190 22854204 CCTTTCTCAACAGAAAAGGCA CGTTAAACGCCAGAATGGAT 253

Ai06B7590 Araip.B06 7590 p2 (AT)38 76 22858785 22858860 AGCATATGACCCCAGTGTCC TTTTTCTCTCCTCAGCTTTCG 264

Ai06B7591 Araip.B06 7591 p2 (TA)13 26 22862116 22862141 GTGCTGGTGATTTCGAGCTT GGGTTGATAAATCTGCCAATG 145

Ai06B7592 Araip.B06 7592 p5 (TTTAT)5 25 22870701 22870725 TTTTTCCTTTTTCTGTTACTTTTCG GCTTGCTTTGATGGGAGGTA 259

Ai06B7593 Araip.B06 7593 p2 (AG)9 18 22875236 22875253 AAGACGCCACCCTCATTAAG CGAAAAGTATTGCCACCACA 273

Ai06B7595 Araip.B06 7595 p2 (AG)10 20 22882908 22882927 GAAACGTAAAACCTGGATTGAGA TTTACAGAATACGCCCCCAG 242

Ai06B7596 Araip.B06 7596 p2 (AT)8 16 22901272 22901287 GTCTGCAAAGCTAAGGCTGG TGTTTTTCAGATGCAGGTCG 252

Ai06B7597 Araip.B06 7597 c (AC)8(AT)10 36 22902975 22903010 CTTCCGTTCTTCAAAATGGC TGATTGTTGAAAAAGGATAAGAAA 253

Ai06B7598 Araip.B06 7598 p3 (ATA)5 15 22911209 22911223 TTTATTTCGTTAACGGTTGTTTTG AGAAAACATGACTCACCAACCA 253

Ai06B7599 Araip.B06 7599 p3 (ATA)9 27 22912203 22912229 GTTGATCGAGATGCTAGCGG CAATCACCACGACTACCACTG 185

Ai06B7600 Araip.B06 7600 p2 (AG)6 12 22912853 22912864 TGTTGCACATCCCTTGTCAT GCCCAAAAAGCATAGCCATA 243

Ai06B7601 Araip.B06 7601 p2 (AG)6 12 22914714 22914725 AACCCTAACCCAGTAACCCG TCTCCTCTGCAGCAACTCAA 148

Ai06B7604 Araip.B06 7604 p3 (AGA)5 15 22929393 22929407 ACATCAAGCAAACACTTGCG CATAACCCCCTTTTCCACCT 249

Ai06B7605 Araip.B06 7605 c (T)10cgcttttattttcttcttttgtttttcttaaa(T)1052 22931911 22931962 GAGGCATTTTGTCCCCTTTT GGGACATCGGTTGAGGTAAG 259

Ai06B7607 Araip.B06 7607 p2 (GC)6 12 22936468 22936479 TGCATGGGCAGAATACAGAA AAGTTGTGCCCAGGTTATGC 143

Ai06B7608 Araip.B06 7608 p2 (AG)7 14 22954530 22954543 AAAACCCTAACCCATGACCC CCTTACTCTCCTCTGCGGTG 144

Ai06B7609 Araip.B06 7609 p2 (AT)14 28 22958916 22958943 CTCCCAAGACTCAGAGGTGG ATAGCCAAATCCATCTCCCC 208

Ai06B7610 Araip.B06 7610 p2 (AG)8 16 22962722 22962737 AAAACCCTAACCCATGACCC CCTCTGCAGCAACTCACTCA 141

Ai06B7611 Araip.B06 7611 p2 (AT)10 20 22966923 22966942 TATGGGTGCAGAAGTCACGA TTTAAACCGCAATACCGCTC 259

Ai06B7613 Araip.B06 7613 p3 (TTA)5 15 22969051 22969065 TTCATGGTTAATAGTTGCACGG TTCTCAAAAATCTGCGAAAAA 272

Ai06B7624 Araip.B06 7624 p3 (ATA)7 21 23010381 23010401 TAAAGCTGAGGTGGCAAGGT ACCACGTTTTCTGAGGGTTG 151

Ai06B7625 Araip.B06 7625 p2 (AT)8 16 23010621 23010636 CTAACTCAGCATGCGAAGCC TCGGTAGGCGTCTGAAGTTT 243

Ai06B7626 Araip.B06 7626 p3 (ATA)10 30 23016416 23016445 TAATCAGTCCGTCCTCAGGC CGCTTTCTGATTTTGCGATT 238

Ai06B7627 Araip.B06 7627 c (AT)7cccaaaagaacatgttcaaaaccctagttctccataaaacctctaagaggtacataaacaaagtattcttacatataagaggagaaac(TA)18138 23016656 23016793 TGGTACTGCTAGGATAGTTTATGTTTC GTTGCCTTTCATGGCTCATT 280

Ai06B7628 Araip.B06 7628 c (TGA)12ccatgatgataa(TGG)7gttcttgttcatcttggacttctggttgattttggtcgattttggggaaagttctgatgatggtgatgatgaccatgatgatac(TGG)6171 23024120 23024290 GATGATGATAGTGGGGGTGG ACAGAAGCCTACGTCCAACG 252

Ai06B7629 Araip.B06 7629 p2 (TA)9 18 23033062 23033079 ATCAGCAACCTTTGGCTCTG TTCATTTCAATCAAGTCATCCAA 270

Ai06B7630 Araip.B06 7630 p3 (GAA)5 15 23033767 23033781 ACCCAATTGGATGAAGATCG CTCCCCTCACACACTTTTCC 267
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Ai06B7635 Araip.B06 7635 p2 (TA)12 24 23048886 23048909 TTTGGTATTTTGGTATATTTTGGGA TTTATTCGGTGTTTCTCATCACA 236

Ai06B7639 Araip.B06 7639 p2 (AT)14 28 23058766 23058793 ACGCTGAAGATGATTTTGGG TTGAACCTGATGAAGAGTTGAAA 227

Ai06B7641 Araip.B06 7641 p4 (TTAA)5 20 23064037 23064056 AATGCTCCAATTTCCCTCTCT GAGGCTCTTCGCGAGAGTAA 262

Ai06B7643 Araip.B06 7643 p3 (TCT)5 15 23066272 23066286 GCTCGTTGCTCTTTTTCACC GTTCAATGGAGGCTGTTGGT 236

Ai06B7644 Araip.B06 7644 p2 (AC)8 16 23068912 23068927 GTGCTGATGCTGAAAGTCCA CAATTACTTAATGCTTAATTTGGCTG 223

Ai06B7646 Araip.B06 7646 p2 (CT)9 18 23071105 23071122 TGCAACACTGAATGAGACCC AACAGAAAAATTGGTGTCCAAGA 270

Ai06B7647 Araip.B06 7647 c (AATT)5aataga(T)1238 23071371 23071408 GGCCGAAATTTTAGGTGTGA AACTTGCTTGATTGGGAGGA 223

Ai06B7648 Araip.B06 7648 p3 (TCC)5 15 23073526 23073540 AAAGGTCATGGTGCCTATGG TCATGAAGCTGAATGCCAAG 167

Ai06B7650 Araip.B06 7650 p2 (TA)6 12 23078023 23078034 TTTTTGTCCATTTACTCCAAAGAA GAGAGGAACGATGGTGGAAG 176

Ai06B7655 Araip.B06 7655 c (T)10cttt(TA)6 26 23090344 23090369 GAAGATTCGGAATGCAGGAA TCCAACCCTGGAATTTGTTC 233

Ai06B7661 Araip.B06 7661 p6 (AGGTGG)5 30 23123567 23123596 TCCAACATCTTTCACCACCA TGGAGAGAGTGTGTGTGTGTGT 276

Ai06B7663 Araip.B06 7663 p2 (CT)6 12 23127473 23127484 GCTAGGCAGAAGAACGTTGG ATGGAGGATGCAAAGCAGAT 242

Ai06B7664 Araip.B06 7664 p3 (GAA)17 51 23129488 23129538 AACGGTCCAGAGGAAAAGGT TTGGGCAATCTCTATACCGC 237

Ai06B7668 Araip.B06 7668 p3 (CTT)6 18 23136080 23136097 AGAGTCACGCGCTTCTTTTT TGGTGACGACGATAACGAAA 136

Ai06B7669 Araip.B06 7669 p3 (CCA)6 18 23136269 23136286 TCTCCTCCTTCCTTTTCATCC AACGAGACCAAATGCACCTT 275

Ai06B7670 Araip.B06 7670 c* (CTT)6(T)11*catcttcttcttatttcattttgttatgatgtttcttgtttcactctcttaaaaggaataaaaccaagaaaaaaaatcaaac(A)11120 23136551 23136670 GGCAACCCGATAATTTCGTA TACGCGTGGGTTTGTTTATG 263

Ai06B7671 Araip.B06 7671 p2 (GA)7 14 23163195 23163208 AGATGATTCGCCTCCCTTTT AATAACCATCTACGCGGACG 278

Ai06B7674 Araip.B06 7674 c (TG)10(TA)6 32 23179934 23179965 CCTTTTCTTCGTGGGTTGAG TTGTAGCACCCTATCGCACA 264

Ai06B7677 Araip.B06 7677 p3 (GAA)5 15 23189881 23189895 AATCGTTTGGGTGAATTCCT AACGCACGTTTATTCAACCA 189

Ai06B7678 Araip.B06 7678 p2 (AT)6 12 23195356 23195367 TAAAATATTGCTCGCCCTCG CCTTGGCCGAATACACACTT 137

Ai06B7679 Araip.B06 7679 p3 (ATA)5 15 23201517 23201531 GTTCTTGTCCTTGCTCCTGC TCACATCTCAACCCTCCTCA 176

Ai06B7680 Araip.B06 7680 c (A)12tttttttaaatcaaaaataaaaataagaataattagttaattaaaaagaaatttttgaaaaaaggggaagatattttcgaaaat(GA)6108 23201769 23201876 GGGTTGAGATGTGAGATGAGAT TTTCTCATCTTTTTCAAAACTACCTAA 280

Ai06B7684 Araip.B06 7684 p3 (GAA)26 78 23212432 23212509 CATCCACCAGAGAGACCCTT TGATCACGGGCCTAGTCAAT 273

Ai06B7686 Araip.B06 7686 p2 (TA)10 20 23226196 23226215 GAGCCGAGCTTGAGCTTAGA AGCTCACGAGTTGGCTCAAA 216

Ai06B7688 Araip.B06 7688 c (A)10tt(A)11 23 23238386 23238408 TCCTTTTTGTTTCACGTTCTCA CCAAATTGATCCAAATCTAACGA 227

Ai06B7689 Araip.B06 7689 c (A)12gcctaatactttgaagttgctgagtgatgagtgtttaatcgaagacttgtaa(T)1074 23238732 23238805 TTTTCCATTTTATTCTCTATCAATGTG CGGAATCCGTTAGCTCTTTG 185

Ai06B7690 Araip.B06 7690 p3 (AAC)6 18 23241439 23241456 TTTAAACAAAAGAGCTCAACACAA GGAGTGGCCGGAGATATTTT 161

Ai06B7697 Araip.B06 7697 p2 (GA)10 20 23260531 23260550 CGGAAATGGAATGCTGAAAT TCAACCCTCTCGATTTGGTC 212

Ai06B7698 Araip.B06 7698 p2 (AG)11 22 23260812 23260833 TGTAGTCAAGCTCCCCTTCG ATGCGACTGCCAACTCTTCT 236

Ai06B7701 Araip.B06 7701 p2 (AG)6 12 23281998 23282009 TGTTGAAAATCTTGTTTTGAATCG ATCAGCAACTAGGGTGTCGC 181

Ai06B7702 Araip.B06 7702 p2 (AG)6 12 23283036 23283047 AGCCTTAAGTGTGGGGAGGT TCAAAATCTCACAGGTTGTGTGT 276

Ai06B7704 Araip.B06 7704 p4 (TTTA)5 20 23301083 23301102 CCAATGGAGGGTATGCAGAT CCACTTTCTCTCTCCTCATTTTT 238

Ai06B7712 Araip.B06 7712 p3 (ATC)5 15 23341777 23341791 ATTCCTGCACCACATCCTTC GGGACCAACTCGAACTGAAA 155

Ai06B7716 Araip.B06 7716 c (T)10ctttcattttatttttctc(T)1039 23366470 23366508 TGTGCATTGCTTTTTGCATT GGAAGCATGCTCATGTGAAA 142



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B7717 Araip.B06 7717 p2 (GA)9 18 23371142 23371159 AGAGAGGGGAAGGCAGTGAT ATTTCCCCAACCTCCATCTT 221

Ai06B7718 Araip.B06 7718 p3 (AGA)5 15 23371262 23371276 GAGAGAGAGAACGGGTGGTG CGCGTTCCGATTCAAAAATA 208

Ai06B7719 Araip.B06 7719 c (T)10cag(A)10 23 23372163 23372185 TGAGGAGAGAGAAAGTGGTTAGG TTTCGAAAACAAGGAGCATT 263

Ai06B7720 Araip.B06 7720 p4 (TTTA)5 20 23374637 23374656 CCATGATGGAGAAAGGGAGA CCTTTTCAAAATCTCCTAGCCA 155

Ai06B7721 Araip.B06 7721 p2 (TC)6 12 23383410 23383421 GAGAGCTCGCATATTTTCACC TGGCAACTTAAATCAAAGGGA 275

Ai06B7722 Araip.B06 7722 p3 (GAA)5 15 23386069 23386083 AACTCATCACGGGTGACCTC TTGAAGGCTCAGGTTCGAGT 205

Ai06B7725 Araip.B06 7725 p3 (TTC)5 15 23403268 23403282 TGTTTTACACGCGCCTCATA GCAGAGAAGAAAAACGCGAA 238

Ai06B7726 Araip.B06 7726 p3 (CTT)27 81 23403393 23403473 GTTTGATGCTGGTGGTGATG TCACTGCCCAGGTTTCTCTT 279

Ai06B7730 Araip.B06 7730 p3 (ATA)8 24 23441701 23441724 TCAGTTCATCAAGCACATTATCA AGTGCCAGTGATATGCCAGA 229

Ai06B7731 Araip.B06 7731 p2 (CT)6 12 23447445 23447456 TCCTAACGGTCACTTCCCAC ACCGAAACAACCAATGAAGC 247

Ai06B7732 Araip.B06 7732 p3 (TGA)5 15 23448269 23448283 AGAAATTAAAAAGATTTGCAAAAGA TGCCAAGTTTTCAAAAATCAAA 274

Ai06B7737 Araip.B06 7737 p3 (TAA)11 33 23455336 23455368 GCATTTGTTGGTTCCTGATGT GCTGTCTGCAGAAATCAAGATAAA 143

Ai06B7747 Araip.B06 7747 c (A)10tttttcg(A)13 30 23478217 23478246 CGAAAATATCTTCCCTCTTTTTCA GGGGGAGATAAAGAATGTGATG 270

Ai06B7748 Araip.B06 7748 p3 (TAT)5 15 23478479 23478493 TTCGAAAATTCCCTCCTTCTC CAGGTTCTGGATCTGCTTCC 268

Ai06B7749 Araip.B06 7749 p3 (TTC)6 18 23486021 23486038 GCATTCCTCCTTCACTTGGA TCAACTTTGTAAACTCAATCCCA 275

Ai06B7751 Araip.B06 7751 p2 (TC)6 12 23491936 23491947 AAGGGCCAGAAATCCATCTT TTCCTTACTCCAAACCGTGG 247

Ai06B7752 Araip.B06 7752 p2 (GA)7 14 23495842 23495855 ATAAGCGAAGCGTCAACACC TCATTATGAAGAATGCGCGA 222

Ai06B7754 Araip.B06 7754 p3 (GAA)10 30 23532616 23532645 AAAGGGGACACAATGGAGTG GCTCCGATAGTGGCAAAGAG 219

Ai06B7756 Araip.B06 7756 p3 (TGA)26 78 23533586 23533663 AACCAGTTAGGACATCACCACA TTTATCCCAAATCCATTGCC 239

Ai06B7758 Araip.B06 7758 p2 (TA)6 12 23542424 23542435 TGGGGTAATTTTGTCCCCTT TAAGTGTGGGGAAGAGTGGG 239

Ai06B7761 Araip.B06 7761 p2 (TA)6 12 23548712 23548723 ATCTTGGAAGGAGGCTCGAT TCAGGCAACCACTCAACAAC 276

Ai06B7762 Araip.B06 7762 p2 (CA)6 12 23548971 23548982 GCGAGTTAGAATGATTTGGACC CTAGAAAAGTGTGTGCGCGT 217

Ai06B7763 Araip.B06 7763 p2 (TA)11 22 23549522 23549543 CGTCCACACACAACACACAG CCAATGAGTGGATAGATAATTTGG 264

Ai06B7768 Araip.B06 7768 p3 (ATA)8 24 23563290 23563313 CGTATTTTTGAAGCAGTGAGG GGGGGATTAATTCATAAATATGCT 246

Ai06B7777 Araip.B06 7777 c (T)11ggttaattttcaatctctttttcaatgttttttcctttgtttc(T)1165 23589859 23589923 CTGCTTCAACACGAAGTCCA GGAGCAAACACAATCTGGCT 270

Ai06B7783 Araip.B06 7783 p3 (ATC)6 18 23600157 23600174 TTAACGCCCAAAATGCTACC GGTGTCTTGCATGCATTGTT 265

Ai06B7788 Araip.B06 7788 c (TA)7acaaaagatccaaagataaccacttcgctgcagaactccagacacctagcaaggtgcctctcaacctacatctgaaaactaaagttcactaac(AT)10127 23624810 23624936 GACAAAGCACACACTTGGGA AATTCTTCCGTTGGGAAGGT 268

Ai06B7789 Araip.B06 7789 p3 (ATT)12 36 23635740 23635775 ACACATGCATCATGGTTTGG GAACCGATTTGATTATAAATTTCAAC 254

Ai06B7793 Araip.B06 7793 p3 (ATA)8 24 23651343 23651366 TCAGCCCGTTAAATAGCACA TGATGTGGTTATTATTGATTTTTCTGA 102

Ai06B7795 Araip.B06 7795 c (T)12ggtctgcacaaggtatccatcaggtcggaagtccaaaagggggttgtgcgttcctgactaactctatgccctaagttcagtatgt(TA)6109 23652183 23652291 TTGATATATGGAGGGTATGCGA GAATTTGCTGGCCATGTTTT 242

Ai06B7799 Araip.B06 7799 p2 (CT)7 14 23665387 23665400 AAGCCAATTGGGCAACATAC ACATTTCAACCCAGCTTTCG 280

Ai06B7802 Araip.B06 7802 c (TCC)5tcttcttcatcgtcgtcgtcg(TCA)551 23674639 23674689 TGCTTTCTTTTTCTTATCTTGATTT TTGGAAAGGAAAAGTCATCAA 268

Ai06B7803 Araip.B06 7803 c (T)10aaggttaattcaatagatttttcagcatctttttcttcgtaagtttcgtgcttacttacatggagagaggaaaataag(T)1199 23676989 23677087 TCATTTTCTTCTCCCTCTACCAA CATGGTTCAGAACTCAAAGTGC 251

Ai06B7805 Araip.B06 7805 p2 (AT)10 20 23680987 23681006 ATGCAAGTTCCCACTGCATA ACTTCTTTTCGGTTTTCGCA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B7813 Araip.B06 7813 c (T)46gctttttgatgacaagtcatcttatgctagttttacaagcatttttcacttgtttcattaggttttatgcactttcttgcacaa(T)13143 23704010 23704152 TCCTTTTCCTTCATTTTGAGC CCTAATGAAACAAGTGAAAAATGC 275

Ai06B7819 Araip.B06 7819 c (A)13ttgaatggtgtgcagtatttaatctaaccattcatta(CT)662 23730005 23730066 CTATTGCAAAGGGGAGTGGA GTTGGAACTTTGCATGCCTT 213

Ai06B7824 Araip.B06 7824 p2 (GA)7 14 23751709 23751722 AGGGAGCCAAGGAAGAAGAC CAGCAACCTCCATGTTTCCT 275

Ai06B7826 Araip.B06 7826 p3 (AAG)5 15 23758731 23758745 GGCATGCAGTGCACATATTC CCACTCCTCTTCTCCCCTCT 238

Ai06B7827 Araip.B06 7827 p2 (TC)6 12 23759788 23759799 GTCCCTCAATTTCAGCCAGA TCATGAATGTGGGCTCTTGA 277

Ai06B7836 Araip.B06 7836 p3 (TTC)6 18 23802460 23802477 CAGCCCCATGTGGATAGTCT GAAGGAGGCTCGATGTCTTG 193

Ai06B7837 Araip.B06 7837 p3 (GAT)6 18 23803016 23803033 AAATCGATCAGTAACAGTATCTCAAAA CCGGTCCCTAACACAAAAAT 279

Ai06B7838 Araip.B06 7838 p5 (ACCCT)5 25 23804488 23804512 TTACCCGCAGGTTGAGAATC TGAACCCACAACCTCCCTTA 262

Ai06B7842 Araip.B06 7842 p2 (AG)6 12 23809644 23809655 TTTTTGGGCTGTTTTTGACC TGAACATGGAATGAAGAAAACG 237

Ai06B7843 Araip.B06 7843 p3 (CAC)6 18 23820180 23820197 ACCCACGAAAGTTGAAAACG GGAAGGAGTTGGCAGAGTTG 262

Ai06B7844 Araip.B06 7844 c (TTG)5ctttatgtaaagaagatgataatggaggtata(GTG)562 23820859 23820920 GCGGTGGTCTGAGACAATTT CACCCCTCCTTCTCTCCTTC 185

Ai06B7848 Araip.B06 7848 p4 (TAAC)5 20 23833198 23833217 AAAAAGGGTGAGGAATTTTCG TCTTTTTCCACCATATCTTTTTATCA 228

Ai06B7852 Araip.B06 7852 p2 (CT)8 16 23869696 23869711 CCTGCAACCACAACTCAATG ACGACAAAACCTGGCTTAGG 244

Ai06B7855 Araip.B06 7855 c (T)11gtgatattttgtgttgttagtttttattgttatctgttt(GAA)565 23879420 23879484 TTTAGGTTGATTGATGCCTGC TGACAGAGAACAATGGCGTC 249

Ai06B7856 Araip.B06 7856 c (T)10cctcttatttttg(T)11ggggagagaaat(A)1157 23884022 23884078 TCTGGATTTGATGCAACAGTTT TGTCCTGCATCTTCTTCTTCC 272

Ai06B7859 Araip.B06 7859 c (GA)14g(GAC)6 47 23888384 23888430 CGATGATGGAGAATGAGGTTG TTTGTGTTTGAATTTTTGTCTTTT 280

Ai06B7860 Araip.B06 7860 p2 (TG)8 16 23889795 23889810 GCAATGCAAACCATTCTTCA TTTTCAAAAGAAAGGGGGCT 217

Ai06B7861 Araip.B06 7861 c (TC)6(T)11 23 23890726 23890748 AACCTACCCATTACCACCCC AATACGTAAACCGCAACAGACT 280

Ai06B7862 Araip.B06 7862 p2 (TA)6 12 23893163 23893174 TGATGCGGGTGATAATTCAA TTGGCATATGAAGTCCACAAA 279

Ai06B7864 Araip.B06 7864 p3 (TGA)5 15 23895099 23895113 TGGGTCCGTCACTGTTTGTA TCGTCTTCGTCCTTGTCCTC 255

Ai06B7866 Araip.B06 7866 p3 (TTG)8 24 23898400 23898423 GCCTCCATCTTCGTTTCAAG ACAGGAAGCTCAGCGAGAAG 169

Ai06B7868 Araip.B06 7868 p3 (TAT)10 30 23901967 23901996 TTGATGCTTGCAGGAAATTG GCCAAATAGGTCTTATGGAACA 204

Ai06B7870 Araip.B06 7870 p3 (CAC)6 18 23905266 23905283 TGCGTTTAGTTACCGTGTGC GGCACTTCAATTCCACCAGT 277

Ai06B7874 Araip.B06 7874 p2 (AT)6 12 23909412 23909423 GTGTATAATGACCGGGCCAC CGTATCCATAAACAAACACAGCC 238

Ai06B7875 Araip.B06 7875 p2 (TC)8 16 23910232 23910247 AAGCTTCAATCCGTTGTGGT TCTTCTCTTCTGGGATCGGA 161

Ai06B7878 Araip.B06 7878 p2 (CT)10 20 23914456 23914475 GCATAATGCCATAATCTATCCCTT TAAACGCAAAAGGCTGACCT 201

Ai06B7879 Araip.B06 7879 p3 (ATA)13 39 23915085 23915123 CCCTAACCCCATTACAACCC AGCTCATGAAAGCAGGGAAC 209

Ai06B7880 Araip.B06 7880 p3 (TTG)6 18 23915387 23915404 TCCTTCCTACACAAGGCCAA AGAAGCAGCGTTAGACCCAA 277

Ai06B7885 Araip.B06 7885 c (T)11ggaattttttgaaaattataataaaaattttttttgtatg(T)1162 23955544 23955605 GACATGGCAAAATAGCCAGC CGATTTCCCACACCAAGTTT 275

Ai06B7886 Araip.B06 7886 p2 (CT)6 12 23958491 23958502 AGAGAGAGTCCGAAGACCCC ATCAAGGCCACAAGAAGCAT 206

Ai06B7888 Araip.B06 7888 p3 (AAT)5 15 23962323 23962337 TGCATTTTCTTTTCACTTCACAA GATTTGGGAACATTGGTTGG 250

Ai06B7889 Araip.B06 7889 p2 (GA)8 16 23962668 23962683 AGGATGAGAGAGAGGGAGGG TTGGTTTTCAAAATTTGTTTCA 277

Ai06B7891 Araip.B06 7891 p2 (CT)7 14 23968002 23968015 AAAGGCTGGATAAGTGAATGC GGAAACTGAGCGCTACCAAG 235

Ai06B7894 Araip.B06 7894 p3 (TGA)5 15 24001992 24002006 TGCTCAAATTAATCGGCTACG GCACTGAAAATATAAAAATTAAAAGCG 277
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Ai06B7896 Araip.B06 7896 c (T)11c(T)10 22 24041302 24041323 ACGCTTACACGTCACTTCCC TGAAAATAAGCGAATGCAACA 248

Ai06B7898 Araip.B06 7898 p2 (TC)6 12 24053021 24053032 AACGAGTTCTGAGGCCCTTT TTAAAAGAACATTAAACCTGGGA 224

Ai06B7908 Araip.B06 7908 p3 (AGA)5 15 24125448 24125462 TGGAGGTGGAAGCTTTTGTC CACCCCACCTACCTTCAAAA 257

Ai06B7912 Araip.B06 7912 p3 (GTT)5 15 24132236 24132250 GCTGGAGAATCATTGACTCCA CACTTGTGGCTGCACAGATAA 280

Ai06B7913 Araip.B06 7913 p2 (GT)8 16 24136531 24136546 GTTCTTCCCCTCCCTCACTC CCCTTGGCCCAACTAAACTA 106

Ai06B7917 Araip.B06 7917 p2 (TA)6 12 24147642 24147653 AAATATCAAGGGCCGAAAAGA GTTGATTCAGGAAATTCGGC 256

Ai06B7925 Araip.B06 7925 p2 (TA)8 16 24206510 24206525 TCACTTAGAGGTTGCGGGTT CAATGCAAGCAATGATGGAG 210

Ai06B7926 Araip.B06 7926 p3 (ACA)7 21 24210809 24210829 CCCTTCTTCCCCAAAATCAT TCCATTGTTGATTCATTGGTG 160

Ai06B7929 Araip.B06 7929 p2 (GT)12 24 24213891 24213914 TTTCTTCCCGTTCCCTTCTT CTCACTGCCATTCACCCAC 169

Ai06B7930 Araip.B06 7930 p5 (TTATC)5 25 24216934 24216958 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai06B7932 Araip.B06 7932 p3 (ATC)6 18 24231559 24231576 GCTTTTGTCTTCCCTTTCCC CACACAACTCAACCCCCTCT 222

Ai06B7933 Araip.B06 7933 p2 (AT)6 12 24233030 24233041 CTGAAATGCAGTCCCCCTAA AAGTGAGCACATTTGCGAAG 257

Ai06B7940 Araip.B06 7940 p3 (TAA)5 15 24268103 24268117 AAACCAAGCCCATAATCAAA CCACACTTAATTGTTTTGGGAA 270

Ai06B7945 Araip.B06 7945 p2 (AG)6 12 24290142 24290153 TACGCGTGATAGAGCGTCAC AAAGGAAGATTGAACCTGAACC 265

Ai06B7946 Araip.B06 7946 p2 (AC)7 14 24291258 24291271 TGGCTTTTTCTGCTTGCTCT TGGCTCTTGAAAGAATGATGG 173

Ai06B7950 Araip.B06 7950 p3 (TCT)5 15 24307308 24307322 TCATACACCTCCCCTCTTCG CTGAGAACTGGCCTACAGCC 237

Ai06B7951 Araip.B06 7951 c (T)10c(T)11 22 24312302 24312323 TTGGAAAAAGGTTGCGTAGG CAAAACAAACACCACCTTGG 242

Ai06B7953 Araip.B06 7953 p3 (CAT)6 18 24313857 24313874 CTCCTCCTCTTCCCCATTCT CGGATCAGACAATGTCATCAA 197

Ai06B7954 Araip.B06 7954 p3 (CTT)6 18 24314291 24314308 TTGGTCTCGTTGTTCTGCAC CCTCTCCTTGGTGATTTTGC 227

Ai06B7955 Araip.B06 7955 c (AGG)5aacgcaaagaagaagtca(ACG)548 24314546 24314593 CTCCCTTGGAGAGCTTTGTG TTGAATCAAACAACCACCATTT 275

Ai06B7957 Araip.B06 7957 p3 (AGA)5 15 24323748 24323762 CCAGAACTGGCAAAGAAAGG GTCCGCAGAATCTACCTCCA 238

Ai06B7958 Araip.B06 7958 p2 (AG)11 22 24324391 24324412 AAGTGTGGGAAAACTGTGGG CGTTACTTTTATCACATCTGCATTG 264

Ai06B7959 Araip.B06 7959 p2 (TG)6 12 24325417 24325428 AAAGACTAATGTTGGATTGTTGG AATGCAACAAAGCAAAGGCT 252

Ai06B7960 Araip.B06 7960 p2 (GT)6 12 24325670 24325681 TTGCTTTGTTGCATTTGAGC TGGACACCCTCAAAATCCTC 167

Ai06B7962 Araip.B06 7962 p2 (AG)15 30 24332675 24332704 ATCCTTCGACGTCCTTACGA CGAATCTGGATAGGCAGAGC 258

Ai06B7965 Araip.B06 7965 p2 (TA)7 14 24357020 24357033 TGGTCATGGATGACGACAAT AAATTTTTCGTATTGCAATTTTGAC 279

Ai06B7972 Araip.B06 7972 p2 (AT)7 14 24383220 24383233 TGGGACATTAGTGATTCGGA AGTCGCAGGTCAAAGGAAAA 227

Ai06B7973 Araip.B06 7973 p3 (ATT)6 18 24389473 24389490 GGCTCTAGTGCAAGTGGGAG CGAATCACTAATGTCCCATTTTT 250

Ai06B7974 Araip.B06 7974 p2 (AT)6 12 24389668 24389679 AGGGGAGAAACCAGCAATTT GCTCAAGGCCTAATGTTTGC 166

Ai06B7977 Araip.B06 7977 p4 (AATA)5 20 24396747 24396766 CAGACATTGAAAACAAGACCCA AAAAAGTCATTCGAACGGAA 267

Ai06B7982 Araip.B06 7982 p2 (CT)10 20 24417778 24417797 TGGTGTTGCAGAGAGTAGGAGA AGCCCAATGCAAATTGAAAC 278

Ai06B7986 Araip.B06 7986 p2 (TA)6 12 24427486 24427497 GCCATCTCACCTCTCTGTTGA TGCATGCATGAAGTCCAAGT 270

Ai06B7992 Araip.B06 7992 p3 (CTT)6 18 24437433 24437450 CAAGTCTCAGACCCCTCTCG GCCATCGTCGTTATCATCCT 259

Ai06B7996 Araip.B06 7996 c (AT)9aa(AAT)6 38 24471540 24471577 AAAATCGCTGCAATGTTCAA TCACATTCATTTTGCTTCTTGATT 262
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Ai06B7997 Araip.B06 7997 p5 (GGGTA)5 25 24472428 24472452 TAAGGGAGGTTGTGGGTTCA CGGGTAGGGTACGGGTTTAG 100

Ai06B7999 Araip.B06 7999 p2 (AT)6 12 24489196 24489207 AAGCTCTCTACCGCAACGAA TACCAAGAACACCAAAGGGC 208

Ai06B8000 Araip.B06 8000 p2 (TA)8 16 24491964 24491979 CCCCTCGCCTTTATCCTTAC CCGTATAACCGCTCAAAGGA 167

Ai06B8002 Araip.B06 8002 p2 (AT)6 12 24497028 24497039 TTAAAGGTTTGAGGGCATCG TCATGTGGTTGGAAAAACCAT 257

Ai06B8003 Araip.B06 8003 p2 (GT)7 14 24498632 24498645 AGCGGCGTTGAACATAGTCT CACTGCCTGTGATGGAGAGA 130

Ai06B8007 Araip.B06 8007 p2 (TC)7 14 24518250 24518263 TTGTCTTTTCCCTTCCCCTT GAAGGAACCAAAGAACACGC 268

Ai06B8008 Araip.B06 8008 p3 (CTT)5 15 24518374 24518388 GGATATTCCATAGAAGCTAAGACAGC GATTGGGGGTTATCCAATCC 220

Ai06B8009 Araip.B06 8009 p3 (CTG)5 15 24522541 24522555 TGTTGAGTGCCCAGAGACAG TTGCAGGAGATTGAGAGCAA 200

Ai06B8010 Araip.B06 8010 p3 (TTG)8 24 24523233 24523256 TGTGGTTTGGGAAGATGATG CAAAACCATTTGCAACAACG 252

Ai06B8012 Araip.B06 8012 p3 (TTA)8 24 24526723 24526746 GGTGAAATGTTAGGACCCCC ATAGCTGCAAGCCCAACAAC 277

Ai06B8014 Araip.B06 8014 p2 (AG)6 12 24530942 24530953 GATCTTGACTCGAACCTCGC CAGTCTCCATGGCAACTCAA 217

Ai06B8016 Araip.B06 8016 p3 (ATC)20 60 24531750 24531809 TCTTTTCATTACAAACAAGTAAGGTGA TCCTCAATGTTTTTCTCCATCA 273

Ai06B8017 Araip.B06 8017 p2 (TA)6 12 24535036 24535047 AGCACATTCGCCTCAGTTTT TCTTCATCCAACGAAGACCA 175

Ai06B8018 Araip.B06 8018 p3 (AAT)9 27 24538193 24538219 CCCTACCCTCACTCTCTCCC TGAGGATCCATTTCCAGTTCA 255

Ai06B8020 Araip.B06 8020 p3 (TTA)8 24 24541573 24541596 AGCATGGACCTGCTATTGCT CTCCAAGCAAGGCACAATG 275

Ai06B8021 Araip.B06 8021 c (CT)8aattttcaaaaatatcttccctctttttcaaaattttttttaattaactaattattttatttttttatttgaattttc(A)10104 24566666 24566769 CTTTTTGTTTGTTTCTTATCTTTTTCA TGCTAAATTAGAGGTACTTTGTTCAGA 276

Ai06B8023 Araip.B06 8023 p3 (AGA)6 18 24578360 24578377 TTGTCCCCAAGCAAGAAAAG TGTTGTTAACTCATGGGGCA 250

Ai06B8024 Araip.B06 8024 p2 (AG)8 16 24581130 24581145 GATGAGAGAGAAAGAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 262

Ai06B8027 Araip.B06 8027 p2 (TA)6 12 24599637 24599648 GCGTTAGCTTTGTGTGAACG ACAATCGGTCCATCCTTCAG 243

Ai06B8028 Araip.B06 8028 p3 (AGA)5 15 24622359 24622373 AGGGCATCAAAGAAGGGTCT GCTGGTTCATCCCTTTCAGA 238

Ai06B8033 Araip.B06 8033 p4 (AGAA)5 20 24647489 24647508 GCTAGCAAAAGGACAGCACA GGGGCTTCTTTGGCTCTATC 245

Ai06B8034 Araip.B06 8034 p4 (CTCC)5 20 24648400 24648419 ATGCAGGTGGCTAGGTCAGT ATGTGAGGGGTTATTGCCTT 189

Ai06B8035 Araip.B06 8035 p2 (CT)7 14 24658346 24658359 CATCTCGGTTCCAAACCCTA TTTCAACTGGTACAATAGCAAAGA 227

Ai06B8039 Araip.B06 8039 p2 (AT)7 14 24688925 24688938 TACTGAGAGGCCGCATTCTT TCGCAATAAAACATCCCTCC 232

Ai06B8040 Araip.B06 8040 p2 (GA)6 12 24689138 24689149 GCGTAAATAGGAGGGAGGGA TTAATGAGGCAGTCCCCATC 278

Ai06B8045 Araip.B06 8045 p2 (GA)7 14 24706832 24706845 ATTTGCCTGATGCCTTCAAC GCTGCTGTGTAATGACCGAA 270

Ai06B8046 Araip.B06 8046 p3 (GAT)5 15 24711158 24711172 GCTTCATGGGAAGATTTGGA GGCCTCCCTCACTTTTTCTT 258

Ai06B8047 Araip.B06 8047 p2 (CT)6 12 24715452 24715463 CGCGCCCTTAATGGTTAATA GTTTTCTTGGTGGGAGGTGA 274

Ai06B8048 Araip.B06 8048 c (GA)9gcatgtgatggaactcaaagttttatttagaagagttaatatatgcattggaaacataaat(GA)997 24718216 24718312 TAACTTGGGGCATTTTGTCC GGGAAAGTGGGTTTGGAAAT 227

Ai06B8049 Araip.B06 8049 p2 (TA)6 12 24722695 24722706 TGAGAAGAGTGCAATGGTGG CTGGTCGGTTCGGTTGTACT 176

Ai06B8052 Araip.B06 8052 p2 (AT)15 30 24742055 24742084 AGATGATTCGCCTCCCTTTT ATTTCAGAACAGGAACCGGA 182

Ai06B8056 Araip.B06 8056 p2 (GT)7 14 24760432 24760445 CCCTCCCTCTGATTCTCTCC TTAAAATACTTGATTGGAAGCCA 227

Ai06B8057 Araip.B06 8057 p2 (TA)10 20 24761450 24761469 TGGGTCACTTTACTCCCGAA AGAAGAAGCAGCGTGAGAGC 232

Ai06B8067 Araip.B06 8067 p2 (AG)11 22 24819385 24819406 GGCGGGAATACTCACCACTA AAGAATTCCACATCGTTGCC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8070 Araip.B06 8070 p3 (ATG)5 15 24829927 24829941 CATTCCACTTGAAATTGGGG GAATCCGTTCCTCGTTCAAA 257

Ai06B8079 Araip.B06 8079 p3 (TAT)12 36 24844660 24844695 CAGCCCAAAGTTCAACACAA CAGGTTGATTAGGCTCATGGA 222

Ai06B8081 Araip.B06 8081 p3 (TTA)8 24 24845629 24845652 CCGGTCCCATACTTGTGAAT ACCAATAACCACCGCTGAAG 222

Ai06B8082 Araip.B06 8082 p3 (GAG)6 18 24852974 24852991 CCTCACCAGAAGAGCCAGAC CTAAAGCAAGGTCTCGTGCC 199

Ai06B8084 Araip.B06 8084 c (CT)7catctctttctcttcccttttgca(TG)6(AG)662 24856130 24856191 AAAGGCAACCATTCAACCAA TTCTTGACCTGACCTGACCT 280

Ai06B8085 Araip.B06 8085 p3 (ATT)6 18 24856645 24856662 TGAAAATGGTTGATGTTGTTATTACT CAATATTACCAGAATAGCTAGGGAA 278

Ai06B8088 Araip.B06 8088 p2 (TC)12 24 24859653 24859676 ACCGAAACTTGAAGCAGCTC CCAACAACAGAAAAACAAAGACC 267

Ai06B8091 Araip.B06 8091 p3 (AAT)5 15 24880426 24880440 ACGACCAAAGCAAAGAGCAT GCATCCTATGAAGCCTCGAA 273

Ai06B8092 Araip.B06 8092 p3 (TAT)5 15 24882259 24882273 TGCACATTTGACTCAGAAGGA GACTAATTCGACCATTTGCTCA 203

Ai06B8096 Araip.B06 8096 p2 (AT)6 12 24905535 24905546 CAATTGCTGCTCTCACCTCA CCGAGAATGACACCAAACCT 251

Ai06B8098 Araip.B06 8098 c (GA)6cagaaaggggtggggtggggattggggcctttttggcctttcgttc(T)1068 24909415 24909482 GTGGGTGGGACTAGGGTTTT CGATCCGGGTAAGGTCATAA 264

Ai06B8100 Araip.B06 8100 c (AAG)5aacgtgaacag(AGA)541 24923310 24923350 CGAACACAGGAGAACAACGA CACGCGCCTCATATAACGTA 190

Ai06B8101 Araip.B06 8101 p4 (TTAT)5 20 24942928 24942947 TCCGTCACTGTTCACAGCTC ATAGCGACGGCGACTAAGTG 240

Ai06B8105 Araip.B06 8105 c (A)10tcaaaatatgaaacacattcaa(AG)1052 24947900 24947951 CATACACGATTCGATTCCGA TCAATTCCTTCGCTCCATTC 232

Ai06B8112 Araip.B06 8112 p3 (CCA)5 15 25010943 25010957 ATCTCCATCCAATGCCTCTG CTGCTTGCTGAAATGGTGAA 242

Ai06B8113 Araip.B06 8113 p2 (TA)6 12 25028496 25028507 AAATGTCATCCATTGACCAACA CATTTTGCACTTTGGGCTGT 245

Ai06B8115 Araip.B06 8115 c (CT)11attccttct(TTC)1370 25047243 25047312 CTCTACACCACCCAGCCATT TTGGCACTTGTGTTAGCCAC 257

Ai06B8116 Araip.B06 8116 p2 (TA)6 12 25048815 25048826 TAAGTGTGGGGGAGGATTTG TGCAAAAGATGCAAAATACAA 194

Ai06B8117 Araip.B06 8117 p2 (TA)14 28 25050231 25050258 TGTTAGAGACTTAAAAAGGACGACTT ACAAAATTGCCATGGGTTTG 228

Ai06B8120 Araip.B06 8120 p2 (AG)6 12 25064096 25064107 TTCAAGTCAATGCAACACCC GGGAAACTCTCTGATGTGCC 263

Ai06B8122 Araip.B06 8122 c* (AT)9(ATA)21*aattaatagtgctaattttt(A)11110 25067974 25068083 TAAGAACAGTTGGTTGCCCC ATTCAAGGGGGCCTAAGGT 278

Ai06B8124 Araip.B06 8124 p3 (GAA)5 15 25096496 25096510 GGCCTTAGGTGCCATCAATA ACCCACCTCACCCTCTCTTT 221

Ai06B8125 Araip.B06 8125 c (A)10ggaagaatcatataaaacatataaaaaaggataggagtggatgcaacttctataaaacaaggaacaatcataacaaataatatttat(A)10107 25099985 25100091 TGGTTTGGTTTGTTTGATTTTT GCTCCTCCAAACAAATCTGC 280

Ai06B8126 Araip.B06 8126 c (A)10ggaagaatcatataaaacatataaaaaaggataggagtggatgcaacttctataaaacaaggaacaatcataacaaataatatttat(A)10107 25102236 25102342 TGGTTTGGTTTGTTTGATTTTT GCTCCTCCAAACAAATCTGC 280

Ai06B8131 Araip.B06 8131 p3 (TAC)5 15 25117689 25117703 TGATGTGATGGCATTGCTTT TTGCTCTTGCCTTTTGGTTT 271

Ai06B8132 Araip.B06 8132 p2 (TG)12 24 25120544 25120567 GTTTTCAGAAACCTGGTGGC ACATCACCAGCATAATGGCA 276

Ai06B8139 Araip.B06 8139 c (A)10ttagtacaggaacccaaataaaagaaaaacaaaatttaaggacccaattaaaaagaaaaatttgtgtaacaatt(A)1195 25134667 25134761 ATTGCAGCTCCAAGGAGAAA CCCAATAAGAAGCCTTCAATACA 211

Ai06B8142 Araip.B06 8142 p3 (TAT)9 27 25136818 25136844 CAAAAGAAACAATAAAGAAATTACGGA TGACATGTCCAAGATAATTAGCAG 280

Ai06B8146 Araip.B06 8146 p3 (ATT)6 18 25138574 25138591 AACCCGTTGATGAGCTGAAA AACAGAATCTGAACGTGACCG 186

Ai06B8148 Araip.B06 8148 p2 (CT)6 12 25144587 25144598 CCCTCCCCCTATTCTTTGAA TAGGGATGGGTGAAAGCAAA 279

Ai06B8151 Araip.B06 8151 p3 (GGA)5 15 25158870 25158884 TAGGTGAGATCACGCTGCTG GTTTATCACCACCCAGACCG 131

Ai06B8154 Araip.B06 8154 p2 (TA)18 36 25179599 25179634 TTTGCGTACTTTCATTCATTGC GAACATGCAAGCAACCCTTT 170

Ai06B8155 Araip.B06 8155 c (CT)6taaactcgaca(TC)635 25201180 25201214 TACACGCGGATTGTGAACAT GAATGCTTTTGCCATTTCGT 213

Ai06B8156 Araip.B06 8156 p2 (AT)12 24 25206986 25207009 TGGACGTGGAGAGTAAGCAA TCAACTGTTCCGAGCCTTTT 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8159 Araip.B06 8159 p2 (CT)7 14 25212692 25212705 GAGATCCAAATGATGCGGTT CTGGGGACGATTTCGTTAAA 165

Ai06B8162 Araip.B06 8162 p2 (AG)17 34 25230559 25230592 AGATTTCTTGGGGAAGGGTG TCTTTGGTTGGTGTCCTTCC 166

Ai06B8167 Araip.B06 8167 p2 (TA)8 16 25235846 25235861 CTTCATTCTTCCTTCGCTCG GTGCATGTATGGTGGCTGTC 254

Ai06B8169 Araip.B06 8169 p3 (TAT)5 15 25240026 25240040 TCAGGGGAAAGTTTTAGGGG GAACGTCGATTTCCCAAGAA 255

Ai06B8174 Araip.B06 8174 p3 (TCT)6 18 25262713 25262730 ATAGCTGACGGAGGAGGGAT TCATCTCTTAAAGGCGGTGG 119

Ai06B8175 Araip.B06 8175 p2 (TA)6 12 25268049 25268060 GGACTCTTGAAGCGAAGTGG ACGAAGTCAAGACTGGGTGG 201

Ai06B8177 Araip.B06 8177 p3 (ACT)5 15 25286579 25286593 AAGAACACAAGAATGCTGCG TTCTCACGTGAAGATCGAATAA 276

Ai06B8178 Araip.B06 8178 p2 (AT)6 12 25299966 25299977 AACCAACTAGGATACCAGCCAA GGTGATAGGAGGTGATGCGT 184

Ai06B8185 Araip.B06 8185 p2 (CT)10 20 25312932 25312951 TGCAGCTGAAGCCATGTTAC ATGGAGGAAACGATTCATGG 222

Ai06B8192 Araip.B06 8192 c (T)10ctttatattctttctttcattccttcttttttgtgtttctatttactttgttgtttttta(T)1080 25341185 25341264 CCCCTCCCTTTTCTCTTTGT AAAAGAAAAGAACAACCACCCA 266

Ai06B8195 Araip.B06 8195 p2 (GA)18 36 25348920 25348955 GTGATGGGGAGAGTGGAAGA CTGACGGTAAATTCGTCGGT 266

Ai06B8198 Araip.B06 8198 c (GA)6a(AG)9 31 25356014 25356044 GAGAGGGGAACGTTAGAGGG GCTGGTAATCGTGCCCTAAA 169

Ai06B8200 Araip.B06 8200 p2 (TA)6 12 25358918 25358929 TGGTGAGAGAAGGTGGTTAGG TTTTTCAACCATATCTTTTCAATCA 211

Ai06B8204 Araip.B06 8204 p3 (AGA)5 15 25361476 25361490 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 227

Ai06B8205 Araip.B06 8205 p2 (AG)6 12 25361597 25361608 AGCCAGCCCAATAACTCAAA GGATGACTGAATGGCGAGAT 260

Ai06B8206 Araip.B06 8206 p2 (CT)7 14 25362241 25362254 TCCGAATCTGAACTTGGACC TCAGAAAAGGCAGCTGAAAA 235

Ai06B8209 Araip.B06 8209 c (A)10gttggagaatattcctgagtggtggcagttgttatttgttaatagcaaatggcaatttctctctacaatttctaactatgctagaatccaaaatcactc(AAT)9136 25368714 25368849 TATGACTTACGAGGCTGCCA GGGATTTTTGGGCTATGCTT 277

Ai06B8211 Araip.B06 8211 c (TTC)5cattac(A)1334 25371884 25371917 CCTGCCTTGTGAATGCAGTA CTTTTGGTGTGCTTGGACCT 194

Ai06B8213 Araip.B06 8213 p3 (GAG)6 18 25379432 25379449 ATTGTTCGATTAAAATTGGTTTTT TTGCAGGGGCTCTCTACTGT 208

Ai06B8214 Araip.B06 8214 p2 (AT)9 18 25381666 25381683 CTCCTTCTGACATTTGGGCT TTTTTCTTCCACAGATGGTTTG 272

Ai06B8215 Araip.B06 8215 p2 (AT)14 28 25390457 25390484 AATGCTTCGCGCTTTGTAAT TATGCTCAGGAAGGGAATGG 277

Ai06B8217 Araip.B06 8217 c (T)11ctaattaagcattccatatttgca(TTC)653 25397538 25397590 TGTAGGAGAAAATTCAATCAACGA CGTTTTGAAGAGGATGCATGT 260

Ai06B8222 Araip.B06 8222 p2 (TA)7 14 25408098 25408111 TTGCCTCTGGTCGATCTTCT GCATTAAACCCTCGCATGTT 115

Ai06B8226 Araip.B06 8226 p3 (GAC)6 18 25414278 25414295 TTCCTCCGTAAAATTTCCCC TGACCAAATCGAAAGGAAGG 211

Ai06B8228 Araip.B06 8228 p2 (CA)8 16 25419263 25419278 ATCCTAACGTCAAAATGGCG GTTCCAACCTTGATGCCTGT 252

Ai06B8233 Araip.B06 8233 p2 (TA)9 18 25424788 25424805 GATGTTCCTTTGAAGAGGGGA AACGAAACGAAAGAACCAATTT 195

Ai06B8234 Araip.B06 8234 p6 (GACACG)5 30 25426269 25426298 TTGTTGAGTCCCATGGTTGA GGGCCGTGGTCTCTCTTATT 262

Ai06B8237 Araip.B06 8237 p2 (TA)6 12 25443480 25443491 CTTCTTTCCGTTCCCTTCCT TCCACTACCCACACTCCTCC 225

Ai06B8238 Araip.B06 8238 p2 (TA)6 12 25449422 25449433 GCATCACACTCGTTCGGATA GAGGTTGACTTGGGGAAACA 202

Ai06B8239 Araip.B06 8239 p2 (TA)14 28 25459313 25459340 GCTGCGCCACTCTGATAGTT TCCTTCGCCTCTATTCTCGT 280

Ai06B8241 Araip.B06 8241 p2 (AG)13 26 25464032 25464057 CATGCCTAAAGGGCTAACCA AGCTCTTCGACCGTACTCCA 225

Ai06B8242 Araip.B06 8242 p2 (AG)6 12 25468844 25468855 GCCTAAAAGGCCAACCACTA CAGAGATTAGTGCCTCATGGTG 255

Ai06B8248 Araip.B06 8248 p3 (GAA)6 18 25481463 25481480 AAAATGGCAACAGCAGCATA TGATGGCTCTGTTTAGTTTCTGA 274

Ai06B8249 Araip.B06 8249 p2 (TC)7 14 25488116 25488129 TCGAGTTTGGACAACTGACG GCATGTGTTTCGAGAATTGC 267
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Ai06B8250 Araip.B06 8250 c (TC)8(AC)8tcacacgcgcgcgagcgcg(CA)1071 25488720 25488790 AAGCTCCATTTTAACGCCCT CACTCTCTCACCACTGGCAA 267

Ai06B8252 Araip.B06 8252 p2 (AG)20 40 25501592 25501631 AGCTGTTTGGAGGTTTGGAA CGGGTCAGTGTATGGAAGGT 210

Ai06B8253 Araip.B06 8253 p2 (AG)7 14 25501815 25501828 CGAGGAACTAGGGTTTAGGGTT TGGGTTGTTTCCTTGTTTTT 248

Ai06B8254 Araip.B06 8254 p2 (TA)8 16 25502808 25502823 CCCCATTTTTGGAAAACAAA ATTGGCTTTATGCTTGGGTG 235

Ai06B8258 Araip.B06 8258 c* (CTT)5(TTCT)7* 38 25513053 25513090 AAGAAAAGTATGGTTTTTGAAATAAGA ATCAGTTCGTGAAAATGGCG 223

Ai06B8263 Araip.B06 8263 p5 (TTTCT)5 25 25535434 25535458 CTCTCTTCTTCTCCCTCGCA CGGCACTCGACACACTAAAC 121

Ai06B8265 Araip.B06 8265 p3 (ATC)6 18 25538529 25538546 AAAATAAAACCCCACCCCAC TGAAAAGGAGCCTTTCTGGA 272

Ai06B8269 Araip.B06 8269 p2 (CA)6 12 25550673 25550684 TTGGACAGCCCCAATTTTAG ATCCGGGTTTTAATTCCAGC 127

Ai06B8272 Araip.B06 8272 p2 (TA)10 20 25551698 25551717 GGAGGTAGAGGTGGAGATAATGG CGGTTTTCAATCGAATTTTTG 163

Ai06B8280 Araip.B06 8280 p3 (GAA)6 18 25588482 25588499 CGGTCTTAGGTGCCATCAAT TCTTCTCTTCTTGCCCGAAA 170

Ai06B8281 Araip.B06 8281 c (T)10cgaaaattcaaataaaaaataaaataattagttaattaaaaagaaattttgaaaaagagggagatattttcaaaaatt(AG)7102 25591853 25591954 TTCTCATAAGTCAAGTCAAATTTTCAA TCACATTAATTGTTAGCATAATTTCG 181

Ai06B8285 Araip.B06 8285 p2 (AG)6 12 25604065 25604076 TGCATCCATTCATTCAACAA AGGAATCCATAAGCCCGTTT 276

Ai06B8286 Araip.B06 8286 p2 (TC)23 46 25609409 25609454 GTTCCGACACGGATTGAACT TCTTATCAACGGCAAGGGAG 232

Ai06B8288 Araip.B06 8288 p2 (GT)6 12 25614080 25614091 GCATAGAATTTTGGGTTTGAATG AGCCAAAACGCACTCTCTGT 212

Ai06B8290 Araip.B06 8290 c (T)10c(T)10 21 25621926 25621946 ATTGCATTTGCATGTTGCAT GCCCAAATCTCACAGGTTGT 209

Ai06B8292 Araip.B06 8292 p3 (CTT)5 15 25628107 25628121 TCTTGACTTTCCCATGGAGG AACTGTTCAACAACTGGGGC 249

Ai06B8293 Araip.B06 8293 p2 (AG)6 12 25633867 25633878 TCAGCTTTGCTAGAGTCCCC TTGTTGTTCATGAATGTTGGC 268

Ai06B8296 Araip.B06 8296 p2 (CT)6 12 25657712 25657723 GCAACTTGCTCCCCAGTAAC GCCAAAGAGAGAGTGCAAGG 258

Ai06B8299 Araip.B06 8299 p2 (TG)6 12 25669663 25669674 ATTGTGGAGGCAGTGACACA GAGGCAATGTTTGGAGTGCT 273

Ai06B8301 Araip.B06 8301 p2 (AG)6 12 25678071 25678082 GAATAAGATGGGAGAGGGGG CTTTTTGTTTGTTTCTTAACTTTTTCA 232

Ai06B8303 Araip.B06 8303 p2 (GA)14 28 25696324 25696351 TTCTTCAATGGACCAGAGGG GCCAGTAAATCCGACGGTAA 106

Ai06B8308 Araip.B06 8308 c (CT)26t(TC)26tt(TC)10127 25709647 25709773 TTGGGATAATTTTGTCCCCTT GGGAAAACTGTAAGAACATGGG 272

Ai06B8314 Araip.B06 8314 p2 (TA)6 12 25719001 25719012 CGCATGATGCCATGTTTTAC CTGTCCTATGGGCGATGAGT 258

Ai06B8315 Araip.B06 8315 p2 (AG)6 12 25727302 25727313 CGGCCCAGAAAACACATATT GGAACATTGAACCTGTGATGAA 195

Ai06B8318 Araip.B06 8318 p2 (TA)7 14 25732966 25732979 AGAATCGATGCACATGGGAC TTTCAGGGTTGTAATTGGGC 219

Ai06B8319 Araip.B06 8319 p2 (AG)8 16 25734084 25734099 GGCTGTTTCTGACCCAGTTC GGAACATTGAACCTGTGATGAA 218

Ai06B8320 Araip.B06 8320 p3 (ATT)8 24 25741891 25741914 ACATCTCCAGGATCTGGCAC GGCAGCTCTCCGATTTAGTG 138

Ai06B8321 Araip.B06 8321 p2 (TA)9 18 25753750 25753767 CGGCCAATGTATGGTTTAGG CCCTTCATTCATCACCAACA 227

Ai06B8322 Araip.B06 8322 p3 (GAA)5 15 25764430 25764444 CCTGATCTCTCGGAAAGCAA ACGATGAGGACATCGAGGAG 195

Ai06B8323 Araip.B06 8323 p2 (AG)6 12 25769245 25769256 TTCGACCCAGAAAACACAGA GGAACATTGAACCTGGAATGA 195

Ai06B8324 Araip.B06 8324 c (A)10gctaaatat(A)1029 25774373 25774401 TGGATTTGGAAACGTTTGGT TACTTTGGGGCATTTTGTCC 222

Ai06B8325 Araip.B06 8325 p2 (TA)15 30 25779197 25779226 TTGCACAAACACGACATGAA ACAGAGACCTTGGTCTTCTTAACTA 280

Ai06B8327 Araip.B06 8327 p2 (AT)11 22 25783778 25783799 GACTATCCTTTGGCCGATGA ACAACGTAAGGGTGACCGAG 206

Ai06B8329 Araip.B06 8329 c (AAT)5taataattgtattattgataatcacataacataaac(AGA)566 25789356 25789421 TGCAGCAACTTTCCCTATCA TTGGTGTGGGAAGATGGATT 220
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Ai06B8332 Araip.B06 8332 p2 (TA)7 14 25803806 25803819 GGAGGCGTATTGTGCAAGTT CAACAGCAGCATGCATTACTC 265

Ai06B8335 Araip.B06 8335 p3 (TAG)23 69 25817554 25817622 TCAACGAGTTAGTTTGGTTGGTT TCATGCATTGCACCATGTTA 263

Ai06B8336 Araip.B06 8336 p2 (TC)13 26 25819034 25819059 ACCAAGATTGGACCGAACAG ACGCATGGTCGTAAACAGTG 244

Ai06B8338 Araip.B06 8338 c (AATA)7at(ATA)545 25824945 25824989 ATCCAAGAGGCACAATCCAC ACATAAAAAGCGCATGGAGG 250

Ai06B8340 Araip.B06 8340 p3 (TGT)5 15 25853609 25853623 TTGGATCCTCTTCACCCTTG TGAATGCTTGAACAGTGCATAA 236

Ai06B8341 Araip.B06 8341 p2 (CT)8 16 25858297 25858312 CGCCAAAATGATGTAGGGAT GGAGAGAGGGTTAGGGTTCG 217

Ai06B8342 Araip.B06 8342 c (A)11gaaaaag(A)1028 25860236 25860263 TTGTTGGCTCTTGAAAGAATGA TTTAGCTGCTTAGGCCAGGA 278

Ai06B8343 Araip.B06 8343 p2 (AT)6 12 25864096 25864107 TTCATTCAAGAAAGGTGATGGA GCAACAAAGGCAAGGAAGAG 244

Ai06B8345 Araip.B06 8345 p4 (TTTA)5 20 25870111 25870130 GCTTTCTTGTGATTTCTCTTCCA TGGCAAGAAGCTCCAAGTTT 166

Ai06B8346 Araip.B06 8346 p4 (AATT)5 20 25886191 25886210 GCCAACACTCTAACCAACTGAA GCTGGTTATTTGTGCGGAAT 275

Ai06B8347 Araip.B06 8347 p3 (AAG)6 18 25886703 25886720 CGGAATAACCACCAATACCG CCCTTTTGGCAAACACACTT 280

Ai06B8350 Araip.B06 8350 p3 (CTT)6 18 25897180 25897197 CCATCCTATGCAAAAGTGGA TGTTGATGAAATTGGGCAGA 177

Ai06B8355 Araip.B06 8355 p2 (AC)9 18 25920006 25920023 CTGGGTGCTCCAGCATATTT GATACGAGGACCCCAGTCAA 116

Ai06B8357 Araip.B06 8357 c (T)10aaa(T)10 23 25936845 25936867 TTTCGAAAAACTGAGGAGAGAGA TGGTGTTCCTTGGTGTTTTCT 269

Ai06B8358 Araip.B06 8358 p3 (TCT)5 15 25957238 25957252 CGCACAGTTCCATCACAACT AGACACCCCACCATGGTAAA 262

Ai06B8360 Araip.B06 8360 p2 (TA)8 16 25991037 25991052 TACTTTGGGCATTTTGTCCC CAAGTGTGGGAAAACTTGGG 248

Ai06B8361 Araip.B06 8361 p6 (TATTTT)5 30 26036268 26036297 AACGCTATGATGCAGCACTT GAAATGGATCTTGGTTCCGA 151

Ai06B8364 Araip.B06 8364 p2 (CT)14 28 26055379 26055406 TCAATCACATCTTTTTCAAAATCAA GAAAAAGAGGGAAGGGATTTTC 195

Ai06B8367 Araip.B06 8367 p2 (AC)6 12 26095132 26095143 ATGCTTCCCAAAATTTTCCC GCATGATTGAGGCCATTTTT 225

Ai06B8370 Araip.B06 8370 p2 (TG)12 24 26105764 26105787 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 250

Ai06B8371 Araip.B06 8371 p2 (TA)9 18 26108433 26108450 TCAAAGTGAGTCATTTCAATGGT GGACATTATAATCCGGAAAGATCA 140

Ai06B8373 Araip.B06 8373 p2 (CT)7 14 26115277 26115290 CAAAGCATTAGCGACCTTCC TACGGCTGTGACTTGTGAGG 215

Ai06B8374 Araip.B06 8374 p2 (CT)6 12 26115460 26115471 TCCCCTTCATGACTCACACA TGTTGGTGCCTGCTAGATTG 239

Ai06B8380 Araip.B06 8380 p2 (TA)9 18 26121470 26121487 TTCAAAACATTCTTAAATGTAAAGGC CGTGACGTGGAGCTACTCAG 206

Ai06B8387 Araip.B06 8387 c (T)10cgtattaaaatcgttcttttaaatttacacccctagttactggtgttggtgttggtgttggttgtggcggtggtgttggtgt(TGG)5107 26154114 26154220 ATCCTTTTCACCCTTGCCTT AACGAATGCTTGAACAGTGC 234

Ai06B8393 Araip.B06 8393 c (TG)21attc(GT)9 64 26164152 26164215 CCATAATGGAATAAAGGAGATGA TTTCGAAAATAAGGAGCATTAGA 269

Ai06B8394 Araip.B06 8394 p2 (AG)19 38 26164682 26164719 AAAACGCTTCATGGTTGGAC TGGAGCTTTGAAGGAGGAAA 196

Ai06B8395 Araip.B06 8395 p2 (AT)6 12 26165354 26165365 TATGCTTGATGATGGCTTCG TTCCAACCTCAATACCCACC 109

Ai06B8396 Araip.B06 8396 p4 (AGAA)5 20 26171815 26171834 AACGATTTTTGTAGTGCGCC TGAAGATGAAACACGCGAAG 108

Ai06B8397 Araip.B06 8397 p2 (AT)37 74 26174676 26174749 TTTCGGATTCTCCCAATGAG CTAAGTTTGCATCCCCAAGC 143

Ai06B8398 Araip.B06 8398 c (TA)6cccc(A)10 26 26181017 26181042 TTAAGACCCCACTGTGACCC TGCTTGTCCTCAAGCAAAGA 197

Ai06B8399 Araip.B06 8399 p3 (TTC)35 105 26191497 26191601 AAAAAGAAGAAGATGGTGATGATG TTCTGTATTTGGGTGTAACACGA 168

Ai06B8402 Araip.B06 8402 p3 (GAA)5 15 26219319 26219333 ACTTGTTCAGCTGGCAATGG GGGAGGTGAAAACTGGGATT 257

Ai06B8404 Araip.B06 8404 p3 (TTC)5 15 26224296 26224310 TCCTCCCCATTAACCTACCC TAGAATATTGCTCGCCCTCG 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8405 Araip.B06 8405 p2 (TC)7 14 26228074 26228087 GAGACGATTTCGATTCTGGC CCTAAGAAGATGGGATGGCA 222

Ai06B8407 Araip.B06 8407 p2 (GA)6 12 26236278 26236289 AATGGAATTGGCGTTGTAGG CTCTTGCATTCACAATCCCC 189

Ai06B8409 Araip.B06 8409 p3 (AGA)6 18 26269952 26269969 TCTTGTCTTCCCTTTCCCCT ATATGGCCAAAACCTTTCCC 280

Ai06B8410 Araip.B06 8410 p3 (AAT)5 15 26271906 26271920 TTTCAGCTGCCATCTCCTCT GTCTCCCCCTTCTCTTCCAC 249

Ai06B8411 Araip.B06 8411 p2 (GA)6 12 26272242 26272253 CCAGCGAATTCTGGACTGTT ACGTTGAACCTGGGATTGAG 223

Ai06B8413 Araip.B06 8413 c (T)10g(T)11 22 26275507 26275528 GAAAGAAGCAAGATCCACGC TACAAAGCAAAAGTTGGGGC 244

Ai06B8417 Araip.B06 8417 c (T)10ctggttacatgctggccacaatttaacaaagttgctgcccctagacttttc(T)1071 26300060 26300130 TTTTGGGTGTGCCAATTTTT GAACGCAATGTTCCGATTTT 253

Ai06B8421 Araip.B06 8421 p3 (ATA)8 24 26308731 26308754 TGGGTCACTGGGTTACTGGT TCAGGCATAAATATGAACAAAACTTC 272

Ai06B8422 Araip.B06 8422 p3 (CAA)6 18 26309137 26309154 CCTGGAAATGACCCATTGAC TCCAAGAGCAAGATGATCCC 209

Ai06B8426 Araip.B06 8426 p2 (AG)8 16 26333271 26333286 TTTTGCATTTCATCCGCATA GCCAGGTGTTAATTGGCATT 142

Ai06B8427 Araip.B06 8427 p2 (TA)7 14 26333713 26333726 CGCGTGAATACCAGTTTCCT CACAAAATCCAGTGAGGGTTC 231

Ai06B8429 Araip.B06 8429 p2 (AG)8 16 26339966 26339981 TGAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAGTACAGA 217

Ai06B8435 Araip.B06 8435 c (CTT)5gcgcacgttcttcttcctcttcctcttcttcttcttttctttcgtttcttgccttctctttttcctttttcaaccattacggcatgttttcactgcac(CTT)5gctgcacgttcttcttcc(TCT)5161 26354218 26354378 TTCTCCACATACAAGCGTTTT CGTGCAGTAACGGTTGAAGA 259

Ai06B8436 Araip.B06 8436 p3 (GAA)5 15 26354857 26354871 TTGGGCTTGGTTTTACTTGC GGTAGCTGTTTGGGGATTGA 274

Ai06B8437 Araip.B06 8437 p3 (TTA)5 15 26355103 26355117 TTGGGCTTGTGCTAACTTGT TACCAAGACGACCCGATACC 259

Ai06B8438 Araip.B06 8438 c (AT)6aaactacttttttcatgcagatttcg(T)1149 26359347 26359395 TTGACCTATTTTATCTTCCTGCACT AACTTGAACGAAGAGAACGCA 220

Ai06B8440 Araip.B06 8440 p2 (AG)25 50 26363802 26363851 AAAGCGTGGCTGTTAATGCT AAGAAATTGCTTGTGCGGAT 210

Ai06B8441 Araip.B06 8441 p3 (TAA)5 15 26365091 26365105 TTTTTGAAAAGCCAACGAGG GCACCCCTAACCCTCATTCT 266

Ai06B8442 Araip.B06 8442 p2 (AT)6 12 26410167 26410178 GGGTTAGGGGACTTTTGCTC TCACCAAGGAATGGTTGAGA 144

Ai06B8444 Araip.B06 8444 p3 (GAA)5 15 26427696 26427710 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai06B8445 Araip.B06 8445 c (AAT)5agggatcctttttgcctaggtatagaggtttccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)6101 26431301 26431401 GGGTTAGGGGACTTTTGCTC TGAGGATTGAACAATTACAAGCA 227

Ai06B8448 Araip.B06 8448 p2 (AG)9 18 26442691 26442708 ACGCAAAGGAGCAATAGCAT TAAAAATCTGCAGCATCCGA 150

Ai06B8452 Araip.B06 8452 p2 (AT)6 12 26464592 26464603 TTAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 152

Ai06B8453 Araip.B06 8453 p3 (AAG)7 21 26469519 26469539 CTCGAAGGTGGAAGCTTTTG ACACCTCCCCTCACTCTCCT 202

Ai06B8456 Araip.B06 8456 p3 (AAT)5 15 26474854 26474868 CGTGAGTAAAGGTCGATCCC CCCTACACAAAGCTTGCCAT 270

Ai06B8460 Araip.B06 8460 p3 (TCT)6 18 26505226 26505243 CTCCCAAACCCAACCCTAAT GCCTTAGGTGCCATTGATGT 261

Ai06B8462 Araip.B06 8462 c (TA)6tttttttctttttctctttttttc(T)1046 26525477 26525522 TTGAAAAAGGATAAGATAAGATTTTGA CGAAGGGATTTTCTGTTGGT 273

Ai06B8463 Araip.B06 8463 p3 (CTT)5 15 26528287 26528301 TCCACTCCCTTGTGCTCTTT CATCCATGGGAAAGTCAGGT 191

Ai06B8464 Araip.B06 8464 c (A)10tatttgatttttttttaaaaataagaatgataaa(T)1054 26529196 26529249 CATAGCCAAAGGGGTGAGAG GGGAATTGCAAACGTGTACC 231

Ai06B8466 Araip.B06 8466 p3 (GAA)5 15 26545889 26545903 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 277

Ai06B8467 Araip.B06 8467 p3 (AAT)8 24 26548880 26548903 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 160

Ai06B8469 Araip.B06 8469 p2 (CT)6 12 26570197 26570208 CGTCATTCAGTTTAAGCGCA GGGGGAAAGAAGAAAAAGAAAA 229

Ai06B8473 Araip.B06 8473 p3 (TTG)5 15 26580941 26580955 TTCTGCATGTCTTGCTGTCC GGAGGGATAACAGAGGAGGC 228

Ai06B8477 Araip.B06 8477 p3 (TTC)5 15 26598605 26598619 AGCCCTCCATTCTTCCTCAT GGGAGAAGCCATCAATGGTA 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8478 Araip.B06 8478 p2 (GA)7 14 26601983 26601996 TGAAACTCGGGAGGAGAAAA CCCCTTAGCTTACACGGAAA 269

Ai06B8483 Araip.B06 8483 p2 (AT)9 18 26620255 26620272 GATGTGGTGGCTTTGCTTTT TTGCTCTTGCCTTTTGGTTT 272

Ai06B8484 Araip.B06 8484 p2 (AT)8 16 26623605 26623620 GAAATTATTACTCCTCTGTTTTGGC ATTGTGTTCTGGGTGGGAAA 222

Ai06B8485 Araip.B06 8485 p2 (GA)6 12 26634131 26634142 AGAATGAGATGGGGGAGTGA TTTCTTAACTTTTTCAAAACCACC 222

Ai06B8488 Araip.B06 8488 p2 (GA)17 34 26640207 26640240 CATGTCCCTACTCCCTTTTTGA TCAAAGCAAATTGAAAACTAAATCA 256

Ai06B8490 Araip.B06 8490 p2 (TC)6 12 26667539 26667550 TGAGAAGAGCTCGCCAATTT TGGATCGAGCGTCACTCTTA 134

Ai06B8492 Araip.B06 8492 p3 (AAG)6 18 26671078 26671095 GCATGCTTTCCTCATTCCTC TCAATTTCCATTCCCAGAGC 235

Ai06B8493 Araip.B06 8493 p2 (AG)6 12 26677102 26677113 GCAATGGCAACTTAAATCAAA CGCATATTTTCACCTTTCAATG 280

Ai06B8494 Araip.B06 8494 p2 (CT)6 12 26684817 26684828 CTTGGTGTTTTCCCTCCAAA CGAAACAAAAGCAATTGAAAAA 221

Ai06B8495 Araip.B06 8495 p3 (TCT)6 18 26684964 26684981 CAAAATCTCTTTCCCACCCA TTAGAATGTTGCTCGCCCTC 122

Ai06B8498 Araip.B06 8498 p2 (AT)12 24 26688368 26688391 TTGGGAGAGTTGGAAACATTG GGGGCATTTTGTCTCCTTTT 216

Ai06B8503 Araip.B06 8503 p3 (ATG)33 99 26709239 26709337 TGGAAAATATGGAAACGAAAA CCTATGAACCAGGAAATCCTAA 275

Ai06B8504 Araip.B06 8504 c (ATT)7(GTT)23 90 26713641 26713730 TTAGAATGTTGCTCGCCCTC CATCCATCCATTCTTTCCCA 256

Ai06B8506 Araip.B06 8506 p3 (CGA)5 15 26715184 26715198 CACAGACATCACCGTTCTGC TCCCTTGATAAATTCAACGGTAA 249

Ai06B8509 Araip.B06 8509 p3 (TAT)8 24 26720415 26720438 ACGGTGGTGAGAGGATGAAC TTTCCACCGCAAAATAAAGC 251

Ai06B8510 Araip.B06 8510 p3 (TAA)6 18 26721115 26721132 CCTTCCTCTTCAAACCCCTC GTATGGGAGTGCTCCACGTT 233

Ai06B8516 Araip.B06 8516 p2 (AT)9 18 26737044 26737061 ATGCCATGCAATGCAATCTA CCAGTGAGGGTTCAATAGCTC 276

Ai06B8517 Araip.B06 8517 p2 (CT)10 20 26749530 26749549 CATCCATAATCAACCCCGAC GAGAGGGAGTCACCGTGAAG 251

Ai06B8519 Araip.B06 8519 c (CT)8t(TC)11 39 26758025 26758063 AAGTGAAAGGTCCAGGCAAG CAAGAGAAGCCTCAGCTCGT 253

Ai06B8521 Araip.B06 8521 p2 (CT)6 12 26779529 26779540 TTTTTGTTTGTTTCTTATCCTTTTCA GGGAGATGAGAGAGAAGGGG 259

Ai06B8522 Araip.B06 8522 p3 (TTC)5 15 26781912 26781926 TTTAGCCGCTTAGGTCAGGA CTGTTGGCTCTTGAAGGAATG 243

Ai06B8532 Araip.B06 8532 c (A)10gagaaggatatatgcg(A)1137 26851116 26851152 TGGCTCTTGAAAGAATGATGG AATTAGATGAGCGGGGCTTT 258

Ai06B8535 Araip.B06 8535 c (AC)13(AT)11(AG)864 26869670 26869733 AAGCAACAAGACAATCCGGT TGAGTGTATTCCTTTATCGGGC 235

Ai06B8536 Araip.B06 8536 p2 (GT)6 12 26875844 26875855 GCAAGTGTTGATGAGTGCAA AAGTAAGAAAGGAAGCACACACG 280

Ai06B8537 Araip.B06 8537 p2 (TA)6 12 26877180 26877191 TGAAGAACGAGGTTGCATAAGA TCCCAGAAGTGGATTTTTGC 268

Ai06B8538 Araip.B06 8538 c (TC)7ta(TC)6 28 26880079 26880106 CTTGAAGCCACCAGAAGAGG TCTTATGCCCATGCTTGACA 217

Ai06B8540 Araip.B06 8540 p2 (CT)8 16 26900443 26900458 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 236

Ai06B8541 Araip.B06 8541 p3 (TAT)5 15 26900724 26900738 CCTCACTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 167

Ai06B8542 Araip.B06 8542 p3 (TCT)6 18 26903115 26903132 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 215

Ai06B8544 Araip.B06 8544 p2 (TA)8 16 26917336 26917351 GCGTCTGGAGTTTCTTTTGC GCCGGGGAGTAAGGATACAT 222

Ai06B8548 Araip.B06 8548 p2 (AG)10 20 26935353 26935372 TCTGGTTTGTTGAAAGCGTG AAGCAGGGCTTGATTTGATT 238

Ai06B8549 Araip.B06 8549 c (TA)9ggg(TA)8 37 26936481 26936517 CAGGGTTGTAATGGGGCTAA ATCAATGCACATGGGACAAA 243

Ai06B8552 Araip.B06 8552 p2 (AG)8 16 26940317 26940332 AAACCTGGGATCGAGAGTCA AAAATCCAGCGTGGTTGAAT 250

Ai06B8553 Araip.B06 8553 p4 (TTAG)6 24 26950933 26950956 TCCCTCCTTCAACCATCATC CACACCAGTAATCAGCAGCAA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8556 Araip.B06 8556 p5 (AAGAT)5 25 26966508 26966532 TGCATGTTTTCTTTGCATCA TTTCGAAAATTTGGAGGGAA 226

Ai06B8558 Araip.B06 8558 p5 (AAGAT)5 25 26984695 26984719 CTCTTCTCAAAGAGCTCGGC CCTGGGTGCTCCAGTGTATT 256

Ai06B8560 Araip.B06 8560 p2 (AT)6 12 26999216 26999227 GCAGAAAGGGCGTTTTACAC GTTTGAATTTGGATGGTGGG 243

Ai06B8563 Araip.B06 8563 p2 (CG)6 12 27012894 27012905 GGTGCAAATCCGTGCATA CCAGAGAGTTGTGCCCATTT 184

Ai06B8564 Araip.B06 8564 c (T)13aagaagcacaaacacagaatttaatactctcctaatctataaacattctaaagcaagcaaaattcaaatttaacaacaaatttttttgg(T)11113 27013089 27013201 AAATGGGCACAACTCTCTGG TTGTAGTTAGATTGCATTTTGCTTG 267

Ai06B8565 Araip.B06 8565 p2 (GC)6 12 27016398 27016409 AATTACAGAACACGCCCCAG AAACCTGGGATCGAGAGTCA 261

Ai06B8566 Araip.B06 8566 p5 (CTCTT)5 25 27022795 27022819 AAGTTAGGCGCAGCAACACT TAAATTGCGGAATGAGGTCG 277

Ai06B8568 Araip.B06 8568 p2 (TA)6 12 27033149 27033160 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 210

Ai06B8571 Araip.B06 8571 p2 (AT)6 12 27054107 27054118 TGCATGCATCATGTGTTTTG TGGGCTTGTCTTCTTCAATG 278

Ai06B8573 Araip.B06 8573 p3 (CAC)5 15 27063010 27063024 GACGACCTTAGCATCCTTGC GGTCGTGCATGGAACTTTCT 226

Ai06B8579 Araip.B06 8579 p3 (ATT)5 15 27092621 27092635 TCCCTTCCAGAAAGTTGAGG CACATAATGCATGCCTGTCC 244

Ai06B8580 Araip.B06 8580 p2 (AT)6 12 27093409 27093420 TTTGCAATTCTTTGCACACC TTCACGGATATATTTGATGCAAG 248

Ai06B8584 Araip.B06 8584 p2 (AT)6 12 27101671 27101682 TGATGGTGAGGCTGTGAGAG GGTGTTACAATGGGGACCTG 151

Ai06B8590 Araip.B06 8590 c (CT)8(AT)6 28 27127952 27127979 TTGGTCCAATCTTGCTTTCT GTGAGGTTGGAGGCATCAAT 241

Ai06B8592 Araip.B06 8592 p2 (TA)6 12 27128744 27128755 TGGTGGCAGCACTGTTTTAT GTCTCCAATCCAATGCCACT 164

Ai06B8597 Araip.B06 8597 p2 (GA)6 12 27140225 27140236 ATTTTTGCATGCCATTTGGT TTTTTGGGGAAGAGGTGTTG 143

Ai06B8599 Araip.B06 8599 c* (A)12(AAT)5* 25 27147959 27147983 TAGAAGCCCGTTCAATTTGG GTCTGCCAAAATTCGCAAGT 277

Ai06B8603 Araip.B06 8603 p2 (TA)12 24 27151372 27151395 AGATATCCATTTGCCGTTGC TTACGTTGTCGCTTCGTGAG 220

Ai06B8604 Araip.B06 8604 p2 (AT)7 14 27151566 27151579 TCACGAAGCGACAACGTAAC AGACTCGGATGAAGCGAAGA 280

Ai06B8609 Araip.B06 8609 p2 (AT)6 12 27213268 27213279 TGGTGGCTAATGGTAAATCG GAAAAATTCACGTTCAGCTCG 103

Ai06B8611 Araip.B06 8611 p2 (TC)7 14 27217734 27217747 CACTCACCCTCTTCTCCTCG CGCTGACACTGACCTCGTAG 167

Ai06B8612 Araip.B06 8612 p3 (TCC)5 15 27219300 27219314 AGAGAGACAGCGCGAGAGAG CAACAAAAATCCAGTTCAAAGAA 211

Ai06B8613 Araip.B06 8613 c (TGA)12ccatgatggtga(TGG)769 27219585 27219653 TGGTGGTTCTGGTGTTGATG ACTCCACCACCTCCACTGTC 167

Ai06B8624 Araip.B06 8624 c (TTA)5tcattattagttacattgttatatacgaaggactggatgatttggaactaagctatataataacgtaatgcaatttacactaaacaaaagagtccgtg(TA)8129 27256836 27256964 CGATAGAAGCAACTTTGAAAATCTC TTAAGACGCACGCACATGAT 218

Ai06B8628 Araip.B06 8628 c (AT)7aaagaaaaaaataataataatgatgaaaagaaaaataaaatgaaagaaaaaaaaagagag(A)1084 27296944 27297027 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 240

Ai06B8629 Araip.B06 8629 p4 (TAAC)5 20 27307545 27307564 AAGCCTTGACCAGGAGAAGA TGGAAGTTGTTGGCTGACTCT 213

Ai06B8630 Araip.B06 8630 p2 (AT)6 12 27314500 27314511 CGGCTCAAACTCATAAACCC TCCAGACTATGCCAATGCAG 257

Ai06B8631 Araip.B06 8631 p2 (CT)7 14 27315627 27315640 GGAGATCGTGGAAGCCATTA TGGAGGAAAAGAGAGCCAGA 190

Ai06B8632 Araip.B06 8632 c (TGT)5ttagtgtttttggtgttggtggtggtatttgtgt(TGG)770 27316570 27316639 TTGGTGTTGATGGTGGTTGT ATTTCCCGAATTTTTGGACC 218

Ai06B8637 Araip.B06 8637 p2 (AG)9 18 27331540 27331557 ACCCTAACCCTAGCTGCCAT CGTCTCTCTCTCCCTCAACG 233

Ai06B8638 Araip.B06 8638 p2 (AG)7 14 27331733 27331746 CGTTGAGGGAGAGAGAGACG GAGAGAAACCACCGCACATT 226

Ai06B8639 Araip.B06 8639 p2 (TC)7 14 27335192 27335205 CAATCCCTAATCTCCCGTCA CCTTATTCGGAGGATAGCCC 252

Ai06B8646 Araip.B06 8646 p2 (GA)6 12 27386191 27386202 GAAAAACGCGTACCAGCATT GCGAGCTCTCTTTCTCTCCA 274

Ai06B8649 Araip.B06 8649 c (TA)14(GA)14 56 27399140 27399195 GCACGTTTCTTGAGTGGGTT TCTCGTGCATTACCTTCGTG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8652 Araip.B06 8652 c (CT)10cctgcccattttagatctcagactcaaccttcgtgctttactttcggtatttccattttcccccctctttttaattcacttcc(T)13116 27432148 27432263 CATACACACACCCCTTCACG GAACAACACCGATGCTTCCT 239

Ai06B8653 Araip.B06 8653 p2 (AG)8 16 27442782 27442797 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 260

Ai06B8654 Araip.B06 8654 p2 (TA)6 12 27451471 27451482 GGAATTTCACATTCACAGTTACGA TTTCCAGTGATTTGTACATACGAGA 265

Ai06B8655 Araip.B06 8655 p3 (TCC)5 15 27452022 27452036 TTCCCTTTTTCTCCTCCTCC TGCATGCAAATGAACTCAA 234

Ai06B8656 Araip.B06 8656 c (T)13aatcctcagtgggctaaaaaatcagtccattgttcacattgttcagatatctcattgtctccctaacaaaattgttaaaaaatcattgaaaact(A)11118 27454586 27454703 GGGTTAAAAGGAATGGATGG GGAGAGTCGTTGCTCGTCC 280

Ai06B8657 Araip.B06 8657 p2 (TA)7 14 27459734 27459747 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 227

Ai06B8658 Araip.B06 8658 p2 (AC)6 12 27462863 27462874 GTGTGGGGGCATAATTGAAC TTTGCCTCCTGTTTTAAGCC 212

Ai06B8660 Araip.B06 8660 p3 (AAT)6 18 27466539 27466556 TTTTCTCATGGTGCTTCAGG TTTAAAAGCCAAAGCAAGGG 228

Ai06B8661 Araip.B06 8661 c (T)11gaaaattttttattctctttatttctttcaactcttctttttttttaatctttattg(T)1482 27468005 27468086 TCACAGTGAGATTAATGAAATTAACAA CGTGTTCTCATCAAGCTCCA 190

Ai06B8665 Araip.B06 8665 p3 (TAA)6 18 27481933 27481950 TGCATTTTGAATTTCTTTTAACACTT CCAGCTGATGTCGATGTCTA 280

Ai06B8675 Araip.B06 8675 p2 (TA)7 14 27499319 27499332 CCGAAGTCGGAACCAAACTA CATATTAGGCAGGGAAGCCA 192

Ai06B8677 Araip.B06 8677 p3 (ATT)5 15 27510557 27510571 CCAAAGGGAGAAAATTTTTAAGG AAAACATTTTTCATCTCTCTCATTATT 189

Ai06B8680 Araip.B06 8680 c (A)10gaagacgac(T)1029 27513554 27513582 TCCCACTTAAAATTAAAGAACCAGA TCCAAAGAGGAGAAACAAAAAGA 222

Ai06B8681 Araip.B06 8681 p2 (TA)6 12 27514020 27514031 TTCAAAAAGTTAAGCTGATAGAAGGA GCTACCAATTTCACATTCCCA 231

Ai06B8684 Araip.B06 8684 p2 (TG)7 14 27519702 27519715 TCTGCTTAGTTCCAGCAGGG GCTCCAGAAAAGAAAACCCTC 254

Ai06B8685 Araip.B06 8685 p2 (GA)7 14 27521151 27521164 GCTATGCACGCACATCATCT GAAATTAACCCCAAAAAGCG 191

Ai06B8686 Araip.B06 8686 p3 (TAT)5 15 27528657 27528671 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai06B8687 Araip.B06 8687 p3 (TCT)5 15 27531646 27531660 ACACACATCCCTCCATCTCC TGTCTTCCCTTCCCCTCTTT 166

Ai06B8692 Araip.B06 8692 p2 (AT)6 12 27562109 27562120 AAAGGTACGTTTCCGCGTTA GACGCTCATACACAACGCA 206

Ai06B8694 Araip.B06 8694 c (AT)6aggtgaggtgcaagaggagacttttggtttgaaaatatagctggatacatgtactcttaatggatagtgaacacacgcatgatgtggactc(T)10113 27567632 27567744 TTTGTGGAGAAGTGGTCCAT TTTGTAAAGACAAACGAAAAACACA 240

Ai06B8696 Araip.B06 8696 p3 (ATG)5 15 27580283 27580297 TCAGACTTCAGAGACGATTTTGAC GATTAACAAGGGCCAACCAA 236

Ai06B8697 Araip.B06 8697 p2 (AC)9 18 27581448 27581465 CACTCAGCAGGACCTTTTCC GCTCTCTCACGCTCGTTCTT 236

Ai06B8698 Araip.B06 8698 p2 (TA)6 12 27585277 27585288 TTATTCATGGTACCCTCGCC CGATACTTGGAAGGACCGAA 221

Ai06B8701 Araip.B06 8701 p2 (AT)8 16 27591560 27591575 ATTTTTGTTCCCTCGCCTTT CTACCAAAGCTCACGCTTCC 279

Ai06B8703 Araip.B06 8703 p2 (CT)6 12 27597022 27597033 TAACGCTAGAAATGGGCACC GGTGAGGTAGGTGGGGTTTT 273

Ai06B8704 Araip.B06 8704 p2 (TA)12 24 27602846 27602869 TTTGCCTTGCAGTCACACTC CAGTTCCCCCTTGAACACAT 148

Ai06B8705 Araip.B06 8705 p2 (TA)19 38 27606870 27606907 ATTTTTGTTCCCTCGCCTTT CGGACATTACGACGACACTG 266

Ai06B8708 Araip.B06 8708 c (A)11tttaaaaatccatgtgcattgataagttatgtttatttttcagattt(A)10gagaaaaaaaaaggaaaaagag(A)10100 27612463 27612562 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 240

Ai06B8709 Araip.B06 8709 p2 (AT)6 12 27612791 27612802 AGGGGACAAAATTACCCCAA GGGTTGTAATGGGGCTAAGG 248

Ai06B8710 Araip.B06 8710 p2 (AG)6 12 27613899 27613910 AGCGTGGCAGATTTCTTCTC GGAACATTGAACTTGGGATTG 247

Ai06B8711 Araip.B06 8711 c (ATT)28atatatataatggtcttcattcgatgaagattaatagatatcatttattaaat(TA)6149 27615214 27615362 AATGTGAAGGGTGGTGATGC CTCAAAGTGAGTCAGTTCAATGG 278

Ai06B8715 Araip.B06 8715 p2 (AT)9 18 27656862 27656879 GTAATGGGGTTAAGGCAAGG TGGAAAAATTGGGAAGCTAGG 149

Ai06B8716 Araip.B06 8716 p2 (TA)6 12 27657756 27657767 GGGTTGTGTGTTCTTTGGCT AAGTTTAGTTTACCCCTTTAAGCAT 275

Ai06B8717 Araip.B06 8717 c (T)10atgtttaagctttttactctttaattttcaaaaaatttc(A)1059 27661958 27662016 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8719 Araip.B06 8719 c (TC)6tttc(T)12 28 27676658 27676685 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 238

Ai06B8724 Araip.B06 8724 c (TAA)5tgctgagaaatgatgttgctgctttaggcttctaaccttcatttttggccatcttttttttcttttctttgc(T)1097 27712430 27712526 GAAAAAGAAACGAAGCTTGTATTAAA TTTTCGTTTTCTTGAATTGTTCTTT 202

Ai06B8725 Araip.B06 8725 p2 (AC)21 42 27714288 27714329 GAACAACAAAGAGACACACAAAAA TTTTGTCATGTGTACTTCAAATCAT 198

Ai06B8726 Araip.B06 8726 p3 (CTT)5 15 27715996 27716010 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 197

Ai06B8731 Araip.B06 8731 p2 (TC)6 12 27745427 27745438 TGAAACGCGATGTCGAACTA ATAGCGACGGCGACTAAGTG 209

Ai06B8734 Araip.B06 8734 c (AG)7aagaaaatgaatgagtaaaaaacatttgatcttgtataaatagaaggtattgagatc(CTT)586 27754161 27754246 TGTGCGCCTAATAATAAGCAA GAGGAAGAAGAACGTGCAGC 238

Ai06B8735 Araip.B06 8735 p3 (ATT)5 15 27755116 27755130 AATGGAGTCACAAGGGATCG CAGATGAAACTGCTACGGCA 130

Ai06B8736 Araip.B06 8736 p3 (TTA)6 18 27756219 27756236 TTCAATAGTTTTGCTTTGCACAT TTCAATTAAGAGGTTGCGGG 262

Ai06B8738 Araip.B06 8738 p3 (TAA)5 15 27767107 27767121 GAAACGAAGCTTGTATTAAAGAATG AAAAGCTGGCCAAAAATGAA 124

Ai06B8739 Araip.B06 8739 p2 (GA)10 20 27770840 27770859 CAGAAACGGATACAAATGCAAA TCAACCAGTCGACGATCTCA 276

Ai06B8741 Araip.B06 8741 p3 (CTC)6 18 27773587 27773604 AACGCGACGTCGAACTAAAT TACGCGAAGAAAAAGGAGGA 279

Ai06B8743 Araip.B06 8743 p2 (AT)9 18 27775883 27775900 TTTGGAAGGGTCAGAATTGAG AATCAAAGCCAAGGTTGTCG 172

Ai06B8744 Araip.B06 8744 p2 (CT)7 14 27777933 27777946 AACGCGACGTCGAACTAAAT ATAGCGACGGCGACTAAGTG 204

Ai06B8745 Araip.B06 8745 p2 (TA)6 12 27782127 27782138 ATGTTTGCGCAGGCTTTTAG TTCCTTTGTTCCACCGTTTC 265

Ai06B8746 Araip.B06 8746 p2 (TA)6 12 27784525 27784536 TTTCTTGTGAGTGATGTCCCA CACAACGTCACTGTTACAGCC 232

Ai06B8748 Araip.B06 8748 p2 (GA)10 20 27788484 27788503 TTCAGAACACTAGACATTGGCA TCTACCGTCGACACTGCTTG 118

Ai06B8753 Araip.B06 8753 p2 (TA)6 12 27812893 27812904 ACCGAAAACTGAACGCTACC ACCAGCCAACTAAAGGCTGA 257

Ai06B8756 Araip.B06 8756 p2 (GA)9 18 27830245 27830262 TTACCCTCGATCACCCTCAG TCTTCTCTCCTCCATTGCGT 255

Ai06B8757 Araip.B06 8757 p2 (AT)15 30 27834930 27834959 TTCATTCCAATACTTTTGGTTCA TGTAGCCTTAGGTCCCTCTTTTT 253

Ai06B8763 Araip.B06 8763 p2 (TA)6 12 27863903 27863914 GGTGGTGCTGTAGGAGCATT CCACCAACATGGAAAAGTGA 223

Ai06B8764 Araip.B06 8764 p5 (TATAA)5 25 27865177 27865201 TGAGGGCAAATGTCTGTTTG ATGGAAGCTAAAAATCCGGC 277

Ai06B8767 Araip.B06 8767 p2 (TG)6 12 27872320 27872331 CACATAAGGCATCGAATGGA CTTACTCTCAGCGGCACACA 247

Ai06B8768 Araip.B06 8768 p3 (ATC)6 18 27876282 27876299 CGCATGGATGTCTTTCAATG CAAGTGGGGTTCAAACTGCT 166

Ai06B8769 Araip.B06 8769 p3 (ATA)7 21 27876462 27876482 TGAGACTACTGAGCTTCATGATTG GGCTGGCTTCTTGTAATTATTTTT 279

Ai06B8770 Araip.B06 8770 c (A)10ttttgatatttttt(TAA)642 27876616 27876657 TGAGACTACTGAGCTTCATGATTG GGCTGGCTTCTTGTAATTATTTTT 279

Ai06B8772 Araip.B06 8772 c (TAA)6t(TTA)11 52 27891748 27891799 CGGCAAAATATCGAACTTGA GATTTGCTTGAGCCATGTTG 221

Ai06B8773 Araip.B06 8773 p3 (ATA)6 18 27893844 27893861 GGGACACAAATCTACCCTCC TGGCATTTTGAAGTTTTGGC 205

Ai06B8776 Araip.B06 8776 p2 (TA)6 12 27902293 27902304 TCCATCCCATCACTAACAACC GCTACAAGCGCTTTGTTTTT 139

Ai06B8777 Araip.B06 8777 p3 (TTA)8 24 27902900 27902923 GATTGAAAACATCAACATAGTGCAT GCACCAATAGCCTACTTTGCTT 269

Ai06B8780 Araip.B06 8780 p4 (TTTA)26 104 27913230 27913333 TCATCCGTTTTGGAGGAAAG TCGAAAATCTTCACCCATTTTT 198

Ai06B8781 Araip.B06 8781 p3 (TTC)5 15 27928195 27928209 CCCTCTTTTTCCCTTCTTGG GCTTTTGTCTTCCCTTTCCC 211

Ai06B8784 Araip.B06 8784 p2 (TA)6 12 27940046 27940057 GGCACAAAAACAATGCTACAAA CATTGTTTACCTAACAAAATCGAA 235

Ai06B8785 Araip.B06 8785 p2 (TA)8 16 27941018 27941033 AACAAATTGATCTCCGTGCC TGACACACACAATTAAATGCCA 193

Ai06B8787 Araip.B06 8787 p3 (ATG)11 33 27947754 27947786 CATGAGGGTCGAAAGGTGTT AGCCAAATCACTGAGCCTGT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8788 Araip.B06 8788 c (T)10ccc(T)10 23 27949111 27949133 GCACCAGCTAAACAACTGACC CCCCGTTACACAACCAAAAA 246

Ai06B8791 Araip.B06 8791 p3 (CTG)5 15 27967597 27967611 ACTTGGTCTATGCGGTCGAG GATGACGACGACAAGGAGGT 275

Ai06B8793 Araip.B06 8793 c (AT)6(GT)30 72 27985872 27985943 TTGGGGATAAAGTAAGGTTGGA AGGAGGAACAAAGAAGGGGA 256

Ai06B8794 Araip.B06 8794 p3 (TAT)5 15 27988922 27988936 CAGTTTTCTGAGCGTTGTGC CCACACAGAGCTTTACGCTT 169

Ai06B8796 Araip.B06 8796 p3 (AAG)5 15 27992652 27992666 GGTGTAGGGACCCAATTGAA TTGCTTTTTATGTCGTCCCC 211

Ai06B8800 Araip.B06 8800 p2 (TC)13 26 27996830 27996855 ATTGCTGTCCCGATCTGACT GGGGAAATTTTGTTCCGAAT 274

Ai06B8804 Araip.B06 8804 p3 (ATG)10 30 28004954 28004983 TCTGCATATCAAATGAACCGA ATTTCGTTACCGTCGTCACC 257

Ai06B8805 Araip.B06 8805 p3 (AGA)5 15 28005102 28005116 TGACGACGGTAACGAAATTG TCCAAGTGATTTGAGTTATGCG 128

Ai06B8807 Araip.B06 8807 p2 (TA)6 12 28017621 28017632 CTTCTTTTCCCCTTTTTCGG GGTGGAGGTAATAACGGGCT 202

Ai06B8808 Araip.B06 8808 p2 (TA)6 12 28018474 28018485 CGAGTTTAGCTTTTGGACGC TGTGATTTGCACATTAAATCAACT 241

Ai06B8810 Araip.B06 8810 p2 (CT)6 12 28023361 28023372 CAGTCGCTGTAGCAGAGTCG CCATGGCATGAAAAGGAAAT 241

Ai06B8814 Araip.B06 8814 p2 (GT)6 12 28035651 28035662 ATGAGGCTGAGGATGAATGG TCAAAAATGAAGCCCTAGCC 247

Ai06B8816 Araip.B06 8816 p2 (AT)11 22 28039359 28039380 CAAAGCCGCTCCAAAAATAC GATATGGGCGCAGAAGTCAC 263

Ai06B8817 Araip.B06 8817 p2 (GT)6 12 28043203 28043214 TCTTTCTCCGTGTGTCCCTC AAAATAAAGCCCTAGCCCCC 139

Ai06B8818 Araip.B06 8818 p2 (AT)9 18 28049489 28049506 TGTGATAGAGATCATAATATTGGGAGA CTCAAAGTGAGTCAGTTCAATGG 224

Ai06B8819 Araip.B06 8819 p2 (AT)11 22 28050360 28050381 AGGGTTACGTCCCATACACG AAAGGAGGGGAAAAGAACGA 177

Ai06B8820 Araip.B06 8820 p2 (TA)8 16 28054845 28054860 AATTTCCCTGTCCTTGTCCC ATGTGCCAAAATCTCCTTCC 265

Ai06B8823 Araip.B06 8823 c (GA)15gg(GA)18 68 28069714 28069781 TTTGCACAAACATCAAAGCC TCTGCGGTTTTGCCTCTTAT 188

Ai06B8827 Araip.B06 8827 p2 (GT)8 16 28124306 28124321 TGCAAAAGTGAAAATTTTGGG CGAGGTTGTAATGGGGCTAA 162

Ai06B8830 Araip.B06 8830 p2 (TA)6 12 28131436 28131447 AAGAAGGGCGAAACACACAG TCATAACAATCCACCCACCA 266

Ai06B8835 Araip.B06 8835 c (TA)7ttcatgcatatactaaccacacttagattttctttccctttgtttctttggcttcggccaaaaggta(AAT)12117 28163652 28163768 TTTGCAGGCTTTGGCTAACT ATTCGCCCTCTTCCTTTTGT 195

Ai06B8837 Araip.B06 8837 p2 (TC)7 14 28169805 28169818 ACACTCGACGACCTTCCATC GGCACGTAAAATTGGGTTTG 274

Ai06B8838 Araip.B06 8838 p2 (AT)8 16 28174794 28174809 CCTTTTAGGCCCACCTAACC CATATGTGTGCGGACTACCG 266

Ai06B8840 Araip.B06 8840 p3 (AAC)5 15 28190218 28190232 ACGTACGTCATTCACACCCA GTTCCTCACGGTGAACTTCC 279

Ai06B8845 Araip.B06 8845 p4 (TAAA)7 28 28192997 28193024 TTGCAGGTGTGTCATTTTGC CACTGTGTGAATAATTCGGGG 221

Ai06B8846 Araip.B06 8846 p3 (AAC)7 21 28193373 28193393 GCAAATGGAATGTGAACGTG AACTCGTCGGCTATTGTTGA 232

Ai06B8849 Araip.B06 8849 p2 (AT)6 12 28196916 28196927 GAGCAATCAGCCATGTTCCT AAGTCCTCGGTTTCAGAGCC 275

Ai06B8850 Araip.B06 8850 p2 (GA)7 14 28202643 28202656 TTTGGGGAAGAGTGCTATGG AAAGGGTGTCTGGTGTCTGG 250

Ai06B8853 Araip.B06 8853 p3 (ACA)6 18 28217544 28217561 ACCATCCGGAAACATGCTAA TGCAATTTCACAGGATTGGA 232

Ai06B8854 Araip.B06 8854 p3 (TTC)6 18 28219482 28219499 TTCACGCGTTTTGTACCATT TTCGGAATTGAACCACACCT 269

Ai06B8855 Araip.B06 8855 c (T)11cttattcatc(T)1132 28219913 28219944 AAACTCTTCCTCTTCCTCCTCC TTCCCCCTTTATTTCTTTCTTTC 264

Ai06B8860 Araip.B06 8860 c (T)10ctatatattttttttcgcctatttttttc(T)1049 28229464 28229512 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 257

Ai06B8861 Araip.B06 8861 p3 (GAA)5 15 28230263 28230277 GGTGTTGATTTGCTCCCAAT GCCCTCCATTCTTCATCAAA 241

Ai06B8862 Araip.B06 8862 p2 (AG)8 16 28232251 28232266 TGAAAAAGAGGGAGATATTTTCG TTGTGATTTCTTGTGAATCAAGTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8865 Araip.B06 8865 p2 (TA)9 18 28248135 28248152 TCATCCCAATATTTTTGGTTCAT TGTAGCCTTTTATCCCTCATTTTT 264

Ai06B8869 Araip.B06 8869 p3 (TTC)5 15 28258853 28258867 TCCTTTGTTCGCGTTTTTCT TAACAATCGCGTTCCATTCA 237

Ai06B8870 Araip.B06 8870 p3 (CTT)7 21 28265135 28265155 ACCAATCCCACTGAACCAAA AATGTAGCAGCCTTCCCAAA 109

Ai06B8874 Araip.B06 8874 p3 (ATT)5 15 28284652 28284666 ATTTTGCTGCACCATGACAA TTTTCCTTTTAATTTTCGGTATTCA 266

Ai06B8876 Araip.B06 8876 p2 (AG)6 12 28290542 28290553 AGGCTGGAGAATGAGGGAAT TCCATAAACCAATTTGGAAACA 256

Ai06B8877 Araip.B06 8877 p3 (GGA)5 15 28298526 28298540 TCAGAAACAGCGGAAGGAGT CAGACGGTTTGGACATGTTG 207

Ai06B8878 Araip.B06 8878 p3 (TCT)23 69 28300193 28300261 CACGCGCCTCATATAACGTA AGCGCGAATAAAGGAGAACA 224

Ai06B8879 Araip.B06 8879 p2 (AG)6 12 28302404 28302415 ACACAAAGGAGCGAGAGCAT GCTGATTTTGTTGCACATGG 175

Ai06B8880 Araip.B06 8880 p3 (TTG)7 21 28309321 28309341 AGCCCACTGAACCGAAATTA GTTTAATGCAACAGCCCTCC 115

Ai06B8881 Araip.B06 8881 p2 (TA)6 12 28316265 28316276 AACTCGCCTTCACGAGTACC CGAGATCTTGGGCAAGGTAG 214

Ai06B8883 Araip.B06 8883 p2 (GA)6 12 28333282 28333293 TCATTCCCAAATTTTGTCCA CGGAAAAGCACACCAAACTT 244

Ai06B8885 Araip.B06 8885 p2 (AG)6 12 28343284 28343295 AATGGGGGAATCAACATTCA GGAACATTGAACCTGGAATTG 159

Ai06B8888 Araip.B06 8888 c* (TTC)13(TC)6*ta(TC)1479 28418731 28418809 ACCTCTGGTGACCCTCTCCT TCGTAATACCTCACCACCCC 243

Ai06B8889 Araip.B06 8889 p2 (AT)18 36 28419312 28419347 AGCAAGCACCTATTTCTCCG GAGCGTCTGGAGTTTTCTGC 207

Ai06B8890 Araip.B06 8890 c (AT)6aaacaataagggacctaaggctacacttatatatagtagctatagtatac(A)1072 28428868 28428939 GGGCTGGTGATGATTTGTTT ACGCTTTTCAACGCTACTGC 275

Ai06B8894 Araip.B06 8894 p2 (AT)6 12 28441710 28441721 GAATCAAACTTGGCGTTAATTTC TCCAGCTTGATAACAAAATGCT 183

Ai06B8895 Araip.B06 8895 p3 (ATG)5 15 28442258 28442272 GCAGCGCAATAATATGGCTT TGCTTACCGTGACAATGACTG 273

Ai06B8897 Araip.B06 8897 p3 (ATG)5 15 28443697 28443711 GCAGCGCAATAATATGGCTT TGCTTACCGTGACAATGACTG 273

Ai06B8903 Araip.B06 8903 c (A)10taggggtgcacgacgcgaccacatgccccatgcgatcgcgtcatattgcgaaaaacaccacccgcgcgatcgcgtgacccacgcggccgcgtg(AT)6115 28470088 28470202 GCATTCTGCATTTTTCATGC GGATTGGTATTGTGCAAGGG 274

Ai06B8909 Araip.B06 8909 c (AAT)9aaatgtcacaaagaatttgattagtaagaacaaggaaatttaagc(AAT)690 28491333 28491422 TGCCTCTAACACCGCCTTTA AAGAGCCCCCTTTACCTGAA 275

Ai06B8911 Araip.B06 8911 p2 (GA)7 14 28492489 28492502 TACCTCAATTGGGTGGGATT GGTGCAGAATTCTTGGAAGG 280

Ai06B8916 Araip.B06 8916 p3 (TTC)6 18 28522958 28522975 AGCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 262

Ai06B8917 Araip.B06 8917 p2 (AG)6 12 28529069 28529080 AAGGAACATTAAACCTGGATCG TGGCCCAAATCTAAGTCCAG 205

Ai06B8918 Araip.B06 8918 p2 (AT)6 12 28529934 28529945 ATGGGTTTATCAACCTCCCC TGCTTTTTCTCCCATCTCAA 278

Ai06B8919 Araip.B06 8919 p2 (AG)6 12 28536763 28536774 AAGGAACATTAAACCTGGATCG AAATCCAAGTCCAGAAGGCA 199

Ai06B8920 Araip.B06 8920 c* (AAAT)10(AT)6* 50 28538608 28538657 TCAGTCTCTCCCTCAGGCTC TTTGCGATTTTGCTTAACCC 225

Ai06B8922 Araip.B06 8922 c (A)12gaaag(A)21 38 28549067 28549104 TGAAGCAAGAAAAAGCAGCA GCTCGAACAATCCCTGGTAA 129

Ai06B8924 Araip.B06 8924 p3 (GGA)5 15 28553969 28553983 GGAAGACGCCAAAAACTCAG CTCCTCGTTTCAATCACGGT 213

Ai06B8925 Araip.B06 8925 c (A)10ttaattttccgactgaattatagacggattctcttttccgtctgtaatttatgctaatcta(T)1182 28554272 28554353 CGAGGAGCTTTTCACTCACA CAGATGGAATTTCAGAGGGA 270

Ai06B8927 Araip.B06 8927 p4 (TTTA)5 20 28554824 28554843 TCAAGGAACAAAAACACACCA TACCGCAACTTGGATAATCG 248

Ai06B8930 Araip.B06 8930 p2 (AT)10 20 28561228 28561247 TGATGTGATGGATGCAATTTT TTGAACTTTCGTTTTGGTAATGA 272

Ai06B8931 Araip.B06 8931 p2 (TA)6 12 28565033 28565044 ATAAAGCAGTTGAACGCCCA GTGCATACTCCCACTGTTGC 232

Ai06B8932 Araip.B06 8932 p2 (CT)15 30 28566340 28566369 TGGTGGTGATTGGTTTCTCA ACGCATACCCTTCCCTCTCT 190

Ai06B8933 Araip.B06 8933 p4 (TTTC)7 28 28573569 28573596 GCACAATGGCTCCTCTTCTC TTACCCCACCGTCTTACTGC 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B8935 Araip.B06 8935 p2 (CT)6 12 28581316 28581327 TTGTTTCTTATCTTTTTCAAAACTACC GGGTGAGGAGAGCAGAGATG 280

Ai06B8939 Araip.B06 8939 p3 (AAC)5 15 28608438 28608452 TCACACGAAGCATGACAACA CCCCCATCATTGCTTTCTTA 271

Ai06B8940 Araip.B06 8940 c (T)10ctc(T)10 23 28610762 28610784 TGTCACAAATTCATGCACCTT TATGGTTGGGCACTTGTTCA 185

Ai06B8941 Araip.B06 8941 p3 (GAA)6 18 28613601 28613618 ATTGTGGCTACTGGAGGTGG AGCACCGCGTCACTTAACTC 195

Ai06B8942 Araip.B06 8942 p2 (TA)10 20 28619397 28619416 GGGACATTTTTGTCCCCTTT GAAAAATCTTGGGAATTGGG 205

Ai06B8943 Araip.B06 8943 p2 (AC)6 12 28620487 28620498 AGGAAGCGTGAATTGTTGGA GCTTGATTTTTGCTTGAATGC 271

Ai06B8945 Araip.B06 8945 p2 (AG)8 16 28632528 28632543 TGCCTTTTTCCTTGTTCCTG AACATCTCTCCCTCACCCAC 181

Ai06B8946 Araip.B06 8946 c (T)11cgaaaatatttgagaaatttttgaaagatttttaaaaaatttttg(A)1167 28633734 28633800 ACAGCCAGCCAGGCTTTAG GGGGATTGTTTGAGTTTGGA 228

Ai06B8949 Araip.B06 8949 p2 (AT)17 34 28645765 28645798 TGCATCAACACCTGAAGGAA CCAAGGTTGTCAAACTCACG 205

Ai06B8950 Araip.B06 8950 c (TTA)16aagtttt(A)1065 28654004 28654068 GCCAAGTTGGGAGCTCTACTC TTCCTTCTCCCAAATGGCTT 229

Ai06B8951 Araip.B06 8951 p2 (AT)8 16 28654668 28654683 TACTTTCAGCAGCTCGGTCA CCTCAACAATTCACCAGCCT 262

Ai06B8964 Araip.B06 8964 p2 (GA)9 18 28692016 28692033 TCGAATCGTTGTTTTGTTGC GCGACGACGACTCCTCTAAC 242

Ai06B8965 Araip.B06 8965 c (TA)12gccaagccttagatagtgataaagtgcctttacaattgagatgggagagaaaaatatttt(A)1094 28695895 28695988 TGCAACTACCTAGATGAATGATGC CAAAATCCAGTGAGGGTTCAA 269

Ai06B8968 Araip.B06 8968 p3 (AGA)6 18 28704835 28704852 TGGGGATCACCTTCTTCTTG CACACATCCCTCCATCTCCT 276

Ai06B8969 Araip.B06 8969 p3 (ATT)5 15 28706925 28706939 TGAAAAGGAAATTAAAAAGATTTGA AAACCATGCAGCAATTAGGC 232

Ai06B8970 Araip.B06 8970 p2 (AG)10 20 28707431 28707450 GAAATTTTGAAAAAGAGGGAAGA CAAAACTAATTTCAATCGTATCTTTTC 247

Ai06B8973 Araip.B06 8973 p2 (AT)7 14 28728183 28728196 CGACGTTGTTTCAGTTCGTT TCATCCATGAGAACCATTTCTA 280

Ai06B8975 Araip.B06 8975 p3 (TTC)5 15 28738804 28738818 TGGCCGAATACATCTTCTCC GCAATGCTTTTACCACACCA 120

Ai06B8976 Araip.B06 8976 c (A)10gaaaagaaaaatggcgaaaaaaaaag(A)1046 28741550 28741595 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 147

Ai06B8977 Araip.B06 8977 p2 (TA)7 14 28744378 28744391 CAGGGACCTATTTGTAACGCC GAAACATTTCCTGATATGCTTTTCT 270

Ai06B8980 Araip.B06 8980 c (TA)6aaatagatttcacttcaaatcaaatattgtagt(TA)657 28759912 28759968 GAAAATGCAGATGGATGTTTTT TTGTTAGTGCATACACAGTTGCC 268

Ai06B8982 Araip.B06 8982 p2 (GT)8 16 28770026 28770041 GAGCTGGGATTCGATGAAAA CAACACCCAGCCAAGTCTCT 262

Ai06B8988 Araip.B06 8988 p3 (ATT)5 15 28811438 28811452 CTCACCTGATGCAGAGGACA AAGCAGCCATCAAAAGTCAAA 251

Ai06B8990 Araip.B06 8990 p3 (AGA)7 21 28819933 28819953 ATGAACCAGCAGGAGTGACC AGACTTCACTCTCCCACCGA 263

Ai06B8991 Araip.B06 8991 c (GAA)5gaggaggcttgttccatggcatgagatatggctgttgaggattgtgaagcgcagaagatatcaatgcctttcatctttg(GAT)5109 28820135 28820243 ATCCATGATGATGGGGTTGT TTCCCGTTTTATTTTCCACA 250

Ai06B8992 Araip.B06 8992 p4 (TTAT)5 20 28823403 28823422 TTGGTGGCTGACTTTGATGA GCAAAATTCCAAAGGGTTCA 275

Ai06B8993 Araip.B06 8993 p3 (TCA)5 15 28826517 28826531 CCACCTTCTCCTCCTTCCTT CCAAAACTTTGTTAAAGAACACAGAA 272

Ai06B8994 Araip.B06 8994 p3 (CTT)5 15 28827039 28827053 TTTGAACTCCTTCCTCCTCG GAAAAAGAAGATGATGATGATGACA 251

Ai06B8996 Araip.B06 8996 p3 (TTG)6 18 28831695 28831712 TGTGGTGGTGACTCATGCTT ACCTCTCAGCCTTCAAACCA 252

Ai06B8997 Araip.B06 8997 p3 (ATT)5 15 28832460 28832474 GATGCCAATACGAAATTAGGG ATCCGTTAAGCCTCGTGAAT 147

Ai06B8999 Araip.B06 8999 p3 (ATA)5 15 28844517 28844531 CAATAACGTTTAACTTCATCCATAACA ATGTGAACAGAACCCAACGG 181

Ai06B9003 Araip.B06 9003 p2 (AT)15 30 28863847 28863876 GGGTTTGGTTTTTGAGTGGA AAGCTTGATCCAAAGCCTCA 244

Ai06B9005 Araip.B06 9005 p2 (TA)8 16 28881388 28881403 GGGACATTTTTGTCCCATTT TTGGGTATGGAAAACTTGGG 241

Ai06B9007 Araip.B06 9007 p2 (CT)6 12 28887893 28887904 ACTTGGTGCAGGGATGAGAT ATAGGTGAGGGGTTTTTGGG 140
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Ai06B9008 Araip.B06 9008 p2 (AT)6 12 28889832 28889843 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 169

Ai06B9009 Araip.B06 9009 p2 (CT)6 12 28895048 28895059 TAACGCCAGGAATGGGTAAG GAGGGATTTTTGGGGAAGAG 235

Ai06B9012 Araip.B06 9012 p2 (CT)7 14 28907497 28907510 AGGGAAGAAAAGTTGGCGTT TGGAGGTGATTAGTGAGGGG 263

Ai06B9020 Araip.B06 9020 c (TC)6(TA)9 30 28979325 28979354 TGTGGAAAACTGTGGGAACA CATTGGGATAATTTTGTCCTCTT 221

Ai06B9021 Araip.B06 9021 p4 (TTTA)40 160 28985373 28985532 GGGAGGCAATCTGATGTTTT TTTTTAACATTCTGCATGACCAA 277

Ai06B9023 Araip.B06 9023 p2 (AT)7 14 28986115 28986128 CAATTTGATTTGGTCCCCAC TGCTTGTCCTCAAGCAAAGA 277

Ai06B9026 Araip.B06 9026 p2 (CT)6 12 28995698 28995709 TTTCTTATCTTTTTCAAAACCACC AAGGATGGCAGAGATGTGAGA 269

Ai06B9027 Araip.B06 9027 c (A)15taagccacgcgcaagcgcaaa(GC)648 29010738 29010785 ATGAGCCCTCTTTGATGCTC TGATGCTAAAACGCATCGAC 268

Ai06B9028 Araip.B06 9028 p3 (ACC)5 15 29013892 29013906 GTAGCTCAGCCCTCATCGTC CTTAGCCGACTCCTCCTCCT 240

Ai06B9029 Araip.B06 9029 c (AT)9tctagttgatcctttttgtataagaattatgttttaattgaaaaaagggtaaactaggaaa(T)1089 29014453 29014541 CGTGACCGGTATTTGCATTT GGCTTATTCTAATGCAGTGTTGTG 275

Ai06B9030 Araip.B06 9030 p2 (GA)8 16 29028920 29028935 AAAGCGACAAAAATGATGGC CGGTGGATTTATCTGCCAGT 266

Ai06B9037 Araip.B06 9037 p3 (AAT)5 15 29053562 29053576 TGACGACAAGGACTTAATTGAAAA ACGCAAATCTCGTTCCTCAT 256

Ai06B9039 Araip.B06 9039 p4 (ATTT)5 20 29061015 29061034 TGATTTTCAACCCCCATGAT GCTTGGAGCTAGCAACCCTT 278

Ai06B9041 Araip.B06 9041 p3 (CTT)6 18 29061477 29061494 ATGGTGTTCTTCGCGTTACC ACTGAATCACACTCGGTCCC 134

Ai06B9044 Araip.B06 9044 p2 (AT)6 12 29073753 29073764 ATTTCTTGGCCTGGTGTTCA CCGCCATTTTTGATTGTTCT 261

Ai06B9046 Araip.B06 9046 p3 (CGC)5 15 29077441 29077455 CAAGGAGCTCTTAAATGCCG TCGAGCAAAGTACCATGTGC 263

Ai06B9048 Araip.B06 9048 c (CA)25cttaagaatgaaagaaagaaaa(AG)684 29145332 29145415 GGGGGTAGAATGTAATGTCTTGA TCTCTCACGTCTTGGTTCCC 245

Ai06B9049 Araip.B06 9049 p2 (AG)8 16 29154486 29154501 GAGGCTTCAAAGTGGGAGAA TTCATAAACCAAATGGCAACA 264

Ai06B9050 Araip.B06 9050 c (A)10gaaaagttaaaactaatta(AT)845 29163601 29163645 AGGGACATAAAAGTGCACGG AATCAAGCAAAAGTCCACGC 244

Ai06B9051 Araip.B06 9051 p2 (AG)6 12 29165292 29165303 TTTCTGGGCTGTTTTTGACTC CCAAATTGGCAACCTCAAGT 280

Ai06B9052 Araip.B06 9052 c (A)11gaagaaaaaataaataaataaaaaataaaaaaaataaataaataataaaaaaataaaa(AT)681 29170666 29170746 AAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 256

Ai06B9054 Araip.B06 9054 p2 (GA)7 14 29179204 29179217 GGAACATTAAACCTGGGATTG AGGGAGAGCTCCCCAATTTA 139

Ai06B9056 Araip.B06 9056 p2 (GA)7 14 29187635 29187648 GGAACATTAAACCTGGGATTG ATGCATCCATTCAGGGAGAG 150

Ai06B9061 Araip.B06 9061 p2 (AC)7 14 29223833 29223846 GCAGGGCAGCACTTATTAGC AACGCTTTCCTGGGATACCT 241

Ai06B9063 Araip.B06 9063 p2 (CT)6 12 29235754 29235765 CCTCAGGATCTGTGGACCTC GAGGAGTTTTTGGGGAGGAG 104

Ai06B9066 Araip.B06 9066 p3 (GTG)5 15 29245740 29245754 ACCACTCGGGCTCATCATAG ACCCCTCCAACTCTTCACCT 279

Ai06B9068 Araip.B06 9068 p4 (AAAT)8 32 29250435 29250466 CCTTTTCAAAACTTCCCAACC CCATGATGGAGAAAGGGAGA 173

Ai06B9070 Araip.B06 9070 p2 (AT)6 12 29280476 29280487 TGTGGTTTTAGGGGAGGTTG TTCAAGTGCAACTGATTCCCT 174

Ai06B9072 Araip.B06 9072 p2 (CT)8 16 29294618 29294633 AGCCTCGTTCGTTACTTTCG GGTTATGCTCGGAGTTGAGC 222

Ai06B9073 Araip.B06 9073 p2 (AT)6 12 29303133 29303144 TCCGTTTGTAAATCCGTCAA GGCAGGGGACGATGATAATA 268

Ai06B9078 Araip.B06 9078 p3 (CAG)5 15 29323280 29323294 ACCCAATAATCCGTTACCCG AACCCTACCTGCACCCTACC 170

Ai06B9079 Araip.B06 9079 p2 (TA)28 56 29328121 29328176 GGTGTGAGATTTCATCGCAA TTTAAACCGCAATACCGCTC 240

Ai06B9081 Araip.B06 9081 p4 (AGAA)7 28 29328671 29328698 TGATGGCAAAAATTAAATTCAATAAG AACATCGAAATTTTGCTTAAAAA 228

Ai06B9085 Araip.B06 9085 p4 (ATTC)5 20 29337214 29337233 AGATGTCACGTCGTCGTTTG AGGGTGGTTTCGTCATTTTG 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9097 Araip.B06 9097 p2 (AG)7 14 29394290 29394303 CAATTGTTTGTTGACGCCTG TGCACTTAGCAGCTGAACCA 279

Ai06B9099 Araip.B06 9099 p3 (TAA)9 27 29399734 29399760 CTTCACTCCAAATGGGAAGC TTTGAAGAGGTCGGGTATGC 270

Ai06B9100 Araip.B06 9100 p3 (TTC)5 15 29401237 29401251 GCCTTCTTCCAAACCAAACA GGTGCTGCTGCTTCTTCTTC 278

Ai06B9101 Araip.B06 9101 p3 (GAA)13 39 29401396 29401434 CATGAGATGCTGTCCACCAC TCGGATGCAGAGTTTGTGAG 143

Ai06B9102 Araip.B06 9102 p3 (TTC)7 21 29401577 29401597 TCTCACAAACTCTGCATCCG TGCAATCCAAGCTTTTTCCT 194

Ai06B9106 Araip.B06 9106 c (TG)42tttttttttata(TG)38172 29417919 29418090 TTCCTCTTCAGGCTTCTTGTTT AAGGTGGTACGACTCTCAGGT 246

Ai06B9109 Araip.B06 9109 p3 (TAA)5 15 29439502 29439516 AAGGATTTAAACTAAGTGATAATTTGC TGCAATATTTATCGAAAAAGAGGA 100

Ai06B9117 Araip.B06 9117 p2 (AC)10 20 29456620 29456639 GCACATTTGCTACAGTTCTCAAA TCATTAGAGGGCCTTTCAAGT 258

Ai06B9118 Araip.B06 9118 p2 (AG)11 22 29472012 29472033 CCACCTTCCCCTAGTAAGGC GACGCTAATCCCTCGATTCA 155

Ai06B9120 Araip.B06 9120 p2 (AT)8 16 29477430 29477445 TGCTCAAAGCCTTGGATCTT CTGGAGGCAAGAAAAAGCAG 211

Ai06B9122 Araip.B06 9122 c (A)10gaaataggcatatttc(A)1137 29494770 29494806 TGGCCTTAACCTCTGGTTTG ACTTTGGGGCATTTTTGTCC 241

Ai06B9124 Araip.B06 9124 p4 (AATA)9 36 29529811 29529846 CCCCAATTGAATCTTTGGTT TTGGGGTAATTTTGTCCCCT 269

Ai06B9125 Araip.B06 9125 p4 (TTTA)5 20 29541311 29541330 CGTTTTGATGACCCCAGAGT TCGAAAATCTTCACCCATTTTT 161

Ai06B9128 Araip.B06 9128 p3 (ACA)17 51 29547311 29547361 TCCAACAACAAAATTCAACCC AGCTCCCTTCAACCCAGTTC 260

Ai06B9129 Araip.B06 9129 p3 (ACC)5 15 29547497 29547511 GGAGCTCACCTTGGAAGCTA CCCAAATTTTGTTGGCAGAT 245

Ai06B9130 Araip.B06 9130 p4 (AAAT)5 20 29566290 29566309 TCCTTCTCCCTGTTTTGCAT TGAAGGCAATGTTGAGCAAG 244

Ai06B9134 Araip.B06 9134 p4 (TAAA)5 20 29616585 29616604 TGATTGAGGCCATCATTTGT TGGGGTAATTTTGTCCCCTT 202

Ai06B9135 Araip.B06 9135 p2 (GT)7 14 29616747 29616760 GGGGACAAAATTACCCCAAT GGGGCTAAGGTAAGGGTGAG 234

Ai06B9138 Araip.B06 9138 c (T)12gaaaagggggagatatttttgaaaatt(AG)651 29632069 29632119 GAATAAGATGGGAGAGGGAGAAA TCCTTATCTTTTCAAAATTTGTTTCA 273

Ai06B9139 Araip.B06 9139 p3 (AGA)6 18 29641459 29641476 GTCCCTCAATTTCAGCCAGA GCCCTCCATTCTTCATCAAA 175

Ai06B9140 Araip.B06 9140 p3 (ATA)6 18 29642715 29642732 GACAAGGAAGAATGGCCAGA TTCGAAAATTATCCCTCCCC 215

Ai06B9147 Araip.B06 9147 p3 (ACA)6 18 29656713 29656730 CTTCAAACAAATCGGACCGT TGGCGAAAGGTAGAGGAAGA 266

Ai06B9148 Araip.B06 9148 p2 (CT)7 14 29663585 29663598 TGAAAAGTTTGGGGTTAAAATGA GAGGAAGTGAAAGAATGAGAGAGA 201

Ai06B9149 Araip.B06 9149 p2 (TC)16 32 29663986 29664017 TCTTCCTCTTTCCCCCTTTC GCAATTTAAGAGCCTAAAAAGCA 257

Ai06B9151 Araip.B06 9151 p4 (TTAG)7 28 29667953 29667980 ACTCCCCTGCCCTATTTCAT GCACTTGCTGGTCAGTGGTA 240

Ai06B9154 Araip.B06 9154 c* (C)10(CT)7* 23 29680376 29680398 TTACAATTGAAATCAAATTTTTCCT GAGAGGAGGAGGAGGATGAGA 270

Ai06B9155 Araip.B06 9155 p2 (CT)7 14 29680585 29680598 TTTCCTCCTCCTCCTCTTCC AGAGTGAGTGAAGGAATTAGAGAGAT 278

Ai06B9156 Araip.B06 9156 p2 (TC)6 12 29681073 29681084 TTGACAAACCAAAATGTGCAA GGGAGTCCTTAGTAGGGTTAGGG 265

Ai06B9158 Araip.B06 9158 p3 (GAT)5 15 29687930 29687944 TTCTGAGTTCTGCATCTGGG GGAGCAGAAGCAAAAGCAAC 272

Ai06B9159 Araip.B06 9159 p3 (TTG)8 24 29688088 29688111 TTCTGAGTTCTGCATCTGGG GGAGCAGAAGCAAAAGCAAC 272

Ai06B9161 Araip.B06 9161 p2 (AG)6 12 29695665 29695676 AATTGGGTTAAGACATCGGA GGCAAAAGGAATATACACAGCA 264

Ai06B9162 Araip.B06 9162 p2 (AG)6 12 29700804 29700815 TCGTTAGAGCTTCGTGCTGA CATGTACTGAGGCAAAAGGAA 259

Ai06B9164 Araip.B06 9164 p2 (TA)7 14 29703555 29703568 ATTTTAATATGGAGGGGCCG GTGGTTCTTGGAGTCAGGGA 258

Ai06B9166 Araip.B06 9166 p3 (AAT)5 15 29707668 29707682 TTCAACGTCAAATTTTAAATAATCA ACCGATCCAATCCAATCAAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9167 Araip.B06 9167 p2 (AG)44 88 29708538 29708625 TTGCCCACCATTTTTACCAT TTTACATCCGAATTCGTCCC 270

Ai06B9171 Araip.B06 9171 p2 (AT)6 12 29712321 29712332 CAAACGCATCTCACTCGAAA TTTTTCACAGGTCGAAACCA 119

Ai06B9182 Araip.B06 9182 c (CA)12(TA)7 38 29759953 29759990 TTGGACAGTTCCTCTATGCG ATTTGTTGACCCTCTGTCGC 267

Ai06B9183 Araip.B06 9183 c (TA)9tgcgtacatgc(ATA)544 29760958 29761001 TTCCATTAGGTAAATGGTTGCC TCGAGTTCGATATCCGATGA 212

Ai06B9185 Araip.B06 9185 p2 (AT)7 14 29771773 29771786 CCATGGAATCAAACTTCAAGC ACCAGGCATTTTAACTCCCC 191

Ai06B9186 Araip.B06 9186 p2 (TA)7 14 29772708 29772721 ACAACGGCTTTCCATTAGGT TCGAGTTCGATATCCGATGA 186

Ai06B9189 Araip.B06 9189 p2 (AT)6 12 29778876 29778887 ATTTGTTGACCCTCTGTCGC CTTTGGAGCCATTACCAGGA 274

Ai06B9190 Araip.B06 9190 p3 (AGA)6 18 29780765 29780782 CGGTCTTAGGTGCCATCAAT ATCCCCACCTACCTCCACTC 254

Ai06B9205 Araip.B06 9205 p2 (TA)7 14 29828428 29828441 TGCTTGAAAGATCAATCCAAAA AATTCAGTGCCAAATAAATGAAA 272

Ai06B9214 Araip.B06 9214 c (T)10aaagaacttcaaacgacatcgtttaggacaaggattttc(T)1160 29874699 29874758 GCACGTCTCCATGTCCTTCT CAAACTGGTAGCCGTCTGGT 269

Ai06B9215 Araip.B06 9215 p2 (TA)6 12 29875085 29875096 CCGGTCCGATCTGATTTTTA GGAATTAATCAAAGAAAAGGAAACA 229

Ai06B9216 Araip.B06 9216 c* (ATT)8(T)10* 32 29876547 29876578 GAAATTTTCCAATCGTGCGT GAATCGAGAAACGTCATGGG 209

Ai06B9220 Araip.B06 9220 p2 (AT)7 14 29880551 29880564 TGATGTCATTTTACATATTTTGGGA TTGATCGAAAGTGCTTGATGA 254

Ai06B9222 Araip.B06 9222 p2 (GA)6 12 29894509 29894520 AAAGAACCTGGGATTGAGAGTT CTTCCAGCGATTTTTGAAGC 222

Ai06B9224 Araip.B06 9224 c (TCA)26(TCT)9 105 29912580 29912684 GGTGTCAAAATTAATAAACTTTCGTG GGGTGAAACAAGAATTGTGAGA 232

Ai06B9225 Araip.B06 9225 p3 (TCT)6 18 29912853 29912870 GAAATTTCAATGTCAAAAGTAAGAAA TTCCTCTTCCTCTTCCTCCA 254

Ai06B9226 Araip.B06 9226 p3 (TCT)9 27 29913257 29913283 TGTGTGGGTGATTTTTGTTGA GGGTGAAACAAGAATTGTGAGA 196

Ai06B9227 Araip.B06 9227 p3 (TCT)6 18 29913452 29913469 GAAATTTCAATGTCAAAAGTAAGAAA TTCCTCTTCCTCTTCCTCCA 254

Ai06B9229 Araip.B06 9229 p2 (AT)7 14 29917752 29917765 TCAAAGCAGCGGAGTAATCA AGCGCACTCACTCTTTCGAT 219

Ai06B9238 Araip.B06 9238 p3 (AAT)5 15 29927345 29927359 GCCAAAAGTGCACAAATGAA TTGTGACCATGTGGCTTTGT 274

Ai06B9239 Araip.B06 9239 p2 (CT)8 16 29927624 29927639 ACAAAGCCACATGGTCACAA GAGAAGCGTTTTGGTTTGGA 211

Ai06B9242 Araip.B06 9242 p2 (AT)7 14 29941645 29941658 GCAATTTCAGCCTGTCCATT CAATTTGATTTGGTCCCACC 185

Ai06B9245 Araip.B06 9245 p2 (AT)10 20 29952640 29952659 GTCGTGCTTTCTTCTTTGCC GAAGGCTAGGGCTGAGAGGT 217

Ai06B9252 Araip.B06 9252 p3 (ATT)6 18 29968969 29968986 TTTGTCACCTTACTCTATGGCAG TATGGTGTGGGAGGAAGGAG 179

Ai06B9254 Araip.B06 9254 p2 (CT)6 12 29986760 29986771 ATAAATCCGCCGATAAACCC AACTGGATGACGGTGAGAGG 246

Ai06B9257 Araip.B06 9257 p2 (TA)6 12 30002701 30002712 TCTTAAGTGGGGAATGACGC CTTTGGAATGACGCATGAGA 262

Ai06B9258 Araip.B06 9258 p2 (AT)23 46 30005642 30005687 AGAAAGCACCTCTTCGGTCA TGACGTGTGTTCGGTCTTGT 265

Ai06B9259 Araip.B06 9259 p2 (AT)7 14 30006181 30006194 TCATGATAAAGGTGTCCGCA AGAGCGCAAAACCGTACCTA 167

Ai06B9265 Araip.B06 9265 p2 (TA)6 12 30015404 30015415 TTGCCTCAGCCCAAATTTAT TCTCCGTTTGGTGGTTTAGC 254

Ai06B9267 Araip.B06 9267 p2 (AT)7 14 30016603 30016616 GAACATTTGCACTGCTTCCA TGGGCATATCTCAAATTCCA 233

Ai06B9269 Araip.B06 9269 p2 (CT)18 36 30019211 30019246 CGGAAAAGCACACCAAACTT ACACGTTCAGCCTCCTCATT 117

Ai06B9270 Araip.B06 9270 p2 (AT)12 24 30019755 30019778 CATGCCGTAAAGCAAAGGAT CGATTGCGCATTTGTAACTC 160

Ai06B9271 Araip.B06 9271 p2 (AT)10 20 30025143 30025162 CTCGCGTCGTAAAGCAAAG ATGGCTAGCCGGCTTAAACT 277

Ai06B9274 Araip.B06 9274 p2 (TA)7 14 30031627 30031640 GATGATCATTGCGGTTGAAA GTGCTGTAAGGGGGTGAGAA 113



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9276 Araip.B06 9276 c (A)10gttgtttttgggatctttatttaagtggtgccttcaatttttgcgtgactactgagaaaaccattttaa(T)1190 30039143 30039232 GAATATATGGTTTAGGTTTTGCTACG CCTATCCGGATGTCATGCTT 277

Ai06B9282 Araip.B06 9282 p2 (TA)7 14 30051776 30051789 ACAACACCGTCGCCTTTATC TGAAAAGAAGAACAAGCAAAAGTG 243

Ai06B9284 Araip.B06 9284 p3 (TGA)6 18 30053073 30053090 TGCAACAACACGACAGAATG TGTTGGATGGGTCTTGGAAT 262

Ai06B9289 Araip.B06 9289 p4 (TTTA)8 32 30069959 30069990 CTTGGACCCTGTGATTGGTT CAAAAGGTTTGGGATGCACT 252

Ai06B9290 Araip.B06 9290 p2 (CA)9 18 30070660 30070677 GCTGTTAGCCTTGACCGAAA TTGCAACCATAGATGAAGCG 229

Ai06B9295 Araip.B06 9295 p2 (CT)6 12 30095223 30095234 CCTCCTTCGTTTCATTTCCA AAGAAATCGCAAATTGGTGG 234

Ai06B9298 Araip.B06 9298 p3 (TAA)11 33 30102882 30102914 TCTTTTTCTGGCAGCAGGTT CAGCAATGACGACGACTTGT 118

Ai06B9310 Araip.B06 9310 p2 (AT)6 12 30158539 30158550 TTTCTTTTCAATTGGGTCCCT CCGAATTTTCAATTAGGTCCC 157

Ai06B9312 Araip.B06 9312 c (TA)8(T)10ctaca(T)1041 30170802 30170842 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAATTTGG 251

Ai06B9315 Araip.B06 9315 p2 (AG)6 12 30180764 30180775 TTTGGTTGATCGGGATTTTT GCAGAAAAGGATACAACAGCAA 279

Ai06B9317 Araip.B06 9317 p2 (TA)11 22 30185066 30185087 CAACCTCCCCACACTTAAACA TGATTCTATGTTCCCCGCTT 274

Ai06B9321 Araip.B06 9321 p3 (AAT)6 18 30223666 30223683 AGTCATGAAAGCAACCACCC TTTGGAGCTATGAACATGTAACTG 262

Ai06B9325 Araip.B06 9325 p3 (TAT)5 15 30291808 30291822 CACATGCATGAGTGCAAGAA CTTGGCTGGCCATGTCTAAT 270

Ai06B9326 Araip.B06 9326 p2 (TC)8 16 30295632 30295647 AAGCGTGACAGAAGCGTTTT GCGAAGTCTGAGTCCTCACC 269

Ai06B9327 Araip.B06 9327 p2 (TG)6 12 30296103 30296114 TTCTCTCTCCTCTGGCTTCG AAACCCTAACCCAGTACCCG 220

Ai06B9332 Araip.B06 9332 p2 (AG)7 14 30316803 30316816 TGCGGTGACGATACTGTAGG CCTCTCCCCAGCCATTTTAT 261

Ai06B9335 Araip.B06 9335 p2 (GA)6 12 30335487 30335498 GGCTATCATGCAAGGGAAGA TCAGGGAAGACTGCAAGGAC 236

Ai06B9337 Araip.B06 9337 c (CTC)5tctcttttttctatctcttcttcttttctcttttttcctcttttctctctcccttcttttctctcttattttggaaaaaagagggagagagagagg(GA)6123 30339200 30339322 GATTTTCTTCATGGTGCGGT CGGAACAGCTATGTTCACCA 232

Ai06B9338 Araip.B06 9338 c (GA)6a(AG)6aaaaagagagaagggggaagggagggagggg(GA)8agggggaagggagggggaaaagaggagagagagatgaaggg(GA)7127 30339548 30339674 GAGGAGGGAGAGGAGAGAGAA AAAACCAGTTTTTATGGTTCAGTTT 246

Ai06B9339 Araip.B06 9339 c* (ATT)11(TA)7* 46 30340469 30340514 TGTTTTCCCTCGCCTTTATC TGCACCACTCTGATAGCTCG 278

Ai06B9340 Araip.B06 9340 p2 (TA)8 16 30341936 30341951 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 164

Ai06B9341 Araip.B06 9341 p2 (CT)8 16 30346957 30346972 TCCTAAATCCTAAGAGAGGGGA CGGCCCAGAAAACACATATT 147

Ai06B9344 Araip.B06 9344 p3 (AAG)5 15 30349754 30349768 TGGATTAGTAAAGATTTTAACGCAGA CCACCACCAGCTTCTTCTTC 266

Ai06B9345 Araip.B06 9345 p2 (GA)6 12 30350009 30350020 GGTACTGCTGGCAATGGAAT CGAGTTTCCCCTCTCTCTCC 153

Ai06B9347 Araip.B06 9347 p3 (AAG)7 21 30359358 30359378 AACACACACATTTGGGGGAC TGATTCGGACCCAGTTTCTC 268

Ai06B9351 Araip.B06 9351 p2 (CT)6 12 30372014 30372025 TCAATATCCAAAAGCAAAAGCA ACGTTTTGACCCAAGTTTCG 200

Ai06B9355 Araip.B06 9355 c (TTTTA)5ttttccctagtatcattcataacatccgcatcagcatacgcattttgcattctgcatattc(A)1096 30400825 30400920 TGGCTCTTGAAAGAATGATGG GCCACAGACACATAACTGGG 232

Ai06B9357 Araip.B06 9357 p3 (TTG)5 15 30409748 30409762 CTGTTGGCTTTGTTGTGGTG TGAATCCACTCGGAATCACA 181

Ai06B9358 Araip.B06 9358 p2 (CT)7 14 30415983 30415996 AAGGGAATGTGGGTCACAAA TGCAATGCACCTGAACTTGT 229

Ai06B9361 Araip.B06 9361 p2 (AG)7 14 30424992 30425005 CTTGGGACATTGGGTGGATA TACTTTGGGGCATTTTGTCC 250

Ai06B9362 Araip.B06 9362 p2 (TA)6 12 30438936 30438947 GCAAAAGTGGGAATTATGGG GGGCTAAGGTAAAGGTGAGGA 146

Ai06B9363 Araip.B06 9363 p2 (AG)6 12 30440045 30440056 TCGCAGTGACAAAAATCAGC CCTGGAATGAAGAGAAGTTGAAA 241

Ai06B9364 Araip.B06 9364 p2 (AT)12 24 30441770 30441793 GCGTTTTGACCCAATTTTTG AAGGAACATTGAACCTGGGA 214

Ai06B9365 Araip.B06 9365 p2 (TG)6 12 30444966 30444977 CGGATCTCCTCTCGTCTCTG TCCCCTTATTCCCAAAAACC 215
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Ai06B9370 Araip.B06 9370 p5 (TTATC)5 25 30496242 30496266 CACGGGTATTGAGCAGGTTT ACACGACCCAGAATCCAAAG 212

Ai06B9372 Araip.B06 9372 p5 (TTATC)5 25 30520199 30520223 CACGGGTATTGAGCAGGTTT ACACGACCCAGAATCCAAAG 211

Ai06B9373 Araip.B06 9373 p5 (TTATC)5 25 30535244 30535268 CACGGGTATTGAGCAGGTTT ACACGACCCAGAATCCAAAG 212

Ai06B9375 Araip.B06 9375 p4 (AAAT)7 28 30545944 30545971 GCAATGTATTTCAAAGGCCC TCATCCGTGTCTCAACTGGA 200

Ai06B9379 Araip.B06 9379 c (AT)19ac(AT)11 62 30553642 30553703 CCTAGAAGCTTCGCAGGTCA AACGAGAAGCCTGAAAAGGA 229

Ai06B9380 Araip.B06 9380 p2 (AC)7 14 30553841 30553854 CCTTCCGAACGTGTTTTACC GATGACGCTTCTTGGTGGAT 251

Ai06B9384 Araip.B06 9384 p2 (TC)6 12 30563791 30563802 TGTTTGTCTGGTCAACATTGC CGAATGGCAAAATTGGATTG 223

Ai06B9388 Araip.B06 9388 p2 (TC)9 18 30570139 30570156 TGCCTAATCAACTAAGGGGA ATTTGCCGGTTAGTTTGTGG 251

Ai06B9390 Araip.B06 9390 p2 (CT)13 26 30575859 30575884 GTCACTCTCATTTCCGCCAT TTCAACACTTCGCTTCCAGA 214

Ai06B9395 Araip.B06 9395 p2 (TG)11 22 30588636 30588657 GCATCTGGAGTTTCCTCTGC CTCACGAAACTAGAACCGGC 235

Ai06B9396 Araip.B06 9396 p2 (AC)7 14 30591263 30591276 GTCATCTCTCTCGTCCGCTC TTTGCCATAGAAAAAGCAAAAA 249

Ai06B9397 Araip.B06 9397 p2 (AT)6 12 30591405 30591416 TGTGGAGAAATTGGGTTTGC TACTTTGGGGCATTTTGTCC 196

Ai06B9398 Araip.B06 9398 p2 (TC)6 12 30595348 30595359 AACTGGGCGAGAAATTTTGA AATTGGGCTAACGGGCTAAA 280

Ai06B9399 Araip.B06 9399 p2 (TA)11 22 30602016 30602037 TCATCAATTCCCCCACACTT ATTTTTCTTGTCTTGGCCCC 227

Ai06B9400 Araip.B06 9400 c (GAA)5aaaagaaggaat(AG)6g(GGT)555 30604515 30604569 ATTCCTCCACTTTTTGGCCT GCCACCCAAACTCTGCTATC 165

Ai06B9402 Araip.B06 9402 p2 (AT)9 18 30607453 30607470 TCATCAATTCCCCCACACTT TTGTCTTGGCCCTAAGTTCC 234

Ai06B9403 Araip.B06 9403 c (AG)7g(GGT)5 30 30609992 30610021 TCAATTCCCGTCTCCAAAAG TCCAGGTCGTGCCTTCTATC 223

Ai06B9406 Araip.B06 9406 p3 (AAT)5 15 30625362 30625376 GCAGGAGCAAGGACAAGAAC GTTTGCTCCAATGGTAGGGA 245

Ai06B9407 Araip.B06 9407 p3 (TTC)5 15 30634393 30634407 CCTAACCCCTCTCCTTCCAC GCTTTTGTCTTCCCTTTCCC 272

Ai06B9408 Araip.B06 9408 p2 (CT)6 12 30636788 30636799 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 276

Ai06B9409 Araip.B06 9409 p3 (TTC)5 15 30639897 30639911 CCCACAACACAACCCTCTCT TTCGTGCACCACTTTTACCA 149

Ai06B9412 Araip.B06 9412 c (A)10caaaaaaggaaaaacaaaaacaaaaacaaaacaaaaaaaac(A)1162 30663980 30664041 TTTGGGTGCTTACTCGTGTG TGCTTAGCCACCCAAAATCT 256

Ai06B9415 Araip.B06 9415 c (AC)16g(CA)9 51 30673265 30673315 AACCCGTTAGCAACAACCAA TCCGAGTACCAGCTTAGGAA 260

Ai06B9420 Araip.B06 9420 p2 (CT)22 44 30704875 30704918 GCTTTTGTCTTCCCTTTCCC CACAAACCCCCTCTTCTTCA 215

Ai06B9421 Araip.B06 9421 p3 (GAA)5 15 30705405 30705419 ATGACAAAAACGCATCGCTA TGGCAGTTCTTCCTTTTGCT 230

Ai06B9428 Araip.B06 9428 p2 (TC)6 12 30730927 30730938 ATTTTCCAAAACTCCTCCCC CGAACACAGTGAAGAAGAGGG 252

Ai06B9432 Araip.B06 9432 p2 (CT)6 12 30773097 30773108 TATGGCAGCAGTCTCCCTCT CCCCATTTGTCCAACAAAAC 268

Ai06B9436 Araip.B06 9436 p3 (GAA)5 15 30794082 30794096 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai06B9437 Araip.B06 9437 p3 (AAT)5 15 30795891 30795905 TTATTTTCGGCTGCCATCTC TTTCTTCCACTCACAAAGGGA 244

Ai06B9443 Araip.B06 9443 p3 (AAG)5 15 30832109 30832123 GAATGAATGTAGGTTTATCCTCTTCC CCTCCTCTTCATCTTCTGCTG 213

Ai06B9444 Araip.B06 9444 p3 (GAT)5 15 30832443 30832457 TTGAAAACCTTCAGAGGCGT CAAAATTGTTCTTCGTCTGGG 154

Ai06B9445 Araip.B06 9445 p3 (ATG)5 15 30833005 30833019 TGATTGCGACACACACACTC TTTTCTCCTCATTTTTCATCATCA 235

Ai06B9446 Araip.B06 9446 p3 (AAG)6 18 30833207 30833224 AACAATGATGATGATGATGACG TCTCTTTTTCCTCTCCCTCTCA 251

Ai06B9451 Araip.B06 9451 c (T)10aataactaaataaaaacaaataacctcttaatttatgaaaaagc(A)1064 30840985 30841048 GCTTGAAGGTCAAGATGAACG AAATCCCAACGTCAAAATGG 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9452 Araip.B06 9452 p3 (CCA)5 15 30844811 30844825 TAATGGCGCAATTGGATGTA GCATTGGAAAGTGGAAGGAA 227

Ai06B9453 Araip.B06 9453 p2 (TC)16 32 30845072 30845103 TTTGTTTCCTTTCTGCACCC ACACAAGATGCAAGGGAACA 175

Ai06B9454 Araip.B06 9454 p3 (AAG)14 42 30845463 30845504 AAACACACACATGCTAGCGG GTGTTGGTCTTGGTCCCTTT 280

Ai06B9455 Araip.B06 9455 c (T)16ggttttattttacttttattcaacctgatgattagctattcatttgtgatctattgcttttttctgttgcgtataaatcaaattccttttcatcttc(T)16129 30845833 30845961 TTGGAGTTTCTTTGAAGGGA CGAACCCTGACCCACTATTC 217

Ai06B9459 Araip.B06 9459 p3 (GTG)7 21 30874500 30874520 GTGGGGTTAAGGTGTTGGTG GTGGCGAAAATCAAATTCGT 198

Ai06B9460 Araip.B06 9460 p2 (CT)17 34 30884092 30884125 GAATCATGAGCTTCCCCTGA GAACATGTCCACCAGTTCCA 232

Ai06B9461 Araip.B06 9461 p2 (AT)8 16 30884600 30884615 ATTTTCGCCCTCAAAAATCC TCAGAGTGACGCAGTGGAAG 175

Ai06B9462 Araip.B06 9462 p2 (CT)6 12 30891813 30891824 CTTTTTGTTTGTTTCTTATCTTTTTCA TGGTGAGTGATGTGAGGAGG 276

Ai06B9463 Araip.B06 9463 c (CT)6gagttcagattttcttcttcttttcttctactcaaacagggacctctatactgtggtataaaggatccc(TAT)699 30892061 30892159 CTAGAGGTTTCTCCGGCCTT GCCAAACCTTAACCCCTCTC 264

Ai06B9464 Araip.B06 9464 p3 (TTC)5 15 30893476 30893490 TCCCACCTACCTCCACTCAC TTAGAATGTTGCTCGCCCTC 223

Ai06B9468 Araip.B06 9468 p3 (AAT)5 15 30933917 30933931 GCATGCAATTGACACCAAAC GGGGATTGTTCGAGTATGGA 249

Ai06B9469 Araip.B06 9469 p2 (GA)6 12 30934258 30934269 GAATGATATGGGGGAGGGAT CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai06B9471 Araip.B06 9471 p2 (CT)15 30 30945779 30945808 TTTCTCCCATTTTGGTGGTC GCAGCTGGCAACTTTTGTTT 261

Ai06B9475 Araip.B06 9475 c (CT)6aattttcgaaaatatattccctctttttcaaaaatttcttttttattaactaattatttttattttttattt(A)1094 30985088 30985181 TTCCCAACTTCTTATCTTTTCAA GCACTGGGTCGTCCAAGTAAT 236

Ai06B9479 Araip.B06 9479 p2 (AG)14 28 31035178 31035205 GCAGTGATGTGAGGTGAGGA TGTTTCTTATCTTTTTCAAAACTACCT 280

Ai06B9483 Araip.B06 9483 p2 (CT)8 16 31060389 31060404 TTTTCAAATCTTTTTCAACTCATCA TGGGAATTTAAAAGGGAGGG 190

Ai06B9484 Araip.B06 9484 p3 (TAT)5 15 31060729 31060743 TTGAAAATTATCCCTCCCCC CAGGTTCTGGATCTGCTTCC 264

Ai06B9488 Araip.B06 9488 p4 (AAAT)5 20 31104069 31104088 GTTGATTCGCACCCTGTTTT TGCAAATGCAATAAACAAAAGAA 224

Ai06B9490 Araip.B06 9490 p2 (GT)8 16 31108644 31108659 TCTTCGGACCAATTGGCTAT TCACATGGTTGTGTGTTCTTAGC 275

Ai06B9491 Araip.B06 9491 c (ATA)15atgt(TGA)564 31116882 31116945 TGTGCATTCAGTGACATTCATTA TCTGTACAGCAGCACGATCA 247

Ai06B9500 Araip.B06 9500 p4 (TAAA)5 20 31137739 31137758 CATTTTGGTTTGACATCACCT GACAATCACTCCAAAACGTTGA 136

Ai06B9502 Araip.B06 9502 c (TGA)5(T)10 25 31162891 31162915 TGGGAAATCTTGGGTAGCTG TTTCAAGGTTGTAATGGGGC 157

Ai06B9504 Araip.B06 9504 p3 (TTC)13 39 31183189 31183227 TTTTGTTAACGCATCTCCCC GCAGAGAAGAACAACGAGCA 248

Ai06B9505 Araip.B06 9505 p4 (AAAT)6 24 31203264 31203287 GGGGATTGTTTGAGTTTGGA TGTGAGGAGGAAGCCTCAGT 266

Ai06B9508 Araip.B06 9508 c (T)10gcattgtttttcaaccaccttctgtggttgttttttttgtcgctcttttttcaat(TTC)683 31222196 31222278 TTTTCGAATTTCTCTTCTCTCTCA TCAGGATCGGCTTCAATAAGA 277

Ai06B9510 Araip.B06 9510 c (CCT)8(TCT)15 69 31237946 31238014 TGTCAACGTTTCGTGCATTT GACGAGGAGGTTTACGTTGC 276

Ai06B9511 Araip.B06 9511 p3 (AGG)5 15 31238965 31238979 GGCCGTTGGATTTATCTGTG GCGAGTCAAAAAGCTTGGTC 274

Ai06B9512 Araip.B06 9512 p2 (AT)21 42 31247769 31247810 CGGGGATTGACTGTGATTG CCATGTGGTAAACAGAAAAGCA 261

Ai06B9515 Araip.B06 9515 p2 (TA)6 12 31275435 31275446 CGGTTTTTGTTTACCCCCTT TTTTTCGGGTACTCAACACC 210

Ai06B9524 Araip.B06 9524 p3 (TAA)8 24 31333031 31333054 GCGAGTTGAGTGCAATCTGA ACCGGAATTGCAAGACTTTG 279

Ai06B9530 Araip.B06 9530 p2 (AT)10 20 31365732 31365751 TTTGAGTTGTGAGGGCTGTG CCATGATCATAAATCCTCCAATC 265

Ai06B9533 Araip.B06 9533 p2 (TC)20 40 31380236 31380275 GCCACAAACGGCTTGTTAAT AGGTCAAACGCACCAAAAAC 257

Ai06B9535 Araip.B06 9535 p3 (GTG)5 15 31387241 31387255 CACTACATATGACGGTGGCG TTAGGTGCCTCAGATGTCCC 239

Ai06B9539 Araip.B06 9539 p2 (AT)6 12 31407012 31407023 GCACGGACAGAACAAGACAT GGTGAGTTTGCGGATATGGT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9540 Araip.B06 9540 p2 (TA)9 18 31408313 31408330 GACCTAAACTCTATGGACTACGGC ACGTTAGTGCCTGTTGAGCC 200

Ai06B9541 Araip.B06 9541 p2 (CT)8 16 31418457 31418472 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 255

Ai06B9543 Araip.B06 9543 p2 (CT)7 14 31425994 31426007 AGCGAATTTTGAAGCCCTTT CACTGATCAATTCAAGTGCTGG 276

Ai06B9548 Araip.B06 9548 p2 (AT)35 70 31449725 31449794 ATGCCATGCAATGCAATCTA CCCATCTCAATTGTAAAGGCA 244

Ai06B9554 Araip.B06 9554 p3 (TTG)5 15 31495894 31495908 CCGATCCCACCTAATAGGAC GAACACACTTCGTCTTTGTGGA 280

Ai06B9559 Araip.B06 9559 p2 (TA)7 14 31517053 31517066 GCAACTGCATTCCAGGTTTT ATGGTGGTTTCTTCCACTGC 271

Ai06B9560 Araip.B06 9560 c* (A)15(AT)10* 34 31531615 31531648 CAGCAAAGGCATGAGTAGCA GGGACATTTTTGTCCCCTTT 203

Ai06B9563 Araip.B06 9563 p2 (AC)6 12 31549043 31549054 AATTTTAAAGGTTTGGCCCG TCGCAAGTTGAAGTGAGGAG 213

Ai06B9564 Araip.B06 9564 c (T)11agttgggtcctatacaatgaagccaattactaccaagagggacctaattg(A)1071 31552955 31553025 AATTGAGTCCCTGCACCAAA TTAATTGGGTCTCTGCACCA 169

Ai06B9568 Araip.B06 9568 p2 (CT)13 26 31563198 31563223 AACGGGCTAAAACCGCTAAC AGAATGCCTAGCCGCTGAT 223

Ai06B9570 Araip.B06 9570 p2 (AG)7 14 31569885 31569898 CGGAGTCTAAACCTATAAAAACGC CACACTGCACGCAGATTCTT 232

Ai06B9571 Araip.B06 9571 c (ATT)5taaaatttaataatta(T)1041 31571272 31571312 GCAGGGAGTTTCACATTCTACA TGATGGTTGCAATATGGGGT 275

Ai06B9580 Araip.B06 9580 p2 (TC)6 12 31584939 31584950 TGCCAAAATTTGAACAATGG GCTTGTTGGATGTTTCACGA 259

Ai06B9583 Araip.B06 9583 p2 (TG)13 26 31600650 31600675 TGGATTGGATTGTTAAACCCT CTCATCTATTGAAAGCCACTCG 193

Ai06B9585 Araip.B06 9585 p2 (AT)6 12 31641743 31641754 CCTGACTCAGCCTACGAAGC CCTGAAGCGGAGTAGTTTGG 227

Ai06B9586 Araip.B06 9586 p2 (AT)6 12 31641871 31641882 GCCCAAAGCACTCTGTCTTC TGAAGCAAGAAAAAGCAGTGAA 228

Ai06B9589 Araip.B06 9589 c (TTG)12ttactactac(TAT)5tagttattattattattgtaattattt(TTA)6106 31664658 31664763 GGACCTTGGGTGTGGTAAGA GGGAAACCGAAACCATACCT 277

Ai06B9591 Araip.B06 9591 p2 (GA)6 12 31670841 31670852 GAGCCCAACAAAGGTGAAAA CAGTGGAGTGGTGGTGAGTG 140

Ai06B9592 Araip.B06 9592 p2 (CT)10 20 31671127 31671146 AAACATTCAAATATTTTGGTGGTAAA TTTCTTTCTTAAAAACAATGTGTGC 202

Ai06B9594 Araip.B06 9594 p3 (TAT)5 15 31684448 31684462 AGGGTTGATAATTTGACGGA ACTCGATTTTCCCCGTTTCT 274

Ai06B9597 Araip.B06 9597 p3 (TGT)6 18 31710968 31710985 GCCTTAGGTGAGGTGCTCTG TGGTACAATCAAGGTGGCAA 178

Ai06B9599 Araip.B06 9599 p4 (TTTC)5 20 31721678 31721697 CAGCCCATCACACGAAGATA TCCCCTTGTTTTCAAAATGC 258

Ai06B9604 Araip.B06 9604 c (A)10tttaaaaccacaaatctgaccctcaaatttgtattt(A)1157 31745238 31745294 TGGACCTTCAGATTTGGAAAA TTTGAGGGTCAGATTTGTGG 261

Ai06B9605 Araip.B06 9605 c (A)12gtcacagaaatgatgtatataatatttttcaaaacagaaatctacagcgtgtgatttcaatttccgg(T)1089 31745843 31745931 CATGGCAACACTTCCAAAGA TTGATTGATTTGCATTCATGG 257

Ai06B9611 Araip.B06 9611 p2 (AG)6 12 31781676 31781687 GCAAAAGAAAATGGAAGGGG AGAGTTGTGCCACTTTTGGG 177

Ai06B9614 Araip.B06 9614 p2 (TA)6 12 31787991 31788002 CTTGCACATTTTCTTTTGCTG GTGGTGGGTGAATTGTTGTG 250

Ai06B9615 Araip.B06 9615 p2 (AG)6 12 31798121 31798132 CTCATTATCTCTCAGCCCCG CAGCGACGACGGTTCTTAGT 112

Ai06B9616 Araip.B06 9616 c (AT)6cacgcggcagcgtgggtgacgcggtcgcatgggtggtgtttttcgcgatatgacgcgatcgcatgaggtatgcggtcgcgtcgtgcaacc(T)10112 31801309 31801420 CACGATTCCAACCCAACTTT CACTGCATCCTGCATTTTTC 180

Ai06B9617 Araip.B06 9617 p2 (AG)6 12 31803113 31803124 TCAAAGAACAATCTGTGACATGG AATGCATCCATTCAAAAGGG 234

Ai06B9619 Araip.B06 9619 p2 (TG)10 20 31806486 31806505 AAATCTTGCCCAATCTGGTG TCCAAGCTCAAATAAACCCG 259

Ai06B9622 Araip.B06 9622 c (TTA)19tat(TAC)1193 31840758 31840850 TCTTTAGGTTTCTTAGCACGCA GCATAGTCAGTCCGTCCCTC 273

Ai06B9623 Araip.B06 9623 p2 (TA)8 16 31858898 31858913 GAGCGTTGCGCTTTTTATTT TGCTTTGATTCCCTTTCGAT 236

Ai06B9624 Araip.B06 9624 p5 (AAAAG)5 25 31866480 31866504 TGAATGTCAAGATGAACACCAA TTTTTGAAAATTCTTGCATGTG 262

Ai06B9628 Araip.B06 9628 p2 (AG)8 16 31886776 31886791 AGGATATTTGGGGAAGGGTG ACATGGTGCATGGATGAGAA 127
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Ai06B9629 Araip.B06 9629 c (A)10gaaaaaaaataggcg(A)1035 31911938 31911972 TTGAATGGATGCAGGTGTTC AATTACGCGCTCCTTCTCCT 258

Ai06B9630 Araip.B06 9630 p3 (ATT)7 21 31917337 31917357 TTTTTGTAAGGTGGATGGGA TAAGCCACGTTTGGCTTCTT 276

Ai06B9631 Araip.B06 9631 p2 (AT)7 14 31923552 31923565 CCTTCAAGGCTCCTCGACTA TCAAAGCTCCATGCTTCCTT 203

Ai06B9636 Araip.B06 9636 p2 (TA)9 18 31964268 31964285 GGATAACAGAATCACAACAATCCA GCTGTGTGTTCTTTGGCTGA 208

Ai06B9639 Araip.B06 9639 c (TA)6ttttctcaaattatcgagcccgactttattgttttagtccgagctttttagtggccgaggtataggttacgtatc(AT)9105 31982959 31983063 CAAGCTTTTTAGTGGCCGAG CATTTTCATGCTTTGCCTCA 195

Ai06B9643 Araip.B06 9643 p3 (CTT)5 15 32022893 32022907 TTTTAAATTTTTGGCGGCAG TATTTCTGCTCCTGGGAAGG 113

Ai06B9645 Araip.B06 9645 p2 (CG)6 12 32031774 32031785 TGGTGTTTGGAAGTGTTGGA GTACGCGTTGATTGGGAAGT 279

Ai06B9648 Araip.B06 9648 p3 (TCT)7 21 32037255 32037275 CATCTGGGGAGGATCTTCAG AAAAGCTCCTAACCCTTTGACA 119

Ai06B9653 Araip.B06 9653 p3 (CCT)5 15 32046625 32046639 GACCCTCTCAGTTCCAACCA GTTTCGTTGGGAGTCCCTTT 227

Ai06B9654 Araip.B06 9654 p2 (TA)6 12 32047617 32047628 TTTGTTGGCCATGTAGCATT CATGCCTTGTCCCAGTCTCT 280

Ai06B9655 Araip.B06 9655 p2 (AC)7 14 32050452 32050465 GTGTGGGTTACCGAGGAGAA CCACCTTCCCCTTCTTTTTC 124

Ai06B9658 Araip.B06 9658 p2 (AT)6 12 32057329 32057340 AAACAAACGCGGCCATATTA CTTGAATTGTGCTCCGCTTT 267

Ai06B9660 Araip.B06 9660 p3 (TCC)5 15 32058015 32058029 GCATCATCGTCGTCATTTTC ATCAGCCGCAACAAAAGAAT 108

Ai06B9661 Araip.B06 9661 c (AGA)7cgatgaaacattagaggtaaagaagaatgtgcgtgcgtaaatttg(GAA)787 32059506 32059592 GCGTGAAGGTGTCAAGTGAA GCCCAAAGCACTCTGTTCTC 206

Ai06B9665 Araip.B06 9665 p3 (TAT)5 15 32075327 32075341 CCAATCATCACAATTGCAAAA TTTGACTAGCACTACGGGTTCA 234

Ai06B9667 Araip.B06 9667 p3 (TTG)5 15 32088046 32088060 TTCCGTTCAATGCTTTTCTG ATGACGACATGCTACTCCATT 131

Ai06B9668 Araip.B06 9668 c (T)10gtttttagctgagattgtgcaatatatgtgatgaaatgactgaagataattaatcccaaaaaaat(A)1388 32089914 32090001 GCATGAGTGGATAGCAAACAA TGATCAATTTGTTCCTACCGTTT 262

Ai06B9669 Araip.B06 9669 p2 (TA)7 14 32098700 32098713 TAATGGGGCTAAGGTAAGGG TTTGGGTAGCTAGGCATGAA 138

Ai06B9677 Araip.B06 9677 p3 (TTC)7 21 32125693 32125713 CGTGCAATTCCCATACCAAT CACATTCCTGTCCTTCGGAT 249

Ai06B9684 Araip.B06 9684 c (T)10c(T)11 22 32130394 32130415 TTCATCATTAAGTTTGCGTGTTTT TTCAAAGCCCCTTATTATCTGA 216

Ai06B9685 Araip.B06 9685 p3 (CTC)6 18 32131019 32131036 GCTCATCCAAAGAAGCGTGT TGAAGATGAAACACGCGAAG 191

Ai06B9688 Araip.B06 9688 c (AAG)5a(AAG)5 31 32132651 32132681 GGAGGAGAAGAAAATCCAATGA ATACCAAACGCCCCTCTTCT 190

Ai06B9689 Araip.B06 9689 c (T)10gttgatgacatatgatttttttaatatgatttaatttatctg(T)10ggtaaaagaagggacctaagccc(A)1095 32132871 32132965 AGAAGAGGGGCGTTTGGTAT AAGGGGTTTCCATACTCGGT 263

Ai06B9693 Araip.B06 9693 c (AT)12aaaaccatatgcattgatacgtttgtatatactttaaaagaaaattgataagaaaaaagaaaaaaga(AT)7105 32141773 32141877 TTGAAAATATTGGGAATTGGG GGCATTTTTGTCCCCTTTTT 265

Ai06B9695 Araip.B06 9695 p2 (TA)6 12 32148214 32148225 CAGCCTGTGAGTTTTGAGCTT TGGCCTCAATCCTATCTTGG 161

Ai06B9696 Araip.B06 9696 c (ATC)8atttggnnnn(AT)850 32150718 32150767 CGAAGGCGAAAATTTTTGTAA GGCAAGTGTCACTAAGTAGCCAT 245

Ai06B9697 Araip.B06 9697 p2 (AT)23 46 32152389 32152434 CAAAGGTTTAGTGCGGAGGT AGCCTTTGCGAATACAAACC 280

Ai06B9698 Araip.B06 9698 p2 (TA)8 16 32152924 32152939 AAAAATGGAATAAATAAAAACGGAA GTTTGGTGCTCCTTGGTGTT 270

Ai06B9700 Araip.B06 9700 p3 (AGA)26 78 32157569 32157646 CTCTCCCAGAACCCACCAC CCTGTGATCCGCCACTGT 276

Ai06B9708 Araip.B06 9708 p2 (CT)6 12 32207865 32207876 TTGAAATCAAAACAAGGATTGAAA GGGCCCAATCCAACTTATTT 211

Ai06B9711 Araip.B06 9711 c (A)10gggcg(A)10 25 32249116 32249140 TGAAGCAAGAAAAAGCAGCA GGCTCGAACAAATCCTGGTA 179

Ai06B9712 Araip.B06 9712 p2 (GA)13 26 32249865 32249890 CAAGACACAAGCATATAATGAGGG TTTCTTCCTTCTCCCTTCCC 261

Ai06B9716 Araip.B06 9716 c (T)14ggtttttatgattttataaa(T)1145 32326066 32326110 GCATGCAATTGACACCAAAC TTTGGACAACTGACGGTTCA 200

Ai06B9717 Araip.B06 9717 c (T)10actcttattgtacacattgtacatttaattgagtatttttaatttgt(A)1067 32330430 32330496 TGCCGCTGTTGTAAATTTTTATT CGATCTCACCTAGTGGGACAA 263
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Ai06B9719 Araip.B06 9719 p2 (AT)6 12 32335097 32335108 TTCCTTCCTATCTCCCTCCC CGCATCATGAAGGGAAAGAT 189

Ai06B9721 Araip.B06 9721 c (CT)15(AT)16 62 32341416 32341477 GATGGTGGAAACCGAGAAGA CAATGAAGGTCTGTTCAGTGC 238

Ai06B9723 Araip.B06 9723 c (T)12gaaaataataaagcaaaatttaaataagaaaagttaaaataagactaactaggaaacaccaaacttaatttcaaaaattaagaaaaatattagtac(TATT)5128 32347827 32347954 TTGGTTACCTTTCTCATTGGC ATGCTTGCCCTGTTTGTTCT 279

Ai06B9724 Araip.B06 9724 c (T)11cgaaaatactaaagcaaaatttaaataagaaaagctaaaataagactaactaggaaacaccaaatttaatttcagaaattaagaaaaattttagtgc(TATT)5128 32353978 32354105 AACGCACCATGTGGTAAACA GCCGGGGATTGATAGTGATT 276

Ai06B9726 Araip.B06 9726 p2 (CT)7 14 32386742 32386755 TTCATTCCCCAGGAGTTCAG CATAGGATCTTCTGCGCCTC 155

Ai06B9727 Araip.B06 9727 p3 (TAC)7 21 32389914 32389934 TCCTTGCTGTCCTCTTTCGT TCATGCATTCTGTGTTCCAA 276

Ai06B9728 Araip.B06 9728 c (TA)6atttgattaaaaaaacttatatataaaataagtaaatttaaagagggaactacctacacacgggtggcgtg(TA)797 32390067 32390163 CGTTGTGGTTCATTTCTAGCTG TTCTTCCCTAACCATGCCAA 226

Ai06B9729 Araip.B06 9729 p2 (TA)7 14 32391173 32391186 TTGGGTAATGGTGTTGAAAAA GGAAAATCATCCCACCCTCT 246

Ai06B9732 Araip.B06 9732 c (T)10cgccaa(T)10 26 32429552 32429577 TTATTCCTTTGGGCCTTCCT TGAAGAACAAAGCTTGCAGAAA 191

Ai06B9736 Araip.B06 9736 c (T)11cgaaaacaagtgaggaatttttgaaaggtttttgaaaaa(T)1060 32438654 32438713 TAAAATATTGCTCGCCCTCG ATTTCCTACCCAAACCCACC 249

Ai06B9737 Araip.B06 9737 p4 (TTAT)7 28 32440229 32440256 TTAACAGCCAGCCAGGATTC TTTGGACAACTGACGGTTCA 215

Ai06B9739 Araip.B06 9739 p2 (CG)6 12 32448897 32448908 AAGCGGTCCAATTCTAACAAAA TCGACGCCGAGGTTAGTTAT 237

Ai06B9742 Araip.B06 9742 c (A)10ttagaatgggatagaaaataactagcataaaataccttgtcag(A)1063 32472239 32472301 GCCTGAACCGTGCATATTTT TCAAAGCCTTGGATCCTGTT 272

Ai06B9747 Araip.B06 9747 p2 (AG)6 12 32487605 32487616 ATTGGGACCAGCATCAAAAC GCTGTGTTGCTGTTGGAGAA 198

Ai06B9749 Araip.B06 9749 p2 (CT)6 12 32494714 32494725 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGGTGAGATGAA 257

Ai06B9750 Araip.B06 9750 p3 (TCT)6 18 32498048 32498065 TCAACATCTCTTTCCCACCC TTGCCTTCCCTTTCCTCTTT 221

Ai06B9752 Araip.B06 9752 p3 (AAT)5 15 32507410 32507424 TTTTCGGCTGCCATATTCTC CCCCCTCTCTTCTTCCACTC 248

Ai06B9753 Araip.B06 9753 p4 (TAAA)5 20 32517337 32517356 CGCGGGTTAGTACTTCCTGA CGAGCTCTAAACCATGTTCCA 280

Ai06B9755 Araip.B06 9755 p3 (TCC)5 15 32520073 32520087 TGCATGTGTTGTTTCCCAAT TGAAACACGCGAAGAAAACA 195

Ai06B9756 Araip.B06 9756 p3 (AAG)5 15 32520656 32520670 CTACTGACTCCGATGGAGGG CCTAACCACTCTCTCTCTCCTCA 264

Ai06B9757 Araip.B06 9757 p3 (GAT)6 18 32521063 32521080 TTCTTCTTCTTCTTTGTTTGATTTCTC CTCTTCCTCTTCCTCTTCCTCA 178

Ai06B9760 Araip.B06 9760 p4 (TAAA)5 20 32567977 32567996 CGTCAGAGTGCAGAGAACTCC TGCCTTATTATTTTCGAAATTTTCTT 248

Ai06B9762 Araip.B06 9762 c (A)10ttaaattttttttaataacaaaa(AAAT)865 32573639 32573703 TTTTTGGTCCCTATTCCTTGAA TGGTTCACCAACCATCCTTT 218

Ai06B9769 Araip.B06 9769 p2 (AG)6 12 32646235 32646246 AAGAGGGGGTTTGAATTTGG TCCCCCTTTTTCAAAATTTCTT 210

Ai06B9772 Araip.B06 9772 p3 (AAG)5 15 32665460 32665474 ATGCTGTTGAAGAAGTGCGA TGAACCAGTTTCTCATTTGGC 268

Ai06B9773 Araip.B06 9773 p2 (GC)6 12 32672094 32672105 AATGTATCAACGGACGCACA CCCAGCATTTTGCCATTAAG 180

Ai06B9774 Araip.B06 9774 p2 (CT)9 18 32685214 32685231 CTGCTTTGCTTCTGCTTGTG ACCGCACTACTACCAGCACC 202

Ai06B9777 Araip.B06 9777 p2 (CT)8 16 32701129 32701144 CATTGGAAGGTTCATAAGCCA AAGTGGGGGAATCAATCCAT 261

Ai06B9778 Araip.B06 9778 p2 (CT)7 14 32709342 32709355 AACCTGGAATGAAGAAATAACCA CGTGACTTTGCAGTGACCTG 253

Ai06B9785 Araip.B06 9785 p2 (TC)6 12 32778381 32778392 TCCCCTTTCTTCCTTCTTCC TCCACAAGCAAATCATAAGGA 246

Ai06B9786 Araip.B06 9786 p5 (AAAAT)5 25 32783690 32783714 TTTTGTTGTTTTTCTCTTTCCTCA GGGTTAGCATATGACCCCAG 255

Ai06B9790 Araip.B06 9790 c (A)10gcaaagaagcacaaaataagttaaaaagg(A)1251 32805551 32805601 TTGGGGACAAGCAAGGTTTA CCTAAGCCTCCAAAGTGTGC 275

Ai06B9791 Araip.B06 9791 p4 (TTTA)5 20 32827050 32827069 CCCAGCCATTAGCAAAACTT TTGCCAGTGAGCTCCTTTTT 184

Ai06B9792 Araip.B06 9792 c (A)10ttgattcttgaagcaagaaaaagcaatgaatacaaaagcttgc(A)1366 32829505 32829570 TGTGGTGGTCCAATGAAAAA TAGGCATGCAAAAATCAGCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9795 Araip.B06 9795 c* (A)10(AG)8* 25 32858353 32858377 GTGCAGGTTCCTTTTTCCAA TAGTTGCCTGCATCATCCTG 278

Ai06B9800 Araip.B06 9800 c (T)10cgaaaatttttgaaatcaaaaataaaaaataaaaataattagttaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6112 32888519 32888630 AGAATGAGATGAGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 243

Ai06B9802 Araip.B06 9802 p2 (AT)6 12 32905974 32905985 GCATGCCTGTCCTACTAGCC AGTGTGGCGGGCACTATATC 228

Ai06B9808 Araip.B06 9808 p2 (AG)6 12 32963714 32963725 AGGCGATTTCTGGGCTATTT TGAACCTGGAATGAAGAAACAA 228

Ai06B9811 Araip.B06 9811 p2 (GA)6 12 32971678 32971689 ACCCTTAAGCAAAGCGTCAA GAATTGCACAAAATCCAGGG 272

Ai06B9819 Araip.B06 9819 p4 (TTAG)7 28 33012505 33012532 CTCTTTGCTCTGCTTCCCAG TTCAAAGCATCACCTAGGCA 232

Ai06B9820 Araip.B06 9820 c (TTTAT)6ttttgttttctttattcattttttatttttatttttctagttcactaaataaat(AATA)5104 33023270 33023373 TTTCTTTTGTTCCGTCAATTTTT GGCAAAGAGGAAAGCAAAGA 279

Ai06B9822 Araip.B06 9822 c (TG)7aaattagttagaaagttagagtggttagga(CT)7ttctctctctctgt(TG)6ttgtgttgtgg(GT)10115 33041124 33041238 TGAACAGTCCTGTGGTAAGACC TGGCAAGGTATAACAACAACCTT 269

Ai06B9824 Araip.B06 9824 p2 (AG)6 12 33049140 33049151 GAAACGGCGATCAAAGAGAG TCTTCTTCCGCTCATCGAAT 143

Ai06B9825 Araip.B06 9825 p3 (AAC)6 18 33051739 33051756 TTGGATTGGATTGGAAAAAGA GTTAAACGCCCAAAACATGC 249

Ai06B9828 Araip.B06 9828 p4 (TTTA)6 24 33080018 33080041 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 160

Ai06B9829 Araip.B06 9829 c* (AT)7(ATC)5* 27 33083193 33083219 TAGAAAATCGCATCGCACAC CTTAGCTTCGCAGGTCGAGT 145

Ai06B9830 Araip.B06 9830 p3 (TTA)5 15 33083634 33083648 TTTCAAACTGATCCCATCCC TTTCCTAAGACAAGAGCAAATGA 266

Ai06B9831 Araip.B06 9831 p2 (AT)13 26 33101250 33101275 GACTCTGTCACCCTTTTCGG ACTCTGTTGACCCTATGGCG 225

Ai06B9832 Araip.B06 9832 p3 (GAT)6 18 33103653 33103670 CAAGATCAAAGGATGGCACA TCTGTTGAGGAGTTCGATTGC 275

Ai06B9834 Araip.B06 9834 p4 (AAAT)6 24 33106682 33106705 CGAGAGTAAGGCCAAGGAGA TGCAAAGTGTTCCTTGCTTG 206

Ai06B9835 Araip.B06 9835 p3 (AAG)6 18 33107436 33107453 CCAACTGGTTTGGGATTGTT CATCCTCACTTGTGTGGTCA 258

Ai06B9836 Araip.B06 9836 p3 (GAA)14 42 33107781 33107822 GCCGAAGAATGCTTTGTTGT TTCAAAAACCCCAACTTTGC 246

Ai06B9837 Araip.B06 9837 p3 (GAA)5 15 33108361 33108375 GTTTGATACCCGAGCCGTAA AAAAGCAACACGTGAAAGGC 220

Ai06B9840 Araip.B06 9840 p2 (TA)8 16 33118563 33118578 GGGTTCAATAGCTCATCACCA AATGGTGGAATCTCATGCAA 265

Ai06B9843 Araip.B06 9843 c (A)12gcaaaaagc(A)1132 33205241 33205272 TCACCATCACCATTACTGTCAA GTATCTGGAGGAGGATGCCA 236

Ai06B9844 Araip.B06 9844 p2 (AT)7 14 33211930 33211943 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 261

Ai06B9845 Araip.B06 9845 p2 (TC)8 16 33212198 33212213 TGGGGTAATTTTGTCCCCTT GATACCGACTTCCATGGGTT 280

Ai06B9848 Araip.B06 9848 p2 (TA)8 16 33241850 33241865 CCATCTCAATTGTAAGGGCA GCATGTCCTCATGCTAAATCC 241

Ai06B9851 Araip.B06 9851 p2 (TA)6 12 33273252 33273263 GATATGGGCGCAGAAGTCAC CCCAAAAATACCTTCGTTCG 234

Ai06B9853 Araip.B06 9853 p2 (CT)6 12 33278731 33278742 TGTTTCTCAACTTTTTCAAAACTACC TCCTGGACTGTTCATTTCCAC 276

Ai06B9854 Araip.B06 9854 p2 (AT)14 28 33285213 33285240 CAACCCCCTACATTTTTCCC ACCGCTCCCAAAAATACCTT 278

Ai06B9861 Araip.B06 9861 p2 (CT)7 14 33307494 33307507 TTGTGAATCAAGTCATTAAATTGAGA AAAAGAAATTTTGAAAAGGGGG 275

Ai06B9862 Araip.B06 9862 p2 (CT)6 12 33307735 33307746 AACATCTCTCCCTCACCCAC CAGGTTCTGGATCAGCTTCA 208

Ai06B9863 Araip.B06 9863 p3 (TTC)5 15 33316333 33316347 ACCCCACCTTTCACTTCTCC TGTGCCACCTCTATGTCTCG 244

Ai06B9864 Araip.B06 9864 p2 (CT)6 12 33326643 33326654 TCTTGTGATTTCTTATGAATCAAGTC GAAAAAGAGGGAGATATTTTTCG 274

Ai06B9865 Araip.B06 9865 p3 (TTC)5 15 33329919 33329933 ACCTTAAATGGCCGAACCTT TAGAATATTGCTCGCCCTCG 188

Ai06B9866 Araip.B06 9866 c (T)10ctttttctttttcctttttcgttttttttgtttttctc(T)1058 33334945 33335002 GGTCAAAAAGGCAAGAATGG GCTAAATTCCTTTTCGTGCG 142

Ai06B9869 Araip.B06 9869 p2 (AT)13 26 33344854 33344879 TTTTAGCCCTTGATTGTGCAT TCCCCACACTTAAACATTAGCA 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9872 Araip.B06 9872 p3 (ACC)5 15 33367354 33367368 GGTGATTTCTGGGCTGTTGT CATGGGAAAATAAACTGAGATGC 276

Ai06B9878 Araip.B06 9878 p2 (TG)7 14 33391084 33391097 AAAGCTGCTGAATCATTGGC ATGTACTGTTCCGCAGGAGG 246

Ai06B9888 Araip.B06 9888 p2 (AG)19 38 33464692 33464729 CCGGTGGAAACAAGAACCTA AAAGCCTCAAAGGTTGCACA 219

Ai06B9893 Araip.B06 9893 p2 (AT)8 16 33488896 33488911 TCTGTGAGGAAGATGAGGTGG TGCTATACCTGCACCACCAA 189

Ai06B9895 Araip.B06 9895 p2 (TA)10 20 33512148 33512167 CCTTGGTATTTTCCCTCCAA GAAATTTCGAAAAAGTGAGGAGA 280

Ai06B9897 Araip.B06 9897 c (T)10cattttcgc(T)1130 33537917 33537946 TTGGCTTTTTCTGCTTGCTT CAATGAATGCTTGAACAGTGC 227

Ai06B9898 Araip.B06 9898 c (T)10gaaaaccgaaat(TAAAA)547 33543977 33544023 AGGTTTCTCCAGCCTTGGAT ACCCATCTTCCCTCCTTCAT 216

Ai06B9900 Araip.B06 9900 c (T)11ctatttcacttcattcatgcattttcttttcaaacatggcatatgcatcctttatttactctttttattcatactttgttatgcacaag(T)10110 33552073 33552182 CCACCTAATCCCACATCAGC TTTTGGGAAGCATTGGTGA 280

Ai06B9901 Araip.B06 9901 p2 (GT)12 24 33590265 33590288 GATCCATGGACACCCCTACA ATATTGTTGGGAAGGGAGGG 251

Ai06B9904 Araip.B06 9904 p4 (AAAT)5 20 33592942 33592961 TCCAATCAAATCCTTTCAATCA GGGTTAGCATATGACCCCAG 246

Ai06B9907 Araip.B06 9907 p4 (TAAA)5 20 33615197 33615216 CCTAACCACTTTCTCTCTCCTCA GATGCTGATTCCTGGCAACT 259

Ai06B9911 Araip.B06 9911 p2 (CT)7 14 33649584 33649597 CTTGGTGTTTTCCCTCCAAA CGAAATTTTGGAAAAAGAGGG 275

Ai06B9914 Araip.B06 9914 p3 (GGA)5 15 33663715 33663729 AAGTCCAGCTATGATCGCGT AAAACACTCACTTGGGCACC 240

Ai06B9915 Araip.B06 9915 p2 (TA)7 14 33686282 33686295 TTCTTACAAGTCAAGTCAAATTTTCAA TTCTTAACAAGAAAGTAACAAACTTCA 229

Ai06B9917 Araip.B06 9917 c (CT)7ttctctttttctctcttcaccatcaa(CAC)761 33687115 33687175 TAACCCCCTCCCTCTGTCTT CCTGACCAGATTGTGCATTG 222

Ai06B9925 Araip.B06 9925 p3 (TTC)5 15 33704022 33704036 TTCAGACGCTTCGTGTCATT GGAGGAAGAGGTGGTGTTGA 100

Ai06B9927 Araip.B06 9927 p3 (GAA)5 15 33704997 33705011 AGAAAGAGGAGGAGGGAAAAA AGCCCAACCCCAATAAAAAC 271

Ai06B9929 Araip.B06 9929 p2 (AT)10 20 33712449 33712468 GGACTTGGAATGCGACTGTT CACCTCTTCCAACTCAAGCA 218

Ai06B9933 Araip.B06 9933 p3 (GAA)5 15 33782151 33782165 TTGGCCACCACATCATAGAA TTCTTGGCCGAATACACCTC 277

Ai06B9934 Araip.B06 9934 p2 (AG)6 12 33785672 33785683 CGGTCTTAGGTGCCATTGAT ACCCCTTTCTTCTCCCACAT 174

Ai06B9939 Araip.B06 9939 c (TA)14(TGTA)19104 33796905 33797008 TGCCACATCTGACAAGCCTA TTGTTTTTCTGACCGCTCACT 274

Ai06B9940 Araip.B06 9940 p3 (CGC)6 18 33803643 33803660 CCATGCCTTCTCTCTCTCCA AAGAGAAGAAACAGCGCGAG 194

Ai06B9941 Araip.B06 9941 p3 (ATG)8 24 33808816 33808839 TCTTGGTGCTTTTGCTTCCT TACTCCTGCGGATTTCCTGT 278

Ai06B9942 Araip.B06 9942 p6 (CCCACT)5 30 33810070 33810099 CGTCAGAACCGACCAATTTT TAGAGAGGAAGGGACGAGGG 185

Ai06B9944 Araip.B06 9944 c (A)15cttgtttgattactgtaagcaaagcatgtgtgctatttaatatatatgtgtaaagagagggatggattttgtgcatggaaagtt(AG)6(TG)7125 33816096 33816220 TCAGATCAAGCTACTAGCATTTGG TGCAAGAAAGCTCCACATCA 279

Ai06B9947 Araip.B06 9947 c (TAAA)8taacatacc(A)1051 33833382 33833432 AAAAAGGGGCGAAAATAAAAA AAGAAAAATAGCCGTTTGGAGA 240

Ai06B9948 Araip.B06 9948 p2 (CG)6 12 33833682 33833693 AGAAGTTCCACCATCCATGC TGTTGGATGAGGGGTAGGAG 242

Ai06B9957 Araip.B06 9957 p4 (TAAA)6 24 33911730 33911753 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 209

Ai06B9958 Araip.B06 9958 p2 (AG)12 24 33929338 33929361 AGAACCTTGGTAATGGAGGTG CGCATAATATGGGTCACACG 267

Ai06B9961 Araip.B06 9961 p2 (AG)6 12 33946289 33946300 CTGAAAGGTGCTTGCTGGAT CCTCACTCACCAAAAATCCG 273

Ai06B9963 Araip.B06 9963 p2 (AG)6 12 33957867 33957878 ACCTGGGATCCAAAGTTACTC TTTACAGAATACGCCCCCAG 225

Ai06B9964 Araip.B06 9964 p2 (TA)8 16 33958272 33958287 CATTTGGAGCTTTTCCTTGC TTTCTTTCCCATCTCATTTGC 246

Ai06B9966 Araip.B06 9966 p2 (AG)6 12 33963636 33963647 AAAATAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 203

Ai06B9969 Araip.B06 9969 p3 (AAT)6 18 33979551 33979568 TTCTTCTTCATCCCCTCCAA TGTGCACGTCACGACTCATA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B9970 Araip.B06 9970 p3 (AAG)5 15 33981463 33981477 GCAGAGTGTGGTGGTGAAGA TACTTTCGACGAAGGGGATG 224

Ai06B9971 Araip.B06 9971 c* (CTAT)6(TA)35*(ATAG)6*aaattagaataaaattataaannnnnnnnnnnnnnnnnnnnnnnn(TA)11179 33993236 33993414 CGCATCTTTTCATGAGATCAA ATTCTTCACGGATTTGCTGC 237

Ai06B9972 Araip.B06 9972 p2 (TA)6 12 33993769 33993780 CATTGGACCCTCACTGGATT TTCAATTTACAGCTCACTTGGC 229

Ai06B9973 Araip.B06 9973 p4 (TTTA)5 20 33993983 33994002 CATGCCTAACTACCCTTAATCTCA TGTGGAAACTTGGGTTGATG 276

Ai06B9976 Araip.B06 9976 p3 (AGA)5 15 34009838 34009852 CACCGATACTCTCGATGCAC TGCGCTTGAAAGTGAGAATG 262

Ai06B9979 Araip.B06 9979 p3 (CTT)6 18 34011727 34011744 AACGTGTTTTCTTTTCCCCC AGTTTAGCGCCAGAATCGAA 211

Ai06B9984 Araip.B06 9984 p2 (TA)20 40 34059885 34059924 TGTTTTTCTCTCCCATTTCAA GCATGTCCTCATGCTAAGTCC 268

Ai06B9994 Araip.B06 9994 p3 (TCA)8 24 34088549 34088572 AAATGATGGGGGAAAAGAGG CAAAAATCTGGACCAAACTAAACC 272

Ai06B9997 Araip.B06 9997 p2 (GA)6 12 34111618 34111629 ATAAGCGAAGCGACAACACC CGCATCACTATCAAAATCGG 250

Ai06B9999 Araip.B06 9999 p2 (AT)6 12 34121353 34121364 CACACAACCTGTGAGATTTGAGA GGCTAAGGTAAGGGTGAGGG 160

Ai06B10001 Araip.B06 10001 p4 (AAAT)6 24 34132989 34133012 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 246

Ai06B10003 Araip.B06 10003 c (AAAT)6aaaaatata(T)1043 34162876 34162918 TCTTTTCCAATCAAATCCTTTCA CCATGATGGAGAAAGGGAGA 191

Ai06B10005 Araip.B06 10005 p2 (CT)8 16 34187459 34187474 GGGCGATTAGACATTTGCTT GTTGGTTGCTTCGGTCAAAT 122

Ai06B10007 Araip.B06 10007 p5 (AAATA)5 25 34220378 34220402 GAGAACTCCCAATGAGATATCCTAAA CAGGGATTGTTCGTGATTGA 280

Ai06B10010 Araip.B06 10010 p2 (AG)6 12 34239026 34239037 TTCAAATAACTGTCTGTAACACGGA AAGTGTGGGAATGCTTCCAT 248

Ai06B10012 Araip.B06 10012 p2 (AG)6 12 34251733 34251744 CATTTTTGACGTCGGGTTTT CCATTCAAGGAGAGCTCGAA 203

Ai06B10014 Araip.B06 10014 c (T)10atg(T)13ggattttggatag(T)11attatttaatatttttttgcttagttttcagatattctttttcta(T)10105 34265194 34265298 TCTTTGAGCATACACGGATCA CGGTTCTTTTCAAGACGGTT 187

Ai06B10015 Araip.B06 10015 p3 (TCT)10 30 34269293 34269322 AAATTATTGACGCCGTGTCC GTTTCTGGCATTTCCTCTGC 169

Ai06B10016 Araip.B06 10016 p2 (AG)9 18 34281989 34282006 GGGTTCGAATTTTTGGTGAG TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai06B10024 Araip.B06 10024 p2 (TC)9 18 34314198 34314215 CTCCTTTTTCTCCCCCTCC AAGAAAAGGGAAGAGCGAGG 188

Ai06B10025 Araip.B06 10025 c (CT)7ccttctcttctttcttcccctct(TC)9cttttcctctcgcgctctctccctctctttcctttttctcccttctccctcacttctcctccctttctcct(TC)11148 34314324 34314471 CATTTTCCTCGCTCTTCCCT GGAAAGAGAGAAACAAAAGGGG 241

Ai06B10026 Araip.B06 10026 c (TC)6cccctcttttctccaaaataagagagagaaggagggagacaaaaaagaggaaaaaataggagagaaggagagatagaaaaaagagagagaggggaggag(GA)10aagagagagaagggaggggagaaagagcgca(AG)6174 34314704 34314877 TCTCCTCTCTCCTTTCGACG CTTCTTGGAAGATCCCCACA 252

Ai06B10027 Araip.B06 10027 c (AG)23aaagagagggt(GA)669 34315231 34315299 GGCAGGAGAAAGAGAAAAGGA GTTTTTCTCCCCTCCCCTCT 248

Ai06B10028 Araip.B06 10028 c (AG)6ggggagaaaagaggttttattctctctcttcctccctctgttttttctccttttttatcctctcttcctctctatcttttttctctctctcccctcctc(CT)10ttctctctcttccctcccctctttctcgcgt(TC)6174 34315631 34315804 GAGGAGAAAGAAGGGAAGGAA TGTGAAAGAGAGGGAGAGAGAAG 267

Ai06B10029 Araip.B06 10029 c (AG)6ggagagaagggagagagagggagagaagg(GA)857 34315991 34316047 TCTCCCTTCCTCTCTCTCCC TCCTTCTCTCTCCCTCTCCC 133

Ai06B10031 Araip.B06 10031 p2 (TA)6 12 34322459 34322470 CATACCTGCGCTGTTCTTCA AGGGGACAAGGCTATTTGTG 238

Ai06B10032 Araip.B06 10032 c (GCG)5acaccggaggatgtcacatcttcaatg(GA)756 34323907 34323962 GAAAGCTCATGTGACGACGA CTTGAATTACTCCCATGCCC 149

Ai06B10034 Araip.B06 10034 p3 (ATG)5 15 34345579 34345593 TCTACGCTTTGGAGCCATCT ACGAGTCGTCATCAGTGCAG 195

Ai06B10044 Araip.B06 10044 c (A)10(T)11 21 34419920 34419940 TTTACAGCCAGCCAGGTTTC TTTGGACAACTGACGGTTCA 215

Ai06B10045 Araip.B06 10045 p2 (GC)6 12 34423121 34423132 ACAGAGAAGGTGATGGCTCG GGGTTGTTAAATCACCGCAC 257

Ai06B10047 Araip.B06 10047 c (T)11acttttctcttttttttctttttttctctttctttttta(T)1060 34430986 34431045 CCTGCCGCCATAAGTAGTTC TTGGAGTTAAAATCGAGGGAA 237

Ai06B10050 Araip.B06 10050 p2 (TA)6 12 34451705 34451716 CGACTTATTCATTTAATCTGATTCTTT ATCCGATTGTGGGGAATTTT 277

Ai06B10052 Araip.B06 10052 p2 (AT)7 14 34459462 34459475 TGGGGTTAACATTGTCCCTT TTGTAAAATCTTGGGAATTGGG 192

Ai06B10053 Araip.B06 10053 p2 (TA)8 16 34460121 34460136 AATAAATTGTTGGAATGCCCT GCCAATCTTGGGTGAAAAAT 280
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Ai06B10056 Araip.B06 10056 p3 (GTT)6 18 34483529 34483546 GACCCACTGCATGTTTGAGA GTTGACGCGAGAAACCTAGC 249

Ai06B10062 Araip.B06 10062 c (A)14tcaaatctttttcatatc(TTTAT)557 34498607 34498663 TCTAACTATTTTTGAGCAAATTTTGAA TTGAAAAAGATGTGGGTGAGG 277

Ai06B10063 Araip.B06 10063 c (T)10cgccatttttttcta(T)1035 34519249 34519283 GTTTTCTTCCAATCGCCGTA TGGGTGTTTTTCTTGTAGTGGTT 270

Ai06B10064 Araip.B06 10064 c (A)12gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaagagaagaaagaatagat(GAA)594 34520869 34520962 CGGTCTTGGGTGCTATCAAT ACACAACCCTCTCTTCCCCT 181

Ai06B10065 Araip.B06 10065 p2 (AG)6 12 34523649 34523660 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 186

Ai06B10068 Araip.B06 10068 p4 (GAAG)5 20 34535789 34535808 GAGAAGGAAGGAGGGAAGGA AAAATTCCACCTACCCCAGG 253

Ai06B10070 Araip.B06 10070 p2 (TA)6 12 34541142 34541153 GTAATAGCGCATGAGCAGCA AGCAATACCAAACCATCCCA 272

Ai06B10072 Araip.B06 10072 p2 (CT)9 18 34573505 34573522 TGGGAAGGTTCATAAGCCAA GGAGAATGGGGGAATCAATA 279

Ai06B10073 Araip.B06 10073 p3 (GAA)7 21 34586369 34586389 ACCATTCTGTTTTCCGCAAT TTACGCACGGAGCTTCTTCT 230

Ai06B10074 Araip.B06 10074 c (AAT)5agggatccttttttacccaagtatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)7104 34588989 34589092 GTGCTTGCTGGATTGCTGTA TCCTCACTCACCAAAAATTCG 256

Ai06B10075 Araip.B06 10075 p2 (GA)7 14 34589923 34589936 TTCGAATTTATGAGAAGAAAAAGGA TGCATGCATTCATTGTTTTG 131

Ai06B10076 Araip.B06 10076 c (AT)6ttttttgaattttatgatttttctaa(T)10gtatttttcgaaaattatttg(A)1079 34590318 34590396 TGAATTTTCACCTGCCACAA TGGCGTCGTTAGCTTTTTCT 205

Ai06B10077 Araip.B06 10077 c (T)10gcc(TA)8 29 34603617 34603645 GTTCGGTGGGAAGAATCAAG AGGGGCTGAAGCAAAAGAA 134

Ai06B10078 Araip.B06 10078 p2 (GA)7 14 34607428 34607441 AAGGGGATGAGAGGAGGAGA TTTGTTTGTTTCCTACCTTTTTCA 232

Ai06B10079 Araip.B06 10079 c (T)10gtattttcttttaatttttcgaaaatcattttg(A)1053 34608476 34608528 TCGAAAAATGCAAGATGCAC TATTAAGCCATGCCTGACCC 244

Ai06B10080 Araip.B06 10080 p2 (AG)9 18 34610878 34610895 TGATGATCCTTTTAACCCGC TATTTTCCTCCTCCCGGTTC 193

Ai06B10081 Araip.B06 10081 p2 (TA)8 16 34611830 34611845 TCCATTGGGAGAGACAAAGC AATGGGAGGATGGATGATGA 235

Ai06B10082 Araip.B06 10082 p2 (TC)8 16 34613400 34613415 CATGCGTTCTGTTCCTCTCA CTTTCCACCGTTGTCATCCT 248

Ai06B10083 Araip.B06 10083 p2 (AT)9 18 34617931 34617948 TCCCCAATTAGAGGTGTCCA TCATGAATGTTGGCTCTTGAA 230

Ai06B10085 Araip.B06 10085 p5 (TTTTA)5 25 34618959 34618983 TCCTCACCCAAATCTTTTTCA CCATGATGGAGAAAGGGAGA 194

Ai06B10089 Araip.B06 10089 p2 (CA)18 36 34636864 34636899 TGCGTGCGTGAAGAAGAATA TGTCGATACGTGAGTGTTACGA 277

Ai06B10090 Araip.B06 10090 p2 (AG)6 12 34642111 34642122 GGAAGCCTCCACAGTTGAAA CGTGAAGGAGGAAGCAAAAG 259

Ai06B10092 Araip.B06 10092 p2 (AG)7 14 34668998 34669011 TTGATGAAGGGGAGAAGTGG CGCAAAATAAAGCATGGGAT 257

Ai06B10103 Araip.B06 10103 p4 (TAAA)5 20 34751551 34751570 AGAGAGGGAGAGAGGGTTCG CTTTTCTCTCTCCGATTTTCG 263

Ai06B10108 Araip.B06 10108 p4 (TAAA)6 24 34769631 34769654 CGAGCACAGAGAAGGAGAGAA TTTTTGAAAATCACTACCCCC 259

Ai06B10110 Araip.B06 10110 c (A)13gaaaaaaaagaaaagc(A)1342 34774570 34774611 CAACAGCCTAAGCACTCTTGTG AGAAGCTTGACATTGCCACC 261

Ai06B10112 Araip.B06 10112 p5 (AAATC)5 25 34780582 34780606 CAAGTTGGCTGGCCTAAGTC CAGAATAACCTGACGCAGCA 253

Ai06B10115 Araip.B06 10115 p2 (GT)7 14 34787826 34787839 AAGTGGATCACTGGGTTTGC ACCTCATGTTCTAAGCCCCC 158

Ai06B10117 Araip.B06 10117 p3 (AGA)5 15 34797042 34797056 GGAAATGAGGGAGTGTGCAT TGAAGAGTGAGTGTGCGAGG 278

Ai06B10118 Araip.B06 10118 p2 (AG)6 12 34798763 34798774 CAAAATAGAGATCTGGAACATGGA GGGAGCTCGCCAATTTCTA 215

Ai06B10120 Araip.B06 10120 c (AC)15a(TATT)5 51 34803803 34803853 AGTAATCCTTTCCTGGGCGT CCACACAGAGCTTTACGCTT 203

Ai06B10122 Araip.B06 10122 p3 (AAT)5 15 34814047 34814061 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai06B10126 Araip.B06 10126 p2 (TC)6 12 34821683 34821694 GAATGCGTGCCTAACGCTAT GATGATTTGCCTCCCTTTTG 278

Ai06B10127 Araip.B06 10127 p2 (AT)6 12 34827813 34827824 TTGGTGTCCCTTTGGTTTTC GAAAAAGATGAGATAAAGATTTTCAAG 185
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Ai06B10130 Araip.B06 10130 p2 (AG)6 12 34861511 34861522 GAATAAGATGGGGGAGGGAG CTTTTTGTTTGTTTCTTAACTTTTTCA 236

Ai06B10133 Araip.B06 10133 c (AG)6aaagtgcacgaagat(GA)639 34881330 34881368 CCATTGTCGTTCACCTTCCT ACGGACACGAGCTCAGCTAT 244

Ai06B10134 Araip.B06 10134 p3 (TTA)13 39 34882690 34882728 TTGTGAAATGGGCACAAAAA GCCAAGGCAAACAAACAAAT 261

Ai06B10137 Araip.B06 10137 p2 (GC)6 12 34933464 34933475 TCACCATTTTGGTATGGATGAA GGTGTTTGGCCCAGGAGTAT 234

Ai06B10138 Araip.B06 10138 p2 (GT)6 12 34946815 34946826 GAGCTGGAAAGGTGGAATCA CCAAAGCATCAAGAGTGCATA 257

Ai06B10139 Araip.B06 10139 p2 (GT)7 14 34951122 34951135 GAGATGCAACTCCGTTCACA ACGGAACAAACACACACGAA 136

Ai06B10140 Araip.B06 10140 c (CA)15t(AC)12 55 34953711 34953765 CCAAAACCCTCACCTTCATC CCCTCCTTCCTTCTTCTTCG 148

Ai06B10141 Araip.B06 10141 p2 (TA)13 26 34967797 34967822 AATAAACGTTTGCCACCCCT CGGAAAAGCACACCAAACTT 127

Ai06B10142 Araip.B06 10142 p2 (TA)6 12 34968628 34968639 GAGGGTTAGGGGTTTTGATTG GTTATGCTTCCGGCTACACC 267

Ai06B10143 Araip.B06 10143 p3 (CAC)6 18 34973574 34973591 TCCCTGCCTTCACTCTAGGA TTCAGCAGAACCTGGTGTGT 129

Ai06B10144 Araip.B06 10144 p6 (TATTTT)5 30 34976190 34976219 TCGGTGATTATAACAATATAAAAATGC TCAATTCCATATAACAAAACAATGG 258

Ai06B10145 Araip.B06 10145 p2 (TA)7 14 34977367 34977380 GGGGACAAAATTACCCCAAT GGGCCAAGGTAAAGGTAAGG 242

Ai06B10146 Araip.B06 10146 p2 (AT)6 12 34981188 34981199 GGCTCCAAATTGGCTAACAA TTGGTGTTTTTGGGTGACAA 279

Ai06B10148 Araip.B06 10148 p3 (AAG)5 15 34985298 34985312 CGGTCTTAGGTGCCATCAAT CCCATAAACCCCACCTACCT 216

Ai06B10150 Araip.B06 10150 p2 (CA)7 14 34996340 34996353 ACCTAAAACTGCCCCAAACC TTCTCCTCCGTTCAGCTCTC 199

Ai06B10151 Araip.B06 10151 p2 (CT)8 16 35004059 35004074 CATTTTGGTGATCTGCATCG CCTACTAGGTGGCGGTGGTA 263

Ai06B10153 Araip.B06 10153 p3 (ATG)5 15 35007611 35007625 TGAATGTTGTTGGCACATGA CAACAACACCAACCACTCTCA 225

Ai06B10154 Araip.B06 10154 c (C)12tttttttgcttttcttttttattttttttcatattttc(T)1060 35013390 35013449 CATGCATTCTCTTTTCAATCCA CAAGTTTGGGAGAGTGGGAA 274

Ai06B10155 Araip.B06 10155 p3 (AGA)5 15 35016310 35016324 GAGCTCAAAGTTCAACACCCA GCGGTCCCTCATTCTCTTTC 254

Ai06B10157 Araip.B06 10157 p3 (TTC)5 15 35030140 35030154 AGCCCTCCATTCTTCCTCAT TAGAATATTGCTCGCCCTCG 108

Ai06B10161 Araip.B06 10161 p3 (TTC)5 15 35039300 35039314 AAAACCTACCCTTATGGCCG GCTTTTGTCTTCCCTTTCCC 259

Ai06B10163 Araip.B06 10163 c (TC)6atctccttc(TATT)645 35062093 35062137 TTTCGAAAATCCCTTCCCTC GAAATTCGAACACCAAGAGGA 239

Ai06B10165 Araip.B06 10165 p2 (AT)6 12 35071452 35071463 CCGTAGGCTCTACAGGAACG TTTTTGAGTGTTGCGCTTTT 212

Ai06B10171 Araip.B06 10171 c (AG)6atgaagagaatatggaattagaaatggttggagacaagtggcaactaagattgaagcagacattttcaac(T)12aatttctggtgttaaacattttaaagtttgatgcctcaaagtcaaaaagtt(A)14159 35106899 35107057 AATGTTGATGCAGATCGTGG TCTCTTGCCAAAATGCTTGA 252

Ai06B10176 Araip.B06 10176 p2 (AT)8 16 35122878 35122893 TTGGGGTCTTACATCTACCCC CACGTCGTTTTAACCCCAAC 263

Ai06B10178 Araip.B06 10178 p2 (AT)9 18 35142515 35142532 CTTACCTCTTTTCGGCCTCC TGCCCTTTTATGGTCCTTTTT 134

Ai06B10181 Araip.B06 10181 p2 (AT)9 18 35167809 35167826 CGCTTGCCAAAAGAACAGAT TTGGGAGTTGTGAAATTGAGG 133

Ai06B10182 Araip.B06 10182 p3 (GAG)7 21 35169009 35169029 TTTCAGTGTGTGTTTTTCCACA CCATCCAGGGTCTTTCTCTG 246

Ai06B10183 Araip.B06 10183 p2 (TG)6 12 35169416 35169427 CAGGTCCTCAGATGTCGGAT AAATCCATCGGTGCTTTTTG 268

Ai06B10188 Araip.B06 10188 c (T)11ggatttttcgaaaatattttggaaaacgaaaaagaaaa(T)1160 35201527 35201586 AAAAGATGCAATTGACACCAAA CGGTTCATCTTGTTGCTCAG 234

Ai06B10189 Araip.B06 10189 p3 (ATT)5 15 35211321 35211335 AAATTGTTTGCTCCAATGGC CAAGAAGAGGAGATGGCAGC 128

Ai06B10191 Araip.B06 10191 c (A)10ggcg(A)10 24 35220757 35220780 TGAAGCAAGAAAAAGCAGCA TTGCCTTTTGGTTTTAAGGG 158

Ai06B10193 Araip.B06 10193 p2 (TC)16 32 35239031 35239062 TTCAAAATCTAACTAACAACTTTTCAA TTGAACACAAAGAGAGGGGG 276

Ai06B10195 Araip.B06 10195 p2 (AT)7 14 35264859 35264872 GAAACTGTGGGAACATGGGT TCCAGGGAAAGAAAGAGCAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B10196 Araip.B06 10196 p3 (GAA)5 15 35269192 35269206 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 204

Ai06B10197 Araip.B06 10197 p2 (AG)6 12 35271506 35271517 AAGATGGGAGAGGGAGAATTT TTCTTATCTTCTCAAAATTTGTTTCAA 276

Ai06B10201 Araip.B06 10201 c (AAT)12aaatttagactgtaactatcaatatagtttctaatagataattcaaaataatagaataagtcataattaaattaa(T)11aattcaaagtataaaatttaattttaaaaactcggattgttataataaacaagaacaatcgtattatgagtccacttttggtgttaaacgcc(A)10224 35317173 35317396 AATATCCTTCGGCCATTTTT GGTTCTTTTTCCTCTTTCTTCAC 280

Ai06B10202 Araip.B06 10202 p2 (TA)9 18 35321003 35321020 GGTTGAGGGAGGGATAGGAG AAATCGCAAAACAAAAAGCG 249

Ai06B10208 Araip.B06 10208 p2 (TA)6 12 35326137 35326148 AACAAGCTCCTAACTCAGCCC GAGAGGCATCTCATTAGGCG 224

Ai06B10210 Araip.B06 10210 p2 (AT)7 14 35353755 35353768 CAAGCCTTGTCACCAACAAA TTAGCTTCCGGAACTTGTGG 204

Ai06B10211 Araip.B06 10211 p3 (TAT)7 21 35355586 35355606 GGCCCATCTGTCGCTTATCT CAAGCCACGTTCCCCTATAA 272

Ai06B10212 Araip.B06 10212 p3 (TAT)6 18 35356561 35356578 TGGGTAGAATATAACAACCCGAG AATATCCTTCGGCCATTTTT 215

Ai06B10214 Araip.B06 10214 p3 (TTC)5 15 35358202 35358216 AAGTGGAGGCAGAGGTGAAA GACCAAATTACCCATAACAAAAA 137

Ai06B10216 Araip.B06 10216 c (T)10cgtattaaaatcgtctttttaattttttcggacaaaaataccctcacccctacccctaccagcacttacct(CCAACA)5acaa(CAC)9142 35359362 35359503 TAACGTTGGGGGTCAGAATC GCCACCCCTTGTCTGAACTA 240

Ai06B10217 Araip.B06 10217 p3 (ATT)18 54 35361382 35361435 CTCCGCCAAGACTTCATCAT TCAAGTTATGGAACTACTCGCTCA 275

Ai06B10220 Araip.B06 10220 p3 (TCA)20 60 35379722 35379781 CGCTCTTGTTGACTTGTGGA GGTGCAGTGAAACAGCAAAA 257

Ai06B10232 Araip.B06 10232 p4 (CTTT)5 20 35437023 35437042 TCTTCACATCTCACTGGGAGC AAGTTCGGCCATGTCTTCAG 237

Ai06B10233 Araip.B06 10233 c (T)10gggcttttcggtctaagtgggttggcttgattcttcttaaaggttgctggatctattggggtgttctttatca(T)1093 35448014 35448106 GTTGGGCTGGGATTAAAGGT CGAGGCTCAAGAGGATAACG 181

Ai06B10237 Araip.B06 10237 p2 (AT)6 12 35455085 35455096 TGTCGATTTTAAACGATAAACCAA AAGAGATTAAAGTGACCATTAGAAAAA 277

Ai06B10241 Araip.B06 10241 p2 (AT)9 18 35465405 35465422 TTTGATCCACATTCATCCACT GATTTGAATTGGTTCCGCAT 241

Ai06B10242 Araip.B06 10242 p2 (AG)6 12 35481841 35481852 AGAGGGAGAGTGTGACGGAA GGAGATGATGGTGGCAGTTT 246

Ai06B10245 Araip.B06 10245 p3 (AAG)5 15 35489295 35489309 ACAAGGATCAGCCACAGCTC ATCAATTTCAACCGTCTCGG 226

Ai06B10250 Araip.B06 10250 p2 (TA)11 22 35509401 35509422 CTGCACATATGCATTGATTTTT GCATACTCATGCATCGAACG 272

Ai06B10251 Araip.B06 10251 p2 (TC)7 14 35511106 35511119 AGGCCCTCCTATCCACTGAT GAACTGAAGCGCCAAAAGTC 276

Ai06B10252 Araip.B06 10252 p2 (AC)6 12 35515372 35515383 GCGTATAAAATATCCGCTCATCA TGCTCCCTTATTGCTTGTTTG 219

Ai06B10254 Araip.B06 10254 p3 (AAT)6 18 35524446 35524463 CAGGTTCTGGATCTGCTTCC GCCTCCTCACAGTTGTGTTTC 195

Ai06B10260 Araip.B06 10260 p3 (AAT)7 21 35549761 35549781 ATTCCCATTCATATGCCACG TGAATTTTTGTTCCATTTTCCA 163

Ai06B10265 Araip.B06 10265 p4 (TTAT)5 20 35560072 35560091 GGAACAAATAGGCCAGGTGA CTATTGGCCAGCAACAAACC 246

Ai06B10270 Araip.B06 10270 c (CTT)7t(TTC)8c(TCT)1283 35589980 35590062 AGCACTAGCGTCACAGGCTT GGCTCTGTGTGGTAGGGTGT 226

Ai06B10276 Araip.B06 10276 c (AT)6agtgaatttaaaaaataaagattgttaagtaatta(T)1057 35610973 35611029 TCGTCAAAATGCTTTGATTAAAAA TGATCGTTATAAAAATAATGCCAA 265

Ai06B10278 Araip.B06 10278 p4 (AATA)5 20 35613343 35613362 CGATCGGTAATTTAAAGGTATTTT CTTCCTTCCGTGAGTGTGGT 234

Ai06B10283 Araip.B06 10283 c (A)10tcaattttcaatttttaattttaaaaatttaattttcaaaatttaaaattcaaatttt(A)1179 35637260 35637338 CTTCGGTTCTTCAAAATGGC CATAGCCAAAGGGGTGAGAG 261

Ai06B10285 Araip.B06 10285 p2 (AT)9 18 35648004 35648021 GCTGAAGCATGCTGGAATTT AAAACTCAAGACTCGGCTGG 248

Ai06B10286 Araip.B06 10286 c (TTA)7ctcttcttctcatcctcaacgtattgctcgttattcatcacttcaccgccatcatc(ATT)592 35650220 35650311 ACATATTCCCACCATCGCAT CTGATGAAGATGATCCCGCT 167

Ai06B10287 Araip.B06 10287 p3 (ATC)7 21 35650588 35650608 CCTGTGATCGAGAGGGAGAG TTGCTCCTGCTCCTTCAAAT 192

Ai06B10291 Araip.B06 10291 p2 (TA)10 20 35665295 35665314 GTGGTGAGTTTATGGTGGGG TTTACCCGTTTTTCAGGGCT 219

Ai06B10296 Araip.B06 10296 c (T)11aaaatgagtaaaatgacaattaagtctttaaaagttttggcctcagactaattaatttctg(A)1082 35676420 35676501 TGGTTGAAAATTATGCATAGGTCA GAGCAATGAGACACGTCACTG 240

Ai06B10297 Araip.B06 10297 p2 (TA)6 12 35677020 35677031 TTGATTGTCGCTCAGAGGTC TTGAGGTTTTAATTAGAGCAACCC 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B10298 Araip.B06 10298 p2 (TC)8 16 35683045 35683060 CTCAAAAGAAACGAAACCCG CTCTACCACCGTGGAGTGC 257

Ai06B10300 Araip.B06 10300 c (A)10gagaagtg(A)1129 35688251 35688279 TTGGGAAAGTTGAATTTGGAA TTCACCATTTACTTTGGGGC 240

Ai06B10304 Araip.B06 10304 p3 (AAT)5 15 35710180 35710194 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai06B10306 Araip.B06 10306 p2 (GA)6 12 35710752 35710763 GCTATTGCAGGGTTCTCAGG TTTCTTAACTTTTTCAAAACCACC 231

Ai06B10307 Araip.B06 10307 p2 (GA)8 16 35718718 35718733 CTTCTCGCTATGAAGCCAGC ATAGAGGCACAGCCAGAAGC 253

Ai06B10310 Araip.B06 10310 p3 (CAC)5 15 35725694 35725708 ATTAATTCCCAGTGACGCGA GTAGGGCAGAGAGATGGCTG 202

Ai06B10312 Araip.B06 10312 c (T)10agtaaagaatttaaaagggaacctaaa(T)1047 35730660 35730706 ATCCATTCAGAGGGGGATCT TTGTCACTTAAGCAAACCCAA 238

Ai06B10313 Araip.B06 10313 c (AT)14taagtaattaaataaggagatac(A)1061 35735028 35735088 TCTTATCATATCTTTTTCAAAACTTCC CCATGATGGAGAAAGGGAGA 217

Ai06B10316 Araip.B06 10316 p2 (AC)6 12 35750335 35750346 CCGCTCATTTGAGATAGCCT GAGTCGGACAGCTTAACCCA 214

Ai06B10317 Araip.B06 10317 p2 (TA)6 12 35750821 35750832 AGGCGGTTCCCCTAAAGATA CTTTATCACCGAATGGTGGG 219

Ai06B10318 Araip.B06 10318 p2 (CT)7 14 35762877 35762890 GGAACATTGAACCTGGATTGA CAGTTTCTGGCCCAGTTCTC 214

Ai06B10323 Araip.B06 10323 c (TAT)5taaaattttttttgaatactaataattcgaaaattcac(A)1366 35783204 35783269 CACATTCAAGAAATGCAAGGA TTTCGAATTTGTGTTCATTGTTC 200

Ai06B10325 Araip.B06 10325 p4 (CTTT)5 20 35797060 35797079 TATTTCGTCAAATGGCTCCC GATCCGCCCTGTTTTCAATA 129

Ai06B10326 Araip.B06 10326 p3 (ATA)7 21 35801011 35801031 GTTGGGTTCGGGTATGAACA GCTCGATCTGTTATTCACTTTGC 277

Ai06B10328 Araip.B06 10328 p2 (AT)7 14 35807710 35807723 TTCATTGTACCCTCGCCTTT TTAAACCACAAAACCGCTCC 183

Ai06B10329 Araip.B06 10329 p5 (AAGAT)6 30 35845901 35845930 TGGATTCTCTTGCAGGCTTT GGGAAAAGAGGGTGTGTGAA 215

Ai06B10332 Araip.B06 10332 c (T)11cgcctg(T)11 28 35869131 35869158 TGCTCTTGCCTCTTGGTTTT TCAATGCTCAATCATTCCCA 257

Ai06B10335 Araip.B06 10335 c (T)10caaatcaattggggtgccctatagataaatttcttggaaaattttattattttgactaagctta(AT)1298 35904922 35905019 TCGGATCAAAACTCACATGC GCCATTTTTGGGTGACAAAT 268

Ai06B10336 Araip.B06 10336 p2 (GT)7 14 35907566 35907579 GGGGACAAAATTACCCCAAT TGGGGTTAAGGTAAGGGTGA 238

Ai06B10340 Araip.B06 10340 p2 (AG)6 12 35933331 35933342 GAAAAAGGGGGAGATATTTTCG TCAAGTTGACTTTCAAAATTTGTTTC 122

Ai06B10344 Araip.B06 10344 p2 (CT)6 12 35941198 35941209 GCATTTTTGCATGCCACTTA TGGGATTTGATAGGTGAGGG 226

Ai06B10347 Araip.B06 10347 p3 (CAA)5 15 35981302 35981316 TACCTCTTCGAACTCCCCCT AGAAGAATTGGGATTTGGGG 275

Ai06B10350 Araip.B06 10350 p2 (TC)14 28 36009212 36009239 GATCCGCGCCAATTATCTTA GATGCAATGAATGAAATATGCAA 171

Ai06B10351 Araip.B06 10351 p2 (TA)8 16 36019671 36019686 ATGTTTGCGCAGGCTTTTAG CTCTGTTCCTCCGTTTCCAG 266

Ai06B10352 Araip.B06 10352 c (TA)6atgggactaccactaaataaccataactagaataaacacacgctctctttaatttccagtaaa(AT)687 36020744 36020830 GGGTTACCTTAGGCCAAAAA GTAAATCGGCTTCGCTCAAG 260

Ai06B10355 Araip.B06 10355 p3 (ATA)7 21 36030054 36030074 TGCTTTGTCCATGATTAGGC AGGAAAGCAGAGATGGCAAA 259

Ai06B10356 Araip.B06 10356 p4 (TTAG)5 20 36032138 36032157 TTCCGCAGAACACACAAATC ACGAAACTCGGAGGCCTTAT 275

Ai06B10357 Araip.B06 10357 p2 (AC)6 12 36033161 36033172 TGATTCAACGAATTCCACCA AGGACATAGGGAAAATGGGG 182

Ai06B10361 Araip.B06 10361 p2 (AG)6 12 36050462 36050473 ACAGAATGGGGGAAACACAA GAAACATTGAACCTGGAATTGA 157

Ai06B10364 Araip.B06 10364 p2 (GA)6 12 36056722 36056733 GAAGGAGCTGGTTGTTCTGG CCTTTCCGTCTCCCTCTTCT 100

Ai06B10366 Araip.B06 10366 p2 (TA)6 12 36057580 36057591 TTTTCATGCATTTTTGTTGAAT TTCTGCCAAGGCTTTTGTG 280

Ai06B10369 Araip.B06 10369 c (TA)8tgttatgatatatggatgtactctttatgagttttgtaagttgtatggtatctatgg(TA)9(T)10101 36069721 36069821 CTTCGCAGGCTGAGTTAGGA ATGACCCCCTGCTGTAACAC 249

Ai06B10370 Araip.B06 10370 p2 (GA)21 42 36071024 36071065 AGCGCACAAAAGAGCAAGAG CACATGCTGAGATTGAGCTTC 256

Ai06B10374 Araip.B06 10374 p2 (AG)10 20 36078255 36078274 CGCGATCTGCAGAATTAACA GGAACATTGAACCTGGAATGA 264
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Ai06B10376 Araip.B06 10376 c (AAT)8aa(AT)11 48 36090340 36090387 GCTCACTTGCCAATGCACTA TGCAGCAAACGTTCATTTTT 268

Ai06B10377 Araip.B06 10377 p3 (AGA)7 21 36099618 36099638 TTAGAATGTTGCTCGCCCTC ACCCACCTCACCCTCTCTCT 153

Ai06B10378 Araip.B06 10378 c (AAT)5agagatcctctctctc(T)1041 36100505 36100545 TTCTTGTCCTTGCTCCTGCT TTTCGAAAATTCTCTTCTCTCTCA 160

Ai06B10379 Araip.B06 10379 p2 (AG)6 12 36100762 36100773 TTTTGTGAGTGAGGGAGAGATG TTTCTTATCTTTTTCAAAACCACC 263

Ai06B10382 Araip.B06 10382 c (A)10ctattttcgaaaatcactaactctttttcaaaaattattttcgaaaat(TC)772 36107355 36107426 TCGAAAATATCTCCCTCTTTTCA GGGGTTCGAATTTGGGTAAG 224

Ai06B10383 Araip.B06 10383 p3 (AAT)5 15 36107752 36107766 AGCAGGAGCAAGGACAAGAA GCTCAAATGGTAGGGATGGA 242

Ai06B10384 Araip.B06 10384 p2 (CT)7 14 36110517 36110530 ATGCCTAATTTGGTGCAAGG AGGAGATGGAGGGTTGTGTG 254

Ai06B10385 Araip.B06 10385 p3 (TCT)6 18 36110667 36110684 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 261

Ai06B10386 Araip.B06 10386 p2 (GC)6 12 36115439 36115450 CCTGAGGCACAACCTCTCTC TTAAACTGACTCCCGCAACC 118

Ai06B10390 Araip.B06 10390 p3 (TTC)6 18 36129863 36129880 CATATGGCCGAACCAATACC GCCCTCGAGCAATAAACAAA 170

Ai06B10393 Araip.B06 10393 p3 (TAA)20 60 36135117 36135176 TTTTCTTGCAAATTGAAGGTATTT TGATTTTTCTCTCTGAATCCAAAA 227

Ai06B10395 Araip.B06 10395 p2 (TA)9 18 36138615 36138632 TCATCTAGGTGCTAACGGGG CGGTAGGTTCTTAGGAGGGG 177

Ai06B10397 Araip.B06 10397 p2 (TC)6 12 36146996 36147007 TAAAATTTTTGCGCCCTACG TGCTTGTCCTCAAGCAAAGA 204

Ai06B10398 Araip.B06 10398 c (A)11tttcaaaaacctttcaaaaattcctcacttgttttc(A)1057 36151348 36151404 TTTGGACAACTGACGGTTCA GGCTTTACAGCCAGATAGGC 230

Ai06B10399 Araip.B06 10399 p2 (CT)6 12 36151803 36151814 TTCCTTATCTTTTTCAAAACCACC AATGAGATGGGGGAAGGAAA 226

Ai06B10400 Araip.B06 10400 p5 (AAAAT)5 25 36162087 36162111 AAAATTGGGGTACCTGAGCA TGGTTTATGCCTTGTGGTCT 246

Ai06B10406 Araip.B06 10406 p3 (ATG)5 15 36185355 36185369 ATGATGAGTCCTCGTGGTCC AAAAAGTGAACTCAACCAAATGTT 209

Ai06B10408 Araip.B06 10408 p3 (TTA)6 18 36186225 36186242 CAATTATCTTAACTTGGGTCCAAAA CCCGCCTTAGGATTAAAAGC 135

Ai06B10421 Araip.B06 10421 p2 (AT)6 12 36208230 36208241 GGTAGTAATGGGGCCAAGGT AAGGGAACAAAATTACCCCAA 249

Ai06B10423 Araip.B06 10423 p2 (TA)7 14 36236542 36236555 TCATGAATGGTTGGCTCTTG TCCCCAATTAGAGGTGTCCA 226

Ai06B10425 Araip.B06 10425 p2 (AT)10 20 36249535 36249554 TTGTAGCAAGTATCTCCGTTAAAAA TGTTGATAGAATCGTAGGCCA 165

Ai06B10436 Araip.B06 10436 p2 (TC)7 14 36280379 36280392 TTCCTTCTCCCTTCTTCCTTC AGTGCAACAATCCACAAGCA 244

Ai06B10440 Araip.B06 10440 p3 (GTT)5 15 36299641 36299655 CCCGCCTTACCACAAGAATA CACAGAACCGAGGGAAGAAC 211

Ai06B10443 Araip.B06 10443 p3 (GAA)5 15 36306961 36306975 TTTGCCTTTCCTTTCCCTTT ACACAACCCCTTCTCCCTCT 231

Ai06B10446 Araip.B06 10446 p2 (AG)6 12 36322034 36322045 AAGGAACATAAAACCTGGATCG TCTGAAGCCTTTTTAGCCCA 220

Ai06B10454 Araip.B06 10454 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttttaatttattaattattttaatttttaatattaattttcg(A)10103 36375997 36376099 TCACCTTTTCAAAATTTGTTTCA GATGGGAGAGGGAGAATTTTT 263

Ai06B10455 Araip.B06 10455 p3 (TTC)5 15 36379407 36379421 GCCGAACCACATCACTTTCT GCTTTTGTCTTCCCTTTCCC 191

Ai06B10459 Araip.B06 10459 p2 (CT)9 18 36402815 36402832 TGTTTGTTTCTTATCTTTTTCAAAACT ACAAGGGTGAGGAGAGCAGA 252

Ai06B10460 Araip.B06 10460 p2 (TC)7 14 36402986 36402999 CGAAAATATCTTCCCTCTTTTTCA ACAAGGGTGAGGAGAGCAGA 191

Ai06B10463 Araip.B06 10463 p2 (CT)6 12 36425816 36425827 GTTTGGTCAACCGCAAAACT AGAATGGGAGGTGAGAGGGT 141

Ai06B10464 Araip.B06 10464 p3 (TAA)7 21 36441084 36441104 AACTGGCACTGATACAGGGG TTGGCAGGCAATAAACATCA 251

Ai06B10469 Araip.B06 10469 p2 (CT)6 12 36455636 36455647 TTCATAAACCAAATTGGGAAAA AGGCTACAAAATGGGGGAAT 251

Ai06B10470 Araip.B06 10470 p2 (AG)7 14 36461874 36461887 AAACTTGCAGTTCTGCTGCAT AACATCTCTCCCTCACCCAC 190

Ai06B10471 Araip.B06 10471 p2 (GA)6 12 36462112 36462123 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 272
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Ai06B10475 Araip.B06 10475 p3 (TTA)13 39 36478448 36478486 GAGGGGGTAACGGTTTATGA TTATCAGAATAACGCAGCCG 268

Ai06B10477 Araip.B06 10477 c (A)10g(A)10 21 36496193 36496213 TGGATTGGGAACATCTGGTT TATTTTGGGGCATTTTGTCC 200

Ai06B10478 Araip.B06 10478 c (CTC)8cttcttcttctaaattcgcgtacacagtttttttttctttccttcttcttctcctcctct(TTC)6102 36498415 36498516 TTTCTCCGTCACTCCTCCTC GCAACAGAGAAAATCGGGAA 233

Ai06B10479 Araip.B06 10479 p2 (TA)8 16 36499385 36499400 CAAATTCGGCTTTTGTCGAT TCTTTCCAAGGAATGGTTCG 212

Ai06B10482 Araip.B06 10482 p4 (TTAG)7 28 36513924 36513951 TCCTTCCTTCCACCATCATC TTCAAAAAGGTTAAGCGTGAAA 273

Ai06B10483 Araip.B06 10483 p2 (AT)7 14 36516061 36516074 GGACAAAATGTCCCAAAGTGA GCATGCATACAAATATCATGGG 268

Ai06B10484 Araip.B06 10484 p3 (GAG)6 18 36522143 36522160 CGCTCGGTTTCCAGTATGTT CAACGTATACCACACACGCC 205

Ai06B10486 Araip.B06 10486 p2 (CT)7 14 36544965 36544978 TCCAACAAGAGCATCCATGA TGCTATTGAACCCAAGGATTG 276

Ai06B10489 Araip.B06 10489 p3 (TAT)9 27 36554053 36554079 CTTGCACTATCTGCAAGGCA GTTTAGGTTTAAGAATTTCAAAATCAC 257

Ai06B10491 Araip.B06 10491 p2 (TC)10 20 36561854 36561873 TAATGCCCCGTTCACTCTTC TCATTGTGGTTCTGGTGGTG 250

Ai06B10492 Araip.B06 10492 p2 (AT)6 12 36562966 36562977 TGACCGGTTGATTAATGCTG AAAAGTGTCTTTGTCGATGTGTC 206

Ai06B10493 Araip.B06 10493 p2 (TA)7 14 36563223 36563236 TTAGTGCGTTGCATCATCGT CCATTCTCATAAAATGTGTGTTCA 209

Ai06B10500 Araip.B06 10500 c (T)10aattcatatgaactgatatgattgctgtttattttccgggacaatccaattttagccggaatgctgcccaaa(T)1092 36586323 36586414 TGCTGCTTTCTTGTATGTTGC GCATTCATGTAATGGTTTGGG 250

Ai06B10502 Araip.B06 10502 p3 (AGA)5 15 36608367 36608381 GTTTCTCTGGCCTTACGTGC CAAAATCTCTTTCCCACCCA 194

Ai06B10503 Araip.B06 10503 p2 (GA)6 12 36608518 36608529 TGGGTGGGAAAGAGATTTTG TCAATGGTGCAGGGATGTAA 206

Ai06B10506 Araip.B06 10506 p2 (AT)8 16 36619802 36619817 GTGCTAGGTGGGAGACAACC CTTCCAAAATGCACTGGTGA 229

Ai06B10508 Araip.B06 10508 p2 (TA)6 12 36622057 36622068 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai06B10509 Araip.B06 10509 p2 (GA)6 12 36624503 36624514 TGGGTGGGAAAGAGATTTTG ACCTCCACTCACCTTCCCTT 141

Ai06B10512 Araip.B06 10512 p2 (CT)6 12 36635043 36635054 TCAAGAGTTCGTAAACTAAATTGGAA GCTTAGAGGCTGCAGAGTGG 267

Ai06B10514 Araip.B06 10514 p3 (AAG)6 18 36650518 36650535 TAAAATGTTTGCTCGTCCCC ACCCTAACCCTCCCCCTACT 174

Ai06B10516 Araip.B06 10516 c (T)10gaaattaaagaaattaaaataaagtaaacaaaaaaattaatgcaagttttgaaaattaagaaaagaaaaagaaataaaagaaattagaaaacta(AATT)5aaaaagatttgaaaatttttggtgtggattttcg(A)11169 36669428 36669596 AGGTCCATGATGGTGAAAGG TTCCTAACCACTTTCTCTCTCCTC 249

Ai06B10519 Araip.B06 10519 p2 (TA)6 12 36689479 36689490 TGGACTTCACTTTGGTGCAA GGAAAAACTTGGGACATTGG 253

Ai06B10520 Araip.B06 10520 p5 (TTATT)5 25 36700859 36700883 CCCAGCCATTAGCAAAACTC GGCGTTTAACTCCCAAAACA 221

Ai06B10531 Araip.B06 10531 p4 (AATA)5 20 36790552 36790571 TTTCTCTCTCCTCACTTTTTCG AGCCAATTGGGCAGTAAATG 153

Ai06B10533 Araip.B06 10533 p2 (CT)6 12 36796487 36796498 CTTTTTGTTTGTTTCTTAACTTTTTCA GATGGGGGAGAAGGAATTTT 231

Ai06B10534 Araip.B06 10534 p3 (TAT)5 15 36796823 36796837 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 202

Ai06B10536 Araip.B06 10536 p3 (TTC)5 15 36799496 36799510 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 207

Ai06B10539 Araip.B06 10539 p2 (CT)7 14 36809464 36809477 TTTCAAAAATATCTTTTCTAACCTCC GAAATTTTGAAAAAGGGGGAA 163

Ai06B10541 Araip.B06 10541 p3 (AGA)6 18 36812340 36812357 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai06B10542 Araip.B06 10542 p4 (AATA)5 20 36814952 36814971 CCTAACCACTTTCTCTCTCCTCA CTCCTTCTGCAAGCCCATAG 156

Ai06B10543 Araip.B06 10543 p2 (GC)6 12 36827184 36827195 AGAAAAATGAAAAACGGGCA GGCATGAAATGGGCATAACT 110

Ai06B10544 Araip.B06 10544 p2 (GC)6 12 36827340 36827351 AGTTATGCCCATTTCATGCC CACGTCAATTTTGGCACAAG 200

Ai06B10545 Araip.B06 10545 p2 (AT)10 20 36831321 36831340 CCCCAAGAAAAGGGGATAAT GGGCTAGGGTGAAGGTAAGG 275

Ai06B10550 Araip.B06 10550 p3 (CTC)5 15 36868444 36868458 TGAGCTGATGCTGCAAAGAT ACTTCGGACCATCGAAATTG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B10553 Araip.B06 10553 c (A)14gaaaaaccaaaaat(A)1846 36874603 36874648 CCTCAACAAAGAATTCAACAATG TTCTCTTTTCATTTCCGCCT 263

Ai06B10556 Araip.B06 10556 p2 (CT)6 12 36886498 36886509 TTGGGAAAATAGAGAAATCAACAA GAAGGGGGTGAATCAATCCT 225

Ai06B10559 Araip.B06 10559 p2 (CA)9 18 36892963 36892980 TTGCAACGCGATAATCTTTG GAAGGGAGAGTCCGAAGACC 130

Ai06B10560 Araip.B06 10560 p4 (AAAT)6 24 36907884 36907907 TCCTTTTCAAAACCTTCTAACCA TCATTTCCGCTTAGGTCCAT 185

Ai06B10564 Araip.B06 10564 p4 (ACAT)5 20 36923376 36923395 TTGCGTTTTGCATCTTTTTC TGCCCTAAAAAGGGGTTTCT 249

Ai06B10568 Araip.B06 10568 p3 (AGA)6 18 36938888 36938905 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai06B10569 Araip.B06 10569 p2 (GA)6 12 36940033 36940044 GAAATTTTGAAAAAGGGGGAA TTTCAAAAATATCTTTTCTAACCTCC 161

Ai06B10572 Araip.B06 10572 p2 (TC)21 42 36956602 36956643 GCCAACACGTAGAGGAGGAG GCCCAGCTTCTTGTTTGTCT 231

Ai06B10577 Araip.B06 10577 c (T)14gaaaaatgtcttttaaagaagaaccacagatacaactttatttattaaaaattctaatgtcctatttattttttttcttgtatatgttgatga(T)11118 36994287 36994404 TCAGCAACCTTCGTCTGAGTT TCGACCTGAGAGACAAAACCT 277

Ai06B10583 Araip.B06 10583 p2 (AT)6 12 37028290 37028301 TGGGAACTTTGGTTGATGAG TTGCGGTAATTTTATCCCCT 200

Ai06B10584 Araip.B06 10584 p2 (TA)8 16 37042863 37042878 TTCGAAGCTCAATCCCTTGT TGCAACTAGGGTGTATGCCA 197

Ai06B10585 Araip.B06 10585 p2 (TA)7 14 37050902 37050915 CAGATGCAGGTTGAAAAGCA GAAGCAAAGACCGACCAGAG 230

Ai06B10586 Araip.B06 10586 p3 (AAT)13 39 37057042 37057080 TCTGAAAGGTGATTGCTGGA GAACCCCCTCTTCCATCTGT 262

Ai06B10587 Araip.B06 10587 p2 (AG)6 12 37057224 37057235 ACAGATGGAAGAGGGGGTTC TTGATTTTCAAATTTGTTTCAACT 241

Ai06B10601 Araip.B06 10601 p2 (CT)6 12 37095166 37095177 TTTTTGTTTGTTTCTTACCTTTTTCA GAATAAGATGAGGGAGGGGG 209

Ai06B10602 Araip.B06 10602 p3 (TTC)5 15 37098149 37098163 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 249

Ai06B10603 Araip.B06 10603 c (A)10gtataggc(A)1028 37099305 37099332 TGAAGCAAGAAAAAGCAGCA TTTATTGCCCTTGCCTTTTG 171

Ai06B10607 Araip.B06 10607 p4 (TAAC)5 20 37111550 37111569 TCTTGTGATTTCTTATGAATCAAGTC TTTCGAAAATTAGAGAGAGAGGG 260

Ai06B10608 Araip.B06 10608 p3 (TCT)5 15 37112398 37112412 TCAACATCTCTCTCCCACCC TCAAATGTCCTGCCACTGAG 267

Ai06B10611 Araip.B06 10611 p2 (AC)6 12 37139958 37139969 GGGCTAAGGTAAGGGTGAGG GGGTAGCTCGGCATGATTTA 125

Ai06B10613 Araip.B06 10613 p2 (TA)13 26 37147130 37147155 ATTCATCATTTTGGGGCGTA GATAGCATATTGATGGGGGC 251

Ai06B10615 Araip.B06 10615 p2 (TA)13 26 37149450 37149475 AGAGACATTCCTCCCGGATT TTCACGTCATCCAATCACAA 273

Ai06B10616 Araip.B06 10616 p2 (TA)7 14 37150860 37150873 ACCAAGTGAGGGTTCGATCA TGCTAGACCGACAAGGTGAA 265

Ai06B10617 Araip.B06 10617 p2 (GT)6 12 37159815 37159826 TGGAGAGTAATTCGGCCAAG AACCCAACCCTAACCCACTC 101

Ai06B10618 Araip.B06 10618 p4 (TTTA)6 24 37173355 37173378 CCATGATGGAGAAAGGGAGA TTCGAAAATCCTCACCCATAA 236

Ai06B10626 Araip.B06 10626 p3 (CTG)5 15 37228739 37228753 TGCTAGTGGTGGTGGTGGTA GAGCCAGAGCAGTGGAAGAG 107

Ai06B10633 Araip.B06 10633 p3 (TAT)6 18 37238999 37239016 CATCACCAAATTCGAACCCT GTTCTTGTCCTTGCTCCTGC 163

Ai06B10634 Araip.B06 10634 p2 (AG)7 14 37240838 37240851 GGTAAATGGAGTGAAGGCGA ACAGCTCCCTCCTCTGTTCA 252

Ai06B10636 Araip.B06 10636 p2 (TC)6 12 37245672 37245683 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 157

Ai06B10639 Araip.B06 10639 p2 (CT)7 14 37280267 37280280 TCGAAATCTGAAATTGAGAAGAA GATTTTGGGCTGAGTTTGGA 210

Ai06B10640 Araip.B06 10640 p2 (TA)6 12 37286126 37286137 TTTTGCCAAATTCACTATTGC CCTGATGATTTGTTGTTGAGTG 251

Ai06B10644 Araip.B06 10644 p3 (TTC)6 18 37294162 37294179 GTTAGCTTGCCTCCCAACAA CTTCTCCTCTTTCCCCTTGG 123

Ai06B10648 Araip.B06 10648 c (A)12ttttta(T)10 28 37334419 37334446 AGGATGGTGGTAATGGCTTG CGTGTTTGAACAACTGACGG 262

Ai06B10652 Araip.B06 10652 p2 (AG)6 12 37344894 37344905 CCTCGAATTGCATTCACAAA TAAAGTGGGGAAATGCATCC 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B10654 Araip.B06 10654 p2 (AG)6 12 37349939 37349950 TCACATTGTTCACACATTGTTCA CGAAGGATTTCTGACCCAAA 172

Ai06B10656 Araip.B06 10656 p2 (CT)7 14 37376344 37376357 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 280

Ai06B10657 Araip.B06 10657 p2 (TC)6 12 37376496 37376507 TCGAAAATATCTTTCCTCTTTTTCA ACAGATGGAAGAGGGGGTTC 219

Ai06B10658 Araip.B06 10658 c (T)10cgcctata(T)1028 37382709 37382736 AGGCCCTCCTATCCACTGAT GAAGCAACAAACAGCAGCAA 213

Ai06B10662 Araip.B06 10662 c (A)10taaaaa(T)12 28 37392870 37392897 CGTGTTTGAACAACTGACGG TTTGAAAAGGAACAGGAAAACAA 241

Ai06B10664 Araip.B06 10664 p2 (CT)6 12 37404018 37404029 GACCAGCAAATTCTGGGCTA GAACATTGAACCTGGGATTGA 230

Ai06B10665 Araip.B06 10665 p3 (GAA)5 15 37417953 37417967 GCCCTCGAGCAATAAACAAA CCCATCACCTCTTCACCACT 278

Ai06B10666 Araip.B06 10666 p2 (AG)6 12 37419826 37419837 GAATAAGATGGGGGAGGGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 232

Ai06B10672 Araip.B06 10672 p3 (TTC)5 15 37425383 37425397 ACACAACCCCTTCTCCCTCT CTCGGAGGTGGAAACTTTTG 198

Ai06B10675 Araip.B06 10675 p2 (CT)6 12 37436957 37436968 TTCTTACCATTTTCAAAACCACC TCGAATTTGGTGAGTGATGTG 274

Ai06B10678 Araip.B06 10678 p3 (TTC)5 15 37443156 37443170 ACACAACCCCTTCTCCCTCT GCCACAACATCATGGAAGTG 260

Ai06B10680 Araip.B06 10680 p2 (CT)6 12 37448188 37448199 TCTTACCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 277

Ai06B10682 Araip.B06 10682 p2 (GC)6 12 37465574 37465585 GAACTTGTACCAGGAGGGCA GCGTGCATTAAGCATTTTCA 237

Ai06B10683 Araip.B06 10683 p2 (TA)6 12 37472323 37472334 GGTTTATCAACCTCCCCACA ATCAAGTGGGCAAAAACCAT 156

Ai06B10684 Araip.B06 10684 p3 (AGA)5 15 37492022 37492036 TTGTCTTCCCTTTCCCCTTT CTCTACACTCCTCTTGGCCG 194

Ai06B10687 Araip.B06 10687 p2 (CT)6 12 37502069 37502080 GGAAATGCATCCATTCAAGG AACATGAAGAGTTCATAAGCCAA 227

Ai06B10688 Araip.B06 10688 p2 (CT)6 12 37507788 37507799 GAAATTGCAGAAAACGCTCC AAACCTGGGATTGAGAGTCA 225

Ai06B10689 Araip.B06 10689 c (TTA)5a(T)10 26 37509164 37509189 TCATCACCCAACAATATCAAACA GCGAATTTGCACCCTATTTT 279

Ai06B10691 Araip.B06 10691 p3 (TTC)6 18 37531623 37531640 ACACAACCCTCTCTTCCCCT AGTGGTCTTGATGGGCTTTG 157

Ai06B10692 Araip.B06 10692 p3 (TTA)5 15 37533832 37533846 CGGGAAAGCAGAGATTCAGA TCGCACAACTAACCAGCAAG 272

Ai06B10694 Araip.B06 10694 p2 (CG)6 12 37535536 37535547 TGAAAATAAGCAAATGCGACA TTTGTGTTCCACGCGTACAT 262

Ai06B10697 Araip.B06 10697 p3 (GAA)5 15 37539346 37539360 GTGGGCTCTCTTGTTTGCTC ACACAACCCTCTCTTCCCCT 176

Ai06B10699 Araip.B06 10699 c (T)12cgtaaaaaattaaaaataattagttaaaaaaacagaaatttttgaaaaagaggggagatattttcgaaaattt(GA)697 37554493 37554589 TGTCCATCTCCACTTATGTCCA ATGCTTCCAATTGCGTTTTT 272

Ai06B10707 Araip.B06 10707 p3 (TTG)5 15 37584435 37584449 GCTTCTTCCCAAGATGCAAG AGGTCGGTGTTGAGGTTGAG 278

Ai06B10708 Araip.B06 10708 p3 (ATT)5 15 37585771 37585785 TTGCTGTAACGCTTAGGAGATG AGCATGATCAGCAACCATCA 131

Ai06B10709 Araip.B06 10709 c (TC)10(TA)16 52 37586735 37586786 TTTTCCAAGCATGCAAATGT AAAAGCTAAAAACAGAAACAAAGTGA 261

Ai06B10713 Araip.B06 10713 p3 (TAT)10 30 37614965 37614994 TCCATTCTCATTATCACATAAGCAA TGATCTGATATATTGTAATTTGAGGAG 214

Ai06B10715 Araip.B06 10715 p2 (AT)8 16 37618537 37618552 CACTAGAAGGCCGATGAAGG TGGTGACAGAGCAGAGGATG 276

Ai06B10718 Araip.B06 10718 c (T)11gttttcg(A)10 28 37648343 37648370 AACGGTTCATCCTGTTGCTC CCAACCAGGCTTTACATGCT 212

Ai06B10720 Araip.B06 10720 p2 (CT)6 12 37649799 37649810 TGTTTGTTTCTTATCTTTTTCAAAACT GGTTTGGATTTTTGGTGGTG 279

Ai06B10721 Araip.B06 10721 p2 (CT)6 12 37650041 37650052 ATCTCCTCCTCACACCACCA CAGGTTCTGGATCAGCTTCA 197

Ai06B10722 Araip.B06 10722 p3 (TTC)5 15 37652431 37652445 CTTCTTGGCCGAAACACTTC TCTTCCCCTTCCCCTTTCTA 194

Ai06B10723 Araip.B06 10723 c (CT)7catctctttctatttattttatttactaacacttttcttctactcaattaataattggaacc(CT)892 37656958 37657049 TTCAAAAACTAACTAACAAAGTTTTCA GGAAGAAGAAGAAATTTGAACACAC 277

Ai06B10724 Araip.B06 10724 p3 (TTC)5 15 37673314 37673328 CTCCCAAACCCAACCCTAAT AAAATGTTTGCTCGTCCCTG 202
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Ai06B10725 Araip.B06 10725 c (A)10gagagg(A)1127 37675034 37675060 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 189

Ai06B10733 Araip.B06 10733 c (TTTC)5t(TA)9 39 37713271 37713309 GGCCACTTCTGTTTCCCATA CGTGGGTATGGTTTGGATTC 265

Ai06B10734 Araip.B06 10734 p3 (TCT)6 18 37713684 37713701 GCATGGACCTTTAGGCATTC GAAAATGAAGAAGAACGTGCG 276

Ai06B10735 Araip.B06 10735 c (CTT)5gctgcacgttcttcttcctcc(TCT)963 37713804 37713866 ACACAACCCCCTCTTCTCCT AGTGGTCTTGATGGGCTTTG 280

Ai06B10736 Araip.B06 10736 p3 (GAA)5 15 37714237 37714251 TGAATTCCTGTAACCGTTTGG GCGCTACTCACCATGCATTA 189

Ai06B10738 Araip.B06 10738 p2 (AT)15 30 37726435 37726464 AAATGACTTATTTTTGGACAGGTT GGGAAATTCCAAAAACCACA 256

Ai06B10741 Araip.B06 10741 p2 (TA)6 12 37733696 37733707 ATTCGGCAAGTCAAGGAGTG TGATGTGGTCCCAAAAGTTG 252

Ai06B10750 Araip.B06 10750 p2 (AT)7 14 37785414 37785427 AAAAAGAAAGAGGGAAAAGAGAA AGGCATGAGGCATCCATATT 237

Ai06B10755 Araip.B06 10755 p2 (TA)6 12 37796694 37796705 GCCACAGGGGCTCAATTAT TCGCAAAAGTTGAGAATCACAG 277

Ai06B10760 Araip.B06 10760 p2 (AG)7 14 37830110 37830123 GAATTTGGGTGCGATGAAGT TTTTGTTTGTTTCTTATGTTTTTCA 245

Ai06B10761 Araip.B06 10761 c (T)10gtaaatttcgaaaataaag(AT)1253 37830527 37830579 GCAAGTAACAAGCTTGAAATTTTTG TGCATGCATTCATTGTTTTG 262

Ai06B10762 Araip.B06 10762 p2 (AT)7 14 37832878 37832891 TTTCAGCATGGGTGTGTTGT TAGAAATGGAAAACCGGACG 181

Ai06B10763 Araip.B06 10763 p2 (GC)6 12 37833994 37834005 AGATTGGGAATGCACCAAAG GTGGGCCACGTGAGAGTATT 121

Ai06B10766 Araip.B06 10766 p4 (ATAA)6 24 37845514 37845537 GTGTGGGAAACTGTGGGAAC GCATTGGGGTAATTTTGTCC 258

Ai06B10767 Araip.B06 10767 p3 (GAA)5 15 37853242 37853256 GCTTTTGTCTTCCCTTTCCC TCTTCTTGGCCGAATACACC 200

Ai06B10768 Araip.B06 10768 p2 (AG)6 12 37857075 37857086 TGTCAGCGGCAGTTTCATAG CGCATTGTTCCAATTTAGGG 191

Ai06B10769 Araip.B06 10769 p3 (AGA)5 15 37859860 37859874 GAAATGGGCTGAAAACGCTA CACTGACGGCACGTAAATTG 213

Ai06B10773 Araip.B06 10773 p2 (AG)8 16 37881644 37881659 GTTCTTGTCCTTGCTCCTGC CTCACCAAAAATCCAAACCC 184

Ai06B10777 Araip.B06 10777 c (T)11c(T)11 23 37927611 37927633 CACCCTTGCCTTTTGGTTTA TGGCTTTTGAAAGAATGATGG 175

Ai06B10781 Araip.B06 10781 p2 (CT)6 12 37938364 37938375 TGGATTGTGTGATTAGAGTGGG ACATATCACGAAAAACATGTAGTACC 279

Ai06B10782 Araip.B06 10782 p3 (TTC)5 15 37940557 37940571 TCTTGGCCGAAACATACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai06B10785 Araip.B06 10785 p2 (CT)6 12 37947173 37947184 AGTATAAGCGCAAGTCGCGT GAAAAACCTTGTTAATGGGGTG 216

Ai06B10786 Araip.B06 10786 p2 (CT)6 12 37954305 37954316 AGTCCTTGACCCCTCAGGAT ATTAGGGTTGGGTTTGGGAG 231

Ai06B10787 Araip.B06 10787 p3 (ATT)6 18 37956660 37956677 CCCACTCTGACCGTTTTGTT GGGGGTTAGAGGGCATTAAA 257

Ai06B10788 Araip.B06 10788 p2 (AG)17 34 37959272 37959305 CTTTTGATCAACGGGTTCGT AAAACCCAAGAAGCAACCCT 246

Ai06B10790 Araip.B06 10790 p2 (TC)6 12 37965434 37965445 GCACAATTCATGTTTGGCAG TTGCCAATGCAACTTGGTTA 228

Ai06B10793 Araip.B06 10793 p2 (TA)9 18 37969768 37969785 GAGTGGCAAAGTTAATTCGGA CTTGGTACGAAAATGACGGA 273

Ai06B10795 Araip.B06 10795 p3 (GAA)5 15 37988900 37988914 TCGGGATCACCTTCTTCTTG ACACAACCCCTTCTCCCTCT 280

Ai06B10796 Araip.B06 10796 p2 (AG)7 14 37991894 37991907 AACATGATGCATTTGTTGCTTC CCGTTGAAAAGTCCATCAAA 212

Ai06B10797 Araip.B06 10797 c (A)10ttttttcgaaaacaaaggagaaattttgaaaga(T)10gaaaactttttgaaaacaaaac(A)1085 37993027 37993111 TTGAAGACCAATCCCAAAGC TCGAGTTTGGACAACTGACG 263

Ai06B10799 Araip.B06 10799 p2 (TA)9 18 38004043 38004060 GCGTCCTCCTCTTCCTTCTT ATAGAAAGGGGAAACGGGAA 213

Ai06B10801 Araip.B06 10801 p2 (AT)10 20 38010315 38010334 ATACGACCCGGTACACTTGC CGCGTCGTAAAGCAAAAGTT 147

Ai06B10803 Araip.B06 10803 p4 (TTTA)6 24 38045150 38045173 CGTCCCTACTCATTTCGCTC GACTGCGACCAGCAAAGAC 278

Ai06B10807 Araip.B06 10807 p2 (TC)6 12 38084959 38084970 CTTGCTTTGATGGGAGGTGT TCAATTTGCTTTGATCTTGTTTTC 251
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Ai06B10810 Araip.B06 10810 p2 (CT)6 12 38109957 38109968 AAAACCCTAAACCTAGAGAGAGGA AGGCTGTAGAGTGGGGGAAT 111

Ai06B10812 Araip.B06 10812 p2 (AC)6 12 38127711 38127722 CGACGAAATCTAACTTGCCC GGAGATTGAAGCTCTTGCCA 255

Ai06B10818 Araip.B06 10818 p2 (TA)14 28 38141607 38141634 ACTGCTTGAACAGGTCAGGG AAACGGAATCATTCACAATCAA 226

Ai06B10820 Araip.B06 10820 p3 (CTT)5 15 38152782 38152796 AAAAATGAAGCATGCAAGGC TTATTGGTTGCCGATTTGTT 225

Ai06B10821 Araip.B06 10821 p2 (GC)6 12 38164587 38164598 GATGAATTGCGTTTTGCTTG GCACAACTTTGGCACAACTC 239

Ai06B10824 Araip.B06 10824 p2 (CT)6 12 38194676 38194687 TTGGTGCAGGGATGAAAAAT GTTTGGGAGGGAAAGTGGTT 230

Ai06B10826 Araip.B06 10826 p2 (TA)6 12 38209187 38209198 CATCTCACGGTGGACCTTCT CCATGCAAAACAAGCTCAAG 253

Ai06B10828 Araip.B06 10828 p2 (TA)6 12 38220745 38220756 CCGAGGATGGTGTGAACTTT TCTCAAATCAATTGGGGTGC 231

Ai06B10830 Araip.B06 10830 c (A)10tttcactaatttaaattg(A)1038 38266582 38266619 AACTCCGCAGGTAGTGGCTA GCACACGGTAACTAAACGCA 149

Ai06B10831 Araip.B06 10831 p2 (TA)8 16 38267260 38267275 GGAAGCATGCTCATGTGAAA CCCAAATTTTTCCCACTTTTG 276

Ai06B10832 Araip.B06 10832 p2 (TA)6 12 38267473 38267484 CAAAAGTGGGAAAAATTTGGG GGCTAAGGTAAGGGTGAGGG 149

Ai06B10837 Araip.B06 10837 p3 (TTG)5 15 38306006 38306020 TTGAGGTTGCTCTTTTGCCT TAGGGGAGATGATTGCCAAC 278

Ai06B10840 Araip.B06 10840 p5 (AAAAT)5 25 38324783 38324807 ACTTGCCGAAGGGAGATTTT TTCCTAACCACTTTCTCTTTCTTCA 202

Ai06B10841 Araip.B06 10841 c (TA)12aaagaaaaaaaatatagaaaaag(A)1057 38342839 38342895 TTTGGGTATGGGAAACTTGG TGGGGTATTTTTGTCCCCTT 255

Ai06B10844 Araip.B06 10844 p2 (AT)6 12 38359659 38359670 GGCATGCAGGGTAAGTAGGA CAAAATGTTCATCCATTGCG 222

Ai06B10845 Araip.B06 10845 c (T)12gaagaggatatacagagatagaagtaaaatcattatgacatatacatattaagtaatcatatatacataaaagtatgtatgcattagccaaaaag(T)11118 38371589 38371706 TCCAAGCACGAATCCACATA CCCAAACCATCAAAATCAGC 267

Ai06B10846 Araip.B06 10846 p2 (AT)9 18 38378754 38378771 TGCCAAGGCCTTTTTGTTAT CACAAAGAGCAAACCCCAAA 177

Ai06B10849 Araip.B06 10849 p2 (GA)6 12 38395852 38395863 TGATTTCCGAAAATTAAAAGTGG TCTTTTCTTGTTAGGCAAGTCATT 235

Ai06B10853 Araip.B06 10853 c (T)10aaatgcacatggtaattcaattattttgatttcacatgagcatgcttcccaaaaa(T)1176 38413761 38413836 TGGGGAATTCTTTTGTGTCC CATGTGGGAAACCTATTGGG 199

Ai06B10856 Araip.B06 10856 p3 (AGA)6 18 38438649 38438666 GCTTTTGTCTTCCCTTTCCC CTCTACACTCCTCTTGGCCG 208

Ai06B10857 Araip.B06 10857 p2 (GA)6 12 38441283 38441294 AGAATAAGATGGGGGAGGGA TGTTTCTTAACTTTCTCAAAACAACC 233

Ai06B10858 Araip.B06 10858 p2 (CT)6 12 38480466 38480477 TTTCTTAACTTTTTCAAAACCACC TTTTTCTTTCGCCCCTATGA 257

Ai06B10861 Araip.B06 10861 c* (A)10(AT)6*aaagag(A)1037 38498099 38498135 TGGGGAAAGTTGAATTTGGA TACTTTGGGGCATTTTGTCC 236

Ai06B10864 Araip.B06 10864 p2 (GT)6 12 38513446 38513457 GGGGTTAGGGTCAAGGTAGG GGACAAAATGCCCCAAGTAA 192

Ai06B10870 Araip.B06 10870 p2 (AG)6 12 38586099 38586110 GGTGAGGTAGGTGGGGTTTT GGGTAGCAGCCTGGTGTTTA 259

Ai06B10875 Araip.B06 10875 c (AGA)6tatagaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaacagaagggatgaccatgaat(AG)6101 38617950 38618050 TCGAAAATATCTCATCTCTTTTTCAA AAGGAATAAAAGTGAAGAAGAACCC 249

Ai06B10876 Araip.B06 10876 c (A)10tttaaaataattagttaattaaaaaga(T)1148 38621162 38621209 AGAAAGAGAGAGGGGGTTCG TCGAAAATATCTCCCCCTTTT 243

Ai06B10879 Araip.B06 10879 p2 (GC)6 12 38643992 38644003 TCGCACTCAATCGACCATAA AAGTGAGCTGCAAAATCGCT 214

Ai06B10880 Araip.B06 10880 p3 (AAG)5 15 38646134 38646148 CAACAAGCAAAGCATCTCCA GCCTTCAAGCTCAATGGAAG 277

Ai06B10885 Araip.B06 10885 p2 (GC)6 12 38650323 38650334 TGCTATATGTTGCTTCGCGT TTGGGCTTTCTTCTACAGCG 242

Ai06B10888 Araip.B06 10888 p2 (TA)10 20 38657287 38657306 CTCGGTTTGCGAAGATAACC TTTCAGATGCAGGACGTGAG 181

Ai06B10889 Araip.B06 10889 p2 (GA)7 14 38676439 38676452 GGAGGGAAGAAGAAAAGAAAAA TCAATTTACGCACAATTCGC 236

Ai06B10890 Araip.B06 10890 p2 (AT)28 56 38678992 38679047 ATTTTCTCCCATCTCCTTGC CATTTCGTGCATCTGCATTT 157

Ai06B10893 Araip.B06 10893 p2 (TA)19 38 38700647 38700684 TGGACGTCAAATTAGAGGCTT CAAATCGAAACACCCTTGGT 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B10894 Araip.B06 10894 p2 (TA)10 20 38702042 38702061 AAAAGCTTGTAGTTAAAACATCATTTC AATTGTTTTGCCTCTCTTTTCTT 193

Ai06B10895 Araip.B06 10895 c (T)10aattgagtatttgtaccaattttttttaattgagttcttata(T)1062 38705230 38705291 CCTCGTGTTTGTATTCTGTGTTT AAAAATTAATGCAGGGACTCAAA 236

Ai06B10900 Araip.B06 10900 c (T)11(A)13 24 38718927 38718950 GTGAGGATCAAGACGGGTGT TTTAAATGCATTGGGGTCGT 144

Ai06B10902 Araip.B06 10902 p3 (TCA)7 21 38720915 38720935 ATGCCAATCATATGCAGGCT TGACATGAGTCAGCAGCACA 274

Ai06B10904 Araip.B06 10904 p3 (GAA)5 15 38726435 38726449 CCCTTCTTGGCAGTCTTGAA ACTGGAAGGTGTTGTGAGGC 231

Ai06B10907 Araip.B06 10907 p2 (AC)51 102 38741300 38741401 AGTCGATGTGGCGAGGTATT GTGATGCGATTTCAATTTCG 218

Ai06B10908 Araip.B06 10908 p2 (AT)9 18 38742354 38742371 TAGACTCGATCTGCGAAGCC AGAGGCACCTCACTGAGCAT 237

Ai06B10912 Araip.B06 10912 c (AG)9aaaagaaaaagaaaaagagaaaaaaaa(AT)1065 38777652 38777716 GTGCATGCTCATGTGAAACC TCACCACATGTGCAATGATCT 225

Ai06B10916 Araip.B06 10916 p2 (AT)6 12 38782977 38782988 AACAGGAACGAACTGCTCTGA GGGGCAGGACCTATATTTGA 275

Ai06B10918 Araip.B06 10918 p2 (AT)10 20 38790354 38790373 TGAACCCTCACCGGATATGT CAAATGCAAGCTCATTTAGCC 230

Ai06B10920 Araip.B06 10920 p3 (ATA)5 15 38793932 38793946 CAAGACAAACAACCAAAAAGCA GGGTGACAATTTCATTTCCG 184

Ai06B10921 Araip.B06 10921 p2 (AT)6 12 38800950 38800961 AAGAGTTCTTCTGTTTGCTCTTCT AAATATGAAAATAAGTGAAGGTTCAAA 241

Ai06B10922 Araip.B06 10922 c (A)10ggggctagttatttttcgtacccactatatatctatgtgtcaataagctaagatgggcaggaaaac(T)1187 38815201 38815287 AAGAAACTCTGGGTCCGATG TTTGGTGCTTGATTGATGAAA 279

Ai06B10927 Araip.B06 10927 p3 (TAG)5 15 38826856 38826870 TGCAATTGTTGTTTAAGTTGACC GCTTTCGGATGTTGCTTTTT 255

Ai06B10929 Araip.B06 10929 p2 (AT)10 20 38829957 38829976 CGTTTGCCTTTTTCTTGATTTT AAAAAGAAATGAAACTTGGCTTT 178

Ai06B10933 Araip.B06 10933 p3 (AAT)6 18 38848116 38848133 GTTCTTGTCCTTGCTCCTGC TCACCAAAAATCTGAACCCC 168

Ai06B10934 Araip.B06 10934 p2 (AG)6 12 38848417 38848428 TGAGAAGGGAGAGGATTTTCG AAAATGGATTTTCAAATTTGTTTCA 226

Ai06B10936 Araip.B06 10936 p2 (AT)6 12 38857923 38857934 GTCGGCCTAAACTTCACAGG CTAGAAGCCCGATGAAGGAA 168

Ai06B10938 Araip.B06 10938 p4 (TTAT)5 20 38858657 38858676 TCAAACTCAGGTGCAGCGTA CTAGGATTGGGGTTTGTCCA 180

Ai06B10940 Araip.B06 10940 p2 (GT)7 14 38859965 38859978 GTGCATCACTTTAGGCAGCA TGCATCAAATTGCAAACCAT 265

Ai06B10946 Araip.B06 10946 p3 (TAT)5 15 38867042 38867056 TACAACTTGGCACTTGCTGG TGTTTCCTTAGCACAAGGACC 237

Ai06B10951 Araip.B06 10951 p2 (AT)7 14 38871097 38871110 CGTTATTTCTATATGGCTTCATGG TTGAAAACATCGCTGGGAGT 259

Ai06B10955 Araip.B06 10955 p3 (GCA)5 15 38877767 38877781 CTGAAGAAGAGCACCAGAGC TGTCATTTTCGCCATTACCA 165

Ai06B10956 Araip.B06 10956 p2 (GT)8 16 38902620 38902635 TGTGATGCAAAAGGTGGAAA TAATAGGGCTGAGGCAATGG 159

Ai06B10958 Araip.B06 10958 c (TTAT)5ttaattgg(AT)946 38908556 38908601 AATTCCCACTTTTGCATCTCA GAAACTGTGGGAACATGGGT 275

Ai06B10961 Araip.B06 10961 c (TC)8atatatcttttctttctcctctcttttcccttttctctctctttctatctctcccctctcctt(TC)6cttttcccctctctttctctctctcttttttttctctctttctttctctcactcctctctctttctttttcttctt(TC)9185 38920537 38920721 CCTCCTCTCTCTCCCCTCTTA GGACAGAAAAGGAAGAAAGGAA 280

Ai06B10962 Araip.B06 10962 c (GA)8tagatagagaggagggggagagagagaaaagaaagagaggaggagagagaaaatag(GA)6aaaggaagaaaagaggagagagagaagagggg(GA)6aatgggagagaggggagaaagagggaaaggggagaa(AG)6176 38921177 38921352 GAGGGAGGGGGAGAGAGAT CCCCTCCTCTTCTCTCTTTCTT 268

Ai06B10964 Araip.B06 10964 p2 (TA)7 14 38924714 38924727 GCGGTGCTACCTTTCACTTT TTCTATCTAAAAATTTGCCTCATGT 208

Ai06B10967 Araip.B06 10967 p2 (CT)8 16 38927575 38927590 CCAACACTGTCCCCTTCAAT ATTTCCTCGAAACCCAAAAA 244

Ai06B10970 Araip.B06 10970 p2 (TA)11 22 38947358 38947379 TGCAACCCATTTAGATGCAA CCAGTGAGGGTTCAATTGCT 259

Ai06B10971 Araip.B06 10971 p2 (AT)11 22 38956648 38956669 GTGCTAGGTGGGAGACAACC CTCGCGTGACTCTCTGTTCA 260

Ai06B10973 Araip.B06 10973 c (A)17caattcaaacatgcaacacgcgtttggcttatttgaaaacaaacaaaaaaaaagctgacacacctaaaacgtaacctgcgtttaatttgtttcctaag(A)10125 38973813 38973937 ACGCAAGCTGCTTTTGTAGC TGCTATGGTGTCAGCCAAAA 248

Ai06B10979 Araip.B06 10979 c (AG)6atcgacggaaggaggcgatgt(GA)849 38984950 38984998 AGACTGCGTTGATGATGCTG CGACTAGGCATAGCACCTCC 250

Ai06B10980 Araip.B06 10980 p2 (AG)7 14 39005559 39005572 AGAGAGGGAGAGAGGGTTCG CCAATTTTTGAAAATCACTAACCA 259
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Ai06B10984 Araip.B06 10984 c (T)10g(T)11 22 39041669 39041690 GTGGCGGCAAAATTAAAAGA CAAGTTTGGTGTTCAAGGCA 248

Ai06B10987 Araip.B06 10987 p3 (AAT)6 18 39069783 39069800 TATTTTTGGCTGCCATCTCC TCCCCTTCCTTTCTTCCACT 255

Ai06B10988 Araip.B06 10988 p2 (AG)7 14 39070115 39070128 AAGAAATTTTGAAAAAGGGGG TGTGAATCAAGTCATTTAATTGTGA 280

Ai06B10991 Araip.B06 10991 p3 (GCT)5 15 39082487 39082501 TGAAGGCCTACAAAAAGGCA GCGTCAAAGTTGAAAGGCTC 241

Ai06B10996 Araip.B06 10996 p2 (TG)6 12 39114613 39114624 ATTTCTGGAAGCATGCCACT CAAACTCAACCAAAAACCAAAA 249

Ai06B10998 Araip.B06 10998 p3 (AGA)5 15 39128971 39128985 AGTGGTCTTGATGGGCTTTG CTCTACACTCCTCTTGGCCG 263

Ai06B10999 Araip.B06 10999 p3 (AAT)5 15 39131402 39131416 GTTCTTGTCCTTGCTCCTGC TCACATCTCAACCCTCCTCA 176

Ai06B11000 Araip.B06 11000 p2 (GA)6 12 39131714 39131725 TGAGGAGGGTTGAGATGTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 260

Ai06B11003 Araip.B06 11003 p2 (TA)7 14 39164821 39164834 TTTCCATGTTCCCTGCTTTC TGGTTTATCAATCTCCCCACA 278

Ai06B11005 Araip.B06 11005 p3 (CAA)5 15 39189934 39189948 TCCAGGAAATGGAGGAACAC CCCAATTGGATTGCTTATGG 192

Ai06B11006 Araip.B06 11006 c (T)10cgcatgcaagcttttttc(T)1139 39206469 39206507 GCACCAAGCTACTGGCTTTT GGTGGCATTGCTTTTGTTTT 263

Ai06B11008 Araip.B06 11008 c (AAAATA)5cagaaaagtagcaaaataaaatgaaagagtctgtagtggttcacc(A)1590 39225352 39225441 GAATTGCAACTAAACTAAATGGC TCACACCCTGCTTGAGTGAG 250

Ai06B11009 Araip.B06 11009 p6 (AAAATA)5 30 39225706 39225735 GGAGTCTCTGTGGTGGTGGT TTTTAAGTGTGGGGAGGTCG 280

Ai06B11012 Araip.B06 11012 c (AT)6a(AT)7 27 39244100 39244126 ACGGCATCGAATGGAAATAA CAAAATCCAGTGAGGGTTCAA 265

Ai06B11020 Araip.B06 11020 c (TG)8cgtgtgcgtgtgcgtgtgc(GT)647 39290342 39290388 TTCAAATTTTTAAATAGTGGGAGATTG TTTGAATGGATTTGAGTGACTTC 160

Ai06B11021 Araip.B06 11021 p3 (TTC)5 15 39291098 39291112 CCCTCAATCCCACCCTTAAT GACGGGCTTGATCTTCTCTG 257

Ai06B11024 Araip.B06 11024 c (AT)6tatatg(TA)7 32 39313548 39313579 ACCGGCAGATTAACCGATTT AGGGTGAAGTGGCTGAAATG 257

Ai06B11025 Araip.B06 11025 c (TC)13cttc(CT)6 42 39318374 39318415 CTCTCCCTCTCTTCCCTTCC CAGCGTTTGATTTGCTTGAG 224

Ai06B11027 Araip.B06 11027 p3 (CTA)5 15 39322356 39322370 CGAAACTATAGGAACGAACGG GCATGATGCAATCAATGGAA 263

Ai06B11028 Araip.B06 11028 p3 (TTA)18 54 39328974 39329027 GGCACTGATGAAAAGCTCAA TCGCAAGATGTCTCAAGGTG 243

Ai06B11030 Araip.B06 11030 p2 (AT)6 12 39338024 39338035 CATTCTTTTGACTTAATTTCGGA ATGACAATACTCCCGGTTGC 145

Ai06B11034 Araip.B06 11034 p2 (AG)7 14 39352173 39352186 TGGCCCAGAAAACACAGATT GGCAACATATAGTAATCAACAAAGGA 253

Ai06B11036 Araip.B06 11036 p3 (TCT)6 18 39367001 39367018 AAGGAACGCATAACCGCTAA AATTTTTAAGGTTTGGCCCG 270

Ai06B11038 Araip.B06 11038 p2 (AG)7 14 39372142 39372155 TGAGGTGATTGGTGAAGGGT AGCAGAATGGGCATTTAACG 225

Ai06B11040 Araip.B06 11040 p2 (TC)7 14 39382380 39382393 TCATCTTCTCGGATCCTTCG GAACGGCAGAGGGAGACATA 252

Ai06B11041 Araip.B06 11041 p2 (TG)6 12 39383409 39383420 ATCATTCCCCTGACAAATGC TATCAGAACTCCTGGCCCTG 271

Ai06B11042 Araip.B06 11042 p3 (GAA)6 18 39385457 39385474 CAGACCAAAGGGTGTGTGAA TGGATTCTCTTGCAGGCTTT 218

Ai06B11049 Araip.B06 11049 p2 (AT)6 12 39443387 39443398 ACGGCATCGAATGGAAATAA GCATATGAGCCACGTTTCAA 278

Ai06B11051 Araip.B06 11051 p3 (TTC)5 15 39462206 39462220 TTGGCCGAAATACAAACCTC TCTCCATCCCCTATGACTCG 221

Ai06B11054 Araip.B06 11054 c (C)12(T)10 22 39493631 39493652 TAGTGTTGGTGCGAGAGTGG GGCCAATCTTGAGCTGTAGG 177

Ai06B11056 Araip.B06 11056 p4 (AACT)7 28 39530372 39530399 CCTCAACAATGAATTCCAACAA TCCTTTCCCTTCTTCAACCA 241

Ai06B11057 Araip.B06 11057 p2 (TA)16 32 39545214 39545245 AATGGTGGAATCTCATGCAA GGGTTCAATAGCTCATCACCA 277

Ai06B11059 Araip.B06 11059 p2 (CT)7 14 39553406 39553419 TGAACCTGTGATTGAAGAGATCA GGCCCAAATCAAAGTCAGAA 202

Ai06B11062 Araip.B06 11062 c (T)10aattttttatcacatgtgcattgatcttttattaaacttaatattggggtaattttgtccccttatttatttatttgtattatatattctttttcc(T)11117 39599151 39599267 TGCCTAGCTACCCATAATTTCC GGGAACATACTCATGAAAAACCA 254
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Ai06B11064 Araip.B06 11064 c (GA)6aggcctgggagtaattcaaggagaatgt(A)1454 39607816 39607869 GACAAAAGGAGCAAACGCAT AAATGGATAAAAACGCTGCAT 274

Ai06B11068 Araip.B06 11068 c (A)11tagttaaaaatagttataacttgttttatttagcatttattaattattacgacgattaataaatgttaaataagacaaattcaagctg(T)11110 39612459 39612568 ACAACGCCATTTCTTTTTGG AACGGTAATGCTAGCAGGGA 260

Ai06B11070 Araip.B06 11070 p2 (TA)7 14 39631371 39631384 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 265

Ai06B11074 Araip.B06 11074 c (AT)8aat(ATAA)6 43 39641710 39641752 TGGGAATTTGGGAACCTACTC GCATTGGGTAATTTTGTCCC 197

Ai06B11075 Araip.B06 11075 p2 (TA)9 18 39644486 39644503 AGCCCGTGAAATCAAGACTG CGAGAGGCATCTCATTAGGC 236

Ai06B11077 Araip.B06 11077 c (CCA)6ttatcatcatgg(TCA)8aaacttccccaaaataaaccaaaattaactagaagcataacagaagcccaaactgaaccagaac(CCA)6ttatcatcacggtcatcctcatcatcaaaagaagaacaatggataatggaatcataagaagaaatat(AAG)7224 39653037 39653260 CAGAACAGAAGCCCAAGCTG TTCTTATGATTCCGTTATCATTGTT 278

Ai06B11078 Araip.B06 11078 c (CCA)6ttatcatcatgg(TCA)545 39654686 39654730 CAGAAGCAGAACAGAAGCCC TCGTCTCGTCGTTTGTGTTG 189

Ai06B11082 Araip.B06 11082 c (A)10tctaaaattttaaaaaataaatatatttaaaacttagtttaaaaagtattcgaaaaactg(A)1282 39665382 39665463 TCCAAAATTCCTAGAGAACAAACA TGATACGAATGAACGAATGCT 270

Ai06B11089 Araip.B06 11089 c (TC)6tttacttttaatacttctttctatctt(TA)6cacattacaacatataatattattat(TA)995 39696674 39696768 AAAGCATGAACGAGGCAAAT AAAAGCTTCAAATTGCAGAAAA 275

Ai06B11090 Araip.B06 11090 p3 (AAT)7 21 39697090 39697110 TGCCATACATCATGACCAAAA AAAGATGGCAAGATCCAGTGA 231

Ai06B11091 Araip.B06 11091 p3 (TTA)14 42 39698163 39698204 CCAAAGTGGCAAGAAAAATG TTTCACATTTCATATTTCAAATCATTC 240

Ai06B11092 Araip.B06 11092 p2 (AT)29 58 39703366 39703423 GGGCCAGAGTGTTGATTTGT TTCACCTAAAACTTTGCGGG 217

Ai06B11093 Araip.B06 11093 p5 (AAGAT)5 25 39705844 39705868 GGGACACAGCCCAAACTAAA CCTGGGTGCTCCAGTGTATT 167

Ai06B11096 Araip.B06 11096 p2 (CT)6 12 39708702 39708713 ACATCTTTCCCTCACCCACC CAGAGTCCTTTCAGGTTCCG 216

Ai06B11097 Araip.B06 11097 p2 (CT)6 12 39710046 39710057 TTGTGTGCAAGGGCATTTTA GGGTGGGAGAGAGATGTTGA 256

Ai06B11098 Araip.B06 11098 p3 (TCT)6 18 39710183 39710200 TCAACATCTCTCTCCCACCC TCCGATGGAAGCTTTTGTCT 227

Ai06B11099 Araip.B06 11099 p5 (AAGAT)5 25 39720696 39720720 GGGACACAGCCCAAACTAAA CCTGGGTGCTCCAGTGTATT 167

Ai06B11100 Araip.B06 11100 p2 (TA)6 12 39744956 39744967 AACTCGAAAGCGCAACACTC TTTGTGTCCCTTTGGGTTTC 199

Ai06B11104 Araip.B06 11104 p2 (AT)6 12 39765790 39765801 AAAAGTGGGAAAAATTCGGG AATGGGGCTGAGGTAAAGGT 154

Ai06B11105 Araip.B06 11105 p5 (AAGAT)5 25 39782876 39782900 TAGAGATAAGGGCGGTTCCC TCCGACTTGTAGGACTGGCT 261

Ai06B11106 Araip.B06 11106 p3 (TTC)5 15 39786935 39786949 CGATCTTGCGATGCAGATAA GGTGGGCGAGATAAATGATG 128

Ai06B11109 Araip.B06 11109 p3 (ATA)6 18 39795897 39795914 CCTCGTGAATCCATTTTTCC GAGGAGTTGACACCTCACTATCA 258

Ai06B11110 Araip.B06 11110 p2 (AT)6 12 39796351 39796362 TTTTTCTCCAAAATGAAAGCA CGAAAGTATGCCACATCAGC 214

Ai06B11111 Araip.B06 11111 c (A)13c(CT)6 26 39797172 39797197 TTCAATTTGTGTTGTGCAATGA TACCCCGATCTCCATTTGTC 201

Ai06B11112 Araip.B06 11112 p2 (AG)12 24 39797493 39797516 AGCACACAAACAAACCCACA CTTCCCTGCAAACTCGTCTC 209

Ai06B11114 Araip.B06 11114 p3 (TGA)10 30 39809246 39809275 GGCAAATTGTTATGTTAATGGTGA ACTAATTGAAGCTAGGTAGACAATGTT 124

Ai06B11115 Araip.B06 11115 p2 (AT)24 48 39810219 39810266 CGACTTCGAACCCCAAAATA GGGGGTTACGGTTCTTTAGC 276

Ai06B11117 Araip.B06 11117 p2 (AG)7 14 39828923 39828936 GAGAGAAGGAGGGAATTTTCG TTTTTGTTGGTTTCTTAACTTTTTCA 218

Ai06B11119 Araip.B06 11119 c (AG)6ttagttaggtagttttgaaaaagttaagaaacaaacaaaaagttagtttttttgaatcaaatttttgaaaacatttttattatta(T)10107 39833549 39833655 TCGAAAATGGTTTTTGAAAATTG TCAAAAATCTCTCATCTGTTTTCG 261

Ai06B11120 Araip.B06 11120 c (TA)8(AT)9 34 39839786 39839819 GCCCGGAGTGTTGATTTGTA AAGCCTGTAATCAGGTTAGCG 244

Ai06B11121 Araip.B06 11121 p2 (TA)6 12 39841586 39841597 GCAAGTATCTCCATTAAAAATATTGAC TTGGATGGGACTTTTCATAACC 278

Ai06B11123 Araip.B06 11123 p2 (TA)6 12 39880591 39880602 CGCAACACTCCGATCAGTAA TTTGTGTCCCTTTGGGTTTC 189

Ai06B11124 Araip.B06 11124 p2 (TA)6 12 39888434 39888445 GCCATATTCTCCAACGCAGT TGTTCGGACCGGTTATCTTC 262

Ai06B11125 Araip.B06 11125 p3 (ATT)5 15 39912926 39912940 GGTTCTTTTCTTTTCTTCTTCCC TTTGAACATGCAAACAACCC 250
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Ai06B11126 Araip.B06 11126 p2 (AT)6 12 39915829 39915840 GGGGACAAAATTACCCCAAT TGGGGCTAAGGTAAAGGTGA 241

Ai06B11129 Araip.B06 11129 p2 (AT)10 20 39922868 39922887 TTTTTGTACCAGAGAGCGCC AAAAGTGCTAGGTGGGAGGC 247

Ai06B11134 Araip.B06 11134 c (A)12ttaaaaata(AT)735 39957817 39957851 TTGGGAATTTGGATGCCTAC ACCCGTAATTCCCCACTTTC 251

Ai06B11139 Araip.B06 11139 c (A)10tatatatataaaataaataaggggacaaaattaccccaatgttaagttaatg(A)1173 39996619 39996691 TGGGAACATTGGTTAATAAGGG TGATTCCCATACTCACGTACCA 279

Ai06B11143 Araip.B06 11143 p2 (AG)6 12 40015450 40015461 CAGTCTGCAACATGGAAGAAA AAGGGGAGCTCGCATAATTT 236

Ai06B11148 Araip.B06 11148 p3 (TTA)5 15 40064134 40064148 TTCACTTTGGGGCATTTTGT TTTGGGAACATTAGTCGGGA 190

Ai06B11154 Araip.B06 11154 p2 (GA)7 14 40092824 40092837 TGCAAGCAATCCCTTAAAGA CCTCCCCCTTCTATCTCACC 280

Ai06B11157 Araip.B06 11157 p3 (TCT)5 15 40122449 40122463 CCCTTCACACACCTCCATCT AAGCTTTTGCCTTCCCTTTC 188

Ai06B11163 Araip.B06 11163 p3 (TTC)5 15 40149488 40149502 TGATCTTTCCCTTTGCTGCT GAAGGATGCTGGACTTTGGA 120

Ai06B11167 Araip.B06 11167 c (TC)7attttcgaaaattttcttctctctcacctccttctatttgtttattcatctactaacatctctcccttactc(A)1197 40166084 40166180 TTTCTTATCTTTTTCAAAACCACC TTCTTGTCCTTGCTCCTGCT 198

Ai06B11168 Araip.B06 11168 p3 (TCT)5 15 40168303 40168317 CTCAGGATCTATGGACCCCA CCCTCGAGCAAAAGAAGAAA 231

Ai06B11169 Araip.B06 11169 p3 (GAA)5 15 40202582 40202596 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai06B11170 Araip.B06 11170 p2 (GA)7 14 40205710 40205723 AGAGGGTTCGGATTTTTGGT CGAAAATATCTCCCTCTTTTTCAA 215

Ai06B11171 Araip.B06 11171 c (T)10gaaaaagagggagatattttcgaaaatt(AG)650 40205826 40205875 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai06B11181 Araip.B06 11181 p6 (TTTTTA)6 36 40257369 40257404 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 256

Ai06B11182 Araip.B06 11182 p2 (AG)6 12 40264688 40264699 ATCAGCGTGGCAGATTTCTT AATCCTAAGAGAGACGAGAGAGC 192

Ai06B11187 Araip.B06 11187 p2 (AT)6 12 40325760 40325771 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 221

Ai06B11192 Araip.B06 11192 p2 (CT)6 12 40340543 40340554 GGACATTGAACCTGGAACTCA CAGCAATTTCTGGGCTGTTT 266

Ai06B11193 Araip.B06 11193 p2 (AG)6 12 40349332 40349343 AATTCAAAGCCCGACAACAC AAGCAAAGCTAATCCTAAAATCC 179

Ai06B11195 Araip.B06 11195 p2 (AT)7 14 40358858 40358871 GTGGGTCTGTCGAATGGACT CAACAAATTCGTGCAAATGG 162

Ai06B11197 Araip.B06 11197 c (A)10(T)10 20 40366698 40366717 TTCTTGTTTGTTCTCTTTGTTTTGA TGATGGAAGAAATTAAAAAGATTTGA 267

Ai06B11198 Araip.B06 11198 p3 (TCA)5 15 40373478 40373492 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai06B11199 Araip.B06 11199 c (T)10c(T)10 21 40375404 40375424 CCAAACTTAGTTCCTTGCCA CCAAAACAATCCAAGAGGGA 243

Ai06B11202 Araip.B06 11202 p3 (TCA)5 15 40386675 40386689 CTTTTGGAGTTCGCTTGCTT AAAGTGAGTTCAAAGGCCCA 203

Ai06B11203 Araip.B06 11203 p2 (AT)6 12 40394083 40394094 TCACTAATTGAATGAAAGAGTTCCA GGGTGCGAATTTTCTTGTGT 253

Ai06B11204 Araip.B06 11204 p3 (CAT)5 15 40412033 40412047 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262

Ai06B11206 Araip.B06 11206 p2 (CT)6 12 40428114 40428125 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGTCCCTGTGTGAGTAGATG 268

Ai06B11207 Araip.B06 11207 p3 (TTC)5 15 40430244 40430258 CATGGTTCTGGTGTTCAACG CCCTCGAGCAAGAGAAGAAA 218

Ai06B11208 Araip.B06 11208 c (A)10gaaggcg(A)1027 40432822 40432848 TGAAGCAAGAAAAAGCAGCA GAGACAGCTTGGTTTAGCCG 237

Ai06B11210 Araip.B06 11210 p2 (GA)6 12 40438967 40438978 TAAAATGTTTGCTCGTCCCC CTTCCCCATAAATCCCACCT 245

Ai06B11215 Araip.B06 11215 p2 (TC)10 20 40487631 40487650 TCACTCTTCCCCATCACCTC TTCCCGAGCAAAAGAAGAAA 277

Ai06B11216 Araip.B06 11216 p2 (TC)6 12 40490048 40490059 TTTCTTATCTTTTTCAAAACCACC TTCTTGTCCTTGCTCCTGCT 194

Ai06B11217 Araip.B06 11217 p3 (TCT)5 15 40492583 40492597 CCATTCATGACCATCCCTTC TTAGAATGTTGCTCGCCCTC 114

Ai06B11220 Araip.B06 11220 p3 (ATC)6 18 40508989 40509006 TGAAGGGGTACCGCATCTAC AACATGAAGGATCAGGTCCG 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11221 Araip.B06 11221 p2 (AG)6 12 40533568 40533579 GGGGGATGGAGGAAGTAGTC TTGCATTAAAAGGAAATTGAGAA 266

Ai06B11222 Araip.B06 11222 p2 (GA)6 12 40534606 40534617 GAGATCGGGTAAGGAGGAGG AGCGACGACTCGAGTTTGAT 196

Ai06B11225 Araip.B06 11225 c (T)10cttttctctcttctc(T)1035 40564357 40564391 CACCCTTGCCTTTTGGTTTA GCTCTTGAAGGAATGATGGG 185

Ai06B11226 Araip.B06 11226 p2 (AG)6 12 40566343 40566354 ATAGGTGAGGGGATTTTGGG TGCAGGGATGAGAAATCCTT 134

Ai06B11228 Araip.B06 11228 p2 (CT)18 36 40586600 40586635 GCGTCACCACTTAGTCCCAC CCAAGCAATGAATCTGTGGA 232

Ai06B11234 Araip.B06 11234 p2 (TA)9 18 40630042 40630059 ATGCCATGCAATGCAATCTA CACAAAATCCAGTAAGGGTTCA 269

Ai06B11236 Araip.B06 11236 p2 (AG)7 14 40649419 40649432 GAGATCGGGTAGGGAGGAAG GTTTTGGTAGGCGCAATGAT 266

Ai06B11237 Araip.B06 11237 p2 (TA)8 16 40656138 40656153 GCTTCGTAGGTTGAGTTCGG AGGAGCCTTGAAGGTTGGTT 162

Ai06B11240 Araip.B06 11240 p2 (CT)8 16 40678438 40678453 GGAATATTGAACCTGGAATGGA TGACCCAATTTTTAGCCCAG 220

Ai06B11241 Araip.B06 11241 p2 (CT)6 12 40683647 40683658 TTAATGGTCACAAACGGTGC GCCAAATGGGCTAAGATTCA 230

Ai06B11242 Araip.B06 11242 p3 (ATA)5 15 40684561 40684575 AAGTTCATTGGAAAGTGCCG CAAATTTTGCGATGAAGCAA 192

Ai06B11244 Araip.B06 11244 p2 (CT)10 20 40686157 40686176 AGAATCACAATTCCATCGCC TCAGTGAACTGGCCTCAATG 205

Ai06B11245 Araip.B06 11245 c (T)10atttttgctttgtcgtaaattaagaggttattggtttttatttaattattaaaaaa(T)1076 40690051 40690126 TTGCAAACGTGTGCCTTATT TGAAGGTCAAGATGAACACGA 195

Ai06B11247 Araip.B06 11247 p2 (AT)9 18 40694330 40694347 TGGGGAAAGTTGAATTTGGA TTCACCACTTACTTTGGGGC 244

Ai06B11248 Araip.B06 11248 p3 (AAG)5 15 40700638 40700652 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 259

Ai06B11250 Araip.B06 11250 c (T)10ctttctattttttttc(T)1036 40703336 40703371 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 253

Ai06B11251 Araip.B06 11251 p3 (AGA)5 15 40705030 40705044 GCTTTTGTCTTCCCTTTCCC CTCTACACTCCTCTTGGCCG 204

Ai06B11254 Araip.B06 11254 p3 (CAC)5 15 40711335 40711349 GGTTGTGTTTGGTTGTTGTCTC TGATTTGAAGATGGTGGTGG 245

Ai06B11255 Araip.B06 11255 p2 (CT)9 18 40713747 40713764 TCCACCTACTAACCACCCCA TGAGTGCTTGGCTTGAATTG 144

Ai06B11258 Araip.B06 11258 p2 (AT)14 28 40724425 40724452 TTGTTTATTGTTCCCTCGCC CCGTAATACCGCTCCAAAAA 207

Ai06B11259 Araip.B06 11259 p2 (AT)6 12 40733049 40733060 CACCCCCTACAAATTCTCCA CCGTAATACCGCTCCAAAAA 274

Ai06B11268 Araip.B06 11268 c (T)10cttttctctc(T)1030 40787351 40787380 TGGCTTTTTCTGCTTGCTTT TGGTGGCAACACTTTTTGTT 252

Ai06B11271 Araip.B06 11271 p5 (TTATC)5 25 40816701 40816725 GGTACCTGCAAGAGACTCCG GGGCCCAAATAAAGGAACAT 264

Ai06B11272 Araip.B06 11272 p5 (AAGAT)5 25 40856757 40856781 GAGAAGGGTGGTTTCGTTGA GGTACCTGCAAGAGACTCCG 208

Ai06B11273 Araip.B06 11273 p2 (AG)7 14 40868157 40868170 GGCCAAACAAACCAAAAATG AACAGCTCGTCAATCGGAGT 223

Ai06B11274 Araip.B06 11274 p2 (TA)6 12 40889470 40889481 TTCGTTGACGTCATGTGAGA TTTGTGGGGTCAAATATCCC 226

Ai06B11275 Araip.B06 11275 p3 (TGT)5 15 40920584 40920598 TTTGATTCTGCTGCCTGTTG TACAACCATGGATGGCAAGA 124

Ai06B11279 Araip.B06 11279 p2 (CA)6 12 40959405 40959416 ACCTAATTTCATCCCCACCC GAGAAGAAGCTCGACGGAGA 100

Ai06B11280 Araip.B06 11280 p2 (AT)14 28 40964238 40964265 CAGCTTTGGTGAAAGCATCA CAACCATACATCAAAGTGTGTTGA 256

Ai06B11281 Araip.B06 11281 p2 (CT)6 12 40972374 40972385 GCCAAATCGGTAACATGAGTT AGCGATTTCTGGACCCTTTT 279

Ai06B11282 Araip.B06 11282 p3 (TTA)29 87 40973785 40973871 TGCATTTGGGGAATTTTTGT GGAAGCATGCTCATGTGAAA 202

Ai06B11283 Araip.B06 11283 p3 (AGA)5 15 40979192 40979206 AGAGGGGAAGGGAATTGATG GCGTAGGATCCACGTTCTCT 237

Ai06B11286 Araip.B06 11286 p2 (TA)7 14 41013338 41013351 TCACTTTGGGGCATTTTCTC CTTGGGACATTGGTTGAGGT 232

Ai06B11288 Araip.B06 11288 p2 (AG)6 12 41030266 41030277 AGAGGTTCCCCTGTGTGAGT CTTTTTGTTTGTTTCTTATCTTTTTCA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11291 Araip.B06 11291 p3 (CAT)6 18 41050289 41050306 TCAGCACTTCCTTTGCATGA CATGGTTTTCCTCTCACGGT 127

Ai06B11294 Araip.B06 11294 p2 (AT)8 16 41054193 41054208 TTAAATCGCAATACCGCTCC TGGTTTATTGTACCCTCGCC 204

Ai06B11295 Araip.B06 11295 p2 (AT)20 40 41057291 41057330 CCATACAACTTACAACAACTCATAAAG TGGTTTATTGTACCCTCGCC 156

Ai06B11301 Araip.B06 11301 p2 (TA)6 12 41079594 41079605 CAAACCCATTAGCAATAAGCAA GCTCTTCGAGGGATAGGGTT 279

Ai06B11304 Araip.B06 11304 p4 (CTAA)5 20 41106071 41106090 TCCAACACCCATCACCTAAA TCCCATTTTTGTCACTCACG 255

Ai06B11308 Araip.B06 11308 c (AG)6gaaggcggtgatggtggtgcggaggcggagacggtggcgcggtgggggtttggccgggaggaggaggagaggagt(GA)699 41113306 41113404 GACGATAGGGCAGCAGAGAC CCACTCACCCTCACCTTCTC 270

Ai06B11309 Araip.B06 11309 p2 (GC)6 12 41115121 41115132 GTGCTTCACGAGCTAGGGTT ATCTAGTGGCGTGACTCCCA 236

Ai06B11311 Araip.B06 11311 c (T)10ctttctttttctatatacatttttttttcttttc(T)1054 41116852 41116905 GGGCATTTTGTCCCCTTTAT AACTTTGGGACATTGGTTGG 258

Ai06B11318 Araip.B06 11318 p3 (TCT)5 15 41169029 41169043 AAGCCTTCAGTGGGGATCTT AACCCCCAGATGAGAACCTC 130

Ai06B11323 Araip.B06 11323 p5 (TTATC)8 40 41179915 41179954 TGCTGCTGATCCTTTGTCAC CAGCCCAAGCCTACAGAGAG 270

Ai06B11324 Araip.B06 11324 p5 (TTATC)5 25 41190152 41190176 TGCTGCTGATCCTTTGTCAC CAGCCCAAGCCTACAAAGAG 255

Ai06B11328 Araip.B06 11328 c* (A)10(AT)10* 29 41214874 41214902 TTGGGAACATGGGGTAAAGA AACTTTGAACTTTTGGGGCA 238

Ai06B11329 Araip.B06 11329 p3 (ACA)6 18 41229407 41229424 CCAGCAACAAAATTCAACCC TCCCTTGAGTGGTGGTCTTC 273

Ai06B11330 Araip.B06 11330 p4 (TTTC)6 24 41230406 41230429 TTCTCCACTGCGGACTCTCT TCCAGCTATTCACCCATTCA 277

Ai06B11333 Araip.B06 11333 p2 (TA)9 18 41257869 41257886 GCGGATGTTAAGCACATCATT GTAAAGAAATGGCAACAAGTCC 221

Ai06B11336 Araip.B06 11336 p2 (GA)7 14 41266273 41266286 CCACTGTCGTCACTGCTGTT CCCTCCTCCTTTTCTCCATC 107

Ai06B11338 Araip.B06 11338 c (AG)8aactcggataggtgatggt(G)1348 41273308 41273355 CAAAGTGGGCCAAACAGACT ATCGGAGTTCCGTAGCTCAA 215

Ai06B11342 Araip.B06 11342 p3 (CAG)5 15 41311588 41311602 AGCTAGAGCAGCAGTGGAGG TCATCGGATACGGGAGAGTC 258

Ai06B11343 Araip.B06 11343 p2 (AT)7 14 41322450 41322463 AATCCCTATGTGCGCGTATC CTTGGATAGACGCAGTGGCT 199

Ai06B11347 Araip.B06 11347 p4 (TTTA)6 24 41362085 41362108 CAGAATCATGCCTTGTTACCC GGGTACCTGCTCATGTGAAA 269

Ai06B11350 Araip.B06 11350 c (A)10tgg(A)10 23 41378552 41378574 CGAGGATCAGCACAACGTAA GGAGGACACCTAAAGGGGAG 217

Ai06B11356 Araip.B06 11356 p3 (CAA)5 15 41402759 41402773 TCGCATTCAAAAGTCCATACC CTATCCACCCTCATTGGTGC 269

Ai06B11357 Araip.B06 11357 p2 (GA)14 28 41403286 41403313 CATCTACTGGTCCGAGGCAT AAACTTTGTGCATAGTAAAAAGAGAA 263

Ai06B11358 Araip.B06 11358 p2 (AG)14 28 41404513 41404540 CAGACAGGAAGCGAGTAGCC GGTAAACCACGAATTTCACCA 148

Ai06B11363 Araip.B06 11363 p3 (ATT)10 30 41445350 41445379 TCCAAACTCAGCATCCAAACT TGAGTTCTTGTTCTGCTTTTCAG 227

Ai06B11364 Araip.B06 11364 p2 (AT)19 38 41447561 41447598 ATCTTTGATTCGTGCAAGGG TGCATGACACGGGTTACATA 266

Ai06B11366 Araip.B06 11366 p2 (AT)10 20 41464363 41464382 TCACATGGGTCATAACATACACTC TGTCATGTGTGCTTCAATTCAT 269

Ai06B11367 Araip.B06 11367 p3 (GAA)7 21 41467458 41467478 GCAAAAATGCAGAACCCAAT CCTCCTGTCTCCAGAGTCCA 252

Ai06B11369 Araip.B06 11369 p3 (AGA)5 15 41482284 41482298 TTTTTCCTTCATTCGCTTTTT TGTTGCATGTTTTTCCTTCTTTT 201

Ai06B11371 Araip.B06 11371 p3 (ATG)5 15 41510152 41510166 TGGAAAGGTGAAACAAGAAAAAG TGCCATAGTTTAAAAGTTTTCTTCA 145

Ai06B11372 Araip.B06 11372 p3 (ATT)5 15 41514069 41514083 CTGCTGCAGGAGGAAATTGT TGACACAATTTTTGTGGGGA 141

Ai06B11374 Araip.B06 11374 p3 (CCA)5 15 41515448 41515462 TTGACCAGGTCCATACCCAT GCTCAAGAGGAACGTTGAGG 250

Ai06B11380 Araip.B06 11380 c (AT)22aataaaaaaaaag(A)1471 41543792 41543862 GTGTGGGAAAATTGGGTTTG TATTTTGGGGCATTTTGTCC 274

Ai06B11382 Araip.B06 11382 c (AAG)7aaa(AAG)642 41562180 41562221 AAAAGAGGAGAACGACGAAGC AATTATCCGCTCATCAACGC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11384 Araip.B06 11384 p3 (CTC)5 15 41573786 41573800 GCAATCAAGTTTAACCAAGCC AACGCAGCAACAACAACATC 176

Ai06B11385 Araip.B06 11385 p3 (AGG)5 15 41574292 41574306 TTGGTGCATTCTGGATTTGA TCTCGTCCTCCTTCGTGTCT 174

Ai06B11387 Araip.B06 11387 p2 (TA)11 22 41604120 41604141 TTTTAACCAAGTAGACAAGAAGCA ACCATGGAGTGATTTTGGGA 277

Ai06B11388 Araip.B06 11388 p2 (GA)14 28 41605697 41605724 ATTAGCGCTCTTTCCTGCAA AAATTCGAACCCCGAACTCT 229

Ai06B11395 Araip.B06 11395 c (A)11ccccagccacgcgcaagcgcata(GC)748 41658598 41658645 GCTTTGCTTGCTAAGGTGCT AGAAAGCTAAAATGCGCAGC 276

Ai06B11396 Araip.B06 11396 p2 (TA)6 12 41662517 41662528 CTCTTGTTTTGGTTGTTGCAT GGTGGTGCCCTAAAAATGAA 250

Ai06B11397 Araip.B06 11397 p2 (CT)13 26 41669456 41669481 CCCCACATACCTCCACTCAC AAGGGATGTGTGTATTCGGC 195

Ai06B11398 Araip.B06 11398 p3 (TCT)5 15 41669617 41669631 CACCCCACCTACCTTCAAAA CTTGAAGGTGGAAGCCTTTG 261

Ai06B11400 Araip.B06 11400 c (T)10aaattttaatttcaaaatctttttctaacttcttatcttttcaaaatttattttcaaatgtttttcaattaactacttgac(T)10101 41697829 41697929 CCTTTTCAACCTTTTTCAAAATAAA TGGTTTTCAAAAATTAGAGAGAGAAA 222

Ai06B11403 Araip.B06 11403 p2 (TA)12 24 41705233 41705256 TGAACGTTTGCAACTCTGCT AAGGTCACGACAATTCTAAGGC 114

Ai06B11407 Araip.B06 11407 p2 (TA)6 12 41731663 41731674 TTGTGGCGATGATGATTTTT CAAAATTCAAAGGGCATGTATGT 280

Ai06B11419 Araip.B06 11419 p2 (TC)6 12 41792059 41792070 GCCCAAATCCAAGTCAAGAA TCCTGAAAGCGAATAAAATCC 182

Ai06B11422 Araip.B06 11422 p3 (CAT)6 18 41819169 41819186 CAACACAACCACCTCCTCCT AACAAGCACAGACCAAGTGC 205

Ai06B11424 Araip.B06 11424 p3 (TAT)6 18 41820914 41820931 TTGAAATCTTAATCATTGTCTATACGC TCATTAAAGGATGAGATTTATGAGACA 273

Ai06B11428 Araip.B06 11428 p2 (GT)6 12 41829410 41829421 TCGGGTCTAACGATCCATTG TAGGGTTTAGCCCCCGTTAT 269

Ai06B11431 Araip.B06 11431 p3 (ATA)6 18 41832387 41832404 GCTAAGTTTATCGAAAAGTACCGA GGAGATCACTCAGAGAAGCCA 233

Ai06B11432 Araip.B06 11432 p3 (TAT)7 21 41842760 41842780 TCATTTTGCAATCTTAATCATTGTCT GACAATTATCAAACAATCTTACCGT 259

Ai06B11434 Araip.B06 11434 p2 (AT)20 40 41845469 41845508 GCCTGTGACACAACACCGTA GGAGTTGTATGTTAGCTGCCG 196

Ai06B11436 Araip.B06 11436 p2 (AG)6 12 41862006 41862017 AGAAGAGGGGGTTCGAATTT CTTCTTATCTTTTCAAAATTTGTTTCA 196

Ai06B11438 Araip.B06 11438 p2 (TA)16 32 41867703 41867734 GCACTGGGGTAATTTTGTCC TATTGGGAATCTGGGTGCAT 190

Ai06B11439 Araip.B06 11439 p3 (AGC)5 15 41872720 41872734 TAATTAAGCGCAGCAAACCC CCTGCTCTGCCTTCTCTGTT 156

Ai06B11441 Araip.B06 11441 p2 (TA)9 18 41880133 41880150 TTGCTGATTTAAGCCAATACG TTCATCATTCATCCCTGCAA 206

Ai06B11443 Araip.B06 11443 p4 (TTAG)5 20 41918336 41918355 TCCGACACTACCAAACACCA AAGATGCATGAAGGCAATGT 271

Ai06B11447 Araip.B06 11447 p2 (AT)21 42 41939309 41939350 TGGGTATGGAAAACTTGGGA GGGCATTTTTGTCCCTTTTT 244

Ai06B11449 Araip.B06 11449 c (ATCT)5tgagtgataatatctatgtacttgttattacattttatttgtgtttatccaacttcttcaataatgatctttaaa(T)12107 41957655 41957761 TCTCGTATTTGTGTTGTGGAAAA TGGAGGCAAAATAGTAATGACAAA 222

Ai06B11451 Araip.B06 11451 p2 (TA)12 24 41985708 41985731 GCGTCAATTGAAGGGAAAAG CGTCGATATGACCGTCGATT 253

Ai06B11452 Araip.B06 11452 p3 (AAT)10 30 41990384 41990413 TTGGTGTCATTTTATTGTTTTTCTCT CCATGATGGAGAAAGGGAGA 278

Ai06B11455 Araip.B06 11455 p3 (GAA)6 18 42016331 42016348 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 251

Ai06B11456 Araip.B06 11456 p2 (AG)6 12 42019015 42019026 GGGTAAGGATAGGAGCAGTGAA AACTTTTTGTTTGTTTCTTACCTTTTT 273

Ai06B11457 Araip.B06 11457 p2 (AT)9 18 42032861 42032878 CCGAAGGCATTGAGGAAATA CAGGCCGTAACAGGTTCTCT 217

Ai06B11459 Araip.B06 11459 p2 (AT)7 14 42038691 42038704 GCTTGAGCTTGGAATTGAGC CATTTTGGGAACTCACAATTTTT 221

Ai06B11462 Araip.B06 11462 p2 (AT)6 12 42087553 42087564 GGGTCTTACATCCTACCCCA TTGCACCTTCTTGTGCTTGA 280

Ai06B11465 Araip.B06 11465 p2 (TA)13 26 42099253 42099278 TGGTTGACCTTAGATTGTGCAG TCGGTAATCTTTAAGTAGTGATGGC 215

Ai06B11466 Araip.B06 11466 p2 (TA)12 24 42134482 42134505 GCTGACCTCAGATTGTGCAG TCGGTAATCTTTAAGTAGTGATGGC 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11473 Araip.B06 11473 p2 (AG)6 12 42185170 42185181 GGGTTCATAAGTCAAGTTGGCA CGCCAATTTTCACTTTCCAT 193

Ai06B11476 Araip.B06 11476 p2 (AG)6 12 42191712 42191723 GGGTTCATAAGTCAAGTTGGCA CGCCAATTTTCACTTTCCAT 187

Ai06B11481 Araip.B06 11481 p3 (TCT)5 15 42247098 42247112 CCTACTCCCTCTCCCCTCAC CGGTCTTAGGTGCCATCAAT 177

Ai06B11486 Araip.B06 11486 p2 (GT)9 18 42269958 42269975 TGGGTAGCTAGGCATGATTTT TGGGGCTAAGGTAAAGGTGA 139

Ai06B11487 Araip.B06 11487 c (T)10gccca(T)10 25 42293459 42293483 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 173

Ai06B11488 Araip.B06 11488 p3 (AGA)6 18 42294420 42294437 TTGCCTTCCCTTTCCTCTTT CACACATCCCTCCATCTCCT 175

Ai06B11490 Araip.B06 11490 p2 (CT)6 12 42309156 42309167 AGCCAATTGGGCAACATAAA GCTATAAAGTGGGGGAATCCA 250

Ai06B11491 Araip.B06 11491 c (T)11cgcctattttttttc(T)1036 42312032 42312067 TTTATTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 178

Ai06B11492 Araip.B06 11492 p3 (GAA)5 15 42313978 42313992 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 275

Ai06B11494 Araip.B06 11494 p2 (AG)10 20 42326136 42326155 GAGAGAGGGAGAGGAATTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 234

Ai06B11495 Araip.B06 11495 p2 (CT)6 12 42351843 42351854 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 276

Ai06B11497 Araip.B06 11497 p2 (CT)8 16 42375572 42375587 GGAACATTGAACCTGGAATGA GGAGAATGGGGGAATCAAAT 179

Ai06B11500 Araip.B06 11500 c (A)10gaaaaaaatggc(A)1032 42396301 42396332 TGGCTCTTGAAAGAACAATGAA TTGGCTTTTTCTGCTTGCTT 158

Ai06B11502 Araip.B06 11502 c (AT)8aaaagaaaaaaatg(TA)1356 42400346 42400401 TGGGTATGGAAAACTTGGGA TTTGGAGAATTTTTGTCCCC 269

Ai06B11504 Araip.B06 11504 p2 (GA)9 18 42413757 42413774 GGAGGGGAGAAAGAGGAGAG AACTGGTTTCACTGAACTGAATTG 250

Ai06B11505 Araip.B06 11505 p2 (GA)7 14 42415335 42415348 GAGAGAGAGGAGGGGGAGAA AACTGGTTTCACTGAACTGAATTG 273

Ai06B11506 Araip.B06 11506 p2 (TA)17 34 42415685 42415718 GCATTTTGCACTTTTGCTTG TGCAATGGAATAAACTAAGCTCAA 166

Ai06B11510 Araip.B06 11510 p2 (GA)10 20 42435627 42435646 GCTGCTGGTAGTTGGGTCAT TGCCCCTTCAATCTTCTTCA 271

Ai06B11512 Araip.B06 11512 p2 (AC)6 12 42436779 42436790 CAAAAGCCAACCTTAGCTGC TGAGGACGAGCTCCTCTAGC 245

Ai06B11513 Araip.B06 11513 p2 (AT)7 14 42440241 42440254 AATTACGTTTCCCTCGCCTT TATCAAAAGTCACGCTTCCG 250

Ai06B11517 Araip.B06 11517 p2 (TA)7 14 42443302 42443315 GGAATTGAAGTAAAATTTGTGAATC CATTATTGCATTTTGCTGGAA 245

Ai06B11522 Araip.B06 11522 p2 (TA)8 16 42451825 42451840 GCATGGTCAGTTCTCTGAAGC ACGGAATGAAAATCTTTGCC 129

Ai06B11523 Araip.B06 11523 p3 (ATA)5 15 42452160 42452174 TGGAACACCAAGCTCAAGAA CTTGCCCTTGAAAATTGGAA 277

Ai06B11524 Araip.B06 11524 p2 (AT)6 12 42453324 42453335 AACACTCAATCCCATGAGGC AGATGATGGTTTGTCCCACC 240

Ai06B11526 Araip.B06 11526 p2 (AG)12 24 42454599 42454622 CGTCTTCAAGGTTTTCAAAAATTA CGTCTGCTCGGTCTTGCTAT 215

Ai06B11529 Araip.B06 11529 p2 (CT)6 12 42462854 42462865 CCTCATCCCCTCATTTCTCA GAAAGAGAGAGGCGCTACGA 268

Ai06B11535 Araip.B06 11535 p2 (AG)6 12 42526135 42526146 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 186

Ai06B11536 Araip.B06 11536 p2 (AG)6 12 42526363 42526374 TTTTGAAAAGGGGTTGGTGA TTGATTTTCAAATTTGTTTCAACT 209

Ai06B11541 Araip.B06 11541 p4 (AAAT)5 20 42568916 42568935 CGTACGCATCACTCTTCCAA TGCAATGAATGAAAGTAAGCAAA 263

Ai06B11542 Araip.B06 11542 p2 (GT)7 14 42570238 42570251 AGCCTTGAAGCGAAAAACAA AGCATGTACCCAATTCCCAA 165

Ai06B11546 Araip.B06 11546 c (T)10aaaaaattaaaaataattagttaaaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)895 42588455 42588549 TCCTGGACTGTTCATTTCCAC TTGTTTCTTAACTTTTTCAAAACTACC 278

Ai06B11548 Araip.B06 11548 p2 (GC)6 12 42611358 42611369 GAAGTGAAACGGCGTGAAGT AAAACCAGAGACCTGAGCCA 130

Ai06B11549 Araip.B06 11549 p2 (GC)6 12 42611613 42611624 TGGCTCAGGTCTCTGGTTTT ACCATTGCCAGTTGACCATC 254

Ai06B11551 Araip.B06 11551 c (T)10atcatcacacatatgcattggctcttattgaacttcaacttggggtattttgtcccttttttattataaattttatattta(AT)8107 42625331 42625437 TCACTTGTTCACACACTCATGC ATTTTGGGGAAAGTTGGGAA 280
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Ai06B11552 Araip.B06 11552 p2 (GC)6 12 42633563 42633574 CTTTGAAAAAGGGCACCAAC TTGATGGTCAACTGGCAATG 191

Ai06B11553 Araip.B06 11553 p2 (CG)6 12 42633827 42633838 GCAACTACTCTCTGGGGCAC GGTGAGTGGTCGGAGACAAT 262

Ai06B11554 Araip.B06 11554 p2 (TA)9 18 42637739 42637756 CGAGGACGATGCTCAATTTT CAGCCAACAACTAAGATGCAA 251

Ai06B11555 Araip.B06 11555 p2 (TA)8 16 42638668 42638683 CCATCCCGAGCTTCAGTAGT CAGCCAACAACTAAGATGCAA 274

Ai06B11556 Araip.B06 11556 c* (A)10(AT)20* 49 42640394 42640442 TTGATTTTGGGGAAAGTTGG TCATCACACATATGCATTGGC 276

Ai06B11558 Araip.B06 11558 p2 (GC)6 12 42642700 42642711 GCGTACGCTCAAAAGTGGTT ACAAGTTGGATTTGGGCTTG 186

Ai06B11559 Araip.B06 11559 p2 (TA)7 14 42646010 42646023 GGGATTTTTGTCCCCTTTTT AAAGTGGAAATTTGCAACCG 117

Ai06B11560 Araip.B06 11560 p2 (GC)6 12 42646186 42646197 CGGTTGCAAATTTCCACTTT TGTGGCACAACTCTCTGGTT 206

Ai06B11561 Araip.B06 11561 p2 (CG)6 12 42646440 42646451 GGGTCACCCTGGTACAAAAA GAAGTGAAACGGCGTGAAGT 146

Ai06B11562 Araip.B06 11562 p2 (TC)6 12 42648658 42648669 TGTTCTGGGTGACCTACCAA ATGGCCTCAATCATGCAAAT 250

Ai06B11566 Araip.B06 11566 p2 (AG)10 20 42688248 42688267 TTGGGCTATTTTTGACCCAG GGAACATTGAACCTGAAATTGA 228

Ai06B11569 Araip.B06 11569 p2 (TC)6 12 42706228 42706239 CGTAGAAGCCGAAAGTGAGG ACCAGAGAGTGAGAGGGGGT 249

Ai06B11573 Araip.B06 11573 p3 (TGG)5 15 42730058 42730072 ATGAACCGGAAAAGATGCTG GGGTCTTGGGTGAACAAGAA 197

Ai06B11576 Araip.B06 11576 p2 (AT)9 18 42745492 42745509 TAGCCAACCCGATATGTCCT TGCATGATGAAATCCACTCAA 241

Ai06B11577 Araip.B06 11577 p5 (TTATC)5 25 42760605 42760629 CCTGGGTGCTCCAGTGTATT AGGGAGGTTCCGTTGAAGAT 124

Ai06B11579 Araip.B06 11579 p2 (AC)6 12 42788517 42788528 GCCAAACGGGTTAAAAACAC GGGTGAGAAAGGGAGTGTGA 216

Ai06B11582 Araip.B06 11582 p2 (AG)6 12 42819187 42819198 GAGGGGGAAGTGAATTTTCG ACCTTTTCAAAATTTGTTTCAACT 261

Ai06B11583 Araip.B06 11583 p5 (AAGAT)6 30 42822386 42822415 GGAAGGTTGGCCATTACTGA CCTGGGTGCTCCAGTGTATT 280

Ai06B11584 Araip.B06 11584 p2 (TA)7 14 42829296 42829309 TGCGGCTAGTTCTTTATGGC CATGCCGTAAAGCAAAGGTT 245

Ai06B11585 Araip.B06 11585 p2 (TA)6 12 42831608 42831619 TTTTGCCCCTATTTCGATTG AGGAAACCGAAGCCATACCT 240

Ai06B11587 Araip.B06 11587 c (T)11g(T)10gtgttattttttg(T)1348 42840531 42840578 CATCTCCCATGACTTGGAGG GAGGGCGAGCAACATTCTAC 195

Ai06B11588 Araip.B06 11588 p2 (AG)6 12 42843909 42843920 GGGTTTTGGTGAGTGAGGAA CTTTTTGTTTGTTTCTTATCTTTTTCA 262

Ai06B11591 Araip.B06 11591 p4 (ATTT)6 24 42845317 42845340 AGCCAGTCAGGCTTCAACAT TCGAGTTTGGACAACTGACG 228

Ai06B11594 Araip.B06 11594 p2 (CT)7 14 42862472 42862485 TTTTGACCCAGTTTTCAGCC AAACCTGGGATCGAGACTCA 200

Ai06B11597 Araip.B06 11597 c (A)10gggcatcggcgcacaagcgggttgt(GC)647 42890305 42890351 TGTTGAATTGCATTTTGCTTG AGGCATAAAGTGGGCACAAC 250

Ai06B11598 Araip.B06 11598 p4 (AAAT)10 40 42890729 42890768 ATTGTACCTGCTGCATCCGT TGCAATAAAAGAGGATGGAAGAA 278

Ai06B11599 Araip.B06 11599 p2 (AG)6 12 42895188 42895199 AGTGGTGAAGAGGTGATGGG GTTTAACGCCAGAAGCAAGC 220

Ai06B11606 Araip.B06 11606 p2 (TC)6 12 42933870 42933881 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 186

Ai06B11608 Araip.B06 11608 p2 (CT)6 12 42954156 42954167 GCCAGAAATGGGCACTAGAC GGTGAGGTAGGTGGGGTTTT 259

Ai06B11609 Araip.B06 11609 p4 (AAAT)5 20 42963180 42963199 TCCTTTTCAAAACATCCTAACCA TAGGACCCCAGAGTCCTCCT 208

Ai06B11613 Araip.B06 11613 p2 (CT)7 14 42979174 42979187 CCTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 223

Ai06B11614 Araip.B06 11614 p3 (TTC)5 15 42982538 42982552 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai06B11618 Araip.B06 11618 p3 (TTC)5 15 43000817 43000831 ACACAACCCTTTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 215

Ai06B11620 Araip.B06 11620 p2 (GT)12 24 43052979 43053002 TTCTTGTGAACGTTTCGTGC ACACGCTCAGCCTTGAAGAT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11624 Araip.B06 11624 p3 (ATA)5 15 43061293 43061307 GCTGCCTTCAAAGTTTTTGC GCTGCAGCTTCACCAACAT 198

Ai06B11629 Araip.B06 11629 p2 (TA)8 16 43064093 43064108 CCCACCTGAAGAGCTAGTCC TGGCTTGTGAGAACAAGGTG 279

Ai06B11631 Araip.B06 11631 c (T)10ggtttctcttaaaaaggtacctctctttattttgttttatttgtcacacaatttgag(T)11gtcaaattgaaaatttctatcatatcattaagatgatcatagtttggtttttc(T)21aaannnnnnnnnnnaaacttatttaaagcaatccaagaatg(A)10203 43074471 43074673 TTCAAAACCTTGGTTATAATTCACTC TTTTGACTATTCCCTTTTTGAGC 280

Ai06B11633 Araip.B06 11633 p3 (GAA)5 15 43088912 43088926 ACGATTCTGAACCGGAGAGA TCCCAGGATTGGGATTGATA 213

Ai06B11634 Araip.B06 11634 p2 (GT)6 12 43104008 43104019 AGCCAACTTTGAGCCTACGA ATGTCCCAAGTTTTCTCGCA 153

Ai06B11636 Araip.B06 11636 p2 (TC)7 14 43109675 43109688 ACACGGTATCACGGTGTGAA ACACAAAGGAGCGAGAGCAT 164

Ai06B11637 Araip.B06 11637 p2 (GC)6 12 43116903 43116914 CGTAGAAGCGGCACAAAGTT TGTAATTCAACCATCGACGC 270

Ai06B11639 Araip.B06 11639 c (AT)9gtgtgtgtttt(TG)947 43151808 43151854 AAGTACCGTGACTTGCCACC TGCTAAACCCTGGATTGTCC 226

Ai06B11641 Araip.B06 11641 p3 (AGA)6 18 43155678 43155695 CTTGGAGGTGGAAGCTTTTG TCAAAATCACTTTCCCACCC 242

Ai06B11643 Araip.B06 11643 p2 (AG)6 12 43167713 43167724 TGAAAAGCGTAGCCACATTG GCATCTCCTCCAAAAACCAG 276

Ai06B11646 Araip.B06 11646 p2 (TA)6 12 43183501 43183512 GTGCAGAACTGCCAACTGAA CCAGCAACGTGTCTTAGCAA 111

Ai06B11647 Araip.B06 11647 p2 (TA)6 12 43184200 43184211 TATCCGCGGGTAGTAAAACG GGTAATACCTGCCCCTACCC 277

Ai06B11650 Araip.B06 11650 p3 (TCT)7 21 43205494 43205514 TTGATAATATCCCCAAGTGCAG CCCGATTTGTGTAGGATTGG 251

Ai06B11653 Araip.B06 11653 p2 (CA)6 12 43231130 43231141 GCTGCGAACAGAAGAGGAAT CTTTTTCGCACCCTCTGTGT 237

Ai06B11654 Araip.B06 11654 p2 (CT)6 12 43233256 43233267 AAAAGTGGCAAAATAAAGGAAA GGCCAAAGTGAAGAGGAATG 217

Ai06B11658 Araip.B06 11658 p2 (AG)7 14 43246589 43246602 CAAGTGCAATATCCACAAGCA CCCTTCTTCTTTCTATCTCCCC 239

Ai06B11661 Araip.B06 11661 p3 (ATT)5 15 43259256 43259270 TGGGGAATTTTTGTATCCCC TTTTATGGGAACATGGGATGA 195

Ai06B11664 Araip.B06 11664 p3 (TTC)5 15 43294788 43294802 GTCGCACCCTGTTTTTCATT AGCCACGAGCACCAAAAATA 278

Ai06B11665 Araip.B06 11665 c (A)11gcaagatgcaataaaaggaaaaacaactgcatgc(A)1156 43299264 43299319 GGTGGCATTGCTTTTGTTTT TTGCTCTTGCCTTTTGGTTT 269

Ai06B11671 Araip.B06 11671 c (A)10gggcgaaaag(A)1030 43352814 43352843 TTGTTGGCTCTTGAAAGAATGA TTGCTCTTGCCTTTTGGTTT 203

Ai06B11672 Araip.B06 11672 p2 (TG)6 12 43361157 43361168 TTTTGACACGAGGAACTTCAAA TTGAACCTTCCATGCTCTTCT 205

Ai06B11673 Araip.B06 11673 p2 (TA)8 16 43361399 43361414 GCAGCTCATAACAAGCTGGA GCCTTTTCATCAGATCAGCC 224

Ai06B11674 Araip.B06 11674 p3 (GTG)5 15 43367511 43367525 ATCATCCCGAAATGCCTATG GAGGGATAGGGTCAAGCCTC 205

Ai06B11681 Araip.B06 11681 p2 (AT)8 16 43401487 43401502 ACGAATTCGATTCTGGCACT TCTTCCTCAAGGATGAGAGGAC 214

Ai06B11687 Araip.B06 11687 p2 (AT)6 12 43405279 43405290 GGTTCATAAGGTGAGCGATGA GCGCAGAAATCACGTCATAA 167

Ai06B11688 Araip.B06 11688 p2 (GA)16 32 43414738 43414769 TGGCAAATCTGCAAAGACAG CTCGCACAGCTCCGTAAGTT 242

Ai06B11689 Araip.B06 11689 c (AC)6tctctt(TC)10 38 43415281 43415318 GAAGGTGGGGTTTCTGTTTG AAAAGTGGCAAGTGGGTTTG 266

Ai06B11690 Araip.B06 11690 p3 (ACT)7 21 43415738 43415758 CAACACTCGAGCAGTGGAAA GCAGAGGAAGGAGCATCATC 178

Ai06B11692 Araip.B06 11692 c (GA)21a(AG)7 57 43423804 43423860 ACGGTTTATCCATCCCAACA GACGAAAATTATCATTTGTACCCA 192

Ai06B11699 Araip.B06 11699 c (A)12ccgtaagagagaacataaatataggagataaa(AT)758 43428582 43428639 GGTGACAAGGGTTCATCTCC GCATTTCCCGAGATTTTGAA 244

Ai06B11700 Araip.B06 11700 p2 (AG)6 12 43433643 43433654 ATGGCCTTGGATACATCTGC GCATAAATGCCCGACTCTGT 270

Ai06B11702 Araip.B06 11702 p2 (TA)16 32 43436967 43436998 TGCAAGGGAGAAGTGATATACG TGTGTTTTGGATGAATTCCTTG 274

Ai06B11703 Araip.B06 11703 p2 (TA)6 12 43441720 43441731 CTTGAGGGGGAGTGTTGAAT CACTGGCATTGTATTCGAGG 276

Ai06B11704 Araip.B06 11704 p2 (AT)6 12 43442693 43442704 TTTGGAATGATATTGGGGGA TCAAGAAGCACAATGGCTCA 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11709 Araip.B06 11709 p3 (TAT)29 87 43452323 43452409 GTTCCTCCCAAATGGGTCTT TGGTAAGTGCAATGCCTACA 242

Ai06B11713 Araip.B06 11713 c (A)10ctaatccttatcttcaccaattctctttttca(TTC)763 43454335 43454397 CGTCCATCCTTACTACCGGA TGGTTCTGATGATGTTGTTCTTG 162

Ai06B11715 Araip.B06 11715 p2 (CT)7 14 43456295 43456308 GGAACATTGAACCTGGAATTG AGGAACGCAGACTAAAGCCA 176

Ai06B11716 Araip.B06 11716 p2 (AT)7 14 43460577 43460590 CCACATCATTAGGCTCAAAACTC TATAGGGCACACCACCCAAT 134

Ai06B11717 Araip.B06 11717 p3 (TTC)5 15 43465575 43465589 CCCTCTACACAAACCACAGGA GGTAGTGCCTCACTGCCATT 242

Ai06B11718 Araip.B06 11718 p2 (GA)17 34 43465985 43466018 TTAAGGAGAAAGGGGATGGA CCTCTTAATTAAATCAAAACCTACCC 272

Ai06B11720 Araip.B06 11720 p2 (GC)6 12 43478975 43478986 CCGGTAGCAAAATTCCACTC CGTAGGTTTTGGCACAAGGT 236

Ai06B11721 Araip.B06 11721 p2 (GC)6 12 43494200 43494211 AAAAAGGAAAAATGGGCACC TGCCATGAGTGTGGCATAAC 224

Ai06B11722 Araip.B06 11722 c (GC)6cggttgcgcgagctagttttaaagctgcgcgccctcttctcacctcctttcttttcttatttctttcttcttctttctccataacccccttc(TCT)5119 43494509 43494627 GTCCCTTGCCAACATCTCAC AGAAGAGGTGGTTGTCGCTG 213

Ai06B11725 Araip.B06 11725 p2 (AT)8 16 43507165 43507180 TGGGTGGATTGTTGTGATTC CTTTTTGCATTTTGGGCTGT 205

Ai06B11726 Araip.B06 11726 p2 (AT)6 12 43519308 43519319 TGGAGGGACATTGGTTTAGG ACTTTGAGGGCATTTTGTCC 229

Ai06B11727 Araip.B06 11727 c (GA)6c(AG)8 29 43533198 43533226 CCCAACTCAAGTAGGACCCA TTCTCGTCGAAGCTCTCTCC 182

Ai06B11732 Araip.B06 11732 p2 (AT)6 12 43551243 43551254 CTTGATTTGGTGGCTGTTTTT TAGGCACCTCAATGAAAGGC 163

Ai06B11733 Araip.B06 11733 c (AT)7aaattataccttttgtctctaatgtatcaaaattcacttttcaattatttatttatt(TA)683 43551858 43551940 AGTTATCATGAAATGTTTGTAGAATGA GCGACCTATTGTGGTGACTG 170

Ai06B11734 Araip.B06 11734 c (T)15nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngcag(T)16131 43552529 43552659 TCTTCCTTCTTCCGATGGTG TTGGATCCTTACTGCTCCACTT 264

Ai06B11742 Araip.B06 11742 c (ATA)5a(T)11 27 43599100 43599126 GGCAAGGGTTCAGCAAATAA ATCCCTTACTCCGCTTCGAT 269

Ai06B11745 Araip.B06 11745 p3 (AAG)5 15 43614720 43614734 TGAAACTTTGAAAAGGGGGA CCATTCTACTGCACACCACG 162

Ai06B11747 Araip.B06 11747 c (CT)6aattttcgaaaatat(C)1037 43624006 43624042 TTTCTTATCTTTTCCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 264

Ai06B11750 Araip.B06 11750 p4 (AAAT)7 28 43649802 43649829 TTTTTCAAAACTTCCCAACCA CCATGATGGAGAAAGGGAGA 182

Ai06B11753 Araip.B06 11753 p3 (GAT)5 15 43673446 43673460 GTGAAACAGCAAAAGGGACC ATTGCGAGACAAACTCCTGG 178

Ai06B11754 Araip.B06 11754 p2 (AT)6 12 43679864 43679875 ATGGAAAACAAAATTCCCCC GGATGGAGTATGGACAGCGT 247

Ai06B11755 Araip.B06 11755 p2 (GC)6 12 43686371 43686382 GGCCCAAAATGAGCTACAAA GTCCAAATGAGGCGGTTCTA 186

Ai06B11758 Araip.B06 11758 p2 (GC)6 12 43692672 43692683 AAGTGAGCTGCAAAATCGCT TCGCACTCAATCGACCATAA 214

Ai06B11759 Araip.B06 11759 p2 (GC)6 12 43694311 43694322 AAGTGAGCTGCAAAATCGCT CAGTTTCAGTTGCGTTGGAA 168

Ai06B11760 Araip.B06 11760 p2 (CT)9 18 43698340 43698357 AAAACCAAACGAACCTTAAAACC ATTCGCTAGGGGCAATTTTT 195

Ai06B11761 Araip.B06 11761 p2 (CT)9 18 43701198 43701215 AAAACCAAACGAACCTTAAAACC ATTCGCTAGGGGCAATTTTT 195

Ai06B11765 Araip.B06 11765 p3 (TTA)12 36 43712582 43712617 TGGTCAACCTTTATCCACCC GCATCTCGCAAGAAAAGTGA 202

Ai06B11766 Araip.B06 11766 p3 (TTA)5 15 43713296 43713310 AGAAGGGAGGGGAGTGTCAT TTGCTCCCATGCTTTTCTCT 209

Ai06B11768 Araip.B06 11768 p2 (CG)6 12 43728898 43728909 CAAGTCCCTCAATTTCAGCC TGCCTCTGGCACAAACCTAT 278

Ai06B11770 Araip.B06 11770 p2 (TA)7 14 43735852 43735865 AAGGAGCAAAAAGAAACGGC TTTGAACCACAGCACTACTCC 267

Ai06B11771 Araip.B06 11771 p3 (TTC)5 15 43740202 43740216 CATCTGCCCCTGAGTCTATCA TGAAATTTCTGAATTGAAACAACAA 257

Ai06B11772 Araip.B06 11772 p2 (TA)7 14 43743933 43743946 AAAGGATCTCCTCATCTTGGA AAGGTCCTTTGATGCACTTTT 276

Ai06B11773 Araip.B06 11773 p5 (AAGAT)5 25 43752654 43752678 GCCCAACAGAGGAACACAAT ACCTGCAAGGGACTCTGATG 254

Ai06B11775 Araip.B06 11775 p3 (CAT)5 15 43759490 43759504 GGAGGGCGGAATATTAGAGG GGATCTCAGGAACAGCTTGG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11776 Araip.B06 11776 c (T)11aaaaatgattttcgaaaaaattaaaagaaaatac(A)1055 43767452 43767506 AGCTATGCCTGACCCTTTGA GCAATTGACACCAAACTTTCA 217

Ai06B11778 Araip.B06 11778 p2 (CT)6 12 43768522 43768533 TCTTGTGAATCAAGTCATTAATTGTG AAAGAGGGAAGGGATTTTCG 278

Ai06B11779 Araip.B06 11779 c (TC)6ttttctccttctatttatttattcttctaatcacacaaggacctctatactgtggtataaaggatcca(TAT)595 43768685 43768779 TTCGAAAATCCCTTCCCTCT CAAAGAAGAGGGCACAGAAAA 264

Ai06B11780 Araip.B06 11780 p3 (TTC)5 15 43770962 43770976 ATCTCTTTCCCACCCAATCC TAGAATATTGCTCGCCCTCG 123

Ai06B11781 Araip.B06 11781 p5 (GATAA)5 25 43787387 43787411 GGAACACGACCCAAGTCCTA CCTGGGTGCTCCAGTGTATT 168

Ai06B11783 Araip.B06 11783 p3 (AGA)6 18 43796731 43796748 CGGTCTTAGGTGCCATCAAT CATATGGCCGAACCATTACC 248

Ai06B11785 Araip.B06 11785 p2 (TA)7 14 43804040 43804053 AAACGCCCAAAATATGCAAC TGGTTTTGAAAAAGATAAGCTTGAA 205

Ai06B11786 Araip.B06 11786 c (AT)6ac(AT)6ac(AT)742 43806519 43806560 CCCCCTTTTCAATCAAAACA TCTTTGAGAGCATTTTGGGA 230

Ai06B11787 Araip.B06 11787 p3 (TGC)5 15 43807126 43807140 TGCTCCTCCTCCTGATCCTA TGAGGCAGCTAGACCTTCGT 261

Ai06B11788 Araip.B06 11788 p2 (TC)71 142 43810546 43810687 CAGAAAGCTCAAACGCACAG GGATTTTGAGCTCCTTTTGG 235

Ai06B11790 Araip.B06 11790 p3 (TTG)6 18 43822497 43822514 TGCCTTAGGTGAGGTGCTCT CTGGAGGGACAACAGAGGAG 117

Ai06B11791 Araip.B06 11791 p2 (CT)6 12 43831082 43831093 TTTCAAATTTTTGTTCCGGG TTCCATCGATCCAATCCCTA 267

Ai06B11794 Araip.B06 11794 p5 (AATAA)5 25 43882572 43882596 TGATGCGGATTGCAAATAAA TTCGAAAAATCCTCACCCAC 189

Ai06B11795 Araip.B06 11795 p3 (TAA)5 15 43888245 43888259 CAGGCGGATATCAAATGGTT TTGACAACGGTGATGCCTTA 215

Ai06B11797 Araip.B06 11797 p3 (AAG)7 21 43891676 43891696 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 250

Ai06B11799 Araip.B06 11799 c (A)10gcag(A)10 24 43900840 43900863 TGTGGTGGCATTGCTTTTAC AACCATTGTTGCTCAAAGCC 274

Ai06B11800 Araip.B06 11800 p2 (AT)8 16 43915073 43915088 AAATTTTCGTCCTTAGAACTTTGAA CCTCTATATATTTGTGAAAGGGCTG 239

Ai06B11802 Araip.B06 11802 p2 (CT)6 12 43916826 43916837 TTTCGCAAGCAAAATTACCC GCGAAGAGGGAGGAGAGAAA 215

Ai06B11807 Araip.B06 11807 p2 (TA)6 12 43924679 43924690 CATTGATGCAAGTGTACGGG CACATTGGCCACTTTCCTTT 203

Ai06B11809 Araip.B06 11809 p2 (CT)6 12 43935597 43935608 CCCTTTTCTCCCTCTATCCCT AAAAGAGCGCAAAAGAAAGAGA 166

Ai06B11810 Araip.B06 11810 p2 (GA)6 12 43935948 43935959 TGTTTTGGAGAAAATAGGGGG CTCCTCTCTCTCTCCCTCCC 214

Ai06B11811 Araip.B06 11811 c (GA)12aagagagagaagagagagtgtgaagg(GA)1274 43936086 43936159 ACAAAAGGGGAGAGAGAGGG AAAACCAGTTTTTATGGTTCAGTTT 204

Ai06B11813 Araip.B06 11813 p3 (AGG)5 15 43937274 43937288 CATCCATTGCTTCTCAAACCT GTCGTCGTCTTCTTCTTCGC 213

Ai06B11815 Araip.B06 11815 p3 (TCT)7 21 43943691 43943711 AGAAGTTGTGGAAGGAGCCA CATCCACTTCATTTTCCGGT 230

Ai06B11817 Araip.B06 11817 p2 (TA)6 12 43960799 43960810 GAAGATAACCGGTCCGAACA AGAAAAGCGGCTGAATAGGC 184

Ai06B11818 Araip.B06 11818 p2 (TA)6 12 43971411 43971422 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 274

Ai06B11819 Araip.B06 11819 p3 (TTA)15 45 43999772 43999816 TCGTCCTGCTTAGCCTTTTT TGGAGGAATGGCATGTAAGA 189

Ai06B11820 Araip.B06 11820 p2 (CT)7 14 44005274 44005287 GATTGATGGTGGTGATTCTTTTT AAGTTTTACCTTTTATTTTGTGGTACA 271

Ai06B11821 Araip.B06 11821 p2 (AC)7 14 44013141 44013154 ACAAGATTGGACCAAATGGG TTCTTCCCCTCAGTCACTCC 154

Ai06B11822 Araip.B06 11822 p3 (AAG)5 15 44026026 44026040 CGGTCTTAGGTGCCATCAAT CCCATAAACCCCACCTACCT 192

Ai06B11824 Araip.B06 11824 p2 (CT)6 12 44081302 44081313 GGTTGATGGTGGTGATTCTTTT AAAATTTTACTTTTGTTTTGTGGTACA 267

Ai06B11828 Araip.B06 11828 p2 (TA)6 12 44107845 44107856 TTCGTGAAGATAACCGGTCC AAAACAGTGCCAAAAAGCGT 224

Ai06B11831 Araip.B06 11831 p3 (TTA)6 18 44123168 44123185 TGAGCAGTATTGGCCTCTCTC CATTTGGAGGAATGGCATGT 211

Ai06B11834 Araip.B06 11834 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcc(T)1162 44149784 44149845 CTTTTTGTTTGTTTCTTAACTTTTTCA GGAAGCATGCCATTTCAAGT 250
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Ai06B11836 Araip.B06 11836 p2 (TA)9 18 44159178 44159195 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 261

Ai06B11838 Araip.B06 11838 p3 (GTG)5 15 44180914 44180928 ATGCTCCTCCTCCTGATCCT CAGCTCAGCCTTCATCTTCC 257

Ai06B11839 Araip.B06 11839 p2 (AG)7 14 44194959 44194972 TGGAGACGCATTCAACAGAG TGCTTGAATCTTGGGTGTTG 265

Ai06B11840 Araip.B06 11840 p2 (AG)6 12 44204123 44204134 GGTCCCTGTGTGAGTAGGTGA TCTTTTTCAAAACAACCTAACCAA 242

Ai06B11843 Araip.B06 11843 p2 (CT)6 12 44208949 44208960 TTTCTTATCTTTTTCAAAACCACC GGGGTGAAGATGAGGAGATG 265

Ai06B11844 Araip.B06 11844 p2 (CA)6 12 44211683 44211694 TGGCTATTTCTTTTTCTCCCC AAGCATGTTATGTCCCCTGC 270

Ai06B11855 Araip.B06 11855 p3 (TTG)5 15 44335543 44335557 TTTGGGTCTTCAAGTGGTCC GGAAAGGCATTGTTGGAGAA 280

Ai06B11856 Araip.B06 11856 c (T)10ggtttttatgattttatta(T)1039 44357590 44357628 CAAAGAAGAACACAATGCATGA CCATTTGGCCATGTCTAATTCT 270

Ai06B11858 Araip.B06 11858 c (T)10ggtttttttttattcgaaaattattttgggaaaaacgaaaaagaagaaaaaaaaa(T)1075 44371251 44371325 CACCATGCATGAATTTTTCG CGGTTGATCTTGTTGCTCAG 269

Ai06B11862 Araip.B06 11862 p2 (AG)6 12 44427414 44427425 GAGCTTTTTCCCACACCAAA AAACATTTCCCTCCCAAACC 234

Ai06B11865 Araip.B06 11865 p3 (TTA)5 15 44436239 44436253 TATTCAAACCTCGGGTCGTC CGAACCCTCTCCCTCTCTCT 140

Ai06B11867 Araip.B06 11867 p2 (CT)6 12 44442722 44442733 AGCCAATTGGGCAACATAAG TAAAGTGGGGGATCCATTCA 245

Ai06B11868 Araip.B06 11868 p3 (TCT)6 18 44454884 44454901 CATCCATCTTCTCTTCCCCA TAAAATGTTTGCTCGTCCCC 222

Ai06B11871 Araip.B06 11871 p2 (TA)14 28 44464920 44464947 GCACATGGGACAAAATTCAA TTTTCAGGGTTGTAATGGGG 231

Ai06B11878 Araip.B06 11878 c (T)13gtatccctttaattaaataccg(A)1045 44545377 44545421 TCCCATGTGCATTGATTCTT TGGGGAACTTTATGGGAACA 220

Ai06B11880 Araip.B06 11880 p2 (CT)6 12 44549675 44549686 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 280

Ai06B11883 Araip.B06 11883 p3 (GTG)5 15 44557838 44557852 GGGGGTTGTGGAAGAAGAAT CCCTTTCTTCCTTCCCTCTCT 151

Ai06B11884 Araip.B06 11884 p2 (CT)9 18 44570114 44570131 CATGTTTCATTCAAAAGCAAGC CGTGCCAATAGCTGTGAGAA 181

Ai06B11887 Araip.B06 11887 p4 (ATTT)5 20 44582553 44582572 TTTGCATACTTTCATTCATTGC GGAAAGAGAGTGGGGAAGGA 242

Ai06B11888 Araip.B06 11888 c (A)10gaaaaaaatatatatataaaaaaaaagagag(A)1152 44583828 44583879 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 230

Ai06B11889 Araip.B06 11889 p2 (CT)6 12 44585214 44585225 CGAAAATCAGCGTGTTTGAA ACATTGAACCTGGGATCGAG 249

Ai06B11890 Araip.B06 11890 p2 (CT)6 12 44591234 44591245 GGAACATTGAACCTGGAATGA CAGCAATTTCTGGGCTGTTT 248

Ai06B11892 Araip.B06 11892 p2 (CT)6 12 44598210 44598221 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTTTCTAGCC 242

Ai06B11895 Araip.B06 11895 p2 (AG)6 12 44608823 44608834 CGAATGGCAAAATTGGATTG TGTTTGTCTGGTCAACATTGC 223

Ai06B11896 Araip.B06 11896 p2 (GA)16 32 44609806 44609837 TTCGGCATTGCTGTAAATGA CCCTTTCAAATCCCCTTTTC 279

Ai06B11898 Araip.B06 11898 p4 (TATG)5 20 44613139 44613158 AAGGCATTCAAGCAAGTTTCA TGGTTGTGAATGGATGATGTG 253

Ai06B11899 Araip.B06 11899 p2 (TA)8 16 44613317 44613332 CACATCATCCATTCACAACCA TTATGTGTGGGGGAGGATCT 271

Ai06B11901 Araip.B06 11901 p3 (GAA)5 15 44633921 44633935 TTGACTCACCCACCCTTCTC GAGCATGGTTGCCCACTACT 256

Ai06B11908 Araip.B06 11908 p3 (TTC)5 15 44688684 44688698 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai06B11910 Araip.B06 11910 c (A)10ctttgaaaaatttctcatctgttttcg(A)1047 44697075 44697121 TTTGGACAACTGACGGTTCA GCCAAAACCTCAGTCCAAAA 232

Ai06B11911 Araip.B06 11911 p3 (AGA)5 15 44709385 44709399 TTAGAATGTTGCTCGCCCTC ATCTTTTTCCCACCCAATCC 117

Ai06B11912 Araip.B06 11912 c (T)10cgaaaacagatgagaaatttttgaaag(T)1047 44715833 44715879 AAGCCAAAACCTCAGTCCAA GATCTAATGCTCCTTGTTTTCG 212

Ai06B11913 Araip.B06 11913 p4 (TAAA)6 24 44716192 44716215 TTGACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252

Ai06B11914 Araip.B06 11914 p3 (TCT)5 15 44725447 44725461 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11917 Araip.B06 11917 p3 (TTC)5 15 44731162 44731176 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 197

Ai06B11918 Araip.B06 11918 p4 (AAAT)5 20 44741023 44741042 TCCTTTTCAAAACATCCTAACCA CCATGATGGAGAAAGGGAGA 158

Ai06B11922 Araip.B06 11922 p3 (TAT)5 15 44751954 44751968 TCGAAAATCCTTCTCCCTCA TTCTTGTCCTTGCTCCTGCT 142

Ai06B11923 Araip.B06 11923 p3 (TTC)5 15 44755221 44755235 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai06B11925 Araip.B06 11925 p4 (TAAA)6 24 44762653 44762676 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 265

Ai06B11926 Araip.B06 11926 p2 (GA)6 12 44772594 44772605 AGCAAGAAAAAGGGGGAAAA AGCTCCTTCTCTCCTCCGAC 155

Ai06B11927 Araip.B06 11927 p2 (GA)6 12 44806853 44806864 GCTGTCACGATCTAACCACG ACGAGCTCCTTCTCTCCTCC 113

Ai06B11928 Araip.B06 11928 p3 (CTC)5 15 44817591 44817605 ACGTGCACTCTTTTGCCTTT AACACACGGATCACAGCATC 280

Ai06B11932 Araip.B06 11932 c (CT)12cc(CT)6 38 44821368 44821405 CCCAAGTTTCGAAGGACAAA TTTCTTTCCTTACTGAGTGCGA 220

Ai06B11936 Araip.B06 11936 p4 (ATTT)5 20 44831157 44831176 GAACCAGAGATGGCCTTTCA AAAATAGATGTTCAATCGGGAAAA 259

Ai06B11940 Araip.B06 11940 p5 (CCATA)6 30 44885460 44885489 TGAACATTACGCTTGTGACTTTG GTCCATGCATGATTGGCATA 251

Ai06B11943 Araip.B06 11943 p2 (AT)8 16 44890977 44890992 GTGCGCCATATCTGCTTCTT ACAAAGCAAAGCATGATCCC 212

Ai06B11946 Araip.B06 11946 c (T)14aaaaaatggtggttagatctttaggttgaattagaaaaattattaatttttttaaaatac(A)1185 44896393 44896477 AGGTTTGGGATTTATGGTCAA GAACTAACCGAGTGGCTCGT 258

Ai06B11947 Araip.B06 11947 p2 (AG)6 12 44903471 44903482 GGGTTCAAATTTGGGTGAGA TCAAGTTGAAAGTTTGGTGTCAA 246

Ai06B11954 Araip.B06 11954 p2 (AT)9 18 44947254 44947271 TTCACTTTGGGGCATTTTGT CTTGGGACATTGGTTGAGGT 249

Ai06B11956 Araip.B06 11956 p2 (AT)6 12 44957714 44957725 TGTGGGGAAAAGTGGATTTG TTCACCACTTACTTTGGGGC 211

Ai06B11957 Araip.B06 11957 p2 (TA)7 14 44971816 44971829 CAAAATCCAGTGAGGGTTCAA GTTTTTCCTTGTCACGCGAT 247

Ai06B11958 Araip.B06 11958 c (T)10aaaatttctgtt(TA)6aacagaaatttt(A)1056 44980352 44980407 AAGGCTACGCTTTTCAGCAC GTGTAGCCTTTTGTCCCTCA 216

Ai06B11960 Araip.B06 11960 p2 (AT)15 30 44999413 44999442 TAATCAGCATGCCTGAGGTC AGCTGTGCGGTTTAGGAGAA 156

Ai06B11961 Araip.B06 11961 p2 (AT)6 12 44999628 44999639 TCCATTCTCCTAAACCGCAC CTTGGTGGTTTCCATTGCTT 186

Ai06B11964 Araip.B06 11964 p2 (AG)16 32 45002113 45002144 TATGAAGCTATTCCCCTGCG GCCTCTCTTTCGTTCTCCCT 203

Ai06B11965 Araip.B06 11965 p2 (TA)9 18 45020192 45020209 GGCATGGTTGGTTATTCACA GGCACATGTGACTCCCTTTT 206

Ai06B11972 Araip.B06 11972 p3 (TTC)9 27 45095772 45095798 CAATTTACATCTGCCCTGAGTC CGAAATTTCTGAATTGAAACAACA 278

Ai06B11973 Araip.B06 11973 p4 (TATT)6 24 45097945 45097968 GCTACCCACAGTCTCACTTTTG GGAATTTGGGTGCCTACTCA 251

Ai06B11977 Araip.B06 11977 p3 (ATT)6 18 45123630 45123647 CAGCATGCATTGCAACAATA AGGAAAGCATGCAATATGGG 235

Ai06B11978 Araip.B06 11978 p3 (AAT)8 24 45123947 45123970 TTCATGCATTGGTTATCACCTC TTGCTCTGCCTGAGACTTCA 240

Ai06B11981 Araip.B06 11981 p2 (CT)6 12 45152546 45152557 GATCCCTTATTCCTGCCTCC CCTCGGATAATTTTATTTGTTGG 257

Ai06B11982 Araip.B06 11982 p2 (TA)9 18 45160470 45160487 CAAGCCACCCCTACCTGTAA GGTGGTTGGGCTTGAAAATA 120

Ai06B11985 Araip.B06 11985 p3 (AAT)5 15 45177829 45177843 TCATTCGATTGAGTCATTTGTTT GCTCTCGGTGCCTGTTTTAG 246

Ai06B11988 Araip.B06 11988 p3 (TTA)10 30 45188042 45188071 TGGAATTTGGCTTGCTTTTC GCAGATTAGCAGTGTGGCAA 121

Ai06B11989 Araip.B06 11989 p2 (AC)19 38 45193245 45193282 ATGGCTCACCATCACTCACA CCTCTTCCCTTCTTCTCCGT 146

Ai06B11990 Araip.B06 11990 p2 (AG)6 12 45237681 45237692 TGGGCTGTTTCTAGCCAGTT GGAACATTAAACCTGGAATGAAG 228

Ai06B11991 Araip.B06 11991 p2 (AG)6 12 45243893 45243904 TTTTTGGCCCAGTTTTTGAC TCACAATTCTAAACCTAAGAGAGAGGA 171

Ai06B11993 Araip.B06 11993 p2 (CT)6 12 45268262 45268273 TGATGAGGTGATCGTGTGGT AGGTGAGGCCAAGAGACAAA 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B11994 Araip.B06 11994 p3 (ACC)5 15 45270291 45270305 CGCATCTCCATTTCCATCTT TGAGAGATTTGGATGGGAGG 201

Ai06B11999 Araip.B06 11999 p2 (TA)7 14 45300206 45300219 GTTTTCCATAATCACAACAATCC AAAAACAATGCCAAAAAGCG 234

Ai06B12000 Araip.B06 12000 p2 (GA)6 12 45305319 45305330 ATCACTGCTGACCTTGAGGG GACTCCTCCTCTGTTGCGTC 242

Ai06B12001 Araip.B06 12001 p3 (GCC)5 15 45305537 45305551 AGAGAGAAAGGAAGGGACGC CAACCAACTCACCATGAACG 116

Ai06B12003 Araip.B06 12003 p2 (CT)6 12 45315396 45315407 GGGTAGCAACCTGGCATTTA TATTTGGGGAAGGGTGTGAA 163

Ai06B12004 Araip.B06 12004 p2 (TA)6 12 45319384 45319395 CCCTTGCCTTAACCCCATTA GGAACTCATGCAATGCAATC 229

Ai06B12005 Araip.B06 12005 p2 (TA)6 12 45322933 45322944 GTACATTTTGCACCTTGGGC TGTCATCAATTGACCAACATTT 234

Ai06B12006 Araip.B06 12006 p3 (AGA)7 21 45326248 45326268 TTGTGTGAAGCCGAAGTGAG CTTCTTTGTCTGGCTGCCTT 266

Ai06B12011 Araip.B06 12011 c (CAC)6aaccagcaccagcaccagcactaccactaacaccaacaccaataccaacaccaacaccaacactaacaaccaccacta(ACC)6114 45336822 45336935 AATTACCTCCTCCACCAGCA TGTTTGGTGTTGTTTCCTGC 179

Ai06B12013 Araip.B06 12013 p3 (AAC)8 24 45342799 45342822 TCTTCGAAACCAAAGCATCA TTCTGTTCTAATCCCGCCAC 166

Ai06B12014 Araip.B06 12014 p3 (AAC)8 24 45344729 45344752 TCGATACAATGTCAACGACCA CATCACTTGATCCATGTGGC 121

Ai06B12015 Araip.B06 12015 p2 (TC)8 16 45353200 45353215 TTGTTTGACCACCTCATGGA GATGAAGATGTTGGGAGGGA 273

Ai06B12022 Araip.B06 12022 p2 (GT)6 12 45361843 45361854 TGTTTTCACTCGCTGTTTGC CCCCTTCTCTCTCTCTTGCC 264

Ai06B12024 Araip.B06 12024 p2 (GT)6 12 45368579 45368590 ACCCTTGCAGCTATCTTTGC ACAAATTCCCCCACACTTGA 168

Ai06B12025 Araip.B06 12025 p2 (CT)11 22 45389002 45389023 TCCGGATCAAAAGTTATGGC ACGGACCAAAAATGCTAACG 203

Ai06B12029 Araip.B06 12029 p2 (CT)8 16 45404993 45405008 TGGGATGAAGAAAACGAAGG AGCGATTTCTGGACCCTTTT 234

Ai06B12032 Araip.B06 12032 p2 (TC)6 12 45450664 45450675 TTTCTTATCTTTTTCAAAACCACC CAGAGAGAGAGAGAGGGTTCG 259

Ai06B12033 Araip.B06 12033 p2 (CT)7 14 45450874 45450887 GCATGACTCATCATTTCAATAGG TCCTTCCTTTAATCTTTGCTCG 223

Ai06B12035 Araip.B06 12035 p3 (TTC)5 15 45457338 45457352 CGAGACACAACCCTCTCTCC CGGTCTTAGGTGCCATCAAT 149

Ai06B12036 Araip.B06 12036 p3 (TTA)5 15 45460832 45460846 TTGACAACGGTGATGCCTTA ATTGTCGGTTTGAAGCAAGC 262

Ai06B12038 Araip.B06 12038 p2 (TA)6 12 45470005 45470016 GTTTTTCAGAATCACAACAATCC GGGTTGTGTGTTCTTTGGCT 200

Ai06B12040 Araip.B06 12040 p2 (AT)7 14 45485189 45485202 CAAAGATTCAAATGCAAGCTCA TGAACCCTCACCGGATATGT 234

Ai06B12041 Araip.B06 12041 p3 (CTC)5 15 45492950 45492964 GCATCAACCACAACAACCAC GGTGCATCCATTAGCATTACC 191

Ai06B12044 Araip.B06 12044 p2 (TA)6 12 45506288 45506299 GGATACCAATGGTGCCAGAC CCCGAGGGTTTATTGAGGTT 220

Ai06B12046 Araip.B06 12046 p3 (TTC)6 18 45514855 45514872 TTGTCTCACACACGCCTCTC TGAAAAAGAAGAAGAAGAACGCA 184

Ai06B12048 Araip.B06 12048 p3 (TTA)7 21 45526395 45526415 CGGTGGTCATCTTCTCACCT CCACTTTAATTTGGTGGGGA 264

Ai06B12051 Araip.B06 12051 p2 (TA)7 14 45545052 45545065 TTTTCAAGTTCCCTGCTTTCA CATGAAATGCAATGCAAACC 179

Ai06B12052 Araip.B06 12052 p2 (CT)6 12 45548742 45548753 TTGTTTTACATGTGCATTTTTCG TGAGATGAGAGAGGGAGAATTT 280

Ai06B12053 Araip.B06 12053 p3 (TAT)6 18 45549074 45549091 TTCCTTCCACTCACAAAGGG CCTCCCAACACCAAAGGTTA 216

Ai06B12054 Araip.B06 12054 p3 (TTC)6 18 45550133 45550150 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 201

Ai06B12060 Araip.B06 12060 p2 (TA)8 16 45584547 45584562 AATGGTTTACCAACCTCCCC TTTCCTGCTTTCATGAGCTG 266

Ai06B12063 Araip.B06 12063 p2 (TC)15 30 45603410 45603439 TTCCTCATTGTCTCCCAAGC ATGGCCAAAAACTTCACCAC 134

Ai06B12064 Araip.B06 12064 p2 (CT)7 14 45604015 45604028 AGATATGGCCCAACTCCTTG CGACAAAATGGCCAAAAACT 176

Ai06B12065 Araip.B06 12065 p2 (CT)7 14 45604312 45604325 AGATATGGCCCAACTCCTTG CGACAAAATGGCCAAAAACT 176
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Ai06B12066 Araip.B06 12066 c (AG)9a(AG)13 45 45619659 45619703 CTCAGATGAAACTGCAACGG GCCATCTTTCTCCTGTCGAG 185

Ai06B12067 Araip.B06 12067 c (TCA)7c(CAT)10 52 45621486 45621537 TTTCACTCCCTCTTTCAACACA AGCTACACCACGCTGGTTCT 168

Ai06B12071 Araip.B06 12071 p2 (TA)9 18 45626633 45626650 AAGGATCCAAATCCTAGAACAGC TGCACAATAAAATTTGATCACCA 226

Ai06B12074 Araip.B06 12074 p2 (AT)6 12 45630708 45630719 TGGAGAGAATGTATGACCCAAA TTTTATTGGTTTAATCATCTTTGACA 261

Ai06B12075 Araip.B06 12075 p2 (AT)13 26 45632531 45632556 TTGAGAACCCTATTGATCCAAAAT GCCTTTGTAGAGGGAATTGAAA 206

Ai06B12076 Araip.B06 12076 p2 (AT)8 16 45632768 45632783 TTTCAATTCCCTCTACAAAGGC TCCCAAACTTAATGTATGAACGTC 242

Ai06B12077 Araip.B06 12077 p3 (CAT)8 24 45636363 45636386 CTCCATGAGCATTCCATTTG TGTGGGAAGCATATCGTCAA 229

Ai06B12089 Araip.B06 12089 p5 (TAAAT)6 30 45661395 45661424 TTTTTAGTGTAAAGGGCGCA TTTGCATTAGCAAAATTTCTTTTT 252

Ai06B12090 Araip.B06 12090 c (T)10atattttagcgtgttttggcaaatttctaatagtaaaaataaaagcactagaaaat(A)1177 45664828 45664904 TTTAAGTGCATGTTTGGGCA TCTTTTTATTTATCAATTATGTTTGGG 275

Ai06B12093 Araip.B06 12093 p3 (TAA)6 18 45677739 45677756 TTTTTCATTTGCAGAGCCAA AATGTGCAACGCTGAATCTG 214

Ai06B12094 Araip.B06 12094 p2 (CT)8 16 45678170 45678185 GCACAAATCCTCTCCCCATA GCGGAAAAAGGATAGTGCAA 133

Ai06B12095 Araip.B06 12095 p3 (TAA)5 15 45678635 45678649 TTTTTATTAGGTTGTAAGGTGAACAA TTGACTTTTCATGCACTCGG 208

Ai06B12097 Araip.B06 12097 p2 (CG)8 16 45685916 45685931 AATAACACACACACGCACGC CTTTTCAGGAAACGGACGAA 224

Ai06B12098 Araip.B06 12098 p2 (CT)10 20 45688414 45688433 GTTCTCCTCCGATAGGGCTC GGAGAGAGGAGGAGGGAAGA 171

Ai06B12099 Araip.B06 12099 p2 (GA)18 36 45691511 45691546 ACGGGAAGGAAAGAGAGAGG ACAACTCTCCTCGCAGCTCT 193

Ai06B12101 Araip.B06 12101 p3 (TCC)5 15 45693518 45693532 ATCATGCCCCTACTGCTGTC ATATTCGAACGGACCTGTGC 168

Ai06B12102 Araip.B06 12102 p3 (TCC)5 15 45696224 45696238 ATCATGCCCCTACTGCTGTC ATATTCGAACGGACCTGTGC 168

Ai06B12103 Araip.B06 12103 p2 (AT)7 14 45701806 45701819 GCGAGCGAGGGAGTAAAATA CACCCGAGAGCTAGGAGCTA 269

Ai06B12104 Araip.B06 12104 p3 (TCC)5 15 45702068 45702082 TAGCTCCTAGCTCTCGGGTG TGCTTGCGAATGGTTTTGTA 270

Ai06B12105 Araip.B06 12105 c (A)10tatcattctctctcttgtaaattttttttaaaaaaaatatgaattggataacaaattaaatatttttattagtttttttattagttatac(TAA)7121 45707666 45707786 ATCATACGAGTTGCCAAGCC CCCGTACAAAATCCTAACAGG 280

Ai06B12106 Araip.B06 12106 p2 (AT)10 20 45710613 45710632 TGCCATGTGTACTTCAATTCAT GCAACAAAGAGACACACACAAA 280

Ai06B12107 Araip.B06 12107 c (T)10ctttttatatttcatattagtaatgtaattattaaaaaaaatgtatttaaaaaaatattaaaacatcactattt(A)1195 45714938 45715032 ATTTAAACCGCAGTGCCAAC AACTCGAAACCGAGTCATGG 225

Ai06B12108 Araip.B06 12108 p2 (AT)8 16 45715348 45715363 TGACTTCTTAACCGTTTCGATTT TGGCAATCCTATTAGTTGTCGAT 238

Ai06B12110 Araip.B06 12110 p2 (TA)10 20 45717110 45717129 TTTGAAACTTAAAATTGGGGATTT CCTAAACGTTGGGGACAAAA 271

Ai06B12113 Araip.B06 12113 c (A)11cagaggagcctgccgaagatgaggccgttacggctcgcctttaggtgtcctcctcaggatagcatcatttaaagaacgagggtcagcac(A)12112 45737735 45737846 TATGGCTCGCCTTTAGGTGT ACGCTATCTCGAGGAGGACA 246

Ai06B12114 Araip.B06 12114 c (A)10cagaaaaaaaatcgggatgaggttattacggcttgcctttagctgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacg(A)11112 45737950 45738061 TGTCCTCCTCGAGATAGCGT CTAAAGGCGAGCTGTAACGG 211

Ai06B12116 Araip.B06 12116 c (A)19gncgaagatgaggccgttacggctcgcctttaggtgtcctcctcagaatagcatcatttaaagaacgagggtcagcac(A)10107 45738693 45738799 ATTACGGCTCGCCTTTAGGT GTGCTGACCCTCGTTCCTTA 267

Ai06B12120 Araip.B06 12120 c (A)10ccggaggagcctgccaaagatgaggccattacggtacgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcaggacaacgt(A)10115 45739546 45739660 GCCATTACGGCTCGACTTTA CTCATCTTTGGCAAGCTCCT 254

Ai06B12134 Araip.B06 12134 c (A)12ccgggaaaaaaatgg(A)10ccggaggagcctcccgaagatgaagccattatggctcgcctttaggtatcctcctcgggatagcgtcatttaaagaacgagggtaagcacaacgt(A)10142 45748477 45748618 TACGGCTTGCCTTTAGGTGT CGAGCCGTAATAGCCTCATC 257

Ai06B12136 Araip.B06 12136 c (A)13tcggaggagcctgctgaagatgaggccattacggctcgcctttaggggtcctcctcgggatagcatcatttaaagaacgagggtcagcacaacgt(A)13121 45750278 45750398 TGGGGAGAGAGAGAAAGTGG CTTGGTGTTTTCCCTCCAAA 274

Ai06B12141 Araip.B06 12141 c (A)10ctgcaaagaataatcg(A)10ccagaggagcctgccgaagatgaggccattacggttcacctttaggtgtcctcctcaggatagcgtcttttacagaacgagggtcagcacaatgt(A)11142 45752364 45752505 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGACCCGTAAT 245

Ai06B12143 Araip.B06 12143 c (A)10tccagagtagcctgccgaagatgaggccattatggcttgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcccaacgt(A)17123 45753886 45754008 ATAGGTGTCCTCCTCGGGAT TATAGGCGAACCGTAATGGC 233

Ai06B12147 Araip.B06 12147 c (A)11cctgaggatcctgccgaagatgaggccattacggttcgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)11tactgaaaaaaaccag(A)10143 45755224 45755366 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 256

Ai06B12153 Araip.B06 12153 c (A)12tcggaggagcctgccgaagatgagcccattatggctcgcgtttaggtctcctcctcaagatagcgttatttaaaaaacgagggtcagcacaacgtg(A)11119 45766755 45766873 GCGTCATTTAAAGAGCGAGG ACCTAAAGGCGAGCCGTAAT 199
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Ai06B12156 Araip.B06 12156 c (A)10ccggaggagcctttcgaagatgaggccattacggcttgcatttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcaacacaacgt(A)10115 45768135 45768249 GTGTCCTCCTCGGAATAGCA GCCTCATCTTCAACAGGCTC 210

Ai06B12157 Araip.B06 12157 c (A)11tctggac(A)10ccagaggcgcttgtcgaagatgacgccattacggcttgcgtttaggtgtcctcgtcaggatagcgtcatttaaagaacgagggtcaacacaacgt(A)10133 45768352 45768484 ATTACGGCTCGCCTTTAGGT GCCTCATCTTCAACAGGCTC 234

Ai06B12167 Araip.B06 12167 c (A)12ccggaggagcctgccgaagatgtggccattacggctcgcgtttaggtttcctcctcgagatagcgtcatttaaagaacgagggtcagtatagcgt(A)11118 45782663 45782780 TTGTCTTCCTCGGGATAACG ACACCTAAAGGCAAGCCGTA 217

Ai06B12171 Araip.B06 12171 c (A)10tcggaggagcctttcgaagatgaggccattacgacttgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcataacgt(A)10115 45787761 45787875 ACATTTCTTGAGGCCACCTG TGTTAACGGGCTTAGCCAAC 192

Ai06B12179 Araip.B06 12179 c (A)10ccggaggagcttttcgaagatgaggcaattacggctcgcatttaggtgtcttcctcaggatagcgtcatttaaagaacgagggtcagcacaacgt(A)11116 45798101 45798216 TTGCTGTGAATGGTGGTGTT ACATTTCCTCCCATTCCCTC 270

Ai06B12181 Araip.B06 12181 c (A)10gccggaggagcctgccgaagatgaggccattacggcttgcgtttaggtgtcctcctcgggatagcgtcatttaaagaacgaggggcagcacaacgt(A)15121 45798553 45798673 GGGGAACCTGTCAAAGATGA ACCTAAAGGCGAGCCGTAAT 260

Ai06B12193 Araip.B06 12193 c (A)10caaaaaaaatcggaggagcctgtcgaagatgaggccattacggctcgccaaatcctcctcgggatagtgtcatttaaagaacgagggttagcacaacgt(A)11120 45801985 45802104 CCTCGGGATAGCGTCATTTA GGAGGACACCTAAAGGGGAG 227

Ai06B12194 Araip.B06 12194 c (A)10tcgaaggagcttatcgaagatgaggccattacggcttgcgtttaggtgtcctcctcgggatagcggcatttaaagaacgagggtcagcacaacatat(A)10cgg(A)11131 45802224 45802354 TTTACGGCTCCCCTTTAGGT ATGGCCTCATCTTTGACAGG 243

Ai06B12196 Araip.B06 12196 c (A)10cccgggggaacctgtcaaagatgaggccattatggctcacctttaggtgtcttcctcgggatagcgtcatttaaagaacaatggtcagcacaacgt(A)20126 45802955 45803080 AACGAGGGTCAGCACAACTT GAGACCTAAACGTGAGCCGT 216

Ai06B12198 Araip.B06 12198 c (A)10ccggaggagcctgccgaagaagagcccattacggctcgcgtttaggtctcctcctcgagatagcgccatttaaagaacgagggtcagcacaatgt(A)11116 45803638 45803753 GCTTGCGTTTAGGTGTCCTC TTACGTTGTGCTGATCCTCG 277

Ai06B12199 Araip.B06 12199 c (A)11ccggaggagcctttcaaagatgaggccattatggcttgcgtttaggtgtcctcctcgggatagcgtcttttaaagaacgagggtcagtacaacgtt(A)10117 45803862 45803978 CGAGGATCAGCACAACGTAA GAAATGGCCTCATCTTCGAC 189

Ai06B12204 Araip.B06 12204 c (A)10ccggaggagcctgtcgaagatgaggccattacggcttgcgtttaggtgtcctcctcaggatagcatcatttaaagaacgagggtcagcacaacgt(A)10tccgg(A)10130 45808248 45808377 GCTCGCCTTTAGGTGTCATC TCATCTTTGACAGGTTCCCC 230

Ai06B12206 Araip.B06 12206 c (A)10ccagaggaccttgtcgaagatgacgccattacggcttgcgtttaggggtcctcgtcgggatagcatcatttaaagaacgagagtcagcacaacgg(A)10115 45808952 45809066 AGGTGTCCTCCTCGGGATAG ACCTAAAGGCGAGCCGTAAT 240

Ai06B12207 Araip.B06 12207 c (A)14cg(A)10 26 45809530 45809555 GGAGGAGCTTGTCGAAGATG TAAATGACGCTATCCCGAGG 192

Ai06B12209 Araip.B06 12209 c (A)10cttgaggagcctgtcgaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagcataatttatagaacgagggtcagcacaacgt(A)10115 45809904 45810018 TACGGCTTGCGTTTAGGTCT ACGCTATCCAGAGGAGGACA 271

Ai06B12216 Araip.B06 12216 p4 (TTTA)6 24 45870666 45870689 AGCATATGACCCCAGAGTCC CCTGATCACTTTCTCTCTCCTCA 203

Ai06B12219 Araip.B06 12219 p2 (AT)11 22 45909356 45909377 CATGCAATGCAATCTGCTCT CAAAATCCAGTGAGGGTTCAA 271

Ai06B12221 Araip.B06 12221 p2 (TA)7 14 45957204 45957217 AGCAGGACAAAACCCATGAC CCACCGTTGTTTTTGAGACA 201

Ai06B12222 Araip.B06 12222 p4 (TATT)6 24 45963860 45963883 TTGCTCTTGCCTTTTGGTTT TGTGGTGACATTGCTTTTGTT 280

Ai06B12226 Araip.B06 12226 c (CT)11ccttt(TC)6 39 45999527 45999565 TCATGCAAAATGAAAACGAAA TGGAGTTGAATCTGAAGGCA 280

Ai06B12227 Araip.B06 12227 p2 (GA)7 14 46006868 46006881 TGAGGGATAATGACGCAAAA CCTCCCCCTTCTATCTCACC 218

Ai06B12229 Araip.B06 12229 p2 (TG)6 12 46015208 46015219 CACCCGAAATTTTGGAGAGA GCCCAAGCCCAACATATAAA 278

Ai06B12233 Araip.B06 12233 c (A)10gagaagaaacaaacaaagcaagaaaagaaaag(A)1052 46059521 46059572 GGGGACATTGGTTGAGGTAA TATTTTGGGGCATTTTGTCC 252

Ai06B12234 Araip.B06 12234 p2 (TA)7 14 46060082 46060095 GCATTGCCTATCTTCTTGCC TGCAACTAGGGTGTATGCCA 103

Ai06B12235 Araip.B06 12235 p2 (AC)6 12 46073006 46073017 CAGGGTTGTAATGGGGCTAA GAAAAAGTGGGAATTTTGGG 155

Ai06B12237 Araip.B06 12237 p2 (AG)6 12 46104364 46104375 CACTCACAGCACACCACACA TTGACAGCACTTTCTCCACG 227

Ai06B12238 Araip.B06 12238 p2 (AT)8 16 46173145 46173160 TGCCCAATTGGCTAGAGTGT CCATGATGGAGAAAGGGAGA 230

Ai06B12247 Araip.B06 12247 p2 (AT)11 22 46278204 46278225 TCACATCATCCAATCACAACTTC GGGGAGGATTCGTCATTTTT 237

Ai06B12248 Araip.B06 12248 p2 (TA)17 34 46312278 46312311 GGATGATGTGATGATTGCACC CCCACAATGTATAAATCATGCAA 268

Ai06B12250 Araip.B06 12250 p2 (TA)6 12 46320150 46320161 AAAGTGTGGGGAGGTCACTG AACAATCCCGAAACACTTTTCT 241

Ai06B12251 Araip.B06 12251 c (A)10ttttgcaacaaaagggaacaaagggtcccaaagtttaaggtttcataaattcaatgaatatgtgtggtaat(A)1495 46320913 46321007 TTGGGAAGTTGGGAACATTG CACTTTTCACACACTCATGCAC 250

Ai06B12256 Araip.B06 12256 p2 (TG)7 14 46397318 46397331 ACGGCGACGATGACTCTAAT CTTTCCTCAGCCTCTGAACG 221

Ai06B12257 Araip.B06 12257 p3 (AGA)5 15 46400615 46400629 CTTCCCCCTTGGAGACATTT GCTAAGGATACGAGCCTCCC 117

Ai06B12259 Araip.B06 12259 c (A)10gaaaagaaaaaaatagcg(A)1038 46413557 46413594 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B12263 Araip.B06 12263 p2 (AT)9 18 46450438 46450455 TTTTCCCCTCATCGTTTATTG GCACCCCATAATCGTACCAA 268

Ai06B12266 Araip.B06 12266 p2 (AT)7 14 46458499 46458512 GCGACCTGCATTTGAAAAAC ATAGGTTGGCGAAGGTTGTG 270

Ai06B12272 Araip.B06 12272 p2 (AG)6 12 46547547 46547558 ATGGAGGTGTGTGTTGGGTT ATTCAAACCATTTCCCTCCC 147

Ai06B12273 Araip.B06 12273 p2 (CT)7 14 46549145 46549158 GGTTCATAAACCAATTTGGCA GGGGGAATCCATCCATCTAT 265

Ai06B12274 Araip.B06 12274 p2 (AG)6 12 46559832 46559843 TTCCTTCATCGAAAGGGATG AACACCAAGATTGGCACTCC 275

Ai06B12279 Araip.B06 12279 p2 (CT)6 12 46576712 46576723 TATTCAAACCTCGGGTCGTC CGTACACGTGACAAAGCCAC 224

Ai06B12280 Araip.B06 12280 p2 (AG)6 12 46580891 46580902 TTACAGTGACGGGGCTTCTC GGTGTCATGTTGTGTGCTCC 208

Ai06B12281 Araip.B06 12281 p2 (AC)6 12 46587680 46587691 AGCAAGGAAGCGTGAGTTGT GCTTGATTTTTGCTTGAATGC 274

Ai06B12285 Araip.B06 12285 p3 (GAA)5 15 46613429 46613443 AAAAAGTGTGGCTGAATGGG CCATCCACTCTTCCCCATAA 276

Ai06B12288 Araip.B06 12288 p2 (TA)7 14 46631182 46631195 GGCATAAGCTATTCACATCATCC GTGGGGGAGGTTCCACTATT 274

Ai06B12289 Araip.B06 12289 p3 (GAT)5 15 46631451 46631465 AATAGTGGAACCTCCCCCAC CACAGCTAAGGAGCCCAGAG 250

Ai06B12295 Araip.B06 12295 p3 (TTC)5 15 46674834 46674848 ACACAACCCTCTCTTCCCCT CGGTCTTGGGTGCTATCAAT 180

Ai06B12297 Araip.B06 12297 c (GA)10aaaaaagaaaggggg(GA)749 46681012 46681060 GAGAGGGAGAGGAGGGAGTG AAAACCAGTTTTTATGGTTCAGTTT 272

Ai06B12299 Araip.B06 12299 p2 (AG)6 12 46704101 46704112 TGAACCTGTAATCGTAGAAGCAA TTTTGACCCATTTTTCAGCC 198

Ai06B12302 Araip.B06 12302 p2 (AG)9 18 46710490 46710507 TGAACCTGTAATCGTAGAAGCAA TTTTTGGGCTGTTTTTGACC 215

Ai06B12304 Araip.B06 12304 p2 (CT)7 14 46735701 46735714 GCCCTGGCATCAGTTTCTTA CAGAGATGTGGGATGAAGAGAA 280

Ai06B12307 Araip.B06 12307 p2 (CT)6 12 46764703 46764714 GGCGCACAGTTTTTCCTAAT GGAAAGAGGGTGGAAGAAAA 170

Ai06B12308 Araip.B06 12308 p2 (GC)6 12 46778903 46778914 TTTGATGAAGGATGGGAAGG TCTTTGGCCCAGAAAGCTAA 123

Ai06B12310 Araip.B06 12310 c (A)10tgcaattgacaccaaacttaaaatatgaaactaaactcaaatagaaaaactcaattatcagtttataaaattttcgaaaaatttaaaaag(A)10110 46799876 46799985 GAAAGAACAATGAACACAAATTCAA TCGAGTTTGGACAACTGACG 278

Ai06B12313 Araip.B06 12313 c (CT)6aattttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattatttttatttttatttttagattaaaaaaattttcg(A)10113 46815988 46816100 ATGAGAAGCCTGGCTAGCTG ATAAGATGGGAGAGGGGGAA 268

Ai06B12314 Araip.B06 12314 p3 (ATT)5 15 46816337 46816351 TCACATTCTTTGTCTCCCCC CAGGTTCTGGATCTGCTTCC 163

Ai06B12316 Araip.B06 12316 c (TA)16tctgtgtgtgta(TG)1370 46854574 46854643 GGAGAGCTCATATTCGCAGG TCACAATCAAAAACTAAGATGCAAA 218

Ai06B12318 Araip.B06 12318 c (T)16ctctc(T)20 41 46857111 46857151 GCCTTTTGGTTTAAAGGGCT GAATGCTTGAACGGTGCATA 264

Ai06B12321 Araip.B06 12321 p2 (GA)7 14 46913132 46913145 GCTTTCCGTCAAGTCTGTCC CTCCGATGGTAGCAGGATGT 252

Ai06B12323 Araip.B06 12323 p3 (TTC)6 18 46924678 46924695 ATATAACCCCCTAGCCACGC GGGCTAACAAGGGTGATGTG 255

Ai06B12325 Araip.B06 12325 p3 (TCT)5 15 46925751 46925765 AAAACATAACCCCTCCAGCC AGAAGAAAGAAGGGGAGGGA 194

Ai06B12328 Araip.B06 12328 p3 (TGC)5 15 46941096 46941110 GCTGCTCCATTCCTCTGTTC CGAAATCCACAAAATTAAGCG 243

Ai06B12332 Araip.B06 12332 p3 (ATT)5 15 46987383 46987397 TTTAGCTGCTTAGGCCAGGA AAAAAGCAAAAGCTTGCGAA 190

Ai06B12333 Araip.B06 12333 p3 (GAA)5 15 46994883 46994897 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 150

Ai06B12334 Araip.B06 12334 p3 (TAA)13 39 46997512 46997550 GTTCTTGTCCTTGCTCCTGC TCTGCTCTCCTCACCCTTGT 213

Ai06B12338 Araip.B06 12338 p2 (TA)6 12 47035656 47035667 TTGCGAATGTTTCATCGTGT TTTTCCCTCTCATGGCTTTG 279

Ai06B12341 Araip.B06 12341 p3 (TGA)5 15 47057123 47057137 CTACCCGAGCTGACTATGCC GAAGGTACGGAAGGAGGGTC 205

Ai06B12344 Araip.B06 12344 c* (A)10(AT)7* 23 47086645 47086667 ATGCCTGATCCTTTGATTGG CATGAAGAACACCATGAATGC 279

Ai06B12346 Araip.B06 12346 p2 (CT)9 18 47087714 47087731 TTGATTTTCAAATTTGTTTCAACT AAATAGAATAAGATGAGAGAGGGAAAA 274
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Ai06B12347 Araip.B06 12347 p3 (TAT)6 18 47088040 47088057 CTCTCCATCACTCCCCAAAA TATGACAAAGAAGGGGGCAC 153

Ai06B12348 Araip.B06 12348 p3 (TTC)5 15 47090709 47090723 ACACAACCCCTTCTCCCTCT TCCTCAATGGGAATGTCTCC 206

Ai06B12353 Araip.B06 12353 p2 (GT)6 12 47115060 47115071 TTGGTTGCCCTTACCCTACA AGGAAGCGTGAATTGTTGGA 228

Ai06B12354 Araip.B06 12354 p2 (AT)7 14 47134231 47134244 TGCCTTTGGCATAAATTCAA TCAAATTTCCTCAAGTTTTGATTC 279

Ai06B12357 Araip.B06 12357 p5 (AAAAG)6 30 47162730 47162759 TTAGGAAAAGGCGAGGGAAT GTTCTTTGCTCTCCTGTGGC 224

Ai06B12359 Araip.B06 12359 c (T)10attttttttctttttatttttctccattttctttttttttcgcatgcataatttttttttcttttgcaacatgctttttc(T)13103 47173025 47173127 CCTTTTATCCTTGCCTTTTGG TTGAAGCAAGAAAAAGCAGC 166

Ai06B12360 Araip.B06 12360 p2 (TA)6 12 47221177 47221188 CGAAATGCCCTTGTCATTCT TACTCATGCATCCACTCCCA 180

Ai06B12364 Araip.B06 12364 p2 (AG)7 14 47228070 47228083 GGGAGGGACGTAGAACAACA CATGAATGGTTCGTAACTGGAA 227

Ai06B12365 Araip.B06 12365 p2 (TA)6 12 47235472 47235483 GGGTTCAATAGCTCATCACCA AATGGTGGAATCTCATGCAA 264

Ai06B12371 Araip.B06 12371 p2 (CT)6 12 47268153 47268164 TCTTGTGATTTCTTGTGAATCAA GAAATTTTGAAAAAGAGGGAAGA 268

Ai06B12374 Araip.B06 12374 p2 (CT)6 12 47315380 47315391 AAAAGGAACATTGAACCTGGAA TTTCTGGGCTGTTTCTGACC 240

Ai06B12375 Araip.B06 12375 p2 (CT)7 14 47320831 47320844 AAAAGGAACATTGAACCTGGAA GGGGAGTCCATCCATTCATA 200

Ai06B12376 Araip.B06 12376 p2 (CA)6 12 47332392 47332403 ACCAAGGAATGAAGGGGAAG CCTCAAATTGCATTGAAAGAA 277

Ai06B12377 Araip.B06 12377 p2 (TC)8 16 47336066 47336081 AATAGCAACTCCAACCACCG GCAGGGGAGAGGTGTGAATA 270

Ai06B12379 Araip.B06 12379 p2 (TG)7 14 47340393 47340406 GTCTCCTGGAGCGACAAATC CACCATACCCCCTTCTTCCT 222

Ai06B12380 Araip.B06 12380 c (T)13gtggaatttgcttgaattcatactcttgtgaatcatg(T)1262 47345706 47345767 TATCTAAAGGGCACCACCCC CCACACCAATAGGCTCAAAA 137

Ai06B12381 Araip.B06 12381 p2 (CA)6 12 47347518 47347529 AAGGAATGAAGGGAAGGCAT CCTCAAATTGCATTGAAAGAA 274

Ai06B12383 Araip.B06 12383 p4 (TTTA)6 24 47376029 47376052 CCAATGGAGGGTATGCAGAT CCTAACCAATTTCTCTCTCCTCA 248

Ai06B12388 Araip.B06 12388 p5 (ATAAA)5 25 47432435 47432459 TGTCCATGACAGAGAAAAGGG TCTTTTCCAAAATAATCCTCAATCA 246

Ai06B12389 Araip.B06 12389 p3 (AGA)5 15 47444865 47444879 TGATTTTGAAGATATGATTGGAAAGA TTAACGCCAGGATGACACAA 206

Ai06B12395 Araip.B06 12395 p3 (AAG)6 18 47471787 47471804 CAACGCAAAATTTGGAACAA AGAGAGACAGCGCGAGAGAG 258

Ai06B12400 Araip.B06 12400 p3 (TTG)5 15 47524367 47524381 CCAATGTGATGAGTTGTGGC AATCCAACAAATCCACCAGC 172

Ai06B12401 Araip.B06 12401 p4 (ATCT)6 24 47537253 47537276 TCATTTCACATGCTCCCAAA ATTGCAGGTCTGTGGTTGGT 210

Ai06B12403 Araip.B06 12403 p2 (AG)8 16 47546019 47546034 GGGAAGCTCATTGGGTGATA TTGCTTTCATTCCCAATTCC 247

Ai06B12404 Araip.B06 12404 c (T)10cttatttttttc(T)1032 47548483 47548514 CAACCACATATGCATCCCTT GTGGGAGAAATTTGTGGGAA 230

Ai06B12405 Araip.B06 12405 c (TATG)5tatatatgtata(TATG)552 47549153 47549204 ATCAATGGAGTGCCCAAAAA TTTGAAATTGCATCCATCACA 141

Ai06B12409 Araip.B06 12409 c (TA)8ttagttgcttaatgcaacccagagcctctgtagggacactaagttacctacagccattttccgcttccctagagttgagcagag(TA)6112 47581199 47581310 CCTATACTTGGGACAGGCGA CAGCCTCTGCTTACTGCAAA 263

Ai06B12412 Araip.B06 12412 p3 (CAG)5 15 47590192 47590206 GATGACGACGACAAGGAGGT TGGTAAGGATGCTGTTGCTG 168

Ai06B12413 Araip.B06 12413 p2 (TA)10 20 47590788 47590807 TTCAGCAGTAGCATCGAGGA TCCAATCACAATCAAAGCCA 267

Ai06B12414 Araip.B06 12414 p5 (AAGAT)6 30 47591095 47591124 AGAGGAACACGACCCACATC CCTGGGTGCTCCAGTGTATT 174

Ai06B12416 Araip.B06 12416 p2 (AG)6 12 47609907 47609918 GGAGTTCGGATTTTTGGTGA TTTCTTATCTTTTTCAAAACTCCCT 275

Ai06B12417 Araip.B06 12417 p2 (CT)8 16 47629242 47629257 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 280

Ai06B12418 Araip.B06 12418 p2 (TC)6 12 47629411 47629422 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 216

Ai06B12420 Araip.B06 12420 p3 (GAG)5 15 47637398 47637412 CGGTGGAGTGGCTCCTATAA CCCCTTTCGCAGTCAAACTA 222
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Ai06B12423 Araip.B06 12423 p2 (AG)8 16 47641733 47641748 GGCCAAGTGGGGTTTTAAGT AAACATTTCCCTCCCAAACC 127

Ai06B12424 Araip.B06 12424 p3 (TTC)5 15 47663772 47663786 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai06B12428 Araip.B06 12428 p2 (AG)6 12 47674693 47674704 GAGCTTTTTCCCACACCAAA TCCCCAAAACCCATCATAAA 280

Ai06B12434 Araip.B06 12434 p3 (TCA)5 15 47724814 47724828 CCTTTTGGAGATTGCTTGCT TTGATGCATGAAACCCATTG 254

Ai06B12435 Araip.B06 12435 p2 (AG)7 14 47733680 47733693 CGTTGCAATAGCGGTGTAGA GCTGCAACTCTGATGGTTGA 175

Ai06B12438 Araip.B06 12438 p2 (AC)7 14 47787997 47788010 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 233

Ai06B12439 Araip.B06 12439 p2 (AG)6 12 47808696 47808707 TCGAATTTGGGTGAGATGAA TTTCTTATCTTTTTCAAAACCACC 270

Ai06B12443 Araip.B06 12443 c (T)10gaaaacaaaggagaaaatttttttttgaaagatttttttgaaaaaaaaa(T)1069 47810075 47810143 GGAAGCCTCAGTCCAAATGA TCGAGTTTGGACAACTGACG 275

Ai06B12445 Araip.B06 12445 p2 (CT)6 12 47825471 47825482 TGTTGCTTATCTTTTTCAAAACTACC GGGTTCAAATTTGGGTGAGA 248

Ai06B12447 Araip.B06 12447 p2 (CT)7 14 47842397 47842410 CCCTTCCCCTTCTACCTCAC AAATTGGAAAAAGTCACAAGCA 246

Ai06B12448 Araip.B06 12448 p3 (ATT)5 15 47842625 47842639 TCACTCTCTCTCTCTCTCCTCCA ATGCAAGCAATCCCCTAAAA 266

Ai06B12451 Araip.B06 12451 p3 (TCT)6 18 47857024 47857041 TCAACATCTCTCTCCCACCC CCTTGCTGGAAGCTTTTGTC 237

Ai06B12454 Araip.B06 12454 c (T)10ct(TA)6 24 47894081 47894104 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAAATTGGG 155

Ai06B12458 Araip.B06 12458 c (A)10tttttcaaaaatctttc(A)1239 47937661 47937699 ATTGTTCGAGCCTGGACATC AGGCTTCAACATGCTTCCTG 278

Ai06B12460 Araip.B06 12460 p2 (AT)7 14 47950730 47950743 CAAAATTTGATTGGCTTTTTACTTG CAAACTTTTATTTGTAAGCGCCA 237

Ai06B12465 Araip.B06 12465 c (A)10tttcaaaaaaatctttc(A)1239 47980565 47980603 TCGAGTTTGGACAACTGACG TGGAAGCCTTAGTCCAAATGA 267

Ai06B12467 Araip.B06 12467 p2 (AG)18 36 47991592 47991627 TCGAAGGGAGGAGAGTGAGA TGACTAGCCCTAGCAGCGAT 265

Ai06B12468 Araip.B06 12468 p4 (ATTT)5 20 48007816 48007835 GTGGGAGATGGGAGATCAGA GCTGCAGAAAATGGCAAGA 271

Ai06B12469 Araip.B06 12469 p2 (AT)6 12 48009008 48009019 TAATGGTCAGTCTTTGGGGC ACTGGAGCATAGACAAGCCG 263

Ai06B12471 Araip.B06 12471 c (AT)7(AG)10c(GA)647 48011551 48011597 TATGCAGTCAGGACCAGCAG TCCTGTTCTTCGTGTTTCCC 233

Ai06B12472 Araip.B06 12472 p2 (TA)11 22 48015056 48015077 CGGCTAGGTCCGTACATGAT CGTGAAACGTTCACACGAAG 116

Ai06B12473 Araip.B06 12473 c (A)11caaagcttgcag(A)11gagagaaaaaaaaataggcgaag(A)1067 48018516 48018582 AGACGACGTAAAATGGCGTT TGGCTTTTTCTGCTTGCTTT 250

Ai06B12474 Araip.B06 12474 p2 (CT)6 12 48045430 48045441 TTCCTATCTTTTCAAAATTTGTTTCA GAAAAAGGGGGAGATATTTTCG 121

Ai06B12475 Araip.B06 12475 p2 (AG)6 12 48053077 48053088 CATTGGAGTGTGGACTCCCT TTCTTTTATTTTTCTTTCTTCTTTTCG 265

Ai06B12477 Araip.B06 12477 c (T)10catttgcaacatgc(T)1034 48059980 48060013 CCCTCCTTTTCCTGCATTTT TGTGTTGGCATTGCTTTTGT 280

Ai06B12479 Araip.B06 12479 p2 (GA)6 12 48071697 48071708 GGAGGGAAGAAGAAAAGAAAAA TAGCACAAAACGAGTCACGC 277

Ai06B12480 Araip.B06 12480 p2 (AT)6 12 48075907 48075918 AGTGGTGGAATCTCATGCAA GGTTCAACAGCTCATCACCA 254

Ai06B12481 Araip.B06 12481 p2 (AG)6 12 48084896 48084907 TGACCTTCGAATCCGATCAT CGCCAATTTTCACTTTCCAT 261

Ai06B12482 Araip.B06 12482 p2 (AG)7 14 48090162 48090175 GAAGCAATGGCAACACAAAT GCCAATTTTCACTTTCCATGA 280

Ai06B12486 Araip.B06 12486 p2 (AC)7 14 48121272 48121285 ATGCACCCAATTCCCAAATA AGGCCATCATTGCATTTAGC 265

Ai06B12487 Araip.B06 12487 c (AT)7ac(AT)28 72 48121642 48121713 AGGCTCAAAACTCACAAGGTT CATTCTTAATTGGGCACCCC 186

Ai06B12488 Araip.B06 12488 p2 (AC)6 12 48124331 48124342 ATGTCCCAAGTTTCCCACAC AGGCCATCATTGCATTTAGC 211

Ai06B12489 Araip.B06 12489 p2 (CT)6 12 48144660 48144671 GGAACATTGAACCTGGATTGA GATTTCTGGGCTGTTTCTGG 227

Ai06B12492 Araip.B06 12492 p2 (TA)9 18 48156888 48156905 TTGCATCCATGTGGTGAACT TCAACAACTAAGATGCAAAGCA 193
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Ai06B12494 Araip.B06 12494 p3 (AAG)5 15 48165127 48165141 CAAGACATCCCCCTTGAAGA GGTTGACTAAGGCGGACAAA 217

Ai06B12495 Araip.B06 12495 c (T)11gcctatttttttttctgcaagctttgttctttgctgctttttcttgcttcaagaatca(T)1079 48166844 48166922 TGGCTTTTTCTGCTTGCTTT TTGATGTGGTGACAATGCTTC 262

Ai06B12496 Araip.B06 12496 p3 (TAA)9 27 48170064 48170090 TTCTTGTCCTTGCTCCTGCT TTCTTCCACTCACACAGGGA 273

Ai06B12497 Araip.B06 12497 p2 (AG)7 14 48170401 48170414 TTTTTGCAAAGAGGCTGAGAA TGTGTGCTCTCTGTTCTTCCTC 256

Ai06B12500 Araip.B06 12500 p2 (AT)7 14 48177386 48177399 AAAAGCATAATCACATCCCAAA CAGTGGGGATGATATGGGTC 214

Ai06B12503 Araip.B06 12503 c (T)15gtactaataaaattgaaagaa(T)1147 48192245 48192291 TTCCAAATGCAATCAAAAGAG TACGGGTAAGGAGGCATTTG 182

Ai06B12507 Araip.B06 12507 p2 (GC)6 12 48231630 48231641 AGTTATGCCCACTTCATGCC TGAGGTGTTTCGCAACTGAC 242

Ai06B12508 Araip.B06 12508 p2 (GC)6 12 48231952 48231963 AGGTTTGCTGATGTTGCTCC CAGATTTGTTCGCTCTACTTTCA 239

Ai06B12509 Araip.B06 12509 p2 (AT)6 12 48240486 48240497 TTTTCAATCAATTGGGGTGC GCGTTTTTGGGTGACAAGTT 159

Ai06B12511 Araip.B06 12511 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttcttttaattaactaattaattttatttttaattt(A)1194 48245858 48245951 TTCCTAACTTCTCACCTTTTCAA AGATGGGGGAGGGATAATTT 280

Ai06B12512 Araip.B06 12512 p3 (TAT)5 15 48246195 48246209 TTCGAAAATTATCCCTCCCC ACAAAGAAGAAGGCGCAGAA 209

Ai06B12514 Araip.B06 12514 p4 (AACT)5 20 48255406 48255425 GCAACTTAATTTCGTTTTGCAC TTCTTGCTGTATTGCTTACGACA 248

Ai06B12517 Araip.B06 12517 p3 (GCG)5 15 48264124 48264138 TGGTTGAGAAGAGTCGAGGG CAACCTCACATCTAAGCGCA 206

Ai06B12520 Araip.B06 12520 p2 (TC)10 20 48306244 48306263 CGAAAATCACTAACCACTTTTTCA CGAACACAAAGAAGGAGAGAGG 261

Ai06B12521 Araip.B06 12521 p2 (AC)8 16 48326607 48326622 ATGGGGCTAAGGTAAGGGTG GGGGACAAAATTACCCCAAT 242

Ai06B12522 Araip.B06 12522 c (TC)6(TA)6 24 48326785 48326808 TTGGGGTAATTTTGTCCCCT CAGTGAAACTGGCCAAGATG 140

Ai06B12525 Araip.B06 12525 p2 (TC)13 26 48350273 48350298 CAAAAATCACTAACCACTTTTTCAA CGAACACAAAGAAGGAAAGAGG 263

Ai06B12526 Araip.B06 12526 p3 (AGA)5 15 48359678 48359692 TTGGTCAAGCATGAAGCAAG CCTTGGTTAGCCTGGTGTGT 204

Ai06B12527 Araip.B06 12527 c (TC)7(TA)8 30 48364351 48364380 TTGGGGTAATTTTGTCCCCT TTGGGAATTTAGGTGCTATTCA 133

Ai06B12528 Araip.B06 12528 p2 (CA)6 12 48367477 48367488 CGTACACGTGACCTTGGTTG GAGGCACAATTCACCCTACG 175

Ai06B12529 Araip.B06 12529 p3 (AAT)5 15 48368847 48368861 TATTTTCGGCTGCCATATCC CCCCTCTTTTCTTCCACTCA 249

Ai06B12530 Araip.B06 12530 p3 (ATT)5 15 48388286 48388300 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai06B12536 Araip.B06 12536 p3 (AGA)5 15 48443222 48443236 ATTTCCCTTGCCTTTTGGTT ATTCCCACCCACCACTCATA 266

Ai06B12537 Araip.B06 12537 p3 (ATT)5 15 48449432 48449446 CGAAAACCAAAGGGAAATCA TGCCCAATTGGCTAGAGTGT 159

Ai06B12539 Araip.B06 12539 p3 (TAT)5 15 48453516 48453530 TTCATGAAAAATTGACACCTCA ACCATACAGCATAGCCGGTC 207

Ai06B12540 Araip.B06 12540 p3 (TCT)6 18 48454905 48454922 TCAACATCTCTTTCCCACCC GGAGGTCAGAATCCAACAGC 278

Ai06B12541 Araip.B06 12541 p3 (AGA)5 15 48456664 48456678 ATTGTTCGAGCCTGGACATC CACACATCCCTCCATCTCCT 146

Ai06B12542 Araip.B06 12542 p3 (AAT)6 18 48460040 48460057 TGTTTCTGCTATGCCTTTTCA CTGTGCCCATTGGATCTTCT 107

Ai06B12543 Araip.B06 12543 p2 (AG)6 12 48460384 48460395 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai06B12544 Araip.B06 12544 c (A)10gagaaaaaaaaattggc(A)1037 48462565 48462601 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 146

Ai06B12546 Araip.B06 12546 p3 (TTC)9 27 48489327 48489353 TTGCTCTTCAATCCTTGGCT GAAGAGGGAAAGCATGCAAA 265

Ai06B12547 Araip.B06 12547 p2 (AT)6 12 48494059 48494070 AAGCCATGAACCACAAATGA TTGGTCTTGGATTTTGCTTTC 216

Ai06B12549 Araip.B06 12549 p2 (GC)6 12 48503361 48503372 GGAAGGTGGGTTTATTCGGT GGGATGGATGGAAACTTGTG 269

Ai06B12550 Araip.B06 12550 p2 (GT)6 12 48508177 48508188 CGGATTCTCTTTTCCGTCTG TGTGCCACATGGATTTTCAA 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B12554 Araip.B06 12554 p2 (TG)6 12 48522544 48522555 TCCCAAGGACTAGTGCCAAT CTAGCTCATCCCAAGCCAAG 234

Ai06B12555 Araip.B06 12555 p2 (TC)6 12 48524518 48524529 AGGGAGCTCGCATATTTTCA GGGGAGCAATGGTACCTTAAA 280

Ai06B12557 Araip.B06 12557 p2 (TC)6 12 48533390 48533401 CGCATATTTTCACCTTTCAATG CCTTAGATGGGGAGCAATTGTA 280

Ai06B12558 Araip.B06 12558 p2 (TA)6 12 48542490 48542501 TCAACTTTCATGATTATTTCGTTCTC TCCTTGATCATATGGTTAGAATCG 213

Ai06B12560 Araip.B06 12560 p3 (CAT)7 21 48543305 48543325 AAATTCAACGAATCAGCAATCA TCCATTATCATGCGCTTTCA 260

Ai06B12565 Araip.B06 12565 c (TTC)11ttttttgcaagatcaaaattttc(T)1167 48560315 48560381 CGGTTCCAACACATCAATTT TGGGAAACATTGGTGATGAA 279

Ai06B12568 Araip.B06 12568 p3 (GAA)5 15 48597070 48597084 ACTCGGAGGTGGAAGCTTTT CCTCTCTTCCCTTTCTTGGC 223

Ai06B12569 Araip.B06 12569 p2 (AG)8 16 48600479 48600494 TGAAAAAGAGGGAAGATATTTTGG TTGATTTTCAAATTTGTTTCAACT 123

Ai06B12570 Araip.B06 12570 p2 (TA)6 12 48601526 48601537 CATGAAGAACACCATGAATGC TGACCCTTTGATTGGAGCTT 271

Ai06B12571 Araip.B06 12571 p3 (TTC)5 15 48604935 48604949 ACACAACCCCTTCTCCCTCT TTGTCTCCCCTTTCCCTTTT 181

Ai06B12572 Araip.B06 12572 p3 (CAA)5 15 48608978 48608992 ATCATTCCCACAGAACCGAG CCCGCCTTACCACAAGAATA 219

Ai06B12574 Araip.B06 12574 p3 (TTC)5 15 48631389 48631403 CTTCTCTTCTTGGCCGACAC TTTGTGACTTGTTTCTGGCG 276

Ai06B12576 Araip.B06 12576 c (A)12tttttaaaaatttttcaaaaattcctcctttgttttcg(A)1060 48649791 48649850 GCCACTGTAGCTTGCTCGTT TTTTTGGGTGCATGTTTTCA 267

Ai06B12577 Araip.B06 12577 c (T)10gtttcttaactttttcaaaactacctaactaa(CT)654 48650630 48650683 TCTTGTGAATCAAGTCATTAATTGTG GCACCAAGAAACTTGGCAGT 280

Ai06B12579 Araip.B06 12579 p2 (AT)6 12 48661124 48661135 TGGGAAATTCTCAACCTTGG ATGCCTCATGCACACAGTTT 251

Ai06B12583 Araip.B06 12583 p2 (TA)13 26 48689048 48689073 CCATGCAAAAATGCAGAATG GGAGGACCGTGAAATGCTTA 228

Ai06B12586 Araip.B06 12586 p3 (CTA)5 15 48708049 48708063 AATTGGCAGAGAGGCAAAGA AGCAGAGGCTGCACTAGGAG 262

Ai06B12587 Araip.B06 12587 p3 (GAA)5 15 48710907 48710921 GGGACTTAATTTCAAAGATTAAAGAGA TAAATCCCCCTGTCTTCGTG 271

Ai06B12588 Araip.B06 12588 p2 (GA)8 16 48713552 48713567 AGAAGGGGTTCGAATTTGGT TTTCGAAAATATCTTCCCCC 244

Ai06B12592 Araip.B06 12592 p4 (AATA)7 28 48753082 48753109 GAAAAGTTGGGAACATTGGG TTCACTTTGGGGCATTTTGT 233

Ai06B12599 Araip.B06 12599 c (A)10ttg(A)10 23 48796272 48796294 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 256

Ai06B12600 Araip.B06 12600 p3 (TAC)5 15 48824356 48824370 GCAACGATGCAGGGAATTTA ATTAAGGAGGCTCGGGTAGC 266

Ai06B12603 Araip.B06 12603 p2 (TA)6 12 48851562 48851573 CCTTGAGTTGCGACTAGGGT CAAACATCTCTTGGGTTGCAT 169

Ai06B12605 Araip.B06 12605 c (A)12ttttcaaaaatctttcaaaaaa(T)1044 48857433 48857476 CACCAAGTTTTTGGAGCCAT ACATGGTTTTACAGCCAGCC 276

Ai06B12606 Araip.B06 12606 p3 (TTC)5 15 48862148 48862162 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 270

Ai06B12617 Araip.B06 12617 c (A)10tcc(A)10 23 48930028 48930050 TTGGTGGATTTGGAGATGGT TGATCACACTTTAAAACACAACGA 202

Ai06B12619 Araip.B06 12619 c (A)10ttcagatttttttaaaatttaaaatcttttccaaatcatatctttttcaaaacttcctaaccactttctctctcctca(T)10cgaaaatcttcacctatttttatttattttattttaatttattttattttcgaaataat(TAAA)6181 48947586 48947766 TCTCTCTATTTTTAAAACAAATTTTCG CCATGATGGAGAAAGGGAGA 261

Ai06B12620 Araip.B06 12620 p4 (ATAA)6 24 48956402 48956425 AATTCCGCACCAAGTTTTTG TCAAAAATTAACAGGAAAAATAAGCA 255

Ai06B12622 Araip.B06 12622 p2 (AC)6 12 48963552 48963563 GCAAACATCATGAGGCCTTT ACAAAATTACCCCAATGCCA 268

Ai06B12624 Araip.B06 12624 p2 (TA)6 12 48964140 48964151 ATCGTCCATTGACCAGCATT TTTGTTACATTTTGCACTTTGGA 238

Ai06B12625 Araip.B06 12625 p2 (TA)13 26 48968480 48968505 GTTGTCTCCCACCCAACACT TGAGTTCAAGCACAAGCCAC 260

Ai06B12627 Araip.B06 12627 p3 (GAA)5 15 48978407 48978421 CGGTCTTAGGTGCCATCAAT TCCCCCTTCTTCTCCATCTT 142

Ai06B12631 Araip.B06 12631 p4 (TAAC)5 20 49052172 49052191 GGCAATAAGAGGCAGCAATG TCATCCAACACTTCCAACCA 175

Ai06B12635 Araip.B06 12635 p2 (GC)6 12 49073455 49073466 ACAAGTTGGAATTGGGCTTG AGAATTGGGAATGCATCGAC 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B12636 Araip.B06 12636 c (T)10ctttcttttctatatattttctttttcttct(TA)8(T)1067 49074476 49074542 CACCTTGGAGCTTTTTGTCC TTGATTTTGGGAGAGTTGGG 270

Ai06B12637 Araip.B06 12637 c (T)13caaaatgattttcg(A)1037 49079309 49079345 TATTAAGCCATGCCTGACCC TGAGTATGCAATTGACACCAAA 240

Ai06B12639 Araip.B06 12639 p2 (CT)6 12 49083115 49083126 TTTTTGTTTGCTTCTTATCTTTTTCA GGGTTCAAATTTGGTGAGTGA 257

Ai06B12642 Araip.B06 12642 p3 (AAT)7 21 49121382 49121402 CGGGAATTGTTTGTGTTTGG CCAATGGAGGGTATGCATGT 248

Ai06B12644 Araip.B06 12644 c (A)10ttttaataactaaataaaaacaaataacctcttaatatatgaaaaagcaaaaataaaaacaaaaataaaaacaaataaacaagcaaaaat(A)10110 49134533 49134642 TCAAATCCTTGTGGCTCCTC GGGAATTACAAACGTGTGCC 264

Ai06B12646 Araip.B06 12646 c (T)12gaaaac(T)13 31 49139178 49139208 GCCAGCCAAGCTTTAGCATA CCCAAACTGGCACAAAAACT 258

Ai06B12648 Araip.B06 12648 p2 (TA)6 12 49148923 49148934 AGTGGCGTTCAAATTTTCGT CGGCTATTTTATTGCCGCTA 239

Ai06B12651 Araip.B06 12651 p4 (ATGT)5 20 49164749 49164768 GGTGTTGGACGAGTTTGGTT CGGCCCAATTTCAACACTAA 275

Ai06B12652 Araip.B06 12652 p2 (CT)7 14 49168321 49168334 TAATCTTCGTCACTCGCCCT GCATAAGTCCGCTGAAAAGG 200

Ai06B12653 Araip.B06 12653 p3 (AAT)6 18 49176836 49176853 TTGAGGTTAGTACCAGGACAGGA TGAGTCTTGCAGAGAGCTTACC 249

Ai06B12654 Araip.B06 12654 p4 (AAAT)5 20 49186574 49186593 GCTTATTCGGTCAAGCAACC AGCGCATTGTGTATTGGTCA 276

Ai06B12655 Araip.B06 12655 p5 (TCTTC)5 25 49188956 49188980 GCGAACTACTCCGGCACTAC TGCGATGCAAAGAGAAGAGA 112

Ai06B12658 Araip.B06 12658 c (CT)6cattttcgaaaatatcttccccctttttcaaaatttcttttttattaactaattatttttatttttaaattt(A)1296 49217810 49217905 TCTTTGTTTGTTTCTTAACTTTTTCAA TGGGGGAGGTATAATTTTCG 223

Ai06B12659 Araip.B06 12659 p3 (GAA)6 18 49235157 49235174 CGGTCTTAGGTGCCATCAAT CGCATACACCACTCCCTCTT 156

Ai06B12662 Araip.B06 12662 c* (A)11(AT)7* 24 49255056 49255079 AACTGTGGGAACTTGGGTTG TTCCCACTTTTGCATCACAT 277

Ai06B12663 Araip.B06 12663 p2 (GT)7 14 49255211 49255224 TAGGGGCCCCAATTCTAAGT GGGCTAAGGTAAGGGTGAGG 224

Ai06B12664 Araip.B06 12664 p2 (AG)6 12 49258603 49258614 AAGGCCAACAAACCAAACAC AGCCAAAGAAAATGGTGGTG 153

Ai06B12665 Araip.B06 12665 p2 (TC)18 36 49261801 49261836 CCCAGCTACCTAAAATTCCCA TTGACAAAACTTGGTTGCCA 251

Ai06B12669 Araip.B06 12669 p3 (CTT)5 15 49309177 49309191 ATATGCCTTGGAGGTTGTGC GTAAACCGGTTAGCATCCCA 170

Ai06B12673 Araip.B06 12673 p2 (TA)7 14 49320549 49320562 GGTTTATCAACCTCCCCACA CTATGTCCCCTGCTTTCACG 269

Ai06B12676 Araip.B06 12676 p2 (CT)6 12 49332865 49332876 AAATCCAAGTCCAGAAGGCA AAGGAACATTAAACCTGGATCG 199

Ai06B12680 Araip.B06 12680 p2 (AG)6 12 49384094 49384105 ATTCGCAATCAGCGACTTCT GGAACATTGAACCTGGAATGA 240

Ai06B12682 Araip.B06 12682 p3 (TTC)5 15 49393333 49393347 TGATGCAAGGAAAGGGAAAC CCTGTTGAAGAACCCCAAGA 265

Ai06B12683 Araip.B06 12683 p3 (GAA)5 15 49403297 49403311 GCAAGAAAATTCAACACCGA ACGCTTACGCGTGATGTATG 260

Ai06B12685 Araip.B06 12685 p2 (AT)10 20 49420001 49420020 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 239

Ai06B12686 Araip.B06 12686 p2 (TA)6 12 49424022 49424033 TCCTCCAATTGTTGAAACCC AACCGATCAGAAGGCCATTA 213

Ai06B12687 Araip.B06 12687 p2 (AT)9 18 49436791 49436808 CGGTTTGAAGTGAAAAGTGTG TGCGTAATGTGAATGGTCGT 243

Ai06B12690 Araip.B06 12690 p2 (AT)8 16 49471671 49471686 CCATGCGATGCAATCTAATC TGTTTTTCTCTCCCATTTCAA 212

Ai06B12699 Araip.B06 12699 p2 (CA)6 12 49558818 49558829 TGCTCAACATGATGTGGGAT TTGGCTTCTGTTGCTAAGTTTG 278

Ai06B12700 Araip.B06 12700 p3 (AAT)6 18 49559869 49559886 CGATCTTGCATGAGTTTCCA TGCTGAGGAAGTTCGAGAGG 222

Ai06B12701 Araip.B06 12701 p2 (TA)6 12 49560652 49560663 AGGAATACCCGAAAAATGGG AAGAGACTGAGGCAAAGGCA 230

Ai06B12702 Araip.B06 12702 p2 (TC)8 16 49561391 49561406 GCGATAAGCCCTTGTAGCAG GCTATTGCCACCTTCAGAGC 256

Ai06B12704 Araip.B06 12704 c (CT)7c(CT)7cat(TC)10cattctctctctctatccttctctccctctctctccctcctt(TC)18130 49580120 49580249 AGAATCAGTTCATAAAAATAAAACCAG GGAGGGGAGAGAGAAGGAAA 267

Ai06B12705 Araip.B06 12705 p2 (AC)6 12 49582596 49582607 ATGTCCCAAGTTTTCCCACA ATTACAAGCCGTAAAGCGGA 104
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Ai06B12708 Araip.B06 12708 c (T)10cataaaagaaaataaaaattaattagttaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)695 49599277 49599371 TGTGGATTTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 276

Ai06B12713 Araip.B06 12713 p2 (CT)6 12 49651929 49651940 ATTAGGGGCCTGAAAAGCAT AAGTGGAGGGGGAGAAAGAA 218

Ai06B12715 Araip.B06 12715 c (TC)8cttctctctccttttctctaccaatgctctctctctccttctctctccttcacctcttcctttctctctttccttctctccccttca(TC)8119 49652458 49652576 TCCCCTTCTCCTTTATTTTCA AGAAGGGAGAGGAAGAGAGATGA 268

Ai06B12716 Araip.B06 12716 c (CT)7atctatcttatctatcttctcatatctttctttcctatctctcctctccctttttctcacttttgagtgaagagagagaa(AG)9112 49652871 49652982 TCCTTCCCCTCTCTCTCCTC TTCCCTTTCTCTCTCTCCCC 272

Ai06B12717 Araip.B06 12717 c (GA)9aatggaaaggagagagagaagggggagaggagatagagaggaaaaaaagtgagagagatagagaaagagaagggagac(AG)6aaagagaaagaaaaagaaaaaggggaaggaagg(GA)8157 49653213 49653369 AGAAGGAGTGGGAGACAGAAAG TCCCTTCCCCTACTCTTTTTC 248

Ai06B12720 Araip.B06 12720 p5 (AAGAT)5 25 49656623 49656647 GCCCAAATAGAGGAACACGA GTACTTGCAAGGGACTCCGA 257

Ai06B12723 Araip.B06 12723 p3 (GAA)7 21 49667885 49667905 TCTTCCCCTTCCCCTTTCTA CAAAGAGCCATTTCACAGCA 239

Ai06B12729 Araip.B06 12729 c (A)10tttttttttgttt(A)1134 49728133 49728166 TATGACCCCAGAGTCCTCCT GAAAAATATCTTCCCTCTTTTTCAA 251

Ai06B12730 Araip.B06 12730 c (T)10cgcta(T)11 26 49764907 49764932 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 203

Ai06B12731 Araip.B06 12731 c (CT)6gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtggtataaaggattcc(TAT)699 49768403 49768501 AAAAACAATGCCAAAAAGCG GTTCTTGTCCTTGCTCCTGC 226

Ai06B12734 Araip.B06 12734 p4 (TATT)5 20 49850023 49850042 TGCCTAGCTACCCATAATCTCA GCTTCCATGTGCATCAAAAA 187

Ai06B12736 Araip.B06 12736 p3 (TTC)5 15 49869610 49869624 ACACAACACAACCCCCTCTC GCTTTTGTCTTCCCTTTCCC 187

Ai06B12737 Araip.B06 12737 p5 (TCTTT)5 25 49875635 49875659 TACTTTGGGGCATTTTGTCC ATTAAGTGTGGGGAAGCGAA 236

Ai06B12739 Araip.B06 12739 p2 (AC)8 16 49883883 49883898 ACAAAATCCTCAGGGTGTGC GCCTTGGATTTTGGAGTTGA 266

Ai06B12745 Araip.B06 12745 p2 (GA)7 14 49914148 49914161 CCAAAGCCAAAAGATCCAAA CAAGTACGGGAAGCCAGAAG 190

Ai06B12749 Araip.B06 12749 p2 (CT)7 14 49924747 49924760 CAAATTCGAAAATTTGGATTGAC TTTTGAAAAAGGGGGAAGAT 243

Ai06B12750 Araip.B06 12750 c (T)10caaaaatctttcaaaaaattttcctttattttcg(A)1054 49942592 49942645 ACGGTTCATCATGTTGCTCA AGTAAGGCTTCGCATGCTTC 218

Ai06B12754 Araip.B06 12754 p2 (CT)8 16 49948135 49948150 CGAAAAGCTATCGCCACACT GAAATTTTGAAAAAGAGGGAAGA 259

Ai06B12755 Araip.B06 12755 p3 (TTC)5 15 49951728 49951742 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai06B12756 Araip.B06 12756 p3 (TTC)5 15 49955171 49955185 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 185

Ai06B12764 Araip.B06 12764 p2 (TA)6 12 49991371 49991382 GGAAAGGGGCAGAATATAAAA TGACTGCAATTTTAAATCATTATACCA 279

Ai06B12768 Araip.B06 12768 p2 (AT)6 12 49992091 49992102 AACCTAAAACGATGGACGGA CCGATTATTTCTTTCTTGCGA 280

Ai06B12775 Araip.B06 12775 c (T)11gaaaattattatta(T)1035 50057465 50057499 AGTGGAAGCCTCAGTCCAAA TCGAGTTTGGACAACTGACG 253

Ai06B12779 Araip.B06 12779 p2 (AG)6 12 50098406 50098417 GGAATAGGGGTGAGAGGAGG TCTTTTCAAAATTTGTTCCAACT 268

Ai06B12782 Araip.B06 12782 p3 (ATT)8 24 50104395 50104418 AGTGGAAGCCTCAGTCCAAA TCGAGTTTGGACAACTGACG 257

Ai06B12783 Araip.B06 12783 c (T)10gaaa(ATT)5 29 50112337 50112365 AGTGGAAGCCTCAGTCCAAA TCGAGTTTGGACAACTGACG 254

Ai06B12784 Araip.B06 12784 p2 (AG)6 12 50136147 50136158 ATTTCTGACCCAGTGTTCGG GGAACATTGAACCTGGAATGA 216

Ai06B12786 Araip.B06 12786 p2 (GT)8 16 50141340 50141355 AGGGGACAAAATTACCCCAG TTTCAAGGTTGTAATGGGGC 253

Ai06B12787 Araip.B06 12787 p2 (AG)6 12 50149265 50149276 GGGTATTTGGGGAAGGTGTT CATTTAACGCCAAAAAGGGA 226

Ai06B12788 Araip.B06 12788 p2 (CT)10 20 50150623 50150642 TTTCGTTCAGAGGACATCCC AATTTGGAGGCACAAGTTGG 203

Ai06B12791 Araip.B06 12791 p3 (GAA)5 15 50207214 50207228 AGAGTGTTTCTTCTCCTGCGA CAGTGGAAGCGGAGGTAGAG 104

Ai06B12795 Araip.B06 12795 p2 (GT)6 12 50229046 50229057 AACACCAAAGCCTCACCAAC CCTTGCTCCTCAAGTTCGTC 201

Ai06B12796 Araip.B06 12796 c (A)10tgttaaatctctcgagtgaatttctatttattttcgatctgattttatttttgagtcaaagtatga(ATT)591 50230727 50230817 AATTTCTATGGCATCCGGC TAGTGGCTACCTCCTTTCGG 260

Ai06B12797 Araip.B06 12797 p2 (AG)6 12 50231638 50231649 GGCAGCAACAAATTCCTCAT AATGGTACCGGCAATATGGA 189
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Ai06B12801 Araip.B06 12801 p2 (AG)6 12 50249474 50249485 GGGCAAAGGAAAGTTAAGGG GGCCCAGATCCAAGTACAGA 278

Ai06B12802 Araip.B06 12802 c (T)10gccattctc(T)1130 50255945 50255974 CCGCTTAGGCCATGATTTTA TGAAGCAAGAAAAAGCAATGAA 215

Ai06B12806 Araip.B06 12806 p6 (AAAAGA)5 30 50269452 50269481 GGTGGCAATGCTTTTTGTCT TGGTTTTATGGGCTATTGGC 276

Ai06B12808 Araip.B06 12808 p2 (GT)6 12 50287639 50287650 TCATGCCTCTTTATTGCTTGT TGCAAAAATGAGGAAGCAAA 256

Ai06B12810 Araip.B06 12810 p3 (TTA)5 15 50289239 50289253 CTGGTGAGGGTTCAATTGCT TAACCACGCTTTCTGAGGGT 199

Ai06B12811 Araip.B06 12811 p2 (GA)6 12 50313556 50313567 GGAGGGAAGGAGAAAAAGAAAA CCGCACAGTTTTCCAGATTT 177

Ai06B12812 Araip.B06 12812 c (TA)9(T)10 28 50318056 50318083 TGGGGTATTTTGTCCCCTTT TGGGGAAAAGTGAGTTTGGA 206

Ai06B12815 Araip.B06 12815 p3 (GAA)5 15 50334814 50334828 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 215

Ai06B12817 Araip.B06 12817 p2 (AG)6 12 50340739 50340750 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 166

Ai06B12818 Araip.B06 12818 p2 (AG)6 12 50340986 50340997 GAGGGGGAAGTGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 256

Ai06B12830 Araip.B06 12830 p2 (AT)8 16 50426900 50426915 AATCATGGGGATTGGGTACA TTACTTGGGGCATTTTGTCC 204

Ai06B12831 Araip.B06 12831 p2 (AG)6 12 50446863 50446874 GGTGAGGTAGGTGGGGTTTT ACACCAGGATTGGCAGAAAG 252

Ai06B12832 Araip.B06 12832 p3 (AAT)5 15 50451510 50451524 AAGATTTGATCCTTTCTTGATAGC GCGTTTAGTGCCAGAAGGAC 207

Ai06B12836 Araip.B06 12836 p2 (AT)7 14 50489912 50489925 GAAGGATTTAAATGTGTGATCCAA GGGTTCAAACTATTGGTGCC 267

Ai06B12838 Araip.B06 12838 p5 (TTATC)5 25 50520320 50520344 CCTGGGTGCTCCAGTGTATT CCGACCACTTCTCAAAGAGC 231

Ai06B12841 Araip.B06 12841 p2 (TA)11 22 50537209 50537230 CTCGACCTGCGAAGTAAAGG AGCACCGACCAGCATAGAAG 261

Ai06B12844 Araip.B06 12844 p2 (AG)6 12 50572529 50572540 TCTGGCCTTAGGTGCCATTA ATTCAAACCATTTCCCTCCC 279

Ai06B12848 Araip.B06 12848 p3 (ACC)6 18 50607533 50607550 AGGAGACCTTCATTGAGTCAGG GGAATCTGCGTTGCTTTCTC 118

Ai06B12851 Araip.B06 12851 p2 (TA)6 12 50617362 50617373 AGGAGGATTCGTCATGTTGG CACAACTTCCAATCACAGCTTC 226

Ai06B12854 Araip.B06 12854 p2 (GA)6 12 50623753 50623764 TCCACAAGCAAATCATAAGGA TCCCCTTTCTTCCTTCTTCC 243

Ai06B12857 Araip.B06 12857 p2 (CT)7 14 50648315 50648328 ATCACCTTAAGGGCAAGTCG GGAAAAGGAAAGAGGGTGGA 232

Ai06B12859 Araip.B06 12859 p2 (CT)6 12 50667247 50667258 CTTCTTATCTTTTCAAAATTTGTTTCA TGAAGAATCCAAACACAAGGG 207

Ai06B12860 Araip.B06 12860 p3 (TTC)5 15 50669478 50669492 CTTCTTGGCCGAAACACAAT AGTGGTTTTGATGGGCTTTG 258

Ai06B12862 Araip.B06 12862 p2 (TC)8 16 50675871 50675886 CATAAAACGGGTAACGCGAC GAAAACCTTGTTAATGGGGG 254

Ai06B12869 Araip.B06 12869 p3 (TTC)5 15 50719921 50719935 ATATGGCCGAACCTTAACCC TAGAATATTGCTCGCCCTCG 184

Ai06B12872 Araip.B06 12872 c (AT)21(AC)7 56 50740434 50740489 ATTTTCGCCCTCAAAAATCC TGGCAACGTTGAAGTAGCAC 118

Ai06B12873 Araip.B06 12873 c (TTA)9gaaaaagtctagggccaacaactttaataattttggccaacatgtaactcgc(A)1089 50746488 50746576 TGTTTACACTTTCAAGGATGACAA CGGGTCAGCAACTTTTGTG 280

Ai06B12874 Araip.B06 12874 p5 (TATCT)5 25 50747332 50747356 GAAGCCAGGTCGCTTAACTG TTCGAATTCAAACGTCTCCC 210

Ai06B12876 Araip.B06 12876 p5 (TATCT)5 25 50758492 50758516 AGACACTCCGACGCTCAAGT TTCGAATTCAAACGTCTCCC 168

Ai06B12878 Araip.B06 12878 p3 (TAA)6 18 50766004 50766021 CAACTGAATTTAATTTTTGGATGTG CCCGAGCATGGAAATAAAGA 220

Ai06B12879 Araip.B06 12879 p2 (TA)9 18 50778685 50778702 GTGTAAATTGGGTTGGAGGC CCTCAACCATTCCAAGCCTA 230

Ai06B12880 Araip.B06 12880 c (A)11tcaaatctttttaatttcttcaatcatatcttctcaatcatatattttccaaaataatcctcaatcatatctttttgattgctaatttcaaaatcttt(TTAA)5129 50781387 50781515 TTTCGAAATTTAACATTAAAGTAGTCA GAAATTGAAATAAAAGCAAATTGAA 268

Ai06B12882 Araip.B06 12882 p2 (TA)7 14 50867856 50867869 ACTTTGGGGCATTTTATCCC ATTTCGGGAAAGTTGGGAAT 262

Ai06B12885 Araip.B06 12885 p2 (CT)6 12 50878286 50878297 TTTTTGTTTGTTTCTTACCTTTTTCA GGAGCAGAGATGTGAGATGAAG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B12891 Araip.B06 12891 c (TC)17(TA)11 56 50931067 50931122 CCAGGTAGCAGGAGAGCATC GTAGCCAAACATTCAAGCCG 237

Ai06B12895 Araip.B06 12895 p2 (CT)6 12 50973970 50973981 TTCTTGCACAACTCCAGTGC GGGAGGCAACCCAATAATTT 217

Ai06B12901 Araip.B06 12901 p3 (TGA)5 15 51029098 51029112 GGAATCTGTCCGAGCTGAGT GCAGAGGATACAGCAGGAGG 213

Ai06B12904 Araip.B06 12904 p2 (AT)7 14 51076637 51076650 AGTGTTGTTATTTTGCGGGG GCCAGCTTATGGACTCCTTG 227

Ai06B12905 Araip.B06 12905 p2 (AC)6 12 51077346 51077357 GAGTCCTTTGACTTGCAGGC TCAGATAAATGGTGGTGCGA 264

Ai06B12906 Araip.B06 12906 p2 (AT)6 12 51104730 51104741 AAGCCTCGGTCCAAAAGAAT TCGAGTTTGGACAACTGACG 226

Ai06B12908 Araip.B06 12908 p2 (CT)7 14 51112713 51112726 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGAGATGAGGGAGAAGGA 231

Ai06B12909 Araip.B06 12909 p3 (TTC)5 15 51113517 51113531 TCTCTTCTTGGCCGAAACAC GATGGGCTCGTGAGATGAAT 252

Ai06B12910 Araip.B06 12910 p2 (AG)6 12 51144050 51144061 TGATCTTCCGGAGAAATTCG CGAAAATTCTCCTTCTCTCCC 258

Ai06B12917 Araip.B06 12917 p2 (CT)6 12 51237317 51237328 TAACTCCAGGAATGGGCAAG ATAGGTGAGGGGTTTTTGGG 239

Ai06B12919 Araip.B06 12919 p2 (AT)7 14 51264044 51264057 TCATTTGACACAGCCTCTGC CTTGATGCAACCCAGAGCTA 206

Ai06B12920 Araip.B06 12920 p2 (TA)16 32 51280652 51280683 ACTTTGTGGCATTTTGTCCC TATGGGAAATTGGGTTTGGA 245

Ai06B12921 Araip.B06 12921 c (T)11ataatttgaaaaattaagaatgcagtgttaatatgaatgtgatgcaagactctaggttc(AATAA)595 51282293 51282387 GCTGCTCCTGCGTAACTCTC GTGCTAGGTGGGAGACAACC 267

Ai06B12925 Araip.B06 12925 p3 (ACC)5 15 51306363 51306377 CCCACTTCAGAGGGTCAGAG GGTTCACTTGGCTCCATTGT 272

Ai06B12928 Araip.B06 12928 p3 (AGA)5 15 51369747 51369761 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 185

Ai06B12929 Araip.B06 12929 p2 (GA)6 12 51380477 51380488 CCTCTCCCTCACTTACGCAG GAACGGCGACTAAAACAAGC 277

Ai06B12930 Araip.B06 12930 p2 (TA)6 12 51425258 51425269 TCCCTTTGGCATATGAGACAT CCGGGTTGTGTGTTCTTAGC 271

Ai06B12931 Araip.B06 12931 p2 (AT)12 24 51425377 51425400 TCCCTTTGGCATATGAGACAT CCGGGTTGTGTGTTCTTAGC 271

Ai06B12932 Araip.B06 12932 p2 (TA)14 28 51425921 51425948 ATCCCAGTTCTGCTACCCCT TAAGCTCAAAACTCACGGGG 276

Ai06B12933 Araip.B06 12933 p2 (TA)6 12 51428177 51428188 GGGTTCAATGGCTCATTTCT AGTGAAGGCAGAATGGTGGA 279

Ai06B12934 Araip.B06 12934 p2 (AT)28 56 51440782 51440837 TTTGGACAACTGACGGTTCA AGCCAGTCAGGCTTCAACAT 218

Ai06B12935 Araip.B06 12935 p3 (TCT)6 18 51445554 51445571 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai06B12938 Araip.B06 12938 p2 (CT)6 12 51466051 51466062 TTGATTTTCGAATTTGTTTCAA GAAATTTTGAAAAAGAGGGGG 124

Ai06B12941 Araip.B06 12941 p2 (GC)6 12 51502663 51502674 TCTCGAATACCACAAGCACG GTGAAACGGCGCAAAGTATT 248

Ai06B12943 Araip.B06 12943 c (A)10g(A)11 22 51537882 51537903 TGAAGCAAGAAAAAGCAGCA CGTAGGGAGGTCAGAATCCA 274

Ai06B12949 Araip.B06 12949 p2 (AG)6 12 51586746 51586757 AAAAACAAGGAAGCAAGAAAACA ATTAATTGCAAATCGCTGGG 267

Ai06B12956 Araip.B06 12956 c (CT)6gagttcagattttcttcttcttttcttctactaacacaaggacctttatactgtggtataaaggattcc(TAT)12117 51640976 51641092 CATCTCTTCATCAGATCACCAAA GTTCTTGTCCTTGCTCCTGC 196

Ai06B12957 Araip.B06 12957 p3 (TTC)5 15 51644314 51644328 TATATGGCCGAAACCTCACC TTGTCTTCCCTTTCCCCTTT 279

Ai06B12959 Araip.B06 12959 p2 (TA)6 12 51684241 51684252 TGCGATGCAACCTATCAAAA ACAAACCCAGTGAGGGTTCA 265

Ai06B12960 Araip.B06 12960 p2 (TA)7 14 51685480 51685493 GGTTGTGTGTTCTTTGGCTC TTTTTCATAATCACAACAACCCA 200

Ai06B12962 Araip.B06 12962 p2 (CT)6 12 51731120 51731131 CTTCTTATCTTTTCAAAATTTGTTTCA GAAGGGGATGAGAGGAGGAG 270

Ai06B12963 Araip.B06 12963 p3 (TTC)5 15 51733633 51733647 ATGGCCAAAACTTAAACCCC CGGTCTTAGGTGCCATCAAT 246

Ai06B12967 Araip.B06 12967 p2 (AG)6 12 51780298 51780309 CCAAATCTTGAAAAGAGGGG TGCATTGCATCATTTTCATGT 276

Ai06B12971 Araip.B06 12971 p2 (AG)6 12 51786651 51786662 AGATGAGAGAGGGAGAATTTCG TTTGTTTGTTTCTCATCTTTTTCAA 218
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Ai06B12973 Araip.B06 12973 c (A)10ttattcaaaaaaatctttcaaaaaaaattttctcctttgttttc(A)11ttt(A)1280 51838912 51838991 TCGAGTTTGGACAACTGACG GGAAGCCTCAGTCCAAATGA 269

Ai06B12975 Araip.B06 12975 p2 (CT)6 12 51840357 51840368 TTCAAAAATATCGTCTCATCTTATCTT AAAAGAAATTTTGAAAAAGAGGGAA 205

Ai06B12981 Araip.B06 12981 p2 (CT)6 12 51892022 51892033 CGGCCCAGAAAACACATATT AAGAACCTGGGATTGAGAGTCA 176

Ai06B12982 Araip.B06 12982 c (A)10gaaaataaaaatggc(A)1035 51898280 51898314 GAATGCTTGAACAGCGCATA TGGCTTTTTCTGCTTGCTTT 242

Ai06B12983 Araip.B06 12983 p2 (AG)6 12 51901584 51901595 AAGTTGCAAAAGTGGAAGTCG ATCATAAATACGCAAGCGGG 206

Ai06B12986 Araip.B06 12986 p2 (CT)6 12 51915168 51915179 TTTTTGTTTGTTTCTTACCTTTTTCA GATGAGGGAGAAGGATTTTCG 220

Ai06B12987 Araip.B06 12987 p2 (CT)9 18 51915410 51915427 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCTTTGTCCCTG 228

Ai06B12991 Araip.B06 12991 p2 (CT)6 12 51934569 51934580 TTGTTTCTTAACTTTTTCGAAACTACC TGAGGAGGGTTGAGATGTGA 280

Ai06B12998 Araip.B06 12998 p2 (CG)6 12 52018196 52018207 CCCCCAAGTCAAATTCAAAG ATGCCTCTGGCACAAACCTA 278

Ai06B13001 Araip.B06 13001 p2 (AG)6 12 52060011 52060022 GGATAGCAGCAGTGATTTTCG TTTTTGTTTGTTTCTTACCTTTTTCA 188

Ai06B13004 Araip.B06 13004 p2 (AT)13 26 52068396 52068421 AACCAGGTGGACAAAAATCA TGGAACAATTTTTGGGAAGG 277

Ai06B13006 Araip.B06 13006 p2 (AT)10 20 52079823 52079842 GGGGACAAAATTACCCCAAT GGGGCTAAGGTAAATGTGAGG 242

Ai06B13008 Araip.B06 13008 c (T)10c(T)13 24 52105265 52105288 GAGCCTTTTGCCATGTTCTC ATGGGAGCTCATAAGCAGGA 130

Ai06B13010 Araip.B06 13010 c (T)10ggatttattttcttttaaa(T)1039 52118835 52118873 ATGCATGAATGCAAGTTTCG AACCCTTGGATTGGAGCTTT 266

Ai06B13011 Araip.B06 13011 c (T)10gaaggatttttgaaaa(T)1036 52119198 52119233 CAGGCTTCAACATGCTTCAT CACCAAGTTTTTGGAGCGAT 257

Ai06B13012 Araip.B06 13012 p3 (ACA)6 18 52120982 52120999 AAAAACAATGCCAAAAAGCG TCATCCATGAGGTGGTCAAA 186

Ai06B13015 Araip.B06 13015 p4 (AAAT)6 24 52134216 52134239 TTGAGAAATTCCACCCCAAG GCAAATGCAATAAAAGAAAATGC 223

Ai06B13016 Araip.B06 13016 p2 (GT)9 18 52135502 52135519 GCCTACGCTTAACCCACTTG AGCATGTACCCAATTCCCAA 208

Ai06B13017 Araip.B06 13017 c (T)10aaatgcaaaatgcagaatttagtatgcagatgttatgaataatttcaggttcaatgaaataaaataaaattc(A)1092 52140513 52140604 GTCACGTGGGTCAATTTGTG CCCACCATGGTATGATCGTT 277

Ai06B13019 Araip.B06 13019 p3 (TTC)5 15 52151516 52151530 TTCTTGGCCGAATACACTCC CATGACTCGGAGGTGGAAGT 216

Ai06B13023 Araip.B06 13023 p3 (GAA)5 15 52174346 52174360 TTGAGCAAGAAAATTCAACACC TCGCGTCTGTTTTTCATTTC 224

Ai06B13026 Araip.B06 13026 p2 (AT)6 12 52190877 52190888 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 246

Ai06B13027 Araip.B06 13027 p2 (TC)6 12 52207376 52207387 TGTGGTTTTCCAATCCATGA CAAAGCCATTGTTACAGCCA 278

Ai06B13028 Araip.B06 13028 p3 (AAC)7 21 52207715 52207735 TGGCTTTGTGAATTTTTCCTTC CAAATGCGCAAATAAAAGAAAG 268

Ai06B13030 Araip.B06 13030 p2 (TG)7 14 52208824 52208837 TGATGTAGACGGAGCACTGG TCCACCATGGTCAACTGATT 277

Ai06B13031 Araip.B06 13031 p2 (AG)9 18 52211374 52211391 TCGGACATCAGAGAAACACCT CTTCCGTTGAAGCATTGGAT 152

Ai06B13032 Araip.B06 13032 c (A)10ttttttcttctttgttcttcccaaaataattttcg(A)1055 52213702 52213756 CGGTTCATTTTGTTGCTCAG ACACCATGCATGAGTTTTCG 274

Ai06B13035 Araip.B06 13035 p3 (ATT)5 15 52229935 52229949 GATGATGGAAAAGGCTTGCT CCTGAGAATCCTGGAATGGA 185

Ai06B13041 Araip.B06 13041 p4 (TTAG)7 28 52278184 52278211 CCCTTCAACCATCATCCAAC TTCACAAATGTTAAGCATGAAAAA 270

Ai06B13043 Araip.B06 13043 c (A)10ggcaataaaaaggggacaaaatgccccaaagtgaagttcaacaataatccatgcatatgagttatgat(A)1492 52280150 52280241 AAAATTTTGGGAATTGGGTACA CCCATTCTTCACTTTTTCACA 238

Ai06B13045 Araip.B06 13045 c (T)10aaaaaccgaaat(TAAAA)547 52300478 52300524 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCACA 195

Ai06B13048 Araip.B06 13048 p3 (GAA)5 15 52307771 52307785 AGTGGTCTTGATGGGCTTTG TCTCTTCTTGGCCGAAACAC 260

Ai06B13053 Araip.B06 13053 p2 (AT)6 12 52326889 52326900 GCAGCTCACAACCCTTATCC CTTGCCGCTATCGCCTATAA 240

Ai06B13060 Araip.B06 13060 p4 (AAAT)5 20 52340761 52340780 CCGTGGATCACAGTCAGACA ACCGAAGATTGTTGGTGAGC 255
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Ai06B13061 Araip.B06 13061 p2 (TA)6 12 52342280 52342291 GGTACCAATAGGGATGGCAC TGAAAACGAACACAGTTGCC 264

Ai06B13067 Araip.B06 13067 p3 (CTA)11 33 52374822 52374854 TCCCATCAGTGCTCCTTAGA TGCAAATTGATACACACGTTGA 257

Ai06B13068 Araip.B06 13068 p3 (TTA)7 21 52382847 52382867 TCAGCGCTCACATCTTTGAT TCTTCTGACTTTGGAAGCTTGA 272

Ai06B13069 Araip.B06 13069 p3 (ATT)7 21 52384404 52384424 GCATGTGCATAAGGGTGATG TCAAGATGATTGCCCATGAA 186

Ai06B13072 Araip.B06 13072 p3 (TTG)12 36 52385900 52385935 ACCATCTCACTTCCTCAGCG TCGTAGAGCCTCACCACCTC 214

Ai06B13073 Araip.B06 13073 p2 (AT)17 34 52389487 52389520 AGGAAGAACAAGGAAGGGGA TTGGGGATGAAGGAAGTTTG 205

Ai06B13081 Araip.B06 13081 p2 (GC)8 16 52437883 52437898 TGGGCTAAACCAAGTGAACC TCTTCACCACCGAACCTCTC 140

Ai06B13084 Araip.B06 13084 p3 (AGA)6 18 52461516 52461533 TACTGGCAGTTTTGCTGCAC AAATATTTTCATTACGCCTTTCA 216

Ai06B13086 Araip.B06 13086 c (T)10gaaaaaggtttttgattttttg(A)1042 52462580 52462621 CAAAAGACTCAAACCAAAAACAAA TCGAGTTTGGACAACTGACG 171

Ai06B13095 Araip.B06 13095 c (TCA)18tta(TCT)1293 52501206 52501298 CCTCGTCTTCGTTCTCATCC GAAACAACGGAGGATTTTGC 262

Ai06B13096 Araip.B06 13096 p2 (AT)11 22 52531041 52531062 ACACCCGCATTTGAATAAGC TTCTTGGCACAATGGTGAAG 235

Ai06B13100 Araip.B06 13100 p4 (TTTA)9 36 52562692 52562727 TGAATGAAAATAAGCAAATGCAA GCGTGGATTGCACCCTATT 253

Ai06B13101 Araip.B06 13101 c (A)12tattttcaaaaatgtttcaaaaatttttcctttattttcg(A)1062 52592141 52592202 ACGGCGTACAGAGTTTTTGG CAGGTAACCCTCGGAACAAA 254

Ai06B13104 Araip.B06 13104 p3 (TTC)5 15 52605693 52605707 TGGCCGAAACACATCTCTCT TTGGGGACAAGCAAGGTTTA 279

Ai06B13105 Araip.B06 13105 p2 (AT)6 12 52608922 52608933 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 270

Ai06B13106 Araip.B06 13106 p2 (AT)6 12 52617302 52617313 TTTGGAACCTTAGGCTACGC ATGCCATGGTTCATTGGATT 104

Ai06B13107 Araip.B06 13107 p3 (GAA)5 15 52627400 52627414 GTGGTAGCTAGGTTGGGCTG CGTCCTGGGCGTTAATAAGA 118

Ai06B13109 Araip.B06 13109 p2 (AT)6 12 52639223 52639234 TAGTGCGGAGGTACAGGAGC GCCTTTGTGAATACGAACCG 246

Ai06B13113 Araip.B06 13113 p2 (AG)6 12 52659822 52659833 GAAAAAGAGGAAGGAGATTTTCG TCAATCACATCTTTTTCAAAATCAA 178

Ai06B13114 Araip.B06 13114 c (T)10cgccaattttcttttctc(T)12c(T)1051 52665672 52665722 TTTAGTCGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGTGAA 249

Ai06B13115 Araip.B06 13115 p2 (AT)14 28 52678920 52678947 TTTTCTTTTTGCTTTGCACTGA CTTGGGACATTGGTTGAGGT 269

Ai06B13118 Araip.B06 13118 p2 (CT)8 16 52691851 52691866 TTGTGATTTCTTGTGAATCAAGTC GAAATTTTGAAAAAGGGGGAA 280

Ai06B13119 Araip.B06 13119 p3 (TAT)5 15 52692181 52692195 TGAAAATTCTCCCTCTCCCA CAGGTTCTGGATCTGCTTCC 257

Ai06B13124 Araip.B06 13124 p4 (TAAC)5 20 52721071 52721090 TGCACAAATGTTAAGCATGAAA CTTTCCACCCTTCAAACATCA 271

Ai06B13133 Araip.B06 13133 p2 (TC)8 16 52780513 52780528 TTTTGGGGTACCCTACCAAAT TGATGGCCTCAATCATGTAAA 259

Ai06B13136 Araip.B06 13136 c (T)12gc(AT)11 36 52792607 52792642 TCAGGGGAGGAGTTCATTTG TGAAGCAAGAAAAAGCAGCA 231

Ai06B13139 Araip.B06 13139 p2 (TA)15 30 52848906 52848935 CCCATCTCAACTGTAAAAGTGC AGTGGTGGAATCTCATGCAA 207

Ai06B13140 Araip.B06 13140 c (T)10gcttgctttttctttttctttctttttttttcgctatatttttttttcttttc(T)1073 52853647 52853719 TTTAGCTGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGTGAA 221

Ai06B13141 Araip.B06 13141 p3 (AGA)5 15 52855389 52855403 TAAAATGTTTGCTCGTCCCC CCCATCACCTCTTCACCACT 279

Ai06B13143 Araip.B06 13143 c* (A)11(AT)12* 34 52867284 52867317 TTGATTTTCGGAGAGTTGGG TACTTTGGGGCATTTTGTCC 269

Ai06B13146 Araip.B06 13146 p3 (GAA)5 15 52902015 52902029 CTCCCTCGAGCAAGAGAAGA TTGACATTAAAGAAGCGCCC 171

Ai06B13147 Araip.B06 13147 c (A)10taataatagagatcctttttgcccaagcatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)6103 52903354 52903456 TTCTTGTCCTTGCTCCTGCT TCTATCTCCCTCACTCCCCA 174

Ai06B13148 Araip.B06 13148 p2 (AG)6 12 52903663 52903674 GGGAGTGAGGGAGATAGAAGG TTGATTTTCAAATTTGTTTCAACT 280

Ai06B13153 Araip.B06 13153 p3 (TTC)5 15 52916943 52916957 CCCACAACACAACCCTCTCT GCTTTTGTCTTCCCTTTCCC 222
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Ai06B13154 Araip.B06 13154 p2 (TC)16 32 52939343 52939374 TTTAGCTGCTTAGGCCAGGA AGAACAAGGCTTGCGAAAAA 189

Ai06B13156 Araip.B06 13156 p4 (ATTT)5 20 52957898 52957917 TTGGAACCCCAGTCCTAATG TCGAGTTTGGACAACTGACG 255

Ai06B13158 Araip.B06 13158 p2 (CT)6 12 52970604 52970615 TCAAGTTGAAAGTTTGGTGTCAA GAAATTTTGAAAAAGAGGGAAGA 176

Ai06B13159 Araip.B06 13159 p3 (TTA)5 15 52982245 52982259 TGGGGTATTTTTGTCCCCTT TGAGAATCTTGGGAATTGGG 213

Ai06B13163 Araip.B06 13163 c (A)12gaaaaaagaaaaaaaa(AT)640 53019736 53019775 TGTGCATCAACTAAGTGTGGG TGGGGTAATTTTGTCCCCTT 228

Ai06B13164 Araip.B06 13164 p2 (TA)6 12 53025501 53025512 CCCATCTCAATTGTAAAGGCA TGGTTTTATCAACCTCCCCA 271

Ai06B13165 Araip.B06 13165 p2 (CT)6 12 53043704 53043715 CACAAAGCTGGCGTTTAACA GGGTTTTTGGGGAAGAGGTA 275

Ai06B13174 Araip.B06 13174 p2 (AG)7 14 53134358 53134371 ATAGGTGAGGGGTTTTTGGG GTTTAAAGCCAGGATTGGCA 178

Ai06B13180 Araip.B06 13180 p2 (AG)6 12 53157824 53157835 AAGTGGGGGAATCCATTCAT CCTGGAATGAAGAGAAGTAGCC 160

Ai06B13184 Araip.B06 13184 p2 (AG)7 14 53164950 53164963 TCTGGGCTATTTCTGGCCTA GGAACATTGAACCTGGAATGA 229

Ai06B13188 Araip.B06 13188 p4 (AAAT)6 24 53207143 53207166 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 208

Ai06B13190 Araip.B06 13190 p2 (TA)6 12 53217257 53217268 GAACTTTGAACTTTGGGGCA TTTGATTTTGGGAAGTTGGG 253

Ai06B13191 Araip.B06 13191 p2 (AC)8 16 53218341 53218356 AGCAAGGAAGCGTGAATTGT TTCTTTTGTGCAATGGTGACA 166

Ai06B13192 Araip.B06 13192 p2 (TA)10 20 53235351 53235370 CATTGGGGTAATTTTGTCCCT TGTGGGAACTTTGGTTGATG 177

Ai06B13193 Araip.B06 13193 p2 (TA)16 32 53245727 53245758 TCATGGGTTGTGTGTTCTTAGC TGATTTGATTGAAAATAGGGAGTG 266

Ai06B13196 Araip.B06 13196 p2 (AG)6 12 53273124 53273135 GCTGGAATAAAAATGCCTTCA CGCCAATTTCCACTTCTCAT 275

Ai06B13197 Araip.B06 13197 p2 (AT)6 12 53274005 53274016 ATGGGTTTATCAACCTCCCC TGCTTTTTCTCCCATCTCAA 278

Ai06B13198 Araip.B06 13198 p2 (AG)6 12 53282297 53282308 GCTGGAATAAAAATGCCTTCA CGCCAATTTCCACTTCTCAT 275

Ai06B13200 Araip.B06 13200 p3 (CAT)5 15 53284059 53284073 CGATTCAGGATCAGGGTGTT TACCGAACTCCAGGGTCATC 259

Ai06B13201 Araip.B06 13201 p2 (TA)6 12 53289866 53289877 CGAGCTACCTACATGCATCA CCAGTGAGGGTTCAATTGCT 239

Ai06B13202 Araip.B06 13202 p2 (TA)10 20 53290690 53290709 CATTGGGGTAATTTTGTCCCT TAAGTGTGGGGAAATGTGGG 191

Ai06B13203 Araip.B06 13203 p2 (AG)6 12 53293218 53293229 AGTTGCCCTGACGCTAGGTA CCTAAATCCTAAGAGAGAAGAGAGAGC 259

Ai06B13206 Araip.B06 13206 c* (A)13(AT)8*aaatatatataaatatatat(A)1159 53320391 53320449 TTGGAAACATTTGGTTTGAGAA CTTTAGGGCATTTTGTCCCC 238

Ai06B13207 Araip.B06 13207 p2 (AT)9 18 53323195 53323212 ACATCCCTTGGGTTGCATTA CAGAGAAAAGAGAAACCAGAGCA 151

Ai06B13216 Araip.B06 13216 c (T)10aactaattaatttttattttttttacg(A)1148 53461682 53461729 CGAAAATAGCTTTCTTCTTTTCCA TATGACCCCAGAGTCCTCCT 237

Ai06B13217 Araip.B06 13217 c* (A)10(AG)6* 21 53469012 53469032 GCAGTGAAAAGCTTGCAGAA GGAGCGAGGCTTTTAGCTTT 251

Ai06B13220 Araip.B06 13220 p3 (TAT)5 15 53485919 53485933 TCACATCTCTGCCATCCTCA CAGGTTTTGGATCTGCTTCC 202

Ai06B13221 Araip.B06 13221 p3 (GAA)5 15 53500603 53500617 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai06B13222 Araip.B06 13222 p2 (AG)6 12 53501726 53501737 GCTATTGCAGGGTTTTCAGG TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai06B13225 Araip.B06 13225 c (A)11gaaaaaaatggcgaaagag(A)1242 53517624 53517665 TGAAGCAAGAAAAAGCAGCA ATCCACTGATGCTCAAAGCC 239

Ai06B13226 Araip.B06 13226 p3 (TTG)5 15 53526457 53526471 GAAGGATTAACAACATCGGCA AAGTCGGTGAGAATCTCGGA 106

Ai06B13229 Araip.B06 13229 p2 (TA)6 12 53539366 53539377 GGCTGTAATGGGGCTAAGGT TGCAAAAAGTGGGAATTATGG 150

Ai06B13230 Araip.B06 13230 p2 (TC)6 12 53543910 53543921 TCTTGTGATTTCTTGTGAATCAA ACAAGGGTGAGGAGAGCAGA 248

Ai06B13231 Araip.B06 13231 c (TCT)5attttttcttctttcgctcgaggaagagcaacattctaagtttggtgtggtaaaagcatagc(T)1087 53547213 53547299 CAAAATCTCTTTCCCACCCA CTCGAAGGTGGAAGCTTTTG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B13238 Araip.B06 13238 p2 (TC)8 16 53572697 53572712 GAGTACGACAGCGGCTCTTC CTTCAGAGCTGCGGAAAGTC 169

Ai06B13240 Araip.B06 13240 p3 (ACC)5 15 53610068 53610082 CCCCTTCTTCTCTCCGTCTT TTATGTTAGCCACTGCGAGG 256

Ai06B13243 Araip.B06 13243 c (AAAT)5aaaaataatttttttaa(T)1047 53663348 53663394 CCACTTTCTCTCTCCTCGTTTT TCCTGGACTGTTCATTTCCAC 172

Ai06B13246 Araip.B06 13246 p3 (CTT)6 18 53682237 53682254 TTTCTCACCGGTCTTCTATTTTG AGCTCCTCCCCCTAATGAAA 173

Ai06B13248 Araip.B06 13248 p3 (CTT)5 15 53690503 53690517 TTTCTCACCGGTCTTCTATTTTG AGCTCCTCCCCCTAATGAAA 170

Ai06B13249 Araip.B06 13249 p2 (AT)10 20 53696779 53696798 CATTCGGTGATTCAGCCTTT CCTTTTGGTGACGTTCCACT 256

Ai06B13250 Araip.B06 13250 p4 (ATAC)10 40 53711963 53712002 TGCACTTGCCGGTAGAAAAT TTATTGGTTTTCCTCGCCTT 279

Ai06B13251 Araip.B06 13251 p2 (TG)7 14 53714426 53714439 ATTGGATGAAGTGCGAAAGC TTCATTCTGGATTGGAAGGG 263

Ai06B13253 Araip.B06 13253 p3 (TAT)5 15 53738503 53738517 AATTCCCTCCTTCTCTCCCA CAAGGAAGAATGGCCAGAAA 206

Ai06B13258 Araip.B06 13258 p2 (CT)7 14 53780798 53780811 TTCTTTTTCCTCTTCCCCTTTC CAGGCATATAATGGGGGATG 240

Ai06B13259 Araip.B06 13259 p2 (AG)9 18 53833497 53833514 TTTGGGAACTTTGGTTGAGG GGCATTTTGTCCCCTTTTCT 183

Ai06B13261 Araip.B06 13261 p2 (CT)7 14 53842075 53842088 ACGAAGAAAACCCCTCGAAT GCTTGGATCGTGCTGGTATT 243

Ai06B13262 Araip.B06 13262 p2 (TA)7 14 53843632 53843645 GGGGACAAAATTACCCCAAT AATGGGGCTGAGGTAAAGGT 252

Ai06B13263 Araip.B06 13263 p2 (AG)8 16 53846940 53846955 CAGAGAATGGGGGAATCAAA GGGTTCATAAACCAATTTGGAA 265

Ai06B13264 Araip.B06 13264 p2 (CT)7 14 53859217 53859230 TTCGAAATTTTCCCTCTCTCA GTTCTTGTCCTTGCTCCTGC 234

Ai06B13265 Araip.B06 13265 p5 (TTATC)7 35 53880685 53880719 CCTGGGTGCTCCAGTGTATT GAGAAAGGTGGTTCCGTTGA 136

Ai06B13267 Araip.B06 13267 p4 (AATA)5 20 53897373 53897392 TATTAAGCCATGCCTGACCC GCATATGCAATTGACACCAAA 243

Ai06B13268 Araip.B06 13268 p3 (TAT)6 18 53897841 53897858 CTCCCCCTTTTCTTCCACTC TGCTGCTTTTTCTTGCTTCA 233

Ai06B13271 Araip.B06 13271 p5 (TTATC)6 30 53920219 53920248 CCTGGGTGCTCCAGTGTATT CCTCTTCACAAAGAGCTCGG 228

Ai06B13274 Araip.B06 13274 p2 (TA)11 22 53944548 53944569 CCAAGCTTTATTCGATACCTGC TGACTCAATGAAGACGCGAG 179

Ai06B13278 Araip.B06 13278 p2 (AG)6 12 53962902 53962913 CGTGCAGAAAATTGCAGAAA CATTGAACCTGAAATTGAGAAGG 256

Ai06B13280 Araip.B06 13280 p4 (ATAA)5 20 53982047 53982066 TGGGAACTTGGGTTGATAGG AGCTTCCCAATTTTCCCACT 271

Ai06B13283 Araip.B06 13283 p5 (ATAAG)5 25 54007343 54007367 GGAACCAGCCCACTAGAGC TGAATACCTGGAGGGACCTG 185

Ai06B13284 Araip.B06 13284 c* (A)12(AAAG)5* 29 54008843 54008871 GGTGAGTGGATGACTAAGAATGC TTTTATTTGTTTACCAGATGCCA 176

Ai06B13291 Araip.B06 13291 c (A)21g(A)16 38 54017896 54017933 TGGGTTAGCAAGTTTTTGGG AACCCCCTTCTCTTAGCCAC 242

Ai06B13292 Araip.B06 13292 p2 (AG)7 14 54028476 54028489 TGTGCCTTGCACTCTCACTC TGGGTTTTACATTCGGCTTC 168

Ai06B13295 Araip.B06 13295 p3 (TTA)16 48 54031216 54031263 CCTTGTGCTTGGTTTTGGTT ATGTGTAGCAGGCCCGTAAT 249

Ai06B13299 Araip.B06 13299 c (T)11aattgcatttttcagtag(T)1039 54042213 54042251 TTCCAATGAGAAAGCAGCCT TGTTTCCAACTGCAATAGCG 194

Ai06B13302 Araip.B06 13302 p4 (TTTA)9 36 54056805 54056840 CCAATGGAGGGTATGCAGAT TCGAAAATCTTCACCCACTTTT 246

Ai06B13303 Araip.B06 13303 p2 (TC)6 12 54057799 54057810 ATATCCGCTCATCAGCCATC TGCTTGTCCTCAAGCAAAGA 235

Ai06B13309 Araip.B06 13309 p2 (CT)7 14 54105914 54105927 CATCCATTCAAGGGAGTTCG GCCTTCAGATGTAAAGCAACAA 279

Ai06B13312 Araip.B06 13312 c (A)16(GA)7 30 54118461 54118490 GTGGAGCTCTGCTGCCTAAG CCCTTCCTTGTCTCTGTTGC 280

Ai06B13317 Araip.B06 13317 p2 (GT)8 16 54142397 54142412 AGGGGACAAAATTACCCCAA GGGCTAAGGTAAAGGTCAGGA 240

Ai06B13318 Araip.B06 13318 c (T)11cgcctattc(T)1232 54159382 54159413 TGCTCTTGCCTTTTGGTTTT AAGCAGGAAAAAGCAGCAAA 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B13319 Araip.B06 13319 p2 (AG)6 12 54171432 54171443 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ai06B13320 Araip.B06 13320 c (A)10tttttgaaaacatttttatttttattttttgaaaataagggaaaaaaaaa(T)12gaaagatttttgaaa(T)1198 54174291 54174388 AGGCTTCAACATGCTTCCTG TCGAGTTTGGACAACTGACG 219

Ai06B13325 Araip.B06 13325 p3 (AGA)6 18 54202115 54202132 AGCCTTGTTGAGGCTTCTGA CTCTACACTCCTCTTGGCCG 211

Ai06B13327 Araip.B06 13327 c (T)10aattaaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)694 54227229 54227322 GAGGGGGAAGTGAATTTTCG TTCCCAACTTCTTATCTTTTCAA 277

Ai06B13328 Araip.B06 13328 p2 (TC)7 14 54258537 54258550 TTAAAGCGCTAGAAAGGGCA CCCTGCACTCAAAGTGGATT 261

Ai06B13329 Araip.B06 13329 p2 (GA)6 12 54262955 54262966 GAATTCGAACACGGAGAGGA CGAAAATCACTAACCACTTTTTCA 236

Ai06B13330 Araip.B06 13330 p2 (TA)6 12 54269968 54269979 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 256

Ai06B13332 Araip.B06 13332 p2 (TC)6 12 54292262 54292273 CAGAAAAGGGCAAGAAGCTG ATAGTGAGGGGTTTTTGGGG 234

Ai06B13333 Araip.B06 13333 p2 (AT)6 12 54294243 54294254 TCCTGAAGCAAGAAAAAGCAA TTTAGCTGCTTAGGCCAGGA 235

Ai06B13334 Araip.B06 13334 p2 (AT)8 16 54297455 54297470 TTTGTGCGTTAGCACCAATC TACCATGCGCATTGAAGAAA 274

Ai06B13337 Araip.B06 13337 c (T)10ctttctttttcttcttc(T)1340 54332113 54332152 CACCCTTGCCTTTTGGTTTA TGAAGCAAGGAAAAGCAGTG 135

Ai06B13338 Araip.B06 13338 p2 (AG)6 12 54340051 54340062 TTCCTGTGGAAGACCGGA CTTGGTGTTTTCCCTCCAAA 258

Ai06B13339 Araip.B06 13339 p3 (ATT)5 15 54343483 54343497 GAGGTGCTCTGTAAGGCTGG AGAGGAGGCAGAGACAACCA 100

Ai06B13345 Araip.B06 13345 p2 (CT)6 12 54363044 54363055 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 222

Ai06B13346 Araip.B06 13346 p3 (TAT)6 18 54363377 54363394 CCCCTTCCTTTCTTCCACTC TTCTTGTCCTTGCTCCTGCT 123

Ai06B13347 Araip.B06 13347 p3 (TTC)5 15 54366050 54366064 TATAGCCCTCCATTCCTCCC CGGTCTTAGGTGCCATCAAT 211

Ai06B13348 Araip.B06 13348 p2 (AC)6 12 54376243 54376254 ATGTCCCAAGTTTTCCCACA AGCCAACTTTGAGCCTACGA 156

Ai06B13349 Araip.B06 13349 p3 (AGA)6 18 54383510 54383527 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 242

Ai06B13354 Araip.B06 13354 p2 (TA)8 16 54443035 54443050 TAATGGGGTTAAGGCAAAGG GGGGACACAAAAATTACCCC 247

Ai06B13363 Araip.B06 13363 p2 (AG)6 12 54496002 54496013 GGAAACGGTTCATAAGCCAA GAGAGCTCGCCAATTTTCAC 222

Ai06B13367 Araip.B06 13367 p2 (AT)7 14 54545030 54545043 TTTGTCACCGAAGCTAAGGG ACAATCTCCGTGGGATCAAC 239

Ai06B13368 Araip.B06 13368 p5 (TTATC)5 25 54575031 54575055 CCTGGGTGCTCCAGTGTATT AGTCGACCGACCTCTTCTCA 267

Ai06B13371 Araip.B06 13371 p2 (CT)8 16 54610299 54610314 TTTCTTCTTTTCCCCCTTCC TCCACAGGCATATAATGGGG 249

Ai06B13372 Araip.B06 13372 p2 (AG)6 12 54620268 54620279 TGTCTTCAGTTGGGAAGCAG CCATTCGTCAGAAGGCTCTC 258

Ai06B13373 Araip.B06 13373 c* (T)10(TA)8* 25 54621294 54621318 GGGCATTTTATCCCCTTTTT GTGTGGGAAAAGTGGGTTTG 198

Ai06B13374 Araip.B06 13374 c (TC)6atatctttc(TATT)645 54633265 54633309 CTACTTTTCTCTCTCCAATTTTCAA AGAGAGGGAGAGAGGGTTCG 272

Ai06B13379 Araip.B06 13379 p3 (AGT)6 18 54703344 54703361 CCTGGCGCTGATCTATGTTT GAAGCATTGTCACCACATCG 198

Ai06B13380 Araip.B06 13380 c (A)10gaagaaaaaaataggcg(A)1037 54703686 54703722 TGAAGCAAGAAAAAGCAGCA ATCCATTGATGCTCAAAGCC 188

Ai06B13385 Araip.B06 13385 p2 (AG)6 12 54749180 54749191 AAAATAAAAGAACATTAAACCTGGGA AATTTATAGAATGCGCCCCC 246

Ai06B13386 Araip.B06 13386 p2 (AT)19 38 54749845 54749882 TGTCATGCAATGCAACCTAA TCCAGTGAGGGTTCAAAAGC 280

Ai06B13393 Araip.B06 13393 c (A)10gagagaaag(A)1130 54776644 54776673 TGAAGCAAGAAAAAGCAGCA ATGCCACAAGCACATGGTTA 224

Ai06B13394 Araip.B06 13394 c (A)11ttttatt(TTTA)642 54777981 54778022 CCATGATGGAGAAAGGGAGA TCTCCCTCATCAAATTTTTCG 147

Ai06B13397 Araip.B06 13397 p3 (TCT)5 15 54798390 54798404 ACACATCCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 181

Ai06B13401 Araip.B06 13401 p2 (GT)6 12 54812762 54812773 TTGTCCCCTGCATTTTCAAT TGGCTATTTCTTTTTCTCCCC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B13404 Araip.B06 13404 p2 (CT)8 16 54838983 54838998 TTCTTATCTTTTTCAAAACCACCT GGAGTTCGGATTTTTGGTGA 280

Ai06B13405 Araip.B06 13405 p2 (CA)6 12 54873684 54873695 TCAGATTCCTTGCTCATCCC TCAACTGATGGATGGCTTCA 249

Ai06B13406 Araip.B06 13406 p3 (GCA)5 15 54873976 54873990 AGCCGCGGACTTATTCCTAT TTGGGGGTTTGGGTATGTTA 242

Ai06B13407 Araip.B06 13407 p2 (AT)9 18 54889355 54889372 CCCCTTTTTCAATCAAAACAC CGACGTTTGCATTTATGTGG 279

Ai06B13408 Araip.B06 13408 p3 (TGG)5 15 54890131 54890145 GCAAACGCCTGGTCTAAGAG GTCGTTCTCGGGCTAGAGTG 217

Ai06B13415 Araip.B06 13415 p2 (CT)6 12 54943512 54943523 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAAGGGGTTCGAATTTGG 263

Ai06B13416 Araip.B06 13416 p3 (TTC)5 15 54946370 54946384 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai06B13418 Araip.B06 13418 p2 (AG)7 14 54963746 54963759 CCTTGTCCTTGTTCCTGCTC TTTTCAAAAATTCCCTCTCTCA 229

Ai06B13421 Araip.B06 13421 p3 (TTC)5 15 54968010 54968024 TCGAAAAGTATGGGGTTTGC TGCAGGACTCAAACCAAGAA 250

Ai06B13425 Araip.B06 13425 p2 (CT)6 12 54994892 54994903 ATCTCAGCATTTGTGGACCC GGGTGGGAAAGAGATTGTGA 221

Ai06B13426 Araip.B06 13426 p3 (TCT)5 15 54995041 54995055 TCACAATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai06B13430 Araip.B06 13430 p2 (CT)6 12 55006242 55006253 TTCTTATCTTTTCAAAACTTGTTTCA GAAAACGGGTTAGTGATTTTCG 231

Ai06B13431 Araip.B06 13431 p3 (TTC)5 15 55008597 55008611 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 207

Ai06B13433 Araip.B06 13433 c* (ATT)5(T)10* 23 55022633 55022655 GAACACAAAGGAAGAACACCAA TCGAGTTTGGACAACTAACGG 276

Ai06B13436 Araip.B06 13436 p4 (TATT)5 20 55050374 55050393 CCTAGCTATCCAAAATTCCCA GGGATTTGGGTGCATACTCA 243

Ai06B13437 Araip.B06 13437 p3 (TGT)6 18 55051936 55051953 TCTGAGGCTCTTGGGACTGT TATGACCTCCCGAATCAAGG 232

Ai06B13438 Araip.B06 13438 c (TA)7(T)10 24 55075088 55075111 TTGTCCCCTTTCATTGCTTC TCCAGGTAATGGCTCCAAAG 247

Ai06B13441 Araip.B06 13441 p2 (CT)7 14 55120266 55120279 AACCTGGAATGAAGAAAACGAA GGCGATTTCTGGGCTATTTT 210

Ai06B13444 Araip.B06 13444 p4 (TTTA)5 20 55137311 55137330 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 279

Ai06B13445 Araip.B06 13445 p3 (GAA)5 15 55140733 55140747 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai06B13446 Araip.B06 13446 p2 (AG)8 16 55143197 55143212 TGAAAAAGGTTAGTGGTTTTTCG TTGATTTTCAAATTTGTTTCAACT 196

Ai06B13458 Araip.B06 13458 p2 (AT)6 12 55218676 55218687 CACCTTCCTTACCTCTTCCG TGGATGAATTTGATGTGCGT 220

Ai06B13463 Araip.B06 13463 p3 (TAT)5 15 55265625 55265639 TCGAAAATTCTCCCTCTCCC GTTCTTGTCCTTGCTCCTGC 236

Ai06B13466 Araip.B06 13466 p5 (CTTAT)5 25 55285982 55286006 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAAA 126

Ai06B13467 Araip.B06 13467 c (AT)9aggggtggtctaactaaaagtctatagtctaatattattatttgtgaattaattatgaatgattctgtttattaatccaaatgtttt(A)11116 55298306 55298421 CTTCTTGAACAGGTCAGGGC ACGACCCAATTTCTGGTACG 276

Ai06B13468 Araip.B06 13468 c (AT)9aggggtggtctaactaaaagtctatagtctaatattattatttgtgaattaattatgaatgattctgtttattaatccaaatgtttt(A)11116 55302776 55302891 CTTCTTGAACAGGTCAGGGC ACGACCCAATTTCTGGTACG 276

Ai06B13471 Araip.B06 13471 p2 (AG)15 30 55318895 55318924 TCACAAAATGCTTGGAATGC TTCTCTCTCTCCCTCCCTCC 120

Ai06B13474 Araip.B06 13474 p2 (TG)13 26 55331498 55331523 CCGCATATCGCATAGGTCTT GTTGGGATTGAATTGGATGG 280

Ai06B13475 Araip.B06 13475 p3 (AAT)11 33 55333981 55334013 GAGCTCAGCATCCAGGAAAA CCTATGGAATTAGCCACCGA 198

Ai06B13479 Araip.B06 13479 p2 (AT)9 18 55353628 55353645 GAGATGCCTTGGCAACTTGT GTGACAAAGGATCAGCAGCA 250

Ai06B13480 Araip.B06 13480 p2 (AG)10 20 55363936 55363955 TGACCCAAAGTGGGCTAAAC AAACGGTACGTCAATCGGAG 228

Ai06B13481 Araip.B06 13481 p3 (ATT)6 18 55368324 55368341 TGGCAGCAACTATAACAACCC TTTTATGGCTTTGGTGGCAT 250

Ai06B13482 Araip.B06 13482 p2 (CG)6 12 55377808 55377819 TGGTGTTTGGAAGTGTTGGA GCGTCACTCTCGGAATAAGC 159

Ai06B13484 Araip.B06 13484 p2 (AG)6 12 55406593 55406604 TGAACCCAAGGATTGAGGAG TCAACAATGGTTCATCAACATAAA 279
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Ai06B13492 Araip.B06 13492 p3 (ATT)5 15 55514005 55514019 TTACAGCAAACGGGAAAAGC GGAGACATGGCCGAAAATAA 237

Ai06B13495 Araip.B06 13495 p5 (TTATC)6 30 55523819 55523848 TATACCTGCGTGCTCCAGTG GCCAAATTGACAGGAAAGGA 218

Ai06B13499 Araip.B06 13499 p2 (AT)26 52 55546096 55546147 ATCGATCCATCCCTTAGGCT TTTTGCGCTTTTCAAATCCT 259

Ai06B13501 Araip.B06 13501 p2 (CT)6 12 55581894 55581905 TCTTGTGATTTCTTATGAATCAAGTC TGAAAAAGAGGGTAGATATTTTTGAA 260

Ai06B13502 Araip.B06 13502 p3 (TTC)5 15 55582884 55582898 GCCCTCCATTCTTCATCAAA TTAGAATTTTGCTCGCCCTC 144

Ai06B13503 Araip.B06 13503 p5 (AAAAT)5 25 55584389 55584413 CAGGGAAAGAAAGAGCGATG TGGGGTAATTTTATCCCCTTA 210

Ai06B13507 Araip.B06 13507 p3 (CTT)16 48 55617026 55617073 CGCTTTAAAATCATCCTTTTTACC GTAATGAAGACCGGTGGCAG 276

Ai06B13512 Araip.B06 13512 c (GT)7(AT)11 36 55630639 55630674 CAAATATCTCCATTAAAAATATTGGC CAGCACTTGCAGACCATCTT 280

Ai06B13513 Araip.B06 13513 p2 (GA)6 12 55634021 55634032 GAATGGGGTTGGTTATGGTG CCACATTCAATTTCCCCAAC 214

Ai06B13518 Araip.B06 13518 c (A)10tgcgag(A)10 26 55657106 55657131 AGGTTCATCTCAAGGGACCA GAGCTTTTGGCTTTTTCTGC 261

Ai06B13519 Araip.B06 13519 p2 (CT)8 16 55672127 55672142 TTACAGAATATGCCCCCAGC TGGATCCAGAGTTACTCCCAA 220

Ai06B13520 Araip.B06 13520 p2 (TA)9 18 55679989 55680006 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 280

Ai06B13521 Araip.B06 13521 p2 (TC)8 16 55680871 55680886 CTCCCAGCAAATTCTGAAGC TGGATCCAGAGTTACTCCCAA 208

Ai06B13524 Araip.B06 13524 p5 (AAGAT)6 30 55710520 55710549 ACACGACCCAGAATCCAAAG GGTACCTGCAAGAGACTCCG 249

Ai06B13525 Araip.B06 13525 p5 (AAGAT)5 25 55719796 55719820 AAAGGGCCCAAATAGAGGAA GGTACCTGCAAGAGACTCCG 263

Ai06B13528 Araip.B06 13528 p5 (AAGAT)5 25 55743991 55744015 ACACGACCCAGAATCCAAAG GGTACCTGCAAGAGACTCCG 244

Ai06B13529 Araip.B06 13529 p5 (AAGAT)5 25 55754865 55754889 GATCCAGAATCCAAAGGCAA GGTACCTGCAAGAGACTCCG 240

Ai06B13530 Araip.B06 13530 p3 (GAA)5 15 55780596 55780610 AAAACATGCACAACATGAAAATG GAATACAGTTTTCACGCGCA 221

Ai06B13531 Araip.B06 13531 p2 (GA)9 18 55800096 55800113 AGTTCCATTGGCTTGAAGGA GTTGGGGATGCGAATAGAAA 242

Ai06B13533 Araip.B06 13533 c (T)10ctttttttcttttcattttttc(TA)16tttctcttttcttttatgtatattttt(TTC)5106 55807547 55807652 GTCTTGCGTTGGGACATTTT TGTTCCTGTGCAAAGTTGAAA 195

Ai06B13538 Araip.B06 13538 p2 (GA)6 12 55828472 55828483 GTGGGTGAGGGAGAGATGTT CTTCTTATCTTTTTCAAAATTTGTTTC 275

Ai06B13540 Araip.B06 13540 p3 (AGA)5 15 55852278 55852292 CCTTAGTGATGGTGGCGTTT ACACATCCCTCTCTTCCCCT 258

Ai06B13545 Araip.B06 13545 c (TA)7ttttgtagcacgataaaagtttggtaagaacaacaatcatatcataattgacggcttcatcaaatgtgaacatg(TA)9106 55862832 55862937 AGCCAATGCCAGTAGCTTGT CGTAATTAGTCTGGCCCCAT 272

Ai06B13551 Araip.B06 13551 p5 (TTTAT)5 25 55891741 55891765 AATTCCTTATCTTCTCTTACCTAGCTT TGTGGGTGAGGATTTTTGAA 205

Ai06B13554 Araip.B06 13554 p3 (TCT)5 15 55898257 55898271 CCTAATTGGTGCAGGGATGT GCTTTTGTCTTCCCTTTCCC 280

Ai06B13559 Araip.B06 13559 c (T)11agg(T)12acgttgtgctgaccctcgttcattaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccga(T)10cctg(T)11146 55967496 55967641 CTAAAGGCAAGCCGTAATGG CGCCTTTAGGTGTCCTCATC 252

Ai06B13561 Araip.B06 13561 c (T)10cgg(T)10 23 55971081 55971103 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCGAGATAGCGT 251

Ai06B13565 Araip.B06 13565 c (T)10cgg(T)11atgttgtgctgaccctcgttctttaaatgatgctatttcgaggaggacacctaaaggcgagccttaatggcctcatcttcggcgggctcctctgg(T)11ccggtttttttctcgga(T)10157 55971830 55971986 ACCTAAAGGCGAGCCGTAAT TGTCCTCCTCGAGATAGCGT 253

Ai06B13574 Araip.B06 13574 p3 (TTA)5 15 55974117 55974131 CGCTATCTCGAGGAGGACAC GGCGAAGATGAGGCTGTTAC 212

Ai06B13576 Araip.B06 13576 c (A)13cagaagagcatgccgaagatgagtccattatggctcgcctttaggtgtcctccttgggatagcgtcatttaaagaacgagtgtcagcacaacgt(A)10117 55991978 55992094 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 244

Ai06B13580 Araip.B06 13580 c (A)10cgggaaaaaaat(A)10gggagcagnnnnnnnnnnnnnnnnnn(A)31cggaggagcctgccgaagatgaggccattactgcttgcccttaggtgtcctcctcgggatagcgtcatttaaagaacgagtgtcagcacaacgt(A)14197 55993092 55993288 CCTCGGGATAGCGTCATTTA TCACAGTTTTCTTTCCGGTTTT 279

Ai06B13586 Araip.B06 13586 c (A)11ctgggaaaaaacaggaaagaaaactgtg(A)1049 55998870 55998918 TACAGCTCGCCCTTAGGTGT TAAATGACGCTATCCCGAGG 189

Ai06B13594 Araip.B06 13594 c (A)10tggaggagcctgccgaagatgagtccattatggctcgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagtgtcagcacaacgt(A)12116 56030800 56030915 GTCCTCCTCGTGATAGCGTC ACCTAAAGGCGAGCCGTAAT 245

Ai06B13600 Araip.B06 13600 p2 (GA)7 14 56099823 56099836 TGGAAAAGTAAAGAGGGGGAA GCGCCAGTAGCATAAAAAGG 273
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Ai06B13608 Araip.B06 13608 p2 (AG)7 14 56127256 56127269 ATAGGTGAGGGGTTTTTGGG TTTAACGCTAGGAAAGGGCA 243

Ai06B13613 Araip.B06 13613 p2 (TA)6 12 56156493 56156504 TTTGAAGCGAAGAAAGTTAGCA CCACAGCAGTGACGAACCTA 169

Ai06B13614 Araip.B06 13614 p2 (AG)6 12 56156936 56156947 GGGCTGAAAATTGGTTAGCA TCCCTAAATTTGGGTCCCTC 213

Ai06B13615 Araip.B06 13615 p2 (AG)6 12 56179078 56179089 GGGACAATCATGAAAGCAAGA GGCCCAGATCCAAGTACAGA 184

Ai06B13616 Araip.B06 13616 c (T)10cttacttattctattttttttcttttcttttctttgtcattttttttc(T)1068 56205116 56205183 GACAATGTCCCATTGGGTGT CCCTCAAATAAGCAAAAATCTTGT 249

Ai06B13617 Araip.B06 13617 p2 (AC)6 12 56205349 56205360 AGCATGTACCCAATTCCCAA GCGAAAAACAATAAATGCCC 149

Ai06B13622 Araip.B06 13622 p2 (AC)6 12 56255974 56255985 TTCACCCAATGTCCCAAGTT AGCGGAAAACAATAAATGCC 100

Ai06B13623 Araip.B06 13623 p3 (AGA)5 15 56274939 56274953 CCCGAGCAAAAGAAGAAAGA CACCCAACACAACCCTCTCT 106

Ai06B13626 Araip.B06 13626 p5 (TAAAA)5 25 56299649 56299673 CCATGATGGAGAAAGGGAGA TTCGAAAAATCCTCACCCAC 226

Ai06B13628 Araip.B06 13628 c (T)11gaaaattaaaaccaaaaattaaaataattagttaattaaaaagaatttttgaaaaagaggatagatattttcgaaaatt(AG)6102 56315287 56315388 TGAGAGAGGAAGAGGATTTTCG TTGCAAAATATCTTTTCTAACCTCC 262

Ai06B13632 Araip.B06 13632 p2 (AG)11 22 56341679 56341700 GAGTGGAGAGAGGGGTAGGG GGGCGTTTACATGCCTAAAA 262

Ai06B13633 Araip.B06 13633 p3 (TTG)5 15 56344369 56344383 TGCTCCTTCCACAGAAGTCA GCAGGAACAAGGACATAGGC 223

Ai06B13636 Araip.B06 13636 c (TTTAT)5tttaatttcggtattc(A)1051 56350080 56350130 TTTTAATTTTTGAACGTATATTCGAC CCATGATGGAGAAAGGGAGA 134

Ai06B13638 Araip.B06 13638 c (A)10g(A)10gagaaaaagcaagcag(A)1047 56363839 56363885 GCAGTGAAGAACAAAGCTTGC CCTCGACTTTAACCGCTCAG 267

Ai06B13640 Araip.B06 13640 p2 (AC)6 12 56374620 56374631 AATACATGAGCATGCACCCA GCCTACGCTTAACCCACTTG 208

Ai06B13641 Araip.B06 13641 p2 (TA)8 16 56374936 56374951 AGGCTGTTTGGGTGAGTGAG GGCAATTTTGGGTGACAAAT 279

Ai06B13647 Araip.B06 13647 p3 (AAT)5 15 56406631 56406645 CAGGCCGATATCAAATGGTT TTGCCATGGAAAGGAGTAGG 190

Ai06B13648 Araip.B06 13648 p2 (GA)6 12 56409347 56409358 TATATGGGTGGGCTTGGGTA CCACAGGATCACCTCAGGAT 201

Ai06B13649 Araip.B06 13649 p3 (AAT)5 15 56414338 56414352 CACGGAGATTGTCGGTATGA TTGCCATGGAAAGGAGTAGG 241

Ai06B13650 Araip.B06 13650 p2 (AT)8 16 56419329 56419344 ATTGGGTAGGGAAACTTGGG GGCATTTTTGTCCCCTTTTT 190

Ai06B13651 Araip.B06 13651 p2 (AT)6 12 56427909 56427920 TTTGTCCCATGTGCATTGAT TGGGGAATTTTATGGGAACA 226

Ai06B13652 Araip.B06 13652 c (AT)11(GT)9 40 56430661 56430700 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 269

Ai06B13654 Araip.B06 13654 c (T)10ctttttctcactt(TA)635 56445930 56445964 TTCACCACTTACTTTGGGGC GTGTGGGGAAGTGAATTTGG 229

Ai06B13658 Araip.B06 13658 p2 (TG)6 12 56480651 56480662 GCAGATTAGGGAAAGGGGTC TTTTTCACCTTCATTTGGGC 143

Ai06B13678 Araip.B06 13678 c (A)10tttatgc(T)11 28 56668872 56668899 TCCTAAAAATCCTCGAAAACCA CCCTAAAACCCCTAAAAACCC 266

Ai06B13679 Araip.B06 13679 p2 (TA)13 26 56675179 56675204 CCTTTCAGGATATAGGCGCA AGCGCTCCCAAAAATACCTT 278

Ai06B13680 Araip.B06 13680 p2 (TA)8 16 56691580 56691595 GGCATTTTTGTCCCCTTTTT TTGATTTTGGGAGAGTTGGG 279

Ai06B13685 Araip.B06 13685 p2 (GC)6 12 56748375 56748386 AGTAGCCAGAGACGGTGGTG GGCCTACTTTGTGCCAACTC 265

Ai06B13686 Araip.B06 13686 c (GC)6atagtgtgcttgcgtgcggatgccccgtttcccttg(T)1159 56748851 56748909 GGCACAAAGTGGGCATAACT ACCAGCTTAAACACCTGCCA 171

Ai06B13687 Araip.B06 13687 p2 (CT)9 18 56749733 56749750 CGAATTCTGGGCTGTTTCTG AAACCTGGGATCGAGAGTCA 222

Ai06B13689 Araip.B06 13689 p2 (CT)8 16 56755803 56755818 TCGCAGTGACAGAATTCCAG AAACCTGGGATCGAGAGTCA 261

Ai06B13690 Araip.B06 13690 p2 (CT)6 12 56777276 56777287 CCTGATAAAAAGAAACAATCCTGAA TTTCTGGGCTGTTTTTGACC 209

Ai06B13693 Araip.B06 13693 p2 (CT)20 40 56810934 56810973 CTCTCTCTCCCATTGCCAAC GAGGAACCAAAAGACGAGGA 274

Ai06B13696 Araip.B06 13696 p2 (TC)6 12 56827149 56827160 GGGATGCGAAATCCTTGATA GCCAAAGGGGGTTTTATGAT 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B13698 Araip.B06 13698 p2 (CT)8 16 56834288 56834303 GGAACATTGAACCTGTGATTTG TGCATCCATTCAGACACACA 130

Ai06B13700 Araip.B06 13700 c (T)11(A)10 21 56841916 56841936 TTGGTGTTCCTTGGTGTTTTC AAAAATGAGGGAAGAGAAAGTGG 265

Ai06B13701 Araip.B06 13701 p3 (CTT)5 15 56844423 56844437 TGGAGAGGTTTCCAGCAACT CTCCTTCCACGGTGTTTGAT 203

Ai06B13704 Araip.B06 13704 p2 (CT)7 14 56851977 56851990 GGAACATTGAACCTGTGATTTG GCGACCTGTACGTGTCAGAA 254

Ai06B13705 Araip.B06 13705 p2 (GC)6 12 56854773 56854784 TTGGCTATTTCTTCATCCGC CGATGCCTTGATGTGTTTGT 223

Ai06B13711 Araip.B06 13711 c (T)12a(T)10 23 56862672 56862694 GCTCCGATTTTGAGGATGAA ATTCAGGGTGGCAGATCAAC 208

Ai06B13715 Araip.B06 13715 p2 (AT)32 64 56875190 56875253 TTGCATGAACCAGAAATCCA TCAAATGCAAATGAGCCAAG 166

Ai06B13716 Araip.B06 13716 p2 (GA)6 12 56876849 56876860 GGGGGATTTAAGGGAGACAA CATAAGCCAATTTCGCAACA 246

Ai06B13717 Araip.B06 13717 p3 (TAT)5 15 56886275 56886289 ATGCTTTGCGCTTTTCTGTT TCTTAATCGGCCAATTTTCG 170

Ai06B13718 Araip.B06 13718 p2 (TA)6 12 56895095 56895106 GCAAAAACCAAAACATCATCA TTTTTAGTCCGGGTACCTGTTT 236

Ai06B13719 Araip.B06 13719 c (T)14c(T)12 27 56897375 56897401 GGTGTCAATATGTTTGGCCC GGTGATGAGATAGTGAATGCCA 270

Ai06B13722 Araip.B06 13722 p2 (GA)20 40 56917836 56917875 ATGGAAAAGAAAAGAGGGGG GCACAGCTTCCCTAATTTGC 193

Ai06B13723 Araip.B06 13723 p3 (TAA)16 48 56933268 56933315 CCTGCTCATGAATGTTCCCT GCCACCAGATGAAGGACAAC 218

Ai06B13724 Araip.B06 13724 p3 (TAA)16 48 56933594 56933641 GTAGCCATGAGACCCCTGTT AACGCAAAGAAGACGATGGA 280

Ai06B13727 Araip.B06 13727 c (GA)13a(AG)6 39 56955952 56955990 TATAGGGGTAGGGGGAGGTG AGTCCTTGACCCCTCAGGAT 188

Ai06B13728 Araip.B06 13728 p4 (TTTA)6 24 56976972 56976995 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 160

Ai06B13730 Araip.B06 13730 c (A)10tcccgaggagcctgccgaagatgaggccaatacggctctcccttaggtgtcctccttgaaatagcatcatttaaagaacgagtgtcagcacaacgt(A)10116 56988162 56988277 TAAGGATCGAGGGTCAGCAC AAATGACGCTATCCCAAGGA 228

Ai06B13736 Araip.B06 13736 c (A)11ccgg(A)10 25 56993871 56993895 TGTCCTCCTCGAAATAGCGT ATGTTCTCATCTTCGGCAGG 230

Ai06B13763 Araip.B06 13763 c (A)10ccggaggagcctgccgaagatgtggccatcacagctcgcctttaggtgtcctcctcgagatagtgtcatttaaagaacgagggtcagcacaacgtc(A)10116 56999164 56999279 AGAACGAGGGTCAGCACAAC CGCTATCTCGAGGAGGACAC 239

Ai06B13764 Araip.B06 13764 c (A)10ttcgagaaaaaaatcgt(A)1138 56999527 56999564 AAGAACGAGGGTCAGCAGAA ACCTAAGGGCTTGCCGTAAT 238

Ai06B13769 Araip.B06 13769 c (A)10gaggaacctgctgaagatgaggccattacagctcgcctttaggtgtcctcctcgaaatagcgtcatttaaagaacgagggtcagcacaacgt(A)10ca(AAT)9141 57000590 57000730 GAACGAAGGTCAACACAACG AGCCGTAATGGCCTCATCTT 274

Ai06B13772 Araip.B06 13772 c (A)13ccgg(A)10 27 57001364 57001390 CGAAGGTCAGCACAACGTAA ACCTAAAGGCGAGCGGTAAT 235

Ai06B13783 Araip.B06 13783 c (A)10ccg(A)11 24 57007655 57007678 GCCATTACGGCTTTCGTTTA TAAATGACGCTATCCCGAGG 170

Ai06B13786 Araip.B06 13786 c (A)12ctgg(A)10 26 57008647 57008672 ATGAGGCCATTACAACTCGC CGCTATCTCGAGGAGGACAC 167

Ai06B13787 Araip.B06 13787 c (A)12ctgg(A)10 26 57009008 57009033 TGTCCTCCTCGAGATAGCGT ACCTAAAGGCGAGCCGTAAT 249

Ai06B13789 Araip.B06 13789 c (A)13ctgg(A)10 27 57009510 57009536 ATTACGGCTCGCCTTTAGGT GTTGTGCTGACCCTCGTTCT 188

Ai06B13794 Araip.B06 13794 c (A)10ccagaggtgcctgccgaagatgaggccattacggctcgcctttaggtgtcctcctcgaattagcatcatttaaagaacgagggttagcacaacgt(A)12ctgg(A)10131 57010720 57010850 GAACGAAGGTCAGCACAACA GAACCGTAATGGCCACATCT 214

Ai06B13796 Araip.B06 13796 c (A)10ccgg(A)10 24 57011685 57011708 TGTCCTCCTCGAGATAGCGT ACACCTAAAGGCAAGCCGTA 250

Ai06B13802 Araip.B06 13802 c (A)10ccgg(A)10 24 57023539 57023562 GAAGGAGCCTGTCGAAGATG ACACCTAAAGGCAAGCCGTA 166

Ai06B13803 Araip.B06 13803 c (A)10tcgg(A)10 24 57024939 57024962 CAGCTCGCCTTTAGATGTCC ACACTATCTCGAGGAGGCCA 279

Ai06B13804 Araip.B06 13804 c (A)10tcgg(A)10 24 57025688 57025711 TGAAGATGTTGGGAGGGGTA AATCCAGCAACACACAACCA 129

Ai06B13808 Araip.B06 13808 c (A)12g(A)10 23 57026696 57026718 ATTACGGCTCGCCTTTAGGT GTTGTGCTGACCCTCGTTCT 208

Ai06B13809 Araip.B06 13809 c (A)11tccgagaaaaaaactag(A)1038 57026838 57026875 AGAACGAGGGTCAGCACAAC CTAAAAGGCGAGCCGTAATG 248

Ai06B13812 Araip.B06 13812 c (A)10caggaggagcctgctgaagatgaggccattacggcccgcctttaggggtccccctcgggatagcgtcatttaaagaacgagggtcagcgaaaggt(A)22127 57032201 57032327 TGTCCTCCTCGAGATAGCGT CTCATCTTTGGCAAGCTCCT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B13815 Araip.B06 13815 c (A)10caggaggagcctgctgaagatgaggccattacggcccgcctttaggtgtcctccttgaaatagcgtcatttaaagaacgagggtcagcacaacgt(A)12117 57042112 57042228 TGTCCTCCTCGAGATAGCGT ACCTAAAGGCGAGCCGTAAT 264

Ai06B13816 Araip.B06 13816 c (A)10caggaggagcttgctgaagatgaggccattacggcccgcctttaggtgtcctccttgaaatagcgtcatttaaagaacgagggtcagcacaacgt(A)13118 57042501 57042618 GAACGAGGGTCAACACAACA TCAAGGTGGACACCTAAGGG 233

Ai06B13824 Araip.B06 13824 p2 (TC)6 12 57082463 57082474 TCAACCTTCTATCGCAACCC GCTTTTAGTGAGCACCGAGG 116

Ai06B13825 Araip.B06 13825 p2 (AC)6 12 57105059 57105070 CCAATATCCCAAGTCTCCCA GCTCACTCACCCAAATAGCC 197

Ai06B13826 Araip.B06 13826 p2 (TA)6 12 57105522 57105533 TGGAACATGATTTTCAAGCAA TTAAGTGTGGGGAGGTCGTC 209

Ai06B13831 Araip.B06 13831 p3 (TCT)6 18 57184357 57184374 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai06B13833 Araip.B06 13833 p2 (TA)7 14 57194633 57194646 GGGTTGTGTGTTCTCTGGCT CAGAATCACAACAATCCACACA 199

Ai06B13837 Araip.B06 13837 p2 (AT)8 16 57200207 57200222 TGGGAACCTTGGGACATTAG TTTACTTTGGGGCCTTTTTG 244

Ai06B13840 Araip.B06 13840 p3 (TCT)5 15 57208890 57208904 TCGAAATTCTCTGTCTCATCTTTC TCGGCCATGTCTCTTTCTTT 280

Ai06B13843 Araip.B06 13843 p3 (AAT)5 15 57234102 57234116 TTATTTTCGGTTGCCGTCTC CCCCCTCTTTTCTTCCACTC 251

Ai06B13844 Araip.B06 13844 p2 (AG)6 12 57234436 57234447 TAGAATAGGATGGGGGAGGG CCAAATTTTCACTTTTTGTTTGTTT 241

Ai06B13845 Araip.B06 13845 c (T)11gaaaataaaat(A)1032 57235625 57235656 AATTGCAAGCCTCAGTCCAA TCGAGTTTGGACAACTGACG 254

Ai06B13847 Araip.B06 13847 p2 (AG)6 12 57239690 57239701 ATAGGTGAGGGGTTTTTGGG GAATGGTGCCAGACTGGATT 262

Ai06B13850 Araip.B06 13850 p2 (GT)6 12 57293586 57293597 ATGTGATGCAAAAGTGGGAA TGGTTGAAATGGGGCTAAAG 159

Ai06B13852 Araip.B06 13852 p3 (AGA)5 15 57309143 57309157 TAGAATTGGACTTGGTGGGC CATACCTTCTCCACTCCCCA 256

Ai06B13853 Araip.B06 13853 p2 (AT)9 18 57336730 57336747 TGTGGGAAAACTTGGGACAT TTGGGGTATTTTGTCCCCTT 249

Ai06B13855 Araip.B06 13855 p2 (GT)6 12 57357771 57357782 AGCCAACTTTGAGCCTACGA GTGCCAAGTTTTCCCACACT 153

Ai06B13856 Araip.B06 13856 p2 (AT)6 12 57365380 57365391 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 247

Ai06B13858 Araip.B06 13858 p2 (AT)40 80 57376929 57377008 CTGCTCTGGGGAATCAAAAA TGAGTTGCGACTAGGGTTAGG 199

Ai06B13859 Araip.B06 13859 p2 (AG)6 12 57388314 57388325 GAAATTTTGAAAAAGAGGGAAGA GCTTTAGTGGCAGAGCCATC 174

Ai06B13861 Araip.B06 13861 p2 (AG)6 12 57419097 57419108 TGACAAAGAAGAGGGCACAG TTTCTTATCTTTTTCAAAACCACC 279

Ai06B13864 Araip.B06 13864 p2 (AG)6 12 57431331 57431342 GGCGTTTTATGAAGGATGGA CACCTCAAGATCCCCACCTA 143

Ai06B13865 Araip.B06 13865 p2 (AC)7 14 57448059 57448072 GGGCTAAGGTAAGGGTGAGG AAGGGGACAAATTACCCCAA 233

Ai06B13866 Araip.B06 13866 c (A)10g(A)11 22 57459765 57459786 TACATGTGGTGGCAATGCTT TGGTTTTAAGGGCTATTGGC 254

Ai06B13870 Araip.B06 13870 p2 (CT)6 12 57470789 57470800 CACAGGATCTCCACCAACCT GTTTGGGAGGGAAAATGGTT 227

Ai06B13871 Araip.B06 13871 c (T)10gaaatcaaaaataaaaattaaaaataattagttaattaaaaagaaattttgaaaaaggggaaagatattttcgaaaat(AG)7102 57475279 57475380 AAGATGAGAGAGAAGGAGGGAAA CTTTTTGTTTGTTTCTTAACTTTTTCA 253

Ai06B13872 Araip.B06 13872 c (T)10a(T)10 21 57476394 57476414 TCGAAAAATGCAAGATGCAC TTTTGGACTGGAGCTTTCGT 272

Ai06B13874 Araip.B06 13874 p3 (TGA)5 15 57482381 57482395 GGGGAACAAGCAACTTTCAA ACTATGCTATGCAGGCAGGC 228

Ai06B13877 Araip.B06 13877 p5 (TTATC)5 25 57511716 57511740 GGACTGGCTGCACTTTTGAT GCAGCCCAAGTCTACAGAGG 269

Ai06B13878 Araip.B06 13878 p2 (TC)6 12 57543933 57543944 CCTCTCTCTCCCTCTCTCCC GCACGCTTGATTCTCTTGAA 262

Ai06B13879 Araip.B06 13879 c (TA)6ttttctttttctc(T)10c(T)1147 57553098 57553144 TGGGGTAATTTTGTCCCCTT TGTGCATCAACTAAGTGTGGG 228

Ai06B13890 Araip.B06 13890 c (TC)7atctccttctatttatttatttatttactaacatctcttcctcacttaccaaaaatccgaa(CT)891 57616152 57616242 TCAAAAACAATCTTCGAAAATCAC TTCTTGTCCTTGCTCCTGCT 278

Ai06B13891 Araip.B06 13891 p5 (AAGAT)5 25 57621920 57621944 AGAGATAAGGGCGGTTCCAT TCTCGAATTATCCCAGGTCG 124

Ai06B13892 Araip.B06 13892 p2 (AT)17 34 57644603 57644636 CCAAACTATGCACAAAATCAAAA TGGATATTTGCTTGCCTTCA 225
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Ai06B13897 Araip.B06 13897 p2 (CT)6 12 57665718 57665729 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTGAGGAGAGCAGAGATG 280

Ai06B13898 Araip.B06 13898 p3 (TAT)6 18 57666049 57666066 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai06B13900 Araip.B06 13900 p2 (AT)26 52 57679834 57679885 CCTAAAGTGTGGGGAGGTCA TCACAATCAACAACTGAGATGC 272

Ai06B13903 Araip.B06 13903 p3 (TCT)6 18 57688878 57688895 TCCATACACACATCCCTCCA AAGCAATTGCCTTCCCTTTT 189

Ai06B13904 Araip.B06 13904 p3 (TCT)5 15 57703011 57703025 CTAATTGGGTGCAGGGATGT CCCTCGAGCAAAAGAAGAAA 229

Ai06B13905 Araip.B06 13905 p3 (TCT)5 15 57729515 57729529 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTT 128

Ai06B13907 Araip.B06 13907 p2 (TA)16 32 57745248 57745279 CCTAAAGTGTGGGGAGGTCA TCACAATCAACAACTGAGATGC 248

Ai06B13911 Araip.B06 13911 p4 (TAGT)5 20 57788701 57788720 TCCTCAACAACCATTCACCA TTCATGAAGGCAATGCTATGA 280

Ai06B13913 Araip.B06 13913 p5 (AAATA)5 25 57806466 57806490 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 227

Ai06B13915 Araip.B06 13915 c (T)10ctttttttttctcactt(TA)6(T)1049 57830412 57830460 TTCACCACTTACTTTGGGGC ATGGGAAAATTGGGTTTGAA 234

Ai06B13917 Araip.B06 13917 p3 (GAA)6 18 57837859 57837876 AACGCTTCCTTAGGGTCCTC TTTGAATTCTTCCCCCTTCC 225

Ai06B13921 Araip.B06 13921 p2 (TC)9 18 57897239 57897256 CAAAACACACTTCCCACCCT TGATGCAAGCGGTGATAGAG 142

Ai06B13922 Araip.B06 13922 p3 (TTC)15 45 57898076 57898120 AATCACACGCTTCGTACTGTT CTGATGATGGGGGAGAAAGA 213

Ai06B13925 Araip.B06 13925 p2 (GC)6 12 57981991 57982002 TGTTTGGGAGTGTTGGATGA AAATATGCCATTGACGCACA 194

Ai06B13927 Araip.B06 13927 c (AAT)6agggatcctttttacccaggtatagaggtccctgtgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)6gggggttcagatttttggtgagtgaggaagaggattttcgaaaattatttttgaaaaatggttagtgattttcgaaaa(T)10190 58023370 58023559 GCTCATATGAAAAAGAGGGAACA TGCAAGGAGGATGCTTGTAT 280

Ai06B13928 Araip.B06 13928 c (AAT)5agggatcctttttacccaggtatagaggtccctgtgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)699 58023802 58023900 CTGAAAGGTGCTTGCTGGAT CCTCACTCACCAAAAATCCG 262

Ai06B13931 Araip.B06 13931 p2 (AG)6 12 58030915 58030926 CAGGTTGAAGTGCGAATGAA TTTCTTATCTTTTTCAAAACCACC 198

Ai06B13933 Araip.B06 13933 p3 (AGA)5 15 58040548 58040562 CGGTCTTAGGTGCCATCAAT ACACATCCCTCTCTTCCCCT 181

Ai06B13941 Araip.B06 13941 p3 (GAA)5 15 58120705 58120719 CCATGATGGAGAAAGGGAAT TTGGTGTCATTTTGTTGTTTTTC 266

Ai06B13943 Araip.B06 13943 p2 (AG)6 12 58141567 58141578 TTTTCTTTACTGCTCACTTTATTTTCT GATTTTTGTAACGGGCATGA 276

Ai06B13945 Araip.B06 13945 p3 (AGA)6 18 58151734 58151751 ATCGGGAGAGTAATACGGGC ACTCCTCCTTGGATGTCCCT 210

Ai06B13947 Araip.B06 13947 p2 (GC)6 12 58186710 58186721 ATGGTCTTTGGGAGTGTTGG TAGTTGCATTGTGCCTTTCG 269

Ai06B13952 Araip.B06 13952 p3 (GAA)5 15 58241621 58241635 AGGCAAGGGACAGTAGCTGA GCAAGGCAACACCAAACTTA 175

Ai06B13955 Araip.B06 13955 c (A)14taggcg(A)10 30 58272614 58272643 TTGATCTGGTGACAATGCGT CCTTTGGCTTTTTCTGCTTG 265

Ai06B13957 Araip.B06 13957 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattcttatttttatttttaatttc(A)11102 58278024 58278125 CTTCTTATCTTTTCAAAATTTGTTTCA ATGAGATGGGAGAGGGAGAA 280

Ai06B13962 Araip.B06 13962 p4 (TTTA)5 20 58303217 58303236 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 199

Ai06B13967 Araip.B06 13967 p4 (TTTA)7 28 58322652 58322679 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 213

Ai06B13968 Araip.B06 13968 p3 (TTG)5 15 58334626 58334640 AGGTGATGAGCTGTGGCTTT GACGAAAGAACCCTCAGGTG 271

Ai06B13975 Araip.B06 13975 p2 (AT)27 54 58361228 58361281 TGGAAAAATGGGTGGACATT TTTCACACACATTCATGCCTT 249

Ai06B13977 Araip.B06 13977 p6 (AAAATA)6 36 58388174 58388209 GCTCGCCAAATACGTGAAAT ATTTCTGCCAGGCATCAGTT 228

Ai06B13980 Araip.B06 13980 p2 (GA)6 12 58414688 58414699 TCCGAGCAAAAGGAGAAAGA CCCATCACCTCTTCACCACT 261

Ai06B13987 Araip.B06 13987 p3 (GAA)5 15 58467910 58467924 CATGACTCGGAGGTGGAAGT CCTCCTCCCTCTTCTCCATC 199

Ai06B13991 Araip.B06 13991 p3 (GAA)5 15 58521279 58521293 TCTTCTTGGCCACAACATCA TGAAACACACCTCCTCCCTC 273

Ai06B13992 Araip.B06 13992 p2 (AG)6 12 58523328 58523339 GCTATTGCAGGGTTCTCAGG TTGCAAAATATCTTTTCTAACCTCC 194
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Ai06B14007 Araip.B06 14007 p2 (TA)9 18 58647061 58647078 CTGCCAAATCAAATCACCCT GTGATAAAGCCGGACGAATC 272

Ai06B14010 Araip.B06 14010 p2 (AC)6 12 58661669 58661680 GGGCTAAGGTAAGGGTGAGG ATGCACATGCGATGGAAATA 195

Ai06B14013 Araip.B06 14013 p2 (GA)6 12 58670295 58670306 TTTGAAAAGAAGTTAGTGATTTTTGA TTTTCAAAATATCTTCTCTAACCTCC 267

Ai06B14014 Araip.B06 14014 c (T)12cgtttttcatatttaataactcttctctttatcagtactttcgtgcatctgcatctgcatattt(A)1288 58684170 58684257 GAGGATCCCCACATAGCAGA TTTCTCTCCTCTCCTTGCCA 261

Ai06B14017 Araip.B06 14017 p3 (GAA)5 15 58688205 58688219 TTTTGCTCTTGCCTCTTGGT AACCACATCTCCCTCTCCCT 265

Ai06B14018 Araip.B06 14018 c (A)10(T)10 20 58697996 58698015 CCATGCTTCACATGCTTCAT GGCAACAGCACCAAGTTTTT 249

Ai06B14024 Araip.B06 14024 p2 (TA)11 22 58751625 58751646 TCCCATCTCAACTGTAAAAGTCC AGTGGTGGAATCTCATGCAA 200

Ai06B14037 Araip.B06 14037 p4 (TAAA)6 24 58814886 58814909 TCCAATCAAATCCTGTCAATCA CCATGATGGAGAAAGGGAGA 195

Ai06B14043 Araip.B06 14043 p3 (CTT)5 15 58839274 58839288 CAACTGTCTTGGAAGGAGGC AACCCCAGTGGACAAGACAG 152

Ai06B14081 Araip.B06 14081 p4 (TTTA)5 20 58891405 58891424 TACTGGCAGCTTTGTTGCAC TCGAAAATCTTCACCCATTTTT 269

Ai06B14115 Araip.B06 14115 p2 (AG)7 14 58942260 58942273 TTGAAAAATGGTTAGTGATTTTCG AATTGATTTTCAAATCTTTTTCAAC 212

Ai06B14171 Araip.B06 14171 p4 (AAAT)5 20 59050005 59050024 TCCTTACCACTTTCTCCCCC CCAATGGAGGGTATGCAGAT 241

Ai06B14172 Araip.B06 14172 p2 (AT)6 12 59055298 59055309 CAAGGACGCTGGAGTAAGGA TGGCTTTTTCTGCTTGCTTT 230

Ai06B14180 Araip.B06 14180 p2 (TA)14 28 59065384 59065411 GGAATCACCCTGGAGTTGAA AGCCCCATGTGCTCAATAAG 215

Ai06B14188 Araip.B06 14188 p4 (AAGA)5 20 59078696 59078715 GCACCACGAAAATACCAGAAA GCCAGCGTCACACAACTTAT 259

Ai06B14191 Araip.B06 14191 p3 (GAA)5 15 59082184 59082198 TCTTCCCCTTCCCCTTTCTA GCCCTCCATTCTTCATCAAA 237

Ai06B14192 Araip.B06 14192 p3 (AAT)5 15 59083582 59083596 CAGGTTCTGGATCTGCTTCC CACCTCACATCTCAACCATCC 207

Ai06B14193 Araip.B06 14193 p2 (AG)6 12 59083925 59083936 GGATGGTTGAGATGTGAGGTG TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai06B14194 Araip.B06 14194 c (T)12gaaaacagatgagaaaattttagaaatatttttgaaa(T)1261 59085578 59085638 CGCCTGACATACTCATTCCC TAAGCTAGAATGATGGCGGC 280

Ai06B14206 Araip.B06 14206 p3 (TCT)6 18 59116039 59116056 CCGAATACACACATCCCTCC CGGTCTTAGGTGCCATCAAT 152

Ai06B14208 Araip.B06 14208 p3 (GAA)5 15 59121986 59122000 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 245

Ai06B14209 Araip.B06 14209 p2 (AG)6 12 59124036 59124047 GGAGCAGAGATGTGAGATGAAG TTTTTGTTTGTTTCTTACCTTTTTCA 277

Ai06B14223 Araip.B06 14223 p5 (TTTTA)6 30 59141031 59141060 CAATTTTCAAATTTCAACACTTTTT AAATGTGGGTGACGGTTTTC 236

Ai06B14224 Araip.B06 14224 c (TTATT)5ttaatttcggttttc(A)1353 59141246 59141298 GAAAACCGTCACCCACATTT AAGGAACATGATGTGGATTGC 185

Ai06B14226 Araip.B06 14226 p2 (CT)7 14 59153199 59153212 CTCGGCCCAGAAAATACAGA AAACCTCGGATCGAGAGTCA 190

Ai06B14235 Araip.B06 14235 p3 (AAG)5 15 59193599 59193613 GTCTTGATGGGCTTTGGAGA AACAAAACCCTCTCATCCCC 270

Ai06B14238 Araip.B06 14238 p2 (CT)6 12 59224176 59224187 CTTTTTGTTTGTTTCTTAAGTTTTTCA AAAGGGAAAAGCATGAGCCT 271

Ai06B14239 Araip.B06 14239 p3 (TCT)5 15 59225915 59225929 TTTTCCATCCACCACTCACA GCTATGCTTTTTACCACGCC 129

Ai06B14243 Araip.B06 14243 p2 (CT)6 12 59246002 59246013 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 275

Ai06B14247 Araip.B06 14247 p2 (AG)7 14 59275787 59275800 TGAAGCAAGAAAAAGCAGCA TTGCCTTTTGGTTTTAAGGG 115

Ai06B14249 Araip.B06 14249 p3 (TTC)5 15 59282621 59282635 CTCCCAAACCCAACCCTAAT TAAAATGTTTGCTCGTCCCC 199

Ai06B14250 Araip.B06 14250 c (A)10tgcgaaaaaaaagaaaagaaaaatagcgaaaaaaaagaaaaagagaaagc(A)1070 59284311 59284380 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 246

Ai06B14252 Araip.B06 14252 p4 (AAAT)10 40 59308332 59308371 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 165

Ai06B14253 Araip.B06 14253 p4 (TTTA)5 20 59320773 59320792 TACTGGCAACTTTGCTGCAC TTTGAAAATCTTCACCCATTTTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B14257 Araip.B06 14257 p2 (TA)26 52 59359817 59359868 GATTTTCACAATCACAACAATCC GGGTTGTGTGTTCTTTGGCT 241

Ai06B14258 Araip.B06 14258 p4 (ATAA)5 20 59360523 59360542 TGGGAACTTGGGTTGACAGT AGCTTCCCAAATTTCCCACT 275

Ai06B14259 Araip.B06 14259 p2 (TA)8 16 59360745 59360760 GGAAATTTGGGAAGCTAGGC TTTCAAGGTTGTAATGGGGC 157

Ai06B14260 Araip.B06 14260 p2 (AG)6 12 59361884 59361895 GACACGTACGCGTGACAGAC TGAACCTGGAATGAAGAAGGA 277

Ai06B14263 Araip.B06 14263 p2 (CT)6 12 59404617 59404628 TTGGTTTTCAAAATTTGTTTCA GATGGGAGAGGGAGAATTTTT 274

Ai06B14265 Araip.B06 14265 p3 (TAT)5 15 59404962 59404976 TCACATTCTTTGTCTCCCCC CCATTTGTGTGCCATTTCTG 273

Ai06B14266 Araip.B06 14266 p3 (TCT)5 15 59405489 59405503 TCTCTCTCACCCAATCCCAC TAGAATATTGCTCGCCCTCG 113

Ai06B14271 Araip.B06 14271 p3 (AGA)5 15 59415846 59415860 TTAGAATGTTGCTCGCCCTT ACCCACCTCACCCTCTCTCT 149

Ai06B14273 Araip.B06 14273 c (A)10tttttgaaaacatttttatttttatttttcgaaaataaaggaaa(T)1266 59431145 59431210 CAGGCTTCAACATGCTTCCT ATTGTTCGAGCCTGGACATC 278

Ai06B14274 Araip.B06 14274 p2 (GC)6 12 59439713 59439724 CCGGAGTGAGTCAGTGAGGT TACCCGAGAGTTATGCCCAC 272

Ai06B14276 Araip.B06 14276 p2 (GC)6 12 59450818 59450829 GGTCACGTACAGCCTTCCAT AGATCTTGGGAAAAGCAGCA 211

Ai06B14277 Araip.B06 14277 p4 (ACAT)5 20 59459490 59459509 GGAAAGAACTAGGAAATTTTTGAA AGAATGCCCTTGAAGCAAAA 123

Ai06B14278 Araip.B06 14278 p2 (AT)34 68 59460408 59460475 TCCCATTTTATTTTCATTTTTCA CAAATTCACATATGCATTCCGT 231

Ai06B14280 Araip.B06 14280 p2 (CT)6 12 59478846 59478857 CAGAGGTTATGAAGTGGGGG GGAAACGGTTCATAAGCCAA 258

Ai06B14284 Araip.B06 14284 p3 (ATT)5 15 59513378 59513392 TAACTGATCTGAGGGGCCTG CAGAGGAGGCAGAGACAACC 180

Ai06B14289 Araip.B06 14289 c (TA)8(TG)25gtgtgtgtgtgc(GT)690 59570163 59570252 TAACTCACGGCAGCTCTTCA CCAAACATTTGATTTGGAAGC 261

Ai06B14290 Araip.B06 14290 c (TG)13ta(TG)8 44 59570566 59570609 GCTTTCGCCATAACCTGCTA GCCATTTCTGCGATCTCAAC 277

Ai06B14299 Araip.B06 14299 c (TA)8tttgctattgtagatgctcttgtttcggtagttgcacacttttag(TA)1081 59676836 59676916 GGAAAGTCACCGTTCGTGAT CACAATCAACAACTATGATGCAAA 279

Ai06B14301 Araip.B06 14301 p2 (TA)13 26 59682309 59682334 TGAACTTTGGGGCATTTTGT TGATTTGGGAAAATTGGGAA 258

Ai06B14305 Araip.B06 14305 p4 (TTCC)5 20 59732828 59732847 TCGCGTTTTCTCTCTTCCTC GCCCTCTTCGTATCCATTCA 232

Ai06B14306 Araip.B06 14306 p2 (CT)6 12 59779361 59779372 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 275

Ai06B14307 Araip.B06 14307 p3 (TTC)5 15 59782962 59782976 ACACAACCCTCTTTTCCCCT CATGACTCGGAGGTGGAAGT 235

Ai06B14313 Araip.B06 14313 p2 (CT)6 12 59819147 59819158 AAGAACCTGGGATTGAGAGTCA CCAGTTCGTGGCCTAGAAAA 193

Ai06B14316 Araip.B06 14316 p4 (AAAT)6 24 59848210 59848233 CCTTTTCAAAGCTTCCTAACCA CCATGATGGAGAAAGGGAGA 174

Ai06B14319 Araip.B06 14319 p4 (AAAT)5 20 59898550 59898569 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 278

Ai06B14324 Araip.B06 14324 p2 (AG)6 12 59931179 59931190 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 236

Ai06B14329 Araip.B06 14329 p4 (TAAA)6 24 59976149 59976172 TCTCCTCTCTTCCTTTTCGAATTA TCCATTCCCATTTGGGTTTA 205

Ai06B14332 Araip.B06 14332 p2 (TA)9 18 60007476 60007493 TGTCGTGTCTGTGTTTTGTGG TGGAATTGATTTGGGACCAT 267

Ai06B14333 Araip.B06 14333 c (A)10gagaaaaaagaaaatggc(A)1240 60037445 60037484 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 254

Ai06B14334 Araip.B06 14334 c (T)10gaaaaccgaaat(TAAAA)547 60043733 60043779 AGCATATGACCCCAGAGTCC CCTCACCCACATCTTTTTCAA 242

Ai06B14335 Araip.B06 14335 p3 (CCT)5 15 60064110 60064124 CCCTCGACACTGATTTCCAT GACGAAGCTGGTTCAGAAGG 118

Ai06B14336 Araip.B06 14336 p2 (CA)6 12 60070762 60070773 GCGCTTTAAAAGTGATGCCT TCCGTTCATCAGTGTGCTTC 153

Ai06B14337 Araip.B06 14337 p2 (CA)11 22 60072493 60072514 TTCTCCTTCGTGCATAACCC CACTGGTGGTCGACAATGAC 260

Ai06B14338 Araip.B06 14338 p2 (GA)7 14 60072629 60072642 TCACGCGATATACACCCTCA CATCGCGTTTTCTCTCTTCC 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B14341 Araip.B06 14341 p2 (TG)11 22 60103811 60103832 CCTCCCTTCCTTCTTATCGG CCCCAACTGGTTACCTCTCA 198

Ai06B14345 Araip.B06 14345 p2 (CT)6 12 60120652 60120663 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGAGATGAGGGAGAAGCATT 223

Ai06B14348 Araip.B06 14348 p3 (CAT)5 15 60149092 60149106 AACAGAGGCTTTGGCAGATG CAAGGCATCGAATGGTAATG 255

Ai06B14350 Araip.B06 14350 p2 (AG)6 12 60156305 60156316 TCATGAACACGTCCTCCATT TGCGAAGAATTCATAAGCCA 247

Ai06B14351 Araip.B06 14351 c (TC)8ccctcttcctcctctctctctcccctcc(CT)1064 60158177 60158240 AACCGGTTAAATCATCTCTTCCT GAGAGAAAGAGGGAAGGGGA 252

Ai06B14352 Araip.B06 14352 p2 (CT)8 16 60158392 60158407 CCTCTCTCTCTCCCCTCCC GGAGAAAGAGGGCAAGGAA 224

Ai06B14353 Araip.B06 14353 c (TC)7ccctcttctt(TC)6ctttacctcccctctctt(TC)666 60158581 60158646 CCTCCCCTTCTTCTCTCTAATCA GGGAAGGGGGAGAGAGAAAT 241

Ai06B14354 Araip.B06 14354 c (GA)6tagatagagaggagggggagagagagaagagaaagagaggaggagagagaaaaatgggagagagagaaagagagagagaaaagaaagagaagag(GA)8122 60159127 60159248 GGGGAGAGAGAGGGAGAGAA TCCTTCCATTGCTTTCGTTC 264

Ai06B14357 Araip.B06 14357 c (GT)6ttttgttaaa(AAAT)542 60190212 60190253 ATTGCCAACCAATTTTGAGC ACTTTGGGGAATTTTGGTCC 263

Ai06B14359 Araip.B06 14359 c (T)10caagaaaaagatttacccacttcaaaaactgtcactacgtagttaatttttttta(T)1075 60195337 60195411 TGGGGATATGGAAATTTGGT GTTTTAAACTCTGTCATGGGTAAAG 162

Ai06B14361 Araip.B06 14361 p3 (TAA)22 66 60199586 60199651 GCACGTCAGAGATGTTGCAT GCTGTCCGAAAACATTAGGG 214

Ai06B14364 Araip.B06 14364 p3 (AGA)6 18 60208256 60208273 CTCGGAGAAGCTCATCCATC CCGGTTGTTGTTCAGTTCCT 266

Ai06B14366 Araip.B06 14366 p3 (ATT)5 15 60212304 60212318 TGCATCGTTTGAGCTAAGAAAA TTTAACCACCAATTCGGCAT 165

Ai06B14369 Araip.B06 14369 p2 (GA)7 14 60214828 60214841 CCATGAACCCCTCATTGTTC TTGGGAAGTTTCTTGCTGCT 260

Ai06B14370 Araip.B06 14370 p3 (ATA)6 18 60215674 60215691 ATGCATGTGTCCAAAACGAA TGCTAAACATGAAGCCATGC 136

Ai06B14371 Araip.B06 14371 c (A)10gaaaaaaacataaaaactaaa(AAC)546 60216934 60216979 GCCACCAATAGTTGCAAGGT ATGCCGAATTGGTGGTTAAA 252

Ai06B14375 Araip.B06 14375 p2 (TC)8 16 60248206 60248221 TGCCTCAAGCAACAAATGAC GGTTGCAAAAGTGGAAGTCG 266

Ai06B14376 Araip.B06 14376 p2 (GT)7 14 60252632 60252645 CGATCTCTCCCTGTTTCGAG AACCCTAATTCCCAAATCCG 275

Ai06B14378 Araip.B06 14378 p2 (CG)6 12 60272173 60272184 GGAATGGATCAAAGGAATGG AGCCAGAAACCCTCCAAAAT 206

Ai06B14380 Araip.B06 14380 p2 (CT)6 12 60278378 60278389 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 235

Ai06B14391 Araip.B06 14391 p3 (AAG)6 18 60352151 60352168 GTCTTCCCTTTCCCTTTTCG CGAACTTTAACCCCTCTCCC 270

Ai06B14395 Araip.B06 14395 p2 (CT)6 12 60381448 60381459 GCCAGAAGCATAACATGGGT AGAACCTTGGGAATGGAGGT 257

Ai06B14398 Araip.B06 14398 p2 (AT)7 14 60398525 60398538 AGGCTCAAAACTCACAAGGTT AGTTGGCACTTTTGGGTGAC 276

Ai06B14399 Araip.B06 14399 p2 (TA)7 14 60406719 60406732 TGAACATGCAGAAACTCATGC CATCAGTGAGGGTTCAATGC 224

Ai06B14400 Araip.B06 14400 p2 (CT)8 16 60428140 60428155 AAAGGAACATTCAACCTGGA TTTTTGGGCTGTTTTTGACC 237

Ai06B14401 Araip.B06 14401 p2 (TA)7 14 60429577 60429590 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 259

Ai06B14402 Araip.B06 14402 p2 (TA)12 24 60431658 60431681 CTCGCGTGACTTTCTGTTCA GTGCTAGGTGGGAGACAACC 270

Ai06B14405 Araip.B06 14405 p3 (AAT)7 21 60437029 60437049 CATGGGCTTTTTCACAAACA TTCTTTTCCCTTTTTACATGGTG 191

Ai06B14406 Araip.B06 14406 p2 (GA)8 16 60437262 60437277 CCATGTAAAAAGGGAAAAGAAGAA CCGCACAGCTAAACCTCAAT 280

Ai06B14408 Araip.B06 14408 p2 (TC)6 12 60447347 60447358 GGAACATTGAACCTGGAATGA CGTACCAGAAATCACTGGGG 267

Ai06B14410 Araip.B06 14410 p2 (AG)17 34 60450105 60450138 GCCTCACACACCTCACTCAA GATGGCATCCTTCGTGTTCT 277

Ai06B14415 Araip.B06 14415 p2 (AC)6 12 60492867 60492878 TGTCAAACAAAAATCAGCCAA AGAATGAGCGAAGTGCATGA 228

Ai06B14420 Araip.B06 14420 p2 (AT)6 12 60538099 60538110 GCCTGCTCATGTGAAATCAA TGCATTTGGGAAATTCTTTTG 113

Ai06B14423 Araip.B06 14423 p2 (GA)6 12 60574884 60574895 CCTTTCACACACACACCCAG ATCTCGTCTGCGAATCGTCT 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B14424 Araip.B06 14424 p2 (CT)6 12 60575081 60575092 CCTCACTTTCGGCTTCTACG AGAGAGAATTGCATCCGCAC 161

Ai06B14427 Araip.B06 14427 p2 (AT)6 12 60598383 60598394 TTCCGTTCCGAAATAAATGC TGCTTGATGCAACCCAGAG 279

Ai06B14429 Araip.B06 14429 p2 (AT)6 12 60607529 60607540 ATCCCGACATTTATCGGTCA TTCCCAGAGCAAAGCAGAGT 150

Ai06B14430 Araip.B06 14430 p2 (AT)6 12 60607787 60607798 CTCTGGGAAAGCGAAAAATG TGCTTGATGCAACCCAGAG 268

Ai06B14431 Araip.B06 14431 c (A)13ggtaggcg(A)1031 60617286 60617316 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 189

Ai06B14443 Araip.B06 14443 p2 (CT)6 12 60790590 60790601 CAGAAAAGGGCAAGAAGCTG GGGCAGGATTTGATAGGTGA 245

Ai06B14445 Araip.B06 14445 p3 (CAT)5 15 60812869 60812883 GCAACAGAGACATTGGCAGA TAGAGTTTGCCCGAGCTGAT 229

Ai06B14447 Araip.B06 14447 p3 (AGA)5 15 60823142 60823156 CCCGAGCAAAAGAAGAAAGA ACCTTAACTCCCATCCCACC 156

Ai06B14451 Araip.B06 14451 c (TA)22aa(T)14a(T)1778 60852256 60852333 ATTACCTTGGGGCGTTTTGT TGAAAATCATGGGAATTGGG 243

Ai06B14453 Araip.B06 14453 p2 (AG)9 18 60868420 60868437 GGGGAAACGGAGAATAGAGG GGAGATGATAGTGGCGGTGT 280

Ai06B14454 Araip.B06 14454 p2 (TA)7 14 60871206 60871219 TTTGTCCCGCTTGCATATTT CATACCTGATGAGCCCGAGT 258

Ai06B14456 Araip.B06 14456 p3 (GAA)5 15 60877738 60877752 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai06B14457 Araip.B06 14457 p2 (AG)6 12 60881243 60881254 ACAGATGGAAGAGGGGGTTC TCTTGTGATTTCTTGTGAATCAA 221

Ai06B14460 Araip.B06 14460 c (A)10gttagtattagatcactacaaatttaacaccattataaagaaattacaatattagatataaaagaatcttcaatccttattcttgatcactttcaa(CAT)5121 60917899 60918019 AAATTCATACAATGTCATTAGCTCAAA TTGTTATCTCTTTTTATTTTCAGGTTT 210

Ai06B14462 Araip.B06 14462 p2 (CT)6 12 60923899 60923910 TCTTATCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 253

Ai06B14463 Araip.B06 14463 p2 (CT)8 16 60924034 60924049 TTTCGAAAATATCTTCCCCC GGGTTCGAATTTGGTGAGTG 204

Ai06B14480 Araip.B06 14480 p3 (AGA)5 15 61001811 61001825 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 242

Ai06B14481 Araip.B06 14481 p2 (GA)6 12 61001962 61001973 TGGGTGGGAAAGAGATTTTG CCACAGGATCACCTCAGGAT 187

Ai06B14483 Araip.B06 14483 p3 (GTG)5 15 61024686 61024700 AAAAACAATGCCAGAAAGCG TTCTCTTCTTCCCTCCACCA 176

Ai06B14484 Araip.B06 14484 p3 (GTG)5 15 61024833 61024847 AAGGAAAAAGGAGGGGGTG TTCTCTTCTTCCCTCCACCA 125

Ai06B14492 Araip.B06 14492 p2 (CT)6 12 61044369 61044380 GATCTGTGGACCCCATAGGA GGTGAGGTAGGTGGGGTTTT 165

Ai06B14493 Araip.B06 14493 c (TC)7ctcttctctttcttt(TC)13ccatttttctctctcctcctctctttctcttctctctctccccctcctctctatcta(TC)8128 61046189 61046316 CCATTGCTTTCGTTCCATTT ATGGGGAGAGAGAGGGAGAG 267

Ai06B14494 Araip.B06 14494 c (GA)7aagaagaaaaagaaagagagatgagcgagagagagaaagagagaaaagaaa(AG)8aaagagaggggaggtaaag(GA)8116 61046782 61046897 TCTCTCTTCTCTCTCGCTTTAGA TCTTTCTCCCCTCTCCTTCC 280

Ai06B14496 Araip.B06 14496 c (AG)17atatagggagagagagggggagagaaaaagggaagagagaaaaag(GA)1099 61048353 61048451 GACGAGAGGATGAGGTGGAG CTCTCTCCTTTCTTTCCCCC 216

Ai06B14524 Araip.B06 14524 c (T)10c(T)10 21 61095950 61095970 TAGGATGGGTGACCTCTTGG TCAGGTCATTAAGGCTCGCT 143

Ai06B14527 Araip.B06 14527 c (T)10c(T)13 24 61107766 61107789 GTCGCGAGACATGCTTATGA AATCAGGTCATTGAGGCTCG 261

Ai06B14529 Araip.B06 14529 p3 (TAT)5 15 61109628 61109642 CCCCCTCTTTTCTTCCACTC CCACCGGATACATAAATGCC 192

Ai06B14545 Araip.B06 14545 c (T)10c(T)10 21 61144592 61144612 AAGCCCTCATGCAGTCTTTG ACACGCTCTCCCCTATCCTT 265

Ai06B14559 Araip.B06 14559 c (T)10c(T)10 21 61162490 61162510 AGAACACCGCAGTTAAGCGT AAGAACGAGGGTAAGCACGA 131

Ai06B14580 Araip.B06 14580 p5 (AAGAT)5 25 61172209 61172233 TAAGGAACACAGCCCAATCC GGTACCTGCAAGAGACTCCG 249

Ai06B14644 Araip.B06 14644 c (T)11g(T)10 22 61232345 61232366 TAGGATGGGTGACCTCTTGG AAGAACGAGGGTAAGCACGA 215

Ai06B14647 Araip.B06 14647 c (T)10g(T)10 21 61236105 61236125 GTCGCGAGACATGCTTATGA TAGGTCATTGAGGCTCGCTT 273

Ai06B14650 Araip.B06 14650 c (T)10g(T)10 21 61238016 61238036 AGTTAAGAGTGCTTGGGCGA AAGAACGAGGGTAAGCACGA 131

Ai06B14701 Araip.B06 14701 c (T)11g(T)10 22 61282535 61282556 GTCGCGAGACATGCTTATGA AATCAGGTCATTGAGGCTCG 277
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Ai06B14711 Araip.B06 14711 p5 (TTTTA)5 25 61302884 61302908 CTACGTCGGGAGACATGCTT ATCAAGTCATTGAGGCTCGC 273

Ai06B14715 Araip.B06 14715 p5 (TTTTA)5 25 61305428 61305452 TAGGATGGGTGACCTCCTTG GTAAGTCGAGCTGCGAATCC 196

Ai06B14717 Araip.B06 14717 c (T)10gg(T)10 22 61306105 61306126 ACCTCCTGGGAAGTCCTCAT GTAAGTCGAGCTGCGAATCC 179

Ai06B14718 Araip.B06 14718 c (T)10c(T)10 21 61306419 61306439 GTCGCGAGACATGCTTATGA TCAGGTAATTGAGGCTCGCT 255

Ai06B14725 Araip.B06 14725 c (T)10gg(T)10 22 61310432 61310453 ACCTCCTGGGAAGTCCTCAT CGTAGGGTAAGTCGAGCTGC 181

Ai06B14726 Araip.B06 14726 c (T)10gg(T)13 25 61310744 61310768 GTCGCGAGACATGCTTATGA GAAAATCAGGTCGTTGAGGC 266

Ai06B14730 Araip.B06 14730 c (T)10gg(T)11 23 61312934 61312956 CCAGAACTAATGCACCGGAT CGTAGGGTAAGTCGAGCTGC 274

Ai06B14740 Araip.B06 14740 c (T)10g(T)10 21 61316278 61316298 TAGGTGCGATCATACCAGCA TCAGGTCATTAAGGCTCGCT 232

Ai06B14742 Araip.B06 14742 c (T)10gg(T)14 26 61317529 61317554 ACCTCCTGGGAAGTCCTCAT AACTGCGAAATTTTGATGGG 280

Ai06B14744 Araip.B06 14744 c (T)11gg(T)12 25 61318490 61318514 GTCGCGAGACATGCTTATGA TAGGTCATTGAGGCTCGCTT 277

Ai06B14751 Araip.B06 14751 c (T)11c(T)12 24 61321595 61321618 TAAGATGGGTGACCTCCTGG AGGGTAAGTCGAGCTGCGTA 191

Ai06B14757 Araip.B06 14757 c (T)10c(T)11 22 61324543 61324564 TCCGCAGTTAAGTGTGCTTG GTAAGTCGAGCTGCGAATCC 237

Ai06B14764 Araip.B06 14764 c (T)10c(T)10 21 61329520 61329540 GTCGCGAGACATGCTTATGA GTAAGTCGAGCTGCGAATCC 244

Ai06B14765 Araip.B06 14765 c (T)10c(T)10 21 61329831 61329851 ACGCTACACAGGATCCCATC CGTAGGGTAAGTCGAGCTGC 267

Ai06B14766 Araip.B06 14766 p5 (TTTTA)5 25 61331581 61331605 GTCGCGAGACATGCTTATGA CTAGCTTGCCGAAAATCAGG 280

Ai06B14768 Araip.B06 14768 p5 (TTTTA)7 35 61333833 61333867 CTAGGATGGGTGACCTCCTG CTTGCCGAAAATCAGGTCAT 169

Ai06B14793 Araip.B06 14793 p5 (TTTTA)5 25 61353450 61353474 CTAGGATGGGTGACCTCCTG GTCTCGCGACGTAGGGTAAG 211

Ai06B14820 Araip.B06 14820 c (T)10c(T)12 23 61365041 61365063 CGATCATACCAGCACCAATG CTTGCCGAAAATCAGGTCAT 239

Ai06B14833 Araip.B06 14833 p5 (TTTTA)5 25 61380269 61380293 ACCTCCTTGGAAGTCCTCGT CTTGCCGAAAATCAGGTCAT 147

Ai06B14846 Araip.B06 14846 c (T)10c(T)10 21 61389658 61389678 GTCGCGAGACATGCTTATGA AAGAACGAGGGTAAGCACGA 223

Ai06B14849 Araip.B06 14849 c (T)10c(T)11 22 61390885 61390906 GTCGCGAGACATGCTTATGA AATCAGGTCATTGAGGCTCG 277

Ai06B14852 Araip.B06 14852 c (T)10g(T)11 22 61392431 61392452 GCGTGGTTGGGCTAGAGTAG CTTGCCGAAAATCAGGTCAT 169

Ai06B14854 Araip.B06 14854 c (T)11gg(T)12 25 61393396 61393420 GATCCCATCAGAACTCCGAA CGACGTAGGGTAAGTCGAGC 263

Ai06B14859 Araip.B06 14859 p5 (TATTT)5 25 61395047 61395071 GTCGCGAGACATGCTTATGA AATCAGGTCATTGAGGCTCG 273

Ai06B14863 Araip.B06 14863 p5 (TATTT)5 25 61396370 61396394 GTCGCGAGACATGCTTATGA AATCAGGTCATTGAGGCTCG 273

Ai06B14927 Araip.B06 14927 c (T)10acgttgtgcactgcagttaagcgtgcttaggtgagagtagtattaggatgggtgacctcctgggaagtcctcgtgttgcacctc(T)11105 61426815 61426919 ATAGGTGCGATCATTCCAGC AAGAACGAGGGTAAGCACGA 254

Ai06B14950 Araip.B06 14950 c (T)10c(T)10 21 61488682 61488702 GTCGCGAGACATGCTTATGA GCCGAAAATCAGGTAATGGA 272

Ai06B14970 Araip.B06 14970 c (TTC)7(T)14 35 61500901 61500935 GTCGCGAGACATGCTTATGA GAAAATCAGCTCGTTGAGGC 277

Ai06B14972 Araip.B06 14972 c (TTC)9(T)15 42 61501537 61501578 TAGGATGGGTGACTTCCTGG GTAAGTCGAGCTGCGAATCC 207

Ai06B14982 Araip.B06 14982 c (TTC)5(T)13 28 61509143 61509170 TAGGATGGGTGACTTCCTGG GTAAGTCGAGCTGCGAATCC 192

Ai06B14989 Araip.B06 14989 c (T)10acgtcgtgcttacccttgttctttaaatgacgctaggaagtcctcgtgttgcacctc(T)1279 61513439 61513517 ACCTCCTGGGAAGTCCTTGT GTAAGTCGAGCTGCGAATCC 231

Ai06B14990 Araip.B06 14990 c (T)10acgtcgtgcttacccttgttctttaaatgacgctaggaagtcctcgtgttgcacctc(T)1279 61513807 61513885 ACCTCCTGGGAAGTCCTTGT GTAAGTCGAGCTGCGAATCC 231

Ai06B14991 Araip.B06 14991 c (T)10acgtcgtgcttacccttgttctttaaatgacgctaggaagtcctcgtgttgcacctc(T)1279 61514175 61514253 ACCTCCTGGGAAGTCCTTGT GTAAGTCGAGCTGCGAATCC 231

Ai06B14992 Araip.B06 14992 c (T)10acgtcgtgcttacccttgttctttaaatgacgctaggaagtcctcgtgttgcacctc(T)1279 61514543 61514621 ACCTCCTGGGAAGTCCTTGT GTAAGTCGAGCTGCGAATCC 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B14996 Araip.B06 14996 p3 (TTC)6 18 61516250 61516267 TAGGATGGGTGACTTCCTGG GTAAGTCGAGCTGCGAATCC 189

Ai06B15001 Araip.B06 15001 c (TTC)5(T)17acgtcgtgcttagcacctatttattttttta(T)1073 61518699 61518771 GACGCGAGACATGCTTATGA GCGTCGTTTAAAGATCGAGG 269

Ai06B15015 Araip.B06 15015 p4 (TATT)5 20 61527770 61527789 ACCTCCTGGGTAGTCCTCGT GACTACTCTCGCCCAAGCAC 158

Ai06B15016 Araip.B06 15016 p4 (TATT)5 20 61527940 61527959 ACCTCCTGGGTAGTCCTCGT GGTTGCCGAAAATCAGGTAA 138

Ai06B15029 Araip.B06 15029 c (T)10cc(T)10 22 61536994 61537015 ACGCTGCGTTTTGTTAGGTC GACAAACCGCTAAGGAACCA 184

Ai06B15037 Araip.B06 15037 c* (CT)7(T)12* 25 61540678 61540702 ACCTCTTGGGAATTCCTCGT AGGGTAAGTCAAGCTGCGAA 178

Ai06B15038 Araip.B06 15038 c (T)10c(T)10 21 61540991 61541011 GTCGCGAGACATGCTTATGA TCAGGTAATTGAGGCTCGCT 255

Ai06B15042 Araip.B06 15042 c (T)10c(T)10 21 61549912 61549932 GTCGCGAGACATGCTTATGA TCAGGTAATTGAGGCTCGCT 255

Ai06B15055 Araip.B06 15055 c (T)10c(T)11 22 61557761 61557782 ATACACCGGATCCCATCAAA AGGGTAAGTCGAGCTGCAAA 243

Ai06B15119 Araip.B06 15119 c* (CT)6(T)14* 25 61626935 61626959 ACGTCGCGAGAGATGCTTAT GTAAGTCGAGCTGCGAATCC 274

Ai06B15134 Araip.B06 15134 c* (CT)10(T)10* 29 61633821 61633849 ACGTCGCGAGAGATGCTTAT TAGGTCATTGAGGCTCGCTT 266

Ai06B15143 Araip.B06 15143 c (T)10aattaactaattatttttatttctattttc(A)1050 61639214 61639263 TCGAAAATACCTCCCCCTTT GAAACACAACTGTGAGGATGGA 243

Ai06B15144 Araip.B06 15144 c* (CT)6(T)14* 25 61658779 61658803 ACGTCGCGAGAGATGCTTAT ATCAGGTCATTGAGGGTTGC 261

Ai06B15148 Araip.B06 15148 c* (CT)6(T)16* 27 61676096 61676122 TAGGATGGGTGACCTCTTGG GTAAGTCGAGCTGCGAATCC 187

Ai06B15151 Araip.B06 15151 c* (CT)8(T)10* 25 61679435 61679459 ACGTCGCGAGAGATGCTTAT TAGGTCATTGAGGCTCGCTT 262

Ai06B15163 Araip.B06 15163 c* (CT)6(T)16* 27 61687003 61687029 ATGTACCGGATCCCATCAGA GTAAGTCGAGCTGCGAATCC 250

Ai06B15167 Araip.B06 15167 p3 (AAG)5 15 61691657 61691671 TACCAGAAACCCCAGTGGAC TCTTGACTTTCCCATGGAGG 133

Ai06B15175 Araip.B06 15175 p2 (AG)6 12 61718218 61718229 ATAGGTGAGGGGTTTTTGGG ATAAATGGGCACCAGATTCG 265

Ai06B15179 Araip.B06 15179 p2 (GA)6 12 61741025 61741036 TCCTTAACAATCCACAAGCAAA TCCCCTTTCTTCCTTCTTCC 254

Ai06B15183 Araip.B06 15183 p3 (AGA)5 15 61780387 61780401 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai06B15184 Araip.B06 15184 p2 (AG)6 12 61783062 61783073 TTCTTGTCCTTGCTCCTGCT TTTCGAAAACCTCCCCTTCT 223

Ai06B15187 Araip.B06 15187 p2 (TC)12 24 61797615 61797638 GGGCAATGGGTGCTATAATG GCACATGTTTGAAAGTGCCA 274

Ai06B15188 Araip.B06 15188 c (A)10ttttc(A)11tctttcaaaaatttctcatctgttttcg(A)1266 61802039 61802104 GAGTTCGGACAACTGACGGT ACGCCCAACATACTCATTCC 279

Ai06B15190 Araip.B06 15190 p3 (TTC)6 18 61803880 61803897 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 260

Ai06B15192 Araip.B06 15192 p2 (AT)6 12 61813559 61813570 AACCAATTGGAGTGGTGCTC TTTTTGTTGTTGCACACCTG 160

Ai06B15193 Araip.B06 15193 p3 (CTG)5 15 61814150 61814164 ACCAACAGGTATGTCGGCTC GATGACGACGACAAGGAGGT 200

Ai06B15197 Araip.B06 15197 p2 (CT)8 16 61840001 61840016 TGTTTGTTTCTTATCTTTTTCAAAACT ACAGATGGAAGAGGGGGTTC 276

Ai06B15198 Araip.B06 15198 p3 (TTC)5 15 61843051 61843065 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai06B15200 Araip.B06 15200 p2 (AC)21 42 61847473 61847514 TTTGAACTTTGCCACCCTTC TGGAAGATTGAGGATTGGTTG 158

Ai06B15202 Araip.B06 15202 c (T)10agtctctttagttttctctataatttctgcaaatttactttaaaatt(A)1269 61851734 61851802 TTCAACCCTTAATGCCCAAC TGAGTGATTTGCTTCGCTTG 244

Ai06B15205 Araip.B06 15205 p2 (AT)8 16 61922345 61922360 GGGGACAGAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 241

Ai06B15206 Araip.B06 15206 c (T)11aatcttaaaaggataagatttgaaaaattttgaaattgaaatctgaatttttat(A)1075 61927583 61927657 TGAAAAGATTTTAAGAAGGAAAAGAT CCTTGGTGTTTTTCCTCCAA 280

Ai06B15207 Araip.B06 15207 p2 (AT)7 14 61942674 61942687 TGAGAATCTTGGGAATTGGG GGCATTTTTGTCCCCTTTTT 189

Ai06B15208 Araip.B06 15208 p2 (GA)7 14 61967005 61967018 GAGAGAAGAGAGAGGGGTTCG GCCAGCGTTCGTTGAGTATT 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B15210 Araip.B06 15210 c (A)15taaatcggaggagcctgccgaagatgaggccattacggctcgcgtttaggtctcctcctcgagatagcgtcatttaaagaacgatggtcagcacaacgt(A)10124 61980081 61980204 AGGAGCCTGTCGAAGATGAG CTAAAGGCAAGCCGTAATGG 259

Ai06B15219 Araip.B06 15219 c (A)11gggaggaaccttccgaagatgaggccattacggcttgcctttaggtgtcctcctcggggtagcgtcatttaaagaacgagggtcagcacaacgt(A)10115 61984019 61984133 GTCTACCGAAGATGAGGCCA GAGGAGGACACCTAAACGCA 270

Ai06B15222 Araip.B06 15222 c (A)10tctgg(A)10ccgaaggatcttgtcgaagtggaggccattacggcttgcgtttaggtgtcctcctcgggatagcgtcatttaaacaacgagggtcatcacaacgt(A)10130 61985530 61985659 CTGTCGAAGATGAGGCCATT ACCTAAAGGCGACCCGTAAT 277

Ai06B15223 Araip.B06 15223 c (A)11ccggaggagcctgccgaagattaggacattacggctcgcgtttaggtctcctcctcgagatagcgtcatttaaagaacgagggtgagcacaacgt(A)10116 61985770 61985885 ATTACGGGTCGCCTTTAGGT GCCTCATCTTTGACAGGCTC 219

Ai06B15224 Araip.B06 15224 c (A)11ccggaggagccagttaaagatgaggccattacggcttgcgtttaggtgtcctcctcggaatagcgtcatttaaagaatgagggtcagcacaacgtaaaac(A)10ccgg(A)10135 61986173 61986307 CCTCGGGATAGCGTCATTTA GCGAGCCCTAATAGCCTCAT 276

Ai06B15232 Araip.B06 15232 c (A)10gggaggaaccttccgaagatgaggccattacggcttgcctttaggtgtcctcctcggggtagcgtcatttaaagaacgagggtcagcacaacgt(A)11115 61995751 61995865 GTCTACCGAAGATGAGGCCA GAGGAGGACACCTAAACGCA 270

Ai06B15246 Araip.B06 15246 p2 (AT)6 12 62024234 62024245 TCGAGTTTGGACAACTGACG CAGCAGGTGGATTAGCAACA 277

Ai06B15250 Araip.B06 15250 p3 (CTT)5 15 62043951 62043965 AGGCTTCTCACCAGTGCTTG CATGCTTAAGGCACACCAGA 203

Ai06B15252 Araip.B06 15252 p3 (ATA)6 18 62074718 62074735 AAAAACACAAAAGTTGCTGGC TTTGATGATGAGTGCTTGCC 214

Ai06B15255 Araip.B06 15255 c (T)10cccaaaagtaatacttcatttaaatgaataaaagaccttgacc(A)1366 62081480 62081545 AGAAGAAAACCGATAGGCCG CCAATTGGACCCGTCTTTTA 211

Ai06B15256 Araip.B06 15256 p2 (TA)12 24 62086415 62086438 CCTTCTGTCGCAAGATGTGA CGCATCCCTTAGCTCAAAAG 138

Ai06B15258 Araip.B06 15258 p2 (TA)6 12 62087228 62087239 CCCTCCATGGAAGTGAAGAA ACTCGACCTGCGAAGCTAAG 212

Ai06B15262 Araip.B06 15262 p2 (AT)6 12 62110599 62110610 TGTGAAAGGGATTTCTGGGT ACGGCATCGAATGGAATAAA 212

Ai06B15263 Araip.B06 15263 p2 (AT)10 20 62116405 62116424 CAACCTCCCCACACTTAAACA TCCCATCTCAATTGTAAAAGCA 274

Ai06B15267 Araip.B06 15267 p3 (TTG)5 15 62128786 62128800 TGGGTCTTCAAGTGGTCCTC GGAAAAGGCATTGTTGGAGA 279

Ai06B15271 Araip.B06 15271 p2 (AT)8 16 62195722 62195737 TCGGAAGGCAAGAGAGAAAA GGGATCGACCTCACTCATGT 207

Ai06B15278 Araip.B06 15278 p2 (TA)8 16 62271283 62271298 AGGGAAGCAGCTCATTTGAA TGAAGCAAGAAAAAGCAGCA 241

Ai06B15279 Araip.B06 15279 p2 (AT)8 16 62281345 62281360 TTAAGTGTGGGGAGGTCGTC TCTCAAATCAATTGGGGTGC 210

Ai06B15280 Araip.B06 15280 p2 (AT)7 14 62289464 62289477 CCATATGCCTTGGTACCTTTG TTCACTTTGGGGCATTTTGT 150

Ai06B15283 Araip.B06 15283 p3 (TTC)6 18 62335206 62335223 TCAAAAGACTTCCACGCCTC TCGAGGATGAAGACCCAAAC 253

Ai06B15284 Araip.B06 15284 p2 (AG)8 16 62338419 62338434 CCAGTCACTCCCACAGGTTT GCAAGTCCTCCCAATGTGTT 222

Ai06B15295 Araip.B06 15295 p3 (AAG)6 18 62436066 62436083 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai06B15297 Araip.B06 15297 p4 (AAAT)6 24 62443780 62443803 TATTGGGAATTTGGGTGCAT TTGGGGTAATTTTGTCCCCT 159

Ai06B15299 Araip.B06 15299 p2 (CT)7 14 62458852 62458865 TTTCTTATCTTTTTCAAAACCACC GGGAGATGAGAGAGAAGGGG 219

Ai06B15304 Araip.B06 15304 p3 (AAG)6 18 62492895 62492912 TAGAATATTGCTCGCCCTCG GCCAAACCTTAACCCCTCTC 178

Ai06B15305 Araip.B06 15305 p2 (AT)7 14 62509492 62509505 AGGCTCAAAACTCACATGCTT ATCCCAACACTTTCGCATTT 258

Ai06B15307 Araip.B06 15307 p3 (AAG)6 18 62539486 62539503 TCTCATCAAAACCTCCTTTTCAA TTCTTTTACCTTCCTTGTTCTCG 241

Ai06B15308 Araip.B06 15308 c (A)10ttttttagtattttatttatttatttata(TATT)559 62540152 62540210 GCAAATGCAATAAAAGAAAATGG TAAGCACGCATGACGCTTAC 227

Ai06B15317 Araip.B06 15317 c (TC)7(TA)10 34 62574148 62574181 CCACTATTTCGATGCGTGTG GTCACCATCGCTCCACTTCT 218

Ai06B15318 Araip.B06 15318 p2 (TA)7 14 62576359 62576372 AATTTCCAAAACGCAAAACG GGCCTTGCTTTGAACTTTGA 184

Ai06B15320 Araip.B06 15320 p2 (AC)6 12 62597434 62597445 CCCTTTTATTCCCCCAATGT ACAAGCCTTGAAGCGAAAAA 120

Ai06B15322 Araip.B06 15322 p2 (AT)6 12 62616463 62616474 TGATTTTGGGAAAAGTTGGG GGCATTTTTGTCCCCTTTTT 242

Ai06B15327 Araip.B06 15327 c (CT)9ttcttttcccct(TC)642 62667030 62667071 CCTTCTTTTTCCCTGTGTGC TTGGGAGGTGTGACTTAGGG 208

Ai06B15331 Araip.B06 15331 p2 (GC)6 12 62707111 62707122 CCAAGAATCATGCCCACTTT GGACGCGTACCTGAATGAAT 257
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Ai06B15332 Araip.B06 15332 p4 (AAAT)5 20 62713709 62713728 GGAGCAAGAAAAAGCAGCAA CAAGCTTTTCACTTGGCACA 280

Ai06B15333 Araip.B06 15333 c (TC)14tt(TC)6 42 62719775 62719816 TGACCTCTCCTTCTGCCAGT ACTACCTCACCGCCATTCAC 252

Ai06B15335 Araip.B06 15335 p5 (AAGAT)5 25 62723667 62723691 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 178

Ai06B15336 Araip.B06 15336 p5 (AGATA)5 25 62727735 62727759 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 178

Ai06B15338 Araip.B06 15338 p2 (AT)18 36 62742165 62742200 GCTCCAATCACCACCAAACT TATGCGTGTGGGTACGGTAA 211

Ai06B15340 Araip.B06 15340 p2 (TC)6 12 62745758 62745769 ATACCCTCTTGTGTGGACGC CAGAGACAGGGAAATGGGAA 243

Ai06B15345 Araip.B06 15345 p2 (TA)8 16 62758827 62758842 TGCATCATCTAATTGTGCAGG CATCATCCAATCACAACCCA 273

Ai06B15346 Araip.B06 15346 c (A)12c(A)10 23 62759633 62759655 TTTGGAAAATGGGAACATTCA AAAATGCGATCGAATCCTTG 276

Ai06B15349 Araip.B06 15349 p2 (TC)9 18 62768363 62768380 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGGTGAGATGAA 279

Ai06B15350 Araip.B06 15350 p3 (TTC)5 15 62769317 62769331 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai06B15351 Araip.B06 15351 c (TC)6tt(TC)12 38 62802588 62802625 TGATGACCTCTCCTTCTGCC ACTACCTCACCGCCATTCAC 251

Ai06B15354 Araip.B06 15354 p4 (TAAA)6 24 62822000 62822023 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 255

Ai06B15356 Araip.B06 15356 p2 (AG)9 18 62844001 62844018 TCGTAGAAAAGGAAAGAGGGAA CCGCACAGCTCAACCTTAAT 186

Ai06B15357 Araip.B06 15357 p2 (TA)6 12 62878086 62878097 AGCCATCGAGTACCACCTTG AGTCCTCTCCTACTCCGATTCT 186

Ai06B15358 Araip.B06 15358 p2 (AG)13 26 62892730 62892755 CTTTGGAGGCTGTTAGTGGC CCCTCGTTTTGAAAGATCCA 151

Ai06B15360 Araip.B06 15360 p3 (TTA)6 18 62894512 62894529 TTTTGAAGGAGGAGTGGGTG TCTCACATTTTGATTTACAGTAACCAT 278

Ai06B15366 Araip.B06 15366 c (ATA)6(TTA)16 66 62921648 62921713 TCCCATTCAGGCCATAGAAA AACATGGATCTCCGGCTTTA 278

Ai06B15367 Araip.B06 15367 p3 (CAG)6 18 62925656 62925673 GAAAGAGAGCGTGACGAAGG TTTGCGTGCTCGATAGTGTC 221

Ai06B15368 Araip.B06 15368 p5 (TTTTC)5 25 62931511 62931535 TTTCTTTACTCGCCTGTGGC GAACGTTAATAACCAGGTTTCG 255

Ai06B15372 Araip.B06 15372 p2 (AT)6 12 62937770 62937781 AACCATCAAGGCATTTTTGC CCATCCTCCGATCCCTAAGT 157

Ai06B15378 Araip.B06 15378 p2 (AT)11 22 63008669 63008690 TGCATTCTGCATTTTGCATT ACACACCCATTTATGCCGAT 256

Ai06B15379 Araip.B06 15379 p2 (AT)11 22 63011154 63011175 GAATTTTCAGCCCATGGAGA ACGCGTCGTATGCTCTTTTT 278

Ai06B15380 Araip.B06 15380 p2 (TA)6 12 63026876 63026887 TATCGGTAATTTTCCGCCAC CATTTCGAGCGTCAAGCATA 184

Ai06B15381 Araip.B06 15381 p2 (AT)17 34 63027076 63027109 TATGCTTGACGCTCGAAATG GCCATTAAGGAAGCCAAAGA 157

Ai06B15382 Araip.B06 15382 p3 (CTT)6 18 63032952 63032969 ACTGCATCTCACCCGTTTTC GAGCTCCTCCCCCTAATGAC 183

Ai06B15383 Araip.B06 15383 p3 (CTT)6 18 63069847 63069864 GAGGGACTTTTGGCTTTTGA CCCCTAATGAAAGTGGGGTT 250

Ai06B15384 Araip.B06 15384 p3 (CTT)6 18 63071374 63071391 ACTGCATCTCACCCGTTTTC GAGCTCCTCCCCCTAATGAC 183

Ai06B15387 Araip.B06 15387 p2 (CT)8 16 63086975 63086990 CCTCTCTCCCACTCCTCTCA GGGAAGAAAAGAGAAAAAGGGA 246

Ai06B15388 Araip.B06 15388 c (TC)6cccctctttctccccttcccctctctttgtcttc(CT)658 63087143 63087200 CCCTCTCTCCCTCTCCTTCT GGGAAAGAGAGAGGAAAATAAAAA 200

Ai06B15390 Araip.B06 15390 p2 (CT)10 20 63088069 63088088 TCTCCCTCTCTCTCCTTCCC TCCTTTCAGCTAGGGGTGTG 198

Ai06B15391 Araip.B06 15391 p2 (TG)7 14 63092913 63092926 GTTTTACCGGACAAAACCCC TCAATATAAATGAACCAATTCAGTCAA 103

Ai06B15393 Araip.B06 15393 p3 (CAA)5 15 63102709 63102723 ACCCATCCACAAAGGCAATA GAGTTGGTTTGATGCTGGCT 181

Ai06B15395 Araip.B06 15395 p3 (AAC)7 21 63103973 63103993 TCCCTCTCAAAACATGGTGA CGCAAAATTCTTCAGGAACC 256

Ai06B15398 Araip.B06 15398 p3 (AGC)5 15 63108611 63108625 ATGTTTCACCTCGCATTCCT TTCGCAATCATGCTAAACGA 213
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Ai06B15399 Araip.B06 15399 c (TAA)9tgttttctgtgttgtgacaaaaagtaaagccttgtataaataggggcatagattgagactttttatacaataacaagaagtaataaaatac(T)13131 63109037 63109167 CCACCCTCTCTTGTTGCACT TCGTTAGAGCTTCGTGCTGA 264

Ai06B15400 Araip.B06 15400 p3 (TTA)5 15 63110214 63110228 TCGTACCACAAGGCACGTAG TCCTTGCCATTTTTCTTCAAA 280

Ai06B15404 Araip.B06 15404 p3 (CAC)5 15 63171462 63171476 TACCCCTCCCATTACCCCTA CGAATTGAAAGATCGGCATT 171

Ai06B15407 Araip.B06 15407 p2 (AG)6 12 63207939 63207950 GATGAGGGAGAAGGATTTTCG TTTTTGTTTGTTTCTTACCTTTTTCA 221

Ai06B15409 Araip.B06 15409 c (T)12cgaaaacaaaggagaaatttttgaaagattttttagaaa(T)1263 63209265 63209327 ACACGCCTAACATGCCCTAC TTTGGACAATTGACGGTTCA 261

Ai06B15412 Araip.B06 15412 p2 (TA)6 12 63232055 63232066 TCCCCCTTCAGATGGAAGTA AAGAACGAACGGGCTGTAGA 164

Ai06B15414 Araip.B06 15414 p2 (TA)6 12 63236319 63236330 TCCCCAGTTCTTACCCCTTC TTCAAGAACAAACGGGGTGT 196

Ai06B15415 Araip.B06 15415 c (T)10ctc(T)11 24 63239913 63239936 AGTGGCGCAACTCTCTGATT GCCCTATGTCTCAAAATGTGC 221

Ai06B15416 Araip.B06 15416 c (T)10ctc(T)11 24 63240370 63240393 AGTGGCGCAACTCTCTGATT GCCCTATGTCTCAAAATGTGC 221

Ai06B15419 Araip.B06 15419 p4 (TTAA)5 20 63306560 63306579 GGCAAGAAGCTCCAAGTGAG TCTCTCTTTTCTCTCATCTATTTTTCG 267

Ai06B15424 Araip.B06 15424 p2 (AG)7 14 63353745 63353758 GAAGGGAGAGAAGAGAGGGAA TCTCTCTTATTTTTCAAAACCACC 155

Ai06B15427 Araip.B06 15427 c (T)12gaatttcacaacacttatgcattgactcttattggactttactttgggacattttgtcccctttttattgtttttcttctttttctttctt(TA)6115 63367693 63367807 TAGCCCAAACTTTCCCACCT GCGAAAAAGAAAAGAAAGGGA 235

Ai06B15428 Araip.B06 15428 p5 (AAGAT)5 25 63379761 63379785 AACACAGCCCAAATCCAAAG TGCTGATCCTTTGTCACCAG 272

Ai06B15429 Araip.B06 15429 p5 (AAGAT)5 25 63387455 63387479 AACACAGCCCAAATCCAAAG CCTGGGTGCTCCAGTGTATT 166

Ai06B15432 Araip.B06 15432 p4 (TTAA)5 20 63415911 63415930 CCAATTGGCAAGAAGCTACA TCTCTTTTCTCTCCTCTATTTTTCG 271

Ai06B15435 Araip.B06 15435 p2 (AG)6 12 63453971 63453982 GAAGGGAGAGAAGAGAGGGAA TCTCTCTCTTATTTTTCAAAATCACCT 153

Ai06B15441 Araip.B06 15441 c (T)10gtaaataaatatttt(A)1035 63494452 63494486 TCGAGTTTGGACAACTGACG CTGATAAGTGGAAGCCCCAG 266

Ai06B15442 Araip.B06 15442 p2 (CT)6 12 63495881 63495892 TCAAATCTTTTTCCATCAACCA AAACAGGGAAGGGATTTTCG 107

Ai06B15443 Araip.B06 15443 p2 (AG)6 12 63503532 63503543 ATAGGTGAGGGGTTTTTGGG TGCCAGGATTGGTAGAAAGG 176

Ai06B15448 Araip.B06 15448 p2 (AG)7 14 63544262 63544275 GAAATTTGGAAAAAGAGAGGAGA CTGTGAATAATGGGACGCCT 277

Ai06B15452 Araip.B06 15452 p4 (TTTA)5 20 63606879 63606898 TCATTCCCACTTGGGTTCAT TTTCCATCTCTTCTCTCCCTTC 200

Ai06B15456 Araip.B06 15456 p2 (AT)16 32 63634143 63634174 ACGCTTACCTTAGCCCCATT AGCATACCAATGCAAACATCA 161

Ai06B15457 Araip.B06 15457 p2 (AG)8 16 63641622 63641637 GTTCAGTTGTGCGGAGTTCA TTTCATGCTTTGATTTACTTTTCC 261

Ai06B15460 Araip.B06 15460 p3 (AAG)7 21 63648030 63648050 GTACTGTTGGCCGTGGATCT CACAGAGGACATCGCAGAAA 160

Ai06B15462 Araip.B06 15462 p2 (TC)6 12 63655941 63655952 TGTTTGTTTCTTATCTTTTTCAAAACT ATTCGAACACGGATGGAAGA 280

Ai06B15463 Araip.B06 15463 p3 (TTC)5 15 63659555 63659569 ATATGGCCGAAACTAACCCC CCCTCGAGCAAGAGAAGAAA 169

Ai06B15474 Araip.B06 15474 c (A)12gaaaaaagaaaaaaaaag(A)1040 63728368 63728407 TGTCTTGGATCTTGGGTTGA CTTTTCTTGCTTGGGGACAA 245

Ai06B15477 Araip.B06 15477 p2 (AT)16 32 63753672 63753703 AGTCTTTTGTTGATGTTTTTGATG AGGAACTCATTTCCCAAGGC 228

Ai06B15480 Araip.B06 15480 p2 (AT)7 14 63768185 63768198 TAAGTGTGGGGAGGTTGTCC AGGCTCAGGTCTCACATGCT 279

Ai06B15485 Araip.B06 15485 p2 (AT)8 16 63815158 63815173 AATCCCGACATTTATCCGGT ATGCAACCCAGAGCTTTTGT 214

Ai06B15486 Araip.B06 15486 p2 (AT)6 12 63815341 63815352 GCTCTGGAGAAGCGGAAAAT CAGAGAACAGAGTAACCAGAGCA 272

Ai06B15487 Araip.B06 15487 p2 (AT)9 18 63815832 63815849 TGTTCTTACCACTCCCTAAATGTT GAACAGAGTAACCGGAGCAGA 228

Ai06B15488 Araip.B06 15488 p2 (TA)6 12 63840972 63840983 ACTCGACGTTTTTCGGTGAC CCATGCATCAACCACACAAT 277

Ai06B15492 Araip.B06 15492 p2 (TA)6 12 63877613 63877624 TGGTTGTAATGGGGTTAGGG GGGACAAAAGTTACCCCAAAG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B15495 Araip.B06 15495 p3 (TCT)6 18 63925743 63925760 CGCTCATCACTACTCCCACA AGAGGTAAAATGGGGGTTGG 182

Ai06B15496 Araip.B06 15496 p4 (AAAT)5 20 63941785 63941804 CCCCAAGAAAAAGGGGATAA CCTAGCCACCCTTGAGTTTT 175

Ai06B15499 Araip.B06 15499 c* (A)10(AT)10* 29 63968093 63968121 TGGGAAAAGTTGAATTTGGAA TTCACCACTTACTTTGGGGC 248

Ai06B15501 Araip.B06 15501 p2 (TG)6 12 63980231 63980242 AGAAGAGTTGGGCACCAATG CCCAGTTGGTTCAAGATGCT 132

Ai06B15502 Araip.B06 15502 c (A)18ttaaggaaaaaaaaag(A)26ttaaggaccaagcaataacaagtctca(T)1097 63980407 63980503 AGCATTTAGCCTCAGCAAGC ATGGTCAGTGGGGTTTTCAT 236

Ai06B15503 Araip.B06 15503 p3 (AGA)5 15 64004408 64004422 TTCAAGCATCAACAACCCAC ACCACTCCTCATCTCCCCTC 202

Ai06B15505 Araip.B06 15505 p3 (AGA)5 15 64032882 64032896 TCATCCTCGAGCAAAAACAA ATCCAATCCTACCCCACTCC 177

Ai06B15506 Araip.B06 15506 p3 (GAA)6 18 64038149 64038166 AATGGCAAGAGGCAAAAGAA TGTTGCCAACTGCTTCTTCA 110

Ai06B15507 Araip.B06 15507 p2 (AG)7 14 64046688 64046701 TTGAAAAAGAGGAAGGTGATTTTC TCAATTTCAAAATCTTTTCTAACCTC 146

Ai06B15508 Araip.B06 15508 p2 (CT)6 12 64051408 64051419 AGGGAGCTCGCCAATTTTAT GCCTTCAGATGTAAAGCAACAA 262

Ai06B15509 Araip.B06 15509 p3 (AAG)5 15 64056524 64056538 AGAGGCTCCAGTGGACAAGA TTCAAATGTCTTGGAAGGGG 157

Ai06B15513 Araip.B06 15513 p4 (AAAT)7 28 64084280 64084307 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 131

Ai06B15514 Araip.B06 15514 p4 (ATAC)9 36 64093882 64093917 GGAGCATTACGACGACTTCC TCCCTCGCCATTAATATTGT 279

Ai06B15518 Araip.B06 15518 p2 (CT)6 12 64112725 64112736 ACGCCAGGATTGACAGAAAG GGTGAGGTAGGTGGGGTTTT 251

Ai06B15519 Araip.B06 15519 p3 (TTC)5 15 64129380 64129394 CCAAAAGCCCACTCCAAGTA TCCCCTAATGAATTTAGGGTTT 264

Ai06B15520 Araip.B06 15520 p3 (TTC)5 15 64139055 64139069 ACATTCTTTTTCGTGCCGTT GCCACTTGATTGGATTCAAAA 228

Ai06B15521 Araip.B06 15521 p3 (TCA)14 42 64139517 64139558 AACTCTTCTCCCTCCTCCTCA AAGTTCATCCGCTTCCAAAT 217

Ai06B15522 Araip.B06 15522 p3 (CTT)5 15 64139925 64139939 TGCAGCAAATTTGGATGTAAC GAAGATGGTGATGATGATGAAAA 185

Ai06B15529 Araip.B06 15529 c (AT)7aaaag(A)10 29 64186649 64186677 AATGTTGGAAATTTGGGTGC TTGGGGTGATTTTATCCCCT 159

Ai06B15532 Araip.B06 15532 c (AT)6aaaag(A)10 27 64201260 64201286 TCCAACCCTGGAATTTGTTC TTGGGGTGATTTTATCCCCT 212

Ai06B15535 Araip.B06 15535 c (T)11gctattttctc(T)1032 64231582 64231613 TTTTTACCCTTGCCTTTTGG TGAATGAATGCTTGAAGAGTGC 280

Ai06B15538 Araip.B06 15538 c (A)11tttattgc(A)10 29 64268449 64268477 ATTGTTGGCCCTTGAAAGAA TTGGCTTTTTCTGCTTGCTT 181

Ai06B15539 Araip.B06 15539 c (AT)7tt(A)10 26 64284197 64284222 GGGTTAGCATATGACCCCAG TTTCGAAAATCCTCACCCAC 259

Ai06B15541 Araip.B06 15541 p5 (TAAAA)6 30 64285042 64285071 GAGAAATAGCAGAAGAAATTTCAAAAA TTCTCAGCTTCCAAAATTCAAA 252

Ai06B15546 Araip.B06 15546 p3 (TTC)5 15 64322554 64322568 GTGCCCTATTTTTCCCCTGT CCAACACCATTATTAAAACAACGA 255

Ai06B15548 Araip.B06 15548 p2 (AT)8 16 64334873 64334888 CAAGCCGTGGCTAGATTCTT AGGATTTGAAAAGCGCAAAA 176

Ai06B15551 Araip.B06 15551 p3 (TAA)5 15 64359712 64359726 ACGACCCAACTTCCAGTACG TGCAGAGGGATAGGAGTTGT 261

Ai06B15553 Araip.B06 15553 c* (A)10(AT)8*aaaaaaaaatccaaaaaaattagaaaatcataaaaat(A)1072 64369141 64369212 TATTAAGCCATGCCTGACCC TTTCGAAAAATGCAAGATGC 265

Ai06B15554 Araip.B06 15554 p2 (CT)6 12 64370210 64370221 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGAGGGTTGAGATGTGA 276

Ai06B15557 Araip.B06 15557 p2 (AT)8 16 64374776 64374791 GACTTAAACTCTGCGAGCCG AGCCTAAGCTTTACGTCGCA 262

Ai06B15559 Araip.B06 15559 p2 (AG)6 12 64418646 64418657 CGGAGATAGTTTTTGCTGCG AGTGGTGGTTGTGGACTGGT 206

Ai06B15562 Araip.B06 15562 p2 (GA)7 14 64429839 64429852 ACGAAAGGAAGGGAAAAAGC CGAGGCGACTTCTCTCTCTC 107

Ai06B15568 Araip.B06 15568 p2 (AC)6 12 64445090 64445101 TTCCAATCTTGACCTCTCGG TTAATGAGCTCACGTGCCAG 200

Ai06B15569 Araip.B06 15569 p3 (GAA)5 15 64464475 64464489 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B15570 Araip.B06 15570 p2 (AG)6 12 64467339 64467350 GAAATTTTGAAAAAGAGGGAAGA TGTGAATCAAGCCATTAATTGTG 280

Ai06B15572 Araip.B06 15572 c (A)14(G)17 31 64491991 64492021 TGAAGTGCAAGTTGTTGTTAAAGA TTTCACAAGAGGGACCCAAC 255

Ai06B15574 Araip.B06 15574 p3 (ACC)5 15 64505320 64505334 TAGAGCTAGAGCAGCGGAGG TGGGTCTCCTCATCTGAACC 273

Ai06B15575 Araip.B06 15575 p2 (TC)6 12 64506514 64506525 GCTCGCATATTTTTACCTTTCAA TGGTCAACCTTTACTAGGGCA 255

Ai06B15577 Araip.B06 15577 p3 (TTC)5 15 64512799 64512813 CCTCTAGTTGGGTTGCCTCC AGGTCAACCACAAGCAATCC 229

Ai06B15579 Araip.B06 15579 p2 (AG)6 12 64549500 64549511 GGTTGCAAAAGTGGAAGTCG AACACATCTCTTGGGTTGCC 280

Ai06B15581 Araip.B06 15581 p2 (AT)16 32 64559612 64559643 TCATGATGCCAAACAAGGAA ATTGTTGGGTTGCTTCTTGC 182

Ai06B15586 Araip.B06 15586 c (A)10g(A)10 21 64589513 64589533 GGAATTTGAGGGAAACATTGG CTCATGCATGCTTCTTTCCA 278

Ai06B15588 Araip.B06 15588 p3 (TAT)5 15 64595755 64595769 GTCTCCCCCTCTTCTTCCAC GCCATCTTCTCTGCCTGTTC 241

Ai06B15589 Araip.B06 15589 p3 (TTC)6 18 64597694 64597711 CTCTACACTCCTCTTGGCCG AATTGCACCGGTCTTAGGTG 172

Ai06B15590 Araip.B06 15590 c (A)10tatttat(A)11 28 64598620 64598647 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 204

Ai06B15594 Araip.B06 15594 p2 (AG)6 12 64668242 64668253 AGAATAGGATGAGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ai06B15597 Araip.B06 15597 c (TC)6atatccctctctctctcccatt(TC)7a(CT)1375 64672018 64672092 GGGTGTGCATGGTTCAATTT GGAGGAAGAGAGAGAGGGAGA 273

Ai06B15598 Araip.B06 15598 p2 (TC)7 14 64672223 64672236 TTCTCTCTTTCCTTGCGCTC TCCCTCTTCTCTTTCTCTCCC 139

Ai06B15600 Araip.B06 15600 p3 (TGA)6 18 64681981 64681998 GGGACCAAATGGAACTGAAA TTTGTGTCCAGTGGAAGCTG 112

Ai06B15602 Araip.B06 15602 p2 (AG)11 22 64683079 64683100 CCAACCCAAGTCCAAGAAGA TGCCGAAAATTGGATAAGGA 280

Ai06B15603 Araip.B06 15603 p4 (AAAT)5 20 64689604 64689623 TGCACCAAGTTTCCAAATCA CCATGATGGAGAAAGGGAGA 181

Ai06B15618 Araip.B06 15618 p3 (GAA)5 15 64815524 64815538 GCCCAAACCATTCTTTTGAA TTATTTGGCCAACATTGCAC 259

Ai06B15619 Araip.B06 15619 p3 (AAT)5 15 64817374 64817388 TTCTTGTCCTTGCTCCTGCT TCACATCTCAACCCTCCTCA 171

Ai06B15624 Araip.B06 15624 p2 (AC)6 12 64858857 64858868 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 232

Ai06B15630 Araip.B06 15630 p2 (AG)9 18 64904377 64904394 TTATGATGGGTTTTTGGGGA TGGCACACAAAGGGTGTTTA 201

Ai06B15631 Araip.B06 15631 p3 (ATT)5 15 64906149 64906163 GCCTCCAAATTTCTGATGGA TGGAAGGATCAACAGAAGCC 218

Ai06B15639 Araip.B06 15639 c (T)10atttttgcttgtttatttatttttgtttttgtttttattttttattttccataaattaagaggttatttatttttatttagttataaaaa(T)10110 64930471 64930580 AATCCTGACGTCAAAATGGC AACAACTTGAAGAACAAGATGAACA 224

Ai06B15645 Araip.B06 15645 p2 (AT)7 14 64968655 64968668 GTGTGGGGAGGTCGATACTG TCAAAATCTCACAGGTTGTGTGT 278

Ai06B15648 Araip.B06 15648 p3 (TAT)9 27 65005961 65005987 AGATCAAAAATTCAGAGCTCCA TGTCTTGCAAATTAAGCACTCC 230

Ai06B15649 Araip.B06 15649 p3 (TTC)5 15 65008302 65008316 ACACAACCCCTTCTCCCTCT CCTTAGTGATGGTGGCGTTT 221

Ai06B15654 Araip.B06 15654 p4 (TTAG)6 24 65022247 65022270 TTTTCTTTCCCTCTTTCAACCA GCATGAGGAATTCACAACCA 272

Ai06B15655 Araip.B06 15655 p2 (CT)6 12 65036728 65036739 CTTCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 263

Ai06B15656 Araip.B06 15656 p3 (TTC)5 15 65041527 65041541 AACCTCTCTGCAACAGTTTTGA TGCACTATTGGAAAGGGGAA 278

Ai06B15659 Araip.B06 15659 p3 (AGA)5 15 65052200 65052214 TTTCAATCAAGTCGTCGCAC GAGTAGAAGAAGACGACGACGAT 227

Ai06B15660 Araip.B06 15660 c (A)10gggttaaagttatttttcagcattcaataaaagggaatac(A)1161 65055725 65055785 GGAAACCTATTGGGAACATGG TTTTATTTTGCATTGGGGGA 199

Ai06B15670 Araip.B06 15670 p3 (TAA)10 30 65135849 65135878 GATTCTGGTGCAACTCGACA TGCCATAAATCAAAGGACTCAA 264

Ai06B15673 Araip.B06 15673 p2 (CT)13 26 65150501 65150526 AGCACCTAAACCACCACTGC TGTTGATGTTCAAGGGGTGA 123

Ai06B15674 Araip.B06 15674 p2 (GA)9 18 65151037 65151054 ATGAGGAGGGTGATACGGTG CCACGAAAGTTGAAAACGCT 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B15677 Araip.B06 15677 c (A)10gaag(A)10 24 65186464 65186487 TGAAGGCTTGAACAGTGCAT TTGCTCTTGCCTTTTGGTTT 249

Ai06B15679 Araip.B06 15679 c (AAAATA)5cagaaaagtagcaaaataaataaaaagagtatgtagtggttcacc(A)1186 65191357 65191442 GAATTGCAACTAAAACTAAATGGC TCACACCCTGCTTGAGTGAG 250

Ai06B15680 Araip.B06 15680 c (A)11tctttcaaaaatttttcttttgttttcc(A)1049 65195144 65195192 CCAGGGACTCATGCACCTAT ATAGCACTTCCACCTGCACC 270

Ai06B15683 Araip.B06 15683 c (CT)6aattttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattatta(T)1081 65196587 65196667 TTTTTGTTTGTTTCTTATCCTTTTCA TCGGATTTTTGGTGATGTGA 275

Ai06B15684 Araip.B06 15684 p2 (CT)7 14 65196824 65196837 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCCTTGTTCCTG 222

Ai06B15685 Araip.B06 15685 c (T)10atttttctttcgccc(T)1136 65198242 65198277 TTTTGAAGGCCCAAATTGAA GGTTATGTCTCACCGGCATT 267

Ai06B15686 Araip.B06 15686 p3 (AAT)5 15 65199746 65199760 AGGCCATGAAGACTGCAAAT GGCTTCAGTCACACCATCCT 196

Ai06B15688 Araip.B06 15688 p3 (TTC)5 15 65207633 65207647 TCCTCTCTACTTGGCCGAAA GCTTTTGTCTTCCCTTTCCC 204

Ai06B15691 Araip.B06 15691 c (A)10tccaaaaaaattagaaaat(A)1039 65214528 65214566 ATTGAAAGCTTGGCTGGCTA ATGCACATGCAATTGACACC 235

Ai06B15694 Araip.B06 15694 p2 (CT)6 12 65215583 65215594 CTTTTTGTTTGTTTCTTATCTTTTTCA TCGGATTTTTGGTGATGTGA 274

Ai06B15695 Araip.B06 15695 p2 (CT)7 14 65215818 65215831 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCCTTGTTCCTG 222

Ai06B15696 Araip.B06 15696 p3 (AAT)5 15 65223143 65223157 GGGGATTGTTCGAGTATGGA GCATGCAATTGACACCAAAC 206

Ai06B15698 Araip.B06 15698 p3 (TCT)6 18 65237825 65237842 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTT 152

Ai06B15699 Araip.B06 15699 c (A)10gaaaaaagaaaaaaaaatagtg(A)1143 65238357 65238399 TCACTTCCCCTCCATCTCAC GTGGTGTTTGAGCACATTGG 228

Ai06B15700 Araip.B06 15700 c (AT)11tagttgcttgatgcaacccagagctatatt(TA)7ttagttgcttgatgcaacccatagttatatt(TA)6109 65252764 65252872 AACAGAGAAAAGAGAAACCAGAACA TATAGCTCTGGGTTGCGTCA 205

Ai06B15701 Araip.B06 15701 p2 (CT)6 12 65261839 65261850 GTTGGGAACATTGAACCTGG CGGACGCCACGTATAGAAAT 255

Ai06B15708 Araip.B06 15708 c (T)12ctatttttttcgcccattttttttc(T)1148 65320330 65320377 TCCTCCTCATCGTCGTTTTT CCTTCTCATGCTTCTTCTGGTT 170

Ai06B15710 Araip.B06 15710 p3 (TTC)5 15 65333863 65333877 AACCCTAACTCCCATCCCAC AAAATGTTTGCTCGTCCCAG 173

Ai06B15711 Araip.B06 15711 c (TA)7cagcatcccaggccctgacctattcaagaagtccctaagctggcacccagactagcctagactctatactcacctagtcccgctaaactac(TA)8121 65340213 65340333 AAATATTGCTGGTCCCCTATCA TGAATTTTGTTCTTCCGAGAAA 254

Ai06B15717 Araip.B06 15717 p3 (TAA)5 15 65387275 65387289 CCCCTCCTGAAAAACATCAA GCAGCTGCAGAGAAGGTTTT 245

Ai06B15720 Araip.B06 15720 c (TCA)12(TCT)25(TAT)7132 65393546 65393677 CCTCGTCTTCGTTCTCATCC TCAAGAAGATGGCACAAATCA 272

Ai06B15723 Araip.B06 15723 p2 (CT)8 16 65435322 65435337 GCCAGAAGCATAACATGGGT AGAACCTTGGTAATGGAGGTG 261

Ai06B15724 Araip.B06 15724 p4 (TAAA)10 40 65438005 65438044 TGGAAAATCGTGGGAATAAA TGGGGTAATTTTGTCCCCTT 193

Ai06B15725 Araip.B06 15725 p2 (TA)9 18 65438610 65438627 TTCATGTCCCTGGCTTTCAT GTGGTTTATCAACCTCCCCC 279

Ai06B15727 Araip.B06 15727 p2 (TA)6 12 65479147 65479158 AAAGTGTGGGAACATTGGGT CATTGGGGTAATTTTTGTCCC 192

Ai06B15728 Araip.B06 15728 p2 (TA)6 12 65479363 65479374 GGGACAAAAATTACCCCAATG CAAGGTTGTAATAGGGCTGAGG 250

Ai06B15731 Araip.B06 15731 p3 (ATT)16 48 65480310 65480357 GAATGCATCATATAACACTCCGA TTTCTTTGTTCCCAAATGGC 275

Ai06B15732 Araip.B06 15732 c (TC)19(TA)12tt(TA)18100 65481970 65482069 ATTAAGCGGTGATGTGGAGG CATGAAATGCAATGCAAACC 271

Ai06B15733 Araip.B06 15733 p2 (TC)6 12 65496037 65496048 CCAAGCCTTAAGTGTGGGAA CACTGGTTTTGTGTGTTCGAG 272

Ai06B15735 Araip.B06 15735 c (TA)8tgactccttgaaaatgtgaattaattcaactacatgcaagctttatatacaagtg(A)1081 65536917 65536997 CCCATTTCAACTGTAAAGGCA ATGCCATGCAATGCAATCTA 186

Ai06B15736 Araip.B06 15736 p2 (GA)6 12 65543571 65543582 GGAAAGAAAAGAAATGGGGG GTAAGCGTGGGTTGGAAGAA 262

Ai06B15737 Araip.B06 15737 p2 (TA)6 12 65545156 65545167 AAGTGTGGGGAGGTCATCTG CAAATCAATTTGTGATGCCC 210

Ai06B15740 Araip.B06 15740 p2 (AG)6 12 65561270 65561281 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ai06B15741 Araip.B06 15741 c (A)10ttttgaaaacatttttatttttatttttcgaaaataagggaaaa(T)11gaaaga(T)1182 65561957 65562038 CAGGCTTCAACATGCTTCCT ATTGTTCGAGCCTGGACATC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B15742 Araip.B06 15742 p2 (TA)12 24 65571300 65571323 CCCTTTTAGCATACGATAACTTTG GGGTTGTGTGTTCTTTGGCT 273

Ai06B15744 Araip.B06 15744 p3 (TCT)5 15 65606015 65606029 ATTGTGGAATGGGGAATGAA TCATTTGAAATCCGAAAGGC 220

Ai06B15747 Araip.B06 15747 p3 (ATA)7 21 65633390 65633410 CGGCTAATCAATCACAGGGT AAATGGTGCCAAAACAATCG 260

Ai06B15749 Araip.B06 15749 p3 (GAA)5 15 65643867 65643881 CTACTGCACATCGCTCCAAA TGCAAGGCAAACATCGATAA 190

Ai06B15750 Araip.B06 15750 p2 (AT)12 24 65645511 65645534 TTACCCATGGAGATTGGTCG TTCATGGCCAAGGGTAAAGA 217

Ai06B15751 Araip.B06 15751 p3 (CTT)5 15 65648713 65648727 TGGGTTTTCACTGCTTCTCA CCCCTAATGAAAGTGGGGTT 178

Ai06B15753 Araip.B06 15753 p3 (CTT)5 15 65659688 65659702 TGGGTTTTCACTGCTTCTCA CCCCTAATGAAAGTGGGGTT 178

Ai06B15754 Araip.B06 15754 c (TA)12(TTATTT)554 65664867 65664920 GGCATTTTGTGCCCTTTTTA TTGATTTTGGGAGAGTTGGG 240

Ai06B15757 Araip.B06 15757 p3 (ATA)5 15 65673675 65673689 TTGGTTGATAGGAGGGCAAG TCCAATGTTGGAGATGACGA 277

Ai06B15758 Araip.B06 15758 p2 (AT)7 14 65690228 65690241 TTGGGAACATGGGGTAAAGA GAACTTTGAACTTTGGGGCA 197

Ai06B15764 Araip.B06 15764 p2 (TG)9 18 65725981 65725998 GCTTCTGATCACTCTTGCTGG TGGTAACTTCATCCCAGCCT 270

Ai06B15765 Araip.B06 15765 c (T)10attatggttatgaaatcagggttctgattttctggtcttctgaaggata(TG)875 65726296 65726370 GACACATCAAAATATCTTTTTCCAA TCCTTCTTCTCATCTTCTTTTTCTTC 214

Ai06B15768 Araip.B06 15768 p6 (TATTTT)5 30 65743893 65743922 AGACCACCACCACAGAGACC TTGCTAAAATATGACTAAAATGCAAAA 278

Ai06B15769 Araip.B06 15769 p2 (TA)6 12 65745435 65745446 CCCATCTCAATTGTAAAGGCA ATGCCATGCAATGCAATCTA 186

Ai06B15772 Araip.B06 15772 p2 (AG)7 14 65766708 65766721 ACATTGAACCTGGGATCGAG TGACCCTGTTTTTAGCCCAG 205

Ai06B15775 Araip.B06 15775 p2 (GA)7 14 65784311 65784324 CTAGAGGTTTCTCCGGCCTT CACCTCAGGATCTGTGGACC 211

Ai06B15777 Araip.B06 15777 p2 (AG)10 20 65795442 65795461 GATGAGTGGGGGAGTACGAA GGAAGGGTGGCAATTGATTA 266

Ai06B15779 Araip.B06 15779 p2 (AT)8 16 65804408 65804423 CCCATGATTCCCACTTTTTC TGGGTATGGGAAACTTGGAC 235

Ai06B15782 Araip.B06 15782 p2 (TA)55 110 65855058 65855167 TCGAGAGGCACCTCACTAGG TCCTAGACCTCCATCAAGCC 257

Ai06B15785 Araip.B06 15785 c (T)11ctc(T)10 24 65864345 65864368 CCGTCCTATCCACTGATGCT TTGAAGCAAGAAAAAGCAGTGA 211

Ai06B15787 Araip.B06 15787 p2 (CT)6 12 65872277 65872288 CACAGCTCAACCTCAGTTGC CACCATGTAAAAAGGGAAAAGAA 273

Ai06B15794 Araip.B06 15794 p3 (TTG)8 24 65961946 65961969 GTGGTTGAAGTGCCAGGAAT CAAAGTGCTGAAAAGCACCA 275

Ai06B15795 Araip.B06 15795 c (A)10tatagggaattaaattgaataagttatttgaaaatttgggaagcatgctcatacgaaatcaaaataattgaattaccatgtgcattg(A)10gaaaaaaag(A)10126 65965380 65965505 TCCCAAGTTGAATCCTTGGT TTGTCCCATGTGCATTGATT 276

Ai06B15797 Araip.B06 15797 c (AG)6atgcacgaagaagagaggattatatttcaaaaagtatttagtgaatttaaaatatatgatttacttaagtcttttgaagagggttaaact(A)10112 66028639 66028750 TTTCACCCCTTCAGTGGAAC TTAACTTTTTCAAGCATTTGTTCA 253

Ai06B15798 Araip.B06 15798 p2 (AG)6 12 66031725 66031736 TTTCACCCCTTCAGTGGAAC GAACAGCATCCACCCTTCTC 219

Ai06B15799 Araip.B06 15799 c (T)10aattttttatcacatgtgcattgatcttttattaaacttaatattggggtaattttgtccccttatt(TA)1097 66036297 66036393 GCCTAGCTACCCATAATTCCC GGGAACCTACTCATGAAAAAGC 234

Ai06B15804 Araip.B06 15804 p3 (TTC)5 15 66073362 66073376 CCTCCCAACAAGCACTCTTT TCAAGGGGCATCAATCTTTC 126

Ai06B15807 Araip.B06 15807 p2 (AG)6 12 66080309 66080320 GTTTTTGGGGAAGCGTGTTA GCAAGAAAGGGGCATTTACA 145

Ai06B15808 Araip.B06 15808 p3 (TAT)7 21 66088602 66088622 TGGGGAAATTTTATCCCCTATT TTTGAGCCTTTTAATCCCCA 209

Ai06B15811 Araip.B06 15811 p3 (GAG)6 18 66106520 66106537 CGGTGGAGTGGCTCCTATAA ATCAAAAGAATGCCCCTTCC 237

Ai06B15813 Araip.B06 15813 p2 (AG)6 12 66111409 66111420 CAGATTAGCCTGGCCAGATG ATCTCACCAGTAGAGACGCAA 100

Ai06B15814 Araip.B06 15814 p5 (TGATT)5 25 66117514 66117538 AATTTTGTGTGGCCAGCTAT AAAATAGGCAACTGAGATATTTTCAA 211

Ai06B15817 Araip.B06 15817 p2 (AG)6 12 66131751 66131762 TGAGGGGTTTTTGGAGAAGA TAACGCCAGAAATAGGCACC 267

Ai06B15818 Araip.B06 15818 p2 (CT)6 12 66137163 66137174 TTTTTGTTTGTTTCTTATCTCTTTCAA TTCGAATTTTTGGATGGGAG 259
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Ai06B15819 Araip.B06 15819 p2 (CT)6 12 66138984 66138995 GCCTAATTGGTGCAGGGATA GGGTGGGAAAGAGATGTTGA 176

Ai06B15820 Araip.B06 15820 p3 (TTA)5 15 66145425 66145439 CCAGTGCACTTGCCAGTTAG GGTGGGTGGTACGAATGAAA 243

Ai06B15824 Araip.B06 15824 p2 (AT)7 14 66150488 66150501 GGTTCAAGTTCAGCGTGGAT AAGATGATTCGCCTCCCTTT 269

Ai06B15827 Araip.B06 15827 p2 (TC)14 28 66164035 66164062 TCCGATAACTATCCCAAGCG CATCGTCATCCTCATCATGG 267

Ai06B15828 Araip.B06 15828 p2 (AT)6 12 66168450 66168461 GCGCATCCCTAAGCTCAATA CTTTAACTCCCCGGGTTCTC 126

Ai06B15829 Araip.B06 15829 p2 (AT)7 14 66169062 66169075 GCGCATCCCTAAGCTCAATA CTTTAACTCCCCGGGTTCTC 128

Ai06B15833 Araip.B06 15833 p2 (TC)19 38 66175769 66175806 CCCTTCTCTCCACCACTATCA CAGTAGGCTCTGGTTCGAGG 245

Ai06B15835 Araip.B06 15835 p2 (CT)6 12 66178613 66178624 AACTTTTTGTTTGCTTCTTATCTTTTT GAGGTCCTTGTGTGAGTAGATGAA 266

Ai06B15836 Araip.B06 15836 p3 (TTC)5 15 66179677 66179691 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai06B15838 Araip.B06 15838 p4 (AAGA)6 24 66185888 66185911 TTAGGATACCACCGCCAGAG CTCTTCTCCGTTCACCCAAC 244

Ai06B15842 Araip.B06 15842 p2 (GT)6 12 66212864 66212875 GGCCATCATTTCACTTAGCC ACCTCAACCATTGTCCCAAG 217

Ai06B15843 Araip.B06 15843 p3 (CAA)5 15 66222287 66222301 GGAAAGGCATTGTTGGAGAA TTTGGGTCTTCAAGTGGTCC 280

Ai06B15846 Araip.B06 15846 p3 (GAA)5 15 66282609 66282623 CCATCACCCTAAGGTCCAGA AAGTTCCATCTGCTTCCTGG 253

Ai06B15848 Araip.B06 15848 p3 (CAA)5 15 66285714 66285728 CCAGGACATGGAGGAACACT GGTTTGGATCTTCAAGTGGC 242

Ai06B15853 Araip.B06 15853 c (A)10gag(A)10gaaaaaaataggcg(A)1249 66302570 66302618 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 223

Ai06B15854 Araip.B06 15854 p2 (GC)6 12 66309603 66309614 TCCAAATGAGGAGGTTCCAG TGCAATCCTTGGCACAAATA 226

Ai06B15856 Araip.B06 15856 p2 (TG)13 26 66314633 66314658 GGGGACAAAATTACCCCAAT AATGGGGCCAAGGTAAGAGT 255

Ai06B15857 Araip.B06 15857 p2 (AG)7 14 66316293 66316306 TCTCAAAACAAGAAGAAATCCTAAA AGGAAGAGCTCCGAATGACA 276

Ai06B15863 Araip.B06 15863 p2 (CT)6 12 66357129 66357140 TTGATTTTCAAATTTGTTTCAACT GAAAAGAAGAAGATGAGAGAGAAAGA 272

Ai06B15865 Araip.B06 15865 p3 (AAT)6 18 66380317 66380334 CAGGTTCTGGATCTGCTTCC TGAGTCATGTTTTCTTCCACTCA 153

Ai06B15868 Araip.B06 15868 c (A)10tttatt(TTTA)5ttttgaaaataaaataaattaaaataaaataaataaaaatgggtgaatattttcgaaaaatg(GA)7112 66410407 66410518 GCAGGAGTGGGGTTAGCATA TCAAATCAAATCCTTTCAACCA 254

Ai06B15872 Araip.B06 15872 p2 (AG)6 12 66451989 66452000 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCCC 240

Ai06B15875 Araip.B06 15875 p2 (GA)6 12 66503769 66503780 CACCATGTAAAAAGGGAAAAGAA CACAGCTCAACCTCAGTTGC 274

Ai06B15879 Araip.B06 15879 p3 (GAA)8 24 66529297 66529320 TCTCCCATTACTCGGAGGTG GGCCGAAACACAACTCTCTC 224

Ai06B15881 Araip.B06 15881 p3 (TTG)5 15 66537499 66537513 GGATGCACACCAAGTGTTTG AAGAAGCATGAGAAGCGCAC 216

Ai06B15883 Araip.B06 15883 p3 (AGA)5 15 66553740 66553754 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 242

Ai06B15892 Araip.B06 15892 p3 (AAG)5 15 66598646 66598660 TAGAATATTGCTCGCCCTCG ACCCCACAGGATCATCTCAG 183

Ai06B15894 Araip.B06 15894 c (T)15gctcttgccttttggtttaaagagcttttggctttttctgcttgctttttctttttctcttttttttctttttttttgccattttc(T)12113 66615722 66615834 GCCTTTTTGGTTTTAAGGGC TGAAGCAAGAAAAAGCAGTGAA 176

Ai06B15895 Araip.B06 15895 p2 (AT)6 12 66626235 66626246 GGTGGTGGAATGTTATGCAA CAAATTCCAGTGAGGGTTCAA 271

Ai06B15897 Araip.B06 15897 p2 (GA)7 14 66630684 66630697 ATAATCGTCAGCAGTTCCCG CAGATCACGCGAACCCTATT 132

Ai06B15906 Araip.B06 15906 p4 (AATA)7 28 66698598 66698625 TGAAGCAAGAAAAAGCAGCA GCTTTTCGCTTGACACCTTC 277

Ai06B15909 Araip.B06 15909 p3 (GGT)5 15 66713377 66713391 GGAACCTGGTAGGCGTATGA TCTTCTTCCCTTAACCACCG 169

Ai06B15915 Araip.B06 15915 p3 (AAG)5 15 66796877 66796891 GCTTTTGTCTTCCCTTTCCC TCCCTCCTTCATTTCCACAC 237

Ai06B15922 Araip.B06 15922 p2 (GC)6 12 66824228 66824239 GAATACTAGAAGCACGCGCC TAAACTGATTCGCGCAGATG 225
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Ai06B15923 Araip.B06 15923 c (T)10cgcctatttttttcttc(T)1340 66836145 66836184 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 220

Ai06B15927 Araip.B06 15927 p3 (AAG)6 18 66851586 66851603 TGACAACACAAGGTTGGCAT TGGTGGTGGTTGAAGTGCTA 259

Ai06B15928 Araip.B06 15928 p2 (AG)7 14 66861081 66861094 ATCCGTCTCAAGCAAAGCAT GTGGCCCAGAAAACACAGAT 218

Ai06B15929 Araip.B06 15929 c (T)11aataac(T)10 27 66861883 66861909 TTCAACATTTACCTTGGGGC TAAGTGTGGGGAAAAGTGGG 225

Ai06B15933 Araip.B06 15933 p2 (AG)7 14 66866619 66866632 ACATTGAACCTGGGATCGAG TCACAGTGACGGAAATCAGC 263

Ai06B15937 Araip.B06 15937 p3 (TTC)14 42 66887801 66887842 ACCCTCACCGATGCGTAA AGGGGAAGAGAACAAGGTGG 239

Ai06B15941 Araip.B06 15941 p2 (AT)8 16 66907931 66907946 GTGTGGGAAAGTGAATTCGG TTCACCACTTACTTTGGGGC 245

Ai06B15942 Araip.B06 15942 c (A)10taatatatacatatatacacatatgtgtatag(A)10ggagaaaagacaagaaaagaaaaggaagaa(AT)14110 66914059 66914168 GGGAGCATTGGTTGAGGTAA TTGAGGTATTTTGTCCCCTTTT 270

Ai06B15943 Araip.B06 15943 p2 (TA)11 22 66914701 66914722 GCATATTTCCCTTCGACGAC GGTTTATCAACCTCCCCACA 264

Ai06B15948 Araip.B06 15948 c* (A)10(AT)6* 21 66974313 66974333 TAACATGTGGTGGCAATGCT TTGGCTTTTTCTGCTTGCTT 253

Ai06B15950 Araip.B06 15950 p3 (GTT)5 15 66977740 66977754 TGGTTGTGGTGATTTGGTTG GGGATAATGCACAAGGGAGA 132

Ai06B15951 Araip.B06 15951 p2 (TA)6 12 66993389 66993400 GGCAGAATGGTGGAACTCAT TTGATCGTTGCTTGTCTTGC 237

Ai06B15952 Araip.B06 15952 c (A)10gtttcaacaataatcaatgtgaatctttaaatggctttcctaaaaaataaatatagtccttgaaaatgtcatcaatttaccaacatttattac(TA)8119 66994524 66994642 AGGTTGTGTGTTCTTTGCTCA CCTTTTAGCATATGAGAATTTGGC 262

Ai06B15953 Araip.B06 15953 p5 (ATAAA)5 25 66994899 66994923 GAAAATGTGCAAGTATTCAAAGGA TTGACTGAGCATCGAGAACG 177

Ai06B15956 Araip.B06 15956 p2 (TA)7 14 67016176 67016189 TTGCTTGAAACAACCCAAGA GCCTCAGGGCAACAGATAAA 205

Ai06B15957 Araip.B06 15957 p2 (GA)6 12 67024470 67024481 TTTGCAAATATCCACAAGCA TTCTTCCTTCTCCCTTCTTCC 257

Ai06B15965 Araip.B06 15965 p4 (TTAT)6 24 67062938 67062961 AAATTATGCCTAGCTGCCCA TCTATGTGCATTGATATGTTATGTTTT 278

Ai06B15968 Araip.B06 15968 p2 (AT)6 12 67100144 67100155 ATGGGTTTATCAACCTCCCC CCAACTCAATTGTGAAGGTGC 254

Ai06B15969 Araip.B06 15969 p4 (ATTT)5 20 67100609 67100628 GGGGCGAAGGTAAAGGTAAG GGGGACAAAATTACCCCAAT 207

Ai06B15973 Araip.B06 15973 p2 (CT)7 14 67142515 67142528 TCTTTCCAAAATTTGTTTCAACT TTACTCCTTTCCATGGCTGG 222

Ai06B15976 Araip.B06 15976 p4 (ATAG)5 20 67150302 67150321 TCTTTGCTTTGCCCCAAATA AACTCATCAATTCCCCCACA 223

Ai06B15979 Araip.B06 15979 p5 (TTTTG)6 30 67163874 67163903 TTATTGTTGCTGCCTTGCTG GAGGAAGAACAGCCGAGATG 259

Ai06B15982 Araip.B06 15982 p2 (TA)6 12 67204868 67204879 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 219

Ai06B15985 Araip.B06 15985 c (AT)7ngaatg(AT)632 67246164 67246195 GTGCACGGAGGATGAAAAAT CGTGGAGAACGACGTAACAA 270

Ai06B15988 Araip.B06 15988 p4 (TTTA)6 24 67277050 67277073 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 163

Ai06B15993 Araip.B06 15993 p2 (TA)6 12 67299711 67299722 CGCATGCTTTTAGCATCTGA CGTTCTTCCTATGTTCCTCCA 263

Ai06B16000 Araip.B06 16000 p2 (AT)8 16 67323047 67323062 TGTTCGAGTTTGGACGACTG GCCAGGCTTCTACATGCTTC 214

Ai06B16001 Araip.B06 16001 c (A)11gaaaagaaaaatagcgaaaaaaaag(A)1046 67327862 67327907 CAACTCGGCTGAGATTGACA TGCTCTTGCCTTTTGGTTTT 270

Ai06B16002 Araip.B06 16002 p2 (GC)6 12 67333567 67333578 AACAGAGAATCAACCCACGC ATGTACCAGGAGGGCAAGTG 237

Ai06B16003 Araip.B06 16003 p2 (TA)6 12 67335459 67335470 TGGGGTAATTTTGTCCCCTT TGGGAATTTGGGAACCTACTC 163

Ai06B16005 Araip.B06 16005 p2 (AT)6 12 67356936 67356947 CCCAACAGTTTTGCATTTCA CCACACCATTAGGCTCAAAA 253

Ai06B16007 Araip.B06 16007 p3 (AAC)5 15 67373522 67373536 GGGACAGTAGTGGGAACCAA TGGAGCGAAGTGTCATCTTG 210

Ai06B16010 Araip.B06 16010 p2 (TC)9 18 67393357 67393374 ACCTGCACTAAAGCGCAATC GAAAAGGAAAAAGGGAAGAAGAA 240

Ai06B16011 Araip.B06 16011 p2 (AT)9 18 67403335 67403352 GCACACGAAGCTAACGCATA GCTTAAACTCCGCAAGTCGT 119
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Ai06B16013 Araip.B06 16013 c (T)10ctttataattttttctttttctatttttcttttctta(AT)1067 67419592 67419658 GGGACATTTTTGTCCCCTTT GTGGGTTTGGAAACATTTGG 236

Ai06B16019 Araip.B06 16019 p2 (TA)6 12 67513109 67513120 TTCACCACTTACTTTGGGGC GTGTGGGAAAATTGGGTTTG 217

Ai06B16022 Araip.B06 16022 p3 (AAT)6 18 67528682 67528699 TTATTTTCGGCTGCCATCTC CTCCCCCTTTTCTTCCACTC 254

Ai06B16023 Araip.B06 16023 p2 (GA)6 12 67529015 67529026 TGGGGGAGGTATAATTTTCG TCTTTGTTTGTTTCTTAACTTTTTCAA 226

Ai06B16026 Araip.B06 16026 c (A)10gagaaagaaag(A)1031 67547002 67547032 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 258

Ai06B16028 Araip.B06 16028 p3 (AAT)6 18 67559175 67559192 GGGAAATTGTGGGAACAAAA ATTCAGCATTGGGGTGATTT 201

Ai06B16029 Araip.B06 16029 p2 (TA)11 22 67569318 67569339 CCTAAGCTCTCACCAAACACA ACTTGGGACATTGGTTGAGG 280

Ai06B16032 Araip.B06 16032 p2 (AT)16 32 67631387 67631418 ACCAACTGAAGGTGGCAATC TGGGATCGACCCTTACTCAG 262

Ai06B16034 Araip.B06 16034 p2 (CT)17 34 67637789 67637822 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTCGAATTTTGGGTGAGA 278

Ai06B16035 Araip.B06 16035 p2 (TC)6 12 67637955 67637966 CGAAAATCACTAACCATTTTTCAA GGTTCGAATTTTGGGTGAGA 111

Ai06B16036 Araip.B06 16036 p2 (AG)6 12 67652944 67652955 TTTTGAAAAAGGGGATAGTGG TTTCAAAATCTTTTTCCAAGTTCT 168

Ai06B16037 Araip.B06 16037 p2 (AT)6 12 67657765 67657776 TGGCTTTTTCTGCTTGCTTT TGGCTCTTGAAAGAATGATGG 182

Ai06B16038 Araip.B06 16038 p2 (AG)6 12 67659589 67659600 TAGGTAAGGGGTTTTTGGGG GATCTGTGGACCCCATAGGA 103

Ai06B16040 Araip.B06 16040 p3 (TTC)5 15 67676338 67676352 CAACTTTCTGGGCATTGGAT CCACCATGGTATGGTCGTTT 272

Ai06B16048 Araip.B06 16048 p3 (TTG)11 33 67729413 67729445 GTGGTTGAAGTGGCAGGAAT ACAAGGCCAGAGAACGAAGA 117

Ai06B16050 Araip.B06 16050 p3 (TCT)5 15 67736038 67736052 CACCACTCACATCCATCCAC GGCCTTAGGTGCCATCAATA 180

Ai06B16052 Araip.B06 16052 c (TA)6tttttttctttctctc(T)1038 67763607 67763644 TGGGGTAATTTTGTCCCCTT TTTTGGGAACATGGGTTGAT 216

Ai06B16057 Araip.B06 16057 c (T)10ctttttctctc(T)1031 67768863 67768893 TACTTTGGAGCATTTTGCCC TGTGGAAAAATTGGGTTTGA 218

Ai06B16058 Araip.B06 16058 p4 (ATAA)5 20 67774592 67774611 TATGGAATGAGAACCGGAGG CGAAGGCTGTGGGATACAAT 223

Ai06B16059 Araip.B06 16059 c (AC)9atacatac(AT)7(AC)754 67777528 67777581 ACACCACCCCTTTCTCCTCT GCTAACGGATTGGACGAGAC 177

Ai06B16060 Araip.B06 16060 p4 (TTTA)5 20 67778541 67778560 TCAAACCAATCATTATTCAAGCC TGAGGCAGGTTATTCTTCCC 232

Ai06B16061 Araip.B06 16061 c (AT)10gcagaaaatttt(A)1042 67784662 67784703 TGATCATTCTAATACTTTTGGTTCA AAGTGTAGCCTTAGGTCTCTCATTA 257

Ai06B16064 Araip.B06 16064 p2 (GT)6 12 67808380 67808391 GTACCCAAATGGCCTACCCT CACCCTTTTTATCCCAACCA 206

Ai06B16067 Araip.B06 16067 p3 (TCT)5 15 67850569 67850583 ATGCTTAAATTGGTGCAGGG TTAGAATGTTGCTCGCCCTT 237

Ai06B16073 Araip.B06 16073 p2 (AT)9 18 67930379 67930396 AGCGCGAAATGTACACACAC AGGTAGCGCTCAAATAGCCA 166

Ai06B16074 Araip.B06 16074 p2 (AT)9 18 67931227 67931244 AGCGCGAAATGTACACACAC TTACGGCCTTAGAGGCTTGA 266

Ai06B16075 Araip.B06 16075 c (CA)10cgcacacacacatat(AC)33(AT)7115 67932470 67932584 TTCGTGAATACGAATCGAAACTT TTTTATTTTTCCCTCGTCGTTT 277

Ai06B16087 Araip.B06 16087 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctctaggaggacacctaaaggtgagccgtaatggcctcatcttcggcaggctcctccgggg(T)10gctgaccctcgttatttaaatgatgttatcctgaggaggacaattaaaggcgagccgtaacggcctcatcttcggcaggctcatctg(T)10214 67938512 67938725 GACAGGCTCATCCCGTTTT AAAGAATGAGGGTCAGCACAA 279

Ai06B16098 Araip.B06 16098 c (T)10g(T)10 21 67940427 67940447 ACCTAAAGGCGAGCCGTAAT AAGAACGAGGGTCAGCAAAA 273

Ai06B16100 Araip.B06 16100 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggtggacacctaaaggcgagccataatggcctcatcttcggcaggctcctccgg(T)10115 67940783 67940897 ACCTAAAGGCGAGCCGTAAC TGTTGGATCGTTTTCCACAA 257

Ai06B16102 Araip.B06 16102 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatcttcggcaggttcctccg(T)10114 67951868 67951981 ACACTTAAAGGCGAGCCGTA AAGAACGAGGGCTAGCACAA 221

Ai06B16107 Araip.B06 16107 c (T)11aaatttttttacgttgtgctgagcctcgttcattaaatgacgctatcccgaggaggacacctaaaggcgagcctccgg(T)1099 67953920 67954018 CATCTTTGGCAAGCTCCTTC CATTTAAAGAACGAGGGGCA 184

Ai06B16115 Araip.B06 16115 c (T)10aatgttgtattgaccttcgttctttaaatgacgctatctcgaggaggacacctaaaggcaagccataatggcctcatattcggcaggctcctccg(T)11116 67957646 67957761 ACACCTAAAGGCAAGCCGTA CCTCGGGATAGCGTCATTTA 258

Ai06B16138 Araip.B06 16138 c (T)14acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaacggcctcatcttcgacaggctcctctg(T)10118 67961733 67961850 AGGACACCTAAAAGGGAGCC AGGAGCCTGCTGAAGATGAG 261
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Ai06B16141 Araip.B06 16141 c (T)10cgg(T)13 26 67980974 67980999 TAAATGACGCTATCCCGAGG AGAACGAGGGTCAGCACAAC 264

Ai06B16148 Araip.B06 16148 c (T)19actttgtgctgcccctcgttctttaaatgaggctatctcgaggaggacacttaaaggcgagccgtaacggcctcatcttcggcacgttcctctg(T)12125 67983312 67983436 TTTAATGGCCTCATCTTCGG ACACTTGCCGGTTAGATTGG 252

Ai06B16159 Araip.B06 16159 c (T)10cattgtgctgaccctcattctttaaatgacgctatcacgaggaggacacctaaagtcgagcggtaatggcctcatcttcggcaggctcatccca(T)10114 67990765 67990878 TTCTTTAAATGACGCCACCC AGAACGAGGGTCAGCACAAC 258

Ai06B16160 Araip.B06 16160 c (T)12gtgctgaacctcgttctttaaatgatgctatcctgaggaggacaccttaaggcgagccgtaacggcctcatcttcggcaggctcctatg(T)12113 67990987 67991099 GGAGGAGGACACCTAAAGGC AGAACGAGGGTCAGCACAAC 194

Ai06B16161 Araip.B06 16161 c (T)10c(T)10 21 67991440 67991460 TCTTTAAATGACGCGTTCCC GTGTCCTCCTCGAGATAGCG 265

Ai06B16164 Araip.B06 16164 c (T)10ccgg(T)12 26 67992820 67992845 ACGCTATCTCGAGGAGGACA TATGGCTCGCCTTTAGGTGT 162

Ai06B16165 Araip.B06 16165 c (T)11c(T)10 22 67993059 67993080 TAAAGGCGAGTCGTAATGGC TGTCCTCCTCGAGATAGCGT 116

Ai06B16166 Araip.B06 16166 c (T)11gtgctgaacctcgttctttaaatgatgctatcctgaggaggacaccttaaggcgagccgtaacggcctcatcttcggcaggctcctatg(T)11acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccataatggcctcatcttcggcaggctcctcca(T)12217 67993538 67993754 AGCCGTAATGGCCTCATCTT GAATGAGGGTCAGCACAATG 276

Ai06B16183 Araip.B06 16183 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctggaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgggg(T)10gtgctgaacctcgttctttaaatgatgctatcctgaggaggacaccttaaggcgagccgtaacggcctcatcttcggcaggctcctatg(T)10216 67996288 67996503 GTAATGGCCTCATCTTCGGC AGAACGAGGGTCAGCACAAC 280

Ai06B16185 Araip.B06 16185 c (T)12acgttgtgcttaccctcgttctttaaatgacgctatcccaaggaggacacctaaaggcgagccataatggcctcatcttctacaggctccttcgg(T)11118 67996862 67996979 ACACCTAAAGGCGAGCCATA CCTCGGGATAGCGTCATTTA 254

Ai06B16186 Araip.B06 16186 c (T)10acattgtgctgaccctcgttctttaaatgaggctatctcgaggagaacacctaaaggcgagccgtaatggccttatcttcggtaggctcctccgg(T)12117 67997236 67997352 ATGGCCTCATCTTCGACAGT TACGGCTCGCCTTTAAGTGT 227

Ai06B16188 Araip.B06 16188 c (A)13g(A)11 25 67997768 67997792 TACGGCTTGCCTTTAGGTGT ACGCTATCTCGAGGAGGACA 162

Ai06B16191 Araip.B06 16191 c (A)10ccggaggagcctgccgaagatgaggccattacggcgcgtgtttaggtgtcctcctcgggatagcatcatttaaagaatgagtgtcagcacaacgt(A)13ccatgaggagcctgccgaagatgaggccgttacagctcgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacatt(A)10225 67999553 67999777 GAACGAGAGTCAGCAGAACG AATGGTCTCATCTTCGGCAG 280

Ai06B16193 Araip.B06 16193 p3 (CTT)5 15 68018931 68018945 GCAACTTTGGCAAGGTGATT GGGGATGATCAAGAGATGGA 259

Ai06B16195 Araip.B06 16195 p2 (TA)8 16 68028365 68028380 CTGGAGACTCTTTGGAAGCG AACCTACGAAGCTAAGGCCG 197

Ai06B16199 Araip.B06 16199 p2 (AT)7 14 68072745 68072758 CTTGGGACATTGGTTGAGGT GAACCCTCACCGGAAGTGTA 222

Ai06B16201 Araip.B06 16201 p2 (AG)6 12 68079763 68079774 GGTGAGGTAGGTGGGGTTTT AGAAATGGGCATTTTTGCAC 225

Ai06B16202 Araip.B06 16202 p2 (TC)6 12 68090362 68090373 TCTTGGATGATCTTGACCAATG CAGTTTCTTGGAAGCGGAAG 211

Ai06B16206 Araip.B06 16206 p4 (AAAT)6 24 68106357 68106380 CACCACTTTCTCTCCCCTCA CCAATGGAGGGTATGCAGAT 247

Ai06B16207 Araip.B06 16207 p3 (GAA)5 15 68114868 68114882 GCCACAACATCATGGAAGTG ACACAACCCCTTCTCCCTCT 260

Ai06B16209 Araip.B06 16209 c (T)10gaaatcgaaaataaaaataaaaataattagttaattaaaaagaaatttttgaaaaagaggagagatattttcgaaaatt(AG)7103 68129754 68129856 GGATGGGGGAGGTATAATTTTC TCTTTTCAAAATTTGTTTCAACC 272

Ai06B16212 Araip.B06 16212 c (TA)6aataaaataaccaaaacatgcttatattttatcattacaagcacataacaaa(AT)880 68133937 68134016 AATCTTTAGACAATCAAAATTTAGCAA TTTCTTCCAACAAGTGGTATTAGA 277

Ai06B16214 Araip.B06 16214 p4 (AGTT)5 20 68193789 68193808 AATCAGGAGGAACCCAAACC ATCCCCTTCAATGCTCCTTT 266

Ai06B16216 Araip.B06 16216 p2 (TA)6 12 68197555 68197566 GGCCTCAATCATATGTACGCA AGTTGTGATGTGGAAAAACCA 258

Ai06B16217 Araip.B06 16217 c (T)12gccac(T)10 27 68201514 68201540 TTCACTTGACACCTTCACGC TGAAGCAAGAAAAAGCACTGAA 255

Ai06B16220 Araip.B06 16220 p3 (AAT)7 21 68215701 68215721 TGTGGGGAACTTTATGGGAA TGCAATTGGGGAATTTTTGT 206

Ai06B16229 Araip.B06 16229 p2 (AT)10 20 68285587 68285606 TCTACCGATTTGAGGGATGC AAAATGAAATGGGCTGGTCA 224

Ai06B16231 Araip.B06 16231 p2 (GT)7 14 68294161 68294174 ATTACAAGCCTTGAAGCGGA AGCATGTACCCAATTCCCAA 167

Ai06B16232 Araip.B06 16232 c (A)10gaaaaaaagtggcaaaa(AAAT)547 68312934 68312980 TGGATGAATGCTTGAACAGTG TTTTTACCCTTGCCTTTTGG 263

Ai06B16234 Araip.B06 16234 p2 (GA)7 14 68338013 68338026 AAGGGGGAAGAAGAAAAGAAAA GCGACCGCGTCAATTAGTAT 235

Ai06B16237 Araip.B06 16237 p3 (TTC)5 15 68378859 68378873 AAGTGCCCTTTTGTCCTTTG GAGAAGGACGACACGCATAA 123

Ai06B16247 Araip.B06 16247 p2 (AT)6 12 68444388 68444399 CAACATTCAGTGATCCAGCCT GTCTGGGTCTGGGATGTTGT 119

Ai06B16250 Araip.B06 16250 p2 (CT)6 12 68476984 68476995 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGTGAGTGATGTG 278

Ai06B16251 Araip.B06 16251 p2 (CT)6 12 68477155 68477166 TTTCGAAAATATCTTCCCCC GGGTTCGAATTTGGTGAGTG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16252 Araip.B06 16252 c (AT)6agtc(AT)8 32 68496504 68496535 TCATGCAATTCCAATTTATCCA CAAAATCCAATGAGGGTTCAA 238

Ai06B16253 Araip.B06 16253 p2 (GC)6 12 68518728 68518739 GTCGTCTCCCAACGATGTTT GAAGTGGGCATAACTCTCGG 162

Ai06B16256 Araip.B06 16256 p2 (AT)7 14 68536592 68536605 TGAATCTTGGTTGAGTTGGTG ACCATACCATTCCAAACCCC 101

Ai06B16258 Araip.B06 16258 p2 (CT)6 12 68558080 68558091 ACGTTAAACGCCAGAAATGG GGTGAGGTAGGTGGGGTTTT 278

Ai06B16259 Araip.B06 16259 p2 (AG)6 12 68564755 68564766 GGCAAGAAGCTCCAAGTGAG TCTCTCATCTTTTTCAAAACCTCC 256

Ai06B16264 Araip.B06 16264 p2 (AG)7 14 68590307 68590320 TGGGAAGCAATGGTAACACA CGCCAATTTTCACTTTCCAT 278

Ai06B16270 Araip.B06 16270 p2 (AG)6 12 68662744 68662755 GGGTGAGGATAGGAGCAGAG TCAATCCCATCTTTTTGTTTCA 280

Ai06B16272 Araip.B06 16272 c (TA)9(T)11 29 68663794 68663822 AAAAATGCAATTGACACCAAA CGAGTTTGGACAACTGACGA 252

Ai06B16274 Araip.B06 16274 p5 (TAAAA)5 25 68692257 68692281 TGACGGAGAAAGGGAGATGA TTGCAATCATATCTTCAAAATCA 259

Ai06B16276 Araip.B06 16276 p4 (TTTA)5 20 68712042 68712061 GGCTAGCATATGACCCCAGA TCGAAAATCTTCACCCATTTTT 172

Ai06B16277 Araip.B06 16277 p2 (TA)7 14 68718324 68718337 TTTAACCGTGGCTTCCTTTT GCAAGTCATGAAAGTCAAGGG 278

Ai06B16278 Araip.B06 16278 p3 (GTT)5 15 68721405 68721419 GGTGATGAGTTGTGGCTTCA GGAAAGGCATTGTTGGAGAA 230

Ai06B16282 Araip.B06 16282 p3 (TTC)5 15 68759776 68759790 CCCTCCTTTCTCTTCTTGGC AGTGGTCTTGATGGGCTTTG 268

Ai06B16285 Araip.B06 16285 p2 (GA)6 12 68775566 68775577 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 222

Ai06B16289 Araip.B06 16289 p3 (GAA)5 15 68797209 68797223 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai06B16295 Araip.B06 16295 p2 (AG)6 12 68806361 68806372 GTTCTTGTCCTTGCTCCTGC CCTCCCTCACTCACCAAAAA 171

Ai06B16296 Araip.B06 16296 p2 (AG)7 14 68806582 68806595 TTGAAAAAGAGGGAGATATTTTCG CCCCTTCTAACTTCTTATCTTCTTATC 156

Ai06B16297 Araip.B06 16297 c (T)11aaaata(T)10 27 68809853 68809879 CCAGCTAGGCTTCACATGCT TCACAATTTCGAGCACCAAG 235

Ai06B16298 Araip.B06 16298 p2 (AG)7 14 68812954 68812967 TGAGGTGATTGGTGAATGGA ACCATTCTGGGTGTTTAGCG 259

Ai06B16303 Araip.B06 16303 p2 (AT)7 14 68847374 68847387 TTCAAAATCCGAAATCTTTTTCA TGCATGATGGATAAAATGGG 249

Ai06B16304 Araip.B06 16304 p2 (TA)11 22 68848449 68848470 CTGACAGAGGATGAGCACCA GCCAGAACTGGACATGGATT 143

Ai06B16308 Araip.B06 16308 p3 (TGG)5 15 68895882 68895896 CTAGGCAACGCATGATCTGA GGACCCTCTACATCAGCAGC 136

Ai06B16310 Araip.B06 16310 c (GA)10tt(GA)9 40 68903279 68903318 CAGAGGTTGGTAACCTGGGA CGCTCTCTTCTCTTCCCTCA 252

Ai06B16312 Araip.B06 16312 c (GA)10tt(GA)9 40 68910524 68910563 CAGAGGTTGGTAACCTGGGA CGCTCTCTTCTCTTCCCTCA 252

Ai06B16315 Araip.B06 16315 p4 (TTTA)6 24 68917787 68917810 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 257

Ai06B16316 Araip.B06 16316 p2 (TC)6 12 68931161 68931172 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai06B16317 Araip.B06 16317 p2 (TA)8 16 68940062 68940077 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 278

Ai06B16318 Araip.B06 16318 p2 (TC)6 12 68940941 68940952 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai06B16320 Araip.B06 16320 p3 (TCA)5 15 68958274 68958288 GGGAAACAAAACCACTCTCAA GTAAGTTCAAGGGCCCACAA 262

Ai06B16329 Araip.B06 16329 p3 (AGA)5 15 69046921 69046935 TAAAATGTTTGCTCGTCCCC CACCCAACACAACCCTCTCT 123

Ai06B16330 Araip.B06 16330 c (T)10cgaaaattattttggaaaaaatgaaaaagaa(T)1051 69051341 69051391 CTCAATGCATGTGTTCTTCG TCGAGTTTGGACAACTGACG 271

Ai06B16334 Araip.B06 16334 p2 (AG)6 12 69102225 69102236 CAGATGGTAGAGGGGGTTCA CTTTTTGTTTGTTTCTTATCTTTTTCA 274

Ai06B16342 Araip.B06 16342 p3 (CAA)14 42 69152398 69152439 ATGCTGCTATCTCCATCCCA CACATGTGACATTTATTTGCTACG 212

Ai06B16344 Araip.B06 16344 p2 (TC)6 12 69187788 69187799 AAACGCCAGAAAGGGAAGAT ATAGGTGAGGGGTTCTTGGG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16347 Araip.B06 16347 p4 (AAAT)5 20 69199715 69199734 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 278

Ai06B16348 Araip.B06 16348 c (T)10gtatccccttatttaattacttaata(T)1046 69207419 69207464 TTGTCCCATGTGCATTGATT TGGGAAACCTATTGGGAACA 255

Ai06B16352 Araip.B06 16352 c* (A)11(AG)6* 22 69214659 69214680 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 240

Ai06B16353 Araip.B06 16353 p5 (AAAAT)5 25 69239004 69239028 TTGAGAAAGATGTGGGTGAGAA CAACTTCCAAAATTCAAAATTCA 254

Ai06B16359 Araip.B06 16359 p3 (AGA)5 15 69251823 69251837 TCGTCTCGGAGCAAAAGAAT CAACCCTCTCTTCTTCCCCT 101

Ai06B16360 Araip.B06 16360 p3 (AGA)5 15 69260064 69260078 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 165

Ai06B16362 Araip.B06 16362 p2 (AG)6 12 69262163 69262174 GAAATTTTGAAAAAGGGGGAA TTGTGATTTCTTGTGAATCAAGTC 280

Ai06B16363 Araip.B06 16363 c (T)10cgaaaacaaaagaaaa(T)1137 69263603 69263639 CATGACTTTGCAGCCAGCTA TTTGGACATCTGACGGTTCA 242

Ai06B16368 Araip.B06 16368 p3 (TTA)6 18 69295058 69295075 CAATGGTGGCTGCTGATATG TCATAACCAAAGAGAAAACTACCAA 154

Ai06B16371 Araip.B06 16371 c (A)10tttttcaaaaacctttcaaaaattcctcacttgttttcg(A)11t(A)1071 69319473 69319543 CGTGCAGAAACGAAAGAAAAG TCAAACGGTTCCTCTTCGTC 205

Ai06B16372 Araip.B06 16372 p3 (ATT)5 15 69321349 69321363 TCACATCCTTTATCACCCCC TTATTTTCGGCTGCCATCTC 267

Ai06B16376 Araip.B06 16376 c (T)10aaaatgtttttctctcccatctcaattttaaaggcactttatcactatctaaggcttggc(TA)784 69347588 69347671 CAAGTGAGGGTTCAATAGCTCA CATGCAATGCAATCTAATCTGAA 276

Ai06B16377 Araip.B06 16377 p3 (TTG)5 15 69354229 69354243 GCAAGGGAGTGAAGCAACTC GGAGGGACAATAGAGGAGGC 196

Ai06B16383 Araip.B06 16383 p2 (TC)6 12 69438523 69438534 ACGAATTTGTTGGATAGCCG GGTGCCTGCGTTCTATGATT 203

Ai06B16386 Araip.B06 16386 c (T)11ggtgcatga(T)1030 69461353 69461382 CTAACCGGCTGCTTTCTTTG GGTGTGAAGCTATTTGGCGT 199

Ai06B16388 Araip.B06 16388 p3 (TTC)5 15 69471947 69471961 CTGGCCTCATTGGAGCTAAG AAATCGAAGTGGGGACATTG 230

Ai06B16391 Araip.B06 16391 p2 (GA)7 14 69493880 69493893 AACCTGGGGAATCATATCGG TGCCGCTAACAAGGACAAGT 279

Ai06B16392 Araip.B06 16392 p2 (AG)6 12 69494032 69494043 GAAGGGGTTCAAATTTGGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 268

Ai06B16394 Araip.B06 16394 p2 (AG)6 12 69498002 69498013 GATTTTGCAACCAGCGATTT TCCTAAGAGAGAGGAGAGGGC 189

Ai06B16395 Araip.B06 16395 p2 (AG)6 12 69505295 69505306 CGTACAGTTAAGCGATGCGA TCCTAAGAGAGAGGAGAGGGC 258

Ai06B16396 Araip.B06 16396 p2 (AG)9 18 69511214 69511231 ATACCAGCGTGGCAGATTTC TCCTAAGAGAGAGGAGAGGGC 209

Ai06B16400 Araip.B06 16400 p3 (TTG)6 18 69535835 69535852 GGTGGTTAAAGTGCCAGGAA TGACAACACAAGGTTGGCAT 252

Ai06B16402 Araip.B06 16402 c (A)10gaaaaaaaataggcg(A)1035 69539777 69539811 TGAAGCAAGAAAAAGCAGCA AATCCATTTTGAGTGCAGGG 211

Ai06B16404 Araip.B06 16404 p5 (AAAAT)7 35 69549617 69549651 CAACTCCTTGTGGCTCCTTC TCAAATCTTTTTCAAACCTTTTCTC 229

Ai06B16409 Araip.B06 16409 p2 (TG)11 22 69581534 69581555 AATTGGAGCGTGGAATGAAG GCAGAATGAAGACTAAAAGGGC 275

Ai06B16411 Araip.B06 16411 c (T)10cttcaaaatgcactggtgacgcggacgcgttagcgacgcttatgcgtcgcgtgcgtg(T)1178 69589403 69589480 AGTAGAGGGACAAGCCAGCA TCCGGAGCTGATGCTCTATT 213

Ai06B16416 Araip.B06 16416 c (A)11gagaaaagaaagaaaaatagcg(A)1043 69613780 69613822 TTGGCTCTTGAAAGAATGATGA TTTGGCTTTTTCTGCTTGCT 179

Ai06B16418 Araip.B06 16418 p2 (AT)8 16 69622466 69622481 TTGTCCAATGATTTTGGACTTTT TGGATAAAACCCTCTGCCAC 279

Ai06B16424 Araip.B06 16424 p5 (TAAAA)5 25 69650625 69650649 AGAGAAAGGGAGATGATGCG TTTGAAAATCCTCACCCACA 189

Ai06B16430 Araip.B06 16430 p2 (TA)7 14 69732076 69732089 AAAGGAGAATGATGAGCGTGA AAACTTCAACAACCATGGGG 272

Ai06B16431 Araip.B06 16431 p3 (AGA)5 15 69749345 69749359 GCTCTCCTGTTTGCTCCATC CTCTCCCTCCTCTCCTCCAT 262

Ai06B16432 Araip.B06 16432 p2 (AG)6 12 69753047 69753058 AGGAGAGCAGAGATGTGGGA TGTTTCTTATCTTTTTCAAAACAACC 275

Ai06B16434 Araip.B06 16434 p2 (CT)6 12 69812536 69812547 GTGGTGCAGGGATGAGAAAT GTCGGTGGGGTTTTATGATG 243

Ai06B16437 Araip.B06 16437 p2 (AG)6 12 69823687 69823698 TCAGCTTCAACAAGAATGCC CACTCCTCCTCAATGTGCAA 197
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Ai06B16438 Araip.B06 16438 c (CCA)8acaccaacaccatcaccaacaccaccaccactaccag(CAC)576 69823949 69824024 CCCTCACCACTACCAACACA TTTCTCTGTTGATTTGGCTTTG 235

Ai06B16448 Araip.B06 16448 p3 (TCT)6 18 69907417 69907434 GATCATGAGAAAATAAAGTTAACGAA CCCTTCATTCTCACCCTCAA 270

Ai06B16449 Araip.B06 16449 p3 (AGA)5 15 69912000 69912014 CGGTCTTAGGTGCCATCAAT ACACATCCCTCTCTTCCCCT 181

Ai06B16451 Araip.B06 16451 p3 (TAT)5 15 69917271 69917285 CCCTTCCTTTCTTCCACTCA TTCTTGTCCTTGCTCCTGCT 123

Ai06B16452 Araip.B06 16452 p3 (AGA)5 15 69917959 69917973 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai06B16456 Araip.B06 16456 p2 (AG)6 12 69949946 69949957 CTAAGAAAGCCGTGACCAGC TTTTTGTTTGTTCCTTAACTTTTTCA 275

Ai06B16457 Araip.B06 16457 p2 (GA)7 14 69953546 69953559 CGACGACTTCAGAGAGGGAG TCTCTAGCAACCCCTCCGTA 249

Ai06B16461 Araip.B06 16461 p2 (AG)6 12 69963217 69963228 AAAATAAAAGAACATTAAACCTGGGA GGCCCAAATCCAAGTACAGA 203

Ai06B16467 Araip.B06 16467 c (A)10tttgtttttg(T)1434 70020009 70020042 ACTTTGGGGCATTTTATCCC TGGGAGAGTTGGGAATATCG 195

Ai06B16469 Araip.B06 16469 p2 (CA)6 12 70068644 70068655 CCAACAAGAACAAAGCCCAT CAGTGGAGTGTGCCAATGAA 204

Ai06B16472 Araip.B06 16472 p2 (AT)8 16 70088770 70088785 TACCCCCTTGCTCATCTTTG AAATCAATTGGGATGCCCT 248

Ai06B16473 Araip.B06 16473 p4 (TTTA)5 20 70091375 70091394 TTCACTTGACACCTTCACGC GAAGAACACAGAGCTTGCGA 250

Ai06B16474 Araip.B06 16474 p3 (GAA)5 15 70101863 70101877 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai06B16475 Araip.B06 16475 c (T)12gaaaattttttaaaatcaaaagttaaaataattaattaattaaaaagaaatttttgaaaaagggggaagatattttcgaaaatt(AG)6108 70103823 70103930 CACAACTGTGAGGAGAGCAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 262

Ai06B16477 Araip.B06 16477 p3 (TGA)5 15 70107209 70107223 TTTTCAAGTGCTTGGGGAAC TTTTGGAGTTCGCTTGCTTT 155

Ai06B16479 Araip.B06 16479 p4 (TTTA)6 24 70122552 70122575 ACAATTGGTCCAGGATGCAC CCATGCTTCATGTTCACACA 234

Ai06B16483 Araip.B06 16483 c (T)12aaatttttttttcgtaaaaaaaattaaaaataattagttaaaaaaaaacgaaatttttgaaaaagagggaagatattttcgaagatt(AG)6111 70141293 70141403 TCATTTCCACTTATGTCCATGAT TGTTTCTTAACTTTTTCAAGACTACCT 280

Ai06B16486 Araip.B06 16486 p2 (AT)6 12 70153799 70153810 TCGATTTGTTGGGCATACTG AAACACCGCTCAATTTTGCT 217

Ai06B16487 Araip.B06 16487 p2 (TA)7 14 70155220 70155233 TGAATGCTCGATTTTGTTCTTT TCTTTTGCTTTGGCATATCTGT 280

Ai06B16488 Araip.B06 16488 c (TG)11(TA)10 42 70176539 70176580 TGTTGCTCCCCATTAACAAA ACATGCACAATCACCACCAC 259

Ai06B16491 Araip.B06 16491 p3 (TGG)5 15 70200136 70200150 ACATCGCATGACACGACACT GGACCCCCTTCTACTTCAGC 129

Ai06B16492 Araip.B06 16492 p3 (TGT)9 27 70211742 70211768 GTGGTTGAAGTGCCAGGAAT CAAAGTGCTGAAAAGCACCA 278

Ai06B16495 Araip.B06 16495 c (T)11ggtagatagattacacaacctccaatcttagattacatactcacacacaccacactcacacacacatgatattttc(T)1097 70243322 70243418 TGATGTTCACCATCGAAGAA TAGGTTCGGAAACCCAAAAA 277

Ai06B16496 Araip.B06 16496 p2 (AG)17 34 70246032 70246065 TTGGCCCACTTCAGTCTTTC TGCATTCTTTCTGCAAATGG 250

Ai06B16498 Araip.B06 16498 p2 (CT)6 12 70268028 70268039 TGAATGGTTCGTAAGCCAAA GCCAGAGAATGGAGGAATCA 261

Ai06B16499 Araip.B06 16499 p2 (CT)9 18 70274819 70274836 CATGAATGGTTGGTAAGCCA GCCAGAGAATGGAGGAATCA 271

Ai06B16501 Araip.B06 16501 p3 (AGA)5 15 70281352 70281366 GCTTGCCTTTCCTTTCCTCT AAGGTCGAGCCCTCTCTCTC 190

Ai06B16502 Araip.B06 16502 p2 (CT)9 18 70287792 70287809 AACCTCAGATTGATGGCGTC GCAGAAAGAGCCAGAGGAGA 231

Ai06B16503 Araip.B06 16503 p2 (CT)6 12 70293293 70293304 AACCTCAGATTGATGGCGTC GAAAACGGAGGCTCGTAGTG 130

Ai06B16507 Araip.B06 16507 c (T)10atttttcttttctta(AT)1045 70322760 70322804 TTCACCACTTACTTTGGGGC TGTTGAGAATATGTTCATGCATTC 174

Ai06B16515 Araip.B06 16515 p2 (TA)8 16 70345198 70345213 GGGGCACTTTGTACCCTTTT TTGATTTTGGGAGAGTTGGG 255

Ai06B16516 Araip.B06 16516 p2 (AG)7 14 70369281 70369294 AGCCAAAGGAACCAAGAGGT GGGCCCAATCCATATCATTA 229

Ai06B16521 Araip.B06 16521 c (AGA)6tatggaggagatggatgggagtgtgtattcagccatatgggtgggattgggt(GA)682 70401361 70401442 TTAGAATGTTGCTCGCCCTC CAGGATCCCCACCTAATTCA 226

Ai06B16524 Araip.B06 16524 p2 (GC)6 12 70404661 70404672 TTCCAGGCACGAATTCTTCT TAGATGCCTTGACGTGTTCG 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16527 Araip.B06 16527 c* (A)10(AG)6* 21 70437941 70437961 CGCCATAACAGGAAGCTCAT GTTTTTCACAACTGACGCGA 267

Ai06B16529 Araip.B06 16529 c (T)11cataaaaaaaataaaaattaattagt(A)10gagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7101 70469974 70470074 TGATGGATCTATGGATATAACTTGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 274

Ai06B16531 Araip.B06 16531 c (T)10gg(T)10 22 70481878 70481899 TGGCTTTTTCTGCTTGCTTT GATTTGGTGGCAATGCTTTT 261

Ai06B16532 Araip.B06 16532 c (T)10gg(T)10 22 70487827 70487848 TGGCTTTTTCTGCTTGCTTT GATTTGGTGGCAATGCTTTT 261

Ai06B16535 Araip.B06 16535 p2 (TC)6 12 70505272 70505283 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 216

Ai06B16536 Araip.B06 16536 p3 (TTC)5 15 70509008 70509022 ACACAACCCTCTCTTCCCCT AGAATATTGCTCGCCCTCAA 115

Ai06B16537 Araip.B06 16537 c (AG)6aaacaaaatgg(GA)941 70509640 70509680 TATTACAATGGTTCGGGGGA CCTTGCTCTCCCTCCCTTC 260

Ai06B16549 Araip.B06 16549 c (A)10gagaaaaaaaaagaaaataaataatagaaat(A)1051 70558179 70558229 TTGATTTTGGGAGAGTTGGG TATTGAACCTTGCTTTGGGC 273

Ai06B16551 Araip.B06 16551 p2 (TA)10 20 70575444 70575463 TGTTTTGGATCATTTTGGGA CCCCTTTTCAATCAAAACACA 221

Ai06B16552 Araip.B06 16552 c (T)11aaattttctaaatcacaatattgcattagaataagcgtagtcaatatgatgaaaatttccaagaaattcattcttagggcaccaccccaattggtt(A)10117 70575601 70575717 TGTGTTTTGATTGAAAAGGGG AGCCCAAATTTCACATGCTT 230

Ai06B16554 Araip.B06 16554 p2 (GC)6 12 70589775 70589786 AGTTGTGCCCACTTTATGCC CACGGATGCAACAGGTACAA 141

Ai06B16555 Araip.B06 16555 p2 (TA)6 12 70589997 70590008 GCACCCTGTTTTCCTCCTTT GCAAATGCAATAAAAGAAATTGG 238

Ai06B16556 Araip.B06 16556 p2 (AT)7 14 70594137 70594150 CCTTACTTTGGGTCCCCTTT CTTGGGACATTGGTTGAGGT 232

Ai06B16557 Araip.B06 16557 p2 (AT)8 16 70594696 70594711 TGAAACAATGGCCTCAGTCA GGGAACCCTACCAATTGATTT 266

Ai06B16560 Araip.B06 16560 p3 (TTC)5 15 70656790 70656804 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai06B16564 Araip.B06 16564 c* (A)10(AT)9* 27 70696532 70696558 TGAGAATCTTGGGAATTGGG TTCCCTTTTGATTACCGCAC 264

Ai06B16566 Araip.B06 16566 c* (A)10(AT)9* 27 70699701 70699727 TGAGAATCTTGGGAATTGGG CACTCATGCATTCTCGTTTTG 276

Ai06B16568 Araip.B06 16568 p3 (GAA)5 15 70733134 70733148 GCTTTTGTCTTCCCTTTCCC AACACAACCCCTCTATCCCC 219

Ai06B16570 Araip.B06 16570 p2 (CT)8 16 70747450 70747465 CCTGTGATTGAAGAGAAGTAGCC TGGGCTATTTTTGACCCAGT 220

Ai06B16571 Araip.B06 16571 p3 (TTC)5 15 70760210 70760224 GAATCACGTCAATGGAGCCT CAGGTAGCATTCGGATGGAT 133

Ai06B16577 Araip.B06 16577 p2 (TA)35 70 70790841 70790910 GGGTTGTGTGTTCTTTGGCT GCTTTTTAGAATCACAACAATCCA 261

Ai06B16578 Araip.B06 16578 p2 (TA)8 16 70795460 70795475 TTGATATTCTCGGATTTAAGCTG AGGGATTCAGGAGTTTTGTGA 237

Ai06B16579 Araip.B06 16579 p3 (AAT)5 15 70800672 70800686 TTCTTGTCCTTGCTCCTGCT TCTCACATCTCTGCCCTCCT 178

Ai06B16580 Araip.B06 16580 p2 (GA)6 12 70801003 70801014 TTTTGAAAAAGAAGGAAGGGA TCTTGTGATTTCTTATGAATCAAGTC 279

Ai06B16586 Araip.B06 16586 p3 (TTA)5 15 70815376 70815390 CCCTTGACCTTCCTTTGCTT CAAGGAATTGCAGGGAGGTA 241

Ai06B16589 Araip.B06 16589 p2 (TA)18 36 70877165 70877200 CCCCTTTTAGCATATGAGAATTTG TGTTCTTTGGCTCGCAAAC 280

Ai06B16590 Araip.B06 16590 p2 (GC)6 12 70900462 70900473 GGTTTCATTCCCCCTTCAAT ACAGAGGTTCAAATGAGGCG 248

Ai06B16591 Araip.B06 16591 c (TA)7(T)10 24 70901309 70901332 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 230

Ai06B16592 Araip.B06 16592 p3 (TTA)10 30 70902800 70902829 TGAATGAAAACAAGGAAATGC TTTGCACCCTGTTTTTCTCC 231

Ai06B16594 Araip.B06 16594 p2 (CT)6 12 70906876 70906887 TCAAAATTGGTTTTCAAAATTTGTT TCCTTTTGGCTGTGAGTGTG 272

Ai06B16595 Araip.B06 16595 p3 (AAT)6 18 70922490 70922507 GGGGAAAGTTGTGAAAAGCA TTCTTTTCCCTTTTTACATGGTG 252

Ai06B16596 Araip.B06 16596 p2 (GA)7 14 70922720 70922733 TCACAAGCATTTAGTGAGGGA TCTTTCCCCCTTCTCCTTTC 233

Ai06B16598 Araip.B06 16598 p3 (TTC)6 18 70929228 70929245 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 149

Ai06B16599 Araip.B06 16599 p3 (GAA)5 15 70946314 70946328 CACTCAAAACAAGGGGCATT GCATGGCAACACCAAACTTA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16600 Araip.B06 16600 p3 (TTG)8 24 70963161 70963184 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 251

Ai06B16602 Araip.B06 16602 c (A)10gattttgaaatt(A)1032 70971331 70971362 AGGATGTGAGAAGAGGGGAAG TGTCTTTTCAATCACATCTTTTTCA 206

Ai06B16607 Araip.B06 16607 p2 (GC)6 12 71006256 71006267 CCCAAAATGAGCTGCAAAAT GCGTTGGAAAGCTAACATCC 160

Ai06B16608 Araip.B06 16608 c (T)12attttttctttt(TA)636 71007118 71007153 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 222

Ai06B16609 Araip.B06 16609 p3 (TTA)7 21 71008632 71008652 GAATGAAAACAAGGAAATGCAA TGTACCTGCTACATCCGTGC 273

Ai06B16610 Araip.B06 16610 p2 (CG)6 12 71008832 71008843 GGAGAAAAACAGGGTGCAAA GGGGTGGTGCATATCACATT 180

Ai06B16613 Araip.B06 16613 p3 (AAT)6 18 71029572 71029589 GGGGAAAGTTGTGAAAAGCA TTCTTTTCCCTTTTTACATGGTG 253

Ai06B16614 Araip.B06 16614 p2 (GA)7 14 71029802 71029815 CACCATGTAAAAAGGGAAAAGAA CCGCACAGCTAAACCTCAAT 279

Ai06B16616 Araip.B06 16616 p3 (TTC)6 18 71040361 71040378 CACAACTCCGTCTCCCTCTC CGGTCTTAGGTGGCATCAAT 148

Ai06B16618 Araip.B06 16618 c (CT)12(CA)9 42 71058658 71058699 CTTCCGTTGAAGCATTGGAT GATCCGAGATCGGAGAAACA 205

Ai06B16621 Araip.B06 16621 p2 (AT)6 12 71063160 71063171 ATGGGGGTTATGGAAAAGGA CACAAAAATACAGCAGGGCA 161

Ai06B16622 Araip.B06 16622 p3 (TTG)5 15 71079935 71079949 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 248

Ai06B16624 Araip.B06 16624 p2 (TA)6 12 71102945 71102956 TGGAAGCATGAGTTCCCTTC CTCCTTTGCACGATCAGACA 251

Ai06B16627 Araip.B06 16627 p2 (AT)7 14 71135874 71135887 TCTTGTTTTGGTTGCTGCAC GGTGGTGCCCTAAGAATGAA 260

Ai06B16630 Araip.B06 16630 p2 (CT)6 12 71147782 71147793 TTGTTTCTTAACTTTTTCAAAACTACC GGATGGTTGAGATGTGAGGTG 278

Ai06B16631 Araip.B06 16631 p3 (TAT)5 15 71148120 71148134 CACCTCACATCTCAACCATCC CAGGTTCTGGATCTGCTTCC 207

Ai06B16635 Araip.B06 16635 p2 (CT)6 12 71201086 71201097 TTTCTTAACTTTTTCAAAACCACC TAAAATAGGATGGGGGAGGG 220

Ai06B16636 Araip.B06 16636 c (A)13gaaaaaataggcg(A)1036 71201624 71201659 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 265

Ai06B16637 Araip.B06 16637 p2 (GC)6 12 71204234 71204245 GCATAATGCACAAACGCATC CCACAAACCCGAGAGTCATT 227

Ai06B16638 Araip.B06 16638 p2 (GC)6 12 71204389 71204400 TGGACATGAAGTGGGAATGA TTTCATTGAAGAAGGGCACC 109

Ai06B16639 Araip.B06 16639 p2 (GC)6 12 71212572 71212583 GTGGGTGCCTAGCATGAAAT AGAAAGGAAAAAGGGCATCC 111

Ai06B16641 Araip.B06 16641 p5 (AAGAT)5 25 71229655 71229679 AAGATAAAGGCGGTTCCGTT TGCTTAAGTTAGCATGGGGG 142

Ai06B16642 Araip.B06 16642 p5 (AAGAT)5 25 71235205 71235229 CAGCCCAAGCCTACAGAAAG CCTGGGTGCTCCAGTGTATT 147

Ai06B16643 Araip.B06 16643 p3 (GTT)5 15 71237681 71237695 TTTGGTTTTGGTTGTGGTGA ACCGTTTGCCCTATCCTTCT 210

Ai06B16644 Araip.B06 16644 p3 (AAG)5 15 71270370 71270384 AGCCCAGTACGAAGCAGAAA AGGTCCCATTGTTGTTGAGC 217

Ai06B16646 Araip.B06 16646 p3 (AAT)5 15 71281306 71281320 CCCACGGAGATTGTTGGTAT GCAGGAAAGCAGAGGTTCAG 202

Ai06B16647 Araip.B06 16647 c (T)10c(T)10 21 71283424 71283444 TTGGGCCCTACTATCCACTG TTGTTGGCTCTTGAAAGAATGA 263

Ai06B16648 Araip.B06 16648 p2 (AG)6 12 71294625 71294636 TCAATTCAAATGTTGGAATAAATG TTTTGGCCCAGATCCAAGTA 241

Ai06B16649 Araip.B06 16649 p2 (TA)7 14 71295485 71295498 TCCGTCTTGCTGAATTTCCT CCCATCTCATTTGCTAAAGTGC 280

Ai06B16651 Araip.B06 16651 p2 (AG)6 12 71303328 71303339 TCCTTAGATGGGGAGCAATG CAATGATTTAGATTTAGTTGAAAGGGA 276

Ai06B16652 Araip.B06 16652 p2 (AT)9 18 71322141 71322158 AGGCAAGCTTAACTTTGGGG GGGAAATTGGGTTTGGAAAT 242

Ai06B16654 Araip.B06 16654 p3 (CTT)5 15 71324568 71324582 TTTCAAACGTCTTGGAAGGG AGAGGCTCCAGTGGACAAGA 158

Ai06B16663 Araip.B06 16663 p2 (TA)6 12 71469987 71469998 CCTTGGCAACTTGTTGGATT TAAAAAGATTTTCGCCCTCG 114

Ai06B16665 Araip.B06 16665 p2 (AG)6 12 71484679 71484690 TCAATGGCAAGTTGGAAACA TTTAGCTGGCCACTCGTTTT 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16666 Araip.B06 16666 p2 (AG)6 12 71510700 71510711 CCCAGCTATTTCTGGACCCT AAAACCTGGAATGCAGAAGAA 227

Ai06B16667 Araip.B06 16667 p3 (AGA)7 21 71518940 71518960 GGACAGACAATCTCCTGGCT GCACCATCCGGAAGAAATAA 160

Ai06B16668 Araip.B06 16668 p3 (AAT)5 15 71519927 71519941 TTATTTTCGGCTGCCATCTC CATCACATTCTTTGTCCCCC 266

Ai06B16669 Araip.B06 16669 p2 (AG)6 12 71520268 71520279 GCCCAATGATGAAAGGAAAA ACAGCTTTTGCAGCTGGTTT 199

Ai06B16673 Araip.B06 16673 c (T)10acaagcttttcactgctttttcttgcttaaagaatcaattttatg(T)1065 71541746 71541810 TGCTCAAAGCCTTGAATCCT TGGTGGCAACACTTTTTGTT 270

Ai06B16677 Araip.B06 16677 p2 (AT)6 12 71573621 71573632 CCTAAAGTGTGGGGAGGTCA TCACAATCAACAACTAAGATGCAA 233

Ai06B16678 Araip.B06 16678 c (A)11taaaaataaaaata(AT)841 71574397 71574437 TTGATTTTGGGAGAGTTGGG GGCATTTTGTGCCCTTTTTA 229

Ai06B16683 Araip.B06 16683 c (GAGG)5gagaagg(GA)8ataacatgttgttaggtgctggagtgaggttgtagcccacaatagagagctagagaggctgagattga(AAG)5126 71679471 71679596 GATGATAGGGCAGACGAGGA CGACACCATTCTCCTCCAAT 278

Ai06B16684 Araip.B06 16684 p2 (AT)6 12 71680084 71680095 GTGGCGTGGTATTACGACCT TTCCTTTGAGAGATGACCCG 242

Ai06B16685 Araip.B06 16685 p3 (TGA)5 15 71685454 71685468 TGGAGGCTTTTTCACTCACA CGACAACACAGGACATCTCG 268

Ai06B16686 Araip.B06 16686 p4 (AAAG)8 32 71703487 71703518 TTACTGCCATTCACCACTGC CTTTCTCCTTTTCGCTCCCT 126

Ai06B16688 Araip.B06 16688 p2 (GT)7 14 71730089 71730102 TATGGGATAAAACCACCCCA AATGGGGCTAACGTAAGGGT 235

Ai06B16689 Araip.B06 16689 p3 (TAT)5 15 71747171 71747185 TTTGCTGGTTACATGTTGGC AAAGTAAAACATGTGGGCCG 273

Ai06B16693 Araip.B06 16693 c (AAG)11ctaagcaaaagcataacagaaagttcgcatctcactcgcataactaaacgtaaagcaagatcgtagggaagctaaaac(AT)7cagagttccaaaattacagatat(CA)12172 71767262 71767433 CGTGTTGCCACGTATTTCAA ACGGGAATTCTGTTTTTCCC 266

Ai06B16694 Araip.B06 16694 p2 (AT)13 26 71778591 71778616 GGTGCCATTGCTTTTGTTTT CTTTTTGCTCCTGCCTTTTG 277

Ai06B16695 Araip.B06 16695 c (AT)11acaacccaaaggtatcccaaaacacaaagtaaacacctgcttctccttatcaacctctaagagggaaaaaatgtaaaatatacaaggcggaa(AT)9132 71781821 71781952 AATTCACCGTCCGAAACAAC GGCGAGCCAATATCCATCTA 250

Ai06B16696 Araip.B06 16696 c (A)12ctttcctgtgggaaaaaacaatcgaatcagatcgatagcagatctaggaatagaaggggggctgctacttacaaaacatccatccgc(A)10109 71785537 71785645 CTGGCTGCTGAGCTTAATCC GAGGGGAGCTCACTAGCCTT 249

Ai06B16701 Araip.B06 16701 c (T)10gaaa(T)10 24 71880635 71880658 TAGCTTTACAGCCAGCCAGG TTTGGACAACTGACGGTTCA 234

Ai06B16705 Araip.B06 16705 p2 (AT)6 12 71890689 71890700 TTATCTCTTTCCTTTAATTCTTTTCAA GTTGGGCTGAATTTGTGGGT 280

Ai06B16706 Araip.B06 16706 p2 (TA)9 18 71891257 71891274 CGAATTCTCAGCCTCCAAAA CGATTAGTAGCAGCGGGAAG 264

Ai06B16711 Araip.B06 16711 p2 (TA)6 12 71909060 71909071 GTGTCAGCGTGTCCAATCTT ATAAGACACGGGAACACGCA 230

Ai06B16713 Araip.B06 16713 p2 (GA)7 14 71918095 71918108 TGCTTGTCCTCAAGCAAAGA GACGCGTACCTGACGCTAAC 212

Ai06B16714 Araip.B06 16714 p2 (GA)12 24 71924728 71924751 CAGACAAATTCTGCTCTGGGA ATCCCTGTCTTTCGCAGCTA 240

Ai06B16715 Araip.B06 16715 c (TCA)5gagtcatcttcaccttcaccatctttctcaccatttgccatggcctagacaatacattgttacagaaataagaaataaataataataacc(T)10115 71928898 71929012 CGTCATCGTCATCATCTTCG TGCTGCATTTTGTTTTGTGG 242

Ai06B16720 Araip.B06 16720 c* (AT)9(T)11* 28 71980751 71980778 TCAACCACAGGTTACCCCAT TCATCTTTTTGAGAATGCCTACC 172

Ai06B16721 Araip.B06 16721 p3 (GAA)5 15 71994630 71994644 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai06B16722 Araip.B06 16722 p2 (AG)6 12 71996904 71996915 GCATTTGGTGAATGCATTAGG TGTGCATACAGCAACCCATT 198

Ai06B16725 Araip.B06 16725 p2 (TC)7 14 72032501 72032514 CAGTAATGGCGACACAGTGG TAGCACCCTTCACCATAGCC 136

Ai06B16727 Araip.B06 16727 p3 (TTC)5 15 72038927 72038941 AACTCTAATGGCCGAACCCT TAAAATGTTTGCTCGTCCCC 189

Ai06B16730 Araip.B06 16730 c (TA)6tc(TA)26 66 72047644 72047709 CGAAATCCAACCTGGAAAAA CATGCTCTCCACTAGCACCA 278

Ai06B16737 Araip.B06 16737 p2 (TA)7 14 72099304 72099317 CAGGGTTGTAATGGGGCTAA ATCAATGCACATGGGACAAA 221

Ai06B16738 Araip.B06 16738 c (T)10gtatcccctttttttattacttat(TA)2074 72099555 72099628 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 226

Ai06B16740 Araip.B06 16740 c (A)12ttgaattttgaaaaataagataagataagataaaagttttaaaataaaaatctgataaa(T)1081 72103218 72103298 CAGACTCATAGCCAAAGGGG AAATCCCAACGTCAAAATGG 248

Ai06B16742 Araip.B06 16742 p2 (CT)9 18 72110558 72110575 TCGACGTAAAAAGGTTTGCC GGGGGAAGAAGAAAAGAAAA 170



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16747 Araip.B06 16747 p4 (AAAT)6 24 72159601 72159624 GAAACCAAACGCCGAATAAA TTTGCACAATTTTTATTCATTTTC 239

Ai06B16749 Araip.B06 16749 c (CT)6ccattcatagtcatcccttctgttttccattcaccactcacatccatacacatatccctccatctcctccata(TCT)6103 72164381 72164483 AATGGGTGCAGGGATGTAAA CCCTCGAGCAAAAGAAGAAA 228

Ai06B16751 Araip.B06 16751 p4 (TTTC)5 20 72180239 72180258 GGAACCCTAACCGTAGCTCA TGGTGGAATGCTCCCTTTAG 167

Ai06B16754 Araip.B06 16754 p4 (AACT)5 20 72190623 72190642 AAGCTCGAAGGCAATTCTCA TCCAACACTTCCAAACACCA 268

Ai06B16757 Araip.B06 16757 p3 (TTG)5 15 72230257 72230271 GTGGTTGAAGTGCCAGGAAT CTCTACAGGGCCAGAGAACG 103

Ai06B16761 Araip.B06 16761 p3 (TCT)6 18 72257765 72257782 CCCATATGGCCACATACACA TGCTTGCTCCATCCTTTTCT 239

Ai06B16763 Araip.B06 16763 p2 (AG)6 12 72279179 72279190 AAAGTGGGGGAATCAAACAA ATGGGAAAGTTCATCAGCCA 254

Ai06B16767 Araip.B06 16767 p2 (AG)6 12 72307017 72307028 TGTTTGCTCGTCCTTGAGAA CATCCATCATAAACCCCACC 245

Ai06B16768 Araip.B06 16768 p2 (GA)7 14 72311874 72311887 AAAAAGTGGGTAATGGTTTTCG AATTTGCTTTTCAAATCTTTTTCA 238

Ai06B16770 Araip.B06 16770 c (AT)20tatccaccacaagaataaaagaaaaaagtgaaaaacaaaaac(A)1092 72316820 72316911 TTTGGTTTGGGAATTGGGTA TATGCATTGCCATCACCACT 266

Ai06B16772 Araip.B06 16772 p2 (GT)7 14 72348083 72348096 TGCCATCCACACCAGAATAA CATTGCACAAGGCAGTTGAA 190

Ai06B16774 Araip.B06 16774 p3 (TGT)5 15 72365492 72365506 GCCTTAGGTGAGGTGCTCTG AAGACAACACCGTGGTAGCC 225

Ai06B16775 Araip.B06 16775 p5 (TTATT)5 25 72382224 72382248 TTCACTTGACACCTTCACGC GGGAAAAACACAAAGCTTGC 245

Ai06B16777 Araip.B06 16777 p2 (GA)6 12 72382939 72382950 TGCTTGTCCTCAAGCAAAGA ATATGGCCATCTACGCGAAC 226

Ai06B16778 Araip.B06 16778 c (T)10agc(T)10 23 72383390 72383412 ACTCCCGTGCAACTCTCTGT AGTGCTTGGTGGGAGACAAC 268

Ai06B16780 Araip.B06 16780 p2 (GA)6 12 72388409 72388420 CCGAGATTGGAAAGCAAAAG TGTCGTGGACAAAGAAGGTG 270

Ai06B16782 Araip.B06 16782 p2 (CT)6 12 72408073 72408084 CGCATATTTTCACCTTTCAATG GATGGGGAGCAATGGTAACT 280

Ai06B16784 Araip.B06 16784 p2 (TA)9 18 72414992 72415009 AAATCAATCCACTCCAAACCA AACTAACAATGACATAACAAGTCTCAA 264

Ai06B16785 Araip.B06 16785 c (A)10gttatttttcaacatctaaataaaagggaatacaaaaaggaaattccccaatgaaaacaatgcacatggaatagaaaaaaataaagt(A)10107 72420707 72420813 GGGAAACCTTTTGGGAACAT TCCCACTTATTGTTACATGCTCA 257

Ai06B16786 Araip.B06 16786 p2 (TA)8 16 72421264 72421279 GGACCTTCAAGTGTCTTGGC GCCTTCTCCTTCTTCCCATT 194

Ai06B16787 Araip.B06 16787 p2 (CT)6 12 72422143 72422154 CGCATATTTTCACCTTTCAATG GATGGGGAGCAATGGTAACT 280

Ai06B16788 Araip.B06 16788 p2 (AG)9 18 72444143 72444160 TGAAAAAGTGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 272

Ai06B16793 Araip.B06 16793 c (A)12gaattgttttcaaaaatctttc(A)1145 72469850 72469894 TCGAGTTTGGACAACTGACG GTGGAAGCCTCAATCCAAAA 237

Ai06B16795 Araip.B06 16795 p3 (AAG)5 15 72529459 72529473 TACCAGAAACCCCAGTGGAC ATCAATTTCAACCGTCTCGG 167

Ai06B16798 Araip.B06 16798 p2 (GA)6 12 72537450 72537461 TGAGGGGTGATGACTCAAAA CCCCCTTCCCCTTTTTATCT 219

Ai06B16800 Araip.B06 16800 p3 (ATG)5 15 72541743 72541757 AACTTGTTATGCCTGCCAATG AACTGGACCGGTCATCAAAC 210

Ai06B16803 Araip.B06 16803 p2 (AT)6 12 72566636 72566647 ATTGCTGGTTGGTTGCTACA GCTTGGTCCAGACCTAGGAA 170

Ai06B16804 Araip.B06 16804 p2 (CA)6 12 72572981 72572992 TGTTCTGCCACTCTTTGGCT TTGTCCCCTGCATTTTCAAT 276

Ai06B16806 Araip.B06 16806 p2 (TG)17 34 72587964 72587997 CCATCTTAGGGGCTTCCTTT CGTATTAGCGCGTGATCAAA 246

Ai06B16809 Araip.B06 16809 p5 (TTATC)5 25 72597539 72597563 CCTGGGTGCTCCTGTGTATT TCCGACCTCTCTCCAAAAGA 232

Ai06B16812 Araip.B06 16812 c (A)10ttcaataaatatttaaataaataaaagggacaaaattaccccaatattaagttaatgaaagatcaatgcacatgtgataaatt(A)10103 72606944 72607046 ATTTTGGGAATTTGGGAACC TTCATGCCTAGCTACCGAAAA 246

Ai06B16820 Araip.B06 16820 p5 (TTTAT)5 25 72665966 72665990 TTGAGGACAACCCATGTCAA CCAAAGATCCCCACACTGAT 197

Ai06B16821 Araip.B06 16821 c (A)10gaaaagaaaaatg(A)1033 72670617 72670649 TGGCTCTTGAAAGAATGATGAA TGCTCAAAGCCTTGGATTCT 263

Ai06B16823 Araip.B06 16823 p2 (GC)6 12 72688684 72688695 CTTGTGGATCACAGGATCAGA CAAGGAACAACTTGGAGTCCT 231
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Ai06B16825 Araip.B06 16825 c (TA)8(TTAT)6tttttttaag(A)1060 72691039 72691098 TGCAATGAATGAAAATAGGCA ACGGATTTGCACCCTGTTT 245

Ai06B16826 Araip.B06 16826 c (GC)6catgcgtgcttacgcacggatcgcctggcacaaagtaggcataaagtgggcacaactctctggtttttgtaccaggagtgtgatttgcaccacc(CG)6cactgcgcgcttgggcgcgaaattccca(T)10156 72691292 72691447 CACGGATGCAGCAGGTACTA AAATTCTGTGTTTGTGCTTCTTT 249

Ai06B16827 Araip.B06 16827 p4 (AGTT)5 20 72706467 72706486 CCAACACTACCAAACACCATTG AAAGGCAATTCTCATGCACC 279

Ai06B16830 Araip.B06 16830 c (A)11cagtaacataccaaccatttc(T)1143 72719884 72719926 CGACTTGTTGAATTGGGAGAA AATGTTGGCGATGGGAATAA 273

Ai06B16831 Araip.B06 16831 c (TTTA)8tttcaaaaataaaataaattaaaataaaataaataaaaataggtgaagattttcgaaaaatg(GA)6106 72741144 72741249 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 219

Ai06B16832 Araip.B06 16832 c (T)10aatcttaaaaggataagatttgaaaaattttgaaattgaaatctgaatttttat(A)10ttcgaaaatatggcttaaaaatagttagaaaagata(T)11121 72741532 72741652 TGAGTTGAAAAGATTTTAAGAAGGAA TTTCGAAAACAAGGAGCATT 265

Ai06B16833 Araip.B06 16833 c (AT)6(GT)11 34 72760011 72760044 CATGCCCTGTTCCATTTCTT TCAATGAGCGTAACCTGTGC 263

Ai06B16835 Araip.B06 16835 c (TA)6ttaatcgcctttagttatctttagtattgcatttctagtcttgg(TA)974 72762636 72762709 CCTTAAGTGTGGGGGAGGAT TCACATTATCCAATCACAATCCA 274

Ai06B16837 Araip.B06 16837 p2 (AT)16 32 72764081 72764112 CTTGCTTGGCCCTATTTGTC CGTATCGACATGAACATCCAA 186

Ai06B16838 Araip.B06 16838 p2 (CT)6 12 72767412 72767423 CCTGTGATTGAAGAGAAGTAGGC GCCAGAGAATGGGAGAATCA 172

Ai06B16839 Araip.B06 16839 p2 (CT)7 14 72773238 72773251 TGAAGTTCATAAGCCATAGTGAAAA GCCAGAGAATGGGAGAATCA 263

Ai06B16841 Araip.B06 16841 p3 (CAT)5 15 72790772 72790786 CTTTCCAACTCTGCTTTGCC GAGGGAGAGGATGAAGACCC 222

Ai06B16843 Araip.B06 16843 p3 (TCT)6 18 72793221 72793238 CCTCCTCATCTTTTGCTGCT TTCAAAGTAATTTTGCAGCGTT 198

Ai06B16846 Araip.B06 16846 p2 (AG)7 14 72812445 72812458 CATGAAGGCGAGAAAAATCC AGATCCAAGTCCAGAAGGCA 172

Ai06B16852 Araip.B06 16852 p2 (TC)6 12 72875940 72875951 TCTTTTCCTCCCCAAATCCT TGAGAACACCAAGTAAAAGGGAA 253

Ai06B16857 Araip.B06 16857 p2 (TC)6 12 72900993 72901004 TCTTCCCTCTTTTTCAAAATTTCTT CAGATGGAAGAGTGGGTTCG 223

Ai06B16858 Araip.B06 16858 p3 (TTC)5 15 72904386 72904400 CCCCCACCTACCTTCAAAAT CCCTCGAGCAAGAGAAGAAA 220

Ai06B16862 Araip.B06 16862 c (A)11cagcaacatactaaccatttc(T)1042 72999858 72999899 AACAACACCAAAAAGTTATTGAAAA TCTGGAATACAATCCTGAATTTG 280

Ai06B16863 Araip.B06 16863 p2 (AT)14 28 73005835 73005862 GGATGCGCCACTTGTTCTAT AGCTAGTATCCTAATGGTAATATCCAA 268

Ai06B16869 Araip.B06 16869 p3 (AAT)5 15 73066173 73066187 CATCACACATGATAAGGAGAGCA CCTTATATGCATGCACCAAGAA 266

Ai06B16873 Araip.B06 16873 p3 (AAT)5 15 73072482 73072496 TCTTATCCTTGCTCCTGCTCA TGTTCGAGTTCGGACAACTG 274

Ai06B16876 Araip.B06 16876 p2 (GA)14 28 73082938 73082965 AGATTGAGGGCGATATGTGG AGTCCTTGACCCCTCAGGAT 256

Ai06B16879 Araip.B06 16879 p4 (TTTA)5 20 73107002 73107021 GGGTTTAGCATATGACCCCA TTTTCAAAAATTTTCACCCATTTT 175

Ai06B16880 Araip.B06 16880 p4 (TTTA)7 28 73108519 73108546 AATTTGAGTTGTCTCATTAACTTGG TGCTAAGCAACAACTAAACGTG 258

Ai06B16881 Araip.B06 16881 p3 (AGA)5 15 73118704 73118718 CCCTTGACTCAGAGGTGGAA CACCCAACACAACCCTCTCT 243

Ai06B16890 Araip.B06 16890 p2 (CT)7 14 73155561 73155574 TTCCTTCTCCCTTCTTCCTTG TTGCAACAATCCACAAGCAT 237

Ai06B16891 Araip.B06 16891 p2 (TA)9 18 73157716 73157733 TGGGAATTTGGACACCTACTC CCAAGCTTCAACCCAACCTA 270

Ai06B16892 Araip.B06 16892 p2 (TA)35 70 73158268 73158337 TTTGATCAAGTGGGCAAGAA GTGGTTTATCAACCTCCCCA 216

Ai06B16895 Araip.B06 16895 p2 (TA)15 30 73177500 73177529 CTTGAAGCAACCCAGAGCTA GCTCTGGGGAAGCAGAAAAT 210

Ai06B16896 Araip.B06 16896 c (TA)10(T)12 32 73185831 73185862 CTGCCATCCACCTGAAAAAT TCACCGATGGTTCTCCTTTC 203

Ai06B16900 Araip.B06 16900 p2 (AG)8 16 73203110 73203125 CAGATGGAAGAGAGGGTTCG TTTCTTATCTTTTTCAAAACCACC 250

Ai06B16901 Araip.B06 16901 c (T)10aaatttttttcgaaaacaggtgagaaatttttttgaaagatttttgaaaaattttgaaaa(T)1080 73204436 73204515 CACACCAGCGCAATGTATCT TCTGCAAGTCATGGAACACC 268

Ai06B16902 Araip.B06 16902 p3 (AGA)5 15 73206499 73206513 GATAAACCACAAAATCGGGG CATCCATCATAAACCCCACC 263

Ai06B16908 Araip.B06 16908 p2 (TA)11 22 73248456 73248477 CAAAATCCAGTGAGGGTTCAA TGGTGGAATGTTATGCAATG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B16909 Araip.B06 16909 p2 (TC)10 20 73250266 73250285 TTGGCTGCTCTCCTTCTCTC GGACAAGAATGAGGTGGGAA 259

Ai06B16910 Araip.B06 16910 p2 (TC)10 20 73256885 73256904 TGAAGCTGAATTTTGTTCATCATA TTTGTGAGACTTGGAACAAAAA 257

Ai06B16912 Araip.B06 16912 p3 (TTA)5 15 73269199 73269213 GTCACAACAACAACGATGCC GTGTCCTCGTGTGTCCAGTG 275

Ai06B16917 Araip.B06 16917 p2 (TA)8 16 73296539 73296554 GCACCTTCTTTGCTTCATGG TTTAACCAATTGGGGTGGTG 280

Ai06B16920 Araip.B06 16920 p2 (GA)7 14 73302182 73302195 CAGGTAACCCTCGGAACAAA CATGCAACACCATCGAAGTC 250

Ai06B16930 Araip.B06 16930 c (AATT)5aaaaagattttgagattagcaatcaaaaagatatgattgaggattattttggaaaagatatgattgagaagatatgattgaagaaattaaaaagatttga(T)10130 73378097 73378226 GAAATTGAAATAAAAGCGAATTGA TCGAAATTTAGCATTAAAGTAGTCAAA 265

Ai06B16931 Araip.B06 16931 p2 (AT)6 12 73383976 73383987 TCGGTATCCATTTCCTCACC GGTGGACGAAGACGGTAAAA 279

Ai06B16932 Araip.B06 16932 p3 (ATT)24 72 73397397 73397468 CGAATGAACCATTACCAAGAAA CCCTGCTGATAGGTCCAAAA 192

Ai06B16933 Araip.B06 16933 c (AG)10aa(AG)10 42 73399997 73400038 GACAGAAAAGGGAGCTCGTG AAGCTTGCTCTTCTCCCCTC 206

Ai06B16934 Araip.B06 16934 p2 (TA)7 14 73402232 73402245 TAGGGGCTTTCTTTATGGGC ATCTTGGTACGAAAATGGCG 222

Ai06B16943 Araip.B06 16943 p3 (AAT)6 18 73506933 73506950 GTTCTTGTCCTTGCTCCTGC TTCGAAAATTATCCCTCCCC 237

Ai06B16944 Araip.B06 16944 p2 (AG)6 12 73507278 73507289 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ai06B16947 Araip.B06 16947 p2 (TA)6 12 73520310 73520321 TTCACCATTTACTTTGGGGC GTGTGGGAAAATTGGGATTG 228

Ai06B16951 Araip.B06 16951 p2 (AG)7 14 73542043 73542056 TCAGCTTCAACAAGAATGCC TAACATATCTCCCCCACCCA 197

Ai06B16952 Araip.B06 16952 p2 (AG)8 16 73542286 73542301 TGGGTGGGGGAGATATGTTA TTTCTTATCTTTTTCAAAACCACC 261

Ai06B16957 Araip.B06 16957 p2 (AT)7 14 73581072 73581085 TCGAGTTTGGACAACTGACG AAGCCTCGGTCCAAAAGAAT 254

Ai06B16958 Araip.B06 16958 p4 (AAAT)7 28 73586215 73586242 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 180

Ai06B16959 Araip.B06 16959 p2 (TC)7 14 73595208 73595221 TTGAACCTGTGATTGAAGTTGT TTTTGACCCAGTTTTCAGCC 212

Ai06B16971 Araip.B06 16971 p4 (ATTT)6 24 73643958 73643981 AAGTGGAAGCCTCAGTCCAA TTCAAATCTTCTTAATTTTGCTCAGA 230

Ai06B16972 Araip.B06 16972 c (T)10actttttcataaattaagaggttactggtttttatttagttattaaaaaa(T)1070 73663066 73663135 TCTCTTCAAAATGGCACCGT TGAAGGTCAAGATGAACACGA 195

Ai06B16975 Araip.B06 16975 p2 (AG)7 14 73672440 73672453 TGGAGAATTTTACGGGAACA TTGTCCCATGTGCATTGATT 239

Ai06B16976 Araip.B06 16976 p2 (TA)6 12 73672667 73672678 ATCAATGCACATGGGACAAA TTTTCAGGGTTGTAATGGGG 213

Ai06B16978 Araip.B06 16978 p3 (TTC)7 21 73678506 73678526 CATCTCACCCGTCTTCTATTTTG CCCTAATGAAGGTGGGGTTT 167

Ai06B16979 Araip.B06 16979 p2 (CT)6 12 73684394 73684405 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGGGGAAGTGAATTTTCG 220

Ai06B16980 Araip.B06 16980 c (CT)7gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaaaaggatccc(TAT)5100 73684639 73684738 TCGAAAATTCACTTCCCCCT TGAAAAAGAGGGCCAGAAAA 208

Ai06B16981 Araip.B06 16981 p3 (TTC)5 15 73686682 73686696 TCTTCTTGGCCGAATACACC CGGTCTTAGGTGCCATCAAT 164

Ai06B16985 Araip.B06 16985 p2 (AC)8 16 73710976 73710991 CATAAAAACACCGCGATCCT CATCCATTGTTTTGCGTGAC 272

Ai06B16986 Araip.B06 16986 p2 (TC)11 22 73711266 73711287 GTCACGCAAAACAATGGATG TCTGCTTTTTGTCAAATGCG 248

Ai06B16991 Araip.B06 16991 p2 (TC)8 16 73723209 73723224 AATGGCTCGTCAATCGAAAC GCCAAACGAACCAAAAACAC 225

Ai06B16992 Araip.B06 16992 p3 (TAT)7 21 73724922 73724942 ACAATTTGTGGACGGGAAAG ACCTTGTTGGTGCCATTAGC 219

Ai06B16995 Araip.B06 16995 p3 (TTG)5 15 73726775 73726789 CCGACCCCACCTAATAGGAC GACCTATCCAGCAGACAGCA 166

Ai06B16999 Araip.B06 16999 c (T)12ctggagcttgatgaggccatttgaatgggggtgcaatggagtgtgaaaagaagactttggatatagcacggcttatgatggaag(A)10106 73739337 73739442 TCTTTTGCTTCCGTCAACCT ATCACACTGTGCCCACTTCC 234

Ai06B17002 Araip.B06 17002 p2 (TC)6 12 73742932 73742943 CGAACCCTCTCCCTCTCTCT AGTCCTTTCGGGTTCAGGAT 211

Ai06B17006 Araip.B06 17006 p2 (AT)6 12 73775647 73775658 GGAAAGCCAAGGTAACAGCA GACGTCTGGATCTTGGGAAG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17007 Araip.B06 17007 p3 (ATG)8 24 73780153 73780176 GTCCTAGTTTCCGGAGAGGG GAACGACCCGAGGTTCAATA 258

Ai06B17011 Araip.B06 17011 c (T)10gccta(T)10 25 73854764 73854788 TTGCCTTTTGGTTTTAAGGG TGAAGCAAGAAAAAGCAGCA 152

Ai06B17012 Araip.B06 17012 p3 (AAT)7 21 73857626 73857646 TTCTTGTCCTTGCTCCTGCT CCCCTTCCTTTCTTCCACTC 123

Ai06B17013 Araip.B06 17013 p2 (AG)10 20 73857892 73857911 GAGTGGAAGAAAGGAAGGGG TTTTTGTTTGTGTCTTATCTTTTTCAA 269

Ai06B17015 Araip.B06 17015 c (A)10ctt(A)10 23 73881009 73881031 TCGAGTTTGGACAACTGACG ACAGCCAGCCAGACTTCAAC 208

Ai06B17017 Araip.B06 17017 p4 (ATAG)5 20 73906455 73906474 TGTTTGTTTTCACCAATTCCA ATCCATCCAAATCAAACCCA 224

Ai06B17019 Araip.B06 17019 p3 (GAA)5 15 73912326 73912340 TCACCCTCGAGCAAGAAAAT ATATGGCCGAACCTTAACCC 173

Ai06B17024 Araip.B06 17024 p2 (AG)6 12 73945008 73945019 CAGCTTGCATTCCATTCAGA CCACTAACATCTCCCCCTCA 266

Ai06B17025 Araip.B06 17025 p2 (AG)6 12 73945259 73945270 TGAGGGGGAGATGTTAGTGG CTTTTTGTTTGTTTCTTAACTTTTTCA 274

Ai06B17027 Araip.B06 17027 p2 (AT)10 20 73950944 73950963 CATGAGGTCTTTTCAGGGTTG ATCAATGCACATGGGACAAA 235

Ai06B17029 Araip.B06 17029 c (T)10c(T)11 22 73954937 73954958 AGCCAAAGGGGTGAGAGTTC ATCCCAACGTCAAAATAGCG 249

Ai06B17030 Araip.B06 17030 c (TTC)5(T)10 25 73970192 73970216 TACTTTGGGGCATTTTGTCC GTGGGTTTGGAAACATTTGG 199

Ai06B17033 Araip.B06 17033 p2 (TA)6 12 73983042 73983053 GGGGACAAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254

Ai06B17034 Araip.B06 17034 p2 (TA)6 12 73983401 73983412 TTTCATGTTCCCTGCTTTCA CCTTCCCAATCTCCAACTCA 192

Ai06B17040 Araip.B06 17040 c (TTC)5(T)10 25 74100237 74100261 TACTTTGGGGCATTTTGTCC GTGGGTTTGGAAACATTTGG 200

Ai06B17042 Araip.B06 17042 p2 (AT)8 16 74118539 74118554 AAAGTGTGGGAACATTGGGT CCCACTTTTGTATGATTCCCA 268

Ai06B17043 Araip.B06 17043 p2 (TA)7 14 74118760 74118773 TGGGAATCATACAAAAGTGGG TTTCAAGGTTGTAATGGGGC 177

Ai06B17044 Araip.B06 17044 p2 (TA)6 12 74119121 74119132 CAAGTGGGCAAGAACCGTAT TGGTTTATCAACCTCCCCAC 155

Ai06B17046 Araip.B06 17046 p3 (CTT)5 15 74151881 74151895 TGATGGCAACTTAAGGGGAG AATTGATGCTGAGGAGGGTG 274

Ai06B17048 Araip.B06 17048 c (A)10gtaaaaaaaataataat(A)1037 74165511 74165547 TGGGTTTGAAAATGTTTGGTT TACTTTGGGGCATTTTGTCC 223

Ai06B17049 Araip.B06 17049 p3 (AAG)5 15 74167360 74167374 AACCCCAGTGGACAAGACAG ATCAATTTCAACCGTCTCGG 160

Ai06B17052 Araip.B06 17052 p5 (TTATC)5 25 74222049 74222073 ATTGCGGTGAGAAGTGACCT AGGTGGCTCAAGCCTACAGA 127

Ai06B17055 Araip.B06 17055 p2 (AG)6 12 74237634 74237645 GGTATTTGGGGAAGGGTGTT GAAAGGGGAGAAAAGTTGGC 277

Ai06B17056 Araip.B06 17056 p2 (AG)20 40 74240601 74240640 CAGGTTCAGGATCAGCTTCA AACACTCCTCCTCAATTAGCAA 243

Ai06B17057 Araip.B06 17057 p2 (GC)6 12 74265541 74265552 CCGCGCATACGTCTTATGTA ATGCCTTGATGTGTTTGCTG 206

Ai06B17058 Araip.B06 17058 p2 (GC)6 12 74283308 74283319 TGGCACTCAATCGACCATAA CCCAAAGTGAGCTGCAAAAT 217

Ai06B17059 Araip.B06 17059 p2 (CT)6 12 74288900 74288911 CAGAAAAGGGCAAGAAGCTG ATAGGTGAGGGGTTTTTGGG 235

Ai06B17060 Araip.B06 17060 p2 (AT)6 12 74290661 74290672 TGCCTTGAAGCTATGAAAATGA TGGCTTTTTCTGCTTGCTTT 172

Ai06B17063 Araip.B06 17063 p3 (AGA)6 18 74370338 74370355 AGTGGTCTTGATGGGCTTTG AACCACATCTCCCTCTCCCT 247

Ai06B17072 Araip.B06 17072 p5 (TTTTC)5 25 74407879 74407903 TTCACTCATGCATACTCTTTCCA GGGGAATTTGTGGGAAACAT 267

Ai06B17074 Araip.B06 17074 p3 (GAA)5 15 74414990 74415004 TATCTCCCATGACTCGGAGG ACACAACCCTCTCTTCCCCT 242

Ai06B17075 Araip.B06 17075 p3 (TTC)5 15 74431413 74431427 ATTCAAACCATTTCCCTCCC CTCCGGCCTTAGGTACCATT 280

Ai06B17078 Araip.B06 17078 p2 (TA)6 12 74467807 74467818 ATGGGTTTATCAACCTCCCC CTCAATTGTAAAGGCACGCA 271

Ai06B17081 Araip.B06 17081 p4 (TTAG)6 24 74486770 74486793 TCATCCAACACTCCCAAACA GCATGAAAAGCTCAAAACCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17083 Araip.B06 17083 p2 (GT)6 12 74497776 74497787 AGCCAACTTTGAGCCTACGA CAATGTCCCAAGATTCCCAC 155

Ai06B17084 Araip.B06 17084 p2 (TA)6 12 74498558 74498569 GTGGTTTGGCATGGTTGTTA CCTCCCCACACTTAAACCAA 212

Ai06B17086 Araip.B06 17086 p4 (AAAT)5 20 74513573 74513592 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 263

Ai06B17090 Araip.B06 17090 p2 (CT)6 12 74534437 74534448 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai06B17091 Araip.B06 17091 p2 (AG)6 12 74545115 74545126 AAAAGAACATGGAACCTGGA GGCCCAGATCCAAGTACAGA 198

Ai06B17092 Araip.B06 17092 p2 (AG)6 12 74563902 74563913 GATGGGGAGCAATGGTAACT GCTCGCATATTTTCATCTTTCA 278

Ai06B17094 Araip.B06 17094 p3 (AGA)5 15 74568797 74568811 CCAACCAATTGATCCATCCT GGGAAGCATTGGTGTCTTGT 264

Ai06B17096 Araip.B06 17096 p2 (CT)6 12 74587023 74587034 CCCCACAAGATCTCCACCTA TGGGTTTGGGTAGGAAAGTG 148

Ai06B17097 Araip.B06 17097 c (A)11gc(A)10 23 74588892 74588914 TGGCTCTTGAAAGAATGATGG TTTAGTCGCTTAGGCCAGGA 280

Ai06B17099 Araip.B06 17099 c (T)10ctttttct(TA)9 36 74604812 74604847 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 210

Ai06B17103 Araip.B06 17103 p3 (AAG)5 15 74624096 74624110 AACCCCAGTGGACAAGACAG TTCAAATGTCTTGGAAGGGG 154

Ai06B17106 Araip.B06 17106 p2 (AG)6 12 74635595 74635606 TCTCAAAACAAGAAGAAATCCTAAA GGCCCAGATCCAAGTACAGA 167

Ai06B17107 Araip.B06 17107 p2 (TA)6 12 74636422 74636433 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 268

Ai06B17109 Araip.B06 17109 c (AT)6cacacggccgcgtaggtcacgcggtcgcatgggtggtgtttttcacgatatgacgcgatcgcatggggtatgcggtcgcgtcatgcaaccc(T)12115 74641134 74641248 GATCGCGTGGGATAATTTGT GCATTCTGCACTTTTCATGC 217

Ai06B17110 Araip.B06 17110 p2 (AG)7 14 74642944 74642957 TGAAAGGATGGTTCATATGCG GGGAATGCTTCCATTCAAAG 280

Ai06B17111 Araip.B06 17111 p2 (AG)6 12 74649005 74649016 ATGGAATGGGTTTAGGAGGG AGAAAGGGGAGAAAAGCTGG 267

Ai06B17113 Araip.B06 17113 p2 (CT)6 12 74664920 74664931 AAACCAAATGGCAACATGAA TGGACCAGTTTCAAGACCAA 274

Ai06B17114 Araip.B06 17114 p3 (AAG)7 21 74667413 74667433 TGCAAGAAAAGATGCAACAA CGTGGATCGACTCCATTTCT 248

Ai06B17115 Araip.B06 17115 p3 (TCA)5 15 74668648 74668662 GCAGACAGGCAGGGGTATTA TGCAGAGCATCATACAAGCC 191

Ai06B17117 Araip.B06 17117 p3 (TTC)5 15 74681614 74681628 CAGAAACTCCACCTACCCCA GTGAGGAAAGTGGAGGCAAG 229

Ai06B17123 Araip.B06 17123 p2 (AC)6 12 74700902 74700913 ATGTCCCAAGTTTTCCCACA GCATACGATTAACCCGCTTG 141

Ai06B17127 Araip.B06 17127 p2 (TA)7 14 74721772 74721785 ATGATTTTTCCCTCGCCTTT CTGCGCCACTTTGATAGCTC 264

Ai06B17128 Araip.B06 17128 p3 (GAA)5 15 74733476 74733490 CGGTGGAGAATGAAGGATGT TTGCTCCACTCCTTCCAAGT 221

Ai06B17135 Araip.B06 17135 p2 (AG)6 12 74778100 74778111 AGGAGCACGAACTAGAGCCA CCCATCCGTCTCTCTCTCAC 170

Ai06B17139 Araip.B06 17139 p2 (AC)8 16 74807173 74807188 TTTCAAGGTTGTAATGGGGC ACCCCAATGTTGAGTCCAAT 246

Ai06B17140 Araip.B06 17140 p2 (AG)7 14 74808043 74808056 TCAAAATCTCACAGGTTGTGTGT ACAAGCCTTAAGTGTGGGGA 280

Ai06B17142 Araip.B06 17142 p2 (TA)10 20 74829840 74829859 TTATTTCCCATCCCATTTGC GCATGTCCTCATGCTAAATCC 243

Ai06B17143 Araip.B06 17143 p2 (CT)6 12 74832859 74832870 CGCCAATTTTCACTTTCCAT CCAATTGGGCAACATCTGTA 199

Ai06B17144 Araip.B06 17144 p2 (TA)7 14 74834808 74834821 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 268

Ai06B17146 Araip.B06 17146 p3 (AAG)5 15 74862657 74862671 TGTGTGACATTCCCATGCTT CAATCAGTCCCACCCTATGAA 235

Ai06B17147 Araip.B06 17147 p3 (TTC)5 15 74872149 74872163 TTGTCCACAAGGAGCATGAG CACTTCGGGTCCATATTGCT 224

Ai06B17150 Araip.B06 17150 c (TG)7(TA)10 34 74883346 74883379 CACCCAATTTCCATAATCCAA TGGAATGTTATTTTTAAACGTAGAAC 280

Ai06B17156 Araip.B06 17156 p2 (TA)9 18 74896758 74896775 GAGCAGCAAGGGACATGAAT GTGGACTCAGTGGTGGGAGT 172

Ai06B17157 Araip.B06 17157 p2 (CT)6 12 74907703 74907714 CCCCTTTTCTCCCTTCACAT AGTGAGCCCAAGTCCACAGT 106
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Ai06B17159 Araip.B06 17159 c (AT)6(GT)14 40 74918162 74918201 CAGGCTCACGAGGATGAACT TTCCTTTTTGGGATTCTCATTT 196

Ai06B17160 Araip.B06 17160 c (TA)10(GA)9 38 74918423 74918460 AATGAGAATCCCAAAAAGGAA GCGAAGTTATCTTAAGTTCTGTATTTC 280

Ai06B17161 Araip.B06 17161 p2 (GA)20 40 74918668 74918707 TAGGGAATGAGAACTCCCCC AGAGTTCGTTTGGAAGACGG 199

Ai06B17162 Araip.B06 17162 p3 (TAT)6 18 74929342 74929359 GGAGTGGCGACAACGATAAA TCTACGTTAGGGACCAAAATCG 263

Ai06B17163 Araip.B06 17163 p2 (CT)11 22 74932675 74932696 TCAGATGCAAGTCCTAATGCTC CGCAAAGTTTAGGTCGGCTA 263

Ai06B17164 Araip.B06 17164 c* (TACA)13(AT)17*85 74932885 74932969 TGAAATGCCTTACCATTTGATG GGTTCCTTTTTCCCTTTCTCC 222

Ai06B17166 Araip.B06 17166 p3 (TCT)6 18 74940117 74940134 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTT 125

Ai06B17168 Araip.B06 17168 p3 (GAT)5 15 74950180 74950194 TTGGTTGATGTTGGTGAGTGT CAATCAATCCATTCAATTCATCA 267

Ai06B17171 Araip.B06 17171 p2 (AT)14 28 74959794 74959821 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 229

Ai06B17172 Araip.B06 17172 p2 (AG)19 38 74966615 74966652 TCCACAAAGTTTAGGTCGGC GGAAGACGGCGAAGTTATCA 217

Ai06B17174 Araip.B06 17174 p3 (TTA)18 54 74969718 74969771 GGGGCGTGTTGATGAATAAT TCTACGTTAGGGACCAAAATCG 253

Ai06B17175 Araip.B06 17175 c (TC)8taaaaatattaaagatgtgtatgtatatattaactgtttggaaacttacctatagaggctatgttgtatatttaggagagagagaagtttttatcaacta(T)10126 74972375 74972500 CAGATGCAGGTCCTAATGCTC TCTGCAAAGTTTAGGTCGGC 247

Ai06B17179 Araip.B06 17179 p2 (CT)7 14 75010036 75010049 TCTTTCCCCTTCTTCTTCCC TTGCAACAATCCACAAGCAT 270

Ai06B17182 Araip.B06 17182 p3 (GAT)5 15 75025987 75026001 TTGGTTGATGTTGGTGAGTGT CAATCAATCCATTCAATTCATCA 267

Ai06B17184 Araip.B06 17184 p2 (AG)6 12 75031710 75031721 AAGCCAGAGAATGGGGAAAT AGCCAATTGGGCAACATAAG 253

Ai06B17188 Araip.B06 17188 p3 (TAT)8 24 75044313 75044336 TTTTCATGAATTCCCTCACTCA GATGAGCCTTCACTTGCACA 276

Ai06B17189 Araip.B06 17189 p2 (TC)21 42 75054471 75054512 GAGTTTGTTTGGAAGACGGC CAATGCTTAGGTCGGCTAGG 237

Ai06B17192 Araip.B06 17192 p2 (CT)6 12 75061733 75061744 TCGAAAACAACTAACCACTTTTCA AACACAGAGAGAGGGAGAGGG 248

Ai06B17193 Araip.B06 17193 p3 (AAT)6 18 75062787 75062804 CCTGAGAATCCTGGAATGGA AAAGGCTTGCTATTGCCAAA 179

Ai06B17196 Araip.B06 17196 p2 (GC)6 12 75085475 75085486 AGAGTTGTGCCACTTTTGGG GCCTGGGTGATGCTAAGAAG 183

Ai06B17197 Araip.B06 17197 p2 (CT)6 12 75085900 75085911 CTCCTTCTGCCTCACTCACC GAGAAAGCAGCAATATGGGG 272

Ai06B17198 Araip.B06 17198 p3 (CAG)5 15 75088413 75088427 CACCAGCATGATTGAGATGG GCTCAGGTACTGGTGGTGGT 251

Ai06B17199 Araip.B06 17199 p2 (TA)15 30 75089626 75089655 CTCTTGTTTTGGTTGTTGCAC AACCAATTGGGTGGTACCCT 273

Ai06B17205 Araip.B06 17205 p2 (AT)9 18 75116178 75116195 TCCCTCTATGAAGCTTGGGA ACTCCCTTCTTCTGAGGCGT 274

Ai06B17206 Araip.B06 17206 p2 (AC)6 12 75147072 75147083 AAGGAAGCGTGAATTGTTGG TGCTTGAATGCTTTTATGCCT 264

Ai06B17211 Araip.B06 17211 p3 (TAT)8 24 75168372 75168395 TGAACGAGATATTCAATTTCCA TCTACGTTAGGGACCAAAATCG 255

Ai06B17212 Araip.B06 17212 p2 (AC)6 12 75172234 75172245 GGGGTTAAGGCAAGGGTAAA ATGGGTAGCTAGGCCTGAAT 119

Ai06B17213 Araip.B06 17213 p2 (TA)8 16 75175743 75175758 TTCTTGCTTAACTCCCGCAT AGACTGAGCTTGTGGACGGT 270

Ai06B17216 Araip.B06 17216 p3 (AAT)6 18 75203480 75203497 CAGGTTCTGGATCTGCTTCC CTCCCCCTTTTCTTCCACTC 151

Ai06B17218 Araip.B06 17218 p2 (TA)6 12 75205421 75205432 AAAACAATGCCAAAAAGCGT TTTCTGCATTTTGCACTTGAG 243

Ai06B17219 Araip.B06 17219 c (A)14ttggaaaaaataaaagaataaaaaaataattgatttttttattaatttttatgaatttaataaattttatta(T)1096 75215712 75215807 TGCTCAGGTCCCTCAATTTC TCGAAACATTTTGAATTTCTTTG 223

Ai06B17220 Araip.B06 17220 p3 (GTT)5 15 75219318 75219332 CCAACTCTCTCATTCATGCAAC TTGCAGCTTCTCCATCACAC 251

Ai06B17223 Araip.B06 17223 p2 (AT)23 46 75234124 75234169 CCCATATGGCCTTTACCCTT CACCACATATTTTGGGGCAT 159

Ai06B17224 Araip.B06 17224 p4 (TTTA)6 24 75239646 75239669 CCAATGGAGGGTATGCAGAT TTTTCCAAATCATACCTTTTTCAA 278
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Ai06B17227 Araip.B06 17227 p2 (AG)6 12 75263785 75263796 GGATGAGAGAGAAGGAGGGAA CCTTTTGTTTGTTTCTTAACTTTTTCA 271

Ai06B17231 Araip.B06 17231 c (CT)14ttctctcattctca(CT)7c(CT)975 75296109 75296183 TGGAAGACGGCGAAGTTATC GCCTCTATAGGTAAGTTCCCAAA 218

Ai06B17233 Araip.B06 17233 p3 (GGT)5 15 75320549 75320563 GAAGGGGGTGAGGGTGTT TTTCTTCTCTGCAACCCACC 235

Ai06B17235 Araip.B06 17235 p3 (TTC)5 15 75332400 75332414 TAGTGCATTCCCAGCACTTG CCACCATGGTTTGTTGGAAT 263

Ai06B17236 Araip.B06 17236 p2 (AT)8 16 75344564 75344579 CGCAAAGTTTAGGTCGGCTA TCGATGGAGTTCTCATTCCC 278

Ai06B17238 Araip.B06 17238 p2 (AG)7 14 75358461 75358474 TAAAATATTGCTCGCCCTCG GTGGGAGGATCATCTCAGGA 196

Ai06B17243 Araip.B06 17243 p2 (TA)8 16 75384984 75384999 TCTCTTTTTCGGTTTTTCCG TGACATAAAATCAACTAGGGGAGA 258

Ai06B17244 Araip.B06 17244 p2 (CA)6 12 75386367 75386378 CCTAACTCATCCCAAGCCAA ATTTCGGTTGTGAAGGCAAC 207

Ai06B17247 Araip.B06 17247 p5 (ATTTT)7 35 75416275 75416309 TTTTCATGTGGACAGGGTGA TCACAAACATTAAAGATACAAAAACA 220

Ai06B17249 Araip.B06 17249 p3 (TTC)5 15 75429288 75429302 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai06B17250 Araip.B06 17250 c (A)10gaaagaaaaatggc(A)1034 75430542 75430575 TGAAGCAAGAAAAAGCAATGAA AGCACATGGTTAGGGACAGC 275

Ai06B17252 Araip.B06 17252 c (GA)6aagagaggaagagagggagggaggag(GA)650 75442648 75442697 CCACCCACTCTTAATCCTAAAAA TGCCAGAAAATAAATTGAGAATTG 280

Ai06B17257 Araip.B06 17257 c (T)10c(T)10 21 75450737 75450757 TTGAACCGCATACCCTCTTC AAATGAGCGGTTTGAGCAGT 263

Ai06B17259 Araip.B06 17259 p3 (AGA)6 18 75453038 75453055 TCTTTTTGGCCACAACATCA CACACATCCCTCCATCTCCT 265

Ai06B17261 Araip.B06 17261 p3 (AAT)6 18 75455126 75455143 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 171

Ai06B17265 Araip.B06 17265 p2 (AG)8 16 75483968 75483983 GAGGAACGACGAGGATTGAA TTGATGTGCATGGCTTCTTC 279

Ai06B17266 Araip.B06 17266 p2 (AT)15 30 75501714 75501743 GCATAGGCTCAAAAGTGGCT TTGATGAGAAATTACGTGTCGG 231

Ai06B17268 Araip.B06 17268 p2 (GA)8 16 75510033 75510048 AAGGGGGAAGAAGAAAAGAAGA CGTGACCGCGTCAATTAGTA 228

Ai06B17271 Araip.B06 17271 p2 (GC)6 12 75539939 75539950 TGGTGAGGTTTTAGCAAGGG GCCAGTAACGAATTCCCTCA 177

Ai06B17277 Araip.B06 17277 p2 (GA)6 12 75599923 75599934 GGGTTTGTGTGGGAAAGAGA CCTAATTGGTGCAGGGATGT 213

Ai06B17279 Araip.B06 17279 p4 (TTTA)6 24 75618041 75618064 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 211

Ai06B17282 Araip.B06 17282 p3 (AAG)6 18 75641705 75641722 GGCTAGGGAACATAGGGCTC TGCTGATATGGTGGTGGTTG 114

Ai06B17284 Araip.B06 17284 c (T)10aaatcttaattttcgaaaatcactaacatttttcaaaaactgttttc(A)1269 75670729 75670797 ACATGCTAAAGCTTGGCTGG GGGTTCGAATTTGGTGATGA 233

Ai06B17286 Araip.B06 17286 p2 (GC)6 12 75675210 75675221 CAGAGATGGTGAGTGGCGTA CCACTTTATGCCCATCTCGT 272

Ai06B17289 Araip.B06 17289 p2 (GC)6 12 75690270 75690281 CCTGCTAACATCATCACCGA CCACCGGAAAAAGTTGGTTA 227

Ai06B17290 Araip.B06 17290 p2 (GT)7 14 75696205 75696218 GCGGATTATCCCCTCTTCTC CCCTAGCTACACACACACGC 148

Ai06B17295 Araip.B06 17295 c (AT)8acagaaaataaaaaaaaacaatgagggatctaaggctacacttatatacagtagctatggtatacc(A)1092 75719826 75719917 CAATTCATTCAAATAAAAATGCAAA AGGCTACGCTTTTCAGTGCT 272

Ai06B17296 Araip.B06 17296 p2 (CT)6 12 75721160 75721171 TTGGTGCAGGGATGAAAAAT AGAGAGGGCTAGGGTTCAGC 275

Ai06B17297 Araip.B06 17297 p3 (TTC)5 15 75721466 75721480 GCTGAACCCTAGCCCTCTCT AGGTTTCTCTGGCCTTTGGT 253

Ai06B17300 Araip.B06 17300 p2 (AT)6 12 75725729 75725740 TTGAAAATCATGGAATTGGG GGCATTTTTGTCCCCTTTTT 168

Ai06B17303 Araip.B06 17303 p2 (TA)16 32 75739183 75739214 TCCTTAGTGTTGGGTTTGCC ATTTGCGGTGAAAATTCAGG 276

Ai06B17305 Araip.B06 17305 p2 (CT)6 12 75745026 75745037 TTTCAAAACCAATTTCAATCATATC TGAAATTTTGAAAAAGGGGG 239

Ai06B17310 Araip.B06 17310 c (CT)6cattttcgaaaatatcttccccctttttcaaaatttctttttaatttattaattattttaatttttaatttttaaatcttaattttcg(A)10110 75784866 75784975 TTTCTTAACTTTTTCAAAACCACC TGAGGATGGAAGAGAGGTGAG 274

Ai06B17311 Araip.B06 17311 p3 (TAT)5 15 75785200 75785214 CACCTCTCTTCCATCCTCACA AGGCGACCCATTATTCACAG 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17312 Araip.B06 17312 c (A)10taggcg(A)10 26 75788784 75788809 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 250

Ai06B17313 Araip.B06 17313 p4 (TAAA)5 20 75794037 75794056 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 142

Ai06B17319 Araip.B06 17319 p4 (AATT)7 28 75857761 75857788 TTCTATTTTTGAAAATTCACTAACCAA TTGGCAAGAAGCTTCAAGTG 259

Ai06B17320 Araip.B06 17320 c (T)11cgtccccc(T)1029 75862623 75862651 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 262

Ai06B17322 Araip.B06 17322 p3 (GAA)5 15 75881172 75881186 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 231

Ai06B17324 Araip.B06 17324 p2 (AG)7 14 75891066 75891079 TTCGAATTTGGGTGACATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 262

Ai06B17325 Araip.B06 17325 p2 (AT)9 18 75892410 75892427 TTGTGATGATGGTTTGGGAG TCGAGTTTGGACAACTGACG 279

Ai06B17326 Araip.B06 17326 p2 (TA)8 16 75904206 75904221 TGTCTTGGGGTTTCTTGGTC CCCCAAGAAGAGGGGATAAA 117

Ai06B17327 Araip.B06 17327 p2 (AG)6 12 75904668 75904679 GGCCATTTGGAGAAAAGTGA CAAGCATGAAAGTTTTGAGCC 192

Ai06B17328 Araip.B06 17328 p2 (GC)6 12 75905492 75905503 GTCCAAATGAGGCGGTTCTA AAGTGTGTTGACTCCCCTGC 244

Ai06B17330 Araip.B06 17330 c (A)10gcaagaaacatcatcatgtaagtaaaaaagaagctaagtaaagcaacaagaagcatctaactagaagaaataatgcaaagaaaatg(A)10106 75913646 75913751 CCATGGAAAAATAAGGAAAAAGG CTTCCGGTGGCACTACACTT 249

Ai06B17331 Araip.B06 17331 c (GA)6gc(GA)13(GT)958 75926014 75926071 GGAAGGAGCTCATGCTAACG ATGATTGGTTCGATTCTCGC 262

Ai06B17332 Araip.B06 17332 p2 (TA)6 12 75926272 75926283 GCGAGAATCGAACCAATCAT GGTTTGTGGTGCCAGTTTTT 225

Ai06B17334 Araip.B06 17334 c* (A)11taaattttcatcttatcatcatgcaacataaatctcactacaattaaa(AAT)8(A)10(AAT)12*127 75931479 75931605 TTGAGGACAATAGCATCCCA CGAGTGGATTAGAAATCGGA 198

Ai06B17336 Araip.B06 17336 p3 (CTT)6 18 75939840 75939857 ACACATGCGCGTTTCAATAA AGAAGAAGCAGGAGGAAGGC 163

Ai06B17340 Araip.B06 17340 p2 (TA)6 12 75959363 75959374 TCCAGTGAGGGTTCAAAAGC TCAAATTATTTCACATTCTCAAGGA 143

Ai06B17341 Araip.B06 17341 p3 (GTG)5 15 75964121 75964135 ATGAAAGAAAGTGGCGTTCG GTCACCTTACCCGAATTCCC 182

Ai06B17342 Araip.B06 17342 p3 (GGT)5 15 75965228 75965242 TAAGCGAGGGGACTGAGAGA TTCTCTTCTTCCCTCCACCA 266

Ai06B17345 Araip.B06 17345 c (A)14caaaaaaacataaaaaac(A)14caaaaaaacataaaaaac(A)1175 75985727 75985801 GGGTAAACACTCATGCATCAAC CCCATTTATCCCTTTCTCACA 251

Ai06B17346 Araip.B06 17346 p2 (GA)22 44 76027241 76027284 CACCAAGTTTTTGGAGCCAT TAATAGTGCGGTGGGACACA 141

Ai06B17347 Araip.B06 17347 p2 (TA)8 16 76032771 76032786 CGACGTTCTCACTCCCCTAC CCGCATAACCCTTCTTAAACA 280

Ai06B17350 Araip.B06 17350 p3 (TTG)8 24 76039496 76039519 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 251

Ai06B17351 Araip.B06 17351 p2 (AG)7 14 76096693 76096706 ACTAGAGTCGCCGTCGAAGA CTGTTCGTGACTCAAATGGC 141

Ai06B17354 Araip.B06 17354 p2 (CT)6 12 76112756 76112767 TTTTAAGACATCTTTTTCAAAACTTCC GGTTCATGATGGAGAAAGGG 268

Ai06B17355 Araip.B06 17355 p4 (TTTA)6 24 76124416 76124439 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 255

Ai06B17357 Araip.B06 17357 p3 (TTC)5 15 76153218 76153232 ACCTTGCCCTGTTTTCCTTT TGTGGTTGTCACCGATGAGT 138

Ai06B17360 Araip.B06 17360 p5 (TTGTG)5 25 76159644 76159668 CCCTCTGGTTAGGGGGTTTA TGACAGACACCAAAAATTCCTTT 174

Ai06B17361 Araip.B06 17361 p2 (TA)17 34 76172461 76172494 CCCATCTCAATTGTAAAGGCA ACACGAATCACGACATCGAA 269

Ai06B17362 Araip.B06 17362 c (T)12ctcttttttttctttctttc(T)1244 76188282 76188325 TTTATTCCTATGGGCCCTCC TGGCTCTTGAAAGAATGATGG 235

Ai06B17367 Araip.B06 17367 p4 (AAAT)8 32 76235642 76235673 CTTACCACTTTCTCGCCCCT CCAATGGAGGGTATGCAGAT 258

Ai06B17370 Araip.B06 17370 p2 (GA)12 24 76257492 76257515 AAAGAGAGGTTTGAGGGGGA TCTTCTTTGTGCGCCTCTCT 248

Ai06B17373 Araip.B06 17373 c (A)12ttagttttcaagcatgtaaataagggaatac(A)1053 76274352 76274404 AAAAATTTTGGGAAGCAGGC GCTTTTGATGTCACATGCTCA 193

Ai06B17377 Araip.B06 17377 p2 (GA)10 20 76289035 76289054 AACCGTTCTGTCACTGGAGG TCTCTCTCCTCCCTCTTCCC 202

Ai06B17378 Araip.B06 17378 c (TA)6(TG)14 40 76291038 76291077 ATATGGGCGCAGAAGTTACG CCCAAAAATACCTTCGTTCG 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17379 Araip.B06 17379 p2 (AC)6 12 76298259 76298270 CTAAAGTTGAAAATCGGGCG CGCGAATCAGAGCACTGTAG 236

Ai06B17381 Araip.B06 17381 p2 (GA)6 12 76313354 76313365 TGGGCGAAGAATTGATAAAA TTTCTTATCTTTTTCAAAACCACC 277

Ai06B17382 Araip.B06 17382 c (AG)8aa(AG)8 34 76319343 76319376 ATTTGGTTGGAGCAAAATGC CAGTCGTCCTTGTGCCTCTT 256

Ai06B17387 Araip.B06 17387 p2 (TA)8 16 76339483 76339498 CAAAAGTGGGAAAATTTTGGG TTTCAAGGTTGTAATGGGGC 170

Ai06B17388 Araip.B06 17388 p2 (TA)6 12 76340997 76341008 GAAAGGTTGATTGCTTGGTTT TTAATTCCGAAAGGATTGCG 245

Ai06B17391 Araip.B06 17391 p4 (AAAT)5 20 76343832 76343851 GCCCACACCACTCTCAACTT CAACGAAGCCTTTGCAATTC 210

Ai06B17392 Araip.B06 17392 p3 (AGA)12 36 76344486 76344521 GCATACTGGTGAGGCTCCTT CCAGTGGAAGCTCAGAGAGG 175

Ai06B17394 Araip.B06 17394 c* (A)10(AT)6* 21 76352563 76352583 TGGGTTTGGAAACATTTGGT TCACCATTTACTTTGGGGGA 254

Ai06B17395 Araip.B06 17395 p2 (TA)8 16 76362837 76362852 ATCCTATGGATGAGTTGGCG TTTGAATCTATTCCGGGCAC 260

Ai06B17396 Araip.B06 17396 p3 (TCA)5 15 76367517 76367531 AAACAGACAGACAGACAGGGG GGGGAACAAGCAACTTTCAA 219

Ai06B17397 Araip.B06 17397 p3 (GAG)5 15 76376848 76376862 CCGTAACCTTGAGGTCCAGA TCACTCCTTGGTTGAGGGTC 163

Ai06B17398 Araip.B06 17398 p2 (CT)6 12 76384546 76384557 TTTCTTAACTTTTTCAAAACCACC TGGGAGAGGGAGAATTTTTG 222

Ai06B17399 Araip.B06 17399 p3 (TAT)7 21 76384887 76384907 GTCTCCCCCTCTTCTTCCAC AACTCCCTCTGCTTCCACAA 152

Ai06B17400 Araip.B06 17400 p3 (TCT)7 21 76385819 76385839 TCAACATCTCTCTCCCACCC GCCTTTGTCTTCCCTTTCCT 230

Ai06B17404 Araip.B06 17404 p3 (TGA)5 15 76406121 76406135 TTTTCAAATGCTTGGGGAAC TTTTGGAGTTCGCTTGCTTT 155

Ai06B17408 Araip.B06 17408 p2 (AT)6 12 76449805 76449816 GGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 257

Ai06B17413 Araip.B06 17413 p2 (AT)10 20 76494790 76494809 CCCATCTCAATTGTAAAGGCA GCATGTCCTCATGCTAAGTCC 262

Ai06B17415 Araip.B06 17415 p2 (AG)6 12 76504792 76504803 AAAGTGGGGAAATCAATCCA GGGAAGTTCATAAGTCAATATGGC 237

Ai06B17418 Araip.B06 17418 p2 (CT)6 12 76527023 76527034 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGATGGGAGAGAAGGAGGG 238

Ai06B17419 Araip.B06 17419 p4 (TTTA)6 24 76531414 76531437 CCAATGGAGGGTATGCAGAT TCCTAACCACTTTCTCTCTCCTC 264

Ai06B17421 Araip.B06 17421 p2 (CT)6 12 76544361 76544372 CCCCTTCCTTCCTTCTTCAT TTGCAACAATCCACAAGCAT 238

Ai06B17425 Araip.B06 17425 p4 (AAAT)6 24 76553692 76553715 GAAACTGTGGGAACATGGGT GCATTGGGGTAATTTTGTCC 237

Ai06B17426 Araip.B06 17426 p2 (AG)6 12 76557893 76557904 AAGTGGGGGAATCAATCCAT GGGAAGTTCATAAGTCAATTTGG 235

Ai06B17427 Araip.B06 17427 c (TAT)5cattgttta(ATT)1363 76572037 76572099 TCCTCTGTTCTTGTGGAGGC TTTTCGGTCAATGGGAAAAG 270

Ai06B17428 Araip.B06 17428 p2 (TC)8 16 76574689 76574704 GCAGCTTCGGTCTCTCACTC TTTTTCTTTTGTTTTGGCCG 276

Ai06B17429 Araip.B06 17429 p3 (TTA)12 36 76577250 76577285 TCGAGATTGCCCGTACTTCT GGCTTTCAGTCAATGGGAAA 273

Ai06B17430 Araip.B06 17430 c (TTA)5c(TAT)5 31 76578856 76578886 TGACAATTTTTGAGGACGAAA GGCCAATGGGAAAAGAAATA 246

Ai06B17432 Araip.B06 17432 p3 (AAG)5 15 76585879 76585893 CAAACACTTGGTATGCGGTG CGCCACCATCACTCTCTCTT 247

Ai06B17435 Araip.B06 17435 c (TA)7(CA)6 26 76595018 76595043 TCACAAGAAATCATGGTCGG GGAATGAAACAAAACGTGGC 230

Ai06B17436 Araip.B06 17436 p2 (TA)10 20 76603854 76603873 GGTCGGAAGCTTTGGAAGTT TTCGCCACGTCAATATGCTA 255

Ai06B17437 Araip.B06 17437 p2 (TA)10 20 76618912 76618931 AGGTCGGAAGCTTGGAAAAT TTCGCCACGTCAATATGCTA 257

Ai06B17438 Araip.B06 17438 p3 (GAA)5 15 76635021 76635035 GAATTGGCGAACACGAGAAT CGATAAAGCCGTCGAAAGAG 250

Ai06B17442 Araip.B06 17442 p4 (TAAA)5 20 76659525 76659544 TTTCAGGTTCAGGATCAGCC TTCTTCTCCCTCACCTCCTTC 256

Ai06B17445 Araip.B06 17445 p2 (TA)17 34 76673683 76673716 TTGGTAATACGTTAGTCTCAATGG GAATCGATTTTCCCTCGTCA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17448 Araip.B06 17448 c (TC)13tt(TC)7 42 76682058 76682099 CGAAGAGGGACTACAAAGAGGA GGAAAAGTTCATAAAGCCACTG 279

Ai06B17449 Araip.B06 17449 c (TC)7tt(TC)11 38 76685607 76685644 TGACATGACGAAGAGGGACA GCCACTGTAACAGCCACAAA 269

Ai06B17450 Araip.B06 17450 p3 (AAG)5 15 76687958 76687972 AGATACCGGTGAAAACGACG ATCCTTCACCTCCATGCAAC 130

Ai06B17453 Araip.B06 17453 p3 (CCA)6 18 76706952 76706969 CCCCTATCCCTTCTTCTCCA TTGGTTGGTGTGATGGAGTG 102

Ai06B17454 Araip.B06 17454 c (AGA)5agcggcgggcggcggtgggtgcggcggcgg(GAA)9gaggcggcggtgggtgtggcggcg(GAA)8120 76707281 76707400 CCAAATTCAAATTTCAGCAACA TTTTTCGCTCCAAAATGGTC 270

Ai06B17458 Araip.B06 17458 p2 (TC)6 12 76760346 76760357 CGCGTCATTATGAAGAGTGC AGATGATTCGCCTCCCTTTT 270

Ai06B17459 Araip.B06 17459 p2 (AG)6 12 76770951 76770962 GTTCTTGTCCTTGCTCCTGC TCAAAAACCTTCCCCTCTCA 241

Ai06B17460 Araip.B06 17460 p2 (AG)6 12 76771173 76771184 TGAGAGGGGAAGGTTTTTGA AAGACTGATTGGATGAAGACAGC 279

Ai06B17461 Araip.B06 17461 p3 (CAG)5 15 76777072 76777086 ATGGAGGGGAAGGAGCTAAA AACACCTGGTCTATGCGGTC 260

Ai06B17464 Araip.B06 17464 p2 (TA)9 18 76782023 76782040 TTGAATGTGGACTGGCTGAG TACCAAACCACATCAACCCA 216

Ai06B17469 Araip.B06 17469 p3 (CTT)7 21 76827897 76827917 CAAGATGCAAAATGGCTGAA AAGGGCTTGAGAAACATACCA 167

Ai06B17472 Araip.B06 17472 p2 (TC)6 12 76871912 76871923 CGCGTCATTATGAAGAGTGC AGATGATTCGCCTCCCTTTT 270

Ai06B17474 Araip.B06 17474 p2 (AG)6 12 76878656 76878667 CGTTCGGATTTTTGGTGAGT TTTTTGTTTGTTTCTTATCTTTTCCA 261

Ai06B17477 Araip.B06 17477 p2 (TA)9 18 76891560 76891577 GGACTGGCTGAGTGGTTCTC CAACACTTCCATTCCATCCC 238

Ai06B17480 Araip.B06 17480 p3 (CTT)6 18 76904478 76904495 CAAGATGCAAAATGGCTGAA TGAGAAAGGTGGCAAGGAAC 256

Ai06B17482 Araip.B06 17482 p3 (TGA)5 15 76939787 76939801 TGGGAAGATTAAGCATCATCAA ACAACCTTTTGGAGTTCGCT 100

Ai06B17488 Araip.B06 17488 p2 (CT)8 16 76970892 76970907 CCCTGGAGGAGGAGCTTACT GGGTGTTATGGGAAGGTGTG 272

Ai06B17490 Araip.B06 17490 p2 (AC)6 12 76974883 76974894 AAGGAAGCGTGAATTGTTGG TGCTTGAATGCTTTTATGCCT 263

Ai06B17493 Araip.B06 17493 p2 (CT)6 12 77000135 77000146 TTGATTTTCAAATTTGTTTCAACT TGAGAGGGGGAGAGGATTTT 267

Ai06B17494 Araip.B06 17494 p3 (TTC)5 15 77002710 77002724 ATCTTTTTCCCACCCAATCC TTAGAATGTTGCTCGCCCTC 120

Ai06B17495 Araip.B06 17495 c (A)10gcgaaaaaaaatagaaac(A)1038 77003648 77003685 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 212

Ai06B17504 Araip.B06 17504 p4 (TTTA)8 32 77095562 77095593 CCATGATGGAGAAAGGGAGA TTTCGAAAACAAGGAGCATT 278

Ai06B17506 Araip.B06 17506 p4 (TATT)7 28 77105733 77105760 CTGGCAACTTTGCTACACCA TCGAAAATCTTCACCCATTTTT 280

Ai06B17509 Araip.B06 17509 p4 (TATT)7 28 77107222 77107249 TATGAAGCAGTGGTGGGGTT TTCTCGCTCTCCATTTTTCG 209

Ai06B17512 Araip.B06 17512 p2 (AG)7 14 77118318 77118331 TGCCTTTTTCTCTGTCCCTG TATCTCTCCCTCACCCACCA 178

Ai06B17513 Araip.B06 17513 p2 (GA)6 12 77118559 77118570 AGAGGGTTCGGATTTTTGGT TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai06B17517 Araip.B06 17517 p3 (TCT)5 15 77158189 77158203 ACCCCACAGGATCATCTCAG CCCTCGAGCAAAAGAAGAAA 247

Ai06B17519 Araip.B06 17519 p2 (CT)6 12 77164257 77164268 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGAGGGTTGAGATGTGA 279

Ai06B17520 Araip.B06 17520 p3 (TAT)5 15 77164585 77164599 TCACATCTCAACCCTCCTCA CAGGTTTTGGATCTGCTTCC 203

Ai06B17524 Araip.B06 17524 p2 (CT)8 16 77176373 77176388 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 252

Ai06B17525 Araip.B06 17525 p3 (AAT)5 15 77179016 77179030 GGAAATCGTGGGAACAAAAG ACCCAGAATTCCCTTTTTCA 274

Ai06B17526 Araip.B06 17526 p2 (TA)9 18 77179600 77179617 CTTGAATTTTCATGTCCCCG CAACCTCCCCACACTTAAACA 278

Ai06B17529 Araip.B06 17529 p2 (TC)6 12 77194706 77194717 TAAAGTGTGGGAATGCACCC TTCAAATAACTGTCTGTAACATGGAA 254

Ai06B17532 Araip.B06 17532 p2 (TC)6 12 77208232 77208243 AATTTACAGGATACGCCCCC AAACCTGGGATCCAGAGTTACTA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17533 Araip.B06 17533 p3 (CAA)5 15 77213661 77213675 GTCAACCCACTTCAAAGGGA AAATGTGGTTGCTCCTCTGC 101

Ai06B17534 Araip.B06 17534 c (TC)6(T)13 25 77219882 77219906 TTGCCTTTTGGTTTTAAGGG TACATGTGGTGGCAATGCTT 253

Ai06B17536 Araip.B06 17536 p4 (TTAT)7 28 77226368 77226395 GCTTTGCTGCACCATGATAA TGTTCGAAAATCTTCACCCAT 272

Ai06B17539 Araip.B06 17539 p2 (AC)7 14 77254850 77254863 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 249

Ai06B17540 Araip.B06 17540 p2 (TA)6 12 77255063 77255074 TGGGGTAATTTTGTCCCCTT TTGTGGGAACTTGGGTTGAT 223

Ai06B17547 Araip.B06 17547 p2 (AT)8 16 77304066 77304081 GGGGACAAAATTACCCCAAT GTTGTAATGGGGCCAAGGTA 261

Ai06B17549 Araip.B06 17549 p2 (TA)12 24 77308070 77308093 TGTGTGCGTTAGGTGAAAGC GCATTGAACCCTCACTGATGA 271

Ai06B17551 Araip.B06 17551 p2 (CT)6 12 77324035 77324046 CTTTTTGTTTGTTTCTTATCGTTTT AGAAGAGGGGGTTCGAATTT 269

Ai06B17552 Araip.B06 17552 c (T)11ctgacctccttggatcc(T)1038 77332546 77332583 AGGCCCTCCTATCCACTGAT GCAGTGAATACAAAGCTTGCG 188

Ai06B17555 Araip.B06 17555 p2 (GA)6 12 77367410 77367421 GAGAGCGAGGGAGTGAGAGA GACGAACAATTGTGCAAACG 191

Ai06B17556 Araip.B06 17556 p3 (TGA)5 15 77373947 77373961 TTTTCAAGTGCTTGGGGAAC TTTTGGAGTTCGCTTGCTTT 155

Ai06B17558 Araip.B06 17558 p2 (AG)6 12 77378415 77378426 GAATTTTTGAAAAGGAGGGAGA TTTGTGAGTCAAATCAAATTTTCAA 227

Ai06B17559 Araip.B06 17559 p2 (GC)6 12 77388975 77388986 TGAAAACCCTCCAAAATTGC ATTCCAGGTTGAAAAGGGCT 239

Ai06B17562 Araip.B06 17562 p3 (GAA)5 15 77393169 77393183 GAATATTGCTCGCCCTCAAG ACCCTTCACCACTCACATCC 280

Ai06B17563 Araip.B06 17563 p2 (AG)6 12 77395818 77395829 TGCCTTTTTCTTTGTCCCTG TTGCAAAATATCTTTTCTAACCTCC 175

Ai06B17565 Araip.B06 17565 c (A)10tttc(A)10 24 77400065 77400088 TTTGGACAACTGACGGTTCA GCCAGGCTTTAACATGCTCT 244

Ai06B17566 Araip.B06 17566 p2 (CT)8 16 77401443 77401458 TTTCTTATCTTTTTCAAAACCACC GAGAGGGTTCGAATTTGGGT 275

Ai06B17567 Araip.B06 17567 p3 (TAT)5 15 77401766 77401780 CGAACCCTCTCTTCCATCTG CTTGTCTTTGCTCCTGCTCA 147

Ai06B17568 Araip.B06 17568 p3 (TCT)7 21 77404089 77404109 ACCCACCTCACCCTCTCTCT TTGTCTTCCCTTCCCCTTTT 250

Ai06B17576 Araip.B06 17576 p2 (TA)7 14 77498727 77498740 TTGAACAGAACAGAAACAATCCA GGTTGAAGTGGTGGAATCTCA 238

Ai06B17579 Araip.B06 17579 p2 (TA)6 12 77523259 77523270 TCACTCTCGGCATCTTTCCT TGACTCAGCAGCTCCAGAAC 265

Ai06B17586 Araip.B06 17586 p2 (TC)6 12 77541003 77541014 AACTTTTCCCTCCTTAATTTTCG GAGATAGAAGAGAGAGAAATTTTTGAA 117

Ai06B17591 Araip.B06 17591 p2 (CT)6 12 77585390 77585401 TGCTTTTATTTCTTTTCTTAAATTTCG CAGGTTCAGGATCAGCTTCA 276

Ai06B17593 Araip.B06 17593 p2 (TA)8 16 77590932 77590947 CGATGTTAAAGCATGGCTAGG TGAATCGCAGACTCAAAAGC 180

Ai06B17597 Araip.B06 17597 p2 (GA)14 28 77601261 77601288 AGGGGGTGAACAGTGATGAG CCACGAAAGTTGAAAACGCT 265

Ai06B17604 Araip.B06 17604 p2 (CT)9 18 77642819 77642836 TGTTTGTTTCTTATCTTTTTCAAAACT TCGGATTTTTGGTGATGTGA 280

Ai06B17605 Araip.B06 17605 p2 (CT)7 14 77643061 77643074 TCGAAAATCCTTCTCCCTCA GTTCTTGTCCTTGCTCCTGC 228

Ai06B17606 Araip.B06 17606 p3 (TTC)5 15 77644896 77644910 CGAAACACACTTCACCCCTT CGGTCTTAGGTGCCATCAAT 152

Ai06B17608 Araip.B06 17608 p4 (TAAA)5 20 77659151 77659170 TTTCTCTCTCCTCAAATTTTTCG CCATGATGGAGAAAGGGAGA 140

Ai06B17611 Araip.B06 17611 p2 (CT)6 12 77683771 77683782 CTTCTTATCTTTTCAAAATTTGTTTCA GAAGGAGATGAGGGAGAAGGA 267

Ai06B17612 Araip.B06 17612 p3 (TTC)5 15 77687165 77687179 ACACAACCCTCTCTTCCCCT TAGAATTTTGTTCGCCCTCG 115

Ai06B17613 Araip.B06 17613 p2 (AG)6 12 77688659 77688670 TCCTTAGATGGGGAGCAATG TGATTTAGATTTAGTTGAGAGGGAGA 273

Ai06B17614 Araip.B06 17614 c (AT)6cacgcggccgcgtgggtcacgcggtcgcatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgcggtcgcgtcatgcagccc(T)10113 77693498 77693610 CGGTCGCGTAAGATTGGTAT CATTGCGTTCTGCACTTTTC 272

Ai06B17616 Araip.B06 17616 p2 (CT)8 16 77704509 77704524 GCCAGAAGCATAACATGGGT AGAACCTTGGTAATGGAGGTG 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17617 Araip.B06 17617 p2 (TC)10 20 77707662 77707681 TCTTCTTTTAATTTTCGATACTAACCA AGAGAGGGAGAGAGGGTTCG 181

Ai06B17620 Araip.B06 17620 p2 (CT)6 12 77757584 77757595 AAGAAGAGAATCCACAAGAGGAA GTTTCTGACCCAGTTTTCGG 273

Ai06B17621 Araip.B06 17621 p3 (TAT)11 33 77773042 77773074 TCGGGCTCTGAATCTTGTTT AGATGCTGCATGGCTTCTTT 211

Ai06B17622 Araip.B06 17622 p2 (GA)6 12 77779642 77779653 GCTTAGGGAAAACGGAGGTT AACCTCAGATTGATGGCGTC 137

Ai06B17623 Araip.B06 17623 p2 (GA)6 12 77784985 77784996 AAGAGCAGGAGGAGAAAGGC AACCTCAGATTGATGGCGTC 189

Ai06B17629 Araip.B06 17629 p2 (TA)6 12 77810619 77810630 TACCCCCTTGCTCATCTTTG CAAATCAATTGGGGTGTCCT 249

Ai06B17630 Araip.B06 17630 p2 (TA)7 14 77820660 77820673 AGCACGAAATCAGGAAGGAA TTGGAAACATTTGGTTTGAGAA 264

Ai06B17632 Araip.B06 17632 p2 (CT)6 12 77834823 77834834 AACTTTTTGGTTGTTTCTTATCTTTTT GGGTTCCAATTTGGTGAGTG 270

Ai06B17633 Araip.B06 17633 p3 (TTC)5 15 77838728 77838742 TTTCTCCCAACACAACCCTC GCTTTTGTCTTCCCTTTCCC 225

Ai06B17636 Araip.B06 17636 p3 (GAA)6 18 77852272 77852289 GGTAGGTTTCTTTGGCTCCC ATAAAATGCCTTCCCCCAAC 211

Ai06B17637 Araip.B06 17637 p3 (TTA)15 45 77852725 77852769 TATACCAAGGCCCCCAATTT AATTTGTAATCGCGCTCCAC 124

Ai06B17639 Araip.B06 17639 c (A)10ttagtgtaaagaccaaatt(A)1140 77853113 77853152 TGGATCCCTATAAAATTAAGCCAA AAAATTAGTCCTTTCGGGCG 210

Ai06B17645 Araip.B06 17645 c (AT)39agaaaaatataacaaaaaaagag(A)18119 77876599 77876717 AGCCGTAAAGCAAAGGATGA TGTTATTGCTTGGTCCCGTT 199

Ai06B17646 Araip.B06 17646 c (G)10ttggctatacggccgttacctttggtctaaggcaatgcttttatatatcaaagggaaccctttttatgacaaccttcaaaaaacgttgccttttcttt(A)13121 77878397 77878517 GGAAAAGGGTTGCCTTTGAT AAAGCATTGTCTTTGGGTGC 222

Ai06B17648 Araip.B06 17648 p2 (TA)6 12 77887758 77887769 TGGGACTTATGCAATGCAAG CCAGTGAGGTTTCAATGGCT 266

Ai06B17649 Araip.B06 17649 p3 (GAA)5 15 77889738 77889752 TGCAATGAATGAAAGTATGCAA GTCGCATGGCCATTTAAGTT 211

Ai06B17652 Araip.B06 17652 p2 (AG)8 16 77906941 77906956 CATCCCTCCTTAACTGGTTCC AGCGGATGAAGTTTTCTGGA 261

Ai06B17653 Araip.B06 17653 c (T)11c(T)10 22 77912221 77912242 TGCCAGATTTTAAGGAAGGG CACACCTTTTCAGCTTCCTTTT 141

Ai06B17654 Araip.B06 17654 p4 (AAAT)5 20 77916999 77917018 TCCGATATTTCGCCTTCAAC TGAGTTAATCTCAGGAGGGTTCA 237

Ai06B17655 Araip.B06 17655 p2 (TG)6 12 77950403 77950414 AAAAGCCTTAAACGCACGAA CGATGAAAACGTTCCGATTC 221

Ai06B17657 Araip.B06 17657 p3 (TTC)5 15 77959506 77959520 CCGACAAACCGAACATAACA TCCGGTGGTTAATTTACTCATTT 280

Ai06B17658 Araip.B06 17658 c (A)10gaagaaaaaagaaaaaaataggcg(A)1145 77960891 77960935 TTCAATTCCGTTTGGAAAAA GATGACGTTGAGATTGCAGC 208

Ai06B17660 Araip.B06 17660 p2 (AT)8 16 77981184 77981199 GAAACTTGATTCTCGAACAGTGA TGAGCAAGGAATATCCGTCTTT 267

Ai06B17661 Araip.B06 17661 p2 (CT)8 16 77984450 77984465 TTTTTCGTATTTCAAAATTACGGTT TTCTAACTCGTCTACGGATCAATTT 208

Ai06B17662 Araip.B06 17662 p2 (AT)9 18 77985165 77985182 TGTAAATTGATCCGTAGACGAGTT CGGTGCTAGAGCATTGTGTG 242

Ai06B17663 Araip.B06 17663 p3 (TGG)5 15 77989388 77989402 ACCTGTTTTCAAGCCAGGAA TGATTCCCATAGAATGTTGGAG 267

Ai06B17664 Araip.B06 17664 p2 (CT)6 12 77996290 77996301 CAACAATACGGCCAACACTG TCCGAATCCAATCCAAAATC 221

Ai06B17666 Araip.B06 17666 p2 (CT)6 12 78005242 78005253 AAAGCCCGTTTGGAAGTAGC AAATGGTGGTGAAGGGTCAG 264

Ai06B17670 Araip.B06 17670 p3 (TTG)5 15 78039981 78039995 TGTCTTGTTCATTGTTTTTGCT ATAAGCGTGCAAATTACGGG 231

Ai06B17671 Araip.B06 17671 p3 (CAC)5 15 78055548 78055562 CTCCTTCATACGAGCTTCGC TGAGATACACGCTTAAATTAGGGA 244

Ai06B17675 Araip.B06 17675 p3 (TTC)6 18 78102746 78102763 TCACGAATCACCAACAACAAA AATGGCCCCAATTGTTAATTC 215

Ai06B17677 Araip.B06 17677 p2 (CT)6 12 78128510 78128521 AAGACTGCGGTCAATGTTCA TTGGTTCGCTTTTCTTTTTCTC 247

Ai06B17686 Araip.B06 17686 p2 (TC)6 12 78167898 78167909 ATTGGGGGTTTGAGTTTTCA TGGTTCGCAATCCAATTTTT 207

Ai06B17690 Araip.B06 17690 p2 (TC)6 12 78175186 78175197 AAATGCACCCATTCAAGGAG TCAAAACAAGAAGAAATCCTAAATCC 116
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Ai06B17692 Araip.B06 17692 p2 (TC)6 12 78183135 78183146 GGCCCAGATCCAAGTACAGA TCAAGGAACTGCGAGGAAGT 276

Ai06B17694 Araip.B06 17694 p3 (CTT)5 15 78190189 78190203 GCCACTAATTCTGCCTTCCA TCAATAAAGGAGGTGCTGGC 213

Ai06B17695 Araip.B06 17695 p2 (TA)6 12 78198435 78198446 GGGTGTAGACATTGGCTGGT TCCCCAGTTCTTACCCCTTC 182

Ai06B17696 Araip.B06 17696 c (A)10cctccttatcactttatttatttattttctttgacattagtatgtgtatctgctcatttaggtcaccaaatttctaaaaactatgtgaagaag(A)10cacttcgaaatgcaca(TG)6(TA)6153 78255530 78255682 GCATGCATATCGCAATATATACCT CAAAGCTCTGTTGCAAGGGT 235

Ai06B17698 Araip.B06 17698 p3 (AGA)5 15 78259858 78259872 CCCGAGCAAAAGAAGAAAGA TCACTCTTCCCCATCACCTC 274

Ai06B17701 Araip.B06 17701 p3 (TCA)5 15 78305419 78305433 CCTTTTGGAGTTTGCTTGCT TTTTCAAGTGCTTGGGGAAC 157

Ai06B17704 Araip.B06 17704 p3 (GTT)5 15 78314689 78314703 TTTGGTTTTGGTTGTGGTGA ACTGTCCGCCCTATCCTTCT 179

Ai06B17705 Araip.B06 17705 p2 (GC)6 12 78318788 78318799 ACTTCGTGCCAATCCTATGC GTGGGAGATGGGTAGAAGCA 144

Ai06B17707 Araip.B06 17707 p2 (TA)6 12 78322662 78322673 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 253

Ai06B17714 Araip.B06 17714 c (A)12gaatttcaccgcgcgacgagatcgcaccagcgacgcgtccgcgtggcagggggagtaaagaaaaat(A)1088 78366266 78366353 CGCGGTATGATCGTTCTTTT GTCACGTGGGTCAATTTGTG 260

Ai06B17715 Araip.B06 17715 p2 (CT)7 14 78366947 78366960 CCCTTCCCCCTTCTATCTCA TGAGGGGTGATGACTCAAAA 222

Ai06B17717 Araip.B06 17717 p2 (CT)7 14 78378810 78378823 CCCTTCCCCCTTCTATCTCA TGAGGGGTGATGACTCAAAA 222

Ai06B17721 Araip.B06 17721 p2 (TG)6 12 78411055 78411066 TCTTCTCATCGCCGAACTCT ACGATGGAGGAATGGAAGTG 187

Ai06B17722 Araip.B06 17722 p2 (GT)8 16 78422496 78422511 TCTTCTCCTCCCTCACTCCA CCCTTGGCCCAACATAACTA 103

Ai06B17725 Araip.B06 17725 p3 (TTC)5 15 78425844 78425858 CGTCCGATTAAGCGACTCAT AGGAAGAAGATCACCGGGTT 107

Ai06B17726 Araip.B06 17726 p2 (AT)20 40 78426684 78426723 TGCAGGTATGCCGTTTGTTA GAAGCTCTGCCACAATCACA 229

Ai06B17730 Araip.B06 17730 p2 (AT)6 12 78441235 78441246 TTAAACCGCAATACCGCTTC CCTTTCAGGATATGGGAGCA 277

Ai06B17733 Araip.B06 17733 p2 (AG)6 12 78460206 78460217 GGGGGATTCAATCATTCACA TGGCAACACAAAGGAATCAA 220

Ai06B17736 Araip.B06 17736 p2 (AG)6 12 78479573 78479584 CTGGGCTACTTTTGTCCCAA ACGGAATCCATCTTTCATGG 280

Ai06B17739 Araip.B06 17739 p3 (ATA)5 15 78502738 78502752 TTCACCTCCAAGCCATTTTC ACTTGCACAACTCTCGGGTC 195

Ai06B17740 Araip.B06 17740 p2 (TA)12 24 78504224 78504247 TAGGGCACCAATTGATTTGA GCATCAAACCCTCACCAGAT 247

Ai06B17741 Araip.B06 17741 c (T)10ctttcttc(T)10 28 78505862 78505889 TGGGGTAATTTTGTCCCCTT AGAAACTGTGGGAACATGGG 237

Ai06B17743 Araip.B06 17743 p3 (CTT)5 15 78508754 78508768 ACCGTCTTGGAAGGGAGTTC ACCGTTCAACAACTAGGGCA 272

Ai06B17746 Araip.B06 17746 p2 (AT)7 14 78549542 78549555 CCCACCATGGTATGATCCTC CCCACAATTCCAGCGTAACT 233

Ai06B17747 Araip.B06 17747 p2 (AG)6 12 78552599 78552610 GCCCAAAAATGAGGACAAGA GGAGCAAGAGTGCATCAACA 271

Ai06B17748 Araip.B06 17748 p2 (AT)6 12 78555249 78555260 GCTCGGACATTACGACGACT TGGTTTATTGTACCCTCGCC 267

Ai06B17751 Araip.B06 17751 c* (A)10(AAT)5* 23 78578917 78578939 AACGGTTCATCCTGTTGCTC TGTGATGCATGGAAGAATGC 255

Ai06B17756 Araip.B06 17756 p3 (ACC)5 15 78616305 78616319 TCTTCCTCCACAGCAGCAG ATGACATGACACTCGAAGCG 113

Ai06B17758 Araip.B06 17758 p3 (ACC)6 18 78634876 78634893 TTCTCTTCTTCCCTCCACCA AGAAAAATGGGGATGAGGGT 259

Ai06B17759 Araip.B06 17759 p3 (CAC)5 15 78635029 78635043 CCTCTCTTCTTCCCTCCACC GGTGGTAGGGGGTAGGGTTA 146

Ai06B17760 Araip.B06 17760 c (T)12gtatgtgtacag(CTT)539 78641733 78641771 TGAAGCAGTTCTTAACCAAGTCA GATGAGAACGACAGCGACAA 191

Ai06B17762 Araip.B06 17762 c (TAG)18tgattactattaagaa(TAGAT)595 78661256 78661350 CATGCCTTCCTTTTCTTTCC AGTAAGAGAAACCACACCCCC 254

Ai06B17763 Araip.B06 17763 p3 (ATT)5 15 78663430 78663444 TATGGATGGTGGGGAGGTTA TTTTCCAATCACTGTAGCTGTCA 200

Ai06B17765 Araip.B06 17765 c (A)12tctatgttacgattaaaagatattggtgctatttttctgataaattctccataattcaaaactcctccttc(TCT)6101 78664815 78664915 TGATAAATTCTCCATAATTCGCTG CCGTGAGTCTGTGACGTAGG 209
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Ai06B17767 Araip.B06 17767 p3 (AAT)6 18 78665524 78665541 TTTTGTGGTTCTGTTTTTGAGAA CTTTCGCTGCGTGTTATGAA 280

Ai06B17768 Araip.B06 17768 p2 (TA)7 14 78671359 78671372 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGAG 221

Ai06B17769 Araip.B06 17769 c (T)15(A)10 25 78671965 78671989 ACCTGATCAGCGGCTTTATG CGTAGCAGAACGTTCCATCC 248

Ai06B17772 Araip.B06 17772 c (A)11tcaacacttatacgaataagggtcttaaattctaaaacaatagcaataacaaaaacaaaagagagacagccttgcattggcaaatcaaaag(A)10112 78679246 78679357 ATAACAAAATGGCGGAAGCA TCGTTTACCTAAGCCCATCG 164

Ai06B17776 Araip.B06 17776 p3 (GAA)5 15 78690841 78690855 CTCGGAGGTGGAAGTTTTTG ACACAACCCTCTCTTCCCCT 229

Ai06B17777 Araip.B06 17777 c (AG)7ttcggatttttggtgagtgaagaagagatgttagtaaataaataaataaatagaaggagat(GA)789 78693360 78693448 GAAGAAAAGAAGAAGAGAAAATCTGA CGAAAATATCTCCCTCTTTTTCAA 268

Ai06B17781 Araip.B06 17781 p4 (TTAA)8 32 78704481 78704512 AGGTGAAAAAGGGTACACGC GGCTTGAATGTCACCGACTT 280

Ai06B17783 Araip.B06 17783 p2 (TA)6 12 78706731 78706742 AAGAATAGCAGGAAAAACTCAAAAA TTACCAGGTTCAGGTGCAAA 275

Ai06B17785 Araip.B06 17785 c (A)10ttgattcttgaagcaagaaaaagcagtgaaaagcttgc(A)14gataaaaaaagaaaaaagaaaaaag(A)1097 78722844 78722940 TGAATGAATCCTTGAACAGTGC AATTAGATGAGCGGGGCTTT 265

Ai06B17789 Araip.B06 17789 p2 (TC)6 12 78746887 78746898 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 176

Ai06B17791 Araip.B06 17791 p2 (TA)8 16 78749590 78749605 CCCATCTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 274

Ai06B17792 Araip.B06 17792 p2 (AT)7 14 78751966 78751979 AACACACAAATCACGGCATC TTAATTTTGTTGCGTGCCAA 280

Ai06B17795 Araip.B06 17795 c (A)10tttcg(A)10 25 78786950 78786974 TCGAAAATATCTCCCCCTTTT TAGAATAGGATGGGGGAGGG 183

Ai06B17796 Araip.B06 17796 c (ATG)7tgtgggtatggctataggttaatgcaatggaagaatatgcagagtataaccatgatgcaagaacagggcagcaccgtgtgcggtggagctccatgtcaga(ACC)5136 78792464 78792599 CAGCTGAATCCCTCTTACTTTCA GCCCCTTGACACTCTCAGAT 275

Ai06B17798 Araip.B06 17798 p2 (CT)6 12 78810149 78810160 AAAATTGATTTTCAAATGTGTTTCA GAAGGAGATGAGGGAGAAGGA 250

Ai06B17800 Araip.B06 17800 p2 (AT)10 20 78829784 78829803 CATCATCCAATCACAATCCA AAGTTTGTGGGAGGATCTACGA 272

Ai06B17801 Araip.B06 17801 p2 (CT)8 16 78839675 78839690 CTAACATCTCTCCCCCACCC TGCCTTTTTCTCTGTCCCTG 185

Ai06B17802 Araip.B06 17802 c (TA)6tg(T)10 24 78844486 78844509 CTTTGGGGAATTTTTGTCCC CTTGGGACATTGGTTGAGGT 213

Ai06B17804 Araip.B06 17804 p2 (AT)9 18 78890872 78890889 AAAAGAAAGTCAAAGAAAGATTTTGAA TTGCCCCCACTCTCATTTTA 278

Ai06B17808 Araip.B06 17808 p2 (TA)12 24 78905347 78905370 GGCTACGCCACTCTGATAGC ATTTTTGTTCCCTCGCCTTT 277

Ai06B17809 Araip.B06 17809 p3 (TTG)5 15 78921741 78921755 TCTTCTCGGTTGTTCAAGCA TTAGCAACAGGGCTTTTTGG 244

Ai06B17811 Araip.B06 17811 c (A)10tattaagtattaaataaggggatacaaaagaaaaaaaatatatatattaccccaaatgcaaaataaaaagaaccaatgcacatgggacaaaattc(A)13118 78935120 78935237 TGGGAAGCATGCTCATGTAA GATGAAGAGGAATGGTCGGA 213

Ai06B17812 Araip.B06 17812 p2 (CT)6 12 78936048 78936059 TTTTGACCCAGTTTTCAGCC ACATTGAACCTGGGATCGAG 206

Ai06B17818 Araip.B06 17818 p2 (AT)10 20 78971961 78971980 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 228

Ai06B17821 Araip.B06 17821 p2 (CT)6 12 79002228 79002239 TCATAAAGGAGCTCGCCAAT GCCTTCAGATGTAAAGCAACAA 280

Ai06B17823 Araip.B06 17823 p2 (CT)6 12 79008982 79008993 TAAGGGAGCTCGCCAATTTA GCCTTCAGATGTAAAGCAACAA 277

Ai06B17824 Araip.B06 17824 p2 (CT)6 12 79010268 79010279 TAAGGGAGCTCGCCAATTTA GCCTTCAGATGTAAAGCAACAA 277

Ai06B17830 Araip.B06 17830 p2 (AG)6 12 79052691 79052702 TTTTGAAAAAGAGGGGAGAATTT TCTTGTGATTTCTTGTGAATCAA 277

Ai06B17834 Araip.B06 17834 p2 (AG)6 12 79089448 79089459 TTGAACCCAAGGATTGAAGG TGGAAATCCAACAAGGGTTC 276

Ai06B17835 Araip.B06 17835 c (A)10(T)10 20 79102648 79102667 TGCATTGCATGATAGGTTGC GGCTCAAAACTCACATGCCT 224

Ai06B17836 Araip.B06 17836 c* (A)10(AT)8* 25 79103205 79103229 CTTGGGACATTGGTTGAGGT CCCATGATTCCCACTTTTTC 280

Ai06B17839 Araip.B06 17839 c (TA)8ttagttgcttaatgcaacccaaagttatatttatatatattagttgcttgatgcaacccagagctatatt(TA)7100 79139621 79139720 TCAGAGAAGAGAAAAGAGATACAGAGA TATAGCTATGGGTTGCATCAAG 236

Ai06B17841 Araip.B06 17841 c (CT)11a(TC)7 37 79147488 79147524 GTTCCCGACGCACTTATGTT GAGAGGGTGAAAAGGGAAGG 240

Ai06B17842 Araip.B06 17842 p3 (TTC)7 21 79148117 79148137 TGTGTGATCCACCAAGGAGA TCATCGTACCTTGGGTAGGC 265
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Ai06B17843 Araip.B06 17843 p2 (GA)6 12 79155483 79155494 GGGTTCGAATTATAAGAAGAAGAGA TTCCTTATCTTTTTCAAAACTACCTAA 276

Ai06B17845 Araip.B06 17845 p2 (TA)8 16 79173088 79173103 AGCTTTTGTTTTTCCTCGCC AATTCTTTCAAGGCAAGGGG 265

Ai06B17846 Araip.B06 17846 p4 (GTAT)6 24 79173460 79173483 CGTCCGCGTATCTTTCTGAT GAGTGAGCGGCAAGCTTAGT 273

Ai06B17850 Araip.B06 17850 c (TTC)6tttccaccaccaccgtcggaccaccaacttcggcaaccataatttcctttcc(T)1080 79201757 79201836 CCCATGCTTACGTGTCACTG TGAGATAAGAGGGGTAGGAAGAG 280

Ai06B17852 Araip.B06 17852 c (A)12gtaggcgaaaaaaatatag(A)1041 79207981 79208021 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 225

Ai06B17854 Araip.B06 17854 c (T)10c(T)10 21 79212147 79212167 TGGGGTAATTTTGTCCCCTT TGTGGGAAAACTGTGGAAAA 238

Ai06B17855 Araip.B06 17855 p4 (TAAA)6 24 79227418 79227441 GAGCGTGGTGCTTATGTTCTT CCATGATGGAGAAAGGGAGA 177

Ai06B17856 Araip.B06 17856 p2 (GC)6 12 79252046 79252057 CCTGGAGCACAACTCCTCTC TGAGAAAGGGAGTGAAACGG 149

Ai06B17863 Araip.B06 17863 p2 (GC)6 12 79304584 79304595 CCAGAGAGTTGTGCCCACTT GAAGGAAAACAGGGTGCAAA 196

Ai06B17864 Araip.B06 17864 c (AT)6gtaaataaaataaaaaaaatt(A)1043 79304805 79304847 TTTGCACCCTGTTTTCCTTC GCAAATGCAATAAAAGAAATTGG 241

Ai06B17866 Araip.B06 17866 p2 (AT)6 12 79306311 79306322 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 218

Ai06B17868 Araip.B06 17868 p2 (TA)6 12 79315137 79315148 AAGAAGGGCGAAACACACAG ATCACAACAATCCACCCACC 266

Ai06B17869 Araip.B06 17869 p2 (TG)8 16 79315866 79315881 GGGTTGTGTGTTCTTTGGCT TTCAGAATCACAACAATCCACC 208

Ai06B17870 Araip.B06 17870 p2 (CT)11 22 79323823 79323844 TCATAAGCCAATTTGGGAACA AAATGGGGAATCAAAGGGAG 255

Ai06B17871 Araip.B06 17871 p2 (TA)7 14 79338510 79338523 GGCATTTTTGTCCCCTTTTT TGAAAATCATGGGATTGGGT 172

Ai06B17872 Araip.B06 17872 p3 (TGA)5 15 79345529 79345543 TCCACTTGACTTTCCTTCATTG CAAGGAATTGCAGGGAGGTA 232

Ai06B17875 Araip.B06 17875 c (A)10c(A)10 21 79380714 79380734 GTGCTAGGTGGGAGACAACC GCGTGGATAGTGTATTCGCA 247

Ai06B17877 Araip.B06 17877 p2 (TA)9 18 79385378 79385395 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 267

Ai06B17878 Araip.B06 17878 p2 (AT)9 18 79399792 79399809 TTGGTGTCAATTGCATGTTTT AAACACAACGCTCTAGCCAA 259

Ai06B17879 Araip.B06 17879 p5 (TTTAT)5 25 79400973 79400997 CGAAAATCCTCACCCACATC CTTGGATGTCCAGCCTTAGC 212

Ai06B17881 Araip.B06 17881 p2 (CT)6 12 79404022 79404033 TTTTGTTTGTTTCTTGTCTTTTTCA TTTTTGTGAGTGAGGGAGAGA 275

Ai06B17882 Araip.B06 17882 p3 (TTC)5 15 79405871 79405885 CACACATCCCTCCATCTCCT CTTGCCTTCCCTTTCCTCTT 179

Ai06B17883 Araip.B06 17883 p3 (GTT)5 15 79422544 79422558 GAGGTGCTTGGTAGGTTTGG GATGGCTCCAACCAAGGATA 214

Ai06B17884 Araip.B06 17884 p5 (TTTAT)6 30 79426874 79426903 TCAAGCACAAGCCACCATAG GCTCGCATGGGTGATTTTAT 262

Ai06B17888 Araip.B06 17888 p2 (AG)7 14 79477672 79477685 GGGGTAGGGTTCGGGTATTA ACAGGATCCCCACCTACCTC 202

Ai06B17890 Araip.B06 17890 p2 (TA)6 12 79485853 79485864 GCATGCCCTTGAAACAAAAT CATTGCACTTTCATTATTCCG 275

Ai06B17898 Araip.B06 17898 p2 (GA)9 18 79518812 79518829 TTTGCAAATATCCACAAGCA TTCTTCCTTCTCCCTTCTTCC 255

Ai06B17902 Araip.B06 17902 p2 (GC)6 12 79539376 79539387 GAGCAGCTCAAAAATCACCC GGCGAGTATTGGATGGAAGA 273

Ai06B17903 Araip.B06 17903 p2 (AG)7 14 79565815 79565828 CGAAGCAGCATTGTTCTTGA AAGAGGGAGGAATTATGCGG 280

Ai06B17904 Araip.B06 17904 c (AG)7aa(AG)6 28 79565945 79565972 CGAAGCAGCATTGTTCTTGA AAGAGGGAGGAATTATGCGG 280

Ai06B17905 Araip.B06 17905 p2 (CT)8 16 79566079 79566094 CCGCATAATTCCTCCCTCTT TCCATTTCCATTGGGAGAAG 161

Ai06B17906 Araip.B06 17906 p2 (TA)11 22 79566663 79566684 CCACTGGAAGATGGCCTAGA CCACACTCATCCCAAAATCA 202

Ai06B17908 Araip.B06 17908 p3 (TCA)5 15 79568094 79568108 AAGACGCTGGAACAGAAGGA GCATTGCGGAACCAGTTATT 226

Ai06B17909 Araip.B06 17909 c (TTC)5tctatat(AAC)640 79568451 79568490 CAACAAGAAGAAGCGGAAGG TTGTCCCACAAAGTTCCTCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17911 Araip.B06 17911 p3 (TTA)5 15 79569099 79569113 GCCAGATTTTCTTCTGTGCC CCAGGCCCAATGCTTAAATA 271

Ai06B17913 Araip.B06 17913 p2 (AT)10 20 79571235 79571254 CCTCACCCTCTTATGTGGTCA TGCAAAAACTCAGCTCTCCTT 271

Ai06B17917 Araip.B06 17917 c (T)12ctg(A)12 27 79592317 79592343 TTGTGAACACTAAAGGGAGCA TTTGGCTCAATCATTTGCAG 240

Ai06B17918 Araip.B06 17918 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcacacccctttccccaacctccac(CTT)5101 79593083 79593183 CCCACGTTCTCTCAATGGAC CGGAGACAGAGAGGAGGTCA 276

Ai06B17919 Araip.B06 17919 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcacccctttccccaacctccac(CTT)5101 79595910 79596010 GTAGGGCCCATGTTCTCTCA TAAGAGAGAACGGGTGGTGG 257

Ai06B17920 Araip.B06 17920 p2 (AT)9 18 79597569 79597586 TGGGCACATATTCATGTATTGATT GGGCATTCTGTCCCTTCTTT 200

Ai06B17923 Araip.B06 17923 p3 (AAT)5 15 79643995 79644009 GCTGCCATCTCCTCTTCTTG TTTCGAAAATTCTCTTTACCTCTCA 272

Ai06B17927 Araip.B06 17927 p5 (AAGAT)5 25 79674177 79674201 AAAAGGGCCCAGATAGAGGA CCTGGGTGCTCCAGTGTATT 185

Ai06B17934 Araip.B06 17934 p2 (AG)6 12 79743752 79743763 GATCTCAGGGGTGGATCCTT ATTTTAGAAAGGGAGCCCGA 222

Ai06B17938 Araip.B06 17938 p2 (CT)6 12 79761355 79761366 GGAACATTGAACCTGTGATGAA AATCAGCGTGGCAGTTTTCT 242

Ai06B17942 Araip.B06 17942 p3 (GAA)5 15 79812178 79812192 CCCTCGAGCAAGAGAAGAAA CACCACTCACATCCATCCAC 269

Ai06B17943 Araip.B06 17943 p3 (AAT)5 15 79816424 79816438 TATTTTCGGCTGCCATCTTC CGAAAATTCTCCCTCTCTCTCA 277

Ai06B17946 Araip.B06 17946 p2 (AG)6 12 79832252 79832263 GAAAAAGGGGGAGATATTTTCG TCACTTTTTCCAAAAATTTGATTTC 171

Ai06B17951 Araip.B06 17951 p3 (GGA)5 15 79848784 79848798 GCCATTACCTTGCTTGGTGT AGAGCTCATGAAGGGCAGAA 189

Ai06B17952 Araip.B06 17952 p3 (TTC)5 15 79850468 79850482 CTTACCCTTGGCCGAATACA TAAAATGTTTGCTCGTCCCC 101

Ai06B17953 Araip.B06 17953 c (T)10gc(T)10 22 79863182 79863203 GCTTTTTGCTCTTGCCTTTG TGGCTCTTGAAGAATGATGAAA 200

Ai06B17956 Araip.B06 17956 p3 (GAA)5 15 79873347 79873361 CCCAGCTGAAGAGGTGGTAG TTGCAATTTGTGGAAATGGA 158

Ai06B17957 Araip.B06 17957 p4 (AAAT)5 20 79885864 79885883 AACCACTTTCCCTCTCCTCA CCAATGGAGGGTATGCAGAT 238

Ai06B17959 Araip.B06 17959 p2 (AC)6 12 79903321 79903332 AGGAAGCGTGAATTGTTGGA TTGGTTGCCCTTACCCTACA 228

Ai06B17961 Araip.B06 17961 p2 (TA)8 16 79911765 79911780 AAACGTAGTCAACTTGTGGGG CTTCTTGAACAGGTCAGGGC 230

Ai06B17965 Araip.B06 17965 c (TA)6ttagttgcttaatgcaacccagagctatatt(TA)655 79927836 79927890 GAGAGCAGAGTAACCAGAGCAGA CTCTGGGTTGCATCAAGAAA 183

Ai06B17966 Araip.B06 17966 p2 (CT)6 12 79930251 79930262 TGAGCCATGTCTAATTCCTGG GAAAAAGAGGGGAGATATTTTCG 273

Ai06B17967 Araip.B06 17967 p3 (TAT)5 15 79930592 79930606 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai06B17968 Araip.B06 17968 p3 (GAA)5 15 79955794 79955808 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai06B17969 Araip.B06 17969 p3 (ATT)5 15 79960581 79960595 TCCAATGGTGGGGATAGAGA AACAGGAAGAGGAGATGGCA 119

Ai06B17972 Araip.B06 17972 p2 (AT)15 30 79971874 79971903 TTTCTAAGATATCACGGGACCTTC TAGTCACTGCTTTGTGGCGT 204

Ai06B17973 Araip.B06 17973 p2 (AG)6 12 79977624 79977635 AACACGGAATAATTCTCAGATCAA GGCCCAGATCCAAGTACAGA 274

Ai06B17974 Araip.B06 17974 p2 (TA)7 14 79978501 79978514 ACCCTTCCCCTTCTTCTCAA TAGTAGTGGGTGGGAGGTGG 149

Ai06B17980 Araip.B06 17980 p2 (AG)6 12 79999262 79999273 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai06B17984 Araip.B06 17984 c (AAAT)5aaaataaaaaaatt(TAAA)658 80052188 80052245 TGTGGGAAAACTATGGGAGC CATTGGCGTAATTTTGTCCC 228

Ai06B17985 Araip.B06 17985 p2 (AG)6 12 80062322 80062333 GGGTTTGGGAGGGAAAGTAA TTGGTGCAGGGATGAAAAAT 170

Ai06B17986 Araip.B06 17986 p2 (GC)6 12 80094139 80094150 TCAAAGTTCCAGGAAAGCGT TTTTTGGAAAATGAATGATGAAAA 233

Ai06B17988 Araip.B06 17988 p2 (AG)6 12 80131037 80131048 AAGCCAGAGAATGGGGAAAT GGAACATTGAACCTGTGATTGA 177

Ai06B17990 Araip.B06 17990 p2 (AG)6 12 80153036 80153047 GTTTGGGAGGGAAATTGGTT GAAAAATCCTTGGCACCTCA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B17993 Araip.B06 17993 c* (A)10(AT)8* 25 80193545 80193569 GGTAGCACTAGCACTCCCCA TGTTGTCTGGTTGGTTTGGA 222

Ai06B17996 Araip.B06 17996 c (A)10gtggttgcacgacgcgaccgcatgccccatgcgatcgcgtcatatcgcgaaaagcaccacccatgcgaccgcgtgacccacgcggccgcgtg(AT)7116 80214084 80214199 CATGGTATGGTCGCTTCCTT GTTCGTTGGATCCTTACGCC 274

Ai06B17998 Araip.B06 17998 c (AG)9taaagaaggaagacaaatacaaaaacttggaacagtacaaaataacaaagtcacccaagtattcctctccataagttgatcaag(A)10112 80226707 80226818 TTTGGTAAATGCACAGTTTCTGA TTGATCAACACATCAAGAACCA 260

Ai06B17999 Araip.B06 17999 p2 (AG)6 12 80229809 80229820 GTGGGTCAAACGGACCTAAA AGTGTCACCCCCTTCCTTCT 146

Ai06B18014 Araip.B06 18014 c (CT)6aattttcgaaaatatcttccctcttttttcaaaaaaatttcg(T)11aactaattatttttaattttttttacg(A)11103 80315008 80315110 TTGTTTCTTAACTTTTTCAAAACTACC CTGTTCATTTCCACTTATGTCCA 278

Ai06B18016 Araip.B06 18016 p2 (TC)6 12 80320511 80320522 AACTGTGTCCTGGGTGACCT TCATACACCAAGCAATGGACA 240

Ai06B18017 Araip.B06 18017 p3 (AAT)6 18 80320959 80320976 GGTATACTTGGGAAATTCGGG TGTCCCCTTTCATTGCTTTC 208

Ai06B18018 Araip.B06 18018 c (A)10tttcaaaaatttctcctttgttttcg(A)1046 80327933 80327978 TCGAGTTTGGACAACTGACG TGGAAGCCCCAGTCTAAATG 247

Ai06B18019 Araip.B06 18019 p3 (TCT)6 18 80330538 80330555 CCATTCATGGTCATCCCTTC TCTGGCCTTAGGTGCCATTA 195

Ai06B18020 Araip.B06 18020 p2 (CT)6 12 80338008 80338019 GGAACATTGAACCTGGAATGA TTTTTGACCCAGTTTTTGGC 215

Ai06B18021 Araip.B06 18021 p2 (AT)6 12 80342763 80342774 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 221

Ai06B18028 Araip.B06 18028 p3 (TGG)5 15 80357111 80357125 TTCACAATTGCATTCCATTCA TCGCATTTTCGTTCTTTTTC 273

Ai06B18029 Araip.B06 18029 c (T)16cacgaaaataacaaagaaacaaaataacatccggtgcaacgctcatatcgttattcggtataagccggtggactgaaattctcaaccaactcttg(T)12123 80365570 80365692 TAGGATCCTCGTGGCTGTCT AAATCCCCATCGTAACACCA 225

Ai06B18036 Araip.B06 18036 p2 (GA)8 16 80392270 80392285 CAGAGAAGGAGAGAGGGTTCG TTCGAAAACTCCTCACCACA 249

Ai06B18039 Araip.B06 18039 c (TA)11(CA)9 40 80405985 80406024 AATCAGCCTCATGTGCTCAA CCTAAGGAGTTGCCACTGGA 231

Ai06B18041 Araip.B06 18041 p3 (ATT)5 15 80407471 80407485 TTCATGGAGCATGTTGAAGC CGGAGTCCTTTCAGGTTCTG 225

Ai06B18042 Araip.B06 18042 c (A)10gaagaaaaaagggggcgaaaaaaaatag(A)1048 80407921 80407968 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 232

Ai06B18045 Araip.B06 18045 p2 (TA)11 22 80415477 80415498 TGAAGTTGAGGGTCTTGGCT ACACCTTCACACCACAAGCA 226

Ai06B18046 Araip.B06 18046 c (T)10cttt(TA)6 26 80420200 80420225 TGGGGTATTTTTGTCCCCTT TTTGGGTATGGGAAACTTGG 228

Ai06B18050 Araip.B06 18050 p3 (TGT)5 15 80452001 80452015 TGGGATTGCTTTAGGTGAGG CCCAACCAAGGGTAGAATCA 191

Ai06B18052 Araip.B06 18052 p2 (TA)6 12 80489521 80489532 TGAGACAGCACGTTGAGCTT TTCCCTCCTTGATCCACTTC 226

Ai06B18053 Araip.B06 18053 p2 (AT)6 12 80502638 80502649 ATGCCACAAGCACATGGTTA GCAGTGAAAAGCTTGCAAAA 212

Ai06B18054 Araip.B06 18054 p2 (GA)6 12 80519950 80519961 TGGATGTGAGTGGTGAATGG CATGGTTCTGGTGTTCAACG 275

Ai06B18055 Araip.B06 18055 p2 (AG)8 16 80521808 80521823 ACAAATGGAGAAGGGGGTTC CGAAAATATCTTCCCTCTTTTTCA 237

Ai06B18056 Araip.B06 18056 p2 (AG)6 12 80521978 80521989 TCGAATTTGGGTGAGATGAA TCTTTGTTTGTTTCTTATCTTTTTCAA 278

Ai06B18060 Araip.B06 18060 p2 (TA)19 38 80554441 80554478 CCCATCTCAACTGTAAAAGTGC TCAGCAACTTGGTGTTGACC 243

Ai06B18062 Araip.B06 18062 p2 (TG)9 18 80566008 80566025 CATGCGAATCTGAGCACTGT GGGACAAACGGGCTAAAAAT 243

Ai06B18064 Araip.B06 18064 p2 (AT)8 16 80570118 80570133 AGCGAACAACAAGGAAGCAT TGGTCCCTGAAAACGAAAAG 147

Ai06B18069 Araip.B06 18069 c (T)10agtaaagatataaaaattttaaatttttagtgaatttgttttgtgtttataaaaaat(A)1077 80573735 80573811 CATGCTACGTTAGGGGGTTT GTCCATGTCGTTGGTACGTG 258

Ai06B18070 Araip.B06 18070 p2 (CT)6 12 80578326 80578337 TCCTGGGATTTTGATTGAGG CTCATGCAATTGACACCAAA 181

Ai06B18071 Araip.B06 18071 p2 (CT)6 12 80578506 80578517 TTTTCTGTTCTCTCTCTCACCAAA AAAGGTGCTTGCTGGATTGT 263

Ai06B18072 Araip.B06 18072 p3 (TTC)5 15 80580278 80580292 AACCTTACCCCCTTCCTTCC GCTTTTGTCTTCCCTTTCCC 274

Ai06B18074 Araip.B06 18074 p2 (AG)8 16 80585853 80585868 GCTGAGTGTGGCAGAGATGA TCTTCCCTCATGTCCAAACC 163

Ai06B18077 Araip.B06 18077 p3 (CTT)5 15 80605931 80605945 TGGGAAAGGAGCTCTGTTGT ATGATCCCTTTTCCAAGGCT 167
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Ai06B18078 Araip.B06 18078 c (AC)8tttatacaatt(A)1037 80607621 80607657 TTTCAAGGTTGTAATGGGGC TGAATAGGGGACAAAATGCC 256

Ai06B18079 Araip.B06 18079 p2 (TA)12 24 80607810 80607833 GGCATTTTGTCCCCTATTCA TAGCGGTGTGTGTGTGTTGA 219

Ai06B18080 Araip.B06 18080 p2 (AC)6 12 80607963 80607974 CCAAGAATTTCACCTTTTCCC GCTCACTCAACCCAAAGAGC 198

Ai06B18081 Araip.B06 18081 p2 (TA)14 28 80608599 80608626 CCCTATTTTCGATCAAACCAA TTTATTGCACTTTTGGATTCTTG 243

Ai06B18083 Araip.B06 18083 p3 (GAA)5 15 80631979 80631993 AGCTGTTGGCTTGTGCTTTT AACCTCCTAGGTTGAGGGGA 243

Ai06B18084 Araip.B06 18084 p2 (CT)6 12 80647522 80647533 TTTGATTTTCAAATTTGTTTCAACT AATGAGATGGGAGAGGGAGAA 262

Ai06B18085 Araip.B06 18085 p3 (TAT)5 15 80647850 80647864 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 203

Ai06B18086 Araip.B06 18086 p3 (TCT)6 18 80651161 80651178 CATCTCTCTCTCCCACCCAA GGTGCCTTCAATGGTTATGG 179

Ai06B18089 Araip.B06 18089 c (A)10gg(A)10 22 80658105 80658126 CCAGCCAGGATTCAACAAAT TCGAGTTTGGACAACTGACG 218

Ai06B18092 Araip.B06 18092 p2 (AT)6 12 80681753 80681764 AAGATGATTCGCCTCCCTTT CCCCCTATCCTAACCGTGAT 255

Ai06B18093 Araip.B06 18093 p2 (AT)13 26 80690263 80690288 TGTGGAAAAAGTGGGTCTGA TTTGGGGTATTTTGTCCCCT 232

Ai06B18094 Araip.B06 18094 p2 (AC)6 12 80693765 80693776 AGCATGTACCCAATTCCCAA ACAAGCCTTAAAGCGGAAAA 164

Ai06B18096 Araip.B06 18096 p3 (TTC)5 15 80700992 80701006 GCCGAAACATATCTCCCTCA ACTCGGAGGTGGAAGCTTTT 205

Ai06B18097 Araip.B06 18097 p3 (AAT)27 81 80716073 80716153 TTGAAAGATGGAAAGGTCCG TGAAAATAGCACCGGTTTCC 174

Ai06B18098 Araip.B06 18098 c (AC)7g(CA)7cg(CA)745 80719071 80719115 AGTTAGCACGCGATCGATTT TAGGCTAGTTCGGATGCCAG 269

Ai06B18099 Araip.B06 18099 p3 (AAC)12 36 80723642 80723677 TTCTAAATTCATCAAGGAATACCG CATGCACAAGGCGAGAATTA 226

Ai06B18105 Araip.B06 18105 c (T)10ctttttctttctttttttcgc(T)1041 80779730 80779770 TGCATTTTGGTTTAAAGGGC TTTTGATGTGGTGGCAATACTC 279

Ai06B18107 Araip.B06 18107 p2 (TC)12 24 80799761 80799784 TGAAGATTTGTCAGCGTTCG GAGGGAGAGATTGGAGGAGG 275

Ai06B18111 Araip.B06 18111 p2 (TA)6 12 80843348 80843359 ATTTTGCACTTTGGGCTTGT GCAATGTGAATCTTAAATGCCT 280

Ai06B18112 Araip.B06 18112 p2 (AT)10 20 80843981 80844000 TGCATTGGTATGTTGCTTTTG AGGTATGGCCAAGTGAGCTA 261

Ai06B18113 Araip.B06 18113 p2 (TA)8 16 80844578 80844593 TGCTTGTCTTGCAAGTTTGTG GCATGTCCTCATGCTAAGCTC 270

Ai06B18115 Araip.B06 18115 p4 (AGTT)5 20 80871322 80871341 TGCCACCAATGTGCATATAA ATTTTCCAATGCCTTCCCTT 257

Ai06B18117 Araip.B06 18117 p2 (AT)23 46 80878592 80878637 CGCGTTCCTTCTTCTTTACG ACGTGCGTCTCCCACTACTC 188

Ai06B18118 Araip.B06 18118 p3 (GAA)5 15 80890211 80890225 GCTTTTGTCTTCCCTTTCCC CCTCTCTCCCTCTCCTCCAT 179

Ai06B18120 Araip.B06 18120 p3 (ATT)5 15 80917057 80917071 GTTTGCTCCAATGGTAGGGA AGCAGGAGCAAGGACAAGAA 246

Ai06B18125 Araip.B06 18125 p2 (GA)6 12 80933848 80933859 AGGAGATGGAGGGATGTGTG ACCCCACAGGATCATCTCAG 231

Ai06B18130 Araip.B06 18130 p2 (TA)27 54 80963043 80963096 GGACCGTGCAACGTTTAAGT AATCAATGGAATGCCCTAAAA 230

Ai06B18133 Araip.B06 18133 p2 (CT)7 14 81006830 81006843 CCATAATCCAAACCCGAAAA TTGCAGTTCCACCAATACCA 236

Ai06B18134 Araip.B06 18134 p3 (TTC)5 15 81015893 81015907 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 181

Ai06B18135 Araip.B06 18135 c (A)10taggcg(A)12 28 81018536 81018563 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 204

Ai06B18138 Araip.B06 18138 p2 (TA)11 22 81046016 81046037 TTCAATATGCTCCTTTCACACA TGCCAAAATAATCAATTAGGATGT 144

Ai06B18139 Araip.B06 18139 p2 (CA)7 14 81049246 81049259 TATGTCTGCCCATGCACACT ATAGATACGTGCAAACGCCC 237

Ai06B18144 Araip.B06 18144 p2 (TC)6 12 81101232 81101243 AGCCTTAAGTGTGGGGAGGT TGCGAGCAACTACTACTCATGC 121

Ai06B18147 Araip.B06 18147 p2 (AT)13 26 81140838 81140863 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 272
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Ai06B18150 Araip.B06 18150 p3 (TAA)5 15 81159480 81159494 TGGTGTCAATTGCATGTTTTT GAAAGAAAGACTCAAAGGAGCAA 276

Ai06B18152 Araip.B06 18152 p2 (GT)6 12 81182027 81182038 AACCCATATGGCCAACCTTT CCCACAAATTCTCCCACACT 184

Ai06B18154 Araip.B06 18154 c* (A)11gagaaaaag(A)10(AT)10*49 81216879 81216927 GGGGACTTTGGTTGATGAGA TTGGGGTAATTTTGTCCCCT 208

Ai06B18155 Araip.B06 18155 p2 (GT)9 18 81217083 81217100 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 233

Ai06B18156 Araip.B06 18156 p2 (GT)6 12 81219249 81219260 ATCCGATCATCAGTGACGTG TGTTGGAATGAGGTGGATCA 167

Ai06B18157 Araip.B06 18157 p2 (AT)7 14 81219672 81219685 TTAAGTGTGGGGAGGTCGTC GCTCAAAAATCATGTTCCACAA 254

Ai06B18158 Araip.B06 18158 p2 (AT)8 16 81220285 81220300 GAGTTGGGAACATTGGGTACA CCCAACTCTCCCAAAATCAA 220

Ai06B18160 Araip.B06 18160 p2 (AT)8 16 81222800 81222815 TTGAAAAATATTGGGAATTGGG TGCATTCTCTCCTTGATCACC 241

Ai06B18162 Araip.B06 18162 p3 (AGA)6 18 81232128 81232145 GAAGCATTGTCACCACATCAA CCGAATACACACTCCCATCC 151

Ai06B18168 Araip.B06 18168 c (A)10gaagaagatggtgatgatgat(A)1142 81312997 81313038 CCTCTTTCAAGTAATTTTGCAGC CTCTTCCTCTTCCTCCTTCTCA 211

Ai06B18169 Araip.B06 18169 p2 (CT)7 14 81324877 81324890 CTTCCCCTCACCACTAACCC TGATTGTTGCTGTTGTTGGA 256

Ai06B18171 Araip.B06 18171 c (GA)12gg(GA)9 44 81325583 81325626 TACCCTTGCTGAAAACCACC TTCAAACTCGGCCTCTGTCT 234

Ai06B18173 Araip.B06 18173 p3 (TCA)5 15 81330924 81330938 TCATCATCATCACTCTCTCTAACAA ATGAGTTTAGAGGACGGCGA 212

Ai06B18174 Araip.B06 18174 p2 (GA)6 12 81349127 81349138 AGAGAGGGAGAGAGGGTTCG CCAATTTTTGAAAATCACTAACCA 255

Ai06B18177 Araip.B06 18177 c (A)10g(A)10 21 81361068 81361088 TGTGGGAAAATTTGGGACAT TTCACTTTGGGCCATTTTGT 262

Ai06B18178 Araip.B06 18178 c (A)10gcagcgaatagaaaaagcttgcagaaaaaat(A)1152 81378973 81379024 TTTGATGTGGTGGCAATACC TTGGCTTTTTCTGCTTGCTT 260

Ai06B18179 Araip.B06 18179 p2 (TG)6 12 81382595 81382606 CACAGAGCGTGCTAGTGCTC CACGCACACCCTGTGTATTT 102

Ai06B18182 Araip.B06 18182 c (TAT)5ttttat(TTA)1051 81410383 81410433 GGCATTTTTGTCCCCTTTTT TGGAAAAGTTGGGTACATTGG 276

Ai06B18187 Araip.B06 18187 c (T)10gagttttattttattttatttcattgaacctggaattactcataacatccatattattttgcattctgcatactgcat(A)1098 81432723 81432820 GTGCTAGGTGGGAGACAACC TTTTCTTCACAACGCACTGG 228

Ai06B18189 Araip.B06 18189 p2 (AG)6 12 81436350 81436361 CAGCGTGGCAGATTTTGTAA AAAAGGAACATTGAACCTGGAA 267

Ai06B18193 Araip.B06 18193 p2 (CT)6 12 81483176 81483187 GGAACATTGAACCTGTGATGAA TTTTGTCCCAGTTTTCTGCC 200

Ai06B18194 Araip.B06 18194 p2 (AT)6 12 81484548 81484559 TTTGAATTTTGTCCCGTGTG GGAAGCATGCTCATGTGAAA 153

Ai06B18197 Araip.B06 18197 p3 (TTC)5 15 81505040 81505054 TGATGGTTTATCAGGCCCTC GCCCTCGAGCAATAAACAAA 140

Ai06B18198 Araip.B06 18198 p2 (GT)6 12 81508404 81508415 AAAAACGTTTGTACGTGGAGAA TGTTGTATGAAGGAAGAGAAAATGA 261

Ai06B18201 Araip.B06 18201 c (AT)6(GT)26 64 81516778 81516841 AGCGGCATACTTTGAGAGGA ATTTCAAAAAGCGCAAAACG 251

Ai06B18202 Araip.B06 18202 p2 (TA)30 60 81517433 81517492 GCAAAGGTTTAAGGGCAGAA CGAATACGAACCGAAATCCT 280

Ai06B18204 Araip.B06 18204 c (T)10ctttttc(TA)8 33 81536772 81536804 GGCATTTTTGTCCCCTTTTT CTTCGGACATTGGTTGAGGT 221

Ai06B18209 Araip.B06 18209 p2 (AT)21 42 81552909 81552950 TTGTTGCTTTACTTTGGGGC TTGTTGCTTTACTTTGGGGC 272

Ai06B18210 Araip.B06 18210 p2 (AG)6 12 81556149 81556160 CAACATCCATAGAAAATGGCAA CCCTCTTCACCACGTCTCTC 260

Ai06B18215 Araip.B06 18215 c (A)11g(A)10 22 81600090 81600111 TGAAAAACAAAGCTTGCGAA GCCTTGGATCCTTTTTACCC 118

Ai06B18216 Araip.B06 18216 p4 (AAAT)5 20 81607705 81607724 CGAAGATTGCACCCTGTTTT TGCAAATGCAATAAACAAAAGAA 208

Ai06B18217 Araip.B06 18217 p6 (TTTTCT)5 30 81622230 81622259 TTCACTTGACACCTTCACGC AAGCAAAAGCTTGCGAAAAA 273

Ai06B18220 Araip.B06 18220 p4 (AAAT)5 20 81660579 81660598 GTGCGAAGATTGCACCCTAT TGCAAATGCAATAAACAAAAGAA 212

Ai06B18222 Araip.B06 18222 p3 (TGA)5 15 81675041 81675055 TTGATGCATGAAACCCATTG TTTTGGAGTTCGCTTGCTTT 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18224 Araip.B06 18224 p2 (TA)6 12 81726013 81726024 GTCCAAGCATTGGTGGAAGT GCAACCTAGCAATCAAAGCA 238

Ai06B18228 Araip.B06 18228 p2 (TC)6 12 81735514 81735525 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 217

Ai06B18229 Araip.B06 18229 p3 (TCT)5 15 81737773 81737787 AGCCCTCCATTCTTCCTCAT TTAGAATGTTGCTCGCCCTC 139

Ai06B18231 Araip.B06 18231 p2 (TC)7 14 81746404 81746417 AAAGCAAAGGCACAGAAGGA GGCAGATAGCAGTGAGGGAG 257

Ai06B18232 Araip.B06 18232 c (TAC)6caccaaattccccagtaagtatttcttccttttcacagtgttttcctttttcccttcctcccttatactgg(A)1099 81747031 81747129 AACCCAACAGCAAAGTCACC AGCAACTCAAGGCCAGAAGA 195

Ai06B18234 Araip.B06 18234 p3 (TGG)5 15 81749662 81749676 TGTAGGTCCTCTGGGAGTGG GCAGCATTATTTCCAGGCAT 254

Ai06B18237 Araip.B06 18237 p2 (AT)9 18 81761798 81761815 GCCTGTAGCACTGCAAACAA GGAATAGGGGCAAGAATGGT 257

Ai06B18241 Araip.B06 18241 p2 (GT)9 18 81766726 81766743 GAGAAGCGTGACACTGACCA TTCATCGCTACCTGCCTTCT 168

Ai06B18245 Araip.B06 18245 p3 (ATT)5 15 81778583 81778597 TCCCGAATCTCGAGAGAAGA TGTCGTGATTCGAAACTGTTG 258

Ai06B18247 Araip.B06 18247 p3 (GAT)5 15 81781324 81781338 CAAGGTGTGGTTTCGGTTTT TCAAGCCTCAACACCTACCA 245

Ai06B18248 Araip.B06 18248 p4 (AAAT)6 24 81794993 81795016 CATTCGAGACTTGGACTCATTT CATCACACATGAACAAATTCCA 149

Ai06B18250 Araip.B06 18250 c (AC)6(TC)15 42 81798561 81798602 TTTTGACATATTCACCTTCCTTTG CAGGTTTCAATGGAGAATTTTTG 265

Ai06B18257 Araip.B06 18257 c (T)11aattagaataaagaaaaacaaatataaattaacaagaattaatctaatatctgaaaatctagtaccaaatgatacggaacgtaacccaagataag(A)12118 81807814 81807931 GTTGTCTGGCCTTTGTCTCC CTGAACAAATAAAAGCTCATGCT 258

Ai06B18262 Araip.B06 18262 c (GA)7gtgtgagta(AG)635 81813331 81813365 GCGAGTGTTGAGGAAGAAGG TGCTCTCCGTGTGACAAAAG 166

Ai06B18264 Araip.B06 18264 c (AT)13(AG)17 60 81829190 81829249 CTCGCGTCGTAAAGAAAAGG GTGAAGGCTTCTTCACTGGC 268

Ai06B18265 Araip.B06 18265 p2 (GT)6 12 81833231 81833242 GCTACAAACGGCTCGTCAAT TCGGGCGTTAGTGTTAAAGG 264

Ai06B18266 Araip.B06 18266 p2 (GT)6 12 81840609 81840620 CAAACTCAAAATGCGCAGAA CCATTCAACACAACACACCC 252

Ai06B18271 Araip.B06 18271 p2 (TA)6 12 81850103 81850114 GGGTCATCAATAATCCCAACC GATTTGGGGCATGCTAAAAG 269

Ai06B18272 Araip.B06 18272 p3 (ACT)5 15 81851845 81851859 AGAGCGATGGCAAGAATCAC ACATCACGGACACATCAGGA 132

Ai06B18273 Araip.B06 18273 p2 (TA)20 40 81856664 81856703 CTTTTCTTTGGGGCCTTTGT TGGGTAAACACCATGCATTC 184

Ai06B18277 Araip.B06 18277 p2 (TC)6 12 81874017 81874028 GCACCTTCGAACAGTAAGCC CTTTCGCTGTTCTCCTCGTC 256

Ai06B18278 Araip.B06 18278 p3 (GAA)5 15 81883610 81883624 GCCCTCAAGCAAGAGAAGAA CCATCCACTCTTCCCCATAA 252

Ai06B18279 Araip.B06 18279 p2 (AG)9 18 81885533 81885550 TGAATAGAATAAGATGAGAGAGGGAAA TTGATTTTCAAATTTGTTTCAACT 274

Ai06B18284 Araip.B06 18284 p2 (TA)10 20 81905515 81905534 AGTTCGTATAATATGGAATAAGCTGTT ATGTGTTTGAATGCGGATGT 104

Ai06B18285 Araip.B06 18285 p2 (AT)7 14 81909732 81909745 AGAAGCAGGATTGCAGGTGT TTCCATGCCTTGTGCAATTA 277

Ai06B18287 Araip.B06 18287 p4 (ATTT)11 44 81912317 81912360 ATGGGGATGCATTTCAACAA TGTGAACTTGTGTGTGGGCT 280

Ai06B18288 Araip.B06 18288 c (A)14ttaatgaagcatgttaaatgttaagcc(A)1455 81913156 81913210 AAAGGGGGAGGAAATTCTCA GAGCAATCCTCGTATTTCCG 243

Ai06B18291 Araip.B06 18291 p2 (TA)9 18 81915992 81916009 GCACATCACTAGGCGTCTGA TCTAACCCAACCTGCGAAAC 237

Ai06B18292 Araip.B06 18292 p2 (CT)12 24 81918369 81918392 CCCTCCTTCCCTAGTTCTCG CAGAAGGGCGAAGAAACAGA 162

Ai06B18300 Araip.B06 18300 p3 (TTC)31 93 81938378 81938470 AACACAACCCCTCTCTCCCT CATGACTCGGAGGTGGAAGT 272

Ai06B18305 Araip.B06 18305 p2 (AG)6 12 81957362 81957373 TTTTAAGCTTATTTTCTTTCTTGGA TTGTTATTCTTTCAATGCAATGTTT 258

Ai06B18306 Araip.B06 18306 p2 (AG)6 12 81957546 81957557 GCCCAACGTTTGGAATATGT TTTCTTGACATACGGTGGGG 276

Ai06B18307 Araip.B06 18307 p3 (AAT)5 15 81961450 81961464 GGTGTTGTTGATGTGGATGG AACATTCCCAAACCCTCGTC 168

Ai06B18308 Araip.B06 18308 p2 (TC)6 12 81983586 81983597 TTCACCCATTTGTTCTTAATTTGA TTCTCATTTCTGAATGAAAGCG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18310 Araip.B06 18310 p2 (TA)6 12 81991044 81991055 CAAAATCCAGTGAGGGTTCAA CCGGTTTCCTTAAAGCTCAG 233

Ai06B18311 Araip.B06 18311 p2 (TC)6 12 81991512 81991523 AAAGTGTGGGAATGAACCCA TCGGGGTTTAGAAGGTGAGA 279

Ai06B18312 Araip.B06 18312 p4 (TTTA)6 24 81996562 81996585 CCATGATGGAGAAAGGGAGA TTTCGAAAATCTTCACCCATC 128

Ai06B18320 Araip.B06 18320 c* (A)10(AT)9* 27 82030930 82030956 TTGATTTTGGGAGAGTTGGG GGCATTTTTGTCCCCTTTTT 256

Ai06B18322 Araip.B06 18322 p2 (TA)9 18 82064036 82064053 AAATAGTCCATTATCTCCCTAACGA TTGGATAACCGGTCCATTTC 219

Ai06B18329 Araip.B06 18329 p2 (GT)6 12 82112467 82112478 AAAAACTGGGCAGGGAAACT AATTGGGTCCAAGTCCAACA 250

Ai06B18330 Araip.B06 18330 p2 (AT)6 12 82117766 82117777 GCATTTCGGGTGACAAGTTT CATGGTTGTGTGTTCTTGGC 249

Ai06B18332 Araip.B06 18332 p3 (CCG)5 15 82119506 82119520 CTCACCCACGGTACACACAC TGCGTTCGACCTCTCTCTCT 203

Ai06B18333 Araip.B06 18333 p2 (GT)6 12 82122940 82122951 AACGGGACTTACTGCAATGG TCTCACAACCAATGTCCCAA 163

Ai06B18338 Araip.B06 18338 p2 (CT)6 12 82136492 82136503 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGAGCTGAGATGTGGGA 278

Ai06B18339 Araip.B06 18339 p2 (TC)6 12 82136656 82136667 TCGGAAATCACTAACTCTTTTTCA GTTCTTGTCCTTGCTCCTGC 260

Ai06B18340 Araip.B06 18340 p3 (AAT)5 15 82137000 82137014 GCAGGAGCAAGGACAAGAAC AAATTGTTTGCTCCAATGGC 250

Ai06B18341 Araip.B06 18341 p3 (TTC)5 15 82139702 82139716 TTCAAAATCAATTCCCCACC CTCGAAGGTGGAAGCTTTTG 242

Ai06B18343 Araip.B06 18343 p3 (TTC)5 15 82149984 82149998 TATCCGCTCATCAAACACCA CTTGCTGGGAAGAGACCAAG 251

Ai06B18344 Araip.B06 18344 p3 (CTA)6 18 82152746 82152763 AGTTGGGGTTCAATGGATCA GTGCTGGCGTTGGAGTACAT 279

Ai06B18345 Araip.B06 18345 p2 (AT)6 12 82159504 82159515 CCAAGTTCAGCGTGGAGAAT TCGCAGGCTAAGTTGGAAGT 256

Ai06B18346 Araip.B06 18346 p2 (AG)6 12 82162767 82162778 CCAACAATTTCTGGGCTGTT GGAACATTGAACCTGAAATTGA 239

Ai06B18348 Araip.B06 18348 p4 (AAAT)8 32 82168071 82168102 GTGGGGAAACTTTGGAAACA GCATTGGGGTAATTTTGTCC 238

Ai06B18349 Araip.B06 18349 p2 (AG)6 12 82169418 82169429 GCAGATTTCACCCCCAGTTA GGAAGCGTGAGCTTTGGTAG 223

Ai06B18350 Araip.B06 18350 p2 (CT)6 12 82219331 82219342 ATTTTAGAAAGGGAGCCCGA GATCTCAGGGGTGGATCCTT 222

Ai06B18351 Araip.B06 18351 p2 (CT)6 12 82221575 82221586 ATTTTAGAAAGGGAGCCCGA GATCTCAGGGGTGGATCCTT 222

Ai06B18353 Araip.B06 18353 c (A)10(T)11 21 82239305 82239325 CCTCAAACTTCTCTTCCCCC GGGGAATTATGCATGCTTGT 204

Ai06B18354 Araip.B06 18354 c (T)12gttttcaggacttggagtaggcttttcaaattggtgaagaagttagtcacc(A)1174 82244139 82244212 AGATCCCAATTCCCAAATCC AACCCATGGACCATTTTCAA 276

Ai06B18355 Araip.B06 18355 p3 (TCT)5 15 82250828 82250842 ACCCACCCACTCAAATTCAA CCCGAGCAAACGTAGAGAAG 144

Ai06B18357 Araip.B06 18357 p2 (AG)6 12 82258456 82258467 ACACACGCATGTCAAATCAA CAATAATGTCCCCCTCCTCC 256

Ai06B18361 Araip.B06 18361 p3 (ATT)5 15 82312466 82312480 GTCTCCCCCTCTTCTTCCAC CGGAGTCCTTTCAGGTTCTG 161

Ai06B18369 Araip.B06 18369 c (T)10cttttttttcgcatatatcc(T)1040 82348450 82348489 CACCCTTGCCTTTTGGTTTA GGCTCTTGAAAGAATGAGGG 192

Ai06B18374 Araip.B06 18374 p2 (TC)6 12 82367063 82367074 TCGAAAATCCCTCCCTCTTT TCGAATTTGGGTGAGATGAA 198

Ai06B18375 Araip.B06 18375 p3 (TAT)5 15 82367240 82367254 GAACCCCCTCTTCCATCTGT TTCAGGTTCAGGGTCTGCTT 204

Ai06B18376 Araip.B06 18376 p3 (TCT)5 15 82370367 82370381 CCCTTTTCCAAGAACCCTTC TAGAATATTGCTCGCCCTCG 229

Ai06B18378 Araip.B06 18378 p2 (TA)7 14 82390540 82390553 GGCTCAAATCTCACTTGCTTG GCGATTTTGGGTGACAAGTT 271

Ai06B18381 Araip.B06 18381 c (AT)12tttcaatgcacatggtaatttaattatttgatttcacatgagcatgcttccaaaattttcaaataacttattcaatttaattcccttttttttg(T)10128 82405381 82405508 TTTGTCCCATGTGCATTGAT TCCCAAGTTGAATCCTTGGT 255

Ai06B18383 Araip.B06 18383 c (TA)7(TG)11 36 82429827 82429862 CCGTTCGTGACCAGTGTTTA GGGTTGACTAGATTTTCAGCAA 267

Ai06B18384 Araip.B06 18384 p2 (AG)6 12 82447827 82447838 TGAGGGGAGAATGAACCAAG TCCTAAATCTAGAGAGAGGAGAGAGC 100



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18385 Araip.B06 18385 p2 (CT)9 18 82457895 82457912 GTGAAGCGGTGATGATGATG TATGCAAAGGGAAAGGATGG 250

Ai06B18386 Araip.B06 18386 p3 (ATT)6 18 82458125 82458142 CCCTCACCATATGCTTGTGAC TTGGAAGATCCCCACATAGC 261

Ai06B18388 Araip.B06 18388 p2 (AT)6 12 82491114 82491125 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTTTGGG 157

Ai06B18391 Araip.B06 18391 c (CT)6agttttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttttatttttattttttatttcaaaaattttcg(A)10112 82499516 82499627 TCTTCTCTTTTCAAAATTTGTTTCA GAATAAGATGGGGGAGGGAA 280

Ai06B18392 Araip.B06 18392 p2 (GA)6 12 82509829 82509840 TTGCCAAACAAGTCCTTAACAA TCCCCTTTCTTCCTTCTTCC 267

Ai06B18399 Araip.B06 18399 p2 (GT)6 12 82562510 82562521 CATTACAAGCCTTGAAGCGA TATCCCAAGTTTTTCCGCAC 105

Ai06B18417 Araip.B06 18417 c (A)11ctttttc(A)10 28 82655156 82655183 AGCTCAATTGGCTAGAGCGT CACAAGAACAGCAAGAACATGA 226

Ai06B18418 Araip.B06 18418 p2 (AG)6 12 82681188 82681199 TAGAGGCTGCAGAGAGGAGC AGTTTTCCAGCGAGAGAGGC 235

Ai06B18419 Araip.B06 18419 p2 (AG)6 12 82686486 82686497 CGCATCGTAGTGACGAACAT TCCTAAGAGAGGGGAGAGAGC 206

Ai06B18422 Araip.B06 18422 p2 (AT)9 18 82720533 82720550 TCGATCTAAATGCATCGACCT CAAAATCCAGTGAGGGTTCAA 252

Ai06B18424 Araip.B06 18424 p2 (TC)7 14 82748062 82748075 TTGCAAATGGTCTTCTTCCC TAGGTTGTGGTTGGTGGGAT 148

Ai06B18428 Araip.B06 18428 p2 (TC)6 12 82797894 82797905 AATGCTAGGATTGGCACAGG GGTATTTGGGGAAGGGTGTT 159

Ai06B18429 Araip.B06 18429 p3 (TTC)5 15 82807272 82807286 GCCCTCCATTCTTCATCAAA GCCCTCGAGCAATAAACAAA 127

Ai06B18430 Araip.B06 18430 c (A)10g(A)10gaaaaaaataggtg(A)1045 82807558 82807602 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 145

Ai06B18431 Araip.B06 18431 p2 (GT)8 16 82811304 82811319 TGAGCCTACGCTTAACCCAC GTTTCCCGCACTTGAATGAT 141

Ai06B18432 Araip.B06 18432 p2 (TA)7 14 82816127 82816140 TTGTAATGGGGCCAAGGTAA GGGATAAAATTACCCCAATGC 247

Ai06B18433 Araip.B06 18433 p2 (AT)8 16 82816369 82816384 TGGGGTAATTTTATCCCCTTA AAAAACTGTGGGAACATGGG 200

Ai06B18435 Araip.B06 18435 p3 (GAA)5 15 82827114 82827128 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 227

Ai06B18436 Araip.B06 18436 p2 (AG)8 16 82830604 82830619 AGAGAGGGAGAGGGATTTCG CTTCTTATCTTTTCAAATTTGTTTCA 217

Ai06B18439 Araip.B06 18439 p2 (CT)7 14 82847308 82847321 TTTCTTCTTCCCTCCCTTCC ATGGGGGATGATGACTCAAA 234

Ai06B18440 Araip.B06 18440 p2 (CT)9 18 82848101 82848118 GCATTAGTGGCAGAGCCTTC GCACCATGTAAAAAGGAAAAGAA 158

Ai06B18441 Araip.B06 18441 p2 (TA)8 16 82861970 82861985 CAAAATCCAGTGAGGGTTCAA TGGAATATCATGCAATGCAATC 278

Ai06B18443 Araip.B06 18443 c (C)13a(ACC)5 29 82875027 82875055 GCGTTAACCCCATTTCACAC GCATGGTGGTCTAGGTGGTT 254

Ai06B18444 Araip.B06 18444 p6 (TATTTT)5 30 82877984 82878013 GCAACGCTGATTCACACACT TTTGTTTTGGGTGATTCAAGTAGA 250

Ai06B18446 Araip.B06 18446 p2 (AG)7 14 82946306 82946319 AAAGAACCTGGGATTGAGAGTT CGCCAATTTCCACTTCTCAT 126

Ai06B18448 Araip.B06 18448 p2 (AT)9 18 82987551 82987568 ACGGTGGTACGACTCTCAGG GTACCCTAGCCGGCCTAAAC 276

Ai06B18449 Araip.B06 18449 p2 (AG)7 14 83002267 83002280 CCACACACTTCACCCACACT CAACGGCACATGACGATAAC 155

Ai06B18450 Araip.B06 18450 p2 (AG)10 20 83002390 83002409 TTATCGTCATGTGCCGTTGT TTTCTCCAACCACGTTCTCC 230

Ai06B18455 Araip.B06 18455 p2 (AT)15 30 83015289 83015318 GAGGGCTAACACTACAAAAATCG TTTTTAACTAAGAGGAAGTGCAAAAA 264

Ai06B18458 Araip.B06 18458 p2 (GA)6 12 83028558 83028569 CGTTCTCCTCCTCCGTTGTA CAAAAAGCTCGAGGAGCAAA 279

Ai06B18459 Araip.B06 18459 p2 (AT)15 30 83031381 83031410 TCAACTTTCGTTGAAAATCAGAA TTTTTGTAAAGAGGGATAGGAGTCA 275

Ai06B18461 Araip.B06 18461 p2 (GC)6 12 83046874 83046885 GAGAGGGGAGGAGGAGAGAA TTACACTAAGCCACCAGCCC 273

Ai06B18465 Araip.B06 18465 p2 (TA)6 12 83077869 83077880 TTTTCATGCCAATGCGTTTA AACAAAGTGCCACGACAATTC 164

Ai06B18466 Araip.B06 18466 p2 (TA)6 12 83082992 83083003 GAAGCTTGGAGGGTTTCACA CAAAAGAAAGAAATCGGCCA 207
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Ai06B18468 Araip.B06 18468 p3 (AAT)5 15 83084199 83084213 CGTATGCTACAACATTCCGGT GACGTCAAAATTTTCTTTTCCA 274

Ai06B18470 Araip.B06 18470 p3 (TAT)5 15 83094699 83094713 TTGAAAATTATCCCTCCCCC GTTCTTGTCCTTGCTCCTGC 234

Ai06B18471 Araip.B06 18471 c (A)11gggc(A)10 25 83101441 83101465 AATTTCGGGAAGGAAGAAGG CCAAAGTCAAGACAGGTGCAT 117

Ai06B18476 Araip.B06 18476 c (T)10ctcatctcatttgcaaaaacatgctttattatttgagggttagc(TA)666 83147776 83147841 TCCAGTGAGGGTTCAAAAGC TGGAATGTTATGAAATGCAACC 242

Ai06B18478 Araip.B06 18478 p2 (TG)6 12 83158511 83158522 GGCTTGGTGAGAATGGAAGA TGTACGCACAGACGTGTTCA 264

Ai06B18479 Araip.B06 18479 p2 (CA)6 12 83159544 83159555 TTAGCTCATCCCAAGCCAAG GGGAGTTTCAATTCCCGAGT 263

Ai06B18480 Araip.B06 18480 p2 (CT)24 48 83165578 83165625 TAGGCAATTTACCGACTGCC AATCGGTGGGCATGAAAATA 235

Ai06B18481 Araip.B06 18481 p2 (CT)6 12 83169246 83169257 GGAACATTGAACCTGTGATTGA AGCGATTTCTGGACCCTTTT 237

Ai06B18482 Araip.B06 18482 p2 (CT)6 12 83171255 83171266 TCAAGCTTGGCTTCAATCCT TTGGAAGCAACAGTGTGAGC 269

Ai06B18484 Araip.B06 18484 p3 (AAT)5 15 83173289 83173303 CAGGTTCTGGATCTGCTTCC CTCACCTCACATCTCTGCCA 209

Ai06B18485 Araip.B06 18485 p2 (AG)7 14 83173633 83173646 TCGAATTAAAATGTGACGCAA TTGAGGAGCGCATGAAATTA 207

Ai06B18490 Araip.B06 18490 p2 (TC)6 12 83206354 83206365 CATCAAGTGCAAGAGTGGGA CATCATGGCTGTGCTTGAGT 277

Ai06B18492 Araip.B06 18492 p2 (AT)7 14 83210469 83210482 GGGAAGAGATCACGTACCCA TGATGGATTTTATGGTGCCTG 213

Ai06B18493 Araip.B06 18493 p3 (ACC)5 15 83211517 83211531 CAAACAACGCAGCACAACTT TTATTATTGGGCGATGGGAA 117

Ai06B18494 Araip.B06 18494 p3 (ACC)5 15 83211875 83211889 CAAGGTGAGCTCCCTCAAAG GGGCTTTCAAAGAATCCTCC 198

Ai06B18497 Araip.B06 18497 p2 (AT)8 16 83217475 83217490 TGATTTGGCCACACTTCAAA GCTGGCTCCTAACATTGCTC 173

Ai06B18498 Araip.B06 18498 p2 (AT)6 12 83217659 83217670 GAGCAATGTTAGGAGCCAGC GGCAACCTACGGCACTTAAT 236

Ai06B18499 Araip.B06 18499 c (AG)8aa(AG)7 32 83226166 83226197 CGAACCAAAAACGCAATACA AATGAGAACTTCGCGTAGCC 257

Ai06B18501 Araip.B06 18501 p3 (TGG)6 18 83246578 83246595 GCAAAGAAACTGAGGGATGG CCAAAAGAATTGACTGCGCT 264

Ai06B18502 Araip.B06 18502 p3 (GGT)5 15 83248352 83248366 AGCAAAGAATGAAGGGGTGA TCTTCTCTTCTTCCCTCCCC 110

Ai06B18504 Araip.B06 18504 c (TA)8(T)10 26 83263387 83263412 AAGTCAGCTCGTGAGTTCAAAA GCAACTCTCGTCTCCAAACC 273

Ai06B18506 Araip.B06 18506 p2 (CT)6 12 83268876 83268887 GAACCTGGGATTGAGAAGCA TCCAGCGATTTCTAGGCTGT 232

Ai06B18513 Araip.B06 18513 p4 (TTTA)8 32 83372937 83372968 CTGGACTGTTCATTTCCGCT CCACTTTCTCTCCCCTCATTT 183

Ai06B18514 Araip.B06 18514 p4 (TTTA)6 24 83393053 83393076 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 165

Ai06B18515 Araip.B06 18515 p3 (ATT)7 21 83393580 83393600 TCGAAAACCAAAGGAAAATCA CAATTGGCTAGAGCGTTGGT 161

Ai06B18516 Araip.B06 18516 p3 (TAT)5 15 83396378 83396392 GGGCAAAATTTTCTTTTTGGA GCAACTCTAAGTTCGTCAAGGA 278

Ai06B18517 Araip.B06 18517 p2 (TG)14 28 83399188 83399215 TTGGATAGGTCCACCGAGAG CCACCTCAACACAGCTTATGA 163

Ai06B18518 Araip.B06 18518 p2 (CT)6 12 83405314 83405325 GAACCGTAAAACCTAGAGAGAGGA TTGCAAAAGTTCAGCGACAC 248

Ai06B18519 Araip.B06 18519 p2 (AC)6 12 83408502 83408513 GAAATGTGGATTCACCACCC ATGCTTTTCCCACACCAAAG 211

Ai06B18523 Araip.B06 18523 c (T)10caatgattaacatgaatgcgatgcatgattccaggtttaataaattaaaatgaaaaaggaaaaaataaaagcaattaacaagaaataaattg(A)11113 83461646 83461758 CTGTTCGTTGGATGCTTACG GTGCTAGGTGGGAGACAACC 277

Ai06B18524 Araip.B06 18524 p2 (AG)7 14 83463982 83463995 CCGACCAATATTCGCATGA GCACTATGGTTCTGTGAATCTGA 244

Ai06B18528 Araip.B06 18528 p3 (TTC)7 21 83488927 83488947 GAAGCTCTCACTCATCTCAAGGA TTGAAAGAAAATGGAAGGAACAA 212

Ai06B18529 Araip.B06 18529 p3 (AAT)5 15 83491899 83491913 CCGACAGAAATCCCTTCGTA TGGACTTCCAATCTCTAATACCTTG 250

Ai06B18530 Araip.B06 18530 p3 (AAT)6 18 83496932 83496949 AAACCTCGGGTCGTCTTTTC TTCCAATCTCTAATACCTTGCCA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18531 Araip.B06 18531 c (A)11(G)14 25 83503593 83503617 TGCGGTAGAAGTACACCCCT AGCTGCGAAGACCTATGGAA 176

Ai06B18533 Araip.B06 18533 c (A)10caataaaaaag(A)1031 83520051 83520081 GCGGTATTCGCGTGTTAGTT TGGGGTATTTTGTCCCCTTT 142

Ai06B18535 Araip.B06 18535 p4 (TAAA)5 20 83527191 83527210 CTTGGATTTGCACCCTGTTT GCAAATGCAATAAAAGAAAATGG 199

Ai06B18542 Araip.B06 18542 p2 (CT)6 12 83563986 83563997 TTTCTTATCTTTTTCAAAACTGCC CGGATTTTTGGTGAGTGAGG 270

Ai06B18543 Araip.B06 18543 p3 (TAT)5 15 83564314 83564328 CCGAACCCCCTCTCTCTATC GTTCTTGTCCTTGCTCCTGC 152

Ai06B18546 Araip.B06 18546 p3 (TTC)5 15 83573912 83573926 CAAGCGAAAAACGAAAACAA GGTGTTCGCGTCTTGACTTT 235

Ai06B18548 Araip.B06 18548 p2 (CT)9 18 83582821 83582838 CTTTTTGTTTGTTTCTTAACTTTTTCA CACAACTGTGAGGAGAGCAGA 265

Ai06B18549 Araip.B06 18549 p3 (TTC)6 18 83585845 83585862 GCCCTCCATTCTTCATCAAA CTCTTGTCTTCCCTTTCCCC 242

Ai06B18551 Araip.B06 18551 p3 (ACA)5 15 83600434 83600448 TGTGCCGATTACAGCCATTA GCCTTAGGTGAGGTGCTCTG 273

Ai06B18552 Araip.B06 18552 p2 (AT)9 18 83616021 83616038 GGGGACAAAATTACCCCAAT AGGTTATAATGGGGCCAAGG 256

Ai06B18554 Araip.B06 18554 p3 (GAA)5 15 83627329 83627343 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 158

Ai06B18558 Araip.B06 18558 p3 (GAA)5 15 83670246 83670260 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 158

Ai06B18560 Araip.B06 18560 c (T)10cgaaaacagatgagaaatttttaaaaggtttttgaaaaatttttgaaaat(A)1171 83673357 83673427 CCATGCCCAACTTACCAAGA TGAAACATGGTTGGAAAAACA 178

Ai06B18561 Araip.B06 18561 p2 (TA)10 20 83682318 83682337 GCTTGAAGCAACCCAAGAGA GGTTACCTCAGGGCAACAGA 213

Ai06B18562 Araip.B06 18562 p4 (AAAT)6 24 83700240 83700263 CGTGTTTGAACAACTGACGG ACCAATTAACCTGCCACAGC 232

Ai06B18563 Araip.B06 18563 p3 (TTC)5 15 83704934 83704948 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai06B18565 Araip.B06 18565 p2 (AT)7 14 83711458 83711471 GACAGAGAGTTGAGCGGGAG TGCTTGTCCTCAAGCAAAGA 253

Ai06B18568 Araip.B06 18568 p3 (TGC)5 15 83729038 83729052 TGCTGGAGTGGATCACAGAG CCACGAATTCAGCACAATCA 215

Ai06B18573 Araip.B06 18573 c (A)12tctttcaaaaatattttcaaaaatctctcatatgttttcg(A)1466 83777707 83777772 TGGCTCATCTTGTTGCTCAG ATTGCAAGCCTCAGTCCAAA 262

Ai06B18574 Araip.B06 18574 p2 (CT)6 12 83778964 83778975 CTTTTTGTTTGTTTCTTAACTTTTTCA TGGGGGAGGTATAATTTTCG 227

Ai06B18576 Araip.B06 18576 p5 (TTATC)5 25 83786163 83786187 GGTACCTGCAAGAGACTCCG CCAAATAAAAGGGCCCAAAT 270

Ai06B18577 Araip.B06 18577 p3 (TAG)5 15 83790064 83790078 TTTGTCAAATCTCTTTCAGGGA CGGACCAAGTCAATCCAAGT 265

Ai06B18580 Araip.B06 18580 p2 (CT)6 12 83820858 83820869 TTGGGAAAATAAAAGGAAAATTGA TTTTGACCCAGTTTTCAGCC 221

Ai06B18581 Araip.B06 18581 p3 (TTG)5 15 83849040 83849054 TGAACCAAGGTGATGAGCTG AGAACCCTCGGGAGGTTAAA 272

Ai06B18583 Araip.B06 18583 p3 (TAA)5 15 83852786 83852800 CAAGGAATTGCAGGGAGGTA GGGAGCAACAAACAATTCTCA 198

Ai06B18585 Araip.B06 18585 c (CT)7aattttcgaaaatcccttccctctttttcaaaattcctttttaattaactctttgttttaaat(TTTAA)5102 83857826 83857927 CTTTTTGTTTGATTCTTATCTTTTTCA AGAAGGAGATGAGGGATGGA 253

Ai06B18589 Araip.B06 18589 p3 (TAA)5 15 83871096 83871110 TCTCAAGGAATTGCAGGGAG TCCAGCTCTCATACCTTGCC 148

Ai06B18590 Araip.B06 18590 p2 (CT)6 12 83871672 83871683 AAAGGAACGTTGAACCTGTGA TTTCTGTCCCAGTTTTTGGC 236

Ai06B18591 Araip.B06 18591 c (T)10ataaagtctaaaaa(T)1438 83884722 83884759 ACCACAAGGAACCACGAAAG TCTTTTTCACCAATCCTCCAA 255

Ai06B18592 Araip.B06 18592 p2 (TA)6 12 83892934 83892945 GGGCATTTTGTCCCCTATTT GGACCATTGTTTGGGATGAA 254

Ai06B18593 Araip.B06 18593 p2 (CT)7 14 83900095 83900108 TTAACACCAGAAAGGGGCAC AGGTGATTGGAGAATGGGTG 242

Ai06B18600 Araip.B06 18600 p2 (AG)10 20 83949873 83949892 ACATGCTACTTTGGGTTGCC AGCGGAGCCAATAGTCTTGA 181

Ai06B18603 Araip.B06 18603 c (T)11cgaaaattcaaataagaaaataaaataattagtttaattaaaaagaaattttgaaaaagagggagatattttcgaaaatt(AG)6103 83973911 83974013 GAAGGAGATGAGAGAGAGGGAG CTTTTTGTTTATTTCTTACCTTTTTCA 269

Ai06B18610 Araip.B06 18610 p2 (TC)6 12 83996629 83996640 TTCTCCGTCAGAGCATCCTT GTCACTGTCGAACCCTAGCC 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18613 Araip.B06 18613 p3 (CTT)5 15 84043111 84043125 TGGGTTTTCACTGCTTCTCA CCCCTAATGAAAGTGGGGTT 178

Ai06B18614 Araip.B06 18614 p5 (TTATC)5 25 84045669 84045693 ACTGCTGATCCTTCGTCACC AACACAGCCCAAATCCAAAG 278

Ai06B18620 Araip.B06 18620 c (T)10cctttcta(T)10 28 84070010 84070037 TGCTCTTGCCTCTTGGTTTT AATAGCCGAAAAGCCCTCTC 278

Ai06B18621 Araip.B06 18621 p3 (GAA)5 15 84071037 84071051 CATGACTCGGAGGTGGAAGT CACAACCCTGCCTTCTCTTC 233

Ai06B18622 Araip.B06 18622 p2 (AG)6 12 84072678 84072689 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGATTTCTTGTGAATCAA 179

Ai06B18624 Araip.B06 18624 c (A)10t(A)10 21 84087077 84087097 CAAGTTTTTGGCACCGTTTT GCCAGGCTTCAACAGATCAT 253

Ai06B18625 Araip.B06 18625 p2 (TC)6 12 84088502 84088513 CCAATTTTTGAAAATCACTAACCA AGAGAGGGAGAGAGGGTTCG 250

Ai06B18626 Araip.B06 18626 p2 (AG)7 14 84089842 84089855 TCACTAGGGGCAATTTCTGG GGAACATTGAACCTGTAATGAAGA 227

Ai06B18627 Araip.B06 18627 p3 (TCT)7 21 84096560 84096580 TTCCAGGAAGTGAGGTTGCT TGACAACACAAGGTTGGCAT 238

Ai06B18631 Araip.B06 18631 c (A)11tttcg(A)11 27 84117589 84117615 TCGAAAATATCTCCCCCTTTT GGGTTCGAATTTGGTGATGA 252

Ai06B18632 Araip.B06 18632 p3 (ATG)5 15 84121743 84121757 TCAAGACCTTTTTGGCGTCT TACACATTGCATTGGTGCCT 169

Ai06B18635 Araip.B06 18635 p4 (TTGT)5 20 84152158 84152177 TTTCTCCCCCTTTCAAGGTT GGGAATATGCCCCAAAATAGA 278

Ai06B18640 Araip.B06 18640 p2 (CT)6 12 84170842 84170853 TCTTTTTCAATTAACCACTTGACTTG CAGAGAGAAAGAGAGAGGGTTCA 239

Ai06B18643 Araip.B06 18643 c* (A)10(AT)7* 23 84194317 84194339 GTGTGGGAAAATTGGGTTTG ACTTTGGGGCATTTTATCCC 248

Ai06B18649 Araip.B06 18649 p2 (TC)7 14 84248320 84248333 ACATGCCAATATGGTGCAGA ATGGGGAAGAGTATTTGGGG 140

Ai06B18653 Araip.B06 18653 p5 (GGGTT)5 25 84263831 84263855 GCTGGTGAATGAGGGGACTA CCTAAACGGCGTCCTAAACA 139

Ai06B18654 Araip.B06 18654 p2 (TA)11 22 84267522 84267543 CCCGGTTTGGTTATTTCAAC TGGTGCTTTATCTGACCCGT 164

Ai06B18655 Araip.B06 18655 c (TC)9(TA)10 38 84269504 84269541 AACAGCATTTGTTTGCCACA TTCCTTTTGCTGCATTTTCA 226

Ai06B18656 Araip.B06 18656 p2 (AG)7 14 84276588 84276601 TGAAATCCAAGCAAAAAGTTGA TTTGGAGGCTTGGACAACAT 274

Ai06B18657 Araip.B06 18657 p3 (ATT)16 48 84279299 84279346 GAGGGGGTGTATGTGTGTGA GAAATTGGGAGTGGTTGGTG 253

Ai06B18660 Araip.B06 18660 c (T)13gtgagtgggtcacttttgattgagggtaatgtgatgaactaatgtgatgttatttcagggtaagctaac(A)1193 84289043 84289135 AGATGTTGTTTGAGGACGGC GGTCTATGGGCACCCTACAA 223

Ai06B18661 Araip.B06 18661 p2 (AT)12 24 84289656 84289679 CGTGCCCATAGACCACTTTT TGTTCAGTTTTGATGGAGAACAG 259

Ai06B18662 Araip.B06 18662 p2 (TA)6 12 84290507 84290518 GCTGATGGTGATGAATGGTG GCCGAATGCATTAAGGAAAC 113

Ai06B18665 Araip.B06 18665 c (T)10c(T)10aacttttatttc(T)1043 84302541 84302583 GGGCATTTTGTCCCCTTTAT GACTTTGGGACATTGGTTGG 242

Ai06B18671 Araip.B06 18671 p2 (AT)26 52 84340638 84340689 TAGTGCGCGATCAAATTTTC GTTTAGAGGAACGCTGGTGG 280

Ai06B18674 Araip.B06 18674 p2 (CT)10 20 84346766 84346785 AAACCACCTAACTACTTTTCTCTCTCA AAGGAAGAAGAAGAAATTCGAACA 237

Ai06B18675 Araip.B06 18675 p2 (TA)8 16 84353987 84354002 CGATGTTAAAGCATGGCTAGG TGAATCGCAGACTCAAAAGC 180

Ai06B18678 Araip.B06 18678 c (GA)11gg(GA)6 36 84361659 84361694 CAGTAGGCTCTGGTTCGAGG CCATTATCATCTCCTCCCTCC 231

Ai06B18679 Araip.B06 18679 p2 (AC)6 12 84373960 84373971 CCCTAATTTCCCCTAACCCA CTTCCCTCGTTGATCTCTGC 107

Ai06B18681 Araip.B06 18681 c (A)10ga(AT)16 44 84415046 84415089 GTGTGGGAAAATTGGGTTTG TACTTTGGGGCATTTTGTCC 169

Ai06B18685 Araip.B06 18685 p2 (TA)8 16 84477355 84477370 GGTGAAGGCAAGAGCCATTA GCACAAAGAAGCTTCCAACC 183

Ai06B18687 Araip.B06 18687 p2 (TA)13 26 84494054 84494079 CCCGGTTTGGTTATTTCAAC TGGTGCTTTATCTGACCCGT 168

Ai06B18688 Araip.B06 18688 p3 (TCA)5 15 84496410 84496424 AATTAGCCATTCGTGGGTTG CTGGAGAAAAATGGGAGCAA 275

Ai06B18689 Araip.B06 18689 p2 (AG)7 14 84501884 84501897 TCAATGCAACACAAGCAACA CATGTTCCCATAGCAATACCC 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18690 Araip.B06 18690 c (ATT)21gtcaac(ATT)22135 84504597 84504731 GCTATTATGCTCCCCTCTGC TGAAATTGGGAGTGGTTGGT 220

Ai06B18693 Araip.B06 18693 c (T)11gtatactatagctactgtatataagtgtagccttaggtctcg(T)12gtatattatagctattgtatataagtgtagctttaggtctttttttttc(TA)8130 84512547 84512676 CACTTGTAAAGCGTAGCCACA CTCATTTAAATAAAAATGCAGAATTG 275

Ai06B18694 Araip.B06 18694 p2 (CA)6 12 84513613 84513624 CTAAACCACCAAGCAAACCC AAACAAGCCAATCAACCAGG 225

Ai06B18697 Araip.B06 18697 p2 (TG)7 14 84554245 84554258 TCGGATCTCACTCCTCTCGT AAACCCTAACCCAGTGACCC 263

Ai06B18699 Araip.B06 18699 p2 (TG)9 18 84560208 84560225 CCTCCCTGCTTCTCTCCTCT AAACCCTAACCCAGTGACCC 179

Ai06B18701 Araip.B06 18701 p2 (AG)6 12 84583470 84583481 GGGCAATCATGAAAGCAAGA TGAAGTGGGGGAATACATCC 142

Ai06B18706 Araip.B06 18706 p2 (TG)9 18 84600947 84600964 CCTCCCTGCTTCTCTCCTCT AAACCCTAACCCAGTGACCC 179

Ai06B18707 Araip.B06 18707 p2 (CT)7 14 84601862 84601875 ACCCTCTCTTCTTCCCCTTG ACAATTGCCTTCCCTTTCCT 213

Ai06B18709 Araip.B06 18709 p2 (AG)6 12 84632731 84632742 AAAAAGGGGCAATCATGAAA GAAGTGGGGGAATGCATCTA 147

Ai06B18713 Araip.B06 18713 p6 (AAAATA)5 30 84722188 84722217 GGCTAAAATATGAACTAGAGTGCAAC TTTTAAGTGTGGGGAGGTCG 185

Ai06B18715 Araip.B06 18715 c* (A)10(AT)9* 27 84730910 84730936 TCATGGGAATTGGGTACATACT TTAAGTGTGGGGAGGTCGTC 234

Ai06B18716 Araip.B06 18716 p4 (AAAT)6 24 84736739 84736762 TTTCGAAAATCTTTCACTCATTTTT CCATGATGGAGAAAGGGAGA 126

Ai06B18718 Araip.B06 18718 p3 (AAG)5 15 84746737 84746751 AGGGCTTGAGAAACAAGCAA TGGGCATATTCACACTTCCA 174

Ai06B18722 Araip.B06 18722 c (T)11gccattttttctttccttttcgcatgcatataattttttttcttttgccacatgc(T)1076 84767257 84767332 TTGGATTTTTCAATTTGCCC TGTTGGCTCTTGAAAGAATAAGG 238

Ai06B18724 Araip.B06 18724 p2 (GT)6 12 84787350 84787361 TTGGTTGCCCTTACCCTACA AGGAAGCGTGAATTGTTGGA 228

Ai06B18726 Araip.B06 18726 c (A)10c(A)10 21 84788394 84788414 TGAGAATCTTGGGAATTGGG TATTGAACCTTGCTTTGGGG 167

Ai06B18727 Araip.B06 18727 p2 (GC)6 12 84789563 84789574 AATGAGGTGGTTCCAGTTGC TTGCTCCACCTTTACCCAAG 241

Ai06B18735 Araip.B06 18735 c (A)10tttttctcttttgttttcg(A)1140 84923400 84923439 GGGGATTGTTTGAGTTTGGA CAAATTGCAAGCCTCAGTCC 257

Ai06B18736 Araip.B06 18736 p2 (CT)7 14 84924827 84924840 TCCTTTCAAAAATTGTTTCAACTAAC TTTTGAAAAAGAGGGGAGATATTTT 122

Ai06B18737 Araip.B06 18737 p3 (TTC)5 15 84928799 84928813 CTCCCAAACCCAACCCTAAT AAAATGTTTGCTCGTCCCTG 198

Ai06B18738 Araip.B06 18738 c* (T)10(TA)6* 21 84938776 84938796 CCTTTCTTCCCAACGCACTA GTGCTAGGTGGGAGACAACC 236

Ai06B18743 Araip.B06 18743 p2 (TA)6 12 84977407 84977418 TTCACCACTTACTTTGGGGC TTGGAAACATTTGGTTTGAGAA 231

Ai06B18744 Araip.B06 18744 p2 (GT)6 12 84983018 84983029 AAGCCAAACTGAGCCTACGA GAGTATATACCCGCTCCCCA 203

Ai06B18746 Araip.B06 18746 p2 (AG)6 12 85012057 85012068 CATCCATTCATCATCACGCT AACATGAAAGCCATAAGCCAA 238

Ai06B18748 Araip.B06 18748 p3 (ATT)6 18 85021698 85021715 GCCTCCAAATTTCTGATGGA TCAACAGACGCCTCAACAAG 214

Ai06B18750 Araip.B06 18750 p3 (TAT)11 33 85035869 85035901 TTGTAGGCGTCAAACGTGAG GAAGGACGCTCACAAAAAGAA 231

Ai06B18752 Araip.B06 18752 p2 (AT)6 12 85039714 85039725 TGTTGAATGATTTTGCCTTGA TCTTCAATCTTAAACATAAAAATGTCA 202

Ai06B18755 Araip.B06 18755 p3 (ACA)6 18 85046722 85046739 TTTTCCTGAACTGGCCAAAC CCCTGAATTCCTTTGGTTCA 265

Ai06B18756 Araip.B06 18756 p3 (AAC)5 15 85055382 85055396 TCCGGGGAATAAAAGTTGAA GCCTCCGAGTCAAAGAAAGA 205

Ai06B18757 Araip.B06 18757 c (T)12attatttttattttttgcagtactgcaaagtcataaatagggttagggttccatttcggcacaagagcttctaggg(T)16104 85055944 85056047 AGATAGGCGGCGATAACCTT CGAAATGGAACCCTAACCCT 232

Ai06B18759 Araip.B06 18759 p2 (TC)16 32 85060134 85060165 ATCTTTCCCCGCTCACTTTT ATAGCGGCTGCAATGTCTCT 268

Ai06B18760 Araip.B06 18760 p2 (TG)18 36 85069354 85069389 ACATATACTCCGGTCGGCCT GAGGTGGCGAGGTATTACGA 270

Ai06B18763 Araip.B06 18763 p2 (AT)11 22 85071402 85071423 TCCAAAGGCACTATGCTTCC CGATGGTTTGAGTCCTCAGTT 274

Ai06B18764 Araip.B06 18764 p2 (AT)6 12 85084016 85084027 AGTGTGGGGAAATTGGGTTT CCACATATTCATGCATCCCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B18767 Araip.B06 18767 p2 (AT)14 28 85108493 85108520 CCGCAATACTGCTCCAAAAT TGGATGCAGAAGTCACGAAG 254

Ai06B18769 Araip.B06 18769 p2 (AT)7 14 85117119 85117132 TTGTCGGTTTGTTTGGATGA AAATTTTGCTAACCTATGATCATTTT 262

Ai06B18772 Araip.B06 18772 p3 (TAT)6 18 85126629 85126646 TCATTTTCATGGATGAGGCA CTGCAAACGGAACCCAGTAT 252

Ai06B18776 Araip.B06 18776 p4 (AAAT)7 28 85153176 85153203 GGTGGCATTGCTTTTGTTTT TCTGCTCTTGCCTTTTGGTT 280

Ai06B18777 Araip.B06 18777 p3 (TTC)5 15 85159373 85159387 TTTATTCCTTTGGGCCCTCT CACAAAGCTTGCGAAAGAAA 148

Ai06B18778 Araip.B06 18778 p2 (AT)6 12 85161716 85161727 TGAATAAGTGGGTGAAGGATTG GCACAAAATCCAGTGAGGCT 265

Ai06B18779 Araip.B06 18779 p2 (AG)6 12 85168996 85169007 AAACCTGGGATCGAGAGTCA ATGCTCCCAGCGATTTCTAA 221

Ai06B18780 Araip.B06 18780 p3 (AGA)6 18 85170624 85170641 ATCGTCCTCGAGCAAAAGAA CCAACCCCTCATACACGACT 181

Ai06B18785 Araip.B06 18785 p2 (CT)7 14 85204887 85204900 CCTGGAATTTGGAGAAGCAA TGCGAAAATCAGCGTGATAG 252

Ai06B18786 Araip.B06 18786 p2 (TA)6 12 85208769 85208780 TCCCAACTGATTCTGTTTCAA CTTGCACCAGCAATTCTTCA 170

Ai06B18787 Araip.B06 18787 p3 (ATT)6 18 85212715 85212732 ACCCAATCTGTCATTGGCTC TCCGAATCACTAATGTCCCA 267

Ai06B18793 Araip.B06 18793 p2 (TA)6 12 85242723 85242734 TTCTTCAAACACGTCTATACACACC ACGACATGATATAGGATACACGAA 268

Ai06B18795 Araip.B06 18795 p2 (TA)10 20 85244899 85244918 CCGCTCTCATCGCTTCTACT AAATTGGCGCAGAAAAATTG 221

Ai06B18797 Araip.B06 18797 p2 (AG)14 28 85246469 85246496 GCTTAAGCTTTACCTCGCGTC AGTCGACTTAAACTCCGCGA 239

Ai06B18799 Araip.B06 18799 p3 (TTA)8 24 85248622 85248645 TGCATTTTGGGGAATTCTTT TGGGGAAACCTATTGGGAAT 231

Ai06B18800 Araip.B06 18800 p2 (TG)6 12 85256063 85256074 CGCGAAGAGAAGAGAGGTGT TGTTGTGCGAGAAAAAGTGG 269

Ai06B18802 Araip.B06 18802 c (TTA)8(TCA)5 39 85265997 85266035 GCACTTCGCAAAATCCTCTC GTAACTCCCAGCAAGGATGC 227

Ai06B18806 Araip.B06 18806 p2 (GC)6 12 85313727 85313738 AGCATGCAAGTGGGAGAACT AAATGAGCTGCAAAATCGCT 278

Ai06B18808 Araip.B06 18808 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttaatttt(A)1097 85319612 85319708 CTTTTTGTTTGTTTCTTAACCTTTTT GATGGGAAAGGGAGGGATAA 235

Ai06B18809 Araip.B06 18809 p3 (ATT)5 15 85319953 85319967 TTATCCCTCCCTTTCCCATC CAGGTTCTGGATCTGCTTCC 260

Ai06B18810 Araip.B06 18810 c (A)10taggcg(A)10 26 85321169 85321194 TGTATGTGGTGGCAATGCTT TTATTTGCCCTTGCCTTTTG 258

Ai06B18812 Araip.B06 18812 p2 (GC)6 12 85322763 85322774 CCCGGTACAAAAACCAGAGA AAAGGAGGAAAACAGGGTGC 212

Ai06B18813 Araip.B06 18813 c (T)11aaaaacaaaaaaataaaataaaata(AT)1362 85322930 85322991 GCACCCTGTTTTCCTCCTTT GCAAATGCAATAAAAGAAATTGG 216

Ai06B18816 Araip.B06 18816 c (T)12ctgcaagctttgttctttgctgctttttcttgcttcaagaatcatttttatgatttttcagatttaaagaagaaggcacagaaa(AAT)5111 85340888 85340998 TTATTTGCCCTTGCCTTTTG CCCCCTCTTTTCTTCCACTC 257

Ai06B18818 Araip.B06 18818 c (AAT)5gttgactatcttaattatattttcatcttctttcagtcatcataaatattctctgaaaacaaattaaatttctatgcattattacaagaacaa(AAT)6126 85348770 85348895 CCCTTCTCATTTTCTATGCATTATT CAGGAAATGGAAGAGGGTGA 273

Ai06B18820 Araip.B06 18820 p2 (GT)8 16 85353136 85353151 GCTCAAGTTATGGCTCTCGG AAAAACGCTAACGGATTGGA 175

Ai06B18827 Araip.B06 18827 p2 (TA)6 12 85375996 85376007 GCTGGTTAATAGCTCGCAGG ATCCATCGATCTCAACCCAC 226

Ai06B18831 Araip.B06 18831 p5 (AAAAT)5 25 85395279 85395303 CCATGATGGAGAAAAGGGAA GTTTTCAATCATATCTTTTTAATTGCT 201

Ai06B18833 Araip.B06 18833 p4 (TTTC)5 20 85441133 85441152 AAACCGTCAAAAATCCGTTC TGGTTCGTTGCCCTTCTTTA 256

Ai06B18834 Araip.B06 18834 p3 (TAT)5 15 85442156 85442170 GCCAAAGCTGGAATGATTGT AGTGTTGTTTGCTCCCATGA 207

Ai06B18837 Araip.B06 18837 p2 (TA)8 16 85448790 85448805 CGTTTGGCTTGCTTTCTTTC GCCATGTAGGCGTCTTTACC 134

Ai06B18844 Araip.B06 18844 p3 (AAC)5 15 85472395 85472409 CAATACAACAGAAAATGCAGCAG AACACCGTTTTCAATCTGGC 265

Ai06B18846 Araip.B06 18846 p2 (AT)9 18 85473715 85473732 GCAACACACAACTAAACATTAAAAA CAGTCTCAAATCTCACTAGAATCTCA 280

Ai06B18849 Araip.B06 18849 p6 (TTAATT)5 30 85478505 85478534 GGGATTTGTCCCAAAAGTGA GGGAGGAGAATCCAAACACA 224
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Ai06B18852 Araip.B06 18852 p3 (ATA)5 15 85484045 85484059 TCCTGGGGTGCTAGTTGAAT GCCCCCTTTTCAAGTGTGTA 243

Ai06B18854 Araip.B06 18854 c (T)11gcagatt(A)10 28 85484434 85484461 CACCTTCACTTTGCAACTGG CCATAAATCAAATGGCCAAA 251

Ai06B18858 Araip.B06 18858 p2 (AT)9 18 85500501 85500518 TCAAGCTTGCTTAATGAGCATC ACTCAAATCAATTGGGGTGC 203

Ai06B18859 Araip.B06 18859 p3 (TCT)5 15 85505324 85505338 AGCCCCTAATCGAAAGTGGT GGGATCCAAAACATGATCCA 276

Ai06B18861 Araip.B06 18861 p2 (GA)6 12 85510460 85510471 TTTTGAAGGTAGGTGGGGTG GCCCAGAACAAGCATCACTT 249

Ai06B18865 Araip.B06 18865 c (CAT)5cgcactcccaccttcgaggaacactgtttctgcaaccttctcctcctcttgctttgact(CAA)692 85528226 85528317 AACCTTTCAATTTGCACCCA ACCGAACAATTATGGAAGCG 175

Ai06B18867 Araip.B06 18867 p2 (GA)6 12 85530427 85530438 TAAGCCAACCCTTTTTCCCT CAGCGCTACTTCCATTCTCC 253

Ai06B18875 Araip.B06 18875 p2 (AT)7 14 85605810 85605823 AAGTACCAGCTTTCGCAGGA GCTAGTTCCGAGCCTTCTGA 212

Ai06B18876 Araip.B06 18876 c (T)11aaatgtatctactttttattttgtattccttaattattattaaaataaacaaataattttagatataaataaatatgtaattatagatat(TA)6113 85618904 85619016 GTGTCCCATTCCTTCCTCAA AGACGGTGATGGTTGTAGCTC 221

Ai06B18878 Araip.B06 18878 c (T)10cttattttacccctattttctttttattaaaaattggctttatcctattacagaacttaaaaacagatttcaat(A)1094 85626102 85626195 AATGGGGATATGTAATTGTGGT TCTGTCGTGGGTTGAAATTG 229

Ai06B18880 Araip.B06 18880 p2 (GT)6 12 85632454 85632465 CCAAACGGGCCATATAAGTG TCAAAGGGCTAGGGTTTCAC 165

Ai06B18882 Araip.B06 18882 p2 (TG)22 44 85648752 85648795 TGCACATACCATCCACCAGT CATGCATGATTTACGAGCAGA 272

Ai06B18883 Araip.B06 18883 p2 (AT)10 20 85658996 85659015 GGAGTCTCATGCAATGCAATC CAAAATCCAGTGAGGGTTCAA 280

Ai06B18884 Araip.B06 18884 p2 (AT)10 20 85667493 85667512 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAAGTGCT 277

Ai06B18885 Araip.B06 18885 c (A)13gaagaaaaatgtgtgtgtgtaaaagttatataatcttg(A)10g(A)1072 85677606 85677677 TGTGATTGAATTGGATTGGA TTCCAAGGTTGTAATTGGGC 276

Ai06B18886 Araip.B06 18886 p4 (TGTT)5 20 85681574 85681593 TATTCTTTCCTCCCGTCCCT TATTCGGAGCGTTTGGATTC 270

Ai06B18887 Araip.B06 18887 p2 (AC)6 12 85691182 85691193 CATTCTCCCTCACCCTCGTA CACCAGAGATGCTCTCCCTT 105

Ai06B18894 Araip.B06 18894 p3 (AAG)7 21 85734414 85734434 TTTTCCAAGGCTCAGAGGAA AAACCCTACTTCATTGGGGG 185

Ai06B18900 Araip.B06 18900 p2 (TA)17 34 85777952 85777985 ATGGCGAAGATCATTGGACT TGGTACGACTTAAGGTGGGG 267

Ai06B18902 Araip.B06 18902 c (T)10ggtggctaaaaaaatattgaggatttgaaaattatattcttgaccc(A)1268 85784812 85784879 GTGATCTTCCAAACCCAGGA TGGAAGAATGGAATGTCACTCA 272

Ai06B18905 Araip.B06 18905 p2 (AT)7 14 85791183 85791196 CCCGAATCAACTCACAAACC ATTGGTTCGGTTCGGGTAAT 275

Ai06B18915 Araip.B06 18915 c (A)11ctaaaagatttttgttaaatttgaattttggttgctttagagtgtttataggttaggagagtgccctgtttctattttctatgtttc(A)11109 85822763 85822871 TCTTGAAGTGCAAGTTTTGTTTG GCACAACTCTCGCACAACTC 247

Ai06B18916 Araip.B06 18916 p4 (AAAT)5 20 85823257 85823276 TTATGTGTCGCTTGTCCCTG TGCAAATGCAATAAACAAAAGAA 267

Ai06B18917 Araip.B06 18917 p2 (AT)9 18 85824831 85824848 TGAAAGTCATGGGAATTGGG TAGGGCATTTTGTCCCCTTT 240

Ai06B18918 Araip.B06 18918 p3 (TAA)15 45 85834506 85834550 TTCCAACATCAAACAATTCACA AGTCATCATCACCGAATACGC 215

Ai06B18920 Araip.B06 18920 p2 (CT)6 12 85837691 85837702 GGACGCTGCCAAATAACAAT TTTAATTATGCGCTGCCACA 255

Ai06B18921 Araip.B06 18921 p3 (CGT)5 15 85844502 85844516 ACGCGAGCAGAGAGAGAGAC AACCCACAAACGATGAGGAG 179

Ai06B18922 Araip.B06 18922 p2 (TC)8 16 85847114 85847129 CGGGCTACTTTCTCTCTCCC GAATGAGAGGGGAAAAAGGG 139

Ai06B18923 Araip.B06 18923 p2 (GT)8 16 85847305 85847320 CCTTTTTCCCCTCTCATTCC CCAAACCTTAACCCTAACCCA 159

Ai06B18924 Araip.B06 18924 p2 (TC)10 20 85851500 85851519 CCATCAAGGGTTGCGATTAT TTTGCTTCCGCTTTTGAAAC 265

Ai06B18925 Araip.B06 18925 c (T)10g(TA)8 27 85859371 85859397 TGGGGTATTTTGTCCCTTTTT GTGGGGAAGTTGAATTTGGA 234

Ai06B18926 Araip.B06 18926 p2 (GA)6 12 85868900 85868911 TCGAACACAGAGAGGGAGAGA CGAAAATCACTAACCACTTTTTCA 227

Ai06B18933 Araip.B06 18933 p5 (ATAAG)5 25 85907802 85907826 CCTCTTCACAAAAAGCTCGG CCTGGGTGCTCCAGTGTATT 230

Ai06B18934 Araip.B06 18934 c* (A)10(AT)7* 23 85911461 85911483 TTTGCAAACCAATGTTGAGC GGAGCATTTTGTCCCCTTTT 264
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Ai06B18935 Araip.B06 18935 p3 (TTA)13 39 85935883 85935921 ACCTACCAATGATGCCTTCG TTGGAGCATATGTATCACACCAG 240

Ai06B18937 Araip.B06 18937 p2 (AT)11 22 85941079 85941100 GGCAGAACATGAAAGTTTGGA TTTCAATAGCTTTGTCATGCG 268

Ai06B18939 Araip.B06 18939 p5 (AAATA)6 30 85975558 85975587 GTGGCTTATGGACAGAGGGA TTGCCATGTGATTTGGTCTC 239

Ai06B18940 Araip.B06 18940 c (TA)10(GA)9 38 85980024 85980061 TGTTGTGCTTTGTGGTCCAT ACAAAACAATGAGCGAGCAA 241

Ai06B18942 Araip.B06 18942 p5 (TAAAA)5 25 85994160 85994184 TTAAGTGTGGGGAAATTGGG TACTTTGGGGCATTTTGTCC 260

Ai06B18944 Araip.B06 18944 p2 (AG)17 34 86013435 86013468 AGCAAGAAAAAGCAGCGAAA ACACCTTCACACCACAAGCA 255

Ai06B18945 Araip.B06 18945 c (AT)7a(AT)7 29 86033468 86033496 GCTTGTTTGCTCTTGTAACACC TTTGGAGGGGATAGGACTTG 279

Ai06B18946 Araip.B06 18946 p2 (CT)6 12 86035857 86035868 GGAGTTACGGATCGCAAAAA TCATCATACACGCATGGCTT 146

Ai06B18947 Araip.B06 18947 p2 (AT)15 30 86036814 86036843 GACTAGCCGGCCTAAACTCC GCTCAAAGTCGCACAAAACA 260

Ai06B18950 Araip.B06 18950 p3 (CAT)7 21 86064870 86064890 GGGGTAAGCCAAAAGACACA ACGTACACAGCGCAAAAACA 219

Ai06B18951 Araip.B06 18951 p3 (ATG)5 15 86065510 86065524 TTTCCCGATTAACGGTGTGT ATTTGGGTGCAACAATCCAT 145

Ai06B18952 Araip.B06 18952 p3 (TAT)9 27 86067336 86067362 TTTTGCCAACTTTTTCCAACTT GGGAACAACGATAAACATTGG 278

Ai06B18954 Araip.B06 18954 p2 (AG)7 14 86071508 86071521 AACCCTCTCAGCATTGGAGA TCATCCCTCATTCCCTCATC 265

Ai06B18955 Araip.B06 18955 p3 (ATT)7 21 86072848 86072868 CCTTAAAGGGAACAAAGAATCAA TTTTTATCTCACTCTCTTATCATTCCA 235

Ai06B18959 Araip.B06 18959 p3 (AGA)6 18 86082312 86082329 CTTAGACTGTTGCTCGCCCT ACCCCACAGGATCATCTCAG 260

Ai06B18960 Araip.B06 18960 p2 (AC)7 14 86094855 86094868 TCTCTCATTAAGGTCCCCCA AAGGCTGTTGGTGGTCAAAC 212

Ai06B18962 Araip.B06 18962 p3 (TGA)8 24 86096573 86096596 ACCAAACTTGTGACCCTGCT CGTGGGTTGTATCCACACTG 276

Ai06B18965 Araip.B06 18965 p2 (AT)8 16 86115007 86115022 TGTAATGGGGCCAAGGTAAA GGAAAATTGGGAAGCTAGGC 148

Ai06B18966 Araip.B06 18966 p5 (AAAAT)5 25 86119816 86119840 AATGCATACCAGCCACACAA ACAACCCACCACGGTATGAT 249

Ai06B18967 Araip.B06 18967 p2 (AC)7 14 86123200 86123213 CCCAATTCCCAAAATTTTTCA TTTGAGCCTATGCTTAACCCA 202

Ai06B18968 Araip.B06 18968 p2 (TA)9 18 86123876 86123893 GGTGGTGCCCTAGAAATGAA CCCTTATTTTGGTTGTTGCAC 255

Ai06B18969 Araip.B06 18969 p3 (CTG)5 15 86124496 86124510 ATAATACGACGCTCGCTGCT ACTATTCTGTGGGGTGGGTG 227

Ai06B18970 Araip.B06 18970 c* (TGT)6(T)10* 27 86127823 86127849 AGAAAGCGCGAAATGCATAG TTGGATTGCAAGTTTCCTCA 214

Ai06B18976 Araip.B06 18976 p3 (TTC)7 21 86157842 86157862 CTAACGAGCCGCCTTCTATG AAGAGCAGCTTGAGCAATGG 226

Ai06B18977 Araip.B06 18977 p3 (AAC)5 15 86159985 86159999 TCTCAACCAAGAGAATCAAGCA GCATGCTAGTGTTCGTTTTCC 264

Ai06B18982 Araip.B06 18982 p3 (CTT)5 15 86170596 86170610 TCCTTCATCAAAATCACCAGAA GAGGAAGAAGAACGTGCAGC 105

Ai06B18983 Araip.B06 18983 p4 (AAAT)5 20 86176129 86176148 TTTGGTTAGAATCTCGTGCTGA GCAACTGAGGAACAATACACTCA 274

Ai06B18986 Araip.B06 18986 p2 (TA)6 12 86181866 86181877 AGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 270

Ai06B18994 Araip.B06 18994 p2 (TC)6 12 86211524 86211535 GGCCCAGATCCAAGTACAGA AAAGCAGACTTTTGGCAAGG 266

Ai06B18999 Araip.B06 18999 p2 (TC)7 14 86221449 86221462 CTTTCTTCGCCCTCCTTTCT GCACTCTTTCTCCCCCTCTC 252

Ai06B19000 Araip.B06 19000 p2 (GA)6 12 86221736 86221747 GAGAGGGGGAGAAAGAGTGC TCTCCCCTCCCCTTTCTTT 252

Ai06B19002 Araip.B06 19002 c (AG)6g(GA)7a(AG)7ggcaaaggaaaagagaagagggagagagagaat(GA)1197 86222189 86222285 GGGGGAAGAAAGAGAATGTAAAA CTCTCCCTCTCCCTCCTCTC 172

Ai06B19008 Araip.B06 19008 p3 (GAA)5 15 86257254 86257268 GGGATCTCCTTCTTCTTGGC ACACAACCCCTTCTCCCTCT 280

Ai06B19009 Araip.B06 19009 p3 (AGA)7 21 86259102 86259122 TTAGAATGTTGCTCGCCCTC ACCCACCTCACCCTCTCTCT 155
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Ai06B19011 Araip.B06 19011 c (T)10ctttcattttatttttcttttcatcatttcatttttttt(TA)6(T)1071 86273856 86273926 TTCACTTTGGGGCATTTTGT GTGGGATAGGGTAAAGGGGA 236

Ai06B19012 Araip.B06 19012 c (A)11ttcaaggccagcatatttatgaagtagaaaatccaataatttcatgtatagataatttctt(A)1082 86293119 86293200 AAAGGAAAAATGGTTTTCTTAATTTG CGACTGCACCTGAGTTTTCA 185

Ai06B19015 Araip.B06 19015 p2 (AT)23 46 86298065 86298110 GGCGTCAACTTTAAAATTACAGAA TGCTCCTAAGGATCCACAATG 234

Ai06B19016 Araip.B06 19016 p2 (CT)8 16 86298474 86298489 CGACTCGTCAATCGGAGTTT TTTTGGGGTTTGGTTTTTGA 260

Ai06B19017 Araip.B06 19017 p2 (TC)6 12 86298841 86298852 CTCGGAAGGTGGATGTGAAT CGGGCTAAAATCACTAACGG 175

Ai06B19018 Araip.B06 19018 p2 (AT)6 12 86303439 86303450 GGGTGCCAGCTTAGGAACTT TTGCAACAAAACAAAGGTTCA 254

Ai06B19019 Araip.B06 19019 p5 (TTATC)6 30 86312481 86312510 TGCTGATCCTTTGTCACTGG ACACGACCCAAATCTGAAGG 278

Ai06B19026 Araip.B06 19026 p2 (AG)6 12 86325916 86325927 GAGGAGGGAAGAGAAGAAGAAA GTTGTCAAGTTTTCAAAAATCAAA 249

Ai06B19029 Araip.B06 19029 p2 (TA)6 12 86348069 86348080 GAGGACCGTGCAACGTTTAT AAGCAACATGCAAATGCAAC 221

Ai06B19032 Araip.B06 19032 c (A)10gagaataaacttcta(T)1136 86355524 86355559 GGTTATTGGGCTGGGTTTTT GGGCGCAGGTACGTATAAGA 177

Ai06B19037 Araip.B06 19037 p3 (TTA)18 54 86385940 86385993 CTGGCACAACTCTCTGTCCA GCATTGTGATTTTGCCTGTTT 228

Ai06B19038 Araip.B06 19038 p2 (TA)10 20 86391034 86391053 ACCATGTTGAGAACCTTCGG GCAAGGAACCCAAAAGACAA 262

Ai06B19040 Araip.B06 19040 c (TTA)5(TCA)14 57 86396187 86396243 TTCTGCAACTTTGCTTTTGTT CATCAAATGAATGGAAGGCA 270

Ai06B19044 Araip.B06 19044 p2 (TA)9 18 86472015 86472032 GCTTATTTTCTTCATCGGGC CTGTCCACACCAAACAATCG 235

Ai06B19046 Araip.B06 19046 p2 (AG)7 14 86477363 86477376 GGGGATCCATCATTCACACT TGGCAACATAAAGAAATCAACG 222

Ai06B19049 Araip.B06 19049 p2 (AG)7 14 86493786 86493799 GATCCATCATTCACGCTTCA TGAATCAAAGGAAACAAGAAGAA 255

Ai06B19051 Araip.B06 19051 p2 (TA)6 12 86512720 86512731 CTCTGCGGGCTGTGACTAAT CCTAAGCCTTACCTCATGCC 238

Ai06B19055 Araip.B06 19055 p2 (TA)6 12 86518012 86518023 AAAATCAGCCATATGCAAGGA CAAATCTGCATTGAATTTCGG 243

Ai06B19059 Araip.B06 19059 p2 (AG)9 18 86542315 86542332 GAGTCGTGGAGGTGATTGGT AAAAGGGAAGAAAAGCTGGC 244

Ai06B19060 Araip.B06 19060 c (A)10gagaaagag(GA)15aaagaagggagagaaaagggagatgaagagagagagggggagaaaaaggataag(GA)6aggagaggaagagaag(GA)9aagag(AGAGAA)6190 86554338 86554527 ACCTCTTCAGGGGAAAAGAG TTTCATCTTTCTCTCCCTCCTC 246

Ai06B19061 Araip.B06 19061 p4 (TACA)5 20 86556725 86556744 GCTAAGATGGGAAGCAAATCC TCAATGCTCAGAGGGAAACC 278

Ai06B19064 Araip.B06 19064 c (A)11taagagaagaagagcgtttctgctcctgtgaagggggaagattggaccattattacccataacaaaaaaattataaaataat(A)12taagagaagaagagcgtttctgctcctgtgaagggggaagagaagaagaagaagggaggagaa(AAG)5183 86564430 86564612 TGGACCAAAATTACCCATAACA TTGGCGATAGAAGCAGAGGT 262

Ai06B19066 Araip.B06 19066 p2 (TA)7 14 86565434 86565447 AAGGATACAATGAAACCTAAGAATTT TGTTTATTGGTTAAAAGGACACAA 268

Ai06B19067 Araip.B06 19067 c (TAA)11c(AAT)5 49 86565629 86565677 AAAAATTATGTCCATTCAGTCAAATG GAAATGACAATGGGCACTCA 271

Ai06B19068 Araip.B06 19068 p3 (TTA)7 21 86568639 86568659 GCATTGGTTTCAACGCTAGG AAACGCAGGTGTGTTTCAGA 235

Ai06B19071 Araip.B06 19071 p2 (AT)16 32 86575036 86575067 TGCGAAGATAAGGCCGACTA GGATGATGTTCTCACCCGTT 263

Ai06B19072 Araip.B06 19072 p2 (TA)6 12 86591854 86591865 AAATGTCATCCATTGACCAACA CATTATGCACTTTGGGCTGT 232

Ai06B19073 Araip.B06 19073 p5 (ATAAA)6 30 86592121 86592150 ATGTGCAAGCACTGAAAGGA CAGAACCCACAGAGTCAGCA 222

Ai06B19078 Araip.B06 19078 p2 (CG)6 12 86613609 86613620 GAGATGTAGGGCCACTGGAA ATCCCTCGCTCCACCTTTAC 231

Ai06B19080 Araip.B06 19080 p3 (CTT)5 15 86623260 86623274 CATGGGAGGTTGTGCTTTTT GGAACAAGTGGAGGAAGCTG 226

Ai06B19083 Araip.B06 19083 p4 (AAAT)6 24 86646933 86646956 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 160

Ai06B19088 Araip.B06 19088 c (T)14gggggaagaggtattgaggtgattggtgaatgggtgaaga(AG)666 86671153 86671218 TTGGGAGGAAAAGTGGTTTG TTGGTGCAGGGATGAAAAAT 250

Ai06B19090 Araip.B06 19090 p3 (GAA)5 15 86677350 86677364 GCACTTGCTGGTCAGTGGTA ACACAACCCTCTCTTCCCCT 191

Ai06B19094 Araip.B06 19094 c (TA)24tg(T)20a(T)1384 86692485 86692568 CTTTGGGGCATTTTTGTCTC GAATGGGGTGTGAATTCCTG 259
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Ai06B19095 Araip.B06 19095 p3 (TTG)8 24 86696380 86696403 CGCAAACAAGTTTCATAAAATCA AGATGTTCAACACGCACCTG 247

Ai06B19099 Araip.B06 19099 p2 (CA)10 20 86757451 86757470 ACTCACCCTCACCACCACTC TCCCCCTCCCTTTCTTTCTA 130

Ai06B19101 Araip.B06 19101 p3 (TTG)5 15 86767694 86767708 GCAACAACAGGGGGTACATC GAGCTTACAAAGCCGGTGAG 211

Ai06B19105 Araip.B06 19105 p2 (TC)8 16 86802354 86802369 TTGTGCTTGGACTTTCCTGA ACACAAAGGAGCGAGAGCAT 246

Ai06B19108 Araip.B06 19108 p3 (AAT)8 24 86843009 86843032 CGTCGATTTGCACCCTATTT TGAATGAAAGTAAGCAAATGCAA 261

Ai06B19110 Araip.B06 19110 c (TA)8catatgaccaccttgaatttctttattattatgtgtaaaccgccttgggtttctctat(TA)992 86852493 86852584 CAAGAAATCAAAGCCGGAAG TGCATTAGGTTACGTGTGTGTG 206

Ai06B19112 Araip.B06 19112 p4 (TTTA)9 36 86864455 86864490 GAGCAAGAGTGCTCAAGGCT CTTACTGGCGTTTTCTTGCC 273

Ai06B19115 Araip.B06 19115 p2 (AT)8 16 86881617 86881632 CCGATTTTTCAGTTGAAGCG TTTGGACATACAAGCATCTAAGGA 277

Ai06B19124 Araip.B06 19124 c (T)10ccttgccttttggtttaaagggttattggctttttgttcttgccttttggtttaaagatctcttggctttttctgcttgctttttctttttctttc(T)10116 86931231 86931346 TTCACTTGACACCTTCACGC GAAAAACAAGGCTTGCAAAAA 273

Ai06B19127 Araip.B06 19127 p2 (TG)23 46 86945331 86945376 CACCTGGGTGTAATTGGGTT GCGAAAGAGGAAAAGAAGGC 274

Ai06B19128 Araip.B06 19128 c (A)11gaaaaacttcataagagattcatgtccatggatgagataataatttaaggtaataattatcctttaagat(A)1293 86952740 86952832 TTGCCTACAGCCTGATAGCTT CATGAATGTCTTATCTTTGCCA 245

Ai06B19132 Araip.B06 19132 p3 (ATT)8 24 86968849 86968872 CATTCTCCATGCTTTGATGC TGGAACCAAAATGGGACCTA 108

Ai06B19133 Araip.B06 19133 p2 (GA)6 12 86970103 86970114 AGGCTCATAGCCAGGGAAAT AAGGTGTGAACTGCTCCTTCA 253

Ai06B19137 Araip.B06 19137 p2 (AT)8 16 86981727 86981742 TCTAGTTGTGGGTTGAGGGC GCCCATTCTTAATTTGTGGG 187

Ai06B19138 Araip.B06 19138 p2 (AG)28 56 86993858 86993913 AGAATTGAAAATCGGGCACT TGGAGCTTTGAAGGAGGAAA 274

Ai06B19139 Araip.B06 19139 p2 (TA)7 14 86998869 86998882 TGCGTTAGCTTCGTGTGAAC CTTTGCAGCTTCGAGGAAAG 231

Ai06B19141 Araip.B06 19141 p3 (CTT)5 15 87006306 87006320 TTGCATTTGCTTCTTCAAGG GCATAGCTTGATTGCTAAATTGAA 267

Ai06B19150 Araip.B06 19150 p2 (TA)6 12 87044386 87044397 TGAGGCTTCTTGTTGGCATA GGCAGATTCTCCTAGCTCGT 218

Ai06B19155 Araip.B06 19155 p2 (CA)6 12 87052632 87052643 TAAATTTAAGCATGGCCAAAG ACACAAACCCAACTTCCAGC 225

Ai06B19156 Araip.B06 19156 c (T)10ccaattcatattcg(A)1034 87058225 87058258 TCGAGTTTGGACAACTGACG GCCAGGCTTCAATATGCTTC 224

Ai06B19157 Araip.B06 19157 p2 (CT)6 12 87059804 87059815 CCTCTCCCTCACTCACCAAA TTCTTGTCCTTGCTCCTGCT 171

Ai06B19158 Araip.B06 19158 p2 (CG)6 12 87073333 87073344 GCTTATGCACGGATGTAGCA AGTTGTGCCCACTTTATGCC 197

Ai06B19162 Araip.B06 19162 p2 (AT)8 16 87084966 87084981 CCACCCATTCAGCTACAGGT CCTTCGCTAATACGAACCGA 271

Ai06B19168 Araip.B06 19168 p3 (GAT)9 27 87123007 87123033 CTTCCCTGCAATTCCTTGAG TTCCTCCTCATCCTCCTTCA 223

Ai06B19169 Araip.B06 19169 p2 (AT)7 14 87126677 87126690 TCGAATGTACATGCAAAGGC AAAGGGATCAAGTAAGGGGG 264

Ai06B19170 Araip.B06 19170 p2 (AT)8 16 87132803 87132818 TCCTCTGCATCCTTCTCCAT ACAGTGGAGTTCTCCCACAA 135

Ai06B19171 Araip.B06 19171 p2 (AG)6 12 87135390 87135401 CGGGCTAAAAACGCTAACAG GAGCTTGTCGAGAGCTTTGC 244

Ai06B19172 Araip.B06 19172 p3 (ATG)5 15 87136057 87136071 ACACTTTTTGCGGAGGTCAA ACATCTCGCAGGAAAGGAGA 280

Ai06B19177 Araip.B06 19177 p2 (AT)10 20 87158553 87158572 TGAAAGTCACTTCTTTTACATTTTGA TTCAAACTCAAAATTCGGGC 200

Ai06B19178 Araip.B06 19178 p3 (AAG)7 21 87159056 87159076 AGAACCCTCCTTTCATGGCT TTTTCGAAGCACAAGGGTCT 204

Ai06B19181 Araip.B06 19181 p3 (ATA)8 24 87164477 87164500 TGTTGTTTTGCTCCTCACCA CCCTCCCAAAAGCAAACATA 152

Ai06B19183 Araip.B06 19183 p2 (TA)7 14 87185145 87185158 GTGCTATGCGGGGAAAATAA CGAACATGTACTGCCCACAG 180

Ai06B19186 Araip.B06 19186 p4 (ATCT)5 20 87191731 87191750 CCCTTAAAAGGAAGGGCAAG TTGTTGCTTTTGTTAGGTGCC 206

Ai06B19187 Araip.B06 19187 c (T)11aagcgggtatattattcacagtcgtgctaaaatagtcataaaaaataatagtgtttaatcattaacttatgatacctatatcgaagtaatg(TAA)8126 87197712 87197837 TTCTTTCTAGGAGCAGGGCA AGCACATTGATCCACGACAC 184
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Ai06B19191 Araip.B06 19191 p2 (AT)6 12 87221837 87221848 TAAGCTGTCCAGCCTGACCT CTGTGTGTTCTGGGCTGAAA 266

Ai06B19193 Araip.B06 19193 c (A)10g(A)10 21 87239617 87239637 TTGAGCACATATTCTTGCATTC GGGCAATCCATGTAATCAAAA 250

Ai06B19194 Araip.B06 19194 p3 (AAT)14 42 87258248 87258289 GCACCGTTCTTTGTGAATCTC TTTCCAAAAGTTGCATTTGTGT 263

Ai06B19198 Araip.B06 19198 p2 (TA)14 28 87264384 87264411 CCCTTTAAAGAAAATTCCTTGG AAGGAGGCTTAGAGCGAAAA 274

Ai06B19202 Araip.B06 19202 p5 (AAGAT)6 30 87323549 87323578 GGTTCCTCAATTTCAGCCAG CTGGGTGCTCCAGTGTCTTT 279

Ai06B19203 Araip.B06 19203 p3 (CAT)7 21 87325610 87325630 GCTTTGGCAGAAGGTACAGG GGGTCTTAGGGAGGACTTGG 243

Ai06B19206 Araip.B06 19206 p2 (CT)9 18 87331594 87331611 TTTCTTATCTTTTTCAAAACCACC GAGAGAGGGAAGTGAATTTTCG 217

Ai06B19207 Araip.B06 19207 p3 (TTC)5 15 87333949 87333963 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai06B19209 Araip.B06 19209 p5 (TTTAT)7 35 87341187 87341221 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 225

Ai06B19212 Araip.B06 19212 p2 (AG)6 12 87349811 87349822 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai06B19213 Araip.B06 19213 c (A)10(T)12 22 87351135 87351156 CCATGCTTCACATGCTTCAT ATTGTTCGAGCCTGGACATC 262

Ai06B19217 Araip.B06 19217 p3 (ATG)5 15 87367765 87367779 CTCATTTTGGGTTAAGGGCA CTCTCACATTTTCCAACCACA 278

Ai06B19220 Araip.B06 19220 p2 (TA)10 20 87383099 87383118 AATGGGATGGCACTGATCTT CTAGTGCGGTGGTTAGGCAT 244

Ai06B19221 Araip.B06 19221 p2 (AT)13 26 87385599 87385624 TCGGTGTTCCTCATCACATA CGACAACTCGCACTCTCTCA 280

Ai06B19222 Araip.B06 19222 c (A)10cgtttatatttatgtaatatacaaagcaattatca(TAT)869 87385951 87386019 CTCCTTAGAGTCGTACCACCG TTTAAAACATACCGTTGGACTTTTT 234

Ai06B19224 Araip.B06 19224 p2 (GT)8 16 87394677 87394692 GCTCTCTCACGCTCGTTCTT CACTCAGCAGGACCTTTTCC 233

Ai06B19227 Araip.B06 19227 p4 (TATT)6 24 87412665 87412688 GGAAACACCAAACTTAATTTCAGA AATTCCGCACCAAGTTTTTG 200

Ai06B19231 Araip.B06 19231 c (TAT)9(TGT)7 48 87444999 87445046 CTACAATCACCACGACTACCAC TTGATCGAGATGCTAGCGGT 217

Ai06B19232 Araip.B06 19232 p3 (ATT)21 63 87446026 87446088 AATTCCTTGTTTGACACTGGC TGCATGTACGTTCTTGTGAAAG 280

Ai06B19233 Araip.B06 19233 c (A)13gatcc(A)10 28 87448381 87448408 TGTTCCATTGATACCTTGGTCA TGCATGCTACTTGCCTGTTC 268

Ai06B19234 Araip.B06 19234 c (A)14ggcaacaaactgaaac(A)1040 87449166 87449205 CAAAAGTGCACGCTTCCATA CTGTCCCCGATGATGCTATT 201

Ai06B19238 Araip.B06 19238 p5 (AAGAT)5 25 87484825 87484849 CAGCCCAAGCCTACAGAGAG CCTGGGTGCTCCAGTGTATT 144

Ai06B19241 Araip.B06 19241 c (A)36g(A)23 60 87496785 87496844 CCCCACATGGTGTTGTCTATT TTCAACTTTGTTGTTGCTTTGAA 280

Ai06B19245 Araip.B06 19245 c (A)12gtatagggacccaattaaaaaaaattttttggtataagaactcaatt(A)1069 87506543 87506611 GGCTTAATTTTATAGGGACCCA GAGTAACTTTTAAGGGTTTTTCACA 280

Ai06B19246 Araip.B06 19246 p3 (CCA)5 15 87507012 87507026 GTCCCATCTCACCTTCCAGA AGCACTTCCGTCATTTTTGG 267

Ai06B19247 Araip.B06 19247 p2 (GA)22 44 87507130 87507173 GTCCCATCTCACCTTCCAGA AGCACTTCCGTCATTTTTGG 267

Ai06B19248 Araip.B06 19248 p3 (AGA)5 15 87507376 87507390 TTAACAGCCCCAACAACACA CAAAGGTTACATGTGCCACG 267

Ai06B19250 Araip.B06 19250 p3 (TCT)5 15 87511775 87511789 ATGGAGGCCGTACACTTGTC GAACAAGTTTCGGGTGGAAA 171

Ai06B19254 Araip.B06 19254 p2 (TA)7 14 87528791 87528804 TTCGGAATCTAATTTGGGCA CTTTGGCAACTTGTTGGGTT 183

Ai06B19257 Araip.B06 19257 p4 (TTTA)6 24 87541290 87541313 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 212

Ai06B19261 Araip.B06 19261 p3 (TTC)5 15 87598782 87598796 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 203

Ai06B19262 Araip.B06 19262 p2 (TC)7 14 87603732 87603745 ACGCGCTTCGAGTTGTTACT GGAGGAAAAGGAGGAGAAGG 142

Ai06B19263 Araip.B06 19263 p2 (TC)9 18 87606602 87606619 CAAAACACAGCTCCTCTCCC AGAGGGTGAGAAAAGGGGAA 214

Ai06B19264 Araip.B06 19264 c (TC)6(TA)9 30 87613206 87613235 AACCCCGACATTTGTGAGAC GACCAGTTCACCGGTTTGAT 244
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Ai06B19266 Araip.B06 19266 p3 (TTC)8 24 87618216 87618239 CCCATGTTAGGCCCAAATAA TTGGTTGCTGCAAAACAGAG 110

Ai06B19267 Araip.B06 19267 p3 (TGG)5 15 87619726 87619740 CCCCCTGTTGATGATGAGTT GCGCTAACCCTCTTCTTCCT 275

Ai06B19268 Araip.B06 19268 p3 (TGG)5 15 87619914 87619928 AAGCGAAATCATCATCACCA TGTCCCCAAAAACAGTTTCA 251

Ai06B19271 Araip.B06 19271 c (CT)9ttcctctctcttcact(ACC)549 87621993 87622041 AACAAAATTTGGGATCCGATT TTGCAGCACAAACATTAGGC 251

Ai06B19272 Araip.B06 19272 p2 (GA)22 44 87623173 87623216 TTGAGGATCTTGGATCTCGG ACCACCGCCTTATTATCACG 193

Ai06B19273 Araip.B06 19273 p2 (AG)6 12 87623354 87623365 GAGTTAGCTCAATGAGGCGG GTTATAGGGTTTGCAGGCGA 261

Ai06B19276 Araip.B06 19276 p2 (TA)18 36 87638063 87638098 ACCTTTGGAGGGACCACTTT AGTTTCGAGGGTTGGGAAGT 262

Ai06B19277 Araip.B06 19277 p2 (GA)6 12 87639558 87639569 CCCTTTCAACTTTCCCTTCC CTTCTCCTCTGGCTCCCTCT 193

Ai06B19278 Araip.B06 19278 p2 (GA)6 12 87639957 87639968 AAGACGGGCAGAGAGAGGAT GAGCTCCGGCAACAGTTTAG 131

Ai06B19280 Araip.B06 19280 c (A)12gaaaacgttgagg(GA)637 87646467 87646503 CCCTTTCAACTTTCCCTTCC TTTTTCTCTGGCTCCCTCCT 196

Ai06B19282 Araip.B06 19282 p2 (TG)6 12 87653627 87653638 AACATCTGCCAAATGCAACA TTCAGAGTTCCATCCCCATC 266

Ai06B19284 Araip.B06 19284 p3 (TAT)8 24 87656804 87656827 TCCAACACTCCAACACCAAA TGGAAAGGAAAAAGCGAAGA 144

Ai06B19285 Araip.B06 19285 c (T)10g(T)11 22 87657252 87657273 CCAGCTTTGTAGGAGGGTGA ACAGCCTGCAACCCAATAAC 263

Ai06B19288 Araip.B06 19288 c (GA)22atactcggacgcagctttcggtcatgtgaacgggctcaggagaagaagaggaagtcggagttgaacggtgaagaatagaagcc(GAA)5142 87663816 87663957 TTGAAAAATAAAAGGAAAGGAGGA TTCCGACAGAACGAGAGGTT 240

Ai06B19289 Araip.B06 19289 p2 (CT)7 14 87664103 87664116 AGAAGCAGGAACGGAGTTGA GGGACCTAAAGGGCAATGTT 223

Ai06B19293 Araip.B06 19293 p2 (TA)7 14 87667439 87667452 TTACCAAGACATTCCTTGCCT CTTTCTAGCCGGATTCAGCA 239

Ai06B19297 Araip.B06 19297 c (A)10ttaaacattttatgataataaacgatagacacattatg(T)1159 87680724 87680782 TCCTTCGGATTTTCAGTTGC AACAAAACAGTTGAAGTTTCACTCA 272

Ai06B19298 Araip.B06 19298 p2 (TA)13 26 87681196 87681221 GATCAAACAAAAACCCTTTTGAA TTTCTTCTTAGAAATCGACTCGAAA 277

Ai06B19299 Araip.B06 19299 p3 (TTG)5 15 87681802 87681816 TGCGCTTCTTCTTCTCCTTC AAGTGGCACTCATCCCAAAC 141

Ai06B19301 Araip.B06 19301 p2 (CT)6 12 87694986 87694997 TACTTCCCCTTGTGGAATGG TTTCCTGTTGACATGACCGA 226

Ai06B19305 Araip.B06 19305 p3 (TTG)5 15 87736725 87736739 TTTGGGTCTTCAAGTGGTCC AAACCCAACAAATCCACCAG 216

Ai06B19306 Araip.B06 19306 c (T)10ctttcctttttgttgttcttctcttt(TA)15(GT)678 87743201 87743278 TGTCCCCTTTTTATTGCTTTTT GAAAAATAGTTTGGGCGCAT 278

Ai06B19307 Araip.B06 19307 p4 (AAGA)10 40 87745207 87745246 TGAGTAATGGTGGAAAACGGA GTTTTTCCTCCCTTCCAAGC 157

Ai06B19310 Araip.B06 19310 c (A)10gtatatctaatgaatgttagcggttaacttcactt(A)1257 87755217 87755273 CTTATATGCACGAGATAATAGCAAA AACTGAAGCAACGCAGATCA 277

Ai06B19311 Araip.B06 19311 c (CGT)8catcatcatttttttta(CTC)556 87760091 87760146 CAACAAAGCAAAATCTCTAATCAA TCTTTTTGGACACATAGCACAT 280

Ai06B19312 Araip.B06 19312 p3 (TCA)33 99 87760709 87760807 TGCTCTCATCATCGACGTTC TGACAATGAAATTTCTTAACCGTG 215

Ai06B19314 Araip.B06 19314 p2 (TA)6 12 87761769 87761780 AACCCGCAACCTCTTAATTG TGTCTTTAATGGGTCCCACC 234

Ai06B19324 Araip.B06 19324 c (A)11gagaaag(A)10taggcg(A)1044 87784994 87785037 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 234

Ai06B19332 Araip.B06 19332 c (AAT)16(GTT)5 63 87827206 87827268 GTTTTTGAATTTTATTGTCATTCATGT ATGGGACCACGCTTGTTAAG 217

Ai06B19333 Araip.B06 19333 p3 (TGA)6 18 87827528 87827545 TCACTTGGTCACAAACTCGC CGGTTCAATTCTTACCGTGG 225

Ai06B19335 Araip.B06 19335 p3 (TTA)9 27 87831631 87831657 AAAGAGATATGGAAGTAGTTTAGGGTC CCTAAATCCGACCCAGTTCA 233

Ai06B19341 Araip.B06 19341 p2 (CT)6 12 87856750 87856761 GCACACTTCTCCCTAATCGC TTGCTGTGAATGGTGGTGTT 210

Ai06B19342 Araip.B06 19342 p5 (AAAAT)5 25 87856949 87856973 CCACCATTCACAGCAACAAC GTGTCCTGTCCCCTCTGTGT 232

Ai06B19343 Araip.B06 19343 c (TA)8(T)10 26 87857820 87857845 TTCGGGTACTGATTTGGTCA TTGATTTTGGGAGAGTTGGG 223
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Ai06B19346 Araip.B06 19346 p3 (TTG)5 15 87866330 87866344 TCCATGAGGTGATCAAACGA GCTTCTGACTTGAGTTGATGCTT 239

Ai06B19348 Araip.B06 19348 p2 (AG)6 12 87878889 87878900 CGGATTTTTGGTGAGTGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 263

Ai06B19349 Araip.B06 19349 p2 (TC)11 22 87880981 87881002 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 254

Ai06B19351 Araip.B06 19351 p3 (TCT)6 18 87929224 87929241 TGATCATCCCTTCCGTTTTC TTAGAATGTTGCTCGCCCTC 186

Ai06B19353 Araip.B06 19353 p2 (AT)7 14 87952900 87952913 TGGGGAAATTTGAATTTGGA TTCACCATTTACTTTGGGGC 230

Ai06B19356 Araip.B06 19356 p2 (TC)7 14 87960615 87960628 CCCTCCAATTAGCTCAGCTCT AAACCAATGGGTTATGACGG 264

Ai06B19358 Araip.B06 19358 p2 (TA)9 18 87972495 87972512 TCCCATCTTATTTGCAGAAGTG GGTTTATCAACCTCCCCACA 267

Ai06B19360 Araip.B06 19360 p2 (AG)6 12 87980125 87980136 CAGGCTATACAGTGGGGGAA TGGGAAGGTTCATAAGCCAA 253

Ai06B19361 Araip.B06 19361 p2 (AT)7 14 87984564 87984577 TGGGTTTGGAAACATTTGGT TATCGCATTTACTTTGGGGC 205

Ai06B19362 Araip.B06 19362 c (T)11aatcata(AT)7 32 87990908 87990939 TCCATCACATATGCATTGACTCT TGGGAAAAATATGGGAACCTT 245

Ai06B19363 Araip.B06 19363 p2 (AC)6 12 87991069 87991080 AAGGTTCCCATATTTTTCCCA TTGCCACTTTGAGCCTTTTT 157

Ai06B19366 Araip.B06 19366 c (A)10cttaaggatttttgttgaatttgaattttggttgctttagaatgtttatagattaggagagtgccctgtttttg(A)1094 88028441 88028534 TTTTGCTTAAGGTGCAAGTTTT AGGCATAAAGTGGGCACAAC 235

Ai06B19367 Araip.B06 19367 p2 (GC)6 12 88028713 88028724 AGTTGTGCCCACTTTATGCC TATGCGCCATGTGTGCTTAT 260

Ai06B19368 Araip.B06 19368 c (A)11caaaaaaaatttcttttataaataaaaaaaaattcgtcca(T)10g(T)1476 88028976 88029051 TGGATTTGCACCCTGTTTTT CAATTGAGTAAGAGAATTCAACACC 278

Ai06B19373 Araip.B06 19373 p2 (CT)6 12 88038789 88038800 TCTCATCTTTTTCAAAACCACC CCAAACACAAGGGTAAGGAGA 275

Ai06B19378 Araip.B06 19378 p2 (TA)8 16 88065690 88065705 GGACACTCAAATGTCACCCC TCCCTTGCCATATCTCGTTT 242

Ai06B19379 Araip.B06 19379 p2 (AT)6 12 88066219 88066230 AAATGCATGTATTGTTTAACTCATTT TAGCCGGAAGCGTGATATTC 228

Ai06B19384 Araip.B06 19384 p2 (CT)6 12 88094475 88094486 TCAAACAATGGTTCATCAACATAA AACCCAAGGATTGATGGGAG 280

Ai06B19385 Araip.B06 19385 p3 (AAG)17 51 88097929 88097979 CCTATGACTCGGAGGTGGAA CCGAATACACACATCCCTCC 230

Ai06B19387 Araip.B06 19387 c* (TAT)12(TA)13* 59 88104999 88105057 GCATTTTGTCCCCTTTTATTTC GCCCAATTGAGTTTTGAGAA 280

Ai06B19388 Araip.B06 19388 c (A)11gc(A)10 23 88106851 88106873 CACGTTCCTTGGGTCTTGTT TTGAATCCTAAGTGGAACCCA 227

Ai06B19390 Araip.B06 19390 c (A)11tcataaaatcataaaaat(A)1039 88116512 88116550 TAAGCCATGCCTAACCCTCA TGCAATTGACACCAAACTTGA 213

Ai06B19391 Araip.B06 19391 p4 (TAAA)7 28 88118623 88118650 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 209

Ai06B19392 Araip.B06 19392 p3 (AGA)5 15 88128042 88128056 CTCTGGCCTTATGTGCCATT TTCCTTTCCCTCTTGAACCC 272

Ai06B19396 Araip.B06 19396 p5 (TTATC)5 25 88181685 88181709 CCTGGGTGCTCCAGTGTATT AAAAGGGCCCAGATAGAGGA 182

Ai06B19399 Araip.B06 19399 p2 (AT)8 16 88190149 88190164 TTGATTTTGGGAGAGTTGGG GGCATTTTTGTCCCCTTTTT 270

Ai06B19402 Araip.B06 19402 c (CT)9aattttcgaaaatatcttccctctttttcaaaatttctttttaattaactaattattttgtttttattttgaattttcg(A)11108 88204848 88204955 TTTCTTATCTTTTTCAAAACCACC GTGGGTGAGGGAGAGATGTT 267

Ai06B19403 Araip.B06 19403 p2 (CT)9 18 88205096 88205113 AACATCTCTCCCTCACCCAC TGCCTTTTTCTCTGTCCCTG 182

Ai06B19405 Araip.B06 19405 p3 (TTC)5 15 88223371 88223385 TCCTCTCTACTTGGCCGAAA AGTGGTCTTGATGGGCTTTG 263

Ai06B19407 Araip.B06 19407 p2 (AT)9 18 88227807 88227824 TTGCACATTCTTCTGCAACC GGCATTTTTGTCCCCTTTTT 233

Ai06B19412 Araip.B06 19412 p2 (CT)8 16 88265517 88265532 CCAAATTTTTCTTTTCCCTCC ATTGCAACAATCCACAAGCA 273

Ai06B19413 Araip.B06 19413 p2 (TA)6 12 88268508 88268519 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai06B19415 Araip.B06 19415 c (CTT)5gttgtacgttcttcttcctcttcc(TCT)657 88272453 88272509 AACGTGCTTCGAACCGTTAC CCTCCTCATCTTCTGCTGCT 263

Ai06B19422 Araip.B06 19422 p2 (TA)6 12 88289567 88289578 TGGAATGCCATACAATGCAA CAAAATCCAGTGAGGGTTCAA 278
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Ai06B19423 Araip.B06 19423 c (A)11tttccttg(T)10 29 88300415 88300443 AGCTGCCGCAATAAACCTTA TAAAAATTGGGCAAAAGCCA 229

Ai06B19424 Araip.B06 19424 p5 (AATAA)5 25 88300691 88300715 CGTTTTACTTTGTTTAATTTTTCTTTC CGTACCATGTGGTAAACAGGAA 278

Ai06B19426 Araip.B06 19426 p2 (AT)6 12 88310779 88310790 CGGCAGTATCGGCTCTAGTC CAGCAGCGCCTCTTTTCTTA 262

Ai06B19427 Araip.B06 19427 p2 (AT)9 18 88311478 88311495 GGTGGTTTGGATGGAAGTTG CCACCATTCAATATTTCCAACA 211

Ai06B19428 Araip.B06 19428 p2 (CT)6 12 88323078 88323089 GCAGACATAACAATCAATCACGA ATTTTTGACGCAGTTTTCGG 265

Ai06B19435 Araip.B06 19435 p2 (TA)9 18 88389553 88389570 AGGTGGTTTTCGCAACTGAC AGTTTAAGCATAAGCCGCCA 275

Ai06B19436 Araip.B06 19436 p2 (AT)19 38 88394878 88394915 TCTCACTTCCTCATTGCACA TTCACTGCTGTTCTGATGGC 263

Ai06B19438 Araip.B06 19438 p4 (AATA)6 24 88416963 88416986 TGAAGATTGGGAAATTTGGG TTGGGGTAATTTTGTCCCCT 157

Ai06B19439 Araip.B06 19439 p3 (CAA)6 18 88424628 88424645 CCAGCAAACACGACACAAAC TCTGCCGATCAAATAGTCAATG 280

Ai06B19446 Araip.B06 19446 p3 (AGA)5 15 88479336 88479350 AAGCAATTGCCTTCCCTTTT GGCCGAATACACACCACTCT 194

Ai06B19449 Araip.B06 19449 p2 (AT)6 12 88489051 88489062 ACCTGCGAAGTCAAGGTTGT AGGACGTGAAACACCTCGTT 233

Ai06B19452 Araip.B06 19452 p2 (TG)6 12 88493206 88493217 TCATCACGTAACATGGGTAAGAA TCGGACATTGGTATGACACA 280

Ai06B19453 Araip.B06 19453 p2 (AG)11 22 88498001 88498022 AATTCCAAAGATTTTGGCCC CCCCAAACCCTTCTCTTTTC 188

Ai06B19454 Araip.B06 19454 p2 (AT)8 16 88498661 88498676 GCTTCGTTTTGGTGTTTGGT CAACATCAACAACTCCCATCA 280

Ai06B19455 Araip.B06 19455 p3 (AGA)8 24 88518258 88518281 CGGTCTTAGGTGCCATCAAT ATCACCCTTTCCCAAGAACC 238

Ai06B19456 Araip.B06 19456 p2 (AG)6 12 88520910 88520921 ACAGATGGAAGAGGGGGTTC TGACTTTTTGTTTGTTTCTTATCTTTT 280

Ai06B19464 Araip.B06 19464 c (T)10gaaaactgaaatt(AAATA)548 88543024 88543071 TTTCCGGCTCTCCTCTAACA TGTTGTTTAGAGAATGTTGTTTCCA 260

Ai06B19465 Araip.B06 19465 p5 (AAAAT)5 25 88543244 88543268 GAAAAATAAAGGGTAAGGATTTTCG CTCAAATCTTAAAATCAAATCTTTTTC 159

Ai06B19470 Araip.B06 19470 p3 (GAT)5 15 88579065 88579079 TGAGCATTTTGGTGTTGACC GAGGAGGAGATTCCTCAGGG 161

Ai06B19471 Araip.B06 19471 p2 (AC)6 12 88581834 88581845 GGGGTTAAGGTAAAGGTGAGG GGGGACAAAATTACCCCAAT 236

Ai06B19472 Araip.B06 19472 p4 (TTAT)5 20 88581988 88582007 GCGTAGCTACCCAAAATTCC AAAATCCATGTGCATTGATACG 212

Ai06B19473 Araip.B06 19473 c (T)13gcagaatgcagaatgcagcatgcagatgaatatgcagaaattatggataaatgctaata(AAAAT)597 88585117 88585213 TCCCGCGTAACTCTCTGTTT GCAAAGTGCTAGGTGGGAGA 245

Ai06B19474 Araip.B06 19474 p2 (TC)7 14 88595733 88595746 TTTCCCTTTTCTTCCTTCTTCC TTGCAACAATCCACAAGCAT 253

Ai06B19476 Araip.B06 19476 p3 (GAA)8 24 88616526 88616549 GCTTTGTGTTTCCTTGGCAT CCCATTTTCTCTGTCCGAAA 152

Ai06B19478 Araip.B06 19478 c (TA)9tg(TA)7 34 88638798 88638831 TTCCTGCTACAAGGTTGGCT TGCAGTTTTGTTAAGTACAGGATCA 250

Ai06B19481 Araip.B06 19481 c (T)13gcagaatgcagaatgcagcatgcagatgaatatgcagaaattatggataaatgctaata(AAAAT)597 88647021 88647117 TCCCGCGTAACTCTCTGTTT GAGCTTGAAGACCGTCCAAC 279

Ai06B19482 Araip.B06 19482 p2 (GA)6 12 88652936 88652947 TACTGATGAATGTCCGCAGC CCTTGATTGTCTCTGCCTCC 183

Ai06B19484 Araip.B06 19484 p2 (TC)8 16 88658077 88658092 GCCGCACAGCTTATCCTAAT GGGGGAAGAAGAAAAGAAAAA 182

Ai06B19485 Araip.B06 19485 p2 (CT)6 12 88661199 88661210 TTGTTTCTTAACTTTTTCAAAACTACC GGGTTGAGATGCGAGATGAG 274

Ai06B19486 Araip.B06 19486 p3 (TAT)6 18 88661538 88661555 CCCCCTCTTTTCTTCCACTC GTTCTTGTCCTTGCTCCTGC 123

Ai06B19490 Araip.B06 19490 c (ACCAAC)5accaccact(ACC)5aca(ACC)572 88684581 88684652 CCTCCACCACCACTACCACT TGGTTTGGTGTTGTTGCTGT 210

Ai06B19492 Araip.B06 19492 p3 (GGT)6 18 88701512 88701529 CGATGGGATGACTTCCAGAT AATACACTGGAGCACCCAGG 279

Ai06B19497 Araip.B06 19497 c (CT)6cccc(CT)7 30 88716873 88716902 TTCCTCTCAGTCGCGCTTAT GGGGGTGTCCTAAATGGTCT 212

Ai06B19498 Araip.B06 19498 p2 (TA)7 14 88729083 88729096 TTCCTGCTACAAGGTTGGCT TGCAGTTTTGTTAAGTACAGGATCA 228
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Ai06B19499 Araip.B06 19499 p3 (ATT)5 15 88735068 88735082 CCCTACACAAAGCTTGCCAT GAATCCCACGGAGATTGTTG 257

Ai06B19504 Araip.B06 19504 p3 (ATT)5 15 88748556 88748570 CCCTACACAAAGCTTGCCAT GAATCCCACGGAGATTGTTG 257

Ai06B19505 Araip.B06 19505 p6 (AAAAAT)5 30 88751088 88751117 AAGCTTGGGAACATTGGTTG GGGCATTTTTGTCCCTTTTT 242

Ai06B19506 Araip.B06 19506 p2 (AT)30 60 88751357 88751416 AATGCCCCAAAGCAAAGTAA GGTTGTAATGGGGCTAGGGT 273

Ai06B19510 Araip.B06 19510 p2 (TA)6 12 88767163 88767174 AAAAGTGGGGAAATTTTGGG TTTCAAGGTTGTAATGGGGC 165

Ai06B19511 Araip.B06 19511 p2 (CT)6 12 88767981 88767992 CATCCATTCATGAGGAGGCT AATTTGGAGTTTGGGCAATG 280

Ai06B19515 Araip.B06 19515 p2 (TA)23 46 88788913 88788958 CCTTACGTACAGGACACAAGCA TGCCGAATTATGACATCGAA 250

Ai06B19517 Araip.B06 19517 p2 (TA)8 16 88793892 88793907 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 206

Ai06B19520 Araip.B06 19520 c (T)10gag(A)10 23 88803964 88803986 CCAAAATGCTGAAAACCAAAA GGAAATGCTCTGATTATTACACAA 280

Ai06B19522 Araip.B06 19522 p2 (TA)8 16 88806166 88806181 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 229

Ai06B19524 Araip.B06 19524 p2 (TA)6 12 88808176 88808187 TTGCACAAAAATAATTATGCCACT TCGTACCGTAGCAAACACCA 109

Ai06B19526 Araip.B06 19526 p3 (TGA)6 18 88815521 88815538 ATGGCTAAGCTCAGAGGCAA ATGTGGTCTGCCATGAGACA 254

Ai06B19527 Araip.B06 19527 p2 (AT)9 18 88829963 88829980 TCAACCTTTTGGCCATGTTT GCATCGTTTTCCACTGATGA 206

Ai06B19528 Araip.B06 19528 p2 (TA)10 20 88830404 88830423 GAGCATGATTGGGCGTAACT GCTAGCCCTATACTTTTTCATTTCG 233

Ai06B19530 Araip.B06 19530 p2 (TA)6 12 88831991 88832002 AAAATCGGAAGAAAAGTGTTACAAA CGCCACATCAACATAAATGC 229

Ai06B19536 Araip.B06 19536 c (A)10gaaattgattcaaggactcaatt(A)1043 88837537 88837579 GCAGAGACCCAATTAAAAGGAA TGATCATCTTCATAATGCATGG 237

Ai06B19538 Araip.B06 19538 p3 (GAA)6 18 88860977 88860994 TGAATGGAATGCAAATCGAA ACGCATCTTCTCCACTCTCC 185

Ai06B19539 Araip.B06 19539 p4 (TATT)6 24 88866462 88866485 AAAATGTGGTCCGTTTGCAT GCTTGAGTGGCCTCAGATTC 233

Ai06B19541 Araip.B06 19541 c (A)10ttaaaagaagatatatgtttgtttatctagactgtctcttgactaattaataaattttgatattaaaaaagtattttca(AT)6101 88875601 88875701 TTTTGGCTACCTAACATTACCCA GAAACAATTTTAATTTTGTCCCAA 242

Ai06B19542 Araip.B06 19542 p2 (AG)7 14 88894839 88894852 ATAGAGGCTGGAGAATGGGG GGTTCATAAACCAAATTGGGAA 268

Ai06B19543 Araip.B06 19543 c (TGG)5gtgaccgcggtggtgtgcagtgagaatgagaggctgagggt(GA)668 88898660 88898727 AGAAAAGGGAAGCGCAGAAC ATCCTCTCCTCTCCTCCAGC 229

Ai06B19545 Araip.B06 19545 p4 (ATAA)5 20 88909014 88909033 GAGAATTTGGGTGCCTACTCA GCCTAACTACCCATAATTCCCA 254

Ai06B19546 Araip.B06 19546 p2 (GT)9 18 88909178 88909195 TGGGAATTATGGGTAGTTAGGC GGGCTAAGGTAAGGGTGAGG 141

Ai06B19552 Araip.B06 19552 p4 (TATC)15 60 88918352 88918411 GGAGAATGATCAAAGGGGGT GATCATTTCCTTGCTTAGCCC 219

Ai06B19556 Araip.B06 19556 p4 (TTTA)6 24 88930112 88930135 GGTGAATTTTGGGTGGTTTG CCACTTTCTCTCTCCTCAATTTTT 263

Ai06B19559 Araip.B06 19559 p2 (AT)9 18 88942517 88942534 ATCGAGCTCAATATCCGCC TGAATATGGCGAGGTGTCAA 264

Ai06B19560 Araip.B06 19560 p2 (AT)6 12 88943771 88943782 TGCGAAGCTACAGGAGCATA GAGCATTTGTGAATACGAACCA 236

Ai06B19561 Araip.B06 19561 c (T)10cttctttctttcctcttttttaattctcttatctcg(T)1056 88946662 88946717 GTGTTAAGGATTGTTGCCGC GAGAAGAGCAAGAAGAAAAAGAGG 210

Ai06B19564 Araip.B06 19564 p3 (ATT)5 15 88953366 88953380 TGTTGATCGCCTTGAGTTTC AGCATCATCATTGTAACACACTAAC 271

Ai06B19565 Araip.B06 19565 p3 (ATT)5 15 88953750 88953764 CAGTTGGACATAATCGGTGAA CGTCAATATCTTCTTAAATTCATTTTT 135

Ai06B19575 Araip.B06 19575 p3 (TTG)7 21 89068969 89068989 AACATCCAGTCAGGAGGGTG ACACATATCACGGCATCGAA 257

Ai06B19576 Araip.B06 19576 p2 (AT)9 18 89076971 89076988 AATGGGGCTGAGGTAAAGGT AAGGGGACAAATTACCCCAA 252

Ai06B19577 Araip.B06 19577 c (T)10c(T)10 21 89077180 89077200 ATTGGGGTAATTTGTCCCCT GGGAACATGGGTTCATAAGG 219

Ai06B19579 Araip.B06 19579 p2 (CT)94 188 89103959 89104146 TTTATGAGTCAAATCAAATTTTCAA TTGAAAAAGAGGGAGATATTTTCG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B19580 Araip.B06 19580 p3 (TTC)9 27 89107127 89107153 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 137

Ai06B19581 Araip.B06 19581 p3 (GAA)5 15 89108872 89108886 TTCTCTGGCCTTAGGTTCCA ACCCTCTCTTTCCCCTCTTG 180

Ai06B19583 Araip.B06 19583 p3 (ACC)5 15 89152413 89152427 CCAACACCCTCTGCTCTCTC GCAAAGAATGAAGGGGTGAG 249

Ai06B19584 Araip.B06 19584 p3 (GAA)5 15 89154127 89154141 CGGTCTTAGGTGCCATCAAT GCCGAAACACATCTCTCTCC 154

Ai06B19585 Araip.B06 19585 c (AG)6ggttcagagtttttgtgagtgagggaaggatgttagtagatgaataaataaatagaagaagat(GA)891 89159282 89159372 TTCTTGTCCTTGCTCCTGCT CGAAAATCACTAACCATTTTTCAA 264

Ai06B19588 Araip.B06 19588 c* (T)13gaattttgtcccatgtgcattggttctttttattttgcatttggggta(AT)9(T)10*88 89162760 89162847 CCCAAATTTTCCCACTTTTG TGGGAAGCATGCTCATGTAA 221

Ai06B19592 Araip.B06 19592 p2 (AG)6 12 89167789 89167800 GGACATTGAACCTGGGATTG CATCCATTCATGAGGAGGCT 148

Ai06B19595 Araip.B06 19595 c (T)12gtttattaattggtttattatgcagttaaatctaagaaggttaattggttcatttgtgcagctaagttttgg(T)1498 89179935 89180032 TTGCGTTCTTCTTTGTTCAAT CCACACTCAGCAATGCTTTT 267

Ai06B19602 Araip.B06 19602 p4 (GTTA)5 20 89195722 89195741 CCCTTCAACCATCATCCAAC CCAACAACGAATAATTTGAGCA 167

Ai06B19603 Araip.B06 19603 p2 (AT)6 12 89196919 89196930 TTAAGTGTGGGGAGGTCGTC GCTCAAAAATCATGTTCCACAA 251

Ai06B19604 Araip.B06 19604 p2 (AT)11 22 89197517 89197538 GGAGAATTGGAAACATTCGG CCCATTTTCACTTTTTCACACA 279

Ai06B19612 Araip.B06 19612 p3 (GAA)5 15 89236622 89236636 GGCAACAGCAGCATAACAAA TGGTCCTTGAAGGTTGGTTC 266

Ai06B19614 Araip.B06 19614 p2 (GA)7 14 89266532 89266545 GTGAGGATGGAAGGAGGTGA TTTCTTAACTTTTTCAAAACCACC 271

Ai06B19615 Araip.B06 19615 c (T)10cgcc(T)10 24 89289968 89289991 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 132

Ai06B19617 Araip.B06 19617 p3 (ATA)5 15 89305875 89305889 GAGCTTTAACGTGCTGAAGGA ACTGGTTGCTCCTGCGTAGT 196

Ai06B19618 Araip.B06 19618 p2 (CT)7 14 89312805 89312818 TCTGAGAAGGATGGACCCAG TCTCCTCACACCCTCAATTTC 241

Ai06B19620 Araip.B06 19620 p3 (AAT)7 21 89316656 89316676 TCTTATCCTTGCTCCTGCTCA TTCGAAAATTATCCCTCCCC 237

Ai06B19621 Araip.B06 19621 p2 (AG)6 12 89317002 89317013 ATGAGATGGGGGAGGGATAA TTTTTGTTTGTTTCTTAACTCTTTCAA 233

Ai06B19622 Araip.B06 19622 c (T)11ggaaaaca(T)1130 89318392 89318421 TTGGAAGCCTCAGTCCAAAC TTTGGACAACTGACGGTTCA 248

Ai06B19627 Araip.B06 19627 p2 (CT)6 12 89348920 89348931 ACTTGGTGCAGGGATGAGAT ATAGGTGAGGGGTTTTTGGG 140

Ai06B19628 Araip.B06 19628 p2 (AG)6 12 89350910 89350921 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 239

Ai06B19629 Araip.B06 19629 p3 (CTT)9 27 89359204 89359230 GCGAGCAGTGGTTCTTTTTC TTGTTACCATAGGAACCGCC 224

Ai06B19632 Araip.B06 19632 c (A)10ggcaaaacagtaggaaagaaaaaaaaatgaaaagcgaaaagatgaaaaaaag(A)1173 89381161 89381233 GGGATAGAAAAAGAAAGATGAAAAA TCAATTATTTCGCTTCTGCTG 175

Ai06B19636 Araip.B06 19636 c (T)11a(T)10 22 89392459 89392480 GTGTACCGTCATCGTCATGC TCTCACGTTCAAGTTCAACCA 251

Ai06B19641 Araip.B06 19641 p3 (AAT)5 15 89448176 89448190 TAGAGTTTGACTGTGGGGGC TCACATCTCAACCCTCCTCA 263

Ai06B19642 Araip.B06 19642 p2 (AG)6 12 89448518 89448529 TGGAAGAGGGAGAATTTTCAA CTTATCTTTTCAAAATTTGTTTCAACT 267

Ai06B19644 Araip.B06 19644 p2 (TA)6 12 89458611 89458622 TCGGTTGCTGAAAAGACTGA AAGAAGCTCTGGGTTGCATT 231

Ai06B19645 Araip.B06 19645 p2 (TA)7 14 89458747 89458760 ACAGCTATTTTCCGCTTCCC GAGTGATGCGCAGACAAGAA 249

Ai06B19646 Araip.B06 19646 p2 (AT)6 12 89474555 89474566 GGGTACCCGATGACTTTGAA GAACCTAAACCAACCCGTGA 255

Ai06B19647 Araip.B06 19647 p2 (AT)26 52 89476422 89476473 TTGGCTCTTGAAAGATTGATGA ATTTGGCCCTCCTATCCATT 254

Ai06B19649 Araip.B06 19649 p2 (TC)6 12 89481614 89481625 CATCGCTCAAATCTCTTCCC CACAAATTGGGAGCACAAAA 171

Ai06B19650 Araip.B06 19650 p2 (CT)17 34 89484619 89484652 GAGCCCACAGAATGTAAGCC AAACTGGTCGGTCCATTCAG 278

Ai06B19651 Araip.B06 19651 p3 (AGA)5 15 89487331 89487345 TGAGCTTCTTCATGTGCCTG ACACATCCCTGCATCTCCTC 276

Ai06B19652 Araip.B06 19652 p2 (AG)7 14 89490171 89490184 AGTCACTACCCCACCACGAA TGTTTTCTGGCTGTAGTTTATTGC 259
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Ai06B19654 Araip.B06 19654 p3 (AGA)5 15 89513532 89513546 GACAGAGCAATACGCCATGA AAACAAGGAGCAAGTCCACC 169

Ai06B19655 Araip.B06 19655 p2 (GT)6 12 89513702 89513713 GGAAAAGGCAAGGGAGAAAC AGGACAGGTGACAAGACAAGC 261

Ai06B19659 Araip.B06 19659 p3 (TAA)5 15 89534760 89534774 GAGATCACCATGCTACGAGAGTT CTCTGATTTGCCGCTTCTTC 261

Ai06B19660 Araip.B06 19660 p2 (TA)13 26 89546712 89546737 ACCCTCGCCATTATCTTGA GCTCAGACATTACGACGACACT 280

Ai06B19661 Araip.B06 19661 c (T)10acataca(T)10cttttcttttcatcattcattttttttg(T)1065 89553255 89553319 ACTTTGAGGCATTTTGTCCC AAGTTGGTGAGGCTTGGAAA 268

Ai06B19662 Araip.B06 19662 c (A)10(T)10 20 89553979 89553998 CCACATCAATAGGCTCAAGTCTC CCCTTTTTGCATAAGAATTTGG 253

Ai06B19663 Araip.B06 19663 p2 (GC)6 12 89556314 89556325 GGAGAAGAAGAAGATGGGGG CCAGAGAGTTAGGCCTGGGT 272

Ai06B19665 Araip.B06 19665 p2 (AT)8 16 89558896 89558911 GCAAGTCATCAGGCAACTCA GGATTTTCTCTCAACTCTCTTAGGG 223

Ai06B19666 Araip.B06 19666 p2 (AG)6 12 89564608 89564619 AAAGTGGGGGAATACATCCAT CATGAAGGGTTCATAAGCCAA 269

Ai06B19668 Araip.B06 19668 c (T)11cgattcatcttttgttccactttaatgtgttgagttcctttattcaaaaga(AT)878 89576067 89576144 TGCCATAAATGACTTTGGGAT TGGTCATTTAAATAATCGAACGTG 205

Ai06B19670 Araip.B06 19670 p3 (TGG)5 15 89577598 89577612 TCTGCATCTGCTTCTGCTTG CACCACCAGCACCTTTACCT 267

Ai06B19671 Araip.B06 19671 p3 (TCT)7 21 89578170 89578190 TCCAACACCAACAAAAACCA GGAGGAGAAGAATCTGCGTG 192

Ai06B19677 Araip.B06 19677 p3 (TTG)5 15 89590501 89590515 TAGCTGCAGGAGGGAGAAAA TTGTTTCGGTGTTGTGCAGT 268

Ai06B19678 Araip.B06 19678 p2 (AT)7 14 89592309 89592322 TGGGAAATACCAATGAATGGA ATTATGTTTCGGCTCGTGCT 269

Ai06B19685 Araip.B06 19685 p2 (AG)27 54 89624920 89624973 GTGTTGAGCGTCATCATTGG TAAGCAACCGGTAATGGGAA 169

Ai06B19686 Araip.B06 19686 p2 (AT)6 12 89626031 89626042 GGTAATACCTGCCCCTACCC TTAAACCCTAATCCGCCCTT 268

Ai06B19687 Araip.B06 19687 p2 (GA)6 12 89634040 89634051 CATATCATTATCATTTGGATGGTACA TGCAGAGCTTTTCTGTATTTGA 274

Ai06B19688 Araip.B06 19688 c (GC)6cgattcaaaaaatagggataaccctagctcgcgaagcacactgcgcggtcgcgcacccctttccccaacctccac(CTT)5102 89640762 89640863 CCCACGTTCTCTCAATGGAC AGAGGGGAAGGGAATTGATG 230

Ai06B19689 Araip.B06 19689 p2 (TA)6 12 89657737 89657748 GGATCCAGTTCGCGAAGATA TTTGGAGAACAGGTTTTGGG 107

Ai06B19691 Araip.B06 19691 p2 (AT)11 22 89662826 89662847 TACACCAACACCTGATCCGA CTTCCTGGTACCGTTTGCAT 163

Ai06B19693 Araip.B06 19693 c (TCC)10(TAC)10 60 89666125 89666184 TCTTTGACTCTTTGTTTCATGGTT CCGACATTTCTTAATCGTGC 265

Ai06B19694 Araip.B06 19694 p2 (TC)10 20 89672173 89672192 ACACCGCACTCCTTCTCACT AATAAACCCAACCACAGCCA 263

Ai06B19695 Araip.B06 19695 c (T)10caaaaaattc(A)1131 89674477 89674507 ATCACGATTTCCCACACCAT TTAACAGCCAGCCAGGATTC 225

Ai06B19696 Araip.B06 19696 p2 (CT)6 12 89675151 89675162 CGAAAATCACTAACCTCTTTTTCAA GGGGAGGGTTCGAATTTTTA 232

Ai06B19698 Araip.B06 19698 p2 (CT)6 12 89683466 89683477 TTCAAAAATCACTAACCTCTTTTTCA TTCGAACACAGAGAAAGGGA 251

Ai06B19699 Araip.B06 19699 p2 (AG)7 14 89695914 89695927 CAGCGAATTCTGGGTTGTTT GGAACATTGAACCTGAAATTGA 241

Ai06B19702 Araip.B06 19702 p2 (GT)6 12 89701187 89701198 GGGGACAAAATTACCCCAAT CGCTAAGGTAAGGGTGAGGA 244

Ai06B19703 Araip.B06 19703 p2 (AG)9 18 89702351 89702368 CCAGTGAATTCTGGGCTGTT GGAACATTGAACCTGAAATTGA 245

Ai06B19705 Araip.B06 19705 c (C)10acttcttctctctaccaccggcag(CCA)549 89707895 89707943 GGAGAATGTACCCTATTCTCCAT AAGAATGAGAAGAGGAGGAAGAGA 278

Ai06B19709 Araip.B06 19709 p2 (AT)10 20 89726105 89726124 CACCCTCTATTTTGGGATTCA TTGTAGCAGTCTTCGCAGGA 258

Ai06B19710 Araip.B06 19710 p2 (TC)19 38 89726595 89726632 TGCATTCAGTTATGATGGCAA GGGAGAAGAATTGGGGAAGA 280

Ai06B19711 Araip.B06 19711 p2 (TC)6 12 89731621 89731632 TTCCAACTTGAGGGAGGATG GGGAGAAAAATTGGGGAAGA 271

Ai06B19718 Araip.B06 19718 p3 (TTA)15 45 89761240 89761284 CCCACAAAATTACCATGGGTT GACCAAAAACCACCACCAAC 258

Ai06B19719 Araip.B06 19719 c (TC)22gacacatttctataatctctcatctcgtttcttcaatttctggatgtattctc(T)12109 89761713 89761821 CGAATCTGGATAGGCAGAGC ATCCTTCGACGTCCTTACGA 274
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Ai06B19728 Araip.B06 19728 p3 (GAG)6 18 89789462 89789479 CGAAATTGGAAGAGTCGGAG TTTGTCTTTACTTGCCGCCT 169

Ai06B19729 Araip.B06 19729 p2 (AG)8 16 89791376 89791391 TGAGGGGGAAATGAACAAAG AAGAAAATTCGATCCAACAATG 280

Ai06B19731 Araip.B06 19731 p3 (ACA)5 15 89814314 89814328 TACTGATGAATGTCCGCAGC ATTCTGGTTCTGCTGCCTGT 225

Ai06B19732 Araip.B06 19732 p4 (AAAT)5 20 89833515 89833534 CCTAACCACTTCCCCTCTCC CCAATGGAGGGTATGCAGAT 236

Ai06B19733 Araip.B06 19733 c (A)13gaagaagaaaaaatggc(A)1242 89837708 89837749 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 209

Ai06B19735 Araip.B06 19735 p4 (AAAT)6 24 89840812 89840835 TCGAAAATCTTCACCCATCTTT TACTGGCAACTTTGCTGCAC 280

Ai06B19740 Araip.B06 19740 p2 (AC)6 12 89854968 89854979 TAAACCGCAATACCGTTTCC TACCCTCGCCTTTCTCTTGA 189

Ai06B19741 Araip.B06 19741 p2 (AT)7 14 89862128 89862141 TTCTCCTCGAGGCTCTGTGT CATTCCTCAGGTAACAGCACC 277

Ai06B19742 Araip.B06 19742 p2 (TA)11 22 89865867 89865888 CCAAAACCCTCATACCCCTT GGGGTGATCTAGCATTGGAA 193

Ai06B19747 Araip.B06 19747 p4 (TTAA)5 20 89888169 89888188 GGCCTTTTTCTTGTAGTGATGC AACTCCGCATCAGTTTTTGC 280

Ai06B19748 Araip.B06 19748 p2 (AT)8 16 89889803 89889818 CCGCAGGTCAAAGAAAACTC CATTAATAATCCGGAAAGACCAA 222

Ai06B19749 Araip.B06 19749 p3 (ATT)5 15 89894698 89894712 ATTAATTGGGGAGGTGGGTC TGAACATGGAATGCCAAGAA 117

Ai06B19752 Araip.B06 19752 p3 (CTC)6 18 89896739 89896756 GCGTAGGATACCCCACAGAA CGCTACGTTAGGGAAAACCA 241

Ai06B19753 Araip.B06 19753 p2 (TA)6 12 89898588 89898599 TGACCGTTGAATTAGGAACAAA TATGGTGCACAATGCCAAAT 195

Ai06B19754 Araip.B06 19754 p3 (ATT)7 21 89909313 89909333 AATTTTTCATTACCCATCGCC TTTTGCACACTAACCGACCA 213

Ai06B19755 Araip.B06 19755 p2 (TA)7 14 89909552 89909565 AAAGGTCATCGGAGACCAAA CTCGCCGGTGTGAAGACTAT 272

Ai06B19756 Araip.B06 19756 c (TG)8ta(TG)7 32 89921323 89921354 TGAGTGTTTGTTTTGATGGCTT CGCATCAACTTTGCTTTGAA 185

Ai06B19757 Araip.B06 19757 p2 (TA)10 20 89921556 89921575 TTCAAAGCAAAGTTGATGCG AATATCATGCTTTCGGCTGC 224

Ai06B19759 Araip.B06 19759 p2 (GA)6 12 89935995 89936006 TCCTGAAAGCGAATAAAATCC TTTTTGCCCAAATCCAAGTC 185

Ai06B19760 Araip.B06 19760 p2 (TA)11 22 89936812 89936833 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 277

Ai06B19763 Araip.B06 19763 p2 (TC)6 12 89958638 89958649 TCAGGGAGAGCTCGCATATT TCAAAGAGAACAATCATGAACTGA 273

Ai06B19766 Araip.B06 19766 p2 (TA)8 16 90002167 90002182 GATTCCCTTTTTCAACCCGT GGGAAATTGTGGGAACAAAA 266

Ai06B19767 Araip.B06 19767 p2 (GA)7 14 90004076 90004089 CAAGTCACAAGCATATAATGAGGG TCTTTCCCCCTTCTCCTTTC 241

Ai06B19768 Araip.B06 19768 p2 (AT)13 26 90009367 90009392 ACTTCCAATACTTTGCCAATTC TGGTCGTAAAAACTGTAATAAAGTGG 276

Ai06B19780 Araip.B06 19780 c (GA)6attttcgaaaataatttttgaaaaagagttagtgattttcgaaaatagtttttgacagaagttagtaatttttcgaaa(T)10aaaatcaaagattaaaataattggttaattaaaaaagaatttttgaaaaagagggagatattttcgaaaatt(AG)10192 90078189 90078380 TGGTGAGTGATGTGAGGAAGAG GTTTCTCATCTTTTTCAAAACTACCT 280

Ai06B19781 Araip.B06 19781 p3 (TTG)5 15 90088766 90088780 TTGCATTAACATTTGGGGGT ACACAACAAATCCACCAGCA 133

Ai06B19783 Araip.B06 19783 p2 (TC)6 12 90095307 90095318 CGTGTAATCACTCCCATCCA AATTGGATCAAACCGGCTAA 227

Ai06B19784 Araip.B06 19784 p2 (TG)8 16 90095635 90095650 GGTGCAAATTGTCAGCAAAA GACTCCCAAAATCCCTGTTG 199

Ai06B19785 Araip.B06 19785 c (AT)8c(TA)19 55 90096802 90096856 AAGCACAAAACGTTCACACG AGCTGTGGCTAGTTGCCCTA 159

Ai06B19786 Araip.B06 19786 p2 (TG)6 12 90098623 90098634 TCTGTTCATCCACACAAGGC AACACCCCTGTGAGCTTTTG 180

Ai06B19788 Araip.B06 19788 p2 (TA)6 12 90128265 90128276 CACCCATATCATGCATCAACA AGGCTAGGCGACCATAGGAT 244

Ai06B19793 Araip.B06 19793 p2 (TG)6 12 90157199 90157210 ACGCACTAAAAGGTGCGAGT CGCACGCACTTGTGTTTTAC 191

Ai06B19794 Araip.B06 19794 p2 (TA)10 20 90157731 90157750 CACCCATATCATGCATCAACA GCCCAACAACAAGGGTCTTA 257

Ai06B19796 Araip.B06 19796 p2 (GA)10 20 90180023 90180042 TGATGGAGGTGATTGGTGAA CCTAAATGGAGCAGGGATGA 151
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Ai06B19800 Araip.B06 19800 p2 (CA)7 14 90203344 90203357 TCAGGATCTATACATTTTGCAGC TGGTGCCAGAGAAGAGAATTT 278

Ai06B19802 Araip.B06 19802 p2 (GT)7 14 90225970 90225983 TTTGAGCTTACACCCAACCC AGCATGTACCCAATTTCCCA 208

Ai06B19806 Araip.B06 19806 p2 (AT)11 22 90242871 90242892 CCACCGTCCAAATCCTAAAA AGGCTAGGCGACCATAGGAT 248

Ai06B19809 Araip.B06 19809 p3 (AAT)12 36 90249250 90249285 TGAGAATCTTGGGAATTGGG AGGCATTTTGTCCCCTTTTT 252

Ai06B19811 Araip.B06 19811 p2 (TC)9 18 90261647 90261664 TGCGAACTTTCTTCCCCTTA AACAGGGGCTTCCTTGTTTT 223

Ai06B19818 Araip.B06 19818 p2 (GT)7 14 90318656 90318669 TTGTTTGGTTGCCCTAACCT AAGCAAGGAAGCATGGATTG 238

Ai06B19822 Araip.B06 19822 c (A)10gataaagaaaaag(A)10cg(TA)851 90329479 90329529 TATGGGAAACGTGGGACATT TACTTTGGGGCATTTTGTCC 244

Ai06B19823 Araip.B06 19823 p3 (AAT)6 18 90331963 90331980 TGAGAATCTTGGGAATTGGG TTGACTTTGGGGCATTTTGT 230

Ai06B19827 Araip.B06 19827 p2 (TA)6 12 90344476 90344487 CTTGGGACATTGGTTGAGGT TACTTTGGGGCATTTTGTCC 229

Ai06B19829 Araip.B06 19829 c* (A)10(AAT)8* 32 90347161 90347192 TTGAGAATCTTGGAAATTGGG TTGACTTTGGGGCATTTTGT 243

Ai06B19830 Araip.B06 19830 p4 (TTTA)5 20 90369014 90369033 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 252

Ai06B19832 Araip.B06 19832 p2 (TA)6 12 90378814 90378825 AAGTGTAGCCTTAGGTCTCATATTTTT CCCCTGGTACATCAGCATTC 274

Ai06B19835 Araip.B06 19835 p2 (GA)6 12 90402151 90402162 AGAGAATTGCATCTGCACCC TGTCCTCACTTTCGGCTTCT 162

Ai06B19836 Araip.B06 19836 p2 (GT)7 14 90402507 90402520 TCTTCCTCCTCTCCTCCCTC TTCCCTCCAAAGTCACCATC 131

Ai06B19839 Araip.B06 19839 p2 (AT)6 12 90407627 90407638 TGCTTTTCTGGTGAACAAAACT CATTCTGTTACGTACATTGCCA 274

Ai06B19840 Araip.B06 19840 p3 (ATC)5 15 90407976 90407990 CGCTTCTATCCATGACCCAT GGAGGGATAGAGGGAAATTGA 158

Ai06B19842 Araip.B06 19842 c (AT)13(AC)9 44 90416740 90416783 CGTGAAGTTTAAACCAGCCA TTTGCGTCAGATTAGCGATG 280

Ai06B19846 Araip.B06 19846 p2 (GA)6 12 90437169 90437180 AGGGACAACGAAAGGAGGTT CCCACCTCCAACAATCACAT 173

Ai06B19848 Araip.B06 19848 p2 (TC)6 12 90449910 90449921 TAGCACAAAACGAGTCACGC GAGGGATGAAGAAAAGAAAAACC 280

Ai06B19854 Araip.B06 19854 p2 (TA)7 14 90472230 90472243 AAATTGAGAAACCGTCACTAAAAA TTTCGCAATGTTTTGAAATTGT 186

Ai06B19857 Araip.B06 19857 p2 (TA)8 16 90477560 90477575 TGCATGCATACAAGGCTTTC TGAATGTGTGCAATGGTGTG 189

Ai06B19859 Araip.B06 19859 p3 (AGA)5 15 90484840 90484854 ATGCTTTTCCCACACCAAAC TGACCAAAACCAACCCTAGC 211

Ai06B19860 Araip.B06 19860 c (T)11atttttgttatttacttg(T)1342 90488247 90488288 TAGCACTGTTGCCAGGGATT CCTCCATTCAGGAAAATGTGA 244

Ai06B19861 Araip.B06 19861 p2 (AG)8 16 90495535 90495550 TGATCCTTAGGGAGAATGGTG CAACATCGCATTTTGTTACAAGT 221

Ai06B19867 Araip.B06 19867 p3 (CAC)5 15 90541758 90541772 AATTCACAGCCCTCATCACC CCGTAATCGTGGTGGAAAAG 160

Ai06B19869 Araip.B06 19869 c (T)10cttttatttggatccctacaccaatttcttttaattgagtccctatataattaaaccaattactgttaagaggggtctaattg(A)10103 90547578 90547680 AAATTTTATTTTTAATTGGGTCCTT TTTTTCTTTTAATTATGTTCTTGCAC 163

Ai06B19870 Araip.B06 19870 p2 (TC)7 14 90548505 90548518 CGATTCGAAGGATCGACAAT GGAGGTGGTCTGGTGAGTGT 235

Ai06B19878 Araip.B06 19878 p3 (TTA)5 15 90578347 90578361 TAAACCCTGAAGTCGTTGGC AGCAATTGATTCCCCTGTTG 264

Ai06B19879 Araip.B06 19879 p3 (GAA)6 18 90578958 90578975 GTGATTGCTTTGGGGAGTGT TTCACCCTGAGCTAACCACC 125

Ai06B19880 Araip.B06 19880 p3 (AAT)5 15 90592388 90592402 TCATCAGCACGTGTTATGTCA TCCTCACCCACATCTTTTGA 248

Ai06B19881 Araip.B06 19881 p2 (TA)6 12 90600997 90601008 GGAAAGAGGAAGCCGAGAGT TTAAACCGCAATACCGATCC 247

Ai06B19882 Araip.B06 19882 p2 (TA)8 16 90601390 90601405 CCGGAAGTGTGAACTTTGGT CCTGGAAAGGTTCCTGTCTG 248

Ai06B19885 Araip.B06 19885 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcaccccatcccccccaaccttcac(CTT)5103 90624646 90624748 TTCCTATTTCTGCTCACCCC AGGGGAATAGAAGTCGAGGG 280

Ai06B19886 Araip.B06 19886 c (A)10gagaaaaaat(A)1030 90627499 90627528 GGCTTGGGAACATTGGATAG TTCACTTTGGGGCATTTTGT 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B19889 Araip.B06 19889 p2 (TA)11 22 90634826 90634847 GGAAAAGACCTGATGCTGCT TCCCTATTTTCAACCAAATCAA 204

Ai06B19890 Araip.B06 19890 p2 (AT)11 22 90635117 90635138 TTGATTTGGTTGAAAATAGGGA AGCTCAAAAACCATATTCCAAA 239

Ai06B19891 Araip.B06 19891 p2 (GT)6 12 90635814 90635825 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 237

Ai06B19893 Araip.B06 19893 p2 (AT)12 24 90650857 90650880 CGCAATACCGATCCAAAAAT GGATATGGCGCAGAAGTCAC 274

Ai06B19896 Araip.B06 19896 p2 (AT)12 24 90658040 90658063 GCGCGTAGATACGAACAGAA ATATTCCGCAGGCTGTGACT 144

Ai06B19898 Araip.B06 19898 p2 (CA)7 14 90663325 90663338 GGCAAGACCCAGAGTCAAAA TCATACCTGGTTGAAATGTTGC 256

Ai06B19899 Araip.B06 19899 c (AT)18g(TA)9 55 90663725 90663779 GCTAGATTTCAATCTGATAGAGCAA GGGCATAACATTTTGAAGGC 249

Ai06B19900 Araip.B06 19900 p2 (TC)11 22 90664028 90664049 GCCTTCAAAATGTTATGCCC AGCAGCATATTGGTCCACCT 247

Ai06B19902 Araip.B06 19902 p2 (CT)6 12 90668885 90668896 GGGCATTTTTACATGCCACT ATAGGTGAGGGGTTTTTGGG 157

Ai06B19903 Araip.B06 19903 p2 (CT)9 18 90678224 90678241 CGTCAATCAGTTTAAGCGCA AAAACCTTGTTAATGGGGGTG 216

Ai06B19904 Araip.B06 19904 p2 (AT)6 12 90691741 90691752 TTGGAGTCAAGATTGGGCTT ACCCACCAATTTTCCCTCAT 219

Ai06B19905 Araip.B06 19905 c (T)10ctatttatttttttcaccac(T)10g(T)1051 90695234 90695284 TTGGCTTTTTCTGCTTGCTT GGTGGCATTGCTTTTGTTTT 265

Ai06B19906 Araip.B06 19906 p2 (GT)8 16 90714756 90714771 CGAAAGAAGATACAGGCGCT TTGGAGTTTCTCACGCCATT 240

Ai06B19908 Araip.B06 19908 p3 (ACA)5 15 90723766 90723780 CCACAGAGAGTTTGCGGAAT TCTGATTTTGCTGCCTGTTG 265

Ai06B19911 Araip.B06 19911 p5 (AAAAT)5 25 90750070 90750094 CAGTGAATGCCTGAAAATCG TGTTTCTTTTTATTGGAGGCAA 209

Ai06B19916 Araip.B06 19916 p3 (GAA)5 15 90791434 90791448 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai06B19918 Araip.B06 19918 p3 (GAA)5 15 90796015 90796029 AGTGGTCTTGATGGGCTTTG ACACAACCCCTTCTCCCTCT 244

Ai06B19919 Araip.B06 19919 p2 (AG)6 12 90798636 90798647 TATTTTTGGTGGGTGAGGGA TTTTTACCTTTTTCAAAACCACC 264

Ai06B19921 Araip.B06 19921 p2 (AG)6 12 90803772 90803783 ACAGAAGGGTGAGGAGAGCA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai06B19922 Araip.B06 19922 p2 (AT)8 16 90807026 90807041 TATCCGCTCATCATGGACTG CGTGTGCATCATAGACGCTT 210

Ai06B19923 Araip.B06 19923 p3 (AAC)5 15 90815304 90815318 TGCCTGGCACATTCTTGTAG TGAGAGGAGAAATTGGTGGTG 186

Ai06B19932 Araip.B06 19932 p2 (TA)6 12 90826098 90826109 TTTCTGGTTTTCCTCTTTCACA TGACATAGGTGGCTTCCACA 266

Ai06B19934 Araip.B06 19934 p2 (TG)6 12 90852914 90852925 CGAGTCTTCCCCTCCTTCTC AATCCTAACAGCCACCGAAC 155

Ai06B19936 Araip.B06 19936 p2 (AT)6 12 90857683 90857694 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 273

Ai06B19937 Araip.B06 19937 p2 (TC)8 16 90861389 90861404 CTTCTCTCTTCCCTTGCGTG GGTTTCCCCAAACTGCTACA 271

Ai06B19942 Araip.B06 19942 p5 (TCTTT)5 25 90881010 90881034 GGGGCATTTTGTCTCCTTTT GTGTGGGAAAATTGGGTTTG 206

Ai06B19944 Araip.B06 19944 p2 (AT)9 18 90910647 90910664 TAACGTCCAAAAGGGAGCAC CGAGCCGGGTTTGATAACTA 237

Ai06B19945 Araip.B06 19945 p3 (GGT)5 15 90911329 90911343 ACTCTCACAATCTCACCGCC GAGAGATCGAGACCAGGTGC 206

Ai06B19946 Araip.B06 19946 p2 (CT)10 20 90914037 90914056 CCCATGAACTTTCTGAATGC AGCGATATGGTCGAGGAGAC 264

Ai06B19947 Araip.B06 19947 p5 (AAATA)6 30 90918619 90918648 TTGATGTCAAAAGTTCCAGGG TCAATTATAAATCCCAAAGCCA 246

Ai06B19949 Araip.B06 19949 p2 (TA)11 22 90920270 90920291 GCGCTACTCTGATAGCTCGG TGTTTCCCTCCCCTTACATC 207

Ai06B19952 Araip.B06 19952 p2 (AC)7 14 90932164 90932177 TTTCAAGGTTGTAATGGGGC ATGCAAAAGTGGGAATTTCG 162

Ai06B19954 Araip.B06 19954 p3 (TGT)5 15 90940153 90940167 GAGGTGCTCTGTAAGGCTGG AACAAGGCGGCAATTACAAC 201

Ai06B19956 Araip.B06 19956 p2 (TC)7 14 90981574 90981587 CAACTGCCAAAAGCAGCATA CGCTAGATTTGATGAACGCA 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B19957 Araip.B06 19957 p2 (TC)7 14 90983600 90983613 CAACTGCCAAAAGCAGCATA CGCTAGATTTGATGAACGCA 203

Ai06B19959 Araip.B06 19959 p2 (AG)10 20 90997236 90997255 GTGAAGATTAGAGGCTGCGG TGGAAAGCTGAATTGGAGAAG 172

Ai06B19967 Araip.B06 19967 p2 (GA)8 16 91072219 91072234 GGGGGAAGAAGAAAAGAAAA CAGCTTCCCTGATTTTCCAA 161

Ai06B19974 Araip.B06 19974 p2 (AC)6 12 91107835 91107846 GAGCTCGACCCGAAATTTACT TTGAACCAGAAGCCATTTCA 257

Ai06B19978 Araip.B06 19978 p4 (TTAG)6 24 91123123 91123146 CCACTATACTTCACCACCCACA TGGCCAAAACATGCAATTTA 274

Ai06B19979 Araip.B06 19979 p5 (AAGAT)5 25 91125290 91125314 CACAAAAGGCTCAGAAAGGC AGTGCTGTGCAACCTTCCTT 141

Ai06B19980 Araip.B06 19980 p2 (TC)6 12 91135007 91135018 GAATGGCAGTGGCTGAAATC ATGTTGGAATGTGGGTGGTT 280

Ai06B19981 Araip.B06 19981 p2 (AT)8 16 91152434 91152449 GCCATTTTTGGGTGACAAAT AGGCTCAAACCTCACATGCT 265

Ai06B19982 Araip.B06 19982 c (AT)6acaaaataa(AT)1041 91153077 91153117 CAAGTGTGGAAAAACTTGGGA TTCACTTTGGGGCATTTTGT 270

Ai06B19984 Araip.B06 19984 p3 (TCA)5 15 91159463 91159477 GGGATAATTGAGATCGGGGT ATCGCAAGATTGTACCTGCC 199

Ai06B19985 Araip.B06 19985 p2 (CT)10 20 91166751 91166770 TCCACATAGCAGCGACAGAG ACATCCGCTACCCCTTTCTT 260

Ai06B19988 Araip.B06 19988 c (T)11gtcaggggccgagttgggg(T)1141 91190839 91190879 TGAATACCCCATTCTGCTCC CTCGAAAGACAACGAGGTCC 259

Ai06B19994 Araip.B06 19994 p2 (AG)8 16 91200874 91200889 GGAATGTTAGAGAAAGAGGGGG ACCGGTCTTAGTCAAACCATAA 255

Ai06B19997 Araip.B06 19997 p2 (CT)12 24 91203583 91203606 CTGCACACATTGGCTTGATT AGCCATGATTTTCAGATCGC 161

Ai06B19998 Araip.B06 19998 p2 (CT)10 20 91210876 91210895 ACCAACCTTGTGTTTGAGGG CAGCGAGAGAGAAGGGAAGA 250

Ai06B19999 Araip.B06 19999 c (A)10ttagaaaggaaattgttagatgcgatttctgaatttctttttagaacaactaaataataaaaatcggaaggtgga(T)1095 91212185 91212279 CATCCGGAGGACGTTTTATG GCTATCGATGGTGCCAGATT 263

Ai06B20003 Araip.B06 20003 p2 (TC)7 14 91218225 91218238 TGCCCATTGCTAATTCCTTC AGCCTCATTTCTCGTTTGGA 174

Ai06B20007 Araip.B06 20007 p2 (AT)12 24 91254276 91254299 CGACGAAAAATTTTGTAAAGTGG TGATTTGTGGTGTTTTAGGGTTT 274

Ai06B20008 Araip.B06 20008 p3 (TGA)5 15 91258355 91258369 GGCTTGAGAACTTGTGAGTGG GCCACTGCATCTACCCAAAT 237

Ai06B20010 Araip.B06 20010 p2 (TC)6 12 91259356 91259367 CCGGTTAACCAAAACCAAAA GAGAGGGAGAGAGAAGGGGA 168

Ai06B20011 Araip.B06 20011 c (TC)8ccattttcttcctt(TC)9cttttcctcccatctctttctctctctcgctcatctctctttccttttcttctt(TC)8118 91259729 91259846 CCTCCCCTTCCTCTCTCTAA GAGGAGGAGAGGAAAAATGG 250

Ai06B20012 Araip.B06 20012 p2 (GA)7 14 91260132 91260145 CAACCTTCTCTCAATCTCTATCCC CTCCTTCTCTCTCCCCATCC 237

Ai06B20013 Araip.B06 20013 p2 (GA)7 14 91260290 91260303 AGGATGGGGAGAGAGAAGGA TGAAATCCCTTCGATTGCTC 244

Ai06B20014 Araip.B06 20014 p2 (AT)13 26 91263415 91263440 GAATATTGGGATGTGGTCGG TCAAAATAATCATCATCGGGG 266

Ai06B20021 Araip.B06 20021 p4 (TTTA)6 24 91317132 91317155 CCAATGGAGGGTATGCAGAT CCTTACCACTTTCTCTCTCCTCA 244

Ai06B20022 Araip.B06 20022 p2 (TA)10 20 91317777 91317796 CACAGATTAACGCTCTAGCCAA GCACTTGCTGGTCAGTGGTA 254

Ai06B20025 Araip.B06 20025 c* (TTC)6(TC)6* 28 91341734 91341761 CAAAACCCTCTTCTCCCTCC CGCTGGCACAGAGTACAGAG 170

Ai06B20026 Araip.B06 20026 c (T)10atagaaaatgcggaatgcacaatgcagatgtggatgcggatgttatgaatgatactagga(AAAAT)595 91346796 91346890 TTCCAGCTCAATTTTCTGGG GGAGAAAACCAACCACGGTA 260

Ai06B20027 Araip.B06 20027 p5 (TTATC)5 25 91359924 91359948 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai06B20029 Araip.B06 20029 p5 (TTATC)5 25 91370426 91370450 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai06B20031 Araip.B06 20031 p2 (AG)6 12 91406189 91406200 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai06B20032 Araip.B06 20032 p4 (TTTA)7 28 91411558 91411585 GGGTTAGCATATGACCCCAG TCAAAACTTCCTGACCGCTT 223

Ai06B20034 Araip.B06 20034 p2 (TG)18 36 91430460 91430495 TGGCTCACATCTCCCTCTCT CCCTAACCCTAAAATCCCAAA 254

Ai06B20035 Araip.B06 20035 p2 (AG)8 16 91431306 91431321 TTTCTGGGCTGTTTTTGACC GGAACATTGAACCTAAAATGAAGAA 236
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Ai06B20036 Araip.B06 20036 p2 (TC)7 14 91435047 91435060 TCCCTTATTTTCGAAACCCC AACACAGAGAGAGGGAGAGGG 264

Ai06B20037 Araip.B06 20037 p2 (AT)18 36 91439552 91439587 TGGGGTAATTTTGTCCCCTT TGTGTGGAAAAACTGTGGGA 231

Ai06B20042 Araip.B06 20042 p3 (CAT)5 15 91481760 91481774 TCTGTTAAAGCGCCCATCTC CAAAACCTGGTGGTAGCGAT 250

Ai06B20043 Araip.B06 20043 p3 (AGA)5 15 91506739 91506753 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 142

Ai06B20044 Araip.B06 20044 p2 (CT)7 14 91509726 91509739 TCACCTTTTCCAAAAATTTGATT GAAAAAGGGGGAGATATTTTCG 173

Ai06B20048 Araip.B06 20048 p5 (CTCTT)11 55 91523596 91523650 AAAAGGGAAACGAATCAGCC GGAGGTTTAGCTGCTCATGG 154

Ai06B20050 Araip.B06 20050 p2 (AG)6 12 91530526 91530537 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 271

Ai06B20051 Araip.B06 20051 p2 (AT)13 26 91534985 91535010 TCACAAGTCGAGTTTGGAGC ATCGTGATACACTCGCATGG 131

Ai06B20052 Araip.B06 20052 p3 (AAT)26 78 91539604 91539681 AAAAATGTCAAGAAGACCAAAAA AACCTTACACAGTAAATCAGCCTC 260

Ai06B20054 Araip.B06 20054 p2 (TA)10 20 91546766 91546785 AGAGTGAGAAATTTCCTATGTGATAAG TTCCATCAACATATCCATATCTATCAA 280

Ai06B20056 Araip.B06 20056 p2 (TC)10 20 91552427 91552446 ACCCATAACCACCTTCTCCC GTGCGAGAGAGATAGAGCCG 143

Ai06B20057 Araip.B06 20057 p3 (ACC)5 15 91555471 91555485 CATCAGTAGCAGCAGCAGGA TCGATGCCCTGTGATACAAA 187

Ai06B20058 Araip.B06 20058 p2 (AT)10 20 91556169 91556188 TGAATTTTCGGACATCCACC GCCAACTCCTTCATAATCTGC 265

Ai06B20062 Araip.B06 20062 p2 (AC)9 18 91571332 91571349 GCTGGCCGAGACTAGTTGAC TTTGGTGCTACGACACAAGG 192

Ai06B20064 Araip.B06 20064 p2 (GA)7 14 91582919 91582932 TAACCTTACCTTTGGTGCGG TTCTCTTTCTCTCCCTCCCC 262

Ai06B20065 Araip.B06 20065 p2 (CT)6 12 91585161 91585172 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 275

Ai06B20067 Araip.B06 20067 p2 (AT)6 12 91594678 91594689 CCATGGTATGGTCGCTTCTT GGTGTTTTCCGCGATATGAC 206

Ai06B20069 Araip.B06 20069 p3 (CCA)6 18 91597610 91597627 CATCAGATTGAGGCTGTGGA AATCAAGTCGGGTGTGAAGG 149

Ai06B20071 Araip.B06 20071 c (TA)7ccctaaaaaagaaaacataaataaataaacaaaaaaataaaaatacaaaaaaaataaa(AC)990 91610615 91610704 TCCATGCTTTCTCAATGATTCTT GGGACTACACATGGCAATGAC 278

Ai06B20073 Araip.B06 20073 p2 (CT)7 14 91632110 91632123 TCTCCGAGACACCACTAGCC TGCAAAAGGAGAAAGAGGGA 267

Ai06B20074 Araip.B06 20074 c (TC)6tt(TC)13tt(TC)1062 91639815 91639876 CGCATCCTCTTCCTTAGCAT GGAGAAAGAGAGGGGACCAC 225

Ai06B20077 Araip.B06 20077 p2 (CT)7 14 91654927 91654940 GGAACATTGAACCTGAGAAGAA CCGCCCAGAAAACACATATC 226

Ai06B20078 Araip.B06 20078 p2 (TG)10 20 91678714 91678733 CTCTTCTGCGCTAGCCTCAT GATTTTGGTGCGAATTGGAT 175

Ai06B20079 Araip.B06 20079 c (CT)6ccttctctccctctctctccc(CT)6ttctctctcttaacatatataaaattagattttacattctctttcttacc(CT)9113 91679196 91679308 CCAGTTTACAATACAGTGCACCA GAGAGAGGAGGGAGAAAGGG 271

Ai06B20080 Araip.B06 20080 c (TC)6ctcctctccctttttctctctccttcccctctcactcttcctct(TC)770 91679421 91679490 TCTTTCCCCTCTTCTCTCCC GAGAAAAGGAAAAGGCGGAG 167

Ai06B20081 Araip.B06 20081 c (CT)7ccttctctctttctctctgtctctctcactttttctccctctctctctt(TC)879 91679724 91679802 CTCTCTCTATCCCTTGCCCC GGAGGAGAAAAAGAGCGCA 243

Ai06B20082 Araip.B06 20082 p2 (GA)6 12 91679930 91679941 TCTCTCTCCCTCCTTCTCCA CCTCTCCCTGCCTTCTCTCT 277

Ai06B20084 Araip.B06 20084 c (CT)7taacatatataaaattagattttacattctctttcttaccccttctctctccctccttcc(CT)686 91680705 91680790 CCCCTCCTCTCTCTTTGTCTT GGAGAGAGTGGGGAGAAGGA 261

Ai06B20085 Araip.B06 20085 p2 (TC)7 14 91680910 91680923 CTCTCCCTTCTCTCCGTTTTC AGAGGAGGGGAAGAGGGAAT 247

Ai06B20086 Araip.B06 20086 c (CT)10ccttctctctttctctctgtctctctcactttctctccttctctcttttc(CT)784 91681076 91681159 CTCCCTCTCTCTCATTCCCTC CCTCCTCCTCTTTTCTCCAAA 257

Ai06B20088 Araip.B06 20088 c (TG)9(AG)15aatgagggagacaaaaaggagagagaag(GA)994 91681923 91682016 AGGGAGAGGGAGAGAGAAGG TCTTTCCCCTTTCTTGCTTG 157

Ai06B20094 Araip.B06 20094 p3 (AAT)44 132 91720879 91721010 GTGCTTTGGGTGCTCATTG CATTTTCTTTTCAATTCAACCACA 280

Ai06B20096 Araip.B06 20096 p2 (GA)6 12 91736587 91736598 AGGAGATGGAGGGATGTGTG GCTGAACTCCCAGAACAAGC 255

Ai06B20102 Araip.B06 20102 p4 (AAAT)6 24 91772463 91772486 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 143
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Ai06B20103 Araip.B06 20103 c (A)11gaaaaag(A)1028 91779078 91779105 TGTTGGCTCGTGAAAGAATG GAGACAGCTTGGTTTAGCCG 241

Ai06B20105 Araip.B06 20105 p2 (TA)6 12 91798914 91798925 TTCAACAGAACCGAAAGTGAC AAGTGACACGGTGACAACCA 275

Ai06B20108 Araip.B06 20108 p2 (CT)7 14 91800989 91801002 ACTGCAAATTTCCCCTTCCT TCGGTGTGTTTGAGAATGGA 253

Ai06B20109 Araip.B06 20109 p3 (TTA)6 18 91801808 91801825 TTTCCTCCATGACAACAGCA AGCGCACGTAGCACTACTCA 260

Ai06B20111 Araip.B06 20111 p3 (TTA)5 15 91804445 91804459 GCAATTGCGTGAAAGTCGTA CAACCCAACCCTCTCTACCA 131

Ai06B20116 Araip.B06 20116 p3 (TAT)5 15 91812925 91812939 TCACATTCTTTGTCTCCCCC ACGCCCATTTGTGTGCTATT 254

Ai06B20117 Araip.B06 20117 p3 (TTC)5 15 91813535 91813549 CCCATCACCTCTTCACCACT GCCCTCGAGCAATAAACAAA 276

Ai06B20119 Araip.B06 20119 c (T)10gcaggttctatgtggatgttgcttctgttgagaaaaagcata(T)1062 91819991 91820052 CATACACATGGTTTGTGCAGC ATACACCAAGAAACCTGCCG 221

Ai06B20123 Araip.B06 20123 p2 (GA)7 14 91822245 91822258 ATCCCTCTCCTCTCGCTTTC TTCATCTCTCCCCTTTCCCT 115

Ai06B20124 Araip.B06 20124 p2 (GA)6 12 91823231 91823242 AGGGGAGGGGGAGAAAAAG CCCTTCCATTTCTTCGTTCC 198

Ai06B20125 Araip.B06 20125 c (GA)7ggatgggaagagagaag(GA)643 91824239 91824281 CATCCTCCATTTGTCGTCCT ATGCTCTCTCTCTCCCCCTC 201

Ai06B20126 Araip.B06 20126 c (GA)8ggaagagaaagagaggggagggggagaa(AG)860 91824532 91824591 TGCTGTAATATGCCTTTACTTCTTCA TGTACAAATGATTTTCTCAGAATTGA 241

Ai06B20128 Araip.B06 20128 p2 (AT)9 18 91827990 91828007 CAAAACGGAATTTTGTAACCAGA TAAAAGTCCCCCAAAATCCC 247

Ai06B20130 Araip.B06 20130 p3 (TAT)5 15 91833100 91833114 CAACCTTGATGAGGCCAAAC AGCAAGGTGAATTGGGACAG 257

Ai06B20131 Araip.B06 20131 p2 (TA)9 18 91836343 91836360 TGATACAAGTGGAACATGGCTC AAAGTATTCCATCAATTAATCAACAA 116

Ai06B20132 Araip.B06 20132 c (TTA)7(TTG)8 45 91841457 91841501 CAAGAGTTGTTTCGTTTATTTGTTT TTTGGTCATGGGCTGTTGTA 273

Ai06B20135 Araip.B06 20135 p2 (TA)6 12 91868270 91868281 ATTCTGTTGCCACGCTTTTT GGAAACAGCGGCATTATTGT 258

Ai06B20139 Araip.B06 20139 c (A)10gagtttattttctcatcttccattttcttttgtccattgcattcgcatacttttattctttgaattttcattttatttttatagctcatttttac(T)11116 91907044 91907159 TCCACACGTATGCGTGCTAT TGAGTAGGAAAATGCAACACCA 243

Ai06B20141 Araip.B06 20141 p2 (TG)8 16 91929538 91929553 TCTTCTGCGGAGGTAATGACT TAACAGAAAACGCTGGGGAC 260

Ai06B20142 Araip.B06 20142 p3 (AAT)5 15 91935232 91935246 TCATCCAAATAAATTTCTAACACCAA CCCCTTCTTTTTCACAACCA 183

Ai06B20147 Araip.B06 20147 p2 (GT)7 14 91954555 91954568 CCCAAATGGCCTTACCTTTT TCACCCAATGTCCCAAGATT 193

Ai06B20149 Araip.B06 20149 p2 (AG)6 12 91962690 91962701 TTCCGTTGGATTAAGATTCCAT TAGAGGCAATCCATTGAGGG 230

Ai06B20150 Araip.B06 20150 p2 (TG)14 28 91968994 91969021 GCGGAGGTAATGACTCTTCAG TTAACAGAAAATGCTGGGGG 264

Ai06B20151 Araip.B06 20151 p2 (TA)8 16 91972852 91972867 ATCCCTTTGGGTTTCCTTTG AAGGGGGTAAACAAAAACCG 222

Ai06B20152 Araip.B06 20152 p2 (GT)6 12 91993386 91993397 TAGTGGTGCATCAGCACGAG CTCACGTTGGAGGGAACATT 166

Ai06B20153 Araip.B06 20153 p2 (TC)7 14 92011486 92011499 CAACATGGTGCAAGGATGAG GTTTGGGAGGGAAATTGGTT 263

Ai06B20156 Araip.B06 20156 p2 (CT)9 18 92043920 92043937 CAGCCTCAGCTCTCTCTCGT CACCATTCATGCTTGCTCTG 179

Ai06B20158 Araip.B06 20158 p2 (AT)8 16 92054144 92054159 TAAACCACGAAACTGCTCCC GATTAGGGCGCAGAAGTCAC 274

Ai06B20162 Araip.B06 20162 p2 (TA)11 22 92070619 92070640 CACTTTCGCGTGACTTTCTG AAGCAAAGTGCTAGGTGGGA 262

Ai06B20166 Araip.B06 20166 p2 (GA)6 12 92100131 92100142 GGTCTTCCTCCTTGGGATTC CTTTTTGTTTGTTTCTTAACTTTTTCA 234

Ai06B20170 Araip.B06 20170 p2 (TA)10 20 92110254 92110273 TGTCCCATATTTTTGCCTCA GAGTCGGGGATGAAAATTAAGA 269

Ai06B20176 Araip.B06 20176 c (A)10tagc(A)10 24 92148087 92148110 GAATGAATGCTTGAACAGTGC TTGGCTTTTTCTGCTTGCTT 228

Ai06B20179 Araip.B06 20179 p2 (AT)7 14 92188151 92188164 CAAACGACAAATACCCCTTGA TTTGGTAATTTTATGCCATTTGAA 275

Ai06B20180 Araip.B06 20180 p2 (AT)7 14 92188395 92188408 AGGCTTAGGGTAACGGGGTA GCCACGACAATTCCAAATCT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20181 Araip.B06 20181 p3 (TTC)5 15 92191967 92191981 TTTCCATTGGGAAAGAGAGC TATATCCGACCAACCCCAAA 238

Ai06B20182 Araip.B06 20182 p3 (TTC)5 15 92206323 92206337 TCTTCGAACTCTCCCTTCCA CCAAGGTAATCACAAAACCCA 252

Ai06B20184 Araip.B06 20184 p2 (TA)6 12 92211664 92211675 TTTTGGCCTTAGAGGCTTGA AAAAACGGAATCACGAAACG 273

Ai06B20189 Araip.B06 20189 p2 (AT)6 12 92223216 92223227 GAAATTTATTATAAGCCGTGATTCC AACCGCTGATATTCTGTGCC 269

Ai06B20192 Araip.B06 20192 p2 (AG)6 12 92274928 92274939 TGAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAGTACAGA 225

Ai06B20194 Araip.B06 20194 p2 (AT)8 16 92282173 92282188 TGCAATTGACATCAAACTTAAAA TCGAGTTTGGACAACTGACG 261

Ai06B20195 Araip.B06 20195 c (A)12gaataagagtttcgaaaaatcaagatataaaatttggttttagaaaatactaa(T)1075 92292189 92292263 ATTTGCAACCCTCTCGACAT CGGAGGAAAAGTTTCCAAAA 128

Ai06B20197 Araip.B06 20197 p2 (GA)23 46 92300632 92300677 CTGAGTCACGGTGAGAGCTG CTCCCCTCTCTCTCCTCTGC 242

Ai06B20199 Araip.B06 20199 p3 (TTG)5 15 92319016 92319030 GGTTGACTTGGCTCCATTGT ACAAGGCCAGAGAACGAAGA 252

Ai06B20200 Araip.B06 20200 p4 (TAAA)6 24 92321745 92321768 TTTTTCAAAACCTCCTGACCA CCATGATGGAGAAAGGGAGA 167

Ai06B20206 Araip.B06 20206 p2 (CT)6 12 92346422 92346433 TCCTTATCTTTTCAAAATTTGTTTCA GAGAGAGGGAGAGGATTTTCG 259

Ai06B20209 Araip.B06 20209 p2 (AG)7 14 92388796 92388809 GGGTATTTGGGGAAGGTTGT AGAAAGGGGGAGAAAAGCTG 220

Ai06B20210 Araip.B06 20210 p2 (TG)48 96 92395524 92395619 TAGTGATGTTTTCCCTCGCC GCTCGGGTATTACGACGACT 279

Ai06B20211 Araip.B06 20211 p2 (GA)22 44 92407681 92407724 AGAGAGCTGGCTCGAGAGTG GGACTTCGGTGATGGTGACT 275

Ai06B20212 Araip.B06 20212 p2 (TG)8 16 92410322 92410337 TAGTGATGTTTTCCCTCGCC GGTCGCTAATTCCGTTGCTA 262

Ai06B20216 Araip.B06 20216 p2 (AT)6 12 92419541 92419552 GAAATAAAAGCGCAACGCTC CGGTTTTCTCTCCGCATATC 271

Ai06B20219 Araip.B06 20219 c (A)13gatgggcaaaaaaatgaagctcccctctcttctcaagaacacttctg(CTT)781 92428266 92428346 CCTTTAAAACCCTCCTTCCG GTGGGTTTTTGGTTGGTGAC 194

Ai06B20220 Araip.B06 20220 c (TCT)6(ACT)6tcaacatcctcatcttctgattctc(CTT)576 92429043 92429118 AATGGGAAGAGCAATCATGG GGTTCTTGTTCAGCCTCCAA 233

Ai06B20228 Araip.B06 20228 p2 (AT)13 26 92463179 92463204 TTTGAATGTACCGAGGACGG CCCAAGCCAAGAGCATAAAA 265

Ai06B20229 Araip.B06 20229 p2 (AT)12 24 92464274 92464297 ATGAATGATGCACTGCAAGC TAACCCCACCATTAGGCTCA 236

Ai06B20231 Araip.B06 20231 p2 (CT)7 14 92513049 92513062 TGGGAAAATAAACAAACCAACA CAGAGTGGGGGAATCACATT 240

Ai06B20232 Araip.B06 20232 p2 (AG)6 12 92543636 92543647 GAATTTGATTTTCATCCAACCAA TTCAAATCAATGGGATGTCCT 113

Ai06B20236 Araip.B06 20236 p2 (TA)6 12 92566165 92566176 TCAGTACTTGCACATTTTGCTG TGAGCATGCACCAATCATTT 278

Ai06B20237 Araip.B06 20237 p2 (AG)6 12 92567672 92567683 CCCAAATGCAAACCAGAAAC GGAATATTGAACCTGTGATTGAA 212

Ai06B20238 Araip.B06 20238 p3 (CTT)6 18 92573838 92573855 GAGTCACTGGCTCACTGCTG GCAAAAGTGCAGAACCCAAT 253

Ai06B20240 Araip.B06 20240 p3 (TCT)5 15 92589959 92589973 TGAGGTGCCATGTTTGCTTA TGACAATCCTCTCTCTCTCTCTCTC 224

Ai06B20242 Araip.B06 20242 p2 (CA)18 36 92614011 92614046 TCCAGACTCGACTTGGGAAG TGCTTGTCAGATGAAGGTCG 280

Ai06B20245 Araip.B06 20245 p2 (CT)6 12 92628787 92628798 GGCCCAGATCCAAGTACAGA GGGAAAATCATGAAAGCAAGA 184

Ai06B20246 Araip.B06 20246 p2 (CT)6 12 92636920 92636931 GCCCAGATCCAGGTACAGAA GGGACAATCATGAAAGCAAGA 183

Ai06B20249 Araip.B06 20249 p3 (TTA)5 15 92649460 92649474 CTTCACACTTTGCCCGAAAT TTCCTGCTACCACCCATCAT 235

Ai06B20250 Araip.B06 20250 p2 (AT)8 16 92650724 92650739 GGAGCCAATGCCACTATTTG GTCGACCTAAACTTCGCAGG 270

Ai06B20251 Araip.B06 20251 p3 (TCA)5 15 92655899 92655913 GCATCTACCCAAGCAGGTGT GCCGGTAGAATTGAGAATGG 278

Ai06B20255 Araip.B06 20255 p3 (TAT)24 72 92661471 92661542 TGCCTATATAATGCTACGTTAGTTGG GTTGGCATTTTGGATTTTGC 279

Ai06B20267 Araip.B06 20267 p3 (TTA)5 15 92697731 92697745 TACAGAGTCCGCATCACTCG GGTCAAGTTCTTCAGCCAGG 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20270 Araip.B06 20270 p2 (TA)6 12 92709728 92709739 TGTGTTTCCGGTTTGGAAAT AGCTCGGACATTACGACGAC 278

Ai06B20271 Araip.B06 20271 p2 (TA)6 12 92717099 92717110 GATATGGGCGCTGAAGTCTC ACTTTAAACCGCGAAACCG 272

Ai06B20276 Araip.B06 20276 p2 (AT)10 20 92727564 92727583 AGCGTGGCGATAGAACAACT GCAATTGATTTGCGTGATCTT 200

Ai06B20277 Araip.B06 20277 c (AG)6a(AG)10 33 92728287 92728319 TTTTGGGTTAAATACGATTTTGG CAGAAGGGAAAGGGATTGGT 244

Ai06B20280 Araip.B06 20280 c (T)10gttttccgataaatttctaattgaaattaaaatttgaaagtgagaatgcaaatcaaatcaaatttgttttctaattaaaatttctaa(TC)8113 92735258 92735370 CCCACCCCCTTTAGGTATTC CACAAATCCTTCCTCCAGTTT 261

Ai06B20283 Araip.B06 20283 c (TTC)5ccctctctcctctcttccaccgtgaaaaatgtcgcgacctctgtttctattcttgcagctaccagcgttggcgaccaccacaac(CT)7113 92740466 92740578 GTGGTTTAATACCGAAGGCG CCAAATTACCCCTAACCAAAAA 279

Ai06B20284 Araip.B06 20284 c (A)10ttaattttgagttaattttataattatcaatataaatttttttatactaatatctaattatatatatat(GA)691 92741016 92741106 ATATTTTCACTTCTCTTCCTTCAAAT AGGTGTTTGGTCTGTTGCAC 253

Ai06B20286 Araip.B06 20286 c (T)14(A)10 24 92744751 92744774 TAGAGGCATTTCCCTCAAGC CCAGGTATGGCTTCCATTGT 115

Ai06B20287 Araip.B06 20287 p2 (AT)7 14 92744899 92744912 TGCATAATTGGAGCAACAGC CAGGGCAAGGTTTAGTGGAA 257

Ai06B20288 Araip.B06 20288 p2 (GA)7 14 92747563 92747576 CCTCACCGTGGAATCTGAGT ATGGCGTTCTCTCCTTCAAA 243

Ai06B20289 Araip.B06 20289 p2 (GA)7 14 92753565 92753578 CCTCACCGTGGAATCTGAGT CAGAACAAGATCCCCCTTCC 100

Ai06B20291 Araip.B06 20291 p2 (TG)6 12 92760066 92760077 AATCTGCAAAGCGAGCAAAT AGGAGCAGACAAAGAGCTGG 242

Ai06B20292 Araip.B06 20292 p3 (GTT)5 15 92762247 92762261 GAATGTGGGTCGAGACCAGT GAAACAACCCACACCACCTC 185

Ai06B20293 Araip.B06 20293 p2 (TA)7 14 92763878 92763891 AGGCACGGACAGAACAAGAC AACTCCGCAGGCTGTGACTA 116

Ai06B20295 Araip.B06 20295 p3 (TTG)5 15 92773218 92773232 CCCCTCTTTTCTTTTCCCAT TTTGTACCGTTGCATTGAGC 228

Ai06B20302 Araip.B06 20302 p2 (AT)19 38 92781891 92781928 TCACTTGCCACACAAGAAGC AAAAATCACATCAAAATTCAATCTC 275

Ai06B20304 Araip.B06 20304 p2 (CT)7 14 92791847 92791860 TAACGCCAGAAAGGGAAGAA GGGTATTTGGAGGAGGGTGT 257

Ai06B20316 Araip.B06 20316 p2 (AC)9 18 92836137 92836154 CGGGCTAAAAACGCTAACAG GAGCTCTTCACAAGGAACGC 241

Ai06B20319 Araip.B06 20319 p2 (AG)6 12 92851834 92851845 TGCGAGTGGTGAAGAGAATG AGAATCCCCACCTATCCCAC 118

Ai06B20321 Araip.B06 20321 p2 (AG)18 36 92883539 92883574 GCCTGAACAGTGCATGTTTTT TGGCTTTTTCTGCTTGCTTT 232

Ai06B20322 Araip.B06 20322 p2 (CT)6 12 92885774 92885785 CCCATTGCACTTGCTGATTA GGCTGCAGAGTGGAGAAATC 153

Ai06B20323 Araip.B06 20323 c (A)10gctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaagaag(AGA)690 92891821 92891910 ATGATGGGCATGTGAGATGA CACACATCCCTCCATCTCCT 231

Ai06B20324 Araip.B06 20324 p2 (GA)8 16 92894816 92894831 TGAAAAAGAGGGAAGGGATTT AAAAATCAAATCCTTTTCAAAAACT 255

Ai06B20325 Araip.B06 20325 p2 (AG)8 16 92908005 92908020 TGCAAATAAGAGGCTGGGAG TGCATTAAAAGGAAAATCAACAAA 280

Ai06B20326 Araip.B06 20326 p2 (CT)10 20 92920317 92920336 TAGGCTACAGCTTGGCGTTT AGAGGTGATGGAGGTTGGTG 212

Ai06B20327 Araip.B06 20327 p2 (GA)10 20 92929411 92929430 TTTGCAATAATCCACAGGCA CCTCTCCCTTCCCCTTTCTA 256

Ai06B20330 Araip.B06 20330 p2 (TA)7 14 92947614 92947627 ACGTTTTGCGCTTTTGAAAT ACAATCGGTTCATCCCTCAG 220

Ai06B20332 Araip.B06 20332 p2 (AG)6 12 92956409 92956420 CAGGTTCTGGATCTGCTTCA TTTCGAAAACTTCCCCCTCT 257

Ai06B20333 Araip.B06 20333 p2 (AG)6 12 92956632 92956643 ATGAGAGGGGGAAGTTTTCG TTGATTTTCAAATTTGTTTCAACT 236

Ai06B20336 Araip.B06 20336 p5 (TATTT)8 40 92964878 92964917 TTGGTGTTTCCTTGTTGAGAAA TGCTAACCGAACTCAAAAGAGA 227

Ai06B20338 Araip.B06 20338 p5 (AAAAT)5 25 92986316 92986340 TTCAAATTTTTGTGCGACATT TTTGAAAAATGAAAAGGATTAGAAA 104

Ai06B20342 Araip.B06 20342 p2 (CT)6 12 93006511 93006522 AAAGTTGGGAGCTTTGAACC TTTTTGGGCTGATTTTGACC 238

Ai06B20343 Araip.B06 20343 p2 (AT)7 14 93007952 93007965 TACTTTGGGGCATTTTGTCC TTAAGTGTGGGGAAAGTGGG 221

Ai06B20344 Araip.B06 20344 p2 (CT)6 12 93012450 93012461 TGGAATTGGAGAAGCAATCC TTTCTGGGCTGATTTTGACC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20345 Araip.B06 20345 p3 (GAA)5 15 93022098 93022112 ACTCGGAGGTGGAAGCTTTT TCTTCTTGGCCGAATACACC 214

Ai06B20346 Araip.B06 20346 p2 (AG)6 12 93023801 93023812 GGAAATGAGAGGGGAAGAGG TTGATTTTCAAATTTGTTTCAACT 265

Ai06B20352 Araip.B06 20352 p2 (TA)8 16 93070921 93070936 TACTTTGGGGCATTTTGTCC TTTGGTTTGGGAATTGGGTA 210

Ai06B20357 Araip.B06 20357 c (TAT)5ttttctgtgccttcttctttgtcatatgagcaggagcatgaaaatcacttc(A)1278 93100109 93100186 GCCATCCTCACAGTTGTGTTT AATGAGATGGGAGAGGGAGAA 212

Ai06B20361 Araip.B06 20361 p3 (TTA)5 15 93121231 93121245 TTGCCATGGAAAGGAGTAGG CCCACGGAGATTGTTGGTAT 243

Ai06B20365 Araip.B06 20365 p3 (CTG)5 15 93153609 93153623 AAGATCCGAATGCTGCTGAC GCAGCTCTACCCCTTCCTCT 193

Ai06B20367 Araip.B06 20367 p3 (AGA)6 18 93162384 93162401 GCTTTTGTTTTCCCTTTCCC CTCTACACTCCTCTTGGCCG 207

Ai06B20368 Araip.B06 20368 p3 (AAT)5 15 93163712 93163726 TTATTTTCGGCTGCCATCTC CCCCATCTTCTTCCACTCAC 249

Ai06B20369 Araip.B06 20369 p2 (GA)6 12 93164063 93164074 GGATGAGAGAGAAGGAGGGAA TTTCTTAACTTTTTCAAAACCACC 232

Ai06B20370 Araip.B06 20370 p2 (GA)7 14 93166276 93166289 GCCTTCAGATGTAAAGCAACAA ATTCAGAGAGAGCTCGCCAA 275

Ai06B20372 Araip.B06 20372 p3 (AAT)5 15 93179923 93179937 TCTTATCCTTGCTCCTGCTCA TCACATCTCAACCCTCCTCA 173

Ai06B20373 Araip.B06 20373 p2 (AG)6 12 93180264 93180275 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai06B20376 Araip.B06 20376 p2 (CT)9 18 93184687 93184704 GGGTTTATCAATCCCCACCT GGTTTTGGGGGAAAGTGAAT 155

Ai06B20377 Araip.B06 20377 p3 (TTG)12 36 93190861 93190896 TGATGCATGACAGAGCACAA GAGAGAGCCATAAGGTGGCA 154

Ai06B20378 Araip.B06 20378 p3 (TCT)5 15 93193630 93193644 TTTCCGGTCATATTCCTTGC TCTTGGCGTTGACCTTCTTT 229

Ai06B20384 Araip.B06 20384 p2 (AT)6 12 93211165 93211176 ATTTTTGCTTGCCTCCATTG CAAACACTTGGTGGGCATAA 253

Ai06B20385 Araip.B06 20385 p2 (TG)6 12 93222179 93222190 GGTAGCAAATAAATCTCGGGC GAGTTGGTCCCACTGCTTGT 244

Ai06B20386 Araip.B06 20386 p2 (AG)6 12 93223418 93223429 AACAACAATCCAGCCCTGTC TCGTCGGCGTTTTTCTACTT 246

Ai06B20388 Araip.B06 20388 p2 (AT)10 20 93226055 93226074 GACTGGACAAATCAGTTTAGCAA AAAGTAGCATAATTTTGTTCCATTTTA 261

Ai06B20389 Araip.B06 20389 c (T)10cttttatttgggtctctgcaccaa(T)1044 93227015 93227058 CCCAACGTTAGGGACAAAAA TTGGGTCTCTGCACCAAAAT 183

Ai06B20391 Araip.B06 20391 p2 (AT)6 12 93235892 93235903 GCGGCTCAGATAGATTGGAC TTTCCTCGCCTTTATCTTTACG 250

Ai06B20394 Araip.B06 20394 p2 (TA)10 20 93258572 93258591 AAATCATGCATCCCCTGAAG AATGTTTGTGCCCATCCTGT 272

Ai06B20396 Araip.B06 20396 p2 (TA)6 12 93261583 93261594 CCTTATTCTATCCGACTCTATCCG CCCTATCCTATCCGCACTCC 268

Ai06B20404 Araip.B06 20404 p2 (AG)8 16 93288829 93288844 TTGGACCAATATTTGCAATCC TCTCAGGCTGTTCATGATGG 245

Ai06B20405 Araip.B06 20405 p3 (TCT)5 15 93289948 93289962 CCAGCCATGGAAAGGAGTAA TTAGAATGTTGCTCGCCCTC 279

Ai06B20407 Araip.B06 20407 p2 (AG)8 16 93357215 93357230 GCAGAGTGGAGCTAGAAGGG AAAAATGGCAGAAAAGGGAAA 237

Ai06B20408 Araip.B06 20408 p4 (AAAG)5 20 93358710 93358729 ACCCAAAATTTCCAATTCCA TCTTGCGTGACAAAAGGATG 258

Ai06B20409 Araip.B06 20409 p2 (GA)6 12 93358864 93358875 GATAGGGAGTGTCGGTGGAG TCTCTCTCTCCGTGGCTTTG 272

Ai06B20410 Araip.B06 20410 p2 (TC)7 14 93365653 93365666 ACGGCTTCTCCCTCTCTCAT CCTAGCCTCCATACCCACAA 245

Ai06B20411 Araip.B06 20411 p3 (TAA)37 111 93371428 93371538 AGCCACCTTTGGCTTTTCTT AGGCAATACTTGCAACGAGA 188

Ai06B20415 Araip.B06 20415 p2 (TA)6 12 93379588 93379599 ATCTCTCACCAACAGCCCAC TATAGGGTGCATGGTGCCTT 249

Ai06B20416 Araip.B06 20416 p3 (TCA)6 18 93392776 93392793 GAATCTGATGCCCTGAACAAA GATTTTGCGAAATGGCAACT 260

Ai06B20417 Araip.B06 20417 p3 (CAG)5 15 93397705 93397719 TCGCCTTCAACCTTAACCAC TTAAAGTCCACCCTCGTGCT 258

Ai06B20418 Araip.B06 20418 p3 (CAG)5 15 93402884 93402898 TGCAACCATTTAACCAGGAA TTAAAGTCCACCCTCGTGCT 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20423 Araip.B06 20423 c (AAAG)6agaagagaagtaagagagaaagggtat(GA)867 93466653 93466719 CCAAGTGCAGCCACTATTGA TTGGGGTGAAATTAGAACCG 250

Ai06B20425 Araip.B06 20425 c (T)10c(T)11 22 93483346 93483367 TTTTTGAGGCATGGATGAGA TCCTCCAAGAGAAGTCACGG 225

Ai06B20429 Araip.B06 20429 c (TC)6tttttttgtttctttctctttttc(T)1349 93521123 93521171 AACCATTGATGCTCAAAGCC TTGAAGCAAGAAAAAGCAGC 144

Ai06B20430 Araip.B06 20430 p2 (AG)10 20 93526519 93526538 AAGGAGAGAGAGAAAGAAGTAGAAACT TCTTTGCGAATCTTTTTCAATTC 240

Ai06B20432 Araip.B06 20432 p4 (TAAA)6 24 93561934 93561957 TCTTTTTCAAAACTTCCTGACCA CCATGATGGAGAAAGGGAGA 174

Ai06B20433 Araip.B06 20433 p2 (GA)13 26 93569058 93569083 TTTCTCAACTGGGTCCTTGC CTTTTCCGCTGATTCACTCC 183

Ai06B20434 Araip.B06 20434 p2 (CA)6 12 93577758 93577769 TCAACAGATGGCCAATAGCA GATATGTCGCTGGAATGCCT 247

Ai06B20435 Araip.B06 20435 p3 (TGC)5 15 93586155 93586169 TGACGGTAAATCCGATGACA TTAATGTGGTGGTGACGGAA 143

Ai06B20437 Araip.B06 20437 c (ATA)6ac(AAT)2595 93603834 93603928 CCCAACACTCTTGCATTTCA TTGGGGTGCCCTCTAGATAA 216

Ai06B20440 Araip.B06 20440 p2 (TA)10 20 93628452 93628471 TTCATTTTTCTTAGATTGGGCA TGGAACAAACCAAAGATTGC 197

Ai06B20441 Araip.B06 20441 p2 (TA)12 24 93632777 93632800 TTCACCACTTACTTTGGGGC TTGGAAACATTTGGTTTGAGAA 234

Ai06B20444 Araip.B06 20444 p4 (AAAT)6 24 93649155 93649178 TTTCGAAAACAAGGAGCATT CCATGATGGAGAAAGGGAGA 268

Ai06B20448 Araip.B06 20448 c (T)10c(TA)7tttttttcttttatacatatatgtttttttttc(TA)670 93702690 93702759 GAGCTTCACTTTGCTTTGGG TTGTGCCTATTCTGTGCCTG 212

Ai06B20449 Araip.B06 20449 p2 (CT)6 12 93716449 93716460 GCAACATAAAGTAATCAACAAGGG ATGGGGGAAACATTCATTCA 210

Ai06B20450 Araip.B06 20450 p2 (TA)30 60 93717098 93717157 GGAACTTATGCAAGGCAACC TCAAAATGCGTCATGCTAGG 229

Ai06B20451 Araip.B06 20451 p2 (TA)23 46 93719614 93719659 AGCTCAAAACTCACGGGTTG AAGGGCATTTAAGATTCACATTG 152

Ai06B20452 Araip.B06 20452 p3 (CTC)5 15 93720292 93720306 AGCTGGATGAGAAGCATCGT GCCCATCTGAAGCTGATTGT 219

Ai06B20453 Araip.B06 20453 p3 (AAG)5 15 93730611 93730625 ATCACGGTGCTTGGTAAAGG CACTCACCACCATCAACGTC 169

Ai06B20454 Araip.B06 20454 p3 (GGT)5 15 93739756 93739770 GATTTTTGGGTGACGGAAGA GCAAGTGGTGCAGCATAAAA 227

Ai06B20455 Araip.B06 20455 p3 (CTT)6 18 93743212 93743229 CAAGGGCAACACAACTAACAAA AGCTCCTCCCCCTAATGAAA 275

Ai06B20459 Araip.B06 20459 p2 (CA)6 12 93769913 93769924 AATTCCTCCGAAGTAGGCGT GGTGGCTGTAGAGAGGTTGG 248

Ai06B20460 Araip.B06 20460 p5 (TATTT)9 45 93771034 93771078 TTTGTGGGTGGAGATGATGA CACACCACGTAACAAGCAAA 254

Ai06B20463 Araip.B06 20463 c* (AT)8(T)13* 28 93774966 93774993 GCGGCCTACTACTACTGGGA AGAGCTTTGGCGAGAAACAC 189

Ai06B20464 Araip.B06 20464 p3 (TCC)5 15 93775299 93775313 CGCCAACTCAACTTCTTCCT GGTCAAAGATTTTGGCGATG 266

Ai06B20465 Araip.B06 20465 p3 (TCC)5 15 93775419 93775433 AGAGACGTCCTCCCTTCCTC GGTCAAAGATTTTGGCGATG 229

Ai06B20468 Araip.B06 20468 p3 (TCA)5 15 93787229 93787243 CATTTTATACGCAACCGCCT CAGATCCTCAAATTCGCACA 244

Ai06B20470 Araip.B06 20470 p2 (TA)6 12 93801319 93801330 ACGTTGAGCTTGCTGGAGAC CCCCAAAGTGCTTACCAAGA 201

Ai06B20471 Araip.B06 20471 p2 (TA)6 12 93801627 93801638 CAACCCTAGCTTTGCAGGTT TAGAGGTGGCGAGGCACTAC 245

Ai06B20472 Araip.B06 20472 p2 (AT)6 12 93801962 93801973 AGAGTTTGGAGCGACCTCAA TGAACCAGCCTTCTCTAGCC 248

Ai06B20474 Araip.B06 20474 p2 (AG)8 16 93816021 93816036 CAGCAATTTCTGGGCTGTTT AAAGGGACATTGAACCTCAAAA 218

Ai06B20475 Araip.B06 20475 p3 (TAA)5 15 93817319 93817333 ACCTCATGTCCATTGCTGTT ACAGCATAAATTTGCAGCCA 191

Ai06B20479 Araip.B06 20479 c (A)10gaagagaaaaaggaaaaatgggcaccgacgcgccagcgcactgt(GC)666 93855808 93855873 AGGGAGAATGCCATGTTTTG CAAGAGTTGGAAGTGCACCA 196

Ai06B20480 Araip.B06 20480 p2 (GC)6 12 93856018 93856029 TGGTGCACTTCCAACTCTTG TTCCAGGGAGTCCACATAGC 180

Ai06B20481 Araip.B06 20481 p3 (TTC)5 15 93856437 93856451 TAGTTTTAAAGCTTCGCGCC ATGTAGTGCCACCGGAAGAG 171
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Ai06B20482 Araip.B06 20482 p3 (AGA)5 15 93857748 93857762 AGCAATGCTTTTTCCACACC CATATTCGCCCCTTTTCTCA 239

Ai06B20485 Araip.B06 20485 p2 (GC)6 12 93863693 93863704 TGGTGCACTTCCAACTCTTG AGGAGCGTGCTTGAGTCAGT 271

Ai06B20486 Araip.B06 20486 p3 (TTC)5 15 93864089 93864103 TGTGCCAGTCTTGTGCTAGG ATGTAGTGCCACCGGAAGAG 274

Ai06B20491 Araip.B06 20491 p2 (TC)19 38 93878416 93878453 CTTTGCAGCCATCCTCTTTC TTGCAAATTCACAATGGGAG 193

Ai06B20492 Araip.B06 20492 p2 (CT)6 12 93891868 93891879 CTCCAAGAATTTGACCATCCA AAGCAACGCGTATCAGTGAA 193

Ai06B20495 Araip.B06 20495 p2 (AT)8 16 93937911 93937926 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCAA 276

Ai06B20497 Araip.B06 20497 p3 (AAG)5 15 93942221 93942235 TAGCGGTGGTAGAGGGAAGA TAACAACCAGCCACACGAAA 214

Ai06B20499 Araip.B06 20499 p2 (CT)6 12 93954619 93954630 TCCTACATGAGCATCCATGAAC TTGAACCCAAGGATTGAAGG 269

Ai06B20500 Araip.B06 20500 p2 (AG)6 12 93971219 93971230 GTGCATCAGCTGACCTTCAA TACAGAGCTGGCATTTCACG 214

Ai06B20504 Araip.B06 20504 p2 (AG)6 12 93986802 93986813 AGGGTTCGGCTAGTATGGGT CCACATGATCCCCACCTATC 207

Ai06B20507 Araip.B06 20507 p3 (ATA)6 18 93997380 93997397 GCAAAGTTATGGTGTCTTCTCCA AAGTTGCACCCACTCGTGAT 223

Ai06B20513 Araip.B06 20513 p3 (ATC)8 24 94017945 94017968 GGACTTTGAGCACCCCATAA TGGATCGTTATCTCCCTCCTT 280

Ai06B20518 Araip.B06 20518 p2 (TA)6 12 94033136 94033147 TGCTAAACAAGTCACGAAGCA GCGGGGAGCACAACTACTAC 245

Ai06B20519 Araip.B06 20519 c (T)11aaacagaaacaggacactctcctaacctataagcactctaaagcaaccaaaattcaaatttaacaaaaatctttaag(T)1199 94033260 94033358 CTGGTTTTTGCACCAGGAGT TGTTTTGGTTGCTAGTTTGTTTG 269

Ai06B20520 Araip.B06 20520 p2 (AT)6 12 94036976 94036987 CCAAGTGGGATTTTTCAGAGA AAAAATGAGCCCGAACAAAT 221

Ai06B20527 Araip.B06 20527 p2 (TA)10 20 94092973 94092992 TCAAGATATTTCGAGAAAGGATAAAA AATAATGGTGGTGTGGTGGC 267

Ai06B20528 Araip.B06 20528 p2 (TA)8 16 94112389 94112404 CCATTCGTGACCAGTGTTTG CACAATCAACAACTAGGATGCAA 210

Ai06B20530 Araip.B06 20530 p2 (GC)6 12 94114395 94114406 CCAGCGTTTTGCCATTAAGT CGCAAAAGTGGTTTCTCACA 140

Ai06B20531 Araip.B06 20531 p2 (TA)8 16 94116157 94116172 AACTAAGATGCAAAACACAACCA TTCAGTAGCAGCATCGAGGA 266

Ai06B20533 Araip.B06 20533 c (A)10tcataaaatcat(A)1133 94126651 94126683 TAATTGGAATGTCAGCCGTG TGAACATGCAATTGACACCA 280

Ai06B20534 Araip.B06 20534 p3 (TTC)5 15 94129839 94129853 ATCCATGGGTGAGAAGCAAC TCAGGCAATCGTGATTTGAA 195

Ai06B20539 Araip.B06 20539 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttttatttttaatttt(A)1097 94148948 94149044 GCACGGCTAATCATCTGGAA AGAATAAGATGGGGGAGGGA 273

Ai06B20540 Araip.B06 20540 c (TAT)5ttttctgtgccttcttctttgtcatatgagcaggagcaaggataagaacattcttgtggaagcagatccagaacctgaaaggactctgaag(A)11117 94149286 94149402 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 258

Ai06B20546 Araip.B06 20546 p2 (TC)12 24 94167304 94167327 GTCATATATGCATCCGCGTG GCTCTTCTTGGTGCTTTTGAA 178

Ai06B20552 Araip.B06 20552 p2 (AG)6 12 94181097 94181108 GAAAAAGAGGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 275

Ai06B20554 Araip.B06 20554 p2 (AT)9 18 94191492 94191509 TTGCTTCACAATTGCAGCTT TTTCAAGCAAAAAGAGTGCTGA 215

Ai06B20555 Araip.B06 20555 p3 (TAC)7 21 94199499 94199519 GGCCATTACCATCCACAAGT GCCAACAGATCCATTGATTTTA 165

Ai06B20558 Araip.B06 20558 p2 (GA)11 22 94201847 94201868 GAACTTATGACCCCTCGCAA CCGTCGACACTGCTTACAAA 127

Ai06B20560 Araip.B06 20560 c (TC)7tt(TC)9 34 94205599 94205632 ACGCACCTACCCTCACTCAC AGTGGTTGGGCTATGTTGATG 128

Ai06B20561 Araip.B06 20561 p3 (GAA)7 21 94206517 94206537 GAAGAACTTGGTGCCGTTGT TAAACCGTGAACCAGCATTG 222

Ai06B20566 Araip.B06 20566 p2 (AG)6 12 94238383 94238394 GTTTGGGAGGGAAAATGGTT ACAGGATCCCCACCTACCTC 223

Ai06B20567 Araip.B06 20567 c (T)10c(T)13atttttttcgctatttttcttttcttttctc(T)1267 94245894 94245960 CATCTTTGGCAAGCTCCTTC TGGCTCTTGAAAGAATGATGAA 238

Ai06B20569 Araip.B06 20569 p3 (ATG)6 18 94271852 94271869 CCCAAGAGTAGAATGCAGGC GCATTCAAGAACAAAAGGACTCA 251

Ai06B20573 Araip.B06 20573 p2 (CT)6 12 94282238 94282249 AAAACCCTCATTCCCCATTC ACCACTGCTGCTATCGTCCT 136



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20580 Araip.B06 20580 c (TA)7gtcactc(AAT)10gtattaaagttattcttctatttttatttaaatttcaactttatcactaaattatcattaaacttagttccttctaatag(A)10141 94320384 94320524 CCATAATTGTTTTGCATGTTTTT TTCACATCAATTTTTGCACCA 277

Ai06B20581 Araip.B06 20581 p3 (ATA)6 18 94322142 94322159 TGTTTGAAAGAAAAAGTAGAAGAAAAA CCGATCCCCTTAGCCATAAA 268

Ai06B20582 Araip.B06 20582 p2 (AT)9 18 94325433 94325450 TTCACTTTGGGGCATTTTGT TGATTTTGGGAGAGTTGGGA 231

Ai06B20583 Araip.B06 20583 c (GC)6cttgcgcttgcgcgtaggttggcttc(T)1654 94329059 94329112 ACACAGAGTTGGCCCAAAAG TTTTGGAGGTCCTTTGATGC 147

Ai06B20584 Araip.B06 20584 p2 (GA)6 12 94334902 94334913 GAAATTTTGAAAAAGGGGGAA TTTCTTATGACTCAAGTCGTTAATTG 260

Ai06B20591 Araip.B06 20591 p2 (AG)7 14 94378832 94378845 GGTGAGGTAGGTGGGGTTTT GGCATTTTTGCAGACCACTT 219

Ai06B20595 Araip.B06 20595 p2 (AG)7 14 94395769 94395782 GGTGAGGTAGGTGGGGTTTT GGATTGGTAGAGAGGGGCAT 235

Ai06B20597 Araip.B06 20597 p2 (CT)8 16 94403877 94403892 TTTCTTCCTTCTCCCTTCCC TTCGTTCAATTTGTGGCTCA 274

Ai06B20600 Araip.B06 20600 p3 (AGA)6 18 94407654 94407671 TGGACCTTAACCGCTCAATC CACACTCCCATCCATCTCCT 212

Ai06B20601 Araip.B06 20601 p2 (AG)6 12 94409355 94409366 TGATTTTTGGTGGTGTGAGG TTTTTATCTTTTTCAAAACCACCT 267

Ai06B20604 Araip.B06 20604 p2 (AT)6 12 94429745 94429756 TGTAATGGGGTTAAGGCAATG AGGGGACAAAATTACCCCAG 244

Ai06B20605 Araip.B06 20605 p2 (TA)11 22 94430620 94430641 CAGGTTGTGTGTTCTTTGGC CAATCACAACAATCCACTTAGCA 205

Ai06B20606 Araip.B06 20606 p2 (AG)6 12 94437410 94437421 GTGTTTGGGGAAGAGGTGAA CGTTTAACGCCAGAAAGAGG 249

Ai06B20607 Araip.B06 20607 p2 (AG)7 14 94440301 94440314 CCCTTATCCTTGTTCCTGCTC TTTCGAAAATTCCCTCTCTCA 229

Ai06B20612 Araip.B06 20612 p2 (AT)7 14 94468793 94468806 GGACGGATTTAGAAGGAGGG TGTGATAATGTACAAAGACTTGAAGG 260

Ai06B20613 Araip.B06 20613 p2 (TC)7 14 94469175 94469188 TCACCTTTACCAAATTCCTTCTTC CCGAAGTCACTACTCGCTCC 161

Ai06B20614 Araip.B06 20614 p2 (TA)6 12 94469383 94469394 TAGTGACTTCGGTCTCCCCA CCAACCGATGTGGGATCTTA 279

Ai06B20615 Araip.B06 20615 p3 (TTC)6 18 94475543 94475560 TTGGATCATTTTCCCGAGAG GCTCACCCTCGAGCAATAAA 162

Ai06B20616 Araip.B06 20616 p5 (TTATT)5 25 94486392 94486416 GCATTCTTTTTCCAAAATCTTTTTA CCATGATGGAGAAAGGGAGA 198

Ai06B20617 Araip.B06 20617 c (A)10(G)11 21 94493920 94493940 TGGCTCTTGAAAGAATAATGGAA GCCTTGGATCCTTTTTACCC 225

Ai06B20618 Araip.B06 20618 p2 (TA)10 20 94504498 94504517 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 200

Ai06B20621 Araip.B06 20621 p2 (AG)6 12 94511452 94511463 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 251

Ai06B20622 Araip.B06 20622 p2 (CT)6 12 94527420 94527431 TCTTGTCTTTTCAAAATTTGTTTCA GAAGGGGATGAGAGGAGGAG 268

Ai06B20623 Araip.B06 20623 p3 (TTC)5 15 94529228 94529242 ATATGGCCGAACCTTAACCC GCCCTCGAGCAAGAAAATAA 168

Ai06B20625 Araip.B06 20625 c (CTC)9(ATC)20gtcgtcgtcgtcaataatcagttcttcctttct(TTC)5135 94544844 94544978 TGATCTTCTTCTTCCTTTTCTTCC GCTGTCGTTTGATGCACAGT 249

Ai06B20629 Araip.B06 20629 p2 (TC)6 12 94552409 94552420 TCTCTTCTTTTTCAAAACCTCCTAA GAGAGAAGAGGAAGAAGTTTTCG 143

Ai06B20631 Araip.B06 20631 p2 (TC)6 12 94559176 94559187 CCAATTTTTGAAAATCACTAACCA AGAGAGGGAGAGAGGGTTCG 250

Ai06B20632 Araip.B06 20632 c (T)11(A)11 22 94585563 94585584 GGTTGTTTGTTGCATTCATGTT GGCACAACTCTCGGGTTTTA 276

Ai06B20635 Araip.B06 20635 p2 (AG)6 12 94597548 94597559 CTTTGTCCTTGCTCCTGCTC TTCCCCTCTTTTCACATCCTT 212

Ai06B20638 Araip.B06 20638 p4 (ATTT)5 20 94621429 94621448 TTTTTCAAAACCTGCGTCTATTT GCAGAGAAGTCCCTGTGAGG 264

Ai06B20639 Araip.B06 20639 p3 (ATA)5 15 94621660 94621674 GCGACGTTTACAACAAGCAA GAGCCAAGCACTCTCCTTTG 129

Ai06B20644 Araip.B06 20644 p2 (AT)6 12 94639653 94639664 AACATGTGGCAGATCGACAA CCCGCATGTAAGGTTCAGAT 223

Ai06B20646 Araip.B06 20646 p3 (TCA)5 15 94650767 94650781 TGATCTGCCATGAGACAAGG TGATGAAGCTCAAAGGCAAA 250

Ai06B20653 Araip.B06 20653 p2 (AT)7 14 94673832 94673845 AACAGGGAGCTCACCAAATG CGCACTAGTGACGTAGACGC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20654 Araip.B06 20654 p2 (CT)6 12 94679255 94679266 TTGTTTCTTATCTTTTTCAAAACTACC TATTTTTGGCTGCCATCTCC 271

Ai06B20655 Araip.B06 20655 p3 (TTC)5 15 94681895 94681909 ATCCCCACCTACCTCCACTC GCTCACCCTCAAGCAAGAGA 277

Ai06B20662 Araip.B06 20662 c (CTTTT)5tctttttcttc(T)10aacaaagtatgtacaccaaaa(T)1178 94733909 94733986 CCCACTCATGCATTCTCTTTC AGTGTGGGGAAAATTTGTGG 278

Ai06B20665 Araip.B06 20665 p2 (AT)9 18 94747394 94747411 GGATCTTTGCCATCACTCAGA CCATGGGTCTGGAGTTCTCA 112

Ai06B20667 Araip.B06 20667 p2 (AG)6 12 94778909 94778920 GTTCTTGTCCTTGCTCCTGC TCACATCACCAAAAATCCGA 165

Ai06B20668 Araip.B06 20668 p2 (AG)6 12 94779160 94779171 CGGATTTTTGGTGATGTGAG TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai06B20671 Araip.B06 20671 p3 (TTA)5 15 94790827 94790841 CCAGTCAATTGGATGGGAGA TCACAGGAGGCAAATGATGA 254

Ai06B20678 Araip.B06 20678 p2 (AG)8 16 94803501 94803516 TATTTGCAGAGCGAGACTGG TTCTTATGCCTCCTTGACGG 203

Ai06B20681 Araip.B06 20681 p2 (CT)7 14 94829205 94829218 TCCGGATCAAAAGTTATGGC GAATGGAAAACTGGGCGTTA 247

Ai06B20683 Araip.B06 20683 p3 (GAA)5 15 94835162 94835176 AATCGGAGGTGGAAGCTTTT TCAAAATCAATTTCCCACCC 234

Ai06B20684 Araip.B06 20684 p2 (AG)6 12 94838415 94838426 GTTCTTGTCCTTGCTCCTGC CTCCCTCACTCCCCAAAAAT 171

Ai06B20685 Araip.B06 20685 p2 (AG)10 20 94838612 94838631 ATTTTTGGGGAGTGAGGGAG TTGATTTTCAAATTTGTTTCAACT 280

Ai06B20689 Araip.B06 20689 p2 (CG)6 12 94868798 94868809 CGCGTGGATTAAGAAGTTCC GGGAGTGTTGGATAAGGGGT 267

Ai06B20692 Araip.B06 20692 p2 (AT)10 20 94874953 94874972 GTGATGAGGTGCTGGAACAA CGCCATGTCAATGTTGTTTG 276

Ai06B20695 Araip.B06 20695 c (A)11ttaataggaatgtg(T)10cttaaacagagaataaacactgaaatatgattttgacaaaagaaaaattcaaaatccatacc(A)13110 94876584 94876693 AACATGGGCTATTCACGAGG GAATTTATTGGAGACCAAAGCA 238

Ai06B20696 Araip.B06 20696 p5 (AAAAT)6 30 94877095 94877124 TTATTGGAGTGGCTTTTCGG GATCGGTTCGATGACCAGTT 255

Ai06B20698 Araip.B06 20698 p5 (AAAAT)6 30 94880050 94880079 TTATTGGAGTGGCTTTTCGG GATCGGTTCGATGACCAGTT 255

Ai06B20700 Araip.B06 20700 p2 (GC)6 12 94899721 94899732 GGTTGAGTGCTTAGGGATGC GAGTTGGGAACAAAGTTGGC 210

Ai06B20701 Araip.B06 20701 c (CG)6ccattgccgcgtacgcaccatcagccagcaccttcacgacgcgccagcgcaccct(GC)679 94900128 94900206 TTATGCCACTCTTGTGCCTG TGAGAAAGGAGTGAAACGGC 163

Ai06B20703 Araip.B06 20703 p2 (GA)6 12 94921273 94921284 AGAGAGGGAGAGAGGGTTCG CAAACGTTGGGGACAAAAAT 168

Ai06B20704 Araip.B06 20704 p2 (TA)6 12 94943029 94943040 GCCCATGAGTTGTGAATGTG CATGAGTGTTGTGCTTTTCG 271

Ai06B20705 Araip.B06 20705 p3 (CTA)7 21 94950075 94950095 ATCCAGAGCGAGTGGAAGAA ACCTAGGCGGTAGCAAGGAT 278

Ai06B20708 Araip.B06 20708 p2 (GC)6 12 94982531 94982542 TTTACTCCTGGGCCAAACAC GGGCACAGACTAGGCACAAT 214

Ai06B20709 Araip.B06 20709 p2 (AT)6 12 94983909 94983920 CGCACTCTTCATTAGGAGCC GGGGCAAACCCTAATCTCAT 102

Ai06B20710 Araip.B06 20710 p2 (CT)24 48 94984242 94984289 CTCATTGTTCCTTGCTGTCG TGGAGAGACAGAGAGCACGA 185

Ai06B20711 Araip.B06 20711 c (A)10ttttttatgtgtatatatgagtatgtaagaaaaagaaatagaaaaaatacatatatagaagaaacaaaaatag(A)1295 94988216 94988310 TATGCATCGTTCAAATGGGA TGTCCCCTTTCATTGCTTTC 275

Ai06B20717 Araip.B06 20717 p3 (AGA)14 42 95007582 95007623 CGATTTGCCGAAAGAGAAAG AGGTGTCGCCTTCTTTGCTA 204

Ai06B20722 Araip.B06 20722 p2 (TA)12 24 95032739 95032762 AGCGTGCTGGAGACTCACTT CCGGCCGGAGTATGTTTAT 212

Ai06B20723 Araip.B06 20723 p2 (GA)6 12 95034034 95034045 TTGAATCATGGAGGGAGGAG CATGTTTGGGCTTTGATTTG 253

Ai06B20724 Araip.B06 20724 c (T)10caaaaatac(A)1029 95054117 95054145 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 230

Ai06B20725 Araip.B06 20725 c (TCT)5actattctttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1090 95066131 95066220 CAAAATCTCTTTCCCACCCA TGGAAGCTTTTGTTTTGCCT 233

Ai06B20727 Araip.B06 20727 p3 (TAT)5 15 95070799 95070813 TCTGCTCTCCTCACCCTTGT GTTCTTGTCCTTGCTCCTGC 153

Ai06B20728 Araip.B06 20728 p3 (AAT)5 15 95070985 95070999 GCAGGAGCAAGGACAAGAAC AAATTGTTTGCTCCAATGGC 250

Ai06B20730 Araip.B06 20730 p2 (CT)6 12 95075669 95075680 CTTTTTGTTTGTTTCTTATCTTTTTCA AACACAAGGTTGAGGAGAGCA 239
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Ai06B20731 Araip.B06 20731 p3 (TAT)6 18 95075949 95075966 TGCTCTCCTCAACCTTGTGTT CGGAGTCCTTTCAGGTTCTG 207

Ai06B20732 Araip.B06 20732 p3 (TTC)5 15 95077910 95077924 ACACAACCCTCTCTTCCCCT TTAGAATTTTGCTCGCCCTC 116

Ai06B20733 Araip.B06 20733 c (TC)6actctcctccat(TTC)539 95083367 95083405 CACCACTCACATCCATCCAC TAGAATATTGCTCGCCCTCG 280

Ai06B20737 Araip.B06 20737 p2 (CT)6 12 95101064 95101075 TCAAACGTGAATCCCCTCTC TAAATTGCAGCACGTAACGC 191

Ai06B20738 Araip.B06 20738 p2 (AG)6 12 95101364 95101375 TGGAGCTAGAGGGGAAATCA AAATGGCGAAAAAGGGAAAT 241

Ai06B20740 Araip.B06 20740 p3 (TTC)5 15 95112464 95112478 TTATTTTCCCTCCCAAACCC TAAAATGTTTGCTCGTCCCC 211

Ai06B20743 Araip.B06 20743 c (T)11aaataaaccaaaacgacgtcgttttggcaaatgaatttttt(A)1062 95154475 95154536 ATTAGGGTTGGGGAAAGTGG AACCATTGAGGACCGAGTTG 217

Ai06B20746 Araip.B06 20746 p2 (CT)7 14 95175742 95175755 TTGATTTTCAAATTTGTTTCAACT GAAAAAGAGGGAAGAGATTTTCG 120

Ai06B20750 Araip.B06 20750 p2 (TC)8 16 95226821 95226836 TTTGCTCAATTTTCCCTGCT CGTGTGCCTAGGGTTCATTT 246

Ai06B20754 Araip.B06 20754 p2 (AG)6 12 95234055 95234066 CGAAACAGCTCACTCATCCA AGTTGTGCTTGGACTTCCGT 190

Ai06B20756 Araip.B06 20756 p2 (AG)7 14 95250450 95250463 GCTAAAAACGCTTCGTGGTT TGGAGCTTTGAAGGAGGAGA 178

Ai06B20760 Araip.B06 20760 p2 (AG)12 24 95277507 95277530 GGGTCAAACGGGCTAAAAAT TGGAGCTTTGAAGGAGGAGA 199

Ai06B20761 Araip.B06 20761 p5 (TTATC)5 25 95280800 95280824 TGTCCGATTTGTTGGACTGA AGGGCAGTTCCCTTGAAGAT 258

Ai06B20762 Araip.B06 20762 p5 (TTATC)5 25 95290746 95290770 ACTGCACCTCTGATCCTTGG TCTACAAGCAGTCCGAGCCT 268

Ai06B20764 Araip.B06 20764 p3 (TGG)7 21 95297696 95297716 TTTCGTTGGTGTGATGGAGA TTTTTCGCTCCAAAATGGTC 181

Ai06B20765 Araip.B06 20765 c (T)12aaattatcatgaacaaataaaattaaattaaattgcg(TA)763 95298461 95298523 ATTCCGGGTCAATAAAAGGG TCTACAACAAAAGCAATCATTTTC 243

Ai06B20773 Araip.B06 20773 p3 (CTT)5 15 95321129 95321143 TTCAACCGTCTTGGAAGGAG AACCCCAGTGGACAAGACAG 154

Ai06B20777 Araip.B06 20777 p2 (AG)6 12 95331266 95331277 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 188

Ai06B20779 Araip.B06 20779 p2 (TA)7 14 95338584 95338597 AGGCTCAAAACTCACATGCTT GCCATTTTTGGGTGACAAAT 261

Ai06B20781 Araip.B06 20781 p3 (TTC)5 15 95348283 95348297 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai06B20783 Araip.B06 20783 c (T)10attatttttttcgccta(T)1037 95353788 95353824 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 204

Ai06B20785 Araip.B06 20785 p3 (GAA)5 15 95364356 95364370 GCTTTTGTTTTCCCTTTCCC CATTTTCACACAACGCAACC 226

Ai06B20786 Araip.B06 20786 p3 (AAC)5 15 95368427 95368441 ATGGAGGAGCATTCAACCAC TGCATTGACATTAGGGGTGA 141

Ai06B20795 Araip.B06 20795 p4 (TTAG)5 20 95430989 95431008 CTTCTTTCCCCTCTCCAACC GCTTGAAGGCAATGTTGTGA 271

Ai06B20803 Araip.B06 20803 p2 (AG)7 14 95515306 95515319 CAAAGGAACGTAAAACCTGGA TGCACCCATTCAAAGAGAGA 148

Ai06B20806 Araip.B06 20806 p2 (AG)8 16 95523149 95523164 CAAAGGAACGTAAAACCTGGA CATAGCGATTTCTGAAGCCC 227

Ai06B20807 Araip.B06 20807 p3 (AAT)7 21 95579960 95579980 TTCTTGTCCTTGCTCCTGCT TCTTCCTCACCAAAAATCCG 177

Ai06B20808 Araip.B06 20808 p2 (AG)6 12 95580293 95580304 TCGGATTTTTGGTGAGGAAG TTTCTTATCTTTTTCAAAACCACC 268

Ai06B20811 Araip.B06 20811 c (T)13gtatactatagctactgtatataagtgtagccttaggtctca(T)1267 95591460 95591526 CAAAGGCTACGCTTTTCAGC TTGCAACATTCAATTCCTTTG 239

Ai06B20813 Araip.B06 20813 p2 (CT)6 12 95602358 95602369 TTTCTTAACTTTTTCAAAACCACC ATAGAACAGGATGGGGGAGG 221

Ai06B20814 Araip.B06 20814 c (T)10c(T)10 21 95612133 95612153 TCTTCCCCCTTCTTCATCTTC GAACATGCAAGCAACCCTTT 270

Ai06B20815 Araip.B06 20815 p5 (TTATC)5 25 95620018 95620042 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai06B20822 Araip.B06 20822 p3 (AGA)6 18 95683164 95683181 TAGAATATTGCTCGCCCTCG ACCCACAGGATCATCTCAGG 198

Ai06B20823 Araip.B06 20823 p2 (AG)6 12 95686191 95686202 CGAAAATTGGTTTTTGAAAATTG TCGAAAATATCTTCCCTCTTTTTC 255
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Ai06B20824 Araip.B06 20824 p2 (GA)6 12 95686334 95686345 TTTCGAAAATTAGAGAGAGAGAGTTAG TTTCTTATCTTTTTCAAAACCACC 198

Ai06B20831 Araip.B06 20831 p2 (TC)7 14 95722005 95722018 CCCATCACCTCTTCACCACT TAAAATGTTTGCTCGTCCCC 259

Ai06B20832 Araip.B06 20832 p3 (ACC)5 15 95728306 95728320 CTATGATGGCAGTGACGGTG CTCGCCTCTTGTTTTTCGTC 174

Ai06B20833 Araip.B06 20833 p3 (ACC)5 15 95731107 95731121 CTATGATGGCAGTGACGGTG CTCGCCTCTTGTTTTTCGTC 174

Ai06B20834 Araip.B06 20834 c* (TTC)5(TCTTCC)6*(TCT)1282 95736309 95736390 TGCGTTATTCAACGTTTCCT TTTCTCCTCATCTTCTGCTGC 245

Ai06B20836 Araip.B06 20836 p3 (AAG)6 18 95737005 95737022 CGATGAAGAAGAACGTGCAG AAACACGCTTCGAACCATTC 166

Ai06B20839 Araip.B06 20839 p2 (CT)6 12 95760744 95760755 ACGGCCACCGTTAATATGAT CAGCAATTGATGGGGATTCT 253

Ai06B20841 Araip.B06 20841 p2 (AT)6 12 95774183 95774194 CGTGAGCAGTCATCAGCATT TGTTGTCTACATCAGTCCATCCA 258

Ai06B20842 Araip.B06 20842 c (AT)7taagatataagggtatatagaataatataaatagaact(A)1163 95774372 95774434 TTGGATGGACTGATGTAGACAA GTTGAAGATCACAGGGCGTT 267

Ai06B20856 Araip.B06 20856 p2 (AT)6 12 95907613 95907624 TGTGGGAAAATGAGAGGGAG TGGGACATTTTATCCCCTTTT 222

Ai06B20857 Araip.B06 20857 p2 (AT)24 48 95908171 95908218 TACATTGCCCATCATCTTGC CGAAGCTCGATTCCTTGTTC 222

Ai06B20858 Araip.B06 20858 p2 (TA)6 12 95908764 95908775 CCCACTCCTCACTCTTCCAC GAACCCCTCACCGGAAGTAT 197

Ai06B20859 Araip.B06 20859 c (AT)6(GT)9 30 95908956 95908985 ATACTTCCGGTGAGGGGTTC TCATGGGATGCAACCTACCT 253

Ai06B20860 Araip.B06 20860 p4 (TTAG)5 20 95912200 95912219 TCCCTTCTTCAACCACAACC AGAACCCAACACCAAGCAAC 224

Ai06B20861 Araip.B06 20861 p2 (TC)6 12 95924502 95924513 TCAATGATTTAGATTTAGTTGAGAGGG TCCTTAGACGGGAAGCAATG 279

Ai06B20862 Araip.B06 20862 p2 (TA)9 18 95931197 95931214 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 273

Ai06B20868 Araip.B06 20868 p2 (AT)6 12 96010867 96010878 CCAGCTTCTGCATCTCATCA TACTTTGGGGCATTTTGTCC 162

Ai06B20870 Araip.B06 20870 p2 (TC)6 12 96015548 96015559 TTTCAAATCTTTTCCAAATCATCA TTCGAATTGTGGAGGAGAGG 223

Ai06B20874 Araip.B06 20874 p2 (AG)7 14 96028739 96028752 TTGGGAAGGAAAGTGGTTTG CAGGATCCCCACCTACTTCA 222

Ai06B20875 Araip.B06 20875 p2 (TA)6 12 96033235 96033246 CAACCTCCCCACACTTAAACA CCCATCTCAATTGTAAAGGCA 262

Ai06B20879 Araip.B06 20879 p2 (GA)6 12 96061360 96061371 TGCTGGTTAGTTGTGCGAAG CCAGTTGGTTTTTGACGGTT 209

Ai06B20880 Araip.B06 20880 p2 (AT)6 12 96064244 96064255 GGTGTTGTTGATGGATGTGG GGTGTTGTGACGAGACCAAG 227

Ai06B20881 Araip.B06 20881 p3 (AAT)10 30 96064527 96064556 TTAGGGTTGCTGAATGCTGA CTATTGCCTGGTCGTTTGGT 253

Ai06B20882 Araip.B06 20882 p2 (TC)6 12 96068186 96068197 GAAATCCAGCGTGGTTGAAT AAAACCTGGATCGAGAGTCA 239

Ai06B20886 Araip.B06 20886 p2 (CT)8 16 96079598 96079613 GAAATCCAGCGTGGTTGAAT AAAACCTGGATCGAGAGTCA 244

Ai06B20888 Araip.B06 20888 p4 (TTAA)5 20 96091434 96091453 GACCCAATGCAGGTCTGTTT TGGTTAGCTTTAGCTGTGTTTAAG 279

Ai06B20891 Araip.B06 20891 p2 (AT)8 16 96099868 96099883 GAACCCTCACCGGATGTTTA TGTGGAAACTTTGGTTGATGA 206

Ai06B20892 Araip.B06 20892 p2 (GA)10 20 96103938 96103957 AGAAGGGATGGTGGTTGTTG CTTTTCCCTCTACCCGAACC 160

Ai06B20897 Araip.B06 20897 p2 (AG)6 12 96115246 96115257 GTGGCAGAGACAGGGAAGAG TTTGAACCCCTCTCAACCAC 176

Ai06B20900 Araip.B06 20900 p3 (AGA)5 15 96120566 96120580 GAAGTGCATCCCCTGAGGTA CACACATCCCTCCATCTCCT 206

Ai06B20901 Araip.B06 20901 p2 (TC)7 14 96132465 96132478 AATTGGGGTTTACCAGAGGG TCCCAATGTTCAATTTGGTTT 239

Ai06B20902 Araip.B06 20902 c (A)13gtattacttgagtccaaaatttcttactaattcttttatttttgttacacttggagtctatga(T)1187 96135530 96135616 ATATTAGGCCAATCCGGAGC CGTCCCTGGTTAAAAGTGTGA 278

Ai06B20905 Araip.B06 20905 p3 (AAT)5 15 96164444 96164458 CTCCTTTCCATCAACTCCCA CCGCCAAGACTTCATCATTT 254

Ai06B20906 Araip.B06 20906 p3 (AGA)6 18 96180770 96180787 GCATGATGGAGTGCTCTTGA AACCACATCTCCCTCTCCCT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20907 Araip.B06 20907 c (T)11cgaaaacagatgagagatttttgaaaatatttttgaaagaaa(T)1265 96182339 96182403 CTTACAGCCAGCCAGGATTC CCGGGGATTGTTTGAGTATG 232

Ai06B20908 Araip.B06 20908 p3 (TCT)5 15 96190189 96190203 GTTCATTTGGATCCGAGCAT GGCAAAAGGGTAGTTGGTGA 276

Ai06B20911 Araip.B06 20911 p5 (AGAGA)5 25 96231198 96231222 AAACATCCCGAGTTGGACAG TATGACAACTGTCGTGGGGA 197

Ai06B20912 Araip.B06 20912 p3 (TTC)19 57 96231634 96231690 AGCTTCTTCTTCAACGCAGC TCAGGAACAGAACAAAATGTCAA 234

Ai06B20914 Araip.B06 20914 c (CT)7ccctcatttccctctctattcccctttctt(TC)1166 96240122 96240187 TCACTTTCCCTTTTCGTCTCT AAGGGAGGGAGAGAGTGAGG 173

Ai06B20915 Araip.B06 20915 p2 (AG)6 12 96240495 96240506 TCCTCTTTCTTCCCTTCCCT GCTCTTTCTCCCCCTCACTT 214

Ai06B20918 Araip.B06 20918 c (A)10tataaaatacaaaaagaaaaaaattttagctttcaaaaaattc(A)1164 96247510 96247573 AGTTTTTGACCTCATTGCCG CCAGCCAGGCTTCACATATC 246

Ai06B20919 Araip.B06 20919 p2 (TA)6 12 96257174 96257185 TACTTTGGGGCATTTTGTCC GGGAAATTGGGTTTGGAAAT 224

Ai06B20922 Araip.B06 20922 p4 (AAAT)7 28 96276807 96276834 TGTGACAAATGCTTGTTTTTGA AAAGTTGGCGCACCTCTCTA 271

Ai06B20924 Araip.B06 20924 p3 (TCT)6 18 96306737 96306754 ACCCCACAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 259

Ai06B20926 Araip.B06 20926 p2 (AG)7 14 96324971 96324984 AATTTCTGGGCCCCTTTTTA TTGGAATGCAGAAGAAGTAAACC 217

Ai06B20927 Araip.B06 20927 c (T)10gcctctc(T)10 27 96343031 96343057 TTCACTTGACACCTTCACGC AAAGCAGTGAAAAGCTTGCG 239

Ai06B20929 Araip.B06 20929 p2 (AG)7 14 96355295 96355308 CTAGGCCCCTTTTTAACCCA TATTGAAACCTCGGGTCGTC 190

Ai06B20930 Araip.B06 20930 p2 (AT)9 18 96363553 96363570 TCCCACCTAACCTATGACAACC TGCTCTTGTTTCGGTAGTTGC 224

Ai06B20936 Araip.B06 20936 p2 (AT)6 12 96415494 96415505 AAGTGTGGGAAAACTGTGGG GTAGGCCATAAATTGGGCG 241

Ai06B20938 Araip.B06 20938 c* (A)10(AG)6* 21 96442245 96442265 AAGTTGTTTGAAAAGGCCCC CACAGAGTTGGCCCAAAAGT 242

Ai06B20940 Araip.B06 20940 p2 (GC)6 12 96448038 96448049 CAAGCGCAAAAGTGGTTTCT ACAACTTGAAATTGGGCCTG 182

Ai06B20943 Araip.B06 20943 p2 (TA)6 12 96463193 96463204 TTGCGCTTGGAAATCCTATT ATGACTGTGTCAAGGAGGGG 245

Ai06B20948 Araip.B06 20948 p3 (ATT)5 15 96491847 96491861 TGCAAAACGTGTTCAAAGTCA GTTGCCATTACTATTGCCGC 250

Ai06B20950 Araip.B06 20950 p2 (TA)12 24 96506308 96506331 GCACGTTTCCAGCGTAACTC TGCTAGGTGAGAGGCAACCT 213

Ai06B20951 Araip.B06 20951 c (A)10gag(T)15 28 96519255 96519282 ACGTACACGTGGATTGTCCC CAAACAAGTCAAGAAGCACCA 228

Ai06B20952 Araip.B06 20952 c (AT)9aaaagaaaaaatatatagaaaaat(A)1052 96520642 96520693 CTTGGGACATTGGTTGAGGT GGAGCATTTTTGTCCCCTTT 232

Ai06B20956 Araip.B06 20956 c (A)11gtgtagggatcgaatt(A)1138 96526173 96526210 GGTCCCTGTTAGCAGTAATTGA TTCAATTGAGTTCTTGCACCA 132

Ai06B20960 Araip.B06 20960 p2 (AT)9 18 96537835 96537852 TAAAACAAAGGTGGCGAGGT GCGTTGCGCTTTTTATTTTC 124

Ai06B20963 Araip.B06 20963 c (A)14c(AT)8 31 96561747 96561777 GCCCTTAATTTGAATCCTTGG TACTTTGGGGCATTTTGTCC 280

Ai06B20965 Araip.B06 20965 p3 (CCA)5 15 96565415 96565429 TCAGCACCTTTACCTCCACC TGAGGGTCAGAATCGAAACC 209

Ai06B20967 Araip.B06 20967 c (CT)11ttctctctt(TC)745 96577823 96577867 TTGGGTGAGTTAGGGTTTGC AAGGCCCATTCACTTAACCC 150

Ai06B20971 Araip.B06 20971 c (CT)24ttctctctttctctnnnnnnnnnnnnnnnntctt(TC)14110 96597726 96597835 CAGAAATGACATGCCAGTCG AAGGCCCACTCACTTAACCC 270

Ai06B20973 Araip.B06 20973 p3 (TGA)6 18 96650870 96650887 TTTCATCCAAACACAGTTACTTAAA TATTTCTGGCTCTGCCAGGT 200

Ai06B20974 Araip.B06 20974 p3 (AGT)5 15 96653021 96653035 CTTGATGACAAAAGGGGGAG GCAAATAAGATCCAGCCCAA 206

Ai06B20975 Araip.B06 20975 p2 (GA)7 14 96653755 96653768 GAATCCAAGCCCAAGGTACA GGGTTTGATTTGGGTGATTG 188

Ai06B20977 Araip.B06 20977 p3 (TTA)8 24 96663177 96663200 AGGGAGGGCGATTTAGAAGA TTGGAATAGCACACCTAGCAAA 278

Ai06B20978 Araip.B06 20978 p2 (AT)9 18 96664915 96664932 GCTGGTCCAACCACAAGATT CCTTTTCCAGGTGAATCTGC 276

Ai06B20979 Araip.B06 20979 c (A)10gtgaacaccattctcctttttgtcaaaacatttacaaagtcaattcatatataaattttcactttaatgtatgt(A)1094 96667644 96667737 TGGCTTTTCATTATCCAGAATTT TCTTGTGCATTATTTCATAACCTGA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B20980 Araip.B06 20980 p2 (TA)9 18 96668278 96668295 AGGCACGTTGCTTCCAATTA GATCCTGTTTGCATTTGCTG 260

Ai06B20982 Araip.B06 20982 p3 (TCT)26 78 96672800 96672877 TGCAAAGATCTTGTAATCCCC AGAGGGATCAAGTGTGGACG 186

Ai06B20985 Araip.B06 20985 p3 (CAT)5 15 96681708 96681722 CACCTGAGAACCCGACAAAT TGTAGCATGTAGCACTCGCC 145

Ai06B20987 Araip.B06 20987 c (TG)9(T)10 28 96686136 96686163 TTTTATGTGGCCCTGCTGAT CACCTCCATCTATCCCCCTT 276

Ai06B20990 Araip.B06 20990 c (A)10gagagtaaattatgttag(A)1139 96690617 96690655 TCGAACGGTCTGATTTTTACA CATTGGGTCAGGGTATGAAT 280

Ai06B20991 Araip.B06 20991 p2 (AG)6 12 96692257 96692268 TCAAAAAGACACCCCACCTC TATTTCCTGGATCTGTCGGG 182

Ai06B20992 Araip.B06 20992 p2 (AG)7 14 96698035 96698048 AGGAGGTTCGAATTTGGTGA TTTCTTATCTTTTTCAAAACCACC 251

Ai06B20993 Araip.B06 20993 p3 (GGA)5 15 96706589 96706603 ATGACGATGGGTTGAGAAGG GATGGCGAAGAAGAATTCCA 162

Ai06B20998 Araip.B06 20998 p3 (AAT)7 21 96714864 96714884 CGCAATGCATGCACTAACTAA AGTGAAAATGGTGACCCTCG 221

Ai06B21002 Araip.B06 21002 p3 (AAT)5 15 96719112 96719126 GCAACGAACTAAGCGTGACA CCATTTTTCTTTGCAGCCTC 137

Ai06B21004 Araip.B06 21004 p4 (TAAT)5 20 96719823 96719842 TGGCTCCAAGACAAGAATTG AGGTGAGTGGTGCCCTTAAT 255

Ai06B21006 Araip.B06 21006 p3 (TTG)5 15 96732820 96732834 TTGGAGCCCACATCTAAAGC ACATCCTTGATAAACGGTTACTTT 277

Ai06B21016 Araip.B06 21016 p3 (AGA)6 18 96799339 96799356 ACCCACTTGCAAGAACCATC CAACTTTGCTTTCTTTGAAACG 184

Ai06B21017 Araip.B06 21017 p3 (CAA)6 18 96802309 96802326 TCAGACACCTTATGCAACGC GCCATGGGCTACTAATCGTT 278

Ai06B21018 Araip.B06 21018 c (CAC)7acccaccaccacccaccacctact(ATC)7atggaatcataagaactcagaaccaga(ACC)5108 96802840 96802947 CCCTTCTTCCCCAAAATCAT TTGGTTGGTGTGATGCAGAT 203

Ai06B21019 Araip.B06 21019 p3 (ATC)5 15 96803089 96803103 TGCATCACACCAACCAAAAC TTGTTGTTGCTGATTCTGGG 153

Ai06B21020 Araip.B06 21020 p3 (AGA)6 18 96803215 96803232 CCCAGAATCAGCAACAACAA GCTACAAAATGGTCCCCAAA 234

Ai06B21021 Araip.B06 21021 p3 (TTA)11 33 96814244 96814276 TTTTCTAAAAATGTTGGGCTAAAAA TTGTCTTTCTAAAGCTTTTAGGGATT 275

Ai06B21022 Araip.B06 21022 p2 (AT)8 16 96815281 96815296 TTTCCCTTCAAATGGAGACG GTACGTCTGGGAAGGGATGA 250

Ai06B21024 Araip.B06 21024 p3 (TTG)7 21 96843265 96843285 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 248

Ai06B21027 Araip.B06 21027 c (A)10taaaaaacaaaaaactttaaaagtattgaaaaagt(A)1257 96874646 96874702 TTCTTGTGGCAAATGTCTCG TTTCAAGTTTTGCGGTTTTTG 264

Ai06B21028 Araip.B06 21028 p2 (AT)6 12 96878218 96878229 TCTCATGCACCCAAAGTCAG TGAAGGATTTCTTCTAAAGCCTG 130

Ai06B21031 Araip.B06 21031 p2 (GA)6 12 96886559 96886570 GAACGAATTGGAAGCTGGAA CATCATGGAGCCACAAGAGA 122

Ai06B21032 Araip.B06 21032 p3 (GAA)5 15 96889537 96889551 AGTGGTCTTGATGGGCTTTG ACACAACCCCTTCTCCCTCT 246

Ai06B21034 Araip.B06 21034 c (AAT)6agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)8106 96896432 96896537 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 174

Ai06B21041 Araip.B06 21041 c (A)10ttggtacatggacccgccaatt(A)1042 96951107 96951148 TGGATTTCTGTGCCAATTTTT TCGCTATCAAATCAGTGTGAGG 262

Ai06B21044 Araip.B06 21044 p2 (GC)6 12 96977277 96977288 GGGAGAATGCTATGTTTTGGA GGGGCATAACTCTCGGGTAT 217

Ai06B21046 Araip.B06 21046 p3 (AGG)5 15 96985218 96985232 CGAATGTAACCCCGAAAGAA CCAAGAAAAGATCTCGAGCG 213

Ai06B21047 Araip.B06 21047 c (TTC)6ttt(TTC)7 42 96992963 96993004 GAACGCGAAGGGAGAAGAG CCTCCCTCAGCAACAACAAT 241

Ai06B21049 Araip.B06 21049 p2 (CA)10 20 96998359 96998378 TCCTTGGGCATAGACCACTT TTTCGTGTTTTCTTCCTGGG 132

Ai06B21052 Araip.B06 21052 p2 (AC)6 12 97001041 97001052 CTTCCGATTTAATGCATGGG TCCTCTACTCCACCCCCTCT 251

Ai06B21054 Araip.B06 21054 p4 (TTTA)5 20 97003197 97003216 TTAATCGGATCGATTTTCGG GCAGGTCAGATAGAACGGGA 278

Ai06B21056 Araip.B06 21056 p2 (CT)6 12 97003956 97003967 CCACCTTCTCCACCATTGAT AGAGAGCTCGAAGAGGGACC 133

Ai06B21057 Araip.B06 21057 p2 (AT)6 12 97009342 97009353 GAATCTTGGGCAATCGCTAA GAACTCTTACGCAGCAACCC 211
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Ai06B21060 Araip.B06 21060 c (TCT)6attctttcttcttttgctcgagggcgagcaacattctaagtttggtgtagtaaaagcatagc(T)1090 97024867 97024956 CCCATCACCTCTTCACCACT CCTATGACTCGGAGGTGGAA 211

Ai06B21068 Araip.B06 21068 p2 (TA)12 24 97040736 97040759 GAATTGGAATGAATTCGATGG TTGCCTACACCAACAACCAC 122

Ai06B21069 Araip.B06 21069 p2 (TA)6 12 97045497 97045508 CTGAAGAAATGACGCAGCTC ACACCAGCAACCACACCTTT 268

Ai06B21072 Araip.B06 21072 p2 (TA)7 14 97047251 97047264 TGAAAAGACATGACTTGTAGGGT CATTGTGCCATACCCTGGTT 276

Ai06B21074 Araip.B06 21074 p2 (TG)7 14 97061887 97061900 AGTGCACAGTTTCGGTTGTG CAAGGAAAGGATCCCCTAGC 223

Ai06B21075 Araip.B06 21075 p3 (TTC)6 18 97100154 97100171 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 248

Ai06B21077 Araip.B06 21077 p4 (AATA)5 20 97184534 97184553 GAAAATTGTGGGAACATGGG AATATCCGCTCATCAGTCCC 198

Ai06B21078 Araip.B06 21078 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttctttttttcttaactaactattttttatttttttacg(A)10gagaaaaaa(AT)6117 97185102 97185218 GCCTCTGCACATGATTTTGTT TGGATATAATTTGGACTGATTTACC 279

Ai06B21079 Araip.B06 21079 p2 (TG)7 14 97200463 97200476 TCAATAGTGCACAGCTTCGG CAAGGAAAGGATCCCCTAGC 230

Ai06B21080 Araip.B06 21080 p3 (ATA)6 18 97207320 97207337 TGCATTGAGGAAAACAAAAGAA ATCACGGCATCGAATGGTAT 276

Ai06B21081 Araip.B06 21081 p5 (TTAGT)5 25 97217487 97217511 TAAAGTGAATCTGCTGGGGG TGAATCAAAGCATGAAATTAACC 263

Ai06B21082 Araip.B06 21082 p2 (AG)6 12 97225505 97225516 ATAGGTGAGGGGTTTTTGGG GTAAGGGCAGCAGAATGAGC 254

Ai06B21088 Araip.B06 21088 p2 (TC)7 14 97264207 97264220 TCATTATGAAGAATGCGCGA AAATGATTCGCCTCCCTTTT 269

Ai06B21092 Araip.B06 21092 p2 (CA)6 12 97288794 97288805 GCCACTCCTGCTCAACTCTC GATAAAGAAGCGCTTGTCGG 263

Ai06B21093 Araip.B06 21093 p2 (AG)8 16 97291470 97291485 GTTGGGTTTGGGAGGAAAAT CAAGATCCCCACCTACCTCA 162

Ai06B21094 Araip.B06 21094 p2 (GT)8 16 97299062 97299077 GGGGACAAAATTATCCCAATG GGGCTAAGGTAAGGGTGAGG 215

Ai06B21096 Araip.B06 21096 p2 (GA)7 14 97304481 97304494 AACACTCCCTCACAACCGTC CTACATGTGACGGCAACACC 176

Ai06B21099 Araip.B06 21099 p2 (CT)6 12 97319664 97319675 ATGACCATACGTGTGTGCG TGAGTAGGGGAAAAGGAGTTCA 189

Ai06B21100 Araip.B06 21100 c (AT)9tttttctc(T)10 36 97339339 97339374 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 205

Ai06B21101 Araip.B06 21101 p3 (TGT)5 15 97348219 97348233 GGTGAGGTGCTCTGTAAGGC TACAATCATGGATGGCAGGA 148

Ai06B21103 Araip.B06 21103 p4 (TCTA)5 20 97380042 97380061 AAGCATGATTATGCAGCTTTTTC TGCGCTATGGAACATGACTT 190

Ai06B21104 Araip.B06 21104 p3 (AGA)5 15 97388469 97388483 TAAGGTTCCCATGAAACCCA ATACACACTCCATTGGGGGA 276

Ai06B21105 Araip.B06 21105 p4 (TTAT)7 28 97390194 97390221 AGTCCCACTTTTGCATCACA TGGGTACCTACTCATGTGAGACC 231

Ai06B21107 Araip.B06 21107 p2 (AC)8 16 97400813 97400828 TATCCCGAGTGGTTCAATCC ATGGTACAGCGGTGATGACA 239

Ai06B21110 Araip.B06 21110 p2 (CA)6 12 97408678 97408689 TACCTTGCACTGTCGTCGAG TGAAGAAGCCAAGAAGGGTG 254

Ai06B21111 Araip.B06 21111 p2 (CA)7 14 97413962 97413975 CTTCTTCGGTTCTTCCCACA TGACAGCAGCTCCCTACTCA 245

Ai06B21115 Araip.B06 21115 p2 (GA)6 12 97425131 97425142 AGAGAGAGGGAGAGGGTTCG TTGCATGCATTATTTGTTTTGA 249

Ai06B21118 Araip.B06 21118 p2 (AT)8 16 97449795 97449810 TTGATTGAGGGAGAGTTGGG CCACACACTCATGCATTTCC 253

Ai06B21122 Araip.B06 21122 p2 (CT)7 14 97452858 97452871 TCTTGTGATTTCTTGTGAATCAA ATGCTCTGTTCTGGCGAAAT 276

Ai06B21125 Araip.B06 21125 p2 (CT)6 12 97456603 97456614 TCCTTCTCCCTCATCTCCTTC CAGGTTCTGGATCAGCTTCA 240

Ai06B21126 Araip.B06 21126 p3 (AGA)5 15 97465862 97465876 TAAGGTTCCCATGAAACCCA ATACACACTCCATTGGGGGA 276

Ai06B21127 Araip.B06 21127 p4 (TTAT)5 20 97467587 97467606 AGTCCCACTTTTGCATCACA TGGGTACCTACTCATGTGAGACC 224

Ai06B21129 Araip.B06 21129 p2 (CT)6 12 97472512 97472523 GGAACATTGAACCTGGAATTG CCAATGATTTCTGGGCTGTT 224

Ai06B21130 Araip.B06 21130 p2 (AT)10 20 97483178 97483197 AACCAAGAAAGCAATGACCG TATCTCCTGCACCCCAAGTC 275
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Ai06B21131 Araip.B06 21131 p3 (AAT)6 18 97484733 97484750 GCTCACTGTGGCAACAAGAA AAGAGCCATGTCTCGATGCT 206

Ai06B21133 Araip.B06 21133 c (CT)6aattttcgaaaatatcttccctccttttc(A)1152 97491590 97491641 TTGGTTTTCAAAATTTGTTTCA GAATAAGGTGAGAGAGGGGAAA 279

Ai06B21135 Araip.B06 21135 p2 (AC)8 16 97493319 97493334 CAACACACTCCCTCACCCTT ACAGCAGTGATGACAGTGGC 184

Ai06B21136 Araip.B06 21136 p2 (CA)6 12 97499493 97499504 GAGGAACAACAGAAGCAGGG GACATGTGACTTCACGGACG 261

Ai06B21140 Araip.B06 21140 p2 (TA)6 12 97513528 97513539 TCAATCTGCCCTCATTTTCC AAGAAAAAGAAAAAGCATGTTGC 144

Ai06B21141 Araip.B06 21141 p4 (AACT)11 44 97518259 97518302 AGGCAATATGAGGCAGCAAT TTCCCTTCTTCTACCCCTCA 206

Ai06B21143 Araip.B06 21143 p5 (AAATA)6 30 97533460 97533489 TGAAAAGGTTTTTGAATTTTTCG TAACGGATTGTCTTGCTCCC 249

Ai06B21144 Araip.B06 21144 p2 (AC)6 12 97536344 97536355 AATGGGGCTAAGGTGAAGGT TGGTTAGTTGTGCGGAATTG 278

Ai06B21145 Araip.B06 21145 c (T)10ctttttta(T)10 28 97538737 97538764 CACCCTTGCCTTTTGGTTTA GCAAGAAAAAGCAGTGAAAGG 105

Ai06B21146 Araip.B06 21146 p2 (AG)6 12 97540703 97540714 CATTATGGGTGGGAAAGTGG TGCAGGGATGAGAAATCCTT 229

Ai06B21148 Araip.B06 21148 p4 (TTTA)7 28 97552313 97552340 TTAACAGCCAGCCAGGATTC CGGCAACAACACCAAGTTTT 273

Ai06B21151 Araip.B06 21151 c (A)11gatatgattgaaaattattttgaaaaagatatgattgagaagatatgattgcaatttat(A)1080 97563602 97563681 TGGGAGATAAAATAATACTTTCAAAAA TTCTTCAATCATATCTTTTCAATCA 276

Ai06B21152 Araip.B06 21152 p2 (AC)7 14 97571433 97571446 TAAAGGCTTCGGCCAATTTA CTTTCCCTTCTCCGTTCTCC 276

Ai06B21153 Araip.B06 21153 p2 (CT)6 12 97578941 97578952 TAACGCTAGGAATGGGCAAG ATAGGTGAGGGGTTTTTGGG 240

Ai06B21155 Araip.B06 21155 p2 (CT)8 16 97599626 97599641 GGAACATTGAACCTGGAATTG TTACTGGGCTGGTTTTGACC 211

Ai06B21156 Araip.B06 21156 p2 (TG)11 22 97601295 97601316 CCTTGGCTTTGTAGGTCGAG TCGTGCAGAAAAGAACATGC 228

Ai06B21157 Araip.B06 21157 p2 (TA)6 12 97607500 97607511 CAGTCTCCCAGTCTCCATCC TGGTCTGTGTGTTGAGCTTTG 221

Ai06B21159 Araip.B06 21159 p3 (TGA)7 21 97619262 97619282 TAGCCACAACCATTAGCGTG GTATAGGCAGGCCCTGTGAA 196

Ai06B21163 Araip.B06 21163 c (TA)6tgaggaatgtgattgagttctggttatacatgcatgtttgttttaagaaaaagtatttccggtttttc(A)1292 97643943 97644034 GAGGGATAGGAATCTTGCTTTG CTGCGCCACTCTGATAACAA 252

Ai06B21165 Araip.B06 21165 p3 (AAT)13 39 97645625 97645663 TGCAAGACTTGGAGGAGAAAG CGCACAAACAAATAAAAATATCAC 188

Ai06B21169 Araip.B06 21169 p2 (GC)6 12 97667502 97667513 AATTCACTTTCATGGGCCAC AGCGGGAGAACAAATGAAGA 242

Ai06B21172 Araip.B06 21172 p2 (TA)6 12 97673189 97673200 TTGGCTTTGGATGACTTTGG TTTGAACTAAAAACTGAATCACACTTC 226

Ai06B21176 Araip.B06 21176 p3 (CTT)14 42 97685964 97686005 TCGCGTCCACTGTATCACTC CGACGGTGGAGAAGAAGAAG 193

Ai06B21179 Araip.B06 21179 p3 (AGA)5 15 97711906 97711920 AGTGGTCTTGATGGGCTTTG CACACATCCCTCCATCTCCT 242

Ai06B21180 Araip.B06 21180 p2 (GA)10 20 97712057 97712076 AGGAGATGGAGGGATGTGTG CCACAGGATCACCTCAGGAT 228

Ai06B21181 Araip.B06 21181 p2 (GA)6 12 97714722 97714733 TCCAAACACAAGGGTGATGA TCAAAACCACCTAACTACTCTTTCC 256

Ai06B21183 Araip.B06 21183 p3 (GAA)6 18 97719267 97719284 TCAACACCGAAGAAAAAGCA GCGTCACATGGCTAGTTCAG 278

Ai06B21186 Araip.B06 21186 p2 (CT)8 16 97726147 97726162 TGAGCGTTAACAGGGAAACC CCGGTGGTGAAGAAAAGAAA 245

Ai06B21188 Araip.B06 21188 p3 (GAA)5 15 97747832 97747846 GCTTTTGTCTTCCCTTTCCC GCCCAGAACAAGCATCAGTT 229

Ai06B21189 Araip.B06 21189 p2 (AG)6 12 97750949 97750960 CGGATTTTTGGTGAGTGAGG TTGATTTTCAAATTTGTTTCAACT 277

Ai06B21193 Araip.B06 21193 p2 (TG)6 12 97770206 97770217 CTTTGAGCTTGAGCCCTTGT GCCTCACAAAAGAATGGGAA 280

Ai06B21196 Araip.B06 21196 p2 (AT)7 14 97776738 97776751 AGAACGTAAGCCACACTGCC ACCACAGCCAACCACTTCAT 280

Ai06B21198 Araip.B06 21198 p2 (TA)7 14 97785334 97785347 TTCGTGGGATAGGTCTCTATTTG AAACTTTGTCGGCTATAACTCTCC 218

Ai06B21199 Araip.B06 21199 p3 (TAT)7 21 97785556 97785576 TCCGACTCCCAATTTCACTC AAGAGTGACCTGTTTTCATCCC 127



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B21200 Araip.B06 21200 p2 (AT)7 14 97789496 97789509 GGGTTGTAATGTGGCTGAGG ATCAATGCACATGGGACAAA 217

Ai06B21202 Araip.B06 21202 p3 (GAA)5 15 97795184 97795198 ATGCTTTTACCGCACCAAAC AGCCCTCCATTCTTCCTCAT 165

Ai06B21203 Araip.B06 21203 p3 (AAT)5 15 97797757 97797771 GTTCTTGTCCTTGCTCCTGC TCCCTCTCCCATCTCCTTCT 224

Ai06B21204 Araip.B06 21204 p2 (AG)7 14 97798085 97798098 AGGAGATGGGAGAGGGAGAA TTGATTTTCAAATTTGTTTCAACT 262

Ai06B21210 Araip.B06 21210 p2 (AC)7 14 97829621 97829634 GGGGTTAAGGTAAGGGAGAGG GGGATAAAATTACCCCAATGC 229

Ai06B21211 Araip.B06 21211 p3 (GAG)5 15 97836356 97836370 TTCCTGACTTTCCACAGCCT CATCAAAGGAATGCTCCCAC 275

Ai06B21213 Araip.B06 21213 p2 (AG)8 16 97854999 97855014 GGTGGCAATGCTTTTTGTCT GCCTTTTGGTTTTAAGGGCT 269

Ai06B21216 Araip.B06 21216 p2 (AT)16 32 97872165 97872196 GGGACATTGGTTGAGAGGAA ACTTTGGGGCATTTTTGTCC 200

Ai06B21217 Araip.B06 21217 p2 (TA)9 18 97883713 97883730 ACCACCGCATCAAGCTCTAC TCCAACCAAGCCTCCAATAC 254

Ai06B21220 Araip.B06 21220 p2 (CT)7 14 97896376 97896389 TTTTGGATCTTAAAAATTGTATGAAGG CTAACCGATTGAAACGCCAT 184

Ai06B21222 Araip.B06 21222 p2 (AC)9 18 97906740 97906757 GCATTTAACCATCATTCAAGCA GGAAGAAACAAAGAATGCTGGT 264

Ai06B21225 Araip.B06 21225 p2 (TC)6 12 97917556 97917567 CCACTTTGTTTCGACTGTTCG TCTTAGAGAGAAAGAGAAAGAGAAAGA 279

Ai06B21227 Araip.B06 21227 p3 (AAC)5 15 97923296 97923310 CAGAAATTATGGAGGTTAAATTAAAAA CGACTCCACCTAGTGGGACA 279

Ai06B21228 Araip.B06 21228 p2 (AT)6 12 97924521 97924532 TGATACGAGTAGCTACGCACTAAA GGCACAACACCTCACAAACA 221

Ai06B21231 Araip.B06 21231 p3 (CAA)5 15 97927203 97927217 GCTTTAACAACTGGGTGCGT TTTTCTAAGGTCGCGAGGAA 166

Ai06B21232 Araip.B06 21232 p2 (AT)6 12 97928785 97928796 ACGCTTGAGTCACTTATTTAACCT AGATCGCCGCTTAAAGCATA 255

Ai06B21234 Araip.B06 21234 c (T)10gtttctattattattaagaaagtaaaacaagaagaaacttgagaaggtaaaacaaaaagaaaaagatgtataag(A)1094 97929999 97930092 GAATGTAAGTTCATCATCTTTCAAGTA GGGAGTTTTAAAATTGATCACAAA 268

Ai06B21237 Araip.B06 21237 p3 (TGA)8 24 97941402 97941425 ACAAATAAGCTCGTGGCACC CCTTCTCGTCTTCTGCTGCT 183

Ai06B21238 Araip.B06 21238 p3 (GAT)5 15 97941795 97941809 CATCCTCCTCCAATGCAAGT TCCCTTCTTCTCATCTTCTGC 205

Ai06B21239 Araip.B06 21239 p3 (AGG)6 18 97942290 97942307 ATTTTGGATCAGGCAACGTC TTATCGTCGTCACCAACACC 211

Ai06B21246 Araip.B06 21246 p2 (AT)7 14 97972566 97972579 TTTTCGTCCTCGAAAATTGA CTTTTCCCGCATTGCTTTAC 242

Ai06B21255 Araip.B06 21255 p2 (CT)9 18 98003229 98003246 GTAGCAGCGACGGGTTAGAG AGAGAGGAAGAGCCATGCTG 254

Ai06B21258 Araip.B06 21258 p2 (AT)17 34 98027334 98027367 CACAATACCGCTCCCAAAAT GCGCAGAAGTCACGAAGAGT 279

Ai06B21259 Araip.B06 21259 p3 (TGA)5 15 98031957 98031971 CATCAGTGGTCAACAAACAAGG TGGTTCAAATTTTTCCATGC 214

Ai06B21260 Araip.B06 21260 p2 (GA)13 26 98045545 98045570 GTACGGAGATTCGAGTGGGA AACAATGCGGTGAGACACTG 280

Ai06B21262 Araip.B06 21262 p3 (AAT)7 21 98050938 98050958 TGGAGAGAGGAACATACGGG TGGGATTTCCATCTTCTTCG 250

Ai06B21263 Araip.B06 21263 p2 (AT)6 12 98052260 98052271 GGATTATGTTGGTCGGTTCG CCACCTATGTGTTTTTATCTAATCAGT 263

Ai06B21268 Araip.B06 21268 p2 (CT)25 50 98089746 98089795 CCGCTGATTTGCCAACTATC GGGGAGAAAAAGAAAAGAAAACC 195

Ai06B21269 Araip.B06 21269 p3 (GTT)5 15 98100988 98101002 GGACATGTGTCCAGCTCCTT AGTTGCTCATCGTTTGAGGG 228

Ai06B21270 Araip.B06 21270 p3 (AAG)5 15 98105167 98105181 GCTTTTGTCTTCCCTTTCCC AAACCCATCCATCCTCCTTC 243

Ai06B21272 Araip.B06 21272 p3 (TCA)5 15 98124055 98124069 CAACCTTTTGGAGTTCGCTT GGCCCACAAATAAATCATGC 193

Ai06B21277 Araip.B06 21277 p3 (TTG)6 18 98164961 98164978 GAAGGGTGGATGAGATGGAA GGGACGAGGGATTAGGGTTA 263

Ai06B21278 Araip.B06 21278 c* (A)10(AT)6*(AG)837 98167261 98167297 GTAGCTGCATCACCCACAGA CTAGGGGCCTCGTTGTCTTT 269

Ai06B21281 Araip.B06 21281 p2 (TC)13 26 98178995 98179020 AAGAAAGATCGGGGAACCTG GGGAACGAGATTTGGAGTGA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B21282 Araip.B06 21282 p2 (TC)6 12 98179292 98179303 TGCTAGCGCTCTCAATCTCA GGAGGTTCTTCTTTTCCTCCA 185

Ai06B21283 Araip.B06 21283 p2 (TA)6 12 98179818 98179829 CCAACTCGGTTCGTGAAGAT TTGGGACTCAGGGGTGTATC 128

Ai06B21289 Araip.B06 21289 p5 (TTTAT)6 30 98223271 98223300 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 192

Ai06B21290 Araip.B06 21290 p2 (TA)7 14 98231866 98231879 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 274

Ai06B21293 Araip.B06 21293 p2 (CT)6 12 98260496 98260507 GCAAAAAGCTATATCTCTCAACG TGAGTGCAACTGGGTAATTCA 147

Ai06B21298 Araip.B06 21298 c (A)10tcacttagataatgtacaactgatattttgacaaattaaagaaggagaaattggagaactggatgaaaagaaaaaaag(A)1098 98291005 98291102 TCCCATTTACAATTTGAATCCC TGGAATAGGGATTGGTGAGG 221

Ai06B21301 Araip.B06 21301 p3 (TGT)5 15 98293053 98293067 ATGAGAAAGGGTGGTGAGGA TCACCTCTTCGACGCTACCT 109

Ai06B21302 Araip.B06 21302 p3 (TCC)6 18 98295181 98295198 TAGTTGGATGCGTGCATGTT GGAAAAGAAGAGGGAGGAGG 133

Ai06B21307 Araip.B06 21307 p2 (TC)8 16 98311976 98311991 TAAAGTGGGGAAATGCATCC CCTGAAAGCGGATAAAATCCT 136

Ai06B21311 Araip.B06 21311 p2 (CT)6 12 98331273 98331284 CTTCATCTCACCAAAAATCCG TTTTTGCCCAGGTGTAGAGG 121

Ai06B21313 Araip.B06 21313 c (A)12gaaaaaaatggcg(A)1035 98335083 98335117 TGAAAGAATGATGGCAAGGA TCCCCAAGCAACTGAAAATC 266

Ai06B21315 Araip.B06 21315 p2 (TC)10 20 98351399 98351418 ACGCTCCTAGCGATTTCTGA TCCTGAAAGCGAATAAAATCA 210

Ai06B21320 Araip.B06 21320 p4 (AATT)5 20 98381593 98381612 CCATGATGGAGAAAGGGAGA TTTCGAAAATTCTCACCCATAA 223

Ai06B21323 Araip.B06 21323 p4 (AAAT)5 20 98390503 98390522 AGCAAAACAACCCCATTGAG AGAACGAGGTCTTACCGCTG 259

Ai06B21326 Araip.B06 21326 p2 (GT)6 12 98394826 98394837 AATGAGACAGCCAACGGTTC GCGCCCCCAATAAAAAGTAT 263

Ai06B21332 Araip.B06 21332 p2 (TC)8 16 98410495 98410510 CAGCACACTCACACCATTGA GCAATCGGACTTGAGAAAGC 212

Ai06B21335 Araip.B06 21335 p2 (GA)6 12 98427148 98427159 AGCTGCGTTTGTTTACTGGG TCAAGATGAACACACAAAATGC 135

Ai06B21337 Araip.B06 21337 p4 (AAAT)5 20 98438497 98438516 TCGTCTGAGCTTCTCCCAGT TGCATTATGCCTTCCTTCAA 127

Ai06B21339 Araip.B06 21339 p2 (CA)6 12 98446640 98446651 GTACCGAAATCGGATCCTCA TGATAATGAGGGAACCAAAAGTG 189

Ai06B21340 Araip.B06 21340 p2 (TA)7 14 98448124 98448137 TCTCGTGCTGATAACGTGTTG AAAGCATTCCTCTCTCCTCTTTT 266

Ai06B21342 Araip.B06 21342 p3 (TTA)6 18 98452999 98453016 AATTGTTTGGGAGGAAAGGG CACCGATCCAAACCAAAAAC 229

Ai06B21343 Araip.B06 21343 c (TTA)5ttttttttccatttttcttatttttttcgcatgcatataa(T)1065 98456199 98456263 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 231

Ai06B21344 Araip.B06 21344 p2 (TA)6 12 98471783 98471794 AAGGCCGGCTGAAGAATATC CCTCCGCTTCTCATTCCATA 280

Ai06B21345 Araip.B06 21345 p3 (TCA)5 15 98472952 98472966 AACACCACCTCTCAACCTTCA GCATTTTTCCACCCATCAGT 271

Ai06B21346 Araip.B06 21346 p2 (AT)11 22 98506571 98506592 GGCTCAAATCTCACTTGCTTG GATCGACGATTTTGGGTGAC 272

Ai06B21347 Araip.B06 21347 p4 (TAAA)5 20 98513771 98513790 CCAAACACAAGGGTGAGGAG TTTTCAAAAATCCCTTCCCC 241

Ai06B21350 Araip.B06 21350 c (CA)28(TA)6 68 98524664 98524731 AAACTTTAAACCGCAATGCC ACCCTCGCCTTTATCTTGAG 237

Ai06B21351 Araip.B06 21351 c (A)10cagcaacataccaaccatttc(T)1041 98546951 98546991 CATGCATATCCGTTTTTCACA TCCGGGATACAATCCTGAAT 223

Ai06B21352 Araip.B06 21352 c (T)11aaaggcaaaacggcgccgttttggagg(T)1048 98548341 98548388 GGGGATGAAAGGGATTGATT CGGTCGAACCGACAGTTAAT 162

Ai06B21354 Araip.B06 21354 p2 (AT)8 16 98557082 98557097 TGCAGAGAGCTGAAGAGCAA GGACTTTGAGCACCCCATAA 184

Ai06B21360 Araip.B06 21360 p3 (AAG)5 15 98597233 98597247 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ai06B21363 Araip.B06 21363 p2 (CT)6 12 98629311 98629322 TTTTGACCCAGTTTTCAGCC ACATTGAACCTGGGATCGAG 205

Ai06B21364 Araip.B06 21364 c (T)10cttttattttcttttattttattttagttttttg(T)1054 98634893 98634946 GCCTTGGATCCTTTTTACCC GCATGCTTGAACAGTGCATA 278

Ai06B21366 Araip.B06 21366 p2 (GA)6 12 98635622 98635633 TGCTTGTCCTCAAGCAAAGA AAACAGAAAGTCACGTGGGC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B21368 Araip.B06 21368 c (TATT)5(TTTA)6 44 98641950 98641993 CATTAACTGAGTAACACCAAACTTAAA GGATAATCAGGATTCTTGTGGC 236

Ai06B21370 Araip.B06 21370 p2 (AG)6 12 98662363 98662374 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai06B21372 Araip.B06 21372 p2 (TA)12 24 98671782 98671805 TGGAATATGGCACACCTGAA TGATGAAAACGAAATGGCAA 252

Ai06B21376 Araip.B06 21376 p2 (AG)6 12 98747552 98747563 TGATAGGTGAGGGGTTTTGG TAACGCCAGGAATGGGTAAG 241

Ai06B21379 Araip.B06 21379 p2 (AT)15 30 98754720 98754749 CCGGGGATTATTTGTGATTG CAAAAACGAAAGTGACACCAAA 181

Ai06B21380 Araip.B06 21380 p2 (CT)7 14 98772991 98773004 TTTCTTAACTTTTTCAAAACCACC CACAACTGTGAGGAGGGTTG 257

Ai06B21381 Araip.B06 21381 p3 (TAT)5 15 98773300 98773314 CATTCTTTGTCTCCCCCTCTT TATTTTTGGCTGCCATCTCC 261

Ai06B21382 Araip.B06 21382 p3 (TTC)5 15 98778371 98778385 GGTGCAGGAACCCAATTAAA ATCAATCCTACCTAACATTCCATT 276

Ai06B21385 Araip.B06 21385 p2 (CT)14 28 98800155 98800182 CTTCTCTCTTCACCATAGCCG GAAAGGGGGTATACACATTGAAA 182

Ai06B21386 Araip.B06 21386 c (A)12tcaaatctttttaatttcttcaatcatatcttttcaatcatatc(T)1066 98841360 98841425 TTTCGAAATTTTGCATTGAATTA TTGGAATTAGCAATTAGAAAGATATGA 236

Ai06B21388 Araip.B06 21388 p2 (CA)20 40 98861429 98861468 TCACAACCTCACCAACCATC TGCATGATATGTGTGATGGAG 155

Ai06B21389 Araip.B06 21389 p3 (AGA)5 15 98881838 98881852 CTGGCCTTAGGTTCCATCAA CCCTTGCTCACCAATGAACT 176

Ai06B21393 Araip.B06 21393 p2 (TA)57 114 98898478 98898591 TGGAGTTATACAAAGGCTTGTGC TTTCAATTATTATACATTTCTTGCCTT 280

Ai06B21395 Araip.B06 21395 p3 (AAG)5 15 98899845 98899859 AACCGTTCAACAACTGGAGC TCTTGACTTTCCCATGGAGG 249

Ai06B21398 Araip.B06 21398 c (A)10tatatc(TA)8 32 98902841 98902872 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 242

Ai06B21403 Araip.B06 21403 p6 (TTTCTT)5 30 98943665 98943694 TGGGGTATTTTGTCCCCTTT GGCCTTATGCATTGATGTTCT 177

Ai06B21404 Araip.B06 21404 p2 (TA)9 18 98944399 98944416 CAAATCAATTGGTGTGCCCT TTAAGTGTGGGGAGGTCGTC 204

Ai06B21408 Araip.B06 21408 p2 (TA)7 14 98952310 98952323 TCCCTTATATTCCTTGCCCC TTGGTAATTTGGGTTGTGGG 172

Ai06B21411 Araip.B06 21411 c (T)10attttttcaccaattttcttttc(T)1043 98967471 98967513 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGAA 195

Ai06B21415 Araip.B06 21415 p2 (TA)6 12 99000409 99000420 TATATAAGGGGTGGGGGAGG TCACCATATCCGTGACCCTT 101

Ai06B21417 Araip.B06 21417 p4 (AAAT)6 24 99007019 99007042 TTGTGGGGACATGGGTTAAT CATTGAGGTAATTTTGTCCCC 197

Ai06B21419 Araip.B06 21419 c (A)10gaaaaggt(A)1028 99022678 99022705 TGCAGCAAGAAAAAGCAGTG TGCTCAAAGCCTTGGATCTT 193

Ai06B21422 Araip.B06 21422 c (A)11(T)10 21 99041275 99041295 TTGGAAGATCCCCACATAGC GCTGCTCCTGCGTAACTTTC 273

Ai06B21425 Araip.B06 21425 p3 (TTC)5 15 99048436 99048450 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai06B21426 Araip.B06 21426 p5 (TTATC)5 25 99057768 99057792 CCTGGGTGCTCCAGTGTATT GCCCGAATAGAGGAACACAA 179

Ai06B21429 Araip.B06 21429 c (TA)6tgttgcttaatgcaacccaagagatat(TA)8tgttgcttaatgcaacccaagagatattatatatatttgttgcttaacgcaacccaagagatat(TA)8135 99111781 99111915 CAGAGAAAAGAGAAACCAGAACA CAAACATCTCTTGGGTTGCAT 271

Ai06B21430 Araip.B06 21430 c (TA)10tgttgcttaatgcaacccaagagatattatatatatttgttgcttaacgcaacccaagagatat(TA)798 99118852 99118949 CAGAGAAAAGAGAAACCAGAACA TGGGAACGGAAAATTACTCTTG 280

Ai06B21431 Araip.B06 21431 p2 (TA)9 18 99119930 99119947 AGGTGCCAGCTTAGGGACTT TTGACAACGTTCGGTGACTC 154

Ai06B21439 Araip.B06 21439 p2 (TA)7 14 99201983 99201996 TGTGTGTTTGCACTCACGATT GAGAGGGGGAGTGAAAGAGG 249

Ai06B21441 Araip.B06 21441 c (T)10ctgttg(T)13 29 99210710 99210738 AAGGTGAAAAGCATCCAATTT TCCAGGTATTTCGTTTTCATCT 280

Ai06B21442 Araip.B06 21442 p6 (AGGGCG)6 36 99217422 99217457 ATAATGCTGGAAACGCGAAG AGATGCTCATGCATCACACG 195

Ai06B21445 Araip.B06 21445 p3 (GAG)5 15 99223892 99223906 AGGAGCTCCACCTGAAGACA TGGTGCCTGCCTAGTTTTCT 259

Ai06B21447 Araip.B06 21447 p3 (TAT)5 15 99246884 99246898 TGAAGTTCTCAAATTGGCTATCA ATCCGCCTCCTTCATTCTTT 177

Ai06B21453 Araip.B06 21453 p2 (AG)6 12 99270942 99270953 GCAAAAGGGAAAAGCATGAG AACATCTCTCCCTCACCCAC 250
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Ai06B21454 Araip.B06 21454 p2 (AG)6 12 99271174 99271185 AGAGGGTTCGGATTTTTGGT TTTCTTACCTTTTTCAAAACCACC 267

Ai06B21457 Araip.B06 21457 p3 (TAA)5 15 99278626 99278640 TCAAGAAACGTAAATGCCCC TAAACCCTAACCCCCAAACC 245

Ai06B21460 Araip.B06 21460 p2 (GA)6 12 99294514 99294525 ATCAATTCGTCGTTCAAGGC GCCGTATGATTTCTGCCAGT 279

Ai06B21465 Araip.B06 21465 p2 (TG)7 14 99307719 99307732 AAGAATGAAATCACGTCGGAA TTGTTGACAATAAGTTGGCAGA 185

Ai06B21470 Araip.B06 21470 p3 (AAG)5 15 99319411 99319425 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ai06B21474 Araip.B06 21474 p2 (AT)6 12 99358612 99358623 TGCCCTCAAGCATAGTCTCA TTGATGTTGAAATTGTTAGGTTTGA 248

Ai06B21477 Araip.B06 21477 p2 (TC)7 14 99370275 99370288 CACCTCAGGATCTGTGGACC GGTGAGGTAGGTGGGGTTTT 206

Ai06B21480 Araip.B06 21480 c (TA)9(T)14 32 99394839 99394870 AACACCACGCTCTAGCCAAT TGGTGTCAACTGCATGTTTTT 280

Ai06B21481 Araip.B06 21481 p2 (CT)6 12 99414227 99414238 TAAACGCCAGAAATGGGAAC GAGGGATTTTTGGGGAAGAG 266

Ai06B21482 Araip.B06 21482 p3 (TTC)5 15 99414521 99414535 TAGTGGCCAAACAATACCCC CTAGAGGTTTCTCCGGCCTT 262

Ai06B21483 Araip.B06 21483 p2 (AC)8 16 99431864 99431879 CTATTTCGCACCTCCACCAT ATCTTGTTTCCGGAGCATTG 267

Ai06B21484 Araip.B06 21484 p2 (TA)7 14 99446426 99446439 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 217

Ai06B21489 Araip.B06 21489 p2 (AG)8 16 99477449 99477464 TGAGAGGCCTTCAGTAGGGA TAATGTGGCAAAGGGAGAGC 277

Ai06B21492 Araip.B06 21492 p2 (TA)6 12 99484461 99484472 GGCTTTGAAAAGGAGGAAGG GTTCTTTACGGCATTCGCTG 265

Ai06B21494 Araip.B06 21494 p4 (ATAC)5 20 99513134 99513153 GGCTGCTAAACCTTGGACTG TAAGACACGAGTTCCCCTGG 183

Ai06B21497 Araip.B06 21497 p3 (CAA)8 24 99535433 99535456 AGTCCACTCGGAATCACAGG TTCTGCATACTCTTTGGGGG 213

Ai06B21500 Araip.B06 21500 p2 (CT)6 12 99550528 99550539 TTTCTTAACTTTTTCAAAACCACC GAGAGAGAGAGAGGGAATTTTCG 217

Ai06B21501 Araip.B06 21501 p2 (CT)11 22 99550701 99550722 CGAAAATATCTCTCCCCTTTTTC GGGGGAGACAAAGAATGTGA 279

Ai06B21502 Araip.B06 21502 p3 (TAT)5 15 99550875 99550889 GTCTCCCCCTTCTCTTCCAC GAATCCCACGGAGATTGTTG 191

Ai06B21506 Araip.B06 21506 p2 (TA)9 18 99561649 99561666 CTGACTTTGCTAAAACGGGG TTGTCGGATTTTCTCCTTATTTC 219

Ai06B21510 Araip.B06 21510 p2 (AT)9 18 99577853 99577870 ATCCGCCCGCTACTTACTCT TTCCCGGTGAGTTTTAGGTG 219

Ai06B21512 Araip.B06 21512 c (T)11aaatatata(TG)836 99615008 99615043 TGGGGTGACTAAAATACGGG TGCATTCTGCATTCTGCATT 228

Ai06B21513 Araip.B06 21513 p2 (CT)7 14 99626402 99626415 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTGAGGAGAGCAAAGATG 280

Ai06B21514 Araip.B06 21514 p3 (TTC)5 15 99629784 99629798 CCTCCTTGGTCGAAACACAT CATGACTCGGAGGTGGAAGT 218

Ai06B21519 Araip.B06 21519 p2 (AG)6 12 99644358 99644369 AAGATGGGAGAGGGAGAATTT ACATGCTAAAGCTTGGCTGG 263

Ai06B21524 Araip.B06 21524 p2 (CT)6 12 99659063 99659074 GAACATTGAACCTGGGATTGA CGAAAATCAGCGTGTTTGAA 252

Ai06B21526 Araip.B06 21526 p6 (ATAACA)5 30 99668026 99668055 TACAAACCAATGATGCCCCT CAAGATATTGTTCGCAGCCA 221

Ai06B21528 Araip.B06 21528 p2 (AT)10 20 99673991 99674010 ACCACCCCCACACAAAAATA TGTCTTCTTCCTTCTTTGGGA 262

Ai06B21530 Araip.B06 21530 p4 (CATA)11 44 99678099 99678142 CACCACGACCAAAAGCAAAT TCGCTTTCAAATTCTGAGCA 221

Ai06B21533 Araip.B06 21533 c* (A)11(AC)7* 24 99681521 99681544 CGTAGTTGTAAATTAAACCTGAGCAA CCATATCCCGTGTCCTCTTG 268

Ai06B21534 Araip.B06 21534 c (T)10ctttctctc(T)1231 99687105 99687135 CCTTTTGGGCTCTCCTATCC TGAAGCAAGAAAAAGCAGTGAA 210

Ai06B21536 Araip.B06 21536 p4 (AACT)5 20 99711516 99711535 CCTCAACAAGAGAGCCCAAC CTCCTTCCTTTCCACCCTTC 229

Ai06B21542 Araip.B06 21542 p3 (ATC)8 24 99740564 99740587 GGTGGAGTTCATCGAGCATT TGAGGGTGTTTCAAGTGACG 278

Ai06B21543 Araip.B06 21543 c (AG)11tgtgtgtgtttgtgtgttggtggttttgtttcagaaagagagtgtgatgtgaagagagaagaggaacgaattga(AAG)12132 99741561 99741692 TTTCTCCAACCTTTTGGTGC ATGATGAATCATGGACGACG 240
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Ai06B21546 Araip.B06 21546 p2 (TA)6 12 99744799 99744810 CTAGCCATCTCCCCACTTTG GGCTAGGTTGTGATAATTCGAAAC 119

Ai06B21547 Araip.B06 21547 p3 (GAG)6 18 99746742 99746759 AATTGAACCACACCTCAGCC CCCGTTACTGCACCTTCTTC 153

Ai06B21548 Araip.B06 21548 p2 (AC)6 12 99755849 99755860 CAAATTGAGCCCAAGCCTAA CCGTGGCTTAAGTTGAAAGC 158

Ai06B21549 Araip.B06 21549 c (GA)6gccgcgcgaggaggagtcatcgtcatcgccgttcgtcctccccgttgccagatgccgtcgccgccgttcacgaga(AG)9105 99757077 99757181 ATCGCTGTCACGAGGAGAAC CTCTGTCCTCTGCTTCACCC 256

Ai06B21550 Araip.B06 21550 c (T)10acgtttaacgttaacagagactaaattg(A)1048 99773785 99773832 TTTTTCTTTTCAATTGAGTCCC TTTTTCTTTTCAATTGGGTCC 156

Ai06B21556 Araip.B06 21556 p4 (CATT)7 28 99796421 99796448 GGTGCCCTATCACCCTTACA GGGAGGAATGGTAACTTGGA 274

Ai06B21558 Araip.B06 21558 p2 (AC)7 14 99811608 99811621 CCACCTTTCTTCTTCCCCTC ATCGCAACTCTGCTCCATCT 185

Ai06B21568 Araip.B06 21568 c (TA)10tg(TA)20 62 99853268 99853329 GCTCATTAGCTCGTGAACTGG CAAGCTGGCTTAAATAACAGAAA 280

Ai06B21569 Araip.B06 21569 p2 (AG)6 12 99854866 99854877 AGTGGTCTTAGAACGGCGAA GGTCATCGATAGGCATTGGT 194

Ai06B21581 Araip.B06 21581 c (A)10taaaacagcatatatgaataaaaaacaccattcc(A)1155 99895759 99895813 GCCGAAAAGAGTTCAACAGG GAAGAGGAAATCGCATCTGG 245

Ai06B21582 Araip.B06 21582 p2 (AC)6 12 99903867 99903878 CTCTTCCCCACTCACACACA TCTTCTCCCCTTCCCAGATT 118

Ai06B21583 Araip.B06 21583 p2 (GA)19 38 99904370 99904407 GTCGCGCCACTTTTAAAGAA GCAGTAGAAATGGAGGCAGC 242

Ai06B21587 Araip.B06 21587 p3 (TAG)5 15 99938721 99938735 CACAGCACAATCTGCCAAGT AACTTCCACCAAAGCTTCCA 189

Ai06B21588 Araip.B06 21588 p2 (AT)6 12 99946610 99946621 GTGTGGAAAACCTTTTGGGA GTCCCATGTGCATTGCTTTA 219

Ai06B21590 Araip.B06 21590 p3 (GAT)5 15 99970571 99970585 GTGGTGGAAGATGGCAAGAT GGAGGATGAGGCATGGTAGA 209

Ai06B21593 Araip.B06 21593 p3 (AAT)6 18 99981266 99981283 AAGGATCAGCAGAAGCCAAA ACTTGGGCCTCCAAATTTCT 224

Ai06B21594 Araip.B06 21594 p3 (ATG)5 15 99990587 99990601 AGATGGCAAGATTGTCCCTG GACTCAGGCTGACCGACTTC 129

Ai06B21595 Araip.B06 21595 p5 (TTATC)5 25 99999011 99999035 CCTGGGTGCTCCAGTGTATT AGGCAGTCCAAGCCTACAGA 145

Ai06B21596 Araip.B06 21596 p3 (AAT)6 18 100004130 100004147 CTCCTTTCAACCAACTCCCA CCTCCGCCAAGACTTCATTA 263

Ai06B21599 Araip.B06 21599 p2 (AT)6 12 100016198 100016209 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 249

Ai06B21600 Araip.B06 21600 p2 (CT)6 12 100018866 100018877 GGGGCTACCTTCTCCTCATC TGGATTCACTTTTTCTGGGG 160

Ai06B21601 Araip.B06 21601 p2 (AG)6 12 100022033 100022044 TTCTGGGTTGTTTCTGACCC GGAACATTGAACCTGTGATGAA 211

Ai06B21602 Araip.B06 21602 c* (CAA)5(AC)6* 26 100029120 100029145 CCTCTCACACTCTTCCCCAC TCTTCTCCCCTTCCCTGATT 128

Ai06B21607 Araip.B06 21607 p2 (CT)6 12 100046103 100046114 TTTTGTTTGTTTCTCATCTTTTTCA GAGGGTTTGGATTTTTGGTG 244

Ai06B21610 Araip.B06 21610 p2 (TA)7 14 100066865 100066878 TCACTACCCAGGCTTTGAGG AAAGCTTTGTGAAGGGAGCA 155

Ai06B21611 Araip.B06 21611 c (TG)6(AG)9 30 100067472 100067501 CGTTGCAATGACGAGTCTGT GGAGAGAGGCAGAGAGCAGA 211

Ai06B21612 Araip.B06 21612 p5 (TTATC)7 35 100073389 100073423 GCTGCACTGTTGATCCTTCA AGCCTATAGAGAGAGGGGCG 264

Ai06B21615 Araip.B06 21615 p5 (TTATC)5 25 100091674 100091698 GGTACCTGCAAGAGACTCCG TGGGTTTATCAGGTGGTTCC 213

Ai06B21623 Araip.B06 21623 p2 (CT)8 16 100124850 100124865 TTGCGGACCAAGAACATACA TTCACATAAAAGGGGCAAGC 257

Ai06B21625 Araip.B06 21625 p3 (TCT)5 15 100136574 100136588 GTTTGCTTTGGTGGGAAGAA TTGAAGAAGAATGTGCGTGC 138

Ai06B21626 Araip.B06 21626 p2 (AG)6 12 100137243 100137254 CAAAAGCAACGTTCTTCCTTC GGGGGTTGAATCTATGCCTT 276

Ai06B21628 Araip.B06 21628 p3 (AGA)6 18 100152843 100152860 GGGAGGTCAGAATCCAACAA CTCTACACTCCTCTTGGCCG 183

Ai06B21629 Araip.B06 21629 c (T)10cagagtcctttcaggttctggatctgcttccacaagaatgttcttatccttgctcctgctcatgtgacaaagaagaaggcacagaaa(AAT)5112 100153864 100153975 TTATTTTCGGCTGCCATCTC CATTCTTTGTCTCCCCCTCTT 262

Ai06B21630 Araip.B06 21630 p2 (GA)6 12 100154292 100154303 GAAATTTTGAAAAAGGGGGAA TTGTGATTTCTTGTGAATCAAGTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B21635 Araip.B06 21635 p5 (TTATC)6 30 100197066 100197095 TGTTGGACTGGCTGCACTAC AAGGTGGTTCCCCAGAAGAT 255

Ai06B21639 Araip.B06 21639 p3 (TAA)5 15 100232969 100232983 ATTGGGCCTTGTCCATAACA AGTTGACAAATTCCCGAACAA 144

Ai06B21640 Araip.B06 21640 p4 (AAAT)7 28 100235940 100235967 TCCTTACCATCTTCTCTCCCC TCCTGGACTGTTCATTTCTGC 177

Ai06B21644 Araip.B06 21644 c (A)10ccaaaatagaaaaataatagaaaatccatgtgcattaataagttatgtttatttctct(A)1280 100247485 100247564 TATTGGGAATTTGGGAACCT TTGGGGTAATTTTTATCCCCTT 172

Ai06B21645 Araip.B06 21645 p2 (AT)6 12 100278029 100278040 CGGAACAGGTAGAATGGTGG GGGTTCAATAGCTCATCTCCA 275

Ai06B21646 Araip.B06 21646 p2 (CT)11 22 100287244 100287265 CCTGTGATTGTAGAAGCAATCC GACGCCACGTACAGGAATCT 278

Ai06B21647 Araip.B06 21647 p3 (CAT)5 15 100294906 100294920 GCTTTGGCAGAAGGTACAGG TCCAGGGTCATTTTGTAGGC 190

Ai06B21649 Araip.B06 21649 p3 (TGA)5 15 100300165 100300179 CAACGTTGTGAGGGATGGTA ATCAACACGGGGTGAAGAAG 229

Ai06B21652 Araip.B06 21652 p2 (CT)21 42 100347032 100347073 CTTCGACGTGATGATGGTTG GTCGAAGTCACTGGAGGGAG 166

Ai06B21653 Araip.B06 21653 p5 (TTATC)5 25 100348800 100348824 CCTGGGTGCTCCAGTGTATT TAGAGGGACACGACCCAAAC 172

Ai06B21654 Araip.B06 21654 c (CT)6catctctttctatttattttatttatttactaacacttctcttctactcataatttgaaccctctcc(CT)691 100358288 100358378 CGAAAATCACTAACCACTTTTTCA GGGAATAAGAGGAATTCGAACA 265

Ai06B21659 Araip.B06 21659 p2 (AT)10 20 100402302 100402321 GGAGACAAAATTACCCCAACG GTTGTAATGGGGCTAAGGCA 267

Ai06B21660 Araip.B06 21660 p4 (AAAT)5 20 100408827 100408846 TCATGAATGTTGGCTCTTGAA TCCCCAATTAGAGGTGTCCA 270

Ai06B21664 Araip.B06 21664 p2 (TA)6 12 100439634 100439645 AATGGTGGAATCTCATGCAA GGGTTCAATAGCTCATCACCA 257

Ai06B21665 Araip.B06 21665 p2 (TA)6 12 100440894 100440905 AAGAAGGGCGAACACACAAG CAGAATCATAATAATCCACACACTG 273

Ai06B21667 Araip.B06 21667 p3 (GAG)6 18 100458186 100458203 GGCAGGACCAAAAGATACCA CCTCCGATTTGCTACTTCCA 225

Ai06B21676 Araip.B06 21676 c (AGA)16(GGA)5 63 100477463 100477525 CCTCTTCGTCTTCTGCTGCT TTCTTGCTGCACGTTTTCAC 244

Ai06B21677 Araip.B06 21677 p3 (AAG)5 15 100477631 100477645 GAAGAGGAGGAGGAGGAGGA ACTGCACGTTTTCACTGCAC 209

Ai06B21678 Araip.B06 21678 p3 (AAG)5 15 100477757 100477771 TGTGCAGTGAAAACATGCAG CGCACGTTCTTCTTCCTCTT 227

Ai06B21680 Araip.B06 21680 p4 (AAAT)6 24 100481586 100481609 CTTGCCGGTTAGTTTGTGGT CGACCCAGGGTATGAACACT 241

Ai06B21681 Araip.B06 21681 c (A)10t(C)11 22 100491586 100491607 TCCTTTGGAGGCAGTTATGG GCTCCTTTGATGACTTTCGC 269

Ai06B21683 Araip.B06 21683 p2 (AG)6 12 100520353 100520364 GATCCAGTTTTCGACCCAGA CCTGGAATGAAGAGAAGTAGCC 218

Ai06B21684 Araip.B06 21684 p2 (GA)7 14 100532832 100532845 CAGGGCCACAGAATCAGAAT CGTCCTCTCTCCCTCTCTCA 225

Ai06B21685 Araip.B06 21685 c (AGA)5ggttggaggtttggggaaatggggtgcgtgactgcgcagtgtgcttcgcgagctagggttatccctatttttggatcg(GC)6105 100533056 100533160 AGAGAATTGATGGCCAAGGA ACGCGTAGAGTCCACGTTCT 233

Ai06B21687 Araip.B06 21687 p2 (AG)6 12 100535189 100535200 CTAGAAATCACTGGGGGCAA GGAACATTGAACCTGAAATGAA 245

Ai06B21691 Araip.B06 21691 p4 (TAAA)5 20 100546631 100546650 TGGTATGATTTTTGTTGAGCTTTT AATTTTTCTGCGAGATAGCATTT 257

Ai06B21692 Araip.B06 21692 p3 (TGA)5 15 100551646 100551660 ACTCATCATCACCACCACCA TTGTGTGCATCGAAAATGCT 163

Ai06B21696 Araip.B06 21696 c (GTG)6ttggtggtggtggtcttggttggtgt(TGG)662 100564632 100564693 CTTGGTGTTGGTGTTGGTTG CCAGCACAATTACCTCCTCC 182

Ai06B21697 Araip.B06 21697 p3 (AGA)5 15 100574486 100574500 CGGCTTATCCTTCCCAAAA CACACGGGGGAGAAAAATTA 275

Ai06B21699 Araip.B06 21699 p3 (AGA)5 15 100591829 100591843 TTTCCAAGGCTCACATAGGG CACATCATTAGGGGGAGGAG 170

Ai06B21700 Araip.B06 21700 p3 (CTT)5 15 100592603 100592617 TGTGCTAACGTTGCCCATTA AGCCCACTAACGTCTGTGCT 256

Ai06B21701 Araip.B06 21701 p2 (AG)6 12 100593989 100594000 GCCACCATCATCCTTGAGTT CCTTCTCTCCCTCTGCTCCT 254

Ai06B21706 Araip.B06 21706 p3 (ATT)5 15 100617676 100617690 CCAATGGAGGGTATGCAGAT CCCCTTTCCCTTAAACATCC 261

Ai06B21708 Araip.B06 21708 c (A)10gaaaaaaaaaggggaatatag(A)1041 100620149 100620189 TGGATGGGATAAAAAGGGGT ACTTCACCTTGGGGCATTTT 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B21711 Araip.B06 21711 p4 (AAAT)5 20 100644902 100644921 AAATCAGAGACCTGGGTGAATC ACTTTTTATTCGGTGACGGG 268

Ai06B21715 Araip.B06 21715 p2 (AG)6 12 100660702 100660713 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 231

Ai06B21716 Araip.B06 21716 p3 (AGC)5 15 100664173 100664187 AGCAGCTCACGTTGTTCCTT TTCATTTTGCTCCATTTCCC 273

Ai06B21717 Araip.B06 21717 p4 (TTTC)8 32 100671556 100671587 TCCTCCCCTTTCCTTCTTTC CATTTTTGTCGCCTTGCTTT 274

Ai06B21719 Araip.B06 21719 p4 (TTTC)6 24 100677138 100677161 TCAGGGGTTGGAGAATCAAG CCCAAACTATTAGAATCGAACCA 245

Ai06B21720 Araip.B06 21720 p2 (AG)6 12 100680389 100680400 ACATTGAACCTGGGATCGAG CGAAAATCAGCGTGTTTGAA 252

Ai06B21721 Araip.B06 21721 p2 (AT)11 22 100681509 100681530 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 229

Ai06B21723 Araip.B06 21723 p2 (AG)7 14 100685813 100685826 GTACACGTTTGCAATTCCCC CGAAAATCAGCGTGTTTGAA 276

Ai06B21726 Araip.B06 21726 p2 (GA)6 12 100697994 100698005 TTGTACCCACATTGGTCCCT CATGAGTAGCAGCCCCAGAT 149

Ai06B21727 Araip.B06 21727 p2 (TA)6 12 100709797 100709808 CCCTAAATTGCAAACTTCCAT GAATTGTTGGAATTGATGGGTT 218

Ai06B21729 Araip.B06 21729 p2 (AC)6 12 100745250 100745261 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 230

Ai06B21732 Araip.B06 21732 c (AGA)13aaaagaggcac(A)1060 100759931 100759990 CAAGTTGGGCCTAACACGC TGGAAAAGAACAAAGCAAACAA 245

Ai06B21734 Araip.B06 21734 p3 (AAT)7 21 100764430 100764450 GCATCAAGGATCATTTTCAACA CATATCAAGGCATCGAATGGT 258

Ai06B21736 Araip.B06 21736 p2 (CT)6 12 100772569 100772580 TGGTCCCCTTTACAACTTGC AACTTGCCTCACCAGCTCAT 266

Ai06B21739 Araip.B06 21739 p2 (GA)6 12 100791024 100791035 TGACAGAGCGGAGGAACTTT CTTGTGGAGTTTAGGCCGAC 183

Ai06B21740 Araip.B06 21740 p2 (TA)7 14 100791277 100791290 CGATCGTAGCTTCGTGTGAA CATGCCGTAAAGCAAAGGTT 160

Ai06B21743 Araip.B06 21743 p3 (TCC)11 33 100794587 100794619 CGCTTTTCTTCTTCGTCGTC CACCGGGTCCCTTTCTTACT 273

Ai06B21744 Araip.B06 21744 p3 (TCC)11 33 100805638 100805670 CGCTTTTCTTCTTCGTCGTC AAATGCAGCAACAACAGCAG 200

Ai06B21746 Araip.B06 21746 p2 (AT)6 12 100820900 100820911 TATGGGCACAGAAGTCACGA GCAAAACCGCTCCAAAAATA 233

Ai06B21749 Araip.B06 21749 p2 (AT)7 14 100822657 100822670 CAGCAGGCAGTGCTGTAAAA TGGATCAACATTTGGTCTGC 273

Ai06B21755 Araip.B06 21755 p2 (GA)17 34 100857108 100857141 TCCATGTCTCTACCTATATTCTGTGG TTCCTAGTTTGTCGGCAAGG 226

Ai06B21758 Araip.B06 21758 p2 (AG)6 12 100877997 100878008 TGAAGTTGATAATTGAGAGCCG GTGGGTTAGGCCTCGTTGTA 248

Ai06B21760 Araip.B06 21760 c (TA)18(T)14 50 100891640 100891689 TCTGATTGAAAATGTTTGTCACTGT TTGTTAAGTTTTATCTCCTATGCATTT 209

Ai06B21761 Araip.B06 21761 p4 (AATA)6 24 100891822 100891845 TTTTTGTCTGCCTTAACATTATGA TCCGATGCGAGTTTAATTTG 115

Ai06B21766 Araip.B06 21766 p3 (TTG)5 15 100901484 100901498 TTGGGACAGAAAACACCACA GCATCAATGATTGGGAGGTC 248

Ai06B21771 Araip.B06 21771 p3 (GCA)5 15 100915894 100915908 CAACTGCAGGGGCTGTTAAT CCTAGTGCCCCATGTAAGGA 237

Ai06B21776 Araip.B06 21776 p2 (TA)9 18 100940910 100940927 GGTTGGGGTTTGAATAATTTGA CCTGTAACTGTCCACGATGTTT 171

Ai06B21783 Araip.B06 21783 p2 (GA)7 14 100992984 100992997 GGGGAATGGATCCTCTCAAT AACAGGGAATGAATCCTCTCAA 176

Ai06B21784 Araip.B06 21784 p2 (CT)7 14 100994926 100994939 TCTCGGGTTCCATGAATTTT TGAATCGCTGACTCAACAGC 182

Ai06B21790 Araip.B06 21790 p2 (GA)8 16 101032224 101032239 AGTGACAGAGGGCAGCTCAC CCCATGTCGATTCTGCTCTT 230

Ai06B21791 Araip.B06 21791 p2 (GA)7 14 101032646 101032659 TGTCACCCATCAACTGTTCC CCAACCTTCCAGTGTGACCT 256

Ai06B21805 Araip.B06 21805 c (T)10ataaaagtctgcactatg(A)1038 101079203 101079240 TTTTACAAACCTGGCCCTTTT TGGGGCATTTAGTATTAGCCA 279

Ai06B21810 Araip.B06 21810 c (CAT)6(TAT)10 48 101098597 101098644 TTTCTTTGGTCCTTTGCACC CATGCTTGTGGTGTTCTTGTG 257

Ai06B21811 Araip.B06 21811 c (T)10ctttttttc(T)13 32 101100066 101100097 CTCCCGCTCAACTCTCTGTC GGCAGCCCGATAATTTCATA 251
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Ai06B21815 Araip.B06 21815 p3 (ATC)5 15 101109658 101109672 TTTTTGCAGGGAAAGAATGG TTCTTTCAAGGGTTGAGTGCT 256

Ai06B21816 Araip.B06 21816 p2 (GT)7 14 101111426 101111439 TCGAAGGCTACATTTCCTTCAT TCCCAACCAAACCATCTTTC 137

Ai06B21820 Araip.B06 21820 p2 (GA)8 16 101143220 101143235 GCATGATTGCATCCATTGTC CCGTGTTCTGATGTCATTGC 114

Ai06B21824 Araip.B06 21824 p4 (TACA)8 32 101155889 101155920 TTGATTCCTTTCTTTGGCCT TGGTGGGAGTTACGGTTCTC 271

Ai06B21839 Araip.B06 21839 p2 (TG)6 12 101200224 101200235 TGCACAACTATGAGGGTGGA ATGCCGGTGATGCCTATAAC 265

Ai06B21842 Araip.B06 21842 p3 (TAT)5 15 101210884 101210898 TCCCTCCCCCATCTTACTCT CAGGTTCTGGATCTGCTTCC 253

Ai06B21843 Araip.B06 21843 p4 (TAAA)6 24 101220213 101220236 AAAATTTTCCACCATTTTTGTTT TACTGGCAACTTTGCTGCAC 278

Ai06B21851 Araip.B06 21851 p3 (TTC)5 15 101303355 101303369 ACTCCACCTAAATCCCACCC CCCTCGAGCAAGAGAAGAAA 198

Ai06B21852 Araip.B06 21852 p2 (AG)6 12 101312760 101312771 TGATGTGATTCAACTAATCAAAATAAT CCAAAAAGAACTACCATAAAATAGCA 143

Ai06B21857 Araip.B06 21857 p2 (CT)7 14 101376118 101376131 GGAACATTGAACCTGAAATTGA GATTAGAAGCTGCGGAGTGG 172

Ai06B21858 Araip.B06 21858 p3 (GTT)6 18 101382200 101382217 CGAGGATTGTTGGATTGAGC GGTTTGCCATGGAATGAATC 238

Ai06B21860 Araip.B06 21860 p2 (AT)8 16 101386041 101386056 GGAGGAGCGTTTTTGAGGAT TTCCTCCTTTTCTCAAACCCT 194

Ai06B21861 Araip.B06 21861 p3 (GAT)5 15 101388033 101388047 TGAACAACAGCCCAGAAGTG GTTGTCCCTCTCCAAAAGCA 239

Ai06B21862 Araip.B06 21862 p2 (TA)11 22 101394211 101394232 TCATTGCCATACACACATGAAA TGAGTGGAATAAATGTGGAAAAA 271

Ai06B21863 Araip.B06 21863 p4 (TATC)8 32 101394356 101394387 AAAAAGAATAATTAAAAGGAGGTTACG GTCGCCAATACCTCGTCACT 167

Ai06B21864 Araip.B06 21864 p2 (TA)12 24 101396536 101396559 CCCCAAAGTCCAAAAATACAAA TTCTGCAGCGAAGTGGATTA 278

Ai06B21874 Araip.B06 21874 p3 (ATA)30 90 101443559 101443648 AAGATGCGTCTAAAAGGACCA TTCATGCCTCAAATGTGCTC 263

Ai06B21875 Araip.B06 21875 c (TC)8tttctctctctccttttctccctcctctcta(TC)8tttctctctctcccttctctc(CT)6ccctcttcctctctttctcctcttctctccctctt(TC)9149 101445711 101445859 TATGGAGAGGCAGGGTTTTG GAGCCTCGAAAAATGGGTAA 250

Ai06B21876 Araip.B06 21876 p2 (CT)7 14 101446152 101446165 CCCCCGTTTTTCTTTTCTCT GAAGAGGGGAATAGGGAAGG 276

Ai06B21877 Araip.B06 21877 c (CT)7tgtgctgtttttttccctcccttctctctctttgtctct(CTC)568 101446268 101446335 TCCCCTCTTCTCTCTCTCCC TCCCTCTTCTCTCTCCTCCC 229

Ai06B21879 Araip.B06 21879 p2 (AG)7 14 101449039 101449052 TTTTGTCCAGAGTCTCGTATTGA AGGGAGCAAACCTGAGACAA 227

Ai06B21880 Araip.B06 21880 p3 (AGG)7 21 101451123 101451143 TTGGCATGACATCACGAAAT GCATGTATGCACTCCCGTAA 194

Ai06B21881 Araip.B06 21881 p2 (AT)8 16 101451908 101451923 AATAAAAACGGCCACAATGA TGAGGCAGTTCTGTTTGCAT 158

Ai06B21885 Araip.B06 21885 p3 (TTC)5 15 101457907 101457921 CCTCCTCATCTTCCTCCTCC TGAATCTACTGCGGGCACTT 221

Ai06B21890 Araip.B06 21890 p3 (GAA)11 33 101494642 101494674 AAAAAGAACCTGCGTGCG GCACCTCCTTTTCCTTCTCC 136

Ai06B21894 Araip.B06 21894 p2 (TA)9 18 101515632 101515649 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 274

Ai06B21897 Araip.B06 21897 c (A)10catattaggag(A)1031 101528324 101528354 AATTGATCTCGACATTACATTGC TCGAAATTTCTTAATCCTGACG 188

Ai06B21898 Araip.B06 21898 p5 (CGGAT)5 25 101529178 101529202 ACTAGCCGGAGAATTCAGCA GCCCCATTTGGTATTCACAC 137

Ai06B21899 Araip.B06 21899 p2 (GA)7 14 101537052 101537065 CATTCTCCGGAAGAGGACAA TTTAGGCAACATTACCCTGATG 204

Ai06B21905 Araip.B06 21905 c (A)10tgagaaaaacaaaaagaaaaaaaa(AT)748 101575570 101575617 GGAGTGTTGGGAACATTGGA TTGAACCTTGACTTTGGGGT 277

Ai06B21907 Araip.B06 21907 c (T)11atg(T)11 25 101593412 101593436 GTTGTGGCGGGAAATTCTAA CCATCCCTATGCCAGTCTTG 240

Ai06B21911 Araip.B06 21911 c (T)12gggtgacactttaaaatcttcctttgaatgtattcggctactgatggtacatcttgacatagag(A)1086 101599349 101599434 TCTCCTCCAGGGTGTGCTAT TGTGGTTCATGAATGTTGGC 259

Ai06B21912 Araip.B06 21912 p2 (GA)6 12 101599640 101599651 TTTGGCATATGGATCATGGA CAAAGGTTTGTGTGCCCTCT 143

Ai06B21913 Araip.B06 21913 p2 (TA)6 12 101600375 101600386 CAGCATCGACTGAAATTGCT TTCCTCTCCAGGCTTCTTCA 219
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Ai06B21923 Araip.B06 21923 p2 (AT)6 12 101635843 101635854 TGGACAACATCTACTCCAGCA TTTTGAGAATCCTGAATTTTAACC 280

Ai06B21929 Araip.B06 21929 c (ACC)6(ATC)6att(ATC)1069 101646088 101646156 AATTCCAGCAGTTGATGATCC TCGTGCATCAATTCTCAACC 243

Ai06B21930 Araip.B06 21930 p5 (TAAAA)5 25 101656575 101656599 CCATGATGGAGAAAGGGAGA TTTGCTTTTATTTTCTTCTAATTTTCG 161

Ai06B21931 Araip.B06 21931 p3 (TTG)12 36 101689613 101689648 AAAAACAATGCCAAAAAGCG ACCATATTGTGGCCTGCTTC 276

Ai06B21933 Araip.B06 21933 p3 (AAC)5 15 101707397 101707411 CTACAACCGAGGAGGCAGAG AGCGTTCAAACCGTTTATGG 274

Ai06B21934 Araip.B06 21934 p3 (AAC)5 15 101710429 101710443 CTACAACCGAGGAGGCAGAG AGCGTTCAAACCGTTTATGG 274

Ai06B21936 Araip.B06 21936 p4 (TTTA)5 20 101723733 101723752 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 139

Ai06B21937 Araip.B06 21937 c (T)10gaaaaagattttaagaaaaggaaaataaggattctaagattctaacacgacgacaataagagacccaaaac(A)1091 101724248 101724338 AAAAATCAACAAGAAAACACCCA GTTTGGACAACTGACGGCTT 199

Ai06B21938 Araip.B06 21938 p2 (TA)15 30 101729744 101729773 GCATGCTTTTACCCTCTTGC CTTGGTTCCTCTCCTTGCTG 280

Ai06B21939 Araip.B06 21939 c (AAAT)6atattaaataaataaatagtacaat(ATAA)673 101731823 101731895 GAGACCAGAAAAACCATGTGC GCCTATCTACCCAAAATTTCCA 255

Ai06B21940 Araip.B06 21940 p2 (GT)8 16 101732042 101732057 GGAAATTTTGGGTAGATAGGCA GGGCTAAGGTAAGGGTGAGG 145

Ai06B21941 Araip.B06 21941 p3 (TCT)6 18 101745552 101745569 ACCCACCTCACCCTCTCTCT ATGGCTCAGAGGTGGAAGAA 272

Ai06B21943 Araip.B06 21943 p2 (TA)7 14 101749294 101749307 CAAATCAATTGGGGTGCCTA AGCCATTTTTGGGTGACAAG 169

Ai06B21944 Araip.B06 21944 p2 (AC)8 16 101760153 101760168 TAGCCTGCATTCACATTTGC TACGTCGATTTTTAGGGGCA 266

Ai06B21946 Araip.B06 21946 p4 (TTAT)5 20 101771721 101771740 CACCACATGTGCATCGATCT GGAACTTGGGGTGATGAAAG 239

Ai06B21949 Araip.B06 21949 p4 (TTTA)35 140 101792114 101792253 TTCCACTTAGATCCATGACGG TCCTTACCACTTTCTCTCCCC 273

Ai06B21954 Araip.B06 21954 c (GA)7gc(GA)7 30 101808088 101808117 GCACAAAAGCAAGACCATGA TTCATTCATTCCAAGGAGGG 174

Ai06B21956 Araip.B06 21956 p3 (GAA)5 15 101815681 101815695 CGGTCTTAGGTGCCATCAAT TATGGCCGAAACTTACCCAC 245

Ai06B21959 Araip.B06 21959 p3 (TGA)5 15 101837926 101837940 AAAACTGAATTATCCATGTATTTCG TCAAAAACTCTCCTCCTCTTCTTC 179

Ai06B21960 Araip.B06 21960 p3 (GAT)6 18 101838086 101838103 GGGTGATGATGATGATGAAGA TCCTCCATCTTGTTTTACCCTC 207

Ai06B21961 Araip.B06 21961 c (GTG)5acaatgacgacgataataatgatgacgataatgaag(A)1061 101838863 101838923 GAAGGAGGAGGATGGAAAAGA AAAGGTTTAAGGACGCAAAAA 212

Ai06B21968 Araip.B06 21968 p3 (TTC)5 15 101886416 101886430 CTTCACGAACCAGAACAGCA TGGTTGCCAGCAGTGAATAG 254

Ai06B21972 Araip.B06 21972 p3 (TAA)15 45 101900348 101900392 ATGTTCGGGAACGTTCAGTT CCAAAATTTATCTCGACAGCTT 270

Ai06B21976 Araip.B06 21976 p2 (TC)11 22 101915599 101915620 AATTTCAACCACCACGATCC AACCCTTGTGTGCTTCAACC 139

Ai06B21978 Araip.B06 21978 p3 (GGT)6 18 101919118 101919135 GAAGGTGTTGGCAGTGGTTT TTTGGCCGTGTTTGGTTAAT 167

Ai06B21979 Araip.B06 21979 p2 (TA)10 20 101920157 101920176 CTGCAGTTATGGCGTTTGAC ATAAAAATTGATTCGAAAATATCCA 280

Ai06B21981 Araip.B06 21981 p2 (TC)8 16 101925547 101925562 ATGTGATGCCCATTTCCAAT GAACATTGCTATTATTGATGCTGTG 177

Ai06B21983 Araip.B06 21983 p2 (AT)9 18 101938653 101938670 TGTATTGAATTTGCGATTTTGT TTTGATCCAATTCAAACCACA 280

Ai06B21988 Araip.B06 21988 p3 (GAA)8 24 101947778 101947801 TGGAAAACAGGTGAGTGACAA ATGGTTCCTAACAACACGCC 207

Ai06B21990 Araip.B06 21990 c* (AG)6atcagaa(AG)6(GAAT)5*50 101969220 101969269 CCCTAAAGTCCTAAGCACAAGAGA TTGAAAGTTTGGAGTTATTGAGC 254

Ai06B21994 Araip.B06 21994 p3 (AAG)5 15 101979390 101979404 GAAGGAGAAGACGACGAAGAAA TTCGGTTCGATTCTGAGTGA 139

Ai06B21995 Araip.B06 21995 p3 (AAG)5 15 101979704 101979718 TGCAACACAATTAACTCAGAAAGA AGCGCCTCAACATCTCTGAT 277

Ai06B21996 Araip.B06 21996 p3 (ATT)6 18 101981327 101981344 GACAACGCCACTGCATCTTA ATATTTGGGAGGGTTTTGCG 245

Ai06B21997 Araip.B06 21997 c (TA)8cttagctttctctccgcataacttgttcttttgatcctcttagaggtttatggagaggcaggattttgtttatgtacatttgggttttgg(AT)13(GT)12156 101983019 101983174 GCAGGACAACGAGTCCAAAT TCCTAACTCAGCCCACGAAG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B21998 Araip.B06 21998 p3 (AAG)5 15 101983826 101983840 TTTTGCCTTAGACAACGTCA AAGGTGCATTTGGACTCGAT 234

Ai06B21999 Araip.B06 21999 p4 (TTTA)5 20 101992230 101992249 TTTGAAAATTGGCAGATAAGCTC ATTGAGGCATTGAAGCAAGG 227

Ai06B22001 Araip.B06 22001 p3 (CTT)5 15 102007980 102007994 TCCAAATCATCCTCGAAACC TCCCTTCATTCCAAGAGCTG 258

Ai06B22003 Araip.B06 22003 p2 (AC)6 12 102013142 102013153 AGCAGAAAGCCCTCTGGAAT CGCATTTTGCCAAATTCTTC 257

Ai06B22007 Araip.B06 22007 p2 (AG)6 12 102052389 102052400 GGAGCTTTTTCCACACCAAA AACAATTTCCCTCCCAAACC 232

Ai06B22008 Araip.B06 22008 p3 (ATT)6 18 102054351 102054368 CTCAGTTGACCCACTTGTGC CATGGAAGGATCAGTAGAAGCC 241

Ai06B22009 Araip.B06 22009 p2 (GA)6 12 102055691 102055702 TTCGAACACAGAGAGAGGGG TTGAAAACCACTAACAACTTTTTCA 248

Ai06B22010 Araip.B06 22010 c (T)11agtttttatggttttattaa(T)1041 102056822 102056862 AAACATGCAATTGACACCAAA ATATGCTGAAGCTTGGCTGG 246

Ai06B22011 Araip.B06 22011 c (T)10caaaaataaaaataaaaagcttaaacat(A)1149 102057181 102057229 AGCCAGTCAGGCTTCAACAT TTGTGCGGAGTTGTGAAAAG 271

Ai06B22015 Araip.B06 22015 c (A)10tttgtgcttggaaaaagagagaagagaagaaaagaaggg(A)1261 102085566 102085626 TCAACAAAAAGAAAAGAGATGAGAA CATCTGAATCAACGCATTGTG 257

Ai06B22019 Araip.B06 22019 p2 (CT)8 16 102091926 102091941 TGTCACACGCAATGGGTTAT TAGTCCATGCAGTCGTTGGA 221

Ai06B22021 Araip.B06 22021 p2 (CT)6 12 102106140 102106151 ATGCATCCATTCAGAGGGAG AAAGGAACATTAAACCTGGGA 148

Ai06B22022 Araip.B06 22022 p2 (CA)7 14 102109194 102109207 GCGTTTGGTTTGACATGGA GGCATCAGGTTGGGTAAAGA 259

Ai06B22025 Araip.B06 22025 p3 (CAT)5 15 102125447 102125461 CCATTTACCTTCCACCAAGC TGCACAAGGAAAGTTGAGAGAA 278

Ai06B22026 Araip.B06 22026 p2 (AT)9 18 102129381 102129398 TTAGCCGAACCAGTCGAATC GGTGTGCTGATTTGGCCTAT 197

Ai06B22028 Araip.B06 22028 p2 (AT)8 16 102148640 102148655 GCCATGGAGTAATTTTGGGA TGTGAAAGGGAAATTTTGGG 274

Ai06B22032 Araip.B06 22032 p2 (CT)6 12 102169592 102169603 TCAAATACTCTCTCTCTCATCTCTTTC CAGGTTCAGGATCAGCTTCA 265

Ai06B22034 Araip.B06 22034 p2 (CA)6 12 102189776 102189787 AAAGGTATGAAACCGGGACC TGGTGTGCTGCGATAGAAAG 278

Ai06B22037 Araip.B06 22037 p2 (AG)7 14 102204955 102204968 GAGCAGAGATGTGAGATGAAGAGA TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai06B22040 Araip.B06 22040 p2 (AT)8 16 102212716 102212731 GAAAATAGCGTTTGGGTCTCA GGCGGTTGATGAAGGTTAGA 252

Ai06B22042 Araip.B06 22042 p2 (AG)7 14 102224285 102224298 TGTCCATCTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 271

Ai06B22044 Araip.B06 22044 p2 (AG)6 12 102224691 102224702 GAAAAAGAGGGGAGATATTTTCG CTTGGTGTTTTCCCTCCAAA 255

Ai06B22045 Araip.B06 22045 p2 (TG)8 16 102236512 102236527 ATTCTCGTACGCCCAAACAT AGAGCAACAATGGTAACCGC 266

Ai06B22050 Araip.B06 22050 p3 (AGA)6 18 102262604 102262621 TAGAATATTGCTCGCCCTCG TTGCTCAATCCTTCAATCCC 211

Ai06B22053 Araip.B06 22053 c (A)10ggggcg(A)1026 102289173 102289198 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 215

Ai06B22055 Araip.B06 22055 p3 (TTG)6 18 102304118 102304135 CTTCCACACCGCCTATGAGT AGCCGTGTGGTGGAAGATAG 248

Ai06B22059 Araip.B06 22059 c (A)10c(AT)7acattagtattaata(T)1050 102342570 102342619 TTGCTTCCACCTTCTTTCGT AAAGCCGAAAAATTTCAAAAA 272

Ai06B22065 Araip.B06 22065 p3 (AAT)6 18 102370719 102370736 CTGGAATGAAAGCTGCATCA GTTTGCTATTGCCAAACCGT 237

Ai06B22066 Araip.B06 22066 p4 (AAAT)6 24 102375307 102375330 TTCTCTCCCCTCATTTTTCG CCATGATGGAGAAAGGGAGA 143

Ai06B22069 Araip.B06 22069 p2 (GT)7 14 102408059 102408072 CGCAGTAAATTAAAATTGTATTCCTC TTCTTGAGTTTTATTTCCTATGCATTT 251

Ai06B22071 Araip.B06 22071 p3 (CTT)6 18 102408719 102408736 GCGACGTTCCAAATCTTCTT TACTTCACCGCGTTCTTGTG 267

Ai06B22075 Araip.B06 22075 p3 (TGG)9 27 102414406 102414432 CTTCCCCTCTCTTTTCAACG TTGCGGACAAAAATGTCCTT 277

Ai06B22085 Araip.B06 22085 p2 (TA)6 12 102446951 102446962 AGCCTGCGAAGCTAAGACTG TGATTTTGGGGTTTCCTTTG 184

Ai06B22086 Araip.B06 22086 p2 (AC)13 26 102448193 102448218 GGATCCTAACCTCCCACCAT GGTGGTAATTTGGAGATGAAAAA 261
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Ai06B22088 Araip.B06 22088 p2 (CT)6 12 102454572 102454583 CAATTAACAAGGTAAAGGAGTTTCAA CACGAGCTGAGAAGTGGTGA 254

Ai06B22089 Araip.B06 22089 p3 (AAT)5 15 102471089 102471103 AAGGGCAGGTGTCATAATTACC AGTCAGCAAGCTGCCATTTT 274

Ai06B22094 Araip.B06 22094 p2 (AG)6 12 102481819 102481830 TTGAAATGAGGAAGAAGATGAGG GCGTACGTGTGGATGAAGTG 273

Ai06B22096 Araip.B06 22096 p2 (AG)23 46 102496630 102496675 GGGGTAGAGAGAGTGGGAGG AGGTGCGACATTTAGGGTTG 272

Ai06B22101 Araip.B06 22101 p3 (TAT)7 21 102512420 102512440 GGTTTCTTGAATGAGACGCTG TTTCTTGAATGAAACGCTCG 203

Ai06B22102 Araip.B06 22102 p4 (ATTT)5 20 102513228 102513247 AGAGCAACGGGTGAGTGAGT CCACCTGTATTTGCTGATTCG 163

Ai06B22103 Araip.B06 22103 p3 (ATT)11 33 102513568 102513600 TTTGGCTACCAACTTTTGTTTC GCGTAGCCTTTATTGAAGACTGAT 166

Ai06B22106 Araip.B06 22106 p2 (TC)6 12 102526601 102526612 TGGAGCAAGTTTACCGGTTT TGGTAGGTCCCCAACTCAAG 220

Ai06B22108 Araip.B06 22108 p3 (ATG)5 15 102541823 102541837 CTCATGTTGGTGTCAGTGGG TTCCCAACTCGCTGACTCTT 248

Ai06B22111 Araip.B06 22111 p2 (TG)6 12 102549286 102549297 TTGTGGGTTTTTCCAACCAT TTTCCGGGCAAATCTTACAC 182

Ai06B22112 Araip.B06 22112 p2 (TG)6 12 102564143 102564154 TTGTGGGTTTTTCCAACCAT TTTCCGGGCAAATCTTACAC 182

Ai06B22113 Araip.B06 22113 p4 (AATC)5 20 102570090 102570109 TTTTTCCCTCCTTCCAACTATT TTTCTATAGCAAGTCAGGTCCTTG 273

Ai06B22116 Araip.B06 22116 p2 (TA)8 16 102593295 102593310 TTGCAGCTTTATCGAGTTTTC CGTATCATCTAATTGGAAGACTTTT 258

Ai06B22118 Araip.B06 22118 c (ATG)6ata(AT)9 39 102598709 102598747 AGTTGGGGCTCTTGATGATG TCATCAACCCATCAATTCCA 206

Ai06B22119 Araip.B06 22119 p3 (CAA)6 18 102602208 102602225 GATCATTCCCACTTAGCCGA TCATTCAAAGGTTGCTTCCC 169

Ai06B22122 Araip.B06 22122 p2 (AG)10 20 102621974 102621993 TCCACTGGTCCAATTCTTCC GCCGTTTAACACGTGGTTTT 280

Ai06B22125 Araip.B06 22125 p2 (TA)9 18 102627429 102627446 AATCTCGCCGGTAATGAGTG GATTTACTTGCCGGAAGACG 269

Ai06B22126 Araip.B06 22126 p3 (ACC)44 132 102631128 102631259 CACCAACATCAACCACAACC GTTTCCTGCTTTCTTGGTGG 205

Ai06B22127 Araip.B06 22127 p3 (AGA)7 21 102635520 102635540 TCTTTCCATCTCCATGGCTC ACACACATCCCTTCGTCTCC 216

Ai06B22128 Araip.B06 22128 p2 (AG)7 14 102637173 102637186 GGATGTAGCTTGCATTCCGT TCTTGTGATTTCTTGTGAATCAA 266

Ai06B22130 Araip.B06 22130 p3 (AGA)7 21 102641598 102641618 TCTTTCCATCTCCATGGCTC CCATTCACCACTCACATCCA 237

Ai06B22131 Araip.B06 22131 p2 (AG)7 14 102644231 102644244 TCAGCTTCAACAAGAATGCC CCTCACCCACCAAAAATCTG 186

Ai06B22132 Araip.B06 22132 p2 (AG)7 14 102644474 102644487 CAGATTTTTGGTGGGTGAGG TTTTGTTTGTTTCTTGTCTTTTTCA 279

Ai06B22135 Araip.B06 22135 p2 (TA)6 12 102658457 102658468 TGTTGTACACAAAGGAACAAATTAAA GACTTGGGCCAACTTGGTTA 280

Ai06B22138 Araip.B06 22138 p3 (TTC)6 18 102661612 102661629 AACCACATCTCCCTCTCCCT AGTGGTCTTGATGGGCTTTG 245

Ai06B22140 Araip.B06 22140 p3 (AAG)6 18 102662923 102662940 CGAGCAAAATGTTGGTGTTG TCTCCTCTTCCTCCTCCTCC 141

Ai06B22141 Araip.B06 22141 p3 (GAA)5 15 102663291 102663305 TTGGTGGCCTCCTTTTACTTT GTCGTTCTTCTCTGTTCGCA 257

Ai06B22144 Araip.B06 22144 p2 (CT)7 14 102710910 102710923 GATCGACAGCCTCGTTCATT AAATTCGAGGGTTTGGGAAT 265

Ai06B22147 Araip.B06 22147 p2 (AG)6 12 102716551 102716562 GGTGAGGTAGGTGGGGTTTT GTTTAACGCCAGGATTGGAA 242

Ai06B22148 Araip.B06 22148 p2 (TA)6 12 102720963 102720974 CCTCCGTTTCCAGGTATTTG GCAGGCTTTTTAGCCTCTGA 248

Ai06B22151 Araip.B06 22151 c (TTG)10ctttatgtgaagaagatgatgatggagatata(GTG)577 102739473 102739549 GGTGAGGGAGGAAAAACCAT CTGTCTCGCCCTTACCTGAG 217

Ai06B22152 Araip.B06 22152 c (AT)9ccgaaagataagatgtatgaggtggaaaatggaaga(AT)1074 102740116 102740189 AACACAGGCGTTCCAAGTCT AACAAAATATGATGCACCACC 267

Ai06B22155 Araip.B06 22155 c (TTG)7ctttatgtgaagaagatgatgatggagatata(GTG)568 102760733 102760800 GTGCAAGAGATCGGAGAAGG CGTCCTTACCTGAGCCAAAC 279

Ai06B22156 Araip.B06 22156 p2 (AT)6 12 102761102 102761113 GATGCGGATGATGATAAGGG GATGCACCACCTAGTATCTTAGCA 274
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Ai06B22159 Araip.B06 22159 p3 (TAA)13 39 102765950 102765988 TGGGGCATGGTGAGATTATT CATCGACCAGACATGCTACC 271

Ai06B22161 Araip.B06 22161 p3 (TCA)6 18 102767948 102767965 GGTGCAGAGAAACTGCATCA TCATAATTTTTCTTGAGCATGGA 250

Ai06B22165 Araip.B06 22165 c (AG)14aaaggtggcaaccacagtggtgttagaacgaaagagaatagtggcatgcacagaaataaaatagaagtaagaa(AG)8117 102774655 102774771 AGAGAATAGTGGCATGCACAGA GGCACAATCTTTCTCCCTCA 267

Ai06B22166 Araip.B06 22166 p3 (ATT)14 42 102775347 102775388 GTGGTACAGTTAGGTCTCTTGTCA GGAGGTTAGGGGCTAGATTTTG 193

Ai06B22167 Araip.B06 22167 p3 (TTG)5 15 102775678 102775692 GCAAGGGTTTTAAGCAGGTTT TGACCTCATAGAGGTTGGGC 249

Ai06B22169 Araip.B06 22169 p4 (TGAG)14 56 102778801 102778856 AAGTGATGCAACAGACAGCG GAAACGAAACGAAGACCGAA 162

Ai06B22173 Araip.B06 22173 p2 (AT)6 12 102787229 102787240 TGGCTTCGTATGCTCCTCTT GCACCCAATAGCTTGGTGTT 260

Ai06B22183 Araip.B06 22183 p3 (TTG)9 27 102842851 102842877 CGTTTGATTCATGTAGCCGA CTTGAAGCGCAATTGAATGA 268

Ai06B22184 Araip.B06 22184 p3 (TCT)6 18 102849050 102849067 ACACTATGCCTCTGCCAACC CAGTGGCTGTCGATGAAGAA 219

Ai06B22189 Araip.B06 22189 p2 (AC)8 16 102858253 102858268 CTCTTAACCCAACCTGCGAA TCATAATGGGGTGTGTGTGAA 111

Ai06B22194 Araip.B06 22194 c (A)15ggataatgactgagcattagagaatacagatcactgaagcaaaatgattaaagattcaaggggttcttctttcagtcaattcaggggga(T)10114 102862207 102862320 GATGTTTCATGTGCACTGGG CAGCCAAATACCTGTGGTGA 249

Ai06B22195 Araip.B06 22195 p2 (AT)7 14 102863957 102863970 TTGTGGCAAACTGGCAATTA ATACAGAAAGGTGGCGCACT 203

Ai06B22196 Araip.B06 22196 p2 (TA)7 14 102866864 102866877 CCCAAATGAATAATCACCCAA ACCCAGAAAGGGGTTTAGAG 183

Ai06B22199 Araip.B06 22199 p2 (TA)12 24 102867499 102867522 TGCTTGATTGATCATATTCCCA TTATGATGTTTAGGTACTCGTATTCAA 228

Ai06B22200 Araip.B06 22200 p2 (AT)6 12 102867625 102867636 TGCTTGATTGATCATATTCCCA TTATGATGTTTAGGTACTCGTATTCAA 228

Ai06B22201 Araip.B06 22201 p2 (TA)8 16 102867856 102867871 TGCTTGATTGATCATATTCCCA GTTCTGCTTGGTTGGGTTGT 219

Ai06B22202 Araip.B06 22202 p3 (GTT)6 18 102869400 102869417 CCACGATCGTTTGGAAGAAT TGCCTACAGTCTGCACCAAG 237

Ai06B22203 Araip.B06 22203 p3 (AGC)5 15 102870659 102870673 AGCAGCAGTTGGAGCAGAAT ATGCTGATGAGGAGCCAAGT 221

Ai06B22206 Araip.B06 22206 p2 (AT)10 20 102878096 102878115 TTGTCCTGAATTTGTTGGGA ACGTTTTGCGCTTTTCAAAT 245

Ai06B22208 Araip.B06 22208 c (A)10tgtatagaaatccaattg(A)1038 102882805 102882842 TCTCTAGGGGTATACAAGTAATTTCAG CAACTCTCTCTCTCTCCCCAAA 275

Ai06B22209 Araip.B06 22209 p2 (GA)6 12 102882989 102883000 GAAATTTGCAGAATAATTAAACCTAAA TGCATGATGAAAGCAACCAT 248

Ai06B22214 Araip.B06 22214 p2 (AG)6 12 102890504 102890515 TTATGGGCTGTTTCTGACCC TTGAACCTGGGATTGAGAGG 197

Ai06B22217 Araip.B06 22217 p2 (TC)8 16 102909527 102909542 AAGCAAGATGGAAATCTGAATTG CACAATTTCGTGCACCACTC 247

Ai06B22222 Araip.B06 22222 p2 (CT)7 14 102944795 102944808 TTTCTTATCTTTTTCAAAACCACC AAGGAGACGAGGGAGAAGGA 218

Ai06B22224 Araip.B06 22224 c (AT)6gtttcttttgg(A)1033 102956251 102956283 GCCAAAATGAAGAACGGACT CCTCTCTAGCTGCCTGGTTG 219

Ai06B22226 Araip.B06 22226 p2 (AT)7 14 102963612 102963625 TCCTTTAATTCTTGTCAAAATCTCTC AACAAAGTTATATGCTCAAAATCAAAA 275

Ai06B22227 Araip.B06 22227 p2 (AT)6 12 102964692 102964703 GGTGCATTCGAGATCACTGT CGGTGCTGCTTCATTCATTA 174

Ai06B22231 Araip.B06 22231 p3 (AGA)5 15 102970364 102970378 AACCAACAACCCCTTAACCC CCTCTTCTTCTCTGCCGCTA 278

Ai06B22233 Araip.B06 22233 p2 (AT)7 14 102988224 102988237 TCATATAATACCACACAAGACAGTCG CGCAGGCCAATAGGTATTCT 113

Ai06B22239 Araip.B06 22239 c (AT)8(AC)6 28 103004116 103004143 GAAACCGTCAACAAAATGGG GGGTTTTGCTTAGGGATGTT 278

Ai06B22241 Araip.B06 22241 p2 (AG)7 14 103007056 103007069 TTGTGTTGTGGTGTGTGTGG TAGCGAGGGAGGTTGTGAGT 270

Ai06B22244 Araip.B06 22244 p3 (CCT)7 21 103024181 103024201 CTGTGGGATTCGACCTCACT TGATGGAGGAGAAGGAGGAA 191

Ai06B22245 Araip.B06 22245 p3 (ATC)5 15 103024656 103024670 TCCCTCCTCCTTATCTTCTGC CCTCTTCCAAGTAATTTTACAGCA 202

Ai06B22246 Araip.B06 22246 p3 (GAG)6 18 103025252 103025269 GACGAAGATGAAACACGCAA CGTGTGTGTGAAATCACGTTC 123
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Ai06B22249 Araip.B06 22249 c (T)10gtgtgtctattataactat(A)1039 103037180 103037218 TGCAATTTGAGCTGAAGTCATT TGAAACATAAATCAAACACACCC 219

Ai06B22250 Araip.B06 22250 c (TA)6aattataccaaaagacaaaatataattcctgattctccgagttaacctctaggagggacaaaatacaagtttatacaaagtggaga(AT)8114 103038060 103038173 GCATCACACTCGAACGGTTA CGAAGATGTGAGTTTTGGGG 278

Ai06B22251 Araip.B06 22251 p2 (TA)7 14 103049903 103049916 GTTGCATCACACTCAAACGG AGCGTGCTGGAGACTCTCTG 254

Ai06B22252 Araip.B06 22252 p2 (AT)11 22 103050571 103050592 GATTTTCTTCATGGTGCGGT CGGAACAGCTATGTTCACCA 223

Ai06B22253 Araip.B06 22253 p2 (AT)7 14 103061846 103061859 GGGGAATTTTTCATTCTCTCC TGTGTGTTTTCTTTTGGTATTTGG 252

Ai06B22254 Araip.B06 22254 c (T)10c(A)10tttc(A)1035 103066057 103066091 GATGCATGCGTACGAAGAGA TGTGTGAAGGCTCCTGAATG 211

Ai06B22255 Araip.B06 22255 p4 (TTAT)8 32 103089451 103089482 TAACAGCTGCATGCTTGGAT CATGCTTTCCTTTCGATGCT 195

Ai06B22257 Araip.B06 22257 p2 (TA)6 12 103102981 103102992 CGAATCTTAGCTTGTGGGGA TGAAGTAGAACGGAGTGAGAGAA 260

Ai06B22258 Araip.B06 22258 p2 (AG)6 12 103103453 103103464 TGTCCACGAAACGAAGAACA TGACCAATATTTCTTCTCTCCCA 196

Ai06B22265 Araip.B06 22265 p2 (TA)9 18 103146510 103146527 TCGGGGTCTTACATCCTACC TTGTGCCAGACTTCTTCCCT 250

Ai06B22269 Araip.B06 22269 c (T)10cgctg(T)10 25 103165866 103165890 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 215

Ai06B22270 Araip.B06 22270 p3 (AGA)7 21 103166717 103166737 CTTAGGTGCCATCAATGGGT CCACCCATATTGCCGAATAC 167

Ai06B22272 Araip.B06 22272 p2 (AG)6 12 103175523 103175534 GCATCCATTCACAATCACCA TGTTGCAAAGAAAATGAAAGGA 279

Ai06B22273 Araip.B06 22273 p3 (ATT)12 36 103182272 103182307 GCACTGCACTCCATGTGTTT AAAAAGAAATAAACTTATCTCCAACAA 279

Ai06B22274 Araip.B06 22274 p2 (TA)8 16 103182556 103182571 CGTAGAATCACTAAAATTGGGACA CCATTAGGAATTCTCAAAGTGAGTC 166

Ai06B22275 Araip.B06 22275 p4 (TTTA)5 20 103183449 103183468 GCATGGGATGTTATTGTCAAA CGAGTATCCTGGTTGTCAGG 122

Ai06B22278 Araip.B06 22278 p2 (AT)11 22 103200315 103200336 TGTGAGAAATTGGGTTTGGA TTCACCAGTTACTTTGGGGC 244

Ai06B22282 Araip.B06 22282 p3 (GTC)5 15 103239421 103239435 TGTGCACCTTGTCACCTGTT GCCAGTGGGATCTTGTGTCT 166

Ai06B22284 Araip.B06 22284 p2 (GA)13 26 103292368 103292393 CACACGCACACTCAGAGACA CCTTCTCCTCCTCTCCTCGT 252

Ai06B22288 Araip.B06 22288 p3 (TGT)17 51 103302472 103302522 ATTGAGAAGGCAAAAACGGA GTCCAAACCCATCGAAGCTA 268

Ai06B22291 Araip.B06 22291 p2 (TA)8 16 103310207 103310222 TCGAACACATCTATGAACGAGC TCGCCGTATTCTAGTGGACC 243

Ai06B22292 Araip.B06 22292 p2 (CT)7 14 103328061 103328074 CAGGGATGAGGAATCCTTGA CCATTATGAGTGGGTTTGGG 204

Ai06B22293 Araip.B06 22293 c (A)10gagaggcaaaaaaaaagagaaaagaaaaagaaag(A)1054 103329995 103330048 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 208

Ai06B22294 Araip.B06 22294 p2 (CT)6 12 103363132 103363143 CTTCTTATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 273

Ai06B22295 Araip.B06 22295 p3 (TCT)6 18 103364384 103364401 ACCCCACAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 259

Ai06B22300 Araip.B06 22300 p2 (TA)6 12 103381768 103381779 ACCTCCTCCGTCTGCCTTAT TGGTCGATGTTTTGCAGGTA 265

Ai06B22302 Araip.B06 22302 p3 (ACA)5 15 103384169 103384183 TGCAGTATGCAAGTAGGATTTTT TGATAGAGCACAATGACGCC 263

Ai06B22304 Araip.B06 22304 p2 (CT)9 18 103399506 103399523 AAATACACATTCGGCCATCC TCACGGAAAAACACACCAAA 133

Ai06B22306 Araip.B06 22306 p2 (CT)7 14 103402750 103402763 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 274

Ai06B22307 Araip.B06 22307 c (TC)10atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaacc(CT)9101 103402903 103403003 CGAAAATCACTAACCATTTTTCAA GCCCAGGTATAGAGGTTCCC 220

Ai06B22308 Araip.B06 22308 p2 (AT)8 16 103407311 103407326 TGAAGCAAGAAAAAGCAGCA GAGACAGCTTGGTTTAGCCG 261

Ai06B22309 Araip.B06 22309 p3 (AAT)6 18 103412438 103412455 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 235

Ai06B22310 Araip.B06 22310 p2 (GA)10 20 103412772 103412791 AATTTTGAAAAAGGGGGAAGA TTGTGATCTCTTGTGAATCAAGTC 279

Ai06B22312 Araip.B06 22312 c* (A)10(AG)6*gatgatatgcg(A)1042 103416563 103416604 TCGTGAAGCAAGAAAAAGCA TTCACTTGACACCTTCACGC 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B22314 Araip.B06 22314 c (AT)17ac(AT)8aaga(AT)1790 103426188 103426277 TTTGCTAAGTCCTTAGTTGTGCTG GAGAAACCAAAAGCTCTTTTTCA 276

Ai06B22319 Araip.B06 22319 p3 (ATG)5 15 103459984 103459998 TTGATTTTTAGGTGAAAAACCTGA AAAATGGATAAAGGCCGGAT 207

Ai06B22322 Araip.B06 22322 p2 (TG)6 12 103464883 103464894 GCGTAGTGTGCGTTTGTGTT CCCCAAATATCCTCACCGAT 163

Ai06B22326 Araip.B06 22326 c (AC)10(AT)9 38 103471777 103471814 TCCCCCTCTATAATGGACCC TCAGCCAAACATGTCAAATCA 264

Ai06B22329 Araip.B06 22329 p3 (ATG)6 18 103480544 103480561 TGCTGGTTAGTTGTGCGAAG CTCCATGAGCATTCCATTTG 217

Ai06B22336 Araip.B06 22336 p2 (TC)10 20 103496993 103497012 TTGCATTTTAGGCACACGAA GGATGTGATGGAGACAGCAG 272

Ai06B22345 Araip.B06 22345 p3 (AAG)6 18 103533211 103533228 ACCCACCTAGCATCATTTGC GTAGTTGCCGCGTCTAAAGC 265

Ai06B22346 Araip.B06 22346 c (A)10catctctaatatttgcttctcttatagtgaagtaataaatagagctgaatttacacataaaatt(A)1387 103544702 103544788 GCCCTAAAGAAGGACGGTTC TGTTTTAAACTCTTCCGGCCT 172

Ai06B22349 Araip.B06 22349 p3 (TCA)6 18 103547870 103547887 TCATCATCTTCCTGTTTGCG AAATGAACAGAAAACCAAAACCA 231

Ai06B22353 Araip.B06 22353 c (A)11gaaaagaaaagaaaaatggc(A)1041 103569125 103569165 TTGAAACAAGAAAAAGCAGTGAA GCTTTTGGCTTGACACCTTC 273

Ai06B22355 Araip.B06 22355 p4 (ATCT)14 56 103574943 103574998 TGGACTCATCAACTCCTCCA CGGATGCATTGGATCATTTC 280

Ai06B22360 Araip.B06 22360 p2 (AG)6 12 103609722 103609733 GGGTTTTTGGGGAAGAGGTA GGCATTTTTACACGCCACTT 147

Ai06B22361 Araip.B06 22361 p2 (AT)7 14 103627983 103627996 GGTATCAGAGCGATTCGTCC TCTACGAGTGGCCATTAGGG 238

Ai06B22362 Araip.B06 22362 p2 (AC)7 14 103632976 103632989 TAGAAATGGAAAACCGGACG TGACAGCACGTAAATCGGAG 259

Ai06B22364 Araip.B06 22364 p3 (AGA)5 15 103642520 103642534 GAGGATGAAAACGCGAAAAA ATTCCAGGTTCTTTCTCCTGC 100

Ai06B22367 Araip.B06 22367 p4 (TATT)6 24 103648391 103648414 GTGCACTATCAAGGCAACCA CGAATCTCTGGATAAGCACG 256

Ai06B22370 Araip.B06 22370 c (A)10tgagttgcatatatcttcagtctctataaacttttgtcatttcttttgtccctttcaaattaagagggactaaaagtctaaaaccaacag(A)12112 103649514 103649625 TTCTCTTGACCACCAACTATTTTT TGCATCCGGAATCCAACTAT 279

Ai06B22371 Araip.B06 22371 p2 (TA)7 14 103654212 103654225 CAAGAGAAAATCAAATCAACCCA GAGCAATGCATTTTGGAGGT 254

Ai06B22377 Araip.B06 22377 c (A)14(CA)7 28 103666000 103666027 TGTTCCGTCCCCAAAATAAA TATTGCCGAACCATGTGATG 236

Ai06B22379 Araip.B06 22379 c (A)10tttgttttcaaaaatctttc(A)1141 103689429 103689469 TTTTTGGAGCCATTACCAGG CCAGCCAGGATTCAACAAAT 267

Ai06B22381 Araip.B06 22381 p3 (TTC)6 18 103694372 103694389 CGAGACACAACCCTCTCTCC GCTTTTGTCTTCCCTTTCCC 190

Ai06B22383 Araip.B06 22383 p2 (TC)7 14 103723398 103723411 ATCCGGCATTAGTTGGTTTG TCTTTTTCCTATACCTGTTGACCC 278

Ai06B22384 Araip.B06 22384 p3 (TTC)5 15 103761588 103761602 CCCATCACCTCTTCACCACT CCCGAGCAAAAGAAGAGAGA 262

Ai06B22385 Araip.B06 22385 p3 (ATT)9 27 103784665 103784691 TGAACAAACCTTTTCGTGTGA ATTTAAAAGAAGTGGGGCCG 103

Ai06B22386 Araip.B06 22386 p2 (CT)6 12 103787956 103787967 TAGTGATTCGGGCTACACCC AAGCAGAAAGAGAGCGAACG 176

Ai06B22389 Araip.B06 22389 p2 (CT)6 12 103806980 103806991 TCAAAACATCTTTCCTAACCTCC GAAAAAGGGGGAGATATTTTCAA 148

Ai06B22390 Araip.B06 22390 p3 (TAT)5 15 103807317 103807331 CGAAAATTATCCCTCCTCCA TCTTATCCTTGCTCCTGCTCA 232

Ai06B22393 Araip.B06 22393 p3 (TCA)5 15 103820783 103820797 AGTGGGCCCCAGAAGTAGAT TTCATAGGATTCAGCAGGGC 215

Ai06B22394 Araip.B06 22394 p3 (TAA)5 15 103824044 103824058 AAGAAGAGGAGGAGGCGAAG TGGGCCAAGAAGAACATAGC 191

Ai06B22396 Araip.B06 22396 c (T)10ccatttcactccatgccattctcccttttctttctttctc(T)10c(T)1071 103828382 103828452 TTATACCTGACTCCGCCCCT TTGGCCATGTTCTGGTGATA 172

Ai06B22397 Araip.B06 22397 p2 (AT)6 12 103828905 103828916 TTGCAGATAATGCTGGTGAGA TGGGTCGTGTTTGACTTGTG 250

Ai06B22399 Araip.B06 22399 p2 (TC)13 26 103835790 103835815 CACGCACTTTACCTCACACG TGCTGCTGCAGAAAGTAACG 191

Ai06B22403 Araip.B06 22403 p3 (AGA)5 15 103843986 103844000 TCTTCCCCTTCCCCTTTCTA CTCTACACTCCTCTTGGCCG 197

Ai06B22404 Araip.B06 22404 p2 (AG)8 16 103848232 103848247 TGTGAGGAGGGTAGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B22407 Araip.B06 22407 p2 (AT)6 12 103853624 103853635 CACCCAACCACACAGAACTTT CTTTTGACTTCCCGCTCTTG 255

Ai06B22408 Araip.B06 22408 p2 (AC)40 80 103853765 103853844 CAAGAGCGGGAAGTCAAAAG CTTCTTTTGCAGGCGAAGTC 255

Ai06B22409 Araip.B06 22409 p3 (AGA)7 21 103863573 103863593 GCTATGCTTTCACCACACCA CCATTCATGGTCATCCCTTC 156

Ai06B22410 Araip.B06 22410 p2 (TG)6 12 103870852 103870863 ACTTCCAAATCATTGGTCGC CAGCGCCAGTCTCTCTCTCT 262

Ai06B22413 Araip.B06 22413 p2 (CT)6 12 103881034 103881045 CTTTTTGTTTGATTCTTATCTTTTTCA TTCTTGGGTGGAAGAGCAGT 279

Ai06B22415 Araip.B06 22415 p2 (GA)25 50 103888443 103888492 TGGTGGTGGCAACAACTCTA CCGTCAAATTTTCCGTCACT 260

Ai06B22420 Araip.B06 22420 p2 (TA)11 22 103897613 103897634 GGCCATGAACACCCCTAGAT AAGGAGCCAGGTCATGTGAG 153

Ai06B22427 Araip.B06 22427 p2 (GA)9 18 103907759 103907776 TATAAGCGCAGCGTCAACAC AGTAGCATGGAACGGGTCAC 266

Ai06B22428 Araip.B06 22428 c (A)11ttagaaagtc(A)1334 103912477 103912510 TATTAAGCCATGCCTGACCC GCATATGCATGTGACACCAA 240

Ai06B22430 Araip.B06 22430 p2 (GA)10 20 103928619 103928638 GGGGGAAGAAGAAAATAAAACC CTTCCCTGGTTTGCCAATTA 167

Ai06B22435 Araip.B06 22435 p2 (AT)6 12 103962048 103962059 GCCATTATGTAACACCCTACCA GAGCGTTGCGCTTTTAATTT 170

Ai06B22437 Araip.B06 22437 p2 (CT)8 16 103966971 103966986 CTTTTTGTTTGTTTCTTATCTTTTTCA TCAGAGAGAGAGGGTTCGGA 275

Ai06B22438 Araip.B06 22438 p3 (TTC)5 15 103969652 103969666 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai06B22445 Araip.B06 22445 p3 (CAT)7 21 103999786 103999806 TCATGTCTCCATAAGCTTTCCA AATCAAAACTGGTTGTGGGC 242

Ai06B22451 Araip.B06 22451 p2 (AC)6 12 104034335 104034346 ATTTCCCTAAACTAGCCGCC CAGCGTCAGTTCTTCCTCCT 162

Ai06B22453 Araip.B06 22453 p2 (TA)17 34 104039738 104039771 GGGACATGTAAAACTCATGCAA TCAACGCATGCTTCAAAATC 269

Ai06B22456 Araip.B06 22456 p2 (TA)7 14 104053201 104053214 CTCTCATGCCTGTGGAACAA AGCTTATCTATGGTCGCCCT 270

Ai06B22457 Araip.B06 22457 p2 (TA)7 14 104069347 104069360 AACTCGTCAGCAGCATTTGA GCAGCGCCTCGTTTTATTAG 200

Ai06B22459 Araip.B06 22459 p3 (AAT)5 15 104075929 104075943 TGCAACCCTCCTCCTTTATG ATCTTGTGGCCAATACCCTG 186

Ai06B22462 Araip.B06 22462 p2 (AG)7 14 104082621 104082634 TTTGATCAGAGTCTCGTGCTG TGAGACAAAGAGGGGATACACA 229

Ai06B22468 Araip.B06 22468 c (T)10gtttcagtgaagttagaaataacgagtttatgaatatgaatgaaatatgaggtaaaattgggtgtgc(A)1289 104091990 104092078 TGATTCAGCCTGTCGAGTTG TCTCCTTGGAGGATTTGCAC 272

Ai06B22471 Araip.B06 22471 c (A)10tcactacaacattttgggtctatggtcacggtttttcagcgtgac(A)1166 104096297 104096362 ATCCAGATCCTCACTGCGAC TAGACCCTTTTAGGCCACCC 266

Ai06B22472 Araip.B06 22472 p3 (ACA)5 15 104114384 104114398 TGGCAGCCACACATAACTTC TGCCTTAGGTGAGGTGCTCT 214

Ai06B22475 Araip.B06 22475 p3 (GGA)5 15 104125921 104125935 GAGGGAAAAGGAGCATCAAA GCAACTTATGGAAAGCAGCC 177

Ai06B22476 Araip.B06 22476 p2 (TA)11 22 104127328 104127349 TCAAATGAAAAATGAAACCGAA ACTCCCACTGACCCACTCAC 126

Ai06B22479 Araip.B06 22479 p5 (TAAAA)5 25 104159630 104159654 GAGAGAAGATCCCCCAAAGG AAGCCGGAATTGAAAGGAGT 277

Ai06B22483 Araip.B06 22483 c* (TGG)5tgtttgtgt(TGG)8ttgtgttggta(TTGGTG)5(TGG)6*102 104189829 104189930 TTGTTGGTTTTGTTGAATCTGG ACCAACGCAATTACCTCCTC 229

Ai06B22484 Araip.B06 22484 c (CA)14t(AC)8 45 104190377 104190421 AACCTACGTCTGCCCAACAC GATGTTGATCATCTGCCGTG 274

Ai06B22485 Araip.B06 22485 p3 (ATA)5 15 104194521 104194535 TGGTGTTAACCTGCACCAGT GCTCAAACAACACAATCGCA 256

Ai06B22488 Araip.B06 22488 p3 (GAG)5 15 104215111 104215125 AACGAATTTGGGACCATCAA GATGCCAAGAGAAGGTCTCG 234

Ai06B22489 Araip.B06 22489 c (T)10cacatttatacaactacaaaatttaatg(A)1048 104217614 104217661 TGACACCAATATTTTGAAATTGAGA CCCGCTTTTAAGACCTATCCTT 278

Ai06B22490 Araip.B06 22490 p3 (ATT)8 24 104219002 104219025 TCAAGAGTATTCGTTCAAGGCA AAGTACCAATCACACCACCCA 177

Ai06B22492 Araip.B06 22492 c (TC)6ttcctctt(TC)938 104225783 104225820 AGAACTAGGGGTGTGCATGG TAAGGGAAGGGGGAGAGAGA 224

Ai06B22493 Araip.B06 22493 c (AG)6aagggagaaagagagagagaagagagaa(AG)652 104226034 104226085 TCCCTCTTCTCTCTCTCCCC TTTCTCTCTCCCCTTCCCTT 269
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Ai06B22495 Araip.B06 22495 p2 (TA)6 12 104230304 104230315 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 222

Ai06B22497 Araip.B06 22497 p3 (TCT)5 15 104250436 104250450 TCACAAGAAACGCATAGCCA CGGGCTAAAAACGCTAAGTG 238

Ai06B22498 Araip.B06 22498 c (T)10atttccaaactctacttggaattggaataaattttcacaaacagggtatgcttttgcgatgatgtggtcacc(AT)898 104255481 104255578 GCTTCTGGCCCAGTTACAAA CCCTTTCCAAAGAGAAGTCAAA 260

Ai06B22500 Araip.B06 22500 p2 (TA)8 16 104258748 104258763 AATTTTAGAAATCAAGAGCAAACC TCTAGACAAGACCATTTTACCGA 262

Ai06B22504 Araip.B06 22504 p2 (AG)6 12 104296303 104296314 TTTTTGACCCAGTTTTTGGC GGAACATTGAACCTGAAAATCA 239

Ai06B22505 Araip.B06 22505 c (A)10taaaggaacgaaggaaaaaccttcggaggcatttacaatcaacaacaaaataatctcatgtgttgtgtt(A)1089 104306458 104306546 AGTCCTGAAACATTGTCCCG TTGTTGCTGAGAGATGGTGG 156

Ai06B22508 Araip.B06 22508 c (A)11(T)10 21 104326370 104326390 TCGAGTTTGGACAACTGACG TTTACAGCCAACCAGGCTTC 245

Ai06B22509 Araip.B06 22509 p2 (CT)6 12 104327771 104327782 TTGTTTCTTACCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 279

Ai06B22513 Araip.B06 22513 p2 (TG)12 24 104365311 104365334 TTCTCCTCCCACTCAACACC CTTCTTTCTCACCGCCGTT 227

Ai06B22514 Araip.B06 22514 p2 (AT)7 14 104366282 104366295 CCTGACCCGAGTTTTGAAGA CAACATTCGGTCATCTAGCCT 181

Ai06B22516 Araip.B06 22516 c (A)13caggctctatccgtcacatttttgctgatgaagagaatggtgaattcaataaaagtg(A)1282 104367251 104367332 TGGAAGAAATGGACATCTAGTGG TTTGGCTACGCTGATTGTTG 235

Ai06B22518 Araip.B06 22518 p3 (CTC)6 18 104369263 104369280 TCTGCATGTTTCTCGTCGTC CTCGGCGTAGACGAGGTTAG 110

Ai06B22519 Araip.B06 22519 p3 (TCC)5 15 104369421 104369435 TCTGCATGTTTCTCGTCGTC GAAGCGCGTGTAGTGTTTGA 257

Ai06B22527 Araip.B06 22527 p2 (AT)7 14 104400195 104400208 CCAAGGTACAAAATGAGTCAAGG ATTTCGGCCCAAAGCTAAAT 147

Ai06B22535 Araip.B06 22535 c (A)12ggaagaagagaantggtttttctatat(ATA)554 104414850 104414903 TCAAATGATCCAAGCAAAACC TGCCCTTCCTCTCTCACCTA 277

Ai06B22536 Araip.B06 22536 p4 (GTGA)6 24 104415148 104415171 GAGAGGAAGGGCATGGTAGA GGCCTTCCCATCTTTCTTTC 230

Ai06B22537 Araip.B06 22537 p3 (TAT)8 24 104415569 104415592 CACTCCCCATGAAGAAGGAA AAGCTATGGCTGCCCATCTA 166

Ai06B22538 Araip.B06 22538 p3 (TCA)7 21 104416233 104416253 TTCAGAACCTGCTGCTGCTA TGATCTCCTCACCATGACCA 209

Ai06B22541 Araip.B06 22541 p2 (TA)6 12 104420285 104420296 AAAGTGATTTATGAATTTTTCCTCTTC TTTTTCGCCCCTTATGAAAA 272

Ai06B22547 Araip.B06 22547 p2 (TC)6 12 104457805 104457816 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai06B22549 Araip.B06 22549 p6 (AGTCTC)5 30 104490330 104490359 CCATGTGTCCCTACTTTTTGG CCCACACTCATTTAGGTAGCG 179

Ai06B22556 Araip.B06 22556 p4 (AAAT)5 20 104494128 104494147 CTTCCTCAATAGGCCCTTCC TTGGCTTGAAATTTTCCCAT 230

Ai06B22558 Araip.B06 22558 p2 (TA)6 12 104495877 104495888 CGCAAGCACTGAATAAAAACA AACAGGATGATGAATGGCCT 178

Ai06B22562 Araip.B06 22562 p5 (TTTTC)5 25 104501017 104501041 ATTGTTAAAGCCACGGCAAC CAATGATTCTAGCCATCCCA 179

Ai06B22563 Araip.B06 22563 p2 (AT)11 22 104501957 104501978 CATCCCCAATTTCTGTGGAC GATCCCACAAGCTTCCAAAA 162

Ai06B22564 Araip.B06 22564 c (TC)13(TA)12 50 104504686 104504735 GCTTATTCCTTCATCGGGCT TCGTATCGTGTTTCGTGTCC 236

Ai06B22568 Araip.B06 22568 c (T)10ctttctttttctatatttta(T)1040 104519166 104519205 TTCACTTTGGGGCATTTTGT CACATGGGTCATCCATCAAG 249

Ai06B22573 Araip.B06 22573 p3 (AAT)16 48 104528646 104528693 AGCATTATGCACCAACACCA TGCATGCACAATACGAGATTT 254

Ai06B22578 Araip.B06 22578 p2 (TA)6 12 104537128 104537139 ATGCGGATTTTGTGGTTTTC AGGTAACCGGTCCAAGCATA 278

Ai06B22580 Araip.B06 22580 p2 (AT)7 14 104541664 104541677 CTAAGCTTTACCTCGCGTCG TAGCACATTTTGCGCTTTTG 150

Ai06B22581 Araip.B06 22581 p2 (CT)6 12 104552516 104552527 TTCATAAACTAAAGGGGCAACA ACATACTAGGGCCAGGGGAC 265

Ai06B22582 Araip.B06 22582 p2 (TA)7 14 104558731 104558744 TGTTTGGCCACATCTAATCAA TATATGTGCCCCCTTGAGGT 217

Ai06B22588 Araip.B06 22588 p3 (GAA)5 15 104580565 104580579 GAGATTGGGGTATTTTGCCA GAGAGCAGCGGAAGAATGAG 262

Ai06B22590 Araip.B06 22590 p3 (TCA)5 15 104588549 104588563 GCAGTTTCGGCTTCTCTCAC CCACATGGGAAGACTTGGAG 262
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Ai06B22593 Araip.B06 22593 p2 (AT)8 16 104618140 104618155 GGCTAGGGCTCTTGTTGATG CAACCCAAAAATTCCACCAT 168

Ai06B22594 Araip.B06 22594 p2 (TA)6 12 104621076 104621087 TGGTGATGGAGTCGAAAAGA TCATTGTGATGTTTGAAAAAGTTC 280

Ai06B22595 Araip.B06 22595 c (AC)15ag(AT)15 62 104621819 104621880 TCGAGGAGCCTTTGAAGAAA TCGGAAAAACAGGTTCCGTA 236

Ai06B22599 Araip.B06 22599 c (AT)7aatataaataaataaacaggggacaaaattaccccaatgttaaatttaataaaagatcaatgcatatgtgataaaatt(A)11103 104641404 104641506 GGGTACCTACTCATGTGAGACCA GCCTAGCTATCCAAAATTCCC 257

Ai06B22602 Araip.B06 22602 p3 (AAG)5 15 104649656 104649670 TTGCTAATGAAAAAGCAAGCAA TGTTGGATGCAAGGATGAAA 278

Ai06B22608 Araip.B06 22608 p3 (AAT)7 21 104690965 104690985 CACCCAAAAACCCAGAAAAT GCTTTCGTGTCAACCAATGA 273

Ai06B22609 Araip.B06 22609 p3 (AAT)6 18 104709943 104709960 CTTGTCCTTGCTTCTGCTCA TCACACCTCTTCCATCCTCA 174

Ai06B22610 Araip.B06 22610 p2 (GA)6 12 104710284 104710295 GAAATTTTGAAAAAGGGGGAA TCTTGTGAATCAAGTCATTAATTGTG 279

Ai06B22615 Araip.B06 22615 c (CTT)6t(TTC)5tttcaaatacacgcatacgtcatcttcttttttcaaattcacgtataa(CTC)597 104717242 104717338 TGCGCTTTATCTTCTTCTCCTC AAAATGTTGGTGTTGTTGGTGA 162

Ai06B22616 Araip.B06 22616 p3 (AGA)6 18 104717834 104717851 AAGGCGAAGAAGAAGAGGCT GGTTCTGTTGGGAAAGCAAA 263

Ai06B22617 Araip.B06 22617 c (A)10ttaac(A)10 25 104722413 104722437 CAAATTCCATCTCCACCCAC CGGTATGTCATCCACCCTTT 263

Ai06B22623 Araip.B06 22623 p2 (TA)8 16 104741073 104741088 TTTTTCAGATGCAGGACGTG GAAGCAAAGGTCGGCTAAAA 249

Ai06B22624 Araip.B06 22624 p3 (AGC)5 15 104741491 104741505 CAACTGGAGCAGCAGTGGTA TGCTATTGTGGGGAAAAAGC 127

Ai06B22625 Araip.B06 22625 p2 (AT)7 14 104743178 104743191 AAAAATCTCCATCCAGCCCT TATCCTTCAACCAAGCCCTG 124

Ai06B22627 Araip.B06 22627 p2 (CA)7 14 104749372 104749385 GGGTTTTGTGCTGATGGAAT TTTGGGGCAAAACCTAGAGA 276

Ai06B22632 Araip.B06 22632 p2 (AT)6 12 104756003 104756014 CCACACAGAGCTTTACACCG TTCGCAGGCTGAGTTAGGAG 279

Ai06B22633 Araip.B06 22633 p2 (TA)9 18 104756525 104756542 CTCAGCCTGCGAAGATAAGG GCGAAGTGGATATTTTGGGA 206

Ai06B22634 Araip.B06 22634 p2 (CT)8 16 104759920 104759935 GCATCCGCTCTCTTCCTATG GGACGCACCATTTATACGGA 160

Ai06B22635 Araip.B06 22635 p2 (TA)9 18 104763123 104763140 CTCAGCCTGCGAAGATAAGG CAAGAGGCACCTCACTAGGC 240

Ai06B22636 Araip.B06 22636 p2 (TA)6 12 104766681 104766692 TTTGGTGATACCAAGGGCTC TTTGGACTACACGTTGTTTGG 242

Ai06B22637 Araip.B06 22637 p2 (AC)9 18 104771715 104771732 GTTGTAATGGGGCTAAGGCA GGGGACAAAATTACCCCAAT 249

Ai06B22640 Araip.B06 22640 p2 (AC)16 32 104785157 104785188 GTTGTAATGGGGCTAAGGCA GGAGACAAAATTACCCCAATG 263

Ai06B22641 Araip.B06 22641 c (TTAT)5ttaattaaatatttttgg(T)1048 104785330 104785377 TGCCTAGCTATCCAAAATTTCC GGGTACCTACTCATGTGAGACCA 242

Ai06B22642 Araip.B06 22642 p3 (TGC)5 15 104802155 104802169 TGGCAAATTTAAGGCCAAAG TGCTTGGAGAACCAACCATT 252

Ai06B22643 Araip.B06 22643 c (A)11tctttcaaaaatttttcctttgttttcg(A)10gagttttt(A)1067 104813456 104813522 TTTGGACAACTGACGGTTCA TTGAAGACCAATCCCAAAGG 267

Ai06B22647 Araip.B06 22647 p2 (TA)8 16 104826456 104826471 CACCTAGTGAGGGTTCGATCA TGAATGCAACTACCTGTGTGC 246

Ai06B22649 Araip.B06 22649 p2 (TA)8 16 104828952 104828967 TTTTCAATCAATTGGGGTGC GCAATCCGGAAAGTTGTTGT 265

Ai06B22654 Araip.B06 22654 p2 (AT)8 16 104843116 104843131 TTCACCAAAATTTATGTGTTATGC TATCGCCGTCATCACTACCA 269

Ai06B22656 Araip.B06 22656 p2 (TC)6 12 104859187 104859198 GGGACGAGAAATCCTTGACA GGTGAGGTAGGTGGGGTTTT 192

Ai06B22668 Araip.B06 22668 c (TC)12cccttcctctctttctcctcctctctcccttctctctctcttttccttttcttccttctctccctt(TC)11112 104907584 104907695 TGAAACCATAATTTTTATGAAACCA GGAGGAGAAAGAGAGGAAGGG 253

Ai06B22669 Araip.B06 22669 p2 (TC)14 28 104907798 104907825 TCTCTCTCTCTCTCCCCTTCC TCTTATTTTGGAGAAAAGAGGGG 271

Ai06B22670 Araip.B06 22670 p2 (AG)8 16 104908056 104908071 CAACCTTCTCTCTCTCCCCC TATCCTTCCCTCTTCCCCTC 192

Ai06B22673 Araip.B06 22673 p3 (AGA)5 15 104915019 104915033 TGGGGAAGGTTTTGAGAGTG TCCCTCTCCAAATACCAAAGAA 223

Ai06B22676 Araip.B06 22676 p2 (TC)6 12 104918553 104918564 TTGAGGTTGACTTGGAGCAA AAGCAGAAGGGTGATGAACAA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B22683 Araip.B06 22683 p4 (TTAT)5 20 104931481 104931500 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 167

Ai06B22689 Araip.B06 22689 p2 (AG)6 12 104938692 104938703 GAGGGATTTTTGGGGAAGAG CAGAAAAGGGCAAGAAGCTG 227

Ai06B22696 Araip.B06 22696 p3 (CTG)5 15 104998867 104998881 CTGAAGGAAGGCAAAAGACG TGTGACCCGGTTACCTTCTC 274

Ai06B22699 Araip.B06 22699 p3 (AAG)6 18 105018262 105018279 CCAATTAGATGAAGATGGAAAGC CCTCCCCTCACACACTTTTC 271

Ai06B22700 Araip.B06 22700 p2 (TA)6 12 105034321 105034332 TGCAAAAATAATGCCAAAAGG GTGGTGCCCTAGAAATGGAT 279

Ai06B22706 Araip.B06 22706 p4 (AAAT)6 24 105051079 105051102 GAAAAACACGAAGCTTGTGAAA GATCCTTTTTACCCTTCGCC 134

Ai06B22710 Araip.B06 22710 p2 (TA)11 22 105074519 105074540 GGATTCGTTTAATCCCCGTT TCGAGACTGAGAGGGGAAGA 273

Ai06B22712 Araip.B06 22712 p4 (TTAG)5 20 105082790 105082809 TCTTCTTCCCCTCTCCAACC CCTCAACAAAAGAACCCAACA 198

Ai06B22714 Araip.B06 22714 p3 (TTG)5 15 105094191 105094205 TCAACTAACGAAACAAAGAAAACG TTGGTGTCAACCTGATGTGTT 140

Ai06B22718 Araip.B06 22718 p2 (TA)6 12 105101684 105101695 GCATGGGTAAAATGAAACACA CCTCAATGTTGGGGGTAAAA 141

Ai06B22719 Araip.B06 22719 c (A)11tttatctaactatcatttacgaaataattgaaggtttctcttaatagaaataagagtgtgataatgtttttaaaaatctacgacatcttcaaac(A)10115 105103441 105103555 GGCGGGTAATGCACATAGAT TTTGAAGAGAAATTATTGACAAATAGG 235

Ai06B22722 Araip.B06 22722 p2 (TA)6 12 105107323 105107334 TTGTGAGTTAGGCGGAGTTT TTCCATACCATACTTTTCTGTCCA 280

Ai06B22729 Araip.B06 22729 p5 (TTATC)5 25 105190543 105190567 CCTGGGTGCTCCAGTGTATT AACACAGCCCAAATCCAAAG 166

Ai06B22730 Araip.B06 22730 p2 (TA)15 30 105193609 105193638 ACGGCATCGAATGGAAATAA TCCAGTGAGGGTTCAAAAGC 263

Ai06B22732 Araip.B06 22732 p2 (CT)13 26 105200025 105200050 TCCTCGTATGGCCTATCAAA CAAGTAAATGGCCCTGCAAT 254

Ai06B22733 Araip.B06 22733 p2 (TA)6 12 105201786 105201797 GTCGTGGGTGCCTGTTTATT TGAAATCCGGGTAAAAGGAA 273

Ai06B22735 Araip.B06 22735 p2 (CT)20 40 105219813 105219852 CCCACTCCCAATTCATTTCA AGTGGTGGAGGGGCTGAT 263

Ai06B22737 Araip.B06 22737 p2 (AT)8 16 105234281 105234296 ATTCTGGTGCTTAGGGCTCA TGGCTCTAATTTGGCTGTCA 225

Ai06B22738 Araip.B06 22738 p2 (AG)6 12 105236332 105236343 TGGGGGAATCATTCATTCAT CCTAAAACCTAGATAGAGGAGAGAGC 107

Ai06B22739 Araip.B06 22739 p3 (GAA)5 15 105238258 105238272 CGGTGGAAAATGAGGATTGT TGATCATCATCACCAAGGGA 250

Ai06B22740 Araip.B06 22740 p4 (AATA)6 24 105241239 105241262 GTGTGGGGAATTGTGGAAAC TTGGGGTAATTTTGTCCCCT 236

Ai06B22741 Araip.B06 22741 p3 (ATC)5 15 105242916 105242930 CCAATTATTATTCCCATCTTCCC TCAAAGCTTTTCCAGTCGGT 193

Ai06B22744 Araip.B06 22744 p2 (TA)7 14 105250860 105250873 CGTTCTCACCTCTCGGACTC GACACAAATTCAACTCCCTTCC 148

Ai06B22745 Araip.B06 22745 p3 (CAT)5 15 105262099 105262113 CTCCATGAGCATTCCATTTG TGATTATTTTTATTTATCGACCTAGCC 259

Ai06B22751 Araip.B06 22751 p2 (GT)6 12 105282879 105282890 GATGCTCCTCCCTCCTCTCT TCAAAAATGAAGCCCTAGCC 170

Ai06B22753 Araip.B06 22753 p2 (AT)6 12 105295809 105295820 AGAACCGCAAAGACAAAGGA ATTTCCTCACACACATCCCC 277

Ai06B22755 Araip.B06 22755 p2 (TC)9 18 105306044 105306061 CTCCTCTCAATTCCAAACCC GGATCATCTTCACCTCCGAA 205

Ai06B22757 Araip.B06 22757 c (T)10cagtcatggtactggtatgtgctttcaaagacattggctgaagatgctgtttggaaatttgc(A)1587 105318937 105319023 ACCACCAATTTTGTTTCCCA GCTGCAGAAGAGGTCCAATC 157

Ai06B22760 Araip.B06 22760 c (A)12gaaaaaaatgagaaaataaaaagaaagagaaaaaagtatgtagatatc(A)1373 105332265 105332337 TTTTGGGAATTGGGTCCATA TTATTGAGCTTCACTGGGGC 209

Ai06B22766 Araip.B06 22766 p3 (AAT)5 15 105368819 105368833 TGGAGAAAAGTGGGTTTGGA TACTTTGGGGCATTTTGTCC 233

Ai06B22767 Araip.B06 22767 c (AT)19gtatatatatttacttatgt(TA)6tttact(TA)6tttacttatgt(TA)8115 105373994 105374108 AAATCGCGAAGACGTACCAC GTACCCTAGCCGGCCTAAAC 276

Ai06B22769 Araip.B06 22769 p2 (TA)7 14 105389770 105389783 TCAAATATGCAGAACACTCGAA CGTTGAGGTTTGATTTACGTTG 275

Ai06B22770 Araip.B06 22770 p2 (TA)16 32 105396934 105396965 GCAATTAACCTTGCTTTGTGTC TTCATATCGGTGGATATTGAGC 208

Ai06B22772 Araip.B06 22772 p2 (GA)6 12 105408345 105408356 ATGAGATGGGGGAGGGATAA TTCCTATCTTTTCAAAATTTGTTTCA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B22775 Araip.B06 22775 p2 (TG)6 12 105425088 105425099 ATCAGTAGGCAACCGACACA CCGCAACTAACAGCAGAACA 178

Ai06B22776 Araip.B06 22776 c (CT)6tc(T)10 24 105436386 105436409 TTTCTCTCCTCTCCTTGCCA CTTCCTCTTGGAAGATCCCC 269

Ai06B22782 Araip.B06 22782 p2 (GA)9 18 105491453 105491470 TGAGCAAACACACAAATTAGTCTTC TGCCCTTAACAACACCCTTC 251

Ai06B22783 Araip.B06 22783 p2 (TA)6 12 105491907 105491918 TCAGGGGTCAAGTCAGTGC GGATCTCTTTGTCACCTCCAA 278

Ai06B22784 Araip.B06 22784 p2 (AT)9 18 105494656 105494673 CAATCTTTGGCTTCATCTTCAA GTAACGGAACCACAAGGGAA 241

Ai06B22787 Araip.B06 22787 c (CAA)11(TAA)5 48 105502041 105502088 TGTCCATAACAACAACAATAAGGTC GTGACAAACGCACTAGCGAA 278

Ai06B22789 Araip.B06 22789 p2 (AT)7 14 105504887 105504900 CAAAAATAATCATCCGAGAAAGAAA CCCCATTTCATGTGATTCTTG 256

Ai06B22793 Araip.B06 22793 p2 (GT)6 12 105514601 105514612 ACACACGTACGCGCAAATAA TTGGTTTGGGGTGTTCTCTC 280

Ai06B22794 Araip.B06 22794 p2 (CT)9 18 105515665 105515682 CCATGCTTACAAACATCCCC TCTCTTTTGCCCATGATTGA 189

Ai06B22795 Araip.B06 22795 p3 (TCA)5 15 105516093 105516107 CTGTCCAACACTTCAGGGGT TCAAAATCTGAAGCCCCATC 100

Ai06B22796 Araip.B06 22796 c (A)11gagataaatatttagtacttagtagtatgatatattccttatgatcttatgactcatgatgaatagttatgggattcaaaaatgggagaaagaaag(A)21128 105517515 105517642 GGATGAACAAACAAAAATTTGGA AGCATACCTTTTTGAATCCCA 279

Ai06B22797 Araip.B06 22797 p3 (ATT)9 27 105519255 105519281 AAATGAACATTTTTGGCTCCTT GAGGTCGCAGGTTTGAGTTT 175

Ai06B22798 Araip.B06 22798 p3 (TAA)7 21 105524203 105524223 GGGCACCGTTTCTTATTTGA GCGGGTGTGAATTATTTTGC 159

Ai06B22800 Araip.B06 22800 c (A)10gaaaaaaaattggc(A)1135 105536035 105536069 ATGTTGATGTGGTGGCATTG TGGCTTTTTCTGCTTGCTTT 254

Ai06B22805 Araip.B06 22805 p2 (TA)6 12 105588211 105588222 GCTTTTATTTTTCCCTCGCC CCGGCTATGCCACTCTGATA 271

Ai06B22815 Araip.B06 22815 c (CTAG)5tcatttagagaaattcatcccag(A)1659 105609540 105609598 TTCTGTAGCCCACCTGAACC GCAAAGTAAATCGTTACACTTCTTCA 230

Ai06B22816 Araip.B06 22816 p3 (TGC)5 15 105610293 105610307 CTGAATTGCACCACCAACAC GGACGAGACCGTCAGGATAA 208

Ai06B22817 Araip.B06 22817 c (T)10cttcttttttatgtcttttgcttgtaaaatcttatacattatgtttcacggtactcattttgaatgataaaaaggaag(A)15103 105611725 105611827 AAGTGTAAGGATAGGGGGAAAAA CCATTCTCCGTTTACAACAACA 279

Ai06B22818 Araip.B06 22818 p4 (TTAT)5 20 105611983 105612002 TGTTGTTGTAAACGGAGAATGG AGCACTGCCATTTCTTCCAA 164

Ai06B22819 Araip.B06 22819 p3 (ACC)6 18 105613324 105613341 ATTCTTCCCCAAAATCCACC TGCTTCTTCTTCTGCTTCTGC 256

Ai06B22822 Araip.B06 22822 p3 (TTC)6 18 105633597 105633614 TGATCCTTCTTGGTGATTGAGA GAGCAGGAGGGTTGTTTTTG 278

Ai06B22823 Araip.B06 22823 p2 (AC)6 12 105633846 105633857 CTTTGCTGGTTGGTGAAACA AAGGCTGTTGGTGGTCAAAC 250

Ai06B22825 Araip.B06 22825 p3 (ACA)6 18 105640427 105640444 CGGTGTTTTATTCGCGTTTT GGGCCAAAACAAAAGTTTCA 109

Ai06B22827 Araip.B06 22827 c (A)15gaaagtgaaatttgaaaataaagttggtttaagactgtctatc(T)1472 105644096 105644167 CCATTGTCTCCCTAGCAGGA CGTTCAGTTCCAGAAAACCC 264

Ai06B22829 Araip.B06 22829 p2 (TA)6 12 105651864 105651875 ACTCAAATCAATTGGGGTGC TTAAGTGTGGGGAGGTCGTC 170

Ai06B22831 Araip.B06 22831 p2 (AG)6 12 105680302 105680313 TGGAGGTGAGGAGTGGATTC ATTCAAACCATTTCCCTCCC 148

Ai06B22834 Araip.B06 22834 c (T)10gttacaaatttcttttggaaccaaattaatattttttgtaacaattttttttgttacaagtagtgc(T)1187 105697882 105697968 TGAGACCTATGGCAACAACTC TGACGGCAGGATAACATTGA 262

Ai06B22835 Araip.B06 22835 p2 (GA)6 12 105699844 105699855 AAAAGCCCAAACCAAACAAA CTCCATGATCACCTCGTCCT 198

Ai06B22837 Araip.B06 22837 p3 (ACA)6 18 105707288 105707305 TACTGATGAATGTCCGCAGC TGCCTTAGGTGAGGTGCTCT 258

Ai06B22838 Araip.B06 22838 p2 (CT)9 18 105723521 105723538 AGAGCTCGATGAGAGCTTCG ACCGGATCTAAGACCCAACA 211

Ai06B22843 Araip.B06 22843 p2 (TA)10 20 105754012 105754031 TTAAAAGCGCAATGCTCAGA AGCCAGCCTTAGCTTCACAG 130

Ai06B22845 Araip.B06 22845 p3 (TGA)5 15 105766220 105766234 TGTTTTGATTTCGTACGGAGG GCTGTACTTAAACCGACCGAA 180

Ai06B22846 Araip.B06 22846 p2 (TA)10 20 105776368 105776387 TTTCAGATGCAGGACGTGAG AAGTGAACCGGTCAGAGCAT 270

Ai06B22847 Araip.B06 22847 p3 (ATT)5 15 105789882 105789896 TCTCTACTCCTCCTGCCACG CGCGGTATGATCGTTCTTTT 181
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Ai06B22848 Araip.B06 22848 p2 (TA)7 14 105793748 105793761 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 269

Ai06B22851 Araip.B06 22851 p2 (AG)7 14 105810007 105810020 ATGGATGTGGGTTGGTGTTT CGCTAGGATTGGCAGAAAAG 228

Ai06B22852 Araip.B06 22852 p3 (AAC)7 21 105816814 105816834 CAGGCTAGAGCTTACAAAACTGC AGACTGAGCGGTTAAAGGCA 269

Ai06B22859 Araip.B06 22859 c (CT)6aattttcgaaaatatctccctctttttcaaaaatttctttttaattaactaattatttttattttctatttttgatttcaaaaatttcg(A)11112 105845091 105845202 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 232

Ai06B22860 Araip.B06 22860 p3 (TAT)5 15 105845431 105845445 TCGAAAATTATTCCTCCCCC CAGGTTCTGGATCTGCTTCC 263

Ai06B22867 Araip.B06 22867 p3 (TAA)5 15 105898313 105898327 CGGACATTTTAGTCCCCAAA CCCAGATCAGTCCCCAAATA 232

Ai06B22869 Araip.B06 22869 p3 (TAA)8 24 105899684 105899707 ATTTTCTCTCCAAAATGAATGC TGAGGAATTGACACCTTACTTTCA 232

Ai06B22876 Araip.B06 22876 c (CT)6ttctctcttctctctctctttctcccttctctcttc(CT)1476 105948271 105948346 CTTTCTTCGCCCTCCTCTCT CCCTCTTCTCTCTCTTCCCC 248

Ai06B22878 Araip.B06 22878 c (GA)6ggcaaag(GA)9aagacgaagagagatgggagggagagaga(AG)7aaagaaagtggaagagagaaggagagagaggagagggagaaagaggaggagagataggaggagagacg(GA)7t(AG)7177 105949028 105949204 GAGGAAGAGAGACGGGAAGG TCCTCTTTTTCTCCCTCCATT 234

Ai06B22879 Araip.B06 22879 p2 (GA)12 24 105949334 105949357 GAAGAGAGACGGGAAGGGAG CCTCTCCTCTTTCTCCCCC 247

Ai06B22885 Araip.B06 22885 p2 (TC)6 12 105969562 105969573 CGCATATTTTCACCTTTCAATG ATGGGAAGCAATGGCAACT 279

Ai06B22890 Araip.B06 22890 p3 (TCT)5 15 105992920 105992934 CTGTACACGCAACACCGTCT CATAGGAAAAAGAATCATCCAAAA 171

Ai06B22891 Araip.B06 22891 p3 (AAT)6 18 105993389 105993406 TGTTGGCTTGTTGTTGGCTA TGTGAATTACCACGCTCGAA 208

Ai06B22893 Araip.B06 22893 p2 (CT)18 36 106016469 106016504 TAATGGAACGCTGCATTTTG TGGACGGTAATGGTGAGACA 252

Ai06B22896 Araip.B06 22896 p3 (TTA)6 18 106038784 106038801 TGGGGTAATTTTGTCCCCTT TGTGAAAAATCGTGGGAACA 199

Ai06B22905 Araip.B06 22905 p2 (GT)6 12 106126357 106126368 ATATCGCGGATTGAATGGAG TCGGGCGTTAGTGTTAAAGG 199

Ai06B22912 Araip.B06 22912 p5 (AAAAT)8 40 106153203 106153242 GTGGGTTTGGAAATGTTTGG GAGGCATTTGTCCCCTTTTA 227

Ai06B22913 Araip.B06 22913 p2 (GA)6 12 106163936 106163947 AGGAAATCGGAGGAGAAGGA GCACCAACAACGAGGAGAAC 229

Ai06B22915 Araip.B06 22915 p2 (GA)8 16 106172221 106172236 AGAGAGAGGGAGAGGGTTCG TCCACTTCTAATTTTCAAAAACCAC 268

Ai06B22921 Araip.B06 22921 p2 (AT)6 12 106198825 106198836 ATGCGGCTATGTGAATGTGA TCCATGACTGCTTTGTCAGG 135

Ai06B22923 Araip.B06 22923 c (A)12g(A)10 23 106204913 106204935 CCAACCCTAAGCTGACCAAA TTAGCCGGCAACTTTCACTT 265

Ai06B22925 Araip.B06 22925 p3 (CTC)5 15 106209720 106209734 AGGGAAGGGAAAAAGACCAA AGGAGGTTCAGGAACGGTTT 154

Ai06B22927 Araip.B06 22927 p5 (TTTAT)5 25 106226672 106226696 TTTCGAAAATCCTCACCCAC GGGGTTAGCATATGATCCCA 276

Ai06B22930 Araip.B06 22930 p2 (GA)7 14 106255275 106255288 AGAGAGAGGGAGAGGGTTCG TCAAAAACAACTAACCACTTTTTCA 256

Ai06B22932 Araip.B06 22932 p3 (AAT)6 18 106264322 106264339 AATGCCATTATGAAGAACTTGC TTGTTTTGAGGCCTGCTTTT 278

Ai06B22935 Araip.B06 22935 p2 (AG)6 12 106270307 106270318 AGCAATTCAAACGTACAACCC TGGTCGTGATAAAGGGAAGG 167

Ai06B22936 Araip.B06 22936 c (AG)9aa(AG)6 32 106271193 106271224 CCAAATGACGGGGATGATAG TTACCGTCTGAAAAATCCGC 245

Ai06B22937 Araip.B06 22937 p3 (TAA)6 18 106274960 106274977 TTGGGTATCAAAGAACATCACG GGAGTGGATGCGAAGAAAAA 220

Ai06B22939 Araip.B06 22939 p2 (TC)15 30 106283248 106283277 TAAAACGGTTATGCCGGTTC GGGAGTAAGGACCTTTTCGG 186

Ai06B22943 Araip.B06 22943 c (TA)6(GA)6a(AG)637 106289909 106289945 TCTGAGATTCAGGCAATGGA TTTTTCAAGTGTGAAACTCGC 182

Ai06B22946 Araip.B06 22946 p2 (AG)7 14 106296509 106296522 TTTTGAAAAAGGGGGAAGAT TGTGATTCCTTGTGAATCAAGTC 277

Ai06B22947 Araip.B06 22947 p2 (TA)6 12 106304793 106304804 TGATGCATGCTGGAGACTTC CGGTTTGCGAAGATAACCTG 252

Ai06B22960 Araip.B06 22960 c (T)10(A)16 26 106354734 106354759 TTTGGAGGGAAAACACCAAG TAGTCTAAGCCCGTGGCAGT 207

Ai06B22963 Araip.B06 22963 c (T)10cagcatccaaataaaaggggatac(A)1145 106362238 106362282 CCTTTTGGGAACATGGGTAA TGTGCATTGTTTTCATTGGG 195
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Ai06B22964 Araip.B06 22964 p2 (TA)8 16 106362777 106362792 TGCTTTCTTTCCCATCTCAA ATGGGTTTATCAACCTCCCC 277

Ai06B22967 Araip.B06 22967 p3 (AAG)5 15 106375551 106375565 CAGAATCCAAATTCAGCAACAA TCTGGCTCTCTCTTCCTCCA 276

Ai06B22968 Araip.B06 22968 p2 (GA)7 14 106375733 106375746 TGGAGGAAGAGAGAGCCAGA TGACGCAAGGAGCAAGTATG 256

Ai06B22970 Araip.B06 22970 c (TTA)6ttttaagatacaaaatg(A)1045 106380534 106380578 TTTTCACGCCCAACTTTTTC TCATGGTTGGTGCTGATTGT 273

Ai06B22974 Araip.B06 22974 c (A)10ttttagcattaatttttatttttattc(A)1047 106395491 106395537 ACCCCATTCCAAAAATTTCC TCTTTCTTCTTTTTCAAAACCTCC 269

Ai06B22984 Araip.B06 22984 p2 (TA)7 14 106420062 106420075 CTCAATGGTCATCCGTGTTG GTTTTGTTGACGGAAGCACA 229

Ai06B22986 Araip.B06 22986 p2 (TG)10 20 106429256 106429275 TGCTGTGTTAGGGAAAAGGG ACCTAGTGACCCGTACCCG 107

Ai06B22988 Araip.B06 22988 p2 (TG)11 22 106434835 106434856 TCTTTCCTCTGCATCGTGTG CCCTAACCAAGTGACCCGTA 144

Ai06B22989 Araip.B06 22989 p3 (ATA)12 36 106442489 106442524 CGTTCAAAACCAAAAACGAA TTGCCAAACTTTAGGGACAAA 279

Ai06B22992 Araip.B06 22992 p2 (TA)9 18 106466579 106466596 CTAGCTGGCCTAAACTTCGC GGGTGAAGTCGAAAGCGTTA 113

Ai06B22994 Araip.B06 22994 p3 (GAT)5 15 106517548 106517562 ATGGGAGCTAGAGAGCCACA CATGCTTGCTGAGTGTAGCA 240

Ai06B23000 Araip.B06 23000 p2 (CT)7 14 106542036 106542049 CTCCTTATCTTTTTAAAATTTGTTTCA GAAGGAGATGAGGGAGAAGGA 269

Ai06B23001 Araip.B06 23001 p3 (TTC)5 15 106545103 106545117 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai06B23005 Araip.B06 23005 p4 (TTAT)5 20 106557786 106557805 GCGATGCAACAGAAGAACAT AGCTCGACCCGGAAAATTAC 267

Ai06B23006 Araip.B06 23006 p2 (TA)6 12 106558146 106558157 GCTCGATTCGATACCCTGTC AAAGGTGAAGAGCAACAACAG 234

Ai06B23008 Araip.B06 23008 p5 (AAGAT)5 25 106580274 106580298 TAGAGATAAGGGCGGTTCCC AGAGCTGTCGTGTCCGACTT 272

Ai06B23016 Araip.B06 23016 p2 (TG)6 12 106607992 106608003 CGAATGAAGCGAACTCCAAT GGATTTATTCTAAGGTCGGGAAA 269

Ai06B23017 Araip.B06 23017 p2 (AG)9 18 106608432 106608449 GAAGGTAGTCACCGGAGTGC GCTAATTCGTTACAGCCGGA 248

Ai06B23021 Araip.B06 23021 c (TATT)5gatgctgtaaaaaaaaattttaac(T)1054 106614727 106614780 TCAAAATTCCCACTTTTGCAT TGGGTTAATGGGAATGTGCT 280

Ai06B23022 Araip.B06 23022 p2 (GA)6 12 106627598 106627609 AGGAGATGGAGGGATGTGTG CCACAGGATCACCTCAGGAT 229

Ai06B23024 Araip.B06 23024 c (T)10atgattttctaaa(T)1134 106631301 106631334 TGAGTATGCAATTGACACCAAA CAGGCGTGTCATGTCTGAGT 265

Ai06B23028 Araip.B06 23028 p2 (TG)6 12 106638270 106638281 AAGCATCGCAATATCAATCTG TTTCATAAAGGAGAAGAAAAGCG 208

Ai06B23029 Araip.B06 23029 p2 (AT)10 20 106639594 106639613 TTGATCCAAAAGATTCCAAGG TGAACCAAGACTTTGAAATTGG 259

Ai06B23030 Araip.B06 23030 p2 (AG)6 12 106653869 106653880 GAAACTGCAGAAAACGCTCC TCCTTTACGAGGAATCCTAATCC 215

Ai06B23032 Araip.B06 23032 p2 (TC)8 16 106658799 106658814 TCCCTTTCATTGCTTCGTTC GAGGGGGAGAGAGAAAAGGA 251

Ai06B23033 Araip.B06 23033 c (GA)6aagaaggaaaggaaagagagaggagcgagagagagaaagaaggaaagaaaagagagaagagc(GA)13100 106663225 106663324 AGGGTGTTACAAAAAGGCTGA CCTTTCCCTCCTCTCTCTCC 256

Ai06B23034 Araip.B06 23034 p2 (AG)13 26 106663496 106663521 AGGGAAAGGGGAGAGAGAGA CCGGTTAACCAAAACCAAAA 277

Ai06B23035 Araip.B06 23035 p3 (TCT)5 15 106664169 106664183 TGGTCTCTCACCCCATTTTC CGAACTCCACGAAACCAAAT 166

Ai06B23037 Araip.B06 23037 p2 (AC)15 30 106672321 106672350 CAGGTTCAGGATCAGCTTCA TCGAATACTCTCTCTCTCATCTCTTTC 278

Ai06B23039 Araip.B06 23039 p4 (TTCT)5 20 106679605 106679624 TCTTGAGCCGATGTATGCAG ACATTTAGGGAAAGGCGAGG 231

Ai06B23041 Araip.B06 23041 p4 (TTCT)5 20 106684605 106684624 ATCTCGGTTGACTCACCACC GGGAAATGTTAGGGAATAATGC 127

Ai06B23042 Araip.B06 23042 p2 (CA)6 12 106688238 106688249 AATTTTAAAGGTTTGGCCCG GAGCTCTTCACAAGGAACGC 256

Ai06B23044 Araip.B06 23044 p2 (CT)8 16 106694606 106694621 CATCTTCCCCCTCATTTGAA GACAGCATATGGTGGTGACG 214

Ai06B23048 Araip.B06 23048 p2 (AG)6 12 106715007 106715018 GGTATCTGGGGAAGGGTGTT AAAGGGAGAAAAACTGGCGT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B23050 Araip.B06 23050 c (A)10gaaag(A)11 26 106722991 106723016 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 229

Ai06B23051 Araip.B06 23051 p3 (GAA)6 18 106729333 106729350 GCAATGCAAGAGATATCCAACA CGCGTCTTGTTTTCCATTCT 280

Ai06B23053 Araip.B06 23053 p2 (CT)8 16 106748924 106748939 CCATTCCAGGGTTTAAGCAA AGAGCGACGACAGAGAGAGC 109

Ai06B23054 Araip.B06 23054 p3 (ATT)5 15 106754564 106754578 TCAACAATTGTGAATCTGCTCT AAGCCTTCGGCTTATGAATG 280

Ai06B23057 Araip.B06 23057 p3 (GAA)5 15 106761718 106761732 AGCTCCAATCAGATGAGCGT AGCCCTCCATTCTTCCTCAT 153

Ai06B23058 Araip.B06 23058 p2 (AG)6 12 106765215 106765226 GGAGAAATGATTTGAGATGAAGAGA TTTCCTATCTTTTTCAAAACCACC 265

Ai06B23063 Araip.B06 23063 p2 (AG)9 18 106774575 106774592 TGAAAATTTTAAAGGTGATTTTTGA TCTCTTCTTTTTCAAAACCTCCTAAC 145

Ai06B23064 Araip.B06 23064 p5 (AAGAT)6 30 106775255 106775284 AAGATTTGATTTTTGAAAAGATTTG TTCGAAAATCTCAAACACAATTTC 243

Ai06B23068 Araip.B06 23068 p3 (TGT)6 18 106783785 106783802 TCCCAACTTCACCAAACACA CAATGCAATCAAATCCGTCA 233

Ai06B23076 Araip.B06 23076 p2 (TA)10 20 106809599 106809618 GGAGACTTCCTATGCAAGCG TTCCTGTAGAGCCTGAGGGA 277

Ai06B23077 Araip.B06 23077 p2 (CT)6 12 106819262 106819273 TTCTCCTTCTCTCTCATCTCCTTC TTTTTGCCCAAGCATAGAGG 151

Ai06B23078 Araip.B06 23078 p3 (TTC)5 15 106825148 106825162 AGCCCTCCATTCTTCCTCAT GGCTTTTGTCTTCCCTTTCC 245

Ai06B23083 Araip.B06 23083 p2 (AG)8 16 106855985 106856000 ATTAGGGTTGGGTTTGGGAG AGTCCTTGACCCCTCAGGAT 234

Ai06B23087 Araip.B06 23087 p2 (AG)6 12 106887514 106887525 TTTTAACTCTTGGATGAGTAATTGGA ACTCAGATTGCTGTCACCCC 226

Ai06B23090 Araip.B06 23090 c (C)12a(C)13 26 106901882 106901907 ACTGCAAAACACTCAACCCC CGTAGGATTGCCATTTACGAA 112

Ai06B23094 Araip.B06 23094 p2 (TA)6 12 106915438 106915449 CGACAAATAAGTCTCCGAAAGA GAATTTTTGTGCCAACATTTGA 280

Ai06B23100 Araip.B06 23100 p2 (TA)6 12 106929888 106929899 TCAAGCTAGGGCCAGAGGTA CCAATGATGAAATGCTTTTTG 258

Ai06B23104 Araip.B06 23104 p2 (TG)6 12 106940228 106940239 CCACAGGATCTAGAGAAGTTCCTT CTCTGCTAGCACCACACAGG 212

Ai06B23107 Araip.B06 23107 p3 (CTT)5 15 106946026 106946040 AAACTCTTCTTTTCCCTCCTCC GAATGTAAGTTCATCCTCTTCCAAA 223

Ai06B23112 Araip.B06 23112 p3 (ATA)13 39 106966503 106966541 AGCTTTATCCAATACAATCCAAAC TTCAAACAGCAAAGTGTGATGTAA 248

Ai06B23115 Araip.B06 23115 c (TAT)5c(ATT)6 34 106981728 106981761 GAGGCTCCAATTTGAGATTTTT TGTGGTGTGGAATGATGTTCA 259

Ai06B23116 Araip.B06 23116 p3 (ATT)5 15 106982447 106982461 TGAGACTTGGGTGTGGATTG TGTCGTTTTCGCTTCCTTCT 138

Ai06B23117 Araip.B06 23117 c (A)16(CA)7 30 106985401 106985430 TTTCTGCAAACCAATCACCA TGCTTCGAAAATTTGTGTGC 140

Ai06B23123 Araip.B06 23123 p2 (TA)7 14 107003167 107003180 CAACAAGGCAAAAAGCAACA TACACTTGGTTTGCGGGTTT 145

Ai06B23135 Araip.B06 23135 p3 (CTT)5 15 107036419 107036433 ATTTTTGACAGTGGAAGCGG GAGTGTTTCTGCTTCTGCGA 110

Ai06B23137 Araip.B06 23137 p3 (CCA)5 15 107040134 107040148 TCCTGCGAGGAAGAAAAAGA TTCTTATCGTCCGACGGTTC 262

Ai06B23143 Araip.B06 23143 p2 (CT)13 26 107048119 107048144 AGGCTCAGTGCTCTTTCTGC TCTCATCACCCACAAACCAA 177

Ai06B23145 Araip.B06 23145 c (A)10g(A)10 21 107049592 107049612 TGTTGAAGCTTTGCCTCTGA AGCTACCAAAAGGAGGCACA 276

Ai06B23147 Araip.B06 23147 p3 (CCA)5 15 107050605 107050619 AAATTTTCAATTGCGTTCGG TTGGTTTGTGCCAACTTTGA 154

Ai06B23148 Araip.B06 23148 p2 (AG)8 16 107050879 107050894 TGGAAGAGGTGGTGTCTCCT TGCTGCCTCTTCTTCACTTTT 178

Ai06B23149 Araip.B06 23149 p2 (GA)8 16 107051013 107051028 AAAAGTGAAGAAGAGGCAGCA CCACCGTTTGATTGTTGAGA 276

Ai06B23151 Araip.B06 23151 p3 (AAT)5 15 107054563 107054577 GAATTTATTGATCCCATTAGGTAAAA GATAATTACTTAAAAGAACATGCCATT 218

Ai06B23152 Araip.B06 23152 c (AC)7aaa(AT)7 31 107055002 107055032 TGACAAACCACAATCCAAACA TGTGCCTAACACCCATTGAA 266

Ai06B23153 Araip.B06 23153 p2 (TG)6 12 107056534 107056545 AGTTGGGTGATCATTGGGAT CCCAACACTTGAAGGAGGAA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B23154 Araip.B06 23154 c (AT)7actaaaaatga(T)1136 107062576 107062611 CTGGTTGCCAAAAGCCTATC AAACCGATTGCAAAAACCAG 254

Ai06B23156 Araip.B06 23156 p2 (AT)10 20 107072428 107072447 TTTACAAATTCGGGGCCATA TGTTATGGATGCCAAAAACG 239

Ai06B23160 Araip.B06 23160 c (CT)6(GT)12 36 107078237 107078272 TCATTAATCGCCTCTACCGC AAACCCTCACAATCACTAACCC 152

Ai06B23161 Araip.B06 23161 p2 (AT)12 24 107094624 107094647 TACGTGAGTGATGCGCTTTT AGTCTGTCCCTCAGGCTCAA 237

Ai06B23164 Araip.B06 23164 p2 (CT)7 14 107110431 107110444 CTTTTTGTTTGTTTCTTATCTTTTTCA CAGATGGAAGAGGAGGTTCG 278

Ai06B23165 Araip.B06 23165 p3 (TTC)5 15 107112887 107112901 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai06B23169 Araip.B06 23169 p3 (ATT)7 21 107131801 107131821 TACCAACTCCTTCCCAGGTG CCCCTGAGTTCGTTGCTATC 239

Ai06B23171 Araip.B06 23171 p3 (GAT)5 15 107136200 107136214 CCGAAATTTCTAACCGTGACA TCACCCTCCAACAAAAATCTG 258

Ai06B23172 Araip.B06 23172 p3 (AGG)6 18 107136395 107136412 CAGATTTTTGTTGGAGGGTGA CAAAGTTAAGAAATTTCGGTGTCA 201

Ai06B23174 Araip.B06 23174 p3 (GAG)6 18 107137055 107137072 TGTGGTCCTTTGAATATTTTTGTG TCACCATTACCACCACAACC 170

Ai06B23175 Araip.B06 23175 p2 (GA)7 14 107137982 107137995 GCACACAAGAAACGCAGAAA CGCTCTCTCCAAGTCAATCC 277

Ai06B23177 Araip.B06 23177 p2 (GA)18 36 107150417 107150452 CCAAAGGATGGTTGAAGGAA ATTTTGCCCATGTTTCTTGC 234

Ai06B23180 Araip.B06 23180 p3 (GAA)9 27 107160787 107160813 TCCCCTAATGATAATGGGGTT ACTGCATCTCACCCGTCTTC 177

Ai06B23182 Araip.B06 23182 p3 (GAA)25 75 107182657 107182731 CAGAGCTCTTCCCCCTAATG TTTTGTTTTTCTTGCAACTTTGA 220

Ai06B23184 Araip.B06 23184 p2 (GA)7 14 107186163 107186176 TCCAATCTTGGGTCGATTTC GTGTCGCTGTCTTCCTCCTC 248

Ai06B23187 Araip.B06 23187 p6 (AAAATT)6 36 107192553 107192588 TGGAGAATTTGAAAAAGAGTTGG CTGCCCATTTGTGCCACTAT 279

Ai06B23190 Araip.B06 23190 p2 (CA)7 14 107207041 107207054 AACGTGCCCTTTACTAGCCA GCGATCTCCGTCTCTACCAA 270

Ai06B23195 Araip.B06 23195 c (ATA)10acaataataac(AAT)556 107239324 107239379 GTTTTTGAGCATGGGCTTGT TATCAATCATTGCGGGTTGA 234

Ai06B23198 Araip.B06 23198 p2 (TA)7 14 107266319 107266332 AGGAAAGCCAAGAAAACAACA ATATGCGTGGGCACCTTTAC 263

Ai06B23203 Araip.B06 23203 p2 (TA)6 12 107277266 107277277 CAGAATCAGTTAGGATCTCATCCA AAGGACATTAATAATCCGGAAAGA 139

Ai06B23206 Araip.B06 23206 p3 (AAT)5 15 107289690 107289704 TGCCCTAGTAGTCAATGCCC TATCCAAGGGACCAAAATCG 278

Ai06B23210 Araip.B06 23210 p3 (AAT)5 15 107311942 107311956 GCTCTTCCGGAGCCTTCTAT ACTGTGCACATACTTCTACTCATTTT 213

Ai06B23224 Araip.B06 23224 p3 (TAT)6 18 107398975 107398992 GCTGCTACCTTCATTCCTCG CCATTTTATTGGATGACATTTCC 279

Ai06B23234 Araip.B06 23234 p3 (TCC)5 15 107463775 107463789 TCATCACTGAAATAACGTATAATGATG TGCATTCGACTTTAGGACCC 132

Ai06B23237 Araip.B06 23237 p3 (TTA)5 15 107516407 107516421 CTCTTTTTCGGTACGCAAGC TGGCATTATACAATTTCATACTTGTG 262

Ai06B23238 Araip.B06 23238 c (A)10ccttgttaatgggggt(GA)740 107525665 107525704 TTCCAACACCATGTAAAAAGGA TTCTTCCTCCCCATTCTTCC 212

Ai06B23241 Araip.B06 23241 p4 (TAAA)7 28 107541348 107541375 CAGGTTCAGGATCAGCTTCA TTCGAAATTCCCTCTCTCTCA 273

Ai06B23242 Araip.B06 23242 c (A)10c(A)11 22 107545209 107545230 TGAAAATTTTGGGAATTGGG ATTTCTCAAACTTTGGGGGC 183

Ai06B23245 Araip.B06 23245 p2 (TG)7 14 107560839 107560852 GAGCCTGAGGAATGGACTGA TCACCGGGTCATTAGGGTTA 277

Ai06B23248 Araip.B06 23248 c (AT)8gtatatatatgtatacatatgacttatgaaggcttataagccgccttagctttct(TTA)586 107577671 107577756 AAGAAATCGAAGCCGGAAGT TTTCGAGGGCGAATATTTTG 264

Ai06B23249 Araip.B06 23249 p3 (TTC)5 15 107578690 107578704 CACCCAGTTTCCTTTCTCCA CTGCGCAACACAGTGAAAAT 125

Ai06B23252 Araip.B06 23252 p2 (AT)9 18 107585440 107585457 AGGAGCCTTGAAAAATGGGT TGGAGAGGCAGGATTTTGTT 246

Ai06B23253 Araip.B06 23253 p2 (AT)7 14 107587068 107587081 CGAAGCCAGAAGTTCAAAGG CGCGTTTTACACAATTTTTCG 195

Ai06B23254 Araip.B06 23254 p3 (AAC)6 18 107587505 107587522 GTTGGACCGGAGCATACACT CATGAATCGGAGCACCATAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B23257 Araip.B06 23257 p2 (TA)7 14 107622313 107622326 CAACCCTCAGAAAACGTGGT GGAGAACTAGGGCACCTGAA 210

Ai06B23259 Araip.B06 23259 p2 (TA)10 20 107634268 107634287 TTCAGTTCGTAACTGGGTAGGTT CAATACCCGCACTATTTGGG 222

Ai06B23260 Araip.B06 23260 p3 (CAT)5 15 107643796 107643810 TTTCTGAACCCATTTTTGGC TGTAGAAGTGGAAGAAAGCAAAGA 240

Ai06B23264 Araip.B06 23264 p2 (TG)6 12 107666958 107666969 GTTCTCTCTTCCCTTGCGTG AATCCTAACAGCCACCGAAC 273

Ai06B23266 Araip.B06 23266 p2 (TG)6 12 107671724 107671735 GTTCTCTCTTCCCTTGCGTG AATCCTAACAGCCACCGAAC 271

Ai06B23274 Araip.B06 23274 c (AT)6agttagtttgtatctattgacattcctaacgaaaacctaaactattattatgctattttttaactattttg(T)1093 107689810 107689902 AGATGCTCGAGCTTTTTGGA TCATAACCCACAGGCCTAGC 273

Ai06B23275 Araip.B06 23275 p4 (ATAG)6 24 107691947 107691970 TCACCAGTCATACTTATTGGGAA CGTTTCTCTTAGACTCCTTGGC 258

Ai06B23276 Araip.B06 23276 p2 (GT)17 34 107692509 107692542 TGACCATTTGGGAAGATGCT GACCTTGTGGTGCTGGAAAT 268

Ai06B23277 Araip.B06 23277 c (TC)20tattg(CTCA)5ctctctttctctctcagtctctctctcactcacaca(CT)6113 107693694 107693806 CTCGCTATTGCTCAGTCCCT TGAAATGGTCGCTTGCAATA 243

Ai06B23279 Araip.B06 23279 p2 (AT)6 12 107721214 107721225 GAAATTAACCCCAAAAAGCG CCATGCTTTATTCAAAAACAGAGA 263

Ai06B23280 Araip.B06 23280 p4 (TTTA)7 28 107747306 107747333 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 269

Ai06B23286 Araip.B06 23286 p3 (TTA)6 18 107782079 107782096 TCGCATTCATGACATAAAGAAAA AAAATCTATTAAGTATCTGAAGAGGCA 169

Ai06B23295 Araip.B06 23295 p2 (AT)12 24 107811457 107811480 TTTTTCGAAATTCTTCACCCA GCCAGATCCTTGCTTGTTTC 271

Ai06B23298 Araip.B06 23298 p2 (CT)8 16 107824115 107824130 TGACATCCAAAGGATTCAGTTTT GCAGCGAAACTTGTCCACTT 279

Ai06B23299 Araip.B06 23299 p3 (TAA)5 15 107830780 107830794 GAGTGCAGTAGCAACCACGA AGGAACCTTGGCCTCTTTTG 158

Ai06B23301 Araip.B06 23301 p2 (AT)8 16 107837258 107837273 AGGATCACCTTTGGAGAGCA TTAGAAATAGTTTGGTTACTGAGCTTT 239

Ai06B23302 Araip.B06 23302 c (A)10gaatttgtttttgttgact(A)11ttggtaatattggtaatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntaacattcaactaa(T)14118 107845052 107845169 TGAATCAAAATGAAATCCTAAGAAGA TGTGTTTTGCTCATTGCTCA 212

Ai06B23315 Araip.B06 23315 p3 (TTA)6 18 107866098 107866115 CCCAAAGTGGAAGAGGTTGA TTTGAAATCAGTTCTGGTGTTTTT 267

Ai06B23318 Araip.B06 23318 p2 (TA)7 14 107898155 107898168 ATTACCGGAGATGACAACGG TCAAAGTGAGTCAATTCAATGGTT 266

Ai06B23320 Araip.B06 23320 c (AT)8aatgatctttattggatgaagattaatagatctcatttattaaat(TA)673 107915442 107915514 AAAAAGGACGTTAATAATTCGGA TGACAGTTGCAGGTCAAAGG 238

Ai06B23324 Araip.B06 23324 p3 (ATT)8 24 107968507 107968530 GCGTGTTTACAACACTCCGA AATGACAGTGCTCCGGAAGT 216

Ai06B23328 Araip.B06 23328 p2 (TA)6 12 107975849 107975860 CGCAATGAAGTGGGATTTTT TCTGCAAAGCTAAAGGGTGG 202

Ai06B23330 Araip.B06 23330 p2 (TA)8 16 107979231 107979246 GAAGAAGATGAAGTTTCCGCA TTCATGTTTTGGGGTTCACA 230

Ai06B23339 Araip.B06 23339 p3 (TTA)5 15 108008492 108008506 GACAACCGAAGAGGCTCAAA CATCAGTGCACACAACAGCA 242

Ai06B23340 Araip.B06 23340 p3 (GAT)6 18 108008622 108008639 GACAACCGAAGAGGCTCAAA TCATCAGTGCACACAACAGC 243

Ai06B23345 Araip.B06 23345 p5 (AAGAT)5 25 108026268 108026292 CTTAAAGAGCTCGGCCAATG CCTGGGTGCTCCATTGTATT 251

Ai06B23349 Araip.B06 23349 p2 (GA)6 12 108038179 108038190 TTTGAGGCCACCACTTATCC TCTCTCTTCATTTGAAAAAGCAGTT 134

Ai06B23353 Araip.B06 23353 p4 (ATTC)5 20 108042069 108042088 TCCTGATAAAGGCTGCATAGC GCTCCTTTCAAGTGCCAACT 254

Ai06B23354 Araip.B06 23354 p4 (AAAC)5 20 108044065 108044084 CATGCATGAGAATTCAGGGA GGTGTTTGGCCCTTATTCTTT 175

Ai06B23355 Araip.B06 23355 c (T)11caaagtttacattaaatcag(A)1344 108044269 108044312 TGCTTCAAATAAAACCAAGCAA CACCTGGGAACAGTGGTTTT 257

Ai06B23356 Araip.B06 23356 p3 (AAG)5 15 108044477 108044491 GGCCACCAAATAGAGCAAAA TGAGCTTTCGACTCTTGGTT 165

Ai06B23359 Araip.B06 23359 c (A)13gc(A)14 29 108048561 108048589 AACGTGCACAAAATGACACC GAGGAGGATGAAGAATTTCGG 258

Ai06B23362 Araip.B06 23362 p3 (TTC)5 15 108061939 108061953 CTGTCTAGGTGGTGCCGAAT GCTCAAGGTGTGGAGAAACC 275

Ai06B23363 Araip.B06 23363 p3 (ACA)5 15 108065048 108065062 GTCAACCCTGACCTCTCTGC TTGCGCCTTACTTGAGGAGT 238
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Ai06B23366 Araip.B06 23366 p2 (TC)6 12 108072284 108072295 AGATTTCAGAACGCATCGCT CAGAGAGAGGATCCCCAGGT 243

Ai06B23367 Araip.B06 23367 p2 (AT)10 20 108073530 108073549 TCTTACATCCTGCCCACCTT CGCATTGCTTTACCATCAAA 276

Ai06B23368 Araip.B06 23368 p2 (TC)6 12 108079002 108079013 TGACAGTTCAGACGGAGACG ATCATCATGGATTGCTGCTG 190

Ai06B23371 Araip.B06 23371 p4 (TTTA)5 20 108098383 108098402 CCATGATGGAAAAAGGGAGA CCCAATTGGCTAGAGCGTTA 134

Ai06B23375 Araip.B06 23375 p3 (AAT)6 18 108116954 108116971 AAACCTCGGGTCGTCTTCTC CAAAGTGGGAGAAAAATCCAA 227

Ai06B23376 Araip.B06 23376 c* (ATT)7(T)12* 31 108118611 108118641 TTGGTTTAAAGGGCTGTTGG TGTGGTGGCAATACTTTTTGTT 267

Ai06B23379 Araip.B06 23379 p3 (CAT)5 15 108146872 108146886 AACCACTGCATCTACCCAGG GTGCATGCATATTGAGTGGG 256

Ai06B23381 Araip.B06 23381 p3 (GAA)5 15 108159919 108159933 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 259

Ai06B23384 Araip.B06 23384 p3 (CAT)5 15 108172604 108172618 GCCAACGGAGACTTTAGCAG GATTTGGAGTCTGCCTGAGC 234

Ai06B23387 Araip.B06 23387 p3 (TCA)7 21 108196842 108196862 CAGTGGAGGCCAAAGTTTTC GGCTCTTCCTTATGGCATGT 234

Ai06B23388 Araip.B06 23388 c (T)10atcaccacacatatgcattgaatttactgaactttaaactttgggacattttgtcccctttttattgcgattctttttcttcttt(TA)9113 108200736 108200848 AAACAACCTAGCTATCCATTCTTCA TTGATTTTGGGAAAGTTGGG 258

Ai06B23390 Araip.B06 23390 p2 (TC)17 34 108205551 108205584 CCAGAAAGCTCAGATGCACA TGAGCTCTCCTTGGTGCTTT 127

Ai06B23391 Araip.B06 23391 p2 (CA)6 12 108212041 108212052 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 249

Ai06B23392 Araip.B06 23392 p2 (CT)6 12 108219337 108219348 CCTCCCTCTCTCATCTCTTTCA TCCTTTCAGGTTCAGGATCAG 262

Ai06B23394 Araip.B06 23394 p2 (AG)7 14 108230316 108230329 GAATGGTGAGGTATGTGGGG CGCCAGAAATAGGCAGTAGC 274

Ai06B23396 Araip.B06 23396 c (T)10gtgattttttgaaaattgagtg(A)1143 108234404 108234446 TGCAAGAAGAAAGTCATGCAA CTAGTGTTTTGGACCGGAGC 236

Ai06B23399 Araip.B06 23399 p3 (GAA)5 15 108254671 108254685 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 219

Ai06B23400 Araip.B06 23400 p2 (AG)6 12 108258876 108258887 CGGATTTTTGGTGAGTGAGG TTTTTGTTTGTCTCTTATCTTTTTCAA 277

Ai06B23403 Araip.B06 23403 p2 (CT)6 12 108263350 108263361 TTTCTTATCTTTTTCAAAACCACC ATGATAGGGGCAGAGGTGTG 277

Ai06B23404 Araip.B06 23404 p3 (TAT)8 24 108263671 108263694 CACACCTCTGCCCCTATCAT GTTCTTGTCCTTGCTCCTGC 168

Ai06B23405 Araip.B06 23405 p3 (TTC)5 15 108266433 108266447 ACCCACCTCACCCTCTCTCT CCCTCGAGCAAGAGAAGAAA 140

Ai06B23406 Araip.B06 23406 p3 (CAG)5 15 108277395 108277409 GATGACGACGACAAGGAGGT ATACCTGGTCTATGCGGTCG 277

Ai06B23407 Araip.B06 23407 p2 (TA)11 22 108278015 108278036 CGGTGTATTGCATTTATGTGGT CCCCTTTTTCAATCAAAGCA 277

Ai06B23408 Araip.B06 23408 p2 (AT)23 46 108290483 108290528 GCGTCATATTGCGAGAAACA ATAGAGGAAGGGAGGGGGAT 236

Ai06B23411 Araip.B06 23411 c (AT)8tatatat(TA)8 39 108331566 108331604 ATGGGAAACTTGGGACATTG GGCATTTTTGTCCCCTTTTT 258

Ai06B23412 Araip.B06 23412 p2 (TA)13 26 108362280 108362305 ATTGCCGGATTTAGAAGGGT TGTCGAAATTGGGTGATGAA 279

Ai06B23413 Araip.B06 23413 p3 (AAT)7 21 108366294 108366314 TTTGGACAACTGACGGTTCA ATGCATGAATGCAATTTTCG 274

Ai06B23414 Araip.B06 23414 p2 (CT)7 14 108367381 108367394 TTGATTTTCAAATTTGTTTCAACT ATTTTGAAAAAGGGGGAAGA 124

Ai06B23415 Araip.B06 23415 p2 (CT)7 14 108367626 108367639 CCAACATCTCTCCCTCACTCA GTTCTTGTCCTTGCTCCTGC 183

Ai06B23416 Araip.B06 23416 p3 (TTC)5 15 108370519 108370533 ACACAACCCTCTCTTCCCCT TGATGGGCTTGTGAGATGAA 268

Ai06B23417 Araip.B06 23417 p2 (TA)6 12 108390909 108390920 TTGCCAAACCAAAACATGAA TTTGCAAATCTGTTGTTGCTG 217

Ai06B23425 Araip.B06 23425 c (AAT)6(ATA)8 42 108462204 108462245 TGTTACACCAAAACCTCGCA TTCTTCCTCCTCCTCAAGCA 240

Ai06B23429 Araip.B06 23429 p2 (AT)6 12 108466590 108466601 CGTACTAACGGAATCGCGTA TCGGACCCTACAGAAGATGC 239

Ai06B23441 Araip.B06 23441 p3 (ACC)5 15 108480008 108480022 CCTTCAACTTCATCGAAGGC GTCCTCGTGTTCCTTGTCGT 133
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Ai06B23442 Araip.B06 23442 p2 (TC)8 16 108480208 108480223 GCAACAACAAGGCTTCCTTC TTTGGTTCCTATGGTTTGGG 228

Ai06B23449 Araip.B06 23449 c (AG)6gtggtaagtacaacagaagggtaaaactg(A)1051 108496410 108496460 CTTGTTTGGCCAATGATGGT ACCGAAAAGCTGACCTGAGA 129

Ai06B23454 Araip.B06 23454 p2 (TC)7 14 108510143 108510156 GAGATTGAATTTTGATGCAATTTTT GGAAGAGGTGGATGTTGCAG 229

Ai06B23455 Araip.B06 23455 p3 (CAA)5 15 108511952 108511966 AGGGTGGCGAGACACTTCTA GGAGAATACGGAGGGTGTCA 245

Ai06B23463 Araip.B06 23463 c (TAA)5caacaacgtcattttgtttatttttgtgctgc(A)1158 108519746 108519803 GCGGGGAATTAAAACTGATG CCAAAAGGCCAAAACAAATG 266

Ai06B23465 Araip.B06 23465 p3 (AAG)6 18 108522237 108522254 AAAATTTTTCAATTTTGACACCAA GGAAATGCCACGGTTAAGAA 213

Ai06B23470 Araip.B06 23470 p3 (TGG)5 15 108546077 108546091 GAATCCAGGAAATGCCTCAA CTGTGAAATTAGGCCGTGGT 209

Ai06B23475 Araip.B06 23475 p2 (AT)6 12 108554022 108554033 AGAGCACCTCTCTGAGCGTC CCTATGAAGTCAAGGCCAGC 231

Ai06B23483 Araip.B06 23483 c (T)10ctttctttttctatttttttg(AT)2173 108582548 108582620 TCACCTTGGGGAGTTTTGTC TTGGAAACAATGGTTGGGAT 272

Ai06B23484 Araip.B06 23484 c (TTAT)5gctggaa(AT)945 108585211 108585255 TTTCATTAAATTTAGCATTGGGG AACTGTGGGAACTTGGGTTG 230

Ai06B23485 Araip.B06 23485 p2 (TA)9 18 108628518 108628535 TACTTTGGGGCATTTTGTCC TGTGGGAAAAAGTGGGTTTG 234

Ai06B23490 Araip.B06 23490 p2 (TA)6 12 108654247 108654258 GCATAATAGAATCACAACAATCCA TGAATCTTAGGGTGGCCCTT 120

Ai06B23491 Araip.B06 23491 p2 (TA)6 12 108655507 108655518 CCAACTCAATTGTGACAGTGC TGGGTTTATCAACCTTCCCA 264

Ai06B23493 Araip.B06 23493 p3 (ATC)6 18 108670883 108670900 GCACATGCAGCAGTTACACA GATGACGACGACGATGACAC 273

Ai06B23494 Araip.B06 23494 p2 (GA)15 30 108674834 108674863 TGAATGACAGAGTTCCTGAATCAT CATTGTCAGTCGCTGTTGCT 220

Ai06B23495 Araip.B06 23495 p2 (GA)14 28 108675038 108675065 GGAGAAGGAGAGGGGAGAGA TACAACGCGTACCAGTCAGC 254

Ai06B23507 Araip.B06 23507 c* (A)10(AG)6* 21 108728293 108728313 AGTCAAACTGAATCGCGACC ACGATAGCAGTGACACGACG 234

Ai06B23509 Araip.B06 23509 p2 (CT)7 14 108736416 108736429 ACACCACCCCTTTCTCCTCT GTGGACCAAACGGACCTAAA 148

Ai06B23510 Araip.B06 23510 p3 (GAA)5 15 108736923 108736937 CGGTTTTGCGTGAAAAATTC CCTTCAGACTAAAATACCCTTCTCC 145

Ai06B23513 Araip.B06 23513 p3 (TTG)7 21 108749572 108749592 TCCATGAGATGGTCAAACGA TCCCTGGTGGCTATTAGTGC 226

Ai06B23523 Araip.B06 23523 p3 (TAT)5 15 108814135 108814149 TGGAGGCAAGTTAGGACGTT ACATGACGTTCGATGTCAGC 178

Ai06B23526 Araip.B06 23526 p3 (ATT)12 36 108821405 108821440 CAGGGAAAGGATTTGGGAAT GCCCCTAGCATTCCTCTTTT 276

Ai06B23527 Araip.B06 23527 c (ATT)14gtttatattttaaaattataattattattgttagaaatttaattgttctta(TAT)5tgatagaaatttaaga(AT)6136 108822360 108822495 TGGAGATAGTTCAGCTTAGGAACA TCGGGTATTTCATCGAGTCTTT 278

Ai06B23528 Araip.B06 23528 p3 (ATT)5 15 108826592 108826606 CTTGATTGGGTATGGTGCCT TGGTTAAAATCAAATGCAAAGC 215

Ai06B23531 Araip.B06 23531 p2 (TA)7 14 108836298 108836311 TCAGAGAAGAGAGAACACGGG GTCCGATTTGGAGGCATAGA 269

Ai06B23534 Araip.B06 23534 c (TC)6(T)10 22 108852515 108852536 ACTTTCGCGCAACTCTCTGT GATAAAGAAGCGCTTGTCGG 274

Ai06B23536 Araip.B06 23536 p2 (TA)7 14 108861304 108861317 ATACATTATCCCCCTTCCCC TGCTTGTCCTCAAGCAAAGA 260

Ai06B23537 Araip.B06 23537 p3 (CAT)5 15 108865809 108865823 CCAACTCTCAGGCTCAGGTC TTCTTGTTCATGTTGCCGTC 137

Ai06B23539 Araip.B06 23539 p3 (CAT)5 15 108882311 108882325 TCTTTTGCGCTTCCAATTCT TGTTGTCGTCGTCCAATGTT 170

Ai06B23541 Araip.B06 23541 p3 (ATT)5 15 108884762 108884776 ACAATGCCAAAGAAACAAAAA TTCAACGGTTTCCTAAATTTTCA 193

Ai06B23549 Araip.B06 23549 p3 (GAA)5 15 108910099 108910113 GAAGGAGAAGAACCTGCGTG GCTAACCTAGGGCTCGGACT 215

Ai06B23551 Araip.B06 23551 p3 (TGT)6 18 108913654 108913671 TGATTATGTTGTTGTTAGGCGTG AAAAACACATTTAAATAACATTGGC 279

Ai06B23553 Araip.B06 23553 p2 (CT)12 24 108921430 108921453 TTGACGTCACACACAACGAA ATTCAGGCAGAGGAGCAGAA 225

Ai06B23556 Araip.B06 23556 p2 (CT)11 22 108939510 108939531 GAACCGGACCATGCTTTTTA GGCGAGAGAGTTGGACAGAC 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B23559 Araip.B06 23559 p3 (AAG)6 18 108946578 108946595 GTGGCGTCTCATAGTGCTCA CCTCTGCAATGGAAGACAGA 255

Ai06B23561 Araip.B06 23561 p3 (AAT)6 18 108954436 108954453 TTTGATAATTGCAGCCGTCA CACCTCCCTCACTTGTTTGG 270

Ai06B23571 Araip.B06 23571 p3 (GAA)5 15 108975769 108975783 TGAGTGTTTGTGGTGGTTCC TCAATGCGTAAAGTCCATGC 102

Ai06B23572 Araip.B06 23572 c (AGA)5aggataagaagaagggcgaacatggccacgaccatggccatga(CAG)573 108980168 108980240 TCAAGGATAAGATCCACGGC AGCAGTAATGGCGGAGAAGA 146

Ai06B23573 Araip.B06 23573 c (A)15tcataattagtttattacagttacctatatatgtgagtgaagggagagt(A)1579 108980691 108980769 TGAGGGGCTTGGTTTTACAC ACAACCAAAGAAAACCACGG 236

Ai06B23574 Araip.B06 23574 c (A)10gataataaactagtctctagtacaaaatatgttctcaatttaaatcaacaagagcaagtgaaagataacacaatatatgcacttcatagtaatttttc(T)13121 108982522 108982642 TCTTCAAACTTAAAATGCAAGTCTTT TCAGCAACTCCTATCCCTGA 279

Ai06B23579 Araip.B06 23579 p2 (TA)6 12 109020964 109020975 TGAAGAAGCAAATGTCATCCA TAACCGCCCAATGATTTTGT 221

Ai06B23585 Araip.B06 23585 c (A)10ttagtgcaaaaatccaatt(A)10tataagaacctaattaaaaattttacaaaattatagagaccaaacaaactaattaaacctatattgtaattttggctttaaatcctcgtttcaataatt(A)11149 109040942 109041090 TGGATCCCTATAAAATTAAGCCAA TTGCTTTTATAAAGGGGAAAAA 253

Ai06B23587 Araip.B06 23587 c (TTA)5taaaaatagtcaaaacttttgtgtgtaatatactaaaatatatttaatct(ATA)580 109042940 109043019 TTTTAAAGCATTCTCTTTTTCAACA CGTCGGAAATATCCGTCTGT 277

Ai06B23592 Araip.B06 23592 c (A)10cac(A)10 23 109079593 109079615 GAACGTGAAATCACATCCGC TTGATTTGGCGAAGCCTAAC 100

Ai06B23593 Araip.B06 23593 p4 (TTTA)5 20 109084328 109084347 TCTTTTATTAAACTTAGCACTGGGG AAAAACTGTGGGAACATGGG 261

Ai06B23596 Araip.B06 23596 p2 (CT)7 14 109101263 109101276 TTGAACCTGGATTTGGGAAG TTTCTGACCCAGTTTTTGGC 192

Ai06B23597 Araip.B06 23597 p3 (AAG)5 15 109102164 109102178 ATCAAACAGAAGCAGCAGCA GCTTGATGGCCATTACTCGT 270

Ai06B23599 Araip.B06 23599 c (TA)6(TG)6 24 109104315 109104338 TAGCACGTGATGACCGTACC TGAGTGAACTTGTTCGATTCGT 237

Ai06B23600 Araip.B06 23600 p3 (ATC)26 78 109104523 109104600 TGAATTCTTGTCTACAAATGAGGC TCAACAAATGTTGGGTGTTGA 239

Ai06B23601 Araip.B06 23601 c (A)10gacgattttaatatttttcatt(A)1042 109105169 109105210 GGGCCAATTTTAAAGTCCGT AGTTTAGCGACTCGAGGTAAAA 248

Ai06B23602 Araip.B06 23602 p3 (AAT)5 15 109106103 109106117 CATCACAAGCACATTCAAAACA TTTTCTCCACCCCTTCACTG 132

Ai06B23614 Araip.B06 23614 p2 (GA)6 12 109165668 109165679 CGCTTGCCTCTTCATAGCTT CATGGGGAGTGGGAAAATTA 269

Ai06B23615 Araip.B06 23615 p3 (TCT)5 15 109168221 109168235 AGTTGATTTCCGTGGAGGTG TGCGTCCAAAATTTCTCCTT 233

Ai06B23619 Araip.B06 23619 p2 (AG)6 12 109204717 109204728 TCTTAGCCCCTTTTTGCTGA TGATGGAGACTGGATGTAGGC 250

Ai06B23620 Araip.B06 23620 p2 (GA)6 12 109205908 109205919 GCCTCTTCATAGCTTCTGTGC TACCAAGCATGGGGAGTAGG 269

Ai06B23621 Araip.B06 23621 c (T)12aac(T)11 26 109210684 109210709 TGGATCTGTCACTTTATGTTTGG ATTCGCTCCACTTTCGTGTT 269

Ai06B23623 Araip.B06 23623 p3 (GTA)5 15 109214694 109214708 CCAAACAACTTGGTGGAAGAG GATGGTGGCTGGTTCTTGTT 216

Ai06B23624 Araip.B06 23624 p2 (TA)7 14 109214946 109214959 AACAAGAACCAGCCACCATC CGAGAAGCAACGTCATTCAA 269

Ai06B23628 Araip.B06 23628 c (T)12atcaaaaaatgaagcgggttgagggaacgacatgaatccatatatccccaatacttttgaggaaaaatttccagagtcataa(T)12106 109217195 109217300 CATCCACGTAGAGGTTTTGGA TCCCGTAATAAACTCCCGTG 263

Ai06B23630 Araip.B06 23630 p2 (TC)6 12 109226985 109226996 TTTTCATTCTCACTCTCAAGCG TCCGAGACAAAGGAAGGAGA 107

Ai06B23633 Araip.B06 23633 p4 (AAAT)5 20 109238622 109238641 TGTCAGATCGAAGGAAACCA AAACTTTTTGTCATGAATGTTTAAGG 220

Ai06B23637 Araip.B06 23637 p3 (ATT)5 15 109256184 109256198 ATTGCGGAAGAAGGGAGAAT TCAACCTCGGTATTTTTCGC 134

Ai06B23643 Araip.B06 23643 p2 (CT)6 12 109280135 109280146 TTGATTTTCAAATTTGTTTCAACT GATGAGAGAGAAAGAGGATTTTCG 258

Ai06B23645 Araip.B06 23645 p3 (GAA)7 21 109298844 109298864 TGACAATCCAGCCACAAGAG AACTGAAATCGGACCAATCG 153

Ai06B23647 Araip.B06 23647 p5 (AACCA)5 25 109303056 109303080 TCGGTTTGTCGATTTCAATG TCATTAGGGGTGTTCGTGGT 255

Ai06B23651 Araip.B06 23651 p2 (TC)11 22 109312620 109312641 ACCCGAAAGGTATGAGACCC ATCGGAAGTTATGTTTGGCG 198

Ai06B23657 Araip.B06 23657 p2 (CT)12 24 109346342 109346365 GCTCACTAAGGAATGTGGTGC GCAGTCAGCAAGTTGGAATG 232

Ai06B23660 Araip.B06 23660 p2 (GA)6 12 109366073 109366084 CTTCCTGTGGAAGACCAGAA CCTTGGTGTTTTTCCTCCAA 243
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Ai06B23664 Araip.B06 23664 p3 (TAT)5 15 109421102 109421116 CACCAAGCAACCCCATTTAT CCCCGTACTGGGTATTTCAA 235

Ai06B23667 Araip.B06 23667 p2 (GA)8 16 109435235 109435250 GGGGGAAGAAGAAAAGAAAA ATGAAACGGGTAACACGACC 267

Ai06B23670 Araip.B06 23670 p2 (CT)6 12 109446779 109446790 TTGATTTTCAAATTTGTTTCAACT CGGATTTTTGGTGAGTGAGG 280

Ai06B23671 Araip.B06 23671 p3 (TAT)5 15 109447074 109447088 ACCAAAAATCCGAACCCTCT TTCTTGTCCTTGCTCCTGCT 163

Ai06B23672 Araip.B06 23672 p3 (TTC)5 15 109449023 109449037 TAAAACCAATTTCCCACCCA CGGTCTTAGGTGCCATCAAT 276

Ai06B23674 Araip.B06 23674 p2 (TG)15 30 109461822 109461851 CGCTCGCGATTTTCTCTTAC TAGGCAGTTCCATCCCTCAG 234

Ai06B23680 Araip.B06 23680 p3 (TTC)5 15 109493940 109493954 ACACAACTCCCTCTTCCCCT AGTGGTCTTGATGGGCTTTG 276

Ai06B23682 Araip.B06 23682 p3 (CTT)6 18 109513391 109513408 ACACCCCTCTACACCCCTCT GCTTTTGTCTTCCCTTTCCC 213

Ai06B23686 Araip.B06 23686 p2 (TC)6 12 109550303 109550314 TTCCCCTTTCCTCCTTCTTC TTGCAACAATCCACAAGCAT 256

Ai06B23687 Araip.B06 23687 p3 (ATT)5 15 109554602 109554616 CCTCCGCTAAGACTTCATCA TCTCCTTTCAATCATCTCCCA 258

Ai06B23688 Araip.B06 23688 p4 (AAAT)6 24 109556517 109556540 CCTTACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 248

Ai06B23689 Araip.B06 23689 p4 (TTTA)6 24 109579082 109579105 CCATGATGGAGAAAGGGAGA TTTCGAAAACAAGGAGCATT 279

Ai06B23692 Araip.B06 23692 p5 (AAGAT)5 25 109627090 109627114 ACACAGCCCAATCTAATGGC CCTGGGTGCTCCAGTGTATT 162

Ai06B23696 Araip.B06 23696 p3 (TGA)5 15 109654060 109654074 TTCTTACCACTGACCCCACC AGAACCGAACCCAGAACTCA 254

Ai06B23697 Araip.B06 23697 c (GGT)5tctggttctgagttcttatgattcc(ATG)9gtgatggtggtaggtggtgggtggtggtgggt(GTG)5114 109654222 109654335 TTGGTTGGTGTGATGCAGAT TTCCCCAAAATCATGAAAGC 202

Ai06B23698 Araip.B06 23698 p2 (TA)6 12 109655550 109655561 TCTCCATGTCTCATGCTGCT TTGAAAGTGTTAGAATAAGAGTACGG 186

Ai06B23708 Araip.B06 23708 p2 (AT)9 18 109727459 109727476 CGCGTTTTGTTTCTCCATTT ATGACAGAGCCAGAGCATGA 277

Ai06B23711 Araip.B06 23711 p3 (TGT)5 15 109750305 109750319 GGTGAGGACCTTGGTTTTGA CCAAGGCTGCTCCTAACTTG 223

Ai06B23712 Araip.B06 23712 p3 (TGT)5 15 109756659 109756673 CTGCCTTACGCCTAACTTGG TCGAGCTTCAGAGGTCCAAT 233

Ai06B23719 Araip.B06 23719 p3 (AAT)9 27 109788059 109788085 CGCACTGACAGAAAGATTGTG GACAAAGGCTTTCACGGTTC 269

Ai06B23720 Araip.B06 23720 c (T)16aattttctatatattttgttttcaacattcatatggagaaccgaattcaagccaaaatcatagaaacagtgtgaatcgagtgtcggag(T)11115 109788292 109788406 GCCTTTGTCCACGTAACAAGT TCCATGGCTTCACTTCTACTGA 278

Ai06B23721 Araip.B06 23721 c (GGA)9(CGA)7 48 109791143 109791190 GTTCAGTGCCACGTCATCAG AGGAAATTCAGCCCCAAATC 174

Ai06B23724 Araip.B06 23724 p3 (AAT)5 15 109801190 109801204 TGTTCATGCTTTTGATTTGATG AACGGTTTTGTCACGGTAGG 268

Ai06B23726 Araip.B06 23726 p3 (CCT)11 33 109816180 109816212 CTCACCCCTCACTCGTTTGT TGCAACGTAACCAGATCGAA 232

Ai06B23727 Araip.B06 23727 c (AAG)14cacggg(AGA)563 109818081 109818143 ATGAAGAAGAAGGAACGCGA AAATGTGAAATACACGCGCC 225

Ai06B23728 Araip.B06 23728 c (TA)6actaacccgaaaaaataactnnnnnnnnnnnnnnnnnnnntcctagtcac(A)1072 109818415 109818486 GGCAACACGTATCTTATTTATTTGA TGCATGTGGTGAAGAAAGTGA 238

Ai06B23729 Araip.B06 23729 p2 (TA)6 12 109818802 109818813 CCAAATGAGTTGGTCCGAAT GCCTGCAAATTAATGAAACGA 124

Ai06B23730 Araip.B06 23730 p3 (GAG)5 15 109819952 109819966 GGTGTGGCTACCGTTCTTGT GATGGCACTGCTGTTCTTGA 158

Ai06B23735 Araip.B06 23735 p3 (ATC)5 15 109839605 109839619 ACCCTCTCTCGTACACGCAC AGAGAGGTTTTGGAGTGGGG 175

Ai06B23736 Araip.B06 23736 p2 (TA)17 34 109852521 109852554 ACTTCTGGTTGTCAGGCTGC TGATTTTGATCACAACAAAAGG 244

Ai06B23737 Araip.B06 23737 c (TA)16ttaatctttttatatta(AT)1273 109856870 109856942 CGTACGCGTGAATGGTCATA CGTACGCGTGAATGGTCATA 256

Ai06B23738 Araip.B06 23738 p2 (TG)7 14 109859352 109859365 GTGCCTCGACAATGGAGAAT GCGAAATCAAATAGCAACGA 271

Ai06B23742 Araip.B06 23742 p2 (TA)6 12 109863724 109863735 CCATCACCTACGCAATTTCA AACTCCAAATAGCCACTGAAAAA 271

Ai06B23749 Araip.B06 23749 p3 (TTA)6 18 109903432 109903449 TTTCCTTTTATTTTTCCATCTTCG CCCACTTCAAAACTCATTCCA 262
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Ai06B23755 Araip.B06 23755 p2 (TC)7 14 109933869 109933882 CTTTCCTCTTCCTCCCCATC TTTTTGCGGTTATTGTGGGT 256

Ai06B23756 Araip.B06 23756 p3 (TTC)6 18 109934484 109934501 GGCGAAGAGGAAGAGAAGGT TCATCCCTTCACAGCAATCA 266

Ai06B23757 Araip.B06 23757 p2 (GA)6 12 109938909 109938920 CGGCTAAAACCAAAGGAAAA GTAGGGTCAAGACCAAGGCA 227

Ai06B23760 Araip.B06 23760 p2 (AT)7 14 109946080 109946093 CAATGAGAGCACAAGGGTGA TTGGTGAAGGTATGCTGCTG 208

Ai06B23766 Araip.B06 23766 p2 (AT)8 16 109973622 109973637 GCGGAGATCAGATGTGACAA GGCCGATGCTTTTCTAACAA 273

Ai06B23767 Araip.B06 23767 p2 (AT)6 12 109975420 109975431 AAGTGGGTGAAGGGTTGAAT TTTTTGGGGGTTTTCGTACA 185

Ai06B23770 Araip.B06 23770 p2 (AT)7 14 110007277 110007290 GGATTTCGATTGAAAAGAAAAA TCAAACAAATTGTAATTTCAGGAGA 256

Ai06B23772 Araip.B06 23772 p3 (AAG)11 33 110009493 110009525 GAAGCATGATCTGATGCGAA AGATACCACCCTCCTCCTCC 269

Ai06B23774 Araip.B06 23774 p2 (TA)11 22 110016394 110016415 GTCGCATAGCTCTTTTTGCC CCATGAACTTCAGCCGATTT 247

Ai06B23775 Araip.B06 23775 p2 (CT)7 14 110019902 110019915 TGGGTTGGATACGATTGAGA TAGCATTTTGTCGGATGCAC 216

Ai06B23778 Araip.B06 23778 p4 (AAAT)5 20 110036185 110036204 GCCAAAGGCAATCCTAGAAC GTGGGACAGCGGTGACTAAT 142

Ai06B23789 Araip.B06 23789 p3 (AGA)7 21 110059217 110059237 ATTGGATGGAACCAAATGGA TTTCTTTTTCTTCATGGCGG 187

Ai06B23791 Araip.B06 23791 p3 (TTC)5 15 110064137 110064151 ACCAAAATCGTACGGAGGTG CTGCAAAGGGGAAAGTGAAG 109

Ai06B23793 Araip.B06 23793 p3 (TCT)5 15 110068893 110068907 GGAATTCCATGCTCGAAGAA TGGGTGGAGCTTATTTCCAG 256

Ai06B23795 Araip.B06 23795 p2 (TA)6 12 110082181 110082192 ATTTTCGATGGAGCGTTCAC CAGTTCCTACTGCTGAGGGC 277

Ai06B23799 Araip.B06 23799 p3 (AAC)6 18 110094968 110094985 TCAAACCGAAAATTATTAGAAACCA TGGCATCGTTTGATTCATGT 183

Ai06B23802 Araip.B06 23802 c (T)10gcatattttttc(T)1032 110110378 110110409 TTCACTTGACACCTTCACGC GCAGTGAACACAAAGCTTGC 231

Ai06B23803 Araip.B06 23803 p2 (TA)6 12 110114086 110114097 GGTTTATCAACCTCCCCACA TTTCCATGTTCCCTGCTTTC 274

Ai06B23805 Araip.B06 23805 p2 (GA)7 14 110126430 110126443 CAGAGAGGTAGAGAGGGTTCG GAAAACTCCTCACCACTTTTTCA 243

Ai06B23811 Araip.B06 23811 c (CT)6ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccctccatctcctccata(TCT)6103 110163545 110163647 AATGGGTGCAGGGATGTAAA CGGTCTTAGGTGCCATCAAT 277

Ai06B23815 Araip.B06 23815 p3 (TTA)5 15 110175425 110175439 AAGGAAAGGGCTTCATCCAT GTAGAATGAGCCACCGAGGA 214

Ai06B23819 Araip.B06 23819 p3 (TTC)6 18 110201133 110201150 GCATTTAAATTCATCCAAGCAA GGTGAAGAAGAAGACGACGC 144

Ai06B23820 Araip.B06 23820 p3 (GAG)6 18 110201753 110201770 AGCACTTGCGTCCTTTCAAT CGCGCTGATCTTCTTCTTCT 237

Ai06B23822 Araip.B06 23822 p4 (TAAA)6 24 110213912 110213935 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 205

Ai06B23831 Araip.B06 23831 p2 (TA)7 14 110288679 110288692 TCAATTAAACTGTGTGTTATTTTGTCA GCCCTTTACTTCTCTATCGTCA 219

Ai06B23833 Araip.B06 23833 p3 (TGA)5 15 110292163 110292177 AGATGCCTCATATCCGCAAG CTCCGTCCTTGCCAACTAAT 253

Ai06B23834 Araip.B06 23834 p2 (AT)11 22 110294676 110294697 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTCGAGCA 251

Ai06B23835 Araip.B06 23835 p3 (TTA)9 27 110297455 110297481 ATTTTTGTAAAGGAGGTATGAATTTT AGAATGACACGCTTTTGGCT 275

Ai06B23839 Araip.B06 23839 p2 (TA)6 12 110301691 110301702 TGTCGGTGCTGTTGAGAAAC TTTTGATTTCGAACGTGTGC 238

Ai06B23846 Araip.B06 23846 p4 (AAAT)6 24 110352131 110352154 AAAAAGGGTGTCCGACCTAGA TGGACTGTAAGTACATGTGACTGTTT 278

Ai06B23854 Araip.B06 23854 p4 (GTTA)6 24 110381549 110381572 CATCCGCCATCATCTTCTTT GCATGAAGAACTCAATACCAAGC 257

Ai06B23855 Araip.B06 23855 p5 (AAGAT)5 25 110381996 110382020 ACACGACCCAGAATCCAAAG TAGCGTGGGCTGATCTTTCT 139

Ai06B23856 Araip.B06 23856 p3 (GAA)5 15 110389996 110390010 GCCCTCGAGCAATAAACAAA ATATGGCCGAACCTTAACCC 172

Ai06B23862 Araip.B06 23862 p3 (CAT)5 15 110410503 110410517 AATTGTAACCGGGTCAGCAG CGGTGAAGGTGTTGCAAGTA 217
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Ai06B23868 Araip.B06 23868 c (A)10gaaaaaaataaacttaaaaatt(A)1042 110417494 110417535 GCAAGAAAAGCAAAATCACG ATTACCACTATTCTTCTTGGATATGTT 256

Ai06B23870 Araip.B06 23870 p3 (GAG)10 30 110426223 110426252 AGAGGAGGTCCCCAAGTTGT GTCCAAGACGCCAAGAAGAG 129

Ai06B23872 Araip.B06 23872 p3 (ATT)5 15 110440474 110440488 GCGACTGTGTGCGTTTGTAT GCACACAAAATTAGATCCAAAATG 263

Ai06B23874 Araip.B06 23874 p3 (ATT)7 21 110442100 110442120 TGGTTCTAGTGCAAGTGGGA ATGGTGGTGGAGTGAGTTGG 279

Ai06B23876 Araip.B06 23876 c (T)11cgtaaaaaaagt(A)1033 110462825 110462857 ATGACCCCAAAGTCCTCCTG AACTCTCTCTCTCCCTAATTTTCG 269

Ai06B23878 Araip.B06 23878 p2 (AT)11 22 110466808 110466829 TGATAGACGTAGGTCAAAAGAAAA ATTGGGGCATTAGTGATTCG 230

Ai06B23879 Araip.B06 23879 p2 (AT)6 12 110471561 110471572 TGGCTCTTGAAAGAATGATGG TCTTTTTGCCTTGGATCACC 127

Ai06B23880 Araip.B06 23880 p2 (TA)7 14 110474200 110474213 CCGATAATCAAAATCCGAAA TTCTTGGTTCTCTTGGAGTGC 214

Ai06B23881 Araip.B06 23881 p3 (CTT)8 24 110480278 110480301 TGCAATGCAGGTTACTGCTC GAACCGTCCTAGTCTGCACC 149

Ai06B23882 Araip.B06 23882 p2 (AT)6 12 110482947 110482958 ACCGGGCACCTATCCTAAAG TTCTCTCATAACCAGCGCCT 186

Ai06B23885 Araip.B06 23885 p3 (AAT)7 21 110487587 110487607 TCAGGGTGACCTTGTATCCC GCTTAGGTTGAAGGGGTGTG 205

Ai06B23888 Araip.B06 23888 p2 (TA)8 16 110492809 110492824 TGAATAGCGGCGGAAAATTA TGGGAGTCTGGTTGAGGTTT 243

Ai06B23889 Araip.B06 23889 c (A)10taaaaaactctccttttcttctcttatcatcttcttcccctttttcttcctcctcttctcctcctttctcttcggtcaccatcatctc(CAT)5113 110493049 110493161 AAATCAGTCCCTGTTCTCGG TGCGGTGATAGTCATGAAGG 267

Ai06B23894 Araip.B06 23894 c (CT)6tgaactatttctccctctcccttctctctctttctctct(CTC)566 110510882 110510947 TCCTTTCCTCTTCTCCTCCTC TCTCTCCCCCTCTTTTCTCC 227

Ai06B23896 Araip.B06 23896 c (GA)6ggaatgaagggggagagagagggagatgagggg(GA)1677 110511586 110511662 AGAAAGAAAATGGGAGAGCG CTCTCCCTCCTCCCCCTC 218

Ai06B23899 Araip.B06 23899 c (T)11actaaaatcttaatttttcttctaa(T)1046 110518690 110518735 GCCTTTTGGTTTTAAGGGCT TTGTTGGCTCTTGAAAGAATGA 196

Ai06B23901 Araip.B06 23901 p3 (TAT)10 30 110523561 110523590 TTATCAAAATATGGTGATGAAGTACC TTGTTCTATAATATGTAGCCCAAAAA 273

Ai06B23904 Araip.B06 23904 p2 (TG)24 48 110557164 110557211 GGACACCTAAAGCGAAGTGG AACTAAACCCGCGAAGTCAA 254

Ai06B23906 Araip.B06 23906 c (T)12cctgtgagaagttttcatctagggttggcgatctagctgaaatttctttc(T)1375 110566932 110567006 CATTTGTTCCCCCATTTTTG ACAACAGCATCGTATCACCG 200

Ai06B23910 Araip.B06 23910 p3 (CTA)6 18 110575497 110575514 GAGCTAGGTAAAAGTCGTAATTCCA TGACACTTGGATGTAAAACACG 268

Ai06B23912 Araip.B06 23912 c (GGAG)5agagg(GA)13ggaatggtgctgcggcagtgaggagg(GA)12101 110576131 110576231 CCTTAATTCGCTCAACCAACA GTCAGCCGTGAACCATCACT 278

Ai06B23914 Araip.B06 23914 p2 (TA)6 12 110581053 110581064 ATGAATGCCTGTCCTATGGC TCTGGGTAAAGTACCGTGGC 249

Ai06B23915 Araip.B06 23915 p2 (AG)6 12 110584912 110584923 GAGAGAAGGAGGGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 234

Ai06B23916 Araip.B06 23916 p3 (GCT)5 15 110590814 110590828 ATGAGGAGCTAAGTGGGGGT GTCATCGGTTTGTGACAACG 269

Ai06B23917 Araip.B06 23917 p3 (TTC)7 21 110605522 110605542 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 152

Ai06B23920 Araip.B06 23920 p2 (CT)9 18 110636877 110636894 ACGTTGGAAGCTCCTGTGAT ATCATGTTGCCGCTAGGAAG 121

Ai06B23922 Araip.B06 23922 p2 (AT)8 16 110654216 110654231 CCGAATTACCGCTCAAAAGA CGATGTTCTCACTCCCCTACA 254

Ai06B23924 Araip.B06 23924 p2 (AT)9 18 110655066 110655083 AAACCCTTGGACTGTCCTCC CAGAAATGGTACCCCCATTG 104

Ai06B23927 Araip.B06 23927 p2 (TG)12 24 110661252 110661275 TTCTCCTCCCACTCAACACC CTTCTTTCTCACCGCCGTT 227

Ai06B23930 Araip.B06 23930 p3 (CTC)5 15 110662870 110662884 CATCATTTAGTTGAAAATAACACGG ACGACCACAACGACAATGAG 181

Ai06B23944 Araip.B06 23944 p3 (TTA)5 15 110727936 110727950 CAAACAAGATGGAGCCAAAGA CCCTCCTTTAATTTCCTTCTTCA 280

Ai06B23951 Araip.B06 23951 c (TC)6(TA)9 30 110751826 110751855 TGGGAATTTGGGTACCTATTCA CCCACTTTTGCATCACACAC 245

Ai06B23952 Araip.B06 23952 p4 (TATT)5 20 110756587 110756606 CGTGGGATTAGCAACGAAAA ATGGTGAGCCAAGCAAAAAT 280

Ai06B23956 Araip.B06 23956 c (T)10aaaactcagatgccctgttattta(T)1044 110767395 110767438 TTGAAAAACTGAACCTGAAGCA TTTCTTCCCCTTTCCCCTAA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B23960 Araip.B06 23960 p3 (AGA)5 15 110782205 110782219 TGCCATTGATGGTTATGGAA ATCTTTTTCCCACCCAAACC 266

Ai06B23964 Araip.B06 23964 c (CTC)6cttcttcttcccaccaccaaccca(TTC)24114 110797582 110797695 TCACAGTGAGCGAAAAATGC CTTTCTTCCTGTGCGTCCTC 231

Ai06B23971 Araip.B06 23971 p2 (TA)6 12 110817394 110817405 TCACCTGTAAAGCGTAGCCA TGTTCATTTCAATACTTTTGGTTAAT 279

Ai06B23972 Araip.B06 23972 p4 (AAAT)6 24 110826947 110826970 CTTAAGCGTGGATTGCACC TGCAATGAATAAAAGTATGCAAATG 247

Ai06B23974 Araip.B06 23974 c (A)10tgtgaaaaaaaatgtagaaaaagaaatagaaaaataaaagcaaaaa(AT)1484 110828504 110828587 CTTGGGACATTGGTTGAGGT TGGGACATTTTGTTCCCTTC 251

Ai06B23975 Araip.B06 23975 p2 (AT)12 24 110835086 110835109 AGTTCTTCGCTGCCATGAGT TCTCTGGATTTCCCAGAACC 180

Ai06B23978 Araip.B06 23978 p2 (TA)6 12 110839329 110839340 GTTGGACCCGCTGATAAGAA GTGGCGTGGAGTGAACCTAT 182

Ai06B23980 Araip.B06 23980 p3 (ATT)5 15 110852064 110852078 TGAATGGCAAGGAATCAGTG TCAGCATAGGGATGCTCTCC 271

Ai06B23982 Araip.B06 23982 p3 (TGG)5 15 110853752 110853766 CTGTGGAACGACTGAACGAA CTACTGCCGCTCAAATCCTC 239

Ai06B23987 Araip.B06 23987 p2 (AG)6 12 110860857 110860868 GGACAATTGGCACTCAATCA TGCCGCAGAATGATACAAAA 274

Ai06B23992 Araip.B06 23992 p4 (TTTG)6 24 110878325 110878348 CCAAGGTACACACATTGATGC TGATTTTGCGAGTTGCCATA 206

Ai06B23993 Araip.B06 23993 p4 (ATTT)5 20 110878961 110878980 TTGGAACTCGGAAGCTTGTT TCCATTGGTGTCTTTTGTCG 195

Ai06B23997 Araip.B06 23997 c (T)10ctattattctcctctctagcc(T)1142 110888135 110888176 TCTCTAACCCACCACTGCAA TTCTGACACCAAACACACTCG 142

Ai06B23999 Araip.B06 23999 p3 (TAT)6 18 110889047 110889064 GCCAACAGGGAGGAGAGTTA AGTCAGAGCACAAATGGCCT 194

Ai06B24006 Araip.B06 24006 p2 (CT)18 36 110909115 110909150 TGGCGTGTGAACTGTTGTTT GCAAATAGAGCTCCGACCAG 212

Ai06B24012 Araip.B06 24012 p3 (AAG)6 18 110948911 110948928 CATAGGGGACAAAAGTTTCCA TGATGAATCAAAATGTGTCACG 236

Ai06B24013 Araip.B06 24013 p2 (AG)9 18 110949297 110949314 GGAAAGGAGTTTATTAATTTTGGAA TCACATGTCATTCTGTCATTGC 279

Ai06B24016 Araip.B06 24016 p2 (TA)26 52 110959250 110959301 CAAAATCCAGTGAGGGTTCAA GCAATTGAGATGGGAAAGATTC 222

Ai06B24017 Araip.B06 24017 p3 (TTA)7 21 110965310 110965330 CCAGTAAACTCCAACGCACA TGCGCATATTCCAGATGTGT 230

Ai06B24019 Araip.B06 24019 p2 (AT)7 14 110968151 110968164 TTCTGTGGCTATTGAGGTTTGA TCATTGGAGGATCTGAAGGC 242

Ai06B24022 Araip.B06 24022 c (CA)9(CT)14 46 110977439 110977484 CCCTCCTTCATTTTTGCATC CAATGGAGGCTACTGGTGGT 223

Ai06B24026 Araip.B06 24026 c (T)15gtctcacttaaagaatataaagtgaaagatcacattttaccaaacattt(A)10ttgaaataatccatttttactatcaagtcatcgatgcattagtccag(A)10131 111007711 111007841 TTGTTGATGCTTCAATAGGGTT AGAATACGGTGTGTTAGCGG 260

Ai06B24028 Araip.B06 24028 p2 (GA)7 14 111011411 111011424 ATAGAGGCGATGGTGACGAC TTCGACAGTAAATTTGGGGC 223

Ai06B24034 Araip.B06 24034 c (A)10tgttggctatctagaatttctctaaaataaaagagaattcttcgaaattgaaatt(A)1075 111029218 111029292 GCCTCCTCTCGCATTCTAAA CAGTTTTGATGGCAAATGCTT 252

Ai06B24037 Araip.B06 24037 p3 (TTC)5 15 111050622 111050636 TAGCATATGGCCCCAGAGTC CTTGGTGTTTTCCCTCCAAA 267

Ai06B24038 Araip.B06 24038 c (GAA)21a(AAG)5aacctacgagtagcgcaaatttgaaagaaga(AGG)6128 111051024 111051151 AAAAACCAATTTCAAAGCCC ACCAAAATCACAAAGGCCAC 267

Ai06B24039 Araip.B06 24039 p3 (GAA)18 54 111051428 111051481 AGCATGCAGCAATTATTCCC TTCTCTGCTCGCATTCTTCA 224

Ai06B24042 Araip.B06 24042 c (AGT)20aacagaagagnnnnnnnnnnnnnnnnnnnnnnnnnaggagagggaggaggaaaagaaaagaggagaagaaattcaaagg(A)10149 111069457 111069605 GAACTTGCATTATACATTTGTTTTCG TCCTCCTCCTTTTCCCTCAT 271

Ai06B24044 Araip.B06 24044 c (A)10tgacatgacaaacaaaaatgattatagttacaaaagctccaataattattat(A)10gccccaacagttattattataattttaaaaagtatcttcttactcatggtgcttctatcaataaacaac(ATA)5156 111076808 111076963 TTTGACAAAAGTGACCAACTATCA GAATGAGTTGGATTTGAATTTGA 249

Ai06B24046 Araip.B06 24046 p2 (GA)8 16 111082598 111082613 TGATGGAGGTGATTGGTGAA ACAGGCTACAGTCTGGCGTT 262

Ai06B24050 Araip.B06 24050 p2 (AT)10 20 111090868 111090887 AAAACGAACAAATAATGCACAAA CTCCGATCTGCAACGGATTA 236

Ai06B24052 Araip.B06 24052 p2 (GA)6 12 111094552 111094563 GACCTGGGAAGCACATGAGT CGACCTCCTCCTTCCTCTCT 218

Ai06B24055 Araip.B06 24055 p2 (AT)6 12 111099528 111099539 CAATATCTCTGCGACTGCGA GCATTCGAGTCATTTTTCTGTTC 278

Ai06B24056 Araip.B06 24056 c (T)12aattattttcttacatctaatttatattccttttttttcccattttttttaaggaagg(T)1080 111120562 111120641 TAGCTTGCGAGGTGGTCTTT AGAAACTCTGGGTCCAATGC 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24059 Araip.B06 24059 p2 (GA)8 16 111156708 111156723 CCGAATTCAAAAGAAGAGAAAA TTTTCAAAACACCCTAACCACC 218

Ai06B24068 Araip.B06 24068 p2 (AT)7 14 111178134 111178147 GGGCATAAGCCCATGACTAA GCGCTTCACTCAAAGGAATTT 270

Ai06B24080 Araip.B06 24080 p2 (CT)9 18 111215100 111215117 GCTCCACGATCTCCATTCAT AACTCCCACAACCCAATCAA 273

Ai06B24083 Araip.B06 24083 c (A)10ttaacgtataggaatccaattgaaaagaaaaaagtataaagatctaattaaaaattcaataaaattataggaacctagagaataattaaaccaaaat(A)10117 111220480 111220596 CAAACATTTTTGTCACGACAGG CAGTGCAGAAAAGGGAGAGG 237

Ai06B24088 Araip.B06 24088 c (A)10ttggtaaataaagttttatttctttcaagaaataaag(T)1259 111227963 111228021 GGTCAGCTAAACCCTTGACG CATTTTGCAATTGTGATGTGTG 260

Ai06B24089 Araip.B06 24089 p2 (TC)8 16 111229434 111229449 TGAATTCTTTCACACTTTACCCC TTTTTGTCACCAAACTATTATGCAA 230

Ai06B24093 Araip.B06 24093 p2 (GA)6 12 111249580 111249591 TGCATCATTGACGCGAGTAT CCTCTTCCACCCAAAATTCA 183

Ai06B24094 Araip.B06 24094 p2 (CT)9 18 111249887 111249904 TGTATCTACTCGCTGCCCCT AGCTCTTGAGGTTGCATGGT 115

Ai06B24098 Araip.B06 24098 p3 (TTC)5 15 111255487 111255501 CTGGGTGATAACATTGCCCT ATGCAAGGAAGAGAAGGGTG 217

Ai06B24101 Araip.B06 24101 p2 (CT)6 12 111266055 111266066 GGCTACGCACCAGAAATTGT AAGGAACATTAAACCTGGATCG 259

Ai06B24102 Araip.B06 24102 p3 (AAT)5 15 111271010 111271024 GAAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 215

Ai06B24104 Araip.B06 24104 p2 (TC)9 18 111280588 111280605 TACAAGGACCGGTTTTCCAA GCTCGGACAGAGAAGGTGAC 260

Ai06B24105 Araip.B06 24105 p2 (AT)10 20 111283751 111283770 TCAACGGTGGTGAGGTATCA TAGTCGGCCTTATTTTCGCA 233

Ai06B24106 Araip.B06 24106 p4 (ATAG)5 20 111285622 111285641 CAAAACTGGACCCCTGTCAT CCTTTTTGGCATCAGTTGGT 253

Ai06B24107 Araip.B06 24107 c (T)19annnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaaagaatggcaaagtaacgaaacaaaagaaaagtacagaa(T)15114 111288383 111288496 ATGTATTACCTGCTTGCCGC GGCTCTTTGTTTTGCTTTCG 271

Ai06B24109 Araip.B06 24109 p2 (TA)7 14 111315753 111315766 GCATGCATGTCTTGTCTAATAATG CCCCATTTGTATCCAATAGATTTT 274

Ai06B24110 Araip.B06 24110 c (AC)7aatgtattaatgtaaagtttattatgctgtcatggattgttaattaaaaagaattgattttttcagac(A)1092 111317638 111317729 TTGGCCGAATACATCTCTCC GCTTTTGTCTTCCCTTTCCC 196

Ai06B24112 Araip.B06 24112 c (T)10gggcttaggcccttcaatcaccaaa(AT)749 111325434 111325482 CTGCACCGCACAATTACACT CATTCATCTCCCTTTGGTGC 220

Ai06B24115 Araip.B06 24115 p2 (AG)9 18 111332283 111332300 GGTGCAGGTGATGAAACCTT AGCCCCTGCATATTTTCCTT 144

Ai06B24116 Araip.B06 24116 p3 (TGA)5 15 111333833 111333847 TGTACATAAAAGGTGCGCCA CCACCGCTTTCAACATCTTT 135

Ai06B24117 Araip.B06 24117 p3 (ATT)5 15 111334001 111334015 AAAGATGTTGAAAGCGGTGG TGGCGGAAATAATGGGAATA 216

Ai06B24119 Araip.B06 24119 p3 (TTC)7 21 111336762 111336782 TTTGCGTTTCTCATCCTCCT TCGGCTGCTTCTTCTTCTTC 259

Ai06B24120 Araip.B06 24120 p3 (ATG)5 15 111337318 111337332 TGTAGGTTCATCCCCTTTCAA TTCTTCCTCCTCATCTTCTGC 214

Ai06B24121 Araip.B06 24121 c (AAG)5(ATG)5 30 111337695 111337724 GAATGTAGGTTCATCCTCTTCCA TCCTCATCTTCTGTTGCTGC 219

Ai06B24122 Araip.B06 24122 p2 (AG)6 12 111345796 111345807 AAGGTTTTGGCACAAAGTGG GCTCAAGTTATGGCTCTCGG 218

Ai06B24123 Araip.B06 24123 c (A)10gggggtatatacg(A)1033 111350555 111350587 TGAAGCAAGAAAAAGCAGCA AACCATTGATGCTCAAAGCC 185

Ai06B24124 Araip.B06 24124 c (TA)6(TG)34 80 111353272 111353351 AAACTCCGCAAGCTGTGACT GGCACGAACAGAACAAGACA 221

Ai06B24125 Araip.B06 24125 p2 (TA)11 22 111353489 111353510 TGTCTTGTTCTGTTCGTGCC GCTCACGAGGACAAACCACT 265

Ai06B24127 Araip.B06 24127 p2 (TC)6 12 111358925 111358936 GCAACGGTATAAAAGGCGAA AGCAGGAGAGGAGGGAAGAC 200

Ai06B24128 Araip.B06 24128 p3 (ATT)15 45 111366657 111366701 ACACGAAAGAGCAGAGAGGG ATCAAAGTGCCCAAGCAATC 254

Ai06B24131 Araip.B06 24131 p2 (GA)6 12 111375502 111375513 GACGAAAGTTGTTAATGGCCT CCCATGTTTCCCCTCACTT 280

Ai06B24132 Araip.B06 24132 p3 (TAT)6 18 111381506 111381523 GGTTTAATGGCTGGCAGGTA AGGGACTCAATTAAAAGGAAAAA 208

Ai06B24133 Araip.B06 24133 c (A)10ttggtgtaggaattcaattaaaaggaaaaaaagtataaggatttaattgaaaatttcgcgaaactatagggactaacatagtaattaaact(TTA)7122 111383186 111383307 TCAAACGGTTTTGTTACGGT TGGTTTGTTTCACTCATCATCA 217

Ai06B24136 Araip.B06 24136 p2 (TC)9 18 111394780 111394797 TTGGCTTTTTCTGCTTGCTT TGGCTCTTGAAAGAACGATG 165
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Ai06B24139 Araip.B06 24139 p2 (TC)20 40 111407640 111407679 ATCGGCAGTAAATTCGATGG CCGAAAATGTCGTTAAGGGA 274

Ai06B24142 Araip.B06 24142 c (A)11ttgtgttgaccttcaaaatatatttatatgtttttcttcaaaatttatgtgtttatggtaaacatatttctgcatttaattga(T)13107 111419529 111419635 TTCATTAATGGTGTTTAGAAGATCC GAATAATTTAGGCCTTTAGGGAGAA 270

Ai06B24147 Araip.B06 24147 p2 (AC)16 32 111464881 111464912 AGGAGCCTTGAAAAATGGGT TGGAGAGGCAGGACTTTGTT 275

Ai06B24148 Araip.B06 24148 c (TG)6atgtgagttttggtgt(TG)742 111468876 111468917 CGTCGGTCTTCCTCTCCTTT CTCTTCCTGCCACTCACTCC 153

Ai06B24150 Araip.B06 24150 p3 (TGG)13 39 111470401 111470439 AGGGGGTAGTGGTGGTTGTT TTTTTGCTCCAAAATGGTCC 252

Ai06B24151 Araip.B06 24151 c (AAG)5gatccaaaaattcaatccataaacaattcacttaatcaattcacaaataaaccaatatggaagaagag(GAA)7104 111473621 111473724 AAATTTTGGCAGAGTTTCATCT TTTGTGAATTGATTAAGTGGATTG 235

Ai06B24152 Araip.B06 24152 p3 (GAT)5 15 111474435 111474449 GGTGTCGTTCACAAAAATTCC TCGTTATTGTCATCATCGTCG 266

Ai06B24154 Araip.B06 24154 c (A)10gtctcaaaagtctcgagaaggcatataacacagaactaacgatgttcggaaacaatttacaaggacagtactaacaagaaataaaaat(A)11109 111480200 111480308 TGACCATCCATCTTCCATTG GAACGAAGACGAAGAAAGCG 240

Ai06B24159 Araip.B06 24159 p3 (AAT)19 57 111490559 111490615 CCGGATCCTGAAACTGCTAA CACAGCAGCAACAGGAAGAA 280

Ai06B24161 Araip.B06 24161 c (AAC)18(AAT)5 69 111501654 111501722 TGGAGTCCTCGCCTAAAATG GTTTGGATGTGGGAGCGTAT 181

Ai06B24170 Araip.B06 24170 p2 (AT)18 36 111523404 111523439 CTAACGGGATCGCGTATGTT TGTAGCATTTTTGAGGGATAGGA 268

Ai06B24171 Araip.B06 24171 p2 (TG)6 12 111531331 111531342 TGCTTGTTTGTTTATCTTGGCA GCAAGTACAAGGAAGCATGG 239

Ai06B24173 Araip.B06 24173 p3 (TAT)22 66 111552099 111552164 TACGTGGGGAACTTTGAAGG TGCAAAATTTTCGGTTTATTTG 202

Ai06B24175 Araip.B06 24175 p3 (ACA)5 15 111555884 111555898 TCTGCCTCAGTAGCTCCACA TGTGCAGAGGCTTTCAATCA 200

Ai06B24177 Araip.B06 24177 p3 (TTG)6 18 111558043 111558060 GCATGCACCGAAATTTTCTT TTAAACTCCATTCCAACGGC 262

Ai06B24180 Araip.B06 24180 p2 (TA)6 12 111566212 111566223 TTTTGGCCAGCATGTAATCA TTTCCATGTTCACCTTGTTTTG 190

Ai06B24198 Araip.B06 24198 c (TCT)5aaata(T)10 30 111632998 111633027 ATGCCACTTAAACCAGCACC GCCTCCTTCTTCTGGTTTTG 147

Ai06B24200 Araip.B06 24200 p2 (TA)7 14 111635775 111635788 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 227

Ai06B24202 Araip.B06 24202 p3 (AAG)5 15 111638460 111638474 TGGATTAGGCAACGTCATCA TTCACATGTCGTGCACTCTTC 237

Ai06B24203 Araip.B06 24203 c (T)10caaattaaaagcatagaaacgattcaggagtatata(T)1056 111639325 111639380 CAATGGTTGTCATTGTCGCT TTTTTGTGGGACAAGTTTGC 270

Ai06B24207 Araip.B06 24207 p4 (AATA)5 20 111654164 111654183 TCTGTTTATGTTTGTTTCTCTCTGTAA CGGGTTTGGTTTCTTCCTTT 258

Ai06B24208 Araip.B06 24208 c (T)10ctccttggtgtttgttcatcgttcatcactgttgcacatatcatttcccttttctcctcctc(CTT)587 111654571 111654657 CCCCTTTTGGGTTTTGTCTT GGAGGAACGTCTGGAGATGA 266

Ai06B24209 Araip.B06 24209 p2 (TA)6 12 111654927 111654938 TCCGATTTGGTGTTGGATTT CCCAGCATGCTTTTCATCTT 277

Ai06B24211 Araip.B06 24211 c (T)10(A)10 20 111658054 111658073 TGACTGGTAATCATTTTCCTATTTCA TCGGTCACACACCATCTTTC 280

Ai06B24216 Araip.B06 24216 p3 (AAG)6 18 111671075 111671092 CCCCAGTCTAATTTCGTTGC AGACATGGAGCTCTGGCATT 135

Ai06B24217 Araip.B06 24217 c (TG)6ta(TG)6 26 111677566 111677591 GCCTAATTTAGTTTTGCAAAGGA CGTGAAGTTACATTTTTATATCCCC 231

Ai06B24219 Araip.B06 24219 p2 (TC)8 16 111680929 111680944 AACTTCAAGGGGGCTGAGAT GCAGAGTGACGAGCACAGAG 194

Ai06B24221 Araip.B06 24221 p2 (TA)7 14 111684468 111684481 AAAGATGGGGGAAAAGGTCA ACATTGACATGCCTTCACCA 278

Ai06B24222 Araip.B06 24222 p2 (AC)12 24 111687470 111687493 AGCTCTAAACTCGACCTGCG TGGATTGGCTGTTGAGTGTC 263

Ai06B24226 Araip.B06 24226 p2 (CT)6 12 111701651 111701662 TCGAGAATTGCAATGGATCTC AAGACCAAGGGTTGAAGGGT 186

Ai06B24232 Araip.B06 24232 p2 (CT)6 12 111721723 111721734 TTGCAATGGATTTCACCAAA AAGACCAAGGGTTGAAGGGT 179

Ai06B24234 Araip.B06 24234 c (A)13cataccgtggaccccaattcaaaaaaaaag(A)1053 111727710 111727762 TCCTGAAATTACACTCCGGG GGAAGGAAAAAGAGTTGGGG 227

Ai06B24235 Araip.B06 24235 c (T)10acctaaacatttcatacatgttttcatgtagtccttaccccataccatatagcaacaacacaccctaaataaaaattaaaaaacaatctttacc(A)11115 111728698 111728812 TGGATCCTTAGCTTAAACTTGTCA CGCTTGAAAACGAATTTTGG 275

Ai06B24237 Araip.B06 24237 p2 (TA)8 16 111755554 111755569 GAGCCAAGTTAACGATTAAGGG CAGAACACGTTGTTGGTTGG 174



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24242 Araip.B06 24242 p2 (TA)6 12 111763619 111763630 GCCCCTAGCACTCCTCTCTA CACCAAATTAATGACACACACAA 190

Ai06B24244 Araip.B06 24244 p3 (AGA)6 18 111771639 111771656 GTCGAAGTCAAAATCGTCCC AAAGAGAGAGAAGCGATGCG 274

Ai06B24245 Araip.B06 24245 c (TC)6ttctccgatgaaccagcggcggcagcgcctccttcgcatcgct(TC)9ttctccaatgaaccagcggcagcagtgatgaccctgcagcagcaacaacggccctacagcaacaaccctacgacgacc(CTT)5166 111771803 111771968 ACCCATCCCTCCCTCTCTT TCTTCACCTTCCTTACCCCA 246

Ai06B24247 Araip.B06 24247 c (CTT)5tt(TCA)9(TCT)559 111797450 111797508 CGTCTTCTCCCTCTTCCTCA CATCATCTTTCAAGTAATTTTGTAGCA 224

Ai06B24248 Araip.B06 24248 p3 (GAG)5 15 111798474 111798488 GAAAGAGGAGGAGGAGGGAA ACACATACAAGTCTTTTTGGCA 190

Ai06B24250 Araip.B06 24250 c (TTG)6ttattatta(TTG)1366 111800149 111800214 AGCCGTCGTTTATGCACACT GCATTTTCTCCAAGGAACCA 280

Ai06B24253 Araip.B06 24253 p2 (TC)10 20 111808759 111808778 GCTCCAAAATCGCCTTGTAG TCGAGATTCAGTAGGTGCAAAA 161

Ai06B24261 Araip.B06 24261 p2 (TA)7 14 111835570 111835583 TGTTTTTCAGATGCAGGTCG ACTAGCCCCTGACTCAGCCT 274

Ai06B24263 Araip.B06 24263 p3 (TCA)5 15 111849715 111849729 CATCTTTTTATGTCCCTCCCTG TGACCCTTCATTCTTCAGGC 182

Ai06B24266 Araip.B06 24266 p3 (CTC)5 15 111858351 111858365 GATTGTTCTAAAATGGGTTTGTTT TCCTTTTCCTAGTAATTTTGCAGT 237

Ai06B24267 Araip.B06 24267 p3 (CTT)10 30 111858687 111858716 CCTTCTCCGGATCTTCATCTT CGGCATTATGTGTTTCTTCTTC 200

Ai06B24269 Araip.B06 24269 c (T)12ataaatttacccatcatcctccttctcctagagtagaagagaacaaaatcatatataactattaccaaccaatgaaacaagtt(A)10105 111860692 111860796 TTACCGGCGAATTTATCCAA CGCAATCAGTTATTGAGCTG 261

Ai06B24276 Araip.B06 24276 p3 (AAT)7 21 111922414 111922434 CCTGAATGCATGAAGTGAACA AGCCTTGGACCTTGCTTTTT 180

Ai06B24277 Araip.B06 24277 c (T)11cacttttcttttcaacttttgtgccattaaccattattnnnnnnnnnnnnttttctccttctcttttaatctttctcctttctttgtgatttgtg(T)13119 111924335 111924453 GTACGACCCGGTGCACTTAT TCATTATCACCATCATTTCAGTGAC 269

Ai06B24278 Araip.B06 24278 p3 (AGA)5 15 111925824 111925838 GTTCAGTGCACAACCACCAC CGTTTGATTCCTTCTCCACC 259

Ai06B24279 Araip.B06 24279 p2 (TC)6 12 111926476 111926487 TGTTGGTGGAATCACAAGGA GGCCAGAAAAATCCCAAAGT 181

Ai06B24281 Araip.B06 24281 c (T)13gtcgtttctctcgaccattttcatggattcccaatcagcctaccaacaatcactttcttctaccactgcctcttctacttccacaaccattgctattg(CTA)6129 111930875 111931003 TGGACTTTAATGGGCCTTTC TTGCAGGAGCAATGAAAGAA 249

Ai06B24286 Araip.B06 24286 p2 (GA)11 22 111968007 111968028 AAGGAACCCTAATCGTGGCT GAGAGGCATCCACACCCTTA 205

Ai06B24291 Araip.B06 24291 p2 (TC)6 12 111975206 111975217 AGCTTCGCAGGCTGAGTTAG AAAAGTGCAACGCTCAGAAA 100

Ai06B24292 Araip.B06 24292 c (CTT)6caatagatcacaaaaataaaaatcagcaatacaaaatatcac(A)1070 111979642 111979711 GCAATCCCCTTCTAAAACCC TTCTGGGTGATTGTTGTTGC 275

Ai06B24299 Araip.B06 24299 p3 (ACC)5 15 111998481 111998495 AGTCTGTGGAAGGGCAACAC GGAGGTTTGCTAACTATGCCC 232

Ai06B24302 Araip.B06 24302 p3 (TTG)5 15 112006257 112006271 AGATCGCTGTGTTGTGCATC CTTGTATGCTGGCACCAATG 249

Ai06B24303 Araip.B06 24303 p3 (GAA)5 15 112023874 112023888 CGGTCTTAGGTGCCATCAAT TTGGCCGAATACATCTCTCC 156

Ai06B24304 Araip.B06 24304 p2 (AG)7 14 112027180 112027193 GATGAGGGAGAAGGATTTTCG TCCTTATCTTTTCAAAATTTGTTTCA 264

Ai06B24311 Araip.B06 24311 p2 (TA)7 14 112040655 112040668 TCTCGTGCTGATAACGTGTTG GGGGAGACTATGTCATTTGAGC 239

Ai06B24313 Araip.B06 24313 p3 (AAT)5 15 112041569 112041583 TAAACCAAAAGGCACACACG TCTTCTGCCTTCCTCTCCAA 237

Ai06B24314 Araip.B06 24314 c (A)11tac(A)12 26 112042289 112042314 TGGACGCCATCAGATCAATA AGTGGTTGATTTTCACGGCT 181

Ai06B24315 Araip.B06 24315 p3 (TTG)5 15 112045273 112045287 CTTGTAGCCGATCCCACCTA AGGGTGGTTGCAAAAGAATG 177

Ai06B24320 Araip.B06 24320 p2 (TA)6 12 112053291 112053302 CCAATGAGAGAACTGTGCTGA TTCCCTGTCCTTGTCCTTTG 223

Ai06B24323 Araip.B06 24323 p2 (TC)7 14 112066414 112066427 TGGGTCACTTTACTCCCGAA CATTGAGAGCAGCAGTGGAA 159

Ai06B24327 Araip.B06 24327 p2 (CT)6 12 112083800 112083811 TCCTTTCAAAATTTGTTTCAACT GAGAGAAGGAGGGAATTTTCG 259

Ai06B24328 Araip.B06 24328 p3 (TTC)6 18 112085384 112085401 AACCACATCTCCCTCTCCCT GCTTTTGTCTTCCCTTTCCC 186

Ai06B24332 Araip.B06 24332 p3 (TTA)6 18 112098517 112098534 TTTGCACTATCTGCAAGACAAA TCTTGAACAAAATATTGGCCATC 271

Ai06B24335 Araip.B06 24335 p3 (ATT)5 15 112104439 112104453 AATTAACAACCTCGAACCCAA CCCTCCAAGTTTAGGGTTTAATTT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24339 Araip.B06 24339 c (T)10ccgcatttctctc(T)10c(T)1044 112131654 112131697 AACCATTGATGCTCAAAGCC GAATGCATGAATGAACAGTGC 268

Ai06B24347 Araip.B06 24347 p3 (TTA)7 21 112174326 112174346 CAGAGGGACGAAAGCATCTC CAAGTGCACTGGGTCGTCTA 245

Ai06B24351 Araip.B06 24351 p3 (TTC)7 21 112208647 112208667 GGACCAAAATTGTACCGAGG TCCTGTGAAGGAGAAGGGAA 118

Ai06B24355 Araip.B06 24355 p3 (TCT)18 54 112213067 112213120 ATTGAGCCGGATGTTACCTG GCTCAAACTCATCACGGACA 275

Ai06B24357 Araip.B06 24357 p3 (AAT)9 27 112227272 112227298 GGATCCTGCCCCCTAAGATA CAGGAACCCTTAAATACACTTGC 240

Ai06B24358 Araip.B06 24358 p3 (TTA)12 36 112227677 112227712 GCCATTGATAAATTGCCACA TCTGTCTTGCAACGACTAAATATG 228

Ai06B24360 Araip.B06 24360 c (TGA)19(TTG)18111 112238831 112238941 GATTATTTTCCCTCGCCGTT TTTTTAAACCGGAAATACTTTTTCTT 253

Ai06B24361 Araip.B06 24361 p5 (TAAAT)5 25 112245168 112245192 CTTGAAACCCACACAACACG GATGAAGGTCCTCCCACTGA 172

Ai06B24364 Araip.B06 24364 c (AGA)5t(GAA)6 34 112258944 112258977 TCATCGTCACCAAAATCGAA CAACAAAAACCAAAGAGGGG 167

Ai06B24369 Araip.B06 24369 p3 (ATA)6 18 112305148 112305165 TTGCGGCTATCTGGATCTTT CTTGGAGCTGATTTTCGAGC 277

Ai06B24371 Araip.B06 24371 p2 (TA)7 14 112308207 112308220 TTTGGAACGATACTGAGCGA TGTCACCCCTAATGGGACAT 257

Ai06B24374 Araip.B06 24374 p2 (GA)21 42 112313066 112313107 ACCTTGCTTCAGATCTTCGG TGCTGGATGGCATAGTGAAG 267

Ai06B24375 Araip.B06 24375 p2 (AT)9 18 112313845 112313862 TGATGACTCACAGGAAGTGAGAA CCGAGTATGCTGCTTTTCAG 223

Ai06B24376 Araip.B06 24376 p2 (AT)6 12 112320600 112320611 TCATAAAAATCGGATACAAAGATTTA TGATTCATCAGCACCCATTG 260

Ai06B24379 Araip.B06 24379 p3 (CTC)6 18 112330491 112330508 TTATCGCCTCCATTCCTTTG ACAGAAACGGCGACAAATCT 138

Ai06B24381 Araip.B06 24381 p2 (TC)6 12 112334646 112334657 TTGGCCAGGAATATTAAGAGTGA TCAGTTCTAGATGGCATTGGC 277

Ai06B24382 Araip.B06 24382 p2 (AT)6 12 112336596 112336607 TGAAGCTAAGGCCGGTTAGA AGATGCAGATCGAGAGGCAC 253

Ai06B24383 Araip.B06 24383 p2 (AT)6 12 112340987 112340998 TGAAGCTAAGGCCGGTTAGA TTTTCAGATGCAGGTCGAGA 259

Ai06B24384 Araip.B06 24384 p2 (AG)8 16 112342920 112342935 GCCCAATTGAACTCCGAATA TTCGTCTCGGAATTCTCTTCA 273

Ai06B24385 Araip.B06 24385 p2 (TC)8 16 112344962 112344977 ACCATCAGAAAAATCCGTCG GAGAAGACAGCGGGATTGAC 202

Ai06B24387 Araip.B06 24387 p3 (AAT)5 15 112350877 112350891 AAAGCCAAAATGCCCTTCTT CTGGCCAATTAGCCTTCGTA 204

Ai06B24389 Araip.B06 24389 p2 (TA)8 16 112357851 112357866 CGTCATCAAAGTGTTTGTTCTACA AGCCCTCCTAGATGGCATAA 191

Ai06B24391 Araip.B06 24391 c (A)10tgcatccacaataataacaaaaaaaatataag(T)1254 112359131 112359184 TTTCCTTCTCTCCTCCTTCTCA GGGTGAGGTTGAAATGCCTA 278

Ai06B24392 Araip.B06 24392 p3 (TTC)9 27 112360493 112360519 TCTTCTTTCTCCGTGCTTCC AGGGAGGAAGAGGTGGTGTT 150

Ai06B24395 Araip.B06 24395 p3 (ATA)7 21 112363433 112363453 TGGATCTGCTTCCACAAGAA TCACATCTCAACCCTCCTCA 196

Ai06B24406 Araip.B06 24406 p2 (AG)13 26 112394288 112394313 CCGAACGAGCTAAAAATGCT TGGAGCTTTGAAGGAGGAGA 197

Ai06B24408 Araip.B06 24408 p4 (AATA)5 20 112406535 112406554 TTGTATTCCCCTACTTCTGGC TCAATTCTTTCCTCATTCATTTCA 250

Ai06B24411 Araip.B06 24411 p2 (GC)6 12 112420868 112420879 GAAAGTGCTTTTTGGTGCGT AGCCTGCGAGATTGAAAGAT 263

Ai06B24413 Araip.B06 24413 p4 (AAAT)6 24 112427165 112427188 ACGGCCTTGTTCTCATTGTC CGTGGCAACAGTGTAAAAACA 184

Ai06B24414 Araip.B06 24414 p2 (AC)6 12 112427952 112427963 CCATACTCAGGACTGGCGTT AGAGGGGTTGTCATCAGCAC 258

Ai06B24416 Araip.B06 24416 p2 (GT)7 14 112442656 112442669 CCCAAATGGCCTTACCTTTT AGCATGTACCCAATTCCCAA 250

Ai06B24417 Araip.B06 24417 p2 (AG)6 12 112449676 112449687 TGCCTTTTTCTCTGTCCCTG CACCCACCAAAAATCCAAAC 165

Ai06B24418 Araip.B06 24418 p2 (AG)6 12 112449918 112449929 GTTTGGATTTTTGGTGGGTG TTTCTTATCTTTTTCAAAACCACCT 272

Ai06B24419 Araip.B06 24419 c (A)10ttcatatctttttcaaaacttcctaactactttctctctcatcattttttcgaaaatcttcacccatttttatttattttattttaattta(T)10111 112455232 112455342 CTCTCTATTTTAAAGCAAATTTTTGAA CCATGATGGAGAAAGGGAGA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24425 Araip.B06 24425 p2 (GT)6 12 112536230 112536241 TCACAAGGAATGCGTAGTCG TAGAAATGGAAAACCGAGCG 280

Ai06B24428 Araip.B06 24428 p2 (AG)8 16 112554411 112554426 TGAACTAAAAAGATGTTGGTACTGTTG TGTACTAAGACAAAGGGAATATACACA 258

Ai06B24429 Araip.B06 24429 p2 (AG)7 14 112568999 112569012 GAGCTTCGTACTGATAACGTGTTG AAATACATGTACTGAGACAAAGGGAA 260

Ai06B24430 Araip.B06 24430 c (AGG)5aaaagaaaacgaagagagagaatgagaaagag(A)1562 112571341 112571402 ACCTGCGTCTGCGAATTTAG GAGAGGATTCACGCCTCTTTT 143

Ai06B24432 Araip.B06 24432 p2 (TA)10 20 112572672 112572691 GGATGATGGGTTGTCTTGCT CAAAATGCATCTATGGGGCT 183

Ai06B24436 Araip.B06 24436 p2 (TC)7 14 112578622 112578635 TTGGTGTCAAGCAAGTCTCG TTGCAGCATCACTCGTTTTT 280

Ai06B24437 Araip.B06 24437 c (T)12catggtgtgtaaaccgatcaccattcattacaagctaatgttacattataggtttcatttccaaaaaa(AC)896 112579170 112579265 CACAAACTTTGAAGTACAACATACAA CACCAGAAAATGTTGAAACTGC 275

Ai06B24441 Araip.B06 24441 c (T)11gccta(T)10c(T)1138 112620813 112620850 ACAGCAGAGCTCCACACCTT TGAAGCAAGAAAAAGCAGCA 280

Ai06B24443 Araip.B06 24443 p2 (GA)6 12 112622932 112622943 AGAATGAGATGAGGGAGGGA TTTCTTAACTTTTTCAAAACCACC 220

Ai06B24444 Araip.B06 24444 c (T)11gaaaaatttttcgaaaacaaaggaggaatttttgaaagatttttgaaaaatttttgaaaaataatttt(A)1089 112624309 112624397 CAGGCTCCAACATGCTTCAT TTTGGACAACTGACGGTTCA 211

Ai06B24446 Araip.B06 24446 p2 (GA)17 34 112634615 112634648 ATTGCAAAGTCGAAGGATGG CATTCCCCTTGTTTTTCCCT 280

Ai06B24453 Araip.B06 24453 p3 (ATA)6 18 112644587 112644604 TTACTTAAGCAGACAAATGAAATGA AGTGTATGTTTCCGTGCCCT 251

Ai06B24457 Araip.B06 24457 p2 (CT)6 12 112658702 112658713 GAACATTGAACCTGGGATTGA TCGCAGTGACGAAAAATCAG 265

Ai06B24458 Araip.B06 24458 p2 (TA)21 42 112671628 112671669 GCTTCAAATTAACTCCCTTTATGC TGGAATTGGGTACATGCTCA 202

Ai06B24460 Araip.B06 24460 c (A)10t(A)12 23 112692633 112692655 TTTTGGGTGAGAGAGGATGC TGATGCCCTAGAACTCTTCACA 275

Ai06B24461 Araip.B06 24461 c (A)10taataaaatagcgtagaatcccccaattttatt(A)1457 112692978 112693034 TCGAGCCTCAAAGTAATCCC ATATTGGAAATTGGGAGGGG 231

Ai06B24462 Araip.B06 24462 c (GAA)5gggggttgttgtg(T)10aatataaaacgacgaacgtttttctatgcttctctc(T)1286 112693709 112693794 TTTTTGTGCTTGTTGCTGTTT TTTTCCGTTCATCAGAACTTTG 263

Ai06B24464 Araip.B06 24464 p4 (CATA)8 32 112703526 112703557 AGAATGTCACGCTTCCGACT TTTTGTTGTGCTTTATGGCTG 271

Ai06B24465 Araip.B06 24465 p3 (ATC)9 27 112706063 112706089 AAACCACCATCCCACAAAAA AGTGTGGCGGGCACTATATC 250

Ai06B24472 Araip.B06 24472 c (A)10tgtaggaatctaattaaaaaaaatttggtgcaaggactcaatt(A)1164 112718494 112718557 TTTCTTTTTAATTGGGTCCCTG TGGTTTAATTACTCCGTTGGTTTT 240

Ai06B24475 Araip.B06 24475 p3 (AAT)5 15 112720062 112720076 GTAATAGCCAAAGACGGCGA GGTCCTCTGTGCCAAACAAT 210

Ai06B24478 Araip.B06 24478 c* (TTC)6(TCTTCC)8*tctcctt(CTC)995 112732627 112732721 TTGATGAGGCCTGCTACACA TCGTTTGGGTGAATTCTTGT 243

Ai06B24479 Araip.B06 24479 c (AAG)5aggaagaggaagaagaacctgcaac(AAG)5gagaaagagaaggagaa(AAG)690 112733133 112733222 AAGAAGAAGAACGTGCAGCAA TTCGCATACAAGTGATTAAGCC 218

Ai06B24485 Araip.B06 24485 p2 (TA)6 12 112747409 112747420 GCACCTCGTTGAACATCTGA CTCGACCTGCGAAGTTAAGG 231

Ai06B24486 Araip.B06 24486 p2 (AT)8 16 112747744 112747759 CCTTAACTTCGCAGGTCGAG GTAAAGCAGAAGTGGCGAGG 258

Ai06B24487 Araip.B06 24487 p2 (CT)6 12 112750132 112750143 CTCCTCCTCTCCTCATCGTG TTTTTGGGTGACCAATCACA 267

Ai06B24488 Araip.B06 24488 p2 (AC)17 34 112752096 112752129 CCATGGCCCAACAAGTTCTA CCCTTACCACGCACTTTCAT 270

Ai06B24491 Araip.B06 24491 p3 (ATT)26 78 112760632 112760709 CGATGACGAAAATTTTTATAAGTAGA GCTTCGGCCATTCTTTCTTT 271

Ai06B24494 Araip.B06 24494 p2 (AT)6 12 112775840 112775851 AAATCGACACTCTAATTTCAAAACA ATCAAGGGTTAAGGGTGCCT 266

Ai06B24497 Araip.B06 24497 p2 (AT)6 12 112779145 112779156 TAGGAGCCACACACCAAACC TCTCATTTCAGCTTGCATCG 169

Ai06B24501 Araip.B06 24501 p2 (TA)36 72 112811434 112811505 TGGTTGTTGCATTGCACTTT TCATCAATTCCCCCACACTT 196

Ai06B24503 Araip.B06 24503 p2 (TG)8 16 112827798 112827813 GGACTTTCAATCAAATGGAGAAA CATTCCTCAAACTTAACCCACA 211

Ai06B24504 Araip.B06 24504 c (ATA)5aaatatcattataaaataattaacaagaataatgagagaaaaat(A)1069 112830241 112830309 AGGCTGCGTTTGTTTCTGAG CAGAGACACTAACAAGGGACACA 265

Ai06B24506 Araip.B06 24506 p3 (ATA)5 15 112833316 112833330 GCGTGTGGCTCTTCTTCTTT AAGGTCAGGGACGATTTTGA 219
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Ai06B24509 Araip.B06 24509 p2 (AT)11 22 112848202 112848223 GTCCCAAAACTTCCAAAGCA CCGCAATGACGATCTCTACA 241

Ai06B24510 Araip.B06 24510 p3 (TAG)7 21 112850211 112850231 TTGGTGTAAATCAAAACACTAAATACA TGAACCTTAACATTTACTTATGTGGG 271

Ai06B24514 Araip.B06 24514 p2 (AT)8 16 112853189 112853204 GGGGTCATTCCTTTGGAAAT TGGGCTCTAGCATAGTTGGC 248

Ai06B24515 Araip.B06 24515 p3 (TAA)5 15 112854546 112854560 CCAAATGCGCCACCTATTAT CTGCGAAACCTTTTCCATTC 269

Ai06B24517 Araip.B06 24517 c (T)10a(T)10 21 112865618 112865638 TTATTGCAGCCCAATTCACA TCAGGTAACCCTCGGAACAG 255

Ai06B24519 Araip.B06 24519 p3 (AAT)5 15 112874305 112874319 GGCTAAGACGCTTTGGAAAA TGGTTTACGCGGTGGATAAT 276

Ai06B24520 Araip.B06 24520 p2 (AT)8 16 112875660 112875675 CGAGATCGTATCAACCGTTTT GGAAACCTTTAACGTCGGAA 236

Ai06B24522 Araip.B06 24522 c (CT)8t(TC)7 31 112885391 112885421 CCTAAATGGAGCAGGGATGA TTGGTGAAGGGTATTTGGGA 147

Ai06B24524 Araip.B06 24524 p2 (AT)8 16 112895063 112895078 TTATGTAAGCGTGCGCCATA GTGGCCGTATCACGTTTGTA 219

Ai06B24525 Araip.B06 24525 c (GT)6c(TA)8 29 112895503 112895531 TTGCAGGTTCGAGTCTTCCT GAGCACAACATCATATGCCAA 184

Ai06B24526 Araip.B06 24526 c (ATT)6gagtgac(TA)6ataataattattttattttattttatttttggaaggaggactattatgtctaacagaaagaaacgttggagattaatttgtacattag(T)11136 112905470 112905605 TCAATCACCAATGTTTCTCTCTG TCCTCAGTTTATTTTTCGGCA 270

Ai06B24527 Araip.B06 24527 p2 (TA)6 12 112909740 112909751 GCATGTCCTCATGCTTAGTTGA GACTGGAGTGCACATACACCA 273

Ai06B24528 Araip.B06 24528 p3 (TTA)5 15 112910309 112910323 CACATGCATTGATCTTTGAACTT ATGGGAAGATTGTGGGAACA 219

Ai06B24531 Araip.B06 24531 p2 (AT)9 18 112921148 112921165 GAAACTGTGGGAACATGGGT CATTGGGGGTAATTTTGTCC 215

Ai06B24532 Araip.B06 24532 p2 (AT)6 12 112921392 112921403 GGGACAAAATTACCCCCAAT GGGGCTAAGGTAAGGGTGAG 236

Ai06B24533 Araip.B06 24533 p2 (TA)9 18 112927417 112927434 TCTTGGCTACGACCCAGATT AGTGAGCTTGGCAAAGAAGC 161

Ai06B24534 Araip.B06 24534 p2 (TC)10 20 112928951 112928970 AGGGAAGCATTGGAATGACA GCATAAGTCGGCCATTGAGT 193

Ai06B24535 Araip.B06 24535 c (A)10tcctacatattaagtaaatcttt(A)1043 112929677 112929719 CGAAACTATCCCAAGGGTCA GCTTCTTTGTTTGCCACCTC 269

Ai06B24538 Araip.B06 24538 p2 (TA)6 12 112939783 112939794 AGTGCGGAGTAGCCTGTGTT TCCTTTAATTCTTCTCAAAATCTCTCA 258

Ai06B24540 Araip.B06 24540 p2 (AG)9 18 112942814 112942831 CTAAGTGATGCAGGCCCATT TCCCACCATTTGTATTCGGT 168

Ai06B24541 Araip.B06 24541 c (T)10gttttattttcaaaaattttttcaaaaatctttcaaaaaaattttctcctgtgttttcg(A)1180 112948211 112948290 TCGAGTTTGGACAACTGACG TGAACATGCAATTGACACCA 231

Ai06B24542 Araip.B06 24542 p2 (CT)6 12 112949337 112949348 TTTTGTTTGTTTCTCATCTTTTTCA ATGAGAGAGGGGGATTTTCG 218

Ai06B24545 Araip.B06 24545 p5 (AGAAA)5 25 112963963 112963987 GCAGGGTCTTTTTCCTCCTT CTCCCCCTTAATCATGGCTT 259

Ai06B24547 Araip.B06 24547 p2 (AC)18 36 112970975 112971010 GGGCCAATAATTGTCTCACG CATCACCATTGCTTCCTTAGC 273

Ai06B24549 Araip.B06 24549 p3 (TTC)5 15 113002574 113002588 CTTACCCTTGGCCGAATACA TAAAATGTTTGCTCGTCCCC 101

Ai06B24553 Araip.B06 24553 p2 (CT)6 12 113038128 113038139 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 279

Ai06B24554 Araip.B06 24554 p2 (TC)6 12 113038296 113038307 TCGAAAATCACAAACTCTTTTTCA GTTCTTGTCCTTGCTCCTGC 235

Ai06B24555 Araip.B06 24555 p3 (TCT)5 15 113039790 113039804 GGCCTCATGAACTCCACCTA AGAATATTGCTCGCCCTTGA 238

Ai06B24556 Araip.B06 24556 p2 (AT)6 12 113045011 113045022 TTCACCTGGTTGTTGTGTTGA CTTGGCTAGGAAACCGACAA 256

Ai06B24572 Araip.B06 24572 p2 (AT)6 12 113105356 113105367 TAGCTCCTGACTCAGCCTGC GCTAGGCGTCTGGATTTCTG 242

Ai06B24576 Araip.B06 24576 p2 (AT)6 12 113115741 113115752 TTTTCTTTTTGTTCCTCTGATGC TCCCTGAATCTGTGCAGAAG 215

Ai06B24578 Araip.B06 24578 p3 (TGA)5 15 113117388 113117402 AGTTCTTTGACGCGATTGCT AACACAACACAAGCCACCAA 231

Ai06B24579 Araip.B06 24579 p3 (GAA)8 24 113118513 113118536 CTTCGTCTGTTGGGTGGAAT CGCGTGTAAACGCTCTCTCT 264

Ai06B24580 Araip.B06 24580 p2 (TC)6 12 113118691 113118702 AGAATCGTGGTATGCAAGGC GGTGACTGGGTGAGGGTAGA 190
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Ai06B24581 Araip.B06 24581 p3 (TTA)6 18 113118913 113118930 CAATGCTTTTTGTGGACCCT TGTTCACCATGCATTTTGGT 264

Ai06B24587 Araip.B06 24587 p2 (AG)8 16 113124076 113124091 CCGATTTTGATTGGCATTTC TCGACTTCACCTGAGTTTTCA 248

Ai06B24589 Araip.B06 24589 c (AAG)5gaggaggaacgcgaag(A)1041 113131905 113131945 AGAACGACGATGAGGATGAAA AGCGCGAAATGAGAAACAGT 166

Ai06B24590 Araip.B06 24590 p3 (ATT)7 21 113133143 113133163 AATCTTGCCCGCTTTTTCTT ACCCTTTTGTCTTTCGGGTC 244

Ai06B24591 Araip.B06 24591 p3 (CTC)9 27 113134906 113134932 ATCCGGTGTCCATGTCTTTC GAGAGCGAGAGCGAGAGCTA 238

Ai06B24593 Araip.B06 24593 c (TGG)5tagaggacttcgaccggttcctagcaaataaatttaatatggtaatttctttcccatttttttcaccacatgtcttcacacaaagaaagtccccaaatt(A)10124 113139269 113139392 CTTTTATAATAGACCAGGCCGA TGCACGCCAAGATTAACAAA 250

Ai06B24596 Araip.B06 24596 p2 (TA)10 20 113143047 113143066 CAGTTGTGCCCTTTTTGTTG GGATTCGGTGACCCTCTTTT 226

Ai06B24597 Araip.B06 24597 p2 (TA)12 24 113144151 113144174 TAGACTCGACATGCGAAGCA ACCTCGCTAAGCGTACTGGA 219

Ai06B24600 Araip.B06 24600 p2 (AT)12 24 113151885 113151908 AGCTTTATGGTTGTGGAATGTT TGGAGTTCTATTCGGAGGGA 223

Ai06B24601 Araip.B06 24601 p2 (TA)22 44 113154787 113154830 TCACAAAATTGCTCCATCCA GTGCTTGTGTCATTGTTGCC 225

Ai06B24602 Araip.B06 24602 p2 (TA)21 42 113161674 113161715 TCACAAAATTGCTCCATCCA GTGCTTGTGTCATTGTTGCC 223

Ai06B24603 Araip.B06 24603 p2 (TA)8 16 113166026 113166041 CGTAGGGTGTTAGGTGTCCG AAAATGGGACATTAGTGATTCAGA 212

Ai06B24604 Araip.B06 24604 p3 (AAT)6 18 113166212 113166229 TGTCCCATTTTTAGTGATTCTACG GGCTCTAGTGCAAGTGGGAG 239

Ai06B24606 Araip.B06 24606 c (TGGTGC)5tggtgatgggtgaccgtacgggtta(GGT)570 113178643 113178712 ACCAGAAACTGGAGAAGCGA CACCATGAACCAGTTCCTCA 237

Ai06B24608 Araip.B06 24608 p2 (AT)8 16 113186544 113186559 TTGCAACCAATTAGAATCCAAG ACTGCAGAACAAGCTCTCCC 258

Ai06B24609 Araip.B06 24609 c (A)14ggccatcggcgcgctagcacgctgt(GC)651 113192595 113192645 TGATTTGAGTTGCCATTGTAGG AAGTTGCGGAAGTGCAATGT 275

Ai06B24610 Araip.B06 24610 p2 (GC)6 12 113192799 113192810 AGCTCATCCACACGTAAGCA AGAGAAAAGCAGGGTGCAAA 109

Ai06B24611 Araip.B06 24611 p4 (AATA)6 24 113192968 113192991 TGCACCCTGCTTTTCTCTTT GATGGTCCAAAACGCTTGAT 273

Ai06B24612 Araip.B06 24612 p2 (CG)6 12 113193255 113193266 CGTACGCGTCACTCTCAAAA TGGTGTTTGGAAGTGTTGGA 154

Ai06B24613 Araip.B06 24613 c (A)10gaaaaaaaagaaaaagaaaaacaatatggaaaagaaaagaaaaaaatagaaaaagaaagaaaag(A)1084 113194978 113195061 TGGGACATTGGGTGAATAAAA TTATTGAGCTTCGCTTTGGG 266

Ai06B24616 Araip.B06 24616 p2 (AT)6 12 113224734 113224745 CCGGAAGTGTGAACTTTGGT GGGTTTGGGGGATTTAGGTA 235

Ai06B24617 Araip.B06 24617 p2 (TA)8 16 113225474 113225489 TGATTTATAAAGGTGATTTACTCCACA TTGTCAGAAAAATGGCAACCT 254

Ai06B24620 Araip.B06 24620 p2 (AT)7 14 113249967 113249980 ACATGAGGCTTCAGGTCCTT TTCCTCCCCTCTCTCATTTTT 257

Ai06B24623 Araip.B06 24623 c (A)10tgctat(TA)6 28 113253920 113253947 ATGACACGACATGGCACAAT ACAAATTGGATCCATGGGAA 128

Ai06B24625 Araip.B06 24625 p3 (ATT)5 15 113256452 113256466 GGTGTTGGTCCAGCTTCAGT AGGTCTCACCTCAATCCACG 157

Ai06B24635 Araip.B06 24635 c (AT)6aatgcttaattt(A)1337 113276445 113276481 AGAATTCTTACATGAGGGCCA GGAAAAGTGATGGTTAATGTCTTG 224

Ai06B24641 Araip.B06 24641 p2 (TG)6 12 113289907 113289918 TCTATTCAGCTTCCCTGCGT CCCAAGGAATGACCAAATCA 247

Ai06B24642 Araip.B06 24642 c (T)10c(T)10 21 113290303 113290323 CAATATGCTCTTCTGGGCAA TTCTGCAGTCACATCTTGTGC 280

Ai06B24643 Araip.B06 24643 p2 (TA)7 14 113294159 113294172 TCATGCAAGCAATCCCAATA TGGAGAGAAAGTTTGATCTCGAC 235

Ai06B24646 Araip.B06 24646 p5 (TGAGA)5 25 113296561 113296585 AGGCAAGAAGCACTACACCAA TGAACGGCGAATGTGAACTA 269

Ai06B24649 Araip.B06 24649 p2 (TG)12 24 113317286 113317309 TGAATTTGATGGTGCAATGG AACCATCTCAAGCATTCCCA 178

Ai06B24650 Araip.B06 24650 c (TA)7cttctcaggtcaagtttagaatttgattatatttatccgttggaac(TA)1896 113319560 113319655 GGTTGACTAAGGAGAACTAGAATTTG GAGCCTTGAAGGAAAAAGGG 229

Ai06B24651 Araip.B06 24651 p2 (AT)6 12 113320071 113320082 TTCGATTGAACCCCTAAATGA GAGCCTTGAAGGAAAAAGGG 141

Ai06B24654 Araip.B06 24654 p2 (TA)6 12 113345169 113345180 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24656 Araip.B06 24656 p2 (AT)7 14 113349382 113349395 GCTTTGGTTGAGGAAGATCG TTAAGCGTGCAACAATTTCG 267

Ai06B24658 Araip.B06 24658 c (T)10c(T)13 24 113352913 113352936 CATCTCACGACATTGGATGC TTGTTTATCGTTCTATGGCCC 231

Ai06B24659 Araip.B06 24659 p2 (AG)14 28 113356535 113356562 GCCTCAATGCAAACAACAAA AAGGCCAGGTTCACACATTC 106

Ai06B24660 Araip.B06 24660 p2 (AG)14 28 113358507 113358534 GCCTCAATGCAAACAACAAA AGAATCACGATTCCATTGCC 208

Ai06B24662 Araip.B06 24662 p3 (AAT)19 57 113362929 113362985 TGGTGCATATGCCCTATACTCA GACATATGGCACATTTTGGTTG 278

Ai06B24665 Araip.B06 24665 p2 (CT)6 12 113366276 113366287 CCCTTCTCTTCACCACTACCA AAGTCGCAGCCTTTGAATGT 280

Ai06B24666 Araip.B06 24666 p2 (GA)8 16 113367045 113367060 GAGTGAAAGCCAGATGCTCC CCACTATCATCTCCTCTCCCC 120

Ai06B24670 Araip.B06 24670 p2 (AT)6 12 113371450 113371461 TCCGTGATTGATTGTAATGGTT GGGACTCACAATGACCCAAA 278

Ai06B24673 Araip.B06 24673 c (T)10aatttgttaatttgtttctgagtatatagtttcttgtggtttgttaaaactgttattaattgttaacaaaaaaaat(A)1096 113387527 113387622 CGCACCTGAATTTTACCCTC TTTGGTCATTTTTCGTGGAG 278

Ai06B24675 Araip.B06 24675 p2 (TA)7 14 113399852 113399865 CTTCAAGCAATCAGCACCAA AAAAATGCATGCCTGGTGAC 161

Ai06B24677 Araip.B06 24677 c (A)10tggaagg(A)1128 113404007 113404034 AGCATCTGGCTCCACCTTTA TCATTCTCTTTAAAATCTCAAAACACA 237

Ai06B24681 Araip.B06 24681 c (AT)8agactctgatgcttaagttagcaagcatattaaacagattttttagtagaattagagtatgaattatacctgggtgctccagtgtatttataatggt(TA)18149 113405565 113405713 CAACCCGTTTTGTCACTCCT GGTTGTAATGGGGCTAGGGT 239

Ai06B24683 Araip.B06 24683 p4 (TATT)6 24 113413130 113413153 TCAGATATATCCGCAAAACACAA GGATTGGATTGCGAATTTTG 276

Ai06B24684 Araip.B06 24684 c (A)11ctcaacaatagaagaaagaaagaagaggaggattaaaaaaaaatgtcagtcaaaaacaaaaaagaaaaaaaaagaacaataaggtaa(T)11109 113413811 113413919 TCACGAAAAAGAATAAGAAAAGGA AACAGGGTGGTGTTAGGTGAA 233

Ai06B24685 Araip.B06 24685 p3 (TCG)5 15 113416317 113416331 TGCACACTCTGCAACTTCAA AATGTGGCCATGGAGATGAT 212

Ai06B24686 Araip.B06 24686 c (TC)12tttctctctctcccgcccagactcctactcttcttcatcactaaccccaaccccatttatcatcatcaccaaaacctctt(TC)10124 113419536 113419659 TCCCTTTACCACTAACCCCC TAATGGCGATGGTGATGAGA 238

Ai06B24687 Araip.B06 24687 p3 (TGT)8 24 113426146 113426169 GCGTGGCAGAAAGCTTATTTT CCTTGCCCCTTTCTTCTCTT 280

Ai06B24691 Araip.B06 24691 p4 (TAAC)5 20 113448175 113448194 TCACCCTGTTCAACAAGCAC CCATCCAATCTTGTGCAATG 263

Ai06B24692 Araip.B06 24692 p2 (TA)40 80 113453815 113453894 TTTGTGTCCCTTTGGGTTTC AGAATGAACCAACGCGAGAT 227

Ai06B24693 Araip.B06 24693 c (T)11ctgcaagctcttatattcactgctttttcttgcttcaagaatcaa(T)1167 113456507 113456573 TTGGCTTTTTCTGCTTGCTT TACATGTGGTGGCAATGCTT 255

Ai06B24694 Araip.B06 24694 p5 (AAAAT)6 30 113459121 113459150 TTGCCAGTGAGCTCCTTTTT TGAAGGCAATGTTGAGCAAG 268

Ai06B24696 Araip.B06 24696 p2 (AG)8 16 113466294 113466309 CAAAAGGGAAAAGCATGAGC CTTTTTGTTTGTTTCTTAACTTTTTCA 214

Ai06B24698 Araip.B06 24698 p2 (TA)6 12 113480260 113480271 TGCTCGGACCGATTATCTTC AACTCGAAAAGCGCAACACT 142

Ai06B24700 Araip.B06 24700 p3 (ACA)6 18 113483115 113483132 TCAAAGCTGGACCCTGAACT TGAAAATGCTTTAAAACTTCCAA 205

Ai06B24703 Araip.B06 24703 p2 (TA)6 12 113485381 113485392 ATTATCCTCTCCCCGCACTT CAAAAAGGGAAAACAAACAAACA 276

Ai06B24704 Araip.B06 24704 p2 (AT)8 16 113486214 113486229 ATATTTGTCATTATTGGGTATTCAAA GCAGTCTGCCACAAATCATC 190

Ai06B24705 Araip.B06 24705 c (A)12cataagcacatgaatttcttgattatttaccaaatataaattaaagtagtgttagcttgttcatgattttgatatt(A)1199 113487423 113487521 GGGACGAAATTAAAACTTAACACAA TGGTAATATTCATTAAAGAGGAGGTTT 275

Ai06B24710 Araip.B06 24710 p2 (AT)6 12 113493985 113493996 GCGAATACGAACCGAAACTT TCCCCTATTTTCACCCCTTT 274

Ai06B24712 Araip.B06 24712 p2 (TA)9 18 113504329 113504346 CGCTCTCTCTCTCACTCGGT AGAAAGCAACATGGCTTGTG 159

Ai06B24713 Araip.B06 24713 p2 (CA)11 22 113506038 113506059 CGCGAATACGTACCGAAACT GCGAAGCTAAAAGCGCATAG 195

Ai06B24714 Araip.B06 24714 p2 (CA)6 12 113511767 113511778 CCTCAAAGCTGCAACTCAAA CCCATAATACCCAAACCCCT 167

Ai06B24716 Araip.B06 24716 p2 (TC)6 12 113515890 113515901 TATTAAACGACGGAGACGGG TTTTTCCCGCAACACATACA 185

Ai06B24718 Araip.B06 24718 c (TA)6ctgtattgactcctcttagaggttattttggagaaacaggttctgtaacttgtcttttgga(T)1184 113528934 113529017 TGTGGTTTTCAAATGCAGGA CCGGTCCGAGCATAGAAGTA 271

Ai06B24720 Araip.B06 24720 p2 (AT)8 16 113534136 113534151 TTTTCAGGGTTGTAATGGGG TGCTTGCATATGATTGAGGC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24722 Araip.B06 24722 c (TTTAT)5tttcg(AAAT)654 113542132 113542185 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 147

Ai06B24724 Araip.B06 24724 p2 (AT)7 14 113571828 113571841 CCATTGGACTGTCCCTCTGT CACCACGTGCTCTAGGTTGA 195

Ai06B24733 Araip.B06 24733 p2 (CT)8 16 113610296 113610311 ATCCAGCGTGGTAAAATTCG CCTGGATCGAGAGTTACTCCTAA 243

Ai06B24734 Araip.B06 24734 p3 (TTA)5 15 113610803 113610817 GGAATTGACTAGGACCTGAGGA CTTCTCAAGGAATTGCAGGG 272

Ai06B24736 Araip.B06 24736 p2 (CT)8 16 113614339 113614354 TTCATTCATAGGAGGCTCGAA TCATAAGCCAATTGGACAACA 235

Ai06B24737 Araip.B06 24737 p3 (TTA)5 15 113614847 113614861 AGGAGTGGTTGAAATTGGGA GGAGCAGTATGTTGAATGGC 246

Ai06B24739 Araip.B06 24739 p3 (AGA)5 15 113624792 113624806 GCTCGAACAATCCCTGGTAA AACCACATCTCCCTCTCCCT 185

Ai06B24741 Araip.B06 24741 c (T)12cgaaaacaaaggaagaatttttgaaagatttttgaaaaaaa(T)1366 113628329 113628394 ACAAATTGCTGCCTCAGTCC TGGACAACTGACGGTTCATC 274

Ai06B24742 Araip.B06 24742 p2 (AG)6 12 113634610 113634621 GCCTTGGTTGTTCACCCTTA TGGAGCAGAAGAAGCTGTCA 266

Ai06B24750 Araip.B06 24750 p3 (GGA)5 15 113652137 113652151 ATGAATTGTGGCCAAGGAAG TGGTTTTCACCTGTTCCCTC 188

Ai06B24751 Araip.B06 24751 p3 (ATT)5 15 113656455 113656469 CGTGGACCCAACTTTCCTTA CTGCATGACTTCCATGCTAGA 217

Ai06B24754 Araip.B06 24754 c (TA)6(TG)22 56 113679318 113679373 ATATTGCTCCCATCCCCATT CGCTAATCCCCAAAGTTCAT 190

Ai06B24755 Araip.B06 24755 p2 (CT)7 14 113689018 113689031 TGCACCATTCTGGGTGTTTA ATAGGTGAGGGGTTTTTGGG 260

Ai06B24758 Araip.B06 24758 p2 (AG)7 14 113718090 113718103 TGTGGATTGGTGAAGGGTTT CAGAAAAGGGCAAGAAGCTG 277

Ai06B24760 Araip.B06 24760 c* (CAT)5(ATCATT)6*46 113734048 113734093 AGCACCAATGCCAATTCAAC TGTTTTAATGCAAACCAACCTG 128

Ai06B24762 Araip.B06 24762 c (T)10aattata(T)10 27 113765599 113765625 CCGCTTAGGCCATGATTTTA GAAAAACACAAAGGCTTGCG 165

Ai06B24764 Araip.B06 24764 p2 (GA)6 12 113766303 113766314 CGCAGTGTCAACACCAAACT GTATAAGAGCAATGCGCGTG 207

Ai06B24768 Araip.B06 24768 c (T)10ggatattaatataaaaaatattaaaataaaattatttttttaatttttaattttattt(A)1179 113774754 113774832 ATTTTCGATGACAGGTTGGG AAGCCTCATTCAAGAAGCTCA 278

Ai06B24772 Araip.B06 24772 p3 (AGG)9 27 113782045 113782071 GGAGAAGGAGGAGGAGGAGA TGAGCCCCTTTACACATTCA 188

Ai06B24773 Araip.B06 24773 p5 (AAAAT)7 35 113783475 113783509 CCACCATTCACAGCAACAAC TCTGGGTTTCATCTTGGCTC 272

Ai06B24774 Araip.B06 24774 c (TC)7(AC)17 48 113786317 113786364 TCCTCGCCTCTTTTTCTCTG CCTCCATTTTTCGGACTCAA 216

Ai06B24780 Araip.B06 24780 p3 (TAT)5 15 113806529 113806543 CAAAACCAATAATAATGAACTTGGA AAAGATGGCTAGCTTCTAAATGG 193

Ai06B24781 Araip.B06 24781 p2 (AG)7 14 113822593 113822606 AAGATGGGAGAGGGAGAATTT TCAAAATCGTTTTCAAAAATCAAA 248

Ai06B24791 Araip.B06 24791 p3 (TTA)6 18 113871790 113871807 TGGATTTCTTGTGTCTTGGC TCCCTGCTTTCTCTTTTCCA 275

Ai06B24794 Araip.B06 24794 p4 (TTAA)5 20 113891032 113891051 GGCAAGAAGCTCCAAGTGAG TCGAAAATTTCTCTCTCTTTTCTCTC 270

Ai06B24800 Araip.B06 24800 p4 (AGTG)5 20 113912747 113912766 GGGATGAACACGGAAAATTG TGGGCTGTTATTGGGCTTAG 130

Ai06B24801 Araip.B06 24801 p2 (TA)17 34 113915093 113915126 CAGATTCATATTTTGGCCTACCA AGAGGCATGCTGGAGGATTA 232

Ai06B24804 Araip.B06 24804 p3 (GGT)5 15 113924201 113924215 ACTCCATGATTCGGTTGAGG CGACCAATCACTGCAAAGAA 226

Ai06B24805 Araip.B06 24805 p5 (AAGAT)5 25 113924722 113924746 AGGTGGCTCAAGCCTACAGA GGTACCTGCAAGAGACTCCG 227

Ai06B24807 Araip.B06 24807 p2 (TA)9 18 113933073 113933090 TTCACCATTTACTTTGGGGC TTAAGTGCGGGAAAAAGTGG 231

Ai06B24808 Araip.B06 24808 p2 (CT)6 12 113977537 113977548 GGAATATTGAACCTGACATTGAA CTGTTTCTGGCCCAGTTCTC 257

Ai06B24809 Araip.B06 24809 p4 (TATT)10 40 113984524 113984563 GGGGACACCAAACTTAATTTCA AATTCCGCACCAAGTTTTTG 213

Ai06B24811 Araip.B06 24811 p2 (AG)6 12 113994870 113994881 ATAGGTGAGGGGTTTTTGGG TGTTTAACGCCAGAAAAGGG 245

Ai06B24812 Araip.B06 24812 c (AT)7acaataaagaagccaaggcggcttactaattaatcgtgtgtatata(AT)6gattagcgtatgcgagag(A)10100 114014342 114014441 CGAAGCGTTCACACACGATA TTACGCTCTTCTCTCTCGCC 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24813 Araip.B06 24813 p2 (TA)13 26 114018016 114018041 GCGCAAAGTGTTACACACGA TAGCCGACATAAACAACGCA 127

Ai06B24817 Araip.B06 24817 p3 (TTC)6 18 114034331 114034348 ACATTTGATTTTGGACCCCA AAAGTGAAGGCAAAGGCAGA 163

Ai06B24824 Araip.B06 24824 p3 (TTG)10 30 114052945 114052974 ACATGACAGAGCACAATGGC CGGTTAGTTTCCAACGGCTA 267

Ai06B24827 Araip.B06 24827 c (A)11tttaatagaaaaga(T)1035 114057374 114057408 GCAAAGAAGAACCCTTCCCT ATGAATCCGCCATTGTTAGG 274

Ai06B24836 Araip.B06 24836 c (GA)6tgatcatctagaattcctaacaaattaaaaaggatgaataaaattcagttctatatatctagaagagttaccgtaaagg(A)10101 114085723 114085823 TTTCCTGGTAGACCGAAAGG CAGGACCATTAATATGTCAACGTG 256

Ai06B24838 Araip.B06 24838 p2 (CT)9 18 114097801 114097818 TGGATACCAGAATAACGAAACAAA TCCTTTGCCATTAAGCTCGT 263

Ai06B24839 Araip.B06 24839 p2 (AT)6 12 114111003 114111014 CGTTTTCACATAACGGCACA GAGGGTTCCAGCATAGGTGA 240

Ai06B24845 Araip.B06 24845 c (TA)7tgtatt(TA)8 36 114144116 114144151 TTTGAATTGGGGTCACAACA CCGTATACATGCTTTTAATGCTGA 279

Ai06B24848 Araip.B06 24848 p2 (CT)6 12 114156957 114156968 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGATGA 280

Ai06B24849 Araip.B06 24849 p3 (TCT)6 18 114158674 114158691 ACAGGATCCCCACCTACCTC TTAGAATGTTGCTCGCCCTC 151

Ai06B24850 Araip.B06 24850 p3 (ATA)5 15 114172675 114172689 CGTGGTTGAATTTAATCCCATT CCGTGCTCCTTCATTTCCTA 159

Ai06B24851 Araip.B06 24851 p3 (ATT)6 18 114173256 114173273 GAACTGTGCTCCTTCATTTCC CATGACAAGCCGGAAAAGTT 265

Ai06B24852 Araip.B06 24852 p2 (AT)7 14 114180918 114180931 TCGAATACAAGATATAACCACTCCA TTGCCCTTATCCATTTCTCG 104

Ai06B24858 Araip.B06 24858 p2 (AT)12 24 114196398 114196421 CGCGAGGAAGGTAATCAAAA CGGACTGCAACAAAGAAACA 280

Ai06B24863 Araip.B06 24863 c (A)10tcttaaaccttaattttttattattaatatcaatatcaa(T)1261 114207959 114208019 CGCCGGAGTAAGAAGAACAC TCAAATGGCATAGTCTCCCC 193

Ai06B24865 Araip.B06 24865 p3 (ATT)17 51 114210711 114210761 TTCAAAATTTATATAACCATCATCACA TTGCAATTTCAATCCCACAC 248

Ai06B24870 Araip.B06 24870 p2 (TG)7 14 114235317 114235330 TAAGGGCGTTGAGATAACGG ATCCATAAAGCCCAAAACCC 171

Ai06B24872 Araip.B06 24872 p4 (TTGT)6 24 114240823 114240846 TTGCGTATTGTTTTTGTGTGC AATGGACAAGACCATCAGGC 273

Ai06B24873 Araip.B06 24873 p2 (AT)6 12 114242987 114242998 TATGGGATTCTGGTGCTTGG AGCTGAGTCAAGCAGATCCA 275

Ai06B24878 Araip.B06 24878 p2 (TC)22 44 114249506 114249549 GCAATTTGCACATTATCCGA GCGCTTTAAAACTCTGCCAC 255

Ai06B24879 Araip.B06 24879 p2 (TA)7 14 114250281 114250294 CCAAACCGAGGATAGCACAT TGTGAAAAGAATTACACCGACG 102

Ai06B24880 Araip.B06 24880 p3 (TGG)6 18 114251073 114251090 GCACCATGGAAACCTTTGTC GGATTTTTCTGCTAGGAACCG 116

Ai06B24883 Araip.B06 24883 p2 (AT)9 18 114262462 114262479 CCTCGGCACCAATACAAGTT TCTTGTTTGGAAATGAGACAAA 252

Ai06B24889 Araip.B06 24889 c (A)11gtttaaaacgcaacttatattttgtgtaatt(A)1052 114275179 114275230 CGCAAAATGCAACCTACAAT TGGAGAATGGAGTTTCCGA 204

Ai06B24890 Araip.B06 24890 p3 (AAT)13 39 114275691 114275729 TCATGGAAAATTTCACCCCT CACCATGTTCCTCCTTGTCC 239

Ai06B24892 Araip.B06 24892 p2 (AC)8 16 114276460 114276475 TGAAAAAGGAAGAGCCCAAA ATACCGGTAAGCCCCAGAAG 270

Ai06B24894 Araip.B06 24894 p2 (AT)8 16 114281861 114281876 GAAAACAGGAAGAGGGAGTCA TAGCCTCAAACATTCACCCC 261

Ai06B24896 Araip.B06 24896 p3 (GAA)5 15 114285130 114285144 GAGAAATGGCAGTGGGGTAA CCGTGTCTCTCTCCACCTTC 206

Ai06B24898 Araip.B06 24898 p2 (CT)6 12 114292102 114292113 TCTTGTGATTTCTTGTGAATCAA TTTTGAAAAAGAGGGAAGATTTTT 280

Ai06B24899 Araip.B06 24899 p3 (TTC)5 15 114297015 114297029 TTAAACCCCAATTCCTTCCC CGGTCTTAGGTGCCATCAAT 235

Ai06B24900 Araip.B06 24900 p3 (AGA)5 15 114300997 114301011 CCCCAACCTAATCCAATGTG AAACCCCTCTTCATTGGGTC 234

Ai06B24901 Araip.B06 24901 p2 (CT)6 12 114306754 114306765 TTGCAATCATATCTTCTCAATCAAA AAAGGGGAAGGTGATTTTCG 220

Ai06B24905 Araip.B06 24905 p4 (AATA)6 24 114338817 114338840 ATTGTGGAGGGGAGGAAGTT TTGAATTTGAAAAGATAATGTGAGTTG 238

Ai06B24906 Araip.B06 24906 p4 (AATA)6 24 114341459 114341482 ATTGTGGAGGGGAGGAAGTT TTGAATTTGAAAAGATAATGTGAGTTG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B24907 Araip.B06 24907 p3 (AAG)36 108 114347867 114347974 CCGATCACTTTAGATCGGCT TTCCTCTGGTTCATTATCCTCC 278

Ai06B24909 Araip.B06 24909 p2 (GT)8 16 114355281 114355296 AGCCAACTTTGAGCCTACGA AGCATGTACCCAATTCCCAA 219

Ai06B24911 Araip.B06 24911 p2 (TG)10 20 114363571 114363590 TTGGGAATTGGGTACATGCT TTATTGAGCTTCGCTTTGGG 204

Ai06B24913 Araip.B06 24913 p3 (GGA)5 15 114372949 114372963 GACGAGATGAAGTCCCCAAA TGAAGAAAGCTTTTGCCTCC 135

Ai06B24916 Araip.B06 24916 c (T)10ccctatttgtacaatactgttcaaaaaattcag(A)1356 114380186 114380241 GAGCCTCCCAATGCTAAACA GGCCTTCCTATGATGGTTGA 254

Ai06B24917 Araip.B06 24917 p3 (ATT)5 15 114383940 114383954 GCGCAGGTAACTCTCTGTCC CCCTTCTGCTTCTGCTTCTG 142

Ai06B24921 Araip.B06 24921 p3 (TCA)5 15 114400974 114400988 TGATAACATTCAGCAGGGCA GGGACCCACTCATTCAGAGA 134

Ai06B24923 Araip.B06 24923 p3 (TCA)5 15 114402917 114402931 TTGCTAGCTTCCTTTGCTCC GGGACCCACTCATTCAGAGA 208

Ai06B24936 Araip.B06 24936 p3 (TAT)5 15 114464042 114464056 AGCACATAAGGCAGGATTCG CAACTGCTGCGAAGGATGTA 233

Ai06B24946 Araip.B06 24946 p3 (CTC)6 18 114526502 114526519 CTAAAGCAAGGTCTCGTGCC ACCTCACCAGAAGAGCCAGA 202

Ai06B24949 Araip.B06 24949 p3 (AAT)5 15 114562815 114562829 TTGTTGCAAACAGCTGGAAG TTCTCGGTACAAGGCACAAA 164

Ai06B24955 Araip.B06 24955 p2 (TA)7 14 114572147 114572160 CATGATGTTAGAAAAAGTGAAAAATAA CAAACAAGCCAATCTTTCCA 267

Ai06B24959 Araip.B06 24959 p4 (ACCA)5 20 114583590 114583609 CTCCGCAGTTTGTGAAGACA TGGGATTTGTTTTTCTTATGCT 193

Ai06B24961 Araip.B06 24961 p3 (TAA)5 15 114584009 114584023 GGAATCCAGTGCCTGTTCAT GGTTCAAGGCGTGTAGGTGT 280

Ai06B24962 Araip.B06 24962 p3 (TTA)6 18 114584501 114584518 GGCTATACCATGCCCCCTAT TTCACGTTTACCACTTCACACTG 273

Ai06B24965 Araip.B06 24965 p2 (AT)6 12 114592350 114592361 GTTTCTTCCAAATGGAACCG AGGGTCGTCCAAGGTAGGTT 246

Ai06B24966 Araip.B06 24966 p2 (AT)6 12 114592580 114592591 CGACCCTAATTCCTCTGCTC AGGGCAAGAATGTGGTTTTG 276

Ai06B24967 Araip.B06 24967 p3 (TCC)6 18 114593105 114593122 CTCGCTTTCTTCTTCCCTCA TGCTTCTTCACCAGGGAGAG 176

Ai06B24969 Araip.B06 24969 c (TC)13ttctattttccctctctc(T)1155 114596858 114596912 CAAAGCATCAATAATAGCAACG CTTCCCGTCTCAACTTGCTT 198

Ai06B24976 Araip.B06 24976 c (A)11g(A)10 22 114615756 114615777 GTTCAGCAAATTGCATGCTG GAGGTGATACATTGTGGGGG 197

Ai06B24978 Araip.B06 24978 c (T)14gttcattgctatttgaacacacaacaacacatcacaa(TAT)1493 114631446 114631538 GCCACAAGGATGGTGAAGAC GAGACAGTGATTCGAAAGGAGA 218

Ai06B24981 Araip.B06 24981 c (A)14ttgaggtatacaaatcggaccctggtataaaaaaataccaaaaattacaatatttaacttcatcactcatctcacttccaaagag(A)11110 114651972 114652081 ATCGGACCATCCAATTTCTG TCAATTTAATCCCCTTTTGATTC 280

Ai06B24982 Araip.B06 24982 p4 (TTTA)5 20 114652649 114652668 TCAAGAAGGAAATCGGGAAA GTCATTAACGCGGAAACCTG 256

Ai06B24986 Araip.B06 24986 p3 (TCT)7 21 114656589 114656609 TCAGACCAAAATTGCACCTTA CGCGTGTTTTCTTCTCATCA 280

Ai06B24989 Araip.B06 24989 c (TA)6atgaaatatcaccttgcgaaaatttctggacaaattaaagtatgtaacaaagttactgaagaggttgaacttcaattcaaaaggcttttgatgaaaaat(A)11122 114661936 114662057 TCTGACCCGGCTTGAAAATA TCTTGTGCTTGTGGTTCCAA 276

Ai06B24998 Araip.B06 24998 p3 (AAT)6 18 114688427 114688444 TGACGACAGTGCATCATTTG TTGGCTCGACTCGGATAACT 134

Ai06B24999 Araip.B06 24999 c (T)10gctacaaaatgatttcgaaggtttaacttagttttaaaattttctttttaccaaaatttttatttttattaccaaattactcttaactaaaaaaatat(A)10cgg(A)11132 114688727 114688858 TTTTGAGTTTTAATCGTAGAAATCG TTCTTCTCTGGAAACCCCCT 214

Ai06B25000 Araip.B06 25000 c (TTC)5tttttcttctgttgttgctctgattccattatccattgttatttttatttgttgttgttcttctg(GTT)595 114689178 114689272 AGAGACACTGAGGGAGACCG GTAGAGGCACAAGCAAAGGC 280

Ai06B25005 Araip.B06 25005 p4 (ATAA)5 20 114707719 114707738 CGAGGTGGACTACGACCAAT AGGTTAGGTTGGCAGAGGCT 276

Ai06B25006 Araip.B06 25006 p2 (AT)7 14 114709868 114709881 ATCAAAACGAAGCCACCAAG CCCAGTTTTGTGCCCTAAGA 280

Ai06B25007 Araip.B06 25007 p4 (ATAA)5 20 114712475 114712494 TACCGAGGTGGACTACGACC AGGTTAGGTTGGTGGAGGCT 279

Ai06B25009 Araip.B06 25009 p3 (TCC)5 15 114726125 114726139 TCAATTGGGTCCCTAAACCA GGAGGAATGAGGGTGTGAGA 242

Ai06B25020 Araip.B06 25020 p3 (AGA)6 18 114785112 114785129 ATGTTGGGTTCTCGCATAGG CATTCTCTTCTCTTTACTGCCCA 223

Ai06B25024 Araip.B06 25024 p3 (CAA)5 15 114814980 114814994 TCCACACCACCACTTTTTCA GCGGTGGTCTCAGACAATTT 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25026 Araip.B06 25026 p2 (AT)13 26 114819901 114819926 AACGGCATCTCATTCCTTTG TTACCCTGGACAGTCCTTGC 163

Ai06B25027 Araip.B06 25027 c (GA)6aaaagagagaaaagggaaaatagaggagaaaggagagaaagagagagaatgagag(GA)781 114825220 114825300 AAAGGAAAGAGAGAGGAGCGA CCTCCCCTTTCCCTCTCTAA 254

Ai06B25028 Araip.B06 25028 p2 (GA)6 12 114825426 114825437 TAGAGAGGGAAAGGGGAGGA CGGCCTAAACCTGACAAAAA 279

Ai06B25029 Araip.B06 25029 p6 (TTTAAT)5 30 114826513 114826542 TGGCTTAAAGGGTACGAAACA GGAAATCCCCAGCTTTCATT 267

Ai06B25031 Araip.B06 25031 p3 (ATT)6 18 114830314 114830331 GAATGATTCTGCCAATAACAAAT GGTGTCGAGAGATCGAGGAG 264

Ai06B25032 Araip.B06 25032 p3 (ATT)5 15 114831172 114831186 GCACAACAATTTTTAGATTGGC TCTTTTACAATTTCTCCTTTTAACAAT 280

Ai06B25037 Araip.B06 25037 p2 (AC)6 12 114851262 114851273 AAATGCACAAGCAAGGAAGC TCGAGCACACTAGAATGAGTGAA 204

Ai06B25038 Araip.B06 25038 p2 (GA)8 16 114874207 114874222 GGCAACCTTCACAACATCCT AGAGAAAATAGCCGGGGAAA 250

Ai06B25039 Araip.B06 25039 p2 (AT)6 12 114878124 114878135 AGCTCCTAACTCAGCTTGCG TCGTTAGGCGTCTGGACTCT 241

Ai06B25040 Araip.B06 25040 c (AG)6aa(AG)17 48 114888281 114888328 AATTAATCGGGGTTTCCAGC CACCTTTCTCTTGCCGAGTC 182

Ai06B25041 Araip.B06 25041 p3 (ATT)7 21 114898810 114898830 AGATCATCTTGAGCTCCCCA GCCAAAAGTTTGCGTCCTTA 270

Ai06B25045 Araip.B06 25045 p2 (AT)6 12 114903738 114903749 AGTGGTGCAAGCCACATATT AGCAAACCACAAGTGCCTCT 265

Ai06B25046 Araip.B06 25046 p3 (TAA)5 15 114909318 114909332 CAACTAGGCTGAGAGGTGGC CAAGAAAATGCAGTGGCTCA 252

Ai06B25049 Araip.B06 25049 p3 (GGT)5 15 114925082 114925096 TGTGTTGTTGTTGATGGATTGA TCATCCTCAACATTTCATTTGAT 181

Ai06B25050 Araip.B06 25050 p2 (TG)7 14 114926098 114926111 ATTCGTCAAAGACGTTTGGG CGTCCCCTCACTGTTTCATT 278

Ai06B25054 Araip.B06 25054 p2 (AT)14 28 114949814 114949841 TGGGTGCTCTGTTTTTCACA TTACCCGTAAACTCGCAAGG 217

Ai06B25057 Araip.B06 25057 p3 (TAT)12 36 114962318 114962353 CATTCTTTGTCTCCCCCTCTT TTATTTTCGGCTGCCATCTC 279

Ai06B25059 Araip.B06 25059 p2 (TA)8 16 114970254 114970269 TTGTGGTATTTGAAGGCTTGG CCTTTCTTACCTCTTCCGGC 194

Ai06B25063 Araip.B06 25063 p4 (ATTT)5 20 114983264 114983283 AGATGCAACCAGCACAACTG TTCAGCTTGGCATGAAGCTA 229

Ai06B25065 Araip.B06 25065 c (AG)12aaaatgtagagaatttggagcaatgcgggccaaac(TGG)574 114985506 114985579 AAAACACGGTTGGAGTGGAG CATCACTTCAAACTTCGCCA 262

Ai06B25068 Araip.B06 25068 c (TAT)8tagatgtcgccctcattattatttttg(TTA)566 115001715 115001780 ATCGGAGTGTCTTTGCAGGT GGTTTGTGTCTGGTCCGACT 257

Ai06B25072 Araip.B06 25072 p2 (AG)7 14 115026979 115026992 CAGCATCTGCATTCTGCATT TTGCCAATTTTTCATGGTCA 266

Ai06B25074 Araip.B06 25074 c (TA)7atttaataaatgagatctattaattttcatccaatgaagaccat(TA)772 115036025 115036096 TTCAGAAATGGACAGGAGCC AAGGACATTAATAATCCGGAAAGA 245

Ai06B25075 Araip.B06 25075 p2 (AT)7 14 115036633 115036646 TTTTCTAACTCGGCAGGCTT TTGTTGAGTTTATAAATGGTCTCCA 138

Ai06B25076 Araip.B06 25076 c (AT)7aatggtcttcattggatgaaaattaatagatctcatttattaaat(TA)773 115038201 115038273 TTGGTCATAGGATTATTAAAAGGACA ATCCTTTTGACAAATATGCGG 202

Ai06B25077 Araip.B06 25077 p2 (AT)7 14 115039221 115039234 TTTGGATGAGATCCTAACTTATTCTG CAACTCTTTGCACGCCATAA 273

Ai06B25078 Araip.B06 25078 p2 (TC)6 12 115046603 115046614 TCCTCACTCCTCTCCTTCCA TCCTAATGGAGAAGCGAAAGA 222

Ai06B25080 Araip.B06 25080 c (GA)6a(AG)7 27 115048025 115048051 TTGAATGATATAATAACGGACTTGAGA CTTGAAATGGATGGGAATGG 253

Ai06B25083 Araip.B06 25083 c (T)11gtggataaggaaggtcaaagatcccaaaaaaaatat(A)1259 115054613 115054671 AGTGCTGGCTCTAATTTGCC CCTGAGAGAAGCGAATACCG 273

Ai06B25086 Araip.B06 25086 p2 (AT)7 14 115058283 115058296 ATAGGAGACTCAAACCCGCA CTTAATGGCGCTCAAACAAA 252

Ai06B25089 Araip.B06 25089 c (T)10cgtgataacaaaacgcagattgcgttttgtaccgagggtcagcc(T)1064 115064281 115064344 TTCAGCAAAGGGAACAAAGG CAGCCTGTGTTTTGCGTTTA 182

Ai06B25090 Araip.B06 25090 p3 (TAT)5 15 115066995 115067009 AGCGGATCCAATTTTCTGAG TCATCACGATAGCATTCACCA 238

Ai06B25096 Araip.B06 25096 c (T)11aatttaaaaaaattcaaaaaaggaaaacgaaaaaagaaagagctttttgatccttccttgcattataacattaactacgtgag(TC)7108 115086053 115086160 TGTAGATTTTAATCCCATGTGGC AACTGGAGGAAGGAAAACGG 200

Ai06B25102 Araip.B06 25102 p2 (CT)6 12 115096626 115096637 TTTTGTTTGTTTCTTATCTTTTTCG CAGATGGAAGAGAGGGTTCG 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25103 Araip.B06 25103 p2 (TC)6 12 115096758 115096769 CGAAAATATCTTCCCTCTTTTTCA GAGAGGGTTCGAATTTGGGT 190

Ai06B25104 Araip.B06 25104 p3 (TTC)5 15 115100306 115100320 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai06B25105 Araip.B06 25105 c (A)10g(A)11 22 115107953 115107974 CCCTAATGAAAACAATAACAGCA TCCTTGCAATAACCTTTGCTT 141

Ai06B25114 Araip.B06 25114 p2 (TA)6 12 115152547 115152558 CGCTTGGTGAAATTGTTTCC AACTGAAACACGGCGTATCC 199

Ai06B25116 Araip.B06 25116 p3 (TGT)5 15 115168272 115168286 ATGGCTCCTCCATGATTCAG AAACCTTCCTCCTCTTCCCA 153

Ai06B25117 Araip.B06 25117 c (CAC)6caacacaaccacaactacaaccacagagcaccgttaaccaccacctaattcccaaaaatggcatcattgagagaaaaaagaag(A)10111 115168654 115168764 CACCCTCTCTGCCGCTAT GACCAACTATTAAATTTACCCACTTTT 280

Ai06B25119 Araip.B06 25119 p5 (AATTG)6 30 115173084 115173113 CGGACGAGGTTTGGATTATT CATTCCGACCTTTGGGATAA 280

Ai06B25121 Araip.B06 25121 p3 (CTC)6 18 115197977 115197994 AGTGGACACTGCTAGGGCTG GTTTAGAGGAAGATCGGGGC 161

Ai06B25125 Araip.B06 25125 p3 (CCT)9 27 115219047 115219073 TATGCGTATCCACACCGAGA TCAGCAGCATCAAATGAACC 280

Ai06B25126 Araip.B06 25126 p3 (AAG)5 15 115219823 115219837 TGAGAGAAAACACGCGAAGA CGCGTTCCTTCTTCTTTGTC 120

Ai06B25127 Araip.B06 25127 p3 (ATG)6 18 115221733 115221750 CCATTCACCCAAAATCAACC ATTGCCAAGCTTCCTCTGAA 216

Ai06B25130 Araip.B06 25130 p2 (AT)6 12 115226510 115226521 CCGGAACTACACGGTGATCT GGAAATGTCGGCATTGATCT 210

Ai06B25133 Araip.B06 25133 p2 (GT)6 12 115236025 115236036 TTTTCACATCCACAAGCCAG TAAGGTTCCCTGCTCAAAAA 268

Ai06B25135 Araip.B06 25135 p2 (AG)15 30 115238858 115238887 AGAAGCTCCAGATTCCGGTT CCATTTGATCATTATTTATTTTCCC 275

Ai06B25137 Araip.B06 25137 c (CT)6t(TG)7 27 115241406 115241432 GATTTGGGTGGTAGTGGTGG AACCCCATTGACCCTTATGA 250

Ai06B25138 Araip.B06 25138 p2 (AT)6 12 115244580 115244591 TTTCGACGAGTATATGGGGC CGGTGTTCGAAAGAGGAGAG 183

Ai06B25140 Araip.B06 25140 p2 (TA)8 16 115246162 115246177 CATGGGTAGTGTGGTACTTCCAT AGGGTGAAATGCAACCAAAC 275

Ai06B25144 Araip.B06 25144 p3 (TCT)5 15 115283503 115283517 ACGCTGGAGTGTCTAACGGT CTCTGCCCTGACTTGGTCTC 254

Ai06B25146 Araip.B06 25146 c (TTA)5ctattttccagttatgtaaaaaaaattgaaaaattggtccaattatattagtacttagctgaaggtaaaaacaaagttaacaaaag(A)11112 115297266 115297377 ATTGATGGCCAATTGATGGT TGCATCTCTCGTAAATAATTGCTC 225

Ai06B25149 Araip.B06 25149 c (T)10cttttaattgagtccttgcaccaaaattttttttaattgggtctctacacttttttttccttttatttaggtccctgtaccag(T)13106 115300905 115301010 CCGGAATTTCAAGTAGGTTGG TTTTAATTGGGTCCCTGCAC 280

Ai06B25153 Araip.B06 25153 p3 (AGA)7 21 115312985 115313005 GCTTTTGTCTTCCCTTTCCC CTCTACACTCTCCTTGGCCG 210

Ai06B25158 Araip.B06 25158 p3 (GAA)5 15 115323232 115323246 TGCAAAGGAAGAAGGGAAGA AAAATCGTACGGAGGTGGTG 105

Ai06B25163 Araip.B06 25163 p3 (AAT)5 15 115339487 115339501 CGTGCATTCCTCTCCACTTC GTTCAAAACCGCCACAAATC 274

Ai06B25168 Araip.B06 25168 p3 (ATT)20 60 115368333 115368392 AAATACAAATATAAAAGTCATTTGCCA TCCGTTCCAGCTTATGCTTT 175

Ai06B25169 Araip.B06 25169 p2 (AT)6 12 115368992 115369003 GGGCTAAAATCTTTATAAATGGC CACCAATAGACTTGGTAGCGG 279

Ai06B25175 Araip.B06 25175 p3 (GAG)5 15 115375973 115375987 GTGGCAGAGAGGGAACAGAG ATCTGGTGGTGTTAGGACGG 101

Ai06B25183 Araip.B06 25183 p4 (AAAG)14 56 115395745 115395800 TATCCCACCGTCTTATTGCC CTTTCTCCTCTTCGCTCCCT 162

Ai06B25186 Araip.B06 25186 c* (TAT)5(T)10* 24 115406189 115406212 TGCAATAAAAGAAAATGGAAGAA TGCGTAAATTTGCACCATGT 215

Ai06B25188 Araip.B06 25188 p2 (AG)15 30 115420479 115420508 ATGTGGATTCATCAAGGGGA GGTGGTAAAGCCAACGGTAA 170

Ai06B25189 Araip.B06 25189 p2 (AG)22 44 115421150 115421193 TGAGCACGACAGGAAGAAGA GCAAAATTCTCCAAACCCAA 206

Ai06B25191 Araip.B06 25191 p2 (TA)6 12 115444273 115444284 AGGAGCCTTGAAAAAGGGAG CTGGAGACTCTTTGGAAGCG 272

Ai06B25193 Araip.B06 25193 p2 (TA)6 12 115465666 115465677 TCAGTTGTGCACACTTTTCCTT TGATTCAAGCGAAGAGCAGA 219

Ai06B25196 Araip.B06 25196 p2 (TA)11 22 115472707 115472728 TTTTTGTTGTGCTGAGGTGG TGATTCAAGCGAAGAGCAGA 198

Ai06B25197 Araip.B06 25197 p2 (TA)7 14 115475019 115475032 AAAGTAAGAATTGGCCCGAAA ATGGGTGAGTTCAATGCCTC 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25199 Araip.B06 25199 p3 (AGA)9 27 115480297 115480323 CTGTCCAGGTTTTTGCTGGT CCCACTCAAACGGTTTCTCT 256

Ai06B25202 Araip.B06 25202 p2 (TA)12 24 115486346 115486369 CTTCCGGGACTTATGGGTTT CAAAATTACAGCCCCTCCAA 232

Ai06B25206 Araip.B06 25206 c (T)10ctagtttttaatcttcaattattttgatgctatgatttctcttttttctagtgtctaattctcctttttatggatgattc(T)10100 115509668 115509767 CTCTTTCGTTTGTGGCTTCC TCATCAAAAGAGTATCAAGACACCA 155

Ai06B25208 Araip.B06 25208 p2 (AG)6 12 115513242 115513253 AAGCATAACCAAATCACGGC ACAACGAAAACCTTGATGGC 235

Ai06B25209 Araip.B06 25209 p2 (TA)19 38 115516659 115516696 GATCAACTGTCGCCCTCTTC CAGCAGAATAGGCAAAGCAA 251

Ai06B25218 Araip.B06 25218 p3 (ATT)10 30 115551543 115551572 TGTCAAATTTCATGTCTAATTTTGGT CCCAAAATGTTGTAGTGCGA 264

Ai06B25221 Araip.B06 25221 p2 (AC)6 12 115562590 115562601 AAAACCTAATTTCTACCCAAACCC CGATGACGAAGACGCATAGA 247

Ai06B25222 Araip.B06 25222 c (CA)6(GA)12 36 115563144 115563179 GTGTCGCACTTAGGAGGGTC CAGGTCTCCCCTTTCTCTCC 245

Ai06B25223 Araip.B06 25223 p2 (TA)8 16 115566219 115566234 TGAACGCAGAAGTCACGAAG CTGCAATACCGCTCCAAAAT 178

Ai06B25228 Araip.B06 25228 p2 (CT)10 20 115573346 115573365 CTCCACCAACCATCAGACCT GACAGAGAACGCGAGAAAGC 277

Ai06B25231 Araip.B06 25231 c (A)12gtaagagtgaaagggtttgtaaggagattgg(A)1053 115580729 115580781 TAGGTTCCATCTTTCGCCTT TAGCCATGGTCGTTCTCCTT 234

Ai06B25233 Araip.B06 25233 p2 (AG)6 12 115589554 115589565 ACTGTGGCAAAAGATGCCTT GTTTTTGGGGGACACATCAC 157

Ai06B25237 Araip.B06 25237 p2 (CT)7 14 115596083 115596096 CCTCCCTCTTCACTGTCGTC TGTTGTCGGTGCTCTGAGTC 101

Ai06B25239 Araip.B06 25239 p2 (TC)6 12 115602565 115602576 GTTGGCGCGTTATGAGATTT CGCGCAAAGTGTGTGTCTAT 254

Ai06B25241 Araip.B06 25241 p3 (TGC)5 15 115607196 115607210 TCGCAAATACGACTCTCACG TGAAGCCGAAGAAGAAGAGC 160

Ai06B25245 Araip.B06 25245 p2 (TA)8 16 115613740 115613755 TGGAATCTTATGCAATGCAATC AACACAAATCCAGTGAGGGTTT 280

Ai06B25246 Araip.B06 25246 p2 (AT)6 12 115614107 115614118 AAGGTTGTAATGGGGTCAAGG GGGGACAAAAATTACCCCAA 247

Ai06B25247 Araip.B06 25247 p2 (TA)7 14 115616621 115616634 AAGAAGGGCGAACACACAAG AGAATCACAACAATCCACACAC 272

Ai06B25252 Araip.B06 25252 p5 (CCTAC)6 30 115637361 115637390 CCGCAGATTAAAAACGGGTA AAAAATGCTCCATCGACACC 251

Ai06B25262 Araip.B06 25262 c (AAT)14aagc(ATG)18100 115667509 115667608 AAAGGAAAACCAAAAATGATAAAAA TGCCCATTCCAAAACATACA 239

Ai06B25265 Araip.B06 25265 p3 (ATC)6 18 115681666 115681683 ATACCAGGCCATCATGGAGA GCCATGGCAAGAGAACATTT 220

Ai06B25268 Araip.B06 25268 p3 (TCA)6 18 115691372 115691389 CAACCTTTTGGAGTTTGCTTG CTTCTTTCAAGTGCTTGGGG 163

Ai06B25269 Araip.B06 25269 p3 (ATA)7 21 115694456 115694476 TTTTTGCCGTGGTTGAATTT CCTGAACCACATCAAGAGCA 226

Ai06B25270 Araip.B06 25270 p3 (ATT)9 27 115695120 115695146 CCTTCATTTCCTACTTGGGATG CGTGGTTGAATTTAATCCCATT 236

Ai06B25272 Araip.B06 25272 p3 (GAA)5 15 115702573 115702587 TTCTCCTGTTCTCCCTTGGA TCACTCTGCGTGACCAAAAC 276

Ai06B25273 Araip.B06 25273 c (T)10(A)10 20 115703145 115703164 TCTGTTGCTTTGATTGCCTG TCAAGCTTAGTGAGCAGTACATGA 127

Ai06B25275 Araip.B06 25275 p2 (AC)6 12 115710476 115710487 TTTTTCCAAACCAAACTCTAATCC AAACACGTTTTTGGCGTTTC 109

Ai06B25277 Araip.B06 25277 p2 (GA)8 16 115712720 115712735 ACAGCATCTAAAAGCGCACC CGAGACAATGCCTCCTTCTC 233

Ai06B25279 Araip.B06 25279 p2 (TC)8 16 115729470 115729485 CTCTTCTCCGTCGTGGTCTC AAGGGAGAAGGAACGAAAGC 194

Ai06B25280 Araip.B06 25280 p2 (TA)9 18 115736793 115736810 TTCAATTAACTGGCAGGATGC GGTGTGCTTCGAATTCCAGT 137

Ai06B25282 Araip.B06 25282 c (T)11atttatttttggtcccactcataaaattaaaggtgagagatgagaggatcattttccaactattgt(TA)893 115740212 115740304 CGACTTCACCTGAGTTTTCACA CATGGACTTCTCACCTGCAA 264

Ai06B25284 Araip.B06 25284 p6 (ACCTTC)6 36 115743578 115743613 AAAAAGGACCTCAAGCCACA ACTCGTGAAGGGGATGAATG 246

Ai06B25285 Araip.B06 25285 p4 (AAAT)7 28 115744849 115744876 TCCCCCTTTTCTTAAAACAATATC CCCCATGTATATTGGGTTGC 273

Ai06B25286 Araip.B06 25286 c (TC)6ccccttccc(CT)6atcccttccttctctctcttcttctctctctcctctttctccccctcatctctccct(TC)11cttctctccctcttctctctctcctttccctctttctctctgtct(TC)12181 115747448 115747628 CTGGTTTTATTCAAACTCCAAAA GGAGAAAGAGGGGAAGGAGA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25288 Araip.B06 25288 p2 (GA)6 12 115748374 115748385 TCTCTCTCCCCCTTCCTTCT CCTCTTGTCCTTCTCTCCCC 276

Ai06B25289 Araip.B06 25289 p2 (AG)8 16 115748565 115748580 GTGTTTGTGACAGAGCGTGG ATCCTCTCTCTCCTGCTCCC 220

Ai06B25291 Araip.B06 25291 p3 (TTC)6 18 115749508 115749525 CCATGCACACCCCTAATCTT GGAAGTGGTTGTGATTCCAAA 269

Ai06B25298 Araip.B06 25298 c (T)10(A)10 20 115791768 115791787 TGCCTTTCAAGCTTTGTTGA CCATATTGAGCAAGAGAAATGC 257

Ai06B25305 Araip.B06 25305 c* (CTT)20(TC)16* 91 115821374 115821464 CGAAACCATTACCACCATCC AGAAAGAGAAGGAGGGGTCG 270

Ai06B25306 Araip.B06 25306 c (AT)12tgtaaaaaaaatttttttgaatttttatattgtattttttttgtttttgttttttc(TA)692 115826038 115826129 GCACGGAGGAAAAACAAAAA ATTTCAGAACAGGAACCGGA 201

Ai06B25315 Araip.B06 25315 p2 (CA)8 16 115837094 115837109 TGCAACGGTGGAAACAATAA ACCCCACAAAAGATCGTGTC 271

Ai06B25321 Araip.B06 25321 p3 (ATC)6 18 115860860 115860877 TCTTCCCCTTTTTCTTTCACC CCAAAAATTTCTGTGTCACTTTTT 212

Ai06B25322 Araip.B06 25322 p3 (TCA)5 15 115861313 115861327 TGAGTTCAATACCACTCATTTAGTTCA AAGAAGAATTGTGATGATAACGG 200

Ai06B25324 Araip.B06 25324 c (T)10atccctagtccctg(CT)840 115863685 115863724 GTGACCGGCACAAAAACATA CGATGGTTGGGTTCCATTAC 210

Ai06B25325 Araip.B06 25325 c (A)13ggtttgtgtgagattgtgtgtgtgagtgtgtaattcttgattacagagtggcactttcttttctct(TTTC)6103 115864214 115864316 GGTCACTTTCTGTCGGCATT CTTCCAAGTCGTCCAAGACC 222

Ai06B25326 Araip.B06 25326 p3 (TTA)5 15 115864666 115864680 GCTTTCTCAGAGATCCTGCC CCAGCAAGAATGCATGTATGA 249

Ai06B25327 Araip.B06 25327 p3 (ATT)5 15 115868423 115868437 CCCAACAGTTACCCTTGGAA CTGAAGCTATTCACGTGGGAG 203

Ai06B25330 Araip.B06 25330 p2 (TC)23 46 115871542 115871587 TCCCATTCTATGCAACCTCC CAGTAGACCTGACTGCTGCG 147

Ai06B25336 Araip.B06 25336 c (T)10atgtttaacacataaaaattcataact(A)1451 115889499 115889549 TTTGGTTGCTTCATGCAATA TGATCTTGGATTGCCATCAT 243

Ai06B25337 Araip.B06 25337 c (T)18gctgttgaaatacaatatctgaaacactagatcatagagttgttattttcttcttactttctattattcatttttttttgttttggtcaatgctaaactg(A)10128 115889974 115890101 TCGCGAATTAGACCAATTACAA CAGGTTAATTGGCCGAAAAG 271

Ai06B25338 Araip.B06 25338 p2 (TA)10 20 115891731 115891750 GAAGGGCAACACTATCCGAA TCGCGAATAAATAGGGATGG 199

Ai06B25340 Araip.B06 25340 c (T)10cttttctcttttaatataaataaaaaaaaatttttttttaataataaaaaaaatataataataaataaataaataaaatact(A)10102 115914458 115914559 GGGAATGTAGCATCATGGAGA TGCAAAGAATAAAAGTATGCAAATG 280

Ai06B25342 Araip.B06 25342 p2 (CT)7 14 115928148 115928161 GGGGCTCAATATAACCCCAT AAGGGATTAGCGATTAGGCG 166

Ai06B25345 Araip.B06 25345 c (GA)6gggagggagg(GA)634 115943546 115943579 TCGACCAAGTAACAAACTCACAA CCCCTCACCGTTACTGCTTA 263

Ai06B25346 Araip.B06 25346 p2 (TC)6 12 115948144 115948155 GGGTGGAGCACCACAGTTAT ATGGTGAGAGAAGCCAGTGC 101

Ai06B25347 Araip.B06 25347 p2 (CT)8 16 115948844 115948859 TCGTTCTCTTGTCACACGCT CGAGTGGGAGTGAGAAGTACG 101

Ai06B25348 Araip.B06 25348 c (TC)8aaacatgtgtcgttttc(TTG)548 115949056 115949103 CGTACTTCTCACTCCCACTCG GGTGAGTGCGAAAGTGTTGA 278

Ai06B25353 Araip.B06 25353 c (AGA)6gaaggaggaggagaagcagaagaagaatctgcgtgcgcgaagaagaaga(AGG)6agaaggtatgcgtgaatttgaaagaagaagaagatgacgtatgcgtgtatttga(AAG)9cgcaggggagaac(AAG)5194 115990210 115990403 TTGGTGTTATTGGTGATGACG TTCTTCTTCTCATCCTCCCG 250

Ai06B25354 Araip.B06 25354 c (A)13tcacattaattttaagcctaataggggcgcgatacattaaattctgaaaaaatactgcaagaatgaaatttcaaatctttttgggccctt(A)10113 115993359 115993471 TCAAAAAGGTTGTGGGTTCG TAAGTGGATGTCGCTGTTGC 226

Ai06B25355 Araip.B06 25355 p3 (TTG)9 27 115999334 115999360 TTTATCCATGTAGCCGACCC CTGTCATTAAAGGGCAAGGG 170

Ai06B25358 Araip.B06 25358 p3 (TAA)20 60 116005558 116005617 GGAGTGTTTGTGGGTGAAGG TCTGGGTGGCAAAAGAAATC 244

Ai06B25361 Araip.B06 25361 p3 (GGT)5 15 116017051 116017065 GGGGTGGTGCAGATAGTGAT CGGAATGGTTGTTTTGTGTG 275

Ai06B25363 Araip.B06 25363 p3 (GAA)5 15 116026064 116026078 GCTTTTGTCTTCCCTTTCCC CTTGGCCGAAACACATCTCT 195

Ai06B25365 Araip.B06 25365 p2 (CT)8 16 116034017 116034032 TTATCCAGTTTTTGGCCCAG AGCCAATTGGGCAACATAAG 271

Ai06B25367 Araip.B06 25367 p2 (TA)9 18 116065046 116065063 TCACCTGGATTTTTGCTTGTC CCCATGTCCCTGCTTCATAG 279

Ai06B25369 Araip.B06 25369 p3 (TCT)5 15 116075044 116075058 ATCACCCTTTCCCAAGAACC GGCCTTAGGTGCCATCAATA 231

Ai06B25370 Araip.B06 25370 c (A)11gaaaaaaaatggc(A)1034 116075886 116075919 TTGATGTGGTGACAATGCTTC TTGGCTTTTTCTGCTTGCTT 265

Ai06B25372 Araip.B06 25372 p2 (TC)6 12 116084870 116084881 TTGGCTTTTTCCTTCTCCAA GGAGAGAGAGAAGGGAGGGA 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25377 Araip.B06 25377 p4 (ATTT)5 20 116096927 116096946 CGAATCGAGTTCTTTTAGTCACTG CCCAGTATCCCCACATTCAC 280

Ai06B25379 Araip.B06 25379 p3 (TTG)6 18 116100789 116100806 CGCAAGAAATGGAGGAGAAG GCCACCTGAAAAATCGAAAA 142

Ai06B25387 Araip.B06 25387 c (AT)7acttaagctttcttcgcaattat(TA)1363 116188347 116188409 CGGCAGGCTTGAATATTTGT GCACTGGAAGAATCACCCAC 269

Ai06B25391 Araip.B06 25391 p2 (CT)6 12 116204193 116204204 GTCCTAGGAAGCTGTGTCGC TTTGTCCTGCATCTGTCTGC 252

Ai06B25394 Araip.B06 25394 p3 (TTC)5 15 116217111 116217125 TTGTGTGGATTGGTTCTGGA TTGGGGGTTGGTTTCTGATA 280

Ai06B25395 Araip.B06 25395 p3 (TCT)5 15 116218783 116218797 CATCACTCACCAGCCTCAGA GCTTGAACAGAGGTCAAGGAA 237

Ai06B25396 Araip.B06 25396 c (A)10gaaaaacttttgtcttgctctaagagcattcaagaatctgtgttggtcagatgaacag(A)1078 116223003 116223080 ATCCAAACTGGATCTGCCAC GCAGAAAAAGATTGGGACGA 210

Ai06B25397 Araip.B06 25397 c (AGA)5caaccctgatgatgaattcattacagaaccatatgaagaaaaattgttactgta(ATT)790 116223270 116223359 ACCCCTTCCTTCTCTTCACC GCTCCTGTTCTTCTGGTTGC 211

Ai06B25398 Araip.B06 25398 p3 (CGG)5 15 116223474 116223488 GGTTTGGAAATCCTCCTTCC CCAATTCGGCTTCAACAACT 144

Ai06B25403 Araip.B06 25403 p2 (TA)6 12 116246932 116246943 GGGGAAGGGATGAGAAGAGA CCCTAAACTTTTTGTTCGTGTG 263

Ai06B25404 Araip.B06 25404 p3 (CTT)5 15 116253473 116253487 ACTCAACCATTTCCAAAGCG TGAAGATGAAACACGCGAAG 153

Ai06B25406 Araip.B06 25406 c (A)11gatgaataagaaa(AAG)539 116254528 116254566 TTGCAGCGTTATTTGTTTCTTC GGGTGTATTTTAAGAATTTTTGGG 259

Ai06B25407 Araip.B06 25407 p3 (AAG)5 15 116255073 116255087 ATGTGGTGTTGATGACGACG TCCACATACAAGCGTTTTTCC 205

Ai06B25414 Araip.B06 25414 p4 (TAAA)6 24 116287765 116287788 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 239

Ai06B25417 Araip.B06 25417 p2 (GT)6 12 116296759 116296770 ACCCCACTTCCCTTTCTGTT TCAAAAATGAAGCCCTAGCC 122

Ai06B25420 Araip.B06 25420 p2 (AT)14 28 116307767 116307794 TCCTTGAAGCAAAAGAAACAG AACAGTGGTGCTCAAAGCCT 248

Ai06B25421 Araip.B06 25421 p2 (AT)8 16 116316400 116316415 TGGCTTTTTCGGGACCTTAT TTCTCCAAGTCCGCCTCTAA 257

Ai06B25433 Araip.B06 25433 p2 (TG)6 12 116351438 116351449 GTATTGCAAAGCCTCCAACC CGGATCACTCTAACAGGCAC 249

Ai06B25434 Araip.B06 25434 p3 (ACA)7 21 116351984 116352004 TGGTTCCTCATGACCTCATCT GGACGGTGCCTAATGGATAA 275

Ai06B25437 Araip.B06 25437 p3 (TTC)5 15 116376748 116376762 TTCTTTCCTTCATTCCACGC GAGAAAATGGGACCACCAGA 219

Ai06B25439 Araip.B06 25439 p2 (AT)20 40 116379732 116379771 CTCCAAAAAGGGGACAAACA AATTTCGTGCACCACCTAGC 278

Ai06B25442 Araip.B06 25442 p2 (AT)6 12 116403801 116403812 TCTCTCTCCTCTAATTCTTGTCAAA AACAAAGTTATATGCTCAAAATCAAAA 278

Ai06B25443 Araip.B06 25443 c (T)10cattacggtattactttcatttaggttaacatacataaattttgattttgagcatataactttgtttaggttaacaaatacctacatttcaattttgag(TA)8125 116403919 116404043 ACCCTAAATAAAGTTATATGCTCAAAA TTGTCAAAATCTCTCAATTCTTTTC 270

Ai06B25444 Araip.B06 25444 p2 (TA)7 14 116408858 116408871 TTCTCAGAACCGGAAGCTGT TGGAGATGATGAGTGCAACTT 185

Ai06B25445 Araip.B06 25445 p3 (AAG)7 21 116414095 116414115 CGAAACCTTTGATAACGAAACA CTTCTTTTCCTCCTCCCCAC 116

Ai06B25446 Araip.B06 25446 p3 (TTC)5 15 116416424 116416438 GCGAGTGACATGATTGTGCT TCGTAAAAGAAACATCCGCA 269

Ai06B25448 Araip.B06 25448 c (CT)10tgttatgtcaacgtcttttctttttcttctccatggcgcagattaa(TC)1188 116419125 116419212 GGTGAGTCGTTGACCATTGA AAAACGGGGAACTAACCATAAA 253

Ai06B25451 Araip.B06 25451 p2 (AT)6 12 116424102 116424113 TTCAAGGGAAAGGAACATGC CACGTCCATTGGAATCTGTG 257

Ai06B25455 Araip.B06 25455 p2 (AT)7 14 116429234 116429247 TTAGACACGGTGGTACACGTC TAAGTACACAGGGGCGAAGC 111

Ai06B25458 Araip.B06 25458 c (T)10cttg(T)10 24 116439105 116439128 CATACTCTTCGGGAAGCCAA GTGAGGGATGTGGGTCAAAG 242

Ai06B25459 Araip.B06 25459 c (TC)7tttacttttaatacttctttctatctt(TA)653 116439851 116439903 GCATTAAAGAATGTGCGGTG TCTCGTGCTGATAACGTGTTG 274

Ai06B25461 Araip.B06 25461 c (TA)10catattacaacatataatattat(TA)655 116452083 116452137 GCATTAAAGAATGTGCGGTG GTTCCAAAGGTTGGGCATTA 244

Ai06B25462 Araip.B06 25462 p2 (TA)6 12 116452288 116452299 CCAACCTTTGGAACCTTGAA TCTCGTGCTGATAACGTGTTG 239

Ai06B25464 Araip.B06 25464 p2 (TA)8 16 116460390 116460405 TGAGGTGCTTTGAGGTGATG ACAAGCCACGTTTCCATTTC 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25466 Araip.B06 25466 p2 (TA)6 12 116462278 116462289 GATGTTCACCTTCCTACAATGAAA GGGAATGGCCGATAAATCTT 270

Ai06B25473 Araip.B06 25473 c (T)10agtttggtccctatacaattaaactaattactaccaagagggacctaattgaaaaaaaatttggtacagagactcaact(A)12101 116481980 116482080 TTGAGTCCTTGCATCAATTTTT TTTGCGAAATTTTTAATTAGGTTTC 203

Ai06B25477 Araip.B06 25477 c (T)10gttgctttatttctttttttgttctctttagac(A)1154 116490884 116490937 GTCTGTGCACCCCTACCTTG TTTGGCTATGGATTTAGGATTCA 223

Ai06B25481 Araip.B06 25481 p2 (TA)6 12 116505133 116505144 AGCCTTGTGATCATGTTTTGG TGTCAAAGGGATCGTCAACA 130

Ai06B25483 Araip.B06 25483 p2 (AT)9 18 116508131 116508148 CGAATGGAGTGAGACAAGGA CCTCTTGAAGGGGAGTGTTG 238

Ai06B25485 Araip.B06 25485 p2 (AT)6 12 116512389 116512400 CAAGGATTGTGTTTTGGATGAA GCAAACAATCGAGTCCATCA 277

Ai06B25486 Araip.B06 25486 c (T)14(A)10 24 116519237 116519260 CTGCTGAATGCACTTGGAAA AACGTCGAAAACCGATTGAC 239

Ai06B25487 Araip.B06 25487 p2 (CA)9 18 116521782 116521799 AAAAGCGCAACACTCAGGAT TGTATGGGGTATTCTTCGGC 153

Ai06B25488 Araip.B06 25488 p4 (AATA)5 20 116530622 116530641 GTCCTCCAGTCTCTGTCCCA CCAACTTGCCAACAACAAAA 236

Ai06B25490 Araip.B06 25490 p3 (TTC)5 15 116533035 116533049 CTCACGGATTCAAAATTGGG TGAAATCTTTCTTGATTAACCCAT 205

Ai06B25491 Araip.B06 25491 p3 (TCC)7 21 116536348 116536368 TTGTGACCTGACAAAGCTCG TGACTCTTCGTCTTCTCGAAATC 251

Ai06B25493 Araip.B06 25493 p3 (TTC)5 15 116539510 116539524 TACCACACACGTCGTTGACA ATCCCAGAAAGTGAAGCTTTT 190

Ai06B25494 Araip.B06 25494 c (A)12(TA)9 30 116542025 116542054 TGTGGATGCATCAGATTGGT GTGGATTTCTGGGTTGAGGA 176

Ai06B25495 Araip.B06 25495 p3 (TCT)5 15 116542738 116542752 GGCAAAACCACCATGAATTT GGGTTTTGTGTTTTGCATGA 256

Ai06B25497 Araip.B06 25497 c (AT)10ac(AG)11 44 116545164 116545207 TGGGAACAATGATGTTGCTG CCACCCACTCCATTTGCTAT 255

Ai06B25498 Araip.B06 25498 p2 (TC)7 14 116546993 116547006 TGTTTTCTCAAGGGGGAATG GTGACGAGGACTAAGCGAGG 101

Ai06B25501 Araip.B06 25501 c (A)10tattactggattcgtttcagatattcctaatatgttttctttttttctttattggttgccattgttgcctctgtgtttgac(T)14105 116548374 116548478 CCTCTAATGTGAGTTTGCCACA CCATAAAGGAAGCTCATAAAGCA 268

Ai06B25503 Araip.B06 25503 c (T)10ggacatgagtggaaacattattaggaatttatatatggaatcatgggctaagtatccaagcttttttgg(T)1291 116549068 116549158 TGATCAATGGCAGAATGGAA CATACATAAACAATGGGCTCC 232

Ai06B25504 Araip.B06 25504 p3 (TTC)6 18 116549438 116549455 TAAAAATCACCCACGCGTCA TCATCAAAAAGACGACTGCG 153

Ai06B25507 Araip.B06 25507 c (CTT)8ctcatgctcgtttacgcacagagcgtcttctgcttcttcaccttcttcttcgcgttct(TCC)6100 116551430 116551529 GGCCAACAAAAACCACTCTC ACCAGGGAGAGAAGGAGGAA 251

Ai06B25508 Araip.B06 25508 c (AGA)6acgtacgtgaatttga(AAG)549 116552753 116552801 TGATGGCAGCAGAGAAAATC TCACGCACTTCTCTTTTCTGTT 160

Ai06B25513 Araip.B06 25513 c (TTC)6tccaatgttgcaccttctt(TTTTTC)673 116570642 116570714 TCTCCTCCTCCTCCTTCTCC TGGCAGCAGAGAAAATCAAA 184

Ai06B25517 Araip.B06 25517 p3 (AAT)10 30 116586564 116586593 CACGTGAAATGTTGGTTCGT AATTTAGCCGTGTCAAAAGC 250

Ai06B25519 Araip.B06 25519 c (T)10catttttttcagaaatcatattgaaatactgaatgattagctttagctctgcacactgctgtagttcttcg(T)1293 116594043 116594135 CTCGTCCCTCGAAGGTAATG CTGACCAGTGAGCAGTGAGC 205

Ai06B25522 Araip.B06 25522 p3 (GTT)6 18 116600234 116600251 CTTCATGAAAGTCGACTGCG TCCATTAACCCCAATTTGCT 100

Ai06B25531 Araip.B06 25531 p3 (TCT)7 21 116629789 116629809 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 250

Ai06B25532 Araip.B06 25532 p2 (TA)8 16 116632248 116632263 TTTAAGTGTGGGGAGGTTGC TTCCAATCACAACTAATAAACCAAAA 278

Ai06B25533 Araip.B06 25533 p2 (TA)6 12 116632526 116632537 TGTTGGTCAATTTGGTGAAA CGAGGTAAGGCTGAGGGTAA 216

Ai06B25534 Araip.B06 25534 c (AAAAG)7aaa(AAAT)662 116636575 116636636 TGTGTGTGCTAATTAAGTGTGGG CATTGGTGTAATTTTGTCCCC 249

Ai06B25535 Araip.B06 25535 p2 (AT)12 24 116637215 116637238 TTTGACCCACTTTGACCACA CCAAGAAAGACAAGAAAGGGG 147

Ai06B25536 Araip.B06 25536 c (T)10ggaggaattgattttcg(T)1239 116639932 116639970 CGGGGGAAAGAATAATGGAT GTTGTAGGTTTGGCCCATGT 244

Ai06B25539 Araip.B06 25539 c (T)12ggacctggtgaaggccggacacccggctcacacacaaaaagaacagagacccagacccgcccgcctaattatcctaattcaaacaacagattac(CT)7120 116656254 116656373 GACAACACGTGTCCATGAGC CGCCTTTTGTCAACCTGATT 268

Ai06B25540 Araip.B06 25540 c (TAA)7ag(AT)7 37 116656788 116656824 CTCCAATCCTCAATCCCCTT CTTCTCCGGAATCCTCATCA 174

Ai06B25541 Araip.B06 25541 c (T)11ggacaagcttcacatgcataagtggaccaatgcaagcctttgcaatgaatgggtccggagacat(A)1186 116659396 116659481 TATGTTGAGGCAGGGAAAGG AACAGTGCCGAACACATATTAAA 239
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Ai06B25542 Araip.B06 25542 p4 (AATT)6 24 116662601 116662624 TCGGTATATCTTGCAACCCA TGATCAACATCTGCAGTCGAA 198

Ai06B25543 Araip.B06 25543 p2 (GA)8 16 116665994 116666009 ACTTCTTCCACCCCTAGCGT TTTTGGGAATACGGAAAACG 260

Ai06B25545 Araip.B06 25545 p2 (GA)7 14 116670933 116670946 GGTTCAACAACAGAAAAGCCA GTGTTGGACCATAGCAGCAA 279

Ai06B25546 Araip.B06 25546 c (ATA)10acaaagtgaattatcctctaccaactcctaagcaatattacacactacctccaataatatgaatttagcttgtgcaagtaaatcgttgttgtattatg(T)10138 116672208 116672345 TTTTCAGTATTTTAAGTCACAAACCAA TTTGAATATGGGATCTCGCTC 278

Ai06B25549 Araip.B06 25549 c (TA)10ttta(TG)7 38 116689170 116689207 TGAAAAGTGGATACGCCACA GGATGAAGACCAACTCAGGC 244

Ai06B25551 Araip.B06 25551 p2 (TC)19 38 116690044 116690081 CACGTTTTTCAGAGCCACAA GGATTGAATGGCAAAGAGGA 264

Ai06B25554 Araip.B06 25554 p3 (TAA)5 15 116698730 116698744 TACGTGCATGGTACGGGTTA GGGGCAAAAGGTAGAGGAAG 207

Ai06B25574 Araip.B06 25574 p3 (TCA)6 18 116767283 116767300 TCAGTGGAAGCTGAAGTCCC GCTCTTCCCTATGGCATGTT 217

Ai06B25575 Araip.B06 25575 p2 (CT)6 12 116775552 116775563 GGTGTTGCAGAATTTTGAAGG CACATTGCTTGCTTCGGTTA 216

Ai06B25576 Araip.B06 25576 c (T)10caattgaaggaataaaatataatttttaatcttttaatattttttttgttacatatataaaataaattataaaagattatattttattcttttaag(A)11117 116776117 116776233 TGGTGTGTGTGTCATCCAGA GGGGTTTCGGAAAACTTCAT 274

Ai06B25577 Araip.B06 25577 c (TA)6gaggataaaattggac(GT)640 116776337 116776376 GAAGTTTTCCGAAACCCCAT GCCACAAGCTTAGGACTTTGA 139

Ai06B25581 Araip.B06 25581 p2 (TA)6 12 116782374 116782385 TTGTAGAGGATTTGAATGTGTATTTT GCGAGTCCAAGTAAACTCGTG 212

Ai06B25585 Araip.B06 25585 p5 (TTATC)5 25 116787564 116787588 TGTTTGAAGAGCTGGCAATG TTGAAGTGAAGTGTAAACTATGAGGG 274

Ai06B25586 Araip.B06 25586 p2 (TA)9 18 116790424 116790441 AAGAAGTCTCGTGTGGCCC TTGATTGTTGATTGATTGAATTG 234

Ai06B25588 Araip.B06 25588 p2 (CT)10 20 116806459 116806478 TCAATTAACCGCCATCACAA CAACGGTAGACGGTGGAGAT 149

Ai06B25590 Araip.B06 25590 p3 (CTT)5 15 116807517 116807531 CAAGCCCAACAAAAACAACC ATTCACGATTGGGGTTTTGA 132

Ai06B25591 Araip.B06 25591 p2 (AT)9 18 116809100 116809117 AGCTCTAAACTCGACCTGCG TGCCACATTAAGGTTGCTGA 248

Ai06B25592 Araip.B06 25592 p2 (AT)6 12 116810959 116810970 AGCTCTAGACTCGACCTGCG TTTCAGATGCAGGACGTGAG 223

Ai06B25593 Araip.B06 25593 p3 (TTC)5 15 116814222 116814236 TGACTGTTAATGGAAAGGTACAATG GGAGGAAAAGGAAGGAGGAG 269

Ai06B25594 Araip.B06 25594 c (TCA)5tc(T)10 27 116814688 116814714 TCTCCTCCTCATCTTTTGCTG TTGCAACATTATGTGATTCTTCTTC 181

Ai06B25595 Araip.B06 25595 c (CTT)5ttttttcttatttatctttttttttattttaccttctcaagtttcttcttgttttactcttttaacaagaataaaaac(A)10103 116815089 116815191 TTCTTCTCCCTCCTCCTCATC TTTGCAGCATTATGTGTTTCTTC 170

Ai06B25597 Araip.B06 25597 p3 (GAG)7 21 116816511 116816531 TCGTCCTCTTCCTCATGTGAT TGACATGAATTTGGTTCGTTTG 277

Ai06B25598 Araip.B06 25598 p2 (AC)7 14 116820492 116820505 ATGGGGCTAAGGTAAGGGTG GGGGACAAAATTACCCCAAT 239

Ai06B25599 Araip.B06 25599 p4 (TTAT)5 20 116820648 116820667 ATTCCCACTTTTGCATCACA TGGGTACCTACTCATGTGAGACC 253

Ai06B25602 Araip.B06 25602 p4 (AACT)5 20 116856802 116856821 TCTTGTGATTTCTTGTGAATCAA GTTTTGAAAAAGATAAGAAACAAACAA 239

Ai06B25603 Araip.B06 25603 p2 (TC)6 12 116857027 116857038 CGAAAATATCTTCCCTCTTTTTCA GGGTTCAAATTTGGGTGAGA 219

Ai06B25605 Araip.B06 25605 p3 (TTG)6 18 116880829 116880846 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCAAAA 143

Ai06B25607 Araip.B06 25607 p3 (ATG)6 18 116890680 116890697 TGGAGCTGGATGAGTGTGAG ATAACACCAAGCGGAGCCTA 258

Ai06B25611 Araip.B06 25611 c (T)10(A)10 20 116900489 116900508 CATCAGGTGCCACTTGTTTT GTAGAATCCGTGTCGCACAA 239

Ai06B25612 Araip.B06 25612 p2 (TA)6 12 116901448 116901459 TGATTTACCCAATTGATTCGTTT CACGGAGAAATTTGAATGCC 245

Ai06B25613 Araip.B06 25613 p2 (TA)6 12 116905179 116905190 TCGCAAGTCAAAGGAAACTT TCCACGTGTAGGTCAAGCAT 280

Ai06B25615 Araip.B06 25615 c (A)10tctaagtaaccattaaatctatcttcatagaattgtatcattatacaaataggcta(T)1278 116907917 116907994 ACCTTTTGCAAAGTGGGTCT TCCTGAAAGTATAAAAAGTTTGATCG 233

Ai06B25618 Araip.B06 25618 c (T)10gtttatgttatttttcaaaattttaaaaaag(A)1253 116914920 116914972 AAAGAGTGCTTGTTGGGAGG TTGGGAGTTGGGCTTTACAC 214

Ai06B25620 Araip.B06 25620 p2 (AC)6 12 116935009 116935020 TTTCAGGATTGTAATGGGGC AGGGGACAAAATTACCCCAA 253
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Ai06B25621 Araip.B06 25621 p4 (TTAT)5 20 116935165 116935184 TGCTTAACTATCCAAAATTCCCA GAATTTGGGTGCCAACTCAT 251

Ai06B25629 Araip.B06 25629 p3 (ACA)5 15 116954709 116954723 TGATGAGCAGATGATTTGTGTTC TCGTTTGATTCATGTAGCCG 181

Ai06B25632 Araip.B06 25632 p2 (TA)7 14 116968087 116968100 GATTCTTCCTCTGATGCGCT TTGTTGGTTTGTTCTATCCGTG 222

Ai06B25633 Araip.B06 25633 p2 (TC)7 14 116968536 116968549 TTGCAAGTGCAAGCTGTCAT AGCTTCAGCCGTTTCTGTGT 259

Ai06B25635 Araip.B06 25635 p2 (TC)7 14 116971857 116971870 TTGCAAGTGCAAGCTGTCAT AGCTTCAGCCGTTTCTGTGT 259

Ai06B25642 Araip.B06 25642 p2 (AG)8 16 117006535 117006550 GAAAAGGCGGACATAGTGGA TGGATGACATTGATCCCCTT 199

Ai06B25645 Araip.B06 25645 c (AAT)7(TAT)5 36 117010030 117010065 AAATCGTTTTGCTCTTGTCAAA TTCTTTATCTTCTGCTTTAATTAGTGG 265

Ai06B25646 Araip.B06 25646 p3 (ATC)5 15 117010655 117010669 CGTGAAACTATGGATCCACTTC CAGAGACTTTTGGGTGCCAT 118

Ai06B25648 Araip.B06 25648 p4 (AAAG)6 24 117012072 117012095 ACACTTAGGGAAATGCGAGG AGAAAGCGAATCTCAGTGGG 147

Ai06B25651 Araip.B06 25651 p2 (TA)6 12 117027311 117027322 CAAAATGCACCCAAAAACCT CATGCATTCGAGCCCTTCTA 240

Ai06B25652 Araip.B06 25652 p4 (TTTA)6 24 117035793 117035816 GGGCAGAAATTTTGTTAATTGC CCAAACTTCAACTGTTCTCGC 251

Ai06B25655 Araip.B06 25655 p3 (TTC)5 15 117046633 117046647 ATTCCTCTGCCTCTTCCCAT CACCACACCCAACAACAAAG 253

Ai06B25656 Araip.B06 25656 c (T)10aagtataaaaaaataaattatttgtttattttttataaatgactttttaataaaaaagtatataaaacaaacgtaggggg(A)14104 117047130 117047233 TTGTCCGCATTTTAGAAGGG CGCTGAGACCGAAAATCAAT 263

Ai06B25657 Araip.B06 25657 p3 (CTT)18 54 117047540 117047593 AAGGACCACATTGTTCGCAT TCCCCAAATTTCAATTGGTC 274

Ai06B25658 Araip.B06 25658 p2 (GA)11 22 117050705 117050726 ACATGGGGTTTAGGGGAAAG ATTTCCAAGATGAATCCCCA 205

Ai06B25665 Araip.B06 25665 p5 (ATCCG)5 25 117068075 117068099 AAAAAGAGAAGGTTTAATCATGCAG ATGCCCATCGACTCGTTATC 221

Ai06B25666 Araip.B06 25666 p3 (GAA)6 18 117075979 117075996 TGCCCCCAGATCTCATACTC AGCTGCCACGTTGTCTTCTT 180

Ai06B25667 Araip.B06 25667 c (TA)9(GA)9 36 117077920 117077955 GCTGAAGAGCATTAGCTCGC CCTGCCTTATCAACACTCAGC 243

Ai06B25672 Araip.B06 25672 p2 (CT)7 14 117086576 117086589 ACTTTCCCTTCCTCCCTCAA TTGTTGCTGTGAATGGTGGT 159

Ai06B25673 Araip.B06 25673 p5 (AAAAT)5 25 117086777 117086801 CCACCATTCACAGCAACAAC TCCTCTGTCTGGGTTCCATC 263

Ai06B25675 Araip.B06 25675 p3 (AGG)5 15 117090369 117090383 CGAAACCTGTTCGACGAAAT ACTATCGGATCCACGAAACG 185

Ai06B25680 Araip.B06 25680 p2 (GA)6 12 117105499 117105510 ACGACAAAACCTGGCTTAGG GTTCATGTGGTCACTGCTGC 266

Ai06B25685 Araip.B06 25685 p2 (TA)7 14 117129272 117129285 TGTCCTCGTGCTAAATCCAA GGCTTGGCTATATGATTCCTTG 185

Ai06B25688 Araip.B06 25688 p2 (AT)6 12 117148681 117148692 TGTTCAATAAAATTATCTCTTTCCTTT TTTTGAGCATATAACTTTGTTTAGGG 164

Ai06B25689 Araip.B06 25689 c (T)14cattacggtattactttcatttaggttaacatacataaatttttattttgagcatataactttgtttagagtaacaaatacatacattttaattttgag(TA)6125 117148799 117148923 CCCTAAACAAAGTTATATGCTCAAAA TCTTACATTATTACATTTTGCTGGAA 228

Ai06B25692 Araip.B06 25692 p3 (TGG)6 18 117156270 117156287 GAACCCTGGAGTTGGAACAA TGGTGGAACACAAGATGAGG 262

Ai06B25693 Araip.B06 25693 p2 (TA)6 12 117161441 117161452 TGGATAAGTTTAGCTCATTAACTCG GCTGGCTCGAATAATAAAAACA 280

Ai06B25696 Araip.B06 25696 p3 (TCT)9 27 117162910 117162936 GTCCTGCTGCTTTGCTGTC AAGAAGAAGAAGCGGTGGTG 154

Ai06B25697 Araip.B06 25697 p3 (TGG)5 15 117163403 117163417 ATGAAGAGAGGGGCATGAGA TCTTCACCTTCCTCACCCAC 280

Ai06B25700 Araip.B06 25700 c (AT)6cacttttaagaatagtgtgcgaatttgcactatccgcaaggcaaatatcttcggaatatatccttgccatttctcttcaaagaca(AAT)5112 117177863 117177974 ATCACATTACCCGAGCCAAT TTTTTACTGTGCATGTACTTTTGC 205

Ai06B25701 Araip.B06 25701 p2 (AT)9 18 117179314 117179331 TTGCCTCGTTCATGCTTTTA CAGCCCAATTATTTTGTGCAT 280

Ai06B25707 Araip.B06 25707 p2 (TA)8 16 117195548 117195563 TCAATTTTCGTACACACATGTCC CAGCAATGCATCACCCATAC 219

Ai06B25709 Araip.B06 25709 c (A)10caatatttactatacacgaaagtcatattgagatgttaaaactg(A)1064 117200751 117200814 TGAAAACAGAGGAATTTGTGGA GCTTTGACGTTTCTCTTGGC 251

Ai06B25710 Araip.B06 25710 p3 (ACA)5 15 117202128 117202142 TGTCATGACCTGAACCAAGC TGCGACTTTTGACATGTTGG 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25713 Araip.B06 25713 p3 (TTA)6 18 117207593 117207610 GCCTTAAGGAAAACAAAGAATCAA TTCCACTCTCTTATCATTCCACTT 242

Ai06B25716 Araip.B06 25716 p2 (TA)6 12 117221811 117221822 GACTCCTAAGCCCTGAACCC TTCTGTGGGAAGACAAGATCAA 256

Ai06B25717 Araip.B06 25717 p3 (CAA)5 15 117224266 117224280 GCTGAAATTTCCCCTGCTTC TTTGTTTTGGTTTCCCTTCG 235

Ai06B25720 Araip.B06 25720 c (GA)13aagagggggaaaa(G)106145 117226047 117226191 TGAGTGTGAGAGGAAGAGCAC AGAGAACCGGCGGATTTG 280

Ai06B25737 Araip.B06 25737 c (GAG)5aaagtgtc(GGT)641 117285998 117286038 GCACGTGAGGGGAGGTATTA ACCTTTGGGAACGTGCATAG 253

Ai06B25738 Araip.B06 25738 c (AC)6cccttctctttatcttctatttc(T)1247 117286699 117286745 TATAAGGACGCTCGGCAATC GAATGCAGGATGCACAAATG 223

Ai06B25739 Araip.B06 25739 p3 (GGT)5 15 117287247 117287261 AAAAGAAAGCAGGGAAAGGG ATGTGGGGGTGTGTTGAGAT 237

Ai06B25740 Araip.B06 25740 p3 (ATA)5 15 117289071 117289085 TTTCGCATTAATTGGTCAAAAA GGCATTGCCATCCCTATTTA 266

Ai06B25741 Araip.B06 25741 c (TA)7(T)14 28 117290640 117290667 CAAGACGAGTGGTAGAGGGC AAAAATGACGTTGGGAGGGT 165

Ai06B25742 Araip.B06 25742 p2 (AG)17 34 117294964 117294997 TCGTGGACAAGGTTTCCAAT GAAATCTCCAAGCTCAAGCG 226

Ai06B25745 Araip.B06 25745 p3 (GAA)5 15 117312153 117312167 GGTCAGGTACGGAATCGCTA AAGAAATCCGCGAAAGACAA 267

Ai06B25756 Araip.B06 25756 p2 (GA)7 14 117358942 117358955 GAAACTATGGCCAGTGAGGC GCAAAAAGCCCAGTGAAAAG 279

Ai06B25760 Araip.B06 25760 p2 (TA)7 14 117372743 117372756 TCATTTGGTATCAGAACTCAGGT AAAGAAGGACGCGAGAGACA 109

Ai06B25762 Araip.B06 25762 p2 (TA)6 12 117382849 117382860 TTTAACAGAATCACAACAATCCA GAAGTGCGAAACACACAGGA 272

Ai06B25763 Araip.B06 25763 p2 (TA)39 78 117384087 117384164 TCGTCTTGCAAGTTTGTGAA GAATTGATAAAAACCACCCACC 226

Ai06B25764 Araip.B06 25764 p2 (AT)6 12 117388110 117388121 TGGCTTTTGAAAGAATGATGG TTCTTTTTCTGCTTTCCCCC 151

Ai06B25765 Araip.B06 25765 p3 (TAG)5 15 117392040 117392054 TGGAATGTAGCTGTCCACCA ATTTTGATCTCACTCCCCCA 166

Ai06B25766 Araip.B06 25766 p2 (AT)6 12 117397036 117397047 AACAATGGCTTCCACGCTAC ACCCGTCCCCGATGTATATT 244

Ai06B25767 Araip.B06 25767 p3 (TCT)6 18 117398361 117398378 CAACCACCACACCTCCTTCT TCTTGGAGGTCACTGTGCTG 183

Ai06B25768 Araip.B06 25768 p3 (TAA)5 15 117399097 117399111 GCACAAGAAGAATGAAATGGTG CCCTGTGTAATCCATTAACCTT 231

Ai06B25773 Araip.B06 25773 p3 (GAA)5 15 117437892 117437906 AGTGGTCTTGATGGGCTTTG TCTCTTCTTGGCCGAAACAC 228

Ai06B25774 Araip.B06 25774 c (A)10ttttttttgaaaacaaaggagaaatttttgaaagg(T)10gaaa(T)1069 117441034 117441102 CATGACACGCCTGACATACC TGACGGTTCATCTTGTTGCT 269

Ai06B25776 Araip.B06 25776 p3 (CTT)5 15 117450602 117450616 ATCACATCCCCTCTCTGTCG TGGGAAACTCACTGGGAGAC 275

Ai06B25779 Araip.B06 25779 p2 (AT)12 24 117454642 117454665 AGCTTGCTTCAAGCCAAAAA AATGTCGCATCACAATCCAA 248

Ai06B25780 Araip.B06 25780 p2 (CT)6 12 117461347 117461358 AACCATTTTCCTCCCAAACC GAGAAGTGAGTTCGGCCAAG 135

Ai06B25788 Araip.B06 25788 p3 (TAT)5 15 117491763 117491777 TACCTGTTTTCCAAGGCACC AAATTGAGGTTTTTGTGGCG 166

Ai06B25789 Araip.B06 25789 p2 (TA)8 16 117492225 117492240 ATATTGTGCTCCTTCGTCGC AGCTCTTGACTAAGCCTGCG 114

Ai06B25790 Araip.B06 25790 p2 (TA)8 16 117492644 117492659 ATATTGTGCTCCTTCGTCGC AAATAAAAAGCGCAACGCTC 236

Ai06B25792 Araip.B06 25792 p2 (AT)6 12 117495249 117495260 CAGCCAGGTACAGCATTGTG TTTAGCGCGCAAGTAATCCT 258

Ai06B25793 Araip.B06 25793 c (AC)15ag(AT)8 48 117498088 117498135 GCTGAGCTTGAGCTTGGTCT GTTCGATTTAGCTTGCGGAG 270

Ai06B25794 Araip.B06 25794 p3 (CTT)22 66 117498833 117498898 CATGCTGGAGCAACTAACGA ATGGTTAAACCCAGCACAGC 222

Ai06B25796 Araip.B06 25796 c (CTT)22(TAT)17117 117500334 117500450 CATGCTGGAGCAACTAACGA ATGGTTAAACCCAGCACAGC 265

Ai06B25797 Araip.B06 25797 p3 (TGG)6 18 117501521 117501538 AGCAGTCACTGGTGTTGGTG AAGCTCCTCTTGGTGGAACA 242

Ai06B25799 Araip.B06 25799 p2 (CT)9 18 117513308 117513325 GGCCCAGATCCAAGTACAGA AGAAAGGGGCAATCATGAAA 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25801 Araip.B06 25801 p2 (CT)7 14 117519495 117519508 GGCCCAGATCCAAGTACAGA AGAAAGGGGCAATCATGAAA 190

Ai06B25802 Araip.B06 25802 p3 (TAT)5 15 117521979 117521993 GACGTTGTTTGTTGAGTGCG AAGTGAACGATGTCTTGCCC 208

Ai06B25805 Araip.B06 25805 p2 (TA)7 14 117528919 117528932 CGGTTTTCAGGTAAAGGCTC TGTAACACCCTCACCACCAA 122

Ai06B25807 Araip.B06 25807 p3 (AAG)5 15 117536307 117536321 TCAAGAAGAAGACGGGGTTG TTCGTCTGGTTCATTATCCTCC 100

Ai06B25809 Araip.B06 25809 p5 (GTGAG)5 25 117541073 117541097 TGCAAAGACATTGGCAGAAG AAAGCCCAATTGGTTGAGTG 278

Ai06B25810 Araip.B06 25810 p2 (TC)12 24 117541338 117541361 CACTCAACCAATTGGGCTTT TTTCTGCCACTCTCACATGC 126

Ai06B25811 Araip.B06 25811 c (T)10aaccgatatcctcgtcgtcatcataaccatttgattcggaaaaattcttctttttcctgtttg(T)1083 117541544 117541626 GCATGTGAGAGTGGCAGAAA CGGGAAATGATGGAAAGAAA 262

Ai06B25814 Araip.B06 25814 p3 (AAG)5 15 117546126 117546140 TGAATGAATGTAGGTTCATCCTCT CTCTTCATTTTCGTCATCCTCA 223

Ai06B25815 Araip.B06 25815 p3 (AAG)5 15 117546516 117546530 CGTCTTCCAAGTAATTTTGCAGT CCTCATCCTTTACTGCTGCTG 194

Ai06B25816 Araip.B06 25816 c (A)11tttgaaaaggtaaaacaagaatgaaaaaatgaataag(A)10gataatgatgatgatgaaa(AAG)695 117546780 117546874 TGCTGCATTTTTGTTCCATT CCATAACTACTTGCTTAGGCCAT 233

Ai06B25817 Araip.B06 25817 p3 (GAT)6 18 117547345 117547362 GATTGCAACATGCAAACTCG TCATTCGTTTTCTTCTTCCTCC 223

Ai06B25818 Araip.B06 25818 p3 (AGG)7 21 117547525 117547545 CGATGACGATAACGATGATGA TTAAATCACGCGCCTTCTCT 259

Ai06B25819 Araip.B06 25819 p2 (AT)7 14 117549297 117549310 GCGTTAAAAATGCTAACGTGAC GGGGTAGAAATTGTATTTGAGGG 274

Ai06B25820 Araip.B06 25820 p2 (AT)6 12 117550146 117550157 CCACGTTTGGCTTGTTTTCT TCATGTAACACCCCGGATTT 206

Ai06B25822 Araip.B06 25822 p3 (AAG)6 18 117556031 117556048 CGCAGAGGAGTGATTTGACA TCTGACATGAGTCAGCAGGC 270

Ai06B25823 Araip.B06 25823 p5 (TTATC)8 40 117567540 117567579 GGGGGATACCTGCAAGAGAC GCCCAACTCAAGGAATACGA 278

Ai06B25824 Araip.B06 25824 p2 (AT)16 32 117570648 117570679 TCCATGCAATGCAATCTAATC CAGTGAGGGTTCAATAGCTCA 280

Ai06B25829 Araip.B06 25829 p2 (AT)6 12 117639726 117639737 GTGCTTCTTTCCGATTCGAG TTGTCTGCTCTGATTGTCCG 225

Ai06B25830 Araip.B06 25830 p2 (AT)11 22 117642541 117642562 CGTTAAGCAGAGAAATTAGAGCA CCGGGTTACATCAAGCAACT 273

Ai06B25831 Araip.B06 25831 p2 (TA)6 12 117642681 117642692 CATTTTCTGCTTCCCCAAAG ATGCAACAGAGAATGATGCG 252

Ai06B25833 Araip.B06 25833 p3 (AGA)5 15 117660133 117660147 TGTTTATGCTCATGCGAAGG TGCGTTGCTTTGTTCTCATC 260

Ai06B25834 Araip.B06 25834 p3 (TGA)5 15 117665172 117665186 ATAAACGGAACCGAGGGAGT CTCCTCAGCCCCAATATCAA 175

Ai06B25835 Araip.B06 25835 p2 (TG)6 12 117667524 117667535 TTTTTGGTGCTGTCGATGAA TTGCTCCTGGAGTTACACCC 244

Ai06B25836 Araip.B06 25836 p3 (TTA)14 42 117670622 117670663 CAGCTCGCATGTACCGATTA TCCATAACGAAAACACGACA 170

Ai06B25837 Araip.B06 25837 c (TA)20ctc(AAT)7 64 117683537 117683600 TGGATGAATTATGTGGTGCC ATTTCAATCTTGAATTTCTTGTAGAAT 215

Ai06B25842 Araip.B06 25842 p3 (GCT)5 15 117707624 117707638 CCTTGCTTCTCCCTGTTCTG TTCCACAGCCAACAAAATCA 242

Ai06B25852 Araip.B06 25852 c (AT)8acacataagaaagcttgactctgatatcttcttgtgaggccaccatttaaacatattgccaagagaagaaaagaaaaatnnnn(A)15114 117753106 117753219 TTCCTCATCATTGTTGCATTCT TTTTGTTCCATTTGGATTCTGA 228

Ai06B25853 Araip.B06 25853 p2 (AT)18 36 117754179 117754214 CGCGTTGTAAAGCAAAGGTT TTTTCCTTATGACGCGAGGT 182

Ai06B25854 Araip.B06 25854 c (AT)9(AG)12 42 117759102 117759143 CTAAGCTTTACCTCGCGTCG TTGAAATCCGGTTTTTGAGC 168

Ai06B25855 Araip.B06 25855 p3 (AGA)6 18 117762736 117762753 TGATGGGCTTGTGAGATGAA ATGGCCGAATACACACATCA 244

Ai06B25856 Araip.B06 25856 p2 (GA)6 12 117762889 117762900 GGATTGGGTGGGAAAGAGAT ATGCCTAATTTGGTGCAAGG 229

Ai06B25860 Araip.B06 25860 p4 (TTTC)5 20 117781116 117781135 TGAAGGGGATCTTCTCTGGA CGCGAACCGAATCTTAAAGT 241

Ai06B25861 Araip.B06 25861 c (T)12atttcgtttggtagaaatagaacagctagtaattactttcatttgcattgagttcc(T)1482 117784880 117784961 GTCGGGGACTTGCACTTTTA TGAAAGAAAAAGGAAGGATTTG 223

Ai06B25865 Araip.B06 25865 c (ATC)5tcatatactatatactatatgg(TA)853 117794135 117794187 TTCCCTCTCTGCATCCACTC AAACAGTTGCACCAATGCAC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25867 Araip.B06 25867 p3 (TAA)5 15 117794673 117794687 TGTGCCAAGTGCCAACTAAG TGATGGAGCCAAGATCACAA 268

Ai06B25869 Araip.B06 25869 c (TCT)5tcatttacgtcttttctctctgttttctc(T)1054 117799205 117799258 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 185

Ai06B25881 Araip.B06 25881 p2 (AT)7 14 117822829 117822842 AAATTCTATTATATTGGCCCAGC AGGCTTCGATTTGAACATGC 216

Ai06B25882 Araip.B06 25882 p3 (ATA)6 18 117825928 117825945 TTGAAGGGATTGGATCAAAAA GCTCTATATGGTTCCTCCTAGATCA 279

Ai06B25883 Araip.B06 25883 p4 (AAAG)5 20 117828742 117828761 AAACCCGCATTCACCTCTTA CGGCTATTATACAAGGCCGA 254

Ai06B25885 Araip.B06 25885 p2 (AT)12 24 117832466 117832489 ATTTCGAGAAAGAAGGGGGA TCTGAGAGGATGGAATTGGG 214

Ai06B25892 Araip.B06 25892 p2 (CT)6 12 117887836 117887847 TTCAACAACCAAATGGCAAC CAGAGTGGGGGAATCACATT 222

Ai06B25895 Araip.B06 25895 p3 (AAG)5 15 117894762 117894776 TGCAAAATCGTCCCTAAGGT GCAGAAGCAGAGGCAGAAGT 214

Ai06B25897 Araip.B06 25897 p2 (TA)10 20 117896044 117896063 CGGACCATGTACACCCCTAC GTAATCGGCCCCTTTTGTCT 280

Ai06B25898 Araip.B06 25898 p2 (TA)6 12 117900595 117900606 CTTGAGAGGGGGTAACAACG TCACCTTTTGACCAGAAAAAGAA 263

Ai06B25904 Araip.B06 25904 c (T)11catttttgcataatttttgtaaac(T)1045 117918199 117918243 GGCTTTGATTTCTCCCTCGT AGCAAAGGAAAGCCACAAAA 160

Ai06B25905 Araip.B06 25905 p3 (CAC)5 15 117924126 117924140 GCACAAACTCGGTGCAAAT GTTAAAAAGGAGCTTGATCTTCC 280

Ai06B25906 Araip.B06 25906 p2 (AT)7 14 117926757 117926770 GGGGTGTGTCGAGCTTACTC CCCCCTGTCCCTAATGAGA 265

Ai06B25909 Araip.B06 25909 p2 (AT)6 12 117946599 117946610 GTCGCAACATGTGACTGGAT ACCCAACATGTCCTGGTAGC 161

Ai06B25910 Araip.B06 25910 p2 (TG)6 12 117947440 117947451 AGAACTTGCGAGGACGATGT AAATGACAAATGACGAGGGG 183

Ai06B25913 Araip.B06 25913 p3 (AGA)5 15 117966617 117966631 AACGACCAAGCTCATAACGC TCAACGTAAACCTGCTGCTG 150

Ai06B25914 Araip.B06 25914 p3 (TTA)22 66 117970356 117970421 ACCATTTGTTCTATTGGCGG TCAATTTTCAGGCACTTTCAA 241

Ai06B25915 Araip.B06 25915 p3 (CGA)5 15 117972060 117972074 ACATCACTACCTTCTGCGCC TCCGACGGTAATGTCAATTTT 276

Ai06B25918 Araip.B06 25918 c (TAT)14(GTT)14tcatttatttgtctttaatttcatgcttttaattcgtc(T)10132 117978633 117978764 TCAATTTTCTCGATCATGCTG TCCTTTTTCGGTTAAGAGTCCA 244

Ai06B25923 Araip.B06 25923 p3 (CAA)10 30 117985691 117985720 GCTGTTGCTCATCAATTTGG GGCTCCAGGTGTTGTTGAAG 271

Ai06B25925 Araip.B06 25925 c (T)13ctataaattatgtagtataaattttggtttag(T)1257 117990805 117990861 CCTCGGTCTCCTGTACCAAA AGAATCAGGGTCGGAAACAA 183

Ai06B25928 Araip.B06 25928 p3 (TCT)69 207 117997856 117998062 CCCCTCTCCCTCCTATCAAC CGAAAATTACAATGCAAATCG 278

Ai06B25929 Araip.B06 25929 c (AT)6aatctcttcatatttatctaagaggttgcgaattcgagtgtccttatctttggtaaaaaacaaaaagaaaagtttaatattttc(A)10106 118006318 118006423 ATTGCGTCCTATCAACAAGAA CGGTTTTCAGAACATTGGGT 253

Ai06B25931 Araip.B06 25931 p2 (AT)11 22 118012804 118012825 GCCTGTGACTCAACACCGTA AGGAACCGAATGAAGAAGCA 275

Ai06B25932 Araip.B06 25932 p3 (TAT)6 18 118021719 118021736 TCAATTCAAACCGCACAATG TTTGGATTAGATTGGATTTGTGG 241

Ai06B25933 Araip.B06 25933 c (CTT)5actgcacgttcttcttcttcttactgcacgttcttcttcctcttcctcttcttcttcctcttcctcttcctcttcc(TCT)6t(TTC)6attgcactttcttttcttt(TTC)19204 118023663 118023866 ACTGTTACGGCACGTTTTCA GAAGGTGCAGCAAGAAGAAGA 275

Ai06B25935 Araip.B06 25935 p4 (ATAC)5 20 118031525 118031544 GATCCATCAATCCAGCAACC GAGTTTAGGGTTCACTGCTGC 190

Ai06B25937 Araip.B06 25937 p3 (ACG)5 15 118047201 118047215 CCGGTCCAAGCTAATTTTCA TTAATATTGTTGTTGTTGTCGTCAT 245

Ai06B25940 Araip.B06 25940 p2 (AT)14 28 118049238 118049265 CGAGCTTAAACTTGGATACGC CAAATCAACCCACGATGTGA 260

Ai06B25942 Araip.B06 25942 p3 (TAC)6 18 118055011 118055028 GCAGATTTGCGTCGTTGATA AGATCAAGGTGGTGGTGGTG 116

Ai06B25945 Araip.B06 25945 c (ATG)5accatgatgatactagtggtggtgatggtggttctgattgggcataggttctgttc(TGG)586 118059386 118059471 TTTCTGGTTGATTTTGGTTGG TTTTTCGCTCCAAAATGGTC 215

Ai06B25949 Araip.B06 25949 p2 (TC)12 24 118072577 118072600 TCCCTCTCTCCTTCCCTCTC CCCTTCCCTCTCACTCCTCT 270

Ai06B25950 Araip.B06 25950 p3 (CTC)5 15 118072726 118072740 TCCCTCTCTCCTTCCCTCTC CCCTTCCCTCTCACTCCTCT 270

Ai06B25951 Araip.B06 25951 p2 (CT)12 24 118072857 118072880 AGAGGAGTGAGAGGGAAGGG CCAAAGCGAGAGAGAGAGGA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B25955 Araip.B06 25955 c (A)10taatttaaaaatattaaaatttacatttagtatat(A)1055 118078696 118078750 CCAATCACCTAACATCTTATTCACA GTCCACCAAGATCCGAAAAA 242

Ai06B25956 Araip.B06 25956 c (T)12atcattcaaaagctttaatctttatccttttcttcatctggttccttttctatt(TTA)581 118079265 118079345 GACTGCTGATTATGGCCCTC AAAATTCCAAATTGCAGCCA 237

Ai06B25960 Araip.B06 25960 p3 (ATG)9 27 118088894 118088920 TGAAGATCCGGAAGAACCAC TGCCTCAACATGAAATGGAA 227

Ai06B25961 Araip.B06 25961 p3 (GGT)5 15 118089177 118089191 GAAGACTCCATGGACGGAAA AGAACGCTCACAAGCTCGAA 261

Ai06B25962 Araip.B06 25962 p2 (GT)7 14 118089631 118089644 CTCGTATACGGCTGTTGGGT AGAAGCAAATTAAAGGCGCA 175

Ai06B25964 Araip.B06 25964 p2 (CT)16 32 118091153 118091184 GAGTGGGAGTGGGAGTGGTA GGGCTAAGTAGGGCTTCAGG 187

Ai06B25965 Araip.B06 25965 c (GA)8atagtagtagactgtgatggcatctagcatatggcactcacg(CACTCA)588 118092138 118092225 TGGTAACGTAGTGGAACCGA GAAAACCTGAAGAAGAATGAAGC 253

Ai06B25966 Araip.B06 25966 p2 (GA)6 12 118092712 118092723 TGCAAGGACATTTGATCAGG TTGAGGCTTGGGATTTCAAC 242

Ai06B25971 Araip.B06 25971 c (CTT)5tcctttccccttcttcttcttcccttcctcgtagttctctt(TC)668 118102764 118102831 CAACGTCCGTCCTCCCTC TTTTTGTCTCCAACCATTTCTTT 276

Ai06B25972 Araip.B06 25972 c (T)11gttatgggttcagatatgatggagatgagagcagaagttgtgacaatgctgaatgc(T)1178 118103342 118103419 CACCGAAGATGTTTCTCAAGG TGCTTTTGTAATTGAAGAAAAGAAAA 254

Ai06B25976 Araip.B06 25976 p3 (ATA)8 24 118115450 118115473 CTTGGACTCCCTGCAATCAT AATTATTATTCACCCCACCAAA 231

Ai06B25977 Araip.B06 25977 p3 (ATA)16 48 118117639 118117686 GGACTCCCTGCAATCGTTAT GAATTTCAACTAACAAACTAAATTCCA 268

Ai06B25979 Araip.B06 25979 p3 (TTG)5 15 118122833 118122847 CCCATTCTGCCCCTCTTTAT TGAACTAGCATACATAGTTGAAAGTGA 277

Ai06B25980 Araip.B06 25980 p2 (AT)6 12 118122989 118123000 AGCTTTTGGAAGAGTTTTGTTTT AGGGAGAAGGGAGAGCACAT 207

Ai06B25983 Araip.B06 25983 p2 (AT)9 18 118129301 118129318 GCAATCTCCTCTCTCGGATG TCAGATGCAGGACGTGAGAC 236

Ai06B25984 Araip.B06 25984 p5 (ACCCT)5 25 118132113 118132137 ACCCTAACCCTACCTGCACC TTGAACCCACAACTTCCCTT 234

Ai06B25985 Araip.B06 25985 p2 (TA)7 14 118133432 118133445 TGCAAAATTTTTCTGGGTCC CAACTTCGTTATGCATTGATCC 252

Ai06B25988 Araip.B06 25988 p3 (CTT)5 15 118137065 118137079 TTTCACAAAATCTTTGGGGC TCGCCGCTTCTTCTTCTTTA 232

Ai06B25989 Araip.B06 25989 c (T)10caatatttcacgggtaataaaaag(T)1145 118138797 118138841 ATGCAGGTTGCGAAAAATCT CACCTTATAAGCCCACCACC 270

Ai06B25992 Araip.B06 25992 p2 (GT)6 12 118150559 118150570 CAGAATCTGCTGCCTCACAA AACCATTTTCAATTGCTGGC 156

Ai06B25993 Araip.B06 25993 p2 (CT)7 14 118151146 118151159 TACCTGGGAGAAACCAGAGC TGAATGCAATTAGAGAATGTCATGT 277

Ai06B26010 Araip.B06 26010 c (TC)6cccccttctctttcactgc(CT)643 118191728 118191770 AGTCCCAGCAGTCACATCCT GGAGGCTATTGCTCGCTTTA 209

Ai06B26013 Araip.B06 26013 p2 (AG)6 12 118212140 118212151 AAAGAACGACTGGGATGGTG CAGTCCCCTTTGAGAACCAA 263

Ai06B26014 Araip.B06 26014 p3 (GTG)5 15 118212412 118212426 GGCGGCATTGATTCAGTAAT CCATCATCCTCATCTGCTCA 242

Ai06B26022 Araip.B06 26022 p3 (ATA)16 48 118228925 118228972 GATTTGGTTCGGTTTGCAGT GGGAGCATGGATATTACCGA 131

Ai06B26025 Araip.B06 26025 p5 (AAGAT)5 25 118255167 118255191 AACACGACCCAAATCCAAAG TGCACTGCTGATCCTTCATC 278

Ai06B26029 Araip.B06 26029 p3 (AAG)5 15 118275444 118275458 GCAAAGGGAGAAGGGAAGAA CTTAGGGACCAAAATCGTGC 114

Ai06B26032 Araip.B06 26032 p3 (AAT)6 18 118302184 118302201 GCTCCTGCTCATGTGACAAA TCGAAAATTCTCCCTCTCCC 226

Ai06B26034 Araip.B06 26034 p2 (GA)7 14 118302527 118302540 AATGAGATGGGAGAGGGAGAA TTGATTTTCAAATTTGTTTCAACT 272

Ai06B26036 Araip.B06 26036 p2 (TA)6 12 118309977 118309988 GGAAGACGAAGCTTCAGGAG AAAACCGCATAACACTTCGAT 252

Ai06B26037 Araip.B06 26037 c (AAAAAT)6ttacaat(ATAA)563 118313624 118313686 TGGAAATTTGGGTGCATACTC TCACTTTTGCATCACACACTCA 246

Ai06B26038 Araip.B06 26038 p2 (CT)7 14 118315871 118315884 GCCCCAAACAGCAACAAGTA TGGCATGGTGAGTAGATTGC 134

Ai06B26043 Araip.B06 26043 p3 (CTA)5 15 118331872 118331886 GAGGTCTGGCCAACCCTATT CGACTTGGTTATATCGGTCTCC 280

Ai06B26045 Araip.B06 26045 p3 (AAT)5 15 118340387 118340401 CAGGTTCTGGATCTGCTTCC TCGAAAATTATTCCTCCCCC 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26046 Araip.B06 26046 p2 (GA)7 14 118340726 118340739 GAATGAGATGGGGGAGGAAT TGTTTCTTAACTTTTTCAAAACCAA 232

Ai06B26047 Araip.B06 26047 p3 (TGA)5 15 118343428 118343442 GTTGTGGAGGATGGCAAGAT AGCAGGAGGGATGACTGAGA 216

Ai06B26050 Araip.B06 26050 p2 (TA)10 20 118358882 118358901 GCTGCTGTGTCCAAAATCAA TCACTGAATGGAACTTGACATAAAA 275

Ai06B26053 Araip.B06 26053 p3 (TTA)7 21 118364813 118364833 TGCCATGATTGTCATTACTCG CTTGGATAACGCAACCCCTA 272

Ai06B26061 Araip.B06 26061 p3 (AAG)7 21 118368112 118368132 TCCAATGTTTTTGAAAGGGC CAAAGGGGAGTTCCACTCAA 182

Ai06B26068 Araip.B06 26068 p4 (TTCT)5 20 118384818 118384837 GCAGCTTCCTTCCTCTTCCT ATGAACCCTAGCCGACACAC 170

Ai06B26070 Araip.B06 26070 p4 (TTCT)5 20 118391493 118391512 GCATCCCTTCCTCTTCCTCT AATTAAACCCAAAATCCCCG 236

Ai06B26071 Araip.B06 26071 p2 (TA)6 12 118403985 118403996 GGCCATCGGTAAAAGCCTAT AAGAGATTGCAGGTTCGAGTC 120

Ai06B26074 Araip.B06 26074 p3 (TTA)5 15 118406033 118406047 TCCTTATTTCACATTGCTTTGC GCTTATTAGCGTGTCAATAGGAA 194

Ai06B26075 Araip.B06 26075 p2 (AC)6 12 118416931 118416942 GCACACACGGTTTCCTTTTT TGCTCTCCCTCTCTCTCTGC 271

Ai06B26079 Araip.B06 26079 p2 (TA)6 12 118440344 118440355 TTTCTTTCCCATCTCATTTGC GGTTTATCAACCTCCCCACA 273

Ai06B26081 Araip.B06 26081 p3 (ACT)11 33 118461630 118461662 TACTCAAGAGCGAGGGCAAT TTAGCTCAGAGGCGTGGATT 247

Ai06B26085 Araip.B06 26085 p2 (TA)7 14 118563464 118563477 GAATTGGTAGGTGGTACGCAA CAATTAAGGCCATGGCAACT 211

Ai06B26088 Araip.B06 26088 p3 (CAC)5 15 118577532 118577546 ACCACTTTTGTGGCTATCGG AGTGATGGAGCTTTCTGCGT 184

Ai06B26090 Araip.B06 26090 p3 (ACA)5 15 118588346 118588360 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai06B26091 Araip.B06 26091 p3 (GTC)5 15 118595409 118595423 TGAAGTTTCCTCGTGCATTG CCGATAGCCACAAAAGTGGT 179

Ai06B26092 Araip.B06 26092 p3 (CAC)5 15 118595567 118595581 ACCACTTTTGTGGCTATCGG AGTGATGGAGCTTTCTGCGT 184

Ai06B26096 Araip.B06 26096 c (CT)10cctctcttcctcctctctctcccttcc(CT)965 118605908 118605972 CTCCGATTGTTTTCCTTCCA GGAGAGAAAGAGGGAATGGG 139

Ai06B26097 Araip.B06 26097 c (TC)9ccatatatctctcctttctcctctattttctcttctctctcttttc(CT)1798 118606141 118606238 TCTCTCCTCCCCTTCCTCTC AAGGAAAGAGAGATGAGCCAG 257

Ai06B26098 Araip.B06 26098 p2 (AG)6 12 118606549 118606560 GGAGGCAGAGATAGAGGAGGA CTCTCTCCCCTTCCCCTTTT 275

Ai06B26099 Araip.B06 26099 c (GA)6ggaagagaaagagaggggagggggagaa(AG)7at(AG)770 118606858 118606927 AGGGAGGGGAGGGGAGAG TCCCCCTTCTCTTTTCTCTT 269

Ai06B26102 Araip.B06 26102 c (T)10aatgaaaattaaaatttt(G)1139 118634198 118634236 AAAAAGTGTACCAATGCCTTTCA GGTCTTCACATCTGCATTCG 267

Ai06B26103 Araip.B06 26103 p3 (GTC)5 15 118636022 118636036 CATCGGTGTTGTAATCGTCG GTTGAGGATGGAGAATCCGA 253

Ai06B26104 Araip.B06 26104 p3 (CAC)5 15 118636183 118636197 GTCGGATTCTCCATCCTCAA AGTGATGGAGCTTTCTGCGT 151

Ai06B26105 Araip.B06 26105 p2 (GA)6 12 118643684 118643695 GATAGCATTTTCGTTGACCG CGCTCGCTCTCTCTCATTCT 132

Ai06B26107 Araip.B06 26107 p2 (CT)9 18 118647480 118647497 GCAACATAAAGAGATCAACAAGAAAA TGGGGGAATCATTCATTCAT 232

Ai06B26108 Araip.B06 26108 p3 (CTG)7 21 118689853 118689873 TACTCAAGAGCGAGGGCAAT AGGATGCGAGTAGCAGCAAT 213

Ai06B26110 Araip.B06 26110 p3 (GAT)6 18 118704817 118704834 TGCTAGCGTTTCACCCTCTT TTCCATTCCTTTCTCCCTTTC 178

Ai06B26111 Araip.B06 26111 p3 (ATG)5 15 118706246 118706260 TTAATGGCTAATTGATGACAAAAA TTTCTTCTTTTCCTCCACGC 260

Ai06B26115 Araip.B06 26115 p3 (AAG)5 15 118747039 118747053 CAAAAGCATGGGGAGTTGAT TTTTTCTTGCCATCATTGTGA 201

Ai06B26123 Araip.B06 26123 p2 (CT)6 12 118773444 118773455 CCAGCAACATGATCAACGTC GGGTGGATGTCACGGTTTAC 255

Ai06B26125 Araip.B06 26125 p3 (AAG)5 15 118775867 118775881 TTTGCAGCATTAGGTGTTTCTC CGAAGAAGTGGATGAACCTACA 274

Ai06B26126 Araip.B06 26126 c (TTTC)5ttttttgtagttgaatgaatgtaggttcatccacttcttcgtaattttgtag(CAA)587 118775987 118776073 CCGAAATTTTGCTACAAATACACA TTTGTTTTGTTTTGCTCGCTT 211

Ai06B26127 Araip.B06 26127 p3 (AAG)6 18 118776203 118776220 GCAACAACAACAACAAAGCC TTCTTCTTCCTCCTCATCTTCTG 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26129 Araip.B06 26129 c (T)12cg(T)10 24 118777977 118778000 CCGATATGCTGTTCAGCTGTT CGTTTTAGATGTTGAGCCATGA 244

Ai06B26132 Araip.B06 26132 p4 (AAAT)5 20 118794762 118794781 GGGGTTTTCAGCTTTCTCGT TTACCGAAACAACCTCCCAC 254

Ai06B26133 Araip.B06 26133 c (T)11(A)12ctccattttctttacaccttttat(C)1057 118798802 118798858 TGACACGCCAATCAGACAAC TTTTGGGGTCTTCAACCAAG 242

Ai06B26138 Araip.B06 26138 c (CA)6(CT)9 30 118822268 118822297 CATGTAGGGGTGTGCAAAAA GAGGGGGAAAAGGAGAGAGA 245

Ai06B26139 Araip.B06 26139 c (TC)6ttttccctttcttccttctctccct(TC)1057 118822427 118822483 TCTCCCTTCACACACACACA GGAGAGGAAAGAGAGGGGAA 280

Ai06B26140 Araip.B06 26140 c (TC)6ttttccctttcttccttctctccct(TC)1057 118822612 118822668 CCCTCTCCTTTTTCTTCCCC AGAGCGAGAGAGGAGGGA 268

Ai06B26141 Araip.B06 26141 c (CT)7ccctcccttcccccttctctctctcttcctcttttttctctttccccttttgtttctctcctctccgtcctctctccccctcccctttctcttcctcttt(TC)7128 118822840 118822967 CTCTCTCGCTCTCCTCCTCC AAAGAAAAGAGAAAGAAGGGAAGG 261

Ai06B26142 Araip.B06 26142 p2 (TC)13 26 118823090 118823115 CTCGCTCTCCTTCCCTTCTT TCCTCCTCCTCCTTCTCTCA 269

Ai06B26144 Araip.B06 26144 p2 (GA)6 12 118823924 118823935 GAGGGAGAGAGGACGGAGAT CCCCTTCCATCTCTTTGTCTT 219

Ai06B26145 Araip.B06 26145 c (AG)9aa(AG)7gggggagggaagaagagagagagcggaagagggaaag(GA)14gggggagggagggagagagag(GA)6132 118824089 118824220 AGAAAGAGGGAAAGGGGGAG CCCCTCTCTCTCCCACAC 280

Ai06B26146 Araip.B06 26146 p4 (TATG)9 36 118827240 118827275 TTGAAGGGTGAGGTAGGTGG ATTTTTGCATGCCATTTGGT 222

Ai06B26149 Araip.B06 26149 p2 (AG)6 12 118842655 118842666 GTCAGAGAATGGGGGAATCA TGAAACCTCGGGTCATCTTC 222

Ai06B26150 Araip.B06 26150 p3 (AAT)9 27 118846744 118846770 AGCATGGTCATGTGAAACCA TGGGGTAATTTTGTCCCCTT 136

Ai06B26151 Araip.B06 26151 p2 (AG)6 12 118848112 118848123 GAGAATGGGGGAATCAACAA CATGGAGTTCATAAACCAAATTGA 254

Ai06B26152 Araip.B06 26152 p2 (AT)6 12 118885533 118885544 TTCCCTCCTCCCTTTCAGAT GCGGAGTGTTAATCGGATGT 171

Ai06B26154 Araip.B06 26154 p2 (GA)19 38 118889597 118889634 AGTGGGGACTCACTCTTGTG TGATTTCGGTATTTCGGTATTT 256

Ai06B26155 Araip.B06 26155 p3 (TGA)5 15 118899594 118899608 ACAAATGGTTCCAATTCCCA TGATCCAAAGCACCAACAAA 258

Ai06B26158 Araip.B06 26158 p3 (ATT)6 18 118910581 118910598 CGGGAGTTGACTGTGATTGA AAAAAGAAAACAGGGGACGG 169

Ai06B26160 Araip.B06 26160 c (A)10ttatctcatgtaccactcactgagtttgaatctaaaaag(A)1059 118916777 118916835 TCTGTTGCTTTGATTGCATGA TGCATTCAAAATCACGGATAA 227

Ai06B26162 Araip.B06 26162 c (A)12gaaagaaatgcgagaaactt(AG)1154 118927546 118927599 AGAGCGTCCTCCAAATTTCA TGAATGGTTAGCCTCGTTCC 278

Ai06B26163 Araip.B06 26163 p2 (TC)6 12 118927988 118927999 CAACATTCGCCTCCTTCTTC GCCAACACACTTACACACCG 210

Ai06B26165 Araip.B06 26165 c (ACC)5caaaacttcctatatgatcgtgaggatgatgagtagttatatatgacaatatttatatacgcaag(TA)692 118932054 118932145 GCCAAAAGGAAAACATGACC CATGCCAAAGCACCTTTTCT 263

Ai06B26166 Araip.B06 26166 p2 (CT)8 16 118933649 118933664 TAAAATTCAAAGCGCGAACC ACTTGAAATGGAGTCGGTGG 268

Ai06B26167 Araip.B06 26167 p2 (GT)11 22 118935660 118935681 CCGTCATACGGATGAGGATT ATCGCCCACTTCTAAAACCA 264

Ai06B26168 Araip.B06 26168 p3 (CCT)8 24 118944542 118944565 CAAACGTTGGGGACAAAGAC TGATGGAGGAGAAGGAGGAG 275

Ai06B26169 Araip.B06 26169 c (TCA)11(TCT)9 60 118945015 118945074 CCTCCTCATCTTTTGCTGCT CGAATGTAGGTTCATCACCTTCT 245

Ai06B26171 Araip.B06 26171 p2 (TA)8 16 118954622 118954637 ACACTCGAATGTCACCCCAT GAAAACGTCATCTCGTTTACACTG 234

Ai06B26175 Araip.B06 26175 c (A)10ttctaaattccaaacataaaattc(A)1246 118970549 118970594 CAAAATATCAACGGTATAAATTGAAAA ATTCGGGGCAAAAGGAGATA 278

Ai06B26178 Araip.B06 26178 p2 (TG)7 14 118983096 118983109 TCAGGGTGATCAAAACCAAA ACCCATCGGTGATAGTGAGC 213

Ai06B26184 Araip.B06 26184 p3 (TAA)5 15 118997464 118997478 TCCCATGAATTTGGGGATTA CGGAAGAAAAATGGGAGACA 216

Ai06B26186 Araip.B06 26186 p2 (CT)6 12 119004505 119004516 CTTGCTTTAACGGCTGAAGG CTTGAAAGAAGCAGAGCACG 229

Ai06B26188 Araip.B06 26188 p2 (CT)10 20 119007955 119007974 CGGATTTGTTCGTCGGTAAT GCGACGAAAGAGTTCACACA 277

Ai06B26190 Araip.B06 26190 c (TA)6tt(TTG)5 29 119020164 119020192 TTATGCATTCCCCCAATAGC TGTGCACACATAAAGAGCCA 247

Ai06B26191 Araip.B06 26191 c (T)10cgctcatatatgtatgttttttcttttcta(T)1050 119025253 119025302 TTAACGCAAAGAACACCACG TGCTACAGCATTGTACTTTTTGAA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26194 Araip.B06 26194 p2 (TA)8 16 119045467 119045482 GCGTGGCCTAAAGGTATCAA ATTGTGTGCACGACGTGAGT 170

Ai06B26197 Araip.B06 26197 p3 (TAT)19 57 119048683 119048739 CATAACTCTAGGTTTTCAGGTTATGAA GCAAGATCTGAATTTGTAGCACAG 274

Ai06B26198 Araip.B06 26198 p3 (AAT)7 21 119049170 119049190 TTTCAAACAAAATCGTCCCC TTCCTCCACTTCATCGAACC 216

Ai06B26202 Araip.B06 26202 p2 (AT)10 20 119058294 119058313 CAGAATAAAGGTTCCCACCG TGTTTTAAATATGGGCGGCT 228

Ai06B26205 Araip.B06 26205 p3 (TTG)5 15 119065880 119065894 CCGTCGTCTTCTACCTCTCG TTTAACAAATCAACATGAACAATGA 266

Ai06B26207 Araip.B06 26207 p3 (TAT)8 24 119073024 119073047 TATGGTGGAGGGACCAAGAG TCGTTGTCTATCTAGCGGTGC 279

Ai06B26211 Araip.B06 26211 p2 (GC)6 12 119091548 119091559 AATGAAGGGATGAGTGTGCC AGAGTTATGCCACCCCTGTG 195

Ai06B26212 Araip.B06 26212 p2 (GC)6 12 119091809 119091820 GTACCAGAGATGGCCTCAGC TCCAGAGAGTTATGCCACCC 255

Ai06B26213 Araip.B06 26213 p2 (GC)6 12 119092043 119092054 CACAGGGGTGGCATAACTCT ATACAAGGCGAGCACGAAAT 208

Ai06B26221 Araip.B06 26221 c (GT)18a(TG)17 71 119126124 119126194 CTGAGGGGGATGGAGGTATT AGCTCCTAACTCATCCTGCG 181

Ai06B26222 Araip.B06 26222 c (AT)9gtacttagctttctctctgcataacttattccttttgaacctcctagaggtttatggagagacaggatttttttatgtacatttgggttttgg(AT)9129 119133413 119133541 GAAGCAAAGTGGTTTCTGGG ACTCCTAACTCAGCCTGCGA 206

Ai06B26225 Araip.B06 26225 p3 (TAA)5 15 119140725 119140739 GGTTAAATCCGCCGGTAACT GGCGGAATAAATCCGACAGT 215

Ai06B26230 Araip.B06 26230 c (TG)6(T)12 24 119149160 119149183 CAAAAGCCCATGGATCAGTT AAAATAACATCACCCACCCG 222

Ai06B26237 Araip.B06 26237 p2 (AG)6 12 119184602 119184613 GGGTGGTTTGAATTAAGGTCAT TCCTCATGCAATATACACACAAAA 278

Ai06B26238 Araip.B06 26238 p3 (AAT)5 15 119188489 119188503 TGTCCTTGCCATTTTTCTTCA CCAAGGCACCTTGTTGATCT 275

Ai06B26240 Araip.B06 26240 p2 (AG)7 14 119191102 119191115 TCGTTAGAGCTTCGTGCTGA AAGAGCCTAATCCTCATGCAA 172

Ai06B26242 Araip.B06 26242 p5 (AATAT)8 40 119191928 119191967 TTGGTCCTCTTAATTGAGTTTGG GCTGTCCAAAATTCCCACTT 273

Ai06B26243 Araip.B06 26243 p2 (AC)6 12 119193230 119193241 GGTTAGACCGACCCCAAGTT TTGGATGGGTTTCGTAGAGC 228

Ai06B26244 Araip.B06 26244 p2 (AC)6 12 119198555 119198566 ATTTTGGTCCGGGTGAATTT GGGGTTGTTGCTAAGCATGT 173

Ai06B26246 Araip.B06 26246 p2 (AG)9 18 119203399 119203416 TTATGATGAGCCTCTTGGGG TCCCTTATTAGCTTGCACCG 148

Ai06B26248 Araip.B06 26248 p3 (ATT)5 15 119205165 119205179 TCCTTGCCAATTCACCTTTC AGCAAGGACAAAAGGAGGCT 280

Ai06B26250 Araip.B06 26250 p3 (ACA)7 21 119215080 119215100 GGATGAACTCACAAATGCACC ACCACCCTTTCAACCATTTG 206

Ai06B26251 Araip.B06 26251 p2 (GA)22 44 119215903 119215946 TCCAGTCAACAAACCTGTGG GGGTGAAGGTTGAAGCTTTG 253

Ai06B26255 Araip.B06 26255 p3 (CTT)6 18 119217429 119217446 ATCACTTAGATCGGTTGCGG CGGAAACGGAAATTGAAAGA 243

Ai06B26256 Araip.B06 26256 c (T)10caattatgtccatcttagtagtaattggcttaattttatagggacccaact(A)1172 119234970 119235041 TGTTGGTCCCTATAGTTTCGTG TGCGAAATTTTCAATTAGGTCC 273

Ai06B26257 Araip.B06 26257 p2 (AG)6 12 119235741 119235752 TGGTGGTACTCCTCTTTGCC AGGGCCATTTGAGATCATTG 238

Ai06B26258 Araip.B06 26258 p3 (CTT)7 21 119253439 119253459 TTGCAAGAAATGGAAAGAACAA GGAGGAAAAAGAGGAGGTGG 189

Ai06B26259 Araip.B06 26259 p3 (CGT)5 15 119253580 119253594 CTCTTTTTCCTCCTCCCTCC GCAGCGAAAAAGAATGAAGG 131

Ai06B26262 Araip.B06 26262 c (T)12gtcggtgtccaaaatttatagcatatacaacaaaaagatacaatatgttgaag(A)11taagaggatacaatctcaaaaaactatatatctaaaatttaaagagccaaaaaataatttc(A)11148 119255087 119255234 TCATATTTTCATGTTTTCGATTTACA TCCATCTTATTTTCAAAGTCTCTCA 270

Ai06B26268 Araip.B06 26268 p5 (TTATC)5 25 119280315 119280339 CTTTGTCACCAGAGGGTGGT ATGGAGGAACATGACCCAAA 277

Ai06B26269 Araip.B06 26269 p5 (AAGAT)5 25 119288625 119288649 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai06B26270 Araip.B06 26270 p5 (AAGAT)5 25 119297742 119297766 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 183

Ai06B26271 Araip.B06 26271 p2 (AG)8 16 119316257 119316272 AAACCTGGGATCGAGAGTCA CATCCATTCATGAGGAGGCT 149

Ai06B26272 Araip.B06 26272 p5 (TTATC)6 30 119323088 119323117 CAGTCGCGTTCGACTTGTT CAAATTACCAGGAAAGCCCA 271
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Ai06B26273 Araip.B06 26273 p3 (GAG)7 21 119336724 119336744 GTAGGAGGAGCAGAACGCAG CTGAGACGCTGAAATGGTGA 139

Ai06B26275 Araip.B06 26275 p6 (GAAAAA)5 30 119349373 119349402 GAGTCACTGAGTGCGTGAGC CAGTATAACGTCATCCCCCG 271

Ai06B26277 Araip.B06 26277 p3 (ATT)17 51 119350938 119350988 GACGCTATGAATGCACCAGA TTCATCGTCCGAAACAACAA 248

Ai06B26278 Araip.B06 26278 p3 (AAC)6 18 119353027 119353044 CAACTCGGGGATCATACACA ATGACATTACGCGTCCTGAA 214

Ai06B26279 Araip.B06 26279 p3 (ATT)5 15 119362784 119362798 CGATTGAGCTAAGCCACTTTC GCTGTTTGTCCGGTTTTGTT 254

Ai06B26281 Araip.B06 26281 p3 (TTC)5 15 119377273 119377287 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 210

Ai06B26282 Araip.B06 26282 p3 (ATT)6 18 119380471 119380488 AAAAATTTGTTCAGGCACCG CTTTTCCGTGTTGCTTGTCA 212

Ai06B26287 Araip.B06 26287 p2 (AG)6 12 119389871 119389882 AAGCTTTCCCTAGTGGAATCTAAG TGAAAAGCGCTAAACTTTCTCAT 230

Ai06B26289 Araip.B06 26289 p2 (TC)16 32 119396536 119396567 GGTTGATTTTGATTTCGACCA GGGCGACGATGATAGAAAGA 202

Ai06B26291 Araip.B06 26291 c (A)14ccttttaatttaattttgagtaatattatagaatcagttaaaaaaaaattaatgttataagcaaaataagtatcttttag(T)13107 119398642 119398748 AAGCCCAACAGAGTGCAAAC GATCCAATCCCATCATGGTT 225

Ai06B26292 Araip.B06 26292 p3 (ATA)8 24 119399713 119399736 CACTTGGGGAGTTCAAGGAA TCACAATTCATTTGCGCATC 237

Ai06B26293 Araip.B06 26293 p4 (AAAT)5 20 119399962 119399981 GATGTAAAGCCCTTCATGCC TCGCTCATATGTCACTTTCTCG 182

Ai06B26296 Araip.B06 26296 p3 (TGG)8 24 119402925 119402948 TCCAGAGCCTTGAGAATCATC AACAGATGCCTGGTTTGGAG 197

Ai06B26297 Araip.B06 26297 p3 (TGA)5 15 119403258 119403272 AGCACCAGAGGGAACTGAAA GGAAACTCCATCTCTTCGCA 270

Ai06B26299 Araip.B06 26299 p2 (GA)7 14 119404844 119404857 TTGTGTGACTGACAATGGACAA CTGGTATTTTTCCACCCCCT 161

Ai06B26300 Araip.B06 26300 p2 (TC)6 12 119414821 119414832 ATCTGTCATCGCAGCAACAG GGGAGAAGGAAAGGAGGATG 233

Ai06B26302 Araip.B06 26302 c (A)12gaaaaaaatatatatataaaggaaagaaaagaaaaaaaaatgatgatgaaaagaaaaataaaatgaaag(A)1091 119418281 119418371 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 243

Ai06B26303 Araip.B06 26303 c (A)10ttaaaatggtgctataagtttcccttttcg(ATA)864 119424154 119424217 GGCCAAGTCATGGAAAAAGA TGGAGCCTTAGGGAAGAACA 280

Ai06B26305 Araip.B06 26305 p5 (TGAAT)5 25 119427029 119427053 CGAATCAACTAGATGAGGTTTGG CCGAACACGTACTCATGGTG 237

Ai06B26309 Araip.B06 26309 p2 (AT)8 16 119451888 119451903 TTGGACCTTCCTGTCGTACC CATTCATTTTGACTTCGACTTG 255

Ai06B26312 Araip.B06 26312 p2 (GT)6 12 119472154 119472165 TCGAAGAGAAAAACGTGGCT AGTGGACCCTTGGCCTAACT 268

Ai06B26322 Araip.B06 26322 c (A)11cttatcataaaaaatagaatcttaaactgaaaaaag(A)1057 119508204 119508260 TCTAGCCAAAATTACAGCATTCA CATTCCTTGGGAAAAGGTTG 174

Ai06B26325 Araip.B06 26325 p3 (GAT)25 75 119512498 119512572 TCAATATGGCAAAAATCCGA AAAGCTCCACATCCAAGTGA 233

Ai06B26328 Araip.B06 26328 p2 (CT)7 14 119515722 119515735 GCTCTTCTTCTTTTGGCACG CTCACCCTCAGCCTTCACTC 257

Ai06B26334 Araip.B06 26334 p2 (AG)8 16 119546593 119546608 ATCCAAGGCCAGAAACACAG AACCAAATTGGCAACATCAA 269

Ai06B26337 Araip.B06 26337 p2 (AT)6 12 119551156 119551167 ATCACAAAATGAAAAGCGCC TGGAGAGGCAGGATTTTGTT 226

Ai06B26338 Araip.B06 26338 p2 (AT)8 16 119559160 119559175 GAACCCGGAGGTTTAGAAGG TGTTTGCATTGACAAAAATCG 263

Ai06B26339 Araip.B06 26339 c (T)11gaaaatatctatactatggatataataaatagggtttgtcgtctaattatccattttgacttgtgtaatgttta(T)1196 119559476 119559571 TTTCACGGCTTTACCTTTTGTT TTGCACCATACATCTCCATCA 275

Ai06B26341 Araip.B06 26341 p2 (AT)7 14 119561912 119561925 CCTACGAAACTAAGGCTGGC GCTAGGCGTCTGGAGTTCTG 218

Ai06B26342 Araip.B06 26342 p2 (AT)6 12 119563889 119563900 AACACAGCATCAAATTCCCC GACATATTGGGGGTGGATTG 240

Ai06B26343 Araip.B06 26343 p3 (GAG)6 18 119571173 119571190 CATGAATACCATTTTGGGGG GATGCCAAGAAGAGGTTTCG 259

Ai06B26350 Araip.B06 26350 p3 (TGG)6 18 119580395 119580412 GTGGTTGTGGTTGTGGTTGA GGTCCCCATCATAGTTTTCG 239

Ai06B26353 Araip.B06 26353 p2 (AT)10 20 119583509 119583528 AAGGGCTGTGCATTGGTTAC GGGTTCGACTCCCGTCTTAT 163

Ai06B26355 Araip.B06 26355 p3 (TCA)5 15 119586966 119586980 CCTTTCCGATTTGGACATTT TGCACCCACTGGAATATCTG 201
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Ai06B26362 Araip.B06 26362 p2 (GC)6 12 119604729 119604740 CAAGGATTGAAGGGGAATCA AGGAGGGAGGAGAAAAGCAG 255

Ai06B26365 Araip.B06 26365 p2 (TA)9 18 119617794 119617811 TTGGAGGAAAATTGTGGAGG CAATCTGCTCTCGTTGTGGA 195

Ai06B26366 Araip.B06 26366 p2 (AT)8 16 119620825 119620840 TCAAGGCATGCAACCAAATA ACCTATGCTGGAAGGGATGA 184

Ai06B26368 Araip.B06 26368 p2 (TA)6 12 119637770 119637781 TCTGCCGTATTGAAACACCA AGATTAAAACTATTTACAAGGGTCTCA 268

Ai06B26375 Araip.B06 26375 p3 (ATT)5 15 119654021 119654035 TTGATTTGTTGATGATCATTGC CCCTACTGAAGGGGTTCCAT 136

Ai06B26376 Araip.B06 26376 c (TCT)5ttatcttcttctgatctcttcagctgctgctcatgaaacttcaaatccagaaatgcactattattcgagctttgaccg(TTA)8117 119654992 119655108 TGATGAAGATCCACCCCCTA TTGTTCCCATGTCCTCCTTC 279

Ai06B26377 Araip.B06 26377 p2 (AT)8 16 119661594 119661609 TTATAAATGTATCTCATCCTCACTGC GGTGTGCACAGAACTTGGAA 247

Ai06B26382 Araip.B06 26382 p2 (TC)21 42 119677046 119677087 TTCAAATCACGAACCCCTTC AGATGCAGGCTATGGGCTAA 248

Ai06B26385 Araip.B06 26385 p2 (AT)6 12 119701541 119701552 TCGGACGGTCCAATTTCTAC CTTTTACCCAGCCGTCACAT 271

Ai06B26386 Araip.B06 26386 p3 (TAA)11 33 119702115 119702147 GAAGTAAATCAACCAGAGCTTCA TTTTCCGTAGAGCACCATATCA 280

Ai06B26388 Araip.B06 26388 c (ATG)5accatgatgataat(GTG)5ggttc(TGG)564 119703027 119703090 TGATAATGTGGTGGTGGTGG CTTTCCCCTCTTCCCAAAAC 225

Ai06B26389 Araip.B06 26389 p3 (TTA)5 15 119703435 119703449 GAAACCTTGGGGACCATTTT TTCATAACACGGCATCATAATAA 276

Ai06B26390 Araip.B06 26390 p3 (AAT)19 57 119703617 119703673 TTAGGAAATTATTATTATGATGCCG TGCATTTCAAACATACACAGTAAA 280

Ai06B26394 Araip.B06 26394 p2 (CA)6 12 119707817 119707828 TCATTCACAATTCTGGCAGC AAGAATGAAACCAACACCGC 278

Ai06B26395 Araip.B06 26395 p2 (GT)7 14 119713363 119713376 TTGTGTTGGTGAAGTGGGTG TCTTGGGATTTAGGGAAGGC 279

Ai06B26397 Araip.B06 26397 p3 (TTA)5 15 119735360 119735374 CACATGATTTGACACGTTGGA TTCATGGACCACAGAAACCA 172

Ai06B26399 Araip.B06 26399 p2 (GT)8 16 119737032 119737047 GCCTTGTTCTGCTTTTGCTT GCAAACTCTTTCCAATCCCA 198

Ai06B26400 Araip.B06 26400 p4 (TTAT)5 20 119748002 119748021 CCCAAAATTCCCACTTTTGTA GGAATTTGGGTGCCTACTCA 220

Ai06B26403 Araip.B06 26403 p3 (TAT)5 15 119761452 119761466 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 251

Ai06B26404 Araip.B06 26404 p3 (TCT)5 15 119762736 119762750 CCACAGGATCCACTCAGGAT CCCTCGAGCAAAAGAAGAAA 217

Ai06B26410 Araip.B06 26410 p3 (AAT)5 15 119780768 119780782 CTTGTCATTGCTCCTGCTCA CTCCCCCTCTTTTCTTCCAC 118

Ai06B26412 Araip.B06 26412 c (A)10ctcgagc(AAT)635 119784719 119784753 TCACCCAATCAGCATAAGCA TCCGGCGACTTTCTTGTAGT 245

Ai06B26413 Araip.B06 26413 p2 (CT)6 12 119789565 119789576 GGCCCAGATCCAAGTACAGA GAAATAAAAGAACATTAAACCTGGGA 202

Ai06B26414 Araip.B06 26414 c (GA)6gccagag(GA)631 119791316 119791346 TGCAGGATGTAGGAGCAGTG TTCCTCCCTTACTTGTCCGA 263

Ai06B26424 Araip.B06 26424 p5 (GAGAA)5 25 119808059 119808083 TGCATGCTTTCAATGAAGTTG CTTTTGTGACACGCTAGCCA 231

Ai06B26425 Araip.B06 26425 p2 (TC)8 16 119811938 119811953 AATCATTGCCGTCGGATAAA GAAGAGATTCGGTGTTGGGA 233

Ai06B26427 Araip.B06 26427 c (CA)10(TA)7 34 119830154 119830187 TTCAATCATTCCTCAACCCC AGAAAATTGATCGTGGTGGG 190

Ai06B26429 Araip.B06 26429 p2 (CT)16 32 119841184 119841215 TAAAACAACCGTTTGGGAGG ATTGACAATGCCGTGAGTGA 128

Ai06B26432 Araip.B06 26432 p2 (TA)6 12 119869048 119869059 GAAGCGGAGTGATTTTCTGG TGGAGGGCCAAAGATACAAG 235

Ai06B26433 Araip.B06 26433 p2 (TA)8 16 119870382 119870397 AAGAGCAAGAGCAAGAGCCT TTAGCGGCAGAATAAATCCG 255

Ai06B26434 Araip.B06 26434 p3 (AAT)5 15 119871607 119871621 GTGGGAGATGATCAAGGCAT CGAACGCATCACTTCCCTAA 151

Ai06B26436 Araip.B06 26436 p2 (CT)6 12 119884819 119884830 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGAGAAGGAGGGAATTTTCG 224

Ai06B26437 Araip.B06 26437 p3 (TTC)22 66 119886524 119886589 AACCACATCTCCCTCTCCCT GCTTTTGTCTTCCCTTTCCC 234

Ai06B26438 Araip.B06 26438 p3 (AAC)6 18 119889308 119889325 ACAACCAAGGTTGGCAAGAC TGTGGTGCTCGGTAAGTCTG 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26439 Araip.B06 26439 p2 (GT)7 14 119897934 119897947 TGTAAGCACATCATTTGCCC CTCACAAATTTCCCCCACAC 115

Ai06B26440 Araip.B06 26440 p2 (GA)7 14 119909560 119909573 GCTTGTCGCCATTGATGTAA CTCACTTGATTCCTCCCCAA 245

Ai06B26441 Araip.B06 26441 p5 (TCTTT)5 25 119910909 119910933 AACAATGCCTCTCATGCAAA CCTTGATGACAAAAAGGGGA 126

Ai06B26443 Araip.B06 26443 c (T)11ggtgactaattgacaagttggtttgaatgaaaatgga(T)14gtaaagtgtctgattttttttcatttaatactttttttcaca(T)10114 119920608 119920721 AGGCTTTCGCATTGAAAGAA TGGATAAAGATGTTAACGGATTG 270

Ai06B26447 Araip.B06 26447 p2 (TA)8 16 119937590 119937605 TCAGAGATGGCTAGCTGGGT ACTAATCGGCCGAAAATCCT 279

Ai06B26448 Araip.B06 26448 p4 (ATTT)5 20 119941422 119941441 TCAATTTGGTTGAAGAGGCA AATTGTGTGGAGCATGGACA 197

Ai06B26451 Araip.B06 26451 p2 (TG)30 60 119952121 119952180 CGAAGACCTTCTTGCCTTTG GAGAGTTCCCAAAAGAGCCC 236

Ai06B26453 Araip.B06 26453 p2 (TG)6 12 119967186 119967197 AATCTTTTGCCCAACGAATTT TGAATAGACAACTTAGACACAATTCAA 260

Ai06B26461 Araip.B06 26461 p3 (CCA)6 18 119989030 119989047 TTTTTCGCTCCAAAATGGTC TTTCGTTGGTGTGATGGAGA 178

Ai06B26466 Araip.B06 26466 p2 (TA)6 12 120001843 120001854 TGAATCTTGAGAACTGGAGCAA ACCCTCCCTCGAATTATGCT 268

Ai06B26467 Araip.B06 26467 p2 (CT)13 26 120002543 120002568 AGCGCCAAATTTACCAACAG GCAGAAGCTCCAGGTAGTGG 238

Ai06B26471 Araip.B06 26471 p2 (GA)13 26 120015162 120015187 CGACAGCAGAGGCATTTACA GCGCACAGCATTAAATCAGA 209

Ai06B26479 Araip.B06 26479 p2 (TA)6 12 120040085 120040096 TAGTTAGTAGGCTCCACAACTCAG CACAAAATTTAGTAGTGGCAGGTG 248

Ai06B26483 Araip.B06 26483 p3 (TTA)17 51 120046306 120046356 TGTCAACTCTTGGAAAACATAAGG TGAAGAACAGCTACCCTTCTAATTC 278

Ai06B26490 Araip.B06 26490 p2 (AT)7 14 120069025 120069038 TGACAGCCACCAAAATCAAA TCTTATCTGGGACGGGATTG 239

Ai06B26493 Araip.B06 26493 c (AAAG)5aag(A)1033 120090397 120090429 AAGAAGATGAAGAATCTTTGCCC CCCATCCAGACCACTTAAACA 248

Ai06B26496 Araip.B06 26496 p3 (TCT)5 15 120103752 120103766 TGTTGGGCTAGCCAATTTTT TCAAGGAGAAAGCCTGGAAA 191

Ai06B26497 Araip.B06 26497 p2 (AG)7 14 120109622 120109635 TGCAGCAGAAACAGAAATGG TCTGGACTTGTCCCGGATAG 195

Ai06B26503 Araip.B06 26503 c (A)11gaaaacgctggtgtgatgcagatagtgatggagtggcagtgggtgggggtggtgttggtgttggtgt(TGG)799 120131644 120131742 AACGTTGAGGGTCAGAATCG CAACACCACCGCCACAAC 280

Ai06B26505 Araip.B06 26505 c (T)10c(T)10 21 120147338 120147358 CGCACACAACAAAAACAACG TGCTGCAAAAACAATAACGG 217

Ai06B26509 Araip.B06 26509 p3 (TTC)5 15 120158602 120158616 TCTTCGCCCTCTAGTTTTCG GAGCAGCTCGTAGAAGCCAT 278

Ai06B26511 Araip.B06 26511 p4 (AAAT)5 20 120161595 120161614 CAAATTATTGTTACAGATGAAAGTGTG AAAAGACCATACGGGGAGATTT 226

Ai06B26512 Araip.B06 26512 p2 (TA)10 20 120162065 120162084 TTCATTGTGACATCACACCCT GGGATAGGACTTGTAATTGAGGC 244

Ai06B26513 Araip.B06 26513 p2 (AC)6 12 120162390 120162401 GTTTTTAGTTGGGTCGGGGT TGCTTGTTTGCGCATATCTC 176

Ai06B26514 Araip.B06 26514 p2 (TA)8 16 120165461 120165476 GGCGGATTTTGAACTGGATA GATTTAATGAGCTATGCATTCTGTT 209

Ai06B26516 Araip.B06 26516 p4 (TAAA)6 24 120171782 120171805 CCTAACCACTTTCTCTCTCCTCA GCTACTGACTCCAATGGAAGG 259

Ai06B26525 Araip.B06 26525 p4 (TTCT)14 56 120204198 120204253 TTTTTGTGTTCGCCATTGAC AATTCCAACGCAACCTTTTA 280

Ai06B26531 Araip.B06 26531 p2 (TA)6 12 120233152 120233163 CAACTTGGTTGGATCTTGACC CCAAAATTCGTCATTGGAAAA 266

Ai06B26533 Araip.B06 26533 p3 (ATG)5 15 120234088 120234102 TTTCTCTGAACCACCGAACC AGCAAACACAGCAGCAAATG 220

Ai06B26536 Araip.B06 26536 c (AGT)8(AGA)9 51 120239474 120239524 GACTGTGGCTAAGCGATTCC CACCCTCATGGTGGACTCTT 182

Ai06B26540 Araip.B06 26540 p3 (TTC)5 15 120262648 120262662 AAGGGCGATCTACCAGCTCT TCACAACAACCACCAACAAGA 260

Ai06B26545 Araip.B06 26545 p2 (AT)11 22 120277728 120277749 ACCCACTGCATCTACCCAAG GTTGACCCTGCGTCGTAAGT 146

Ai06B26546 Araip.B06 26546 p4 (TATT)6 24 120286760 120286783 TTGAAGACGCTCACAACCAC TGTTGATGTTCGTGGCAAAT 185

Ai06B26548 Araip.B06 26548 p2 (CT)6 12 120290555 120290566 ATCGACCAGGAACCAGTGAC TGTTCCCTCTCTGCTGTGTG 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26549 Araip.B06 26549 c (A)10cacccaatccggctcctgatctttttttagggctgattagctcatgtgc(A)11caacattaa(T)11acacagaggctaatcagtcctataaaagtaaatctcaagggtcaggttggta(T)11153 120290881 120291033 TACCCCATCTGACCCTTGAC AAAAATACCAATCCGGTCCC 227

Ai06B26552 Araip.B06 26552 c (GA)24(GT)17 82 120298087 120298168 ATCATGGGAAGGTGGAATGA GCTTGATGTGCCTAGGGAAG 195

Ai06B26566 Araip.B06 26566 p2 (GT)6 12 120339665 120339676 TGGTCCGGTTTTTCAGAGAG GGGAGCTTGAGCTTGAACAC 275

Ai06B26567 Araip.B06 26567 p2 (AT)15 30 120340655 120340684 CCAAGGTTCATGAAGCAACA TCGCTTAGGCACAGACAGAA 267

Ai06B26576 Araip.B06 26576 p3 (TTC)5 15 120362486 120362500 TACGCGCTCTTCTCCTTCTC GGTGCAGGTGTTCTGAATTG 172

Ai06B26577 Araip.B06 26577 p3 (AGA)6 18 120362912 120362929 TTCGATTCAGAACACTTGCG ATACCTCCTCCACCACCTCC 197

Ai06B26589 Araip.B06 26589 p3 (AAG)5 15 120390385 120390399 ATCGTTTGGGTGAATTCCTG GCGCTACTCACCATGCATTA 155

Ai06B26590 Araip.B06 26590 p2 (TC)6 12 120391460 120391471 GGGCACTTTCGTAAATCCAA AACGAAAAATGTTGACCCGA 212

Ai06B26591 Araip.B06 26591 p2 (CT)6 12 120393986 120393997 GAAGATGCATTCAGGCCAGT ACACAGCTGTCACACCAAGC 269

Ai06B26595 Araip.B06 26595 p5 (TTTTC)5 25 120397074 120397098 TCCCTCTCTCTCCATCATCAA TGGCCTATCGAATACATGAGC 199

Ai06B26596 Araip.B06 26596 p2 (AC)11 22 120403965 120403986 GCCACTCTGATAGCGAGGAC TGATTGTTTTTCCCTCACCA 263

Ai06B26599 Araip.B06 26599 c (CT)8cctcaatgtcgcacaca(CT)645 120408661 120408705 GATAGCAACACAAGCTGGCA GTAGCACCGTCTAACTCGCC 157

Ai06B26610 Araip.B06 26610 p2 (AT)8 16 120439816 120439831 ATTCGGTCTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 202

Ai06B26612 Araip.B06 26612 p2 (GT)9 18 120448554 120448571 AACGGTACGTCAATTGGAGC CCTAGCCAAGCCTCATTCAT 169

Ai06B26613 Araip.B06 26613 p2 (AT)9 18 120455328 120455345 AGGCTCATGAGGACGAAAAG CGGTGAGTTTCTTGGATGGT 164

Ai06B26617 Araip.B06 26617 p2 (TC)6 12 120461389 120461400 AACTTCAAGGGGGCTGAGAT GCTGTTATCGAGCCTCAAGC 255

Ai06B26619 Araip.B06 26619 p2 (TC)6 12 120478433 120478444 AACTTCAAGGGGGCTGAGAT GCTGTTATCGAGCCTCAAGC 253

Ai06B26632 Araip.B06 26632 c (T)10gtaacggacttctctacttatcctcga(T)1451 120502023 120502073 TTTTCGATCCCTGTAAAACGA CTCAATTAAGAGGTTGCGGG 224

Ai06B26635 Araip.B06 26635 p2 (AG)6 12 120514033 120514044 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai06B26638 Araip.B06 26638 p3 (ACG)6 18 120517499 120517516 GGTAGAACGGCGAGACAGAG CATGTCAAAGCTCGTGGCTA 119

Ai06B26639 Araip.B06 26639 p2 (GA)24 48 120517709 120517756 GACGACGTGGAGGAGAAGAG CTAACGGCCTAACCCACAAC 211

Ai06B26640 Araip.B06 26640 c* (TTAT)5(T)10* 29 120522873 120522901 GGCGATTTTAGTTAGCGTTGA CCAGCCCATTTCATGCTTAT 183

Ai06B26641 Araip.B06 26641 c (TA)10caagagttcctagtaaaatttggtactgaatcttaattgtatactaa(T)1077 120525799 120525875 GGGAGATGACACTTCCCAGA GATCCAATTACCTTCCCTGTCTT 278

Ai06B26643 Araip.B06 26643 c (T)10ctgagaactcgttcggaactttttcagcgcttaatttttttcatgcactcatg(T)1275 120527141 120527215 TCGCCACCCTCTTGATAAAC CAGCGTGTTCTGGAGATTGA 157

Ai06B26644 Araip.B06 26644 c (CT)14(AT)11 50 120527467 120527516 TCAATTGCAAGCTGTGTTCC TGAACCATTCAGGGAAGGAG 231

Ai06B26653 Araip.B06 26653 c (TTG)5ctgctgctgctgcatgtgaaaaagatgatgatggaggtata(GTG)571 120572990 120573060 GTGCAAGAGATCGGAGAAGG AATCTCAAATCCCACCACCA 226

Ai06B26654 Araip.B06 26654 p2 (TA)8 16 120583172 120583187 TGCTAATGATATGCTGAGGAGTG AAATCATATATTCCGTCAAAATCAA 226

Ai06B26656 Araip.B06 26656 p3 (TCC)7 21 120600926 120600946 CGCTCACTCTTTGTCCCATT GAGCTTCTTCAAGCCAGCAG 226

Ai06B26657 Araip.B06 26657 p2 (AG)7 14 120602437 120602450 GAGCTAAGGTTGCTGGGTTG ACCTTTTCGTTCACCCCTCT 183

Ai06B26659 Araip.B06 26659 p2 (AT)6 12 120611921 120611932 AAAACGCTAAACCCTTAAACCC GCATTCAAATTCCAGCCAAT 209

Ai06B26660 Araip.B06 26660 p3 (AAT)6 18 120638360 120638377 TTATTTTCGGCTGCCATCTC CATTCTTTGTCTCCCCCTCTT 264

Ai06B26662 Araip.B06 26662 p2 (AG)6 12 120638714 120638725 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 246

Ai06B26669 Araip.B06 26669 p3 (AGA)5 15 120670622 120670636 TTCTTGAGGTTCACACGCAC CATTTGCCTCTGCCTCTTTC 249

Ai06B26673 Araip.B06 26673 p5 (TTATT)5 25 120689802 120689826 CGTTGCCTGGGATTAACTGT AAAAATTTCCAGTGAGGCAAA 203
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Ai06B26674 Araip.B06 26674 p3 (CTT)5 15 120691879 120691893 AACCCAATTGCTTCTGTTGG TGGAAGGTTGAGGGTTATGC 202

Ai06B26675 Araip.B06 26675 p3 (TAA)12 36 120696340 120696375 AAGGATGTCCGGTTGTCTTG AGCAAGGTTCCAGTCAATGC 132

Ai06B26677 Araip.B06 26677 p2 (CT)18 36 120700205 120700240 ACCCTCACAAGCGACTCTCA CATTGTGGCGGATAGAGGTT 280

Ai06B26678 Araip.B06 26678 p3 (ACA)6 18 120706501 120706518 ATGAGGCACAATGCAGAGAT ATTCATGTAGCCAACCCCAC 263

Ai06B26687 Araip.B06 26687 p5 (AAGAT)5 25 120728915 120728939 AACGACAAAGTCAACCGACC CCTGGGTGCTCCAGTGTATT 266

Ai06B26688 Araip.B06 26688 c (AT)13ttactg(AT)848 120741790 120741837 TGAATCTCAATAAGAGTTGGCTTC TTTTTGTTAAATAAGTCCAACCAA 246

Ai06B26689 Araip.B06 26689 p3 (TCC)5 15 120745414 120745428 GCGCACGTTCTTCTTGTACC AATTGAACCACACCTCAGCC 258

Ai06B26690 Araip.B06 26690 p3 (GAA)5 15 120747126 120747140 TGAAGATGAAACACGCGAAG TACCCGACGATTTTCCACAT 280

Ai06B26703 Araip.B06 26703 p2 (AG)7 14 120795162 120795175 CCATTGAAGCATGGACAAGA CCCTTTGCGCTAGTTATATGC 280

Ai06B26708 Araip.B06 26708 c (A)10ggtgaaaactcaagtgcagttgataacaactcaattatcaacttcatgtgaagccgactgcacctgagtttcc(A)17100 120801468 120801567 CTTAAGAGATTGCGGGTTCG CTGCACAGCACACAGTCCTT 199

Ai06B26709 Araip.B06 26709 p3 (TCT)5 15 120808130 120808144 CACTCTTCCCCACCTCACAT CACTGAAGAAAGCTCCGAGG 231

Ai06B26712 Araip.B06 26712 p4 (TTTA)5 20 120826299 120826318 TTTTCTTCGTTTTACCTTGTTTCC GCAGAGAAGTCCCTGTGAGG 233

Ai06B26717 Araip.B06 26717 p2 (GA)7 14 120845927 120845940 GAACCGAAACCAAGTTGGAC TAGGTGACACGTAACCGCAA 214

Ai06B26721 Araip.B06 26721 p3 (ATA)6 18 120876288 120876305 CGAAAATTTTGTTTCTGACAATTA AGTTGGCCATAACGAAGACTAA 250

Ai06B26725 Araip.B06 26725 p2 (AT)9 18 120879624 120879641 ACCTGCATGCTCCTTTTCAT TCGACCCAACATCCATCAAT 136

Ai06B26726 Araip.B06 26726 p3 (TCA)5 15 120883041 120883055 TCTCCAGCCTTTCCAGTCAC CGTGACCCCTGTTTTTAGCA 237

Ai06B26727 Araip.B06 26727 c (TA)7t(TGTA)6 39 120883909 120883947 GGAGACGGCGAAGTTTACTG AGTCACGACCTGCGAAGTTT 268

Ai06B26728 Araip.B06 26728 p2 (TA)10 20 120884255 120884274 AAACTTCGCAGGTCGTGACT CGCATTCGGAAAGTGAAAAT 249

Ai06B26732 Araip.B06 26732 c (TTA)5ttcccattgccatttctaccttctgggattctttggacgctaagaatgtacccatctgcagttgtaacctgtg(A)1199 120888520 120888618 AGGGTGTTTATTGTGTGCACTT AAAATTGTGGGAGACAGAGGTT 248

Ai06B26733 Araip.B06 26733 p3 (ATA)6 18 120895949 120895966 TGCTCCTGAATGAACCACAG CCCCACACCTTCATAAGCAT 120

Ai06B26735 Araip.B06 26735 p2 (AG)7 14 120899965 120899978 CCTCCAAGGTTGAAACCAAA TCAAGGGCCAAAAGTTCATC 209

Ai06B26737 Araip.B06 26737 p2 (AT)6 12 120920375 120920386 GACGCTGAGAGCTGGTTTCT CAGGACCTGCATATGAAAAACA 272

Ai06B26738 Araip.B06 26738 p2 (AT)9 18 120920520 120920537 GGAGACGGCGAAGTTTACTG CATCAAGGCCTCTATAGGAAAG 129

Ai06B26739 Araip.B06 26739 p4 (ATTT)5 20 120927011 120927030 TGGAGGTTTAAGGATGTCCG CGAGCTAAGGTCAAATGTGC 279

Ai06B26740 Araip.B06 26740 p3 (TTA)5 15 120927532 120927546 AGGGTGTTTATTGTGTGCACTT TAGCGTCCAAAGAATCCCAG 118

Ai06B26741 Araip.B06 26741 p3 (ATA)6 18 120930736 120930753 TGCTCCTGAATGAACCACAG CCCCACACCTTCATAAGCAT 120

Ai06B26745 Araip.B06 26745 p6 (CGTCAG)21 126 120947923 120948048 CTGGAGGAGCTCACATCCCT TGGAAGGAATCGGTTGAAAG 260

Ai06B26749 Araip.B06 26749 p2 (AT)7 14 120978742 120978755 TCCTAAACTCCAAATCTTAACCTC GAGCTTATGAACCAAATGGACC 258

Ai06B26750 Araip.B06 26750 p4 (TAAT)5 20 120982394 120982413 ACAAAAACAATGGGAACGGA GGCAGGGAACATTGACAGTT 251

Ai06B26752 Araip.B06 26752 p2 (AG)8 16 120987919 120987934 GTCAATGAAGGTGTGGGGAT CCCTCAATGACTTCCCAAAA 240

Ai06B26757 Araip.B06 26757 c (A)10taaagacaaaaatttcaagatttaggtagttgggata(T)1057 120999190 120999246 CGTTGAAGATTGTTTGTTGCAT TTACCTAGGAAATATCACAAATAGCA 250

Ai06B26758 Araip.B06 26758 p3 (AAG)5 15 121000266 121000280 TTTTTCGTCCCCAACCTTTT ACCAAAATCGTACGGAGGTG 249

Ai06B26761 Araip.B06 26761 p2 (TA)6 12 121002459 121002470 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 169

Ai06B26765 Araip.B06 26765 p2 (AG)6 12 121022925 121022936 TTTTGACCCAGTTTTCGACC GAAACATTGAACCTGTCATTGAA 222
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Ai06B26768 Araip.B06 26768 p2 (AG)6 12 121034079 121034090 AAAGTGGGAGAATCAATCCA TGGGAAGGTTCATAAGCCAA 258

Ai06B26771 Araip.B06 26771 p3 (TCC)5 15 121035482 121035496 CTCCTCCTTCTTCGTCGTTG TATCGCTGGCTAAATGGACC 156

Ai06B26774 Araip.B06 26774 p3 (CTT)24 72 121055842 121055913 AGTCTAATCAAGCAGGCCCA AATGCAGCAACAACAGCAAC 203

Ai06B26775 Araip.B06 26775 p3 (AAG)5 15 121056481 121056495 GGCATCAAAGAAAATCAGAACC TTCTTCTTCCCCAATGTTGC 168

Ai06B26776 Araip.B06 26776 p3 (GAG)5 15 121056614 121056628 GAAGAAGAATCTGCGTGCGT CGCGTCTCTTTCTCCTTCTC 141

Ai06B26781 Araip.B06 26781 c (TTC)6cctcgcacttgtttcaaattcacacatacattt(TTC)5atccatgatgctacatcttttccttcttcttcttctcctctttttttttattatttttcactttcgttatcgttat(CAC)5157 121071050 121071206 CTTCCCAAACGGGCTTTAG AAGAAAGAAGAGGAGGAAGAGGA 263

Ai06B26786 Araip.B06 26786 p2 (CT)6 12 121100771 121100782 TCCCTCATCGCTGAACTCTT GGAGGAGGGGAAGTGAACTC 217

Ai06B26787 Araip.B06 26787 p3 (AAG)6 18 121107657 121107674 AAGGGCACTCGGGATTAAGT AAAGGGGTTAATTTGTTGTCCA 225

Ai06B26789 Araip.B06 26789 c (A)10gcagagactttttgaaggaaaagaagaagaatatatacatatatatatg(TA)671 121108422 121108492 TGAAGAGCAAGAACCCAAGC AACTCTCACCGCTCAACCAC 235

Ai06B26790 Araip.B06 26790 p3 (TTA)11 33 121110084 121110116 TCATCTTCAATGAGTAAGTGTTGTTTT TCGTTAGAGGTATCAGACAGATCG 255

Ai06B26794 Araip.B06 26794 p2 (AT)6 12 121118510 121118521 CAATCCCAACCCACTGAAAC CGATTCCAATGGGAAAAGAA 272

Ai06B26798 Araip.B06 26798 p4 (TTTA)5 20 121132230 121132249 AACTTAACTGGGTGACACCAAAC GCCGGTTAGTTTGTGGTTGT 233

Ai06B26801 Araip.B06 26801 p3 (CTT)7 21 121144018 121144038 CCAAAATCGTATGGAGGTGG CGAAGGGAGAAAGGAAGAAGA 111

Ai06B26804 Araip.B06 26804 p2 (TC)12 24 121166779 121166802 TCCCACCTACCTCACCATTC AAAGCAAGGCTTTTTCCACA 273

Ai06B26806 Araip.B06 26806 c (T)12ctcctttaacattgtcattttattacgtatgggaaattcgcataaggatatttgtatcctctatcatgaacctaaaagttttgaaaccttgtcatgataa(T)13125 121173680 121173804 TGAGTGCTCCAAACAGAACG TGCTGGTTAGTTGTGCGAAG 244

Ai06B26808 Araip.B06 26808 p3 (TTA)6 18 121175572 121175589 TTGCTCCTTATTGTGCATGG TGCTATTGCATCCTGTCATCA 175

Ai06B26809 Araip.B06 26809 p2 (GC)6 12 121188545 121188556 TCTCGCGAGCTAGGGTTATC ATCTCCATCCCCCTCAATTC 279

Ai06B26810 Araip.B06 26810 c (T)12ctgggtgttccccttagtgttcacaactcttatttactcaaccatcatagaattcacaaaaaaatgcaa(T)1091 121189158 121189248 GCATGTAGTGCGCGTCTG GACACCCCACCATGGTAAAC 276

Ai06B26813 Araip.B06 26813 p2 (TA)6 12 121200331 121200342 TGTTTCTGTTTCAGCTTGCG AATAAATCAACCAATTTTATCCCA 234

Ai06B26815 Araip.B06 26815 p2 (TA)6 12 121202389 121202400 TTTTTATTTTGAGAGAGGGTTGG CCTAGGCCTTGCAAGATAGC 242

Ai06B26816 Araip.B06 26816 p2 (TC)19 38 121203387 121203424 CGATGGGAGACCGTAGTTGT CATGTAGCCGACCTCACTCA 276

Ai06B26818 Araip.B06 26818 p3 (TTC)5 15 121209511 121209525 AACGCGTTTCGAACCATTAC TCTCCTCATCTTCTGCTGCTT 238

Ai06B26822 Araip.B06 26822 p2 (AT)7 14 121247682 121247695 AAGGCATAGATTCAACCCCC TGACTAAAAGTGATGGCAAAAA 162

Ai06B26824 Araip.B06 26824 p3 (AAG)6 18 121249819 121249836 CGATATCTTGCCGTCTCCAT GCATGTCCCATGCAAACATA 264

Ai06B26826 Araip.B06 26826 c (A)15gttaaaaattcaagtgcagtcgnnnnnnnnnnnnnnnnnnnnnnnnncaacg(A)1683 121256504 121256586 AAAATATTAAAAGGAAAAGCATCAGG CCGTTGGTTTTCTTCAGCTT 245

Ai06B26827 Araip.B06 26827 c (TTC)7caaatttgtgcaggttcttcttctttccttcttctcctcatct(TTC)579 121264819 121264897 GATTCTCACGCTCGCTTCTT AAGTTTGCATGTGCTTTGTTG 148

Ai06B26832 Araip.B06 26832 p2 (TA)6 12 121301216 121301227 CAAAGGGGACAGCATTTCTC TGCTGCTGACGTCATTATTGT 255

Ai06B26833 Araip.B06 26833 c (T)11agacaaaaaatgaaatttcttcttttttttatcaaagag(A)1060 121301954 121302013 CAAGCGGATGCAAATAATGT ACAAGGTTCCAACCCTGAAT 280

Ai06B26835 Araip.B06 26835 p2 (CT)8 16 121308815 121308830 GGACGTTCATTCATCAGTGG AACTGGTCCCAGACTCTCCC 270

Ai06B26836 Araip.B06 26836 c (T)15ccttctcttctttctttttattcacttcggatgctacattttgttcttttc(T)1076 121308968 121309043 GGGAGAGTCTGGGACCAGTT GCGAAATTTCAAAAGGAGGA 278

Ai06B26841 Araip.B06 26841 p3 (GAT)9 27 121331515 121331541 TGGAGGAGAGAGTTTTCAATCG TTTCCTTCTCCTCCTCTTCTTC 225

Ai06B26842 Araip.B06 26842 c* (A)10(AAT)5* 23 121332150 121332172 TTGGTTGAGTGAGTTAAAATTCTG CCTCAGCTCCTCCTCCTTTT 201

Ai06B26845 Araip.B06 26845 p2 (AT)8 16 121334673 121334688 CAAAATGTGGAAGATGGGGT CATAATAATTCAAATCGCAAAGC 249

Ai06B26846 Araip.B06 26846 p2 (AT)12 24 121337310 121337333 TTCGTTAGACATAACAATCTTCCG GGGGTATTTTGTCCCCTTTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26852 Araip.B06 26852 c (TAAAA)5taactgaaaaatttactatattttcgaaaattagaagaaaaagaaataaaagaaaattgaaaactaaattaattaaaaagatttg(A)10120 121365696 121365815 GGGTTAGCATATGACCCCAG TTTCGAAAATCCTCACCCAT 255

Ai06B26860 Araip.B06 26860 p2 (GA)9 18 121412917 121412934 TTTGACCAGCATTTTGACCA ATCAATAGGAGCAAGCTTTTGT 198

Ai06B26862 Araip.B06 26862 p2 (TG)11 22 121414696 121414717 TCTGACAGCTGCCAAACAAA TCCTGCTTCCAAGCTTATGG 226

Ai06B26867 Araip.B06 26867 p3 (ACC)5 15 121433808 121433822 GGAACCACTTCTGTGGCTGT CATGGTTGAACAAGTGACGG 205

Ai06B26869 Araip.B06 26869 c (CT)9cgctctctcaacatctctttctctcacttcgtttgtcccc(CT)976 121447804 121447879 GGACAACTCCCTCCCTTCTC CACGCGTTCTTCTCCTTTTC 275

Ai06B26873 Araip.B06 26873 p2 (TG)6 12 121460848 121460859 ACCGAATTTTAGGATGCACG TCGTCATTAGTTCAACAACACAAA 270

Ai06B26880 Araip.B06 26880 p2 (AT)7 14 121479040 121479053 GGACCGGCATCTACTTCAAA TCTTTCCGAAACCCAGATTG 214

Ai06B26885 Araip.B06 26885 p2 (GA)9 18 121499492 121499509 TTGTCTGAATCTTGGGAGGC CAGTAAGCTGCAACCCACAA 208

Ai06B26888 Araip.B06 26888 p6 (AGATAT)5 30 121503060 121503089 GGCTGCATTCGGTTAGTGTT AAGTGGTGAGAGGGGGAAGT 245

Ai06B26896 Araip.B06 26896 p3 (AAG)5 15 121520921 121520935 GGTCGACTAAGAAAACCTGGG CAAACCAAAATGTGTCACGAG 198

Ai06B26897 Araip.B06 26897 c (T)15gtatttttttttgcatgcaagtggattatattctgtttgtgttacgtgaatgtcttttatgtatgctaagttga(T)1099 121521970 121522068 TATGTTAGGGGAGAGGGTGG GAAACAGGCATTATGTTCACGA 217

Ai06B26900 Araip.B06 26900 p3 (AAC)7 21 121531376 121531396 TCAAAAGGCATTGGACCTTC GACAAACTGGGAAGGTGGTG 160

Ai06B26901 Araip.B06 26901 p3 (AAT)5 15 121532561 121532575 CGCAAACAAATTGTGAATGG CTGCAATTTTCTCTGTGCCA 229

Ai06B26903 Araip.B06 26903 p4 (TTTA)5 20 121539599 121539618 TCAAGAAGGACCAAATCTGTTT ATGAAAACCAACCAATGGGA 280

Ai06B26905 Araip.B06 26905 p3 (ATG)5 15 121545384 121545398 TCGATTCATTTATATTTTTGCTATTGT CTCCTGTACCAGCAAAACCA 242

Ai06B26908 Araip.B06 26908 p3 (AAT)5 15 121554086 121554100 TGAACAATAACATAACAAGTCTCAACA CGATCCAATCCAATCCAAAC 251

Ai06B26909 Araip.B06 26909 c (A)10cacttttgtaacacatcaaaatcaaaccatacatttcatcatctaatagt(A)1070 121561947 121562016 AACGAGGTCGAGAAATGGAA TGGATACTACCATGAAGATTTTGC 235

Ai06B26914 Araip.B06 26914 c (TG)6(AG)9 30 121564808 121564837 CTAAAAGCATGCATGGAGCA TCAGAAGGTTCCCCAAAATG 227

Ai06B26918 Araip.B06 26918 p2 (TC)17 34 121577152 121577185 AACTTGGGACATTTGGCTACA GCTGAAAGGGAAGTTGTCCA 210

Ai06B26920 Araip.B06 26920 p3 (CCT)9 27 121584287 121584313 TACCAGAAGGTCCAAGACGC TGACCCTCTACGGCTTGAAT 260

Ai06B26921 Araip.B06 26921 p3 (TCC)8 24 121584858 121584881 AGCGCCTCCTACCAGAAAGT CAGGTTCAGAGGAAGCTTGG 199

Ai06B26926 Araip.B06 26926 p2 (GA)9 18 121600579 121600596 TGCAACCTAAATCGAATCCA ACAAAGCCCCTGAACCTTCT 194

Ai06B26927 Araip.B06 26927 p3 (CAT)5 15 121602510 121602524 AAACCCAACTCCAACCCTTC TCATGTGGGTAAGGGTGTCA 161

Ai06B26929 Araip.B06 26929 p2 (AT)6 12 121611177 121611188 TCTTAGATCCCGCTGCTGTT CAAACGTTGGGGACAAAAAC 190

Ai06B26930 Araip.B06 26930 c (CT)15a(TC)8 47 121614364 121614410 GAGAATTTCGAGACGAACGC GCCTCCTTCCTCTTCCATTC 228

Ai06B26932 Araip.B06 26932 p3 (TAA)5 15 121624505 121624519 CCGTGGCCATTATGATAAAA TGGGCATTACATTCCCATTC 244

Ai06B26942 Araip.B06 26942 c (T)10aaattaaatccaatcaaattagcccaaactcaataaaattcatttacacaatacgcgcgtagaatcgtactgttctttttctttg(T)12107 121644178 121644284 GACTGCAATGGTTGGAAAAA CAATAGAAGAAAGAGAAGGAGATGC 280

Ai06B26944 Araip.B06 26944 c (GAA)5gggaggcatcggtggtgggttgacggcgacagaaaaggggctgtgatagtggtggtatcgacggtggcagatggtggtgatggggagagtggaagaagt(GA)12138 121648687 121648824 TGAGGTAGTTCCGAGAAGGG TCCCCTCATTCGAATTTCAC 266

Ai06B26945 Araip.B06 26945 c (GA)7aagaa(AG)7 33 121649337 121649369 AGCAACCAACGTGACACAAA AAAGCGTCACCGTTGAATTT 201

Ai06B26946 Araip.B06 26946 p3 (GAG)6 18 121649740 121649757 CAAATTCGTCGATAAACCCG GTTCCTCCACCTTCTCCTCC 276

Ai06B26947 Araip.B06 26947 p2 (AG)7 14 121652915 121652928 TGTAGCAACAGAGATGATTCGT CGGCTCACACATTCTCAAAA 256

Ai06B26953 Araip.B06 26953 p2 (GA)7 14 121666813 121666826 GCCTGAAAATGATGTACGCA AGGTCAATGCAGGATTGGAG 261

Ai06B26956 Araip.B06 26956 p3 (CTT)5 15 121670261 121670275 AAAATCGTACAGAGGTGGCG ACTTGCCGGTTAGTTTGTGG 132

Ai06B26957 Araip.B06 26957 p2 (GA)17 34 121674201 121674234 ATAAAGGGTTGACGGTGACG ATCACGAATCTCTTCCCCCT 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B26962 Araip.B06 26962 c (A)11gtgtaaataaaattcaactttatttgttttgagatttaaaaaattagtttattttattt(A)1282 121685915 121685996 GAGGCCTTCTCCCTATTTGC TGCTTCTTTTTGTTTTAAGCTCG 174

Ai06B26968 Araip.B06 26968 c (GTT)5accatctcaagtgctgtttgat(TTA)5(TTG)1494 121701845 121701938 GCTCACAGCATCTTCAGCAG TCCCTGGCTAGTTTCGTCAC 258

Ai06B26971 Araip.B06 26971 p3 (TAA)13 39 121714480 121714518 AACTCTGCTGGTTGAGGAGC GCACGCAAGTAATCCTTTCC 276

Ai06B26972 Araip.B06 26972 c (G)10ttgaatcaagttggctaaaaaatgaatgtttcaagttctattttcatggaagctaattttgcaggagatctttttgttttgtctcatatgc(A)14115 121723169 121723283 GTTGGGACCCATATTGTTGG GGCCTCTTTCTCTTCTTCCC 249

Ai06B26977 Araip.B06 26977 c (A)10ttatataccaactctctcttatttttccgtatagtatattaataataatt(A)1070 121735837 121735906 GTCAGGCACTGCGGATACTT ATTTGGTCGGTTGCATGATT 278

Ai06B26979 Araip.B06 26979 c (T)15(G)21 36 121740659 121740694 CTAAATTCGGCAGAGCCAAC GATGTGGCTGTCCTTGTGTTT 123

Ai06B26980 Araip.B06 26980 p2 (TC)9 18 121741771 121741788 GCCTGAATCCGGTTCTGTAA AAGGAACACAGTTGGGTTGG 160

Ai06B26981 Araip.B06 26981 p5 (AAAAG)5 25 121741933 121741957 ACCCAACTGTGTTCCTTTGC GTTTTCAACTCACCCTCCCA 257

Ai06B26983 Araip.B06 26983 p2 (GA)6 12 121753061 121753072 TGAGATGGGAGAGTGAGAATTT GGAAGCGTGAGCTTTGGTAG 278

Ai06B26984 Araip.B06 26984 p2 (GT)7 14 121754491 121754504 CCTCCCTTCTCTCTTCCGTT CACCCATTCCCTAAAACCAA 170

Ai06B26987 Araip.B06 26987 p3 (TAT)5 15 121767170 121767184 CGCATTCTTCTACTCTTGGCA TTATTATATTCTTTGCTAGCACCAAG 278

Ai06B26998 Araip.B06 26998 c (T)10caaag(T)12 27 121801948 121801974 CACACCTTGACCAGTAGCCA TGGAGCTTCTTTCACCTTGG 227

Ai06B26999 Araip.B06 26999 p2 (AT)7 14 121803629 121803642 AAGTCATAAGATAGAGGTGGTGAGG TTTTCGTATGCAAGTTTTCCG 143

Ai06B27000 Araip.B06 27000 p2 (AT)7 14 121803826 121803839 CGGAAAACTTGCATACGAAAA TCTTCCGTTTACATGAGCATT 204

Ai06B27003 Araip.B06 27003 p3 (TTA)6 18 121813234 121813251 TGCGAAATCAGCAAAAACAA TGGGCCATTACAGCATAAAA 264

Ai06B27006 Araip.B06 27006 p2 (AT)6 12 121836290 121836301 TCAAACATGCGGGAAAGACT TTGCCTTAAAAATAAGGGGGA 149

Ai06B27007 Araip.B06 27007 p2 (TA)14 28 121842630 121842657 CTTTGATTTGAGAGGTGCCC GATGCGAGAACTGTGCTGAA 239

Ai06B27010 Araip.B06 27010 p3 (TAT)15 45 121847923 121847967 TGTAGCAGGCCCGTTTAGAA CGCTTACTTTAACCGGTATACGA 280

Ai06B27011 Araip.B06 27011 p3 (TTA)9 27 121848776 121848802 TTGACAGATTTCATTTCTGCG CAAAACTAATTTGCGCCACA 238

Ai06B27016 Araip.B06 27016 p3 (GAT)6 18 121855771 121855788 TTCTTACAAGTCAAGTCAAATTTTCAA TCAAATTTTTGAATCAATCACATTA 199

Ai06B27020 Araip.B06 27020 c (T)11ccaaatattttagtttgttgaatatactcatttgatctatagcatccaaaatatatcggatagtttga(T)1291 121866249 121866339 TTTTCTCTTCTAGAAAACCCAGAA TGCATGTCGATAATAAGACTAAGG 277

Ai06B27024 Araip.B06 27024 c (T)17ctttttcttcttctctttttcttcatc(T)1054 121868885 121868938 AGCCCCATTACACGTTCAAG CAAATGTGGTGGTATGGTGG 209

Ai06B27025 Araip.B06 27025 c (A)10tgtagcatccaataagaagaacgcatacgtgaatttgaaacaagaagaaaaagaagaagtgcaaggaaaggaaaaaacag(A)13103 121869733 121869835 GCGATGACGGTAACGAAATTA CTTCGTTGAAATTGTTCGCA 275

Ai06B27026 Araip.B06 27026 p2 (TA)6 12 121871222 121871233 AATCCGATCCGACCATAGTG TAGGTTAAACCCGCCCCTAC 184

Ai06B27027 Araip.B06 27027 p2 (AG)9 18 121877756 121877773 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 229

Ai06B27031 Araip.B06 27031 p3 (CTT)5 15 121894145 121894159 GGAAAACAAAAGATTCGTTCCA GAGGAAGAAGAACGTGCAGC 276

Ai06B27039 Araip.B06 27039 c (A)10gaacaaatttaggttgcataacaatatttataactactttataaaaagggtttagtattttatatttaataacattttttt(TC)6103 121912180 121912282 AATTGTGGGTTCGAGTCTCC TTAAGAAAAATGTGCGTGCG 189

Ai06B27041 Araip.B06 27041 p2 (CT)7 14 121919751 121919764 TCATAAACCAAATTGGCAACA AAGTGGGGGAATCCATTCAT 266

Ai06B27042 Araip.B06 27042 p2 (CT)6 12 121921096 121921107 AGTTGGGAACATTGAACCTGA CCCAAATCCAAGCTCAAAAA 219

Ai06B27043 Araip.B06 27043 c (AT)9(AG)14 46 121921888 121921933 GGTTTATCAACCTCCCCACA TATGATTTGGCCTTGGTTGT 267

Ai06B27044 Araip.B06 27044 p2 (TA)6 12 121922283 121922294 CAGGGTTGTAATGGGGCTAA GAAAATTGGGAAGCTAGGCA 148

Ai06B27045 Araip.B06 27045 p2 (TA)6 12 121923171 121923182 GAAAAGAAGGGCGAAACACA CAGAATCACAACAATCCACACA 269

Ai06B27048 Araip.B06 27048 c (AAAT)5a(TG)15 51 121948109 121948159 AATACGGCACTCGAAGTTGG AGTAATCCTTTCCTGGGCGT 239

Ai06B27053 Araip.B06 27053 p4 (AAAT)6 24 121964494 121964517 CCACTTTCTCTCCCCTCATTT GACAGCTGCTGCTTTGTTTG 207
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Ai06B27055 Araip.B06 27055 p2 (CT)9 18 121975267 121975284 GTGACAATGGGATTTCACCC CCTGATACCGCGTATTTTGG 269

Ai06B27056 Araip.B06 27056 p2 (AT)10 20 121976722 121976741 GCTTTCCTGAGGCACTCATC CCAGTCCTTGGACACATTCA 248

Ai06B27058 Araip.B06 27058 p2 (TA)7 14 121979359 121979372 TGTGGCTCCAACATAAAACG TTTTCACCACTGTCCTGCAT 157

Ai06B27059 Araip.B06 27059 c (T)13ggacgtgtacataaaaaattagaacaaaatttaacttctgaa(T)10attttttttaaaatgtgatcatttacaataa(T)10106 121981224 121981329 TTTGTCGGCATTTTAATCTTTT TGATCTTTCAATCCTTAAAATTTGG 224

Ai06B27060 Araip.B06 27060 c (GTT)5aattacatcatgaataag(T)1245 121981581 121981625 GTGTGGCTCAATTTCCGAAT GTTGCGAGTTCGAGTCTCCT 104

Ai06B27064 Araip.B06 27064 p3 (TGA)5 15 121987672 121987686 AAAGGATGCCATTGTTGAGG AACTGGCAGCATCTTTGCTT 273

Ai06B27066 Araip.B06 27066 c (AC)31(AT)6 74 122000108 122000181 TCCTAACTCAGTCCGCGAAG GTCTGGACTCCTGAAGCGAA 277

Ai06B27067 Araip.B06 27067 c (T)10ctatttc(A)10 27 122003609 122003635 TGTGGTTTGTAAATTTCGCATC TGGACCATGTGGTAAAAAGAGA 226

Ai06B27073 Araip.B06 27073 c (A)12gaaaacctattgactctgatttgtttgaaataatatcaaaacaacaaataatttagtaaatttaatttagcaacaaatgaatatgcatgatctga(T)15122 122026461 122026582 CCCTATGCTCCACCTGTTGT AAGTTGCGGGTTAGAGTCTCC 188

Ai06B27075 Araip.B06 27075 p4 (TTTA)5 20 122027229 122027248 TTTTCCGTCCTCTTCACCAC GATTCTGCTCATTGTGGCAA 149

Ai06B27078 Araip.B06 27078 p2 (TA)12 24 122030960 122030983 CTCAAATGCATGTAAAAATTCAA CCACATCAGCTTTTGTGTCA 257

Ai06B27080 Araip.B06 27080 p3 (AAT)5 15 122043047 122043061 TATCAAACACTTGGTGGGCA CCTTGTTGATTACTTTATGTGCCA 207

Ai06B27081 Araip.B06 27081 p3 (AGA)10 30 122049594 122049623 CTTGGAGGTGGAAGCTTTTG CCCATCACCTCTTCACCACT 215

Ai06B27085 Araip.B06 27085 p3 (AAG)5 15 122076002 122076016 CCATGGGAAAGTCCAGTCAT TGGCAGCTCTCTTCCAATTT 203

Ai06B27087 Araip.B06 27087 p2 (AT)8 16 122083128 122083143 TGTGAATGCTTGCGTTGAAT GGTGTCAAACCAATCTGCCT 228

Ai06B27089 Araip.B06 27089 p2 (TA)9 18 122097526 122097543 GCTTGGGCAAGGTGAGAATA AATGCACCAAAGACAGACCC 205

Ai06B27092 Araip.B06 27092 p6 (AAAAAT)5 30 122141953 122141982 TCGAAAATAAAACTGCCTCCTT TCTCTTGAAGGGCCAGACAC 268

Ai06B27093 Araip.B06 27093 p4 (TTAT)5 20 122143630 122143649 AAGAAAGATTAAGGAGAACTTTTAGGA GCATTTAACGCCAGGATTGT 202

Ai06B27094 Araip.B06 27094 p3 (TCT)5 15 122169078 122169092 TCCCTATTTTGCTCACCCC GGATTTATGGTGAACGGTGG 251

Ai06B27095 Araip.B06 27095 p2 (CT)7 14 122169339 122169352 CTCCCTTTTCCCTTCTCACC ACAGAATCAGAAATTGCGCC 273

Ai06B27100 Araip.B06 27100 p2 (AT)6 12 122193800 122193811 ATTATTCGTCGCACTCCACC TTCTTGAATTATGACATTTCTTGC 268

Ai06B27102 Araip.B06 27102 c (A)10gagtttaaagagatatttcaataaatcacggtccttaaatgtatccctaataacatactgaataaaactttcaaaagttcaatttagtttt(TTA)6119 122195189 122195307 TCACGGATTTGAGTCTCCCT GCATATAAAACACAATACAACATCCA 179

Ai06B27103 Araip.B06 27103 p5 (AACCC)5 25 122195765 122195789 TGCTGACCCCTAGACTTTTCC CTCAATCACCGGTTACGGTT 205

Ai06B27104 Araip.B06 27104 p4 (TAGA)6 24 122198021 122198044 GGTGGTCCAAAATCAATGCT AGGTTCCATTGTACGTCAAGC 280

Ai06B27105 Araip.B06 27105 c (A)11tcttgtatttg(T)1032 122200172 122200203 AATTTCGTTGTGTGTTTGCAT TGGCACATAAAAAGATGAGGG 241

Ai06B27106 Araip.B06 27106 p2 (TA)12 24 122206051 122206074 CTTGCCACCACATGTACCAG ACAACCAACCCAACAAGTCC 219

Ai06B27109 Araip.B06 27109 p2 (CT)11 22 122218213 122218234 ATTGGGTTTGAACTGGGTGA TCAAAGAAATCAAATCGGGC 260

Ai06B27110 Araip.B06 27110 p2 (AG)15 30 122228655 122228684 GTGAGCTGACCTCAATGCAA CCGTCGGTGTCATCTTCTCT 277

Ai06B27111 Araip.B06 27111 p2 (AT)7 14 122234406 122234419 TCGTAGGGTTAGGATTTAGAATTTTT GCTCCAAGCTACTGTCACCC 259

Ai06B27116 Araip.B06 27116 p2 (AT)8 16 122243086 122243101 TCCTAACTCAGTCCGCGAAG CCTCCGGTTCTCATTCCATA 276

Ai06B27118 Araip.B06 27118 p3 (CTT)19 57 122249416 122249472 CACTACTACCCGCGTCCTTG CACTACCCCCACCTCAGAAA 239

Ai06B27119 Araip.B06 27119 c (ATG)5accatgatgataatggtggtggtgggttcttgttcagcttgggcttctggttgattttggaaaaagttc(TGA)7ccatgatgatactggtggtggtggc(GGT)5145 122249682 122249826 TTTCTGAGGTGGGGGTAGTG GCCTACGTTGAACCAGAACC 263

Ai06B27120 Araip.B06 27120 c (CA)9aatgcatgctcacgaacatgtatgctacacataccagtcggatatcctaaatagcacatagt(CA)24128 122250678 122250805 CATACGCACACACGCACATA TGGAGAGACAGGGTTTTGTTT 239

Ai06B27126 Araip.B06 27126 p2 (TA)6 12 122301920 122301931 GGGTTGTGTGTTCTTTGGCT GAATCACAACAATCCACACATTG 197
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Ai06B27134 Araip.B06 27134 c (A)10ttaacgtctagaaacccaattgaaaagaaaaaaaaatatagggacctaattaaaaactctgtgaaactataaggacttgtaaagtaattaaac(T)10113 122321550 122321662 TTGACATTTATAGATGGAAGAAAGAGA TTGGGGTGAGAAGGTTAGACA 280

Ai06B27140 Araip.B06 27140 p3 (AAT)5 15 122338822 122338836 GCACTCTGCGAAACCAAAAG CTGGAATTCCCATTAGGTGG 278

Ai06B27145 Araip.B06 27145 p3 (ATT)7 21 122342334 122342354 GGACCCGTGTAGTTGTTTGC TCCATAACAATGCAACATTCG 234

Ai06B27148 Araip.B06 27148 c (A)10ctccatatttcacaattataatcaatttaatcctac(T)1056 122353602 122353657 ATACCCTTCACCAATGCAGC TTCTTTTGTTTGCCATCTTTGA 255

Ai06B27151 Araip.B06 27151 p2 (TA)7 14 122365231 122365244 ATGCAGTATGGGTGGCAAAT CAGCGTTTAAATCTTTCGGG 205

Ai06B27153 Araip.B06 27153 p3 (CTT)8 24 122385526 122385549 GATTTTGGGGATTGCAGAGA TTCCATCCTTTCAAAGCAAA 279

Ai06B27155 Araip.B06 27155 p2 (TA)6 12 122388617 122388628 AAACTAAAAAGAGAACCCACCAAA TGGCTGCAATAATGTGGAAA 133

Ai06B27156 Araip.B06 27156 p3 (ACC)5 15 122395235 122395249 TCGCAACGTACTCTTTGTCG TGACAGAACAAGCGATGGAG 180

Ai06B27160 Araip.B06 27160 p2 (AT)10 20 122412163 122412182 TATGGCATGGCACAAAAGAA CCCCATGCATATCAAAAATG 277

Ai06B27164 Araip.B06 27164 p3 (CTC)6 18 122430106 122430123 GAGATGGCGAAGAAGAATGC ACAATAGGCTGGGAGGGAGT 146

Ai06B27165 Araip.B06 27165 p3 (TAA)5 15 122440540 122440554 CCCACTTCAATGCTAGTGGAA TGTTGCATAAAAGGGCACTG 214

Ai06B27167 Araip.B06 27167 p2 (AG)6 12 122452121 122452132 ACTTGGGCAGCTACTCTGGA AGGGGACAGGAAGAAATGGT 125

Ai06B27176 Araip.B06 27176 p2 (AT)6 12 122483249 122483260 GCCCATGTTAGATTTAATTTGCC TCACGGACCATAAGAGAGCC 249

Ai06B27177 Araip.B06 27177 c (T)10cta(AAT)7 34 122490747 122490780 CAGATTTTGCTTCTGCATTTTT CCCCATTTTTCGGTATCCTT 254

Ai06B27178 Araip.B06 27178 c (TA)11gtcactcaacaacaacaataag(AAT)662 122492234 122492295 TCCGACAAACATAACAATCTTCC TCAAATGGTTTTAACTTTTGTGTAGAA 240

Ai06B27181 Araip.B06 27181 p3 (TTA)6 18 122508825 122508842 TGGCAAGGGATAGAAACCAA TGCAGCCATTCTTCAATGTG 218

Ai06B27182 Araip.B06 27182 p2 (TA)16 32 122514611 122514642 TCCTCCGTCCAAAAATAAAA AGTCTTCCGTCCAAAAATAAAA 277

Ai06B27184 Araip.B06 27184 c (T)12aattttgtactttgtatttgattttaaagtccttcaattttattgaagatagtttcttgc(T)1082 122516173 122516254 TTCAGAAAACACTCTCGCACTC AACTGAAAATGAACGAGATGACA 271

Ai06B27189 Araip.B06 27189 p4 (AAAT)5 20 122523178 122523197 CTTCGGATTGGGCCTTTTAT CTATGAACTGCTTGCGGTGA 279

Ai06B27191 Araip.B06 27191 p6 (AGTGGT)5 30 122538214 122538243 GAGGATGTGAGCAGCAACAA AGCAAGGGCAAAGACCACTA 167

Ai06B27192 Araip.B06 27192 c (AAG)5gagaaagagaaggcaagaaacgaaagaa(AAG)661 122556341 122556401 CGTGCAAGAAGAAGAAGAACG CCCAAAAACACGATGCAAG 195

Ai06B27194 Araip.B06 27194 p3 (TAG)5 15 122560061 122560075 TCCTATTTCGTCCATTTCATCA TGGCATTTGTATGCTCTCCA 227

Ai06B27197 Araip.B06 27197 p3 (TTA)6 18 122573591 122573608 CCTTGCTTCTATCGTCGCTC CCTCACACATAGCAGCAGCA 204

Ai06B27198 Araip.B06 27198 p2 (GA)21 42 122577811 122577852 GAAAGCTCTGATACCATGTCAGG CAGTAAGCTGAGCTGGCAGA 278

Ai06B27199 Araip.B06 27199 p3 (GAG)5 15 122579007 122579021 AGAAAGCAAAAGGGAGAGGG CCACCACCCTCAATCATACC 123

Ai06B27202 Araip.B06 27202 c (CT)13(CA)14 54 122582988 122583041 AAATCAAGGGTGGTGAGCAG TAGCCATGCTGGAACTAGGG 144

Ai06B27205 Araip.B06 27205 c (T)10gaaaatattcataactagatattgacccctcaatttatttgtatttggca(T)1070 122589296 122589365 TTGCTCCCATTTTTATGTGAA AGTCGAGGAGGGAGAGGAAG 227

Ai06B27207 Araip.B06 27207 p2 (AT)11 22 122607284 122607305 CCTCATGCTAAATCCAAGGTG CCCATTTTAATTGTGAAGGCA 240

Ai06B27208 Araip.B06 27208 p2 (AT)10 20 122608260 122608279 GCATGTCCTCATGCTAAGTCC CCCATTTTAATTGTGAAGGCA 242

Ai06B27213 Araip.B06 27213 p5 (TTTAA)5 25 122626951 122626975 CCCCTCTTTTTCAAAATTCCA TGAGAGGGGGAAGAATTCAA 220

Ai06B27217 Araip.B06 27217 p2 (TA)6 12 122652169 122652180 AGAAGTCCCTTGGTCCGATT AGGCGTCTGCAACAAAATCT 262

Ai06B27218 Araip.B06 27218 p6 (GGTGGA)5 30 122657999 122658028 CGGGCTGATGGCTATATTGT GGGTGACCAGGTTATGGATG 269

Ai06B27221 Araip.B06 27221 p2 (GA)33 66 122663799 122663864 GAAGGAGAGGGAGAAAAGGG CGATTGTGGATCCAGTGATG 207

Ai06B27222 Araip.B06 27222 p2 (GA)15 30 122665342 122665371 CAGTGGCAGAAGCAATGAAA GCGAAGCTCTCCCCTTATTT 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B27223 Araip.B06 27223 p2 (TC)6 12 122666206 122666217 GGGTCTTCAACCAACGACAT GGAGCTCATGAAGGCTGATT 254

Ai06B27225 Araip.B06 27225 c (T)10ctcctcttttatgagaaatgcataattttatatgcctttctgcgtggttagagagaggtaaaccag(A)1490 122669014 122669103 CTCTTTTGATGCTCTTTGTCCA AAAAATTTGTTTGGTTTGGTTGA 158

Ai06B27226 Araip.B06 27226 p5 (AGAGA)8 40 122677787 122677826 TGTCAAACGGAGGTTGATTG TGCGATTAGAGATGCAAAAGC 259

Ai06B27229 Araip.B06 27229 p3 (GAA)7 21 122681104 122681124 TATGCGATCAACCACAAGGA CACGTTGGAGTGTGTAACGG 234

Ai06B27232 Araip.B06 27232 c (TA)9g(AC)8 35 122688621 122688655 CGAAAATGCACATACATACATACAA TGGGTTAGGAGTCGTGATGA 148

Ai06B27238 Araip.B06 27238 p2 (AT)6 12 122704064 122704075 TTGTACTGGCACTCACTCCG GGTGTCAGCGACAAAAATGA 279

Ai06B27242 Araip.B06 27242 c (T)12cttcttttcgtttttgctgttcatcttttctttttatttcttttaatttttgttttttctg(T)10actgttagttgtatttctattttttttcttccactcaacacgcttcatcttttttttcttcatgttttattattgacatacga(T)10176 122709274 122709449 AAAAATCATCCACGCAAACA TTTGTCCAAACAAAATCTTCTAATTT 273

Ai06B27244 Araip.B06 27244 p3 (TAG)6 18 122723865 122723882 CGAACCTTGAACATTCACCC ATGATCTGCTTAACCCGGAA 279

Ai06B27245 Araip.B06 27245 p3 (TTG)5 15 122724472 122724486 CATGAATGGGTGGAAACTCC AGTTCATTTCTCACCGCCAC 147

Ai06B27248 Araip.B06 27248 p2 (AT)13 26 122736517 122736542 CGAAGCTAAGGCTAGCTGGA TTTTCAGATGCAGGTCGAGA 253

Ai06B27249 Araip.B06 27249 p2 (AG)8 16 122739797 122739812 CAAGAGAAAGAACCGCGAAG TTCTTCTCCTTCGTGAGCGT 203

Ai06B27254 Araip.B06 27254 c (TA)6(TG)7 26 122752123 122752148 AATAGAGAGCACGACGCGAT CGGAGATTTTCGTCGCTAA 205

Ai06B27257 Araip.B06 27257 c (T)11aaatccagccattcacaaaaaataaaataaaataaaatagtttcgttgtgataaaatcaccaaatgtaaaaaat(A)1095 122764291 122764385 TTGACATAAAGAAACAGAACAAATG GCAGTATTCCATTGAAGGATGA 153

Ai06B27259 Araip.B06 27259 p3 (TAT)12 36 122769998 122770033 TTGCTCCCTTGCTCCTTAAA CTTCCATAGCTTCCTTGGCA 233

Ai06B27260 Araip.B06 27260 c (TTTGT)7tttttgtttttgtttttgtttttgttttg(T)40104 122770620 122770723 TCTGATATTCAAGGGTCGAATG CGGGTGATGTAAGTTTTCCG 251

Ai06B27262 Araip.B06 27262 p2 (AT)9 18 122775345 122775362 GTTGGAAAATGCTGCCAAAT CATAAGCAATGATGCAATTTTGA 180

Ai06B27264 Araip.B06 27264 p2 (TA)6 12 122780418 122780429 TCGTTAATTCGTTATTGCAGACA TCCAAGAAAAGGTTCTATGGTACA 222

Ai06B27265 Araip.B06 27265 p3 (AAT)15 45 122780826 122780870 CAAGTGGGGAGAAGCTTACG CGTCAGGGTCTGCAACTACA 213

Ai06B27270 Araip.B06 27270 p2 (AG)19 38 122788560 122788597 AGAGCAAAGCACCAAAAAGC CGGAGATAGTGGCGGTTTAC 128

Ai06B27271 Araip.B06 27271 p4 (ATAA)5 20 122791888 122791907 CAACAATCTTCCCGTCGAAT TCTTGCAGAAGCAAACCTCA 246

Ai06B27272 Araip.B06 27272 p5 (TATTT)5 25 122792525 122792549 CAACCATATCCTAGGAGGGAAA GCTGGGAAAGATTGGTGTTT 104

Ai06B27273 Araip.B06 27273 p3 (GAA)8 24 122796169 122796192 TTGAATAGAAGGGGTTTGCG CAACGGTTCACACATTACGC 216

Ai06B27275 Araip.B06 27275 p3 (CTT)5 15 122797067 122797081 CCTCCTCGTCTTCCTCTCCT GAAAGGAGCAATTGGCAGAG 205

Ai06B27283 Araip.B06 27283 c (T)11ctttctcgtttttttc(T)12gtcttcttcttttacgtttttttc(T)3497 122824166 122824262 ATGCACGTTCACGTTCTTCT TGCGTACCACGTTTTCGTTA 152

Ai06B27286 Araip.B06 27286 p3 (AAT)5 15 122837264 122837278 CAACCATTTCTCCAAGGCAT TGATCCTCTTCACATGCTGC 239

Ai06B27290 Araip.B06 27290 c (TC)12atctctttc(TATT)553 122867941 122867993 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 268

Ai06B27295 Araip.B06 27295 p2 (AG)7 14 122884101 122884114 TCCATCATGCTGAAGCACTC CCCAAAGTGGTGTCACAGAA 270

Ai06B27296 Araip.B06 27296 p2 (AG)10 20 122885587 122885606 ATGACCGCCTATGGTTCAAG CCTTCATCATCATCACCGAA 220

Ai06B27298 Araip.B06 27298 p2 (TC)13 26 122888043 122888068 CACTCGAACTCGCATTCTCTT TTTCGACCATATATACCCCCT 280

Ai06B27300 Araip.B06 27300 c (T)10atcctttcttcattctctatctgagtattgtnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)1288 122889332 122889419 TGATGATGAATGATTAGGCACC TTCACGAAACTATAGGGACTAACAGA 278

Ai06B27305 Araip.B06 27305 p3 (ATT)7 21 122895080 122895100 TGACTTCATTAGGCCCATCC GGCCAGGTGTACCAAGAGAA 187

Ai06B27306 Araip.B06 27306 p2 (TA)6 12 122901683 122901694 GAAGTGCGAAACACACAGGA GAATCACAACAATCCACACACC 263

Ai06B27314 Araip.B06 27314 p3 (AAT)5 15 122933186 122933200 GTGTTGCGTGAATAGCGGAT CAGCTACTATACCCGCTATTAATTTTT 273

Ai06B27321 Araip.B06 27321 p2 (AT)10 20 122947243 122947262 TTATTTGCAAAATTGGAAGCG AAAATGGAAACAGTGTTCGGA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B27323 Araip.B06 27323 p3 (ATT)5 15 122949013 122949027 TGGATTGAGATGCACTGATTG GCGACAATATATCCGGGTCA 277

Ai06B27328 Araip.B06 27328 p3 (TTA)11 33 122957621 122957653 AAAGTGAACCCCAAAATTGC AAAAAGGAAGCGAAGAAGATGA 103

Ai06B27330 Araip.B06 27330 p5 (AAAAT)5 25 122958276 122958300 CCCCTGTCCTGTCACCTTT GCCGCAGATTCACTCTCTCT 234

Ai06B27335 Araip.B06 27335 p3 (TTC)29 87 122963344 122963430 GAGGAGGAGGGAAGGGAAG TCAACAAATTCAGCAACAACAA 266

Ai06B27336 Araip.B06 27336 p3 (TCT)7 21 122963931 122963951 CTTGTTCCCAGTTTCTTCGC ACAATCCAGCAACACCAACA 213

Ai06B27340 Araip.B06 27340 c (A)11gaaaaa(AT)6 29 122981723 122981751 TGCAGTAAAATACCAAAGACTAAACA TTTGGTGGGGTCGGTAACTA 211

Ai06B27341 Araip.B06 27341 p2 (TA)10 20 122984913 122984932 GGCCAATCATTCATTTACCC GGAAGAGAGTGTGAGGCGAG 270

Ai06B27344 Araip.B06 27344 c (A)12c(AT)8 29 123000782 123000810 TGCAGTAAAATACCAAAGACTAAACA TTTGGTGGGGTCGGTAACTA 220

Ai06B27345 Araip.B06 27345 p2 (TA)7 14 123003930 123003943 GGCCAATCATTCATTTACCC CAACCGCGAAGAAGAATAGG 217

Ai06B27348 Araip.B06 27348 p3 (AGA)57 171 123012639 123012809 AAAAAGAGGAGAAACGCAAAGA GTGTCAACACGTGCGCTACT 240

Ai06B27349 Araip.B06 27349 p2 (AT)6 12 123014090 123014101 TGCATAGCAAATGACTCTTTTCA GCAAAAGAAGAAGGAAAAAGGA 274

Ai06B27356 Araip.B06 27356 p2 (TG)6 12 123026616 123026627 GAATCCCTTGCGGTATGTTG GTGCAAAACACGGTACACGA 250

Ai06B27357 Araip.B06 27357 c (TA)7tgtatgatgttttcttttgc(T)1044 123027601 123027644 GGAGGAGAAATTAAACATGATTGG GAGACAGAGTGGGAGTCACCTT 213

Ai06B27358 Araip.B06 27358 p2 (TC)6 12 123027771 123027782 TGGAATTGTTTTTGGATTTTCTC TTGATTTGGTTGGAAATCCC 255

Ai06B27364 Araip.B06 27364 p2 (GA)10 20 123040467 123040486 TGAAATGGTGGCTTGCAATA TGGAGGTGAAGAGTTGTCCA 280

Ai06B27365 Araip.B06 27365 p2 (AC)7 14 123041547 123041560 CTTGGATCTTGTGGTGCTGA TGACCATTTGGGAAGATGCT 266

Ai06B27366 Araip.B06 27366 p4 (GATT)5 20 123041977 123041996 GCAAGCTTGTAAGGCAAAGC ACTCATATTGATGGGGAACAGT 261

Ai06B27370 Araip.B06 27370 p2 (TA)6 12 123050948 123050959 GAATGAGGCCTCGAAGAGTG TGAAAATTAAAGGATGTTATGAAAGAA 278

Ai06B27371 Araip.B06 27371 p3 (GAA)5 15 123056477 123056491 TGGACCAAGTGGGTCTAAGG TACCCCCTCATCATCCTCTG 166

Ai06B27372 Araip.B06 27372 p2 (AT)8 16 123059160 123059175 GGAGATGAAACCACGGCTAT GCAACAATTGATTAGAGTCGAAAA 278

Ai06B27374 Araip.B06 27374 p3 (TTA)12 36 123063241 123063276 TGAGGATCCTAAAGGAAATATTGG CAAACTTGCACTATCCGCAA 231

Ai06B27375 Araip.B06 27375 p3 (TTC)5 15 123070514 123070528 AAATTTTGGCATGGGTTTGA AGCCAGGCCACTCAGTAGAA 104

Ai06B27377 Araip.B06 27377 p2 (TC)14 28 123078076 123078103 AGATGATCCCATGCTGCTTC GCATAGGTCCATCGCAAACT 260

Ai06B27382 Araip.B06 27382 p6 (AAATAA)5 30 123109093 123109122 TCTCTGTTTTGTGTGCCGAG TGAAGGCAACATTGAGCAAG 242

Ai06B27387 Araip.B06 27387 p4 (GGAT)6 24 123161279 123161302 GGGGTAGCCTCTGGAAAATC AGGAGGATGTGGCTTACACG 235

Ai06B27391 Araip.B06 27391 c (T)10ctttc(T)10ctatattttattattattatttttttttcatattg(T)1070 123181920 123181989 TTCACTTTGGGGCATTTTGT TTCAAGTGTGGGAACCTTGG 266

Ai06B27392 Araip.B06 27392 p2 (GC)7 14 123184789 123184802 GGGTGAGTGTGCCCTTCTTA AGAGTTATGCCACCCCTGTG 170

Ai06B27393 Araip.B06 27393 p2 (GC)6 12 123184908 123184919 CACAGGGGTGGCATAACTCT ATACAAAGCGAGCACGGAAT 223

Ai06B27394 Araip.B06 27394 p2 (GC)6 12 123185042 123185053 CACAGGGGTGGCATAACTCT ATACAAAGCGAGCACGGAAT 223

Ai06B27401 Araip.B06 27401 p2 (TA)6 12 123205325 123205336 TGCCAACAGAAAAAGATTTCA TTTGAATGCCTCAAGATCAGAA 278

Ai06B27405 Araip.B06 27405 p2 (AT)9 18 123229194 123229211 GGATGAAGGCTGGTACTGGA GTTATACCGGATCCAAACCG 244

Ai06B27406 Araip.B06 27406 p2 (TA)8 16 123231292 123231307 TCTTAAGTCGAAATTCTCAAAGACC TTTCAACATTTCATCAAGGCA 262

Ai06B27413 Araip.B06 27413 p2 (AT)8 16 123281167 123281182 TGTGGCAAGATAAGAACTATGTTATG TTTAAACGAAAGATCGTTAGGC 256

Ai06B27415 Araip.B06 27415 c (AAG)7aggaggagagaaacagaaatagataat(A)1058 123287368 123287425 AAACGGTAACGTATCGTCGC TTTTCTCTTCTCCTCCTCTTTCTTC 233
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Ai06B27417 Araip.B06 27417 p2 (AT)6 12 123298696 123298707 TTAGCTTCCGGAACTTGTGG CAAAATTACAGCCCCTCCAA 242

Ai06B27418 Araip.B06 27418 p3 (TTA)9 27 123301496 123301522 TGCGATTTTGTTTTACCCGT CACCATTGCAAACACCTCAA 279

Ai06B27419 Araip.B06 27419 p3 (ATT)16 48 123301940 123301987 CACCAAAGAAAAGGCACCAT TCGTCATATAATCGTATCGTATCG 269

Ai06B27425 Araip.B06 27425 p3 (ATT)5 15 123320326 123320340 GCCAACACTTGTTCACATTCTC TGCATGCCAAATCTACTTGC 256

Ai06B27426 Araip.B06 27426 p4 (AAAG)5 20 123321116 123321135 TGATGGTGACTGAGGGATCA TGAGCACGAATTCATTGGAA 214

Ai06B27428 Araip.B06 27428 p2 (AC)6 12 123327759 123327770 AAAGTTTCCACATTCTCCCG TTGCCACCTTGAACCTTTTT 158

Ai06B27429 Araip.B06 27429 p2 (AT)7 14 123328129 123328142 GAATGGAACAACCGCAGATT TGATAAATGTTGGTCAATTTGATG 251

Ai06B27430 Araip.B06 27430 p2 (TA)7 14 123328244 123328257 TTTCATCAAATTGACCAACATT TTGTTGCATTTGGCATCTTT 271

Ai06B27431 Araip.B06 27431 p4 (AAGA)5 20 123331741 123331760 GGAGCAGAGAAGATGAACGG CTCCCTTTCATTCACCCTCA 199

Ai06B27435 Araip.B06 27435 p2 (GA)7 14 123342408 123342421 GCGATGGTGATAGGGTGAGT GTCACCTTCTCTTCCCCCTC 181

Ai06B27436 Araip.B06 27436 p2 (GC)6 12 123342621 123342632 AGAATGGGTGGTGGTGAGAG TCCACATTTTCTCAATGGGC 249

Ai06B27438 Araip.B06 27438 p3 (GAG)6 18 123350200 123350217 AAGAAATCACAATGGGCTGG TAGAGAGTCCAGGAGGCCAA 130

Ai06B27447 Araip.B06 27447 p2 (AG)7 14 123378370 123378383 TTGATGCATGGTGTGTTGTG ATGCAAGTCCAGTCAAACCC 167

Ai06B27451 Araip.B06 27451 p2 (CT)6 12 123395835 123395846 CGGTTTCCTAAAGCTACCCC TTACGTTTGGCAGCACTACG 212

Ai06B27453 Araip.B06 27453 p2 (TA)7 14 123403319 123403332 ACCGTGACTTCATTGTCGTG AAAGTGGATGGGATGGTGTT 229

Ai06B27454 Araip.B06 27454 p2 (CT)10 20 123404280 123404299 TGGCGTCAAAAGTTGTTTTTC GCATAAAACCACTTGCAGAGAA 250

Ai06B27458 Araip.B06 27458 p3 (TCG)5 15 123415112 123415126 CCGCCTCGTTTTATCATCTC ACAAAGAGAGAGCTCCACGG 262

Ai06B27463 Araip.B06 27463 p2 (CA)6 12 123418958 123418969 CCAAATTGGAAAACCCTGAC TCGCCTAAGTTCTGATCCGT 231

Ai06B27468 Araip.B06 27468 p2 (AG)6 12 123430284 123430295 AACACGACAGGGAGAAATGG CAGCAACATGTCGTTACGCT 213

Ai06B27471 Araip.B06 27471 p2 (GA)18 36 123441491 123441526 ACAATAGCAACAAGCAGGGG ATCCACCAGTAAATCCGACG 219

Ai06B27474 Araip.B06 27474 c (TA)7cacatgtcttgatttcatccattctaacagtatatttttttcttaaa(TC)9ttctccagtacccctagctagctaggtctagctttcggttgctatagcctataagtagttgaaggtacaataaagaaaaggtacacctataaa(TG)8188 123448950 123449137 TGGGACTGAAAGACAAGGTAGAA GCTGAAGATAGAAAACTAAGACTTGAA 279

Ai06B27481 Araip.B06 27481 p3 (AAG)8 24 123469323 123469346 TTGCACTTGATCTTTGGTTCA AGTGAGGGAGAAAGGTGCAA 213

Ai06B27484 Araip.B06 27484 p2 (AG)16 32 123478845 123478876 TGCCAAAACCACCATTACCT TGCTCACAAACATAATCCCCT 274

Ai06B27485 Araip.B06 27485 p3 (TAC)7 21 123479438 123479458 TTATGGAGATGGGATGGGAG TCTTATCCATTAAACTCCAAGGAA 267

Ai06B27487 Araip.B06 27487 p3 (TTC)6 18 123485155 123485172 CACGCGCCTCATATAACGTA GCTGAGAAGAAAAACGGGAA 162

Ai06B27492 Araip.B06 27492 p5 (AAATT)6 30 123498615 123498644 ATAGGACGCAAAGGCATCAC TGTTCAACCAAAGTGCCAAA 239

Ai06B27495 Araip.B06 27495 p2 (TA)13 26 123514058 123514083 AATTTTGTGTGTTCTATGTTGTATTTG TTCAACAGCTCCGGCTAAAT 269

Ai06B27505 Araip.B06 27505 p2 (AT)7 14 123550493 123550506 CTTTCCTTGCCGCTAAACTG TGGGTCACTGGGTTATTGGT 129

Ai06B27508 Araip.B06 27508 c (T)10agttgagtccctacac(T)1036 123560332 123560367 GCGAAATTTTTAATTAGGCCC TTTAATTGGGTCCCTGCATC 209

Ai06B27509 Araip.B06 27509 p2 (TA)7 14 123563511 123563524 GATGCGAGAACTGCACTGAA TCTTTTGGCCCGAAATCTTA 280

Ai06B27513 Araip.B06 27513 p3 (TAT)5 15 123579368 123579382 TTTTGGTATTATTCTTTTACACACTCA GCAAATTGAAGACGGAAACAA 122

Ai06B27515 Araip.B06 27515 p2 (AG)6 12 123580399 123580410 AAGATGAAAACAATATGAACGCAA GGACCCCATATGTGCATAGAC 254

Ai06B27522 Araip.B06 27522 p3 (TAA)16 48 123603267 123603314 TTCGCAAAACGTGATGAAAT CAACGGTTGAGAGGCATAGT 278

Ai06B27527 Araip.B06 27527 p3 (ACC)5 15 123620190 123620204 TCTGTGAATGAGGTTTGGCA GGGCGTTAATAGTTTGTCCG 236
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Ai06B27533 Araip.B06 27533 p3 (TTA)5 15 123648607 123648621 GACCCTTGGGTCGATTTAGA GCTGGGTCCCACAGTTGA 280

Ai06B27535 Araip.B06 27535 c (T)10acggtgaatggggtaaaaataaaattagagtcattcttgagttggagcactgc(T)1073 123652067 123652139 GTTTTTATATTCGAAATTAATTCGTTC ACTAGCAGTGCACCCAACTG 229

Ai06B27536 Araip.B06 27536 p2 (GT)6 12 123684704 123684715 TTGCGGATGTCAAGGATACA AGAGGGAAAAATGGGAAACG 241

Ai06B27539 Araip.B06 27539 p2 (AT)9 18 123695932 123695949 AATCATTCGGGGACGAAAAT TTGATTTCGAGCATATAACTTTGTTT 280

Ai06B27550 Araip.B06 27550 p2 (CT)7 14 123732546 123732559 CACCTCAGGATCTGTGGACC GGTGAGGTAGGTGGGGTTTT 176

Ai06B27554 Araip.B06 27554 p3 (GAT)5 15 123745440 123745454 TCAGATTTGTTTCCCTCCATTT GGCCAACAAGCTATTTGCAT 253

Ai06B27555 Araip.B06 27555 p2 (CA)6 12 123745879 123745890 GAAGGTTAGAGATGTCGGCG AGGTACCCTCCCCGTGATAC 232

Ai06B27556 Araip.B06 27556 p2 (TG)6 12 123747284 123747295 AGTCCTAAAGTGATCGGGGC TCACACATTAAACCCCATGAA 189

Ai06B27557 Araip.B06 27557 p2 (AC)6 12 123749084 123749095 ACATCGACAATCGACACCCT CATCACATGCAGACCTGCTAA 191

Ai06B27558 Araip.B06 27558 c (T)14actctagaatatatcaattttagaaactagttttgg(A)1060 123749969 123750028 ACCAGTGAGTCCACCTCCAG TTTGGATCAATATTCTTTGAAGAGG 237

Ai06B27559 Araip.B06 27559 c (T)10(A)10 20 123762960 123762979 TCCTCCCATGTAAGACACAACA TATGCAGTGGAGTTAGGCCC 164

Ai06B27564 Araip.B06 27564 p2 (AT)7 14 123792702 123792715 CAATTAAGGCCATGGCAACT AAATTGGTAGGTGGTACGCAA 207

Ai06B27567 Araip.B06 27567 p2 (AG)6 12 123796638 123796649 TGGGGGAATCATTCATTCAT GCAACATAAAGAAATCAACAAGAAAA 226

Ai06B27570 Araip.B06 27570 p3 (TGG)5 15 123805828 123805842 AGTGATGGAGCTTTCTGCGT ACCACTTTTGTGGCTATCGG 184

Ai06B27572 Araip.B06 27572 p3 (TGG)5 15 123821770 123821784 AGTGATGGAGCTTTCTGCGT ACCACTTTTGTGGCTATCGG 184

Ai06B27574 Araip.B06 27574 p2 (TA)7 14 123832925 123832938 AGGAGCTGAGGGTTTCCAAT TTAATGCTGGAAACCAATTTTT 246

Ai06B27575 Araip.B06 27575 p2 (TA)8 16 123833800 123833815 CAATTAAGGCCATGGCAACT GAATTGGTAGGTGGTACGCAA 213

Ai06B27577 Araip.B06 27577 p2 (CT)13 26 123842200 123842225 ATTCATTCTCTAACCGCCGA GATAGCATTTTCGTTGACCG 179

Ai06B27578 Araip.B06 27578 p2 (AT)6 12 123843255 123843266 GCTCCTAACTTAGCCTGCGA TGTTTTTCAGATGCAGGTCG 256

Ai06B27579 Araip.B06 27579 p3 (TGG)5 15 123845838 123845852 TGGTGAGAGAAAAGGGGTTG GAGGGTCATCCGGTACAAAA 229

Ai06B27582 Araip.B06 27582 p2 (TG)6 12 123864490 123864501 CAGCTTAGGGACGGTGACTC CTGCTGCCCTCTAACCAAAA 248

Ai06B27583 Araip.B06 27583 p2 (TG)6 12 123870445 123870456 TTCGTTTCTCCCTTCCCTCT GTTTCCCCTCCCTAAACCAG 146

Ai06B27584 Araip.B06 27584 p3 (TGG)5 15 123872189 123872203 AGTGATGGAGCTTTCTGCGT AACCACTTTCGTGGCTATCG 185

Ai06B27585 Araip.B06 27585 c (C)15t(C)11 27 123874188 123874214 ACTCAACTTGCCTACCAGGG GGAATTGGGAAATGGGCTAT 267

Ai06B27588 Araip.B06 27588 p2 (TC)6 12 123889328 123889339 CTCTCTCGCTCGCTCTCATT GATAGCATTTTCGTTGACCG 130

Ai06B27589 Araip.B06 27589 p3 (GAC)6 18 123893107 123893124 TCTGCGTAAGTTCGTGATGC AACTCTGGAATTGGACGTGG 272

Ai06B27592 Araip.B06 27592 p2 (TA)10 20 123903733 123903752 CAATTAAGGCCATGGCAACT GGAGAATTGGTAGGTGGTACG 224

Ai06B27594 Araip.B06 27594 p2 (TC)7 14 123912574 123912587 TACCCCTCCCTATGTTTCCC GATAGCATTTTCGTTGACCG 177

Ai06B27595 Araip.B06 27595 p3 (GTG)5 15 123917245 123917259 GCATGTGTGCCTTGTTTGAC TATCGTCGTCGTCGTCAGAG 252

Ai06B27597 Araip.B06 27597 p3 (TAA)6 18 123932067 123932084 TGTGATTTGCAATTCCTAGTTCAT TGATTTTGCACTGCCTGAAG 210

Ai06B27598 Araip.B06 27598 p3 (TGG)5 15 123932263 123932277 AGTGATGGAGCTTTCTGCGT AACCACTTTCGTGGCTATCG 185

Ai06B27599 Araip.B06 27599 p3 (TAA)6 18 123934055 123934072 TGTGATTTGCAATTCCTAGTTCAT TGATTTTGCACTGCCTGAAG 210

Ai06B27601 Araip.B06 27601 p2 (TC)9 18 123940783 123940800 TTGCTTGTCACACACGTCATT CATGGCCCTTTTCTCACTTC 126

Ai06B27602 Araip.B06 27602 p2 (TA)6 12 123942987 123942998 CAATTAAGGCCATGGCAACT GAATTGGTAGGTGGTACGCAA 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B27605 Araip.B06 27605 p2 (AT)6 12 123960143 123960154 GTGGTGGAATGTTGTGCAAT CAAAATCCAGTGAGGGTTCAA 272

Ai06B27608 Araip.B06 27608 p2 (GA)6 12 123978385 123978396 AGCCGAAGAAAGAGGGAGAC TCAGACAACAGAGACGGCAC 220

Ai06B27609 Araip.B06 27609 p2 (TA)7 14 123981836 123981849 GATATGGGCGCAGAAGTCAC AACTTTAAACCGCAAAGCCA 274

Ai06B27615 Araip.B06 27615 c (T)10ctttcttagtttttatttattttcttttaagtcacc(A)1056 124015500 124015555 TTCCATTGCCTTGGAAAGAG GAGTTTTTAAACTTAGGTTGACTTGC 185

Ai06B27617 Araip.B06 27617 p2 (TA)6 12 124020269 124020280 TCTCGTGCTGATAACGTGTTG CAAATGCGATTCTCTCTCTCTTT 191

Ai06B27628 Araip.B06 27628 p2 (TA)6 12 124075430 124075441 TGAATTAGTTTGTCTTTACGTCTCAA CATCATATGCAGAAAGGGGG 262

Ai06B27631 Araip.B06 27631 p2 (CT)6 12 124088072 124088083 GAGGAACATTAAACCTAGAAATTGAGA GGCCCGAAAAACACAGATTA 200

Ai06B27633 Araip.B06 27633 p3 (TGA)6 18 124096550 124096567 ATGGGCCTACTCGAACTGAA ATGCTTGGCAACCAGTTTTC 218

Ai06B27636 Araip.B06 27636 c (TC)6cctcttttccctctcccattttctttctctctcccctctccctc(CT)6acctcccttctctcttcctctt(TC)8106 124107375 124107480 CCCTCCCTTTTCTGCCTACT GGAGGGCGAAGAAAGAAAGA 222

Ai06B27637 Araip.B06 27637 c (CT)6ttctctctttctcttttctctctctttctcccttctctcttcctctt(TC)1079 124107641 124107719 CTTTCTTTCTTCGCCCTCCT TCCCTCTTCTCTCTCTCCCC 257

Ai06B27638 Araip.B06 27638 c (AG)6aagaggagagagaaataagggaaggggagagagaaataggagagagaaagagagaaaaggaaaaaaag(GA)11aagaggaagagagaagg(GA)10139 124107889 124108027 GGAGAAAGAGAGAGAAGAGGGC TGAACCAAACTGCTTTGTCAT 280

Ai06B27639 Araip.B06 27639 p2 (GA)8 16 124110357 124110372 CATGCAAGCAATCCCTTAAAA CCCCCTTCCCCTTTCTATCT 278

Ai06B27644 Araip.B06 27644 p2 (CA)6 12 124125975 124125986 GAAGCGCCACATACTCCTCT TCAATGGATGACAGGTGGAA 159

Ai06B27647 Araip.B06 27647 p4 (ATAA)5 20 124136566 124136585 GCAAATCAATAATATCAATGTCACAA GCAAGTAGTCTTTGGTCTTCCA 257

Ai06B27656 Araip.B06 27656 c (A)13gaaaagaaaagaaacgaaggagagagaagagggcgaagaaagaatcatgagagatatac(TGA)587 124157209 124157295 AAAAACTGCATGGCCGATTA AGAGTGATGCAGGCCAAGTT 218

Ai06B27657 Araip.B06 27657 p2 (TC)9 18 124157519 124157536 AACTTGGCCTGCATCACTCT CGTGCACTGATTGATGGTTT 229

Ai06B27658 Araip.B06 27658 p3 (ATA)5 15 124158289 124158303 GCAGAAAACACTGCAGGTCA TGAAACCACTCATCCCAAAA 209

Ai06B27662 Araip.B06 27662 p3 (ATG)5 15 124171754 124171768 TTTGAGTTCTGGCTGGTGTG CAGAAGCGAAGACCAAAACC 192

Ai06B27677 Araip.B06 27677 p3 (CCG)8 24 124264235 124264258 CAGCAGAACTTTGCTCCACA GAAGACCAAAGGTTCCCTCC 267

Ai06B27680 Araip.B06 27680 p3 (TCC)6 18 124267359 124267376 GCAGCAAATTTGGGTGTAAC CATCATCTTCCAAATAATTTTGTATCA 195

Ai06B27681 Araip.B06 27681 p3 (CTT)5 15 124275340 124275354 TGTGTGCTGATAAGTTTCGC CGAATGTAAGTTCATCCTCTTCC 280

Ai06B27688 Araip.B06 27688 c (GA)8atcgctaaagccacaatccctcccgattggcagaaaatagaaagtgctgg(A)1278 124298979 124299056 CCTCAAGCACGAAACATTCA TTTCTGGTGTTGGGGATAGC 255

Ai06B27691 Araip.B06 27691 p2 (AT)10 20 124303440 124303459 GGATTTGATCTTTTGTCCCG AGGTCAGCACAACAAAAGCC 246

Ai06B27709 Araip.B06 27709 p3 (GAT)6 18 124366307 124366324 CCACCTCTAGGATATGAAGGTGA TTTCTTGGGCTCTTTCTTGC 270

Ai06B27710 Araip.B06 27710 c (T)13gcttatgctacacac(T)1038 124369522 124369559 AGGACCATCCCAGGAGACTT ACAAAGTTGGCCACCACATT 223

Ai06B27716 Araip.B06 27716 p4 (ATAA)5 20 124374609 124374628 CAGCGAAAGTCGGAGAAGTC ATGATGCAGCTCAGGGGTAG 274

Ai06B27721 Araip.B06 27721 p2 (AT)10 20 124397671 124397690 CGGCAATGGTGTTCTTTCTT TTTCTCCAGGCTCTTCCGTA 234

Ai06B27723 Araip.B06 27723 p3 (ATC)5 15 124412155 124412169 CCGAAGCTTTGACTTTTGGA CCCATAAAAGCATGCTCAAAG 222

Ai06B27725 Araip.B06 27725 c (TGA)5tgtggatctgcttctttggttgcaggaaaagttgaggaaggaaaatcccccctttcttttcctcttttttatttttttttattttgtttttc(T)11118 124423863 124423980 ATTCGGCATATGGGTTGATG GGATTTTCGGTACACAGCGT 269

Ai06B27729 Araip.B06 27729 c (T)14gttaagagagtaaaataagaataaatttgagaaaataaaacaagaagaaaaagatgaat(A)1083 124440467 124440549 TTTGCAGCATTATGCGTTTC CTTCCTCCTCCCCATCTTCT 188

Ai06B27731 Araip.B06 27731 p3 (AAG)5 15 124443121 124443135 TTTGCAGCATTATGTGTTTCTTC TTCATCCTCCTCATCTTCTGC 199

Ai06B27732 Araip.B06 27732 c (A)10ggaataagaaaaaaaa(GAT)541 124443444 124443484 TGAATGTAGGTTCATTCTCTTTCAA CCCTCCTCTTCATCTTCTGC 189

Ai06B27734 Araip.B06 27734 p2 (AT)6 12 124445513 124445524 CACTCCACTGTTAGGCCCAT AATCCCCAACTAACTACTGCC 274

Ai06B27740 Araip.B06 27740 p2 (AG)6 12 124479705 124479716 GATTCGAACGGGTAATCGAG CCACGTATATCTTGGGTGGC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B27742 Araip.B06 27742 p2 (AT)10 20 124484696 124484715 CGTGGTAGGAGGAAGCTCTG TATCGATTTTGTGGTGCGAA 200

Ai06B27750 Araip.B06 27750 p2 (TA)8 16 124510457 124510472 AATAACGTGGCAAATCACCC GGGGCAATGATGCATAGTCT 264

Ai06B27755 Araip.B06 27755 p2 (AG)7 14 124543938 124543951 AAGTGTGGGGGAAATTTGTG CCCATTCATTTTCCTTTTTCA 273

Ai06B27756 Araip.B06 27756 p3 (TTC)8 24 124550003 124550026 CATTTGGAACGAAAGCATGA CTATCTCATTCGCAGCACCA 240

Ai06B27757 Araip.B06 27757 c (T)10ctctttttatttgtcttgta(T)1040 124562435 124562474 CAAACCAAGCTTTAAACTGATGG TTCAATTAAGAGGTTGCGGG 230

Ai06B27760 Araip.B06 27760 p2 (CA)16 32 124580224 124580255 GGACCACCTGAACTCCAAGA GCAAATGTTGCAAAACAGGA 252

Ai06B27761 Araip.B06 27761 c (T)11atttttattcttgttatgagggtaaataaaaagaattatgagaagtttc(A)1070 124584108 124584177 TGCTCTGTTATTGCTGCATTTT CAAAACTCCTCCTCCCCTTC 214

Ai06B27767 Araip.B06 27767 p3 (GAG)5 15 124601699 124601713 CCGGCGTCGAAATTATTCTA CACCACCATTTTTCCCATTC 233

Ai06B27768 Araip.B06 27768 c (T)11aataattttctgacatttctca(T)1043 124605485 124605527 AGTTGACTTGCGCGGATTAT CTGAACCATCAAAACTCCCC 231

Ai06B27776 Araip.B06 27776 p2 (CT)8 16 124649941 124649956 CCGGAAGTGGAGGATGAATA ATTAGGAATGGAAAACCGGG 232

Ai06B27787 Araip.B06 27787 c (T)10aacttc(A)11 27 124665213 124665239 TGCATCTTGTGGTGCAATTT ACAAACCATGCAGGGACTTC 229

Ai06B27790 Araip.B06 27790 p2 (AT)9 18 124678344 124678361 TGGTTTATCAACCTCCCAACA AATTCCCTGCTTTCATGAGC 272

Ai06B27793 Araip.B06 27793 p2 (CT)21 42 124700092 124700133 TCAATGGCGCAAAATGATAA GGTGGAGAAGGTGAGGATGA 256

Ai06B27795 Araip.B06 27795 c (GA)11tggaaactataaataaatagaaacttgaagaaagaacgtggttccatcgcgt(GA)890 124714671 124714760 GTAGGTGAGGGTGTGGCCTA ACACAATGGAACCACGTTCA 187

Ai06B27799 Araip.B06 27799 c (TGG)7tgttggtgttggtgttggtgttggtggtggtgggcttgctttctgtttctgcttcttggtttggtgtggtt(TGG)7113 124719665 124719777 ATGCATCGCTTTCTGCTTCT AACACCAACACCAACACCAA 230

Ai06B27800 Araip.B06 27800 p2 (AG)10 20 124729405 124729424 CGTTGTTTGAGAAACGCACA ATGGAACCACGTCCCTGTAA 127

Ai06B27802 Araip.B06 27802 c (AT)6(GT)9 30 124740798 124740827 TCGGTAGGCATCTGGACTTC GCTCTTAACTCAGCTTGCGAA 238

Ai06B27803 Araip.B06 27803 p3 (TTA)5 15 124746618 124746632 GGACAGAGACCACGTTGGTAG GGATCCATTTTTCAAATCTGC 273

Ai06B27804 Araip.B06 27804 p2 (TA)7 14 124754229 124754242 CACCGAAGAGGAGGAATGAA GGGCGGGCTTTCTACTAATC 156

Ai06B27806 Araip.B06 27806 p2 (AT)6 12 124755464 124755475 TGAGTTTAGGATACCAATTTTAGCG GCCTGAGTGCTTGAACTCCT 262

Ai06B27812 Araip.B06 27812 c (T)10accattgcatagaggacctggaccttttaccctcccttctccttgtattattcttctatctaaatgacattcttcttt(TA)7102 124767881 124767982 TGACAAGCAAGTTTTGTGGG GTTAACGCGAGATGCTTGTG 270

Ai06B27813 Araip.B06 27813 p3 (AAT)5 15 124770257 124770271 CAATTTGGGGTATTTGGCTG TTTACTGCCGTTTCAGTCCC 280

Ai06B27816 Araip.B06 27816 p2 (AC)8 16 124772427 124772442 ATGCAATCCCCACACATTTT GTGTTGTTTCACGCATGGAG 257

Ai06B27818 Araip.B06 27818 p2 (CT)6 12 124782456 124782467 TTGATTTTCAAATTTGTTTCAACT GGATGGGAGAGGGAGATTTT 260

Ai06B27819 Araip.B06 27819 p3 (TAT)5 15 124782787 124782801 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 204

Ai06B27820 Araip.B06 27820 p2 (TA)10 20 124797660 124797679 CGTGCCTCTGGATTTTTCTT CAGCCAAGGTAGTGAATTCGT 278

Ai06B27822 Araip.B06 27822 p2 (AT)19 38 124804517 124804554 TGTAATGGGGCCAAGGTAAA AAAACCAATGCATGTGTGATG 235

Ai06B27823 Araip.B06 27823 p3 (TTC)6 18 124815132 124815149 TAGATGTTGGGTGTGGGAGC TGTCTGGATGAGGAAGGAGG 234

Ai06B27825 Araip.B06 27825 c (T)11attattatcacca(TCT)539 124819590 124819628 TCCTCCTCCTCATCTTCTGC TTTCCTCTAATTCCGCATTTTT 247

Ai06B27829 Araip.B06 27829 p2 (AT)7 14 124840917 124840930 GCTCACGAGTTGGGTCAAAT GAGCCAATATTGAGCCTGGA 258

Ai06B27831 Araip.B06 27831 p3 (TTA)9 27 124847427 124847453 TCAGAGTGTGTGTGCGTCTG GCCAAAAGTGGACCAAACAT 210

Ai06B27842 Araip.B06 27842 p3 (AGA)5 15 124873669 124873683 AGTGGTCTTGATGGGCTTTG TTCTTGGCCGAATACACCTC 256

Ai06B27843 Araip.B06 27843 p2 (AG)7 14 124878137 124878150 GGTTCGGATTTTTGGTGAGA TTTGTTTGTTTCCTATCTTTTTCAA 280

Ai06B27844 Araip.B06 27844 c (T)10cgaaaacaaagcagaaattttttgaaaga(T)1049 124879548 124879596 GGAAGCCCCTATCCAAAAGA TCGAGTTTGGACAACTGACG 260
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Ai06B27847 Araip.B06 27847 c (TTA)10tcatcc(TTG)1066 124894022 124894087 TAAAGAGATGGATGGGCCAC TGACTCCACCTACGCACAAG 230

Ai06B27849 Araip.B06 27849 p2 (AT)7 14 124897536 124897549 AGAAATTTGCCAAACACGCT TTTCCCTTTTTCTCTTTTTCCC 233

Ai06B27851 Araip.B06 27851 p2 (GA)6 12 124898906 124898917 CGAGGTGAACGGTATCAGAAA CGTGCTAGGTCTATGGTCTGC 279

Ai06B27854 Araip.B06 27854 p2 (TA)8 16 124901112 124901127 CGAACTGGATCGGTTGGTT ATTCGGTGTTCCTCATCACA 280

Ai06B27857 Araip.B06 27857 p2 (AG)6 12 124908678 124908689 ATAGAAGGGGAAGCCTCCAA CCTTCTTGGGGATCAAGTCA 198

Ai06B27863 Araip.B06 27863 c (A)10ttatt(TTTA)743 124928127 124928169 CCAATGGAGGGTATGCAGAT AACCACCTTCTCTCTCTCCTCA 249

Ai06B27867 Araip.B06 27867 p2 (AT)9 18 124944374 124944391 TCTTTGTGTATCGGCTCCCT TCGGTTGAAAAATTCCTTTG 215

Ai06B27874 Araip.B06 27874 p3 (AGG)5 15 124973343 124973357 CAGAGCTCATGATATGGTGCAT TCCAGATGATTTTTGGGCTC 267

Ai06B27877 Araip.B06 27877 p2 (CT)6 12 124998870 124998881 CGCGCCCTTAATGGTTAATA TTCGAATTTCTTGGTGGGAG 276

Ai06B27878 Araip.B06 27878 c (CAT)5gcagcgcatcttcaaccccaatcgttactctaccctctccgaaaatcgggatgataag(A)1083 125009936 125010018 ACCCACAATTGGAGTGGTCT CCGGTGACCTAGGTTGCTAA 236

Ai06B27881 Araip.B06 27881 p3 (TCA)5 15 125017340 125017354 TAGAAACACAACGCAACCGA CAGGAGGAGGAACACTTGGA 199

Ai06B27882 Araip.B06 27882 c (T)10caattaagtctctcttagtagtaatggtttaattttatatggatccaact(A)12gaattggtatatagacctaaataaaagg(A)10110 125018786 125018895 TCGTAAAATTTTCAATTAGGTCCC TTTTCTTTTAATTGAGTCCTTGCAC 221

Ai06B27886 Araip.B06 27886 p2 (TA)7 14 125024617 125024630 TGGTTGTAAACATTCTCTTCCG GGATCAAAATTGAGCTAGGCA 275

Ai06B27887 Araip.B06 27887 p4 (ATAG)12 48 125025994 125026041 TTGTTTGTTTTCACCGATTCA TGGACTCATCAATTCTCCCA 212

Ai06B27890 Araip.B06 27890 p2 (GT)6 12 125037370 125037381 TTCGTAACAACTGCATTAATTGAAA TGTTAAACAAACCCAACCAAA 214

Ai06B27891 Araip.B06 27891 p3 (ATC)6 18 125040216 125040233 GAGAACTGCCACCCTGTCTC TCGAACTGAAAAGGTGGTCC 250

Ai06B27899 Araip.B06 27899 p2 (TA)6 12 125059951 125059962 TTCGGTAGCAGTTGTGCAAT GCTTCCAAGGCCAATCAGTA 193

Ai06B27902 Araip.B06 27902 c (T)10c(T)12 23 125068372 125068394 CGTAAAATAATACTCCATGCACCA CCCCCTATGTAGGGTACAACG 246

Ai06B27903 Araip.B06 27903 p2 (TC)17 34 125070923 125070956 TTTTACCGTGGGATTTTTCG ATGGAGCAGCGGATAGAAGA 219

Ai06B27904 Araip.B06 27904 p3 (AAG)6 18 125072920 125072937 GAGTCTGATGGGACAGAGGG CATCATCCTCCTTTTCTGAGG 268

Ai06B27905 Araip.B06 27905 p3 (GAA)14 42 125075702 125075743 TCCGATCACCCTTAGGTCAG CATCATCCTCCTTTTCTGAGG 176

Ai06B27906 Araip.B06 27906 p2 (AT)18 36 125076522 125076557 AGCATAAAATAATAAAGAGGCAGATT CAGGTATGAGCTGGTAAGCATTT 244

Ai06B27907 Araip.B06 27907 p2 (CT)6 12 125079623 125079634 TTGGTTCCGCTTAAAAATGG CGCGACACCCCTATAACAGT 269

Ai06B27909 Araip.B06 27909 p2 (TA)9 18 125087352 125087369 TCTTCAGCCTTTAGTTCGGC CTTTGGAAAGGAGCCACAAC 269

Ai06B27912 Araip.B06 27912 p2 (AT)6 12 125107670 125107681 TCCAAGAACCACCTCCACTT TATACCTCAGCCCAACCCTG 248

Ai06B27922 Araip.B06 27922 p2 (AG)8 16 125150719 125150734 TTGAGCAAATTTGTCGTTGC CTAAAATTCGAAGCGCGAAC 200

Ai06B27924 Araip.B06 27924 c (CTT)5ctcgcgcttgtttacgcacagagcg(TCT)658 125154580 125154637 TCCACATCCAAGTTCATCCA AATGAGGAGGAGAAATGCGA 175

Ai06B27925 Araip.B06 27925 c (GAG)6aaggaggtatacgtgaatttgaaagaagaagatgatgacatatgcgtgtatttga(AAG)7cgcatggg(AGA)6120 125155377 125155496 CACATGCGTCCATTCAATTC CACGCGCTTTATCTTCTCCT 269

Ai06B27926 Araip.B06 27926 p2 (TA)9 18 125156321 125156338 GGCCAATTCGATTTATGCAA GTTCATTAGCTCGTGAGCGG 277

Ai06B27930 Araip.B06 27930 p2 (AG)8 16 125165988 125166003 TCCTTCATTTCAATCCTGCC TTCCAGCCGTCGATACTCTT 257

Ai06B27933 Araip.B06 27933 p3 (AAG)5 15 125180343 125180357 TTCAGAAATACACCCAAACGA GCTTTCACTGCACCTCCTTC 263

Ai06B27935 Araip.B06 27935 c (A)12ttagtcaccagatttccatgggattaattacatgaa(T)1058 125185119 125185176 TGATTTGGTGTGAAATCCCC TCTCGCCTTAAATATTCAGCAA 244

Ai06B27938 Araip.B06 27938 c (A)10taataataaaatagaaagcatcctatgtcgtatctaggatttaaagtt(A)1169 125192883 125192951 AAGTTCGCCATTCCTTCCTT CGGATTGGAGAATGATACCG 238

Ai06B27944 Araip.B06 27944 p2 (TA)7 14 125217229 125217242 AAAATTGCAAGCGGAAAAGA TGCTCTTGCCATTGTCACTC 193
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Ai06B27946 Araip.B06 27946 p2 (CT)7 14 125218274 125218287 TCCAGTTTTTCCCTTCCTCA TTAGCTTCGGGAGTGAAAGC 260

Ai06B27952 Araip.B06 27952 p2 (CT)10 20 125249968 125249987 AAGCTAGCTCACCCATGCTC CCACAGGATGATGTTTGCAG 129

Ai06B27957 Araip.B06 27957 c (A)11gctagttactttccgtacccattatatatctacgtgtcaataagctaacttggacttgaaaac(T)1185 125262618 125262702 AGCTAGCGGTTAACTCCCTAATA TTTGGTGCTTGATTGATGAAA 274

Ai06B27959 Araip.B06 27959 p2 (AG)6 12 125269516 125269527 TCTCGTGCTGATAACGTGTTG CGTACAACACACACAGAAGCAA 210

Ai06B27961 Araip.B06 27961 p2 (TA)8 16 125270400 125270415 TAAGTTGCGTGGATTGGACA TTGTCACTTGAGTTTGAGGGG 250

Ai06B27965 Araip.B06 27965 p2 (CG)6 12 125281540 125281551 TGGTGGGAGAAGAGAAATGG CTCTTTTAAGCCTCCAGCCC 254

Ai06B27974 Araip.B06 27974 p2 (TA)7 14 125308213 125308226 TGCGCATTAATTGCATTTTT TGCAATTTGCTCATTTCAAAG 172

Ai06B27979 Araip.B06 27979 p2 (AG)6 12 125328448 125328459 GGAGGTACAGTGGCGGTAGA ATTGGAACCGGGAACTCTCT 241

Ai06B27983 Araip.B06 27983 c (T)10c(T)11 22 125334899 125334920 TCTCCTTGATTTTGAATATAGTAGCA GAACCCCCTTTTTCGGATTA 131

Ai06B27984 Araip.B06 27984 p3 (GAT)5 15 125335561 125335575 TTCTAGTGGTTGGAGGTGGC TACAAGGTGCATCAAACCCA 112

Ai06B27988 Araip.B06 27988 p2 (TA)7 14 125344370 125344383 CAGCTTGAGGGGGAGTATTG CACGAATGGAGTGAGACAAGA 252

Ai06B27992 Araip.B06 27992 p2 (AG)6 12 125351764 125351775 AAATTGGCGGTTCAGAAATG AATCTTACCTCCGGGAGTGG 266

Ai06B28000 Araip.B06 28000 p2 (TC)6 12 125380485 125380496 CTCACTTCAAATTCGCACCA GCGAATAGCGAGGATAGCAC 219

Ai06B28002 Araip.B06 28002 p2 (AT)6 12 125390760 125390771 CCCCCTAACTCGTGACATTG GGATAAAATGTGTGCTGCCA 225

Ai06B28005 Araip.B06 28005 p5 (TTATC)5 25 125397008 125397032 TGCTGCTGATCCTTTGTCAC AAAGGCGGTTCCCTTAAAGA 231

Ai06B28010 Araip.B06 28010 p3 (TTC)5 15 125419176 125419190 CGTTCTTTTCCCCTCCTTTC CGAGCGCCTGCTATAAATTC 274

Ai06B28014 Araip.B06 28014 p3 (GAT)5 15 125451969 125451983 CCCAAGGCCAGTCAGTACAT TTTCCATCGTCGGAGAAAAG 234

Ai06B28015 Araip.B06 28015 p2 (AT)7 14 125453373 125453386 AAGGCAATAATGCAATTCCC TTGTTAGTGCGGCTAGGGTT 131

Ai06B28029 Araip.B06 28029 c (A)11gaag(A)10 25 125505197 125505221 CTGGCATAAAAACTGGCGTT TGGCTTTTTCTGCTTGCTTT 249

Ai06B28031 Araip.B06 28031 p2 (TA)8 16 125520712 125520727 TGGGGATGAAGTAAGGTTGG TATGCCCAGGAGGAACAAAG 271

Ai06B28032 Araip.B06 28032 p2 (TA)7 14 125521937 125521950 GAAGCAGAGTGGTTTCTGGG GAAATAAAAGCGCAACGCTC 272

Ai06B28033 Araip.B06 28033 p2 (TA)12 24 125525032 125525055 AAAATATGAAGGAAGCAAGAGAGAA TTTAATCTAAATTTTGACAATCCAAC 250

Ai06B28034 Araip.B06 28034 p2 (AT)6 12 125528366 125528377 TGATCTGAATGCTGTGGACC CAAATTGATCACATACGCACA 261

Ai06B28035 Araip.B06 28035 p4 (TTAT)6 24 125529679 125529702 TCAATTCCTCAACACATGTCAA AAGCCAATGATGGAACAGGT 280

Ai06B28036 Araip.B06 28036 p3 (TCT)6 18 125533145 125533162 CAACAACGCTTCACCAATGA GCAATGAGCTTTGTCGATGA 134

Ai06B28038 Araip.B06 28038 p2 (AT)9 18 125543253 125543270 ACTAGCCCCTGACTCAGCCT GGTATTTTGGTGTACTTTGGGG 214

Ai06B28039 Araip.B06 28039 p2 (GT)14 28 125549743 125549770 GTCGTAAGTGTGGTCGGACA CCACTGGACTGTCCCTCTGT 155

Ai06B28041 Araip.B06 28041 c (TA)6attgagtcaggttatagctaatagatcaaaatgaaatgttaatttttttttaccaaaaaacgtgtgaaatagt(A)1095 125563043 125563137 TGTGCGGATGAATTTCGTTA GCCAAATGTGAGTGGAAGGT 239

Ai06B28043 Araip.B06 28043 p2 (AG)6 12 125570866 125570877 GAGGATTCCAATCTTGCTCG GTCCGCCTAAACACTGGAAA 247

Ai06B28044 Araip.B06 28044 p3 (CAA)5 15 125571494 125571508 AGGCTGTTTTCCAGAAGCAA AACATCCAGTCAGGAGGGTG 249

Ai06B28047 Araip.B06 28047 p2 (GA)15 30 125587050 125587079 AGCAGAAAACCAAAGGCTGA TGCATGATTTCACTTGCTCC 275

Ai06B28048 Araip.B06 28048 p2 (CT)6 12 125587649 125587660 GGAGTGTTGGCCTGTGATTT ATAAGACAGAGTCGAGGCGG 165

Ai06B28050 Araip.B06 28050 p3 (TTA)5 15 125590705 125590719 TTGAAAAGGGGTGACAAAGG AACTTGCACTATCCGCAAGG 279

Ai06B28052 Araip.B06 28052 p2 (AT)6 12 125597437 125597448 GATGGCGAAGCATGTAACAC GCGAGTCGTGGCTAGATTTC 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28055 Araip.B06 28055 p2 (CT)7 14 125601859 125601872 TTTTGTTTGTTTCTTACCTTTTTCAA TGGTGAGTGATGTGAGGAAGA 279

Ai06B28057 Araip.B06 28057 p2 (AT)12 24 125614355 125614378 TGAGGGTGTAAACTCAGTGGC GGACCAAATTGGGTGAAGAA 203

Ai06B28064 Araip.B06 28064 p2 (TG)6 12 125645985 125645996 GGGCTTTGGAGGTTCCTATC CACAAGGACTGCATTGCTCA 234

Ai06B28065 Araip.B06 28065 p3 (AAT)5 15 125647278 125647292 CAGCGAGAGGGAAAGAAAGA CAAAAGTTGAACTCGTGAATTTTTAGT 275

Ai06B28067 Araip.B06 28067 p2 (TA)6 12 125649865 125649876 GTGGTTTAATATTGAAGAGTTTGATTT AAACGAATTGAAGTTAGTTGAATGA 258

Ai06B28068 Araip.B06 28068 p2 (TA)6 12 125651475 125651486 CCGAGCTTGAGCTTGGATAA CCAAAAATTCACGAGTTGGC 280

Ai06B28071 Araip.B06 28071 c (CT)12aacctctcac(CT)850 125660080 125660129 GTAAATCCAACGGCAATCGT AAGGACATTTTGAGCAACGG 275

Ai06B28075 Araip.B06 28075 c (T)10gggttttttttc(T)10gttttttttcactttatgcttcttc(T)1269 125673836 125673904 TCACGAACATTTGAAGCACG TGTTCTTGTTTTCGTTTGCG 217

Ai06B28076 Araip.B06 28076 p3 (GGA)8 24 125674897 125674920 GGGGCCATCAAAATTAGCTT AAGAGATCTCAGCCCCGAGT 231

Ai06B28082 Araip.B06 28082 c (TA)7(GA)13 40 125689121 125689160 GATCCCACATGCGATATCCT ACTGCAATTGGATTGAAGGC 170

Ai06B28084 Araip.B06 28084 p6 (GGGAGA)5 30 125691791 125691820 TGTAGCGGCGTAACCTTCTT GTGAAAATTCGTCCCTCGAA 244

Ai06B28088 Araip.B06 28088 p3 (TCA)6 18 125702213 125702230 CTTCTGCTGCTGCTTCTCCT TCCATTCTCTTCCAAGTAATTTTG 193

Ai06B28095 Araip.B06 28095 c (AACACC)5tatagtatctgatatatgcttga(AAG)568 125716539 125716606 AACCCAAACCACTCCTCCTC ATCACTGGAGTGCTGACGTG 264

Ai06B28099 Araip.B06 28099 p3 (TAT)23 69 125722450 125722518 TGAAAAATTAGCCGTTAGGGG TTTTGTATATGAGTTTGGACTTGTTTT 275

Ai06B28102 Araip.B06 28102 c (A)10gaag(A)10 24 125729720 125729743 CGTAGAGCACAAACACACGAA AACAAGCCTCCACAAAGTGC 144

Ai06B28108 Araip.B06 28108 p3 (AAT)7 21 125738702 125738722 GGTGACCCAAAAACAACCAT GACATGTGGATTGCCTGAGA 259

Ai06B28111 Araip.B06 28111 c (TA)7tttccctcagttgcaaaag(A)1043 125748778 125748820 TGCCATTCAATGAGCTTTCA TAGTTCCCCACAAAACCCAA 273

Ai06B28116 Araip.B06 28116 p3 (TTA)5 15 125759583 125759597 CAAAGTGGGAGAAAAATCCAA ACATCGGGTCGTCTTCTCAA 216

Ai06B28119 Araip.B06 28119 p2 (GA)6 12 125766809 125766820 TGATGAATCAGGAGAGAAAGGA TCAACATGTCTTGGTTTCTTGC 266

Ai06B28122 Araip.B06 28122 p2 (CT)6 12 125783447 125783458 TTTCTAGGCAGTTCTGGCGT CCTGTTCGATCGGAATCACT 236

Ai06B28123 Araip.B06 28123 c (TA)6ataatattatgtgttgtaatg(TA)747 125789696 125789742 TCTCGTGCTGATAACGTGTTG TGAGGTATGAGACAATGGACG 236

Ai06B28125 Araip.B06 28125 c (T)15aataaaccaaaacgacgtcgttttggaaaatgaagt(A)1162 125798113 125798174 TTGGGGAAAAGTGGAAACTG ATCGAAAAATCGGTGAATCG 273

Ai06B28129 Araip.B06 28129 p3 (CTT)5 15 125804403 125804417 TAATCGGTGGTCCGATTTTC TCGTCCATTTTTCTTACTCACG 175

Ai06B28131 Araip.B06 28131 c (TAA)10ttctgtatat(A)1050 125808297 125808346 TGTTCCACTTTATTAAAACCTCAA AATTAAGGATCCCTCCCCCT 207

Ai06B28136 Araip.B06 28136 p2 (AT)9 18 125818566 125818583 TGATTGGATGACTGTCTAAGAACC TGACTTGGGAGAATTCATTGTG 245

Ai06B28137 Araip.B06 28137 c (A)10ggtacaaaaagatatcagaagtgataaatgcaagaagtgaaaagtgaaagtaaaataatcagattaggaaaatatctcagaggcatcatggtcaaagt(A)13121 125819679 125819799 TGTTGGAAATGATGCAAGGA GGTTCATCCCTTTCGTTCTC 269

Ai06B28141 Araip.B06 28141 p4 (AATA)5 20 125838604 125838623 TGAGAACATTGGTTGGGATG TTTTCCCCTTCTTATTGCTTTTC 244

Ai06B28142 Araip.B06 28142 p4 (AAAT)5 20 125842911 125842930 ACACTTGAGTTGGTGAGGGG CTCTCTCTCCCTTCCTCCGT 137

Ai06B28146 Araip.B06 28146 c (T)10aattgggtctctacacta(T)10caattaagtttctcttagtagtaattgacttaattttatagggacccaactaac(A)12104 125866931 125867034 GATCGTTAGCATGTGTAACTATTCA TTCCTTTTATTTAGGTCCCTATACC 280

Ai06B28152 Araip.B06 28152 p2 (CT)6 12 125877217 125877228 TCGAAATTTCCCCTCTCTCA GTCCCTCAATTTCAGCCAGA 232

Ai06B28158 Araip.B06 28158 p2 (TA)11 22 125908405 125908426 GGCCAAACTTTTTCAATCAAG GGGAAAGAGGGTGTTTGGAT 256

Ai06B28159 Araip.B06 28159 p3 (GTA)6 18 125910679 125910696 AAATGCGCTCGTTCAGTTCT ATCCTCCACCTCATGCTTTG 177

Ai06B28160 Araip.B06 28160 p2 (TA)7 14 125914200 125914213 GCATCGAAATAGGTTTATGAGTTTG GCCTCCTGCAGATTCGATAC 267

Ai06B28166 Araip.B06 28166 c (A)12tacaatatccaaaagtaaatcgtctatcaataaaagtactttcataatctgcatcacaatatttaattacttgag(T)22109 125922246 125922354 AGAAGCCACTAATGCGATGG GCAGTTTTCCTATCCTGATAATTGA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28173 Araip.B06 28173 p3 (GGA)6 18 125948545 125948562 GCGAGCATTGAAAGACACAA CCACCACCCTCTCATCTGTT 211

Ai06B28177 Araip.B06 28177 p2 (AT)12 24 125962191 125962214 CAAGTCATATCCCTCTTACAAAATG ACGAGGACGATGCTCTCACT 273

Ai06B28179 Araip.B06 28179 p2 (TG)6 12 125965087 125965098 CCTCTCTTCTCGGTCAGCAG TCACCAAAAACCCTAGCCAC 226

Ai06B28180 Araip.B06 28180 p4 (ATTT)5 20 125965348 125965367 GTGGCTAGGGTTTTTGGTGA TCATGAAAGGAATAAAACCATCAA 271

Ai06B28181 Araip.B06 28181 p3 (AAG)5 15 125966669 125966683 TGGTGTTGTTGGTGATGATG CATGCACACGTTTTATTGTCA 147

Ai06B28186 Araip.B06 28186 p5 (TCAAT)6 30 125977347 125977376 TCCTTTCTGCATACCGAACC CTTCCGAAACGCATCAATTT 254

Ai06B28189 Araip.B06 28189 c (A)10tag(A)10 23 125999478 125999500 TTCAAGTGTGGGAACCTTGG TTTATTGGACCTTGCCTTGG 275

Ai06B28191 Araip.B06 28191 p2 (TA)6 12 126008613 126008624 TGTTGATTGGGTGAGACAATG TGTCAAATCGCTCTCATGTAAAA 231

Ai06B28193 Araip.B06 28193 c (T)10gcacaagagctaatcaatccc(A)1041 126013063 126013103 AAAAATCAACCCAACTTTTGAA TCGTCTATAACTCTATTCGGTCTCTG 198

Ai06B28196 Araip.B06 28196 c (T)10aaaaaaggtaaaaacaaaaacttttttaatatttaa(T)10aaaagaatctatcctaatgtgcaattgcttttttttgtttatcaaaaag(A)10115 126016571 126016685 TAGGTGAGTGCTTTTTGGGG TGAGGGTCATCTTGGTTTTT 221

Ai06B28203 Araip.B06 28203 c (T)14cagattgtctttttt(ATA)1162 126047042 126047103 TGGTCAATGACTCACGCTCT AAGGACCAAGGAGCTGTTGA 264

Ai06B28206 Araip.B06 28206 p2 (AG)6 12 126054341 126054352 GAACCGTCCGGTTTCAGTAA GAGTCTGAGAGCGAACAGGG 156

Ai06B28211 Araip.B06 28211 c (T)10gttcaggcttcagtttctagttagaac(A)1047 126066020 126066066 GATCAAGGTGGTGGACGTTT AAAAAGTGTAATTCTTATGGGCCT 228

Ai06B28213 Araip.B06 28213 p2 (AT)6 12 126073262 126073273 TGGCCAAAAAGGAATTCAAA AATAGAGCTCCAATCCGCAA 184

Ai06B28216 Araip.B06 28216 p4 (AATA)5 20 126085518 126085537 TGAAGCAAAAGAAACAGCCA ACTCCCAGACAGTGGTGCTC 243

Ai06B28218 Araip.B06 28218 p2 (AT)7 14 126093617 126093630 CCTTGCTCCTTTCATTTTGG TTGGGGAGATGTTTATTATCCC 271

Ai06B28229 Araip.B06 28229 p2 (CT)6 12 126131119 126131130 TTTCACTCACGCACAAGTCC TAGGGAGACGAGTTCATCGG 167

Ai06B28233 Araip.B06 28233 c (T)10gtttaaacggaat(A)1033 126142654 126142686 TGAGTAATGCCAAACCCTTTTT TGTTGATCACCCTAAACCCA 220

Ai06B28235 Araip.B06 28235 c (T)10attttttt(TA)6(T)1646 126145524 126145569 CTTGTTTGGGTGCCATTTTT TTTTTAGTGTTTTTGGCAAATTTCT 246

Ai06B28237 Araip.B06 28237 p2 (AG)6 12 126151885 126151896 ATAGGTGAGGGGTTTTTGGG AAAAGGGACATTTTTGCACG 162

Ai06B28241 Araip.B06 28241 c (A)11gtgaaaagtttataaagattttattcattaatttgacacccaaatttaactgtaaccaaacttatcaggcc(T)1092 126167756 126167847 CAAACCCTCACCAAACACCT AAAATGGAAATGCGGACTAAAA 266

Ai06B28242 Araip.B06 28242 p2 (AT)7 14 126169802 126169815 CGTGACAAAAATGTCCAACA TGCAAGCATGATTAGAAAAATGA 270

Ai06B28243 Araip.B06 28243 p3 (TAA)15 45 126181759 126181803 CACAATGCAACAATAGCAAGG TGCTTAAATAAACTTAAATGGGTGTT 280

Ai06B28244 Araip.B06 28244 p3 (ATA)5 15 126186641 126186655 GTTCGGATGCGAAATTTGTT GTGCGCACACTTTGTCCTAA 195

Ai06B28249 Araip.B06 28249 p2 (GA)8 16 126199773 126199788 TGTAACAGCGACAGCAAAGC TATCGCTGCTCAGCTTCTCA 220

Ai06B28250 Araip.B06 28250 p2 (AT)7 14 126200039 126200052 TGAGAAGCTGAGCAGCGATA TAGGGGTGGCAGGAGTACC 225

Ai06B28253 Araip.B06 28253 c (T)11agttgaataattgtgtg(T)1139 126202432 126202470 GTAGACAATTGAAAATTCATTTAAACA ATGCTGTCCTGCTTTTGGAC 277

Ai06B28255 Araip.B06 28255 p3 (CCT)6 18 126206495 126206512 AAAGATGGCGAAGACAAACG GCAAGAGCATTCGCCTTAAC 255

Ai06B28260 Araip.B06 28260 p3 (GAG)5 15 126217739 126217753 GACGCGTCATAATAGCGACA AGAGAGGAAGAGCCATGCTG 266

Ai06B28264 Araip.B06 28264 p3 (GAA)6 18 126224519 126224536 CAGAAACAGAGGTCGCAACA ATCTCGTTTCCTGAGCGTTG 270

Ai06B28268 Araip.B06 28268 p2 (TC)6 12 126253353 126253364 CCTTCACGAAAGGGTTAGCA TGCTCAGTCTCTCCCCAGAT 233

Ai06B28271 Araip.B06 28271 p2 (TC)6 12 126256597 126256608 AAGAGAAATGGGGTCACTGC AGAATGGAGAGAGCAGCCAA 201

Ai06B28279 Araip.B06 28279 c (A)10ggtgatacatatatcaaaaaaagaaaacaaacttaacaat(A)1060 126287748 126287807 TCTTTTTCCTTTTTCACGCC TGACTATTCCTTTTGGATATGTTATTT 240

Ai06B28284 Araip.B06 28284 p2 (TC)8 16 126301595 126301610 CCCCCTGTACCCTTACCATT GTTGCAACAGAAGCACAAGC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28287 Araip.B06 28287 p3 (ATA)5 15 126304317 126304331 TTCGCTTATGTGAGTCTTCACC CCCACCATAACACATCCACA 263

Ai06B28288 Araip.B06 28288 p2 (TC)6 12 126313691 126313702 CGGCATATCCAGTTGGCTTA TGAAAGGACCAGCAATAGCA 238

Ai06B28289 Araip.B06 28289 c (T)10ctttcaaaatttagtttttcca(T)1042 126314595 126314636 GTTACCTTGTCATGTCGCCC GCCTCCTTTCTTACCAATGC 279

Ai06B28297 Araip.B06 28297 p2 (GC)6 12 126327818 126327829 TGTTGGATGAGGGGTAGGAG CGAGAGTTGTGCCTCAGTTG 278

Ai06B28298 Araip.B06 28298 p2 (TG)13 26 126332073 126332098 TGTTGTTGTTAGGTGCTGCC GACTTCAAACTCTTCTATTTGCATTTT 267

Ai06B28300 Araip.B06 28300 p3 (AAT)5 15 126342341 126342355 CAAGAACAAGCCAACCACAA TGCTGGTTCAGTTCATTGTTTT 274

Ai06B28301 Araip.B06 28301 c (A)10tcacaagtaataaccaaataacattaatttatatttaaaaaaattttaaatttcaaacataaaaattc(A)1492 126345386 126345477 AATTAGAAATTAACAAAATATCAACGG TGGCATATTTTAGAATCCCCTTT 222

Ai06B28303 Araip.B06 28303 c (AT)6acgaagaatgttagaaacatttttctttttatttaagtcgatcaacacaaacta(T)1177 126349991 126350067 ATGCTGGAACATCAAAATTATTC CTATCCACGGGGACACAACT 230

Ai06B28304 Araip.B06 28304 c (T)10ctttttctggaagagaaaaaccttttttgagaaaaacaaaaactcttttttg(T)1274 126350630 126350703 CACATTCACTTGATGAGCATTG TCCGATTTTCAGGACTTTGC 213

Ai06B28308 Araip.B06 28308 c (T)13gggtaagagataaaaaagcgtttcttgcatagtacgactacaaaagtacgaagggtcgtgtagaaactagaaatcagaaagccag(T)11109 126360271 126360379 GCGATTTTCGCAAATGAAAT TGTAAACCAAGTTCACGTCCA 279

Ai06B28314 Araip.B06 28314 p2 (TC)8 16 126368520 126368535 CCCCCTGTACCCTTACCATT TGCATGAAAACATGCAAACA 219

Ai06B28317 Araip.B06 28317 c (T)10catttctttcaagtcattcttactttcaaaactttaaatcactcaaacaaacatatcgaggtttag(T)1187 126369649 126369735 TATGCGTGGGTCATGCTTAC TGGGTTGAAGAGCAGAATCA 257

Ai06B28321 Araip.B06 28321 p6 (GCATTC)5 30 126385344 126385373 ACCAACGATGTCGTGTCGTA ATGAAATGTGGCATGTCGAA 218

Ai06B28323 Araip.B06 28323 c (A)10tacaacgacaaaagaacaacaat(A)1043 126392223 126392265 CCCTTTTAAATATGTCACGATTGA AGACACGCTTTAGCTTCCCA 264

Ai06B28327 Araip.B06 28327 p2 (AT)11 22 126420057 126420078 GGAACGAAATTGAGCGGTAT ATGTTCATGGGTGGGATTGT 280

Ai06B28332 Araip.B06 28332 p3 (TAT)14 42 126425695 126425736 TGTCGGTGGACTAAAAAGTCG TTGGTCTTTCCATTTTTGGG 253

Ai06B28333 Araip.B06 28333 c (A)10ctatttgccatgtagtataacttggaaaaaaaaagttgtatgt(A)1164 126426992 126427055 TCAGATCCATTTTTATTCTCTTTCTT TTTAGTTTTACTCTTTTGGCCATT 263

Ai06B28337 Araip.B06 28337 p3 (CTC)7 21 126436351 126436371 GGCAAAGAAGAATGCTCAGG ATCCGCCTTAACCTCACCTT 271

Ai06B28344 Araip.B06 28344 p2 (TA)12 24 126474581 126474604 CGGACGAATAAACTAACCACTTG TGTGTCCGAAAAATAAACACG 259

Ai06B28354 Araip.B06 28354 p5 (ATTTT)5 25 126541777 126541801 ATGGATGGGTGGGTGTGTAT CAGCAGCCCATGCAATAAT 264

Ai06B28356 Araip.B06 28356 p3 (GAA)6 18 126555357 126555374 AAGTACCCGGAGCAGTAGCA ACCTTCCCCTCTTGCATTCT 277

Ai06B28363 Araip.B06 28363 p2 (AT)10 20 126592674 126592693 TCACAATCAGAAACTAAGATGGGA TTCAGCAGTAGCATCGAGGA 265

Ai06B28364 Araip.B06 28364 p2 (AG)6 12 126595542 126595553 AGAGAAGGCAACAATGTGGG ACCCATAACCACCTTCTCCC 249

Ai06B28365 Araip.B06 28365 c (TC)7(T)11 25 126596211 126596235 CACAGAGTTGGCCCAAAAGT GAAGGATGGGAAGATTATGAGC 168

Ai06B28368 Araip.B06 28368 p4 (AATA)5 20 126605512 126605531 CACATTGTGAATTTCCACCG AAGGATCACGTTGAAAACCG 178

Ai06B28370 Araip.B06 28370 p3 (AAT)6 18 126606228 126606245 TCAACTGAGCATGGAGAGGA GGGTACAAAAACAGGGCAAA 176

Ai06B28373 Araip.B06 28373 p2 (AC)8 16 126619125 126619140 GTAACAGCACTCGCAGACCA CAAGTATCTCCATTAAAAATATTGGC 275

Ai06B28375 Araip.B06 28375 p2 (TG)7 14 126620816 126620829 TGATAGAATTGCCACACCGA CAAGTCCGGCTGCTAAATTC 253

Ai06B28379 Araip.B06 28379 p2 (TA)7 14 126631427 126631440 GGGACTCGTCTTGGTTATCG GATCTCCGGTCCATCAACAC 122

Ai06B28387 Araip.B06 28387 p2 (AT)6 12 126653612 126653623 AATGCAACGCTCAGGAAATC AGGTTGAGGGAGAGCTAGGG 222

Ai06B28388 Araip.B06 28388 p2 (AT)6 12 126653740 126653751 CCCTAGCTCTCCCTCAACCT GCTAGGCGTCTGGATCTTTG 143

Ai06B28389 Araip.B06 28389 p2 (AT)22 44 126663880 126663923 TCCCAAATTGAATCCTTGGT TTGTCAATTTACCAACATTTATTGC 249

Ai06B28400 Araip.B06 28400 p5 (TTATC)5 25 126706003 126706027 CCTGGGTGCTCCAGTGTATT AAGGGCCCAAATAGAAGGAA 183

Ai06B28401 Araip.B06 28401 p5 (TTATC)10 50 126712458 126712507 GGACTTGAACGTGTTGCTGA GCGGTTCCGTTGAAGATAAG 268
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Ai06B28402 Araip.B06 28402 p2 (CT)6 12 126715414 126715425 GGCGATTTCTGAGCTGTTTC TGAAAAGGGAAGCTTAAAACAA 245

Ai06B28404 Araip.B06 28404 p3 (GAG)5 15 126725279 126725293 TACCATAATTGGGCGAGAGG TTTGGGTTCTCCGAGTTTTG 275

Ai06B28405 Araip.B06 28405 p3 (TTG)5 15 126731165 126731179 TTGTCCATCTGCCAAGAACA GTATGCCTCAGAAGCTTGGC 240

Ai06B28407 Araip.B06 28407 p2 (AT)8 16 126738161 126738176 TTGTCACTCGCATTGAGGTC TTTGTTAGGATCGTAAATTATGTTTTT 274

Ai06B28408 Araip.B06 28408 p3 (TTG)5 15 126739215 126739229 TTCATTTGTCCATCTGCCAA CGCAGTGCTGAGTCACAAAC 195

Ai06B28412 Araip.B06 28412 c* (A)14(AAT)5* 27 126742204 126742230 GAGGTTCCAACTTCCAAGTACA TCTCCTCGCCATTGTATTCC 205

Ai06B28414 Araip.B06 28414 p3 (TTC)5 15 126743987 126744001 TAACTGTTGAAATGCGGTCG AATGAACATGAAAGCTGGTGC 164

Ai06B28416 Araip.B06 28416 p3 (TAA)13 39 126745398 126745436 TCCAATTATTATTATTACTCGACAGCA TGTATGCTGTTAGTTAGTTCAAGTGTT 251

Ai06B28427 Araip.B06 28427 p3 (AAG)6 18 126790312 126790329 TGAACTGCTGCTTGAAATGG TCCCTCGTTGATTTTGAAGC 180

Ai06B28439 Araip.B06 28439 p3 (TAT)12 36 126811639 126811674 CCACATTATTGCAGAAGCCA ACTAGCTCATTGCGGCAGTT 279

Ai06B28443 Araip.B06 28443 c (A)11gaaatatatatttacaattaagaataaaaaattttcagtccc(A)13taaaaaaattctatatcc(A)1094 126825754 126825847 CCGTTGGATGAATCCTCACT GGATATTACATTTGTAACTTCACGG 260

Ai06B28451 Araip.B06 28451 p3 (AGA)5 15 126851927 126851941 CCAACGCACATTGTAACAGG GAACAGGGACATGCACTGAA 262

Ai06B28458 Araip.B06 28458 p2 (AT)8 16 126865082 126865097 GCTCAAACTTGACTCACCGA TCTGTTACGTTTTGAGGCGTT 277

Ai06B28460 Araip.B06 28460 p2 (CT)6 12 126868631 126868642 GCGGCGACAAGAGTCATAGT GAGAAGGGAGATCGGGTAGG 251

Ai06B28461 Araip.B06 28461 p4 (AAAT)5 20 126871047 126871066 GCACAAAATCCACATTGACG AGGTTTCCAGCTTGATCGTG 199

Ai06B28475 Araip.B06 28475 c (T)11cagtaataacaaaaataatactttaacttcagg(A)1054 126923751 126923804 AACAGTGAAACTCATGCAGTCC TCAGTTTTTATTGAGTTTGCATTTC 243

Ai06B28476 Araip.B06 28476 p3 (GGA)6 18 126925193 126925210 GTCCATCTTCGGATGCTGAT AAGTCCAATAATCCGGGAGC 212

Ai06B28477 Araip.B06 28477 p2 (AG)6 12 126925441 126925452 AGCTCCCGGATTATTGGACT CCAAAGATAGACCGTTTTAATGA 164

Ai06B28479 Araip.B06 28479 p3 (TGA)6 18 126926439 126926456 CAAAAGGATCAGTGGGGTGT TTTGCAGAAGAGTGTGTCGG 209

Ai06B28481 Araip.B06 28481 p2 (TA)6 12 126929628 126929639 AACAGCCTGGTTCATAATCTCA AAAAACCTAGTCCAACGGGC 236

Ai06B28482 Araip.B06 28482 p2 (AT)6 12 126929826 126929837 GCCCGTTGGACTAGGTTTTT TGAATTAGCCCGTCTAACTTTTT 201

Ai06B28485 Araip.B06 28485 c (CTT)5ctctcccgtacttcttcttgttgttgtttcaaattcacgcatacgttctccttcttcttcttcgcgcacgcagattcttctttttt(TCC)11134 126938044 126938177 CACGCGCTTTTTCTTCTTCT TGGTGTTGTTGGTGATGATG 207

Ai06B28486 Araip.B06 28486 c (A)16gaagaaatacgaggaggaggagaag(A)10t(A)11gaagaagnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)12129 126938689 126938817 TCTGCATGTGTTTTGTTGGAA TTTTGCATGCATTTCTGTTTT 258

Ai06B28487 Araip.B06 28487 c (ATT)5g(TTA)7 37 126940867 126940903 CGCATTCGGAAGAGAGTGAT TGGAGAACATCACGTTTGGA 236

Ai06B28490 Araip.B06 28490 p2 (TA)6 12 126944800 126944811 AGGCCAACTTTGAAGGATCA CGTACGCATGCTTTCAAAAA 266

Ai06B28493 Araip.B06 28493 p2 (AG)6 12 126951775 126951786 CCCAGCAACTCAGAATCACA GTCGGTCGTCTCTCTTCGAG 253

Ai06B28494 Araip.B06 28494 c (GA)6gttaaaacttttttggccacccaacgcaaccgcctaacag(A)1163 126951974 126952036 CGAGGAGAAGAGGAACGATG AGGCTTCTGGATTTGGGAGT 214

Ai06B28506 Araip.B06 28506 p2 (CA)6 12 126991033 126991044 TATCTAGGCCAAATGCACCC CTCCTCTCCTCCCTCTGGTT 279

Ai06B28507 Araip.B06 28507 p2 (TC)8 16 126991358 126991373 CAAGAGAGGAGGCTGTTTCG CAGGCACAGAAATTCAGCAA 276

Ai06B28508 Araip.B06 28508 p3 (TGC)5 15 126994627 126994641 CTTTGCCTGCTGTTTCACAA TGCCATGCAATCATTTAACC 260

Ai06B28510 Araip.B06 28510 c (A)11catcttttttgaaaagttataatttatatttttttctaaaagatttttttctt(A)10gatgtttttcaagtaataaataaacaaaaagtaaacagaaatgtttggtaac(A)13139 126995958 126996096 AGTGTTGTTTGGGCGCTATT GGTAAGTTATAGCTGTTTTTGGCTG 271

Ai06B28513 Araip.B06 28513 p3 (TAA)12 36 126998027 126998062 GATCCATGCACACCCCTAGT TGATGACGTTGGCTTCGTTA 226

Ai06B28515 Araip.B06 28515 p3 (TAA)14 42 127003349 127003390 ACCTTTGTCGCCATCTTCAC TGATGACGTTGCCTTCGTTA 248

Ai06B28517 Araip.B06 28517 p3 (CTG)5 15 127005337 127005351 CTTCAGCTGCCTTTGTCTCC AGAGCCAAGACCCCTCTAGC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28524 Araip.B06 28524 p3 (CTT)6 18 127019817 127019834 TAAAATACATGCGCCCAACA GAAGAAGAAAACGCTCCGTG 154

Ai06B28525 Araip.B06 28525 p2 (AG)6 12 127022302 127022313 CCTTGAATGCACAACCTTTG GGATGGAACATTGACTGCCT 268

Ai06B28526 Araip.B06 28526 p2 (TA)6 12 127024430 127024441 GAGTCCACAGTGCTGGTTTTT TGTAGGATGGTACATCGGCA 246

Ai06B28528 Araip.B06 28528 p2 (AT)10 20 127031138 127031157 AGAGATTTATCATTGTGATGGTGA CTCAGAGTGAGTCAGTTCAATGG 238

Ai06B28529 Araip.B06 28529 p2 (TA)6 12 127032148 127032159 TGGATGAGATCCTAACTGATTCTG GGAATAAAACCCAACCCTTG 217

Ai06B28539 Araip.B06 28539 p3 (AAT)5 15 127070053 127070067 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 235

Ai06B28540 Araip.B06 28540 p2 (AG)6 12 127070396 127070407 AAGATGGGAGAGGGAGAATTT TCTTTTCAAAATTCGTTTCAACT 268

Ai06B28543 Araip.B06 28543 c (TC)6gcatctgtatctatcttctccattg(CTT)758 127076288 127076345 CACACTCTGCACTGCACAAA CAGAAGAGGTGGTAGCCTCG 236

Ai06B28558 Araip.B06 28558 c* (TAA)5(AATA)6* 34 127102266 127102299 GCCACTAACTTTCTTCTCTTCAAA TTTGTCGCTGGCCAATAAAT 278

Ai06B28560 Araip.B06 28560 p2 (TG)6 12 127104657 127104668 TGATCTGTGGCACATTTTGG TGAATGTTCAATTCACTAGGTATGC 186

Ai06B28566 Araip.B06 28566 p3 (TCT)5 15 127110520 127110534 CATCCAAGTTCATCCAAGCA AACACGAAGAAGAAGGCGAA 146

Ai06B28567 Araip.B06 28567 c (GAG)7gggaagcagaagaagaatctgcgtgcgaggaagaggaggaggtatacgtgaatttgaaagaagaaaaagatgacgtatgcgcgtatttga(AAG)6cgcagggg(AGA)5152 127111090 127111241 TGTTGGTGATGACGATAACGA TCTTCTCCTCCCCACGCT 204

Ai06B28568 Araip.B06 28568 c (TA)6ataatattatatgttgtaatg(TA)645 127112479 127112523 TTAAAATGTGGGTGCGACAA CAAATGCGATTCTCTCTCTCTTT 269

Ai06B28569 Araip.B06 28569 c (TA)6ataatattatatgttgtaatg(TA)747 127115435 127115481 TTAAAATGTGGGTGCGACAA CAAATGCGATTCTCTCTCTCTTT 271

Ai06B28573 Araip.B06 28573 p3 (GAT)8 24 127123535 127123558 ATGCTTTTCGGCTTCATCAT GAATCACAAAATGACTGTCCCA 163

Ai06B28574 Araip.B06 28574 c (T)10ct(A)17 29 127124177 127124205 ATTAAAAACGCGTGGAATCG TTGAATTTGGCATCAACCAA 273

Ai06B28577 Araip.B06 28577 p2 (TC)8 16 127129888 127129903 GCTAAGCGAAACCTCAAACG AAGCACAAGGATCTCTCCGA 277

Ai06B28581 Araip.B06 28581 p3 (GAC)5 15 127157180 127157194 CAGAACCAGTCCAGACAGCA TTTCTCCTCCGTTGCACTTT 223

Ai06B28586 Araip.B06 28586 p3 (TAT)9 27 127160690 127160716 AAATCCTTCGCTCGTCTTCA CAGTGCACAAGGAGCTCAAG 186

Ai06B28588 Araip.B06 28588 p3 (CCT)8 24 127164756 127164779 GGTCTCCGAGTTTTGTACGG TGTAATTGGGCGAGAAGAGG 251

Ai06B28589 Araip.B06 28589 p2 (TA)7 14 127176783 127176796 TCGATGAGAATGTGCAATCA TGCTTTTGGAGAAGAGGTAGAAA 220

Ai06B28592 Araip.B06 28592 p3 (TAA)6 18 127189187 127189204 TCTCCTTGCAGTTCGCAGAT AAGCTAAGGAATTTGGTTGCAG 244

Ai06B28593 Araip.B06 28593 p2 (TA)9 18 127190150 127190167 TGTGTCATTCTCGCTTTGTTG CAAGCAAATTGCACATGCTC 227

Ai06B28595 Araip.B06 28595 c (T)12(A)11 23 127196129 127196151 TTTGGTCGTAATGTCGTATAGCA TCACTTTTGGCAAGTAAGTCCA 216

Ai06B28601 Araip.B06 28601 p2 (TG)8 16 127206463 127206478 ACCTTAGGGTGGATGTTCCC AATCACAGACAGCACCACCA 157

Ai06B28606 Araip.B06 28606 p2 (CT)8 16 127214403 127214418 CAACTTCCACCGCTACCCTA GTTGATGGGACTATCGACGG 225

Ai06B28612 Araip.B06 28612 c (TAT)19ta(GTT)9 86 127237365 127237450 TATCGGAGTCCTTTGCAGGT TTGCATATTGGGCTAGGACC 233

Ai06B28618 Araip.B06 28618 p2 (GA)6 12 127270830 127270841 CAACATGGAAGTTGACGTGG CGTTGGAAGAGAGAGGCTTG 254

Ai06B28623 Araip.B06 28623 c (CT)6cactccctctctctcttaacatatataaaatgagattttatattctcttttttctcctctctctccttctctctctccctcctctcc(CT)6111 127295113 127295223 TCTCTCTCTATCCCCCTTCCA GGGAAGAAAAGAGAAAAAGGGA 264

Ai06B28624 Araip.B06 28624 p2 (AG)7 14 127295490 127295503 TCTTCCTCTCTCTCCCCTCC CTTTCTTTCTTCGCCCTCCT 225

Ai06B28628 Araip.B06 28628 p2 (TA)8 16 127303035 127303050 TCAAATTCGAAATTTCTATACCAAAA TTTATTCGGTATTCCTCATCACA 220

Ai06B28632 Araip.B06 28632 c (A)11gaaaagaaaagaaaaaaacatgtaaacaaagggcatgattgatttctg(T)1170 127328966 127329035 GCTGCAGGGTTAATGGTTGT TGGAAAAGAAGAAAGCTAAAGGA 155

Ai06B28633 Araip.B06 28633 p3 (TTA)5 15 127344766 127344780 CCTCAGCCTATGCCCCTATT TGGGTGAACATACAGCACAA 208

Ai06B28637 Araip.B06 28637 p2 (AT)7 14 127348537 127348550 AAATAAAGGGGGTTTTCACCA TTTCATTTTATTGTCGGCCC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28644 Araip.B06 28644 c (TTTC)7(T)11 39 127362690 127362728 ACAGGGCTCCTTGTGACAGT CTTGCCGGTTAGTCTGTGGT 279

Ai06B28646 Araip.B06 28646 p2 (CT)6 12 127365729 127365740 ACGCCTGCTCAACTTTCTGT GTTAAAGAAGCGCTTGTCGG 260

Ai06B28648 Araip.B06 28648 p2 (TC)7 14 127369262 127369275 GTCCGCGTCATTTGCATAC CGCAGTGTCAACACCAAACT 275

Ai06B28654 Araip.B06 28654 c (TTCT)6ttgtatccaat(TTTTG)560 127389115 127389174 TGTCCAAGTTTTTGGCTGTG TCTTCATCCATGCCATCAGA 209

Ai06B28655 Araip.B06 28655 p3 (CAA)7 21 127389334 127389354 TGGCATGGATGAAGATGAGA AAACGGGACATTCAAGCAAC 200

Ai06B28658 Araip.B06 28658 p3 (ATG)5 15 127394956 127394970 TCTGTCCAAGCCACATGAAG AAGGAATGCTCAAGTGGTTCTT 255

Ai06B28659 Araip.B06 28659 p3 (CTC)8 24 127397363 127397386 GCGCAGTTTTTCCTCATCAT TTCATCATCATCATCGTCATCA 276

Ai06B28666 Araip.B06 28666 p2 (AT)6 12 127412262 127412273 TTGCGTGTAACACCCTACCA TTCCCAATTCAGCCAAGAAC 273

Ai06B28668 Araip.B06 28668 p3 (AGA)5 15 127421257 127421271 CTCGGAGTTGGAAGCTTTTG CAAAATCTCTTTCCCACCCA 239

Ai06B28669 Araip.B06 28669 p2 (GA)7 14 127423531 127423544 GGGATCCTTTTTACCCAAGG CGAAAATATCTCCCTCTTTTTCAA 275

Ai06B28670 Araip.B06 28670 p2 (AG)6 12 127423662 127423673 CGGATTTTTGGTGAGTGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 244

Ai06B28672 Araip.B06 28672 c (C)12aattcttcttctcttcggcactgcaaccctatttcgtttctttcattcaaaatgaagcttcgtgcttcctg(TC)695 127427088 127427182 AGCGTGCCATTTTGAGTTCT CCACTTGAGTTGGTGAGGGT 266

Ai06B28673 Araip.B06 28673 p2 (TC)11 22 127432284 127432305 CGCTGCAACCCTATTTCATT CTACCACCTTGTTGGTGGGT 164

Ai06B28681 Araip.B06 28681 c* (AT)9(T)10* 27 127443795 127443821 CCTCATAAATTACATGAGTGCAACA TGGGCCAAAGGATATCTGAC 164

Ai06B28682 Araip.B06 28682 p3 (ATA)7 21 127444409 127444429 GGAAATTCACATTTGTTATTTTTCATC GGACTACATGTTTGTTGGCG 230

Ai06B28685 Araip.B06 28685 p2 (TG)6 12 127453874 127453885 CTGGATGATTAATCTGGACCG TGGACACACTCCAACGCTAC 279

Ai06B28687 Araip.B06 28687 p2 (TG)6 12 127462717 127462728 CTGGATGATTAATCTGGACCG TGGACACACTCCAACGCTAC 279

Ai06B28691 Araip.B06 28691 p2 (TA)8 16 127483126 127483141 GGTACCCGACTACGGAACAA CCAAACTATTTCATCACATAATCTACC 279

Ai06B28698 Araip.B06 28698 p2 (TC)6 12 127502419 127502430 ATTGACCCTCCAACCATCTG AAAGAGAGGAATGGGGGAGA 203

Ai06B28705 Araip.B06 28705 p2 (TA)7 14 127516607 127516620 TTTTCACCCTCTGGTTCTCTTT TTGTTGTTGGTTGCAGAAGC 257

Ai06B28709 Araip.B06 28709 p2 (AG)12 24 127539731 127539754 ATCCTGAAGATCGCCGAGTA AACGGACGATCCGAAGAAG 273

Ai06B28710 Araip.B06 28710 c (A)11ggtaaaaatacattcagattccagattttgcaaagaagtatt(A)1265 127541769 127541833 TGTTTTTGTGTCCTTCATGTCA TTTTTCCTCTGCCGTGGG 280

Ai06B28715 Araip.B06 28715 p3 (ATA)5 15 127570381 127570395 CCCTTCGAAAACTCAAACAGA ATTTCGGAGGGTAGCTGGAT 138

Ai06B28717 Araip.B06 28717 c (A)11gaacatagaagtcgttaatg(A)1041 127579775 127579815 CGGGTGCTTATCATGGTCTT TTGTGTGTTTTTGTTGTTGGTG 173

Ai06B28718 Araip.B06 28718 c* (T)13aacagtaattgggttgatttttatattgacaataatgctaatgaa(GTTT)5(T)14*89 127584678 127584766 TTCTCTTACCGTCACTATTCCCA TTCCCGTTAGAGTCCACACC 278

Ai06B28720 Araip.B06 28720 p2 (AT)6 12 127592143 127592154 TCATATATTTGGGGGTTTGTTTG CCGTGATGGTTAATTGCGTT 279

Ai06B28721 Araip.B06 28721 p3 (ATA)9 27 127594806 127594832 TGAAATGAAAGGACATGTGTCATAC GGAGTAGGATGTAAGACCCCG 266

Ai06B28722 Araip.B06 28722 p2 (AT)6 12 127597018 127597029 GATGACCACTCAATCAATCCAA CGAATCTTATTTGATTTTGCTTCA 238

Ai06B28724 Araip.B06 28724 c (CT)6(CA)12 36 127604590 127604625 AAAAATGGGGACTTAAATAAGTGAAA GATTGACACAACGGTGTTGG 222

Ai06B28728 Araip.B06 28728 c (A)11gaaaaaagagaagagaaaataggttttagacttctgct(A)1160 127611879 127611938 TTGTGCAATGCTTCTTCGAT GGCACATCATGGTGGACATA 235

Ai06B28729 Araip.B06 28729 c (GA)10ggt(G)12 35 127612488 127612522 CTTGCTGGAGGAAACACACA TCTTGGTTGATTTCTTGGGG 183

Ai06B28734 Araip.B06 28734 p3 (GAG)6 18 127628140 127628157 TGGCACCAGAGAAAATCAAA TTCTTCGCACATGCAGATTC 169

Ai06B28736 Araip.B06 28736 p2 (TA)6 12 127633667 127633678 TCGCAGAGAGGAGAGGAGAG GGATCCGTTTAATTCCCGTT 151

Ai06B28737 Araip.B06 28737 p3 (CCT)5 15 127639611 127639625 TTCCAGCTCCTCCTACCAGA ATGAGAGGAGGTCCCCAAGT 124



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28738 Araip.B06 28738 p3 (TTA)5 15 127648513 127648527 CCAAGGAACTAACCAGTAAATCG GGTTGTGAGAACTAAATCAATCCA 236

Ai06B28739 Araip.B06 28739 p2 (AT)6 12 127652505 127652516 TATCAAGACTCGGGACTCGG TTTCAGATGCAGGACGTGAG 272

Ai06B28740 Araip.B06 28740 p2 (AT)13 26 127654739 127654764 CCAACCAATACAACCACTCACA ATTTGAGAGTGTTCCGGGTG 226

Ai06B28742 Araip.B06 28742 p2 (AT)8 16 127665079 127665094 CTTGTTCACATGTTCCATGC TCACATTATTGGCCATCACA 165

Ai06B28746 Araip.B06 28746 p4 (TTTA)5 20 127669880 127669899 TGCCTTCGCTTATGCTTTTT ATTGTTTTTCCAAATTTATCCAAT 271

Ai06B28750 Araip.B06 28750 p3 (TGT)6 18 127683897 127683914 TGCGACTTTTGACATGTTTTG ATGACTGGTGCTCAAGGGAC 202

Ai06B28751 Araip.B06 28751 p2 (AG)23 46 127685403 127685448 ATCAGCGGAGAGGAGAGACA CTGCCAGTAAATTCGACGGT 171

Ai06B28752 Araip.B06 28752 p3 (CAT)5 15 127688316 127688330 TGCTTACTGTGACAATGGACTG CGGCAACTACCCCATACAAT 194

Ai06B28758 Araip.B06 28758 p2 (GA)8 16 127716460 127716475 TCCAGACGTTTTTGCTTTTG CAAGGCAAAGAGAATCAGCC 220

Ai06B28761 Araip.B06 28761 p3 (GAA)5 15 127736053 127736067 TAAACATACGCTTCCCCAGC TTCCTCCTTCTCATCTTCTGC 223

Ai06B28768 Araip.B06 28768 p3 (TTA)5 15 127746937 127746951 CAAATTTTACTTCAATTCCAAGCC GTGCGGAGTAGCGTGTGTTA 237

Ai06B28769 Araip.B06 28769 c (T)10cttaatttaactaaatcttatttatttatttgcttctatacaaatacaaattatggtgtaattggaaataatgtaataataat(A)10103 127749395 127749497 AAAATGATAAATTTTGTTGGTGG TTTTAGGTGGTAGAATGCACTTGA 253

Ai06B28772 Araip.B06 28772 p3 (ATT)5 15 127751808 127751822 TGCAGTACGCCAAATGAAAG TGGCAAACCTAAAAGAACCG 199

Ai06B28773 Araip.B06 28773 p3 (TGC)6 18 127752036 127752053 CGGTTCTTTTAGGTTTGCCA TTTAGAAAAGTGTCTTGGTTCATTG 172

Ai06B28774 Araip.B06 28774 c (T)12aaatttaaattttttttgtaagtgttacatattgggctaaagtcc(A)1067 127754162 127754228 TGGCATGGATTTAAAAAGGC CAGGACAGTTGTGCCTCTCA 241

Ai06B28775 Araip.B06 28775 p3 (AAT)33 99 127760268 127760366 TGATTCGATCAGCCAGTTTG CTGAGTTATAAGGTGACGGATCA 220

Ai06B28777 Araip.B06 28777 p2 (AT)6 12 127768892 127768903 TCAAGACTGGCCGGAGAATA CCTCCGGTTCTCATTCCATA 269

Ai06B28783 Araip.B06 28783 p3 (CAT)10 30 127789479 127789508 CCTTATAGGCCTGTTGCGAG TCCCCCTGTAATTTGTTGGA 254

Ai06B28784 Araip.B06 28784 p2 (AT)6 12 127794649 127794660 CTAAGCGGCTCTCTCCAAAC CGTCATGCAGTTTTGTCATGT 230

Ai06B28787 Araip.B06 28787 c (T)12atataaaacactttttta(T)1040 127810386 127810425 TCAAGCCTAAGTCTCCCTTGA TCTTGTGCTAATAACGTGTTGTAAA 280

Ai06B28789 Araip.B06 28789 p3 (ATT)5 15 127816343 127816357 TGATCCTCTTCACATGCTGC GCATGACCCAAATTGCTTTC 220

Ai06B28790 Araip.B06 28790 p2 (CT)6 12 127818997 127819008 TGGGACGTGAATACCCATTT TGTGAAGAAAGAAAGTAAAGAAGTGTT 233

Ai06B28793 Araip.B06 28793 c (A)10gatgaataagaaaaaaaaa(GAT)544 127820196 127820239 GAAAAATATTTCCTGTAATGCTGC GGCCCATAAACACCCCTAAT 268

Ai06B28794 Araip.B06 28794 p3 (AAG)6 18 127820860 127820877 GGTGAGGCTTGGGAACATT TTCACTTTGGGGCATTTTGT 257

Ai06B28795 Araip.B06 28795 c (GAT)8ggtcaaa(AAG)546 127821763 127821808 CGAATGTAAGTTCATCATTTTCC TTTTCGGTGTATGTGTGCAG 271

Ai06B28796 Araip.B06 28796 c (GAG)9gtagtggtgttggtgacaacgataatgagagagaacaataac(GAA)584 127822251 127822334 CCAATTTCGTTTTGGTTCAA CGCACGTTTCTCTTCGTGT 249

Ai06B28798 Araip.B06 28798 p3 (GTT)5 15 127830332 127830346 CCACTTTGAAGTCCTCGCTC CGGATCTCTACCGTGGTTGT 103

Ai06B28801 Araip.B06 28801 p2 (AG)7 14 127839069 127839082 CAAAAGGGAGAGAAAACACCA CCCCAACTATTTGCTTCCAC 278

Ai06B28803 Araip.B06 28803 p3 (TTA)20 60 127846749 127846808 TGAATACCGCAATTCTCCTG TCAACACACACAAATCAAGCC 212

Ai06B28804 Araip.B06 28804 p2 (AT)19 38 127848241 127848278 AAGCAAGTCATGTGTTGGGA TCGCAGGTCAAAGAAAACTCT 207

Ai06B28805 Araip.B06 28805 p2 (TA)6 12 127849607 127849618 TTTTGATCACAATAAAAGGAATAAGA AAAACTCCTGGTTGTCAGGC 232

Ai06B28806 Araip.B06 28806 p2 (AT)13 26 127851903 127851928 GGCTCTAGTGCAAGTGGGAG GTGAGTCGGTTCAATGGTCA 196

Ai06B28809 Araip.B06 28809 c (T)11ggatttttttcaattttaaaattaaaaaaaattgttattttcccaacatggtttttggactttaatttcctaaataca(T)1099 127857793 127857891 TCCATTAGTTCCTTAGCGAGATTC GGCGAACTTGCCAATTTTTA 252

Ai06B28814 Araip.B06 28814 p2 (AT)7 14 127861024 127861037 TGGCTCCTGAAAGAATGAGG ATCCATTGATGCTCAAAGCC 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28815 Araip.B06 28815 p3 (TAA)6 18 127864156 127864173 AGCTGTGGTTGTTTGGTTTTC GAAATTTGCCAAACACGTTAAA 183

Ai06B28818 Araip.B06 28818 c (GA)9aac(AG)7 35 127869561 127869595 GTACCTTCAAGGCAACCAGC CCCTAAGTCTTCTTCGTCGC 161

Ai06B28820 Araip.B06 28820 p2 (AT)8 16 127871691 127871706 AAAGAAGTAAGAAAACGCAGGC TGGTTCGGTCATGCAATAGT 106

Ai06B28824 Araip.B06 28824 p2 (CT)6 12 127885531 127885542 TGATGGTTTGTTCCAATCTTT TGGATAAGAGGGGAAGAATGA 276

Ai06B28828 Araip.B06 28828 p3 (TTG)11 33 127892580 127892612 AAAGAGAATCCGGAAGGGAA TGCAGAAGCAGAAAGCAGAA 186

Ai06B28829 Araip.B06 28829 p3 (TCC)6 18 127893455 127893472 TAGTTTACGCTGCGGGACTT GAGCAGGAGATGGATGTGGT 116

Ai06B28830 Araip.B06 28830 p2 (AT)6 12 127896128 127896139 GGTACGCTTTCGCATTATGA ATGCAATCAAGTGCAATCCA 256

Ai06B28832 Araip.B06 28832 c (A)10gttgtgtttcttattattatatttgtatttgaaatggtacaaaatatactaattcaatatatttaaacataa(T)1092 127905730 127905821 GAGAGAAAAACGATACTTTACTCAAAA GGCATAAGACACTCAAACAAGAA 277

Ai06B28834 Araip.B06 28834 p3 (AAG)5 15 127912920 127912934 GTCCTCGTTGACTTTCGAGC ACGTGAATCCAAACAGAGCC 219

Ai06B28835 Araip.B06 28835 p3 (CCA)7 21 127913979 127913999 TCAGAATCGAAATCGTTCCC TCCCTGATTTGTTGAATTTGTG 189

Ai06B28839 Araip.B06 28839 p3 (CTC)5 15 127919165 127919179 TTTTTATTATCGTCGTTGTTAGTTGTT TGGAAGAGAAGGAGGAAGAGAG 143

Ai06B28840 Araip.B06 28840 c (ATC)5a(T)10 26 127919446 127919471 TGCACCGAATTCAACAACTC TCCTTTCCTCCTCCTCTTCC 207

Ai06B28841 Araip.B06 28841 c (A)10gaaacgcaaaaaaaaagagaaaaaaaaagagaaagagaagg(A)1162 127919661 127919722 GAGGAGGAGGAAAGGAAAAA TGTTGTTTGCATGATTGTTGA 280

Ai06B28843 Araip.B06 28843 p3 (TTG)12 36 127922813 127922848 ATTCATGTAGCCAACCCCAC TTTGAAGCTTGTTGTTGGACC 236

Ai06B28847 Araip.B06 28847 p2 (AT)6 12 127939444 127939455 ACCCTATCCTACCCATTGCC TTTGTCGACCTCGAAGACCT 161

Ai06B28848 Araip.B06 28848 p2 (AT)6 12 127943523 127943534 TAGCTCCTGACTCAGCCTGC GCGGAGTAGTCCTGGGTGTA 201

Ai06B28852 Araip.B06 28852 p2 (TA)7 14 127967249 127967262 TCGATCTCCGGTATTTCTCC TTCCTATTTCAATGTCCCGT 276

Ai06B28854 Araip.B06 28854 p2 (AG)6 12 127968798 127968809 TTTCTTCCCAACCCTAACCC CCCTCATTCGCTCTCTCAAG 248

Ai06B28859 Araip.B06 28859 p2 (AC)15 30 127976603 127976632 TTCTTTCTTCCCAACCCTGA CCCTCATTCGCTCTCTCAAG 271

Ai06B28860 Araip.B06 28860 c (A)14gaaaaaaccggttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)1774 127979968 127980041 TGAGTGGGTTATGGGTGTGA TGGAGATGGCTGTCGTACTG 248

Ai06B28861 Araip.B06 28861 p2 (AG)6 12 127980942 127980953 ACCCCAATATTTTGCACCAG TTGAGGGGGAATGAAAGAGA 265

Ai06B28863 Araip.B06 28863 p3 (ATT)5 15 127988124 127988138 TTGCTTGGGAGAGTATTGGG TGGAAGGATCAACAGAAGCC 278

Ai06B28868 Araip.B06 28868 p3 (TTC)6 18 128025914 128025931 TTTTTGGCCAATGATTCGAG CCTGCAGCGACTTAGAGAAAA 270

Ai06B28869 Araip.B06 28869 p2 (GA)6 12 128027621 128027632 GGGGTTTCTGGTTGTGTGAG TTGGGGAGTAGGGTGTTTTG 215

Ai06B28870 Araip.B06 28870 p3 (ACA)5 15 128029316 128029330 TGGTATCAGACTTCAAACTCCAAA AAAAATCGCATCAAATTCAAA 263

Ai06B28873 Araip.B06 28873 c (TCC)6(TCA)19 75 128031025 128031099 ATAGGTGCGTCCAAAAATCG GACACGAAACCCTGACAACA 235

Ai06B28874 Araip.B06 28874 p3 (ACA)5 15 128032997 128033011 TTGTTAATGTGTTCTTTGTTTTTGTG GCATAAAATTACAGGATTTTGCG 278

Ai06B28875 Araip.B06 28875 c (CTC)7(ATC)20 81 128033470 128033550 ATAGGTGCGTCCAAAAATCG GACACGAAACCCTGACAACA 242

Ai06B28877 Araip.B06 28877 c (CCT)5actct(TCC)8(TCA)868 128035915 128035982 GTGCGTCTAAAAATCGGGAC CCCTCTCCCCTGACAACATA 221

Ai06B28878 Araip.B06 28878 p3 (ACA)6 18 128037296 128037313 TGTTAATGTGTTCTTTGTTTTTGTG GCATAAAATTACAGGATTTTGCG 280

Ai06B28879 Araip.B06 28879 c (TCC)6(TCA)54 180 128037769 128037948 ATAGGTGCGTCCAAAAATCG CTCCCGAAATTGTGCTTGAC 277

Ai06B28880 Araip.B06 28880 c (CCT)11catcaa(CAT)1069 128038408 128038476 CGATAACACGCAAAAGACCA GACACGAAACCCTGACAACA 267

Ai06B28881 Araip.B06 28881 c (TCC)9(TCA)13 66 128041238 128041303 ATAGGTGCGTCCAAAAATCG CTTGCTCTCTCCCGAAATTG 169

Ai06B28883 Araip.B06 28883 p3 (ACA)11 33 128043292 128043324 GGTGTCAGACTTCAAACTCCAA AAAAATCGCATCAAATTCAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B28884 Araip.B06 28884 p3 (TCA)16 48 128043747 128043794 TCGTTAACGGAAGTGTTGGA CCCTTGCCCTCTCCTAAAAT 148

Ai06B28885 Araip.B06 28885 p3 (TTA)5 15 128045958 128045972 ATAGGTGCGTCCAAAAATCG AAGGCCCTTGTCTTCTACCG 139

Ai06B28888 Araip.B06 28888 p2 (TC)10 20 128049740 128049759 GAGCGCAAGATGCAGTTACA AATGCAGAATCAGCAATCCC 271

Ai06B28897 Araip.B06 28897 p3 (TAA)8 24 128074778 128074801 ATCATCGAGGAAAGTGCGAG TATGCCTTGTTGGTTTTCCC 219

Ai06B28898 Araip.B06 28898 p3 (ATT)6 18 128076261 128076278 CGCAAGCATAGCCCTTTAAT GTGGGATCAGCTTTCTCCAT 182

Ai06B28899 Araip.B06 28899 c (A)11gagaagataggtatgaaattaaagannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaatttaaaactgtcttctatttttttaaaa(TAT)5114 128077140 128077253 AAAACCCAAGAAAATAGATAATAACAA TTTTACGTTTTGGACCATGAAA 280

Ai06B28901 Araip.B06 28901 p2 (TA)9 18 128083397 128083414 AAACGCAGTTCCAGTGTCCT ATCCGAGCCTCAATGATTTG 233

Ai06B28907 Araip.B06 28907 p3 (TTC)5 15 128097074 128097088 GGTGATGGAGGAGGTGATGT TCACCTCCCACCAAGAAAAC 143

Ai06B28908 Araip.B06 28908 c (TTA)6t(TTA)7 40 128107398 128107437 TTCACTTGACACCTTCACGC GAAAAACACAAAGCTTGCGA 229

Ai06B28909 Araip.B06 28909 p2 (GA)6 12 128108122 128108133 TGATTCGCCTCTCTTTTGGT CGTCATTAAGGAAGTTCCGC 262

Ai06B28910 Araip.B06 28910 p2 (TA)15 30 128114554 128114583 TGACTTGCAAAGTGATTGCC GCGTCTGGAGACCATCCTTA 243

Ai06B28911 Araip.B06 28911 c (A)11tttgcggcgcaaatctatgtaggattt(A)1149 128115849 128115897 AACTGATTTTACGGCGGTTG GCTCATGTATGAAATTGCGG 136

Ai06B28914 Araip.B06 28914 p2 (AT)6 12 128129444 128129455 TTCTTGAACCATAAGAAAAGAGACC GAGCACAACATCATATGGCAA 175

Ai06B28920 Araip.B06 28920 p3 (AAT)6 18 128139542 128139559 GCAATTGCAAGACATGGAAA TCGAATATTATGGCCACGAAG 266

Ai06B28922 Araip.B06 28922 p3 (GAA)5 15 128143025 128143039 GAAGAAGAATTTGCGTGCG GCACCTCCTTCTCCTTCTCC 208

Ai06B28923 Araip.B06 28923 p6 (GAGAAG)5 30 128143169 128143198 CGCGAATTTGGAAGAAGAAG GCAACTTTTAAAATCACGCACC 208

Ai06B28924 Araip.B06 28924 p2 (GA)6 12 128145658 128145669 CATCGGATGAGCAGAGTGAA CTCTCCATTCCCTTTCTCCC 126

Ai06B28931 Araip.B06 28931 p2 (GA)6 12 128161624 128161635 AATTTGGGTGCGAAAATCAC AAACCCCCATCTTCCAAATC 159

Ai06B28932 Araip.B06 28932 p2 (AT)9 18 128163536 128163553 TTGTGTTTCTTTCAATATAGGCTTTG TGCTGAGCAGTGTAAACTAAAATCA 233

Ai06B28935 Araip.B06 28935 p2 (AT)6 12 128165948 128165959 TTGAGCATTCGAAGTTAAGGC GGGGACGGAATGATGAGTAA 180

Ai06B28937 Araip.B06 28937 p2 (TC)12 24 128179307 128179330 CGGGCAAAAGAATGACAAAT GTGACGGCTTCGACTAAAGC 179

Ai06B28939 Araip.B06 28939 p3 (ATA)5 15 128199836 128199850 GAAATGCCTTCCTGTTGAGG CCAGAGAGAATTGCGAAAATG 220

Ai06B28940 Araip.B06 28940 p2 (TC)8 16 128201191 128201206 TCACCAACCCCAATCTCAAT ACCATCATCTCCTTACCCCC 141

Ai06B28948 Araip.B06 28948 p3 (AAT)7 21 128224826 128224846 GATCCTGGGCCTTATTCGTT ATCCCCAAGGTTTTACTCCG 246

Ai06B28950 Araip.B06 28950 p3 (AAT)5 15 128229448 128229462 TCACTCAAGTTTGACTGGATACTCA CGAATCGAACCCATTGTTTT 250

Ai06B28952 Araip.B06 28952 p2 (AT)8 16 128230936 128230951 CTCCCGCATAATCCACCTAA GAGCAAGGGTAAGCTTCGTG 258

Ai06B28953 Araip.B06 28953 p4 (AAAT)5 20 128232240 128232259 TGGCAAGGTATTGTTGCTTG TTGGGAACTGGAAGAAGAGG 276

Ai06B28955 Araip.B06 28955 p2 (AT)8 16 128233705 128233720 CCACATCAAAATGTCCACCA TTGTTAATCACCTCTTCTTGATCTTC 269

Ai06B28966 Araip.B06 28966 c (TAT)5ttttattttttctgaaaaatgttctccaaaattacatatta(TCTT)576 128262889 128262964 TATCATCACCATCGTCCGAA CCTCGCTTGTTAGTTTCCGT 220

Ai06B28978 Araip.B06 28978 p2 (CT)7 14 128291879 128291892 CGTTGCCACTCCTACGATTT AACCTTCTTAATGCGGAATGA 174

Ai06B28982 Araip.B06 28982 p3 (TCT)5 15 128292772 128292786 CTATCTTCTTCGCTCCACCG TCGTCTAAGTGGAGGTCGCT 203

Ai06B28996 Araip.B06 28996 p2 (AT)7 14 128318680 128318693 AGCCAAGACAAAAGCAGGAA TCTCAGTGGAGGGGAAGAGA 164

Ai06B28998 Araip.B06 28998 p4 (AAAT)5 20 128320932 128320951 TTGGGTTGACATTTTTGTGC CTTCCAAAAGCCACCTATGC 230

Ai06B29002 Araip.B06 29002 p2 (TA)7 14 128323231 128323244 TGTCATCGTCTTCATGTCTCG TAACGGCAACTCTGCACTCA 125
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Ai06B29003 Araip.B06 29003 c (A)11gggaaggataagttgaactgctgtaccattaatcttattttcttaaattttttagaaaaattttagtgttaggtcatgaatttataaac(T)10110 128324042 128324151 CAAGCATCATGTTGGAATTTT ATGTCGGTTTGAAAGGAGGA 250

Ai06B29004 Araip.B06 29004 p3 (TTA)6 18 128325898 128325915 GAGGATCCTGAAGGAAATATTGG GCGAACTTGCACTATCCACA 198

Ai06B29012 Araip.B06 29012 p2 (TA)7 14 128343429 128343442 TGCAAAATTTGAACAATTTACCAT TCCAGCCAAATTTCCTTCAT 190

Ai06B29022 Araip.B06 29022 p2 (TA)8 16 128380352 128380367 GCTGAATCTGGGGACCACTA TTGTCTTCAGATGCAGGTCG 252

Ai06B29023 Araip.B06 29023 p2 (TA)7 14 128390652 128390665 TTTTCTCCTCGCCATTTGTT ATCGCACTAAAAGTCCGAGC 244

Ai06B29029 Araip.B06 29029 p2 (TG)9 18 128402042 128402059 TTCAAATGCCAGACAAGAGG GAGCATCATTCGGGAGAAAA 199

Ai06B29032 Araip.B06 29032 p3 (TTA)7 21 128409282 128409302 ACAGCATCGCTTATGACTGC ACATGGTTGCTCGAAGCTCT 280

Ai06B29034 Araip.B06 29034 p4 (AATT)5 20 128412898 128412917 TCCACTTTAATTTTTCGTGCAA CACGGCATGCTTCCTTTTA 279

Ai06B29039 Araip.B06 29039 p2 (TA)7 14 128423496 128423509 CAATAATGCACTCGTTATATATTTTGT TGATCGATGTGGAGAATTGTG 278

Ai06B29040 Araip.B06 29040 c* (AT)8(TATG)12* 61 128429247 128429307 GCTAGGCGTCTGGACTTCTG AAACCAAGACTGGCTGGAGA 257

Ai06B29043 Araip.B06 29043 c (GA)7ggaggggaagagaaaaggagagagaagaagagagagatagaggggaagagagataggggagagagg(GA)794 128433173 128433266 ATGGGGAGAAAGAGCACAAA CCCTCTCTCTCTTCCCCTCT 233

Ai06B29044 Araip.B06 29044 p2 (AG)13 26 128433447 128433472 GGGGAAGAGAGAGGGAGAGA TGCCTAAATATGGCGTAGGG 275

Ai06B29045 Araip.B06 29045 p2 (AG)8 16 128433860 128433875 ATTCCCACTTTATCCGCCTT CCTTTTCTCTCCCCATCCTC 226

Ai06B29047 Araip.B06 29047 p2 (AT)10 20 128439655 128439674 CACATTAAAAATAAATTAAACTACGCA TTCGTACACTAAAACCAATCACTAAA 268

Ai06B29049 Araip.B06 29049 p3 (TTA)6 18 128442485 128442502 TTCATGCTACCATCAACGGA GCACTTTTCAACACTTGGCA 275

Ai06B29050 Araip.B06 29050 p3 (TTA)6 18 128442782 128442799 TGCCAAGTGTTGAAAAGTGC ATATGTATGTCCGGTGCGTG 277

Ai06B29051 Araip.B06 29051 p3 (TCA)5 15 128445094 128445108 AGTAGTGCCGTTTGGGTCAC CCAAATATGACTTAACTAATCCCCTC 173

Ai06B29052 Araip.B06 29052 p2 (TA)16 32 128445678 128445709 TATCCACTGCGGGTAGGGTA TGTGGGCTCAACACTCACTT 250

Ai06B29053 Araip.B06 29053 p2 (AG)6 12 128455043 128455054 AGAAGGAGAAGCCTCCAAGG AAGATGGATGGCTCGAATTG 175

Ai06B29055 Araip.B06 29055 p2 (TA)7 14 128458883 128458896 GCAATTGCGGCTGTAAGATA ACCCTAAGCCCTAATGCACG 263

Ai06B29057 Araip.B06 29057 p3 (TAA)6 18 128463116 128463133 TCCCACTCTCTTATCATTCCA TAGGCAAAGGAGGAGCAAGA 244

Ai06B29074 Araip.B06 29074 p2 (AT)7 14 128529073 128529086 CACATTAAAATCCAAACATATTAAACA CGAATTACGGGTATTCGACG 265

Ai06B29075 Araip.B06 29075 p3 (ATC)5 15 128530084 128530098 CTGCATTCGGACATGGATTA AGTTGTATGTGACGGTGCAAA 144

Ai06B29076 Araip.B06 29076 p2 (TG)7 14 128532149 128532162 TGCATGTGAAACAGAAAGTTCC GCTTGTGATGGATGTCTTGG 164

Ai06B29077 Araip.B06 29077 p3 (AAC)7 21 128533118 128533138 TCCATCGATCCAAGGAAATC TCGTAGTAGTGCCGGTGTTG 154

Ai06B29083 Araip.B06 29083 c (C)10aaacccctatctatgtggattaaacc(T)1046 128538945 128538990 CTTTGAAGATGCGGTCTGTG GAAACCCCAGGATTCACCTT 275

Ai06B29086 Araip.B06 29086 p2 (AT)6 12 128546508 128546519 GACTAATCCGTCGCGGTACT TTTTGTCTTTATTGGGCCTGA 200

Ai06B29087 Araip.B06 29087 p3 (ATT)7 21 128549286 128549306 TCAAATCCATCAATGCCTCA TGATAGCATTTTAGCAATGGGA 212

Ai06B29092 Araip.B06 29092 p3 (TTA)6 18 128553441 128553458 AGGTGAGGGAGGATCTTGGT TTTTACAGCCGCTTACAACG 233

Ai06B29093 Araip.B06 29093 p3 (GTT)6 18 128554239 128554256 TTGTGGAGCTTCTGAGAGCA GGCTTCACTTGCAGTTCCAT 221

Ai06B29094 Araip.B06 29094 p3 (ATT)5 15 128561243 128561257 TTATGCACCAATATGCACCAA GCTTATTGCTCAAACGCCAT 276

Ai06B29095 Araip.B06 29095 p3 (AAG)6 18 128561648 128561665 ATCCTCGTCAATGAAATCGC CCTTTCAACGCCCAATAAGA 251

Ai06B29099 Araip.B06 29099 p2 (TA)6 12 128574869 128574880 TAGCCAGTTGGGTGCTCTCT TCCCTTGAGCTCTGTGTGTG 237

Ai06B29102 Araip.B06 29102 p3 (GAA)5 15 128592021 128592035 CCACACTCACATCCGCATAC TTAGTGCAAACCCCTTGGTC 254
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Ai06B29108 Araip.B06 29108 p3 (AGA)13 39 128617486 128617524 TTACCTGGCGAAGCTGTCTT GACGCAATTTACCCTCGAAA 267

Ai06B29110 Araip.B06 29110 c (T)10gttatatcttaaagtgccatatga(T)1044 128628620 128628663 TTTGAGGGTAGGAACGGAGA AAATAGTTATGTGGCACTTTTAGTCC 279

Ai06B29111 Araip.B06 29111 p2 (TC)7 14 128630211 128630224 GAAGCGCCAATAATTCGTGT GGCACTTTTGGAGTTTTGGT 182

Ai06B29119 Araip.B06 29119 p4 (AATA)5 20 128662320 128662339 GTCTCCTGGAATCTGCTTGC GCTGTTGCTTATGGAAAGGG 156

Ai06B29124 Araip.B06 29124 p2 (TC)6 12 128674790 128674801 ACGACCCATATGCCATTAGC CAACCTTCACCTCAGCAACA 193

Ai06B29129 Araip.B06 29129 p2 (CT)13 26 128700094 128700119 CGCGCCCTTAATGGTTAATA ATGTGTTTGGGGAGTGGAAG 227

Ai06B29130 Araip.B06 29130 p3 (AGC)5 15 128708444 128708458 TTGTGCCTTTTCATCAGCAG ACATGGTAATAGCGCCCAAG 267

Ai06B29131 Araip.B06 29131 p2 (GA)6 12 128711698 128711709 CTGGCTGAGGAGACGAGTTC CCTCCCCCATTTTCTCTCTC 170

Ai06B29135 Araip.B06 29135 p2 (AT)6 12 128714097 128714108 ACACCGACATGCGAATTTTA CCATCACATGTCAACGTGTTC 277

Ai06B29139 Araip.B06 29139 c (A)10gaagaagaagaacaacaacaagacgttaaagaaggaaaagaaaaaaatgaactag(TAA)580 128729141 128729220 ACGTTTTCAATTTCGCTCAA TGCGCTCTTTCTCTTCTTCC 223

Ai06B29140 Araip.B06 29140 p2 (TA)7 14 128731146 128731159 TTTTCATCATATAAGGATCAACAAAAA GTCTTCACGGCTAAGATCCG 228

Ai06B29143 Araip.B06 29143 c (A)12taaataaacaaagtatatgaatgattattatttggtgcattatatggttagtggttttatggtcaaccaa(T)1496 128744919 128745014 AGAGCTCAAATTCGTGACGG TTGACGAGGTATCACTTTAAGCA 212

Ai06B29145 Araip.B06 29145 p2 (GA)7 14 128756616 128756629 AACGAAAGAAGGAGGGCATT TCTCTCTACTCACAGCCGCA 168

Ai06B29147 Araip.B06 29147 p2 (TA)6 12 128758684 128758695 CAAAACACCAAAATTACTGACCC CGATGCATTAAGCTGGAAGT 279

Ai06B29148 Araip.B06 29148 c (T)10aaattattttatctctttaatcttcttatcttttacggttttacctctttgactc(T)1277 128759774 128759850 TATGAAATCAGGGGTGGAGG TTTTTGTGAAAGAAGAATGAAATCAC 235

Ai06B29153 Araip.B06 29153 p2 (GA)6 12 128764326 128764337 GAAGAGGAGAGTGGCGATTG TCATCACTGTTGTTACGCACC 154

Ai06B29155 Araip.B06 29155 p3 (AAC)5 15 128769301 128769315 TCCTTCCCGAAAAACCCTAT AATGTGCGAAGGTGTGTGAA 109

Ai06B29167 Araip.B06 29167 p2 (TA)7 14 128803263 128803276 GAGGTTGGGTAGCATTCACCT TGGCACCTTTATCAAGCACA 223

Ai06B29170 Araip.B06 29170 p5 (GGCCC)5 25 128844403 128844427 AATTATGACAGGATCAATCGGA GGGTCTATTTTTGCGACCCT 180

Ai06B29176 Araip.B06 29176 p2 (CT)8 16 128862564 128862579 CCTTTTCGTCTCCGTCAAAC AGGGTTTTCCTTGGTTTGCT 278

Ai06B29179 Araip.B06 29179 p3 (TCA)5 15 128872591 128872605 CTCCACTTGCATTGCTCCTT GAATGAATGGCGAGTGACAA 187

Ai06B29186 Araip.B06 29186 p2 (CT)8 16 128885574 128885589 CCGGCGAACATTATCTCTCT TTGTTCCTCTTTGTGATTGGG 229

Ai06B29189 Araip.B06 29189 c (T)12actttccccctttttaag(A)1040 128891554 128891593 CAAAATCATTCCAACATTTCGAT TTTTCAGCATTTCAGTTTTTGG 174

Ai06B29194 Araip.B06 29194 c (A)12tataaatcaattcttcttt(A)15ccggaaactaatttctcc(A)1074 128897240 128897313 TGTTTGGGTGGGTTGTAGGT GGACCATGCAATAAGATGCC 258

Ai06B29198 Araip.B06 29198 p3 (ATC)5 15 128900163 128900177 TTCCTCCTCATCTTCTGTTGC CGAATGTAAGTTCATCCTCTTCC 220

Ai06B29201 Araip.B06 29201 c (CTT)5tt(TCA)5 32 128903010 128903041 TTTTCGGTGTATGTGTGCTGA TGCATTTCTTCGTCTTCTTTG 223

Ai06B29209 Araip.B06 29209 p2 (AT)8 16 128916510 128916525 CCCATGCTGCTTTTGTCTTT TTGTTTTTATTTACGTGAGTTCTCATT 245

Ai06B29213 Araip.B06 29213 c (A)10taaaagatattaatgtaatttcacttgattataattttttta(T)10atttattta(T)1081 128921761 128921841 CTTGCGATGAAAATGGATGA CTGTTTGGATGGAAGATGGAA 208

Ai06B29217 Araip.B06 29217 p3 (TTG)5 15 128930444 128930458 CGGATTCTTCTTCTTCTGCC ATGCCCCTTCTCCTTCTTTC 278

Ai06B29218 Araip.B06 29218 c (TAT)5taacaatttcaagc(TA)1763 128931770 128931832 TTGAAAACATAATGCCAATTTTT GCGGCTATGTAGTATTGCTCA 229

Ai06B29220 Araip.B06 29220 c (A)13cattcatttaatatg(A)1038 128934539 128934576 TTGTAACTGAGGCGCAACTG TTTTTGTATTGTAAATGTGAATGTCTC 272

Ai06B29229 Araip.B06 29229 p2 (GC)6 12 128968663 128968674 AGGGGTAAGTGTGGCCTTCT AGAGTTATGCCACCCCTGTG 172

Ai06B29230 Araip.B06 29230 p2 (GC)6 12 128968780 128968791 CACAGGGGTGGCATAACTCT CCATACAAAGCGAGCACAGA 225

Ai06B29231 Araip.B06 29231 p2 (GC)6 12 128968914 128968925 CACAGGGGTGGCATAACTCT CCATACAAAGCGAGCACAGA 225
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Ai06B29235 Araip.B06 29235 p3 (TGT)8 24 128993770 128993793 TTTTCCTGGCGGTTTGATTA CAGGGAGGAGCAAGTGAAAG 259

Ai06B29238 Araip.B06 29238 c (A)11ttannnnnnnnnacattaacttttgaaagatag(T)1155 128999323 128999377 TGAAACTTATGATTTGTTCGGG TTGTCTTATACAAAATTTCTCAAGGAG 265

Ai06B29242 Araip.B06 29242 p2 (AT)9 18 129006427 129006444 GGGTTGTGTGTTGGGGTACT ACCACGAACCTTGTCAGGTC 218

Ai06B29243 Araip.B06 29243 c (TA)6ttgtt(TA)8 33 129007600 129007632 TGATCGGCTTTAACTTCGCT GAGGCGCTACGACCTCTAAA 130

Ai06B29248 Araip.B06 29248 c (A)12ga(AAAG)5 34 129017483 129017516 TTTTCACCCTCAAACTCAAGTG CTATGGCTTATGGCGCTCTC 263

Ai06B29249 Araip.B06 29249 c (TTAT)5tacgtatacttcagttgacagaaacaaggttgtcctcaaatcaagtacggatcgtaggcctgcagcacagggatg(TA)13121 129021695 129021815 GGCTTGATCTTGTGGAGTTTT TCACTCTGAATTTCATCTCCAAA 242

Ai06B29250 Araip.B06 29250 p2 (TA)9 18 129022202 129022219 GAGGGAAAAGGAATAAACCAAAA TCGAAGTCCATCCTCAGCTT 266

Ai06B29252 Araip.B06 29252 p3 (CAA)5 15 129029167 129029181 CCACTTGCAGCAACAATCAC GATGGTGCTCTTGCAGTTGA 138

Ai06B29255 Araip.B06 29255 p2 (AT)9 18 129036295 129036312 ACTTTCGCAATCTCGCATTT TTTTGATCCTTACGAATGATTGAG 158

Ai06B29256 Araip.B06 29256 p2 (CT)6 12 129036727 129036738 CCAAAAGCTTACCAGCCAAA GGTTTCGTGGATTTTGAGGA 252

Ai06B29264 Araip.B06 29264 p3 (ATT)6 18 129048815 129048832 GCCACCCATGTTTAATTCGT ACAAGCATTCACTCGCCTCT 182

Ai06B29265 Araip.B06 29265 p5 (TTTCT)5 25 129048955 129048979 AGAGGCGAGTGAATGCTTGT AGTGCCGATCCATTGTAAGC 129

Ai06B29269 Araip.B06 29269 p3 (GAT)5 15 129057058 129057072 TCGGATGGTTCATATTGAAGAG TGCTGCTGCTTCTTCTTTTTC 253

Ai06B29272 Araip.B06 29272 p3 (TTC)7 21 129061517 129061537 ATTCACGCGCTTTCATGTTT GGAGGAAGAGGTGGTGTTGA 106

Ai06B29276 Araip.B06 29276 p3 (AAC)5 15 129076543 129076557 TTGCATCAACTAATCCGTCG ATTCATGTAACCGACCCCAC 272

Ai06B29278 Araip.B06 29278 c (T)10cttctttttgatggttcgaaaaataaccaatgtccaagtgcaactaccacttatgaatgaactgtaatgccttcaacttaaaaatatgaacg(A)12114 129084320 129084433 GCTGACATGCTTGCTTGAA CCGTTGTTGACCATAATGTCTT 280

Ai06B29280 Araip.B06 29280 c (A)12gctaaaatataaaaaagatttttaaaaattttaaatattttttatattaaatattggctacaatattagtttttaatattggctctcaatac(T)12116 129087522 129087637 GGTAAAACATTAAATAATATCCAAACG CCAACCCTGAAATGTGTATGG 243

Ai06B29281 Araip.B06 29281 p2 (TA)7 14 129087936 129087949 CAAAAGGAAACTTGGATGACG GGGCATCTTGCGTAAATACA 279

Ai06B29283 Araip.B06 29283 p2 (TA)7 14 129089171 129089184 CAAAAGGAAACTTGGATGACG GGGCATCTTGCGTAAATACA 279

Ai06B29285 Araip.B06 29285 c (ATT)14atagatgcgtatccaaattcattactcttctcaatttttatttattttaaatacacttgaaggactggaacaacagctagtcaaatagaatagaag(A)10148 129091619 129091766 TCAACCACACAACCTTTCGAT CCACCTACTTGTCATTAGGCAA 259

Ai06B29286 Araip.B06 29286 c (A)11catcataatgcttaacaaaagaaatattcagttatattttgacaaaaataattagatatctataaaatt(A)1191 129095191 129095281 AAGAGTGGTGGAGCACGAAT GGATGTTTTTCTGCTAAGGATCA 257

Ai06B29290 Araip.B06 29290 c (A)10gaagaattgtgatt(A)1337 129102878 129102914 GAAGCGGGTCAAAGAACAAG AAGGTTCGTTTTGTTGTCGG 197

Ai06B29291 Araip.B06 29291 c (T)10aatttacttttcaccttctttcgcttccaaccaaattcaatcct(TTC)569 129103048 129103116 CCGACAACAAAACGAACCTT TGTAGCGATGCCACTCAGAC 274

Ai06B29293 Araip.B06 29293 p3 (TGG)5 15 129107202 129107216 GGTCCTTGATCAACAATGGG AACTTCCTGCTGCAGCTACC 155

Ai06B29296 Araip.B06 29296 p2 (CA)8 16 129118869 129118884 CAACAACACCGCATTTTCAC TCATGGACCCTCTAAATGGC 268

Ai06B29299 Araip.B06 29299 p6 (TTTCTT)5 30 129119564 129119593 GTTCGTTGCGATCTCTGTGA CAATTGATTTTGGTTTGGGG 270

Ai06B29301 Araip.B06 29301 c (TTC)5tcacgctcatttacgcacggagcgtcttcttctttaccttcttcttcgccttcttcttcgcgttt(CTC)595 129125545 129125639 TTCATCCAAGTAGGCCCATC TGCATTTAGTCTGTGCTTGTTTT 233

Ai06B29302 Araip.B06 29302 p3 (GAA)5 15 129126500 129126514 AAGAAGAATCTGCATGTGCG CCCTCCTCCTTCTCGTCTTT 150

Ai06B29304 Araip.B06 29304 p3 (TTC)6 18 129136183 129136200 ATTCCAGAATTACCCCCACC CAGCAAGTTCATTGAAGCCA 225

Ai06B29305 Araip.B06 29305 p3 (ACC)6 18 129137502 129137519 ATGTTGGGGTCAGAATCGAA GCTGCTTCTTGCTTTTTGCT 219

Ai06B29306 Araip.B06 29306 c (T)11aattttataattttttattaaataggggtagtttatgaataaaattaaaaattttattaaaaatgacgattttaatacg(A)11101 129138454 129138554 GGTTGAAGAAAAGGTGCTGG CGTTGAGGGTCAGAATTGAAA 205

Ai06B29307 Araip.B06 29307 p2 (AG)7 14 129139881 129139894 TCTTAGGGAACGGACCACAA GGAGGTTCGAAAGAACGTGA 269

Ai06B29311 Araip.B06 29311 p3 (ATG)7 21 129145045 129145065 TCGTAGCTCACATCGTCGTC CTCTGTCTCGTTTGGCCATT 188

Ai06B29313 Araip.B06 29313 p3 (CAC)7 21 129148866 129148886 CTGCTCAACTCCCTGGAAAG GAGGAGCCACCTGTGATGTT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B29315 Araip.B06 29315 p3 (CAC)8 24 129159191 129159214 CGTTAATGCCATCAAACACG TAGACGAGCCACCTGTGATG 174

Ai06B29317 Araip.B06 29317 p3 (CAC)9 27 129162688 129162714 CGTTAATGCCATCAAACACG GGAGCCATCTGTGATGTTGA 173

Ai06B29318 Araip.B06 29318 p2 (AT)8 16 129166199 129166214 GATGGCCAAGCAAGTTCATT CTGAACGTGGGAGCTAATCC 228

Ai06B29319 Araip.B06 29319 p3 (AAG)9 27 129169342 129169368 ATGAAGGCGCTAGAAACCAA GAAAATGGAGGGAAGTGCAA 190

Ai06B29323 Araip.B06 29323 p4 (AAAT)7 28 129176912 129176939 GGGAGAGATCATTGTCCCTTT GAATTATTGACAATGTTCACGTTT 240

Ai06B29330 Araip.B06 29330 p3 (ATT)7 21 129183573 129183593 TTGGCTTGAGAGGTTGCTTT AATGTGCTGGGGTTCTGTCT 239

Ai06B29331 Araip.B06 29331 p3 (TAT)6 18 129184807 129184824 CCCCAACATTTTGTGGTGTA GAACCATCGCATCACTCAAA 109

Ai06B29333 Araip.B06 29333 p4 (ATTA)6 24 129187083 129187106 CCCCTCAATTCAGCCAATAA GGAAGTTGGGAGTTCAAAACA 191

Ai06B29334 Araip.B06 29334 p2 (TG)6 12 129190592 129190603 TGCCATCAATTATCTCGTAACC GCATCCTCTTTTGCTTTTTATC 207

Ai06B29340 Araip.B06 29340 p3 (TTA)5 15 129197710 129197724 CGTTCTTCTCTCTCACGTTCTTT CAAGGGGTATATATAAGTGCCAGAA 238

Ai06B29342 Araip.B06 29342 p3 (ATT)25 75 129202734 129202808 TCCAAACCCTACCCTACCCT AATCAATCAATCAGATGAAATCAG 259

Ai06B29347 Araip.B06 29347 p4 (ATTA)6 24 129220333 129220356 CATTATGGATCGCCCAATTT ATCTCATTCCCCCACGTACC 195

Ai06B29350 Araip.B06 29350 c (T)11(A)10 21 129233049 129233069 GCCATGTAAAGGATATGGCAA GCTTTGAAATTTGAGATGCAA 171

Ai06B29358 Araip.B06 29358 p2 (CT)6 12 129241659 129241670 ATTTGATGGACATGGGAGGA TTGCAGTGGTGGGTGATAGA 279

Ai06B29360 Araip.B06 29360 p3 (GAT)6 18 129244223 129244240 GCCACCATTGCCTTTCTCTA CATCACTACCACCACCACCA 273

Ai06B29362 Araip.B06 29362 c (CA)6(TA)8 28 129249148 129249175 GGATAAAATTCTCCCGAGGC GGATGGAGTATGGACAGCGT 226

Ai06B29363 Araip.B06 29363 c (T)10caggg(A)10 25 129254012 129254036 ATTTCCATGAGGACCAGCAT TTCAGTTGTATACCCGTGCG 279

Ai06B29377 Araip.B06 29377 p2 (TA)6 12 129327212 129327223 ATCCCAAAGCCTTCCCATAG AGGGTGAATCGTGCAAAAAC 238

Ai06B29380 Araip.B06 29380 p3 (CCA)5 15 129337867 129337881 TTCCATTGAAGGGGTAGCAG TACTCGCCCCCTATCTTCCT 192

Ai06B29384 Araip.B06 29384 p2 (TC)7 14 129349032 129349045 CCCACCATTGAGCTTCTCTT GCTTCCCCAAAACAACAGAG 155

Ai06B29389 Araip.B06 29389 c (A)11ccctaaagttgatcaaggaaaagaaagattaaatttacccattgtttggttccc(A)1075 129356962 129357036 AGCAATTTATGGAATGCCCA CCCATCCTCTTTCTGCTGTT 150

Ai06B29390 Araip.B06 29390 p2 (AT)7 14 129362242 129362255 TTTTTGTCACGTTCTGAAGCA GCTTTTGTGGTGTAAAGGTCG 241

Ai06B29394 Araip.B06 29394 p3 (AAT)26 78 129375453 129375530 TCGGTTTGATTTTCGATTCC GGCAGAGGGGTTTCTTTCTT 231

Ai06B29397 Araip.B06 29397 p2 (TC)6 12 129391238 129391249 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 266

Ai06B29400 Araip.B06 29400 p2 (CT)6 12 129398494 129398505 TGGGACACGTCAAAGAAACA AAAGTTGTGCTGTGCTGTGC 144

Ai06B29401 Araip.B06 29401 c (TCT)5ttcttttct(TTA)1260 129398673 129398732 GCACAGCACAGCACAACTTT CAGAGAAACACGAAAGACCCA 243

Ai06B29404 Araip.B06 29404 p3 (ATG)7 21 129402826 129402846 CCGAGGTGTTGCTACAAAAA TTCCTTTTGCTCCTTCTCCA 279

Ai06B29408 Araip.B06 29408 p2 (AG)6 12 129453810 129453821 TTTGTCCTGCATCTGTCTGC GTCCTAGGAAGCTGTGTCGC 244

Ai06B29409 Araip.B06 29409 p2 (AG)9 18 129453990 129454007 CGACGAACAGAGGAGAGGAG CGAAACGAGCCCTAAATCAG 233

Ai06B29411 Araip.B06 29411 c (A)12gcaaggctgcatagtgacaaga(T)1246 129463587 129463632 TGTGTTCAGTTTTGGCTGTGA CAAGCCGGTCACTCAAACTT 144

Ai06B29412 Araip.B06 29412 p2 (TA)6 12 129464050 129464061 TTTTAACCGCCGAAACAGAG TGTTGGAGGAGCTAACCACA 267

Ai06B29413 Araip.B06 29413 p2 (AC)6 12 129466150 129466161 CACATGAGGATTGAGGACACA ATGCAAGACAAATGGTTCCC 129

Ai06B29416 Araip.B06 29416 c (T)11aattcaaaacgacgtcgttttgaggttccggacgtttgacg(T)1163 129471922 129471984 ACGACCACGTTTTTCTACGC CGAAGTTGCACTCCGAGACT 206

Ai06B29439 Araip.B06 29439 p2 (AT)6 12 129530117 129530128 GAAATCCTTTTCTGTCTTTTTGG TGATGGGTTTCAGGTTGTTG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B29440 Araip.B06 29440 p2 (AT)8 16 129530440 129530455 TTGCATCATGCTGCTTTCTC GGAAACAAGGAAAACTCTGGG 256

Ai06B29446 Araip.B06 29446 c (ATT)6tgttcatgttttaacaatacgtg(A)1354 129545761 129545814 CAATTACAGCGAGAGAGTGACA CAAAGTCAATTCGACCCAA 280

Ai06B29448 Araip.B06 29448 p2 (AT)7 14 129546244 129546257 TGAAGGTATAAACTGCAGATAAACAA TTGAAGGCTAATAATGAGAGCAAA 276

Ai06B29449 Araip.B06 29449 p2 (TA)6 12 129547264 129547275 ACATCAATGCTTAGAGCGGC TCAATCTTAGGCAGGGTGCT 237

Ai06B29451 Araip.B06 29451 c (CCT)6tcccaccaccaacccatta(TTC)552 129551549 129551600 ATACTAACGTGGCCGTTGGA TCGACCAGCTCTTCAACCTT 178

Ai06B29452 Araip.B06 29452 c (AGA)18atgggatggtggtgggaaggaagagt(AGG)8104 129552041 129552144 GGGTCGTACTCTCTTGCGTC GAAGAGAGCTTTGACGGTGG 226

Ai06B29458 Araip.B06 29458 p3 (CAT)12 36 129579613 129579648 CACCTCCTCCTCCTCTTCCT GCACACAAACAAGACTGAATCG 263

Ai06B29461 Araip.B06 29461 p3 (AAC)5 15 129581590 129581604 ATTTGGACTCGTTGTCCTGC TCCTCCTCCTCCTTCTCCTC 216

Ai06B29462 Araip.B06 29462 p3 (AGG)5 15 129581735 129581749 ATTTGGACTCGTTGTCCTGC ATTGTCGCCGTTGTCTTCTT 247

Ai06B29467 Araip.B06 29467 p2 (TA)8 16 129587015 129587030 TTTTGCCTTTTTACTGCAACTG ACAGCGATGGCAGAGAATTT 241

Ai06B29470 Araip.B06 29470 p3 (TCA)6 18 129593535 129593552 TTGTTGTGCTTTGGTGCTTC TGATGATGATGAGGTTGGGA 272

Ai06B29476 Araip.B06 29476 c (T)10agtaa(TTAT)535 129600785 129600819 TTTGGTTTTGGCACATTTCA AACGTGGTACCTGCAAAAGG 157

Ai06B29477 Araip.B06 29477 p3 (ATA)15 45 129604389 129604433 GTTTGGTGGTTACTGCTCGG AATTCTCTTTCACTCACTCGTCTT 267

Ai06B29478 Araip.B06 29478 p3 (GCT)5 15 129610402 129610416 CTGCCAGCTCCTGCTACTCT TAATGAAGGTGCTTGCTCCC 260

Ai06B29480 Araip.B06 29480 p2 (TG)6 12 129611995 129612006 GAACTTGTGGAGACATCGCA ATTCGGAGACCAACTCATGG 263

Ai06B29481 Araip.B06 29481 c (TGT)6(TGC)5 33 129612441 129612473 TAGCCCATTGGTACCACCAT TAAGGCTAGGGAGCAACAGC 232

Ai06B29486 Araip.B06 29486 c (T)10catacacaagcaagtaataataaaattacttctctctgcgat(TC)6tttatttttaatacttctttctatctttgtatatatatacacaatacaacatataattttat(TA)6138 129633952 129634089 AACCTCCGTGAATGTAACACAA TGATACATATGTCTGTTATGTTGTGAA 280

Ai06B29492 Araip.B06 29492 p3 (AAG)5 15 129649023 129649037 ACCTTTCACTTTCTCCTCTGAGT CGATGTCAAATTTCTTGAATCGTA 273

Ai06B29493 Araip.B06 29493 p2 (TG)9 18 129650397 129650414 TTGGTGATTGGGTAAGGTGAG AGCAATGACACCCAAACTCC 235

Ai06B29497 Araip.B06 29497 p2 (TA)8 16 129666418 129666433 CAGTTTGAGTTCAAAGGTGAAGAA CGTGCCAGGGATTATTTTGT 252

Ai06B29499 Araip.B06 29499 c (ATA)6atttgatta(AAT)542 129669125 129669166 TTGCAGGATTTTTCAGAGCA TGAGTCCCCTTGGTCAATTC 200

Ai06B29501 Araip.B06 29501 p2 (AG)7 14 129671894 129671907 TAAATGCATGGAGAGAGGGG TGTTTGTGTATGAATTTTTCAGCA 163

Ai06B29517 Araip.B06 29517 p3 (CTT)8 24 129718409 129718432 AAACACGCGCTTTCTCAACT TCACGATGAGGATGAAAACG 188

Ai06B29525 Araip.B06 29525 p3 (TAT)5 15 129740966 129740980 ACGATCTTCGAAAACCCCTT AAGCAAGCATTTCATCCAGG 234

Ai06B29529 Araip.B06 29529 p2 (AT)8 16 129747305 129747320 TGTTGTTTTTGTTTAAAGTGTGGC TTGGCTTGTCATCAAGATCATAC 234

Ai06B29531 Araip.B06 29531 c (TA)10tgcattaattaccgcaacattatgtcattattattgccacaccgatcactggtcatgaggtttctaccatcacaatgaaatggcctttttgga(T)10123 129751769 129751891 CATGGATGCCAATACCTTCC AATCAAACATCTCTAAACCCCC 280

Ai06B29532 Araip.B06 29532 p2 (TA)7 14 129752623 129752636 TGGGACAAATAGTCGATGCC TTCACTAGGTGTGCGGATGA 187

Ai06B29538 Araip.B06 29538 c (T)10aaacttaaaattattagtttcgattatagtatattttcaaagttttatccaaatataattattttctgtttgtttttgaaaag(A)10103 129760150 129760252 TCATAAACTTCAACATATTGTTTTTGC TTTTCGGTCATATCCGATCC 272

Ai06B29541 Araip.B06 29541 c (T)10aaaagtgaatacccaacttgatttctaataattttttttaaggattacgaggctttcagc(A)1383 129767014 129767096 TGAAGTGTTGAAACCAAAATTGA AAATGACACTTAACAGACAGAGCAA 271

Ai06B29543 Araip.B06 29543 c (TC)6gtaattacatagtaaacaaaacatcaatgcgctctttaattctaa(CT)771 129770533 129770603 ACAGCTGCCCTCACTACCAC AGAATCCTCTCCCACGTCCT 155

Ai06B29544 Araip.B06 29544 p3 (GCA)5 15 129770764 129770778 ATCACTTCCGGTCAGTACGC ACAGTTTTGAAGCTGAGGCG 233

Ai06B29547 Araip.B06 29547 p2 (AG)8 16 129781035 129781050 TTTCCCTGACATCGTCCTTC AATAGAAGGGGCAGTTCGGT 176

Ai06B29548 Araip.B06 29548 c (CTT)6gctgcacgttcttcttcctcttcctcttcttcttcctcttcctcttcctcttcttcttctt(TTC)7attgcaccttcttttcttt(TTC)7tgcacgttcttcttctttcttt(TTC)19219 129781770 129781988 CCACATACTGTTACGGCACG AAACAATAGAAATCGAGAATAACGAAA 278

Ai06B29549 Araip.B06 29549 p3 (GAA)6 18 129782615 129782632 CCTCCTCATCTTCTGCTGCT CCCTCTTGTTGCACGTTCTT 195
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Ai06B29550 Araip.B06 29550 c (A)10cgaagaggaagaggaagaggaagag(GAA)550 129782748 129782797 AAGAACGTGCAACAAGAGGG CGCGCATTAACTCATTTTGA 171

Ai06B29552 Araip.B06 29552 c (T)10aaataaaatttatcttctatcaaaaaagccatgcatggcataataaaagaattaatttcacttacgttag(T)1090 129792359 129792448 GAGTCAAAAACAGATAACTCACAATG TGTTCCTCAAATATTCAACAACTCA 241

Ai06B29553 Araip.B06 29553 p2 (AC)9 18 129796287 129796304 TCACCCTCTTTCATTGCCTC ACAAAGTGGTCGTTTGGCTC 123

Ai06B29554 Araip.B06 29554 p4 (TTAA)5 20 129796439 129796458 TTGTTCCCTTCCACAACACA ACGTGAATTATGAAGGCCCA 219

Ai06B29556 Araip.B06 29556 p2 (AT)6 12 129807981 129807992 AGTCAAAAGATAATTTGCATCCTC TGGCGCTTTCTTCTTTTCAT 237

Ai06B29557 Araip.B06 29557 p3 (GGC)5 15 129815971 129815985 GCAGAAGTTCAAGCAGAGCA CCCCTCCCTTCAATTTTTCT 157

Ai06B29558 Araip.B06 29558 p4 (TTTA)5 20 129823977 129823996 AGCACGAGTACCTCCCTGAA TCCCATCCATCTCAACAACA 147

Ai06B29561 Araip.B06 29561 p2 (TA)7 14 129828704 129828717 ATTGCACGACTGTTGAGGTG TTTTTGTGAAATTATTGTTGAGTTGA 208

Ai06B29562 Araip.B06 29562 p3 (ATG)5 15 129832300 129832314 GAAAACCTGCAAGGCTGAAC TCTGTGCCTTTGGAAGGTCT 180

Ai06B29563 Araip.B06 29563 p3 (TAA)5 15 129833798 129833812 CCACAATTGTCAATGCATCA AGGTTGCTCAATTAGGTGGC 207

Ai06B29564 Araip.B06 29564 c (TG)7(AG)7 28 129836689 129836716 TCATCCCTTGCTGTTGTTGA TCCATCAGGTGAATGTCCAA 187

Ai06B29565 Araip.B06 29565 p6 (TGCAGG)5 30 129838004 129838033 TCCAACATTTTGATGCGGTA CCAAAGTGGGTTCCTCGATA 244

Ai06B29566 Araip.B06 29566 p2 (TC)7 14 129839610 129839623 TCTTCAAAGGAAAATGTGACCTC TGCGGATAGTAAAGACAACGG 272

Ai06B29568 Araip.B06 29568 c (A)11cttataagacttgctg(A)1037 129843878 129843914 TGAGCTTTGGAGAGTCCATTG TTCAGCGGTACGAGTTTAATGA 203

Ai06B29569 Araip.B06 29569 c (TGT)5ta(TTG)5 32 129848021 129848052 CAGCCTCAGACCAATACGGT TCAACACCACTACTCGCAGC 235

Ai06B29574 Araip.B06 29574 p2 (TA)6 12 129852909 129852920 TTTACATTGAGCTGCCTCCA TCATTTCAAGGGACAGCAAG 214

Ai06B29579 Araip.B06 29579 p2 (CA)6 12 129857439 129857450 CACAGATTCAAGATCAAGTCCAA TTGTTTGGGTCAGTGGTTTT 280

Ai06B29584 Araip.B06 29584 p2 (TA)23 46 129885033 129885078 AATTTGCCGTGACATTGATCT CACACCGCCTTCTTTTCAAT 264

Ai06B29589 Araip.B06 29589 c (A)12gaattttaataatttttaactgggtaatcagagagatgttgcaggccacatggcatcaga(T)1082 129891166 129891247 ACTCCAATAAGCCATGCACC TCTCCCCAATCCAACACTTG 267

Ai06B29596 Araip.B06 29596 c (T)11atggttcagctaaactctctcttgctcacaccttttc(T)1159 129895839 129895897 GCTCAAATTTCTTTTGGGCA CTTTGGCATACATCAAGGGA 270

Ai06B29598 Araip.B06 29598 c (TGG)6ttgtatggtgttgttgctgttgtttggtgttcttggtgttggtgttggttggtgttggtggtggtgtttgtgtttgtgt(TGG)6115 129899861 129899975 TGCTTTCTTGCTTTCCTGCT CCACCAACATTACCACCACA 267

Ai06B29601 Araip.B06 29601 p3 (AAG)6 18 129917834 129917851 GAAGAAACACATAATGCTGCAAA AATCAGGCACCAAAGTCAGC 269

Ai06B29602 Araip.B06 29602 p3 (GAG)7 21 129918885 129918905 AAGGAGGAGAAACACGACGA TAACATGCGCATCACGTTTT 209

Ai06B29603 Araip.B06 29603 p4 (TTAT)5 20 129919937 129919956 TGGTTTTCGGATGATTTTGA ATAAACGTCGATTTTTGGCG 269

Ai06B29612 Araip.B06 29612 p2 (AT)12 24 129935665 129935688 GGATGGTTTTGAATGATTTGG TGGCCTCTGCTTTTTGAAAT 218

Ai06B29618 Araip.B06 29618 p2 (AT)9 18 129944115 129944132 GACACGGGGATCTTCTCAAA TTGTTGTCCTTTGTATATTATGCTCA 264

Ai06B29628 Araip.B06 29628 c (T)13gcttttattttttcttcatctttccaaaaaatcgattcttc(T)1064 130022211 130022274 TCGAAAATATCTCATCCCTTTTTC GGGGAGAAGAATGTAGAAGAGG 230

Ai06B29629 Araip.B06 29629 p2 (TC)20 40 130022804 130022843 GGGTGATAACAGCGATTCGT CGGAAGGAGCTTCAAGTCTG 269

Ai06B29635 Araip.B06 29635 c (A)10gaaacgtaaagggaaaagaaaaaaaaattaaagcaaagg(A)1059 130041480 130041538 TACGGTATAAAGGGGAGGGG CGTTGCCGGAGATTGATAGT 204

Ai06B29639 Araip.B06 29639 p3 (TTC)6 18 130060980 130060997 CACCACTCACATCCATCCAC CTCGCCCTCAAGCAATAAAC 264

Ai06B29641 Araip.B06 29641 p2 (TA)7 14 130076740 130076753 TGTGTTAGACACAATTCTTTAATTTTC CAAGAAGAATTTCCTTCCACTATTC 279

Ai06B29643 Araip.B06 29643 p3 (AAT)5 15 130085818 130085832 TGTCCTTGCCATTTTTCTTCA GTACCCCAAGGCACATTGTT 279

Ai06B29644 Araip.B06 29644 p2 (CT)7 14 130087413 130087426 CTACCGTAGCACCATCTCCC AAGGGTGCTCTGGAATCTGA 229

Ai06B29645 Araip.B06 29645 p3 (GAA)8 24 130087839 130087862 GAAGAAGAGGGCAGTGATGC CTTTTGTGCATCAATGGTGG 230
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Ai06B29647 Araip.B06 29647 c (A)11catgaatagctttaattttggtttattctcaaattttttta(ATT)567 130089573 130089639 AAAAAGCACTCTAAAGATAAACGAGC GCCAAATTAAAGTCTCCACAAA 234

Ai06B29648 Araip.B06 29648 p3 (TTA)5 15 130095122 130095136 TCCAAACCGGAAGAATACAT CGCAAACATCCTGACTAAACA 280

Ai06B29649 Araip.B06 29649 p3 (ATT)6 18 130097456 130097473 GAACCGAACCGCAATAAAAA CCTCTCAATTCGCCTACTCG 280

Ai06B29653 Araip.B06 29653 c (TCT)7tacttgctttgaccctctctactctcactctcactgcatcattgttctctttttctctacagaataaaatctctgttctccgcgattaatttgcttg(T)10atgtttatttttg(TTA)7162 130120200 130120361 TTGTTCTTCGAAGGTTCTGGA ACGCTCCACACACACAAAAA 268

Ai06B29655 Araip.B06 29655 p2 (TA)7 14 130129391 130129404 CTGCAACTCCCTTCCAAAGT ATGACTTCCACAAAACGCAA 200

Ai06B29657 Araip.B06 29657 c (T)12agttacaaatttttgaaacaa(T)1043 130132700 130132742 TCAACAAAATTTTAACAATGCACA TGATTCCCTGGCTCAAGATT 274

Ai06B29660 Araip.B06 29660 p2 (TA)7 14 130139813 130139826 TCAGATTTCTTGGGGATTGC CATGACGCGATTCAAAATGT 199

Ai06B29661 Araip.B06 29661 p2 (AT)6 12 130140722 130140733 CATGGAATGTTTGTCGAATGA AGGGACAAAAACGATACATAAAAT 280

Ai06B29666 Araip.B06 29666 p3 (ATT)13 39 130148773 130148811 CGGCATGAAGATGCTGTTTA TCCCATGATTATATTGTTGATTGTG 262

Ai06B29667 Araip.B06 29667 p2 (AT)13 26 130150115 130150140 ATGGCTCTGGTATTTGGGTG TTCGGTTCGCTCATCTTTTT 280

Ai06B29670 Araip.B06 29670 p2 (CT)15 30 130174375 130174404 TGGCCAAGGCTTTTATCTTG TGTTAATGGTTGCCCAATGA 279

Ai06B29673 Araip.B06 29673 p2 (GA)6 12 130179088 130179099 GCGCATACTCATCACTGGAA GACCATGTTTGGGAGGTTTG 254

Ai06B29685 Araip.B06 29685 c (TC)7cccttccactctttctccccctcctccccctcctctctctcttatcctctcttccttttctctctctt(TC)10102 130216977 130217078 TCCCTTTCATTGCTTCGTTC GATGGGGAGAGAGAAAAATGG 277

Ai06B29686 Araip.B06 29686 p2 (CT)7 14 130217212 130217225 CCCATTTTTCTCTCTCCCCA GGGAAAGAAGGCAAGGAGAG 271

Ai06B29687 Araip.B06 29687 p2 (TC)6 12 130217366 130217377 CTCTCCTTGCCTTCTTTCCC CCTTCTCCTCTTTCTTCCCC 240

Ai06B29689 Araip.B06 29689 p2 (GA)11 22 130218038 130218059 GAGAAAGAAAGGGGAGGTGG CTCTCCTTTGCTTCCCCTCT 199

Ai06B29690 Araip.B06 29690 c (GA)7ggggaagcaaaggagagagagagggagaggggagagaaatagagagagggaaaggagagagatagagaggaa(AG)698 130218174 130218271 GGAGAGAAAGAGGGGAAAGG CCGGTTAACCAAAACCAAAA 276

Ai06B29694 Araip.B06 29694 p3 (CTA)5 15 130221926 130221940 ATATAGATGTTGCCGCCGAG AGGACGATCAGGAGCAGAAA 116

Ai06B29696 Araip.B06 29696 p2 (GA)8 16 130235162 130235177 GACGCGTACGCATAATTTGA CGTATGCATCAGCGACACTT 198

Ai06B29698 Araip.B06 29698 p6 (TGGGTT)5 30 130252013 130252042 CCTTTTCAAAACGACACCGT ATGGCTTAGCAGTTGGCAGT 254

Ai06B29699 Araip.B06 29699 p2 (AG)6 12 130252910 130252921 TTGGAAGCAGAGAGAAGGGA AACAGGGCACACACAACAAA 146

Ai06B29704 Araip.B06 29704 c (A)10ctattttctcaaacctcatttttcaactttaattattcaaatacgatttttttagagcaaattcgccgcatcccatgtttagagcaattttaac(A)10114 130272960 130273073 TGCATCTCTAGTAGACAATATAATGGA CCCTAAACACGATTTTTGAACTTT 280

Ai06B29706 Araip.B06 29706 p3 (AAT)7 21 130282956 130282976 TGCGAACTTGCACTATCCAC TTTCAAAATTACTAAATGTGCCAAA 217

Ai06B29707 Araip.B06 29707 p2 (AT)6 12 130286682 130286693 GATATAAGGGTGATCGGGCA AACCCGACAAGTCCAGTTTG 153

Ai06B29708 Araip.B06 29708 p3 (TTG)6 18 130287903 130287920 TCGTTGTACTGCACTGCTCC CACTGGACAACAGGGTGATG 240

Ai06B29713 Araip.B06 29713 c (A)11caaaaaaaggtaaagtgctaaaatataaaaaagcagaatagcgattac(T)1271 130295496 130295566 TGTGCAAGCTATGAAACATAAAA ATTGCCGGAGGTGTTTTGTA 280

Ai06B29716 Araip.B06 29716 c (TA)7cacatgcatagtaaacaatatacacacacatgcatagtaagccacgttctatctctttcttcgttctctcaatggcttcggccaatcttttcttc(T)11aaactt(TAA)11159 130299166 130299324 ATGCACTAAGCCACGTTTCC GTGAGATAAAATTGTAAGACTCCAAA 264

Ai06B29717 Araip.B06 29717 c (A)10tccaaaatcaaataaaatgaaacatctaaaatt(A)1053 130300203 130300255 TCCCATATAGAGTACGGGAACA TTTTAGGTTTTGGATTTTATTTTTG 203

Ai06B29718 Araip.B06 29718 c (A)11ttatgacacagttaaaaaatttttatgttaattttttattcttaac(A)11caaaaaacaagaatgaaaaactcaaacaactaaaaagaagaaatacatatacagtaaaatcactaaagaagaagaggaaaag(A)10160 130301899 130302058 TCGTTTTTCACCCTCTTAAACAA TTTTGCGTTCTTTCTCGTTC 273

Ai06B29720 Araip.B06 29720 p3 (TAA)5 15 130305116 130305130 AGTGACCAAGCATTTGGACC GGTTTGAACGGGAAATGCTA 238

Ai06B29721 Araip.B06 29721 p2 (AT)6 12 130307579 130307590 TTGATATTCGTTTGACATAAGTGTTTT AAAAACGAGCAATATTTCAGGA 247

Ai06B29733 Araip.B06 29733 c (T)10ctttttcaaaatattttatgttag(A)1044 130350962 130351005 TGCATTACTTGCAATGATATGTAAA CAAGAAGTATAAAACACGAGATTGAA 234

Ai06B29734 Araip.B06 29734 p3 (AAT)6 18 130351170 130351187 TTTCAATCTCGTGTTTTATACTTCTTG ATGTGAAGCACGTTGCTGAT 253

Ai06B29736 Araip.B06 29736 p3 (ATA)7 21 130355452 130355472 AAAAGGAAGAGTAAGCGCCA CCGCATAAAGCATAAGTGACC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B29743 Araip.B06 29743 p2 (AT)10 20 130386993 130387012 AAACTTTTTAAAATGAATTGGCA ATATGCGTGGCACCTTTAGC 211

Ai06B29747 Araip.B06 29747 p3 (TGA)5 15 130410536 130410550 ATGGCTAAGCTCAAAGGCAA TGTTTGTGACTTGGTCTCGG 231

Ai06B29748 Araip.B06 29748 c (T)10aataagaaacgacgtcgtttcaagcgaaggat(A)1355 130423427 130423481 TCCATTTCAGCAATCAGCAG AGTGTTGTCAGAACCGGACC 259

Ai06B29749 Araip.B06 29749 p2 (AT)6 12 130425564 130425575 CCAGCAAGAAACGAAGAAGC TGGTCGATCTGATTTGCATT 256

Ai06B29755 Araip.B06 29755 p2 (AG)6 12 130452168 130452179 TCACTGCGACACCTAGCAAC CCTCAACTCCATCCTCCTCA 243

Ai06B29756 Araip.B06 29756 p2 (CT)8 16 130455183 130455198 AGAAGCCGTAGCTGCAGAAG GAAGAAGAGCCCAACACGAG 242

Ai06B29758 Araip.B06 29758 p2 (AT)13 26 130457107 130457132 CCCTAATAAAGCTCCGCCTC TGAGAAGACACCACATTTAACTCAA 273

Ai06B29759 Araip.B06 29759 p3 (GCA)5 15 130458927 130458941 CCCTTACCAACCCTCACTCA GACTGTGCTTCCACTGCTGA 251

Ai06B29760 Araip.B06 29760 p4 (TTAT)6 24 130460357 130460380 ACTGTTTCCGCACTTCTTGC TGGTGTTTCAAAATTTCATCCTT 257

Ai06B29761 Araip.B06 29761 p3 (TTA)5 15 130462545 130462559 TTGCTGTCAAAGGATGACCA GGCAAGTGGGGTAGTTGTGT 273

Ai06B29762 Araip.B06 29762 c (T)12gaaaaataaattcattaaaattaactaaaaaataataattaaaaaatcaaatacaaataaaaaatagtcaaattataatataatttttttcgttatc(T)11120 130475683 130475802 ATAGATTGGCGGGTCAACAG CTAGGATTTGGAGCCCATCA 256

Ai06B29765 Araip.B06 29765 c (TA)9cttttaattcccgagatcca(T)1048 130481364 130481411 TCTTCCACAAAATTGGATGCT GACAAAGTTTGCTGAGGGGA 241

Ai06B29766 Araip.B06 29766 p3 (TTA)18 54 130481856 130481909 TGGCCAACAATACACGAAAA CCTCATCATCACGTAACCGA 231

Ai06B29768 Araip.B06 29768 p3 (ATA)8 24 130484547 130484570 CAACCTCTTGTGTTTCCCCA GGAAGATGAGAGAATGGAGTGG 277

Ai06B29770 Araip.B06 29770 p2 (TC)12 24 130485033 130485056 TACATTGCATGTGCCAACAA TTGGTTTGAGAAAGGGAAGG 131

Ai06B29772 Araip.B06 29772 c (GAT)5gaaagaacaagagaaaaaaaggaaaagaataaatcaaattagaaaaga(AGG)578 130489350 130489427 TTTTGCGTTTTGAATTGTGC TTGTTGTCATTGTCACTACCACC 261

Ai06B29778 Araip.B06 29778 p3 (CCA)5 15 130498184 130498198 TTCACCCAATGGAGGTTCTC ACGCATTGCCTCAATAAACC 244

Ai06B29781 Araip.B06 29781 p2 (AG)10 20 130504326 130504345 AGCAAAATAGCTTGGTTCCG GCAACTCCAATGCCAAGTTT 242

Ai06B29783 Araip.B06 29783 c (AG)6atctaagagaaagaaaagcgcagaattagaaatggt(GAA)563 130506884 130506946 CAAATCGGCACAAAAATCCT CTTCTGATCGTGATCCTCTGC 277

Ai06B29784 Araip.B06 29784 c (A)10ggaggtgaagaagaaagattgca(AG)1359 130507109 130507167 CGATCAGAAGATCCACCACA GCGACTTCACTCGCTATTGG 245

Ai06B29788 Araip.B06 29788 c (TTAT)5ttttgggttatccactggaccaaccttctttattcaatcattcagtgaaattttatacctttgaaaaacgc(A)15106 130512106 130512211 CTCTTGTGAGTTTGAGTTGGGA CCCTGCGTGTTACCCTTCTA 270

Ai06B29789 Araip.B06 29789 p2 (AG)7 14 130512550 130512563 GGGAGCGTGTTGAATGATTT CTTGGGACAAAGGAAAGCAA 254

Ai06B29790 Araip.B06 29790 p2 (CT)6 12 130518825 130518836 TGTCTGGTGTGCTCCAAAAG TGCAATATAGTCGGCTGCAC 247

Ai06B29791 Araip.B06 29791 p2 (CT)7 14 130523681 130523694 CTGGTGTGCTCCAAAAGGAC TGCAATATAGTCGGCTGCAC 246

Ai06B29792 Araip.B06 29792 p2 (TA)7 14 130527566 130527579 GCAGTTTGAGTGAAATGCTCC GCCATTACACGCGGTAGAGT 240

Ai06B29793 Araip.B06 29793 p2 (CT)20 40 130528536 130528575 TCAAGTTTTATTCTAGTGTTTGTGCAT TCTCACGGAATGGACATGTTA 278

Ai06B29794 Araip.B06 29794 p2 (CT)6 12 130529833 130529844 GGCAATGTTGGCACAAGTAA GCGCATACTCATCACTGGAA 270

Ai06B29795 Araip.B06 29795 c (T)12aaataaaatccaatttaatagtttcttccttttttggttatacttttttttaagatcacattattattttagtaattgatttggtgctgattcc(T)10116 130533128 130533243 TCCAATACAATATTTCCTTCCTTTTT AAAGATTTTGGTAGATTGAGGTAAGT 242

Ai06B29804 Araip.B06 29804 c (AT)10aaacaaaaatattataagtttgattttcttttacataggacaactggttaaatctactatactgtttttactttttatcc(A)12112 130563416 130563527 TTTGATGACTAATTTGAAGAACGAA CAATGCTTCATTTATTGCCG 240

Ai06B29808 Araip.B06 29808 p2 (TA)6 12 130573305 130573316 AACACTCACTTTGGCATCCAC CCACCCATGGATGTAATGAA 269

Ai06B29809 Araip.B06 29809 p2 (CT)11 22 130576337 130576358 AAATCCCTTGAAAGCCCTTG GCAATATAGTCAGCTGCACCC 272

Ai06B29811 Araip.B06 29811 p2 (AT)6 12 130582300 130582311 AGCAAGAGAGAGTTGTGAGCG TTGGCAATGCAAGACTGAAG 279

Ai06B29812 Araip.B06 29812 p2 (TA)9 18 130584052 130584069 CATGTCCATTCCGTGAGAGA CTACCCATGGATGCAATGAA 190

Ai06B29820 Araip.B06 29820 p3 (ATA)5 15 130592952 130592966 TCCAAATTCGTTGCTGATTG TTTTTGGCTGGTTTAACTAATTTTT 106
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Ai06B29821 Araip.B06 29821 p2 (AT)6 12 130601040 130601051 TTCCAGTATTTAGAATGCTTAACAAA CGTCCTACACCATCACCCTT 280

Ai06B29827 Araip.B06 29827 p2 (TA)7 14 130613372 130613385 TCAACACTTACATCAACACACGA ACACGGTGGCTTTGGTTTTA 248

Ai06B29833 Araip.B06 29833 p2 (TA)7 14 130619817 130619830 GGGTGATTGTTCATTTGGGT CGGCTCACTTCCAACCTTAG 212

Ai06B29834 Araip.B06 29834 p2 (AT)14 28 130620521 130620548 ACTCACGAGCTGGCTCAAAT TGAACCGAACTTGAGTTTGAA 269

Ai06B29840 Araip.B06 29840 p3 (CTT)6 18 130632592 130632609 GGAACTTTTGGAACCGACAA TGAGTGCAAGTTGAAAACCG 250

Ai06B29843 Araip.B06 29843 p3 (ATG)5 15 130641730 130641744 CAAGCTCTTCAAAGGTTCCG ATATTTCCGGCGATCAAATG 202

Ai06B29845 Araip.B06 29845 p2 (CA)8 16 130646345 130646360 TGGTGGGCTACCATTTGATT ATAGTGGAAACAAGCCACGG 274

Ai06B29848 Araip.B06 29848 p4 (TTTA)5 20 130653690 130653709 CATGATTGCATGAAGCCAAA AGGCATGCACTATGAGATGAA 220

Ai06B29850 Araip.B06 29850 p2 (TG)9 18 130660003 130660020 CACAAACCCAAAACAGTCCC CAACATCTCCCAAAATCGCT 229

Ai06B29852 Araip.B06 29852 p2 (AG)15 30 130666268 130666297 ATCCGAAAGCGAAACTCTCA TTCCAACTCCAATGGCTTTC 215

Ai06B29853 Araip.B06 29853 p2 (AG)6 12 130666507 130666518 CCATTGGAGTTGGAACGAGT CACAAGATTTAAGCGGCACA 273

Ai06B29871 Araip.B06 29871 p2 (AT)16 32 130686619 130686650 TTTGTTTGGTATATGGCACTGG TCGATAAATTATACCTTGAACTGGTC 202

Ai06B29873 Araip.B06 29873 c (T)10caattaagttctttttagtagtaattggcttaattttacagggacccaactaaaaaaaaattggtataaggaactaaataaaag(A)10104 130690221 130690324 ACTTTGCTATCACTCCTGACG AATTGAGTTCTTGCACCAAAA 274

Ai06B29875 Araip.B06 29875 c (T)14acttttggattattaaaaatcataatctgcatgtttgttaccattt(A)1070 130691740 130691809 AGCCCGTTTGAGAAGTAGCA TGGTGAAGGGTCAGTATTTTTCA 280

Ai06B29878 Araip.B06 29878 p3 (AAG)5 15 130696041 130696055 GGGTTTCTGGCTTTTCCTTT TTTGGTCTCCTACGTTTGGG 273

Ai06B29879 Araip.B06 29879 p2 (CT)8 16 130697233 130697248 TTGGATGGTGTGCAGTGTTT AGGGAAGAACCTTGAGCCAT 212

Ai06B29881 Araip.B06 29881 c (TA)7atatactttcttgttaagatttacaggtaaacgagaaaaaggac(TA)772 130703895 130703966 CGTTATCATATTCTTCATTGGCA TGTGTAATTCGAATCAGGTTGA 238

Ai06B29885 Araip.B06 29885 c (T)10aattttctatatatattctaataatc(T)1147 130707211 130707257 CCAAAGGCTACGCTTTTCAG TGTTGATATCTATGGGTACACGTTTT 209

Ai06B29887 Araip.B06 29887 p2 (AT)6 12 130713730 130713741 TGTTGCTGCTAGTGGCTTTG CGATCCAAATCGGATAATGA 247

Ai06B29888 Araip.B06 29888 p3 (TAT)5 15 130713971 130713985 CCGATTTGGATCGTAATTGAT TGGAAGAAATTGGAGGTCGT 275

Ai06B29893 Araip.B06 29893 c (CCT)5ccat(CAC)946 130716205 130716250 TCCCCATCGTATTTGTCGAT TCTGCTTCTGCTTGGATTGA 269

Ai06B29894 Araip.B06 29894 p3 (AGA)6 18 130716419 130716436 CACCACCACCACCAAAAATA TGTGCTTGAGCTTTTGCATC 273

Ai06B29895 Araip.B06 29895 c (A)10gatgggtcgggttagaattttaagtcctctgtaat(A)1055 130717232 130717286 CCTTCAACGTTAGGGACCAA AATCAGGAAGTGTGGGTTCG 172

Ai06B29900 Araip.B06 29900 p3 (AAT)5 15 130732613 130732627 TTTTCCATATGGTTTGCACC TCAGCACCACCACGTTCTAC 100

Ai06B29901 Araip.B06 29901 p2 (TC)9 18 130733515 130733532 TGCAAACCAAATAGAACTACAACA GCCACAAAGCGTCTTCTTTT 200

Ai06B29904 Araip.B06 29904 c (AAT)5(AAC)7 36 130741422 130741457 TCCGATCCGCAAAAGATTAG CCATGAGTCTCACTCAGCCA 171

Ai06B29907 Araip.B06 29907 p3 (GTG)7 21 130748712 130748732 AAGACATCAGCACAAACCCC AGCAAGCTTTCTGCCACAAT 179

Ai06B29915 Araip.B06 29915 p2 (TA)10 20 130761068 130761087 AGGAGCCTTGAAAATTGGGT TGTATTTTGGGTTTTCGGGA 233

Ai06B29919 Araip.B06 29919 c (T)10aatttttttagtgtatttgataaatttctagtaataaaagtaaaaacactagaaaaataaaaaatatcttttttgagaagttaccatttacattt(A)11116 130774372 130774487 GCTACTTTTAGTACTTGTTTGGGTG CTCAATTAAGAGGTTGCGGG 267

Ai06B29920 Araip.B06 29920 p3 (TAA)7 21 130781632 130781652 GGCTGCGAATTTGAAGTTTT TGACAGCAAGGAGAGGGTTT 229

Ai06B29924 Araip.B06 29924 c (A)10tcatatattgtagcctatttcttaatatgaaatgagaaacaaatattaaaaag(A)1073 130784881 130784953 TGGACTTTTCCCAGTTGACC GCAATCGTCTGATGCTTGAA 262

Ai06B29925 Araip.B06 29925 c (CCA)6acaccaacaccaccgccacagcctccaccaacagcaccaccaacaccaccaccag(CAC)588 130785515 130785602 CGTCCCTCGTCTAATTTTCG GTGAGGGGAAAGAGAAAGGG 264

Ai06B29926 Araip.B06 29926 c (T)10caatgaatattagttcctagccccattg(T)1048 130787376 130787423 ACCCATCTACTGCCCACAAC AAGGAAGATCAACGTGGTCG 264

Ai06B29929 Araip.B06 29929 p2 (AT)7 14 130792761 130792774 CACAGGGCAATTCCAAGAGT AACCATGTGTGTTATTTTTGTTAGC 241
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Ai06B29933 Araip.B06 29933 p2 (AT)8 16 130798911 130798926 TTGAAAGTCTCCCTTTTCTTTTG AGAACCAAAACCCAGCAATG 266

Ai06B29941 Araip.B06 29941 p3 (GCC)5 15 130808804 130808818 ACCTACGGTGGTTGCAAAAG AAGTTGAAGAAGAGCTGGCG 113

Ai06B29943 Araip.B06 29943 c (T)11caccggagagaatcctttcccctatataaatccatatccttatttca(T)1068 130816624 130816691 CATTGTGGTCTCTCACCTTTG ATGTTCAAATATGTGGCGCA 213

Ai06B29944 Araip.B06 29944 c (T)11caccggagagaatcctttcccctatataaatccatatcca(T)1061 130828509 130828569 CATTGTGGTCTCTCACCTTTG ATGTTCAAATATGTGGCGCA 213

Ai06B29945 Araip.B06 29945 p3 (ATT)5 15 130829633 130829647 CAAGCTCTCACTCTCATTCTTCAT GATTAGAAAGATAAGCGGTGAAAA 199

Ai06B29957 Araip.B06 29957 p3 (TTA)5 15 130859160 130859174 CGGAAAAACTTGGTTCTGGA GCGTACATGAAACAAACAAACAA 183

Ai06B29960 Araip.B06 29960 c (A)13tttctgcgaatattgagaagtatacccaaaaaatattttagttgacgtcatttttagtgaaatttgttttagcaatttaaagaataagaaaag(A)10116 130871420 130871535 CTCTGGCGTGTTGAAACTGA TCTCAACATTATCAATGTGCAATAAA 249

Ai06B29962 Araip.B06 29962 c (A)13gctgaaaaccattttttcttagaaaaatatttagaatttgaaaagataccaaga(T)1077 130874517 130874593 GCGAAAAGGGTTAATGTGGA CCAAAATCTTTGGAGAACGG 264

Ai06B29963 Araip.B06 29963 p2 (AT)6 12 130876339 130876350 TTTCATTTTGATAAATTGCCCA CAAGTGCGATTAAAAATAAAACAA 191

Ai06B29965 Araip.B06 29965 c (T)10gtacaagatagcttttacgggctcacgttatttttattactttgataataataattataataacagttca(AAT)17131 130881277 130881407 TTTTTGTTTCTTTTGTTGGATTTT TCGTACGAATCATCATACTAAATCA 233

Ai06B29968 Araip.B06 29968 p2 (GT)10 20 130887302 130887321 CTAATTCGGAGGAGTCGTGG TCGAGGGAGCATAATTCCTG 235

Ai06B29972 Araip.B06 29972 c (A)10gaaaaaaat(A)1029 130903360 130903388 ACTCTATATACGTGATCGTTGTCTTC CATTTGAACCCCTACGAAGC 257

Ai06B29973 Araip.B06 29973 c (A)10gaaaaaaat(A)1029 130904031 130904059 TCGTCCTGATCTATGTCTAAGTATTC TCAACGTTCATTCATGTTCAAG 228

Ai06B29974 Araip.B06 29974 c (T)12gtttttttcataaggaatcacttttgagttttgagtggagcactggagccggaaaaaagaggtgtttttttttggggtccttaaaaggaataaaac(T)11119 130906426 130906544 TTACAGCCTTTCAAGTCAGGG ACAGGTCAATCTGTAGGCCG 264

Ai06B29976 Araip.B06 29976 p2 (TA)8 16 130917711 130917726 TGTTCTTTTGCCCAACACTG GAAACAGCATGGAAAGGGAA 180

Ai06B29977 Araip.B06 29977 c (T)10ctctcatggatttaggatttaggaaatgat(A)1050 130918280 130918329 TCAAACCGACATTCAAACCA TTCACGTAAAATTGACTGCACC 234

Ai06B29979 Araip.B06 29979 p2 (AC)9 18 130925098 130925115 CACCACATCAAATTGCCTTG CCTTTTGGGACACTGTAGCC 205

Ai06B29981 Araip.B06 29981 p2 (TC)6 12 130928545 130928556 TGCTCAGCACTCAGCAGTAG TTGGATGCATTTTGACAAGC 258

Ai06B29985 Araip.B06 29985 c (TA)13tcttctagattgaaatttttagtttctctagtgtatgaggagaatgtttaggcacaccatttaacagggattaatattttcccttttttttcttttctg(A)10135 130945125 130945259 AATTACTTGAGTTTTTCGTTATTCCT TCGACACAATTTGAATCGCT 276

Ai06B29986 Araip.B06 29986 p4 (AAAT)7 28 130945752 130945779 TTCAGATAGGTATCCGCACATTT AGCTTGGATCTGATCTGCAA 280

Ai06B29989 Araip.B06 29989 c (A)10ttctcatgtaaccaaattcc(A)1646 130960403 130960448 CTCATTGATTGGGCCAGATT TGGATTTATTCCTTTGGGGA 202

Ai06B29993 Araip.B06 29993 p3 (GGA)5 15 130982404 130982418 TTTGAGTTCAGTGCATTTCTGA CCTCATCCTCCTCCTTTTCTC 280

Ai06B29994 Araip.B06 29994 c (GAG)5atagagatggtggtgtggtaatggtgacaacgataaaatgaaagagaaagatgaggaaaaaaaagg(AGA)596 130982809 130982904 TGATGGAGGAGGAGGAAGAA CCTTGATGCTGGTGTTGTTG 182

Ai06B29996 Araip.B06 29996 c (T)10aaatagtgatgttttaa(T)1441 130986410 130986450 TTCTCTCATCTCATTCATACGCA GGCGTGGTAAAAGAAAAAGAA 132

Ai06B30000 Araip.B06 30000 c (T)13aaattttaatcgaaacaacatccttttagggaaggagaaaaaaag(A)1068 130996026 130996093 AGGCGTTAGGGTTTCAGGTT AACGGAAAATCAGTGAACCG 261

Ai06B30002 Araip.B06 30002 p3 (ATA)5 15 130999181 130999195 CAGCGTTCGCAAAATTCAT CATTAACAAATTCTCTCTCTCAATCTT 280

Ai06B30003 Araip.B06 30003 p3 (TTC)7 21 130999885 130999905 AAGCCCAACAAAACATACGC TGGCAAGAAACTCGTTTTCA 155

Ai06B30004 Araip.B06 30004 c (T)10aaaaaagaccgaatatagtagaggtacaaaattaaaatttcagatattactaaacaattt(A)1181 131001234 131001314 TTGCTTCCAAATTCCATAAAAA GCATATCATGTATTTGATCCAGG 278

Ai06B30005 Araip.B06 30005 p3 (GCC)7 21 131003759 131003779 AGGGCTTCTGCAGTTGAAAA TCGGTATCCGCTATCCTGTC 194

Ai06B30006 Araip.B06 30006 p3 (TAT)5 15 131004116 131004130 TGCATTGGACCATTATCCTCT GGAGGGATGAATGAAGGACA 277

Ai06B30008 Araip.B06 30008 p3 (GCC)6 18 131012054 131012071 AACGAACAGGATCTTGCCAC TAGCCATTAATGCCCCTTTG 207

Ai06B30013 Araip.B06 30013 p3 (ATC)5 15 131025032 131025046 CTGCCAAGAGTGCTTCATCA AGCTAGCAGGGCAAAAATGA 216

Ai06B30014 Araip.B06 30014 c* (AT)11(TAAT)5* 41 131029656 131029696 TGTGCTGTCCCACAAATTGTAT TCCTGGAAATCCAAAATGAAA 239

Ai06B30016 Araip.B06 30016 p2 (GA)8 16 131036493 131036508 GTCGTGATCGTCTCCCTCAT CTGAAAAGAAAGCCCAAACG 248
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Ai06B30021 Araip.B06 30021 p3 (TAT)8 24 131049240 131049263 CAGCAGCCAAATATGCACTT AAAGTGAATCCAGCCGTTTG 253

Ai06B30023 Araip.B06 30023 p3 (CCT)6 18 131051076 131051093 ACTGGCTTGTGCATGAGTTG TGACAAAGGAATTGCAGCAG 254

Ai06B30034 Araip.B06 30034 c (T)10ggtgacttggaaagatatgtgacttgaacccacaatctcttaattgagtatggagagtctatgcaatttgaactataactcattggcaat(A)15115 131079982 131080096 TGCTTTTCGCAAAATGAAAA TCAGTGTGAGGCACAGAACA 274

Ai06B30045 Araip.B06 30045 p3 (ATC)5 15 131108705 131108719 ACACCTCCCCACCAACAATA ATTGATGATGCATCCCACCT 155

Ai06B30046 Araip.B06 30046 p2 (TA)6 12 131109419 131109430 GCCAAAAGAAATTGTTGGGT TGAGAAACGAAATGAAACCCTT 274

Ai06B30047 Araip.B06 30047 p3 (CCA)5 15 131111091 131111105 GTGGAGGAGGCTACGTTGAG TCTATTTTTCTTTTTCTCTTTTGTGA 233

Ai06B30050 Araip.B06 30050 p3 (AGA)5 15 131114644 131114658 GGAAGCACTTGACCAAGCA GGGTGAGGAATTTCCACGTA 252

Ai06B30052 Araip.B06 30052 c (AAT)20(GAT)7 81 131114928 131115008 GCGGCCAAAACGTGATTAT TTGATAATGGTGGTGGCTCA 243

Ai06B30056 Araip.B06 30056 c (A)10tagaacacataaataat(A)1239 131126452 131126490 TCGAATCCTGTCTTGTGCAT TTTGTATCCATTGTGCAGCAG 253

Ai06B30059 Araip.B06 30059 c (AT)6ttttaaaaaagttgatcttttttgagaaattgatatcttaatccattttagaaaataaaataagaaaataataatctgacaaagggt(TA)6111 131127951 131128061 TCCAAATCCTTTTTCTCTAGCC TCTCATGTAAAAAGTCATGATGGAA 213

Ai06B30060 Araip.B06 30060 p2 (AT)6 12 131128361 131128372 AAATGTGTAAAAAGAATAGCACAAAA TTTAATTTGGTTGGCCTTGG 231

Ai06B30061 Araip.B06 30061 p3 (GAA)6 18 131143142 131143159 GCAACGGCGGTAATACACTT TCCATGAACTTTCACTCCCC 258

Ai06B30065 Araip.B06 30065 p3 (TCT)20 60 131147284 131147343 TGCCTCCTCTTTTTCTTCTCC TCCTCTTCATCTTCTGCTGTTTC 223

Ai06B30068 Araip.B06 30068 p2 (TA)6 12 131154226 131154237 TCGACTCAACTCGACTCACTTC ATCCCAAATGTTGGTGTGCT 276

Ai06B30069 Araip.B06 30069 p3 (ATA)5 15 131154903 131154917 GAGCGAAAGGAATGGACAAG CCGCGAAACCTTACCAATTA 244

Ai06B30070 Araip.B06 30070 p2 (AG)6 12 131160085 131160096 TTGGATCTTGCGGAAGCTAT TTGCTAGAAGATGCTGGAAGC 271

Ai06B30072 Araip.B06 30072 p4 (TATG)5 20 131173107 131173126 AAGGGGTGAAGTTCCATTTGT CATTCTCTCACACAAACCCAAA 280

Ai06B30078 Araip.B06 30078 c (A)12gtacttccatcacatgaactaaaactaaatatttatgccccgtgcaagaagtaccatatatcattaaaagggagtttcttcgatctagacttccg(A)10117 131183854 131183970 AACATCCATGCACCATTAAAAA GCAAAAAGGACGAAACAGAAG 236

Ai06B30079 Araip.B06 30079 c (T)10cccaagaaacaaagagagtctatttcacatgctactatccttgttgaaaaagg(GT)675 131184843 131184917 GATGAAGACTCCGTGGCAAT CATAACAAGCAACCAACCGA 202

Ai06B30081 Araip.B06 30081 c (A)10tataaattttaaataattaagat(TA)645 131194948 131194992 CTCACGAACTGGCTCAAACA GCTCATTAGCTCGTAAGCTGACTC 256

Ai06B30086 Araip.B06 30086 c (T)10aaa(T)14 27 131206802 131206828 GTGGCATGATTTGGATGACA ACCAGGCATTGGAGGACATA 275

Ai06B30089 Araip.B06 30089 p3 (AAC)5 15 131209486 131209500 TTTGTACCGTTGCATTGAGC CCCCCTCTTTTCTTTTTCCA 231

Ai06B30091 Araip.B06 30091 p3 (TTC)6 18 131210291 131210308 TCTTTACACACGCGTTCCCT GAATGAGGAACGCGAAGAAG 156

Ai06B30092 Araip.B06 30092 p3 (GAA)5 15 131211838 131211852 ACGCGAAAAAGGAGGAAAAT CTCTTCTCTCGCACGCTTCT 107

Ai06B30097 Araip.B06 30097 p2 (GA)18 36 131216248 131216283 CCTTAGGGACATTTCGGTCA CTACGACTCCGCTTTCTTGG 253

Ai06B30098 Araip.B06 30098 p3 (CGG)5 15 131216478 131216492 CCAAGAAAGCGGAGTCGTAG AATTGGCTATGGCAGACGAC 263

Ai06B30099 Araip.B06 30099 p2 (TA)6 12 131216817 131216828 TACCCGTAACAAGAAACCGC GCAATCCAACCCCTTCTCTC 178

Ai06B30110 Araip.B06 30110 c (T)13gcacagggactaatcagtcccagaaaaaaagatcaggagctggattgagtg(T)1175 131235931 131236005 GCCCCTGACAATTACCTCAA TACCCACTCGACCCCTAACA 240

Ai06B30114 Araip.B06 30114 c (T)10cccttttaaagtgtgtaatgttagagtgatatatatggatttaagggacaaatagatttggcttataaagaattcactacattattt(A)12109 131251353 131251461 TTCTGCCATGGTGGAGGTAG ATCATAAAAGTTGCTGGCCC 266

Ai06B30115 Araip.B06 30115 p3 (ACA)5 15 131251895 131251909 TTCAATAAAATTGCTGGCCC TCATGTAGCCGACCTCACCT 264

Ai06B30124 Araip.B06 30124 p3 (ATA)5 15 131260608 131260622 TGTTTGGATCCTACTCTTCTGC TGCCCTGCTTTTCATTCTCT 177

Ai06B30133 Araip.B06 30133 p3 (ACC)6 18 131276798 131276815 TGGTCCCAAACGTAGAGGTC GCTTCTGGTTGATTTTGGGA 257

Ai06B30134 Araip.B06 30134 c (CCA)6ttatcatcatggcc(TCA)753 131276938 131276990 TCCCAAAATCAACCAGAAGC TCTTCTTCTTCTTCGCTGCC 250

Ai06B30135 Araip.B06 30135 p3 (GAA)7 21 131277137 131277157 GAAGAAGTTGGTGGTGGTGC CAACGTAGAGGTCGAAAATCG 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B30138 Araip.B06 30138 p2 (AT)7 14 131289762 131289775 GCCCTTTACTTCTCTATCGTCA GGTGAATCAAATCTTGAACCG 157

Ai06B30146 Araip.B06 30146 p2 (TA)8 16 131306585 131306600 GTTTGTTTGCTCAAAACGGG TCATGCACCAAATTAAATGGA 263

Ai06B30147 Araip.B06 30147 p4 (TATT)5 20 131306783 131306802 GCATGTCACAATGCACATAAAA GTCCATTGTCTTCCTAGCGG 230

Ai06B30149 Araip.B06 30149 p2 (AT)7 14 131310630 131310643 TTCTAACAGTCTTCTGCATGGG AATCATCGTGATTTCGTCGC 194

Ai06B30155 Araip.B06 30155 c (GAG)10atcgaagaaattcaaatgagaaaaggagaaggagatggaggtggtggt(GTG)593 131318733 131318825 TCGATGCATTCTGGATTTGA TCTTCTTCTCCTCCTCCTCCT 239

Ai06B30158 Araip.B06 30158 c (A)11gatctttgtatcctttataatcggtt(A)1047 131320199 131320245 GAAATTACCCAAACGGTCTTT TGTAGTCACCAGAGGTGGCA 278

Ai06B30159 Araip.B06 30159 p2 (AT)6 12 131322470 131322481 GGGGCATATCCAATACAAACC CGTGAAAACAAAGAAAAGGCA 266

Ai06B30165 Araip.B06 30165 c (T)10(A)15 25 131334923 131334947 TACACACACGAGGCAGTGGT TCAATGGATCGGAACATCAA 268

Ai06B30167 Araip.B06 30167 p3 (AAG)5 15 131336340 131336354 GAAAGAGAAGGCAAGAAACGA ACTGTACGTTTTCCCTGCAC 101

Ai06B30169 Araip.B06 30169 p2 (TC)7 14 131342496 131342509 TTTGCGTATTGGATTTGGAA TGGCATGGAAATTGAAGAGA 280

Ai06B30174 Araip.B06 30174 c (T)12aatgttgaaagctgattttaattagaattta(TAT)867 131345220 131345286 ATTTGGGCTGACTGAAGCAT ACACCCGATCGCAATAAAGA 245

Ai06B30176 Araip.B06 30176 p2 (CA)8 16 131348856 131348871 CACATTGCGTTGGCTACTCT CAGCCTTGCTACAACTGCAA 271

Ai06B30177 Araip.B06 30177 p3 (TTA)5 15 131350895 131350909 GGCCAAGCCAATAAGCATAA GTTACGTTACGCACATCCCC 234

Ai06B30185 Araip.B06 30185 p3 (ATA)5 15 131365106 131365120 TCCTTCAACAGGTTTGGACA GCTAGTGGGTTAGGAACTGGA 277

Ai06B30186 Araip.B06 30186 c (A)13gtaccctttaattatagtgttcacttatctaattgagatgatgacg(A)1069 131365972 131366040 GGAATTCGGGAAAAACCAAT TCTCAGGTTGAGTTAGACAAGGTG 256

Ai06B30193 Araip.B06 30193 p2 (CA)6 12 131376290 131376301 TGTTGACTTGGCCACTAGCA GCCCCCGTTTTATATGATGA 237

Ai06B30197 Araip.B06 30197 c (A)13gaaaag(A)10 29 131379524 131379552 AAACATCAATGCGAAAGGGA GATGTCAGCTGCATTCTTTCA 277

Ai06B30198 Araip.B06 30198 c (T)10cctgcttcactctattgtgctaagcttttttt(CAA)763 131382506 131382568 GATGTGGTATTGATCCGTTTGA TGGCGTTGTTTGATTCATGT 217

Ai06B30201 Araip.B06 30201 p2 (TA)7 14 131388517 131388530 AGTGTGAACCACAACCCTCC CATGCTTGTTGTCATGATTGG 263

Ai06B30204 Araip.B06 30204 c (CAA)8(TAA)5 39 131398431 131398469 TAAGACGTGCCCAAGGATTC CCACTTTTGCAAGGTCCATT 275

Ai06B30209 Araip.B06 30209 p3 (TAA)5 15 131406357 131406371 GAAAATTTAAACCAACGTGGC TTTTCCTGGAATGTTAGGCG 175

Ai06B30212 Araip.B06 30212 c (ATT)10agggt(TCA)550 131425127 131425176 CCTCCACAAGAATTGCACCT TTGGGTTGGAAGAGACCTTG 156

Ai06B30217 Araip.B06 30217 c (TA)6aattaaagattaattttaatgtataaataatattttaaaaa(AT)665 131445205 131445269 AGTGCATAACGCCAATCTCA ATAAGCTCAGCCCTCACGAA 268

Ai06B30221 Araip.B06 30221 p2 (GA)6 12 131452615 131452626 GTCAATCTTTCGGCTCTTGC TTCATCTCCAACAATCACACA 195

Ai06B30222 Araip.B06 30222 p2 (AT)10 20 131453193 131453212 GGACTCTTGAAGCGAAGTGG TGCACAATTTAGATCCCTGC 276

Ai06B30226 Araip.B06 30226 p3 (TCC)7 21 131465268 131465288 TCACGCATTTTCACGTTTTT CGAGGTAACTGATGATGGAGG 208

Ai06B30229 Araip.B06 30229 c (CTT)7ttaattgtttgaatttatttttctttttctgtgtatcactgtattgattgagttgttatgtgtcattttcaatgttaacgt(TC)6114 131468094 131468207 TTGCTTAACCTTGGAATCGG CGCGTTGAACAACACAACAT 193

Ai06B30230 Araip.B06 30230 c (T)10cnnnnnnnnnnnnnnnnnnnnnnntttcaataaatgtaaaataaattcattgaaaatttaa(T)1182 131470533 131470614 GCCATTAAGTTAAAACCCTTGA TTGAATTTTGCTATCTTATGTGCT 263

Ai06B30231 Araip.B06 30231 p4 (ATAA)5 20 131472834 131472853 GGGCCACCAGTGTCTAAGAA GGACAGGCTCTGCAAAGATAA 231

Ai06B30237 Araip.B06 30237 c (T)13acttttaaaatatcttatcttaagaacat(A)1052 131487722 131487773 TTCAATGATTCTACAACATGAAAGA TTCCATGAATCCACGTAAATG 267

Ai06B30239 Araip.B06 30239 p2 (TC)6 12 131491596 131491607 TGTCGCTGTCTTCCTCCTTT CAAAATTGCAACTCAAATTCACA 166

Ai06B30254 Araip.B06 30254 c (A)21cgaacaaacaaaatttcggacatacacatgtttctaacattgcactctaggcaagtacgtacgtg(TA)698 131547719 131547816 ACGGCTCGTGTTTAGGTGTC TGACCCTAGTTAGCACTCCTCA 185

Ai06B30255 Araip.B06 30255 p2 (CA)6 12 131550766 131550777 CCCTTTTGGTTCCCTAGCAT GAAGATGAGTGGGTCGCAGT 225

Ai06B30256 Araip.B06 30256 p3 (TCT)6 18 131551775 131551792 CACAATTTCACTGCACCGTC CCTCCTCATCTTCTGCTGCT 227
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Ai06B30257 Araip.B06 30257 p3 (GAA)5 15 131551913 131551927 CACAATTTCACTGCACCGTC TCCTCCTCATCTTCTGCTGC 228

Ai06B30259 Araip.B06 30259 c (GAGGAA)6gaggagtcgttcataatccacggtgagt(GAA)785 131552564 131552648 GGGTGTATTTCTGACGTTCCA TCCTCTTCCTCTTCCTCTTCC 262

Ai06B30264 Araip.B06 30264 p3 (AAT)20 60 131561521 131561580 TCGTTTTCTCCCCTACAAGG TTGGGGAAAAGTGGAAAGTG 233

Ai06B30265 Araip.B06 30265 c (AAT)7agagtaaagtatcg(T)1045 131563311 131563355 GTTTGATCATCGGTTCGGTT ATCCCTAGCTGCCACACAAC 209

Ai06B30267 Araip.B06 30267 p2 (CT)7 14 131565058 131565071 CATGAAGGTACGCACACCAC GGGGTAGGGCACACAACTAA 232

Ai06B30276 Araip.B06 30276 p3 (AAG)7 21 131590284 131590304 GGAGGAAAAGGAAGGAGGAG TCGTGCTGTTATTGCACGTT 155

Ai06B30280 Araip.B06 30280 p3 (TCC)6 18 131622302 131622319 CGTGAAATCACGTTGTTCCT CGACGATGAAGATGAAACACA 118

Ai06B30282 Araip.B06 30282 c (GAA)17cgtgcaac(AAG)677 131624689 131624765 GAAGGAGGAGGAGGTGGTCT TGCGTGCACGTTTATTTTTG 178

Ai06B30285 Araip.B06 30285 c (AAG)10gtggtgcagc(AAG)555 131627256 131627310 GGAGGAAAAGGAAGGAGGAG TCGTGCTGTTATTGCACGTT 192

Ai06B30286 Araip.B06 30286 p3 (GAA)5 15 131628242 131628256 AAAGGAGGAGGAGGTGGTGT GCACGTTTATTTTCGTGCTG 161

Ai06B30287 Araip.B06 30287 c (AAG)10ag(GAA)5cgtgcagc(AAG)570 131638214 131638283 GGAGGAAAAGGAAGGAGGAG GCGTGCACGTTTATTTTGTG 221

Ai06B30288 Araip.B06 30288 p3 (AAG)5 15 131639201 131639215 AAGGAGGAGGAGGTGGTGTT TTCATTTGACTGAATAACATCATTAAA 113

Ai06B30289 Araip.B06 30289 p3 (GAA)5 15 131640028 131640042 GGAGGAAAAGGAAGGAGGAG TTACGCGTGCACGTTTATTT 219

Ai06B30290 Araip.B06 30290 p3 (GAA)5 15 131640999 131641013 GGAGGAAAAGGAATGAGGAGA GCACGTTTATTTTCGTGCTG 179

Ai06B30291 Araip.B06 30291 c (GAA)5tgtgcagc(AAG)538 131641943 131641980 AGAAGGAGGAGGATGTGGTG ACGCGTGCACGTTTATTTTT 162

Ai06B30292 Araip.B06 30292 p3 (GAA)5 15 131643722 131643736 AAAGGAGGAGGAGGTGGTGT TGCATGTTTATTTTCGTGCTG 162

Ai06B30293 Araip.B06 30293 c (AAG)7ag(GAA)5 38 131644659 131644696 AGAAGGAGGAGGATGTGGTG TCGTGCTGTTATTGCACGTT 150

Ai06B30295 Araip.B06 30295 p3 (AAG)6 18 131645642 131645659 GAAGGAAGAGGAGGTGGTGTT GCACGTTTATTTTCGTGCTG 103

Ai06B30298 Araip.B06 30298 c (C)10tccccccccaaacac(A)1035 131653118 131653152 GGGTGGGTCTCGTCTCATAA GATATGCTTCCCGGAGGTTT 258

Ai06B30300 Araip.B06 30300 p2 (GA)8 16 131657907 131657922 TGGACCTTTCACACACCTCA GATGCAAACTGGATGACACG 205

Ai06B30301 Araip.B06 30301 p3 (ATT)5 15 131658949 131658963 TGTATCAGTACTTCCTTTTTCTTCATT ACCAGGATCAATACAACGCA 204

Ai06B30302 Araip.B06 30302 c (T)10ctatacatgcgaaaataaaaatatattgttacaaatatatgtagcctagcatggaatgggact(TA)685 131659370 131659454 GACAATTGCCCTTCATTGCT TGTGAAATGGAACAGCCAGA 257

Ai06B30311 Araip.B06 30311 c (T)11catttgatttcttcttttcattcattttcctcctcctcgttctc(CAT)570 131680837 131680906 ATCACGCGCATCTTTCTTCT AGCGATAATAAGAACGGCGA 232

Ai06B30312 Araip.B06 30312 c (CTT)5catcttc(T)1032 131681389 131681420 GCCGATTATTCCTGCACATT AATTGAAGAAATGCAGGTTCA 241

Ai06B30318 Araip.B06 30318 c (T)11aagattgt(A)1029 131701960 131701988 TGATGGTTAGGTTTTCGAATCA GCTGAACCCATTATCAGTTCGT 222

Ai06B30329 Araip.B06 30329 c (ATA)5aggtttccaaggttcttgtgaagacagatgcatctgattctagcttggtaaattcctcaacaacaatc(T)1093 131712019 131712111 TAATCATCATCAATCGCGGA TCCATCCATCACATACTGCAT 268

Ai06B30334 Araip.B06 30334 p2 (TA)11 22 131724873 131724894 TTAGCACCTCATGATCGCAC AGATTTAGGCTTTCCCCTCG 254

Ai06B30337 Araip.B06 30337 c (AT)6tctgg(A)12 29 131746999 131747027 AACCTTGCACGGGTAAACAT TCAGGTTAGAAGAAAATCATGCAA 209

Ai06B30338 Araip.B06 30338 p3 (AGG)6 18 131749709 131749726 AGGACTAGGTGTGGTGACCG GGCTGCTGCTATGCCTATTC 172

Ai06B30339 Araip.B06 30339 p3 (GGA)7 21 131749860 131749880 GAATAGGCATAGCAGCAGCC CCTCAAAGTGAGCCTTTTGC 259

Ai06B30347 Araip.B06 30347 p3 (CAC)6 18 131774619 131774636 AATCCATCTCCAACGACGAC GAAGTTGGCCTTGGTTACGA 122

Ai06B30355 Araip.B06 30355 c (TTC)5ctccttcgttatcgtcatcatcaacacttcctcttcctgc(T)1267 131794696 131794762 CACGTATAAGCGTTTTTCCCA ATGACGGAGGAGAACGAGAA 188

Ai06B30359 Araip.B06 30359 c (TCT)5ttctttac(T)1134 131812157 131812190 CACTCCCTCATCCACATCCT TTTTTGGAGCCATGGAGTTC 153

Ai06B30361 Araip.B06 30361 c (TC)6tttttcgaaaatcatctctcatttttcaaaatctttttagttaattagcttttaatttcctctttaattaataattaaaatatctttgtttcttatttc(T)10121 131820918 131821038 TTCTTTCTCCTATTTTTGAAAACCTC GGACTCCCTGTGAGATGTGAA 254
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Ai06B30362 Araip.B06 30362 c (TC)7ttcttttgttgttgg(T)1140 131828976 131829015 GTAAGGGCCAAGTATTCCCC AAAACCCTACATTTTGCCCA 154

Ai06B30366 Araip.B06 30366 p4 (AATA)5 20 131835146 131835165 TGTTGCTCACAGCACTCTCA CACCAAATTTCAGGGGTCAG 203

Ai06B30369 Araip.B06 30369 p3 (AAG)6 18 131837559 131837576 TTTAAGGGCATCAGGCTTTG CGGTCTTCGTCAAGTGTTGAT 277

Ai06B30373 Araip.B06 30373 p2 (CT)6 12 131844765 131844776 GCCAGAGTCCCACTATGATGA ACACCGACAACAAGCATGAC 232

Ai06B30375 Araip.B06 30375 p3 (ATT)5 15 131845679 131845693 TTAGGAGCGAAAAAGCAAGC GCAGCGCAAGTTAACAAGTC 117

Ai06B30376 Araip.B06 30376 p3 (AAT)5 15 131846029 131846043 TTTCCTGTCCCAACACCAAT CGTTTTAATTGCCCTTTGCT 184

Ai06B30377 Araip.B06 30377 p3 (GAA)5 15 131849526 131849540 GCAGCTTGGGGAATGAAATA AATTACACACGCTGCTGTCG 113

Ai06B30378 Araip.B06 30378 p2 (AC)8 16 131852860 131852875 TATCAGGGAAGTCCGTTTGC CTTCCTCCTCTGAGTGACCG 156

Ai06B30379 Araip.B06 30379 p3 (CTT)5 15 131857665 131857679 TCGATTTATTTTAATGTCCGGC GGAGGAAGAGGTGGTGTTGA 268

Ai06B30381 Araip.B06 30381 p2 (TA)7 14 131861734 131861747 ACTGTGGTACCCCTTTCACG ACCTCTTGGTTGATGTTGCC 224

Ai06B30385 Araip.B06 30385 p3 (ATT)10 30 131865874 131865903 TAACATGGATAGCCCAACGC TAACATGGATAGCCCAACGC 202

Ai06B30390 Araip.B06 30390 p3 (TTA)28 84 131879116 131879199 AATCTCCAATATTTATTCCATTAGACA CACGTTACTTGGGTGTAATTCG 280

Ai06B30397 Araip.B06 30397 p3 (TTA)7 21 131896194 131896214 TATTGGGGTTTTTGCCATGT TCGAATAGAAGAATGGTCGTCA 264

Ai06B30399 Araip.B06 30399 p2 (TC)8 16 131901722 131901737 GCACACGGTTCTCTCTCTCC TCCAGCATCAATAGCAACCA 138

Ai06B30401 Araip.B06 30401 p3 (TCA)5 15 131908334 131908348 TAAGCCTCAACCACTCCACC CTATGGCAGGCAGGTTCAAT 272

Ai06B30408 Araip.B06 30408 c (A)12gctaatttttgaatggacaaattttttattctaaaaataaaactcttaaaacaga(T)1279 131920736 131920814 TTGAAAAACTTGTTTTGAGGCA AATTGGCAGTTCGTTTTTGG 190

Ai06B30416 Araip.B06 30416 p3 (ATA)14 42 131934021 131934062 CAATTCAAAATTCTCATTCATTATGC GCAAATTAGCGCCTTTTTGTA 261

Ai06B30418 Araip.B06 30418 c (ACC)7act(ACC)5attatcagaactcagaatcagaaca(ACC)1197 131936400 131936496 TCCCCAAAATTCTCCCTTCT AGTGTGATGGATGCAGGTGA 260

Ai06B30421 Araip.B06 30421 p3 (CCA)5 15 131939492 131939506 TGCCAGAATCGAAATTGTCC GACGCGACACCCCTAGTTAC 209

Ai06B30423 Araip.B06 30423 p3 (GAA)5 15 131949538 131949552 CAGCAGCCCTTTTCATCTTT GGAGGAGGAAGCACAGTGTC 100

Ai06B30429 Araip.B06 30429 c (A)13caaaagacaagaaaaggagaagactttctttcttttta(T)1061 131958397 131958457 TTGAGGCACAGAGCAGAAGA TCATTTGTGGTGGACTGGTG 279

Ai06B30434 Araip.B06 30434 c (CT)7a(TC)7 29 131964696 131964724 ACCGTCGCGTCTTCTACATC CAAGTGACCAAGAGGGAGGA 183

Ai06B30435 Araip.B06 30435 c (A)13caacaacaac(AAT)538 131965616 131965653 GGTGTCTTCTCCAACAAAATAGC GGTATTGCTGGATTGCTGCT 236

Ai06B30441 Araip.B06 30441 p2 (AT)19 38 131980058 131980095 TTGAGGAGGCCGATTTTATTT TGCTTAACCATGATGCAGAGA 279

Ai06B30444 Araip.B06 30444 c (GTGGTT)5gttagtgttggtgttggtgttggtattggtgttggtgtta(GTG)791 131984792 131984882 CCTTGCTCCTTGATTCTGCT CATTAGCACCACCACCAACA 262

Ai06B30454 Araip.B06 30454 p2 (TA)7 14 132005736 132005749 TGTTAACTCCTTTATTGTATGCACAG TGTAGCATTTTATCCCTCATTTTT 215

Ai06B30455 Araip.B06 30455 p3 (TAT)25 75 132007646 132007720 TTAGGTCCGAAGTGGAGGAG TGGTTCAACAAGGTGTTTGC 280

Ai06B30461 Araip.B06 30461 p2 (TC)10 20 132024382 132024401 TTTCTTTCCTGGGGCTTAGG CCCTATCACACGGAGTCTTG 265

Ai06B30466 Araip.B06 30466 p2 (CT)6 12 132033484 132033495 TTTTTGTTTCGCCAACTTCC CTCGTGAAGCAAAAATGGGT 269

Ai06B30469 Araip.B06 30469 p3 (CTT)5 15 132044946 132044960 CTGCTACCTACTTCGGCGTC TGCGAGAGTGGGAAGAAAGT 155

Ai06B30476 Araip.B06 30476 p4 (AAAT)5 20 132064386 132064405 TTAATTTCATGGCGTGGGAT TTTTGGTTCTGTTCGTTTTCG 273

Ai06B30477 Araip.B06 30477 p3 (ATA)8 24 132064846 132064869 CCAAGGCCAAGAGGAGTGTA AAAGCCTGCCAGGTAATCAT 251

Ai06B30480 Araip.B06 30480 p2 (GA)6 12 132066238 132066249 TGAAGAACTGCCAACCCTCT CTGCAAATCCCAAGAACCAT 232

Ai06B30481 Araip.B06 30481 p2 (TA)7 14 132066739 132066752 TCAAAGGACCATTCAGAGATACAA TGACTTTTCTTCTCTCTTTCTTTCA 254
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Ai06B30485 Araip.B06 30485 p2 (TA)6 12 132071340 132071351 AGTAAAGCTTGGTGCACTTTTT AGGGTTTGGCCATTTAAGAA 274

Ai06B30488 Araip.B06 30488 c (A)11gaagcttattcaatttagtgcaattatttc(T)1051 132077908 132077958 TTTTTCATTTTGCAGTTGCG TCAGGGACACAAAACCAAGG 117

Ai06B30490 Araip.B06 30490 p2 (TC)6 12 132081742 132081753 CCTTCGCATCAAATGCAATA GCCTGGTCTGCAAAAACTTG 206

Ai06B30493 Araip.B06 30493 p3 (AAG)6 18 132089106 132089123 TGCAACTGGCCCTTTAGAGT TGAAGTCACCAATGTGCCTC 253

Ai06B30495 Araip.B06 30495 c (A)11gacacaaaatttctcttgatgtcttgatgca(T)1052 132103248 132103299 TGGGTTATGCTATTCAGGGG GTCCGTGCATCATAGGAGGT 193

Ai06B30499 Araip.B06 30499 c (A)11ttaaaaaacatcactgcaactactagtctactactaaagggaaccattttggggttcatacactcatcattatctatatgtagaaaat(TAA)7120 132110367 132110486 TTTTACGTGCCCAGTTTTCA CATGCAGGTTCAATTAAATGTTG 248

Ai06B30500 Araip.B06 30500 p3 (ATT)8 24 132111097 132111120 TAGCAAAAGCTTGCGAAAAA ATGCCACAAGCACATGGTTA 211

Ai06B30501 Araip.B06 30501 c (TCC)7ttcttctttttctc(T)13gtgttctcttccttttttttcgcgttcc(T)1288 132111462 132111549 CACATAATGCGCATGTGAAA GGATGATGAGGATGAAACACG 193

Ai06B30502 Araip.B06 30502 c (TTC)5tttatttga(T)1034 132112007 132112040 TCGCTTTCAAGTAATTTTGCAG TCATTCTCGTTTTGGTGTATTTTG 197

Ai06B30503 Araip.B06 30503 p3 (AAG)5 15 132112470 132112484 CATCTTTGAATGACTTCAAGCTGT TGATTCAGTGATGGGAGCAA 263

Ai06B30504 Araip.B06 30504 c (AGG)6agatagagaaggaggtgatgttggtgacgacgataacgaaacagaaaaataataaaaaagaagg(AGA)7103 132112874 132112976 TCATGATGACGAAGATGGTGA TTGTGTCCCTGTCTGCACAT 213

Ai06B30505 Araip.B06 30505 p3 (GAA)11 33 132114325 132114357 GAGGAAGAAGAACGTGCAGC TCATTCATATTAACGCGTTTCG 190

Ai06B30506 Araip.B06 30506 p2 (TC)10 20 132114989 132115008 CCTGGGTGCTCCAGTGTATT GAGACGACCGACCTCTTCAG 240

Ai06B30507 Araip.B06 30507 p3 (CAG)7 21 132115270 132115290 TTATTTGCTCTCGTGACCCC GAGCCTTTCGTCTCTGGATG 134

Ai06B30508 Araip.B06 30508 p3 (CTC)9 27 132119480 132119506 ACGCTCCATCTCCTTCTCCT CGAAATAAATTAAGAAATGAACCGA 168

Ai06B30509 Araip.B06 30509 p3 (AGA)6 18 132120094 132120111 GAAACACCTGCGTCTGGAAT CCATCAAGTGATTTTGTGCATT 254

Ai06B30529 Araip.B06 30529 p3 (TTC)5 15 132171885 132171899 AAACCATTTCCCTCCCAAAC AAAATGTTTGCTCGTCCTCG 213

Ai06B30531 Araip.B06 30531 p2 (GA)6 12 132185057 132185068 TTTCCAAAGCCTTGTTTTGC TGCATTCAATAGCAGACACCA 167

Ai06B30535 Araip.B06 30535 p4 (TTTA)5 20 132191262 132191281 TGACCACTCTTGGCAAAACA AGACACATGTGAGAATGAGTGTGA 233

Ai06B30538 Araip.B06 30538 p2 (AG)7 14 132193806 132193819 TAACCTACGACCGGGTGAAA CCAATGCACTGTAACAAACTAGTCA 183

Ai06B30540 Araip.B06 30540 p2 (AG)15 30 132199011 132199040 GTTGGCGCAGTATTCTCCAT TCCAGAAAATTCTCCTCCTCC 144

Ai06B30541 Araip.B06 30541 p3 (AAG)5 15 132201958 132201972 TACTCAACCATCTTCGCGTG ACAGAAGGAGATCGAAGGCA 214

Ai06B30543 Araip.B06 30543 p2 (TA)6 12 132203707 132203718 CCAGATCAGTCCCCAAAGAT CCCCAACGTTTCTCTCTGTT 280

Ai06B30546 Araip.B06 30546 c (T)11gacattaattttaaaaattaagaacgcaatcttctg(A)1360 132204810 132204869 ATTTGGAACCCTAAGCAGCC TGGATCAATAATGGGTCAAACA 245

Ai06B30552 Araip.B06 30552 c (T)11ctacctagcattacccaaatacagggatggatacatggggggcaagtggaggcctgggccccccagcttttt(A)1295 132213249 132213343 CCAAAGAAAATCAGGCAAAAA TGTTTCTGTTAGCCAATTTAGGG 277

Ai06B30556 Araip.B06 30556 c (CTT)5tttcatcatcatcaccatcttc(T)1047 132228469 132228515 TTCTCCCTCCTCCTCATCGT TTCTTCCAAGTAATTTTGCAGC 178

Ai06B30558 Araip.B06 30558 p2 (TC)8 16 132229897 132229912 CCTCCTTTTCTCGTCGTTTTC ATCTTGCGATTTTTGTTGGG 212

Ai06B30561 Araip.B06 30561 p2 (AT)10 20 132236206 132236225 TGGTTTGCCTCTTGTTTACCTT GCACGCGTTCATATGTTGAG 273

Ai06B30562 Araip.B06 30562 p3 (CTT)6 18 132238412 132238429 AGAGAATGGCGACGTCAAAG AATACAGTCCCTGCAAACCG 153

Ai06B30563 Araip.B06 30563 p2 (CT)8 16 132238894 132238909 CGCCAAGATTACTGTCGGAT AGTCTTTGGACGCAGTTGGT 257

Ai06B30566 Araip.B06 30566 p3 (TTA)5 15 132243310 132243324 AAGTGTCGGCCAATTCTCTTT ATGTGCAATGTTGTGTTGGC 244

Ai06B30567 Araip.B06 30567 p3 (TAG)6 18 132246171 132246188 TAAGGAATTGGTGTGTGCCA TCCCTCGTTTTCCAAGCTAA 213

Ai06B30569 Araip.B06 30569 c (A)10tgaaagaaaaagaatcaaaagtaagggtaaagaggaagaagatgacac(A)1169 132247430 132247498 TACGCTTATCGCACCATGAA CCACGGGACAAAAGGTTAGA 228

Ai06B30570 Araip.B06 30570 p2 (AT)6 12 132249811 132249822 TGAATTTGTGAGCTGCAAGA ACAACCCATCAATTCATTCTAAA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B30573 Araip.B06 30573 p3 (GAG)5 15 132253068 132253082 TGCTCATCTTCTGCTGCTTC TCTCTTTGTATCCCGCGTTC 270

Ai06B30575 Araip.B06 30575 p3 (AGA)9 27 132256351 132256377 CAATGGGGGATAGTGACCTC TGCAAATATTTTGTATTCCCCA 237

Ai06B30578 Araip.B06 30578 p2 (TA)7 14 132258426 132258439 CATGACCTCATTGAATCACCA TTTAATTATTGATGCCGCCG 110

Ai06B30579 Araip.B06 30579 p3 (TAA)8 24 132258863 132258886 TTGGACATATATGCTTCTCCCA AGCCCCTCTCCTTTCCATAA 242

Ai06B30580 Araip.B06 30580 p3 (ATT)5 15 132259116 132259130 CACGCAAAAGTCACTCTCCA TCCTAAATTCAATTACTCACAACAACA 208

Ai06B30581 Araip.B06 30581 p2 (TA)31 62 132260084 132260145 AAGCTCGGCTCACCAAAAG TCGAGCTTGAGCTTGGATAA 280

Ai06B30582 Araip.B06 30582 p3 (CTT)5 15 132260645 132260659 CAACCCTAACTCGGCAAAAA GAAGGTGCAGTGAAAACGTG 211

Ai06B30583 Araip.B06 30583 c (CTT)5gctgcacg(TTC)14ttt(TTC)9ttttctttcgtttcttgccttctctttctccttcttcaaccgttactgcacgttttcactgcac(CTT)5gctgcacgttt(TTC)9212 132260761 132260972 TCAACCATTACTGCACGTTTTC TGAAGAATGAGAAAGAGAAGACAAGA 274

Ai06B30585 Araip.B06 30585 p2 (TA)10 20 132272952 132272971 AATTTTGTGTGTTCTATGTTGTATTTG TCGGTTGAACTCAAAGTTATCG 234

Ai06B30593 Araip.B06 30593 c (A)12gtatataaaagatatt(A)1139 132295294 132295332 GCGGGTTCGAGTCTCATATC CCACCATCAACATTCAACCA 272

Ai06B30603 Araip.B06 30603 p3 (ATA)5 15 132329951 132329965 CATCATTTTCTTTAGCTCTCACCA TTCGCATCTTATGAAATGATTTTT 273

Ai06B30604 Araip.B06 30604 p3 (AAG)9 27 132334611 132334637 CACGTGGCATGGAACTATTG TAGTCTCACCGAATCCTCCG 256

Ai06B30606 Araip.B06 30606 p2 (TA)10 20 132337850 132337869 GATAAGCTCAACTCATTAGCTCG ACGGCGTAGGCAGAATTTTT 264

Ai06B30607 Araip.B06 30607 p3 (AAG)9 27 132338274 132338300 CACGTGGCATGGAACTATTG TAGTCTCACCGAATCCTCCG 256

Ai06B30611 Araip.B06 30611 p3 (GAA)5 15 132347500 132347514 GGTCTTTGGATGCGTGAGAT GGGGCATAGCATCTTTTCAG 181

Ai06B30616 Araip.B06 30616 p3 (TCT)6 18 132353671 132353688 GAAAAGAAACCGCACTCTGC TCCTTGTAGGACCAACCACC 256

Ai06B30617 Araip.B06 30617 p3 (CAC)5 15 132353835 132353849 CCCTCTCTGATTTTCGTGGA TAGGCTTGGAACGATATGGG 234

Ai06B30626 Araip.B06 30626 p3 (CTC)5 15 132384000 132384014 CCAAACAACAAAAGCAGCAA GGGAAGAAGAGGAGGAGAAGA 248

Ai06B30627 Araip.B06 30627 p4 (ATTA)5 20 132397116 132397135 GATCGAACGTAATAGAACCTGCT GCTGAGTGGGCTGAGTCCTA 280

Ai06B30629 Araip.B06 30629 c (T)10aattaaaatcgtccttttattttttttgaacaaaaataccttcatcactaccagcacaattacctcct(CCA)8102 132397539 132397640 CGTCCCCAACGTAATTTCTG CCGCCTCATCTACATTGCTT 261

Ai06B30630 Araip.B06 30630 p3 (TGG)6 18 132398263 132398280 CGAAGGTTAAAACAGGGCAA CCTCTTCTTCTCCGGCTTCT 256

Ai06B30635 Araip.B06 30635 c (AT)6aaaaaaatgaatactatatcttgtaaaacataacatattatgaagtgtattatcgtttaatt(A)1185 132400849 132400933 TCTTTGGGAAAAATATTAGTCATACAT CAAGCACCTCTCATAATGAATTT 188

Ai06B30636 Araip.B06 30636 p3 (TAA)5 15 132402774 132402788 TTGGTGGTCATTAAATCACTGG TGCATGCATGTTCAACCC 192

Ai06B30637 Araip.B06 30637 p3 (ATG)5 15 132403302 132403316 GATTGTTTTCCACGGCAACT GGTCGAAATTCGCCATCTTA 110

Ai06B30638 Araip.B06 30638 p2 (AT)8 16 132403906 132403921 ACGGTGCTATTGGATTTTGG AGATGGATTGGAGGGTTTGA 204

Ai06B30648 Araip.B06 30648 p2 (TA)7 14 132420716 132420729 TCAGAAATCGAGGTACAGAAATC TTTCACGGGAGAGGCAGATA 275

Ai06B30655 Araip.B06 30655 c (T)12acgtgaatctaaattctatttaagagtgtgagttgttgcatgaaagagtaacaaacaaaacgaaacctgccgggccggtctgtgtaattcg(A)10113 132459499 132459611 TGGTGCGTGTCAATAATTCTG GGCCGTACAAATTAAGCGAG 279

Ai06B30658 Araip.B06 30658 c (CTC)7cttgcgtattcttc(T)1247 132463422 132463468 TTATAACAACTTTTCAAATCACGC ATGATGGCATCCGAGAACAT 161

Ai06B30659 Araip.B06 30659 p3 (AGG)6 18 132463696 132463713 ATGTTCTCGGATGCCATCAT TCCATTTCATCCTCCTCTTTC 244

Ai06B30660 Araip.B06 30660 p3 (TAA)6 18 132464885 132464902 GCAAGCTCCGTGTGTGATTA GAGGCCAAAATCATAGCCAA 171

Ai06B30661 Araip.B06 30661 p4 (AGAT)7 28 132465986 132466013 TTGAGAGAGCATAGGAGGAAGC ACGATAACCATGCACCATGA 215

Ai06B30664 Araip.B06 30664 p2 (CT)16 32 132485911 132485942 CCAAGCAAGTAGCAGCAGAA ATGCTTTCTCAGTGTTGCCG 235

Ai06B30667 Araip.B06 30667 p2 (AT)10 20 132490424 132490443 TGTGTTTTTAATGGGTTGCG TGCAATGTCTTCATCTCCACA 275

Ai06B30672 Araip.B06 30672 p2 (AG)13 26 132502655 132502680 CTGCAAAATCCCAAAACCAC CTCCGATTGTTTTCCTTCCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B30674 Araip.B06 30674 p3 (ACT)5 15 132504373 132504387 TAGTCCACCCAATAACCCCA TCCCTCTTTTGTAAGCTCCC 234

Ai06B30678 Araip.B06 30678 p3 (GAA)13 39 132507307 132507345 CGCTGTGTATTTGCTGAGGA TGGTCCCCAAGATTTCAGTT 221

Ai06B30679 Araip.B06 30679 c (TCT)5ttttttcttattcatcttttcctttttgttttacattctcaagtttcttcttgttttactctcttaacaagaataaaaat(A)10tcaaac(A)11122 132510843 132510964 CCTCCTCATTTTCTGCTGCT CATCGTCTTCCAAGTAATTTTGC 203

Ai06B30684 Araip.B06 30684 p2 (AT)6 12 132519973 132519984 TTAATGGTTCCAAAAGCCCA AGACTTCCACAAGCTTCACCA 235

Ai06B30685 Araip.B06 30685 p3 (GAA)16 48 132522374 132522421 TGCATTTGGTTCTGGTGAAA ATCTCGCTCAACCACCAAAC 125

Ai06B30687 Araip.B06 30687 p2 (AT)9 18 132523551 132523568 TTGCTCATATTCTAATTCAACTTACCA TTGCTAGTTCTCAAAAATTTCTCTCA 185

Ai06B30688 Araip.B06 30688 p2 (AT)8 16 132523979 132523994 TTTCTTTATCCATAATTCTGTATCCTT TTGAAAACATAATGCCAATTTTT 175

Ai06B30689 Araip.B06 30689 p2 (AT)6 12 132526969 132526980 ATGCCCGATTGTTTGAAAAG AGACTTCCACAAGCTTCACCA 200

Ai06B30691 Araip.B06 30691 p2 (AG)9 18 132529468 132529485 CATTCAATCACGCCATCTTG GTTGGTTCAGGCTTCATCGT 249

Ai06B30692 Araip.B06 30692 p2 (AT)8 16 132534466 132534481 CCAACAAATACTTTAATGTTTCAAAAG GGACCATGCTGTGAGTAGGC 278

Ai06B30693 Araip.B06 30693 p3 (AGC)5 15 132535027 132535041 ATCCAAACGACGACAGGAAC GCCGGGAGAGAAACAGAAC 164

Ai06B30698 Araip.B06 30698 p3 (AGC)6 18 132541380 132541397 ATAGGCAACGACGACTTGGT GAGAGAGAAGTGGTCGCAGG 166

Ai06B30699 Araip.B06 30699 p2 (CT)6 12 132541667 132541678 GCGACCACTTCTCTCTCCAC GAGGAAGGCCAGAATCGAG 274

Ai06B30702 Araip.B06 30702 p6 (TGTATA)5 30 132545721 132545750 CTTGCCTACCCTGTTGACTTC TTTGTGCTTTCTTCCCAAGG 232

Ai06B30712 Araip.B06 30712 c (GTG)6gaaggtttggatttgatgtttgaattggtggtggtaaagg(ATT)573 132561258 132561330 AAGGTTGGTGTGGAGCAAAG ATAATCCTCCAACATCCCCC 231

Ai06B30713 Araip.B06 30713 p3 (TCA)5 15 132561458 132561472 GGGGGTGAACATATTGTTGG TCCTTCCTTGTTTCTCTTCCA 212

Ai06B30716 Araip.B06 30716 c (T)10c(A)11 22 132564180 132564201 CAAGCACCAAGGAGAAGGAC TGAAATCGACTGCAACTGAA 166

Ai06B30717 Araip.B06 30717 c (T)10gtttatttttatttttttgtctgacatcctaaaaaaaacaaaaaaaaattat(A)1072 132566219 132566290 CATTTTCAGTTTTTCCTTCAAACA CCAAACGTTGAAAAGCTCAA 250

Ai06B30719 Araip.B06 30719 p3 (TAA)5 15 132568324 132568338 TGAATTCAAGTGCCAACATCA CCTGTTTTCTTCTCTTATTTCTATGG 280

Ai06B30725 Araip.B06 30725 p3 (TGA)9 27 132575436 132575462 CTTGTTCTGGGGATTTTGGA TTCAAGGACAACTTTTCCGC 168

Ai06B30729 Araip.B06 30729 c (ATT)5tattggcatgtctttgtttattgttttgctcgaatttcaatgtccgcgttcacaccacaccttgtgttcacactacaaacacaaaa(AAT)5116 132590032 132590147 GTGCGAGAACTGGCTACACA TCTCTTTGTTTCTTCTTTGAGATTGA 253

Ai06B30730 Araip.B06 30730 c (ATG)9gatcaagcagtagcaacaacaataacaaccaagaagatgaagatgaagatgaagaagatgaagatgaagatgaagatgcaaagaacaacaagagc(AAG)5137 132590502 132590638 GGTTCCACAAGAAAGAGGCA TGATCAAGCTTCTCTTGTTCATC 266

Ai06B30731 Araip.B06 30731 p3 (GGT)5 15 132591227 132591241 TCACCAATTGTGTTGATGTTTG GGGATTGCATTCCTCAGTGT 269

Ai06B30732 Araip.B06 30732 p4 (TATG)5 20 132592521 132592540 GGGGGCTTTTGTAAAAGGTG GGCATCAAAAGAATCCATGA 193

Ai06B30737 Araip.B06 30737 p2 (AT)7 14 132601433 132601446 GCAAAGTTGTAGCCTTTTGGA TGTGCATGAATGAAGATGAAAA 280

Ai06B30739 Araip.B06 30739 p2 (AT)7 14 132604160 132604173 TTTAAATGACCCCACTACAAATAAAA CAGTGACGGACCCAGAAAAT 278

Ai06B30740 Araip.B06 30740 p3 (TTA)8 24 132609942 132609965 TGGATCCCCGGTATTCATAA TTAATTATGGGGCTGATGGC 201

Ai06B30741 Araip.B06 30741 p3 (TCT)5 15 132610743 132610757 AACGTGACCATTCTCGTCATT TTCCATTCCTTGGTTTAATTCC 161

Ai06B30742 Araip.B06 30742 p3 (TCT)5 15 132611040 132611054 GTCATCATCACTGCGGTTGT GGAGAGAGAAAGTGGCAGAAAA 242

Ai06B30743 Araip.B06 30743 p3 (TGA)5 15 132615440 132615454 TTTGTTCAATTTGGCTGTGC CAAGAGGCTTACAGAGGCCA 210

Ai06B30747 Araip.B06 30747 p3 (ATT)7 21 132624739 132624759 ATTGCGTGGGAAGCTACAAC TTCTGGGGCAAGAATATTGG 205

Ai06B30749 Araip.B06 30749 c (T)10ctcacaatcccttcatatttgtattcttattttgtatattttcatgagaatgccacaaccattatgcgggacatgcataaaatgttttatttttta(T)10116 132626859 132626974 TGTATGAGGTGACCAAGAAGG GTAGCTGTTTGTTTGCGGTG 233

Ai06B30757 Araip.B06 30757 c (A)10cattggtgcagggactaaaataaaaggaaaaaaaagtatagagactcaattg(A)1072 132639531 132639602 TCGGTCCCTATAGTTTTGCG CGAAATTTTCAATTAGGTCCC 265

Ai06B30763 Araip.B06 30763 p2 (AT)8 16 132656253 132656268 CCGCTCTGGAAATGGAATAA GAGAGGCATCTTGTTAGGCG 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B30765 Araip.B06 30765 p2 (AT)7 14 132663711 132663724 TAGGAGCGCTAGGAGCCATA TACGTGGGTTGGTTTTGTCA 231

Ai06B30766 Araip.B06 30766 p3 (TGA)5 15 132665972 132665986 AACAAACAGCAGATGTCCCA GAACCACCGTCTTCTGCATC 129

Ai06B30768 Araip.B06 30768 p2 (TA)7 14 132667957 132667970 TTGTGTGGTTGTTTGAGTGTCA TTAAAGCTAGCAGAATTTTGTGATTA 280

Ai06B30773 Araip.B06 30773 p3 (CTC)6 18 132673278 132673295 TCTCTTCCCTCTCTGTCGGA AGATGCTGTGATGGCCTCTT 171

Ai06B30775 Araip.B06 30775 p2 (CA)9 18 132675187 132675204 CCATTTGTTACCAACTCTGCC TTGTGGTTTTCTTTTCTTCCG 276

Ai06B30785 Araip.B06 30785 p3 (TTC)5 15 132694583 132694597 GCTCACACGCATGTTTGATT TCCGTACATAACAATGAAAACTGAA 254

Ai06B30789 Araip.B06 30789 c (TAGA)11taggacattgattttgttctgaaaaagaaattaaagtgagtggggattcgttcattcttttatt(TGA)6126 132702877 132703002 GCATTTGTTTTGAATGAACAAAGA AAGATCTGCCCCTCATTTTG 263

Ai06B30790 Araip.B06 30790 c (CTTT)5ttgatctttgatttcttcctatgtggaacaagaatttcttgtactttgtaaaatacttg(TTTA)6103 132703144 132703246 AAACCAAAGCAAAATGAGGG GTTGTGGCCAGAAGAGGAAA 237

Ai06B30794 Araip.B06 30794 p3 (ATC)5 15 132707739 132707753 GCTTGAAGAAGAGCCCTCAA AAGGTAAAGCAGGGCTTGGT 162

Ai06B30796 Araip.B06 30796 p3 (ACT)6 18 132710974 132710991 TGCTCTAAGCTCATCCTCCA CCATCCATTGATTTTGGCTT 109

Ai06B30797 Araip.B06 30797 c (A)10gggaaagaatttaaccaatacattttttttaaaaaatattgtctgtaatgttaaaaattaataataatgctaaaaagacaaaaaatt(A)11108 132712765 132712872 GCACCTGAGTTTCCACCATT TCAAATTTGGTCTTGTCTCTTGA 268

Ai06B30798 Araip.B06 30798 p4 (TTAA)6 24 132713637 132713660 TGCAGCTATCACACGTACCC TCTGCTTTTGATGGGGTGAT 261

Ai06B30802 Araip.B06 30802 c (A)12tcaatttcaaacctttccaaaacgctttgtatccaaaagagctatgtcttggtacttgctaacccctttgtggagcaccctgttgaagattt(A)12116 132718489 132718604 TTGCAACAGAATATGAACTATCATAAA AGTTTCAAGTAACTTCATCAACCA 269

Ai06B30809 Araip.B06 30809 p2 (TA)7 14 132733856 132733869 AAAAGTGATTTTTATTGTAGTGCTGC TGGCCTATACCTTAAGGACCAA 122

Ai06B30811 Araip.B06 30811 p2 (TA)7 14 132735421 132735434 TCTCGCGCTGTCACTTTTTA TGGCCTATACCTTAAGGACCAA 273

Ai06B30814 Araip.B06 30814 p4 (TTAT)5 20 132738624 132738643 TCAAGAAAACACAAATTGCACA CACCGAGCTAGCAGCACTAA 224

Ai06B30816 Araip.B06 30816 p3 (CTT)5 15 132740639 132740653 CGCGCATTAATGAAAGTGAA AGGAGGAGAAGGAGAAACGC 127

Ai06B30819 Araip.B06 30819 c (A)11t(A)12 24 132748780 132748803 TAATTGTTGCGTGGAAAGGG GCTCCTATGGATGCCTTCTTC 280

Ai06B30821 Araip.B06 30821 p2 (CA)10 20 132751870 132751889 GACCGGTCATCAAACTGCTT TGCTTGTGATTGTTTCGGTG 277

Ai06B30823 Araip.B06 30823 c (T)11(A)12 23 132754945 132754967 TGTGCATCACAACAACATGG TTTTGCTATGTTGTAAAAGGTGAAA 182

Ai06B30825 Araip.B06 30825 p2 (AT)8 16 132757375 132757390 TCTGCAGATCCGCACAATAA TCCGCATAATTGAATCTTTTCTT 250

Ai06B30827 Araip.B06 30827 c (A)10gaaaaaaagaaagagaaatcttaaaataaaggcattatattaatatctgttgaacattatattgatagttttttt(A)1095 132760092 132760186 TCTATACATGTTGTTGTCCCTTTTT TTTTCAGGTTTGCAACTATGTCA 277

Ai06B30834 Araip.B06 30834 p2 (GA)6 12 132769335 132769346 GCGACTCGTGAGAGAGAGGT CACTACCAAATTGCACCACG 171

Ai06B30839 Araip.B06 30839 p2 (TA)6 12 132772979 132772990 ATTTTCTTGCTGACACGCAT TTTTTGTCTTTTTAACATAACCGA 244

Ai06B30841 Araip.B06 30841 p2 (TA)6 12 132778854 132778865 CTAGGCAACTTTGTTGCACG ATGTTGACTGCCGAAGACCT 247

Ai06B30850 Araip.B06 30850 p2 (TA)9 18 132835450 132835467 AATAGAGAATAATATCAACAACGGTTT GAGCATCACCAAATCACCAA 258

Ai06B30853 Araip.B06 30853 p6 (TGGTGA)5 30 132840118 132840147 GTCTCTCCGACGCTGAGTTC ATTTCTCCAATCCCAAACCC 224

Ai06B30856 Araip.B06 30856 p2 (CA)6 12 132841449 132841460 CCCCTATTTAAACGCCACAA GTCGTTTCCGTGAACGAAGT 227

Ai06B30859 Araip.B06 30859 c (AAT)5aaagtggaggtgctagagaaccatttta(GT)655 132843564 132843618 TTTTCAATTCGATTTTCTCCAAA TGACGTTATGCTGTGCCAAT 223

Ai06B30860 Araip.B06 30860 p3 (ATT)5 15 132843931 132843945 CGCATGGGTTATTTTGTCGT TCACGAACAACCATTTGCAT 170

Ai06B30864 Araip.B06 30864 p5 (AAAAT)6 30 132846814 132846843 CCAACTAGAGGTGTCCAGGG TGTGGTTCATGAATGTTGGC 250

Ai06B30868 Araip.B06 30868 p3 (TAA)7 21 132851753 132851773 GCGGAAAGCAAAACACAATC AAGTAGGGGACCCCAAAAAG 212

Ai06B30873 Araip.B06 30873 p2 (TA)6 12 132860275 132860286 AAAAATTCAAGCAAATCCAAAAA CCAAACACTTTCATCCACCA 130

Ai06B30877 Araip.B06 30877 p6 (GAGGAA)5 30 132868290 132868319 AAGCGTAACGACGAGGACAT TTCGTCGTTGTCATTTCCAA 183
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Ai06B30879 Araip.B06 30879 c (AT)8agctgtgtctttcaattttatcttctaaaaaatattagtgaaatcttacatccttctgaagatcagatatccacttctttttctc(A)12113 132876842 132876954 TGGAACAACGTGGACTGAAA CAGCCATCAAAGAAAATAGGG 256

Ai06B30880 Araip.B06 30880 c (A)10tatcagaaatcggattgggtg(T)1142 132879689 132879730 ACCTCGAAAGGACAACGAGA GAGTGAATACCCCACCCTGA 168

Ai06B30882 Araip.B06 30882 p2 (AG)6 12 132881625 132881636 TCACCTTCCCGAGGACATAC TCAAATCATCTAACGACTTTCAGG 255

Ai06B30886 Araip.B06 30886 p3 (TCT)8 24 132889370 132889393 AAGTGCCACAAACATTGCAC AGCAACAACAAGAACCACCC 224

Ai06B30892 Araip.B06 30892 c (T)13acggttatcctcttatttttctttgttggagaaggaaggaagaagaaggttgatttttttcaatatatc(T)1496 132898732 132898827 GGTCGAAATTTGATTTTGGAAG TCCAAAAGAACAATAAAACTAAAAACA 263

Ai06B30893 Araip.B06 30893 p3 (TAT)5 15 132900590 132900604 CAGAATCAATTAGGATCTCATCCA TGAACCTATGGGGTCACACA 235

Ai06B30894 Araip.B06 30894 c (AT)9aatttaataaatgagatctattaatcttcatccaatgaag(AT)874 132901332 132901405 TCGCAGGTCAAAGAAAACTCT GGACATTAATAATCCGAAAAGATCA 227

Ai06B30895 Araip.B06 30895 c (TA)10atttaataaataagaactattaatattcatccaatgaagaccat(TA)676 132904540 132904615 TCCTATTGACAAATATGCGGT GGACATTAATAATCCAAAAAGATCAA 188

Ai06B30897 Araip.B06 30897 p2 (CT)6 12 132911830 132911841 GGAGCTTTGAAGGAGGAGGT CAAACGGGCTAAAAACGCTA 183

Ai06B30900 Araip.B06 30900 p2 (TG)6 12 132919944 132919955 GCATATTGTGAATTTCCAGCTTT CAGTCAGTGGGTTTCCGTTT 265

Ai06B30901 Araip.B06 30901 c (CCT)8(CTT)7 45 132920408 132920452 TACACTGCACCAAAACCCAA ATCCAAGCATCAACCCTGTC 211

Ai06B30902 Araip.B06 30902 c (A)13gctattatgttggatattggtgtgtttattgctt(GTG)665 132921014 132921078 AGGTTCAGGGGTGTGTGTGT ACCATGCTCTTCTTCATCCG 245

Ai06B30908 Araip.B06 30908 p4 (TTAT)5 20 132936877 132936896 TGATCCCTTTCTCCCTCCTT ACGCCGCAAGAGAAGACTAC 242

Ai06B30910 Araip.B06 30910 c (A)10gcaccctttccaacttaacaaccagctaactcatctaacaaacaaataataat(A)1174 132940861 132940934 GATTGAACAATTTGGCACCC TGAACTCAGTTGAAGTTAGGTTGG 178

Ai06B30911 Araip.B06 30911 p3 (CGT)5 15 132941303 132941317 TCTGAGCCTCATTTTCACCA TGGAAGAGTGCAGTACGTCG 123

Ai06B30912 Araip.B06 30912 p2 (AG)15 30 132941556 132941585 CGACGTACTGCACTCTTCCA AATGTGTTTGTGTTTTTCTGACA 274

Ai06B30914 Araip.B06 30914 c (T)13agaactgtctaacatcaaattcctactaataaaatttaaaagtttgtggtttaatt(A)1079 132942634 132942712 TCACTTGCTCCAAATTTTGTCT CATGGAAATGGAATTGACCC 269

Ai06B30924 Araip.B06 30924 p3 (TGG)8 24 132956424 132956447 AGAGAAAGAGGCTTGGGGAG CCACCTCCACTACCACCAAC 109

Ai06B30925 Araip.B06 30925 p3 (AGA)6 18 132962351 132962368 CAAATTCAGAATCACCAAGCAA AGATCTGCTGCCTCAAGCTC 137

Ai06B30934 Araip.B06 30934 c (A)10cgacaataaagaaaaacgtacaaaaaaaaagtg(A)1053 132976254 132976306 TGCAACAAGTGAAGAAAAGGAA CGACCAGCACCCAATTCTAT 246

Ai06B30938 Araip.B06 30938 p2 (CA)6 12 132984490 132984501 TCAGTGCATGGTGAGCTTCT GAATATCACAGAGGGGGCAA 207

Ai06B30939 Araip.B06 30939 p2 (TG)8 16 132985687 132985702 TCAATTGTTGATTGATACCACG GCAGCCACCAAAGAGATAGC 280

Ai06B30943 Araip.B06 30943 p2 (AT)15 30 132993022 132993051 TGGAGCTGACCTAGACTCGAC TGTGAAGGATTTGAATGTGTGA 238

Ai06B30945 Araip.B06 30945 p3 (CAT)6 18 132999868 132999885 TTGGTGCTAACACACCCTTG AAAAGCTTCTTTGTGCGGAA 230

Ai06B30947 Araip.B06 30947 p2 (AT)11 22 133005333 133005354 TCTTTAAACCCTAGTATGGCATGA TCAACTATTTGTTGGCATACGG 259

Ai06B30950 Araip.B06 30950 p2 (TA)6 12 133008999 133009010 ACATGCAAATTGCGTTCAAA TGTCTCCATCTCCTTGACTCATT 247

Ai06B30951 Araip.B06 30951 c (T)12cactgaatactatgagttattaatatggactagacaacaataaaaatgctttc(T)1176 133009924 133009999 TTTAACATCAGATTGATTTTTGTTAGC CACCCAGATTTAGGGTTTTCA 254

Ai06B30959 Araip.B06 30959 c (A)12cacacacac(AT)633 133018051 133018083 GTGCCACTTGCATCATCATC CGTGAAGTCGACTGTACCTGA 257

Ai06B30963 Araip.B06 30963 p3 (TTA)5 15 133020162 133020176 AATCCCACATTGGATGGTTG TGTACCGAATTCCGAAGGAC 171

Ai06B30966 Araip.B06 30966 p3 (ATT)5 15 133022333 133022347 GTTCAATGAGGGTGGAGCAT TGCACAAACTCATCACCGAT 245

Ai06B30971 Araip.B06 30971 p4 (TTTC)5 20 133028360 133028379 GACCCCACATTTCCACAATC TATGCACCACTACTTGCCCA 237

Ai06B30973 Araip.B06 30973 p2 (TA)6 12 133044435 133044446 GAAATTCGACCTTAAATTAATCCG GGTCGTGGATTTGAATTTTCTT 120

Ai06B30976 Araip.B06 30976 p3 (AGG)7 21 133050379 133050399 TGAACACCTCAGCTACTTGATTG CGTTATTGCACGGGTCTTCT 229

Ai06B30982 Araip.B06 30982 p3 (GAA)5 15 133058244 133058258 ATGATGGCAATGACAATGGA ACATTCTTCGCCCTTTTCCT 147



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B30986 Araip.B06 30986 p2 (TA)7 14 133065995 133066008 CCAATAGGGCCCATAAAGGT CATCTTAGCCCTACCCCACA 255

Ai06B30989 Araip.B06 30989 p3 (AAC)5 15 133073846 133073860 AAGTCATCAAAGCACATTGCC CCATCTTGCCTCGCTACTTC 201

Ai06B30991 Araip.B06 30991 c (AT)6cgctgattaaagtgttaaaagatagaataaccag(TA)760 133079924 133079983 GATTTCGAATAGCTGTCCCG TTATTGAGGATACCTGTTTATTTGAA 264

Ai06B30996 Araip.B06 30996 p2 (GT)7 14 133093992 133094005 CGGCACACAAAGAAAACCTT TATTTTGGCTGGTTTTTGGC 273

Ai06B30999 Araip.B06 30999 p2 (TG)7 14 133103403 133103416 TCGAATTACTTTGGAACGCA TCGAATTACACATACCCGCA 128

Ai06B31002 Araip.B06 31002 p2 (CT)8 16 133109967 133109982 TTAAAACCCCTCAGGTCCAA TGCTCTGTTATGAGCCGTTG 272

Ai06B31003 Araip.B06 31003 p2 (CT)16 32 133110768 133110799 TCTCTTCCCCTCTCTCTCCC TCGCACTTCTTTCTTACCCTAAA 267

Ai06B31011 Araip.B06 31011 p3 (AAT)13 39 133120748 133120786 TGCATTTGAATTTTAGGTACGA TCCATCATTGATCAAAGGCA 183

Ai06B31017 Araip.B06 31017 c (ATG)6(ATA)9 45 133131957 133132001 TGTTTAAATTGGAAACCGTGG CCAAACCTAGTTTTTGTTATGCC 241

Ai06B31021 Araip.B06 31021 p5 (GAACA)6 30 133136281 133136310 TCTGCAGAATGAAGGCATTG TGAACGGTATTATCCCCCAA 245

Ai06B31023 Araip.B06 31023 c* (TC)7(CTCC)5* 31 133146632 133146662 AAGAAGAGCGGACAACCAGA ATAAACCACTGAACTGGCCG 266

Ai06B31026 Araip.B06 31026 p2 (TA)6 12 133149397 133149408 CATCAGCCACTTCCCATTTT ATGGGGATGGGTTAAAGAGC 226

Ai06B31031 Araip.B06 31031 p3 (GAG)6 18 133160610 133160627 ACAATAGGCTGGGAGGGAGT TTTATCCAGGCGCAAATAGG 242

Ai06B31032 Araip.B06 31032 c (T)10agttaataggtcagatttttgggtcggatcgagaaaaatatagactaaaaatgttacttttttaaaaaatgt(A)1092 133162500 133162591 CGGTTACCCACCGTAACAAC ATCCCGTTTAAATTTTGGGC 243

Ai06B31034 Araip.B06 31034 p3 (GAA)8 24 133164782 133164805 ACATGAGCTTTTGCAAGCCT GGAACATTGAAGCCACTTGC 143

Ai06B31037 Araip.B06 31037 p4 (TTAA)5 20 133169926 133169945 TGGGATCCACTATCTCCGAA TCCAATTATGCATGCTTTTCC 274

Ai06B31038 Araip.B06 31038 c (A)10gttggtgcagggacccaatt(A)12gtataggaacctaattgaaaattttacgaaactataagaaccaacagagtaattaaacctttaaatttttatggta(AT)13144 133171430 133171573 TGGGTCCTATAAAATTAAGCCAA GATCACTCCTCAACCAACAGAG 240

Ai06B31039 Araip.B06 31039 p3 (AAT)5 15 133172018 133172032 AAGGGGAAAGAAGAGGAAGAAA GGTGAAAGCCATTGTGACCT 275

Ai06B31042 Araip.B06 31042 p3 (CTT)5 15 133183282 133183296 TCTCTTTCTCCTTCTTCAACCG AGACAGGGCAAGAAACGAAA 102

Ai06B31043 Araip.B06 31043 p3 (TCT)5 15 133186548 133186562 TTTGGTATTGCGTGAGATGG TAACGGGGATCAAGGAACAC 168

Ai06B31044 Araip.B06 31044 p2 (AT)6 12 133189650 133189661 TCCGCATAATTAAACCTTCTCTTT TACATCCGCGTATCCGATCT 274

Ai06B31048 Araip.B06 31048 p3 (CAG)5 15 133196934 133196948 AAGGAACTCCATGCTCTTGC GCCACTGTATTCGTCCTGCT 278

Ai06B31051 Araip.B06 31051 c (A)12gattgagataatgtgacattttgaattaatttcagaaattg(A)1164 133201359 133201422 TGCCGATTTGGTTTTTCTTT TTGATTCAAATCAGGCACATATT 220

Ai06B31052 Araip.B06 31052 p2 (AT)10 20 133201629 133201648 GAGCGAGTCTCTCAACGAAAA TATGGACCAACCTTGTCTGC 194

Ai06B31053 Araip.B06 31053 c (A)10caccaaattcggcccctgatattttttttggaactgattagtccctgtgc(A)1171 133202843 133202913 CCGATTCCAAAGGAGTTTGA GGGGATTGTTCGAGTATGGA 237

Ai06B31057 Araip.B06 31057 c (T)12aaactaacggggtttaggccaaag(A)1046 133213275 133213320 CCATGCTCATGGTCTTGTGT TGAGCTAACCACTAAACCAACC 264

Ai06B31059 Araip.B06 31059 c (T)11agttgggtccctataaaattaagccaattactactaagagggacttaatt(A)1071 133215728 133215798 TTGAGTCCTTGCACCAATTTC TTTTAATTGGGTCCCTGCAC 173

Ai06B31065 Araip.B06 31065 c (T)10attcaaaatataaaattgctta(T)1345 133232305 133232349 TTGACTTCAACATTTGAACTTAGAAA TTTCTACTCATTTAATCTACGCTTTTT 206

Ai06B31066 Araip.B06 31066 p3 (TTC)10 30 133234029 133234058 GGTTTAGTGTCGGAATGCGT CCCCTGAACAACCAAAGAAA 241

Ai06B31067 Araip.B06 31067 c (TGG)6aacgagctttgctttggtttcttttgtgtgc(T)1059 133234592 133234650 CAACTGGTGAGGGAGGATGT TAATCTCCCCCTTGCAGTCA 212

Ai06B31076 Araip.B06 31076 p2 (AT)6 12 133249095 133249106 ACCTCAGGGCCCACTATTTC TTCGGTTTTCGTAACCTTGG 264

Ai06B31080 Araip.B06 31080 p2 (AT)6 12 133258429 133258440 CTGAGTGGCCTCCAAGAAAG TTTGTGTGCACTGGTGAAGT 208

Ai06B31085 Araip.B06 31085 c (T)11agttgggtccctataaaattaagccaattactactaagagggacttaatt(A)1071 133268166 133268236 TTCTCTCTCTCCCCTCTCCC GAGAGCAAAAGAGGAAAAGGA 144

Ai06B31088 Araip.B06 31088 c (A)10tccaacccgaccactgacaattacctcaaaacgacaacgaggcccttgtgccaaaaaaagtcaatgtta(T)1089 133270375 133270463 ATCTCGAAAAACAACGAGGC TCGAAAGGACAATGAGGTCC 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B31094 Araip.B06 31094 p3 (AAG)6 18 133285823 133285840 ATTATCGGGAGGTCCAATCC CACGTTCCATCAATGAATGC 161

Ai06B31100 Araip.B06 31100 p3 (TTG)5 15 133298378 133298392 CCACTTCGGTCCACAATTTC GACAAGCACTAGAAAGGCCG 171

Ai06B31101 Araip.B06 31101 p3 (TTA)7 21 133298532 133298552 CGGCCTTTCTAGTGCTTGTC AATTCTGCATTTCCCAGCAC 193

Ai06B31106 Araip.B06 31106 p2 (AT)7 14 133307080 133307093 AGGAGGGGTGTTTGGGTTAT TGTTCAGAAACAAACGCAGC 225

Ai06B31108 Araip.B06 31108 c (T)11g(T)10aaattgaaaacggacaaaaaaaactgaaaacggaccctcagttttccatttg(T)12atttttcctttaaaacaaaatggaccctccgtttttagttttttc(T)12143 133309169 133309311 AAATGAAATCGGACTCTCCGT TTGGAGCAAGAAATTCGGAC 269

Ai06B31110 Araip.B06 31110 p4 (GAAT)5 20 133311741 133311760 TGTCACGTAAACACTTGACCG TCACACACACAAACCCCATT 192

Ai06B31111 Araip.B06 31111 p3 (GCC)5 15 133312033 133312047 GCAAAATTTGTGGATCTTCTTG TTTCTTACATTACTACATTTTGCTGGA 201

Ai06B31112 Araip.B06 31112 c (CT)10(CA)25 70 133312376 133312445 CCGCTAAACAGATCAGCCTC CCCACATTAATCCTAACCAAGA 253

Ai06B31113 Araip.B06 31113 c (A)10tgatcttacaa(T)1031 133316661 133316691 GCCCTTTTTGTTTTTGGTCA TGATCTTCACATGGAAGCAAAT 255

Ai06B31115 Araip.B06 31115 p2 (TC)6 12 133323211 133323222 TTGCACCGATCGTGATAAT AATACACGGGTAATTGAAATAGTTTAT 255

Ai06B31116 Araip.B06 31116 p2 (AT)17 34 133326568 133326601 CGCAAACCAATAAGTTGCTG CCCCAAGTTCTCAAAGTCCA 270

Ai06B31128 Araip.B06 31128 p2 (TA)7 14 133370305 133370318 AAAAAGAGCAGGTTTGGGGT CTGGGCATGCATCACAATTA 218

Ai06B31131 Araip.B06 31131 p3 (TGG)5 15 133376112 133376126 CGTGCTCGCAAGTTTTTGTA CGATTTTCTCTACCTTATTCACCA 168

Ai06B31141 Araip.B06 31141 p3 (TAA)12 36 133399584 133399619 CCATTTTTGTTTCAATTTGGG CTGGATATGTGAAAGATAAGGGA 272

Ai06B31143 Araip.B06 31143 p3 (AAT)11 33 133403765 133403797 TCCTTGGGTTTCAACTTTCA AACAGACCCAAGTGAACATAAAA 280

Ai06B31145 Araip.B06 31145 p2 (CT)6 12 133405282 133405293 TCCTCTGCTTCACCTGACCT TGGGAGTGTTAGGGTTTTGG 122

Ai06B31147 Araip.B06 31147 p2 (AT)8 16 133410521 133410536 ATTCAAAATTTACACGCGCC TGGTAATCGGCCTGTTTTCT 262

Ai06B31148 Araip.B06 31148 p3 (TAT)5 15 133414791 133414805 CGGTCATTTCCAAACACTGA TCAAGAACACCAAAAGCAAGAA 215

Ai06B31149 Araip.B06 31149 p2 (TC)13 26 133415323 133415348 TTGCTACCTTTTGATGTTGGC AACTTGCCCTCCAAGAACCT 242

Ai06B31151 Araip.B06 31151 p2 (TA)8 16 133423442 133423457 GAGCGAGTCCAAAACGAGTC AAAAGGGACGGAGGAAGTGT 207

Ai06B31152 Araip.B06 31152 p3 (TTA)6 18 133424509 133424526 GTGGCTTCGGAAAATGAAAA GCAACAACTCTGTCGGTTGA 233

Ai06B31157 Araip.B06 31157 p3 (TCT)5 15 133434136 133434150 AGTTGGGACAAACCCAACAG CATGCGAAGAAAAAGGAGGA 219

Ai06B31158 Araip.B06 31158 p3 (TCT)5 15 133434782 133434796 AGTTGGGACAAACCCAACAG CATGCGAAGAAAAAGGAGGA 219

Ai06B31176 Araip.B06 31176 c (ATA)6attac(T)10 33 133472912 133472944 TCGGCAGTTAGTTGATGTGAA ATGGCCTTTGTCTTTTTCCC 253

Ai06B31177 Araip.B06 31177 p4 (TTTC)6 24 133485040 133485063 CGCAATAGGAAAGCTTAGCG CACACAGACGCCAAGAAAGA 199

Ai06B31183 Araip.B06 31183 p2 (AT)7 14 133497648 133497661 ATTGGTTCGGTTCGGGTAAT AACCAACCCACAAATTCGAT 258

Ai06B31184 Araip.B06 31184 p2 (TA)6 12 133498620 133498631 CAAATGCGATTCTCTCTCTCTTT TCTCGTGCTGATAACGTGTTG 194

Ai06B31185 Araip.B06 31185 p3 (GAA)5 15 133500516 133500530 CGATGAAGATGAAACACGCA AAGCCCAACAAAATACACGC 243

Ai06B31190 Araip.B06 31190 c (T)10gcacataagttaatcagtcc(A)10ttagtggctaaattgggta(T)1170 133515036 133515105 TCGAAAGGACAACGAAGCTC TCTTGAAAGGACAACGACGC 139

Ai06B31196 Araip.B06 31196 p3 (TAT)9 27 133523870 133523896 GAGACTCTTGGACCCACCAA TGCGTCTACAGACGTTTCCA 106

Ai06B31197 Araip.B06 31197 p2 (TA)9 18 133524649 133524666 GCTTTGTGCACTATGTGATGC CCAAGTTGAGTTTAATTTTGGG 178

Ai06B31202 Araip.B06 31202 p2 (AG)7 14 133537101 133537114 AGCCCTTGAATTTTGGGCTA AAAACAAATGCTACCTAATGCG 185

Ai06B31205 Araip.B06 31205 c (A)10gagtccagtatttgtcgcgtctttcattttgttcttgtgttcttgttttcgtttgtgtttcattattt(A)12gaagaagaagaataaagtg(A)11caaaaaaaagaagaaaaaaacc(A)16158 133544134 133544291 TTTATCATTTGATATCAGAGTTCAGG ACGAAACCAAAAAGGGGTTT 280

Ai06B31206 Araip.B06 31206 c (A)10gatcttttttgagaagctgtaatttacatcttttttaaaaga(T)1062 133547529 133547590 TTTTAATGTGTTTGGCAAATTTCT TGTTTGGATATCTCATGTAAAAAGG 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B31211 Araip.B06 31211 p3 (AGA)7 21 133554550 133554570 ACAAAAATTGCAGACCTGGG AAATTCGGGTGCTTGTTCAC 223

Ai06B31212 Araip.B06 31212 p4 (ATTA)5 20 133554745 133554764 GTGAACAAGCACCCGAATTT CCCAAACCCAACTATCATGC 254

Ai06B31214 Araip.B06 31214 p2 (AG)6 12 133556248 133556259 GGCTGGTGTTTACTTGGGAA GAGAAAGTATGGAAACCAATCAA 229

Ai06B31215 Araip.B06 31215 c* (A)15(AC)6* 26 133557268 133557293 TAGTTTGCGTATCTGCTGCG CTAGCATAAGGGGGCACAAA 256

Ai06B31216 Araip.B06 31216 c (A)12ttgttctcttgctagttgctaaatagtttttgtttgtcgaaagcacctatgtggcaaagttaatattctactatagaataataaacttg(A)10111 133558856 133558966 ACAACAAATGACAATGCCGA TGGACAAGATAGAATAAGGCAAAA 230

Ai06B31217 Araip.B06 31217 p2 (TA)10 20 133562786 133562805 TGGTCATCTCTTGCAGTACAGG TGACACCAAGCACAAATACGA 280

Ai06B31221 Araip.B06 31221 p3 (GTC)5 15 133572461 133572475 CGTCGTCTTCTAGCTTCGCT GGGAATCACTAAACAGTGCCA 112

Ai06B31222 Araip.B06 31222 p3 (AGA)5 15 133575061 133575075 TGAGGCAAACCTATCAGCAA CCTTTCCCTGTATCTTGCCA 184

Ai06B31223 Araip.B06 31223 p3 (AGA)5 15 133576211 133576225 AGACCTCCCACCAAGAAGGT AGGTGCCCACATTTCTTTTG 280

Ai06B31224 Araip.B06 31224 p3 (TAA)12 36 133581344 133581379 TCACGAACATTTGAATGAAACA CAATTCACCTTGCCCAAAAT 170

Ai06B31227 Araip.B06 31227 p2 (AG)6 12 133591238 133591249 AGGGGTCGAACCTACGACTT TCCTCCGACATCGTCTTCTT 225

Ai06B31229 Araip.B06 31229 p2 (TA)8 16 133596954 133596969 GGTGCAAGGACCCAATTAAA CCTTCCAAGTTGGTGGTTGT 168

Ai06B31231 Araip.B06 31231 p3 (CTT)5 15 133608285 133608299 ATAACGCATGCTGCTTACCC CACTGCTGCTGTGGAGCTTA 173

Ai06B31232 Araip.B06 31232 p3 (AGC)7 21 133613519 133613539 TGAGAATGGAGGACCTGGAC CTGCAACAAGAGCGAGAGAG 260

Ai06B31236 Araip.B06 31236 p3 (TGC)5 15 133627927 133627941 GGAGCACTCTAGGTTGCAGG CCCACCACCTTGTCTTGTCT 226

Ai06B31248 Araip.B06 31248 c (T)10gtgaatg(A)1027 133653474 133653500 CAGTGAATTGGTTAGCCAAAAA CTGCAACGGCATTATCACAG 258

Ai06B31250 Araip.B06 31250 p2 (AT)15 30 133657373 133657402 ATGCTCACGCATGTATGCAC CTTAAGATTGGGGCTGTCCA 279

Ai06B31255 Araip.B06 31255 c (T)10aaatgattatttacacaatcaatataaaaattag(T)1458 133684404 133684461 TGAGAATCTCGTTGTCCTTCG CTCAAATGGCATAAGCTCCC 170

Ai06B31256 Araip.B06 31256 p2 (TC)24 48 133686790 133686837 GTAGGGCAAGTTGGAGGGAT TGGAGTTGAGCAAATGAGACC 280

Ai06B31261 Araip.B06 31261 p2 (AT)6 12 133699818 133699829 AATGAGTTACATCATCTCGAAAAA TGCTTACACATACAACAACCGA 260

Ai06B31263 Araip.B06 31263 p2 (AT)7 14 133701385 133701398 GCTGCAACAAAGAGACCACA TGGGGATGGACCAAATTAAA 168

Ai06B31265 Araip.B06 31265 p3 (TAT)6 18 133703838 133703855 CGATTGCATCTGAGTTTCCA CAATAGCGGTTGGAGCAAAG 208

Ai06B31267 Araip.B06 31267 c (T)15gtcgtagaattcattactcagactatcatagac(T)1260 133709156 133709215 TGAGAATTGAACAATCAACGC ATTGTGCGCATTGGTGTAAA 156

Ai06B31269 Araip.B06 31269 c (T)11acaaaaataaaaatattatttaaaaaaattattannnnnnnnnnnnatattt(TTTA)687 133709834 133709920 CAGATTGGCCTAGTCTAAAGCA AGGTTCATCCGGATTGTCTG 198

Ai06B31270 Araip.B06 31270 p3 (AAT)8 24 133721097 133721120 ACCGCAATCAAATTCGAAAA CGAGAAGGAACGAGAGCAAC 169

Ai06B31273 Araip.B06 31273 p3 (TTA)5 15 133728950 133728964 GGTGAGAAACCCAAGGTTGA TATTTGCAGCACCGGTTTTT 270

Ai06B31274 Araip.B06 31274 p3 (TAT)5 15 133729159 133729173 AAAAACCGGTGCTGCAAATA CACGTTAGTACGAGCCACCA 271

Ai06B31275 Araip.B06 31275 c (AG)8actgatggaagagggtgacgcgtgcgtaagggtaaccgggcacttataaattctcgggaatggtaccctcattgagcgatttc(AT)8115 133731405 133731519 GTTTGCAAAGGGATCGTCAC GCATCCCCATGAGTTTATGC 209

Ai06B31276 Araip.B06 31276 p2 (AT)9 18 133732379 133732396 GGAACGACGAAGTTTGGAAG CCGAATTACCGCTCAAAAGA 197

Ai06B31279 Araip.B06 31279 p5 (TTTAT)6 30 133746696 133746725 ATGTCGTGCCTCCTCTGTCT AACACCACCACTCACAGCAA 245

Ai06B31280 Araip.B06 31280 p2 (AT)6 12 133749859 133749870 GCATTGGAATACCTAGCGGA TGCAAATAGATGCGGTTTGT 200

Ai06B31282 Araip.B06 31282 p2 (AT)6 12 133758789 133758800 AGCATGTTAACCTCCAACGG TCCCAACAATTTGAGACCAA 272

Ai06B31283 Araip.B06 31283 p3 (TTC)6 18 133759462 133759479 ACCACAAGAGCTGCTTCGAT GTCGTCGTACTTGCGTTTCA 140

Ai06B31285 Araip.B06 31285 c (A)12cagaatacaacaacgatttacttgcacaagctaaattcatattattggaggtagtgtgtaatattgcttaggagttggtagaaaataattcactttg(TTA)5124 133765896 133766019 CCCCAAAACAAAAGTTTCCC CAACCAAACACGTTTTATCCC 275
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Ai06B31286 Araip.B06 31286 c (TAG)6tgaacaaagaagtgagaaccaaccttccatatttttcgagtctatagggt(TTC)892 133769057 133769148 CGTCACACAAGAAGCAGCTC AGGGAGGAGTGGTGGAAGTT 180

Ai06B31287 Araip.B06 31287 p3 (TTA)5 15 133769494 133769508 CATGGGTGGTGAGTAGGGTT CCAAGATTGAGACCTTCCGT 187

Ai06B31288 Araip.B06 31288 p4 (TTCT)5 20 133770719 133770738 CTGGCATTGTTGCTAGACGA GTTTCCCCACCTTTACCGAT 215

Ai06B31292 Araip.B06 31292 p3 (TTG)6 18 133778478 133778495 TATATTGGTAGCCGACCCCA TGGGGTTTTTATCTGGATGC 189

Ai06B31294 Araip.B06 31294 p3 (ATT)5 15 133788830 133788844 GAGTGGTGCGCGTTATTTTT GCCCCATGAATCTCAGAAGA 244

Ai06B31299 Araip.B06 31299 p3 (ATC)5 15 133796060 133796074 AAGTCAATAGAATTGGCCACAAA CCATGAAGAAATCCAGCGAT 232

Ai06B31300 Araip.B06 31300 p2 (AT)6 12 133799547 133799558 CATTTTTGAATGTGTTTTTGGC GGATGCAATAACATTGCGTTA 280

Ai06B31301 Araip.B06 31301 p3 (TTA)6 18 133801097 133801114 TGCATCTGAATTTCAAGTATGATGTAT TAGGGACCACTGCCATTTTC 224

Ai06B31304 Araip.B06 31304 c (CTT)6cctcttcg(TCT)6ctttcgtttcttgccttctctttctcctccttcttcttcttgcttcacgttcttcttcc(TCT)10cttttgtttcttgccttctctttctc(CTT)5174 133809775 133809948 CGCATACAAGCGATTAAGGC GAGGAAGAAGAACGTGCAGC 258

Ai06B31305 Araip.B06 31305 p3 (AAG)9 27 133810412 133810438 ATCGTTTGGGTGAATTCCTG CCTCTTCCTCTTCCTCTTCCA 269

Ai06B31307 Araip.B06 31307 c (T)10ccattcgatattttgatatgtttgtttgagtgatttaaagttttgaaagtaagaatgacttaaaagaaatg(A)1192 133812142 133812233 TCAAAACTCGCAATGTAAGGC TCATGAATTCTCCACTTTGCAT 265

Ai06B31308 Araip.B06 31308 c (A)11ttggtacaggaacctaaataaaagg(A)1046 133813141 133813186 TCTTTTTAATTGGGTCTCTGCAC TTGAGTCCTTGCACCATTTTT 171

Ai06B31315 Araip.B06 31315 c (T)10aattttaaatatagtgaagaaaaaaagaat(A)1353 133816451 133816503 TTGCGAAATTATAGGGACCAA AGCCTATACCATGTTGCCCA 191

Ai06B31317 Araip.B06 31317 c (A)10c(A)10 21 133821429 133821449 GGACGTTGGGTGGAAGTAAA CCAAAACATCCAAAACCGAC 253

Ai06B31327 Araip.B06 31327 c (T)10(G)16 26 133840724 133840749 TTGAAATGGCCTGTGTGTGT TAATTTTCTGTGCCGTGCAG 236

Ai06B31339 Araip.B06 31339 p2 (GA)12 24 133865738 133865761 CATTTGAATCGGGGAGAAAA TGCTATTTTCCGGTGTGGAT 279

Ai06B31349 Araip.B06 31349 p2 (TA)9 18 133880652 133880669 TCCATCAAACATCCAAACAAA ATTTGGGCTTATCTGATGCG 280

Ai06B31353 Araip.B06 31353 p2 (TC)8 16 133891181 133891196 TCTGGACTTGTCCCGGATAG CGCAACAGAAACAGAAATGG 197

Ai06B31354 Araip.B06 31354 p2 (TA)9 18 133894647 133894664 GCACTGCATGCCAAGTAAAA GTGCACCACTGGAGAACAAA 235

Ai06B31355 Araip.B06 31355 p2 (TA)6 12 133895514 133895525 GGGCAAGGAAAAATTCTGTG TGAAGTTATGCTGCGCTCTG 232

Ai06B31356 Araip.B06 31356 p2 (TA)17 34 133896436 133896469 TGAGGATCCTAGTCCAAGGAAA CGCTCTGGAACACGAAGAAT 252

Ai06B31359 Araip.B06 31359 c (A)13gtgcggtgttgtggggtccactagtatccaactagactatcccttcccacaa(T)1277 133916879 133916955 TGGAAATTTGTGGGTGTGAA AAAGACGAAAATGTCCACGG 273

Ai06B31361 Araip.B06 31361 p2 (TA)7 14 133917745 133917758 CCTAACAACAACAACAAACACTTTT TGAGTAGTTGTTTCGCCATCT 257

Ai06B31368 Araip.B06 31368 p3 (CTT)10 30 133926165 133926194 GAACTCAGCTCGCATTTCCT GGTGAAGGAGGGAGAAGGAG 217

Ai06B31370 Araip.B06 31370 p2 (TG)11 22 133927945 133927966 GTGGCACCTAGGCAGAGATT TGGGTGAACAACATGGATTG 197

Ai06B31378 Araip.B06 31378 p3 (AAT)19 57 133939390 133939446 GGGGTAGGAGACTAGGAGCAA TTTTTGCTCACTAAAGAATGCC 277

Ai06B31379 Araip.B06 31379 p2 (TA)11 22 133945886 133945907 GAACTTGAAAGCAGGGAGCA AATTGCATCAACGGGGATTA 236

Ai06B31381 Araip.B06 31381 c (ATG)5agggtggtgaacaatttttattatcttgaaaatctgagttttgttgagtagtcaataatgtt(TTA)798 133948470 133948567 GCTCCTTGAATTTGCACCAT TGGAACACCAAGCTCAAGAA 279

Ai06B31382 Araip.B06 31382 p2 (AT)8 16 133949922 133949937 GTTAGTCGAAAACCGTCGCT TTGCAGAGGTAGGTGCATTC 170

Ai06B31383 Araip.B06 31383 c (T)10aaaagatatttaagtatagtacgtataatagtagttgaataagtcagcgatcgagtggtg(A)1282 133951234 133951315 CTTTTTGGTCTGGAATTCGTC AAGCTCCAATAATTGATAAGAACGA 186

Ai06B31385 Araip.B06 31385 p2 (AT)7 14 133964324 133964337 TCCTTTGTGATTTTCCAAGTGA AGTCCGGAGAATTTCAGGGT 255

Ai06B31389 Araip.B06 31389 p2 (AT)9 18 133971946 133971963 TTTCTTTATTCGGAACGTATATCAAA TTGTGAGCATACCAAAAACGA 227

Ai06B31393 Araip.B06 31393 c (TA)8ttagtatttttacccgtaataacattacagaaatataaatttaataaaactattttcttctttg(T)1696 133975518 133975613 TTCCTCCCTTGGCTTATCAA ATAGCAATGCCGGAGATGAC 246

Ai06B31395 Araip.B06 31395 p2 (TG)6 12 133979842 133979853 TGAAGCATTTGTTTAGGTCCAA TGGAAACCGCTATTGGAAAG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B31397 Araip.B06 31397 c (CAA)5cagaaacaaagaaaaagcgaatcagagaaagatgatacagaagaaagaaaattag(A)1282 133980702 133980783 CCTTGCCCCTTTCTTTTTCT CGCGGTCATCATTTACAACA 273

Ai06B31398 Araip.B06 31398 p3 (GAA)7 21 133981079 133981099 TTCCGATGTTCTTGCTGTTG CTTCACTTTCTTCCCTCCCC 218

Ai06B31405 Araip.B06 31405 p3 (AAT)5 15 133988641 133988655 AACTTCCTTAAAAGATGCCATGA TGCTTGACTTCTAAACACCGAA 227

Ai06B31410 Araip.B06 31410 c (CT)6atcacccatatttcacgtgaatttctggattgattttgctttttg(T)1370 133998731 133998800 AACTCACACTCAACAACTGCAC CGGGAGTTACGTTTGATTTTTC 263

Ai06B31412 Araip.B06 31412 p4 (ATCT)5 20 134001609 134001628 AGTTGCAAGTTCATTGCATTC CATGTTCGCCACTTGTCATT 100

Ai06B31413 Araip.B06 31413 p2 (TA)8 16 134001842 134001857 TCAAAATGACAAGTGGCGAA CAGCTTTTCATAATGGAAGCAA 223

Ai06B31416 Araip.B06 31416 p3 (ATA)10 30 134008902 134008931 AAAAACCAAACAAAGTGCCG ACGTCCTTTGACCAGGTGTC 177

Ai06B31421 Araip.B06 31421 p2 (AT)6 12 134015794 134015805 AAATACATGATTGTTGGCTATACACAC ATTCCCCATGCACACTTTTC 235

Ai06B31423 Araip.B06 31423 p2 (CT)9 18 134017260 134017277 TTCATTTTTCTCGTCGCAAA CCAGCGAAGAAACACTCACA 114

Ai06B31424 Araip.B06 31424 c (A)11gtc(T)10 24 134017740 134017763 GCTAGCTTTCCTCCTCCTCC ACACCAGGTTGGGCATTTAG 178

Ai06B31425 Araip.B06 31425 c (ATA)7g(TAA)6 40 134018154 134018193 AAGCGCTTCTTGTAACACCC TGGAACTTGGTTGTGATGATG 211

Ai06B31426 Araip.B06 31426 p2 (TA)8 16 134022305 134022320 GGGATTATAGGGGACCCAGA AACTTGTCAAATCATGGGGTT 198

Ai06B31431 Araip.B06 31431 p3 (TAT)5 15 134030471 134030485 AGCTTTTGCCAACTCAGCAT CTGCATGCACCAAAAATCAC 229

Ai06B31439 Araip.B06 31439 p3 (ATT)9 27 134043885 134043911 TGTTGCGGATGATGAGTGTT GCAAACAACACCACCCTTTT 205

Ai06B31440 Araip.B06 31440 p3 (TTA)5 15 134046689 134046703 ACGTGGAAAGTGGGTAGCAC CCAGATCGCAGCCTTCTAAC 215

Ai06B31444 Araip.B06 31444 p2 (TA)8 16 134050196 134050211 CAATGAAACGGTGATGCTTG TTTTGATGGAGATGCTATGATTC 246

Ai06B31447 Araip.B06 31447 p3 (AAG)5 15 134061575 134061589 ACACCCAAAATTCGTTGAAG TCCTCATCTTCTGCACCTCC 272

Ai06B31448 Araip.B06 31448 p3 (GAA)6 18 134061714 134061731 GAGGAAGAAGAACGTGCAGC TCTTCTTCTTTTTCCGTGCC 171

Ai06B31458 Araip.B06 31458 p3 (TAT)5 15 134079081 134079095 ACATGCTTAGACCACTCGGC GGGCATAATTCCGTTGAAAA 176

Ai06B31463 Araip.B06 31463 p2 (TC)9 18 134082019 134082036 TCTCTTCACTGCTGCCACAC CATGGCCCTTTCTTCACATT 241

Ai06B31465 Araip.B06 31465 p3 (CAA)9 27 134083326 134083352 TGGAACACAAGGCTCAAAAA ATGGCAAATTTGGTATTGGC 277

Ai06B31469 Araip.B06 31469 p2 (TA)6 12 134086040 134086051 TTCATAGCATGCAAATCGGA GGTGTTTGACCTGTGTGTGG 156

Ai06B31471 Araip.B06 31471 c (A)11tataaat(A)10 28 134088944 134088971 TTGCCAATGAGTAATAGCTCAAA GAGCGGGAAAAAGAAAAGTTG 219

Ai06B31474 Araip.B06 31474 p3 (TAA)6 18 134092683 134092700 CCCATGGCTGATCTCACTTA TATATCACAGTGCCGGATGG 212

Ai06B31483 Araip.B06 31483 p4 (AATA)5 20 134108852 134108871 AACAGAAATGATTGCCGGAG ATCGGCGATTCTTCATTCAC 231

Ai06B31484 Araip.B06 31484 p3 (CTT)6 18 134109005 134109022 ACCAACAATGGCGTATGTGA TGTCATGTGACGTTGAAGCA 193

Ai06B31491 Araip.B06 31491 p2 (TA)8 16 134130269 134130284 ATGATCTTCGACGAGAGGGA GTTGATGGCATTAATTGGGG 167

Ai06B31498 Araip.B06 31498 p3 (ATA)5 15 134140423 134140437 TCGTTGAGGTAGGGGATTTG GATCCAAGTTGCATTTCTTGC 277

Ai06B31508 Araip.B06 31508 c (TAT)11(AAT)11 66 134173668 134173733 ACGGCATTGGGTCCTACATA AAAGCAGTCAAAGCACCCAT 276

Ai06B31513 Araip.B06 31513 p5 (AACCG)5 25 134182332 134182356 GTTCGGTTTTTGGTTGGCT ACCAAAAGCGGTTTGGTTC 272

Ai06B31517 Araip.B06 31517 c (A)10catgtagc(A)1129 134193758 134193786 CATGTAATTCCTGTGCCAAAGA ACAACCCCCATACAAGTGGA 143

Ai06B31518 Araip.B06 31518 p6 (TAAAAA)5 30 134194066 134194095 TAGCTGCCCAATTTTTCCAC AGCATGCTCATGTGAAATCAA 235

Ai06B31520 Araip.B06 31520 p3 (CTT)7 21 134196788 134196808 CCTTCAGTAATGACGAGCGG GAGGGAGAGGTGGAGAACAA 105

Ai06B31523 Araip.B06 31523 p3 (CAT)5 15 134200661 134200675 CGAAGAGATCCAAAGGCAAG TGAAATCCCTTGGAAAAGCA 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B31527 Araip.B06 31527 p3 (AAG)5 15 134209094 134209108 ACCATTGATGACCCTCCAAA GGGGTTTCATCATGGAAATG 204

Ai06B31535 Araip.B06 31535 c (A)10cacataaaagtagttacacctaacgaaatgataaatattcaatcaatgtccatttaagatataacaaatatatgtcgttttca(AT)6105 134224602 134224706 GGTGGAACTTCTTTCTCCTTAAAA TTTTTGGAGCATAATCACTCTGA 260

Ai06B31538 Araip.B06 31538 p2 (TA)7 14 134227888 134227901 GGATGCTTCCTCTCTCATGC CAAAACGCAGTCTAAGCTCCA 244

Ai06B31540 Araip.B06 31540 p2 (AC)9 18 134229288 134229305 TCAACTGGGCCATACAAACA CTGGTGGCTGTTATGGGATT 256

Ai06B31547 Araip.B06 31547 p2 (AT)6 12 134240625 134240636 GCTTTGATTGTGTGATTGTGTG TGGAGCTGACCTAGACTCGAC 277

Ai06B31548 Araip.B06 31548 p3 (ATA)5 15 134241401 134241415 CTCATGCAATTCGGTTTGTG GGGAACATCAATTTCTTCACC 155

Ai06B31549 Araip.B06 31549 c (TCC)7(TTA)8 45 134242089 134242133 CCTTCTTTATCGTCGTCACCA AAAGACTAAAGCGACGGACG 239

Ai06B31550 Araip.B06 31550 p3 (ATT)5 15 134248565 134248579 TGGTGAAGGGAACCAAGAAC CCCTAATATGGGAGGAGGGA 235

Ai06B31553 Araip.B06 31553 c (ATT)9tccattaacccagtttctgatgaagcaattattattctcttgttcttgatgcatttgatgatgaggttcctttgttgt(TTC)6123 134251019 134251141 TCCCCAATTAGAGGTGTCCA TGCATATGTCTTTTGAATTTGTTG 241

Ai06B31554 Araip.B06 31554 p3 (TGA)5 15 134251341 134251355 TGCAGCCAAGTGCTGAATAG TCTAGGTGGTGCAACAATGG 275

Ai06B31555 Araip.B06 31555 p3 (TGA)7 21 134251868 134251888 GGCATCATAGCCAGAGAAGG GGGTTTCTCTCTCTCACCCC 252

Ai06B31556 Araip.B06 31556 p3 (ATC)5 15 134252158 134252172 AAGGCAAGTCAATCATTGGG TTTCGTTCTTTGGTCTTCGAG 225

Ai06B31558 Araip.B06 31558 c (T)12aaatt(A)14 31 134254072 134254102 AGAAAGACCCGGAAAGGGTA ATTCACAAGTTTCCAAGGCG 135

Ai06B31559 Araip.B06 31559 c* (ATT)6(T)14* 30 134254318 134254347 TCATGCTGTCATGCAAACAA TATCCGCGAGACAAAAGGTC 210

Ai06B31561 Araip.B06 31561 c (T)11agttctatttatattattctatatacccttatatctta(AT)763 134259599 134259661 GTTGAAGATCACAGGGCGTT AACATGTGCAAATATGGATGTGA 269

Ai06B31564 Araip.B06 31564 p2 (TC)7 14 134262976 134262989 CCTAAACACCCAATCTCCCA GGTTAAATTTTTGAGAAAAGCGA 192

Ai06B31565 Araip.B06 31565 p4 (TTTC)7 28 134264832 134264859 GTCTGAGCCCGTGATGAAAT AGAGAATGCAGACGCCAAGT 174

Ai06B31570 Araip.B06 31570 p2 (TA)6 12 134275905 134275916 AATGCCCTAATTCCCAAGGT GAAACGCAGTAAGGCAAACA 232

Ai06B31573 Araip.B06 31573 p2 (CT)9 18 134277709 134277726 CAACATCACCAACCTCTCCA CTTGGACACCATTACCTTCCA 235

Ai06B31580 Araip.B06 31580 c (T)10a(T)10 21 134283826 134283846 TTCTGCTAAGTTCTGATGTCTGC AAACAATGGCACGACTTATTTTT 259

Ai06B31583 Araip.B06 31583 p2 (AT)6 12 134298075 134298086 CATGGTTGGGGTTTAATGGA AAAAAGAAGCAGCACATGACC 277

Ai06B31587 Araip.B06 31587 p3 (TAA)6 18 134300058 134300075 CGGGAGATAGAGATTTGCCTT GTCGCGATGGATTTATGCTT 277

Ai06B31592 Araip.B06 31592 p2 (TC)7 14 134310313 134310326 CCTTGGCAAAGAACAAAACC CCCTTGAAAGGAGAAGAAAGG 138

Ai06B31594 Araip.B06 31594 p3 (TAA)8 24 134310820 134310843 GAAGAGGGGCAAAACTGTCA CATTGAAGAGAGCAATGGCA 216

Ai06B31596 Araip.B06 31596 p4 (TAAA)5 20 134311371 134311390 GCATGCAACGACACCAATTA TCGTCAGTAACTCTGGCTGC 272

Ai06B31598 Araip.B06 31598 p3 (CAC)7 21 134313260 134313280 GGACCAGAAGTACTGCGAGC GAAGCAGTGTTCCCCACAAT 195

Ai06B31599 Araip.B06 31599 p3 (TAA)5 15 134314896 134314910 GTGGTCCACTTGGTGAGGTT TCTGCTGCCCTTGGACTACT 202

Ai06B31601 Araip.B06 31601 c (GA)6aacagaacaacaag(GA)842 134317281 134317322 GGAGAGGACAGTATCACCGC CACGGTTTCTCTCCCTCAAG 168

Ai06B31602 Araip.B06 31602 p3 (TGT)5 15 134317533 134317547 TTGTTGCAATTTCGGAGTGA CAGAATTGGCTGAGCTGTCA 208

Ai06B31603 Araip.B06 31603 p3 (TAT)12 36 134317857 134317892 TTCTGGTAATTCGAGGGTGG GGCCAAGTCCAAAAACAAAA 111

Ai06B31609 Araip.B06 31609 p3 (ATC)10 30 134330359 134330388 TTCAACCTCCACCATGTTCA CGGCATACTTGCAAGAAAAA 273

Ai06B31613 Araip.B06 31613 p3 (ATC)5 15 134333203 134333217 CCATCATGCACACAACAACA TCTTGACCAACCCAAAGTCC 197

Ai06B31614 Araip.B06 31614 p3 (GAA)5 15 134333399 134333413 GGACTTTGGGTTGGTCAAGA ACAAGCCCTTCCTCAACCTT 190

Ai06B31615 Araip.B06 31615 p3 (AAC)5 15 134333550 134333564 ATCAAGGTTGAGGAAGGGCT TTCACAAACACAAGACAATTTGAA 237
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Ai06B31618 Araip.B06 31618 p2 (AG)9 18 134337863 134337880 TTTCCCAAACACAGAGGGTC TTGGTTTGATTGCGTTACCA 220

Ai06B31620 Araip.B06 31620 c (TC)17(AC)14 62 134342211 134342272 AAATTTGCACCTTTGGTTCG CGCACAGCAAATCAAGAAGA 277

Ai06B31627 Araip.B06 31627 p2 (AG)8 16 134360570 134360585 AGGAGCGAGAGCATTCATGT ATTGTGCTTGGACTTCCCTG 233

Ai06B31632 Araip.B06 31632 p2 (AT)7 14 134388175 134388188 ATTTATTAAAGGATATTTTGGTAAGCA AGAGAAAATGCCACTCCCCT 260

Ai06B31633 Araip.B06 31633 p3 (ATT)7 21 134392861 134392881 TCTTGATTGGAACGGTTTGTC ACGCCCAAATGTAGATGACC 175

Ai06B31635 Araip.B06 31635 c (G)14tggggtggggttttg(T)1241 134395650 134395690 AATGATGGTGGTGGAGATGG CGAAATCATCCCCAACCTTT 216

Ai06B31640 Araip.B06 31640 p3 (ATA)15 45 134401276 134401320 ATGAGGCCAAAGGTCACAAG CCAAACCTAAACCCACCTCA 146

Ai06B31641 Araip.B06 31641 p2 (TA)6 12 134402307 134402318 TCCATGCAAAGGAAAAGCAT TCCATCTGATGTGTGTGCCT 185

Ai06B31642 Araip.B06 31642 c (T)11aagatagacaaaaaattggtatagtccgcatcgattatttgctaggtagagaactagagttagagttaatttc(T)1094 134403001 134403094 GGGCCGGAACACATAAAAA TTGGCCCAAATCATAAACAT 280

Ai06B31646 Araip.B06 31646 p4 (AATT)5 20 134408292 134408311 GCCAGTGTTATGATGAACCCA TCTCGTCCTAACTTTGCCTCA 250

Ai06B31647 Araip.B06 31647 p3 (ATG)6 18 134408432 134408449 GGTGATGAAGAAGGTGACCAA GAAACGAAACCTTTGTGGCT 235

Ai06B31651 Araip.B06 31651 c (T)10cgatttttttcttgtatgaatctcaaatcctaacaatcaattatcaatgttccaaaat(A)1280 134412802 134412881 CAAACAATCATCAATGTTCCAAA TTGACCACCTAACAATATCACAAA 253

Ai06B31653 Araip.B06 31653 c (A)11caaaaagtgtaaacggacgatctgttttgattttaag(A)1058 134413710 134413767 ATAAAACTCGGAGGGTCCGT CAGGTGTGGGACAGGTTTTT 280

Ai06B31655 Araip.B06 31655 c (A)10ttt(A)12 25 134415879 134415903 TAAGTCACGTGGGACGATTG AAAAATGGGATAAACATCGCT 258

Ai06B31660 Araip.B06 31660 c (T)12gttgtgaaagactaacatagattatctttaaattttattggattaaaac(A)1071 134419902 134419972 ATTCTCCATCTAACAGCGCC ACCACTTGGGTGAGTTGAGC 279

Ai06B31661 Araip.B06 31661 p2 (AT)6 12 134421577 134421588 AGGAGCAACATCTCAAAGCA AATGGCCACTACCTCATTCA 236

Ai06B31662 Araip.B06 31662 p2 (TA)6 12 134421796 134421807 AAAGCTATGAATGAGGTAGTGGC AGGTCGTCTCGTCTCATCTCA 146

Ai06B31666 Araip.B06 31666 p2 (TC)6 12 134427655 134427666 GCAGGGTTTGGTTTCAAAGA GGAGGAAGGAGGAAGGAGAA 273

Ai06B31677 Araip.B06 31677 p2 (TA)6 12 134447893 134447904 TGCTCAGCATGTTGAAGAGG CACACTTCAAATCCCAGATTG 266

Ai06B31682 Araip.B06 31682 p2 (TA)13 26 134460912 134460937 GCCTATCGTCTGTTTGTGCTT CACGTGTCTTACATGTGGGC 212

Ai06B31685 Araip.B06 31685 p2 (AT)7 14 134477365 134477378 TTTTGGTCCTCTGTTCCCAC CACCCTACCACACACAGAGG 249

Ai06B31687 Araip.B06 31687 p2 (TA)8 16 134491283 134491298 TTTCATCTGCAGGAAACGTG TTGCTTTAAGAGATGGTGCTCA 259

Ai06B31690 Araip.B06 31690 c (T)13attcccacaagcacttgcctttcttcttc(T)1052 134498382 134498433 TTCGAGCTCTGAAGTGGGAT TACCCTCTAAAACGTTGCCG 247

Ai06B31691 Araip.B06 31691 p3 (AAT)8 24 134499064 134499087 GGAAAGAAAGCCAAAACGTG GTTGGAAGTCACGGTTCCAT 261

Ai06B31692 Araip.B06 31692 p2 (GA)8 16 134499643 134499658 CGAAGAATCCGCTTAGATCG CTCCTCATCCAAATTCACGC 166

Ai06B31694 Araip.B06 31694 p3 (TGA)5 15 134502480 134502494 CCATTGATAAAAATGATGCCA AAACTCCCACACAAATCTTTTCA 275

Ai06B31696 Araip.B06 31696 c (AAT)5aaagtatatatttaagtatattatatacataggtgtc(TA)868 134502907 134502974 TGGACAAAGACCGAATTGAG CCCGAGAAGAATAGAGGTAGCA 278

Ai06B31698 Araip.B06 31698 p3 (TTC)5 15 134505143 134505157 AAACTGCAGGTCCTGGCTTA TCTCCGATAATACCGCCATC 272

Ai06B31703 Araip.B06 31703 p3 (TTC)5 15 134514237 134514251 GTTGGGCCTGTATGATCACC CAAGAGCGATTACCGGAGAG 274

Ai06B31711 Araip.B06 31711 p2 (TA)12 24 134530407 134530430 GCTGATGGAGGATGAAAATGA TTGGCTCTCAAGCAGGATTC 280

Ai06B31712 Araip.B06 31712 p3 (AAT)5 15 134531079 134531093 TTTCCCCTGAAACAAAGAGTG CTGCTCTAGGTTTTGGTGGC 135

Ai06B31721 Araip.B06 31721 p3 (TAG)5 15 134546999 134547013 TCCACAGTATTCCTTTCTTGCAT CATTGTTTCCAAAGACACCTCA 245

Ai06B31722 Araip.B06 31722 p3 (CAC)5 15 134547611 134547625 CCCCTTTCAAAATCCCTGTT ATCATGGAAAGCCAATCCAA 230

Ai06B31729 Araip.B06 31729 p6 (TCTTCA)5 30 134564461 134564490 CCATTCTCACCTAAGAAATCGC GGCCATTCCGATCTTATTGA 264
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Ai06B31730 Araip.B06 31730 p3 (AAT)5 15 134570550 134570564 TTGCGTGCTCTTTCCTCTTT TCCTTCACCAATCACATCCA 274

Ai06B31732 Araip.B06 31732 p2 (AT)6 12 134576912 134576923 AGCTCCTGACTCAGCCTACG TCGCTAGGCGTCTGGATATT 235

Ai06B31733 Araip.B06 31733 c (A)10ttcacacaaaactaaccaaatacaattcacttgcatg(A)1158 134580766 134580823 CATCCAATCAAATGGAGAAAAA CTCGTCAACCCTCGATGAAT 280

Ai06B31736 Araip.B06 31736 p2 (AT)8 16 134599442 134599457 TCTGGGTTTGGTATCTTCGG TTCAAAACCGTTCAAAGCAA 155

Ai06B31738 Araip.B06 31738 p3 (TTC)5 15 134601730 134601744 GAACTCCTCCATCTCCTCACC GTAACAATGGCGAATTTGGG 214

Ai06B31740 Araip.B06 31740 p2 (AT)10 20 134625486 134625505 GAGAAACAGAGAAGGCGAAAA TGGAACCACACAGCACCTAA 266

Ai06B31743 Araip.B06 31743 p2 (AT)7 14 134628254 134628267 TCAGGCACTTCCTCTTGAGTC TCAGTGAATGAACAAGCGAGA 272

Ai06B31745 Araip.B06 31745 p2 (AG)9 18 134631651 134631668 GGGGAAACAAAAGAAAGGGA AGGGCAGCTTCTCTCTCTCC 186

Ai06B31748 Araip.B06 31748 p2 (TA)6 12 134643340 134643351 AGAGGCACAAGATTCATCGG AATCGCTACTTCCATCCGTTT 211

Ai06B31751 Araip.B06 31751 p2 (AT)12 24 134650736 134650759 GCTGGTAGCATGCAATAGAGAA TGTCTTACAAGTGCGGATCG 271

Ai06B31752 Araip.B06 31752 c (A)10ggacaaaaaatcaa(T)1034 134654184 134654217 ACTCTACTTGCTCCTGCGTCA TGAGTGCATTCCAAGTGAGC 270

Ai06B31754 Araip.B06 31754 c (A)17ctcaacttttaaaaaatataaataaatatagaaaattagtgacctc(A)1073 134661779 134661851 AAAATTTGGTTAAGGGTCGATG GGGCAAATGAAAGAAAAGAAA 280

Ai06B31755 Araip.B06 31755 p2 (CT)6 12 134671297 134671308 TCGCGAGACTCTCCTCTCTC GGAGCTTCCATTGTCATCGT 249

Ai06B31762 Araip.B06 31762 p3 (ATG)5 15 134684000 134684014 CACTAGCCACACTGAAGGCA ACTTCAAGCTCTGACCCCAA 247

Ai06B31763 Araip.B06 31763 p2 (AT)6 12 134687463 134687474 GTCGTCCTAATTCAGGTGGC TCATTTTGTTGAGATTGTGACTTTT 232

Ai06B31764 Araip.B06 31764 c (A)13ccttttttaagcttttaaattggaatgggaaacttttgtgtaatgcttttttcttttttaatgtgaaaaatgaaaaatcaccttttgtgataattag(A)11121 134701184 134701304 CGAATGGGGAGGTTGTTTC CCTGCACCAGAAAAACTGTG 246

Ai06B31765 Araip.B06 31765 c (A)10g(A)14 25 134706206 134706230 GTCTGGTGTGTGCTGCATCT GCAAAGTCAGAACATTGTCCC 151

Ai06B31767 Araip.B06 31767 c (TC)6attggtcaaaaaactaataataactctatggaaacttctatagaattaacctcaagtttctatgtgttttttagtttgactttagagac(T)12113 134710968 134711080 CGACGTACCTGAATTTTCACC TGGCTACTATGGATCTTGTGTTTT 248

Ai06B31770 Araip.B06 31770 p2 (GT)6 12 134716942 134716953 TTTTGCGAATTGACCAACAA GAAGGAAGAAGCCACAGTGC 102

Ai06B31776 Araip.B06 31776 p3 (TTA)6 18 134744044 134744061 AAAGGTGCGAGTTTTGCTTC TGGTGGCTGATTTTGGTGTA 215

Ai06B31777 Araip.B06 31777 p5 (AAAAT)5 25 134746069 134746093 CACCGAAAGGACCTGACAAT TTGCACACACCAAACAAACA 133

Ai06B31778 Araip.B06 31778 p3 (GAA)5 15 134752220 134752234 GGTGGGACAAATCTGACAGG GTTCCTGTAGGCAGTAGCCA 169

Ai06B31779 Araip.B06 31779 p3 (TAT)14 42 134753221 134753262 ACATTCCGAGCTAAACGACG TTGGTTGACCACATAAATCTCAA 267

Ai06B31788 Araip.B06 31788 p3 (GAA)7 21 134779066 134779086 ATGGAAACAAGCTTGGCAAC TTCCTTCACCGCTTTTCTTC 247

Ai06B31792 Araip.B06 31792 p2 (AT)9 18 134784874 134784891 TTGCACCTAAGCCAACAGTG AAAGACAGTTTTGTGCGGCT 237

Ai06B31793 Araip.B06 31793 c (ATA)12atcatcatcatt(ATC)1078 134786385 134786462 CATTCCTTGATCTCCGCTTC GGACAATGTATCCCCTAGCC 247

Ai06B31794 Araip.B06 31794 c (T)11gttaaaatcatcctcaacgtttaaaaatactttaaaatcgtccttttctattttttttgaccaaattacctttaactattaataaaaatt(A)12113 134787926 134788038 TCCCCAAAGTCTAGGCTCAA TGATGTCTGAAATTGGATCATAAA 265

Ai06B31797 Araip.B06 31797 p3 (AAT)6 18 134793070 134793087 TCAACAAAGGCTCCGAACTT GCTCTCCATGTGTTCGATGA 265

Ai06B31802 Araip.B06 31802 p2 (AC)6 12 134798867 134798878 GTAATAATGCGAGGAGCCGA AAACCGACCTCATTTCGTTG 217

Ai06B31804 Araip.B06 31804 p2 (AT)8 16 134800716 134800731 TGCAGAGTCCAATATATTTAGCG TGCATGCATCCCATAACATT 145

Ai06B31813 Araip.B06 31813 p2 (TA)6 12 134812953 134812964 CTGCAAGCATTCCCCTACTT TCCTTTAGAGATAAAGCAATCACAA 187

Ai06B31815 Araip.B06 31815 p2 (AT)6 12 134821713 134821724 TTCAATATTATACTTTGCAACGGAAG TTTAGTGTAGGAACCCAATTAAAAA 244

Ai06B31816 Araip.B06 31816 p2 (CT)7 14 134823017 134823030 TTCCCAAATCCAACACCAAT CCAAAATCCAAACACGTCCT 266

Ai06B31821 Araip.B06 31821 p2 (AT)6 12 134834312 134834323 TCAACTCGTTTCATGCCTTG ATTTACTGTGCGACCAACCC 261
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Ai06B31825 Araip.B06 31825 c (T)10g(T)23 34 134842510 134842543 GCGTGGCATATGTACATCGTT TTTTAAGGATTTTGTTGCGGA 252

Ai06B31829 Araip.B06 31829 p2 (AT)8 16 134853686 134853701 TGTTTTCAGCAACAAATTTAGCA GCGTTTGAATTTTTCGGGTA 136

Ai06B31830 Araip.B06 31830 p5 (TAAAA)7 35 134854368 134854402 ATAATCTCCACCACTCCCCC TCTTGCTTTGGTGGTGTCTG 262

Ai06B31831 Araip.B06 31831 p2 (AT)6 12 134858404 134858415 TTGTCATGATAGGAGAAGAATGGA TACCCTTCAACTTGCGTGTG 234

Ai06B31834 Araip.B06 31834 c (A)11tagtaagtctaccctgtg(T)11ggacatggtgagaaccgggcaacccgacccacaccgaagaggatccaaatgttatttccgttctttagctctgggctgtaagccccttattttacc(A)10146 134860607 134860752 GGTCTCAGCTGCAGTAAAGGA TTGGAGTTCACGTAGCCCAT 280

Ai06B31837 Araip.B06 31837 p2 (TA)6 12 134866569 134866580 TAAATTCCCCCTTCTCGACC TGTCTCTTTCTGCCGATTTTG 151

Ai06B31839 Araip.B06 31839 c (A)10tagaag(A)10 26 134869310 134869335 TTTCCTCCTCACCTCCTTCC GAACATGATGAGGAGTTTTGAGG 109

Ai06B31840 Araip.B06 31840 c (A)10tacagcaacaatagtagcaacaaaaaaatgatgatgagaaaaaaatacgtaaagaag(A)10ggagaaggaagaggaggaagagaaagaggaactt(GAA)5126 134870045 134870170 TTCTTGTTTCACTCTTTTGAGAGG CATTTACACGCAGAACTTTACG 273

Ai06B31842 Araip.B06 31842 p2 (TA)7 14 134872962 134872975 GCCCCTCAGTAGACTCCCCT TGGCACTGAAAATTGATGAGA 279

Ai06B31843 Araip.B06 31843 c (T)14gcacaggaactaatcagttccaaaaaaaatatcaggggccggattgtgtg(T)1074 134874544 134874617 AAAGAACTCAACCCGGTCCT TCCATCGGATTCCTGACAAT 199

Ai06B31845 Araip.B06 31845 p2 (AT)7 14 134875397 134875410 TGGATGTATGCTCCTCTTGCT TTTTTGCAACAACGTGATGG 270

Ai06B31851 Araip.B06 31851 p6 (TCCACC)5 30 134886291 134886320 CATCCTTATGGCCAGCTGAT GACTGCCCTGAACATTCCAT 242

Ai06B31854 Araip.B06 31854 p2 (AT)6 12 134888028 134888039 CGCTTTGGTTCTTCCAAAAG GACATGCTGACTGCAAAGGA 279

Ai06B31860 Araip.B06 31860 c (T)15gtcagggaaaaataggcaattaa(T)1553 134900418 134900470 CCTTTGGGATGAGTGGTTTT TGACTGACCCTTTTGGGCTA 265

Ai06B31862 Araip.B06 31862 p3 (TCT)9 27 134902563 134902589 TTCCCCTCAAAACCTTCCTC AGAATCATTGGTGGTGAGGG 236

Ai06B31865 Araip.B06 31865 c (T)11gggcttggttcaggttatcggcccgggtccttgtccaaaaagaagaaaattgtatttaaaaagtatttttgtatcatgacccaaaat(A)10108 134911440 134911547 CTGAGAGAAAGCTGCTGCAA GAGGATCCAAATTCCGTTAGA 266

Ai06B31866 Araip.B06 31866 c (CTT)7caactactctcacctttcaaatccaataatcactgcaga(AAC)678 134913561 134913638 TGATGGCTAACTGACGTGATG TGAATCTTATGAGCATGCGAG 228

Ai06B31870 Araip.B06 31870 c (A)10cattaa(T)10 26 134922994 134923019 AAAAACACTCAATCTGGTCCTG GGCCTTTGATAATTACCTCAAAAA 121

Ai06B31872 Araip.B06 31872 p4 (ATTT)5 20 134927401 134927420 AAGAGGATCAGGTTCTTTGGG TCACCTCTTAGTTCGGGTCG 276

Ai06B31877 Araip.B06 31877 c (A)15gcaggtaaaaaatttgctgaagacaaaaaaaacttc(T)1061 134932489 134932549 TTCTGACTAAAATTGAAAGGTGAA CCGAATTGGATGTCATTTCC 254

Ai06B31878 Araip.B06 31878 c (T)11gcgtgtatccaataacaacccaaaatcatagtgttata(T)1059 134935583 134935641 GCACAAGGAATCATTAACCGA AGTGAGCTGACCACTCGACC 233

Ai06B31881 Araip.B06 31881 p2 (GA)6 12 134940846 134940857 GAGGTCGTAGAGGATGACGC AAAGTCCAAAAGCAAGGGGT 257

Ai06B31882 Araip.B06 31882 p3 (TTA)5 15 134941345 134941359 AACTCCTGCCTTCCTTCTTTTT GAAGCGTACTATAAAAAGACCTTGC 246

Ai06B31884 Araip.B06 31884 p2 (TA)6 12 134944256 134944267 TGCAAGTTGCCTTCAAACAC GCCGTTAAGGGTATATTTGATACA 270

Ai06B31886 Araip.B06 31886 p2 (AT)8 16 134946710 134946725 TTCTTGAGGGAGTGGAAATTG CCAAAAAGTAAGAACACAGGGG 225

Ai06B31887 Araip.B06 31887 p2 (AT)7 14 134948693 134948706 CGTGGAAGTTCCGTTCAACT ATCAGCCTAATTAAACGTTCGTA 110

Ai06B31888 Araip.B06 31888 p4 (ATTT)6 24 134954178 134954201 TCCGGTTAAATTTCGGTTTG TCAATAGACATACATACAGTCACCGA 238

Ai06B31890 Araip.B06 31890 p3 (CAT)6 18 134961917 134961934 TTCCATGGCATCATCATCAC CCAGAGCTTTACGATGCAGA 165

Ai06B31892 Araip.B06 31892 p2 (TA)8 16 134968844 134968859 TAGGGCAGTAACGGGTTCAG TGGATTGGGTCCAAGTTAGG 229

Ai06B31893 Araip.B06 31893 p2 (TA)6 12 134972556 134972567 TCTCGTGCTGATAACGTGTTG CAAATGCGATTCTCTCTCTCTTT 193

Ai06B31894 Araip.B06 31894 p3 (TTC)6 18 134980279 134980296 TCCTTTCACGCTCCTCCTTA TGCGCGTTAACATGAAGAAG 103

Ai06B31895 Araip.B06 31895 c (TCA)5cca(TCT)5 33 134980740 134980772 TTCTTCCTCATCTTCTGCTGC TTGCAGCATTATGTGTTTCTTC 183

Ai06B31897 Araip.B06 31897 p2 (AT)14 28 134985976 134986003 GAGCCAATGAACGCTCTTCT CTCGTTTTCGGTCTTCCTTG 275

Ai06B31900 Araip.B06 31900 p3 (AAT)5 15 134988566 134988580 GTCGTCCACATGCACAAAAC TCAGCTACTCACTCCAACCAAA 264
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Ai06B31902 Araip.B06 31902 p2 (AT)9 18 134990277 134990294 ACCAATTGCTTCAAAGGTCG GTGCACCCTACAGCATAGCA 254

Ai06B31905 Araip.B06 31905 p3 (TAT)5 15 134992624 134992638 TCGAATCTGTTATCAAACCACTTT GACTCGAGCTCGCAACTTCT 225

Ai06B31911 Araip.B06 31911 c (T)10aaattattttttggtttttcaggggataaataatctttttctataaatagatag(T)1074 135001384 135001457 AAGAAAAGAGGGAAAAGCCG CCTTCTACACTTTTGTTGGATGA 217

Ai06B31914 Araip.B06 31914 p3 (AAG)5 15 135008241 135008255 GCGTTTCTTTTTCTTCTTTCTTTG CCTCCTCCTCATCTTCTACCG 170

Ai06B31915 Araip.B06 31915 p3 (GAG)6 18 135008666 135008683 GAACCACACCTCAGCCACTT CCGTTACTGCACGCTTCTTC 239

Ai06B31917 Araip.B06 31917 p3 (TTG)5 15 135018273 135018287 TCTGATTCATGTAGCCAACCC TGATATTCAAGCCTCCCCAG 127

Ai06B31918 Araip.B06 31918 p3 (TTC)7 21 135024366 135024386 TCATTTCCACCATTGAAGCA TGATGACGCAATCTTAACGC 269

Ai06B31922 Araip.B06 31922 c (T)10ctttcttagtttttatttatttttcttttaagtcacc(A)1057 135038146 135038202 TAGTATTCAGCGGGACTGCC TCAAGCGTTGGAGTTTATACCA 131

Ai06B31924 Araip.B06 31924 p3 (GAT)6 18 135040837 135040854 GGCCTTTGAGTGCAATGTTT CCATCTTTTGAGCAAGATGTGA 236

Ai06B31927 Araip.B06 31927 p2 (TA)6 12 135054546 135054557 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai06B31933 Araip.B06 31933 p2 (AT)13 26 135070593 135070618 GATGGCTTCGGTTTTAAGCA CACCCCAATCTCACACCATT 226

Ai06B31937 Araip.B06 31937 p2 (TA)7 14 135084695 135084708 CAACCCTAACCCTACTCGCA TGTGTATGTGTGTGACTTGTTGC 257

Ai06B31940 Araip.B06 31940 c (TAAA)6ggtgcttaacggatgaaagttgcaaatcaaataaagtttaaaatagtaatttattgcgtataaaaggaaataagaagattttggtttaa(T)12125 135090011 135090135 AATGTGTTCGACACGCAGAC CTGGTGAGAATTATTGAGGGC 249

Ai06B31943 Araip.B06 31943 c (A)16gagaaagaatcttgttgttgttatgagcaatgaacaattgaacat(AG)673 135092112 135092184 TTGTGTGCCTCTGCAGTACC AGCACCTCCTCCTTCACAAG 254

Ai06B31944 Araip.B06 31944 c (A)10gatgagtttactagtaataaatataaaaaatttaaatctcaatttatatatacgattattgattggtcaatt(A)1193 135092934 135093026 AAGTTGCCAGTTCAAATATCATTC AAAATATTGTCTTCAAACTCTGTTGTT 280

Ai06B31947 Araip.B06 31947 p2 (AT)8 16 135096370 135096385 ATGATAGCCTTGGTGGCATT GGATGAACAGCACCGAAACT 272

Ai06B31953 Araip.B06 31953 p2 (TA)8 16 135107986 135108001 CAGATATTCATCGAGGGGGA TGCTTTGTCAAATCGAAGAGG 168

Ai06B31959 Araip.B06 31959 c* (T)10catcattatcacca(TCT)5(T)10*48 135113286 135113333 ATTCGCAGCAAATTTGGGTA TGAACAAAAAGAAACTTGAGAACG 232

Ai06B31960 Araip.B06 31960 p3 (CTT)6 18 135114350 135114367 AAGAACATCGCGAAAACCAC AGAAGGGGTTTGAGAAAGGG 129

Ai06B31963 Araip.B06 31963 p3 (ATT)6 18 135122378 135122395 GGTGGAGTTTTTCATCCCAA GTGTTAGGGCACAAGGACCA 280

Ai06B31968 Araip.B06 31968 c (TTA)5ctagaatttaga(T)1340 135125917 135125956 GGGCATCCAAGAATTTTTCA TGACCCAATTTTCTTGACCA 253

Ai06B31969 Araip.B06 31969 c (T)11attatttttgaattatgaaaagttgtaatatacggatttgacattgttt(A)1070 135132125 135132194 TGAGTTCGTTTGAAAAACAGCA ACATTGCGTGAAAATGATGC 279

Ai06B31976 Araip.B06 31976 p2 (AT)7 14 135140756 135140769 CAGCATGCCATAGAAAAGAGAA CAGATTTTAAAGAAGTGGACACGA 236

Ai06B31983 Araip.B06 31983 p2 (GA)6 12 135157020 135157031 TCCTTCCTTCAATCATTGGC TCAAAAATCAAACTTGGGGC 258

Ai06B31988 Araip.B06 31988 c (A)10tgtacatttcgataaataaagctcagaaatgaattttgaaaaaataaatattttttataatttatattaaaaaaaatcctacaaaaatatg(TA)7115 135168694 135168808 AGAGTTAGCTGTGGAGTGCG GGGAAAGCATTTTTCATCCA 274

Ai06B31990 Araip.B06 31990 p3 (AAT)5 15 135169898 135169912 AGTTGTTTGGTTTGCGGAAG GAGCATCAAGCCTCCTTGTC 181

Ai06B31991 Araip.B06 31991 p3 (AAT)5 15 135170477 135170491 CTGCAGCGGAATTTTGACTT GAAGGCTAAGAAAAGGAAGGC 275

Ai06B31997 Araip.B06 31997 p3 (TAT)5 15 135182411 135182425 TTTGTTAGAAACAAGGAAGGTGAA CAATCCCTGACATTTTTCTCTG 277

Ai06B31998 Araip.B06 31998 p3 (TCA)6 18 135183271 135183288 CTTAGGAATGCGTTTGGCTC AGTTGCTGGGGCAGTAGAAA 265

Ai06B32000 Araip.B06 32000 p3 (ACA)5 15 135187207 135187221 CCATTTGAACTGTTTTGGGC GAAGCCGACCCCACTTAGTA 268

Ai06B32002 Araip.B06 32002 c (TTC)6tttctcttcctcttcttcttttctttcgtttcttgccttttctttctcctc(CTT)6gctgcacgttcttcttcctctttctcttcatcatca(TCT)5138 135190541 135190678 AGCCATTAGGGCTTGTATGC GAGGAACGAGAAAGAGAAAGCA 245

Ai06B32007 Araip.B06 32007 c (A)11tggcaattccatac(A)1035 135193872 135193906 TTTTTGAGGATCAAATCAGCAT TTGTGTAGTTAGTGCTTGGTGTTT 280

Ai06B32008 Araip.B06 32008 c (T)10gtgacta(T)10 27 135198282 135198308 GGAGTACCATACAATTATTTGCGG TTTTTACGTGAATCCGACTGA 177

Ai06B32011 Araip.B06 32011 p2 (GA)6 12 135202225 135202236 TGGGTAGGGTATTTTGGGCT TTCAATTAAATGCCAGTGCC 259
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Ai06B32012 Araip.B06 32012 p2 (AT)6 12 135207636 135207647 TGCTCGTGGATCAATACCAA CAGGTACGCTTCCGCATTAT 200

Ai06B32013 Araip.B06 32013 c (T)11ga(T)10 23 135208899 135208921 TTGGTGCTGAATAAGAGGGG TTGACTTATGGTGACTTAGATCGT 121

Ai06B32018 Araip.B06 32018 p3 (TCA)5 15 135218308 135218322 CTTAGGAATGCGTTTGGCTC TGGCCCTTGATTGAGAACTT 186

Ai06B32019 Araip.B06 32019 p2 (GA)6 12 135222436 135222447 ATGGGACTTTGAGATCGTGC CAGCTGGCACTCTAATCAGC 270

Ai06B32024 Araip.B06 32024 c (T)10aatttacactaatgaaaatcggaccgtgatctga(T)1054 135232204 135232257 TTTGTAAGCAAATCGGAGGG GTGCCTCTTTAACCCAACCA 275

Ai06B32026 Araip.B06 32026 p3 (TTC)6 18 135234336 135234353 TGCATGTACACACGCACATT AAGAAGACGGAATGCGAAGA 117

Ai06B32027 Araip.B06 32027 p3 (AGA)5 15 135234848 135234862 GAAGAAGCAACATTGGGGAA GCGCCTCCTTCTCTTTTTCT 147

Ai06B32029 Araip.B06 32029 p2 (AT)6 12 135236864 135236875 GAACCAGATTATCAGGCCGT TCCAAATGTGACCTCCACAA 227

Ai06B32035 Araip.B06 32035 c (CA)6(TA)6 24 135254032 135254055 GGAATTTTTCCCGTGGAGAT GCAGAGAGGTTGGATGGAGT 278

Ai06B32037 Araip.B06 32037 p4 (AAAT)5 20 135261292 135261311 CAGTTGCCAACACAGAAGGA TGAATCCACCAACACCTCTCT 235

Ai06B32038 Araip.B06 32038 p3 (TGA)5 15 135262170 135262184 TTTCCCACTCATCAATGCAA AAGAAGAACAAGACATGGCACA 216

Ai06B32039 Araip.B06 32039 c (TCT)7cttcttcttcgtcttcgtct(TCTTCC)7(TCT)17134 135265805 135265938 CGCGCATTAACTCATTTTGA CGTGCAGAAACGAAAGAAAA 241

Ai06B32042 Araip.B06 32042 p3 (TTA)5 15 135276546 135276560 TTTTCCTCCCTTTATATCAACTTTC AATTCCTAGGAGAGCGAGCC 273

Ai06B32044 Araip.B06 32044 p2 (AT)8 16 135277701 135277716 TCCAAAATATACAAATAGAATGTGGT TGCCAATAGCCAATGTTGTG 270

Ai06B32045 Araip.B06 32045 p3 (ATT)5 15 135278579 135278593 TCCCCATCTTTTTCATTCCA ACTAATGCCTGAAGCCAGGA 193

Ai06B32048 Araip.B06 32048 p2 (TC)11 22 135283582 135283603 TCATGTATGCAGCAAGTCCA CAGTAATGCAACGCCTTGTG 280

Ai06B32049 Araip.B06 32049 p2 (CT)6 12 135285069 135285080 TTGGGTCCAATTTCAGAAAAC CATGATTTGGATGGGAACCT 274

Ai06B32050 Araip.B06 32050 p2 (TA)6 12 135285404 135285415 GGTTCCCATCCAAATCATGT AGTGCGGAAAATTCAAGAGG 240

Ai06B32052 Araip.B06 32052 p3 (CTT)6 18 135288309 135288326 TGTGAAACCCTCCAAACACA GAACGGTTTCCTTGAACAGC 264

Ai06B32053 Araip.B06 32053 p3 (GGA)6 18 135297621 135297638 GCTAAGGGTTGGACATTGGA GACCACCACCAAGCCTAAAA 240

Ai06B32055 Araip.B06 32055 p3 (CAT)7 21 135301733 135301753 ATGAACACAGGAATCGCACA TAGCTAGAGGTTGAGGGGCA 273

Ai06B32059 Araip.B06 32059 c (A)10(T)12 22 135305996 135306017 CTCGCCTTGCATAAACAACA TCCCTTTCTTCTTGGTCCCT 179

Ai06B32060 Araip.B06 32060 p3 (ATT)6 18 135306225 135306242 AGGGACCAAGAAGAAAGGGA TGTGGATGGAGACTTGGAGA 274

Ai06B32061 Araip.B06 32061 p3 (TTC)7 21 135306437 135306457 TCTCCAAGTCTCCATCCACA CCACTGGACCGATCTGAGTT 271

Ai06B32065 Araip.B06 32065 p3 (AAG)6 18 135320855 135320872 CATCGGTTCTCCATGTGTTG CTTCACTGCACCCTTTCTCC 180

Ai06B32068 Araip.B06 32068 c (A)16catatttattaaactagctatcattatcttttatatattttataaacaaaaatcatattcaagttgaaaacaacaagttatgagatcttaaataga(T)11123 135327548 135327670 TGGGGCAATTAATTCAAACAA GGTTGATTCATCTCACCCCTT 261

Ai06B32072 Araip.B06 32072 p3 (GAT)5 15 135329884 135329898 CCATCATGGTTGCTTGTGAT CGGGAAACCACACAGAACTT 216

Ai06B32073 Araip.B06 32073 p2 (TA)6 12 135330664 135330675 GTACCCACTCCGTCCCTACC CCGCGGGTAGTAAATCACAT 258

Ai06B32077 Araip.B06 32077 p3 (GAT)5 15 135333649 135333663 TGATAACATGGTTATTTTCCCAGA AGGAAATTTCACTCCCCCAT 197

Ai06B32079 Araip.B06 32079 c (GA)8ggagggaaaatgatca(T)1648 135339945 135339992 GTTCATGCGTCGAGTTCAGA GGAGAGAAGTTCAGCGATGG 266

Ai06B32083 Araip.B06 32083 p2 (TA)8 16 135348955 135348970 GAAAATGAAGGTAAAGTCATAGGAGC AACACCAACCAAGGTGGAAT 134

Ai06B32100 Araip.B06 32100 p3 (AAT)13 39 135371398 135371436 CCCAATCTCTCATCATTCCA AAGAAAACAAAGAATCAAGTGCAA 247

Ai06B32116 Araip.B06 32116 p3 (CCA)5 15 135404172 135404186 GGCGTTGCATATAAAAGGTGA AAGGAGGGAAGGAAAAACGA 221

Ai06B32118 Araip.B06 32118 c (GA)8tgcagtaagtggtgatggtttctagtttctggaacttctactgccacagaagaagaagaag(GA)12101 135411087 135411187 TGCTGAAGGTGCAGAAGAAA TTTTCTCAGCCTAAACCTTTGTG 271
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Ai06B32119 Araip.B06 32119 p5 (TTTTC)6 30 135411343 135411372 CACAAAGGTTTAGGCTGAGAAAA TGAAATTGATAGCTGAGAGCCA 212

Ai06B32124 Araip.B06 32124 p4 (TTAA)5 20 135416436 135416455 GACAAAGTAAGAAATGACGGAGAAA AGAAATGACCCACATTTGGAA 271

Ai06B32125 Araip.B06 32125 p4 (TTAA)5 20 135416996 135417015 GAATTTCTTTTGGGCAGTGG TTTTTCCCTCTTGTGCTTGT 232

Ai06B32126 Araip.B06 32126 c (T)10atagttgggtctctataaaattaagccaattactactaagttggacttaattgaaaaaaaattggtgcagaactgaatt(A)1099 135417292 135417390 TTTTTCCTTTTATTTAGGTCCCTG TTTTGGTCCCTATAGTTTCGTGA 168

Ai06B32129 Araip.B06 32129 p2 (TA)6 12 135420104 135420115 AGCTGGCTGTTCAAAGGAAA CGATACTCCTGTTGCGGTTT 154

Ai06B32130 Araip.B06 32130 p2 (TA)12 24 135423724 135423747 AAACCGCAATATCCCTATCG CATTTGAAAAATATGCACCTATCAA 277

Ai06B32135 Araip.B06 32135 c (T)11aaa(T)10 24 135427737 135427760 GATGCAAACAGAGCAACCAA GGTGAGGTTGATGCATGTTG 242

Ai06B32137 Araip.B06 32137 p3 (AAT)5 15 135428985 135428999 GCATGTTCACCACCTCCTTT CGATCCGTATTCACCCCTAA 147

Ai06B32140 Araip.B06 32140 c (T)10c(T)11ccttcttcatttctttgtagcatcgtcttctcactcttctctttcatgtttatatctg(A)1090 135431566 135431655 GCCGTCGGATTCATTAAAAA GTATTTGCGAGCTCTTCGCT 161

Ai06B32141 Araip.B06 32141 p2 (TC)7 14 135432862 135432875 AATCTTTGAAGCTGGCATTGA CCCTTCAAACACAAGGCAAT 208

Ai06B32142 Araip.B06 32142 c (T)10ccatgtgattttatttttatatagctactattatttttatagttagttatagcaagtttttgaccccaataaaagaggagggaattctaatagaagt(A)11cagcaacaaaatatacattgacacacatttcacg(T)10162 135433924 135434085 AAATATTGACCCTCCACCACC TCACAATAATCTTGATGGCAATG 277

Ai06B32144 Araip.B06 32144 p2 (TG)6 12 135436997 135437008 TCATTTGGTGTGCTTGGAAA AACCCATGAAGCACACATCA 151

Ai06B32146 Araip.B06 32146 p2 (AC)8 16 135439438 135439453 ATCCAAATCCAGCCACAAAC AAGGAGGCAACAAGGGAGTT 229

Ai06B32148 Araip.B06 32148 p2 (GA)6 12 135441019 135441030 CGAAAATTTCTCGCCATGA AAACCCTCAAAACCTCAGCA 159

Ai06B32150 Araip.B06 32150 c (A)11ttacgttaattttttttataaaatattttaaaaaatcattaaaaaaaccact(A)1174 135442182 135442255 GCCTAAACCACGAGATAAGCC AGCAATGGAACTTTGAAAGGA 275

Ai06B32155 Araip.B06 32155 p3 (TAA)5 15 135448302 135448316 TTGGTTGACCACATAAATCTCAA CGATCAAGTCATCAGCACGA 265

Ai06B32156 Araip.B06 32156 p3 (GTT)6 18 135452262 135452279 AGAGCTTCGATTCGGTGAGA AGAGAGGTGGGTCACAATGG 222

Ai06B32159 Araip.B06 32159 p2 (TA)6 12 135457289 135457300 CCATGTGATACGTGTGAGGC CCATTTGAGGAGACCATTCTTT 280

Ai06B32163 Araip.B06 32163 p2 (AT)6 12 135474289 135474300 TAAATTCGGCTTCACCCAAC CCGTGTGAAAATAGGATCTTCC 195

Ai06B32164 Araip.B06 32164 p2 (TA)7 14 135474659 135474672 CCGACCATGAACACCCTAGT AACCAACCTTCATCAGCTCAA 280

Ai06B32168 Araip.B06 32168 p2 (AT)13 26 135482773 135482798 TGTGCATAAACAACTCATCGG TTAAAGGGCAAGAAAGTGGG 222

Ai06B32170 Araip.B06 32170 p2 (AT)7 14 135496253 135496266 GCAGTATCTCGTCACACCCA AAACAAGGTGTTCTTTTGTCACC 173

Ai06B32178 Araip.B06 32178 p2 (AT)9 18 135519012 135519029 AAAAGGGGTGGTAAAACGAGA CACAAGAATCGAATCAAACATCA 192

Ai06B32181 Araip.B06 32181 c (T)13ggtcatttggaaattgtttgagacgatgctgggtaccaaattttgttttttta(T)1177 135523451 135523527 GGGGAGACTATGCCATTTGA GATTGGTTCGGTTCGGATAA 279

Ai06B32183 Araip.B06 32183 c (T)10atttggacggcattgtgcttttattattaataatttattttattaacaaaaaatatctagcaacatgcatctttttcccttattattgctatta(T)10114 135526410 135526523 CCAACCATGATTGATGAAAGC TTGGTTCATGGGCATGATTA 274

Ai06B32184 Araip.B06 32184 c (TTC)5cttcttggactcagttactagtttcattcctgtacaaatggttattttgtaagtacatgcatttg(A)1090 135527326 135527415 AACACCTGTTTTTGCCTTGG CATTGGACATCCTCATGGCT 252

Ai06B32185 Araip.B06 32185 p3 (AAG)6 18 135528973 135528990 CTTGCAACATTCAACCCTCA TTACCTGGTCCTTGTTTGGG 219

Ai06B32193 Araip.B06 32193 c (T)10ctgtttacagattaaaatgcacaaaaggatgaaattaaggtgttttgaatatattaagtacataaatgaaag(A)1092 135535267 135535358 GGGTAAAGCCTGATTTAGATAAGTT TTCTTTCATTTTACACTGATTTCAAC 219

Ai06B32194 Araip.B06 32194 p2 (AT)6 12 135536047 135536058 TTGCTTCTTTCCGTTTGATG ACAAAGGCGTGCAAGAAACT 167

Ai06B32205 Araip.B06 32205 p3 (TCC)5 15 135554749 135554763 CGGGTCCTCATAGTTATCGTC AAGAATCTCCTTGCACGCAT 278

Ai06B32207 Araip.B06 32207 p3 (TCT)5 15 135557155 135557169 CATCAAACGCCAATCATCAC GATCCTGTAGGACCCACTGC 268

Ai06B32210 Araip.B06 32210 p3 (TTA)5 15 135561927 135561941 AAGCTGAATGAAATTTCGCC TGTTGTTGCCTTAACTAAAGTTTTT 243

Ai06B32212 Araip.B06 32212 c (CAT)7tgcatgaccaaactcca(AT)752 135563854 135563905 TCCAAATGCATCTCTTCGTG TCCAGGAGATAGAATAGGGGG 272

Ai06B32213 Araip.B06 32213 c (TTAA)5agtggcgtaagtaatattaatatatatatggtgat(TA)871 135564105 135564175 CCCCTATTCTATCTCCTGGACC TCAGTAGCTCAAAACAAACGC 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32214 Araip.B06 32214 p2 (AT)6 12 135564570 135564581 AGCAGGGTGTGCTTTCATTT ATTAAATTCAATGGTGGCCG 150

Ai06B32217 Araip.B06 32217 p3 (AAT)5 15 135569670 135569684 TACCAATGGTGAAGCAAGCA TTTTCGGAGCAAAAGCTATG 109

Ai06B32218 Araip.B06 32218 c (T)12aatt(A)10 26 135571132 135571157 CTCCACTTTCTCCACCCAAA TGTTGGTGTTGTTGTGATGG 141

Ai06B32223 Araip.B06 32223 p3 (TAA)5 15 135583214 135583228 CATCATTGCCATTGTTGGAG AAATTTGGCTCATCGCATGT 256

Ai06B32225 Araip.B06 32225 p4 (TAAT)5 20 135584255 135584274 AGCCTTTAAAATGTTCGGGG CATTTTGTATGTTTCAATTACCATGA 243

Ai06B32226 Araip.B06 32226 p2 (AT)10 20 135585778 135585797 TCAAAACCAAATATTAAAATCAATCAC CAAATGAAAACTAACGGTCTTGG 228

Ai06B32228 Araip.B06 32228 c (TAA)7ttctc(CTT)541 135586741 135586781 GAACCTTCTCTCACGCTTGG GAAGAAGAAACCTGGCTCCC 275

Ai06B32229 Araip.B06 32229 p3 (TTC)5 15 135586933 135586947 CACCTTCATCATCACCACCA TGACGGTACACTTGAAAATCG 233

Ai06B32232 Araip.B06 32232 p3 (TCA)5 15 135589183 135589197 GAAAGAGATCATGAAGATAGCCC AAACCCTTTCATCTGCCCTC 161

Ai06B32234 Araip.B06 32234 c (A)12tctctaattaaatcaccttttaaattc(T)1150 135594178 135594227 TTTTAACCATTATTCAACCAACTTT TGGGCTTTAAAATTTCGGAC 263

Ai06B32245 Araip.B06 32245 p3 (TAT)5 15 135614429 135614443 TGGTTTTGCAAGCTAAGTGAA CCCCTTTTATCTGTGTTCGG 169

Ai06B32251 Araip.B06 32251 p2 (AG)7 14 135627623 135627636 ATTCGAATCCGCAACTTTTT CCACCCTCCCTCTCTCTTTT 233

Ai06B32252 Araip.B06 32252 p4 (AAAT)6 24 135629238 135629261 AATTCCAATCAAATCTGCAAAA CCTTCTTGGCCATTAAACCA 179

Ai06B32253 Araip.B06 32253 p2 (TC)6 12 135629621 135629632 TGTCTTTGTTGGAAGGGGAA GGTGGTGGTGAGAGGAAGAA 235

Ai06B32257 Araip.B06 32257 c (T)10ctttttcttctcttctttttttcctccttcttcttctcttcctct(TTC)879 135641505 135641583 TTTAAATTTCTTTCTCCTTCTCTTCC GTGGACGCAAGTGTTTTGAA 187

Ai06B32258 Araip.B06 32258 p3 (AGG)6 18 135641979 135641996 TGGGTGATGACGATAACGAA CACGCGCTTTTTCTTCTTCT 155

Ai06B32259 Araip.B06 32259 p2 (TC)30 60 135645036 135645095 AAATACAAAGCCGCAAAGCA ACCCGGTTTGTTATGGTCAA 268

Ai06B32260 Araip.B06 32260 c (ATG)8aagatcatccctttcttgatcacaatcccagtaacaataacaacaacaac(AAT)692 135645309 135645400 TCAACCAACTCCTCTCTCCG AGTCATGAAGAGGTGCAGGG 246

Ai06B32262 Araip.B06 32262 c (T)17ccttctttc(T)1137 135646982 135647018 CCCACCACCACGTACTTCTT TGAAAATCCAACAAAACCACA 212

Ai06B32267 Araip.B06 32267 c (T)17atcaatttcactttttttcacattaaaataaatgtttttggc(T)1776 135649838 135649913 GCGTCAGAACAAATTAAAAGGA GTTGAAGGATACCGTGGGAA 275

Ai06B32269 Araip.B06 32269 p3 (TTC)6 18 135652614 135652631 CTTCCTTCATTGGCCACTTC CATTGCTTGCAGGTTTCTGA 235

Ai06B32279 Araip.B06 32279 c (AAG)7g(GAA)8 46 135679523 135679568 CAGACACATATGGACACGCC CCTCTGCTTCTTGCTTCGTC 201

Ai06B32281 Araip.B06 32281 c (T)10gttgtttttc(A)1232 135685238 135685269 TTTTCTACGGCTCATCGGTC TCACGCGAGCAGAAAAATAA 278

Ai06B32284 Araip.B06 32284 c (A)12cgtcaaagaaaaaagaatgctaaaaagaaagaggagaagaaggaagagaaacgc(A)1076 135688658 135688733 AAAATGCAGCAACAAACGAA TGCAAAACAAACTTATTCACGG 254

Ai06B32292 Araip.B06 32292 p2 (AT)9 18 135719162 135719179 TTTTGTCTTCTGTTTTTGTTTTGG CTTTCACAGAACAGCTCCCC 189

Ai06B32302 Araip.B06 32302 p2 (AC)7 14 135725922 135725935 GTGCGTGGTTTTTAGTGGGT TGTTTCAAGACAAACCCGTG 196

Ai06B32303 Araip.B06 32303 p3 (CAA)7 21 135728658 135728678 TCGCACCAAGCAACACTTAC TTGGATTGAAGAGACACCCC 250

Ai06B32305 Araip.B06 32305 c (T)11g(T)11 23 135730276 135730298 CGTAAAGTTACTCGGTGAACCA CCTCATCCTCAATCTCATCAA 184

Ai06B32313 Araip.B06 32313 p2 (AT)11 22 135736732 135736753 AATTTACGAATATGATTTGTGGAGA CAATGATATAACGGGGCACT 241

Ai06B32316 Araip.B06 32316 p2 (AT)11 22 135751243 135751264 TGACCAAGTAACCAACATGGA GTTGCCTCTTGAGGGTTCAG 247

Ai06B32318 Araip.B06 32318 p4 (GATA)5 20 135753121 135753140 TCTTGGCCATTCTTAGCCAC TAGGCACATCATGCTTGGAG 192

Ai06B32328 Araip.B06 32328 p4 (TTAA)5 20 135765712 135765731 TTTAACTTGAGGGGTAAAATCG CCAGAGTGATTCAACAGAGTGTG 218

Ai06B32329 Araip.B06 32329 c (TA)7ttttttttaaaatatatctaattaatctttttaaccctgttcttcttcctcttcc(TCT)584 135766326 135766409 TGTAAGCAATGGTCAACGGA GAGAAGGCAAGAAACGAAAGAA 182

Ai06B32337 Araip.B06 32337 p2 (TC)12 24 135774159 135774182 AGAACCGAGAGCTTCGATGG CGAAACCCGTAACTCAGAGC 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32338 Araip.B06 32338 p3 (AAT)7 21 135774327 135774347 GCTCTGAGTTACGGGTTTCG TGAGGACCGAAAAATGATGA 278

Ai06B32340 Araip.B06 32340 p4 (TAGT)5 20 135781848 135781867 CCTCAATCTCCGTCAGGTTC TCCATAACTGAATTCAACACCC 230

Ai06B32347 Araip.B06 32347 c (T)10aaaaaaacgcataacttttgtaaaattaatataatattagttagaagaaaaag(A)1073 135796943 135797015 ACTTTTGTAAAACTTTAAGGACAAAAA TGTTCTCTTAATCTTTTTCTGTGTTG 277

Ai06B32348 Araip.B06 32348 c (A)13ggaaaaaaacgtgttgagaggaagaagagattggcatggagagaaaatt(A)1072 135797946 135798017 GTCCCAACCAAGTGCCTAAA TTCCCTCAAGTTCTTAAACACCA 229

Ai06B32351 Araip.B06 32351 p4 (AAAT)5 20 135799829 135799848 TGATCGCAATTGTTTTGCAT GGCGTCATCATCACAAAATG 176

Ai06B32353 Araip.B06 32353 p3 (TAA)5 15 135811049 135811063 CGTGAAATTACATTCAATACCCTTC AAGAAGACTCGAACCCACGA 191

Ai06B32354 Araip.B06 32354 p2 (AT)6 12 135811173 135811184 TCGTGGGTTCGAGTCTTCTT AAACCAATTCTTGGCACCAC 158

Ai06B32367 Araip.B06 32367 p3 (AAT)7 21 135819930 135819950 TGGATATGTCGGATGTTCAA TGGTTCTTTCTGGTATTCAAGTCA 279

Ai06B32370 Araip.B06 32370 p2 (TA)8 16 135822988 135823003 CATGAGCCAAATAGTGCTGC AAAAGCAGTCGTGCGAAAAA 278

Ai06B32373 Araip.B06 32373 c (TG)7atgatgaactatttttcctaaaatattcaataaaaatgaatttaagtaattttattga(AT)786 135829341 135829426 AATCCTTCTTCTCTTTGCGCT TTTCAAGGGTGTTATGGTTGC 277

Ai06B32383 Araip.B06 32383 c (ATT)7tctccacatttcattaatttttctttaatatttgctaaccctctaacattttttccctcctcttcaatactcctaaac(A)10109 135843968 135844076 TTGGGTCCAAATATCACCAA GGAGAATGAGAGTAGAGCAAACAA 254

Ai06B32384 Araip.B06 32384 p3 (AGA)5 15 135844186 135844200 TTGGTTATTCCAAAAACATGGA GAGTTGGAGGGTTTCCCCTA 200

Ai06B32394 Araip.B06 32394 c (A)10tc(T)11 23 135856447 135856469 CTAAAAATTTGCTAAATACCCTAAAAA GCATAGAAGGGCACTTGAGG 204

Ai06B32398 Araip.B06 32398 p2 (TA)7 14 135870527 135870540 GAGCCTTTGAAGGGGAGTCT TTCGCAGGCTGAGTTAGAAA 255

Ai06B32400 Araip.B06 32400 p3 (CAT)5 15 135880486 135880500 TGAGGTACCCAGGTTTGGTC CGAAGTTTCTGCACCTCCTC 265

Ai06B32402 Araip.B06 32402 p3 (CAT)5 15 135888001 135888015 TGGATGATTTCCACTGACGA CACCGATGTGCCCTATTTTT 257

Ai06B32403 Araip.B06 32403 c (T)11aattataaaatttaattttttttgtgacaatagaatttaaattttaaataagat(A)1176 135888852 135888927 CTCCCGTCCCGTAACCTATT CTATGGCAGGAGTTTTTCGG 188

Ai06B32404 Araip.B06 32404 p2 (GA)9 18 135890069 135890086 GCGTCCAAACAGTCACTTAAAA GGCCTCATCAACTTTCTCCA 272

Ai06B32408 Araip.B06 32408 p3 (CTT)5 15 135901132 135901146 ATGCAATCCAATCAAAGCAA ACAGTGCAATTGGATCACCA 271

Ai06B32409 Araip.B06 32409 c (A)12tgcaaaggggg(GA)941 135906079 135906119 GATCGACATGCAAAGAGGGT CAATCATCACTTTGGTTTCTGC 251

Ai06B32411 Araip.B06 32411 p2 (AT)6 12 135906459 135906470 GGTTTGCACAGTTAGTGGAGC CATGAAGAAATCAAATCACATAGCA 277

Ai06B32412 Araip.B06 32412 p2 (CT)6 12 135908686 135908697 AGCAAAAATGGGAAGCTTGA TTGGCCGTTCACCCTTAATA 274

Ai06B32414 Araip.B06 32414 p2 (AT)18 36 135909896 135909931 GAAGAGTTGCCTCTTGACGG TTGACCAGCATGTAACTGGC 279

Ai06B32416 Araip.B06 32416 c (A)10gccataataatgtgaccaaacacttttttcaagaggaatccacactcttcgg(CAT)6acactttcttcaacacgaaccaacacatccgccgcgg(CAT)12153 135916057 135916209 CAAGCCAAAAACTCAGTCCA GCTCCATTTTGAAATCTCCG 269

Ai06B32418 Araip.B06 32418 p2 (CT)11 22 135921323 135921344 TTTGGTTCGGTTTTTGGTTC GCAGAGAGGACTGGGACTGA 247

Ai06B32419 Araip.B06 32419 c (A)10gataaaatagaaataaaaaattaagg(A)1248 135926314 135926361 AACCCATTCGTCTATCTCTTGTTT CCCGATCAACATTGGAAGAT 256

Ai06B32426 Araip.B06 32426 p2 (GA)8 16 135936335 135936350 AATATGCGGATCGGATTCAA GTGTTGGGCTACGAGGGTAA 244

Ai06B32427 Araip.B06 32427 c (T)11aaagtggatatatttgaataatgtgttgcatagaggactcgtgaatatctactttaattttcatgtatgtcttatgtaactgtt(TA)6107 135936777 135936883 TGTTACATGTTTTTGAGCCG CCCCGGAGAGAATATATATAAGTTGA 265

Ai06B32428 Araip.B06 32428 c (A)10gaatttagcataaat(A)1035 135942282 135942316 TTTGTTTCTTTGGGCCTTTG GAAGCAACATAAATGTCTAACACACA 104

Ai06B32431 Araip.B06 32431 c (A)10cacccaattcggcccttgatttttttgactgattagcccctgtg(A)10tattgacttttttttggcacaaagacctcgttgtccttttaaggtaattgtcaagggtcgggttgga(T)12143 135944859 135945001 TAATTATCAAAGAGATAACGAGGCT CCTCGAAAGACAACGAGACC 200

Ai06B32436 Araip.B06 32436 p3 (TAT)5 15 135949857 135949871 AGGTTGCAACACACAGCATC TTCCCGTCAAGAAAGTCTTACA 257

Ai06B32438 Araip.B06 32438 c (A)16gcaatactttactctatttataaacatgaggcaaccattacttgttaagttaatttaaatatccatggtagaatacacttattttttcttc(T)13120 135953380 135953499 GAACAACTTTAGACCATATCCCAA GTGCAGGCTGTATTTTTGGC 221

Ai06B32442 Araip.B06 32442 c (A)10gtgtgatctatcacctttaattctctaaatgggaccaaaaataaaagaaagagagaaagcaataaaatgtgagactaaacactcgataccattcaa(T)10ccactggagatgatccagtgccattggtagtgcttttag(T)10165 135961333 135961497 TAGTTCTTGACCTGTCGGGC TTTGGGTCAGAGAGAATGGG 257

Ai06B32445 Araip.B06 32445 p4 (TTAA)7 28 135966996 135967023 TGTTGTTGGCTTGCTGTCTC GATGGGTGGGGAAACTTTTT 149



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32446 Araip.B06 32446 p3 (TAT)6 18 135967169 135967186 AAAAAGTTTCCCCACCCATC GGAGGCATTATTTGGTTGGA 182

Ai06B32447 Araip.B06 32447 p2 (TA)6 12 135969161 135969172 CGGTGTTTCAATTGTTTTAACTG TGATTTTGCACTTGCATGATAGA 263

Ai06B32450 Araip.B06 32450 p3 (CAT)9 27 135971266 135971292 GGCATCTTTTCAACAAGAAAGG TGTTGGTGTTGGTGAAGGAA 218

Ai06B32451 Araip.B06 32451 p3 (CAA)6 18 135971550 135971567 AAGAAAATGGCACCAGCAAC CTTTTGATGACCCTTTTGGC 153

Ai06B32452 Araip.B06 32452 p3 (ATA)8 24 135975831 135975854 ACGTGAACGGTCATCCAAA CAAACCCCATCAAATCCACT 173

Ai06B32453 Araip.B06 32453 p3 (AAT)6 18 135978724 135978741 TGGTTCCAGATTTTTGTCCTG TTTTCTCGTCAATTTTCTGCC 278

Ai06B32454 Araip.B06 32454 p3 (TTC)6 18 135980503 135980520 GAAATCCTCCCCTTTCTTGC AATTTCAGGATTCGACTGCG 273

Ai06B32456 Araip.B06 32456 p2 (GA)13 26 135981032 135981057 CGAGAAATTAGCGAGATCGG GCAAGCTGGGAAGAAAGAAA 279

Ai06B32458 Araip.B06 32458 c (ATT)6(TAT)5 33 135984450 135984482 ATGGGTCATGGTGGACCTTA CAATCCATTGGTCAGACCCT 242

Ai06B32462 Araip.B06 32462 p2 (AT)7 14 135988287 135988300 TGCATGCATTATGTTTGTCCA TTTATTTCTGGCCCCACTTG 268

Ai06B32467 Araip.B06 32467 p2 (CT)8 16 135993873 135993888 AAATCGCACCCATCAGTACC TCTTGCCATGTTACGAGCTG 263

Ai06B32468 Araip.B06 32468 c (T)10catgactatttaatgaacgataatagaatgctatcttactagttgttcacttcatatttttaaaaaagttaatccaaagtaataattttaaaaaatg(A)10117 135994338 135994454 TGCTGTGTTCATTCTCACTTTATTC TAATGCAGTTTGTTCGCTCA 181

Ai06B32469 Araip.B06 32469 p4 (ATTT)5 20 135995432 135995451 TGAACATGACCAGCAAAACA TGGAAGGAACTTCAGCCACT 211

Ai06B32473 Araip.B06 32473 p3 (CTT)6 18 136016206 136016223 AGACAGGGCAGAGAATGGTG AGGAGGAGGAGGAGAAGCAG 237

Ai06B32474 Araip.B06 32474 p3 (AAG)6 18 136016780 136016797 CGAAATGGTCAACACCACTG GCGCACGTAGGTTCTTCTTT 259

Ai06B32475 Araip.B06 32475 c (AGA)6acaagaaagaaaacgcgagcagaggagaacggcgaagcctataacgcaagcaaagaaga(AGG)10107 136017185 136017291 GAAGAAGAAGAACGACGAAGC TAAACCTTTTGCTGCAACCC 184

Ai06B32478 Araip.B06 32478 c (A)12ggaaaactatttttaagaaagaagataaatataaataatgaatggtttttctctattcaaaag(A)10tatagattttttctaggacagaggaaaaaaaa(AT)6129 136024552 136024680 TCATCCTAACAAATTTTGGAGAATAAC TGCTATCAAAGAGTTGGCACA 280

Ai06B32479 Araip.B06 32479 p2 (AT)6 12 136027364 136027375 GGGTTCAAAATCCGAGAACA TGAAGTGCAAAATAAGCAGCA 243

Ai06B32482 Araip.B06 32482 p2 (AT)12 24 136033932 136033955 AGAAACCAATTTCACCAACACT TAACCATCAATTGGCCATCA 266

Ai06B32495 Araip.B06 32495 p2 (AC)8 16 136065529 136065544 TGGCTGTAGATTGTGGTGGT ATTTGGGGGACAAAATCCTC 280

Ai06B32497 Araip.B06 32497 p2 (AG)7 14 136077884 136077897 CCCCATTCATGAAAGTTGGAT TGCATGAGACCATCACCAAT 179

Ai06B32504 Araip.B06 32504 c (A)10ttggtatagggacctaaataaaaggaaaaaaaaagtgtagggaccaaattaaaagaaaaattggtgcaaggactcaattaaaag(A)10104 136084695 136084798 TTTCGTAAAATTTTCAATTAGATCCC TGGTCCCTATAGTTTTGCGG 270

Ai06B32509 Araip.B06 32509 p3 (TAA)5 15 136089818 136089832 TTGTTATAGAACGCGACCCC ACAGGTGGAGGGACATTTTG 177

Ai06B32511 Araip.B06 32511 p3 (AAG)5 15 136097305 136097319 TCGCAACACCAATGCTACTC TCGACGGTGTTGAAGACAAG 153

Ai06B32512 Araip.B06 32512 c (AT)7tcttggtactttcctagaaaatgatgatcattgtcaatcagaaaatgaaaaaaacatttattttacttttagtgcttaaactgaagagaaaaagatt(A)10121 136099100 136099220 TGAAGGAGGGTTTATCCCAA TCACACATAGCACCCCTTGA 271

Ai06B32514 Araip.B06 32514 c (T)10atacaagcctattgtattttggtatgttaataagaatttattt(A)1063 136103386 136103448 GGACTTCACCTGAGTTTTCACC AAGCGTAAAGCTTTGTGTGG 279

Ai06B32518 Araip.B06 32518 c (A)10gttagt(TA)6atatacaattccatgcttaaaatttgatatatattttatttagatggtccaatgttgacatttcttc(AT)8111 136107203 136107313 TTGAATTAAGTGGGAGAACCAA CTTGAACATCATTCAGTTTCTGG 270

Ai06B32519 Araip.B06 32519 p3 (ACT)5 15 136107857 136107871 TGAATAGGAAAAGAGACAAAGAACA GAGAGCAGCAACTTCCAACC 269

Ai06B32521 Araip.B06 32521 c (T)10aaatgttttagtcaaataaaaaaattataacaccaaaattattaatttataattctagtaaatag(A)1085 136115182 136115266 ATAAGAGACTCGAACCCGCA TGGCGTCAATTGCGTATAGT 278

Ai06B32523 Araip.B06 32523 c (T)16cttttcttcttctctcgtc(T)1045 136115690 136115734 GTTGCTTGGCAAATGAGGTT AATAAGAATTGCCACACGCC 221

Ai06B32527 Araip.B06 32527 c (T)11(A)10 21 136125390 136125410 AACGGATCCAGGTCACAGTC TGCACCTGAATTTTTAACTTGAT 260

Ai06B32532 Araip.B06 32532 p3 (TTA)6 18 136129785 136129802 CAAATCCAAAACCTAGTTAGAAGGG TTTAAATCATTTTCCGTTATCTTTC 193

Ai06B32539 Araip.B06 32539 c (ATC)5aacaacatgtagttgtggaagatgagaaaggaaagcttcta(ATG)571 136143758 136143828 TCCACTCCTTCAGGTTGTCC GCCAATCCTAACCAACAAGG 215

Ai06B32543 Araip.B06 32543 p2 (TA)9 18 136146501 136146518 AACGATGCATTATTGTTGCG CATTGGTTAATCACCGACCC 265
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Ai06B32555 Araip.B06 32555 p2 (TA)6 12 136156806 136156817 TGCTACTTGGAGTTAATGCAACA TTTTTGATAGACGGACAAAAATCA 150

Ai06B32556 Araip.B06 32556 p6 (ATCACT)8 48 136158027 136158074 TTCATCATCCACTGTTAAATCCA CAGGTTGCTACACTTTTGCG 276

Ai06B32559 Araip.B06 32559 c (T)10cttcggctatttttttaatttttattgttgaaccc(T)1358 136165744 136165801 TCTCTTCGCCTCTCTGCTTC ACAGGAGCAACATTGGCACT 212

Ai06B32560 Araip.B06 32560 p2 (AG)6 12 136167680 136167691 CAATTGCGTGTCAGATCCAG CACAGAAGCAGGCAACAAAA 233

Ai06B32561 Araip.B06 32561 c (A)11cttgatggctcaagtataggatggttttggtttattccatctaaaaatttttattttgctttggg(T)1086 136169160 136169245 TGCCATATTTTGCTAATAAATTCAA GAATTTTGCATTTTTCCCCTT 242

Ai06B32562 Araip.B06 32562 p2 (AT)7 14 136170747 136170760 TGTCATCTTGATTAATTTGGCAT CGATGTTTCATGACCACACA 272

Ai06B32571 Araip.B06 32571 p2 (TA)7 14 136194023 136194036 CTGCCATAACACATTTTGCG TTCGAATTTGTGGATATTCATTC 265

Ai06B32573 Araip.B06 32573 p5 (TATTT)7 35 136195423 136195457 CCATCACTTGCAAGAACCAA GTGGAGACCTCCCTCACGTA 280

Ai06B32574 Araip.B06 32574 p2 (TA)6 12 136195669 136195680 GCTATTTCCTCCCACCTTCC TTGCACCATCACTTCCATGT 138

Ai06B32575 Araip.B06 32575 c (AAC)5cacctttgaccaacaaactagaatcctcatcaatcttag(CAT)569 136196793 136196861 AGAACCCCTGCATCATCATC CTTCCTTCAGAGGCACTTCG 248

Ai06B32576 Araip.B06 32576 c (T)10aaaaaattag(T)1232 136197530 136197561 TTAAACGGACTAACCTGCGG GGGTTGTCAAACGGATCAAC 258

Ai06B32577 Araip.B06 32577 p3 (TGA)6 18 136201143 136201160 TCTAGGAGGAAGTGGCAAGG TCCACATGGATCAAACAACAA 241

Ai06B32580 Araip.B06 32580 p3 (ACC)5 15 136207329 136207343 GGCACGATTAAACGACATCA CCACCATAATAATCACAGATCCA 243

Ai06B32582 Araip.B06 32582 p2 (TA)6 12 136208264 136208275 GATGGTGACGGTTGGAATTT ACCACAACCCTCCTCTTCCT 260

Ai06B32589 Araip.B06 32589 p2 (AT)8 16 136219082 136219097 TGATCGGATTGATGAAATTGG TTTTGAGAACGAATCTTTCCATT 237

Ai06B32590 Araip.B06 32590 p3 (TCT)8 24 136226333 136226356 CAATCTCACAAGAAAAACTGCAA GACGATGATGGTGATGGTGA 270

Ai06B32592 Araip.B06 32592 p3 (ACC)7 21 136227857 136227877 CCAACCAACCAAACAAGAGG AATGGATTTGCGAGAGATGG 175

Ai06B32595 Araip.B06 32595 p2 (AG)17 34 136242810 136242843 TGGTGGTGGTGATGTTCTGT TCATTCCAACAGCACCAGTT 262

Ai06B32599 Araip.B06 32599 p2 (AG)6 12 136247632 136247643 CAGAAAACAAGGGTTGCCAT AGCTTCAGCGACACCATTTT 110

Ai06B32600 Araip.B06 32600 p2 (CT)9 18 136247800 136247817 ACCATCACGCGATTTCTTTC AATCGCTGGTATCGCAGTTC 100

Ai06B32603 Araip.B06 32603 p3 (AAC)15 45 136266051 136266095 CAATCATTTGCCAATTCAGC TGGATGACAAAGGTGTGACAA 186

Ai06B32604 Araip.B06 32604 p2 (GA)16 32 136268262 136268293 ATCTTACCTTTGGTGCGGTG TGTCGGATTTTTCTGACGGT 275

Ai06B32605 Araip.B06 32605 c (A)10catgaacaattttattagccaaaggtaattggatatttgag(ATA)669 136269535 136269603 CGGTATCCATGACAACAACG CTTCTTACGCCCTAGCTTTTT 256

Ai06B32611 Araip.B06 32611 p3 (TAT)9 27 136298452 136298478 CGTCCCTCCATGAAAAGTGT TCAAATGGCATAGTCTCCCC 273

Ai06B32618 Araip.B06 32618 p2 (TC)8 16 136319208 136319223 AAGTGCCTCCGAATCCTTTT GAATGGAGGCCATTTGAGAT 230

Ai06B32620 Araip.B06 32620 p3 (ATT)5 15 136330200 136330214 CAATGTCCGTGCATCATAGG AACGTGTCAAAGCTCCGAAT 131

Ai06B32623 Araip.B06 32623 p2 (AT)6 12 136333679 136333690 TTTCCCTTATATGTTACAAGAAAAGTT GTCCTGGGAATTGGGAATTT 231

Ai06B32633 Araip.B06 32633 p3 (CAA)5 15 136349666 136349680 TGTTTGGCATAAGTGGACGA GTGGGACAAGGCTTTGTTGT 198

Ai06B32637 Araip.B06 32637 p2 (AT)6 12 136361834 136361845 TAATCCTGTGTTCGTGCCTC TCAGAGCCATCCATAATTTAGTCA 276

Ai06B32638 Araip.B06 32638 p2 (AT)16 32 136361987 136362018 TGTGTTCGTGCCTCAGTACC CAAGTGATATCAGAGCCATCCA 279

Ai06B32643 Araip.B06 32643 c (T)10cttatttctttctttcttttagttgaatgaatataggttcatcatatttctagtaattttgcaacattatgtgtttttttttctttg(T)10107 136371869 136371975 CCGAAAATTTGCTACAAAAGC CTGCTGCTGCTTCTTCCTTT 277

Ai06B32646 Araip.B06 32646 p2 (TC)9 18 136376555 136376572 TCAAATGCTTGAAGGAGAGGA ATGAATGGAGGCCATTTGAG 266

Ai06B32652 Araip.B06 32652 p2 (AT)6 12 136394105 136394116 TCAATTTCGCTTTGGAACCT ACCACACACAGCACCTGAAA 165

Ai06B32653 Araip.B06 32653 p3 (GAA)6 18 136394301 136394318 TTCAGGTGCTGTGTGTGGTT TTCAAGTTCCCTTCACAGCC 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32655 Araip.B06 32655 c (TTC)5gtctctaaatattcagcttctgaaactcgtttcctctttcttccttttcattgtttcaaag(A)1086 136400891 136400976 TTTCAAACGGTAAAAAGGCG TCACATACAAATTTCACTCCTTCAA 278

Ai06B32656 Araip.B06 32656 p3 (TTA)7 21 136404545 136404565 CCGATTTGTTCGACATTCCT CCCATTTGGAAATGCTAAGG 266

Ai06B32657 Araip.B06 32657 c (T)11aatttaaccaaatataagaaagaaaaatgattattttcag(TATT)571 136405372 136405442 GGGTTTGTGATTGGGTTCTG CAAGGTGTTTTAGCAACTTGGA 266

Ai06B32659 Araip.B06 32659 p4 (TATT)6 24 136415403 136415426 TCGCCGTACGATTGTATGAA TTGGAGATCAAAGTGGGACC 243

Ai06B32671 Araip.B06 32671 c (A)10ttatttaaagtgtaaattttcaaaaaattatttgtcattataagttttg(A)1170 136432225 136432294 TGTTCACGGATGGTAAAAATGA TTTCCAAACCTATGCATCCC 269

Ai06B32673 Araip.B06 32673 c (T)12gtctcttacattac(A)1137 136433080 136433116 CCTGTAGAGATACCAACGCAGA GTGTTTATCTCGCCGCATTT 183

Ai06B32675 Araip.B06 32675 c* (TAA)9tgccaagaagcaatagttcaaatggcatagtcttctcatattcaattaagaggttgcggattcgagtctccatattttttgtt(A)11(AAT)5*134 136436252 136436385 GCAGAAGAGAACCAATTCCG AAACTACAGTACCCCTTCTCATAAAA 253

Ai06B32676 Araip.B06 32676 p4 (ATTA)5 20 136436921 136436940 TCCAAAACCAATGCAAATCA GGGGGATGAGAGAGAGAGTAGT 150

Ai06B32678 Araip.B06 32678 c (TCA)7(TTA)17 72 136437677 136437748 TGCTGTTCAACTCCTTGGTG GCGGCAGATTTTTAAATGGA 262

Ai06B32687 Araip.B06 32687 c (A)14(CA)7 28 136458183 136458210 GCTTGCTTTCATAGCTCAAGG GCTTGATGTCAAGGTGCTCA 280

Ai06B32688 Araip.B06 32688 p2 (AT)6 12 136462689 136462700 CACTTTTGAACGTGGCCATT TTGGCCCTAGGATCACTCAC 206

Ai06B32690 Araip.B06 32690 p2 (TA)6 12 136471474 136471485 GTGTCCAACACGCGAATATG GCTGCCCCTAGACTTTTTCC 279

Ai06B32693 Araip.B06 32693 c (TA)6gacagtagtaattaaaagggagctaattctattctgatgattttctttttatcctttttgacagcgatg(TA)693 136475261 136475353 TTTGTGACTTTTCTATATGTTGTTTGA TCCACTTCCACTAGGTTATTAGTGTTT 252

Ai06B32698 Araip.B06 32698 p2 (TA)6 12 136482093 136482104 TGCCCTTGACACTTGTTATTTG CCCCCATCTCATCTCTTTGA 190

Ai06B32703 Araip.B06 32703 c (A)11tggcgcaagttgcaatcaaccgggaccaatgtgtaacttaagaaatgaaaaacgggttttaaa(T)1387 136491819 136491905 TTTTGGGGCAAGACTTTCAT TTTCCCCTGTTAAAGCACCA 187

Ai06B32711 Araip.B06 32711 p2 (TA)9 18 136514589 136514606 ACCACGGTTACGTTCCAAAA TGCTTTGGATTTATGGTTTGC 200

Ai06B32712 Araip.B06 32712 p2 (CT)8 16 136514790 136514805 GCAAACCATAAATCCAAAGCA GGGCAACAACAGGAATCAAC 156

Ai06B32713 Araip.B06 32713 p3 (TAA)21 63 136515387 136515449 AGTCTAATTTGTGCTAATTTGCTTT TCCAGTGATATGCCAGACATT 267

Ai06B32725 Araip.B06 32725 p2 (AT)7 14 136550735 136550748 GGTGTACCGAAACATCATCG ATTCTTGGCCACCAAACAAC 240

Ai06B32726 Araip.B06 32726 p2 (TA)6 12 136553124 136553135 CAGGTCAATCAAAACTTGGTCA ACGAATTTGATTTTCGCCAC 262

Ai06B32727 Araip.B06 32727 p2 (TA)8 16 136556333 136556348 TTGCTTGGATGGAAAGAAAA GGGTTTGGGGGATTTAGGTA 194

Ai06B32730 Araip.B06 32730 p2 (AT)6 12 136561023 136561034 AATGTAATGCGGGTGCAGTT CGACTGTGAGGTGGGAGAAT 249

Ai06B32731 Araip.B06 32731 p3 (TTC)6 18 136561584 136561601 TCCTCCTCCTCCTTCTTTCA ATCACAAAGGCCACTGAACC 205

Ai06B32732 Araip.B06 32732 c (AAG)5cgtgacaaagaaaaacaagg(A)1045 136562126 136562170 TGTGTTCGACTGTTCGGTTC TGCGCATTAATGAGAGTGAAA 271

Ai06B32738 Araip.B06 32738 p3 (AGA)5 15 136577811 136577825 CTGAGTTTCTTCCGTTTCCG TCCACCCTTCACAGTTCACA 168

Ai06B32751 Araip.B06 32751 p3 (AAT)5 15 136594092 136594106 TTGGGCTATCAAAAGTTGCC TCTTTTGTTGGATTCAGAAAGC 214

Ai06B32752 Araip.B06 32752 c (TTA)7taaaatagcaataataataataaaactgaagtggaac(A)1068 136595453 136595520 TTTTTCAAAATATCTCGAGCCTT TGAGCTGAGTTATGAGCAAATCTT 223

Ai06B32753 Araip.B06 32753 c (A)10ttattaactgattcaatgtcttgcttaaatcttaatctacacttgtattatgataataagaggg(A)1690 136596410 136596499 TGTGTCATGTCATCATTCAGAAA TTCAGGGTATTTGGTCAGGG 278

Ai06B32755 Araip.B06 32755 c (T)11gttagaatattaaactcttttatattcagagtatatg(T)1361 136606220 136606280 TTGGCAATCCAATGACTAAGC GGCCTATTTAAAACCTAGCCCA 268

Ai06B32756 Araip.B06 32756 p2 (CT)7 14 136606408 136606421 GTTAGCCCAATACGCACAGC GCCGGGAGAGAGAGTAACCT 222

Ai06B32757 Araip.B06 32757 p3 (GAT)8 24 136609265 136609288 TCGAACTTGGTTGTGTGGTT CGGATGATCCAACTCTTCAA 248

Ai06B32759 Araip.B06 32759 p2 (TA)9 18 136618012 136618029 TGGTTTGCCTTTTTGTGAGTC AGTATCCAGCATCCAGTGGC 277

Ai06B32760 Araip.B06 32760 p2 (AG)6 12 136621463 136621474 GGTTCGCCAAGAACTTACCA GCAAACCATAAATCCAAAGCA 269

Ai06B32761 Araip.B06 32761 c (CT)26(CA)7 66 136626267 136626332 CCAATACACGTAGGCCCAAT CCGGTGATGGAAGAGAAGAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32769 Araip.B06 32769 p6 (ATCTAT)6 36 136633103 136633138 TATGCCATGCACCATGTTTT TTCATGTAATGATGAGGTGCAA 188

Ai06B32772 Araip.B06 32772 p3 (TAA)5 15 136635953 136635967 ATTCGTCAACGTCGTCTTCC TCAAGCGAAGCACTTGCTAA 114

Ai06B32778 Araip.B06 32778 c (AAAT)5atgtagctttccatcatttagaaataatttatatatgtcccaaaatttagattgggtataaataataatatgatgtaactttttc(T)10115 136654359 136654473 AAAAGTCCAGTCTCAGATTTTTGG TCGATTTGAGATTATCGTTCACA 275

Ai06B32783 Araip.B06 32783 p2 (TA)6 12 136657888 136657899 TGCCATATCATCACGTCGTT ATATTGAGGCCAGTGCAAGG 251

Ai06B32790 Araip.B06 32790 c (A)15ccaacgaaatttgaactctttttctcattgtttatttatttattgcttgtacttccttgagttattgaattcatttttagcatttgtcgtgataca(AAT)6129 136669056 136669184 GAGATTATGGATTCGAATTTCTCTG TATGCCCCTTTTCAACCTCA 186

Ai06B32795 Araip.B06 32795 p2 (TC)7 14 136674179 136674192 CCTTCCCAGAACTTTACAGCA TCCATGCTAAGGAGGAGGAA 240

Ai06B32797 Araip.B06 32797 c (T)10gggttgctttgttttaaatgttcctattgttgttgtgtttttgctgtgatttaaatgttcttttga(T)1187 136677284 136677370 TGTTTTCAGCAACGGTGATT CAGGCAGTGCAAATTCAAGA 245

Ai06B32800 Araip.B06 32800 p2 (TA)9 18 136682188 136682205 TTGTCCCCAAGCAAGAAAAG GCAAAGCACCCAAAAGGATA 247

Ai06B32801 Araip.B06 32801 c (AAT)8attttga(TAT)855 136684141 136684195 GCTTCTATGGTTCTGCTGCC CTTCTTGAAGCTTCTCCCACA 227

Ai06B32803 Araip.B06 32803 c (T)12aatttctgaagttctgattttgtacgtctactatatttgtgtgtatggaatttgaaagcaattttttatacagctatgctatatacatacaa(T)10114 136689594 136689707 TTCTTTACTTTACGTCGTTACTATTCA TCTTCTGCTGCTTCTTCTTTTTC 205

Ai06B32804 Araip.B06 32804 c (T)11a(T)10 22 136689896 136689917 CACACATCGAAAATACATCCAAA CAAAGAAGAAGAAACACACAATGG 166

Ai06B32810 Araip.B06 32810 p3 (AAT)5 15 136702673 136702687 TCGAACCCAAAAAGTCATCA CCATCGGTGAAGGTTGGTAG 267

Ai06B32811 Araip.B06 32811 p2 (AT)6 12 136705556 136705567 TGATGGGATTGGAAACATCA AAGCCATTAAGGTGTGTGGC 242

Ai06B32817 Araip.B06 32817 c (T)11aattaattcaggattaggatttttaattcctgattactgtgcgcgcgcgagt(TTATGA)699 136718539 136718637 TGAACCTGGAGCTCAGAAGAA GGATCAGAAAGTGCTGGGAG 254

Ai06B32818 Araip.B06 32818 c (T)16accaattctagtatattgtatcaaaagatgttagaaacatgttatatattatagatatct(TG)6(T)14102 136724050 136724151 CCCGCAGGATCATCTTAGTT TCAAATGGCATAGTCTCCCC 278

Ai06B32820 Araip.B06 32820 c (T)12gggtgggccttattttcttttttattcatagctttttccttaactttttctttcctg(T)1079 136725452 136725530 CTGCACCCTCTTGGTTCCTA GAATGCTGGCCCAAAAGTTA 239

Ai06B32828 Araip.B06 32828 p3 (ATA)6 18 136729815 136729832 CAGCTATCAAAGTGAAGGGGA CTTTTACTTTTGGCGCAAGC 222

Ai06B32830 Araip.B06 32830 c (T)10cctttttttttatcaca(T)1138 136732411 136732448 TCGGCCAAAACACTGTTAAA TTGAATGGATGGGGAGGTTA 191

Ai06B32832 Araip.B06 32832 c (T)10attttatttctgaaaaaatcc(AT)847 136740964 136741010 CTTTGTGAGGTTCAATCCCAA CCAACGGTGAACAACTGAGA 195

Ai06B32834 Araip.B06 32834 c (A)16ctaattaaggtaccaagaattgcatag(TA)655 136742780 136742834 CGCGAGTTCGAATCTCCTAT GTTTAAACCCGCTGCCATAA 169

Ai06B32838 Araip.B06 32838 p4 (ATTT)5 20 136749715 136749734 CAAGGCCCAAAGTAGCTGAA ATTGAGGACCGCAAAGAGAA 257

Ai06B32843 Araip.B06 32843 p3 (TAA)5 15 136759412 136759426 TGCATGATATATCCACAAGACCA AGCTTGCCCAAAAGGTCTCT 185

Ai06B32849 Araip.B06 32849 c (AG)6(A)10 22 136767235 136767256 TGGATTCTTTGACCCGACAT TCAATTAAAAGTGCAAGGATTTTG 150

Ai06B32850 Araip.B06 32850 c (T)10aatgaataaaacgaccactatataatttcacgagctggaatagtcgaaattcaaataataagatctagataaacatcaatatcaaagatttttt(A)13117 136768520 136768636 AATGCGACCATTCAACTTCC TGAAAGGGAATGTAAACAACCA 238

Ai06B32854 Araip.B06 32854 c (T)12ccc(T)10 25 136772236 136772260 TGCCGTCATTATTTGGTACG CCCATAACAAACTAGAATGGGG 240

Ai06B32860 Araip.B06 32860 p5 (GAAAT)5 25 136776729 136776753 GCTATTTGGGAGTAACGTCTCTG ATATCGGAGTGCCAGCTGTT 146

Ai06B32861 Araip.B06 32861 p4 (ATAA)6 24 136776899 136776922 CAGCTGGCACTCCGATATTT CCACGATGGTGGAAAAATAAA 158

Ai06B32862 Araip.B06 32862 p3 (TAG)7 21 136777033 136777053 CGTCGTACTATTGGATTGGGA GGAGAAACAAATAGTTGTCGGG 279

Ai06B32865 Araip.B06 32865 c (A)11ggaagtg(A)13ccaataaaaacgagcttataaatgcattg(A)1070 136779656 136779725 GGTCTATTCGGATTCTGTTTTCTT AAGGGTATTGCTAACAAGTGCAT 198

Ai06B32867 Araip.B06 32867 c (AG)6aaaagaagagaaaataaaagcagagataggaaagagaagagagagaatgaggtgtgtcacttggttatatgtttttcgcaacga(T)12108 136781715 136781822 GGAATGGAATGGATTAGATACACA TGAAGAAACTTTGTATCGAAATGTAAA 280

Ai06B32870 Araip.B06 32870 p5 (TAAAT)5 25 136785726 136785750 AAAAGAAGTGAAAAGTGAAACCG TTTTCTCGGATGCAGTTGGT 229

Ai06B32872 Araip.B06 32872 c (TA)6atgaagaata(T)1133 136787595 136787627 TTGAAAGGTTTTGGATTCAACTT TCTGATAACCCTCTTTTCTTCAATG 240

Ai06B32874 Araip.B06 32874 p5 (AATAT)5 25 136789471 136789495 GCTTTGTATGACCATGGAAAAT CCCAGAATTAGGAAAAACACAA 270

Ai06B32880 Araip.B06 32880 c (A)10tatagaagtgctcatcaatcaagtacatcaaataattatcaaatataatttg(A)1072 136794912 136794983 GGATGGATAGGGACATCGAA AAACAATCCCCACCACAAAA 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32882 Araip.B06 32882 p2 (TC)12 24 136797123 136797146 GCCCAATTTCAAAAGCTCAA CTGTGACTCCGCCATACTCA 131

Ai06B32883 Araip.B06 32883 c (TC)7(TA)8 30 136801530 136801559 TTTCCCGTTCTTTTCAATGC TTCAAAAGTTAGGGCGGATG 213

Ai06B32888 Araip.B06 32888 p3 (CTA)6 18 136804833 136804850 TGCAAGATGATGAAACGAGC TATGGTTGTGGTGATGGTGG 196

Ai06B32893 Araip.B06 32893 p2 (TA)8 16 136812613 136812628 TATGCAGTTTGATTTGGGGG TTAATTTTGAAGGGTTAGAATTGAG 164

Ai06B32899 Araip.B06 32899 p2 (AT)6 12 136819804 136819815 GAATCTCTCTCCCTTTTATCCG CCGACGAATTTTGCATAAACA 280

Ai06B32900 Araip.B06 32900 p3 (ATC)6 18 136820799 136820816 GATCCCTTTATTTGTGAGCCTT AACTCTTGGGACCCCTTCTT 212

Ai06B32907 Araip.B06 32907 c (A)10ttaatatttaaaaattgttaaataatttaataaatttgatcaattttacatgaagataaactacctgagtcttc(A)1195 136838292 136838386 TCTGCCGGACTGAAGGATAC CCATTCTTTTAGGGGGCATT 265

Ai06B32910 Araip.B06 32910 p3 (AGA)5 15 136840091 136840105 GCCAAGTTGAGGGATGCTAC CTTTCATTGATGGTGCGAAA 274

Ai06B32911 Araip.B06 32911 p2 (AC)6 12 136841681 136841692 AAAATTATTCCTTTAGCAACGGG AATGTCCCCAAAAAGGTTCC 242

Ai06B32918 Araip.B06 32918 p3 (AAC)6 18 136858707 136858724 TGTGGTGCTGCTAATGGTGT GAGCCAGTGAACATTGACCA 167

Ai06B32926 Araip.B06 32926 p2 (TA)7 14 136884618 136884631 GGATCGGATTCGGATAAACA CACAAGTACACCCAACAAAGGA 256

Ai06B32929 Araip.B06 32929 p3 (TTG)5 15 136889665 136889679 ATGATGTGGGGTGGGAGTAA TCATCCATGATTCCCCCTAA 219

Ai06B32934 Araip.B06 32934 c (A)11catagcttgtattctaagacacaaattttcttatatttctggtctttgtatttgtgtctgatttacc(A)1088 136892552 136892639 TTGAGTTCGGTACATCCGGT TTGGTTGCAAAAGTTGGTTTC 240

Ai06B32937 Araip.B06 32937 p2 (GA)14 28 136895341 136895368 ACAAGCGAACTTTTCCGATG TTTGAAAACATGGCAACGAA 270

Ai06B32939 Araip.B06 32939 c (A)11gttaattaatttgattactccaaattttaaatttaactcaaaagtttaacggtattttttaacaatagaatttatttcatttttatttattt(A)10113 136897259 136897371 GCGATTTGAAATTAATGGACC GCCAAAATTATTGTCGCTCC 259

Ai06B32940 Araip.B06 32940 p2 (TC)17 34 136899573 136899606 TGGGGGCTTGTTACATTTTT GTTGCTTCCATAGCGAGAGG 150

Ai06B32944 Araip.B06 32944 p2 (TA)7 14 136908343 136908356 ACCCCATGATTTGTTTTCCC CTGGTCACAACAACAGATCCA 225

Ai06B32946 Araip.B06 32946 p2 (AT)11 22 136914693 136914714 CAATGCCACAAACAACCACT TGCAAATTGTCATGATACATAATAAAG 270

Ai06B32956 Araip.B06 32956 p6 (GAGGCA)5 30 136948510 136948539 CCGTACAAGGTCTTCCCAAA GTAAGTTTAATGCCGCTGCC 268

Ai06B32961 Araip.B06 32961 p4 (AAAG)5 20 136957911 136957930 TGGAGGAAATTGAAAGCAACA TTGCTAGCCAAGGCAAAAGT 120

Ai06B32963 Araip.B06 32963 c (A)13tcatttagcttttttggtagtttaatattttcg(A)1157 136961396 136961452 GGTTGCAATAACAATCTACGGA CAACGGGCATAATGGTTATTTT 181

Ai06B32964 Araip.B06 32964 p3 (TAT)7 21 136962160 136962180 TGGAAGTAAGTCTGAGTTGTTTGAA CAAGCCCCCTATGCATTAAA 243

Ai06B32966 Araip.B06 32966 c (TA)6ttatgttcaaataacactatttattgtaatagccaaatgtgattgttctaaaaatgagc(A)1283 136964647 136964729 CATCACCTCATCTATCAAATTGC TGTTGAAGCACCAGTGGAAG 205

Ai06B32967 Araip.B06 32967 p3 (AAG)5 15 136965817 136965831 TGAAGGTTTTTGGTGGTTTAGAA CTCTCTCTCCCCAATTTCCC 176

Ai06B32968 Araip.B06 32968 c (GA)6agcgaagagatgctgatgggtgagggtgggggtagg(T)1159 136965953 136966011 GTGATGGAGTGAGGGTTTGG CCCGAACGTTCAGAAACACT 186

Ai06B32971 Araip.B06 32971 p4 (AATA)5 20 136969640 136969659 TGGTGATTGATGCATTTGCT GGTCAGCTGGCAAGAAAGAC 163

Ai06B32972 Araip.B06 32972 p3 (ATG)8 24 136976191 136976214 TCTCTAGGGGAGGTGCAAGA CCAAGCATTAACGCAACACA 279

Ai06B32977 Araip.B06 32977 p3 (ATT)10 30 136984290 136984319 AATTGACGAAAACATCGCGT AAAATTTTCATGCTAAGGTCTTGTG 266

Ai06B32978 Araip.B06 32978 p4 (AATA)6 24 136984443 136984466 TTTTGTACGTTTTCTCTTGTTGG GGAGAAAGGTATTTTCGTCCG 274

Ai06B32983 Araip.B06 32983 p3 (AGA)6 18 137004235 137004252 GCTTCTTCGCTTTGGAGAGA CGCAGCAAAGAGTACACCTG 264

Ai06B32984 Araip.B06 32984 p3 (TTG)8 24 137005651 137005674 AGTTAGCCCACCTGCTCTGA AAGCCAATGATGAAGCCATT 277

Ai06B32985 Araip.B06 32985 c (AAG)5aaaccaaagtatattatagagctatagaacatttatggttagacttatatatata(TG)682 137005811 137005892 AATGGCTTCATCATTGGCTT GCTCAGATCCTAATATCTGGACAGT 205

Ai06B32996 Araip.B06 32996 p2 (TA)9 18 137016612 137016629 TCAACTAAATATGAGCCATCAACTTC GACTCATTTCCACGGCCTAA 280

Ai06B32998 Araip.B06 32998 p3 (AAC)5 15 137022802 137022816 TTCTTCAGTTTTCCCCAACC GGATTCCGGAGATGAAACAG 194



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai06B32999 Araip.B06 32999 c (A)10gaaatggttggtatgttgctg(T)1243 137024065 137024107 TCCGGGATACAATCCTGAAT TCGATTGGGGTCAGTACACA 195

Ai06B33000 Araip.B06 33000 c (T)10catatttatattattcttattgctttacaacttataatcaaatttg(T)1167 137024869 137024935 GCTTCAGCCACTCGAATTTT AGGGCCTTGAACCCAAATAC 269

Ai06B33002 Araip.B06 33002 p3 (AAT)7 21 137032205 137032225 TCCCTTGCTTACTCTTCCAGA TGTCAACCATGCCTATTTGC 280

Ai06B33003 Araip.B06 33003 c (T)12aatttttaa(AAT)742 137033042 137033083 TCCATTTAAACGCAAAGCAA AGAAAATGGGGGAGAGTGCT 181

Ai06B33005 Araip.B06 33005 p2 (TA)9 18 137035181 137035198 GCATGACTATGCTTGGGGTT TATTGTTTTCGGCAGTGGTG 253

Ai06B33008 Araip.B06 33008 p3 (ATT)6 18 137037915 137037932 CAAATTGGCCTTGTGACCTT AGTCATTTATTGGCAAGCGG 146

Ai06B33009 Araip.B06 33009 p2 (TA)12 24 137039764 137039787 AAAAGGAAGGGACGAAAAGC AAGCTTGGCCATGTTTATATCTG 145

Ai06B33012 Araip.B06 33012 c (A)11ctttgaaatcttccaaaaatcgatggagtattgcttctatggtttttttc(T)1374 137048441 137048514 TTTTCTCCTTTCTCCCATCTTT GGGCTAATAAGGCCATCACA 280

Ai06B33016 Araip.B06 33016 p2 (CT)8 16 137057732 137057747 CGACGGTTACACTCCGATTT AGCTCCGAACTCCATCTCAA 222

Ai06B33017 Araip.B06 33017 p2 (TA)6 12 137063706 137063717 TATTTTGCAGATCCTTGGGC TAGGTTGAACATGCATCCGT 250

Ai06B33018 Araip.B06 33018 c (A)12gctatactttaccctttttta(AT)951 137064708 137064758 TGCAAGTTGAAAATTTATGGGA TGGGGAAAAGTAGGTTTGGA 251

Ai06B33035 Araip.B06 33035 c (T)10ctttatccaaacatgtcattaacaac(T)1147 137105802 137105848 TTGAATGGGGAAGGAGTCAG AAAGATCACTTTGCCACTTTTT 278

Ai06B33038 Araip.B06 33038 c (A)11gttaaaacttgtcttatttaatattcattaattattacaataacacaagttctaactttttttgtctcactaaca(T)1096 137107401 137107496 TGATTGCCAAATATGAAACTTGA AGTGGAGAACATGACCCACA 266

Ai06B33039 Araip.B06 33039 p2 (GT)11 22 137109119 137109140 ATCCTGGCATTCTTGTCGAT CCCAATTGGTGTTGGAGAGA 280

Ai06B33045 Araip.B06 33045 p2 (TC)11 22 137115043 137115064 ACCTATGGGCCTATTGGGTC TGCCACCTTTCTGAATACCC 241

Ai06B33050 Araip.B06 33050 c (T)12ctcttaatttttacta(T)1038 137122562 137122599 TCCTAACATCGCAGCTTGAA TCCCAATCAAAATAATAAAAGAAAA 237

Ai06B33054 Araip.B06 33054 c (A)12ctcttaaccatttaagaaatttcg(A)1147 137134705 137134751 GACTGCGTGGATCAATCCTT AGAATGAGGAGTTTATAAAATGAAAGA 280

Ai07B2 Araip.B07 2 p3 (GGA)5 15 48315 48329 GCCTCACCATCCAAAGAAGA ATCGAAGAGTCCATGATGCC 243

Ai07B5 Araip.B07 5 c (A)10gaaaaagaacaat(A)1235 58293 58327 TGATTTGGCATGACACCATT CTCCTTATTACCGGCACACC 208

Ai07B11 Araip.B07 11 p2 (TA)7 14 67218 67231 TTCAATCACCCCAGTTCACA CGGGGAATAATTTGTTGTGG 181

Ai07B12 Araip.B07 12 p2 (CT)21 42 73310 73351 CAAAACCCCCAAAATCTTCA TTCGTTTCAACACCTCTCCC 252

Ai07B13 Araip.B07 13 p2 (GA)7 14 78584 78597 TGGTTAGTGCACAACATCACAG AAACGCGGAAATTGAATCAC 257

Ai07B18 Araip.B07 18 p2 (TC)9 18 98834 98851 AAACCTCATGGCTAAAGGTCAA AACGCCACAATATTTCAGAGC 207

Ai07B20 Araip.B07 20 p3 (TTG)6 18 104409 104426 ACATGACAGAGCACAATGGC CCAGAAAGGGCTTTAATTTCC 246

Ai07B23 Araip.B07 23 p3 (GAA)6 18 107980 107997 GCTCTAATCTGGAGAATTGGACA GCCAAGTGGTTTTGGTTCAA 276

Ai07B28 Araip.B07 28 c (AT)7ac(A)13 29 111943 111971 TGGTGCACTTTTGTGAAGTTG TCAATTCCATTGCTGGATCA 215

Ai07B31 Araip.B07 31 p2 (AT)10 20 124364 124383 TGGGCAGAAGAGTATTGTATGG TCACATTCTTACTTGGATAGTTGGA 275

Ai07B35 Araip.B07 35 p3 (AAC)8 24 128850 128873 GACCCTCTGCCTCCAGAATA TCGTTTGATTCATGTAGCCG 188

Ai07B37 Araip.B07 37 p3 (CGT)5 15 133159 133173 GAACACAGATCAGCTCCCGT TATTCACCACCAAGGCAACA 251

Ai07B38 Araip.B07 38 p2 (TG)6 12 133515 133526 GTTCCAAAGCAGAGTCCAGC TGTGTTTGAATCTCACGCCT 175

Ai07B39 Araip.B07 39 c (A)12gaaaaaaataaatctttgacttgatttggtagcacatgactaatgctattgcatggaaatatcatcaaaaagtaaatcaatacctgag(T)16116 134762 134877 AATAATTTAAAACCTGCAACGATT CTTGCCCCGTTTAGTACACC 170

Ai07B40 Araip.B07 40 c (A)10cttagctgcaatttaatgtttgctagatcaaaacatgtttttggtaggaactaaaacc(A)1785 137271 137355 AAAACGGCTTTTGAGAGCTT TCAACACCACTCAACCAAAAA 253

Ai07B42 Araip.B07 42 p2 (TC)9 18 137765 137782 GCAGTTATGGCTTCTCCTGC AAATCCACCAAACGCATCTC 227

Ai07B43 Araip.B07 43 c (TTC)5tgcagcttctgaatttgtctggttttg(CT)756 146405 146460 CAAACAAAAACGGAATCGCT GCCCAATAGCTTCAACCAAA 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B56 Araip.B07 56 c (A)10gttaagttatatatggccaatgagttatatatcaaatggtataatctcttcatactcacctaaaaagtcgtgggttcgaatctccctatctttagt(A)15121 169818 169938 CCAATTATTTTGTACTTCTTTATGGA AGGCTAAAGCCCAAAAATGT 280

Ai07B59 Araip.B07 59 p3 (TCT)5 15 171351 171365 GAGCTTGTTCTCCATGAGGC GTTGTTTTTGGGTGGTGGTT 238

Ai07B61 Araip.B07 61 p3 (AAT)5 15 173932 173946 TTAACTTGTCGGGTGGAGAAA GCATCAACCATATCATCCCC 251

Ai07B68 Araip.B07 68 p3 (TTA)10 30 187922 187951 CACCTCATCCCCCAACATAC CCAACAATACAATCATCTCACAAA 248

Ai07B72 Araip.B07 72 p2 (AG)6 12 191017 191028 TGTGAATGTAGCTGCATAGTTTATGA TTGCAGTGTGTCAAACAGTGAG 113

Ai07B73 Araip.B07 73 p3 (TCT)5 15 191697 191711 TCCCAAACTTGCACTTTCAAC TGTGAGTGTGTGTGAGGGAGA 133

Ai07B74 Araip.B07 74 p3 (ATT)5 15 192651 192665 GGGAATGAAAAGGCAGGAAT CTAGGGTTGGCATAGCATGG 279

Ai07B78 Araip.B07 78 p4 (AAAT)5 20 194919 194938 TGATTCCTGAAAAGGATCCAA TGGATATTTTGTCTTGTGAGGG 266

Ai07B79 Araip.B07 79 c (GA)9tccttcaattcagaagctatgctattttaccctcacaagacaaaatatccaatgaa(AG)788 195059 195146 TGAACATGATTTTACCTGTTTGTG GGGGGTGTATGTGCTTCAAT 217

Ai07B80 Araip.B07 80 p2 (AG)16 32 200973 201004 CACAAGTTGCGTTTTTCAGG GGGACCTGAATGAATGAATCAA 279

Ai07B84 Araip.B07 84 p2 (TA)10 20 210522 210541 TGGAACCGAATCAACATCAA AAAAATGGAAACACCCAAACC 206

Ai07B85 Araip.B07 85 p3 (GAG)6 18 213083 213100 GGATTACAAGGAAGGGGAGG GTGGCTGCATATGAATGGTG 232

Ai07B86 Araip.B07 86 c (AT)7(AG)6 26 214805 214830 GGACCAATTGCGTAACCAAC CAAACCCAATAATACAAAACATTAGG 266

Ai07B88 Araip.B07 88 c (GAT)24gagtagaggaagaggataccatgataggatgggaggaagtccccaaattat(GAG)14165 216871 217035 TTGTTAAAATGGTGGAGGATTACA CTAAGATCGAATCCGTTGCG 279

Ai07B89 Araip.B07 89 p2 (AG)6 12 222727 222738 TGTTGATGTTGATGGAGGTGA TGCATGTGCAACATGTGTCT 249

Ai07B91 Araip.B07 91 p2 (GA)7 14 228872 228885 TGTGGATGAAACAGTGGAGG TAAATTCATGATTCGGTGCG 265

Ai07B96 Araip.B07 96 c (T)10ggtcatgactttgggcaggagaactgacccagcaacacaaacagaacaagaaaa(C)1074 236334 236407 TACGCACAATTCATTCTCGG TTGGCAACCACAATCAAAGA 275

Ai07B99 Araip.B07 99 p2 (TA)50 100 258756 258855 GCCAGTTGCCACCAAAGTTA AGATGGCATGCATAAACCGT 272

Ai07B100 Araip.B07 100 p2 (TA)7 14 259118 259131 CCAGTTTTGCACATTTGGGT TTCTCTTTGTGTTTCGATGGG 244

Ai07B103 Araip.B07 103 p2 (GA)8 16 266455 266470 AGGCCTTATCCCAATGTGAG GTGGTTTCTGCACAGGGATT 267

Ai07B104 Araip.B07 104 p2 (GA)20 40 267884 267923 GAACTTGCAATAAGGGCCTG TGCATCTGCACAGGTAGTGA 270

Ai07B108 Araip.B07 108 c (T)10c(A)10 21 273596 273616 GCTGCAAACTGCAACAACAT TGACTTGCGATTATTTTTGTGA 221

Ai07B115 Araip.B07 115 p4 (AATA)5 20 287034 287053 CGAATCTTTGATGGCACAAC ATTTTGGCAAGAAGCAAACG 257

Ai07B117 Araip.B07 117 p4 (ATAC)5 20 292228 292247 AATCCAGCAACCATCCAATC TTCAAATTCGGGACTTTCTTG 241

Ai07B120 Araip.B07 120 p3 (AAT)8 24 299229 299252 CTTGCTTAGCTCCATCGCTT GTGCCACAAGCAAAAGATGA 219

Ai07B121 Araip.B07 121 c (A)11catgagtttgtgacatattactgtgattggtgta(GTT)560 302069 302128 CGGATGAAGCTGAGGGAATA AAGTCAGCAATGGCAATTTTC 240

Ai07B127 Araip.B07 127 p6 (AGAAGG)5 30 305551 305580 GCAACTCCACTTAACCGAGC GCGCACGTAGGTTCTTCTTC 156

Ai07B128 Araip.B07 128 p3 (GAA)5 15 305937 305951 GCATGCAGCAATTATTTCCC CGCTGCAGACTCAACACTTC 185

Ai07B130 Araip.B07 130 c (GAA)5cgcaaacag(AGA)539 306951 306989 CCCTCTGCTTTTATGCTTGC CTTCCCCAATCCCCTTACAT 257

Ai07B131 Araip.B07 131 c (T)10gtacagtcaccaaaaaaataac(T)1042 307535 307576 AATAGAGAAGGAGCACGGATT CGTCAACGAGTTTCTCCTCC 228

Ai07B134 Araip.B07 134 p3 (ATT)5 15 317266 317280 TGCCTCTCCAGTCTTCCTTT TCCGTAAATTAATAGAGATGACCACA 279

Ai07B140 Araip.B07 140 p2 (TA)12 24 329059 329082 GACTGCCCCATACGTTCTGT CGGTTGCCAAACATTTTTCT 253

Ai07B142 Araip.B07 142 p3 (GAA)8 24 332412 332435 CCCACCCATGACATGAGAAT GAAAAGCAAGAGCACGTAGAAA 151

Ai07B144 Araip.B07 144 p2 (AG)9 18 335070 335087 AACTCCGAAGCATGTTCCAC CTAGGGGGTAAATGCGACAA 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B145 Araip.B07 145 p2 (AG)7 14 338256 338269 GCGAGTGTTGAGGAAGAAGG TGCTCTCCGTGTGACAAAAG 214

Ai07B146 Araip.B07 146 c (A)11g(A)11 23 346054 346076 CGCCCGTGTCCTTAAAATAA CTACGTCGGAGGCACCTTAC 177

Ai07B147 Araip.B07 147 p2 (AT)9 18 350446 350463 TCAATGAGATCCGACCTGTG CAGACAAGGGAATGGGAAGA 231

Ai07B151 Araip.B07 151 p2 (TC)8 16 364891 364906 CGCTCTCTTGCTCTCGATCT TGCAAAAGCACACAAAGGAG 153

Ai07B162 Araip.B07 162 p2 (CT)10 20 392242 392261 TTTCAAGAAGCAACCCAACC ACATTCTCCCCCTTAAACCG 188

Ai07B164 Araip.B07 164 p3 (ACA)5 15 394122 394136 GGGGGTCAGCAAGCATAATA GCAAAGCAAGGAAATGAAGC 207

Ai07B165 Araip.B07 165 p2 (AT)6 12 398379 398390 AAAGAAACCCACTGATTGCG AAAATAATCCTTGGGAGGGC 138

Ai07B167 Araip.B07 167 p2 (GA)6 12 399904 399915 GAAAATGAGAGAGAAAAGAGAGAGAAA TTTGATAAACTAAAATATGTCACGAAA 133

Ai07B168 Araip.B07 168 p2 (AT)9 18 400608 400625 CAAGAAGAAGAGAGCAACAGCA AAAATCAATAACAACCATATATCTTCC 271

Ai07B169 Araip.B07 169 p3 (ATT)6 18 400888 400905 GTGAAGGGTGAAAGGAAACG TGCAAGTAGACTGGCTAGGGA 170

Ai07B170 Araip.B07 170 p3 (TCC)5 15 402259 402273 CTGTTGGTGCTGCTGTCATT ATCCATCTGAGCACCAATCC 235

Ai07B175 Araip.B07 175 p3 (TTC)5 15 410922 410936 ACAACTCCGCCGTGTTTATC TTCAATGCTTTTTCACTGCG 268

Ai07B176 Araip.B07 176 p2 (AT)6 12 411933 411944 GGCTTCCGTCACGTTACATT CTTGCAACAACAAACACAAGC 168

Ai07B179 Araip.B07 179 p3 (TTA)7 21 418524 418544 AGATCCAAAGGCTGTTCTGG GGTGAACATGATTTTGGGGT 251

Ai07B181 Araip.B07 181 p2 (CT)6 12 424800 424811 CTCAGATCGCTAGGAGGTCG GCTAAGAGCTCAGCTTGCGT 206

Ai07B183 Araip.B07 183 p2 (AT)9 18 438357 438374 ATCAGTTCAGGGAACCAGCA ACCCTAAGCCCCTAAACCCT 218

Ai07B184 Araip.B07 184 p2 (GA)8 16 447237 447252 GAATGTGCGTGTACCTCGTG GGGAGCCATTTTTGATTGAA 280

Ai07B186 Araip.B07 186 p2 (AG)14 28 455052 455079 CCATTACATGCCATAACCCC CAACGTTGTTGCCTCTCTCA 215

Ai07B194 Araip.B07 194 p3 (GAA)5 15 472078 472092 ACTGAGCAGGTAAAGCCACA CTCTTGCTTGGGGTGTTGTT 186

Ai07B196 Araip.B07 196 c (T)10ataagaaag(A)1029 474496 474524 TGATGGTTTGATTATCGTCCC TTAGTCACCGGTATCCAGGC 264

Ai07B201 Araip.B07 201 p2 (AT)22 44 496138 496181 ATTGATGCTCAGAGCCTTGG TGAATGCATGACATGAACAGTG 227

Ai07B203 Araip.B07 203 p3 (TAA)18 54 503608 503661 TGGGTTGCAACTCTGGTGTA TATCTCCGTCCGAGGAACAG 246

Ai07B212 Araip.B07 212 p4 (TTTC)9 36 523489 523524 CTTTTCTCCGGTGGCTGTAG CACACACTTTCACCCTCCCT 237

Ai07B214 Araip.B07 214 p2 (TA)7 14 533184 533197 ACCTCCCACGCACTATGTTT CGCGCTTTTTATTTTGCATT 280

Ai07B215 Araip.B07 215 p2 (TA)19 38 533419 533456 ACTCAGCCTGTGAAGCCAAG CTTACCTGAGCGTTGCGTTT 166

Ai07B216 Araip.B07 216 c (A)12cctaaatttagtcaaaagaaaattagtaatatatttttgtgaagattatata(T)1074 552859 552932 AGCGGCTGATTTAATGGCTA TGCTCCACCTTATTGTGTTGA 257

Ai07B218 Araip.B07 218 p3 (AAT)7 21 559040 559060 TTTTGCCTTGTGCATGTAGC GCCCTCGGATGTTGAGATAG 206

Ai07B220 Araip.B07 220 p3 (TGA)6 18 564794 564811 AAGGCATTCCATGTTTCAGG TAGCTACGTCGGTGTCGTTG 185

Ai07B221 Araip.B07 221 p2 (AG)8 16 565139 565154 TTCATCGTTTCTGCGTGAAG ACGAACCAACAAAGGCATTC 177

Ai07B225 Araip.B07 225 p4 (ATAC)6 24 573953 573976 GGTGTGGTTTCTTCTGGCAT ACTCTCAAGGAAGGAAGCCC 276

Ai07B226 Araip.B07 226 p2 (TA)7 14 576342 576355 TGGTAAGTTCGCAATAAAGATTGA TCATGGACCATTTTTCTTTCTG 179

Ai07B227 Araip.B07 227 p3 (AAG)5 15 577427 577441 AAGGTTGAAAAGGAGCAGCA TTAGGAGGATCAGCATTGGC 251

Ai07B228 Araip.B07 228 p4 (ACAT)5 20 582552 582571 TACCCAAACCCAACAACCAC TAGAACCACTTCGGGGATTG 176

Ai07B233 Araip.B07 233 p3 (TCC)7 21 594966 594986 TCACTACTGCTGTCTCATCGC TTGGGACTGTTTTGTAGGCA 216
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Ai07B235 Araip.B07 235 p3 (GAT)5 15 595533 595547 GCCTTCACACCTCGTCTCAT TCGTCAAAACTCAGAACCCA 261

Ai07B237 Araip.B07 237 p3 (CTC)6 18 600803 600820 AGATGGCAAAAACAAATGCC CTGGTTCAGGAGTAGCTCGG 204

Ai07B239 Araip.B07 239 p2 (TA)9 18 611511 611528 TCTGTCTCTCCACCAAATGCT TTCAGGCTTTGCACTCATTG 248

Ai07B244 Araip.B07 244 c (T)10ctcatcgtataactgaacacgtacaa(T)1046 618784 618829 TCTGTTCCATCAATTCCACG ACCAAAGCGAGCAAATCAAT 265

Ai07B250 Araip.B07 250 p3 (TTA)12 36 629533 629568 TTGCTCAACAACATTGCACA CCACAACAGTCACACCTTGC 196

Ai07B252 Araip.B07 252 p2 (AC)6 12 640767 640778 TTTGGACCTTTATTGGGCTG AGCACCTATCGGTATCCACG 199

Ai07B253 Araip.B07 253 p3 (CCG)5 15 640910 640924 CGTGGATACCGATAGGTGCT CACTGTCTGCTCCACTGCAT 192

Ai07B254 Araip.B07 254 p4 (TTAG)6 24 641227 641250 GATATTGCCCTCGGTTTGAA GATCACCAATCCCGGAACTA 272

Ai07B255 Araip.B07 255 c (AAG)6aggtgaatggagagagcatagcattacctgaagatt(GAA)569 652327 652395 GGCAAGAGGAAAGAAAGCAA ATACGCGCTCTTATCGAAGC 190

Ai07B256 Araip.B07 256 p4 (TTTA)5 20 652531 652550 GAAGAAGGTGCAGAGCTTCG ATTAAGAAGTTGCGGGTTCG 199

Ai07B258 Araip.B07 258 c (T)10aattccatttttttttgtgcatgtttcgaaattgtaatctaaaattatttcagttttcttctgtg(T)1388 659435 659522 ATCTTCTTTTCGCGGGAGTT ATGCAAAACCACTTTCACCC 279

Ai07B260 Araip.B07 260 p3 (AAG)5 15 663176 663190 TGGGGACCCTAGATGGGTAT TCCCCTTCTTCTCTTTGTGG 223

Ai07B265 Araip.B07 265 c (A)10tgaaaaaaatg(A)1031 667155 667185 AGTTACCAAAACCGATTGCG ATCTCGCAGCTTCTCTCTCG 151

Ai07B266 Araip.B07 266 c (T)12ccttttctcgtccgcatg(T)1040 667411 667450 GGAGGAAGTAAATCCGGAAA AATGTAGTGATACTTATGTCATCCGTT 233

Ai07B272 Araip.B07 272 p3 (AAT)5 15 677479 677493 TCCCTAAAATTGAATGCGCT TGAGAGGATCCATTTCCGAC 277

Ai07B273 Araip.B07 273 p2 (AT)8 16 680008 680023 CGCGGTTATGGAGAAGAGAG CTGCGAGTTCTATGTTGGCA 254

Ai07B275 Araip.B07 275 p3 (CCA)6 18 686782 686799 TCACCTTCCGTCAAATACCC CCAAGACCCAACGTTTTGAT 199

Ai07B278 Araip.B07 278 p2 (CT)11 22 689046 689067 TGTGTGTCTGAGAAGCCAGG TGAATGCGCAAAAATGAGAG 205

Ai07B279 Araip.B07 279 p4 (GTTT)5 20 696055 696074 CATTGCATGAACTGGTGAAGA CCACTCTGGTTTTCCAACCT 231

Ai07B280 Araip.B07 280 p2 (TA)7 14 697873 697886 CGCTTGAATTGGGTTCAGTT GATACCCGAAAACCCCAGAT 239

Ai07B281 Araip.B07 281 p2 (TA)6 12 699028 699039 GCCAAACATAGTAGATTTGCCA TTCAGAAAAACAATGCGTTTG 173

Ai07B282 Araip.B07 282 p3 (TAT)6 18 699297 699314 AACAAACGCATTGTTTTTCTGA GAGCACGCGTATAAAGTTGTGA 257

Ai07B285 Araip.B07 285 p4 (AAAT)5 20 700061 700080 AGCAGTTTGGATTGAATTGGA CATGTTCAATTTGTTATACATTTTTCT 266

Ai07B287 Araip.B07 287 c (T)10atatttttaacaaaaattttaatttataaatttgatatttatctttaaaacaaaaaacagataa(T)1690 701460 701549 TTCAACCTATTTAACTCATCCCA GGGCTAATAGAGTAATTAAACCTTACA 280

Ai07B289 Araip.B07 289 p2 (AT)11 22 703055 703076 TGTCTCTCCTCAATTTCCAACA TGGACAGAGACCAGGTTAAGTG 265

Ai07B290 Araip.B07 290 p3 (AAT)5 15 706059 706073 TTCACTTATTTGGGCCAACAG CCACTCGACAAACCCAAGTT 267

Ai07B295 Araip.B07 295 p2 (AT)18 36 731583 731618 TGATTACCCCTTTTTGGTGC GGTGCAGACTGTCCACTTGA 273

Ai07B296 Araip.B07 296 p3 (AAT)12 36 743187 743222 CCCTTGCTCGCAAGATATTC GGGAAGGTGTGCCTTTCTTT 238

Ai07B297 Araip.B07 297 p2 (TA)6 12 744908 744919 TTGAGCAGTTTGAAATGGGA AGAACAATGCCCAATTCTCG 270

Ai07B298 Araip.B07 298 p3 (GTT)5 15 746213 746227 AAATTCTGCCAGCAATCCAG CACCCAAATGCCCTTGTTAC 274

Ai07B299 Araip.B07 299 c (A)10tctcaaagagaaagggttcccatcaccaccttacaaatgctcataataacttcaatttttattttttattttctattttttattt(TC)6107 746534 746640 CACTCAGCTCTGAACACCCA TAAACCTTCCCCACCAGATG 214

Ai07B300 Araip.B07 300 p3 (TTA)13 39 746791 746829 TGGGGAAGGTTTAACCAAAA TTTCTGCAGTGCCACAGTTC 274

Ai07B304 Araip.B07 304 c (T)11aggactactccttttatatttatttttctagtgagaatattattatttactattcataggaacatctttcctagcttgttttatataag(T)14114 751553 751666 TCCGTTCGTAATTATTCCAGC CCAATAGATGATTTCATCAGTTACAAA 272

Ai07B306 Araip.B07 306 c (A)13ttttcaacccaaccctgacaattaccttgaaaggaaaacgaggttcctgtgccaaaaaaaagtcaatgtta(T)12cacaggggctaattcgtctc(A)10ttagaggccagattaagtg(T)14159 752685 752843 AAGAGAAAAACCCAAAATAGTCC CCTATTCGGTCCCTGACAAT 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B308 Araip.B07 308 c (T)12aatttttctagtgtttttatttttactactagaaattttccaaacacgtt(A)1173 756908 756980 ATTTGAGCATCTCATGTAAAAAGA TGGGCGCTATTATTTTGATT 280

Ai07B309 Araip.B07 309 p3 (ACT)5 15 764054 764068 CAAGAAAGGACGAACTCGGT CCCTGAAACCGTAGAAGCTG 243

Ai07B310 Araip.B07 310 p3 (TCT)5 15 766798 766812 TTATGAGCTCCCAATCCCAG AGGATCCAGCTGAAGCAAAA 218

Ai07B317 Araip.B07 317 p2 (AT)7 14 777018 777031 TGATTTTCAATTTTCCCCTTG CCAACACGTTTTGTTCTCACTC 229

Ai07B318 Araip.B07 318 p4 (TGCA)5 20 778224 778243 GAGAAAAGCAATAATAATGAAGCCA AGCAAACCAATGATCAACCC 263

Ai07B328 Araip.B07 328 p2 (AT)10 20 794566 794585 GGGTTTGAATTTTTAAGGCCA ATTCGAACTCCCGACACTTG 226

Ai07B333 Araip.B07 333 p3 (AAT)6 18 796446 796463 TTCAATTAAGAGGTTGCGGG TGTAGCAGAAATCCAAGGGG 223

Ai07B336 Araip.B07 336 p3 (TAT)9 27 800163 800189 AAAGTATTCGGAACCGGACC TTGAGCAAGGTTCTGCATTG 273

Ai07B343 Araip.B07 343 p3 (GGC)5 15 815246 815260 TGTCGAGACTGAGGTGTTGC GTTTTCCTCAGCACCCAAAA 120

Ai07B347 Araip.B07 347 p4 (AAAG)5 20 818788 818807 GGCAACTGAGAAAACACGGT ACTTGGCGCGTGTCTTAACT 251

Ai07B358 Araip.B07 358 p3 (GAA)8 24 833650 833673 GGAGGCTGTGTATTAGCCCA TTTTACGTTGGTTGTCGCAG 245

Ai07B359 Araip.B07 359 p3 (CCT)5 15 839539 839553 CCAGTGTCAACCAAATGCAC ATTTGGCCAAGAAAGCAGAA 169

Ai07B360 Araip.B07 360 p3 (AGA)10 30 842860 842889 TAAACCGTGGAGCTAGCCAT CTAAGAATCTCACCGCCGTC 266

Ai07B361 Araip.B07 361 p3 (AGA)6 18 843018 843035 TAAACCGTGGAGCTAGCCAT CTAAGAATCTCACCGCCGTC 266

Ai07B362 Araip.B07 362 p4 (TAAC)6 24 843220 843243 TGGTCCAATCACTGTTTCCA CCCTCATCCATCTCAGCATT 216

Ai07B370 Araip.B07 370 c (A)10ggtatttttggattgttcactatctgaaagataacaccaaaaaagag(A)1269 868514 868582 TGTAACCTGAGGCAGCAACA GTGTGTTTTCATCCCCATCC 192

Ai07B374 Araip.B07 374 c (AGA)5aataatgagcctatcacattcaagtagttgaccaaaaatagtggt(A)1070 874861 874930 ACAGAGATTTGCGCTCCATT GCATGAGCTTCAGTTCAACAA 235

Ai07B375 Araip.B07 375 p3 (ATA)7 21 875298 875318 CATTTTCTGTCCAAACAAAAGAGA CGTCCCTCATGTTCCTCTGT 279

Ai07B377 Araip.B07 377 c (TG)7ttaatttgaatactaacaaagaaaaatag(A)1053 879650 879702 TGGAAAAGAAAAGAGCGAGG TTTTAGAGGCATTTCAATAGTGATT 165

Ai07B379 Araip.B07 379 p2 (TA)7 14 880925 880938 ATCATCATGCATGCCTTCAA GAGTTTCCACCGTCTCCAAA 222

Ai07B381 Araip.B07 381 p3 (TTA)5 15 882769 882783 TAAGAACAACCAGCAACCCC TTTATCCGTTCCGGTGAAAA 150

Ai07B383 Araip.B07 383 p2 (CT)7 14 888619 888632 GCAAGTACATGCCAGGCTTA CAGGCAGCCACCTAAATTGT 254

Ai07B385 Araip.B07 385 p3 (AAT)8 24 897590 897613 AAAGTTCCTAGCCGTCCGAT CAAAACACCCTGTATGCTTGG 244

Ai07B386 Araip.B07 386 p2 (AT)6 12 897855 897866 CCAAGCATACAGGGTGTTTTG CCCACTGCACCTACCTTCAT 233

Ai07B387 Araip.B07 387 p2 (GA)6 12 898173 898184 GTTTAGGGCTTGCTCCATCA TGTGGGTATGGACCACATCA 186

Ai07B390 Araip.B07 390 p3 (GTA)5 15 899676 899690 CCTTCCATCTTTGAAAGGGAC CCTGCAGGTGCTGATTCTTT 269

Ai07B394 Araip.B07 394 p2 (CA)6 12 905451 905462 GCTGAATTATGCATTGAAAAGATG TCTGAGTGGTAACTTTCTAAGCG 253

Ai07B398 Araip.B07 398 p2 (GA)8 16 920349 920364 AGTTCCTCACCACCCAGATG GGTTTCGTTGCTTCCATAGC 235

Ai07B399 Araip.B07 399 p3 (AAG)5 15 924492 924506 TCCTCCTCATCTTTGCTGCT CGTTTTTACTGCACGTTCTTCTT 216

Ai07B406 Araip.B07 406 p2 (TA)6 12 940671 940682 TCTTTATCGCATCCCCAATC CCTTCCAGAAGGAGCCATTT 180

Ai07B407 Araip.B07 407 p3 (AAG)6 18 940801 940818 TGAAAATGGCTCCTTCTGGA TGGAGTTGAGCAAACACTGC 152

Ai07B408 Araip.B07 408 p2 (AT)6 12 941114 941125 GCAGTGTTTGCTCAACTCCA ATGATGATGAAGGGCCTTGT 275

Ai07B409 Araip.B07 409 p3 (TTA)7 21 941267 941287 TACAAGGCCCTTCATCATCA GATATAGAGCCACCCCAACTAAA 173

Ai07B411 Araip.B07 411 p2 (TA)6 12 953611 953622 ACACGTGCATCCAATCACAT ATTGCGTTTGAAGTCTTGGG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B412 Araip.B07 412 p2 (AT)6 12 956614 956625 TGAGTATGGATAGGCAAAAGCA ATGGCATGGGTTTCAGTTGT 270

Ai07B414 Araip.B07 414 p4 (ATAA)5 20 961801 961820 TCCGATTATTCGATCTGCAA CATGCAAGTAGAGTACCCCCA 269

Ai07B415 Araip.B07 415 c (A)10taataataaatcaaaagtgcaagaaaaaaataaatcaataat(A)1062 964061 964122 GCAAACATCCAAAATTCAGC TATTACATCTGCCACCAGCG 128

Ai07B417 Araip.B07 417 p3 (GAG)6 18 969655 969672 ACAAATTGGGGACCATCAAA TGGTGATCTTCCTCCTCCTG 197

Ai07B430 Araip.B07 430 p3 (CTT)7 21 987883 987903 CCACTTCACCACACTTCCCT GGGTGGGTTGATTGAGAAAA 278

Ai07B431 Araip.B07 431 p3 (GTG)9 27 988162 988188 GCCTGGTTCTTGTGGTGATT AACTAGAACAATGGTGGCGG 181

Ai07B437 Araip.B07 437 c (A)14caaaaaaggac(T)1136 999763 999798 GGCTTGGAGAACAAGCTGTC AATTTGACTGACCGGACTGG 131

Ai07B441 Araip.B07 441 p2 (AT)6 12 1006521 1006532 TTTTGCTGCACCAATTGAAA TCGAATTCGGTCTTCATTCA 178

Ai07B444 Araip.B07 444 c (A)12taatattgacttttttttggcacatggacttcgttgtcccttcgagataattattaggggttaggttggg(T)1294 1008806 1008899 CATCCAATCCAGCTCCTGAT CTCGAAAGACAACGAGGTCC 170

Ai07B449 Araip.B07 449 c (GAA)5gc(TGA)6 35 1019626 1019660 GGAAAAAGGATGGAAATCCG CCATCATCACCATCATCGTC 103

Ai07B450 Araip.B07 450 p2 (AG)9 18 1020062 1020079 AAAAGAGGGCCTTAACGTGG ACAATGGCGGCACAAGTTAT 142

Ai07B453 Araip.B07 453 p3 (TTA)13 39 1025367 1025405 GCCGTCAAGTAAATAGGACCC GCGAGAAATCCTCAAATCCA 171

Ai07B459 Araip.B07 459 c* (TTTA)8(TTA)8* 53 1045603 1045655 GGTCAGGAACGAAAATGTCC CTGCAGCAAATTCCATCAAA 253

Ai07B461 Araip.B07 461 p2 (AT)7 14 1046331 1046344 TTGGGTTCAATACATAATGGGA TCACTATCCCTAAAATAATCATGTCAA 233

Ai07B462 Araip.B07 462 p3 (TGA)5 15 1055013 1055027 TTACACATAGGGGTGTGCCA CACTGAGGTTGTTGTTCTCCA 181

Ai07B473 Araip.B07 473 p2 (TA)7 14 1078740 1078753 AGAGGCCGGTTTCTGGTACT CAAAAGGGGTATTCGGGATT 230

Ai07B474 Araip.B07 474 p2 (CT)6 12 1079449 1079460 CCAACTTCCTCAAAGGGCTA TCCAATAATCTTTTCCTGAGCA 277

Ai07B475 Araip.B07 475 p3 (TAA)8 24 1082047 1082070 TTCGTTTCTGTCCTAAACTCTTTG AAATAAGGAGGGGCCACACT 269

Ai07B477 Araip.B07 477 p2 (TA)6 12 1084061 1084072 CAAATCAAATGTTGGCGAGT TGAGGTGATGAGGTGTGACC 275

Ai07B480 Araip.B07 480 c (T)11atttgtcaaatag(A)1034 1094155 1094188 GCCTTAAAATAAGTTTTGAAAAGGA TTCATGTGTAAAACGGTGTCG 268

Ai07B486 Araip.B07 486 p2 (GA)20 40 1103624 1103663 TACAGCATTGCCTTCTGGTG CCTGGGCTGGGGTATTATTT 266

Ai07B487 Araip.B07 487 c (CT)8agggttttgtgc(T)1240 1108891 1108930 CTCTTCCACTCTCACCTCGG CGCAAAATCTAAAGTGCAACA 140

Ai07B492 Araip.B07 492 p2 (AT)7 14 1120795 1120808 GCTAAGTGCCTGTGTCATGC TAAATGCGACTGCACCTGAG 248

Ai07B495 Araip.B07 495 c (T)10attatttaacatgaaatcggaccctccgtttacactttttg(T)13aaatctgaaaacggaccctccgttaacaatg(T)11cctttaaaataaaacggaccctccgtttttag(T)11149 1125452 1125600 CAGGTGTGGGATAGGGAGAA GGACGGTCCGTTTTGATTT 256

Ai07B500 Araip.B07 500 c (T)10cattttatttgggtccctgtaccaaatttttttttaattgagtccctattcaattaaatcaattactgtcaagagggacctaattg(A)10106 1131765 1131870 TTTTGTGAAATTTTTAATTAGGTCCC TCTTTTAATTTGGTCCCTGCAC 191

Ai07B501 Araip.B07 501 p2 (TG)6 12 1132756 1132767 AACCTCAGCCATTGTTGTCC GGCATGGGAGAGTGAGAGAG 111

Ai07B511 Araip.B07 511 p3 (TCT)5 15 1144662 1144676 CTCAGCCTAACCCTGCTGTC TCATGACAAAAGCGGCACTA 190

Ai07B513 Araip.B07 513 p3 (TCT)5 15 1145981 1145995 CTCAGCCTAACCCTGCTGTC TCATGACAAAAGCGGCACTA 190

Ai07B515 Araip.B07 515 p3 (CAA)6 18 1167248 1167265 ACTGGAAAGTGATGCAAGGG GCTTTGGTAATGGCGAACAT 240

Ai07B516 Araip.B07 516 p3 (ATT)6 18 1180931 1180948 CTGCCAAAGGGAAATGAAAA TGAACTCAATTCAGTGGGCA 275

Ai07B518 Araip.B07 518 p3 (TCT)5 15 1187075 1187089 GCACTCCTAGGGTCTGCAAG TCACCAACCCCATACACAGA 229

Ai07B519 Araip.B07 519 p2 (AG)7 14 1191070 1191083 TTTGCCTTATTTTTGCCACC TCTGAATCTAACGAAGGGGG 262

Ai07B522 Araip.B07 522 c (T)11cgagtttcttgccaaatttgttggatctccttcgtgcattctctctttgcttcg(T)1075 1222868 1222942 TTCAAATCAATTAACGCGCA ACTTTCTGTAACCGTTTGTGTGT 225

Ai07B523 Araip.B07 523 p3 (TAT)6 18 1223558 1223575 AAAAGAGTGGTGCGCGTATT AAAGGCCGAAAAATGTGTTG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B529 Araip.B07 529 p3 (TTC)9 27 1242313 1242339 AAACACATGGTGGGCAACTT TTAAAAGCACAGGCCCAAAG 236

Ai07B531 Araip.B07 531 p2 (CT)6 12 1244935 1244946 TATGACCTTTGCTGGCTTTG CGGTTGATCCGAATCCTCTA 207

Ai07B533 Araip.B07 533 p2 (AG)8 16 1245916 1245931 GCCAAACAAATTACAACACCTTC TGTTCTTGTTGCTGTTGGGA 273

Ai07B534 Araip.B07 534 p2 (TA)7 14 1248152 1248165 AAAATTTGGAACTTTTCATCGTG CAATGCAAAATTATTGAAACGC 233

Ai07B545 Araip.B07 545 p2 (GA)10 20 1289557 1289576 ATCATCGTCGAGGAATCGAG TTAGTCCCAACCATTCTCGC 279

Ai07B550 Araip.B07 550 p4 (AAAT)5 20 1305583 1305602 TTTAATTTTGAACGGCAGGTG CATTCCCACACGAACAAATG 149

Ai07B552 Araip.B07 552 p3 (TTA)5 15 1311182 1311196 TGGGAACAGAAAACAGAGGG CCTTTTTGGCCATGTTTGTT 267

Ai07B554 Araip.B07 554 p2 (TA)6 12 1315566 1315577 TCTGTTGCTTCCTCCTTCTTG CCTTGACCTTGACCACCTTC 257

Ai07B555 Araip.B07 555 p3 (ATT)8 24 1316581 1316604 GGGAAACAAAGAATCAAGTGC ATGGCTGTTTTTGGCTGATT 277

Ai07B557 Araip.B07 557 p2 (TA)8 16 1317766 1317781 GGAAGGTGATGGTAGTGCAAG CGATTGAACCAAATTGACACA 137

Ai07B559 Araip.B07 559 p3 (AAT)7 21 1322358 1322378 CCGCAAGGCAAATATCTTCA TCCTTGAAAAAGGATGACAAAGA 276

Ai07B560 Araip.B07 560 c (AG)6aagtattgcaacataaa(AG)743 1323411 1323453 TCGTTAGAGCTTCGTGCTGA GAAATGAAGCTCCCAAACCA 236

Ai07B565 Araip.B07 565 p2 (TA)6 12 1346257 1346268 AAAGTTCAGAGACCGGATTGA GACTGCAATGATGTTCGTGG 211

Ai07B567 Araip.B07 567 p3 (CAC)5 15 1346698 1346712 TGATGTCCCTTCATCACCAA AACACCGCCACCACTATTTC 238

Ai07B574 Araip.B07 574 c (A)10ggttataatttctcttacgtatattgtagcatactagcatgtgaatgcaggaataataaagttagtcatcgttagttgcatgaacc(T)10106 1355181 1355286 GCGAATGCAGAGGCATATCT TGGTTGAAGTAGTTTTTCGGC 273

Ai07B576 Araip.B07 576 p2 (TA)6 12 1357551 1357562 TCTCTGCTCATTTTTAATGGTTCA TTGCGAGATGTCACAGCAAT 264

Ai07B581 Araip.B07 581 p2 (AT)7 14 1359819 1359832 GAGTGATACAATGATTTTCTTTTTCC ATTGATCGCGTAGATGGTCA 274

Ai07B583 Araip.B07 583 p3 (AAT)5 15 1361971 1361985 TAGGTGCATGTTTTTGGTGC GGGTTGCATAGAGGAGTTGC 253

Ai07B589 Araip.B07 589 p2 (AT)6 12 1365794 1365805 TCAAACAAACCAAACTCTCGAA GCAGGGTGTAAATTTCTTTGTTG 260

Ai07B594 Araip.B07 594 p2 (TA)15 30 1371723 1371752 TCTTGGGACATACAGTTTTGGA CTTTGGGCAGAATTTCTTGG 256

Ai07B598 Araip.B07 598 p3 (TAT)5 15 1376318 1376332 TCCACCTTTGGATTCTGCTC AACACTAACATGCAACTCAAGCA 278

Ai07B599 Araip.B07 599 p3 (ATT)5 15 1376462 1376476 GCTTGAGTTGCATGTTAGTGTTG CAGCCAAAACATCCCTCATT 176

Ai07B603 Araip.B07 603 c (CCA)5caataccatcctcaattagtaccattatatcctcctccaccagcaccggtttggccgcggccttatggacctcctcctttaacatcttattg(GCC)5122 1400480 1400601 AGAGGTGGTAGTGGTGGTGG GTTGCCATTTTATTTGGCCT 263

Ai07B607 Araip.B07 607 c (A)15gacctacaaaataactatgcctcccttgaaaagaaaaaacg(A)1268 1409161 1409228 TGCATGCAACCACATAGTGA AGAATTGAAGCTCAAAGGCAA 206

Ai07B608 Araip.B07 608 p3 (TCT)5 15 1409375 1409389 TGCCTCCCTTGAAAAGAAAA TTTGATGATGCAGAACAAGAAGA 274

Ai07B609 Araip.B07 609 p3 (CTT)8 24 1409715 1409738 CCACAATGATCTGCTCAACAA CTACTCTGCAATGGGCTCCT 280

Ai07B610 Araip.B07 610 p3 (GAA)6 18 1409936 1409953 TGGAATGGGAATGTTGACAAG CCAACCTTCCTTAGCTTGGT 278

Ai07B616 Araip.B07 616 p3 (TAA)7 21 1413949 1413969 TTTTGTCCCAAACCAAAACC TGAGTGTGTGTTCAAGTGTTGC 208

Ai07B618 Araip.B07 618 p3 (ATC)6 18 1415963 1415980 AAACTCTCCTCCCCCACTTC TGATCATGGGGTTGTTTCCT 196

Ai07B619 Araip.B07 619 p3 (TAT)5 15 1417217 1417231 AAGCATTTGACCCTGCTTTTT GTGTCCACCGCAATTTTTCT 164

Ai07B622 Araip.B07 622 p2 (CT)6 12 1418226 1418237 GTTCATGAGTGCCATTGCC GATGGAACCATGTGTGTGCT 267

Ai07B623 Araip.B07 623 p4 (TTAT)5 20 1418641 1418660 AAAGTCATGGTGGTGTTGCT TGCTCTGCTCCTTTTGATGA 187

Ai07B627 Araip.B07 627 c (A)12ttatcatagtatgatttatatcgataaaagaaattaaag(A)1061 1421218 1421278 GTTGCGAGTTCGAGTCTCCT ATCAGCGCAGCTTTTGGTAT 221

Ai07B631 Araip.B07 631 p2 (TA)9 18 1428869 1428886 TCCCATTTCCTACAAGGCAG CCTGCCCCTTCATTCACATA 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B635 Araip.B07 635 p2 (AT)7 14 1439848 1439861 TTTTCGGTAAGTTTCGGATCA GATTAGCTCATGGGGTTTCG 179

Ai07B640 Araip.B07 640 p3 (ATC)8 24 1451645 1451668 ATATGGTGCCGGAATTGAAA GGCTATGGTGTAGCCGTTGA 271

Ai07B641 Araip.B07 641 c (A)10caaccatattgtattggagatattcctaatagtttgacaattgttctaacataattactaaaagaatcaacaatcagaaaacacacac(AT)6110 1454413 1454522 TCGTTTTGAATATGGGACCAG TGTTGCAAGTAAATTCTGTTTTCG 271

Ai07B643 Araip.B07 643 c (TC)6(TA)8 28 1459604 1459631 TTTCGTCACAAAAATTAAAGACCA ATAATGGGGGAAGACTTGGG 143

Ai07B644 Araip.B07 644 p2 (CT)7 14 1461984 1461997 ACCATTCTCATGCCGAGTTT GGCATGCTCTGGAGAGTGTT 276

Ai07B647 Araip.B07 647 p3 (TAT)7 21 1470551 1470571 AAATTGGAAATATTTTTCAGATCAA CATCAATTCATCCCACCAAA 236

Ai07B648 Araip.B07 648 c (A)11tacaatctcaaaacaaataaaatataaaaagacacaacagcaataaccaacatctgaaacaaattccccatgcaacaatgaacttgagagtggtccc(AAG)5123 1472757 1472879 TGAAGTGAAAGAGATAGGGGAAA CGGCATGCAAGAACAACTTA 278

Ai07B650 Araip.B07 650 c* (A)10(AT)10* 29 1480604 1480632 AACCCTTTTCTTCTCTGTCGTT TGATGATGTTCCATGAGGAAA 222

Ai07B652 Araip.B07 652 p3 (ATC)6 18 1483556 1483573 AGTCCAAAAGCAATGGCAAG CTCAGCGTCTTCTTTGCCTC 279

Ai07B653 Araip.B07 653 p3 (AAT)5 15 1484031 1484045 GAAGATTTGGGAAGCACAGC AGGTGGAAACTCAGGTGCAG 233

Ai07B656 Araip.B07 656 p2 (TA)6 12 1487349 1487360 CCCTCTTATAGCTTCGCTGC ATGGTGAAAACTCGGTGACG 227

Ai07B658 Araip.B07 658 p2 (TA)7 14 1493155 1493168 GACATTAATAATCCGAAAAGATCAA TCGCAGGTCAAAGGAAACTC 222

Ai07B660 Araip.B07 660 p3 (TAT)7 21 1495427 1495447 ATGACCTATGGAATCACGGC ATCAGCAATACGATTTCCGC 235

Ai07B665 Araip.B07 665 p3 (TAT)5 15 1515789 1515803 GAGAAACAAAGAATCAAGTGCAA CCCTTTTGGTTCCCTAGCAT 119

Ai07B668 Araip.B07 668 c (AT)7agtacactcaaggacacctgcactattacaagtacaatttacaagagctcaatctgatttaacaatttcattacaacccatctcttaataaaactt(TA)10130 1522777 1522906 AAAAATGAGCCGTCATAATAACTT GGTTTTGCTAACAAACATATTAAGGAA 270

Ai07B670 Araip.B07 670 p3 (TTA)16 48 1535486 1535533 TGACCTATGGAATCTCGGCT TTCCACAACTGCTGAGGATG 249

Ai07B673 Araip.B07 673 c (T)10aattaggtccctcttgatagtaattggcttaattttatagagaccaaatt(A)1070 1554321 1554390 TTCCCATTATTTATCATCGATCC TTCCTTTCAATTGAGTCTTTGTACC 280

Ai07B676 Araip.B07 676 p3 (CTT)30 90 1559761 1559850 TTCCTTTTTCTTGCTCCCCT TTAGATGAGGGACGGTTTCG 239

Ai07B677 Araip.B07 677 c (T)10cgtattaaaattgtcctttttatttttttggacaaaaatatcctcacaattaccaacacaattacctcct(CCA)698 1559999 1560096 CGAAACCGTCCCTCATCTAA CTCCAATTTTCTGCTTCCCA 273

Ai07B678 Araip.B07 678 p3 (CTC)6 18 1561997 1562014 TTTTGTTACCGTCGTCACCA TCAGAAACACCTGCATCTCG 242

Ai07B679 Araip.B07 679 p3 (AGG)7 21 1562708 1562728 GGAGAAGGAGGAGGAGGAGA TGCTTGGATGAACTTGGATG 266

Ai07B680 Araip.B07 680 p3 (TTC)6 18 1562956 1562973 CTTTTTCTCTTATCCCCCGC TCCTCCTCACCTTTCACTGC 239

Ai07B681 Araip.B07 681 p3 (TTG)5 15 1563089 1563103 CGTCTTCTTCTTTGCCTTCG GTGTTCGGTTCAGGGATGTT 233

Ai07B682 Araip.B07 682 p3 (TTA)8 24 1567767 1567790 ATGACCTATGGAATCACGGC TTCCTGCTATTTGCAATGCTT 273

Ai07B684 Araip.B07 684 c (A)14tgatacatagtgcaaatattttaattttacat(TTA)870 1573946 1574015 ACGACCTACGGAATAGCAGC CAGCAATGCAATTTCCTCCT 277

Ai07B685 Araip.B07 685 p3 (GAA)5 15 1574324 1574338 AGGAGGAAATTGCATTGCTG CCTGGATGATTGCTTTGATG 266

Ai07B690 Araip.B07 690 p2 (TA)6 12 1613380 1613391 CACTTCTTTGGCAATTAAAGCA TAATGCACGAGAAACTGGCA 276

Ai07B694 Araip.B07 694 p3 (TAA)5 15 1617244 1617258 GGCTGGTGGGGAGTGTATAA TGAACAACCGCCACTAATCA 121

Ai07B697 Araip.B07 697 p5 (ATTCA)5 25 1627451 1627475 CAATGCTGAATGAACCGAAC ATCAAGCGGACGAGGTTTTA 186

Ai07B706 Araip.B07 706 p2 (AT)6 12 1656056 1656067 CACCGAGTACCAGGTCCACT CCATGGATTTAGTCTCATCCC 129

Ai07B709 Araip.B07 709 c (GAT)6gaagaaa(AAG)643 1664213 1664255 GAATGTAGGTTCATCATCTTCCAA GGATTTTCGGTGTATGTGTACTGA 277

Ai07B710 Araip.B07 710 p3 (TTA)13 39 1664873 1664911 TGTGTAAATGACTTGTATGCGG GGCACATTTTCTTTCATTGGA 268

Ai07B711 Araip.B07 711 p3 (AAC)5 15 1665522 1665536 TGAATAAACTTTCATTTTGATCCAC TGGCGTTGTTTGATTCATGT 219

Ai07B713 Araip.B07 713 p3 (TAA)5 15 1669475 1669489 TCCTTCATGCCTTGTCTTCC GGTTTTGAGAGCCAAATCCA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B714 Araip.B07 714 p3 (ATT)6 18 1677232 1677249 GCACTCGATCAACCCAAGTT CAATCTAATCCGGCCAATGT 219

Ai07B715 Araip.B07 715 p3 (ATA)5 15 1683128 1683142 CAGAATGTTTAACCGAGTTTGG AATGTATCAATGTTTGATTGAGTGTT 254

Ai07B716 Araip.B07 716 p3 (ATA)5 15 1683323 1683337 CCGTAATAATTTTATTTGGTTTTGA TTTTTGTCTACCTAGCATTACCCA 239

Ai07B718 Araip.B07 718 p2 (CT)6 12 1684285 1684296 CACGTTTTCCCTTTTTCCAA TCTGTGAAGCTCTGCCAAAA 180

Ai07B719 Araip.B07 719 p3 (TTC)5 15 1684851 1684865 CTCTTGCTTGGGGTGTTGTT GAGCAGGTAAAGCCTCATGC 183

Ai07B722 Araip.B07 722 c (T)10gtttcattttgataacattgatgagttgtagtgacag(CAT)562 1699376 1699437 TTTCAAACCTTCAGCATCTCA TGGAGCACTCAAACTGTGGA 200

Ai07B724 Araip.B07 724 p2 (TA)8 16 1707422 1707437 GCGAGAACTGCGCTGAATAC CCCGAGATGTGAAGGTATGG 267

Ai07B730 Araip.B07 730 c (A)10gataaagtatatatatttatgaatatga(T)1250 1728575 1728624 ACTTGCATGTGTGTTTTCCA TGGCAATTAACACACTAGGATCA 246

Ai07B741 Araip.B07 741 p2 (GT)8 16 1760225 1760240 GAATCATATGCCTAATTTTAAAGGAA CCCAATCTATCAATGTCCAACA 270

Ai07B747 Araip.B07 747 c (CTT)5ggggccactctcaagttcattgttgcatgggaaatttgtttcagatgttggttattactgttgtgtctttttata(T)12102 1775550 1775651 AAAGAAGGAGCCGTGGAAAT AACATAATTTACTTGCAACATCATCA 263

Ai07B750 Araip.B07 750 c (T)12(A)11 23 1780880 1780902 TGTTTAATGACCTTGCCTCG CACGGCATGTGAATAGATAAGC 261

Ai07B765 Araip.B07 765 c (A)11tgaaa(AAG)531 1805688 1805718 TCGCATTCCTTCTTCTTGGT TTTCTCCTCCTCGTCTTCCA 138

Ai07B769 Araip.B07 769 c (A)12ttcatattcataaatatatatactttatctc(T)1053 1816261 1816313 TCCGGGTGATGCTAATTTCT TGCATGTATGTTTTCCATTTTTC 223

Ai07B771 Araip.B07 771 p3 (ACA)5 15 1824149 1824163 CGGACAGAACCTCCTCTGTT TCCATATGTCACAGGCAGGA 279

Ai07B776 Araip.B07 776 c (T)12ctttcgagaggaggtggg(T)1444 1832448 1832491 TTGACCAAGCGGCTTTAACT TTTGCTCCGAAAGACAAAAGA 274

Ai07B778 Araip.B07 778 p2 (TG)7 14 1836243 1836256 TTTCAGCTTTTTGTTGCAATG TGGAAGGTGCAAGTGAAGAA 262

Ai07B794 Araip.B07 794 p2 (TA)6 12 1891003 1891014 CAACATCAACAAGTGGCGTC CAGAATTAAGCGGGGCAATA 227

Ai07B796 Araip.B07 796 p3 (CTT)5 15 1894580 1894594 TGCTCAACTCACTCAATGCC AGGAGGCGGAGAAAGAGAAG 273

Ai07B797 Araip.B07 797 p2 (CT)6 12 1896425 1896436 AGGTTGATAGTGGTGATTCTTTTT TTTGGAACTTACCCCAAACG 230

Ai07B801 Araip.B07 801 p2 (GA)12 24 1904669 1904692 AGAGGAGACGCCAAAGTCTG TGGACTCACTCTCCTCCTTTTC 174

Ai07B807 Araip.B07 807 p3 (TCT)6 18 1911923 1911940 ATGGCGACATTGAAAACGAT AAGTGGGAATCGAGTTGGTG 176

Ai07B812 Araip.B07 812 c (T)10gtttatttattatatgaaaaatattttttttaaggaaaaaagatcttttaaaaaaagatgtaaattacagcttctcaaaaaaatg(T)15110 1919013 1919122 TTTTGTTTATCAATTATGTTCGGG TGTTTGTTTGGAAGTCATTATTTTG 265

Ai07B818 Araip.B07 818 p2 (TA)10 20 1926805 1926824 AAATGGTAAAAGTCTCATTTTCTGTT CAGGTCATAAATCATGGGGG 228

Ai07B826 Araip.B07 826 p3 (TTC)5 15 1942132 1942146 CTCTATCCCTGCAATCCCCT GCGGTTGGTCTTGAGAATGT 204

Ai07B827 Araip.B07 827 p3 (CGA)5 15 1942348 1942362 ACATTCTCAAGACCAACCGC ATCAGAGAGCCAATCACCGT 110

Ai07B828 Araip.B07 828 p2 (AT)7 14 1947281 1947294 TCAATGTTAGTACTGTCAATTACCCA AAAACGTGAAGAAGGAGACTTGA 148

Ai07B829 Araip.B07 829 c (T)11gtgcaaaattttg(A)1135 1949366 1949400 ATTTGCAAACATGCAACAGC TGAGCAAAGTGTTGAGAGGAAG 190

Ai07B833 Araip.B07 833 p4 (AATA)5 20 1955239 1955258 CGTAAGTGTAGGCCGAAAGC TATATTGTGACGGTTGGCCG 117

Ai07B834 Araip.B07 834 p3 (AAT)8 24 1957602 1957625 CTCAATTAAGAGGTTGCGGG TCTTCGCTATTGGATGGTTT 181

Ai07B844 Araip.B07 844 p2 (TA)6 12 1971238 1971249 CCGATCCTATCTGCAGGTTATC TCGACTGCAACTGAATTTCC 248

Ai07B848 Araip.B07 848 c (T)12aattttataatttttattattaaaataggaataggggtagtttaggaataaaacaaaaaattttatttaaaaggacgattttaatacg(A)10110 1974207 1974316 GCCACTCCACCACCATTATC TTGTGCCAGAATTGAAATCG 221

Ai07B852 Araip.B07 852 p2 (TA)6 12 1980503 1980514 ATTGATGCTAAGGGGTGCAG CAACATCAACAAGTGGCGTC 231

Ai07B853 Araip.B07 853 p2 (TA)7 14 1992640 1992653 CGAGGCACAGGATGTGTATG GTGCCGGCCATAGTTTCTAA 149

Ai07B854 Araip.B07 854 p3 (TTC)6 18 1993895 1993912 TGCATCCATGATCCATTCAA CAAGCATGGTGATGAACCAA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B855 Araip.B07 855 p3 (TAA)6 18 1994058 1994075 TCACCATGCTTGGTCAACTT AGTGTGGGATTTTGCCTTTG 214

Ai07B857 Araip.B07 857 p3 (AAG)6 18 1996249 1996266 GTGGAATTGCAAGGGGTATG GAACCCGGACCTATTTGGAT 197

Ai07B860 Araip.B07 860 c (AAT)5aagggtaatgttaggtagac(A)1146 1998952 1998997 AAACAAAATAAAAGCAGGACCAA AGCCTAAGCATAATTCGCCA 265

Ai07B861 Araip.B07 861 c (TA)9ttgacctacc(ATT)646 1999330 1999375 ACCCACACATGTGAAGTGGA GCTAGATTAATTAAGGGGGCCA 251

Ai07B866 Araip.B07 866 p3 (AGG)5 15 2002719 2002733 TGCTTCCGGCTATGCTACTT AACTCCCCATAGGGTCCATC 162

Ai07B868 Araip.B07 868 p3 (AAG)7 21 2008362 2008382 ACAACCCAGTTCGTGAATCC TCAGTGTTTCTCAGCAGCCA 194

Ai07B870 Araip.B07 870 p2 (AT)6 12 2008953 2008964 AAAGTCAATTTTCATCCGTGTG AAACAACCCAAGTGACTCATCA 278

Ai07B873 Araip.B07 873 p2 (TA)23 46 2015506 2015551 ACCATATGCATTGATGCCCT TGTCTTTCAAAAAGAAAAACATGAA 212

Ai07B874 Araip.B07 874 c (A)14tagccaaacagctcttattgacttttacgaaaatttttttgttttttaac(A)1074 2016563 2016636 CGCGAGTTCGAGTCTCCTAT CCCAATTTGTGTATATTCCACC 200

Ai07B875 Araip.B07 875 p2 (CT)13 26 2017419 2017444 GCTTGTTCTTTTTCCAACGG GAGGAAATGGTGCCGAAGTA 217

Ai07B878 Araip.B07 878 p3 (ATC)6 18 2033400 2033417 GATCTGGAAAACCAGCAGGA TTTGGAGTAATTGCCTGGGT 251

Ai07B879 Araip.B07 879 p2 (AG)7 14 2035927 2035940 CAAAAGCTGCAATGCAAAGA TTTGGCAACCAACAAAATCA 224

Ai07B886 Araip.B07 886 p2 (TA)7 14 2054265 2054278 ACCCAATTTCACCCTAACCA GCAATATCCATCGTAACCCC 250

Ai07B888 Araip.B07 888 c (A)11ggcattgttgagcatgtcccaaaaaaaagaggattattattagtttat(TAC)574 2055489 2055562 GGGCCCAAAAAGAAAAGTCT TTGGAACCTTCTTAAGCAAGAATAG 269

Ai07B896 Araip.B07 896 p3 (GAT)5 15 2069109 2069123 GCTGCAATTGGCTGTTTGTA AAGACCTTCCCAAGCCCTTA 215

Ai07B897 Araip.B07 897 p3 (TGA)9 27 2070534 2070560 AGGATGTCCGTGCTTTATGG TCGTCCCTTAAAGTCATTCCC 177

Ai07B899 Araip.B07 899 c (A)13gatatcgnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntagtctatga(T)1680 2075105 2075184 AAAAGAAACCGCCAATTCCT AATGGGCTGACTGCTGATTT 244

Ai07B900 Araip.B07 900 p2 (TG)6 12 2076900 2076911 CGTGGATTAGGTCAGGCACT TTGCAAGTGGATTTCACCAA 185

Ai07B905 Araip.B07 905 p2 (AG)12 24 2081918 2081941 TCCTCGACCAGAAGGAAGAA GAGGATTTCCATGGCTTTGA 160

Ai07B912 Araip.B07 912 p3 (ATG)5 15 2102437 2102451 TCAATGTACATGGCCTTGTTTT TTGCTCTTTTGCTTTTTCTTCA 239

Ai07B918 Araip.B07 918 p3 (ATC)5 15 2114160 2114174 TCATTGAATTACCAAACCCCA CACCTTCTTCAGCAGCATCA 178

Ai07B919 Araip.B07 919 p3 (TCT)5 15 2114837 2114851 TTTACAGGTAAGGTTCCGCC TCGATGAAAAAGATATGCCCA 100

Ai07B924 Araip.B07 924 p2 (AC)9 18 2149710 2149727 TAACAAAACAACCTTGCCCC CGACTAATTTCTACGATTAATCCTTTT 271

Ai07B928 Araip.B07 928 p2 (TA)6 12 2155374 2155385 AAAGTTCCAATTTCCATTGATGA AACCTGCGTTGTTTGCACTA 275

Ai07B932 Araip.B07 932 p2 (TA)7 14 2162055 2162068 GGCTTCAGTGGATAAGCCAA GGTGCTTCTCTGGTCTCTGG 262

Ai07B934 Araip.B07 934 c (T)10aattgagtctttgtaccaaaattttttttaattgggtccatata(T)10cttttatttttgtttctacaccaaatttttttatatgagttcctataaaattaaatcaattatctaattg(A)10144 2167731 2167874 TGCTTATTATGAAATTTCTGCCT TTCTTTTTAATTAGGTAATTGCACCA 279

Ai07B935 Araip.B07 935 p3 (TTA)7 21 2169239 2169259 GTGTGGAAAACAGCAAATCG ACATGTGAGGGTGGCAATCT 274

Ai07B942 Araip.B07 942 c (AGA)9aggggaagtgcgatgaagaagagttgttaaggttcgagaacagagctccattcttgaagttagtagcagatagacttcacagcttgctcgg(ATA)5133 2181594 2181726 TGGAAGGTGTTGCATAGTTACAA ATTGGTTGTATGCAATAATATGAAAT 280

Ai07B948 Araip.B07 948 p3 (GAA)7 21 2189873 2189893 AGCAGAGAGAAGCGTTGAGC ACGATGTCGTTTGCATTTTG 267

Ai07B949 Araip.B07 949 p2 (AT)9 18 2191807 2191824 GCAACGATGTTTGAAGCTGA TCGGAAAATGGATGAGTAAGC 260

Ai07B951 Araip.B07 951 p2 (AT)7 14 2196428 2196441 CAACATATGCGGACAGCAAC AATTTCTTTGGCACAATCCG 171

Ai07B952 Araip.B07 952 p4 (TTTA)7 28 2197434 2197461 AAACGACGACGATGAACTCC AGCAAGAGGTGGCACAAACT 252

Ai07B956 Araip.B07 956 c (A)12tagttacttcacatttttcatagaaaaataacaaagtttaaagaggataaaggaaatatcaagatagaacaaggc(T)1097 2214690 2214786 TAAGAGGTTGCGGATTCGAG TTTGGTGATTCAACTAAAAAGAATG 251

Ai07B957 Araip.B07 957 c (T)10caaaactatgaaaat(A)1035 2216047 2216081 AAATTCAATTCCTGAATACAACACA AGGGCATCTTCTTGTTGTGAA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B962 Araip.B07 962 p3 (CTT)8 24 2218185 2218208 CGATGGCTTTGGTTTTCAAT ACACCACACCCAACAACAAA 256

Ai07B968 Araip.B07 968 p3 (AGA)5 15 2227006 2227020 CAAGTTGGGCCTAACACGC GGAAATCGAAGGCAAAGAGA 136

Ai07B969 Araip.B07 969 p3 (AAG)5 15 2228416 2228430 CCTCCTCATCTTCTGCTGCT TTCTCCTTCATCAAAATCACCA 241

Ai07B970 Araip.B07 970 c (GAA)6gagaaagcacggagaaagaagaagaagaaaaagaggcac(A)1067 2228572 2228638 CGTGCAGCAAGAAGAAGAAG ATAACACACGTCGTTTCACG 251

Ai07B978 Araip.B07 978 p2 (AG)6 12 2240984 2240995 CAATGCAAGAGAATGAGCCA AGTTCCTCCATGAAGAGCGA 227

Ai07B981 Araip.B07 981 p3 (ATA)5 15 2250561 2250575 CGACTGCACCTGAGTTTTCA CACCGTTTAACAAAAACACGG 207

Ai07B990 Araip.B07 990 p2 (AT)10 20 2270700 2270719 TGCATCAAATTTCCACACAGA CAATTATGGGTCAATAAATTCAATC 276

Ai07B992 Araip.B07 992 p3 (ATC)16 48 2271394 2271441 CGTCACCTTCTGCTTCCTTC GGTATAGCAATGCAGGGGAA 240

Ai07B996 Araip.B07 996 p3 (TAC)5 15 2278655 2278669 GACTGGTCATGCTAACTCATCA AGCTAGGCTCATCACATCATCA 187

Ai07B997 Araip.B07 997 p3 (TAT)6 18 2281273 2281290 GCTTGATCAACATCCCTGAAA CAAACTTGGAGCAGGAGGAG 204

Ai07B1000 Araip.B07 1000 p2 (TA)7 14 2284926 2284939 TGATGGTTCCATTGATGAGC CATGATGAAATGGTGCACAG 187

Ai07B1005 Araip.B07 1005 p2 (AG)6 12 2301238 2301249 TCTATCAGCGTGATTCGTGG GATGCTCACCCTCTCTCAGC 125

Ai07B1014 Araip.B07 1014 c (A)11tattttatcttttctaaccatttttaagcaattatttcaa(T)1061 2328532 2328592 TCTCGTGTCTTTTGTGTGTTTTT TTCGAAAAAGTGAGGAGAAAGAA 227

Ai07B1016 Araip.B07 1016 p2 (GC)6 12 2340391 2340402 GGTTGTTGGTTGCTTGTGAA GAGTGTGATATGCACCACCG 226

Ai07B1017 Araip.B07 1017 c (A)10gagaaggagggcatctgcgcgcaagcgcgctgt(GC)655 2341032 2341086 GGTTGTTGGTTGCTTGTGAA GAGTGTGATATGCACCACCG 227

Ai07B1018 Araip.B07 1018 p2 (GA)6 12 2343931 2343942 TTCGAACACAGAGAGAGGGG TTTCGAAAATCACTAACCACTTTTT 249

Ai07B1023 Araip.B07 1023 p2 (TA)6 12 2352253 2352264 ATAGTGGAGCAGCGAAAAGC AAAGAAATAACTACTCGTTTAGGTTGG 239

Ai07B1026 Araip.B07 1026 p3 (TAA)14 42 2366498 2366539 CCTTTTTCCACAAAAATGAAACA TTCACCCTGTTGTCAAGTGC 201

Ai07B1027 Araip.B07 1027 p3 (CCA)5 15 2379430 2379444 CTTGCCATTGGACCAAGATT TTCGCAATTCATCCATCAAA 243

Ai07B1028 Araip.B07 1028 p2 (TA)6 12 2385630 2385641 GCAGGCTAATTTTGAATTGGT CGTTACAACCAAATTATAACGCA 279

Ai07B1035 Araip.B07 1035 p3 (TTA)5 15 2432439 2432453 ATCCACACAGGCATGAACAA TGGCATTGGAACCTATCTCC 156

Ai07B1043 Araip.B07 1043 p3 (GAG)5 15 2503781 2503795 TGCATCATCAGAGAACCTGC TGGCAATGAATATTGGGTCTT 246

Ai07B1044 Araip.B07 1044 p2 (TC)7 14 2506834 2506847 TGCATGCAAAAGGAAATGAA AGCCCGAATTGATCTCACAC 250

Ai07B1045 Araip.B07 1045 p3 (TCA)5 15 2508150 2508164 ATGCTTGCTTGCTAGCTTCC TCGTTCTGAGAGGGTGGTTC 208

Ai07B1046 Araip.B07 1046 p3 (AGA)7 21 2513147 2513167 TTCAACAACACATAAAAGTTATCACAA TTCTCTCACCGTGCCACATA 260

Ai07B1052 Araip.B07 1052 p2 (CT)6 12 2541008 2541019 TTGTCGCAACTCACGTTCTC TCAGAATGACGCAATGGAAG 265

Ai07B1053 Araip.B07 1053 c (A)10cgggcaatcggcgcgctagcgcgctgt(GC)649 2553103 2553151 TGTTGAATTGCATTTTGCTTG AGGCATAAAGTGGGCACAAC 249

Ai07B1054 Araip.B07 1054 c (CG)6gattgtctctgctgcatccgcgcgttagcacgctgt(GC)660 2553292 2553351 AGTTGTGCCCACTTTATGCC GGAGAAAAGAGAAAAACAGAATGC 193

Ai07B1055 Araip.B07 1055 c (T)12ctttttcacttttatttctctc(T)1044 2556720 2556763 TTCACTTTGGGGCATTTTGT CTTGGGAACATTGGATGGAA 244

Ai07B1058 Araip.B07 1058 c (T)15gcacaaaaattcactaaacccagatgaagatgaatatgatgaagggtttgtttgggtgagcttataagaaaagatc(T)11102 2571510 2571611 TCAGTTGATGCAAAATGGGA AAGATCTTTTAAAAACAGATAACTCGG 175

Ai07B1060 Araip.B07 1060 p2 (GT)7 14 2571948 2571961 TCAAAATAATGACGCCCAAA CGTTCGATCTGGTTCGATTT 202

Ai07B1062 Araip.B07 1062 p2 (TA)6 12 2577693 2577704 GCCCTCGGTATATGCATTTCT GGCATGGGAGAGTGAGAGAG 257

Ai07B1065 Araip.B07 1065 p2 (TC)9 18 2579068 2579085 AGGTGCCGTCTTCAACAAAC GCGGGAAACAAAGAATGAAA 133

Ai07B1066 Araip.B07 1066 p2 (GA)19 38 2589775 2589812 TCCGGTTCAAATGTTTCAGA CCCCCTTCTCAGGTTTGTTC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B1076 Araip.B07 1076 p2 (AT)9 18 2637021 2637038 GGACGAGTTCTCGCTTCATC CAAGTTGCAACCACACCAAC 225

Ai07B1077 Araip.B07 1077 c (T)10catataaagatcataaatctgaccgtttaatttgtgaagtttaa(T)1165 2638088 2638152 GATGGCTTTGGTCTGCTCAT TTCACAAATCAAAGGATAAATTTTGTA 271

Ai07B1080 Araip.B07 1080 p3 (AAT)7 21 2644079 2644099 TGTCCTTGCCATTTTTCTTCA CAAGCATCCTTGAAAAGGGA 261

Ai07B1081 Araip.B07 1081 p3 (TCT)9 27 2645764 2645790 TCTTAAACGGGGCAGAGAGA TTTGCTTCACTTGCCTCTCA 143

Ai07B1086 Araip.B07 1086 c (A)11gaaaccaacccataacttgaataaagtgcatgaccaaaaacaattagtgtattttccataagtgt(ATA)9ac(AAT)5120 2653469 2653588 GCCCAAAGAGCTCTAACCAA TCTGGTCAATGAGTTGCTGC 258

Ai07B1087 Araip.B07 1087 c (AAT)5atatttttcag(T)1137 2653774 2653810 CGGAATCGGAGATACTGTGG GGCAGCGACCAAATGTTAAT 267

Ai07B1091 Araip.B07 1091 c (ATA)9ac(AAT)5 44 2662594 2662637 GGGATCGAGGAAAGTTACACC TCTGGTCAATGAGTTGCTGC 248

Ai07B1092 Araip.B07 1092 c (AAT)5atatttttcag(T)1137 2662823 2662859 CGGAATCGGAGATACTGTGG GGCAGCGACCAAATGTTAAT 267

Ai07B1096 Araip.B07 1096 p2 (AC)6 12 2670155 2670166 TGTTGCCAATTGTTCCTTGA AGGTACCCAACATGCAGAGG 259

Ai07B1101 Araip.B07 1101 p3 (ATT)6 18 2679740 2679757 CCTTTCCAACATATTCTTCAACC CTTACTCAAACCAAACGCCG 254

Ai07B1102 Araip.B07 1102 p2 (GT)8 16 2681866 2681881 TGCATTAATATTCTTTCGGGG TTGTCATTTGCGACTTTGGA 253

Ai07B1108 Araip.B07 1108 c (A)12gaagaaatggtgatgatgatg(A)1043 2695311 2695353 TTGACTTTTTCGTTTTTGTTCTTG TTCCTCCTCCTCGTCAGCTA 156

Ai07B1109 Araip.B07 1109 p3 (TTC)6 18 2695530 2695547 TAGCTGACGAGGAGGAGGAA TGGTACAAAATTACTTGGAAGAGGA 250

Ai07B1116 Araip.B07 1116 p3 (AGA)8 24 2710009 2710032 GGTGGTGCCTCCATTATCAC AAGAAAGTGACAGAACCGGC 166

Ai07B1123 Araip.B07 1123 p2 (AT)7 14 2725729 2725742 TATGTGCTGCAAGTGAATGC GGAAAGTTTTCAAATAAATGAGGC 239

Ai07B1124 Araip.B07 1124 c (T)10ctgggtattac(T)1031 2728609 2728639 CAGGAAGTACTCAGCAGCCA TGCACTCTGCAGGATGAGTT 227

Ai07B1125 Araip.B07 1125 p3 (TTC)5 15 2731812 2731826 AATCCAACAAAACACACGCA TGGCAAGAAACTCGTTTTCA 150

Ai07B1126 Araip.B07 1126 p3 (CTT)5 15 2732105 2732119 ACACCCAAAATTCGTTGAAG TGCACGTTCTTCCTCTTCCT 248

Ai07B1128 Araip.B07 1128 p2 (TA)7 14 2732988 2733001 AAGCACTTCCAAGTTTGTAGCC TCTTTCTCCAAAAGGGTCTCA 244

Ai07B1131 Araip.B07 1131 p3 (AAT)12 36 2739801 2739836 AAAATGCTTCGACAATTCCC TTTTGGAGGCACTCTAAACAAA 245

Ai07B1134 Araip.B07 1134 p2 (TA)10 20 2747973 2747992 TGTCATTTTTGTCATCATCACG CCTTCCCCTCTTCCTCATTC 267

Ai07B1137 Araip.B07 1137 p3 (TAC)5 15 2754627 2754641 TACATACCTAAGCCCACGGC CCTGCAAAGAAGCCCAATAA 103

Ai07B1140 Araip.B07 1140 p2 (TA)10 20 2763906 2763925 GAATTCCAAATTTCTATCAGTGACC ACTTGACATTATGCTGGGGC 174

Ai07B1142 Araip.B07 1142 c (A)12ttagtcacccataaaattaaaaag(A)1046 2766336 2766381 TGCCAAAATTGCAAGTACAAA GGAATGGGAGATACCGTGAA 178

Ai07B1143 Araip.B07 1143 c (T)14cagtttctacatggtaaatggctagaacaacaaatcattcccaatcacaccccaataattaatcatg(A)1192 2766693 2766784 TCCATTTACTAACCGTCTCAAATG TTTTTAATTGGGGATGGAGAA 279

Ai07B1144 Araip.B07 1144 p3 (TTA)8 24 2767075 2767098 TTGACTCCTTGCTAGCCTCC ACCGGTCAACATTCCTGATT 184

Ai07B1145 Araip.B07 1145 p3 (TTA)7 21 2767261 2767281 GAATGTTGACCGGTGCTGAT CACACATAACTCTGGTGCCC 185

Ai07B1147 Araip.B07 1147 p3 (AAG)7 21 2768011 2768031 TCTGGAATATGCAAAGCAAAGA TGTGCTGCCATTCATTTCAT 251

Ai07B1148 Araip.B07 1148 p3 (TAA)5 15 2769299 2769313 TTCCCTACGTGATTGAACGG CGCCTCCAAAGAGAAGAGAC 188

Ai07B1153 Araip.B07 1153 p3 (CTC)6 18 2785361 2785378 AGATGGCAAAAACAAATGCC ACCAGAAGCGCCAGATTCTA 245

Ai07B1156 Araip.B07 1156 c (CCA)5ctaaccccatc(CT)6ccttccattttctgagctcgtcgtcgctgccagagtccgtcaactctgcgaattccttc(CT)9ttctctctctttccttctggtgttcgccggtggtggtgcggtggtctcagacaatttgctttttcta(TTG)5197 2804272 2804468 CCCTTATCATCATCTGCATCA CCATCACCACCACCACTATT 280

Ai07B1160 Araip.B07 1160 p3 (GCT)5 15 2817002 2817016 ACGACCACAAGCTTCGATCT TACTTTCCCTGTCCCCCTCT 254

Ai07B1161 Araip.B07 1161 p2 (GA)6 12 2817448 2817459 TGTCAGATGATTTTTCACACCA ACACGCCCAGTCTAAAGCAT 280

Ai07B1163 Araip.B07 1163 p3 (AAG)5 15 2820523 2820537 GCGATGGAAGCTTGATTGAG TGGACATGAGAGATCCATCG 159
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Ai07B1168 Araip.B07 1168 c (TGT)13(TGA)10 69 2833967 2834035 TGCAGCAGGTTTCTCAGGTA CAATCATGGGTGGTTGTTTG 218

Ai07B1178 Araip.B07 1178 p3 (TGG)7 21 2845007 2845027 CGGAGACGATCGAAGAAGAC GTTCACACCACCACTCTCCC 264

Ai07B1179 Araip.B07 1179 c (A)10gtctaggaccaacagctttattaaattatggttagcatctaaccaac(A)1067 2845987 2846053 GAGCAAGTAAGTGAAACCTGGAA AACGAGGAGTGCTAGGGTCA 213

Ai07B1180 Araip.B07 1180 c (T)10ccttttaattgggtccctacaccaa(T)10caattaggtcattcatagccgtaattggcttaattttataaggacccaact(A)10106 2846384 2846489 TTCGCGAAATTTTCAATGAG CCTTTTATTTAGGTTCTTGCACCA 161

Ai07B1181 Araip.B07 1181 c (A)10gttatatacattattgttaaatgcccacaaattcttcaccaaaataaggaaaagaagagaagcatatatattttttctacagatgatactag(A)15117 2847841 2847957 GGCTTGTGGTTGATCAAAATG TGTTAAATAAGGTAACTTCTGGCTG 274

Ai07B1183 Araip.B07 1183 c (TA)6ttcatctctgatcttctctcaataacacttct(TTC)765 2849427 2849491 CCAAATTCAGCACTATATCTGACAC AACCTCCTTGCACCTTGTTG 271

Ai07B1187 Araip.B07 1187 p2 (AT)10 20 2858072 2858091 CAGCTTATGAAAAAGAAAAGAGCA TTTTCTTTATTTGCATTTAAACCCT 166

Ai07B1188 Araip.B07 1188 c* (GT)6(T)11* 22 2865112 2865133 ATGGCACTTAACTCCCCAAA CACCATGTTGATGCTTTTCG 139

Ai07B1194 Araip.B07 1194 p2 (AT)11 22 2872543 2872564 TGAAACAAAATTGGTTGGCAT TCATGTTGTTCTCTCCCAGAAA 271

Ai07B1195 Araip.B07 1195 c (A)10tcgcccccgat(A)1132 2873008 2873039 TCAAAATATGGGCGAATGAA TGGTGCAATTTTGTTGTTTGA 272

Ai07B1196 Araip.B07 1196 p2 (AT)6 12 2873213 2873224 CCATTTTTACAAAATTCGCCA AAACTGTTGTGGTGGTGGTG 218

Ai07B1199 Araip.B07 1199 p3 (TTA)13 39 2874354 2874392 CCCTGCTTTTCAATCACAAAA GTGTCTTCCAATCTACCGGC 178

Ai07B1204 Araip.B07 1204 p3 (ATG)5 15 2881738 2881752 CGTGCTTTGAACCATTTTTG TGCACTCCTTATCCAAGTGCT 200

Ai07B1209 Araip.B07 1209 c (A)12ctatcatatatttttgtatatttttatgtattattttata(T)1163 2898216 2898278 TTCAATTATTTGGGTGGGTCT TGAGCTTTGCCATCAAGTTC 228

Ai07B1210 Araip.B07 1210 p3 (TAT)6 18 2898798 2898815 TCAATTCAAATTGTGGTCATACCT TGGAGCGCTCATCATACTTG 277

Ai07B1211 Araip.B07 1211 p2 (CT)6 12 2904874 2904885 TATCACGCTGTGTTCGTCGT TGAGCTCAGTTTTGACCGTG 252

Ai07B1212 Araip.B07 1212 p2 (GT)6 12 2905079 2905090 GCCCTCACTTTTCACACACA AAGCGAGAGCCATTCAGGTA 216

Ai07B1214 Araip.B07 1214 p3 (GCA)5 15 2909815 2909829 TTTCACTTTGGATTCCCAGC CGATCGTGGTCATTGTCTTG 217

Ai07B1215 Araip.B07 1215 p2 (GA)6 12 2914083 2914094 GCAATCAAAACAATCTCCACAA AACACATTTCTGGGACAGCC 275

Ai07B1226 Araip.B07 1226 p3 (ATC)14 42 2964958 2964999 TTTCCCCAACTTGACCATTC GGGTTGCTTTGTCGTCAGTT 190

Ai07B1227 Araip.B07 1227 p3 (AGG)7 21 2965474 2965494 AGAGGGGCAAATTGGTCTTT ATGCCTTTTCTAGGAACCCG 180

Ai07B1230 Araip.B07 1230 p2 (TA)8 16 2971481 2971496 GGCCATATAATTGTCCAGCA CAGATATATGCAATGCAAGTCCA 267

Ai07B1231 Araip.B07 1231 p2 (AT)11 22 2971616 2971637 GGCCATATAATTGTCCAGCA CAGATATATGCAATGCAAGTCCA 267

Ai07B1232 Araip.B07 1232 p3 (TTA)18 54 2971859 2971912 ACGCATGAATTGAAAAAGGG TGGGGGAATCAATTTTATGCT 188

Ai07B1237 Araip.B07 1237 p3 (TAT)10 30 2999643 2999672 TGTTTCATCACCAATAACCCAA ATACAAATGGAATGCAAATTCA 235

Ai07B1242 Araip.B07 1242 p2 (TA)7 14 3016849 3016862 CAAAGACCGATTGAAGAGGAA GAGAGAAAGGGGTGGGGTAG 190

Ai07B1251 Araip.B07 1251 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatacgcatc(AT)22104 3034586 3034689 CCTCTGTTTCTAGGACCTTACCAA TCGTGTGGGTTATGTTATTTTGA 278

Ai07B1255 Araip.B07 1255 p3 (AAT)5 15 3047159 3047173 TGCCAAAGCTTCAAGAATGA TTTCAATTCAATCATCATCAACAA 254

Ai07B1256 Araip.B07 1256 p3 (AAT)6 18 3050686 3050703 CTGCAGCGGAATTTTGACTT GAAGGCTAAGAAAAGGAAGGC 278

Ai07B1258 Araip.B07 1258 p3 (GGT)7 21 3058476 3058496 TGCCGGTTGACAAAAATGTA GCCCACCTGAACTCTCAAAA 183

Ai07B1265 Araip.B07 1265 p2 (AT)9 18 3064306 3064323 TGTTATGATTGGCATGATTTATTTG TCAAGGTGCCATCGTTATTTC 275

Ai07B1266 Araip.B07 1266 p3 (TTA)5 15 3064813 3064827 TAAATTAACGAATATCACATAGGTCAC GTGACTCCGTTTTTCCTCCA 270

Ai07B1278 Araip.B07 1278 p3 (CTC)5 15 3095757 3095771 CGCGCATTACACTCTCACAT TGAAGATGAAACACGCGAAG 226

Ai07B1279 Araip.B07 1279 p3 (GAA)6 18 3095951 3095968 CTTCGCGTGTTTCATCTTCA TCCTCCTCCTCATCTTCTGC 174
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Ai07B1281 Araip.B07 1281 p2 (GA)6 12 3099473 3099484 CAGTGGCTAAGAGAATGGGG CCAGGATACTTCGTGGTGTG 233

Ai07B1282 Araip.B07 1282 p2 (TA)6 12 3103671 3103682 CCATATTCGGCCAATACACC TGCCTTCTCCAGCATAGCTT 274

Ai07B1284 Araip.B07 1284 p4 (TTTA)6 24 3109539 3109562 TTATCCGATCCTTGGACCAC TTCAATGCGGATGATGAAAA 194

Ai07B1287 Araip.B07 1287 p2 (AT)7 14 3115485 3115498 ACGAGGCAAGCATTCTGTTT TTGGTGCTGACATGGGATTA 269

Ai07B1292 Araip.B07 1292 p4 (AATA)5 20 3122007 3122026 CTCGTCACCCCGAATCTTAC CACTTTCTGGTGGCCAAAAT 253

Ai07B1294 Araip.B07 1294 p3 (TAA)10 30 3123764 3123793 TGTCAAAATTTGGATTTTGGATT GTGGTCGCATGAGTAGCAGA 258

Ai07B1301 Araip.B07 1301 p2 (AT)7 14 3135514 3135527 AATAGCTGCCTGGTTCGCTA TCAGTTGGGGACGAGAGTTC 276

Ai07B1303 Araip.B07 1303 p3 (TAA)14 42 3137058 3137099 TTCATGCATGTATCCTCTTTGTT GAACACCAATTGGCCTTTTT 270

Ai07B1308 Araip.B07 1308 p2 (TA)6 12 3145872 3145883 AGATGCAGCAGCTTTTGGTT TTTCTTTCTTTCTGGTGGCG 133

Ai07B1310 Araip.B07 1310 p4 (AATA)6 24 3161199 3161222 CTCGTCACCCCGAATCTTAC CACTTTCTGGTGGCCAAAAT 259

Ai07B1315 Araip.B07 1315 p2 (AT)6 12 3169012 3169023 AATTGAAACAAGCACTGGGG TGTAGACAAAGGGTTGGCTTTT 248

Ai07B1319 Araip.B07 1319 p2 (AT)10 20 3173320 3173339 AGATGCAGCAGCTTTTGGTT AAAAAGTTGGGAAGATAAGATTTTT 235

Ai07B1321 Araip.B07 1321 p2 (TA)7 14 3180038 3180051 ATCACAAATACTGCTGGCCC TTAAAAACGCCATCTTCACC 275

Ai07B1323 Araip.B07 1323 p2 (AT)17 34 3188240 3188273 GGTGAATCAAATCTTGAACTGG TTTATAAAAAGTGACTACAATACCCCT 246

Ai07B1324 Araip.B07 1324 c (TC)6gtttctccgattcgaaacatctgaattctccgggaaaatttcactttccaag(A)1276 3191117 3191192 TAGTCAAGGGGCAAATACGG AACCGTACGGAATCGTGAAG 270

Ai07B1325 Araip.B07 1325 c (A)12gataaaaatgggaagaaataaaaaaccaatgtgcctaaaaacttcagcgaaattggcaagtaatatccacta(AT)696 3193691 3193786 TGGGCCAGATTTTGGTCTAA TCCGTAGAGCGTATGGACAA 192

Ai07B1332 Araip.B07 1332 c (T)16atcttcatcaccatc(T)1243 3220707 3220749 TGCGTAATTCAAAATTTTTCCTC AACCACACCTTAGCCTTGGA 226

Ai07B1334 Araip.B07 1334 p3 (AAT)5 15 3226477 3226491 CTGCTGCTTTTTCACCACAA TTGCAGGCTTGAAAATGTTG 108

Ai07B1339 Araip.B07 1339 c (CT)7cctctcctctcct(TC)8ccatatctctctactttctcctctcttttcccttctctctctctttctctctctcccttctccttc(CT)6tttttcttttctctctt(TC)6150 3236254 3236403 TGAAACAATTTAAAAACCATATCCA GAGGAAGAGGAGGAGAGAGAGAA 275

Ai07B1340 Araip.B07 1340 c (GA)11tagatagagaggagggggagagagagaagagaaagagaggaagaaagagaaaaatgg(GA)14aaagaaagagaagag(GA)6134 3236887 3237020 GGGGAGAGAGAGGGAGAGAA TCCTTCCATTGCTTTCGTTC 276

Ai07B1341 Araip.B07 1341 p4 (AATA)5 20 3238189 3238208 TCTTAAATACCAACCTCATCACCAT TGCAGCATCTTGCTGTGAGT 220

Ai07B1342 Araip.B07 1342 p2 (TA)6 12 3254505 3254516 GGACATTAATAATCCGAAAAGATCA TCGCAGGTCAAAGGAAACTC 221

Ai07B1344 Araip.B07 1344 c (TC)8ccccttctctatctctccacttatcttcct(TC)658 3257063 3257120 CTTTCTCCCCTTCCCCTCTT TGACCGGGTTGATTACCAAT 274

Ai07B1345 Araip.B07 1345 c (A)41gtttaaaagaaacc(A)1065 3258232 3258296 TCAGATTCAACGAAAAGGGG CACACATTGAACCGGAGATG 238

Ai07B1346 Araip.B07 1346 c (TC)7tttctctttctctttttctg(TC)646 3258588 3258633 CATCTCCGGTTCAATGTGTG GAGAGAGAAAGAGGATGGGGA 274

Ai07B1347 Araip.B07 1347 c (GA)6ggaaggagag(GA)6aaagaaagagaggggagggaaaggagagaa(AG)1186 3259045 3259130 AAAAGAAAAGAAAAGAGAGTGAGGG TCTTTCTCTTTCTATCTCTCTCCCC 170

Ai07B1348 Araip.B07 1348 c (GA)6ggg(GA)6ggagggagaggggagagagagaaagagaggaaaaaaggaaaagagagagataggggagagaagggag(GA)11116 3259337 3259452 AGAGAGAGGGAGAGAAGGATAGA CCCTCTCACTCATTTTTCTCTTTA 213

Ai07B1349 Araip.B07 1349 c (AG)7atgagggggagagtgaaaaggagaggataaagaggagaaggagaaagagaaaaat(GA)6agggagagaaaggaaaaagagagataggaggagagagaaaagg(GA)7138 3259560 3259697 GGGGAGAGAAATAGGAGGAAAA CTCTCTCCCTCTCCCCCTT 276

Ai07B1352 Araip.B07 1352 p4 (ATTT)5 20 3266316 3266335 TGTGAACGAACCGTGTCAAT TGTCTGACTAAATCACCGATCAA 223

Ai07B1353 Araip.B07 1353 c (T)10gtattgcgttacaagattgatggctgagattttacgactagaatctaagttttaataccaaat(A)1285 3270739 3270823 TTTTTCATGCTCAAAGGCAA TTTGGAAACTAGTGGAGCCTTC 264

Ai07B1357 Araip.B07 1357 p2 (AT)15 30 3292645 3292674 TGGAATGTCATTAACGAAGGA CTTCCCTTCCTGGTACCGTT 236

Ai07B1359 Araip.B07 1359 c (T)10caaattcttagtctaaaattgactttgccactttacccttggttttgttttgtttttg(T)1078 3302284 3302361 TTTGGATTAAGATAATAAGGCTCACA AAGACCCTGCCAAAGTCATTT 261

Ai07B1361 Araip.B07 1361 c* (A)10(AT)6* 21 3311840 3311860 GAACTGCGTTTCCGGATTTA GAAACAGCACCATGGTTTCA 224

Ai07B1365 Araip.B07 1365 c (T)36atcaaggagcgaccctgcaaaaatg(A)1071 3330052 3330122 AGTTTCAATTCAGCCCCCTT CCTTCCCTCATCCCTTGATT 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B1368 Araip.B07 1368 p2 (TA)8 16 3340787 3340802 CAAGAATTTGAATATTTGTAACGTAAA AGCAACATCGCTTACTTGGC 280

Ai07B1369 Araip.B07 1369 p2 (TC)6 12 3342911 3342922 ATGTTTTCCGGCAATGGTAG GATCCGTCTTTTCCGATGAA 237

Ai07B1370 Araip.B07 1370 c (T)11cctt(A)11 26 3344860 3344885 CATCAACAAGGTGAACCACG AACCAAACACATTTGCACCA 160

Ai07B1373 Araip.B07 1373 p3 (CTT)6 18 3350623 3350640 GTTCTTCGAGGACGAAGCTG TTCTCGAGCCTTCACCACTT 242

Ai07B1376 Araip.B07 1376 p2 (TC)6 12 3353833 3353844 CACATTTTCGTTATCTTCTCTCACA AACACCCCAACAATCCACAT 223

Ai07B1384 Araip.B07 1384 c (T)12gggtgactttaaaggtgatgtttacttctttgaaagtgatatttgcaaatctttttcttttactacaagtaataccacgtaaaattgaaggg(T)10114 3371136 3371249 AAGCCATTGACTCCCTAGCA TTGTGTTTTTGGCTTTGGCT 272

Ai07B1387 Araip.B07 1387 c (CCA)8atatcatcatgg(TCA)5gaacttttcccaaaatcaaccaaaatcaatcagaagtccaagctgaacaagaacccatcaccaccaccaccattatcatcatgg(TCA)5(GAA)5165 3381147 3381311 TCACCACCACTACCACCAAA GGTGGTGGGTTCTGTTTTGA 239

Ai07B1389 Araip.B07 1389 p3 (CTT)10 30 3393185 3393214 ACTGAGCCAAATCAGCAAAA CTGGCTAAGGAAGCTCGTTG 247

Ai07B1394 Araip.B07 1394 p4 (ATTA)5 20 3424571 3424590 ATTTGGCGAAAAGCTTTCAA GATTCTCGTAACTCATGGTCATTT 190

Ai07B1395 Araip.B07 1395 c (T)10cggacacaaatgggcatacttcttcgatatattgatattgttattgtttaatttc(T)1176 3425214 3425289 CATGCAAAGTGTCCAAGCAT TGAAAAGGACGAACATGATGA 181

Ai07B1399 Araip.B07 1399 p2 (TA)6 12 3432648 3432659 TTGGTTTGTTCTTTGTTGTGATG TGTTGGTAACGTAGCGAGATTG 227

Ai07B1406 Araip.B07 1406 p2 (AT)13 26 3438117 3438142 AAAACTAAACTCATTAAAATCCAAACG AATCCAAACCAATCCGTGAA 273

Ai07B1408 Araip.B07 1408 p2 (TC)6 12 3444889 3444900 TGGGCCATGAGTACTGTGAA ATCGACATTGTTGCGGTTTT 228

Ai07B1409 Araip.B07 1409 p2 (CT)10 20 3447321 3447340 GTTCCCGTTTTCTGTCGAAC TCCTCTATGCAAGATCATGGG 252

Ai07B1411 Araip.B07 1411 p2 (TC)7 14 3451226 3451239 ACCGCCATCAAAGTCATCTC TCCGGTTCAAATGTTTCAGA 270

Ai07B1414 Araip.B07 1414 p2 (AG)9 18 3459231 3459248 AGCTAAAGCTAGCTCGCACG TGATCTCACCGACCCAGATT 245

Ai07B1415 Araip.B07 1415 p5 (ATCAT)5 25 3462719 3462743 GTTGATTGCAGCCAAAACAT AGCATTTCCAAAGCACAACA 112

Ai07B1418 Araip.B07 1418 p2 (AT)6 12 3473233 3473244 AGAACACTCAATGGACCCAC AAGTGCCATGTTTAGAGGCAT 214

Ai07B1421 Araip.B07 1421 p3 (TAT)12 36 3477118 3477153 TGCACTAATGCTTATCCCTCA AGAGTATAGGCCACGCCAAC 270

Ai07B1429 Araip.B07 1429 c (TA)6ctgaaattc(T)1031 3499257 3499287 ACAAACAAAGGACCACTCGG TGGAATTTGAATTGATAGCTCA 238

Ai07B1432 Araip.B07 1432 p5 (TCAAT)5 25 3503431 3503455 CAGCTTTCTGCATAATGAACTGA TCGAATTGAATGGAATGCAG 214

Ai07B1433 Araip.B07 1433 c (T)12aaatgctttattaataaattcattttcaattttctccttatacatataaattctgagccataataacacacaaataatttgaaagctaagtcta(CT)8122 3504882 3505003 CAAACGCTGTCATCATCTTCA TGGAGGCAATTAGGCAAATA 280

Ai07B1434 Araip.B07 1434 p3 (TAT)11 33 3505281 3505313 TTTTAACAAAGTTGGAATCACACC TCAAGCAAAGTGTCCAATGC 274

Ai07B1435 Araip.B07 1435 p4 (ATTT)6 24 3506027 3506050 GATTAACATTGGGTTTGGCA CCATGATTGAGTTTGAACTTTGG 272

Ai07B1436 Araip.B07 1436 p2 (TA)7 14 3506913 3506926 GGGAGATGAAGGAAGAGTCTCA TCCTTCAGTCATTCTCAATCAA 273

Ai07B1437 Araip.B07 1437 p3 (TAA)7 21 3515132 3515152 GAATGAACAAAAGATTGTGACAGC GGCCTATGACCCTAGGAATGA 230

Ai07B1438 Araip.B07 1438 p3 (CAA)8 24 3515752 3515775 TCCACACACAAATAGAAAACGC AGACCACCTGTGCTTCCATC 265

Ai07B1441 Araip.B07 1441 c (GAA)6aaggacgagaaagccgtgttagaacaagtcttcggaccc(TCA)8(GAA)7102 3519745 3519846 CACCACTGATTCATTCGACG GAGTTGATGGCGGAGAGAAG 235

Ai07B1442 Araip.B07 1442 c (A)10ca(AG)7 26 3525721 3525746 GCCAAGTCAATTTCTACCAGC TGGTGCTTTATGCTTTGTGG 275

Ai07B1443 Araip.B07 1443 p3 (TAT)6 18 3528574 3528591 CAAAGTTGTAATGAAGGGGCA AAAAAGGTTGCAGGTCATGG 211

Ai07B1447 Araip.B07 1447 p2 (AC)7 14 3542247 3542260 TTTCTGACGTGTCATATTGCC GAATGGCACCCAAATAGGAA 184

Ai07B1450 Araip.B07 1450 c (A)11tgtgctgcaaaaccaaaaataatgaaatatctcatttattaaatttccaagataacatatc(A)1183 3546110 3546192 TGGCCAAGCTAAAGATATGAA CTTGGCCACTTGTCCTTTTG 271

Ai07B1455 Araip.B07 1455 p2 (TA)6 12 3558225 3558236 TGCGAATTTTATCTTTGATTTTGA ACAATTGTACGCGATCACCA 177

Ai07B1456 Araip.B07 1456 c (CT)11ttcccatccatccctccctccctctctccaagcagttacctactgatcatgggagcagccttcaatggattctccataaggcaggca(TC)11131 3560903 3561033 ACCACACTCAAACACACCCA TTGTGTATTCCCTGCAACCA 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B1457 Araip.B07 1457 p3 (CTT)8 24 3561257 3561280 TGATGTCTTCAAGTGCTGGC GGAGGAGATTGTTGATCGGA 219

Ai07B1458 Araip.B07 1458 c (AAG)5acgaaggaagcgaagaagaaaagcaaggtggtggagaatctcaacagcgagaagacgataactgtgaacaagcagcagc(AGA)5109 3562360 3562468 CTGCAGCTGATGCTGATTGT GTCGTCACTTCGCTGTTGAA 226

Ai07B1459 Araip.B07 1459 p2 (TC)18 36 3564194 3564229 CATCCCTCCTCTTCCACTCA CCAAGAATGATAATGACAACCC 265

Ai07B1460 Araip.B07 1460 p2 (AT)6 12 3569220 3569231 TGTCAGGTTGCTCAAACAGG TAGCCGCATCCAATGGTTA 254

Ai07B1461 Araip.B07 1461 p3 (TAA)5 15 3569461 3569475 CGGCTAAAGCCACTCCATAA AATATCAGCCGAAAGGTCCA 259

Ai07B1463 Araip.B07 1463 p3 (ATT)5 15 3571088 3571102 TCATGTATGGCCAAAACGG CAATGAGGGCGATTGAGAGT 228

Ai07B1468 Araip.B07 1468 p3 (GGT)7 21 3583185 3583205 CCTCTTGTTTCTCCTCGTCG GCGGATATTAGGGAGGGAAG 103

Ai07B1470 Araip.B07 1470 p2 (TC)27 54 3585176 3585229 CCCTCCTGACTGAGTGCTTT AGACCGGCTATGCTTTATGG 280

Ai07B1472 Araip.B07 1472 p2 (CT)10 20 3591692 3591711 TCCAATTTTGGACCGTTTTC ACGTACAAGCCACCGTTACC 274

Ai07B1473 Araip.B07 1473 p2 (CT)17 34 3591815 3591848 ACGTTGGTGTTGGTCCTCTC ACGCTGGGAGGGAAAGAGT 121

Ai07B1475 Araip.B07 1475 p2 (AG)9 18 3597893 3597910 TTTTATTTTAGTGAATCAAAAAGCAGA ATTTGGCAACCGTTGGTATC 278

Ai07B1477 Araip.B07 1477 p2 (TC)7 14 3602230 3602243 GACTCGCGAACACAACAAAT ACCTTTGGGAATGAAAACCC 275

Ai07B1479 Araip.B07 1479 p3 (CTT)6 18 3603204 3603221 GCTTCTCTTGTGCAACATTCTC TTGTCTTGTGCGGAAAAGTG 241

Ai07B1489 Araip.B07 1489 p4 (ATTT)5 20 3621115 3621134 TTAGATTGCAACAATGGCGA TCAACCTTTTAAAACCATGAATTG 239

Ai07B1498 Araip.B07 1498 p4 (TATT)5 20 3633078 3633097 TTGCATCCGTTTGGGATAAT AAGTGAGCTCCCCATTCAAA 270

Ai07B1500 Araip.B07 1500 c (A)10(G)12tataacattgtatagttaata(T)1053 3635893 3635945 ACCTAAGGGGAAAAAGGGGT TTCACCAAATCATAATGAATACAAA 267

Ai07B1506 Araip.B07 1506 p3 (TTC)5 15 3643449 3643463 TCCAAGTAGGTCCAACACCA AGTGTGGACGAAGAGGAGGA 173

Ai07B1510 Araip.B07 1510 p2 (CT)7 14 3650211 3650224 GATCTTTTGCAGGGTGCATT CCCATTGGAGCATCAAAGTT 236

Ai07B1513 Araip.B07 1513 p2 (AT)9 18 3655564 3655581 GCCAGCGATTACTTCAATCC CACTGCGATTTGGTTTTCAG 240

Ai07B1515 Araip.B07 1515 p3 (ATA)6 18 3657171 3657188 CAGCTTGCTTTCGCTTCATT AATGTTATTTGCAACCGCCT 252

Ai07B1521 Araip.B07 1521 p2 (TA)7 14 3663586 3663599 AACCCGCAACCTCTTAATTG GCGTTCGTAAAGTTCATGGG 273

Ai07B1523 Araip.B07 1523 c (T)10cattttttctttttttggttacattaaaactattaaaggatggtatcaatttttattt(A)1078 3666778 3666855 GGTCTGAGGAGGATTGGAGA TTATATTCATTTAACATCAAATTGGG 280

Ai07B1529 Araip.B07 1529 p3 (AAG)18 54 3673068 3673121 GGTTTCTCCACCAGTTCCAA GCACTTGAATCTCCCTTTGC 224

Ai07B1535 Araip.B07 1535 p3 (TAA)13 39 3679767 3679805 GATACCCGACCTACCGAACA AGGTTTTTCCACCTTGGTCC 200

Ai07B1536 Araip.B07 1536 p3 (TCT)6 18 3680834 3680851 AGTTGGCAGCGAAGAGAGAG CATTTCACCACCACGACAAG 265

Ai07B1537 Araip.B07 1537 p2 (GT)8 16 3681016 3681031 CTTGTCGTGGTGGTGAAATG GGGACCATAGCTTCGTTGTC 221

Ai07B1540 Araip.B07 1540 p2 (TA)9 18 3684551 3684568 CATGCAACTTGCTTTTATGGAA TCTTGGTGAACCCCAAAATTA 278

Ai07B1547 Araip.B07 1547 c (TTA)7tgtttggccttaaaaaattaaataaggatctatgaacaatttacaatgtgacattttttactataac(T)14102 3697939 3698040 GATCGAAATTGAAGCCGGTA AAATTCATCTTCTTTCTTTCATTCG 233

Ai07B1550 Araip.B07 1550 p3 (TGA)5 15 3703991 3704005 CAACCGGTTCTTCTCATTTCA TGTACACGCTTGAGCTGCAT 105

Ai07B1553 Araip.B07 1553 p2 (TA)9 18 3714731 3714748 GGACTCTTGAAGCGAAGTGG AGGAACGAGTTGACTTGCGT 254

Ai07B1555 Araip.B07 1555 c (A)11ggaatgctttgaggctaattttttttatatgaaaaaaatttgtgtgtaattcatcattatgaataattggtgtgttttttttgaatatgaattaa(T)10116 3718701 3718816 CTGAGGGTCAGATTTCATAGCA TTCCAAATCTGAGGGTCCAA 247

Ai07B1562 Araip.B07 1562 p2 (TA)7 14 3733640 3733653 AAATCGGCATGTTTGTGATG TCAAACTAACGTTACCTGCCTTT 260

Ai07B1565 Araip.B07 1565 p5 (TCTTT)5 25 3737866 3737890 TTGGATTTATGCTCCATCCC AGGTGACAGTGATTTTCCCG 255

Ai07B1567 Araip.B07 1567 p3 (GAA)6 18 3743174 3743191 AAACACACCCCTTCCTTCCT TTGCATACCACAGCAAAAGG 268
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Ai07B1569 Araip.B07 1569 c (T)11gtcggtggattggacaactcccaatcctaggtacacaatacacatccacacactcttcacatacttatcaa(T)1092 3748016 3748107 TCTTTACCATGAGTTTTAAGTGAACA ATTCTGTCCCCTCCCATTTC 212

Ai07B1570 Araip.B07 1570 p2 (AT)10 20 3748409 3748428 ATTGCCCAAACTTTCCCATA TTCCATGACACAAACACACAA 280

Ai07B1573 Araip.B07 1573 p3 (ATA)5 15 3751355 3751369 CCTGTTCTATTTGGAGGGGA GACGGGTAGGTGGACACATT 244

Ai07B1574 Araip.B07 1574 p2 (TA)10 20 3751713 3751732 AAAAGAACAATGCAAGCAAAGA GAGCAAATGTGTAAGGTGGGA 255

Ai07B1576 Araip.B07 1576 p3 (ATG)5 15 3758413 3758427 AGGTTAAGGCGGAACCAACT TGTGCCCATTGAACAGACAT 199

Ai07B1578 Araip.B07 1578 p4 (TTAT)7 28 3760183 3760210 AAGGAAAAAGAAGCATGCAAA GAGGCAAATGTTTTTCCATCA 228

Ai07B1579 Araip.B07 1579 p2 (AG)7 14 3761790 3761803 GGTCAGTCTCATCGTCGTCA TCCTCTCCCCTATGTTCGTG 212

Ai07B1580 Araip.B07 1580 p2 (TA)6 12 3763516 3763527 CCTCTATAAAGAGACTGATTCCCTG CGAACAAATACTTCAATGCCTC 153

Ai07B1581 Araip.B07 1581 p2 (AT)8 16 3764202 3764217 AGCAACATCGCTTACTTGGC TGGATTCAATATCTGTGTAGGTTACAA 149

Ai07B1582 Araip.B07 1582 p3 (TTA)5 15 3775149 3775163 TCACCCTATTCAGCCTTGATTT CCTGTACTCTCTTGCCCTGC 248

Ai07B1584 Araip.B07 1584 p2 (AT)15 30 3782049 3782078 CTTCCCTTCCTGGTACCGTT TGGAATGTCATTAACGAAGGA 236

Ai07B1586 Araip.B07 1586 p2 (AG)7 14 3802757 3802770 TTTTCATGTCTCTGGCCCTC TCACAACCCATTTGCTGCTA 198

Ai07B1587 Araip.B07 1587 c (A)12tccctcaaaatgt(A)1035 3813645 3813679 CGGATCAGAGGAAGCAGAAC ATCTGAAACGTGGAATTCGG 134

Ai07B1592 Araip.B07 1592 c* (A)10(AAG)5* 23 3817133 3817155 TGCAAAGGAAAGCAACTGAA TGAGTCAGTTCCTATGTTCAGGTAA 217

Ai07B1594 Araip.B07 1594 p3 (TTA)5 15 3823333 3823347 GAACTTTGGTGGTGGCAGAT CACAATCATTCTTTTGGGGTC 259

Ai07B1599 Araip.B07 1599 p3 (TCT)6 18 3830234 3830251 TTGTTCGAAAAATGTGCATGA CGACAATTCACACCAAACACA 176

Ai07B1603 Araip.B07 1603 p2 (TC)10 20 3839176 3839195 GGTAGTGGTGGTGTTCGCTT CGTTTTCTGTTGCAGAGTGTG 259

Ai07B1605 Araip.B07 1605 p3 (ATG)18 54 3841871 3841924 TTGATGGGGTTTTCATTTCA TGATATTTCATTCGCCATCTCT 184

Ai07B1606 Araip.B07 1606 c (A)10caaaaaaac(A)10ttgtccccatttgtagaaaagagttggcttctctg(A)1175 3847272 3847346 GAGGCAATCTTTCAATGAAGAAG CAATCCCTAATTCTCAAGCTGC 223

Ai07B1613 Araip.B07 1613 c (T)10gaacaagtggttttgtgaaaaaaaattat(A)1251 3860068 3860118 AAAGAAAACTAGAACGTGTTACGGA GAGGGTTGCTTGTTATGGGA 242

Ai07B1614 Araip.B07 1614 p3 (TAT)10 30 3860301 3860330 TCCCATAACAAGCAACCCTC AAGGGAAAGTTTGATTGGTTGA 276

Ai07B1615 Araip.B07 1615 c (GAA)5gatgaagatgcaaagtctaagaaagagtagg(T)1460 3860841 3860900 GGTGGAGACTCAACAACACTCA CCCTCCACGGATCTACAAGA 248

Ai07B1623 Araip.B07 1623 p3 (AAG)5 15 3872174 3872188 GGCAAACTGAATGCATCAAA GCCGGCCTAGTAGTGCTCTT 114

Ai07B1624 Araip.B07 1624 c (A)14cattattttgttggaagcctttgaattcattttgtttgactgcatgcccaataaatgctacttcaagttcaagacactacctagtaatactatacacatg(T)14128 3872404 3872531 CATACATACAACACTGCTTTTGTCA TGGCAGGGAAACTTCTTAGC 248

Ai07B1625 Araip.B07 1625 p2 (AG)17 34 3876759 3876792 AGGTGCAAGGAAGGGCTTAT CCATAGAAACCGCTCCTGTT 177

Ai07B1626 Araip.B07 1626 p2 (GA)16 32 3876935 3876966 AGCGGTTTCTATGGTTTTGG GTTAGCAAAGGATGATGGCA 279

Ai07B1627 Araip.B07 1627 c (T)12caattttatacatgccaaaatttcaattggggtgttttgttttacattaaaag(A)10caaaattggagtttttaattttattttatgcaggactgagacaccatattctaaagggaaaatattttttc(T)10156 3877175 3877330 CATCATGCCATCATCCTTTG AAGCTGCAGTGCTACCATCA 270

Ai07B1630 Araip.B07 1630 p6 (AAAATA)6 36 3881471 3881506 CAAAATTCCACATGCACCAC TATCATTGGGATTTGGGAGC 255

Ai07B1634 Araip.B07 1634 c (T)10ccttccccaataaagcttccgaagttttaaactcttaataactttgcagataa(T)1073 3888754 3888826 GCACAGTTGGAGGTGAGGTT AAAAATAAAAAGTGACTGAATCTCG 279

Ai07B1636 Araip.B07 1636 p3 (ATT)5 15 3890494 3890508 CCAGTATGTGGATGCACTTGAA GAAGGGTGCATGAGAGGTGT 173

Ai07B1644 Araip.B07 1644 p2 (TA)6 12 3920775 3920786 TCTGTCGTTTCGGCCTTTAC TTAGGTCTTCGGCAACCAAC 261

Ai07B1647 Araip.B07 1647 c (A)11tagaataa(T)1130 3923182 3923211 CATCAACAAGGTGAACCACG CCTTCTCATGTGCTACGACG 213

Ai07B1650 Araip.B07 1650 p2 (TC)15 30 3932313 3932342 TTTGGAAACCCATTTGGTAAA TGTCTCTGGCCCTCAGAACT 234

Ai07B1654 Araip.B07 1654 p2 (AT)11 22 3939382 3939403 TGAACATATTCGCTACTCGCT GCCAGAAAAATATCAAAATTCAGG 267
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Ai07B1656 Araip.B07 1656 p2 (AG)7 14 3944961 3944974 AGCAGCAGTGTTGAATCACG CCCAAGACTCCACCAGTGTT 130

Ai07B1658 Araip.B07 1658 p3 (ATC)5 15 3949681 3949695 TTTTGCAGCCTTGAGAAGGT AGCCAAACAAGGAAATGGTG 160

Ai07B1659 Araip.B07 1659 p3 (GAA)5 15 3950247 3950261 CAAACTTTCTGAGCTTGGCA TTTGCAGGTCTTTGTTTCCA 201

Ai07B1661 Araip.B07 1661 p3 (ATT)8 24 3950863 3950886 TGATCAATGTGAGGGCAATAG CATTTGCCCAAATCTCTCAA 280

Ai07B1663 Araip.B07 1663 c (T)10ctttttttctgttcacagcc(TA)642 3952231 3952272 TTCATAGGCGGCTATCATACA CCGTGCTCACCCCTATAAAA 266

Ai07B1665 Araip.B07 1665 p2 (TA)6 12 3955907 3955918 AAGTTCTGGGTGATTTTGGC GCAATGCAAATTGAATGGTG 228

Ai07B1670 Araip.B07 1670 p2 (TG)15 30 3962583 3962612 TGAAGGAGAGATCATCGCAA CAGCCATCATCATTCATCAGA 279

Ai07B1672 Araip.B07 1672 p3 (ATT)7 21 3965133 3965153 TGTCTGGTACCGAAATGAGTTG CAACGCATGATATGACTTTGC 141

Ai07B1675 Araip.B07 1675 c (A)10ttcaagaaat(A)10tcatgacagaaagaaagggtatgtagagtgccatatctcatacatagacacattgataatgcgcaatatttatttg(T)14120 3968474 3968593 TCAAGCATGCATTTTGGCTA CCAAGAAGCAACATTGGAGT 211

Ai07B1680 Araip.B07 1680 p3 (TAA)6 18 3979599 3979616 GTGGACACGAACCTGACGTA TTGGATGGAGTGTGACTGAAA 276

Ai07B1688 Araip.B07 1688 p2 (TG)7 14 4009516 4009529 TCACGAGCTGGCTCAAATAA GGTTCAATTCGAGCTCATCA 261

Ai07B1698 Araip.B07 1698 c (TA)9ttttgctcttttattttatgttcattttgttgatagtcttacaaatgaga(T)1179 4032820 4032898 CAGTCCCACGGTATGCTGTT TGGACATGTTTTACAAGCATCA 169

Ai07B1699 Araip.B07 1699 p2 (TG)6 12 4033426 4033437 TGCATGCATGAAGCAAATAA CAGACGCTTCTCTCCCTCAA 102

Ai07B1700 Araip.B07 1700 p2 (TA)13 26 4034489 4034514 TCCTCCGTCCAAAAATAAAA CCCCCGTCCAAAAATAAAAT 267

Ai07B1703 Araip.B07 1703 p3 (ATT)16 48 4038467 4038514 AAATGCCTTAAGAGAAACAAAGAA CTCACTCTCTTATCATTTCACTTATCA 260

Ai07B1707 Araip.B07 1707 p5 (TTTTA)5 25 4056217 4056241 TGTGTCTGAGTGTTTGTTTGGA AAAATACGGCGTCAATCACC 279

Ai07B1710 Araip.B07 1710 c (A)10caacttaatacagacaaaaaaaccaaacccctctctcaactctcaaccctgtaatgtt(A)1078 4059985 4060062 GAGAGTCCAGCACTCCTTGAA GCAGCGCTGTCTCTCCTTAC 256

Ai07B1715 Araip.B07 1715 p2 (TA)7 14 4074713 4074726 ATGTTCGGTAGGTGTCCGAG TGTCTATAGTGGATGATCCCG 194

Ai07B1717 Araip.B07 1717 c (TC)9taatattcatatg(T)1243 4078107 4078149 CCCTGAAAAGTGAAAACGGA TTTTATTTGAATGGCCTGGA 271

Ai07B1720 Araip.B07 1720 c (A)10tttggtacaggaacctaaataaaagaaaaaaagatatagagactcaatt(A)1069 4087904 4087972 TTGAGAGAACTTGTCAAATGAAGG TTTCTTTTAATTCAGTCCTTATACCAA 271

Ai07B1724 Araip.B07 1724 p2 (TC)18 36 4092839 4092874 CGCCATTTTAGACGTGGTTT AAGCAGAGGAGCAAGGCATA 274

Ai07B1731 Araip.B07 1731 p2 (TA)7 14 4116081 4116094 AGAAATCAGGTTCTTGCCCA TTTGCCAAGAATTGGGAGAC 269

Ai07B1732 Araip.B07 1732 p2 (TA)11 22 4116468 4116489 TCTTGCCCAATTTGAAGGAG TTTGCCAAGAATTGGGAGAT 265

Ai07B1734 Araip.B07 1734 p3 (TCT)8 24 4118029 4118052 TAACCCTCGCTTCACCAAAC ATTTGGGCCTTTATTTTGGG 277

Ai07B1740 Araip.B07 1740 p2 (AT)6 12 4140407 4140418 GGCACAACCAACTTCATTCC GATGTTGGAGGACCCAAAGA 183

Ai07B1744 Araip.B07 1744 p5 (AATAA)7 35 4153028 4153062 TCAGCATGCTTAAATTTTGGA TGTCTTTCAAGTAAATAGTCAGGATCA 280

Ai07B1746 Araip.B07 1746 p4 (TATG)5 20 4155020 4155039 AATCCATCTTTGCATTGGCT GCAAGCTCAGGAACACATGC 265

Ai07B1749 Araip.B07 1749 p3 (TGA)5 15 4156047 4156061 CAGCATCAGTGCCTTCAAGA GCACAAACTTGACCACAACG 184

Ai07B1750 Araip.B07 1750 c (T)10aaattattatttttctga(AAG)543 4156206 4156248 CGTTGTGGTCAAGTTTGTGC CAGTTCAGAATCACAGTCACAACA 260

Ai07B1755 Araip.B07 1755 p2 (TA)10 20 4188140 4188159 TCCCTACCAACCATCCATTC ATTTCCCAATGCCAAATTGA 261

Ai07B1756 Araip.B07 1756 p2 (AT)7 14 4188319 4188332 AATTTGGCATTGGGAAATGA GAGATGATGGTCCTCCAAGC 224

Ai07B1757 Araip.B07 1757 p2 (TA)6 12 4189710 4189721 CCGAGGCGCTACGACTTC CGTCTACGTGAGTGATGCGT 120

Ai07B1758 Araip.B07 1758 p2 (TA)10 20 4191284 4191303 CCCAAAACATGCCTAAACACT GCATAAGGAGGAATCGACCA 262

Ai07B1759 Araip.B07 1759 p3 (TCG)7 21 4192586 4192606 GCAGTTGTTGCTGTTGTCGT GCTGAATCAAGTGGAGGCTT 248
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Ai07B1760 Araip.B07 1760 p3 (TTA)5 15 4192735 4192749 GCAGTTGTTGCTGTTGTCGT GCTGAATCAAGTGGAGGCTT 248

Ai07B1762 Araip.B07 1762 c (TA)6tgtcaaaattatttgtgtggatggtgtt(TA)754 4193297 4193350 CGGAACAGAAATATAAACCGC TCGAGTACCTGTGGGTAGGA 278

Ai07B1768 Araip.B07 1768 c (T)10ctcctactattattattaagagtaggtataagcctcaagttagttggagagaaaaatgaaatatacct(TA)894 4201734 4201827 GAGCTTTGCAAGTCCAAATTTTA AAAAATATCTTCATTCTCCACATTCT 260

Ai07B1769 Araip.B07 1769 p2 (TA)6 12 4202363 4202374 AAAGGGCCATGCTGTAAAGT TTGAGGCGCATGTTGTTTAG 240

Ai07B1772 Araip.B07 1772 p2 (TC)16 32 4208193 4208224 AACTCCTTGCTGTCGCTCAT GGAGCTCCGATGAGAAGCTA 222

Ai07B1774 Araip.B07 1774 p3 (TCA)5 15 4211037 4211051 TCCATTGCTGTTGAACCAAA CGGTGATGGAAGTGATGATG 204

Ai07B1778 Araip.B07 1778 p3 (AAG)7 21 4216868 4216888 TCCTCAACCTTGGGATTCTG ACTATGAAGCCCACGCTGTT 258

Ai07B1779 Araip.B07 1779 p3 (TTC)5 15 4222328 4222342 AGAAATTGAAGGCGGTGATG GGATTTTCAGGCTGTGTGGT 214

Ai07B1780 Araip.B07 1780 p3 (ATT)5 15 4222487 4222501 ACCACACAGCCTGAAAATCC GAAAGGTAATGGAGAAAAAGAGG 161

Ai07B1782 Araip.B07 1782 c (AAG)5aggaagaagaacgtgcagc(AAG)5gagaaagataaggcaagaaacgaaagaaaagaa(AAGAGG)5112 4223411 4223522 GAAAACGGAGAGAAAAGCACA CGTTTCGAACCGTTCTTCTT 239

Ai07B1788 Araip.B07 1788 p3 (TAA)6 18 4230705 4230722 CCAGTATTGGTGTTTGGATGG CAAATTTGGATGATGATGATGAA 182

Ai07B1791 Araip.B07 1791 c (A)10ttacactgcagttcaagtttatctgtttatgaaaacaatctctcctttgagtcctttctttc(T)1385 4235493 4235577 AAGTCATGATTGCCAAAACG TGTACATGCAGCAACCCATT 268

Ai07B1792 Araip.B07 1792 c (A)10tttgagac(A)1028 4235965 4235992 TGGATCCATTCGGGTTACAT CAATTTGGGTGTGAAGAGTGAA 114

Ai07B1793 Araip.B07 1793 p2 (CA)6 12 4241229 4241240 CAAACTCAACCAAAAACCAAAA ATTTCTGGAAGCATGCCACT 249

Ai07B1801 Araip.B07 1801 p3 (TTC)6 18 4260959 4260976 TTCCTTGAATTACATGCTCCAA AAAAATTCAGGGAGGGTGGT 232

Ai07B1802 Araip.B07 1802 p2 (AC)7 14 4261178 4261191 ACCACCCTCCCTGAATTTTT CAAACATGGGGTGTGCATAA 162

Ai07B1805 Araip.B07 1805 p2 (AT)8 16 4266310 4266325 TTTTGGAGAAATAGCATCGTGA AACTGCACTTGAATTCCTACTTCAT 188

Ai07B1806 Araip.B07 1806 p2 (TA)6 12 4267591 4267602 TTGTGTTGCAGCCAATCAAT TTTTTGGCAACCCTAAAAGAAA 206

Ai07B1809 Araip.B07 1809 p2 (TA)6 12 4268377 4268388 TGGGCTAGGTTATTCTCATGC TTTGTTACGGCCCAACATTT 253

Ai07B1811 Araip.B07 1811 c (A)12ttaatttacatgtcaaggaattatagagttcaaataaacagtctctctatattagatcgtgtattcgagtctcacttctaattttag(A)10109 4269753 4269861 GGTTACGGGTTCGAGTTTCA AGCCGTTCGGGGTATATTTT 265

Ai07B1812 Araip.B07 1812 p3 (AAT)8 24 4270661 4270684 TGACAATAATCACAACCCCAA TGCCCATTCCATGTTGTCTA 196

Ai07B1813 Araip.B07 1813 p3 (TAA)8 24 4270990 4271013 TTTCTTTGGAGGTAGGGGTG TCAAACTTGGTTGGTTTGTAAGA 256

Ai07B1817 Araip.B07 1817 p2 (TA)6 12 4288639 4288650 CTGCACTGCGAACATCTGTAG TTGGTTGAACGATTAGCTTCC 280

Ai07B1825 Araip.B07 1825 c (A)12caccaaaattttttaattttaacactaaaatattgctacaaaaaccagaaatctcttctttaaaattgcattttcttattcc(T)10104 4325382 4325485 CACAAGATAATACCAAAATTACTTGAA TGTGCATTCAAGTCTAATTGAAAAA 265

Ai07B1828 Araip.B07 1828 p3 (GTG)5 15 4331226 4331240 GAAGGGCTAATTGGGGAAAG GTTTTCCGTCAAAATCGCAT 180

Ai07B1829 Araip.B07 1829 p2 (AT)6 12 4333746 4333757 TGTGCATGTCCATACAAGGAA AGTTCCAGCAATGGTATGGC 160

Ai07B1830 Araip.B07 1830 p3 (TTG)7 21 4334323 4334343 TTAGGTCTTCGGCAACCAAC AGGCAATTGTTTGTGGGAAA 193

Ai07B1831 Araip.B07 1831 p2 (AG)7 14 4339847 4339860 GACTTCAGAGCTCAGGGTGG GCCATGTACTCCTCTCTCGG 156

Ai07B1833 Araip.B07 1833 p2 (AT)13 26 4352097 4352122 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTTGAGCA 252

Ai07B1835 Araip.B07 1835 c (A)10ggaaaaaacttttctttcctctgtcccc(T)1048 4358705 4358752 ACAAAGGTTCTCTCCCTCCC ATTCCATGTTCAAAGCCTGC 175

Ai07B1836 Araip.B07 1836 p4 (ATAA)6 24 4366626 4366649 AATTAGTGCAACCCCAGCAC TCAATTGGGAGAGATGAGCA 173

Ai07B1838 Araip.B07 1838 p2 (CT)34 68 4369827 4369894 GCAGGTAATCTGCCGTGATT AAAAGAAAGACCTTCCCCGA 278

Ai07B1842 Araip.B07 1842 p2 (AT)6 12 4378042 4378053 TGCTAGCTTCAAGTTGTAACCAT AAACCCTTCCTTTGTCCACC 229

Ai07B1844 Araip.B07 1844 p4 (AATA)5 20 4379016 4379035 TTCCAGGTCCCAACTGTCAT TCAGTTTTCCTTCTTACTAGAAACTCC 204
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Ai07B1847 Araip.B07 1847 p3 (GTT)5 15 4379944 4379958 TGGAGCTTATGAGCTGACCA CCCTGAGATTAAGTGGACCTACA 192

Ai07B1851 Araip.B07 1851 p2 (TA)6 12 4385561 4385572 TTGCATGCCTTGAAACCATA TTGGGTTTTGGGAAAGCATA 211

Ai07B1854 Araip.B07 1854 p3 (ACT)10 30 4391586 4391615 GTAATGCTTACAGGCCTCGG TCAAAGTGATTCCCTCGCTT 216

Ai07B1857 Araip.B07 1857 p2 (TC)12 24 4412885 4412908 GCATCATTGGTGCATTTCTTT ATAGTTGCATACCCAGCCCA 234

Ai07B1860 Araip.B07 1860 c (T)10aatgggttctgataaaacgtgcgatattgtttaaaagaataa(T)1163 4429448 4429510 TTTGTGAAAATAAACCCTGATAACT AACCCGCAACCTTTTAATTG 210

Ai07B1861 Araip.B07 1861 c (A)14catttaaaagtatgcctgatattttctacaattgtcctaaagagtaaagacacttgttggcaagacc(T)1697 4429641 4429737 TTCAATTAAAAGGTTGCGGG CCGACAGCAGCAAAATAGAA 272

Ai07B1862 Araip.B07 1862 c (A)15gcaaactcacctttttttcactatttgagagtgttgaatttagtttaactattattaaaaagg(A)1492 4430120 4430211 TTTTTCGTGGTAGCTTTGGC AAGAGGAAGGGGTAAAACAAAAA 279

Ai07B1863 Araip.B07 1863 p3 (AGT)6 18 4431732 4431749 TTTTCCTTCCATTTTGACGC GTAATGATGAGGGGCAAGGA 217

Ai07B1867 Araip.B07 1867 p3 (ATA)5 15 4440166 4440180 CGTTTTGACGGTGTGTTACG AAAAGGCTACCTTATTCGCAA 213

Ai07B1875 Araip.B07 1875 p3 (TCA)5 15 4459704 4459718 CCAGAAGAATGCAGCAACAA CCAAAGCTAGGACGAGACCA 277

Ai07B1881 Araip.B07 1881 c (T)11cttttttttgcatgttttttttattattgttcttttattgctgttgttattattacg(T)11ctatttctcctcctctttttagtgattttgcaatatgtgttttttctctttgtttggaaataagggaaagatgaac(A)10165 4483928 4484092 TGATAGCATAAATAAAGGCCACT CACAAACGAACTCCTCCTCC 268

Ai07B1883 Araip.B07 1883 p3 (AAT)6 18 4484651 4484668 AGGCAAAAGATGGAGGAGGT GGACCAAAATCATTCTTATTCCA 267

Ai07B1884 Araip.B07 1884 c (ACC)6ataacagaag(CCA)5atatcattatggccatcatcatcattagacctttctccaaaaacaaccaaaatcaactaagaagcccaagttgaacaagaac(CCA)6143 4484872 4485014 ACCATTCTCCCTTAACCCCA GTGGTGGTGGGTTCTGTTTT 227

Ai07B1885 Araip.B07 1885 c (T)12aaaaaaatggtcacaaataatattttgtaagaatattaatgtgtactttagaaggg(A)1179 4487539 4487617 TTTTCTTGGACCCTCATTGG CACCCGTAATGCGTAATGAA 232

Ai07B1886 Araip.B07 1886 p2 (TG)7 14 4490459 4490472 ATATGGTCCCCCATTTTTGC ATGCATCACATCCTTTTCCC 239

Ai07B1887 Araip.B07 1887 p3 (TTA)6 18 4492460 4492477 CATTCATTCACCCCCAATCT TGTCGGATTGAAAAATACCGT 257

Ai07B1891 Araip.B07 1891 c* (AG)10(AGA)7*agcagcagcttatggtgaaggtggagagacaaattggaaaaacatcaatgaac(A)10102 4499455 4499556 ATGCGTTTTCAATTTGACCC TGATTGCAACAAGCAAAAACA 209

Ai07B1894 Araip.B07 1894 p5 (TAGGC)5 25 4505996 4506020 CGACTTGGGAGGGTACTCTAA AGGCGTCAAAAATTCCAATC 265

Ai07B1897 Araip.B07 1897 c (TTA)6ttg(TTA)5 36 4511432 4511467 TGGACCTAGATTGTCCAACG AGCAGCCAGATATTGGGTTT 189

Ai07B1898 Araip.B07 1898 c (A)20gaaagaaaaaaagaaaagaaaagagagagagataaaatgtcaaatagttatatacnnnnnnnnnnnnnnnnnnnnnnnnn(AT)9aaatcatagtggatatggataagcatgtataatcatcatattttaactatagacttataataatgcatatatg(TA)6203 4511841 4512043 CACAATGATGGTGATGAGGA CCTTCGCGATTATTTGTTCA 277

Ai07B1903 Araip.B07 1903 p2 (TA)6 12 4530718 4530729 TGGGCTGACCAATATTCACA TGTCACGTCAAGCATCACAA 263

Ai07B1905 Araip.B07 1905 p2 (TC)6 12 4545540 4545551 TGCAAGTGTATGTAAAAGTGTAAAAA GCAGCAGCAAAAATTCTTCA 216

Ai07B1906 Araip.B07 1906 p2 (TC)6 12 4547050 4547061 TGCAAGTGTATGTAAAAGTGTAAAAA GCAGCAGCAAAAATTCTTCA 216

Ai07B1911 Araip.B07 1911 c (T)11aagaaaatgattttttatataaacaaaaattatattcttattaaag(T)1067 4552291 4552357 CCGGTATGACGGTACACTTG CCAACAAGTGAGATTAATTGAGGA 269

Ai07B1916 Araip.B07 1916 c (TA)6(GA)6gt(GA)1148 4588230 4588277 AGCAGGTTTGGGGAGTGTTT GGGTAGGGTTTCGACGTGTA 232

Ai07B1918 Araip.B07 1918 p2 (TA)9 18 4589284 4589301 GCCATCCCTACGCAAAATAA GCAATAAAAGCTGAACATGACAA 192

Ai07B1920 Araip.B07 1920 p3 (TCT)5 15 4589828 4589842 TGTCGTCTCTTTTGTGTTATTCG GGGAGAGAGAATTTTTCAGGC 166

Ai07B1922 Araip.B07 1922 c (T)14catggac(T)1132 4594180 4594211 CCATCTTCCGAAGTTTTTGC CAAATTGATAATTTTTCAGTCAAAGG 249

Ai07B1927 Araip.B07 1927 c (A)10tcatattaaaataatc(TTA)1365 4605472 4605536 GAATCAATGGATCGCTCGAC TCGAAAAGATGGTGAATCAAA 181

Ai07B1933 Araip.B07 1933 p4 (AATA)5 20 4609785 4609804 CACGGGTGGTCTTGTCTCTA TTTCCTCTCCCCACTCTTCA 165

Ai07B1935 Araip.B07 1935 c (T)13atttgttgctgccctgcttcttcttgttatgcaatttcaa(T)1063 4613679 4613741 CAACAATTATGTATACACCCATGC CCGTGAAAGAGAATCGATGG 247

Ai07B1936 Araip.B07 1936 p2 (AT)7 14 4616550 4616563 CCTTCTTAGAGCGACACATTGA CGTTTGTGAATGATTTGGTGA 256

Ai07B1940 Araip.B07 1940 c (GA)7ttcaagtgtgctgtttgtgtttgtgtgagtgaaagctgaaaagttttgagagcaagacataaataaataca(AAG)6gagggtgttgatggtgatggtaacggtatgatgaagttgaagctgaagttgaagagcta(AG)8178 4619191 4619368 TTCTTCATTTTCCTATTGTGCTACC CACACCCACACCCTTTTTCT 267

Ai07B1941 Araip.B07 1941 p3 (CCA)7 21 4620043 4620063 TTCCAGGTCCCTCAACTACG ACACCGACTCCAACTCCAAC 216
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Ai07B1942 Araip.B07 1942 p3 (GGT)7 21 4621454 4621474 GCATATCAAGCCGTTGTGAA TTGAACCTCCCAGTAACCCC 280

Ai07B1950 Araip.B07 1950 p3 (TTG)7 21 4637166 4637186 TTTTGCTTGCTGTTGTTTGG ATGCACGTCACGCTACAAAG 255

Ai07B1951 Araip.B07 1951 c (A)10tctattttaaa(T)1132 4638980 4639011 GCTTAGAAAAAGTTCCTATGGCA TCCATCTCCACCTAAACCCA 184

Ai07B1960 Araip.B07 1960 p2 (TC)7 14 4650675 4650688 CTAGCCCGTTTGACACCAAT GAACAATACCTGGGGCTTGA 227

Ai07B1965 Araip.B07 1965 p3 (TGG)5 15 4661348 4661362 GGTGAATGCTACCATATCCTCTC TTTGTGAGTTCACCGCAGAG 225

Ai07B1966 Araip.B07 1966 p2 (AT)6 12 4661919 4661930 AGTGCATCAATTGCATTCGT CATACACGCCAATTTTCCAA 194

Ai07B1969 Araip.B07 1969 p2 (GA)8 16 4674125 4674140 CACGCTTTAGCAAAAATGTCA ACTTTGCGCCATCGTTAATC 118

Ai07B1971 Araip.B07 1971 c (TA)7ttattgcgtgcttgtaatgatgaaatataagcatgctttcgttattttattt(TA)678 4679038 4679115 GTTGCCATTTGGATTGCTTT AGTATCATTTGGCAGTCGGC 223

Ai07B1972 Araip.B07 1972 p2 (TA)6 12 4683654 4683665 AAGAGAGGTGGGTGTGATGG GAGACCCGTATATCCCCGTT 157

Ai07B1982 Araip.B07 1982 p2 (TC)7 14 4739100 4739113 CACACACAGCACATAATCGG GATGGGCAAGAGGATTTTCA 144

Ai07B1983 Araip.B07 1983 p3 (GCT)5 15 4743571 4743585 GTCCTTGAAATTGCTCAGGC GTTAGCTTTCCCTTCCCTGG 214

Ai07B1988 Araip.B07 1988 p3 (CTT)7 21 4749111 4749131 AATGTGAAATATACGCGCCC AAGAGGAGAAGGAGGAACGC 165

Ai07B1989 Araip.B07 1989 p2 (AT)7 14 4751184 4751197 GATGCAGAGCTTTTCCGAAG TGAGTTTGTTTGGACGTCATTT 274

Ai07B1991 Araip.B07 1991 p2 (CT)7 14 4757878 4757891 CAGCCACTCACCCTCTCTTC GCGAGACTGAGCCTAATGGA 191

Ai07B1998 Araip.B07 1998 p3 (CAC)5 15 4782873 4782887 CCGTATTGGAAGCTCCATGT GGATCTCCTTGATGGGTTGA 250

Ai07B1999 Araip.B07 1999 p2 (GA)18 36 4783368 4783403 GAAAAACAGCGGTTTGTGGT ACAATGAGTGACGTGGCAAA 238

Ai07B2004 Araip.B07 2004 p3 (AAT)8 24 4791740 4791763 TGAGAATAGCCATGTTCATACCA GAGACCAACAAAGCATGCAA 261

Ai07B2011 Araip.B07 2011 p2 (AT)14 28 4802717 4802744 TTTGCACCCATGACTTAGCA TTGCAAGTGAATTTATCGTTGTG 220

Ai07B2012 Araip.B07 2012 p2 (TA)7 14 4814395 4814408 CGTGCCATTGTTGATGTAGAG CCAAATGCGTCTTTGTGGTA 251

Ai07B2013 Araip.B07 2013 p3 (AAT)6 18 4814979 4814996 TGCTTCCAATACATCATGCC TTATTTCGATTTTCGAATACTCACT 157

Ai07B2025 Araip.B07 2025 c (A)10taacttaaatc(AT)837 4852109 4852145 AACAACACAACAGCAGGCAG CCCCAGTTCGGTAGGTCATA 165

Ai07B2028 Araip.B07 2028 p2 (TA)6 12 4854607 4854618 GCATTACGCACAAATCATTCA TTACTGCATGTACCGGACGA 240

Ai07B2032 Araip.B07 2032 p2 (TA)13 26 4860698 4860723 ATTTTTAGTGGAACGGTGCG TACGGGTATCCACTCCATCC 241

Ai07B2034 Araip.B07 2034 c (CTT)6ttctcccccacg(CTT)545 4861338 4861382 GAAATACACGCGCCCAATAC GGAGGAAGAAGAAGGCGAAG 166

Ai07B2035 Araip.B07 2035 p3 (TTG)5 15 4861503 4861517 ACGCTTCTTCTCTTCTCCCC AAATTTTCTGCTGCAAGCCT 261

Ai07B2037 Araip.B07 2037 p3 (TGG)6 18 4870928 4870945 CTGTTGGTGGAGGTTGTGG TCGAATTCGTCCCTCTTGTT 178

Ai07B2041 Araip.B07 2041 c (T)10(A)10 20 4872175 4872194 GGATTGCTTCGAGAAGTTGG AAAGTGCCACGATTCTCCAG 242

Ai07B2043 Araip.B07 2043 c* (A)11(AT)10* 30 4878204 4878233 TCCCAGTAGAGACTGATTTCTCAA GCCTTCCATGATTTTGTAACTG 225

Ai07B2045 Araip.B07 2045 c (TC)12ctctttctcccccttctcccccttctctccct(TC)872 4884148 4884219 TGGTAGGGGTGTGCAAAAA AGTGATGGGAAGGGAGATG 280

Ai07B2046 Araip.B07 2046 c (CT)9cacccccttcctctttctccctctccctccttttc(CT)1175 4884339 4884413 CTCCATCTCCCTTCCCATCA GGGAGAGAGAGAAAGGAGGG 270

Ai07B2047 Araip.B07 2047 c (TC)18ctttccctc(CT)6cctcctcccctctttcttc(CT)8cccctctttctccccctct(TC)8127 4886239 4886365 CTCCTTCTCCTTCCCCCTT GAGGAGAGAGGACAGAGAAACAA 223

Ai07B2049 Araip.B07 2049 c (AG)6cggaagagggaaag(GA)6gga(AG)857 4887598 4887654 GGGGAGAGAGGGAGAGAAGA TGCTTTGTCACATGAAACTGG 260

Ai07B2050 Araip.B07 2050 c (A)11cgcaaatctcacagttagaggttgaaacataagcaaggcctaagaacacaagca(ATT)13104 4889464 4889567 TGCTTTATTAGGGGGATTTTCA TCCGCCACAATTAAGCAAAT 241

Ai07B2052 Araip.B07 2052 p2 (AT)7 14 4906266 4906279 ACGTCGGGACCTTCACTAGA ATTTTAATATGGAGGGGCCG 228
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Ai07B2053 Araip.B07 2053 p3 (GAA)5 15 4908056 4908070 AGAAAGTGCGCGATGAAACT TGAAATTGGTGTCCGAAACA 219

Ai07B2056 Araip.B07 2056 p2 (AG)6 12 4911569 4911580 AAGAGACCTGAGTTGGCGAC TCATCCAACCCTAGTTTGCC 210

Ai07B2057 Araip.B07 2057 p3 (GAG)6 18 4917055 4917072 AATCACAATGGGCTGAGAGG TCCTTTCAGAGATGGCCAAG 158

Ai07B2059 Araip.B07 2059 p3 (TCA)5 15 4920246 4920260 TTCAATCAGATTTCTTTGCATCA TGACTTGTGGTTGTTGTTGGA 202

Ai07B2060 Araip.B07 2060 p3 (CAA)5 15 4920765 4920779 CACTTGCAAGATGGTGTTCC CTCCGCATGAGGCAACTC 271

Ai07B2061 Araip.B07 2061 p3 (ATT)6 18 4921015 4921032 CCTCATGCGGAGGAAGATAA TAAATTTCATTGCTGCTGCG 251

Ai07B2063 Araip.B07 2063 p2 (TA)7 14 4921882 4921895 TACACCCATAGGAGCCAAGC CGACGATGTAGGTTCAACGA 160

Ai07B2069 Araip.B07 2069 c (T)10ctccttatcatttactaatattacatcctgtgcaatccttttatgttgactattcctctcccccacc(A)1087 4946905 4946991 AATGGTCCACCCAATTTTTG ATTTCCTATTGCTTCCACACA 206

Ai07B2072 Araip.B07 2072 c (A)10g(A)10 21 4957011 4957031 TGTTGAACGAACGCTACAGG CACATATTTGACGGTGGCAG 116

Ai07B2074 Araip.B07 2074 p2 (TA)6 12 4978505 4978516 ACGCAAAGCAAAATTACACG TGCTCTCTCACTTACCCTTTCT 180

Ai07B2078 Araip.B07 2078 p3 (AAC)6 18 5008466 5008483 TGATTGGTTTTCTCTGAAGCAA TCCATCAGGTGGTCAAACAA 235

Ai07B2082 Araip.B07 2082 p2 (AG)7 14 5013895 5013908 GTGGTGACTGAATCTGAGGC CCAAGGAGACCAAAGACCAA 146

Ai07B2085 Araip.B07 2085 c (AG)6aaagaacatcgacaatgctacagccattaaaacatgtaaccaaatgcaattcctcttctcttcttttctcattcacaataacaaccctttttcct(TTC)6125 5022750 5022874 TGGGGACCTATTTGGGGTAT CGGCGGAAGAAAAAGAAGAT 253

Ai07B2089 Araip.B07 2089 p2 (AT)9 18 5032734 5032751 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 250

Ai07B2092 Araip.B07 2092 c (GA)7acatccacaatgctacagtcactaaaacatgtaaccaaacgcagatccctcttctcttctcttctcattcagatcaattcctt(TTC)5112 5039971 5040082 AGCGTGAAAATGGGTTTGAG GCGACGTCGTTTTGGTTTAT 221

Ai07B2100 Araip.B07 2100 c (TCT)5tgctgcacgttcttcttcctcttcc(TCT)555 5054148 5054202 CGCGTTTCGAATCGTACTGT TCTCCTCCTCATCTTCTGCTTC 243

Ai07B2102 Araip.B07 2102 c (TTA)5(TAAT)6t(ATA)555 5056585 5056639 CCGACAAAGCTGCCTAATTG TGAGGGGACCCTTAATAATCA 274

Ai07B2103 Araip.B07 2103 p5 (TTTAT)5 25 5057105 5057129 TGTGATCCCCACAAATGGTA GGTTTTCCACAAATTAAAGTTGATAA 172

Ai07B2105 Araip.B07 2105 c (T)12ctttatcactattaagttaattag(TA)648 5057857 5057904 TTTGTGAGTTCAAGATGCGA ACCCTAATTGGGATGACCCT 272

Ai07B2117 Araip.B07 2117 p3 (ATA)6 18 5077154 5077171 TCCAAGAAACATATGATCAATTCAA AACAAACTGCTGCTTGCTTTC 182

Ai07B2118 Araip.B07 2118 p3 (ATG)5 15 5080820 5080834 CCAAAAAGGGTTGTGGAAGA AATTTCCCACCCCATTGACT 258

Ai07B2120 Araip.B07 2120 p2 (AT)6 12 5083240 5083251 AGTATGGGCCAAGCTTTCCT AAAATTTGCTGGGACAAAAA 270

Ai07B2123 Araip.B07 2123 p2 (AT)7 14 5086268 5086281 TTTGAAATAGGACCTTTTAGCAATG TCGAACGAAATTTGCAATAAGA 278

Ai07B2124 Araip.B07 2124 p2 (AG)6 12 5096460 5096471 TCCTTAAAGAACAAACTAAATCTGG GGACCCCAGTCAGGTATGTG 264

Ai07B2125 Araip.B07 2125 p2 (AT)9 18 5098856 5098873 TTCGAAGTAATCCTGTTGATAAAGC TGTTATGAGTGTGCATGATCTGA 169

Ai07B2133 Araip.B07 2133 c (TTAT)5aacttgtttttctttgttttggaggtagtagtcatatattttgggaaagag(A)1081 5106176 5106256 AAGGTGTGTATGTTTGGTGTAGG TATTTGCCGGATGTGGTGTA 270

Ai07B2134 Araip.B07 2134 c (A)11cattttacaccaagcattggtaacgccttattat(A)1257 5109964 5110020 ACCGGGTTAATTGGGGATTA CTTCCAAGGATCATGCGTTT 252

Ai07B2135 Araip.B07 2135 c (GT)6(AT)8 28 5111697 5111724 CAGAACATGTGGGACATTGC CTGCCTGAACAGCAAAATCA 250

Ai07B2137 Araip.B07 2137 p3 (ATT)6 18 5120780 5120797 TGTTTAGGACAATCATTTGGGTT TTGTTACTTGTTAATCGCCACG 267

Ai07B2140 Araip.B07 2140 p3 (TCT)6 18 5123764 5123781 TGATTTTGATTCCGACATGG CAGTTTCGATATTTTTGTGGTGA 119

Ai07B2145 Araip.B07 2145 p2 (TA)6 12 5128061 5128072 CATCCTTTTTCACACTGCACA GCAAACCCAGATCAAAACCA 263

Ai07B2148 Araip.B07 2148 p2 (CT)8 16 5146179 5146194 CCAAATTCATCACTCGCTCA TTGGTGCTGCAGAATGAAAC 273

Ai07B2149 Araip.B07 2149 p3 (TGG)5 15 5146552 5146566 TCATTCTGCAGCACCAAAAG ATGTCCAGAACGACCGAAAG 270

Ai07B2151 Araip.B07 2151 p2 (GT)11 22 5152743 5152764 CCAAATCCGGACCCTAAAAT TTAGTGCCTGATGCTCTCCC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2152 Araip.B07 2152 p3 (ATA)12 36 5153968 5154003 CACAAAACATCAACCACCCA CTTGACGCTGATGATAGCCA 257

Ai07B2163 Araip.B07 2163 p2 (GA)20 40 5168847 5168886 TCAAGCTAAAACGAACACACG AACGCTAACGGCAGAGAAGA 258

Ai07B2164 Araip.B07 2164 p3 (CAC)5 15 5171874 5171888 ACAATGTTCCAACTCCCTCG AAAATCCGGCAGGAGAAGTT 161

Ai07B2172 Araip.B07 2172 p2 (AT)6 12 5197272 5197283 CATTTAAAGCCCAGCCAAAA TGTTTGAATGGTCAAAAGAAAATG 254

Ai07B2176 Araip.B07 2176 p3 (TTA)5 15 5210329 5210343 ACAGTTGAATTTTGGGGCAG AATCTTGGCTGGATGCCATA 171

Ai07B2183 Araip.B07 2183 p2 (AT)13 26 5228340 5228365 GCCATCTTAATATGTGCCAGC CAATTCCGATTTTGCCATCT 249

Ai07B2187 Araip.B07 2187 p3 (ATT)5 15 5231998 5232012 GGGGTTTTGAATAACAACGG TCAAATATGATCTTCTTGAACACG 277

Ai07B2192 Araip.B07 2192 p2 (TA)11 22 5249057 5249078 GAAGAAACACGAATGTTTTGTGA CAAAAGTGCATCCTGCTTCA 242

Ai07B2197 Araip.B07 2197 p2 (TA)6 12 5264286 5264297 TATAACCTTTTGCCGCCTTG TTTTCGTCCTCGAAAATTGA 252

Ai07B2198 Araip.B07 2198 p3 (ATT)6 18 5265795 5265812 CCCCCTTTACCTGAATGTGA GCCTCTCTTAGCGCCTAGAAC 236

Ai07B2199 Araip.B07 2199 p2 (AT)7 14 5278852 5278865 TGAAGAAATACGAATGTTTTGTGAA GTGCATCCTGCTTCAATCAA 234

Ai07B2203 Araip.B07 2203 p2 (AG)8 16 5296418 5296433 TCTCGTGCTGATAACGTGTTG GGCTTCAGAGCCTTACGTACAA 278

Ai07B2211 Araip.B07 2211 p2 (TA)6 12 5330470 5330481 GGGTGTTTTTACATCAGCCG GCTTCAAGTGTAAAACAAAAATAAAA 267

Ai07B2214 Araip.B07 2214 p2 (AT)11 22 5336640 5336661 GAGCTTCGGAGTGTTTTTGG TTGACAACAGATTTTACCAATTTTTC 209

Ai07B2215 Araip.B07 2215 p2 (TA)9 18 5336917 5336934 GACATTTCTGGAGTTGTCATGTTT TTTTTCATTAATTTTGGGGTTCA 230

Ai07B2227 Araip.B07 2227 p2 (TA)6 12 5352315 5352326 GCTTTGTGCATGTAGACAATGA TCCTCCATTTGGTTTAATTTGC 248

Ai07B2229 Araip.B07 2229 c (ATT)5gacgatgttatttttttaattgaga(T)1050 5353768 5353817 TGATTGAGTTTGGATTGAGAATTA AATTTTGTCCGTCTCTAATATGGT 204

Ai07B2231 Araip.B07 2231 p3 (ATT)8 24 5358781 5358804 CCCCCTTTACCTGAATGTGA TGCCTCTCTTAGCGCCTTTA 276

Ai07B2232 Araip.B07 2232 c (T)10ccc(T)10 23 5358983 5359005 TAAAGGCGCTAAGAGAGGCA CCTGCTCATTTGCCTGAGAT 171

Ai07B2237 Araip.B07 2237 p3 (ATT)6 18 5364585 5364602 TTGTGATCCCCCTTTACCTG TGCCTCTCTTAGCGCCTTTA 277

Ai07B2244 Araip.B07 2244 p3 (TAA)13 39 5384762 5384800 TTTGGCCCTTATAATTTTTCAA TTCCTTCGCATGAAATGAAAT 205

Ai07B2246 Araip.B07 2246 c* (AT)8(T)10* 25 5385187 5385211 TCTGTTAAAATTGTTTTCCAAGG TCGCAAGTGAACATTTTGTCA 155

Ai07B2250 Araip.B07 2250 c (A)34c(A)15 50 5415939 5415988 TATGAGCCTGAGGCACCTTC TCTCGAACTTAAATTTATGCGATT 279

Ai07B2258 Araip.B07 2258 p2 (GA)7 14 5431331 5431344 CGCCACCAAAATTCAAAATC GTGTTGACGCCATTTCACAC 246

Ai07B2272 Araip.B07 2272 p2 (TC)8 16 5460031 5460046 GGGAGGCAGCAATGTTTTAC GGGTTTTGGGATGGTTTCTT 180

Ai07B2273 Araip.B07 2273 p2 (CT)14 28 5460441 5460468 AACCAGAACAACCGCGTTAC GGGGAGCAAAATGTCAAAGA 141

Ai07B2274 Araip.B07 2274 p3 (TAT)8 24 5462657 5462680 CCAGAGTTGTTGGGACTGGT ATGCCAATGCTCTTCTCCAG 231

Ai07B2283 Araip.B07 2283 c (A)10ttatataggaatttaattaaaaatttgataaaactttggagaccaataaaataattaaatc(ATAA)591 5476025 5476115 ACATGCGGTCAAAGAGCTAA TCAGACTCATAGCTGCACAGG 251

Ai07B2289 Araip.B07 2289 p2 (TA)6 12 5478606 5478617 TTCAATGGGAAGCAAAAACT ATTGTGGTTCCATGGCAAGT 138

Ai07B2290 Araip.B07 2290 c (A)11tcttttaaaaaaagatgtaaattacagcttctcaaaaaaga(T)1163 5478914 5478976 TTTTTATCAATCAATTATGTTTGGG ATGTTTGGGCGCCATTATT 267

Ai07B2291 Araip.B07 2291 p2 (TA)6 12 5483465 5483476 TTCAATGGGAAGCAAAAACT ATTGTGGTTCCATGGCAAGT 138

Ai07B2292 Araip.B07 2292 c (A)11tcttttaaaaaaagatgtaaattacagcttctcaaaaaaga(T)1163 5483773 5483835 TTTTTATCAATCAATTATGTTTGGG ATGTTTGGGCGCCATTATT 267

Ai07B2294 Araip.B07 2294 c* (AT)9(T)14* 31 5485076 5485106 TCGATGAAACAGAAATTCATAAAAA GAACCAACCTGTAGACCCGA 279

Ai07B2295 Araip.B07 2295 p2 (TC)6 12 5487793 5487804 TTTTAACCATCCCACCAATGA AGAAAGGGAAGGTGGGAAGA 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2297 Araip.B07 2297 p5 (AAGAA)5 25 5490852 5490876 ATGTTTGGATCCCCTTGTGA CATGATCAAAGGGGTGTGTG 226

Ai07B2298 Araip.B07 2298 p2 (TA)6 12 5491073 5491084 TATGGCAGGTCCTCTTCTGG TAAGGCCAAACCTTTGCATC 247

Ai07B2300 Araip.B07 2300 c (A)13ctcaattcgactcttgagagactcctgtgccaaaagaaaatcaatg(T)10gtatagggattaatcagtcccaaaaaaaagtcagagaccgaattgaatg(T)14132 5494916 5495047 CCCCTGACAATTACCTCGAA TGAATACTCCATCGGTTCTGA 224

Ai07B2301 Araip.B07 2301 p2 (AT)8 16 5495783 5495798 TGTTTCTTGGCTTTTCCCAC GGAAAGCAAAAATCTTGCCTAA 126

Ai07B2304 Araip.B07 2304 c (A)11ttacttattttatttttgagtaattggtttatacttttaaaaagttttaatgaaaaataaggtaa(T)1086 5507339 5507424 ATTGGGCTGGTTTCTTTGTG TTTTCCCTCTTCAATTGTTTCTG 206

Ai07B2306 Araip.B07 2306 p3 (TAT)14 42 5516060 5516101 GCCCAATTCTTCTGAGCTTC TTGGTTCCGTTTATCAAATTGT 263

Ai07B2307 Araip.B07 2307 c (A)10ta(T)10 22 5516399 5516420 GAGATTGACCCTAAAATCAGCG CGATATATCTATCAGGAACGATTTTG 254

Ai07B2308 Araip.B07 2308 p2 (TA)6 12 5519653 5519664 TGGGATTGTTCGATTTGTGT CTTGGGGATCACATCATTTTT 279

Ai07B2309 Araip.B07 2309 c (TCT)5ttcactgtgtattctttgctcttg(CTT)966 5520295 5520360 TGAGCTAACCACTCGACCAA ATCTGACCAAGGAAGTGGGA 236

Ai07B2311 Araip.B07 2311 p3 (CAT)8 24 5524618 5524641 AGAGAGGCCTGACATGGAAA TTGCTGACATGTTGCAATGA 206

Ai07B2313 Araip.B07 2313 c (TAT)5tttgaatagattgaattttaacatcaaataccctatatattttgtatgtgtatatttgactaaatccttac(T)10gg(A)11109 5528388 5528496 AAACTTCACACAATCACACCTCA GCTTTGCCATACACGGTTTT 235

Ai07B2316 Araip.B07 2316 c (A)13ccttattaatgattttcttaaaggcatttactagtaaaacataaagggatcaga(T)1077 5530289 5530365 TTGTCGTGCTACTCATCAACG TTTTGTCACCAAAGTAAACTTTCAA 276

Ai07B2319 Araip.B07 2319 p2 (AG)10 20 5540190 5540209 TTGGTGAGTTTTACCGAGGG TCCTCCGTTCTCTTTTGCAT 215

Ai07B2324 Araip.B07 2324 p3 (AAT)5 15 5553136 5553150 GATGAGATGGAGGTGGTGGT TTATTGTCACCGTCGTCATCA 191

Ai07B2329 Araip.B07 2329 c (T)24gtgtgtgtgttag(T)1047 5568110 5568156 GATTGCCTTTGGATTGCTGT GGGTATGGTTAATTTGCATTTTT 261

Ai07B2330 Araip.B07 2330 c (AT)6gtttcaattataaaaccac(A)1142 5568652 5568693 AGTTGTCCAAATCATGGATCG ACAGACATGCGCAAACTGAC 211

Ai07B2331 Araip.B07 2331 p2 (AT)6 12 5569012 5569023 GGCAATAAAGTTTGCGAAGA TTTAGCCTCATGGTGGGTGT 171

Ai07B2334 Araip.B07 2334 p2 (AT)10 20 5572988 5573007 TGGTGTAATTCGCCAAAATG TTTTGCAGGCTGTAACAAATAA 216

Ai07B2338 Araip.B07 2338 p2 (TC)12 24 5586695 5586718 GACTGGTGGTGGAGCAGATT GTTTTTCCCCAACCCTGAAT 163

Ai07B2340 Araip.B07 2340 p2 (AT)14 28 5602124 5602151 CGACGTTGTTTCAGTTCGTT CAAATTTGGATGAGACTTTCCAT 229

Ai07B2341 Araip.B07 2341 p6 (AGAAAG)7 42 5606550 5606591 GGGACAAGACGGTAGCATGT TTTTATTACTCCCCGGTCCC 251

Ai07B2349 Araip.B07 2349 p3 (ATT)5 15 5630558 5630572 GGGTTTTAAGGCCACCATTT GTCCCCAGCCAAGGATAGAT 223

Ai07B2353 Araip.B07 2353 p3 (GAG)5 15 5640725 5640739 GGGTTCGGACAAACTGAAGA AGCTTCTGCCTCCTCCTACC 278

Ai07B2354 Araip.B07 2354 c (AC)6(TC)6 24 5643945 5643968 TTCCAAATTTTCAAACCCCA CCAAAGAACGCACAAACAGA 259

Ai07B2355 Araip.B07 2355 c (AG)6aaaacgtaccagcatagctgccatggttgc(GA)858 5652169 5652226 GGTTGCTGCAAACACAGAGA GAATCGGACTCAGCGTCATT 253

Ai07B2356 Araip.B07 2356 p2 (GA)6 12 5652957 5652968 AGACATGCTCCGTCACAATG CGAAGGGTCCGAATTGTTTA 250

Ai07B2359 Araip.B07 2359 p2 (AT)7 14 5655698 5655711 GCAAGGCACAATTCTCCAAT TGGTATGCCTGATGTGATGG 208

Ai07B2361 Araip.B07 2361 p3 (TTC)6 18 5657464 5657481 ACTCAAGCGAGTACGACGGT TCGATTTCGTCCAATCCTTC 240

Ai07B2362 Araip.B07 2362 c (G)11agggaagtgttacctggaggcggcggcgggaggggggttgcggtggcgtcgccggttctctggttgt(TGG)593 5657689 5657781 CAACGGTGGAGGAGGTAGAA CTACCGCAACCACTCCATCT 203

Ai07B2366 Araip.B07 2366 p3 (AGC)5 15 5668907 5668921 CATGAAGAAGGGTAAGGCCA TGATTTTTGGGTTCTGGCTC 277

Ai07B2367 Araip.B07 2367 p2 (AT)7 14 5670984 5670997 GTGGGAAGCCCCTTAATGAT TGCGACCATTGTGTGAAGTT 252

Ai07B2372 Araip.B07 2372 p2 (GT)12 24 5682410 5682433 CGCGATTCTCTGCAAGTGTA GGATCATGAATTGCTGGGAT 241

Ai07B2377 Araip.B07 2377 p3 (TTC)5 15 5701195 5701209 TGAGGGTCAGAATCGAAACC TTGGATTTCTTGAATTTCTAATTTTG 268

Ai07B2383 Araip.B07 2383 c (TTA)8(T)15 39 5708812 5708850 ACCACTGGAAAATGGAAAGC GAAAAAGTGGGATATGGGCA 266
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Ai07B2385 Araip.B07 2385 p2 (TA)7 14 5714045 5714058 CATCACAAGACTCGGTCATCA GGGATCGGATGCTTAACTCA 158

Ai07B2386 Araip.B07 2386 p3 (GAT)6 18 5714509 5714526 ACATGCCATGATGCCAATTA TGTCAAAAACGCATTCAGGT 176

Ai07B2387 Araip.B07 2387 p2 (TA)7 14 5715455 5715468 TCGCCATACATTCTGAGTGA TGCATGCAACCTACCCATAA 279

Ai07B2390 Araip.B07 2390 p3 (ATT)5 15 5719998 5720012 AACCCTAGACGGCATTGTTG CCCCCTCTACCATCATTGAA 138

Ai07B2394 Araip.B07 2394 p4 (TTTA)5 20 5724303 5724322 TGGCTTTGTTTTCTTCGGTT ACGTTTTCTGCAAGTGCATC 257

Ai07B2399 Araip.B07 2399 p2 (GA)6 12 5726798 5726809 AGAGGGAGTCGCGGATTATT TGATACTGCCAGCAACGTGT 219

Ai07B2401 Araip.B07 2401 p3 (GAT)5 15 5729410 5729424 GATTGCGACACGCAAACTTA TTTGTTCTCCTCCTCCTTCG 222

Ai07B2406 Araip.B07 2406 p2 (AT)13 26 5757264 5757289 CTCCTGACTCAACCTGCGA TCGCTAAGCGTCTGGATTTT 253

Ai07B2407 Araip.B07 2407 p2 (AT)10 20 5759391 5759410 AACACCACTCAATCCCAACC CATTGGTCATTGTCTTTTGCTC 195

Ai07B2411 Araip.B07 2411 p2 (TC)8 16 5871054 5871069 TGCGTCTTCTTCCTCCTCTT GCTAATGTTCCCCTTGACCA 207

Ai07B2415 Araip.B07 2415 p3 (CAC)5 15 5881933 5881947 TACGTACCCGGAGCAGTTTC CCATGATGACGATGAGGATG 112

Ai07B2427 Araip.B07 2427 p2 (AT)8 16 5912858 5912873 CTTCCACTGCATTCCCAGAT GGACTTTAAAAATGGAAAGGGG 196

Ai07B2436 Araip.B07 2436 p3 (TAA)5 15 5925686 5925700 AAGGGCCCAAAAACAATAGG TGGCCTTAGACGCTTTCTGT 236

Ai07B2437 Araip.B07 2437 p3 (TAA)5 15 5928204 5928218 AAGGGCCCAAAAACAATAGG TGGCCTTAGACGCTTTCTGT 236

Ai07B2439 Araip.B07 2439 p2 (AT)6 12 5945643 5945654 TGCAAGCATGGATAAATTGG AGCCTTGGTCTTGTTGCATT 124

Ai07B2440 Araip.B07 2440 p3 (TCA)6 18 5946662 5946679 CAGAAATGCACTTGCCTTCA TTCCCTTAGGATGGTGGTCA 120

Ai07B2442 Araip.B07 2442 c (T)13aaagataaccatttgtaaggacctaattaa(T)1053 5952403 5952455 TCTTTGCAAGCCATTTTTGTT GATTAAAAGCTTGCAATTGGCT 209

Ai07B2444 Araip.B07 2444 p5 (TACCC)5 25 5961572 5961596 ATATTTGAGGTGCGGGTAGG GGGTAGGGTAGGGTACGGTC 104

Ai07B2453 Araip.B07 2453 c (ATT)5(ATC)9 42 5970696 5970737 AATCAAAAGCCTGCTGGAAA AAGGGAGGGTTCAGTGAGGT 263

Ai07B2458 Araip.B07 2458 p3 (ACC)5 15 5986213 5986227 CCTTCTCATCCTCCCTCTCC TTTGTCGTCTAGTGGGGGAC 269

Ai07B2459 Araip.B07 2459 p2 (CT)10 20 5986931 5986950 TTTGGCTTGATTGGGAAGTC CCAAACATAGTGCAAAGCGA 236

Ai07B2462 Araip.B07 2462 p3 (TTC)5 15 5997990 5998004 GTTAGCCTCTTCGTCATCGC GAAAAAGACAAGTTTGCGCC 213

Ai07B2469 Araip.B07 2469 c (AT)10tata(TATG)1064 6025400 6025463 CCCGAAATCCTCAATTAAAAA GTGCGGAGTTACCAGAGCAT 280

Ai07B2475 Araip.B07 2475 p3 (TTA)13 39 6052205 6052243 TTGGCAATCAGTTGTGAAAAA TGGCCAAAATGAATAGGGAC 261

Ai07B2478 Araip.B07 2478 p2 (TA)6 12 6064748 6064759 GATGGTCCGTTTTGTTCGTT GATACAGACCCCACACCCTG 170

Ai07B2481 Araip.B07 2481 p2 (GA)7 14 6071543 6071556 GATCCGTAGTGAAAGCCGAC TTGATCAAATCTGCCTAGCAA 241

Ai07B2483 Araip.B07 2483 p2 (TC)17 34 6074781 6074814 GCAATGGCATCAGCTATCAA CATCCTCACGATCAAGGTCA 192

Ai07B2485 Araip.B07 2485 p5 (GGGTA)5 25 6084055 6084079 AGTGAAAGAAGTGAGAGTTGAACTTA CTCAACCCTAACCCTACCCG 253

Ai07B2488 Araip.B07 2488 p3 (TCT)6 18 6086365 6086382 AATCCCAAACAGGCAAACAC ATTTGAACGTGAACCTGGGA 275

Ai07B2490 Araip.B07 2490 c (T)10gtactaagctgtatttttgcctccccctaaactcattaccaattttttattatttatcc(T)1079 6095173 6095251 TGAAGCCATTTGCACACTTC TTTTCACTTCCATGGCTCAC 273

Ai07B2492 Araip.B07 2492 p2 (AG)9 18 6095685 6095702 TGCAGAGCTGAAAGGTGAAA ATTCGTGACGTTTTTGCCTC 215

Ai07B2493 Araip.B07 2493 c (T)13ctattctattttttggattataacttgtttaagaaaaacatcctctatatatgtgttttagatagtacttt(A)1296 6102820 6102915 AAAAGCCAGGAAACTGATCG AAACGTGCCTTTTCGTCATT 223

Ai07B2494 Araip.B07 2494 p2 (AT)6 12 6103092 6103103 CAATGACGAAAAGGCACGTT TTTTCCAAATGACATCATCACA 208

Ai07B2500 Araip.B07 2500 c (A)13ggacttaacgacattccaatttgactttcaccatatttaaattttatttactgaatat(A)1283 6106018 6106100 TGGGCTGGTAACTAACTCGG TCATCCGTACACCTAATAAAATGAA 272
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Ai07B2501 Araip.B07 2501 c (A)10gaaaaaag(A)1129 6107693 6107721 TCAAAACAAAAGCAAATTAAACAGA CACAGGAGATGAGAGGCCAT 250

Ai07B2504 Araip.B07 2504 p2 (AG)6 12 6118074 6118085 TGAGCGACATAGTGACGGAC TCCCCTCTTGAATACTTCCG 106

Ai07B2505 Araip.B07 2505 p2 (TA)9 18 6118222 6118239 AGAGAGAGAGGACCGAGGCT TTTCCCATTTGTCACCCTCT 265

Ai07B2509 Araip.B07 2509 p2 (TA)7 14 6122213 6122226 TTTCTAAAATTGTTATGGCTCAAAAA TTCCGTCTAGTTGCTGATGG 243

Ai07B2513 Araip.B07 2513 p2 (CT)16 32 6128205 6128236 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAGAG 172

Ai07B2516 Araip.B07 2516 c (T)11ggtatactaatc(T)1134 6132081 6132114 GAGCCTCTCAATGCAAGGAA TTTGGATTGTTGGAAGTTCTG 207

Ai07B2520 Araip.B07 2520 p3 (GAA)6 18 6137093 6137110 TGTCATGGTGGTTGCATAGG TGCAATGAGGTTGTGGAAAA 275

Ai07B2521 Araip.B07 2521 p2 (TA)6 12 6138867 6138878 TGGCTGATTATGGCTGAAAA TGAACATTGAGGAAGAAGGGA 160

Ai07B2522 Araip.B07 2522 c (AT)16g(TA)9 51 6140298 6140348 AAAAATCTAGAGAACCAGCAATTTTA ATCCATTTTGTGCCTGCTTC 280

Ai07B2527 Araip.B07 2527 p2 (AG)7 14 6153533 6153546 TCTGTGCCTTGCACTCTCAC TTGGGTTTTGCATGGGTTAT 178

Ai07B2528 Araip.B07 2528 p3 (ATT)19 57 6171530 6171586 CCAATATGGGGTTATGGTGAA ATCATGGATTGGAGCAGACC 243

Ai07B2534 Araip.B07 2534 p3 (TTC)5 15 6186517 6186531 TTCACCACCATGCAACCTAA CATGGAAATTGGGAAATTGG 236

Ai07B2535 Araip.B07 2535 p4 (ATTA)5 20 6186736 6186755 CAATTTCCCAATTTCCATGC CAGAGAAACGAAAATCCCCA 207

Ai07B2536 Araip.B07 2536 p2 (TA)6 12 6187492 6187503 AATGAATTTCACTATGCCCCA CAATTTCAAATGCTTGCACC 221

Ai07B2537 Araip.B07 2537 p2 (AG)16 32 6188006 6188037 TGCTGGTTTTCTGTGCTGTT TTCGTGGTTTTCCAATCCAT 199

Ai07B2538 Araip.B07 2538 p2 (AC)6 12 6191506 6191517 TAACGCAACTCCTACCCCAC GCTGACCCTAACACTCCTCC 179

Ai07B2539 Araip.B07 2539 p2 (AC)6 12 6193480 6193491 TAACGCAACTCCTACCCCAC GCTGACCCTAACACTCCTCC 179

Ai07B2545 Araip.B07 2545 c (A)11g(A)13 25 6196838 6196862 AGTTACATTGGTCAAGAATCATCA GGGTGGAAGTCAGTTGCAGT 250

Ai07B2547 Araip.B07 2547 p2 (GA)7 14 6207857 6207870 CAGCTGGAAGTCGCAGAGA CAGCTCCTCCTCCCTCTTTT 273

Ai07B2548 Araip.B07 2548 p3 (TTA)6 18 6209505 6209522 GGGCTACCCTTAGAGGTGGA CACGCAGATCGTAACTCTTGA 275

Ai07B2551 Araip.B07 2551 p2 (CT)12 24 6218318 6218341 TCAAAATCAAAACTTGGGGC GCTTCCAAGGTTGAAACGAG 241

Ai07B2559 Araip.B07 2559 c (T)11aacataatcaatgattatagaaattcattcaaagagattacacatatgagagatcttatta(T)1183 6229069 6229151 TTGAAGTCCAAGTCTTCCGC AACCAAATACACCTCCACAAAAA 238

Ai07B2560 Araip.B07 2560 p3 (TTA)5 15 6234872 6234886 TCTTTGAGGATTCTGAAGGAAA CCGCAAGACAAACATCTTCA 201

Ai07B2568 Araip.B07 2568 p2 (TA)6 12 6252618 6252629 AGTGTCATAGTCTGCGTTGATTT TGTTTTCGAACTGATTATTTAACG 254

Ai07B2570 Araip.B07 2570 p3 (AAG)7 21 6258175 6258195 CAACACCGATGAACAAGTGG CATTCGATGCCATGCACTAC 148

Ai07B2575 Araip.B07 2575 p4 (TATT)7 28 6271950 6271977 TGTTGTATTCTGCCATGTCCA CTTGACAACCTTGCCATCAG 215

Ai07B2576 Araip.B07 2576 p3 (TAT)5 15 6272803 6272817 AACTCTGACTATGGAGGAGTAGCA TCAGCAGAACAAAATTCTCCAA 177

Ai07B2578 Araip.B07 2578 c (A)10cacagacacttccaatattatacataaattaaaaaaatagaactttttattaagcggaaaaaaaaagataacatatattcatgaatgaactcaaccaa(T)10118 6274505 6274622 CATTACAACTCCCAAATCAAACA CATGTCGCACTCCTTCTGTC 235

Ai07B2579 Araip.B07 2579 p3 (GAA)6 18 6288724 6288741 CAACACCGATGAACAAGTGG CAAACAGCATTTGAGTGAGTGA 162

Ai07B2581 Araip.B07 2581 c (T)11ctgttttctgaaatacatggatgaaaaaaataacaaattattcaggaataaaaaagaaaatagattctgtcaa(T)1397 6289297 6289393 TTTGTAAGGAAGGAAGAAAGAAAAA TTTGATGGGAATGGATCCTC 280

Ai07B2584 Araip.B07 2584 p3 (AAG)5 15 6296870 6296884 CAACACCGATGAACAAGTGG CACACGTTGTGGAAAAATGC 259

Ai07B2587 Araip.B07 2587 p2 (TA)12 24 6309263 6309286 GGAGCAAAAGGTTAGGGACC GCATTTTTGCTTTTGGCTTC 180

Ai07B2588 Araip.B07 2588 p3 (GAA)5 15 6317255 6317269 CCGATGAGCAACTGGAAGAT TCTGCGACTGCGAGTACCTA 239

Ai07B2589 Araip.B07 2589 p2 (GA)25 50 6322268 6322317 CATGGAATACTGCCTCACGA AAACTCTCATCGCAGCACAG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2590 Araip.B07 2590 c (T)10acctaaaaaacaa(T)1033 6323223 6323255 TCCAACCTGGCAGAAAGAAC TGTTGACACAGCTTGAAGGC 118

Ai07B2593 Araip.B07 2593 p2 (AT)8 16 6327728 6327743 ATTCCGCCTTACCAAAAACC TGAGATTGAGAGTGATGGCG 221

Ai07B2594 Araip.B07 2594 p3 (ATC)9 27 6329888 6329914 TTTTCTCCGAGTCCGCATAC ACTCGCATCATCAACATCCA 164

Ai07B2602 Araip.B07 2602 p2 (TA)8 16 6356150 6356165 ATAAGAGGCACCATGATCCG CAGGTGTCAACTTCAGCCAA 221

Ai07B2606 Araip.B07 2606 p3 (AAT)6 18 6369158 6369175 AGCTAAAGCCGAGTCACAGC TTGATGGGGTTTGACCAGTT 245

Ai07B2607 Araip.B07 2607 p2 (AT)6 12 6369340 6369351 GGTCAAACCCCATCAACATC TTGCTGAACTTCTTCCGCTT 274

Ai07B2608 Araip.B07 2608 p3 (AAG)5 15 6370357 6370371 AGGAGGATGAGGTGGTGATG CCAATTTTTGGCCTTTTTGA 262

Ai07B2610 Araip.B07 2610 p3 (AAT)6 18 6376579 6376596 GCATCCATAGTGCAAACATCA ATTTACATCGAAAATAATTACCTGTG 276

Ai07B2611 Araip.B07 2611 p3 (AAT)6 18 6377371 6377388 TAAGTTTTTCAGCCATGCCC ATTTACATCGAAAATAATTACCTGTG 241

Ai07B2612 Araip.B07 2612 p2 (TA)12 24 6378174 6378197 CCAAGTCCAATCAAATTTGTCTAA AAGAACTTTTTCAACTATGAATCTCAA 225

Ai07B2614 Araip.B07 2614 p3 (TTA)5 15 6392842 6392856 TGATGAAAATTCCACCACTCA CTTGCACTATCCGCAAGACA 240

Ai07B2621 Araip.B07 2621 p3 (TCC)5 15 6432849 6432863 GTGTCAACACACGCGCTACT GAAAGAGAAGGAGGGGAAAAA 176

Ai07B2626 Araip.B07 2626 p3 (CTT)9 27 6441291 6441317 TTACACCAAGAATTCATGCCA TAATGGGGTTCTTCCAACCA 253

Ai07B2627 Araip.B07 2627 p2 (TA)6 12 6441610 6441621 TGGTTGGAAGAACCCCATTA GCAACTTCATTCAATAACTCTGCT 191

Ai07B2630 Araip.B07 2630 p2 (TA)7 14 6442847 6442860 TGCACACTACTCACCCAACC GCTTTTGAGCATGAGAGAAGTT 173

Ai07B2631 Araip.B07 2631 c (T)10gcatataattatttaagaaattatatgcgtttggtttttatttttgtttacagttttagtgtttttaatttcatgattttgt(A)10102 6444563 6444664 GAGCGGTTTAATTTGGATCG TTCGAGTGTGTTTAGTTTGCG 275

Ai07B2635 Araip.B07 2635 p2 (CT)6 12 6449129 6449140 TGGTGACTCGCAATGGTTTA ACAAGGGGCCAAGCTAGAGT 266

Ai07B2637 Araip.B07 2637 p2 (TA)6 12 6452957 6452968 CACGTATTTGTTGCTGTTGGA AATTTGGCCACAAAACTTCG 244

Ai07B2640 Araip.B07 2640 p3 (TAT)31 93 6456353 6456445 AACCAGAATAATTTCACGACTGA TTTCTTCCGCTGCGTGTTAT 277

Ai07B2643 Araip.B07 2643 p3 (GGT)6 18 6461383 6461400 CAAACCCAACAACCTCGACT AGAATTGGTTGAATTTGCGG 154

Ai07B2644 Araip.B07 2644 p2 (AT)6 12 6473169 6473180 CAACTTGTCGGTGGTTGTTG GAACATGAGCCAAGCAACTG 231

Ai07B2649 Araip.B07 2649 p3 (TAA)5 15 6478432 6478446 CCTCCCACGGTTTATGAAAA TGATCTTCTTCCCTTGTGCAT 278

Ai07B2650 Araip.B07 2650 p2 (AT)7 14 6481481 6481494 CGAATTTCCCAAACACACCT ACCGTGTGACCATTACGGAT 167

Ai07B2651 Araip.B07 2651 c (A)10cgaaaaatatattcttattctatgaagtagt(A)1051 6488847 6488897 TCCACTGAACTGGAATTTACCAT GTGTTTTCCTGTGGTACATAAATCT 279

Ai07B2658 Araip.B07 2658 c* (A)15(AT)9* 32 6497533 6497564 GCTTCGTTATCCAGCCTGTT CCACTTCCCATCTCACCCTA 267

Ai07B2660 Araip.B07 2660 p2 (AT)8 16 6507137 6507152 TTTCTCTCCTTTAATTCTTCTCAAAA GAATTTTGACTCTACATATCACTACCA 278

Ai07B2661 Araip.B07 2661 p3 (ATT)9 27 6507394 6507420 GATCCACAAATTTTGCTTCCA GCGGAATAGCTTGTGTTATGC 254

Ai07B2663 Araip.B07 2663 p3 (CAA)5 15 6518689 6518703 GACTCCTTCTGCGAGGTCAC CGAGAAGTCAGGGGAGTGAG 258

Ai07B2665 Araip.B07 2665 c (TA)8tgtaacaaattttaattaataatatataattaaaattatacattttgaatggataggaggatttaactcattcaatagtgcatgtatcattttctttttt(A)13129 6522383 6522511 TGAGGACTCTTTGGATAAACAAC GATGCAACCTTGCCCTACAT 279

Ai07B2666 Araip.B07 2666 p3 (TGA)6 18 6524087 6524104 TGTGAAAAAGCAAGAAGCCA TCAAACATCAACCGTCCATC 167

Ai07B2668 Araip.B07 2668 c (CAA)7catgatgagtagtgatagtaataagtttctttcgtctattatggctactgtcatcaacaagaacaccaacaa(TTC)5108 6530353 6530460 TGATGATGCAAGATTTGTTTGA TTGTTGTTGTTGCTGGTGGT 272

Ai07B2669 Araip.B07 2669 p3 (TCA)8 24 6530643 6530666 CCACAAACACCAACAGCAAC CCTACCCACCACTTCTGGAG 257

Ai07B2670 Araip.B07 2670 p3 (TCA)6 18 6530810 6530827 CTCCAGAAGTGGTGGGTAGG GAGCATGGCTTCTTTGAAGG 188

Ai07B2672 Araip.B07 2672 p4 (TTTA)6 24 6532201 6532224 TCAAATTGTTCCCTATGCAGT AACCTTTTGCTAAAAGCCTGA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2674 Araip.B07 2674 p2 (TA)6 12 6532715 6532726 ACAATGCACCGTCTTTCAGA GCATGCACTTGCTAGTCCCTAT 267

Ai07B2677 Araip.B07 2677 p2 (AT)6 12 6535281 6535292 CCAGCGTAATTTGCTATGGG GGGCCTAAAAGCCCACTACT 141

Ai07B2686 Araip.B07 2686 p2 (TG)6 12 6556930 6556941 CCAAAGTGCATCAACTTGACA AAATGCGGTGGTGAGTCTTC 120

Ai07B2687 Araip.B07 2687 p3 (AAT)6 18 6557310 6557327 TGAACTGAGTCAAAAAGCAATCA TCACTTTTGGAGACTCATGTGG 149

Ai07B2691 Araip.B07 2691 c (A)10tttaagacttttgtttgtttatttaa(T)1046 6571705 6571750 CCCCCTTCTCTCTTGGAAAA TCACAGTTCAATTCGTCCTATCTT 159

Ai07B2697 Araip.B07 2697 p2 (TA)6 12 6603500 6603511 GGTTTTGTCCACAACAGAAAAA GCGGGTTCGAGTCTCCTATC 279

Ai07B2700 Araip.B07 2700 c* (T)10(TA)8* 25 6606036 6606060 GTTACAACAGGTATGGGCCG GACGCCTCCACTCACATTTT 119

Ai07B2702 Araip.B07 2702 p2 (TC)6 12 6609638 6609649 TCTGGACTTGTCCCGGATAG GTCGTAACCAGCAGGGAGAT 233

Ai07B2703 Araip.B07 2703 p3 (TTA)6 18 6617273 6617290 GCTCTTTTTCTCAAACTCAAACG CACAAAAATTACTGTCCCCTAACA 276

Ai07B2705 Araip.B07 2705 p3 (TTC)6 18 6619374 6619391 GAAGAGGGCGTTACAGAGACA CAAGGTCCTGAAGCTGTTCC 275

Ai07B2706 Araip.B07 2706 p2 (TC)16 32 6619559 6619590 GGAACAGCTTCAGGACCTTG TGAAAATGAAAATGGAGGATGA 199

Ai07B2710 Araip.B07 2710 p3 (TGA)5 15 6645913 6645927 AAGGAGGAAAAGCCGAAAAG CCATTTCGTTTGCATAGCCT 163

Ai07B2711 Araip.B07 2711 p2 (TA)9 18 6652599 6652616 TCATCTTTCATGCCAAAGCA ATAAAAGGTGAATGTGCGGG 255

Ai07B2714 Araip.B07 2714 p4 (AAAT)5 20 6662873 6662892 ATTTGCGGGTTTTAGGTAGG TGGATCAGATATAACTGCCAAA 280

Ai07B2717 Araip.B07 2717 p2 (GA)8 16 6665878 6665893 AACGGAGCAAGGAAAGTGAA TATTATCCCCCATGACCGAA 273

Ai07B2720 Araip.B07 2720 p2 (AG)6 12 6666693 6666704 CCACATGTTGCAACCGATAA CTCCGCTTCAGAAAACCTTG 262

Ai07B2727 Araip.B07 2727 p2 (AG)7 14 6679540 6679553 TTGTCTGCTGTTCCTGTTCCT ACACTCTAAAAACAAAGAAGAGTGTTT 185

Ai07B2730 Araip.B07 2730 p2 (TA)10 20 6681057 6681076 AGCAATTGGACTACAATACAAAGA CATGCTATTCCTGCCCTTGT 239

Ai07B2731 Araip.B07 2731 p2 (AT)9 18 6685892 6685909 AAATTTGGAATTTTTCCCGC TGGATGGAGTATGGACAGCC 279

Ai07B2732 Araip.B07 2732 c (A)11cactagaaacaccaaatt(A)1039 6687097 6687135 GGCCTCTTTCTTCTTTGGTG AAAACAGCCTCAACCCACAC 203

Ai07B2734 Araip.B07 2734 p3 (ATA)5 15 6709074 6709088 GTCAGCGGAGTCTTCCGTTA TTGATTGCATGAAAATTATCGAA 269

Ai07B2736 Araip.B07 2736 p2 (AT)6 12 6717931 6717942 TTCCGGTTTTCAGTTGATCC AAAAGCTGACCAAGCTCCAA 202

Ai07B2737 Araip.B07 2737 p2 (AT)8 16 6723176 6723191 TCAGGGTGAATTGCCCTAAC CATTTCATATTGCACGCGAC 114

Ai07B2738 Araip.B07 2738 p2 (AT)6 12 6723762 6723773 CCACGACCAGGAAAATGAAA TTTTTGTGGCTCCTATTGCC 222

Ai07B2739 Araip.B07 2739 p2 (TA)6 12 6729946 6729957 AGGGACTTGCAGAAAGAAAAA CAAAAGCTGACCAAGTTCCA 247

Ai07B2740 Araip.B07 2740 p2 (TA)8 16 6732747 6732762 GTTGGCAGAAGTTGGCAGAT CGTTGCCTTCTTTTGTTTGG 147

Ai07B2742 Araip.B07 2742 p2 (AT)7 14 6734383 6734396 CCACGACCTGGAAAATGAAA ATTTGTGGCTCCTATTGCCT 224

Ai07B2746 Araip.B07 2746 p2 (TA)14 28 6749762 6749789 ACCGGTTGGTGTTGTTGAAT CCACCTTCACAGGTTCCTTC 194

Ai07B2749 Araip.B07 2749 p3 (ATA)17 51 6755415 6755465 TTTCCTACTGGCATAACTTTGGA AAAAGACCCTCAGCGTTCAA 280

Ai07B2750 Araip.B07 2750 p2 (AG)8 16 6756617 6756632 CAACCTTGTTCCATTTGCCT GATTCAATGGAGTGCTGGCT 222

Ai07B2754 Araip.B07 2754 p2 (TA)6 12 6772141 6772152 CCACCTCTTTATGCTGCTCC AGGCCAAAGATGGGAAGAAT 163

Ai07B2760 Araip.B07 2760 p3 (AGA)7 21 6796538 6796558 TTCTCTGGCCTTAGGTTCCA CACACATCCCTCCATCTCCT 153

Ai07B2762 Araip.B07 2762 c (T)10ctttttttggttcgaattggggggtctacgctgcacc(T)1158 6801516 6801573 TGATGGGGATGGAACAGATT ATTCGTTCCCAAAATTGCAT 211

Ai07B2765 Araip.B07 2765 p2 (AG)8 16 6829427 6829442 GCCATATTTCCAAACACGCT TAGGAAGCATGAGATCCCCA 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2766 Araip.B07 2766 p2 (TA)7 14 6830212 6830225 TCAATGAGTCTTGAAGAAGTGAAGA GCAGGAGCAGTATCAAAGCTG 247

Ai07B2769 Araip.B07 2769 c (A)10ttttactttaaaacagttgtattttttttgc(TAA)1277 6834329 6834405 TCCCATCTGTAAACAGCCCT GGTTAGGGACTTACAAAACCTTTC 272

Ai07B2770 Araip.B07 2770 p3 (TAT)20 60 6834590 6834649 ATTTGGTGACGTGCTTCCTT GATGAGGAGGCCACTCAGAT 278

Ai07B2773 Araip.B07 2773 p2 (AC)6 12 6851405 6851416 TATGTTGCTGAAAAGCCTCG CTCCATGTCTTCTGCAATGG 135

Ai07B2775 Araip.B07 2775 p2 (TC)21 42 6858906 6858947 GCGTTTGCCTTTGATTTTGT GCCAATACACGCAGCAACTA 209

Ai07B2776 Araip.B07 2776 p2 (TA)8 16 6865993 6866008 TTTGGGTGGAAATGTGGAAT TAGACCACGACGGAAAAACC 264

Ai07B2777 Araip.B07 2777 c (TA)16tca(AT)29 93 6871975 6872067 AAAAACCATGACCATAGAGGG AAAAACCATGACCATAGAGGG 266

Ai07B2779 Araip.B07 2779 p3 (TTA)5 15 6883140 6883154 GCACATGAACATGCCTTTACC TCAACACGTTTGTGCATAATTC 215

Ai07B2781 Araip.B07 2781 p5 (CGATC)5 25 6883662 6883686 ATCGGATACGCGGATGTAGA GCAGATCCGCGGTAAATATC 120

Ai07B2783 Araip.B07 2783 p2 (AT)7 14 6886078 6886091 TGCACTGCACCTTTCTCTGA CCAAGATTTGGGACCAAGAA 268

Ai07B2785 Araip.B07 2785 p3 (TAA)7 21 6892123 6892143 CAGTTCCAGTGAATGCCTCA GACCCATTCACACTGTCTGC 238

Ai07B2786 Araip.B07 2786 p3 (TAA)6 18 6893052 6893069 TTGATCTAGCTTATTTTCGCCC GCTTGGTGGTTGGAGATGTT 255

Ai07B2788 Araip.B07 2788 p2 (CT)6 12 6896586 6896597 ATCTGAACTTGGTTCGTGGG GCGAGTGTTGAGGAAGAAGG 127

Ai07B2799 Araip.B07 2799 p3 (TAA)6 18 6916660 6916677 CAGTTCCAGTGAATGCCTCA GATTTCTTCGTCATTGGCGT 243

Ai07B2809 Araip.B07 2809 p2 (TA)6 12 6961211 6961222 CTTTTGCTTATCACATTCGCA GCATTTGGTCCCATCCTAAC 277

Ai07B2810 Araip.B07 2810 p3 (ATT)5 15 6961874 6961888 AGATGCTGCCCAATACCATT GGCAAGATGCCAATAGTGAA 173

Ai07B2815 Araip.B07 2815 p2 (CT)6 12 6977484 6977495 GGCAAGAAGTTGGCGTTAAA GGGGTTTTGGGGAAGAGATA 226

Ai07B2820 Araip.B07 2820 p2 (TA)7 14 7011192 7011205 TCGAAAAATTCCTAGTGACGA AGGGGGTTGGATAGAATTCAC 127

Ai07B2821 Araip.B07 2821 p3 (TCT)5 15 7012577 7012591 CGCGCTTCAAACTGTTACTG AGCGCGTAAATGAAGAAGGA 112

Ai07B2822 Araip.B07 2822 p2 (TA)12 24 7014941 7014964 AGCTAGGCTATGGTGGCAAA TGCTTGTCTTTTCTAAGTTAGTTATGC 253

Ai07B2824 Araip.B07 2824 p2 (AT)11 22 7015997 7016018 AAAAATTCTAAATCCTAACCCTACGA TGGTAAATCAAATCTTGAACTGG 186

Ai07B2826 Araip.B07 2826 c (A)10gaagaagaaaagtttctgctcaaggttacgttgctgctcttctacaatttaaaaggaaacaaaaaaataaaaattatatcattt(A)11105 7017613 7017717 CTGCACCTGAATTTCCACCT ATTTGATTGGAAGCCACACA 280

Ai07B2827 Araip.B07 2827 p2 (TA)6 12 7020815 7020826 AGGCAAAGGCACCAACATAC CGTGTTTATCCATTAAAAAGAGAAG 268

Ai07B2829 Araip.B07 2829 p2 (TA)6 12 7025000 7025011 ATCTTTCGCCGACTGCTAGA TTCCTGTACGATTCTCAAATTCA 200

Ai07B2833 Araip.B07 2833 c (T)10ccttggacataaattgattatttaatattctaatttgattgaaataatattttgtttccaattctttaaaaaaataaataggtaa(T)10105 7032565 7032669 AGATCAGTTACTGTTACTCCTTTCATT AGTGAGTTAAAATAGTTCATGTTGGA 247

Ai07B2842 Araip.B07 2842 c (A)10gattttaaaacagaaaaag(A)1039 7053080 7053118 TTTGTCTCTTCTCAAACGATTTT TGTTACTTGAGGGAGATTCAAGC 262

Ai07B2843 Araip.B07 2843 p4 (AGAT)5 20 7055023 7055042 ACCACCCAAAATGGAAAACA TCGACCCAATTCTTGGATTC 260

Ai07B2844 Araip.B07 2844 p2 (TA)7 14 7055687 7055700 TCCTTATGGGCTGCTTCTTT CCCCACTTCCATTCTCTCAA 156

Ai07B2847 Araip.B07 2847 p2 (GT)7 14 7059347 7059360 GAAGCAGCATGAAGAGGAGC GCTTTTTAATTTCCCGAATTTTT 238

Ai07B2850 Araip.B07 2850 p2 (TA)6 12 7083544 7083555 GAGCGCGTTACTCAACATGTAA CAGAATAATTGACTGTTATCGGC 272

Ai07B2851 Araip.B07 2851 c (A)10gtgaggaatattaacaatttagtgttgtcttttcaatatatacgtacattatactctcgttggcttgttttctttggc(T)1098 7083712 7083809 CAGAAAGCATCATTAAGTGAGGAA TGCAGTATATCTGTGTAAATTTGGAA 277

Ai07B2852 Araip.B07 2852 c (A)10tcacaaacaaaaaagctaaaacaaaaaatagaactagaaacag(A)11gaatgaaaag(A)1185 7084178 7084262 AATCACCAGAGGGTTATTGATG CCACCTACCTTCTCTTTTTCTCC 226

Ai07B2856 Araip.B07 2856 c (A)11tattcaacaaacaaaacaacacaatatctaataaatattaattaaaatttaaataaataaaaaattaaatatacaatca(T)17107 7096430 7096536 CCACCACTTTTCTAGCACCG TTCTACTGCGCCTCCTTTTT 181

Ai07B2862 Araip.B07 2862 c (T)10attt(A)10 24 7106719 7106742 CCAACTGTGTCAACTATCATGGA ACAACCCTTGGTTCCGTACA 139



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2867 Araip.B07 2867 c (T)11ataaaacttaaaaattttctgttttagtttg(T)1153 7115508 7115560 CCTGATAACTATACCAAATGCAAGAA CGAGGTTACGGGTTTGAGTC 274

Ai07B2870 Araip.B07 2870 c (AG)6aagagagtgtgtggttttcagtaattcggggttgtgtgagagatttgagtgc(AG)778 7126748 7126825 GTGGTGGTGGCTTCTTCTGT CAATACTACACCATGGCCCC 150

Ai07B2876 Araip.B07 2876 c (GAGG)5(GA)8 36 7138634 7138669 GTGGTGCACCCTTTTTCATT CATTGAATTTTTCCGCCAGT 148

Ai07B2882 Araip.B07 2882 p2 (TC)12 24 7154183 7154206 TCGATCCCACTTGCTTATCC AAATCGCGGAAGAAATGTTG 140

Ai07B2883 Araip.B07 2883 p3 (AAT)5 15 7155824 7155838 CTGGCCATCTCCACCATAAT GCAGACTGCCATCTCACTCA 171

Ai07B2885 Araip.B07 2885 p3 (AAC)11 33 7161799 7161831 AGGAGCAGGAGCAGAAACAG GCGCGAAGAGAGAAGAAGAA 253

Ai07B2886 Araip.B07 2886 p2 (TA)6 12 7162562 7162573 CCTTTGGAACCATTTTATAGCG TTGAATTTTACGCGTACTTTGG 167

Ai07B2891 Araip.B07 2891 p2 (AT)11 22 7176178 7176199 TTTTTCAATGATTTGTTAGCAGAC CAATTGTGGAAAATTCCAACTACA 246

Ai07B2893 Araip.B07 2893 p3 (ATT)5 15 7177412 7177426 CAGCCACGTGGAGGGTAATA TGAAATGTGAAACCCGACAA 136

Ai07B2896 Araip.B07 2896 p2 (AT)6 12 7189407 7189418 GCAACGTGAGTTCACAGCAT ATTCGAATCAAATTGTGCCG 274

Ai07B2908 Araip.B07 2908 c* (GA)6(A)10* 21 7229564 7229584 TTCCATCAACCACCATGCTA CACCTTCTTCAATGGGCAAT 268

Ai07B2912 Araip.B07 2912 p3 (GTT)6 18 7250822 7250839 TGTGTAACGTACCAGCAGCC GAACGCCTAAACTACCAGCG 244

Ai07B2913 Araip.B07 2913 c (T)10ctttc(T)13 28 7253422 7253449 ATCGATGGTGCCCAACTTT TCAGCTTGAGAGTGGGCTTT 266

Ai07B2914 Araip.B07 2914 c (T)10aattgggtccctacac(T)10ccttttatttaggtccctgtaccaattc(T)1175 7253858 7253932 TTGGTCCCTATAGTTTCGCA TTTTAATTGGGTCCCTGCAC 238

Ai07B2918 Araip.B07 2918 p2 (TG)8 16 7261659 7261674 TGCCATCATTCTCCACTGAA TCTCGGCACACTGAGAACAT 225

Ai07B2919 Araip.B07 2919 p2 (AT)6 12 7264126 7264137 ATGGGAGAAAATGCTAAGCG CACATGCAATTTGGGTGGTA 221

Ai07B2920 Araip.B07 2920 c* (TCT)7(CTT)5(TCTTCC)5*62 7265131 7265192 AACTCGTTTTGAATGGAGCG GAGGAAGAAGAACGTGCAGC 189

Ai07B2922 Araip.B07 2922 p2 (AT)6 12 7277725 7277736 TGCCATCTAGCTGCCTCTCT CCCTGTCAAGGTCAGTCCAT 265

Ai07B2924 Araip.B07 2924 p2 (AC)8 16 7279365 7279380 TAAAGCAATTCCCCAGCAAC TTGTCTTTTTGTGCGCAAGT 187

Ai07B2930 Araip.B07 2930 p2 (TA)6 12 7294626 7294637 TCAAAGACCAATTCAAAGAACAAA TGCAACCTCTGATGTTTTGG 176

Ai07B2935 Araip.B07 2935 c (AT)6(AG)7 26 7318359 7318384 CTTTTGTTCCTTCACATGGC CATGTGTTATTTGGTTTGAGCC 259

Ai07B2936 Araip.B07 2936 p2 (TA)6 12 7323127 7323138 TCTTCAGTCATCTTTCTGCGAG CGGATTATTTGGTTTGAGCC 220

Ai07B2940 Araip.B07 2940 p3 (AAC)5 15 7330781 7330795 ACAACAGTTGGGGCTACACC TGCTTTGAATTTTGATGCCA 245

Ai07B2946 Araip.B07 2946 p3 (CTT)6 18 7350997 7351014 GTGCCTCTCCTCACCTTGTC AAGTGGCACTCATCCCAAAC 169

Ai07B2951 Araip.B07 2951 c (TAT)16tg(TTA)7 71 7376270 7376340 CCTTATACCAAATACATGGCGA CGACTAAAAATTAGGAAAAGGAAAA 221

Ai07B2952 Araip.B07 2952 p3 (AAC)5 15 7376562 7376576 CCAATAATAGCAAGGCAAGCA CCCTCCATGCTGAACCTTTA 244

Ai07B2955 Araip.B07 2955 p3 (ATT)11 33 7379630 7379662 GAATGCACCAAGGGTCAAAG ACTCTCGTGTCTCTGTGCGT 106

Ai07B2956 Araip.B07 2956 c (A)12ctatgaaaatattttaaataaacaaaagaaaaaattaaaag(A)1063 7380124 7380186 TGCAGATCTATTGGTGCACAT AATGCAAATCCACCAAATCC 273

Ai07B2959 Araip.B07 2959 c (CA)6(TA)8(GA)1150 7387698 7387747 CATCCCTGCTAATCCCAAAA CAATGAGGGTGACAATGCAG 259

Ai07B2966 Araip.B07 2966 p3 (AGA)9 27 7396797 7396823 TGGAATGGGAAGAGTTGAGG ATCCAAACCAATTGAGCGAG 199

Ai07B2968 Araip.B07 2968 p3 (AAG)5 15 7410564 7410578 AAACGCGAAAGAGGAGAACA TCACTTCACGCTCCACTCTC 201

Ai07B2973 Araip.B07 2973 c (T)10ctttggtggataaggaaggtcaaagacaaaaaaaacagg(A)1463 7418660 7418722 TTTCTCAATGGAAGAAGGGG AAGGCTGAGAGGCTCTTGTT 248

Ai07B2976 Araip.B07 2976 c (A)10taaaatcataaaaatcaaaattttcaaaatttgtttcaactaactaactaacatttttgtttgtttcttatctttttcaaaactacctaactaatc(CT)6118 7422481 7422598 TTTTAGCGTGGCTGGCTATT TTGAAAAAGAGGGAGATATTTTCG 261

Ai07B2977 Araip.B07 2977 p3 (TCT)6 18 7425055 7425072 ACACACATCCCTCCATCTCC GTGGGCTCTCTTGTTTGCTC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B2979 Araip.B07 2979 p3 (TCT)6 18 7434078 7434095 ACCCACCTCACCCTCTCTCT CTTGCCTTCCCTTTCCTCTT 244

Ai07B2982 Araip.B07 2982 p2 (AT)13 26 7453865 7453890 TTTCGCCTACCCTGAGAAAA TCTCCAGAAACCGTTCTGCT 151

Ai07B2983 Araip.B07 2983 c (TTC)5tgtcctttaaggatagctgctttttttttaggttactttaggtgatgccagttattttggggacaggtttagcatatataca(ATTTT)5122 7454838 7454959 GCTTGATGCTGGGGTTATGT AAGCACAAAAACATTGCAAAA 244

Ai07B2984 Araip.B07 2984 p3 (AAT)5 15 7455194 7455208 TGGTGTGCAGTGCTTTTTATG CCAAAAAGGAAAAGAATCATAGC 252

Ai07B2985 Araip.B07 2985 p3 (ATA)8 24 7455566 7455589 AAGCACAGGAACATGGTACG GCCTGAAAATTTTGGCACTT 275

Ai07B2986 Araip.B07 2986 c (A)10caaaggcattaattaataggcctggaataaaggtgtcacataatccatcattggtggtccaaatcaattttaaagttaaaattgatccc(A)10c(A)10120 7455709 7455828 TCAAGTGCCAAAATTTTCAGG GGACTTTTCTTCCTGAGGGG 237

Ai07B2987 Araip.B07 2987 c (T)11gtaattctgttatacgaagaagactaaactgaaaagatcactcataaaaatctattcagattgaaaaagtagttgtgagataaatgacaatttaaatgat(A)13124 7457768 7457891 CCCGTTCCTTCCATAAGGTC CACTGGCATTGTTATCTTCTTTC 280

Ai07B2989 Araip.B07 2989 p2 (AT)7 14 7460040 7460053 CCCATATTGTGCACCTGGAT AACGCACAAATCTCCCTACA 280

Ai07B3000 Araip.B07 3000 p2 (AC)6 12 7484518 7484529 TCATCCACCATTCTTGCATC ACAAATTTTTGCCTGCGAAT 239

Ai07B3001 Araip.B07 3001 c (T)10caattaagtccctcttagtagtaattggcttaattttataaagacccaact(A)11gaattggtatagagacctaaataaaag(A)10gtgtagggacccaatt(A)10ttggtgcaagaactcaatt(A)15gtaatacc(A)13190 7489971 7490160 TTTCTTTTTAATTGGGTCCCTG GCTATTTACCAAAGCTATTGAGAGG 272

Ai07B3006 Araip.B07 3006 c (AT)6agagctccggttcattgtaattcgaatcaactaatttcgaat(TA)6gtaattcgaataatttcgca(AT)22130 7501433 7501562 TTAATCGTGCCTCTGTGGTG TGTTTCGAATTAGTTTGGGTTTG 268

Ai07B3007 Araip.B07 3007 p3 (GTG)5 15 7503088 7503102 TCGTCCTCTTGTTTCCATCC CACCATATTATCATGGCCCC 256

Ai07B3012 Araip.B07 3012 p3 (GAA)5 15 7514273 7514287 ACAGATGGGTAGAACGACGG AGTGTTCTCTTCTTCGCCCA 160

Ai07B3017 Araip.B07 3017 c (CA)16(TA)10 52 7526356 7526407 GCCAAACCATTGGACTGTCT GAGTGTCCCTGGATAGACGC 248

Ai07B3021 Araip.B07 3021 p2 (CT)6 12 7538751 7538762 TTTCTTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 263

Ai07B3023 Araip.B07 3023 p3 (ATT)5 15 7548588 7548602 GTGGTGGAGGATACGGTCAC GCCTCTCATCTCACGAGCTT 273

Ai07B3025 Araip.B07 3025 p3 (GAT)5 15 7551106 7551120 TCTGGGGAAACAAAACTTGC AATCTCGGATATGAGTCCGC 184

Ai07B3026 Araip.B07 3026 p3 (ATA)6 18 7552459 7552476 TTGCAAAGGAAAATGAGCAA AGGAGGGAGAGGAGGCTATG 180

Ai07B3029 Araip.B07 3029 p2 (TA)6 12 7558741 7558752 ACTATCGAATTTATCATCGGATTT TTGGCTTTAGCCGTTATTTTG 160

Ai07B3030 Araip.B07 3030 p2 (CT)7 14 7559971 7559984 AGAGAGGCAGAGAGCACAGC TTTTTCGGCATCTTGAGCTT 272

Ai07B3032 Araip.B07 3032 p3 (GTT)6 18 7567160 7567177 GTGGGAAGAAACGCAACAGT AACCGAACAGCAGCTTTGAT 206

Ai07B3033 Araip.B07 3033 p2 (TA)8 16 7570187 7570202 TTGGGACTCAGGGTCGTATC GCATGAGACTCAATGGGGAC 270

Ai07B3037 Araip.B07 3037 p2 (CG)6 12 7585687 7585698 TGGTGTTTGGAAGTGTTGGA GCGTCACTCTCGGAATAAGC 160

Ai07B3038 Araip.B07 3038 p3 (TAA)5 15 7599865 7599879 GCGCTCATGATGTGTAATTGA AACAGTAGGGTTAAGAGGTCAACA 279

Ai07B3043 Araip.B07 3043 c (T)10caatggacgcggacgcgcaaggt(GC)6cgattcaaaaatagggataaccctagcacgcgatgcacactgcgcagtcgcgcaacccatattccccaaccttcac(CTT)5136 7614629 7614764 TTTCCCTATTCTGCTCACCC AGAGAAGTTGAGGGCGAGTG 278

Ai07B3044 Araip.B07 3044 p2 (AT)7 14 7620921 7620934 TTTTCAAAAAGGACAGGGGA CGCTTTGCAAAATGGGATAA 233

Ai07B3047 Araip.B07 3047 p2 (AT)6 12 7638695 7638706 TCGACGAAAGAGATAGCCGT GCTCCTGCAAAATGGACCTA 242

Ai07B3048 Araip.B07 3048 c (TA)8ttagactaagattgatcaattttgaaggtttcaattttttatttt(A)1071 7638948 7639018 TTGGCAAATTTTGGATTTATTTTT TCAACACTGAAATTTGAGAAGCA 272

Ai07B3056 Araip.B07 3056 p2 (AG)8 16 7665692 7665707 GAGAGCACACCCGAAGAGAG AGCAGTGGATTTACCGATGG 266

Ai07B3059 Araip.B07 3059 p2 (TA)15 30 7700118 7700147 TTTAAACCGCAATACCGCTC ATTTTTGTTCCCTCGCCTTT 191

Ai07B3061 Araip.B07 3061 p3 (AGG)5 15 7707892 7707906 GTTACCATTCATGCGCGATT GATTCATCATGGGGTTCGAC 272

Ai07B3062 Araip.B07 3062 p3 (CAA)5 15 7714401 7714415 TTCTGACTGGGAAGAGGCAT GAAGGTAAATCAATGCCGGA 267

Ai07B3076 Araip.B07 3076 p2 (AT)7 14 7771276 7771289 CACCACTTGCTTCAGGTTGA GCATATGATGCATGCCTGTC 255

Ai07B3084 Araip.B07 3084 p3 (ATT)12 36 7799395 7799430 AGGATGCCAGTCGTCCAATA GGCATCCTGTATACCCTCTTCA 144
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Ai07B3088 Araip.B07 3088 c (TA)6ttcatttcatgggctagttcagatttcaggaccaggcttgtaaaacagatagactgttttaaatgggcgtgggcgtgaatcttgtggtccctc(A)10115 7809993 7810107 TCACAATTGCGTTCGAGAAA CCTACTTGATAAGTTGGGCCAT 246

Ai07B3091 Araip.B07 3091 p2 (TC)12 24 7825844 7825867 GGAACACCCTTCCTCCATCT TTCCTTCTCTTTGGTTCCGA 195

Ai07B3093 Araip.B07 3093 c (TTA)6tcattattattttcaatcatgtggtgatgatgatgttttgtgctac(AAG)682 7826158 7826239 TAATGCCGTTGCAATCATTC CATGTACGCCGCTAAATCAA 215

Ai07B3098 Araip.B07 3098 c (T)10cctttttacaacaagg(A)1036 7829007 7829042 TGGTTCTCACATTAAGGGAACA GGATAAATTTTGCTTCGGGC 149

Ai07B3100 Araip.B07 3100 p3 (ATT)5 15 7829303 7829317 AACCCGTGAATTTGACAAGG TTGTTTGGTGACAGGACGAA 154

Ai07B3101 Araip.B07 3101 p2 (TA)10 20 7829428 7829447 TCCACCAACAACAATAGTCCC TCGGCACTGCTTCTTCTTCT 270

Ai07B3107 Araip.B07 3107 p2 (TG)7 14 7845858 7845871 TTACCCGAGTTGTTCCCTTG GCTTGCTTGCTTCAATGTCA 172

Ai07B3109 Araip.B07 3109 p5 (ATAAG)7 35 7848824 7848858 TTACACCCAGAACGGTCTCC TGAATACCTGGAGGGACCTG 262

Ai07B3112 Araip.B07 3112 p4 (AAAT)5 20 7859252 7859271 CAAAAGCGAGTTCCTTCACA ACTGTATATATAACGCTCAGCTCAAT 149

Ai07B3114 Araip.B07 3114 c (T)10cttttcttaccgaaaacgctgtcgtttgtttcttt(A)1055 7860677 7860731 TTTGACCGGTCCAGTTGAAT TAGGCAGGGTTAGGGCTTTT 213

Ai07B3116 Araip.B07 3116 p3 (ATT)5 15 7861677 7861691 TGTTGCTGCATAGTGTTGGA ACCATCATGGCATGTTCATC 198

Ai07B3117 Araip.B07 3117 p2 (TC)6 12 7863362 7863373 AAAGACGAAAGCCTTGTGGA AACAAAATGGATTTGCCAGG 168

Ai07B3119 Araip.B07 3119 p2 (GT)7 14 7865374 7865387 GTCTTGCAAATGGGAATGCT GCTTGCTTGCTTCAATGTCA 138

Ai07B3122 Araip.B07 3122 p2 (TA)8 16 7866698 7866713 TTTTTCTTACATTATTACATTTTGCTG ACACCCCAACAATCCACATT 255

Ai07B3124 Araip.B07 3124 p3 (ATA)6 18 7867349 7867366 TCACCACTTTTACTTCCATAACAAA AAGATCCACAAATTTTGCTTCAA 255

Ai07B3133 Araip.B07 3133 p6 (GCTGAG)9 54 7877229 7877282 TGCTGAAACTGCTGAGGATG GTTGCTGAGTGTTTGCCAGA 167

Ai07B3134 Araip.B07 3134 p3 (CTT)6 18 7877594 7877611 CCAAAGGATCCATCATTGAGA GTCGGTCCATCCATCCTAGA 253

Ai07B3138 Araip.B07 3138 c (TTTTTA)5tttcatgacttc(ATA)21105 7882125 7882229 ATTTGGCCAATTTTAAGGGC AGCAGCAGAGAGGAAAGTGTG 277

Ai07B3139 Araip.B07 3139 p3 (ATT)5 15 7882652 7882666 TTGTGACCCTTTTCAGGTTTG CAACATAAATCAAGCTCCCCA 276

Ai07B3143 Araip.B07 3143 p2 (GT)6 12 7898230 7898241 TGACTTTCACTTTTTGGGGG CTTGCTCGCTTCAATGTCAA 210

Ai07B3147 Araip.B07 3147 c (T)10ctttctgttattacagtttcttcttgttttgtgatgctttctttttaagc(T)1171 7912291 7912361 TTTCCCAGGCAAGATCAACT TTGGTGACTCTAGATACGATAAAGGA 255

Ai07B3151 Araip.B07 3151 c (TTG)7ttattg(T)11 38 7941651 7941688 CAACTCCACCTAGTGGGACAA TTGTGCTTGTTTGTGTGTCAA 225

Ai07B3160 Araip.B07 3160 c (T)10ccgtttccttctccttctccttctccttttccatt(TCC)560 7987927 7987986 TCAAGAATATCACATGTCGTTCAA GATGTTGTTGGTGACGACGA 233

Ai07B3166 Araip.B07 3166 p2 (AT)7 14 7994440 7994453 CAAAATCAACTCAAAATGAAGAACA ATCTACATGGAGCAACCGGA 204

Ai07B3167 Araip.B07 3167 p2 (AT)7 14 7997201 7997214 TGTGGATTGTCCCAGGTGTA AACCCCATTTGCAAGAACAG 133

Ai07B3174 Araip.B07 3174 p2 (CT)6 12 8032006 8032017 TGGATCCTTGCCATGTTCTT TTCAGTCGTAAAATTGCTATTGATT 272

Ai07B3177 Araip.B07 3177 p2 (GA)6 12 8047510 8047521 CGTCAGTCATCAACTCATCATT AGTGAACCCAAGCAGGAAGA 262

Ai07B3180 Araip.B07 3180 p2 (AT)8 16 8058170 8058185 AAAATGAAATGGGCTGGTCA ACCGATCGATTTTAGGGCTT 226

Ai07B3188 Araip.B07 3188 p3 (ATT)18 54 8080153 8080206 GGAAGTGGGAGGAAAGTGGT TTCCCAAAATTTTCACGCTC 253

Ai07B3190 Araip.B07 3190 p2 (TA)6 12 8084249 8084260 CAAAGCAAGGATGAAAAGCC AGATAGCTGCATCCAACAGC 203

Ai07B3192 Araip.B07 3192 p2 (AG)6 12 8093321 8093332 TCGTGACCCGACACAAGATA TCTGGACTTGTCCCGGATAG 234

Ai07B3193 Araip.B07 3193 p3 (TTC)5 15 8097159 8097173 TTGGTCTTCTGTGAACTGCG TCATCCTCTCCCTCACCATC 194

Ai07B3194 Araip.B07 3194 p3 (CTT)5 15 8103601 8103615 CTCCACGGTTGAAACCAAAT CATCAAGGGCTAGGAATCCA 201

Ai07B3196 Araip.B07 3196 p3 (ATC)23 69 8105704 8105772 CAACACACTCAAACGAGACCA AACTTATAGAATAACGGGTTTGGC 214
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Ai07B3198 Araip.B07 3198 p3 (TTA)7 21 8106927 8106947 GCAAACACTCCCAATGTTCA GTTGCTGCTTCATCGTTTCA 220

Ai07B3201 Araip.B07 3201 p2 (TA)6 12 8122806 8122817 GCAGCAGCAACCATCCTTAT AGATAGCTGCATCCAACAGC 180

Ai07B3205 Araip.B07 3205 p2 (AT)7 14 8130566 8130579 TTGTCCGTGTCCAAGATTGA TGGAGTTCTTTGACAAGGGTG 153

Ai07B3207 Araip.B07 3207 c (AC)6(AT)9 30 8134758 8134787 TTGTTCCAATTCCGAGAAGC CATTGACAACATTGGCATGA 270

Ai07B3209 Araip.B07 3209 p3 (TCT)12 36 8137416 8137451 GCTATTTGGCCAACCTTGAA CTGCCGCATACAGCTATCCT 274

Ai07B3210 Araip.B07 3210 c (CTT)14ctg(CTT)25120 8138095 8138214 ACAGAAGGAGATCGAAGGCA CAAGTTGGGCCTAACACGC 215

Ai07B3212 Araip.B07 3212 p2 (AT)10 20 8140541 8140560 TCAAAAATTGTGAGTGCCCA ATGTCCAAAATCACCAAGCC 268

Ai07B3213 Araip.B07 3213 p2 (TA)8 16 8142628 8142643 TGGAGAGTTAGGGTTTTGGC GACCCTGACTCGCTCAGGTA 245

Ai07B3214 Araip.B07 3214 p2 (TG)6 12 8150872 8150883 AGAAGGGTGAAGTGGCTGAA TTTTCTTCGGAAAATTGCGT 277

Ai07B3215 Araip.B07 3215 p2 (TA)6 12 8154077 8154088 TGGCCCACATATACAAAGCA AGATAGCTGCATCCAACAGC 226

Ai07B3218 Araip.B07 3218 c (A)10gccagctaatttcgttttacttctttcatcacccatcattgctgtcgattgccaccctgcatacacatatatatggacaaaatgaaaaataattgtac(A)10118 8155823 8155940 GCCAACAAAAGCCAACTAACA TGATTGGAGATGTGTTTAAAGTTTTT 278

Ai07B3220 Araip.B07 3220 c (T)10aaatcatgtataatgaatagctttctaaaaaatgaaacggttcgatagttctttttaattttttattcata(T)1192 8160716 8160807 TTTGTTGGCTCCTAACACTTCA AGGAGGTTGGGCTATGTCAA 219

Ai07B3234 Araip.B07 3234 p2 (TA)6 12 8196117 8196128 GCACCAGCAACCATCCTTAT TCAATGTCATCATAGAACTTCCC 136

Ai07B3236 Araip.B07 3236 p3 (CTT)6 18 8202136 8202153 GAGGAGAGAGAGAAGGGGGA ATCATGGCCTCATCATCATC 278

Ai07B3237 Araip.B07 3237 p3 (TGA)6 18 8202281 8202298 CCACCACCAGCTTCTTCTTC AACCAGAAGCCCAAGTTGAA 232

Ai07B3243 Araip.B07 3243 p3 (ATA)5 15 8225840 8225854 AGCCACTTAGACTGCTCAGAGA TTGGACATGTTTTGGGTTTG 280

Ai07B3244 Araip.B07 3244 p3 (ATG)6 18 8226083 8226100 CATGTCGATGTGGAATTTGC CCACAGAACCATTTTGCCAT 269

Ai07B3247 Araip.B07 3247 p3 (TAA)5 15 8230010 8230024 ACAAAAATCCTTCAATCATATTCAT TGAAGAAAGAGAAGGGATGAGA 277

Ai07B3249 Araip.B07 3249 c (T)11aaattttatgagaataatgtttaataagaataatgtttatgagtacttggatcatataatactgtttaaattttatgagtacttagatcatataata(ATT)7g(TTA)10160 8234321 8234480 GAGTACTTAGATCATCCTCAATGGG CGGATCGAGTTTTCTAGGCA 263

Ai07B3251 Araip.B07 3251 p3 (ATA)26 78 8240949 8241026 GATGTTTGCACGTATTACGCTT AAGATCCAGAAATTTTGCTTCAA 178

Ai07B3257 Araip.B07 3257 p3 (TAT)5 15 8247546 8247560 TTTCTATCCTTACGCACCGC GGAAAAGCCACAGCCTCATA 215

Ai07B3260 Araip.B07 3260 p2 (CA)6 12 8256097 8256108 GAGGGTTCCACCTTGAATGA ATGACGAGCCTCGAAGACAT 247

Ai07B3263 Araip.B07 3263 p2 (AT)8 16 8257712 8257727 TGATCAGTTTGCTTCACTTTTACTC TGTGAGGAGTGCACGAAGTT 279

Ai07B3265 Araip.B07 3265 p2 (AT)10 20 8258719 8258738 TGGAATGATTAATGATATTCTTTTAGG TCGGTCAAACATTGGACTTG 235

Ai07B3266 Araip.B07 3266 p3 (AAG)5 15 8260092 8260106 CGTGCCCATAGACCACTTTT CTTGGACATAACGCATGGTG 275

Ai07B3269 Araip.B07 3269 c (T)10gttggctgttttttcaattatagtcaaatgataatgtgtgttttgtaataaggactacgttttgttgggctgccagtgatttc(T)10103 8268330 8268432 ACCAATGTCAGGCTCTTTGC TGCCTGTCAGGAAACATTCA 252

Ai07B3273 Araip.B07 3273 p2 (AT)6 12 8277305 8277316 TTGTTAAAAATGGATCGGAAAA GACTAAACTGGAGAAAGGATTTGTG 254

Ai07B3277 Araip.B07 3277 p2 (GT)7 14 8301819 8301832 ATGCAGCCAATTTAAGCCAC TGAACTGCTTACTCTCTCTGTGC 244

Ai07B3279 Araip.B07 3279 c (CAT)5ctttgtcatcaccatcatcatcccg(ATC)6ctcatcatcatct(TCA)586 8328705 8328790 TCCCAATAAGGTTTGTGGAAA TCCGAGAAAGAGAGGCTTCC 202

Ai07B3284 Araip.B07 3284 p3 (AGG)5 15 8337449 8337463 TGGTGGTGGATTCTAGGGTT GTGGGTGGTGAAAGAGAGGA 279

Ai07B3287 Araip.B07 3287 c (A)10tttagtgcaaagactccgtt(A)1141 8340024 8340064 TTTAGGTTCTTGCACCAATTTTT ACAAGTTAGCATGTTCCGGG 237

Ai07B3288 Araip.B07 3288 p2 (AT)27 54 8340347 8340400 ATTCTGCAAGCAAGGTGCAT GTCATGCATGTGGTTCTTGC 270

Ai07B3296 Araip.B07 3296 p2 (CA)7 14 8352917 8352930 AGCTTCAGCTTGCTTGCTTC GTCTTGCAAATGGGAATGCT 145

Ai07B3298 Araip.B07 3298 p3 (AAG)5 15 8354511 8354525 GGGGTTTTCGGGTAAGTGAT TCCTTCTTCTTTTTCCGTGC 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B3303 Araip.B07 3303 p3 (TTG)5 15 8366266 8366280 ATGCTTGCCCTGCATAATGT CATTCCCCTCCAAGAGATCA 268

Ai07B3304 Araip.B07 3304 c (A)10tggtttgatttcgacttataatcaattattaaaccaaaacaaaataagtttacaaactcattaa(T)1185 8369312 8369396 TCAACCATTAGGATGATGGATTC AATGTGGCACAATGATTAAATG 262

Ai07B3305 Araip.B07 3305 c (T)10ccccactagctagttataatttagtcaacagctcac(A)1056 8369985 8370040 TCAAAACACAAGCAAACCAA CAAGAATTCAACAATGAAACGTG 273

Ai07B3306 Araip.B07 3306 c (AT)7(AG)6 26 8372630 8372655 TTTTATGACATGCACGTGAGTT GCATGGGTGCTTCTCTCCTA 182

Ai07B3311 Araip.B07 3311 p2 (CT)7 14 8384931 8384944 GAAGCACTTTAGGCAATCCG GTTCGATTTCCCCTTCAACA 280

Ai07B3315 Araip.B07 3315 p2 (TA)10 20 8391742 8391761 TGACCCCTGATGGAGAAGAC AGAATCCGAACCAACCTGTG 271

Ai07B3318 Araip.B07 3318 p3 (GAA)5 15 8394470 8394484 GGAGAAAGAGAACAGACGAAAGA CTCCTCTCTCCCTTGTGAGC 172

Ai07B3321 Araip.B07 3321 p3 (AAG)5 15 8403260 8403274 ACTACCACACATCATCGGCA TGGAGGGCTCCTAACAGCTA 192

Ai07B3322 Araip.B07 3322 p5 (GTTTT)5 25 8403592 8403616 ATTTACTCTTTGGGGGTGGG GACCGACCGGTTCAACTAGA 244

Ai07B3323 Araip.B07 3323 p3 (TAT)6 18 8404672 8404689 GTTCACATGCATGCAACAAA AATGTCCCTAAAAGGCCGAT 228

Ai07B3324 Araip.B07 3324 p3 (TCA)6 18 8409845 8409862 TGCTTCTTCAGCACCAACAC TCGCGTCTCTTCCTTTTTGT 215

Ai07B3327 Araip.B07 3327 p3 (TTA)5 15 8414924 8414938 TGTTGATAAATAAAATACCAGTGATGA GACAAAAAGACTTGCACAGACC 256

Ai07B3329 Araip.B07 3329 c (T)11cgttttaatttgtctcctatta(T)1245 8425261 8425305 TGCAATATGTCCTTTTACATAAGAGTT AAGTCGGCCACCATAATGAG 247

Ai07B3331 Araip.B07 3331 p3 (GAA)5 15 8430262 8430276 TTTTAGGTAACATTTGTCCCCC TGTGGAGAAATTTGAAAAATATTGG 208

Ai07B3339 Araip.B07 3339 p2 (AT)7 14 8438544 8438557 TGGCAGCTTCTTGCTGAAAT GCCACAGCAGAAACTTCAAA 199

Ai07B3340 Araip.B07 3340 p2 (AG)9 18 8438817 8438834 TGGAGGTTTTGTTCACCTGC TGAGAAGCTTCAACTCCTTCG 213

Ai07B3341 Araip.B07 3341 p3 (TTA)7 21 8438944 8438964 TGCTGCTCTCTTTTGCTCTCT TGAGAGCTCATCCCCACTCT 152

Ai07B3343 Araip.B07 3343 p4 (TTTC)6 24 8439986 8440009 GCTTGACTGAACCCTGAACC TCCTCCGTGCAAAAATAAAA 279

Ai07B3345 Araip.B07 3345 p2 (TA)6 12 8442522 8442533 TTGTCAAAGTTACATAATCACCGT AATCGCTTTGACCGAATCTG 246

Ai07B3347 Araip.B07 3347 c (T)11cacgtaacttcttttgccaattgaattttctgaattgaaaattcttttattcaattggctttcgagtttgtc(T)1295 8446099 8446193 TTGGGATTAGTCACGTTCCC AAAGACGAACTCGAAAGCCA 198

Ai07B3349 Araip.B07 3349 p2 (TA)8 16 8447313 8447328 CCTTAGTGTTGGGCCAGTGT AGTGATACCGCGAGGATGAT 248

Ai07B3350 Araip.B07 3350 c (T)13atctaaaatcactgacaaaaatcccaagaatagagaggtaat(A)10gaaaattaaaatataaagtgacaaccaaaaagaaaaatgaaaacaacaacaatcaaatataatcaaaacaaaataattaccgtgacaatcaaaaag(A)10171 8447548 8447718 GGTCAAATTCATACATTTTGAAAAGA CCAGGCTCTTTTACGACGCT 280

Ai07B3352 Araip.B07 3352 p2 (AT)6 12 8448526 8448537 CAGCACCAAAATCTTTCAACAA CGAACCAACAACATGCAAAC 202

Ai07B3356 Araip.B07 3356 p2 (TA)7 14 8453416 8453429 GCTTTTTCAATATATTTTTCAAACTCA TCCAGCTCCGAAAGAGAAGA 276

Ai07B3366 Araip.B07 3366 p3 (AAG)26 78 8475970 8476047 TCCTCCTCCAAGTAATTTTGTAGC TTCCTCTTCCTCCTCCTCATC 275

Ai07B3368 Araip.B07 3368 p2 (TA)7 14 8483812 8483825 ATCTCTTGGGGTCGCACTTT GTACGCGGAGCCCTATTTTT 274

Ai07B3374 Araip.B07 3374 p3 (TAT)18 54 8497017 8497070 GATTGAGGCAGGGAAAATGA GGGCCAACATTGATGAACTT 255

Ai07B3385 Araip.B07 3385 p3 (TTA)6 18 8527745 8527762 TGGAATCCACTCATTCAGCA CCTCAAACGTGTGAAGACGA 208

Ai07B3390 Araip.B07 3390 p3 (TCA)7 21 8540880 8540900 TGGTCCCCTAACACCTTCAG AGGTGCCGAATCCAACTATG 149

Ai07B3394 Araip.B07 3394 p2 (AG)9 18 8547935 8547952 ACGATTCGATTCCGATCAAG TCAATTCCTTCGCTCCATTC 227

Ai07B3395 Araip.B07 3395 p2 (TA)6 12 8548755 8548766 TCACGAGCTGGCTCAAATAA GCCGAGCTTGAACTTGGATA 266

Ai07B3396 Araip.B07 3396 p2 (TA)6 12 8549149 8549160 CGCAAAACTTTAACATGTTCTCA CATGCATGCGGATAAAAGAT 265

Ai07B3398 Araip.B07 3398 p2 (GA)6 12 8552237 8552248 TTTGGATTTGGTTTGAAGGG TGGATTCAAAAGCTTCCACC 209

Ai07B3399 Araip.B07 3399 p3 (TAA)6 18 8553754 8553771 TGGATGCAAACTAAAGCAATG GAAGCCATGCATTTTCTGCT 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B3404 Araip.B07 3404 c (A)10tcttttaaaaaaagatgtaaattacagcttctcaaaaaaga(T)1162 8559595 8559656 GGGCATCTCATGCAAAAAGA TTTTTAGGGTGTTTGGTGTTTG 221

Ai07B3405 Araip.B07 3405 p3 (GTA)5 15 8559775 8559789 TGACGTTCAAATAAGCATTTGGT CGTTAGTTTTCTTGTTTGATGGG 274

Ai07B3409 Araip.B07 3409 p3 (CTC)5 15 8563122 8563136 AGACCCTAAGGCTGGCTCTC AGGAGGAGCAGAATGCAAAA 237

Ai07B3410 Araip.B07 3410 p3 (CTC)5 15 8581406 8581420 AGACCCTAAGGCTGGCTCTC AGGAGGAGCAGAATGCAAAA 237

Ai07B3412 Araip.B07 3412 p4 (TTTG)5 20 8589227 8589246 TTGTGCTTCTCCGTTCTTCA TGTTGTCTTTTTGGTGCGAG 266

Ai07B3413 Araip.B07 3413 c (T)10caaataatgaatctaaatcaattcaactcttttttaaattacttacaa(T)1068 8591331 8591398 TCTTCGATCTTCTTTCAAATTTCTG GCTTCTCAATGACTGTTTTTGC 219

Ai07B3416 Araip.B07 3416 c (CT)8tcccaaaacaagattcc(CT)645 8595071 8595115 CCGAAAAAGGAGTGTTGGAA AATTGTTGATGATGAATGGGC 250

Ai07B3419 Araip.B07 3419 c (AT)6gacgttgtgtcctttaataaattttggggtaaatatataacttctcctaaaattaggtgacactcctctagtcctctatttgtatatatgtacattta(T)10120 8611644 8611763 TCCCTGAGATCCTAGATTTTTCA TGACCTCAAACTTTAGGGACG 272

Ai07B3421 Araip.B07 3421 p2 (CT)7 14 8614398 8614411 GATGAATTTCGTGTGACGGA GTTCCGTTCCTGATGTTGCT 279

Ai07B3423 Araip.B07 3423 p2 (AG)19 38 8625167 8625204 CGTGCATGGTGATTAAGTGG CCCTAAATTACCCTTCTTTCCA 221

Ai07B3424 Araip.B07 3424 p2 (TA)6 12 8630445 8630456 GCATGTCTTTAATTATAGCTTGTTGTG TAAGCAAATGCGATTCTCCC 199

Ai07B3428 Araip.B07 3428 p4 (TTTA)5 20 8634275 8634294 TTGCATTCCGTTCTTGTGTC TCTAAGGCTACATCAAATCGAGG 264

Ai07B3436 Araip.B07 3436 c (A)11gaaaaag(A)1230 8650234 8650263 ACTCCAAAACTTGGTTTCCA TGTGCAAGTAACACCCCAAA 273

Ai07B3440 Araip.B07 3440 c (A)10ttggtgcaaggacccaattaaaag(A)1044 8653066 8653109 TGGATTTTTGCACCAATTTTT TGCGAAATTTTCAATTAGGTCC 146

Ai07B3443 Araip.B07 3443 p4 (AGAA)5 20 8663330 8663349 TTTCAATCTGTGTCGCTGTTCT ATTGAGCTGCTGGTCCACTT 275

Ai07B3445 Araip.B07 3445 p2 (TA)8 16 8673173 8673188 CGTGGGTGTTACCACTTTTG GGTGCATAGGCGCTAATCAT 249

Ai07B3446 Araip.B07 3446 p3 (TTG)5 15 8675714 8675728 TCGATATAGCCGACTCCACC ACCTCTCTTGGCGAACTTCA 201

Ai07B3451 Araip.B07 3451 p3 (ATA)13 39 8685391 8685429 TCAATCTCTCAAGACACACTGAAA TGTTCTTGCCATTTTCTTCAAA 267

Ai07B3454 Araip.B07 3454 p2 (CT)9 18 8698226 8698243 CGACTGCACGAAATTCAAGA TGGTAGCAGATAGCAGGGGT 215

Ai07B3455 Araip.B07 3455 p3 (TTC)5 15 8704476 8704490 CCATTTAACCAAACAAGTCCAA TAGTGACGTCGATAACGCGA 136

Ai07B3456 Araip.B07 3456 p2 (TA)6 12 8706906 8706917 TGCGCAAAAGAGAGAAAATAGA TGGCTTTGAAGTTGATGGTG 213

Ai07B3459 Araip.B07 3459 p6 (AGAAGG)5 30 8715760 8715789 AGAGGGATCAAGTGTGGACG TTTAAAGGCATTCACCATTCC 214

Ai07B3461 Araip.B07 3461 c (T)10cttttatgtaacaaaaaataaaaaatgtaaaacagaacaaaaaattggcaacaaagagaaaaggaagaagaggatgcagattattc(A)10106 8717940 8718045 GAAGAACAAGATGAGAAGCAAGAA AAATGACTAAGTTACTGTTCAACCAA 272

Ai07B3467 Araip.B07 3467 c (AG)9acaaagagaggggaaggggagaaagagg(GA)6agaggaagaatgagaggggaaggagagagagaaagggagagaata(AG)7117 8725180 8725296 GAAAGAGGGGTAGGGGAGAG TCTTTCTCCTCTTTTCTCCATCC 206

Ai07B3468 Araip.B07 3468 p2 (AG)7 14 8725421 8725434 GGGAGAGAGAGGGGGTAAGA CCAGTTTACAATACAGTGCACCA 263

Ai07B3471 Araip.B07 3471 p2 (TA)10 20 8732305 8732324 TAGGTTTTGGAGGACCGTTG CACCATCGATTTGGTGAAAA 190

Ai07B3473 Araip.B07 3473 p2 (TA)7 14 8736323 8736336 ACTGGTTTCTGGGTTTGGTG GAAAGAAGTCATTTTGAGCATTTT 231

Ai07B3477 Araip.B07 3477 c (AAT)5ag(TAA)6 35 8756302 8756336 AGCTTGAGAGGTAGCAGTGACA AGCAGAGAGCCCTGGTCATA 270

Ai07B3480 Araip.B07 3480 p3 (TTA)6 18 8776368 8776385 AGGAGGTGGTGAGAATGGTG TGACGGCAGAAAATCAGTCTT 224

Ai07B3485 Araip.B07 3485 c (T)12aggattgattagtttttatgtcaaaaaaaataatattgacttttttttagtacaaaaatctcgttgttctttcgaaataattgtcaaagatcgaattaga(T)10122 8789195 8789316 TTTGAAAGGATAACGAGGTCTCT TCGGATATTGCGTATTTAAAAAGT 258

Ai07B3486 Araip.B07 3486 p2 (TC)14 28 8789776 8789803 GAGGAGTGCTCCATTTTTCAA TTAGGGATTTGATCGGCAAC 188

Ai07B3489 Araip.B07 3489 p3 (CAT)5 15 8799351 8799365 AGCATGTGATGGGAGAGGAA TCCAGATGCAGCAGCAAGTA 227

Ai07B3492 Araip.B07 3492 p3 (CTT)7 21 8802395 8802415 AGATAGTTTCCCCGTGGACC TTGAATTTGATTGATGCGGA 128

Ai07B3493 Araip.B07 3493 p2 (AT)6 12 8802768 8802779 CTTCACTGTTCACACCCTCAA TGATAGGTTCCATAACATTTACCG 173
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Ai07B3500 Araip.B07 3500 p2 (TA)7 14 8814845 8814858 AAGGACATTAATAATCCGGAAAGA TCCTATTGACAAATATGCGGT 180

Ai07B3501 Araip.B07 3501 p2 (TA)7 14 8815735 8815748 TCACAATAAAAGGAATAAGATGCAA GGTTGTTAGGCCGCTCTTTA 217

Ai07B3502 Araip.B07 3502 p2 (TA)8 16 8818169 8818184 AAGGACATTAATAATCCGGAAAGA TCCTATTGACAAATATGCGGT 182

Ai07B3503 Araip.B07 3503 c (T)15gtagaaaacgacacttttttttcctgctagatgcacactttctttgcatgtaagattaaagtaacatattgttgaagacc(A)10105 8819043 8819147 CAATTAACAAAAATGCCGTGA GGGGGATGTTAGAGAATCATTAGA 280

Ai07B3505 Araip.B07 3505 p6 (TGGAGG)5 30 8831368 8831397 TGCATCTGCTTCTTTGTGCT CTCCCTTTCTCCCCTTTCC 238

Ai07B3506 Araip.B07 3506 c (TGG)5tgcta(GTG)638 8831616 8831653 GGAAAGGGGAGAAAGGGAG GCCACAACCTCCACCAAC 273

Ai07B3508 Araip.B07 3508 p2 (AT)6 12 8840069 8840080 AAAGGGATTGGGGAAATGAC TTTTTGAGCCTACAATCATTCAA 198

Ai07B3513 Araip.B07 3513 p2 (TC)6 12 8855481 8855492 CGGTGAGGAGAACCAGCTTA AAGTGCGAAGAACAGAGGGA 241

Ai07B3514 Araip.B07 3514 c (T)10g(A)10 21 8857317 8857337 GGTGTGCAACAAACACCTTG TTTCGCTCTTAGTCCAACCG 144

Ai07B3515 Araip.B07 3515 p2 (TC)7 14 8861658 8861671 GCAGTGAGGAGAACCAGCTC GTGCGAAGAACAGAGGGAAG 242

Ai07B3516 Araip.B07 3516 p2 (TA)9 18 8863895 8863912 CTGCAAACCAGCTGTCTCAA TGTACCACCAGCCACTCTTG 244

Ai07B3525 Araip.B07 3525 p2 (GA)6 12 8885951 8885962 AGCATGTTTTGCCTGGAAAC ATGCCAAATGCAACTTCTGA 256

Ai07B3532 Araip.B07 3532 p3 (ACA)5 15 8895546 8895560 CCGATCCGCACTAAAATCAT TCGTTTGATTCATGTAGCCG 224

Ai07B3534 Araip.B07 3534 p2 (TA)6 12 8905849 8905860 AGTTGGTGGTCCTCACAAGG AATTTTGAAGGGTTATAATTGAGTAAA 164

Ai07B3535 Araip.B07 3535 p2 (AG)6 12 8916052 8916063 TCCCAGCATGTGTTCACTTC TTCAGCCACCACTTTCTTCA 254

Ai07B3542 Araip.B07 3542 p2 (AT)6 12 8944482 8944493 CCATTATTCCCTAAATACACACACC AAGCAGATGATGATGATGAGAGA 275

Ai07B3546 Araip.B07 3546 p2 (AT)6 12 8962284 8962295 AATTTGCGTGTCAATACGTCC GGACCGATTTGTCCGTTTTT 130

Ai07B3550 Araip.B07 3550 p2 (TA)6 12 8967742 8967753 ATCAAAATGAGTTCGCTCGC TCCAGCTCTTGTCTCCGTCT 134

Ai07B3557 Araip.B07 3557 p2 (AG)6 12 8986935 8986946 TTCTTCTTCTGCATACCCGC TTTCGTGCAAGAAGCTGATG 272

Ai07B3560 Araip.B07 3560 p2 (AG)6 12 8992680 8992691 GTGGAACGCCTTTTCAGCTA CCGGCCATACAAATCAATTC 220

Ai07B3575 Araip.B07 3575 c (A)11taagagacaaagtaaagccatatgccataactctttatgttagttacacacatcaaagccatctcaaacaactcaaattaaaaatag(A)11109 9058654 9058762 CCCATCTATATGCCCATCCA TGCTGTCAAGTTGGACAAGG 265

Ai07B3579 Araip.B07 3579 p2 (AC)7 14 9074181 9074194 GTAAAAGGACAGCAGAGGCG CATGATGCCTCCTCCTGATT 178

Ai07B3587 Araip.B07 3587 p2 (AT)9 18 9099275 9099292 TGGTTTATCAACCTCCCCAC AGTTCCCTGCTTTCATGAGC 258

Ai07B3591 Araip.B07 3591 p3 (ATA)35 105 9119264 9119368 CAGGTAATTAATGTGAAAATCAACCA AACAATTTAGATGCCCGCAC 246

Ai07B3593 Araip.B07 3593 p2 (TA)6 12 9129558 9129569 TGATGTGGAGCAGGAGAGTG CACAACACCCAGACATCACC 254

Ai07B3602 Araip.B07 3602 c (T)11gggtcgagtttgtaatacaaattatcg(A)1048 9143210 9143257 TTGATGGCAATGTTAAAGGAGA TCCTTTTTCAGTTTTTATATGCTTG 270

Ai07B3609 Araip.B07 3609 c (T)10gttccaccttgttatgtcgaacttttttacttc(A)1053 9164946 9164998 TGGAATGAAAGTGTGATGGA GGATTTAGTTTACTTGTAAGGACACAC 280

Ai07B3611 Araip.B07 3611 p3 (CAG)5 15 9167362 9167376 TTCAGTCACCAACCAATGGA TTGTCAGGTCCACCTTTTCC 182

Ai07B3612 Araip.B07 3612 p3 (TTC)7 21 9167674 9167694 CTATGACCGTGCTGCTTTGA GCCTAAGCGTTTGAGTGGAG 146

Ai07B3613 Araip.B07 3613 c (CAG)5cttcagcagcaacaacaacagtgtcaccatcgtcaccaaaaagccgatgaatcaggtggaacaacttcaattaggttaacctcgcatcag(AAT)5120 9167942 9168061 CATTTGGGGTTTTCCCTTTT AGGACGATGAACATAACCCG 257

Ai07B3619 Araip.B07 3619 p2 (TA)6 12 9183026 9183037 GAAGACCCGTTTTCAACGAA AAATTCAAATTACACAGACACACACA 158

Ai07B3623 Araip.B07 3623 p3 (CTA)11 33 9189018 9189050 TCGTAGCCAACTAGCCATTGT ACCGCAAACACCCCTAATAA 267

Ai07B3624 Araip.B07 3624 p3 (TAC)13 39 9190953 9190991 CGGTTCAGTTGATCGCTTTT GTTTGGTCGACACCTTCGTT 257

Ai07B3629 Araip.B07 3629 p3 (CAC)6 18 9192767 9192784 TGCCGTTTCCACTTTCTCTT TCGAGTTCCGTGTTGAAGTG 201
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Ai07B3638 Araip.B07 3638 p2 (TA)6 12 9224059 9224070 TCGTTAGGCGTCTGGACTCT GTTATGCGGAGAGAAAGCCA 100

Ai07B3642 Araip.B07 3642 p2 (AT)7 14 9246772 9246785 CCCTAGGGTATTAGGTGTCCG AATGGTCTTAATTGGATGAAGATT 250

Ai07B3648 Araip.B07 3648 c (T)10gttaaaatcatcctcaacgtttaaaaacgctttaaaatcgtccttttctatttttttggaccaaattaccctcatcatcatcattctcct(ACC)7121 9251274 9251394 CCCCAAAGTCTGGAGTCAAA GTTACCGGAAGGGTGAGGG 182

Ai07B3655 Araip.B07 3655 p4 (AAAT)5 20 9256894 9256913 ATCTTGACCAAAATGGGCAG TTTGGATGAACCATTCAGCA 164

Ai07B3657 Araip.B07 3657 c (A)11tcaaaggcagaggttatcccaagtctttgaaaaattcaaaataacttagacaaaagacagtcagccaag(A)1090 9263418 9263507 AATGCATCGCAAAAATAGCC TTTTGGTGTGTGCATGCTTT 239

Ai07B3658 Araip.B07 3658 c (T)10ctttttc(T)12 29 9266725 9266753 GACCAACCCAACAAATCCAG GATGATTTCACCCAAGAGGC 269

Ai07B3660 Araip.B07 3660 p2 (GT)8 16 9268061 9268076 TGGGCAATTTACGCATCTAA ACACGTAAACCGCTACTGCC 178

Ai07B3661 Araip.B07 3661 p2 (GT)6 12 9268335 9268346 GTGTGTGTGTGCGTGTGTGT CCTCTCCCTCCATTTGTGAA 136

Ai07B3663 Araip.B07 3663 p3 (GAA)5 15 9277259 9277273 TCAACAAGAAGCCGTGTTTG CCTCTTCTGCTATCATGGGC 237

Ai07B3664 Araip.B07 3664 p2 (AT)7 14 9285034 9285047 GGCTAGTACCTCATTGGATCG TGATTAACCCTTCACTTTATCATTTT 227

Ai07B3671 Araip.B07 3671 p2 (TG)7 14 9314585 9314598 GTGTGTAGCTGACGCGAAAA TGGGTTTCCGGTGTTAAAAA 179

Ai07B3677 Araip.B07 3677 c (T)10attttatactatctttatttaatattgagcctttacaaaatgaaccgaaattttaatt(A)1179 9332233 9332311 AATTTTAGCACCTCATGACCG GGCTGAAGCCTTAAGGGAAT 179

Ai07B3685 Araip.B07 3685 p2 (TC)6 12 9356828 9356839 TGGTGGCAAAGTTCAAAATG GAGCCACGATTTTCATCCAT 252

Ai07B3687 Araip.B07 3687 p2 (TA)9 18 9361940 9361957 ATCCGATGCTGATTTCAAGG TTGAATGCTAAAGCAAGCAAAC 261

Ai07B3689 Araip.B07 3689 c (A)10taaaaaagagatagaagaagatgactttgtttgttgaaattaggggtttggtggaatggccttgtcttggaaggaagtgaaacagaacacaagaac(AG)13132 9366101 9366232 TTCGACGAATGATAAAGGGC AGCTGAGAAAGACAACTCTCCC 276

Ai07B3691 Araip.B07 3691 p2 (AT)7 14 9372805 9372818 GGAAAAGTTTCCGATAATGTGG GAAAAACCCTTCACCAACCA 280

Ai07B3695 Araip.B07 3695 p3 (ATA)12 36 9387182 9387217 TCCCTATCTTTTCTTGCCCA TCAGCTGCAAAAACTGATGC 257

Ai07B3701 Araip.B07 3701 c (A)12taagtggtagg(T)1033 9398896 9398928 CATTAAAACATGCCACGCAG TGAATCAAGAAGGACGCTCA 169

Ai07B3705 Araip.B07 3705 p3 (ATA)5 15 9426341 9426355 AAGCATGTGGTCCTTCAAAAA ATTGTTGTTGTCATCGCTGC 245

Ai07B3708 Araip.B07 3708 p2 (TA)6 12 9442735 9442746 TCTGCAGCAAGATGTTAGGC CGTACAACAAGCAAATAGGGG 206

Ai07B3710 Araip.B07 3710 p2 (AT)6 12 9445953 9445964 TCACAAACGGTGCAAACAAT GCTTGAATTAACGCAGCTTG 278

Ai07B3711 Araip.B07 3711 p2 (CT)6 12 9452493 9452504 TTCCCAACTTCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 272

Ai07B3712 Araip.B07 3712 c (CTT)5tcaaatacacgcatacgtcatcttcttcttctttcaaattcacgcatacctcttct(TCC)11ttcgcgcacgcagattgttcttctgcttctcctcctcc(TCT)5157 9453500 9453656 CCGCGCTTCTTCTTCTTCT TTTGCATTCCATTCAATTCG 265

Ai07B3713 Araip.B07 3713 p5 (TGAAT)5 25 9454008 9454032 TGCAAAAAGTTGTTTTGAATTTG TCTGCATAATAAACCGAACACC 254

Ai07B3714 Araip.B07 3714 c (AGA)5aaagaagaaaaatttgtgtgtgcaaattt(AGA)559 9454337 9454395 TGAATGGACGTGGTTGTTTT GAATTTGCCTTCAGCACCAT 226

Ai07B3718 Araip.B07 3718 p3 (CAT)6 18 9488379 9488396 ATCGAAATCGTCGCTCTTGT CGTTGGTGGTGGTGGAGT 226

Ai07B3720 Araip.B07 3720 c (T)11gtaaaactattctttcttcctttttatctttttgttcgtcttgtccacactattaaaaaaattgtattccaccaaaagca(T)10101 9489252 9489352 AAAGGGGATTGTGTGTGGAG ATAACGATCAACGAAGCCCA 189

Ai07B3727 Araip.B07 3727 p3 (GAA)5 15 9522322 9522336 TTGGACGGATGGTTCTTAGC TTTTCTGCCTCTCTGCACCT 241

Ai07B3728 Araip.B07 3728 p2 (AT)6 12 9522839 9522850 TTTGAAGCACAGTAGCGACG TGAATGCTTCGCGTTTTGTA 250

Ai07B3729 Araip.B07 3729 p2 (AT)6 12 9533162 9533173 GTCTCCACCACCATCAACAA CTGATTCGAACCCTCACTTTG 220

Ai07B3735 Araip.B07 3735 p4 (TCTT)5 20 9547643 9547662 AGGTCGCGATTGGAAGTTTA ACCCATAAATCGTCATGGCA 133

Ai07B3738 Araip.B07 3738 p3 (TTA)5 15 9552732 9552746 CTAGCAAGTTAGGCGGAACA TTCATATCAGGCACGTGGAA 243

Ai07B3740 Araip.B07 3740 c* (A)16(AGA)6* 33 9561052 9561084 TTTCATTCTCTAAGGCCCACA TTTTTAATTTTTCCCTCTCACCT 241

Ai07B3742 Araip.B07 3742 c (T)10gggttaagaac(T)1132 9563159 9563190 AGCCAACAAGTGAAGTTGCTC CGCGAGTTCGAATCTTCCTA 129
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Ai07B3743 Araip.B07 3743 p4 (AAGA)5 20 9564014 9564033 CGGGCAAACTTGTTTGAAAT AAACTCATCACTGGGCTGCT 251

Ai07B3747 Araip.B07 3747 p2 (GA)22 44 9568446 9568489 CGGCATTGTGAAGAGTGAGA CAGGTTTTACGTGGCAGTCA 280

Ai07B3749 Araip.B07 3749 c (A)10gattaaaag(A)1029 9571249 9571277 GTGCAAAAGAAACCCCAAAA TTTGCATGGAATTCGACAAA 261

Ai07B3751 Araip.B07 3751 p3 (TTC)5 15 9572245 9572259 GAGCATGCACATCACAAACC TGATATCTTGCCTGAGTGCG 250

Ai07B3752 Araip.B07 3752 c (T)11ctttttac(T)10caaagtaatgagaaaaaaatcttgaacagttagttactttactctgttttctc(T)1193 9572736 9572828 TCGTGCTCCTTCTTCAGGTT CAAAACTTCCGTCTTCGTCG 232

Ai07B3762 Araip.B07 3762 p2 (AT)9 18 9601382 9601399 GCTGGATCTTACAAAGCCGA GCTTCCCCAAAAATTGTTCA 200

Ai07B3766 Araip.B07 3766 p2 (AT)6 12 9615939 9615950 TTTCGACCTAAACATAGGAAATTG TGTGTCCATACGATATAACTTTACGA 280

Ai07B3771 Araip.B07 3771 c (T)10caaaagaaaatctgaatgttttttattgttattgtggttgaaatttgaagaatttaatgttggatttaaaag(A)1092 9628593 9628684 ACCAATCCAAAACACCAGGA CTTTTGCATGGTCACCACC 267

Ai07B3773 Araip.B07 3773 p2 (TA)6 12 9636337 9636348 ATTCAGACTTGTCGGGTTGG GTAAAGAACCTCAGCACGCA 262

Ai07B3778 Araip.B07 3778 c (T)13caaaagaaaatccgaatgttttttattgttattgtggttgaattttgaagaatttaatgttggatttaaaag(A)1297 9671485 9671581 CAGCGACAACAATAAAGGCA CACCACCTTTGAAATGTCCC 193

Ai07B3779 Araip.B07 3779 c (TC)12(TA)13 50 9672702 9672751 CAGACCACAAATCTCACAGCTC CAGAAGGGAGGCATTCATGT 210

Ai07B3783 Araip.B07 3783 p2 (GA)6 12 9690380 9690391 TGAGAAGAAGAAGAAGTGCGG GGGCATCGAAAACACAAGAC 267

Ai07B3784 Araip.B07 3784 c (T)10ctttttttaaattagaacaaaataataatact(A)1254 9690612 9690665 AACAATTGTGGCATGCATTA TCAACGAATAGAGTGTTCGGC 227

Ai07B3788 Araip.B07 3788 p2 (CT)6 12 9692224 9692235 ACCAGATTGAAACGACTCGG TCGTCATGGTCATGAAGCTC 264

Ai07B3791 Araip.B07 3791 p4 (TAAT)10 40 9698032 9698071 GCAGACATGTTATTGGCGAG TGCAACAATCATGGCTACTTG 273

Ai07B3794 Araip.B07 3794 p2 (TA)7 14 9700724 9700737 AAATAGAGTGGAAGCGGGGT GTGCGTTTGTGAGAAGCTGA 190

Ai07B3795 Araip.B07 3795 p2 (AG)6 12 9703199 9703210 GGTCAAGTGAAAAGGGTAGTGC GAAGAAATCGATGGTGGTGG 112

Ai07B3798 Araip.B07 3798 p2 (TG)6 12 9704325 9704336 CGCGCTCTCTCTCACTCTCT TTGGTGTCTTCCGACAAAGTC 254

Ai07B3799 Araip.B07 3799 p2 (AT)7 14 9706016 9706029 CATGGCGATGACTTATTGGA TTCATATTCTTCCCCCAAAA 145

Ai07B3800 Araip.B07 3800 p2 (TA)6 12 9706208 9706219 CAAGAGACTACTTTTGGGGGAA CCAACTTCAGATATTAACAATGGC 210

Ai07B3804 Araip.B07 3804 c (GAA)7agtgttgaagttgaaaatgaatgtctctctgatgtcacaaaacaaccacactctccattctcattctccataaccacaaccaaccttctaaatcttcaaa(TC)12145 9728769 9728913 GAAAGCAGCCAAACAGAACC TTTGGTTCGAGTGTGTTGGA 277

Ai07B3812 Araip.B07 3812 c (T)10aaagaaatattttgataaaaaaattatttttaatagtagtagtatgtgtgaatgggtgtattgtgtaacctaggattggggttattcaatccatcgac(A)10(T)10128 9752577 9752704 GGGCCATAATTTTTCAGCCT TTTTTCAATCCGACCTATCAA 221

Ai07B3813 Araip.B07 3813 p2 (AG)6 12 9758767 9758778 CCCTCCCTCACCAACAGATA CATGTAGTTCGGCGTTGATG 214

Ai07B3814 Araip.B07 3814 p2 (AT)10 20 9783793 9783812 CTCCTAACTCAGCCTGCGAA GCGACGAAGTGGATCATTTT 224

Ai07B3815 Araip.B07 3815 p3 (TTC)26 78 9797547 9797624 AGGAACAGAGCGGAACTCAA CACCACACCCAACAACAAAG 263

Ai07B3818 Araip.B07 3818 p3 (ATG)9 27 9802721 9802747 GTGGTTGAACAACGACGACA TGAACCAACCACTCGTAAACA 232

Ai07B3823 Araip.B07 3823 c (T)11acgtttctc(T)1030 9810586 9810615 AAAGCGGACACGACTTGCT CGGCAACAATAAGAAAATAACG 253

Ai07B3824 Araip.B07 3824 p3 (ATG)7 21 9811057 9811077 CGACAACAATAACGATGATAACG CTTACGTCCCTGTCACGGTT 205

Ai07B3826 Araip.B07 3826 p2 (TA)7 14 9813978 9813991 GCGACGGAGGACAGTCTAAG CACCAAACCGTTTCTCCATT 276

Ai07B3829 Araip.B07 3829 p6 (CGCGGA)8 48 9842576 9842623 AATGATCACGATTTCGCACA CATTGCCTATTCGGCCTCTA 251

Ai07B3830 Araip.B07 3830 p2 (GA)6 12 9845712 9845723 AAGATGATTCGCCTCCCTTT TTCGCCGCACAACTACACTA 234

Ai07B3834 Araip.B07 3834 c* (AAAT)5(AAATA)7*51 9850848 9850898 GAAAACTGTGGGAACATGGG TTGGGGTAATTTTGTCCCCT 243

Ai07B3838 Araip.B07 3838 p2 (AT)6 12 9866912 9866923 CTGGAACTTCTGGGCTCAAG TTCCAATGCATAAACACCCA 171

Ai07B3841 Araip.B07 3841 c (GA)18aatggttgagcttgttaagattgttaataaatgatg(GAA)896 9874467 9874562 GCACACGCTGTACGTCTGTT AACTCACTCACCCAACACCC 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B3842 Araip.B07 3842 p2 (TA)7 14 9875921 9875934 TCAAATTCCGCTTTTCTTGG AAACATAGGGTGGCCATCAG 146

Ai07B3845 Araip.B07 3845 p2 (TA)11 22 9878656 9878677 AACATGAACAATCACCAATCAAA GGAAGCTAAGTGCAAGTGGG 219

Ai07B3847 Araip.B07 3847 p3 (TTA)5 15 9882276 9882290 ACTGGTTGCTCCTGCGTAGT GAGCTTTAACGTGCTGAAGGA 196

Ai07B3851 Araip.B07 3851 p3 (ATA)12 36 9888632 9888667 TTTCAAAATTACTGAATGTGCCA CATCTCACATATTCATTTTTCACG 221

Ai07B3852 Araip.B07 3852 p2 (AG)6 12 9892671 9892682 TGTTGCATTTGTTTGTGCAG GCGAATCTCGCTTGAAACTC 154

Ai07B3855 Araip.B07 3855 c (T)11ctattctttattcagtggtta(T)1143 9909061 9909103 TGATTAGCTAGGAACATGGCAA CATATGGTTTTAGTCGATAACATTTCA 262

Ai07B3856 Araip.B07 3856 c (T)12aattgagtttttgcactaaaa(T)10aattagattcctatacttttttttccttttatttaggtctctgtaccaa(T)10agttaggtctctataaaattaagtcaattactactaagactaagagggacttaatt(A)11169 9909886 9910054 GCTTCGGATAAGTTACCATTCTCT TTTTTAATTGGGTTTCTGTACCAA 278

Ai07B3858 Araip.B07 3858 p3 (ATT)5 15 9910988 9911002 GAACTTCCAACACTGCCCAT CGCCGCTGCTGTAATAGTTT 221

Ai07B3862 Araip.B07 3862 p3 (TCC)5 15 9925291 9925305 AGGGTCCATTGGATTCATCA CAAGGATGCATTCTCCGAGT 278

Ai07B3863 Araip.B07 3863 c (AT)7accgatattttcttttc(A)1142 9926357 9926398 CGCGTTTAGCCAAACTGAAC AGGGGTGCAAATGAATGAGA 263

Ai07B3865 Araip.B07 3865 p3 (CTT)5 15 9927533 9927547 AGCGTCATTATACGCGCTTT GTGTGCGAAGAAGAAGGAGG 155

Ai07B3866 Araip.B07 3866 p3 (TCT)6 18 9927663 9927680 CCTCCTTCTTCTTCGCACAC ATTGCATTCCATTCAATTCG 146

Ai07B3871 Araip.B07 3871 p2 (CT)6 12 9939507 9939518 TCTCTCTCCCCCTTCTCTCC CTGGTTTAAACTGGTGCACTG 108

Ai07B3872 Araip.B07 3872 p2 (CT)6 12 9939763 9939774 TCTCTCTCCCCCTTCTCTCC AATGTACCGTCGCTGGTAGG 259

Ai07B3874 Araip.B07 3874 c (CT)6cctttctctttctctctcactttctctccttccctattcccctct(TC)6tatctctctcactttctctccttctctctcttc(CT)8118 9941845 9941962 TCCCTTATCCCTCTTCCTCTG AGGAAGGGGAAGAAACAACG 197

Ai07B3875 Araip.B07 3875 p2 (GA)6 12 9942104 9942115 CTCTTGCGTTGTTTCTTCCC TTCTCTCTCTTTCTCCGCCA 261

Ai07B3878 Araip.B07 3878 p2 (AT)11 22 9945361 9945382 GAAGCCCATGGAACGTAATG TTTGTCTACTTGATTATTACACGCC 161

Ai07B3880 Araip.B07 3880 p2 (AG)10 20 9954357 9954376 CCATGTTAATCAGGAGCAAAA CCATGGAAGTTAAAGGAAGGG 153

Ai07B3881 Araip.B07 3881 c (T)10aactaatcactttaatagcattttatggttggaattcttaaaaccaatatttgttataaatttgttctc(T)1190 9954698 9954787 TGAGCAACCATTTTCAACCA CATGAAATCATGTATACCCAAAACA 182

Ai07B3883 Araip.B07 3883 p3 (ATA)17 51 9955854 9955904 TGACGAAATTGCATGCTTAAT CTCAATCCTCGTTGCAAGAAT 245

Ai07B3886 Araip.B07 3886 p2 (AT)10 20 9961432 9961451 TGTTTAAGTGCAACTCCCTAAGAA CCCCATAACCCATTTCCTCT 280

Ai07B3893 Araip.B07 3893 p2 (TA)7 14 9970146 9970159 AGATCACGCAAAGTCTCGTTC CTCAGAGGCACCATTGGAGT 190

Ai07B3895 Araip.B07 3895 c (T)16aagtttagtttaaatatttttctaaggatataaaaataaacagattttttaagtttttagacagtgaacttagaattt(A)11105 9972507 9972611 TCTCATTTTCACTTCCATCACG GTGGTGGACCAGCCTCTTTA 246

Ai07B3898 Araip.B07 3898 p3 (ATT)5 15 9995174 9995188 TGGCCATTCATCTTTGTTTTT CAACAATTGCATACTACTAATTTTGC 267

Ai07B3902 Araip.B07 3902 p3 (TTG)5 15 10005674 10005688 TCACATTGTTGTTGTTGACTCTG TTTTCTTCTTCTCCATCACAACA 253

Ai07B3905 Araip.B07 3905 p3 (ATA)5 15 10010364 10010378 GGAAACATGACCAAGTCGAAA GAACTGTGCTCCTTCATTTCC 271

Ai07B3912 Araip.B07 3912 p2 (TA)10 20 10025035 10025054 CCCAGGCCATAAAATGTGAG CATTTCTAAACACAAAATTCTCCAA 145

Ai07B3914 Araip.B07 3914 c (AT)7aacaatatctactaaaatcatcaataaaaattacaaaata(T)1064 10032125 10032188 CCACGGTCAGACCTTAAGCA TGTGATTTGCATAGTTGGCCT 193

Ai07B3915 Araip.B07 3915 p3 (TAT)6 18 10032437 10032454 TGCCATAAAACAAAGGACTCAA GAGCAAAGAAACGGTGGAAC 279

Ai07B3918 Araip.B07 3918 p3 (AAT)14 42 10040086 10040127 TGAGCACTTGAGCTGAACCA CAAGCTGAGTTGACCCAACA 221

Ai07B3922 Araip.B07 3922 c (T)10gttt(TA)12 38 10045186 10045223 CCATCTGATTCGAAAAAGCC CCCCATAAACAACCAGTACGA 272

Ai07B3924 Araip.B07 3924 p2 (AG)6 12 10048708 10048719 ACAGATAATCGGTGGCGTTC TTCGAATATTCCAGCGATCC 177

Ai07B3928 Araip.B07 3928 c* (AAT)6aacaatatgaataagct(TAA)7(AATAAC)5*81 10055435 10055515 CGCCAATGACTCCACCTAAC ACTGCAAGAAAATGGATGGC 271

Ai07B3929 Araip.B07 3929 p3 (TAT)6 18 10080062 10080079 ATGTGTAGCAGGCCCGTAAT TTTGGATCATCCTCAATTTGTAA 270
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Ai07B3930 Araip.B07 3930 p2 (TA)13 26 10080932 10080957 CACTTCACCATTGTGTTATCCA TGAAAATATTTGTTAATTATTACCGTG 280

Ai07B3931 Araip.B07 3931 p2 (AT)11 22 10081153 10081174 ATGCCAATATTTTTAGAAAAGAGC TACTTTGGGGCATTTTGTCC 119

Ai07B3935 Araip.B07 3935 c (CTT)10caacctatctctgcgttatggatctggattgactttgacgtaattagcttcgtcg(TTC)5100 10104004 10104103 TGAACGTAAACCTTTCTCAACG TCAAATTGATGCGTTTCCAA 259

Ai07B3938 Araip.B07 3938 p3 (GTT)5 15 10110058 10110072 TTGTGGTTCCAAAGGGCTAC ATCTTGTTCGGTTCTGTGGC 257

Ai07B3941 Araip.B07 3941 p4 (AATA)6 24 10117562 10117585 GTATGCCATCGTGGTTCCTT CCAAATTAATGGCAAACGTAA 280

Ai07B3942 Araip.B07 3942 p2 (TA)6 12 10117769 10117780 ACGTTTGCCATTAATTTGGT TGGCAGCATAATGTTCAATCA 269

Ai07B3944 Araip.B07 3944 c (T)10ctttc(T)12 27 10132727 10132753 GGGGAAGAGTGCAGTTGAAG CAGGGAAATAGACGGCTCTG 231

Ai07B3948 Araip.B07 3948 p2 (TA)8 16 10138765 10138780 TGAAAGCCAACAAAAATCCA TCAAACCATAAACACCCCAA 267

Ai07B3949 Araip.B07 3949 c (TC)12cccccttcccctctctttgtcttcctt(TC)8ctcctcttttcct(TC)794 10139336 10139429 TCTCTCCTTTTCTCTCCCCC TCTCCAAAACAAGAGAGAGGG 253

Ai07B3950 Araip.B07 3950 p2 (GA)6 12 10139658 10139669 TCTCCCTCTCTCTTGTTTTGGA TCCCTCTCTCTGTCTCCCCT 263

Ai07B3951 Araip.B07 3951 p2 (AG)7 14 10139786 10139799 GGAGAGAGGAGAGAGAGGGG TTTCTTCTTGCGCTCTTCCT 171

Ai07B3952 Araip.B07 3952 p2 (AG)6 12 10139929 10139940 GAGGAAGAGCGCAAGAAGAA CCCCCTCTCTCTGTCTCTCC 165

Ai07B3955 Araip.B07 3955 p2 (AT)15 30 10164081 10164110 TTCTAGCCATTTTCTTCTCTATCG TGGTGAATTAAATCTTGAATCGAA 176

Ai07B3957 Araip.B07 3957 c (A)10tacatgttaacaacagaacccatgatacacactttgagtttaacacaatgggtagtctatgtaaagaatt(A)1494 10169766 10169859 TTTCAGGGTGACACATCTAACG TGGAGGAAAAGTTGTGAAAGG 264

Ai07B3970 Araip.B07 3970 p3 (TTC)5 15 10216439 10216453 TTTTTCTTTGCACCCCTACTG GGAGGAAGAGGAGGAGGAGA 166

Ai07B3975 Araip.B07 3975 c (T)10c(ATT)10 41 10245443 10245483 AATCACACAAATGGTGAGCG ATCCCAGCATAATCATTGGC 158

Ai07B3977 Araip.B07 3977 p2 (TA)6 12 10252434 10252445 TAGTTTAAAGCCCTGGCGAA TACCAGGAGTCATCCGAACC 203

Ai07B3981 Araip.B07 3981 p2 (GA)8 16 10258545 10258560 GAATGCGAATGGTGATGTTG TAAGCCCATCTCGTTCTGCT 114

Ai07B3982 Araip.B07 3982 p3 (GAA)5 15 10260268 10260282 TCATACGTTTGTAATAAAATCTGTCCA TCAGAAAGCAGTTGGATCGTC 266

Ai07B3987 Araip.B07 3987 p4 (TAAA)5 20 10284050 10284069 ATGGTGTCTATGGCCGACTC TCCAGCTAGGGAACCAATTTT 159

Ai07B3988 Araip.B07 3988 c (T)10aataaattcgttttgtaaccaaattttctctttcaagtttagttatatgttaaaagaagttgaaatagagtttttattttacaaattg(A)10108 10284971 10285078 CAGCATTGGTCTTTGCTTCA AGGAGCCCATTTTCTTCCAC 265

Ai07B3989 Araip.B07 3989 c (CT)7tttttcttttctctctt(TC)643 10285687 10285729 AACCAAAACCAAAACCACCA TGAAGAGAGGAAGAGGAGGAGA 190

Ai07B3993 Araip.B07 3993 c (A)10ttcgttttacaacaaatgtcacattcattatagtattcgtattgtaagcattattctgta(T)1080 10292987 10293066 TGATTTGCATATATATTGGGCG AAGGTAGGAAACCGAGTCAAA 240

Ai07B3995 Araip.B07 3995 c (C)12(A)14 26 10305426 10305451 CAACAAACCCTGATGAAGCA AGCTTCTTGGCAGTTGCTGT 208

Ai07B3996 Araip.B07 3996 p2 (GT)7 14 10306261 10306274 AACGTCTCCCTCCTCTCCTC CTTGCCTTCGCAATTCATCT 172

Ai07B4001 Araip.B07 4001 p3 (TTA)17 51 10324352 10324402 CAAATCTCTGGAAAAATTTTGTACTC GAGAGTTTGCTTTCAATTCAATATGT 266

Ai07B4004 Araip.B07 4004 p3 (TTA)25 75 10325896 10325970 CCTCTGCAAAAATTTGTACTTCA TTCGCAGTGGATTAGTTTTTGA 276

Ai07B4005 Araip.B07 4005 c (CAT)6tattattatgttgtttcatttatttgtctttaattttatgcttttaattcg(T)1079 10329210 10329288 CCTTTAAGAAGGAGTCGCGT TCCTTTTCCGGTTAAGAGTCC 254

Ai07B4007 Araip.B07 4007 p3 (TTA)16 48 10340276 10340323 CTAACATCCTCTTGACATATAAAACG TGGTGTTTGAAACTAAATCTCAGG 270

Ai07B4010 Araip.B07 4010 p3 (TTA)5 15 10341881 10341895 GGCTGGAACCACCTGATTTA TTGCATATGAAAGCACAACAA 275

Ai07B4015 Araip.B07 4015 c (T)10atataaaacaaaatgaatccaaaaagaaaatg(A)1052 10356964 10357015 TTATGCAGTGCGACAAGTGC CCTGCTGCTGCATAAGACAA 207

Ai07B4016 Araip.B07 4016 p3 (ATA)5 15 10358407 10358421 CACATCAGCTTTTGCGTCAT CAAAACTATAAATTAGTGTAATCCCGA 273

Ai07B4018 Araip.B07 4018 p2 (TA)6 12 10367467 10367478 TCACTGAGAGTTGGCTTTTGA CAACTCATAAAATCTGCTGGTCC 255

Ai07B4019 Araip.B07 4019 p3 (TTC)5 15 10369278 10369292 GAGCGAATTGGAAGAGCTTG AATGGCGAACATTGAAGTCC 279
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Ai07B4028 Araip.B07 4028 p2 (AG)6 12 10380453 10380464 ACCGGACCTAGTAGCGGATT ACCTCTTCATTGATGCCACC 226

Ai07B4029 Araip.B07 4029 p3 (ATT)11 33 10383556 10383588 TAGTGCAGGTGTTGCGAAAA TGGACAAGACCCACAATTCA 246

Ai07B4030 Araip.B07 4030 p3 (CAA)5 15 10385058 10385072 CGGCAACGTAATCTCTTCGT CGTCTTCAGCCTTCACAACA 122

Ai07B4035 Araip.B07 4035 p2 (AT)13 26 10400630 10400655 GCAATTAATTTATTCCAAAACCAAA TTGGCATTTAGTTGTGTGCC 278

Ai07B4036 Araip.B07 4036 c (AAT)10tacatgttatatacgtatatatcatccaataatatacatatgcgtaac(AT)11cgaaccaaaatagtatactggaatacgttt(TA)8146 10400885 10401030 CAAAAATATACGAAAAACACATGATAA TTGCGCAAATTATTCCCATT 280

Ai07B4038 Araip.B07 4038 c (T)12ggaacgtactaac(A)1338 10409616 10409653 CCCACCAACTCGTCTCTTGT GCTCACGTGATCGATTAGCA 254

Ai07B4042 Araip.B07 4042 c (T)10ctcgtgcttcgaggacataggtaagcgggagaagttttgggtaaccaatcaggagttgacacgtaagaagattatggattgagatttca(T)10109 10415038 10415146 GAAGACAAGCTATCCCCCTTTT AGCTAAAAGCAAGCAGCGTT 242

Ai07B4048 Araip.B07 4048 c (AAT)5aac(AAT)1254 10422920 10422973 CTCAAGAAGACAGCGTTCCA CGATTTAGCATTGGCTCCAT 244

Ai07B4049 Araip.B07 4049 p3 (TTA)10 30 10423517 10423546 AAGACTTGACTTCTAGACACCAAATTA AGAAGACGGCGTTCCATGT 187

Ai07B4053 Araip.B07 4053 c (A)14gtggaagaacactatagagaaaattcatatagctcacaccacacacaaaagggggagaaatactagctaaatgactatgatt(A)13109 10429035 10429143 AAACAAGGAGAACACCACCA TCTGCTTCCAATCACACAGC 242

Ai07B4054 Araip.B07 4054 c (A)11gagtaaataactaattaacaatcaatt(A)1250 10429430 10429479 ATGAACACCGGCAATTTCTC TCATACAGAGATGCATGCAAGA 239

Ai07B4058 Araip.B07 4058 p3 (GAA)6 18 10435262 10435279 CCACCACCTTCTTTCTCCAA TTTTGATCATGGGGTTTGGT 198

Ai07B4059 Araip.B07 4059 c (T)10ctttctgtacaaggaattggcagtgagctggtagtttcaatgcaaaagatatcaatg(ATA)685 10435649 10435733 CTGCCAAATAGAGTGAAGGC GGGTTTAATTTTCCACCACAA 278

Ai07B4060 Araip.B07 4060 p2 (AG)28 56 10435965 10436020 TGATGGATGGTGATTGTTGG ATCACAACCAAACCAAACCC 262

Ai07B4063 Araip.B07 4063 p2 (AT)10 20 10439326 10439345 TGATCTGATGATACAGTAGAGAAGCA GTAAGAGGGAAAGGGGGAGA 262

Ai07B4066 Araip.B07 4066 c (A)10tactaacttctccaaaaaatttatactgatagacaaaaatacctgaattatcatatatctaacaaaagatatcctacaaataaaac(TAA)5111 10441816 10441926 CTTGACCTATTGAGTTGAGGGA TTGCGTTTACACCAAAGTAATCT 280

Ai07B4067 Araip.B07 4067 p3 (TAA)5 15 10443149 10443163 TGACACATTATAACTTTTGACCTTTGA TTGCGTTTACACCAAAGTAATCT 254

Ai07B4073 Araip.B07 4073 p2 (AT)7 14 10457282 10457295 GGTCCATAATTCACATGATTCG TTTATGAATAAAATAGGCAACTGAGA 111

Ai07B4074 Araip.B07 4074 p3 (AAT)7 21 10458046 10458066 GAGTTAAATTCAAGGATAACGATGTTT GGTGGCTATTTGGTTTTTCG 241

Ai07B4075 Araip.B07 4075 p2 (AT)7 14 10459910 10459923 CGAAAAACACTCTCCGAAGC AGGGTAGGGTACGGGTTGAG 156

Ai07B4077 Araip.B07 4077 p2 (TC)6 12 10465383 10465394 TGACTGGCAACCTTTCTCCT CACTTTACTGCGCTTGACCA 239

Ai07B4079 Araip.B07 4079 c (T)10aaatacaatatgcatactcctccaggggttttacctgcttgtgtgatcattttttattttggatacacaca(T)23c(G)13118 10466921 10467038 TCATTGTACACCTCTTTTTGGG AAAGTGAGGTGTCCCACCCT 279

Ai07B4082 Araip.B07 4082 c (TA)9aaccagagtataatgatgattatattcttcagtataatttttagtagttgtgcaacaaacattatcctcaaagaaatgctagttcatactttt(TA)6123 10485772 10485894 GGTGATGACAAGGACGGATT TTTTGGGACATCCACACAAAT 276

Ai07B4084 Araip.B07 4084 p4 (ATTT)6 24 10495018 10495041 TGGATCGATTAATATTCGCATAAG TGTTTTATGAGACGGTCTGCC 239

Ai07B4086 Araip.B07 4086 p2 (AT)7 14 10496794 10496807 TTCCATTTTTGAGCCATTCC GCAGTGATATGTTTGAATGGAAAA 271

Ai07B4091 Araip.B07 4091 c (A)10t(A)10 21 10515043 10515063 CAACCCACATTTACCCCAAA TGAGGGAGATCTGTTGTGCAT 272

Ai07B4092 Araip.B07 4092 p3 (GCT)5 15 10521821 10521835 CCCAGAGGCTGACAAGGTTA TCAGCAGGCTCTTCCTTCTT 231

Ai07B4095 Araip.B07 4095 p3 (AGG)5 15 10542149 10542163 GCTGAGAAGAAGCCGAAGAA GGCGAAGAGGAACTCAAGTG 179

Ai07B4103 Araip.B07 4103 p3 (TTG)5 15 10563811 10563825 GTTGTGTAATTGTGTTTGTTGTTTT TTCCAGGGTGCATTCTAAGC 185

Ai07B4109 Araip.B07 4109 p3 (TCA)7 21 10584520 10584540 TTTGGAACACAGGTGGACAA CATCTCAGAAGCAAGTTGGATG 190

Ai07B4110 Araip.B07 4110 p2 (TA)8 16 10585843 10585858 CCATCATCAAGCTCAAACACA ATCGAATGGAGGAGTGATGG 150

Ai07B4124 Araip.B07 4124 c (A)18caccg(AC)6 35 10664966 10665000 TGTCGCGTTAACAAAAATTCA TGTGTCTTACCACTCGCACC 234

Ai07B4125 Araip.B07 4125 p3 (TTA)5 15 10666712 10666726 GTCACTCGCCCTATTCTTGC ATTGAGGTTGGAGATTTTCCTAT 201

Ai07B4129 Araip.B07 4129 c (A)10gacaaaataacgaacatgaatcaccaccatctgtatcttcgttctcaacatttttttatttatag(A)1085 10673895 10673979 TGAATTGCATCATAACAAATTCAC GGTTAAGAAAGCATGTCACTCTG 251
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Ai07B4135 Araip.B07 4135 p2 (AT)7 14 10691403 10691416 GGAAAAAGACAAAGATTTTGGG CCATAAAAGATGAAAACGCTGA 266

Ai07B4136 Araip.B07 4136 p2 (GA)8 16 10691689 10691704 TGCACACGGAATAGGATCTTT AATCTGATCAGTGGTTGGGG 224

Ai07B4138 Araip.B07 4138 p3 (ATC)6 18 10692567 10692584 GGTGCATGCAAATGATGAAA GCTCAACGCTCCATAACCAT 247

Ai07B4141 Araip.B07 4141 p3 (AAG)8 24 10696458 10696481 GCAGGCCCATAAAACATCAG CTCTATCGCCCTCCACGATA 243

Ai07B4142 Araip.B07 4142 p4 (TAAC)5 20 10696726 10696745 GTCGACGTCACCAACAGCTA GGGAACTGTAACGAACCGAA 104

Ai07B4143 Araip.B07 4143 c (ATT)5cattcctctaatccttaattctgtgttgattctgtttcttcagatcagatctaatcttttccattttgaca(T)1197 10696901 10696997 TTCGGTTCGTTACAGTTCCC CAACATGCTCCTTTGCTGAA 235

Ai07B4145 Araip.B07 4145 p3 (ATT)5 15 10699255 10699269 TTGGTGGGTGATTTTGGTTT TGTTGAGCATCTGCCAAAAG 138

Ai07B4148 Araip.B07 4148 c (A)14tcaatatcc(A)10cggtaataagattttaatgatattagatactaacattttattacc(A)1593 10706917 10707009 CACGGAAGAAATAGAGCCCA ATGAATTTGATGCATCCTTGT 222

Ai07B4149 Araip.B07 4149 p3 (CTC)7 21 10708920 10708940 TATACGATTTCCATGGCGTG ACGAATGAAAAGGCAACGAG 171

Ai07B4151 Araip.B07 4151 c (A)10tacataatattacaaaatcaaaagaagaacgaggacaaatacgacgatgaagatgaaatacttcaaaaacgaag(A)1094 10709481 10709574 CCCAAAATTCGTTGAAGTACA TTCTTTTTCCGTGCCTTTTC 256

Ai07B4152 Araip.B07 4152 p3 (TAG)7 21 10710317 10710337 TCAGTCTTGCATTTCATGCTC TTTGATGTTTGAAAGAGAGGC 245

Ai07B4154 Araip.B07 4154 p2 (TC)9 18 10714113 10714130 TAGGGTAAAGGACGGTGTGC ATGCGTTTATCGGGAATCAG 185

Ai07B4155 Araip.B07 4155 p3 (TAA)6 18 10716364 10716381 TTGTTTGTCTACTACCGAACAAAT TTTGGATTTTCGGATACTACTCG 265

Ai07B4156 Araip.B07 4156 p3 (AAT)6 18 10718154 10718171 TTGTCGGTTTGTGTCAGCAT CAGGCCAAAATTAAATGTGCT 162

Ai07B4159 Araip.B07 4159 c (A)10tgtttcc(A)10 27 10726114 10726140 TGTTTCATCTTTTGCTTTCGC ATGCTTTTATCTCGGGGGTT 272

Ai07B4162 Araip.B07 4162 p3 (CTA)5 15 10763008 10763022 CAGAATCCTCTGCATCACCA AGAATTTGGGGAGGCTGTCT 176

Ai07B4163 Araip.B07 4163 p4 (TATC)6 24 10764674 10764697 CAGTGATGCCTCCCCTCTAA GAGAGCAGAGAGCTAACGCAA 247

Ai07B4171 Araip.B07 4171 c (TC)9ccattttatttctctctcttccattttgtt(TC)6ttcctctt(TC)884 10778704 10778787 TTTTTCTCCCCTCTCCCTTG GGGGAGAGAGAAATAGGAAAGA 168

Ai07B4172 Araip.B07 4172 p2 (AG)7 14 10779045 10779058 TCCCTCTTCTCTCTCTCCCC TCTCTCTCCCCCTTCCCTTA 272

Ai07B4174 Araip.B07 4174 c (GA)6ggcaaag(GA)1039 10779656 10779694 GTGGAAGAGAGACGGGAAGG TCTCTCTCTCTCTCCTTTGCCT 208

Ai07B4175 Araip.B07 4175 c (GA)6ggcaaag(GA)1039 10779805 10779843 GGGAGAGAGAGAGAGGCAAA CCCCCTCTCTTCCCCTTT 265

Ai07B4176 Araip.B07 4176 c (GA)6ggcaaag(GA)1039 10779954 10779992 GGGAGAGAGAGAGAGGCAAA CCCCCTCTCTTCCCCTTT 265

Ai07B4177 Araip.B07 4177 c (GA)6ggcaaag(GA)1039 10780103 10780141 GGGAGAGAGAGAGAGGCAAA CCCCCTCTCTTCCCCTTT 265

Ai07B4178 Araip.B07 4178 c (GA)6ggcaaag(GA)1039 10780252 10780290 GGGAGAGAGAGAGAGGCAAA CCCCCTCTCTTCCCCTTT 265

Ai07B4179 Araip.B07 4179 c (GA)6ggcaaag(GA)10aagag(GA)7ggggggaaagagagagagaagggagagaggggggaaaagaggagagagagaagaagagagacgggaagggagagg(GA)6ggcaaag(GA)11174 10780401 10780574 GAGAGAGAGAAAGAAAGGGGAA TCTCTCCTCTCCCTCCCAT 270

Ai07B4180 Araip.B07 4180 p2 (AG)11 22 10780710 10780731 AGAAGAGAGACGGGAAGGG CTCTCTCCTCTTTGTCTCCCTC 253

Ai07B4183 Araip.B07 4183 p3 (ATC)11 33 10783572 10783604 CAAATGAACCTGATGCAACAAT TGATCTCGGAGTTGGAATTTG 277

Ai07B4185 Araip.B07 4185 c (AAT)17aagct(TAA)571 10789754 10789824 TCGCCTAAAATCGTAGTGGG ATTCCTGGCACCTATACCCC 258

Ai07B4188 Araip.B07 4188 c (TTC)6tcctaagacttc(CTT)545 10819984 10820028 AAGTTATTTACATTCACACGTCTTGC TGGTGAGCGACGATAATGAA 153

Ai07B4189 Araip.B07 4189 p3 (AAG)5 15 10820937 10820951 CCTCCTCATCTTCTGCTTCC TTTTGCAGCATTTCGTGTTT 183

Ai07B4193 Araip.B07 4193 p2 (AC)6 12 10833282 10833293 TGGGGAGGGGTTTAGCTATT TAGTACATGGGGGTGGGAAA 141

Ai07B4204 Araip.B07 4204 p2 (AT)6 12 10870388 10870399 TTGGGATACCCCATTGCTTA TGGCTTTCAAGTCTTCGGTT 258

Ai07B4209 Araip.B07 4209 p2 (TC)6 12 10905638 10905649 TGCATCTCAACTCCTTTCCA TCAGATCTGCAATGACAGCC 242

Ai07B4215 Araip.B07 4215 p2 (AT)6 12 10927360 10927371 TGCAAGATTGGTTGTCAAGG CGCCTGCTTTAGACCGTACA 274
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Ai07B4218 Araip.B07 4218 p2 (GA)6 12 10930160 10930171 GAACTTGGTGGGAGATTGGA TTGATGGATGGTCACTTTTGTC 260

Ai07B4219 Araip.B07 4219 c (T)11ctttctcagttgtccctctcttcttctctttatttctccttttctatctttatatttg(T)1079 10931164 10931242 CTTCCCCTTCCCCAATTTTA AGGGCACTTGGAGTTAGGGT 259

Ai07B4220 Araip.B07 4220 p2 (TA)8 16 10931830 10931845 CGCCAAAATCTTTCGGATATT TCTTTGGGCAGAAAAACAGA 254

Ai07B4221 Araip.B07 4221 p2 (AT)6 12 10933241 10933252 CCGCAAATAGCAAGCTAAGG CAAGGATTAGATTGCTCCACG 238

Ai07B4223 Araip.B07 4223 p2 (AT)6 12 10941446 10941457 CTGTCAATGTTGTCGCCACT CGCTATTGCAACACCAATTTT 260

Ai07B4229 Araip.B07 4229 c (T)11aaatacaaattcaaaaaacagtttaaatcaaattaaaatccaaaaattcaattttaaatatccaaatctattttgtacccttaaacgccaacacattc(A)11120 10955290 10955409 TGAAGCTTAGGCATATGTACCA TGATGTGTGTTTTGAGTTTTTAAGG 279

Ai07B4232 Araip.B07 4232 p2 (AT)6 12 10956844 10956855 TCATTTGCAGAAGCACCAAC GGACAATGGAACAGATGTCTCTC 271

Ai07B4233 Araip.B07 4233 p4 (TAAC)5 20 10958270 10958289 CATTCTCTGCTGCTGCTCTG CACCCCTTTTCTTTCCACAA 141

Ai07B4242 Araip.B07 4242 p3 (AAT)6 18 10976336 10976353 TGCAAATCATGGAGATCAACC TTCAATTTTCTCGATCACATGC 251

Ai07B4252 Araip.B07 4252 c (A)11gaaataataacatatgtacgta(T)1144 10995083 10995126 TGTTTCGAAAATTTGTGTGCT AAATTGGTGCAAAATCCAGC 142

Ai07B4256 Araip.B07 4256 p2 (TA)6 12 11000729 11000740 GCAACGGCAATAGTCATCAG GTAGAGCGCTCGCTTAGCAT 274

Ai07B4266 Araip.B07 4266 p5 (TTTCT)5 25 11014629 11014653 GGTGGTTCCTCTCTCCCTCT TGATCGTAATTCAGAAATGTTGC 217

Ai07B4271 Araip.B07 4271 p2 (TA)8 16 11016767 11016782 CAGACACGAATTGACGATGG TGCATGTGGATCCTTGAGTT 257

Ai07B4273 Araip.B07 4273 p3 (CAT)5 15 11020132 11020146 TTCAATCCGGTGCATACTGA CACTGGTTTTGCTTTTTCCTG 278

Ai07B4274 Araip.B07 4274 p3 (GAA)7 21 11020870 11020890 GATCTGAGACGACGGTGGAT TCCAAAGAAGCGAAAGGAAA 181

Ai07B4275 Araip.B07 4275 p2 (TA)7 14 11027304 11027317 TCTGTGGACTTTGCTTCGTG AAAAATATCAAGAACAAGAATTGGA 246

Ai07B4283 Araip.B07 4283 p3 (GAG)6 18 11044425 11044442 TAGGCTGAGAAGGAGTCCCA GGCAAAGAAAAACGCTCAAG 137

Ai07B4284 Araip.B07 4284 c (AT)11aatatttttagaaaaataaaattatacagtaaatatcttttgtatcaactataagatatatatccaactatccaagtaagaatgtg(A)10118 11045910 11046027 CACGTGAAGTACCACTGAGTTTTT TTCGCACAACGCACAAAT 280

Ai07B4297 Araip.B07 4297 c (A)12taacaacaacaac(AAT)6(CAT)1176 11065493 11065568 GAAATTGAGACGCAGGAAGG CGGAAGCAATTTTGGTTTGT 244

Ai07B4298 Araip.B07 4298 p2 (AT)10 20 11067138 11067157 AAATTTGCCTCATGCACACA GGCTCGAATGCATGTGATTA 115

Ai07B4299 Araip.B07 4299 p2 (AT)7 14 11067461 11067474 AAATTTGCCTCATGCACACA TTCTAGAAGGGCTCGAATGC 120

Ai07B4300 Araip.B07 4300 p2 (TA)8 16 11067627 11067642 TTCAGCTTCATAACAGGGTTGA TTTGTGGTTTCAGTTTGCCA 241

Ai07B4301 Araip.B07 4301 p3 (GGT)5 15 11078486 11078500 TGGAGGTTATGGGGGTTGTA ATGCAGGGCCTCATCACTAC 163

Ai07B4303 Araip.B07 4303 p3 (ATT)6 18 11087537 11087554 TGATTCCCGTTGTAAGCACA TTGCCTGATTTCACAGTTCG 225

Ai07B4308 Araip.B07 4308 p2 (AT)10 20 11096137 11096156 TGTTTTCAACCACAGAAATTTATCA CCGTAAAGGCATGGAAGCTA 258

Ai07B4312 Araip.B07 4312 c (ATC)5tattcttcttcttcgtcccttttattttgga(T)1056 11101510 11101565 ACGGAACCTGATGAAGTTGG GGTAATTGTTAGGGACCGGG 218

Ai07B4313 Araip.B07 4313 c (A)10tatccaattcgatctttga(T)10gactgattagctcctgtgctaaaaaaaataatattgacttttttttggcacagaaaccttattatcatttcgaggtaattgtcaaaggtcgggttaga(T)10147 11101714 11101860 CCCGGTCCCTAACAATTACC TTGAGAAAAACCCAAAACCG 243

Ai07B4320 Araip.B07 4320 p3 (ACA)5 15 11113309 11113323 CAAACCAACAAACGACATGAA CCATTTGGCTAGCATCGAAT 269

Ai07B4322 Araip.B07 4322 p2 (TA)6 12 11119655 11119666 ATGTTCCATTTTGGAGGAGA TGGATTTTCAAGTGTGTGCC 257

Ai07B4325 Araip.B07 4325 p2 (AT)6 12 11124261 11124272 CACTTTGCACTCTCAAATCCA TTCAAGTTGATTTTGTCGCTTC 274

Ai07B4328 Araip.B07 4328 p2 (AG)7 14 11126634 11126647 AGATGGAGGGGCAAGAGATT CTCGTTCCCTCTTTACGCAG 255

Ai07B4329 Araip.B07 4329 p3 (TGT)5 15 11127164 11127178 CACCTCTGGTTTGGCTCAAT GTGACTTAGTGCAGAGGCGG 122

Ai07B4332 Araip.B07 4332 c (GAT)14(TAT)8 66 11135672 11135737 TGAAAGTTTGGTTTGTTAGCCC AGGCCATTACATACGGCTTG 251

Ai07B4333 Araip.B07 4333 c (TCC)8(TCA)6 42 11148231 11148272 GGCCTAAGATGCATGTTTTCA TTGGACTCGTTGTCCTACTCAA 262
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Ai07B4335 Araip.B07 4335 p3 (AAG)5 15 11148942 11148956 TGATTGCGACACAATTAACTCA TGCATTTGGACTTGTTGTCC 274

Ai07B4336 Araip.B07 4336 p3 (ATG)6 18 11149761 11149778 TCAGACAACATCATCAACATGG AACACCACCACCTCATCCTC 173

Ai07B4337 Araip.B07 4337 c (T)10cctcatgtcctcccactgtcccgtgcttaccatgcattagaggg(T)1064 11150977 11151040 GAAGTGAAATTCATGTGCTCCA CATATTCGGAACACCCAAAA 274

Ai07B4339 Araip.B07 4339 p2 (GA)7 14 11161008 11161021 TTTTTGATAGCGCAGATGCT GGTTGGATGGAAGACAAATGA 280

Ai07B4350 Araip.B07 4350 p2 (GT)8 16 11177148 11177163 GTGGGATTGGGAGTGGTATG TTGTTGATCCTCCCTCCTTG 112

Ai07B4361 Araip.B07 4361 p3 (ATA)7 21 11206868 11206888 CCCAACAATTAGCTCACCAAA TGAAACAGGGTACACGTGACTT 191

Ai07B4366 Araip.B07 4366 p2 (AG)8 16 11218448 11218463 CCTACCAACCAACCTCACCA CGTCAACAACAACATGAGGC 277

Ai07B4367 Araip.B07 4367 p3 (ACA)5 15 11218585 11218599 TTCTTGAAAGCTTGGTGGGT CTTCATTGCCGACACAGCTA 194

Ai07B4368 Araip.B07 4368 p3 (AAT)5 15 11218863 11218877 TTGTTGCTGGAGCAATTGAG TTATGTGCAGCAGCCAAATC 253

Ai07B4369 Araip.B07 4369 p2 (TA)6 12 11223887 11223898 GGGTCCTCCGTGTTCAAAT CAATGAAGTGGGTGGGTTTT 275

Ai07B4370 Araip.B07 4370 p6 (AATCAA)6 36 11243248 11243283 CAGGTGGTGGGCAATCTACT CCATTCAAAACATGCAACGA 272

Ai07B4376 Araip.B07 4376 p3 (CAG)6 18 11258524 11258541 GGTTTGAGCAGTTGGCTTTC ATGCTATCCTCCCTCAAGCA 261

Ai07B4386 Araip.B07 4386 p2 (TA)6 12 11279085 11279096 ACGGCGTTCTCACTATCACC ATAAACCATGCAGGGAGCAC 227

Ai07B4388 Araip.B07 4388 p2 (CT)6 12 11284120 11284131 TACTGTTGGATTTTTCCGCC GGTGGTTTGTGGGAGAGAGA 147

Ai07B4392 Araip.B07 4392 p2 (AT)10 20 11295176 11295195 CGCCGTTACCAGAAATTGAT CGACTAACTAGGGAACACCAAA 241

Ai07B4396 Araip.B07 4396 c (T)10c(A)11 22 11307994 11308015 ACTCCCCTTCCAAATTCGTC CACCACTGCACACCCATTAC 276

Ai07B4404 Araip.B07 4404 p3 (TTA)18 54 11331878 11331931 TTTTTGTGCCACCAGAGAC GCAAGGATCGTGCTAGATTTT 271

Ai07B4405 Araip.B07 4405 p3 (AGA)5 15 11332349 11332363 GATCGCCAACTCCTGGTAGA TGGGTCAGGTCTGATTGTTG 259

Ai07B4409 Araip.B07 4409 p3 (AAG)14 42 11350975 11351016 CAAAGAAGGCAGGAGACAGG AGCTTCTCTTCCACCACCAA 190

Ai07B4414 Araip.B07 4414 p2 (AG)7 14 11361791 11361804 CATGTCAGCGTGTCCAGTCT AAAATGTTACCTCCTGTGTGCAT 258

Ai07B4426 Araip.B07 4426 p3 (CAT)7 21 11380152 11380172 GCCAACAGGTACAGACGGAT AAGGGGTTGAAGATGCATTG 215

Ai07B4427 Araip.B07 4427 p4 (ATTA)6 24 11381436 11381459 AACACCAAAGCCAAATGGAG AACAAAGCACCCAACTCCTG 228

Ai07B4428 Araip.B07 4428 p2 (TA)6 12 11382747 11382758 ATGGCCAAGTTAGGTCCACA ATATGAGTTGGTGGCTTGGC 230

Ai07B4434 Araip.B07 4434 p2 (GA)6 12 11401325 11401336 AACCGTTGTGGAGAATGAGG CTGTCTCAAAGGGACCCTGA 269

Ai07B4444 Araip.B07 4444 p3 (GAA)5 15 11421362 11421376 CTGGTAGGGAGGTGAGCAAG AGCTGATCTGGTGGTTACGG 279

Ai07B4448 Araip.B07 4448 p3 (CCA)6 18 11425069 11425086 TGAGTGAATTGCCGTTACCA GGCATGGTGGAGTAGACGAT 145

Ai07B4452 Araip.B07 4452 p2 (TA)6 12 11435768 11435779 TCACGAGCTGGCTCAAATAA ACCGAGCTTGAGCTTGGATA 268

Ai07B4454 Araip.B07 4454 p2 (TA)6 12 11440551 11440562 CAGGTTTCAGCGGTTAGAGC TTTAGTGCCAAGACACACGC 275

Ai07B4464 Araip.B07 4464 c (A)10ttagacatgttaacatgtaatcttatttagttatatccaaatgaatcc(A)1068 11508511 11508578 AAAAACATCATTATAATCACACAACC GGACACATTTTAAATACGACATGC 278

Ai07B4465 Araip.B07 4465 p3 (GAG)5 15 11508739 11508753 GCATGTCGTATTTAAAATGTGTCC TTATTCCCCAAGAAGCAGGA 170

Ai07B4468 Araip.B07 4468 p2 (TA)7 14 11510670 11510683 GCATTGTTCTAGGGACCGAA GGGTTTGATAAGGTTCCACAAA 117

Ai07B4473 Araip.B07 4473 p5 (TTATC)6 30 11532875 11532904 GGTACCTGCAAGAGACTCCG GACCAATAAAGGGCCCAAAT 278

Ai07B4474 Araip.B07 4474 p2 (TA)16 32 11545051 11545082 AGCTACCCAAAATTTTCCCA AAAATTCATGTGCATTGGCA 236

Ai07B4478 Araip.B07 4478 p2 (AT)7 14 11601609 11601622 CGTTAATATTTTGTGGCGATCA GACCGAAATTTGGGACAGAA 256
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Ai07B4481 Araip.B07 4481 p3 (TAA)6 18 11615726 11615743 TATTGGGGTGGTTCCAATGT TATTGGATTTTCCAACCCCA 262

Ai07B4489 Araip.B07 4489 p2 (TA)6 12 11640328 11640339 AGAAATGATGCACCAGGACC TGCTTTTTCCACATCCTCAA 270

Ai07B4494 Araip.B07 4494 c (A)10ggtgaaagagaaatagaaagatatgaccgaggcttctttagttctttca(T)1170 11650382 11650451 TCAAAAAGGAAGACTATGGCTGA TTGCACATCCTCCTCTCTCC 142

Ai07B4496 Araip.B07 4496 c (AT)22nattactctgcaggtccctatagtttcaccgaattttcaattaggtccctatactttttttcttttcaattgggtccctataccttaa(T)10142 11665650 11665791 TTGTGATAGGGACCATAATATTGAGA CAAACGTTATACTGACGGTAGGG 280

Ai07B4499 Araip.B07 4499 c (AGG)5tatacgtgaatttgaaagaagaagaagatggcgtatgcgtgtatttgaaagaat(AAG)584 11671676 11671759 AATTCAGAACACCTGCGTCC TATTTTCTTCTCCTCCCCCG 248

Ai07B4504 Araip.B07 4504 p5 (TTATC)6 30 11708663 11708692 GGTACCTGCAAGAGACTCCG AGGCAGTCCAAGCCTACAGA 233

Ai07B4505 Araip.B07 4505 p5 (TTATC)5 25 11714729 11714753 CCTGGGTGCTCCAGTGTATT AGGCAGTCCAAGCCTACAGA 149

Ai07B4508 Araip.B07 4508 p4 (ATAG)5 20 11717973 11717992 AACCGATCGATTTTGTCAGG AAAGAGGGGCTAGGGTTTCA 268

Ai07B4514 Araip.B07 4514 p2 (CT)6 12 11733132 11733143 GTTTAATGCTATGCGCGGAC CTGAAAGCATGTGGACGAGA 110

Ai07B4520 Araip.B07 4520 p2 (TA)6 12 11749763 11749774 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai07B4521 Araip.B07 4521 c (TTC)5tttcaaatttgcgcagattcttcttcttccctcctcctc(CTT)569 11756374 11756442 CCTTTCCTCTTCTCCCAACC AGGAAAGAAGAAGAAGCCGC 272

Ai07B4522 Araip.B07 4522 c (TCA)7tcttc(T)10 36 11757618 11757653 CCATCCTCCTCATCTTCTGC CGAATGTAAATTCATCCTCTTTCA 216

Ai07B4523 Araip.B07 4523 p3 (ACA)5 15 11758117 11758131 TCCTCCTCTCATCTTCTGCTG TCTCCTCCTCCTCCTTTTCC 257

Ai07B4524 Araip.B07 4524 p3 (TAA)6 18 11759469 11759486 CCGTGCTATGTTCTCAATTCC TGCCACATCATTAAGCCAAA 250

Ai07B4527 Araip.B07 4527 c (T)12catattttatc(T)1033 11764283 11764315 TCGGATTAAGCTGATTCGAT AAAATAAGTAGAACATGTTGGGAGAAA 188

Ai07B4531 Araip.B07 4531 p3 (TTA)5 15 11771605 11771619 CCAGCATAATTGCATTTCAAAC GGAAATTATTATTATGATGCCGTG 245

Ai07B4532 Araip.B07 4532 p3 (TAA)5 15 11771789 11771803 TTCATAACACGGCATCATAATAA TGAAGAAGGAGAAGGGATGAGA 253

Ai07B4535 Araip.B07 4535 c (A)13cctgaagaagaacagagt(GTGA)551 11775721 11775771 CACGGAGAGAGCAAACACAA CATCGCAGCAACAAGATGAT 268

Ai07B4536 Araip.B07 4536 c (A)10cataaaattatgttataaattttgaaacatctttctagtagtaaatt(A)1269 11793959 11794027 TATGTGAGTGTGCTTCCCCA TGGTGATTGTTAAAGGGAAGG 164

Ai07B4537 Araip.B07 4537 p2 (TA)6 12 11797514 11797525 AACCCCATTAGAGCCGAGTT TCCGGCAAAGTGTTCTTCTT 259

Ai07B4542 Araip.B07 4542 c (A)10tttgctgtattttattaattccttaacaag(AT)652 11804544 11804595 AAAGGAGTGGTGATGATGCC GATCGAAATGGGCTTGTGTT 131

Ai07B4545 Araip.B07 4545 p2 (TA)9 18 11819070 11819087 TGTGAAAGCACCTATGACGC GCAGAATGAGCCTGAAGACC 265

Ai07B4546 Araip.B07 4546 p3 (GAG)7 21 11835565 11835585 TCGATGCATTCTGGATTTGA GATGGTGCTGCTTCTTCTCC 271

Ai07B4547 Araip.B07 4547 c (GAG)5aagaagcagcaccatcaggggtgtaaggaggaggaggacgaggaggaagaagaagaa(GAT)793 11835699 11835791 AGGAGATGGAGGTGGTGATG TCCATGCGCGCTATACATTA 186

Ai07B4550 Araip.B07 4550 p3 (AGA)6 18 11849334 11849351 CCTAACATGCGCGTTACAGA ACAGAAGGAGATCGAAGGCA 154

Ai07B4551 Araip.B07 4551 p3 (AAG)5 15 11850163 11850177 GGAGGAGAAAGAGAAGGCAA ACACGCCGTTTCACATTTTT 221

Ai07B4552 Araip.B07 4552 p2 (TA)6 12 11850461 11850472 GACCAGATAAATCAGTTTAACCAAAA TTTACCAAACGCAAGTGCTG 245

Ai07B4553 Araip.B07 4553 p2 (CT)13 26 11852443 11852468 TCTGGGGAATTTCAGATTGG AGAGGGAGTCGCGGTTTATT 267

Ai07B4555 Araip.B07 4555 p4 (TTAA)5 20 11862669 11862688 CCTTGAATGAAGGTGAGCAA CGAAACTGGGCCTAACAGTC 279

Ai07B4557 Araip.B07 4557 p3 (ACC)6 18 11866158 11866175 TGTGGGTATGGCTATGGGTT CCTGCATTCCCTGAACAATC 205

Ai07B4558 Araip.B07 4558 c (T)10gtctctttttg(T)1031 11866857 11866887 CTCGCAAAATCAGCCTTTTC ACCCATTCGAACCAATTCAG 181

Ai07B4565 Araip.B07 4565 c (A)10tatccaattcggtctctgattttttttgactgattagtctctgtg(A)1267 11897505 11897571 CTTCGAAAGGACAATGAGGC TCGAAAGGACAATGAGGTCC 136

Ai07B4567 Araip.B07 4567 c (A)10ttaaaaaatgtgatagagatttgagaaagagagacaggtcaaatccctaaaagaaaat(A)1078 11903738 11903815 AAAATAGAGGGCCAGGCATT TGTGGCAAATTTGAGAGAAGC 259

Ai07B4568 Araip.B07 4568 p2 (AT)13 26 11906340 11906365 AGGCCCACAGCCACATATTA TTATGTGTTTTGGGTTGAAGTTATT 212
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Ai07B4570 Araip.B07 4570 p2 (AT)10 20 11917360 11917379 GAGTTACCGGGTTTGGGTTT ATATGCCGATGTTCTCGCTC 270

Ai07B4573 Araip.B07 4573 p2 (AT)7 14 11925878 11925891 TTGAAGTATAGTGTTAATCGGCAA GCGTGAAGACTGAAGAGCAA 182

Ai07B4576 Araip.B07 4576 p2 (AT)6 12 11933432 11933443 GCTTTGTGTGTTTCCACAGC AATGGTGTGCAAGTTTTTCTG 251

Ai07B4577 Araip.B07 4577 p2 (TA)23 46 11934535 11934580 TCAATTTCAACAAGCTCGACA AATGGTGTGCAAGTTTTTCTGT 277

Ai07B4580 Araip.B07 4580 p3 (AAT)5 15 11946644 11946658 TTCGTATCCATGGAACAGATAAA TGGCATGTTACAATAATGTTACTCTTT 254

Ai07B4583 Araip.B07 4583 p3 (GCC)5 15 11968733 11968747 CATATCCCCCAATTTCAACG CCCAATCTCTTAGCAGACGC 273

Ai07B4584 Araip.B07 4584 p2 (TA)6 12 11973337 11973348 CCTTGTGAGAAATGTGACATCC GGAACAATGCAAATCCACAA 251

Ai07B4586 Araip.B07 4586 p3 (TGA)5 15 11993720 11993734 CTTTTGCTGGTGATCCCAAT ACTCCTCATCCCAATCCTCC 237

Ai07B4588 Araip.B07 4588 c (A)10caataagataaaaaaagttatattccttcttattagttattagttattactcattgcatagatcatacgcattacaatgagcaaga(T)14110 11998590 11998699 TTTATTCCATCTCAAGACCAGTAAGA TTCATCATCCTTGCTTTCCC 168

Ai07B4589 Araip.B07 4589 p3 (ACC)6 18 11999577 11999594 GTTGAGGGTCGAAATCGAAA CCTGTTTTCTTGGTGGTGGT 278

Ai07B4597 Araip.B07 4597 c (TTA)5agcttattca(TAT)1055 12009987 12010041 CTCGGCAATATTGGTGTTCC GACCTCGCCTAAAATGCGTA 220

Ai07B4599 Araip.B07 4599 p2 (TA)6 12 12016912 12016923 TGGAGGAACACTCAAGACCC CGATTGGATCAGGTGACTCAT 208

Ai07B4600 Araip.B07 4600 p2 (TA)6 12 12017517 12017528 TTTTGGGCATGCTAATGACA GCATACACAATTACTAGCTCATATTCC 213

Ai07B4604 Araip.B07 4604 p3 (ACC)7 21 12026646 12026666 TTCACCTTCTTCATCCCACC GGTGAGGGAGTGGTGTTTGT 109

Ai07B4605 Araip.B07 4605 c (TGT)5tactgtgaattt(GAA)645 12028514 12028558 TTGGTTTGAGCATGATTATCG CAACGAAAGGACTGAAACGA 258

Ai07B4607 Araip.B07 4607 p2 (AT)6 12 12031004 12031015 TCAACCCCTATTCTCCTTTGAA TCCACGACTTTTCTTTTCACTTC 276

Ai07B4609 Araip.B07 4609 p2 (TC)11 22 12034553 12034574 AAGGGATGTTAACACGTGGC TGTACCACACCAACACTGGC 167

Ai07B4610 Araip.B07 4610 c (AT)6(AC)7 26 12040290 12040315 TTGGACCTGGGTATGAACAA GCGTGGATTATTTACGACGAA 280

Ai07B4617 Araip.B07 4617 p3 (GAT)5 15 12058584 12058598 TTCATTCTCTTCCAAGTAATTTTGC CCCTTCCTCATCTTCTGCTG 200

Ai07B4618 Araip.B07 4618 p3 (GAG)5 15 12059058 12059072 ATGGAGGGAAAGGAGGAAAA TTTCGTTATCGTCGTCACCA 107

Ai07B4619 Araip.B07 4619 p4 (TATT)6 24 12060167 12060190 CCGCATAATTGAACCTTCTCT ATCCGATTTGTCGATCTGC 280

Ai07B4622 Araip.B07 4622 p2 (AG)6 12 12063971 12063982 GCCAACCTAAGCCCAATGTA TGATATGGTTTGATTTGGGTGA 199

Ai07B4625 Araip.B07 4625 p3 (ATG)5 15 12075968 12075982 AAAAGGGACCCACTTGCTCT AGACTGTGGTACCCTCGGTG 102

Ai07B4631 Araip.B07 4631 p2 (CT)7 14 12099507 12099520 TTTACATGATTAACCTTCACTATCAAA AAAAAGCCCAAAATTCAACG 197

Ai07B4635 Araip.B07 4635 p5 (AAGAT)5 25 12114866 12114890 GAAAGATAAAGGCGGTTCCC CCTGGGTGCTCCAGTGTATT 132

Ai07B4636 Araip.B07 4636 p5 (AAGAT)5 25 12121137 12121161 GAAAGATAAAGGCGGTTCCC CCTGGGTGCTCCAGTGTATT 132

Ai07B4637 Araip.B07 4637 p2 (TA)8 16 12122914 12122929 GCTCAGTCATCATTTCAGCAA TTTGATTTAGCGTTGGGAGG 236

Ai07B4642 Araip.B07 4642 p3 (ATG)5 15 12126128 12126142 ACCGTGCGTCGTTAAAAATC ATCATGGGAAGAGAGGGCTT 277

Ai07B4643 Araip.B07 4643 p3 (ACT)5 15 12126324 12126338 AAGCCCTCTCTTCCCATGAT CCCCTCCCTCTCTTTCCTTA 250

Ai07B4647 Araip.B07 4647 p2 (AC)6 12 12132327 12132338 TCCCCAATAAGAAATACAACATCA AGTTGTTTCTCTTGGAATCGG 215

Ai07B4651 Araip.B07 4651 p3 (AAG)5 15 12142313 12142327 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 131

Ai07B4653 Araip.B07 4653 p3 (CGC)5 15 12147895 12147909 TTTTTCCCGTTCTCCTTGAA AATGACAAACCTCCGACGAG 237

Ai07B4657 Araip.B07 4657 c (T)11gtaatccctagccctagctatgatgcctcgttaaaacccccttcaagaaaatccttttcg(A)1081 12181463 12181543 CGCTTCATCTTGTCAACCAA AAGAGTGTACCTTACTCCCTCGTG 269

Ai07B4658 Araip.B07 4658 p3 (TTC)5 15 12186508 12186522 CCGACTGGACTTTCTTCTCG ACGAAACCCTATCCACAACG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B4663 Araip.B07 4663 p2 (GA)6 12 12195421 12195432 ATCGGAGAAGGGAGACGAGT CGCGAACATTACTCGGATTT 231

Ai07B4671 Araip.B07 4671 p3 (GAA)6 18 12231284 12231301 CTTGTGGACCAGTGATGGTG ACCAGATTGTTGCTCCTGCT 149

Ai07B4678 Araip.B07 4678 c (T)14agatttttaggttaagatttga(T)1046 12238794 12238839 AACCTTCGTACAAAAATTCCAAA TTTTGTTAAAAGATTCAATGACGC 254

Ai07B4681 Araip.B07 4681 c (T)11caaaaaagaaaaaagaagaagaagaaag(A)1251 12241478 12241528 TCGACTTGATTGGATTTGGTT TTTCTTTTTCTTTGTTGTTCTTGC 244

Ai07B4683 Araip.B07 4683 p2 (AT)7 14 12245921 12245934 TCTGGGTAAAGTACCGTGGC GCTAACCATTGGACGGTCTC 202

Ai07B4684 Araip.B07 4684 p3 (CTT)5 15 12250949 12250963 AAACACGCGCTTCTTCAACT AACGCGAAGAAAAATGAGGA 147

Ai07B4685 Araip.B07 4685 p3 (GAA)5 15 12251149 12251163 TTTCTTCGCGTTTTCATCCT TCTTCCTCGTCATCCTTCTCA 204

Ai07B4686 Araip.B07 4686 c (A)10cttgagaagataaaac(A)10gatgaataagaaaaaaagaaaaagaagatggtgatgatgat(A)1087 12251451 12251537 TTGCAACATTATGTGTTTCTTCTTC TGCAGCAATTTTGGGTGTAA 271

Ai07B4687 Araip.B07 4687 p3 (GAA)6 18 12252203 12252220 AATTGAACCACACCTCAGCC ATTCACGCATTTCGTACCGT 184

Ai07B4691 Araip.B07 4691 c (TCA)17(TTA)8 75 12260117 12260191 CGAGTAGCTAAGCTCGGTGG TCGATTTGGTACATTGTTTGATG 247

Ai07B4695 Araip.B07 4695 c (T)10attttgatagtgttattgttaattacaatgctgtttagttaccg(TAT)672 12273218 12273289 AAGTGTGGGAGAAGTGTGGG GCCGGAGCCTAATAGTGGTA 276

Ai07B4697 Araip.B07 4697 p2 (AT)6 12 12290148 12290159 CAACGACGGCATAACACTACA AGATGCCGAAGAAGACATGC 187

Ai07B4701 Araip.B07 4701 p3 (ATT)5 15 12305650 12305664 GGTGGTTCATGAATCCCTCTT GGTTTGAAGGGCCATTTGTA 108

Ai07B4706 Araip.B07 4706 p3 (AAG)5 15 12317547 12317561 GCAGGACAACAACAACAACG GCTGCTCTTCTTTGCTCGAT 278

Ai07B4710 Araip.B07 4710 c (A)11gataatatgggtcttttataaattagtactactacatgtccaaa(AAAT)575 12336320 12336394 TGGACATTTAGATCGAGGCA TGGCATTGACTTATAATGGTTTTT 257

Ai07B4717 Araip.B07 4717 p3 (CAA)5 15 12358525 12358539 GCTGTGCCATGCTCAAAAA ATCATGCCAGAGGCTTTTGT 276

Ai07B4718 Araip.B07 4718 p2 (AT)6 12 12367388 12367399 TTCAAACGAGAACAGTTTTCCA GCGAATTGTTGGAGTATTTTCA 119

Ai07B4719 Araip.B07 4719 p2 (AT)9 18 12368994 12369011 TGGAAACTTCTTATTTTGTGTCCC CCGCAAAACCAAATGCTAAT 212

Ai07B4722 Araip.B07 4722 p2 (TA)6 12 12393197 12393208 TGCAAGATATTAAGGCTCAATGAA TGATTTTGAGTGCTGCTTAGGA 235

Ai07B4725 Araip.B07 4725 p3 (TTC)5 15 12402640 12402654 CACTTTTTCTTTAACGCGCC AAGGACGAGCAGCAGAGAAG 247

Ai07B4726 Araip.B07 4726 p2 (AT)13 26 12405812 12405837 CCTCAATACCGCTCCAAAAA TATGGACGCTGAAGTCACGA 271

Ai07B4734 Araip.B07 4734 c (CA)9tttagaactcatctactccctgacccgaaagggaaaaaaaaagaattcatctactttttctagtgagatttaaactcatgcttaattac(A)15122 12433293 12433414 AGAAGACACCGGACCAAAAA AACTGACCACTCGACCAACC 277

Ai07B4740 Araip.B07 4740 p5 (ATAAG)6 30 12445071 12445100 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 187

Ai07B4744 Araip.B07 4744 p2 (GA)9 18 12462968 12462985 GAAAGTTGAAACTATATTTGAAGGTCA TCGCCACATCATATACTACTCCA 268

Ai07B4746 Araip.B07 4746 p2 (TA)7 14 12469669 12469682 GGACTCTTGAAGCGAAGTGG CTGGCCGGAGAATATACACG 220

Ai07B4749 Araip.B07 4749 p3 (CAA)5 15 12477550 12477564 TCCTCAAAATAGCCACGGTT TTGCTGAAATGACCAATGGA 264

Ai07B4750 Araip.B07 4750 p2 (AG)7 14 12480569 12480582 TGACGAGGATGGTGTGATGT CGCCTCCAACTTTGAGAAAC 216

Ai07B4751 Araip.B07 4751 p2 (AG)9 18 12481712 12481729 GAGAGAGTGTGGGAGGGTGA GCCGGTAAATCTGACGGTAA 141

Ai07B4757 Araip.B07 4757 c (T)11attcattaattagcgcaggaataaatgtataatattagtgaaagaaataattccataagagaggaattttgttgaacattagaactttaagaataaatg(T)10120 12512733 12512852 TTTGGGGTCATATTTTGGAA AAAGTCGTTTAGTCCAATAACAGAAA 280

Ai07B4761 Araip.B07 4761 c (A)11gaagaaaagaaaactaatcatggttattgacctttcttagatgtgtggcagtagtagtactggttatatcctcatatctaaccc(A)13108 12529793 12529900 CGTCCGATTTATGTCATCCC TCAATCAAGGTTGTTGAAAGGA 267

Ai07B4768 Araip.B07 4768 p3 (AAT)8 24 12541270 12541293 GAAATAGTGAGACAGGAAGAGCA ATTTTGATCCGACAATTCGC 267

Ai07B4772 Araip.B07 4772 p2 (AT)9 18 12552047 12552064 TGGTTCGAATTATGTTGCTTTG TCCTCCGTCCAAAAATAAAA 207

Ai07B4781 Araip.B07 4781 p2 (TG)11 22 12587157 12587178 GCACTCAACAACCTTGGGAT CAAGACACACAGTTTGATCGG 133

Ai07B4790 Araip.B07 4790 p2 (AT)8 16 12617813 12617828 GATCAATTTACGTAATTAAGTGCTCA CTGAAATTGCAGAAACCAAACT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B4791 Araip.B07 4791 p4 (AAAT)5 20 12618436 12618455 TATGGTCCTTGAAATCCCCC AATGATGTCCATTTGCATGGT 268

Ai07B4797 Araip.B07 4797 c (AG)9aagaaaaaaggagaaactcttggaactctcatcaagatccaatttttctgcaagcccagatgaga(ATG)598 12631873 12631970 AGAAGCTGTTTCTGCTTCGG GGTGCAATGCTAGCCAAAAT 211

Ai07B4798 Araip.B07 4798 p3 (TGA)6 18 12632146 12632163 GCCAGCAAATGAGCATTGTA CTTCGACGAGAAGTGGAAGC 260

Ai07B4799 Araip.B07 4799 p2 (GA)11 22 12632563 12632584 AAGGGAGGGGTTAGATTGGA TAAAAGGTGGGGCTCTCAAG 119

Ai07B4809 Araip.B07 4809 c (A)10gataatgaaatagaataagaaaaaggaagaagaagaaaaag(A)12gaaaaagagaaagagatattaataatcatgaagatgaagataatgaaagtcaaagaag(A)10131 12640512 12640642 ACGGTGGTGGTGGTAGTGAT TGCTCATATGTTCTTATTTTCATTCTC 253

Ai07B4810 Araip.B07 4810 p4 (TATG)5 20 12641497 12641516 ATGAAGCTTGATGAGGGTGG CTAAGGCATGAGCGTGATGA 191

Ai07B4814 Araip.B07 4814 c (TCT)5cttttccccccgca(CTT)544 12650188 12650231 CGTTTTCTTCTTTTCTCACGC GGAGAATGAGGAGGAGGAGG 164

Ai07B4815 Araip.B07 4815 p5 (ATTCA)5 25 12651125 12651149 GCTTTCTGCATAATGAACCGA TCATCATCACCAACAATACCAA 265

Ai07B4816 Araip.B07 4816 c (A)10tctcaaaattaaacaaatcaaatac(AT)647 12651851 12651897 TCCAACATTGGAGACGTTGA GCCGTGATAAAAATTTGAGCATA 266

Ai07B4822 Araip.B07 4822 p2 (GA)11 22 12659703 12659724 CTTTTACCTACGGCTGCGAC CTGCACTCACCCCTTCATTT 240

Ai07B4825 Araip.B07 4825 p3 (ATG)5 15 12669047 12669061 GAAATGAGATTTAAATTCGAGACC TGATAAATGTTGCTAATAATTTCTCTG 274

Ai07B4827 Araip.B07 4827 c (A)12ttggtcttctaataataattattgttattatatatggagaactt(A)1066 12671559 12671624 TGCAAATAAATTGTTGGCCTT GCCAGGTTGCCAAATTAAAA 202

Ai07B4828 Araip.B07 4828 p2 (TC)6 12 12674453 12674464 GTCAGAGCCTCCCTCCTCTT GGAGAGAGACACAAGGACGC 253

Ai07B4829 Araip.B07 4829 p2 (CT)7 14 12674652 12674665 TGTCAGCGTCCTTGTGTCTC CATTGATCAAGGGAGGAGGA 175

Ai07B4832 Araip.B07 4832 p3 (GAA)5 15 12687268 12687282 GCCACAACATCATGGAAGTG ACACAACCCCTTCTCCCTCT 260

Ai07B4833 Araip.B07 4833 p2 (AG)6 12 12690553 12690564 GGGTTCGAATTTGGTGAGTG TCTTACCTTTTTCAAAACCACC 272

Ai07B4837 Araip.B07 4837 p2 (TA)7 14 12695118 12695131 TGCTTCGTTCTGTTTGTTGC GGGAACACCACACTTAATTTCA 124

Ai07B4841 Araip.B07 4841 c (AT)8(AC)6 28 12721093 12721120 CCCATATCCACCCCCTTTT TTGCTTGTCCTGAGCAAAGA 278

Ai07B4845 Araip.B07 4845 p3 (AAT)5 15 12726949 12726963 TGTCAAAAGGTGAGCCAATG TCAATTCGATCATCATCAACAA 210

Ai07B4855 Araip.B07 4855 p3 (TTC)6 18 12760909 12760926 TCCAAGGTCTAGCTCTCTGTCTC CGCATGAATTCCAAAAGTTG 260

Ai07B4856 Araip.B07 4856 p2 (AT)7 14 12773113 12773126 GCACATCCATCCATTGCATA CGTCCGTAGGGCAATAGGTA 168

Ai07B4868 Araip.B07 4868 p4 (AGTT)5 20 12832363 12832382 TGAGCTTGTGCTGCTTCTGT GGCACCCGATTTCTTCTACA 157

Ai07B4869 Araip.B07 4869 p2 (TA)9 18 12834366 12834383 CGTAGCTAATGCTTCTGGGC TGCCATAGCGGTTATGATGA 243

Ai07B4871 Araip.B07 4871 p3 (ATT)6 18 12835839 12835856 CAGTTTCATCTTTCCCCCAA GCCATTAGCCAAGGTGTTGT 226

Ai07B4877 Araip.B07 4877 c (TTC)6tcatcatcatgcttttta(TTG)551 12857427 12857477 ATCCCGCGTTCTTCCTACTT TCCTCCTCCTTATCTTCTGCTG 256

Ai07B4879 Araip.B07 4879 c (AAG)8(ATG)6 42 12858345 12858386 CGAAATTTTGCTACAAATGCAC TCCTCCTCCATCTCATCTCC 269

Ai07B4880 Araip.B07 4880 p3 (GAA)5 15 12858828 12858842 TTTGCTACAAATGCACAAAAA TCCTCCTCATCTTCTACTGTTGC 276

Ai07B4881 Araip.B07 4881 p3 (GAG)5 15 12859356 12859370 GACGACAACGATAGCGACAA CTCACGCGCTTCTTCTTCTT 253

Ai07B4882 Araip.B07 4882 p2 (AG)11 22 12863310 12863331 TCTCTTGCTTCCTCCACTGC CGCCTGATATCTCAATGGCT 222

Ai07B4883 Araip.B07 4883 c* (A)10(AC)9* 27 12865729 12865755 CCTTGATCCAACCTTGTGGT TGCCCCCTTGGTACATAGAA 180

Ai07B4885 Araip.B07 4885 p2 (TA)8 16 12872600 12872615 TAGCAGCTCAGCCGTTGATA GCTAGTAGCCATTAGGTATGGAAAA 206

Ai07B4889 Araip.B07 4889 p3 (AGA)5 15 12899434 12899448 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai07B4890 Araip.B07 4890 p2 (GA)7 14 12900693 12900706 CGGATTTTTGGTGAGTGAGG CACATAATTTTTGAAAATAACATCATC 211

Ai07B4899 Araip.B07 4899 p3 (AAG)5 15 12916129 12916143 TGTGTTTCTTCTTCTTCTTTGTTTG TTTCTTCTCGCTCCTCCTCA 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B4910 Araip.B07 4910 p2 (TA)8 16 12932133 12932148 CCTTCCGTGATGGTTTTCCT GCGATGCGACTATCTTGCTC 280

Ai07B4914 Araip.B07 4914 p2 (GA)7 14 12976291 12976304 TCTGGTTGTGCTCCTCTGTG CGTTTTCACTGCCCAGTTTT 239

Ai07B4917 Araip.B07 4917 p2 (AT)9 18 12981094 12981111 ACGGTATAAAGGGAAGGGGG TGCCGGGAATTGATAGTGAT 218

Ai07B4919 Araip.B07 4919 p2 (TC)8 16 12989927 12989942 CATCGGTGACAGCGACTCTA CCATCAAGAGGAAAATCCGA 190

Ai07B4922 Araip.B07 4922 p2 (TA)8 16 12993498 12993513 GGAACGTCATGCTTCCATCT TTTCCTCGCCTTTATCTTTATCA 273

Ai07B4923 Araip.B07 4923 p2 (AT)6 12 12998986 12998997 TTAAACCGCAATACCGTTCC GGATATGGGCGCAGAAGTTA 271

Ai07B4928 Araip.B07 4928 p2 (AT)10 20 13053301 13053320 TGCTATGACATGTGGGATTCA TTTTTATAAGATGCCATATGTAGGTG 262

Ai07B4932 Araip.B07 4932 p3 (CAA)5 15 13115207 13115221 AAGAGGGGGAGCTCTTTCAG CCTTGCTTTTGCTTCTCTGG 206

Ai07B4933 Araip.B07 4933 p2 (TA)6 12 13130181 13130192 AGCTCAAAACTCACGGGTTG AATCACAACAATCGACGCAC 211

Ai07B4934 Araip.B07 4934 p2 (AC)27 54 13140961 13141014 CAGCCCATAGCCCAAAATAC GCGTTCTAGGATTGCCTCTG 227

Ai07B4937 Araip.B07 4937 p4 (ATTT)7 28 13169137 13169164 ACTCTTCCCCTTCCCCTCTT CTTTCCTTCCATATGCCCAG 190

Ai07B4938 Araip.B07 4938 p2 (AT)8 16 13173286 13173301 TTTTAATTGAACCAACCGATCC TGCATCAACCGTGTCAGTTT 189

Ai07B4941 Araip.B07 4941 c (T)10gaagaatggaaaatattgattacaatatgtggtagacaagaacaaaatatgattttggtgattttatgaaag(A)1193 13176717 13176809 TTGCAATTGTGGAAACCTGT GAACAATTCCTGCATTCCGA 210

Ai07B4942 Araip.B07 4942 p2 (TA)6 12 13176942 13176953 GAAGATTCGGAATGCAGGAA AACCCTTGAATTTGTTCCCC 236

Ai07B4943 Araip.B07 4943 p3 (AAT)5 15 13177392 13177406 TGACCGTTGGTTTTAGGAGG AGCAATTGAAGCCATGTCAA 198

Ai07B4944 Araip.B07 4944 p2 (TA)7 14 13178869 13178882 TCATGAAGCTCCAGTTTGGAT TTTGCTGAAATTTTGCTCCC 207

Ai07B4945 Araip.B07 4945 p2 (TA)12 24 13179070 13179093 TTTCAGTTTATGTGAAAAAGGCT TCACTCTCACTAATCACAAGTTCAC 280

Ai07B4946 Araip.B07 4946 p2 (AT)7 14 13181264 13181277 TGCATGAGATGGCAAAAATC AACTTTGGTTGTTGCTTCGG 233

Ai07B4949 Araip.B07 4949 p2 (CA)6 12 13189429 13189440 CAACACGCTCGCTGTAAGAG GTGATGATCTACCGCGTGAA 226

Ai07B4950 Araip.B07 4950 p2 (TC)9 18 13191883 13191900 CTATGACGGCGATGACTACG CAGCCTAGACGCACACTGAA 260

Ai07B4951 Araip.B07 4951 p2 (AT)16 32 13193692 13193723 AAAACATAAAAGCGCAACGC ATTTTGGGACTTGGGGCTAT 209

Ai07B4954 Araip.B07 4954 p2 (TA)7 14 13200570 13200583 GAAGATTCGGAATGCAGGAA AACCCTTGAATTTGTTCCCC 238

Ai07B4955 Araip.B07 4955 p3 (AAT)6 18 13202729 13202746 TGGTTTTAGGAGGAGAATCACG GTTCGGTCTTTCCAGTCCAA 251

Ai07B4956 Araip.B07 4956 p3 (AAT)28 84 13221638 13221721 GTGTTGCGCTTTTCATTTTG AATGCAGTCATTACAAGCCAT 280

Ai07B4962 Araip.B07 4962 p2 (TA)7 14 13240070 13240083 TTTGCTGAAATTTTGCTCCC AAAACTGGATTTGGGTTGGA 280

Ai07B4963 Araip.B07 4963 p2 (TA)6 12 13240438 13240449 TTCCAACCCAAATCCAGTTT TTGAGCTCGAGATGGTATGTTT 207

Ai07B4966 Araip.B07 4966 c (AAT)21aaagctaggacatagttacaatgaatagctagaaaacacaaaaatagttacaataataaaatacagctc(AAT)15177 13247897 13248073 TCCTGCTGGATTTGAATAAGTATC CAACCCCCTTTCTCTAAACCA 253

Ai07B4967 Araip.B07 4967 c (TTG)6ttctgtttctgtttctgctcctgcttcttctatttctacttgattctattgttgattcattggtgattta(TTG)5103 13249474 13249576 CTCTGCTTCTGCTTCCATCA GAACCAAAAGCAACAACAACAA 277

Ai07B4982 Araip.B07 4982 c (AAT)6a(TAT)45154 13285571 13285724 CCATTGGTTTTAGGAGGAGAA AAACTGCAGTCATTACAAGCCA 258

Ai07B4984 Araip.B07 4984 p3 (AAT)7 21 13290582 13290602 TTTTGGCCAATTAAGTGAACTGT TTGCAGCAATGTCAACCAAT 196

Ai07B4985 Araip.B07 4985 p3 (AAT)11 33 13294299 13294331 AGGTGGTTTACACAGTGCCC CATGCTGGCCAAAATTTGAT 267

Ai07B4992 Araip.B07 4992 p4 (AAAT)7 28 13303804 13303831 GGGTTGTAGACATTACAATGCG AACTTGGTCAATCGAACTCCA 267

Ai07B4993 Araip.B07 4993 c (T)10aaagaagctcatttaagggagagtaacaatttaacttatcaaacttttttaaaatgaaaagagttgatt(A)1190 13304121 13304210 TGGCTTGAGAATTGAGATTAGGA CATCGAATCCTTTGCCTACC 169

Ai07B4997 Araip.B07 4997 p4 (AAAT)5 20 13343981 13344000 AAAGCTGCTTCCCCCTAAAG TTTGATTCGTTCCCACATCA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B4998 Araip.B07 4998 p4 (CAAA)6 24 13355264 13355287 AAATCCTCACAACCCTGTGC TTTGTGTGAGTAGAATTTGGGC 280

Ai07B5000 Araip.B07 5000 p2 (AG)14 28 13355567 13355594 TGAAGAACACTCGAAGAGGGA TTAAATCCGGGTCTGACAGC 264

Ai07B5002 Araip.B07 5002 c (AT)9gaaaataaattaaac(TA)747 13356518 13356564 TTGATGGGTGCATCAAAATC CGCGAACACGACAAATAAAA 239

Ai07B5003 Araip.B07 5003 p3 (ATT)7 21 13357504 13357524 ACGTCAATTAAAACGCCGAT GATTAAAGGTTGTCGCCGTG 217

Ai07B5004 Araip.B07 5004 p3 (GTT)5 15 13361922 13361936 TCTGGCTGGATGAACATCTG CAACCAATTCCATGAACATCA 273

Ai07B5006 Araip.B07 5006 p2 (TG)6 12 13362456 13362467 ATGGTCTCCTTCGAGGGTCT AGCTCCAGCACAGACTCCAT 195

Ai07B5020 Araip.B07 5020 c (A)11gcagataatatacttctaaaaaaaattaatacaaaaattaatctctatatca(T)1073 13424667 13424739 CATGTCCTGCATTTGGACAC TTTTGTCTTTCTGGCACACG 247

Ai07B5023 Araip.B07 5023 p3 (ATT)5 15 13428851 13428865 GCCTAGGGTTTTCCAACCTC CAATCCCTGCTCTCTCCACT 249

Ai07B5031 Araip.B07 5031 p2 (AT)7 14 13449525 13449538 AGGATGCACTTGGTGATGGT TGGCCAAACAAACAAAACAT 280

Ai07B5032 Araip.B07 5032 p2 (AT)7 14 13464661 13464674 TTTTTGGCTAAAATAGGATTTGC AAAGTTTGGTTACGTTGGCTATG 232

Ai07B5033 Araip.B07 5033 p3 (AAT)23 69 13464901 13464969 TTGTGGTCCTCACGACAGAG TGGGTCCCAAAAAGGTTCTA 235

Ai07B5034 Araip.B07 5034 p2 (CA)7 14 13466430 13466443 TGATCACTCCATTTATTTGGGA GGAAGGACCGCAACAATAGA 237

Ai07B5036 Araip.B07 5036 p3 (ATC)5 15 13469099 13469113 GGCTAGGGTGCTTAGCTTGA CAAGAAAATGATGTTTGCGG 255

Ai07B5039 Araip.B07 5039 c (A)10gtaaaattc(T)1029 13475204 13475232 CGGTCGCTCCATTATATTCA CCAAACCTGCCATGAAAACT 259

Ai07B5041 Araip.B07 5041 p2 (AT)6 12 13478002 13478013 TTGCATTTTACAGCACGAGG TCTGCAACATTGCTCGAGTT 280

Ai07B5044 Araip.B07 5044 p3 (TTC)6 18 13482759 13482776 TAGTCGCGAGACAAATCACG GCTTTCATGGAGGAAAGTGC 216

Ai07B5051 Araip.B07 5051 c (T)10(A)12 22 13512459 13512480 TAAGTGTTTTGGTCCGAGGC CGGCTACAAATTGGATCGTT 118

Ai07B5054 Araip.B07 5054 p2 (AT)12 24 13515877 13515900 TTCGTGGCAGTGTTGTAAAAT TTGAAAATTCAAAGCTTCACTCA 279

Ai07B5055 Araip.B07 5055 p6 (AAGATA)5 30 13522114 13522143 TGTCAGCAGAGCTCAAGAGG ACAAATTCAGCCCAACAGAA 280

Ai07B5060 Araip.B07 5060 p2 (AG)8 16 13536694 13536709 GGTGTGTGTGTTTGGGAGAA CAACCATCAAAAACAGCCCT 109

Ai07B5066 Araip.B07 5066 p2 (GC)6 12 13559894 13559905 GGGGCTCAACTCTCTGTGAA GCCTACACTAAGCCACCAGC 162

Ai07B5068 Araip.B07 5068 p2 (GA)12 24 13568429 13568452 GCCACTGAAAACCATCAACA TTCAAGCTCAAGGAAGGAATTT 271

Ai07B5069 Araip.B07 5069 c (AAT)5aagattagacgcatcagagataaatagtca(AAT)1281 13581166 13581246 ATTTTCATGTTATCTTATCTTTTGGTT ATTTAATTATTAGTGATCGGTCCAA 253

Ai07B5073 Araip.B07 5073 p3 (TGA)6 18 13597053 13597070 AGTCACTTGGCTTTGGCAAT TCCAAACCCTTAACCCTTCA 217

Ai07B5075 Araip.B07 5075 p3 (TTG)5 15 13603738 13603752 AACATCCAGTCAGGAGGGTG GGACATCTTCCCTAATAAAATGG 263

Ai07B5077 Araip.B07 5077 p4 (TATT)5 20 13626718 13626737 TCAACACAACGGGAGTTACG CACTTAGAAAAAGCGTGGGC 216

Ai07B5086 Araip.B07 5086 p2 (AT)10 20 13655098 13655117 TGTTTTTCAGATGCAGGTCG CCTGACTCAGCCTACGAAGC 261

Ai07B5087 Araip.B07 5087 p3 (TAT)16 48 13655322 13655369 CCCATTTTTCAAGGCTCCTA TGATGGTGGTTGATTATTTGTTTC 274

Ai07B5089 Araip.B07 5089 p2 (AT)7 14 13657340 13657353 CGAACCAATCTGTAGACCCG CCAAACCGATTAAACCGAAA 260

Ai07B5098 Araip.B07 5098 p4 (ATAC)5 20 13675119 13675138 TGCGACGACCAATTAGATCA GTCGGGAATCGTCACAAAGT 249

Ai07B5099 Araip.B07 5099 p2 (TC)6 12 13680271 13680282 TCACGTAAGCTGTTGGGACTT GCAATGGGTTATGATGGCTT 279

Ai07B5105 Araip.B07 5105 c (CG)8(CA)15 46 13716585 13716630 TTGGCTGGAAACTCCTTAGC GGACACTCGGTAGTCGTCGT 233

Ai07B5111 Araip.B07 5111 p3 (ATT)5 15 13730133 13730147 TGGATTTTGACTTGTTTCGTTTT GTTGACTGGCAAGTTTGGGT 198

Ai07B5116 Araip.B07 5116 p3 (AAG)12 36 13755576 13755611 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCTTCC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5117 Araip.B07 5117 c (AAG)8aggaagaggaagaagaacgtgcagcaagaagaagaaggaggagaaagagaaggcaagaaacgaaagaa(AAG)5aggaagag(GAA)5130 13755717 13755846 CGTGCAAGAAGAAGAAGAACG CGAATAAATCTCAAAAACGCAA 213

Ai07B5120 Araip.B07 5120 p2 (TA)7 14 13758494 13758507 AACATCCTTACGTGGTTCGC GGAAAATATAATCCACGTGTCG 169

Ai07B5122 Araip.B07 5122 p2 (AT)8 16 13759868 13759883 TGTGTCGTGTTTTAATTTGTCCA ATCCATCACCAACACACAGC 194

Ai07B5125 Araip.B07 5125 p3 (AAT)5 15 13775120 13775134 TTGGCACAAGATGGGTACAA TGAGAGGATGCATTCCTTTTAAT 276

Ai07B5126 Araip.B07 5126 p2 (GA)6 12 13775385 13775396 AAAAGGAATGCATCCTCTCAA TTGCTGAAAATTCCACCACTC 272

Ai07B5129 Araip.B07 5129 p2 (TA)9 18 13783607 13783624 TAAGCAAATGCGATTCTCCC TCTCGTGCTGATAACGTGTTG 203

Ai07B5130 Araip.B07 5130 p2 (TA)7 14 13788104 13788117 ACAAATGCGATTCTCTCTCTTT TGAGGAGATTATCGCGTTACATTA 219

Ai07B5131 Araip.B07 5131 p2 (TA)6 12 13797468 13797479 GGGAGGAGCACTTGGGTTAT TGCCACAAGTTATGTGCAAC 218

Ai07B5132 Araip.B07 5132 c (TA)6ttctcctttgtatatattttatattttgccctcttagaggttgcttttggagaaacatgtgttttatttctattttgagataactttggga(TATG)9139 13806613 13806751 TGTTTTTCAGATGCAGGTCG TGAAGTTAAGGCTGACCGGA 263

Ai07B5133 Araip.B07 5133 p2 (TA)7 14 13806954 13806967 ATCCTACGTGTGTGATGCGA ATTCTGCAGGATTTGTTGCC 239

Ai07B5134 Araip.B07 5134 p2 (CT)8 16 13809289 13809304 CGACCATAGTCGAACCGATTT TCGGCGTCCAAATCTTTAAT 242

Ai07B5136 Araip.B07 5136 p2 (TC)9 18 13812411 13812428 TTGATTTTCAAATCTTTTTCCAA GATGAGAGAGGGAAGAATTCAAAA 277

Ai07B5137 Araip.B07 5137 p2 (AG)6 12 13817130 13817141 CCACAGGTATAGAGGTTCCCC TTTCTTATCTTTTTCAAAACCACC 259

Ai07B5140 Araip.B07 5140 p2 (TA)7 14 13828513 13828526 AACCCAACACCAACACCAAT CGCCATTTCAAAAGGAGAGA 190

Ai07B5141 Araip.B07 5141 p3 (CTC)5 15 13830189 13830203 ATGCATCCCCTTCTTCCTCT GAGTCGGAGGTGACGTTGAT 193

Ai07B5163 Araip.B07 5163 p3 (TTA)18 54 13889990 13890043 GGACAAAGTAAAAGTGCGGC GCACCTCCAGCAGTAAAGATG 242

Ai07B5169 Araip.B07 5169 p3 (AAT)7 21 13913732 13913752 ATGGGGCCTTAGAGGTGAAC TGGAGTTTCAGCAAGACAGG 277

Ai07B5170 Araip.B07 5170 p3 (GTA)6 18 13915867 13915884 AGCTTGGTTGGCTTCATCAT TCGTCTGGAAACGCATAACA 270

Ai07B5176 Araip.B07 5176 p3 (AGA)7 21 13924409 13924429 AGAGATGCTCCTGCTGCAAT GAACTCGAACGATCCTCTGC 262

Ai07B5177 Araip.B07 5177 p3 (TGA)6 18 13925103 13925120 ATGGAAGCTCACATGAAGATGA GCAATGAATTTTTCAAAGGCA 100

Ai07B5186 Araip.B07 5186 c (A)10gaaaataaagaagaagactatgatgaagactacgctaaaaaatgaaacgcgcgtagaagaaggccatgatgttgaat(A)1198 13960734 13960831 CGACGTCGTTATTGAAGAAGTG TCACTTACCAAATCCCAGCC 248

Ai07B5189 Araip.B07 5189 p2 (TA)6 12 13963710 13963721 GAAACCTCCACATAAGCCCA ACACGGAGCTCTCTTGAGGA 249

Ai07B5190 Araip.B07 5190 p2 (TA)9 18 13968642 13968659 ACAGGGAGACACCCATGAAA TCCACGTCCAAGATTGGTTT 186

Ai07B5191 Araip.B07 5191 p3 (ATG)8 24 13973064 13973087 TTTGGGTCCCTGCATTAGTT CGGTTGAAAAACAAGAAAGC 264

Ai07B5196 Araip.B07 5196 p2 (TA)9 18 13996564 13996581 GCGGAAGAATGAAACTTATGC TTGTGGAGGAGGGGGTATTA 280

Ai07B5198 Araip.B07 5198 p4 (CTAC)5 20 14000715 14000734 CCCAAACATATTGTATGCCAG TCAAAATGTGTCCGACGAAA 280

Ai07B5203 Araip.B07 5203 p3 (CTC)6 18 14040421 14040438 GGCAAAGAAAAACGCTCAAG TAGGCTGAGAAGGAGTCCCA 137

Ai07B5204 Araip.B07 5204 p4 (ATAA)5 20 14048486 14048505 ATTTTGAATAATTCGGGGGC TTTGTAGTTTGGGCCGGTAG 163

Ai07B5207 Araip.B07 5207 p4 (TTAG)6 24 14060231 14060254 CTACCATTTCACCCACCCAC GCGGCAATAAACAACAAACA 277

Ai07B5211 Araip.B07 5211 p2 (TA)7 14 14073903 14073916 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTTT 156

Ai07B5217 Araip.B07 5217 c (T)14gtggggaaaaaaactaataaactatggtatgttgaatgtactcataaatgaagatt(A)1383 14084641 14084723 GCAAAGGTTTCACAATCACG CAATTGGTCTAGGCGTCGTT 267

Ai07B5218 Araip.B07 5218 c (T)14gtggggaaaaaaactaataaactattgtaatgaattc(T)13ggaccgaaaactataggtacttaggtagtcataacataaaaagtttttcttcttttgacaaatt(A)12140 14085626 14085765 TGGGTGTTTAACTTTTTGCTTACTT CGGTTATAGTTTTTGCTTTGTTAAA 280

Ai07B5223 Araip.B07 5223 p2 (AG)8 16 14099937 14099952 TTTTATAGCCGTACCAGCCG CTTGGCGGGAAAGTTAGTTG 258

Ai07B5227 Araip.B07 5227 p3 (TTA)7 21 14118723 14118743 TTTGATATACGTGAATCGGGT CCGTTTTTCTCCAAAACGAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5228 Araip.B07 5228 p2 (AG)7 14 14122124 14122137 GGCCTCCATGATTGAAGAAA TAAGCTTGGCGGGAGAGTTA 208

Ai07B5236 Araip.B07 5236 p2 (TA)6 12 14172375 14172386 AGGAAAGATTTCAACAACCAAG CAGGCCTCCTCTCTCATACG 221

Ai07B5237 Araip.B07 5237 p3 (CTC)8 24 14174458 14174481 GAGATGGCGAAGAAGAATGC AAGGTCATCCGCCTTAACCT 279

Ai07B5241 Araip.B07 5241 c (T)10gttttctttgttttttgtaatggcacccaagactaccacaccctcaaag(A)1069 14194265 14194333 TTTTTAATTTGCTCGGGGAC CGTGTCATGAGAACTGGTGG 163

Ai07B5243 Araip.B07 5243 p2 (AG)6 12 14201237 14201248 TATCAGAAATCGTCCCCAGC TGGAATTGGAAAGACGTTGA 222

Ai07B5244 Araip.B07 5244 p2 (CT)6 12 14220801 14220812 TTTTGGTTTGTTTCTTATCTTTTTCA TGAGGGAGAAGGAATTTTCG 221

Ai07B5246 Araip.B07 5246 p3 (TTC)5 15 14224373 14224387 AGCCCTCCATTCTTCCTCAT AGTGGTCTTGATGGGCTTTG 201

Ai07B5247 Araip.B07 5247 p2 (TA)7 14 14229360 14229373 GTGGGAGGATGGAAAGACAA CCGCATCCGTTAGCACTACT 215

Ai07B5252 Araip.B07 5252 p2 (AT)9 18 14241073 14241090 AACTCGAATGTTAATTTACTTTGTTCA TTGCAAACATTAAAGGGGATG 260

Ai07B5253 Araip.B07 5253 p2 (AG)13 26 14242610 14242635 CCTGATCAAAAGAGATAATCCTGAA ATGCATCCATTCAGGGAGAG 157

Ai07B5254 Araip.B07 5254 p2 (AG)6 12 14251193 14251204 CCTGATCAAAAGAGATAATCCTGAA ATGCATCCATTCAGGGAGAG 143

Ai07B5257 Araip.B07 5257 p3 (GCC)5 15 14259277 14259291 GCCGATAAATTCGACGGTAA GGGTCTTACAGGTGGAGCAG 236

Ai07B5258 Araip.B07 5258 p2 (AC)11 22 14259911 14259932 CCTGAAACCAACCTCCTTCA CCTCCCTTCTCTCTTCCGTT 169

Ai07B5259 Araip.B07 5259 p2 (GA)7 14 14261072 14261085 CTGTCGGCAAGATCTGAACA GGACATCAGCGACAGTGAGA 129

Ai07B5260 Araip.B07 5260 p3 (CAT)5 15 14269633 14269647 AGGTACCGCATCAACTGTCC CGCTTGAGCTTGACCTTACC 230

Ai07B5261 Araip.B07 5261 p2 (GA)9 18 14277990 14278007 CGTGACTCTGAGGGAGGAAG GGACATCAGCGACAGTGAGA 257

Ai07B5262 Araip.B07 5262 p3 (GAG)6 18 14289118 14289135 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai07B5263 Araip.B07 5263 p2 (TA)6 12 14291123 14291134 TTTTGTGTGTTTCATATGTTTGAGAT TGGTATCTTTTCTTCTCTCTCCTTT 227

Ai07B5265 Araip.B07 5265 p2 (TA)9 18 14313697 14313714 TCTCAAAAGATTTTCTTTCCAAAA ATTCGGTGTTCCTCATCACA 270

Ai07B5266 Araip.B07 5266 p2 (TA)9 18 14315674 14315691 AAGCTCAAATATAATTTCAAAACAGAA GGAAAAAGAGTCACAATACATGGTT 279

Ai07B5267 Araip.B07 5267 p2 (TA)6 12 14318700 14318711 ATAGGCTCCGTGTAATGAGAGT AAAAATAATTAACCAAAACAACCAG 280

Ai07B5270 Araip.B07 5270 p5 (AAGAT)5 25 14328088 14328112 AAGGGCCCAAATAGAAGGAA CCTGGGTGCTCCAGTGTATT 183

Ai07B5271 Araip.B07 5271 p5 (AAGAT)5 25 14333525 14333549 AAGATGTTCGACCTGGGATG CCTGGGTGCTCCAGTGTATT 266

Ai07B5272 Araip.B07 5272 p2 (AT)7 14 14341681 14341694 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 243

Ai07B5273 Araip.B07 5273 p2 (AG)15 30 14350509 14350538 CGCACTTGAACTGTTTTCCA AGCTTGGCGGGAAAGTTAGT 276

Ai07B5274 Araip.B07 5274 p2 (AT)8 16 14351420 14351435 GATAGTAAAATCTTTGACACTCATTCA TTCAGCAATTTTAGTTTATATTCATCA 269

Ai07B5275 Araip.B07 5275 p3 (AAG)6 18 14352137 14352154 GAAGCTGTAAACCAACCCCA AGGGCATGGTAAAGTTGTGC 244

Ai07B5277 Araip.B07 5277 p3 (AAT)5 15 14352913 14352927 TTTGTTTGTAACGGTGACGTG TGCTAATTGAGTTCATTTGGTTG 155

Ai07B5280 Araip.B07 5280 c (A)12gagagaaggcg(A)1033 14387069 14387101 GCTGGCCGCATGAATAAAT GCCTTTTGGTTTAAAGGGCT 276

Ai07B5285 Araip.B07 5285 p3 (AAG)6 18 14437719 14437736 TATAAACCAGCCCCACCAAA TTTCCGCTTCGGAAGTTTTA 215

Ai07B5289 Araip.B07 5289 c (TA)7atttaataaaagagatctattaatcttcatccaatgaagaccat(TA)1180 14464775 14464854 TTCAAAGTGAGTCAGTTCAATGG TCTTGGTCATAGGATTATTAAAAAGGA 174

Ai07B5290 Araip.B07 5290 p3 (AAT)6 18 14465165 14465182 ATGGGAACTTGCACTATCCG TCAGAAAAACGATTTCAATCAAGA 146

Ai07B5292 Araip.B07 5292 p2 (TC)6 12 14480137 14480148 CATTAAGGAAGTTCCGCGAC GAAAATCTTTACGCGAAGCG 226

Ai07B5293 Araip.B07 5293 p4 (AAAT)10 40 14480810 14480849 CTGAATGCATGCTTGAACAAT ACCCTTTGCCTTTATTGGCT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5294 Araip.B07 5294 c (T)11(A)11 22 14484159 14484180 TTTGGCGGTTTAGTGGTTTC GGGTCAGTGGCATAGTGGAT 128

Ai07B5297 Araip.B07 5297 c (T)10cgtttataaaaaaaaggaattaattagtt(A)1049 14508726 14508774 TCCTGGACTGTTCATTTCCAC CGAAAATATCTTCCCTCTTTTTCA 230

Ai07B5299 Araip.B07 5299 p2 (TG)9 18 14514034 14514051 GGAAACACAGTTGCAAGCATT CAAGCCAACACTTGTGCATT 240

Ai07B5300 Araip.B07 5300 p2 (TA)8 16 14515297 14515312 TGGATAGTTGGATCCATTGATTT GCCTTAGGTCCCTCATTGTTT 272

Ai07B5303 Araip.B07 5303 p5 (TTTTC)5 25 14559715 14559739 TCCCTCTTTCCTTTTCTGTCA TGAACATGCAAGCCACTCTT 216

Ai07B5305 Araip.B07 5305 p2 (GA)6 12 14564343 14564354 TTGCAACAATCCACAAGCAT TCCTTCTCCCTTCCCTCTTC 243

Ai07B5311 Araip.B07 5311 p3 (AAG)5 15 14579070 14579084 CAAGAGGATAGCCGCAAAAG ATGGACCCCTAAACACTCCC 226

Ai07B5315 Araip.B07 5315 p2 (GC)6 12 14589586 14589597 AAATGAGCTGCAAAATCGCT TGGAAAGCTAACATCCAGGG 153

Ai07B5317 Araip.B07 5317 p3 (ATG)9 27 14593857 14593883 GCAGCTGCCTTCTTTTCAGT GAACCTCTCAAACGCCAAAT 267

Ai07B5318 Araip.B07 5318 p3 (AAT)5 15 14594007 14594021 TTTGTTTGTAACGGTGACGTG TGCTAATTGAGTTCATTTGGTTG 155

Ai07B5320 Araip.B07 5320 p3 (TTA)14 42 14602234 14602275 GACTTGGATGCTATGTCCATCA TTCTTGCTTTTCCTACTGAATTG 280

Ai07B5322 Araip.B07 5322 p2 (CT)6 12 14620433 14620444 TCGAAAATCACTAACATCTTTTTCA AGAGAGGGAGAGAGGGTTCG 227

Ai07B5323 Araip.B07 5323 p3 (CAT)5 15 14625376 14625390 GACTCAGGCTGACCGACTTC TCCAGGGTCATCTTGTAGGC 244

Ai07B5328 Araip.B07 5328 p3 (TCC)5 15 14640866 14640880 ACAACGGCACATCGAAAAAT GGCATGTCAATCTGAGCAAGT 280

Ai07B5335 Araip.B07 5335 c (CA)27(TA)6 66 14680844 14680909 CCCAAAAATTGCTTTCGTGT TGGTTTATTGTACCCTCGCC 221

Ai07B5336 Araip.B07 5336 p2 (CT)6 12 14684107 14684118 AATCATAGCGGTGGTTCTGG CTCCCTACCTCAGATCGTCG 279

Ai07B5337 Araip.B07 5337 p2 (TA)6 12 14686264 14686275 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 228

Ai07B5339 Araip.B07 5339 c (A)10tttgaaagagaaaataaggattctaaaattttaacaagagcaataatagaagactctaaact(A)1183 14702676 14702758 AAAGACATGCAATTGACACCA GGGGATTGTTTGACTTTGGA 234

Ai07B5340 Araip.B07 5340 c (A)10gtagcg(A)10gaaagaaaaagaaaaagcaaactttagagtcaattgggtgatggttcattagctgggtataggttta(T)12105 14733176 14733280 TGAAGCAAGAAAAAGCAGCA AAGGAGTTAACCGGGAGGAA 249

Ai07B5341 Araip.B07 5341 p5 (TTATC)5 25 14759036 14759060 GATACCTGCAAGGGACTTCG AACAACAGCCCAATCCAAAG 246

Ai07B5342 Araip.B07 5342 p5 (TTATC)5 25 14765233 14765257 CCTGGGTGCTCCAGTGTATT AACAACAGCCCAATCCAAAG 166

Ai07B5347 Araip.B07 5347 p2 (AC)6 12 14784917 14784928 GGGCTAAGGTAAGGGTGAGG TCAATCACCTTTGTTTGCCA 237

Ai07B5349 Araip.B07 5349 p3 (AGA)6 18 14798047 14798064 CGGTCTTAGGTGCCATCAAT ATATGGCCGAAACCTTACCC 249

Ai07B5350 Araip.B07 5350 p2 (AG)6 12 14801588 14801599 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 256

Ai07B5352 Araip.B07 5352 p3 (AGA)6 18 14806480 14806497 TTGCCTTCCCTTTCCTCTTT CCTTTATTCTTCCCCTTGGC 209

Ai07B5353 Araip.B07 5353 p2 (TA)6 12 14834686 14834697 ATGAACTTTGGGGCATTTTG TGTGTTGGAAAATCATGGGA 216

Ai07B5354 Araip.B07 5354 p2 (CT)13 26 14846449 14846474 GCACGCCTAAATAGAGCAGG TGATGGAGGTGATTGGTGAA 162

Ai07B5358 Araip.B07 5358 p2 (AT)15 30 14900137 14900166 TGCATGCATTGTGTGTTTTG AAATTGAAAATTTGATTTGACTCC 217

Ai07B5359 Araip.B07 5359 c (A)11gagaaaagaaaaatggc(A)1038 14904839 14904876 TGGCTCTTGAAGAATGATGAAA TTAGGCCCTCGTATCCACTG 258

Ai07B5362 Araip.B07 5362 c (A)10tatagcg(A)1027 14930589 14930615 TGAAGCAAGAAAAAGCAGTGAA AGGGCTATTGGGTTTTTGCT 137

Ai07B5364 Araip.B07 5364 p2 (TC)6 12 14943119 14943130 CTTGGCGGGAAAGTTAGTTG AGAACCACACCTCCAACCTG 242

Ai07B5365 Araip.B07 5365 p3 (AAT)7 21 14947019 14947039 TTCTGGATATGTCCTTGCCA TACCCCAAGGCACCTAATTG 267

Ai07B5368 Araip.B07 5368 c (TA)7atttaataaaagagatctattaatcttcatccaatgaagaccat(TA)1180 14960006 14960085 TGTCACAGGTCAAAGGAAACTC TCTTGGTCATAGGATTATTAAAAAGGA 262

Ai07B5369 Araip.B07 5369 p3 (AAT)6 18 14960396 14960413 ATGGGAACTTGCACTATCCG TCAGAAAAACGATTTCAATCAAGA 146



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5373 Araip.B07 5373 p2 (TC)6 12 14972552 14972563 CATTAAGGAAGTTCCGCGAC GAAAATCTTTACGCGAAGCG 226

Ai07B5375 Araip.B07 5375 p2 (AC)6 12 14975332 14975343 TGGGATCGACCCTTACTCAC ACCCTGGGCTAGTTCGACTT 199

Ai07B5376 Araip.B07 5376 c (T)12(A)12 24 14976743 14976766 TTTTGGCGGTTTAGTGGTTC AGGTCACGCTTCAAATGCTT 196

Ai07B5379 Araip.B07 5379 p2 (TA)8 16 15038627 15038642 TGGGGTAATTTTGTCCCCTT GGAAATTGTGGGAGCAAAAA 185

Ai07B5380 Araip.B07 5380 c (A)10ggaaagaaaagaaaataacatataaaataataacaatgatagaaaaggaaagaaagaagaagaaaatagaaccttgttaatggaggt(GA)6109 15041038 15041146 TTGCAACAATCCACAAGCAT TCCTTCTCCCTTCCCTCTTC 243

Ai07B5382 Araip.B07 5382 p2 (GC)6 12 15060014 15060025 TGAGAAAGGAAGTGGAACGG CCGCGCTAGCTCTTGAATAC 272

Ai07B5383 Araip.B07 5383 p2 (GC)6 12 15060336 15060347 GTATTCAAGAGCTAGCGCGG GCGAATTTCCATTTTCAGGA 270

Ai07B5384 Araip.B07 5384 p3 (ATG)9 27 15079870 15079896 GCAGCTGCCTTCTTTTCAGT GAACCTCTCAAACGCCAAAT 267

Ai07B5385 Araip.B07 5385 p3 (AAT)5 15 15080020 15080034 TTTGTTTGTAACGGTGACGTG TGCTAATTGAGTTCATTTGGTTG 155

Ai07B5388 Araip.B07 5388 c (T)10ctttttttttc(T)10c(T)1244 15112396 15112439 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 195

Ai07B5390 Araip.B07 5390 c (A)11gggaagatattttcgaaaatt(AG)644 15113603 15113646 CCTCCAGGGTGTGATTTTTC TTCTCTCTCCTCACTAAATTCAAAA 280

Ai07B5392 Araip.B07 5392 p3 (CAT)5 15 15118294 15118308 GACTCAGGCTGACCGACTTC TCCAGGGTCATCTTGTAGGC 244

Ai07B5393 Araip.B07 5393 p3 (CAT)5 15 15133268 15133282 GACTCAGGCTGACCGACTTC TCCAGGGTCATCTTGTAGGC 244

Ai07B5394 Araip.B07 5394 p2 (GT)6 12 15142128 15142139 TGTTCTTCCCTTCCTCTCCA GGCCCTTGGTCCAATTAAA 104

Ai07B5398 Araip.B07 5398 p3 (GAG)6 18 15166376 15166393 GCGAACGTTGGGATAGATGT AAAGGGTCCAGGAGGCTAAA 267

Ai07B5399 Araip.B07 5399 c (TA)9cataattgtcacacacatctgcattttggaaaattatggttatatttatagttctatagtataaatgtattcttccgaggttaaaag(A)10115 15169494 15169608 TCCATAGCAATTTTCTTCAACTTC GATCCTGCAACGAGGATTTC 250

Ai07B5401 Araip.B07 5401 p3 (ATT)12 36 15172784 15172819 ACTTACCCCACCCTTATCCG CATCCATTCTTTCTAATTTTCTTTCTT 272

Ai07B5402 Araip.B07 5402 p2 (AT)7 14 15173373 15173386 ATTCCGGACGTTTTTCCTTT GGGTCCCAACTGAACCATTT 272

Ai07B5403 Araip.B07 5403 p2 (AG)11 22 15176279 15176300 GGGGTTCCAGATCTCACTCA GATAGCAGCGACACTCCTCC 222

Ai07B5407 Araip.B07 5407 p2 (AT)19 38 15194255 15194292 AAGAGGAGCAGCGTCCATAA GGAAACGGAGGAAATGGTTT 259

Ai07B5409 Araip.B07 5409 p2 (AG)8 16 15210931 15210946 AACGGTCGTTGGAGTTGAAG AACCCTCTTTGCCCTCATTT 278

Ai07B5410 Araip.B07 5410 c (AG)15aa(AG)15 62 15214476 15214537 CATGTTTGAGATTGGAGCAGTT TGATTGACGACGATCTCAGG 218

Ai07B5412 Araip.B07 5412 p2 (TA)8 16 15223151 15223166 TCAAAGGTGTAATTAATAAGTGAAGCA GAGTTGGATTGAAGCAAGTTGA 268

Ai07B5413 Araip.B07 5413 c (A)10gaagggaagatctattagtagaagagagatatagactatgagtcat(A)1066 15223849 15223914 TGTTATAGGAGTAACAACAGGGAAGA GATTTACCCCAACAACACGC 174

Ai07B5415 Araip.B07 5415 p3 (ATT)8 24 15229291 15229314 TTTTACCGATGAATTGTTTTTCA AAAAATCGGAACCCTCATTT 181

Ai07B5419 Araip.B07 5419 p3 (TGT)5 15 15234739 15234753 GACACAATAATGTACGCAACCTG TGCTCCTTCTTCTCCACTTTC 254

Ai07B5420 Araip.B07 5420 c (T)11ccttctcagagaaaagaagaaatattt(A)1048 15235924 15235971 AAGGTCCACGCGGAGTTAT GCCTTAGATGAGACGTGCAA 278

Ai07B5422 Araip.B07 5422 c (TA)8gtcatgattgatccctgtagctataaaactccaaaagtcccaaagtccactatctcttatttttatttattttattcaatgtaa(T)12112 15237595 15237706 ACAAGGTTGGATCGATGGAG CACGTGTCCATACCACCATT 272

Ai07B5423 Araip.B07 5423 p4 (AATA)5 20 15237957 15237976 ATAGCGCCACCTCATCAACT ATAAATTCAAAACGCGGCTG 179

Ai07B5426 Araip.B07 5426 p2 (TA)10 20 15246904 15246923 TTTACACATGTGGCTGTGGT AAAATTGTGAAAATTGTAACTGCAAG 252

Ai07B5428 Araip.B07 5428 p5 (TATTA)8 40 15258489 15258528 AACTGGTTCAAAGCTTTCCATT TGAGTAGTTACTGAAAAATCGTATCAA 258

Ai07B5430 Araip.B07 5430 p2 (TC)6 12 15261394 15261405 CCATTCACCACTGAGACCCT AAGCACAAACGACCTTCCAC 226

Ai07B5431 Araip.B07 5431 c (A)10tcaaacaaattaattcttatcattacttaaaaaataacatgaaattcttt(A)1171 15265291 15265361 GACGCTTAATATACTTGTTTTATGTGC ATTCGCTTACGTAGAAAGATTGA 268

Ai07B5432 Araip.B07 5432 p3 (ATA)5 15 15265814 15265828 TGAGTGAACTCAATCGGGAA CCGTATAGGCATTCCTTACACAA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5434 Araip.B07 5434 p3 (TAA)9 27 15267541 15267567 TGAAATCAAACTTCATTGGCAG TCCAATTCGGAGACACAACTT 232

Ai07B5438 Araip.B07 5438 p3 (CTT)5 15 15278464 15278478 CTGTGATCCGCCACTGTTC GCCACCAAAAATAGCCTTGA 135

Ai07B5440 Araip.B07 5440 c (T)10cattattcaataattttttc(A)1242 15283074 15283115 CAGACGACCTGCTTTTGACA CCTTTAAGTTTGACTTAGTTGTTTTGC 142

Ai07B5444 Araip.B07 5444 p2 (TA)6 12 15293450 15293461 GGAAGAACCCAGAACCATGA GGATGACCCAAGAAGAATCG 263

Ai07B5446 Araip.B07 5446 p2 (TA)6 12 15297061 15297072 TTTCTTTAGTAAGGGTTAAGGATTTTT GGGCATCAATTATGCTTAGAATTAAA 280

Ai07B5448 Araip.B07 5448 c (A)10ttcattgactcaaattttcgataattc(T)1047 15298784 15298830 TTTTCTCCCTTAATATCGGTATCTG CCCGCAACCTCTTAGTTGAG 274

Ai07B5450 Araip.B07 5450 c (T)10ctg(T)14gtttttgtttttgtttttg(T)11gtgtttgtgtttgtttttgatatttcatcttgttgtgttgaattttttt(A)10116 15300222 15300337 ATATCCGACACGCAAACACA CATTTATTCTGGAAAAACCCTG 277

Ai07B5456 Araip.B07 5456 p3 (ATG)7 21 15335115 15335135 CGATGGCTGGTACTCCTGAT GGCTCCAAATCCAACAGGTA 250

Ai07B5458 Araip.B07 5458 p2 (GA)7 14 15338950 15338963 GCCGTTGACATCACAAAGAG CGGGTCTCTCCTTTCTCTCC 218

Ai07B5459 Araip.B07 5459 p2 (AT)7 14 15340533 15340546 TCCCTAGGTAGACGCAGTGG GTTATGCGGAGAGAAAGCCA 166

Ai07B5462 Araip.B07 5462 p2 (AT)6 12 15346616 15346627 TCAAATGGCATAGTCTCCCC CGATGGTATTTCAGTACACCATGT 217

Ai07B5467 Araip.B07 5467 p5 (TGATT)5 25 15353514 15353538 CACATGATTTGAATTTAGCTCCA TTTAATGATAAAACTGTCGTGGG 259

Ai07B5471 Araip.B07 5471 p2 (TA)7 14 15357688 15357701 CACTTAGATCCGATTCCAATTACA CTGCCCACTTCTTTTTCTCA 226

Ai07B5473 Araip.B07 5473 p2 (AT)10 20 15361431 15361450 CACTTGCCCTCCATACATCC TGTATTGCGAGACTTGGCAG 257

Ai07B5474 Araip.B07 5474 p2 (TA)6 12 15364613 15364624 TGCTTCCCATACATTATGCC TCAAATCAGCATATTAAATCAGCA 262

Ai07B5478 Araip.B07 5478 c (T)10gt(A)11 23 15370532 15370554 TGGCACAAACAGCTGAAGTC TTATTTCGGTTCATTTTGCAG 251

Ai07B5493 Araip.B07 5493 c (T)10gctgttattctaataacttctgctatctctctccacatctcttccgcgctttcgttcacatcctactttatctcttcttctaccaatttt(A)10110 15416036 15416145 TATCTGCATTGCGGCATAAA AGGTGGTGATGGATGAAAGG 267

Ai07B5495 Araip.B07 5495 p3 (TTC)6 18 15419525 15419542 TTCTTTGCTCGATAGCCGTT GAAGCAGGAGCAGAAACAGAA 216

Ai07B5496 Araip.B07 5496 p3 (TTG)5 15 15419716 15419730 TGTTTCTGCTCCTGCTTCTTC CCCCTTCTTCCCCAAAATTA 166

Ai07B5499 Araip.B07 5499 p2 (TA)8 16 15468063 15468078 CGAAATAATTGGTCAGGTTTGA CCATTATTGCAATTCAAGAAACA 240

Ai07B5500 Araip.B07 5500 p2 (TA)6 12 15470441 15470452 ACGACATTTTGACCGTCGAT TGGAATGTTGGGACTTTTGG 273

Ai07B5503 Araip.B07 5503 c (CTT)6tcaaatacacgcatacgtcattttcttcttctttcaaattcacgtata(CCT)8ccatccaaattttaaggtccaataccaataaaaatcactttcattaaaagagcgtcattacacgcgctttatcttcttctcccctcccgca(CTT)6199 15496687 15496885 CGCGCTTTATCTTCTTCTCC AAATGACGTATGCGTGTATTTGA 251

Ai07B5504 Araip.B07 5504 p3 (CCT)9 27 15510081 15510107 TTTCAAATACACGCATACGTCA AGAAGAAGAATCTGCGTGCG 100

Ai07B5505 Araip.B07 5505 p5 (TGAAT)5 25 15510291 15510315 ATTGAATGGACGCAGGTGTT CAGCTTTTTGCATAATAAACCGA 181

Ai07B5511 Araip.B07 5511 c (AAT)6gttaaattattcggttagtatttataattttactaaatttttaattaagtttttgta(T)1085 15525860 15525944 GCTCATTTTGGATTTTTGGC AAAGTGTTGCAAGACGTGATT 265

Ai07B5515 Araip.B07 5515 c (T)11aaaagaaaaattgtaaagtttagtttcaggaagtgcttaacatattgagtcattggtcttttgaagaaataatgaaaac(T)10100 15530036 15530135 TTGATAAAGAACTTTTGTTGTGCC AGGGCAGAAGAGGGGTAAGA 274

Ai07B5519 Araip.B07 5519 p3 (ATT)5 15 15533485 15533499 GGTGATGAATTTGATAGAATGACA TTCGTGTCGAAAATTACCCT 205

Ai07B5523 Araip.B07 5523 p3 (CTC)6 18 15541139 15541156 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 258

Ai07B5529 Araip.B07 5529 p2 (AT)7 14 15565027 15565040 TGGGCCTCTTGTAAGCAAGT TGGTGCACGTGTTTAATCGT 266

Ai07B5535 Araip.B07 5535 p2 (CA)6 12 15574011 15574022 TTTAACTTCCCGGGTTCCTC GGTTATACAGCCAACCCGAC 177

Ai07B5538 Araip.B07 5538 p3 (AAG)5 15 15576724 15576738 CAACGTGGTTCAGGATCAGA GCCTTGAAATGCTTTGCACT 265

Ai07B5539 Araip.B07 5539 p3 (AGA)5 15 15584334 15584348 CTGTCAGTGGGTCGCAGTTA CGCCGTCAAGAAGAGTTACC 233

Ai07B5543 Araip.B07 5543 c (T)12gccatggattccttgctcctacatttttgtaggtttatcattaaccttcataaaaataattataaaatgtaccccg(T)12100 15594252 15594351 GCGGGTGCATTTCTGTTTT GATCCTGGGCCTTATTCGTT 249

Ai07B5544 Araip.B07 5544 p3 (GAG)6 18 15601962 15601979 ACCTCACCAGAAGAGCCAGA CTTTCAGAGATGGCAAAGGC 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5546 Araip.B07 5546 p3 (CGC)5 15 15604373 15604387 CTCCCTTTCTTCCACTTCCC GTCAGATGCGACGACAGAAA 240

Ai07B5550 Araip.B07 5550 c (T)10attttttaatgtgtttggcaaatttctaataataaaaataaaagcactagaaaaatag(A)1078 15609841 15609918 GCTTGTTTGGGCGTCATTAT TAGTTCCAAGGAAGGCGATG 275

Ai07B5551 Araip.B07 5551 p2 (CA)6 12 15616757 15616768 ACGAAAAATACCCATTCCCA TTTCGACAGCTTTCTCTTCCA 253

Ai07B5552 Araip.B07 5552 p3 (ATA)5 15 15617285 15617299 TCACAGGAGGCAAATGATGA CCAGTCAATTGGATGGGAGA 254

Ai07B5555 Araip.B07 5555 c (T)10ataagtcacaataatttatgtatttgatctattttctattagaacatttgaaaaaattattgaaaaagttcgattactagaccttttctcga(T)10112 15622197 15622308 TGATTTTGGCTCTCAGGAAAA CAACTCTCCAAATTCAAATGACA 236

Ai07B5557 Araip.B07 5557 c (T)10ataagtcacaataatttatgtatttgatctattttctattagaacatttgaaaaaattattgaaaaagttcgattactagaccttttctcga(T)10112 15626844 15626955 TTTTAGAAAGCGATTTTAGTTTTACA CAACTCTCCAAATTCAAATGACA 175

Ai07B5563 Araip.B07 5563 p3 (TAT)5 15 15662568 15662582 GGCACAAGAAGGACATTGGT CGATGCGTCAAAGCTCAATA 198

Ai07B5565 Araip.B07 5565 c (T)10gtctttatcctgatgcttgtttaacaaaatttaaaaaaggaaaaaaaat(A)1069 15668547 15668615 AAGGAACATCCTGATGCTTGA GCTCTTGAAAAAGCAAATAACCA 254

Ai07B5570 Araip.B07 5570 p3 (AAG)5 15 15675685 15675699 TCCAATCCCTTCTTTTGCAT GCAGAAGCGGAGACAGAAGT 265

Ai07B5572 Araip.B07 5572 p3 (AAC)12 36 15683722 15683757 GCCAAACGAAGCTGACAAAT CCATGTAGTCAACCCCACCT 210

Ai07B5573 Araip.B07 5573 p2 (AG)12 24 15684798 15684821 ACTGTGCCGATGACAACAGA CCATCAACTCATCACCATCG 211

Ai07B5575 Araip.B07 5575 p2 (AT)6 12 15688590 15688601 CCATTATAAACAGGGATCATCACA CTTTCAGAACTCCACCGACC 274

Ai07B5579 Araip.B07 5579 p3 (TAA)6 18 15698489 15698506 CCTCAAACGGTGTCTCACCT AAAAGGTGCACTTGTGTGCTT 252

Ai07B5580 Araip.B07 5580 p4 (AAGA)5 20 15701692 15701711 CCACTTCACTTGGTTGGGTT CGTGTCTGCGTTTGAGAAAG 242

Ai07B5584 Araip.B07 5584 p3 (ATT)5 15 15712487 15712501 ACTGTTTTTGACCTGGGTGC GCATGTGAAGGATCATCAGG 152

Ai07B5587 Araip.B07 5587 p2 (CA)6 12 15717699 15717710 CCTATTTACCCAGCCCCAAT GACCAAAAGCCCAAAAGTGA 233

Ai07B5589 Araip.B07 5589 p3 (ATA)10 30 15718624 15718653 CACAAAGTTGCTCATCATGGA TTGACTTGTGGCAACGTGAT 254

Ai07B5590 Araip.B07 5590 c (A)10tagttacataataagaacaagagttacaataataatt(ATA)974 15739080 15739153 TGTGGTGTCTTCTCCAACAAA AAGTTGCACCCACTCGTGAT 228

Ai07B5596 Araip.B07 5596 p3 (AAT)5 15 15764037 15764051 CCCCCAACTAATGAAGGTGA TTATCATGATTACCACGACCG 280

Ai07B5597 Araip.B07 5597 p2 (GA)8 16 15764589 15764604 ACGGGAGAGTAGAAGGGGAA GTTCGATAGTGATGCGGACC 262

Ai07B5598 Araip.B07 5598 p2 (AT)6 12 15767131 15767142 AAAACCGCATAACACTTCGAT GGAAGACGAAGCTTCAGGAG 252

Ai07B5601 Araip.B07 5601 p2 (TA)13 26 15772140 15772165 TTGCAAACATTTTCTCTCTTTATACTG TGCGTAAATGGTCATCCAAA 268

Ai07B5606 Araip.B07 5606 p2 (AT)8 16 15783520 15783535 TTTTAAATCTGAATCTGAATCATCA TCATTGATTGACTGCCTCCA 237

Ai07B5607 Araip.B07 5607 c (A)10tccga(AT)10 35 15783882 15783916 GGTTTAGGTTCGGCCTCAAT CCAGAATTTTGGTTACACTATCCC 263

Ai07B5609 Araip.B07 5609 p3 (TCA)6 18 15788174 15788191 GGGATCTGGATTGTGGTGAC ATCATCACCAAGTTGGCCTT 144

Ai07B5613 Araip.B07 5613 p3 (AGA)5 15 15799003 15799017 CAAAATTCAAGCCCAACCAT GGTCAGGGTTGACAACATCA 241

Ai07B5614 Araip.B07 5614 p2 (TA)8 16 15800546 15800561 TCTTTCCGTTAGCACGTTCC AAAAAGGACGGAACAAAAGAAA 101

Ai07B5616 Araip.B07 5616 c (C)10attggttcatataatggaaaacgc(T)1347 15808612 15808658 CCCCTAATTCCGTTGACCTT GCAATTTTGTTGCCTTGGAT 166

Ai07B5622 Araip.B07 5622 p2 (TC)6 12 15828828 15828839 CTACGATTACGCCTCCCTGA AAGAAGCCTTTCCTTCCGTC 269

Ai07B5623 Araip.B07 5623 p2 (TC)6 12 15830562 15830573 CTACGATTACGCCTCCCTGA TCAAACAAACTTGTTACATACCCTG 222

Ai07B5624 Araip.B07 5624 c (A)14gaaaatatatttcaattattgtaaaaataaaatattgattacaacagt(TA)776 15830771 15830846 TGAATTTGGTGTCATTTAATCCAG GGCTATCAAAAGTGACCGTG 280

Ai07B5626 Araip.B07 5626 c (T)11aatttgtcatttctccctctctccatatctccctttctcttggtaactctccatcctctccccactatcttctttacgg(A)10100 15836655 15836754 TTTCAAAAATCATACATCCACTGA CAACGTATCTCCCCATACCG 264

Ai07B5627 Araip.B07 5627 c (A)14cacgtacatgatagttaacaaaacaggagtattttcatttg(T)1469 15836901 15836969 CTTTTGTGAGCAGTCACCGA TTTTGATGTACACCTAGCATAATGAA 249

Ai07B5629 Araip.B07 5629 p2 (GA)13 26 15844506 15844531 GAATTCCAATTGGCGAGTGT CTCTTCGGATTCTCTGCCAC 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5630 Araip.B07 5630 p2 (CT)7 14 15844662 15844675 GCTTCTTCACGGGTTGAGAG AAGAGAGTATTTTGCTGAGGGG 207

Ai07B5633 Araip.B07 5633 p2 (AG)15 30 15858223 15858252 AAAACGAGTGAGGGAGTGGA GGGATTCATCAATGGAGGTG 255

Ai07B5637 Araip.B07 5637 c (T)10ctatttagtcacc(A)1033 15873139 15873171 CCATGGAGTGAGCTTCAACA TCTTCTTGCACCAATATCAATG 194

Ai07B5643 Araip.B07 5643 p3 (TTA)39 117 15893570 15893686 TGTGAATGTTCTTATCATAATTCTTGT GGTCCAGTGAACTCAGAAAAAG 280

Ai07B5646 Araip.B07 5646 p3 (AAT)14 42 15908557 15908598 TCTTCTCCCGTCCCCTCTAT TTTGTCAAATTTCAAAGACAAAAA 244

Ai07B5647 Araip.B07 5647 p2 (AT)13 26 15911204 15911229 GGGGGTTTGAAGAAGATGCT AATTCAGGCCAGTCAAGCAC 273

Ai07B5651 Araip.B07 5651 p6 (CATATA)5 30 15916041 15916070 ACAAAAGTATGGGTGCAGGC TCCAAATAAATCCACATCCGA 231

Ai07B5652 Araip.B07 5652 p3 (GAA)5 15 15917257 15917271 GCAGCATCAAGTGAATCTCAA TCCTCCTCCTCTTCCTCCTC 244

Ai07B5654 Araip.B07 5654 p2 (TA)6 12 15941005 15941016 GTTGTCAGGCCGCTCTTTAT TCACAATAAAAGGAATAAGATGCAA 215

Ai07B5655 Araip.B07 5655 p2 (AT)7 14 15941690 15941703 TTGCACGCCATAAAATTCTTC TTTGGATGAGATCCTAGTTGATTC 277

Ai07B5656 Araip.B07 5656 p2 (TA)10 20 15942707 15942726 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTATTAAAAAGGACA 250

Ai07B5657 Araip.B07 5657 p6 (AATAAC)6 36 15949862 15949897 CTCCCATGTCATCGAGTCCT ACTCGGCGATGTTGGTATTC 209

Ai07B5658 Araip.B07 5658 p3 (TAT)5 15 15950729 15950743 TCGTTAAAGGTATCTGGCGG AATAGTGAGAATAAGTTTGCTTCAAAT 266

Ai07B5659 Araip.B07 5659 p3 (ACA)7 21 15952948 15952968 TGTGTCATAACTCATAAGGCACAA CGTTTGATTCATGTAGCCGA 123

Ai07B5662 Araip.B07 5662 p2 (AT)19 38 15961469 15961506 AACCCCCTAATATTCCAAGAGC CCTTTTGAATGAGTTGGTTTAGG 280

Ai07B5665 Araip.B07 5665 p3 (TTC)5 15 15964674 15964688 TTTGCACACTCTCATGCACA AAACACGCCGTTGACTTTTC 107

Ai07B5666 Araip.B07 5666 p6 (CCGGTC)7 42 15969548 15969589 CCTGCTCCTATCTCGGTCAC CCTCCACAAGGGATTCTTCA 263

Ai07B5669 Araip.B07 5669 c (AT)9gttctaattgnn(TA)744 15975030 15975073 AGCTCGTGAGTTGGCTCAAT GAAAGCTCACGAGTTGGCTC 221

Ai07B5674 Araip.B07 5674 p3 (TTG)14 42 15984521 15984562 GGACTACATGTTTGTTGGCG TCCATAACTGAAACACGACATTTT 205

Ai07B5675 Araip.B07 5675 p2 (AT)8 16 15990549 15990564 GCCATTGTGAAAATGCTCCT CGTGGCTAGTAAGCACGGTT 241

Ai07B5678 Araip.B07 5678 p3 (TAA)5 15 15991742 15991756 TGGGATAAGAGAGGAGAGAAAGA TGCATCTTACATTAGCGATTTGA 241

Ai07B5679 Araip.B07 5679 c (T)10cgaaaataggattagatgttttattc(T)1147 15992267 15992313 CCTCAACCCAAAGACTCCAA AGAACTTGTCCCATCAAATCTCT 268

Ai07B5680 Araip.B07 5680 p2 (TA)6 12 15993435 15993446 GATCCTTACTTCGGAATGCG TCGAATCTGTCTGCATCGAA 262

Ai07B5683 Araip.B07 5683 c (T)10aaaaaattaacaaaaattgaattctaaatttttaaattataaaaaattaagttgataagaaacaacacatgaatgattatatctcta(AT)6109 16000900 16001008 ATAGTCCATGCGATCGAAGC AACGAATGTAATTGCACGACTG 267

Ai07B5684 Araip.B07 5684 p2 (AG)6 12 16001416 16001427 ACGTAGGTTAGGGGTGGAGG AATGGTGTGTGGGGATGAGT 166

Ai07B5685 Araip.B07 5685 c (T)13gactatatatgtcagagttgaaaaagttaaagttgaaaaacaatactgcttttcaatttttttttc(T)10cccactccta(TC)7113 16002694 16002806 TTAATGGAGCCGAGGAATTG TGCATTTTGAGCGAGTGAAA 241

Ai07B5692 Araip.B07 5692 p2 (TA)6 12 16014023 16014034 TGTGAGGTCTAAATACCCTCGG AATTCTTCCCATTGGCGTTA 255

Ai07B5693 Araip.B07 5693 p2 (AT)9 18 16017399 16017416 TGTGTGTCGGCTGGTTTAAG TTTGACTTAGCTTTTTGTGGCA 259

Ai07B5697 Araip.B07 5697 p3 (TTC)8 24 16029819 16029842 CACTGCTGAACAACAGTTCCC CCAAACATGAAACAAACATGC 173

Ai07B5698 Araip.B07 5698 c (GTA)5gcagtaataatc(ATA)748 16030316 16030363 TCCCTTCAAATAAGCCCTCC GGCCTCCTTAACACTCCTCC 272

Ai07B5699 Araip.B07 5699 c (CTT)7cgccggctttggatccaatcacaaggctcagtgccttcaaatctcatcatcatccattgcaccatcatcatcatgaagtagcagcatcg(CAT)8134 16030733 16030866 CCACCACCAATACATGATTCC GTAGCTTGGGCAAGAACCTG 263

Ai07B5700 Araip.B07 5700 c (T)13atgtttattatatcatttattttagggattcttttccccctaaaaactcttttggaattgac(T)1085 16031044 16031128 CCGATTTGTTCATGCTGTTG ATGGTGTGGTGGTGTGAGAA 215

Ai07B5701 Araip.B07 5701 p3 (ATT)5 15 16031306 16031320 TCTCACACCACCACACCATT ATGGCTTTTGACATGGGCTA 235

Ai07B5702 Araip.B07 5702 p2 (GA)14 28 16032848 16032875 CGAGCAGACACAGAAACAGG ATAGGTTTGGGTTTCTGGGG 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5705 Araip.B07 5705 p3 (AAT)5 15 16034664 16034678 TCGAAAACTTACCACACACCC TGCACTTCCAAGATAAATTCAAGA 154

Ai07B5706 Araip.B07 5706 p3 (CCA)5 15 16035039 16035053 AATTTTCGGACCAAAGAGGG GCTGCATTCTCGAGACACAA 214

Ai07B5707 Araip.B07 5707 p2 (TA)7 14 16036048 16036061 AGCAGCTGCATGCACTTTTA TTGTCCAATCATATTCGTTCATTT 182

Ai07B5708 Araip.B07 5708 p2 (TA)7 14 16037912 16037925 AACCCATGCTTGGAGTTCAC CAGTTCCGGGAGGAACAATA 230

Ai07B5710 Araip.B07 5710 p3 (TTC)5 15 16042563 16042577 GAACAGAATTGGGGAAACGA GGACTCAGCTGGTCGCTATC 253

Ai07B5713 Araip.B07 5713 c (A)11tacagttgcctacacggtgtacatatagattacatgataaagtatttaaaatatttttaatgctttattatacactattcac(T)10103 16057674 16057776 GCTAAGGAAATTCCCCTCTGA TCATTCTTTTTAGGTTATTACCCTTTT 275

Ai07B5715 Araip.B07 5715 p3 (TAA)21 63 16058739 16058801 ACCCTCCATATTACATAGTCATGTT TGTGATTGGTTAGCCTCTTTAAAAT 244

Ai07B5716 Araip.B07 5716 p3 (ATA)10 30 16061036 16061065 AATGACGCATGACGGAGATT TGATTGGTTAGCCTCTTTAAAATCA 244

Ai07B5717 Araip.B07 5717 p3 (ATA)9 27 16074584 16074610 TGAAAAGAATTTTGTTTCCTCCA ATTTGGTGACGTGCTTCCTT 171

Ai07B5718 Araip.B07 5718 c (TAT)5tacat(TA)9 38 16074803 16074840 CAAAGTTAGGGACTTACAAAACCT TCCCATCTGTAAACACCCCT 279

Ai07B5720 Araip.B07 5720 c (A)10cgtttatatttgtgtgatatacaaaacaattatc(AT)758 16075916 16075973 GCTAACACTACAAAAATCGACAACA TCCCATCTGTAAACACCCCT 280

Ai07B5722 Araip.B07 5722 p2 (CT)6 12 16096503 16096514 CCCTCTCACCTGCAACTCTC CCATCGCTAGTCAACGACAA 211

Ai07B5729 Araip.B07 5729 p2 (AG)6 12 16126703 16126714 TTCCTGCAGTTTGGTAAGCA CCTTGCTTTTCAGGCATGTT 227

Ai07B5740 Araip.B07 5740 p4 (AATA)5 20 16161862 16161881 AACATCGGATTGCAAATTTTAG GATGAACGCGAATCGAATTT 261

Ai07B5741 Araip.B07 5741 p4 (AATA)5 20 16164651 16164670 AACATCGGATTGCAAATTTTAG GATGAACGCGAATCGAATTT 261

Ai07B5744 Araip.B07 5744 p3 (TAT)9 27 16170854 16170880 TTTGGGCAACAAATTTCTGA TTGAGTATTTGAATCCTCCTCAA 274

Ai07B5745 Araip.B07 5745 p2 (TC)6 12 16174886 16174897 TCATCTCCCCTTCGTCAGTC TGTTCAATGCATCCCTCAAA 254

Ai07B5750 Araip.B07 5750 c (AC)6gg(AT)6 26 16180400 16180425 TGGTGGGGTACCTAATTCAGA TTTCATTTCCATTCCACCAAA 211

Ai07B5752 Araip.B07 5752 p3 (TAA)5 15 16182737 16182751 CCCCTGGCACTTCTCCTATT TGTGTTCCTGAAGTTCCCCT 266

Ai07B5753 Araip.B07 5753 p2 (AT)7 14 16183785 16183798 TGATGGTGACAAAAGTGATCG TTCAATAGGGCCTTCTACGG 197

Ai07B5757 Araip.B07 5757 p2 (TA)14 28 16186930 16186957 GCAATTGTCATAAACGGGCT TTGGGATGCAAGTGAAAGAA 222

Ai07B5758 Araip.B07 5758 c (T)12gacttagatgtcacttttcttgctgatcttggttattctttaactcctttgttttttttc(T)1385 16190608 16190692 ACACCATAAAATTCACCATACTCTT CCTGGCTGGGTATAAGTGGA 280

Ai07B5760 Araip.B07 5760 p3 (TCA)6 18 16196277 16196294 TTCACAGAAGAGGGGTTTGG CATGTCGATTGAGGCAACAC 252

Ai07B5761 Araip.B07 5761 c (T)12gaatttcttcaatgagtataagaactcactttaagattttttt(A)1166 16197043 16197108 GACATGGAGCCTTGTGGAAT ATACCCTAGAAAGCGGCCAG 250

Ai07B5763 Araip.B07 5763 p2 (TC)13 26 16203143 16203168 AAGCTGAAGATCTTTGGGCA CCATCTCTGATTTCGCCATT 171

Ai07B5767 Araip.B07 5767 p3 (AAT)5 15 16213484 16213498 ACCTGAAACCATCCCACAAG TGGATCATTGGGTTTGATGA 250

Ai07B5768 Araip.B07 5768 p2 (TA)6 12 16216121 16216132 ATGATCCGCTTCCACAGAAC AAGGCACATCGAAATCTGGT 227

Ai07B5769 Araip.B07 5769 c (AAT)13acaataaaataaaataacaacacaaatacatattacatcaaaatatccag(A)12101 16216461 16216561 TGGTCCACAGAAACAAAATCA TCATCCCTTCGGATCTGTTC 232

Ai07B5770 Araip.B07 5770 p2 (AG)7 14 16216825 16216838 CTCGTGAAAGGCTTGGTAGG AAAGAATTTGTGGCAAAGACG 208

Ai07B5773 Araip.B07 5773 p3 (GGT)5 15 16231011 16231025 AGCTCGAGGAAGAAGCTGTG TTTTGGTTTTGCCCTCAAAC 139

Ai07B5774 Araip.B07 5774 p3 (GAG)6 18 16232759 16232776 CTAGGGTTTGTGTTTTGGGG AGTCCAGGGCTCCTCTCTTC 255

Ai07B5776 Araip.B07 5776 p3 (GGA)6 18 16242287 16242304 CGATGGATAACACCTACACCAA CGTTACATCTCCTCATCGCA 248

Ai07B5777 Araip.B07 5777 p2 (TA)7 14 16245153 16245166 TTCCCCAAAAATTGATGACC TCTGAATCTGTGATGATCGGA 158

Ai07B5778 Araip.B07 5778 p3 (ATA)5 15 16245375 16245389 AATCAAGAAAGCAACGAAGCA TTTCGTGAAACTATAGGGACCAA 224
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Ai07B5779 Araip.B07 5779 c (T)10cttttaattgagtctttgtaccaaaattgtttttagttaggtctctatatttttttccttttatttgggtcattgtaccaa(T)10101 16245589 16245689 TTGGTCCCTATAGTTTCACGA TGCTAACTTATTACTTGAGGGTATTGG 280

Ai07B5782 Araip.B07 5782 p2 (TA)6 12 16254921 16254932 TCATTTTGGGGCGTAAACTT TCACATCATCCAATCACAACTTC 223

Ai07B5784 Araip.B07 5784 p4 (AAAT)5 20 16275968 16275987 TCATGAGGTGGTCAAGCAAA GAGTTTGGTGTTGGAGGCAT 269

Ai07B5789 Araip.B07 5789 p3 (TCC)6 18 16280819 16280836 CAAAAAGAACGCTCACCCAT ACACGCGAAGAAAAATGAGG 149

Ai07B5790 Araip.B07 5790 p3 (GAA)5 15 16281039 16281053 TCCTCCTCCTCCTCCTCTTC CCTCCTTCTTATCTTCTGCTGC 254

Ai07B5791 Araip.B07 5791 c (A)11(GAT)7aaaa(AAG)551 16281399 16281449 CGAATATAAGTTCATCCTCTTCCAA CTCCTCCTCATCTTCTGCCA 216

Ai07B5792 Araip.B07 5792 p3 (GAG)5 15 16281884 16281898 TGATGATGGAGGAGAATGAGG TCGTCATCCTCATCTTCTGTTG 228

Ai07B5797 Araip.B07 5797 p2 (GA)6 12 16303486 16303497 AAGCCGATTGACACAAAACC TCCTCTCTCTCCTTCCCTCC 263

Ai07B5798 Araip.B07 5798 p2 (AG)6 12 16308589 16308600 TTTACCGATTATGGGAAGCG TCATTACGCTAACACATTCAACA 227

Ai07B5799 Araip.B07 5799 c (T)11aaatatctattcacgatcgattcaactccctttacatctttatcaattttagagtgaaatagaaagacaggaatg(TGA)18140 16321191 16321330 GCCAGGCCGTAACAAATCTA CATGTTGTCAATTCTTTTGTAATTTT 279

Ai07B5800 Araip.B07 5800 p2 (GA)6 12 16328632 16328643 CTCCAACAATCAGAATCCGC GCTTCATCATGGAACGTTGA 256

Ai07B5802 Araip.B07 5802 p2 (CT)15 30 16331039 16331068 CTGTCGGTAAATTCGACGGT AGGTTCGTCAACAGAGTGGG 223

Ai07B5805 Araip.B07 5805 c (T)13ggagttaactatcgattattactatcagggttcattatagattgaagaagaaaat(A)1078 16341719 16341796 TTCCTTTCGTGTTTTTATTTTGT CTTCGCACCACTTTACCGTT 234

Ai07B5806 Araip.B07 5806 p3 (AGG)9 27 16342986 16343012 TGTTGTTGTTGCTGCATTTTT TGCAACAAATTTGGGTGTAAC 273

Ai07B5807 Araip.B07 5807 p3 (GAG)11 33 16344047 16344079 TGTTGTTGTTGCTGCATTTTT TGCAACAAATTTGGGTGTAAC 273

Ai07B5808 Araip.B07 5808 p3 (GAA)5 15 16344857 16344871 GGAGGAAGAGGTGGTGTTGA TGCCCCCACATCCATATACT 202

Ai07B5813 Araip.B07 5813 p3 (TTC)5 15 16359250 16359264 AATTCACGCATGTCTCCTCC GTTGGTGGTGTTGGTGATGA 117

Ai07B5814 Araip.B07 5814 p3 (GAA)5 15 16359996 16360010 TGAATGAATGCAGGTGTTTTG TACGCGCTCATTCTCCTTCT 197

Ai07B5816 Araip.B07 5816 p2 (TA)8 16 16362406 16362421 AAGGTGATTTCTTTCATACCCAA TTTTCGAGAGTCGACCCAAC 265

Ai07B5817 Araip.B07 5817 c (A)10gattagagcttctgagtctataaagattgaagtaattaac(T)1060 16364938 16364997 TCGGCAGATTCAATTTTTATTACA GCTTAATTTTTGGTCTGTCGG 196

Ai07B5820 Araip.B07 5820 p3 (CAT)9 27 16367530 16367556 AGAAGCTGAAGCTGAATCAGAA GGGTGGGATGATGTAGATGG 266

Ai07B5824 Araip.B07 5824 p3 (GAA)5 15 16376976 16376990 GGCCCTGGACAAAACCTAGT CCTTGAGTTGGAATTGTGGG 278

Ai07B5825 Araip.B07 5825 p3 (AGA)5 15 16377938 16377952 ACCTCCCAATCAATCTCGTG GCGTGTGTTGTGCTCTTTGT 248

Ai07B5831 Araip.B07 5831 p2 (TC)7 14 16406984 16406997 CGAAGTCACCACTCTCCCTC ATGAAAACTTGCGAGCTGGT 129

Ai07B5833 Araip.B07 5833 p3 (ATA)5 15 16412533 16412547 AATCCACTCGCTTGAAGCAT CAAAATGGGCTTCTCCAAAA 198

Ai07B5836 Araip.B07 5836 p3 (TTA)6 18 16455091 16455108 TTGATCTATGTGGGGCCTTC TCGGTGAATTCTCACACGAC 273

Ai07B5837 Araip.B07 5837 c (A)11ggaaggtacccataactttcttgccctatttatgctcgactctttttaggagcttggagggtgggatacttcactttttgaaacagttcc(A)10111 16457836 16457946 TTTTTGCAGGAGGAGTGTATGA CCACCTTCCAAGCTCCTAAA 244

Ai07B5838 Araip.B07 5838 c (ATC)5ttctcctccttttc(T)1039 16461492 16461530 GAACCACCTCTTTCTGGCAA GAGGATGAAGAGGAGGAGGG 265

Ai07B5840 Araip.B07 5840 c (AG)8ggggagggg(GA)739 16465269 16465307 ATGGCCTTTTCAGCAATGAC ATTAATCCGCCGGTAAATCC 218

Ai07B5841 Araip.B07 5841 p3 (GAA)23 69 16465805 16465873 GCAGCAACAACAACAGCAAT CGTTCCTTTCTTCCTCCTCC 176

Ai07B5842 Araip.B07 5842 c (ATC)5ttctcctccttttc(T)1039 16471014 16471052 GAACCACCTCTTTCTGGCAA GAGGATGAAGAGGAGGAGGG 265

Ai07B5844 Araip.B07 5844 p2 (AG)19 38 16474846 16474883 ATGGCCTTTTCAGCAATGAC ATTAATCCGCCGGTAAATCC 218

Ai07B5845 Araip.B07 5845 p3 (GAA)35 105 16475382 16475486 GCAGCAACAACAACAGCAAT CGTTCCTTTCTTCCTCCTCC 212

Ai07B5846 Araip.B07 5846 p3 (CTC)6 18 16480172 16480189 AACGCCCAAGAGTCTTACCA ACCTCACCAGAAGAGCCAGA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5853 Araip.B07 5853 p3 (TGA)5 15 16505227 16505241 CGTTTCTGCTCCTCCTCCTC ATCTGCATCACACCAACCAA 253

Ai07B5854 Araip.B07 5854 c (TGGTGT)6tggtgctggtggtgatgttggtgctaatgt(TGG)581 16505386 16505466 TTGGTTGGTGTGATGCAGAT TGAGGGTGAAAATCGAAACC 268

Ai07B5858 Araip.B07 5858 p2 (GA)18 36 16508836 16508871 GCAAATGCAAATGCGTCTTA TCTGCTCTCCCCAGAAAGAA 268

Ai07B5859 Araip.B07 5859 p4 (TTTC)5 20 16508973 16508992 CCCTTTCAGTTACGGGGTTT TGAAATTACACTACGCCCCC 112

Ai07B5863 Araip.B07 5863 p2 (TA)8 16 16517839 16517854 GCCCTCATGTGTTCCTTACG AAAGCAATCCAAATGCCAAT 181

Ai07B5866 Araip.B07 5866 p4 (TTAT)6 24 16525851 16525874 TGCTTAGCTATCCAAAATTTCCA GGTACCTACTCATGTGAGATCGAA 239

Ai07B5867 Araip.B07 5867 p3 (CAT)6 18 16533907 16533924 TTCCGTCTTCACAAATGAACC TGAATGCACAAGGAAAGTTGA 208

Ai07B5873 Araip.B07 5873 p2 (TA)13 26 16566678 16566703 AATTCAGGCCATTCAAGCAC GGGTTTGAAGAAGATGCGAA 270

Ai07B5887 Araip.B07 5887 c (TCC)6taactacattaaataaagatgtcccaaaagaccgaaacaccgtttcc(TTAT)585 16611561 16611645 TTGCCACGCTCTTCTATCTTC TCATGATCATTTTCAACCCA 278

Ai07B5888 Araip.B07 5888 p2 (GA)6 12 16612858 16612869 TCAATACACCAGGAATCACCA AAAAGGGGGACACATCTATCAA 187

Ai07B5890 Araip.B07 5890 c (A)13ctccaatt(A)1233 16613704 16613736 TCGTAATCTTTGGTTGGGAGA TCCAATCGACCAATTCAATCT 225

Ai07B5896 Araip.B07 5896 p2 (CA)9 18 16625965 16625982 TAGCAGAGCACATGCAATTT ATGCTCCACACCCAAAAGAC 131

Ai07B5901 Araip.B07 5901 p3 (TGG)7 21 16637979 16637999 GTTGGTGTTGGTTGGTGTTG AAGGGGCGAAAATCAAATTC 209

Ai07B5902 Araip.B07 5902 p3 (CAA)5 15 16643018 16643032 AGTGTGTGAAAAGGGCAACC TTCCATTGCCAATTGTAGCA 259

Ai07B5903 Araip.B07 5903 p2 (AC)7 14 16647535 16647548 AAAATGTCACGCTTCTGGCT TGTTTTCCCTCGCCTTTATC 267

Ai07B5904 Araip.B07 5904 p2 (AT)6 12 16655550 16655561 ACCCGAGCAATAGACAAAAA CCACCGCTCATCTTTGATTT 280

Ai07B5910 Araip.B07 5910 c (A)10tagaaagaaaaaaggtgatatttgttaaagtcagtt(A)1157 16671097 16671153 AAGTGTATATTGGGACGAAACAA TCATCTCGCAAGGAAAGAGAG 141

Ai07B5913 Araip.B07 5913 p3 (AAT)15 45 16675873 16675917 TGTAATGGCCCAATAGCTCA AAACCCTAAAACATTCTTCATCAAA 259

Ai07B5914 Araip.B07 5914 p3 (CAT)6 18 16676614 16676631 AAGATCGCAAGATCCAGTGAG TGCCATACATCATGACCAAAA 222

Ai07B5917 Araip.B07 5917 p3 (CAT)5 15 16681493 16681507 AACCCCATTTCTCAAAACCC TTGGCTTTTGGTTCCTCAAC 240

Ai07B5921 Araip.B07 5921 p2 (TA)8 16 16699069 16699084 GGAAACACCAAACTTAAATTCAGA CGTTGCTGGGGATTGATAGT 165

Ai07B5922 Araip.B07 5922 c (T)12ggtttttttcttcttttttttg(T)11cactttattcttcttcttc(T)1175 16704414 16704488 TGTCAACGCCATAGTTTGGA TGTTCTTGTTTTCGTTTGCG 276

Ai07B5924 Araip.B07 5924 p3 (AAT)5 15 16708933 16708947 AAGAGAGCTCCCATTGATGC GGTTTGGTGCTTTAGGGTCA 167

Ai07B5926 Araip.B07 5926 c (AG)8attaaagaagacttcaacaacaaaacgaataagaaagaagtttccagaaggaaacgaaggttactggaatcaagagt(AGA)6111 16711247 16711357 CGTTGAGATTGTTGTGTCCG ACCACACCGCAAGAAAGAAG 255

Ai07B5929 Araip.B07 5929 c (A)11ct(A)13 26 16713956 16713981 ATGGAAGGCATCACCAGAAG TGCGAATGATCATCCTAATGTT 219

Ai07B5930 Araip.B07 5930 p2 (CT)9 18 16723971 16723988 CTTTTTGTTTGTTTCTTATCTTTTTCA GCAGAGATGTGAGGTGAGGAG 280

Ai07B5931 Araip.B07 5931 p3 (TAT)6 18 16724308 16724325 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai07B5932 Araip.B07 5932 p3 (TCT)6 18 16727869 16727886 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 215

Ai07B5933 Araip.B07 5933 p2 (AT)7 14 16737696 16737709 GGACATTATAATCCGCAACGA TCGCAGGTCAAAGGAAACTC 230

Ai07B5938 Araip.B07 5938 p2 (AT)7 14 16766039 16766052 TCAAGAATTGGCAGAAGAGTATTG TCACATTCTTACTTGGATAGTTGGA 278

Ai07B5939 Araip.B07 5939 p5 (TAAAA)5 25 16767166 16767190 CCTTCTCAACGAAGGAGAGA GCATTACATAGGGAAGGAGCA 263

Ai07B5941 Araip.B07 5941 p3 (TTA)9 27 16767950 16767976 TGCAACCAATTGGGAATATG GGGCTGTTGTAGGTTAGTGATTTT 280

Ai07B5943 Araip.B07 5943 p3 (TTA)9 27 16770019 16770045 TGCAACCAATTGGGAATATG GGGCTGTTGTAGGTTAGTGATTTT 280

Ai07B5944 Araip.B07 5944 p3 (ATA)10 30 16770834 16770863 CGAAATTATAGGATTGATAAGTGGC TAGATCGGGCACATGGCTA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B5947 Araip.B07 5947 p2 (TA)6 12 16775336 16775347 TTGTTTTCAGATGCAGGTCG AACTAGCTCCTGACTCAGCCC 270

Ai07B5948 Araip.B07 5948 p2 (TA)9 18 16775452 16775469 TTGTTTTCAGATGCAGGTCG AACTAGCTCCTGACTCAGCCC 270

Ai07B5949 Araip.B07 5949 p3 (AAT)27 81 16776193 16776273 CGATTCCTATCGTAATTATTCGTTT CCTTTTTGACTTTAACCTTGTGC 258

Ai07B5952 Araip.B07 5952 p2 (TA)6 12 16791324 16791335 ATTTCTTGAACGTTGCGCTT GGAAAGGATTACTTGCGTGC 212

Ai07B5955 Araip.B07 5955 c (TAT)6tagcactacaacaagtta(TAT)963 16801346 16801408 CAAAGAGTTGGCAAAGGCAT GGAAGGACTTAATTACAAAATTAAACA 214

Ai07B5970 Araip.B07 5970 p4 (AACT)5 20 16846196 16846215 TCCAACACTGAGCACCAAAA TCCCTTCTTTTCTCTTCCCC 160

Ai07B5986 Araip.B07 5986 p2 (TA)6 12 16909796 16909807 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTT 188

Ai07B5987 Araip.B07 5987 p2 (AT)6 12 16910593 16910604 ACCCACGAACCCGATCATA GGATTGGTTCGGTTCAGGTA 272

Ai07B5988 Araip.B07 5988 p2 (TA)6 12 16913617 16913628 CCAAACGCAAAATAAAATGC CCCCCTCTAGTCTTTCCAAAA 211

Ai07B5989 Araip.B07 5989 p2 (CT)6 12 16920469 16920480 GTTGCGTTTTGGTCACACAC CAGTGACAGGAGCAACGAAA 251

Ai07B5991 Araip.B07 5991 p3 (TCA)6 18 16924425 16924442 TTCATCCTCGTCCTCGTTCT GATGAGCAACACCAGGAAAAA 247

Ai07B5993 Araip.B07 5993 p3 (CCA)5 15 16938922 16938936 ACCTGTACATTACCACGCCC TTGGTCTTGGAGAGGTGGAC 263

Ai07B5998 Araip.B07 5998 c (A)13cttgcttaactttttcatctactgatg(A)1050 16944910 16944959 ACCCGAACTTGGTGTTTCTG TCGTTTGAAAGTTGGAACTGG 117

Ai07B6003 Araip.B07 6003 c (A)10cg(A)12cagaaat(A)1243 16957208 16957250 TCCCAAATAACAAGCACCAA TGGGTCTACCACCATCCCTA 159

Ai07B6004 Araip.B07 6004 p3 (TAT)6 18 16957371 16957388 TAGGGATGGTGGTAGACCCA TTTTCAAGGGCCTCATGTTC 148

Ai07B6007 Araip.B07 6007 p3 (ATC)6 18 16960690 16960707 CTTTCTCTTCGCCAGTCACC TCAGAGGGAGAAGATGGTGG 196

Ai07B6008 Araip.B07 6008 p3 (CTT)9 27 16961540 16961566 TGAAGTTTAAGGATAATTAAGATGCG TGCGTATTGTCAAGGAAAGAAA 276

Ai07B6013 Araip.B07 6013 p3 (ATT)5 15 16970841 16970855 CGGTCATCTTTGACATTTGC CCATCTAAACCACACATGCC 164

Ai07B6018 Araip.B07 6018 p5 (TTTTA)5 25 16999335 16999359 CCGCTTAGGCCATGATTTTA GAAAAACACAAAGCTTGCGA 173

Ai07B6020 Araip.B07 6020 p2 (GA)6 12 17000045 17000056 TGCTTGTCCTCAAGCAAAGA AAGCCATGCGAACAGAAAGT 266

Ai07B6022 Araip.B07 6022 p5 (TTATT)5 25 17002149 17002173 GAAACACCAAACTTAATTTCAGGA CCTGCCCCCGTTTTATTTAT 263

Ai07B6024 Araip.B07 6024 p2 (CA)7 14 17009365 17009378 GTGCTTCAACCCTCCCATAA CCGAAAACAAACAAGCCAAT 241

Ai07B6025 Araip.B07 6025 c (A)10c(A)10 21 17010458 17010478 TTAAGAAGTTGCGGATTCGAG TTTTTACGTTACGCTCAAATCAAA 155

Ai07B6027 Araip.B07 6027 c (T)10caaaagcaaatatttgttatgtgtaaaaaaattaagatatcactcaagcattatttatcaagtgttttataacaatatctactaatcaaggag(T)11114 17012184 17012297 ACAAGGCCTTTCCACAAAAA AATTCGATTATCCTCAATTAATATTGT 258

Ai07B6028 Araip.B07 6028 p2 (TC)6 12 17012656 17012667 TTTTTCGTCTTAAATGTGTTACAAAG CAGTATAGGCATGAGCTTGTAATGA 280

Ai07B6030 Araip.B07 6030 p3 (ACC)5 15 17016199 17016213 GGTTGATGGCTGTTTCTGCT CAACCTTCCATAACCCAACG 271

Ai07B6031 Araip.B07 6031 p3 (TAG)5 15 17017050 17017064 CCCATACTCTTTTGGGAGCA ATCTAAAACGGCGTTCGCTA 195

Ai07B6036 Araip.B07 6036 c (T)10accaataattt(A)1233 17030237 17030269 TTTTCTAACTTTCGCCACCC CCCATCTCAACAACACCTCC 233

Ai07B6038 Araip.B07 6038 p4 (AAAT)5 20 17031559 17031578 CCACAAATTGAAGGGTGCTT TTGGCTCATTTTTGTTAGGGA 268

Ai07B6040 Araip.B07 6040 c (CAC)6a(ACC)5atcatcaccattaacaccaacaccaacaccacaaccacaaccacaaccaccaccacaaccacaaacacaaacacaaccaccaccaaca(ACC)5137 17034086 17034222 CCAACACAATTACCTCCTCCA TCCTCTGCTTTCTTGGTGGT 200

Ai07B6041 Araip.B07 6041 p2 (AT)6 12 17040147 17040158 GCTGCCGTTGATGAATGTAA CCCCGTTTAATTTCCCAAGT 199

Ai07B6047 Araip.B07 6047 p3 (ATT)6 18 17082739 17082756 TTGGACTTACTCGTTTTGGTCA CTTTGCCATGTGGACAGTTG 172

Ai07B6048 Araip.B07 6048 c (A)10gaagaagagacacggaaaaagaagaaaaaaaagaaacacg(A)1464 17083692 17083755 GAAAGAGGAAGAGGTGGTGTTG CACGCTATTTTCACCGTGTC 138

Ai07B6051 Araip.B07 6051 p2 (TC)8 16 17092673 17092688 TCCTTCCCCTCCTCTCTCTC TCCTCTCTCTCCCCCTCTTC 249
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Ai07B6052 Araip.B07 6052 c (AG)6gaggggaagagaggggagggggagaaagaggt(AG)6aagggagagaggagagggatagaggggaagagagagaagagggagagaggagagaggggcagagagaagggc(GA)8144 17092839 17092982 GCAAGAGAGAAGAGGGGGAG AACCAGTTTATAATACAATCCACCA 280

Ai07B6063 Araip.B07 6063 p2 (AT)7 14 17137701 17137714 TTTTTGCTTAACAGCACCCA GGGTTTAGAAGTTAGAAGGCTGC 237

Ai07B6064 Araip.B07 6064 c (A)10tttgtgccattcatttctaaaataccaggtcaaaattatgaaaataaattaagtttca(T)1280 17140330 17140409 AATCCACTTCTTTGACTGTGTGA TGGCATCATTGTTGACCTTT 280

Ai07B6066 Araip.B07 6066 c (A)10ttgttcgtgattttacgttacctgaagaatatattattaaatatttgaatcatcctcaatgaacaag(T)1087 17144750 17144836 TTTAAAATGAAAAACGGCGG TTGCAATAATAATAGCCATAACGG 262

Ai07B6067 Araip.B07 6067 p3 (TAT)9 27 17144956 17144982 ACTGTTATTATTATTACCGTTATGGCT TCTTCTGATCCGTATCATCATTTT 251

Ai07B6073 Araip.B07 6073 p4 (ATTT)5 20 17152495 17152514 TCTTTTCTGTATTCTTTCGTTTCTG TTCATGGGTGCTTTTCATGT 271

Ai07B6076 Araip.B07 6076 p2 (TA)8 16 17177693 17177708 GCAAATGGTGACAAAGCAGA GGAGCCTGGGATACAAGACA 253

Ai07B6077 Araip.B07 6077 p3 (TGA)5 15 17180727 17180741 AAGCTCAAAAGCAAAGGCAG ATGTGGTCTGCCATGAGACA 245

Ai07B6078 Araip.B07 6078 c (A)10tcgcgccaagaaagagtgaaaggcttctattctctcaaaaacagtctactctacaat(CA)679 17185497 17185575 CTCCCTTCCACTCAATTTGG GGTGAGGGTGAGGAAGATGA 178

Ai07B6080 Araip.B07 6080 p2 (AG)6 12 17241489 17241500 GTGATGGGTAAGGGTGATGG AGAAAGGGAGAAAAGCTGGC 252

Ai07B6082 Araip.B07 6082 c (A)12g(GA)6 25 17257369 17257393 CCTCCAATCCAATCACAACC GCTGCTCTGTCCAAGAAACC 224

Ai07B6084 Araip.B07 6084 p3 (TAT)10 30 17272113 17272142 TGGTGTGATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 209

Ai07B6085 Araip.B07 6085 p2 (GA)9 18 17274752 17274769 TGGATAATGAAAAGAAAAATGGAA CGCTGCACAGCTCAATCTAA 242

Ai07B6089 Araip.B07 6089 p2 (TA)8 16 17288867 17288882 TGGACGGATAAGCAAGATCA CGAAGAACTCTGGGGACCTA 265

Ai07B6095 Araip.B07 6095 c (AC)41(AT)7 96 17309163 17309258 AGCCTGCGAAGCTAAGACTG TGGAGTGGTTTCTGGGTTTC 270

Ai07B6096 Araip.B07 6096 p2 (AT)12 24 17310969 17310992 CCCAATTCACACCCTATGCT ATGCTCCTTTGATGTTTGGG 119

Ai07B6097 Araip.B07 6097 p2 (GA)18 36 17329543 17329578 AGATGGGTTGGTGGCTTATG CGAAATATTCCGTTTTCAAATTA 169

Ai07B6101 Araip.B07 6101 p3 (TTG)17 51 17372786 17372836 ACATGACAGAGCACAATGGC CGGCAAAACTACGTTTCCAT 278

Ai07B6102 Araip.B07 6102 p3 (TAA)8 24 17373506 17373529 TTCGGGTAGAGTTAATGGGC CAAACTTGATAAAGGACACCCA 258

Ai07B6103 Araip.B07 6103 c (TC)6c(CT)11 35 17377739 17377773 GCGATGCCTCTTCAGAGTTC TTTCTCGTACGCAGCAACAC 270

Ai07B6109 Araip.B07 6109 p2 (AT)6 12 17400998 17401009 TCCCGAGTAAAATCCTGAAAA GGGAAACACTTAGCCTGCAA 104

Ai07B6110 Araip.B07 6110 p2 (AT)6 12 17401818 17401829 GAAGCAGCATCAATGTTGGA AGGTCAATTCTTGGCCCTCT 199

Ai07B6111 Araip.B07 6111 p3 (TCC)5 15 17404180 17404194 CTCCTCGTTTCAATCACGGT GGAAGACGCCAAAAACTCAG 213

Ai07B6115 Araip.B07 6115 p3 (TCC)7 21 17419451 17419471 CATAACGCGCATGTGAAATC CGCAAAGAAAAAGGAGGAAA 103

Ai07B6116 Araip.B07 6116 c (A)10gatgaataag(A)1030 17420216 17420245 TCCATATTTCTTTCTTTTAGTTGAATG TCCTCTTCATCTTCTGCTGCT 242

Ai07B6121 Araip.B07 6121 p3 (GAG)7 21 17424872 17424892 TGATGGAGGAAAAGGAGGAA TTTCGTTATCGTCGTCACCA 113

Ai07B6122 Araip.B07 6122 p2 (AT)8 16 17426026 17426041 TATGACCGATTGTTGGGTGT ACCCAACCCAGTCCCATAAT 278

Ai07B6125 Araip.B07 6125 p2 (AG)8 16 17440949 17440964 CGTCAAGATGACGACGAAGA TGAAGGCTGAAGATATCAAGGA 258

Ai07B6129 Araip.B07 6129 p2 (AT)7 14 17446077 17446090 TGAGAGAAAGCAAGCACACG TGCTCAGAGTCTCGTGCTGA 277

Ai07B6130 Araip.B07 6130 p2 (CT)6 12 17451389 17451400 GAGCAACGTAGATGCCCATT GAGAGAGAGAATTGCATTTGTTTTA 209

Ai07B6135 Araip.B07 6135 c (T)10ataaaaaatgactacaatacccttattataaaaaatgacaaaatactcttat(TA)980 17470106 17470185 CGACGAACTAAATCTTGAACCG TCGAGAACCAAATTTTAAACCAA 233

Ai07B6136 Araip.B07 6136 p2 (TA)11 22 17470767 17470788 TTAGGGTTGGAAATAGGGGC GCCTGCAAACAATCTACATCC 257

Ai07B6137 Araip.B07 6137 p3 (ATT)8 24 17471676 17471699 GGAACCCCTCCACGATTTAT TCTCAAAATTTTCACGAACTCAA 238

Ai07B6138 Araip.B07 6138 p2 (CA)6 12 17472073 17472084 GGTCTAACCGGAAAAACCGT TGCTTGTGATTGTTCGGTGT 210
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Ai07B6139 Araip.B07 6139 p3 (TTC)5 15 17481809 17481823 AGAGTTGTGTAGGCGCGAAG TGCAATGAATGAAAGTATGCAA 260

Ai07B6142 Araip.B07 6142 p2 (TA)6 12 17495340 17495351 CGGTCTCTTCTTTGCAGGTT AGCACGGACATCTACACTCG 143

Ai07B6143 Araip.B07 6143 c (ATA)5atgcacacaatgccctgacattcatatttgaaaaaaaaatcgtccttagcattacaacaaatgttaacatgatcgtttcgttaagaaaggaac(AAT)15153 17497226 17497378 CCACTGACTCCTACAACAGCA CCAGGTAGGGGTAGAGTAAGGTG 255

Ai07B6145 Araip.B07 6145 c (GT)8aaaccgctactgccagtagcggtttac(GT)961 17502453 17502513 TGCATAAACCGCTACAACCA CAACGCAACACACGTAAACC 214

Ai07B6146 Araip.B07 6146 c (AC)9gtaaactgctactgccagtagcggttt(AC)861 17507083 17507143 TCCCCCTCCATTTGTGAATA GGCAGTAGCGGTTTACGTGT 244

Ai07B6148 Araip.B07 6148 c (A)10(GAG)9aa(GAT)554 17508402 17508455 TGAGGAAAAGGAAGGAGCAG AAATCCAAAATGCACCGAAA 262

Ai07B6149 Araip.B07 6149 p3 (GAT)5 15 17508629 17508643 TTTCGGTGCATTTTGGATTT CACCACCTCCATCTCCATCT 262

Ai07B6150 Araip.B07 6150 c (A)10gaaagagaaaaagaggaagaaatagtgacatgagtagaagaaagagaagcgactgcg(A)1077 17508830 17508906 GGTGACGACGACAACAAAAA TTCTCGGAATTGTAGGCACA 254

Ai07B6151 Araip.B07 6151 p2 (AG)8 16 17510428 17510443 ATGATCATTCATGCGGTCAA ACCATAGCCACCATAAACATAGA 245

Ai07B6156 Araip.B07 6156 p2 (TC)9 18 17535353 17535370 TTTACCGTCGGATCTTTTCG GGAGGTGGCTAACAGTGAGG 250

Ai07B6167 Araip.B07 6167 p2 (TC)6 12 17571019 17571030 TAGTGGAACGCTGCATTTTG GAGGAGAGGAGAGGAGGTCG 222

Ai07B6168 Araip.B07 6168 p3 (TCT)5 15 17574464 17574478 ATCGTGTGTGAACACTTCGC TCTGACCTTCTTCCTCACGC 271

Ai07B6171 Araip.B07 6171 p2 (CT)7 14 17585072 17585085 TTGAACCTGTGACTGAAGATGAA CAGCGATTTCTGGACCTTTT 226

Ai07B6172 Araip.B07 6172 p3 (GTG)5 15 17589902 17589916 TCGAAAAGAGGAATCGCAGT CACAACCTTCGACCCAATCT 234

Ai07B6173 Araip.B07 6173 p2 (CT)7 14 17597630 17597643 TTGAACATGTGACTGAAGATGAA ATTTCTGGACCCTTTTTCGG 223

Ai07B6176 Araip.B07 6176 p3 (GAA)5 15 17632489 17632503 TGGGCTAAAAATGCTAACGG GAGCTCTTCACAAGGAACGC 244

Ai07B6177 Araip.B07 6177 c (TTC)15(TCC)5 60 17635649 17635708 GAGCTTTTTCTTCTCCGACG GCAACGATGAATCTGTGGAA 235

Ai07B6178 Araip.B07 6178 p2 (TG)7 14 17638842 17638855 TAGAAGGAGGCAGCAAAGGA TGTTCGACACTTCGAATCCA 228

Ai07B6180 Araip.B07 6180 p3 (GAA)5 15 17644600 17644614 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai07B6182 Araip.B07 6182 p2 (AG)6 12 17647557 17647568 GTGATGTGAGGAAGGGGTGT TTTCTTATCTTTTTCAAAACCACC 270

Ai07B6186 Araip.B07 6186 p2 (TA)6 12 17652687 17652698 AACCATCTTTTGTGGACAACG GGAATTGCACCGACAAATAAA 240

Ai07B6188 Araip.B07 6188 p2 (TA)12 24 17654629 17654652 AATCACAAAAGTTGCTGCCC TATCTCCTCCCACGTGTTCC 173

Ai07B6189 Araip.B07 6189 c (T)14ggcttcttgtatctctt(A)11cttaattctag(A)1669 17655535 17655603 CCAAGTGCACTCTAACCCAA GAGGAAGGGCAACTCGATTA 222

Ai07B6190 Araip.B07 6190 p2 (GA)6 12 17658463 17658474 GAATTGCCAATCGTGATGAA TCTCCCTTAGATGTTTGGCG 258

Ai07B6191 Araip.B07 6191 p2 (TA)6 12 17671805 17671816 GGATCTGGATTCACTGCCAT CCGAAAAGATGACAAACTGTGA 272

Ai07B6192 Araip.B07 6192 p3 (TTC)5 15 17672518 17672532 ATATGTGAAGCAGCATGGCA ATTATGGTGCCCTCACCAAG 209

Ai07B6194 Araip.B07 6194 p2 (TC)6 12 17697844 17697855 GTCAGAAATGGGCAAGAAGC ATAGGTGAGGGGTTTTTGGG 259

Ai07B6197 Araip.B07 6197 p2 (AT)7 14 17711897 17711910 TCACCAAAATCTCAGCACCA GTTCGATTTAGCTTGCGGAG 224

Ai07B6198 Araip.B07 6198 p2 (AT)11 22 17713068 17713089 GCAGCCTTAGGTATGGGTCA ACCGCATTAGCAAGCTTAGA 196

Ai07B6199 Araip.B07 6199 p2 (GT)7 14 17720540 17720553 TCCTCTCCTGCCTCTCACAT AATTCCCAAATCAAAGCCCT 157

Ai07B6202 Araip.B07 6202 p2 (AT)8 16 17761392 17761407 ACCTCCCGTTATGAACCAAG GCAAACTTGGTGGGAATCAT 262

Ai07B6203 Araip.B07 6203 p2 (TA)9 18 17761783 17761800 TTGGTGTGTTTTAGGTGATGAAG GTGCGGATGTATCACCACAT 253

Ai07B6206 Araip.B07 6206 c (AC)9taagcacaagattttttatgttattcattttgtttcacaaattc(T)1072 17763528 17763599 GGACATTCATCCTACCTCGG TCTGTTAAAATCATGGTGTTGC 240

Ai07B6208 Araip.B07 6208 p2 (GT)6 12 17771997 17772008 CGAGACTCTCCTCTTGGTGG TTCCTCATAGCACACACCCA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B6210 Araip.B07 6210 p2 (TG)6 12 17783362 17783373 CCTTTCTCCCTTCACTTCCC TGTCATTCGCTTGCATCTTC 175

Ai07B6211 Araip.B07 6211 p2 (AG)6 12 17783695 17783706 GACGTGTTTGGATGAAAGGAA GGGAGAGGAAGGAAAATGGA 215

Ai07B6213 Araip.B07 6213 p5 (GGGTA)5 25 17787162 17787186 GAAGGAAGTGAGAGTTAAACGCA CCTACCCGCACCCTAAAGTT 240

Ai07B6216 Araip.B07 6216 p2 (AT)15 30 17790511 17790540 TTCGGTGTTCTTCGTCACAT AAAAATTTTAAGAGGTTTGAGCTTG 219

Ai07B6217 Araip.B07 6217 c (A)10cactaatact(TA)836 17791662 17791697 GGACGGACCTACATTGATGG TAAGGGGTCTATGGTCACGG 279

Ai07B6224 Araip.B07 6224 p3 (ATT)9 27 17797240 17797266 TCAATTTGGTTAGATTTGATTGACA CAACATGACGTTTTATTTTAAGTGG 279

Ai07B6226 Araip.B07 6226 p2 (TA)8 16 17813048 17813063 GGTGGGACTTACAACATGGG CGGCCTACTCTGACCAAGAC 189

Ai07B6227 Araip.B07 6227 p2 (TA)11 22 17813385 17813406 TAGTTGCTGAAGAGCGGGTT CGATGGTAATAGTCGTGCCA 276

Ai07B6230 Araip.B07 6230 p2 (AT)6 12 17815993 17816004 TGTGGTTTTGTTTAGTTTTTGGC TGTTGTCCATGTCTCCGTGT 222

Ai07B6231 Araip.B07 6231 p3 (TCT)5 15 17821893 17821907 AAATTCGCCGTAGCCTTTTT CATGTACAGTGCTTCGTCGG 239

Ai07B6234 Araip.B07 6234 p4 (AATA)6 24 17825265 17825288 CTGCCTCTAACTCCGTGGAT TGAGAAAGAGGGCTGAAGGA 215

Ai07B6238 Araip.B07 6238 p3 (AGG)5 15 17835379 17835393 ATTTGCAGCAGCAACCTCTT TGTCCAGATCGGATAAAGGC 108

Ai07B6241 Araip.B07 6241 p4 (AATT)7 28 17837538 17837565 TTCATGCGTGTGCTTTTCTC CCACCAACACAGTGGAATTG 169

Ai07B6244 Araip.B07 6244 c (A)10gagtaaagttgcttagtaaagaagagacagaaaagctattgag(A)1063 17847420 17847482 GGGCAGATTGGAATTGAAAG ACGGGTACCCCCATAAACTC 208

Ai07B6247 Araip.B07 6247 p2 (TA)11 22 17871476 17871497 TCCAGTGAAGATTCAATAGCTCA ATGCCATGCAATGCAATCTA 274

Ai07B6249 Araip.B07 6249 p3 (TTC)6 18 17874348 17874365 ATTCCAGAATTACCCCCACC CAGCAAGTTCATTGAAGCCA 226

Ai07B6253 Araip.B07 6253 p3 (GGA)5 15 17881508 17881522 CCTAAGCAACAGCAAGGAGG TCCAATGGATCTTCTCCGTC 188

Ai07B6258 Araip.B07 6258 p2 (AT)8 16 17900997 17901012 TCCAAAGCAACCCACTTAGG TTGGGTTTGGTTCATTTGGT 250

Ai07B6259 Araip.B07 6259 p3 (GAA)5 15 17918763 17918777 GCTTTTGTCTTCCCTTTCCC TTGGCCGAATACATCTCTCC 193

Ai07B6260 Araip.B07 6260 p2 (TA)17 34 17939557 17939590 CTTGTGTATGCTGCTCCTCG GCGTGCGAAGAAACCTAAAG 243

Ai07B6264 Araip.B07 6264 p3 (ATA)6 18 17954119 17954136 TGGAATTCCGTTCTCTTCTGA TTCCCTATTTTGTTAATGGGTAAC 258

Ai07B6266 Araip.B07 6266 p2 (AT)11 22 17956472 17956493 TGTGAAGATGCCCTTTTTCC TGCTGCCTACACAAAAGTGG 214

Ai07B6276 Araip.B07 6276 c (T)10ctttttcttgttggttgctttataataagattgttttactttatgctaaaattc(T)1175 17975087 17975161 CAAGGTCTATCTGCACCCTGA AATGGGTAGACGAAACGTGC 275

Ai07B6280 Araip.B07 6280 p3 (GAA)5 15 17984367 17984381 AACGGAGAAAAAGAAGCATGA GCTTCCTACGTGGCAAGTTT 211

Ai07B6284 Araip.B07 6284 p2 (AC)23 46 17992596 17992641 TAGAAATGGAAAACCGGACG GCTCGAGATATCGCGGATTA 239

Ai07B6285 Araip.B07 6285 p2 (AG)6 12 17994192 17994203 TTTTTGACCCAGTTTTTGGC CCTGGAATGAAAAGAAGTAGCC 218

Ai07B6287 Araip.B07 6287 p2 (AT)6 12 17999741 17999752 TATGGGGAAATTGGATTTGG TTCACCACTTACTTTGGGGC 263

Ai07B6289 Araip.B07 6289 p2 (GA)9 18 18023348 18023365 TGACCCTAAGAAACATCCAACA TCTTTCTCTTCCCCAAATCC 271

Ai07B6292 Araip.B07 6292 p2 (TA)7 14 18036660 18036673 AAATGAAGGGCGAAACACAC CAGAATCACAACAATCCACACA 276

Ai07B6295 Araip.B07 6295 p3 (AGA)6 18 18052339 18052356 TTAGAATGTTGCTCGCCCTC TCCCCACCTACCTCATCATC 209

Ai07B6298 Araip.B07 6298 p2 (CT)19 38 18070325 18070362 ACCCACACCATTCTCGTCTC GTGAGCTGGTCTCAATGCAA 265

Ai07B6305 Araip.B07 6305 p5 (TAATA)5 25 18089699 18089723 TGATGGCAACAAATCACAAAA ATTCAATCCAATTCGCGTTC 223

Ai07B6308 Araip.B07 6308 p3 (AGA)5 15 18093529 18093543 AGAGGAGAACAACGAAGGCA TCCCCTTCACTCGTTTCTCA 167

Ai07B6312 Araip.B07 6312 p3 (GAG)5 15 18110904 18110918 GGAGGAGAAACGCAAAAGAA CAGTTTCAGGTAACCCTCGG 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B6315 Araip.B07 6315 p2 (CT)6 12 18116945 18116956 TGTTTCTTATCTTTTTCAAAACTACCT TTTGGGTGAGATGAAGTGTTAGT 280

Ai07B6316 Araip.B07 6316 p2 (TC)17 34 18117108 18117141 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 235

Ai07B6319 Araip.B07 6319 p2 (AT)16 32 18171076 18171107 TGTCCCATGTGCATTGTTTT TGTGGGAACCTTATGGGAAC 254

Ai07B6328 Araip.B07 6328 p2 (CT)7 14 18291456 18291469 TCTTCTCTAACTTCCCAACTCCTT TTGAAAAAGAGGGAGATATTTTCG 144

Ai07B6329 Araip.B07 6329 p5 (AAGAT)5 25 18296006 18296030 CTCGGCCAAATTGATAGGAA TGTGGGCTGACCTTTTTAGG 184

Ai07B6336 Araip.B07 6336 p2 (CT)18 36 18317603 18317638 ATGGCAAAATGGCCTAATCT CACAGAGTGGTGCTTGATGC 280

Ai07B6340 Araip.B07 6340 p2 (AT)11 22 18348868 18348889 ACCAACCCTTTTCACCCTTC TTTAGGACTTGTCGGGTTGG 270

Ai07B6342 Araip.B07 6342 p2 (CT)19 38 18363527 18363564 AACATGCTTTAATTTGGGCG AAGCCATCCAACCGTAAGTG 198

Ai07B6344 Araip.B07 6344 c (CT)9(GT)23 64 18377572 18377635 CTTGTTCTTCATCTTGGCGG AACCGTGGCTCTGACTAAGG 274

Ai07B6345 Araip.B07 6345 p2 (TA)6 12 18379263 18379274 GCAGAAATACAAGGTTAGCTAGGA TTTTCTGCTGGTTTTACTCGC 274

Ai07B6353 Araip.B07 6353 p5 (AAGAT)5 25 18436069 18436093 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai07B6354 Araip.B07 6354 p3 (GAT)6 18 18444592 18444609 AGCAGAAAAAGGGACCCACT TCGGTAGAAGGTGAGGGAGA 103

Ai07B6355 Araip.B07 6355 p2 (AG)6 12 18449914 18449925 AGTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 237

Ai07B6357 Araip.B07 6357 p3 (GAT)5 15 18462512 18462526 TCGCTGAGAGAGAATCAGCA TTTTTGTCCTCGTCCTCGTC 208

Ai07B6360 Araip.B07 6360 p3 (AAT)7 21 18467949 18467969 AAGGTCATTTTCCCACGAGA TGCAATTCATGCAAGTTGTG 149

Ai07B6366 Araip.B07 6366 p3 (ATA)5 15 18472947 18472961 CGTGTTACCTGGATGGTGAA AACTTTCCAGTTGCATGCCT 162

Ai07B6369 Araip.B07 6369 p2 (AT)6 12 18486539 18486550 ATATGCACAGCTCTGGGGAC TTCTGAATGACCCCCACAAT 278

Ai07B6379 Araip.B07 6379 p3 (AAT)7 21 18528199 18528219 TTCCTCCACAAATCACTGAGG TGGATATGCATTTGCTCCAA 274

Ai07B6380 Araip.B07 6380 p3 (TTA)7 21 18534177 18534197 ACCAGAAGCTTGGACCCTTT TTTCTCATTAATCAACAACCTTCG 278

Ai07B6381 Araip.B07 6381 p3 (TAT)5 15 18534680 18534694 GGAACAGCCTGTCACATGAA AAGTGGTGCTGTTTGCCAAT 171

Ai07B6382 Araip.B07 6382 c (TC)6ttcttc(T)37 55 18536215 18536269 TAAGGGGTAGGCCAGGGTAT TGCTTGCCTGAGCCTTAGAT 280

Ai07B6383 Araip.B07 6383 p2 (TC)6 12 18536394 18536405 TTGGCCAGGGTAGAATGAAC CTCCAAAGCGAGAGAGAGGA 171

Ai07B6384 Araip.B07 6384 c (AG)19tgagaggggagggagagagagaggagggagaggg(GA)6aagagagagagaagaaaaaagagaggagaaaaaagagagataggagagagaaagaaaaggagag(GA)6160 18536622 18536781 GGGAGGGGAGAGAAATAAAGAA CTCCCCTTCCCCTCTCTC 266

Ai07B6385 Araip.B07 6385 c (TC)6ttcttc(T)18 36 18536893 18536928 AGGGGGAGAAAGAGGACAAG AAACCCTTAGCAGAGAGGGC 137

Ai07B6386 Araip.B07 6386 p5 (ATCCG)5 25 18537758 18537782 AAATATTTTTGTGTTTTGCGGA GAACGTGGATTGGATATGGC 173

Ai07B6389 Araip.B07 6389 p2 (AT)6 12 18540791 18540802 GGTGTCCGTTGTAACACCCT AGTGTTGCGCTTTTCGATTT 184

Ai07B6390 Araip.B07 6390 p3 (GTG)6 18 18544250 18544267 GTTTCGGGCTAATCCAGTGA TCCTCCTCCTCTTTTCCTCC 204

Ai07B6391 Araip.B07 6391 c (CAT)5tgagcttcaccttcaccactaccatcatggttctctcttcctcctcctcttctcttgcttgccctaa(ACC)6100 18545881 18545980 AACGAACGATTACCAGTGCC GGCTGATCCAATGGAAGGTA 280

Ai07B6393 Araip.B07 6393 p2 (TG)7 14 18549605 18549618 GCCTCAGTCTCGGATCTCAC AAACCCTAACCCAGTGACCC 268

Ai07B6394 Araip.B07 6394 p2 (TG)8 16 18551798 18551813 GCCTCAGTCTCGGATCTCAC AAACCCTAACCCAGGGACC 270

Ai07B6409 Araip.B07 6409 p4 (AAAT)5 20 18647198 18647217 AGTGAAGTTGCCAATCTCCG AGATGGACAGGGGTTTTGTG 238

Ai07B6410 Araip.B07 6410 p3 (GAA)5 15 18647982 18647996 TGAACTCAAACCTCCACCCT CTTCCAACTTCCACCGTGTT 259

Ai07B6418 Araip.B07 6418 p2 (TG)23 46 18665841 18665886 CCATTGGACAGTCCCTCTGT AACTTCTCGGGTTTTCCCAT 193

Ai07B6419 Araip.B07 6419 c (CT)8t(TC)10 37 18667763 18667799 CAACGACGAGTGTGGCTTTA AAGGGAGAAGAATAGCGGGA 280
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Ai07B6423 Araip.B07 6423 p5 (GGGTA)5 25 18680157 18680181 GGGTGTACCCTACCCTACCC CCTACCCGCACCCTAAAGTT 272

Ai07B6424 Araip.B07 6424 p3 (TCC)8 24 18683751 18683774 CAGAGAAGGGGTAGGGAGAGA AACCTACCCCAACCAGAACC 275

Ai07B6425 Araip.B07 6425 p3 (TGA)6 18 18683931 18683948 TCCTCCTCCTCCTCCTCTTC AACCTACCCCAACCAGAACC 237

Ai07B6429 Araip.B07 6429 p2 (TA)13 26 18700768 18700793 AACTCCGCAGGCTGTGACTA AAGAAGCCCGATGAAGGAGT 180

Ai07B6430 Araip.B07 6430 p2 (GT)9 18 18707897 18707914 TGGGGTATGGTTTCGGAATA TCGAATTACACACACACGCA 228

Ai07B6431 Araip.B07 6431 p3 (GTT)5 15 18709387 18709401 CGGCCATTAGTTCAGTTGGT CCCAGTGATGTTATCCAGCA 243

Ai07B6434 Araip.B07 6434 c (TC)6gctctcg(CT)835 18717809 18717843 TTAATAGCCAGACCCCCACC CGTTACCATTGCCCAGTTCT 172

Ai07B6439 Araip.B07 6439 p2 (AT)7 14 18742950 18742963 GAATCGGTGATCGAACTGGT TTTTCTTGCCGCTGAACTGT 237

Ai07B6445 Araip.B07 6445 p2 (TA)6 12 18782854 18782865 TGAATCTTAGGGTGGCCCTT AACAGAATCACAACAATCCACA 114

Ai07B6452 Araip.B07 6452 p2 (TA)7 14 18803040 18803053 ATTCGAAACAACTCGAACCG GAATCAACCTCATTCGCACC 224

Ai07B6453 Araip.B07 6453 p3 (TTC)5 15 18810531 18810545 TGCGTTTCCAGTTTTTGAGA CCCCATAGCAATGGAAGAGA 161

Ai07B6456 Araip.B07 6456 c (GAT)6aaaaattaagggtagaatgg(A)1149 18817017 18817065 ATGGTGGTGGATAGGGTTGA TCAATAAATTTTAATTTTGTCCTTGC 184

Ai07B6460 Araip.B07 6460 p2 (GA)6 12 18833992 18834003 CTCACCATCCTTGCCATTTT TAGGGGGTAAATGCGACAAC 206

Ai07B6461 Araip.B07 6461 p2 (AG)19 38 18835895 18835932 CGATGTTGTGCATATCGAGG CGAACGTTACGAATCCCTTC 196

Ai07B6466 Araip.B07 6466 p2 (TA)13 26 18850906 18850931 GAAGACGATGTTCTTATTCCCC CCCAATTCAAATCAAAATCCA 254

Ai07B6467 Araip.B07 6467 c (T)12aatcttttgaaccaaccctaaataaaatcattcttgtattcataaacctattaattaagtcacc(A)1288 18852207 18852294 TCTCCAGCTACCACTTCCACTT TGAGCATGTAATTGGGTTGC 177

Ai07B6468 Araip.B07 6468 p2 (CA)6 12 18852922 18852933 CTCGCTACCTTCCAAACCTG TCAGGATATCAAGTTTTACACTTTCG 245

Ai07B6471 Araip.B07 6471 p3 (TTC)5 15 18874461 18874475 CCCAACACACCCCTCTACAC CGGTCTTAGGTGCCATCAAT 182

Ai07B6478 Araip.B07 6478 c (CT)9ttaacct(TCTCC)550 18889826 18889875 CCCTCTCTCCCCTCATTTTC CACATCGCAAGGAGCACTTA 177

Ai07B6480 Araip.B07 6480 p2 (CT)22 44 18891669 18891712 CAAGCAAAATTATCCAAATCCT AGAGTTGACGGATTATGGCG 227

Ai07B6481 Araip.B07 6481 p3 (CTA)5 15 18892112 18892126 CCTAACCCCAATTCCCAACT CCTGCTGCATAACAAAAGCA 140

Ai07B6482 Araip.B07 6482 p2 (GA)13 26 18892642 18892667 TATCAGGAGTCGGGCTATGG ACCACTATCGTCTCCTCCCC 209

Ai07B6488 Araip.B07 6488 p2 (GT)6 12 18905061 18905072 TACGCAAATGCATTGTTTCC CAACGCAACACACGTAAACC 262

Ai07B6489 Araip.B07 6489 c (AC)16gtaaactgctactgccagtagcggttt(AC)671 18908501 18908571 ATTTGGCCCCTCTATGGTTT GGCATTAGCGGTTTACGTGT 262

Ai07B6493 Araip.B07 6493 p3 (CTT)6 18 18919461 18919478 AAGACTAGGCGCAAAACGAA ATGATTTGGTTCTCCGTTGC 265

Ai07B6500 Araip.B07 6500 p3 (AAT)6 18 18932749 18932766 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 171

Ai07B6501 Araip.B07 6501 p2 (AG)6 12 18933083 18933094 GGGTGAGGAGAGCAGAGATG TTTTGTTTGTTTATCATCTTTTTCA 279

Ai07B6512 Araip.B07 6512 c (A)10gaaacaac(GA)1038 18969369 18969406 CCCATCACACCCACCTCTAC CTGCGGAGAGCAAGGATAGT 255

Ai07B6517 Araip.B07 6517 p2 (AT)8 16 18998850 18998865 TTTTGGGACATGCTAATGACA AACGCCAATGACTATTGTTTGA 280

Ai07B6519 Araip.B07 6519 p3 (AAT)7 21 19012707 19012727 TAAATAAGGGCTGTGAGGCG TCATGACGGTCCAAACAGAA 235

Ai07B6523 Araip.B07 6523 p2 (TA)10 20 19034456 19034475 GTAATTGGGGGAAGGACGAT GAGGGGGAATCCAATCAATC 224

Ai07B6527 Araip.B07 6527 p2 (TA)8 16 19043865 19043880 CAAATCAAAAATTTCAAGAACAAAA CGAACCCAGATTTAGATTCCA 278

Ai07B6530 Araip.B07 6530 p2 (TA)9 18 19047802 19047819 CCTGCAGCTTGAAAACACCT GGGAGAATCCAATCAATCCA 234

Ai07B6532 Araip.B07 6532 c (A)10ttgtaatcaaatcggctttgccattttatgtttcaaaat(A)1160 19056207 19056266 TAGTGTCCACGTTAACCGCA TCAGTGGTATTTTGTGTGTGTTT 213
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Ai07B6536 Araip.B07 6536 p3 (TTA)21 63 19062002 19062064 CGATCAAGTATTCAATTTAACTGTGC GCTCTTCCGGAGCCTTCTAT 280

Ai07B6537 Araip.B07 6537 p3 (AAG)6 18 19074419 19074436 GAAGGAGGAGGTTTCGGAAG ATCAGCAGGATCCAAAATGG 221

Ai07B6538 Araip.B07 6538 p3 (GAA)6 18 19074648 19074665 ATTTGCAGTTTCTGATGGGG TCATTTGCATCTCCACTCTCA 245

Ai07B6544 Araip.B07 6544 p2 (TA)7 14 19103749 19103762 CTTGCCCCACACCACTCTAC AGGTTGAAAATTTAAAGGAGCC 186

Ai07B6550 Araip.B07 6550 c (TC)11ttatttcagtttctggtatattctcttc(TAT)771 19187892 19187962 AAAAATTTTAATAGACCCTCTCTCTCA GTGAAGGGCGAACTCATCAT 268

Ai07B6552 Araip.B07 6552 p4 (TATT)5 20 19188559 19188578 GCCAGCTGTCCATTTTTCTC ATCCGGCCCAAATAAGAAAG 280

Ai07B6559 Araip.B07 6559 p2 (AT)12 24 19201804 19201827 TTGAGTTTGTTGAGTTTATAAATGGTC GGTTTAGAAATGGACGGGGT 100

Ai07B6565 Araip.B07 6565 p2 (GA)6 12 19229960 19229971 AGAGGAAAAGGATGCCACTG TGCAACCTCCATTTCTCTCC 185

Ai07B6568 Araip.B07 6568 p3 (TCG)5 15 19233284 19233298 GGGTTGGAAGAGGGGTCTAC CATCAAAACCAGCATCGAGA 262

Ai07B6569 Araip.B07 6569 p2 (CT)7 14 19233990 19234003 CTTTTTGTTTGTTTCTTAACTTTTTCA GAATGAGATGGGGGAGGAAT 241

Ai07B6570 Araip.B07 6570 p3 (TAT)6 18 19234328 19234345 TCGAAAATTATTCCTCCCCC CAAGGAAGAATGGCCAGAAA 210

Ai07B6575 Araip.B07 6575 p3 (TAA)12 36 19245689 19245724 AATGCACAGTAAGCCTCCGT TGAGGCCTTGTGTGTCAAAG 234

Ai07B6583 Araip.B07 6583 p2 (GA)26 52 19277564 19277615 ACGAAGCAAAGGGAAGTGAA AGCGCCAAAACTCTTTTCAA 242

Ai07B6586 Araip.B07 6586 c (T)16cggagttacat(A)1037 19279747 19279783 ATTGGAACGCGTTTGAAAAA TGTCCGCCGTTTGTTATCTT 270

Ai07B6591 Araip.B07 6591 p2 (GC)6 12 19309260 19309271 TTGGATGAGGGGTAGGAGAA GCCTCCCTCTCTATTCCACC 145

Ai07B6594 Araip.B07 6594 p4 (CATA)7 28 19357674 19357701 CAAACCCACTTTTATTGGCA AGAACTCCAATCCACCACAAA 138

Ai07B6595 Araip.B07 6595 p2 (TA)6 12 19358208 19358219 TGGTTAAATCGATAGAACTGGTCTC TGGGTCAATCTTCTTCTTGCT 230

Ai07B6596 Araip.B07 6596 p2 (AT)8 16 19363163 19363178 TTGTCAATTGCCTTGCAAAC GGCGCCTCTCATATACCAAA 274

Ai07B6607 Araip.B07 6607 p3 (TTA)5 15 19391271 19391285 GCAGAAATATGCGTCCGTTT GGTCGGTAAAATTGATTGGC 165

Ai07B6610 Araip.B07 6610 p3 (ATC)5 15 19403875 19403889 GGTTTTGTTGCCAAGTTCGT AATGAATCAGAGCTTCCATGC 191

Ai07B6611 Araip.B07 6611 p6 (ATTAAA)6 36 19405756 19405791 TCCTATCCTCCCTCTTCCTTTC TGTGACACATTTGATTGTTAAATTAGA 229

Ai07B6612 Araip.B07 6612 c (T)10gctacgctaca(T)1031 19407326 19407356 TGCCAAAACGTTTCAGTATTATTT TCGCGTAGTGAAATTTGAAGG 274

Ai07B6615 Araip.B07 6615 p2 (TA)8 16 19419478 19419493 TGTTGGCAATAAGTTGGCAG CGTTGCCTTCTTTTGTTTGG 149

Ai07B6617 Araip.B07 6617 p2 (TA)9 18 19425713 19425730 TGGATGAAGAAGCTTACGAAGA GCTGGGCTAGGTTTGTTTGA 257

Ai07B6619 Araip.B07 6619 p2 (GA)6 12 19443122 19443133 AGCCACCACAAACACCCTAC CATCTTCCTGACTGGGTGCT 237

Ai07B6620 Araip.B07 6620 p3 (TTG)14 42 19443394 19443435 TCAATGGCATCGTTTAATCC CAATGGGAGGCACAAGTGTT 242

Ai07B6622 Araip.B07 6622 p2 (CT)6 12 19450420 19450431 CGTTGATTACGTGAATGGTCA GATGATGGTGGTAGCACACG 267

Ai07B6624 Araip.B07 6624 c (T)12gaaagaataaaaaaaag(T)1039 19459856 19459894 TGTTTTGCTTGAATTGGACC TTGGTAGTATTTTAAAGCTGTATTTGA 276

Ai07B6629 Araip.B07 6629 p2 (GA)6 12 19471102 19471113 ACAAACCCACACAAATGCAA CGATAGCACGAGACCTCCTC 259

Ai07B6634 Araip.B07 6634 c (TTC)6caaattcgcgcatgttcttcttcttcc(CTT)6ttctttctttttctcctcctct(TTC)6103 19477784 19477886 CACGCGCTTCTTCTTCTTCT AGTCTGCGTGTGCTTTGTTG 186

Ai07B6635 Araip.B07 6635 p5 (ATTTT)5 25 19479394 19479418 TCCCGTCTACCCTCTACCCT GGGAGAGAGGGATTTTGAGG 177

Ai07B6637 Araip.B07 6637 p2 (AT)6 12 19480963 19480974 TAAAATGCACATGCCTCTGG AAGGTGAGCAGGCAAAGATG 185

Ai07B6641 Araip.B07 6641 p2 (AT)6 12 19532090 19532101 TTCAGATGCAGGATGTGAGG CTGACCTGGTTCGCAAAGTT 255

Ai07B6642 Araip.B07 6642 p2 (TA)26 52 19532416 19532467 CGTTGATGCTTTCGTAAGTGC ACGGCAAATCCTGTAACACC 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B6643 Araip.B07 6643 p2 (TA)7 14 19535891 19535904 TTTAAAAGGGGCAAGAAATTG CCCACTTCTAGTATGTGCGTGT 280

Ai07B6645 Araip.B07 6645 p3 (ATT)11 33 19546955 19546987 TATGCTGCAATTTTTGCCCT ATGATCCTTCCACACTTGCC 201

Ai07B6646 Araip.B07 6646 p2 (AG)9 18 19549576 19549593 CGCCGTTCTAGCCTGAGTAA GCAATGACTAAGGTGTGGCA 254

Ai07B6649 Araip.B07 6649 p3 (TGG)6 18 19563868 19563885 ATTTTGGTGTTGGTGCTGGT CAGAATCGAAATCGTCCCTC 230

Ai07B6656 Araip.B07 6656 p3 (GAA)5 15 19597510 19597524 CCGCATTCTTCTCTTTACGC ACTAGCTGCCATTCCCCTTT 265

Ai07B6659 Araip.B07 6659 p3 (TTG)5 15 19618272 19618286 GATGGGTGTGCTCCTTTGTT ATCACCTCATCTTTGGCACC 172

Ai07B6660 Araip.B07 6660 p3 (ATA)6 18 19622353 19622370 GGTCGTCTTCTCCCACGTTA TTTTGGTGCAGAAAGCACAG 144

Ai07B6662 Araip.B07 6662 p3 (CTT)9 27 19626806 19626832 CACGAAATTGCTCTTGCTCA ATGAAGAAGAAGGAACGCGA 139

Ai07B6667 Araip.B07 6667 p5 (TTATC)6 30 19646780 19646809 GTACCTGCAAGGGACTCCAA GCCCAATAAAGGACCCAAAT 274

Ai07B6668 Araip.B07 6668 p3 (TGA)5 15 19649795 19649809 GCTTTGAGGCACAAGGAGAG GACGATAGGCACAGGAGGAG 279

Ai07B6670 Araip.B07 6670 p5 (TTATC)5 25 19657000 19657024 TGCTGCTGATCCTTTGTCAC ACCCAAATCCAAAGGTAGGC 270

Ai07B6671 Araip.B07 6671 c (AAT)5aaaatgagtaaaagtacatgccaaataaagttgtatttttaattgaaattatttttctaagaagtactgtacatagtatcatatactaaaaaat(TTA)17160 19657315 19657474 TCCGCAAAACAAACATCTTC TGATGTTGCTAAAAATTACACCAC 279

Ai07B6672 Araip.B07 6672 p2 (AG)6 12 19658664 19658675 TCAAGTCTTGTACTGATAACGTGTTG CATAAAACACTTCTCTCTCTCTTTCTT 264

Ai07B6673 Araip.B07 6673 p3 (AAG)5 15 19659813 19659827 GACAATGACTACGACGGTGG TCGTGCGTCACTTCTCTCTC 115

Ai07B6674 Araip.B07 6674 p3 (ATT)13 39 19663366 19663404 AGTGCATTGCATTGGTTCAA GCGCAATAAGTCAATAACAATCA 202

Ai07B6677 Araip.B07 6677 p2 (TA)9 18 19664457 19664474 TTTGCATGGTAAAAGCATGG TGCCATCATTTAAAGGGCTC 248

Ai07B6681 Araip.B07 6681 p2 (AG)6 12 19682372 19682383 CTTGCCTCTTGTGTTTGCAC ACCACCCTATCCCCAAATGT 132

Ai07B6682 Araip.B07 6682 p2 (AT)6 12 19687275 19687286 GGCAAATTCTGGCTGTATTTTT TCGTTAGGCGTCTGGACTCT 225

Ai07B6687 Araip.B07 6687 p2 (CT)6 12 19695123 19695134 TCTTGTGAATCAAGTCATTAATTGTG GAAATTTTGAAAAAGAGGGAAGA 273

Ai07B6688 Araip.B07 6688 p3 (TTC)5 15 19696897 19696911 TTCAAATCAATTTCCCACCC CGGTCTTAGGTGCCATCAAT 277

Ai07B6692 Araip.B07 6692 p2 (TG)6 12 19717467 19717478 TGGGGAGTTGATCTCTTTGG GCGCCAAGAAAAAGTGAAAG 260

Ai07B6693 Araip.B07 6693 p2 (AT)8 16 19724855 19724870 ATTGGGCTTGGGATCTTTCT AAACTCCTATATTTGTTATTCAACAGG 279

Ai07B6696 Araip.B07 6696 p4 (TTCT)32 128 19731006 19731133 TCTTTCTCGGATCTCCCTCA CTTTTACACCCTCACCCACG 229

Ai07B6697 Araip.B07 6697 p4 (TTCT)9 36 19733687 19733722 TCTTTCTCGGATCTCCCTCA CTTTTACACCCTCACCCACG 137

Ai07B6701 Araip.B07 6701 p2 (CT)7 14 19755443 19755456 ATGCATCCATTCTGGGAGAG GGAACATTAAACCTGGGATTG 147

Ai07B6703 Araip.B07 6703 p2 (CT)6 12 19764578 19764589 ATGCATCCATTCTGGGAGAG GGAACATTAAACCTGGGATTG 145

Ai07B6704 Araip.B07 6704 c (AGA)6tatggaggagatggagggatgtgtgtatggatgtgggtggtgaatggaaaacagaagggatgaccatgaatg(GA)6102 19771569 19771670 TTAGAATGTTGCTCGCCCTC ATGCCTAATTTGGTGCAAGG 251

Ai07B6705 Araip.B07 6705 p2 (AG)9 18 19795133 19795150 GGGTTCGAATTTTGGTGAGA TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai07B6709 Araip.B07 6709 p3 (ATA)5 15 19810942 19810956 CCATTGATAAAAGTGATGCCA CCCCCACAAAAATCTTTTCA 278

Ai07B6710 Araip.B07 6710 p3 (GTT)5 15 19812330 19812344 TGACACTGTTCACAATTCAGTTTTT CCTTATAGGAAATGGATGATTGG 244

Ai07B6711 Araip.B07 6711 p3 (TTA)15 45 19812456 19812500 CCTTGATAGCGAGTTGTTGTTG CCTTATAGGAAATGGATGATTGG 207

Ai07B6714 Araip.B07 6714 p4 (AAAT)5 20 19814653 19814672 TGCGACGCATTATATACCTTCA CCCATAATACACAGGTACACAATTT 153

Ai07B6716 Araip.B07 6716 c (T)10(A)11 21 19818983 19819003 GAGTGAGATAAAGCGGGTGC TGGACAAAATAAAAACTCACGTACA 174

Ai07B6721 Araip.B07 6721 p3 (TAA)7 21 19837929 19837949 AGTGCTCATATGTCGGGACC ATGAACCACAGCAGCAACAG 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B6722 Araip.B07 6722 p3 (TAA)43 129 19838656 19838784 ACTCCCATGTTGTCGAGTCC TTGGTATTCCACTTGCACGA 277

Ai07B6723 Araip.B07 6723 c (A)10tgataattattaaattctaaataatatcaattaataatttattcaaaaaaaatatcaacaataattaaacag(TAT)597 19839516 19839612 TTGGGCAACAAATTCCTGAT GAATCAGTAAAAGTTTGGGGCTT 270

Ai07B6728 Araip.B07 6728 p3 (ATC)6 18 19846023 19846040 TGGGATTGGGTGTTTCCTTA TTCCACTTGGACTTTTTGGG 256

Ai07B6729 Araip.B07 6729 c (A)10gcagatagaggaaaaacagaccaaagggtgtgtgaagttgaaagagtctgtgtgagtgtttgtgagcaggaataatcatatatatcagagagt(GAA)20163 19849836 19849998 GGTACAGAAGGGGAAAAGAAAA CAACAATTCCCACACTACTCCA 277

Ai07B6734 Araip.B07 6734 c (A)11tcttaaataaatagtatttttttttagttgatgggtcggatttttgaatttgatcg(A)10gtgtta(T)10ataaaaaatgtgaaaaaaaatggactgcgtgtttagcttgcgagctagctcgtttaacccatca(T)10167 19858833 19858999 TGATGGGTTAAACGGACTGA GACTAAACGAGTTAAGCCCGA 275

Ai07B6735 Araip.B07 6735 p2 (AT)11 22 19860715 19860736 GCGACTCTGATAGCTCGGAC TGGTTTATTGTACCCTCGCC 262

Ai07B6737 Araip.B07 6737 p2 (AT)6 12 19868275 19868286 GCGACTCTGATAGCTCGGAC TGGTTTATTGTACCCTCGCC 261

Ai07B6739 Araip.B07 6739 p2 (AT)6 12 19884358 19884369 CGGTTATCTCTCATGGGCAC TCGGAAACTTTGAATGCTCC 256

Ai07B6740 Araip.B07 6740 p2 (GA)6 12 19885531 19885542 AGCGTCAGTGGAGGAGAGAG AGCAGTGGCAGTGGAGTTCT 278

Ai07B6741 Araip.B07 6741 p2 (TA)8 16 19888071 19888086 AGGAACCGAATGAAGAAGCA GCCTGTGACTCAACACCGTA 165

Ai07B6746 Araip.B07 6746 p2 (AT)8 16 19893196 19893211 GCATATGATGCATGCCTGTC CACCACTTGTTCCAGGTTGA 258

Ai07B6747 Araip.B07 6747 p4 (TTTC)5 20 19895066 19895085 TGTCTCTCTCTGCGATGGTG TTGTAACCCTACCCACGCTC 240

Ai07B6748 Araip.B07 6748 p2 (TC)6 12 19897500 19897511 ACAACATACGGAAAGCCCAG CCGTCGAACCTGTCCCTAC 189

Ai07B6751 Araip.B07 6751 c (TA)7acgggcctgaggccatgaggaagaca(T)1050 19900262 19900311 CGTTTAGGGAAAACTGGCCT CATTAACCTGTCGGATTGGG 204

Ai07B6753 Araip.B07 6753 p3 (ATA)12 36 19901933 19901968 CCGCCACCTCTTCTTGATAA TATGCTGCAATTTTTGCCCT 279

Ai07B6756 Araip.B07 6756 p3 (AAG)7 21 19918738 19918758 GACGAGGAGGGAATTGAAGA ACGGTTTCGATTTGCATTTT 254

Ai07B6757 Araip.B07 6757 p4 (TATT)7 28 19935435 19935462 GGGAACACCAAACTTAATTTCA ACTTGCCGGTTAGTTTGTGG 229

Ai07B6758 Araip.B07 6758 p3 (TTA)17 51 19938398 19938448 ATGTGTGTTTGTTAAGTATTCATGTG ATAGCTCTTCCGGAGCCTTC 276

Ai07B6771 Araip.B07 6771 p3 (ATG)6 18 19975584 19975601 AATGGTGGTGTTGCTGTTGA CCATTATGAGGGAAGCCAGA 271

Ai07B6772 Araip.B07 6772 p2 (AG)6 12 19990254 19990265 ACTGCGAGGTGTTTAATGCC CTTCACGAGCAGACATTGGA 256

Ai07B6774 Araip.B07 6774 p2 (AC)7 14 20017311 20017324 GGGTCAAAATCAGCACCTGT TTCAAAAAGTCCCAAAACCG 215

Ai07B6779 Araip.B07 6779 p2 (GT)10 20 20029692 20029711 TTGAGCAAGTATCTCCATTGAA TCGTAGGCTATTAGGTATGCAAAA 251

Ai07B6781 Araip.B07 6781 p2 (CT)8 16 20045035 20045050 GAACCTGAGAGAAAGTTGAAATCC TGTCACTTTTCCACGACCTG 265

Ai07B6782 Araip.B07 6782 p2 (AT)20 40 20056697 20056736 AGCCATGCTTTCTCAACCTT CAAAAGTGGGAAAAATTTGGG 276

Ai07B6784 Araip.B07 6784 p5 (AAAAT)6 30 20060871 20060900 GACGGGGGTGAGAACTCATA AAATCTTTTTCAAACCTTTTCTCTT 120

Ai07B6789 Araip.B07 6789 c (TA)11(CA)7 36 20092386 20092421 TAGGGCAAGGTTCAAGACCA TCACCCGTAGCCCTTATTCA 276

Ai07B6790 Araip.B07 6790 c (TA)11(CA)7 36 20092749 20092784 AGGTGGCTGTTAGCCAAAAA TCACCCGTAGCCCTTATTCA 211

Ai07B6793 Araip.B07 6793 p5 (GGTTC)6 30 20109412 20109441 AAAAATCGACCGAACCAAAC TGATCGGTTTTTCCAAGAGG 110

Ai07B6794 Araip.B07 6794 p3 (GGT)6 18 20112402 20112419 CAATCTCTGAGGCCTTCCTG ACATAGGCTCACCCGACAAG 273

Ai07B6796 Araip.B07 6796 c (ATT)9gttattattatctctttgtattctgtgtcttagtcctttttttagtc(T)1084 20125270 20125353 TCTTTTTCCTTGCAGCCAAT AGAGAGAATCCAACACCACAA 202

Ai07B6798 Araip.B07 6798 p2 (CA)7 14 20131930 20131943 GAAAGCAGCAATGACCAACC GAATCACCCTCAAAGGACACA 280

Ai07B6799 Araip.B07 6799 p3 (ATG)7 21 20132078 20132098 CATTAGATCTCAGCCTCCACAA CAAGCAAGGCAGACACAAAA 271

Ai07B6801 Araip.B07 6801 p4 (TATT)11 44 20137318 20137361 CCGCAATTTTTACGTTTGGA TCCACATATCTGCGGATGC 271

Ai07B6806 Araip.B07 6806 p5 (CTTTT)5 25 20157169 20157193 CGGATTTCCCTTAGAAACGA TTAGCCAATCCTAATCGCCA 260
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Ai07B6812 Araip.B07 6812 p3 (AAT)6 18 20162246 20162263 ACCAAAATGCCACTCCAAAA GGAGAATTTGGCACGGAGTA 259

Ai07B6816 Araip.B07 6816 p4 (AAAT)5 20 20170399 20170418 TTTTCGGAAATCTTCACCCA CCATGATGGAGAAAGGGAGA 110

Ai07B6817 Araip.B07 6817 c (A)10ttcaaactct(A)1030 20178194 20178223 TGATTATTAATTGGAACCTAGCAAA AAGTTTTGGATGATTCTTTTTCC 255

Ai07B6818 Araip.B07 6818 p3 (AGA)6 18 20178476 20178493 CCCGAAATTCAAGAAAAAGAAA CTTCCTCCTAGCAACATGCC 166

Ai07B6819 Araip.B07 6819 p2 (AG)8 16 20179008 20179023 TTGAAGCATTCTCTTTTTCAACA AGGAGAAGCATCCATCTGAA 198

Ai07B6820 Araip.B07 6820 p3 (TCG)5 15 20184853 20184867 TGCATAAAACCCTAACCCCT ACCTGACGAAGAAGCTGGAA 212

Ai07B6821 Araip.B07 6821 c (CT)6gctgtgcaaactccta(TC)742 20188333 20188374 GTCTCACCCTCTCTGCAAGC GAGAGGGAGTCACCGTGAAG 258

Ai07B6822 Araip.B07 6822 p2 (CA)6 12 20193293 20193304 ATCCCTACCCACACTCATCG GTTCGGCCTCTCTCTCCTCT 250

Ai07B6823 Araip.B07 6823 p2 (AG)6 12 20193448 20193459 CCCCTTCACACACACACAAC CAAGCTTCAGCAGTGACGAG 251

Ai07B6824 Araip.B07 6824 p2 (AG)15 30 20194638 20194667 ATCGAAGCATGGAAAACTCG AGACTACCACCGTCAGCACC 278

Ai07B6825 Araip.B07 6825 p3 (ATA)15 45 20195181 20195225 AAACTGAACTGAATTAACCGAAAAA GCAGTTCGTAATGGAGAGGC 267

Ai07B6827 Araip.B07 6827 c (ATC)5accatcttccatctaataatcaagcaccaataataatc(AAT)568 20197647 20197714 TTGCAAGCTGAAGTCAATGC AAAGGTGGAGGAAGAGGAGG 230

Ai07B6829 Araip.B07 6829 p2 (AT)7 14 20198781 20198794 TCGCAACAATTAATGAAGGC TGATCTGAGGAGAGGGAAAAA 267

Ai07B6831 Araip.B07 6831 p3 (AAT)7 21 20199362 20199382 ATGAAGCTGTAGGGAGTGGG TATACCCATGGCAACAAGCA 201

Ai07B6836 Araip.B07 6836 p3 (AAG)5 15 20204601 20204615 GAATGACGATGAGGTGGAAA TCAAAACAAAATAAAATTGACGAG 280

Ai07B6837 Araip.B07 6837 c* (TA)6(TAT)6* 28 20204759 20204786 TGACGATGAGGTGGAAACAA TGTCAAAACAAAATAAAATTGACGA 279

Ai07B6839 Araip.B07 6839 p2 (CT)6 12 20216188 20216199 GCCCAGATCCAGGTACAGAA ATAAGCCAATTGGGCAACAT 280

Ai07B6842 Araip.B07 6842 p2 (AT)12 24 20254711 20254734 GGGGACACAAAAATTACCCC GTAATGGGGTGAAGGCAAAG 258

Ai07B6843 Araip.B07 6843 p4 (TCAT)5 20 20255739 20255758 ATCCAAGCCCAGAAACACAG TGAACCTGGAATTGAGAAGGA 195

Ai07B6844 Araip.B07 6844 p2 (AT)9 18 20259556 20259573 TTTTAGGCCCTCCTAACCGT TGTGCCATGTCATAGAGGGT 198

Ai07B6848 Araip.B07 6848 p3 (CAA)8 24 20280949 20280972 GGGATATCCTAGAAAGCGGC ACTCAGCTGACCCCTAAGGC 131

Ai07B6850 Araip.B07 6850 p2 (CT)6 12 20294474 20294485 AACGCCAGGATTAGCAGAAA AGGTGGGGGTTTTATGAAGG 234

Ai07B6851 Araip.B07 6851 p2 (TA)10 20 20305720 20305739 CGCAACACTCCGATCAATAA TTTGTCTTTTGGGTTTTGGG 193

Ai07B6855 Araip.B07 6855 p3 (TCT)5 15 20316732 20316746 TCCTCCTTCTCCTCCTCCTC AAAGGCAAAGAGAGAACGCA 126

Ai07B6857 Araip.B07 6857 c (AAG)5aggaagaggaagaagaacgtgcatc(AAG)6gtgcagaagatgaagaggaagaagatgaaaaacgtgcagtcaagaagaacgaggagaaacacgatgatgaagataaaacacttcaaaaac(GAA)8gaggaggcacagaaa(AAG)5202 20317270 20317471 AGAAAGAGAAGGCAAGAAACG TTTTTCTTTCTCCATGCCTC 263

Ai07B6863 Araip.B07 6863 p4 (AATT)6 24 20350334 20350357 CACGCTACCTGTGAAAGACG GAAATTTTAATTTTTCTCATGCCA 211

Ai07B6868 Araip.B07 6868 p3 (TAT)5 15 20367878 20367892 TGTCTCCCCCTCTTCGTCTA GCTGCCATCTCCTTTTTCTG 245

Ai07B6876 Araip.B07 6876 p2 (AG)6 12 20403180 20403191 CAAAAGCAGAAGCGATAGGG CAAACCCCTTTTGTCCTTCA 220

Ai07B6879 Araip.B07 6879 p3 (TGC)5 15 20417927 20417941 GCCACACAAAGAAGGGTTGT CCAACATTGGTGTCATCAGC 184

Ai07B6881 Araip.B07 6881 p2 (AT)7 14 20427373 20427386 TGTTGATGGTAATGCCGAAA TGTTGAATGGATGATGGCTG 214

Ai07B6889 Araip.B07 6889 c (CAA)15(TAA)5 60 20447841 20447900 GCTGTATTCCTCTGTGGGCT GCTCTTGGTCCTTTCCCTTC 218

Ai07B6894 Araip.B07 6894 c (A)10ggagaaaccttcacaaaaataatattttggcccaaatattaattgaaacattagctcaatatgacaaagaaacactattcatgtcca(AAAT)5117 20462842 20462958 CGCCCAGACAAGCTCATTTA GGTGCCAAACTTCTGCGTAT 249

Ai07B6896 Araip.B07 6896 c (TGGTGT)6tggtgctggtgctggtggtggtgctggtggtggttgtggtgg(TGGTGT)5tggtgatggttgtggtggtggtgttggtgt(TGG)5153 20477463 20477615 GTTGGTGTTGGTTGGTGTTG TTTTGGACAAAAATACCCTCA 255

Ai07B6897 Araip.B07 6897 p2 (TA)7 14 20479712 20479725 CGGGATCGGGTTTAGGTAAT TAGGGGCGGGTTTTTACTCT 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B6904 Araip.B07 6904 p3 (ATA)7 21 20492282 20492302 GGTTGTATCGACCGGTGTTC AAAAGTTTTTAATGGTGACCGC 247

Ai07B6910 Araip.B07 6910 c (AT)8agtatacgagagag(GA)642 20505802 20505843 GCGGCAGCCCTTTAACTAAT TGCAAGAAATCAAAGCCAAA 257

Ai07B6913 Araip.B07 6913 c (A)11(G)16 27 20533975 20534001 TCATGAAGCCTTGCATTGAG TCTGGAAGATGGCCCAGTAG 249

Ai07B6916 Araip.B07 6916 p3 (AAG)6 18 20546832 20546849 TTTAAAAGGGATAAGTCCGGC TTCCCCCTCATCTTCTGTTG 208

Ai07B6917 Araip.B07 6917 c (T)10aatgctgcaattttttatttttc(T)1144 20547014 20547057 CAACAGAAGATGAGGGGGAA AAAGAAGAAGAAGAAACACATAATGC 252

Ai07B6918 Araip.B07 6918 p2 (AG)7 14 20548484 20548497 AAGGGATGTGAATGCGATGT TCCAAGTGCCAAGCTACAGA 245

Ai07B6920 Araip.B07 6920 c (A)10tcaagtataaagtgagtttctaaagaattgcaatgtcaggaatttataagttgacaaatatttttagaggcttatttaata(T)10actagagatttttaagtacatccgcgtaaaatttctcaagagcatacttgata(T)10164 20555849 20556012 GGATTCATGTAAGAAATACCACACA TCACGGAAAATTTTGCAATAAAC 257

Ai07B6921 Araip.B07 6921 p2 (TA)6 12 20556245 20556256 TGCAAAATTTTCCGTGATATTC GATATTCTTGCTCTTGCCGC 280

Ai07B6926 Araip.B07 6926 p2 (TA)6 12 20570406 20570417 CTCACTAGCCATCTGACCCC TAACGCGACATAGGGGAAGT 199

Ai07B6930 Araip.B07 6930 p2 (AG)6 12 20581981 20581992 AAAGCAAGGAAACATAAATGAAA TTAATGCAAATCGCTAGGGG 240

Ai07B6931 Araip.B07 6931 p2 (CT)6 12 20583145 20583156 AAAGGAACATTGAACCTGGAA AGCGATTTCTGGACCCTTTT 210

Ai07B6933 Araip.B07 6933 p2 (TA)10 20 20585091 20585110 TCCACCGAAATCATGTCAGA TCCTTAGAATGCCGAAGGTG 272

Ai07B6938 Araip.B07 6938 p2 (AT)7 14 20599701 20599714 AAATATTGGATGCCAAAAACG TCTCCATGTCTCATGCTGCT 192

Ai07B6940 Araip.B07 6940 p2 (TC)7 14 20608178 20608191 TCTATGATGCCATCGGGATT TGCTTCAGAGAGAAATGGATGA 280

Ai07B6942 Araip.B07 6942 p3 (TGA)5 15 20633421 20633435 AAGGAGGAAAAGCCGAAAAG CGTCGGCCTTAAGAATGGTA 265

Ai07B6945 Araip.B07 6945 p3 (ATA)16 48 20653447 20653494 TTCAAAAATGGTTATTGTAGGGAA TGGTCAACTCGATAAAAGCG 219

Ai07B6951 Araip.B07 6951 p4 (TATT)5 20 20671641 20671660 TCCTGAACCATTCGATTTCA CAGCAGGGTGACTTAATGGC 278

Ai07B6953 Araip.B07 6953 p2 (TA)6 12 20675989 20676000 CCTGATGATTTGTTGTTGAGTG AATATTTTGTCGAATTCACTATTGC 249

Ai07B6958 Araip.B07 6958 p4 (TAAT)5 20 20685519 20685538 TTCCTACACATTCGAGGGTTG TTTGAATTCATGTTAGTGGTCAAAA 260

Ai07B6962 Araip.B07 6962 c* (A)14(AAT)5*aactacatgttatataccgtgaaagttgtatatatcatccaataatatacatatgcgtaac(AT)6agcgaaccaaaacagtataccggaatacgttt(TA)6144 20708345 20708488 ACAAAAATATACGAAAAACACATGAT TTGTTGCACAAATTGTTCCC 279

Ai07B6966 Araip.B07 6966 p5 (TTTTA)5 25 20720226 20720250 CTTTCTCCCACATCTCTGCC CAGCGCTTCCTATTTAAGTTCA 253

Ai07B6976 Araip.B07 6976 c (A)12gaagataaccctagctagccaagccctctttcttcttcttgctccaaccctcgtcgtcttcttgctccaacctttgccccaaccctgcgccatttcg(TTC)5124 20749400 20749523 TCGTTTCTCCTCTCCCAAAA GGAAAGGAAGTGAGCTTGGA 263

Ai07B6977 Araip.B07 6977 p3 (TTA)15 45 20752116 20752160 AACGCAGAGAACGCAGAGAT AGCGTGGAGAAAAAGAAGCA 274

Ai07B6981 Araip.B07 6981 p3 (GTT)5 15 20767718 20767732 TTCTTCCTCACTCGGTCGTC ATAAACCAAATGCAGAGGCG 225

Ai07B6984 Araip.B07 6984 p2 (TA)7 14 20777626 20777639 ATGGATTCCACCATTTCACC TACATGACCACGAGCTTCCA 204

Ai07B6986 Araip.B07 6986 p2 (TC)28 56 20780271 20780326 GACCGGTTGGGATGATACTG TGGAAAGAATGTTGTAATCGCA 257

Ai07B6990 Araip.B07 6990 p2 (AT)7 14 20804362 20804375 ATTTTGAACCCTTCCCTTGC CCACGTTATAAAACTCATCTGGTG 275

Ai07B6991 Araip.B07 6991 p3 (CCA)5 15 20804919 20804933 TTTGTGAGTTCACCGCAAAG GGTAAATGCTACCATGTCCTCTC 219

Ai07B6996 Araip.B07 6996 c (TAT)12taaaataacgattagagtttgaggccaatgagttataactcaaatggcatttttcttttattg(T)12111 20817518 20817628 TTTGGCTTGCTAGTTTTTCAA TACCTTCCCTCTTTTGCTGC 274

Ai07B6997 Araip.B07 6997 c (CACG)5t(ACGC)645 20840328 20840372 CCGACTATTCAAAACATACACCC CCCCCTACAGGCTTTTCTTT 271

Ai07B6998 Araip.B07 6998 c (GT)7gcttgttgagtgtgagtgtgtaactgttagtgaggggtagggtacc(GT)774 20843061 20843134 CGCCTTTCCCTTTCTTCTTT TCCCAATTACACTACACAACACAA 185

Ai07B7002 Araip.B07 7002 p2 (AG)6 12 20860223 20860234 TGTGAGGAGGGTAGAGATGTGA TTTCTTATCTTTTTCAAAACCACC 277

Ai07B7004 Araip.B07 7004 c (A)10tggtgtgagtatatatcattttatagcattataaaaaaggcaattatttgtttgtg(T)1076 20878942 20879017 TCGTTAACAGGATTTTCAGCA CACAGCTGATGATAAATGGGAA 204

Ai07B7005 Araip.B07 7005 p3 (GTT)5 15 20886938 20886952 TTTATTTATCACCTCGCCGC AATTTCACCACCTCTGGCAC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7008 Araip.B07 7008 p2 (AT)22 44 20891867 20891910 TTCGTTGATCATCATGGAGC TTCTTCAATTCTTCACCCCG 194

Ai07B7009 Araip.B07 7009 p2 (AT)10 20 20910750 20910769 CGTAGCTAGTAGCCATTAGGTATGAA TTGTGTGGACATAGTGGTTGA 279

Ai07B7010 Araip.B07 7010 p2 (AC)6 12 20932239 20932250 AGGAGGCGGTAGAGGAAGAG GCCTCCCAGTACCATCTTCA 220

Ai07B7011 Araip.B07 7011 p2 (TA)7 14 20934635 20934648 TCGCAGGTCAAAGGAACTCT GGACATTAATAATCCGAAAAGATCA 224

Ai07B7012 Araip.B07 7012 p2 (AT)6 12 20943404 20943415 TGAAATCTAAATTGTTCTTGGTCA TTACTATGACAGTCGCGGGTC 273

Ai07B7020 Araip.B07 7020 p2 (AT)8 16 20968497 20968512 AATCCTGCCAAATGTCAAGC GTGTCGGTGAGTGTCGTGTC 231

Ai07B7022 Araip.B07 7022 p2 (TA)7 14 20987923 20987936 GCGGAGTGGTTACTGGGTTA CCTGCGAAGTCAAGTCTGGT 196

Ai07B7023 Araip.B07 7023 p2 (TA)6 12 20994404 20994415 GCGTTCTAGGATTGCCTCTG ACACAATCCTGCCTCTCCAT 279

Ai07B7025 Araip.B07 7025 c (TC)6agtcatga(T)1131 21003291 21003321 CTGCCTCCCTCTTCTCTCCT TGAAACAGGATCAGCAGCAA 128

Ai07B7026 Araip.B07 7026 c (GAA)6cagagttgaaaagttgaagaaggggattgc(T)1058 21003608 21003665 TTGTTTGTGCTTGTTGCTGTT GAAGCGTAGAAAAACGTCGTC 238

Ai07B7029 Araip.B07 7029 p2 (TC)6 12 21018158 21018169 CTGCCTCCCTCTTCTCTCCT TGAAACAGGATCAGCAGCAA 125

Ai07B7030 Araip.B07 7030 c (GAA)6cagagttgaaaagttgaagaagaaggggattgc(T)1162 21018474 21018535 TTGGTGATATTTTGTGTTGTTGG ATGAGGCATTTTCCGTTCAT 237

Ai07B7038 Araip.B07 7038 c (GAA)5gggaattcc(T)1034 21043794 21043827 TCTGTGATATTTTGTGGTGTTGG AAGCATTTTTCGTTCATCGG 215

Ai07B7039 Araip.B07 7039 p3 (AAT)5 15 21044147 21044161 CCCAGAGTACAAGTTTGGGG GCTTTGTCAAATATCTTTTAATGCC 268

Ai07B7043 Araip.B07 7043 p3 (TAT)6 18 21058857 21058874 TGTTTGGCCATTATTTTAGCA TGGATTAACTTGTTCGATTTTGG 257

Ai07B7044 Araip.B07 7044 p3 (CTT)6 18 21059985 21060002 CCCTTCTGACTTCTGCCTTG CGAAAGGTAGGCGTTCTCTG 122

Ai07B7046 Araip.B07 7046 p2 (CT)15 30 21070677 21070706 TTTCACAAGCAAAGCTCACG CGTGTGATTGGATCGTTTTG 231

Ai07B7048 Araip.B07 7048 c (CA)65(TA)8 146 21085822 21085967 TTGGGTAGCTAGGCATGATTC TTTCAAGGCTATAATGGGGC 279

Ai07B7049 Araip.B07 7049 p2 (AG)8 16 21092749 21092764 AATGGGGGAATCAACAACAA AAACATTGAACCTGGAATGGA 176

Ai07B7052 Araip.B07 7052 p2 (AG)16 32 21107619 21107650 ACGCCTTCAAATTTCAGCAT TCGCTCCATCACTCTGTGTC 208

Ai07B7053 Araip.B07 7053 p2 (GA)6 12 21112195 21112206 AGCTAGTCCCGAAGGGAGAG TGATTAGTTTTTGCCCACCC 174

Ai07B7054 Araip.B07 7054 c (AT)6gcttatacgg(A)1032 21125228 21125259 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTAACCATTGAT 190

Ai07B7056 Araip.B07 7056 p3 (AAG)5 15 21131868 21131882 GTGGCTCTATGTTGGGTGGT CCTCCTTACCCCCACATTCT 256

Ai07B7061 Araip.B07 7061 p2 (TC)6 12 21155809 21155820 CTGCCACCTACCTTCTTTGC GAAGACGTACGGAGGAGTGAA 279

Ai07B7064 Araip.B07 7064 p3 (TAA)9 27 21173374 21173400 TGTTGGTTGGGGTTCTTTTT TCTAGCTGCCATAGTGTGTGAAA 169

Ai07B7067 Araip.B07 7067 p2 (TC)6 12 21175590 21175601 GAGATGCTGCATTTTGGTGA TCCGACAGCTACAATGATGG 228

Ai07B7070 Araip.B07 7070 p2 (CT)6 12 21181502 21181513 TCACCTTTTCAAAATTTGTTTCA AGAATGAGATGAGAGAGGGAGAA 241

Ai07B7071 Araip.B07 7071 p3 (TAT)5 15 21181806 21181820 CATTCTTTGTCTCCCCCTCTT TTATTTTCGGCTGCCATCTC 261

Ai07B7077 Araip.B07 7077 c (AT)6tttacaaat(A)1031 21203754 21203784 GAAATAGATGATTTACGTTATGGAACC AGGAATGCATGAGAGATGTTAAA 252

Ai07B7081 Araip.B07 7081 p2 (AG)6 12 21213674 21213685 GATGAGAGAGAAAGAGCATTCG CCACTTGACTTTTTGTTTGATTTT 252

Ai07B7083 Araip.B07 7083 p2 (AG)6 12 21217466 21217477 GATGAGAGAGAGAGAGCATTCG CCACTTGACTTTTTGTTTGATTTT 252

Ai07B7084 Araip.B07 7084 p2 (GT)7 14 21221719 21221732 CCAATCAGCTGAGTCTGCAA GGGAATTGGGTACATGCTCA 269

Ai07B7086 Araip.B07 7086 p2 (AC)11 22 21233500 21233521 TAGATGCGGTCAGATTGCAG TGCAGAGCGAATAGGGTAGG 256

Ai07B7087 Araip.B07 7087 p2 (AC)24 48 21233623 21233670 TATATGTGGTGCGGGTAGGG TGCAGAGCGAATAGGGTAGG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7090 Araip.B07 7090 p4 (ACTA)7 28 21248488 21248515 CCCTTTTTAATACCCAGCAGC TCCAACACTTCCAAACACCA 182

Ai07B7096 Araip.B07 7096 p2 (AT)6 12 21259611 21259622 AGCATCTAGGCCAAAGCAAA CATATGCAGGTCACAACCCA 138

Ai07B7097 Araip.B07 7097 p2 (GT)7 14 21262274 21262287 TTCACAAGAAACGCATAGCC CAAACGGGCTAAAAACGCTA 234

Ai07B7099 Araip.B07 7099 p2 (AG)7 14 21267512 21267525 CAGATTGTTGGTTCAAGGCA CAAAGCACATGTAGGATGGC 279

Ai07B7102 Araip.B07 7102 p2 (CT)8 16 21271689 21271704 TTGATTTTCAAATTTGTTTCAACT AGTTTTGAAAAAGGGGGACG 127

Ai07B7108 Araip.B07 7108 p2 (TA)7 14 21302835 21302848 TGATCATTTCGATATTTTTGGTTC TGTAGCCTTTTGTCCCTCTTTT 259

Ai07B7109 Araip.B07 7109 p3 (AAT)9 27 21306684 21306710 CTGGAACCCCACTCTCACAT TGAACCGTCAGTTGTCCAAA 278

Ai07B7111 Araip.B07 7111 c (CAA)8(TGA)5taatacggttactaatcataataatactacttataataataacaataataacaataacaacattat(TAA)7126 21308729 21308854 CGGATCTAATTTTCTGGGCA GGAAACTTCCAAAACGCAAG 265

Ai07B7114 Araip.B07 7114 p3 (TAC)5 15 21315068 21315082 TGCATAACTTCTGCCAAAGC ATGCTTTTGAATGGGGATTG 266

Ai07B7118 Araip.B07 7118 p2 (TC)8 16 21320411 21320426 CGTTTTGGTCATACGCAATG TGAGTTGACGCAGACTTTGG 236

Ai07B7119 Araip.B07 7119 p3 (TAA)5 15 21321998 21322012 CCCTTTTTATTAGGCATTTTTGG GACGTGCTGAAAGTTAGGGC 232

Ai07B7121 Araip.B07 7121 c (AT)11(AC)7 36 21328288 21328323 AAAACCGCATAACCTTTCGAT GCTATTGTTTTCCCTCGCCT 195

Ai07B7126 Araip.B07 7126 c (AT)6acacgttcgttatattaaatccattcacac(AT)654 21350529 21350582 ACTCCAGAAAGGTGCCACG GAGGTCGGAAATTCACAAGC 219

Ai07B7127 Araip.B07 7127 p2 (AT)18 36 21353134 21353169 TTTCCCCTCGTCGTTTATTG AATATTGAGCCTTCGCGAGT 212

Ai07B7128 Araip.B07 7128 p2 (AT)22 44 21355763 21355806 CTGCAGTATGCGTGTAGCAA TTCAATCCAAGTTCATATTCGTTT 280

Ai07B7132 Araip.B07 7132 c* (TGA)5(A)10* 24 21391069 21391092 AGGTTCACGCATTTTTCAGC TCCTCCTCCTCATCTTCTGC 242

Ai07B7134 Araip.B07 7134 p2 (AG)6 12 21399592 21399603 AAAATAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 205

Ai07B7135 Araip.B07 7135 p2 (GA)6 12 21414852 21414863 GGAGAAGAGAAAAACTCAAACACA TCGAAAACTCCTCCACACTTTT 265

Ai07B7136 Araip.B07 7136 p2 (CT)6 12 21416052 21416063 AGCGATTTCTGGACCCTTTT AAGGGGAAATATTGAACCTGG 228

Ai07B7137 Araip.B07 7137 p3 (TTG)5 15 21419678 21419692 TGCACCGTTCTTGCTAACTG TCACGTTTGAGAGCACCAAG 245

Ai07B7141 Araip.B07 7141 p2 (TC)6 12 21443944 21443955 CAGACGGAAGAGAAAATCCG TGAGTCGAGAGAGAGAGGGG 261

Ai07B7144 Araip.B07 7144 p4 (AAAG)5 20 21456116 21456135 AACCAATGAATCGGCAGAAC GTGGTGGTGGCTTCTATGGT 221

Ai07B7148 Araip.B07 7148 p3 (TCG)6 18 21465323 21465340 AATCCGATGGCAATGTCAAT ACACCACCTCATTAAGGCCA 274

Ai07B7152 Araip.B07 7152 p2 (AT)8 16 21480556 21480571 TGGTCATTATTATTGTCATGAGGTG TTCTTGATTATTGATTCTGGTTTTAG 269

Ai07B7153 Araip.B07 7153 p3 (AAT)14 42 21486210 21486251 TCCATATACAAATAAAAAGTCATCCA ACGGGTTAATTTTTGGTTAAACT 278

Ai07B7154 Araip.B07 7154 p2 (GA)9 18 21486847 21486864 GAGAGGGGTTTCCAGAGAGG AGCCATTGCTTGTTCAATCC 280

Ai07B7156 Araip.B07 7156 p2 (TA)6 12 21490815 21490826 TCTTTGGAGCCATGGAGTTC TTTCGAAAACCACCCCAAC 200

Ai07B7159 Araip.B07 7159 p2 (TA)6 12 21494961 21494972 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 270

Ai07B7160 Araip.B07 7160 p2 (CT)16 32 21496479 21496510 TTGGATGACTAGTAGCTAGAACGG AGACCTTCGTAATGGCGAGA 279

Ai07B7161 Araip.B07 7161 p3 (CCA)6 18 21503308 21503325 TGAAACTCATTTTGCCCTCC GGCCATTTAATGAGTGGGTG 249

Ai07B7165 Araip.B07 7165 c (CCA)5ctaaccctat(TC)6ttttcattttctgagctcctcgccgccactagagtccgttaactctgccaactccttc(CT)6107 21523763 21523869 CCTTTATCATCATCTGCATCATCT TGGGTTGAGGATTCGAAGAA 203

Ai07B7166 Araip.B07 7166 c (TTG)7atttatgtgaagaagatgataatagaggtat(GTG)567 21524282 21524348 TGGATGAATTGGACAACGAA TTTAAAGGCACCACCACCTC 262

Ai07B7167 Araip.B07 7167 p2 (TA)14 28 21527936 21527963 TGACGGCAGGATAACATTGA ATGCTTAGCACCCTTGTTGG 232

Ai07B7172 Araip.B07 7172 c (TA)11(T)12 34 21547309 21547342 GCATTGGGGTAATTTTGTCC TGGGAATTTGGGAACCTACTC 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7183 Araip.B07 7183 p4 (GAAA)13 52 21576014 21576065 TAGGCGTTTGTGTCAAGTGC CGGTGGCTCAAACTTCTTTC 145

Ai07B7184 Araip.B07 7184 p3 (GGA)5 15 21576702 21576716 CTCTGGCGACGAAGAAGAAG CAGAGACGAAGTCACGGTCA 200

Ai07B7186 Araip.B07 7186 p3 (TGT)7 21 21583421 21583441 CCGTTTAGCTTTCCGAAGAA GATCAGTTTGAACCGCGAAT 208

Ai07B7188 Araip.B07 7188 p3 (TCA)6 18 21587865 21587882 TCTTTAAAATCTGGTGGGCG ACGGAAAAGGAGGTGTGATG 128

Ai07B7190 Araip.B07 7190 p2 (AG)6 12 21617739 21617750 TCAGCGATTTCTGGGCTATT GGAACATTGAACCTGGAATGA 235

Ai07B7191 Araip.B07 7191 p2 (CT)7 14 21623206 21623219 CCCCTTCTCTAACGTCTCCC AGACAGAGCATGGGAAATGG 200

Ai07B7192 Araip.B07 7192 p2 (TA)8 16 21626292 21626307 CCATCCCGAGCTTCAGTAGT TCAAAAGCCAAAATGCAACA 262

Ai07B7194 Araip.B07 7194 p3 (TAT)29 87 21635972 21636058 AATCGGTTTTCTGAGCGTTG CACCCTACCACATGGAGCTT 253

Ai07B7195 Araip.B07 7195 p2 (TA)8 16 21636370 21636385 CCCATTATGGCATGTTCTCC GGATGGGAAGTTAACGCTGA 185

Ai07B7205 Araip.B07 7205 p4 (AACT)5 20 21685689 21685708 TTGCAACCTCAACAAAGGAA CCACCCTTCAAACATCATCC 209

Ai07B7214 Araip.B07 7214 p2 (AT)6 12 21726273 21726284 CCCAAAGAAATTGACAACTTGA GGAAGGTCGGAAGGACTCTT 117

Ai07B7216 Araip.B07 7216 p2 (CT)7 14 21733177 21733190 GACCCAGGTAACTACGGCAA CGTACACACGCACACACTTG 258

Ai07B7217 Araip.B07 7217 p2 (GA)21 42 21733341 21733382 CGCGTCTTCATTCTCCTCTC ACCCCTCTTTTTCCAAACCT 249

Ai07B7220 Araip.B07 7220 c (TCT)5tttctttcgttttttgccttttctttctcctcctccttcttcttgctgcacg(TTC)14109 21754784 21754892 TACAGAAAAGCTCTGCGGCT CGTGCAAGAAGAAGAAGAACG 260

Ai07B7222 Araip.B07 7222 p4 (TTTA)5 20 21771498 21771517 TGGGGTAATTTTGTCCCCTT CCCAATTGAATCTTTGGTTAGC 271

Ai07B7227 Araip.B07 7227 p3 (CAT)5 15 21818308 21818322 GCATGAAACACACCCCTTTT CATGGTTTCCTCTCACGGTT 109

Ai07B7235 Araip.B07 7235 p2 (TA)8 16 21829709 21829724 TTGATTTGATCGAAAAATGGTG AACCATATGCATTGATGTTCTTG 216

Ai07B7237 Araip.B07 7237 p3 (AGA)6 18 21835182 21835199 GGAAAAAGAATCATCCAAATCC GTGGCTTCCTCCTTGTAACG 250

Ai07B7238 Araip.B07 7238 p2 (TA)7 14 21840878 21840891 GAATGCCTCTGGTTTTCCTG CAGAGGAAAATGGGCAGAAG 267

Ai07B7240 Araip.B07 7240 p2 (TC)6 12 21843946 21843957 AAGAAGAGGGAGGTGAAGGC CCAAAGCCTAGACTCGCAAC 260

Ai07B7242 Araip.B07 7242 p2 (AG)12 24 21845202 21845225 AGGGACAAGCTTCCCTGATT ACTCTCCCCACCCTTACCAC 216

Ai07B7243 Araip.B07 7243 p3 (ATA)14 42 21852038 21852079 TGAGTTTTTGTTCTGCTTTTCAA TCTGAACTCAAATCTGCCCTC 208

Ai07B7246 Araip.B07 7246 p2 (GT)6 12 21869879 21869890 TTGTCATTTGGCATGAGGAA CCCAACCATATCAAGCCAAG 169

Ai07B7247 Araip.B07 7247 p2 (AT)6 12 21871571 21871582 GCTTCACAGACCGAGCCTAC ACGCAACACTCACAATCGAA 184

Ai07B7252 Araip.B07 7252 p2 (TG)9 18 21891374 21891391 AGATGCAGGTCGAGAGGTGT CAAGGCTGGCCAGAGAATAC 223

Ai07B7253 Araip.B07 7253 p3 (CAA)5 15 21892353 21892367 ACCAGAAAGCAGAGGCAGAA TGCTTTTGTTGTTGCTGTGA 195

Ai07B7258 Araip.B07 7258 p3 (AAC)11 33 21906149 21906181 TGCAGAGCTTCAATTCACCA GCTCTTTAAAGCACAGTAACATTG 254

Ai07B7260 Araip.B07 7260 p3 (TCC)5 15 21912518 21912532 TCTCACGCTCGTTTATGCAC ACCAGGGAGAGAAGGAGGAA 187

Ai07B7261 Araip.B07 7261 p5 (TCAAT)5 25 21913111 21913135 ATGCACCGAACACGTACTCA AATCGAATGGAATGGAATGC 271

Ai07B7262 Araip.B07 7262 p3 (AAG)7 21 21913359 21913379 CGAAGGAGAAGGAGGAGGAG TGGGCTATGCTACACATCCA 244

Ai07B7263 Araip.B07 7263 p3 (TAA)5 15 21916447 21916461 TGCGACATAAATTGATTGGAAG GCTTATTGGCGTTTTATTCTTGA 235

Ai07B7271 Araip.B07 7271 p3 (TAT)5 15 21947665 21947679 CCACCTGTGTTTGACATTGG TTTGGTGTCCAACTTTTTCAGA 258

Ai07B7272 Araip.B07 7272 p3 (TAT)5 15 21948497 21948511 TCGACGTTGACGTGATTGTT TTTGGTGTCCAACTTTTTCAGA 204

Ai07B7273 Araip.B07 7273 c (ATT)5(GTT)12 51 21950497 21950547 CCAAACTCCCTGTATTTCCA CGAACCGAACCGAACTACAT 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7276 Araip.B07 7276 p3 (TCC)5 15 21964345 21964359 GGAGCAACATGCAGTGGTTA AATGGGTCAACAACAATGGC 279

Ai07B7277 Araip.B07 7277 p2 (AT)7 14 21972882 21972895 TGCAGCAGCAACCCTATCTA CAACCCTAACTCTACCCGCA 246

Ai07B7279 Araip.B07 7279 p2 (AT)83 166 21979677 21979842 AACAAGCAGACATAGATTCATATACAA TGAGAACTTTTTGCCTTTTCTTT 262

Ai07B7280 Araip.B07 7280 p2 (TA)6 12 21981582 21981593 TGCACAAATCACGTCCCTAA ATTATTGCCCATGTCGAAGC 268

Ai07B7283 Araip.B07 7283 p3 (TAA)13 39 21987290 21987328 ACCAATTTCATTGTGGCAGT GCCATGTTAATTTGTTGAGACA 225

Ai07B7286 Araip.B07 7286 p4 (AATG)6 24 21988858 21988881 GGTCCGATCCAGTTTTCAGA TTCATTGTTGCAAGGAATTGTC 161

Ai07B7289 Araip.B07 7289 p2 (TA)8 16 21990396 21990411 CGAACCCCCGACACTTATTT AACCATTAGACCAACCCAACTT 254

Ai07B7291 Araip.B07 7291 p2 (TA)7 14 21994780 21994793 CTTGGATGTGAATGTGGTGG CCAAACATTTCCCAAAATGAA 216

Ai07B7294 Araip.B07 7294 p3 (CTC)5 15 22014245 22014259 CGACTTGTCTGATTGGCCTT AAGAAATCACAATGGGCTGG 211

Ai07B7296 Araip.B07 7296 p2 (CT)7 14 22018884 22018897 TTCTCATCTTTTTAAAATTTGTTCCA AAAGGGGGAGGATATTTTCG 122

Ai07B7302 Araip.B07 7302 p3 (CAG)5 15 22054632 22054646 CCAAACCCAGCCATCTATGT GGAACCCATTGTTGTTTTGG 248

Ai07B7303 Araip.B07 7303 p3 (ACA)5 15 22056593 22056607 CCAAACAACCACCACAACAA GTTGCTGCTGAGGCATGTAA 217

Ai07B7306 Araip.B07 7306 p2 (AG)6 12 22064868 22064879 TTCAAGATGAAAGAGATTCGCA CGTACAACACACACAGAAGCAA 280

Ai07B7311 Araip.B07 7311 c (A)10gaaatggaataagtatttttctaatcatcaaaattttatgtaataatag(T)1069 22085055 22085123 GGACCAACTACGTGCTCTCC TCACAAACATTATTACAGGACAAAAA 267

Ai07B7315 Araip.B07 7315 p2 (AT)8 16 22091881 22091896 GCCAGGAATTTCGACAAGTTT CAGCGGCTACATCTCCTTTC 279

Ai07B7323 Araip.B07 7323 p2 (AG)6 12 22127151 22127162 GCAATATTGAACCTGATCAAAAGA ATGCATCCATTCAGGGAGAG 154

Ai07B7324 Araip.B07 7324 p2 (AT)15 30 22127969 22127998 TCACCCTCCCCACACTTAAA CCCATCTCAATTGTAAAAGTGCT 270

Ai07B7326 Araip.B07 7326 p4 (AAAT)5 20 22152714 22152733 GGGAAATTGTGGGAACAAAA TGGTTTATCAACCTCCCCAC 212

Ai07B7327 Araip.B07 7327 p2 (GA)17 34 22170044 22170077 TGGAGGTAAAAAGAAAAGAAAGGA ACAACTTCCCTGATTTGCCA 245

Ai07B7329 Araip.B07 7329 p3 (GAA)8 24 22198974 22198997 AAGTTGCCCCAAGGAAGAGT GGTGGAGAGTGAGGAATGGA 268

Ai07B7335 Araip.B07 7335 c (A)10tata(T)10cgtaaaagaaaataaaaattaattagttaaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)8114 22237141 22237254 TGATGGATATATGGATGTAACTTGG CCAACTAACTTTTTGTTTGTTTCTT 278

Ai07B7339 Araip.B07 7339 p2 (GA)23 46 22250367 22250412 AAATTGAAGAAGCAGCGGAA CCGTTAACATCGCTTGGTTT 266

Ai07B7340 Araip.B07 7340 p3 (TCT)6 18 22252746 22252763 TTTTGAGCATCCGGTTTCAT CATAACGAGGTGGAAGAGGC 138

Ai07B7342 Araip.B07 7342 c (T)10catctgattgtcatattttttgatgattttttgttatattttgaattatcttttttgttagattttatatgtttcttttctttatgttttggata(T)10115 22261438 22261552 TCTCTTTCTCTAACACTTCTTTTTCTC TCCAAAACCAATTCAAGAAAGAAT 228

Ai07B7345 Araip.B07 7345 p3 (TTA)11 33 22274163 22274195 CACCAACTTACGGCGCTACT CCCGCTTTACTTCTTCATCG 168

Ai07B7346 Araip.B07 7346 p2 (TA)6 12 22276740 22276751 CGCAATGAAAAGAGTGCAGA TTGAGCCGTTCTCAGGCTAT 262

Ai07B7349 Araip.B07 7349 p2 (TA)7 14 22282217 22282230 TGCGAACTTGCCTTAAATCC CCAATTCAACTGCGTCAATG 254

Ai07B7354 Araip.B07 7354 p2 (AT)6 12 22303655 22303666 ACAAACTACGGTGGTCCCAA AACGCCGTATGTGATAATTGA 260

Ai07B7355 Araip.B07 7355 c (A)12cataaaccctcccccattt(TC)745 22304354 22304398 AAAATCGGTCGAACCAACAG GGACGTTGGCTGAGAAGAAG 265

Ai07B7356 Araip.B07 7356 p2 (CT)8 16 22304688 22304703 AGGAATCGTCGTTGTGGAAG CCAGAAAACCAGCAACAAAA 280

Ai07B7360 Araip.B07 7360 c (GT)6(AT)9 30 22307366 22307395 ATACACGCTCACCCTCCAAC CTCCACACGGAAGAACACAA 213

Ai07B7363 Araip.B07 7363 p3 (TAA)5 15 22320755 22320769 TGATCATAATTTGTGAAGTGACATT TTTGCATTTTGAAGACACTGCT 258

Ai07B7364 Araip.B07 7364 p2 (AG)6 12 22321975 22321986 GGGACGTTAAGTTCGGACAA TTATTCCACCTCTCGTTGCC 122

Ai07B7369 Araip.B07 7369 c* (A)10(AC)10* 29 22326285 22326313 CTAACGTAGGGGCCGAAAAT CTGAACCAGCGTGAATTGAA 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7370 Araip.B07 7370 p3 (GAA)8 24 22326834 22326857 ACCTGTTCCACGCTTTTGAT TCAGAAGCAGAAGCAATCCA 272

Ai07B7371 Araip.B07 7371 c (TC)15tatg(TC)14 62 22335589 22335650 GCCATGCTCTCTGTTTCCTT AGTTGGTGAGGGGGAGATTT 280

Ai07B7373 Araip.B07 7373 p2 (AT)9 18 22342095 22342112 TGGAGAAGTGAATTTGGAAACA TTCACCACTTACTTTGGGGC 235

Ai07B7376 Araip.B07 7376 c (A)10gagaaaactaaagaacacaaaaag(A)1044 22353491 22353534 ATTGCATTTCGTGTGGTTGA ATCAACCTTTCCCTTTGCCT 252

Ai07B7377 Araip.B07 7377 p2 (CT)7 14 22355583 22355596 AATCCGACCAATTTTGCTGA TGCCTAAAAGCAAACAGAAACA 254

Ai07B7384 Araip.B07 7384 p2 (TA)7 14 22363143 22363156 GTACGCTGCTGTTTTTGCTG CAATGAGAGCACAAGGGTGA 199

Ai07B7390 Araip.B07 7390 p2 (CT)7 14 22384326 22384339 TCTGTGCTCGTCGTGAAGTC GAGACGTCCAAGAGGAGGTG 246

Ai07B7392 Araip.B07 7392 p3 (TTC)5 15 22388672 22388686 GATTGACTGGTCAAAGGGGA TTCTTAGGAGTTTGCCCAGG 241

Ai07B7399 Araip.B07 7399 p2 (TA)7 14 22403107 22403120 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 210

Ai07B7406 Araip.B07 7406 p2 (GA)12 24 22485954 22485977 TTTTAAAATCATCCTTTTTACCAAA GTGACAAGGCACCCGTCTT 232

Ai07B7407 Araip.B07 7407 p2 (AC)6 12 22487683 22487694 AATGTATGGCATCGGAGGAA GCAACAAGCTGACCACTCAA 272

Ai07B7412 Araip.B07 7412 p3 (ATG)6 18 22514071 22514088 TCTGATGGTTGCAATAGTGTGA TTTTTGCAGGGAAAAGATGG 231

Ai07B7420 Araip.B07 7420 c (A)10gag(A)10 23 22601935 22601957 AAAAATCCAAACCAACACTAAATC CCCTTCACCACTGCATTCTT 248

Ai07B7421 Araip.B07 7421 p2 (GA)7 14 22602207 22602220 AAGAATGCAGTGGTGAAGGG AACGACAAGCTCCAACGACT 237

Ai07B7423 Araip.B07 7423 p2 (TC)6 12 22621214 22621225 ATAGTAGCGGTGGCAAAACG ATGAGAGTCCGTGGAGGAGA 122

Ai07B7424 Araip.B07 7424 p2 (TG)9 18 22621634 22621651 CCCTCGTTCCTCTCCTCTCT CTCACCTCTTCCTGCCACTC 125

Ai07B7425 Araip.B07 7425 p3 (TTA)8 24 22622546 22622569 GCGGATATTTTCACCAAACC TTTGCCAAAAACGAATGAAA 270

Ai07B7426 Araip.B07 7426 p2 (CT)6 12 22625936 22625947 GTGGAACCAGTGGAGGAAGA GAGAGAGAGGACGTGATGGC 187

Ai07B7428 Araip.B07 7428 p2 (CT)9 18 22631413 22631430 GGGCAAGAATAATGGCAGAA TCACCATACTTGAGAGGGGC 234

Ai07B7430 Araip.B07 7430 p3 (TGA)5 15 22634143 22634157 GGGACCAACTCGAACTGAAA AAGTTGAAGTCCCAGAGGCA 101

Ai07B7432 Araip.B07 7432 p3 (AAC)9 27 22643961 22643987 CGGATGAGTTGATTTTTGGG TGAATTCTCCTTCGAAACGG 269

Ai07B7433 Araip.B07 7433 p3 (GAA)7 21 22645123 22645143 ACAGATTCCTTGCGGATTTG GGTGGTTGAGGAGAAATGGA 246

Ai07B7438 Araip.B07 7438 p2 (CA)8 16 22660130 22660145 TTCTTTTTATGAAACTCTAACCCTAAC CCTTCCTCCTTCACTCTCCC 113

Ai07B7439 Araip.B07 7439 c (A)11cacccactcaacaaaattgtttgatttattagtctgttagaactagaatcatatcttttcaagcc(TA)688 22680308 22680395 ATGAGTGTCTGGGCTCCATC TTGCTCATGTTGAACCTCCTT 213

Ai07B7440 Araip.B07 7440 p2 (AT)9 18 22681416 22681433 CCACTTGAGCATGTTAGCACA CGCGACGAAATTTTTGGTAT 239

Ai07B7455 Araip.B07 7455 p2 (GA)6 12 22758544 22758555 CGGAATACTGGAAGCTTTGC CTTGGTGTTTTCCCTCCAGA 276

Ai07B7457 Araip.B07 7457 p3 (TGT)5 15 22769444 22769458 TTCCACCTCTGATTCCCTTG GCAAGCTCAACCTTCTCCAC 279

Ai07B7460 Araip.B07 7460 c (T)10cttttcaaaaattttttcaaaaatctttcaaaaaaaatttctcccttgttttcg(A)1074 22783503 22783576 TCGAGTTTGGACAACTGACG GCCAAAACCTCAGTCCAAAA 248

Ai07B7461 Araip.B07 7461 p3 (TTC)5 15 22787250 22787264 CCATCCACTCTTCCCCATAA GCTTTTGTCTTCCCTTTCCC 280

Ai07B7463 Araip.B07 7463 p2 (AC)9 18 22795934 22795951 AATGGGGCTAAGTAAGGGTGA GCAAAAGTGGGAATTTTGGA 151

Ai07B7466 Araip.B07 7466 c (A)12gacattgttactaaattcatacacgttcctacctttggattatatataagtatgaactgttatttgttaatgtgcatg(A)10100 22813619 22813718 TGTTTCAAGTTCTCTTTGGGTG TGCCAAGTTAGCTCTCACCTC 150

Ai07B7469 Araip.B07 7469 c (T)15ac(T)12 29 22822351 22822379 GGTGGATTATGCCTGTGGTT CAAGCTCGACTTAACGGTTT 268

Ai07B7473 Araip.B07 7473 p3 (ACA)5 15 22828443 22828457 CAATCCAACATAACTTTCATCAGTG TTCAGGGTAGCAGTGGATCA 220

Ai07B7477 Araip.B07 7477 p3 (ATA)6 18 22849128 22849145 AACGTACGTCGTTGACTCCC TGGGAACGTATGCCATTTTT 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7478 Araip.B07 7478 c (A)10ctattatattaacactattaaac(TAA)651 22849895 22849945 GAACCCAGTTGATGCTAGGG AAATCATGAATGGCTGAATAATTG 270

Ai07B7479 Araip.B07 7479 p2 (TA)8 16 22850693 22850708 GGCTCGTGAAGTTAAAACCG TGAAGCATTCTGGGAGCTTT 189

Ai07B7480 Araip.B07 7480 p2 (AT)9 18 22854522 22854539 AAGGCTTCTGACTCAGCTCG GCTGATGAAGCGAAGGACTC 232

Ai07B7482 Araip.B07 7482 p2 (TA)10 20 22861200 22861219 TTCTTAACTTGGCATTGGGG GGAAATTGTGGGAACAAAGG 194

Ai07B7484 Araip.B07 7484 p2 (AT)7 14 22883759 22883772 AACCGGTCCAGTCAACAGTC TTGAGTTAAGTATTTCCATGTATGTGT 252

Ai07B7485 Araip.B07 7485 p3 (AAT)16 48 22885415 22885462 TGCTTGTAGCGATGCTTTTG TTCCAAAGGTCCTGAACAGC 274

Ai07B7489 Araip.B07 7489 p2 (TA)6 12 22900836 22900847 AATGCAAAACGTTCACACGA CCGAGAGGCTCACTTTGAGA 198

Ai07B7491 Araip.B07 7491 p3 (CTT)7 21 22906689 22906709 TCTCTTCCACCCCTTCATTG CTTCCTTTTCCGAGGAGCTT 271

Ai07B7492 Araip.B07 7492 p3 (TTC)5 15 22906948 22906962 AAGCTCCTCGGAAAAGGAAG TGTGAAACCAACCAGGTTCA 249

Ai07B7493 Araip.B07 7493 p2 (AT)12 24 22914592 22914615 CATGCCGTAAAGCAAAGGTT GCGATTCGTGGCTAGATTTC 261

Ai07B7494 Araip.B07 7494 p2 (AC)8 16 22914937 22914952 GAAATCTAGCCACGAATCGC GCTCACTTTGAGAGAAAGTTGG 245

Ai07B7495 Araip.B07 7495 p3 (AAT)5 15 22919623 22919637 TTGAATCTGGTCTGCACCTG CACCTTCTGCATATTCGGGT 141

Ai07B7498 Araip.B07 7498 p3 (TTA)5 15 22924792 22924806 ACCAAGGCCATAGCAACAAT TGTTAGTTTTTGTCTTGGGCG 259

Ai07B7500 Araip.B07 7500 p3 (AAG)5 15 22935205 22935219 GGTAAAGGGGAGGTGGTGAT ACTTTAAGGCGTGGCTCAGA 126

Ai07B7501 Araip.B07 7501 p2 (AT)10 20 22936987 22937006 GCCTCTATGAGGTGCAAAGG GGATCGCCTTTAGCTTTTCC 268

Ai07B7502 Araip.B07 7502 p3 (AGA)5 15 22938336 22938350 CAAACACTTGGAAGGCACAA TGCTTTGATTTACTTTTCCTTTTG 260

Ai07B7503 Araip.B07 7503 p3 (AGA)5 15 22949179 22949193 TGGAAGAACAAAAGTGCATCA GCCAAGGATTGAAAGGAAAT 280

Ai07B7506 Araip.B07 7506 p3 (GAA)9 27 22967322 22967348 AGTGGTGCGGGCTAACATAC CAGGGGATCAAATCCAGCTA 239

Ai07B7507 Araip.B07 7507 p2 (CT)6 12 22968783 22968794 CTCGGTGATCCTAAAGCCAA TGAGCTTTTGATGAGAAAGGG 152

Ai07B7512 Araip.B07 7512 p3 (TTA)5 15 22994322 22994336 TCCTGCAGCAGTATCGAGAA CTTGCACTATCCGCAAGACA 255

Ai07B7513 Araip.B07 7513 p4 (TTAT)6 24 23000084 23000107 CCCTATTCCCCTCTCTTACTCTTT TTTGCTTTCTTCCTTCTTAATTTTG 279

Ai07B7517 Araip.B07 7517 p2 (AT)9 18 23015128 23015145 GCATACATTTTTCATTTTGCATTT TTGGTTGACCAAGACTGCAC 238

Ai07B7520 Araip.B07 7520 p2 (CT)6 12 23023055 23023066 GGGAAATAAACAAACCAACAAGA CAAGCCCGAGAACACAGATT 262

Ai07B7522 Araip.B07 7522 p2 (AT)9 18 23024466 23024483 TCCAACCCTTAGCAGTGGAC TGCCTGTTGATAACGTCGAG 233

Ai07B7524 Araip.B07 7524 p2 (TC)25 50 23027081 23027130 CAAGCCCTATTCGGTTACCA CAAAGATTTGTGATGGGGCT 277

Ai07B7526 Araip.B07 7526 p2 (TA)6 12 23044532 23044543 TTTTTCAAATTAATTAGGGTGCC TTAAGTGTGGGGAGGTCGTC 218

Ai07B7528 Araip.B07 7528 c (T)12ggccatgtaagttggattctgtgattagactaacacacattgacaaagaataaattttcactgaccaaaaaaaaa(T)1097 23051427 23051523 TGAAGTTAACCCAAATTCCTTTTC TCCGAAGGTTTCATGTTTTTG 280

Ai07B7533 Araip.B07 7533 c (A)21ctcctctctcttccacagttccacttccctgtgttctttcttcctcactccgccccatgttttagg(TC)699 23065494 23065592 GTTCCCATTTTCCGTTGCTA GCAAGAAACACCTTCTTCCG 250

Ai07B7535 Araip.B07 7535 p3 (TTA)5 15 23073219 23073233 AAACTGTGCTTGAGGTTCCA TGTCCATCAAAGAGAAGGCA 197

Ai07B7537 Araip.B07 7537 p3 (TCA)5 15 23084288 23084302 TCGCATCCAGATCCAGTGTA GACGGTGGGAAGTTCGATAA 193

Ai07B7545 Araip.B07 7545 c (AAT)6ac(A)12 32 23106986 23107017 AAATTTAAATATTGAGGTGCTGTAAAA TTTTTATTTTGCATCTGTGTAAGAA 206

Ai07B7547 Araip.B07 7547 c (T)10gaaatatataagtgcaaaagtactttgatgatgaattaaataaaaataacctatagaattattttcggaaaagattctc(T)13102 23108834 23108935 TGTCTGCGAGTGTGTTCCTT TGTGTAGTTTCCTTACCCTGAACTT 267

Ai07B7548 Araip.B07 7548 p3 (TCA)6 18 23109146 23109163 GGAGCCAGATGGATGAAGTT TCCTGAGTTTCACGGCTTCT 263

Ai07B7549 Araip.B07 7549 p3 (TTG)5 15 23110722 23110736 GTCGCTGGTCTGGAAAGAAG AATTTCAAATCCCACCACCA 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7556 Araip.B07 7556 p4 (AAAT)5 20 23136751 23136770 AGAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 214

Ai07B7558 Araip.B07 7558 p2 (AT)8 16 23141413 23141428 CCCTTACGAATACGAACCGA TCGACCTCTACATTGGGGAC 185

Ai07B7559 Araip.B07 7559 c (CAC)6acctgccattttggggaccattttgtagc(A)1057 23141674 23141730 CCCCAATGTAGAGGTCGAAA CCCAACGTAGAGGTCGAAAA 257

Ai07B7561 Araip.B07 7561 p2 (AG)8 16 23154548 23154563 TTTCTGGGCTGTTTCTGACC GGAACATTGAACCTGGATCTG 219

Ai07B7563 Araip.B07 7563 p2 (AG)6 12 23162030 23162041 CTCTCCAAGTTGTTGCCTCC TGCATGCAAAAGGAAATGAA 209

Ai07B7572 Araip.B07 7572 p2 (CT)11 22 23213920 23213941 GCAACCCATCATCAACTGC AGCTCGAAGGAGAAAGGGAG 268

Ai07B7574 Araip.B07 7574 p2 (AC)6 12 23224141 23224152 CCCTAATTTTCTACCCTTACCC CGGCTCCTTCTATTCTTCCC 208

Ai07B7577 Araip.B07 7577 c (A)10ggcaatgtgta(T)10aaaagtttttccacctaacactctacacatttagtcatttacacaggtaagggtccttgctttttattcattga(T)10115 23242931 23243045 ATGTTTGCAAGCAAGAACCC CAACTCATTGGCCAGCTGTA 271

Ai07B7580 Araip.B07 7580 p2 (AT)9 18 23247323 23247340 TGCAGGTACTCCCATGAAGA GGTGGGTTATTTAGCCACGA 268

Ai07B7582 Araip.B07 7582 p2 (AT)6 12 23251272 23251283 CTCGACCTGCGAAGTAAAGG CCGTTGAGCGTGCTAGAGAT 222

Ai07B7584 Araip.B07 7584 p2 (AT)13 26 23262412 23262437 AGTTCGATGGTATTGAATGAATAAT GCCAGATATAACACTCCTAGTTTTTG 277

Ai07B7585 Araip.B07 7585 p2 (TA)7 14 23270811 23270824 GCGTAAAGCCAAAAGCGATA TATCACAGCCCACACCAAAA 262

Ai07B7586 Araip.B07 7586 p2 (TA)7 14 23272313 23272326 ATCCACGTTTGTCAGCCTTC GGGTGTTACAGGTTGCGACT 259

Ai07B7587 Araip.B07 7587 p2 (TC)7 14 23273693 23273706 CTTAGCAGTGGCGGAGGTAG TTGTGCCGCTATTGTCAGAG 136

Ai07B7588 Araip.B07 7588 p2 (CT)6 12 23273817 23273828 CAGCAGTGAGGCGTAGGTC AAGAAACAGTGAGCAAGCGG 261

Ai07B7592 Araip.B07 7592 p2 (TC)6 12 23291244 23291255 TCTGTGGAGCTCTGATGCTG CGTTTCTGCCTCTGTGCTTT 268

Ai07B7593 Araip.B07 7593 p2 (AT)6 12 23292805 23292816 TGGTCTGCCATCCCATATAGA TTCATGGTTTTTAGGTGGACG 221

Ai07B7597 Araip.B07 7597 c (T)10gtaacacagttaatattaattataactaattttttttag(A)1059 23310085 23310143 TGGCGAACTTCACTAACTTGA TTGGCCATTGATTTGTATTTTT 179

Ai07B7603 Araip.B07 7603 p2 (TA)6 12 23339232 23339243 TGGTTCCCTAGCATTGCTCT ATGATACGGGGCGACTGTAG 261

Ai07B7605 Araip.B07 7605 p2 (TA)9 18 23340817 23340834 TCCCAAACATCATATTCAAGAGAA AAAGCATTCCTCTCTCCTCTTTT 237

Ai07B7606 Araip.B07 7606 p2 (TA)9 18 23343603 23343620 TCTCGTGCTGATAACGTGTTG AAAGCATTCCTCTCTCCTCTTTT 264

Ai07B7610 Araip.B07 7610 p2 (AT)17 34 23357386 23357419 TCCAAAGCAACCCACTTAGG TTGGGTTTGGTTCATTTGGT 262

Ai07B7611 Araip.B07 7611 p3 (TCT)18 54 23370776 23370829 TTTCTCTGTCTTTCGCAGCA TACCCTGCATCGGAGGAATA 276

Ai07B7613 Araip.B07 7613 p2 (TA)10 20 23377824 23377843 CTCACAACTATAAACGTGACAAAGA CATGTCTCCTCTGCCAAACA 262

Ai07B7614 Araip.B07 7614 p3 (TCC)5 15 23385609 23385623 CATTCTTCGTGCATTTCTCCT CACTAGAGCAGTTCAATGATTGGT 240

Ai07B7617 Araip.B07 7617 p3 (AAC)14 42 23399862 23399903 TGTCTTCTCCAACAAAACAGC GCACCCACTCCTGATCCTAA 211

Ai07B7620 Araip.B07 7620 p3 (TTC)7 21 23405471 23405491 CCATTCCATGAAATCCCAAC CCCTTTTCCAATAACCACCA 198

Ai07B7621 Araip.B07 7621 p3 (TAA)16 48 23406037 23406084 AGGGACCAGCAACTTTTGTG TCCTCCACTAATTGACCATGTTT 206

Ai07B7626 Araip.B07 7626 c (AT)8(AC)7 30 23430659 23430688 TCAGTAACATGTACGTCATCGAAA TTCCACCTTTCATACAATCTGC 224

Ai07B7634 Araip.B07 7634 p2 (AG)6 12 23491121 23491132 TTACCCAGTTTTCAGCCCAG GGAACATTGAACCTGTGATGC 199

Ai07B7637 Araip.B07 7637 p2 (GA)8 16 23514344 23514359 TGCGTTGCTAGAAGGGACTT CCCTCTCTCCACCACTACCA 241

Ai07B7638 Araip.B07 7638 c (TAT)6tgatagaaagttaagaaacgataataagtaactaatagttagaa(AT)674 23519506 23519579 CGATCTGTCTCTCTCCCACC GGGCAACACAATAACAAGGG 267

Ai07B7639 Araip.B07 7639 p2 (TA)6 12 23519756 23519767 CCCTTGTTATTGTGTTGCCC GATGTAGCAAATCGGACCGT 172

Ai07B7641 Araip.B07 7641 p2 (AT)11 22 23525666 23525687 GCCAGAAGATCTCATCCGAG GCCTAAACTCCGCAGGCTAT 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7642 Araip.B07 7642 p2 (TC)6 12 23526847 23526858 TGGGTCACTTTACTCCCGAA GAAAGCTCGTGTGACGATGA 192

Ai07B7650 Araip.B07 7650 c (A)11ccagttttaaac(A)1235 23551882 23551916 ACGATATGGTGCCAAAGGAG CTGGATCGGGATTTTGAGAA 267

Ai07B7654 Araip.B07 7654 p2 (TG)7 14 23559736 23559749 CCAAAATGGCAAAATCCCTA ACGAAGATGTTGAGGGATGG 252

Ai07B7657 Araip.B07 7657 p2 (TC)11 22 23568924 23568945 CCCTCCTCTCTCCTCTCTCG GAGTGGGAGAAAAAGGGAAAA 266

Ai07B7658 Araip.B07 7658 p2 (CT)7 14 23569386 23569399 CCCACTTTTCTCTTTTCCCC AGACAAAGAGAGGGGAGGGA 267

Ai07B7659 Araip.B07 7659 c (TC)6tt(TC)9ccgttccctctctcctt(TC)8acccccttcttctcctctcttcct(TC)14ttccatttttctctttctcttcttcccttctctttgtctgccta(TC)7175 23569505 23569679 TTTCTTTCTCTCCCCTTCCC GAGAGAAATGAGATAGTGGGGG 251

Ai07B7660 Araip.B07 7660 c (GA)6aaaaaaaagtaagcgaagaaaggagaaaaagagaggaaagagagt(GA)873 23569928 23570000 TCCCTCTCTTTCTCTCTCTCCTC TCCTTCCCCCTCTCTCTCTC 278

Ai07B7661 Araip.B07 7661 p2 (GA)9 18 23570239 23570256 GGGGGAAGGAGAGAAATGAG TCCCCTCCCTCCCTTTTT 243

Ai07B7662 Araip.B07 7662 c (GA)6taggagaagagagaaaagggagagaagagggggagaaagag(GA)10aaaaggaagagagagaggaaagggaagaa(AG)9120 23570455 23570574 GAAAATGAGAGAGAGAGGAGGGA CTGGTTTTATTCAAACTCCAAAA 192

Ai07B7663 Araip.B07 7663 c (T)10gctttgtttttcaaccaccttctctggttgttttc(T)1459 23583473 23583531 TGTGCTCTCGGAATCTGTTG GGATTCAGAAAGCCGAACTG 257

Ai07B7664 Araip.B07 7664 p2 (TC)7 14 23589362 23589375 TCGGTGGGTCCAATTTCTAC TGTGTGTGTTACGCTGGGTT 202

Ai07B7665 Araip.B07 7665 c (AAT)16aag(AAT)1184 23593035 23593118 GGAGCAGGTCGATTTGAAAG GGTTGTATTGGTTCGTGGCT 228

Ai07B7667 Araip.B07 7667 p3 (ATT)16 48 23599062 23599109 CGGTACTCTCTCGGTGCAAT TATTTAAGGCCGTGCGAATG 207

Ai07B7668 Araip.B07 7668 p2 (TC)6 12 23600579 23600590 GCAAATCACTTAAAGACAGTTGAA TTGACCTTTCAAGCATATAAACGA 262

Ai07B7670 Araip.B07 7670 p4 (AAAG)9 36 23602899 23602934 AAAGGGAGAATATACAGCAAGCA CAGCCCCTCTCTCCTTTCTT 193

Ai07B7676 Araip.B07 7676 p2 (TA)15 30 23632543 23632572 GGGCATTTTGTTCCCTTTTT TGAGAATCTTGGGAATTGGG 207

Ai07B7679 Araip.B07 7679 p3 (TAA)15 45 23640503 23640547 TCATAAAGCTGAGGTGGCAA TTTGGCCGGTTCTAACTTTG 240

Ai07B7680 Araip.B07 7680 p2 (CA)8 16 23640710 23640725 ACTCGGCTCGCAAAGTTAGA GGTCGACTTGGAGAAACAGG 102

Ai07B7681 Araip.B07 7681 p2 (AT)9 18 23642829 23642846 TAAAGCTGAGGTGGCAAGGT TTCTGGGTCTTTTGGGAATC 264

Ai07B7682 Araip.B07 7682 p2 (CG)6 12 23647081 23647092 TGGTGTTTGGAAGTGTTGGA TGCCTTTGGCACAAACCTAT 196

Ai07B7683 Araip.B07 7683 p2 (TA)7 14 23650326 23650339 AAAGCTCAGGACTCAGGTCG AGGCTGGTTTATCTTCGCAA 246

Ai07B7684 Araip.B07 7684 p2 (TA)6 12 23650565 23650576 TTGCGAAGATAAACCAGCCT TGTGGTTTTTCTGATGCAGG 277

Ai07B7687 Araip.B07 7687 p2 (TA)6 12 23681716 23681727 CCTCAGGCTCTACAGGAACG TGTATCGTGAGTGTTGCGCT 223

Ai07B7689 Araip.B07 7689 p2 (AT)10 20 23682992 23683011 GCATATGATGCATGCCTGTC GCCACCACGTGTTCTAGGTT 275

Ai07B7697 Araip.B07 7697 p2 (TA)7 14 23723974 23723987 CTCCATCCATTGCCTGTTCT AAAGCCTTCAAAGCCTTGCT 215

Ai07B7698 Araip.B07 7698 p2 (CT)6 12 23724524 23724535 AGCGATCTTGATGGCAGAGT AGAGAGGGAGCAGGGAGAAG 208

Ai07B7700 Araip.B07 7700 p3 (TTC)5 15 23729953 23729967 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai07B7703 Araip.B07 7703 c (A)10gagaaaaatataaaaaaatatcttatttatatttgtcccttttcatatactatttttccaactacaagatttgaggacaa(T)10100 23769549 23769648 TCTCACGTTCTTCTTTATGTTCTTG TGAAGCACGTATCATTCTCTTCC 229

Ai07B7705 Araip.B07 7705 p2 (AT)7 14 23771199 23771212 GGTGGCCTGCTAATTTTTGT CCAAAAATATTTATATGTGGAACACTG 184

Ai07B7707 Araip.B07 7707 p3 (TCT)5 15 23775946 23775960 GGTAGCTGTAGCGGCAAATC GAATGCAGAAAACAGGGGAA 278

Ai07B7709 Araip.B07 7709 c (T)10aaattcatgcataaaattgtggcggttttaaaccgttgcag(T)1061 23779405 23779465 AAATGGAACAAACCACTGCTG TTCAGCAACCATTGGCATAA 226

Ai07B7712 Araip.B07 7712 p2 (TA)22 44 23783999 23784042 AAGTTCAAGCTCGGCTCATC GGATTACACCCAAATGTAGGAGA 244

Ai07B7713 Araip.B07 7713 p3 (TTC)13 39 23784741 23784779 AACAGGATTACGCCCAAACA GGTGGTGTTGATGACGATGA 261

Ai07B7714 Araip.B07 7714 c (A)14cagaagaagatcgaaggcaaagagagaacgcttttccatacaaatcatacaagtcatttatattcacgccgttttcacatttttgtgtgcc(TCT)5120 23785281 23785400 TCGTTCGGGTGTATTTCTGA GAACCATCTTCGCGTGTTTT 262
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Ai07B7715 Araip.B07 7715 p2 (AT)6 12 23786082 23786093 GTTTGATTCACGGCTTGGTT TAAACTCGTGAGCTTGCGCT 214

Ai07B7719 Araip.B07 7719 p3 (ACT)12 36 23821640 23821675 GATTCAACCCTTCAGGAGGA AGGTTTCAAGGAAAGAGCCC 218

Ai07B7720 Araip.B07 7720 p3 (TAC)5 15 23821892 23821906 ATGAGAGGCAAGAGCAGGAA AACAAGGGTTGTTCTTCCGA 185

Ai07B7724 Araip.B07 7724 p2 (AT)10 20 23845875 23845894 AACCATATGCATTGATACGTTTGT TGCATTCTCTTTAATTCACATTCC 271

Ai07B7725 Araip.B07 7725 p2 (CT)6 12 23847315 23847326 GGGGGATAAACCAAGTATCCA TCAAGATCCAACAATGGTTCA 267

Ai07B7731 Araip.B07 7731 p3 (AGG)6 18 23858313 23858330 TCCCGAACTGGTCGAGATAC CACCCCTTTCAATTTCCCTT 273

Ai07B7732 Araip.B07 7732 p2 (GA)7 14 23858519 23858532 AGGAGGAGGAGGAGGTGTGT CTTTTCCTTTTCACGTCCCA 246

Ai07B7734 Araip.B07 7734 c (A)10gaagaaaaagaagatgataataatgaagaaga(AGG)969 23873843 23873911 TGTGAAGGTAAAACAAGAAGGAGA AATGACGACGACGACACAAA 207

Ai07B7735 Araip.B07 7735 p3 (TTC)6 18 23879666 23879683 GCTAACACGTGGCTGACAGA CCGTTTTGCTTGTTTTTGGT 187

Ai07B7738 Araip.B07 7738 c (A)11tttaattataaatttgactctcaaatttgtgacatccc(A)1261 23893788 23893848 GATTAACAAGTTCGGCCACG TACGCACATCACTCACCCC 280

Ai07B7739 Araip.B07 7739 p4 (TTTA)6 24 23910973 23910996 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 248

Ai07B7740 Araip.B07 7740 p3 (ACC)5 15 23928339 23928353 TTCTAAACTCGCTGCACTCG TTGAGACAACAGCGTTGAGC 265

Ai07B7743 Araip.B07 7743 p2 (TA)9 18 23931839 23931856 CCCACACCACTGCACTTAGA TGTTAGGTAGACGGTATTTTTGTGA 239

Ai07B7746 Araip.B07 7746 c (A)10gatagaaaaataaagaaaaaaatatatatgtatatatataaaaaaagaaaaaaatttgaaaaag(A)1084 23950491 23950574 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 238

Ai07B7747 Araip.B07 7747 p3 (ATA)18 54 23953907 23953960 TTCAATTTGTATGGACTTTGGC GATTCGATTTGCGTGGACTT 260

Ai07B7753 Araip.B07 7753 p2 (AT)6 12 23963544 23963555 CCACAGGCAGATCAGATTCC CAAAATTTCATAACAACCGTGTG 103

Ai07B7756 Araip.B07 7756 c (AT)8(AG)11 38 23969752 23969789 ATACCATTTGCGCAAGCAAT TTGGGTTGCTTTTAGATGAGC 181

Ai07B7757 Araip.B07 7757 c (T)10cc(A)10 22 23974596 23974617 GCAATGGCATGAAAAATGAA TTTCCCTCGCCATATCAAAC 276

Ai07B7762 Araip.B07 7762 c (TTC)6c(TCT)5ttctctactactaac(ACT)667 24012169 24012235 GCCTCTTCCACCAACTCAAC CACAACTTTCCGTGACCCTT 249

Ai07B7765 Araip.B07 7765 c (A)12taatgatgatg(ATA)538 24015832 24015869 CCCATTTGCCCTCAACTAGA AAAACTGAACCATAGACACCCC 257

Ai07B7767 Araip.B07 7767 p2 (GT)6 12 24024519 24024530 AGAGGGATTCGTGACTTCCA AACGCTAACCGATTGGACTG 279

Ai07B7768 Araip.B07 7768 p3 (TTG)14 42 24028537 24028578 TAGCCGACCTCACCTAATGG TTTTTGTAGGGAGGCTAATAACTTG 271

Ai07B7774 Araip.B07 7774 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcgtttttcttaactaattatttttaattttttttacg(A)1197 24040986 24041082 CTTTTTGTTTGTTTCTTAACTTTTTCA GAAGCCTTTTTAGAGGGGTTG 239

Ai07B7778 Araip.B07 7778 p2 (AT)9 18 24047694 24047711 CAGCAAGGGTCACTCTCTGA GGTCCAATTCATCTGTTGGG 249

Ai07B7779 Araip.B07 7779 c (A)10ttaaaaacccatgtttcacagtagcaatagagcctcaataccttttttgtcttg(A)1074 24047940 24048013 CCCAACAGATGAATTGGACC TCCAAAACATTAACAAAATGGG 160

Ai07B7781 Araip.B07 7781 p2 (TA)8 16 24050720 24050735 TCATGAGGTCTTTTCAAGGTTGT ATCAATGCACATGGGACAAA 236

Ai07B7782 Araip.B07 7782 c (AT)6tcatctttcttttcttcttcttttctttc(T)1253 24050932 24050984 CCCATGTGCATTGATTCTTTT GGAAGCATGCTCATGTGAAA 195

Ai07B7786 Araip.B07 7786 p2 (CT)6 12 24067375 24067386 GGTTAAAATTCAAACGCGGA GGGAATAGCAGCAGCAGAAC 202

Ai07B7787 Araip.B07 7787 p3 (AAC)5 15 24067994 24068008 AAATTTATTTCATCCCCGGC TGGATTGCTTTTGCTTCTGA 278

Ai07B7789 Araip.B07 7789 p2 (AG)11 22 24070408 24070429 CCGAAAAGCCGATGAATAAA CTGCGAAAAGAAGAGATCGG 171

Ai07B7793 Araip.B07 7793 p2 (AT)9 18 24090132 24090149 AAATGGCATAACCACAAGCA CTCTTGCCGCTGAAATCAAT 205

Ai07B7795 Araip.B07 7795 p2 (TA)10 20 24093057 24093076 GTTCGTCGGCTGCAATTTAT GATACGCTTCCGCATTATGA 267

Ai07B7800 Araip.B07 7800 p2 (AG)8 16 24109129 24109144 AGAAAGAGAAGGGAGAGGCG GCGTTTTGGTAACCTGCAAT 252

Ai07B7801 Araip.B07 7801 p2 (GT)7 14 24122498 24122511 TTTGAGCCTGGACATCACAA CAAAACCCTAAACACCCCCT 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7802 Araip.B07 7802 p2 (GA)11 22 24124053 24124074 TGCTTGTCCTCAAGCAAAGA CTGACGCGTTGAAGAATACG 217

Ai07B7803 Araip.B07 7803 p5 (ATCCG)5 25 24128523 24128547 GTCATCCGATCCGAACACTT CGATCCAAACCGCTTGTAAT 110

Ai07B7805 Araip.B07 7805 p2 (CT)18 36 24140485 24140520 GCTTGTTTTAATTTGGGCGA CTCAACTCCAAGAAGCCACC 193

Ai07B7806 Araip.B07 7806 p3 (TCA)8 24 24141724 24141747 TCCAGAGGCAGATGAAGGAG TTCTTTTGCATACCCAATGGT 279

Ai07B7809 Araip.B07 7809 p2 (GA)8 16 24156724 24156739 AGTCCCACACCATGAGAGGA CTCGGTTCCAAACCCTATGA 115

Ai07B7811 Araip.B07 7811 p3 (TCC)6 18 24163976 24163993 AAGAGCATGATTACACGCCC ACCAGGGAAAGAAGGAGGAA 146

Ai07B7812 Araip.B07 7812 c (GAG)6gtggta(GTG)539 24164778 24164816 TTGAAAACAAGCACACAAACG CACCCTGCTGCTTCTTCTTC 222

Ai07B7813 Araip.B07 7813 p3 (ACC)5 15 24165207 24165221 TTTTTCCATTTTCTTCCCCC CAAATGAACCGAAAAGTGTCC 260

Ai07B7814 Araip.B07 7814 p3 (AGG)7 21 24165777 24165797 AGTGGTGATGACGATGACGA GAGCACGGGGTCATACACTA 257

Ai07B7822 Araip.B07 7822 p3 (TTA)8 24 24183273 24183296 CCTCCCTGCAAAGATGAAT TTCTTCATTTGTTTGGAACGA 280

Ai07B7825 Araip.B07 7825 c (A)12caaactttgaatataaaatgactaaacttaaacttgctagaagaataaattgtataaataaaaattacaattgt(A)1096 24186165 24186260 GCATGAACATTACTCGCTGAA TTTGTCTGTAAAATTCCTTTCACATC 251

Ai07B7827 Araip.B07 7827 c (GT)8(AT)6 28 24210320 24210347 TTTTTCCTTTCACGCTCTCA GTTTTATCAACCCAACCCCC 204

Ai07B7828 Araip.B07 7828 p3 (TTG)5 15 24213631 24213645 GTTGTGCTTTCCCAACACCT AGAGGGGAAGCTCTTTCAGG 222

Ai07B7834 Araip.B07 7834 p3 (TAA)7 21 24234930 24234950 TCCTGTCTCGATTTACATGCC TGTCACTATTCCGTCGCAAG 255

Ai07B7837 Araip.B07 7837 p3 (TTC)5 15 24248141 24248155 TAACACGCGCATCATGTTTT TGCGAAGAAAAAGGAGGAAA 169

Ai07B7839 Araip.B07 7839 p6 (CCTCTC)5 30 24252353 24252382 TGCCCTTAAATCCGGAAACT TTCAAGAAGCAAAAGCGGAT 246

Ai07B7840 Araip.B07 7840 p3 (ACC)5 15 24252976 24252990 TCAAATCACACTCAACCCCA TGTAAAGAGGGGCATTTTCG 193

Ai07B7842 Araip.B07 7842 p2 (TC)8 16 24254679 24254694 TGAGCTTGTTGCCCTTCTCT ACAACCATGCATTGAACGTC 144

Ai07B7843 Araip.B07 7843 c (T)11gaactcaaatttcaaacaaaatggtttttcgttgtgcttattaaaaaaggactatgaattcgtaacttgtt(TTTC)5102 24255325 24255426 TCCTTTGAACACCATGGAAG TGAGAGTGGTTACGTTGCACA 248

Ai07B7844 Araip.B07 7844 p3 (ATA)7 21 24261910 24261930 CATGTCAGTAGTGGGCCCTT GCATGTCCACACGTATTAAAGTC 269

Ai07B7845 Araip.B07 7845 c (A)12tgggctcacttcaacctgtttttcttacttcaaatttattcttcaaatt(A)1172 24263700 24263771 TCGGTTACCTTTACTTTTCATTTTT TGGTTTGAAGGAAGGTTTTGA 266

Ai07B7846 Araip.B07 7846 p3 (CAA)5 15 24263989 24264003 TCAAAACCTTCCTTCAAACCA TCCAATTTTGCTTCAACTTTTG 266

Ai07B7861 Araip.B07 7861 p3 (ATA)5 15 24341830 24341844 CCTGTAGCTTCACCTTCCGT CGGCTCTACCACTCCTCATT 242

Ai07B7863 Araip.B07 7863 c (TTC)5ctttttc(TCT)537 24345286 24345322 AAAATCGTACGAAAGTGGCG TGTTTTTACTCCTACAAAGGGAGAA 117

Ai07B7869 Araip.B07 7869 p4 (TATG)7 28 24387199 24387226 TTCATTCAAGCAAGCTCAAAAA AGTTGTGACTGGATGATGCG 264

Ai07B7873 Araip.B07 7873 p2 (AG)6 12 24396160 24396171 ATGAGATGGGGGAGGGATAA TTCCTATCTTTTCAAAATTTGTTTCA 277

Ai07B7882 Araip.B07 7882 c (CTT)7(CTG)5 36 24412090 24412125 TTTGGCCTTTGACAACACAA GAACGCTTCAAGAGCACACA 141

Ai07B7894 Araip.B07 7894 p3 (TCC)5 15 24446923 24446937 CCAATCAAGTTAGCCCAAGC TGAACCGAACATTGTCCATT 249

Ai07B7895 Araip.B07 7895 p3 (AGA)8 24 24447769 24447792 GCAACGTCAAGTGAATCTCG ACGCGCTCTTTCTCTTTCTC 273

Ai07B7898 Araip.B07 7898 p2 (GA)6 12 24463314 24463325 GCAGGGACTCAATTAAAAAGAAA CGAAAATCACTAACCACTTTTTCA 279

Ai07B7901 Araip.B07 7901 c (TGA)6ccatgatgataa(TGG)648 24482268 24482315 TTTCTGAGGTAGGGGTGGTG CCTTCGGACGAAAATACCCT 222

Ai07B7902 Araip.B07 7902 p2 (AT)6 12 24483066 24483077 TTTTCCATTTTCTAACACGCC GGGATTCTATCCGACATCCA 115

Ai07B7906 Araip.B07 7906 c (T)12accag(A)11 28 24503512 24503539 CGGCGTGTCCTTGATATTCT TTTTTAATGTGGGGCACTTC 139

Ai07B7911 Araip.B07 7911 p2 (TC)7 14 24529724 24529737 CAAAGAGGCCGGTATTAGCA AAGCGGTTAGCCCAATTACC 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7913 Araip.B07 7913 c (A)13tctaaaatcttactatcaaattttttcaagttttttgtaagaatcttttatatatgaataatatcaatagtaaataatattaatatcata(ATT)7124 24535097 24535220 CCTCTCTACTTGCCCTCTTTCA AACGACCCCGTTTCACATTA 274

Ai07B7916 Araip.B07 7916 p3 (AAG)6 18 24551578 24551595 TCACCAAAAGGGGCAAATAC TGGTGGAATGCTTGTTCAGA 230

Ai07B7922 Araip.B07 7922 p3 (TCT)5 15 24554690 24554704 CGAACAAGTTGTGATTTGTTTGT ACAACCCGTTGTTGCTAAGG 220

Ai07B7924 Araip.B07 7924 p3 (ATT)14 42 24558147 24558188 TTTGAATTTTCGTTTGTTTGTTG ACATGGATGCCCACGTGTAT 255

Ai07B7931 Araip.B07 7931 p3 (ACA)6 18 24583558 24583575 TCCCTCATCATTCTCCGTTC TCTGAATCCACTTGTGCAGC 137

Ai07B7934 Araip.B07 7934 p3 (TTC)5 15 24614848 24614862 TTGTTTTCACGCGTTTCGTA AACCATACCTCAGCCACTTGA 278

Ai07B7936 Araip.B07 7936 c (T)10ccgtcgtcgtcaccatcttcttcttc(T)1046 24615993 24616038 TCCTCCTCCTCATCTTCTGC TGTGAAGTTGTTGTCACGCT 217

Ai07B7939 Araip.B07 7939 p2 (AT)7 14 24623619 24623632 TTGTTAAGAGTTGAGCTGAAGAACA AAACAACAACTAACCACATTTGAA 270

Ai07B7940 Araip.B07 7940 c (TA)6cacacacaattcggacggtccgagtgatgtataccctaattcgaaaaaaattataaaataaggaaaacccacggtccgatttccataagtgtaaatt(A)10119 24630395 24630513 TGTCTTTGGTTCGCACACTT TAAAGTAATCGCTGGGTCCG 183

Ai07B7942 Araip.B07 7942 p2 (TC)6 12 24634169 24634180 CTCGCATTAACCTACCCACC TGGAAGAGGGTGGAACAAAC 249

Ai07B7949 Araip.B07 7949 p2 (AG)15 30 24646974 24647003 GGTGAAGGGGCTGTGTAGAG CGCGAACTTTTGTTGGATTT 276

Ai07B7951 Araip.B07 7951 p3 (AGA)7 21 24648498 24648518 TCCGTTGCAATCTTAGAGCA TTGGTTGAGGAGGTACGGTT 227

Ai07B7953 Araip.B07 7953 c (A)10tactactttgacgttttattctgtttaaatgctgatcgaagaaagag(A)1067 24656707 24656773 GAGGGTCAAATGTATAAAAAGACGA TGAAGTTGGGCAAAAAGAGC 204

Ai07B7959 Araip.B07 7959 p2 (TA)15 30 24667267 24667296 AGTTCTCCGCAGTGAAGTGG TTAAGCTCCGAACTCAGCCT 237

Ai07B7960 Araip.B07 7960 p2 (CT)11 22 24668488 24668509 ACGTGGGGTGCAGTTACATT AGCAGAACAACGAACGATCC 265

Ai07B7961 Araip.B07 7961 p2 (AT)9 18 24677994 24678011 AGGGGACAAAAATTACCCCA GGTTTATCAACCTCCCCACA 206

Ai07B7963 Araip.B07 7963 p2 (AT)6 12 24687577 24687588 AGCTCCTAACTCAGCTTGCG GTTAACGGATCCTAACGGCA 249

Ai07B7964 Araip.B07 7964 c (A)10gaaag(A)10 25 24689182 24689206 GGCACATCCAGTTAATGTACAAA TTGTTTCTTCCATGGGTTCG 278

Ai07B7966 Araip.B07 7966 p3 (TGA)5 15 24707973 24707987 TGCAAGTTGATTTGAATGCC TCTTGGCAAGGGATGAAAAC 194

Ai07B7969 Araip.B07 7969 p2 (GA)9 18 24716877 24716894 TTGCAACAATCCACAAGCAT TCTTCCTTCTTCCTTCTTCCTTC 253

Ai07B7970 Araip.B07 7970 c (T)12ggattttggataagttttattgcggttcggttcgatttttggttccactctacacaacctaatcgaaccgaaccgcatat(AAC)16140 24727414 24727553 CATCCATCCAAACCGAAAAT GGTTTGTGTATGTTTGGGGG 272

Ai07B7973 Araip.B07 7973 c (A)10g(A)10 21 24754599 24754619 CAGGTCAATTTCCATTCACAG ATATCGCTCTTACTATTTCAACTCTTC 180

Ai07B7974 Araip.B07 7974 p2 (GA)12 24 24757345 24757368 CGTCAAAAGGAGCACCTAGC ACTGTCGGATTTATTTGCCG 260

Ai07B7976 Araip.B07 7976 p2 (GA)7 14 24769537 24769550 AGGATGAGAGAGAGGGAGGG TTTCTTACCTTTTTCAAAACCACC 226

Ai07B7977 Araip.B07 7977 p2 (CT)6 12 24784537 24784548 GCAACATAAAGAGATCAACAAGAGA GTTTTTGGCCCAGTTTCAAG 263

Ai07B7982 Araip.B07 7982 c (A)18gcaggaaaaatgcaacaaaactcataaaattatgacctcc(T)1169 24800619 24800687 ATTTTTATTCATAGCGGCGG TTGGCATCGAACAAAAATGA 261

Ai07B7984 Araip.B07 7984 p2 (AG)6 12 24815885 24815896 TGGTGAGTGCTGTGAGGAAG TTGTTTGTTTCCTACCTTTTTCAA 275

Ai07B7985 Araip.B07 7985 p2 (TA)6 12 24821146 24821157 TGTCATCCTTACAAGATTCGGA GGAGTCATATTGGCATTTTCG 254

Ai07B7988 Araip.B07 7988 p2 (TA)11 22 24824995 24825016 TTTTGATTGAAAGAGAAAAAGCG TTTGAAAATTAGATGTTGGAATTCTT 240

Ai07B7989 Araip.B07 7989 p3 (TCT)5 15 24826391 24826405 AGCATGATGGTGTTGTTGGA CATCATCCCGTTAGACCCAT 255

Ai07B7990 Araip.B07 7990 p3 (ATA)6 18 24826647 24826664 ATGGGTCTAACGGGATGATG TTGGGAGTTGGGATTCTTTG 264

Ai07B7993 Araip.B07 7993 p2 (TA)17 34 24835493 24835526 GATGCGAGAACTGTGCTGAA AGATGCGAAGGTATGGTGCT 272

Ai07B7994 Araip.B07 7994 p2 (TA)11 22 24836529 24836550 CACCCTGAAATCTATCCCCC AAAAGCACTGTTCGTTTGGG 238

Ai07B7995 Araip.B07 7995 p2 (TA)8 16 24870149 24870164 TGGGTGCAGAAACTGAGAGA TTTCGGAAAGATCAAATCGG 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B7998 Araip.B07 7998 p2 (TC)9 18 24883635 24883652 GCAGTGAGAAGGGAGAGTGG CGTCCCAAATAGAGATCCGA 258

Ai07B8003 Araip.B07 8003 p2 (GA)7 14 24894646 24894659 GAGAGGGAAGCTATCGGGTC TAAAACCCTTACCGGCAGTG 153

Ai07B8006 Araip.B07 8006 c (TTAT)5ttaaatggatatttttgga(T)1049 24915263 24915311 CCAAAATTTCCACTTTTGCAT TGGAAACATGGGTTAATAGGG 278

Ai07B8022 Araip.B07 8022 p2 (GA)20 40 24963041 24963080 CACGGCTCAAAAGAAAGTCC AAGCTGAAGTCAGAGGCTGC 226

Ai07B8024 Araip.B07 8024 p5 (AAGAT)7 35 24982272 24982306 ACACGACCCAGAATCCAAAG GGTACCTGCAAGAGACTCCG 254

Ai07B8025 Araip.B07 8025 p5 (AAGAT)5 25 24992109 24992133 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai07B8027 Araip.B07 8027 p2 (CT)7 14 25003962 25003975 TCTCTCAGTCGTCGTTGTGC TGGGCTTTTACTATTTGGCG 236

Ai07B8028 Araip.B07 8028 p2 (AT)7 14 25005763 25005776 GAGTTCTTCAATGGGCCAGA GCTCCACCTGCCACAGTTAT 261

Ai07B8031 Araip.B07 8031 p2 (TA)7 14 25027081 25027094 ACTTCATTCTAGTACTTTTGGATCATT GTGTACCCTTAGGTCCCTTTTT 279

Ai07B8032 Araip.B07 8032 p3 (CAA)5 15 25035535 25035549 AATTTCTGTGTCCCCGTGAG GGCTGCAAATGCTTCAAAAT 250

Ai07B8034 Araip.B07 8034 p5 (TCGGA)5 25 25039588 25039612 CATATCCGCGGTGTTTATCC TAGCAACACAAAATCCGCAA 133

Ai07B8035 Araip.B07 8035 p3 (GAA)5 15 25040360 25040374 ATTTCTGCTCCTGTGAAGGG TTGGTTTTAAATTTTTGGCGA 100

Ai07B8040 Araip.B07 8040 p3 (TTA)10 30 25048493 25048522 CCCCAGCAAAATTCCTACAA GACCCAATTCTTCCAGCTCA 113

Ai07B8044 Araip.B07 8044 p3 (CTT)5 15 25063385 25063399 TGCTGCTTGTTGTGTTCTCC ATTCATTGCACCAAACACCA 245

Ai07B8049 Araip.B07 8049 p4 (TTAT)7 28 25077539 25077566 AGCTGCATGCCATCAAGTTA GTAATCGTGTCCAGCGTGTG 263

Ai07B8057 Araip.B07 8057 c (CT)7ttccatttca(T)1236 25127588 25127623 TCTCAAATGGAGGGAGGTTG AAACCAGCACAGGCTCAAGT 248

Ai07B8058 Araip.B07 8058 p2 (AT)8 16 25129408 25129423 AGAGGTGCGATGATTTTTCC GGACTCGATTCCTGCACATAG 277

Ai07B8059 Araip.B07 8059 c (A)15tacaattgactataagagtcgtatattttattttctttttaaaaaagcggttatatgagatgtcaaagttcaagaataagtcaacagttcaataagg(A)10122 25133952 25134073 TTTGGTAATGTTTTGGAAGTTATCA TCAATATTCTTCATTTGTTTCCTTTTT 254

Ai07B8065 Araip.B07 8065 p3 (TTA)5 15 25142924 25142938 ATGGTTGAGGCAAGGTGTTC TGTGACGATGACCAATCAAA 150

Ai07B8072 Araip.B07 8072 p3 (TTA)5 15 25157958 25157972 TTTTGGTAGTGATGGAAACAAA AAGATTTATTGATCCCATTAGGTAAA 167

Ai07B8073 Araip.B07 8073 p2 (TA)7 14 25175919 25175932 GCGATTTTGGGTGACAAGTT TCAAAAACCATGTTCCACGA 237

Ai07B8074 Araip.B07 8074 p2 (GT)10 20 25176289 25176308 GCCAATTTGAGCCTACGATT CCCTTTTATTCCCCCAATGT 176

Ai07B8075 Araip.B07 8075 c* (A)10(AT)8* 25 25176468 25176492 CATTGGGGGAATAAAAGGGT GCTTTGCTTTGGTGCATTTT 222

Ai07B8079 Araip.B07 8079 c (T)10caattaagtccctcttagtagtaattggtttaattttataggatccaactaaaaaaaagaattggtacagggacctaaat(A)10100 25187885 25187984 TGTCGGTCTCTATAGTTTTGTGAAA TGCTGGTCCCTATAGTTTTGC 279

Ai07B8081 Araip.B07 8081 p2 (AT)6 12 25190192 25190203 GTTGCGTCAAGAAATTGGGT TGAGTCGAATTTGAGCATGAA 265

Ai07B8083 Araip.B07 8083 p2 (AT)6 12 25193397 25193408 CCCTCTAGGGGTGGTAGGAG TTCCGAACCGATGATTTCTC 278

Ai07B8085 Araip.B07 8085 p2 (AT)7 14 25199742 25199755 TTGGACCATTGAACCATTGA TTCTTTGTTGCAGTTGCTGG 268

Ai07B8088 Araip.B07 8088 p3 (TTA)11 33 25223121 25223153 CAACCTGCGAATTGTGTCAG ACAACAGCAGAAACTGCACG 258

Ai07B8089 Araip.B07 8089 p3 (AAG)12 36 25228241 25228276 CTTCGCGTGTTTCATCTTTG ACAGAAGGAGATCGAAGGCA 216

Ai07B8092 Araip.B07 8092 c (A)10g(A)10 21 25233384 25233404 TGTGGAAAAATTGGGTTTGG ATTTTGTCCCCTTGTGTTGC 231

Ai07B8093 Araip.B07 8093 p3 (AGC)5 15 25236959 25236973 GGAGGGGTGGAAAGAGTAGC CAACCTCGTCCCAACAACTT 176

Ai07B8095 Araip.B07 8095 c (A)11ttttctgttgaaatcggaccgtccgatttctattttaaaaaataaaaaaaaattaaaaatacaaaacggaccatgcgatttgtag(T)11atcaaacaaatcggaccctccgatttgtacttta(T)10151 25239633 25239783 GGATGGTCCGATTTGTGTTT TGGACGGTCCGATTTGTT 199

Ai07B8100 Araip.B07 8100 p3 (TCT)6 18 25252731 25252748 CTCTGCCTGTCTAAGGGTGC TCTTTGCGTAGGTAGCAGCA 262

Ai07B8103 Araip.B07 8103 c (A)10gaa(AGG)5 28 25257716 25257743 TTGTACCGTTGGTCTCTCCC CGTCGCTGGAGTTCTCTTCT 270
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Ai07B8108 Araip.B07 8108 p2 (TA)6 12 25268432 25268443 TCCAAATTATTCACCGCCTC CGAAATGACATTCAACACCG 257

Ai07B8111 Araip.B07 8111 p3 (TTG)5 15 25275666 25275680 CATGCGCAATGAAAGGTATG TGGTCTCGAACATGGAATTG 229

Ai07B8112 Araip.B07 8112 p2 (AC)6 12 25278057 25278068 CCTAAACTACCCCTAACCCTAAA GCCTCCCTCCAAGACCTAAC 225

Ai07B8113 Araip.B07 8113 p2 (AG)16 32 25278658 25278689 CGAGGGTTCCATTCCTGTTA TCTCTCTCTTCTGCTCCCGA 229

Ai07B8116 Araip.B07 8116 p4 (TAAC)6 24 25301710 25301733 CTCATGGGTAATCAGCAGCA ATTTCCCTCCTCCAACCATC 190

Ai07B8118 Araip.B07 8118 c (GC)6ac(AT)7 28 25312734 25312761 AGTTCTGGACCATCACCGTC TTCCCTGTACCTCCTTATATCCAA 273

Ai07B8120 Araip.B07 8120 c (AT)7gtggctgggtaagcttataaattgaatctttaattatcccaagctttcaccta(AC)883 25327655 25327737 TTTCAAGGTTGTAATGGGGC ACCCTTACCCTTACCTTGGC 166

Ai07B8121 Araip.B07 8121 p2 (AT)10 20 25327842 25327861 TTGTAATGGGGCCAAGGTAA GGGATAAAATTACCCCAATGC 251

Ai07B8122 Araip.B07 8122 c (T)10acttcttttgtagtatttggtttgctcttttaagtcgagagcaataattaaatgactaataaa(T)1083 25339358 25339440 CCAAACATGAGGAGGGAGTG ACTTTGAGCTATTTCATTTAGTTGTCT 216

Ai07B8128 Araip.B07 8128 p2 (CT)6 12 25353725 25353736 CATTGAACCTGGAATTGGAGA GGGGGAATCAAAGCAAAAAT 169

Ai07B8129 Araip.B07 8129 p2 (CT)6 12 25359580 25359591 CCTGGAATTGGAGAAAACGA ATCCAAGCCCAGAAACACAG 199

Ai07B8132 Araip.B07 8132 c (AT)6(GT)8 28 25377676 25377703 AATTGTTGGGCACAAGGATAA TGGATTTGGCTTCTCTTAGCA 274

Ai07B8134 Araip.B07 8134 p2 (AG)6 12 25384242 25384253 CCTTAGATGGGAAGCAATGG TGATTTAGATTTAGTTGAGAGGGAGA 269

Ai07B8143 Araip.B07 8143 p2 (TA)6 12 25418177 25418188 CCAAAGTCTTAGCTTCTTCCCTT TGACCGTTTATTATGGTGCAA 274

Ai07B8144 Araip.B07 8144 c (CT)6ttc(T)14 29 25420284 25420312 TGTCACGGTACCCTCCCTAA AAAAAGCATACACTCACTGCGA 249

Ai07B8151 Araip.B07 8151 p3 (AAG)6 18 25451443 25451460 CCTTGAAGCAAAAGAAACAGC AAGCATGTGACGAGGGAAAC 148

Ai07B8153 Araip.B07 8153 c (T)13ctaa(T)10 27 25463857 25463883 TCCAATAGACACACTGACATGC GGATACTTGCGCTCACAACA 279

Ai07B8154 Araip.B07 8154 c (TA)8catgttctaacataaatag(A)1247 25468322 25468368 GCTTAATCACCTAACACCTACCAAA AACACGACATGACACATCGC 265

Ai07B8167 Araip.B07 8167 p2 (TA)9 18 25506245 25506262 GCAAAGGTACAACAGCACCA TGTCCGAATTGGAATGTGAC 228

Ai07B8168 Araip.B07 8168 p3 (CAC)6 18 25507562 25507579 TCAGCTTCTGCTTCTGGGAT GAGGGCTCTACAGTTGCAGG 156

Ai07B8176 Araip.B07 8176 p3 (CTT)5 15 25517098 25517112 CAAAATCTTCCCCAAATACCA AGAGAAGGTTTTGCGAGTGG 198

Ai07B8177 Araip.B07 8177 p2 (GT)8 16 25524385 25524400 TTAAACACTGAACCGACAGGG CAAATTTCTGGCTACCACTGC 250

Ai07B8181 Araip.B07 8181 p2 (TA)6 12 25533253 25533264 CACAAAATCCAATGAGGGTTC GAATGTCATGCAATGCAACC 275

Ai07B8188 Araip.B07 8188 c* (A)10(AC)7* 23 25572346 25572368 GCTTGGTTGAATTGGACGTT TTGTTTCTCTCGGAATCGGT 233

Ai07B8189 Araip.B07 8189 p2 (CT)6 12 25573329 25573340 AAAGCAAGGTTTGCACCATC TTGCTAATTGCGTTCTCAGC 183

Ai07B8192 Araip.B07 8192 p2 (TA)9 18 25577439 25577456 CCACCATTTGCTGATGTGTC GGATTCTTGAAGCGAAGCAG 265

Ai07B8193 Araip.B07 8193 p3 (TAT)5 15 25585155 25585169 GAGACCTTGGCACCCAATAA CGGTGATTTCTCAGGGGATA 249

Ai07B8194 Araip.B07 8194 p3 (TTA)12 36 25588138 25588173 TGTCCCTTTGGTAAACATTTGA TGTTGAACACAACATAGCTTTGAA 131

Ai07B8195 Araip.B07 8195 p3 (ATA)7 21 25592847 25592867 GTCTGCGTTTTGGGAGAAAG TGGTTTGATCGCATACTCTGA 256

Ai07B8197 Araip.B07 8197 p2 (AC)32 64 25607179 25607242 CCACCATTTGCTGATGTGTC TAGATGCAGGTCGAGAGGCT 211

Ai07B8198 Araip.B07 8198 c (AC)21(AT)10 62 25608706 25608767 TTCCTCCATTCTTGAAACGG TTTGAGGTGGTTGATTGATGA 250

Ai07B8199 Araip.B07 8199 p3 (TAT)5 15 25611184 25611198 TGGAGACCTTGACACCCAAT TGATTTCTCAGGGGATGGAG 248

Ai07B8200 Araip.B07 8200 p2 (TA)6 12 25616011 25616022 GCGGGCTACGACTAGAGTTC TGCGTGAAACGTTCCTCAT 127

Ai07B8202 Araip.B07 8202 p2 (CT)6 12 25626066 25626077 CTCTTTCCTCGTCGTCAAGC GAAAAATCAGCAACCCAGGA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8207 Araip.B07 8207 p3 (CAC)5 15 25634468 25634482 TTGAATTCTCACTCGCCACC GCCACTGCCGTGTTATCATT 277

Ai07B8210 Araip.B07 8210 p2 (AT)6 12 25644318 25644329 CCCTTTCCACATCGGTGATA TCCGACATTTTTACTTAGCGG 277

Ai07B8214 Araip.B07 8214 p2 (GA)18 36 25651646 25651681 CAGGAAAATCGGGACAACTT TCAAGAGTGGTACTCTGCTCAAA 279

Ai07B8219 Araip.B07 8219 c (T)10aataaaaataaatatttttattactttc(T)1654 25674634 25674687 ACAAGACCCACCACCAAAAC TTGGTCACATTGTCTAGGCTTTT 224

Ai07B8221 Araip.B07 8221 p3 (CTT)7 21 25679261 25679281 AATCGCTCTTGCTCAATGCT AAGGAGGAGAAGGAGGAACG 127

Ai07B8222 Araip.B07 8222 p3 (AGA)7 21 25681136 25681156 GACCAGAGGAGAACGACGAA CGGAAAAGTTCTGCATCCAT 261

Ai07B8224 Araip.B07 8224 p3 (CAT)6 18 25692652 25692669 TTTGCTTTTTCACCCTTTCC AAGGGCACGAGAGCATAGAA 251

Ai07B8225 Araip.B07 8225 p3 (AGA)8 24 25693642 25693665 GGTGCCAACAACTTTCCATT GAAGAAGTTGGCGGTGAAAA 269

Ai07B8226 Araip.B07 8226 c (A)10taaagtacaaatcaatccccaacgtttctctctattagacataatagtcatccgtctaaaaataaaacaaaaaatatagtacaatattattgtgtaat(TAA)5123 25695839 25695961 CCCAAATAAGTCCCCAAAGA CGGACATTTTAGTCCCCAAG 273

Ai07B8229 Araip.B07 8229 p3 (TTA)7 21 25709900 25709920 CCAAATGCATTACCCACTGA CTGCACTTGCCCCTTTATGT 278

Ai07B8232 Araip.B07 8232 c (CAACAC)5cactaccaccgccaccaccaccaacaccaacaccact(ACC)685 25716320 25716404 CAACACCAATACCACCACCA CCTGCTTTCTTGCTTCTGCT 246

Ai07B8237 Araip.B07 8237 p2 (AG)10 20 25724665 25724684 GCAACCAAGGAAAAGGAAAG ACCAGACTCAAAGGGCTTCA 221

Ai07B8239 Araip.B07 8239 p2 (GA)7 14 25726546 25726559 TGGAGTTTTGGAAGAGGTGG CTATCGTCTCTCCTTCTCCCC 222

Ai07B8242 Araip.B07 8242 p3 (CTC)5 15 25729938 25729952 GCGCTAACAAAAACCACCAT AGGAGGAGGAGGAGAAGCAG 206

Ai07B8243 Araip.B07 8243 p3 (AGA)27 81 25730725 25730805 GAAGAAGAAGACGCTCCGTG GTCACACGCTTTTCTCGCTT 135

Ai07B8245 Araip.B07 8245 p2 (TG)8 16 25731906 25731921 AGCAATTCTTCGCCTTCCTT GGCTCCTCTTTTCACCATGA 261

Ai07B8247 Araip.B07 8247 p2 (TG)26 52 25734617 25734668 ACACCTGAAGCGAAGTGGTT ACAAGCTCCCTACATCAGCC 235

Ai07B8249 Araip.B07 8249 c (AT)8(GT)24 64 25744136 25744199 TACAGATGCAGGTCGAGAGG TCAAGACTGGCCGGAGAATA 276

Ai07B8257 Araip.B07 8257 c (TTC)5tctgttcgcg(TTC)643 25762427 25762469 CACGCGCCTCATATAACGTA GCAGAGAAGAAAAACGCGAA 182

Ai07B8259 Araip.B07 8259 p2 (CT)8 16 25789973 25789988 TCAATCAAATTGTTTCTTCCAA GTGGCAAAAGGAGAAACCAC 254

Ai07B8263 Araip.B07 8263 p3 (AGA)5 15 25800940 25800954 TTAGAATGTTGGTCGCCCTC AGCCCTCCATTCTTCCTCAT 145

Ai07B8267 Araip.B07 8267 p2 (CT)6 12 25818657 25818668 TTTTTGGTTATTTCTTATCTCTTTCAA CAAGCATAGAGGTTCCCCTG 276

Ai07B8268 Araip.B07 8268 p2 (TC)6 12 25818821 25818832 TCTTCCCTCTTTTTCAAAATTTCTT TTTTTGCCCAAGCATAGAGG 217

Ai07B8269 Araip.B07 8269 p3 (TTC)5 15 25821324 25821338 GGTGCAAGGTTGTGAATCCT CTCGAAGGTGGAAGCTTTTG 275

Ai07B8271 Araip.B07 8271 p3 (TAC)5 15 25838578 25838592 TTCGACTCAGATAAGAGCTACCC CAAGTCAGGAGAGGCAGGAG 237

Ai07B8272 Araip.B07 8272 p3 (ATG)5 15 25866843 25866857 TGGTGTTGACTTGACCAATGA TGTGGTTTGATTGGGAGACA 254

Ai07B8278 Araip.B07 8278 p2 (CT)8 16 25941616 25941631 TCCCCAAACACCATTCACTT AGGAGATGGAGGGGAGTGTT 276

Ai07B8284 Araip.B07 8284 p2 (GA)7 14 25973962 25973975 AGAAGGAAGGGAAACGAGGA GACGGTGACCTCTCCCTCTT 166

Ai07B8285 Araip.B07 8285 p2 (CT)9 18 25977819 25977836 GCCGTAAACAGCTTGTCGAT GCCCAAGCCCAACTACATAA 185

Ai07B8286 Araip.B07 8286 p3 (CGG)5 15 25991091 25991105 CTGAGCAACAAACGGAGACA AGAAGGAAAGCCGATCCTGT 102

Ai07B8288 Araip.B07 8288 p2 (AG)6 12 26002473 26002484 GGGAGCAGTGGTGATAGCAT CCACCACCACCCATACCTAC 233

Ai07B8289 Araip.B07 8289 p2 (GA)18 36 26007900 26007935 AGAGGCAGTAGTAACGGCGA GGGCTAAATTTAAACGCGAA 278

Ai07B8295 Araip.B07 8295 p2 (AG)9 18 26032725 26032742 TGTGCATAAACATAAAAATAACCAAAA AAATTCTCATGACGAAGCACAA 244

Ai07B8296 Araip.B07 8296 c (ATG)5gtgattaatttaatttaattattatgtatgtgatatatcatatatgatgatggatgagtatgaggacgctgacaaatgaaggggaaaatgtggcgtt(TG)6124 26037964 26038087 GCGAGCATGTATCGGTACTAA AAAACCCAAACCTCAAACCC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8299 Araip.B07 8299 c (AATTA)5taaatt(A)1041 26047045 26047085 CATGTCAGGACATAAAACGACG TGATCCCCAACTTGCTAAGG 156

Ai07B8300 Araip.B07 8300 c (T)10aatttgttattgttggatgaagttggtacagtgagaattgaatagaaaaataaaatatggtgtt(GA)1094 26047331 26047424 TTTTGTCTCTTCTCTGTTCGGA TGGTTGACATTGAAACCAGA 270

Ai07B8302 Araip.B07 8302 p2 (TG)8 16 26050577 26050592 TGTTTTTCCTCGCCTTTATCTT CCGGCTACGCCACTTTAATA 271

Ai07B8305 Araip.B07 8305 p2 (TA)6 12 26070656 26070667 TGGTTTATTGTACCCTCGCC TTTAAACCGCAATACCGCTC 209

Ai07B8306 Araip.B07 8306 p2 (AC)6 12 26071710 26071721 CAAAATCCCCAAATCTAACCC TGAATGTTGTGAGTGAGGGG 105

Ai07B8307 Araip.B07 8307 p3 (GAA)5 15 26073917 26073931 TGAAGATGAAACACGCGAAA CACTCAACCGTTTCCAAAGC 159

Ai07B8309 Araip.B07 8309 c (TG)6(TA)6 24 26076548 26076571 AACGTGTCGACTTGTGCGTA CAAGTACCATGTGGCTGGAG 172

Ai07B8315 Araip.B07 8315 c (A)10tg(A)11 23 26097354 26097376 CCCTATTGTGTTGAGCTCCC GGTGGGCATGATAAGATTGG 263

Ai07B8318 Araip.B07 8318 p2 (TC)7 14 26106821 26106834 TCGAAAATCACTAACCACCTTTT AATTCGAGCACAGAGAGGGA 251

Ai07B8322 Araip.B07 8322 c (A)10g(A)11 22 26118498 26118519 TTGAAGCAAGAAAAAGCATTGA TTCACTTGACACCTTCACGC 244

Ai07B8325 Araip.B07 8325 p2 (TA)8 16 26137580 26137595 AGCTCAACAGGAGTTGTCAATG TGGGATGATGTGAGGATGAA 270

Ai07B8328 Araip.B07 8328 p2 (AT)10 20 26168165 26168184 GAATGTCATGCAATGCAATCTAA TCCAGCAAGGGTTCAATAGC 280

Ai07B8331 Araip.B07 8331 p3 (AAG)5 15 26183576 26183590 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ai07B8332 Araip.B07 8332 p3 (TCT)5 15 26199982 26199996 ACGACGAACACCTTACCGTC TATGCGATGACAATGTGGCT 235

Ai07B8333 Araip.B07 8333 p2 (TA)6 12 26200796 26200807 TGAACTTTGATTTGCTTGTTTACTT AATCAGTCGGTTTTCAACGG 252

Ai07B8334 Araip.B07 8334 p2 (AT)8 16 26201821 26201836 CCTAAATTTTGATGTGTGAATTTTTG CGTGGAGCTAACCTAGACTCG 203

Ai07B8335 Araip.B07 8335 p4 (TTAT)5 20 26234237 26234256 TCCGTAAATTCAACCTGTATACAAAA TCCCCATTCTCTCTTCTCCA 224

Ai07B8338 Araip.B07 8338 p2 (AT)11 22 26243322 26243343 TCCCCTCGTCGATTAATGTT GTCCGAGCGCTACTTACCTG 254

Ai07B8340 Araip.B07 8340 p2 (TG)6 12 26250540 26250551 TGTGGTATTAAGGCGCAACA CAATGGCAGCAAACTTCAGA 256

Ai07B8341 Araip.B07 8341 p2 (AT)14 28 26250928 26250955 GGTGCGAAGATTTAGTGCAGA GCGAATACGAACCGAAACTT 261

Ai07B8342 Araip.B07 8342 p3 (ATT)5 15 26254271 26254285 TTTGGCTGTCTATTGGCCTT CAAACATGGAAGTGACACCG 264

Ai07B8344 Araip.B07 8344 c (A)11cgtttgaaaggtcatatttatt(A)1144 26256099 26256142 TCCGATCCCCTAATATCGAA CACACGAGACAGAATCGTTGA 220

Ai07B8345 Araip.B07 8345 p2 (TA)8 16 26257193 26257208 TGGAATTGGTTTCTCTTCGG ATGGCTGCTACTTCTGCTGC 185

Ai07B8346 Araip.B07 8346 p2 (GT)11 22 26295412 26295433 GGGGACAAAATTACCTCAATG TTTTCAGGGTTGTAATGGGG 272

Ai07B8348 Araip.B07 8348 p2 (TA)8 16 26308094 26308109 GCACCCCAATTGAGTTGAAA TCACAGGCCTTATGGGGTAG 279

Ai07B8350 Araip.B07 8350 p5 (TTATC)5 25 26330779 26330803 CCTGGGTGCTCCAGTGTATT AAGGGCCCAAATAGAAGGAA 183

Ai07B8351 Araip.B07 8351 p5 (TTATC)5 25 26336586 26336610 GGAGCTGTCGTGTTATGGGT AAGGGCCCAAATAGAAGGAA 242

Ai07B8355 Araip.B07 8355 c (A)10ggttttc(A)10 27 26355652 26355678 TCGAGTTTGGACAACTGACG TTGAAACCCCAGTCCAAAAG 259

Ai07B8356 Araip.B07 8356 c (CT)6aattttcgaaaatatcttccctctttttcaaaatttctttttaattaactaattattttaattttttattttaattttcgaaaaattactaacctttttc(A)10122 26357055 26357176 TTGATTTTCAAATTTGTTTCAACT GAAGGAGATGAGGGAGGAAGA 270

Ai07B8357 Araip.B07 8357 p2 (CT)8 16 26366638 26366653 CCCCCTTATCACCTCCTTCT TTTGTCTTTGCTCCTGCTCA 212

Ai07B8358 Araip.B07 8358 p2 (CT)6 12 26369561 26369572 AAGGGGCAAAAAGTTAGCGT ATAGGTGAGGGGTTTTTGGG 270

Ai07B8365 Araip.B07 8365 c* (TC)8(TCT)5* 29 26384825 26384853 ATAGTGACGGCAGCATGTGA CGAATGGTACCTGTGGTTCA 235

Ai07B8374 Araip.B07 8374 p2 (AT)7 14 26427285 26427298 CAAGCCCCACCCTGTACTTA CGCTTTTTGTTTTGCGATTT 257

Ai07B8375 Araip.B07 8375 p2 (AT)9 18 26427509 26427526 GGAAAGGATTACTTGCGTGC TGCTGTTTTTCAGATGCAGG 266
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Ai07B8376 Araip.B07 8376 p2 (AT)7 14 26434835 26434848 GAAAGCCAAGGAAACAGCAT TCCTGGGAAGCGAAGTAGTC 259

Ai07B8377 Araip.B07 8377 p2 (CT)7 14 26448761 26448774 TCATGAAAGCGAGAAAAATCC GGCCCAGATCCAAGTACAGA 181

Ai07B8379 Araip.B07 8379 c (T)10gaaaaaggttttaaaa(T)1137 26456553 26456589 TGAGGAGAGAGAAAGTGGTTAGG CTTGGTGTTTTCCCTCCAAA 251

Ai07B8382 Araip.B07 8382 p2 (CT)6 12 26470490 26470501 CATCTCCGGCGTTAAACATT GTCTCTCAAGTCAATCGCCC 151

Ai07B8384 Araip.B07 8384 p3 (TTC)10 30 26490618 26490647 TCTCCATTGGGAAAAAGAGC CCAACCCAAACCCAAATCTA 252

Ai07B8387 Araip.B07 8387 p2 (TA)7 14 26516951 26516964 TTTTCAAAAGAACATCGAATGC TCTTGCCAGTTCTTTTACTGGTT 254

Ai07B8389 Araip.B07 8389 p2 (GT)6 12 26523910 26523921 TTTCCCCTCCGTTTCTTTCT CACTCACCCTCACCACCTCT 125

Ai07B8390 Araip.B07 8390 p2 (AG)17 34 26524199 26524232 GAAGTGTTGATAGAAGACTCTAGCATT AAACATGTACGAGGCAAATGAA 184

Ai07B8391 Araip.B07 8391 p2 (AG)9 18 26529256 26529273 TTTCGTGCTGATAACGTGTTG AAACATGTACGAGGCAAATGAA 237

Ai07B8393 Araip.B07 8393 c (AT)6ttcagagccgcaccgccg(TTC)545 26539653 26539697 TCCGGATCCAATGCATATTT AACGCAAAATTGGGAACAAG 268

Ai07B8395 Araip.B07 8395 p2 (AG)24 48 26540415 26540462 AAGGTCGAGGACGATTTTGA TATGTCGTTTATGCGTCCCA 234

Ai07B8406 Araip.B07 8406 p2 (GA)9 18 26580393 26580410 GAGGAGGCGATGACAAAGAA GGCGATAACTACCTCCACCA 162

Ai07B8407 Araip.B07 8407 p3 (TCT)9 27 26580809 26580835 TATATTCACGCCGTTTCACG GGAAGAAGAACATGCAGCAA 240

Ai07B8408 Araip.B07 8408 p3 (CTT)5 15 26580983 26580997 TATATTCACGCCGTTTCACG AAGAGGAAGAAGAACATGCAGC 244

Ai07B8409 Araip.B07 8409 p2 (TA)8 16 26586456 26586471 TACAGGTCGAGAGGCACCTT ACCCAAAGTCTCCCCAAAAT 222

Ai07B8412 Araip.B07 8412 p2 (AT)11 22 26590880 26590901 CGAAGGTAGGGGGTTTGTTT CACAGCCTCAAATCAAAATCA 243

Ai07B8414 Araip.B07 8414 p2 (TA)10 20 26642512 26642531 TGTCTTTTTCCTCGCCTTTG GAGCCTTTAACTCGAAACCG 221

Ai07B8415 Araip.B07 8415 p2 (AT)6 12 26646025 26646036 TGAAGGTTAGCAAAGCCCAA CAATTGTTAACCCTTTTCAACTTTT 205

Ai07B8416 Araip.B07 8416 p3 (AAT)5 15 26647505 26647519 AATGCTAACTTTCGCACACA GAGGATGAGGGTTGCATTGT 227

Ai07B8418 Araip.B07 8418 p2 (TA)6 12 26648395 26648406 CCATTTTACACTAATGAAATAGGCAG GGGCCAGGTAAGATATATGCC 136

Ai07B8419 Araip.B07 8419 p3 (ATT)6 18 26649321 26649338 TTTTGGGTTCCATTCTCTCG AACCCCAGCAACAATAGCAG 223

Ai07B8420 Araip.B07 8420 p2 (TA)9 18 26649792 26649809 GGTGTGGGAATTTCACGTCT GAAATGCCCCAAGAATCTGA 260

Ai07B8421 Araip.B07 8421 p2 (TA)7 14 26651825 26651838 AATTTATGTGCTTCGCTTTCA CTGTCTCCCTCGATCACCAT 253

Ai07B8424 Araip.B07 8424 c (TC)9aatcgctgccgatgtaaatgtagcgtttctctttcgctttctcc(CT)674 26663320 26663393 CCTCTCGGCCTTTCTTTCTC AACACAAAGCAACGCATCAC 280

Ai07B8432 Araip.B07 8432 p2 (AT)8 16 26686676 26686691 CAATAATCTCCGGCTACCCA AAGTTCGCGCATAAATCGAG 274

Ai07B8437 Araip.B07 8437 p3 (TCT)15 45 26703299 26703343 ACAATCCAAACCCACTTCCA TCTTCCCGAAGGTCATCATC 200

Ai07B8440 Araip.B07 8440 p3 (TAA)6 18 26707753 26707770 AGACAACATTTATGGTGAGAAGC AAGAATGGACACAGAGATGCAA 256

Ai07B8443 Araip.B07 8443 p3 (CTT)12 36 26709326 26709361 ACAATCCAAACCCACTTCCA AAGTCCACCCTCCGTTTCTT 251

Ai07B8444 Araip.B07 8444 p2 (AG)7 14 26716281 26716294 GCCAAGGAACAAGCAGAGAC GGAACATTGAACCTGGAATTG 179

Ai07B8446 Araip.B07 8446 p2 (AG)8 16 26722640 26722655 GCCAAGGAACAAGCAGAGAC CATTGAACCTGAAATTGAGAAGAA 177

Ai07B8447 Araip.B07 8447 p3 (TTG)7 21 26731701 26731721 CCTGTGTCCCAGTTGGAATC TCGAAGGACAAGACCCATTC 262

Ai07B8451 Araip.B07 8451 c (AT)11ctc(TA)7 39 26743408 26743446 TCCGTGGATGTGTGTCTCTT CCCTCCCTTCCGATTATTTC 277

Ai07B8455 Araip.B07 8455 p2 (CT)6 12 26766713 26766724 TCTTGTGATTTCTTGTGAATCAA GAAAAAGAGGGAAGGTATTTTCG 277

Ai07B8456 Araip.B07 8456 p3 (TTC)5 15 26769787 26769801 ACCCTCTTTTCCCTTCTTGG GCTTTTGTCTTCCCTTTCCC 210
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Ai07B8458 Araip.B07 8458 p2 (TA)7 14 26777551 26777564 GACAGATCAGGCCAAACACA CCTTTGGCCTATACTTTAGGGA 191

Ai07B8459 Araip.B07 8459 p3 (GAA)7 21 26790404 26790424 TTTTGCGTGTTTCATCTTCG ACAGAAGGAGATCGAAGGCA 171

Ai07B8461 Araip.B07 8461 p3 (GAA)5 15 26791071 26791085 GGTGGTGTTGATGACGATGA TCTTCTTTCTCCGTGCTTCC 100

Ai07B8462 Araip.B07 8462 p2 (AT)6 12 26793716 26793727 GTCTTGCTAGAGGGGTCACG CTGTGTGCTAGTTGGGGGAT 274

Ai07B8465 Araip.B07 8465 p3 (TAT)6 18 26796273 26796290 GGTTAACTGCTGGCCAACTT TCCAATATTTTACCATTATGCATTT 163

Ai07B8467 Araip.B07 8467 p3 (ATT)16 48 26799349 26799396 GGCGCCTCCTAATTGAAACT CCATTCTCGGTACCGTCATC 203

Ai07B8472 Araip.B07 8472 p2 (TA)7 14 26827701 26827714 GGCGCAGAAGTTACGAAGAG TAAACCGCAATACTGCTCCC 266

Ai07B8473 Araip.B07 8473 c (TA)6tttttttttctcgcacccctagatgacgcgttcgcgtcagcgacgctggcgcgtcggtggcttcg(T)1188 26844741 26844828 TACGTCGATTCTGTGGGTCA CAGGAAGCGAACACCTCAAG 274

Ai07B8477 Araip.B07 8477 p2 (AC)6 12 26867552 26867563 GGCAACCCGATAATTTCGTA TTCTCGCACCCACATATGAC 228

Ai07B8478 Araip.B07 8478 p2 (AT)12 24 26883500 26883523 GCGAGCTCTCATCCTCTGTT TCCGCTCATCACAAACCTAA 268

Ai07B8479 Araip.B07 8479 p2 (CT)7 14 26888819 26888832 AGGGCAAGAAGCTGGTGTTA ATAGGTGAGGGGTTTTTGGG 231

Ai07B8483 Araip.B07 8483 c (TCC)5tcttctttcttcttctccttcttctttgcgtttctcctc(T)1973 26906402 26906474 TGAAATCACGCCGTTTCTC TCTTTTTGGGAAGGAAAAATCA 248

Ai07B8485 Araip.B07 8485 c (A)12gatgaataaaaaaaagaagac(GAT)548 26907031 26907078 TGGGTTCATCCTTTTCCAAG TCTTTTGTTGCTGCTGCTTC 196

Ai07B8486 Araip.B07 8486 p3 (AAG)5 15 26907932 26907946 GGAGGAAGAGAAGGAGGTGG TCTTCGTGTCGCTACTGCAC 115

Ai07B8488 Araip.B07 8488 p3 (TGA)6 18 26919540 26919557 GATGTCCCTCTTCCGACAAA TTGAAAGCCCTCCAGAAAAA 238

Ai07B8489 Araip.B07 8489 p2 (AT)43 86 26929074 26929159 CGACGTTCTCACTCCCCTAC CACTTCGATAACTCTTTTTCGTGA 259

Ai07B8491 Araip.B07 8491 c (AC)8(TC)21 58 26935128 26935185 CTCAACTGTCTCCCCGACTC GGCTTCTTTGGAGTTGATGC 222

Ai07B8493 Araip.B07 8493 c (T)21agaactttttgtacctgtgtaacgattccaaattccttccaaaagtaaagtacgaagtaggagaagggaggcgtctccgtattt(GA)11127 26945637 26945763 TAAACGCGTGAGGAACCTTT ACTTCGACTCCTGACCCCTT 212

Ai07B8496 Araip.B07 8496 p4 (AAAT)5 20 26957197 26957216 GCAGGGGTTCTATTGGATCA TGAAATATGCACGTCTCCCA 250

Ai07B8497 Araip.B07 8497 c (GTG)5gaggtagaggag(GGT)542 26959852 26959893 TGAATTTGGAATGCCTCCTC AAACCAAGATGACCCACTGC 168

Ai07B8498 Araip.B07 8498 p2 (CT)6 12 26963836 26963847 AAACTGCATGCAAATGGAAA TCGTTCACAAGTTTGCTTCG 189

Ai07B8503 Araip.B07 8503 p3 (GAG)6 18 26971214 26971231 CAAAGTTTGTGGGGATGCTT CACATTTACTCCTCTGCCGC 224

Ai07B8505 Araip.B07 8505 p2 (CT)16 32 26973244 26973275 GTCTGCTCCGATCTCGATTC TTCTCCAAACTCCACCATCC 104

Ai07B8510 Araip.B07 8510 p2 (AG)7 14 26998238 26998251 TCCTTTAAGAGGAATCCAAATCC CCCAGATCCAAGTCCAGAAA 169

Ai07B8511 Araip.B07 8511 p2 (TC)6 12 27002390 27002401 ATTCAAACCATTTCCCTCCC TCCTCGAGCAAAAGAAGGAA 196

Ai07B8512 Araip.B07 8512 p4 (TTAG)5 20 27009421 27009440 ACCCTTCAACCATCATCCAA GCATGAAGAATTCACAACCAAA 249

Ai07B8515 Araip.B07 8515 c (CA)9ccacacacatataagcatcacaaacaaataatgaaaaaagaaatcat(A)1176 27022573 27022648 CGTTGGGAAAAGCAAAAGAA CCGAGAATAACCAGACAGCA 263

Ai07B8516 Araip.B07 8516 p2 (AG)8 16 27024982 27024997 GGTGATGAAGATTGGCTGGT AGATCCGTCCCTGTCTCTCC 121

Ai07B8517 Araip.B07 8517 p4 (TTAT)5 20 27026567 27026586 GCAATTAGAAGTTGCCTCGG GGCATATCCTCTCGTGCATT 162

Ai07B8518 Araip.B07 8518 p3 (AAG)5 15 27027281 27027295 TTATTTGGGTGCAATGCGTA CGTTATCGTCATCGTCATCG 272

Ai07B8521 Araip.B07 8521 p3 (TTA)6 18 27052377 27052394 ACTGCCACTATTATTGCCGC GCAAGAGCGGAGCAGATAAG 182

Ai07B8527 Araip.B07 8527 p2 (TC)13 26 27075221 27075246 AACAAGTGCAGCAAGTCACG GTACCACTGCTGCTGGTTGA 269

Ai07B8528 Araip.B07 8528 p2 (AT)7 14 27086639 27086652 GCCTGCGAAGTTAAGACTGG GGTCGAGAGACATCCCGTTA 236

Ai07B8533 Araip.B07 8533 p2 (TA)7 14 27110485 27110498 TTTTTAACAATACAGTCGAAATGC TTCTCAATTTAAATAAGATTGGTGTTC 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8535 Araip.B07 8535 p2 (AT)7 14 27112236 27112249 CATCGCACAGCCTTCATTTA CAGTGAGAGTTGACTTTTGATTGG 279

Ai07B8537 Araip.B07 8537 p3 (AAT)5 15 27119409 27119423 GGGTGCTTTTCTTTACTGTTCTC TTTTATAAACATGAAATTCAATGAGG 278

Ai07B8544 Araip.B07 8544 p2 (AC)6 12 27146188 27146199 TCAAATCCAGAACCTCAGGC GCATGGTGACATGCGATAGT 208

Ai07B8548 Araip.B07 8548 p2 (AT)8 16 27169690 27169705 GCAACACTCCGATCGAAAAT CGCAACCGGATTATGAGTTT 112

Ai07B8550 Araip.B07 8550 p3 (GAA)5 15 27173501 27173515 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai07B8553 Araip.B07 8553 p3 (GTT)5 15 27186930 27186944 CCCGCCTTACCACAAGAATA TTGCGGAAGAGTGTGTGAAG 271

Ai07B8554 Araip.B07 8554 p2 (AT)7 14 27188218 27188231 ACTCCGATCGAAAACGTGAC ATGTCCCTTTGGGTTTCCTT 186

Ai07B8555 Araip.B07 8555 p3 (TCT)5 15 27204572 27204586 CCACAGGATCACCTCAGGAT TTAGAATGTTGCTCGCCCTC 213

Ai07B8556 Araip.B07 8556 p2 (CT)10 20 27217892 27217911 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 277

Ai07B8562 Araip.B07 8562 p3 (TTG)5 15 27255832 27255846 CGTTGCGATTTAATTTGCTG CCTAATCATGCCTTGGATGC 255

Ai07B8570 Araip.B07 8570 p2 (CG)6 12 27281713 27281724 AGCATTTTTGCTTACCCACG GTTGAAGGAAGGACATTCGC 280

Ai07B8571 Araip.B07 8571 p2 (AT)9 18 27282921 27282938 GGCAATTTTGGGTGACAAGT TGTAACCACACCATTAGGCTT 280

Ai07B8579 Araip.B07 8579 p3 (ACC)6 18 27323386 27323403 AAGCAGAACCCCAATCTCCT TCGAACAGGAGGAAGGAAAA 141

Ai07B8580 Araip.B07 8580 p2 (GA)9 18 27323792 27323809 TATTCCAACGCAGACATTGC CTTGTTGTCGGATTCACCCT 179

Ai07B8581 Araip.B07 8581 p3 (ATT)6 18 27325834 27325851 TGTGTTATTTATTTGAAATGCTTGTA ACATAACAAATGCATTGAGAATTTA 265

Ai07B8582 Araip.B07 8582 c (AAT)7aacatatttgttttgagattctcgttgc(AT)763 27328338 27328400 GGCATCTTTTAGGTAACAATCTGA TTTAGTAGTTGATTTTGGTGCG 243

Ai07B8584 Araip.B07 8584 p3 (CTT)6 18 27329802 27329819 CCGGGTTCTTTGAACGTAGA TCGGCACTACGGCTAGGTAT 248

Ai07B8587 Araip.B07 8587 p3 (TTC)5 15 27338053 27338067 ACACTGATGTGGTCGTTGGA AAGCAGCGAACACGAAGAAT 196

Ai07B8588 Araip.B07 8588 p3 (AAG)5 15 27338355 27338369 ATTCTTCGTGTTCGCTGCTT TCTTCTTCTTTTCCATGGCG 266

Ai07B8590 Araip.B07 8590 p2 (AT)7 14 27373990 27374003 CAACCTCCCCACACTTAAACA TTTCCTGCTTTCATGAGCTG 251

Ai07B8592 Araip.B07 8592 p2 (CT)6 12 27398948 27398959 CTTTTTGTTTGTTTCTTAACTTTTTCA TGTGAGGAGGCTAGAGATGTGA 275

Ai07B8593 Araip.B07 8593 p3 (TAT)6 18 27399270 27399287 GCCTCCTCACAGTTGTGTTTC TAGAGTTTGACTGTGGGGGC 158

Ai07B8594 Araip.B07 8594 p2 (CT)6 12 27404605 27404616 GCCCAGATCCAGGTACAGAA TAAGCCAATTGGGCAACATC 280

Ai07B8595 Araip.B07 8595 p2 (CT)7 14 27407240 27407253 CAGATCACGCGAACCCTATT TCCCGGAAAATAAACAGCAA 211

Ai07B8596 Araip.B07 8596 p2 (TA)18 36 27410581 27410616 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 242

Ai07B8598 Araip.B07 8598 c* (TTAT)7(TTA)6*(TAT)557 27432171 27432227 TTCAGCATTGGGGTGATTTT TGGAAAATTGTGGGAACAAA 224

Ai07B8601 Araip.B07 8601 p3 (TCT)5 15 27438248 27438262 TCAACATCTCTTTCCCACCC TGATGGGCTTGTGAGATGAA 273

Ai07B8604 Araip.B07 8604 p2 (AC)6 12 27450524 27450535 TTGTGTTGGATCGTTTTCCA TTCTTGTCACAGCGGAGTTG 276

Ai07B8606 Araip.B07 8606 p2 (CT)6 12 27452670 27452681 TCCCTCTCTCTCCTTCCCTC AGGGGGAGAAAGAGCACAA 124

Ai07B8607 Araip.B07 8607 p2 (GA)7 14 27452882 27452895 CCCCCTCCCTTCTCTCTCTT TTCTCCTCTTTCTTCCCTTCC 210

Ai07B8609 Araip.B07 8609 c (T)10gccatttttcttttc(T)1136 27454740 27454775 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGAA 177

Ai07B8611 Araip.B07 8611 p2 (TA)10 20 27472745 27472764 GAAGAGGAAGCCTCAGTCCA TTTGGACAACTGACGGTTCA 253

Ai07B8615 Araip.B07 8615 p2 (TG)7 14 27489714 27489727 GCCTCAGTCTCGGATCTCAC AACCCTAACCCAGTAACCCG 269

Ai07B8618 Araip.B07 8618 p2 (AT)14 28 27496504 27496531 GGGATTGTAAAATCATGCCG GAGAGACACCTCGTTAGGCG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8619 Araip.B07 8619 p2 (TA)6 12 27504208 27504219 TCTTCCAGTACTTGCACATTTTT TGTGTGGATTGTTGTGATTCTG 234

Ai07B8620 Araip.B07 8620 p2 (TA)7 14 27504374 27504387 GCATACGATAATTTGGATTAATTGG TCAAAAACTCACGGGTTGTG 268

Ai07B8621 Araip.B07 8621 c (A)10ttttaataaaatcataaaaacc(A)1042 27507633 27507674 TGAAAGCTTGGCTGGCTAGT AAAAGATGCAATTGACACCAAA 241

Ai07B8622 Araip.B07 8622 c (A)10gagaaaagaaaaatggc(A)1239 27512350 27512388 TGACGCAAGAAAAAGCAGTG TTCACTTGACACCTTCACGC 255

Ai07B8625 Araip.B07 8625 p4 (CATA)6 24 27522744 27522767 AGGAGCCTTGAAGGATGGTT AGGTTGAGTTCGGAGCTTGA 175

Ai07B8626 Araip.B07 8626 p2 (AT)54 108 27522975 27523082 TCAATGAGGCACAAGAGCTAAA TGTAGGTCGAGAGACACCCC 238

Ai07B8628 Araip.B07 8628 p2 (AG)14 28 27534869 27534896 AGACAGGAGACGCGGTAGAA CTCTCCTTCAGCTCAGACCG 246

Ai07B8632 Araip.B07 8632 p2 (AC)6 12 27554722 27554733 ACACGGATCACAACATCGAA AGGTTGAGCTTGGAGCTTGA 232

Ai07B8633 Araip.B07 8633 p2 (AT)9 18 27554935 27554952 TCAAGCTCCAAGCTCAACCT TCCTGTCACTGCAGAGTTGG 228

Ai07B8634 Araip.B07 8634 p2 (TA)7 14 27562441 27562454 TCTTCCAGTACTTGCACATTTTT TGTGGATTGTCGTGATTCTG 234

Ai07B8635 Araip.B07 8635 p2 (TA)6 12 27562609 27562620 GCATACGATAATTTGGATTAATTGG GGGTTGTGTGTTCTTTGGCT 254

Ai07B8637 Araip.B07 8637 p2 (AG)6 12 27578318 27578329 TGGGATCCAGAGTTGCTCTT GGCCCAGATCCAAGTACAGA 184

Ai07B8640 Araip.B07 8640 p4 (CATA)6 24 27590570 27590593 AGGAGCCTTGAAGGATGGTT AGGTTGAGTTCGGAGCTTGA 175

Ai07B8641 Araip.B07 8641 p2 (AT)13 26 27590801 27590826 TCAAGCTCCGAACTCAACCT TGTAGGTCGAGAGACACCCC 270

Ai07B8643 Araip.B07 8643 p2 (AG)18 36 27601302 27601337 ATTATTTCAGTCATCGCGGG AGCTCAGACTGATGGCGAAT 263

Ai07B8650 Araip.B07 8650 c (A)10ttttcaaaaat(A)1031 27636948 27636978 TCTTGCATGCATCACATGTTT CGAATTTATGAGAGAGAAAAAGGG 132

Ai07B8652 Araip.B07 8652 p3 (TTC)5 15 27640971 27640985 CCTTCTTGGCAGAACCACAT CGGTCTTAGGTGCCATCAAT 161

Ai07B8657 Araip.B07 8657 p3 (TGT)5 15 27666547 27666561 AATTGCCAATGCAAAAGAGG GGAAGGGCAAAATCTGAACA 164

Ai07B8658 Araip.B07 8658 p2 (AT)8 16 27667087 27667102 GGATGCTTGCTCTCCTTTTG TTTTGAATTTGGGAAGAGTGTG 234

Ai07B8660 Araip.B07 8660 c (A)15ctaattttgagagaaataaaaacaaaaaagtga(T)1361 27668637 27668697 GCTCAAAACCCAGAAAGAAACA TTGGCTTCTGATTGGTTTCC 264

Ai07B8664 Araip.B07 8664 p2 (TA)9 18 27669871 27669888 GGGGACACTAACAAACCGAA TGTGTCATGTGTGTGTTATTTCAA 227

Ai07B8665 Araip.B07 8665 c (A)10tgtattgcagttaaaaatatgtaacatacgtttagccatatagtatgcttcattttgaaacatcttagacgagattgtagttgaa(T)14109 27670393 27670501 CCAGCATATTAAGCCAACCG CATTTTCACTTAGAAATTTTGAGTTTG 269

Ai07B8667 Araip.B07 8667 p2 (CT)6 12 27692147 27692158 AACGCCAGAAATGGGTACAG TGGATGTGGATTGGTGAAGA 279

Ai07B8669 Araip.B07 8669 p3 (TTC)5 15 27730751 27730765 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 240

Ai07B8671 Araip.B07 8671 p3 (TTC)5 15 27744545 27744559 AATACCCCTCTCCATCACCC AGGGATTGGCTACTGCCTTT 251

Ai07B8676 Araip.B07 8676 p2 (TA)9 18 27805581 27805598 CTCAAATCAATTGGTGCCCT TACCCCCTTGCTCATCTTTG 235

Ai07B8678 Araip.B07 8678 p2 (AT)6 12 27810451 27810462 AAACCATTGGACAGTCGCTC AATTGTTGACCCTTTGTCGC 235

Ai07B8688 Araip.B07 8688 p3 (AAT)5 15 27856439 27856453 TGCCCCTTGATCATTTTACA ACGCGAGAACTTGAAGAAAA 268

Ai07B8695 Araip.B07 8695 c (T)11acttaaataaattaaacaaaaaaaaactgtttaaaagaaaatctcatttaagattattcttaaatttctttcaaag(A)1097 27865744 27865840 CCTGCCGTGTTGTAGGAATA CCTTGGTGTTCAAAATAAGGGA 271

Ai07B8696 Araip.B07 8696 p2 (TA)8 16 27869066 27869081 GTCAGTTGCCACCTACGGTT ATGCCCATTTTCTATGAGCG 265

Ai07B8698 Araip.B07 8698 p3 (GAA)5 15 27878583 27878597 CGGTCTTAGGTGCCATCAAT GCATGTGCATCTTGCATTTT 220

Ai07B8699 Araip.B07 8699 c (A)10(T)11 21 27879141 27879161 AATCAGGAACAGCAGCAGGT TCGAGTTTGGACAACTGACG 278

Ai07B8703 Araip.B07 8703 p4 (AACT)5 20 27883728 27883747 GCATGAAGAACTCAAAACCAAG TCCAACACTTCCAAACACCA 267

Ai07B8708 Araip.B07 8708 p2 (AT)10 20 27924839 27924858 TTGTGACTGAAAATATAGATGAAGTTG TGGCTAACTAATGGCCAAAAA 147



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8709 Araip.B07 8709 p2 (TC)6 12 27936794 27936805 GAAATTGCAGAAAACGCTCC GGGATCGAGAGTCACTCCTAAA 229

Ai07B8711 Araip.B07 8711 p2 (TA)6 12 27943040 27943051 TGTTTCCATCTCCCATCTCA GCATGTCCTCATGCTAAATCC 249

Ai07B8713 Araip.B07 8713 c (T)10aattaggtccttcttggtagtaattgacttaattgtatagggacccaactaaaaaaaattagtgtaggaactcaaataaaag(A)10ggtgtaggaactcaatt(A)11130 27989325 27989454 TTTTTCTTTTAATTTGGTCCCTG TCATGTTGGTTCCTATAATTTTGTG 241

Ai07B8716 Araip.B07 8716 p3 (GTT)5 15 28019451 28019465 GGCCACAAATCTCTTCCAGA TTATTCTTGAGCGGTATGCCT 195

Ai07B8719 Araip.B07 8719 p2 (TA)9 18 28020873 28020890 ATTTGACTCAGTTGGGACGG CTGCCCTGCCCTATAACCTT 180

Ai07B8721 Araip.B07 8721 p2 (AT)6 12 28022968 28022979 TTGTCGGTGAGATCATCCTG TTCTTCTTCTGTCAGGCCGT 246

Ai07B8722 Araip.B07 8722 p2 (TA)8 16 28023877 28023892 AATTTTGTCCCAATGCAAAAA CAAAATCTGAATAAGAATAAAATGGGA 197

Ai07B8725 Araip.B07 8725 p3 (AAT)20 60 28034914 28034973 TCAATTTTGTTTCTTTCAATTGTTG GCGTTATCCGTTCGTGATTT 279

Ai07B8726 Araip.B07 8726 p4 (AAAT)5 20 28046195 28046214 GAAATCAAAATCGTCCCCAA CCCTTTCTTTCTCTCCCCAG 213

Ai07B8729 Araip.B07 8729 p3 (TAA)6 18 28055949 28055966 AAAATCCAAATTGAAACATTTTCTT TGAAAAGCAGACATTTTAGTTCCA 276

Ai07B8732 Araip.B07 8732 p3 (AGA)6 18 28061498 28061515 AGAAAGCGTTTCTGCTCCTG AAATTGTACGGAGGTGGTGC 122

Ai07B8734 Araip.B07 8734 p2 (AG)23 46 28068409 28068454 GGGGTAGTGGGTCACTGAGA CTTGGTCCTTCTTCCCTTCC 260

Ai07B8737 Araip.B07 8737 p3 (ATT)14 42 28071585 28071626 TACCGCGAGAGAGAATGGAT CACTTTCCTTCGATGGGAGTTA 276

Ai07B8740 Araip.B07 8740 p2 (TG)6 12 28078836 28078847 AACAGAATGCACCCTCCAAC CACGCACACCTCTGTGATTT 170

Ai07B8741 Araip.B07 8741 p2 (TG)19 38 28082393 28082430 TGAGCTTGGGAAGAAGAGGA GAAATGGAAACTGGGCGTTA 256

Ai07B8742 Araip.B07 8742 c (T)10cagattat(A)1028 28096671 28096698 TCAAGCACAAGCCACCATAA ATCTCCTTGAGACGCGGAC 277

Ai07B8747 Araip.B07 8747 p3 (AAT)5 15 28126995 28127009 TATTTTCGGCTGCCATATCC CCCCCTCTTTTCTTCCACTC 250

Ai07B8748 Araip.B07 8748 p2 (AG)8 16 28127335 28127350 TGTGAGGATGGTTGAGATGTG TTTCTTATCTTTTTCAAAACCACC 280

Ai07B8749 Araip.B07 8749 p2 (AG)6 12 28130054 28130065 TGTGAGGATGTCAGAGATGTGAG TTTCTTAACTTTTTCAAAACCACC 273

Ai07B8753 Araip.B07 8753 p3 (GAA)5 15 28168760 28168774 CGGTCTTAGGTGCCATCAAT ACCCCCTCTTCTCTTCTTGG 173

Ai07B8754 Araip.B07 8754 p2 (AG)6 12 28171493 28171504 GGGTTCGAATTTGGTGAGTG TTGTTTGTTTCTTACCTTTTTCAA 280

Ai07B8755 Araip.B07 8755 c (A)14(TA)9 32 28182179 28182210 AACCCTTTGAATGAAATGCG CCCGTTAGCAACAATCAAAA 215

Ai07B8757 Araip.B07 8757 c (TC)6tgctacttgtgaattcataatagatcaattcaaagccccattcaaaaacacagatcataa(CT)990 28186145 28186234 TGAAAATGAAAAGCCCCTCA AAACAGGGGTCAGTGATTGG 252

Ai07B8758 Araip.B07 8758 p2 (AT)8 16 28193477 28193492 TGCCAGCTAGGATAGATTCCTC CCAGGGCAAAGATTCACTTC 251

Ai07B8766 Araip.B07 8766 c (T)10caaattaaaatcgacaactctacgtcgattttcattgct(A)1160 28230715 28230774 CGACAACAGTTCCGTCGATA CTGTGTGTTGCTCCCTTTGA 226

Ai07B8769 Araip.B07 8769 p3 (GAA)5 15 28241929 28241943 GGGAGAGACCACAAAACTCG ACCCAATGCTATCGCTGTTC 145

Ai07B8770 Araip.B07 8770 p2 (GT)16 32 28242531 28242562 ATGTGGTGCTTCGATTTGGT TTCCACCAAATTCCTCTTTCA 237

Ai07B8771 Araip.B07 8771 p2 (TA)8 16 28243714 28243729 AACAACCATAAGGCACGCTC TGAGAGTGACAAGATTGCCG 271

Ai07B8774 Araip.B07 8774 c (AAT)7ataaaaataagttttttttattagcccactaaatcaaatattcc(A)1176 28268105 28268180 AAGGGCAAAAGATTCGAAAAA CGAAGCGGTATAGCAGATGG 262

Ai07B8776 Araip.B07 8776 p2 (CT)6 12 28269852 28269863 CCAACAATGGTTCATCAACATAA CAAGGATTGAAAGGGGATGA 277

Ai07B8780 Araip.B07 8780 c (A)10cattaataataatatttattaaaatctaaattaaaaaatgattattctaaataaattctaaaaaatcac(A)1089 28292391 28292479 GACGGATATAACCCTTCAATCA TCAAAGAAATGAATTATCACGCA 232

Ai07B8784 Araip.B07 8784 c (T)15actttcaaaataccttatcttaagaacct(A)1155 28299156 28299210 CCCTTATGGACCTAATTGAAAAGA GCTCCAATTCCAATTCCATT 275

Ai07B8792 Araip.B07 8792 c (A)12cttacagtgagaggaacctctttggaggaaacacaaaaggggtatagaaaaaaggactactagcacagcgaaaaaggtgctggtggcggtagtgaa(GAT)8132 28312907 28313038 CCCCCTCAGAGACAACACAT CTCTTGTGCCCACTGTAGCA 269

Ai07B8794 Araip.B07 8794 p2 (CT)8 16 28321615 28321630 TTGGCCAAAACTTCAAGGAA AATGATTCAGCACCTTTGGC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8795 Araip.B07 8795 p5 (TTATC)5 25 28327450 28327474 GGGTGCTCCAGTGCATTTAT CCAAAGAGCTCAGCCAAATC 216

Ai07B8796 Araip.B07 8796 p5 (TTATC)5 25 28337520 28337544 TGCTGCTGATCCTTTGTCAC AGGGTGGTTCCCTTGAAGAT 235

Ai07B8804 Araip.B07 8804 c (ACA)5ataacaacaataaatcaataatgaatcaacaatggaatcaagtagaagcaggagtaggagcaggagcaggagcaga(AAC)16139 28394610 28394748 CAATGAATCAACAATGTAATCAAGC TGTGTCTGCTTCCATTCTGC 280

Ai07B8813 Araip.B07 8813 p3 (ATA)9 27 28410669 28410695 TGAAGTCTATCAATGGCACCAA TTGCCTCTTGCACTTTGAGA 250

Ai07B8814 Araip.B07 8814 p3 (CAC)7 21 28413370 28413390 TGAAGAAGCCCCACAGTCTT ATGGTTTCAGGGCTCAACTG 208

Ai07B8819 Araip.B07 8819 p3 (ATC)5 15 28424709 28424723 TTGGGGACAAATCTGTCTGA TCTTTTGCTTTTGATTTTTGAGTG 199

Ai07B8820 Araip.B07 8820 p2 (AG)6 12 28441179 28441190 AGGAGATGGAGGGGATGAGT AAACCATTTCCCTCCCAAAC 148

Ai07B8822 Araip.B07 8822 p5 (TTATC)5 25 28471864 28471888 ACAAGGGATTCCGATGCTTA CAGAGGAACACGACCCAAAT 241

Ai07B8823 Araip.B07 8823 p2 (AT)13 26 28485019 28485044 ACTCAAAGCCTTGGACCCTT TGTGGTGGCATTGCTTTTAC 260

Ai07B8826 Araip.B07 8826 p2 (CT)6 12 28511146 28511157 TTTTTGTTTGTTTCTTACCTTTTTCA AGCGTTTTCAACTTTCGTGG 135

Ai07B8827 Araip.B07 8827 p2 (TC)9 18 28511383 28511400 CCACGAAAGTTGAAAACGCT AGGGGGTGAACAGTGATGAG 255

Ai07B8828 Araip.B07 8828 p3 (TTC)5 15 28515526 28515540 CCCTCTGAGGAACCAAACAA CGGTCTTAGGTGCCATCAAT 276

Ai07B8832 Araip.B07 8832 p2 (AT)8 16 28534524 28534539 GTTTAGCGCCATGAGAGGAG TGGGTAAAATTGGTTGGGAA 266

Ai07B8833 Araip.B07 8833 p2 (TA)11 22 28546450 28546471 CCTCCGGTTCTCATTCCATA TTGGCCGGAGGATATTTACA 280

Ai07B8834 Araip.B07 8834 p2 (TA)8 16 28546802 28546817 ATCTTGAGAGGTGCGCTTTT GGGAATGAACGGCTCTGATA 203

Ai07B8835 Araip.B07 8835 p2 (AT)6 12 28551156 28551167 TTGCGCTTTCATTTTTCACA GGTTGAGGTTGTTGAAAGGG 238

Ai07B8836 Araip.B07 8836 p3 (AAG)6 18 28551978 28551995 CCCACACTACCCGTATCCAC TCTTTGAAGCGGTTTGTGAA 236

Ai07B8839 Araip.B07 8839 p2 (AG)17 34 28562868 28562901 CAGCTGAAGCTCACAAGTGC CGTCATAGTTTTCCTTCGCC 212

Ai07B8842 Araip.B07 8842 p3 (TGT)5 15 28581687 28581701 TTCCCCCTTCTTTGGAAGAT AATGATGTATGGTAGGCCGC 251

Ai07B8851 Araip.B07 8851 p2 (AT)11 22 28608919 28608940 GCTGCCAGTTTCTCCAAAA CCCATCTCAATTGTAAAGGCA 240

Ai07B8853 Araip.B07 8853 p3 (TCT)5 15 28616557 28616571 TCCGCCTTCTAAATGTCAGG AGAGTCGCGAAGTAAGCAGC 263

Ai07B8854 Araip.B07 8854 p2 (AT)8 16 28649890 28649905 TCTTCAAAGTGTGTTTTAAGGGAA TTGGGTGACTAAAATGCACA 239

Ai07B8857 Araip.B07 8857 c (AAC)14(AAT)7 63 28666463 28666525 TCTGCAAGGAAAACATCTTCA CACCAAACTCATGTACTGCCA 155

Ai07B8858 Araip.B07 8858 p2 (TG)6 12 28667592 28667603 CGATGGAGTATGGACAGCCT GACAAAATTCTCCCGAAGCA 231

Ai07B8862 Araip.B07 8862 p3 (TTA)8 24 28675280 28675303 GGATTGTGTAATTCGAGTGGC TCACAATCACTAAGTGTGTCAAGTTT 184

Ai07B8870 Araip.B07 8870 c (T)14gtactatttttttttcaaacatttc(T)1251 28715524 28715574 TTCGATTACAATAGCAACAACAA AAGCTCTGGATCTGGATCATGT 151

Ai07B8872 Araip.B07 8872 c (AAC)5aataataaatcaacaatgtaatcaagcagaaacaggagcaggagcaggagcagaaacagaaccaggagcag(AAC)6104 28718635 28718738 CGGATCAAAATCCACATTCC TGTTGCTTCTGCTTCTGATTG 253

Ai07B8876 Araip.B07 8876 p3 (ATA)8 24 28733490 28733513 CTAAAGCACACTTGCACCCA AGTCGTGCGTCGAATAATCC 216

Ai07B8879 Araip.B07 8879 p2 (GA)7 14 28741418 28741431 GGATTTACCGGAAGGGAGAG CAGAAACCCTCTTCAACTTCTCA 248

Ai07B8881 Araip.B07 8881 c (T)10(A)12 22 28746537 28746558 TCGGATGAAAATTTACGCCT TAGTTTGTTTTTGGCCACCC 254

Ai07B8882 Araip.B07 8882 p3 (TGC)5 15 28750716 28750730 AGAGCAAGAGCGAGAGCAAG AAATTCACTGGCTCAATGCC 241

Ai07B8884 Araip.B07 8884 p2 (AC)11 22 28781933 28781954 TTTACAAACCTAAACCCTACCCA GTTTCAGCGTGTGTGTGCTT 216

Ai07B8885 Araip.B07 8885 p2 (TA)10 20 28784674 28784693 TTCTTCCCTCGCCATTTACA ATCAAAATGTCACGCTTCCG 258

Ai07B8887 Araip.B07 8887 p2 (AC)8 16 28787718 28787733 CACAAACCTAAACCCTACCCA CCATTTTGTTTCAGCGTGTG 117
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Ai07B8889 Araip.B07 8889 p3 (AAG)5 15 28798248 28798262 TCGATTTGTAGGATCACTTGTTG TGCACAATTCAAAAACCCTTC 182

Ai07B8891 Araip.B07 8891 p3 (TCT)5 15 28800797 28800811 GCGTGCCTAGTTGGAATGTT ACTGTGCATGCGAGAAAATG 199

Ai07B8892 Araip.B07 8892 p2 (TA)7 14 28816663 28816676 ACGTTTTGCGCTTTTCAAAC TTTTCAAACCCATTTCGGAC 280

Ai07B8893 Araip.B07 8893 p2 (TA)8 16 28820410 28820425 ATGCCCATGGGTAGCATAGA GCGAAGTGTTCACACACGAT 180

Ai07B8902 Araip.B07 8902 p3 (ATA)10 30 28894697 28894726 GCTTGGGTCCTTGGATCTTA AGCCTAAGCGGTGCGTATAA 143

Ai07B8904 Araip.B07 8904 p2 (TA)9 18 28896658 28896675 CCAAGGTATGTGTTTGACATCC GCACGATAAAAAGGACCGAG 255

Ai07B8910 Araip.B07 8910 p2 (CT)8 16 28903097 28903112 CATGAAGGGTTCATAAGCCAA AAAGTGGGAAAATCCATCCA 274

Ai07B8912 Araip.B07 8912 p2 (CT)10 20 28909848 28909867 CATGAAGGGTTCATAAGCCAA TAAAGTGGGGAATCCATCCA 276

Ai07B8918 Araip.B07 8918 p2 (TA)7 14 28925559 28925572 ATTTGCATGTTCGCCATTTC AAAAGCCCCTTTTTAAGAGAATC 242

Ai07B8919 Araip.B07 8919 p3 (AAC)6 18 28931140 28931157 AAACCACACCACTTCTTGCC TTAAGACCAGTGCTGCGATG 175

Ai07B8923 Araip.B07 8923 p2 (GT)6 12 28946140 28946151 TGAATAGCATGGCCTGAATG TGGTTGGTGCTGATGTGACT 259

Ai07B8924 Araip.B07 8924 p4 (AATT)5 20 28947411 28947430 TGGCCCTTCTTTTTGTTTTC GACCTGCATTGTGTTGGATG 279

Ai07B8925 Araip.B07 8925 p3 (ATT)5 15 28948171 28948185 CATGCAGTGCCACTAACTGC ATCTATCAGTCCGTCGGTGC 240

Ai07B8926 Araip.B07 8926 p2 (TA)6 12 28951212 28951223 GGAATGAACAACAAACTCCCTT TGCGTATTGTCAAATTCATGG 277

Ai07B8928 Araip.B07 8928 p2 (GC)6 12 28970171 28970182 TGTTCTTTGGAAAAGGGCAC GTGGGCATAACTCTCGGGTA 100

Ai07B8929 Araip.B07 8929 p2 (GC)6 12 28970649 28970660 CCTGAGGCACAACCTCTCTC AGGGCAGGCGTAAAGGTATT 138

Ai07B8931 Araip.B07 8931 p2 (AC)8 16 28993410 28993425 GGTTGTAATGGGGCTAGGGT AAGGGGACAAAAATTACCCG 248

Ai07B8935 Araip.B07 8935 p2 (AT)8 16 29012003 29012018 TGCACATTGCAAGCTCATTT TTGCGTATAGACCATCCACG 250

Ai07B8937 Araip.B07 8937 p2 (TC)6 12 29019874 29019885 TGCATTTCGTGATCAGCTTC TTGCCACGAATTACACAACC 187

Ai07B8946 Araip.B07 8946 p2 (CT)6 12 29044138 29044149 TTTCTTATCTTTTTCAAAACCACC CAGATTTTTGGTGGGTGAGG 264

Ai07B8947 Araip.B07 8947 p2 (CT)7 14 29044375 29044388 AACATCTCTCCCTCACCCAC CAGGTTCTGGATCAGCTTCA 207

Ai07B8948 Araip.B07 8948 c (T)13atattcaatcatactatacacagctcagctagttaaacttttaacttaaatatattgatataaacc(T)1089 29057544 29057632 GGCAACCAAAATAACTAAATTAAAGC TTTCCATGACAATTAATCAACTAGC 207

Ai07B8949 Araip.B07 8949 p2 (GA)6 12 29060686 29060697 TCCGTTGCATCTGTTTGTGT CAAGACCCTGAGTGGTGGTT 219

Ai07B8954 Araip.B07 8954 p2 (AG)6 12 29085735 29085746 TCTGACCCAGTTTTTGACCC TGGGTTGTCTCCCACCTAGT 246

Ai07B8957 Araip.B07 8957 p3 (ATT)15 45 29090453 29090497 TCAAATTCAAGAAGATCCACAAA AAAGTTATTTTGTCATTTGTATTTTCG 148

Ai07B8958 Araip.B07 8958 p3 (GTG)5 15 29094297 29094311 TGCTTGATCAGTCGCCTATG GGTTTGGGTGCTTCAGATGT 190

Ai07B8959 Araip.B07 8959 p3 (GTG)6 18 29094719 29094736 CCATATGCAGCACCATGTTC CCGAGGATGTGGATGACTCT 267

Ai07B8961 Araip.B07 8961 p2 (AT)13 26 29099888 29099913 TGAGCCTGTGACTCAACACC AGGAACCGAATGAAGAAGCA 265

Ai07B8968 Araip.B07 8968 c (TAT)7(TGT)17tcttattatgtaactg(T)1098 29134709 29134806 AAGTTGCACCCACTCGTGAT TCATAATGCAAACCAACCTGA 220

Ai07B8975 Araip.B07 8975 p3 (CCA)8 24 29157487 29157510 CGGCTGCTAGACTTACTGGG TATGAGCCTGACCTTGACCC 274

Ai07B8976 Araip.B07 8976 p2 (TA)7 14 29171245 29171258 ATTTCAAATTTGTGGCTCCG TTGCACCTAACAATCCCTCA 196

Ai07B8977 Araip.B07 8977 p3 (ATA)6 18 29177091 29177108 TCAATAGGATTGAATGAATGAAAAA TCGATATTTGGCGTTTAGCA 227

Ai07B8978 Araip.B07 8978 c (TC)8ctcttctctttcttttctctctctcccatttttctctctcctcctctctttctcttctctatctctccccctcatctctatcta(TC)10120 29179992 29180111 TCCATTGCTTTCGTTCCTTT GGAGAGGAGGGGAGAGAGAA 270

Ai07B8979 Araip.B07 8979 c (TC)8cttctctctccccatc(CT)746 29180224 29180269 CCCCTTTCGTTCTCTCTATCC AAGAGAGAAAGGAGGCGAAGA 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B8980 Araip.B07 8980 c (AG)6aaagagaggggaggtaagggagagagagaggaaggagaggg(GA)7aaggggaggagagagaggaagagagagaatggagggagaaaaagagggcaagaaa(AG)8138 29180582 29180719 GAGAAAGAAGAAAAGGAAAGAGAGAT CCTTCTCTCCGCTCTCTCAC 220

Ai07B8981 Araip.B07 8981 c (GA)14aagaagggagggagagagaaagg(GA)7aagagtatgtaatttggttttgaaattaggttttgattttaatttggttttggttttggttaaccggttaaaaactg(T)10152 29181073 29181224 GGAGGAGAGAGAGAAGGGAGA TGAAACAATTTAAAAACCATATCCA 238

Ai07B8982 Araip.B07 8982 p2 (CT)9 18 29204120 29204137 GCAACATAAAGTAATCAACAAGGG CTATTTTTGGCCCAGTTCCA 278

Ai07B8985 Araip.B07 8985 p2 (GA)6 12 29223721 29223732 GGGTTCGAATTTGGTGATGA TCCCCTCTTTTTCAAAATTTCTT 221

Ai07B8986 Araip.B07 8986 p2 (GA)6 12 29223892 29223903 TCGAATTTGGTGATGATGTGA TTTCTTATCTTTTTCAAAACCACC 277

Ai07B8987 Araip.B07 8987 p3 (TCT)5 15 29229431 29229445 TCACAAGAAACACGTAGCCG TGGCTAAAAATGCTAACGGG 236

Ai07B8989 Araip.B07 8989 p4 (AGAA)5 20 29231343 29231362 TGCATTACACATGTTCATTCAAA TGAAAAGAAGAAGAAAATGAAGCA 278

Ai07B8992 Araip.B07 8992 p2 (TC)6 12 29237527 29237538 CCACCTCTTCTTTCCCCTTC TACTGTTTCAGCATCGTCGC 225

Ai07B8993 Araip.B07 8993 p2 (AT)10 20 29238379 29238398 AAAAACCGAACCGGACAAAC GAAAGGGGGAAAGAAACTGG 267

Ai07B9008 Araip.B07 9008 p3 (AAG)6 18 29298000 29298017 AAAATGTTGGGGACGAAAAA CCAGATTGGGTCGTGACAGT 280

Ai07B9009 Araip.B07 9009 c (T)10ctttcaagattttcgatgtctgattctttgtggttgttgttgcagtcacagctacaactcaatcaaggaaggcgatagagatgctaagggaaaac(A)14119 29308583 29308701 TATGCGTGTTCTTGCCGTT AGCCATCAATGTGTGGCATA 280

Ai07B9010 Araip.B07 9010 p2 (AG)7 14 29309145 29309158 TCGAAAGAAGGTTGATTCCAA GGAGGAGTTGTTTAGCTGGC 268

Ai07B9012 Araip.B07 9012 p2 (GA)15 30 29313823 29313852 ATGGCCAATTAGCTCTCCCT TCGGATAGAGAGGCGCTTAC 267

Ai07B9013 Araip.B07 9013 p3 (AGA)5 15 29317534 29317548 CGCTCCAAGAAACAAGGATT GCTGATTCTGTTCTTTCGCC 254

Ai07B9015 Araip.B07 9015 c (A)11ggaaaaaag(A)1030 29322934 29322963 TAGAACAGAATTCGGGGCAT TCTTTTTGTTGCCCCTTTTG 262

Ai07B9020 Araip.B07 9020 p3 (AAT)7 21 29326712 29326732 TGGATTCCACTACGTTGTGTTC TGTGAATGTCACCATTGTTGG 261

Ai07B9021 Araip.B07 9021 c (T)10aatctatatatac(T)1437 29327168 29327204 TGCGTGGTTAACTTCTCCTTC GCATTTCTTTTAGGGAAACGG 253

Ai07B9022 Araip.B07 9022 p3 (GTT)7 21 29328813 29328833 GTTCGTGGGATGTCCAAACT GAAACAACCCACACCACCTC 133

Ai07B9023 Araip.B07 9023 p3 (AAG)16 48 29335461 29335508 TGCGTAGAGGAAGGGAAGAA ACCAAAATCGTACGGAGGTG 141

Ai07B9024 Araip.B07 9024 p2 (TA)7 14 29335735 29335748 CACCTCCGTACGATTTTGGT CTGGGCCTTAGTGTTGGGT 279

Ai07B9025 Araip.B07 9025 p2 (AG)7 14 29341492 29341505 GGTATTTGGGGAAGGGTGTT GCTAGAAATGGGCACAGAGC 251

Ai07B9027 Araip.B07 9027 p3 (GAG)5 15 29352763 29352777 GTTTCGAACGGAAGCATCAT TTTTGCCAGAGTGAGTGCTG 280

Ai07B9028 Araip.B07 9028 p2 (AG)7 14 29366619 29366632 GCCTCCACGATTGAAACTGT ATGCATCAAAAACGCATCAA 219

Ai07B9030 Araip.B07 9030 p2 (CT)8 16 29369760 29369775 TATTTGGCCCAACAGCAAAT ATGATTTTGCCTTCCAGTGC 275

Ai07B9032 Araip.B07 9032 c (AG)6(GA)19 50 29379374 29379423 GAATGGTGAGATGGTGCCTT TTTGAACTGCGAACCCTCTT 189

Ai07B9038 Araip.B07 9038 p2 (AT)7 14 29398685 29398698 CGCAAAAGGATACAACAAAGA GATAGCCACGCTAGTCACCC 277

Ai07B9039 Araip.B07 9039 c (TCA)10tcttttttctttttttattcatattttttcttgttttatcttctcaaa(T)1088 29420498 29420585 TTGCAGCAAATTTGGGTATAAT CCATTATGTGTTTCTTCTTCTTTG 226

Ai07B9041 Araip.B07 9041 p2 (TA)25 50 29449275 29449324 TTTGTCAAAATCTCTCTTATTCTTTTC TTTTCAAGAAAATTATCTCTCTCCTTT 275

Ai07B9042 Araip.B07 9042 p2 (TA)6 12 29451337 29451348 AACAAAGTTATATGCTCAAAATCAAAA TCCTTTAATTCTTGTCAAAATCTCTC 267

Ai07B9044 Araip.B07 9044 c (TA)11(T)10 32 29464488 29464519 TTTATTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 202

Ai07B9045 Araip.B07 9045 p3 (GAA)5 15 29466184 29466198 GCTTTTGTCTTCCCTTTCCC CACCCCCTCCTCTCCATATT 179

Ai07B9046 Araip.B07 9046 p3 (AAT)13 39 29468589 29468627 GCTGCCATCTCCTCTTCTTG TGTCCCTTTCCTTTCTTCCA 267

Ai07B9047 Araip.B07 9047 c (T)11cgcctatttttttttc(T)1138 29475596 29475633 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 265

Ai07B9049 Araip.B07 9049 p3 (AAT)5 15 29477638 29477652 TATTTTCGGTTGCCATCTCC GTCTCCCCCTCTTCTTCCAC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9050 Araip.B07 9050 p2 (GA)7 14 29477978 29477991 ATAATGAGATGGGGGAGGGA TTTCTTAACTTTTTCAAAACCACC 229

Ai07B9055 Araip.B07 9055 p2 (TG)17 34 29492547 29492580 ACCATTGGACAGTCCCTCTG CTGGATAGACGCAGTGGCTT 206

Ai07B9056 Araip.B07 9056 c (T)10c(T)10 21 29508580 29508600 ATCCATTGATGCTCAAAGCC TGAATAGAGAAAAGCTTGCGG 154

Ai07B9060 Araip.B07 9060 p2 (CA)6 12 29520831 29520842 CTGCTAATCCCCGAAATTCA GAGGGGGTGGCTTTAGAGAG 197

Ai07B9063 Araip.B07 9063 p2 (TC)8 16 29526007 29526022 CACACAGCAATAAAAACATTCCA TTTGGTTATATTTATATCAGCTTCCA 276

Ai07B9066 Araip.B07 9066 p3 (TAT)8 24 29529539 29529562 TGTGGAAGGGTGATTAAGGC GTGCTGGGGGAAGGAATAAC 261

Ai07B9067 Araip.B07 9067 p4 (TCTA)7 28 29532405 29532432 GATTTGCTTTTTGTATTTGTCCA TTTTGGTCTCCATGCTGTGA 270

Ai07B9068 Araip.B07 9068 p3 (CCT)5 15 29532586 29532600 GATTTGCTTTTTGTATTTGTCCA TTTTGGTCTCCATGCTGTGA 270

Ai07B9069 Araip.B07 9069 c (T)11ccaaaactctagcttagcttagtcctttctcaacccatttacccaccccccaactctctcactctcaccccaccttccaaaatgaccaccacccccgag(CT)6122 29533763 29533884 AAACCATTTCCAAAACGACG CCGAGCACACATGAAAGAGA 273

Ai07B9070 Araip.B07 9070 p3 (TAT)5 15 29535786 29535800 TGCCACCCCTAGACAGGTTA CAATAATTGATCTCTATTCTTCACACC 271

Ai07B9072 Araip.B07 9072 p3 (CTC)6 18 29537820 29537837 AGATGGCAAAGACAAATGCC ATGTTCTTTTGGACGAACGC 280

Ai07B9076 Araip.B07 9076 p3 (ATC)5 15 29546013 29546027 TTTCCAAATATACCCCTCCCTT TGGTCATCGAAGATTAGGGC 122

Ai07B9078 Araip.B07 9078 p3 (TGA)5 15 29547066 29547080 ATTTGCGCGAAGAAGAAGAA TCAAGTTTTCGATTTGCATCA 280

Ai07B9079 Araip.B07 9079 p2 (TA)9 18 29558614 29558631 TTGATTTCGAGCATATAACTTTGTTT TTTTTCTTACATACATTTTGCTGGA 102

Ai07B9086 Araip.B07 9086 p4 (AATA)6 24 29573575 29573598 AGTTACAAGGGAGCTGAGCG AGCAGTCTCATCGGGAGCTA 234

Ai07B9089 Araip.B07 9089 p2 (AT)6 12 29584470 29584481 CAGTTTTTCTATCGTAGGTTAGGATTT GGACAAATCAATTTAGCCAAAAA 176

Ai07B9094 Araip.B07 9094 p3 (GAA)5 15 29595287 29595301 CAGCATTAGCAACCAATCCA GGTGAGTGCTCCTCGTCTTC 278

Ai07B9096 Araip.B07 9096 p3 (AAT)7 21 29598270 29598290 AAAGCCTGCGTGTGGTAAAT TGGTGTCATGGTTTAAACGTC 246

Ai07B9098 Araip.B07 9098 c (TG)7ttttttt(G)17 38 29605061 29605098 TGGGAATATGGAAGAGCAGG CAAAGGGGAAGTACCAGCAG 279

Ai07B9099 Araip.B07 9099 p2 (AG)6 12 29606783 29606794 GCTCACACAACTCCGTCGTA TGGGTTCAAAAACCTTCTCG 218

Ai07B9106 Araip.B07 9106 p2 (CT)12 24 29647668 29647691 TGGGGAATGTTGAGTTTGGT TGACTCAGGTTTTGGTGCAG 247

Ai07B9107 Araip.B07 9107 p2 (TA)11 22 29649106 29649127 TACTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 256

Ai07B9110 Araip.B07 9110 p2 (TA)7 14 29683991 29684004 AAGGATGTTCCCTGCTTTCA TGAAAATGCGAAACTCATGC 191

Ai07B9112 Araip.B07 9112 p3 (TTA)35 105 29687975 29688079 GACTTCCAACGCTTAATGGG TCCACCATCAATGTTTTCTCC 268

Ai07B9118 Araip.B07 9118 p3 (AAG)6 18 29718425 29718442 AAAATTTGTGTGCTGTGCCC TTTCTTTGTTTTGCCGCTCT 277

Ai07B9120 Araip.B07 9120 p3 (TTC)8 24 29728222 29728245 AACGAATCCTTGTTTTGCGT AAACGCGAAAGAGGAGAACA 154

Ai07B9121 Araip.B07 9121 p3 (AAG)8 24 29730053 29730076 GAAGAAGAAGACGCTCCGTG ACGTGAAATACATGCACCCA 138

Ai07B9124 Araip.B07 9124 p3 (AGA)12 36 29734630 29734665 CCTAACATGCGCGTTACAGA ACAGAAGGAGATCGAAGGCA 145

Ai07B9125 Araip.B07 9125 p3 (AAG)5 15 29735314 29735328 TCATCTTCTGCTGCTGCTTC CAAGGTACGTTTCTTGCCTTC 195

Ai07B9126 Araip.B07 9126 p3 (AAG)6 18 29735474 29735491 TGTTTCTTCGTTTTTCTGGTGA AAACACACCGTTTCACATTTTT 160

Ai07B9128 Araip.B07 9128 p2 (AT)10 20 29739694 29739713 TGTGCCAAGAAAATGAACCA GGCATGCAAAATATCCTTGTG 275

Ai07B9130 Araip.B07 9130 p3 (TGC)9 27 29751747 29751773 GCTTACGCGTCACCTCAGTT ATTCGCATTGTTCCATCACA 263

Ai07B9134 Araip.B07 9134 p3 (GGT)5 15 29773892 29773906 TGCTTTCTGCTTCTGCTTGA ATATCCTCCACCACCACCAA 276

Ai07B9137 Araip.B07 9137 c (ATT)14acatatatacaaaatg(TAA)20118 29785081 29785198 TAATGCTGAGGGCACGTTTT CATCATCAGAATAAAGGGTCTTGA 280
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Ai07B9146 Araip.B07 9146 p2 (AT)21 42 29804925 29804966 TGTGATTGTGTGTTTTATGTTGAA TGGAGCTGACCTAGACTCGAC 280

Ai07B9147 Araip.B07 9147 p2 (AG)7 14 29810666 29810679 GCCAACGTTCACCTTTCATT AGATGGTTGGATTTGGGTGA 141

Ai07B9148 Araip.B07 9148 c (AT)54(GT)16(AT)6152 29811208 29811359 TGAGCTTATTTAAAAACTTAAATCGAA TTCTTTGTCCCTCGCCTTTA 274

Ai07B9149 Araip.B07 9149 p2 (GT)7 14 29814346 29814359 GACGACCCAACAGAGATGGT CCCTTTCCCTTCTTCCTCAC 224

Ai07B9150 Araip.B07 9150 p2 (CT)6 12 29817980 29817991 CACACAATTTCCATGCTTGTG TCGTCTTCCCTAGGAGTTGC 222

Ai07B9152 Araip.B07 9152 p2 (GT)6 12 29820738 29820749 ACCCATATGACCAACCCTTG TATTTTCCCACAAATTCCCC 191

Ai07B9153 Araip.B07 9153 p2 (CT)6 12 29823022 29823033 CATGCTTGTGGTCCATGACT TTAGCTCTCGGGTCGTCTTC 223

Ai07B9157 Araip.B07 9157 p3 (GAA)5 15 29830050 29830064 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai07B9158 Araip.B07 9158 p2 (AG)6 12 29833549 29833560 AGGAGGGCAGAGATGTGAGA TTTGTTTGTTCCTTAACTTTTTCAA 280

Ai07B9160 Araip.B07 9160 c (T)11cgaaaatagatgagaaattttttgaaaga(T)1353 29834632 29834684 AATTGCAAGCCTCAGTCCAA TTTGGACAACTGACGGTTCA 252

Ai07B9161 Araip.B07 9161 c (A)13c(A)13 27 29850748 29850774 TGCAACGCTTGAACCAATTA CCGCCAATTTCGAACTTAAA 203

Ai07B9163 Araip.B07 9163 p3 (TAT)6 18 29854994 29855011 TGGTTTAAAGCGATTCCAGC TGGACATCCATTTTTATCCTATCC 218

Ai07B9164 Araip.B07 9164 c (ATTT)5ttaaacttttaaaatttctatttttatttgtcc(TTTTTA)795 29869464 29869558 AGGGACACTCCATTGGACAT CAAACTAACAAATTTAATCCGCAA 262

Ai07B9167 Araip.B07 9167 c (T)12ccatttttctacacttactttttctctctcacattctaaccatcaacataaccattaatacaggcatctattgtcctctttaaaatcacaaaaat(A)11118 29884141 29884258 GACAGAACCGTCAGCGAAC TGATCTCTCCTTTATTCTGTTGTTG 239

Ai07B9168 Araip.B07 9168 p3 (GAA)5 15 29884715 29884729 TGAAAAAGATGCAGTGTGGAA CAAACCGTCTTTTCCATCGT 216

Ai07B9169 Araip.B07 9169 p3 (CTT)6 18 29887592 29887609 CGTTCTCTGCTTTCCCATGT GCTTCACGACCCAATGAAGT 187

Ai07B9173 Araip.B07 9173 p2 (AT)8 16 29903351 29903366 TCATTTCTTTTATCGGTCAAATTGT TTTCACAAGATAAATTCTCATACAAAG 256

Ai07B9175 Araip.B07 9175 p2 (GA)6 12 29911899 29911910 TCGAAAAAGAGGAAGAGCCA TAACGCACGACTCCTCTCCT 266

Ai07B9177 Araip.B07 9177 p3 (GAA)6 18 29922738 29922755 CATTGAAGTCAATCCAGATCCA ATCCAAGTACCTTCCACCCC 251

Ai07B9178 Araip.B07 9178 c (GAA)5cttccatgcaaattcacaaatcacaatgtgatatagtgat(AG)667 29941178 29941244 GATGGTGACCGGAAAAGATG GCAGAGCTTTTCCTCCTCCT 195

Ai07B9183 Araip.B07 9183 p2 (GA)10 20 29961115 29961134 TTCCATTCCCTCCTCCTTTT CGGGTTTTTAGGTGCATTGT 265

Ai07B9184 Araip.B07 9184 p3 (GCC)6 18 29961947 29961964 CTATCACCATAGGCCTCCGA GTTCTGGCAGTGCAATCCTT 182

Ai07B9186 Araip.B07 9186 p3 (TAA)11 33 29964241 29964273 AATAGGAACAAAATGGCACGA TCTTCTGTCTCGTTCTTCACAAA 134

Ai07B9189 Araip.B07 9189 p2 (AT)7 14 29969741 29969754 GACTTACCCCAGGCACAGAC AGATAAAATGGGTTTGGGGC 177

Ai07B9191 Araip.B07 9191 p3 (AAT)5 15 29979059 29979073 CTGCAGCGGAATTTTGACTT GAAAGGCTAAGAAAAGGAAGGC 275

Ai07B9201 Araip.B07 9201 c (A)10gaaagtttttttatccttcggtaaaaaaagagtttgtcaagatttggccccatttcgaatatgttcattagtttctaaatg(T)11102 30000800 30000901 ACGTTTTTATGACGATAGAGACTTAAT TCCAAATTCGAAAACTGGAATC 276

Ai07B9203 Araip.B07 9203 p2 (AG)12 24 30005172 30005195 GAAGTCCCGGTTAGAGGTCC AACCCTTCATTGACGGTGAC 247

Ai07B9206 Araip.B07 9206 p3 (CTT)6 18 30011317 30011334 AATTTTCGTCACCGAAGCAC GAGATCCTTCTGCTTGACCG 267

Ai07B9209 Araip.B07 9209 c (T)10gccaattttcttttc(T)1035 30032751 30032785 GCTCTTGGCTTGACACCTTC TGAAGCAAGAAAAAGCAGTGAA 264

Ai07B9215 Araip.B07 9215 c (TG)18(AG)19 74 30065923 30065996 GTGGTCAGGGCTTGAACAAT TGCATAAACAGGCACTCCAA 257

Ai07B9218 Araip.B07 9218 p2 (TC)8 16 30096396 30096411 CAAGCATGAAAGTTTTGAGCC TTAAGGCCATTTGGGAAAAG 200

Ai07B9225 Araip.B07 9225 c (T)11g(A)10 22 30151065 30151086 ATAAAATCGGTGCCCAATCA GACGGTGAATCCTGTTGCTT 208

Ai07B9228 Araip.B07 9228 p2 (GT)7 14 30162692 30162705 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 234

Ai07B9229 Araip.B07 9229 p3 (TTC)5 15 30168103 30168117 AAACGGATCCCTCATCTTCC GAGGACGAGGTGGTGATGAT 268
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Ai07B9232 Araip.B07 9232 p2 (AT)12 24 30197929 30197952 TTGCTTCGCTTATGGCTTTT AAGATGATTCGCCTCCCTTT 277

Ai07B9233 Araip.B07 9233 p2 (AG)6 12 30199204 30199215 CAATCATGAACTGAAAATACCTCAA GGAATGCACCCATTCAAAGA 278

Ai07B9234 Araip.B07 9234 p2 (TA)8 16 30200071 30200086 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 279

Ai07B9235 Araip.B07 9235 p2 (AG)6 12 30207220 30207231 TACCAGGGCAAGGAAAGTCA TTTACAGAATACGCCCCCAG 279

Ai07B9238 Araip.B07 9238 p2 (TA)27 54 30228802 30228855 TCTTTTTGCGACCTTTTGCT GAAACCCAATTGCAGGAAAG 272

Ai07B9245 Araip.B07 9245 p3 (ATA)6 18 30249881 30249898 AAAAATGGTTAATTTCCATCTCAA ACCCATCACCCCTTTTTCAC 278

Ai07B9246 Araip.B07 9246 p2 (AG)6 12 30250427 30250438 GTGCTTCATTCCTCGCTTTC CACACGCTCTTCAACGAAAA 210

Ai07B9248 Araip.B07 9248 p3 (ATT)9 27 30253264 30253290 TTTTGGTACATAAGCAGGTGGA ACCGAATGAGTAGCAGGTGG 230

Ai07B9251 Araip.B07 9251 p4 (AACC)5 20 30282688 30282707 CGAATTCAAGTCATCGAAAGC CGGTGACCGTTGCTTTACTT 260

Ai07B9252 Araip.B07 9252 p3 (TTC)6 18 30283256 30283273 AATGACGGCGGTTTTGTTAG CTCATGAAAGCTCAAAGCCC 120

Ai07B9255 Araip.B07 9255 p2 (AG)6 12 30286268 30286279 TGCAACGTTCCTCTCCTCTC TCCTTTGTATCCCATTTCGG 257

Ai07B9256 Araip.B07 9256 p3 (GAT)6 18 30292971 30292988 GGGACCCACTCATTCAGAGA TTGACCACATTCAGCAGAGC 138

Ai07B9258 Araip.B07 9258 p2 (AG)6 12 30294473 30294484 ACAACGTTCCTCTCCTCCCT TCCCATTTCGGATAGAGCAG 247

Ai07B9259 Araip.B07 9259 p3 (TTC)6 18 30298881 30298898 ATCCTTCCTGGTCCTTTTGG AGTGGGAAAAGAGGCTCACA 155

Ai07B9262 Araip.B07 9262 p2 (GA)6 12 30308901 30308912 ATGATTGGAGAAAAAGGGGG CCGGTTCGAATTAAACAACG 270

Ai07B9265 Araip.B07 9265 p2 (TA)7 14 30316046 30316059 TCTTGTGCTTTGTTGTGGAAA GAAAAGTGGGAAAAATGGCA 206

Ai07B9266 Araip.B07 9266 p3 (TTG)5 15 30328773 30328787 TGATAGAGCACAGTGGCGTC GACTGGGTGCATTTGAGGTT 268

Ai07B9270 Araip.B07 9270 p2 (TC)9 18 30339513 30339530 CTTCCCTTCCCCACTAATCC GAGAAAGAGGCTCGGTGATG 153

Ai07B9279 Araip.B07 9279 c (A)10taaaactaatgca(AAT)1362 30348475 30348536 AATGAAGCACTCTCGGTTGC TCATCCTAAACCAGGACCAAA 272

Ai07B9281 Araip.B07 9281 p2 (AC)8 16 30355940 30355955 GAACATGGCTGGTGTTGATG CAGCAGCAATGTCTGCAAAT 210

Ai07B9282 Araip.B07 9282 p4 (TTAT)5 20 30356778 30356797 GGTGAGTGAGTGAGGGGTGT TTCAAAATGTTAAACACGCTAAAAA 278

Ai07B9283 Araip.B07 9283 p2 (TA)6 12 30358966 30358977 GACATTAATAATCCGGAAAGATCA TCGCAGGTCAAAGGAAACTC 222

Ai07B9285 Araip.B07 9285 p3 (CTT)6 18 30363071 30363088 ACCTTTGGATTCAAACACGC AGGGTTTTAGGAGGGAGCAA 280

Ai07B9289 Araip.B07 9289 p3 (TTC)5 15 30397840 30397854 ATTCAAACCATTTCCCTCCC GCACTTCCCACACCAAACTT 235

Ai07B9295 Araip.B07 9295 p3 (TGC)5 15 30462409 30462423 GCTATGCCTTTCCTGTTTGC ATTAAGCGTAGCCAACCCCT 157

Ai07B9296 Araip.B07 9296 p2 (TA)6 12 30466916 30466927 AACTCCCTTTATGCTCCATTTC AACGGCACGAAAGGTTTATG 153

Ai07B9300 Araip.B07 9300 c (TC)7atctctt(TTTA)541 30486384 30486424 CGAAAATCACTAACCACTTTTTCA GGGGGAGAGGGTTCAAATTA 235

Ai07B9301 Araip.B07 9301 p2 (TA)6 12 30490915 30490926 TTTCAAGGTTGTAATGGGGC TGGGAATCATACAAAAGTGGG 175

Ai07B9302 Araip.B07 9302 p2 (TA)6 12 30491143 30491154 CCCACTTTTGTATGATTCCCA GGGAACATTGGGTAATAAGGG 277

Ai07B9306 Araip.B07 9306 p2 (AC)17 34 30517027 30517060 GGCTGCCTTTAATGCAAGAG CATGCGTCCAATGCATAGAT 232

Ai07B9313 Araip.B07 9313 p3 (GTT)6 18 30530748 30530765 TCCTGTTGGACTTAGTCAGGC GAGAGTGGCGTTTGATGAAGA 280

Ai07B9314 Araip.B07 9314 c (TA)7ttctc(T)10 29 30534299 30534327 TTGGAGCATTTTGTCCCCTA TGTGGAGAAATTGGGTTTGC 206

Ai07B9315 Araip.B07 9315 p3 (CTT)5 15 30545985 30545999 TAGCTGGATTCAGTCGCCTT CTCGAGCTCAAGCCATTACC 262

Ai07B9316 Araip.B07 9316 p2 (AG)6 12 30548252 30548263 TCATTCAGGGGAATGGAAAG TTTCTCTCTCCCCTATTTTCG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9321 Araip.B07 9321 p2 (TG)10 20 30558704 30558723 GGTGGCTGCAGAGAGGTTAG GACAAAATTCTCCCGAAGCA 248

Ai07B9322 Araip.B07 9322 p3 (TCC)5 15 30565210 30565224 GGTTCAGGATGCCAAGAGAA GATTCCGAACGAATTGGAGA 260

Ai07B9326 Araip.B07 9326 p3 (CCT)6 18 30595691 30595708 TGGCAAAGACAAATGCTCAG CCTCACCAGAAGAGCCAGAC 246

Ai07B9327 Araip.B07 9327 p3 (AGA)6 18 30599536 30599553 CTCCAGAATTGGGCAGAGAG ACACATCCCTCCATGTCCTC 239

Ai07B9328 Araip.B07 9328 c (T)10aaatcaaagtttaaaataattagttaattaaaaagaatttttgaaaaagggagaagatattttcgaaaaat(GA)897 30601126 30601222 AGGAGATGAGAGAGAGGGGG TTGATTTTCAAATTTGTTTCAACT 273

Ai07B9331 Araip.B07 9331 p2 (AT)10 20 30609549 30609568 CAGCAGTCGATGGTGAGAAA ACGCCTGAACTTTTGGTACG 224

Ai07B9334 Araip.B07 9334 p2 (AT)8 16 30619388 30619403 TGGCTATGTGCTATTTAGTTGCAT TGGACATCCAAAAGGAAGTG 261

Ai07B9341 Araip.B07 9341 p6 (AATAAC)5 30 30636670 30636699 GAGTCCTTGCCTAAAATGCG GAGTGGGAGTGTATGCCGTT 228

Ai07B9342 Araip.B07 9342 p3 (AAT)10 30 30637494 30637523 CGGATCCAGTTTTCTGGGTA GGCAGTGTTGTTAGTGACGTTG 151

Ai07B9345 Araip.B07 9345 p3 (GAA)10 30 30645477 30645506 GAATCAATGGAACACGAGCA TTTCGTCTCTCCAAACCACC 140

Ai07B9349 Araip.B07 9349 p3 (GTT)5 15 30654781 30654795 GCCTTGTGTCTTATCTCGGC CCAAGGAAACACCTTACCGA 178

Ai07B9351 Araip.B07 9351 p2 (TA)6 12 30662808 30662819 TCCATATCTCAATTGGCCTCA CTCTCTCACAAGCTCCAGGC 240

Ai07B9352 Araip.B07 9352 c (T)13cgaagtgtccggttcctattctaaaatagctgtatgatcagaaaaatagtaaaaactcaataaaaatcaaataagtaagaaa(ACT)5110 30669418 30669527 CACTCCTTTGGTGTTGCGTA AAAGAAGCGCTTGTCAGGAG 231

Ai07B9353 Araip.B07 9353 p2 (TA)6 12 30684377 30684388 CTAGTCACCGCCTCCTTCAG TGTGAGAGAGCGCAGAGAGA 213

Ai07B9355 Araip.B07 9355 p2 (TC)10 20 30714048 30714067 CAACTTCGTCTCCTTCCTCG AGAGGAGACGCCATGAGAGA 187

Ai07B9356 Araip.B07 9356 c (TG)7tttgtgtgt(GTGC)13(GT)789 30714281 30714369 TCATGGCGTCTCCTCTCTCT TAAACCTAAAACCCCCAGCC 220

Ai07B9357 Araip.B07 9357 c (T)12gagtcttttgtc(T)1034 30720577 30720610 TCCCCCTCTGTCTTTTTCCT TCACTCTACCCAAATCATCCA 245

Ai07B9358 Araip.B07 9358 p2 (AT)8 16 30722212 30722227 TTGGAAATGTCATGGACTTCA TAAGGATTGGCCTTTCATGG 277

Ai07B9365 Araip.B07 9365 p2 (TA)6 12 30752507 30752518 AGTCAAGAAGGCGGATGAGA TCACCCTAATTTTGTTGATTGG 233

Ai07B9368 Araip.B07 9368 p3 (ATA)22 66 30760234 30760299 TCTTTGAGGATCTTGAAGGAAA ACATGCACAATAAAACTGTATTCC 213

Ai07B9373 Araip.B07 9373 c (CT)7tctctcct(TC)1450 30778496 30778545 CCGATAAATCCGACGGTAAA GATAAAAGGCGGCAATGAAA 256

Ai07B9377 Araip.B07 9377 p2 (AG)11 22 30797696 30797717 GGTGATTGGTGGGCTCTTTA TTGCTTTGATTAGGGCGATT 280

Ai07B9379 Araip.B07 9379 p3 (AAT)9 27 30807802 30807828 TCAACTAAGCATTCTTTTTCCAA CCATGATGGAGAAAGGGAGA 213

Ai07B9381 Araip.B07 9381 p3 (TGA)18 54 30816525 30816578 TCTTCCCTATGGCATGTTCTT AGGCAGAGGGAGGATGAGAT 242

Ai07B9382 Araip.B07 9382 p2 (AG)6 12 30817840 30817851 GGAAAGTCAAGCCATTCCAA CGTGCTTTGAATAGGGCAAT 203

Ai07B9384 Araip.B07 9384 p3 (AAG)5 15 30825328 30825342 GCAACAGTGGCACTTGTGAT TTCTTTCTTCTTCCACCCCC 211

Ai07B9394 Araip.B07 9394 p3 (TCT)5 15 30858827 30858841 CGCGTCTTTTTCTCCTTTTC AATTCCGCCCGATCTATTTT 261

Ai07B9395 Araip.B07 9395 p3 (AGG)9 27 30859632 30859658 ACAAGAAGGAGGAGGAGGGA TCGTGTATCACACATGCGTTT 162

Ai07B9396 Araip.B07 9396 p3 (TCT)5 15 30860134 30860148 AAACGCGATGCAAGGTCTAC CGTGCAAAAAGAAGAAGAACG 153

Ai07B9397 Araip.B07 9397 p3 (CTT)6 18 30860255 30860272 GCACGTTCTTCTTCCTCTTCC CCCAAAATTCGTTGAAGAACA 268

Ai07B9404 Araip.B07 9404 p3 (ATA)6 18 30885534 30885551 TGGCAATAATTTGGCCTGTT TCGATTTTTGTAGTGTTAGCCC 158

Ai07B9406 Araip.B07 9406 p2 (TA)6 12 30888139 30888150 TGGTTTATTGTACCCTCGCC AACTTTAAACCGCAACACCG 193

Ai07B9411 Araip.B07 9411 p3 (GAA)5 15 30902384 30902398 GAGAGATTTCGAGCGTCGTT AAGTTGACCCAAACCCAACA 163

Ai07B9412 Araip.B07 9412 p2 (TA)9 18 30905221 30905238 GCCTTTCTGCCTTTCTTTTG GGCCAAATTCATTGTTCCAC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9414 Araip.B07 9414 p3 (AAC)5 15 30907646 30907660 CACCATCCACAAACTCACCA GCAAAGGCTGTGGGATACAT 279

Ai07B9415 Araip.B07 9415 p2 (AT)11 22 30920919 30920940 CGTGAAGTGTTCACACACGA TGTTGCCCTAGAGGCGTACT 231

Ai07B9416 Araip.B07 9416 p3 (TCA)5 15 30922032 30922046 AGAAAAACAATCACGCCAGG GGCTTTAGAAGGTTTGTGGATG 224

Ai07B9419 Araip.B07 9419 p4 (AAAT)8 32 30941282 30941313 TTTGGACAATTGACGGTTCA GAAGCCCCTATCCAAAAGGA 270

Ai07B9420 Araip.B07 9420 p2 (CT)6 12 30942672 30942683 CTTTTTGTTTGTTTCTTATCTTTTTCA GTCCGAATTTGGGTGAGATG 261

Ai07B9425 Araip.B07 9425 p3 (ATT)5 15 30957164 30957178 TTTTCTTGATCAAAATTCAAATGC GGCAATTTATATGGCCGCTA 191

Ai07B9426 Araip.B07 9426 p2 (CT)6 12 30958781 30958792 CGTCGCTACTAGGACCCAAC GATTGCACAGACAGCAGCAT 245

Ai07B9434 Araip.B07 9434 c (TCT)5t(TTC)6tgcacgttcttcttctttctttttcttcttcttgctgcac(CTT)898 30970811 30970908 CCACATACTGTTACGGCACG TTTCTCCTCCTCATCTTCTGC 279

Ai07B9435 Araip.B07 9435 p3 (AGA)8 24 30971489 30971512 CCTCCTCATCTTCTGCTGCT GCACGTTCTTCTTCCTCGTT 140

Ai07B9436 Araip.B07 9436 c (A)12cgaagaggaagaggaagaggaagaggaagaagaagaagacaaagac(GAA)5g(AGA)692 30971625 30971716 CGTGCAGAAACGAAAGAAAA CGCGCATTAACTCATTTTGA 249

Ai07B9438 Araip.B07 9438 c (AC)6aaactcacttccactcttctccacagccgccattcaccctcccaaaaccctcacccatcg(AGAA)8agtgaagagagaagagggaagc(GA)8142 30975798 30975939 AAAAACCTAACCCTAACCTTGAA CCTCTGGGCTCTCTCATCTG 255

Ai07B9439 Araip.B07 9439 c (AT)7(AC)8 30 30979144 30979173 GCAAAGAGAGGCGAAAAGTG TGATTAATTTTCACACCCCCA 259

Ai07B9447 Araip.B07 9447 p2 (CT)6 12 31003448 31003459 TCTTTTTCAAAATTTGTTTTCAACT TAGAATAGGATGGGGGAGGG 278

Ai07B9448 Araip.B07 9448 p3 (TAT)5 15 31003789 31003803 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai07B9449 Araip.B07 9449 p3 (TCT)8 24 31004237 31004260 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 131

Ai07B9451 Araip.B07 9451 p2 (TC)7 14 31014408 31014421 GACGCTCATCAACGATCAGA ATGGGGCTTGAAACCTTCTT 229

Ai07B9464 Araip.B07 9464 c (A)14ctttttcagtaatggatgtatacacgtactaaaaaaagataaacctgtatatgaataatatattaatttaaaataac(A)10101 31045198 31045298 GAACATTTGATAACCCCAAAGA CCGGGTTGGTAGTTCACTCT 273

Ai07B9468 Araip.B07 9468 p2 (TA)6 12 31077568 31077579 CAGGCCCATATTCTCAAGGA TCACCATATCCGTGACCCTT 241

Ai07B9470 Araip.B07 9470 p2 (AG)8 16 31085911 31085926 CGGCAGCTTCATCTCCTTAG TCAATTCATTTCTCACACACCA 243

Ai07B9475 Araip.B07 9475 c (T)11cgtagcattaggtatattttgg(A)1144 31094430 31094473 CGTGGTTTCCTTTTGTTCGT TCCATATAGCCAATCCCGTC 266

Ai07B9479 Araip.B07 9479 p2 (AG)6 12 31103144 31103155 TTCTTGTAAGCCGAGTGCCT GGAACGAAGAATTTGGCAGA 159

Ai07B9480 Araip.B07 9480 c (A)11tt(A)10 23 31107341 31107363 TTTAAAATTCAGCATTCAGCAC CCGCAGTCTCAGATTTTTAGC 231

Ai07B9486 Araip.B07 9486 p3 (TCA)6 18 31130630 31130647 GGATGCTAGGCACACCTGAT AGGCAGCAGCATAAGGAGAA 256

Ai07B9487 Araip.B07 9487 p2 (TC)8 16 31135489 31135504 CTCTCTATTCATGAGCCGCC TATATGTCCGCCCTGTTGCT 251

Ai07B9488 Araip.B07 9488 p2 (GA)7 14 31137661 31137674 CTTCCCAAAACACATTTGCC CTCCTCTAACAGCAGGCTCG 240

Ai07B9491 Araip.B07 9491 p2 (TA)19 38 31150728 31150765 GAAGCATGGAAATCAAAGGC TTACGGTCTTTCGCGGTTAC 185

Ai07B9492 Araip.B07 9492 p2 (TA)6 12 31152518 31152529 TGAGCATCTGGATACCCTCC AGACTCGACCTGCGAAGCTA 234

Ai07B9496 Araip.B07 9496 p3 (TTG)7 21 31179994 31180014 TGATCTATGTAGCCGACCCC ACAGCAACAGCAACAGCAAC 108

Ai07B9498 Araip.B07 9498 p2 (AT)9 18 31227244 31227261 GCGAAAGAAGAAGAATACAAAGG TGTGCCATCATGTTTCCTGT 274

Ai07B9499 Araip.B07 9499 p2 (TG)13 26 31230784 31230809 GGACGGTAGTGGTGACTGGT GGGACAAGGACCCGTTTATT 267

Ai07B9501 Araip.B07 9501 p2 (AT)8 16 31241136 31241151 TTTCAATTTTCGCACACCAA TGACTTTGTTTCTTTAACAGCGA 239

Ai07B9506 Araip.B07 9506 p2 (CT)6 12 31256563 31256574 AACTTACCCACCTCCAACAA AGAATCGCCACATACTTGGG 237

Ai07B9514 Araip.B07 9514 p2 (AG)6 12 31267111 31267122 TCTTTTTACACCATAAAAATGGCA TTTTTATCTTTGGACTTTTTGAATG 221

Ai07B9519 Araip.B07 9519 p2 (TA)9 18 31284428 31284445 ATTATTCCTTTGCACGTCCG GGAGTCGCCATCCTCTATTG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9525 Araip.B07 9525 p3 (ACA)5 15 31297500 31297514 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai07B9527 Araip.B07 9527 p2 (GA)11 22 31310143 31310164 AGAGAGAGGGAGAGGGTTCG CGAAAATCACTAACCACTTTTTCA 249

Ai07B9529 Araip.B07 9529 c (T)10gta(T)10 23 31311541 31311563 GACATGGCTTAACAGCCAGC TTTCGTGCACCAAGTTTTTG 227

Ai07B9534 Araip.B07 9534 p2 (CT)11 22 31333482 31333503 TTGCTGATTTGACATTTGCC TCATAACCCGATCCAAGCTC 204

Ai07B9535 Araip.B07 9535 p2 (CA)6 12 31334565 31334576 GGATTTTGGGTCCTTTACCG TGGGTGAACCTTTGAAATTTGT 210

Ai07B9536 Araip.B07 9536 p2 (TC)13 26 31336691 31336716 CGACGGTAATTTTGCCCTAA TACGTCGTTGTGAGAGGCTG 266

Ai07B9538 Araip.B07 9538 p2 (AT)6 12 31338786 31338797 TTTTCTTTTCAATCTGGTGACAAA CATCAGGGACGATTTCGATT 264

Ai07B9539 Araip.B07 9539 c* (TGG)8tt(GTG)5(TGGTGT)5*tggtggtgttggtgt(TGG)699 31339315 31339413 GCTGTTGTTTGGTGTTGGTG ATCGAAACCGTCTCCATTGT 279

Ai07B9540 Araip.B07 9540 p2 (CT)6 12 31343692 31343703 CCCTTTCTCCCAAACAATGA CCACCATGATTTCCAACTCC 155

Ai07B9542 Araip.B07 9542 p4 (TTAG)5 20 31345535 31345554 CAACCATCATCCATCACCAC CCCTCAACAAAGAAATCCAA 223

Ai07B9543 Araip.B07 9543 p4 (TTAA)5 20 31349489 31349508 TGAAAATCCTCACCCACAAA CCATGATGGAGAAAGGGAGA 212

Ai07B9545 Araip.B07 9545 c (TG)9(TA)8 34 31390540 31390573 GCCAACTTTATCAGAGTCTCCC CCCATTTCCAACCCATACAC 144

Ai07B9550 Araip.B07 9550 p2 (TA)16 32 31418616 31418647 CCCCACTTACTCCAGGTTGA TCCGTTAGCAAACCTTGGAC 269

Ai07B9551 Araip.B07 9551 p2 (TA)11 22 31430763 31430784 TATCCAAAGACATCCTGGCG GGGAAGTGTTTGAGCTTGAGA 188

Ai07B9552 Araip.B07 9552 p3 (GAA)5 15 31441605 31441619 TTTCAAAACGGATTCTTCGC AGAAGTTTGTTTGGCATGGG 172

Ai07B9553 Araip.B07 9553 p2 (CT)6 12 31447461 31447472 CCATGAACCAAATTGGGAAA TTTCGGCCTAGAAAACACAGA 274

Ai07B9554 Araip.B07 9554 p2 (CT)8 16 31453696 31453711 GGAACATTGAACCTGGAATTG ATTGCTATGGGCGATTTCTG 242

Ai07B9556 Araip.B07 9556 c (T)10cattcttctttcta(T)1438 31462253 31462290 CCTTTTTGGCTTGCATCCTA CATCTATTGTTAGAAGCAAAGAAATCC 174

Ai07B9558 Araip.B07 9558 p2 (AT)9 18 31465871 31465888 CATTTCAGCTACAGGTGCGA GAGCCTTCGCGAATACAAAC 251

Ai07B9560 Araip.B07 9560 p2 (TA)8 16 31467345 31467360 TCCAGATTAGGGGCTTCCTT AAAATTTGGTGCAAGGACTCA 240

Ai07B9563 Araip.B07 9563 p2 (TA)6 12 31483457 31483468 TGGTTTATCAACCTCCCCAC TGTTCCCTGCTTTCATGAGC 251

Ai07B9570 Araip.B07 9570 p2 (TC)26 52 31531892 31531943 TGGGTTTCGCATAACAAAAT TGGCCTTGGATCTGTTTCTT 280

Ai07B9571 Araip.B07 9571 c (CT)7g(TC)6 27 31535789 31535815 TCCTCCTTGTTTCTTGGTCG GAAACTGTGTCGTTTTGGGC 253

Ai07B9575 Araip.B07 9575 p2 (GA)14 28 31545736 31545763 CATGTGAAGGTCCCACCTCT CGCAGGAGATTTGGAAAAAG 269

Ai07B9576 Araip.B07 9576 p3 (TGG)8 24 31548867 31548890 CCCTTTGACTTGGAATTGGA GGTGGTACTCTTCGTTTGCC 119

Ai07B9580 Araip.B07 9580 p2 (AT)10 20 31574522 31574541 TGTGGAAAAGTTGGATTTGGA TACTTTGGGGCATTTTGTCC 237

Ai07B9581 Araip.B07 9581 p2 (AG)6 12 31575926 31575937 TGGCAAAAATCCAATCTTCC TGATTGAAGAGAAGTGGCCT 277

Ai07B9586 Araip.B07 9586 c (AG)8aaggtgacaacgacggcaagacgactgagcgcaagtagagacgtttgtggtgagagagtgtgagatc(AG)695 31589885 31589979 AAGCAACGAAAGCCTACGAA CCATCATCCGCTTTTTCACT 232

Ai07B9588 Araip.B07 9588 p2 (TC)14 28 31607718 31607745 GCACCAGACTGGCGTTTAAT AGGATATTTGGGGAAGGGTG 256

Ai07B9589 Araip.B07 9589 p2 (TC)6 12 31630009 31630020 TAGCACAAAACGAGTCACGC GGAGGGAGGAAGAAAAGAAAAA 272

Ai07B9590 Araip.B07 9590 p2 (TA)7 14 31632700 31632713 ATGGGAAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 172

Ai07B9593 Araip.B07 9593 p2 (TA)12 24 31647923 31647946 GGGGTTTCTGGTCTCTCTCC TCATCAATTTGACAATGATAAAAACA 263

Ai07B9597 Araip.B07 9597 c (T)12c(A)11 24 31663287 31663310 CGTCCCTATAAATAAACACAGCC ACGCTATTTTTGATCAGTTAGGA 279

Ai07B9603 Araip.B07 9603 p2 (CT)6 12 31713553 31713564 TAACGCCAGAAATAGGCACC TTATTTGGGGAATGGGTGAA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9606 Araip.B07 9606 p2 (CT)6 12 31723815 31723826 CTTTTTGTTTGTTTCTTATCTTTTTCA CTCGAACACAGAGAGGGAGG 270

Ai07B9611 Araip.B07 9611 p3 (TTG)16 48 31750537 31750584 ATTCATGTAGCCAACCCCAC TTGTTTACCTAAACTGGGCCTT 123

Ai07B9613 Araip.B07 9613 p2 (TA)8 16 31754576 31754591 AGGCTCAACCTACAAAGCCA TGGGATTTTTCTTACAGGCG 212

Ai07B9615 Araip.B07 9615 c (AAG)5cagcgcagggg(AGA)644 31775691 31775734 TCAGATTCAGAACACCTGCG TATCTTCTTCTCCTCCCCCG 280

Ai07B9616 Araip.B07 9616 p3 (CAA)14 42 31778453 31778494 CAAAGTTATGGTGTCTTCTCCG TTGCACCTACTCCTGATCCC 224

Ai07B9618 Araip.B07 9618 p4 (TTAT)8 32 31788673 31788704 CCAATGGAGGGTATGCAGAT AACCGCTTTCTCTCTCCTCA 258

Ai07B9621 Araip.B07 9621 p2 (AT)10 20 31821307 31821326 GTTCGGGTATCGGTTTTGG TTCGATTCGGATAATTGGGT 277

Ai07B9622 Araip.B07 9622 p2 (TA)13 26 31827200 31827225 TGGGAGGCATAGAGTTGAAGA CATTGTGGTAATTTTGTCCCC 276

Ai07B9623 Araip.B07 9623 p4 (AATA)5 20 31831606 31831625 GGCGTTTCAAAATTTCATCC GCCCCCAAAATTTTTCACTT 179

Ai07B9624 Araip.B07 9624 c (T)11(A)11tagaaactgaaaaaaattgttattatgtttttttta(T)1169 31834075 31834143 TCAAGGTGATAGACCTGGGA TTTCCATGTATCCCACACCA 274

Ai07B9627 Araip.B07 9627 p2 (AG)15 30 31841645 31841674 GAAGGAGAAGAAGGAGGCGT GACGGTAAAGGTGGCGTAAA 280

Ai07B9632 Araip.B07 9632 c* (AT)13(T)10* 35 31875712 31875746 TGGTTTAAAGCGCTATTGGC TTGATGTTGTGGCAATGCTT 275

Ai07B9633 Araip.B07 9633 p3 (AGA)5 15 31877399 31877413 ACGCTTTTTCCACACCAAAC GCTAACCTAGCCCCCTCCTA 205

Ai07B9634 Araip.B07 9634 p2 (GC)6 12 31882210 31882221 GCCTACACTAAGCCACCAGC TATGAAATGGCCCAGAGAGG 148

Ai07B9635 Araip.B07 9635 p2 (GC)6 12 31882344 31882355 CCTCTCTGGGCCATTTCATA GGGTGGCATAACTCTCTGGA 153

Ai07B9636 Araip.B07 9636 p2 (GC)7 14 31882461 31882474 TCCAGAGAGTTATGCCACCC AGGGGTAAGTGTGCCCTTCT 177

Ai07B9638 Araip.B07 9638 c (A)10tatattaatcttaagttaataatatatacttatgtatcattagtgtgaaaatatgtttatccc(A)1083 31896022 31896104 TGTTTTGGGTCTTTGAGACCTATT TTCTTCTACAGATTTACATGTTTCTGA 276

Ai07B9640 Araip.B07 9640 p2 (GC)6 12 31903039 31903050 GCTGCCCTCCTAGTACATCC GGTGAAGTGGCTCAGAGAGG 192

Ai07B9641 Araip.B07 9641 p2 (GC)6 12 31903295 31903306 CCTCTCTGAGCCACTTCACC GAGTGCAGAATAAAAGGGCG 257

Ai07B9642 Araip.B07 9642 c (GC)6acccctagtccacctcactccctgcgcgagcgcgcaccgcgcgcgcacgcgccggtgatcgacgccttcttt(A)1195 31903529 31903623 AGAGTTATGCCACCCCTGTG AATGAAGGGATGAGTGTGCC 182

Ai07B9644 Araip.B07 9644 p5 (TTATT)6 30 31910455 31910484 GTGTGCATTATTATTGGTTATTGTAAA AAAACAAATAAACAAGCAAAGGAA 263

Ai07B9646 Araip.B07 9646 c (A)11cacaa(T)10 26 31923643 31923668 TTGGACTTTGAAGGGTATAAAAA CATTTTGAGGTGGTTGCTCA 158

Ai07B9647 Araip.B07 9647 p3 (CTC)11 33 31925005 31925037 CCCCAATGATGCTCCAACTA TAAATCCACCCCAAAATCCA 221

Ai07B9648 Araip.B07 9648 p2 (AT)6 12 31925456 31925467 TTTTGTGCATTCTCCAGTGTTT TCCTAAGCATGCAAGACGTTC 124

Ai07B9650 Araip.B07 9650 c (TC)7ct(TC)7 30 31926622 31926651 TGAAGTGTGCTACGTTTGCAT GGGAGAGAGAGGGGAAGAGA 257

Ai07B9651 Araip.B07 9651 p2 (CT)8 16 31926786 31926801 CCCTCTCTCTCCCTATCTCCA AAAAAGAGCGCAAGGAAAGA 268

Ai07B9652 Araip.B07 9652 p2 (TC)6 12 31926929 31926940 CCCTCTCTCTCCCTATCTCCA AAAAAGAGCGCAAGGAAAGA 268

Ai07B9653 Araip.B07 9653 p3 (CTC)5 15 31927046 31927060 TTCTCTCTTTCCTTGCGCTC TCCCTCTTCTCTTTCTCTCCC 142

Ai07B9654 Araip.B07 9654 c (GA)10agggagaaaaaggaagggggtgagagagagagggagaagagagagtgagagatgggaagggagatg(GA)20ggg(GA)8145 31927297 31927441 GGGAAGGAGAGAGAGGAATAGG AAAACTGGTTTTATTTAAACTCCAAAA 255

Ai07B9655 Araip.B07 9655 p2 (TC)6 12 31929230 31929241 AATCATTCCCTTTTACCGGC TCCGATGAGGGAGAGAGAGA 202

Ai07B9658 Araip.B07 9658 p2 (GA)8 16 31938920 31938935 CTGCTGGTTGAAAGAGAGGG CCTATCGAACCGGCAATAGA 208

Ai07B9659 Araip.B07 9659 c (ATG)7agttccagccaccactttgatgctttcttagcttcctaataagctta(ATT)686 31939926 31940011 GTTTGGTCGGATTTGAAGGA TTTTCTCCTCCCCAGTAGCA 243

Ai07B9660 Araip.B07 9660 p2 (TA)7 14 31941050 31941063 AATCCATCAAAATTAAAGCATGTC TTCACTTTGTCAGTTTAAGCAAAGA 253

Ai07B9661 Araip.B07 9661 p2 (TA)8 16 31943801 31943816 CAGGTTGTGTGTTCTTTGGC TTTGGTATTGATTGAAAATAGGGA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9662 Araip.B07 9662 p5 (ATAAA)5 25 31944078 31944102 ATGTGCAAGCACTGAAAGGA TTGACTGAGCATCAAGGACG 172

Ai07B9663 Araip.B07 9663 p2 (CT)6 12 31962914 31962925 GTACGCGTCGATGGATTTTT GTGGTGGTTTATGGGTGGTC 191

Ai07B9664 Araip.B07 9664 c (TG)14(TA)7 42 31968385 31968426 TTCGGAAGCGAAGGACTCTA TAGCAAAGCTTCTGACTCGG 259

Ai07B9665 Araip.B07 9665 p2 (TA)6 12 31987209 31987220 TGTAATCATGAAATGTTAGGTTCAA TGTTGGCTAATTCATTAGTGTTGTG 223

Ai07B9666 Araip.B07 9666 p2 (AT)9 18 31987987 31988004 GCAAGAATGGAAGTGAAGCA TCAATAAGCTCCCCCTTCTG 271

Ai07B9667 Araip.B07 9667 p3 (CGC)5 15 31989031 31989045 AGTAGACGGTCCAGCACCAC AACATACGTTGGCGATCACA 232

Ai07B9668 Araip.B07 9668 p2 (TA)6 12 31990158 31990169 ATTAACATGCGCAATACCCG TAACCCGTCAACTAGGTCGC 209

Ai07B9669 Araip.B07 9669 p4 (ATTA)5 20 31990388 31990407 GCGACCTAGTTGACGGGTTA TGAACAGGAAGAATGATGCG 238

Ai07B9670 Araip.B07 9670 p2 (AT)6 12 31991615 31991626 CGACTACCAAGGCAACCATT TGTCACTTTTCTGGTCAGGCT 190

Ai07B9671 Araip.B07 9671 p2 (AT)6 12 31992429 31992440 TTTTCAACCCAACGTCAACT AAGGCCACGGAAAAGGTATC 254

Ai07B9672 Araip.B07 9672 p3 (GAA)7 21 31992768 31992788 CCTTGTGGTTGACGTTGATG TGCAAAGGAGAAGCTGTTGA 249

Ai07B9679 Araip.B07 9679 p5 (TTATC)5 25 32019049 32019073 CCTTGGTCACTGGAGGGTAG AACACGACCCAAATCCAAAG 270

Ai07B9688 Araip.B07 9688 p3 (GAA)5 15 32075820 32075834 CGGTCTTAGGTGCCATCAAT CCTTCTTGGCCAAAACACAT 162

Ai07B9689 Araip.B07 9689 p2 (AG)6 12 32079224 32079235 GGGTGAGGAGAGTAGAGATGTGA TTGATTTTCAAATTTGTTTCAACT 277

Ai07B9691 Araip.B07 9691 c (T)10cttttttcggttacttttaattaaaaaaataataa(AAT)560 32088477 32088536 TCATATCTTTTTGATTGCTAATTTTC TGATGGAGGAAAGGAAATTGAT 280

Ai07B9693 Araip.B07 9693 p3 (TGT)6 18 32109199 32109216 CGCTTTGGTGTACATTTTGA TTGCAAGGCCTACACAACAA 280

Ai07B9695 Araip.B07 9695 p2 (TA)8 16 32116925 32116940 TGCCTCTATGCTGATGGTTG TCGAGTTTGGACAACTGACG 277

Ai07B9696 Araip.B07 9696 c (TCT)5tgtatattttttactttgcaaatgtacaataataagaaaaattcaaaatctttaacaaaaaatatccaaaacac(A)11100 32123989 32124088 TAAGCCATGTTGGGTCATCA CCCTGAAGCTGTGGATTTTC 273

Ai07B9697 Araip.B07 9697 p2 (AG)6 12 32125436 32125447 AGGCTGCAGAGTAGGGGAAT AAACCCTAGAGAGAGGAGAGAGC 118

Ai07B9698 Araip.B07 9698 p3 (GAG)5 15 32134149 32134163 GCGCCTTGATCAAATAGAGC ATCGCCTGCATCTCTATCGT 280

Ai07B9699 Araip.B07 9699 p2 (TA)9 18 32136424 32136441 TGACTCACCAATTTTTGCCA TCAAAAACTCACGGGTTGTG 269

Ai07B9701 Araip.B07 9701 p2 (TA)7 14 32137544 32137557 GATTTAGCCCCTGATTGTGC AGCGGTTTATCAATCTCCCC 232

Ai07B9702 Araip.B07 9702 p2 (AG)9 18 32138238 32138255 CCAGTTCCAAGTCCGAGAAC AAACCCTAGAGAGAGGAGAGAGC 154

Ai07B9704 Araip.B07 9704 p4 (TTTA)6 24 32148619 32148642 CCAATGGAGGGTATGCAGAT CCTTACCACTTTCTCTCTCCTCA 242

Ai07B9706 Araip.B07 9706 p2 (GT)8 16 32155399 32155414 ATGCTACGTGGGTGTGTGTG GAGCCTTCGCGAATACAAAC 203

Ai07B9708 Araip.B07 9708 p3 (AAG)5 15 32158065 32158079 TTGATTTTTCTTTTCTTTTTCTTGG TTGGTCTGTGCTTGTTTTGAA 279

Ai07B9709 Araip.B07 9709 p3 (AAG)5 15 32158579 32158593 CACGATGAGAAATTTTGAGGAA TCTTTCTCCTCACCTTCTACGG 196

Ai07B9710 Araip.B07 9710 p3 (AAG)5 15 32158963 32158977 CCATCAAGTGAGTTTGCAGC TTCAAAACTCTTTCTCCTCACCTT 277

Ai07B9714 Araip.B07 9714 p3 (AAG)6 18 32178339 32178356 ATTCTTGGGCCTTTCATGTG TGGTCTCGTTGTTCTTCACAA 221

Ai07B9715 Araip.B07 9715 p3 (ATG)17 51 32178537 32178587 AACGATAACGACGATACGCA CCATCCATGCATTTACCACA 252

Ai07B9716 Araip.B07 9716 p3 (AGG)11 33 32178786 32178818 TGTGGTAAATGCATGGATGG TTCATTACCGTCGTCACCAA 120

Ai07B9718 Araip.B07 9718 p3 (CCT)5 15 32181269 32181283 GCCTTCTTCTCCGTTTCCTT TGTTGGTGTTGTTGGTGATG 189

Ai07B9719 Araip.B07 9719 c (ATA)7aatttaatttttgttttattaaa(T)1054 32184012 32184065 TTCGGCCAAGGGATATAATG TTAATTAATATAAGACCCCCAATTTTT 276

Ai07B9721 Araip.B07 9721 c (T)10cttttttcttttattga(CT)7g(TC)654 32185574 32185627 ATGAAACCGCTCTACGCAAT GGAAGTGGGTTTGCAAGAGA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9723 Araip.B07 9723 c (A)10g(A)13 24 32190700 32190723 GGAAGCAATGATTTGCCATT GTCAAACTTGCATGAGCCAA 227

Ai07B9730 Araip.B07 9730 p2 (AT)6 12 32196231 32196242 ATCCGTCCCTCAGGCTCTAT GCACGCAAGTAATCCTTTCC 239

Ai07B9731 Araip.B07 9731 p2 (AT)11 22 32196454 32196475 GGAAAGCCAAGGAAACAACA AGACGTCTGGATCTTGGGAA 275

Ai07B9732 Araip.B07 9732 p2 (AT)9 18 32201358 32201375 TTGTGTTGACTTAGCCTGCG AGACGTCTGGATCTTGGGAA 251

Ai07B9733 Araip.B07 9733 p4 (TATG)12 48 32207693 32207740 CCTATAATCGGGTTAGCGCA GGAGGTGAAGGGTTGTATGC 269

Ai07B9734 Araip.B07 9734 p2 (AT)8 16 32211769 32211784 AGTCCATATCCCCAGGCTTT GGAGGTGAAGGGTTGTATGC 257

Ai07B9739 Araip.B07 9739 c (T)10c(T)10 21 32223923 32223943 AGCAGCCTGTTAAGCCACTC CCCTTAGAAGAGAGACAGCACC 171

Ai07B9741 Araip.B07 9741 p2 (TA)7 14 32225189 32225202 TTGTGCAAGCTGTAACACCC TATGCTCCACGGTCCTCTCT 190

Ai07B9743 Araip.B07 9743 p2 (TA)7 14 32228345 32228358 TTGGCCTGTGCTGAAGTATG AAGCCTGTCAAAAAGCTCCA 207

Ai07B9747 Araip.B07 9747 p3 (ATA)5 15 32251581 32251595 ACCATAGCTGATGCTGGGAT TTCATTCCTACGCACAATGG 266

Ai07B9748 Araip.B07 9748 p2 (TA)7 14 32263916 32263929 GCATGTCCTCATGCTTAATTG TTTCCATGTTCCCTGCTTTC 242

Ai07B9749 Araip.B07 9749 p2 (CT)8 16 32268874 32268889 ACGCTCCAGCATGACTCTCT GGTGAGAGACAACCCACCAT 239

Ai07B9755 Araip.B07 9755 p2 (AT)6 12 32301136 32301147 AAAATTCACCGGGGATTAGG TGGATTTGGTTTTAGAACCTTGA 247

Ai07B9759 Araip.B07 9759 p2 (TC)8 16 32319359 32319374 TTATTTCCATTCGATGCCGT ACTAAAAGAACATTAAACCTGGGA 260

Ai07B9760 Araip.B07 9760 p2 (GT)6 12 32346390 32346401 GATGAATATGGTCATGGTGGG AAGTTCCCACTTCCATCAACA 148

Ai07B9761 Araip.B07 9761 p2 (AT)11 22 32347691 32347712 ATTGGCTGGATAACCGACAG AATTTTATCACCAAACCGGC 262

Ai07B9765 Araip.B07 9765 p2 (TA)8 16 32357821 32357836 TCATTTTCAAATGCAGGTCG AGGCTCGACTTACAAAGCCA 240

Ai07B9767 Araip.B07 9767 p2 (TA)7 14 32363225 32363238 CTCAATCAATTGGAGTGCCC TTAAGTGTGGGGAGGTCGTC 203

Ai07B9768 Araip.B07 9768 p3 (ATT)18 54 32369258 32369311 TTCCTACTCAACAAGTTTCACAGG CAGCAATGAACTCTTCAGCG 248

Ai07B9773 Araip.B07 9773 p3 (TTG)5 15 32395455 32395469 CCTTTAGTTGCAAGGCTCCA AACAATCACCATTCAAAAGAATCA 263

Ai07B9786 Araip.B07 9786 p2 (TC)8 16 32480847 32480862 TTACATGCCACTGCTTCTGC ATGTGCTTTCCATTCCTTGC 187

Ai07B9787 Araip.B07 9787 p3 (GGT)5 15 32490329 32490343 TCCATGGCTACCTAACCACC TTTTCGCAATTCTGCTGTTG 231

Ai07B9788 Araip.B07 9788 p3 (GGT)5 15 32490620 32490634 CATTTGGCGAAACCTGGTAG TACCCCTCCCATTACCCCTA 156

Ai07B9790 Araip.B07 9790 c (CT)6gagttcagattttcttcccttcttttcttctactaacacaaggatccctatactgtggtataaaggatcca(TAT)7104 32503935 32504038 CGAAAATTCACTTCCCCCTC CAGGTTCTGGATCTGCTTCC 266

Ai07B9791 Araip.B07 9791 p3 (TCT)5 15 32505255 32505269 TCAACATCTCTTTCCCACCC ATAATCCCTGGCAACGTGAG 241

Ai07B9792 Araip.B07 9792 p3 (AAC)5 15 32505701 32505715 AGCCCAATGATGACAACTCC TCGACCACACCTAGTGAGACA 270

Ai07B9794 Araip.B07 9794 p2 (AT)9 18 32515273 32515290 TTTCGTCAAATGGAAGCTAGG GGTTTTCAAGTCGACGACAAT 217

Ai07B9796 Araip.B07 9796 p3 (ATA)16 48 32522742 32522789 AGGAACATGGAACCAGCAAT TCTTTCTCTTTTAATTTGCCATCA 269

Ai07B9797 Araip.B07 9797 p5 (AAATA)5 25 32529182 32529206 AGAATGTCCCAAATAGTTGATGAT GGAGGAGGAGTGGGGTTTAG 250

Ai07B9798 Araip.B07 9798 p6 (TTCTCC)6 36 32530909 32530944 CACGCGCTATGTTATTGTCG AACACGCGAAGAAGAAGGAA 144

Ai07B9800 Araip.B07 9800 p3 (AAG)5 15 32532113 32532127 TGAGAAAATGAAATACGGAGAAGA GCATTTGGATTCGTTGACCT 115

Ai07B9803 Araip.B07 9803 p3 (CAA)5 15 32536874 32536888 GTCGGTATGCCTGTGGCTAT CCTCAAGACAAGCATCACCA 259

Ai07B9804 Araip.B07 9804 p3 (TAA)5 15 32537195 32537209 TTGAAACAGATCCACTGCTCA GCAAATCATTTTTGTCCTCTCC 261

Ai07B9805 Araip.B07 9805 p3 (ACA)5 15 32538751 32538765 GAAGCGAACCCAAAAGTTGA TGGGTTCTTGACGATGATGA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9806 Araip.B07 9806 p3 (ATC)5 15 32538874 32538888 GAAGCGAACCCAAAAGTTGA TGGTGGTCGTGTGTGAAATC 276

Ai07B9807 Araip.B07 9807 p2 (TA)6 12 32542631 32542642 ATGCTGGCATGGTGCTATTA TTTTCCTTTTTATATCCAACCCT 187

Ai07B9809 Araip.B07 9809 p2 (GA)6 12 32555762 32555773 GAAGGGTGAGATGGGTGAGA CTAGCTCGCAAAGCACACTG 216

Ai07B9810 Araip.B07 9810 c (AGA)5gggtggaggttggggaaagggttgcgcgactgcgcagtgtgctttgcgagctagggttatccctatttttgaatcg(GC)6103 32555878 32555980 GAGAGAGAGAACGGGTGGTG GTAGGGTCCACGTCCTCTCA 258

Ai07B9811 Araip.B07 9811 c (AGA)5gggtggaggttggggaaagggttgcgcgactgcgcagtgtgcttcgcgagctagggttatccctatttttgaatcg(GC)6103 32558577 32558679 ATGATCGAGGAATTGATGGC TTCTATTTTGCTCATCCCCG 277

Ai07B9814 Araip.B07 9814 p3 (AGA)6 18 32575713 32575730 GCTTTTGTCTTCCCTTTCCC ACCCACCCACTCAAATTCAA 199

Ai07B9817 Araip.B07 9817 p2 (TA)6 12 32581153 32581164 CAAGTCTGGCTGCTAAACCC GAATGTTGACCCCCATTGAG 100

Ai07B9818 Araip.B07 9818 p2 (TC)6 12 32583407 32583418 AGACAGCAGCAGTAGAGGGG TTCTCCTTCCCTTCAGCAAA 264

Ai07B9819 Araip.B07 9819 p2 (AG)16 32 32585529 32585560 GGAAACCGGTAAGGTCCAAT TCATGTTTCACAAGAAACGGTC 163

Ai07B9820 Araip.B07 9820 p2 (AT)9 18 32587953 32587970 TGGCTTAGTTCTTTGCTTTGC AAGCAGGGGTCACAATCAAC 210

Ai07B9824 Araip.B07 9824 p3 (TCA)5 15 32606717 32606731 CAGTTGAGGCTGAAGTTCCC GAAACAGCACAAGAAAGGGC 113

Ai07B9829 Araip.B07 9829 c (TG)6(TA)10 32 32615203 32615234 CTTAGCTTTTGGTGCTTGGC TTTTTGTATGCATATATGGTAGGGA 267

Ai07B9832 Araip.B07 9832 p3 (TTC)5 15 32619600 32619614 GCGCTACTCACCATGCATTA TCGTTGGGGTGTATTTCTGT 129

Ai07B9833 Araip.B07 9833 p3 (AAG)5 15 32620034 32620048 TTCCTCATCTTCTGCTGCTTC TTCTTGCACGTTCTTCTTCCT 237

Ai07B9837 Araip.B07 9837 p2 (AG)6 12 32665494 32665505 TGGGAAAATCCATTCATTCA CATGAAGGGTTCATAAGCCAA 272

Ai07B9838 Araip.B07 9838 p2 (GA)6 12 32671504 32671515 AAAGTGGGGAAATCCATTCA CATGAAGGGTTCATAAGCCAA 278

Ai07B9844 Araip.B07 9844 p3 (TAT)13 39 32703241 32703279 ACACCAAAACCACCTCCGTA TTTCAATGCTAAAGTACAGGAAAA 242

Ai07B9846 Araip.B07 9846 p2 (AT)9 18 32704950 32704967 CGGCCACATTTTCAACAATA AAAGTTGTGCTTAGAAAAACAGTGAA 278

Ai07B9850 Araip.B07 9850 p2 (CA)10 20 32709218 32709237 CACAATCAACCGATCCTCAA TGACGGGAGTTGATGAATGA 120

Ai07B9853 Araip.B07 9853 p3 (AAT)5 15 32716531 32716545 TGCAAGCTACATCTGGCAGT CTGTTGCCAAACCGAATTTT 223

Ai07B9854 Araip.B07 9854 c (AC)10aa(AC)12(AT)862 32723314 32723375 GCCAAACCAATTCCAATATCA TGTGAATGGGTTGATGAATGA 243

Ai07B9860 Araip.B07 9860 p2 (AC)6 12 32755297 32755308 TCCAAAGTTTTCCCACACTTG ACAAGCCTTAAAGCGGAAAA 101

Ai07B9862 Araip.B07 9862 p2 (TC)8 16 32757744 32757759 ACTCCTCCTTCAGCCCTCTC TGGCTTAGTGAGCACCACTG 120

Ai07B9866 Araip.B07 9866 p2 (CT)23 46 32773982 32774027 CTGATGGTAAAAGGGGCGTA TGATGGTGACGACAGATGCT 170

Ai07B9867 Araip.B07 9867 p3 (CGA)5 15 32787426 32787440 GAAAATCACCATCTTCTGCG TTCCAACGGTAATGTCAATTTTT 275

Ai07B9868 Araip.B07 9868 c (TA)6cacat(TC)14 45 32789621 32789665 ACACATCCAAAAGTTGCACA TTTGGAAACCAAACGAAACC 218

Ai07B9873 Araip.B07 9873 p3 (TAA)5 15 32802087 32802101 CCTTTCAATGCAGGGTATCA TTCACCCTCAAACGCTCTCT 278

Ai07B9880 Araip.B07 9880 p3 (TCA)24 72 32814652 32814723 TGTCACACAGTTAAAAATCTTCGAT TCCAGAAAAATAGCACGAAAA 260

Ai07B9884 Araip.B07 9884 p3 (TAT)5 15 32828637 32828651 TAAATAGGCAAGCATGTGCG TGTGTGTTTTGTGTGTGTGTTG 242

Ai07B9886 Araip.B07 9886 c (A)10tcatacttacgcatcacactctccctctcattctcttctttctccctcaaataaatcaactcacattttcggt(A)17100 32832048 32832147 TGGACCAAAATCAAGCCTACA CGATAAAAGAGGCGGAAGTG 250

Ai07B9888 Araip.B07 9888 p3 (GAT)5 15 32833349 32833363 TTGCTTTTCTTGGTTCTTTGG CACTACTGCCGAATACCCGT 278

Ai07B9889 Araip.B07 9889 p2 (TA)6 12 32837544 32837555 TGTGCTAACGGCAGTTGAAG CTCCAAGAATTCGTGCATCA 222

Ai07B9892 Araip.B07 9892 c (TG)12agacgtggtttgagatgagttc(TG)862 32844519 32844580 TGGCAATGCCGAATATAACA AGCCCATTCTCTGCATACTCA 266

Ai07B9893 Araip.B07 9893 p2 (CT)6 12 32848537 32848548 GGAACCTTGAACCTGTGATTG GTCCAAATCCAAGCCAGAAA 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B9894 Araip.B07 9894 p2 (TA)9 18 32850595 32850612 GTTGTGTGCTCTTTGGCTCA CCCTTTTAGCGTATGTTGAATTG 270

Ai07B9896 Araip.B07 9896 p2 (TC)7 14 32856951 32856964 AAAGGAACGTTGAACCTGTGA TGCAGAAAACGTCCTCAGTG 257

Ai07B9898 Araip.B07 9898 p2 (TA)18 36 32862595 32862630 TTCCTAGTCATGCTTTCTCAACC ATCAATGCACATGGGACAAA 260

Ai07B9903 Araip.B07 9903 p2 (CT)6 12 32886880 32886891 TTTTTGTTTGTTTCCTATCTCTTTCA GGGGAGAGCAGAGATGTGAG 257

Ai07B9904 Araip.B07 9904 c (AGA)5gtagaaaatttagggtaaatattataaaataaaaaatagttcgtaattttactaaacgtgaaaaacacattattaaatatttggatcattcttaatggg(TA)8130 32900252 32900381 TGAGGAGTTTTAAGTTGCAAGG TTTTTGGAGCTTGTATCCGT 275

Ai07B9910 Araip.B07 9910 p2 (AG)7 14 32921526 32921539 AGAACGCTCTTCTCCAACCA CCATGTAGGCACTCCTCTCC 220

Ai07B9911 Araip.B07 9911 p4 (AAAT)5 20 32921719 32921738 TGTCACTCACTCGACTCATGG CTGCCCCCACTAGAGTTTTG 215

Ai07B9916 Araip.B07 9916 c (AC)6gcacacgcacaca(CG)637 32962303 32962339 AAGATCCAAACTCGACCTGC AGAAGTGAGAACCCCCGATT 238

Ai07B9919 Araip.B07 9919 p3 (CTT)5 15 32989761 32989775 TCTTCATCTTCCTCCTCCTCA TGTAGGTTCATCCTCTTCCAAAA 221

Ai07B9920 Araip.B07 9920 p3 (CTC)5 15 32990387 32990401 TTTCGGTGTAAAAATTGAGAAGC GAACGTAGGTTCATCCTCTTCCT 237

Ai07B9921 Araip.B07 9921 p3 (AAG)5 15 32990907 32990921 AAAAATGCATCAACAACAGCA CCTTCTTCTCCTTGTTTGCG 117

Ai07B9923 Araip.B07 9923 p2 (TC)6 12 32995576 32995587 TGTATGCCTATAAATAGAGAACCTGA TTGGTCAGAGTCTCGTGCTG 247

Ai07B9924 Araip.B07 9924 p2 (AT)7 14 32997573 32997586 TTAAACCGTAACACCGCTCC TGGATGCTGAAGTCACGAAG 267

Ai07B9925 Araip.B07 9925 p2 (AT)8 16 33004421 33004436 GCGACTCTGATAGCTCGGAC GTTTCGAATGATCTCGCGTT 245

Ai07B9926 Araip.B07 9926 p2 (TA)8 16 33009013 33009028 CATTCATAGCAAGAGCGAAAGA CGTTTGTAACGCACCACTTG 125

Ai07B9928 Araip.B07 9928 p2 (TA)8 16 33018581 33018596 CAAATCAATTCTCTCTCTCTTTACGA CCAAAGAAAGATATCCGGCA 238

Ai07B9931 Araip.B07 9931 c (CTT)5catcattatcatcatcatcttc(T)1451 33027088 33027138 TGACGACATACAAACAAACTCAA CCTCTTCCTAGTAATTTTGCATCA 278

Ai07B9932 Araip.B07 9932 c (GAA)5ggaactcgaagaagaagaaacccgaagaagaaagaggaggaatgcgggaagaataagaagg(AGA)5aagaggaggagaaacacaaagaaaaagaagaaga(AGG)7146 33027317 33027462 GAAGAGGAGGAGGAAAAGAAAAA GTGAATGTTTCCACGTCCCT 237

Ai07B9933 Araip.B07 9933 c (T)15gcgtgaaccagcaatgatgtgtt(GA)854 33027908 33027961 TTTCAGGTCTTGTGAACCCA GCAAAGCAAACATCGTGAGA 235

Ai07B9934 Araip.B07 9934 p2 (CT)18 36 33029123 33029158 CCGTCGAAGTACTCCCTCAC AAACTTTGGCGACCATTTTG 211

Ai07B9935 Araip.B07 9935 p3 (CAA)5 15 33029444 33029458 CAGAAGCAACCAAAGCATCA CCACTACCACTGCAACCCTT 147

Ai07B9936 Araip.B07 9936 p3 (GAA)7 21 33029741 33029761 CGCTGTGTATTTGCTGAGGA AAGGGAGAGAGAGAATGGGG 210

Ai07B9939 Araip.B07 9939 p2 (CT)23 46 33034419 33034464 TTCTCTCCCTCGAAGCACTC GAATTTGTTGGTGGATCCCT 178

Ai07B9941 Araip.B07 9941 p2 (AT)6 12 33037292 33037303 GGATCGGATTGGATATTGGA CCGCAGATCCGCACTATAA 265

Ai07B9945 Araip.B07 9945 p3 (TTA)5 15 33064283 33064297 ACAAGAACCACCTTTTCCCA GGCTATTTGGAGGTGATTGG 247

Ai07B9946 Araip.B07 9946 c (T)10aattttagatgtttcattttatttgattttgga(T)1053 33067196 33067248 TTTTAGGTTTTGGATTTTATTTTTG TCCCATATAGAGTACGGGAACA 203

Ai07B9953 Araip.B07 9953 p3 (ATA)6 18 33085593 33085610 ACTAAGAATGATTGCCATAAGGA CGCACAGAAAAATAAATACAAAGATG 189

Ai07B9956 Araip.B07 9956 p2 (GA)13 26 33093209 33093234 GTTGAAAGCAAAAGGAGGCA ACTTTGTGCCAAAATGGAGG 234

Ai07B9958 Araip.B07 9958 p2 (AT)6 12 33113068 33113079 CCTCACCAAAGCTCCTCAAG AAGAACCCTCCAACCCTTGT 135

Ai07B9968 Araip.B07 9968 c (A)10ct(A)10 22 33132509 33132530 TATTAAGCCATGCCTGACCC TTTCGAAAAATGCAAGATGAA 246

Ai07B9969 Araip.B07 9969 p2 (CT)8 16 33133330 33133345 TTTCTTATCTTTTTCAAAACCACC AGAAGATGAGAGGGGGAAGTG 221

Ai07B9970 Araip.B07 9970 c (A)16taaaaaaaaggggaaaaaaagaaaaaaaagaaa(AAAT)569 33156369 33156437 GGTGCCTACTCATGTGAGACC TGGGGTAATTTTGTCCCCTT 163

Ai07B9972 Araip.B07 9972 p2 (TA)11 22 33167417 33167438 CCGGAGCTTGCTATCCTGTA GCCGTAAAACAGAGGTGGTC 233

Ai07B9973 Araip.B07 9973 p3 (ATA)6 18 33168828 33168845 TTGCAAAGTGTGTTACAGTTGCT AAGAAAAAGTTTGGGGTGCC 187
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Ai07B9975 Araip.B07 9975 p3 (TCT)5 15 33171395 33171409 CCGTGTAATTGTTCCTGCCT GAGTGACGATCGATGGGTTT 113

Ai07B9977 Araip.B07 9977 p2 (AG)12 24 33187418 33187441 GTGTCTGGGGGCTCTGTAAA AGGGACAAGAAAATCCCCAC 155

Ai07B9978 Araip.B07 9978 c (AT)7aatcttaatgtagggagtacgatgaatttttcttttgagctacgggtatctggattagtttgctaaagaaatctcttg(A)10ttacataggtaagttcttgttttgtaactatcattgtgtctactaacgctca(T)10164 33195502 33195665 TGGCCATTTTGAGGTTCTCT GTGGTTTAAAACTAAATTGAACCATA 268

Ai07B9979 Araip.B07 9979 p3 (GAT)13 39 33210045 33210083 AAGCAAGAGGTGAGGTTGAGA CCTCGTCTACGTCCTCGTTC 235

Ai07B9983 Araip.B07 9983 p2 (AT)6 12 33222057 33222068 CAAGCAGAACAACGCAACAC CGGAGAAACAGGTTGTCGAT 215

Ai07B9992 Araip.B07 9992 p2 (TC)8 16 33274962 33274977 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 207

Ai07B9993 Araip.B07 9993 c (A)11ggatgcacgacgcgaccacatgccccatgcgatcgcgtcatatcgcggaaaacaccacccacgcgaccgcgtg(AT)696 33276786 33276881 CCATGGTATGGTCGCTTCTT CGCATGATTCCAGCCTAACT 276

Ai07B9995 Araip.B07 9995 p2 (TC)6 12 33281936 33281947 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai07B9996 Araip.B07 9996 p2 (CT)6 12 33283920 33283931 ATTCAAACCATTTCCCTCCC AAGCAGAGCTTTTTCCCACA 243

Ai07B9997 Araip.B07 9997 p3 (TTC)6 18 33297417 33297434 CGAGACACAACCCTCTCTCC CGGTCTTAGGTGCCATCAAT 153

Ai07B10001 Araip.B07 10001 p3 (AAT)36 108 33311850 33311957 CGATCCTTATCGTAATTATTCGTTT TGCTTGTCTCACATCTGTTCG 256

Ai07B10013 Araip.B07 10013 c (A)10ggagagtcattgagttaaactatttaatatttcccaagaataaaaaaaaactatttaatatttatgggttttatg(TA)8101 33368207 33368307 CCTAAAACACAAAAGGGCGA AAAAACAGCCTGGCAAAACT 185

Ai07B10014 Araip.B07 10014 c (A)10ggagagtcattgagttaaactatttaatatttcccaagac(A)10ctatttaatatttatgggttttatg(TA)8101 33368545 33368645 CCTAAAACACAAAAGGGCGA AAGACAAAAACAAAGCATTTCAA 205

Ai07B10016 Araip.B07 10016 p3 (AAG)5 15 33373742 33373756 TGGCGGTCTTCTTCTTCAGT AAAAATGTTGATGTGGCCGT 171

Ai07B10020 Araip.B07 10020 p2 (AT)6 12 33383406 33383417 TTTGATCAGAGTCTCGTGCTG TCTCTCCGTGGTTTGAGTTACA 197

Ai07B10021 Araip.B07 10021 p2 (CA)6 12 33385145 33385156 TGCAGCAAATTTGGGTGTAAT AACAGGTGGTGGGAGGGTAT 279

Ai07B10022 Araip.B07 10022 p2 (AG)6 12 33385615 33385626 CTGTTGCTGCCGCTATCAT TTCTGCAGTGAACCCAACAG 256

Ai07B10024 Araip.B07 10024 p2 (TA)7 14 33389819 33389832 TCGCATGTTGAGTGAGCTTC GGGGACCCAAAATTCAAAGT 196

Ai07B10029 Araip.B07 10029 p2 (GA)8 16 33406553 33406568 TCTAGTAGTGGGCAGTGGGG CTGCATTTTGGTAACTCGCA 223

Ai07B10033 Araip.B07 10033 c (T)15ggagctgtatagtttcgcaaaatttttaattaggtccctatatttttttttctttttaattgagtcattgcactaa(T)10101 33415261 33415361 TCGTGGATTTTTGTTTTTCG GGCTTAATTTTATAGGGACCCA 268

Ai07B10035 Araip.B07 10035 p2 (TA)7 14 33421986 33421999 ATCGGGGTTGATATCTGTCG GGGCTACTGAGTCAGCGATT 235

Ai07B10038 Araip.B07 10038 p2 (CT)7 14 33429723 33429736 TTTGTTTCTATCTTTTTCAAAACTGC TCGAATTTGGGTGAGATGAA 270

Ai07B10039 Araip.B07 10039 p3 (TCT)7 21 33433717 33433737 CCCACTCACCTCACCTTCTC CTTGCCTTCCCTTTCCTCTT 252

Ai07B10043 Araip.B07 10043 p2 (AC)6 12 33440608 33440619 ATATTTCCCCCTTCACCCAA CTCCGTTCCTCTCCCTCTCT 110

Ai07B10044 Araip.B07 10044 c (T)12cgcatatatc(T)1032 33444285 33444316 CACCCTTGCCTTTTGGTTTA TGATGTGGTGGCAATGCTAT 275

Ai07B10045 Araip.B07 10045 p2 (AT)8 16 33454587 33454602 GATGCAAAAATGCAACATGC AGGATTCGTCATTTAGGGGC 197

Ai07B10046 Araip.B07 10046 p2 (TA)6 12 33461982 33461993 TCCAATTTAGGGGCTTTTTG CATGTGCTCGATTTCACAGG 279

Ai07B10048 Araip.B07 10048 p2 (TA)9 18 33466366 33466383 ATTTTTGTTCCCTCGCCTTT CAAGCATTACCCAATACAATTCC 274

Ai07B10049 Araip.B07 10049 p2 (AG)6 12 33467857 33467868 AAAATAAAAGAACATTAAACCTGGGA TGACAGAGGCCACGTATCAG 265

Ai07B10050 Araip.B07 10050 p2 (TA)6 12 33468687 33468698 GAATGTCATGGAATGCAACCT CAAAATCCAGTGAGGGTTCAA 274

Ai07B10052 Araip.B07 10052 p2 (AG)7 14 33474788 33474801 CGACAAAGGAAAGTGGTGGT GGAAATGCACCCATTCAAAG 272

Ai07B10053 Araip.B07 10053 p2 (TA)6 12 33482111 33482122 ATTTTTGTTCCCTCGCCTTT TTTAAACCGCAATACCGCTC 187

Ai07B10057 Araip.B07 10057 p2 (GA)6 12 33498027 33498038 TGAATGTTGCAAACTCCTCCT TCTCGTCGTCGTTGTGAGTC 243

Ai07B10059 Araip.B07 10059 p2 (TG)11 22 33499696 33499717 GTTCGCTTGGCCAATTTCTA GGCACAGCTTCAACACACAT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10062 Araip.B07 10062 p3 (AGA)5 15 33513617 33513631 TTAGAAAGTTGCTCGCCCTC CTCTTTCCCACCCAATCTCA 115

Ai07B10063 Araip.B07 10063 p3 (ATT)5 15 33516478 33516492 AAGCCTGTAAACCTCGGGAT CAAGAAGAGGAGATGGCAGC 279

Ai07B10065 Araip.B07 10065 c (T)10ggatttttgtatatttttattttta(T)1045 33518054 33518098 ACAAAATGCCATTGACACCA GCTGGCCATCAAGCTTTAGA 225

Ai07B10066 Araip.B07 10066 p2 (AG)6 12 33535659 33535670 GGAACATTGAACCTGAGAAGG TCTAGCGATTTCTGGGCTGT 221

Ai07B10068 Araip.B07 10068 p2 (CT)6 12 33543936 33543947 CATGAATGGTTCATAAGCCAAA GAGGTTATGAAGTGGCGGAA 267

Ai07B10071 Araip.B07 10071 p3 (AAG)5 15 33580344 33580358 AACCCCAGTGGACAAGACAG TTCAAACGTCTTGGAAAGGG 154

Ai07B10072 Araip.B07 10072 p2 (CT)6 12 33582179 33582190 TTCCTATCTTTTCAAAATTTGTTTCA GCACAAATTGCGAATCACAC 249

Ai07B10073 Araip.B07 10073 c (A)10gagaaaaagagaaaaagaaaaagaaaa(AT)751 33584160 33584210 GGAAACTGTGGAAACATGGG TGGGGTAATTTTGTCCCCTT 242

Ai07B10074 Araip.B07 10074 p2 (TA)6 12 33586159 33586170 ACATTAGGGACAAAAACGATACA TCATGGAATGTTTGTAGAATGACT 280

Ai07B10078 Araip.B07 10078 p2 (AG)9 18 33603679 33603696 GGGGTGGTGAGAGTAAACGA GGGGCTAAATTCAAACACGA 102

Ai07B10079 Araip.B07 10079 p2 (CT)6 12 33606548 33606559 AACCTGGTGTTGTCTTGGCT TGGGCAATTACAGACGAAAA 263

Ai07B10080 Araip.B07 10080 p3 (AAT)5 15 33612086 33612100 TGAACATGCAAGCAATCCC CCCCTTTCTACCTCACCTCTC 280

Ai07B10081 Araip.B07 10081 p2 (GA)7 14 33612303 33612316 TGAACATGCAAGCAATCCC CCCCTTTCTACCTCACCTCTC 280

Ai07B10083 Araip.B07 10083 c (AGA)5aggtggaggttggggaaaggggtgtgcgactgcgcagtgtgcttcgcgagctagggttatccctatttttgaatcg(GC)6103 33639480 33639582 AGAGAGAGAGGACGGGTGGT CCCACGTTCTCTCAATGGAC 253

Ai07B10084 Araip.B07 10084 c (T)10cttc(T)13cagaaaaaacttgctgggtgctccccttagtgttcacaactcttattcactcaaccatcatacaattcacaaaaatgcag(T)11118 33640154 33640271 CACAATGTTTGCCCAAGAGA CGTCAAAATGCCGGTTTAGT 255

Ai07B10085 Araip.B07 10085 p4 (TAAC)5 20 33643268 33643287 AATTTGTCACCCAAAATCGC TCCTCCTTCCATTTCTCCCT 272

Ai07B10088 Araip.B07 10088 p3 (ATA)6 18 33652656 33652673 CAAATTAAACCAAGCTTTATTCCC TAGGACCGCAGGATATGGAG 217

Ai07B10089 Araip.B07 10089 p2 (TC)10 20 33654775 33654794 AAACCGCCACTATTATCCCA CCATGTTCTCATCAACCCTCT 228

Ai07B10091 Araip.B07 10091 p2 (TA)8 16 33673626 33673641 TGTAAAAACTTTTGCACCGC TGATCCCACTTCATGAACACA 253

Ai07B10096 Araip.B07 10096 p2 (AT)8 16 33681153 33681168 ACGAACCGTTTATGCATTATTT TTGCTTTAGAGATCAAATTTTAATACA 280

Ai07B10097 Araip.B07 10097 c (TGTA)10tggaaagtaagagtagaagatgaagatacaaaataacaagctcctaactcagcctgcaaagttaaggctggccggagac(TA)8135 33682177 33682311 GGTGGTGTGGTATTACGACCT GAGGTTTATGGAGTATTAAGGTTGC 267

Ai07B10098 Araip.B07 10098 p3 (CAT)5 15 33685939 33685953 GCTTCCTAAATTTCAGAAAAGGG CACCGAGCCTCCTATCAGTC 262

Ai07B10100 Araip.B07 10100 p2 (AT)8 16 33694917 33694932 CATGGGAAGTACACCCATTTTT GGTGATGATCATGCCAGAAA 267

Ai07B10101 Araip.B07 10101 p2 (AT)6 12 33704253 33704264 TGACAGCTGCTGCTTTGTTT GCTGCCAGTATTCCGAAGAG 193

Ai07B10103 Araip.B07 10103 p2 (AT)7 14 33709044 33709057 CACCACAACAACCTCCACAC CCATAGGATAGGTGGGAACG 258

Ai07B10104 Araip.B07 10104 p5 (TTATC)5 25 33709929 33709953 TGTGCTGCTGATCCTTTGTC AGGGTGGTTCCCTTGAAGAT 236

Ai07B10107 Araip.B07 10107 p2 (GA)6 12 33730914 33730925 TCGAATTTTGGGTGGAAGAG TTCCCTCTTTTTCAAATTTCCTT 195

Ai07B10110 Araip.B07 10110 p3 (TGA)5 15 33735249 33735263 TTGGACAACATTGTGAGGGA GACTCGGGACGAATAACTGC 140

Ai07B10112 Araip.B07 10112 p5 (TTATC)5 25 33747307 33747331 CCTGGGTGCTCCAGTGTATT AGGCAGTCCAAGCCTACAGA 148

Ai07B10113 Araip.B07 10113 p2 (AT)9 18 33751633 33751650 GATGTAAAACAAAAGTGGTGTGG TTCTCTGGCCAGCCTTAACT 277

Ai07B10114 Araip.B07 10114 p2 (AT)16 32 33751758 33751789 GATGTAAAACAAAAGTGGTGTGG TTCTCTGGCCAGCCTTAACT 277

Ai07B10115 Araip.B07 10115 p3 (AAG)6 18 33755302 33755319 ACCCTTTCGCATTTCCTTTT AAGTGCTACCATGGTGGAGG 269

Ai07B10116 Araip.B07 10116 p4 (AAAG)5 20 33756094 33756113 ATGAAACCCTAGCCGCTACA CTCTCCCTCTCCTTCTCCGT 119

Ai07B10119 Araip.B07 10119 p4 (AAAG)5 20 33765434 33765453 TCCAAATGAACCCTAGCTGC CTCTCCCTCTCCTTCTCCGT 123



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10121 Araip.B07 10121 p2 (AT)7 14 33779960 33779973 TCCAAGTTGATTCCCACCTC CGTGATTGATTGGATTGTGG 213

Ai07B10123 Araip.B07 10123 p2 (AT)13 26 33781941 33781966 TGCGTGTTATGAACACATGG TTTATGGGTGCTTTTGGCTC 182

Ai07B10125 Araip.B07 10125 p5 (TTATT)5 25 33788117 33788141 CAATTCTCCTCTGCCTCAGC AGTCCGAAGGGCTGAATCTT 240

Ai07B10126 Araip.B07 10126 p2 (TG)11 22 33820156 33820177 GTGAGTGCTTTGTGACGAGG AGAGCTCCAGCAGACAAAATG 267

Ai07B10127 Araip.B07 10127 p4 (TTAT)6 24 33820391 33820414 TGTGTGTGTGTGTTTTCGGA GCAGGACCAATGAAGATGAAA 272

Ai07B10128 Araip.B07 10128 p2 (TG)11 22 33821319 33821340 GTGAGTGCTTTGTGACGAGG AGAGCTCCAGCAGACAAAATG 267

Ai07B10129 Araip.B07 10129 p4 (TTAT)6 24 33821554 33821577 TGTGTGTGTGTGTTTTCGGA GCAGGACCAATGAAGATGAAA 272

Ai07B10131 Araip.B07 10131 c (T)10attaattagcacaggggtttaaagctcgttgataaatttattctc(T)1166 33833637 33833702 CTTGAAAACAAACGCAGCCT ACGAGCTTTAAACCCCTGTG 185

Ai07B10134 Araip.B07 10134 c (TTC)5tccttctccttctctttctccttctcgttctccttctccttcttcttctc(CTT)683 33836376 33836458 TCCACACGTACAAGGGTTTTC ACGAGGAGAAACACGACGAT 238

Ai07B10135 Araip.B07 10135 p3 (TAT)6 18 33838174 33838191 TTCAAGTGTTAGAGACTTAGAGTTGTG TCACTGTACGGGCACATATAGAA 243

Ai07B10137 Araip.B07 10137 p3 (CCA)5 15 33840424 33840438 GTATCAGGGGGCATATGGTG TGACTGAGGTGCCTCTTGTG 169

Ai07B10138 Araip.B07 10138 p3 (GAA)5 15 33844699 33844713 TAAACATGAAAGCTGGTGCC ACTGTTGACATGTGGTCGGA 160

Ai07B10140 Araip.B07 10140 p3 (GAA)5 15 33869964 33869978 TTCGCCCTCGAGTAAGAGAA AGCCCTCCATTCTTCCTCAT 133

Ai07B10141 Araip.B07 10141 p2 (CT)6 12 33884628 33884639 AGCCAATTGGGCAACATATC GTGGCCCAGAAAACACAGAT 264

Ai07B10145 Araip.B07 10145 p3 (TTA)14 42 33891898 33891939 TGAAAAATGGGTAAAGCTAATGG GAATCCAAACTGGCAGGAAA 259

Ai07B10149 Araip.B07 10149 p2 (TC)6 12 33902758 33902769 GAATGCGCTTTTGAGCTCTT CATTCTCATTCTCATCATTGCAT 226

Ai07B10152 Araip.B07 10152 p3 (TTC)8 24 33916005 33916028 TCATCCCCAACATTTCGTTT GGAGGTCACCGACGTAAAGA 229

Ai07B10154 Araip.B07 10154 p2 (TC)20 40 33922466 33922505 AGCAAGCACACCCTGATTCT GGACCAAAAATCTCTGAGCG 264

Ai07B10164 Araip.B07 10164 p3 (TAA)5 15 33948070 33948084 CTTTGTTTTGCGTTGTCACC CAAGCTAAGCTAAGGGGGAAA 277

Ai07B10166 Araip.B07 10166 c* (T)11(TA)11* 32 33962587 33962618 CTGCCTAAGCATGTGGTTGA TCCTTTTGTTTTCGGTCAATG 232

Ai07B10169 Araip.B07 10169 p3 (CTT)20 60 33965439 33965498 GGTCACGAAGAGAGGCAAAG TTGCAACGACGAGTCTATGG 256

Ai07B10170 Araip.B07 10170 p3 (GTG)5 15 33965926 33965940 AGGTTTCAGGCGCTGTTCTA TGCCCCGAATCACTAAACTC 157

Ai07B10172 Araip.B07 10172 p3 (TAT)11 33 33981275 33981307 TGAATGAGGGTAATCCGAAAA TTGACCTAAAGATGGGCAAAA 266

Ai07B10173 Araip.B07 10173 p2 (TA)7 14 33990638 33990651 TTTTTCAGAATCACAACAATCCA AGAAGGGCAAAACACACAGG 274

Ai07B10174 Araip.B07 10174 p3 (ATA)10 30 34007212 34007241 ATAAAATCGACGCAGTTGCC TGGCAGAAAGAAATCCAACA 216

Ai07B10177 Araip.B07 10177 c (TTA)11ttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaaacttgg(T)21152 34014395 34014546 GCCCCCATTACTATAGGATTTTT TTTTGTGTACCTTATCCCAAATC 280

Ai07B10181 Araip.B07 10181 p2 (AT)16 32 34047875 34047906 TGTGCCACTCTGATAGCTCG TTCCCTCGCCTTTATCTTTG 269

Ai07B10182 Araip.B07 10182 p2 (TC)6 12 34050908 34050919 CGGGCTCTAAAACAGTTTGG CGTCCAGTCGCACAGAGTAA 280

Ai07B10190 Araip.B07 10190 p4 (AAAT)5 20 34064730 34064749 CTTGGCCACCCTTCAAATAA GTTCCGAATTTGGGGTCTTT 231

Ai07B10191 Araip.B07 10191 p3 (CAT)26 78 34065507 34065584 TCCACCAGCTTCAGATACCC TTTAGGGCCAGAGCTTGGTA 204

Ai07B10192 Araip.B07 10192 p3 (AAT)8 24 34067671 34067694 TCACCGCTACTGTTTTCTCG CAAGCTAAGCTAAGGGGGAAA 268

Ai07B10193 Araip.B07 10193 p3 (GGT)6 18 34067832 34067849 GGTTTTCTATGTGGCCGAGA CACTTGGTGGTCACATGAGG 188

Ai07B10194 Araip.B07 10194 p3 (TTA)5 15 34068492 34068506 TCGATGATCAATGTGAATTATTAGC TTTTGCATTGTCACCGCTAC 212

Ai07B10196 Araip.B07 10196 p2 (TA)11 22 34072224 34072245 TGCCTAAGCATGTGGTTGAT AATGCCGAAGCTTAATTGGA 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10200 Araip.B07 10200 c (CTT)6ctcctccgccgagcccgccaccgcgccatcctcttcatgtaagttcctctctctctcgcacaca(CT)694 34081050 34081143 TCCAACTCCTGAGAAAACCC TACAAGAAGCTGCGACAACG 279

Ai07B10201 Araip.B07 10201 p3 (GTG)5 15 34081532 34081546 GAATGTCACATGCCCTTCCT TAAACTCGCAGCAACAATGC 129

Ai07B10203 Araip.B07 10203 p3 (AAT)7 21 34086957 34086977 TTATTTTCGGCTGCCATCTC TCTCCCCCTTTTCTTCCACT 258

Ai07B10208 Araip.B07 10208 c (A)10gggaatcggcgccaagcgcgcagt(GC)6cggtggtgcatatcacactcctggtacaaaaaccagagagttgtgcccactttatgcctactttgtgccaggcgatccgcgcgtaagcacgcatg(GC)6153 34099251 34099403 TTGAATTTTGGTTGCTTTAGAATG GGATGCAGCAGGGACAAT 241

Ai07B10209 Araip.B07 10209 p3 (AAT)5 15 34099629 34099643 ATATGCGCGGATTTGCAT GCAATGCATGAAAACAAGGA 248

Ai07B10210 Araip.B07 10210 c (A)10gggaatcggcgccaagcgcgcagt(GC)6cggtggtgcatatcacactcctggtacaaaaaccagagagttgtgcccactttatgcctactttgtgccaggcgatccgcgcgtaagcacgcatg(GC)6153 34118413 34118565 TTGAATTTTGGTTGCTTTAGAATG GGATGCAGCAGGGACAAT 241

Ai07B10211 Araip.B07 10211 p3 (AAT)5 15 34118791 34118805 ATATGCGCGGATTTGCAT GCAATGCATGAAAACAAGGA 248

Ai07B10217 Araip.B07 10217 p2 (TC)7 14 34157995 34158008 CTCAGGATCTATGGACCCCA TTGGAAGGGAAAGTGGTTTG 241

Ai07B10219 Araip.B07 10219 p4 (TAAT)5 20 34170581 34170600 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 210

Ai07B10221 Araip.B07 10221 c (CT)6cactttgttccctctttctttctttgtttcttgcagcagcagctactgtgtgtgtgtc(GT)784 34174420 34174503 GGGCGTCTCCTTCTCTTCTT AAATCCCCAAATCAAAACCC 203

Ai07B10224 Araip.B07 10224 p2 (TC)7 14 34192683 34192696 GCGACTACCAGATCTCCAGC GAGAAGGAGACGTGTCGGAG 223

Ai07B10225 Araip.B07 10225 p2 (TG)6 12 34192879 34192890 TCCGACACGTCTCCTTCTCT CTCCAACCCACACACAACAC 141

Ai07B10229 Araip.B07 10229 p3 (TAA)5 15 34209184 34209198 TGTTTTGCGTTGTCACCACT CAAGCTAAGCTAAGGGGGAAA 273

Ai07B10230 Araip.B07 10230 p5 (TTTTG)5 25 34209909 34209933 TTATCTTGTCGGTGGGTTTT TTGACAATTGCAATAATATAAGGTG 262

Ai07B10231 Araip.B07 10231 p3 (TTA)5 15 34210040 34210054 TTTTGTTTTGTTTTGTTTTGTTTTG CTTTGTTTTGCGTTGTCACC 277

Ai07B10234 Araip.B07 10234 p4 (ATTT)5 20 34215731 34215750 GTTGTCCAATCCATCCGACT AACAGAACCGCATTCAAACC 273

Ai07B10235 Araip.B07 10235 p2 (AG)10 20 34220342 34220361 GTATCCAGCGGCAACAGTCT CTAGCGAGTAAATCCGACGC 235

Ai07B10240 Araip.B07 10240 p2 (AT)6 12 34275360 34275371 CCGGTTTTATGTTTCCAAGTG TGGAAGATTTGTTGCCCTTC 209

Ai07B10242 Araip.B07 10242 p3 (TTC)5 15 34276697 34276711 TCCTCACTTTTGGAAAGCTCA CAAACTCAGCAAATGTTCACG 193

Ai07B10247 Araip.B07 10247 p3 (ACA)5 15 34287913 34287927 CCCGGGAGGTATAGGAAAAA TCCTTTTGGGGTAAAGCACA 251

Ai07B10248 Araip.B07 10248 p2 (AC)8 16 34289611 34289626 TGTGTGGAATTTTGACGCAT TGAAACATGGGAAAAAGGGA 248

Ai07B10250 Araip.B07 10250 p3 (ATA)8 24 34294002 34294025 TTCTTGTTAAGTTTTATGCATTTGAA ACTATCCGCAAGGCAAACAT 276

Ai07B10251 Araip.B07 10251 c (GA)8tgccatcgtcgcgtattgttgctgccggctttgttgcgccatctaatcgtcgtgttgccgtcgaggatcaggacagg(GA)6105 34299030 34299134 TTGTTGTTGCCATCTCCAAA TTCCTTGACGGTAGTGTCCC 225

Ai07B10252 Araip.B07 10252 p2 (GT)41 82 34299728 34299809 GGGGTTTTGTCGCGTAGTTA ACGCAACCCATTTTAATCCA 199

Ai07B10254 Araip.B07 10254 p2 (AT)7 14 34307422 34307435 AAATTTGGGAACATTGGTTGA TTTTCTTTAGGGCCTTTGTCC 191

Ai07B10255 Araip.B07 10255 p2 (GA)6 12 34311438 34311449 TGGAAGTGAGGATGGAGGAG TAGGAAGCACTGGGGTTCAG 204

Ai07B10257 Araip.B07 10257 c (AAAG)6gaaggaagaaagaatggaagaatgg(AAGA)673 34331439 34331511 ACAATTTTCCCCTTTCACCC CTGGTGCGTCTCCTTCTTCT 197

Ai07B10258 Araip.B07 10258 p2 (TA)10 20 34333989 34334008 ATTACTTTTCCTTCGCCCTT TGAGCCCTTAACTCAAAACCA 230

Ai07B10260 Araip.B07 10260 p2 (AG)7 14 34336019 34336032 TGTTGCTTCCAGTCGTCACT CCTCTCTTCTCGGTGTCCAG 260

Ai07B10264 Araip.B07 10264 p3 (TGC)5 15 34347446 34347460 TGCTCCTCCTCCTGATCCTA CAGCTCAGCCTTCATCATCA 229

Ai07B10265 Araip.B07 10265 p2 (GA)6 12 34350138 34350149 CGGTGGAGTAGGGAGTGAGA TTAACCAGGGATGCAAAAGC 264

Ai07B10266 Araip.B07 10266 c (TC)7(T)10 24 34350814 34350837 CGTGGATGAGTTGATGGATG TCGAGCTCTTCTGGGTGTTT 238

Ai07B10268 Araip.B07 10268 p2 (TG)17 34 34359836 34359869 GAGGCATAGGGGTTTTAATGA AGAATGTCACGCTTCTGGCT 271

Ai07B10269 Araip.B07 10269 p2 (AT)13 26 34362764 34362789 GCATTTTGTGCCCTTTTCAT GAAAACTGGGTTTGGGAACA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10275 Araip.B07 10275 c (A)22ccaaaatagaaaaataatgaaaaatccatgtgcattgataagttatgtttatttctctataaaaaatcc(A)10ttcaataaataaataaggggacaaaattaccccaatgctaagttaataat(A)10161 34390694 34390854 CTTTAAGTGTGGGGAGGTCG CCCACTTTTGTATGATTCCCA 278

Ai07B10286 Araip.B07 10286 p3 (AGA)23 69 34475600 34475668 TCTGCCAGACAAGAGATGGA AATTTAATCAGTGCGCTGCC 163

Ai07B10287 Araip.B07 10287 p3 (GAA)5 15 34479393 34479407 GAAACCGGTAAGGGAAGAGG CCTCACAAAATGCAAGCTCA 171

Ai07B10289 Araip.B07 10289 c (T)10gtgactagacttaaatagtttagaacttcatatccttaccctactaattttttgttacttaaattctgaa(ATT)595 34497242 34497336 TGAGAAAAACCTAGCTAAGCACC CCCTAACTTCCATAACGCGG 253

Ai07B10293 Araip.B07 10293 c (T)10gtttgaattgggggtctacgctacgccc(T)1048 34506547 34506594 TTTTGTTTAACCCGGACCAG ATTCGTCTCCGAAATTGCAC 197

Ai07B10294 Araip.B07 10294 c (AT)8taattatagagacaaagtgattgttgttctagaaaaataattaagaaaaact(ATA)789 34507083 34507171 GGCTAAAATCTTTAACCACCGA GAGAAGAATTGCGCATGACA 271

Ai07B10298 Araip.B07 10298 p2 (CG)6 12 34523917 34523928 TGAGAAGTTCCAGCCTCCAT TGTTTGGAGGTGTTGGATGA 253

Ai07B10305 Araip.B07 10305 p2 (TC)6 12 34568637 34568648 TGGCTCAGTGACTCCCTCTT AGCTGAGCAGACAAAGGAGC 134

Ai07B10306 Araip.B07 10306 p3 (TCA)5 15 34592442 34592456 CACGTCTCAGAGCAAGTGGA TGTTAGCGAGAGTGATGATGATG 260

Ai07B10307 Araip.B07 10307 p3 (ATT)13 39 34597839 34597877 TGTATATGAGTGTGGGGGCA ATTTTGATAGTGGGGGCAAA 197

Ai07B10308 Araip.B07 10308 p3 (TCA)5 15 34601040 34601054 TGTCCAGGCAGGTATATGACA GGGGATGAAGTAAGGGGAGA 279

Ai07B10311 Araip.B07 10311 c (AT)10tagttgcttgatgcaacccagagctatatt(TA)764 34618744 34618807 CAGAGAAAAGAGAAACCAGAACA GCGGAAAATGGCTGTAGGTA 178

Ai07B10313 Araip.B07 10313 c (TA)9ttagttgcttgatgtaacccagagctatatttatatatatattagttgcttgatgcaacccagagc(TA)8100 34625719 34625818 CAGAGAAAAGAGAAACCAAAACA GCGGAAAATGGCTGTAGGTA 230

Ai07B10314 Araip.B07 10314 c (T)11gtcattgactcctctctctcactattctctttctttatgtcaaaactctctttttcagttagaaattgactcttttcactcaagtactcac(T)10112 34634728 34634839 AAGACTTTTTGGAACTCAATGACA AAGGGGCTATTGGAGTGTGA 272

Ai07B10316 Araip.B07 10316 p2 (GA)9 18 34646102 34646119 CATGCAAGCAATCCCTTAAAA CCCCTTTCTATCTCACCTCTCA 280

Ai07B10319 Araip.B07 10319 p2 (TA)8 16 34677997 34678012 TTCGGGTCATCTTCCATTTC GATGTGGTTTGTGGCAATCA 239

Ai07B10320 Araip.B07 10320 p3 (ATC)6 18 34678694 34678711 ACAACCACCACCATCATCAA GCTCGTGCCTACTCGTCTTC 280

Ai07B10323 Araip.B07 10323 p2 (CT)6 12 34695775 34695786 TCTTGTGATTTCTTGTGAATCAA AAAAGAGGGAGGGATTTTCG 275

Ai07B10324 Araip.B07 10324 c (A)10gaaaaaaaatggc(A)1033 34699193 34699225 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 262

Ai07B10326 Araip.B07 10326 c (TCC)5c(CCT)5 31 34707437 34707467 GATGCCAAGAAAAGGTCTCG CTCATCAATCTCCCCCTTGA 213

Ai07B10327 Araip.B07 10327 p2 (TA)6 12 34712357 34712368 TCATCCATTTTATTCTCCAGCA GTAACGTTTTTGGGTTTGGG 181

Ai07B10341 Araip.B07 10341 p4 (AAAT)5 20 34747603 34747622 TTTTTATGATCTTTACCTAACGAAAAA ATATGTTGTTTGATTCTCAACGTTAT 278

Ai07B10342 Araip.B07 10342 p2 (AT)8 16 34748167 34748182 AAATATTAGTCGAAGGTACAAAAATTG TTGCACAAACATCTCACTTTG 244

Ai07B10344 Araip.B07 10344 p4 (ATAA)8 32 34752210 34752241 TTTGAAGGACCAATTTGATTGA TTGGAAAATTCCACGCTTCT 151

Ai07B10345 Araip.B07 10345 p2 (TC)8 16 34760574 34760589 GGAAGCTTCGAGGACAGTGA GCTGAGTCGCGAAGAGAGAG 260

Ai07B10346 Araip.B07 10346 p5 (CGGAT)5 25 34776835 34776859 CCGCAGTTTTTAAGGTTGGA AAATATTTTTGTGTTTTGCGGA 104

Ai07B10347 Araip.B07 10347 c (A)11cttccttaaaaaaaaagaggagtagaagttagattt(A)1057 34781640 34781696 AAAGCAAAGTTACTTGTATCCCAGA GGGCTGAAAATACAATTTGAAGA 273

Ai07B10349 Araip.B07 10349 p2 (TC)6 12 34802847 34802858 AGCTTCCAAGCCAAAATGAA GAGAGAGAGAATTGCATTTGTTTTA 212

Ai07B10351 Araip.B07 10351 p3 (AAC)5 15 34809502 34809516 TCACAGAGGAGTGTCCAACG ACATGACAGAGCACAATGGC 279

Ai07B10355 Araip.B07 10355 p3 (CTT)5 15 34825677 34825691 TTTTTCTCTTCCTCCTCCTCA ACACAAAAATGTCTTCTTTAATGCT 280

Ai07B10360 Araip.B07 10360 p2 (TA)6 12 34835493 34835504 AGTGTTGTCATAGCCAGCCA GGGAATTTCTCCCATTTCCT 178

Ai07B10362 Araip.B07 10362 p2 (GA)6 12 34838363 34838374 GCGCATATCATGCAGAAGAA CGCGCGTAGGAAAAAGATAC 254

Ai07B10367 Araip.B07 10367 p4 (TTTA)10 40 34871415 34871454 CCAATGGAGGGTATGCAGAT TCGAAAATCTTCACCCATTTTT 227

Ai07B10374 Araip.B07 10374 p2 (TA)8 16 34917512 34917527 GGAACATGATGAATTGATCCACTA CAATTGCCAAAAAGGCCTAA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10375 Araip.B07 10375 c (CA)6gagactagaaataac(CA)741 34917766 34917806 AGGCCTTTTTGGCAATTGAT GGTGCTAGAGCATTTTGTGCT 201

Ai07B10376 Araip.B07 10376 p2 (TA)8 16 34917925 34917940 GCACATGCATCTAGCACAAAA GAAAGAAGGGTCCATGAAAGC 249

Ai07B10380 Araip.B07 10380 p3 (TAA)5 15 34919754 34919768 TCAAATCCTTCACAATCACACC GCAAAGTGAGGAATGCTGTTG 231

Ai07B10381 Araip.B07 10381 p3 (TTA)6 18 34920007 34920024 TTGACTCCTTGCTAGCCTCC TGCTTGACTTCTATGTGTGTTTG 196

Ai07B10382 Araip.B07 10382 c (A)10ttacaaaaattagagacaaaaagcatacttttgaaaaacttcatctcttccataattttttataaaaaagg(A)1091 34926452 34926542 AGTTCCGGTGATGGAAAATG GGTGATTAAGGGACGCAATG 270

Ai07B10384 Araip.B07 10384 c (AC)15a(AT)9 49 34938129 34938177 ACTCGACCTGCGAAGCTAAG GCCTCCTTACAAGCGAAGAA 258

Ai07B10385 Araip.B07 10385 p2 (AT)11 22 34938818 34938839 GCATCCCCAAGCTCAATAAT CCTTAACTCCCCGGATTCTC 125

Ai07B10386 Araip.B07 10386 p3 (ATG)10 30 34945545 34945574 GGAGGTTTACGTTCTCACGC TTATCGAGTTTGATATCCGCC 279

Ai07B10387 Araip.B07 10387 p2 (AT)7 14 34957063 34957076 GCTCCCAGACGCAAACTTAG ATGAGGGGGTGAGGGATATT 197

Ai07B10388 Araip.B07 10388 p2 (AT)14 28 34957933 34957960 TAAGTGCCTCCACCTGCTCT GCCATATCAAGGAAGCCAAA 236

Ai07B10389 Araip.B07 10389 p4 (TTAT)6 24 34959527 34959550 GAATCATGAGCTTCCCCTGA GAACATGTCCACCAGTTCCA 245

Ai07B10390 Araip.B07 10390 p2 (AT)7 14 34960122 34960135 AGAAAAGCCAAGGAACAGCA CTGGATCTTGGAAAGCGAAG 265

Ai07B10392 Araip.B07 10392 p2 (GA)6 12 34975172 34975183 TGAACACATAGAGGGAGATAGGG TTTCGAAAACTGCTCACCACT 246

Ai07B10395 Araip.B07 10395 p3 (TTG)5 15 34986154 34986168 TATGTCTAGCGGCGAGGTCT ACTGTGCCTCTGCCTCTCAT 278

Ai07B10397 Araip.B07 10397 p2 (TA)6 12 35007761 35007772 GCCATTCCTTATGCGACAAT AAGTAAGACGGACACGTGCAT 241

Ai07B10400 Araip.B07 10400 p2 (AT)6 12 35016053 35016064 TGACATAACATGAAACACGTCG CAGACACGCTTGGACAATCT 278

Ai07B10405 Araip.B07 10405 c (CT)6ccttcccctcatcctctctctcctgctcccctctctttctctctttctctctctcccttt(TC)888 35041554 35041641 CCTTCCCTTCTTTCTCCCC GAGAAGCGGAGAGGGAAAAT 230

Ai07B10408 Araip.B07 10408 p2 (CT)8 16 35045602 35045617 ACATATACCACCGCCATGCT CCCCTTCTCTGTCTCCTCCT 219

Ai07B10409 Araip.B07 10409 p2 (GA)6 12 35045925 35045936 GATGGGGAAAGAGAAGAGGG CTGTTCCATTTCGTTGCTGA 179

Ai07B10410 Araip.B07 10410 c (GA)6ag(GA)11 36 35046166 35046201 CAGCAACGAAATGGAACAGA TCTCTCTCCTTCCCCCTCTC 274

Ai07B10411 Araip.B07 10411 c (AG)8gacggggagaaagagggaaag(GA)8g(GA)6agagagagaagggaag(GA)796 35046403 35046498 GGAGAGAAAGAGGGGAAGGA CAAACTCCAAAATTAGCTTTTTCA 194

Ai07B10413 Araip.B07 10413 c (TTCT)5tttctctcttttgggagacacagcacttactcaccaacaatgagagtggtggatcgcaaagtg(GT)695 35060416 35060510 GGATACCATGCGATAAAGGG CCAACCAACCATCAAAGACC 274

Ai07B10415 Araip.B07 10415 p3 (GAA)5 15 35065804 35065818 GGAAAAATGAACAAGAAAAGATGAA TTAGTCCTTGACCTGTCGGG 278

Ai07B10417 Araip.B07 10417 p3 (TAA)14 42 35078952 35078993 TGTTTGCTGCTTGCTTGAAC GAATATTGGCCCCCTGAAAT 198

Ai07B10419 Araip.B07 10419 p2 (AT)8 16 35081268 35081283 TTGTTAGCCAATTTTGAGCC TTGAACTTCACTTTTGGGGC 251

Ai07B10421 Araip.B07 10421 p5 (TTTCT)6 30 35101215 35101244 CCTTTCTCACACTCACTCATGC TGAGAAATTTTGGAAAAATGGG 243

Ai07B10426 Araip.B07 10426 c (T)14aaactttttatgccttcgcaaccacagaacaattagaaacaatctggtaacagcaatacggcaccctaaagataaatagattatc(AAAT)5119 35121980 35122098 GGATGAAAATTGGACATCACTAAA GGGTTTAAGGTTCAGGACGA 262

Ai07B10430 Araip.B07 10430 p2 (TA)6 12 35131933 35131944 CCATGCAAAAATGTAAAATGC ATTCTCCCCGGATCGTATTC 239

Ai07B10431 Araip.B07 10431 c (A)14gaaaaagagaaaaagaaaaaaaaat(TA)855 35138658 35138712 GAAACTGTGGGAACATGGGT GCATTGGGTAATTTTGTCCTTT 237

Ai07B10432 Araip.B07 10432 p3 (GTG)5 15 35140982 35140996 TCGCAAAATTTCTCTCGTCA TTTCGCCTACACTTCCCATC 214

Ai07B10435 Araip.B07 10435 p3 (TTC)5 15 35149289 35149303 ACACAACCCTCTCTTCCCCT TGGTGCCATCAATGGTAATG 173

Ai07B10438 Araip.B07 10438 p2 (GT)6 12 35168865 35168876 TTCAACCTGGTGATGAGCAA TGCATTGACTTTTTAGCCCTG 121

Ai07B10441 Araip.B07 10441 p4 (TTTC)5 20 35196028 35196047 TGGAGAAAAGCCAACCAAAT CTGAACAAGTTCTGATGCTGCT 276

Ai07B10446 Araip.B07 10446 p2 (CT)6 12 35221817 35221828 GTAGGGGAGGTCAGTCCCAT TTCCTTCCAATCTCAATCCAA 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10447 Araip.B07 10447 c (TG)6gttgtcccgaatttccgtcgataaggtgaaaaaccactaactcttgtgaaccattgatgattatgaactctagtttgattt(TG)22137 35225763 35225899 GAACCACTAACTCTTGTGAACCA CAACCTCCACGGTTCACTTT 264

Ai07B10448 Araip.B07 10448 p3 (ATG)16 48 35228144 35228191 ACTCGCCACAACCTATGGTC GGTATCCTCCCCCTATTCCA 175

Ai07B10449 Araip.B07 10449 c (AGA)30(TGA)13129 35228912 35229040 CCTCTTCCTGGTGATTTTGC TGCAAAACTCAAAACTCCTCC 279

Ai07B10450 Araip.B07 10450 p3 (AAG)24 72 35229198 35229269 GGAGTTTTGAGTTTTGCAGGA TCATTCCTCCTCCTCCTTCTC 252

Ai07B10451 Araip.B07 10451 p2 (TA)9 18 35231895 35231912 TTGTCCCATGTGCATTGATT GGGGAACCTTATGGGAACAT 215

Ai07B10455 Araip.B07 10455 p3 (GAA)5 15 35253481 35253495 AGTGGTCTTGATGGGCTTTG ACAACACCTCCCCCTCTTCT 245

Ai07B10456 Araip.B07 10456 p2 (AG)7 14 35256904 35256917 GAAATTTTGAAAAAGAGGGGAGA TGATTTCTTGTGAGTCAAGTCATT 275

Ai07B10458 Araip.B07 10458 p2 (AT)10 20 35264718 35264737 TTGGCTTTGTTTCTTTTGGG TCTTGGCAAGTACCCTAACCA 262

Ai07B10459 Araip.B07 10459 p2 (AT)6 12 35265411 35265422 GGGGTGTGCGTGTCTATCTT CGAATGACGCTTAGTGGTGA 159

Ai07B10461 Araip.B07 10461 p2 (AC)7 14 35272219 35272232 GTTGAGTGCTTTCCCCAAAA GCAGATTTAACTTCGCCTGC 235

Ai07B10462 Araip.B07 10462 p4 (TTTC)5 20 35273923 35273942 TTAGCAACAACCAAAAGCCC CTCCAACAGGCTGACAAACA 196

Ai07B10463 Araip.B07 10463 c (A)11tatgatcattcacaataa(T)1241 35276162 35276202 TTTAGCAAACGGCTTATCCA AAGATCTTTTTATCCTTAAAATTTGGT 261

Ai07B10464 Araip.B07 10464 p2 (AT)6 12 35278206 35278217 GGCTTGAAGCAAGGAGAATG TGGATTAGAAGGCCGAGTTG 245

Ai07B10465 Araip.B07 10465 p2 (AT)6 12 35279623 35279634 TGTTTTGGATGAATTCCCTTG CTGTTCAATTCTTGGCAGCA 268

Ai07B10466 Araip.B07 10466 p2 (CA)9 18 35281120 35281137 CCCCATCCAAAATAAAAACG TGAGATCCACCACCAACAAA 258

Ai07B10469 Araip.B07 10469 p2 (TG)8 16 35290132 35290147 TGAAAGGAAAGAAGTGATCAAACA TCCCCATCCAATGAAACAAT 213

Ai07B10475 Araip.B07 10475 c (T)10cttttggtgtacctttttagcttttactagctattaaattatcttctgtttaatttattctctatattgtattgat(A)1096 35333364 35333459 TGTAGAGTTCAATTGCTAAATCCAA GGATGCTGAGCAGTTGTTGA 276

Ai07B10480 Araip.B07 10480 p3 (GAA)5 15 35352366 35352380 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai07B10481 Araip.B07 10481 p2 (AG)6 12 35355311 35355322 TGTGAGGAGGGTTTAGATGTGA TTGTTTGCTTCTTACCTTTTTCAA 280

Ai07B10482 Araip.B07 10482 p2 (AT)6 12 35355464 35355475 TTGAAAAAGGTAAGAAGCAAACAA TCATGTGATTTCTTGTGAATCAA 230

Ai07B10484 Araip.B07 10484 p2 (TA)6 12 35367831 35367842 TTTTCAAGGTCGTAATGGGG GGGGACAAAAATTATCCCAA 258

Ai07B10487 Araip.B07 10487 c (A)10ttcagatttttatttttaaaatttttatcttatcttatcttatttcaaaaatcaaattttgaaattcaaatt(A)1092 35386069 35386160 CATTTTATTGTTTTTCTCTTTCCTCA AAGGGTGAGAGTTCATAGTAGCAAA 280

Ai07B10488 Araip.B07 10488 p3 (AAG)5 15 35387050 35387064 AACCCCAGTGGACAAGACAG GAAATTGCAAGCTCCACTCC 246

Ai07B10489 Araip.B07 10489 p2 (CT)6 12 35396404 35396415 TCCTGTGATTTCTTGTGAATCAA AAAGAGGGAAGGGATTTTCG 274

Ai07B10490 Araip.B07 10490 p3 (TTC)5 15 35398689 35398703 AGCCCTCCATTCTTCCTCAT ATCGGTTGCTAGTGGGAATG 254

Ai07B10493 Araip.B07 10493 p3 (AGA)5 15 35417518 35417532 TTGCCTTCCCTTTCCTCTTT CCTTGGCCGAATACACTCTC 190

Ai07B10496 Araip.B07 10496 p2 (TC)6 12 35419474 35419485 GCTTTGTCTCCCCCTCTTCT TGAAAAAGGGTTAGTGATTTTCG 262

Ai07B10497 Araip.B07 10497 p3 (TAT)5 15 35419809 35419823 CATTCTTTGTCTCCCCCTCTT TATTTTTGGCTGCCATCTCC 262

Ai07B10503 Araip.B07 10503 p3 (AAT)5 15 35439928 35439942 CAGAACAAAACCACCATCCC TCTTGTCGCATTGGAAGTTG 274

Ai07B10504 Araip.B07 10504 c (TCA)7aaacttccccaaaaatcaaccaaaatcaaccagaagcccaaactgaaccagaac(CCA)8tcattatcatcatgg(TCA)8138 35443336 35443473 AGCAAGCAGAACAGAAGCCT TGATGATGGGGTTTTGGTTT 249

Ai07B10505 Araip.B07 10505 p3 (AGA)5 15 35443661 35443675 AAACCAAAACCCCATCATCA GAGAAAGAGAATCGGGGGAG 214

Ai07B10508 Araip.B07 10508 p2 (AG)6 12 35454058 35454069 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 134

Ai07B10510 Araip.B07 10510 p2 (CT)13 26 35463903 35463928 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGAGGGGGAGGTGAAT 239

Ai07B10511 Araip.B07 10511 c (A)10tccgaacccc(CT)6gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaacaggatccc(TAT)5118 35464146 35464263 AATTCACCTCCCCCTCTCAT TTCTTGTCCTTGCTCCTGCT 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10512 Araip.B07 10512 p3 (ATG)10 30 35469117 35469146 GGTACGATCATGACGTGCTAAA CATGTGCGCACGTTTTACTT 270

Ai07B10513 Araip.B07 10513 p3 (AAG)5 15 35469311 35469325 GGTACGATCATGACGTGCTAAA CATGTGCGCACGTTTTACTT 270

Ai07B10514 Araip.B07 10514 p2 (AC)11 22 35469718 35469739 CCCTAAATTCTCAATTTCTAACCC CCTCCCTGCTTCTCTCTCCT 224

Ai07B10515 Araip.B07 10515 p2 (AT)8 16 35470622 35470637 ATTGAGGAGCTGGAGCAAAA GCTATATCCTTCATCGGGCA 275

Ai07B10517 Araip.B07 10517 p2 (AT)15 30 35506400 35506429 GGTGGCATTGCTTTTGTTTT TCGGATCCATGCTCTTTCTC 279

Ai07B10518 Araip.B07 10518 p2 (AT)15 30 35507638 35507667 CAACAGAGACAAGGGCATGA TTGGCTTTTTCTATTGCTTGC 265

Ai07B10520 Araip.B07 10520 c (ATT)7c(TTA)7ttc(TTA)7ttc(TTA)7ttc(TTA)7115 35522425 35522539 CCCTATTTTTAAGAGTTTAGTGGCT AACACTATCGGTAATCATATAGCCTAA 199

Ai07B10521 Araip.B07 10521 p3 (TTA)7 21 35522712 35522732 CCTGTTTCTAAGAGTTTAGTGGCT TCCAAAAGTTCCTGGACCAC 188

Ai07B10523 Araip.B07 10523 p3 (TTA)16 48 35523578 35523625 CACCGAATCCTGAGCCTAGT CAGTGTACTCACATGTTTATTTGGA 246

Ai07B10524 Araip.B07 10524 p3 (ATT)6 18 35523773 35523790 TCCAAATAAACATGTGAGTACACTG CCCTGACAGAAATAATCAACACA 266

Ai07B10527 Araip.B07 10527 p3 (ATA)5 15 35537620 35537634 TGGGCAAAGGACTTTGAAAT TTTTGAAAATTGATATTGAACTTCG 228

Ai07B10528 Araip.B07 10528 p2 (TC)6 12 35538100 35538111 ACACACTTAAGCGGACCCAC CAATTGTAAATTGGGACGGG 160

Ai07B10534 Araip.B07 10534 c (A)11taaacggaacacccatttagcccgcgggttagcacatttaacccgtaa(T)1069 35574895 35574963 TCAGCGAAAAACCATTACCC AGGCTAGCCCGTTTATCCAT 277

Ai07B10539 Araip.B07 10539 p4 (TATT)6 24 35597546 35597569 CGGATCAAACCGAATATCAAAT CGGATTTTAGGTTGGTATCTGT 280

Ai07B10540 Araip.B07 10540 p2 (AT)9 18 35597804 35597821 CCCAAAATGTTTGTTTCCCTT GCCTAAAGCCTTTTTCCACC 159

Ai07B10542 Araip.B07 10542 c (TTC)6ttttattatgttgttgattttttattattgttgtttctggttgtttctacttctgattgaatatattgtttcattgtta(TTG)5ttctatttctgtttctgctcctgcttcttctgtttctacttgatttcattgttgattcattggtgattta(TTG)5197 35599320 35599516 GTGATGGCAGTTTCGAGTGA CAAACAGAGGTAGCAGCAGG 264

Ai07B10543 Araip.B07 10543 c (T)11catttttcaaaagcaaaaattaatcattcacaataaaattt(A)1062 35599856 35599917 CGACCTCTACATTAGGGACCA TGCAAGCATTATTAGATAAATAAAACC 269

Ai07B10544 Araip.B07 10544 c (T)10ctttctttttcttctttttctttttttttcctatttttttttcttttcttttctttttctc(T)1081 35603331 35603411 TTGGACTTTACTTTGGGGCA GGAACCTTGGGATATTGGGT 230

Ai07B10545 Araip.B07 10545 c (TTTA)7ttattatatttttttattattaaaaaaaaattttctttttttttatttatattaaaagagaaaagaaaaaaaatctttcaagagaggaagaag(A)11132 35609037 35609168 GACAAAAGGAAATGGAAGAAGAGA GGATTTGCTCCCTGCTTTT 268

Ai07B10546 Araip.B07 10546 c (GC)6acagcgtgctaacgcgccgatggccg(T)1654 35609355 35609408 GGAAGGAGAAAAGCAGGGAG GAATGCTGAGATTGGTGCAA 225

Ai07B10547 Araip.B07 10547 p2 (AT)8 16 35619033 35619048 TTTTTGCCGTTTAGATTTTGTT TCCTTATCGCCATCACCTTC 208

Ai07B10552 Araip.B07 10552 p2 (TA)7 14 35646319 35646332 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 223

Ai07B10555 Araip.B07 10555 c (A)10tcaactaagaacagcttgaaggtcaagatgaacgcgaagaacaacttgaagattaagatgaacactaagaacaaatttttg(A)10101 35650691 35650791 CAATAAAATGACACCAAATTTCAA TGCTTTTTGCTTGTTTATTTGC 230

Ai07B10556 Araip.B07 10556 p2 (AG)6 12 35651723 35651734 AAGAACCCGGGATTGAGAGT CAGCAATTTCTGGGCTGTTT 221

Ai07B10557 Araip.B07 10557 p3 (CTC)9 27 35653641 35653667 TGACAAAAGGTTGCCACTGA CAATGGTGTTTGCGTGAAAG 244

Ai07B10560 Araip.B07 10560 c (GA)6aagaatctagaaagaaaaaaatgggagaaaaaataaagaaaagaaaaagaagcagatataaaaggaaaacgaagaacgaaagaggaaa(AG)7114 35663210 35663323 CTGGAGAAGGAAAATCGGA AACCAAAGCGGTTTCATCAC 246

Ai07B10564 Araip.B07 10564 p3 (ATT)5 15 35677355 35677369 TGCAATGCATTCAGACATCA TGCCTCATGTTCCTTCATCA 185

Ai07B10566 Araip.B07 10566 c (TAT)6tg(TTA)11 53 35699164 35699216 GCCACCAAATTTCTGAAGGT TGCCTTTGGTTAATAAGGGAAA 275

Ai07B10568 Araip.B07 10568 p4 (ACTA)7 28 35702144 35702171 CCCTTTTTAATACCCAGCAGC TCCAACACTTCCAAACACCA 182

Ai07B10569 Araip.B07 10569 p2 (GC)6 12 35702321 35702332 AGTGGATGGGAGAAAGAACG CGATTAGGCCACTTGCACTT 240

Ai07B10571 Araip.B07 10571 p2 (TA)12 24 35730189 35730212 CATTGGGGTAATTTTGTCCCT GTGTGGGGAACTGTGGAAAC 261

Ai07B10572 Araip.B07 10572 p3 (TTC)5 15 35732488 35732502 TCCATCTCCTCACCTCCATC AGTAACAATGGCGGATTTGG 209

Ai07B10575 Araip.B07 10575 p3 (TAT)13 39 35774599 35774637 TCAAGGAATTACAATATGAGGGAA GCATGTTAAGTTGGCATGAGG 241

Ai07B10577 Araip.B07 10577 p2 (CT)7 14 35795259 35795272 CCAGTGATTTCTGGGCTGTT AAGAACCTGGGATTGAGAGTCA 214
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Ai07B10580 Araip.B07 10580 p2 (AC)8 16 35817023 35817038 CAAAATCGATGGTCGTTGTC CTGGCATTTTCTTTGCAGGT 190

Ai07B10582 Araip.B07 10582 p2 (TA)11 22 35819303 35819324 ACGGGTCTCCATCTAGCCTT CGAAAGAGAGAGAGGCCAAA 273

Ai07B10583 Araip.B07 10583 p3 (TTG)8 24 35827481 35827504 AACATCCAGTCAGGAGGGTG TTGGCCAATATCTCACTGTCTT 252

Ai07B10586 Araip.B07 10586 p2 (TA)6 12 35834705 35834716 GAGTGAAGGCAGAATGGTGG GGTTCAATGGCTCATTTCCA 279

Ai07B10587 Araip.B07 10587 c (AC)10(TA)11 42 35835139 35835180 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 273

Ai07B10588 Araip.B07 10588 p4 (TATT)5 20 35835311 35835330 TTCACCACATATGCATTGATCTT GGAGAATTGTGGGAAACCTG 233

Ai07B10589 Araip.B07 10589 p2 (TA)7 14 35835982 35835995 GCTCAAAAATTCACGGGTTG CCCTTTTGCATATGAGAAATTGTT 276

Ai07B10592 Araip.B07 10592 p2 (TA)6 12 35855261 35855272 GACCTTGTTGGTGAGCATGA CCAAAACTCAACCCTTCCAA 210

Ai07B10593 Araip.B07 10593 p5 (AAGAT)7 35 35858177 35858211 CAGTAAAGGGCCCAAATGAA GGTACCTGCAAGAGACTCCG 276

Ai07B10595 Araip.B07 10595 p5 (AAGAT)6 30 35868362 35868391 CAGTAAAGGGCCCAAATGAA GGTACCTGCAAGAGACTCCG 271

Ai07B10596 Araip.B07 10596 p2 (CT)7 14 35881636 35881649 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 232

Ai07B10598 Araip.B07 10598 p2 (AT)7 14 35884398 35884411 GCAACAAAGAACAAAGCTTGC TTATTTGCCCTTGCCTTTTG 130

Ai07B10599 Araip.B07 10599 c (TA)7g(AT)8 31 35891254 35891284 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 255

Ai07B10601 Araip.B07 10601 p2 (TA)8 16 35903915 35903930 GGTATTGGGACGTTGTTTGG ATGAATGTGCACCCAACTCA 250

Ai07B10603 Araip.B07 10603 p2 (GA)17 34 35927664 35927697 GAGACCAAAGGGAAGAAGGG CTAACGGTAACGGGGCTGTA 186

Ai07B10605 Araip.B07 10605 p2 (CA)7 14 35930991 35931004 CCCTCCTAGAGGTTGACTTGG TGAAGGGATTCTGGTGCTTT 254

Ai07B10606 Araip.B07 10606 p3 (CAA)13 39 35934565 35934603 AAACCATTTCAATCAACGCC ATTCATGTAGCCGATCCCAC 162

Ai07B10607 Araip.B07 10607 p2 (TA)16 32 35946460 35946491 CTCTCTGAAGCAGGGGAATG ATCCCCGTTTGTGTGAAAAG 164

Ai07B10610 Araip.B07 10610 p2 (CT)11 22 35952648 35952669 GTGGGATCGACTGTCACTCA AAGAGAGGAGGGAGCTGTCC 263

Ai07B10611 Araip.B07 10611 p2 (TA)8 16 35954246 35954261 TTCTGGAAAATGAAATGAGACTTT GGGCATTTTTCCATGTTGTT 260

Ai07B10617 Araip.B07 10617 p2 (AC)7 14 35983335 35983348 CCACCTTTCTTTTTCCCCTC ATCGCAACTCTGCTCCATCT 185

Ai07B10618 Araip.B07 10618 p2 (GA)6 12 35983592 35983603 AGATGGAGCAGAGTTGCGAT CAGCTCACTTCCTCAAGGCT 181

Ai07B10619 Araip.B07 10619 p2 (AT)8 16 35990393 35990408 GCGAGGACGATGTTCTCACT GCTCGGGTATTACGACGACT 264

Ai07B10626 Araip.B07 10626 p3 (TTC)6 18 36026720 36026737 TGAACCTAACCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 242

Ai07B10629 Araip.B07 10629 p2 (TC)6 12 36039102 36039113 GAATCGCACTAAAACCAGGG TAAGCGAAGCATCAACACCA 268

Ai07B10631 Araip.B07 10631 p3 (TAC)5 15 36044973 36044987 ACCTTTGACTGCGTTTCCAC CCTTCTTCGTGGGTCAGGTA 245

Ai07B10636 Araip.B07 10636 p3 (TAA)21 63 36057292 36057354 ACTGGTCCTGCCTATTCCTG CGTGAGTGATGCGATTTTCT 279

Ai07B10645 Araip.B07 10645 p3 (ATT)5 15 36097474 36097488 TGGACTTTTACCCCAACCAA AGGGGGAGATCAACATGAAA 186

Ai07B10648 Araip.B07 10648 p2 (AG)7 14 36108516 36108529 AGATGAGAGAGGGAGAATTTCG TTGATTTTCAAATTTGTTTCAACT 243

Ai07B10650 Araip.B07 10650 c (T)10attttataattttttttgta(T)1040 36109487 36109526 AAACATGCAATTGACACCAAA TCGAGTTTGGACAACTGACG 214

Ai07B10654 Araip.B07 10654 p2 (AG)9 18 36120297 36120314 GGAGATGGGAGAGAAGGAGG TTTGTTTGTTTCTCATCTTTTTCAA 229

Ai07B10659 Araip.B07 10659 p3 (TAT)5 15 36142113 36142127 CATAGGTGGGCACGTTTCTT AAAACGACGAAGACGATGATG 243

Ai07B10662 Araip.B07 10662 p2 (TA)18 36 36149167 36149202 TGAAGCAAAACGTGGTTGAG AGTTCTCCGCAGCAAAGTGT 214

Ai07B10663 Araip.B07 10663 p2 (TA)6 12 36151963 36151974 CTTTTTGGGTTTTCCAGGCT CGGCTTTTTCTTTCCCACTT 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10664 Araip.B07 10664 p3 (ATC)5 15 36154087 36154101 TCACCATGAAGAACTGCATCT CATGTGGAAGGAGAGGAGGA 122

Ai07B10665 Araip.B07 10665 p2 (TA)7 14 36155103 36155116 GCTGTGTCCAAAAAGGATCTG TTGCCTCTCTTGTGTTGCAT 245

Ai07B10666 Araip.B07 10666 c (TA)7ttagacaacattttttaagtgttgtcttgaatatatgttgcaatagctaaaaaatgttgtagtgtgcatagatttttctttactcattcataattcatt(TA)6125 36156604 36156728 GCAACATTTGATAAGTGTCTTTTAAT CTGGGAAGGTTAACCCCATT 264

Ai07B10667 Araip.B07 10667 p2 (TA)6 12 36157274 36157285 TCTAACCTCCCACCATCTCG AGGTATGATGAGGCAGGGTG 194

Ai07B10671 Araip.B07 10671 p4 (TAAC)5 20 36177661 36177680 TCAACAGCAATAAACAGCAACC CGCATGACCTAATGCGTATG 265

Ai07B10674 Araip.B07 10674 p3 (TCT)5 15 36185816 36185830 CAAAATCTCTTTCCCACCCA CAGAGGTGGAAGCTTTTTGC 236

Ai07B10675 Araip.B07 10675 p2 (AT)9 18 36190759 36190776 TCCCTCAGGCTCTACAGGAA CATAACCAATTGAATCCGCC 255

Ai07B10677 Araip.B07 10677 c (T)12gcaagctttg(T)1133 36193069 36193101 TGCTCTTGCCTCTTGGTTTT TGTTGATGTGGTGACAATGCT 269

Ai07B10678 Araip.B07 10678 p3 (GAA)5 15 36193715 36193729 CCTTAGTGATGGTGGCGTTT TTCTTGGCCGAATACACCTC 266

Ai07B10679 Araip.B07 10679 c (A)10tgcaactaacaccaaacttgaaaattgactcaagactcaaatgagaaacacaaaatatttttaatttttatgattttctaa(T)11102 36197879 36197980 GACTGGCCAAGAACAACTTGA GAATAAGAGTGCAAGATTCCTGG 278

Ai07B10681 Araip.B07 10681 p2 (TA)6 12 36210257 36210268 CGGTTACCAAGCTAACCCAA GGTAAAGTAGCGTGGCTTGC 249

Ai07B10682 Araip.B07 10682 p2 (TA)7 14 36210752 36210765 ATCTCGTTGGAGTCGCACTT TCCTCTGAGCCATTCCTACC 259

Ai07B10683 Araip.B07 10683 c (A)10g(A)10 21 36228615 36228635 TGTTTTGATGCCAAAGTTGC TTCACTTTGGGGCATTTTGT 231

Ai07B10684 Araip.B07 10684 p2 (GA)20 40 36233099 36233138 ATTGCAACAATCCACAAGCA TTCCCCCTTCTTCTTCCAAT 262

Ai07B10685 Araip.B07 10685 p2 (TC)7 14 36238558 36238571 ACAACTCCACTAGTTCGCCG GCAAAGCTATAAGCGAAGCG 190

Ai07B10686 Araip.B07 10686 p2 (AT)6 12 36239432 36239443 AAGGCTTTGAGCACCACTGT CTTTGCACCTTGAGCCTAGC 155

Ai07B10687 Araip.B07 10687 p2 (TC)6 12 36240500 36240511 GTGCCAAGTCAGCAAACAGA TGCTTGTCCTCAAGCAAAGA 189

Ai07B10689 Araip.B07 10689 p2 (AG)7 14 36243825 36243838 ATAGGTGAGGGGTTTTTGGG CAGAAAAGGGCAAGAAGCTG 236

Ai07B10691 Araip.B07 10691 c (T)10caaattttaaaattctgatttgatttttttttcacatttatatttatatattctctcaatattttctaccattatcatcatttttaggaag(A)11112 36263144 36263255 GGAAAAAGAGGAGACTTTATCCTT TGCTACTACTAGAGTACGACATTGGC 236

Ai07B10692 Araip.B07 10692 p2 (TA)10 20 36264246 36264265 GAAGATAACCGGTCCGAACA GGTTCTCACCCATGCAGATT 241

Ai07B10700 Araip.B07 10700 p3 (AAT)8 24 36299173 36299196 TCAAACAACAGTTCACAACACAA CCTTGCAATCCATCAACCTT 164

Ai07B10701 Araip.B07 10701 p2 (AT)7 14 36305768 36305781 GTAAGGGTGACCGTGCACTT GCATCCCCATGAGTTTATGC 107

Ai07B10709 Araip.B07 10709 p2 (AT)16 32 36352183 36352214 TGCAGAGAATTTCCAGTGAGG CCTCCCCTGTTTCGTTTTCT 271

Ai07B10710 Araip.B07 10710 p2 (TA)8 16 36361129 36361144 CAGAGTGCAGAGAATTCCCAA CCTCCCCTGTTTCGTTTTCT 260

Ai07B10711 Araip.B07 10711 p2 (AT)9 18 36365225 36365242 CAGAGTGCAGAGAATTCCCAA CCTCCCCTGTTTCGTTTTCT 260

Ai07B10716 Araip.B07 10716 p3 (AGA)5 15 36384197 36384211 TGCTCCAATACCAGAACCAA TTCAACTCCATCTCCCAACC 112

Ai07B10723 Araip.B07 10723 c (T)10gtaaataccaatattcaactagat(AATA)970 36422230 36422299 CAAGAGAAGTGCTCCTATATGTTGA TTTCTATCATGGCAGGGAGG 235

Ai07B10724 Araip.B07 10724 p3 (TTC)6 18 36423708 36423725 TTTCGTCCCTATTCCAGACG GGAAACCAAGAAAGAAGAAGAAGA 202

Ai07B10727 Araip.B07 10727 p2 (AT)9 18 36448986 36449003 TTTATAAGGGGCATGGTTGG GTGCATGCCTTTTGTCCTTT 186

Ai07B10732 Araip.B07 10732 c (ATC)5accaaattcctccaccatcattacaacattattcattatgccaataccaacaaatccaaataacataaatcctttatccatcgtcattatactagc(AT)6123 36474431 36474553 TTTAGCCACAAACCAACACG GTTGGGCTTGTGTTGAGTGA 195

Ai07B10734 Araip.B07 10734 p2 (AT)13 26 36478056 36478081 ATCATACCTTGGCCGATCAC TACGCGTGTGGGTATGGTAA 245

Ai07B10739 Araip.B07 10739 c (CT)6caaattttcgaaaatatctcccctctttttcaaaaattttgttttttttaactaattatttttaaa(T)1088 36529818 36529905 CCAACTTTTTGTTTGTTTCTTAACTTT TCCATCTCCACTGATGTCCA 277

Ai07B10741 Araip.B07 10741 c (TTATT)5ttaatttcggtttcc(A)1050 36551992 36552041 TCAAAACTTCCTAACCAATTTTCC CCATGATGGAGAAAGGGAGA 223

Ai07B10746 Araip.B07 10746 p2 (TA)6 12 36568193 36568204 GCCTTCAAAAGAATCAAAGAAAA TCCTCTCACTGTTCCTTCCC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B10748 Araip.B07 10748 p2 (GA)7 14 36575387 36575400 TAACAGCAGCTCCGAGCATA TCTCGCACAGAAGAAACCCT 188

Ai07B10754 Araip.B07 10754 p4 (ATAA)5 20 36615837 36615856 GGAAACTGTGGAAACATGGG TTTTCATTAACTTAGCATTGGGG 235

Ai07B10755 Araip.B07 10755 p2 (AT)6 12 36616070 36616081 GGGGACAAATTTACCCCAAT TGGGGCTAAGGTAAAGGTGA 246

Ai07B10758 Araip.B07 10758 p2 (TA)29 58 36647513 36647570 GGGGATTGTTTGAGTTTGGA GGCTTCACAGCCAGCTAGAC 266

Ai07B10765 Araip.B07 10765 p3 (TTA)5 15 36663404 36663418 TCCTTGCCATTTTCTTCAAA GGATCCTGAAGGAAATATTGGTC 261

Ai07B10766 Araip.B07 10766 p2 (CT)6 12 36667382 36667393 GGGAGCTCGCGAATTTAGTT TGGAGTAAAAATGCCTTCGG 278

Ai07B10769 Araip.B07 10769 p2 (CT)9 18 36675203 36675220 AAATCCAAGTCCAGAAGGCA CGGGCTTTACGGGAAATTAT 265

Ai07B10773 Araip.B07 10773 c (TAC)5ag(TAC)5 32 36680805 36680836 TGCAGATCCAGAAGAGGACC TTTGACAAAGCAGCCAAATG 272

Ai07B10779 Araip.B07 10779 p3 (CAT)5 15 36696064 36696078 TAGCCATGTTCCTTTTGCCT TCAAAATACTTGCCAATTTAACCA 274

Ai07B10781 Araip.B07 10781 p2 (AT)7 14 36699109 36699122 TATCGCAAGATGTGACCAGG GGGGAGGTTGATAAACCCAT 193

Ai07B10782 Araip.B07 10782 p2 (TA)6 12 36699434 36699445 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai07B10784 Araip.B07 10784 p2 (AG)6 12 36708908 36708919 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai07B10786 Araip.B07 10786 p3 (CAT)5 15 36710652 36710666 CTTAAGCGTAAGGCCCTGTG TATGGTGGCTGGGAAGAGAC 127

Ai07B10788 Araip.B07 10788 p3 (ACC)6 18 36721100 36721117 CTTGGGCAAAGACAACGATT CCTACCACTCCACCACCATC 276

Ai07B10790 Araip.B07 10790 p2 (GC)8 16 36722575 36722590 CACGCAGCACGTGTTTTATT TGCCATGACATGTTTGTTGA 266

Ai07B10791 Araip.B07 10791 c (TAC)7tattgttactgttattgttacaacattactacatctactgctactactattactctattgttattactactgctg(CTA)7117 36729477 36729593 TGCTATTGCTACTAATACTGCTACTGC GCTATCATCGATCTATGGCTTGT 241

Ai07B10792 Araip.B07 10792 p3 (GGA)5 15 36738212 36738226 GCGTGATTCTGGTAACCGAT TGGTGTTAATGTCGCTGGAA 214

Ai07B10795 Araip.B07 10795 p3 (ATC)11 33 36749008 36749040 CCCAGCCCTCAATTTCCTAT GGATTTCGATGATGATTGGG 155

Ai07B10808 Araip.B07 10808 p3 (TAT)5 15 36803460 36803474 AGTCTTGCAGCAATCCTTCC CCCAAAAAGAAAAATACAAAGAAA 278

Ai07B10809 Araip.B07 10809 p3 (TCC)5 15 36813916 36813930 AAGAAGAAAGCATGAATTGAAACC CGTCGGTGCTGATGTATGAT 267

Ai07B10811 Araip.B07 10811 c (TA)10tttttttttc(T)1040 36821122 36821161 CCCATAATTCCCACTTTTGC TGGGTACCTACTCATGTAAAACGA 241

Ai07B10814 Araip.B07 10814 p2 (TC)6 12 36834163 36834174 GGAACATTGAACTTGGAATTGA ATCCAAGCCCAAAAACACAG 205

Ai07B10815 Araip.B07 10815 p2 (TA)6 12 36834934 36834945 TGGTTTATCAACCTCCCCAC GCCCTTGGCTGTGCATATAG 236

Ai07B10816 Araip.B07 10816 p2 (AT)6 12 36835303 36835314 GGAGCTGAGCTATTGAACCC AAGAGCTTAGGTTGGTCAAGGA 257

Ai07B10817 Araip.B07 10817 p2 (TA)7 14 36836179 36836192 GGGTTGTGTGTTCTTTGGCT CCCTTTTTACATATGAGAATTTGGT 263

Ai07B10820 Araip.B07 10820 p2 (TG)7 14 36849251 36849264 TTAGTTCCCGCTCTCCTTGA CACAAACCCTAGCCGTCACT 194

Ai07B10821 Araip.B07 10821 p2 (AG)7 14 36857084 36857097 GAGCCACAAACATGACCTGA AATGGATTGTCGATTGGAGC 168

Ai07B10822 Araip.B07 10822 p2 (TG)16 32 36857765 36857796 AAAATGGCCAAAGGTCTTGA AGGCAATTAGCCTTCACCAA 207

Ai07B10823 Araip.B07 10823 p3 (TTG)6 18 36865900 36865917 TCAGCCCCTTGATTTGATTC AGCGAAAGAACAGCAGAAGC 236

Ai07B10824 Araip.B07 10824 c (GTG)6atggagtggcagtgggtggaggg(TGGTGT)5(TGG)895 36866227 36866321 TTCTTCTGCGTTTGTGCATC ACCACCAACATCAACACCAC 278

Ai07B10825 Araip.B07 10825 p2 (AT)6 12 36873216 36873227 TTCCTACAGGAAAGAAATCATGC AAAAAGCATGCCACCAATTC 229

Ai07B10835 Araip.B07 10835 c (T)13gtgtgacggaaacaggtaagtaaaaatctaacaaactaaaacaaagcattaaaccactgcaaaat(TAA)593 36890961 36891053 TCTGATTACAACTTTCTCCCCC TCCCCTTTATTTGGTCGATG 250

Ai07B10836 Araip.B07 10836 c (A)14gaaaaaaaaacttgatgttg(A)15taaaccccaggaagaaaaatgaaaaaag(A)1491 36891193 36891283 CATCGACCAAATAAAGGGGA TCTGGACAAACATGACCGAA 273

Ai07B10837 Araip.B07 10837 p2 (AG)16 32 36891492 36891523 TTCGGTCATGTTTGTCCAGA CTCGAGTGCTCACCCTTCAT 212
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Ai07B10838 Araip.B07 10838 p2 (AC)6 12 36899784 36899795 TTGTTCCCACAATTTCCCAT TGCTTGCATATGATTGAGGC 231

Ai07B10842 Araip.B07 10842 p2 (AC)9 18 36928788 36928805 CAAACTTAAGTGCAAAATTTGTGAT TGGTGAACCCCAAAATCAAC 275

Ai07B10847 Araip.B07 10847 p3 (AGA)7 21 36974345 36974365 ACTCGGAGGTGGAAGCTTTT ACACAACCCTCTCTTCCCCT 155

Ai07B10850 Araip.B07 10850 p2 (AG)6 12 37011598 37011609 GACGTAGTGACGGGCTTGAT CCCGTTTGCCACTCCTAATA 249

Ai07B10854 Araip.B07 10854 p3 (TCT)6 18 37021894 37021911 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai07B10856 Araip.B07 10856 c (A)11gcaaaaactacgatgatttcaccac(A)1147 37039771 37039817 AGGCTAGTCGGTGAGGTGAA TCAGAGCCATGGTATCCTCC 147

Ai07B10863 Araip.B07 10863 p2 (TA)6 12 37048215 37048226 AGTTGACCACCACCCACACT TCCTGTACAGTCCAAACCCC 218

Ai07B10864 Araip.B07 10864 c (A)10ctta(AAAG)638 37051751 37051788 TCTGCAATTTACCAGCCTCA CAAAGCGGAGGAGTACGAAG 233

Ai07B10868 Araip.B07 10868 p2 (AG)6 12 37066672 37066683 GACAGGGTGAAAACTTCCGA CGAATACCTTCCCCCTCATT 206

Ai07B10875 Araip.B07 10875 p3 (ATC)5 15 37119926 37119940 AAGCTATTGCCACGCTTTTT ACGTGGGTAAAGTTGGGTGA 194

Ai07B10878 Araip.B07 10878 c (TTA)5gtgcttcttccattgttagattttggtgataatgcatcatttgatcctttctcttcttcttcttcatcatcgtcg(TCT)5105 37133903 37134007 TGAAACAACCCTTCTTTGGG AAAGGACCTTCAAAGTGCGA 227

Ai07B10879 Araip.B07 10879 p2 (CT)6 12 37147734 37147745 TTTTCATCTTTTTCAAAACCACC TTTGAAAAGGGTTAGTAGTTTTTCG 144

Ai07B10881 Araip.B07 10881 p2 (AG)26 52 37165244 37165295 TCGCCGAGTGTTACTTTCTG TGATGGAGACTGGATGTAGGC 277

Ai07B10886 Araip.B07 10886 p4 (TAAA)7 28 37194254 37194281 TCCCTTACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 250

Ai07B10887 Araip.B07 10887 p2 (AG)7 14 37200746 37200759 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 161

Ai07B10889 Araip.B07 10889 p2 (AT)11 22 37205266 37205287 CCCATATGGCCTTAACCCTT TTCACCATTTACTTTGGGGC 193

Ai07B10890 Araip.B07 10890 c (CTT)23(TTA)15114 37212338 37212451 TTCCCTTTTCTTTGGGATGA AAAAATGGGTGCACATTCA 222

Ai07B10891 Araip.B07 10891 p2 (TA)10 20 37213298 37213317 GCAAAAGATGCAAAATGCAA ACGCTTAAGTGTGGTGGAGG 209

Ai07B10894 Araip.B07 10894 p2 (AG)6 12 37224892 37224903 GTCCTTTGAAATGGCCTCAA AGGCTGCATTGCACTTAGCA 201

Ai07B10895 Araip.B07 10895 c (GT)9(AT)7 32 37226636 37226667 CCTATTGGGCTTTTTGTTGC CACGTTCACCACCAGAATGT 276

Ai07B10897 Araip.B07 10897 p2 (TC)7 14 37234253 37234266 TGATGGAAAGCAACAGCTTG AAGAGAGAACGGGGAAGAGC 219

Ai07B10898 Araip.B07 10898 p2 (TG)8 16 37234421 37234436 GCTCTTCCCCGTTCTCTCTT GAACCCACTAACCCCTAGCC 146

Ai07B10899 Araip.B07 10899 p2 (AT)9 18 37240054 37240071 ACCATTGGACAGTCCCTCTG CTTTAACTCCCCGGGTTCTC 208

Ai07B10908 Araip.B07 10908 p2 (AG)6 12 37251827 37251838 CCCTCGTTTTCACGAACAAT TGCACCCACTGAACAACATT 235

Ai07B10909 Araip.B07 10909 p3 (TTC)6 18 37252963 37252980 TAGACACGCCTCCTCCACTT ATCGCGAGCAGAGAAAAAGA 237

Ai07B10910 Araip.B07 10910 p3 (TTC)5 15 37253106 37253120 TTTTCTCTGCTCGCGATCTT TCAGCATGATTCGTTTCAGA 184

Ai07B10912 Araip.B07 10912 c (A)10t(A)10 21 37257623 37257643 GTATAGCCCTCCAATGTGGC TTGCTGTATGTTCCCCTTCC 271

Ai07B10915 Araip.B07 10915 p2 (CT)13 26 37274872 37274897 TCTTTTCAAAATTTGTTCCAACT AAGATGGGAGAGGGAGAATTT 275

Ai07B10916 Araip.B07 10916 p3 (TAT)5 15 37275218 37275232 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 172

Ai07B10921 Araip.B07 10921 p2 (TA)8 16 37299524 37299539 AACATTTTGGCTCTTGGTGAA TTTGGTGCATTTTGCATTGT 155

Ai07B10925 Araip.B07 10925 p2 (TA)8 16 37321106 37321121 TTGAATTTTCATGTTCCCTGC ATGAAATGCAATGCAAGCC 192

Ai07B10926 Araip.B07 10926 p3 (TGA)5 15 37335819 37335833 TTGTGATGACAAACTCAAGATGG AGGAGCAGGAGGAAGAGGTC 276

Ai07B10927 Araip.B07 10927 p3 (TAA)6 18 37336436 37336453 TTTCATTCGAAGACCTACTTGC AAAAGGGGAGGGTCTATTTGTT 278

Ai07B10931 Araip.B07 10931 c (A)11tttgaacgcaaaagaaaagaaaattaaag(A)1252 37341828 37341879 GTGCATGGGAAAGAAAGGAA TCATCACATGGATCCTCTTCA 226
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Ai07B10932 Araip.B07 10932 p5 (AAAAC)6 30 37376886 37376915 TCGAATGAAAAACGAATGACTC TTTTCACACGAGAAGGCATC 237

Ai07B10934 Araip.B07 10934 p2 (AT)11 22 37384326 37384347 CCCACTTACCACTTGCATCA GCCACTAGGCCTAAGCACTG 143

Ai07B10939 Araip.B07 10939 p3 (TAA)7 21 37390347 37390367 CCCCAAACGTTGGAGATAAA TCGACAATTTCAAGTCATTGG 159

Ai07B10940 Araip.B07 10940 p3 (TTG)6 18 37398429 37398446 TCGCCTTGCTACTCCTTTGT TGCGACCATCCTCCCTATTA 144

Ai07B10946 Araip.B07 10946 c (AG)6gg(GA)7 28 37418108 37418135 TGGGCCAAAATTGTGTATTTG TTCCCCTCTCTCTCTCCCTC 257

Ai07B10947 Araip.B07 10947 c (AG)8ggggaggggaggagagagaggggggaagggagagaaaaggggagagagagaggggaag(GA)686 37418319 37418404 GAGAGAGAGGGAAAGGGTGG TGCTTTGTCACATAAGAAACTGG 277

Ai07B10950 Araip.B07 10950 p2 (AG)7 14 37438405 37438418 GGTTCGGATTTTTGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai07B10951 Araip.B07 10951 p3 (AGA)5 15 37445525 37445539 CTGGCCTTAGGTTCCATCAA ATCACCCTTTCCCAAGAACC 234

Ai07B10960 Araip.B07 10960 p2 (CT)6 12 37488594 37488605 TTTACAGAATACGCCCCCAG AAGCGAGAAGAAATCCTAAATCC 203

Ai07B10962 Araip.B07 10962 p2 (GA)6 12 37511268 37511279 TGAGGAGGGAAGGAGAAAAA CGTCAATCAGTTTAAGCGCA 240

Ai07B10964 Araip.B07 10964 c (T)12ctctcttc(T)10 30 37530119 37530148 ATCCACTGATGCTCAAACCC GCAGTGAATAGCTTGCAGGA 152

Ai07B10965 Araip.B07 10965 c (A)10gatatgattgaataaattaaaaagatttga(T)1050 37536288 37536337 GAAAAATTCTGGATATGGTTTTCG CTTTTCTTTTTAGTCAAGTCAAAATTC 278

Ai07B10970 Araip.B07 10970 p2 (AT)23 46 37618737 37618782 CCAAGAAAACGAAGAGTCCG TTATGACGCGAGGTAAGGCT 278

Ai07B10972 Araip.B07 10972 p2 (AT)8 16 37637276 37637291 AATTTTGTGGGAACATGGGA AATTTTGAAATTTTGCCCCC 246

Ai07B10973 Araip.B07 10973 p2 (TG)6 12 37639637 37639648 GGTTGCAGATTTCACAGGGT GTGCTCTCATCAGTGGCAAA 186

Ai07B10974 Araip.B07 10974 p3 (AAT)5 15 37646975 37646989 TCCCATGGAGATTGTTTGGT CCCTACACAAAGCTTGCCAT 255

Ai07B10975 Araip.B07 10975 p2 (CT)6 12 37660798 37660809 TGGAAATTGAGAAGAAGAAATCC CCAGTTCTCGACCCAGAAAA 207

Ai07B10976 Araip.B07 10976 p2 (AT)9 18 37665566 37665583 AGCCTTCGCGAATACAAATC CAGGTGTGAAGGTTGAGTGC 257

Ai07B10977 Araip.B07 10977 p6 (CCACCG)5 30 37667560 37667589 GAAATCTGCGAGTCCCTCTG GCAGCTCCAATAACGGAGAG 249

Ai07B10985 Araip.B07 10985 c (ATA)5gttttttttattatggttatgaaatctgggttctgattttctggtcttctgaaggata(TG)1195 37709214 37709308 TTCCAATTTTAATCTGTACCCCA TGCATTAGGATGACCAACCA 249

Ai07B10986 Araip.B07 10986 p2 (TG)9 18 37709866 37709883 AAACAAGCCAATCAACCAGG CTAAACCACCAAGCAATCCC 262

Ai07B10989 Araip.B07 10989 p2 (AT)9 18 37736722 37736739 GGGTGCCTCTAACAACCAAA AGGAGGCTAACACCTCAGGA 209

Ai07B10990 Araip.B07 10990 p3 (AAT)5 15 37742384 37742398 TCTCCTTTCAATCATCTCCCA CGCCAAGACTTCGTCATTCT 254

Ai07B10991 Araip.B07 10991 p2 (GT)7 14 37746058 37746071 TTGCTTGAATGCTTTTATGCTT TGAGTTATAAGTTGCATGCGG 177

Ai07B10999 Araip.B07 10999 p3 (AAT)5 15 37797610 37797624 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai07B11001 Araip.B07 11001 p2 (GT)8 16 37806553 37806568 CAAAAGTGGGAATTTTGGGT TTTCAAGGTTGTAATGGGGC 161

Ai07B11002 Araip.B07 11002 p2 (AC)7 14 37820496 37820509 CAAAAGCAAAGAAGCGTGAA CCTGTTTGGTTGCCTTAACC 244

Ai07B11006 Araip.B07 11006 p3 (TTC)5 15 37852537 37852551 CCAGCTCTCTCGCTCTCACT TTCCCAAAATCAATGGTGGT 271

Ai07B11008 Araip.B07 11008 c (ATT)12tgaacgttattaaaatttagtttaatttattctgttgcttcctataattttatcgaatttttaattaaatttatatatgc(T)10126 37853656 37853781 ATTATTGCATGCACAGGGCT TTGATTCTAATATTTTTGTGACGG 276

Ai07B11011 Araip.B07 11011 p2 (TA)12 24 37859283 37859306 GAGAATTGGGTAGGCGTGTC TGGTGTAGCAACCGTTTTGA 234

Ai07B11012 Araip.B07 11012 p3 (GAA)5 15 37860836 37860850 AAGGTGAAGCAAAACAACCG CAGCCCTAGCCTCATCTACG 204

Ai07B11020 Araip.B07 11020 p3 (ATA)5 15 37880208 37880222 ATGCTACCACGCCCATAAAC CCACGATTTCATTGTGGAGA 162

Ai07B11023 Araip.B07 11023 p2 (AC)7 14 37891848 37891861 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 234

Ai07B11025 Araip.B07 11025 p2 (AC)7 14 37899883 37899896 TTGCTCAATCCTTCAATCCC GGGGACAAAATTACCCCAAT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11027 Araip.B07 11027 p2 (AC)11 22 37906021 37906042 ATGGGGCTAAGGTAAGGGTG GGGGACAAAATTACCCCAAT 245

Ai07B11031 Araip.B07 11031 c (TC)6tg(TC)19 52 37931357 37931408 GCTTTGATTTGGGCGATTAG CCACAAACCAAGCCCAATAA 225

Ai07B11036 Araip.B07 11036 c (TA)8catgactccttgagaatgtgaattaatttaactacatacaaactttatattcaagtgaat(A)1086 37958193 37958278 TGGGAAAATAGGTAAAGCAGC GGGTTAAAGTGGTGGAATGTC 259

Ai07B11037 Araip.B07 11037 p2 (TA)7 14 37975177 37975190 TGGTTTATTGTACCCTCGCC TTTAAACCGCAATACCGCTC 210

Ai07B11040 Araip.B07 11040 p2 (AT)7 14 38008974 38008987 CCGTCGCAAAACCATTTAGT AACCGCACTTCTCTATTCTTTTGT 243

Ai07B11044 Araip.B07 11044 p2 (TA)7 14 38019276 38019289 TTCGGTCTTACATCCTACCCA TCCACCTTGCTTTACCATCA 276

Ai07B11045 Araip.B07 11045 p2 (AT)11 22 38021931 38021952 GATTCAAGCAACAATTAGGAACA ATAGATAATGCGAGACGCGG 241

Ai07B11048 Araip.B07 11048 p2 (TC)20 40 38037544 38037583 TCTCATATGCGACTCCACCA GCATTGTAACAAGCACGCAT 246

Ai07B11049 Araip.B07 11049 p3 (AAC)5 15 38040587 38040601 CGGGACCATATGTATCTGCC TTCAAGGCATTGTTGTTGTCA 271

Ai07B11052 Araip.B07 11052 p2 (AG)6 12 38058210 38058221 TTTTTGACCCAGTTTTTGGC GAACCTGGAATGAAGAAGCAA 188

Ai07B11054 Araip.B07 11054 p2 (CT)9 18 38094741 38094758 TCCCCTATTTCGAATTTCCC GGAGGTTGCAGCGATAGAAG 139

Ai07B11063 Araip.B07 11063 c (A)10gatgcaattgacaccaaacttaaaaattgacacaaggctcaaacaagaaacacaaaagtatttttggttttatgattttattaaa(T)10105 38138570 38138674 GGACACATGCATGAATTTTTGA GGCTGGCTAGTAAGCCATGT 272

Ai07B11066 Araip.B07 11066 c (AC)6atacacaca(CG)735 38146759 38146793 GCCTTTGTACCGAGACCGTA CCCTCGTCATTAATTTTGTATCTTG 235

Ai07B11068 Araip.B07 11068 c (T)10catgtgagaagtataaatctgagaatcaggtgatttttaa(T)1262 38150165 38150226 TTAACCTTCAACAAGACGCTTT TAAAGCAAATCGGAGGGTCC 275

Ai07B11070 Araip.B07 11070 p2 (AT)7 14 38154218 38154231 CGCTATTGGTAAACAATCCCA TCCTCCTCAAACTTGAAGCC 211

Ai07B11071 Araip.B07 11071 c (CA)9(TA)17 52 38155139 38155190 CCGCTAATTCCCAAAATTCA TGGATGGAGTATGGACAACG 280

Ai07B11074 Araip.B07 11074 p4 (TTAT)6 24 38156937 38156960 ATCCAATCCAATCCAATCCA ATCTTAAAAAGCCAACGATAACA 237

Ai07B11076 Araip.B07 11076 p3 (TTC)6 18 38164889 38164906 TGAACCTAACCCCTCTCCCT GCTTTTGTCTTCCCTTTCCC 277

Ai07B11081 Araip.B07 11081 c (TA)8(GA)16 48 38201567 38201614 AATCCTTCATCGGGCTTCTT GCCACGACAGTTCTAAGGCT 141

Ai07B11085 Araip.B07 11085 p2 (CT)6 12 38241175 38241186 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 238

Ai07B11086 Araip.B07 11086 p3 (ATT)5 15 38241513 38241527 CCCCTCTTCTTCCACTCACA TGCGATCTCCTCTTCCTGTT 237

Ai07B11087 Araip.B07 11087 p3 (TTC)6 18 38246205 38246222 ATATGGCCGAACCTTAACCC GCCCTCGAGCAATAAACAAA 169

Ai07B11090 Araip.B07 11090 c (AT)10cacgcggccgcgtgggtcacgtggtcgcatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgcggtcgcgtcgtgcaaccg(T)11122 38262700 38262821 TCCAGCCCAACTTTCTGTTC CATCACTGCATCCTGCATTT 187

Ai07B11095 Araip.B07 11095 p2 (GT)9 18 38308896 38308913 ATGGATCACTGAGTTGGGCT TCGGCCCATTAAGCATAAAC 171

Ai07B11098 Araip.B07 11098 p3 (TCT)5 15 38335103 38335117 ATACAAATCGGACCAACCGA GATCTGGAGGAGTTGAGGGA 193

Ai07B11101 Araip.B07 11101 c (AT)10agaaaaagaaagaaaaaaaattgtaataaaaaggggacaaaatgccccaaagttcaaggttcaataaaaatcaatgcatatgtgtggtg(A)10119 38374378 38374496 GAAAAATTTTGGGAATTGGG CCCATTCTTCACTTTTCACACA 269

Ai07B11102 Araip.B07 11102 p3 (TAA)5 15 38393006 38393020 TTGAGTGACCTTGTAAGGCTTG CAATGCCAAAGAAGCAAAAA 259

Ai07B11104 Araip.B07 11104 p2 (CT)8 16 38394317 38394332 AGAGCCATGATCTCGCAGTT GATCAAAGGAGGAGCGTCAG 135

Ai07B11105 Araip.B07 11105 p2 (AT)6 12 38397461 38397472 TTGAAGGTGGTTAAGTGCCC TTTTTCCGAAACTGCCATTC 259

Ai07B11107 Araip.B07 11107 p2 (AT)6 12 38404702 38404713 AAGTCCACACCCAAATCAGC CGCCCAAATATAGAGGACCA 249

Ai07B11113 Araip.B07 11113 p5 (TATTT)5 25 38451110 38451134 TGAACCCCCACATTCAAACT CTCCAGGGTGAGCTGTTTTT 261

Ai07B11118 Araip.B07 11118 p2 (CT)6 12 38464730 38464741 CTTTTTGTTTATTTCTTACCTTTTTCA GAAAGGGATGAGAGGAGGAGA 230

Ai07B11120 Araip.B07 11120 p2 (AG)6 12 38470690 38470701 GGGGAATCATTGGGACAACT CCTCAAATTGCATTAAAAGGGA 278

Ai07B11122 Araip.B07 11122 p3 (ATC)6 18 38475865 38475882 TCATGCAGCAGAGAATTTGC ATGTGGTGTGGTGGGCTATT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11124 Araip.B07 11124 p2 (GC)6 12 38525641 38525652 TGCATAGGAATGCAGCTTTG ACGAAATGGGCATGACTCTC 188

Ai07B11125 Araip.B07 11125 p2 (CG)6 12 38526034 38526045 AGACTTGGGCCAACTTTGTG GAGGAGGGACATGATGGAAA 237

Ai07B11126 Araip.B07 11126 p2 (TC)7 14 38528622 38528635 CAAGAAACTGTGTTTTGGGG TCAGACAAAGCAAGGATCACA 227

Ai07B11127 Araip.B07 11127 p2 (TC)7 14 38529141 38529154 TGAGCTAAGAACACAAGCATGAA AGGCAATTTGGGAAAAGTGA 207

Ai07B11130 Araip.B07 11130 p2 (CT)6 12 38555746 38555757 CATGGGAAAGTTCATAAGCCA ACCAGCGAATTCTGAGCTGT 264

Ai07B11137 Araip.B07 11137 p3 (AAT)21 63 38584973 38585035 TGGAAAAGTTTAATATTTTGGTTCG TTCCTAATTGGAACTGTTTGTCT 278

Ai07B11138 Araip.B07 11138 p4 (TATT)5 20 38589459 38589478 CGATTTGGAGTCCGATTTGT GGACTCGCTGGAATTTTCGT 280

Ai07B11139 Araip.B07 11139 p2 (TC)16 32 38589683 38589714 TGTCTCATCTGTCCCTGTGG GGGAAGGTTAGGGAATGGAG 258

Ai07B11141 Araip.B07 11141 p2 (GA)6 12 38594188 38594199 CAATCGCATGAGAGAGAAAGA GTGCGTGTGGGTGTGTTAGT 139

Ai07B11144 Araip.B07 11144 c (T)10c(T)10 21 38605285 38605305 TCATCATCACGGATGGAATC ACCTTCACCGATTCGACAAG 213

Ai07B11150 Araip.B07 11150 p4 (AAAT)5 20 38615987 38616006 TTCTAATACATCCACGTAGAAATGTG CCCTGGGAAGGAAAACAAAT 234

Ai07B11151 Araip.B07 11151 p3 (TCT)5 15 38616532 38616546 CATGACGTGCTCCTCCTTCT CAAAGAGAGAACGCACAAAGG 170

Ai07B11153 Araip.B07 11153 p3 (AAG)23 69 38617102 38617170 CCTCCTCATCTTCTGCTGCT TCTTCTTCTTTTTCCGTGCC 240

Ai07B11154 Araip.B07 11154 p2 (TA)13 26 38634032 38634057 CTTGCCAAATTCGGTGTTTT TAAGCCTCCAATTGTCCACC 221

Ai07B11155 Araip.B07 11155 p2 (CA)6 12 38635180 38635191 CGCACCAGGGTATGATTTTT GTGCGCACAGCATAAAAAGA 138

Ai07B11157 Araip.B07 11157 p2 (AT)7 14 38638292 38638305 TGATAGCATTCCGTGATCCA TTTGATGACGTTCCACCTGA 240

Ai07B11158 Araip.B07 11158 p2 (AT)11 22 38643197 38643218 TGATAGCATTCCGTGATCCA TTTGATGACGTTCCACCTGA 241

Ai07B11159 Araip.B07 11159 p2 (TA)11 22 38650764 38650785 GCTTATCGGGTTTGAGTTGC CAAGGCAGCCACACTAGTCA 256

Ai07B11161 Araip.B07 11161 p5 (TTATC)5 25 38681471 38681495 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 182

Ai07B11162 Araip.B07 11162 p2 (GA)7 14 38685707 38685720 TATAGGGGTAGGGGGAGGTG GCAACAACCTGGCGTTTAAT 206

Ai07B11164 Araip.B07 11164 p3 (AAT)5 15 38708943 38708957 AGGATTTGCCTCTTTTCCGT TCTCTTTTGCCACTCTGTGC 170

Ai07B11165 Araip.B07 11165 p2 (CT)6 12 38712777 38712788 CTCAGGATCTATGGACCCCA GAAGGGTTTTTGGGGAAGAG 103

Ai07B11166 Araip.B07 11166 p2 (AG)8 16 38721741 38721756 CCCAAGAATTGAAGAGGGAA TGTTCATCAACATAAGAGAGAGCA 270

Ai07B11170 Araip.B07 11170 p2 (AT)7 14 38729250 38729263 ATTCAGCCGCCTAGGGATAC ATCATAATGCGGAAGCCAAA 276

Ai07B11172 Araip.B07 11172 p2 (TA)6 12 38729678 38729689 TCGCCGTTTGGATTACTTTC AAGGAAGACCGTCTCATGTAAAA 126

Ai07B11173 Araip.B07 11173 p2 (TA)8 16 38737740 38737755 TCATGAGGTCTTTTCAAGGTTGT TGAAAATGGGAATTTTGGGT 178

Ai07B11174 Araip.B07 11174 p2 (AT)10 20 38737989 38738008 GAATTGAGGTAATTTTGTCCCC GAAGATTGTGGGAACATGGG 196

Ai07B11178 Araip.B07 11178 p3 (AAC)9 27 38790220 38790246 CAACCAGGGGTGGAGAGATA TGGTTGTTCTGAGGTGCTTG 204

Ai07B11179 Araip.B07 11179 p2 (GC)6 12 38795223 38795234 GGCTAGGAAGGGATCAAAGG AAAATCGCTAGGCACGTGTT 211

Ai07B11182 Araip.B07 11182 p3 (TTC)5 15 38810950 38810964 AACCAACCACCACCAACTTC GTGGTGAGGACTGTTCGGAG 268

Ai07B11183 Araip.B07 11183 p2 (TA)6 12 38815893 38815904 AGGTTGAAGTGGTGATGCAA CAAAATCCAGTGAGGGTTCAA 273

Ai07B11184 Araip.B07 11184 p2 (AT)16 32 38825739 38825770 GCATGTCCTCATGCTAAGTCC TGTTTTTCTCTCCCATTTCAA 260

Ai07B11186 Araip.B07 11186 p2 (TA)6 12 38836307 38836318 CAAAATCCAGTGAGGGTTCAA AGTGGTGGAATCTCATGCAA 280

Ai07B11187 Araip.B07 11187 p2 (AT)15 30 38839724 38839753 ATTGGGAATTTGGGTGCATA TTCACCACATGTGCCTTGAT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11194 Araip.B07 11194 p3 (AAG)5 15 38899608 38899622 AACATGGAGGGAGTGACAGC CATCCTTCCACCCTCTTCAG 138

Ai07B11201 Araip.B07 11201 p4 (TATT)5 20 38952398 38952417 CACCAAAAGACTACATGCTGG GGTGCCCCAGCAGTAAATAG 255

Ai07B11202 Araip.B07 11202 p2 (AT)8 16 38953560 38953575 AACAGCTGTCACCTGCAAAA GCATGAAAGACTATTTTGGGC 179

Ai07B11206 Araip.B07 11206 c* (AT)10(T)11* 30 38970351 38970380 AGAGCTTACAACCGGGATCA CTAGGAGCCCGTGAAAAGAA 243

Ai07B11209 Araip.B07 11209 p4 (TAAA)5 20 38978436 38978455 TGTGGGATTGAGATGGATCA CTGGTAACTTCCGGGCATAA 240

Ai07B11212 Araip.B07 11212 p2 (TA)11 22 38987017 38987038 TCAACTTTCATGATTATTTCGTTCTC CCTTGATCATGTGATTAGAATCGT 222

Ai07B11213 Araip.B07 11213 p3 (CAT)5 15 38987832 38987846 AAAAACTTCTGCGCCTTCAA TGTTACCTGGACCTGAAACAAA 248

Ai07B11216 Araip.B07 11216 p2 (CT)6 12 39000588 39000599 GATTGTAAATCCGCCGGTAA GTTGGGGATTGAAGACGAGA 247

Ai07B11222 Araip.B07 11222 p3 (TCT)5 15 39019759 39019773 AGGAACGCGTGACCATAAAC AAACACAACAGCCACACCAG 133

Ai07B11224 Araip.B07 11224 c (GGA)5(TGATGG)545 39052593 39052637 CATGCATGTAAATTCTATTTTCTTTTC CACCATCCATATAACATCCCG 256

Ai07B11229 Araip.B07 11229 p2 (AG)7 14 39088219 39088232 GAACATTGAACCTGGGATTGA TAAAGTGTGGGAACGCATCC 166

Ai07B11230 Araip.B07 11230 c (TA)8(T)10 26 39091171 39091196 ATCACATGTGCATTGATCTTTT GAAACTGTGGGAACATGGGT 257

Ai07B11233 Araip.B07 11233 p3 (AAT)5 15 39112904 39112918 AAAAGCCAACGATAACATAACGA CGATCCAATCCAATCCAAAC 221

Ai07B11239 Araip.B07 11239 p2 (AT)8 16 39188422 39188437 TTTCCTGCAATCATATGGCTTA TTCCTAGACACATTCCTAAAAGTTC 258

Ai07B11241 Araip.B07 11241 p3 (CAT)9 27 39195182 39195208 CGAAAGCTAAAAAGCCCCAT TCAGGTTTTCAAAAGTGGGC 214

Ai07B11249 Araip.B07 11249 p3 (TGT)5 15 39237915 39237929 ATTCCACCTCTGATTCCCCT GCAAGCTCAACCTTCTCCAC 280

Ai07B11250 Araip.B07 11250 p2 (TC)6 12 39241502 39241513 TTGTCATCCCAACATCTCCA TGACAGAAGGTGCATTGGAA 279

Ai07B11253 Araip.B07 11253 p2 (AC)7 14 39274257 39274270 GGGCTAAGGTAAGGGTGAGG CAAAAGTGGGAATTTTGGGT 143

Ai07B11257 Araip.B07 11257 p2 (TA)9 18 39301053 39301070 ACCACACAGAGCTTTACGCC GCAGGATGAGAAACACAGCA 195

Ai07B11260 Araip.B07 11260 p4 (TTAG)6 24 39309206 39309229 CTACACTTCACCACCCACGA CCCAAGAAGTTCATGAAGGC 277

Ai07B11263 Araip.B07 11263 p2 (AG)6 12 39315112 39315123 TGGACCTAAAACGCTAACGG CCTCACCCTCATCTATCCGA 134

Ai07B11265 Araip.B07 11265 c* (C)15(A)15(AG)7*43 39328492 39328534 TTGGGTTACAGTTTGGGTGT AGCTTCCCCCACAAGCTACT 198

Ai07B11268 Araip.B07 11268 p2 (GA)8 16 39336545 39336560 AGGGCATAGTGGATGGTGAG ACTTGGTTCGTGAGAATCCG 178

Ai07B11270 Araip.B07 11270 p2 (TA)9 18 39339218 39339235 TAAACAAAAGCGAAAACGGG TGCTTTTGGAGAAGCATGTG 211

Ai07B11271 Araip.B07 11271 p2 (TA)6 12 39339757 39339768 GGTGGAACAACCCTCATCAC GGATCGGTCAATTCAACAAAA 208

Ai07B11273 Araip.B07 11273 p2 (TA)8 16 39346341 39346356 GCATAAGACTCTGTGTGGTAAGG GCTAAGGCTAGCCGGAGAAT 186

Ai07B11274 Araip.B07 11274 c (A)10tataagataaaagtatatataatatatagtatatgttt(TA)762 39355957 39356018 ACTCAGCACGGGACTTGATT CGCCTTCAGGGATTTGATTA 240

Ai07B11275 Araip.B07 11275 p2 (TA)8 16 39357400 39357415 GCGTCAGCTTGGCTAAAGAT CGTGAATCACAAATGCTAAGTTG 260

Ai07B11276 Araip.B07 11276 p3 (AAT)5 15 39358058 39358072 TTCTTTTGCCTAACATGGCA TGTGGGAAAAACAAGACAGAAA 228

Ai07B11278 Araip.B07 11278 p2 (AT)6 12 39363853 39363864 TGGGAATTTTGGGTAGCTAGG GGCTAAGGTAAGGGTGAGGG 137

Ai07B11279 Araip.B07 11279 c (A)10cgatttttaaccggttaaccaaaaccaaaaccaaattaaattcttccttt(TC)672 39370672 39370743 ATCCTGGAGCTAGGGGTGTT GAGAGGGAGAGGGGAGAGAA 263

Ai07B11283 Araip.B07 11283 p2 (TA)11 22 39372972 39372993 ACCATGAACACCCCTACCTG GCCATGACAGTCCTAAAGCC 222

Ai07B11287 Araip.B07 11287 p2 (TA)7 14 39381158 39381171 TCACTCCATGAAAACCAACA CCACAATAAAGTAACGGCCA 229

Ai07B11291 Araip.B07 11291 p2 (GA)7 14 39398556 39398569 GGGGGAAGAAGAAAAGAAAA CGCGACCACGTCAATTAGTA 236
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Ai07B11293 Araip.B07 11293 p2 (GC)6 12 39402047 39402058 GTCAAGCCTGACCTCTTTGC CAGAAATGAGTTGGGTTGGG 253

Ai07B11294 Araip.B07 11294 p2 (CG)6 12 39404834 39404845 GTGCCTCAAGCATTTTCGAT TTGTGCAATTGGCTTATGGA 188

Ai07B11297 Araip.B07 11297 p2 (GC)6 12 39407606 39407617 CCAAATGAGACGGTTCCAGT GCGATTTCATTAAAGTGGGC 155

Ai07B11300 Araip.B07 11300 p2 (AT)9 18 39425620 39425637 GTGGAGAATTTGGCTTTGGA TTCACCACTTACTTTGGGGC 208

Ai07B11301 Araip.B07 11301 c (T)10cttttc(T)11 27 39430989 39431015 TCATGCATCAAATTCAATCACA GTGGGGAAAGATGGAAAACA 278

Ai07B11302 Araip.B07 11302 p2 (TA)6 12 39431653 39431664 GAAAAGCAACACACAAGAAGGA TGACTTTTTCCATCCAATCACA 257

Ai07B11306 Araip.B07 11306 p2 (CT)6 12 39458751 39458762 TTTGTTTGCTTCTTACCTTTTTCA GAGTTCAGGCTGTCTCTGGG 232

Ai07B11309 Araip.B07 11309 p3 (CTT)6 18 39476289 39476306 CCTCCAAGACCTGGGAACTT GCGTCGTCTAATTCTTCCCA 103

Ai07B11310 Araip.B07 11310 p2 (CT)6 12 39477991 39478002 GGCAAATTTTGATCCCTGAA GCAGGGAGACAGACCATCAT 272

Ai07B11313 Araip.B07 11313 p2 (CT)8 16 39489831 39489846 TCGAAGACGCTGTTGTTGTC TGGCTCCTTCAGTCCTTCAT 224

Ai07B11316 Araip.B07 11316 p3 (CAA)6 18 39492058 39492075 CGAAAATACCCCTCCCTCTC ATTGCTGAAAGTTGCTGCTG 275

Ai07B11318 Araip.B07 11318 p2 (GA)29 58 39496177 39496234 AAGTCAACCAGGACGAGTGG CCCATAAAAGATCGACTCCG 268

Ai07B11320 Araip.B07 11320 p3 (TTC)6 18 39514310 39514327 AATGCGTTATTCAACGTTTCC ACACCCAAAATTCGTTGCAT 206

Ai07B11322 Araip.B07 11322 p3 (AAG)6 18 39514900 39514917 GACGATGAAGAACGTGCAGA AAACACGCTTCGAACCATTC 165

Ai07B11328 Araip.B07 11328 p3 (ATA)5 15 39534303 39534317 GGTTTTTGCATAGGAAGGCA TGAATTGGTTTTGTTTTGCG 280

Ai07B11332 Araip.B07 11332 p2 (TA)6 12 39551746 39551757 TGCAAAAATATGAGCCGAGA GCTGTATGTGGCATAACCTTGA 109

Ai07B11333 Araip.B07 11333 p4 (AAAG)8 32 39553186 39553217 TCATTAGCATAACCTAAAGAAACCTT CAACATTGTCACCTTGCTGG 198

Ai07B11343 Araip.B07 11343 p2 (AT)6 12 39592878 39592889 TGAAGCTTTCATTCCCAAGC TCCGTTTGTGTGAAAGGACA 195

Ai07B11345 Araip.B07 11345 p2 (TA)6 12 39597211 39597222 TGGAACTCTACTTTTTCTCTTGGC ATTGGTGCAGGACCCAATTA 260

Ai07B11350 Araip.B07 11350 c (TCA)5tcttcttcttc(T)1036 39604353 39604388 TCCTCCTCCTCATCTTCAGC CATCCTCTTCCAAGTAATTTTGC 205

Ai07B11351 Araip.B07 11351 p3 (TCT)5 15 39604953 39604967 TCCTCCTCATCTTCTGTTGCT TGAATGTAAGTTCATCCTTTTCCA 214

Ai07B11352 Araip.B07 11352 p3 (AAG)30 90 39605142 39605231 TTCCAAAATTAATTGGAAAAGGA ACACAAATACATTGGTGGATGA 252

Ai07B11353 Araip.B07 11353 p3 (GAG)5 15 39605757 39605771 TGATGAAGATGAAACATGCGA GCTTACCCACAAAAGCGTGT 207

Ai07B11354 Araip.B07 11354 p2 (TA)10 20 39605949 39605968 ACACGCTTTTGTGGGTAAGC GAGGTTTTTGGTGCCGTTTA 216

Ai07B11361 Araip.B07 11361 p2 (GC)6 12 39655378 39655389 ATTCACTTTAATGGGCCACG TGGAAGAAGCGAGGAGAAAA 268

Ai07B11364 Araip.B07 11364 p2 (GC)6 12 39661748 39661759 AGTTGGGTTGGGCCTAAAGT TGGAAAGCTAACATCTGGGG 167

Ai07B11365 Araip.B07 11365 p3 (AAG)5 15 39679408 39679422 CAATTAGCACACAAATGAACCAA CCCAACCCATATGCATTCTT 277

Ai07B11371 Araip.B07 11371 p2 (CT)6 12 39715343 39715354 ACCGGAAATTGCAGAAAATG TTTCGTGCACCAAGAGTCAC 236

Ai07B11373 Araip.B07 11373 p4 (TTTA)7 28 39723331 39723358 TATGAAGCAGTGGTGGGGTT TCCAATCAAATCCTTTCAATCA 266

Ai07B11374 Araip.B07 11374 c (A)11gaaaataaggattt(A)1035 39724026 39724060 GAAGATACCCAATTGCCAAGA GGGGATTGTTTGAGTTTGGA 237

Ai07B11379 Araip.B07 11379 p2 (CT)7 14 39750862 39750875 GCTGGTTAGTTGTGCGGAAT ACCCAAGAACGTGATGAAGG 274

Ai07B11380 Araip.B07 11380 p2 (GT)6 12 39751642 39751653 CCCTCTCCCTTTCTGCTTCT TGCTGTTTTGGAAAATGAAGA 279

Ai07B11381 Araip.B07 11381 p2 (TG)14 28 39752480 39752507 CTCTGGTCGGTCTTTGCTTC GCAAAGCGCTACGACCTCTA 261

Ai07B11382 Araip.B07 11382 c (ACA)18(ATA)6acgatgacgacgacgacgtcgttatgataataataatgacaat(ATA)5130 39754312 39754441 GCAACAAAGTTCTGGTAGCCT TGCACATCTACATAAACCACAATG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11383 Araip.B07 11383 p3 (AAT)12 36 39756041 39756076 CCAACCAAAACATCTTGCCT TCACTCCTCATTTTCTCACTGG 184

Ai07B11386 Araip.B07 11386 p4 (AAAT)5 20 39763624 39763643 TTGAAATGACTTGCGTCGAA TCAGTCTCAGTGACGCAAAAG 278

Ai07B11388 Araip.B07 11388 p3 (AAT)5 15 39770688 39770702 TTCAGGTTCAGGGTCTGCTT CCTCCCTCTCTGTGTTCGAG 197

Ai07B11393 Araip.B07 11393 p2 (AG)14 28 39803619 39803646 CGACAACGTTACCGTCGATT GTATTGTAGGACTTGGGGGC 213

Ai07B11394 Araip.B07 11394 p2 (AG)6 12 39812000 39812011 ATTCGGCAAGGTGTCTCCTA CAGCGCCAACTTTACTCACA 267

Ai07B11398 Araip.B07 11398 p2 (AG)15 30 39823387 39823416 TTCAAACCCTCTCCTTCCCT CCTCACTTTCGGCTTCTACG 195

Ai07B11399 Araip.B07 11399 p2 (TC)6 12 39823596 39823607 CGTAGAAGCCGAAAGTGAGG GAGGAAGGAGAGGAGGGAGA 271

Ai07B11402 Araip.B07 11402 p2 (AT)9 18 39849397 39849414 TGAAATCCAAGGGACACACA CACCCTGTGTAAACGAATGTCT 202

Ai07B11406 Araip.B07 11406 c (A)10ttggcaaactcaaaacgcagccagcgtttggtaagtttcagaaac(A)1166 39858379 39858444 GCTCCAAAAACGCAATCTGT TAAAATTTCTGGATCCGCCA 176

Ai07B11407 Araip.B07 11407 p2 (AT)7 14 39858761 39858774 AATTTTGAAGTATTCTCTTTTTCAACA GATTTAGGGGGCCTAAGGTG 129

Ai07B11410 Araip.B07 11410 p2 (CT)6 12 39877604 39877615 TTTCTTATCTTTTTCAAAACCACC AACTGTGAGGAGGGCAGAGA 273

Ai07B11412 Araip.B07 11412 p3 (TTC)5 15 39878976 39878990 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai07B11413 Araip.B07 11413 p2 (GA)7 14 39884359 39884372 AAGAAGTGGGAGAAGCGACA CCAAGGAAGCTTTACCGTCA 277

Ai07B11415 Araip.B07 11415 p4 (TTTA)5 20 39885463 39885482 CCCGAGCCAAAGTACTGAAG ACCAATACGTCACGAGTCCC 176

Ai07B11421 Araip.B07 11421 p4 (AAGA)6 24 39906648 39906671 TTGCTTTTTATGGGAGGGTG ATACGCCGGTTGATAGATGC 198

Ai07B11422 Araip.B07 11422 p2 (AG)6 12 39912345 39912356 GACACGTACGCATGGATGAC TCCTAGAAAGAGGACAGAGAGAGC 238

Ai07B11423 Araip.B07 11423 p2 (AG)9 18 39926716 39926733 GAAAGCGGTTTGAATTTGGA CCGTCGTTTAATGCCAGAAT 275

Ai07B11426 Araip.B07 11426 p4 (ATGA)5 20 39947252 39947271 TCATAAACCAAAGTGGCAACA TTTCGGCCCAGAAAATACAG 279

Ai07B11427 Araip.B07 11427 p2 (AC)6 12 39948332 39948343 GGGGCTAAGGTAAGGGTGAG GGGGACAAAATTACCCCAAT 222

Ai07B11428 Araip.B07 11428 p4 (TATT)6 24 39948473 39948496 AATCCCACTTTTGCATCACA TTGGGAATTTGGATGCCTAC 262

Ai07B11429 Araip.B07 11429 p3 (ATA)6 18 39954431 39954448 TGACTAATTGACTATAAACCAATGACA TTATTTATGCTCTTCCAAAAATACAA 243

Ai07B11430 Araip.B07 11430 c (A)14ctaaaatcagcttcagaaatgcc(T)1047 39958718 39958764 CGCCGCAATTCTAATAGGTG TGGGTCTAAAATCGGTGACA 280

Ai07B11432 Araip.B07 11432 p3 (AAT)5 15 39961308 39961322 TGAGTACCAATTGGAATGTCAGT AACAATGTGCAAACCCTGAA 248

Ai07B11444 Araip.B07 11444 p3 (CAT)5 15 40012430 40012444 GCACCCAATTCTAAACCTGC TCTTGAGGAGGAAACCCCTT 183

Ai07B11448 Araip.B07 11448 c (GA)14gt(GA)7 44 40055821 40055864 AGGTTGTGGGAAGAGCTTGA TACCCTTCCCTCATCCATCA 225

Ai07B11449 Araip.B07 11449 c (TATT)5tatattgtaa(TATT)550 40063359 40063408 CTAGCTGCCCATAATTCCCA TGTGAATGGATATGTTATGTTTGC 275

Ai07B11450 Araip.B07 11450 p2 (AG)6 12 40069438 40069449 CCTTAGATGGGAAGCAATGG TGATTTAGATTTAGTTGAGGGGGA 272

Ai07B11452 Araip.B07 11452 p2 (AG)6 12 40075519 40075530 GAGGGTGTTGCTGCCTAAAG GGCCCAGATCCAAGTACAGA 273

Ai07B11453 Araip.B07 11453 c (TC)11(TA)8 38 40080775 40080812 ATACCCTTCATCGGGCTTCT AGGATCACGAGGACGAACTG 197

Ai07B11458 Araip.B07 11458 p3 (CTT)6 18 40131805 40131822 CTTCACTGCTACAGCACCCA TTCAAGCCAAAATTCAAGCA 267

Ai07B11463 Araip.B07 11463 p2 (TA)11 22 40142419 40142440 CCAATGGACTCCAAGAAGGA TCATTCCCCTACAAATCCCA 154

Ai07B11464 Araip.B07 11464 p2 (TC)6 12 40161999 40162010 TGCGTAAATACGAAATGGTGA CAAAAGCATTCATTGAAACTGG 253

Ai07B11465 Araip.B07 11465 p2 (TA)10 20 40166337 40166356 ACAAATCACGAAGCATTCCC GCCTAAACTTTGCAGGCTGT 224

Ai07B11469 Araip.B07 11469 p3 (TTC)6 18 40186205 40186222 AATACCCCTCTCCATCACCC TCTCGTCCTCGAGCAAAAAT 127



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11470 Araip.B07 11470 c (GT)6ctgtgtgtc(TG)1041 40203466 40203506 GTGTGTGCGTGCGTGTGT CCCTAAGTCTTACCTCTAGCCG 275

Ai07B11472 Araip.B07 11472 c (T)13gaaaaaaaacactaaacatgagaagagagtcttcaatctctaaagaagatgaacaatatcaaattcgtattctaaatccatggaaaagtgaagag(A)11119 40205844 40205962 TTTGCTAATAAGCATTTCTGTTTGA GAACTTCTCACATAATCGCATTC 254

Ai07B11474 Araip.B07 11474 p3 (AAT)5 15 40208225 40208239 TTTGGTATCCAACTTTTTCAGACA TTTTTGTCGTTAGTCTTACATGACATT 203

Ai07B11476 Araip.B07 11476 p2 (AT)6 12 40227964 40227975 GCGACTCTGATAGCTCGGAC TGGTTTATTGTACCCTCGCC 278

Ai07B11477 Araip.B07 11477 p2 (GT)7 14 40231082 40231095 CTAAGGGCTAGGGGATCAGG TGGTTGGGACATGTTATGGA 221

Ai07B11478 Araip.B07 11478 p4 (TTAT)8 32 40234908 40234939 GGCATTTTGTCCCCTTTTTA TGGGTTTGGAAACATTTGGT 274

Ai07B11479 Araip.B07 11479 p2 (CT)7 14 40240624 40240637 CATGAAGGGTTCATAAGCCAA AAAGTGGGAGAATCAATCCA 262

Ai07B11480 Araip.B07 11480 p2 (AT)17 34 40245268 40245301 AACGAGACAATCATCAAAATCTG CCCAAAATTTCCACTTCTGC 270

Ai07B11484 Araip.B07 11484 p3 (TAT)5 15 40271876 40271890 CGGTTGAACCATTGAACCAT CCAGGCTAAAGTAAACTAAACAGCA 140

Ai07B11487 Araip.B07 11487 p2 (CT)6 12 40293793 40293804 TTCCAAAGTTCACAAACGCA CAGAGGGTGACTCCACGAAT 243

Ai07B11488 Araip.B07 11488 p3 (ATG)5 15 40295911 40295925 GCAATAATTGAATGCTAAAGCC GTCTCAAAAGCCAAGTGGGA 112

Ai07B11495 Araip.B07 11495 p2 (TA)6 12 40331998 40332009 GGCATTGGAAGCTTGAATTT TCCCAAAACAACACCAACTG 221

Ai07B11496 Araip.B07 11496 p2 (AT)15 30 40333341 40333370 ATTCCTTTGAACCTGCATCG CATGATGCATGTTTGCCCTA 233

Ai07B11498 Araip.B07 11498 c (TA)6(T)10 22 40346955 40346976 AGCCTTACTTTGGGGCATTT CACCTATGGAAGAACCGGAA 164

Ai07B11500 Araip.B07 11500 p5 (TTTAT)5 25 40369905 40369929 TTGATTTTCGAATTCTGCCTTT GGAATTGATATGGATTGCGAA 276

Ai07B11502 Araip.B07 11502 p2 (AG)6 12 40383664 40383675 CCTCTTGGACTGTTCATTTCC TTGTTTCTTAACTTTTTCAAAACTACC 279

Ai07B11510 Araip.B07 11510 p4 (TTTA)6 24 40427915 40427938 GAATGAAAATAGGCAAATGCAA CACGGATTTGCACCCTATTT 238

Ai07B11511 Araip.B07 11511 p2 (GC)6 12 40428106 40428117 AAATAGGGTGCAAATCCGTG GTTGTGCCCACTTTATGCCT 183

Ai07B11515 Araip.B07 11515 c (TAAA)5aagagat(GA)741 40447660 40447700 TCGAACACAGAGAGAGGGAGA TTGAAAATCACTAACCACTTTTTCA 254

Ai07B11517 Araip.B07 11517 p3 (AAT)13 39 40457836 40457874 TGCCATACATCAGGACCAAA TGGTGCATATAGTCCCATCA 256

Ai07B11520 Araip.B07 11520 p3 (ATT)5 15 40467040 40467054 CATGTGCCACGTCATAGAGG CCAAAATAACATTTTCACATTTCA 266

Ai07B11524 Araip.B07 11524 c (CT)16ttctctcccc(CT)654 40473782 40473835 CCCTTTCTCTCTCATTTCCCTC AGAAGGGGAGAAAGAGGGGT 128

Ai07B11525 Araip.B07 11525 p2 (GA)8 16 40474332 40474347 AAGGGAAGGGGAGAGAGAGA GCACAAAATTGGGAAGGAAA 161

Ai07B11529 Araip.B07 11529 p2 (GA)18 36 40483573 40483608 CAACGAGGCTTCATTTGTGA TGAACTGAATTGAAACTGAACTGA 274

Ai07B11530 Araip.B07 11530 p3 (TTA)19 57 40484979 40485035 CGGTTGTTTGAGAGTGATTAGG ATCCAGGAAAGCAGAGACCA 253

Ai07B11531 Araip.B07 11531 p3 (TTA)5 15 40485752 40485766 TCCAAAATTTGAATGTGTTTTCTT TGAGAGAGGGGATTCCAATG 220

Ai07B11532 Araip.B07 11532 p2 (TA)8 16 40490325 40490340 CACATTCCATATGCATTGATTTTT CTTGGGACATTGGTTGAGGT 266

Ai07B11534 Araip.B07 11534 p2 (TA)7 14 40508482 40508495 TGAAACTCAAAATCCGCAAA TCTGAATCCATGCCTTTCTG 195

Ai07B11540 Araip.B07 11540 p2 (TA)6 12 40515503 40515514 TTTTGGGCATGCTAATGACA AAAGAGCTTAAAAATAGCAGACACA 225

Ai07B11542 Araip.B07 11542 p3 (TAT)6 18 40516768 40516785 ATGTCACGGAAAACATGCAG TGTCCCGTAACAATGAACTACG 240

Ai07B11545 Araip.B07 11545 p2 (CT)9 18 40536070 40536087 TCATTCCCGGTTTCTGCTAC AAGCATAAGCATGAGGGGTG 255

Ai07B11546 Araip.B07 11546 p3 (ATT)7 21 40538890 40538910 CCAAATTAATCTATGTATGTTCTCGG AGCGATGAGACACAGGGAAT 276

Ai07B11550 Araip.B07 11550 c (T)11gtatatgaaggaagtagaaatagttttgaccaataataaagtattc(T)1269 40544241 40544309 GTTTACCCTTTGGTGTCCGA GGCGTCATTCATTAGAAACGA 192

Ai07B11554 Araip.B07 11554 p3 (TAA)9 27 40570267 40570293 TTGTTCCCTTAATGGCTTCG TAATCCGCATATTTTTGCCC 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11559 Araip.B07 11559 p2 (TC)6 12 40577315 40577326 ACAAAGGAGATCAGGGACCA CCCTCCGTCTATCGTTTTAGG 262

Ai07B11560 Araip.B07 11560 p3 (AAC)5 15 40579414 40579428 CAATTGGATGAAACCCCATC AACGTTGACCACCAACAACA 223

Ai07B11564 Araip.B07 11564 p2 (TA)6 12 40595686 40595697 TTCCCGCGTAACTCTCTGTT AGACTGAGCTTGTGGACCGT 255

Ai07B11565 Araip.B07 11565 p3 (GAA)5 15 40606413 40606427 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai07B11566 Araip.B07 11566 p2 (AG)7 14 40609932 40609945 GAAAAAGGGGGAGATATTTTCG TTGTGATTTCTTGTGAATCAAGTC 279

Ai07B11568 Araip.B07 11568 c (TC)9tt(TC)7 34 40617740 40617773 CCGTACTCTCACGCACTGAA CGTGTCCGAGAAAGAGGAAG 253

Ai07B11570 Araip.B07 11570 p2 (AT)6 12 40623383 40623394 AAGCCACGTTTCCCTTTTCT TAGCCGAAGCCTTAAAGGAA 167

Ai07B11572 Araip.B07 11572 c (TAAA)10aagagat(GA)965 40633988 40634052 TCGAACACAGAGAGGGAGAAA TTTCGAAAACTCCTCACCACTT 276

Ai07B11576 Araip.B07 11576 p2 (AG)7 14 40674346 40674359 GGTAAATAGCCAACTCAGATATTGAAA GGCCCAGATCCAAGTACAGA 259

Ai07B11577 Araip.B07 11577 p2 (AT)8 16 40684988 40685003 CGCATGATTCCAGCCTAACT GCGTCATATTGCGAGAAACA 119

Ai07B11580 Araip.B07 11580 c (TG)6(TA)13 38 40707603 40707640 GGGTTTGGGGAATACTTGGT TTGCTTTCTCTTTTGCTTTCC 242

Ai07B11581 Araip.B07 11581 p2 (CT)6 12 40710106 40710117 CCTGTGCCAAAGGAGAAGAG CGGTCGAACTGACGGTTAAT 178

Ai07B11582 Araip.B07 11582 p2 (GA)7 14 40716051 40716064 TTGCTGTGAATGGTGGTGTT CACTTTCCATTCCTCCCTCA 157

Ai07B11584 Araip.B07 11584 p2 (GC)6 12 40725585 40725596 CAGGGAGTTCAGATTGCACA AAAAAGAGGGAAAAAGGGGG 206

Ai07B11586 Araip.B07 11586 p2 (GA)7 14 40735684 40735697 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTCTTTCA 217

Ai07B11587 Araip.B07 11587 p2 (AG)6 12 40735852 40735863 GGGTTCGAATTTGGGTGAG TTTTTGTTTGTTTCTTATCTTTTCCA 279

Ai07B11591 Araip.B07 11591 c (AACAT)8agtaggtcaccacatgaacaccaaaaatttaccaaaaagataatagaatgcacaatacact(A)10111 40766891 40767001 TTGGTTCATTAAACATCCAAACA TCCCTACCCCATGAGTCAAC 258

Ai07B11593 Araip.B07 11593 p4 (ACAT)6 24 40772345 40772368 TGCATGTTGCATTCTTGCAT GCACCAAATGCCCTAAAAAG 268

Ai07B11596 Araip.B07 11596 p2 (TC)6 12 40790346 40790357 GGCCCAGATCCAAGTACAGA CACGGAATAATTCGTAAATCAAA 273

Ai07B11598 Araip.B07 11598 c (T)10cttattttaacattaacctggaatcatgcatagcattcatgttaatcactgcatcttgcattttttttcagtt(A)1093 40794876 40794968 CCATGGTATGGTCGCTTCTT TGGTGTTTTTCGCGATATGA 212

Ai07B11600 Araip.B07 11600 p4 (TAAA)5 20 40801445 40801464 GACCACTTTCTCCCTCCTCA CCAATGGAGGGTATGCAGAT 249

Ai07B11602 Araip.B07 11602 p2 (TC)6 12 40808800 40808811 GGCCCAGATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai07B11604 Araip.B07 11604 p3 (CGC)5 15 40819928 40819942 CTGCCCTCTCTCCCTCTTCT GCACCGGAAGAGAGAACTCA 178

Ai07B11605 Araip.B07 11605 c (T)10ctttttctatatttttttc(T)1039 40824310 40824348 TACTTTGCTTTGGGGCATTT TTCAAGTGTGGGAACCTTGG 266

Ai07B11608 Araip.B07 11608 p2 (GA)9 18 40830849 40830866 GGGGGAAGAGGAAAAGAAAA TACCCTCGCGCTAGTAGCAT 279

Ai07B11610 Araip.B07 11610 c (AGA)20(GGA)8gaagcagaagaagaatctgcgtgtgcgaaga(AGG)9tatgcatgaatttgaaagaagaagaagatgacgtatgcgtgtatttga(AAG)9217 40844474 40844690 TGTTGGTGTTGTTGGTGATG TTATCTTCTTCTCCTCCCCCA 273

Ai07B11616 Araip.B07 11616 p2 (AT)11 22 40869413 40869434 GATACACGAAGCGTTCCACA CAGGCTGCGACTAGTCCTCT 178

Ai07B11617 Araip.B07 11617 p2 (CT)6 12 40872284 40872295 ATAATGGGGTTTCACCCCTC TGGGCTAAAACTGCTAACGG 151

Ai07B11618 Araip.B07 11618 p3 (GGT)5 15 40881047 40881061 GTTTGGCAGAACCTGGTAGG TTACCCCTATCTGAACCCCC 144

Ai07B11620 Araip.B07 11620 p2 (CT)8 16 40915962 40915977 CCAGTAGCATGAAACGGGTC GGGGAGAAAAAGAAAAGAAAACC 275

Ai07B11621 Araip.B07 11621 p2 (TA)7 14 40918841 40918854 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 243

Ai07B11625 Araip.B07 11625 p3 (AAT)5 15 40938131 40938145 GTTCTTGTCCTTGCTCCTGC GTCTCCCCCTCTTCTTCCAC 122

Ai07B11626 Araip.B07 11626 p2 (GA)8 16 40938473 40938488 ATGAGATGGGGGAGGGATAA CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai07B11630 Araip.B07 11630 c (A)14gagcatcaacgcccaagcacgctgt(GC)651 40959685 40959735 TGTTGAATTGCATTTTGCTTG GGGCACTACTCTCGGGTTTT 249
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Ai07B11632 Araip.B07 11632 p2 (TG)9 18 40983533 40983550 CAATGACCTCGACGATGATG AACGGTTACCTCACCCACAC 269

Ai07B11633 Araip.B07 11633 p5 (TGATT)5 25 40985025 40985049 GCAAGAGCGATAAAAATCACAA AAAATAGGCAACTGAGATATTTTCAA 245

Ai07B11634 Araip.B07 11634 p2 (AG)6 12 40993733 40993744 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 249

Ai07B11639 Araip.B07 11639 p3 (TAA)7 21 41012361 41012381 CGGTGAAGACATGTTTGCTTT CGGTATTGGAGTCTTGCAACT 274

Ai07B11642 Araip.B07 11642 c* (AT)6(TATT)5* 29 41027254 41027282 TCAATTTTTAATTTGTGAGCCAA CAGCAACCGACAATCTCTGA 165

Ai07B11644 Araip.B07 11644 p2 (AG)6 12 41033153 41033164 CCGTAACATGAAAGGATTCACA TGGAGCTCGCCAATTTTTAC 186

Ai07B11646 Araip.B07 11646 p2 (AG)6 12 41046182 41046193 CCGTAACATGAAAGGATTCACA ATGCATCCATTCAGAGGGAG 201

Ai07B11647 Araip.B07 11647 c (T)10c(T)11 22 41058891 41058912 TTCACCACTTACTTTGGGGC GTGGGTTTGGAAACATTTGG 235

Ai07B11650 Araip.B07 11650 p2 (GT)6 12 41067632 41067643 GGGTTTCTTCTCTCTTCCCC GGTCGAACCGGTTTAAGTCA 272

Ai07B11652 Araip.B07 11652 c (T)10ctttgc(T)10 26 41077833 41077858 AGGATTTTATTTCCGTGGGC TGGCTCTTGAAAGAATGATGG 272

Ai07B11654 Araip.B07 11654 p2 (TA)9 18 41086256 41086273 GTTGCCGGGGATTGATCT CCACCTGGCATACACAAACA 276

Ai07B11655 Araip.B07 11655 p3 (AAC)6 18 41094803 41094820 CAACCAAGGATGGAGGGATA GAGGTGCTCTGTAAGGCTGG 140

Ai07B11657 Araip.B07 11657 p4 (TAAA)6 24 41097471 41097494 TTTTCAAAACTTCCCAACCAA CCATGATGGAGAAAGGGAGA 165

Ai07B11658 Araip.B07 11658 p2 (AC)6 12 41135505 41135516 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 240

Ai07B11664 Araip.B07 11664 p2 (AG)10 20 41160974 41160993 AATAGGGGAATCATGGGGAG GGAACATTGAACCTGGAATTG 162

Ai07B11665 Araip.B07 11665 p2 (CA)6 12 41196166 41196177 TGATTTGGGCATTTTGTTGA ACGAAAGGGATAGGGGTCTG 244

Ai07B11668 Araip.B07 11668 p4 (TTTA)5 20 41212791 41212810 GGCGTTCAGTGCCAGATACT TGACCACTTTCTCTCCCCTC 241

Ai07B11682 Araip.B07 11682 c* (A)10(AT)8* 25 41284579 41284603 TAAGTGTGGGGAAAAATGGG TTCACCACTTACTTTGGGGC 238

Ai07B11686 Araip.B07 11686 p4 (AAAT)6 24 41302474 41302497 CTCAATTAAGAGGTTGCGGG GAAGGAATGGCGTGTTTGTT 205

Ai07B11690 Araip.B07 11690 p3 (AAT)20 60 41309009 41309068 TCTCAAAGGTATTTGCTAAACGC TTGTACCTTTCATCAACCTGAA 275

Ai07B11691 Araip.B07 11691 p2 (CT)6 12 41317396 41317407 TGGATTGATGAAGCTTGGTG TGTGCCTTGCACTCTCACTC 219

Ai07B11695 Araip.B07 11695 p3 (CTT)5 15 41342288 41342302 CGTCTCGAAAGGAGGCTCTA TTCAGGCAACCATTCAACAA 278

Ai07B11697 Araip.B07 11697 p3 (TTC)5 15 41346060 41346074 AACCCTAACTCCCATCCCAC TTGCCTTCCCTTTCCTCTTT 270

Ai07B11699 Araip.B07 11699 p3 (AAT)6 18 41349858 41349875 GCGCACCATACACCACTAGA TGAGAGTGGACATGTTAAAATTGG 225

Ai07B11706 Araip.B07 11706 p2 (TA)6 12 41371482 41371493 TAATAGGTCAGGGCCTGGG TGAGCCTGATTCGTTTGTTAAA 280

Ai07B11709 Araip.B07 11709 c (TTAT)5tg(TTA)1155 41379884 41379938 TGTGCATTGATCTTTGAATTCTG GCATGGAAAATTGTGGGAAC 246

Ai07B11710 Araip.B07 11710 p2 (GA)7 14 41382638 41382651 CAGGCATATAATGGGGGATG TTTCTTCTTTTCCCCCTTCC 244

Ai07B11712 Araip.B07 11712 p4 (AAAT)5 20 41408544 41408563 AGTTTGGGAACATTGGTTGG GGAGCATTTTGTCCCCTTTT 248

Ai07B11717 Araip.B07 11717 p2 (TA)7 14 41427949 41427962 AACCGAGTTTGAACTTGGATAAA TCACGAGGTGGCTCAAATAA 267

Ai07B11718 Araip.B07 11718 p2 (TA)9 18 41432582 41432599 TGCTGCACTTGCCAAGATTA TCCTTTTCAGGCTTCTCGAT 139

Ai07B11720 Araip.B07 11720 c (A)12caaacatccagacttacaatataagttacaatactcacagg(AT)10acaaacatctcatatcacaatcctatctctcct(TA)8122 41436273 41436394 GCTCGGGTATTACGACGACT TCGCCTTTAGTTTTGCAAGT 279

Ai07B11721 Araip.B07 11721 p2 (TG)6 12 41441381 41441392 CAACAAGGGATTAAGAAGAAGAGG GGGGAAGGCATCATCATAGA 176

Ai07B11724 Araip.B07 11724 p2 (CT)6 12 41485373 41485384 AGTTATGGCTCCCGGAAAGT TTGAAAACCGGGCACTAATC 224

Ai07B11726 Araip.B07 11726 c (CT)7ca(CT)8 32 41490117 41490148 CAACTTGTTGGCTTTTCGGT ATTCGCAATTGGATCTCGTC 262
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Ai07B11730 Araip.B07 11730 p4 (TTAT)5 20 41521149 41521168 TCCCCAAAGATATGCTCGTC TGTCGCATAGGCTTAAGTGC 243

Ai07B11732 Araip.B07 11732 p4 (TTAT)6 24 41540615 41540638 TTGACATTTGAAATCCCCAAA TGTCGCATAGGCTTAAGTGC 260

Ai07B11734 Araip.B07 11734 p2 (AT)17 34 41573486 41573519 CCACAATTCAATCAATCATGTG AATCTTCATCCAATAAAGACCATT 260

Ai07B11735 Araip.B07 11735 p2 (AT)17 34 41573947 41573980 TTAAAAGGACATTAATAATCCGAAA TCGCAGGTCAAAGGAAACTC 251

Ai07B11736 Araip.B07 11736 p2 (AT)6 12 41577530 41577541 TGCCACTTTACAAGGGGTAAT AAAGCCGACGATAATCACGA 185

Ai07B11738 Araip.B07 11738 p2 (AT)10 20 41585759 41585778 CGAATGGAGTGAGACAAGGA AACTTGAGGGGGAGTGTTGA 254

Ai07B11739 Araip.B07 11739 p2 (AT)9 18 41590001 41590018 GAACCCGCTCTGATACCAAC ATATGTGCTGCCCAAAGTCC 266

Ai07B11742 Araip.B07 11742 p2 (CT)6 12 41611651 41611662 TTTGTTTGTTTCTTAACTTCTTCAAAA TGCCAGAGATGTGAGATGAGA 280

Ai07B11743 Araip.B07 11743 p3 (TAT)5 15 41611989 41612003 TCACATCTCTGGCATCCTCA GCTATTGCAGGGTTCTCAGG 265

Ai07B11744 Araip.B07 11744 p3 (TTC)5 15 41613015 41613029 GCCGAACCACATCACTTTCT CGGTCTTAGGTGCCATCAAT 154

Ai07B11745 Araip.B07 11745 p2 (AT)13 26 41621216 41621241 CCTACCACACAGAACTTTACGC TCCTTCAAGGCTCCTCAAAT 277

Ai07B11746 Araip.B07 11746 p2 (AT)7 14 41621365 41621378 CCTACCACACAGAACTTTACGC TCCTTCAAGGCTCCTCAAAT 277

Ai07B11750 Araip.B07 11750 p2 (AG)7 14 41638743 41638756 AGGAACCTTCCCGAGACACT TGCTCGTCCTTGGTCTCTTT 264

Ai07B11753 Araip.B07 11753 p4 (TTTA)6 24 41666630 41666653 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 240

Ai07B11757 Araip.B07 11757 p2 (AC)6 12 41687685 41687696 GCAACTTTGACTAAGCGGTTG GAAAAAGGGCATTGGGCTAT 261

Ai07B11760 Araip.B07 11760 p2 (TA)10 20 41706100 41706119 GCCAAGGATTCAATTTGTTAGC AGCTCATGAAAGCAGGGAAC 275

Ai07B11761 Araip.B07 11761 p2 (AT)6 12 41709212 41709223 TGTGTCAATTAAGTGCGGGA TGGGGTAATTTTGTCCCCTT 199

Ai07B11762 Araip.B07 11762 p2 (AG)6 12 41710521 41710532 AGTGGGCGAATCAATCCAT CATGCATACCATCTTCGTTGTT 279

Ai07B11763 Araip.B07 11763 p2 (AT)7 14 41718437 41718450 CTGCATTTGAAGAAACAGCG TGGAGACATTGAAGGCATTG 225

Ai07B11766 Araip.B07 11766 p2 (TC)6 12 41722543 41722554 TTGGTTTATCAAGGATGATTGC GGCTTTAGCCCCGTTGTTA 200

Ai07B11767 Araip.B07 11767 p2 (CT)6 12 41733166 41733177 TGGTCCAACCAAGCTAAACC GGAAGAGTGTTCTTCCCCCT 108

Ai07B11769 Araip.B07 11769 p4 (TTAT)5 20 41742161 41742180 AATCACAAATATTTCTCTCTCTCTCTC CATTTTACTGCTTTTGCCTCC 270

Ai07B11771 Araip.B07 11771 p2 (TC)6 12 41743283 41743294 GCGGTGACACTCCTCCTCTA GCTACAAAATGGTCCCGAAG 115

Ai07B11773 Araip.B07 11773 p3 (CTT)5 15 41756760 41756774 CATGGGAGGTTGTGCTTCTT ACCAGAAATCCCAATGGACA 267

Ai07B11776 Araip.B07 11776 p2 (AT)6 12 41766767 41766778 CGATGTGCAATCCATACGAC TCATATCGCGAAAAACACCA 235

Ai07B11777 Araip.B07 11777 p2 (TA)8 16 41771932 41771947 GTCCCTGGGTTATTTTGGGT CCAAGGCTGATCGGAGAATA 192

Ai07B11779 Araip.B07 11779 p3 (AAT)17 51 41781461 41781511 GTTCATTTGAGTTTGGGTATTTTT CAAGGTATGACCATGCCAAA 203

Ai07B11780 Araip.B07 11780 p2 (TC)7 14 41783812 41783825 TTTGGCAACCAACAAAATCA CAAAAGCTGCAATGCAAAGA 224

Ai07B11784 Araip.B07 11784 p2 (TA)7 14 41803550 41803563 TCCACAACCATTCAGCCATA AAAAGTTTCCATTCGGTGGT 255

Ai07B11786 Araip.B07 11786 c (CCG)5(CCA)5 30 41808980 41809009 AAACATGGACGTGAAGGAGG GTCACTGGGTGGTGCTTTCT 243

Ai07B11787 Araip.B07 11787 p3 (GGT)5 15 41809661 41809675 GATGATGAAGGGGTAGGGGT ATGTCTATCCCCCTCCAACC 256

Ai07B11790 Araip.B07 11790 c (A)14tatccacgatcacttattttcatgtatggttatagtttaaactaacttcatgtaagctaatt(A)1086 41811745 41811830 CAAAAGACAAACTCAAAAAGTGATG TTTGTGCTTATTGGACGGTG 151

Ai07B11794 Araip.B07 11794 p2 (CT)7 14 41824155 41824168 CCTTTTCAAAATTTGTTTCAACC AGAATAGGATGGGAGAGGGA 271

Ai07B11796 Araip.B07 11796 p2 (AG)6 12 41829690 41829701 CTCTTGCAATCTCCAAGCCT GGTTGAAGCAAGCTAGTCGG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11802 Araip.B07 11802 p2 (AT)6 12 41872241 41872252 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 237

Ai07B11810 Araip.B07 11810 p2 (GC)6 12 41925206 41925217 CCTGACATCTTCGCACTCAA AAATGAGCTGCAAAATCGCT 222

Ai07B11811 Araip.B07 11811 p2 (GT)7 14 41939559 41939572 TTATATGACGACCCATGGAATAA TTTTTATGACGACCGGGTTC 270

Ai07B11812 Araip.B07 11812 p3 (ACA)5 15 41939876 41939890 TTCACATTTTCACTGGCACAA CATGTAGCCGACCCCACTTA 279

Ai07B11813 Araip.B07 11813 p2 (AT)6 12 41942819 41942830 TCAATCTGCCCTCATTTTCC GAAAAAGCAGCAAAAAGCAAA 152

Ai07B11814 Araip.B07 11814 c (AGA)5aaatagagagagggagagg(GA)646 41944493 41944538 AGGAGTCTCCAACCTTGGGT TACCTTCTCCACCCCACAAG 186

Ai07B11817 Araip.B07 11817 c (T)10caaaaatcaattttaaaatccaga(T)1044 41969466 41969509 CTTGGTGTTTTCCCTCCAAA GCATGTCCTCATGTACGAATCT 258

Ai07B11823 Araip.B07 11823 p3 (TGA)6 18 42001538 42001555 GGGACCAACTCGAACTGAAA TTCAGTGGAGGCTGAAGTCC 109

Ai07B11824 Araip.B07 11824 c (T)11c(T)10 22 42007248 42007269 TGCTCTTGCCTCTTGGTTTT TGAAGCAAGAAAAAGCAGTGAA 135

Ai07B11825 Araip.B07 11825 p2 (AG)6 12 42011236 42011247 GCCCAGGTATAGAGGTTCCC CCTCACTCACCAAAAATCCG 115

Ai07B11830 Araip.B07 11830 p2 (GA)6 12 42064098 42064109 GGATCTATGGATATCACTTGGACTG CCAACTTTTTGTTTGTTTCTTAACTTT 261

Ai07B11832 Araip.B07 11832 p2 (TA)6 12 42086856 42086867 TTTTGAATTGCATGGAGTCG AAGCATCACTGGCTTCAACA 201

Ai07B11837 Araip.B07 11837 p2 (TA)6 12 42106447 42106458 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 275

Ai07B11838 Araip.B07 11838 p3 (CTT)5 15 42114357 42114371 ACACCCAAAATTCGTTGAAG ACTGCACGTTTTCACTGCAC 279

Ai07B11842 Araip.B07 11842 p2 (CT)7 14 42121346 42121359 TCTCATCACCCTACAACACAGC GCTTCATTGAAATTGGCGTT 276

Ai07B11844 Araip.B07 11844 c (T)10gaaaataatttttttaaa(T)1038 42136249 42136286 CTTTACAGCCAACCAGGCTC TCGAGTTTGGACAACTGACG 237

Ai07B11850 Araip.B07 11850 c (T)10acctttgttgattgtccaaatt(A)1345 42146477 42146521 AAATGGCAGCAATGGGATTA TATCGACCGACAACAAACCC 186

Ai07B11852 Araip.B07 11852 p3 (ACT)7 21 42147251 42147271 GAACGGTCAGAGGAATTGGA ATCATCCCCCTTTTGGAGAT 237

Ai07B11854 Araip.B07 11854 p2 (TA)6 12 42149675 42149686 GAAAGGGTTGTTAAGGATCGG TTCCAATTCATCACATACATAAGAAAA 268

Ai07B11855 Araip.B07 11855 p3 (CTT)15 45 42150858 42150902 ACCCTCAACATCTCCGTCAG GGTTTTCACGGTGGTTGTTC 113

Ai07B11857 Araip.B07 11857 p2 (TA)10 20 42155731 42155750 CATGGTTAAAGGCATGTTCA TCCACCTAACCTTCAACAACC 221

Ai07B11859 Araip.B07 11859 c (A)11tttcgaaaattatata(T)1037 42162446 42162482 CGTGTTTGAACAATTGACGG TTTTGAAAAGACACAGGAAAACAA 235

Ai07B11861 Araip.B07 11861 p2 (TA)6 12 42167685 42167696 CAAGCTGCGGCTAGTTCTCT AACGGAATTTCAGAAGCACG 131

Ai07B11862 Araip.B07 11862 p2 (AT)8 16 42171393 42171408 TAATCAGAGTGACGCAACGG GCCCTCGAAAATTCAAATCA 164

Ai07B11863 Araip.B07 11863 p2 (TA)8 16 42176172 42176187 CAAGCTGCGGCTAGTTCTCT AAGCACAAAACGTTCACACG 120

Ai07B11864 Araip.B07 11864 p3 (GAC)5 15 42176456 42176470 CACCACCTAAGCTAGACCGC TCAAACAAATCAAAACAAAATCC 101

Ai07B11869 Araip.B07 11869 p3 (CAT)5 15 42189295 42189309 TTAACCCATATGTATGCGCTCT TGTACAAAATTTCTGTGTTGTTTTT 247

Ai07B11870 Araip.B07 11870 c (A)10gaacggagctgtgaaccagaacggtaagaaagaaggagggagccgtgcgccgctgcgccatcgttgcgtccagctcgctgccgccgtcattgcgcgtc(AG)8aa(AG)16158 42192570 42192727 CCCTTTCACTCACACACACG ACCTCGACAACGATGGTCTC 252

Ai07B11872 Araip.B07 11872 p3 (CTT)5 15 42207469 42207483 TGATGGCAACTTAGGGGAAG AGGAGATGCAAAACCTCCAA 256

Ai07B11873 Araip.B07 11873 p2 (GT)6 12 42214458 42214469 AGATATCGCGGATTGAATGG TTCAAGTCTGCTTGGTGCTG 280

Ai07B11874 Araip.B07 11874 p2 (AT)13 26 42218477 42218502 GCTCACGCATCACCTGTCTA ATGGACCGATTGTGCTTCAT 205

Ai07B11875 Araip.B07 11875 p2 (GT)6 12 42221770 42221781 TATAAAGAATGGGCTTGGCG CGGACTAAAAACGCTAACGG 240

Ai07B11880 Araip.B07 11880 p2 (CT)8 16 42259981 42259996 TCCTGAAAGCAAAGAAATCCT TTTCTGGGCTGTTTTCAACC 195

Ai07B11881 Araip.B07 11881 p2 (GA)6 12 42265381 42265392 AAACACAATGCAGCAACAGC AGCTCCCTCTGGCTCTCTCT 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11886 Araip.B07 11886 p3 (ATA)5 15 42274418 42274432 ACTCACCAGCAGGGCTAAGA CGTCAAGCCAAGTTTGATGA 169

Ai07B11887 Araip.B07 11887 c (A)10ttggcaattgttctactagttgattataaaagttggttaaac(A)1062 42275575 42275636 GATCTCAATTGGAAGCCCAG GGAAGTTTGGTCTTGGAGCA 242

Ai07B11888 Araip.B07 11888 c (A)11c(A)11 23 42282162 42282184 TGGTTCTTTGTTGGAGAGGG TGCCACAGTTGGAACCATTA 248

Ai07B11889 Araip.B07 11889 p2 (TC)6 12 42282552 42282563 CGTCAGTGTGGCTGTTTTTG CACATTTTCCCAGATCAGCA 272

Ai07B11892 Araip.B07 11892 p2 (CT)6 12 42288852 42288863 TTGGATTGTGAGAGTGTTCGTT GGAATGAGAGAGATACAGAAAGGG 229

Ai07B11894 Araip.B07 11894 p2 (AC)8 16 42291969 42291984 TCCCTAAAATTCCCAATTTCACT CGCTCTCTCCATCTCAGACC 225

Ai07B11895 Araip.B07 11895 p2 (TA)9 18 42294596 42294613 TAGCAATTTTCGCAAGAGGG GAGCCACTCTGATAGCTCGG 236

Ai07B11896 Araip.B07 11896 p2 (AT)6 12 42295620 42295631 CGCCAGTTCTTTCACTGGTT AAAAGGGAAGATATGAATCCAACA 279

Ai07B11897 Araip.B07 11897 c (AC)7ggtacctaacccacccctcactcaagtcacacactcagacacaacaag(CA)776 42298247 42298322 TCCCTAAAATTCCCAATTTCACT CCCTCTCAGACCTCCCTCTT 223

Ai07B11900 Araip.B07 11900 p2 (TA)6 12 42320412 42320423 GCTAAGAAGGAGGCCGAAAT TGGCTTTCATTGTAGTTGGG 157

Ai07B11902 Araip.B07 11902 c (T)10catgtttttacaaataaaataatgtgtctttctcataagattgatattgatt(A)1476 42327827 42327902 GGGATGGACATTGAAGATGG ATAGGGATGGTGCGATTTGA 244

Ai07B11911 Araip.B07 11911 p3 (GAT)5 15 42344778 42344792 TTTTCGATCCGAATACCCAG GCAACCCAATTTGCTTCAAT 181

Ai07B11912 Araip.B07 11912 p3 (TTA)5 15 42344897 42344911 CAGGGAATGGAATTGGCTTA TGCATTGGCAGAAGAAACAG 197

Ai07B11913 Araip.B07 11913 p4 (TTAA)5 20 42347357 42347376 TGAGGCTGCAACCCTAAAGT TTCACCTTCCCCCTCTTTCT 261

Ai07B11915 Araip.B07 11915 c (C)14aaaaacc(A)1637 42348087 42348123 TCGTCTCGTGTGTGTGAGTG TTCTTCGGGAAATGATCACC 232

Ai07B11916 Araip.B07 11916 p3 (ATT)5 15 42349537 42349551 GCAGATTCAACATGGGTGTG TAATCCTTTACCTGCCAGCG 103

Ai07B11917 Araip.B07 11917 c (TC)6ttt(A)13 28 42349742 42349769 TGTCGCTATCCAATGACAGG TGTTTAAGGTTGCCTTTCCAA 259

Ai07B11923 Araip.B07 11923 p2 (TA)6 12 42369650 42369661 CTACCCACGAGTAAGAGCGG TTCATAGGCATTGGGAGTTG 275

Ai07B11925 Araip.B07 11925 p2 (AC)6 12 42373267 42373278 GGGAGCATAAATGGTTGGAA TTGATTATTGCTTGAATGCTTTT 270

Ai07B11926 Araip.B07 11926 p5 (AAGAT)5 25 42384298 42384322 AACGACAAAGTCAACCGACC TGGGTTTATCAGTGCTCCAG 272

Ai07B11927 Araip.B07 11927 p3 (CAC)5 15 42389767 42389781 TAACCACCCCTCCACCATTA CCTGGTGTGTGGAAGAACAA 156

Ai07B11930 Araip.B07 11930 p2 (TA)6 12 42415087 42415098 TTTCTTTCCCATCTCATTTGC TCAAGGAACTGCGAGGAAGT 250

Ai07B11931 Araip.B07 11931 c (TACA)7tatata(TG)7tcta(TG)868 42424503 42424570 CGTCCGAGATCGACCTACA TGTCGTGATGCTTTGTATTGC 263

Ai07B11932 Araip.B07 11932 p3 (GGC)6 18 42429876 42429893 ACGGCATCGAATGGAAATAA ATGTGTCCTCTAACGGCACC 278

Ai07B11933 Araip.B07 11933 c (T)10cctttagctcagggaacc(GT)640 42430287 42430326 CGATCTCTCCCTGTTTCGAG AACACTCAGCCACCAAAACC 275

Ai07B11934 Araip.B07 11934 c (T)10cctttagctcagggaacc(GT)640 42430659 42430698 AATAAAATGTCGACGGTGGC AACACTCAGCCACCAAAACC 217

Ai07B11935 Araip.B07 11935 p2 (TG)7 14 42437922 42437935 TCTCCCTGTTTCACGAGCTT AACACTCAGCCACCAAAACC 271

Ai07B11936 Araip.B07 11936 p4 (TCAT)7 28 42452166 42452193 GATTTCTGGGCTGTTTTTGG GCCTCCCTCTCTAGAAGCTACA 155

Ai07B11938 Araip.B07 11938 p2 (CT)8 16 42453540 42453555 TTCGCTGCTCTCTCTCCTTC GAAATCACAGCGTTTGGGTT 225

Ai07B11939 Araip.B07 11939 p2 (TA)9 18 42459526 42459543 GGGTGACGATGCTTGATTCT CAAAGCCAAGATGCAAAACA 251

Ai07B11941 Araip.B07 11941 p2 (AT)7 14 42467599 42467612 AGGGGACACAAAATTACCCC AGGGTTAATGCAAGGGTGAG 238

Ai07B11945 Araip.B07 11945 p2 (AC)9 18 42479975 42479992 TAGATTTTGGCCCAGCATTC TGCTTCTTTTGCCCGAGTAT 201

Ai07B11946 Araip.B07 11946 p2 (CA)8 16 42481515 42481530 TCGAACCATTGTTGTCCAAA TCAACTGATGGATGGCTTCA 210

Ai07B11948 Araip.B07 11948 p2 (AT)23 46 42493527 42493572 AGGGGACACAAAATTACCCC TAATGGGGTTAAGGCAAGGG 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B11951 Araip.B07 11951 p3 (AAG)5 15 42513727 42513741 TCCTCCTCATCTTATGCTGCT TTCGTTTCTTGCCTTCTCTTTC 193

Ai07B11952 Araip.B07 11952 c (AAG)9aggaagaggaagaagaacataagaagaaggagaaagagaaggaaagaaacgaaagaa(AAG)599 42513847 42513945 CGTGCAGCAAGAAGAAGAAG AAAAATGCGATGCAAGGTCT 267

Ai07B11955 Araip.B07 11955 p2 (AT)8 16 42527073 42527088 TTAAATCGCAATACCGCTCC GGATATGGGCGCAGAAGTTA 254

Ai07B11956 Araip.B07 11956 p2 (GT)8 16 42538606 42538621 ATTTTCAACCCGTGCATTTC ACGCTTCTGGCAATCATTTT 217

Ai07B11960 Araip.B07 11960 c (TA)6ttagttgcttgatgcaacccagagctatatt(TA)859 42572742 42572800 CCAGAGCAGAGTAAAGAGATACAGA ACAGAAGCTCTGGGTTGCAT 219

Ai07B11963 Araip.B07 11963 p2 (TA)9 18 42586302 42586319 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 278

Ai07B11964 Araip.B07 11964 p2 (AG)6 12 42593334 42593345 GGAACATTAAACCTGGGATTG GAAATTGCAGAAAACGCTCC 240

Ai07B11966 Araip.B07 11966 p2 (TA)9 18 42598843 42598860 CAACCTCCCCACACTTAAACA TTTCATGTTCCCTGCTTTCA 271

Ai07B11969 Araip.B07 11969 p3 (TTA)67 201 42625920 42626120 TGCATTCTTTTCAATCACAACA GGACAAAATGTCCCAAAAGAA 262

Ai07B11970 Araip.B07 11970 p4 (AACT)5 20 42627797 42627816 GCAATTAACAGCAAGAATCCAA CGTACGCGTCACCCTCTATT 275

Ai07B11973 Araip.B07 11973 c (T)10gtaatttcgttgtcttttgagaataattactaaaagggaaagttttaggggcagtaattttttaaaaagttggccagcatttaactat(A)10108 42649092 42649199 AATTTTTCTGTTAATGAACTCTCCTTT GGTGTGAGATTAAATTCAATGGTG 250

Ai07B11977 Araip.B07 11977 c (A)10gttttcg(A)10 27 42665020 42665046 GGACAACTGACGGTCCATCT AATAGCCAGCCAAGCTTCAA 197

Ai07B11980 Araip.B07 11980 p4 (AAAT)7 28 42676805 42676832 TTGTTTGGTAAGCCAGAGCA GGAAGCAGCAGCTAGAGCAT 231

Ai07B11982 Araip.B07 11982 p3 (TTA)7 21 42682926 42682946 TGTAAGCAACCGATCCACAA AACGAATAAGAGAGGAGAAATGC 216

Ai07B11983 Araip.B07 11983 p2 (TA)7 14 42687740 42687753 AATGTCATTGCGAAAACTAAGC ATGCCTCTGTTTTATTCGCC 199

Ai07B11984 Araip.B07 11984 p2 (AT)12 24 42691955 42691978 GCTCGGGTATTACGACGACT TTCCCTCGCCTTTAACTTTG 217

Ai07B11985 Araip.B07 11985 p2 (TC)7 14 42695150 42695163 CTCATCCATGATCAACCACG CCTTCGTCATCATCCTCGTC 274

Ai07B11990 Araip.B07 11990 c (T)14attttttggtttccctactaacaatgcaaactaaaggcagaggccttttttagaaagg(A)1082 42702631 42702712 AACGCAAACCAAACATATCTGA GCCTCATCAAGTTAGCCCTG 264

Ai07B11992 Araip.B07 11992 c (A)10tggaataatatcaaattatgtgaattgtatttaatatttattctctttttgaaaaaatctttattggc(A)16ttgaattcagtgtaaataaaaaaatg(A)10130 42703687 42703816 TATCCTCCGCTGCTTACTGC CGGTTTTGTAAACAAGGCAAA 278

Ai07B11995 Araip.B07 11995 p3 (AGA)5 15 42705854 42705868 CCCTTCACAGCATTCACAAA TGAAGAGTGAGTGTGCGAGG 227

Ai07B11998 Araip.B07 11998 p2 (AT)6 12 42713133 42713144 TCCCTGGGTAAAGTACCGTG GACAAGTCCGGCTGCTAAAC 221

Ai07B11999 Araip.B07 11999 p2 (TG)14 28 42713972 42713999 ACTATTCTTGGGCCAGCCTT AGCTAAAGCAAAATCGCCAA 199

Ai07B12002 Araip.B07 12002 p4 (GTTA)5 20 42721887 42721906 CCCCTCATCCAACACTTCAT AAGCATGAAAAATTCAAAACCAA 270

Ai07B12003 Araip.B07 12003 p3 (TAT)5 15 42728941 42728955 TCCCTCCCCCATCTTACTCT CAGGTTCTGGATCTGCTTCC 253

Ai07B12004 Araip.B07 12004 p2 (TA)6 12 42737778 42737789 TATGCTCGGACCGGTTATCT ACTCCGATCGAAAACGTGAC 126

Ai07B12005 Araip.B07 12005 p3 (CAA)5 15 42739057 42739071 AGAGGTCCACCTTTCAAGCA TCTGGCACCTTGCTTTTTCT 228

Ai07B12010 Araip.B07 12010 p2 (GA)7 14 42766252 42766265 TGAGCTCGGACAGAGAGTGA CTATCCACCATCACCATCCC 272

Ai07B12011 Araip.B07 12011 p3 (TTA)22 66 42769794 42769859 TCGTCAGATTGCCAACCTCT TTGTCAAAATTGGACCACCA 264

Ai07B12013 Araip.B07 12013 p2 (TA)6 12 42778094 42778105 CGACGTTCTCACCCTCCTAC CCAAATGCAGAAAATACGGAA 126

Ai07B12014 Araip.B07 12014 p2 (GA)6 12 42779592 42779603 GCCTTCAAAGGAACCAAAGA AAAAATCGAAGCCGGAGTTT 249

Ai07B12019 Araip.B07 12019 p2 (TC)6 12 42797982 42797993 TGGTGGTTGTTGACAGATGC TTCTTGCAATTCTTCCCACC 249

Ai07B12020 Araip.B07 12020 p2 (TA)12 24 42799854 42799877 GGATCTCTTTGTCACCTCCAA TGAAGGGTGTTGTTAAGGGC 257

Ai07B12026 Araip.B07 12026 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaaattcctttttaactaattaatttttattttcttttacg(A)1095 42812860 42812954 CTTTTTGTTTGTTTCTTAACTTTTTCA CAGCCACTTAGTTCTCTGTCCC 279

Ai07B12027 Araip.B07 12027 p2 (TC)9 18 42815200 42815217 CCCACCTTTCTTCTCCTTCC GAGCGAGGGAGTGACAGAAG 164
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Ai07B12029 Araip.B07 12029 p2 (TA)7 14 42835447 42835460 TTCGAGTGTGATGCGAATTT TTTCCGTGGCACTGTAATTG 235

Ai07B12033 Araip.B07 12033 p2 (CT)6 12 42841696 42841707 TGCATCCATTCATAGAAGGC CCTTCAGATGGGAAGCAATAA 274

Ai07B12034 Araip.B07 12034 p2 (AT)10 20 42846118 42846137 CGTAAAACAGGGGAAAAACG ACACCCCTTTTCACCCAAAC 206

Ai07B12035 Araip.B07 12035 p2 (CT)6 12 42846732 42846743 TGCATCCATTCATAGAAGGC CCTTCAGATGGGAAGCAATAA 274

Ai07B12036 Araip.B07 12036 p2 (AT)14 28 42848176 42848203 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 225

Ai07B12041 Araip.B07 12041 p2 (TA)8 16 42931953 42931968 CGCCTAGCTCTCCTTTCTTG CCAAAGCAATTTGGGAACAA 277

Ai07B12042 Araip.B07 12042 p2 (TA)6 12 42938644 42938655 TGTTTTTCTCTCCCATTTCAA AGTGGTGGAGTCTCATGCAA 200

Ai07B12044 Araip.B07 12044 p3 (AAT)5 15 42965989 42966003 TTGAGCATTCCAACTCAAGG CCTCCACCAAGACTTCATCA 280

Ai07B12045 Araip.B07 12045 p2 (AG)6 12 42977661 42977672 AGTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 237

Ai07B12046 Araip.B07 12046 p2 (AG)6 12 42978118 42978129 ATTCGCAACAACCGAAAATC TTTCCCTCCTTATTTCTTCCTTC 247

Ai07B12048 Araip.B07 12048 c (A)10tattttc(A)11 28 42982885 42982912 TTTGGACAATTGACGGATCA GCTTACAGCCAGCAGGATTC 239

Ai07B12051 Araip.B07 12051 p2 (TC)7 14 43006562 43006575 CCACTTGACTTTTTGTTTGTTTT GAAAAAGTGGTTAGTGGTTTTCG 104

Ai07B12052 Araip.B07 12052 p2 (TC)7 14 43006742 43006755 CGAAAACCACTAACCACTTTTTC ACACAGAGAGAGGGAGTGGG 249

Ai07B12054 Araip.B07 12054 p3 (AGA)6 18 43035495 43035512 ACCCATGATGGAAGCTTTTG CCCATCACCTCTTCACCACT 200

Ai07B12056 Araip.B07 12056 p2 (CT)6 12 43079107 43079118 TTTTTGTTTGTTTCCTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 240

Ai07B12057 Araip.B07 12057 p2 (CT)6 12 43079221 43079232 CGAAAATATCTCCCTCTTTTTCAA ACAGATGGAAGAGGGGGTTC 181

Ai07B12058 Araip.B07 12058 p3 (TTC)5 15 43080693 43080707 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 249

Ai07B12060 Araip.B07 12060 p2 (CT)6 12 43090977 43090988 TCTTGTGATTTCTTGTGAATCAA AAAGGGGGAGGATATTTTCG 279

Ai07B12061 Araip.B07 12061 p3 (AAT)12 36 43100371 43100406 CCTCGCCTAAAATGTGCAGT GTCGATGTTGGGTTCCACTT 219

Ai07B12062 Araip.B07 12062 p3 (AAT)10 30 43101244 43101273 CCTCTCATTTCGCCTACTCG AGTGCCCTGGCATCAGTAAC 270

Ai07B12063 Araip.B07 12063 p3 (TAA)20 60 43102567 43102626 TTAAAGGCCCACATCCAGAG AGTGCCCTGGCATCAGTAAC 274

Ai07B12067 Araip.B07 12067 p3 (TGG)5 15 43120403 43120417 GAATGCTACCATGCCCTCTC CCTTGTTGATGGGTTTGTGA 239

Ai07B12071 Araip.B07 12071 c (AAG)6gaa(GAG)536 43127942 43127977 CACACGAAGAAACAGGAGGAG TCACCCACTGAAGCGTGATA 168

Ai07B12072 Araip.B07 12072 c (A)11gaacgtatgtaactacgaatcagagaaagacggaagtggggtgatgagtggcgacaacgactagcgg(CGA)10108 43128293 43128400 GAATCAAGGGTTGGTCTGGA GATCTTCGCTGCTACCCATC 240

Ai07B12073 Araip.B07 12073 c (T)11aattcacttgccaaaacgacgtcgttttggttt(A)1054 43130812 43130865 GTTGTAAGAATCGGACCGGA ATTAGGGTTGGGGAAACAGG 279

Ai07B12079 Araip.B07 12079 p2 (TA)6 12 43156795 43156806 GGGTTCAATAGCTCATCACCA AATGGTGGAATCTCATGCAA 260

Ai07B12080 Araip.B07 12080 p2 (AG)6 12 43157602 43157613 GCCAGAGAATGGAGGAATCA CATGAATGGTTCATAAGCCAAA 264

Ai07B12082 Araip.B07 12082 c (T)10cctcgttttattttgtattttgtatttttgtttttggcagga(T)1163 43168831 43168893 TGATGGTAGTGGTGTGTTGCT ACAAAATATCATGGGCCGTT 260

Ai07B12085 Araip.B07 12085 c (T)10aagaagcttagaacaaaaacagggcactctcctaatctacaagcattctaaaacaatcaaaaatcaaatttaacaacaaatcttttagttc(T)12113 43175842 43175954 CCACGGAGTAGGCACAAATC TGTTGTTGAGTAGTGTTTTGCTTG 268

Ai07B12086 Araip.B07 12086 p3 (ATT)23 69 43179900 43179968 ATCATCATCACCGAATGTGC TTGCTTTGTTGCTGAACACC 189

Ai07B12087 Araip.B07 12087 p5 (AAGAT)5 25 43180188 43180212 TAAAGGGATAAGGGCGGTTC CTGTCGTGTCCGATTTGTTG 273

Ai07B12091 Araip.B07 12091 p3 (AGA)6 18 43196650 43196667 CTGGCCTTAGGTGCCATAAA TCAACATCTCTCTCCCACCC 193

Ai07B12092 Araip.B07 12092 p2 (AG)6 12 43198645 43198656 AGAATAAGATGGGGGAGGGA TCACCTTTTCAAAATTTGTTTCA 278

Ai07B12094 Araip.B07 12094 p2 (AC)6 12 43203611 43203622 AGCATGTACCCAATTCCCAA AGCCAACTTTGAGCCTACGA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12102 Araip.B07 12102 p2 (AT)6 12 43269117 43269128 TGGGGTCTTTTCAAGGTTGT GGGGATAAAATCACCCCAAT 251

Ai07B12106 Araip.B07 12106 p2 (TA)8 16 43288040 43288055 CGGTAATTTATCATCGTACCGAA TGAAGGCACCATTGAAAACA 182

Ai07B12107 Araip.B07 12107 p3 (GGT)5 15 43289325 43289339 TAGGAGGAGATGTGGTTGCC AAAGCTCTTCCCAGCACAAA 165

Ai07B12108 Araip.B07 12108 p2 (AT)6 12 43291095 43291106 ACGAAAGCACATCACTCACG AATGCATTTGGGAGACTTGG 141

Ai07B12110 Araip.B07 12110 p3 (AAT)7 21 43307878 43307898 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 174

Ai07B12111 Araip.B07 12111 p2 (AG)8 16 43308225 43308240 AGAAGGAGATGAGAGGGGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 237

Ai07B12115 Araip.B07 12115 p4 (AATT)6 24 43322982 43323005 GGCAGACTCTCTCTTGGTAACG TTTTGAACCAACCAACACGA 213

Ai07B12119 Araip.B07 12119 p2 (AC)6 12 43330586 43330597 TTACCTCAACGAATGTCCCC AGGGCAACCCTACCAATTTT 280

Ai07B12125 Araip.B07 12125 p2 (AT)6 12 43362627 43362638 ATGGGTTTATCAACCTCCCC ATCACCATCTAAGGCTTGGC 250

Ai07B12127 Araip.B07 12127 p2 (GA)6 12 43405660 43405671 AAGATGATTCGCCTCCCTTT TTATAAAGACTGCGCGACGA 263

Ai07B12128 Araip.B07 12128 p2 (TC)7 14 43408810 43408823 GGCCCAGATCCAAGTACAGA AAACTAAAAGAACATTAAACCTGGGA 206

Ai07B12129 Araip.B07 12129 p2 (TA)9 18 43417554 43417571 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 273

Ai07B12130 Araip.B07 12130 p2 (TC)6 12 43418432 43418443 TGCATCCATTCAAAGAGAGC TCCTTAGATGGGAAGCATTGA 278

Ai07B12131 Araip.B07 12131 c (T)10c(T)10 21 43423655 43423675 TGGGGTAATTTTGTCCCCTT CATGGGTTCATAGGGGAATG 213

Ai07B12133 Araip.B07 12133 p2 (GA)6 12 43440948 43440959 AAGATGATTCGCCTCCCTTT TCATTATGAAGACTGCGCGA 266

Ai07B12137 Araip.B07 12137 p2 (AT)6 12 43478711 43478722 GCTCCAGGTTGAGATTCGAG TAACCCTCAGAACACCTGGC 234

Ai07B12140 Araip.B07 12140 p2 (TA)7 14 43498035 43498048 TCTGAATCGCGCTTTATCTTC AACTCAGCTGGTCCAATGCT 270

Ai07B12142 Araip.B07 12142 p3 (CAT)7 21 43506382 43506402 TTTCAGCCAAGCCAGTTTTT GTTAGGAATGGATGGGGAGG 279

Ai07B12143 Araip.B07 12143 c (T)11gccattttctttactttc(T)1342 43509403 43509444 AGGCCCTCCTATCCACTGAT TGTTGGCACTTGAAAGAATGA 256

Ai07B12146 Araip.B07 12146 p2 (GA)6 12 43517670 43517681 AGAAGAGCAGGGAGGAGACC TCCTCTTCCATCCATCAACC 179

Ai07B12148 Araip.B07 12148 p2 (CT)7 14 43552295 43552308 GTCACCATACTTGAAGCGCA AGAACCTTGGTAATGGAGGTG 211

Ai07B12153 Araip.B07 12153 p2 (AT)22 44 43640766 43640809 GACTTTTCGTTAGAACACCCC TTTGATGACGTTCCACCTGA 246

Ai07B12154 Araip.B07 12154 p2 (GC)6 12 43648838 43648849 AAGACAAAGGTGGTGGGTTG CGGGTTTATGCCACTTTTGT 266

Ai07B12155 Araip.B07 12155 p2 (GC)6 12 43649158 43649169 GCGTGCTTGTGGTATTGAGA AGAGATGGGCCAACTTTGTG 250

Ai07B12157 Araip.B07 12157 p2 (AG)15 30 43664684 43664713 GCTGCTGTCAGAGGTGTGAG CGCAAAAGATGTTACCAGCA 163

Ai07B12158 Araip.B07 12158 p2 (AG)6 12 43670166 43670177 TGTCTTCAGATGGGAAGCAAT ATGCATCCATTCAGGGAGAG 279

Ai07B12160 Araip.B07 12160 c (GC)6agggtgcgctggcacgtcgtgaaggtgctggctgatggcgcgtgcgcggcaatg(GC)678 43678987 43679064 TGAGAAAGGAGTGAAACGGC TCTCAATACCACAAGCACGC 259

Ai07B12161 Araip.B07 12161 p2 (GC)6 12 43679307 43679318 GCGTGCTTGTGGTATTGAGA ATTGCCAGTTGACCATCGAC 177

Ai07B12162 Araip.B07 12162 p2 (AG)12 24 43700468 43700491 GCTGCTGTCAGAGGTGTGAG TCTGACGCTAATGTCGATGG 279

Ai07B12163 Araip.B07 12163 p2 (AG)6 12 43705941 43705952 TGTCTTCAGATGGGAAGCAAT ATCCATTCAGGGAGAGTTCG 275

Ai07B12165 Araip.B07 12165 p2 (GA)8 16 43716580 43716595 GATAGGGCCAACAGACCAAA GATCGGAGCTACGGATTGAA 216

Ai07B12167 Araip.B07 12167 c (A)11gaaaaaaataagcg(A)1035 43742077 43742111 GCAGAACTGCAAGTTTCATGG TTATTTGCCCTTGCCTTTTG 273

Ai07B12170 Araip.B07 12170 p2 (GA)14 28 43767347 43767374 GATCGGAGATCAGAGAAACACC ATTGACGCCGATTACAGAGG 170

Ai07B12172 Araip.B07 12172 p2 (CT)6 12 43785317 43785328 TTTTTGTTTGTTTCTTACCTTTTTCA TGGGAGAGGGAGAGTTTTCG 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12173 Araip.B07 12173 p3 (TTC)5 15 43787810 43787824 CCCCAAAACCCTTCACCTAT TAGAATATTGCTCGCCCTCG 239

Ai07B12176 Araip.B07 12176 p2 (TA)9 18 43802350 43802367 GGTTTATCAACCTCCCCACA ACTTTTGATCGAGTGGGCAA 165

Ai07B12183 Araip.B07 12183 c (A)10gaaatttttgaaaaagagggaagatattttcgaaaatt(AG)762 43850094 43850155 GACTTTTGGCGCTTCAGTTC CTTTTTGTTTGTTTCTTAACTTTTTCA 269

Ai07B12185 Araip.B07 12185 p2 (AC)6 12 43870972 43870983 CCTCCCTAGGAAAGTTCATTCA CTTTCGCATATGTGAGGGGT 233

Ai07B12186 Araip.B07 12186 c (GC)6acagcgtgcttgcgcgcggatgcc(T)1147 43875821 43875867 GGCACAACTCTCTGGTTTTTG TTGTTGCATTCATGCTTTGA 268

Ai07B12187 Araip.B07 12187 p2 (AT)6 12 43887963 43887974 GGGAAAAGATTGATGTTTGATGA GGCTTCCTCATCTGTTTTCTG 260

Ai07B12188 Araip.B07 12188 p3 (AAG)5 15 43889827 43889841 CGGGATTAGCATACCTTTCG TAAAGAGAGGCATCCGGGAG 258

Ai07B12189 Araip.B07 12189 p5 (TTATC)5 25 43897471 43897495 CAGCTGCTGATCCTTTGTCA CAGAGGAACACGACCCAAAT 255

Ai07B12190 Araip.B07 12190 p3 (TGA)5 15 43900493 43900507 GGCGTTGAAGCATAAGGAGA GCAGAGGATACAGCAGGAGG 279

Ai07B12191 Araip.B07 12191 p2 (AT)8 16 43924559 43924574 TGGGTTTATCAACCTTCCCA TTTTTCCCATCTCATTTGCT 271

Ai07B12195 Araip.B07 12195 p2 (AG)6 12 43946726 43946737 AATCAACTCAGGTGCTGGAA GGCCCAGATCCAAGTACAGA 258

Ai07B12196 Araip.B07 12196 p3 (GAA)5 15 43959129 43959143 CCCTCGAGCAAGAAAAGAAA ATATGGCCGAACCTTAACCC 170

Ai07B12197 Araip.B07 12197 p2 (AG)6 12 43962110 43962121 GCAGTGAATTGAGATGAGGAGA TTTTTGTTTGTTTCTTACCTTTTTCA 273

Ai07B12198 Araip.B07 12198 c (T)10gtatttttttcgaaaacaaagatgaaatttttgaaaga(T)11gaaaa(T)1377 43963162 43963238 CATGAATATGCAATTGACACCA CGAGTTTGGACAACTGACGA 247

Ai07B12200 Araip.B07 12200 p2 (AT)6 12 44001933 44001944 TCATTGTTGCATTTGCATGTT CAGGTTGTGTGTTCTTTGGC 198

Ai07B12203 Araip.B07 12203 c (A)10gaagaaaaatagaaaagtaaggagagaagaagaaaagaaaccttgttaatggaggtgt(GA)18104 44012334 44012437 GCCAAACAAATTTAGAACAATCC TCCCTTCTTCCTTCTTTCTCA 278

Ai07B12204 Araip.B07 12204 p3 (TGT)5 15 44021001 44021015 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai07B12209 Araip.B07 12209 p2 (AT)8 16 44078668 44078683 ATTCGAATATCACGCTTCCG TCTTCCCTCGCCTTTATTTTT 279

Ai07B12210 Araip.B07 12210 p3 (TAT)15 45 44085686 44085730 TCGTGTTCCAACCTTTCCTC TGCCAAATTGTTTTAATGATGC 241

Ai07B12212 Araip.B07 12212 p2 (GA)6 12 44086340 44086351 CAGAATGCAAGTAACCAAAGTCA TTGCGTCGTCTCCTCTTCTT 226

Ai07B12219 Araip.B07 12219 p2 (CT)6 12 44119899 44119910 CCCCCTTCCCCTTTCTATCT ATGGGGGATGATGACTCAAA 227

Ai07B12222 Araip.B07 12222 p2 (CT)6 12 44173906 44173917 AACATCTCTCCCTCACCCAC TTTCAGGTTCTGGATCAGCC 205

Ai07B12230 Araip.B07 12230 p2 (CT)6 12 44227242 44227253 TTTTGGCCCAGATCCAAGTA CACTGATCAATTCAAGTGCTGG 266

Ai07B12231 Araip.B07 12231 p4 (CATT)6 24 44231169 44231192 TTCTAACTGACTGAGCTGGCA CCCTTTCTTGCCTTTTTGTG 252

Ai07B12232 Araip.B07 12232 p2 (TA)6 12 44236183 44236194 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 249

Ai07B12235 Araip.B07 12235 p2 (AT)6 12 44241277 44241288 CTTTTTCAATTCACCCGTGC GCGCAACTCTTTGTCTCCTT 255

Ai07B12237 Araip.B07 12237 p2 (CT)8 16 44245647 44245662 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 238

Ai07B12238 Araip.B07 12238 p3 (TAT)6 18 44245989 44246006 GGGATCCCTATGCTGTGGTA GCTGCCATCTCCTCTTCTTG 220

Ai07B12240 Araip.B07 12240 p2 (TA)6 12 44249000 44249011 TCCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 191

Ai07B12241 Araip.B07 12241 p2 (AG)6 12 44251475 44251486 AGGCTGGAGAATGAGGGAAT AACATGAAGAGTTCATAAGCCAA 269

Ai07B12242 Araip.B07 12242 c (A)10caaaaaagaatacacccagaaattgaagaaacaagatgagagattatagaaatgtgtca(AG)1293 44254160 44254252 GGGAAATTGGTCAAGGATCA TGAAACTAATCAGTGGGTCCG 236

Ai07B12243 Araip.B07 12243 p2 (AG)22 44 44255675 44255718 GATCCTTCGACGTCCTTACG TTCATCGCCGAGATTCTTTT 208

Ai07B12244 Araip.B07 12244 c (TA)7(T)10 24 44261530 44261553 TTCACCACTTACTTTGGGGG TTGGAAACAATTGGTTTGAAAAT 179

Ai07B12248 Araip.B07 12248 p3 (TTC)5 15 44279353 44279367 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12250 Araip.B07 12250 p3 (GAA)5 15 44281993 44282007 CGGTCTTAGGTGCCATCAAT TCTTCTTGGCCGAATACACC 160

Ai07B12252 Araip.B07 12252 p3 (AAT)5 15 44284553 44284567 AAGGTGCTTGCTGGATTGTT ACTCAAATTCGAACCCCCTC 271

Ai07B12254 Araip.B07 12254 c (T)11(A)10 21 44288094 44288114 GCCACTGCACTTCAAAACAA AGAGAAAGATGAACCCTCGG 105

Ai07B12256 Araip.B07 12256 p2 (AC)7 14 44303366 44303379 TTTCAAGGTTGTAATGGGGC ATTTTCTGGGTCCGTCACTG 136

Ai07B12259 Araip.B07 12259 p2 (CT)7 14 44313288 44313301 TGAGATTTTAAAAACCAAATCTTTTTC GAAATTTTGAAAAAGGTGGAAGA 246

Ai07B12260 Araip.B07 12260 p3 (TAT)6 18 44314036 44314053 CGAAAATTCTCCCTCTTCCA CAGGTTCTGGATCTGCTTCC 265

Ai07B12261 Araip.B07 12261 p3 (TTC)6 18 44316671 44316688 CTCTACACTCCTCTTGGCCG CGGTCTTAGGTGCCATCAAT 164

Ai07B12262 Araip.B07 12262 c (A)10gaaaaaaaataaataggcg(A)1039 44317759 44317797 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 265

Ai07B12263 Araip.B07 12263 p2 (AG)7 14 44321919 44321932 AACCGACAGAAATCCCTTCA CCGGTGAATTTTGGTGTTTT 276

Ai07B12268 Araip.B07 12268 p2 (AG)7 14 44338961 44338974 AAAACCTGGATCGAGAGTCA TTTACAGAATACGCCCCCAG 232

Ai07B12269 Araip.B07 12269 p2 (AG)9 18 44353450 44353467 CAGAAAAAGCACCGGAAGAG GTTCTGGGCGTTAACAGAGC 267

Ai07B12272 Araip.B07 12272 c (CT)6attttcgaaaatatcttccccctttttttcaaaaatttctttttaattaactaattattttatttttattttgaattttcg(A)10103 44358363 44358465 TTTCTTACCTTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 280

Ai07B12273 Araip.B07 12273 p2 (CT)7 14 44358608 44358621 TCGAAATTTCCCCTCTCTCA AAACTTGCAGTTCTGCTGCAT 258

Ai07B12274 Araip.B07 12274 c (A)10taggc(A)10 25 44362396 44362420 TGAAGCAAGAAAAAGCAGCA GCGCCATTTTGAGTTCTGTA 259

Ai07B12275 Araip.B07 12275 p3 (TTC)5 15 44390255 44390269 CCTTTCTTCTACCCCTTGGC GCCTTGCCTTTCCTCTTTCT 207

Ai07B12278 Araip.B07 12278 p4 (ATTT)10 40 44412270 44412309 TGCAAATGCAATAAACAAAGG ATGCTTACGCGTCGTCTTC 279

Ai07B12285 Araip.B07 12285 p2 (AT)7 14 44466832 44466845 TCCCAAATTTATGATAATCCCA GCTGAGCGATGTGCTAAACA 266

Ai07B12287 Araip.B07 12287 p3 (TAA)5 15 44489549 44489563 TGCCAACCTAGAATTCCCTT AAGTTAAACGCCACAATGCC 276

Ai07B12288 Araip.B07 12288 p2 (GA)6 12 44496973 44496984 AGCCCAAGTCATCATCATCC GGCTTGACGACAGAAGGAAC 200

Ai07B12290 Araip.B07 12290 p2 (TA)10 20 44508132 44508151 GCATTCTTGCAAGTTGCTTC CCTCATGCTAAACCAACAAGG 241

Ai07B12295 Araip.B07 12295 c (T)10ctttctta(T)14 32 44525539 44525570 TGCATGTGTTTTTGGATCCTT GGTCAAACAAAGTAAGCAAGCA 275

Ai07B12297 Araip.B07 12297 p2 (AG)8 16 44538244 44538259 AAGAAAGAGAAGGGGCTTGC ATCATGAACCCTCTTTCCCC 244

Ai07B12299 Araip.B07 12299 p2 (AT)14 28 44555216 44555243 GAATGAATGCTTGAACAGTGC GCCTTGGATCCTTTTTACCC 280

Ai07B12300 Araip.B07 12300 p2 (TC)11 22 44561183 44561204 ACGCAGCCGTTTTAGAGAAA CGCTCATGCACAGCTTAGAG 250

Ai07B12302 Araip.B07 12302 p2 (GA)7 14 44566901 44566914 TCCCACTATTTGTTTTCACTTTTT CGTGATTCTGGGGTTTCAGT 154

Ai07B12303 Araip.B07 12303 p2 (TC)69 138 44567063 44567200 TGGAGGCCAGGTTAACACAT CTTCTTCCTCCGTGAGCTTG 241

Ai07B12308 Araip.B07 12308 p2 (TA)6 12 44583425 44583436 GCCCTTTATCTCATGCGTGT CTGATCTTGAAGGCCACCAT 158

Ai07B12311 Araip.B07 12311 p5 (AAGAT)5 25 44598362 44598386 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 176

Ai07B12312 Araip.B07 12312 p3 (ACC)5 15 44600478 44600492 TGAGGCAGCTAGACCCTCAT TCGATGCCCTGTGATACAAA 189

Ai07B12313 Araip.B07 12313 p2 (TA)8 16 44601037 44601052 TGTGGTGAACTTTCGAACATCT CCCTAGTTTACCCCTTTTTCG 268

Ai07B12316 Araip.B07 12316 p2 (TG)6 12 44607798 44607809 CTTCTTCTTCCCGTTCTCCC CTCATCACCTTCGCCTTCTC 178

Ai07B12317 Araip.B07 12317 c (AT)6aaaataaaatacataattaaatagtg(AT)47132 44609803 44609934 TCATGCAATTCCAATTTATCCA TCCCCATCTCATTTGCTAAAA 265

Ai07B12319 Araip.B07 12319 p2 (CA)7 14 44626825 44626838 CACACACCCACACACTCACA TCCTCTCCTCCCTCTGGTTT 117

Ai07B12320 Araip.B07 12320 p2 (GA)6 12 44626993 44627004 GAGAGGAGGGAGACGGAGAT AGTACGGACAGGAGCACGAC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12321 Araip.B07 12321 p2 (TC)6 12 44627154 44627165 GTCGTGCTCCTGTCCGTACT CAGGCACAGAAATTCAGCAA 196

Ai07B12324 Araip.B07 12324 p2 (AT)10 20 44640294 44640313 GAATACTCATTTATGATCCTCCCAA GCCTTAGATCCCTCATTGTTTTT 255

Ai07B12325 Araip.B07 12325 p2 (AG)6 12 44641822 44641833 AAGTGGGGGAATCAATCCAT CATGGAAAGATTCATAAGCCAA 267

Ai07B12329 Araip.B07 12329 p2 (TG)14 28 44660900 44660927 GTGGTGACGGAGTTATGGCT TTCCCTCTGTCTTGTTCGCT 273

Ai07B12335 Araip.B07 12335 p3 (ATC)6 18 44690733 44690750 AAAGACCAAATTTTATTTACCAAACA CTCAATCCCTCAGGCCAATA 242

Ai07B12337 Araip.B07 12337 p2 (AT)6 12 44692631 44692642 TCAATCATCAAAATCAACCACC AAACACCCGCATCAAATCTC 231

Ai07B12341 Araip.B07 12341 p2 (TA)6 12 44708073 44708084 TAATAAGGCCACGCTTTTGC CCCAGTTTGTGCTCAACAGA 150

Ai07B12343 Araip.B07 12343 c (CTT)17cgccaccttgccgccccgccgcaccacaccgcaccatcgcaccaccactag(CTT)5117 44711334 44711450 GAAAAGGGAGAAGACTGCCG GCAACAACAATATTTCACAACAAA 272

Ai07B12344 Araip.B07 12344 c (TGA)6ggccatgatgataa(TGG)6gttcttgttcaacttggacttctggttgatttttgttgattttggaaaaagttctgatgaagatgatgatgaccatgatgatactga(TGG)5ttctggttgggcgtaggtttctgttc(TGG)5193 44711599 44711791 TTTGAAATCTGTGCATGTTGC ACGAAAATACCCTTCACCCC 252

Ai07B12345 Araip.B07 12345 p2 (TA)13 26 44712878 44712903 CGTGACAATATTTTTAGAAAAGAGC ATTGCACGCATTGTGGAATA 268

Ai07B12346 Araip.B07 12346 p3 (ATC)9 27 44714452 44714478 TCTAGGCTCATGTACCACAAAAA TCAGTGGCAAGTTGTTACCTT 254

Ai07B12348 Araip.B07 12348 p3 (TAT)5 15 44715849 44715863 TTTGGCCATAAAGTCCAAGG CGAACCATTTGACCCGATAA 263

Ai07B12349 Araip.B07 12349 p3 (CAA)5 15 44716487 44716501 GCAACCAGAAGCATCAACAA ACTTTCCTCCCCTCACGATT 276

Ai07B12355 Araip.B07 12355 c* (AT)11(T)11* 32 44758926 44758957 CACACCCAGCTACCCAAAAT GGGAAATTGTGGGAACAAAA 266

Ai07B12356 Araip.B07 12356 p4 (TTTA)6 24 44769547 44769570 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 204

Ai07B12358 Araip.B07 12358 p3 (TGA)5 15 44773851 44773865 GGAGGAACCGGTCAAGGTAT TTCATCAAGCTACCATCATCATT 220

Ai07B12359 Araip.B07 12359 p2 (GC)6 12 44779012 44779023 AAGCATTTTCGACCATCCAC ACAACTCTCGGGTAAATGGC 237

Ai07B12360 Araip.B07 12360 c (A)10gagtttttttcctcctcttccattttttttgtttatcgcattcgtatacttctcttctttacattttcattttgtttttatagcctgtttttacttta(T)10118 44779195 44779312 CTCGGCCAAAATGCACATC GGCACCAAAATAATGCAAGAA 244

Ai07B12361 Araip.B07 12361 p2 (GT)8 16 44780473 44780488 GATTGAGGCCATCGTTTCAT AGCATGTACCCAATTCCCAA 280

Ai07B12364 Araip.B07 12364 c (TA)7ctttggccgacctttgcttcgcaagttgagtttggagcttgc(TA)668 44820481 44820548 GAAGAAACAAATGACCGCGT TTTTGTCCCTCCTAAAGGTTGA 248

Ai07B12365 Araip.B07 12365 c* (AAT)8(AATA)6* 45 44825823 44825867 AACTGTGGGAACTTGGGTTG TTGGGGTAATTTTGTCCCCT 211

Ai07B12369 Araip.B07 12369 p2 (AT)12 24 44854919 44854942 CTTTGGCAACTTGTTGGGTT TGCCGGTTCTTACATTCTCC 138

Ai07B12371 Araip.B07 12371 p2 (CT)6 12 44866278 44866289 TTTCTTATCTTTTTCAAAACCACC AGGGAGAAGGGGAATTTTCA 211

Ai07B12375 Araip.B07 12375 c (A)11caacaaatcaaaaaaac(A)1038 44912701 44912738 TGTAAAGATGGCGCAAACAA CTTGCTGAATCCTCCGAGTC 185

Ai07B12380 Araip.B07 12380 p3 (ATT)15 45 44924271 44924315 TGAGATTGTTTGTTATGTTGCAAGT AAGCTGGTGTCCCGTAAATG 276

Ai07B12381 Araip.B07 12381 c (ACC)5atcgccacagattgatcctgttcataataaggagaatcaacaagcaca(ACC)578 44925597 44925674 CATACGGCGAAGTTCTGACA AGTGCACTGGGTATGGTGGT 214

Ai07B12382 Araip.B07 12382 p2 (TA)7 14 44928677 44928690 GAAGATGAAGTGGGCTGCTC CGAACCCATTGATTTCATCC 279

Ai07B12383 Araip.B07 12383 p3 (TGA)5 15 44929532 44929546 AGCAGTGTAACAGAAAAGCTGAA CCACAAGCAAATCAATACATAAAGA 219

Ai07B12386 Araip.B07 12386 p2 (AT)11 22 44937402 44937423 GATTTTCATAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 215

Ai07B12389 Araip.B07 12389 p3 (ACA)7 21 44963380 44963400 CATGAGGCCCCAAGATAAGA GAGGTGCTCTGTAAGGCTGG 210

Ai07B12390 Araip.B07 12390 p2 (CT)6 12 44968535 44968546 CTGCACAGCTTCCCTGATTT GGGGGAAGAAGAAAAGAAAA 163

Ai07B12395 Araip.B07 12395 p3 (GAA)8 24 45012775 45012798 TTGGTGGTTGACACTAGCGA TCTTCGTCACCATTAACCCC 224

Ai07B12401 Araip.B07 12401 p3 (TTA)6 18 45028494 45028511 TCCATGTGTGTCATGGATCTC TGTCATTTTAGCATTTTTCAGAGG 196

Ai07B12405 Araip.B07 12405 c (TCA)5gctatatataaatcactattccttcattcccttctggattaattataattatccagtgatta(ATT)798 45040706 45040803 TCCACATGATCAAACCATCA GGACCAAGTTCAGCGAGAAG 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12407 Araip.B07 12407 p2 (TC)14 28 45047345 45047372 GCTACCTGATGAAATGCACG GGACCAAAAATCTCTGAGCG 176

Ai07B12411 Araip.B07 12411 p2 (AT)7 14 45065388 45065401 CCAGGTAAAATTTGGATCTCTCC GCAGCGACATTCCACCTTAT 239

Ai07B12414 Araip.B07 12414 c (A)12ga(AAAG)5 34 45086156 45086189 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 244

Ai07B12420 Araip.B07 12420 p2 (CT)16 32 45153934 45153965 GCCTTCCTCTGACAAGCATC AGTAGGGGCGATGTGAGAGA 147

Ai07B12421 Araip.B07 12421 p2 (TA)15 30 45156586 45156615 CTCTTGTTTTGGTTGTTGCAC GGGTGGTGCCCTAAATATGA 270

Ai07B12422 Araip.B07 12422 p4 (AAAT)8 32 45157388 45157419 TTGATTTTTGGAAGGTTGGG TGCATTGAATTCATGAAACCTT 248

Ai07B12424 Araip.B07 12424 p3 (TCT)5 15 45162809 45162823 AAAATTCGAACCCTCTTCCC TTCTCCAGAGGGTTGTGCTT 246

Ai07B12427 Araip.B07 12427 p3 (CTT)5 15 45169444 45169458 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai07B12430 Araip.B07 12430 p3 (AAG)5 15 45182095 45182109 CACCACACCCAACAACAAAG ACTCCTCTGCCTCTTCCCAT 271

Ai07B12432 Araip.B07 12432 p2 (CT)7 14 45191910 45191923 TCCAATTTTTGAAAACTCCTCA CAGAGAAGGAGAGAGGGTTCG 255

Ai07B12441 Araip.B07 12441 p2 (TA)8 16 45260966 45260981 GCGTATGAGAATTTGGTTTGA CACGGGTTGTGTGTTCTTTG 257

Ai07B12443 Araip.B07 12443 c (A)10cttttcaaaaaatatttctaaaattttctcatatgttttcgaaaaaaataaaaaaataaataaaaatgttttc(A)1396 45268908 45269003 CGTGTATGGACAACTGACGG CAGCCAGATAGGCTTCAACA 232

Ai07B12446 Araip.B07 12446 p3 (TAT)5 15 45270972 45270986 AACCTCTGTGCTTGGGCATA GGGAAAGGGAGATGTGGTTT 270

Ai07B12447 Araip.B07 12447 p3 (TTC)5 15 45271222 45271236 AAACCACATCTCCCTTTCCC CGGTCTTAGGTGCCATCAAT 150

Ai07B12451 Araip.B07 12451 p4 (TTAT)6 24 45287044 45287067 TGGGGTAATTTTGTCCCCTT CCCAAATTGAATCTTTGGTCA 280

Ai07B12453 Araip.B07 12453 p2 (AT)8 16 45303996 45304011 TTGGAAACATTTGGTTTGAGAA TTCACCACTTACTTTGGGGC 225

Ai07B12454 Araip.B07 12454 c (T)11ctttc(T)10 26 45307925 45307950 TTTATTGCCCTTGCCTTTTG AAAAGAAAAGAAAATTGGCGG 135

Ai07B12458 Araip.B07 12458 c (TA)8tggggctaaggtaagggtgaggg(TA)753 45344989 45345041 GCATGTCCTCATGCTAAGCTC TTGGTACATGAGTATGGGAATCA 280

Ai07B12460 Araip.B07 12460 p2 (TC)6 12 45359217 45359228 TGGAAGAACAAAAGTGCATCA GGGAAGGCATCATTCACTCA 268

Ai07B12462 Araip.B07 12462 p2 (TA)39 78 45391041 45391118 GGTTTATCAACCTCCCCACA GGTTTATCAACCTCCCCACA 268

Ai07B12463 Araip.B07 12463 p2 (AT)21 42 45393267 45393308 TTCACCACTTACTTTGGGGC TTTAGGACATGTTCATGCATCC 161

Ai07B12467 Araip.B07 12467 p3 (ATA)6 18 45417681 45417698 CGCTACTTAAATAATGTCTTGGC CATCATTCTAACTTTTGGATAGCCT 152

Ai07B12468 Araip.B07 12468 p2 (AC)7 14 45419795 45419808 ACCTAATCCCCTTTCCCCTT CTTCTCCAGGCAAAATCGAC 192

Ai07B12469 Araip.B07 12469 p3 (AAT)5 15 45424015 45424029 TTTCTATACATTTTGCTGGCAC TGGGCCATCTGACTTAGACC 275

Ai07B12470 Araip.B07 12470 p2 (AT)9 18 45425638 45425655 TGGATATGAATGACATATGGAAAG TTGTGCTTTCGTTCTTTGGA 245

Ai07B12480 Araip.B07 12480 p2 (TA)15 30 45476900 45476929 ATCACATGTGCATTGATCTTTT TGGGAAAACTGTGGGAACAT 256

Ai07B12483 Araip.B07 12483 p2 (AG)6 12 45483905 45483916 TACAAAAGCTTGCGCAAAAA AGGCCCTCCTATCCACTGAT 144

Ai07B12485 Araip.B07 12485 c (AG)17ataatactttctacgcttcatattaatttgaacacaggtgcaatctgcctatggttcatggtgcaaactcttttacccttgccttcgaatgtgtatgtgt(GA)10154 45489746 45489899 TTTGTCATTGAAGGAAAAGGAGA TAGGCAGATTGCACCTGTGT 279

Ai07B12486 Araip.B07 12486 c (TG)6tt(AG)9 32 45490012 45490043 CTGCCTATGGTGCAAACTCA GTGTTCGAAGGCAAGGGTAA 206

Ai07B12487 Araip.B07 12487 p3 (CAA)9 27 45491448 45491474 CCTTGGTTGCAAGGGTAGAA CCTGCACTAGCACTCCTTCC 236

Ai07B12488 Araip.B07 12488 p2 (TG)10 20 45499505 45499524 CCTTTCTTTCCTCTGCATCG AAACCCTAACCCAGTGACCC 150

Ai07B12497 Araip.B07 12497 p2 (CT)7 14 45542163 45542176 CAAAATTGACTTTCAAAATTTGTTTC GGAGATGAGAGAGAAGGGGAA 266

Ai07B12498 Araip.B07 12498 p3 (TCT)5 15 45544131 45544145 TCTCCACTCACATCCATCCA TAGAATATTGCTCGCCCTCG 276

Ai07B12503 Araip.B07 12503 p3 (TGA)7 21 45553121 45553141 TTATGGAAAATTCCAACTAGGC TTTAAACTCGATAGACAATATTTGACA 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12506 Araip.B07 12506 p2 (TC)6 12 45586651 45586662 ATTCAAACCATTTCCCTCCC AGATGGAGGAGTGTGTTGGG 148

Ai07B12509 Araip.B07 12509 p2 (TA)6 12 45618041 45618052 GTGGGAAAATTATGGGAAGC AATGGGGCTGAGGTAAAGGT 144

Ai07B12510 Araip.B07 12510 p3 (AAG)7 21 45623737 45623757 TTGCCTTCCCTTTCCTCTTT CACACATCCCTCCATCTCCT 186

Ai07B12515 Araip.B07 12515 p3 (TCT)12 36 45650644 45650679 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTT 143

Ai07B12516 Araip.B07 12516 p2 (TC)10 20 45656883 45656902 TTGAAAATAAGAGCACCTTACCTG TCGTTAGAGCTTCGTGCTGA 275

Ai07B12517 Araip.B07 12517 p2 (TC)6 12 45661915 45661926 TAGTCATCCAAGGGGGAGTG TGAAGAGAGAAAGAGAAAGAAAAGTT 243

Ai07B12518 Araip.B07 12518 p2 (CT)8 16 45689709 45689724 CTTTTTGTTTGTTTCTTATCTTTTTCA GCAGTGATTTGAGATGAGGAGA 265

Ai07B12519 Araip.B07 12519 p3 (TTC)5 15 45707781 45707795 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai07B12520 Araip.B07 12520 p5 (TTATC)5 25 45727844 45727868 CTGGGTGCTCCAACGTATTT AGATTGGCCAAATCAACAGG 212

Ai07B12522 Araip.B07 12522 c (T)14ctttttctaattttttatattttttatt(TTA)1381 45745284 45745364 GCCTTACTTTGGGGCATTTT TGGGAATTGGGTACATGCTT 215

Ai07B12523 Araip.B07 12523 c (GC)6acagtgcgcttgcgcgcggatgcc(T)1147 45747168 45747214 ACTTGGGCACAACTCTCTGG TTGTTGCATTCATGCTTTGA 272

Ai07B12525 Araip.B07 12525 p3 (TCC)5 15 45752756 45752770 CGGAACAGACCCTAATCACA GACGTAGACGGAACAGACCC 139

Ai07B12526 Araip.B07 12526 p3 (AAT)5 15 45755266 45755280 GGATTGAATTGCGGTTTTGT AATCCAAACTGCACAATATGCT 251

Ai07B12527 Araip.B07 12527 p2 (AT)7 14 45756998 45757011 TGGAATGGTTTAAACGCAAGA CATTGAAATATGGCAAGATAAGAA 240

Ai07B12529 Araip.B07 12529 p2 (CT)6 12 45773715 45773726 TTGATTTTCAAATTTGTTTCAACT CAGAGAGTGACAGAGGATTTTCG 255

Ai07B12531 Araip.B07 12531 c (CT)8aattttcgaaaatatcctccctccttttcaaaaatttcgttttttttactaattatctttaatttttt(A)10ttt(A)10107 45798407 45798513 TGTTTCTTAACTTTTTCAAAACTACCT TGTTCATTTCCACTTATGTCCA 280

Ai07B12535 Araip.B07 12535 p2 (TC)6 12 45813665 45813676 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTGGTGAGTGAGGGAGAGA 267

Ai07B12536 Araip.B07 12536 p2 (CT)6 12 45813894 45813905 TCTCTCCCTCACTCACCAAAA GTTCTTGTCCTTGCTCCTGC 176

Ai07B12538 Araip.B07 12538 p2 (AT)7 14 45820289 45820302 GGGTGTTCTCCAGCATCCTA GTCCGTGCTCAAGGATCAAT 139

Ai07B12544 Araip.B07 12544 p3 (AAG)6 18 45845412 45845429 TTAGAATGTTGCTCGCCCTC CCGATCACCTCAGGATCTGT 249

Ai07B12545 Araip.B07 12545 p2 (GA)6 12 45847509 45847520 TTTGAAAAAGGGGGAAGATG TTGTGATTGCTTGTGAATCAAGT 273

Ai07B12549 Araip.B07 12549 p2 (AG)7 14 45858982 45858995 GAGTGGAGAGAGGGGTAGGG CAGGATCCCCACCTACTTCA 226

Ai07B12550 Araip.B07 12550 p3 (GAA)6 18 45862605 45862622 CCCTCTTTCGATGGTGATTG TTTCTCACCGGTCTTCTATTTTG 280

Ai07B12551 Araip.B07 12551 p2 (CT)7 14 45882394 45882407 GGGAGCACGCCAATTTAGT TTATCCGCTCATCAGCCTTC 280

Ai07B12552 Araip.B07 12552 p3 (AAT)5 15 45884094 45884108 TCGAGTTTGGACAACTGACG CCAGCCAGGATTCAACAAAT 216

Ai07B12554 Araip.B07 12554 p2 (CT)7 14 45885449 45885462 TTTTGTTTGTTTCTTATCCTTTTCAA AGCAGAGATGTGGGATGAAGA 277

Ai07B12558 Araip.B07 12558 p2 (CT)7 14 45900910 45900923 GTATCCATTCAGGGAGCACG TTGCTAACACAAGGGGAAGG 240

Ai07B12559 Araip.B07 12559 c (A)11ttctttcaaaaatttctcctttgttttcg(A)1050 45918291 45918340 GGGGATTGTTTGAGTTTGGA CTTTACAGCCAGCCATGCTT 258

Ai07B12561 Araip.B07 12561 p2 (CT)7 14 45919683 45919696 TTTTTGTTTGTTTCTTACCTTTTTCA GAGAGAGGGAGAGGATTTTCG 224

Ai07B12562 Araip.B07 12562 c (CT)7ccattcatgatcatcccttctgctttccattcaccactcacatccatacacacatccctccatctcctctata(TCT)5102 45925419 45925520 ACCCCACAGGATCATCTCAG CGGTCTTAGGTGCCATCAAT 261

Ai07B12565 Araip.B07 12565 c (A)10g(A)10 21 45931761 45931781 TTATTTTGATGTGGTGGCAA TGGCTTTTTCTGCTTGCTTT 253

Ai07B12568 Araip.B07 12568 p2 (CT)8 16 45954582 45954597 GAACCTGAGATGAAGAAATAACCA GATGCAATTTCTGGGCTGTT 263

Ai07B12569 Araip.B07 12569 p3 (AGA)6 18 45959928 45959945 TAGAATATTGCTCGCCCTCG CTCTACACTCCTCTTGGCCG 106

Ai07B12570 Araip.B07 12570 p2 (CT)6 12 45963139 45963150 GAACCTGAGATGAAGAAATAACCA ACCAGAAATCACTGGAGGCA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12572 Araip.B07 12572 p4 (TTAA)5 20 45975385 45975404 CAGCTCAATGAAAGCAACAAA TCCGTTTAAGCGTGACTGAA 137

Ai07B12574 Araip.B07 12574 p2 (AG)6 12 45984097 45984108 CTCGGCCCAGAAAATACAGA GGTTCATAAGTCAATTGGGCA 278

Ai07B12577 Araip.B07 12577 p2 (AG)6 12 45992471 45992482 TTTTGGGTTGTTTCTGACCC TTGAAGGAACATAGAACCTGGAA 226

Ai07B12580 Araip.B07 12580 c (A)10cgtggccataagcaaaaaatcaagttcactgtccgatgaatcactctcggatgaacttgctttcttcttttttgtctttttcttttttc(T)11110 46000726 46000835 ATAAAAGCGTGGCCATTGAC CAAGAAGGCGGAAGTCAAAA 255

Ai07B12581 Araip.B07 12581 p2 (GA)6 12 46005469 46005480 TGAAGAGAGAGCAAGCACGA CCAGAAACCTGAGGCAGAAG 217

Ai07B12584 Araip.B07 12584 p2 (CT)6 12 46023509 46023520 CGTTAAACGCCCAGTCTAGC ATAGGTGAGGGGTTTTTGGG 275

Ai07B12585 Araip.B07 12585 c (A)10g(A)10 21 46035660 46035680 TTTTCATTTTCTGTGCGTGC CGGTGATCGGAGCTCTGTAG 266

Ai07B12586 Araip.B07 12586 p2 (AG)6 12 46038349 46038360 ATGCATCCATTCAGAGGGAG TTCAAAAGCCAAATTGGTAACAT 226

Ai07B12587 Araip.B07 12587 p2 (AT)7 14 46046637 46046650 CAAAGCCGCTCCAAAAATAC CTTGTTGTACCCTCGCCATT 188

Ai07B12588 Araip.B07 12588 c (AT)7(GT)20ttt(TA)975 46051010 46051084 TCTCAAGTCTTTGGTTTGCTG TGGTGCTTCTAGTGGCATTTT 260

Ai07B12589 Araip.B07 12589 p2 (AT)8 16 46069303 46069318 GGGGACAAAATTACCCCAAT AATGGGGCTAAGGTAAGGGT 247

Ai07B12594 Araip.B07 12594 c (A)10gaaagaaaaaaaatggcg(A)1139 46086906 46086944 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTTTTGGTTTT 134

Ai07B12598 Araip.B07 12598 p2 (TC)6 12 46122429 46122440 TCTTCTCCCTTCCTTCCTCC AAATTTACAACAATCCACAAGCA 263

Ai07B12599 Araip.B07 12599 p5 (AAATA)5 25 46125131 46125155 GGAAATTGTGGGAACAAAGG CATTGGGGTAATTTTGTCTCCT 204

Ai07B12600 Araip.B07 12600 p3 (ATA)14 42 46127072 46127113 GGGTGATTATTGGCTAGGTGTC CGAGTCGACTTCAAACCTCG 247

Ai07B12601 Araip.B07 12601 p2 (GA)7 14 46128176 46128189 AGGCCCACTCATAACCCTCT CACAAACGGCTCGTCAATTA 182

Ai07B12606 Araip.B07 12606 c (A)12caaacaaatacccgatccgagttgtataaatcggccgggtcacac(T)1067 46153357 46153423 AACGCTAGGGGTTTTGGATT AGTCAACCTGTCGGGTTTTG 148

Ai07B12610 Araip.B07 12610 p2 (TA)20 40 46165269 46165308 GTGGTCCCTGCTACTGAAGG GAAGAGCTCTCGCTTGATGG 273

Ai07B12611 Araip.B07 12611 p2 (GA)6 12 46175491 46175502 GGCGTTGGCAGAATAAAGAC TCTCATCAACCTCAGGGTCC 250

Ai07B12613 Araip.B07 12613 p2 (GA)10 20 46198886 46198905 GAGGAGTGAGAACGAGCCAG GAGCTTCGACAACGATGACA 271

Ai07B12614 Araip.B07 12614 p3 (GTT)6 18 46199337 46199354 CGTTTTTGCTACAGTTGGCA GCAACCACAACCACAACTCT 268

Ai07B12619 Araip.B07 12619 p2 (AG)7 14 46216312 46216325 GGACATTGAACTTGGGATCG TTTCTGGGCTGTTTTTGACC 222

Ai07B12623 Araip.B07 12623 p2 (TA)12 24 46238976 46238999 ATTTTCTGAGGCCTCTTGGC TGTATGATGTGATGGATGCAAA 280

Ai07B12625 Araip.B07 12625 p2 (AG)7 14 46245945 46245958 GGAGGAGGAATTCGAACACA CGAAAACCACTAACCACTTTTTC 262

Ai07B12628 Araip.B07 12628 c (TC)7(TA)7 28 46258498 46258525 ATGTCTTGTTCTGTGCGTGC CGCCATAAAGCGAAGGATAA 260

Ai07B12629 Araip.B07 12629 p2 (TA)7 14 46263860 46263873 AGCATCACTTATAGTGTGTTGATTAAA CAAACGTTGGGGACAAAAAC 162

Ai07B12631 Araip.B07 12631 p3 (GAA)7 21 46279000 46279020 CCATTAAGGGTATTATCGACGTT GACTTCATGAACAGGCGATCT 280

Ai07B12632 Araip.B07 12632 p2 (TA)8 16 46280901 46280916 TGACAGTCGCAGGTCAAAGA TCTAAATTGTTCTTGGTCATAGGAT 262

Ai07B12636 Araip.B07 12636 p2 (AT)7 14 46290047 46290060 CCCGACATGTCCTGGTAGTT ACCCTCGGGCACTTTAACTC 278

Ai07B12637 Araip.B07 12637 c (T)10ctttcttacggcattc(AT)842 46290808 46290849 AGCCGGAAGTTTGAAGGAAT TGGACCAATTCCGTTACCAT 216

Ai07B12638 Araip.B07 12638 p2 (TA)10 20 46293133 46293152 GGGAACCATTTCAGGAAACA GGGTGTTCTCCAGCATCCTA 254

Ai07B12641 Araip.B07 12641 p2 (CT)6 12 46305277 46305288 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 279

Ai07B12642 Araip.B07 12642 p2 (TA)6 12 46312637 46312648 GTTGTCAGGCCGCTCTTTAT TCACAATAAAAGGAATAAGATGCAA 213

Ai07B12643 Araip.B07 12643 p2 (TA)6 12 46314358 46314369 TGCTATGACAGTCGCAGGTC AAGGACATTAATAATCCGGAAAGA 236
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Ai07B12644 Araip.B07 12644 p2 (AT)8 16 46319719 46319734 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 271

Ai07B12648 Araip.B07 12648 p2 (CG)6 12 46353767 46353778 TGGTGAAGGAAAGAAATCCG GTACGCGCACATACAGCATT 244

Ai07B12649 Araip.B07 12649 p2 (AT)9 18 46356962 46356979 TGGTACGACACTCAGGTGGA GTGGTACGTCTTCGCGATTT 115

Ai07B12654 Araip.B07 12654 p2 (AG)6 12 46384515 46384526 AAAACCTGGGATCGAGAGTTA ATTGCAGAAAATGCTCCCAG 229

Ai07B12657 Araip.B07 12657 p2 (AT)15 30 46406724 46406753 TTTAAACCGCAATACCGCTC TGGTCTATTGTACCCTCGCC 215

Ai07B12658 Araip.B07 12658 p2 (CT)7 14 46409927 46409940 CTCCTCCCTCAACAGACCAG CTGCGAGTCAGGACTGAGGT 178

Ai07B12659 Araip.B07 12659 p2 (CT)9 18 46413837 46413854 AGCAGAAACGAAGCTCCATC CACAAAGCCAGAGGAGAAGG 275

Ai07B12663 Araip.B07 12663 p3 (TAT)6 18 46428674 46428691 TTATCGAGTGCGATATTCAATG GGCGAGAGAACAACCAAGAT 278

Ai07B12664 Araip.B07 12664 p3 (TGA)5 15 46429144 46429158 TCAGCCCTGCACTCCTAGAT TTCCCAAAACATGCTGTCAA 172

Ai07B12667 Araip.B07 12667 p3 (TAT)7 21 46434078 46434098 CGAGCAATACTTGAATCGCA TGTTGGCATTAACCTGCACT 173

Ai07B12668 Araip.B07 12668 p2 (AT)7 14 46447859 46447872 TTTGATCTAAATTGTTCTTGGTCA TGACAGTCGCAGGTCAAAGA 273

Ai07B12671 Araip.B07 12671 c (A)10tg(A)10 22 46458490 46458511 GAAACTACCGGTCTTTTGATGC TTAGCGGTAATCATGTTTAGAATGT 242

Ai07B12672 Araip.B07 12672 p3 (GAA)5 15 46461344 46461358 GCTCCTCCCCCTAATGAAAG TTTTGGGGGACTTTTTACTTG 240

Ai07B12674 Araip.B07 12674 p2 (GA)7 14 46518858 46518871 TCGAAAATGACACCGATGAA AGACGATTCGCAGACGAGAT 279

Ai07B12675 Araip.B07 12675 p2 (TC)9 18 46519059 46519076 CCTCCTTCTCTCTCACGTCG AGACGATTCGCAGACGAGAT 254

Ai07B12676 Araip.B07 12676 p2 (TC)16 32 46519253 46519284 CGTCCTCTCTCTCCATCTCG TAACCCTAACTCACGCACCC 250

Ai07B12678 Araip.B07 12678 p2 (TA)8 16 46540920 46540935 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 276

Ai07B12679 Araip.B07 12679 p2 (GA)6 12 46543792 46543803 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 256

Ai07B12682 Araip.B07 12682 p2 (AT)11 22 46594112 46594133 CTAAGCTTTACCTCGCGTCG CGTGGCTGGTTTCCTATGAT 251

Ai07B12683 Araip.B07 12683 p2 (AG)7 14 46599406 46599419 CTGCAGAGTGGGGAAATCAT GGAGAGAGAGGAGAGAGAGGAGA 109

Ai07B12684 Araip.B07 12684 p6 (TTTCAT)5 30 46607860 46607889 CAAGGCCTCTATCAACCCAA AGCTCGCCTCCCTAACAAAT 193

Ai07B12691 Araip.B07 12691 p2 (CT)6 12 46638244 46638255 GAAAGGGGAGAAAAGTTGGC GTGGATTAGGGGTTGGGTTT 277

Ai07B12693 Araip.B07 12693 p3 (TTC)5 15 46651290 46651304 TTTCCATTGGGAAAGAGAGC TGTCACCATATCCAATCCCA 252

Ai07B12695 Araip.B07 12695 p2 (CT)6 12 46672975 46672986 GCATGCCTAAATGGAGCAAT TTCACAGATCCTGAGGGGTC 279

Ai07B12696 Araip.B07 12696 p2 (CT)9 18 46698938 46698955 TGGGAACATTGAATCTGGAA TTTTTGGGCTGTTTTTGACC 227

Ai07B12697 Araip.B07 12697 p2 (CT)7 14 46705466 46705479 GTTGGGAACATTGAACCTGG GGGAATCCATCCATTCATTG 162

Ai07B12698 Araip.B07 12698 c (AG)6g(CT)6 25 46708633 46708657 TGGACAAATAAACAAATCATCAAGA AGTTTCAAGCCCGAAAAACA 270

Ai07B12700 Araip.B07 12700 p2 (CT)7 14 46728731 46728744 TGCGTCTAGCACAAATTCCA GTAATGGTGGCTGGGTGGT 277

Ai07B12702 Araip.B07 12702 c (T)13gcaagcatatatacatttatatttttttattgctttttgctgctttttcttgcttcaaaaattaa(T)1088 46744509 46744596 TGGCTTTTTCTGCTTTTTCTG GGTGGTGGCATTGCTTTAGT 242

Ai07B12703 Araip.B07 12703 p4 (TTTA)34 136 46754370 46754505 TTGTTTAACCACCTCTTGGCTT CCCTTTCAAAACTTCCTAACCA 264

Ai07B12704 Araip.B07 12704 p2 (TA)12 24 46758789 46758812 TACTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGATTG 223

Ai07B12708 Araip.B07 12708 c (T)10ctttctattttttttctcttttttttcgcc(T)1353 46775799 46775851 ATTTCTGGAAAGCCCTGGAT TGAAGCAAGAAAAAGCAGCA 218

Ai07B12709 Araip.B07 12709 p3 (GAA)5 15 46777167 46777181 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai07B12712 Araip.B07 12712 p2 (TC)7 14 46784530 46784543 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 179
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Ai07B12714 Araip.B07 12714 p2 (AT)7 14 46796741 46796754 AACACCCGACCAGACAAAAC AGCCGACCTTGTCTTCACAG 273

Ai07B12716 Araip.B07 12716 c (C)10aaaattttcgaaaataaggaacctcagatctaaaaattttaaatcctgtgttatcttattgttcttctctctccttt(A)1097 46806595 46806691 TTTTTAAGTTTGGTGTTCCTTGG TCGAAAAAGTGAGGAGAGAGAAA 223

Ai07B12717 Araip.B07 12717 c (A)11gccaatagcccttaaaaccaagaggcaagggtaag(A)1056 46813638 46813693 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 132

Ai07B12721 Araip.B07 12721 p2 (TA)8 16 46827736 46827751 ATGCCGTAAAGCAAAGGCTA CTTCATGTGGACATTTTGCG 190

Ai07B12725 Araip.B07 12725 p2 (CT)8 16 46839385 46839400 TCATCCTTTTCAAAAATTTGATTTC TTGAAAAAGAGGGAGATATTTTCG 176

Ai07B12726 Araip.B07 12726 p3 (TTC)5 15 46841225 46841239 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 244

Ai07B12731 Araip.B07 12731 p2 (TA)7 14 46865796 46865809 TTTCACCACTTACTTCGGGG GGGAAATTGGGTTTGGAAAT 239

Ai07B12736 Araip.B07 12736 p2 (CT)6 12 46900317 46900328 CCACCTAACTGCTTTTCTCTCTC GAGAGAGGGAGAGGGTTCAAA 275

Ai07B12737 Araip.B07 12737 p3 (AAT)18 54 46909292 46909345 GTGTAGCTTTAGGTCCCTTATTTTT TGGCTATGCTTACTTTAGTGTGAGA 279

Ai07B12741 Araip.B07 12741 p2 (CT)6 12 46922654 46922665 TTTCTTAACTTTTTCAAAACCACC AGCTTGCTCAGCTTTTGAGG 258

Ai07B12746 Araip.B07 12746 p2 (AG)6 12 46947574 46947585 GCAAGAAAATGAGGGAGGTG TACTATCGGAACAATCCGCC 248

Ai07B12749 Araip.B07 12749 p3 (GAA)5 15 46960835 46960849 AGGATTTTCCGGTCGTAGGT ACACAACCCTCTCTTCCCCT 186

Ai07B12751 Araip.B07 12751 c (T)11gttaaaaataaaaatatgcaaatgcagatgcaaactaaatgtgctaataaagagaagagttatt(A)1186 46971028 46971113 ATTCTTTCTGAGCCACCTGC ATCCACCCACAGCAGAAGAC 272

Ai07B12753 Araip.B07 12753 c (A)10ccc(A)11 24 47008421 47008444 ATTGAAAGCTTGGCTGGCTA ATGCACATGCAATTGACACC 244

Ai07B12755 Araip.B07 12755 c (A)14(TA)11 36 47027963 47027998 GCAGCAAAAAGGAAAAGGAA AGGCCCTCCTAACCATTGAT 227

Ai07B12758 Araip.B07 12758 p3 (AGT)5 15 47035183 47035197 CCGGTTCAGTTTTGTTTGCT ATTGTTGGGCTTTCGAGATG 216

Ai07B12759 Araip.B07 12759 c (GT)6(GA)7 26 47035784 47035809 CCATAACTTTGGGGCAGAGA AGACAAGAGCCATGAACGCT 157

Ai07B12760 Araip.B07 12760 p2 (TC)21 42 47037211 47037252 TGGTGGTCTCAATCAAATGC CCTCAAATCCATCAGCATAGC 156

Ai07B12761 Araip.B07 12761 c (CT)7atctctatctctcta(TC)1151 47038636 47038686 GTCCCATATGGCTGAACTGC TCAGTCTTGATAAGGTGCCAAA 234

Ai07B12765 Araip.B07 12765 p2 (AT)6 12 47042879 47042890 CGCGAATAAGAAGAAACGTGA CTCAACGCGTTACGAGACAA 258

Ai07B12767 Araip.B07 12767 c (CT)6gtcgttagttgaaacttagttgcaagaatgggtgtctctttcctttcaactcttccttctcttcttccacttgctcatgattcaccacctact(ACC)5120 47060914 47061033 ATCCGATGACTTGGCATTTG TTGGCAAACAAGAATTGCAG 280

Ai07B12768 Araip.B07 12768 c (T)20gcatttttcttttctttcgtttttgttttgttttgttttgttttca(T)1076 47061519 47061594 TTTTCATTTTCTCCCAAGCG GCAGAGCCATTTGATTCCAT 210

Ai07B12769 Araip.B07 12769 c (A)14c(ACA)5 30 47066222 47066251 TTGTTCTGCACAATTCAAAACTC CTCCTCCTTCGCATGTTTTT 275

Ai07B12773 Araip.B07 12773 p2 (AT)6 12 47080951 47080962 GCGTAGGCACAGACAGAACA GGCCTAAACTCCACAGGTTG 148

Ai07B12774 Araip.B07 12774 p3 (TGC)5 15 47084797 47084811 ATGCTATTCTTCGTGGACGC GAGCCTTGACTTCTTGCGAC 131

Ai07B12775 Araip.B07 12775 p2 (CT)9 18 47091617 47091634 TTGTTTCTTATCTTTTTCAAAACTACC TGGTGAGTGATGTGAGGAGG 278

Ai07B12776 Araip.B07 12776 p2 (TC)7 14 47091789 47091802 CGAAAATATCTTCCCTCTTTTTCA GGAGTTCGGATTTTTGGTGA 234

Ai07B12777 Araip.B07 12777 p3 (TTA)6 18 47091956 47091973 TCACCAAAAATCCGAACTCC TTTTTGTCCTTGCTCCTGCT 169

Ai07B12778 Araip.B07 12778 p2 (AG)7 14 47096006 47096019 CCCAATTCCAAGTCCAGAAA GGAACATTGAACCTGTGATTGA 222

Ai07B12780 Araip.B07 12780 p2 (TA)6 12 47102373 47102384 TCTCTGGCGAATCTTTTTGG TCAATCAACCAACATTTATTGC 259

Ai07B12782 Araip.B07 12782 p4 (TACA)5 20 47111586 47111605 TTTGTTGCGCCACTTTGATA CGTGTGAAGTGTTGTGATCG 180

Ai07B12783 Araip.B07 12783 p2 (TA)7 14 47118712 47118725 TTTACCTTGGGGCATTTTTG CCATATGCATTGGCCTTTTT 168

Ai07B12784 Araip.B07 12784 p3 (AGA)6 18 47121824 47121841 GAGAAAATGGGACCACCAGA GCGCCCCTCTTCTTTACTTC 253

Ai07B12786 Araip.B07 12786 p3 (TCA)5 15 47140940 47140954 TACTGTTCCATCATCCCGGT GGAGCTTGACCTTTCCCTTT 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12788 Araip.B07 12788 p2 (TA)11 22 47147670 47147691 TGCGTTAGCTTCGTGTGAAC CTAAGCTTTACCTCGCGTCG 181

Ai07B12791 Araip.B07 12791 c (A)21(TAA)14 63 47176310 47176372 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 276

Ai07B12795 Araip.B07 12795 c (TC)7gtcaatctcctcagcagctatggcgatggagggttcagcggctccctctggtgacggcccaggtgttttccgtagcggttttgctccttctctcaaca(TC)10132 47192689 47192820 ATCAGCGCGAGCAAGAAATA AGAGGAAGAGGATGGTGCTG 273

Ai07B12796 Araip.B07 12796 c (TG)7ta(TG)13 42 47192931 47192972 TCTTCTCTTCTGGCTCGCTC CCCTCACCCCTCTCACTAAA 103

Ai07B12797 Araip.B07 12797 p2 (AT)12 24 47213482 47213505 TTGATGTAAATAGCGTAGTGGTGA TCTCATGGCAAGTTGCTGTC 210

Ai07B12798 Araip.B07 12798 p3 (TGG)7 21 47214018 47214038 TCCACCCTCAACCTCAACTC GGTGCTGCTGCATACAAAAA 198

Ai07B12799 Araip.B07 12799 p2 (TA)6 12 47216233 47216244 CTGTTTGAGGGTTAGGGCTG TTGACACGTCATGACCAATG 239

Ai07B12800 Araip.B07 12800 p2 (TC)6 12 47220914 47220925 TGCATCCATTCAGAGAGAGC AACTTTTGGCAAGATAAGGAAAA 270

Ai07B12802 Araip.B07 12802 p2 (TC)6 12 47225759 47225770 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai07B12808 Araip.B07 12808 c (TC)17ttcactctctctgtatgaccgtgttttcctctatttagttctcttcgctt(TC)8g(CT)7115 47252751 47252865 TCCCACGAATTGGGACTATC TGAACGCCATTTTATGGAAC 276

Ai07B12809 Araip.B07 12809 p2 (GA)6 12 47254152 47254163 GAGGAAGGTGACGCTCTTTG ACCCTCTCATTGAATCACGC 238

Ai07B12810 Araip.B07 12810 p3 (TTA)5 15 47260592 47260606 TTCACCACTTACTTTGGGGC TGTGGGAAAGTTGAATTTGGA 237

Ai07B12811 Araip.B07 12811 p3 (GTT)5 15 47270007 47270021 GTTTTGGCTTTGGTTGTGGT AATTCAAGAGGAACATGCCG 259

Ai07B12819 Araip.B07 12819 p2 (AG)6 12 47303936 47303947 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai07B12820 Araip.B07 12820 p2 (AG)6 12 47307144 47307155 AGGTAAGGAAAGGGGAGGGT AAGTGTGGGAATGCTTCCAT 253

Ai07B12827 Araip.B07 12827 p3 (AGA)5 15 47354024 47354038 GCTCTCTTGCTTGCTCCATC CACACATCCCTCCATCTCCT 260

Ai07B12829 Araip.B07 12829 p2 (AG)6 12 47356359 47356370 TTTTGTGAGTGAGGGAGAGATG TTTCTTATCTTTTTCAAAACCACC 252

Ai07B12830 Araip.B07 12830 c (AT)6ttttttgaaaacatttttattttaaga(T)11cgaaaacaaaggagaaatttt(A)1182 47357708 47357789 TTTGGGTATGGCTTTTCAGC TTTGGACAACTGACGGTTCA 243

Ai07B12833 Araip.B07 12833 p2 (AG)7 14 47365248 47365261 AAAAACCTGGGATTGAGAGTCA ATTGCAGAAAATGCTCCCAG 232

Ai07B12835 Araip.B07 12835 p2 (AG)8 16 47384008 47384023 AAGAACCTGGGATTGAGAGTCA AAATGCATCCATTCAGGGAG 147

Ai07B12837 Araip.B07 12837 p2 (CT)7 14 47388070 47388083 ATGCATCCATTCAGGAGAGC AAGAACCTGGGATTGAGAGTCA 142

Ai07B12838 Araip.B07 12838 p4 (AAAT)5 20 47392019 47392038 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 193

Ai07B12842 Araip.B07 12842 p2 (AT)10 20 47401868 47401887 TAAACCGTAACATCGCTCCC GCGCAGAAGTCACGAAGAGT 266

Ai07B12846 Araip.B07 12846 p2 (TA)6 12 47426881 47426892 TTTCTTTCCCATCTCATTTGC TGGAATGCAATGCAACCTAA 189

Ai07B12848 Araip.B07 12848 p2 (CT)7 14 47455155 47455168 CAGAAGCACAACAAGGGTCA GAACCCTGGTAATGGAGGTG 246

Ai07B12849 Araip.B07 12849 p2 (AT)19 38 47457832 47457869 TATGGGAAATTGTGGGAACA GGGGTAATTTTTGTCCCCTT 215

Ai07B12851 Araip.B07 12851 p2 (AG)7 14 47467306 47467319 GCTGGAATAACAATGCCTTCA GGGAGCACGCCAATTTAGT 280

Ai07B12857 Araip.B07 12857 p2 (CT)6 12 47491115 47491126 CGTTAAATGCCAGAAATGGG TGATAGGTGAGGGGTTTTCG 216

Ai07B12862 Araip.B07 12862 p4 (TTAA)5 20 47504123 47504142 ACAGCTCAATGAAAGCAGCA TCCGTTTAAGCGTGACTGAA 135

Ai07B12863 Araip.B07 12863 p4 (AAAT)5 20 47512319 47512338 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 136

Ai07B12867 Araip.B07 12867 p2 (AG)9 18 47533766 47533783 CCTCATCGTGGGTCTTCACT TCGTCGTTCTTCTCCTTCGT 150

Ai07B12869 Araip.B07 12869 p2 (AG)6 12 47549737 47549748 ACGTATCAGAAAACGCTGGG CCAAGAGAGAGGAGAGAGGAGA 191

Ai07B12872 Araip.B07 12872 p2 (AG)10 20 47560817 47560836 TCCAATGATCAATTCAAGTGC AAGCCCTTTTTGTCCCAGAT 268

Ai07B12876 Araip.B07 12876 p4 (AAAT)5 20 47597705 47597724 TTCGAAAATCTTCATCCATTTTT TACTGGCAACTTTGCTGCAC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12878 Araip.B07 12878 c (T)10c(T)10 21 47617907 47617927 GGCTTTACAGCCAGATATGATT CATCTAGGGCTTTCCAGCAA 270

Ai07B12879 Araip.B07 12879 p2 (GA)6 12 47620674 47620685 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 257

Ai07B12882 Araip.B07 12882 p2 (AT)8 16 47629914 47629929 TAGGTTGTAATGGGGCAAGG AAAGAGGACAAAAATGCCCC 245

Ai07B12885 Araip.B07 12885 p2 (AT)6 12 47637231 47637242 CATAACATGTTCAATTAGACATCGAC TTCAATCAAATTAGTCCCTCAAAA 269

Ai07B12887 Araip.B07 12887 p2 (TA)7 14 47653342 47653355 CTCACCCAAACGGATTTTGT GCGAAGATAAACCAGTCCGA 280

Ai07B12889 Araip.B07 12889 p3 (AGA)6 18 47660951 47660968 TTAGAATGTTGCTCGCCCTC CAAAATCTCTTTCCCACCCA 124

Ai07B12890 Araip.B07 12890 p2 (GA)6 12 47661105 47661116 TGGGTGGGAAAGAGATTTTG CTCCCAGAACAAGCACCAAT 272

Ai07B12894 Araip.B07 12894 p2 (CT)6 12 47680371 47680382 TTTCTTACCTTTTTCAAAACTGCC GGGTAAGGATAGGAGCAGTGAA 277

Ai07B12896 Araip.B07 12896 c (GTT)5accatctcaagtgctgtttggt(TTA)26(TTG)7136 47702989 47703124 CCCCAACCCTCTCATTATCA CTATTGCAACCGCCATCTC 269

Ai07B12897 Araip.B07 12897 p2 (CA)6 12 47707500 47707511 GTTTGGGGCAAAAATCTGAA TCGCAAAACTTTGTTGGTTG 265

Ai07B12898 Araip.B07 12898 c (A)10tttcaaaaatatttctaaaattttctcatctgttttcg(A)1361 47710070 47710130 TTTGGACAACTGACGGTTCA TGGGCTGGAGTGATTAGTTGA 276

Ai07B12900 Araip.B07 12900 p2 (CT)7 14 47711450 47711463 TTTTTGTTGGTTTCTTAACTTTTTCA GGATGGGAGAGGGAGAATTT 234

Ai07B12901 Araip.B07 12901 p2 (TA)7 14 47719687 47719700 CTCACCCAAACGGATTTTGT GCGAAGATAAACCAGTCCGA 280

Ai07B12903 Araip.B07 12903 p3 (AGA)6 18 47727739 47727756 TCTGGCCTTAGGTGCCATTA CATTCACAGCCATCCCTTCT 257

Ai07B12904 Araip.B07 12904 p2 (GA)9 18 47727893 47727910 TGGGTGGGAAAGAGATTTTG CCCACAAGATCCCCACATAC 165

Ai07B12906 Araip.B07 12906 p2 (TG)8 16 47746350 47746365 CGCAGTCTCTCTTCTCTGGG AGCCGCCACCCTACTCTAAG 265

Ai07B12911 Araip.B07 12911 p2 (TA)6 12 47772700 47772711 TCCCCCAAATGCAAAATAAA GAATGTCATGCAATGCAATCTAA 278

Ai07B12912 Araip.B07 12912 p2 (TA)6 12 47773263 47773274 CCCATCTCAATTGTAAAGGCA TCCGTTTTGTGCTTTCCTTC 224

Ai07B12913 Araip.B07 12913 p2 (TA)10 20 47780403 47780422 TCACCACACATATGCATTGAA TGAAAACATTGGGAATTGGG 263

Ai07B12916 Araip.B07 12916 p2 (AG)11 22 47785343 47785364 AGCGATTTCTGGACCCTTTT CCTGGAATGGAGTAACAACCA 233

Ai07B12918 Araip.B07 12918 p2 (AT)10 20 47795918 47795937 GCTCCTTCATCCGCTCAATA TCTGCAATACCAGTGTTTGAGTTT 238

Ai07B12922 Araip.B07 12922 p2 (AT)6 12 47820437 47820448 GTCCTTGGAAAGCTCAAACG CCCCTTACACCCGTAGAACA 218

Ai07B12924 Araip.B07 12924 p3 (TAA)5 15 47826152 47826166 GCCCTAGCATTGCTCTTTTT CAGATGCCCGTCATAAAGGT 252

Ai07B12927 Araip.B07 12927 p2 (TC)6 12 47831951 47831962 GGTTGGATGGATTATGGGTG ATGATGAAATGGGAGGCAAA 267

Ai07B12931 Araip.B07 12931 p2 (AC)6 12 47848467 47848478 GGAAGGCAACCCGATAATTT CCCACTCCTGCTCAACTCTC 267

Ai07B12938 Araip.B07 12938 p2 (TA)6 12 47874548 47874559 TTCACTTTGGGGCATTTTGT TGGGAATATTGGTGGGGATA 234

Ai07B12939 Araip.B07 12939 p3 (GAA)5 15 47875750 47875764 TCATATCTGGCTACTGGGGC AGTACAGCGTCTGTTCCGCT 248

Ai07B12940 Araip.B07 12940 p3 (GCG)5 15 47878326 47878340 GAGAGGGGTGGAATGAGTGA CAATCATCAACTGACCACCG 225

Ai07B12945 Araip.B07 12945 p2 (GT)6 12 47914820 47914831 TTTTCCTTTGTGCAATGGTG AAGGAAGCGTGAATTGTTGG 165

Ai07B12949 Araip.B07 12949 p2 (AC)7 14 47930512 47930525 ATGTCCCAAGATTTCCCACA AGCCAAAATTGAGCCTACGA 157

Ai07B12950 Araip.B07 12950 p2 (TA)11 22 47939825 47939846 GAAGGTGGCAATCTCGAAAG ACTCAAATCAATTGGGGTGC 273

Ai07B12953 Araip.B07 12953 p2 (CT)7 14 47972054 47972067 CGTTAAATGCCAAAAATGGG AGTGGAGGTGATTGGTGAGG 219

Ai07B12954 Araip.B07 12954 p2 (AG)6 12 47978476 47978487 TTCGAATTTTGGGTGAGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 269

Ai07B12957 Araip.B07 12957 p2 (TC)6 12 48006537 48006548 ACAAGTTCCAATCCGCTCTG CCCCTAACTTGATGGGGAGT 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B12958 Araip.B07 12958 p2 (GA)6 12 48010896 48010907 TGAGAACACCAAGTAAAAAGGAAA TTCTTCTCCCTCCCTTCCTC 212

Ai07B12960 Araip.B07 12960 c (CT)6aattttcgaaaatcccttccccctttttcaaaatttctttttaattaactaattaatttttgattttaattttc(A)1197 48017159 48017255 CCTCTTATCTTTTCAAAATTTGTTTCA GGTGAGAGAGGGAGAATTTCG 261

Ai07B12961 Araip.B07 12961 p3 (TTC)5 15 48020463 48020477 ACACAACCCTCTCTTCCCCT TATCTCCCATGGCTCAGAGG 238

Ai07B12966 Araip.B07 12966 p2 (CT)6 12 48064552 48064563 TTCTTACCTTCTTCAAAACCACC GGGGTTCAAATTTGGTAAGTGA 275

Ai07B12967 Araip.B07 12967 p3 (TTC)5 15 48068106 48068120 ACTTGGCCGAAACACACTTC CGGTCTTAGGTGCCATCAAT 160

Ai07B12972 Araip.B07 12972 p2 (CT)7 14 48082213 48082226 TTGATTTTCAAATTTGTTTCAACT GAGAGAGGGAGAGGATTTTCG 262

Ai07B12974 Araip.B07 12974 p3 (TCT)7 21 48085334 48085354 TCAACATCTCTCTCCCACCC TGATGGGCTTGTGAGATGAA 279

Ai07B12978 Araip.B07 12978 p5 (AAGAT)5 25 48180765 48180789 AGAGGAACACGACCCACATC GGTACCTGCAAGAGACTCCG 251

Ai07B12983 Araip.B07 12983 p2 (GT)8 16 48220706 48220721 TTTCATCTGCTGCATTGAGG GAGTCCTTTGACTTGCAGGG 271

Ai07B12987 Araip.B07 12987 c (GA)11gnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(GA)14101 48256804 48256904 CGTTCCCGAGCAAAAATAAA ACCCCTCACCATAACCCTTC 230

Ai07B12988 Araip.B07 12988 p2 (AC)6 12 48265547 48265558 GAAAAATGGTGTGTGGGTCC TCCAATTTCACAAATGCCTG 212

Ai07B12989 Araip.B07 12989 p2 (AT)7 14 48280110 48280123 GCTCACGAGGATGAACCATT TGCACACAAGGAAGGCATTA 246

Ai07B12990 Araip.B07 12990 p2 (AT)8 16 48312048 48312063 CTAGCCGTAAAGCAAATGGC CGCTTAGTTCATAAAGCGCC 272

Ai07B12991 Araip.B07 12991 p5 (TAAAA)5 25 48326399 48326423 CCATGATGGAGAAAGGGAGA TCTTTTCCAAAACTTCCTAACCA 252

Ai07B12996 Araip.B07 12996 p5 (TTTTC)7 35 48366213 48366247 TGCATCCTCTTTCGAATTCAC TCAAGTGTGGGGAAATTTGT 274

Ai07B13000 Araip.B07 13000 c (TA)7caagagttcacccgtggt(A)1244 48391483 48391526 TCAACCCAAACACTCACCAA TGCTGTTTGAAAATACAATGGAA 182

Ai07B13001 Araip.B07 13001 p2 (GA)7 14 48394396 48394409 CCTTTCACACACACACCCAG CGTCCTCTCTCTCCATCTCG 213

Ai07B13002 Araip.B07 13002 p2 (CT)6 12 48394593 48394604 CCTCACTTTCGGCTTCTACG GGTTTGGGGAGATTACAGCA 191

Ai07B13003 Araip.B07 13003 p4 (TTTA)5 20 48396862 48396881 TGCAACACAGGTTTGTCCAT TCCAAAAGCCCTTCTCTCAA 242

Ai07B13005 Araip.B07 13005 p2 (AG)6 12 48405345 48405356 GTGGGGTTTATGATGGATGG ACAAGATCCCCACTTACCCC 153

Ai07B13007 Araip.B07 13007 c (AT)10agaaaat(A)1037 48415045 48415081 GAATACTCATTTATGATCATCCCA TGTAGCCTTAGGTCCCTCATTG 266

Ai07B13009 Araip.B07 13009 p4 (TTTA)5 20 48425582 48425601 TGTTCATCCGGAAACACAAA GATCCCATGGAGATTGTTGG 201

Ai07B13012 Araip.B07 13012 p2 (GT)11 22 48441351 48441372 AGAATGGGACACGACGGTAG ACACACTTCCCCCTTTACCC 266

Ai07B13016 Araip.B07 13016 p3 (CTA)5 15 48473369 48473383 AAGCAAAATCCAAAATCAAAGC ACGTGCGTACAGGTCCCTAC 274

Ai07B13018 Araip.B07 13018 p2 (AT)10 20 48475470 48475489 TGCAATTCACATCATCCAATC GCATTGCACTTTCATTTTGG 106

Ai07B13020 Araip.B07 13020 p3 (CTA)5 15 48481514 48481528 AAGCAAAATCCAAAATCAAAGC GCATACGCACAGGTCTCTGA 273

Ai07B13021 Araip.B07 13021 p2 (TA)6 12 48485801 48485812 GCCTCAGCAAATGTGGAGTT GCATTCGAGCAAGTTTGACA 269

Ai07B13025 Araip.B07 13025 p2 (GA)9 18 48500853 48500870 GGGGGAAAGAAGAAAAGAAAA CCACACAGCTTCCCTGATTT 170

Ai07B13029 Araip.B07 13029 p3 (AAT)5 15 48516367 48516381 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 255

Ai07B13037 Araip.B07 13037 p3 (ATC)5 15 48541448 48541462 CATTTTCATCATCATCACACCA TGGTGGTACTAATGGCTGGAG 107

Ai07B13038 Araip.B07 13038 p2 (TG)25 50 48551255 48551304 CCAAAGTTGGGCCAAATAGA TAAAAATGAGGCTGGATGCC 154

Ai07B13039 Araip.B07 13039 p4 (GTTA)6 24 48553675 48553698 CCACCATCCATCATCATTCA GAACGTTCACAACAACGACG 219

Ai07B13040 Araip.B07 13040 p2 (AT)10 20 48556796 48556815 TCGCGAATTTTTGTGCTGTA AAATTCGATCCGATCTGCAC 247

Ai07B13051 Araip.B07 13051 p3 (ATA)5 15 48612021 48612035 TTTGATGAGGCATTAGCAACTC CCGAATTTTTATTCCAACGC 261
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Ai07B13052 Araip.B07 13052 p2 (TA)8 16 48633533 48633548 AACTAGCCGGCCTAAACTCC AAATGCGTAGGCATGGAAAG 156

Ai07B13054 Araip.B07 13054 c* (AT)11(T)10* 31 48639062 48639092 TGCATGCATTCATTGTTTTG ACAGCCAGCCAGACTTCAAC 184

Ai07B13059 Araip.B07 13059 c (T)11g(AAT)7 33 48659295 48659327 CCACGCTTTTGGCTTTTCT GGGGTAGAATGTAACACCGC 241

Ai07B13065 Araip.B07 13065 c (A)10ttaaattaaactagacaaccatgatttgttaagttccaaaactccaaacaaaaatg(A)1379 48675258 48675336 GCACGAGAGAAGGAAGACAAA AATTCGACCTGTCGTGAAGC 198

Ai07B13066 Araip.B07 13066 p3 (AGA)7 21 48679887 48679907 TCGGCAAGGAAGACCTAAGA ACCTCCATCATCGCTACCAC 139

Ai07B13068 Araip.B07 13068 p4 (AAAT)5 20 48696466 48696485 AAACCACTCTTTTCAGTTTTCG CCATGATGGAGAAAGGGAGA 131

Ai07B13069 Araip.B07 13069 p2 (TA)6 12 48707560 48707571 AGCTCAAAAACCATGTTCCA GTAAGGAGGTCGTCTGACCG 263

Ai07B13073 Araip.B07 13073 c (AT)6aaa(AG)16 47 48772060 48772106 GGGGAAGTCGAATTTGGAA GGACATTTTGTCCCCTTTTACTT 229

Ai07B13076 Araip.B07 13076 p2 (TA)7 14 48787148 48787161 TGTAAGCATCGGTCGTTCAA CCTGTGGTCCTATGTTGTGC 247

Ai07B13082 Araip.B07 13082 p6 (CTTTCT)5 30 48795628 48795657 TAGTGTTCCAGGTCCAACCC ATGGAGCCACAACAAAGGAC 161

Ai07B13084 Araip.B07 13084 p2 (TA)6 12 48805236 48805247 AAGGATTTTCTGCTGCATGG GGACACATGGAGCTTAGGGA 212

Ai07B13085 Araip.B07 13085 c (T)10caattaggtgttccttttaattgggtccctgtaccaatttttttttcaattaggtccctcttgacagtaattgacttaattgtatagggattcaatt(A)10117 48806745 48806861 TCCTTTTAATTGGGTCCCTG TTAATTGAGTCCCTGCACCA 164

Ai07B13092 Araip.B07 13092 p2 (TA)7 14 48819822 48819835 TCGATGAGAGCTTCATGTGG AATGCTAACAGGTTGGACCG 237

Ai07B13093 Araip.B07 13093 p2 (TA)9 18 48821918 48821935 TATGAAACGCGAAACGTTCA GATTAGCTGGCCTAAACTCCG 204

Ai07B13098 Araip.B07 13098 c (A)10gaatatat(A)1129 48899762 48899790 TGGAATTTCCCAAGTTCAGC TCCCGAAAGCTTTTCCACTA 188

Ai07B13104 Araip.B07 13104 p2 (TA)12 24 48930136 48930159 GAAGATAACCCGGCCAGAAC GAAGCGAAGAACTCTTGGGA 277

Ai07B13105 Araip.B07 13105 p4 (ATTT)6 24 48931979 48932002 AAAATCGTCCTTTTCCCCTG CAAGCCCTTCCTCCTTCTCT 200

Ai07B13108 Araip.B07 13108 p3 (CAT)5 15 48943197 48943211 AAGGCGAGTCTGAATAGGCA TCTTGTTGGCAGCGTAACTG 280

Ai07B13109 Araip.B07 13109 c* (T)10(TTC)5* 23 48980778 48980800 AGGGATAGCAGCTCATTTGTG AAAGTGGTGGCATTGCATTT 278

Ai07B13110 Araip.B07 13110 c (T)11ctttttttttcgcatc(T)1138 48988062 48988099 ATGCCACAAGCACATGGTTA GCAGTGAAGAACAAAGCTTGC 271

Ai07B13113 Araip.B07 13113 p2 (TC)8 16 48996864 48996879 TAAAGTGTGGGAATGCACCC TGCAACATGGGAGAAATTCA 255

Ai07B13114 Araip.B07 13114 p2 (TC)6 12 49004798 49004809 TAAAGTGTGGGAATGCACCC TGCAACATGGGAGAAATTCA 251

Ai07B13117 Araip.B07 13117 p2 (GT)7 14 49034705 49034718 TCAGATAGATGGTGGTGCGA GAGTCCTTTGACTTGCGAGG 277

Ai07B13118 Araip.B07 13118 p2 (GT)10 20 49045184 49045203 TTGTTAGCCGATTTGAGCCT CCCAAGGTTTCCCACACTTA 164

Ai07B13120 Araip.B07 13120 p2 (CT)7 14 49058863 49058876 CTGAACCACACAGCCATCAC GAGGAAGAAGGAATGGGGAG 273

Ai07B13124 Araip.B07 13124 p2 (GT)9 18 49102042 49102059 TTGTTAGCCGATTTGAGCCT CCCAAGGTTTCCCACACTTA 162

Ai07B13125 Araip.B07 13125 p2 (CT)22 44 49108544 49108587 AGTAGGGAGGTTGGGTGCTC TGCAGGGAAGAGATAGGGAA 179

Ai07B13126 Araip.B07 13126 p5 (TTATC)6 30 49131900 49131929 TTGGAATGATTACGCTGCTG CAGCCCAAGCCTACAGAGAG 273

Ai07B13127 Araip.B07 13127 p2 (AC)10 20 49155569 49155588 CAGCATCTGCATTTTGCATT GACGCGTATGCATCATTGAC 198

Ai07B13128 Araip.B07 13128 p2 (TA)7 14 49158721 49158734 CCCTTTTAGCATATGAGAATTTGGT GGGTTGTGTGTTCTTTGGCT 263

Ai07B13131 Araip.B07 13131 c (TC)10tt(TC)11 44 49187766 49187809 CAAACAGCTCGTCAATCGAA CAAATTGGGTCCAAGCCTAA 220

Ai07B13139 Araip.B07 13139 p2 (AG)6 12 49270268 49270279 GAAGGGTGTTATGGGGAGGT GCCATAAAGGGGAGAAAAGC 272

Ai07B13140 Araip.B07 13140 p3 (TGA)5 15 49279802 49279816 GGGCAGTGTAAATGCTGCTT GACTCAGGCTGACCGACTTC 229

Ai07B13143 Araip.B07 13143 p2 (TA)8 16 49297407 49297422 AAGCATTGAACCCTCACTGG ATGGGTCAGCTCACTTAGCC 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13153 Araip.B07 13153 c (TCA)7(TCT)24 93 49346366 49346458 TCGTTTGTTTTACACGCACC AAACACGAAAGGGGAGAACA 240

Ai07B13155 Araip.B07 13155 p2 (AT)6 12 49383040 49383051 ATGGGTTTATCAACCTCCCC TCTTTCCCATCTCATTTGCAG 268

Ai07B13157 Araip.B07 13157 p2 (AC)8 16 49414672 49414687 CCAATGTCTCAAGTTTTCCCA GCCTCACCTTTTATCTCCCA 183

Ai07B13161 Araip.B07 13161 p2 (CT)7 14 49499687 49499700 GGAACGTTGAACCTGAGAAGA TTGGGCTATTTTCAACCCAG 244

Ai07B13164 Araip.B07 13164 p4 (TTTA)5 20 49522258 49522277 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 250

Ai07B13167 Araip.B07 13167 p2 (CT)7 14 49559078 49559091 TTTTCAATTTGCTTTTATCTCTTTTC TTCAGGTTCAGGATTAGCTTCA 280

Ai07B13169 Araip.B07 13169 p2 (TA)13 26 49569619 49569644 CCCATGATTCCCAATTTTTC TCATATGCATTGATGCCCTT 200

Ai07B13171 Araip.B07 13171 c (GC)6acagcgtgcttgcgcgccgatgcccgc(T)1049 49571199 49571247 TGAAAACAAGCAAATGCAGC GGAGAGTGCCCTGTTTTTGA 144

Ai07B13175 Araip.B07 13175 p3 (AAC)5 15 49611048 49611062 CAACCAGGGGTGGAGAAATA GGCCTGTTGTTGGTTGTTCT 205

Ai07B13177 Araip.B07 13177 p2 (GT)6 12 49629926 49629937 ATGTGATGCAAAAGTGGGAA TTTCAAGGTTGTAATGGGGC 165

Ai07B13182 Araip.B07 13182 p2 (AT)6 12 49660180 49660191 TGTAGCAACTCATTGGCCTCT CAATCAGTGACAGACCCAGAAA 159

Ai07B13183 Araip.B07 13183 p4 (AAAT)5 20 49674554 49674573 TGCTTTCGTGCTCTTTCATTT TTACGTCGAAAATTCAGGGC 217

Ai07B13187 Araip.B07 13187 p2 (CT)20 40 49684621 49684660 CCTCCAACGCCTGAGAGTAG GCAACGACGAATCTGTGAAA 219

Ai07B13188 Araip.B07 13188 p2 (TA)6 12 49688397 49688408 TTGGGATGTCAATGCCCTAT TCATCTTTGAGTGCACCGAG 234

Ai07B13191 Araip.B07 13191 c (TA)7(TG)19 52 49712917 49712968 AGGTTGATGCATGAGTATGGAA AATGGGGCTAAGGTAAGGGT 209

Ai07B13192 Araip.B07 13192 p4 (TAAA)7 28 49719421 49719448 TCCCTAACCACTTTCTCTCTCC GGTTAGCGTATGACCCCAGA 206

Ai07B13193 Araip.B07 13193 p3 (GAA)5 15 49734746 49734760 GCCCTCGAGCAAGAGTAGAA CCCATCACCTCTTCACCACT 277

Ai07B13194 Araip.B07 13194 p2 (AG)6 12 49737407 49737418 TGAGCTTCTCCAGGCATTTT TCACCAAAAATCCGAACTCC 245

Ai07B13197 Araip.B07 13197 p2 (AT)6 12 49757223 49757234 AAAACCCGCATTTGAATAAGA CCACAATGGTGAAGCACAAA 226

Ai07B13198 Araip.B07 13198 c (TC)10(TA)8 36 49761488 49761523 GCATGAGGGATATTGCCACT TGAACTCTGCCACATGAATTT 203

Ai07B13199 Araip.B07 13199 p2 (TA)10 20 49763899 49763918 GCGTCGCTTTTCTTATCTCG AGTGGGAGAAAAGGCCAAAA 276

Ai07B13204 Araip.B07 13204 p2 (GC)6 12 49793892 49793903 AAATGCTTTGCCTTGAATGG CATGAGTCTCGGGTTTTTGG 204

Ai07B13205 Araip.B07 13205 p3 (TCT)5 15 49794453 49794467 ACTTATGCCAACCTTGTGCC CACCTGAAGTGGTGGTGATG 258

Ai07B13207 Araip.B07 13207 p5 (TTTTA)5 25 49803701 49803725 TACGTGCCTAGTTTGGGACC GCTGATGCGGATGTTATGAA 270

Ai07B13211 Araip.B07 13211 p2 (TA)7 14 49813200 49813213 CCACGTTGGCTTTTCTTGAT TCGATCGCTAAAATCAGTCG 278

Ai07B13212 Araip.B07 13212 p2 (TA)15 30 49816036 49816065 TATCTTTTTGTGCCAACGCA CGCCATAAAGCGAAGGATAA 171

Ai07B13215 Araip.B07 13215 c (T)10cgtattaaaatcgtcatttttatttttttggacaaaaatatcctcaccactaccaacacaattacatcctcct(CCA)598 49832316 49832413 GGTTTTCAGCCAGAATCGAA AATAAAAGGCGTTGGTGGTG 229

Ai07B13216 Araip.B07 13216 p2 (AG)6 12 49835799 49835810 TGTCCATCTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 278

Ai07B13217 Araip.B07 13217 p3 (ATA)5 15 49858563 49858577 GCATTAGCAACTCTAAGCTCATCA CACTAACGCACGCAAGTTTT 244

Ai07B13221 Araip.B07 13221 p2 (TA)7 14 49868267 49868280 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 219

Ai07B13222 Araip.B07 13222 c (CG)6ccatgcgtgctcacgcgcggatgcggcggggacaatcg(GC)662 49870030 49870091 AAATAGGGTGCAAATCCGTG GTTGTGCCCACTTTATGCCT 232

Ai07B13224 Araip.B07 13224 p2 (CT)6 12 49873524 49873535 TCATCAACATAAGAGAAGGCAAA TGCTATTGAACCCAAGGATTG 273

Ai07B13225 Araip.B07 13225 p2 (GT)10 20 49889106 49889125 TAGCCGGTGTCATCCTCTCT TCTCCTTTTCGTACCCATTCA 173

Ai07B13227 Araip.B07 13227 p2 (TA)10 20 49895955 49895974 GGATTCTTTAATTGGGGCGT TCACATCATCCAATCACAACTTC 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13229 Araip.B07 13229 p2 (CT)6 12 49901511 49901522 TCGACGGTAAAATTGGGGTA TGTGACGATGATAAGAGGCG 250

Ai07B13232 Araip.B07 13232 p2 (GA)8 16 49910984 49910999 GAAGGAGAGAGGGTTCGAATTAT AAAACCACCTAACTACTTTCCTCTC 277

Ai07B13236 Araip.B07 13236 p3 (TTC)5 15 49961431 49961445 AATTCGTTAACCCTCAGCCA GGTGGAGGGAAGAAGAGGAG 211

Ai07B13237 Araip.B07 13237 p2 (CT)6 12 49973889 49973900 ATGCATCCATTCGGAGAGAG GGGACAATCATAAAAGCAAGAAA 131

Ai07B13238 Araip.B07 13238 p4 (AAAG)8 32 49981935 49981966 TTGAAAGCAACACCGATGAA CTGGCCAAGGCAGAAGTAAT 195

Ai07B13244 Araip.B07 13244 c (A)13gaaaaagaaaaaaaaaga(AAAG)759 50027779 50027837 GGAAGAGGTTCATGTGGCAT GAGGCAACCCCTCAATCATA 186

Ai07B13248 Araip.B07 13248 p2 (AG)11 22 50046642 50046663 TATCCCCGTCTTTGACCTTG AACCATGACCTTCGATGAGG 175

Ai07B13249 Araip.B07 13249 p3 (TTA)6 18 50047657 50047674 CCTTTGCTAGCTTCAACTGC ACCGCACTAGATCCCATCAC 224

Ai07B13250 Araip.B07 13250 p2 (CA)9 18 50074642 50074659 ATGGCGCTAAGGTAAGGTGA GGGGACAAAATTATCCCAATG 242

Ai07B13252 Araip.B07 13252 p2 (TA)7 14 50099575 50099588 ACACACCTAGCGAGGGTTCA GCAACTATCTATATGCGTGCAA 262

Ai07B13253 Araip.B07 13253 c (T)10gttttagactttagggccttagaggcttacatgagagataggttgtataaactgttttattctcaaagactctgtatttttctggt(TA)6108 50109667 50109774 CATGGTGGCAGAGCAGAGTA CGCATTCGGTACGAAAGGAT 279

Ai07B13256 Araip.B07 13256 p2 (CT)6 12 50119138 50119149 TAACGCCAGAAATAGGCACC ATAGGTGAGGGGTTTTTGGG 272

Ai07B13261 Araip.B07 13261 p3 (TCC)5 15 50190097 50190111 GGACCACTATCACCGTCGTT CAGCGACAGCAACGTTAAAA 111

Ai07B13262 Araip.B07 13262 p5 (TTATC)6 30 50203781 50203810 CCTGGGTGCTCCAGTGTATT AGGCAGTCCAAGCCTACAGA 150

Ai07B13264 Araip.B07 13264 p3 (CAT)5 15 50219808 50219822 TCATGATAGCAATTAAGACAGTGTG TCAAAATTCTTTTCTTTTCACTAATCT 277

Ai07B13266 Araip.B07 13266 p3 (AGA)5 15 50233823 50233837 TTACCTGAGCTTGAGCAGGG TCGAAGTCACAATGGTGGTG 180

Ai07B13267 Araip.B07 13267 p3 (ATT)6 18 50242248 50242265 TCCCCACTTTCACATTCCAT GAAAAATTGTGGAAACATGGGT 273

Ai07B13268 Araip.B07 13268 c (T)10cttttcttttccatattgtttttttttctc(T)1050 50252511 50252560 ACTTTGGGGCATTTTATCCC AAACCTTATGCATTGACGCC 171

Ai07B13269 Araip.B07 13269 p2 (GC)7 14 50255245 50255258 AGGGGTAAGTGTGCCCTTCT AGAGTTATGCCACCCCTGTG 170

Ai07B13270 Araip.B07 13270 p2 (GC)6 12 50255362 50255373 CACAGGGGTGGCATAACTCT CTAAGCCACCAGCCTAGCAC 275

Ai07B13273 Araip.B07 13273 p2 (CT)6 12 50306087 50306098 TTGATTCTTATCTTTTTCAAAATTACC TGAGAGAGGAAAGAATTCGAAAAT 221

Ai07B13275 Araip.B07 13275 p2 (TA)8 16 50332793 50332808 GCAACCACACATTAAAAGCTCA GCCAAACTTCAGGGACAAAA 211

Ai07B13276 Araip.B07 13276 p2 (TA)9 18 50333171 50333188 TGAAACTTTTGTTTCAGGGACA TCGATCTCGAAAAGAAAGGAA 263

Ai07B13277 Araip.B07 13277 p2 (TA)6 12 50336409 50336420 TCAAAAACCATATTCCAAACCA TGAGCTTAGTTTACCCCTTTGC 258

Ai07B13282 Araip.B07 13282 p4 (TTAT)5 20 50382870 50382889 CCACATATTCATGCATCCCA TGCCTTGAGAAAAGCAAAAGA 182

Ai07B13284 Araip.B07 13284 p3 (ATG)14 42 50399774 50399815 CCAATGATTTTATTAATGGCAGG GTAACCGGGGCAACTTCATA 111

Ai07B13287 Araip.B07 13287 p3 (TAA)7 21 50409568 50409588 TAGAAAAGCGGCTGAACAGG GGAAGCAAATATAAATTGCTACGTT 259

Ai07B13290 Araip.B07 13290 p3 (ATA)8 24 50434787 50434810 TTTTGGCATATATTACTCATAACTTCG ACTTCGGACCAGCACAAGTC 263

Ai07B13291 Araip.B07 13291 p2 (TA)8 16 50435688 50435703 ATCAAAATGTCACGCTTCCG ATTCCCTCGCCTTTATCTGT 252

Ai07B13292 Araip.B07 13292 p2 (CT)14 28 50438651 50438678 AGCCACAATTCCAAATCGAC CAGAGAGCTGCAGTAGGGAGA 207

Ai07B13295 Araip.B07 13295 p2 (GC)6 12 50463877 50463888 AAAAGAGAGGAAAAGGGGGC TTCATATTGCACAACCGACG 225

Ai07B13297 Araip.B07 13297 p2 (TA)8 16 50490197 50490212 AAATCGAAAAGCGCAACACT GCGGAGATCTTTGTCTTTGG 266

Ai07B13298 Araip.B07 13298 p4 (CATT)5 20 50491231 50491250 TGATATATGCATCTCCGGCA GGGAGGAATGGTAACTTGGG 162

Ai07B13299 Araip.B07 13299 p2 (AG)10 20 50493188 50493207 GTTGCCATTGAGAGAGAGGG TATCGTCGGATTTAGGGTCG 215
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Ai07B13300 Araip.B07 13300 c (A)10ttttgatagcctttagta(T)1038 50494479 50494516 TGGCAGTTTTGGTGAGTGAC ACCACCATAGCATGACCCTT 245

Ai07B13302 Araip.B07 13302 p5 (AAGAT)6 30 50496388 50496417 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 184

Ai07B13311 Araip.B07 13311 p5 (AAGAT)5 25 50522082 50522106 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai07B13313 Araip.B07 13313 p2 (AT)8 16 50527019 50527034 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 278

Ai07B13314 Araip.B07 13314 p2 (AG)6 12 50532595 50532606 TCCAACTCAAGTGAGACCCA ATTGGACTGCCCTTTTCCTT 193

Ai07B13315 Araip.B07 13315 p2 (GA)10 20 50538880 50538899 AAGTTGCAACATGGGGAAGA AAAGTTGTGGCTGCAGTTTG 159

Ai07B13317 Araip.B07 13317 p5 (TTATC)6 30 50550868 50550897 CTGGGTGCTCCATCGTATTT TCCCAAAGAGCTCGGATAAA 227

Ai07B13324 Araip.B07 13324 p2 (CT)8 16 50719581 50719596 TCACCTTTTCCAAAAATTTGATT TTGAAAAAGAGGGAGATATTTTCG 177

Ai07B13325 Araip.B07 13325 p2 (CT)6 12 50719826 50719837 TCGAAATTTCCCCTCTCTCA CCTTCAGGTTCTGGATCAGC 257

Ai07B13330 Araip.B07 13330 p3 (TTA)27 81 50752039 50752119 ATTTTCACGCCCAACTTTTG GCACTTTGCATTTGCTTGTT 230

Ai07B13331 Araip.B07 13331 p3 (AGA)6 18 50756145 50756162 TTTATCACCCCCAAGACAGC CAATTGGGACAGAATCTGGAA 186

Ai07B13332 Araip.B07 13332 c (AT)8aaatatagctctgggttgcatcaagcaacta(AT)659 50758614 50758672 ACAGAAGCTCTGGGTTGCAT CAGAGAAAAGAGAAACCAGAACA 198

Ai07B13333 Araip.B07 13333 p2 (TG)6 12 50761393 50761404 GCAGCAGCTCTTCCTTCTCT TCCCTTTCCTCAGCTTTTGA 133

Ai07B13338 Araip.B07 13338 p3 (AAT)5 15 50811054 50811068 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai07B13340 Araip.B07 13340 c (T)12gggtctttcactcagcttgcctataggttcagcaaaccg(T)1061 50837642 50837702 TGCTTCACATGTAGTGGAGTTTTT CGATCACATATGCGAACTCAA 177

Ai07B13343 Araip.B07 13343 c (AC)24(AT)6 60 50841484 50841543 CAACCCACATTTCAAACCCT TTGATGGGAGTTGATGAATGA 244

Ai07B13344 Araip.B07 13344 c (TA)7(T)10 24 50850876 50850899 TACTTTGGGGCATTTTGTCC GTGGGTTTGGAAACATTTGG 231

Ai07B13347 Araip.B07 13347 p2 (TC)6 12 50874926 50874937 TCTGGACTTGTCCCGGATAG TGCGGAGTTGTGACAAAGAG 274

Ai07B13348 Araip.B07 13348 p2 (CT)7 14 50887722 50887735 ACGCCAGTAAGGGTAGCAGA ATAGGTGAGGGGTTTTTGGG 272

Ai07B13349 Araip.B07 13349 p2 (AG)6 12 50894306 50894317 CTCCAGCCAAGCTCTCAATC CCCAACAGCAGCTAGACACA 141

Ai07B13350 Araip.B07 13350 c (AAT)5atatatagggaataaaacttaaaaat(TTTTA)566 50898834 50898899 GCGAACTTGCACTATCCACA GAAGGAAATATTGGCCATTTGA 207

Ai07B13352 Araip.B07 13352 c (TA)7(TG)13 40 50905889 50905928 TCAATCTCATTGTGGCCATT CAGCCTTAGCTTCGCAGATT 237

Ai07B13353 Araip.B07 13353 p2 (AT)9 18 50924023 50924040 CTCCTTTTGGTGCCATTGAT CACGTCCATAATGGGAGCTT 256

Ai07B13356 Araip.B07 13356 c (TAT)8(TAG)8 48 50938901 50938948 TGAAAGCTTCCATGTCTGTGA GGCCAACATCACCGATTTTA 272

Ai07B13357 Araip.B07 13357 p3 (ATT)7 21 50939902 50939922 TCTTTAGGCCGTTTTCATCG CCCACATTTAATTCGGCAGT 153

Ai07B13359 Araip.B07 13359 c (AC)8atattctttcgtgggaacatcaatttcgc(T)1156 50956377 50956432 TGTTCCCTTGCTTGAAGGAT AAAATGCTGATAATTTGCCG 178

Ai07B13370 Araip.B07 13370 p2 (GT)7 14 51035421 51035434 CATAAATGGTGCGACAATCG CCCTTGGCCCAACTAAACTA 188

Ai07B13371 Araip.B07 13371 c (TA)6ttttttttctctttgtttttttctttctttttctatttttc(T)10ccagattgttcttctttttcttttgttcttttgtttttctcaa(T)10116 51047862 51047977 TGATTCCTCTTGAGCTTCGC TTGGAATATTGGGAATTGGG 236

Ai07B13373 Araip.B07 13373 p3 (GAA)5 15 51060990 51061004 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 185

Ai07B13374 Araip.B07 13374 p2 (AG)7 14 51062672 51062685 TTGAAAAAGGTTGGTAGTTTTTGA CTTTTTGTTTGTTTCTTATCTTTTTCA 159

Ai07B13376 Araip.B07 13376 p2 (AT)6 12 51071658 51071669 GAGACACGAGTTTCCTTCGG ACCCGACATGTTCTGGTAGC 147

Ai07B13382 Araip.B07 13382 p2 (CG)6 12 51087464 51087475 TGCCTCTGGCACAAACCTAT TGGTGTTTGGAAGTGTTGGA 196

Ai07B13384 Araip.B07 13384 p2 (CG)6 12 51090024 51090035 TCCAGAGAGTTGTGCCTGTG TGGTGTTTGGAAGTGTTGGA 230

Ai07B13390 Araip.B07 13390 p2 (GT)6 12 51152998 51153009 AGCCTTGAAGCGAAAAACAA AACACATGAGCATGTACCCAA 167
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Ai07B13391 Araip.B07 13391 c (A)11gaaaatgaatgataaaaaaagaa(AT)952 51153157 51153208 TTGGGTACATGCTCATGTGTT GGGGCATTTTGTCTCCTTTT 211

Ai07B13393 Araip.B07 13393 p2 (AT)7 14 51158194 51158207 TTCATGATGTCTGTTGAACTTGG AGCGCATGTTCTTTGTGATG 240

Ai07B13394 Araip.B07 13394 p3 (ATA)7 21 51158449 51158469 CATGCGCTCTTGCTATTTGA AGTGTGATGAGTGGCAGCAG 263

Ai07B13397 Araip.B07 13397 p2 (AT)6 12 51163897 51163908 CCGTATTAATGTTGGTTTCGG CGGCACTTCATTATTGGATTT 237

Ai07B13399 Araip.B07 13399 p3 (AGA)6 18 51173302 51173319 TCCCATGACTCAGATGTGGA CTCTACACTCCTCTTGGCCG 230

Ai07B13400 Araip.B07 13400 p2 (AG)7 14 51181577 51181590 GCGACCTATACGGACCAAAA AAACCTGGAATGCAGAAGAAG 254

Ai07B13401 Araip.B07 13401 p2 (GA)6 12 51184143 51184154 AGGGGACAAGCAGAGACTCA AATGGAAACTTCAACGGAGG 179

Ai07B13403 Araip.B07 13403 p4 (AAAT)11 44 51202050 51202093 GTGTGGGAAATTGTGGGAAC GCATTAGGGTAATTTTGTCCCTT 243

Ai07B13404 Araip.B07 13404 p2 (AT)6 12 51208565 51208576 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 208

Ai07B13406 Araip.B07 13406 p3 (AAT)5 15 51227406 51227420 TTGATGGAGCTTTAGCAACTCT CGACTTTGAACCCCGAAGTA 197

Ai07B13407 Araip.B07 13407 p2 (AT)8 16 51231481 51231496 AGGTTTGCGAGGACAGCTAA GGGCCCAGAGTGTTAATTTG 159

Ai07B13408 Araip.B07 13408 p3 (TAA)12 36 51246012 51246047 CCTTCTTTTCTTTCTTCTTTCGG TCTCAAGTCCGATTTTTACCG 206

Ai07B13409 Araip.B07 13409 p3 (AAT)6 18 51246187 51246204 TTTGATGGAGCTTTAGCAACTC CTTCGAACCCCGAAGTAAAA 195

Ai07B13412 Araip.B07 13412 p2 (CT)8 16 51267449 51267464 TTCTACCCCCTATCCCAACC CTTGTGTTAGCCACTGCGAG 194

Ai07B13414 Araip.B07 13414 c (GGT)5ggctgacgcagcggttgaggggcggttggtggtgcggccggtggtggcggttgtgggtggcgaggggtagagaggggggttgcag(AGA)5115 51283960 51284074 GCATTTGGCGGAACCTAGTA TAGTGACGCGAAACCCTACC 217

Ai07B13415 Araip.B07 13415 p3 (AAC)5 15 51309514 51309528 GGGGAAAGAAACGGACAAAT TGGCATCGTTTGATTCATGT 271

Ai07B13420 Araip.B07 13420 p3 (TCT)5 15 51359696 51359710 GAATGTTAGGAGCGACGAGC CCCAAACAAATTTCACTCCAA 172

Ai07B13423 Araip.B07 13423 p2 (AG)8 16 51373733 51373748 GAGGTTTTTGGGGAGGATGT ACCATTCAGGGCATTTAACG 280

Ai07B13424 Araip.B07 13424 c (T)12atttttttgccacttttttctc(T)1044 51387689 51387732 TTGGCTTTTTCTGCTTGCTT TTTGATGTGGTGGCAATACC 276

Ai07B13425 Araip.B07 13425 p2 (GA)8 16 51392784 51392799 AGAGAGGGAGAGAGGGTTCG TCCAATTTTCAAAAACTGCTCA 255

Ai07B13427 Araip.B07 13427 p2 (AT)10 20 51397638 51397657 GGCATTTTTGGGTGACAAAT ACTCAAATCAATTGGGGTGC 183

Ai07B13428 Araip.B07 13428 p2 (AT)8 16 51403765 51403780 GCTTTATTTTGCATTTGGGG GGAAGCATGCTCATGTGAAA 127

Ai07B13429 Araip.B07 13429 c (AT)6agaaaacaaaaaaaaatagaaaaag(A)1047 51409141 51409187 TGTGGGAAAACTTGGGACAT CACTGTGGGGCATTTTATCC 255

Ai07B13430 Araip.B07 13430 p2 (AT)7 14 51417092 51417105 CAAAAATCATGGGAATTGGG GGACATTTTGTCCCCTTTTT 193

Ai07B13433 Araip.B07 13433 p2 (AT)8 16 51471348 51471363 TCATCAAACACATGGTAGGCA TTGGATTTTAGCAATTTCCGTT 269

Ai07B13434 Araip.B07 13434 c (ATA)5taagcaataataagcactgcctcatcc(A)1355 51472476 51472530 TCCAAGACAATGATAGGCAGC GCAAAATGTAAGCAATGCCA 149

Ai07B13436 Araip.B07 13436 p2 (AT)18 36 51473620 51473655 GCGTCCAATGCCTCATATTT CGTTAAGGGAAAGCAAACCA 239

Ai07B13438 Araip.B07 13438 p2 (CT)7 14 51487905 51487918 GAAACACCAAGGGTCAAGGA GCAGGTTGAGCTTATCGAGG 276

Ai07B13439 Araip.B07 13439 p2 (TA)8 16 51488614 51488629 TCGGACTCAAGAGTTGGACA TTCACATTCTGTTCGTTCGC 245

Ai07B13440 Araip.B07 13440 p2 (AT)8 16 51491791 51491806 TGAAAGTGAGGGAGCCCATA TCAAACTTTCAGGACAAAACCC 249

Ai07B13441 Araip.B07 13441 p2 (GT)18 36 51493335 51493370 TTGCTTTAGTGTTGAGAGGGG TTTTAGCACCCCATAATCGC 270

Ai07B13442 Araip.B07 13442 c (AAG)5atatggaggagatggagggatgtgtgtatggatgtaagtggtgaatggaaaacaaaagggatgaccatgaatg(GA)7102 51503158 51503259 TCGGGCAAAAGAAGAAAGAA AATGGGTGCAGGGATGTAAA 230

Ai07B13443 Araip.B07 13443 p3 (GAA)5 15 51517511 51517525 AGTGGTTTTGATGGGCTTTG AAACACTCCCCACTCTCCCT 246

Ai07B13444 Araip.B07 13444 p2 (AT)10 20 51519362 51519381 CCAAATTTTCGAATTTGATGAGA TCTTGCATGCATCACATGTTT 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13446 Araip.B07 13446 c (T)11aatttttgccactcttttttttatgtatttc(T)1153 51529596 51529648 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 253

Ai07B13452 Araip.B07 13452 p2 (TA)6 12 51562180 51562191 CAATGAACTTTTTGGCATAGAAAA GGCTGCTCAAGAGTTTGCTT 280

Ai07B13454 Araip.B07 13454 p3 (ACA)17 51 51585384 51585434 ACAGCCATTAGATTCAACAATTC TGAATTTGGTGGTTGTTGTTG 266

Ai07B13455 Araip.B07 13455 c (T)11acattttgaattttatttaaaatgaaaaaatgttcacaatttttacgatcatcataaaattaagaagagttggtgagagcggatgactatattacatg(CT)9127 51586850 51586976 CATCAAGCAATATTAGCATACACG CAAACACCATGTAATGGAGCA 261

Ai07B13456 Araip.B07 13456 p2 (TA)10 20 51590493 51590512 CATGTGCATTTTGGGACTTG CGTGGAGCCTTGATGAAAAT 247

Ai07B13457 Araip.B07 13457 p3 (GAG)5 15 51597032 51597046 TTAACCCTAAGGAGGACCAGC TGAGTCGCCGTTCTACTCCT 101

Ai07B13458 Araip.B07 13458 c (AT)15aattaaaaatttggtaaaactatagggatcaactgagtaattaaacctttataatatatatacatatg(TA)13124 51602585 51602708 TCTTTGATTTGCAGAGAAATATTCA TCAGTTGATCCCTATAGTTTTACCAA 276

Ai07B13462 Araip.B07 13462 p3 (TTG)8 24 51612696 51612719 CGTTTGATTCATGTAGCCGA ATTAGCCAAGCAAGCACCAC 227

Ai07B13464 Araip.B07 13464 c (T)10cttttccctccttatttctttcttcccttttcttccttcttccttctttctcactctcta(CT)682 51615190 51615271 TAGCACAAAACGAGTCACGC AAAAACCTTGGTAATGGTGGTG 263

Ai07B13466 Araip.B07 13466 p3 (ATC)63 189 51630231 51630419 TGGGGTGATTTTATTCCCCT TGCATTGGTTTACTATGCTTTCA 255

Ai07B13467 Araip.B07 13467 p3 (TGG)5 15 51631715 51631729 GCTCACTCCGCTCCATAAAG AGGTCCTTCTTCTTCCTCCG 151

Ai07B13472 Araip.B07 13472 p2 (TC)6 12 51650334 51650345 CATTAAGGAAGTTCCGCGAC TGCTTGTCCTCAAGCAAAGA 186

Ai07B13473 Araip.B07 13473 p2 (TA)6 12 51655571 51655582 CCGCATCAAGTTTTTGTTCA ATTAGCATAACCCCTTCCCC 207

Ai07B13478 Araip.B07 13478 p2 (AT)10 20 51700779 51700798 TGGTTTATCAACCTCCCCAC CCCTGCTTTCATGAGCTGTC 266

Ai07B13480 Araip.B07 13480 p2 (TC)10 20 51717317 51717336 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 196

Ai07B13481 Araip.B07 13481 p2 (TA)11 22 51732219 51732240 TGACTTTTGGCTCTTGCCTT GGTGGCATTGCTTTTGTTTT 273

Ai07B13484 Araip.B07 13484 p3 (AAT)5 15 51750325 51750339 CAGTTGGACGATGACGTGAC CACAAATTTTGCTTCAATTCCA 204

Ai07B13485 Araip.B07 13485 p3 (CCA)5 15 51751067 51751081 CTCGCTACTGTTCTCCCTGG TAGAGTGGGATCGGAAGGTG 275

Ai07B13488 Araip.B07 13488 p2 (TC)7 14 51757631 51757644 TTTTCTCTCCCCCTCCTCTT GGCTGGAGAGAGAGAAATGG 123

Ai07B13489 Araip.B07 13489 p2 (TC)8 16 51757748 51757763 CCATTTCTCTCTCTCCAGCC GAGAGAAAGAGGGAAGGGGA 128

Ai07B13490 Araip.B07 13490 c (AG)7gggaagaaaaggg(GA)8ggaaggaaaggg(GA)6agggaaaagagaggagaaatgagagagagacaggagaggagaggagagagagataggaggg(GA)6140 51758285 51758424 AAGAAAAGGAAAGAGAGAGGAGC ACCTTATTTCTCCCCCTCCC 269

Ai07B13493 Araip.B07 13493 p2 (AG)6 12 51775658 51775669 ATTTCTGGACCCTTTTTCGG GCCAAATTGGTAACATAAGTCAGA 278

Ai07B13496 Araip.B07 13496 p2 (TA)7 14 51818537 51818550 GGGCATTTTGTCCCCTTTAT CAACAATGCTTCGTTCTCGT 165

Ai07B13497 Araip.B07 13497 p3 (CTC)5 15 51834456 51834470 AAGCAAGAAAAGGCAAACGA TGAAGGGCAAGTCTTTTGGT 139

Ai07B13498 Araip.B07 13498 p2 (AG)19 38 51842323 51842360 TGAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAGTACAGA 240

Ai07B13499 Araip.B07 13499 p3 (TGG)5 15 51844510 51844524 GCGACCTTCCCACACTTAAA CTCCTCCATAGCAGCCAGAC 140

Ai07B13501 Araip.B07 13501 c (T)11ccaaaatatacacatcaagtttttggcgccgttgccgggaattgatttagatcaacaatgattaagtgggtgagaagtctagatcaagcattttctttg(T)10120 51861471 51861590 ATACTTGCCGGTGAGATTCG TGAGGCAAAAACTCAAACACC 196

Ai07B13504 Araip.B07 13504 c (T)10ctttttctc(T)1029 51902775 51902803 TACTTTGGGGCATTTTGTCC TTTGGTTTGGGAATTGGGTA 190

Ai07B13505 Araip.B07 13505 p2 (TA)7 14 51909697 51909710 CACACCACTCCGACTAACCA GCCTTGCCTTACCATCACAT 211

Ai07B13506 Araip.B07 13506 p2 (TA)27 54 51911864 51911917 AGTCGCAGGTCAAAGGAAAA AAAATGAGACATTAGTGATTCGGA 274

Ai07B13507 Araip.B07 13507 p3 (AAT)7 21 51912096 51912116 TCCGAATCACTAATGTCTCATTTT GGCTCTAGTGCAAGTGGGAG 255

Ai07B13508 Araip.B07 13508 p2 (TA)6 12 51918733 51918744 AGTCGCAGGTCAAAGGAAAA AATGGGACATTGGTGATTCG 230

Ai07B13509 Araip.B07 13509 p3 (AAT)8 24 51918923 51918946 CGAATCACCAATGTCCCAT TTGAAGGATGTTTGTGTTGGA 254

Ai07B13511 Araip.B07 13511 p2 (TA)11 22 51920352 51920373 GAAAGACATGAGTCCAACATTTTT CCTCGCTTGTTTCTTCACTG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13516 Araip.B07 13516 p3 (CTT)6 18 51951179 51951196 TAGTTTAGCCGCTTAGGCCA TGAAGCAAGAAAAAGCAGCA 168

Ai07B13517 Araip.B07 13517 p2 (AT)8 16 51958910 51958925 CGGTCACGAGTAATCCCAAT TGCTTGATGCAACCCAGAG 277

Ai07B13524 Araip.B07 13524 p3 (CAC)5 15 52034711 52034725 TGCAGAGACACATGAGGAGG TAAGATCAAGCATCGTCCCC 169

Ai07B13525 Araip.B07 13525 p2 (AT)6 12 52040505 52040516 AAATTGTTCTTGGTCGTAGGATT TCGCAGGTCAAAGGAAACTC 254

Ai07B13527 Araip.B07 13527 p2 (AT)6 12 52044586 52044597 TGACCACAATCCAATCAATCA CCTTCCATCTTTCCAGCTCTT 280

Ai07B13535 Araip.B07 13535 p4 (AAAT)6 24 52077825 52077848 CATGTTTGTTATGAATATGAATGGC CTGTCGAAGAAAATCGGGAG 252

Ai07B13540 Araip.B07 13540 p3 (TTA)6 18 52086234 52086251 TCTTCATGCATAATTTCAATTGTTAAA ACGGTCGGGTGAAGAGAATA 279

Ai07B13546 Araip.B07 13546 p3 (AAT)17 51 52098210 52098260 TCGGCTTGCTTTCTTTCTTT CGAAAATTTTTGTAAGGTGGG 276

Ai07B13547 Araip.B07 13547 p2 (TA)8 16 52100432 52100447 CACCCTTACGGGTTCCCTAT CAGCAGCTCGGTCAGAAAGT 278

Ai07B13549 Araip.B07 13549 p2 (TA)8 16 52108060 52108075 CACCCTTACGGGTTCCCTAT CGGAGGTAGGGGTTTGTTTT 227

Ai07B13555 Araip.B07 13555 p2 (TC)7 14 52145874 52145887 CGTCAATCAGTTTAAGCGCA AAGGAGAGGAGAAGAAAATAAAACC 239

Ai07B13556 Araip.B07 13556 p2 (AT)6 12 52148739 52148750 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 248

Ai07B13557 Araip.B07 13557 c (TC)6(T)10 22 52152888 52152909 ACACAGAGTTGGCCCAAAAG AGTTGTTTGGAAAAACCCCC 241

Ai07B13558 Araip.B07 13558 p2 (TA)9 18 52159754 52159771 ACCGGAAACTGAGTGCTACC TTGGATCACTGAATGTTGTTGA 243

Ai07B13560 Araip.B07 13560 p2 (TA)8 16 52165638 52165653 TAGTCAGTCCACTCCCCAGG TGATTCCGCCTATTAATCCAA 219

Ai07B13561 Araip.B07 13561 p2 (TA)11 22 52168116 52168137 TAGTCAGTCCACTCCCCAGG TTGATTATGAATGATTCCGCC 250

Ai07B13572 Araip.B07 13572 c (G)10ctttgaaatgtcaaaagtggtgtaaacacttgcaaatttag(A)1465 52257380 52257444 CCCCCTTCATTTGTTGACTT GAATGTACTAGGGGGCAGCA 258

Ai07B13573 Araip.B07 13573 p2 (GC)6 12 52257672 52257683 GCCTACACTAAGCCACCAGC GAGTGCAGAATAAAAGGGCG 129

Ai07B13574 Araip.B07 13574 p2 (GC)6 12 52257806 52257817 GCCTACACTAAGCCACCAGC GGGCATAACTCTCTGGACGA 278

Ai07B13576 Araip.B07 13576 p2 (AT)25 50 52326717 52326766 ATTGAGCATCGAACCCTCAC CTTACCTTCACCCTAGCCCC 234

Ai07B13577 Araip.B07 13577 p4 (TTTA)5 20 52328543 52328562 GCAAATGCAATAAAAGAAAATGG TGCACCCTGTTTTTCTCCTT 181

Ai07B13579 Araip.B07 13579 p3 (GAA)5 15 52339270 52339284 AGTGGTCTTGATGGGCTTTG ACACAACCCCTTCTCCCTCT 244

Ai07B13580 Araip.B07 13580 p3 (AAT)5 15 52354357 52354371 TTATTTTCGGCTGCCATCTC CCCCTTCCTTTCTTCCACTC 249

Ai07B13581 Araip.B07 13581 p2 (AG)7 14 52354697 52354710 TGAAAAAGAGGGAGATATTTTCG TTGTGATTTCTTGTGAATCAAGTC 280

Ai07B13584 Araip.B07 13584 p3 (TTC)5 15 52361420 52361434 CCAATGGGAGAGGATTCAAA AGAACAAGTGGAGGAAGCCA 243

Ai07B13585 Araip.B07 13585 p2 (TC)6 12 52388393 52388404 GGAGAAAAACTGGCGTTCAA AGGGTATTTGGGGAAAGGTG 192

Ai07B13590 Araip.B07 13590 p2 (AG)6 12 52429257 52429268 GCCAGAGAATGGAGGAATCA CATGGAAAAGTTCATAAGCCAA 264

Ai07B13592 Araip.B07 13592 p3 (GTT)5 15 52451952 52451966 CAGCAGCAAAGGAGGTAAGG GAATTTCATGGCTGGAAAGC 217

Ai07B13598 Araip.B07 13598 p2 (AG)6 12 52500131 52500142 ATAGGTGAGGGGTTTTTGGG AACGCCAGTATGGGTAGCAG 271

Ai07B13599 Araip.B07 13599 p2 (TA)8 16 52517059 52517074 TTCATTCTAGTACTTTTGGATCAATG TAAGTGTAGCCTTAGGTCTCATTTTT 277

Ai07B13600 Araip.B07 13600 c (A)14gagacctaaggctacacttatataccgtagctatagtatac(A)1166 52517181 52517246 GAGACCTAAGGCTACACTTATATACCG CCAAAGGCTACGCTTTTCAG 240

Ai07B13604 Araip.B07 13604 c (T)13aaatctg(A)10 30 52529569 52529598 ACGCTTTCGCGTGACTCTAT ACAACCCACCACGGTATGAT 262

Ai07B13605 Araip.B07 13605 p2 (GC)6 12 52545261 52545272 TAAAACCCGAGAGTTGTGCC GAAAAACAGGGTGCAAATCC 196

Ai07B13608 Araip.B07 13608 p2 (AT)9 18 52547012 52547029 TTGGGTATGGAAAACTTGGG GGCATTTTTGTCCCCTTTTT 241
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Ai07B13618 Araip.B07 13618 c (AAT)6agggatcttttataccacagtatagaggtccttgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)9106 52609587 52609692 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 174

Ai07B13619 Araip.B07 13619 p2 (AG)6 12 52609929 52609940 GGAGTTCGGATTTTTGGTGA TTTCTTATCTTTTTCAAAACCACC 279

Ai07B13623 Araip.B07 13623 p2 (AG)6 12 52654522 52654533 GGGTGAGGAGAGCAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai07B13628 Araip.B07 13628 c (A)17cttacagctttttgttaaatttgaattttggttgctttagaatgtttataggttaggagagtgttaaattctattttatgcttctt(A)15118 52706503 52706620 GGTTGCTTGAAATGCAAGTTT TGTGCTTAAGCGTGGATTGA 187

Ai07B13630 Araip.B07 13630 p2 (CT)7 14 52711988 52712001 TGTTTGTTTCTTATCTTTTTCAAAACT CGGATTTTTGGTGAGTGAGG 277

Ai07B13631 Araip.B07 13631 p2 (CT)6 12 52712234 52712245 CCTCACTCACCAAAAATCCG GAAAGGTTCTTGCTGGCTTG 256

Ai07B13632 Araip.B07 13632 p3 (TTC)5 15 52715489 52715503 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai07B13640 Araip.B07 13640 c (A)13taaaaaatatatatataaaaataat(AATA)5aattagaacactaaaaa(T)10ctttcttttcttccatttttttttattgtatttgcttactttcattcattgcattttaattttgtttttatagcttgctgtaattttc(T)11184 52745862 52746045 CCTTTCTTCTTCCTCTCTTGAAAA TGAATAGGAAAATTCAACACCG 269

Ai07B13644 Araip.B07 13644 c (T)10aatctgaaaagaaaatgcagaatgcagtgttaatatgaatgtgacgtaaaactccaggttcaatataac(A)1089 52753966 52754054 AGCGCTACTCCTGCGTAACT GTGCTAGGTGGGAGACAACC 269

Ai07B13650 Araip.B07 13650 p2 (CT)6 12 52792531 52792542 TTGTGATTTCTTGTGAATCAAGTC AATTTTGAAAAAGGGGGAAGA 279

Ai07B13652 Araip.B07 13652 p3 (TCT)5 15 52795352 52795366 CCATTCATGACCATCCCTTC TGTCTTCCCTTCCCCTCTTT 213

Ai07B13655 Araip.B07 13655 p3 (ACA)5 15 52827625 52827639 AGGTGGCAACTACAACCCTG GAGGTGCTCTGTAAGGCTGG 155

Ai07B13657 Araip.B07 13657 c (CT)7cacccccattaacaaggttttcttttttcttctctccttaattttctatttttcttcttatttttctatgttatcttc(T)13105 52832778 52832882 CCTCCCTTCTTCCTTCTTCC GCCAAACAAATTTAGAACAATCC 256

Ai07B13658 Araip.B07 13658 p2 (AT)6 12 52835620 52835631 GGGGACAAAATTACCCCAAC TTGTAATGGGGCCAAGGTAA 248

Ai07B13660 Araip.B07 13660 c (A)10tttaataaaatcataaaatc(A)1040 52849842 52849881 TTCCTGGAATCTTGATTGGG AAAAATGCAATTGACACCAAA 187

Ai07B13661 Araip.B07 13661 p2 (AG)6 12 52862191 52862202 ATAGGTGAGGGGTTTTTGGG TAACGCCAGGAATAGGCAAG 241

Ai07B13663 Araip.B07 13663 p2 (AC)8 16 52909207 52909222 ATGTCCCAAGATTTCCCACA CATTAGAAGCCTTGAAGCGG 110

Ai07B13664 Araip.B07 13664 p2 (AT)23 46 52909579 52909624 GGCTCAAATCTCACTTGCTTG TTCCAACACTTTTGCATTTCA 268

Ai07B13667 Araip.B07 13667 p4 (TTTA)6 24 52920566 52920589 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 169

Ai07B13672 Araip.B07 13672 p2 (AT)12 24 52929646 52929669 TGAAAATCATGGGATTGGGT TTTACTTTGGGGCCTTTTTG 184

Ai07B13674 Araip.B07 13674 p2 (TC)6 12 52946327 52946338 TTCTTCTCCCTCCCTTCCTC AAATTTACAACAATCCACAAGCA 264

Ai07B13675 Araip.B07 13675 p2 (GA)9 18 52955951 52955968 GGGGAAGAGGGTAGGACTTG AACCATTTTCCTCCCAAACC 214

Ai07B13676 Araip.B07 13676 p2 (CT)8 16 52958530 52958545 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAAGAA 221

Ai07B13678 Araip.B07 13678 p2 (CT)6 12 52968425 52968436 TGCAGAAAACGCTCATAACG TGAAAGGGAAGTTTAAAACAAAGAA 255

Ai07B13679 Araip.B07 13679 p2 (TA)6 12 52974494 52974505 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 253

Ai07B13680 Araip.B07 13680 p2 (CT)6 12 52996897 52996908 CACCTCAGGATCTGTGGACC ATAGGTGAGGGGTTTTTGGG 112

Ai07B13685 Araip.B07 13685 p3 (TGA)5 15 53046804 53046818 CGAGCTTCAGGGTCATCTTC GGACGTCACGATCAGACTCA 259

Ai07B13687 Araip.B07 13687 p3 (ACC)5 15 53062224 53062238 AACCCCAGTGATGTGAAACC GTGGAAGGGAGAGAAGGGAG 243

Ai07B13688 Araip.B07 13688 p2 (TA)19 38 53086208 53086245 TTAAACTCCGCAGGTTTTGG GAGGTACAAAAGCGCGAATC 161

Ai07B13693 Araip.B07 13693 p2 (CT)9 18 53125481 53125498 ACAGCTTCCCTGATTTGCC AACACCAAGCAAAAAGGAAAAA 274

Ai07B13695 Araip.B07 13695 p2 (CT)11 22 53135129 53135150 CGCGACCACGTCAATTAGTA GCGGGAAGAAGAACAGAAAA 242

Ai07B13701 Araip.B07 13701 p2 (GC)6 12 53187216 53187227 CTCTAAGCCCCTAGCCCAAC GGAGAAGAAGAAGATGGGGG 244

Ai07B13703 Araip.B07 13703 p2 (TC)8 16 53237826 53237841 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCA 221

Ai07B13705 Araip.B07 13705 c (A)12gttagttttcaagcatgtaaataaggggatacaaaaaaaagaactccccaatgcaaaatgaaaagcaatgcacatgggataaaaaaaac(A)12113 53249660 53249772 AAATTTTGGGAAGCAGGCTC TCTCGCTTATTGTTACATGCTCA 213
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Ai07B13707 Araip.B07 13707 p2 (TC)7 14 53251086 53251099 TGACAGAGGCCACGTATCAG TGGATCCAGAGTTACTCCCA 241

Ai07B13715 Araip.B07 13715 p2 (CT)6 12 53308391 53308402 TTCAAAATATCTTTTCCAACCTCC GAAAATGGTTTTCGCAAAATG 243

Ai07B13719 Araip.B07 13719 c (TC)7(T)10 24 53337564 53337587 GCCTTTTGGTTTTAAGGGCT GGTGGCAATGCTTTTTGTCT 266

Ai07B13721 Araip.B07 13721 p2 (TA)6 12 53359174 53359185 TGTTTTTCAGATGCAGGTCG CCAAGGCCGATCAGAGAATA 266

Ai07B13723 Araip.B07 13723 p2 (CT)10 20 53362509 53362528 TTTAAATGAACATTGAACGTGGA AGTTTGCGGCCTAGAAAACA 206

Ai07B13724 Araip.B07 13724 c (T)11a(T)10 22 53363893 53363914 CATTCACTTTGGGGCATTTT TGTGGGGAAATTAGGTTTGG 232

Ai07B13725 Araip.B07 13725 p2 (CT)8 16 53368673 53368688 TGAACATTGAACCTGAAATTGA AAAATTCAACCCAGTTTGCG 206

Ai07B13726 Araip.B07 13726 p2 (AG)8 16 53382598 53382613 AAGCAAAGTGCTAGGTGGGA CCCGCGTAACTCTCTGTTTC 256

Ai07B13728 Araip.B07 13728 p6 (AATTTT)5 30 53387924 53387953 TCGAAAATACCTCCCTCTTTTTC ACAGAAGGGTGAGGAGAGCA 221

Ai07B13730 Araip.B07 13730 c (TTC)6tta(TTC)2699 53395147 53395245 CGAGACACAACCCTCTCTCC CGGTCTTAGGTGCCATCAAT 233

Ai07B13732 Araip.B07 13732 p3 (ATT)11 33 53406464 53406496 TCACCGATTCGCATTATTCA GCATGGCTTAGTCCAACTCC 165

Ai07B13733 Araip.B07 13733 p2 (GA)9 18 53421270 53421287 GGACGGGAGGATAAGAAGGT CCGCACAGCTCAACCTAAAT 279

Ai07B13735 Araip.B07 13735 p2 (CG)6 12 53428077 53428088 CCTTTCGCACAAACCAACTC TGTTTGGGAGTGTTCGATGA 252

Ai07B13740 Araip.B07 13740 p5 (TAAAA)5 25 53453720 53453744 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 206

Ai07B13743 Araip.B07 13743 p2 (AT)12 24 53485564 53485587 CAACATCCAATCACATCTACCA CGATTAAGTGTGGGGGAGAA 256

Ai07B13748 Araip.B07 13748 p3 (ATT)13 39 53560303 53560341 GCACTTGTCGGTGTTTTGTG TGAAACAAATCGGGAAGGTC 232

Ai07B13749 Araip.B07 13749 c (TTC)6tctttcgttactatcgtcaccacctcctccacctcttctttctctttcttttctcattagaatttcttctcctccttcctttttatccttcttctc(CAT)7135 53562224 53562358 AACAATAAAGCTCTGCATCTAAGTT CAAAAATGTCATCAATATGGCAA 268

Ai07B13750 Araip.B07 13750 p3 (CTT)5 15 53562904 53562918 TTTCGGTTCATTTCTGAGTGA GCATGGTGAGGAGTTTTGAGA 254

Ai07B13751 Araip.B07 13751 p2 (AC)6 12 53564009 53564020 TCACACATGTACCCCCACAC GGTGATAACGCACAGTGGTG 220

Ai07B13752 Araip.B07 13752 c (A)11ggaacaataaaacaaagaaaaagaagaaacacataataatgtaaaattaccaaggagaggaggaggaaaag(A)1092 53576364 53576455 TTGGACTCGTTGTTTTGCAT TTGTTGCTGCTATTGTTGCTG 259

Ai07B13753 Araip.B07 13753 c (T)16aatttttagtagtttggaatgtggactaaaatattttccaagtttaggaacttatttatctcacaatttaaagatttaatggctagtacctctt(A)10120 53577471 53577590 TGACATTCCTCCAATTAGATTAAAAA TGGTTGGCCACTTTAATTTCTC 280

Ai07B13757 Araip.B07 13757 p3 (AGA)5 15 53579533 53579547 CGTTGTCGGAGACCTGAAA TCTGGCTTCGTCCATTCTCT 274

Ai07B13761 Araip.B07 13761 p2 (TA)6 12 53614848 53614859 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 137

Ai07B13771 Araip.B07 13771 p2 (AC)9 18 53667331 53667348 AGCATGTACCCAATTCCCAA AGCCCTAAAGCGAAAAACAA 165

Ai07B13774 Araip.B07 13774 p5 (AAAAT)5 25 53682392 53682416 TCAAATCCTTGTGGCTCCTC TCCAATCTTTTTCAAACATTTTCTC 220

Ai07B13777 Araip.B07 13777 c (CT)6ttctctcttctctctctctttctcccttctctcttcctctt(TC)971 53693321 53693391 CTTTCTTCGCCCTCCTCTCT TCTTCCGCTCTTTTCTCCAA 237

Ai07B13778 Araip.B07 13778 p4 (AAAG)5 20 53697359 53697378 AAATAAAACAACGCAAGCGG GGTTTGCCTGAGACTCTTCG 212

Ai07B13780 Araip.B07 13780 p2 (TC)7 14 53723512 53723525 CTGACGCTAACACGGCATTA AGATGATTCGCCTCCCTTTT 270

Ai07B13781 Araip.B07 13781 p4 (AAAT)11 44 53723920 53723963 CCGGTTTCCTGTTATTTTGC AGACCCACTTTCTCATGCAAT 203

Ai07B13784 Araip.B07 13784 p4 (ATAA)5 20 53776862 53776881 ATTGTGGGAACTTGGGTTGA TTGGGATAATTTTGTCCCCTAT 195

Ai07B13786 Araip.B07 13786 p2 (CT)7 14 53786980 53786993 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 223

Ai07B13787 Araip.B07 13787 p3 (ATT)5 15 53787198 53787212 TCCCCCTTCTCCTTTCTCTC GCAAGCGATCCCCTAAAAA 276

Ai07B13790 Araip.B07 13790 p2 (AC)6 12 53815926 53815937 GTTGTACTGGGGCTAAGGCA AAGGGATAAAATCACCCCAAA 239

Ai07B13792 Araip.B07 13792 p2 (CT)6 12 53887940 53887951 TCCCCTTTCCTCTCCCATAC ATCCCCACTTTTAACACCCA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13794 Araip.B07 13794 p4 (AAAT)6 24 53900010 53900033 TCGAGTTTGGACAACTGACG GCCAAAACCTCAGTCCAAAA 258

Ai07B13795 Araip.B07 13795 p3 (TTC)5 15 53902472 53902486 ACACAACCCTCTCTTCCCCT TGGTGTTGATGAGCTTTGGA 274

Ai07B13797 Araip.B07 13797 c (A)13caaagcttgcag(A)1035 53909767 53909801 TGAATGCTTGAGCAGTGCATA TGGCTTTTTCTGCTTGCTTT 231

Ai07B13798 Araip.B07 13798 p3 (GGT)5 15 53925472 53925486 CATTTGGCGAAACCTGGTAG GAAGGTGCTTGGTATGGGAA 276

Ai07B13800 Araip.B07 13800 p2 (CT)9 18 53941409 53941426 GCTTGAAAAAGGGTTTCGTT GCATCACAAAGGAACACAAA 280

Ai07B13804 Araip.B07 13804 p4 (TTTC)5 20 53954741 53954760 ATTGAGCTGCTGGTCCACTT TCCTTCTTTGATGTGTGCTTG 251

Ai07B13806 Araip.B07 13806 p2 (GC)6 12 53965154 53965165 GGAGAAATCATGAAAAGCCG CCTTTTAGTCCTTTTCCGCC 199

Ai07B13807 Araip.B07 13807 p2 (AC)6 12 53975028 53975039 TGGGGCTAAGGTAAAGGTGA GGGGAGCTAGGCATGATTTT 127

Ai07B13808 Araip.B07 13808 p2 (CT)7 14 53977114 53977127 TGGAGAATAAATAAATCAACAAGGG CAAGCCCGAAAAACACAGAT 267

Ai07B13809 Araip.B07 13809 p2 (AC)6 12 53978335 53978346 AATGGGGCTAAGGTAAGGGT AGATTTTTGGGTAGCTGGGC 141

Ai07B13812 Araip.B07 13812 p2 (AT)7 14 53998960 53998973 GAAGATAACCGATCCGAGCA TTTCAGATGCAGGACGTGAG 280

Ai07B13816 Araip.B07 13816 c (A)13ctagcgacgcgcaagggcaaa(GC)646 54017087 54017132 TCAATTTGTTTTGAAAATCCCC GTGGGTTGAGGCACAGAGTT 242

Ai07B13817 Araip.B07 13817 c (CAG)5gacccccctcaacttcagcagccgtagcatcttt(ACC)564 54020166 54020229 ACCACCCCTAGATGACGATG AGACGTCGCATGACAAGATG 270

Ai07B13818 Araip.B07 13818 p2 (AT)13 26 54020773 54020798 CGAGGACGATGCTTGATTCT TCAATTCAAAACATTTTTCTAATCACA 273

Ai07B13822 Araip.B07 13822 p2 (TC)14 28 54032556 54032583 GATTTTATTCTTTACACACAATGCAG TGTGATCCAAAGAAAGGGGA 280

Ai07B13823 Araip.B07 13823 c (AT)10(GT)7 34 54036828 54036861 TCAATTCAACATTCAAATTTCTTTT GCAGCAGTAGTGGGGTTAGC 259

Ai07B13824 Araip.B07 13824 c (A)12(GA)6 24 54045265 54045288 GGTGGCAATGCTTTTTGTCT TGGTTTTAAGGGCTATTGGC 228

Ai07B13825 Araip.B07 13825 p2 (CT)6 12 54049094 54049105 TCACCTACCCCAATCACCAT GGAAGGGGTGGGTTACAGTT 224

Ai07B13826 Araip.B07 13826 p3 (AGT)5 15 54051936 54051950 GGAGGAAGTAACCACCAGGA CCCAAGTCTCATGCATTTTTC 268

Ai07B13830 Araip.B07 13830 p2 (AG)6 12 54065894 54065905 GGGACAATCATGAAAGCAAGA CAGAAAACGCTCTTTTTGGC 200

Ai07B13831 Araip.B07 13831 c (A)11ttttcaaaaaaattttcaaaaaaattttcaaaaatttctcatctttttc(A)1070 54074696 54074765 TCGAGTTTGGACAACTGACG ACACGACTTTACAGCCAGCC 263

Ai07B13833 Araip.B07 13833 p2 (CT)7 14 54076169 54076182 TTGATTTTCAAATTTGTTTCAACT GAAGATGAGAGGGGGAAGAGA 246

Ai07B13834 Araip.B07 13834 p3 (TTC)5 15 54079436 54079450 CTTGGCCGAAACACATCTCT CGGTCTTAGGTGCCATCAAT 158

Ai07B13836 Araip.B07 13836 p2 (TA)7 14 54096341 54096354 TTGTTGCATTTTGCACCATAG CCCCTTTTTCAATCAAACCA 187

Ai07B13837 Araip.B07 13837 p2 (AT)6 12 54097152 54097163 GGGAGAGTTGGAAATATTGGG TACTTTGGGGCATTTTGTCC 245

Ai07B13840 Araip.B07 13840 p2 (TA)9 18 54135903 54135920 TAGAGGCGAAAGGACGAAGA TCAAAATGTGAAAGGTCGCA 234

Ai07B13843 Araip.B07 13843 p3 (TTC)5 15 54154398 54154412 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai07B13844 Araip.B07 13844 c (A)10c(A)10ttttcattcagtttttgaaaaattc(A)1258 54162863 54162920 AGGGATTGTTCGAGTTTGGA AAGCCTCGGTCCAAAAGATT 263

Ai07B13846 Araip.B07 13846 c (TC)7c(CT)11 37 54205417 54205453 CTTATCTTTTTCAAATCTTTTCAAATC GAGAGAAAAACCAGAAGTTTTCG 260

Ai07B13848 Araip.B07 13848 p2 (TA)7 14 54224339 54224352 TGATATGGTGTGGTTGTGAAAA TCGCATTCTTCACTTTTATTTG 220

Ai07B13850 Araip.B07 13850 p2 (CT)7 14 54232583 54232596 TTTTGTTGGTTTCTTATCTTTTTCAA GGGTTCGAATTTTGGTGAGA 280

Ai07B13851 Araip.B07 13851 p3 (TTC)5 15 54247947 54247961 CTACCCAAAACCCACGCTAA TCGTCCTCGAGCAAGAAAAT 189

Ai07B13858 Araip.B07 13858 p3 (TTC)6 18 54268350 54268367 TACGAAGGGATTTCTGTCGG TTGGAACAATTGGAGGAAGC 244

Ai07B13859 Araip.B07 13859 p2 (TA)10 20 54270612 54270631 GCATGCTTCGCCTAACTATATG GGAACTTGTGAAACAACAATGAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13860 Araip.B07 13860 p2 (GA)22 44 54272538 54272581 GATGGAGGAATCGGAAGTGA ACCATCCCTCATCAACGAAC 271

Ai07B13861 Araip.B07 13861 p2 (TA)6 12 54275891 54275902 GCCCAAAAACTCACAGGGTA AAAGTGCATCCATCACACCA 166

Ai07B13862 Araip.B07 13862 p2 (CA)6 12 54286196 54286207 ACCCTCTCTCCCTCAGCTTC CTTCCTCCTTGAACAGCGAC 189

Ai07B13864 Araip.B07 13864 c (GC)6acagtgtgcttgcgcgcggatgcccg(T)1452 54291069 54291120 TTTTTGTACCAGGAGTGCGA TTGTTGCATTCATGCTTTGA 257

Ai07B13865 Araip.B07 13865 p2 (AG)6 12 54298397 54298408 TTTTCAAGCCCCAAAACATC GGATCTCCTCACCAAGTCCA 222

Ai07B13866 Araip.B07 13866 c (AC)6tc(TA)7 28 54330434 54330461 GATGCACCATCAAATGCAAG CCTGTGCTGAAGCATGTTGT 256

Ai07B13868 Araip.B07 13868 p4 (AGAT)8 32 54332525 54332556 ATTCGCGTACTTTGCACTGA TCCAATCTAGTCCCCAGAAAAA 269

Ai07B13872 Araip.B07 13872 p2 (GA)6 12 54341074 54341085 GGGGAGATTTGTTGGGTTTT ATTTGAGCTCGATTCAACGG 231

Ai07B13875 Araip.B07 13875 c (AAG)6c(AGA)5 34 54349973 54350006 AAGTTGGGCCTAACACATGC CAGAAGGAGATCAAAGGCAAA 148

Ai07B13876 Araip.B07 13876 p3 (AGA)5 15 54350766 54350780 TGGAAACCGAGAATAACGAA AAACACGCCGTTTTACGTTT 273

Ai07B13877 Araip.B07 13877 c (T)13cacgtgtttcatcttcatcgttgtttttttatta(TTG)562 54351009 54351070 TCCCACGTTCTTTCTCTTCA CCTCTTTTTCATCTTCTGCTGC 260

Ai07B13878 Araip.B07 13878 p3 (AAG)5 15 54351586 54351600 TGCAGCATTATGTGTTTCTTCTC TGTGTGCTGATAAGTTCTGCG 226

Ai07B13879 Araip.B07 13879 c (T)10aattcttgttaaatgagtaaaataagagaaaacttgagaagataaaacaagaaaaaaaaatgaataagaaaaaaaaagatgatgatgata(ATG)7121 54351881 54352001 TTTCCTCTAATGCTGCACTTTTT TCTCTCCTCCTCATCTTTTGC 279

Ai07B13880 Araip.B07 13880 c (T)17ctc(T)10 30 54352700 54352729 CACGAAGAAGAACGTCCACA CCCATTTGCAAACTGTAATCC 238

Ai07B13884 Araip.B07 13884 c (A)12gaaagagaaaaagggaaacactcacagtggcattgaaacaaacacaaaaggggcattgaaagagactcataatatttggatgctaaaatttcaa(T)10116 54371106 54371221 ACATGCATGCCATAGCTCAG TCAGCAGGGACAACATGAAG 246

Ai07B13885 Araip.B07 13885 c (A)22gaaggaatttattatttttattatttttgggtttgaaaaatagaacagtgacgagtgagagtgagagagtgagagagaga(AG)6114 54371799 54371912 ATTAACCAAGCTGCACCACC ATGGCAAAGACCCTCCTTTT 241

Ai07B13886 Araip.B07 13886 p2 (GT)6 12 54398508 54398519 TGAATTGTGATTATGATCCATAAGATT TGCTGTCAACTCTTTAACCAATG 280

Ai07B13890 Araip.B07 13890 p2 (GC)6 12 54413492 54413503 CCAAACCGATTAAGAACGGA GACACAGAACCCGAACCAAC 264

Ai07B13891 Araip.B07 13891 p2 (GA)6 12 54413952 54413963 CCAATGTTCGACACCTGATG CCCGAGGTAGACACACACCT 238

Ai07B13892 Araip.B07 13892 p3 (AAT)6 18 54423782 54423799 GTTTTGGGTTGGATCGTGAG GGCAAACTAAACATGATCAGACA 280

Ai07B13895 Araip.B07 13895 p5 (TAAAA)6 30 54428951 54428980 CGCCGCTATTTTTCCTTTCT TTCGATGCGATCTAAGGTTG 265

Ai07B13896 Araip.B07 13896 c (A)11tattagctataactttccactg(A)1043 54430021 54430063 CTTAAAAACATTACGGCGGG AAGTCTTCTTTCCACGCCAA 165

Ai07B13898 Araip.B07 13898 c (CTC)8(TTC)5 39 54432773 54432811 CGGTAAAAGCCATTGGAGAA TAACGCGAATCACATCCAGA 246

Ai07B13902 Araip.B07 13902 p2 (AT)8 16 54456823 54456838 ACCTGACACGAAGGTAAGGG GGGAATGACAGCCTTAGAAGC 274

Ai07B13903 Araip.B07 13903 p3 (TGA)5 15 54458046 54458060 GGGAATTGAAAGGAAAACTCG GCCACCCCAAGTAGTCAAGA 228

Ai07B13905 Araip.B07 13905 p2 (CA)6 12 54465053 54465064 AAACAATGTCCCATTCAGCC TTTGAATCTTGTGCTTGATGC 239

Ai07B13906 Araip.B07 13906 p3 (TCA)5 15 54465717 54465731 TTTGTGACCAGTTGAGGCTG ATGGTGAGGCACATGTTTGA 276

Ai07B13909 Araip.B07 13909 c (TTTAT)5tttgatttcggtcttc(A)1152 54476177 54476228 TTTCGAAAATCCTCACCCAC GGGTTAGCATATGACCCCAG 258

Ai07B13910 Araip.B07 13910 p3 (TTC)5 15 54476843 54476857 GGCATTTTGTCCCCCTTTAT GTGTGGGAAAATTGGGATTG 194

Ai07B13915 Araip.B07 13915 c (T)16gtcattttaattatttttcaaccacttgtgggg(AGA)564 54503944 54504007 TGAAATTCAAGACGATCAACATC CTCCCCACAACAGTGTCCTT 215

Ai07B13918 Araip.B07 13918 p2 (AT)6 12 54546142 54546153 TGCTAAACTTCAGGGACAAAAA TGAGAAACCAACACCAACCA 149

Ai07B13926 Araip.B07 13926 p2 (AG)6 12 54756375 54756386 GTGGGGTTTATGATGGATGG GCACCAGACTGGCGTTTAAT 245

Ai07B13928 Araip.B07 13928 p3 (ACA)5 15 54790312 54790326 AAGCAGCCACAAAATGGTTC GCAGCTAAGCTCACCGAAAG 133

Ai07B13929 Araip.B07 13929 p2 (GT)6 12 54823746 54823757 ATGTGATGCAAAAGTGGGAA GGGCTAAGGTAAGGGTGAGG 149



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B13930 Araip.B07 13930 p2 (CT)8 16 54829025 54829040 TACCTCGGTGACCTTATGGC TAAGCGAATTGAGCACGATG 262

Ai07B13931 Araip.B07 13931 p2 (TG)7 14 54829447 54829460 TGGCGAACATAGTCTTTGTGA GGGCTCTTCTCTGCATTGAG 271

Ai07B13932 Araip.B07 13932 p4 (TCTT)6 24 54830340 54830363 GAACACACGGTATATGCCCC TTCCGACCAACAACACAAAA 242

Ai07B13933 Araip.B07 13933 p2 (TA)7 14 54832911 54832924 TTATTCGGAAGCTCGGAGG CAAATCATGAAAGGAATCAGCA 279

Ai07B13934 Araip.B07 13934 p2 (AC)6 12 54834667 54834678 TCCCCAATTCACAAACCCTA GGTGTAGCCCCTTCTCTTCC 114

Ai07B13936 Araip.B07 13936 p2 (CT)6 12 54864784 54864795 CGTTTAACACCAGGAATGGG GGGTTTTTGGGGAAGAGGTA 266

Ai07B13938 Araip.B07 13938 p3 (TTG)5 15 54876352 54876366 TCTTCAAGTGGTCCACCTCC AATCCAACAAATCCACCAGG 209

Ai07B13940 Araip.B07 13940 p2 (CT)15 30 54882817 54882846 AGATACGTCAAATGCTCGGG CCGGTGGTGAAGAAAGAAAA 175

Ai07B13948 Araip.B07 13948 p3 (GAA)5 15 54981933 54981947 ATGGCTACTGGACGGTGAAC TCATTTTGCCATGCTGGATA 253

Ai07B13952 Araip.B07 13952 p4 (GAAA)10 40 54987969 54988008 GCAGTGGAGACAAGCAAAAG AGCCATACCTTGGTTTCCTG 280

Ai07B13954 Araip.B07 13954 p2 (AG)6 12 55011808 55011819 CCTGATCAAAAGAGATAATCCTGAA TCCCAGCAATTTCTGAATCC 220

Ai07B13956 Araip.B07 13956 p2 (AT)8 16 55016711 55016726 GGGTCAACTAGATTTTCAGCAA GAATCTTGACGGTTTGCGTT 261

Ai07B13958 Araip.B07 13958 p2 (TC)6 12 55023777 55023788 TGGCCCAGGAAACTAAAATG TCAAGTTGTTTGAAAATGCCC 196

Ai07B13960 Araip.B07 13960 p2 (TC)6 12 55042602 55042613 ATGCATCCATTCAGGGAGAG CCTGATCAAAAGAGATAATCCTGAA 143

Ai07B13966 Araip.B07 13966 p2 (AG)10 20 55100608 55100627 TGCCTTTTTCTCTGTCCCTG TTTCTTATCTTTTTCAAAACCACC 179

Ai07B13975 Araip.B07 13975 p2 (GA)7 14 55156123 55156136 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 219

Ai07B13978 Araip.B07 13978 p3 (TCC)5 15 55171793 55171807 TGCTCTGCAATGGTGTCTTC GAGAGTGCAAGGCCATAACC 244

Ai07B13979 Araip.B07 13979 p3 (AGA)5 15 55189667 55189681 TGAACACTCAAGAAACCCCC ATGCTTTGGAGGTTGTCCAC 266

Ai07B13980 Araip.B07 13980 p2 (TA)7 14 55194885 55194898 ACATGGGAACATGGGTTGAT TCGCATTCCCAATTTTTCTC 277

Ai07B13981 Araip.B07 13981 p2 (TA)6 12 55195134 55195145 TGGGAATGCGAAGGAAGTTA GCTTTTGAACCCTCACTGGA 279

Ai07B13983 Araip.B07 13983 p2 (CT)8 16 55203780 55203795 TTGTTTCTTATCTTTTTCAAAACTACC GGTGAGGAGAGCAGAGATGTG 278

Ai07B13990 Araip.B07 13990 p2 (GA)7 14 55267359 55267372 AGAGAGGGAGAGAGGGTTCG CCAATTTTTGAAAATCACTAACCA 252

Ai07B13993 Araip.B07 13993 p2 (CT)7 14 55287618 55287631 AAATGCCAGAAATGGACAGC GGAAGAGTGGGAGGATGTGA 223

Ai07B13994 Araip.B07 13994 p3 (TTC)5 15 55295416 55295430 TTAAGGCATCGAATGGAAGG TGAAGCACAAAAGCTTTCCC 268

Ai07B13996 Araip.B07 13996 p2 (GA)18 36 55303388 55303423 GCTAGATTTGGGCGTTGAAT TGGGAAGGTGTGATGTGAAA 271

Ai07B14001 Araip.B07 14001 p4 (ATAG)5 20 55334725 55334744 TCCTTGCTTTGCCCTAATTG CTCATCAACTCCCCCACACT 225

Ai07B14004 Araip.B07 14004 p3 (GAA)5 15 55373931 55373945 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 151

Ai07B14005 Araip.B07 14005 p2 (GA)6 12 55376802 55376813 TTTTGAAAAAGAGGGAAGGGA TCTTGTGAATCAAGTCATTAATTGTG 268

Ai07B14006 Araip.B07 14006 p5 (AAAAT)5 25 55422155 55422179 CCAGAGTCCTTTTGGACTGTTC CCTATCTTTTCCAATCTCGAATTTT 279

Ai07B14007 Araip.B07 14007 p2 (AT)8 16 55422390 55422405 TTCGAGATTGGAAAAGATAGGA CTTGGTGTTTTCCCTCCAAA 220

Ai07B14012 Araip.B07 14012 p3 (TCG)6 18 55452565 55452582 TCTCCTTCTTAGCTCGTCGC CAAAATTTGGGAGGATGGTG 280

Ai07B14016 Araip.B07 14016 p3 (GTG)5 15 55466651 55466665 TCACAAACGGAACTAGCATCTG CAACAACCAGTCCACCATCA 188

Ai07B14018 Araip.B07 14018 p6 (TTAGGA)6 36 55483937 55483972 GCAGATTTCTGGGCTGTTTC TGAACCTGGAAATTGAGAAGC 214

Ai07B14020 Araip.B07 14020 p3 (AGA)5 15 55505986 55506000 AACCAACAACCCCTTAACCC CCTCTTCTTCTCTGCCGCTA 273
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Ai07B14021 Araip.B07 14021 c (ATA)8gttttttttattatggttatgaaatctaggttctgattttctggtcttctgaaggata(TG)898 55510000 55510097 CCCCGTACTGGGTATTTCAA CACCAAGCAACCCCATTTAT 249

Ai07B14025 Araip.B07 14025 p2 (TA)9 18 55517320 55517337 CTTCTTGAACAGGTCAGGGC AAAGCGTAATTAGTTTGCGAGG 262

Ai07B14034 Araip.B07 14034 p3 (CTT)5 15 55621162 55621176 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai07B14037 Araip.B07 14037 p2 (CT)8 16 55628239 55628254 AAACATGTCACACGACCACG GGGAGGGAAGAGGAAAAGAA 267

Ai07B14038 Araip.B07 14038 c (CT)6atctctcta(TC)1449 55638142 55638190 CTTTGGTGACCCGCAATAGT GGCTATGACGGTGGTGATCT 264

Ai07B14040 Araip.B07 14040 p2 (AT)6 12 55645987 55645998 CTAATTCCCACCCGTAACCC GAAGCCGAAAATAATAAAAGAACAA 274

Ai07B14041 Araip.B07 14041 p2 (TA)6 12 55646171 55646182 CGTAACCCCTCCCATTCATA TGAAAATTAATACAAAAGAAGCCG 279

Ai07B14043 Araip.B07 14043 p2 (AG)8 16 55648810 55648825 TGAACTCCTGCAGATGGAAA TATTATCAATTGGGTGGGGC 272

Ai07B14044 Araip.B07 14044 p3 (AAC)8 24 55649116 55649139 CCAATGCAAAAGAATGCTGA AAAAACAATGCCAAAAAGCG 198

Ai07B14046 Araip.B07 14046 p2 (AG)6 12 55662984 55662995 TGGGGGAATCAATAAGAACG CATGGAAAGATTCATAAGCCAA 258

Ai07B14047 Araip.B07 14047 p5 (ATTTT)5 25 55665603 55665627 AACACAAGCCACCATGACAA ACGTGTGGGGTGCATTTTAT 265

Ai07B14049 Araip.B07 14049 p3 (ATT)12 36 55678037 55678072 TCACCTTCATTAGTTGGGGG TGAGAGTATATGGCAATTATGGCA 185

Ai07B14051 Araip.B07 14051 p2 (CT)7 14 55708452 55708465 CGTAAGGGTGGCGTGATACT GCATATGATGCATGCCTGTC 221

Ai07B14053 Araip.B07 14053 p4 (ATAA)5 20 55731263 55731282 TTTGGTTTGGGAATTGGGTA TACTTTGGGGCATTTTGTCC 222

Ai07B14054 Araip.B07 14054 c (TC)6tt(TC)9c(AT)849 55734688 55734736 GAACCACCAAAATTAGCCGA AGATGGTGATGGTAGCTGGG 187

Ai07B14055 Araip.B07 14055 p2 (TC)14 28 55735083 55735110 CAATCCTCTTCTTCCCAACG AAGGGACAGCGCAGCTAATA 229

Ai07B14059 Araip.B07 14059 p5 (TATCT)5 25 55766879 55766903 GGGACTTGGGTCCTCAATTT CTCCTAGAAGGCCCAAAACC 141

Ai07B14060 Araip.B07 14060 p3 (TTC)6 18 55770077 55770094 TGTGGCAGGGGTTTCTTTAG ACATTTAGGGAAAGGCGAGG 226

Ai07B14061 Araip.B07 14061 p2 (AT)7 14 55770325 55770338 TTTAAAATCACTCTATTTGCTCTTCTC AAAGTACGAGGGATAAAAATGGG 261

Ai07B14063 Araip.B07 14063 c (A)10tataatattttatagc(ATAA)1066 55790765 55790830 TTGTGGGAACTTGGGTTGAT TTGGGGTAATTTTGTCCCCT 215

Ai07B14064 Araip.B07 14064 p2 (GT)7 14 55790977 55790990 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 237

Ai07B14065 Araip.B07 14065 p2 (AG)6 12 55797337 55797348 ACATTGAACCTGGGATCGAG CATCCATTCATGAGGAGGCT 148

Ai07B14066 Araip.B07 14066 p2 (AG)6 12 55801760 55801771 CCGACAAAAATCCCTTCGTA ACCTTTCCACAACCTGAACG 270

Ai07B14068 Araip.B07 14068 p2 (AG)6 12 55805604 55805615 CAGGGAACATTCACAATTTTAGG GGAACATTGAACCTGGAATGA 131

Ai07B14072 Araip.B07 14072 p4 (ATAG)5 20 55839549 55839568 GAATTTTGGTTGCATTGAGC CAAGGAATGAACGATCACGA 210

Ai07B14074 Araip.B07 14074 p2 (TA)12 24 55882570 55882593 CTCGACTTGCGAAGCTAAGG GGTCGAGAGGCACCTCATTA 263

Ai07B14075 Araip.B07 14075 p2 (TG)9 18 55883447 55883464 GCTCATCCATAGGGGAGACA AAGATGTGATCGGGCACTTT 158

Ai07B14076 Araip.B07 14076 p2 (TC)18 36 55887034 55887069 TCCGAAACAAAACTTGAGCA TCGACCAAGTGCTTCCTTGT 170

Ai07B14077 Araip.B07 14077 p2 (TA)7 14 55890706 55890719 TCGACCTGTGAAGCTAAGGC GGAGACCTTCAAGAAGCGAA 215

Ai07B14085 Araip.B07 14085 p3 (GAA)5 15 55941831 55941845 GGAATTCAAATCTGAGGGCA GTAGCCTCCCAACAAGCACT 140

Ai07B14086 Araip.B07 14086 p2 (AT)18 36 55945024 55945059 TTAAAGTGGGATGGGTTGGA GCCAACATGAGCAAACACAG 142

Ai07B14091 Araip.B07 14091 c (AAC)15aataatcataatcataatcataataatattttttatttgaattatattatattgttaatcttg(T)12120 55969076 55969195 TGAATTAGAAAGATAAGCGTTGAAAA TCTTTCTCCTTTCTCTCATTCTCTG 268

Ai07B14092 Araip.B07 14092 p3 (TCA)11 33 55971688 55971720 CGCATTTTCCACTTTCCATT TGATTGATGGCGATATGATGA 229

Ai07B14097 Araip.B07 14097 p4 (AAAT)6 24 56016296 56016319 CCCCAAATTGAATCTTTGGTT TGGGGTAATTTTGTCCCCTT 256
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Ai07B14102 Araip.B07 14102 p2 (AT)18 36 56028792 56028827 TTAAAGTGGGATGGGTTGGA TCTTTATCATCCGTGCCTCC 140

Ai07B14104 Araip.B07 14104 p2 (CT)6 12 56038485 56038496 ATGCCAGAAATGGGTAGCAG ATAGGTGAGGGGATTTTGGG 206

Ai07B14107 Araip.B07 14107 c (AAC)15aataatcataatcataatcataataatattttttatttgaattatattatattgttaatcttg(T)12120 56055674 56055793 TGAATTAGAAAGATAAGCGTTGAAAA TCTTTCTCCTTTCTCTCATTCTCTG 268

Ai07B14110 Araip.B07 14110 p2 (AG)7 14 56079936 56079949 TTCTTGTCCTTGCTCCTGCT ATCTCCCCAAAAATCCGAAC 164

Ai07B14116 Araip.B07 14116 p2 (AT)6 12 56150767 56150778 TGGTTTATCAACCTCCCCAC TGTTCCCTGCTTTCATGAGC 264

Ai07B14117 Araip.B07 14117 p2 (TA)15 30 56151187 56151216 GCCAAGGTGAGGGTAAGGAT GGGGACAAAATTACCCCAAT 246

Ai07B14121 Araip.B07 14121 c (A)10tttactcaaatcaatgggggtgccctataaataaatttcttggaaaatctcattattttggctaagcttat(TA)10101 56174671 56174771 GCTCAAAAACCATGTTCCAGA CCCAACACTTTTGCATTTCA 217

Ai07B14122 Araip.B07 14122 p3 (TTA)7 21 56179466 56179486 GCAATTTAAAGGCCAACGAA GGAAGCATGCTCATGTGAAA 250

Ai07B14127 Araip.B07 14127 p3 (AGA)5 15 56229362 56229376 AGAATATTGCTCGCCCTCAA TCTCAGGATCTGTGAACCCC 117

Ai07B14132 Araip.B07 14132 p2 (AT)33 66 56280773 56280838 GAAATCCCAAAAAGGGGAAA TACCTTGGGGCATTTTTGTC 210

Ai07B14146 Araip.B07 14146 p4 (TTTA)5 20 56385670 56385689 GGCAAAGGCTATGGGATACA TGGACTACGACCTGCATCTG 272

Ai07B14150 Araip.B07 14150 p5 (TTCTT)5 25 56409477 56409501 TCACTCTCTCTCACACCCCC GAACATGCAAGCAACCCTTT 273

Ai07B14152 Araip.B07 14152 p2 (AT)9 18 56429780 56429797 TCACGTCGTAAAGCAAAGGTT TCCACGAGTCGAGGCTAGTT 267

Ai07B14153 Araip.B07 14153 p2 (GT)6 12 56439400 56439411 GATCTCTTCACGAGGAACGC AACCAAACCAGCCACAACTC 168

Ai07B14159 Araip.B07 14159 p2 (AG)6 12 56502960 56502971 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai07B14161 Araip.B07 14161 p3 (AAG)6 18 56517220 56517237 TGGTTTCGAATGTGGTTTGA ACTCTTCCCACTCGAGCGTA 151

Ai07B14162 Araip.B07 14162 c (GA)6a(AG)15 43 56517747 56517789 ATGCAACGGAAAGGAAGAGA CGGCGTATGGCTATGGTAGT 179

Ai07B14163 Araip.B07 14163 p3 (TGA)6 18 56519526 56519543 GCGGTGCCACTGTTAATTTT CCCCCACATGTCACCTAATC 256

Ai07B14165 Araip.B07 14165 p3 (AAG)6 18 56542360 56542377 TGGTTTCGAATGTGGTTTGA TTACAAGTTGGGCCAAGTCC 191

Ai07B14166 Araip.B07 14166 p2 (AG)9 18 56542900 56542917 CAACGCACAACACACACAAG CGGCGTATGGCTATGGTAGT 184

Ai07B14168 Araip.B07 14168 c (TA)9tcattatttatatatataaatatatatataaatca(T)1063 56559818 56559880 TAAACTCCGCATGCTGTGAC CGAGTAGGCACGAACATAACA 269

Ai07B14169 Araip.B07 14169 p2 (TC)6 12 56570660 56570671 TGCATCCATTCAGAGAGAGC CAAAGAACAATATGTGACATGGAA 239

Ai07B14170 Araip.B07 14170 p3 (GAA)5 15 56586678 56586692 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai07B14173 Araip.B07 14173 p2 (TC)6 12 56596102 56596113 GGCCCAGATCCAAGTACAGA GTGTATGCGCCAATGAACAG 217

Ai07B14178 Araip.B07 14178 c* (A)11(AT)6* 22 56627838 56627859 GGGAAATTGTGGGAACAAAA ATTCAGCATTGGGGTGATTT 193

Ai07B14179 Araip.B07 14179 p2 (CT)6 12 56637316 56637327 TGGGAGAATAAATAAACCAACAAGA CTGCAGAGTGGAGGGATCAT 235

Ai07B14181 Araip.B07 14181 p2 (TC)7 14 56649219 56649232 ATCTTTTCCAACTTCTTATCTCCTT GAAATTTTGAAAAAGGGGGAA 168

Ai07B14182 Araip.B07 14182 p3 (TAT)5 15 56649551 56649565 GTCTCCCCCTCTTCTTCCAC GTTCTTGTCCTTGCTCCTGC 123

Ai07B14184 Araip.B07 14184 p2 (GA)6 12 56654496 56654507 GAGAGAAGAGAGAGGGGTTCG TTCGAAAATCATTGACCACTTTT 246

Ai07B14189 Araip.B07 14189 p2 (CA)6 12 56696987 56696998 CAGCCCCTACTTCCAACAAA GAGAAGATCCACTTGCTGCC 194

Ai07B14193 Araip.B07 14193 p3 (AAT)9 27 56709769 56709795 GTGTCGTCGTAATGTCCGAA GAGAAGAAAAATTATGCAATAGATCG 279

Ai07B14195 Araip.B07 14195 p2 (AG)6 12 56722921 56722932 GGGGGCAATTTCTAGCTCAT TGAAATCAAAACAAGAATTGAAAGA 232

Ai07B14196 Araip.B07 14196 p2 (AT)34 68 56736756 56736823 TTTTTAGCAATCCAAAAATTTCC TCCGCACTTTATGTTTTGGA 213

Ai07B14197 Araip.B07 14197 p3 (TGG)5 15 56737449 56737463 TCAATGCCCTGTGATACGAA GGTAGTTGAGGCAGCAGGAC 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14199 Araip.B07 14199 p4 (TATT)5 20 56744236 56744255 CAAACTAACACATCATGCCTTTTT GAAATTTCAATTATCTGTCGTTTCAA 272

Ai07B14201 Araip.B07 14201 p2 (TA)6 12 56747114 56747125 AAACGGAACCTAATTTCTATGGTG AGAGCGTGCGAATACTTGGT 276

Ai07B14206 Araip.B07 14206 p3 (AAG)5 15 56765698 56765712 GCTTTTGTCTTCCCTTTCCC ATATGGCCGAACCTTAACCC 250

Ai07B14209 Araip.B07 14209 p2 (TA)6 12 56772207 56772218 TCACAGCAAGGGAAGGGTAT CGTGATTTTCAATTTGTTGACC 270

Ai07B14210 Araip.B07 14210 p2 (TA)10 20 56772883 56772902 TGAATTGATCTTAACCGTGCC ATCACCACCACCACTTCCAT 268

Ai07B14211 Araip.B07 14211 p4 (AATA)5 20 56780175 56780194 GGGAACATGGGTTAATAGGGA TTGGGGTAATTTTGTCCCCT 180

Ai07B14212 Araip.B07 14212 p2 (CA)7 14 56803972 56803985 TGAATACCCTCACTTTCGCC GATCGCGCTCTCTCATCTCT 237

Ai07B14215 Araip.B07 14215 p2 (AG)6 12 56831843 56831854 ATAGGTGAGGGGTTTTTGGG ATGCCAGGATTGGCATTAAG 176

Ai07B14218 Araip.B07 14218 p2 (TC)6 12 56850422 56850433 TTCCCTCTTTTCTTCATTCG TTTTCCAAAATAGAGAGGGAAAGA 127

Ai07B14222 Araip.B07 14222 p2 (AG)6 12 56883973 56883984 TTTTTGACCCAGTTTTTGGC AACCTAAAAGAGAGGAGAGAACCC 172

Ai07B14227 Araip.B07 14227 p2 (TA)10 20 56919284 56919303 GTGAATGAGGATCAATCCCG TTGCCATAAAAGAATCGTTGC 256

Ai07B14230 Araip.B07 14230 c (A)11gaaaaagagaaaaaaatatatgtgtacatatatagatatataaggtataataaaaaaagagag(A)1084 56923136 56923219 TCAATAGTCAAAATGTGGGGG AACCAATCCACAATTCACCC 211

Ai07B14232 Araip.B07 14232 p2 (CT)6 12 56927461 56927472 GGTTGATGTGGTGATTGTTTTT TTTTACCTTTTGTTTTGTGGTACA 262

Ai07B14235 Araip.B07 14235 p2 (AT)9 18 56934513 56934530 GGGAGCTAAGATTGAACCCC AAGTGCAATGCTCGGAAAAG 160

Ai07B14236 Araip.B07 14236 p2 (TA)8 16 56934680 56934695 TTGCGATTTTGCTTTAACGA ACCTGGATTTGAGGCAGCTA 265

Ai07B14239 Araip.B07 14239 p2 (GC)6 12 56941548 56941559 GGCGCGAAGGTATTAAACTG CCTGAGGCACAACCTCTCTC 130

Ai07B14240 Araip.B07 14240 p3 (TTC)5 15 56959830 56959844 AATAAGTTTGGCTTGGCGTG ACGCCAGTTCAACTTTCCAG 270

Ai07B14245 Araip.B07 14245 p2 (AT)7 14 56985094 56985107 GGGATTCAAAATGTTGCTGC TTCTTGCTGCTTTGGAGATG 206

Ai07B14246 Araip.B07 14246 p2 (TA)6 12 56986575 56986586 TTCCATCTATATTTTCAGTCATTTCTC TTGGAATCGTTTAAACAGAAAATC 252

Ai07B14247 Araip.B07 14247 p2 (AG)6 12 56991322 56991333 AGTACCGAACAGATCGCAGC ACTCAAATTTAATAGGTTGATGATTCT 272

Ai07B14253 Araip.B07 14253 p2 (AG)35 70 57014372 57014441 GGTGGCTTGCGATATGGTAT CCATCCCTCACTTGCTCACT 238

Ai07B14254 Araip.B07 14254 p2 (AC)10 20 57015665 57015684 CCTTGTCGTGCTGCAAATTA TTGACCATTTGGAAAGATGCT 267

Ai07B14255 Araip.B07 14255 p4 (ATCT)5 20 57016252 57016271 CCTTGGCTAGATTGATTGATTG TGTTTCTGATGGGCAATAAGTTT 277

Ai07B14262 Araip.B07 14262 p2 (GA)8 16 57064928 57064943 TCGAACACAGAGAGGGAGAGA TCGAAAATCACTAACCACCTTTT 253

Ai07B14265 Araip.B07 14265 p2 (AT)6 12 57090428 57090439 CGTGCCTCACTTCTTTGTGA CCTGTCCGGTACTGTGCTTT 248

Ai07B14267 Araip.B07 14267 p2 (AG)6 12 57096492 57096503 AACCCAAGTATTGGAAGGGG TGCAAAGAGAATTGAAATCAACA 189

Ai07B14270 Araip.B07 14270 p3 (GAA)5 15 57131195 57131209 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai07B14271 Araip.B07 14271 p2 (AG)6 12 57145021 57145032 GAAGAGGGTGAGGGAGAAGAG TGTTTCTTATCTTTTTCAAAACAACC 234

Ai07B14278 Araip.B07 14278 c (CT)7tctctgcccagctccgccggtccctgccgccggccaacgccgccgccagtcaccgccggcgacctt(TC)692 57194548 57194639 ACAACCTGCCCTGTTGAGAG GTTTGGGTTTGCTGGAAAAA 256

Ai07B14280 Araip.B07 14280 p2 (TA)8 16 57205297 57205312 CTACCACACCCTTGAGGGAA CCATACATGCCACGTTTTCA 269

Ai07B14281 Araip.B07 14281 p2 (AG)6 12 57205483 57205494 TGAAAACGTGGCATGTATGG TAATGAAAGGTCACGGCTCA 203

Ai07B14282 Araip.B07 14282 p3 (AAG)5 15 57213183 57213197 AACCCCAGTGGACAAGACAG TTCAAATGTCTTGGAAGGGG 154

Ai07B14284 Araip.B07 14284 c (T)21cag(A)12 36 57218687 57218722 AGGCATATTGTTTGCCCAAG TGTGAACACTAAGGGGAGCA 184

Ai07B14286 Araip.B07 14286 p4 (AAAT)8 32 57224752 57224783 CCTTTTTCAAAACATCCTAACCA CCATGATGGAGAAAGGGAGA 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14288 Araip.B07 14288 p2 (TG)6 12 57246075 57246086 TTGCTTGATTTTTGCCTGAA AAGGAAGCGTGAATTGTTGG 276

Ai07B14289 Araip.B07 14289 p3 (TTC)6 18 57250496 57250513 ATTGCAACATCCACCACTCA GGAACCTGGGTCAAACAGAA 271

Ai07B14290 Araip.B07 14290 p5 (TTTAT)5 25 57253950 57253974 TCCGGCAGATTTTATTTTGG GCCCAAAGTGTAAAATACAACAAA 152

Ai07B14291 Araip.B07 14291 p2 (TA)8 16 57254228 57254243 TTCCTGAGCTTAGTTTACCCTTTT CGGGTTGTGTGTTCTTTAGC 280

Ai07B14292 Araip.B07 14292 p2 (AT)10 20 57255117 57255136 TGTGTGTGTTTGGTGAGAGC CATTGGACCCTCACTGGATT 271

Ai07B14293 Araip.B07 14293 p2 (TA)13 26 57263301 57263326 ACCTTTCTGCATCGAGCCTA TTTTCGTCCTCGAAAATTGA 264

Ai07B14294 Araip.B07 14294 p2 (TA)17 34 57274122 57274155 TATTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 238

Ai07B14296 Araip.B07 14296 c (GAA)5aatatggagagga(G)1038 57308075 57308112 TTAGAATTTTGCTCGCCCTC TCTCTTTCTCTTCTTGGCCG 111

Ai07B14297 Araip.B07 14297 p3 (AAT)6 18 57312625 57312642 TATTTTTGGCTGCCATCTCC CCCCTTCCTTTCTTCCACTC 251

Ai07B14298 Araip.B07 14298 p2 (AG)11 22 57312948 57312969 AGCACAAGGGTGAGAAAAGC TTTCTTATCTTTTTCAAAACCACC 276

Ai07B14302 Araip.B07 14302 p3 (TTC)6 18 57325540 57325557 TTCGAACCCTCTTCCTCTCTC CTCTCCAGGGTGTTGTGCTT 252

Ai07B14304 Araip.B07 14304 p3 (ACA)5 15 57333743 57333757 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai07B14305 Araip.B07 14305 c (TG)6(TA)9 30 57351947 57351976 GGGTTTGGGGAATACTTGGT TTACCTTGGGGCATTTTGTC 221

Ai07B14309 Araip.B07 14309 p2 (CT)10 20 57387879 57387898 TCCTTCTTTCTTCCTTCCCC GGGATGATGACTCAAAAGGTG 239

Ai07B14310 Araip.B07 14310 c (A)10tttttcttttgttttcg(A)1037 57404330 57404366 TTTGGACAACTGACGGTTCA GATTAGCCAATCCCAAAGCA 265

Ai07B14311 Araip.B07 14311 p3 (TCT)5 15 57407327 57407341 ACTATCTCCCACCCAATCCC TTAAAATGTTGCTCGCCCTC 119

Ai07B14315 Araip.B07 14315 p2 (TA)8 16 57424609 57424624 ATTCTGCTGCTTGCCAATCT TTCGAACTCACAATTTTTAGATGT 229

Ai07B14317 Araip.B07 14317 p2 (AT)6 12 57425504 57425515 AAGTAAAGGGCGACAAAGCA CGCAAGTTGTGGCTAGTCCT 237

Ai07B14318 Araip.B07 14318 p2 (AG)6 12 57430061 57430072 CCCAGATCCAAGTCCAGAAA TGAACCTATGACTGAAGATGAATTG 200

Ai07B14319 Araip.B07 14319 p3 (TGT)5 15 57441005 57441019 TAAGTGATTTGAGGGGCCTG GGCAAGATAACTCCGACCAA 235

Ai07B14320 Araip.B07 14320 p2 (TC)16 32 57444354 57444385 TGTTCACTCATGCATGCTTCT TCAAGTGTGGGGGAATTTGT 278

Ai07B14321 Araip.B07 14321 p2 (AC)7 14 57444511 57444524 GATTTTCCACAAATTCCCCC ACCCTTGCATCTATCCCCTT 148

Ai07B14323 Araip.B07 14323 p3 (GAA)5 15 57478971 57478985 GCTTTTGTTTTCCCTTTCCC CCTAACCCCTCTCCCTTCAC 269

Ai07B14324 Araip.B07 14324 p2 (TA)7 14 57491176 57491189 TTCTATCCGGCCTTGTCTTC TAACCGCATCACACTCGAAC 134

Ai07B14326 Araip.B07 14326 p3 (TTC)5 15 57503284 57503298 TTCGAAAATTCTCCACTTATTTCTC TCTTCATTCCCATTTGGGTC 186

Ai07B14327 Araip.B07 14327 p2 (CT)6 12 57507190 57507201 GAAAGCTTGGCTGGCTAGTG GAAAAAGAGGGGAGATATTTTCG 274

Ai07B14328 Araip.B07 14328 p2 (CT)6 12 57511274 57511285 TGTTTCTTAACTTTTTCAAAACTACCT TGAGGATGGCAGAGATGTGA 280

Ai07B14329 Araip.B07 14329 p2 (TC)6 12 57511449 57511460 TCGAAAATATCTCCCCTCTTTTT ACACAACTGTGAGGATGGCA 239

Ai07B14330 Araip.B07 14330 p3 (TAT)5 15 57511612 57511626 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 203

Ai07B14331 Araip.B07 14331 p3 (TTC)5 15 57515038 57515052 CCCCATAAACTCTCTTCCCC ACTCGGAGGTGGAAGCTTTT 248

Ai07B14334 Araip.B07 14334 p4 (TCCC)5 20 57530488 57530507 TTGTCTTTAAAGCCTTTTCTATCCTC GCTCGTCCTCAAGCAAAAAG 262

Ai07B14336 Araip.B07 14336 p2 (CT)7 14 57550369 57550382 CAAAACCACCTAACTACTTTTCCA GAAGGGTTCGAATTATGAGAAGAA 268

Ai07B14340 Araip.B07 14340 p3 (AGA)6 18 57584401 57584418 TCCCATGACTCAGATGTGGA AACCACATCTCCCTCTCCCT 208

Ai07B14341 Araip.B07 14341 p3 (AAT)5 15 57591170 57591184 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14342 Araip.B07 14342 c (T)11aaatttaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)798 57591430 57591527 TAGAATAGGATGGGGGAGGG TTTCTTAACTTTTTCAAAACCACC 233

Ai07B14344 Araip.B07 14344 p2 (AC)6 12 57595167 57595178 GGGTTCTAAAATTGCGCGT CAAGTTTGCTTGCACCTCAA 238

Ai07B14351 Araip.B07 14351 c* (AT)10(T)10* 29 57654998 57655026 TTATTGGACTTCGCTTTGGG TGGTTGGAAAAAGGTGTGTG 262

Ai07B14355 Araip.B07 14355 p2 (CT)6 12 57662733 57662744 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTGGGTGGGATGAAGTGTT 254

Ai07B14360 Araip.B07 14360 p2 (TA)9 18 57692727 57692744 GCTTAGGTCGCAAACCAGAG CTGGTATTTGCTTCGCAGGT 230

Ai07B14364 Araip.B07 14364 p2 (AG)10 20 57721884 57721903 AAGGTTCAGAGACGGAAGCA GCAGGGCCATTTGAGTTTT 258

Ai07B14370 Araip.B07 14370 p2 (CT)6 12 57785925 57785936 GGAACATTGAACCTGGAATTG GAAAAGAGGCTGCAGAATGG 174

Ai07B14373 Araip.B07 14373 p3 (CTT)6 18 57800141 57800158 CGGAGGTTCAGCATCTCCTA CAAGAGCGACATGATTCCAA 204

Ai07B14380 Araip.B07 14380 c (A)10catctaaaattattaaaaaattattcaaaacccaaaaaaaattcaaaac(A)1069 57837552 57837620 CTAGTGGCCAGTTTTGGTGG CCCTCTCTTCCAAATCCAGA 264

Ai07B14382 Araip.B07 14382 p3 (GAG)8 24 57839061 57839084 AAAGATGAAACACGCGAAAAA CGATTTTTATAGCGCTTCGC 111

Ai07B14386 Araip.B07 14386 p2 (AT)10 20 57845978 57845997 TCGATTTTATGAGTTTGATGGC GGAGCTTAGGGTACTTGGACA 240

Ai07B14388 Araip.B07 14388 p3 (AGA)5 15 57849969 57849983 TGCTTGCTCCATCCTTTTCT CACACATCCCTCCATCTCCT 253

Ai07B14389 Araip.B07 14389 p2 (AG)6 12 57854162 57854173 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 274

Ai07B14395 Araip.B07 14395 p2 (TC)6 12 57868438 57868449 GATGATCTGGCATTACGGCT GTGATGAAACGGCAGTGTTG 231

Ai07B14396 Araip.B07 14396 c (AT)20(AG)9 58 57874309 57874366 GACGTCAATGTGCTCTGGTG TCAGGGCTTCTTCTTCTCCA 280

Ai07B14398 Araip.B07 14398 p2 (AC)8 16 57885355 57885370 ATGCATGCAATTACTTGGACA CACTTGAGGGACTAGAGCGG 234

Ai07B14399 Araip.B07 14399 p2 (TA)11 22 57896447 57896468 GAAAAGAAGGGCGAAACACA TCACAACAATCCACACACACA 278

Ai07B14403 Araip.B07 14403 p3 (TCT)5 15 57922300 57922314 GTTCTGTTTCCCACTTCCCA TACCGGAAGAGGTGGTTGTC 143

Ai07B14404 Araip.B07 14404 p3 (AAT)6 18 57939006 57939023 GCCTTCTATCACATTGCCTGA CTACTGCGCATGCACCTTTA 217

Ai07B14407 Araip.B07 14407 p2 (TG)7 14 57953271 57953284 ACACCCTGGCACAAGGTTAG ATTTTGGCGCACAACCTAAT 257

Ai07B14409 Araip.B07 14409 p2 (AG)6 12 57956488 57956499 CAGCAAGGAAGGAAAGATGG GCCCACTACCCATTCACCTA 176

Ai07B14410 Araip.B07 14410 p2 (AC)6 12 57961002 57961013 ACCAATGCAAACAGCATGAG GGGGACAAAATTACCCCAAT 254

Ai07B14411 Araip.B07 14411 p4 (TTAT)5 20 57961153 57961172 TTCCCACTTTTGCATCACAT TGGGAACTTGGGTTGATAGG 280

Ai07B14412 Araip.B07 14412 p2 (AC)6 12 57962173 57962184 ACCAATGCAAACAGCATGAG GGGGACAAAATTACCCCAAT 254

Ai07B14413 Araip.B07 14413 c (TTAT)5ttgaatatttttggttttttttattttttttatttttac(T)1069 57962324 57962392 TTCCCACTTTTGCATCACAT GACAAAATATTGGGAATTTGGG 279

Ai07B14415 Araip.B07 14415 p2 (TC)6 12 57982594 57982605 TCCCCCTCTGTTTCTCCTCT CTCACCACCACTCACCCTTT 171

Ai07B14417 Araip.B07 14417 p2 (TA)20 40 57989067 57989106 TTCGATTTTCTGTGAGCGTG TTTTTACGGTGATTTTCGGA 216

Ai07B14418 Araip.B07 14418 p2 (TC)7 14 57989584 57989597 TTCTCCAAAAATCCACCTGC TGATTCCGAAAGGTTTGGTT 203

Ai07B14420 Araip.B07 14420 p3 (TTG)6 18 57992410 57992427 TGGAATAAGTGAAGCCGACC TGGACAGTGGACACAGGGTA 130

Ai07B14422 Araip.B07 14422 p2 (CT)12 24 57994114 57994137 CTCTTGCCTCTGCCTTTGTC TATTTTGGGAGCCATTCCAC 249

Ai07B14425 Araip.B07 14425 p2 (TA)7 14 57998140 57998153 GGGAGAGAAACTGAGAAAGAAAGA CACTAAACGCGCACAAAATG 204

Ai07B14427 Araip.B07 14427 p3 (CAT)5 15 58006323 58006337 TTTCACAACAACATTTCACATCA ATCGGCCAAGGTATGGTTTT 265

Ai07B14428 Araip.B07 14428 p2 (AT)26 52 58007499 58007550 TTTGAATCTATTCCGGGCAC CCTTGGCAACTTGTTGGATT 235

Ai07B14429 Araip.B07 14429 c (TA)14(GA)9 46 58010200 58010245 GAACCGCCCTGATACCACTA TTCATCCTTGATGTTGCTTG 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14430 Araip.B07 14430 p2 (CA)6 12 58011409 58011420 CTTAGCAGGGTTGGGGTGTA GCTCATGGCTTGCATAGGAT 253

Ai07B14431 Araip.B07 14431 p5 (CTTTT)5 25 58011968 58011992 GCTCTCCTGTGGCAAAGATT GGAAAGATGAGGGAAGAGTGTG 180

Ai07B14432 Araip.B07 14432 c* (ATA)5(AT)6*aaaagtatatacaaatgtatcaatgcatatggttttacatatagtgcatgaatatgtacccaattcccaatatttttaac(A)11115 58016003 58016117 GGCATTTTTGTCCCCTTTTT TATCATTTGGGAATGGGGAA 214

Ai07B14434 Araip.B07 14434 p2 (AT)6 12 58043776 58043787 TGACATTTGTAACGACCCGA TTCGTGTTTGTTTGTGTTTGG 186

Ai07B14435 Araip.B07 14435 p2 (TA)8 16 58043963 58043978 CCAAACACAAACAAACACGAA GTTCGGGTGCCAGATTAAAG 202

Ai07B14436 Araip.B07 14436 p2 (TA)18 36 58056387 58056422 CATAGGCCACGTGTCATGTTA AAACAACGTTTTCATTTCTTCAG 277

Ai07B14437 Araip.B07 14437 p2 (AT)6 12 58057316 58057327 GGAGCCTTGAAAGAAAAGGG CGACTCTTGTCCTTCTCAACAA 279

Ai07B14438 Araip.B07 14438 p3 (ATG)6 18 58064259 58064276 TTGAGAATCGGCCAAGGTAT TCATTTCACAACACCGTTTCA 277

Ai07B14439 Araip.B07 14439 p2 (TC)8 16 58070411 58070426 TTCGTGTGAACCTTTCATGC ACCAAGCTGCTGAGTCATTG 274

Ai07B14440 Araip.B07 14440 p2 (AG)10 20 58070725 58070744 ACGTGTCACCAAACCATTCA GGGAAAGGGAGCTACGTCAT 280

Ai07B14441 Araip.B07 14441 p2 (TG)7 14 58072149 58072162 TGTATGCAGCCTGGTCGTTA TGGCAAATAGCAACAAACCTC 277

Ai07B14442 Araip.B07 14442 p2 (AG)7 14 58073604 58073617 AATCACCATCATCGGCATCT CGAACTCAATGGGAAAGGAA 242

Ai07B14443 Araip.B07 14443 p5 (AAAGA)5 25 58074811 58074835 GAAAGATGAGGGAAGAGTGTGAA CTGTTCTCTGCTCTCCTGGG 141

Ai07B14444 Araip.B07 14444 p2 (TG)6 12 58075376 58075387 TAATGTCGGGAGTGGGTAGG CAGATGGCCAATAGCAACAA 203

Ai07B14445 Araip.B07 14445 p2 (AG)6 12 58080091 58080102 ATCCAAGCCCAGAAACACAG GGAACATTGAACCTGGATTGA 199

Ai07B14446 Araip.B07 14446 p5 (TTTTA)5 25 58097018 58097042 GATGCCACTTCTTCACACCA TGTGCAAGTACTGAAAGACACA 195

Ai07B14447 Araip.B07 14447 p2 (AG)6 12 58097909 58097920 ATCCAAGCCCAGAAACACAG CAAAGGAACATTGAACCTGGA 203

Ai07B14448 Araip.B07 14448 c* (T)10(TC)7* 23 58101177 58101199 TTGTCCCTGCTGCCTTCTAC ATGCAAATGCAACAAATAAAAA 275

Ai07B14449 Araip.B07 14449 p2 (AC)6 12 58104920 58104931 AATGCTAACGGGTTGGACTG GAGCTCTTCACAAGGAACGC 234

Ai07B14452 Araip.B07 14452 p2 (AC)7 14 58124274 58124287 CTGCCTGGTACAGCATGAGA TCCCTCCTTTCTTCAACTGG 245

Ai07B14453 Araip.B07 14453 p4 (AGAA)8 32 58135822 58135853 CACTTCCCAACCAAACCCTA TCCACCGACACTCTCCTCTC 192

Ai07B14454 Araip.B07 14454 p2 (TA)6 12 58139122 58139133 TTTTCCCTCGCCTTTATCTTT GCTTGGGCATTACGACAACT 236

Ai07B14455 Araip.B07 14455 c (TA)7(TG)22 58 58142119 58142176 TTTATCTTCTGCCTTGCGCT TTGGATCCTACATTCCACCC 256

Ai07B14456 Araip.B07 14456 p4 (AAAG)6 24 58142946 58142969 CCCCAAATGGAAACCCTAAT TCCACCGACACTCTCCTCTT 255

Ai07B14457 Araip.B07 14457 c (GA)8gccgcgcgaggaggagtcttcatggtcgccattcgtcctccctgctgccagacatcgtcgccgccgttcatgagaagagagt(GA)7112 58143185 58143296 CCATCACGAGGAGAACCAA CTCTGTCCTCTGCTTCACCC 258

Ai07B14460 Araip.B07 14460 p2 (TC)7 14 58169988 58170001 TTGATCGCCAGACCTATTCC TGGATGTGGATTGGTGAAGA 274

Ai07B14461 Araip.B07 14461 p2 (AT)8 16 58175591 58175606 TTTTAGCCCTTGATTGTGCAT GGGGTTTATCAAATCTCCCC 208

Ai07B14464 Araip.B07 14464 c (GAG)7gtggtagtggtagtgacgatggtaacaaaagtgaaaaataataaaaaaggaag(AGA)589 58189986 58190074 AACAAGCACAGACCAAGTGC CTTCTCCTTCTTCACCCATGA 274

Ai07B14465 Araip.B07 14465 p2 (AT)6 12 58192204 58192215 GAATTCTAGGCATTCTGGCG TTTGGTATTGTGATGATGTCTAGG 249

Ai07B14466 Araip.B07 14466 p2 (CT)10 20 58193589 58193608 AAGTGCTAGCTCTCCCTCCC TCCGGTGATTATAAATGCTTCA 244

Ai07B14468 Araip.B07 14468 p2 (GA)18 36 58211952 58211987 ATGAAGGTGGTAAGGAGGGG CAAAACATTTCCCTCCCAAA 138

Ai07B14469 Araip.B07 14469 p2 (AG)20 40 58215220 58215259 TCTCCGGAGTGTTGTGCTTT TTCTATTCAAAATTCGAACCGT 280

Ai07B14470 Araip.B07 14470 c (TC)6(TA)6 24 58226408 58226431 CTTCAACTCCGTGAGCAGTG CTAAGCTTTACCTCGCGTCG 264

Ai07B14476 Araip.B07 14476 p3 (AAG)5 15 58246798 58246812 AATTGATGCTGAGGAGGGTG TCTTCATTGCTTTCCAAGGG 132



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14479 Araip.B07 14479 p2 (CT)14 28 58271831 58271858 GGTTCATAAATCAAATTGGGAAA GGAGGCAACGAATAGGACAA 251

Ai07B14481 Araip.B07 14481 p2 (GT)6 12 58275872 58275883 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 233

Ai07B14482 Araip.B07 14482 p2 (TA)13 26 58281734 58281759 TATATGGCTAGCCGGCTTCA TCGAGTCGTAAAGCAAAAAGC 245

Ai07B14484 Araip.B07 14484 p2 (TG)16 32 58288128 58288159 TCTCATTTGCGTTTCTCCCT TTTTTGCATCAAGCCTACATTG 280

Ai07B14487 Araip.B07 14487 p2 (TA)6 12 58301127 58301138 ATATTCTCCGGCCAGCCTTA TGCAAAATTAAAAAGCGCAA 165

Ai07B14499 Araip.B07 14499 p3 (ATT)6 18 58343077 58343094 TGCCATATCAATTGGACTGC TTTCAATAAATCATGGTCCCAC 167

Ai07B14501 Araip.B07 14501 p2 (CT)7 14 58350261 58350274 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 238

Ai07B14502 Araip.B07 14502 p3 (TAT)6 18 58350598 58350615 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 270

Ai07B14503 Araip.B07 14503 p3 (TTC)6 18 58350903 58350920 CCGCTCTACACTCCTCTTGG CGGTCTTAGGTGCCATCAAT 173

Ai07B14504 Araip.B07 14504 p2 (CT)7 14 58353507 58353520 CTTGGTGTTTTCCCTCCAAA GAAAAAGAGGGGAGATATTTTCG 266

Ai07B14505 Araip.B07 14505 p2 (AG)6 12 58354899 58354910 TGCCATCTCCTCTTCCTGTT CATCACCAAAAATCCGAACC 280

Ai07B14506 Araip.B07 14506 p2 (AG)6 12 58355135 58355146 GGTTCGGATTTTTGGTGATG TTTCTTATCTTTTTCAAAACCACC 267

Ai07B14508 Araip.B07 14508 p2 (AG)8 16 58358281 58358296 GTGGGTGTTATGGGAAGGTG AGAAAGGGAGAAAAGCTGGC 208

Ai07B14513 Araip.B07 14513 p2 (CT)6 12 58380074 58380085 GCACCAGACTGGCGTTTAAT TGAGAGGTTTTTGGGGAAGA 251

Ai07B14516 Araip.B07 14516 p2 (GA)7 14 58405990 58406003 AGAGAGAGGGAGAGGGTTCG CGAAAATCACTAACCACTTTTTCA 251

Ai07B14521 Araip.B07 14521 p2 (TA)7 14 58446765 58446778 ATGGAGAAAATGGAGCATCG GTGACGGTGACTGACTGGTG 279

Ai07B14525 Araip.B07 14525 p2 (AT)11 22 58484043 58484064 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 238

Ai07B14536 Araip.B07 14536 p5 (AAGAT)5 25 58513429 58513453 AACACAGCCCAAATCCAAAG CCTGGGTGCTCCAGTGTATT 166

Ai07B14540 Araip.B07 14540 p5 (AAGAT)6 30 58548560 58548589 CAAATCCAAAGGTAGCCCAA TGCACTGCTGATCCTTCATC 280

Ai07B14541 Araip.B07 14541 p2 (AT)6 12 58558531 58558542 CCTTTTTAAGCGTGGCCATA TTCAAAGTCTACTTTTGTGGTGACA 198

Ai07B14544 Araip.B07 14544 p3 (TAT)9 27 58567426 58567452 TCTCTAATCAATCGCCACCC CAAACGTTGGGGACAAAAAC 166

Ai07B14545 Araip.B07 14545 c (TTA)6tttccttctttggccgaagccataaagaacaaaaggaaagaaatgaaacaacgtgggttttg(TA)6tttcatgcatttattttcaccgaatggaatttgg(A)13139 58568198 58568336 TGGCAGGACAACATTGAGTC CTTTGCTTCGGCTCCTTCTT 280

Ai07B14546 Araip.B07 14546 c (TTA)6tttccttctttggccgaagccataaagaacaaaaggaaagaaatgaaacaacgtgggttttg(TA)6tttcatgcatttattttcaccgaatggaatttgg(A)13139 58569863 58570001 GGACGATTGAAACGTTAAGGA ATTTTCTTTGCTTCGGCTCC 238

Ai07B14551 Araip.B07 14551 p2 (CT)6 12 58613902 58613913 CTCTGCCATCTTGCATACCA GGGGGAATCCATTCATTCAT 277

Ai07B14552 Araip.B07 14552 p2 (TA)11 22 58615417 58615438 ACCTTTCCCGTACAGCTCCT GTGCTAGGTGGGAGACAACC 234

Ai07B14553 Araip.B07 14553 p2 (CT)12 24 58618335 58618358 TGAACATTGAACCTGAAATTGA TGGGCTGTTTCTAACCCAGT 217

Ai07B14554 Araip.B07 14554 p3 (TTC)5 15 58622263 58622277 TCCTTGGTTGAGCTGCTTCT TAGTCTCCCAGATGGGATCG 267

Ai07B14560 Araip.B07 14560 p2 (TA)7 14 58654052 58654065 GCCTAGCTACCCATATTCCCA TGCATCAACTAAGTGTGGGG 241

Ai07B14562 Araip.B07 14562 p2 (AG)6 12 58658493 58658504 CGGAGTAAAAGCAACAATAGCA TTCAAAGGAGAGCTCGCTAA 280

Ai07B14565 Araip.B07 14565 p3 (TTC)6 18 58666872 58666889 GGCCCTCTCCTCTTCTTCAT GGAGAGAGAAAATGGGACCG 250

Ai07B14566 Araip.B07 14566 p2 (AG)8 16 58668109 58668124 AGCGATTTCTGGACCCTTTT AAACATTGAACCTGGAATGGA 229

Ai07B14567 Araip.B07 14567 p2 (AG)9 18 58677478 58677495 AGCGATTTCTGGACCCTTTT AAACATTGAACCTGGAATGGA 231

Ai07B14568 Araip.B07 14568 p2 (AG)6 12 58681038 58681049 CATGGGAGAATTCATAAATCAAA GGCCCAGATCCAAGTACAGA 275

Ai07B14569 Araip.B07 14569 p2 (TA)6 12 58681861 58681872 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14570 Araip.B07 14570 p2 (AG)6 12 58688079 58688090 CATTAAACCTGGGAGCCAGA GGCCCAGATCCAAGTACAGA 192

Ai07B14571 Araip.B07 14571 p2 (AG)6 12 58694763 58694774 GGCGGAATGAACCAAGTAGT GGTTCATCCACATAAAAGAGAGC 253

Ai07B14575 Araip.B07 14575 p3 (ATT)5 15 58717885 58717899 GAGAGGATGGGATGTAGCCA GTCGGCTTGAAGCAAGCTAT 276

Ai07B14578 Araip.B07 14578 p3 (GAA)5 15 58750488 58750502 GAACCTGGAAGGCGTATGAA CCTTCCTCTCTTCTCCCCAG 276

Ai07B14579 Araip.B07 14579 p2 (AG)6 12 58757801 58757812 CTTTTTGGCCCATTTCTCAA AAGGGAACATTGAACCTAGCA 212

Ai07B14582 Araip.B07 14582 p4 (AAAG)5 20 58786945 58786964 GGTATACTTGGGAAATTCGGG GGGCATTTTTATCCCCTTTC 206

Ai07B14585 Araip.B07 14585 p3 (AAT)5 15 58825445 58825459 CCGACAAAAATCCCTTCGTA CCAGTTCTCCATACCTTGCC 244

Ai07B14586 Araip.B07 14586 p2 (AG)6 12 58826947 58826958 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGAGGGAG 123

Ai07B14588 Araip.B07 14588 p2 (AG)6 12 58834274 58834285 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGAGGGAG 126

Ai07B14589 Araip.B07 14589 p3 (TCT)5 15 58835627 58835641 ATATGGCCGAACCTTAACCC CCCTTTCCCTTTTTGAGAGG 270

Ai07B14591 Araip.B07 14591 p3 (TTC)5 15 58844422 58844436 CGAATTCAACACACCCCTCT AAGCAGAGCTTTTTCCCACA 118

Ai07B14592 Araip.B07 14592 p2 (CT)6 12 58847490 58847501 AAAAGGAACATTGAACCTGGAA GGGGCGATTTCTGGTCTATT 261

Ai07B14593 Araip.B07 14593 p2 (AT)13 26 58848621 58848646 TGTAATGCGGCTGAGGTAAA TGAATTACCCCAAATGCAAA 254

Ai07B14597 Araip.B07 14597 p2 (TA)6 12 58859224 58859235 CAATGTTTTCTTTCCCATCTCA ATGGGTTTATCAACCTCCCC 273

Ai07B14599 Araip.B07 14599 p5 (TTTAA)5 25 58862607 58862631 AAAATCCCTTCCCCCTTTTT CAAGGGTGAGGATAGGAGCA 238

Ai07B14604 Araip.B07 14604 p2 (GA)14 28 58890472 58890499 GAGGGGGAAAGAGGAAAAGA AGTATAAGCGCAAGTCGCGT 240

Ai07B14607 Araip.B07 14607 p2 (CT)6 12 58934179 58934190 TCAAAACCACCTAACTACTTTTCTCTC GAGGGAGAGGGTTCGAATTA 277

Ai07B14610 Araip.B07 14610 c (A)10ttgcaaccacaaattaacaataaccaa(AAT)552 58939096 58939147 GGCCTTGGAACTGAAACAAA AAATGTCCACATTCGGTTCC 246

Ai07B14611 Araip.B07 14611 p2 (AT)6 12 58940181 58940192 GCTTGCCATTTGGAAGGTTA ATTAGGGGAACCACCACATT 121

Ai07B14613 Araip.B07 14613 p4 (TAAA)7 28 58966929 58966956 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 273

Ai07B14617 Araip.B07 14617 p2 (GC)6 12 58997431 58997442 TATAGTGCCACCGGAAGAGG ATCCCTTGCCAACATCTCAC 234

Ai07B14618 Araip.B07 14618 p2 (GC)6 12 58997897 58997908 TGGGCATAAGTGTGGCATAA AAAAAGGAAAAATGGGCACC 278

Ai07B14619 Araip.B07 14619 p3 (TTC)5 15 59016590 59016604 TCCAATCGTCTATCATGGCA GGCGGATCCATTCAGAGATA 100

Ai07B14624 Araip.B07 14624 p3 (GAA)6 18 59035764 59035781 CAAACCAAGGAAACAAACACA GTTTCAAGAACAGTGGGGGA 271

Ai07B14625 Araip.B07 14625 c (A)10gctctttaatgttttattcaagaaaaaacaggcag(A)1055 59041967 59042021 CGGCGGATAGCATGTAATTT GCTGGATCATTGGCTGATTT 276

Ai07B14629 Araip.B07 14629 c (A)10tataaattc(A)1534 59052693 59052726 TTCAACTCCGTCCGTATTTTC TTTTGAATCACAAGTGCCAAA 280

Ai07B14631 Araip.B07 14631 p3 (ATT)5 15 59073947 59073961 ATGAAGGGGTAGCAATCAGC CAACACCAGCGAAACAGAAA 132

Ai07B14636 Araip.B07 14636 p3 (GAG)5 15 59100582 59100596 GCCATTACCTTGCTTGGTGT TGAGCCTCAGATTCCTTTGG 137

Ai07B14643 Araip.B07 14643 p2 (GT)6 12 59168376 59168387 AGGCAATTTCTCGATGGATG GCATTCTAAGTTGCACGCAG 249

Ai07B14644 Araip.B07 14644 p2 (TA)7 14 59169423 59169436 TTGATTTTGGGAGAGTTGGG CGAGCATTTTGTCCCCTTT 206

Ai07B14645 Araip.B07 14645 c (CTT)5tt(TCA)6 35 59186306 59186340 TCTTCTCCCTCCTGATCATCTT TGAATGTAAGTTCATTATTTTCCAAG 219

Ai07B14646 Araip.B07 14646 p3 (CTT)5 15 59186690 59186704 GCAAATTTGGGTGTAACACGA TCAACTTCCAAGTATTTTACAGCA 273

Ai07B14647 Araip.B07 14647 p2 (AT)16 32 59187133 59187164 TTCTGCTGCTTCTTCTTCTTCA TTCGCATGTTTTATCTTCATCG 275

Ai07B14648 Araip.B07 14648 p3 (AGG)6 18 59187387 59187404 CGATGAAGATAAAACATGCGAA GTGAAAATCACGTTCCTCCC 116



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14649 Araip.B07 14649 p3 (AAT)5 15 59190147 59190161 GGCATGGGTGAGTCTTTTGT ATGGTGGCCATGGTACAAGT 180

Ai07B14650 Araip.B07 14650 p3 (TTG)5 15 59193034 59193048 ACATGACAGAGCACAATGGC CGTCTTTTGCACTGATTTGG 180

Ai07B14652 Araip.B07 14652 p2 (AT)6 12 59195720 59195731 AGCACCAAAATCTGGTCCAA GCATGGCTGGATCGTAACTT 245

Ai07B14653 Araip.B07 14653 c (A)11gttaaacaaaataaaataaagaaaagcaaaatcgacc(A)10gaaatt(A)1074 59196998 59197071 AATTGTTAGTGGCTGGGTGC TCGAGTCACTTGTGGAGACG 251

Ai07B14654 Araip.B07 14654 p3 (GCC)6 18 59197275 59197292 TCATCTCAAATAGCTCCGCC TATCCCAAATCTCACGCCTC 264

Ai07B14659 Araip.B07 14659 c (CAAAT)6catttcca(T)1048 59203855 59203902 TCAGCAGCAGTTCACACACA CGACTGTTGCTTCCTTGACA 268

Ai07B14662 Araip.B07 14662 p2 (TA)6 12 59214121 59214132 TTGGACTGAAACTTGGGTCA TGGTGTTGAGGGAGAAAACA 273

Ai07B14664 Araip.B07 14664 p3 (TTC)6 18 59214982 59214999 TGATCCTTCTTGGTGCTGTG CATGATGGGAAGAGGGAAAA 266

Ai07B14665 Araip.B07 14665 p2 (GC)6 12 59232856 59232867 GCGTCAATTGGCTGTTTCTT CCATTTGATGCCTTGATGTG 235

Ai07B14666 Araip.B07 14666 p2 (TA)6 12 59234606 59234617 ATCAAAGGTGGTGAGGCAAG ATCGACGTTCGAGTGTGATG 118

Ai07B14668 Araip.B07 14668 p2 (TG)8 16 59244317 59244332 TCGCAAAAAGAAGAGATGGG TGGGATCGACCCTTACTCAC 259

Ai07B14669 Araip.B07 14669 p2 (AT)15 30 59246955 59246984 CAATGCAGATGTGGTGTGAA TTTCAAGGTTGTAATGGGGC 226

Ai07B14670 Araip.B07 14670 p2 (TG)7 14 59247504 59247517 GCGAAAAGAAGAAATGGGTG AAAAATGCTAACGGGTTGGA 176

Ai07B14671 Araip.B07 14671 p4 (TTAT)5 20 59262613 59262632 CCATGATGGAGAAAGGGAGA AAAATTTCGAAAACAAGGAGCA 264

Ai07B14673 Araip.B07 14673 p2 (AT)8 16 59272891 59272906 TCGACGACACCCATGTAAAA AAGGAACGCATAGCCGTAAA 250

Ai07B14675 Araip.B07 14675 p2 (CG)6 12 59280658 59280669 GGGGAAAGGAGAAAAACAGG AGTTGTGCCCACTTTATGCC 197

Ai07B14677 Araip.B07 14677 p5 (TTATC)5 25 59298243 59298267 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai07B14678 Araip.B07 14678 p5 (TTATC)5 25 59318383 59318407 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai07B14680 Araip.B07 14680 p2 (TA)8 16 59346611 59346626 CGAGCCGTGGCTAGACTATT CGCGTCGTAAATCAAAGGTT 234

Ai07B14682 Araip.B07 14682 p2 (TC)7 14 59351427 59351440 CCTAAGGCACGACGAACAAT AGGAATGGAGGGAATGAAGG 266

Ai07B14685 Araip.B07 14685 c (TTAT)6actgtaatac(T)1549 59362250 59362298 TCCACCACATATGCATTGATCT ATTGTGGGAACTTGGGTTGA 255

Ai07B14686 Araip.B07 14686 p2 (TA)12 24 59368578 59368601 CGAGAAAATTCTCCATAGGGC TTGCACACAAGAAGGGAAAA 193

Ai07B14691 Araip.B07 14691 c (A)10taggcgaaaaaaaatgtagaag(A)1042 59392806 59392847 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 148

Ai07B14694 Araip.B07 14694 p3 (GAA)5 15 59424208 59424222 TCTTCTTGGCCACAACATCA TCCTTCTCCCTCTCCTCCAT 261

Ai07B14695 Araip.B07 14695 p2 (AG)8 16 59426994 59427009 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGAATCAAGTCATTAATTGTG 277

Ai07B14697 Araip.B07 14697 p2 (AC)6 12 59430881 59430892 TGGGTAAGCGTGTCTCTCCT ATTTAAGAAGCTGGTGCCGA 173

Ai07B14700 Araip.B07 14700 p2 (TA)7 14 59434866 59434879 ATGGACTCATCAATTCCCCC TTGATTTCTTGTCTTGGCCC 240

Ai07B14704 Araip.B07 14704 p2 (TA)17 34 59450596 59450629 TTCGGTCTTTTTGTATCACCG AAAACCGCATAACACTTCGAT 232

Ai07B14705 Araip.B07 14705 p2 (AT)11 22 59469331 59469352 TTGATTTTGGGAAAGTTGGG TACTTTGGGGCATTTTGTCC 260

Ai07B14709 Araip.B07 14709 p2 (AG)6 12 59507150 59507161 TTTCTGGGCTGTTTTTGACC GAAACATAGAACCTGGAATGAAGAA 231

Ai07B14710 Araip.B07 14710 p2 (AG)7 14 59508710 59508723 TCAACCCCCATGTCAAGTTT TGGAATGAAGAAAACGAAGGA 232

Ai07B14712 Araip.B07 14712 p2 (CT)8 16 59509618 59509633 TTGAACCTGGAATTGGAGAAA TTTGGGCTGTTTTTAACCCA 230

Ai07B14714 Araip.B07 14714 p2 (GA)10 20 59517624 59517643 CCAAGCAAAAAGGAAAAAGAAA ACAGCTTCCCTGATTTGCC 280

Ai07B14720 Araip.B07 14720 p2 (TA)7 14 59552385 59552398 TTCTCGAGTGAAATGGAACTTTT GCGAAGGGAAAACGATACAA 128



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14721 Araip.B07 14721 c (A)10tg(A)11 23 59552757 59552779 GCAGAAAACCATTGTTAAGGC TCTTTTCATCCAAACAAAAGAAAA 185

Ai07B14723 Araip.B07 14723 p3 (ATT)8 24 59556704 59556727 AAGCCAAGCCGCTTTACATA AACGACCTAGCTTTAGCGCA 263

Ai07B14727 Araip.B07 14727 p4 (TATT)5 20 59583739 59583758 TTTCGAAAACTCCTCACCACTT ATTGAAGAAGAGGGGGTTCG 254

Ai07B14734 Araip.B07 14734 p2 (CT)9 18 59666483 59666500 TGTTTCAACTAACTAACCAACTTTTTG TGAGAGAGAGGGGAATTTTCG 279

Ai07B14735 Araip.B07 14735 p3 (TCT)6 18 59668794 59668811 ACCCACCTCACCCTCTCTTT CCCTCGAGCAAAAGAAGAAA 137

Ai07B14736 Araip.B07 14736 p2 (TA)6 12 59686914 59686925 CTCCATCCCTCTAGCTCACG TTCATGCTTGGAGCTTTGTG 241

Ai07B14740 Araip.B07 14740 p2 (TC)8 16 59705587 59705602 TAATTCCCCCACTCTCCCTC TTCGGTTACGAATACCAGCC 181

Ai07B14741 Araip.B07 14741 c (ACA)7at(AAC)5 38 59711853 59711890 TTATACCCCAGCAAAATGGG GACAAGGGATGAAAAAGGCA 266

Ai07B14742 Araip.B07 14742 p2 (CT)12 24 59712186 59712209 AACCACCTGAGACGCAATTC GATGGCCAAAGGAGAGAACA 184

Ai07B14743 Araip.B07 14743 p2 (AT)24 48 59715654 59715701 TCTAGGGTGACTGGGGAATG TTTCTCGCTGTGAACCCTTT 207

Ai07B14744 Araip.B07 14744 p4 (ATGT)11 44 59719399 59719442 TCAGATTTTGATCATTGTTGATTTT ACCATCAATCCAAGGACGAC 274

Ai07B14746 Araip.B07 14746 p2 (CA)7 14 59751745 59751758 AAAGAACACCAGCAAATGCC TCAACTGATGGATGGCTTCA 271

Ai07B14747 Araip.B07 14747 p3 (GCA)5 15 59752039 59752053 CCATGAGAGAACTCGAAGCC TTGGGGGTTTGGGTATGTTA 252

Ai07B14749 Araip.B07 14749 c (AAAT)6aaaataaagtaaaataaattt(ATAA)669 59777799 59777867 TGCTTACTCATGTGAAACCAGAA AAATCATGCCTAGCTACCCAAA 270

Ai07B14750 Araip.B07 14750 p2 (GT)6 12 59778011 59778022 TTGGGTAGCTAGGCATGATTTT GCCCTCTAATCGCTCAAGTG 272

Ai07B14751 Araip.B07 14751 p2 (AT)6 12 59782687 59782698 TACGGGTGGTTCACTTCTGG GCATCCTATCCCAACACAAAA 251

Ai07B14756 Araip.B07 14756 p2 (TC)6 12 59798420 59798431 GAACAGCATCCACCCTTCTC TTTCACCCCTTCAGTGGAAC 219

Ai07B14763 Araip.B07 14763 p2 (AG)6 12 59859943 59859954 CCAATTGGGCAACATCTGTA GAGAGCTCGCCAATTTTCAC 208

Ai07B14764 Araip.B07 14764 p2 (CT)6 12 59869433 59869444 GCGACTAGATTTGGGCGTTA CGGTGGTGGAGAAAAGAAAA 253

Ai07B14765 Araip.B07 14765 p3 (TTG)5 15 59870214 59870228 TTGAGGATGAGCAATTGACG GCTCGCACCATTTGGTTTAT 137

Ai07B14766 Araip.B07 14766 p2 (TA)16 32 59877083 59877114 TGGTTTATGAACCTCCCCAC ATGAGCTGCCTTCTTGCATT 275

Ai07B14768 Araip.B07 14768 p2 (TA)7 14 59877704 59877717 TGGGGTAATTTTGTCCCCTT TCCCAAACTGAATCTTTGGT 260

Ai07B14769 Araip.B07 14769 p3 (TGT)5 15 59891973 59891987 GAGGGAGAGGTCTGCTGTTG CACCGTAGCAGCCACTCATA 261

Ai07B14770 Araip.B07 14770 c* (A)10(AT)8* 25 59897752 59897776 TTGGGAATTGGGTACATGCT TTATTGCTTCACTTTGGGGC 226

Ai07B14771 Araip.B07 14771 p2 (AT)8 16 59904487 59904502 CCGTCGTCAATCCCTCTTAG GCATCACACTCAGAAACCGA 213

Ai07B14772 Araip.B07 14772 c (T)11ctatattttttcttt(TA)740 59909685 59909724 CAACCTAGCTACCCATGATTCC TGAAAATTTTGGGAATTGGG 278

Ai07B14777 Araip.B07 14777 c (AT)8(GT)25 66 59920127 59920192 ATAATGCGCGAAACATTCCT CTAGTCGGCCTAAACTCCGC 200

Ai07B14779 Araip.B07 14779 p3 (TGT)5 15 59984998 59985012 GAGGTGCTCTGTAAGGCTGG AAGACAACACCGTGGTAGCC 216

Ai07B14781 Araip.B07 14781 p3 (TTA)5 15 59998868 59998882 GGGTTAGCATATGACCCCAG GCATTCTTTTTCCAAAATCTTTTTA 266

Ai07B14782 Araip.B07 14782 p4 (AATT)5 20 59998992 59999011 GGGTTAGCATATGACCCCAG CGAAATTAACTAAGCATTCTTTTTCC 279

Ai07B14783 Araip.B07 14783 c (A)11gaaaaagagaaaaaagaa(AT)8(AATA)981 60003202 60003282 TTGGGTACTTACTCATGTGAAACC CCAAAATTCCCGCTTTTGTA 267

Ai07B14784 Araip.B07 14784 c (AT)6(GT)9 30 60007409 60007438 AAAACGCGAAAAAGCACAAT AACTCCACGGGCTACGACTA 110

Ai07B14786 Araip.B07 14786 p2 (AT)6 12 60017372 60017383 TTTCAAGGTTGTAATGGGGC TGTGAAAGGGAAATTTTGGG 165

Ai07B14791 Araip.B07 14791 c (A)13ctcttcttttgttttcg(A)1141 60055743 60055783 ACCCAAATCTGTGACGGTTC GCAAGCCTCAGTCCAAAAGA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14794 Araip.B07 14794 p2 (AT)10 20 60077493 60077512 TGGGTTTGGAAACATTTGGT CATTTTGTCCCCTTTGTGCT 218

Ai07B14795 Araip.B07 14795 p2 (AG)6 12 60078904 60078915 TTACTGACCCAGTTCTCGGC TCCTAAGAGAGAGGGGAGAGC 151

Ai07B14798 Araip.B07 14798 p2 (TC)6 12 60110081 60110092 AGCTCCTTCAATTTCAGCCA TGAAGCAAGAAAAAGCAGCA 157

Ai07B14802 Araip.B07 14802 p6 (TGATGT)7 42 60137378 60137419 TGGTGATCCAAATGGTGCTA CAGTGCAGTTGCATTTCAGG 120

Ai07B14803 Araip.B07 14803 c (T)12atagagaaataaacataacttatcaatgcacatggattttctattatttttctattttgg(T)1082 60157445 60157526 CATTGGGGTAATTTTGTTCCC CTTAACAGGTCGGTCGCTTC 235

Ai07B14804 Araip.B07 14804 p5 (AAGAT)5 25 60157758 60157782 AAAAGGGCCCAAATAGAGGA TAGTAGCGTGGGCTGACCTT 163

Ai07B14806 Araip.B07 14806 p5 (AAGAT)5 25 60168110 60168134 ACACGACCCAGAATCCAAAG TAGTAGCGTGGGCTGACCTT 143

Ai07B14809 Araip.B07 14809 c (A)10gaagaaaaaaaagaggaaaaaaaagag(A)1047 60179420 60179466 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 199

Ai07B14810 Araip.B07 14810 p3 (AAG)8 24 60184223 60184246 GCTCGCCTTAGAGCAAAAGA CAAAATCTCTTTCCCACCCA 126

Ai07B14811 Araip.B07 14811 p5 (AAATA)6 30 60226453 60226482 CCAATTGGATCTTTGGTTGG CTGGGGTAATTTTGTCCCCT 280

Ai07B14812 Araip.B07 14812 p2 (AG)13 26 60232360 60232385 TTTGCCACTTTGAGCCTTTT TTGGGGTGATTTTATCCCCT 189

Ai07B14813 Araip.B07 14813 p2 (AT)11 22 60237529 60237550 CGAAGCTAACGCACAAGACA GCTGCGGCTAGTTTCCTATG 103

Ai07B14814 Araip.B07 14814 p2 (AG)6 12 60243687 60243698 GAATTTGGGTGCGATGAAGT TGTTTCTTATCTTTTTCAAAACAACC 246

Ai07B14815 Araip.B07 14815 p2 (CT)6 12 60246859 60246870 TTTCTTAACCTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 219

Ai07B14817 Araip.B07 14817 p2 (CT)14 28 60253123 60253150 TGGAACTTTGAAGGAGGAGG CCAAAGTGGGCCAAATAGAC 210

Ai07B14819 Araip.B07 14819 c (GC)6aaggtgcgctggcgcgtcggtgagagtgctagcagatggcgcgggcgcgtcagtg(GC)679 60266888 60266966 GGGAAAGCAAGAAATAGGGC CCTGAGGCACAACCTCTCTT 154

Ai07B14820 Araip.B07 14820 c (TA)7tg(TA)12 40 60270083 60270122 GCATGTCCTCATGCTTAATTG TGAATTTTCCAGTTCCCTGC 270

Ai07B14825 Araip.B07 14825 p3 (AAT)12 36 60312444 60312479 TTTGCACCCTGTTTTTCTCC AAGAACAAGCAATGAAAACAAAA 261

Ai07B14826 Araip.B07 14826 p3 (AAT)5 15 60317544 60317558 GAAATTGGACATGCAAGCAA CAAGGTTTTACCTTCTTCTGCC 251

Ai07B14827 Araip.B07 14827 p2 (GA)7 14 60317772 60317785 AAAGAGAAGAAGGCAGAAGAAGG GTGCTGGAGCACATAGGTCA 272

Ai07B14829 Araip.B07 14829 p3 (TCT)6 18 60340883 60340900 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai07B14831 Araip.B07 14831 p6 (AGAAAA)12 72 60351195 60351266 TATTGGGAATTTGGGTGCAT CTGGGGTAATTTTGTCCCCT 236

Ai07B14832 Araip.B07 14832 p2 (GT)6 12 60351436 60351447 AGGGGACAAAATTACCCCAG TTTCAAGGTTGTAGTGGGGC 249

Ai07B14839 Araip.B07 14839 p3 (GAA)5 15 60398534 60398548 TATCTCCCATGACTCGGAGG ACACAACCCTCTCTTCCCCT 242

Ai07B14840 Araip.B07 14840 p2 (AG)6 12 60401818 60401829 TTATTTTCGGCTGCCATCTC TTTCTTATCTTTTTCAAAACCACC 280

Ai07B14841 Araip.B07 14841 c (T)10ccgctattta(T)1131 60410232 60410262 TTAGCCCCCTCCTATCCACT TTGAAGCAAGAAAAAGCAGTGA 220

Ai07B14842 Araip.B07 14842 p2 (AG)7 14 60415264 60415277 GAAAAAGATGAAGGTGATTTTCG TTATCTTTCCAAAATTTGATTTTCA 134

Ai07B14844 Araip.B07 14844 p2 (TA)8 16 60440294 60440309 GGCATTTTTGTCCCCTTTTT TGGGGAACTTGGGACATTAG 258

Ai07B14846 Araip.B07 14846 p2 (AT)8 16 60456970 60456985 TGGGTATGGAAAACTTGGGA GGGCATTTTTGTCTCCCTTT 254

Ai07B14847 Araip.B07 14847 c (A)10tatttctaatataaa(AAT)8gaataaataaattactaatgt(A)1080 60469847 60469926 GCATCCATGCATAAGCACAC TGCAATAAAAGAAAATGGAAGGA 250

Ai07B14848 Araip.B07 14848 p4 (AAAT)5 20 60473142 60473161 CTTGGGACATTGGTTGAGGT TGGGGTATTTTTGTCCCCTT 229

Ai07B14852 Araip.B07 14852 p2 (AC)8 16 60484221 60484236 GGAAGCGTGAATTTTTGGAA TTCTTTTGTGCAATGGTGACA 161

Ai07B14853 Araip.B07 14853 c (A)10cgagaaaaacaa(AT)940 60491446 60491485 TTGATTTTGGGAGAGTTGGG GGAGCATTTTGTCCCCTTTT 241

Ai07B14856 Araip.B07 14856 p2 (AG)7 14 60504721 60504734 GGTATTTGGGGAAGGGTGTT TAAACGCCAGAAAGGGAAGA 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14859 Araip.B07 14859 p4 (AAAT)5 20 60512781 60512800 AATTTGGGTGCCTACTCGTG CCACATGTGCGTTGATCTTT 191

Ai07B14860 Araip.B07 14860 c (GT)12g(GT)14 53 60512947 60512999 CAACGCACATGTGGTGAAAT TTTCAAGGTTGTAATGGGGC 276

Ai07B14862 Araip.B07 14862 p2 (AT)12 24 60518555 60518578 TACACATCCGGTGAGGGTTC AACATTAGCGTGTCCTCATGC 271

Ai07B14866 Araip.B07 14866 p2 (CT)8 16 60525602 60525617 CACGATTTGGGGTTAGATGG GGGTGATACTGAGCAACATAATGA 269

Ai07B14868 Araip.B07 14868 p2 (AT)6 12 60530420 60530431 TCCATCGATCTATTGATCATTTTG TCATCAGCTTTTGATTACGAGG 222

Ai07B14869 Araip.B07 14869 p2 (AG)6 12 60540651 60540662 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 185

Ai07B14870 Araip.B07 14870 p2 (AG)7 14 60540874 60540887 AGAGAGAGAGAGGGGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai07B14873 Araip.B07 14873 p2 (TC)12 24 60548759 60548782 TCAAGATTCAGCCCTCCAAA GATAGGACCATCGCCACTGT 211

Ai07B14876 Araip.B07 14876 p2 (GA)6 12 60556700 60556711 TCGTTAGAGCTTCGTGCTGA TATGAGGTGGATGCCCATTT 243

Ai07B14879 Araip.B07 14879 c (T)11ggtgtctgtgtaaataatgtaatactgtaattaatatatagtgttgaaatgtgaaaacattttaaggtatg(A)1294 60572273 60572366 TACCTACTCCAAACCCGCAG TTGCAGGGTGGGTAAGACAT 181

Ai07B14880 Araip.B07 14880 p2 (AT)31 62 60574041 60574102 GCATGCGATTGTTGCTTCTA TGCATAAATCGACACTACAAGG 227

Ai07B14883 Araip.B07 14883 p2 (AT)6 12 60583911 60583922 TCCAAACCCAGTCCCATAAA TTGCTTCTAGGGGCATTTTG 250

Ai07B14885 Araip.B07 14885 p3 (ACA)6 18 60586160 60586177 CCAGAAGCTGAAGCTGAACC TTGGTTCTTGATGACGACGA 261

Ai07B14887 Araip.B07 14887 c (A)10tttagcctattgggactattttgtag(A)1147 60587123 60587169 CACCCTCTTCGTGATTCCTC ACGATCCTAAGGTAGGGGCT 265

Ai07B14888 Araip.B07 14888 c (TCC)5tcgtcctccccgccaccgccaccaccaccatcacccaaaggcgacgataacaaggacgactcctcttcctcatctccaccaccaccatca(CCT)6123 60588390 60588512 TCATCATCTCCACCTCCTCC CGGATGTTTTGTTGTTGTCG 232

Ai07B14893 Araip.B07 14893 p3 (TTA)5 15 60611855 60611869 GCCATTTTAATACATGTAGCAGC CAACTTACCATTTCGCTATCCA 279

Ai07B14895 Araip.B07 14895 p3 (AGG)7 21 60620807 60620827 TTCCCAACACTAGAGGCACC GAGGGCAGCTTACAACAAGG 255

Ai07B14897 Araip.B07 14897 p2 (TA)8 16 60646355 60646370 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 276

Ai07B14898 Araip.B07 14898 p2 (CT)8 16 60647248 60647263 AAATCCAAGTCCAGAAGGCA AAACCTGGGATCGAGAGTCA 189

Ai07B14902 Araip.B07 14902 p4 (AACT)7 28 60676560 60676587 TGAAGGCAATTCTCATGCAC ATCATCCACCACCACCATTT 251

Ai07B14904 Araip.B07 14904 p2 (AT)15 30 60681364 60681393 GGGAATTGTTCGAGTTTGGA AAGCCTCGGTCCAAAAGAAT 244

Ai07B14906 Araip.B07 14906 c (TC)9ccatctctttc(TATT)549 60682674 60682722 TTTTCTCTCTCCGGTTTTCAA AGAGAGGGAGAAAGGGTTCG 270

Ai07B14907 Araip.B07 14907 c (A)11tctttcaaaattttctcctttgttttc(A)1048 60686978 60687025 AGCAGGAAAGCAGAGGTTCA TTCTGACATGACACGCTTGA 263

Ai07B14909 Araip.B07 14909 p2 (CT)7 14 60688403 60688416 CTTTTTGTTTGTTTCTTAACTTTTTCA ATGGGGGAGGGATAATTTTG 229

Ai07B14910 Araip.B07 14910 p3 (TTC)7 21 60689470 60689490 ACCCCTCCTCCCTACCCTAT GCCCTCGAGCAATAAACAAA 157

Ai07B14915 Araip.B07 14915 p3 (GGA)6 18 60702129 60702146 ACATCCCATCTTTTGGCTTG GAATGGGCCAAATCTCTGAA 211

Ai07B14916 Araip.B07 14916 p2 (AT)9 18 60702326 60702343 CATACAGGGCCCAAAGGATA GGGAACATTTTGCATTAGCC 235

Ai07B14917 Araip.B07 14917 p3 (CAA)5 15 60709051 60709065 ATCAAACACTTGGGAGGCAC TGTTTGTAGATCCACTTTTGTTCC 174

Ai07B14918 Araip.B07 14918 p2 (TA)9 18 60712373 60712390 GGGTTCGATCGCTCAATTCT GGATAAGGAGGGCAAGCAAT 280

Ai07B14920 Araip.B07 14920 p3 (TCT)6 18 60718868 60718885 CTATGTTCGGCGAAGACTCC GAAAATGCGAGTGAAGCACA 269

Ai07B14921 Araip.B07 14921 p5 (TTATC)5 25 60732138 60732162 CCTGGGTGCTCCAGTGTATT AGAGGAACACGACCCACATC 174

Ai07B14922 Araip.B07 14922 c (ATA)5cttattcattatccaatgattttattaatggcaagttgttaccttaatggtgatctatttatgt(TGA)20139 60743708 60743846 AAACTACTTATCAATTATCAATCGGAA CATTTTTCCTCCGTCAATCA 252

Ai07B14923 Araip.B07 14923 p5 (ATTTT)5 25 60751970 60751994 TCGAGTTTGGACAACTGACG AAGCCTCGGTCCAAAAGAAT 222

Ai07B14925 Araip.B07 14925 p2 (AT)10 20 60761980 60761999 AAGCATGGAAAAATTGTGGG CGTACTCATGCATCAATTTTCTTT 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14926 Araip.B07 14926 p3 (AGA)26 78 60763133 60763210 GAGGAATCATAAATGCAACAACA GCTAACATTCGGGGTTTCAA 254

Ai07B14927 Araip.B07 14927 p4 (TTAT)5 20 60780733 60780752 TCAAAAATCAAATCCAAAGTTTTTC CCATGATGGAGAAAGGGAGA 229

Ai07B14937 Araip.B07 14937 c (TA)16(TG)7 46 60931352 60931397 TGTTTCCCTCGCCTTACATC TAATGTCACGCTTCCGACTG 245

Ai07B14938 Araip.B07 14938 p3 (TAA)13 39 60936762 60936800 TCATCCATCCTAGTAATGGTTCC GAAGATAAAAATTGCTACGTTCTTTT 255

Ai07B14939 Araip.B07 14939 p2 (TG)11 22 60937272 60937293 TTGTATATGAATGGGGCTGAGA TAATGCATTCATTTTGGCGA 258

Ai07B14940 Araip.B07 14940 p3 (ATC)6 18 60942884 60942901 CCCAGGCAGGTCTATTTCAA GTTATCCCGCTCATGGGTTA 229

Ai07B14941 Araip.B07 14941 c (TA)7tg(T)10 26 60952836 60952861 CTGGGGTATTTTTGTCCCCT TGAGCCCAATTGTGTGGTTA 244

Ai07B14944 Araip.B07 14944 p4 (ATTT)5 20 60966082 60966101 CAGCATTGGATTGAAGCTGA ATAACGATGGCGTGGATCA 243

Ai07B14946 Araip.B07 14946 p4 (TTTA)5 20 60979000 60979019 CACCATGCATGAGTTTTTCG AAGCCATGTCTAATTCCTGGAC 277

Ai07B14949 Araip.B07 14949 p2 (TA)6 12 61004615 61004626 TTCTTGCTCTTTGGCTTCGT TGTAACACCCCAATCACCCT 197

Ai07B14951 Araip.B07 14951 p3 (TCT)6 18 61013132 61013149 ATATGGCCGAACCTTAACCC TAGAATATTGCTCGCCCTCG 183

Ai07B14953 Araip.B07 14953 p2 (AG)6 12 61020778 61020789 ATAGGTGAGGGGTTTTTGGG GATTGACAGCAAGGGCATTT 168

Ai07B14954 Araip.B07 14954 p2 (TA)11 22 61028818 61028839 TTTCGCGCTTTTGTAATCCT CGCAATACATGTAACACCCC 179

Ai07B14955 Araip.B07 14955 c (TCA)13(TTA)6 57 61040014 61040070 TCAATCAAATGTTCCTTTCGT TTGGACACAACATAGCTTTGAA 153

Ai07B14956 Araip.B07 14956 p3 (AAT)9 27 61040407 61040433 TTGAAACAAAATAAACCTTGATGA AAAATCTCATTTGAACACCATGTTT 275

Ai07B14958 Araip.B07 14958 p2 (AT)7 14 61041071 61041084 TCTAAATTGTTCTTGGTCAGAGGA TCGCAGGTCAAAGGAAACTC 259

Ai07B14960 Araip.B07 14960 p2 (CT)7 14 61046745 61046758 AAAGCAAGGTTTGCACCATC ATGCACCACCATCCAATTTT 214

Ai07B14962 Araip.B07 14962 p2 (AG)7 14 61059220 61059233 AAACCTGAAGGTGCAAAACG GCTGCTCCTTTTCTCTCGTG 277

Ai07B14964 Araip.B07 14964 p3 (AAG)5 15 61061497 61061511 TTGGATTGTGAACGAGGACC AATGTTAGGGGGTGCTGATG 263

Ai07B14965 Araip.B07 14965 c (TAT)12taacgaaataaaacccaattcaataactttacacatcatattatataaaacaaaagcggccattaatctcttcataataaaatatagtagcaatcc(T)10142 61065047 61065188 AAATCAACAACATTCCATTTATGTG AGGGGGTACACGCTTAAGGA 261

Ai07B14967 Araip.B07 14967 p3 (CGA)5 15 61092726 61092740 TGTCCGAACTTATCATCCAAAA CAGCCAGATGCGATAGTTGA 136

Ai07B14968 Araip.B07 14968 p2 (TC)7 14 61103381 61103394 AAGACATATCTTTTTCAAAACTCCC CCGAATTCAAAAGAAAAGAAAA 219

Ai07B14970 Araip.B07 14970 p3 (GAA)5 15 61115167 61115181 AGTGGTCTTGATGGGCTTTG ACACAACCCTCTCTTCCCCT 275

Ai07B14971 Araip.B07 14971 p2 (AG)6 12 61118172 61118183 TTCGAATTTTTGGATGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 257

Ai07B14972 Araip.B07 14972 p3 (ACA)5 15 61135327 61135341 CCAGCAACAAAATTCAACCC CCTTCGACCCAGTTCTTTCA 207

Ai07B14975 Araip.B07 14975 p3 (GAT)5 15 61149941 61149955 CCAAGAAAAACACCAAGGGA GGAAGAAAAAGTGGCGATTG 180

Ai07B14977 Araip.B07 14977 p3 (GAA)5 15 61185649 61185663 TTAGGTTCGGCCATGTCTTC TCCATCTCTCTGTGTCCGAA 275

Ai07B14980 Araip.B07 14980 c (T)18aaatttgaatttcatttgaacctcacatatgcaattctttattcaattgtttaccctttttgggtgactttgcgccttttatgatgaaggg(T)17126 61194683 61194808 TGACTTTGCGCCTTTTATGA TGGGAAACATTGGTAGGGAA 264

Ai07B14981 Araip.B07 14981 p2 (AT)9 18 61195596 61195613 TCACATCATCCAATCAAAATCC GCATAGCTTAAGTGTGGGGG 278

Ai07B14987 Araip.B07 14987 p3 (TAA)5 15 61224741 61224755 TCAACATTAACCACAACAGAAGAAA GCCTTCCTGAGGCTTTTAGG 279

Ai07B14988 Araip.B07 14988 p3 (GAA)5 15 61236353 61236367 AAGCACCTTAGCCTCCCAAT TAGGTTCCCAAGGAGGTTCC 217

Ai07B14994 Araip.B07 14994 p3 (GGA)5 15 61295652 61295666 GGTGGTGGTTACGGTAGTGG TTTGAGTAACGGGATCCACC 239

Ai07B14995 Araip.B07 14995 p2 (TA)15 30 61297486 61297515 TTTGGATTGTTGAAATTGTTGAA AGTGGCCAGTTTGTAACATCC 159

Ai07B14996 Araip.B07 14996 c (AAC)6(AAT)5 33 61300198 61300230 GGCCAGATCAGCGATTTAAG CCTCTTGGAAAACTGTTACTTGC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B14997 Araip.B07 14997 p2 (GA)6 12 61300874 61300885 AAAAACCCAACCCAAACAGA CATTCATAACTCCAGCGGGT 109

Ai07B14998 Araip.B07 14998 p2 (TA)6 12 61303569 61303580 GCTGCTCCATATTACCCCAG TGGTGAGATGGTGAACACAAA 218

Ai07B15001 Araip.B07 15001 c (T)11gtctttttctatattttttttc(T)1043 61322595 61322637 TTGCTTTGGGGAATTTTGTC TTGGGAATTGGGTACATGCT 183

Ai07B15002 Araip.B07 15002 p2 (AT)6 12 61323163 61323174 TGCAACCACACAATTAGGCT GCGATTTTGGGTGACAAGTT 278

Ai07B15006 Araip.B07 15006 p4 (TTTA)5 20 61343470 61343489 GATTCCAATGGTGGGTATGC TCGAAAATCTTCACCCATTTTT 220

Ai07B15009 Araip.B07 15009 p3 (CAT)7 21 61372970 61372990 AAATTCAACGAATCAGCAATCA TCCATTATCATGCGCTTTCA 254

Ai07B15010 Araip.B07 15010 c (T)13gctttttggttgcccc(T)1039 61373855 61373893 AAGTTCAAACCATTGGTGCC TGGCCATGAAAAAGAAAGAAA 118

Ai07B15015 Araip.B07 15015 p2 (GC)6 12 61407947 61407958 CGCAAAAGTGATCTCACCAA AACAAGCTGGATTTGGGTGT 181

Ai07B15016 Araip.B07 15016 p2 (TA)9 18 61412446 61412463 CCCATCTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 279

Ai07B15020 Araip.B07 15020 p2 (AT)6 12 61424689 61424700 GCCTCAACCTCCCTTCCTAC TGAAATCTGCGTCGTCACTC 236

Ai07B15023 Araip.B07 15023 p6 (TTTGTT)5 30 61445704 61445733 TCACCTTGTCTTGGGGTTTC TGGGAACATGCTCATGTATTG 164

Ai07B15027 Araip.B07 15027 p3 (TCT)6 18 61472049 61472066 GTACACGCATCCCTCCATCT GCTTTTGTCTTCCTTTCCCC 185

Ai07B15034 Araip.B07 15034 p2 (TC)6 12 61581131 61581142 ATTCAGGGAGAGCTCGCATA TGTCTGTAACATGGAATAATTCGT 224

Ai07B15036 Araip.B07 15036 p5 (AAAAT)5 25 61584651 61584675 ATGGGAAACCTTTTGGGAAC CGGGTTTATCAACGACTCTGA 178

Ai07B15037 Araip.B07 15037 p2 (TC)6 12 61585306 61585317 TAAAGAGTGGGAATGCACCC AAAATAAAAGAACATTAAACCTGGGA 164

Ai07B15038 Araip.B07 15038 p2 (TA)18 36 61590946 61590981 CAACCTCCCCACACTTAAACA TGTTCCCCACTTTCATGAGC 280

Ai07B15039 Araip.B07 15039 p3 (TTA)5 15 61591543 61591557 CACATGCATTGATCTTTGGACT ATGGGAAGATTGTGGGAACA 228

Ai07B15042 Araip.B07 15042 p2 (AT)6 12 61624401 61624412 GCCAATTTGAAAATGCAACA TCCAACAACTGTGTGAAGCA 219

Ai07B15047 Araip.B07 15047 p3 (TCC)5 15 61637281 61637295 AGTCCAACGAAGCCTTAGCA GAAGTGGCGGCAAGAGTAGT 254

Ai07B15048 Araip.B07 15048 p2 (GT)6 12 61641656 61641667 AGCTCACATACCCAAATGGC CCAACCAATGTCCCAAGTTT 200

Ai07B15050 Araip.B07 15050 p2 (TA)6 12 61655506 61655517 AGTGTGGGGGAGGATCTTTT TCACATTATCCATTCACAACCAA 270

Ai07B15052 Araip.B07 15052 p2 (GC)6 12 61675852 61675863 GAGACTCATGCCCACTTCGT AGTTGGCATGTAGCAAAGGC 280

Ai07B15053 Araip.B07 15053 p2 (CT)6 12 61683305 61683316 AAACATTTCCCTCCCAAACC CTCCGGCCTTAGGTACCATT 231

Ai07B15057 Araip.B07 15057 p4 (TTTA)6 24 61715122 61715145 TGAAGGCAATGTTGAGCAAG TTTGCCAGTGAGCTCCTTCT 261

Ai07B15061 Araip.B07 15061 p3 (TTC)6 18 61746821 61746838 TCCAGATGAGTGCCAAAAATC CAAGAGAAGGTGCAACAGTGA 276

Ai07B15064 Araip.B07 15064 c (T)11(A)14 25 61763960 61763984 GGCGGTTCAGTAGTTTGGAA CTCAAAGCATCACAGAGGCA 266

Ai07B15065 Araip.B07 15065 p4 (TATT)7 28 61771837 61771864 GCCAGGATTCAACATGTCCT TTTGGACAACTGACGGTTCA 199

Ai07B15066 Araip.B07 15066 c (A)13gagaggccacgcgcaagcgcacatt(GC)650 61775400 61775449 TTTTGCCCTGCTTGCTAAGT AAAGTGCGAAATGCACAGC 278

Ai07B15069 Araip.B07 15069 p3 (TTC)5 15 61799829 61799843 ACCCCACTTGATCTGTGGAC TCCCCAAGCAAAAGAAGAGA 275

Ai07B15071 Araip.B07 15071 c (A)10gagaagagaaaagaaaaatggc(A)1143 61842938 61842980 TGGCTCTTGAAAGAATGATGAA CTTTTGGCTTTTTCTGCCTG 184

Ai07B15072 Araip.B07 15072 c (TAAA)5aacaaaaatattttaatttccttactcctaattttcgaattcttcccccctctcttttcgaattctatca(TC)10110 61868811 61868920 TTTGTCCAAGCTTTTAATTTTCTTTT TGAACTCTTCTGGTTCCTGC 275

Ai07B15073 Araip.B07 15073 c (A)11gagaaag(A)1028 61870719 61870746 AAGCAAAGTGCTAGGTGGGA CTTTCTTCAATACGCCCTCG 247

Ai07B15074 Araip.B07 15074 p2 (AT)12 24 61874623 61874646 TCCCTGCTTTCATGAGCTGT CTTGCCGGTTAGTCTGTGGT 264

Ai07B15075 Araip.B07 15075 p3 (CCA)6 18 61892431 61892448 AACAACCACTCTCGACACCC CTATCAGTGGGCCTTGGAAA 229
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Ai07B15076 Araip.B07 15076 p2 (TA)6 12 61906956 61906967 CTTGATGCAACCCAGAGCTA GAAGCGGAAAATGGCTGTAG 182

Ai07B15078 Araip.B07 15078 p2 (TA)7 14 61914108 61914121 CTTGATGCAACCCAGAGCTA GGGAGTTCTTAGTAGGGCCG 201

Ai07B15082 Araip.B07 15082 p2 (AT)9 18 61937370 61937387 TGATGCTCAACACCTAGGACC AAAATGCATGAGTTTTTGAGTTG 277

Ai07B15085 Araip.B07 15085 p2 (AT)8 16 61950360 61950375 GCGTCATATTGCGAGAAACA GATCGCGTTGGCTAATTTGT 154

Ai07B15087 Araip.B07 15087 c (CG)6ccat(GC)6 28 61957891 61957918 TAGCATTGTGCTTTTCGCAC TGTTTGGGAGTGTTGGATGA 261

Ai07B15088 Araip.B07 15088 p2 (GT)7 14 61959468 61959481 TTTGAGCCTATGCTTAACCCA ATTCACCCAATGTCCCAAGA 158

Ai07B15089 Araip.B07 15089 p2 (TG)6 12 61964436 61964447 CAATGAGTGCACAATTTCGG CTAGCTCATCCCAAGCCAAG 224

Ai07B15090 Araip.B07 15090 p2 (GC)6 12 61967078 61967089 AATTACCCCCAGCGTTTTTC ATTAGAAATGCATCGGTGGG 194

Ai07B15092 Araip.B07 15092 p3 (AGA)6 18 61980579 61980596 TTGCCTTCCCTTTCCTTTTT ACCCACCTCACCCTCTCTTT 246

Ai07B15093 Araip.B07 15093 p2 (AG)8 16 61983518 61983533 TGAGAGAGAGGGGAATTTTCG TGACTAACCAACTTTTTGTTTGTTTC 270

Ai07B15094 Araip.B07 15094 c (T)13cgaaaacaaaggagaaatttttgaaaaaa(T)1254 61984876 61984929 ATGACAAGCCTAACATGCCC TCGAGTTTGGACAACTGACG 273

Ai07B15096 Araip.B07 15096 p2 (TC)6 12 62020972 62020983 TTTCCCCTTTCTTCTTTCTTCC TTGCAACAATCCACAAGCAT 255

Ai07B15099 Araip.B07 15099 p2 (TG)6 12 62040425 62040436 TGATTGTGAATGCAAAAGGG CTAGCTCATCCCAAGCCAAG 205

Ai07B15103 Araip.B07 15103 p3 (TCA)5 15 62071947 62071961 CCTCTCTTACCCCCAACTCC CGGGGAAGTCTTTGGAAAAT 242

Ai07B15105 Araip.B07 15105 c (AT)8aagc(A)10 30 62133327 62133356 TGGGTTTGGAAACATTTGGT TACTTTGGGGCATTTTGTCC 223

Ai07B15107 Araip.B07 15107 p2 (AG)6 12 62145319 62145330 CCGGTGGTGGATAGAGAAAA TTATCAACTCTGTGCGTCCG 259

Ai07B15109 Araip.B07 15109 p2 (CT)6 12 62146225 62146236 GGTAGGGCATTTCCCATTTT TCTGAAACAGGGCATCTGTG 280

Ai07B15115 Araip.B07 15115 p2 (CG)6 12 62193550 62193561 GCCACTCTCGAAATAAGCCA TCATCAATGGTGTTTGGGTG 216

Ai07B15117 Araip.B07 15117 p2 (CT)6 12 62199080 62199091 TCTTTTGTTTGTTTCTTAACTTTTTCA GGAGGGTTGAGATGTGAGATG 280

Ai07B15118 Araip.B07 15118 c (A)11taggc(A)13 29 62202908 62202936 TGAAGCAAGAAAAAGCATCAAA TGCTCTTGCCTCTTGGTTTT 122

Ai07B15119 Araip.B07 15119 p3 (TTC)6 18 62215494 62215511 ACCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 261

Ai07B15121 Araip.B07 15121 p2 (GC)6 12 62229301 62229312 CCAGCGTTTTGCCATTAAGT CGCAGAAGTGGTTTTTCACA 140

Ai07B15122 Araip.B07 15122 c (T)12gaaacaaag(TA)735 62234040 62234074 TGGGGTAATTTTGTCCCCTT CGGTTCTTCCACCGATTTT 204

Ai07B15128 Araip.B07 15128 p2 (CT)6 12 62258383 62258394 CAATTCCCACCCATTCATTC TCTCCGACTTTGAGTCCCAT 266

Ai07B15131 Araip.B07 15131 c (A)10ttttaaattggtagggtgccctaaaaacagttttcttg(A)1058 62281436 62281493 GGGCTCAAAACTCACATGCT CATCGCATGATAGGTTGCAT 222

Ai07B15135 Araip.B07 15135 p2 (GT)6 12 62346610 62346621 CATTGTTAGCCAATTTGAGCC CATGAGCATGTACCCAATGC 223

Ai07B15136 Araip.B07 15136 p2 (AG)6 12 62367480 62367491 CCAGTTCTCGACCCAGAAAA CCTGTGATTGAAGAGAATTAGCC 205

Ai07B15141 Araip.B07 15141 p4 (AAGA)5 20 62412157 62412176 CCTTGTTAATGGGGGTGAGA CGTCAATCCGAATAAGCACA 211

Ai07B15143 Araip.B07 15143 c (A)10gcaataaaagaaaaaaa(AT)945 62426525 62426569 GATGTGGTGGCATTGCTTTT TTGCTCTTGCCTTTTGGTTT 278

Ai07B15146 Araip.B07 15146 c (T)26aatatgttttttttaatta(T)11aaattagtaattttt(A)48119 62439500 62439618 TTAAACGTACCTCCGGTTTTT TCGAATTTTCAATTAGGTCCC 274

Ai07B15149 Araip.B07 15149 c (TA)7attactctaaatgatgaccattaatcttcatccaatgatgaccat(TA)671 62451934 62452004 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTATTAAAAAGGACA 249

Ai07B15150 Araip.B07 15150 p2 (GA)9 18 62453251 62453268 CTCTGTCTGAAACGGAAGCC CGTGCCTCATCCCTTGTATT 220

Ai07B15153 Araip.B07 15153 p3 (TAT)5 15 62456315 62456329 CCGTCGGTCCATGTTTATCT ACAGCGTACTTGTGCTGTGC 187

Ai07B15155 Araip.B07 15155 p2 (TA)13 26 62462840 62462865 CCTTTCAGGACAGACGAGGA TGCTTTCTTTGAAAAACCCAA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15156 Araip.B07 15156 c (AAT)12aaaaataaaggccaaannnnnnnnnnnnnnnnaactttc(AAT)12111 62463327 62463437 TTCTCCTATTGTGGAACGAAA TTTGAATGGTTCTTTGTCCTTT 276

Ai07B15159 Araip.B07 15159 c (T)11acttaagaagataaaatataattttttattatatattttgtaaataaaatt(A)10tatgat(A)1088 62470646 62470733 TTCCGAATCACATGTCAGGA GAGCGAGCCTCTTTGTTTTG 256

Ai07B15160 Araip.B07 15160 p2 (GA)9 18 62471651 62471668 CACCGACTCTGCAGAAAGAA CAAGCATGTCAGCAACAACA 103

Ai07B15163 Araip.B07 15163 p2 (TA)8 16 62477585 62477600 ACACCCTCACTATCGGAACG CAATTTTGTAAGAGGGATAGGAGTG 266

Ai07B15167 Araip.B07 15167 p3 (CCT)6 18 62509271 62509288 CTTCACCTTCCCCATCTTCA CCTCTGCAAGAGAAGGCAGT 246

Ai07B15169 Araip.B07 15169 p2 (GA)10 20 62511526 62511545 GGAAACAATTAAAAGCCGGA AAAATGTCTGGCCATCGGTA 211

Ai07B15170 Araip.B07 15170 p2 (TA)54 108 62516949 62517056 TGTAATGTCCTGGGAAAGCC GAGGTTTGCAGGATTTGGAA 256

Ai07B15171 Araip.B07 15171 p2 (GA)6 12 62520425 62520436 TCAGGTTGTGCTCCTCAGTG GCTTGCACCATCCAGTTTTC 235

Ai07B15174 Araip.B07 15174 p2 (AT)10 20 62532170 62532189 TTTAAACCGCAATACCGCTC GGATATGGGCGCAGAAGTTA 278

Ai07B15175 Araip.B07 15175 c (AC)8(AT)12 40 62537136 62537175 TTAAACCGCAATACCGCTTC ACCCTCGCCTTTATCTTGAG 211

Ai07B15178 Araip.B07 15178 p2 (AG)6 12 62542981 62542992 GAGAAAAAGTCAGATGGGGTTG GGGGTTTGCTCTGAAGTAATATACA 280

Ai07B15181 Araip.B07 15181 p3 (TTC)5 15 62556999 62557013 ACACAACCCCTTCTCCCTCT TCCCCAAGCAACTGAAAATC 227

Ai07B15183 Araip.B07 15183 p2 (GT)8 16 62564183 62564198 AGCCTTGAAGCGAAAAACAA CCAATGTCCCAAGTTTCTCC 104

Ai07B15184 Araip.B07 15184 p2 (AC)7 14 62567648 62567661 GTACACCAGCATGCCTCAGA GCCTCAACTTATGGATGGCT 274

Ai07B15185 Araip.B07 15185 p3 (GCA)5 15 62567939 62567953 ACATCAAACCGCTTCTCCAC ACTCGCTTCGATTTCTTCCA 204

Ai07B15186 Araip.B07 15186 c (AT)9tttctttttatttttctttatcattcatttttttctttc(T)1168 62571201 62571268 GGCATTTTGTCCCCTTTTTA TTGGGACATTGGTTGAGAGA 275

Ai07B15187 Araip.B07 15187 p2 (AC)6 12 62571416 62571427 TCTCTCAACCAATGTCCCAA ACAAGCCTTGAAGCGAAAAA 113

Ai07B15188 Araip.B07 15188 p4 (TTAT)7 28 62574740 62574767 CCCACTTTTGCATCACACAC TTGGGAATTTGGGAGCATAC 206

Ai07B15189 Araip.B07 15189 p2 (TA)7 14 62575406 62575419 ACGGGTTGTATGCTCTTTGG TTTGGTTTGATTGAAAATAGGGA 244

Ai07B15190 Araip.B07 15190 p6 (TTTTTC)5 30 62604449 62604478 TCAAAGCCTTGGATCCTTGT GATGTGGTGGCCCTATCTTT 252

Ai07B15191 Araip.B07 15191 p2 (AG)6 12 62616838 62616849 TTTCGGCCCAGAAAACATAG AAACCTGGAAATTGAGAAGAAGA 196

Ai07B15196 Araip.B07 15196 p2 (GA)8 16 62680154 62680169 GGAAGGAAGAAGAAAAGAAAAACC CGTCAATCCGAATAAGCACA 243

Ai07B15198 Araip.B07 15198 c (A)23gaggggaaaaaaaagg(A)16gaaaaaaagag(T)1278 62707719 62707796 ACCTTGGGCTGACACTATGC GGCGAATACAAAGGACAAAA 236

Ai07B15199 Araip.B07 15199 p2 (AT)6 12 62709294 62709305 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 226

Ai07B15201 Araip.B07 15201 p2 (GA)7 14 62752301 62752314 TCCTTAACAATCCACAAGCAAA CCCCTTTTCTTCCTTCTTCC 265

Ai07B15204 Araip.B07 15204 p2 (TG)6 12 62795650 62795661 GGGTGCACATTCATGTTTGA CATCCTTGCCACCCATTACT 235

Ai07B15206 Araip.B07 15206 p2 (TA)7 14 62821060 62821073 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 244

Ai07B15212 Araip.B07 15212 p2 (GT)7 14 62865465 62865478 CACAGTGTGTGGGTGTGTGA CACGAACTCACCCTCTCTCC 106

Ai07B15214 Araip.B07 15214 p3 (CAG)5 15 62878956 62878970 CAGCAACTGACTCGAACCAA ACAGCACCAGCCTTCTTGTT 250

Ai07B15215 Araip.B07 15215 p2 (AT)14 28 62881145 62881172 AACGGCACGAAAGGTTTATG CTCCCTTTATGCTCCATTTCA 167

Ai07B15216 Araip.B07 15216 p3 (CAG)5 15 62885727 62885741 ACCCCCTACTGCCAAAATTC CTGCTATGCCTTCCCTGTTT 183

Ai07B15219 Araip.B07 15219 p2 (AT)8 16 62888566 62888581 GGGACATTGGTTGAGAGGAA TGAACTTTATTTTGGGGGCA 219

Ai07B15220 Araip.B07 15220 p2 (AG)6 12 62892187 62892198 GGTGAGGTAGGTGGGGTTTT CGATGGGATTTCTGTTGGTT 242

Ai07B15224 Araip.B07 15224 p4 (TTAT)5 20 62930372 62930391 TGTGCATTGATCTTTGAATTCTG GGGAAATTGTGGGAACAAAA 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15225 Araip.B07 15225 p5 (GAAAA)5 25 62934833 62934857 ACAATTTGCAGCAATCCACA CCCTTCCCCCTTCTATCTCA 249

Ai07B15237 Araip.B07 15237 p2 (CT)6 12 63053456 63053467 ATGCCACATGGTACAGGGAT ATAGGTGAGGGGTTTTTGGG 145

Ai07B15244 Araip.B07 15244 p2 (TC)8 16 63073644 63073659 ACAGCTTCTTGGGTGGTGAC AAGAGGGATCGGGAGAAGAA 230

Ai07B15245 Araip.B07 15245 c (TA)9(T)11ctannnnnnnnnnnnnnnnnnnnnnnnata(T)11ctatttctttttcttacatactcatatatacacat(A)10tttcttc(T)11133 63083063 63083195 TGTCCCCTTTCATTGCTTTC TGAAAATTCTGGGATTTGGG 278

Ai07B15247 Araip.B07 15247 p5 (TATTT)5 25 63089266 63089290 TTGCAATCATATCTTCTCAATCG CCATGATGGAGAAAAGGGAA 274

Ai07B15250 Araip.B07 15250 c (A)10ctcggaaaaaaattg(A)1035 63103395 63103429 GCCATTACGACTCGCCTTTA GACGCTATCCTGAGGACGAC 187

Ai07B15259 Araip.B07 15259 p2 (CT)9 18 63131476 63131493 GAACCTGGAATGAACAAGCAA TTTCTGGGCTGTTTTTGACC 229

Ai07B15260 Araip.B07 15260 p2 (TA)8 16 63134436 63134451 TTCACCACTTACTTTGGGGC AGTGGGTTTGGAAACATTGG 217

Ai07B15263 Araip.B07 15263 p2 (CT)6 12 63140041 63140052 GAACCTGGAATGAAGAAGCAA TTTTTGACCCAGTTTTTGGC 212

Ai07B15266 Araip.B07 15266 p2 (TA)8 16 63153432 63153447 GGCATTTTTGTCCCCTTTTT TTGGGTATGGAAAACTTGGG 236

Ai07B15271 Araip.B07 15271 p5 (TTTAT)5 25 63185921 63185945 TTCGAAAATCCTCACCCATT CCATGATGGAGAAATGGACA 185

Ai07B15272 Araip.B07 15272 p5 (TTTTA)5 25 63186821 63186845 TCACCCACATCTTTTTCAAATC CCATGATGGAGAAAGGGAGA 233

Ai07B15276 Araip.B07 15276 p2 (GC)6 12 63211394 63211405 AGTTATGCCCACTTCATGCC CTTGAGGTGTTTCGCAACTG 227

Ai07B15277 Araip.B07 15277 p2 (GC)6 12 63211684 63211695 GCCAACTTTGTGCCACTTTT GACAGTGGTGGTGGATTGTG 247

Ai07B15279 Araip.B07 15279 p2 (TC)6 12 63218337 63218348 AGCCTTAAGTGTGGGGAGGT GCAAGCAGTTATTACCATGCAA 120

Ai07B15282 Araip.B07 15282 p2 (TA)8 16 63241553 63241568 GGCATAATTTTCATCTAATTGTAGCA TCGTAGCTAGCAGCCATTAGG 202

Ai07B15289 Araip.B07 15289 p2 (AT)8 16 63266750 63266765 TGCATGATAAAGCAACAACG CCAATCAAATTGGGTAGGGTT 279

Ai07B15290 Araip.B07 15290 p2 (AT)6 12 63267833 63267844 CATTTCGTTATCATTAGCAGGGA TTCTGCCATCAATAGACCCC 236

Ai07B15291 Araip.B07 15291 c (TA)7(T)11 25 63268791 63268815 TGGTCATCTTCTCTTAATCAAAAA GTGCAGTGACGGACTCAGAA 278

Ai07B15295 Araip.B07 15295 p2 (AC)10 20 63283968 63283987 TACCATCCCCCAAACTGTGT AATGCAAAGATCGGGAAAGA 268

Ai07B15298 Araip.B07 15298 p2 (CT)7 14 63288866 63288879 AGCCCTTCACCCTTCTTCAT GCGATCAAAGAGGGAATTGA 176

Ai07B15299 Araip.B07 15299 p4 (TCTT)8 32 63289300 63289331 CACAAAGCGGATGAGTACGA TCTGCAATTTACCAGCCTCA 229

Ai07B15300 Araip.B07 15300 p2 (TA)7 14 63291673 63291686 TCCTGTACAGTCCAAACCCC ACCACCACCTACACTGACCC 213

Ai07B15307 Araip.B07 15307 p2 (CT)6 12 63312338 63312349 TCACCTTTTCCAAAAATTTGATT TTGAAAAAGGGTAGTGATTTTCG 244

Ai07B15308 Araip.B07 15308 c (CT)7catcttattctatttatttgttcatctactaacatctcttcctcacatcactcatcaaattcgaaccccctcttctatctgtgttcgaatttc(T)10117 63312506 63312622 TCGAAAATCACTACCCTTTTTCA TGACAAAGAAGAGGGCACAG 279

Ai07B15309 Araip.B07 15309 p3 (TTC)5 15 63314621 63314635 AGCCCTCCATTCTTCCTCAT TAGTGATGGTGGCGTTTCCT 265

Ai07B15315 Araip.B07 15315 p2 (TA)9 18 63347272 63347289 AACGCTTCATCCAGAGCCTA AGGTTGAGATGCCTCGTGAC 221

Ai07B15317 Araip.B07 15317 p2 (TA)6 12 63349092 63349103 TTAAGGCAACCTCCATGCTC CTGGCTCCATTCGAATCTTT 174

Ai07B15318 Araip.B07 15318 c (TC)9(TA)9 36 63350081 63350116 CCACCATATCCCTCCACATC TGAATCCTTTCGCCAAGTTT 259

Ai07B15322 Araip.B07 15322 p3 (AAT)5 15 63386382 63386396 ACGAAGATTCGTGAACATGC CAGCTCCTCTCCTTCCACAG 244

Ai07B15324 Araip.B07 15324 p2 (AT)23 46 63401434 63401479 CCATGTGCATTGATATGTTATGG CCTAGCTACCCAAAATTCCCA 253

Ai07B15326 Araip.B07 15326 p3 (TCA)7 21 63424243 63424263 CTCCGTTCTTTGCTCATTGC TCGAATTGAAAAGGTGGTCC 192

Ai07B15329 Araip.B07 15329 p2 (CT)8 16 63429620 63429635 TTCAAATTTTCTCTCTTTCTCATCTC CTTTATCCCTGTTCCTGCTCA 228

Ai07B15330 Araip.B07 15330 p2 (TA)6 12 63434320 63434331 TAATGGGGTTAAGGCAAAGG AAGGGAACAAAATTACCCCAA 242
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Ai07B15331 Araip.B07 15331 p2 (TC)6 12 63438902 63438913 AAAAACTCATCACCACTTTTTCAA AGAGAGAGGGAGAGGGTTCG 240

Ai07B15334 Araip.B07 15334 p2 (CT)6 12 63450117 63450128 CCTGGGATGAAGAAATAACCA GCCAGAGAATGGAGGAATCA 167

Ai07B15337 Araip.B07 15337 p2 (TA)6 12 63462741 63462752 TGGTTTATCAACTTCCCCACA TTTCATGTTCCCTGCTTTCA 273

Ai07B15340 Araip.B07 15340 p3 (CTT)5 15 63499583 63499597 GAGGTGGTACACCCTCCTCA AACCCCAGTGGACAAGACAG 182

Ai07B15342 Araip.B07 15342 c (A)10gaaaagaaaagaaaaatggc(A)1040 63525283 63525322 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 138

Ai07B15343 Araip.B07 15343 p2 (AT)9 18 63549251 63549268 TGCATTGATCTCTTCACCAAA TGCATCCACTAAGTGTGGGA 243

Ai07B15344 Araip.B07 15344 p2 (TA)6 12 63549906 63549917 CAGGTTGTGTGTTCTTTGGC AAAATCACAACAATCCACCCA 189

Ai07B15345 Araip.B07 15345 p2 (CT)6 12 63559661 63559672 CCTGGAATTGAGAAGAAGCAA TTTCTGGGCTGTTTTTGACC 215

Ai07B15353 Araip.B07 15353 p2 (TA)6 12 63623946 63623957 CAAGGTTGTAATGGGGCCTA GGGGACAAAATTACCCCAAT 251

Ai07B15354 Araip.B07 15354 c (T)10cattaacttaacattggggtaattttgtccccttatttaatttgctctttttcttttctttttctc(T)1086 63633771 63633856 TGCCTAGCTACACAAAATTCTCAC TGGAATTTGGGTACCTTCTCAT 249

Ai07B15356 Araip.B07 15356 c (A)13ccagccacgcgtaagcgtacagt(GC)648 63649622 63649669 CCAGAGGAGGTTGGGAAGAT TTATGCGTGGATGAGTTGGA 277

Ai07B15360 Araip.B07 15360 p3 (TTC)6 18 63665077 63665094 ATATGGCCGAACCTTAACCC TCTTCCCCTTCCCCTTTCTA 275

Ai07B15363 Araip.B07 15363 p2 (AT)6 12 63677208 63677219 ATGCCATGCAATGCAATCTA TCCCATCTCAACTCTAAAAGTGC 187

Ai07B15364 Araip.B07 15364 p3 (TTC)5 15 63690453 63690467 CTCCCAAACCCAACCCTAAT TCTCTGGCTTTAGGTGCCAT 266

Ai07B15365 Araip.B07 15365 c (T)12gtaggttgatgatcatgtgaagtcacaaaaacaatt(A)1159 63694991 63695049 ATGAGAGCCCACTGTCAAGC TTAACGCCCATTTTGCTACC 256

Ai07B15368 Araip.B07 15368 p3 (GAA)7 21 63714914 63714934 TAGAATATTGCTCGCCCTCG TTCTTGGCCGAAACATAACC 102

Ai07B15370 Araip.B07 15370 p2 (AG)6 12 63723086 63723097 TCGAATTTGGGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai07B15374 Araip.B07 15374 p2 (AG)6 12 63757504 63757515 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 163

Ai07B15375 Araip.B07 15375 p2 (AG)7 14 63757712 63757725 AGAGAGAGAGAGGGGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 264

Ai07B15377 Araip.B07 15377 p2 (TA)8 16 63761503 63761518 ACCCGTGTAGTCGCTGTACC ATTTTGGAATGCCCTATGGA 268

Ai07B15379 Araip.B07 15379 p2 (CA)8 16 63762415 63762430 TGGGTAGCTAGGTTTTGCATT CGCTCAAGTGTTTAGGGATGA 275

Ai07B15380 Araip.B07 15380 p2 (TA)6 12 63765395 63765406 GCAACATTCAGTTATCCAGCC TTTGATGACGTTCCACCTGA 249

Ai07B15381 Araip.B07 15381 p3 (TTC)5 15 63786548 63786562 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai07B15382 Araip.B07 15382 p3 (GAA)5 15 63803109 63803123 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 260

Ai07B15383 Araip.B07 15383 p2 (AG)6 12 63807224 63807235 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 232

Ai07B15385 Araip.B07 15385 p2 (AG)6 12 63814251 63814262 TGAAAAAGTGGTTAGTGATTTTCG TTTGGTTGCTTCTTGTTAGTCAA 279

Ai07B15386 Araip.B07 15386 p2 (AC)10 20 63827990 63828009 GGGCTAAGGTAAGGGTGAGG TCTGGGTAGCTAGGCATGATTT 134

Ai07B15389 Araip.B07 15389 p2 (TA)6 12 63882649 63882660 ACTGTGATTGGAAAGACGCA TGAATCATGCAGGTCACAAAA 243

Ai07B15390 Araip.B07 15390 p2 (AG)6 12 63893165 63893176 GTTTCAAGCCCGAAAATGAA GCAACAAGGTAAAGGAAACAACA 265

Ai07B15393 Araip.B07 15393 c (A)11tttctcctttattttcg(A)1038 63915296 63915333 TTTGGACAACTGACGGTTCA ACATGGCTTTACAACCAGCC 232

Ai07B15394 Araip.B07 15394 p2 (AT)6 12 63931301 63931312 TCCCAAATTGAATCTTTGGTT TGGGGTAATTTTTGTCCCCT 234

Ai07B15396 Araip.B07 15396 p2 (AC)6 12 63948103 63948114 GTGTGAGTTCGAAGTTTGCG GCACATCAATCAATGTCCACTC 231

Ai07B15399 Araip.B07 15399 p2 (AT)8 16 63967788 63967803 TCACACACGAAGCATCAAAGA CGGCCTTATCTTCGCAAGT 122

Ai07B15400 Araip.B07 15400 p3 (ATG)5 15 63975014 63975028 CCACCACACAATGACAAAGG ACGTGATTGGTGCCACTGTA 193



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15406 Araip.B07 15406 p2 (TA)8 16 63995558 63995573 CCTCTGTTCCTTCGTTTCCA CAATATTTGCGCAGCCTTTT 269

Ai07B15408 Araip.B07 15408 p2 (AT)7 14 64022751 64022764 AACCTCAGTCACCACCAAGC TTGTGATGAAATCTTGCCCA 244

Ai07B15409 Araip.B07 15409 p3 (AAT)8 24 64026277 64026300 TGATAAAATATTCCTTAAGCATTCAA ATGCCTAAAATGGCACCGTA 257

Ai07B15410 Araip.B07 15410 p2 (AG)6 12 64027313 64027324 CGATTTCTGGGCTGCTTTAG AAAGGAAGATTGAACCTGAACC 215

Ai07B15411 Araip.B07 15411 p3 (TTG)10 30 64030234 64030263 CCGATTATGGAGGAGATGGA CGTTCTTCACTGCCTCTTCC 264

Ai07B15413 Araip.B07 15413 p3 (GTT)5 15 64043858 64043872 TCATCATTGGAAGAGGGAGG GCAGAGACAACGGTGGAAAT 198

Ai07B15415 Araip.B07 15415 p2 (TA)9 18 64049987 64050004 TGTAGCTCTGAGGGGCAGAT CCGCATGGGATTCTTATTCA 214

Ai07B15417 Araip.B07 15417 p2 (GA)13 26 64052035 64052060 TGTTTGCCTTGTGAGGTGAG CCGCCCCAACTCCTATTATT 258

Ai07B15418 Araip.B07 15418 p2 (TA)10 20 64057225 64057244 GAAATCACAGCCCTTCGTGT TTCTCCTTTGGAGGCAGAGA 249

Ai07B15419 Araip.B07 15419 p3 (CTT)6 18 64058283 64058300 TTTGGCAGATTCAACGACTG CAGCACCTTCTAGCACCACA 209

Ai07B15420 Araip.B07 15420 p2 (TA)10 20 64059114 64059133 GAAATCACAGCCCTTCGTGT TTCTCCTTTGGAGGCAGAGA 249

Ai07B15421 Araip.B07 15421 c (TTC)7tatatagcatactctatggttataagcttacacggttacagtactatattatattatta(TTG)5ttaatttattatctctctctgtggtgctagaaggtgctgaattaaggagaga(AG)6159 64060251 64060409 TGGCAAATTCAACGACTATTTC CCAATCACTTCAAACCTTCTCC 268

Ai07B15425 Araip.B07 15425 p3 (TTG)5 15 64100330 64100344 GCGGTTTTGTTTGGATATGAA GCAGCAACAAGCAAAATCAA 260

Ai07B15430 Araip.B07 15430 p2 (TA)7 14 64109349 64109362 GCCAACAATTCTGCTTTGGT AACATGGCCAGATTTCAAGTG 258

Ai07B15432 Araip.B07 15432 p2 (TA)6 12 64113329 64113340 TAATGGGGTTAAGGCAAAGG AAGGGAACAAAATTACCCCAA 242

Ai07B15434 Araip.B07 15434 p2 (AT)9 18 64114878 64114895 ACCCAATTTTCCCACTTTTG GGGGACAAAATTACCCCAAT 277

Ai07B15435 Araip.B07 15435 p5 (AAAAT)5 25 64119997 64120021 GATTTGGAATTGATGCCCAC CCGTGGTATGATCGTTCCTT 195

Ai07B15439 Araip.B07 15439 p2 (TG)6 12 64159753 64159764 GAGGATGGTCCTTGGTGGTA GGAGGTCAGAATCCAACAGC 276

Ai07B15442 Araip.B07 15442 c* (TTA)14(TA)7*agaagaatgatggtgacagtaattaacgaaagaaagaaggtatatatgttactaagtatcacatgtcaaggt(TA)6138 64172984 64173121 TACGGACAAAAGCAACACCA GGGAATGGTATGCATGTAACG 229

Ai07B15445 Araip.B07 15445 p3 (CCT)5 15 64177395 64177409 ACGATGAAAAGCTAGGGCAA GCAGCAAAAGAAGGCCATAA 270

Ai07B15446 Araip.B07 15446 p2 (TA)12 24 64177513 64177536 TCCTCCTCCTACTTGCTGGA CACTGCGGAAACGTATTGAA 256

Ai07B15447 Araip.B07 15447 p2 (AT)7 14 64177661 64177674 GGTTCAATACGTTTCCGCAG TGCACCATCGCTTGTTGTAT 228

Ai07B15448 Araip.B07 15448 p2 (AG)6 12 64181666 64181677 CCCAAATCACAAACATGCAC CAAGCCCTCCCTCTTCTCTT 136

Ai07B15449 Araip.B07 15449 p2 (AG)6 12 64182040 64182051 GACCAAAACATGATGGAGGG GGCGAGAACTACGATGAGGA 255

Ai07B15450 Araip.B07 15450 p3 (TGT)5 15 64182522 64182536 TCGCTTAATATCCATTCCGC CTACCTCGATTAGCCGCAAG 170

Ai07B15451 Araip.B07 15451 p2 (TA)11 22 64183496 64183517 GGACACCTTAACTCTCCGGATT CGGAGTCAAACTCCAAGCTC 170

Ai07B15454 Araip.B07 15454 p3 (GAG)5 15 64189832 64189846 AAAAAGAGAGTGCAAGGCCA AAAGCTCATGAAGGGCAGAA 201

Ai07B15458 Araip.B07 15458 p2 (AT)6 12 64197936 64197947 AACGTGAATCTTGAAACTCTGG CGATCTGTGTACCTTGATCTGA 277

Ai07B15459 Araip.B07 15459 c (AT)9(AC)12 42 64202012 64202053 CGCAAAAAGGAAAAGCGTAA GTGGGGATACTGGCTTTTGA 238

Ai07B15462 Araip.B07 15462 p4 (TTTA)5 20 64224919 64224938 CAATGGTGGGTATGCAGATG TCGAAAATCTTCACCCATTTTT 213

Ai07B15464 Araip.B07 15464 p2 (CT)8 16 64231006 64231021 GCGACCGCGTCAATTAGTAT AAAACCTTGTTAATGGGGGTG 219

Ai07B15466 Araip.B07 15466 p2 (TA)8 16 64239192 64239207 TTGTTTCAACCTTAATGATTATTTTCC AGTGACGGCGCATAGATAGG 263

Ai07B15469 Araip.B07 15469 p2 (AG)6 12 64260837 64260848 ATTTCATCCCCTGGGATTTC TCCTAAGGGAGAGGAGAGAGC 190

Ai07B15473 Araip.B07 15473 c (T)10attttaacattaacctggaatcatgcatagcattcatgttaatcactgcatcctccatttttcagtt(A)1087 64276194 64276280 CCATGGTATGGTCGCTTCTT TGGTGTTTTTCGCGATATGA 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15477 Araip.B07 15477 p2 (CT)6 12 64306786 64306797 CTCTGCCATCTTGCATACCA CCATTCATTCATTCACACAACA 279

Ai07B15479 Araip.B07 15479 p6 (AAAAAT)6 36 64311922 64311957 AAAGTGCAAAATGCGGAAAT TTTTAAGTGTGGGGAGGTCG 185

Ai07B15480 Araip.B07 15480 p3 (AAC)5 15 64327582 64327596 ATGGCAAGACAACTCCAACC TGTCCTTGCACAAGAGAACG 273

Ai07B15482 Araip.B07 15482 p4 (TGTA)15 60 64340107 64340166 CATCCTAGGTGTAAAGCTCCG GCAAACACAAACAAACATGAAAA 267

Ai07B15483 Araip.B07 15483 p2 (TA)13 26 64340575 64340600 ACACCCCATTACCCTAAGCC GCGTTTCGTAATTTCGCTTT 186

Ai07B15486 Araip.B07 15486 p3 (AAT)11 33 64355812 64355844 TCGAGTTTGGACAACTGACG TTGAAATCTCGGTCCAAAGG 248

Ai07B15488 Araip.B07 15488 c (T)10gtttatttttaagttttattttattgtattgaacctggagttttgcataacattcatattagcattgcattctgcatattgcattatc(A)11109 64361110 64361218 GCCACCATAACAGGAAGCTC TTTTTCTCCCATCTTGCGAC 275

Ai07B15491 Araip.B07 15491 p2 (AG)6 12 64378304 64378315 ATAGGTGAGGGGTTTTTGGG TAACGCCAGGAATAGGCAAG 240

Ai07B15493 Araip.B07 15493 p2 (GC)6 12 64385993 64386004 ACCAGGGAGTTCACATAGCG TTATGCTCATCTCGTGCCAG 131

Ai07B15498 Araip.B07 15498 p3 (TTG)9 27 64410140 64410166 CGTTTGATTCATGTAGGCGA TCTCAACTTGGAGTTACGTGAG 271

Ai07B15501 Araip.B07 15501 p2 (AT)6 12 64414838 64414849 GACCACAACACCACAACTGC GCACAGCTGCCCTATTTTTC 153

Ai07B15502 Araip.B07 15502 p3 (TTG)8 24 64430490 64430513 CGTTTGATTCATGTAGCCGA AGTTGAACCTGTGACCCACC 171

Ai07B15508 Araip.B07 15508 c (CA)7tggacctccctctcgacacccacactcagcctcacacacctccctcaccctctattgttgcgccatcctacacac(AG)8105 64445227 64445331 CATTTTCCTTTCCCTCCACA GATGACTCGACGATTCGACA 193

Ai07B15509 Araip.B07 15509 p3 (TTC)5 15 64470034 64470048 CAAGTGGACAACGCCATTAC GGGGATCAACTTGAACATGAA 219

Ai07B15510 Araip.B07 15510 c (A)10gaaaaag(A)1027 64485417 64485443 TGGATGAATGCTTGAACAATG TGGCTTTTTCTGCTTGCTTT 224

Ai07B15513 Araip.B07 15513 c (AT)6tctctttttctcttttttttctc(T)1045 64512789 64512833 AGCATTGGGGTAATTTTGAA AAGTGTGGGGAAAACTGTGG 252

Ai07B15517 Araip.B07 15517 p2 (AG)6 12 64539056 64539067 GAAGGAGATGAGAGGGAAAGAA TTGATTTTCAAATTTGTGTCAACT 264

Ai07B15519 Araip.B07 15519 p2 (TA)6 12 64547079 64547090 CCCTACAATTTTCCCCAGGT AACTTTAAACCGCAACACCG 279

Ai07B15520 Araip.B07 15520 p2 (TA)14 28 64550109 64550136 ATTTATTGTCCCCTCGCCTT ACCGTAATACCGCTCCAAAA 215

Ai07B15522 Araip.B07 15522 p3 (CCA)5 15 64567351 64567365 TGCACAACACCTCAAAGGAG GTAGGGCAGAGAGATGGCTG 262

Ai07B15524 Araip.B07 15524 c (TA)8(T)10 26 64578217 64578242 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGGTG 280

Ai07B15527 Araip.B07 15527 p2 (TG)7 14 64606638 64606651 AGATGCCTTTTCCCTCACCT GGAGCCTTTAACTTGAAACCA 250

Ai07B15529 Araip.B07 15529 p2 (TA)10 20 64648818 64648837 TTACCTTGGGGCATTTTGTC GGGGAAGATTTGGGAACATT 246

Ai07B15530 Araip.B07 15530 p2 (CT)6 12 64662474 64662485 TGAACATTGAACCTGAAATTGA ACGTATCAGAAATCGCTGGG 233

Ai07B15531 Araip.B07 15531 p2 (AC)6 12 64663695 64663706 CAGGGTTGTAATGGGGCTAA TGGGTAGCTAGGCATGAATTT 140

Ai07B15533 Araip.B07 15533 p2 (AT)10 20 64705127 64705146 GACGCACATCCCCATAAGTC CACGAGTTTCCCTGGGTAGA 196

Ai07B15534 Araip.B07 15534 p2 (CT)8 16 64706676 64706691 ACAGAACGGTGCACTTCCTC GAGAAGGGAGATCGGGTAGG 199

Ai07B15535 Araip.B07 15535 c (T)11aattgagttcctatacgtta(T)1142 64707508 64707549 TTTAGATTGAGTGGGGACAAA AACAGATTTGTGATGGTACGGA 195

Ai07B15539 Araip.B07 15539 p2 (AT)21 42 64713150 64713191 AGCTCGGACATTACGACGAC CCCTCGCCTTCATCTTGATA 280

Ai07B15540 Araip.B07 15540 p2 (GT)6 12 64716483 64716494 CCTCCTTTGCTTACAGCGAC AACCCTAGCTCCCTCAAACC 278

Ai07B15541 Araip.B07 15541 p2 (CT)6 12 64739831 64739842 TTCTTCCCCTTTCTTCCTCC CATTGAACATGCAAGCAACC 280

Ai07B15542 Araip.B07 15542 p2 (AT)11 22 64742527 64742548 GGGGACAAAATTACCCCAAT GGGCCAAAGTAAGGGTAAGG 253

Ai07B15547 Araip.B07 15547 p2 (GT)6 12 64762467 64762478 AGCCTGTGATAAGCCCCTTT CCCAAGTTTCCCCACACTTA 137

Ai07B15550 Araip.B07 15550 p2 (GT)7 14 64782325 64782338 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15552 Araip.B07 15552 p3 (AAC)5 15 64805765 64805779 CCGACACACCTTGCCTTAGT CCTTCACACTTTGCCCAGAT 249

Ai07B15554 Araip.B07 15554 p2 (CT)6 12 64806510 64806521 GCACCAAGATCGGCTTTTAT TTCCAATATACCTGCCTCCAA 271

Ai07B15557 Araip.B07 15557 p3 (TTC)5 15 64818621 64818635 ACACAACCCCTTCTCCCTCT TCTTTCCAGCTCCCATGACT 216

Ai07B15560 Araip.B07 15560 c* (CTT)6(TC)6* 29 64837209 64837237 CGTCTCACCAACACATCACC ACAGGGATCCGAAATCAGTG 274

Ai07B15561 Araip.B07 15561 p4 (CTCC)5 20 64838738 64838757 ATTCCCTGGAGTCCCAACTT TGATGATTCTGCCAAACCCT 274

Ai07B15562 Araip.B07 15562 p2 (TG)6 12 64844382 64844393 CGGTAAGAATCCTCAACCCA TCATACCTTGGCCGATTCTC 257

Ai07B15563 Araip.B07 15563 c (A)10tttctgatttttc(A)1639 64846895 64846933 CTTGCAAGAGGGATAGGAACA GAAGGTTACGCTTCTGGCTG 278

Ai07B15566 Araip.B07 15566 p2 (AT)6 12 64854605 64854616 TCACCTACTGGTGTGTTCCTTG AGCTTCGTGTGAACGTTTTG 226

Ai07B15568 Araip.B07 15568 p2 (AG)7 14 64864928 64864941 TGGATGTGGATTGGTGAAGA TGGTCCAGGGATGAGAAATC 213

Ai07B15572 Araip.B07 15572 c (T)11gtatttttgaaa(T)1033 64879084 64879116 ACAGCCAGCCAGACTTCAAC TCGAGTTTGGACAACTGACG 196

Ai07B15573 Araip.B07 15573 c (GC)8(AC)21(AT)670 64882189 64882258 CATTTGGCGAATTTCCTTGT ATTTAGCCTTGGCTGTGCAT 211

Ai07B15574 Araip.B07 15574 p2 (TA)6 12 64883516 64883527 GGGTTGTGTGTTCTTTGGCT GAATCACAACAATCCACCCA 193

Ai07B15576 Araip.B07 15576 p2 (TA)11 22 64893865 64893886 TGCTTGTCTTGCAAGTTTGTG GCATGTCCTCATGCTAAGCTC 269

Ai07B15578 Araip.B07 15578 p2 (TC)6 12 64906811 64906822 TCTTATAAGCGCCTTCCACG GGAGGGAAGAAGAAAAGAAAAA 233

Ai07B15579 Araip.B07 15579 p5 (AAGAT)5 25 64913063 64913087 CGGCTCAAGCCTACAGAGAG TGGCTAAGCTGCTGATCCTT 260

Ai07B15580 Araip.B07 15580 p5 (AAGAT)5 25 64922968 64922992 TCCGACCTCTCTCCAAAAGA CCTGGGTGCTCCAGTGTATT 232

Ai07B15581 Araip.B07 15581 p2 (TG)10 20 64925306 64925325 TTACCCCCTATTTTCACCCC GCCTTTACGAACATGAACCAA 266

Ai07B15584 Araip.B07 15584 c* (AT)19(T)11* 48 64935702 64935749 GCACGGAGGAAAAACAAAAA GTTAAAGAAGCGCTTGTCGG 257

Ai07B15593 Araip.B07 15593 p2 (AG)12 24 65009620 65009643 AGGAACTTGTGCTGCATGTG CTAGCGGTGAACTCTAGCGG 263

Ai07B15594 Araip.B07 15594 c (AG)8nnnnnnnnnnnnnnn(GA)1969 65014670 65014738 AGAGCTGTTACCGTCGCACT GAACCAAGAATGAAGCAGCC 265

Ai07B15600 Araip.B07 15600 p3 (CTT)5 15 65045262 65045276 CGTTGGAGGTAACATTGGCT GGTGAAGAAAGGCATGGAAA 186

Ai07B15603 Araip.B07 15603 p2 (TA)9 18 65063612 65063629 CTACCTTGGGGCCTTTTTGT GGAGGGCGTACTAGGGAACT 274

Ai07B15605 Araip.B07 15605 p2 (CT)7 14 65081436 65081449 TTGAACCTGGAATGGAGTGA TTACAAAAGTCACCCCCAGC 241

Ai07B15606 Araip.B07 15606 p2 (TA)6 12 65082252 65082263 TATCAACCTCCGCACACTCA TATGGTCTGGCCTTGGTTGT 233

Ai07B15607 Araip.B07 15607 p2 (AT)7 14 65082614 65082627 AGGTTGTAATGGAGCCAAGG TGCACTTGGGACAAAATCAA 204

Ai07B15608 Araip.B07 15608 p2 (GT)12 24 65112262 65112285 TCTGTTCTCCCGATTTCTGC CCTGAAACCAACCTCCTTCA 171

Ai07B15610 Araip.B07 15610 p3 (TTC)5 15 65120702 65120716 CATGCGCAACCAAGTTTTTA GCATATGTCTGGGTTTTAGCC 273

Ai07B15611 Araip.B07 15611 c (CT)6a(TC)11 35 65126948 65126982 AAGAAGCATCAGACTGGCGT ATTAGGGTTGGGTTTGGGAG 265

Ai07B15613 Araip.B07 15613 p2 (TG)8 16 65151055 65151070 GTCCCTCAGTATCGGCAGAA CTCCTTTAAACCAACAGCCG 178

Ai07B15614 Araip.B07 15614 p2 (TA)7 14 65152633 65152646 TCTTTTCAAGGTTGTAATGGGC ATCAATGCACATGGGACAAA 225

Ai07B15615 Araip.B07 15615 p3 (CTT)5 15 65160943 65160957 CATGGGAGGTTGTGCTTCTT ACAAGAAACCCCAGTGGACA 268

Ai07B15616 Araip.B07 15616 p2 (AG)6 12 65163094 65163105 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGAGGGAG 126

Ai07B15619 Araip.B07 15619 p2 (GT)6 12 65177149 65177160 AGCTCTTCGCAAGAATCACG CAAACGGGCTAAAAACGCTA 245

Ai07B15621 Araip.B07 15621 p2 (CT)7 14 65186518 65186531 CTCCTTTCCGTCTTTCTCCC TGAAAAGGGAAGGTGAATGG 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15623 Araip.B07 15623 p2 (TA)6 12 65191306 65191317 TTTCAAGGTTGTAATGGGGC ACCCCAAATGCAAAACAAAA 244

Ai07B15629 Araip.B07 15629 c (A)10c(AT)9aagaaaaatatatatatag(A)1058 65200743 65200800 GTGCGGGTGTGTATCATTTG GGCATTTTTGTCCCCTTTTT 257

Ai07B15630 Araip.B07 15630 p2 (TA)6 12 65218523 65218534 GGAGAGTGGTGTGTGCTGAA GGAAAATCGGGCGTTAATTT 152

Ai07B15631 Araip.B07 15631 c (A)10tcatatgttcttcacaac(A)1139 65227002 65227040 TCGCTACACCATAACCACCA CTTGTTCCCAGTTTCTTCGC 227

Ai07B15635 Araip.B07 15635 p3 (TTA)6 18 65235038 65235055 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 171

Ai07B15636 Araip.B07 15636 c (AT)8tgtatt(TTTA)542 65245065 65245106 AAGTGCACGGAGGAGAAAAA ACGATAGTTGCCTTCTTGCG 217

Ai07B15637 Araip.B07 15637 p3 (TTA)5 15 65251316 65251330 TTTAAGTCATTTACCTGTTTGTGG CATTTCATATCACATCCGTTTCA 198

Ai07B15640 Araip.B07 15640 p3 (CGA)5 15 65258123 65258137 GCAAGAGGCATAACCGTAGC TCCTTCCAGGTTCATTTTGG 257

Ai07B15641 Araip.B07 15641 p2 (AG)6 12 65265387 65265398 AAGCTGAAGAATGGGGGAAT CATAGAACCTGAAATGCAGAAGAA 173

Ai07B15644 Araip.B07 15644 p3 (CCT)5 15 65272540 65272554 TGTGCACTGCTATTGTTTCTTTT TGACGACAATGATGACGATG 253

Ai07B15645 Araip.B07 15645 p3 (TCA)5 15 65272773 65272787 CATCGTCATCATTGTCGTCAC TGCAACAATTTGATGTGCCT 248

Ai07B15646 Araip.B07 15646 p3 (TCA)5 15 65273377 65273391 TTACGAAGCTTCCTGCATCA GCACCGAAACTTTTTAACCA 233

Ai07B15650 Araip.B07 15650 c (AT)6aaaaagagacaaaatacaaattctgattctccgaagtcaacttctaagaaggacaaaagaagttttatacaaaagtggagaatgt(AC)7111 65292955 65293065 CATGGATAAAGAATTCCAAAGGA TCGCTAAGCGTGCTAGATGA 221

Ai07B15651 Araip.B07 15651 p2 (TA)9 18 65303859 65303876 CCCAACACTTTTGCATTTCA AACCACGCAATTAAGGCTCA 261

Ai07B15653 Araip.B07 15653 p2 (AG)7 14 65333308 65333321 GCCCCCAGAAACACAGAATA TTGAACCTGGAATGGAGTGA 190

Ai07B15654 Araip.B07 15654 c (A)10taaatattttc(A)1031 65336492 65336522 TCGAGTTTGGACAACTGACG AGGATGCAATTGACACCAAA 219

Ai07B15656 Araip.B07 15656 p5 (ATTTT)6 30 65347378 65347407 ACAACCCACCACGGTATGAT TAGCCCAACTTTCTGAGCGT 223

Ai07B15657 Araip.B07 15657 p3 (CAC)5 15 65347960 65347974 TCCTCCTCAACCACCAAATC AATCAGTGTTCGGCGTAACC 267

Ai07B15658 Araip.B07 15658 p2 (TA)6 12 65349670 65349681 AGTATAACAGAATCACAACAATCCAC CAAAACGCACAGGAATGAAA 267

Ai07B15661 Araip.B07 15661 p2 (TA)6 12 65398017 65398028 TACAGATGAACCAAGCGGTG TTGCATGAACCAGAAATCCA 109

Ai07B15662 Araip.B07 15662 c (ACC)5agcacctat(ACC)539 65408595 65408633 GCAGCGACACCTAGACCTTC CTCATGCTCCTCCTCCTCTG 268

Ai07B15663 Araip.B07 15663 p2 (AT)18 36 65417280 65417315 AATCGGCCAAGGTATGGTTT ACCTCAACACCCACCAACAT 252

Ai07B15664 Araip.B07 15664 p3 (ATG)5 15 65417490 65417504 ATGTTGGTGGGTGTTGAGGT CACCATCCATCATCAACGTC 227

Ai07B15666 Araip.B07 15666 p2 (TA)11 22 65425953 65425974 ACCCTAGCCCCATTACAACC CTGCGGACAGAGAAGGAAAC 268

Ai07B15667 Araip.B07 15667 p2 (TA)11 22 65428331 65428352 GGGTTCAATCGCTCAATTTT ATGGATTCTTCAATTCCCCC 202

Ai07B15671 Araip.B07 15671 c* (A)10(AT)8* 25 65440195 65440219 TGAAAATCATGGGATTGGGT TACGGGTTTCACCTTTTTGC 208

Ai07B15673 Araip.B07 15673 c* (A)10(AT)8* 25 65441220 65441244 TGAAAATCATGGGATTGGGT TTTGCTTAGGGGCATTTTTG 160

Ai07B15675 Araip.B07 15675 p2 (TC)7 14 65445897 65445910 CCTTCTTCAAAATCACCTAACCA ACATGAATAGCGGGATGAGG 257

Ai07B15676 Araip.B07 15676 p2 (CT)8 16 65448833 65448848 AGGGAAGAAAAGTTGGCGTT TTGAGGAAGGGTGTTATGGG 242

Ai07B15678 Araip.B07 15678 p2 (TA)6 12 65457925 65457936 AGTTTCGTTGCACTTTTAGCTT ATTGTGTGTTCGTTGGCTCA 229

Ai07B15679 Araip.B07 15679 p4 (AAAT)6 24 65458574 65458597 ATGTGGGAACATGGGTTGAT AACACACAAATCACAGCATCG 276

Ai07B15681 Araip.B07 15681 p2 (AT)6 12 65466169 65466180 TATTGTGCAAGTGACGCGAT GCATTCTGCATTTTTCATGC 252

Ai07B15688 Araip.B07 15688 c (A)10gagaagaaaacataaaaataaaaagaagaatagaaaagtaaggagggatgaagaaaagaaaaaccttgataatggtggt(GA)6101 65517858 65517958 TTGCAACAATCCACAAGCAT CCCCCATTCCTACTTTTTCTTT 280

Ai07B15690 Araip.B07 15690 p3 (AAG)5 15 65545985 65545999 ACAGTGGATCGATTTCAGGC TCTTTCCCATGGAGGTTCTG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15697 Araip.B07 15697 c (T)10ggaaaaatgccagaatgggcttattcctttggggaacaaacag(T)1366 65613601 65613666 CGCATTTGCCAATGATGTAA TTCTCCAACGAAGAATGGTTT 233

Ai07B15698 Araip.B07 15698 c (T)16ggttgttgttaattcactatatctgatgcttctataactacttaatgagattcgtatgcttaatacaaattgatgacattttaa(T)17117 65616776 65616892 TCCATTGTTGTTGTACTGTTGTTG TGAACATGCAACTCACCCAT 271

Ai07B15701 Araip.B07 15701 p2 (CT)6 12 65628195 65628206 CGAAAATTCCCTCTCTCACC CAACAAAAATGCCCTTGTCC 241

Ai07B15702 Araip.B07 15702 p2 (CT)6 12 65637698 65637709 TTTGAAAATTCCCTCTCTCACC CCTTGTCCTTGTTCCTGCTC 231

Ai07B15703 Araip.B07 15703 p2 (CT)10 20 65640441 65640460 GGGCACTAAAATGGCGTTTA GGGTGTTATGGGAAGGTGTG 267

Ai07B15705 Araip.B07 15705 p2 (CT)6 12 65645075 65645086 CAAAACCACCTAACTACTTCTCTACC AGAGAGAGGGAGATGGTTCAAA 279

Ai07B15706 Araip.B07 15706 p2 (CT)6 12 65656313 65656324 TGGAAAGATTCATCAGCCAA GGCTATAAAGTGGGGGAATCA 275

Ai07B15707 Araip.B07 15707 p2 (CT)7 14 65662818 65662831 AACCTGGAATGAAGAAGAAATCC TTCTGGGCTGTTTTTGATCC 224

Ai07B15709 Araip.B07 15709 p3 (GAA)6 18 65679915 65679932 GAGATGTAGTGCCACCAGAGG GGTCGCGCGAACTAGTTTTA 184

Ai07B15711 Araip.B07 15711 p2 (AT)11 22 65688546 65688567 TGCATGAGCATTCTGCATTT CTAGTTTGCAAATGACGCGA 216

Ai07B15712 Araip.B07 15712 p2 (TA)7 14 65713122 65713135 TGGGGAGGATCTACGACATT CACATCATCCAATCACACTCC 261

Ai07B15714 Araip.B07 15714 p2 (TA)6 12 65717558 65717569 GCGATGATCATTGTGGTTGA CAATCACGGCTCATATCCCT 267

Ai07B15719 Araip.B07 15719 p5 (AAGAT)5 25 65739556 65739580 AACACGACCCAAATCCAAAG TGCTGCTGATCCTTTGTCAC 278

Ai07B15720 Araip.B07 15720 p3 (GAA)5 15 65750151 65750165 CTCGAAGGTGGAAGCTTTTG ACACAACCCTCTCTTCCCCT 227

Ai07B15721 Araip.B07 15721 p2 (AG)6 12 65754612 65754623 AGGGATCCTTTTTACCCAGG CGAAAATACCTTCCTCTTTTTCAA 250

Ai07B15722 Araip.B07 15722 p2 (AG)7 14 65754780 65754793 TTGAAAAAGAGGAAGGTATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 279

Ai07B15724 Araip.B07 15724 p5 (AAGAT)5 25 65759673 65759697 AACACGACCCAAATCCAAAG TGCTGCTGATCCTTTGTCAC 278

Ai07B15727 Araip.B07 15727 p2 (AC)6 12 65761353 65761364 GGGTATTCTAAGTTGCGCGG TATGCTTGCCATGTTTTCCA 251

Ai07B15728 Araip.B07 15728 p5 (ATTTT)5 25 65762463 65762487 AAGTACGCGTGCATGTGAAG GTTGCTGGGGAATGAACAAT 272

Ai07B15729 Araip.B07 15729 p2 (CT)6 12 65779255 65779266 GGAACATTGAACCTGGATCTG CGTGCAGAAAGTTGCAGAAA 249

Ai07B15730 Araip.B07 15730 p3 (ATC)5 15 65790135 65790149 GCTGAGAGTGCATGCAAATG GCAGGTCCAATGGAGGATAC 131

Ai07B15731 Araip.B07 15731 p2 (GA)24 48 65791428 65791475 GTGTTACGGAGAGAGCGAGC AACCTGAGTCAGAGGCTCCA 251

Ai07B15734 Araip.B07 15734 p3 (ACA)8 24 65803088 65803111 GCTAATTTCTTACACCCTCAACG GGGGGTTATAAACCTCCACAA 276

Ai07B15735 Araip.B07 15735 p2 (TA)7 14 65804379 65804392 TGTTTTCATTCTAATACACCGCA TGGGAAACATCAATGTTGGA 205

Ai07B15737 Araip.B07 15737 p3 (CAT)5 15 65817118 65817132 CCGGTTCAAGATTTGACGAT TCCAGGGTCACTTTGTAGGC 265

Ai07B15738 Araip.B07 15738 p2 (CT)6 12 65824557 65824568 CACTCCTCCTCAATGTGCAA GCCTTTGTCTTTGTTCCTGC 183

Ai07B15739 Araip.B07 15739 p3 (GAA)5 15 65830074 65830088 GAATAGATGTAGGGCCACCG GCACGTCCTTGACGCATAC 257

Ai07B15740 Araip.B07 15740 p2 (GC)6 12 65830669 65830680 GTACAGACGAGGCACAAGCA AAAAAGGGGAAAAGGGCAT 276

Ai07B15744 Araip.B07 15744 p4 (TAGT)6 24 65867093 65867116 TCCTTTCTTGGGGAGAGGAT ACCGGGGGAATGATTAATTG 173

Ai07B15745 Araip.B07 15745 p2 (AG)6 12 65881871 65881882 ATAGGTGAGGGGTTTTTGGG ACACCAGGATTGGCAGAAAG 176

Ai07B15751 Araip.B07 15751 p2 (TA)10 20 65896652 65896671 ATTTGCTTGATCCAACTGGC TATCAGCCATGGCCACAAC 159

Ai07B15754 Araip.B07 15754 c (A)10gaaaagaagataacatataaaaataagaagaaaaataaaaaagtaaggagggaagaagaaaagaaaacattgttaatgggggt(GA)8109 65924076 65924184 TTGCAACAATCCACAAGCAT CCTATTTTTCCTTTTTCCCTCC 278

Ai07B15755 Araip.B07 15755 p3 (AGA)6 18 65938816 65938833 TTAGAATGTTGCTCGCCCTC CCATTCATGGTCATCCCTTC 193

Ai07B15759 Araip.B07 15759 p2 (AT)8 16 65959682 65959697 TATGCGCTAATTGGTATGCG CAGCCTTCCTCCAAAGACAC 175



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15760 Araip.B07 15760 p3 (TAT)7 21 65960238 65960258 GCTAGGATCAGGTCACTGCC GCTACCGTTCCTCCTCTTCC 239

Ai07B15761 Araip.B07 15761 p3 (CAA)5 15 65961328 65961342 CGTCCCCAACCTCCTTTT TTGTCTTCAGCTCTTGCTGC 274

Ai07B15762 Araip.B07 15762 c (GAG)5cacggcgatgcggtaaactagc(GAG)552 65961698 65961749 ATTTGGAACCCTAGGGAGGA ATGATGCAAGTCATCATCGC 144

Ai07B15765 Araip.B07 15765 c (TA)8(T)11 27 65977774 65977800 GGCATTTTTGTCCCCCTTTA TGGGTATGGAAAATTTGGGA 233

Ai07B15766 Araip.B07 15766 p2 (CG)6 12 65979031 65979042 AGAGTGCAAATCAGCGCATA TAAAACCCGAGAGTTGTGCC 191

Ai07B15767 Araip.B07 15767 p2 (CG)6 12 65981124 65981135 AAAGTGCAAATCAGCGCATA TAAAACCCGAGAGTTGTGCC 191

Ai07B15768 Araip.B07 15768 c (GC)6actgcgcgcttgggcgccgatgccc(T)1047 65981280 65981326 GGCACAACTCTCGGGTTTTA GTCGAATTGCATTTTGCTTG 232

Ai07B15770 Araip.B07 15770 c (GC)6actgcgcgcttgggcgccgatgccc(T)1451 65983736 65983786 GATCGCCTGGCACAAAGTAG TCGAATTGCATTTTGCTTGT 228

Ai07B15772 Araip.B07 15772 p2 (AC)6 12 66010585 66010596 CCAATTCCCAAGGTCTTCAA GGCCTACCTTTCATCAACCA 230

Ai07B15774 Araip.B07 15774 p2 (CT)12 24 66016979 66017002 GGAACATTGAACCTGGAATTG TTTTTGACCCAGTTTTTGGC 224

Ai07B15775 Araip.B07 15775 p5 (TTATC)5 25 66020659 66020683 CCTGGGTGCTCCAGTGTATT GAGACGACCGACCTCTTCAG 258

Ai07B15778 Araip.B07 15778 p2 (GA)13 26 66077390 66077415 AAAAGGGGTTAGGATGACGG AAACTGCTCTTCTCTCCACCA 153

Ai07B15779 Araip.B07 15779 p2 (AG)6 12 66085433 66085444 TGAAAGGTGAGGTAGTGGGG GAAGGGGTGTTTACTTGCCA 260

Ai07B15784 Araip.B07 15784 p2 (TC)9 18 66130302 66130319 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 258

Ai07B15792 Araip.B07 15792 p3 (GAA)5 15 66191756 66191770 CAACAAGCAAAGCATCTCCA CTTGCTCAACTTCGCCTAGC 182

Ai07B15793 Araip.B07 15793 p2 (AT)9 18 66194870 66194887 TGAGGGTGTGTATCATTTGGG GGGACATTTTTGTCCCCTTT 258

Ai07B15794 Araip.B07 15794 p2 (TC)6 12 66201209 66201220 CGGCCGATTTTTGAATTTTA CAGCGACTAGACGGTTGTGA 221

Ai07B15795 Araip.B07 15795 p2 (AT)6 12 66205318 66205329 TTGGCCGAATACCATAAGGA TCTTGATTTTGGTTCGGTGA 151

Ai07B15796 Araip.B07 15796 p2 (AT)7 14 66206203 66206216 GAATTCAGGTACGCTTTCGC GATTAACGGACACAGTCGCA 252

Ai07B15797 Araip.B07 15797 p2 (AT)6 12 66223585 66223596 TGTTTTGGTTTTCAGAGGGG CCAGGCGTTACTTACCTCCA 216

Ai07B15798 Araip.B07 15798 p2 (AT)13 26 66224066 66224091 CCGTAACACCCTACCACACA CATTTTTCAAGGCTCCTCGT 135

Ai07B15802 Araip.B07 15802 p2 (AG)7 14 66248512 66248525 ATGGATGGATGTGGATTGGT ACCATTCTGGGCATTTAACG 278

Ai07B15805 Araip.B07 15805 c* (A)10(AT)9*tcaataaatatttaaataaataaagggaacaaaattaccccaatattaagttaatgaaagatcaatgcacatgtgataaatt(A)13122 66277527 66277648 TGAATTTTGGGAATTTGGGA CAAAATTTCCACTTTTGCATCA 268

Ai07B15807 Araip.B07 15807 p2 (TA)8 16 66287838 66287853 TTGCCTAGAGGCTCACTTTGA TCTAGAAGCCCGACGAAAAA 249

Ai07B15810 Araip.B07 15810 p3 (GAA)5 15 66312767 66312781 TTGCCTTCCCTTTCCTTTTT CCACTCACATCCATACACGC 193

Ai07B15811 Araip.B07 15811 p2 (AG)7 14 66315157 66315170 AACTGTGAGGAGGGCAGAGA CTTTTTGTTTGTTTCTTAACTTTTTCA 254

Ai07B15815 Araip.B07 15815 p2 (GA)9 18 66348678 66348695 TTCGAACACAGAGTGGGAGA TCGAAAATCACTAACCACCTTTT 256

Ai07B15816 Araip.B07 15816 p2 (AT)8 16 66350269 66350284 CAGCCAGCCAGGTTTTACAT TCGAGTTTGGACAACTGACG 172

Ai07B15818 Araip.B07 15818 c (T)10caaattttgaatttcaaaatcttctgtcaacactattttcttcttcactccc(A)1072 66360321 66360392 ACCTTTAAATGATTGCCCCC TGGTGTGAAGCAGGCATCTA 201

Ai07B15819 Araip.B07 15819 c (A)10gaaaaggagtcttcaaccctctcaatcaatagaggctagttgtgttttctgtggttttcccatgttacaacttccgtaccaat(TAC)8117 66361371 66361487 CAAAATACCCTTTCGCTCCA TGATTCCCTCGCTTTAGCAT 276

Ai07B15822 Araip.B07 15822 p2 (CT)7 14 66401501 66401514 GGTTCATGAGCCAAATTGGTA CCCAGATCCAAGTCCAGAAA 278

Ai07B15823 Araip.B07 15823 p2 (AT)7 14 66407336 66407349 CATGATTCCAGCCCAACTTT GTGCTAGGTGGGAGACAACC 277

Ai07B15825 Araip.B07 15825 p3 (GAA)6 18 66418342 66418359 AGAGATGTAGTGCCACCGGA CGCCCTGCTTCTATCCTTCT 157

Ai07B15826 Araip.B07 15826 p2 (GC)6 12 66418783 66418794 CGAGAGTGCAAGCACAGAAT CCGGTGGTGCATTTCTTACT 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15828 Araip.B07 15828 p3 (AGA)12 36 66443127 66443162 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 143

Ai07B15829 Araip.B07 15829 c (T)11gga(T)10 24 66446607 66446630 TGAACATGCAATTGACACCA TCTTCTAAAGCTTGGCTGGC 248

Ai07B15831 Araip.B07 15831 p3 (CTT)5 15 66456002 66456016 TAACCCCATCATTTGGGAAA GTAGATCCAAACCCCCTTCC 145

Ai07B15834 Araip.B07 15834 p3 (TCA)5 15 66467411 66467425 CTCGTTTACATCTGCGTCCA TGCACCTCATCCAATGAGAA 274

Ai07B15835 Araip.B07 15835 p2 (TA)6 12 66472154 66472165 TTTTCAATCAATTGGGGTGC TTAAGTGTGGGGAGGTCGTC 203

Ai07B15839 Araip.B07 15839 c (TC)13ta(TG)7 42 66496454 66496495 GAACTCTGTGCGCCTCTCTC ACCCTTACCCCTCACACACA 173

Ai07B15844 Araip.B07 15844 p2 (AC)10 20 66529559 66529578 GTGAGGATCTTGCTCCTGCT GCTACCGGTTGCAGATGATT 236

Ai07B15845 Araip.B07 15845 p4 (TAAA)5 20 66544997 66545016 ACACCAAGAGAGAGGGTTCG TTTCGAAAATCCCTTCCCTC 243

Ai07B15848 Araip.B07 15848 c (AT)17(AC)6 46 66557166 66557211 CCCATAACTCAACCCTTCCA TTGAGGACCTTGTTAGTGAGCA 240

Ai07B15849 Araip.B07 15849 p2 (AT)6 12 66564328 66564339 TGAGAATCTTGGGAATTGGG CAGCACCCATATGCATTGAC 230

Ai07B15850 Araip.B07 15850 p2 (TA)9 18 66570509 66570526 CCTCATGTCCTGCATCTGAA AATTTCACTGTTGGCGGTTG 272

Ai07B15851 Araip.B07 15851 p2 (AC)9 18 66573737 66573754 CAACCCGTCCACAATTTACC GAGGACCTTCTTGGTGAGCA 225

Ai07B15852 Araip.B07 15852 c (AT)16(AC)6 44 66575028 66575071 CCCATAACTCAACCCTTCCA GACCTTGTTGGTGAGCATGA 233

Ai07B15853 Araip.B07 15853 p2 (GT)7 14 66575880 66575893 TTCAATCTTCCCCCTTTTCC TTAAAGAAATCGGCCCAAGA 170

Ai07B15854 Araip.B07 15854 p2 (TA)9 18 66583187 66583204 CCCATAACTCAACCCTTCCA GACCTTGTTGGTGAGCATGA 207

Ai07B15855 Araip.B07 15855 p2 (GT)6 12 66589682 66589693 AAGGGCTGGGATTCAAAGAT TCAGCTCTCTTCTCCCCAAA 232

Ai07B15856 Araip.B07 15856 p4 (TTTA)6 24 66598408 66598431 TACTGGCAACTTTGCTGCAC CCTAACCACTTTTTCTCTCCTCA 251

Ai07B15859 Araip.B07 15859 p4 (AAAT)6 24 66612135 66612158 TCAAAAATCATCAAATCCTTTTCA CCATGATGGAGAAAGGGAAA 183

Ai07B15860 Araip.B07 15860 c (T)11gatttttttctcttttttctctttttttgatttttttattttttatttatta(T)1073 66620551 66620623 TGGGGTAATTTTGTCCCCTT TGTGGGAACTTGGATGACAA 225

Ai07B15870 Araip.B07 15870 c (AGA)6tatggaggagatagatggatgtgtgtattcggccatatgggtgggattgggt(GA)682 66684625 66684706 TCACCCTCGAGCAAAAGAAG ACCCCACAGGATCATCTCAG 249

Ai07B15871 Araip.B07 15871 p2 (AG)7 14 66685979 66685992 TGCCTTTTTCTTTGTCCCTG TCACATCACCAAAAATCCGA 162

Ai07B15872 Araip.B07 15872 p2 (AG)6 12 66686216 66686227 TCGGATTTTTGGTGATGTGA TTTTTGTTTGTTTCTTATCCTTTTCA 273

Ai07B15876 Araip.B07 15876 p4 (TAAA)5 20 66700214 66700233 TTCAGGTTCAGGACCAGCTT TCGAAAATTATTCTCCCTCACC 256

Ai07B15879 Araip.B07 15879 p4 (TATT)5 20 66711586 66711605 CAAAAATTTCAAGTTGTTACTTGCC CACAGAGAGAGGGAGAGGGTT 245

Ai07B15881 Araip.B07 15881 p2 (TA)7 14 66713196 66713209 TGAGCGATTGGATTCAGGAT GGAATTTAATGCGCGTTTGT 273

Ai07B15882 Araip.B07 15882 p3 (CTC)5 15 66713546 66713560 ACAAACGCGCATTAAATTCC AAGGAGGAGAAACACGACGA 242

Ai07B15883 Araip.B07 15883 p3 (AAG)7 21 66713723 66713743 TCGTCGTGTTTCTCCTCCTT TCTTCCTCCTCCTCATCTTCTG 150

Ai07B15884 Araip.B07 15884 p3 (TGG)5 15 66714970 66714984 CACCTTCCTCGTATTCCTCG AAACAGAAGCAGAATTGGCG 123

Ai07B15889 Araip.B07 15889 p2 (CT)6 12 66745489 66745500 TTCATAAACCAAATTGGGAAAA TGGGGGAATCAATCAATCAT 255

Ai07B15894 Araip.B07 15894 p2 (TA)16 32 66784143 66784174 GGCATTTTTGTCCCCTTTTT GGGACATTGGTTGAGAGGAA 251

Ai07B15896 Araip.B07 15896 c (T)11aaatttgattttgattgttttagaatgcttgtagattaggagagtgccctgtttttg(A)10ggaaaaacgggcatccgcgcgcaagcgtgctat(GC)6123 66789458 66789580 TTGCATGTCTTGCTTTGATTG GAGTGCGATATGCACCACC 276

Ai07B15898 Araip.B07 15898 p3 (TTC)5 15 66792499 66792513 CTCTACACTCTCCTTGGCCG TTTAGCCGCTTAGACCAGGA 250

Ai07B15900 Araip.B07 15900 c (AC)12(AT)6 36 66793783 66793818 TGAAAATCATGGGATTGGGT CTTTGGGGCATTTTTATCCC 197

Ai07B15903 Araip.B07 15903 p3 (TCT)6 18 66815135 66815152 CCCCACAGGATCTCCACTTA TTAGAATGTTGCTCGCCCTC 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15905 Araip.B07 15905 p3 (ATA)5 15 66823767 66823781 TCACGCATCATTCAAATTTTC TGTAAATTGCTTGTTTTATTTATTGG 270

Ai07B15906 Araip.B07 15906 p3 (ATA)6 18 66823899 66823916 TCACGCATCATTCAAATTTTC TGTAAATTGCTTGTTTTATTTATTGG 270

Ai07B15907 Araip.B07 15907 p5 (TTTAT)5 25 66832847 66832871 TCCAAGGTTTTTCAAATTTTCTT GCAGCAGTAATGGGGTTAGC 243

Ai07B15912 Araip.B07 15912 c (A)11ccatgtgcattgatatgttatgtctgctttcaagtttt(A)1160 66888450 66888509 CCTGGGTTAATGGGAATGTG TGGGGTAATTTTGTCCCCTT 171

Ai07B15913 Araip.B07 15913 p2 (GT)6 12 66888656 66888667 GGGGACAAAATTACCCCAAC GGGCTAAGGTAAGGGTGAGG 235

Ai07B15919 Araip.B07 15919 c (A)12ccatgtgcattgatatgttatgtctgctttcaagttt(A)1160 66922803 66922862 CCTGGGTTAATGGGAATGTG TGGGGTAATTTTGTCCCCTT 171

Ai07B15920 Araip.B07 15920 p2 (GT)6 12 66923009 66923020 GGGGACAAAATTACCCCAAC GGGCTAAGGTAAGGGTGAGG 235

Ai07B15923 Araip.B07 15923 p3 (ATT)5 15 66957278 66957292 AAAGGCTTGCTATTGCCAAA TATGACCCTGAGAACCCTGC 182

Ai07B15926 Araip.B07 15926 p2 (AT)12 24 66980954 66980977 TATGAAGCACAATCGGTCCA TGAATGTTTTGCGCTTTTGT 220

Ai07B15927 Araip.B07 15927 p2 (TA)10 20 66983230 66983249 CACACTAACCACTGCATCGAA CCCATCTCAATTGTAAAGGCA 221

Ai07B15933 Araip.B07 15933 p3 (AGA)6 18 67006187 67006204 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai07B15934 Araip.B07 15934 p3 (AAT)5 15 67008024 67008038 TTCTTGTCCTTGCTCCTGCT TCACATCTCAACCCTCCTCA 178

Ai07B15938 Araip.B07 15938 p2 (GA)9 18 67057925 67057942 AAGAGGGATCGGGAGAAGAA ACAGCTTCTTGGGTGGTGAC 232

Ai07B15939 Araip.B07 15939 p2 (AT)6 12 67058668 67058679 TTGACAAACTGCCATGGTTT AGGAGGCAACACAAAACAGAA 230

Ai07B15943 Araip.B07 15943 p2 (GC)6 12 67063576 67063587 TTTGTGCCCATTTCATGCTA GGTTTTTGTACCAGGGGGTT 142

Ai07B15944 Araip.B07 15944 p2 (CT)6 12 67068341 67068352 TTCCCCTCTTTTCACATCCTT GAATGCCTTTGTCCTTGCTC 220

Ai07B15945 Araip.B07 15945 p2 (TC)7 14 67071235 67071248 TGCAGGGATGAGAAATCCTT AGGATATTTGGGGAAGGGTG 119

Ai07B15951 Araip.B07 15951 p2 (TA)7 14 67089976 67089989 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 199

Ai07B15952 Araip.B07 15952 p4 (CAAA)6 24 67093196 67093219 ACTCTCCCTTCGCAGTTTTG GAAGAAATTTGGGGAGAGCC 278

Ai07B15953 Araip.B07 15953 p2 (CT)6 12 67095098 67095109 AAAAGAAGCAATCTTGAAAGCAA TTCTGGGTTGTTTCTGACCC 200

Ai07B15954 Araip.B07 15954 p2 (TA)10 20 67096204 67096223 GGTTGTAATGGGGCTAGGGT AATCAATGCACATGGGACAA 221

Ai07B15957 Araip.B07 15957 p2 (AT)6 12 67106675 67106686 GGTAACCCACGGAACAAATG ATGACGTAAGGGTGACTGGG 240

Ai07B15958 Araip.B07 15958 p2 (AT)16 32 67110920 67110951 AGCCCAAACACACAGTCTCC CCCCTAGGGTTAGGTTTGGA 231

Ai07B15963 Araip.B07 15963 p3 (GAA)5 15 67133009 67133023 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai07B15965 Araip.B07 15965 p2 (AG)7 14 67137773 67137786 GAAAGGGTTCGAATTTGGGT TTTCTTATCTTTTTCAAAACCACC 274

Ai07B15967 Araip.B07 15967 p2 (CT)12 24 67147660 67147683 AAATCAACCTCGGAAGGAGG GCAGCTAGGGTTTCTGAACG 167

Ai07B15968 Araip.B07 15968 p2 (TC)18 36 67147933 67147968 TCTCTCTCGGCGTCGTTATT CCCGCCCTTGACATATAATC 178

Ai07B15970 Araip.B07 15970 c (T)11ggaaaaaggtattgaggtgattggtgaagggtatttggggaagggtgttatgggaaggtgtgaaga(AG)689 67165672 67165760 TGGATGTGGATTGGTGAAGA CACCTCAGGATTTGTGGACC 190

Ai07B15972 Araip.B07 15972 p2 (CT)7 14 67193248 67193261 AGAAAGGGGAGAAAAGCTGG GGGTGTTATGGGAAGGTGTG 235

Ai07B15973 Araip.B07 15973 p3 (TTC)5 15 67205545 67205559 TCCCTTCCCTCACACACTTT TCAATTGGATGAATATCGAAAGC 265

Ai07B15975 Araip.B07 15975 p4 (TACA)5 20 67209941 67209960 TTTCTGCTGCGCTACTCTGA TCTCGCCTTTGTTGTCGTTA 272

Ai07B15976 Araip.B07 15976 c (TG)8tctgcgta(TGCGTG)660 67220858 67220917 CCAAGGAGAAACGACGAAAA AACCCTAATTTCCAAATCCACA 209

Ai07B15977 Araip.B07 15977 p3 (TTA)7 21 67222874 67222894 CCGACTTTTACCGATATAAGCAAT TGGTGATTAGAGAAGGCGTG 226

Ai07B15979 Araip.B07 15979 p2 (AG)6 12 67225804 67225815 GCTATAAATTGGGGGAATCG AACATGGAAAGTTCATAAGCCAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B15981 Araip.B07 15981 p2 (AG)6 12 67232761 67232772 CTGGGCTATTTTTGACCCAA TCAAAAGAACATTGAACCTGGA 226

Ai07B15985 Araip.B07 15985 c (T)10aattttctgc(AT)938 67263085 67263122 TTGTATACCATGGCTACCGTTT TGATCATTCTAATACTTTTGGTTCA 261

Ai07B15987 Araip.B07 15987 c (A)11ttaaatatgagatcaaatatcatttttctattctataaaaaagacaattattaataaccaaaaacactaattataag(A)1098 67267230 67267327 ATGTCCTCCACCACCAAAAT GACATGTAAAGATGGAATTGTATCAAA 277

Ai07B15988 Araip.B07 15988 c (TTC)6ccttcttctcttcttcttcttgcgggttcttcttcttgttcccttcttctcc(TCT)585 67267942 67268026 CTCCTTCTCCTCCTCCTCGT GAATTGAATGAATGGACGCA 245

Ai07B15990 Araip.B07 15990 p2 (CA)11 22 67271739 67271760 CAAGTCTGGCTGCTAAACCC GCCACCACGTGTTCTAGGTT 205

Ai07B15991 Araip.B07 15991 p2 (CA)16 32 67286345 67286376 CAAAGCCTTGGCACTAATCC GGTGGTGAGATTTTGCTTCC 272

Ai07B15996 Araip.B07 15996 p2 (GT)6 12 67306004 67306015 TCCAGGGAAAGAAAGAGCAA ATGTGGCTAAGGTAAGGCGA 184

Ai07B15998 Araip.B07 15998 p2 (TA)6 12 67321785 67321796 AAAACCGAAGATGCGTCACT TGCTTACGGAGAAACAAGGG 213

Ai07B15999 Araip.B07 15999 c (ATG)6ac(GAT)7 41 67326063 67326103 CAACGTTGGGGAGAAGGTAA AGTCTTGGGATCATCGGGTT 278

Ai07B16000 Araip.B07 16000 p3 (TTC)5 15 67343556 67343570 TGATCTTTCCCTTTGCTGCT ATGCCAACATTGAACCAACA 227

Ai07B16001 Araip.B07 16001 p2 (TA)9 18 67363407 67363424 GGGCATTTTTGTTCCCTTTT TGGGTATGGAAAACTTGGGA 219

Ai07B16002 Araip.B07 16002 p2 (AG)6 12 67416868 67416879 TCAAATAACGGTCTGTAACATGAGA GGGAATGCTTCCATTCAAAG 240

Ai07B16005 Araip.B07 16005 p2 (AG)6 12 67424231 67424242 TCAAATAACGGTCTGTAACATGAGA GGGAATGCTTCCATTCAAAG 240

Ai07B16006 Araip.B07 16006 p2 (CT)6 12 67430586 67430597 CCAACTTTTTGTTTGTTTCTTATCTTT CACAAGGGTGAGGAGAGTAGAGA 280

Ai07B16007 Araip.B07 16007 p3 (TTC)5 15 67433385 67433399 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai07B16008 Araip.B07 16008 p3 (TAT)5 15 67450107 67450121 CAAGCAAGACTCAAGAACACG TTTTTCTTGTGCATTTTCGAATTA 272

Ai07B16010 Araip.B07 16010 p3 (GAA)5 15 67460121 67460135 CGGTCTTAGGTGCCATCAAT TCAAAATCACTTTCCCACCC 277

Ai07B16011 Araip.B07 16011 p2 (AG)6 12 67463256 67463267 GGGTGAGGAGAGCAGAGATG TTGATTTTCAAATTTGTTTCAACT 279

Ai07B16013 Araip.B07 16013 p3 (CTT)5 15 67474545 67474559 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ai07B16017 Araip.B07 16017 p3 (GTT)5 15 67481089 67481103 TGAGGATGAACAATTGACGC ATGGTCATTGAGGTTCTCGG 101

Ai07B16019 Araip.B07 16019 p2 (TA)8 16 67498016 67498031 CTACCCCACGAGACCTACGA CTTCACCCGGAAGCACTAAA 146

Ai07B16022 Araip.B07 16022 p2 (AC)6 12 67536495 67536506 TGTCCTAAGTTTTCCCGCAC AGCCAACTTTGAGCCTACGA 152

Ai07B16023 Araip.B07 16023 p2 (TA)31 62 67548573 67548634 CAGGGTTGTAATGGGGCTAA GCCCCAAATGCAAAATAAAA 280

Ai07B16029 Araip.B07 16029 p3 (AGA)6 18 67557597 67557614 GGATCTCTTGATTTGCAGCC CACACATCCCTCCATCTCCT 272

Ai07B16030 Araip.B07 16030 p2 (GA)6 12 67559804 67559815 GGGTTCGAATTTGGTGAGTG TCTCATCTTTTTCAAAACCACC 277

Ai07B16031 Araip.B07 16031 p2 (AG)6 12 67559973 67559984 GGGTTCGAATTTGGTGAGTG TCTCATCTTTTTCAAAACCACC 277

Ai07B16035 Araip.B07 16035 p2 (TA)7 14 67570582 67570595 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 194

Ai07B16036 Araip.B07 16036 c (T)10cttttggttttttcgcatgcatatatatttttttctc(T)1057 67588109 67588165 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 217

Ai07B16037 Araip.B07 16037 p2 (AT)9 18 67598321 67598338 CCCCTTTTCAATCAAAGCAC GCATTCATGTGGTGACGAAC 277

Ai07B16038 Araip.B07 16038 p3 (CTG)5 15 67598617 67598631 GTTCGTCACCACATGAATGC ATCCCCAGATGACGACAAGA 277

Ai07B16039 Araip.B07 16039 p2 (AG)7 14 67601341 67601354 AAATTTGGAAACGAAAGGGG TTCTCCTTCTCCCTCCATTG 268

Ai07B16043 Araip.B07 16043 p2 (GA)6 12 67620850 67620861 GGGGTTCGTGTATTAGGGGT GCACTCAAGAGGGCGTTTAC 229

Ai07B16046 Araip.B07 16046 p2 (CT)6 12 67629057 67629068 AAAGGAACATTGAACCTGGAA TTTCTGGGCTGTTTTTGACC 241

Ai07B16047 Araip.B07 16047 p2 (TA)7 14 67640718 67640731 GCATGTCCTCATGCTAAGCTC CCAATGAGGGTTCAATTGCT 206
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Ai07B16049 Araip.B07 16049 c (TA)6caaaaagttttaactcaaatcaatgtgaatcttaaatgccttttcttagaaaaatgaatttcttgaaaatttcaacaaattgactaacatttattat(TA)7123 67642050 67642172 TCCTTGTTTGGTTTCAAAATGA TTGCATATGAGAAATTGGTTTGA 278

Ai07B16050 Araip.B07 16050 c (TA)8tcttttcttttatttttctcaatgcatatgattaaattattggatgcatgaatcatgtcctaaagatta(T)1196 67656913 67657008 TTCACCACTTATTTTGGGGC TGGGTTTGGAAACATTTGGT 234

Ai07B16051 Araip.B07 16051 p3 (GAA)7 21 67672772 67672792 TGAAGCACCAACATAATGCAA CATCGCGTTCTGTTTTTCAG 268

Ai07B16054 Araip.B07 16054 p4 (AAAT)6 24 67681740 67681763 TCGAAAATCTTCACCCATTTTT ATGACCCCAGAGTCCTTGTG 163

Ai07B16058 Araip.B07 16058 c (GC)6actgtgcgcttgggcgccgatgccccc(T)1251 67692652 67692702 AGGCATAAAGTGGGCACAAC TTGTTGCATTCATGCTTTGA 277

Ai07B16061 Araip.B07 16061 p3 (TTC)5 15 67725901 67725915 CTTGCATTTCCTTAAACCCG TGCTCTTTGAGTTGGCCTTT 138

Ai07B16063 Araip.B07 16063 c (TG)12(TA)6 36 67741740 67741775 TTGATTTATGGAGAAACGGG TCGTATCGCACTCAAAATATCG 207

Ai07B16064 Araip.B07 16064 p2 (AT)9 18 67741881 67741898 CGATATTTTGAGTGCGATACGA CGTAAATCAGAGGTGGTGTGG 141

Ai07B16074 Araip.B07 16074 p2 (TA)10 20 67762675 67762694 TCTCTTTTCACTTCACCGCA TGAAAATCATGGGAATTGGG 230

Ai07B16076 Araip.B07 16076 p3 (AAC)5 15 67780489 67780503 TGGCGGCTACTAATGCCTAC CCTTTGATGAGGTGCTTGGT 272

Ai07B16081 Araip.B07 16081 p2 (GA)6 12 67824765 67824776 AGAGAGAGGGAGAGGGTTCG TTGCATGCATTATTTGTTTTGA 212

Ai07B16083 Araip.B07 16083 p2 (GA)6 12 67837457 67837468 AGAGAGAGGGAGAGGGTTCG TCGAAAATAACTAACCCCATTTTC 241

Ai07B16084 Araip.B07 16084 p2 (TA)7 14 67843758 67843771 TGGAAAAACCAGGATTCTTGA TCATGCAAGTTACGAAAAGGTT 246

Ai07B16085 Araip.B07 16085 c (CAT)5cacactcccctctgtttttctctctctctatacccctcgtctattcccccaccatcatcatcatcacactcccctctctttt(TC)7111 67845821 67845931 TCCTTCAAGTTTTCGATTTGC ATGATGGTGAGAATGGGGAA 230

Ai07B16088 Araip.B07 16088 c (TC)6atctctttc(TATT)645 67848946 67848990 TCCCCAATTTTCAAAAATCAC AGAGAGGAAGAATGGGTTCG 262

Ai07B16089 Araip.B07 16089 p3 (AAT)5 15 67850286 67850300 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai07B16092 Araip.B07 16092 p3 (CTG)5 15 67858101 67858115 TTCCATGAAGCGAAGAAGGT ATCGAGATGGCTGATGTTCC 277

Ai07B16093 Araip.B07 16093 c (T)12aagatcctcaaaaagagctcaatatcctactaatctcctcgaagactctaaaaccagctaagatgcaaaattaagcacattttgaaatattgggga(T)10118 67861414 67861531 AAAGCTAAAATGTGCAGCCG TTGCTTTGCTTGCTAAGGTG 274

Ai07B16094 Araip.B07 16094 p5 (TTATC)5 25 67863673 67863697 TCCGACTTGTTGGACTGGAT GCCTATAGAGAGAAGGGCGG 275

Ai07B16095 Araip.B07 16095 p2 (AG)6 12 67878484 67878495 TTCCAAAATCGAAGGTATCCA TCCGCTCATCAGAATCAATG 266

Ai07B16097 Araip.B07 16097 p2 (TC)7 14 67888646 67888659 TTTACAGAATACGCCCCCAG CGTAAAACCTGGATTGAGGG 232

Ai07B16098 Araip.B07 16098 p2 (AC)7 14 67893818 67893831 GTTGTAATGGGGCTAAGGCA TGCAAAAGTGGTAATTTTGGG 155

Ai07B16099 Araip.B07 16099 p2 (AT)14 28 67894005 67894032 TTGGGGTAATTTTTGTTCCC ATGGGAACTTGGGTTGATGA 225

Ai07B16100 Araip.B07 16100 p2 (AG)6 12 67898910 67898921 TTCCAAAATCGAAGGTATCCA GAGAATCAATGGGGGATTCA 256

Ai07B16101 Araip.B07 16101 p2 (AC)6 12 67900111 67900122 TTTCAAGGTTGTAATGGGGC TGGGTAGCTAGGCATGATTTT 143

Ai07B16102 Araip.B07 16102 p2 (AT)9 18 67900294 67900311 CATTGGAATAATTTTTGTCCCC GGAATTTGGGTGCCTACTCA 152

Ai07B16106 Araip.B07 16106 p2 (AT)10 20 67911540 67911559 CTCAACCTGCAAAGCAAAGG TTCAGATGCAGGACGTGAAG 232

Ai07B16107 Araip.B07 16107 p2 (AT)13 26 67923602 67923627 ATTGGGGTAGTTTTGTCCCC AAATTGTGGGGAAACTGTGG 215

Ai07B16110 Araip.B07 16110 p2 (GA)6 12 67932629 67932640 TCCTGAACAATCCACAAGCA TCTTTCTTCCCCCTTCTTCC 276

Ai07B16111 Araip.B07 16111 p3 (GTG)5 15 67942980 67942994 GTTCGGCGAAACCTAGTGTG TCTCTTCTCTGCAACCCTCC 236

Ai07B16112 Araip.B07 16112 p2 (CG)6 12 67959164 67959175 GCCAACTTTGTGCCACTTTT AATGGTGGTGGATTTTGGAA 262

Ai07B16115 Araip.B07 16115 p2 (AG)12 24 67984070 67984093 GAGAGTGCCAATGTGAGTGC CCCCATGCTAAATCCCCTAT 214

Ai07B16116 Araip.B07 16116 p2 (AT)8 16 67994837 67994852 GGAGCCTTGAAAGAAAAGGG CCTCCTAGAGGTTGACCTGG 234

Ai07B16117 Araip.B07 16117 p2 (TA)9 18 67997130 67997147 GCTAACCCTGGACATTCCCT GTTCGCTCCACTTACTTCGG 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16118 Araip.B07 16118 p2 (GC)6 12 68007579 68007590 CTCTTGGGACAAATACCCGA GCCCAATTGTGGCATAACTC 197

Ai07B16120 Araip.B07 16120 p2 (TC)19 38 68023275 68023312 AAACGGACCCATCTCCTTCT TCGATGGAGGGAGAGAAATG 232

Ai07B16121 Araip.B07 16121 p2 (TA)8 16 68028936 68028951 GCATTCAAGCATTCAAGCTG TGGAATTGCTCTTATGTTTGGA 187

Ai07B16123 Araip.B07 16123 p2 (CT)7 14 68041004 68041017 TACCTCGGTGACCTTATGGC AAACGGCGATCAAAGAGAGA 104

Ai07B16124 Araip.B07 16124 p2 (TG)8 16 68041424 68041439 TCAGAATTCGTTAGCAACTGGA GGGCTCTTCTCTGCATTGAG 233

Ai07B16125 Araip.B07 16125 p4 (TCTT)8 32 68042315 68042346 GAACATGCTCAATGTGCGAC TTCCGACCAACAACACAAAA 270

Ai07B16126 Araip.B07 16126 p2 (TA)6 12 68044740 68044751 ATTCGGAAGCTAGGAGGGTG CAAATCATGAAAGGAATCAGCA 275

Ai07B16129 Araip.B07 16129 p2 (TA)16 32 68066081 68066112 ACTCAAATCAATTGGGGTGC TCATCTTTGAATGCACCGAG 263

Ai07B16130 Araip.B07 16130 p3 (AGA)5 15 68073364 68073378 AAGCAGAGCTTTTTCCCACA AACCCAACCCCCTCTTACAC 219

Ai07B16133 Araip.B07 16133 c (AT)6agctctgggttgcatcaagcaacta(AT)6agctctgggttgcatcaagcaacta(AT)686 68131998 68132083 GCATTCCTCAACCATCACAA TGCTTGATGCAACCCAGAG 195

Ai07B16135 Araip.B07 16135 p5 (TTATC)5 25 68154355 68154379 CCTTGGTCACTAGAGGGTGG GCCCAACTCGAGGAATATGA 280

Ai07B16138 Araip.B07 16138 p2 (TC)8 16 68195698 68195713 AGTGACACTGGACGATGACG AAAACTGAGAAGGGGAGGGA 166

Ai07B16139 Araip.B07 16139 p2 (GA)7 14 68199249 68199262 GGATGAGAGAGAAGGAGGGAA TTTCTTAACTTTTTCAAAACCACC 224

Ai07B16140 Araip.B07 16140 p2 (TA)10 20 68203952 68203971 GGTTTATCAACCTCCCCACA CCCTGCTTTCATGAGCTACC 269

Ai07B16144 Araip.B07 16144 p2 (GT)22 44 68232477 68232520 GGGGACAAAATTACCCCAAT TGGCTAAAGTCAGGGTGAGG 263

Ai07B16145 Araip.B07 16145 p2 (TA)6 12 68235992 68236003 TGGATTGATTGAGGTTCTTTTG GGAGATGAATGAAGGGGTGA 147

Ai07B16146 Araip.B07 16146 p2 (CT)20 40 68240533 68240572 GGTTTCACCCCTCACTCTCA TGGGTTAAACGGGCTAAAAA 178

Ai07B16147 Araip.B07 16147 p2 (TA)7 14 68241257 68241270 TCCTTGTAAGAGGGATAAAAGTGG GAATGTCATGCTTCTGCTGC 268

Ai07B16150 Araip.B07 16150 p2 (TA)6 12 68261615 68261626 CGAAGATGTCACTTTTGGGC TCGTGTCACTCTCACAAAGG 234

Ai07B16152 Araip.B07 16152 p3 (ATT)5 15 68301108 68301122 CTCATCCCACTTACCCACAA TTGATGATTGGGGTTGTTGA 224

Ai07B16154 Araip.B07 16154 p2 (AT)15 30 68332354 68332383 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 239

Ai07B16158 Araip.B07 16158 p2 (AT)6 12 68381612 68381623 TGTGGAGAAGTTGAATTTGGAA TTCACCACTTACTTTGGGGC 240

Ai07B16160 Araip.B07 16160 p2 (GA)8 16 68390959 68390974 CCCTTTTTGTGCCATAGGAA TCATTATGAAGAATGCGCGA 257

Ai07B16162 Araip.B07 16162 p2 (AG)6 12 68406546 68406557 GCCATATAGGGTGGGGTTTT AGGGCAAGAAGCTGGTGTTA 231

Ai07B16166 Araip.B07 16166 p3 (CAT)5 15 68445286 68445300 CCCGGTTCAGGATCTAGACA AAGGTCATCTTGTGGGCAGT 270

Ai07B16170 Araip.B07 16170 p4 (TTTG)6 24 68494869 68494892 GACCTGAATTGGGTAGTCGC CTCTCCCTTTGCAGTCTTGG 222

Ai07B16171 Araip.B07 16171 p4 (AAAG)5 20 68503485 68503504 AATTGGAATCCCCATTGTCA TGCCGGGAATTAATTGTGAT 181

Ai07B16173 Araip.B07 16173 p2 (TA)23 46 68553523 68553568 TGTTTTTCTCTCCCATTTCAA GAATGCCATGAAATGCAATCT 229

Ai07B16174 Araip.B07 16174 p2 (GC)6 12 68558072 68558083 CTTGGGCCAAATACCTGAGA ACGCGTGCTTGAGAGATTTT 270

Ai07B16177 Araip.B07 16177 p2 (TA)6 12 68580473 68580484 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai07B16178 Araip.B07 16178 p3 (TGA)5 15 68585422 68585436 AAGGAGCAAGTTCGGGTTCT CATCATCCCGGTTCAAGAGT 226

Ai07B16179 Araip.B07 16179 p2 (AT)7 14 68593632 68593645 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 257

Ai07B16181 Araip.B07 16181 p3 (ATT)6 18 68613873 68613890 CCCCTTCTTTTTCACATCCA GGACATGCAAGCAACCTTTT 279

Ai07B16183 Araip.B07 16183 p2 (AT)8 16 68618530 68618545 GGGGACAAAATTACCCCAAT TGTAATGGGGCCAAGGTAAA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16184 Araip.B07 16184 p2 (GC)6 12 68629006 68629017 GGGAGAAATGGAAGGAGGAG TGGATTGAGAAGTTCCACCC 220

Ai07B16185 Araip.B07 16185 p2 (TA)6 12 68630704 68630715 CAGGTTGCCTCAAAGGCTTA CCAAACTAGGGGCTCTTGTG 178

Ai07B16189 Araip.B07 16189 p2 (TA)9 18 68693482 68693499 CCCCAACACTTAAACAACAGC TTTAGATTTTTGCTTGGCCC 182

Ai07B16190 Araip.B07 16190 p2 (TA)13 26 68702872 68702897 AAGTGTGGGAAAACTGTGGG GGGTAATTTTGTCCCCTTATTT 216

Ai07B16191 Araip.B07 16191 p2 (CT)6 12 68712946 68712957 TCTTCACCACCCTTTTCGAG AATGTGGAGGAGCAACGAAG 273

Ai07B16194 Araip.B07 16194 p3 (AGG)9 27 68738441 68738467 GCTGCTTCCGTGGTAGAAAG AAAGCAGCTTCATTTGCCAT 152

Ai07B16195 Araip.B07 16195 p3 (ACA)5 15 68738646 68738660 AACAGGAGGAGGAGGAGGAG TTTCATTTGACAAGCCACCA 273

Ai07B16196 Araip.B07 16196 p3 (GAA)7 21 68738887 68738907 GAAGAAGAACAAGCCGATGC TTCCTCTTCCCACCACTCAC 197

Ai07B16199 Araip.B07 16199 p6 (CTACAC)5 30 68747722 68747751 AATGGAAATCCTAATGGGGC CCAGGCATCCAGTTTACGTT 236

Ai07B16203 Araip.B07 16203 p2 (AT)7 14 68752527 68752540 TTGTAACACCCTACCACGCA GCTTCGTAGGTCGAGTCTGG 264

Ai07B16204 Araip.B07 16204 p3 (GAA)5 15 68759881 68759895 TACTGCCTTTCCTTTCCCCT AATACCCCTCTCCATCACCC 247

Ai07B16210 Araip.B07 16210 p2 (AT)7 14 68782320 68782333 AGGAGCCTTGGAAGAAAGGA CTGGGACTCGGTGGTTGTAT 224

Ai07B16211 Araip.B07 16211 c (T)10caaaaatctttcaaaaatttctcctttgttttcgaaaaagtttt(A)1367 68793116 68793182 TCGAGTTTGGACAACTGACG CAGGCTTCAACATGCTTCAT 225

Ai07B16212 Araip.B07 16212 p2 (CT)6 12 68794539 68794550 TTTTTGTTTGTTTCTTACCTTTTTCA CACAAGGGTGAGGAGATCAGA 253

Ai07B16213 Araip.B07 16213 p3 (TTA)5 15 68794836 68794850 ATTTGTCCCCATCCCTTCTT TTCTTGTCCTTGCTCCTGCT 129

Ai07B16219 Araip.B07 16219 p2 (AC)6 12 68889945 68889956 TCACTGAGCACACAACTCCC ACTCTCTTTCTCCTTCGGGC 142

Ai07B16220 Araip.B07 16220 p3 (AAT)9 27 68897640 68897666 CACCCACATAAATTTCTAACACCA GCCCTTCTTTTTCACATCCA 210

Ai07B16228 Araip.B07 16228 p3 (TTG)7 21 68965986 68966006 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 248

Ai07B16232 Araip.B07 16232 p4 (AATA)6 24 68999903 68999926 TTTTTCGAAATTCTCCACTCA CCAATGGAGGGTATGCAGAT 225

Ai07B16234 Araip.B07 16234 p2 (CT)6 12 69014451 69014462 CTTGCTTTCATTCCCAGTCC GTGGCACATTAGTCTGGGCT 265

Ai07B16235 Araip.B07 16235 p2 (CT)7 14 69034705 69034718 TGTGAATTCTTGTGAATCAAGTCAT TTGAAAAAGAGGGAGATATTTCTGA 276

Ai07B16237 Araip.B07 16237 p2 (AT)14 28 69041369 69041396 AGCATTGCCCTCTGCTTAAA GGGACTCTGCTGTTTTTGGA 202

Ai07B16238 Araip.B07 16238 p2 (AT)6 12 69041786 69041797 AGCATTGCCCTCTGCTTAAA GGGACTCTGCTGTTTTTGGA 195

Ai07B16242 Araip.B07 16242 p2 (GT)13 26 69061246 69061271 GGGGACAAAATTACCCCAAT TGTATGGCCAAGTGAGCTGT 222

Ai07B16243 Araip.B07 16243 p2 (AT)11 22 69067667 69067688 CAAAATTCGAAGCGTTCACA TGAGAGATCGGTTGTTGCTG 253

Ai07B16244 Araip.B07 16244 p2 (TC)6 12 69070295 69070306 AAACGGCTCGTCAATCAAAG AAGTTAGGCCAAACGGACCT 228

Ai07B16246 Araip.B07 16246 c (GTCCTC)5atcttcgtcctcatccccaagtatc(TCA)570 69071961 69072030 TCATTTTGATCTTCATCCTCATTG AAAAGCAGAATGGTGGCTTG 279

Ai07B16250 Araip.B07 16250 p4 (AAAT)6 24 69108471 69108494 GGAAATTGTGGGAACAAAGG ATGCTTGACTTAGCGTTGGG 229

Ai07B16251 Araip.B07 16251 p2 (TG)9 18 69110640 69110657 TAAGCGGATTTCTGGTTGGT CAAACGGGCTAAAAACGCTA 210

Ai07B16252 Araip.B07 16252 c (T)10atataatttttgaaataaaaatcc(A)1044 69121782 69121825 CTAGTGTTTTGGACCGGAGC GCATATGCAATTGACACCAAA 268

Ai07B16253 Araip.B07 16253 p2 (CT)7 14 69122834 69122847 TGTTTCTTAACTTTTTCAAAACTACCT TGGCAGAGATGTGAGATGAGA 280

Ai07B16254 Araip.B07 16254 p3 (TAT)5 15 69123178 69123192 TCACATCTCTGCCATCCTCA GTTCTTGTCCTTGCTCCTGC 174

Ai07B16256 Araip.B07 16256 p2 (TG)6 12 69140717 69140728 TTCATAGGGCAGGAAACTGG TCCATCAGCCATAAACACACA 254

Ai07B16257 Araip.B07 16257 p2 (AC)6 12 69152731 69152742 ATCCCAAGTTTTCCCACACT AGCCAATTTTGAGCCTACGA 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16258 Araip.B07 16258 p2 (AC)9 18 69159172 69159189 CCCAAATTTTCCCACACTTG ACAAGCCTTGAAGCGAAAAA 106

Ai07B16259 Araip.B07 16259 p2 (AC)6 12 69165599 69165610 CATGAGCATACACCCAATTCC ACAAGCCTTGAAGCGAAAAA 169

Ai07B16260 Araip.B07 16260 c (AG)6ttagttaggtggttttgaaaaagataagaaacaaacaaaa(AGTT)572 69171183 69171254 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGAATCAAGTCATTAATTGTG 276

Ai07B16264 Araip.B07 16264 p2 (AT)10 20 69179692 69179711 AATTTGTCCGAAAAAGCCCT TTGTGAAACTAGCCTAAGATGCC 226

Ai07B16265 Araip.B07 16265 p3 (TAT)8 24 69193630 69193653 ATTCAAGCCTGGGAAACAGA TTGTGGGTGAAAGTGAACCA 142

Ai07B16267 Araip.B07 16267 p2 (TA)8 16 69197246 69197261 TTGGGTTTGGTTCATTTGGT TTTCCACGTATTTCCCAAGG 257

Ai07B16268 Araip.B07 16268 p3 (ATA)6 18 69197550 69197567 AATGCTTAGCACCCTTGATGA TTCACATCACACCACCTTCAA 231

Ai07B16270 Araip.B07 16270 p2 (CT)7 14 69208544 69208557 TGAAAGAAGAAACCCCAAACC TTAACAGAAAATGCTGGGGG 203

Ai07B16274 Araip.B07 16274 p2 (CA)6 12 69263583 69263594 TGGTAAACTAAGGGCCTGAAA TGCAGACTGACACAAAGTGTTG 266

Ai07B16276 Araip.B07 16276 p2 (AT)6 12 69278377 69278388 ACCACACAGAGCTTTACGCC TCCCTGCATCCACTATCAGA 261

Ai07B16279 Araip.B07 16279 p5 (AAGAT)5 25 69347568 69347592 CAGAGGAACACGACCCAAAT CCTGGGTGCTCCAGTGTATT 169

Ai07B16281 Araip.B07 16281 p2 (CT)7 14 69367689 69367702 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGG 267

Ai07B16282 Araip.B07 16282 p2 (AT)8 16 69370539 69370554 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 251

Ai07B16283 Araip.B07 16283 p3 (TGA)5 15 69373302 69373316 TACGCCTGAGCTTGACCTTT GACGAGTCTGAAGAGGCACC 242

Ai07B16284 Araip.B07 16284 p2 (TC)11 22 69384454 69384475 TAAGGGTAACAGAATGGGCG GGGTATTTGGGGGAGAGTGT 205

Ai07B16288 Araip.B07 16288 p3 (GAA)5 15 69401976 69401990 CGGTCTTAGGTGCCATCAAT TTCTTGGCCGAATACACCTC 161

Ai07B16289 Araip.B07 16289 p2 (AG)6 12 69405303 69405314 CTGAAAGGTGCTTGCTGGAT CATCTCTCGCTCACTCACCA 266

Ai07B16290 Araip.B07 16290 p2 (AG)6 12 69405524 69405535 TGGTGAGTGAGCGAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 251

Ai07B16294 Araip.B07 16294 p2 (TC)8 16 69416312 69416327 AGAAAGGGGAGAAAAGCTGG GGGTTTTTGGGGAAGAGGTA 258

Ai07B16298 Araip.B07 16298 p2 (AG)17 34 69450637 69450670 AGAGAGGGAGAGAGGGTTCG TCCCCAATTTTCAAAAATCAC 277

Ai07B16299 Araip.B07 16299 p2 (TC)7 14 69460670 69460683 CCCCTCCCTTCTCAGTTCTC TGGGAATCATGTTGGTCAGA 235

Ai07B16300 Araip.B07 16300 c (TCT)8tgatgcgtgg(TCT)1991 69463905 69463995 ACATTCTTCTTCGTGCCGTT GGAGGAATAACGAAAGGGAAA 149

Ai07B16301 Araip.B07 16301 c (CTT)5tt(TCA)5ccatcatcttcttttttttaattcatcttttttgtgttttatcttctcaagttttttcttgttttactcttctaacaagaaaaaaaaatcaaaca(AAG)5142 69464457 69464598 TCTTCTTCTCCCTCCTCCTCA TCCTTTTCCAAGTAATTTTGCAG 205

Ai07B16302 Araip.B07 16302 p2 (AT)7 14 69474090 69474103 GTGCTAGGTGGGAGACAACC CCAGCACAACTCTCTGTTCG 228

Ai07B16303 Araip.B07 16303 p2 (GT)8 16 69475872 69475887 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 252

Ai07B16304 Araip.B07 16304 p3 (AAT)5 15 69478648 69478662 AAGCATGGGCGACACTTATG TGCAATAAACAAAAGAAAATGAAA 230

Ai07B16306 Araip.B07 16306 p2 (AT)6 12 69524456 69524467 AAAGTGGGAGCAGAATCCAA CAAGGAATTGCAGGGAGGTA 206

Ai07B16307 Araip.B07 16307 p2 (TA)8 16 69526243 69526258 ATGGGTTTATCAACCTCCCC GGCTTGGCTATATGATTCCTTG 227

Ai07B16308 Araip.B07 16308 p4 (AAAG)5 20 69530499 69530518 TGAAAATGTAACACCAATGGAAA CGCATCACATCTGACGCATA 263

Ai07B16310 Araip.B07 16310 p4 (AACT)5 20 69599180 69599199 CCTCGACAATAGAATCCAACAA TCATCCAACACTCCCAAACA 220

Ai07B16311 Araip.B07 16311 p2 (GC)6 12 69599353 69599364 TGTTTGGGAGTGTTGGATGA GCGCCACTCTGAAAATAAGC 208

Ai07B16315 Araip.B07 16315 p2 (AT)8 16 69611995 69612010 CCAATCGATGTGGGACCTTA TACCTCCCTGCAATTCCTTG 269

Ai07B16316 Araip.B07 16316 p2 (CT)8 16 69612882 69612897 CCTCTGATTGAAGAGAAGTAGCC TCGCAGTGACAAAAATCAGC 258

Ai07B16319 Araip.B07 16319 p2 (CT)6 12 69619503 69619514 CATGTGATTGAAGAGAAGTAGCC TTTCTGGCCCAGTTTTTGAC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16321 Araip.B07 16321 p2 (TA)44 88 69625269 69625356 AAGGTCCCGTAGCTCAGTTG CATGCATGATTGTTTAATGTATGG 233

Ai07B16324 Araip.B07 16324 p3 (TCA)5 15 69631373 69631387 TTCTTCTTCCTCCTCTTCATCTTC TGTTTCCTCTGATGTTGCATTT 254

Ai07B16326 Araip.B07 16326 p2 (AG)15 30 69639819 69639848 TTGGTTTGCATGAAGATGACA ATTTTGGCCTTGAACACTGG 234

Ai07B16327 Araip.B07 16327 p2 (GA)6 12 69641017 69641028 AATGCTGAGGAAAACATGGC TTAGCTTTCTAAAGTCCCCGC 101

Ai07B16328 Araip.B07 16328 p4 (AATG)6 24 69643089 69643112 TCAATATCATGGCTGAAGCG CGCCGTCAGGTTAACTAGGA 209

Ai07B16329 Araip.B07 16329 p3 (GGC)5 15 69643229 69643243 TCCTAGTTAACCTGACGGCG GGTACATGGAGTCGGAGGAA 280

Ai07B16332 Araip.B07 16332 p2 (TA)8 16 69662834 69662849 GCATAACAAAATCACAACAATCC GGGCAAACACACAAGAATGA 269

Ai07B16333 Araip.B07 16333 p2 (CT)9 18 69670213 69670230 CTTCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 268

Ai07B16334 Araip.B07 16334 p3 (TCT)23 69 69673740 69673808 ACACACATCCCTCCATCTCC TTCTCAGTGATGGGCTTGTG 280

Ai07B16337 Araip.B07 16337 p3 (TTC)5 15 69687157 69687171 CAACACACCCCTCTACACCC CGGTCTTAGGTGCCATCAAT 180

Ai07B16340 Araip.B07 16340 p2 (AG)10 20 69719668 69719687 AATGCTAACAGGTTGGACCG CGCAAACAACTTGTCAATCG 200

Ai07B16341 Araip.B07 16341 c (A)10gagagagaaaag(A)10gcaagcagaaaaagtcaatatccctttaaaccaaaaggcaaggataaaat(A)1193 69732976 69733068 GCAGTGAAAAGCTTGCAGAA GGACAGCTTGGTTTAGCTGC 215

Ai07B16343 Araip.B07 16343 p2 (TA)8 16 69753001 69753016 CAACCTGTGAGATTTGAGCCT TGGGGTAATTTTGTCCCCTT 137

Ai07B16344 Araip.B07 16344 p3 (TGA)12 36 69759409 69759444 ATGGCTGATTCTTGCCTGTT TGTGGTAGCATTCTGGCAGT 244

Ai07B16345 Araip.B07 16345 p2 (TA)8 16 69763828 69763843 CACTTTGCACTTTTGCCTGT TGAAAAATTTCAACCCAAATCA 269

Ai07B16352 Araip.B07 16352 c (CT)6aattttcgaaaatatctccctctttttcaaaaattctttttaattaactaattattttaatttttaattttaattttcgaaaattactaacctttttc(A)12122 69796613 69796734 TTTGTGTTTGTTTCTTATCTTTTTCAA GTGAGTGGGGGAGAGATGTT 274

Ai07B16353 Araip.B07 16353 p3 (TTC)5 15 69800379 69800393 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai07B16354 Araip.B07 16354 p2 (TC)7 14 69816573 69816586 AAAATTGAACCAAAATATGCGG GGGAGAGAAAGAGAGAGGGG 261

Ai07B16355 Araip.B07 16355 c (GA)6gggagagggggtgagagaggcg(GA)850 69816911 69816960 TACGGGATGATTTAAGGCCC ACATCCTCTTTCTCTTCTCTCTCTT 177

Ai07B16356 Araip.B07 16356 c (GC)7acaatgctctcgcgcgcggatgcccctttttccttgttttg(T)1065 69831291 69831355 CGGGTTTTTGGACCAGAGTA AGCTTAAACACCTGCCAAGAA 157

Ai07B16360 Araip.B07 16360 c (A)10ccttgatgcactgattcagggacacaattgatccttcatg(A)1060 69845812 69845871 GATGAAGGCATCAATTGTGGT CCGTGACTTTTCTTGGAGGA 259

Ai07B16363 Araip.B07 16363 p2 (TC)6 12 69871152 69871163 TAGCACAAAACGAGTCACGC GGAGGGAAGAAGGAAAGAAAAA 254

Ai07B16364 Araip.B07 16364 p2 (TA)8 16 69874103 69874118 AGGCGAAAGCTTGGGTTAAT TTTCAAGGTTGTAATGGGGC 102

Ai07B16366 Araip.B07 16366 p2 (TA)6 12 69884033 69884044 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 252

Ai07B16367 Araip.B07 16367 p4 (TTTA)6 24 69890570 69890593 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 252

Ai07B16369 Araip.B07 16369 p2 (TA)9 18 69895398 69895415 GCTTTCGCCACTTACTTTGG TGTGGGGAAGTGAATTTGAA 221

Ai07B16373 Araip.B07 16373 p2 (AT)10 20 69907427 69907446 TTTCTCATACCTTGCCAAAAGTT TTGGTCATAGAATTATTAAAAGGACA 248

Ai07B16378 Araip.B07 16378 p2 (TA)13 26 69917436 69917461 TGGTTTATCAACCTCCCCAC AGTTCCCTGCTTTCATGAGC 278

Ai07B16381 Araip.B07 16381 p2 (GA)7 14 69935757 69935770 TGCAATGATCGAATGGTATTG AGGATTCCGCTAGCTCATCA 244

Ai07B16382 Araip.B07 16382 p2 (GC)6 12 69957316 69957327 ATACAAAGCGAGCACGGAAT CACAGGGGTGGCATAACTCT 223

Ai07B16383 Araip.B07 16383 p2 (GC)6 12 69957433 69957444 AGAGTTATGCCACCCCTGTG AAGGGGTAAGTGTGCCCTTC 171

Ai07B16390 Araip.B07 16390 p2 (TA)8 16 70005264 70005279 CGCAATGGACACCAAACTTA GCTGGCCATCAAGCTTTAGA 214

Ai07B16393 Araip.B07 16393 p3 (AAG)6 18 70009010 70009027 CGGTCTTAGGTGCCATCAAT CTTAACCCCTCTCCCTCCAC 235

Ai07B16398 Araip.B07 16398 p2 (TA)9 18 70035201 70035218 ATTTTGGTTGCGCACACTCT GGTGGTGCCCTAAAAATGAG 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16404 Araip.B07 16404 p2 (GA)13 26 70081560 70081585 CACCAAGTAAAAAGGAAGGAAA CCCTGATTTGCCACTCATCT 265

Ai07B16405 Araip.B07 16405 p2 (TA)6 12 70089285 70089296 TTATCAATGACCGTTTCGCA AAAGTGCGCATATAAACGGG 133

Ai07B16407 Araip.B07 16407 c (CT)6aattttcgaaaaaaaatcttccctctttttcaaaatttctttttaatcagaataa(TTATT)592 70098794 70098885 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 241

Ai07B16408 Araip.B07 16408 p3 (TTC)5 15 70100894 70100908 ATATGGCCGAACCTTAACCC CTTCCCTTTCCCTTTTCTGG 275

Ai07B16411 Araip.B07 16411 p2 (AT)10 20 70113778 70113797 TAGATGCACTGAGGACGGTG CAATCAATTGGGGTGCCTTA 232

Ai07B16412 Araip.B07 16412 c (T)11gtatccccttaattaaataccgaaaataaaaactttttctc(T)1466 70120596 70120661 CCTTTTTGCCCAACTTTTCTC TGGGGAACTTTATGGGAACA 268

Ai07B16415 Araip.B07 16415 p2 (CT)7 14 70155146 70155159 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 230

Ai07B16419 Araip.B07 16419 p2 (AG)6 12 70190502 70190513 TGAAAAGGGAAGCTTAAAACAA TTTACAGAATACGCCCCCAG 264

Ai07B16420 Araip.B07 16420 p2 (AT)9 18 70191379 70191396 TCATGCAATTCCAATTAATCCA CAAAATCCAGTGAGGGTTCAA 224

Ai07B16429 Araip.B07 16429 p2 (GC)6 12 70246640 70246651 GGTGGTTTCTCCGGTGAGTA TTATGCCAACTTTGTGCCAG 256

Ai07B16430 Araip.B07 16430 p2 (GA)7 14 70260979 70260992 GCCAAACAAATTTAGAACAATCC CCTCCCTTCTTCCTTCTTCC 256

Ai07B16436 Araip.B07 16436 p2 (AG)7 14 70309127 70309140 TAAGGGGTATTTGGGGAAGG CACAAAGCTGGCGTTTAACA 245

Ai07B16439 Araip.B07 16439 p2 (AG)7 14 70320031 70320044 TGGCACTCCTTAAAGCCACT TTCTTCGTTCATTGTCGCTG 253

Ai07B16440 Araip.B07 16440 p3 (TTA)9 27 70348449 70348475 ACTCAGGCCCTCCTATCCAT TGAATACAAAAGCTTGCGAAAA 163

Ai07B16441 Araip.B07 16441 p2 (AG)6 12 70350456 70350467 AGGGAAGAGTGGGTGGAAGT GCCAAAATGGTGTAGGGATG 193

Ai07B16442 Araip.B07 16442 p2 (AG)7 14 70359454 70359467 TAGCCACTGTGAAATCGTGG CCTGTTGAGAGGCAGCTTTC 270

Ai07B16443 Araip.B07 16443 p2 (GA)6 12 70364091 70364102 GAGGGAGGAGAGGAGGAAGA TTCAATTGACCCTAGGAGCG 237

Ai07B16444 Araip.B07 16444 p2 (CT)6 12 70364286 70364297 TCCTGTCCTCACTTTTGGCT AGCAGATGGATCAAAATCGG 260

Ai07B16445 Araip.B07 16445 p3 (TGC)6 18 70365983 70366000 CCATTTTGTTGTTTTGCCCT TGGTGAACAAAAGCATTCTCA 264

Ai07B16446 Araip.B07 16446 p4 (ATAG)5 20 70366916 70366935 TTGCATGATGGAGTTCCAAA TCTGCCAGTTACTATGCCCC 166

Ai07B16449 Araip.B07 16449 p2 (AT)9 18 70375797 70375814 TAAGGGTTGTAATGGGGCTG ATCAATGCACATGGGACAAA 224

Ai07B16450 Araip.B07 16450 p2 (AG)6 12 70376163 70376174 TTGAACCTGAGGGGAAGTTG CCCAGATCCAAGACCAGAAA 202

Ai07B16453 Araip.B07 16453 p4 (TATT)6 24 70391817 70391840 ACCCTTTGTTCCCTTTTTGC TTTTGGGAAGGTTGGGTACA 208

Ai07B16454 Araip.B07 16454 p2 (TC)6 12 70395865 70395876 CCCAAAAATGGCACAACTCT TGAGTTTTTGCTTGGATTGC 230

Ai07B16462 Araip.B07 16462 p2 (GA)8 16 70495583 70495598 GGGGAGAAGAAGAAAAGAAAACC CAGTATAAGCGCAAATCGCA 228

Ai07B16463 Araip.B07 16463 p5 (TTATC)5 25 70515509 70515533 CCTCGGTGCTCCAGTGTATT TGACCTCTTCAGGTCAGGCT 254

Ai07B16468 Araip.B07 16468 p2 (AT)8 16 70546082 70546097 CAATACAACTGAACCTTTTTGCC AGTGCGGGTGGAAGAATAAA 269

Ai07B16471 Araip.B07 16471 p2 (AG)9 18 70551806 70551823 CCCTAATTGGCTGACACACA CACATCACCGTTCATCGTTC 196

Ai07B16473 Araip.B07 16473 p2 (AT)8 16 70565656 70565671 GCGTACTGAAAATTGGGTCG GTGCACAGGGCACACTTTTA 246

Ai07B16475 Araip.B07 16475 p2 (TG)6 12 70580484 70580495 GCCCTCAGTTCTCCCTTTTT CCACTTTCACCCTCACCATT 113

Ai07B16476 Araip.B07 16476 p3 (GAA)5 15 70585432 70585446 GCTTTTGTCTTCCCTTTCCC CCTCCTTGACCGAAACACAT 199

Ai07B16477 Araip.B07 16477 c* (AAT)14(AATA)6*63 70590408 70590470 TTTGCACCCTGTTTTTCTCC GCAATGAAAACAAAATTAAAATGC 279

Ai07B16478 Araip.B07 16478 p3 (CAT)5 15 70599226 70599240 GGAGGACCATCTGCATGAGT TTTGGAGTCTGTCCGAGCTT 264

Ai07B16480 Araip.B07 16480 p4 (AAAT)7 28 70605333 70605360 ATCTTTTCCAATCAAATCCTTTT CCATGATGGAGAAAGGGAGA 204
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Ai07B16482 Araip.B07 16482 p3 (GAA)5 15 70608517 70608531 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai07B16483 Araip.B07 16483 p2 (AG)6 12 70611089 70611100 TGCCTTTTTCTTTGTCCCTG TCCTCACCCATCAAAAATCC 166

Ai07B16484 Araip.B07 16484 p2 (AG)6 12 70611296 70611307 GGATTTTTGATGGGTGAGGA TCTTACCTTTTTCAAAACCACC 233

Ai07B16486 Araip.B07 16486 p2 (CT)6 12 70644471 70644482 ACACCAGGATTGGCAGAAAG ATAGGTGAGGGGTTTTTGGG 164

Ai07B16487 Araip.B07 16487 c (AG)9aaaagaaaaagaaaaagcaagcagaaaaagccaatagtcctttaaaccaaaaggcaagggtaaaat(A)1094 70646458 70646551 TGGCTCTTGAAAGAATGATGG TGCTCAAAGCCTTGGATCTT 246

Ai07B16492 Araip.B07 16492 p2 (TA)6 12 70666716 70666727 CAAAATCCAATGAGGGTTCAG GAATGTCATGCAATGCAACC 274

Ai07B16493 Araip.B07 16493 p2 (AG)7 14 70670941 70670954 GGTGAGGTAGGTGGGGTTTT AACGCTAGGATTGGCAGAAA 240

Ai07B16494 Araip.B07 16494 p2 (CT)6 12 70678414 70678425 CACTTGGTGCAAGGATGAGA GGTGAGGTAGGTGGGGTTTT 194

Ai07B16497 Araip.B07 16497 p6 (TCACTC)6 36 70709540 70709575 CTCACCCACTCAACTTTCAGC GGCGACACAGAGAAAGGAAG 210

Ai07B16498 Araip.B07 16498 p2 (GA)8 16 70712109 70712124 CTGCAACCCAACAATTTCCT GCGCTGCTGTCTCTCTCTTT 249

Ai07B16499 Araip.B07 16499 p2 (GA)8 16 70717862 70717877 CTGCAACCCAACAATTTCCT GCGCTGCTGTCTCTCTCTTT 249

Ai07B16500 Araip.B07 16500 p3 (TGA)6 18 70721502 70721519 TCTGGAGACTTAGGCTAGTGGC CTCACCATTCCCATCAATCA 274

Ai07B16501 Araip.B07 16501 c (A)10gaaggttttcaaaaatttttcaaaaaaatctttc(A)11tatttctcacctgttttcgaaaaaaataaaaatgttttc(A)10104 70726113 70726216 TTTGGACAACTGACGGTTCA AATTGCAAGCCTCAGTCCAA 278

Ai07B16503 Araip.B07 16503 p3 (CTT)5 15 70727999 70728013 GCTGGTCCAGAACCTGAAAG CGGTCTTAGGTGCCATCAAT 224

Ai07B16504 Araip.B07 16504 p2 (TA)10 20 70735719 70735738 CATGATCTAGGTTTGGCTATGC ATGGGTTTATCAACCTCCCC 245

Ai07B16505 Araip.B07 16505 c (A)10gagaaaaaaagaaaaagaaag(A)1041 70748397 70748437 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 260

Ai07B16506 Araip.B07 16506 p2 (TA)10 20 70756918 70756937 CCGTGAGGGTTCAATAGCTC AATGGTGGAATCTCATGCAA 276

Ai07B16507 Araip.B07 16507 p2 (TA)26 52 70760638 70760689 AGCCTAAACTCCGCAAGCTA TGCTCGTGGTGATCCATAAA 127

Ai07B16510 Araip.B07 16510 c (A)11gaaaaaaataaatgaaaaaaaagagagaaagaaaaaaaaag(A)1163 70764812 70764874 GGGCACTTGTTCATGCATCT TTGCTTAGGGCATTTTGTCC 159

Ai07B16511 Araip.B07 16511 p2 (AT)8 16 70767482 70767497 GTCGGCCTAAACTCCGTAGG GCGTAAGCACGAACAAGACA 150

Ai07B16512 Araip.B07 16512 p4 (TATG)12 48 70771145 70771192 CCAAAGCTCAATTTATCCATAGG CACTTTAACTTTCCGGGTTCC 278

Ai07B16515 Araip.B07 16515 p2 (TC)8 16 70793096 70793111 GCTAGAAATGGGCACAGAGC ATTGAGGTGATTGGTGGAGG 272

Ai07B16516 Araip.B07 16516 c (A)11gaaa(T)10 25 70797121 70797145 TTTGGACAACTGACGGTTCA TTTACAGCCAACCAGGCTTC 235

Ai07B16518 Araip.B07 16518 p2 (CT)6 12 70798475 70798486 TTCTCATCTTTTTCAAAACCACC GCAGTGATGTGGGATGAAGA 267

Ai07B16519 Araip.B07 16519 p3 (TCT)6 18 70800701 70800718 ACACACATCCCTCCATCTCC TGCTGCTTTTTCTTGCTTCA 268

Ai07B16523 Araip.B07 16523 p2 (CT)9 18 70828418 70828435 TTCTTGACTTGCTGGACACG GGACCAAAAATCTCTGAGCG 271

Ai07B16529 Araip.B07 16529 p2 (CT)10 20 70885717 70885736 CCACACACCCCTTACTCTGC AGGGCAGAATCGTTACATGG 262

Ai07B16530 Araip.B07 16530 p2 (TA)8 16 70889911 70889926 GCATTTGTCCTTTCTCCTCG CATTCCAGCGTAGGAAGCTC 255

Ai07B16531 Araip.B07 16531 p3 (TAA)15 45 70890209 70890253 GTGGATGGCTCTGTTTGGTT AATAACCGGTGCCATTATCA 196

Ai07B16533 Araip.B07 16533 p2 (TC)6 12 70893431 70893442 TCATTATGAAGAATGCGCGA CCCTTTTTGTGCCATAGGAA 253

Ai07B16536 Araip.B07 16536 p2 (AT)6 12 70915271 70915282 CAGTGTCTTTGCATTCTTTACCA TGGAATCGTTTAAACAGAAGATCA 276

Ai07B16541 Araip.B07 16541 p2 (TG)6 12 70980045 70980056 GGGGACAAAATAACCCCAAT ATAGGGCTAAGGCAAGGGTG 246

Ai07B16542 Araip.B07 16542 p2 (AT)7 14 70982314 70982327 TTGATTTTGGGAAAGTTGGG TTAATTCGGTTGAACCAGCC 241

Ai07B16544 Araip.B07 16544 p2 (TA)7 14 71001933 71001946 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 194
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Ai07B16546 Araip.B07 16546 p2 (AG)9 18 71011076 71011093 AGCTGCACCCAGTCCCTAGT CACCACAGAGCAGCAGATTG 276

Ai07B16547 Araip.B07 16547 c (A)14tatattatcttatcttagtttaatttcaaatttcaaaatcaaatcttttcaattttcgaatttcaaaatatcaaaatc(T)10102 71023572 71023673 TTTTGAAGTTTGGTGTTTTTCTTG GAGTCAAACAAAAAGAGATAAGATTTG 275

Ai07B16548 Araip.B07 16548 p2 (TC)6 12 71025452 71025463 TGGCCTAAATCCAAGTCCAG AAACCTGGGATCGAGAGTCA 192

Ai07B16550 Araip.B07 16550 p2 (TC)6 12 71037378 71037389 GAAATTGCAGAAAACGCTCC AAACCTGGGATCGAGAGTCA 234

Ai07B16551 Araip.B07 16551 p2 (AG)7 14 71041229 71041242 AGCGATTTCTGGACCCTTTT GTTGGGAACATTGAACCTGG 231

Ai07B16554 Araip.B07 16554 c (A)10c(A)10 21 71056635 71056655 CAACCACCATGGTATGATCG ATGCTTTCGCGTGACTTTCT 253

Ai07B16555 Araip.B07 16555 p3 (CAC)5 15 71057494 71057508 CACCTCCACCCTACCTGAAA CCTGGTGTGTGGAAGAACAA 142

Ai07B16556 Araip.B07 16556 c (A)10tttcaaaaatctttc(A)1035 71062864 71062898 TTTGGACAACTGACGGTTCA AACATGTGGAGGCCTCAGTC 229

Ai07B16559 Araip.B07 16559 p2 (CT)7 14 71064249 71064262 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTTTGGATGGGAG 259

Ai07B16560 Araip.B07 16560 p3 (TTC)5 15 71067091 71067105 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai07B16564 Araip.B07 16564 p4 (TTTA)6 24 71088044 71088067 CCATGATGGAGAAAGGGAGA GGGGATTTATTTTGGACCTCA 181

Ai07B16565 Araip.B07 16565 p2 (AT)14 28 71088975 71089002 TCATGCAATTCCAATTTATCCA CAAATTCCAGTGAGGGTTCAA 234

Ai07B16569 Araip.B07 16569 c (T)10gttttattttc(A)1233 71100919 71100951 CGCCGTTGACTAAGATCACA GCCAAACTTCAGCATACCAA 254

Ai07B16570 Araip.B07 16570 p3 (TCT)5 15 71105787 71105801 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 245

Ai07B16574 Araip.B07 16574 p2 (AG)6 12 71117236 71117247 GGTGAGGTAGGTGGGGTTTT GCAGCAAGATGCGTTTTACA 226

Ai07B16575 Araip.B07 16575 p2 (TA)8 16 71159728 71159743 TGGTTTATCAACCTCCCCAC TGTTCCTTGCTTTCATGAGC 272

Ai07B16577 Araip.B07 16577 p2 (CT)7 14 71186392 71186405 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTTCAAATTTGGGTGAGA 277

Ai07B16578 Araip.B07 16578 p3 (TTC)5 15 71188923 71188937 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai07B16579 Araip.B07 16579 c (A)11caaagcttgcagaaaaaaaaatagcgaaaaaatagaaag(A)1060 71189894 71189953 TTGGCTCTTGAAAGAATGATGA TTTTGCTCTTGCCTCTTGGT 206

Ai07B16582 Araip.B07 16582 p3 (AAT)7 21 71241759 71241779 CAGGTTCTGGATCTGCTTCC TTCATGAAGCATGTGAAGCC 194

Ai07B16583 Araip.B07 16583 p2 (TG)7 14 71261907 71261920 TGCATTGAAATGAAAATGGAA GATGAAGGGAAAGGCATGAT 274

Ai07B16584 Araip.B07 16584 p2 (TG)7 14 71271693 71271706 CAGCAAGCTCAGCAACAAAA TCCCTTCAGCCGTACCATAC 195

Ai07B16589 Araip.B07 16589 c (A)10gaattaagaaagaaaaggggttgagaaggggaaaacagaacaaggcgcgaagttataaaactgcttcgcgcaaccg(GC)698 71310709 71310806 TGGATTGTGGAAGAAGGAGG AAAACCCTCATCGACACACC 176

Ai07B16590 Araip.B07 16590 p2 (GC)6 12 71311115 71311126 CGTGCTTGAGAGATTTCGTG CGCACCATCGTAAAACACAC 183

Ai07B16593 Araip.B07 16593 p5 (TTATC)5 25 71349136 71349160 GGGTGGGGGATACCTACAAG AAAGGGCCCAAATAGAGGAA 276

Ai07B16595 Araip.B07 16595 c (A)10gcaaggaaaaagggcttccgcgcacgagtgcactgt(GC)658 71393062 71393119 TTTCATCATTTTGGCATGGA AGGCACAAAGTGGGCATAAC 261

Ai07B16600 Araip.B07 16600 p2 (TG)6 12 71428527 71428538 AAAGACAACAATGGAGGAATGA GGAGTTTTGGCAGGAAAACA 239

Ai07B16601 Araip.B07 16601 p2 (AT)6 12 71429230 71429241 TCCCCACACTTAAACCAAGC TGTGGTTTGGACTTGATCCC 219

Ai07B16602 Araip.B07 16602 c (T)10ctagcacttatgcattgacttttattgtccttaactttggggcattttgtcccctttttattcctttcc(T)1089 71429691 71429779 TTTTTACATACTCATGCATTCGC AGGAAATTGGGTGCATACTCA 275

Ai07B16606 Araip.B07 16606 p2 (TA)7 14 71461579 71461592 CACCACCCATATGCATTGAC AAGTTGGGTACATTGGGCAG 259

Ai07B16607 Araip.B07 16607 p2 (AC)6 12 71462659 71462670 GGGAAGCGTGAATTATTGGA TTGTTTGGTTGCCCTAACCT 231

Ai07B16609 Araip.B07 16609 p2 (TC)6 12 71476718 71476729 GGCCCAGATCCAAGTACAGA ACTAAAAGAACATAGAACCTGGGA 202

Ai07B16612 Araip.B07 16612 c (T)10gaaagattttgaaaacaaa(T)1140 71490207 71490246 GGAAGCCTCAATCCAAAACA TCGAGTTTGGACAACTGACG 229

Ai07B16613 Araip.B07 16613 c (TA)8ttg(T)10 29 71507952 71507980 CACTTTTGGGCATTTTTGGT TTGATTTTGGGAAAGTTGGG 253
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Ai07B16615 Araip.B07 16615 p2 (AT)50 100 71526411 71526510 TTTTCAGGGTTGTAATGGGG CAAAAGTGGGAAAAATTTGGG 256

Ai07B16620 Araip.B07 16620 c (A)11gataagataagattttgaaatagatatga(T)10gaaaaaggtttgaattttgaaatttaaaactaacataagataagataaaaaattttaaaataaaaatctgaa(T)11133 71541414 71541546 CATAGCCAAAGGGGTGAGAG GGAATTGCAAACATGTGCCT 272

Ai07B16626 Araip.B07 16626 p2 (CT)6 12 71571918 71571929 CCATTGCCTTCCTCTCTCTG ATCCACTTTTGCATTGCCTC 279

Ai07B16628 Araip.B07 16628 p2 (GC)7 14 71592167 71592180 GGGTCAGTGTGCCCTTCTTA AGAGTTATGCCACCCCTGTG 170

Ai07B16629 Araip.B07 16629 p2 (GC)6 12 71592286 71592297 CACAGGGGTGGCATAACTCT GTGAGCAAAGAAAGAACGCC 262

Ai07B16630 Araip.B07 16630 p3 (TTG)7 21 71596779 71596799 AGCATGGCAAAAAGCTATCG TCCGTTATGGCATTGTATGG 275

Ai07B16632 Araip.B07 16632 p2 (TC)6 12 71611870 71611881 AAGGGGAGAAAAGCTGGTGT GGAATTTGGGGAAGGTTGTT 212

Ai07B16634 Araip.B07 16634 p3 (CTT)5 15 71621074 71621088 TTCAAGGGCATAGGAGGTTG AACCCCAGTGGACAAGACAG 270

Ai07B16636 Araip.B07 16636 p2 (CT)6 12 71635454 71635465 CATGAATGGTTCGTAAGCCAA GCCAGAGAATGGAGGAATCA 260

Ai07B16641 Araip.B07 16641 c (TTAT)5attataatttattatttttatttttatttatatt(TA)972 71701407 71701478 TTGCCACATATGCATTGATCT TGAGGTGATGAAAATGTGCTG 263

Ai07B16644 Araip.B07 16644 p2 (CT)6 12 71723767 71723778 TTGATTTTCAAATTTGTTTCAACT TTGAAAAAGAGGGAACGAAGA 123

Ai07B16645 Araip.B07 16645 p3 (TTC)5 15 71725702 71725716 TCCACTCTTCCCCATAAACG CCCTCGAGCAAGAGAAGAAA 163

Ai07B16648 Araip.B07 16648 p2 (TA)9 18 71743604 71743621 TTTCTTTCCCATCTCATTTGC GCATGTCCTCATGCTAAATCC 239

Ai07B16651 Araip.B07 16651 p2 (AT)6 12 71773724 71773735 GGGCGTAAACTCTCTTTTCTGA CGATGGATGCAAGTTTTCAA 280

Ai07B16657 Araip.B07 16657 p2 (GC)6 12 71807923 71807934 TGGCACTCAATCGACCATAA TAAGTGCGTTGACTCCCCTT 278

Ai07B16659 Araip.B07 16659 c (TA)11tg(T)10 34 71832935 71832968 TACTTTGCGGCATTTTGTCC TTGGGAACATTCGGTAGAGG 255

Ai07B16662 Araip.B07 16662 p2 (CT)7 14 71845075 71845088 TTTCGAAAACCCCTAACCAC TTCGAACACAAAGTGAGGGA 251

Ai07B16665 Araip.B07 16665 p4 (TTTA)5 20 71856775 71856794 TGCTCTTGCCTCTTGGTTTT AAGCAAGGAAAAGCAGCAAA 143

Ai07B16667 Araip.B07 16667 p2 (AG)7 14 71859953 71859966 GAAGGAGATGAGGGAGAAGGA TCTTTTCAAAATTTGTTTCAGCTA 274

Ai07B16671 Araip.B07 16671 p2 (AT)7 14 71866526 71866539 GGTTTATCAACCTCCCCACA TCCCCATCTCATTTGCTAAAA 276

Ai07B16672 Araip.B07 16672 p3 (AGA)5 15 71870443 71870457 ATGGGTGAAATAAGGGAGGG CCACGCGAACCTTATCAGTC 169

Ai07B16674 Araip.B07 16674 p2 (AG)6 12 71890564 71890575 GTGGGAAACAATGGCACTTC TTTCACGTAACCCTCGGAAC 272

Ai07B16682 Araip.B07 16682 p2 (CA)6 12 71932971 71932982 GCAATACCCATCGCAAGAGT TGGTGCGACTACTGAGAACG 278

Ai07B16683 Araip.B07 16683 p2 (TC)6 12 71936661 71936672 CGCATATTTTCACCTTTCAATG ATGGGAAGCAATGGCAACT 279

Ai07B16686 Araip.B07 16686 p2 (TA)6 12 71944763 71944774 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai07B16687 Araip.B07 16687 p2 (TC)6 12 71945637 71945648 GGACACGTGATAGAGGCCAT TGGATCCAGAGTTACTCCCAA 251

Ai07B16690 Araip.B07 16690 p3 (TTA)18 54 71962371 71962424 TTTTTGGAAGCTACTAAAGCAAAA CGTTGCTGGGGATTGATAGT 264

Ai07B16691 Araip.B07 16691 p2 (TA)7 14 71971816 71971829 GAGATACAGAGAACAGAGTAACCAGA TGGGTTGCATCAAGCAAATA 227

Ai07B16692 Araip.B07 16692 p2 (TA)6 12 71972125 71972136 CAGCCATTTTCCTATTCCCA AGCCTCTGCTTATTGCAGGA 158

Ai07B16693 Araip.B07 16693 c (T)10ccc(T)11 24 71989584 71989607 ACTTTGTGGCATTTTGACCC AGTTTGGGAACATTGGTTGG 227

Ai07B16694 Araip.B07 16694 p3 (GAA)5 15 72001326 72001340 CCAGCAAGCAAGTTCAATCA ACCTCTAGTTGGGCTGCCTC 200

Ai07B16697 Araip.B07 16697 p2 (CT)7 14 72016063 72016076 ACTATCACCCCTGCAACCAC TGGAAGGTGGAACAGAGGAC 275

Ai07B16699 Araip.B07 16699 c (T)10c(T)11 22 72033109 72033130 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 211

Ai07B16700 Araip.B07 16700 p3 (GAA)6 18 72034819 72034836 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16701 Araip.B07 16701 p2 (AG)6 12 72038204 72038215 ACAGATGGAAGAGGGGGTTC GCTTTTTGTTTGTTTCTTATCTTTTTC 223

Ai07B16708 Araip.B07 16708 p2 (AT)7 14 72076080 72076093 GGGAAATTGGGTTTGGAAAT CTTTAGGGCATTTTGTCCCC 237

Ai07B16710 Araip.B07 16710 p3 (CAG)5 15 72122896 72122910 TCCAACCATTTAACCACGAA TGGAGTGGATCACAGAGCAG 225

Ai07B16711 Araip.B07 16711 c (CA)8tattcttcaggagaccaaaaaatcagaacccagatttcataaccataataaaaaac(TAT)587 72124065 72124151 CACCAAGCAACCCCATTTAT CCCCGTACTGGGTATTTCAA 229

Ai07B16714 Araip.B07 16714 c (GC)6aaggtgcgctggtgcgtcgttgagagtgatagcagatggcccgggcgcgtcagtg(GC)679 72206655 72206733 AAGGCGCGAAGGTCTTAAAT CCTCACTGACCCACTCTGGT 196

Ai07B16715 Araip.B07 16715 p2 (GC)6 12 72206926 72206937 ACCAGAGTGGGTCAGTGAGG AGTTATGCCCACTTCATGCC 248

Ai07B16717 Araip.B07 16717 p2 (CT)6 12 72222911 72222922 CCTCCTCACATCACTCACCA CTAAGAAAGCCGTGACCAGC 197

Ai07B16718 Araip.B07 16718 p2 (CT)7 14 72248541 72248554 CTTTTTGTTTGTTTCTTATCTTTTTCA CACTCATCCAGGTTTGTTACTCA 249

Ai07B16721 Araip.B07 16721 p2 (GC)6 12 72292299 72292310 GGTGGGTTGTGGAAGAAGAA GCGCCATCTGCTATCACTCT 185

Ai07B16722 Araip.B07 16722 p2 (GC)6 12 72292620 72292631 ACCAGAGTGGGTCAGTGAGG CTGGCAATTTACCCATCGAC 227

Ai07B16724 Araip.B07 16724 p2 (CT)7 14 72308453 72308466 TCTTGTGATTTCTGGTGAATCAA AAAAAGAGGGAAGGAATTTTCG 278

Ai07B16726 Araip.B07 16726 p2 (CT)8 16 72331063 72331078 CTTTTTGTTTGTTTCTTATCTTTTTCA TCGAATTTGGGTGAGATGAAG 280

Ai07B16727 Araip.B07 16727 p3 (TTC)5 15 72333916 72333930 AGCCCTCCATTCTTCCTCAT AGAATATTGCTCGCCCTTGA 143

Ai07B16728 Araip.B07 16728 p2 (TA)10 20 72347185 72347204 GGCATTTTTGTCCCCTTTTT ATGGGAAACTTGGGACATTG 245

Ai07B16730 Araip.B07 16730 p2 (AG)6 12 72354372 72354383 GAAGGAGATGAGAGAGAAGGAGAA TCTTGTGATTTCTTGTGAATCAA 263

Ai07B16731 Araip.B07 16731 p2 (AT)6 12 72360864 72360875 GTCCCCACATCAATCCAAAC TATATGTATACGGGGGCGGA 111

Ai07B16732 Araip.B07 16732 c (AT)8(AC)10 36 72361046 72361081 CCCTTACCCCTAGTCCTCCC TGAAAACAGGGAGAGACATAAAAA 275

Ai07B16734 Araip.B07 16734 p3 (CAA)5 15 72367372 72367386 CTCGAGCAGATCGTAGGGAG CTTTCCCACACCTTGAGCAT 222

Ai07B16735 Araip.B07 16735 p2 (GT)7 14 72369690 72369703 TGAGAGTGCTTTCCTGGGAT TCTGCCCAACACACTCTCTG 228

Ai07B16736 Araip.B07 16736 c (T)10gccatttta(T)1029 72391714 72391742 TTCACTTGACACCTTCACGC GTGAATACAAAAGCTTGCGG 270

Ai07B16738 Araip.B07 16738 p2 (CT)6 12 72402805 72402816 CGCCAATTTTCACTTTCCAT TGGAAAGCAATGGTAACACG 276

Ai07B16739 Araip.B07 16739 p2 (AG)7 14 72406182 72406195 CCCCTTCAGTGCAACAATTT CTTCCCTTTCCTTGCAACAG 172

Ai07B16740 Araip.B07 16740 p2 (AG)9 18 72412288 72412305 CCCCTTCAGTGCAACAATTT GCAGCTCAGTAATGGCAACA 108

Ai07B16743 Araip.B07 16743 p2 (GA)6 12 72447405 72447416 GGCTCAAAGTCTCACAGGTTG AGCCTTAAGTGTGGGGAGGT 279

Ai07B16744 Araip.B07 16744 c* (ATTT)7(T)10* 35 72464585 72464619 TTGCATTGGGGAATTTCTTT GGGAAACCTTTTGGGAACAT 209

Ai07B16745 Araip.B07 16745 p3 (TCC)5 15 72465876 72465890 GTAGGGATGGTAGCTGGGGT CACACCATCAGAGCCATCAG 231

Ai07B16746 Araip.B07 16746 p2 (TA)6 12 72475557 72475568 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 266

Ai07B16747 Araip.B07 16747 p3 (GAA)5 15 72483787 72483801 CCCTCGAGCAATAAACGAAA CAACACACCCCTCTACACCC 102

Ai07B16748 Araip.B07 16748 p2 (TA)6 12 72496773 72496784 CGTTGGATTTTTATGCCGAT CCATGGTATGGTCGTTTCCT 269

Ai07B16749 Araip.B07 16749 p2 (GA)6 12 72504065 72504076 CGGATTTGTCACTTCAACCA ACAGTGGAAGTGATGCTCCC 216

Ai07B16750 Araip.B07 16750 p2 (AG)7 14 72513734 72513747 TGGGGGTAATTTTTGAGCTG GAAGCAAGAATTCACAAAGGAAA 243

Ai07B16751 Araip.B07 16751 p2 (AT)6 12 72520743 72520754 AATGGGGCTGAGGTAAAGGT GGGGACAAAATTACCCCAAT 242

Ai07B16753 Araip.B07 16753 c* (A)10(AT)8* 25 72526610 72526634 TGGGAGAGTTGGGAACTTTG ACTTTGGGGCTTTTTGTCCT 278

Ai07B16756 Araip.B07 16756 p2 (AG)6 12 72613016 72613027 CCAAGTTTTCGACCCAGAAA CATCGAACCTGGAATTGAGAA 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16758 Araip.B07 16758 c* (AG)6(GAG)5* 24 72615759 72615782 TCCCTCTTCTCTCTCTCCCC TCTCCCCTCCCTTCTCTCTC 137

Ai07B16760 Araip.B07 16760 p4 (AATA)6 24 72620005 72620028 TGTGGAAACTTGGGTTGATG TTGGGGTAATTTTGTCCCCT 191

Ai07B16761 Araip.B07 16761 p2 (AG)6 12 72621292 72621303 AAGTGGGGGAATCCATTCAT TCGTTATTGGGAGAAGGGAG 268

Ai07B16764 Araip.B07 16764 c (T)27g(A)10 38 72637418 72637455 TAAATGACGCTATCCCGAGG AAAATCCATGACCGGTGAAA 173

Ai07B16766 Araip.B07 16766 p3 (TTA)5 15 72659003 72659017 TGCGGGCGATTATAGAACTT TCGCGATTCAGTTTTATGGA 259

Ai07B16767 Araip.B07 16767 c (AAG)5aaaagagaaggaat(AG)947 72664111 72664157 GGATAGGCAACAATGGCACT ACCAAACCCAACCCTTCTTC 219

Ai07B16768 Araip.B07 16768 p3 (AGA)5 15 72667284 72667298 TTGCCTTCCCTTTCCTTTTT ACCCTCACCCTCCATCTCTT 177

Ai07B16770 Araip.B07 16770 p2 (TG)9 18 72688627 72688644 TCAACTGATGGATGGCTTCA AAAGAACACCAGCAAATGCC 275

Ai07B16773 Araip.B07 16773 c (TA)6catatatacagaaaag(A)10caatgagggacctaaggctacacttatatatagtagctatagtatac(A)1196 72692414 72692509 GGCAACCGAAATTTTGTTTTAG AGCGTAGCCTTAGGTCCCTC 231

Ai07B16774 Araip.B07 16774 p3 (ATT)5 15 72697171 72697185 GCCTCCAAATTTCTGATGGA CTCTTGGGAAAAGTTGGTCG 258

Ai07B16775 Araip.B07 16775 p2 (TA)8 16 72707353 72707368 TGGGGTAATTTTGTCCCCTT AAGTGTGGGAAAACTGTGGG 267

Ai07B16779 Araip.B07 16779 p2 (AG)7 14 72717423 72717436 CCCAAATCCAAGTCCAGAAA GGAACATTGAACCTGTGATGAA 218

Ai07B16780 Araip.B07 16780 p2 (AT)6 12 72720202 72720213 AAGGTGCTCACCAAATGTCC TCCCACGCAACTCTCTGTAA 277

Ai07B16781 Araip.B07 16781 p5 (TAAAA)6 30 72722038 72722067 GGGAAATTGGGTTTGGAAAT TTCACCATTTACTTTGGGGC 255

Ai07B16782 Araip.B07 16782 p2 (TA)8 16 72724857 72724872 GCATGTCCTCATGCTTAGTTGA CCATCAGTGAGGGTTTAGTGC 266

Ai07B16784 Araip.B07 16784 p5 (TAAAA)5 25 72761275 72761299 TGTGGGGAAATTAGGTTTGG GGGCATTTTGTCCCCTTTAT 247

Ai07B16785 Araip.B07 16785 p2 (AG)6 12 72762646 72762657 GGCCCAGAAAGCACAGATTA GAACCTTGAATTGAGAAGAAGCA 188

Ai07B16788 Araip.B07 16788 p2 (AT)7 14 72771600 72771613 GGCTCAAATCTCACTTGCTTG TAGGGCACCTCGATTGATTT 114

Ai07B16790 Araip.B07 16790 p3 (AGA)5 15 72796830 72796844 CTAGAGGTTTCTCCGGCCTT GAACTAAGCCTCCCCCACTC 247

Ai07B16794 Araip.B07 16794 p3 (ATT)6 18 72820738 72820755 GCCTCCAAATTTCTGATGGA CTTGGCCAAATTTCAGAAGC 222

Ai07B16797 Araip.B07 16797 c (TAAAA)5gataaac(A)1042 72873284 72873325 TGTGGGGAAATTAGGTTTGG GGGCATTTTGTCCCCTTTAT 248

Ai07B16798 Araip.B07 16798 p2 (AG)6 12 72874656 72874667 GGCCCAGAAAGCACAGATTA GAACCTTGAATTGAGAAGAAGCA 188

Ai07B16800 Araip.B07 16800 c (T)12gccccc(T)11 29 72880945 72880973 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 215

Ai07B16801 Araip.B07 16801 c (T)12aaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaaaat(GA)689 72882373 72882461 ATAGGATGAGATGGGGGAGG TTTCTTATCTTTTTCAAAACCACC 228

Ai07B16804 Araip.B07 16804 p2 (AT)7 14 72885306 72885319 GGCTCAAATCTCACTTGCTTG TAGGGCACCTCGATTGATTT 114

Ai07B16806 Araip.B07 16806 p2 (TC)7 14 72895472 72895485 GGCCCAGATCCAAGTACAGA AGCCAACTCAAATGCTGAAA 249

Ai07B16808 Araip.B07 16808 p4 (TTTA)5 20 72905084 72905103 CCAATGGAGGGTATGCAGAT TTCCTTACCACTTTCTCTCTCCTT 240

Ai07B16810 Araip.B07 16810 p2 (TC)7 14 72908411 72908424 GGCCCAGATCCAAGTACAGA TGAAAGGGAAATTTAAAACAAAGAA 216

Ai07B16811 Araip.B07 16811 p2 (TC)9 18 72914467 72914484 AACCGTCGTTCATCTCCTTG TCTGAGCTTCTTCCTCCGTG 205

Ai07B16813 Araip.B07 16813 p2 (AT)20 40 72921544 72921583 GGAAAAGTTGGAAACATTGGG CACTTTGGGGCATTTTTGTC 280

Ai07B16814 Araip.B07 16814 p2 (GC)6 12 72930654 72930665 AGTCATGCCCACTTTATGCC TTTGTACCAGGGAGTTTGGG 149

Ai07B16815 Araip.B07 16815 p2 (AT)10 20 72934846 72934865 TTTATCTTGGGGCGTCTTTG GAAATCCCAAGAAAAGGGGA 129

Ai07B16816 Araip.B07 16816 p2 (GC)6 12 72937871 72937882 AAGGCGCGAAGGTCTTAAAT ACCTCACTGACTCACCCTGG 197

Ai07B16817 Araip.B07 16817 p2 (CT)6 12 72941741 72941752 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16818 Araip.B07 16818 p3 (TTC)5 15 72944242 72944256 TCTTGGCCGAAACATACCTC CGGTCTTAGGTGCCATCAAT 160

Ai07B16820 Araip.B07 16820 c (T)10ccgcctata(T)1029 72950604 72950632 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 172

Ai07B16821 Araip.B07 16821 c (AAT)5atggatcatttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)10105 72954453 72954557 GTTCTTGTCCTTGCTCCTGC ACCCACCAAAAATCCGAACT 176

Ai07B16822 Araip.B07 16822 p2 (AG)6 12 72954787 72954798 AGGGAGTTCGGATTTTTGGT TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai07B16823 Araip.B07 16823 c (T)10cgaaaacaaaggagaaaattttgaaaga(T)1048 72956145 72956192 TTTGGGTATGGCTTTTCAGC GTTGGACAACTGACGGTTCA 248

Ai07B16824 Araip.B07 16824 p2 (AT)7 14 72971742 72971755 TAGCTCTGGGTTGCATCAAG GTTAGCAACGACGTGGGTTT 268

Ai07B16825 Araip.B07 16825 p2 (CT)6 12 72982387 72982398 CATTGAACCTGGAATGGAGAA GAATCCATTCATTCATGGGG 157

Ai07B16826 Araip.B07 16826 p4 (TTTA)7 28 72994132 72994159 CCTGCTCCTGCGTAACTCTT AACAGGGAGCTCACCAAATG 203

Ai07B16828 Araip.B07 16828 p2 (GC)6 12 73001498 73001509 CGCACAAAAGTGGTTTCTCA TAATTGCTCCCCTTTGCTTG 232

Ai07B16833 Araip.B07 16833 p2 (AG)8 16 73051817 73051832 GTTAGCCCACACAACCCACT CCCCTTCTCCCTTACCGTAG 122

Ai07B16834 Araip.B07 16834 p2 (AG)6 12 73071389 73071400 GGGTTTTTGGGGAAGAGGTA GGCACTATTCTGGGCGTTTA 280

Ai07B16836 Araip.B07 16836 p2 (GT)7 14 73089982 73089995 AGCCTAAAGCGGAAAACCAT CTACCTCAACCAATGTCCCC 110

Ai07B16837 Araip.B07 16837 c (A)10gagaaagagcaaaagc(A)12gaaaaatgaacagtgaag(A)10gaaaaaaaaagagaaaaaaatagaaagaaaagaaaaaaaagg(A)11119 73090147 73090265 GGGACATTGGTTGAGGTAGG GGGGCATTTTGTCCTCTTTT 277

Ai07B16839 Araip.B07 16839 c (ATAA)5atagaaagagatgagagagggagtattcgaatattaattt(A)1070 73109817 73109886 TCGAACACAGAGAGAGGGAGA TCGAAAACAACTAACAACTTTTTCA 261

Ai07B16841 Araip.B07 16841 p2 (AT)6 12 73118196 73118207 CTAAGCCTTACCTCATGCCG CCGGCTTAAACTTCACAAGC 256

Ai07B16842 Araip.B07 16842 p2 (AT)14 28 73121036 73121063 CAACACCCACCATCATCAAA AATCTTGGTGCGTTGTGCTT 279

Ai07B16843 Araip.B07 16843 p2 (AG)6 12 73126124 73126135 CTCGAACACAGAGAGGGAGG TTCAATCATATCTTTTTCAAAACTACC 279

Ai07B16850 Araip.B07 16850 p2 (AC)6 12 73142457 73142468 AAGGAAGCATGGATTGTTGG TTGCTTGATTTTTGCTTGGA 275

Ai07B16853 Araip.B07 16853 p6 (TTTATT)6 36 73149485 73149520 TCACACCCTGCTTGAGTGAG TGCAAAGTGCAGGAAAAGAG 235

Ai07B16854 Araip.B07 16854 p2 (CT)6 12 73151361 73151372 GAAATTGCAGAAAACGCTCC AAAGGAACATTAAACCTGGGA 242

Ai07B16856 Araip.B07 16856 c (T)12cgaaaattttttttgaaatcaaaaataaaaattaaaaataattagctaattaaaaagaaattttgaaaaagggggaagatatttttgaaaat(AG)7118 73178282 73178399 TGGGGGAGGTATAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 244

Ai07B16860 Araip.B07 16860 p3 (CCA)5 15 73218048 73218062 CAATCCCCTTCTGCACTCTC AAAGAGGAATCGCTGTTTGG 217

Ai07B16861 Araip.B07 16861 c (TA)11tttagtttaccccctctcttcaccaagaccgccgaaccaccccgcctccaccaaaccgccgccttgccgccacccagtgccgccacg(CCA)5124 73220758 73220881 TTGCACATTTTTCTTTTGCTG CCTGGTGGGTAGAGGAACAA 220

Ai07B16862 Araip.B07 16862 p2 (TA)12 24 73223573 73223596 CTGTATTTCTGCATTTTGCACT TGTGTGGATTGTTGTGATTCTG 217

Ai07B16863 Araip.B07 16863 p2 (TA)6 12 73223765 73223776 TTCTGCATTTTGCACTTTGG CGTTGTCAATTTAACCAACATTT 254

Ai07B16864 Araip.B07 16864 p2 (TA)25 50 73248507 73248556 TTTATTGAACTCAGCATTGGGA GCCTAGCTACCCGAAAATCC 239

Ai07B16865 Araip.B07 16865 c (A)10ttttttatctgttttcg(A)1138 73284328 73284365 TCGAGTTTGGACAACTGACG TTGAAGACCAATCCCAAAGAA 251

Ai07B16866 Araip.B07 16866 p2 (CT)6 12 73285634 73285645 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGCAGAGATGTGAGATGAA 278

Ai07B16869 Araip.B07 16869 p2 (AT)6 12 73299515 73299526 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 223

Ai07B16872 Araip.B07 16872 c (TCT)5cccaaccaccacccagccaccattgccgccgccccgaccaccgcctgcg(C)1074 73307433 73307506 GCCACACGAACCCTATCAGT GGTAATGGGGTAAGAGGGGA 178

Ai07B16882 Araip.B07 16882 p2 (TA)9 18 73350225 73350242 TTGCACATTTTTCTTTTGCTG TGTGTGGATTGTTGTGATTCTG 263

Ai07B16885 Araip.B07 16885 p3 (TTC)5 15 73382253 73382267 TTGGGTTAGAGAGCTCTATTGTGA CCCAATTGGATAAAGATCGAAA 115

Ai07B16886 Araip.B07 16886 p3 (TTC)5 15 73383475 73383489 TTGGGTTAGAGAGCTCTATTGTGA GCATTTCCCAAATCAAGCAT 273

Ai07B16887 Araip.B07 16887 p2 (GA)6 12 73384747 73384758 AGTGAACATGCAAGCAACCC TTTTCTTTTCCGCAAATCCT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16888 Araip.B07 16888 p2 (AT)6 12 73404384 73404395 TTGAGCTTCACTTTGGGACA GGGGAAAAACTTGGGACATT 262

Ai07B16889 Araip.B07 16889 p2 (AC)7 14 73410602 73410615 TGAAGTGAGTGAATCAATGTGTG CTTCCTGGCACATCAATCAA 280

Ai07B16891 Araip.B07 16891 p2 (AG)6 12 73430663 73430674 AGGGGACAAGCAGAGACTCA GGAACATTGAACCTGGAATTG 164

Ai07B16892 Araip.B07 16892 p3 (GTT)10 30 73442376 73442405 TTTTTGACAAAGAACATCCAAAAA TGTTTCATGCTGAGAGATTGG 266

Ai07B16893 Araip.B07 16893 p2 (AT)11 22 73443810 73443831 CGCAGGACTAACTCCTTCCA CCAATCAGAGAAGGCTTTGG 240

Ai07B16894 Araip.B07 16894 p2 (TC)6 12 73446265 73446276 TGCGATTGTGATGGAAAGAG CGGAATGAACTGTGATTTTCG 268

Ai07B16896 Araip.B07 16896 p3 (TTC)5 15 73466717 73466731 ATCACAAAGCCCACTCCATC TATCTCCCATGACTCGGAGG 209

Ai07B16897 Araip.B07 16897 p3 (TCT)5 15 73476307 73476321 ATCCAACCCCAAATACACGA CCGGTCTTAGGTGCCATAAA 254

Ai07B16907 Araip.B07 16907 p2 (GT)6 12 73571719 73571730 TAGCCAAATTGGGCCTACAA CTCAACCAATGTCCCCTGTT 158

Ai07B16909 Araip.B07 16909 p3 (AGC)5 15 73579580 73579594 GAAGAGGCAAAACAGGCATC CATCCTGGTTGGTTTGGAGT 272

Ai07B16913 Araip.B07 16913 c (T)10c(T)10 21 73624813 73624833 GGCATTTTTGTCCCCTTTTT CAAGTGTGGGAAAATTTGGG 277

Ai07B16914 Araip.B07 16914 p2 (AC)6 12 73625002 73625013 CCCAAATTTTCCCACACTTG GCCATCATTTCATTTAGCCC 208

Ai07B16915 Araip.B07 16915 c (AT)18a(AT)11 59 73625370 73625428 GCCACACCATTAGGCTCAAG GCTTTGGAGTTCGAGTCAGG 162

Ai07B16917 Araip.B07 16917 p2 (AG)6 12 73664998 73665009 AGCTGAGAGAGGGGGAGAAT CTTCTTATCTTTTCAAAATTTGTTTCA 266

Ai07B16924 Araip.B07 16924 p2 (CT)7 14 73683506 73683519 CGTTCGCACCCATTCTAAGT AGAGAGAGAAGGGTCACTGGC 232

Ai07B16926 Araip.B07 16926 p4 (ATAA)5 20 73694736 73694755 GGGAACTTGGGTTGATGAAA CCCCCTTTTGTATCACATATTCA 280

Ai07B16931 Araip.B07 16931 p2 (TC)6 12 73729360 73729371 AGCGAATTCTGAAGCCCTTT TCAAATGTTGGAATAAATAAATGGAA 254

Ai07B16932 Araip.B07 16932 p2 (TA)6 12 73735420 73735431 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 192

Ai07B16933 Araip.B07 16933 p2 (TC)6 12 73736249 73736260 AGCGAATTCTGAAGCCCTTT TCAAATGTTGGAATAAATAAATGGAA 254

Ai07B16934 Araip.B07 16934 p3 (GAG)5 15 73746817 73746831 GCTTCTGGTTGTTCTGAGGG TGGGAGACAATCATGAAACG 186

Ai07B16936 Araip.B07 16936 p2 (AG)6 12 73753856 73753867 TGGAAACAATGGTGACACAAA CGCCAATTTTCACTTTCCAT 276

Ai07B16937 Araip.B07 16937 p2 (AT)8 16 73754680 73754695 ATTGAGTCATGCAATTCCGA CAAAATCCAGTGAGGGTTCAA 230

Ai07B16938 Araip.B07 16938 p2 (AG)7 14 73806270 73806283 AAAGAGGGAAGGGATTTTCG TCAATCACATCTTTTTCAAAATCAA 182

Ai07B16940 Araip.B07 16940 p2 (TA)6 12 73809775 73809786 TTCGCACCACAAGCATTTAG AGCATTGGCTTTTGAAGGAA 253

Ai07B16946 Araip.B07 16946 p2 (AT)13 26 73831493 73831518 TATGGGGAAATTGGGATTCA TTCACCATTTACTTTGGGGC 251

Ai07B16948 Araip.B07 16948 c (T)13agaaaaccaaaagaaattttcgaaaa(T)1049 73853514 73853562 TTTGGAGGGAAAACACCAAG AACGTGGTGTTTATGTTCATGG 205

Ai07B16952 Araip.B07 16952 p2 (TC)6 12 73885457 73885468 TCACCTCTGAGGAACCAACC ACACAGAAACTGAGCGGGAT 261

Ai07B16953 Araip.B07 16953 p2 (TA)9 18 73888540 73888557 TGCGGATACCCTTATCTTGG GGTGGTGCCCTAAAAATGAG 279

Ai07B16954 Araip.B07 16954 p3 (TAA)6 18 73897226 73897243 CACCAACAAAGAGCAAAGCA GAGTTTGGTGTCCAATCGGT 257

Ai07B16957 Araip.B07 16957 p2 (AC)6 12 73912693 73912704 GTTAAAGAAGCGCTTGTCGG TCACGCACACACACATAACG 238

Ai07B16961 Araip.B07 16961 p2 (CT)7 14 73953687 73953700 TGTTTGTTTCTTATCTTTTTCAAAACT AGTTCGGATTTTTGGTGGGT 277

Ai07B16962 Araip.B07 16962 p2 (TC)7 14 73953930 73953943 AACATCTCTCCCTCACCCAC GTTCTTGTCCTTGCTCCTGC 183

Ai07B16963 Araip.B07 16963 c (A)11taggcg(A)10tagaaagaaaaaaat(A)1153 73956483 73956535 GCCTCAAATGCACTCTCCTC AGGCCCTCCTATCCACTGAT 276

Ai07B16966 Araip.B07 16966 p2 (AT)6 12 74003136 74003147 TCCCTGCTTTCATGAGCTGT GCATGTCCTCATGCTTAGTTGA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B16967 Araip.B07 16967 p3 (AGA)6 18 74016308 74016325 ACTGGTGCACGAAATTGTGA CTCTACACTCTCCTTGGCCG 239

Ai07B16969 Araip.B07 16969 p2 (AG)7 14 74017056 74017069 GAAAAAGGGGGAGATATTTTCG TCTTGTGATTTCTAATGAATCAAGTC 276

Ai07B16972 Araip.B07 16972 p2 (TA)24 48 74029014 74029061 CGCTTAAGTGTGGGGGAATA ATGCAAGAAATGCAACATGC 249

Ai07B16973 Araip.B07 16973 p4 (ACAT)5 20 74029270 74029289 TTGCATGTTGCATTTCTTGC AATTAATGGAATGCCCAAAAA 268

Ai07B16974 Araip.B07 16974 c (AGAAA)5(AAAT)545 74029922 74029966 GGATTTGTGGGAAATATCGG CAAAACAACCCTAGCTACCCA 277

Ai07B16976 Araip.B07 16976 p3 (CGC)5 15 74046332 74046346 ACGCAAGCGGAATAAATCAC GTCAGGGACTCGGATTGAGA 185

Ai07B16979 Araip.B07 16979 p2 (TC)13 26 74076495 74076520 CGCACAAGACTCGAAGACAA TGTGCTGGGACAATGATGTT 211

Ai07B16981 Araip.B07 16981 p3 (ATG)5 15 74086173 74086187 TAAATGTTCGTTGTCCCGTG GCGACAAGAGATGTGGCTTT 225

Ai07B16986 Araip.B07 16986 p5 (AAAAT)6 30 74107266 74107295 GAAAAACACAAAGCTTGCGA TTCACTTGACACCTTCACGC 234

Ai07B16987 Araip.B07 16987 p2 (TA)9 18 74115603 74115620 GGCATTTTTGTCCCCTTTTT AACCTGGGACATTGGTTGAG 224

Ai07B16990 Araip.B07 16990 p2 (AT)9 18 74120396 74120413 CATTGATGCAAGACGTAATCA CGGTTCAAGGAATAAACCGA 277

Ai07B16991 Araip.B07 16991 p2 (GC)6 12 74134424 74134435 GGAGAAAAACAGGGTGCAAA GTGCCCACTTTATGCCAACT 186

Ai07B16993 Araip.B07 16993 c (CA)7cgcacgcacgcat(GCAC)651 74155558 74155608 ATTTTGCCCCAAACCCTAAC CTGTCTCGGACTTCCCTCAG 213

Ai07B16995 Araip.B07 16995 p3 (TCT)5 15 74187111 74187125 ACCCTTCACCACTCACATCC TGTCCTCGAGCAAAAGAAGAA 139

Ai07B16997 Araip.B07 16997 p2 (TG)6 12 74191908 74191919 TTTGCTAGAAGTGACGGGCT TGGACCAAGATCAAGTTGGG 235

Ai07B16999 Araip.B07 16999 p3 (TTC)5 15 74200815 74200829 AACCCAAGAACTAAAGGGGAA TGGAAGAACAAAAATGCATCA 279

Ai07B17000 Araip.B07 17000 p2 (AT)14 28 74204193 74204220 TACCAAATTTCCACCTCCCA CGTTTCGCGCTTTTGTAAAT 248

Ai07B17002 Araip.B07 17002 p3 (TCT)6 18 74239522 74239539 ATATGGCCGAACCTTAACCC GTCTTCCCTTTCCCTTTTCG 257

Ai07B17004 Araip.B07 17004 p2 (GA)6 12 74251270 74251281 CCCTCGAGCAAAAGAAGAAA TCCCAACAAACACTCTTCCC 174

Ai07B17006 Araip.B07 17006 p2 (TA)6 12 74256060 74256071 TTAAGTGTGGGGAGGTCGTC AGCTCAAAAATCACGTTCCA 263

Ai07B17008 Araip.B07 17008 p2 (AT)7 14 74274721 74274734 TTTGGGTATGGGAAACTTGG GGGGCATTTTTGTCCTCTTT 247

Ai07B17012 Araip.B07 17012 c (AAAT)6aata(AAT)32124 74288469 74288592 AACGGGAATTTGGGTACCTACT CATTGGGTTAATTTTGTCCCC 249

Ai07B17013 Araip.B07 17013 c (AAT)9aac(AAT)1369 74301085 74301153 TTGCACCCTGTTTTTCTCCT TGCAATAAAAGAAAATGGAAGAA 279

Ai07B17015 Araip.B07 17015 p3 (GAA)5 15 74308980 74308994 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 205

Ai07B17020 Araip.B07 17020 p4 (TTTA)5 20 74356950 74356969 GGGTTAGCATATGACCCCAG TTCCCAATCAAATCCTTTCAA 249

Ai07B17024 Araip.B07 17024 p2 (GA)7 14 74371496 74371509 TTTCTCGTACGCAGCAACAC GCGATGCCTCTTCAGAGTTC 266

Ai07B17032 Araip.B07 17032 p3 (TTC)5 15 74425985 74425999 TTTGAATTCTTCTTCTCTCTTTATTCA GGACTCCGTGTGAGATGTGA 107

Ai07B17035 Araip.B07 17035 p3 (TTA)6 18 74446669 74446686 TTGCCTTTTGGTTTATTGGG TGGCTCTTGAAAGAATGATGG 149

Ai07B17037 Araip.B07 17037 p3 (AGA)6 18 74467545 74467562 GCTATGCGTTTACCACACCA TCTCTCTCACCCAATCCCAC 140

Ai07B17038 Araip.B07 17038 p2 (AG)6 12 74470783 74470794 TTTTGTGAGTGAGGGAGAGATG TTGTTTGCTTCTTACCTTTTTCAA 270

Ai07B17041 Araip.B07 17041 c (A)10(T)13 23 74497831 74497853 GGGAAAAACACTAAGGAACACC TAGTCTAAGCCCGTGGCAGT 234

Ai07B17044 Araip.B07 17044 p3 (GAG)5 15 74520979 74520993 TCTGAGCCAGTTTATCGCCT AGGCTCCTCCTCGTGCTTAT 222

Ai07B17046 Araip.B07 17046 p2 (TC)6 12 74523650 74523661 ATGCATCCATTCAGAGGGAG TGGATCCAGAGTTACTCCCAA 128

Ai07B17049 Araip.B07 17049 p2 (GA)6 12 74535522 74535533 ATTAGGGTTGGGTTTGGGAG TGACCCCTTAGGATCTGTGG 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B17052 Araip.B07 17052 p2 (AG)10 20 74545988 74546007 TTGGAATGAGAATTTGGGGA CGGAGCTCCAGATTCAAAAG 229

Ai07B17053 Araip.B07 17053 p2 (AT)6 12 74548007 74548018 AGCCGCTCATTTGAGACAGT TCAGAGCAGAGTAGAGAAACACAGA 275

Ai07B17060 Araip.B07 17060 p4 (TAAA)8 32 74600691 74600722 TCAAAACTTCCTGACCGCTT GGGTTAGCATATGACCCCAG 222

Ai07B17062 Araip.B07 17062 p3 (TCT)5 15 74609933 74609947 CATTTTCACCCCAACCACAT GGAGAGGGGAGAAGAGAGGA 274

Ai07B17064 Araip.B07 17064 p2 (TA)11 22 74626311 74626332 GCACAAAATCCAGTGAGGGT TCCACATCCTCAAGGAGTCA 170

Ai07B17066 Araip.B07 17066 p6 (AAAATA)6 36 74633312 74633347 CAGCAAAATGTGCAAGTACTGA AGGTCGCCATCTCTAGCGTA 155

Ai07B17067 Araip.B07 17067 p2 (AC)6 12 74639217 74639228 CCAATGCAAACATCATGAGC GGGGACAAAATTACCCCAAT 213

Ai07B17068 Araip.B07 17068 p4 (TATT)6 24 74639372 74639395 TCTCACCGAACACACACACA GAGACCAGAAAAACCATGTGC 271

Ai07B17069 Araip.B07 17069 p2 (AG)6 12 74645032 74645043 AAAACCCTAACCCATGACCC AGCGACGGCTTCCTTACTCT 153

Ai07B17070 Araip.B07 17070 p2 (AG)11 22 74652414 74652435 TGCCCCTAGCCCTAATTTTT GCGGCTTCCTTACTCTCCTC 181

Ai07B17075 Araip.B07 17075 p3 (AAT)6 18 74688280 74688297 TTATTTTCGGCTGCCATCTC CCCCTTCCTTTCTTCCACTC 256

Ai07B17076 Araip.B07 17076 p2 (AG)6 12 74688550 74688561 ACAAGGGTGAGGAGAGCAGA TTTCTTATCTTTTTCAAAACCACC 210

Ai07B17077 Araip.B07 17077 p3 (CAA)5 15 74700951 74700965 AAGAGCAACGTTTCAGCCAT CAGCTGCAAAGGAGGTAAGG 272

Ai07B17079 Araip.B07 17079 p2 (CT)6 12 74732519 74732530 CCCCTCTCTCTCCCACTCTC CCTAACCACGAGCAATTGTG 168

Ai07B17081 Araip.B07 17081 p2 (TC)9 18 74733448 74733465 TCTCTCCCCCTCTCTCTTCTT CGACTAGGGGTGTGCAAAAA 280

Ai07B17086 Araip.B07 17086 p2 (TA)7 14 74748761 74748774 CAAAATCCAGTGAGGGTTCAA TGGTGGAATGTTTTGCAATG 274

Ai07B17088 Araip.B07 17088 p2 (AC)7 14 74760634 74760647 ATTCACCCAATGTCCCAAGA CTTCCATTTTCTTTTGCCCA 258

Ai07B17090 Araip.B07 17090 p2 (AT)6 12 74774376 74774387 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 270

Ai07B17091 Araip.B07 17091 p2 (GC)6 12 74797054 74797065 GGGTGTGCAAAAGTGAAGAAA GTGGGCATAACTCTCGGGTA 130

Ai07B17092 Araip.B07 17092 p2 (GC)6 12 74797461 74797472 TGTGCTAACTTTGTGCCACC AAGGTGCGAAGGCCTTAAAT 160

Ai07B17094 Araip.B07 17094 c (AG)11aaagagggagacaaagaggagggggagagagagggggagagagaaggaagaaaggggaaagagagagagaagggagaaaggggggagaaagag(GA)8131 74809105 74809235 TGCTCAGGTCCCTCAATTTC TCACTTTCTCTTTCCCCTTCC 250

Ai07B17095 Araip.B07 17095 p3 (AGA)5 15 74810017 74810031 TCTCCATCTCCTATGACCCG CACACATCCCTCCATCTCCT 211

Ai07B17096 Araip.B07 17096 p2 (GA)6 12 74810168 74810179 TGGGTGGGAAAGAGATTTTG GCGTCTAAACGCCAGAAAAG 278

Ai07B17100 Araip.B07 17100 c (T)10attacccttgttttttggtttaaagggttactggctttttctgc(T)1064 74876568 74876631 GGACAGCTTGGTTTAGCTGC TGGCTCTTGAAGAATGATGAAA 235

Ai07B17101 Araip.B07 17101 p2 (AG)6 12 74888194 74888205 GAGAGAGGTTACCGGCAGTG GAGGCAGCCCTTTCTTTTCT 115

Ai07B17107 Araip.B07 17107 p2 (TA)8 16 74919851 74919866 CATGCCATACGCGTTTAATG TCTGTAATCCTTCATCGGGC 172

Ai07B17108 Araip.B07 17108 p3 (TTC)8 24 74925874 74925897 TTTTCGAATTCTTCTTCTCTCTTT CGACTCCCTGTGAGATGTGA 103

Ai07B17109 Araip.B07 17109 p2 (TA)6 12 74928325 74928336 CTTGGGTTGTAATGGGGCTA TGGAAAAGTGAGGAATGGGT 158

Ai07B17111 Araip.B07 17111 p2 (TA)6 12 74957854 74957865 CTTGGGTTGTAATGGGGCTA GACAAAAATTCCCCAAAGCA 235

Ai07B17113 Araip.B07 17113 p2 (AG)6 12 74963322 74963333 AAACTAAAAGAACATTAAACCTGGGA GACAGGGGCCACGTATTAGA 263

Ai07B17114 Araip.B07 17114 p2 (TA)7 14 74964166 74964179 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 194

Ai07B17117 Araip.B07 17117 p2 (AT)6 12 74970318 74970329 GCACGATTCCAGCCTAACTT GCATTCTGCATTTTTCATGC 201

Ai07B17118 Araip.B07 17118 p2 (AG)6 12 74972921 74972932 AAACTAAAAGAACATTAAACCTGGGA TGAATGCACCCATTCAAAGA 155

Ai07B17122 Araip.B07 17122 p3 (GAA)6 18 74997368 74997385 CCCTCGAGCAAGAGAAGAAA CACCACTCACATCCATCCAC 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B17135 Araip.B07 17135 p2 (AT)6 12 75140863 75140874 GGGGAACCTTATGGGAACAT TCCCATTTTCTTCCCACTTTT 261

Ai07B17137 Araip.B07 17137 p2 (AT)10 20 75250347 75250366 ACTTGCCGAAGGGAATTTTT CATCGTTTCTTCCAAGGCTC 165

Ai07B17138 Araip.B07 17138 c (A)10ggaaaaaaaataaaagaaaaagaaat(A)1046 75309089 75309134 TGGCTCTTGAAAGAATGATGG TAGTTTAGCCGCTTAGGCCA 278

Ai07B17146 Araip.B07 17146 p2 (TA)7 14 75346456 75346469 TTAAGAGGAGAGGGGGCAAT CACGATGTCAGAACATTATCAACA 101

Ai07B17147 Araip.B07 17147 p2 (AT)8 16 75346869 75346884 TGGCTAAATTATTTTGATTTCCA GGCTCTTTGAACTTCATGGG 137

Ai07B17148 Araip.B07 17148 p2 (TA)8 16 75347472 75347487 TGGATTGATACAGCGATTCAG AGGTTCAACTCTTTCAAAATAAGC 268

Ai07B17151 Araip.B07 17151 p3 (TAT)15 45 75352628 75352672 ACTTTTGGCACATGGAGGAC TCTTTCACTATCCGCGTGTG 212

Ai07B17152 Araip.B07 17152 p3 (TTC)9 27 75353329 75353355 ACTTTGCCAACCAATCTTGC ACTTCACTGCCGCTCAGTTT 122

Ai07B17156 Araip.B07 17156 p2 (AG)6 12 75402762 75402773 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai07B17168 Araip.B07 17168 c (A)11gaaaaaaaactcaataaataaataaggggacaaaattaccccaatgctgaattaagaattcaaagatcaatgcacatatgataaaact(A)10109 75568363 75568471 AAGGGAATGTGCCATGATAA CCTAGCTACCCAAAATTCCC 270

Ai07B17170 Araip.B07 17170 p2 (AT)7 14 75579739 75579752 ACATGCAGGACATAACGCAC TAGACTCAACCTGCGAAGCA 243

Ai07B17171 Araip.B07 17171 p3 (CTT)19 57 75581738 75581794 GGTTTTAAATTCACGCGCAC GCGGCGATGATAACAAAAGT 171

Ai07B17172 Araip.B07 17172 p3 (TCA)5 15 75581944 75581958 ACTTTTGTTATCATCGCCGC ATGCATGTGGTATGGTGGTG 206

Ai07B17173 Araip.B07 17173 p2 (TA)6 12 75591236 75591247 AACAACCACCAACAAGCTCC TTGAGTTTTCCTGCCCAGTT 280

Ai07B17174 Araip.B07 17174 p3 (GTT)5 15 75609985 75609999 TTTGGACAACTGACGGTTCA GGAAAGACACAAAACGAGAAAAA 274

Ai07B17176 Araip.B07 17176 p3 (TAT)13 39 75634332 75634370 TTGCAATTTTGTTTTACCCG CCATTGCAAACACCTCAAGTT 280

Ai07B17178 Araip.B07 17178 p2 (AC)8 16 75642039 75642054 TGGCCAAGTGAGCTATAAATTG AGGGGAATAAAATCACCCCA 213

Ai07B17179 Araip.B07 17179 p2 (GA)7 14 75654013 75654026 AGAGAGAGGGAGAGGGTTCG TCTTGTATTTCATTTTCAAATTTTCG 187

Ai07B17182 Araip.B07 17182 c (T)10ggttaactggaataaaaagaaattgcattaatagaatttaaggaagaattttttg(T)1075 75658727 75658801 TGGAACCCAAAGAAAATTTGA ATTTATCTGCACGTCCCAGG 227

Ai07B17183 Araip.B07 17183 c (A)10gtagcacattgtg(A)1033 75660226 75660258 GTGGGCTATTGCCAAACAAT TTCACCTCTTTTCCTCATTGC 266

Ai07B17185 Araip.B07 17185 p2 (AG)6 12 75680679 75680690 GGATTGGATAGGTGAGGGGT CGTTTAACACCAGGAATGGG 252

Ai07B17189 Araip.B07 17189 p4 (TATC)13 52 75713752 75713803 CTCATCAACTCCCCCACACT GCATTGGATCATTTCCTTGC 275

Ai07B17190 Araip.B07 17190 p2 (GA)7 14 75718106 75718119 CACTGGCGCAGAGTACAGAG TCCTTACCTTACCCCAACCC 221

Ai07B17191 Araip.B07 17191 c (TA)16t(TA)10 53 75725201 75725253 TGCGAATGAGTTGATGAATGA TTCTCGAGTCCCAACCAAAC 244

Ai07B17192 Araip.B07 17192 p2 (AG)6 12 75746675 75746686 AAACAGAGCAAAGTGGCGTT ACGGTGACGGAAGATGAGAC 222

Ai07B17193 Araip.B07 17193 c (GT)7ctgctcttgtaagtcaaaggactcttaca(GT)655 75751597 75751651 CGCTTCCCTGGGATACTTAAC CCTCGCAAGAGTCCTTTGAC 268

Ai07B17195 Araip.B07 17195 c (TA)12(T)14 38 75754781 75754818 GAACATCACTTTGGGGCATT TGAAAATATGGGGAATTGGG 228

Ai07B17197 Araip.B07 17197 p2 (TG)11 22 75769878 75769899 TCCTTATCTCTCGGGGCTTT AAAGCTCAAGACTCGGTTCG 240

Ai07B17198 Araip.B07 17198 p2 (TA)6 12 75770130 75770141 GTATTTGGGAGTGTTGCGCT ACACCCTACCACACAGAGCC 179

Ai07B17200 Araip.B07 17200 p2 (TA)7 14 75800780 75800793 TGCGTTAGCTTCGTGTGAAC GGCACTGTTTGTAACACCCC 200

Ai07B17201 Araip.B07 17201 p2 (TG)9 18 75807242 75807259 TCTAGGATTGCCTCTGGCAT ACTGGCCGGAGAATACACAG 101

Ai07B17205 Araip.B07 17205 p2 (CT)6 12 75828566 75828577 CCTCAAAGGTGAAGGGATGA TGGGTGGGAAAGAGATTTTG 239

Ai07B17206 Araip.B07 17206 p3 (TCT)5 15 75828715 75828729 CAAAATCTCTTTCCCACCCA CCCTTTCCTCTTTCTGGAGG 214

Ai07B17207 Araip.B07 17207 p2 (TA)9 18 75865853 75865870 TTTGGCTAGCCGGCTTAAAT CGCGTCGTAAATCAAAGGTT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B17210 Araip.B07 17210 p3 (TGA)6 18 75872956 75872973 TCAGGGAAAGTAACGATAAGAAATG CCATAAAGCAGAAACGCCTC 150

Ai07B17211 Araip.B07 17211 p3 (TAA)19 57 75874231 75874287 ATCCCCAAGGTTTTACTCCG AAATAGTTTCAACCTTAAATTTTTCG 246

Ai07B17213 Araip.B07 17213 p2 (AT)6 12 75876098 75876109 TGACTGTTTGGTTGTGGAGG TCCTCAACCCTCGTTCTCAT 271

Ai07B17214 Araip.B07 17214 p2 (TA)8 16 75878056 75878071 CAGATGCAGGTTGAGAAGCA ACCTGGCTCGCAAAGTTAAA 263

Ai07B17216 Araip.B07 17216 p2 (CT)6 12 75882103 75882114 TTGGAAACATAAAGGAATCAACAA GAGCAGAAGGGGGAATCAAT 225

Ai07B17217 Araip.B07 17217 p2 (TA)10 20 75882863 75882882 CCTCATGCTAAGCTCAAGGG TGCTTGTCTTGCAAGTTTGTG 273

Ai07B17218 Araip.B07 17218 p2 (GA)7 14 75888087 75888100 TCGAACACAGAGAGAGGGAGA TCTCATTTTTGAAAACAACTAACCA 260

Ai07B17219 Araip.B07 17219 c (CA)20a(AT)13 67 75898442 75898508 TCAAGCTCCAAACTCGACCT CTGGAGTTCCTAAGCAAGCG 190

Ai07B17220 Araip.B07 17220 p2 (AT)12 24 75900885 75900908 CAACCACACATCAATACAACTCAA AGCCTGGGTGCTAGCTTAGG 198

Ai07B17223 Araip.B07 17223 p2 (CT)6 12 75925233 75925244 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTCGGATTTTTGGTGAGA 277

Ai07B17224 Araip.B07 17224 p3 (TTC)5 15 75928283 75928297 TCTTCTTGGCCGAATACACC GATGGAGCGTTGGATGAACT 261

Ai07B17225 Araip.B07 17225 p2 (TA)6 12 75935314 75935325 TGGAGAAAGGAAGATGATGTGA TTTCCTCAGTAAATTCAAAAATTCAA 270

Ai07B17232 Araip.B07 17232 c (A)12caaaaaacaaaaaaaattcttccttaaattttattcctgcaatttctgtttattccagttaac(A)1186 75972967 75973052 CATGTTCCATGGGTCTTGTTT TGGAACCCAAGGAAAGTTTG 274

Ai07B17236 Araip.B07 17236 p4 (TCTT)6 24 76009209 76009232 GGATCTGACTCTCCCTTCCC TTAACCCCAAAAGAAACCCC 199

Ai07B17237 Araip.B07 17237 p2 (AG)6 12 76029203 76029214 AGATTGGGAACATTGGTTGG TATTGAGCTCCACTTTGGGG 199

Ai07B17248 Araip.B07 17248 c (T)12acgtcgtgatgactctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatgccctcatctttggcaggctcctcctg(T)12119 76065429 76065547 GTAATGGCCTCATCTTCGGA TAGAGCTCGCCTTTTGGTGT 241

Ai07B17256 Araip.B07 17256 p3 (GAA)5 15 76090599 76090613 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai07B17262 Araip.B07 17262 c (T)11acgtcgtgctgaccctcgttctctaaatgacgctatgccgaggaggacacctaaaggtgagccgtaatggcttcatcttcggcaggctcctcctg(T)13119 76097740 76097858 CTAAAGGCAAGCCGTAATGG GCTCGACTTTTGGTGTCCTC 249

Ai07B17264 Araip.B07 17264 c (T)11acgtcgtgatgactctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatctttggcaggctcctcctg(T)10116 76098300 76098415 TAAATGACGCTATCCCGAGG AAGAACGAGGGTAAGCACGA 237

Ai07B17266 Araip.B07 17266 c (T)12actacgtgctgaccctcgttgtttaaatgacgctatcccgaggaagacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)12119 76099295 76099413 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 209

Ai07B17268 Araip.B07 17268 c (T)10acgtcgtgatgactctcgttctttaaatgatgctatttcgaggaggaaacctaaaggggagccgtaatggcctcatctttggcaggctcctcctg(T)10115 76099969 76100083 TAAATGACGCTATCCCGAGG AAGAACGAGGGTAAGCACGA 234

Ai07B17290 Araip.B07 17290 c (TA)7(T)10 24 76161354 76161377 TTCACTTTGGGGCATTTTGT TTGGTTGGGATAAGAGGGTG 266

Ai07B17292 Araip.B07 17292 p2 (CT)14 28 76221815 76221842 TTGCTCTTGCCTTTTGGTTT CAGTGCATGTTTGATGTTGG 241

Ai07B17294 Araip.B07 17294 p4 (TTTA)5 20 76236790 76236809 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 271

Ai07B17297 Araip.B07 17297 p2 (GA)6 12 76262262 76262273 GGATGAGAGAGAAGGAGGGAA TTGGTTTTCAAAATTTGTTTCA 264

Ai07B17301 Araip.B07 17301 p2 (CT)6 12 76272510 76272521 AGTGTCACCCCCTTCCTTCT AAACGCTAACGTGTTGGACC 146

Ai07B17307 Araip.B07 17307 p2 (CT)6 12 76314450 76314461 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 237

Ai07B17308 Araip.B07 17308 p3 (TAT)6 18 76314791 76314808 TCGAAAATTCTCCCTCTCCC TTCTTGTCCTTGCTCCTGCT 237

Ai07B17309 Araip.B07 17309 p3 (TCT)5 15 76316197 76316211 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 122

Ai07B17311 Araip.B07 17311 c* (CT)11(T)10* 31 76330458 76330488 CCTTTGCTCTTGCCTTTTTG CAGTGCCTGTTTGATGTTGG 211

Ai07B17315 Araip.B07 17315 p4 (ATTT)5 20 76372698 76372717 ACTTGCCGGTTAGTTTGTGG AAGTTGGAAACAATCACAATTGAA 274

Ai07B17316 Araip.B07 17316 p2 (CT)6 12 76380707 76380718 AGTGTCACCCCCTTCCTTCT AAAGTGGGCTAAACGGACCT 167

Ai07B17318 Araip.B07 17318 p2 (CT)6 12 76385493 76385504 GTCACCCTCTTCCTTCTCCC AAACGCTAACGTGTTGGACC 143

Ai07B17319 Araip.B07 17319 p2 (TA)13 26 76393326 76393351 CAACATTCAGTTATCCAGCCTTT TCTGATGACGTTCCACCTGA 257
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Ai07B17323 Araip.B07 17323 c (CT)7ccttctctcc(CT)7cccttctcttcctttttctcttttcttcccctcttcctttcttctttccctctctccccctcctttctctctctcttcttctctccctt(TC)9145 76408096 76408240 TCTCACTCCCTCTTTCTCTTAACAT GGGGGAGAGAAGAAGACAAA 278

Ai07B17325 Araip.B07 17325 p2 (GA)6 12 76408708 76408719 TCTCCCCTCCCTTCTCTCTC CCCTCTCTTTCTTCTCCCTCC 244

Ai07B17326 Araip.B07 17326 c (GA)6ggagggagaggagagagagaaacaaaaggggagagagaggaaaaagagg(GA)979 76408908 76408986 GAGAGGGAAAATGACAGAGAAA CCTCCTCCTCCTCTCTCTCC 262

Ai07B17327 Araip.B07 17327 c (T)11agaaaatcaaaaagatgcaattgacactaaacttaaaacttgactctagactcaaacaagaaacacaaaaatatttttgattttatgattttgttatta(T)10ggttttttcgaaaattattttgggaaaaatgaaaaagaagaagta(T)11176 76417678 76417853 CTGGCCAAGAACAACTTGAA TCTTTGCTTTTATTCTTTTTATTTTCG 272

Ai07B17329 Araip.B07 17329 p3 (TCT)5 15 76427882 76427896 ACCCACCTCACCCTCTTTCT AGAATATTGCTCGCCCTTGA 147

Ai07B17330 Araip.B07 17330 p3 (GAA)5 15 76443437 76443451 AGGAGGAATTCCAATCCAGG TCCTCCAGAGTCCTCCTGTC 279

Ai07B17332 Araip.B07 17332 p3 (AGA)6 18 76448510 76448527 AATGGAGGATGTGAGTGGGA ATTTCAATTACCCTTGCCCC 133

Ai07B17334 Araip.B07 17334 p2 (GT)13 26 76460787 76460812 CTTGCCAGTTCAGTTGTGGA GCGACAGATGTAACAATCCC 280

Ai07B17338 Araip.B07 17338 p2 (GT)6 12 76474136 76474147 AAAATTGGGCAGGGAAACTC GGCTAAAAACGCTAACGGGT 280

Ai07B17340 Araip.B07 17340 p3 (ATA)8 24 76484446 76484469 AATCCAAACGCCATCATCA TTGAATCTTTGCAGTGCTGG 145

Ai07B17341 Araip.B07 17341 p2 (TA)12 24 76485184 76485207 TTTTTAGGTGCGGATTAAGCTC TCGACCTCTACATTGAAGACCA 271

Ai07B17342 Araip.B07 17342 p3 (CAA)8 24 76485584 76485607 AAGCGGAAGAACAGCAAAAA TGCTGAAAGTTGCTGCTGAA 176

Ai07B17344 Araip.B07 17344 p2 (GA)14 28 76488498 76488525 TCAGCTGCAACGCATATACC CGGTAAGGGCGACAGTTAAA 272

Ai07B17346 Araip.B07 17346 p2 (GA)6 12 76492209 76492220 CACTGGTTTTGTGTGTTCGAG CCAAGCTTTAAGTGTGGGGA 273

Ai07B17352 Araip.B07 17352 p4 (AAAG)10 40 76542252 76542291 CACCTGTAGTCACATGCACCA TGTTTTGATTTTTGCAGACTCC 244

Ai07B17353 Araip.B07 17353 p2 (AT)11 22 76562129 76562150 TTCGCACGTACAAATTGCAT CTCCCTTTATGCTCCATTTCA 232

Ai07B17356 Araip.B07 17356 p2 (GA)10 20 76572441 76572460 AGCCAATACAGGCAGCAACT TGCGCTTTTGCCTCTTATTT 149

Ai07B17359 Araip.B07 17359 p2 (AT)10 20 76576200 76576219 ATGTCCCGCCACATAACATT CTTTGCTTATTTCTTGCCGC 240

Ai07B17360 Araip.B07 17360 p3 (TTC)5 15 76584515 76584529 TTACCTATGGTTGGGTTGCC ACCCCAACAAGCAAGTTCAC 205

Ai07B17362 Araip.B07 17362 p2 (GA)19 38 76607110 76607147 AGTGTGCCAATAGCGTGAGA CATGTTTCATTCAAAAGCAAGC 204

Ai07B17364 Araip.B07 17364 c (TAT)16tgcaaaattcataaatata(TAT)685 76609997 76610081 TGGAAACACAGAAACAGGGA GGCCAATTTTAAGGGCTAGG 238

Ai07B17368 Araip.B07 17368 c (AG)8acgcgcagagttcag(GA)1459 76630720 76630778 GAGGAAAGAGAGGGAGCCAC TGCGACATTGAATTGGAAAA 223

Ai07B17369 Araip.B07 17369 p2 (AC)10 20 76639929 76639948 TGACAATGAACCATCGAGGA TCTGCAAAGAAGTGCCATTG 138

Ai07B17371 Araip.B07 17371 p2 (TA)6 12 76641601 76641612 ACTTGCAAGCCTCTTTGGAA GGACACTCGAAACATGCAAA 237

Ai07B17373 Araip.B07 17373 p2 (TA)8 16 76644340 76644355 AGACGTCTGGATCTTGGGAA TAGCCCCTGACTTAGCTTGC 248

Ai07B17379 Araip.B07 17379 c (T)10actacgtgctgacccgcgctctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaatggcgtcatcttcggcaggctcctccgg(T)10115 76660048 76660162 TCTTTAAATGACGCCATCCC CCCCTTTAGGTGTCCTCCTC 262

Ai07B17385 Araip.B07 17385 c (T)16actacatgttaaccctcgctctttaaatgacgctatcctgaggaggacacctaaaggcgcgccgtaatggcctcattttcggcaggctcctccag(T)11122 76663236 76663357 CACCCGCTTTAAATGTTGCT CCCCTTTAGGTGTCCTCCTC 272

Ai07B17391 Araip.B07 17391 c (T)11acgtcgtgcagaccctcgctctttaaatgtcgctatgtcgaggagaacaactaaaggcgagctgtaatggcctcatcttcagcaggctcctccgg(T)10116 76668196 76668311 TTACGACGTGCTGACCTTTG CCTCGGGATAGCGTCATTTA 279

Ai07B17392 Araip.B07 17392 c (T)11acgtcgtgcagaccctcgctctttaaatgtcgctatgtcgaggagaacaactaaaggcgagctgtaatggcctcatcttcagcaggctcctccag(T)11117 76668430 76668546 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 268

Ai07B17396 Araip.B07 17396 c (T)12actacgtgctgaccttcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtgatggcctcatcttcagcaggctcctccgg(T)11118 76672429 76672546 GAACACCTAAAGGCGAGCTG CATTTAAAGAACGAGGGGCA 209

Ai07B17407 Araip.B07 17407 c (T)10cggtttttttttacgtcgtgctgcccctccgagccgtaatggcctcaactgcggcagactcctacggtcaggctcctccg(T)10100 76679022 76679121 TAATTGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 253

Ai07B17409 Araip.B07 17409 c (T)11gg(T)10 23 76679921 76679943 TTCACTACGTGCTGACCCTG CTACCGAAGATGTGGCCATT 206

Ai07B17421 Araip.B07 17421 c (T)12gg(T)10 24 76704081 76704104 TAAATGACGCTATCCCGAGG TAAGATGAGGCCAATACGGC 176

Ai07B17442 Araip.B07 17442 c (T)10actacgtgctgaccctcgttctttaaatgacgctatcctgaggaggacacctaaaggcgagccgtaatggcctcatcttcagcaggctcctccg(T)10114 76740016 76740129 CACCTGAAGGCATGGTGTAA ACCCCGGGATAGAGTCACTT 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B17450 Araip.B07 17450 c (T)10acgtcgtgccgatcatcattctttaaatgacgctatcccgggggggacacctaaaggcgagccgtaatgccctcatcttcggcaggctcctccgg(T)11116 76747434 76747549 ACCTAAAGGCGAGCCGTAAT GAGGGTCTGCACGACCTAAA 191

Ai07B17477 Araip.B07 17477 c (T)12actacgtgctgacccttgttctttaaatgacactatcccgaggaggacacctaaaggcgaaccgtaatggcctcatattcggcaggctcctccta(T)10117 76775096 76775212 ACCTAAAGGCGAGCCGTAAT TCCTTGGGATAGCGTCATTT 221

Ai07B17482 Araip.B07 17482 c (T)10acgtcgtgctgaccttcgttctttagatgacgctaaaccgaagaggacaataaaaggtgagccgtaatggcctcatcttcgcctggctcgtccag(T)10115 76776687 76776801 CACCTAAAGGCGAACCGTAA CCAGAGTCAGCACGACGTAA 203

Ai07B17498 Araip.B07 17498 p2 (AT)7 14 76799074 76799087 TGATTTGACTCATTGGCAACA TGCATGCATTCATTGTTTTG 182

Ai07B17505 Araip.B07 17505 c (T)10actatatgctgaccctcgttctttaaatgacactatcccatggaggacacctaaaggcgtgccgtaatggtctcatcttcggcaggctcctcgta(T)11116 76806133 76806248 TAAATGACGCTATCCCGAGG GATGAGACCTTTACGGCTCG 277

Ai07B17508 Araip.B07 17508 c (T)10cgg(T)11 24 76808406 76808429 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 227

Ai07B17548 Araip.B07 17548 c (T)10ctacgtnnnnnnnnnnnnn(T)1039 76844604 76844642 GAGGACACATAAAGGCGAGC AAGAACGAGGGTCAGCAAGA 243

Ai07B17549 Araip.B07 17549 c (T)10acgtcatgcagaccctcgttctttaaaagacgctatcctaaggaggacacctaaaggagagtcgtaatggcctcatcttcggcaggctcctttgg(T)11116 76844877 76844992 TCTTGCTGACCCTCGTTCTT TGTCCTCCTCAGGATAGCGT 280

Ai07B17552 Araip.B07 17552 c (T)11g(T)10 22 76845877 76845898 TAATGGCCTCATCATCGACA CCTCGGGATAGCGTCATTTA 198

Ai07B17555 Araip.B07 17555 c (T)10ccaa(T)10acatcgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggagagccgtaatggcctcatcatcggcaggctcctccgg(T)10129 76846346 76846474 GGAGAGTCGTAATGGCCTCA TGTCCTCCTCGAGATAGCGT 218

Ai07B17559 Araip.B07 17559 c (T)10acgtcatgcagaccctcgttctttaaatgacgctatcctaaggaggacacctaaaggcgagtcgtaatggcctcatctttggaaggctcctatgg(T)10115 76849320 76849434 TCTTGCTGACCCTCGTTCTT TGTCCTCCTCGAGATAGCGT 280

Ai07B17561 Araip.B07 17561 c (T)11actacgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagctgtaatggcctcatcatcggcaagctcctccgg(T)11actacgtgctgcccctcgttctttaaatgacgctatcccgaggaggacccctaaaggcgagccgtaatggcctcatcttcggtaggctcctccg(T)10221 76850111 76850331 CCTCATCATCGGCAAGCTC GGGTCAGCACGTAGTGAAAAA 275

Ai07B17562 Araip.B07 17562 c (T)11actacgtgctgcccctcgttctttaaatgacgctatcccgaggaggacccctaaaggcgagccgtaatggcctcatcttcggtaggctcctccg(T)10115 76850441 76850555 CGTGCTGACCCTCATTCTTT CCTCGGGATAGCGTCATTTA 263

Ai07B17563 Araip.B07 17563 c (T)11actacgtgctgcccctcgttctttaaatgacgctatcccgaggaggacccctaaaggcgagccgtaatggcctcatcttcggtaggctcctccg(T)10115 76850665 76850779 CGTGCTGACCCTCATTCTTT CCTCGGGATAGCGTCATTTA 263

Ai07B17564 Araip.B07 17564 c (T)11actacgtgctgcccctcgttctttaaatgacgctatcccgaggaggacccctaaaggcgagccgtaatggcctcatcttcggtaggctcctccg(T)10115 76850889 76851003 CGTGCTGACCCTCATTCTTT CCTCGGGATAGCGTCATTTA 263

Ai07B17565 Araip.B07 17565 c (T)11actacgtgctgcccctcgttctttaaatgacgctatcccgaggaggacccctaaaggcgagccgtaatggcctcatcttcggtaggctcctccg(T)10115 76851113 76851227 CGTGCTGACCCTCATTCTTT CCTCGGGATAGCGTCATTTA 263

Ai07B17566 Araip.B07 17566 c (T)11actacgtgctgcccctcgttctttaaatgacgctatcccgaggaggacccctaaaggcgagccgtaatggcctcatcttcggtaggctcctccg(T)10115 76851337 76851451 CGTGCTGACCCTCATTCTTT CCTCGGGATAGCGTCATTTA 263

Ai07B17568 Araip.B07 17568 c (T)10acatcttgctgaccctcgttcttgaaatgacgctatcctaaggaggacacctaaaggagagtcgtaatggcctcatattcggcaggctcctccgg(T)10115 76852377 76852491 ACCTAAAGGCAAGCCGTGAT GTGTCCTCCTCAGGATAGCG 239

Ai07B17581 Araip.B07 17581 c (T)10acgtcatgcagacactcgctctttaaatgacgctaacctaaggaggacacctaaaggcgagtcgtaaaggcctcatcatcggcagggtcctctgg(T)10115 76856456 76856570 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 229

Ai07B17600 Araip.B07 17600 c (T)10acatcgtgctgaccctcgttctttaaaagacgctatcccgaggaggacatctaaaggcgagcagtaatggcctcaccttcagcaggctcttctgg(T)10cag(T)10128 76878778 76878905 GGTTGGTTCAATCAAGGGAA GCCATTACGACTCGCCTTTA 242

Ai07B17601 Araip.B07 17601 c (T)10acgtcgtgcagaccctcgttctgtaaatgacgctatcctaaggaggacacctaaaggcgagtcgtaatggcctcatcttcggcaggctcctacgg(T)10115 76879115 76879229 TGTTATCCCGAGGAGGACAC ATTACGGCTCGCCTTTAGGT 258

Ai07B17625 Araip.B07 17625 c (T)10cactacgtgctgaccctcattctttaaatgacgttatcccgaggaggacacctaaaggcgaaccgtaatggactcatcttcggcaggaacctccgg(T)10116 76903271 76903386 CGTGATGACCCTCGTTCTTT CCTCGGGATAGCGTCATTTA 273

Ai07B17665 Araip.B07 17665 c (T)12acatcgtgctgaccctcgttctttaaatgatgctatcccaaggaggactcctaaaggcgagccgtaatggtctcatcttcggtagggtcctccag(T)11118 76918449 76918566 ACCTAAAGGCGAGCCGTAAT CCCCGAGATAGCGTCATTTA 218

Ai07B17680 Araip.B07 17680 c (T)13ag(T)10 25 76971221 76971245 TAAATGACGCTATCCCGAGG ATTACCGCTCGCCTTTAGGT 164

Ai07B17684 Araip.B07 17684 c (T)10acgtcgtgcagaccgtcgttctttaaatgacgctatcctaaggaggacacctaaagccgagtcataatggcctcatcttcggcaggctcctccg(T)10114 76977111 76977224 GGCCTTATCATCCGGTTTTT CCTCGGGATAGCGTCATTTA 183

Ai07B17685 Araip.B07 17685 c (T)11actacgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccg(T)10115 76977784 76977898 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 268

Ai07B17687 Araip.B07 17687 c (T)11actacgtgctgaccctcgttccttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcttcggtatgctcctccgg(T)10116 76979293 76979408 ACCTAAAGGCGAGCCGTAAT TAGGTGTCCTCCTCGGGATT 228

Ai07B17700 Araip.B07 17700 c (T)10gg(T)10 22 76997804 76997825 GGAGGACACCTAAAGGGGAG CCTCGGGATAGCGTCATTTA 273

Ai07B17704 Araip.B07 17704 c (T)10acgtcgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggggagccgtaatggcctcatcttcggcaggctcctctgg(T)10115 76999007 76999121 TAAATGACGCTATCCCGAGG GCCATTACAGCTCGCCTTTA 270

Ai07B17708 Araip.B07 17708 c (T)10cgg(T)10acgccgtgctgactcgcgttctttaaatgacgctaacccgaggaggacacctaaaggagagccataatggcctcatcttcggcaggctcctccgga(T)10129 77000011 77000139 GGAGGACACCTAAAGGGGAG CCTCGGGATAGCGTCATTTA 236

Ai07B17713 Araip.B07 17713 c (T)10actacgtgttgaccctcgcctcattaaatgacgcacacctaaaggcgagccgtaatggcctcaactgcggcagactcctacggttttcttttctga(T)10116 77001573 77001688 CCTCGCTCTTTAAATGTCGC TATGGCTCGCCTTTAGGTGT 261

Ai07B17751 Araip.B07 17751 c (T)11acgtcgtgctgactctcgttctttaaatgacgctaacccgaggaggacacctaaaggggagccataatggcctcatcttcggcaggctcctccgg(T)11actacgtgttgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgatccgtaatggcctcatcttcagcaggctcctccgg(T)11223 77013552 77013774 TTTTCATTAGGCTCCTCCGA AAAGAACAAGGCTCAACACG 279

Ai07B17753 Araip.B07 17753 c (T)10cgg(T)11acgccgtgctgactcgcgttctttaaatgacgctaacccgaggaggacacctaaaggagagccataatggcctcatcttcggcaggctcctccgaa(T)11131 77022837 77022967 GGAGGACACCTAAAGGGGAG CCTCGGGATAGCGTCATTTA 238

Ai07B17757 Araip.B07 17757 c (T)11acgtcgtgctgactctcgttctttaaatgacgctaacccgaggaggacacctaaaggggagccataatggcctcatcttcggcaggctcctccg(T)12117 77044009 77044125 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 219
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Ai07B17761 Araip.B07 17761 c (T)11acgtcgtgcagaccatcgctctttaaatgatgctatcccgaggagggcacctaaagtcgagctgtaatggcctcatcttcggcaggctcctcca(T)11116 77049491 77049606 TAAATGACGCTATCCCGAGG CATTTAAAGAACGAGGGGCA 235

Ai07B17770 Araip.B07 17770 c (T)12gg(T)10 24 77054294 77054317 TAATTGACGCTATCCCGAGG TACGGCTTGCCTTTAGGTGT 265

Ai07B17778 Araip.B07 17778 c (T)11cgg(T)10aaagtcgtgttgacactcgttccttaaatgaccctatcccgaggaggacacctaaaggcgagctataatggcctcatcttcggcaggctcctccag(T)10130 77076855 77076984 AAAAACAATGCCAAAAAGCG TGTCCTACTCGGGATAGCGT 278

Ai07B17792 Araip.B07 17792 c (TC)7atttccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)789 77084555 77084643 TCGAAAATCACAACTCTTTTTCA GTTCTTGTCCTTGCTCCTGC 263

Ai07B17793 Araip.B07 17793 p3 (TTC)5 15 77086273 77086287 TCTTCTTGGCCGAATACACC GCTTTTGTCTTCCCTTTCCC 200

Ai07B17794 Araip.B07 17794 c (T)10cactacgtgctgaccctcattctttaaatgacgctatcccgaggaggacacctaaaggcgggccgtaacggcctcatctttggcaggcacctccag(T)10116 77087892 77088007 TGATGATAAGGAGACATTCGG ATGAGGCCATTATGACTCGC 236

Ai07B17798 Araip.B07 17798 c (T)10g(T)10 21 77090014 77090034 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 161

Ai07B17810 Araip.B07 17810 c (T)10acgtcgtgcagacccccattctttaaatgacgctatccctaggaagacacctaaagccaagccatagtggcctcatcttcggcaggcacctccga(T)10115 77096977 77097091 TAAATGACGCTATCCCGAGG AGAACGAGGATCAGCACGAT 240

Ai07B17815 Araip.B07 17815 c (T)10actacgtgctgatcctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatattcggcaagctcctccgg(T)11116 77100121 77100236 ACCTAAAGGCGAGCCGTAAT CTGCCGAAGATGAGTCCATT 257

Ai07B17821 Araip.B07 17821 c (T)11gg(T)11 24 77101899 77101922 GCTCCTCCGGTTTTTATTCC GGCATAGCGCCATTTAAAGA 190

Ai07B17823 Araip.B07 17823 c (T)10cgg(T)10 23 77102920 77102942 TTTCGTTTTACGTCGTGCAG CCTCGGGATAGCGTCATTTA 273

Ai07B17830 Araip.B07 17830 c (T)10ctacgtgctgaccctcgttctttaaatgacgctatccggaggaggacacctaaaggcgagccgtaatggcctcatcttcggtaggctcctccgg(T)10114 77104625 77104738 CGAGAACGACACCTAAAGGC TGTCCTCCTCGAAATAGCGT 231

Ai07B17847 Araip.B07 17847 c (T)11gg(T)10 23 77113861 77113883 ACCTAAAGGCGAGCCGTAAT GTTTTCCTCCTCGGGATAGC 239

Ai07B17854 Araip.B07 17854 c (T)11cgg(T)11aacgtcgtgctgaccttcgttctttaaatggcggtatcccgaggaggacacctaaaggcgagccgtaatggactcatcttcggtaggctcttccgg(T)10131 77115384 77115514 GTGCAGACCCTCGTTCTTTC GTCGTCCTCAGGATAGCGTC 280

Ai07B17897 Araip.B07 17897 c (T)10acatcctgcagaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggctagtcgtaatggcctcatcttcggcaggctcctccg(T)10114 77130377 77130490 CGCTATCCTGAGGAGGACAC GCCATTACGACTCGCCTTTA 270

Ai07B17898 Araip.B07 17898 c (T)10cgg(T)11 24 77130595 77130618 CGCTATCTCGAGGAGGACAC AATGAGGCCATTACAGCTCG 280

Ai07B17901 Araip.B07 17901 c (T)10actacgtgctgaccctcattttttaaatgaccctatcctgaggaggacacctaaaggcgagccgtaatggcctcatcttcagcaggcacctctgg(T)10115 77132602 77132716 GAGCCGTAATGTCCACGTCT TTAGGTGTCCTTCTCGGCAT 221

Ai07B17906 Araip.B07 17906 c (T)10ctg(T)12 25 77133404 77133428 TTTTAAGGTCGTGCTGACCC CCTCGGGATAGCGTCATTTA 168

Ai07B17931 Araip.B07 17931 c (T)12gggttttttttcgg(T)2753 77148910 77148962 ACACTTAAAGGCGAGCCGTA CCTCGGGATAGCGTCATTTA 248

Ai07B17934 Araip.B07 17934 c (T)10cg(T)10 22 77152816 77152837 TAAATGACGCTATCCCGAGG CATTTAAAGAACGAGGGGCA 123

Ai07B17938 Araip.B07 17938 c (T)10actacgtgctgacccttgctctttaaatgacgctatcccgagaagaacacctataggggagccataatggcctcatcttcggcaggctcttccg(T)10114 77158963 77159076 ACCTAAAGGCGAGCCGTAAT TTTAAAGAACGATGGTCGGC 188

Ai07B17951 Araip.B07 17951 c (T)10acgtcgtgctgcccctcgttctttaaatgagactatcccatggaggacacctaaaggagagccgtaatggcctcatcttcgccaggctccactag(T)10115 77174794 77174908 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 205

Ai07B17959 Araip.B07 17959 c (T)10acgacgagctgaccctcgttctttaaatgatgctatcccgaggaggacgcctagagacgagccgtaatggcctcatcttcagcaggctcctccgg(T)10115 77179602 77179716 GCCACCTCTTCGACAATCTC GGGTCAGCAGGACGTAAAAA 177

Ai07B17975 Araip.B07 17975 c (T)10c(T)10 21 77214326 77214346 TAAATGACGCTATCCCGAGG TACGGCTTGCCTTTAGGTGT 159

Ai07B17978 Araip.B07 17978 c (T)10cg(T)11 23 77216132 77216154 AACCGTAATGGCCTCAACTG CATTTAAAGAACGAGGGGCA 204

Ai07B17991 Araip.B07 17991 c (T)12aacgttgtgaagacacctcgtcctccaatttttttttccgg(T)1063 77223450 77223512 TAATTGACGCTATCCCGAGG CTACCGAAGATGTGGCCATT 231

Ai07B17993 Araip.B07 17993 c (T)10cactacgtgctgaccctaattctttaaatgacgctatcctgaggaggatacctaaaggcaagctgtaatggcatcatcttcggcaggctcctccgg(T)11117 77224062 77224178 CCTCGCTTTTTAAATGACGC ATTACGGCTCGCCTTTAGGT 278

Ai07B17998 Araip.B07 17998 c (T)10gttgg(T)10 25 77225496 77225520 CTGTCTTGGGATGGACACCT CCTCGGGATAGCGTCAATTA 131

Ai07B17999 Araip.B07 17999 c (T)10gttgg(T)10 25 77225732 77225756 TAATTGACGCTATCCCGAGG TACGGCTCGCCTTTAAGTGT 279

Ai07B18002 Araip.B07 18002 c (T)10gttgg(T)10 25 77227535 77227559 ACCTAAAGGCGAGCCGTAAT ACCATAGGAGCATGCCAAAG 273

Ai07B18015 Araip.B07 18015 c (T)10acgttgtgctgaccctcgtcgttttttttacg(T)1052 77232546 77232597 GGAGGACACCTAAAGGGGAG CCTCGGGATAGCGTCATTTA 278

Ai07B18022 Araip.B07 18022 c (T)10cctttttttttacatcatgctgaccctcgttcccgaggaggacacctaaatgggagccgtaatggcctcatcttcggcaggctcctccgcg(T)10111 77238205 77238315 ATTAAAGGCGAGCCGTAATG CCTCGGGATAGCGTCAATTA 212

Ai07B18030 Araip.B07 18030 p3 (AAG)5 15 77242417 77242431 CCCCTAATGAAAATGGGGTT AAGTTTGATACTTGGAGGGGG 263

Ai07B18032 Araip.B07 18032 p3 (GAA)5 15 77250073 77250087 CCCCTAATGAAAATGGGGTT AAGTTTGATACTTGGAGGGGG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18036 Araip.B07 18036 c (T)14actttgtgctgaccatcgttctttaaaagacgctatcccgaggagaacacctaaaggcgagtcgtaatggcctcatttttggcaggttcatccgg(T)11120 77254107 77254226 TCGTACAGACCCTCGCTCTT TGTCCTCCTCAGGATAGCGT 261

Ai07B18038 Araip.B07 18038 c (T)10g(T)10 21 77255659 77255679 TAAATGACGCTATCCCGAGG AGGACGAGGGTCAACACAAC 231

Ai07B18041 Araip.B07 18041 c (T)10cgtcatgccgaccatcgttctttaaatgacgctgtcccgggatggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10acgtcgtgccgatcatcgttctttaaatgacgctgtcccgggatggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10gttg(T)10233 77256797 77257029 CTCATTTTCGGCAGGCTC AGGACGAGGGTCAACACAAC 279

Ai07B18051 Araip.B07 18051 c (T)10actacgtgctgaccctcattctttaaatgacgctatcccgaggaggacacctaaaagcgagccataatgccctcatcttcgaaaggcaactcgg(T)10114 77286924 77287037 ACCTAAAGGCGAGCCGTAAT GAGCGTGAGCACGATGTAAA 200

Ai07B18071 Araip.B07 18071 c (T)11acgtcgtgcagaccctcgctctttaaatgacgctatcccgaggagaacacctaaaggcgagctgtaatggcctcatcttcgtcaggctcctccg(T)10actacgtgctgaccctcgctctttaaatgacgctatcccgaggaggacacctaaaggctagccgtaatggcctcatcttcggcaggctcctacgg(T)12222 77314406 77314627 ATCTTCGACAGGCTCCTCC GGTCAGCGCGACGTAAAA 280

Ai07B18077 Araip.B07 18077 c (T)11ccg(T)10 24 77324676 77324699 GAGGACACGTAAAAGCGAGC CCTCGGGATAGCGTCATTTA 235

Ai07B18088 Araip.B07 18088 c (T)11gg(T)10 23 77333581 77333603 AATGGCCTCATCTTCAGCAG GGAAAAGAAAACCGGAGGAG 273

Ai07B18089 Araip.B07 18089 c (T)11acgtcgtgcagaccctcgctctttcaatgacgctatcccgaggaaaacacttaaaggcgacccgtaatgtcctcatcttcagtaggttcctccgg(T)11acgtgctgaccctcgctctttaaatgacgctatcctgaggaggacacctaaaggcgagccgtaatggcctcattttcggtaggctcctccga(T)10219 77334060 77334278 CTTCGGTAGGCTCCTCCTTT CGAGGGTCAGCATGATGTAA 277

Ai07B18094 Araip.B07 18094 c (T)10atgttctgctgcccctcgttttttaaatgatgctatcacgaggaggacatctaaaggcgagccgtaatggtctcatcttcggcaggttcctccgg(T)10115 77336314 77336428 GAACACCTAAAGGCGAGCTG TTTAAAGAACGATGGTCGGC 248

Ai07B18167 Araip.B07 18167 c (T)10cgattttttttacgacgtgctgaccctcg(T)1049 77379869 77379917 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 199

Ai07B18189 Araip.B07 18189 c (T)11acgttgggcagaccctcgctctttaaatgacgctattccgaggagaacatctaaaggcgaactgtaatagcctcgtcttcggcaggctcctccgg(T)10116 77405043 77405158 GCCGTAATGGCTTCATCTTC AATCAGAAGAGCCTGCCAAA 259

Ai07B18208 Araip.B07 18208 c (T)10actatgtgctgaccctcgctctttaaatgatgttatctcgaggagaacacctaaaggcgagctgtaatagcctcatcttcggcagactcctccga(T)10actatgtgctgaccctcgctctttaaatgtcgctatcccgagaggacacctaaaggcgagtcgtaatggcctcatttttgtcaagctcctccgg(T)12221 77413435 77413655 AATAGCCTCATCTTCGGCAG CGAGGGTCAGCAAGATGTAA 280

Ai07B18211 Araip.B07 18211 c (T)12actatgtgctgaccctcgctctttaaatgtcgctatcccgaggtggacacctaaaggcgagtcgtaatgacctcatttttggtaggatccaccgg(T)11118 77416608 77416725 CTTCATCTTCGACAGGCTCC CGAGGGTCAGCATGATGTAA 275

Ai07B18212 Araip.B07 18212 c (T)10cctttttttttacatctaatggcgagccgtcatggcctcatcttcagcaggctcctccg(T)1079 77417052 77417130 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 179

Ai07B18219 Araip.B07 18219 c (T)10acgtcgtgcagaccctcgctctttaaatgatgctatctcgaggagaacacctaaaggcgagctgtaatagcctcatcttcggcagactcctccga(T)10actatgtgctgaccctcgctctttaaatgtcgctatcccgagaggacatctaaaggcgagtcgtaatggcctcatttttggcaagctccttcgg(T)11220 77418281 77418500 GGAGGCTCCTCCGTTTTT AACGAGGGTCAGCAAGATGT 276

Ai07B18220 Araip.B07 18220 c (T)10actatgtgctgaccctcgctctttaaatgtcgctatcccgagaggacacctaaaggctagtcgtaatggcctcatttttggcaagctcctccgg(T)10114 77419289 77419402 GAACACCTAAAGGCGAGCTG AAGAACGAGGGTCAGCAAGA 199

Ai07B18224 Araip.B07 18224 c (T)11actatgtgctgaccctcgctctttaaatgtcgctatcccgaggtggacacctaaaggcgagtcgtaatggcctcatttttggcaggatccaccgg(T)10116 77420761 77420876 AATAGCCTCATCTTCGGCAG ATTACGGCTCGCCTTTAGGT 224

Ai07B18227 Araip.B07 18227 c (T)13actatgtgctgaccctcgctctttaaatgtcgctatcccgaggtggacacctaaaggcgagtcgtaatggcctcatttttggcaggatccaccgg(T)10118 77422587 77422704 ATATCCTCATCTTCGGCAGG ATTACGGCTCGCCTTTAGGT 225

Ai07B18233 Araip.B07 18233 c (T)10acgacatgctgaccctcgttctttaaatgacgctatctcgaggtagacacctaaaggcgagccgtcatggcctcatcttcagcaggctcctccgg(T)10115 77424429 77424543 CGCTATCCCAAGGACACCTA TAAAGAATGAGGGGCAGCAC 224

Ai07B18237 Araip.B07 18237 c (T)10acgtcatgccgaccatcgttctttaaatgacgctgtcccgggatggacacctataggcgagtcgtaatggcctcatcttcggcaggctcctccgg(T)11gttta(T)10131 77429335 77429465 GAGGACACCTAAAGGGAGCC CCTCGGGATAGCGTCAATTA 224

Ai07B18238 Araip.B07 18238 c (T)11actatgtgctgaccctcgctctttaaatgatgctatctcgaggagaacacctaaaggcgagctgtaatagcctcatcttcggcaggctcctccgg(T)11117 77430001 77430117 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 207

Ai07B18240 Araip.B07 18240 c (T)10gttgg(T)10 25 77431255 77431279 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 231

Ai07B18252 Araip.B07 18252 p2 (CT)27 54 77435983 77436036 AAATAATCTCAGCCAAGGCG CATCTGCAACCCAGGAAAAT 214

Ai07B18268 Araip.B07 18268 c (T)10ctttttc(T)11 28 77558771 77558798 TTTAGCCGCTTAGACCAGGA GCAGTGAAACACAAAGCTTGC 179

Ai07B18269 Araip.B07 18269 p2 (GA)6 12 77562625 77562636 AGAGAGAGGGAGAGGGTTCG CCTTTCTCTTTCATCATTTTCG 261

Ai07B18271 Araip.B07 18271 p2 (GT)7 14 77586089 77586102 TCTTCTCCTCCCTCACTCCA CCCTTGGCCCAACATAACTA 101

Ai07B18272 Araip.B07 18272 p2 (GT)7 14 77592690 77592703 TCTTCTCCTCCCTCACTCCA CCCTTGGCCCAACATAACTA 101

Ai07B18273 Araip.B07 18273 p2 (CT)7 14 77596943 77596956 AATGGTGCAGGGATGAGAAG GGGTAGGGTTCGTGTGAAGA 203

Ai07B18275 Araip.B07 18275 p3 (ACC)5 15 77605891 77605905 CGAGGACGACAAGGAGGTTA CGAGATGTCGCAGGATACAA 263

Ai07B18276 Araip.B07 18276 p2 (AT)7 14 77612193 77612206 AGTTTGGGTGCTACGCTTGT ACGCACACACACACACACAC 280

Ai07B18277 Araip.B07 18277 c (AG)21(TG)11c(GT)779 77612351 77612429 GGGGAATAAAACCACCTCAAA TCTTAACAGTAGCCAGTGCCA 243

Ai07B18278 Araip.B07 18278 c (TGCG)8t(GTGCGC)5gtgcgtgtgcgtgtgc(GT)691 77612645 77612735 GCGACCTTGCTGACAGAGAT GGGCTAAGGTAAGGGTGAGG 275

Ai07B18279 Araip.B07 18279 c* (AT)9(TATT)7* 43 77623951 77623993 TGGGAAACCTATTGGGAACA GTCCCATGTGCATTGCTTTA 248

Ai07B18281 Araip.B07 18281 c (T)10ggtgactaaaaaaaaagatatgtcttaaaataaaagatatttgtaagaaaataaaat(A)1077 77635619 77635695 TTGAAAAAGATGTGGGTGAGG TTCCTTATCTCCTCTTACCTAGCTT 235
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Ai07B18282 Araip.B07 18282 p3 (AGA)5 15 77668482 77668496 CCTATGACTCGGAGGTGGAA CCGAATACACACATCCCTCC 209

Ai07B18283 Araip.B07 18283 p3 (ATT)5 15 77690261 77690275 AAATTGTTTGCTCCAATGGC CAAGAAGAGGAGATGGCAGC 128

Ai07B18289 Araip.B07 18289 p2 (AG)6 12 77706887 77706898 TGAAATTTTAAAAACTAAGAGGTTGGA TTCGAAATTTTCTTATCTTATCTTTGA 275

Ai07B18290 Araip.B07 18290 p2 (TA)26 52 77713275 77713326 GCCTAGGTGCCAGCTTAGAG CACAAGCAGTCAACAACATTCA 197

Ai07B18291 Araip.B07 18291 p2 (TA)6 12 77717569 77717580 TTTGATGACGTTCCACCTGA CACAAGCAGTCAACAACATTCA 265

Ai07B18292 Araip.B07 18292 p2 (CT)13 26 77718483 77718508 CCTATCCGTCAAGAGAGGCA GGCTATGGCATCGAGAGAAG 203

Ai07B18293 Araip.B07 18293 p3 (TTG)5 15 77718996 77719010 CCATCCCAATTCTCCTTCCT ACCTTCATCCATTTTGCTGC 259

Ai07B18296 Araip.B07 18296 c (A)11ttttcaaaaatttctcctttgttttcg(A)1048 77743072 77743119 TGCCTGAGATCACAATTTCG CCAGCCAGGATTCAACAAAT 261

Ai07B18299 Araip.B07 18299 p4 (AAAT)9 36 77785890 77785925 TTCTTGCATAAGCATGTTACAAA TTCAAAATTGAAAAGATATGAGAGAGA 227

Ai07B18301 Araip.B07 18301 p2 (AT)6 12 77808330 77808341 GCAATTCCACCACATCAAAA AACCATTGATGCTCAAAGCC 248

Ai07B18308 Araip.B07 18308 p4 (TTTC)5 20 77847160 77847179 CGGTGACTGTGGTAGTGACG TCACGGTTACCCACTCAACA 163

Ai07B18309 Araip.B07 18309 c (CAC)5acccaccaccacccaccacctaccaccatcac(CAT)9ggaatcataagaactcagaaccaga(ACC)5114 77848893 77849006 TTCCCCAAAATCATGAAAGC TTGGTTGGTGTGATGCAGAT 202

Ai07B18310 Araip.B07 18310 p3 (ATC)5 15 77849153 77849167 AGAACCGAACCCAGAACTCA TTCTTACCACTGACCCCACC 254

Ai07B18312 Araip.B07 18312 c (TCT)6tccgccatacccgccgcactaccgcccgtcgccgcctgcttcttcttg(TTC)6cgccatacctgccgcaccaccgcccgccgccgcctcttcttcatta(TTC)8154 77850344 77850497 ACGAGTTCACCGCCACAC TTTCGAAATTGATTGAAATTTGTT 278

Ai07B18313 Araip.B07 18313 c (A)10tttcaaaaatttctcctttgttttcg(A)1046 77856516 77856561 TCGAGTTTGGACAACTGACG TTGAAACCCCAGTCCAAAAG 257

Ai07B18315 Araip.B07 18315 p3 (TTC)5 15 77861553 77861567 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai07B18316 Araip.B07 18316 c (TA)8(T)10 26 77876215 77876240 TACTTTGGGCCATTTTGTCC TTGGGAATTGGGTACATGCT 192

Ai07B18318 Araip.B07 18318 p3 (AGA)5 15 77926184 77926198 CTAGAGGTTTCTCCGGCCTT CTCTATATGGCCGAACCCAA 266

Ai07B18319 Araip.B07 18319 p2 (AG)7 14 77926494 77926507 ATAGGTGAGGGGTTTTTGGG CAGAAAAGGGCAAGAAGCTG 236

Ai07B18320 Araip.B07 18320 p2 (TA)9 18 77941695 77941712 TGAACTTGACTTTGGGGCAT GGGTATGGGAAACTTGGGAT 265

Ai07B18323 Araip.B07 18323 c (TA)13ttctttc(T)11 44 77973570 77973613 TGTGGCATTTTGTTCCCTTT TTGGAAACATTGGTTGGGAT 213

Ai07B18325 Araip.B07 18325 p3 (AGA)6 18 77983509 77983526 CTGGCCTTAGGTTCCATCAA CAAAATCTCTTTCCCACCCA 188

Ai07B18326 Araip.B07 18326 c (T)16gaaaaaggttagtaattttcgaaattttaaaatcaaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggagatattttcgaaaatt(AG)7129 77986416 77986544 TCGGATTTTTGGTGAGATGA TGTTTCTTATCTTTTTCAAAACTACCT 279

Ai07B18328 Araip.B07 18328 p2 (AG)7 14 78004595 78004608 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 227

Ai07B18330 Araip.B07 18330 c (T)10cgt(A)13 26 78027338 78027363 GCGTACCACTAACCAGCAAG GCATTGCATTGCATGAGTTT 278

Ai07B18331 Araip.B07 18331 p3 (TGT)7 21 78032299 78032319 GGTGAGGTGCTCTGTAAGGC AGGGTACAATCAAGGTGGCA 176

Ai07B18332 Araip.B07 18332 c (A)10tcaaaagaagaaaaaagcataagtacccaactcggaacc(A)1059 78040758 78040816 CAACCTTGCAAGAGTCGTCA GGGATGTCACCCTCGTCTTA 229

Ai07B18333 Araip.B07 18333 p3 (ATT)20 60 78044318 78044377 TTGGGGTAATTTTGTCCCCT GAACTGTGCGAACTTGGGTT 237

Ai07B18334 Araip.B07 18334 p2 (TA)6 12 78046211 78046222 TGCACAGCTCTTGCGTAACT CACAAGCCATCATGACAAGG 206

Ai07B18336 Araip.B07 18336 p4 (TTTA)6 24 78067712 78067735 GACATGGCATCCTATGCTGA TGCATACTGGCTTCATCCAT 273

Ai07B18337 Araip.B07 18337 p6 (TGTATC)5 30 78069349 78069378 TGCATTGGAGAATCTTTCACA CTTCAATCAGCCCAGGTCAT 127

Ai07B18339 Araip.B07 18339 p2 (AT)8 16 78083776 78083791 TAACATCCGGTTGCCCTAAG TGCGGCTAGTTCCCTATGAT 210

Ai07B18340 Araip.B07 18340 p2 (TA)32 64 78098957 78099020 TGCTATGGGCATTTTAACCC GCTTGGGAATCGGGTATTTT 228

Ai07B18342 Araip.B07 18342 p4 (ATTT)5 20 78143855 78143874 TGATTGCTTAGATTAGGCGTTTT TGCAGAGAACTCCCAGTAAGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18343 Araip.B07 18343 p2 (TA)6 12 78152394 78152405 GTTTACCTTGGGGGCATTTT CCCTGCACTCAAAGTGGATT 102

Ai07B18345 Araip.B07 18345 p3 (AAT)5 15 78153732 78153746 GTTCTTGTCCTTGCTCCTGC CCCCCTCTTTTCTTCCACTC 120

Ai07B18346 Araip.B07 18346 c (T)10aaaataaaaaataaaaataaaaataattagttaattaaaaagaaaattttgaaaaagaggaaagatattttctaaaatt(AG)6101 78153989 78154089 TGGGAGAGAGGGAATTTTCG CCTCTTATCTTTTCAAAATTTGTTTCA 272

Ai07B18349 Araip.B07 18349 p2 (CT)7 14 78156693 78156706 TCTTGTGATTTCTTATGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 280

Ai07B18352 Araip.B07 18352 p6 (AAAAAT)5 30 78205103 78205132 GGAAAGATTCTGGGAACAAGG TTGGGGTAATTTTGTCCCCT 228

Ai07B18353 Araip.B07 18353 p2 (AT)6 12 78205367 78205378 GGGGACAAAATTACCCCAAT TGGGGTTAAGGTAAGGGTAAGG 246

Ai07B18354 Araip.B07 18354 p2 (AT)6 12 78211326 78211337 ATACCAAGTTTTTGGCACCG TGGGACTCAAAAGGCTCCTA 278

Ai07B18357 Araip.B07 18357 p2 (TC)6 12 78234330 78234341 TCCCTTTTCTTCCTTCTTCCA TTGCCAAACAAGTCCTTAACAA 267

Ai07B18359 Araip.B07 18359 p4 (TAAC)5 20 78248776 78248795 TCAACAAAGGAACTCAAAACCA CCCTTCTTCAACCATCATCC 269

Ai07B18361 Araip.B07 18361 p2 (CT)6 12 78275640 78275651 TTGGTGCAGGGATGAAAAAT GGGTAAGGTTCGGCCATTAT 246

Ai07B18366 Araip.B07 18366 p2 (TA)8 16 78380832 78380847 CAATATTCGGTGATCCAGCC GACGACCTTCCACCTTTTGA 263

Ai07B18370 Araip.B07 18370 p3 (GAA)5 15 78390469 78390483 GCCTCTCCTCCCTTTGAGTC CTTGTCCTCAAGCAAGGGAA 257

Ai07B18374 Araip.B07 18374 c (TA)7ttc(T)10 27 78403473 78403499 CCCATTCTTCACTTTTCCACA TTGGCTGGGATAAAAAGGTG 273

Ai07B18375 Araip.B07 18375 p3 (TCC)5 15 78408541 78408555 CATGAAGGGCAGAATGAGGT CCATTGACTTGACCATCGTG 182

Ai07B18377 Araip.B07 18377 p2 (CT)6 12 78428699 78428710 ATGCATCCATTCAGGAGAGC GGAACATTAAACCTGGGATTG 146

Ai07B18379 Araip.B07 18379 p2 (GC)6 12 78442152 78442163 GCAACAAAAATAATCCGCGT GGAGAATGCCCTGTTTTTCA 240

Ai07B18383 Araip.B07 18383 p2 (GC)6 12 78481560 78481571 GGAGAAAAACAGGGTGCAAA TAAAACCCGAGAGTTGTGCC 248

Ai07B18384 Araip.B07 18384 p3 (AAT)6 18 78492993 78493010 AACATGTACCAGGAGGGCAG GTGATGAGCGGATAAAGGGA 229

Ai07B18385 Araip.B07 18385 c (A)10gaaagaagc(A)10gaaaaaaaag(A)1049 78498267 78498315 GATGCATGAATGAATGGTGC TGCTCAAAGACTTGGACCCT 246

Ai07B18389 Araip.B07 18389 c (CG)6ccatgcgtgcttgggcgcggatgcaacaaaaataatccgcgcgtgcgcgccttgcatgcttgggtgcggatgcaacagggacaatcg(GC)6111 78520278 78520388 GGAGAAAAACAGGGTGCAAA CAAGAGTTGTGCCCACTTGA 243

Ai07B18390 Araip.B07 18390 c (A)10gaaagaagc(A)1029 78532436 78532464 TGAAGCAAGAAAAAGCAGCA CTCAAGCTTTTCACATGGCA 230

Ai07B18393 Araip.B07 18393 p3 (TTC)5 15 78550810 78550824 TGCCCCCTTTATCTTCTCCT GGTGGTGCTAAGGTGGGTTA 274

Ai07B18398 Araip.B07 18398 p3 (TTC)5 15 78592667 78592681 AGACAAGGTTCAAGGGGGAT AGGAGCAGAGGAACGAGTGA 257

Ai07B18399 Araip.B07 18399 p2 (AG)6 12 78593460 78593471 ATCTGTCATGGAGCCACCTC AACCAAGGATGGAGCAACAG 171

Ai07B18400 Araip.B07 18400 p3 (AGA)5 15 78600145 78600159 AGCAATGCTTTTTCCACACC AGGATCCCCTCAGGATCTGT 204

Ai07B18401 Araip.B07 18401 p2 (TA)6 12 78604417 78604428 TGTAGCCTTAGGTCCCTCTTTTT GGCTGCTAATTTATTATGGCAA 273

Ai07B18403 Araip.B07 18403 p2 (TG)8 16 78608833 78608848 TCTTCTTCCCATTCTCCCCT TCAATTCGAGGAACCCTCAC 258

Ai07B18406 Araip.B07 18406 c (CTT)18cgcgttcctcctcctcctcattctcctccttctttttcgcgttcgttcttctacacgtgttttttccttatcttcattctt(TTG)5150 78615768 78615917 TCAAGCAATTTTTGGTCACG TGCTTCTTCATCAGGGAGAGA 271

Ai07B18407 Araip.B07 18407 c (AAG)22(ATG)6 84 78616551 78616634 TCAGATTCAGAACACCTGCG GACTCCATATGAGGCAGCGT 242

Ai07B18410 Araip.B07 18410 c (TA)10ttttctcttttttttctttt(TTA)5tttttttttatataaaagtaaacataacatatcaatgcacatgga(T)10110 78628062 78628171 AATCCCCACTTTTGCATCAC TGTGAATATTGGGAATTTGGG 269

Ai07B18412 Araip.B07 18412 p2 (AT)6 12 78636246 78636257 TTCGAAAATTTGGATTGACTTTT CATTAATTGATGATGTGATTTTCG 243

Ai07B18413 Araip.B07 18413 p2 (CT)6 12 78636641 78636652 TGATTTTCAAATCTTTTTCAACTGAC GAGAGAGAGAGGGGATTTTCG 235

Ai07B18414 Araip.B07 18414 p2 (CT)6 12 78636790 78636801 CGAAAATCTCTACCCTCTTTTCAA TCGAATTTGGGTGAGATGAA 198

Ai07B18416 Araip.B07 18416 c (A)13taaatagcgaaag(A)1137 78640237 78640273 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGTT 279
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Ai07B18421 Araip.B07 18421 p2 (AG)6 12 78693839 78693850 ATGGATGGATGTGGATTGGT AGGGCAAGAAGCTGGTGTTA 279

Ai07B18427 Araip.B07 18427 c (TC)8(TA)8 32 78724201 78724232 GGGATCGACCTCACTCAAAG TGAGATAAGTCAACCGGGCT 253

Ai07B18429 Araip.B07 18429 p4 (GTTA)5 20 78727266 78727285 CTTCTTTCCCTCCTCCAACC CAATCAATCAACTCAATCATCCA 163

Ai07B18433 Araip.B07 18433 p2 (AT)14 28 78760495 78760522 CGATCTCATTCGAACTTTGG TGATTTTTGGAAAGGTTTTGA 280

Ai07B18434 Araip.B07 18434 p2 (CT)7 14 78769275 78769288 AATCACCGTTCACAACAGCA AGAGAGAGCGATGTGGAGGA 279

Ai07B18443 Araip.B07 18443 p2 (AG)6 12 78835174 78835185 AGGGTATTTGGGGAAGGATG GGCACTATTCTGGGCGTTTA 275

Ai07B18444 Araip.B07 18444 p4 (TATC)5 20 78857688 78857707 TCATCAATTCCCCCACACTT CTTGCTCGGCCCTATATGAT 223

Ai07B18446 Araip.B07 18446 p2 (TA)7 14 78863974 78863987 TTTCACCACATATGCAATGATCT GTGCCAATTAAGAGTGGGGA 254

Ai07B18448 Araip.B07 18448 p4 (CAAA)5 20 78905411 78905430 CTTCTTGGCTCGACGATAGG TTGGGAAAGTCTGGATGAGG 277

Ai07B18450 Araip.B07 18450 p3 (TCT)5 15 78912785 78912799 ATCGCGTCACCCCATTATC GTTGCTGCTGTTAGGGGGTA 279

Ai07B18452 Araip.B07 18452 p2 (TA)11 22 78916988 78917009 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 228

Ai07B18457 Araip.B07 18457 p2 (AG)7 14 78991315 78991328 GTGGGGATCTATGGTGGATG TCAAGGGGGCATTTACACTC 256

Ai07B18458 Araip.B07 18458 c (CG)6ccatgtgtgcttatgcgtggatgcagcagatacaatccgcacgcgcgcgccatgcgtgctcacgcgcggatgtggtagggacaatcg(GC)6111 78997730 78997840 GGAGAAAAACAGGGTGCAAA TAAAACCCGAGAGTTGTGCC 250

Ai07B18459 Araip.B07 18459 p2 (CT)6 12 79001910 79001921 TGTTCATCAACATAAGAGAAAGCA TGCTATTGAACCCAAGGATTG 277

Ai07B18460 Araip.B07 18460 c (GAA)5attcgaacacac(AG)639 79015686 79015724 TCCTTTCAGGTTCAGGATCAG TCTCTCCCTCTCTCATCTCTTTC 274

Ai07B18462 Araip.B07 18462 c (A)10gagaaaagacaagaaaagaaaagaaaagaaa(AT)653 79044439 79044491 TTGTTGAAAATATTGGGAAGTGG TGGGGCATTTTGTCTCTTTT 259

Ai07B18463 Araip.B07 18463 p2 (AT)6 12 79045040 79045051 GCTCAATTCTTTGTTCCCGA GGCCAAGAGCAATTCAATCT 161

Ai07B18469 Araip.B07 18469 p2 (AT)8 16 79068695 79068710 TAGACACTCCGAGAATGCCC GGGCATCGCACTGTTAATTT 258

Ai07B18470 Araip.B07 18470 c (T)11cattctattttttttcaataacataatatac(A)1052 79078512 79078563 TCTTCTTGGGGCATTTTGTC TGTGGGAAGTTTGGGAACAT 217

Ai07B18473 Araip.B07 18473 p2 (TC)6 12 79091036 79091047 CCTCTCTTTCTCCCTCCCAC AGGGTAGCATGGGAAGAGGT 212

Ai07B18474 Araip.B07 18474 p2 (AG)7 14 79102767 79102780 GTTCTTGTCCTTGCTCCTGC TCACTCACCAAAAATCCGAA 165

Ai07B18475 Araip.B07 18475 p2 (AG)6 12 79103008 79103019 TTTTGGTGAGTGAAGAAGAGAGG CCAACTTTTTGTTTGTTTCTTATCTTT 278

Ai07B18477 Araip.B07 18477 p5 (AAAAT)5 25 79110760 79110784 TAGATGCTTCTTTTGGGCGT GCAACCCAGCCATTAGAAAA 222

Ai07B18478 Araip.B07 18478 p5 (AAGAT)5 25 79135647 79135671 AGCCCATGCCTACAGAGAGA TTGGACTGATTACGCTGCTG 267

Ai07B18479 Araip.B07 18479 p5 (AAGAT)5 25 79146644 79146668 CAGCCCAAGCCTACAGAGAG TAATCCTTTGTCACCGGAGG 250

Ai07B18480 Araip.B07 18480 c (TA)6catattttta(T)1234 79164764 79164797 CAAAAGAAAATGGAAGAAAGGG CATGATCCCAACTGCACAAG 266

Ai07B18481 Araip.B07 18481 p2 (GT)7 14 79187931 79187944 ACAACAGGGTTAGCGAGAGC AATTTTAAAGGTTTGGCCCG 273

Ai07B18482 Araip.B07 18482 p2 (AG)6 12 79193743 79193754 GTGGCAAAATTCGAAACCAG AAGAACCTGGGATTGAGAGTCA 240

Ai07B18484 Araip.B07 18484 p2 (AT)6 12 79232395 79232406 TCAGACTTTTCCACAGGACG CCGCCTTCAGATGGAAGTAA 251

Ai07B18485 Araip.B07 18485 p2 (GA)9 18 79236878 79236895 AAAATCAAAGCTCTCCCCTTT AGTGGCAGCGTCTTCTTCAT 248

Ai07B18486 Araip.B07 18486 p2 (AG)6 12 79237081 79237092 ATGAAGAAGACGCTGCCACT AACATGGACAGTGGTGACGA 166

Ai07B18488 Araip.B07 18488 p2 (AG)6 12 79241436 79241447 AAAATGCAGAAACCACTGGG GGAACATTGAACCTGGATTTG 237

Ai07B18490 Araip.B07 18490 p2 (CT)8 16 79261836 79261851 TTTTGTTTGTTTCTTAGCTTTTTCAA ACAAGGGTGAGGAGAGCAGA 248

Ai07B18491 Araip.B07 18491 p2 (TC)6 12 79262002 79262013 TTCGAAAATCACTAACCTTTTTCA CTTGTCTTTGCTCCTGCTCA 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18492 Araip.B07 18492 p3 (TTC)5 15 79264975 79264989 CACCACTCACATCCATCCAC AGAATATTGCTCGCCCTTGA 275

Ai07B18494 Araip.B07 18494 c (GA)6tcgggc(AG)630 79270332 79270361 ATGCATCCGTCATCCTCTTC TCCCTCTCTTCTTCGGGAAT 234

Ai07B18496 Araip.B07 18496 p3 (CTG)5 15 79290954 79290968 CGTCGCATCATATGACGTTC ATTCCTTGGGGTACATGGGT 226

Ai07B18512 Araip.B07 18512 p2 (AT)12 24 79372765 79372788 CAGAAAAACGGACAGAATCTCC TCGTGTGGGTTATGTTATTTTGA 275

Ai07B18514 Araip.B07 18514 p2 (AT)12 24 79380559 79380582 TTTCTAGGACCTTACCCGCA TCCATATGTCACAGGCAGGA 272

Ai07B18516 Araip.B07 18516 p2 (TA)7 14 79396988 79397001 TCCCTTTTGATCACCACACA TGAGAATCTTGGGAATTGGG 250

Ai07B18521 Araip.B07 18521 c (A)10tcataaaatcataaaaacaaatc(A)1144 79427434 79427477 TGCCTAACCCTCAGATTGGA TGAAATTGACACCAAACTTGAAA 212

Ai07B18522 Araip.B07 18522 p2 (CT)6 12 79428489 79428500 TTGATTTTCAAATTTGTTTCAACT TTGAAAAATGGTTAGTGATTTTCG 235

Ai07B18523 Araip.B07 18523 p3 (TTC)5 15 79432086 79432100 CATATGGCCGAACCATAACC CCCTCGAGCAAGAGAAGAAA 171

Ai07B18524 Araip.B07 18524 p2 (AT)7 14 79435470 79435483 GGGGACAAAATTACCCCAAT TGTAATGGGGCCAAGGTAAA 243

Ai07B18525 Araip.B07 18525 p3 (AGA)6 18 79442107 79442124 GCTTCCCTTCCCCTCTTTTA AACCACATCTCCCTCTCCCT 169

Ai07B18526 Araip.B07 18526 c (GAA)5atggag(GA)735 79467076 79467110 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177

Ai07B18527 Araip.B07 18527 p2 (AG)6 12 79469560 79469571 GGGTTCGAATTTGGTGATGT TTTTTGTTTCTTTCGTATCTTTTTCA 264

Ai07B18528 Araip.B07 18528 c* (A)11(AAAAT)5* 32 79482893 79482924 TCGAGTTTGGACAACTGACG TCCCAAAGCAGTTTGGTTATG 271

Ai07B18530 Araip.B07 18530 p2 (CT)6 12 79484265 79484276 TGTTTCTTAACTTTTTCAAAACTACCT AGATGGGGGAGGGAAAAT 280

Ai07B18531 Araip.B07 18531 p3 (TCT)5 15 79486193 79486207 CACACCTCCATCCATCTCCT TGGACCTTGACTTTAACCGC 264

Ai07B18535 Araip.B07 18535 p2 (AG)6 12 79528227 79528238 TGAGATGAGAGAGGGGGAGA TCTTATCCTTTTCAAAACTACCCAA 216

Ai07B18540 Araip.B07 18540 p2 (TA)6 12 79539181 79539192 GCTTGCACTTTTAGCTTATTAAGTTGT TCAATGTGAATCTTAGGATGGC 243

Ai07B18541 Araip.B07 18541 c (TTC)8c(TCT)23 94 79547020 79547113 CAGTCCACCGTCAGATTTCA GGAGGATGTGAGTCGGAAAG 261

Ai07B18542 Araip.B07 18542 p3 (ATT)5 15 79562932 79562946 ACTGACCCACTTGTGCCTCT TGGAAGGATCAACAGAAGCC 232

Ai07B18543 Araip.B07 18543 c (CAC)6tatacctccatcatcatcttctttacataaag(CAA)565 79564753 79564817 ATCCGCATCATTCACCTCTC GACACTGGTGGGTGTCACTG 255

Ai07B18546 Araip.B07 18546 p2 (CT)7 14 79583047 79583060 TGTTTCTTAACTTTTTCAAAACCTCC TGAAAAAGGGGAGAGATATTTTTG 240

Ai07B18547 Araip.B07 18547 c (CT)6cattttcaaaaatatctctcccctttttcaagatttctttttaatttattaattatttcaatat(A)1086 79583212 79583297 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 218

Ai07B18550 Araip.B07 18550 p2 (CT)7 14 79595147 79595160 TGTGATTCCTTGTGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 278

Ai07B18551 Araip.B07 18551 p3 (TCT)6 18 79597610 79597627 CCACAGGATCACCTCAGGAT TCACCCTCGAGCAAAAGAAG 268

Ai07B18559 Araip.B07 18559 p2 (TA)7 14 79632034 79632047 TTCATTGAACTTAACATTTGGGG GGGAACCTTGGTTGATGAGA 163

Ai07B18560 Araip.B07 18560 p2 (AG)6 12 79632721 79632732 CATTATTTCAACCAAGCAGAACA CCTTGCTCCTTACTGATGGC 183

Ai07B18562 Araip.B07 18562 c (AG)9ggagaaagcaacgacgaccgtggtggtcgccggtggtggcatggacgtaggcactgggtgggttgagagagagaggcgagggttgtcgcagggttt(AG)6126 79648765 79648890 GCGGGAATAGGGTAGTACGG GTGTCGCACTTCAGTTTCCA 240

Ai07B18563 Araip.B07 18563 p2 (TA)9 18 79656627 79656644 TGCTTGAGGCAACCTAAGAGA GCCTCAGGGCAACAGATAAA 133

Ai07B18571 Araip.B07 18571 p2 (TG)6 12 79696936 79696947 GCTTGGGAAGATTGAGGTGA TTTTGCCCAAGCTAAAAACG 174

Ai07B18572 Araip.B07 18572 p2 (TG)6 12 79700950 79700961 TCGTCACAAGAAACGCGTAG AATTTTAAAGGTTTGGCCCG 264

Ai07B18575 Araip.B07 18575 c (T)10gaaaaagatttgagaaaaaaagaaatcaa(T)1049 79734769 79734817 GCAATCAAAAAGATATGATTGAAAA TTTTGTTGTTTTTCTCTTTCCTCA 280

Ai07B18578 Araip.B07 18578 p2 (TA)9 18 79746045 79746062 TGCTTGATGCAACCCAGAG GAGATGGCCTCTGCTTAACG 195

Ai07B18585 Araip.B07 18585 p6 (TTCTTT)6 36 79788764 79788799 ACACCTTCACACCACAAGCA ATGTTGGGTTTGGGCATATT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18588 Araip.B07 18588 c (TTAT)5ttaattaaatatttttgttttttttg(T)1157 79797540 79797596 CCCAAAGTTCCCACTTTTTC GGGTACCTACTCATGTGAGACCA 250

Ai07B18591 Araip.B07 18591 p2 (CT)7 14 79872806 79872819 AATGGTGGTGCAGAGGAAAG CAAGTCAAAGGGAAGCAACC 254

Ai07B18592 Araip.B07 18592 p2 (AG)10 20 79876839 79876858 CCCTACCCGTATACGCAAGA ATGATGACGGTGGGACAACT 187

Ai07B18593 Araip.B07 18593 p2 (AT)6 12 79878226 79878237 AGCCTTCACGACAACGAACT AGTGCGGAGCTATAGGAGCA 236

Ai07B18594 Araip.B07 18594 c (AGAA)5aagagaagagaagaaagagaa(AG)857 79889719 79889775 TGGCGCTTCTTATAGCCACT GTGGTTTATCACCCACCACC 183

Ai07B18596 Araip.B07 18596 p2 (AG)6 12 79910104 79910115 ATCCTTTGCTTCACGGTTTG GGCCCAGATCCAAGTACAGA 235

Ai07B18597 Araip.B07 18597 p2 (TA)6 12 79912752 79912763 GACGACCTTCCACCTTTTGA TCCGTGATCCAGCCTTTATT 257

Ai07B18599 Araip.B07 18599 p2 (AG)6 12 79924836 79924847 AAAATAAGAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 201

Ai07B18600 Araip.B07 18600 c (A)10taactttctctctcttc(T)1037 79926253 79926289 TTGCATTGGGGAATTTCTTT GGGAAACCTTTTGGGAACAT 202

Ai07B18603 Araip.B07 18603 c* (AT)7(T)12* 25 79964499 79964523 TTGCTCTTGCCTTTTGGTTT TGGCATTGCTTTTCCTCTCT 275

Ai07B18604 Araip.B07 18604 p3 (CGG)6 18 79972845 79972862 AAACATGGAAACGAAGCCAC GGAGAAGAACGTGTGGTGGT 161

Ai07B18609 Araip.B07 18609 c (A)10gaaaaagcatgttgcaaaagaaaaaaaataataatgcatacgaaaaaaattggcgaaaaaaaag(A)1084 80044212 80044295 GGCCCTTGAAAGAATGTTGA CCTTTTACCCTTGCCATTTG 279

Ai07B18610 Araip.B07 18610 p3 (AGG)5 15 80050381 80050395 TCCTATTTACGCGAACGGAC CCCCTACGGCTGTCAAACTA 210

Ai07B18612 Araip.B07 18612 c (T)10cgcttatga(T)1029 80054796 80054824 ATCCAATGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 198

Ai07B18619 Araip.B07 18619 p3 (TTG)5 15 80120408 80120422 TCTTGTTGCTTGAGGCTTGA CCCGATTTTTGCCAAACTAA 219

Ai07B18622 Araip.B07 18622 p2 (TA)10 20 80141134 80141153 GGAAGCATGCTCACGTAAAA TGACCGAAATTCTCCCACTT 271

Ai07B18623 Araip.B07 18623 p2 (TA)10 20 80144081 80144100 TCAACCTAAGGAAATCGAAAATG TTTCCAAAATTTGTTCTTGGTG 191

Ai07B18632 Araip.B07 18632 p2 (TA)7 14 80195142 80195155 TTTCAAGGTTGTAATGGGGC TAAGGGGACCAAATTACCCC 266

Ai07B18637 Araip.B07 18637 p4 (TTTA)5 20 80207856 80207875 TGCAATAAAAGAAAATGGACGA GATTCTCCCTGCTGTATCCG 255

Ai07B18638 Araip.B07 18638 c (T)11agaagcataaaaacaaaatctaacactctcctaacctataaacattctaaagcaactaaaattcaaatttaacaaaaatctttaag(T)10107 80208284 80208390 GGAGTTGCGGAAGTGCTATC TGATAGGTTGTTGTAGTGTGTTTTGA 272

Ai07B18641 Araip.B07 18641 p3 (CCG)5 15 80254694 80254708 TCTTCTGTCATCAACGCCAC ACCAAGGACATCAGAGGCAG 166

Ai07B18645 Araip.B07 18645 p2 (AG)7 14 80328484 80328497 AAAGAGGGAAGGGATTTTCG TCAATCACATCTTTTTCAAAATCAA 179

Ai07B18646 Araip.B07 18646 p2 (TA)6 12 80337881 80337892 TACTTTGGGGCATTTTGTCC TATTTGGGAATTGGGTGCAT 212

Ai07B18647 Araip.B07 18647 p3 (GGT)6 18 80340750 80340767 GCACAAAATCAGGAAGGAAAA AGAGCAGCAGTAGAGGCAGC 231

Ai07B18648 Araip.B07 18648 p2 (GA)6 12 80366180 80366191 CGTTCGTGGAGGAAGAGAAG GTGGCTGCAGTGACAGAAGA 271

Ai07B18649 Araip.B07 18649 p2 (TA)7 14 80369387 80369400 GAGAACAGAGTAACCAGAGCAGA ACAGAAGCTCTGGGTTGCAT 222

Ai07B18650 Araip.B07 18650 p2 (AC)7 14 80370579 80370592 CGTATTGGAAGTTGGGTCGT ATGCGTGAGTATGTGATGCG 139

Ai07B18651 Araip.B07 18651 p2 (AT)10 20 80370759 80370778 CGCATCACATACTCACGCAT AACTGTGGGAACTTGGGTTG 277

Ai07B18652 Araip.B07 18652 p2 (TA)6 12 80377238 80377249 TTGTGGATCATGTTTTGAGCA TTGAACAATGGCCTCAATCA 200

Ai07B18653 Araip.B07 18653 p3 (TGT)12 36 80399168 80399203 GAGGTGCTCTGTAAGGCTGG GACCTCCCGAATCATGGATA 268

Ai07B18654 Araip.B07 18654 p2 (TA)8 16 80409625 80409640 TACTTTGGGGCATTTTGTCC TGGGAATTTGGGTACATGCT 204

Ai07B18655 Araip.B07 18655 p2 (AT)7 14 80410303 80410316 TTGGGATGTCAATGCCCTAT TCAGCATTTTTGGGTGACAA 159

Ai07B18656 Araip.B07 18656 p2 (AC)7 14 80410714 80410727 GGTTTAGGGTGCTGCATGTT TTTTGTGTAAATTGTGACAACGC 263

Ai07B18657 Araip.B07 18657 p2 (AT)6 12 80414012 80414023 AGTTGTGTGCGTTGTATGTTG CGTGGAGCTAACCTAGACTCG 268
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Ai07B18658 Araip.B07 18658 c* (A)11(AT)6* 22 80425111 80425132 TTTTGGGAAAGTTGGGAACA ATTGAACCTTGACTTTGGCG 278

Ai07B18662 Araip.B07 18662 p4 (AATA)5 20 80436128 80436147 ACGCGTACATGACGCATAAA GCAAATGCAGTAAAAGAAAATGG 280

Ai07B18664 Araip.B07 18664 p2 (AT)12 24 80451048 80451071 GCCTCAGGGCAACAGATAAA CTTGAGGCAACCCAAGAGAT 141

Ai07B18672 Araip.B07 18672 p4 (AATA)6 24 80484420 80484443 GGAATTTGGGTGCCTACTCA CACCCAAAAATTCCCACTTG 245

Ai07B18673 Araip.B07 18673 p2 (AT)6 12 80484652 80484663 CAAGTGGGAATTTTTGGGTG GGGCTAAGGTAAGGGTAAGGG 144

Ai07B18674 Araip.B07 18674 c (T)10cttttcttttcttttttcacatttatttctttttctttttttttctcatttttttgctc(T)1079 80497917 80497995 TACTTTGGGGCATTTTGTCC TATTTGGGAATTGGGTGCAT 208

Ai07B18676 Araip.B07 18676 p2 (GC)6 12 80530554 80530565 AAGAAAAGTGCTTGGTGGGA CTAAGATATGGAATCGCGCC 278

Ai07B18678 Araip.B07 18678 p3 (ATT)6 18 80557505 80557522 TTAGCGGCTTTTTGTATGGG TGCTTGTGCCTTGTTAGAGTG 277

Ai07B18679 Araip.B07 18679 c (A)12taaaaaccagctataaaaacgaaattaaaatgcaatgaagaaaagtatgcaaatggaataaacaaaagaaaatggaagatgag(A)10105 80565297 80565401 GGCACCAAAATAATGCAAGG GTACGCATCCTTCTGCCAAT 253

Ai07B18680 Araip.B07 18680 p2 (GC)6 12 80573973 80573984 AATTCTTTGAAGAAGGGCACC TGTGGCACAACTCTCAGGTC 258

Ai07B18682 Araip.B07 18682 p3 (GAA)5 15 80579487 80579501 AGGTTTCTTTGGCCTTTGGT ACACAACCCTCTCTTCCCCT 176

Ai07B18683 Araip.B07 18683 p2 (AG)7 14 80587031 80587044 GTTCTTGTCCTTGCTCCTGC TTTCGAAAATTACTAACCTTTTTCA 224

Ai07B18684 Araip.B07 18684 p2 (AG)7 14 80587200 80587213 TTTCCCAAGTATAGAGGTTCCC TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai07B18687 Araip.B07 18687 p2 (GC)6 12 80590435 80590446 CCCCCTGATTCACTCTGGTA AACAGAACAAAGCGCGAAGT 203

Ai07B18689 Araip.B07 18689 p2 (AG)6 12 80605568 80605579 GAGGGATTTTTGGGGAAGAG CGTTTAACACCAGGAATGGG 239

Ai07B18690 Araip.B07 18690 p2 (TA)6 12 80621593 80621604 CCATCGCCATTGATTTTGTA GCTTCCATCTACGCCATTCT 280

Ai07B18691 Araip.B07 18691 c* (T)11ccttcacatcacatatgcatttcttattcatttcttttctctttggggcaacctttatcccctttttgatga(AT)9(T)11*111 80630856 80630966 TGCAACCTAACTTCCCATCA TTGGAAAATGGAAGCACTCA 235

Ai07B18692 Araip.B07 18692 p2 (TA)7 14 80631760 80631773 CACATCATCCAATCACAACCA GCACGGAGGACCATGAATTA 270

Ai07B18694 Araip.B07 18694 c* (T)10cattcacatcacatatgcttttcttattcatttcttttctctttggggcaacctttatcccctttttgatga(AT)8(T)10*107 80641226 80641332 TGCAACCTAACTTCCCATCA TTGGAAAATGGAAGCACTCA 231

Ai07B18695 Araip.B07 18695 p2 (TA)7 14 80642125 80642138 CACATCATCCAATCACAACCA GCACGGAGGACCATGAATTA 270

Ai07B18696 Araip.B07 18696 p2 (TA)6 12 80650801 80650812 GCCTGTAATCGGGTTAGCGT GGTGCCAGTTTAGGGGTTTT 224

Ai07B18697 Araip.B07 18697 c (TA)7cacatacttgtaaatgagccacatttggcttttctttatacatattttcttaatggcttcggccaaaagaaagaagtaac(TAA)6112 80661545 80661656 ATGCAAGCCACGTTCTTTTC AAACTATTTTGATAGGCAAAAATTAAG 199

Ai07B18701 Araip.B07 18701 p3 (AGA)5 15 80685659 80685673 TTGCCTTCCCTTTCCTCTTT TCATGACCGAATTCCCTCTC 274

Ai07B18704 Araip.B07 18704 c (TA)7ttagtttcttaatgcaacccagagcttctgtagtttttcgctttcccagagcaaagcagag(TA)687 80762545 80762631 GAAAAGAGAAACCAAAACAGGG TCATCTGAGACAGCCTCTGC 220

Ai07B18708 Araip.B07 18708 p3 (TCT)5 15 80795398 80795412 CCTAATTGGTGCAGGGATGT CGGTCTTAGGTGCCATCAAT 276

Ai07B18710 Araip.B07 18710 p2 (AT)17 34 80800356 80800389 ATAAGCACCACGCTCTAGCC TTGGTGTCAACTGCATGTTTT 148

Ai07B18712 Araip.B07 18712 p3 (TCC)5 15 80830562 80830576 TTTCATCAAAAGAATGCCCC TCCTATTTACGCGAACGGAC 229

Ai07B18714 Araip.B07 18714 p2 (CA)6 12 80834177 80834188 CCTTAAAATGAGCACGGGAG TTTGGTGGATCGGTGTTTTT 277

Ai07B18715 Araip.B07 18715 p2 (TC)6 12 80858489 80858500 CACTTGCCAAAACCACACAC TTTTTATAGTAGCGCCTGCTGA 273

Ai07B18716 Araip.B07 18716 p3 (AAT)5 15 80859593 80859607 CAGAGCCATATTCCATCCCT TGCCCTTTCTGTGGTTTTTC 168

Ai07B18718 Araip.B07 18718 p2 (AG)6 12 80896548 80896559 ATAGGTGAGGGGTTTTTGGG GCAACAACCTGGCGTTTAAT 194

Ai07B18719 Araip.B07 18719 p6 (AAAAAG)6 36 80906255 80906290 TTTGGTTTGGGAATTGGGTA GGCATTTTTGTCCCCTTTTT 268

Ai07B18721 Araip.B07 18721 p6 (AAAATA)5 30 80916584 80916613 TGAAGAGAGAGAAATTGGTTAGGAA CTCAAATCTTAAAATCAAATCTTTTTC 142

Ai07B18728 Araip.B07 18728 p2 (TC)6 12 80954830 80954841 TTCCTTCTGCCTTCTTCCTTC GTGCAACAATCCACAAGCAT 243
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Ai07B18729 Araip.B07 18729 c (A)10gagtaaactagagactttagtataacagaatcacaacaatccacacactg(TA)672 80962595 80962666 CCCTTTTAGCATACAGTAATTTGGA TCAAAAACTCACGGGTTGTG 277

Ai07B18730 Araip.B07 18730 p2 (AG)6 12 81006783 81006794 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 164

Ai07B18732 Araip.B07 18732 p3 (TTC)5 15 81020326 81020340 ACATCATCCACTTTTCCCCA CCCTCGAGCAAGAGAAGAAA 256

Ai07B18735 Araip.B07 18735 p3 (TTC)5 15 81040359 81040373 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai07B18738 Araip.B07 18738 p2 (AT)7 14 81064812 81064825 CTGACCGAACCATGGAAACT TTCTTCATCGGGCTTTTTGT 209

Ai07B18739 Araip.B07 18739 p2 (CG)6 12 81067009 81067020 ATTTTTCAGCGAGTTGTGCC TGGTGTTTGGAAGTGTTGGA 237

Ai07B18743 Araip.B07 18743 p3 (TTC)5 15 81099228 81099242 GCTCCCTGTTTTCACCCTTT GAGAGAAAAATGTGGGACCG 140

Ai07B18744 Araip.B07 18744 c (T)10gccatttttctc(T)1032 81101995 81102026 TGGCTTTTTCTGCTTGCTTT TGGCCCTTGAAGAATAAGGA 176

Ai07B18746 Araip.B07 18746 p2 (GT)6 12 81135876 81135887 GCACACAAATCGGAGCTCTA AATATCCGCTCATCAGGGC 189

Ai07B18748 Araip.B07 18748 p2 (CT)7 14 81162486 81162499 TTGCGATTTCTTGTGAATCAA TTTGAAAAAGAGGGGAGATTTTT 279

Ai07B18749 Araip.B07 18749 p2 (CT)6 12 81162663 81162674 AAAAATCTCCCCTCTTTTTCAA GGGTTCGAATTTGGTGATGA 233

Ai07B18750 Araip.B07 18750 c (A)13ttttcaaaaatttctcctttgttttcgaaaaaaaataaaataaaaatgttttc(A)1076 81163866 81163941 TCGAGTTTGGACAACTGACG ATGACAAGCCTAACATGCCC 274

Ai07B18751 Araip.B07 18751 p2 (CT)8 16 81165107 81165122 CCAACTTTTTGTTTGTTTCTATCTTTT GGGTTCGAATTTGGTGAGTG 279

Ai07B18752 Araip.B07 18752 p3 (TCT)6 18 81167964 81167981 ACCCACCTCACCCTCTCTTT ACGTATAATGTTGCTCGCCC 154

Ai07B18755 Araip.B07 18755 p2 (CT)6 12 81191585 81191596 CCTCACTCACCAAAAATCCG GTTCTTGTCCTTGCTCCTGC 183

Ai07B18758 Araip.B07 18758 p3 (AAT)5 15 81208731 81208745 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai07B18762 Araip.B07 18762 p2 (AT)9 18 81218474 81218491 GGCTATTCACATCATCCAATCA TGACTTAAGTGTGGGGGAGG 280

Ai07B18767 Araip.B07 18767 p2 (TA)6 12 81241146 81241157 AACCACACCATTAGGCTCAAA GGCAATTTTGGGTGACAAAT 275

Ai07B18768 Araip.B07 18768 p2 (GC)6 12 81242262 81242273 TGTTTGGGAGTGTTGGATGA GCGCCACTCTTGAAATAAGC 208

Ai07B18772 Araip.B07 18772 p3 (TTC)5 15 81260273 81260287 AAATGGACGAACTTACCCCC CCCTCGAGCAAGAGAAGAAA 167

Ai07B18777 Araip.B07 18777 p3 (TTC)5 15 81273846 81273860 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 276

Ai07B18780 Araip.B07 18780 p2 (TA)8 16 81286552 81286567 GAAGAACAGAATGCCCTGGA GCTGACATTTAGCACCAGCA 278

Ai07B18782 Araip.B07 18782 p2 (GT)6 12 81306830 81306841 ATCTGCTGCAAAGAGGCAGT GCAATACCCATCGCAAGAGT 267

Ai07B18784 Araip.B07 18784 p2 (TA)6 12 81314177 81314188 GCCCTTAATTTGAATCCTTGG TCCCCTTTTTGCTTAATTGC 265

Ai07B18785 Araip.B07 18785 c (GT)6cattcaagtgtgggaaaat(G)1142 81318972 81319013 GATTGAGGCCATCATTTTGC TCCCGTTTCCCACACTTAAA 279

Ai07B18787 Araip.B07 18787 p2 (AT)16 32 81337068 81337099 TGTGAAATTTGCATGTCGGT ACGTTCGCGCTTTGTAATTC 242

Ai07B18788 Araip.B07 18788 p2 (TA)6 12 81343476 81343487 AAATGGGGTGTAGACGTTGG ATACTTGGTTGCGCATTTCC 225

Ai07B18791 Araip.B07 18791 p3 (GAA)5 15 81367380 81367394 CCCTCGAGCAAGAGAAGAGA CCCATCACCTCTTCACCACT 246

Ai07B18796 Araip.B07 18796 p2 (AG)6 12 81379051 81379062 TCGAATTTGGTGAGTGATGTG TTGTCTCTTATCTTTTTCAAAACCAA 278

Ai07B18797 Araip.B07 18797 c (A)11gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaagagaagaaagaatagat(GAA)696 81398482 81398577 GCTTTTGTCTTCCCTTTCCC CCTTCTTGGCCAAAACACAT 202

Ai07B18798 Araip.B07 18798 c (T)10atttttttatgattttatga(T)1040 81402749 81402788 TGCAATTGACACCAAACTTGA TAAGCCATGCCTAACCCTCA 214

Ai07B18799 Araip.B07 18799 p3 (TTC)5 15 81410426 81410440 ATGCGTCCCTCATCTACACG AGGAAGAGGCATGAGAAGCA 271

Ai07B18800 Araip.B07 18800 p2 (CT)6 12 81412032 81412043 GCCAAGCCTTAAGTGTGGAG AGGGTCTTGAGAAGGAACTCA 172

Ai07B18802 Araip.B07 18802 p2 (GT)6 12 81412896 81412907 TAGGGGAATAAAACCACCCC GCAAGGTTGTAATGGGGCTA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18803 Araip.B07 18803 p2 (TA)6 12 81417263 81417274 GGAACGTCACCAAAAGATGG CTACTGATGACCGTTTCGCA 260

Ai07B18807 Araip.B07 18807 p2 (TA)6 12 81449334 81449345 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai07B18808 Araip.B07 18808 p3 (ATA)19 57 81455148 81455204 CGTTCTGAATCCTGACACCA TGGCACCCAAAATAATAGCC 214

Ai07B18809 Araip.B07 18809 c (T)10acctttgatatactattaggaacttccttgttcttatataccatactaaggtccttggtc(AT)682 81455420 81455501 CATAGCTTGCTAGGCCGATT AGCCATCTCAATCACAAGGG 259

Ai07B18812 Araip.B07 18812 p2 (CT)6 12 81479008 81479019 TTCCTTCTTCCTTCTTCCTCA CAAGCAGCCCTTGAAAAAGT 277

Ai07B18816 Araip.B07 18816 p2 (AT)8 16 81524552 81524567 TACTTTGGGGCATTTTGTCC TGGGTGCATACTCATGTGCT 187

Ai07B18817 Araip.B07 18817 p4 (AACT)5 20 81526427 81526446 CGGCAGCAATAAACAGTAAGC CGTGGATTGCCCTATTTCAC 245

Ai07B18819 Araip.B07 18819 p2 (CT)6 12 81530058 81530069 TGACATTCAAAGTGTTCTTGCAT AGAGAGAGGGAGAGGGTTCG 198

Ai07B18820 Araip.B07 18820 p2 (TC)6 12 81537036 81537047 ATGCTTCCAACGGACTTCAC CTTTCATGGCTGCCTTTGTT 279

Ai07B18821 Araip.B07 18821 p3 (TGA)5 15 81538481 81538495 ATGGCTAAGCTCAAAGGCAA TGTCTGTGACTTGGTCTCGG 231

Ai07B18822 Araip.B07 18822 p2 (TC)6 12 81542972 81542983 GCAGATTTGATGTTAGGCCG GGCTTGCTCTTCCTTCCTTT 249

Ai07B18823 Araip.B07 18823 c (ATTC)5tgcatcatcacacgcatgctgtatgtt(A)1057 81575553 81575609 CCATGGTATGATCGCTCCTT TTGTGCCTCTAGCACACCAG 230

Ai07B18824 Araip.B07 18824 p2 (TA)6 12 81580813 81580824 TCCATGTTTGATCATTGCCT AAGGCAGAAGGGTGGAACTT 245

Ai07B18826 Araip.B07 18826 p2 (AT)11 22 81607296 81607317 TTTGCTGCCTTTAGATTGGG GGCCCAACATTCATCAAATC 250

Ai07B18833 Araip.B07 18833 p2 (CT)6 12 81687897 81687908 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTCAAATTTGGGTGAGA 279

Ai07B18834 Araip.B07 18834 p2 (TA)6 12 81705940 81705951 AGCCGCTTAGGCCATAATTT AAAGCAAGAGCAAAAAGCCA 264

Ai07B18836 Araip.B07 18836 p4 (ATAA)5 20 81724263 81724282 GGAACATGCTCCAAGGTGTT CTATGACCACCCCTCCCTTT 251

Ai07B18837 Araip.B07 18837 p3 (TTG)6 18 81726771 81726788 CTGGCAATTTTGCTGCACTA GAGGACTGCGAGAGGATGTC 279

Ai07B18838 Araip.B07 18838 p2 (TA)7 14 81732237 81732250 GGAGAAGCAGGTTGTCGATT TAGGCCCCTTAAAAGGGAAG 233

Ai07B18840 Araip.B07 18840 p3 (TTC)6 18 81753690 81753707 CCCAAATTTTTCCCACTTTTG CCATGTGCATTGAGGAAAAA 197

Ai07B18849 Araip.B07 18849 p3 (GAT)5 15 81792915 81792929 GGGCCTCCAACTTGTGATTA TTCCTTGATTCCACGTATTGG 275

Ai07B18850 Araip.B07 18850 p3 (TAA)7 21 81794645 81794665 TTGTTGGTTTCGAAGCTGTG CCTGCATGAAAAATTAAACCC 267

Ai07B18852 Araip.B07 18852 p2 (TC)12 24 81797593 81797616 ACATGCCCTTCATCCTACCT TTGATGTTGATGATGGTGGG 279

Ai07B18856 Araip.B07 18856 p3 (ATT)16 48 81807831 81807878 CCGGCAGAAGAAGCAACTTA CTTTGTTCCCAAATGGCTTT 280

Ai07B18862 Araip.B07 18862 p2 (AG)6 12 81824463 81824474 GTCAGTCGCCGTCCTCTATG ACCCTTACCGGCAGAGTTTT 255

Ai07B18863 Araip.B07 18863 p2 (AG)7 14 81825113 81825126 TGCGGCATCAATTGCTATAA CTCCCAGCACACCTTCAGAT 242

Ai07B18864 Araip.B07 18864 p2 (TA)6 12 81826313 81826324 GGCGCAGAAGTTACGAAGAG AACTTTAAACCGCAACACCG 270

Ai07B18866 Araip.B07 18866 p3 (TTC)5 15 81831743 81831757 TCCTCTCTACTTGGCCGAAA CGGTCTTAGGTGCCATCAAT 167

Ai07B18869 Araip.B07 18869 p2 (AT)8 16 81838205 81838220 TTTGGGTACCTACTCATGTGAAA ATTCCCACTTTTGCATCACA 279

Ai07B18870 Araip.B07 18870 p3 (ATT)16 48 81841755 81841802 CATCTTATATCAATTTTTGAGAGCGA TTTACATGCATTGGCTTTCC 212

Ai07B18872 Araip.B07 18872 p2 (AG)6 12 81847447 81847458 GGCCCAGAAAGCACAGATTA TCCTAAGAGAGAGGGGAGAGC 142

Ai07B18876 Araip.B07 18876 p2 (AG)7 14 81869577 81869590 GCAGACCAGTGGTGTTGCTA GGCAACCCAACCGTAAGTAA 245

Ai07B18877 Araip.B07 18877 c (TA)16(TG)6 44 81894116 81894159 ACCCTCGCCTTTATCTTGAG TAAACTGCAATACCGCTCCC 213

Ai07B18878 Araip.B07 18878 p2 (AC)6 12 81896328 81896339 TCAACGCATATGGTCTGCAT ACATTACAAGCCAAAAGCGG 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18882 Araip.B07 18882 p3 (TCA)5 15 81930497 81930511 CAACCTTTTGGAGTTCGCTT GGCCCACAAATAAATCATGC 191

Ai07B18886 Araip.B07 18886 p3 (TAT)15 45 81975168 81975212 GGACCTTTTGTCCCCTTTTT TTTTGGGAAGGTTGGGTACA 214

Ai07B18887 Araip.B07 18887 p2 (AT)7 14 81975984 81975997 TTTCCTAGTTTGCCCTTTTTCA GGTGAACTTTCGGACATCCA 267

Ai07B18891 Araip.B07 18891 p2 (AT)18 36 81996963 81996998 TTTGAATTTATTCCGGGCAA TCAGAGTGACACAGCGGAAG 278

Ai07B18892 Araip.B07 18892 p2 (AT)6 12 81998870 81998881 CTAAGCCTTACCTCATGCCG AGCTAGCCGGCTTAAACTCC 265

Ai07B18893 Araip.B07 18893 c (TA)9tcatttttttcttttttc(T)1046 82002180 82002225 TTCACCACTTACTTTGGGGC GTGGGTTTGGAAACATTTGG 242

Ai07B18898 Araip.B07 18898 p4 (TTAG)6 24 82059741 82059764 CGTGTTTCACCCACCTTCTT CAGCAAACAAGATTAAAAATCCAA 224

Ai07B18899 Araip.B07 18899 c* (AAAT)9(AT)9* 52 82061671 82061722 TTGGAAACATTGGGTGAGGT GGACATTTTGTCCCCTTTTT 270

Ai07B18900 Araip.B07 18900 c* (AAAT)9(AT)9* 52 82063238 82063289 TTGGAAACATTGGGTGAGGT GGACATTTTGTCCCCTTTTT 270

Ai07B18901 Araip.B07 18901 p2 (TC)7 14 82074692 82074705 TCCCCTTTCTTCCTTCTTCC ATTTGCAACAATCCACAGGC 258

Ai07B18902 Araip.B07 18902 c (TGG)6aggatgtaattgtgttggtagtggtaagagtatttttgtccagaaaaataaaaatgacgattttaatacg(A)1098 82088750 82088847 TAGTGGTGTTGGTGGTGGTG TTGGTCCCAAAGGTTTTCAG 240

Ai07B18906 Araip.B07 18906 c (T)10aaggataaattttgtacatc(T)1141 82090304 82090344 TCGAATAAAATCTCAAGGACCAA TCTTGCTACCGAAAACAAGAAT 223

Ai07B18908 Araip.B07 18908 p2 (TA)7 14 82096813 82096826 TGTCGTAGCCATGCTAATGTG ACGGTGGCTGATTTTAGTGG 155

Ai07B18910 Araip.B07 18910 p3 (AAT)5 15 82105967 82105981 AGAGACGGAGTACATGCAGC GAAAAACTCTCGATGAAACTCAAA 276

Ai07B18912 Araip.B07 18912 p2 (AG)14 28 82107205 82107232 GAGGAAGAGGAAGGGATGCT GCTTCTACTCAGTGGGCTCG 237

Ai07B18913 Araip.B07 18913 p3 (ATA)14 42 82110767 82110808 TTTTTCGTTTGAACTCCACTTT TGATTCCCACAATCATGACC 260

Ai07B18914 Araip.B07 18914 p3 (AAT)7 21 82127953 82127973 GGATTCCTATCGTAATTATTCGTTTC TCCATTTTATTTGGGTTGGAG 241

Ai07B18919 Araip.B07 18919 p2 (TA)7 14 82152501 82152514 GATTTAGCCCTTGGTTGTGC TGGTTTATCAACCTTCCCACA 242

Ai07B18920 Araip.B07 18920 p2 (AG)7 14 82153259 82153272 AGGCTGGAGAATGAGGGAAT TGAACCTGGAATTGAGAAGGA 160

Ai07B18923 Araip.B07 18923 p3 (TTG)8 24 82169597 82169620 TGGCGTTGTTTGATTCATGT CCACTGCTTCTACCCAGGAA 190

Ai07B18926 Araip.B07 18926 p2 (CT)6 12 82195513 82195524 TCGAATACACTCTCTCCCTCTCA CAGGTTCAGGATCAGCTTCA 270

Ai07B18929 Araip.B07 18929 p2 (AC)6 12 82215790 82215801 TACTTTGGGGCACTTTGTCC GCGGAAAACCATGAATGTCT 274

Ai07B18930 Araip.B07 18930 p2 (CT)6 12 82218376 82218387 GGAACATTGAACCTGGCATT AGCGATTTTTGGATCCCTTT 227

Ai07B18932 Araip.B07 18932 p2 (TA)6 12 82220441 82220452 GAAAAGAAGGGCGAAACACA CAGAATCACAACAATCCACACA 269

Ai07B18933 Araip.B07 18933 p2 (CG)6 12 82232681 82232692 TTGGGCATTTGAAATTAGGC TACGCGTCCTTCCTTGTCTT 108

Ai07B18935 Araip.B07 18935 p2 (AG)7 14 82269914 82269927 GAGGGAGAAGGTGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 257

Ai07B18938 Araip.B07 18938 c (TA)7(T)10 24 82274579 82274602 GAACTTTGAACTTTGGGGCA TGAGAATCTTGGGAATTGGG 180

Ai07B18942 Araip.B07 18942 p2 (TC)6 12 82286229 82286240 AAGGGGAGCTCGCATATTTT TCAAAGAGAGCAATCATAAACTGAA 275

Ai07B18945 Araip.B07 18945 p2 (TC)6 12 82294850 82294861 AAGGGGAGCTCGCATATTTT GGGTAAAGGAAAGTCAGGGG 197

Ai07B18947 Araip.B07 18947 c (A)11gaaaagaaaatggc(A)1136 82300950 82300985 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 268

Ai07B18952 Araip.B07 18952 p2 (TC)6 12 82335643 82335654 AAATCCAAGTCCAGAAGGCA GAAAGAGATAAGCCTGAAAGCAA 178

Ai07B18958 Araip.B07 18958 c (GA)7gggaggaagagggataggggagagagagaatgagagaaaaggat(AG)7aac(GA)9a(AG)11c(GA)9caaagagagaggaggggagaaagaggggaagggggaaagaa(AG)6188 82352969 82353156 TATGTTAAGAGAGAGGGGGAAA TCCTTCTTCTTTCTCTTTTCCTTT 272

Ai07B18962 Araip.B07 18962 p2 (CT)6 12 82381048 82381059 TTCCTTCTCCCTTCTTCCTTC CATGCAAGCAATCCCTTAAA 278

Ai07B18963 Araip.B07 18963 p2 (TA)6 12 82383840 82383851 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B18968 Araip.B07 18968 p3 (AAC)5 15 82419408 82419422 CATTTTCCTTTCACACCCAAA AGCTACCTGGAAAACAGCACA 277

Ai07B18970 Araip.B07 18970 p2 (AT)9 18 82432442 82432459 GATGCGAAGGGTTGTATGCT AAAAGATTTGCGAGGACAGC 133

Ai07B18971 Araip.B07 18971 p2 (GT)7 14 82439657 82439670 TGGTGTTTTCAATGTTGTCTCC TTCGTGCACCATGGATTAAA 229

Ai07B18973 Araip.B07 18973 p5 (TTATT)6 30 82468124 82468153 AATGCTCAAGGCTGAGGCTA TTGCCAGTGAGCTCCTTTTT 249

Ai07B18978 Araip.B07 18978 p2 (TC)11 22 82478873 82478894 TTTCGAAAACCAACTAACAACA TCAAACGCACAGAGAGAGGA 262

Ai07B18979 Araip.B07 18979 p2 (AG)6 12 82480855 82480866 CTACTGCGTGACTTTGCAGC CATTGAACCTGGAATTGGAAA 259

Ai07B18980 Araip.B07 18980 p2 (TG)6 12 82484668 82484679 ATAAGGTGCTGGGTTTGCAG CTCCTTCCATTCTCCAACCA 277

Ai07B18982 Araip.B07 18982 c (A)10ctaaaacagaaaaataatagaaaatccatgtgcattgataagttatgtttgcttctctac(A)1282 82506133 82506214 GAGACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 232

Ai07B18986 Araip.B07 18986 p3 (CTT)5 15 82528701 82528715 CTTCTTGGAGGGGCTCTCTT ATTTGTGGCTACCTTGACCG 271

Ai07B18989 Araip.B07 18989 p5 (TTCTT)5 25 82544772 82544796 CTCTCCTGTGGCAGAGGTTC GGGATTTCATGATTCCCTCTT 164

Ai07B18994 Araip.B07 18994 p2 (AT)6 12 82564668 82564679 GTGCTAGGTGGGAGACAAGC ATGCACTTATGACGCAGACG 226

Ai07B18997 Araip.B07 18997 p2 (GA)7 14 82617569 82617582 TGAGTGGAAGAGAAAGGGGA CCCCTTTTTCAAAATTTCTTTTT 270

Ai07B18998 Araip.B07 18998 p2 (GA)6 12 82617742 82617753 GAAATTTTGAAAAAGGGGAGAGA TGAATCGAGTCATTAATCGTGA 268

Ai07B19005 Araip.B07 19005 p2 (TA)6 12 82674342 82674353 GCACCAACAAGCTCCAAACT TAAGAGCCACCAAACCCTTG 110

Ai07B19006 Araip.B07 19006 p2 (AC)8 16 82686137 82686152 TTGTAATGGGGCCAAGGTAA GGACAAAATTAACCCAATGTGAA 239

Ai07B19007 Araip.B07 19007 p2 (TA)6 12 82686856 82686867 GGCTCAAAAACTCACAGGTTG CTGAGTTTGTTGCATTTGGC 278

Ai07B19008 Araip.B07 19008 p2 (TA)9 18 82686976 82686993 GGCTCAAAAACTCACAGGTTG CTGAGTTTGTTGCATTTGGC 278

Ai07B19011 Araip.B07 19011 p2 (AG)6 12 82695705 82695716 GAACCTGGGATCGAGAGTCA CAGCAATTTCTGGGCTGTTT 219

Ai07B19014 Araip.B07 19014 p2 (CT)7 14 82717935 82717948 GAAGCAAGAATTCACAAAGGAAA TTCATCCAGAATTGAAGCCC 188

Ai07B19015 Araip.B07 19015 c (TA)7tttttttttctttttttttctttttttttctc(T)1056 82719270 82719325 TCACTTTGGGGCTTTTTGTC TGGGAATCTTGAGAATTGGG 221

Ai07B19017 Araip.B07 19017 p2 (AC)6 12 82720492 82720503 AGCAAGGAAGCGTGAATTGT TTGCTTGACTTTTGGCTTGA 276

Ai07B19021 Araip.B07 19021 c (T)11aaaaaaacatataggaaaaagaaaataaggatttcaaa(T)1160 82731224 82731283 CAACTTGAAGATCGTGAAGAACA CCTCGGATTGGAGCTTTAGA 276

Ai07B19022 Araip.B07 19022 p2 (AG)6 12 82735729 82735740 TGTGGGATGAAGAGAGGTGTT TTTCGAAAATATCTTCCCTCTTTTT 210

Ai07B19026 Araip.B07 19026 p3 (AAG)5 15 82790280 82790294 GACAATTTCATGAAGGGCGT TCAATCGTCTTGGAAGGAGG 193

Ai07B19028 Araip.B07 19028 p3 (AAG)9 27 82792993 82793019 GAGCTCTTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 224

Ai07B19030 Araip.B07 19030 p2 (AT)9 18 82824604 82824621 TTTCATGTTCCCTGCTTTCA CCCCGCACTTAAACATTAGC 259

Ai07B19031 Araip.B07 19031 p3 (AAT)5 15 82836888 82836902 TGCCATCTCCTCTTCCTGTT ATTCGAACCCCTTCTTCCAT 273

Ai07B19033 Araip.B07 19033 p2 (CT)6 12 82846194 82846205 CTGCCCTCTCTCCCTCTTCT GTTGGAAAAAGAAAGCACCG 193

Ai07B19039 Araip.B07 19039 c (GC)6agggtgcgctggcgcgtcgtgaaggtgctggctgatggcgcgtacgcggcaatg(GC)780 82870164 82870243 TGAAGAGAGGGGAGGAGTGA TATGCCACTTTTGTGCCTGA 214

Ai07B19040 Araip.B07 19040 p2 (AT)14 28 82879967 82879994 TAATGATTTGCGGTGTGCAT CGAGCTATATCCGGGCTTTT 239

Ai07B19041 Araip.B07 19041 p2 (GT)7 14 82883135 82883148 GAATCGAAGCACCGTAGCTC TTTAATGGTCTGGCCCAAAG 237

Ai07B19042 Araip.B07 19042 p2 (TA)9 18 82886393 82886410 TACTTTGGGGCATTTTGTCC TGGGAATTGGGTACATGCTT 175

Ai07B19048 Araip.B07 19048 p3 (TCT)5 15 82919279 82919293 TCACAATTTGAACCCCCTCT GGCCATGTCTCCTTCTTTTTC 266

Ai07B19049 Araip.B07 19049 p2 (CT)9 18 82922214 82922231 CCTAAATGGAGCAGGGATGA TCCTCGAGCAAAGGAAGAAA 273
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Ai07B19050 Araip.B07 19050 p5 (AAGAT)7 35 82935109 82935143 CAGCCCAAGGCTACAGAGAG GGCTGTGCTTTTGATCCTTC 271

Ai07B19055 Araip.B07 19055 c (CA)12gatatc(TA)846 82990469 82990514 TGCAGGTTGTGACTAGTCCTCT TCGTGCCGTAAAGTGAAAGA 279

Ai07B19056 Araip.B07 19056 p2 (TA)7 14 82990638 82990651 TTCGTACCCATGCGTTTATTT CTAAGCTTTACCTCGTGCCG 197

Ai07B19057 Araip.B07 19057 c (AG)7aaagtgcatgaaaat(GA)743 82999457 82999499 GGAAGAAGATGAGTCGTCGC CATCCTCCCAAACTCAAACC 181

Ai07B19058 Araip.B07 19058 p2 (AG)6 12 83002505 83002516 GGGAAGGAACGGACTTTAGG CTCCCTGCTTTTAAGGTCCC 267

Ai07B19059 Araip.B07 19059 p3 (GAA)5 15 83014738 83014752 TTCCATCTCCCATGGCTTAG CTTCTTGGCCAAAACACACC 227

Ai07B19063 Araip.B07 19063 p2 (AC)6 12 83035182 83035193 AACCAAACCAGCCACAACTC AGAGCTCTTCACGAGGAACG 169

Ai07B19064 Araip.B07 19064 p2 (TA)7 14 83041929 83041942 CTCAAATCAATTGGTGCCCT GTCTGACCAATCGGCAATTT 188

Ai07B19066 Araip.B07 19066 p2 (AT)8 16 83048372 83048387 GGTGATGGATTTATAGGACATTCA GCAACAAAGGCAAGGAAGAG 247

Ai07B19071 Araip.B07 19071 c (T)10ac(AT)7 26 83072069 83072094 GGATAGTGATGGTGCTGGGT ATTAACCGGTGAACCGTCAG 254

Ai07B19072 Araip.B07 19072 p2 (AC)6 12 83073592 83073603 AAGTGAACCAAACCAGCCAC GAAGGGATTTCGAGCTTTCC 220

Ai07B19074 Araip.B07 19074 p2 (AC)6 12 83089642 83089653 GCCCGGTACTACACGAAAAA TTCTTCTTCCTCTCCTCCCC 254

Ai07B19076 Araip.B07 19076 p2 (CT)14 28 83093410 83093437 TCGACAAGAGCTTCACATGG GCCAAATGGACCAAAATCAC 277

Ai07B19078 Araip.B07 19078 p3 (AAT)5 15 83112782 83112796 GCTTTGCTTTGATTTTATCGG TCCATTCACAGAGTGCTTCG 252

Ai07B19079 Araip.B07 19079 p4 (TTAT)5 20 83114445 83114464 TCAGCATATGTTTGAGGGTGA AGATTGATAGTTTTTGAAGAGAATCC 191

Ai07B19081 Araip.B07 19081 p2 (CT)6 12 83122165 83122176 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGAGCAGAGATGTGGGA 278

Ai07B19082 Araip.B07 19082 p2 (TC)6 12 83122329 83122340 TGAAAATATCTTCCCTCTTTTTCAA AGGAGAGCAGAGATGTGGGA 223

Ai07B19083 Araip.B07 19083 p3 (TTC)5 15 83128067 83128081 ACACAACCCTCTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 230

Ai07B19086 Araip.B07 19086 p3 (AAT)5 15 83154302 83154316 AAATGAGGTGAGGGAAGGCT GTCTCCCCCTCTTTTCTTCG 271

Ai07B19088 Araip.B07 19088 p2 (AT)7 14 83160962 83160975 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 223

Ai07B19089 Araip.B07 19089 c (T)11cgctatttttcttttctc(T)1140 83176673 83176712 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 273

Ai07B19091 Araip.B07 19091 c (ATAA)5aaagagat(GA)844 83190629 83190672 AGAGAGGGAGAGAGGGTTCG CCTTTTTCTCTCTCCAATTTTCG 250

Ai07B19094 Araip.B07 19094 p2 (TG)6 12 83220076 83220087 GGCACAAAAACTGGGAAAAA TTTAATGAGCCCCATTCAGC 239

Ai07B19095 Araip.B07 19095 p3 (TTA)6 18 83227934 83227951 ATATGGGCCCTCCTATCCAC TGGCTCTTGAAAGAATGATGAA 227

Ai07B19096 Araip.B07 19096 p5 (TATTT)5 25 83239364 83239388 CAAAGAAGAACACAATGCATGA CGAGTTTGAACAACTGACGG 252

Ai07B19097 Araip.B07 19097 c (AT)9nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnc(AT)7109 83243636 83243744 CCTTGCACAAATGCCTCTCT GGCGCGACTAGTGGATATTT 278

Ai07B19098 Araip.B07 19098 p2 (AT)6 12 83245334 83245345 CGCATCACTTCCCGTTTTAT GATTTTTCCCTCGCTCTTTTT 271

Ai07B19099 Araip.B07 19099 p2 (AT)8 16 83258683 83258698 GCAATGCTCAGAGGTAGCGT TGAAGTGGGACTTTTGGGAT 280

Ai07B19101 Araip.B07 19101 p3 (TTA)5 15 83266584 83266598 TTGATGCTTTAATTCTTGTCTTGA GGTGTGCATGAAAGTAAAATCG 266

Ai07B19103 Araip.B07 19103 p3 (AAG)6 18 83310296 83310313 ACCACCCCATCTGGATACAA AGATGTCTTGAGCAGCAGCA 225

Ai07B19104 Araip.B07 19104 p3 (TTC)6 18 83319614 83319631 GCCCTCCATTCTTCATCAAA CGGTTGCTAGTGGGAATGAT 177

Ai07B19105 Araip.B07 19105 p4 (TTAT)5 20 83325413 83325432 TCATGCCTCGCTACTCAAAG GACAAAATATTGGGAATTTGGG 261

Ai07B19106 Araip.B07 19106 p4 (AAAG)5 20 83326904 83326923 GGAGGAAAGAAGGAGAAAGGA ACCTCAGCGCCTGATTCTAA 128

Ai07B19109 Araip.B07 19109 p3 (AAT)6 18 83346980 83346997 TATTTTTGGCTGCCATCTCC CCCCCTCTTTTCTTCCACTC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19110 Araip.B07 19110 p2 (AG)6 12 83347323 83347334 AGAATAGGATGGGGAAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai07B19111 Araip.B07 19111 c (T)11gaaaacatttttaaa(T)1137 83348659 83348695 AGCCAAGCTTCACATGCTTC GGGGATTGTTTGAGTTTGGA 218

Ai07B19112 Araip.B07 19112 p2 (AG)7 14 83351404 83351417 ATTCGCAACAACCGAAAATC TCCCTTCTTCCTTCTATCTCCC 240

Ai07B19118 Araip.B07 19118 p3 (TTC)5 15 83366359 83366373 CCATAAATGGCCGAACCTTA CGGTCTTAGGTGCCATCAAT 246

Ai07B19119 Araip.B07 19119 p4 (AAAT)5 20 83367314 83367333 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 223

Ai07B19128 Araip.B07 19128 p2 (CT)6 12 83407820 83407831 TGCATCCATTCATAGGGAGG GCCTTCAGATGGGAAGCAAT 265

Ai07B19129 Araip.B07 19129 c* (A)10gaag(A)10(AT)7*(ATATA)5*58 83410015 83410072 TTTTGGGAACATGGGTTGAT TGGGGTAATTTTGTCCCCTT 235

Ai07B19132 Araip.B07 19132 p2 (GA)6 12 83438252 83438263 CCCCTTTCCTTTCCTAAACG CGAAACACCTCCCTTCTCTG 273

Ai07B19134 Araip.B07 19134 p2 (GC)6 12 83471252 83471263 CGAATACCCGAGAGTCATGC GCTTGAGAGATTTCGCGACT 257

Ai07B19136 Araip.B07 19136 c (A)10ta(T)11 23 83480941 83480963 TGGAAAGAGGACAACTTAACCAA AACGTGGTGTTTATGTTCATGG 259

Ai07B19137 Araip.B07 19137 c (A)10taaaagactctaaaacc(A)1239 83481127 83481165 CCATGAACATAAACACCACGTT CGTGTTTGAACAACTGACGG 158

Ai07B19138 Araip.B07 19138 p3 (CTT)5 15 83501184 83501198 GCATCTTTTGGTGCTCCATT TCAATGCCATCACTTTGAGG 171

Ai07B19139 Araip.B07 19139 p3 (TGT)8 24 83501923 83501946 GACCAGCTGTTGGCTTTGTT AGTCCACCAGGAATCACAGG 194

Ai07B19140 Araip.B07 19140 p2 (AG)9 18 83505314 83505331 AGAATTCAAAAATTGAAAAGCAA TCTCTCTTCTTTTTCAAAACTTCCT 226

Ai07B19146 Araip.B07 19146 c (TTAT)5attatatatatattttttctctttttttttctcttttttttc(T)1274 83537074 83537147 TTTTTCATTAACTTAACATTGGGG AAGTGTGGGAAAACTGTGGG 261

Ai07B19151 Araip.B07 19151 p2 (TC)8 16 83559473 83559488 AATTAGCACAAAGCTGGCGT ATGGGGAAGAGTATTTGGGG 225

Ai07B19155 Araip.B07 19155 p2 (AC)8 16 83594928 83594943 CCTCTACCCCTTTTTCACCC ACAGCACTCTCCGTCGATCT 197

Ai07B19156 Araip.B07 19156 c (AT)32aaca(AT)1496 83597809 83597904 ACACATACCTCTTCCGGCTT TGGATGAATTTGATGTGCGT 275

Ai07B19160 Araip.B07 19160 p2 (TC)14 28 83620637 83620664 TTCCCCCTTCTTCTTCCAAT TTGCAACAATCCACAAGCAT 240

Ai07B19162 Araip.B07 19162 p2 (GT)6 12 83642516 83642527 GGGGACAAAATTACCCCAAT TAATGGGGCTAAGGAAAGGG 237

Ai07B19163 Araip.B07 19163 p2 (TA)12 24 83644946 83644969 GGGCTGTGGCTAGTTTCCTA CGCAAAACTTTCACACGAAG 171

Ai07B19164 Araip.B07 19164 p4 (TAAC)8 32 83649585 83649616 GCACAAATATCAAGCACAAGC ACCACGAAATCGGGGTTTAT 266

Ai07B19165 Araip.B07 19165 p2 (GC)6 12 83650057 83650068 CGCAAAAGTGGTTTCTCACA CCAGCGTTTTGCCATTAAGT 140

Ai07B19166 Araip.B07 19166 p3 (TTC)6 18 83656933 83656950 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 221

Ai07B19169 Araip.B07 19169 p2 (CT)9 18 83666427 83666444 AACATGGTGGCTATGGAAGC CGCACACACTCAAAGGAAGA 234

Ai07B19170 Araip.B07 19170 p2 (AG)6 12 83688436 83688447 AAGCAATGGCAACTTAAATCAAA GGAGCTCGCATATTTTCACC 280

Ai07B19172 Araip.B07 19172 p2 (GA)7 14 83705494 83705507 CGAATGGAAGAGATGTGAGATG TTTCTTAACTTTTTCAAAACCACC 277

Ai07B19176 Araip.B07 19176 p2 (AT)10 20 83732279 83732298 AGCCACACCATTAGGCTCAA TCTCAGCACTTTTGCATTTCA 256

Ai07B19180 Araip.B07 19180 p4 (AACT)7 28 83765450 83765477 GGCAATAAGAGGCAGCAATG TCCAACACTTCCAAACACCA 168

Ai07B19185 Araip.B07 19185 p2 (TC)6 12 83814996 83815007 GCATAGCTTCCCTGATTTGC GAAAACCTTGTTAATGGGGG 152

Ai07B19188 Araip.B07 19188 p2 (TA)7 14 83842014 83842027 AACATGCAGAAACTCATGCAA ATCAGTGAGGGTTCCATGCT 223

Ai07B19194 Araip.B07 19194 p2 (AG)6 12 83878713 83878724 TTTGAAAAAGAGGGAGATATTTTCA TTCAAAACCAAGCCCAAAAG 216

Ai07B19198 Araip.B07 19198 c (T)10atactatagctactgtatataagtgcagccttaggtctcg(T)1464 83906570 83906633 TCACCTGTAAAGCGTAGCCA TGCAGGGTAACAATGAAGATT 251

Ai07B19204 Araip.B07 19204 p4 (TAAA)5 20 83945762 83945781 TCCCTGTTCCTGCTCATAAA ATACCGCACCAGAAGTCCAT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19207 Araip.B07 19207 p2 (TA)9 18 83989781 83989798 TTGTGTGGCACGTTTACCAT ATACATATCCCGCAAACCCA 264

Ai07B19208 Araip.B07 19208 p2 (AT)6 12 83997003 83997014 GCGACGAGGGACAGTCTAAG ACTGGTCCACCTTTCCTGTG 276

Ai07B19209 Araip.B07 19209 p3 (CCT)5 15 83999682 83999696 CCACGGGTTTAGCATCATCT CCCCTCCTTGAAGTATCCGT 212

Ai07B19210 Araip.B07 19210 p3 (CCT)5 15 84029050 84029064 GGTCCATCCCAAGGCTATTT ACCTCCCCTGACGACTCTCT 246

Ai07B19212 Araip.B07 19212 c (T)11gtatactatagctactgtatataagtgtagcaatcgtatttgggagatttctggttctttatctgcctcaaatcttgttatgtagattctggcaactac(A)10120 84044015 84044134 ACGCTTTTCAACGCTACTGC TTCCATTTTTGTGCTATGTATGC 279

Ai07B19214 Araip.B07 19214 p3 (AAT)7 21 84056131 84056151 CAAGGAATTGCAGGGAGGTA TCCCTTGATCTTCCTTTGCT 245

Ai07B19216 Araip.B07 19216 p2 (TA)6 12 84076480 84076491 TGTCCTCATGCTGAATCCAA ATATGGTCTGGCCTTGGTTG 204

Ai07B19219 Araip.B07 19219 p3 (TGA)5 15 84111555 84111569 TATTTCTCCTGATGCCGACC GCCCATTCAGAATCTCCAAG 188

Ai07B19223 Araip.B07 19223 p2 (AT)6 12 84131204 84131215 ATTGTTCGAGCCTGGACATC TGGGGTAACTTTTGTCCCCT 104

Ai07B19229 Araip.B07 19229 p2 (CT)7 14 84164852 84164865 CCTGAAATTGAAAATAGCTAAACC AGTTCCAAACCCGAAAAACA 178

Ai07B19233 Araip.B07 19233 p2 (TC)7 14 84179356 84179369 TTTCGAAAAATCATCACCACTTT ACACAGTGAGGGAGAGAGGG 250

Ai07B19238 Araip.B07 19238 c (A)10ct(A)10 22 84232916 84232937 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 216

Ai07B19239 Araip.B07 19239 p2 (AT)6 12 84233180 84233191 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 237

Ai07B19240 Araip.B07 19240 p5 (TTTTA)7 35 84237878 84237912 TCTCAAATCTGAAAATCAAATCTTTT TCATTTCTTGGCTTCCTGCT 275

Ai07B19241 Araip.B07 19241 p2 (GT)6 12 84245445 84245456 AACGGGACATACTGCAATGG GGTGGATAAAAGGGGTAGGC 257

Ai07B19242 Araip.B07 19242 c (A)11gtaaaaaaaagggaaaaagaaaaaaatataaaaaaataaaaagaaaaagaaagcaataaaaaagggacaaaatgccccaaagtagag(TAA)5113 84245874 84245986 GAAATTGGGTACAAACTCATGC TCCATAATTCTCACTTTTTCACACA 245

Ai07B19243 Araip.B07 19243 p3 (TAT)11 33 84266344 84266376 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 185

Ai07B19246 Araip.B07 19246 p2 (AT)6 12 84286590 84286601 CGGGCACTTTAACTCTCTGG CCATTGGACAGTCCCTCTGT 195

Ai07B19247 Araip.B07 19247 p2 (TA)6 12 84293572 84293583 GCTGAGCATCTGGAGTTTCC GAAGTTAAAGCCGGCCAAAG 215

Ai07B19254 Araip.B07 19254 c (A)10ttttcaaaaatctttcaaaaatttctcatctgttttcg(A)1159 84347502 84347560 TTTGGACAACTGACGGTTCA TCTGGCGATTGCTCTTGATA 280

Ai07B19260 Araip.B07 19260 p2 (AT)14 28 84376318 84376345 CCTTATGCATTGACACTCTTGC TGCACTTTATTCGCTCGATG 256

Ai07B19261 Araip.B07 19261 p3 (AGA)6 18 84383407 84383424 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai07B19264 Araip.B07 19264 p3 (GAA)5 15 84397716 84397730 CAATGCAAGGGGCATTAACT GTTGGGTTGCCTCCTAACAA 138

Ai07B19265 Araip.B07 19265 c (A)10tatttcttctttttcgtttttcccaaaataattttcgaaaaaacc(A)1166 84406750 84406815 ATCACGATTTTGCACACCAA TGCAAAATTTAAAACATGCAAT 278

Ai07B19267 Araip.B07 19267 p3 (TCT)5 15 84410884 84410898 ACCTCCACTCACCTTCCCTT CCTATGACTCGGAGGTGGAA 260

Ai07B19269 Araip.B07 19269 p2 (AG)6 12 84431442 84431453 TCACATCACCCATGTTAGCC TTGCATTCGGGAATTCTTTT 237

Ai07B19270 Araip.B07 19270 p2 (TA)23 46 84431984 84432029 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 246

Ai07B19275 Araip.B07 19275 p2 (AT)8 16 84510810 84510825 TGGGAACATGGGATGATAGAA AGCAACCCAAACTTCTTCCC 266

Ai07B19276 Araip.B07 19276 p2 (TA)8 16 84533776 84533791 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 271

Ai07B19282 Araip.B07 19282 p3 (TTA)5 15 84557027 84557041 CCAATTTCTCATACCTTGCCA CAAGGAATTGCAGGGAGGTA 146

Ai07B19284 Araip.B07 19284 p2 (AC)6 12 84566486 84566497 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 251

Ai07B19285 Araip.B07 19285 p4 (TATT)5 20 84566640 84566659 CCATGCCTAGCTACCCATAAT GGGAACTTGGGTTGATGAAA 280

Ai07B19287 Araip.B07 19287 p3 (CTT)5 15 84582409 84582423 AACGCCAATTCAAAGTCACC TCCCAAGCAAGGAGAAAAGA 202

Ai07B19288 Araip.B07 19288 c (T)11acattttttttcgcctata(T)1040 84590232 84590271 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19289 Araip.B07 19289 p3 (AAT)5 15 84591669 84591683 TGCGATCTCCTCTTCCTGTT TCTTCCACTCACACAGGGAT 230

Ai07B19290 Araip.B07 19290 p2 (GT)6 12 84594969 84594980 CCTTTGTTAACCCACTTTGAGC CCAAAGTTCCAAAATTTTCCC 166

Ai07B19291 Araip.B07 19291 p2 (AT)26 52 84606745 84606796 GCACATTACAAGCCTAAAGCG ACTTTGGGGCATTTTTGTCC 251

Ai07B19292 Araip.B07 19292 p2 (AC)6 12 84612051 84612062 ATGTCCCAAGTTTTCCCACA CATTGCAAGCCTTAAAGCAA 106

Ai07B19294 Araip.B07 19294 p2 (TC)11 22 84647835 84647856 AAAACCAGTTTTTATGGTTCAGTTT AGGAGGGCGAAGAAAGAGAG 196

Ai07B19295 Araip.B07 19295 c (CT)8tctatctctctttctccct(TC)749 84648025 84648073 CTTTCTTCGCCCTCCTCTCT TCTCTCCCCCTCTTTTCTCC 210

Ai07B19297 Araip.B07 19297 p2 (AG)6 12 84654783 84654794 GGCGTTCAATGCTGGATTAT TCGAAAATATCTCCCCTCTTTTT 245

Ai07B19298 Araip.B07 19298 p2 (AG)7 14 84654930 84654943 GAAAAAGAGGGGAGATATTTTCG CTTGGTGTTTTCCCTCCAAA 227

Ai07B19303 Araip.B07 19303 p2 (TC)6 12 84705554 84705565 TGAACTAAAGCGCAATCGTG AACCTTGTTAACGGAGGTGAAA 205

Ai07B19310 Araip.B07 19310 p2 (AT)6 12 84753971 84753982 TTGGTTTAAGAATTGGGTGTTG TAACTTGGGGCATTTTGTCC 228

Ai07B19311 Araip.B07 19311 p2 (AT)7 14 84759922 84759935 AGGTTGTAAAGGGGCTAGGG AAAAAGGGGACAAAAATGCC 241

Ai07B19312 Araip.B07 19312 p4 (AAGA)5 20 84761794 84761813 TGAGAAAGGTGCGAAGAGAAG CGTATGCGTGGATGATGTGT 255

Ai07B19313 Araip.B07 19313 p2 (CT)6 12 84774877 84774888 GGAAATTGGAATCAATAAGAGTGC TTCAACCCAAGGATTGGAAG 279

Ai07B19315 Araip.B07 19315 p2 (AT)7 14 84817881 84817894 GGTTGTAATGGGGCTAGGGT AAAAAGGGGACAAAAATGCC 240

Ai07B19316 Araip.B07 19316 p2 (CA)6 12 84852332 84852343 GCATAAGTCGGGAAGCAGAG ATTTTGAGAAACAGGGCGTG 182

Ai07B19319 Araip.B07 19319 p4 (AACT)7 28 84865083 84865110 TCAGCAGCAATTAATGGTAAACA TCATCCAACACTCCCAAACA 158

Ai07B19324 Araip.B07 19324 p2 (AT)23 46 84899992 84900037 TAAGTGTGGGGAGGTCGTTC ACTCAAATCAATTGGGGTGC 234

Ai07B19325 Araip.B07 19325 p2 (CT)10 20 84915416 84915435 AGTCCTTGACCCCTCAGGAT AAGGTAGATGGGGTTTTGGG 191

Ai07B19328 Araip.B07 19328 p2 (AC)6 12 84932688 84932699 CGAGGTAAAATGCCAATGCT TGGTCGAACCTCTTGCTTCT 209

Ai07B19331 Araip.B07 19331 p2 (TC)6 12 84939633 84939644 TTCACACGTCAAGAGCCATC GTCACCCCTCATGCTTCTGT 152

Ai07B19334 Araip.B07 19334 c (TA)6atgcattaattcttcttagagttcattttggagaaataggttctgtaattctatattttgggtgtatttcgggtcctcta(AT)9110 84965037 84965146 TGCGAATTTTGTGGTTTTCA CCCTACAAATGGGGTTTATCA 273

Ai07B19335 Araip.B07 19335 p2 (GA)13 26 84973362 84973387 TTTGCAACAATCCACAAGGA TTCCCCCTTCTTCTTCCAAT 238

Ai07B19337 Araip.B07 19337 p2 (AT)7 14 84981695 84981708 TGATAGAGCCTGAGGGATGG GTCCTCGACCTTGATTACGC 247

Ai07B19339 Araip.B07 19339 p4 (TATG)12 48 84987269 84987316 AATCAATGGCATGCCCTAAC GCGCCTAGTTCAATTTTGTCC 212

Ai07B19341 Araip.B07 19341 p2 (TA)8 16 84996511 84996526 GCCTTAGGTTCCTCATTATTTTT TGCCTATTTTGATATGGCTATGTT 278

Ai07B19344 Araip.B07 19344 p4 (AAAT)5 20 85015009 85015028 TCTTTTCCCTCTCTCCTCAATTT TCTTCCAATGGAGGGTATGC 246

Ai07B19345 Araip.B07 19345 p4 (TTTA)7 28 85023478 85023505 GGGTTAGCATATGACCCCAG TTCCTGACCACTTTCTCTCTCC 211

Ai07B19348 Araip.B07 19348 p4 (AAAT)6 24 85037305 85037328 TCGAAAATCTTCACCCATTTTT TATGAAGCAGTGGTGGGGTT 192

Ai07B19350 Araip.B07 19350 p2 (CT)9 18 85050339 85050356 TGTTTCTTATCTTTTTCAAAACAACC TACGATGAGAGGGGGAAGTG 229

Ai07B19351 Araip.B07 19351 p3 (TAT)5 15 85050672 85050686 CACTTCCCCCTCTCATCGTA CTTGTCTTTGCTCCTGCTCA 218

Ai07B19352 Araip.B07 19352 p3 (TTC)5 15 85053476 85053490 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai07B19353 Araip.B07 19353 c (T)10catccgaatccacatatacatttcttattcattttttttctttgggataacttttgacccatgtta(T)1086 85067238 85067323 AGCTCAAGTATCCCACCCAA GAAAAATGGGTGCACATTCA 262

Ai07B19354 Araip.B07 19354 p5 (AAGAT)5 25 85069579 85069603 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 180

Ai07B19355 Araip.B07 19355 p5 (AAGAT)7 35 85081157 85081191 GAAGTCGGCCCAAAACATAA CCTGGGTGCTCCAGTGTATT 139
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Ai07B19356 Araip.B07 19356 p3 (AGA)6 18 85081676 85081693 TGCAGTGCACAAATTCAACA CGTCACCCTCCTCTTCTTCC 238

Ai07B19357 Araip.B07 19357 p5 (TTATC)5 25 85110491 85110515 AGTAGTGGGGGCTGACCTTT AAAGGCGGTTCCCTTAAAAA 106

Ai07B19358 Araip.B07 19358 p5 (TTATC)5 25 85121253 85121277 AGTAGTGGGGGCTGACCTTT AAAGGCGGTTCCCTTAAAAA 106

Ai07B19359 Araip.B07 19359 p5 (AAGAT)5 25 85126036 85126060 TAGAGGGACACGACCCAAAC CCTGGGTGCTCCAGTGTATT 173

Ai07B19360 Araip.B07 19360 p5 (TTATC)5 25 85148116 85148140 GGTACCTGCAAGAGACTCCG AACAACAGCCCAATCCAAAG 245

Ai07B19361 Araip.B07 19361 p5 (TTATC)5 25 85156233 85156257 GGTACCTGCAAGAGACTCCG AACAACAGCCCAATCCAAAG 245

Ai07B19368 Araip.B07 19368 p5 (AAGAT)5 25 85198613 85198637 TTATCCGCTCATCAGTTCCC CCTGGGTGCTCCAGTGTATT 133

Ai07B19370 Araip.B07 19370 p2 (TC)6 12 85212629 85212640 AAGGGGAGCTCGCATATTTT CAGTCTGTAACATGGAAAAATTCA 216

Ai07B19371 Araip.B07 19371 p5 (AAGAT)5 25 85216074 85216098 AGGGCAGTTCCCTTGAAGAT TCAGGTAACCCTCGGAACAG 117

Ai07B19376 Araip.B07 19376 p2 (AT)8 16 85273729 85273744 TGAAAGCTTGGCTGGCTAGT TCGAACATGCAATTGACACC 254

Ai07B19381 Araip.B07 19381 p2 (GT)6 12 85314435 85314446 GCCAATTTGAGCCTACGATT ATGTCCCAAGTTTTCCCACA 132

Ai07B19384 Araip.B07 19384 p4 (AACT)5 20 85336645 85336664 TCTTGTGATTTCTTGTGAATCAAGT GTTTTGAAAAGGATAAGAAATAAACAA 237

Ai07B19385 Araip.B07 19385 p3 (TTC)5 15 85338633 85338647 CCCATAAACACTCTTCCCCA CCCTCGAGCAAGAGAAGAAA 243

Ai07B19387 Araip.B07 19387 p2 (CT)6 12 85353215 85353226 CCCTCTTTTTAAAATTCGAAAACTC CAGGTTCAGGATCAGCTTCA 276

Ai07B19389 Araip.B07 19389 p4 (AAAT)7 28 85382187 85382214 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 279

Ai07B19393 Araip.B07 19393 p2 (TA)6 12 85424173 85424184 CAAAATCCAGTGAGGGTTCAA GACAAGTTTTCCGTGCATCA 274

Ai07B19394 Araip.B07 19394 p2 (TA)10 20 85457273 85457292 TGGGGTAATTTTGTCCCCTT AAGGCGACAAGAAACAAGGA 272

Ai07B19397 Araip.B07 19397 p3 (TTA)5 15 85470819 85470833 CCAATTTCTCATACCTTGCCA CAAGGAATTGCAGGGAGGTA 146

Ai07B19400 Araip.B07 19400 p3 (TTA)5 15 85482362 85482376 TCCCTTGATCTTCCTTTGCT CAAGGAATTGCAGGGAGGTA 239

Ai07B19401 Araip.B07 19401 p2 (CT)6 12 85504882 85504893 CCACAGGATTCCCACATACC TGGGTGGGAAAGAGATTTTG 158

Ai07B19403 Araip.B07 19403 p3 (GAA)6 18 85509410 85509427 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 219

Ai07B19410 Araip.B07 19410 p2 (AT)7 14 85567857 85567870 AATACCTTTAGCCCCGATGG GCATGTCCTCATGCTAAAATCA 174

Ai07B19414 Araip.B07 19414 c (GC)6acggtgcgctggcgcgtcggtgccctttttaccc(T)1056 85594609 85594664 GGCATAAAGTGGGCATGACT AGTTTGATCACCTGCCAAGG 165

Ai07B19415 Araip.B07 19415 p2 (AG)6 12 85597597 85597608 AAAATAAAAGAACATTAAACCTGGGA GGCCCAAATCCAAGTACAGA 204

Ai07B19416 Araip.B07 19416 p2 (AG)6 12 85597943 85597954 ATTCTGATATGTGGCCCCTG ATGCATCCATTCAAGGGAGA 256

Ai07B19418 Araip.B07 19418 p2 (AG)6 12 85605666 85605677 AAAATAAAAGAACATTAAACCTGGGA GGCCCAAATCCAAGTACAGA 204

Ai07B19422 Araip.B07 19422 p2 (TC)8 16 85632592 85632607 TTTTTCTTTCGCTTCTTTTTCAA TTCAGGTTTAGGATCAGGATCAA 280

Ai07B19423 Araip.B07 19423 c (CT)6aattttcaaaaatatctccccccttttttcaaaaatttctttttaattaactaattatttttatttttatttttgatttc(A)10102 85638901 85639002 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 252

Ai07B19424 Araip.B07 19424 p3 (TAT)5 15 85639253 85639267 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 252

Ai07B19425 Araip.B07 19425 p2 (AG)6 12 85714105 85714116 ACACCTAACCCATTTTCCCC TCCTTCCTCTGTTTCCCTCA 245

Ai07B19426 Araip.B07 19426 p2 (AG)6 12 85714440 85714451 TCGTCGAGGGAGAAGAGGTA CTAACTCCGACGGCAATAGG 260

Ai07B19427 Araip.B07 19427 p2 (TA)7 14 85725946 85725959 TTCAAAGAATAATTTCAAGGTCTAAA TGCACTATCCTGTTTCCTTAGTATTG 280

Ai07B19429 Araip.B07 19429 p3 (TTC)5 15 85742116 85742130 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 200

Ai07B19430 Araip.B07 19430 p2 (CT)7 14 85744561 85744574 CGCCAGTAGCATAAAATGGG AAGGGGGAAGAAGAAAAGAAAA 275
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Ai07B19432 Araip.B07 19432 p3 (AAT)8 24 85758056 85758079 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 170

Ai07B19437 Araip.B07 19437 p2 (TA)10 20 85826521 85826540 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 200

Ai07B19441 Araip.B07 19441 p2 (TA)6 12 85867772 85867783 TCACTTACACACGGGGTTCA TTAACTAATAACCCCGGCCC 224

Ai07B19442 Araip.B07 19442 c (AT)10(AG)10 40 85891533 85891572 CGCCATAAAGCAAGGGATAA TGTTTCATGCGACTTTGAGC 143

Ai07B19443 Araip.B07 19443 p2 (TA)7 14 85891866 85891879 CGTAAGCACGAACAGGACAA TAGTTGGCCTAAACTCCGCA 143

Ai07B19445 Araip.B07 19445 p3 (AAC)5 15 85921161 85921175 TCCTAGCAGCAGGCTCTTTC AAAACATTTCTTCTTCCGCTTG 129

Ai07B19447 Araip.B07 19447 p3 (AAC)11 33 85925292 85925324 TGCTAGGGCATCGTCTTCTT AGGTTCAGGAGGAGGAGGAG 262

Ai07B19449 Araip.B07 19449 p3 (GAA)7 21 85934118 85934138 AGCGTACCTTGGGTGAATTG CGTTGCGGAGGCTACTTTAG 227

Ai07B19450 Araip.B07 19450 p3 (ATT)6 18 85934391 85934408 TCCTTCATTCCATGTGCTTG TGAGAATGGAACTGTGGCAA 275

Ai07B19456 Araip.B07 19456 p3 (AAT)6 18 85961493 85961510 AATGAAAGCATTGTTATTTAGATGC GTTTTGGCTGAAATCAATGC 229

Ai07B19463 Araip.B07 19463 p3 (CTT)5 15 85992393 85992407 GGTTGTACACCCTCCTCAGC CCAGTGGACAAGACAGAGCA 176

Ai07B19465 Araip.B07 19465 p3 (AAG)5 15 85995412 85995426 AGTGGTCTTGATGGGCTTTG CCCCCACTCTCCTCCATATT 236

Ai07B19468 Araip.B07 19468 p2 (AG)6 12 86001209 86001220 GCCATGTCATCTTCCCAAGT ATTACCAGGCCTTGGGTTCT 205

Ai07B19469 Araip.B07 19469 p2 (TA)8 16 86002931 86002946 TTTTGTGAAAATAAACCCCCA CATCTATGCGGATGATGTCG 230

Ai07B19480 Araip.B07 19480 p2 (AT)8 16 86077690 86077705 GGAAATTTTGGGAATTGGGT GGCATTTTTGTCCCCTTTTT 192

Ai07B19483 Araip.B07 19483 p4 (AAAT)5 20 86091857 86091876 TTTCAATTCCTTTTAAATTCATTAACC TATCCCTGTTCCCGGTCATA 273

Ai07B19485 Araip.B07 19485 p3 (CAA)7 21 86103248 86103268 CACAGGAACAGCCACTCAAA GACCAGGTGTTGGCTTTGTT 171

Ai07B19487 Araip.B07 19487 p2 (AG)6 12 86124245 86124256 GTTGGGAAGGCAGTAGGGAT CCTTCTCTTCCCTCACCCTC 166

Ai07B19489 Araip.B07 19489 c (T)10aattttcggtattcaaaaaaaataaaacaatttta(AAAT)669 86130771 86130839 TTATCTTTTCCAATCTCGAATTTT CGATGGAGAAAGGGAGATGA 251

Ai07B19492 Araip.B07 19492 p4 (TAGT)5 20 86156406 86156425 CCTACGTATGACCCATGCCT AATCCAACACTTACCACCAAAA 213

Ai07B19494 Araip.B07 19494 p3 (ATT)5 15 86169130 86169144 CGCAATCTTACGCGATTTTT TCGTAAAATACCAAAGGGCG 277

Ai07B19498 Araip.B07 19498 p2 (AC)7 14 86185874 86185887 TCACCCAATGTCCCAAGTTT ACAAGCCTTAAAGCGGAAAA 112

Ai07B19501 Araip.B07 19501 p2 (AT)6 12 86205752 86205763 CATGCATGGCCGATTAAGTA CGGATTTTCCGTCTGTAACC 269

Ai07B19502 Araip.B07 19502 p3 (GTG)5 15 86217539 86217553 ACGGTGAAGGCAAAGAGAGA AAACCACCAAAACCAGCATC 160

Ai07B19504 Araip.B07 19504 p3 (CAC)6 18 86229857 86229874 GGTTTGCGTCCAAACACTTT GCAGAGCGAGAGTAGTGGCT 280

Ai07B19506 Araip.B07 19506 c (TC)7(TA)6 26 86237703 86237728 AATCCCGTGTCCATCATTGT AAAGCGTGGCGATAAAGAGA 268

Ai07B19511 Araip.B07 19511 p2 (AG)6 12 86326336 86326347 AAAGAGGGAAGGGATTTTCG TTCAATCACATCTTTTTCAAATTCA 177

Ai07B19514 Araip.B07 19514 p2 (AT)7 14 86342883 86342896 GCCGAATCCGGAAAGAGTAG TCAATCTAGATCTTATGGAAAACCAA 273

Ai07B19518 Araip.B07 19518 c (AT)6aag(A)11 26 86363863 86363888 TGAGAATCTTGGGAATTGGG CTCATGCATTCCCTTTCGAT 266

Ai07B19521 Araip.B07 19521 c (A)10g(A)10 21 86377168 86377188 GAAAACTGTGGGAACATGGG TTGGAGTAATTTTGTCCCCTT 246

Ai07B19522 Araip.B07 19522 p2 (AT)6 12 86389031 86389042 TGTGGTGAACTTTCGGACAT TCCCTTTTTCAATCAAAACACA 213

Ai07B19523 Araip.B07 19523 p2 (AT)6 12 86389814 86389825 CGAATCTTGGGAATTGGCTA GGCATTTTTGTCCCCTTTTT 202

Ai07B19525 Araip.B07 19525 p2 (AT)6 12 86402131 86402142 TCATGAGGTCTTTTCAAGGTTGT ATCAATGCACATGGGACAAA 233

Ai07B19534 Araip.B07 19534 p2 (TA)6 12 86443484 86443495 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19540 Araip.B07 19540 p2 (TA)10 20 86529232 86529251 CGTGGGCTACGGCTATTTT TAACTCAAGCACGTTGGCAC 155

Ai07B19543 Araip.B07 19543 p4 (TTTA)7 28 86546621 86546648 CCATGATGGAGAAAGGGAGA TTTCGAAAATCTTTCACTCATTTTT 129

Ai07B19547 Araip.B07 19547 p2 (AG)7 14 86595801 86595814 TCGAATTTGGGTGAGATGAA TTGTTTCTTATCTTTTTCAAAACTACC 270

Ai07B19549 Araip.B07 19549 p2 (AG)8 16 86601131 86601146 TGAAAGGGAAATTTAAAACAAAGAA GGCCCAGATCCAAGTACAGA 218

Ai07B19552 Araip.B07 19552 p3 (ATT)5 15 86614519 86614533 TTGTTAATTTCTCATTTTTGCCTC ATCACTCAACCCAAGCCAAG 255

Ai07B19553 Araip.B07 19553 c (TG)15tc(TA)11 54 86618452 86618505 AGGCATTATGGGAGCATCTG CGTGAACGTTAGCGTAAAACA 267

Ai07B19554 Araip.B07 19554 p2 (AT)8 16 86643434 86643449 AAAGGCAGAATGGTGGAACTT CCAGTGAGGGTTCAATTGCT 229

Ai07B19555 Araip.B07 19555 p4 (TTAT)5 20 86644023 86644042 GCTTAGCTACCCAAAATTTCCA TGCATACTCATGGGAGACCA 228

Ai07B19556 Araip.B07 19556 p3 (AAT)8 24 86655105 86655128 GGGGAAAGTTGTGAAAAGCA TTCTTTTCCCTTTTTACATGGTG 256

Ai07B19557 Araip.B07 19557 p2 (GA)7 14 86655341 86655354 CACCATGTAAAAAGGGAAAAGAA GCTAACCCTCAATTGCCAAA 273

Ai07B19560 Araip.B07 19560 p2 (CT)6 12 86687150 86687161 TTTGTTTGCTTCTTACCATTTTCA GCCAGAAAATACCTGAAATCACA 278

Ai07B19561 Araip.B07 19561 c (T)11gaaagattttggtagaa(T)1139 86694335 86694373 GCCAGCCAAACTTCAGCATA TTTTTGGCAAGTTTTGGTCC 280

Ai07B19563 Araip.B07 19563 p2 (GA)6 12 86702166 86702177 TCGAACACAGAGAGGGAGAGA TTTCGAAAACTCCTCACCACTT 252

Ai07B19565 Araip.B07 19565 p2 (TC)7 14 86720579 86720592 CATTCATGAAGAAGCTCGCA CATGGAAGAATTCATAGATCCAA 229

Ai07B19566 Araip.B07 19566 p2 (CA)7 14 86726114 86726127 TTTCTTCTCCCTTCAGCCG ATGAGTTCTGGTGGGAGTGG 216

Ai07B19569 Araip.B07 19569 p2 (CT)6 12 86743058 86743069 TCTAAAGAGGCACCAAGCGT ACACATGGCTGGGCTTATTC 230

Ai07B19571 Araip.B07 19571 p2 (TA)6 12 86749446 86749457 ATCCGCAATTTTGGAACGTA TCAATGGAATGCCCTAAAAGA 251

Ai07B19572 Araip.B07 19572 p5 (AAAAG)6 30 86750163 86750192 GGGGATTTATGGGGACACA TCACATTCACTCATGCATCTTCT 268

Ai07B19573 Araip.B07 19573 p2 (TA)6 12 86776670 86776681 TTTCAAGGTTGTAATGGGGC TGATTGAGGCCATTGTTTGA 254

Ai07B19577 Araip.B07 19577 p3 (TCT)6 18 86793879 86793896 TCTCTTCCACCGTACCAACC AAAAGTTTGCTCGTCTCCGA 143

Ai07B19578 Araip.B07 19578 p2 (AT)7 14 86796076 86796089 TGGAATGTTATGCAATGCAAC AGAGGGCAAACACAAAATCG 275

Ai07B19580 Araip.B07 19580 p3 (AGA)5 15 86800441 86800455 GAGGGGAGAAGAGAGGGAGA ACGCGAACCCTATCAGTCAC 199

Ai07B19583 Araip.B07 19583 p2 (CT)7 14 86824483 86824496 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 278

Ai07B19584 Araip.B07 19584 p3 (TTC)5 15 86826843 86826857 CTGAACCTTACCCCTCCCTC TCTTTTTGGCCACAACATCA 276

Ai07B19585 Araip.B07 19585 p2 (AC)6 12 86835069 86835080 ACGAGAATTTCGGTCCCAAT TCTTCTCCTCCCTCACTCCA 184

Ai07B19586 Araip.B07 19586 p3 (TAA)5 15 86850289 86850303 CATCCAAGGACATGCAAAAA AATTGATCGAATTTGTTTGACC 258

Ai07B19587 Araip.B07 19587 p2 (TG)10 20 86852095 86852114 ATTGGCATGTTGTGGAATGA CAATTCAACCAACCAGACCC 215

Ai07B19588 Araip.B07 19588 p4 (AATG)5 20 86852445 86852464 TTACAAATATGCCGGAGATGC CCACCTTCTGAGAGCGGTAA 179

Ai07B19589 Araip.B07 19589 p2 (AT)24 48 86853339 86853386 TTTCAGATGCAGGACGTGAG AAGCCAACCTCTAGGAGGGA 203

Ai07B19590 Araip.B07 19590 p2 (TG)23 46 86865257 86865302 GCAATTGAATGAAATTGTTATTGGT TTTCCCCTCTCAACAATCCA 276

Ai07B19594 Araip.B07 19594 p3 (CAG)5 15 86882132 86882146 AGATTTATTCCGTGGGGGAC CATCTGAGTTAGGCACGCAA 258

Ai07B19595 Araip.B07 19595 p2 (GT)6 12 86883108 86883119 GCTCACTTACCCAAAAAGCC TGTCCCAAGTTTCCCCATAC 190

Ai07B19598 Araip.B07 19598 p2 (AT)7 14 86895147 86895160 TGTGTGTCATTTAAGCGGGA GCATTTTTGTCCCCCTTTTT 247

Ai07B19599 Araip.B07 19599 c (AC)8at(AC)14atttgggtttcacatgtttatatatatgtgtc(TG)9tatgtgtgtgta(TG)6120 86898000 86898119 CAAGCGAAGAACTCTACCCG CAAAGCTTCTGACTCGGCTC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19601 Araip.B07 19601 p2 (AT)11 22 86899773 86899794 TCAGGCTCACGAGGAAAAAC TTCATCGGGCTTCTCGTACT 275

Ai07B19604 Araip.B07 19604 p3 (GTG)5 15 86913785 86913799 TGTTATTGGGGGCATAAGGA AACAAAAATCACGGAAACGC 263

Ai07B19605 Araip.B07 19605 p2 (GA)6 12 86926150 86926161 ATAGGTGAGGGGTTTTTGGG CACCATTCTGGGCGTTTAAT 257

Ai07B19607 Araip.B07 19607 p3 (AAG)22 66 86934016 86934081 GACGACGACCATAACAAAGGA CAGCCAAATAAGACAAGTTTGGA 280

Ai07B19611 Araip.B07 19611 p3 (TTC)7 21 86941468 86941488 GGTAGTGACGACGGACCCTA GAAAGACACAGGGGGAGTGA 247

Ai07B19612 Araip.B07 19612 p4 (AGAT)7 28 86943264 86943291 CGCACACTCTCTCATCACATT AACCACAATCGACTCCAAGC 275

Ai07B19617 Araip.B07 19617 p3 (AGA)5 15 87001287 87001301 TCTCCGACTTTAGGTGCCAT CACAACCGAAACTCAACCCT 262

Ai07B19619 Araip.B07 19619 p5 (TTTAT)5 25 87005910 87005934 TTTTTCTTCAAATTTTCGAAATCA TAGCTCAAAACTGCCTGCCT 247

Ai07B19621 Araip.B07 19621 p3 (CAT)5 15 87029533 87029547 GGACGAGTCTGAAGAGGCAC CCGAGCTCGACCTTACTCTG 240

Ai07B19623 Araip.B07 19623 p2 (TA)11 22 87037109 87037130 TGGCTGCTTCTCTAGCCACT TTGTGCCCGAAATATGATCC 147

Ai07B19626 Araip.B07 19626 p2 (CT)7 14 87065217 87065230 TCTTACCCTTTTCAAAACTACCTAAC CAGAGGGAGGGATAAGGGTT 276

Ai07B19629 Araip.B07 19629 c (A)12tctgaaaacggggggtccgttttcttttaaggaaaaaatt(A)1062 87075776 87075837 AAATCGGACCGAGGAACTTT AAAATCAAATCGGACCCTCC 226

Ai07B19640 Araip.B07 19640 p3 (CCA)5 15 87119899 87119913 GGTAGTTGAGGCAGCCAGAC CACTATGCTCCTCCTCCTGG 275

Ai07B19641 Araip.B07 19641 p2 (AT)6 12 87120490 87120501 CCCCATCTCGAGCTTCAGTA GATGAAAAACACAACCAATATGC 270

Ai07B19643 Araip.B07 19643 p3 (AAT)5 15 87146573 87146587 TGTTCTTGTCCTTGCTGCTG TCCGAACCCTCTCTCTCTGA 153

Ai07B19644 Araip.B07 19644 p2 (AG)6 12 87146883 87146894 TCAGAGAGAGAGGGTTCGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai07B19646 Araip.B07 19646 p2 (AG)7 14 87165792 87165805 TGGCTCTTGAAAGAATGATGG TTGGCTTCTTCTGCTTGCTT 171

Ai07B19652 Araip.B07 19652 c (T)10cgc(AT)6 25 87232411 87232435 AGGCCCTCCTATCCACTGAT GCAGTGAAAAGCTTGCAGAA 165

Ai07B19653 Araip.B07 19653 p3 (TTA)5 15 87253553 87253567 TATTGAACCTTGCTTTGGGG TGAGAATCTTGGGAATTGGG 225

Ai07B19656 Araip.B07 19656 p3 (TTA)6 18 87288594 87288611 TGCAGTTGACACCAAACATAAA TTTGGACAACTGACGGTTCA 186

Ai07B19657 Araip.B07 19657 p2 (AG)7 14 87295895 87295908 TGGAGCACGTGGTTCACTAA AGCCACTCCAAGCTAACCAA 245

Ai07B19660 Araip.B07 19660 p2 (AT)8 16 87305474 87305489 GGGACATTGGTTGAGAGGAA GGCATTTTTGTCCCCTTTTT 240

Ai07B19661 Araip.B07 19661 p2 (AG)6 12 87309671 87309682 ATGGATGGATGTGGATTGGT ACAGGATCCCCACCTACCTC 169

Ai07B19662 Araip.B07 19662 p3 (TCA)5 15 87314913 87314927 TTTGGAGTTCACTTGCTTTCC TTTTCAAGTGCTTGGGGAAC 156

Ai07B19664 Araip.B07 19664 p2 (GA)6 12 87386869 87386880 CAAAGAAGTACTGAAGAGGGGG ATAAAAGCGTGGCCATTGAC 243

Ai07B19665 Araip.B07 19665 p3 (ATA)10 30 87389909 87389938 TGTTTGCTGCTTGCTTGAAC GAATATTGGCCCCCTGAAAT 259

Ai07B19666 Araip.B07 19666 p2 (CT)6 12 87393221 87393232 ATTCCTCCTCTCTTCCCCAA AAAATGGGTTGATGGGTTGA 153

Ai07B19667 Araip.B07 19667 p5 (AAAAG)5 25 87397128 87397152 TTGGGAACATTGGTTGGAAT GGGCATTTTGTTCCCTTTTT 236

Ai07B19672 Araip.B07 19672 p2 (TA)10 20 87444784 87444803 AGTTCCCTGCTTTCATGAGC AGTGGTTATCAACCTCCCCA 277

Ai07B19674 Araip.B07 19674 p2 (TA)10 20 87454226 87454245 TTCCCTCGCCTTTAACTTTG CTGGCTGTGCCACTCTGATA 253

Ai07B19676 Araip.B07 19676 p2 (TC)6 12 87459151 87459162 CTTTCGCTCTCCAATTTTCG CAGAGAGAGTGAGAGGGTTCG 236

Ai07B19678 Araip.B07 19678 p2 (CT)6 12 87535758 87535769 ATTCCTCCTCTCTTCCCCAA AAAATGGGTTGATGGGTTGA 153

Ai07B19679 Araip.B07 19679 p2 (AC)6 12 87551425 87551436 GGGCTAAGGTAAGGGTGAGG ATAGGGGACAAAATCACCCC 240

Ai07B19680 Araip.B07 19680 c (TATT)6tttaatttttaatttttttattatttttc(T)1265 87551582 87551646 GCCTAGCTACCCATAATTCCC TGCATACTCATGTGAGACCAGA 265
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Ai07B19689 Araip.B07 19689 p3 (AGA)5 15 87630526 87630540 GGAACCATAAATGCAACAACAA GTGGCCAGCGAATTCTAAAG 262

Ai07B19690 Araip.B07 19690 p2 (TA)6 12 87639337 87639348 GGAAGCATGAGTACCCTTCG TGCACGATCAGACTTTTCCA 244

Ai07B19691 Araip.B07 19691 c (A)10taaaggaagagaaagtggttaggaagttttgaaaaaaattgattgagaggatatgattgaaaaacaatttaaacagatttga(T)13105 87648442 87648546 AGAGAACGAATAAAGAAAAATGAAATA TTCCTCATTCCACTCATAATTTTT 280

Ai07B19692 Araip.B07 19692 p2 (CT)6 12 87652989 87653000 GGAATATTGAACCTGGAATGGA AGCGATTTTTGGACCCTTTT 226

Ai07B19694 Araip.B07 19694 c (T)11cgcctcttcttatctttttttttctttttc(T)1051 87662091 87662141 CACCCTTGCCTTTTGGTTTA AAAGCAGTGAAAAGCTTGCAG 137

Ai07B19696 Araip.B07 19696 p2 (TC)7 14 87679071 87679084 CTTTCTCCCTCCACAACAGG GTAGAGCGAGCAGAAATGGG 260

Ai07B19697 Araip.B07 19697 c (A)10g(A)10 21 87684507 87684527 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 235

Ai07B19698 Araip.B07 19698 p3 (TTC)7 21 87693283 87693303 TTAAGCCAAGGATTGAAGGG GCATGGAAACAACATAAAGGAA 229

Ai07B19702 Araip.B07 19702 c (AAAT)7aaaatactaaaa(T)1050 87702269 87702318 CCTTTGGCACAAAACCACTC GCAAATGCAATAAAAGAAAATGG 278

Ai07B19703 Araip.B07 19703 p2 (GT)10 20 87703586 87703605 CCCAAATGGCCTTACCTTTT TCACCCAATGTCCCAAGATT 201

Ai07B19704 Araip.B07 19704 p3 (TTC)7 21 87707015 87707035 TCCGCTCATCAGAAGCTCTA GAGGAATCATAAATGCAACAACA 143

Ai07B19706 Araip.B07 19706 p2 (GA)8 16 87716102 87716117 TTGCAACAATCCACAAGCAT CCTTCTTCCTTCTATCCCCC 238

Ai07B19708 Araip.B07 19708 p2 (AG)6 12 87725539 87725550 GGAGAATGGGGGAATCAAAT GGAACATTGAACCTGGAATGA 170

Ai07B19710 Araip.B07 19710 p2 (GA)8 16 87744068 87744083 AGAGAGGGAGAGAGGGTTCG TTTTATTTCTTCCCTTAATTTTCG 179

Ai07B19712 Araip.B07 19712 p4 (TATT)8 32 87772948 87772979 GCCTAGCTACCCATAATTCCC TGGGTGCATACTCATGTGAAA 262

Ai07B19715 Araip.B07 19715 p2 (CT)8 16 87799925 87799940 TCCAGGATTGGCATAGGAAG AGGATATTTGGGGAAGGGTG 161

Ai07B19717 Araip.B07 19717 p2 (TA)6 12 87806166 87806177 TCACCTGTAAAGCGTAGCCA TTCACTCCAATACTTTTGGTTCA 279

Ai07B19718 Araip.B07 19718 p2 (TA)10 20 87811425 87811444 TTCCTGACGTGCTTCCTTGT CCTCACTCAAGTGATGATGGAA 276

Ai07B19721 Araip.B07 19721 p2 (GA)9 18 87825255 87825272 AGAGAGGGAGAGAGGGTTCG AGTGCCCAGAGAGTATGTGGA 257

Ai07B19722 Araip.B07 19722 p5 (AAGAT)5 25 87839736 87839760 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai07B19727 Araip.B07 19727 p2 (TA)14 28 87869548 87869575 CCTTGCATTGGGGTAATTTT GGAATTTGGGTGCCTACTCA 171

Ai07B19730 Araip.B07 19730 p2 (AT)17 34 87881268 87881301 CTCTACCTTGGGGCGTTTTT TATGGGATTGGGTACGTGCT 209

Ai07B19741 Araip.B07 19741 p2 (AT)10 20 88000070 88000089 AATGAATGAGGCTGAATGGC CCAGCAGTACCGGCTTAAAT 231

Ai07B19742 Araip.B07 19742 p4 (ATAA)5 20 88012636 88012655 GTGGGAACATGGGTTAATGG GCTTAATATTGGGGTAATTTTGTCC 202

Ai07B19745 Araip.B07 19745 p3 (GTT)5 15 88027067 88027081 CAGCCTTTTTATTGCCCGTA CATGCATAAATGCTAAGCTGC 249

Ai07B19751 Araip.B07 19751 p3 (ATA)7 21 88058300 88058320 ACCAGAAGACTGTGAACCCG GCCACAGTCACGAAGAACCT 241

Ai07B19752 Araip.B07 19752 p4 (AAAT)5 20 88060531 88060550 GGGGATTGTTTGAGTTTGGA TCCACGGACTCTTGTGATGA 266

Ai07B19753 Araip.B07 19753 c (T)11c(TAT)5 27 88063206 88063232 TATTGAACCTTGCTTTGGGG TGAGAATCTTGGGAATTGGG 180

Ai07B19756 Araip.B07 19756 p2 (AG)9 18 88080776 88080793 ATGGCCTCAATCATGCAAAT CAAGCATGAAAGTTTTGAGCC 167

Ai07B19757 Araip.B07 19757 p2 (GC)6 12 88083723 88083734 CATATAACCCCATCGGCAAG TTTCTTTGAAAAAGGGCACC 216

Ai07B19758 Araip.B07 19758 p2 (CT)6 12 88095583 88095594 TGACCCTCAGATTGGAGCTT GAAATTTTGAAAAAGAGGGAAGA 240

Ai07B19759 Araip.B07 19759 p3 (TTC)5 15 88099334 88099348 ACACAACCCTCTCTTCCCCT TAGAATATTGCTCGCCCTCG 116

Ai07B19764 Araip.B07 19764 p2 (TA)6 12 88144383 88144394 CGGTCGTTCGCAGAAAATAC GGCAAGAAACAAACCCTCAA 280

Ai07B19766 Araip.B07 19766 c (AT)6acgcggccgcgtgggtcacgctgtcacatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgcggtcgcgtcgtgctcccc(T)10actaaaaaatgcaggatgcagtgattaacatgaatgctatgcatgattccaggttaatgttaaaat(A)10188 88150382 88150569 CAGCCCAACTTTCTGTTCGT CCATGGTATGGTCGCTTCTT 280
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Ai07B19775 Araip.B07 19775 p2 (GA)8 16 88211055 88211070 GGAAGCAATTTCTGCCCATA TTTTTCCTCTTTCTTCCCTTCC 246

Ai07B19777 Araip.B07 19777 p4 (TAAA)6 24 88220548 88220571 TCTTTCTTGATCTTGTGCCAAA CCATGATGGAGAAAGGGAGA 271

Ai07B19778 Araip.B07 19778 p4 (AAAT)7 28 88232286 88232313 AACTGTGGGAACTTGGGTTG CATTGGGGTGATTTTTGTCC 224

Ai07B19779 Araip.B07 19779 p2 (TA)6 12 88242328 88242339 CACATCCCATGTGCATTGTT GAAATCCCAAGAAAGAGGGG 187

Ai07B19780 Araip.B07 19780 p3 (GAA)5 15 88245149 88245163 TAAGTAACCGGAAACGGTGG CCCTGCCTTTATCCCACTTT 108

Ai07B19784 Araip.B07 19784 p2 (AT)11 22 88279935 88279956 GGGAAATTGGGTTTGGAAAT AACTTTGGGGCATTTTCTCC 214

Ai07B19785 Araip.B07 19785 p2 (GA)6 12 88284232 88284243 GGAGGGTTGAGATGTGAGATG CTTTTTGTTTGTTTCTTAACTTTTTCA 278

Ai07B19790 Araip.B07 19790 p2 (TA)6 12 88307025 88307036 CCCATCTCAATTGTAAAAGTGCT ATGCCATGCAATGCAATCTA 186

Ai07B19791 Araip.B07 19791 p2 (TA)7 14 88313902 88313915 TTGGGTGTGATATGGTTCGAT TCCGCTCATTCAATCATCAA 240

Ai07B19792 Araip.B07 19792 p4 (TTAT)5 20 88320578 88320597 TTTCGAAAATCCTTTCCCTC GAAATTCGAACACCAAGAGGA 223

Ai07B19795 Araip.B07 19795 p3 (AAT)5 15 88339177 88339191 TATTTTCGGTTGCCATCTCC GAACCCCCTCTTCCATCTGT 279

Ai07B19796 Araip.B07 19796 p2 (AG)6 12 88339504 88339515 TCGAATTTGGGTGAGATGAA TTTGTTGCTTATCTTTTTCAAACC 271

Ai07B19799 Araip.B07 19799 p2 (AT)9 18 88348350 88348367 CACTGTTGGTGGTTGGGAG TGTATTGTCCTGGGAAAGCC 182

Ai07B19800 Araip.B07 19800 p3 (CAA)5 15 88350151 88350165 AGAAAGAGGAAGCCAGAGGG ACCACCCTCCAGTGACAAAG 279

Ai07B19801 Araip.B07 19801 p5 (TTATC)5 25 88351940 88351964 CCTGGGTGCTCCAGTGTATT GATAAGATGACCTCGCCCAA 107

Ai07B19802 Araip.B07 19802 p5 (TTATC)5 25 88357621 88357645 CCTGGGTGCTCCAGTGTATT GGTGGCTCAAGCCTACAGAG 147

Ai07B19803 Araip.B07 19803 c (AAG)5aaaaagccactgaaaaggggcaaccaaaaagc(A)1461 88362777 88362837 GAGACTGAGCACATTGCAAAA AAGTTCAAACCATTGGTGCC 272

Ai07B19806 Araip.B07 19806 p2 (TA)6 12 88409801 88409812 TTGGGTGTGATATGGTTCGAT TCCGCTCATTCAATCATCAA 238

Ai07B19808 Araip.B07 19808 p4 (TTAT)5 20 88414160 88414179 TTTCGAAAATCCTTTCCCTC GAAATTCGAACACCAAGAGGA 225

Ai07B19809 Araip.B07 19809 c (T)10cgctattttttcttttc(T)1037 88429735 88429771 TTGCTCTTGCCTCTTGGTTT TCCGAATGAATGCTTGAACA 271

Ai07B19810 Araip.B07 19810 p3 (AAT)6 18 88433024 88433041 GCTGCCATCTCCTCTTTTTG CCCCTCTTCCATCTGTGTTC 270

Ai07B19811 Araip.B07 19811 p2 (AT)8 16 88443369 88443384 TATTTCACTGTTGGCGGTTG CACAAAAATCTGCATGGGTG 251

Ai07B19812 Araip.B07 19812 p5 (TTATC)5 25 88446912 88446936 CCTGGGTGCTCCAGTGTATT GGCGATTCCGTTGAAGATAA 122

Ai07B19816 Araip.B07 19816 p2 (TA)12 24 88481399 88481422 GGCTCTTGTTGAGGAGCATT TCCGCTCATTCAATCATCAA 201

Ai07B19817 Araip.B07 19817 p2 (AT)9 18 88483047 88483064 TATTTCACTGTTGGCGGTTG CTCACGTCCTGCATCTGAAA 275

Ai07B19818 Araip.B07 19818 p2 (CT)6 12 88485476 88485487 AATAACGTGTGCGAAGGACC GGATATGGGCCTTTGGATCT 271

Ai07B19819 Araip.B07 19819 c (CA)6aaaaaggaaaaag(A)1035 88496890 88496924 TCCACTCACCCAAACAACAA CCCACATGGCTTCGTAACTT 100

Ai07B19820 Araip.B07 19820 p2 (TA)6 12 88502008 88502019 TCCATGGAAAGAATCCCAAG TTTCATTCATTTGGCCCTAGA 276

Ai07B19823 Araip.B07 19823 p3 (TCA)5 15 88507545 88507559 ACCTTTTGGAGTTCGCCTG TTGGGGAACAAGCAACTTTC 147

Ai07B19825 Araip.B07 19825 p2 (AT)7 14 88531548 88531561 GGAGGTTTTCAGCATTTGGA CATCATGGTAACAATGCCCA 194

Ai07B19826 Araip.B07 19826 p2 (CA)8 16 88542667 88542682 TCCACTCACCCAAACAACAA CCCACATGGCTTCGTAACTT 103

Ai07B19828 Araip.B07 19828 p3 (TCT)6 18 88550392 88550409 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 246

Ai07B19831 Araip.B07 19831 p2 (TA)13 26 88556492 88556517 ATATTCCGTGGGAAGAACCC CACCGGGCACACTAACTCTT 263

Ai07B19832 Araip.B07 19832 p5 (ATTTT)5 25 88569167 88569191 CTGCTAGGTGGGAGACAACC TAGCTCAACTTTCTGGGCGT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19834 Araip.B07 19834 c (A)10gaaaaggaac(AT)23gttccttttctttttttttctt(TA)6c(AT)20141 88578204 88578344 CCCATATGCATTGATACGTTTGT TGGGGTATTTTTGTCCCCTT 257

Ai07B19835 Araip.B07 19835 p2 (TC)6 12 88584475 88584486 AGTCCTTGACCCCTCAGGAT TGATGGAGGTGATTGGTGAA 132

Ai07B19836 Araip.B07 19836 p2 (AT)7 14 88592898 88592911 GGGGACAAAATTACCCCAAT GGTTAAGGCAAAGGTGAGGG 240

Ai07B19837 Araip.B07 19837 p3 (TTC)5 15 88600557 88600571 GAACCTACCCCCTCACTTCC GCTTTTGTCTTCCCTTTCCC 272

Ai07B19840 Araip.B07 19840 c (T)10c(T)11 22 88633987 88634008 CCGTGGTAATGGTGCTTTTC TGACCAAAAATGACATTGGG 202

Ai07B19843 Araip.B07 19843 p2 (TA)25 50 88641198 88641247 GGCATCTTCGATCAGTGGTT ATTATTGGGCTTCGCTTTGG 246

Ai07B19845 Araip.B07 19845 p4 (TTAG)6 24 88663595 88663618 CCCATCCAACACTTCCAAAT TGCAATTAGGAATAAGCAGCAA 174

Ai07B19847 Araip.B07 19847 p2 (CT)6 12 88683406 88683417 AAAAGGGCATTGAACCTGTG ATCAGCGTGGCAGATTTCTT 246

Ai07B19850 Araip.B07 19850 c (T)10caaataattttcgaaaaatcc(A)1142 88696156 88696197 ATTGCTAATCCACCTGCTGC TGCAGTTGACACCAAACTTGA 274

Ai07B19853 Araip.B07 19853 p2 (TC)6 12 88708444 88708455 CCTCTTCTCCCTTCGGTTCT ACATGTACCCCTCCCCCTAC 171

Ai07B19854 Araip.B07 19854 p3 (AAC)6 18 88711032 88711049 CAACCAGGGGTGGAGAGATA GGGACTTGCTGTTGGTTGTT 210

Ai07B19855 Araip.B07 19855 p2 (TA)6 12 88714008 88714019 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 165

Ai07B19856 Araip.B07 19856 p2 (TA)12 24 88737257 88737280 GGTCACACGGAGAGAATGGT AGCCGACCTAAACTCCACAG 276

Ai07B19862 Araip.B07 19862 p3 (GTG)5 15 88783719 88783733 AGTGGTGGTGGTGTAAAGGG TCCACGAAAGTTGAAAATGC 253

Ai07B19864 Araip.B07 19864 c (TA)6cattacaacatataatattat(TA)645 88788878 88788922 AAACATATGCAATTCTCTCTCTCTTT TCCTTAAAATTTGATTTTTGTTGTGA 198

Ai07B19865 Araip.B07 19865 c (CCA)5tcatcatcatccatccatctctatcatcatcggtcacctctatcaaatccattt(ACC)584 88789320 88789403 TCATCATCCGAGACCAACAA GAGTCCTTTGCCAACTCCAC 267

Ai07B19868 Araip.B07 19868 p3 (CAG)5 15 88810614 88810628 GATGACGACGACAAGGAGGT ACCAACAGGTATGTCGGCTC 200

Ai07B19869 Araip.B07 19869 p2 (TA)6 12 88811196 88811207 CCTAAAGTGTGGGGAGGTCA TCAAAAGCCAAAATGCAATG 217

Ai07B19872 Araip.B07 19872 p2 (TA)7 14 88833935 88833948 TTATTGGGCTTCACTTTGGG GGAAACCTGGGGCATTAGTT 280

Ai07B19873 Araip.B07 19873 c (T)10cgtttat(A)10 27 88838707 88838733 TCCATCTCCACTCATGTCCA TTGATTTCCCTTTGATTTTCG 255

Ai07B19874 Araip.B07 19874 p2 (AC)6 12 88846729 88846740 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 227

Ai07B19875 Araip.B07 19875 p2 (AT)10 20 88846968 88846987 TTGGGGTAATTTTGTCCCCT TTGGGTGCTTGCTCATGTAA 193

Ai07B19878 Araip.B07 19878 p2 (CT)9 18 88851356 88851373 CTTCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 274

Ai07B19880 Araip.B07 19880 p3 (TTC)5 15 88854158 88854172 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 146

Ai07B19881 Araip.B07 19881 p2 (AT)9 18 88858002 88858019 TGGTTTATCAACCTCCCCAC AGTTCCCTGCTTTCATGAGC 276

Ai07B19886 Araip.B07 19886 p6 (AAAAAT)5 30 88877141 88877170 CAAGATGAACGCGAAGAACA TTACTGGCAAAAATCCCGAC 256

Ai07B19887 Araip.B07 19887 p3 (AAG)6 18 88879912 88879929 CTCGGAAGTGGAAGCTTTTG CGAGACACAACCCTCTCTCC 203

Ai07B19890 Araip.B07 19890 p3 (TGA)5 15 88907110 88907124 TCCAGGGTCATCTTGTAGGC ACATCGGGATCAGACTCAGG 255

Ai07B19892 Araip.B07 19892 c (CT)7aattttcgaaaatatcttcccactttggtccatgatg(A)1061 88915639 88915699 TTTCAAAATATCTTTTCCAACTTCC TTTTATTTACAATTCACATCAATTTCC 198

Ai07B19896 Araip.B07 19896 p2 (CA)7 14 88934833 88934846 CCAACACAAGCAGTTCCACA TTCTTTTGATTGTTTGTTGATTCC 258

Ai07B19897 Araip.B07 19897 p3 (TAA)17 51 88935228 88935278 TTGGAAAAGCCAAGGACATC CAATGATTTTTGCCCTGCTT 233

Ai07B19899 Araip.B07 19899 p2 (CG)6 12 88937488 88937499 TGTTGGATGAGGGGTAGGAG AGAAGTTCCACCATCCATGC 242

Ai07B19905 Araip.B07 19905 c (AAAT)8aaaaataaaaataaaaataattag(AATA)576 89000200 89000275 TGTGGGAAACCTGGGTTAAT TTTCGCCACTTATGCATTGA 272

Ai07B19906 Araip.B07 19906 p2 (GT)6 12 89000416 89000427 TCAATGCATAAGTGGCGAAA GGGCTAAGGTAAGGGTGAGG 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B19909 Araip.B07 19909 p5 (AATAA)5 25 89064845 89064869 TCTTCCAAACGCACATACGA GTGCTAGGTGGGAGACAACC 234

Ai07B19912 Araip.B07 19912 c (A)11ggtttttcgccacgcgacgcgattgcatcagtgacgcgtccgcgtcgcaaaagggggtg(A)1080 89085690 89085769 CCGCGGTATGATTGTTCTTT GCTCCAGCCAGACTCTCTGT 212

Ai07B19913 Araip.B07 19913 p2 (CT)6 12 89090949 89090960 TGCAGGGATGAGAAATCCTT GGTGAGGTAGGTGGGGTTTT 196

Ai07B19915 Araip.B07 19915 p3 (AAT)5 15 89159512 89159526 TGATTTTGGGAGAGTTGGGA GAACCTTGCTTTGGAGCATT 280

Ai07B19917 Araip.B07 19917 p2 (TC)6 12 89182072 89182083 ATGCATCCATTCAGAGGGAG TGGATCCAAAGTTACTCCCAA 126

Ai07B19918 Araip.B07 19918 p2 (AT)8 16 89195390 89195405 CAGGTTGTGTGTTCTTTGGC TTTTGTAATCACAACAATCCACC 206

Ai07B19919 Araip.B07 19919 c (AC)14ag(AT)10 50 89201231 89201280 TCATTTGGGTTTGGGAAACT GGCATTTTTGTCCCCTTTTT 275

Ai07B19925 Araip.B07 19925 c (T)10attaagaaactgttttgtttataactataatctattagatgacaaaaatgataataaacccattaagcagtgaaatcctatcatgacc(T)10108 89230764 89230871 AAAAGGTTGGCACAACTCCA TCCGCATTACTTCCTTTCGT 274

Ai07B19926 Araip.B07 19926 p3 (GGA)5 15 89231345 89231359 GAGAGAGAGCATGAGGTGCC GTGTTCACTCACACCGCACT 235

Ai07B19928 Araip.B07 19928 p4 (AATA)5 20 89232147 89232166 TAGCGGCTTTGTAGTACCCG CACTTTTAAAGCTAAAATCCCAAA 190

Ai07B19931 Araip.B07 19931 p3 (ATG)5 15 89244405 89244419 GGGTGTTTTGTGCTTGTGTG TCCAACACATGCAACTCATTC 245

Ai07B19932 Araip.B07 19932 p2 (AG)6 12 89246254 89246265 GCTACAAAGTGGGGGAATCA TCCTAAAACCTAGAGAGAGGAGAGA 126

Ai07B19933 Araip.B07 19933 p2 (TA)6 12 89252423 89252434 CCTGCTCCTGCGTAACTCTC AAGCAAAGTGCTAGGTGGGA 216

Ai07B19935 Araip.B07 19935 p2 (TC)6 12 89266157 89266168 TCTCGAAAGTGAATGAAAAATCC ATGCATCCATTCAGGGAGAG 128

Ai07B19936 Araip.B07 19936 p2 (AT)6 12 89267001 89267012 GGATGTCATGCAATGCAATCTA CAAATCCAGTGAGGGTTCAA 256

Ai07B19939 Araip.B07 19939 p2 (AG)6 12 89278969 89278980 TCCTGAAAGTGAATGAAAAATCC CCACACACCAAAAATTGCAG 232

Ai07B19941 Araip.B07 19941 p4 (TAAC)5 20 89282276 89282295 TGTGAAGCTTGAAGGCAATG CCAATCACCATCTATCACCAA 275

Ai07B19942 Araip.B07 19942 c (T)10gtttttc(AT)9 35 89287501 89287535 TTGCTTTGGGGAATTTTGTC TTGGGACATTGGTTGAGAGA 274

Ai07B19943 Araip.B07 19943 p2 (AC)8 16 89287721 89287736 TCTCTCAACCAATGTCCCAA AGCCAACTTTGAGCCTACGA 169

Ai07B19948 Araip.B07 19948 p3 (CTT)6 18 89339066 89339083 TTGCTTCTTTTGGTCCATCC GTGGTAGAGGTGGGTGGAGA 177

Ai07B19949 Araip.B07 19949 p2 (AT)10 20 89368154 89368173 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 269

Ai07B19954 Araip.B07 19954 p2 (CT)6 12 89376967 89376978 TCGAATACTCTCTCTCTCATCTCTTTC GTTCAGGATCAGCTGCAACA 265

Ai07B19955 Araip.B07 19955 p2 (AT)6 12 89417181 89417192 GGATTTGCTCCCTGCTTTTC GCAAATGCAATAAAAGAAAATGG 188

Ai07B19959 Araip.B07 19959 p2 (TC)7 14 89446943 89446956 ATTTCCGATATTTCACCCCC GGACCTTACTTCTTTTGCTTCC 180

Ai07B19962 Araip.B07 19962 p2 (GC)6 12 89466796 89466807 CAAAAACCCGAGAGTCATGC AGGGTTGGCATGAAGAACAG 274

Ai07B19964 Araip.B07 19964 p3 (TCC)5 15 89474278 89474292 GACCGTATCCGTGAGCTGAT AAGCGACGCTATGAGCATTT 183

Ai07B19966 Araip.B07 19966 p2 (CT)6 12 89488533 89488544 ATGGGAAGGTTCATAAGCCA GGCTATAAAGTTGGGGAATCAA 266

Ai07B19967 Araip.B07 19967 c (TTAT)5tt(TA)6 34 89489869 89489902 GGCGTTTTGTCCCCTTTTAT GTGGGGAAGTTGAATTTGGA 228

Ai07B19968 Araip.B07 19968 p2 (CT)6 12 89494002 89494013 TGGGAAGGTTCATAAGCCAA AGGCATTAAAATGGGGGAAC 266

Ai07B19970 Araip.B07 19970 p4 (TAAA)6 24 89498452 89498475 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 212

Ai07B19971 Araip.B07 19971 p2 (AT)6 12 89510740 89510751 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 248

Ai07B19973 Araip.B07 19973 p4 (TAAA)5 20 89529306 89529325 TCTTTTCTAACGAAAATCTTCACC CCATGATGGAGAAAGGGAGA 132

Ai07B19975 Araip.B07 19975 p2 (TA)6 12 89541180 89541191 GTTTCTCGCAATATGACGCA GTGCTAGGTGGGAGACAACC 228

Ai07B19978 Araip.B07 19978 p2 (AT)7 14 89571907 89571920 AGTGCGGAGCTATAGGAGCA TCTCGGTGGATATCGAGCTT 269
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Ai07B19979 Araip.B07 19979 p2 (TG)8 16 89572756 89572771 GGGTCGAAACCAACAAAAGA TTGTGTTGGATCGTTTTCCA 127

Ai07B19980 Araip.B07 19980 c* (A)10(AT)7* 23 89601536 89601558 TTGATTTTGGGAGAGTTGGG CTTGTTTTGGGGCATTTTGT 257

Ai07B19987 Araip.B07 19987 p3 (AGA)7 21 89664342 89664362 TGATGGGCTTGTGAGATGAA CCGAATACACACATCCCTCC 243

Ai07B19988 Araip.B07 19988 p2 (AG)6 12 89667088 89667099 AAAGAGGGAAGGGATTTTCG TCTTGTGATTTCTTGTGAATCAA 270

Ai07B19991 Araip.B07 19991 p2 (AC)7 14 89689664 89689677 TTTTCCTTTACCCACACCCA TAGCGACGATGTCTCCCTCT 226

Ai07B19993 Araip.B07 19993 p2 (AT)8 16 89712531 89712546 TGCAAGACGGATAGGAGTTG GAGGTGGCTGATGATGGTTT 251

Ai07B19994 Araip.B07 19994 p2 (TA)6 12 89714358 89714369 CAAAAGTGCAAAATCGTCACA AACTCTGCGGGCTACGACTA 138

Ai07B19995 Araip.B07 19995 p3 (TTA)10 30 89716032 89716061 GGGACGTAAAACGATTGGAA GCTTCGGCCTAATTGACAAG 261

Ai07B19996 Araip.B07 19996 p2 (GC)6 12 89740920 89740931 AGTCATGCCCACTTTATGCC GGGAGTCCACATAGTGCCAT 139

Ai07B19997 Araip.B07 19997 p2 (GC)6 12 89741242 89741253 AGACTTGCGCCAACTTTTTG AGTGGCCGAAGATAGTGGTG 270

Ai07B19998 Araip.B07 19998 p2 (GA)6 12 89753266 89753277 AAAGAGGGAGAAAGGGTTTGA TTTCGAAAACTCCTCACCAC 243

Ai07B20002 Araip.B07 20002 p2 (GT)6 12 89759919 89759930 AGGGGATAAAATCACCCCAA TTTCAAGGTTGTAATGGGGC 250

Ai07B20006 Araip.B07 20006 p2 (TC)6 12 89770283 89770294 GTGCTTCTTCTTCCTGTGGC GCTTAAGCCATTACCCCCTC 103

Ai07B20012 Araip.B07 20012 p2 (CT)7 14 89829029 89829042 ACAGCTCAACCAAAATTGCC CGCCATGTAAAAAGGAAAGAA 267

Ai07B20013 Araip.B07 20013 p2 (AT)6 12 89851162 89851173 GGGTTGAGCTAGCAATTGGA CACCAATAGGCCACCAAATC 161

Ai07B20014 Araip.B07 20014 p2 (AT)6 12 89857556 89857567 GGGTTGAGCTAGCAATTGGA CACCAATAGGCCACCAAATC 161

Ai07B20016 Araip.B07 20016 c (AC)6agaggagagcgcgccggccaggaaggttactgtcgccgccagctggtcgccgtcgatcccatcactggcgtcattgccagccgtgccatc(AG)6114 89862838 89862951 TGGACTCACCAAGCATGAGA CGTCTCTCCCTTTCTTCCCT 231

Ai07B20017 Araip.B07 20017 p2 (TA)6 12 89871079 89871090 GGTTTATCAACCTCCCCACA TTTCCATGTTCCCTGCTTTC 274

Ai07B20018 Araip.B07 20018 p2 (TA)8 16 89872776 89872791 CCTATCTCATTTGCAGAAGTGC CCTCATGCTGAATCCAAGGT 233

Ai07B20019 Araip.B07 20019 p2 (TA)9 18 89877966 89877983 CAGCTTCAGTTTTCTGCCCT TCAACTCACCAACAAGGCAC 205

Ai07B20020 Araip.B07 20020 p2 (AT)7 14 89884803 89884816 CCATGGTATGGTCGCTTCTT TGGTGTTTTCCGCAATATGA 212

Ai07B20022 Araip.B07 20022 p3 (GAA)5 15 89890263 89890277 GCTTTTGTCTTCCCTTTCCC GTAAGAAGCATCTGGCTGGC 221

Ai07B20023 Araip.B07 20023 p2 (GA)6 12 89893962 89893973 ACAAATGGAAGAGGGGGTTC TCTTCCCTCTTTTTCAAAATTTCTT 223

Ai07B20024 Araip.B07 20024 p2 (AG)8 16 89894127 89894142 GGTTCGAATTTGGGTGAGAT CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai07B20026 Araip.B07 20026 p2 (TA)6 12 89899898 89899909 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 267

Ai07B20028 Araip.B07 20028 p2 (AG)20 40 89912112 89912151 AGAGGGTGATGGTTGACTGG ACGTTCCCTCTCCCTGTTCT 237

Ai07B20029 Araip.B07 20029 p2 (AT)7 14 89928714 89928727 TCGTCGGTCTCATTTCATTTC GCCTTTTACCGACATCCATT 278

Ai07B20030 Araip.B07 20030 p2 (AT)12 24 89935782 89935805 AGAAGCTCTGGGTTGCGTTA AAGGGATACAGAGAACAGAGCAA 256

Ai07B20032 Araip.B07 20032 p2 (GA)11 22 89948125 89948146 TTTGCAATAATCCACAAGCA TTCCCCCTTCTTCTTCCAAT 241

Ai07B20034 Araip.B07 20034 p2 (TA)6 12 89960522 89960533 ATTGGATCCTTACGCCGATA CAACCCATCATGGTATGGTC 278

Ai07B20035 Araip.B07 20035 p2 (AG)6 12 89963252 89963263 TCAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAGTACAGA 216

Ai07B20038 Araip.B07 20038 p2 (CT)7 14 89989994 89990007 CCCTCCCCCTTCTATCTCAC TGAGGGATAATGACGCAAAA 219

Ai07B20039 Araip.B07 20039 p3 (CAT)5 15 89994455 89994469 CCAGCTTCTGCTTCCCATTA TTGGGAGGATTTGGAGTCTG 229

Ai07B20047 Araip.B07 20047 p5 (CAAAG)5 25 90093737 90093761 TTGGGAATTGGGTACATGCT TTCCCGCCTAACCTATGACA 270
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Ai07B20049 Araip.B07 20049 p3 (ATA)5 15 90104600 90104614 TTATTTTCGGCTGCCATCTC TGTCTCCCCTTTCTCTTCCA 257

Ai07B20050 Araip.B07 20050 p2 (GA)6 12 90104766 90104777 GGATCCCTTTGTGAGTGGAA TCCCCTTTTTCAAAATTTCTTT 280

Ai07B20051 Araip.B07 20051 p2 (GA)6 12 90104937 90104948 CGAATGGAAGAGATGTGAGATG TTTCTTAACTTTTTCAAAACCACC 273

Ai07B20053 Araip.B07 20053 p2 (TC)6 12 90138637 90138648 CCCTCTTCTTTTCTCCCCAA GCAGGGAGTGAGAATGGGTA 154

Ai07B20054 Araip.B07 20054 c* (A)10gagaaaaataaaaaaacaaaaaaac(AT)7ggaacatactcatgtattaatcatgtgtaaaccatatgcattgatgctcttgtatatgttttagtttgaaaaaaaaatgagaaaaacaaaaag(A)10(AT)8*167 90142688 90142854 AACCATATGCATTGATGTTCTTG AGGCACTTTGTCCCCTTTTT 271

Ai07B20057 Araip.B07 20057 p2 (AT)6 12 90164316 90164327 GAATGATGCGCAGACAAGAA TACCTACAGCCATTTTCCGC 252

Ai07B20060 Araip.B07 20060 p3 (TCA)5 15 90182377 90182391 CAACCTTTTGGAGTTCGCTT ATGAACAAGAACCATTGGCA 254

Ai07B20063 Araip.B07 20063 p2 (CT)8 16 90196599 90196614 TTTCTTACCTTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 280

Ai07B20064 Araip.B07 20064 p2 (CT)7 14 90196844 90196857 CGAAGATCCTCCTTTTCCCT CAGGTTCTGGATCAGCTTCA 257

Ai07B20065 Araip.B07 20065 p3 (TTA)5 15 90203302 90203316 TTGCCATGGAAAGGAGTAGG TAAGGGTCGATACCACGGAG 254

Ai07B20067 Araip.B07 20067 p3 (TCT)5 15 90206770 90206784 ATCTCAGCATCTGTGGACCC CCCTCGAGCAAGAGAAGAAA 279

Ai07B20068 Araip.B07 20068 p5 (TTATC)7 35 90233210 90233244 CCTGGGTGCTCCAGTGTATT CTTAAAGAGCTCGGCCAATG 260

Ai07B20069 Araip.B07 20069 p2 (AT)9 18 90235175 90235192 GATCAATAACGCAACGAGCA TTTGTGTCCCTTTGGGTTTC 189

Ai07B20072 Araip.B07 20072 p2 (TA)6 12 90259152 90259163 TAAATCGCAATACCGCTTCC GATATGGGCGCAGAAGTCAC 266

Ai07B20074 Araip.B07 20074 p2 (TA)6 12 90282074 90282085 GGATATGGGCGCAGAAGTTA CTTTAAACCGCAACACCGAT 275

Ai07B20075 Araip.B07 20075 p2 (AC)7 14 90287103 90287116 CACCCATTCCCTAAAACCAA CCTCCCTTCTCTCTTCCGTT 170

Ai07B20076 Araip.B07 20076 p2 (TA)6 12 90291224 90291235 GGATATGGGCGCAGAAGTTA CTTTAAACCGCAACACCGAT 273

Ai07B20079 Araip.B07 20079 p2 (AT)7 14 90319888 90319901 TCAAATCATTCAATCACAATCCA TGACTTAAGTGTGGGGGAGG 248

Ai07B20081 Araip.B07 20081 p2 (AT)9 18 90324836 90324853 GGGGCATTTTGTCTCCTTTT TGGGAAAATTGGATTTGGAA 232

Ai07B20084 Araip.B07 20084 p2 (CT)6 12 90330131 90330142 GGCTTTCCAATTGTAACTCTGAA GCTCTCAGCCCAGAAAACAC 279

Ai07B20087 Araip.B07 20087 p2 (CA)6 12 90352149 90352160 CAAACGGGCTAAAAACGCTA GAGCTCTTCACAAGGAACGC 239

Ai07B20088 Araip.B07 20088 p2 (AT)8 16 90359959 90359974 CCGTTACCATGCTGAGAACC CATTCGGTGATTCAGCCTTT 136

Ai07B20090 Araip.B07 20090 p2 (TA)7 14 90367928 90367941 TTTGATGACGTTCCACCTGA CATTCGGTGATTCAGCCTTT 235

Ai07B20092 Araip.B07 20092 c (T)10attactacacatatgcattgatttttattgaaccttgaactttggggcattttgtcccctttttattgcaattctttttctttctttttc(TA)6112 90379692 90379803 TCCCACCTAACCTATGACAACC TGAATGAGAACAACAAAAAGAAAAA 224

Ai07B20094 Araip.B07 20094 p2 (TC)6 12 90385244 90385255 TGGGGTTTATCAGAAGGCAG TTTATGCCGTCCACTTGTGA 252

Ai07B20095 Araip.B07 20095 p3 (GAA)5 15 90394726 90394740 ACCATTAGGATGCCGACTTG CAACACACCCCTCTACACCC 271

Ai07B20096 Araip.B07 20096 p3 (AAT)5 15 90397274 90397288 TATTTTTGGCTGCCATCTCC TCACATTCTTTGTCTCCCCC 263

Ai07B20097 Araip.B07 20097 c* (A)10(AT)6*aaataaaaagaaaaaaa(AT)1466 90405445 90405510 GTGTGGGAAAAGTGGGTTTG TACTTTGGGGCATTTTGTCC 265

Ai07B20099 Araip.B07 20099 c (GC)6aaggtgcactgacgcgtcggtgaaggtactagctgagggcgcatgcgcgtcagtg(GC)679 90411981 90412059 TGAGAAAGGAAGTGGAACGG TTATGCCACTTTTGTGCCTG 165

Ai07B20102 Araip.B07 20102 p2 (TC)6 12 90444462 90444473 GGCCCAAATCCAAGTACAGA AACTGCCTGTGACATGGAATAAT 278

Ai07B20104 Araip.B07 20104 p2 (TA)6 12 90454779 90454790 TACTTTGGGGCATTTTGTCC AGTGTGGGGAAGTTGAATGG 221

Ai07B20105 Araip.B07 20105 p2 (TG)10 20 90472740 90472759 GAAGTATGGAAGGGAGGGGT ATCCACCAACCTTCAACCAG 269

Ai07B20106 Araip.B07 20106 p2 (AG)6 12 90475055 90475066 AAACCTGGGATCGAGAGTCA ACGCTCCTAGCGATTTCTGA 221

Ai07B20107 Araip.B07 20107 p2 (AT)12 24 90475933 90475956 TGCAACTACCTAAATGAATGATGC CAAAATCCAGTGAGGGTTCAA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20111 Araip.B07 20111 p2 (AG)6 12 90487046 90487057 AAACCTGGGATCGAGAGTCA ATTGCAGAAAATGCTCCCAG 231

Ai07B20112 Araip.B07 20112 p2 (AT)11 22 90495429 90495450 AGCCACATACACCCAAGTCC GGAATGCGACTGTTGCTTTTA 280

Ai07B20115 Araip.B07 20115 p2 (TC)7 14 90517885 90517898 GCAGAACAAGATCGCCCTTA GAGGATGTTCGCAGAGGGTA 219

Ai07B20116 Araip.B07 20116 p2 (TG)6 12 90525228 90525239 TGTTCTCTCTTCCCTTGCGT TAACAGCCACCAAACCTTCC 268

Ai07B20117 Araip.B07 20117 p2 (TG)6 12 90531860 90531871 GTTCTCTCTTCCCTTGCGTG AATCCTAACAGCCACCGAAC 272

Ai07B20118 Araip.B07 20118 p2 (TA)6 12 90533647 90533658 TTTTGCGCTTTTCAAATCCT CTAAGCTTTACCTCGCGTCG 152

Ai07B20119 Araip.B07 20119 p2 (CT)6 12 90548071 90548082 GGAACATTGAACCTGTGATGAA TATGCTGGGGGAGATTCTTG 228

Ai07B20122 Araip.B07 20122 c (T)11gaatat(A)10 27 90557138 90557164 AGCCAGTCAGGCTTCAACAT ACTGTTGCCGAGGATTGTTC 205

Ai07B20124 Araip.B07 20124 p2 (CG)6 12 90570294 90570305 GGAGGAAGGAGAAAAGCAGG TTGTGCCTTCCAAGTGTTTG 180

Ai07B20126 Araip.B07 20126 p2 (GA)7 14 90594552 90594565 AACACAGAGAGGGAGAGAGGG TTTCGAAAACTCCTCACCACTT 245

Ai07B20132 Araip.B07 20132 p2 (CT)6 12 90643112 90643123 CATAAGCCAATCTGGCAACA ATCCAAGTCCAGAAGGCACA 280

Ai07B20133 Araip.B07 20133 p2 (TA)6 12 90643959 90643970 TGCAACTGCATACAAAATGTTTC ATCAATGCACATGGGACAAA 253

Ai07B20135 Araip.B07 20135 p2 (CT)7 14 90669632 90669645 GGAACATTGAACCTGTGATGAA GGAAATCCATCCATTCAACG 138

Ai07B20137 Araip.B07 20137 p3 (GAA)5 15 90674563 90674577 AAGCAATTGCCTTCCCTTTT ACACAACCCTCTCTTCCCCT 219

Ai07B20138 Araip.B07 20138 p2 (AG)6 12 90677788 90677799 AAAAGAGGGAGGGATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 278

Ai07B20144 Araip.B07 20144 p2 (TA)6 12 90704861 90704872 CAAAATCCAGTGAGGGTTCAA GAGTCATGCGATTCCGATTT 223

Ai07B20146 Araip.B07 20146 p2 (CT)6 12 90755512 90755523 AAGCCAATCTGGCAACATAA TAACGTGGGGGAATACATCC 245

Ai07B20148 Araip.B07 20148 p2 (CT)6 12 90760915 90760926 CATAAGCCAATCTGGCAACA ATCCAAGTCCAGAAGGCACA 280

Ai07B20151 Araip.B07 20151 p2 (CT)7 14 90782180 90782193 GGAACATTGAACCTGTGATGAA ACGTACGAGAATACGCTGGG 241

Ai07B20152 Araip.B07 20152 p2 (GA)6 12 90787758 90787769 AGAGAGGGAGAGAGGGTTCG TCCAATTTTTGAAAACTCCTCA 244

Ai07B20157 Araip.B07 20157 p2 (TA)7 14 90830190 90830203 GGGTTCAACGCTTGAATTTT ATGAAATGCAGTGCAAGCC 201

Ai07B20158 Araip.B07 20158 p2 (TA)11 22 90831641 90831662 AATCAACTCCCAGTCAAGGC CCCCTATTTCAATCAAAACACA 261

Ai07B20160 Araip.B07 20160 p4 (TATT)6 24 90835045 90835068 TTCCCTTTTTCAATCCATACTCA GGGAAATTGTGGGAACAAAA 278

Ai07B20162 Araip.B07 20162 c (A)10gaaaagaaaaagaaaataata(AT)643 90837640 90837682 GCAATCCCTTAAATGGGAGA CCCCCTTCCCCTTTCTATCT 277

Ai07B20164 Araip.B07 20164 p2 (AT)12 24 90857661 90857684 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 226

Ai07B20166 Araip.B07 20166 p2 (CT)6 12 90862326 90862337 CATAAGCCAATCTGGCAACA ATCCAAGTCCAGAAGGCACA 280

Ai07B20168 Araip.B07 20168 p2 (CT)6 12 90889368 90889379 AACCCTAAACCTCACCCCAC TAAAATGTTTGCTCGTCCCC 175

Ai07B20169 Araip.B07 20169 p2 (AG)6 12 90893987 90893998 GCTCAAATCTCACAGGTTGTGT AGCCTTAAGTGTGGGGAGGT 277

Ai07B20172 Araip.B07 20172 p3 (TGA)6 18 90941259 90941276 TGCTCTTCCTTATGGCATGTT GGAGGAAGGGATTCTTCTGG 201

Ai07B20173 Araip.B07 20173 p4 (TAAA)5 20 90975487 90975506 AACTGTGGGAACTTGGGTTG CCTTCATTAAACTTAACATTGGGG 223

Ai07B20177 Araip.B07 20177 c (A)10taaaaaaat(A)1130 91007635 91007664 TGAAGCAAGAAAAAGCAGCA CCTAAACTTTTTGGCCCTCC 193

Ai07B20178 Araip.B07 20178 p2 (TA)14 28 91009073 91009100 GGTTTTGCTTGCATTGGATT TGGACTCATCAATTGTCCCA 252

Ai07B20179 Araip.B07 20179 p2 (TA)12 24 91009293 91009316 TGGGACAATTGATGAGTCCA TGTCCTCATGCTAAACGAACA 200

Ai07B20180 Araip.B07 20180 p2 (CA)6 12 91030031 91030042 GACAACCATCCAATCCCAAG TTGGCTACGAATGATTGGCT 164



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20181 Araip.B07 20181 p3 (GAA)5 15 91032930 91032944 GCTTTTGTCTTCCCTTTCCC TACACCTTCCCCCTCCTTTC 184

Ai07B20184 Araip.B07 20184 p2 (AT)7 14 91043325 91043338 TTGTCTGCTCTGATTGTCCG AATGCCATTTGGGTGATTGT 268

Ai07B20185 Araip.B07 20185 p3 (GCT)5 15 91055442 91055456 TTGTCCTTACCCGAAACCAC GGTCTCAGCTTCAGCCAAAC 127

Ai07B20188 Araip.B07 20188 c (GC)6agggtgcactggcgcgtcggtgagggtgttagcagaggacgcgtgcacgtcagtg(GC)679 91078157 91078235 GGAGACAGTGGTGGTGGACT GCCAACTTTGTGCCACTTCT 265

Ai07B20189 Araip.B07 20189 p2 (GC)6 12 91078479 91078490 ACGCGTGCTTGAGAGATTTT CCTGAGAGTCATGCCCACTT 257

Ai07B20192 Araip.B07 20192 p3 (AGA)6 18 91091526 91091543 CCAATCATATGAGCGGGACT CTTCACCTCTTACCCACCCA 210

Ai07B20193 Araip.B07 20193 p3 (AAT)5 15 91094348 91094362 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 203

Ai07B20194 Araip.B07 20194 p2 (AG)6 12 91094687 91094698 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 234

Ai07B20200 Araip.B07 20200 p2 (AT)10 20 91177558 91177577 TGGAGTGTTATGCAATGCAAC CAAATTCCAGTGAGGGTTCAA 271

Ai07B20201 Araip.B07 20201 p2 (AG)6 12 91185153 91185164 TGGGAAACAATGGTAACACAAA GCTCGCCAATTTTCACTTTC 279

Ai07B20203 Araip.B07 20203 p2 (TA)9 18 91210765 91210782 TCATATGAGCCTGATTCGTTG AGGGCTTGGGATGTTGTATG 275

Ai07B20205 Araip.B07 20205 p4 (AAAT)5 20 91226966 91226985 GGAAATTGTGGGAACAAACG TGGGGTAATTTTGTCCCCTT 201

Ai07B20208 Araip.B07 20208 p5 (TTATC)5 25 91250187 91250211 CCTGGGTGCTCCAGTGTATT AAAAGGGCCCAGATAGAGGA 182

Ai07B20211 Araip.B07 20211 p3 (GAT)5 15 91274528 91274542 TTCAAGGTCATCTGGTGGGT CTCACAATCTGGATCGGGTT 257

Ai07B20212 Araip.B07 20212 c (T)13gtttttcatgttttcttaggttcatgatcatgtggagtcacaaaataaac(A)1275 91284762 91284836 GAGCAAGAATGCTCAAGGCT GTGTTTGAACGCCAGACAGA 253

Ai07B20213 Araip.B07 20213 c (A)10tgattcttgaagcaagaaaaagcagcaaagaacaaagcttgcag(A)1064 91285524 91285587 TGTTGGCTCTTGAAGGAATG TGCTCTTGCCTCTTGGTTTT 191

Ai07B20214 Araip.B07 20214 p2 (CT)6 12 91288283 91288294 ATGCATCCATTGAGGGAGAG GGAACATTAAACCTGGATTGAGA 150

Ai07B20215 Araip.B07 20215 p3 (TTC)5 15 91291908 91291922 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 181

Ai07B20219 Araip.B07 20219 p2 (TA)7 14 91309421 91309434 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAG 277

Ai07B20220 Araip.B07 20220 c (T)10attccatgtgcattgcttttattttgcattggggaatttctttcgtatccccttttaataaatgctgaaaaataaccctttctttctc(T)10108 91309896 91310003 CCTATTTTCCCAGATTATCCCA CTTTAATTGCCATGTGCCCT 186

Ai07B20226 Araip.B07 20226 p3 (GAT)5 15 91340822 91340836 TTCAAGGTCATCTGGTGGGT CTCACAATCTGGATCGGGTT 257

Ai07B20227 Araip.B07 20227 p2 (CT)7 14 91349895 91349908 GAAATTGCAGAAGACGCTCC GGAACATTAAACCTGGATTGAGA 246

Ai07B20229 Araip.B07 20229 p3 (ATA)7 21 91363251 91363271 GTTCTTGTCCTTGCTCCTGC TGCCATCTGTGTTCGAATTT 164

Ai07B20232 Araip.B07 20232 p3 (GAA)5 15 91379563 91379577 CGGTCTTAGGTGCCATCAAT AAACACAACCCCTCCCTCTC 150

Ai07B20233 Araip.B07 20233 p2 (AT)6 12 91387156 91387167 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAG 279

Ai07B20234 Araip.B07 20234 c (T)10ctattccatgtgcattgcttttattttgcattggggaatttcttttgtatcccc(T)1074 91387626 91387699 TGGGGTCAAGGTAAGGGTAA TGATTTAATTGCCATGTGCC 280

Ai07B20236 Araip.B07 20236 p3 (GAA)5 15 91409278 91409292 CCTTCCCCTCGTCTTAGGTC ACACAACCCTCTCTTCCCCT 196

Ai07B20242 Araip.B07 20242 p2 (TA)23 46 91456370 91456415 TGCTTTTTCTCCCATCTCAA GCCCTCATGCTAATTCCAAG 274

Ai07B20243 Araip.B07 20243 p2 (CT)6 12 91457236 91457247 ATGCATCCATTGAGGGAGAG CCTGGATCGAGAGTTACTCCTAA 139

Ai07B20244 Araip.B07 20244 p2 (AT)6 12 91508134 91508145 AAGTGAACATGCAAGCAATCC TCTCACCCCCATTAACAAGG 260

Ai07B20245 Araip.B07 20245 p2 (TC)9 18 91521927 91521944 CCCAAATCCAAGTCCAGAAA AAAAAGGAATGCTGAACCTGA 211

Ai07B20246 Araip.B07 20246 p2 (TC)8 16 91538803 91538818 CCCAACTCCAAGTCCAGAAA AAAAAGGAATGCTGAACCTGA 209

Ai07B20249 Araip.B07 20249 p2 (TA)6 12 91557159 91557170 GCAAGATTCAGTTATCCAGCC TTTGATGACGTTCCACCTGA 249

Ai07B20253 Araip.B07 20253 p3 (AAT)12 36 91578761 91578796 CCCCACTTCTATGGAGATGC CGGGCACAAGATATTGTAAGG 275
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Ai07B20256 Araip.B07 20256 p3 (AGA)9 27 91625260 91625286 TCTAGGGGTTTCTCTGGCCT CTCACCTACACCCACCCACT 259

Ai07B20257 Araip.B07 20257 p2 (TC)6 12 91637443 91637454 GTCACTTTTCTTCCCCCTCC TTCCATCCTCTGAGCCATTC 238

Ai07B20260 Araip.B07 20260 c (A)11(T)10 21 91653514 91653534 TCGAGTTTGGACAACTGACG ATGACAAGCCTAACATGCCC 276

Ai07B20262 Araip.B07 20262 p2 (AG)6 12 91662612 91662623 CGCACATACCCTTCCATTTC TTGAGGGGTGGTATTGCTTC 176

Ai07B20263 Araip.B07 20263 p2 (TA)7 14 91665642 91665655 TGGGGGAGGATCTACGATTT ACATCATCCAATCAAAATCCA 262

Ai07B20266 Araip.B07 20266 p3 (AAT)5 15 91690122 91690136 TGGAAGGATCAACAGAAGCC CAACTGACCCACCTATGCCT 234

Ai07B20269 Araip.B07 20269 p2 (TG)8 16 91706521 91706536 TGGATTCTAGATTGCTTCCATTG AACACCTGGTGGGCATAATC 264

Ai07B20272 Araip.B07 20272 c (A)10catatttggcgaaaag(A)1036 91720183 91720218 TGCTTGAACAGTGCAGATGTC ATCCACTGATGCTCAAAGCC 262

Ai07B20273 Araip.B07 20273 p2 (CA)6 12 91725720 91725731 CCATACCCCCATTTCTTCCT GTCTCCTCGAGCGACAAATC 220

Ai07B20274 Araip.B07 20274 p5 (AAAAT)5 25 91729539 91729563 TTTGGACAACTGACGGTTCA TTCTTAAAAATCTTGAAGCCATAGAA 194

Ai07B20277 Araip.B07 20277 p3 (TTC)5 15 91757736 91757750 ACCATCCTTCTGACGACACC TTCATGTCCAAAGTCAAGCAA 276

Ai07B20282 Araip.B07 20282 p3 (TTC)5 15 91775252 91775266 CTCCTTTCCCCCTTTTTCAA CGGATCAGCTTCAACAAGAA 280

Ai07B20285 Araip.B07 20285 p2 (AG)6 12 91793383 91793394 AGCGATTTTGCAGCTCATTT TGAAATCAAAACAAGAATTGAAAGA 230

Ai07B20287 Araip.B07 20287 p2 (AT)12 24 91798418 91798441 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 222

Ai07B20289 Araip.B07 20289 p2 (AT)16 32 91804494 91804525 GCTAGGGGTGCAAATTAAGC AGTGTGGAGAGGTTGCCATC 262

Ai07B20296 Araip.B07 20296 p3 (AAG)5 15 91853928 91853942 GAACCTCCATGGGAAAGTCA ATTCCAAGCTCCAGTCCCTT 200

Ai07B20298 Araip.B07 20298 c (A)10g(AGA)5 26 91856711 91856736 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 239

Ai07B20300 Araip.B07 20300 p2 (AT)7 14 91871521 91871534 CCAAGGGATTTAATGCTCCA TCAACCTCTACTTTCTCATCCTCC 277

Ai07B20302 Araip.B07 20302 p2 (TA)6 12 91872234 91872245 AAAATTGAGGTGGTGAGGTGTT CTTGTATGTTCTGGCCGGTT 244

Ai07B20303 Araip.B07 20303 p2 (TA)16 32 91872448 91872479 TCGGTTTGCGAAGATAAACC CGTTTTCTGCTTTGGGTCAT 101

Ai07B20304 Araip.B07 20304 p3 (CAG)5 15 91880746 91880760 GGATGATGACGTGACACCAC CACTCCACGAAGTGAAGCAA 258

Ai07B20305 Araip.B07 20305 c (TAT)6tgcaaacgtgtcccttattattggttattgtaaataattgctttttacctgtttatttgtttttatttttgc(TTA)7111 91881064 91881174 GCAGGTCACCACTGAGGTTT CCAATAATAAGGGACACGTTTG 177

Ai07B20308 Araip.B07 20308 p2 (AT)7 14 91889208 91889221 TCCTCACCTTCCACCATCTC TTCAATGTTTACAACCAGTGGC 267

Ai07B20309 Araip.B07 20309 c (ATG)8(ATT)5 39 91892172 91892210 TGATTCCCTTTTCCTTATTCCC AACCCGAGCTTTTGAAAATTA 272

Ai07B20312 Araip.B07 20312 p2 (TA)8 16 91915570 91915585 CGGCAAATTTATTTTGGGTG ATTATGCGCATTTCCCAATC 250

Ai07B20313 Araip.B07 20313 p2 (AT)6 12 91915707 91915718 TTAGTCGTGATTGGGAAATGC CAATTTGAATCTCAACGCCC 184

Ai07B20323 Araip.B07 20323 c (CT)6gagttcagattttctcttcttcttttcttctactcacataagggaacctctatacctaggcaaaaaggatccc(TAT)6103 91986581 91986683 TCTCTCCCTCACTCACCAAAA GTTCTTGTCCTTGCTCCTGC 178

Ai07B20324 Araip.B07 20324 p3 (TTC)5 15 91989053 91989067 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai07B20325 Araip.B07 20325 p2 (GT)6 12 91999172 91999183 GTTTTATATGGCTGGCTCCG GGTACTGCCTTGCCTCTTCTT 224

Ai07B20330 Araip.B07 20330 p2 (CT)6 12 92043143 92043154 CCTCACTCACCAAAAATCCG CTGCAGGCGTTTTCTTTAGG 183

Ai07B20331 Araip.B07 20331 p3 (TTC)5 15 92045745 92045759 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 246

Ai07B20332 Araip.B07 20332 p5 (TTTTG)5 25 92058370 92058394 TCTGGGCCCAATATGAATGT CATGCAACTGCATTATCTTTTGA 280

Ai07B20334 Araip.B07 20334 p2 (GC)6 12 92087865 92087876 GCACACTTGCACTTCAGCAT GGAGAGGGGAAAAAGAGGTG 265

Ai07B20337 Araip.B07 20337 p2 (CT)6 12 92096595 92096606 CAACGCCAGAACAGAGCATA AGAAGGGATGGCTGTGAATG 265
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Ai07B20338 Araip.B07 20338 p3 (TCT)5 15 92096744 92096758 CATTCACAGCCATCCCTTCT CCCTCGACCAAAACAAGAAA 178

Ai07B20340 Araip.B07 20340 c (AT)7(GT)21atata(TG)35131 92101678 92101808 TACATTGCCCATCATTTTGC CAAGAGAATGGGACTCGTGG 259

Ai07B20341 Araip.B07 20341 p2 (CT)10 20 92113818 92113837 AGTCCTTGACCCCTCAGGAT AGATATGTGGTTCGGCCAAG 260

Ai07B20342 Araip.B07 20342 c (A)10tggc(A)10 24 92115434 92115457 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 120

Ai07B20343 Araip.B07 20343 p3 (TTC)5 15 92122726 92122740 TTGGCCAAATACACCTCTCC GCTTTTGTCTTCCCTTTCCC 195

Ai07B20346 Araip.B07 20346 c (A)10g(A)10 21 92142140 92142160 CCAATTACTTGATGTGGTGGC TGGATCTTTGCTCTTGCCTT 269

Ai07B20351 Araip.B07 20351 p2 (TA)8 16 92203790 92203805 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 237

Ai07B20353 Araip.B07 20353 p3 (CTT)5 15 92206479 92206493 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai07B20356 Araip.B07 20356 p2 (GC)6 12 92215022 92215033 TCTGCTAACACCATCACCGA GTGTAGTGCCACCGAAAAGG 234

Ai07B20357 Araip.B07 20357 p2 (TC)7 14 92236845 92236858 TTTACAGAATACGCCCCCAG CCTGGATCAAGAGTTACTCCCA 223

Ai07B20360 Araip.B07 20360 p2 (TC)6 12 92244037 92244048 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 169

Ai07B20363 Araip.B07 20363 p2 (CA)6 12 92276184 92276195 ATAGGGGGTATGAACTGGGG CTCATGGCCTGCATAGGACT 229

Ai07B20369 Araip.B07 20369 p2 (AC)6 12 92315665 92315676 GGGAAGCGTGAATTATTGGA TTGTTTGGTTGCCCTAACCT 231

Ai07B20371 Araip.B07 20371 p2 (GC)6 12 92330519 92330530 CTTTAAGCCCCTAGCCCAAC TCAGGAGAGGAGGAAGGTGA 280

Ai07B20373 Araip.B07 20373 c* (A)19(AT)8*aaagg(A)13tgatgaaaagaaaaataaaatgaaag(A)1088 92332255 92332342 ATGGGATAAAAAGGGGCAAT CTTGGCCTGTTTCGCAAT 251

Ai07B20375 Araip.B07 20375 p2 (TC)8 16 92344282 92344297 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 255

Ai07B20377 Araip.B07 20377 p2 (AT)6 12 92378141 92378152 TCCGATCGATAATGCAATGA CTTTGGATTTCCTTTGGGGT 176

Ai07B20379 Araip.B07 20379 p3 (GAG)5 15 92384760 92384774 TTTCTCCCCCAACCTTCTCT TCCTCCTCCTCCCTTCTCTC 172

Ai07B20381 Araip.B07 20381 c (GA)6gggagaagtggagagagggagaaaagagaaagagaaagagagagggagagagaagagggagagatg(GA)894 92385646 92385739 AGGAGGGAGAGAGAGAAAGGA TCTCCCCTCCCCTCTTTG 230

Ai07B20382 Araip.B07 20382 p2 (AG)6 12 92385965 92385976 GGAGAGAGAGGGAAAAGGAAAAT CTCTCCCTCCCTTCCCCT 272

Ai07B20384 Araip.B07 20384 c (GA)6aggagaagtgaaagagagaag(GA)2073 92386876 92386948 GGGAAAGGAGAGAAGGGAGA AAAACACCAAAATTGCTGGC 243

Ai07B20385 Araip.B07 20385 c (T)11atttttctagtgcttttactttaaatactagaaatttgccaaacacgctaaaaaat(A)1077 92392399 92392475 TGTTTGGGTATAACAATATAAAAGCA ATTTAGTGCTTGTTTGGGCG 256

Ai07B20390 Araip.B07 20390 p2 (TC)14 28 92422290 92422317 TTTCTTCCTTCTCCCTTCCC CAAGACACAAGCATATAATGAGGG 262

Ai07B20391 Araip.B07 20391 c (A)10tctatgtgcattgataagctttatttatttcaattc(A)1056 92424679 92424734 GGGAAATTGTGGGAACAAAA TTCTGAATTTGACATTGGGG 201

Ai07B20395 Araip.B07 20395 p4 (AAAT)7 28 92451495 92451522 TAGCCAGGGAACGAACAATC CAGCCAGGCTTCACATATCA 252

Ai07B20397 Araip.B07 20397 p2 (TC)7 14 92455878 92455891 GAAGCTCAGAGTGATTGGCA AGAGAGGGAGAAATGGTTCG 274

Ai07B20400 Araip.B07 20400 c (T)10ctc(T)10cttttattttatttttcttttcatcatttcatata(T)1068 92475501 92475568 ATTGACTTCACTTTGGGGCA ACGTGGGATAGGGTAAAGGG 210

Ai07B20401 Araip.B07 20401 p2 (GA)7 14 92478719 92478732 AGAGGGAGGAAGGTGGTGAT CCTAGCTCACGAAGCCACTG 280

Ai07B20402 Araip.B07 20402 p2 (CG)6 12 92478926 92478937 CGAGAGGAGGAAGAGAGGGT TCCACATTCTATCCAAGGGC 275

Ai07B20405 Araip.B07 20405 p3 (ACA)5 15 92491282 92491296 CACCGTAGCAGCCACTCATA GAGGTGCTCTGTAAGGCTGG 209

Ai07B20406 Araip.B07 20406 p2 (AT)25 50 92500958 92501007 GGGGACAAAATTACCCCAAT GGGCCAAGGTAAAGGTGAG 278

Ai07B20411 Araip.B07 20411 p2 (TA)10 20 92552241 92552260 GGTTTATCAACCTCCCCACA TTTCCATGTTCCCTGCTTTC 280

Ai07B20414 Araip.B07 20414 p2 (TC)7 14 92584468 92584481 AAAGTATGGGAATGCACCCA AACGGTCTGTAACATGGAAGAA 269

Ai07B20415 Araip.B07 20415 p2 (TA)6 12 92591440 92591451 CTTTCCCATCCCATTTGCTA GAATGTCATGCAATGCAACC 189
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Ai07B20417 Araip.B07 20417 p2 (CT)6 12 92610409 92610420 TACACGCCACTTAGTGCAGG ATAGGTGAGGGGTTTTTGGG 147

Ai07B20423 Araip.B07 20423 p3 (TCT)5 15 92646893 92646907 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 245

Ai07B20429 Araip.B07 20429 p3 (AAT)6 18 92691926 92691943 GTTCTTGTCCTTGCTCCTGC ACTCAAATTCGAACCCCCTC 188

Ai07B20435 Araip.B07 20435 p2 (AT)8 16 92705532 92705547 TGTGGGAAAAAGTGGGTTTG TTCACCACTTACTTTGGGGC 232

Ai07B20441 Araip.B07 20441 p2 (CA)7 14 92737332 92737345 CCTTTACCCCTTTCTCCCAA GCAACCTCCTCTCTCTCCCT 263

Ai07B20443 Araip.B07 20443 p2 (AG)7 14 92752221 92752234 GACGCCACATGCAGAAACTA AACCTGAGAGGAAGTTGAAATCC 256

Ai07B20446 Araip.B07 20446 p3 (TCT)5 15 92776617 92776631 CCATCCCTCCTTCATTTTCA CGGTCTTAGGTGCCATCAAT 204

Ai07B20449 Araip.B07 20449 p2 (CA)6 12 92805613 92805624 AACACTCAAACCTCCCTCCA TTATGATGGTGACGACGCAT 221

Ai07B20450 Araip.B07 20450 p2 (CT)6 12 92812044 92812055 CATGCAAGAGGAAATGGGTT CGGGCCAAGCATATCAATAC 268

Ai07B20451 Araip.B07 20451 p2 (AT)6 12 92856958 92856969 AAGCCTCTATCAGGCACCAA TGTTTTTCAGATGCAGGTCG 152

Ai07B20456 Araip.B07 20456 c (T)12cctaaaggaatt(A)1034 92893668 92893701 CGAGTTGGCTGAAAGGAAAG ACTGTCAAGCTGCCAAATGT 147

Ai07B20457 Araip.B07 20457 p3 (ATG)7 21 92896264 92896284 GTTCCTTTTGTTGCTCAGCC GCCGGGAGAAGCTATTTTGT 203

Ai07B20458 Araip.B07 20458 c (GT)10(GA)23 66 92898113 92898178 TGAACCAGAGAGAATGTGAAGG AACTTAAGCAAGTCCCTCCTG 242

Ai07B20459 Araip.B07 20459 p3 (TTG)8 24 92898745 92898768 GGCAATGCATGGAAAGTTCT TCAATGTCGGTTAATGTACTTGC 263

Ai07B20460 Araip.B07 20460 c (GTG)5ggtttttgttcagcttggacttttggttgattttggaaaaaattc(TGA)6ccatgatgatac(TGG)6gttctggttgggcgtaggtttttgtttc(GGT)6154 92903363 92903516 CAGCCGCTTTTTCTATTGCT TCTCCCTTCACCCAAAATCA 222

Ai07B20462 Araip.B07 20462 p2 (AT)6 12 92936139 92936150 CGCAAGCTTGTGTTCTTAGC AGTCGACGATTTTGGGTGAG 252

Ai07B20463 Araip.B07 20463 p3 (AAG)9 27 92940503 92940529 GAGGAATCATGAATGTAACAACAA GGACCAAGGATTGAAGGAAA 223

Ai07B20466 Araip.B07 20466 p2 (AG)9 18 92954655 92954672 TTTGACCCAGTTTTTGACCC CCTGGAATGAAGAGAAGTAGCC 224

Ai07B20468 Araip.B07 20468 p2 (TA)23 46 92966917 92966962 CTTTGCAATGGGGAAAGAAA GATGCGGGAAATACTACCGA 262

Ai07B20470 Araip.B07 20470 c (CT)8aattttcgaaaatatcttccctctttttcaaaaatttctttttttttaactaattaatttttattttcttttacg(A)10gaaaaaa(T)11119 92980572 92980690 TTTTTGTTGGTTTCTTAACTTTTTCA TGGATATATGGATATAACTTGGACTGA 265

Ai07B20472 Araip.B07 20472 p2 (AG)6 12 92989491 92989502 GCCATTTTGAAGAACCGAAG ATGCATCCATTCAGGGAGAG 239

Ai07B20481 Araip.B07 20481 c (AT)6aaaatatagctctaggttgcatcaagcaacta(AT)1166 93053913 93053978 TACTCTGCTCTGCTCTGGGG TGATGATTTGTTGCTTGATGC 223

Ai07B20482 Araip.B07 20482 p2 (AT)11 22 93054944 93054965 AAAATATAGCTCTGGGTTTCATCA TCCGAATGATAAAGAGAAATGG 273

Ai07B20486 Araip.B07 20486 c (T)10aattttaacattaacctggaatcatgcatagcattcatgttaatcactgcatcctgtatttttcagttt(A)1190 93087327 93087416 CCATGGTATGGTCGCTTCTT TGGTGTTTTTCGCGATATGA 207

Ai07B20490 Araip.B07 20490 p2 (TA)9 18 93116362 93116379 GGCATTTTTGTCCCCTTTTT TTGATTTTGGGAGAGTTGGG 234

Ai07B20491 Araip.B07 20491 p2 (AT)6 12 93117171 93117182 AGGATGCAAAACACAACCAA TGTTTGCATTCATGTGGTGA 183

Ai07B20493 Araip.B07 20493 p3 (TGG)5 15 93119886 93119900 CTCGGGCTGTGGAACTAGAG TCCTCAACAGCAACAGCATC 126

Ai07B20494 Araip.B07 20494 p3 (TGG)5 15 93120055 93120069 AAGGTCCGGCTACCTCAACT TCCTCAACAGCAACAGCATC 167

Ai07B20497 Araip.B07 20497 p3 (TTC)5 15 93161798 93161812 TGATCTTTCCCTTTGCTGCT TGAACCAACAGATCAAGCCA 217

Ai07B20498 Araip.B07 20498 p2 (AT)6 12 93163865 93163876 CCGTACATGCCTTTTGTCCT ATTTCTAAGGGGCCTGGTTG 175

Ai07B20504 Araip.B07 20504 p2 (AT)6 12 93246068 93246079 CATACGATGATAGCCGCTCA TACCTACAGCCATTTTCCGC 101

Ai07B20506 Araip.B07 20506 p2 (TC)6 12 93261566 93261577 CAAAGGGAGCTCGCATATTT TGGCAAGGTAAGGGAAGTTG 206

Ai07B20507 Araip.B07 20507 p3 (TTC)5 15 93280754 93280768 TGATCTTTCCCTTTGCTGCT TTGAGCAATGCCAAGAGTTG 196

Ai07B20508 Araip.B07 20508 c (AT)19(AG)6 50 93282822 93282871 TCCAAGAAAGCACAATTCCC GGGCATGGTTGGTTATTCAC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20510 Araip.B07 20510 c (AAGAG)5aaagagagaa(AG)647 93299594 93299640 GGTGGAGAAGGGAAAAGAGG GTCCACACACGACACGTTCT 247

Ai07B20511 Araip.B07 20511 p2 (CT)6 12 93329851 93329862 TTTTCAAATCTTTTTCAATTAACCA TTATTTTCGGCCATGTCTCC 224

Ai07B20512 Araip.B07 20512 p2 (AG)6 12 93330424 93330435 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai07B20513 Araip.B07 20513 p3 (TTC)6 18 93333983 93334000 CCCATCACCTCTTCACCACT AAAATGTTTGCTCATTCCCG 277

Ai07B20514 Araip.B07 20514 p3 (CAG)5 15 93338393 93338407 GATGACGACGACAAGGAGGT GAGACGTCGCATGACACAAC 258

Ai07B20516 Araip.B07 20516 p2 (TA)7 14 93354636 93354649 TAGGGAGAATGCCATTTTGG CAAGAGTTGGAAGTGCACCA 202

Ai07B20517 Araip.B07 20517 p2 (GC)6 12 93354860 93354871 ACCTTTGCACTTCACCCATC GTTGGCATGAGTCTCTGGGT 256

Ai07B20519 Araip.B07 20519 p3 (AAG)5 15 93364813 93364827 CGATGAGAGAGGGAGGTGAG TGTCTTAACCCCAGGGACAC 202

Ai07B20525 Araip.B07 20525 p3 (AAT)5 15 93424492 93424506 TGTTCTTGTCGTTGCTCCTG CCCCCTCTTTTCTTCCACTC 121

Ai07B20526 Araip.B07 20526 c (T)13cgaaaatttttgaaatcaaaaataaaaattaattaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)7104 93424739 93424842 TAGAATAGGATGGGGGAGGG TTCCTATCTTTTCAAAGTTTGTTTCA 268

Ai07B20528 Araip.B07 20528 p2 (TC)6 12 93453931 93453942 CTAACTCCGACGGCAATAGG TCGTCGAGGGAGAAGAGGTA 260

Ai07B20529 Araip.B07 20529 p3 (AAC)5 15 93468425 93468439 CCCTTAGAAGACGCCAACAG CAATGCTGCTGGCATAGAAA 210

Ai07B20537 Araip.B07 20537 p2 (TA)6 12 93543885 93543896 AGGTTCTTCCGTGATTGCAT TGGGACAGTGTAGCTCGATG 197

Ai07B20539 Araip.B07 20539 c (TC)6tt(TC)15 44 93578831 93578874 GGCCCAGAGAGTGTGAAATG TTGCTTGGGTTACAAGTTTCC 250

Ai07B20540 Araip.B07 20540 c (A)10catcccatttcaccatatgaagttttttgctagt(C)1054 93587915 93587968 TTTTGGGCATTTTATCTCCG CCCAAAGAATGTGTGCAATG 136

Ai07B20541 Araip.B07 20541 c (A)10catcccatttcaccatatgaagttttttgctagt(C)1054 93618279 93618332 TTTTGGGCATTTTATCTCCG CCCAAAGAATGTGTGCAATG 136

Ai07B20543 Araip.B07 20543 p2 (AG)7 14 93641284 93641297 TGGATGTGGATTGGTGAAGA GGGCAGCAACCTGGTATTTA 262

Ai07B20545 Araip.B07 20545 p3 (AAG)5 15 93658010 93658024 GGAAACATGCACGAGATTCA TTGACCTTTCCTTTTCTTTTTCA 228

Ai07B20548 Araip.B07 20548 p2 (AG)12 24 93688307 93688330 AGTGATTTCTGGGCCCTTTT CATAAATCAAAGGAACATTGAACC 229

Ai07B20552 Araip.B07 20552 p4 (TTTA)5 20 93722381 93722400 CTAATTCCTCTCTCTTCTAAGTTTCG TCATTCCCATTTGGGTTCAT 175

Ai07B20554 Araip.B07 20554 p2 (AC)9 18 93728854 93728871 TCTCCCAAGATTTCCCACAC GCCATCATTTCATTTAGCCC 216

Ai07B20555 Araip.B07 20555 c (T)11gagttcttactaattttctgatcatacagctatgttcttccaggaaccgaacacctcaagctatatttc(A)1393 93740869 93740961 GATAAAGAAGCGCTTGTCGG TTTTCTCGCACCCCTAGATG 234

Ai07B20556 Araip.B07 20556 p2 (TC)6 12 93742036 93742047 TCATTATGAAGAATGCGCGA TATAAGCGCAGCGTCAACAC 238

Ai07B20558 Araip.B07 20558 p3 (GAT)6 18 93754979 93754996 GGACCCACTCGTTCAGAGAG ACATTCAGCAGGGCAGATTT 131

Ai07B20560 Araip.B07 20560 c (AC)13(AT)9 44 93810495 93810538 TCCTAATCACAATCAAAGCCAA TCAGGAGGAAGAGCTGGCTA 260

Ai07B20561 Araip.B07 20561 c (GGT)6gtagatgctgcggctactgaagtagagggggatc(CTG)567 93810881 93810947 GCTCCATGAAGCGAAGTAGG AGATGGCTAATGTTCCGTGG 279

Ai07B20562 Araip.B07 20562 p2 (AG)9 18 93813669 93813686 AATGAAAGGGTCAAAGCAGC TTTCTCCCTCTCCCTCCATT 264

Ai07B20564 Araip.B07 20564 p2 (GA)6 12 93818093 93818104 GAATGAGATGGGGGAGGAAT TTTCTTAACTTTTTCAAAACCACC 230

Ai07B20565 Araip.B07 20565 p2 (GA)6 12 93818256 93818267 TTTCGAAAATTGAGAGAGAGAGAG TGTTTCTTAACTTTTTCAAAACCTCC 220

Ai07B20568 Araip.B07 20568 p3 (TTC)5 15 93843216 93843230 ATTTGAGAGTGGGTGGCAGT CCTCCAGAACAATTGGGAGA 226

Ai07B20570 Araip.B07 20570 p3 (TAT)44 132 93861652 93861783 TGGGGTAACTTTTGTCCCCT TTTGGAAAATGGGTGCATTC 216

Ai07B20572 Araip.B07 20572 c (T)10aaattttgaagaaaaatatttttgaaaacatttttttttcttattttttcgaaaacagatgagaaaatttttgaaagatttttgaaaa(T)11109 93870498 93870606 TGGCTTAATAGCCAGCCAAG ATTTCTGCGCACCAAGTTTT 271

Ai07B20573 Araip.B07 20573 p2 (GC)6 12 93885886 93885897 TGTTTGGGAGTGTTGGATGA CCTTTCGCACAAACCAACTT 253

Ai07B20578 Araip.B07 20578 p2 (AT)9 18 93925387 93925404 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20579 Araip.B07 20579 p2 (GA)11 22 93971512 93971533 AGTCCAACATCCATGGGAAA ACCACCTCTGGTGGCACTAC 265

Ai07B20581 Araip.B07 20581 p5 (AAAAT)5 25 93985179 93985203 TGGGTTTGGAAACATTTGGT GAGGCATTTTGTCCCCTTTT 221

Ai07B20584 Araip.B07 20584 p2 (CT)6 12 94005669 94005680 TGTTTAACGCCAGAAAAGGG TTGAGAAAGGGTGTTTTGGG 255

Ai07B20586 Araip.B07 20586 p2 (AG)6 12 94010713 94010724 TTTCTGGGCTGTTTTTGACC CATTGAACCTGGAATTGGAGA 242

Ai07B20588 Araip.B07 20588 c (T)10ctttctctctttttttcttttttttc(T)10gcctctc(T)1164 94048812 94048875 AGCACATGGTTAGGGACAGC AAAGCAGTGAAAAGCTTGCAG 234

Ai07B20589 Araip.B07 20589 p3 (AAT)5 15 94064038 94064052 GACCCCTTGGAGTGACAAAA GAGTAGTCAAATGGTGGGGC 265

Ai07B20590 Araip.B07 20590 p2 (TC)6 12 94078548 94078559 ATGGGAATGCTTCCATTCAA TGTAAAGCGACTTTTAGCAAGG 264

Ai07B20591 Araip.B07 20591 p2 (TC)6 12 94084948 94084959 GGCCCAGATCCAAGTACAGA CAATTCAAATGTTGGAATAAATAAAGA 236

Ai07B20592 Araip.B07 20592 p2 (AG)7 14 94088766 94088779 GGTATTTGGGGAAGGGTGTT TAAACGCCAGAAAGGGAAGA 226

Ai07B20595 Araip.B07 20595 p2 (TA)6 12 94095663 94095674 TGCATTTGATTGAAATTAGGGA AAGCTTAAAAACTCACGGGTTG 253

Ai07B20596 Araip.B07 20596 p2 (AT)8 16 94096307 94096322 ATGGGAACTTGGGTTGATGA AACTTGACATCGGGGTAATTTT 168

Ai07B20597 Araip.B07 20597 p2 (GT)11 22 94096464 94096485 TGGGATAAAATTACCCCGATG TTTCAAGGTTGTAATGGGGC 259

Ai07B20606 Araip.B07 20606 p3 (TTG)7 21 94136073 94136093 GTGTGGTGGTGGTTGAAGTG TGACAACACAAGGTTGGCAT 250

Ai07B20609 Araip.B07 20609 p2 (AT)9 18 94178824 94178841 CCGCTCCCAAAATACTTTCA GGCGCAGAAGTTACGAAGAG 237

Ai07B20616 Araip.B07 20616 p2 (TA)6 12 94208032 94208043 CTAGTCGGCTTAAACTCCGC GCATTAGCACAAAAGGAACCA 150

Ai07B20618 Araip.B07 20618 p3 (ACA)6 18 94247231 94247248 AGCACCACACATTACACCGA GTGATTTTGGTTGGCTTGGT 276

Ai07B20620 Araip.B07 20620 p2 (CT)6 12 94263015 94263026 TCTCAAGATCTGTGGACCCC TGGTGAAGGGTTGAGGGTAG 168

Ai07B20626 Araip.B07 20626 p3 (TCT)5 15 94287224 94287238 AGCTCAAGTTTGGCACCATC GGTTTAGTTGCTCATGGTATGGA 263

Ai07B20627 Araip.B07 20627 p3 (CAA)5 15 94298750 94298764 AACCGCAGATGAAGTATGGC CTGTTGGCTTTGTTGTGGTG 221

Ai07B20631 Araip.B07 20631 p3 (GAG)5 15 94332455 94332469 CGGTGGAGTGGCTCCTATAA ATCAAAAGAATGCCCCTTCC 234

Ai07B20633 Araip.B07 20633 c (A)12g(C)12 25 94350178 94350202 TTGAGAAATTCCACCCCAAG CGTTCGCATAACTCTCGGAT 216

Ai07B20634 Araip.B07 20634 c (T)10ctttc(T)10 25 94368514 94368538 TGGCTTTTTCTGCTTGCTTT TGTGGTGGCAATACCTTTTGT 247

Ai07B20635 Araip.B07 20635 p2 (GA)7 14 94373484 94373497 TCCTCTATGTCACAGTATAGAGATTCC TTTTGAAAACTCCTCACCACC 278

Ai07B20637 Araip.B07 20637 p2 (TA)8 16 94383139 94383154 CTACAGCACGTAGGCACGAA ATGGTGCCTCTCTCCTTTGA 279

Ai07B20640 Araip.B07 20640 p2 (GT)6 12 94416163 94416174 ATTACAAGCCTTGAAGCGGA AGCATGTACCCAATTCCCAA 167

Ai07B20642 Araip.B07 20642 p2 (AG)11 22 94420078 94420099 AACCGGCAAGCAAGAGTCTA GGATTTTTGGGTCTTCCGTT 270

Ai07B20643 Araip.B07 20643 c* (A)10(AT)7* 23 94429585 94429607 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 255

Ai07B20644 Araip.B07 20644 c (A)12gagacaaaacaaaaagagaaatg(A)1045 94438064 94438108 TTGACCAAATGTGTAGGCCA CCCATTCCTCACCTTTTCAC 223

Ai07B20645 Araip.B07 20645 p5 (AAAAT)5 25 94441871 94441895 TCATTAAAGGGGGACACCAA TGCACTTGCCGATTAGTTTG 278

Ai07B20649 Araip.B07 20649 p6 (TTGTTC)5 30 94455850 94455879 TTTCCTTTTCTTTACAGGTTTAGTTTT TGTTGAAAACCAAAGACACAATTT 280

Ai07B20650 Araip.B07 20650 p3 (AGA)5 15 94463819 94463833 TGCAGTGCACAAATTCAACA CCACCCTCCTCTTCTTCCTT 233

Ai07B20651 Araip.B07 20651 p2 (AG)8 16 94466309 94466324 TAAAAGGTTGTGGCCCAAAG AATGGGGTTTTACCCCTCAC 169

Ai07B20652 Araip.B07 20652 p3 (TTC)5 15 94481013 94481027 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 168

Ai07B20653 Araip.B07 20653 p5 (AAGAT)5 25 94485811 94485835 CAATCGATAGGAAAGCCCAA CCTGGGTGCTCCAGTGTATT 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20654 Araip.B07 20654 c (A)11tataag(CTAA)537 94488411 94488447 ATGCTTTGAAGGCAATGTCA TCCAACGTTACCAATCACCA 280

Ai07B20656 Araip.B07 20656 p2 (CT)6 12 94495650 94495661 TTTTTAAAATAAGTTTCAATCGCA AAAGAGGGAAGGTGATTTTCG 204

Ai07B20657 Araip.B07 20657 p3 (TCC)6 18 94506708 94506725 CACGTGGCCGTTTAGAAGAT AGTTGGCACTACCGGATGAC 216

Ai07B20658 Araip.B07 20658 p2 (AT)6 12 94507863 94507874 GGAATTGGAAAACGGCTGTA CTTGATGCAACCCAGAGCTA 185

Ai07B20659 Araip.B07 20659 p3 (AGA)5 15 94512558 94512572 TGCAGTGCACAAATTCAACA GCCACCATCCTCCTCTTCTT 236

Ai07B20661 Araip.B07 20661 p2 (AG)8 16 94515016 94515031 TAAAAGGTTGTGGCCCAAAG AATGGGGTTTTACCCCTCAC 168

Ai07B20662 Araip.B07 20662 p2 (AT)18 36 94519718 94519753 CCAAGCCCAAAACTCAAAAA CGATCCAAAAGCCTCATACC 266

Ai07B20666 Araip.B07 20666 p3 (GTT)5 15 94531873 94531887 CTTTCCCACACCTTGAGCAT CTCGAGCAGATCGTAGGGAG 222

Ai07B20671 Araip.B07 20671 c (TC)7atctctttctatttatttatttatttactaacacttc(TCT)566 94583611 94583676 TTTCGAAAATCACCAACCACT GGAGAGGGAGAAAAGGTTCG 253

Ai07B20672 Araip.B07 20672 p2 (AG)6 12 94594081 94594092 ATCACAGCGTTTGGGTTTTC GCAACCTGCCCTATTGAGAG 237

Ai07B20674 Araip.B07 20674 p2 (GA)6 12 94599726 94599737 GGAGGGTTGAGATGTGAGATG CTTTTTGTTTGTTTCTTAACTTTTTCA 278

Ai07B20678 Araip.B07 20678 p3 (TTC)8 24 94622714 94622737 TTAAAATTCGAACCCTCCCC TCCTTTCAGGTTTAGGATCAGC 217

Ai07B20679 Araip.B07 20679 p2 (TA)6 12 94647923 94647934 AGCCACTGCTCGTGAAGTTT AGATGCAGGTCGTAACCCAC 232

Ai07B20680 Araip.B07 20680 p2 (AT)16 32 94657760 94657791 TGTCTGAACGCTTCACGTTT GCACCGTAAAGCGAAGGATA 217

Ai07B20681 Araip.B07 20681 p2 (AG)15 30 94659248 94659277 TTAAAGGTTGTGGCCCAAAG CAAATGGCTCGTCAATCAGA 262

Ai07B20682 Araip.B07 20682 p2 (AG)6 12 94666579 94666590 TCGAATTTGGTGAGTGATGTG TTGTCTCTTATCTTTTTCAAAACCAA 278

Ai07B20684 Araip.B07 20684 p4 (TTTA)6 24 94701100 94701123 CCAATGGAGGGTATGCAAAT GACCACTTTCTCCCTCCTCA 249

Ai07B20686 Araip.B07 20686 p3 (GAA)5 15 94716180 94716194 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai07B20687 Araip.B07 20687 p2 (GA)8 16 94719379 94719394 ACAAGGGTGAGGAGAGCAGA CGAAAATATCTCCCTCTTTTTCAA 217

Ai07B20692 Araip.B07 20692 c* (AT)9(TATG)22*tata(TATG)15167 94757815 94757981 TGTATTTTGGGTGTATTTTGGG CTGGCCCTAGCGAATAAGTG 222

Ai07B20694 Araip.B07 20694 p3 (AAT)5 15 94790527 94790541 TCGAGTTTGGACAACTGACG ACAGCCAGCTAGGCTTCAAC 247

Ai07B20696 Araip.B07 20696 p3 (TTC)5 15 94795506 94795520 ATATGGCCGAAACTAACCCC CCCTCGAGCAAGAGAAGAAA 168

Ai07B20697 Araip.B07 20697 p2 (AT)9 18 94801489 94801506 TTCATATGCAGGACAGGCAG CGGCTCAAAAAGATAAACCG 271

Ai07B20702 Araip.B07 20702 c (AT)17(A)10g(A)1762 94831238 94831299 CTTGGGACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 243

Ai07B20703 Araip.B07 20703 p2 (CT)9 18 94843655 94843672 CGAGAATCACTAACCACTTTTTCA CGAACACAGAGAGAGTGAGAGG 269

Ai07B20706 Araip.B07 20706 c (T)12aatcaaggagtaaaataattagttaattaaaaagaatttttgaaaaagagggagatattttcgaaaatt(AG)795 94893252 94893346 AGAAGGGGATGAGAGGAGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 215

Ai07B20709 Araip.B07 20709 p2 (TC)7 14 94929641 94929654 CGCTTCCCCAAATCCTACTT AACAATCCACGAGCAAATCA 280

Ai07B20712 Araip.B07 20712 p2 (AG)6 12 94937610 94937621 AAAGAGGGAAGGGATTTTCG TCAATCACATCTTTTTCAAAATCAA 188

Ai07B20713 Araip.B07 20713 p4 (TTAG)5 20 94950845 94950864 CTTTCCACCCTTCAAACATCA GCATGAAAAGTTCCAAACCAA 253

Ai07B20714 Araip.B07 20714 p5 (TTTAT)5 25 94964752 94964776 CGAAAATCCTCACCCGTTT AGGCAGTAGTGGGGTTAGCA 266

Ai07B20718 Araip.B07 20718 p2 (TA)6 12 94979834 94979845 TGGGATGATTTGTGCCATTA AACCCACCATGGTATGATCG 276

Ai07B20719 Araip.B07 20719 p3 (CTT)5 15 94980599 94980613 TCCACTCCCTTGTGCTCTTT CCAAGGCGATTGAAATTGAT 154

Ai07B20722 Araip.B07 20722 p3 (TTC)5 15 94986342 94986356 CAAGCCTCTCTTCCCCTTCT GCTTTTGTCTTCCCTTTCCC 214

Ai07B20726 Araip.B07 20726 p2 (TA)10 20 95023551 95023570 GGCATTTTTGTCCCCTTTTT AAGTGGGAATCATGGGTAGC 111
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Ai07B20727 Araip.B07 20727 c* (TA)8(TATG)5* 34 95023732 95023765 GGCATTTTTGTCCCCTTTTT GGGACATTGGTTGAGAGGAA 231

Ai07B20728 Araip.B07 20728 p2 (GC)6 12 95025540 95025551 ATAGCACACATACGCGTGGA AATGATCACGATTTCGCACA 179

Ai07B20732 Araip.B07 20732 p5 (TTATC)5 25 95053271 95053295 CCTGGGTGCTCCAGTGTATT GGCCAACTCATCAGAGAAGC 209

Ai07B20736 Araip.B07 20736 p3 (GGT)5 15 95076765 95076779 GTCTCCGGTCTGTCAAGCTC AAGTGCGAGACAGAGACCGT 148

Ai07B20738 Araip.B07 20738 p4 (AGAA)5 20 95078190 95078209 AGCCACCAGAGCGATCTAAA GAGACCTGAGTGGCGAAGTC 221

Ai07B20740 Araip.B07 20740 p2 (CT)15 30 95081088 95081117 TGCACACAGGGTATGACCTC GGTTTGCCAACATAAGACCA 271

Ai07B20741 Araip.B07 20741 p3 (GAG)6 18 95090486 95090503 ACCTCACCAGAAGAGCCAGA AAAGGGTCCAGGAGGCTAAA 217

Ai07B20743 Araip.B07 20743 p2 (TC)19 38 95103015 95103052 CATGAACAAAGGCCATGCTA CACAGGAATTCGGTTTTTGG 204

Ai07B20744 Araip.B07 20744 p6 (CACACG)8 48 95103287 95103334 CATCTTCACCAAACGACCCT CAAATGGACAGGAATTGGCT 269

Ai07B20748 Araip.B07 20748 p5 (TATTT)5 25 95146731 95146755 AGTGTGGGATTCGTGCTACC CAGAAAGCTAAGGATGCTTGAAA 226

Ai07B20753 Araip.B07 20753 p3 (AAT)6 18 95191898 95191915 TGGGAAATTGTGGAAACAAA TGGGGTAATTTTGTCCCCTT 174

Ai07B20754 Araip.B07 20754 p2 (AT)8 16 95192478 95192493 TTTCATGTTCCCTGCTTTCA GTGGTTTATCAACCTCCCCA 272

Ai07B20755 Araip.B07 20755 p2 (AG)8 16 95196233 95196248 AGGGAGGGAGAAGATTTGGA CAAGATCCCCACCTACCTCA 148

Ai07B20756 Araip.B07 20756 p2 (AT)7 14 95209655 95209668 TACATATGTCTTCGGGCCAC AAAGACAAGAAATGAAAACTTGGC 156

Ai07B20759 Araip.B07 20759 p3 (TTC)5 15 95225957 95225971 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai07B20761 Araip.B07 20761 p2 (CT)6 12 95235788 95235799 CTTCTTATCTTTTCAAAATTTGTTTCA GAGAGAGGGAGAGGATTTTCG 262

Ai07B20762 Araip.B07 20762 p3 (TTC)5 15 95239498 95239512 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 146

Ai07B20765 Araip.B07 20765 p2 (CA)6 12 95252169 95252180 TGGCTATTTCTTTTTCTCCCC CATGCTTTATCCCCTGCATT 268

Ai07B20766 Araip.B07 20766 p3 (TCA)5 15 95261535 95261549 AACCACTCGCCATTACCATC ATGTTGGTGGGTGTTGAGGT 237

Ai07B20767 Araip.B07 20767 p2 (TC)6 12 95262399 95262410 TACAAATGGCTCGTCAATCG AACGGGCTAAAACCGCTAAC 220

Ai07B20769 Araip.B07 20769 c (TAT)5tcctttc(TA)940 95273768 95273807 GCTGTAATTCTTCATCGGGC CATGCCGTAAAGCAAAGGTT 121

Ai07B20770 Araip.B07 20770 p3 (CTT)6 18 95287578 95287595 GCCTTAGAAGGCTCTTGGGA GCAGAGCTCTTCCCCCTAAT 276

Ai07B20771 Araip.B07 20771 p2 (TC)8 16 95290106 95290121 AGAAAGGGGAGAAAAGCTGG AGGGTATTTGGGAAAGGGTG 222

Ai07B20772 Araip.B07 20772 c (A)11tatatgtgaaaaaaaagagaggcaaaaaataaag(A)1055 95292573 95292627 GCGGTGGCAATACTTTTTGT GGCTTTTTCTGCTTGCTTTTT 280

Ai07B20774 Araip.B07 20774 c (A)11tcggaagtgaagtg(A)1439 95309513 95309551 GTCTTTGCCAGCTTCTGTCC GAAGAATTTGCCGAGACCCT 167

Ai07B20776 Araip.B07 20776 c (TA)6t(TG)8 29 95322702 95322730 AATCAAAGGTGGTGAGGTGC CTAGTCGGCCTTTGCTTCAC 269

Ai07B20780 Araip.B07 20780 p2 (AC)6 12 95333013 95333024 CACCTTCAGTTGGTGGATCA TTGTGACATAGCTTTCCATGC 265

Ai07B20781 Araip.B07 20781 p2 (AT)6 12 95337782 95337793 GCCATATCAAGGAAGCCAAA TTAAGCACATCCACCTGCTCT 224

Ai07B20782 Araip.B07 20782 p2 (AT)10 20 95339003 95339022 GGGTTTGGTGTTCTGGAGTG AGGTGTGGAGCTCTGCTGTT 250

Ai07B20784 Araip.B07 20784 p2 (CT)6 12 95344100 95344111 ATTGCAGAAAATGCTCCCAG TGAATAAAAGTGAAGGGGAAGC 269

Ai07B20785 Araip.B07 20785 p4 (TTTA)6 24 95356334 95356357 TTCACCATTTACTTTGGGGC TGTGGGAAAAAGTGGGTTTG 229

Ai07B20789 Araip.B07 20789 p2 (AG)6 12 95382847 95382858 GCAATGGCAACTTAAGTCAAA AGGGAGCTCGCATATTTTCA 279

Ai07B20790 Araip.B07 20790 p2 (TA)7 14 95389988 95390001 GGTTGTAATGGGGCTAGGGT AAAAGGGGACAAAATGCTCC 239

Ai07B20792 Araip.B07 20792 p2 (CT)6 12 95411542 95411553 TCCTTGCTCTTTCCTTTTGG GATGTGGTGGCATTGCTTTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20794 Araip.B07 20794 p2 (AG)8 16 95465201 95465216 ACAGATGGAAGAGGGGGTTC TCTTCCCTCTTTTTCAAAATTTCTT 229

Ai07B20795 Araip.B07 20795 p2 (GA)6 12 95465370 95465381 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai07B20798 Araip.B07 20798 p2 (AT)10 20 95479856 95479875 CATTCGGTGATTCAGCCTTT TGTCTGATCGTGCAAAGGAG 274

Ai07B20801 Araip.B07 20801 p3 (AGA)6 18 95504122 95504139 CTTCCCTTTCCCTTTTCCAG ACCCACCTCACCCTCTCTTT 244

Ai07B20802 Araip.B07 20802 p2 (AG)6 12 95512267 95512278 GAAATTTTGAAAAAGGGGGAA TTTCTTGTGATTTCTTGTGAATCAA 240

Ai07B20807 Araip.B07 20807 p2 (AT)7 14 95543173 95543186 GAGCTGCTCAGATTCGGTG TTGTAGCATGCGGAAGAGTG 266

Ai07B20808 Araip.B07 20808 p3 (TTA)6 18 95543952 95543969 ATCCCTCAGTGGTTGGCTTA TGAAGAACGACAAAAGGGAGA 259

Ai07B20810 Araip.B07 20810 p2 (GA)17 34 95544755 95544788 GGGGGTAAGGGAAGTGTTGT CCCGACATGCTTTTCACTTT 247

Ai07B20814 Araip.B07 20814 c (CT)7catactctctctcttacttcccttttct(TTTC)666 95553100 95553165 TTCTGCCCAGTCCAGGTAAC CCGGTGGTGAAGAAAAGAAA 173

Ai07B20815 Araip.B07 20815 p2 (AC)7 14 95555732 95555745 ATGTCCCAAGATTTCCCACA ATGATTGAGGCCATCGTTTC 220

Ai07B20816 Araip.B07 20816 c (A)10gagatgtgttgaaggaaggacatccacgcgtacgcgcgcatg(GC)664 95557259 95557322 TGTTTGGGAGTGTTGGATGA CTTTCGCACAAACCAACTCA 255

Ai07B20817 Araip.B07 20817 p2 (AC)9 18 95583048 95583065 ATGTCCCAAGTTTTCCCACA GCTCACTTACCCAAAAAGCC 201

Ai07B20818 Araip.B07 20818 p2 (TA)7 14 95583528 95583541 CTCAAATCAATTGGTGCCCT GCGATTTTGGGTGACAAGTT 174

Ai07B20819 Araip.B07 20819 p2 (GT)6 12 95600984 95600995 TGGTGTGAGCTTGAAGTTGC TCCAATAATGCACGTGGTTG 150

Ai07B20823 Araip.B07 20823 c (CTAA)6tc(AACT)650 95608132 95608181 TCTCAGCACAATTAGCAAATCAA CTTCCCTTCTCCAACCATCA 171

Ai07B20827 Araip.B07 20827 p3 (ATG)5 15 95651499 95651513 GAAGAGAATCGTGGCGAGAC ATGCAACGAATGGTTCACAA 186

Ai07B20830 Araip.B07 20830 p2 (TA)6 12 95656178 95656189 GCATAATGCATAAAACTTAGCCC TTCAGCAATTAATGAATTCACATC 164

Ai07B20831 Araip.B07 20831 c (TA)8tgcatcgggtgcagttgctttcaagtaaagtttgttgggaattgctatataccgatgatcgagttagaag(AGT)9113 95661759 95661871 TGGTGAAGAATGAAGAAAGGG GCTCTCCTACTGCACCGAAA 264

Ai07B20833 Araip.B07 20833 p3 (AAT)5 15 95671290 95671304 AATTCAATTTCTCACAACAACAATAA TTAGAGATGTTGATCGCCCC 275

Ai07B20834 Araip.B07 20834 c (T)11acaaaaataaaaaggtcatttttaagggtgatttgtg(T)10aaattaaaaaaagtaatcactagaggtgactagcg(T)10103 95671943 95672045 GGGTGTATGCACGGATTTTT TTGCCTCTAGCGATTACATTTTT 227

Ai07B20835 Araip.B07 20835 p3 (ATA)9 27 95672754 95672780 TTTTTCGCATTCTTTTATTCCA AAGGACGAAAAGTATTCAACCC 218

Ai07B20837 Araip.B07 20837 c (T)13gaaaattagaaaaataattattttaaaacaaaattcaacgttaggaatgattttgaacacac(A)1085 95673918 95674002 AAGTGCATGGTAGAGGGTGG GGTTTGGGGTGAAAATCAAA 191

Ai07B20841 Araip.B07 20841 p3 (ATG)5 15 95688964 95688978 TTGCTGTTGCTGAATTTGCT CCTCACCACTAACTTTCCCG 210

Ai07B20842 Araip.B07 20842 p2 (GA)7 14 95689732 95689745 CCCCCAAAATCGATTACAAA TTTTTACTGCAAGTCTGATTCTCAA 140

Ai07B20843 Araip.B07 20843 p2 (AT)7 14 95691032 95691045 TCTCTCTCCTTTAATTCTTCTCAAAA CATAAATTTTGATTCCGAGCA 161

Ai07B20844 Araip.B07 20844 p2 (AT)6 12 95691177 95691188 CAAAGTTATATGCTCGGAATCAAA TCTCTCTCCTTTAATTCTTCTCAAAA 187

Ai07B20846 Araip.B07 20846 p3 (GAT)6 18 95692617 95692634 CCTCCTCCTTCAGTTCCCTC GCAAACCTTGAGCGTTTCTC 162

Ai07B20847 Araip.B07 20847 p3 (CTA)5 15 95692790 95692804 GCTAGCGTGTGAGCTGAGTG TCAGACCTGGAAGTTCCCAT 218

Ai07B20848 Araip.B07 20848 c (TAA)9caatgctgaaataatgatgatgtcttcttcttcggcttctatgctgcacatactcgacgatgctcctcttgggattcaatcttggcc(TCA)6132 95694033 95694164 TCATCAGGAGGACCTTCACC CATGCATGCACATACATTATTTT 189

Ai07B20849 Araip.B07 20849 p2 (AT)13 26 95694281 95694306 TCTTGGGATTCAATCTTGGC TATCAAAGGTCAGTGCACGC 242

Ai07B20851 Araip.B07 20851 p4 (AATA)8 32 95703529 95703560 GGTTGAAGGGATCACAGACAG AAGACGTTGGCATAATTGGC 250

Ai07B20853 Araip.B07 20853 p2 (AG)9 18 95718247 95718264 ATGAGGGAGAAACAATGGCA CACCATCACCACTAGCCCAC 211

Ai07B20854 Araip.B07 20854 p2 (AG)9 18 95734986 95735003 ATGAGGGAGAAACAATGGCA TTTCTTTGCTGCCCTCTCTC 253

Ai07B20855 Araip.B07 20855 p3 (TCT)5 15 95747021 95747035 TCTCCATTCATGACCATCCA GCTATGGACCCTTGATGGAA 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20858 Araip.B07 20858 p2 (TA)13 26 95761975 95762000 GGTCCATGGGTACAATGAGG CCTATCCTATGGTCACCTAGCC 184

Ai07B20859 Araip.B07 20859 p3 (ATC)17 51 95768972 95769022 GCTCCTGAATTCGATGCTCT TGATTCCAGTTTTTGGGGAG 199

Ai07B20860 Araip.B07 20860 p2 (AC)6 12 95769482 95769493 GCCATACGAACCAAAAGCAT GCAAAGCAAGCAAACACAAA 247

Ai07B20861 Araip.B07 20861 c (TACA)10tatacatacatac(AT)2297 95770143 95770239 CGGGCTGTGACTAGTTCTCC AGCTGTAAAGCAAAGGGCAA 177

Ai07B20862 Araip.B07 20862 p2 (TC)8 16 95776190 95776205 AAAGGAACATTGAACCTGGAA GAAAAACCAGCATGGCAGAT 278

Ai07B20863 Araip.B07 20863 p2 (AT)8 16 95777535 95777550 TTGGGATAATTTTGTCCCCTT AAGTGTGGGGAAACTGTGGA 204

Ai07B20865 Araip.B07 20865 p2 (CT)6 12 95783163 95783174 AAAGGAACATTGAACCTGGAA TTCTGACCCAGTTTTCGACC 226

Ai07B20866 Araip.B07 20866 p2 (AC)6 12 95784973 95784984 GTTGGGCCAAACGAACTAAA TGAGCTCGTAAAGGGGAAGA 179

Ai07B20867 Araip.B07 20867 p2 (AT)6 12 95785798 95785809 TGGATTGATGGATTGGTGAA GCATCCGGAGCACAAGTTAT 242

Ai07B20868 Araip.B07 20868 p4 (TACA)5 20 95787635 95787654 CCAAACTCCATGAGCTGTGA CGTGAAGCATTCTCAAACGA 140

Ai07B20869 Araip.B07 20869 p2 (AT)7 14 95791843 95791856 GAAGCTCGCTAGCTCTGCAC AATTCTGCCTGTATATCATTTTTGT 265

Ai07B20873 Araip.B07 20873 p2 (AT)11 22 95795000 95795021 TTTGTGTTGATGTGTCGAAGA CAAGAGTTCGATCCTTGGTGA 274

Ai07B20874 Araip.B07 20874 c (T)10gtttgttagttttattctcgctccactatattgtgttgagctcctttgttc(A)1071 95797131 95797201 CGGAGATGATGCTAGGGACA TTGCGAAAAATACTTGGATGTG 239

Ai07B20875 Araip.B07 20875 c (T)10aattctttagtttcatactatgtgtgtgttatctaacatag(T)1566 95798984 95799049 ACAAAATTCCATGTGTGGCA TTCCGCCGATGTTACCTCTA 194

Ai07B20878 Araip.B07 20878 c (T)10cacgtg(A)11 27 95816324 95816350 GCAGATTTGATTTAACCCCG TAGGGTTTCTTTCGGCTCAA 266

Ai07B20879 Araip.B07 20879 p2 (AT)12 24 95817501 95817524 TAGGCACACGGACAGAACAA GGTCGTAACCCACTTCGGTA 212

Ai07B20880 Araip.B07 20880 p2 (TA)6 12 95847330 95847341 GTGTGGGGAAACTGTGGGTA TGGGGTAATTTTGTCCCCTT 234

Ai07B20881 Araip.B07 20881 p2 (AG)6 12 95848733 95848744 TTTTTGACCCAGTTTTTGGC TGAACCTGGAATGAAGAAACAA 206

Ai07B20888 Araip.B07 20888 c (TA)6g(AC)7g(CA)640 95905733 95905772 TATGCGCATTTTTCCAATCA TTTGATTGGCATCTTTTGGTT 147

Ai07B20890 Araip.B07 20890 p2 (AT)20 40 95921413 95921452 GGTTGTAATGGGGCTAGGGT GGGGACAAAAATATCCCAAAA 264

Ai07B20893 Araip.B07 20893 p2 (TA)6 12 95925298 95925309 GCATGTCCTCATGCTAAGCTC CTTGTCTTGCGAGGTTGTGA 257

Ai07B20894 Araip.B07 20894 p2 (TA)8 16 95926420 95926435 TCAAAAACTCACGGGTTGTG ATTCTGCACTTTGGGCTTGT 259

Ai07B20895 Araip.B07 20895 p3 (GAA)11 33 95929932 95929964 AGAATCGAAAGGGAAGGGAA TCTCACTCACCACCATCACC 226

Ai07B20899 Araip.B07 20899 c (AG)7(GAC)5 29 95953984 95954012 TCATCGAAGAGTTCATCCCC AAGAAAGTGTTGACCCCGTG 127

Ai07B20903 Araip.B07 20903 p2 (TC)9 18 95984983 95985000 TGATGCAATTCACCTTTCCTC CACACAAAGGAACGAGAGCA 268

Ai07B20908 Araip.B07 20908 p5 (TTATC)5 25 96005517 96005541 TAGTAGCGTGGGCTGACCTT ACACGACCCAGAATCCAAAG 142

Ai07B20911 Araip.B07 20911 p2 (AG)6 12 96012798 96012809 AGCGACGTAGTGACGGACTT CCCGTTTGCCACTCCTAATA 253

Ai07B20916 Araip.B07 20916 p2 (CT)6 12 96038929 96038940 CGTCAATCAGTTTAAGCGCA AAAACCTTGTTAATGGGGGTG 217

Ai07B20919 Araip.B07 20919 p2 (TA)9 18 96049798 96049815 CATGGGAAGTACACCCCTTTT GGTGATGATCATGCCAGAAA 271

Ai07B20927 Araip.B07 20927 p2 (AT)6 12 96092781 96092792 TAAGTGTGGGGAGTTCGTCC TGGGATGTCAATGCCCTATT 183

Ai07B20929 Araip.B07 20929 p2 (AG)6 12 96109599 96109610 TCAGATGGGAAGCAGCAGTA TGCATCCATTCAAAGAGAGG 269

Ai07B20932 Araip.B07 20932 p2 (AT)6 12 96131738 96131749 TTCAGCACGAGTTACGAACG ATGATGTTCAGCCACATGGA 223

Ai07B20935 Araip.B07 20935 p2 (TA)6 12 96165404 96165415 CTTGTTGTACCCTCGCCTGT CGCTCCCAAAAATACTTCCA 182

Ai07B20937 Araip.B07 20937 p2 (TA)11 22 96178190 96178211 CTTGTTGTACCCTCGCCTGT TAAACCGTGAAACTGCTCCC 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B20945 Araip.B07 20945 p3 (GCC)5 15 96197707 96197721 AGCAGCAGCCTCTTTAGCAC CCAAATGGTGTATTCCCGAG 158

Ai07B20946 Araip.B07 20946 c (T)10aatgattgaattgaattaggtgaagaaccatggaggagtggagtaattctgatgaggagg(AAT)894 96198293 96198386 ATCTAGCGCCCTTTCCTCTC AAAAACACTTCCCCCTGCTT 233

Ai07B20948 Araip.B07 20948 p2 (CT)9 18 96204888 96204905 AAAAGGAAGCTCCCAACCAT CTCTTTCGCAAATCGGTCTC 160

Ai07B20949 Araip.B07 20949 p2 (AT)6 12 96212746 96212757 GTGCTAGGTGGGAGACAACC CATTGGATCTTTACGCCGAT 271

Ai07B20950 Araip.B07 20950 p3 (CAC)5 15 96214291 96214305 TTCCCCCTTAACACCTACCC CTACGAATTGAAAGAGCGGC 195

Ai07B20952 Araip.B07 20952 p3 (AGA)5 15 96230478 96230492 AGCAACGCTTTTACCACACC AACCACCTAAAACCCCCTTG 127

Ai07B20953 Araip.B07 20953 c (T)10gaa(AT)22tgtattttttttcgaaaattatattggaaaaacgaaaagaagaa(T)10111 96235196 96235306 CCAGCCAGGCTTCAACAT AACTGGCGGTTCATCTTGTT 278

Ai07B20957 Araip.B07 20957 p2 (AC)7 14 96260080 96260093 TAGCAGAAACCCAAAGTGGC TGGTCCCAATAGCAAATTCA 217

Ai07B20958 Araip.B07 20958 p3 (ATA)11 33 96261864 96261896 ATTGGTTATCACTCTGGCGG GTCCAAAGGACACGTTCCAC 248

Ai07B20960 Araip.B07 20960 p2 (TG)6 12 96264281 96264292 AGGGAAGAAATAGGCTGGGA TAACCAGCTGCAGTTACCCC 114

Ai07B20963 Araip.B07 20963 p5 (TTTGA)5 25 96269393 96269417 TGGACGGTAAGCCCATTAAG ACCCTTAGCAGGAGCAGTGA 258

Ai07B20964 Araip.B07 20964 p3 (GTG)5 15 96278018 96278032 GTTCGCACTGTTCAACGAGA AACACACCAAACCGAAGGAC 199

Ai07B20968 Araip.B07 20968 p3 (GAA)5 15 96289676 96289690 GGTCAACAAGGAACAAGGCT CCATTGAAAGCATGCCTATTT 260

Ai07B20970 Araip.B07 20970 p4 (CTAT)5 20 96290803 96290822 TGACAAAATGATACCGAAAGGA TGTCTCCTGAAAGTTGGGTTT 239

Ai07B20973 Araip.B07 20973 p4 (ATAC)7 28 96295900 96295927 AGCTGCGCCACTCTAATAGC TGTTTATGTTTCCCTCGCCT 268

Ai07B20974 Araip.B07 20974 c* (GC)6(GCGT)7*gtgcgtgtgcgtgtgtctgtgtctttgcgtgc(GT)6ctactaggtcaaaataaatcaattttcaagatgcgtgcatgc(GT)9142 96307312 96307453 AGCATGTCCTCGTGTCCTCT TGCTTTAGCCCTCCATGTTT 235

Ai07B20975 Araip.B07 20975 c (T)12ggtgactggcccttagtgttctttgattctattagggaaagttgttc(AAT)574 96317640 96317713 GAATTTTCCAAACGGGTCCT ATGGATGGTGGAATGGAAAA 222

Ai07B20976 Araip.B07 20976 p4 (GTAT)5 20 96318572 96318591 CAGCTGCTTCTTGTCATCCA GAAGTGGCTGGGGTTTTGTA 280

Ai07B20977 Araip.B07 20977 p3 (AAC)6 18 96321265 96321282 TGAGGACGAGACATTTGCAG TGGTCTGTTCAAGGTTTCCC 241

Ai07B20980 Araip.B07 20980 c (A)10tgagacacacaactccagaattacagagatcaaaatgcattcttattttt(A)1070 96324817 96324886 TCATCACCAGCAGTTTCAATG CTGTTTTTGTTGGGCGTTTT 255

Ai07B20986 Araip.B07 20986 c (A)10ctaaaagaatatcatg(T)1137 96375040 96375076 AATTTTCTAATAAATCTACATGCAAGG TGGGCAATTTAATGATGCAA 182

Ai07B20988 Araip.B07 20988 p3 (TTG)6 18 96388051 96388068 CCTTTCCTGTCCCCTCTTTT GCAGAAGAACAGCAGAAGCA 241

Ai07B20989 Araip.B07 20989 p3 (ATG)5 15 96388180 96388194 TGCTTCTGCTGTTCTTCTGC CCCTTCACCTCCAAAATCAA 232

Ai07B20993 Araip.B07 20993 p3 (AAT)8 24 96399689 96399712 CAACGACGAAATTGCAAAGA GCGATATGTGTCGATTCTGG 137

Ai07B20994 Araip.B07 20994 p3 (GAG)5 15 96400068 96400082 AAGTGGTTGGTGCAGTGTCA GGCTGGCTGAGTTGATGACT 209

Ai07B20995 Araip.B07 20995 c (T)14ac(T)10 26 96403264 96403289 GGAGTGTAAATTATTCGCACAAG TCAAAAATTTGGCTCATCCC 195

Ai07B20998 Araip.B07 20998 c (ATA)13gtaaata(ATG)561 96407693 96407753 AAAGAACCACAACGGGACAG CTTGTGGAGGTGGAGAAAGC 236

Ai07B20999 Araip.B07 20999 p2 (TA)6 12 96418652 96418663 GGACATTTTGTCCCCTTTTT TTGGTTGATGAAAATGTGGTTT 193

Ai07B21000 Araip.B07 21000 p2 (TA)12 24 96419252 96419275 ATGATGCAACCGCACAATTA GGCCAATCTTGGGTGAAATA 264

Ai07B21001 Araip.B07 21001 p4 (AACT)8 32 96420500 96420531 TCACCAGCAATATCCCATCA CCATCCACGATCATCTCCTT 143

Ai07B21003 Araip.B07 21003 p2 (GA)29 58 96424929 96424986 CACCACTAGAGCAAATGCCA TTTTACCATTTTGCCCCTTG 272

Ai07B21004 Araip.B07 21004 p3 (ATC)8 24 96425668 96425691 TGAGCATCGGAGTGTCTTTG AATGATGATGGTGATGGTGA 234

Ai07B21005 Araip.B07 21005 p3 (AGA)5 15 96429092 96429106 ACCCTTGATGGAAGCTTGTG TCAACATCTCTCTCCCACCC 237

Ai07B21006 Araip.B07 21006 p3 (TTA)6 18 96431029 96431046 CAAAGGAGTTTGGGTATGGC TCGAGTTTGGACAACTGACG 259
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Ai07B21008 Araip.B07 21008 c (CG)6cacagcacgctcacgcgtggatgcagcaaggacgatc(CG)661 96441499 96441559 GAGGAAGGAGAAAAGCAGGG ATCCAAGAGCCACATGATCC 269

Ai07B21010 Araip.B07 21010 p3 (ATA)5 15 96454245 96454259 GCAGCAATACTAATGGCCAAC TGTAAATCGAAAACTTCTGGGA 161

Ai07B21011 Araip.B07 21011 p3 (TAA)9 27 96454629 96454655 TTTTTGAAAATTTAGCCTCCGA CATTCCTCAGTCCACTGCAA 242

Ai07B21018 Araip.B07 21018 p3 (TAT)5 15 96488016 96488030 TTTTCCCTCCTTCTTTTTCACA TGCCTTAAAAATCCACAAGCA 232

Ai07B21023 Araip.B07 21023 p2 (TA)6 12 96542373 96542384 GTGTGTTCGTTGGCTCAAAA CAGAATCACAACAATCCACACA 193

Ai07B21026 Araip.B07 21026 p2 (CT)6 12 96554779 96554790 TTTTTGTTTGTTTCTTACCTTTTTCA AAAGGAATAGAGGGAGAATTTTCAA 205

Ai07B21027 Araip.B07 21027 p3 (TCT)6 18 96557089 96557106 CAAAATCTCTTTCCCACCCA TGATGGGCTTGTGAGATGAA 260

Ai07B21029 Araip.B07 21029 p3 (AAG)12 36 96566244 96566279 AGGGTTTGTGGCTTTTCCTT AAATTATTGACGCCGTGTCC 178

Ai07B21035 Araip.B07 21035 p2 (TA)6 12 96580022 96580033 GGTTTTCGCAAGAAGCAGAG GACAAAATTCTCCCGAAGCA 258

Ai07B21036 Araip.B07 21036 p3 (CAC)5 15 96581690 96581704 ACCACCACCTCCTCCTTCTT CACCACCACCACCATTATCA 211

Ai07B21037 Araip.B07 21037 c (TGG)5tgagttcttgttcaacttgggcttctggttgattttggttgattttgggaaaagttc(TGA)6ccatgatgatac(TGG)6ttctggttgggtgtaggtttctggtc(TGG)6164 96581849 96582012 GCATGTTGCTTGAATTTTCTGA CCTTCGGACGAAAATACCAT 258

Ai07B21039 Araip.B07 21039 p3 (GAA)5 15 96584649 96584663 TCAGCAACTGCCATCAGAAC GGTTGCTCCCTTCATCTTCA 263

Ai07B21054 Araip.B07 21054 p3 (TCG)6 18 96628273 96628290 GAAGGAAGCGTCAATTCTGC ACAACAGCAACAGCAACAGC 256

Ai07B21055 Araip.B07 21055 p3 (CTT)5 15 96628416 96628430 TGAAGATCCAAAAGGGATGG GCAATGACACAGAGGCAAGA 272

Ai07B21062 Araip.B07 21062 p5 (CGGAT)5 25 96634310 96634334 AAGTTGGTCCAAACCCAACA ATCGGATCGAAATTTTGGC 146

Ai07B21063 Araip.B07 21063 p4 (TTAA)5 20 96638499 96638518 CAAAGCATCTCTCTCTTCTCCA AAAATTAGCAATTGTAAACACAAAAC 257

Ai07B21068 Araip.B07 21068 c (A)11ggctattctgccatttgatcttaac(A)1046 96667265 96667310 GTTCCCAAAGGAATAAGCCC CTTCATGCAGATTCGCATTC 165

Ai07B21070 Araip.B07 21070 p2 (AT)6 12 96704659 96704670 AAAATTTCCCCGAAGCAGAT CAGATACGAAGGGTTTTCGC 267

Ai07B21071 Araip.B07 21071 c (T)10attttttattttttggtaattctgcaagtttgtaaccttattcttgtgttttaagatgatggattaggtagaagcatgtgagtttgcccccatc(T)11115 96707114 96707228 AACCGTGTGCCTTACTCTGC CAAACGGCCCAAGAAACTAA 201

Ai07B21076 Araip.B07 21076 c (A)10gaagagagagaaag(T)1034 96739457 96739490 TGGGAAATCTTTTGGGAACA TTTGCATTGGGGAATTTCTT 201

Ai07B21077 Araip.B07 21077 p2 (TA)6 12 96740020 96740031 AAACACAAAATCCGGTGAGG GAATGTCATGCAATGCAACC 279

Ai07B21078 Araip.B07 21078 p3 (CAA)5 15 96741981 96741995 CACAGGAACAGCCACTCAAA ATTCCTCTTTGGCAGTGTGG 255

Ai07B21082 Araip.B07 21082 c (A)10ttgtaatcaacaaaatttgaattttaaaattttatatcatgaaaattttgatattatattataaaattac(T)1090 96755228 96755317 TGGAAGCACATACATGTGAATAGTT TTCCCGTGACTTTGAATCATC 266

Ai07B21083 Araip.B07 21083 p4 (TTTC)5 20 96755904 96755923 TTTGCTGCTGCAACGTAAAC CATCACGAAGAACGCGAGTA 145

Ai07B21085 Araip.B07 21085 p2 (GT)15 30 96774951 96774980 GTTTTGGTAGGCAGGGTCAA GCTACTCGTTTCTCATCGGC 265

Ai07B21087 Araip.B07 21087 c (A)11gaaagataatcctgatctagcttaattgagctttgccacaaaagaaaaagcgcctaattgggcttagtg(T)1292 96782844 96782935 ACTTTTGGGCCATCCTAACC AACCCTTAAATGGAGCTCGG 260

Ai07B21089 Araip.B07 21089 p3 (TAA)5 15 96795332 96795346 TTCCCTCAAAAGCAAAATGG TTTGAGAGAGTTGGGTTGGG 189

Ai07B21090 Araip.B07 21090 p2 (AT)7 14 96797245 96797258 TGACTTGAACGTACCTATTCTCTG TGATACGGTGGTTACGGTGA 261

Ai07B21091 Araip.B07 21091 p2 (TA)8 16 96798200 96798215 TGGGGAAATTTGTGTTTGGT GGCTGTCAATATCATCATTTCGT 183

Ai07B21092 Araip.B07 21092 p2 (CT)6 12 96800363 96800374 TTGGAAAAATCCGACGGTAG AGGGGTGTACAGTAGCAGCG 275

Ai07B21093 Araip.B07 21093 p3 (ACG)6 18 96801635 96801652 CATACACCGCCGTCTCAGTA TCACCATATCCTTTCCTGCC 275

Ai07B21094 Araip.B07 21094 p2 (TC)9 18 96802421 96802438 TTTCCTGTGTTTTGAAGGGG AGAGACGAAGGAAAGGGGAG 251

Ai07B21095 Araip.B07 21095 c (CT)10catgattgtgacgacgatcatgattgtgacggcggcaggccagcagcaccacgcctccccgccgtcgctcccctcttctgtctttcct(TTC)5123 96802613 96802735 TCTCCTCTCTCCCCGTCTTT TTGCACGTGTGGCATTAAGT 279

Ai07B21099 Araip.B07 21099 p2 (TA)8 16 96808524 96808539 CCCGGAGAAATCTGTTTTGA AATTTTGTTTCAAGCTCCGC 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21101 Araip.B07 21101 c (CTT)5tgaaatacacgtatacgtcattttcttcttctttcaaattcacgcataccaccc(CCT)5ctttcttcttcgcccacacagattctt(CTC)7132 96809540 96809671 CACGCGCTTTTTCTTCTTCT AGTGTTGTTGGTGATGACGAT 205

Ai07B21102 Araip.B07 21102 p2 (CA)8 16 96812360 96812375 CTCTTCCAAGTCCCACCCTT AGAGCGGAATCGGAAAGAAT 280

Ai07B21107 Araip.B07 21107 p2 (TA)6 12 96825586 96825597 GAAAAATTCACGTTCAGCTCG TGGTGGCTAATGGTAAATCG 103

Ai07B21111 Araip.B07 21111 c (TA)6ctcatgcgtataaagcttagcaagtaacacattccattttttattctttcattcccttaaaggctttcggccgatggg(AAT)9117 96843099 96843215 TGCTTGGAGAAGGATTGGTT TGCATTTGCGTATTAAATTTGG 280

Ai07B21112 Araip.B07 21112 p2 (AT)7 14 96848924 96848937 CGCAATTCCACAACAATCAC TTCTTCTTCAGCAGCTCGGT 269

Ai07B21113 Araip.B07 21113 p3 (ATA)13 39 96849482 96849520 TTCTTTCATTCCCTTAAAGGCT TTGCGTACCTGTAAATCCCC 203

Ai07B21114 Araip.B07 21114 c (A)11tattgaaaacaacgtagttttatgtttatt(A)1152 96851243 96851294 CCTCAAATTCGTCCCTGAAA GGAGAAGGGGAAGAGTTTGG 225

Ai07B21115 Araip.B07 21115 c (T)11ataaatataaaacgacgtcgtattggagattagg(T)1156 96852175 96852230 TGGTTCTGATGATGTTGTTCTTG GAGCTGGACTAAAACGGTCG 159

Ai07B21118 Araip.B07 21118 c (GCA)5gaagaagaagaagctgctaaccagcaaccatctacaaagagttcattgatgtaatcaaagtccattaatattga(TGT)5tgctacctctgaaggaggtggtggcggtggtggtagtggtga(AGG)6164 96856166 96856329 CAGTATCCAAGGAAGGCCAA TCTTCAGGTACCATGCTGGA 277

Ai07B21119 Araip.B07 21119 p3 (AAT)5 15 96857616 96857630 AGACGAAGAAAGGAGGGTCC TCATCAACCCACCATCTCCT 272

Ai07B21123 Araip.B07 21123 p3 (AAT)10 30 96902568 96902597 CCTTCTCTTCGTTGCTGTCC TGGTTATGCCAATTTCACGA 145

Ai07B21124 Araip.B07 21124 c (A)10ttcagatttttattttaaaatttctattttatcttatcttaattttaaaaatttcaaaattcaa(T)1084 96915332 96915415 TTGTGTGTCTTTTGTGTGTTTTTC TGAAATTTTGAGAATTGAAGTTTGA 254

Ai07B21125 Araip.B07 21125 c (TATTT)5taatttcggttttc(A)1150 96915751 96915800 CCTTATCTTATATTGTTGACTTTTTCG CCATGATGGAGAAAGGGAGA 270

Ai07B21127 Araip.B07 21127 p3 (GCT)5 15 96946305 96946319 AACCTCCCCACCTTGATACC GAGAAGATCCCTCTCCTGCC 270

Ai07B21128 Araip.B07 21128 p2 (AG)6 12 96952373 96952384 AAAGCAAACTTTTGGCAAGG GAGAGCTCGCCAATTTTCAC 275

Ai07B21131 Araip.B07 21131 p3 (AGA)5 15 96974048 96974062 ACCACCAAGGTTTTTCCCAT TTGATGCCTGTGCTAGTTGG 205

Ai07B21132 Araip.B07 21132 c (A)11gaagagag(A)1029 96985444 96985472 GGAATTTGGGTGCCTACTCA TGAACTTAGCATTGGGGTGG 163

Ai07B21133 Araip.B07 21133 p3 (AGA)12 36 96993959 96993994 GGACTTGTCAGCCACCTTGT CCGAAACACTTCCCACTCTC 267

Ai07B21139 Araip.B07 21139 p2 (AG)6 12 97030159 97030170 GGGGACTGCATCCATTCATA ATGTCTTCAGGTGGGAAGCA 277

Ai07B21140 Araip.B07 21140 p3 (AAG)5 15 97031881 97031895 AACCCCAGTGGACAAGACAG CAACTGTCTTGGAAGGAGGC 152

Ai07B21141 Araip.B07 21141 p2 (AT)12 24 97059995 97060018 TTTTCAGGGTTGTAATGGGG AAGAATCAATGCACATGGGA 241

Ai07B21142 Araip.B07 21142 c (T)12aattttatcccatgtgcattgattc(T)10attttgcatttggggtaatattatttttcttctctttttcttttctttttctcttc(T)10113 97060160 97060272 CCCAAATTTTTCCCACTTTTG GGAAGCATGCTCATGTGAAA 241

Ai07B21147 Araip.B07 21147 p3 (AGA)6 18 97077135 97077152 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai07B21148 Araip.B07 21148 p3 (AAT)6 18 97078318 97078335 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai07B21150 Araip.B07 21150 c (T)10cgaaaattatgtg(A)1033 97079390 97079422 TCGAAAAATGCAAGATGCAC GAAAGCTTGGCTGGCTAGTG 249

Ai07B21152 Araip.B07 21152 p2 (TA)6 12 97081413 97081424 GAATTTGGGTGCTTGCTCAT GCCTAGTTACCCAAAAATCCC 241

Ai07B21153 Araip.B07 21153 c (A)14caaaaatgcatgaaaatcaaactg(A)1149 97086952 97087000 TTTAACGCTAGCACCCTTGC AAGAAGCACTTGTTGGGAGG 270

Ai07B21155 Araip.B07 21155 c (TA)8(T)10 26 97098888 97098913 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 254

Ai07B21156 Araip.B07 21156 p3 (GAA)5 15 97099877 97099891 CCCTCGAGCAAGAGAAGAAA CACCTCTTCCCCACTCACAT 270

Ai07B21157 Araip.B07 21157 p2 (AG)6 12 97103534 97103545 AAAAAGAAATTTTGAAAAAGAGGGA CTAACTTTTTGTTTGTTTCCTACCTT 100

Ai07B21160 Araip.B07 21160 p3 (TTG)6 18 97125230 97125247 ACATGACAGAGCACAATGGC TTATCCGCTCATCAAGGACC 222

Ai07B21161 Araip.B07 21161 p2 (TA)9 18 97138076 97138093 GAACCTGCGAGGATGATGTT AAGTCTTGCCCCTCCAAAAT 198

Ai07B21163 Araip.B07 21163 p3 (ATT)5 15 97167376 97167390 GGAAAAGGTTTGCTATTGCC CCTGGAATGGAAGAGGTGAA 169

Ai07B21169 Araip.B07 21169 p3 (GAA)5 15 97182632 97182646 GCAAGAAAATTCAACACCGAA GTCAATCGCACCCTGTTTTT 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21170 Araip.B07 21170 p3 (AAT)5 15 97190296 97190310 TGTGATGAGGCCATTAACGA GCGACTAGACCATACGGAACA 280

Ai07B21171 Araip.B07 21171 p2 (TA)8 16 97190876 97190891 TGCGTATGTATGTGCAGCAG TGCGTGTATCTTGCATGTTG 202

Ai07B21172 Araip.B07 21172 p2 (TA)14 28 97191133 97191160 AAACGAGTTCAATTCTGCTACG TCGTAAGTTGTAACACTCAAGCA 234

Ai07B21174 Araip.B07 21174 p2 (GA)7 14 97201780 97201793 GCCAAACAAATGTAGAACAATCC TTCTTCTCCCTCCCTTCTCC 262

Ai07B21175 Araip.B07 21175 p2 (TC)6 12 97205057 97205068 ATGGGAATGCTTCCATTCAA TCAATTGAAAATACCTCAAATTATCA 278

Ai07B21178 Araip.B07 21178 p2 (TA)9 18 97219929 97219946 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 266

Ai07B21179 Araip.B07 21179 p2 (TC)6 12 97220805 97220816 GGCCCAGATCCAAGTACAGA CGGAGCAAAGGAAAGTCAAG 179

Ai07B21183 Araip.B07 21183 p2 (TC)6 12 97234362 97234373 AAGTCACAGGAACCATGATCG TAATTGGGGACGTGGTAGGA 130

Ai07B21184 Araip.B07 21184 p2 (TA)6 12 97241123 97241134 ACTACCATCAAGCACGGACC TGACGGCTAGGATTTAAAAACA 224

Ai07B21186 Araip.B07 21186 p2 (AT)8 16 97288208 97288223 CTGGGACCGTCCTAAAATCA GGAGCTAAGCCACGCAACTA 238

Ai07B21192 Araip.B07 21192 c (T)10gggtagtgtatgctaggactgcattgttcatttgtttttctttggggaccggaacacgttgggactttctaaagaaagtcaactctaagtcc(A)10112 97294884 97294995 CTGTCCCTTATCCTCTTCCG CGGGCCCCTTATATTTTGTT 275

Ai07B21196 Araip.B07 21196 p3 (AGT)5 15 97311922 97311936 TTTTAGCATCACTTGGCGGT TATGCCACTTGGCGTACAAA 172

Ai07B21197 Araip.B07 21197 p3 (TCT)5 15 97313778 97313792 CTTTGACTCTCCACCCCAAA GGCTTGATCTTCTCTGCACC 174

Ai07B21200 Araip.B07 21200 p2 (AT)12 24 97318117 97318140 TTGGAGAGAAAATAATGGAATTGA CAGGGTAATAATGAAACCAAGAAA 277

Ai07B21203 Araip.B07 21203 p4 (TTAT)8 32 97340154 97340185 TCCCACTTTTGTATGATTTCCA GGAAAATTGTGGGAACATGG 280

Ai07B21205 Araip.B07 21205 p2 (CT)7 14 97356088 97356101 TGCCAGGATTGGTAGAAAGG GGTGAGGTAGGTGGGGTTTT 239

Ai07B21208 Araip.B07 21208 p2 (CT)11 22 97380012 97380033 AGGGGGATCGATTCCATAAA TTGAAAAAGAGGGAGATATTTTCG 187

Ai07B21209 Araip.B07 21209 p3 (TTC)5 15 97381310 97381324 AATTTCCCACCCTAAATGGC CGGTCTTAGGTGCCATCAAT 172

Ai07B21211 Araip.B07 21211 c (T)10gtttttttggtttcttc(T)1037 97388911 97388947 GGTGGGTTGTTTCCTTGTTG GGAAATTGTAAAGATGGCCG 209

Ai07B21214 Araip.B07 21214 p5 (ATTAA)5 25 97397631 97397655 AATGCTGGATGTTAATGCCC TCAAATGACCGTTCAAAATTCA 236

Ai07B21216 Araip.B07 21216 p2 (GC)6 12 97414037 97414048 ATCACTCCCAGTGTTTTGCC CGCAAAAGTGGTTTCTCACA 147

Ai07B21217 Araip.B07 21217 p3 (TCT)5 15 97422960 97422974 TTCCGGCCAATTAGTCTGTC TGATTCGCACATCCAATCAT 262

Ai07B21218 Araip.B07 21218 p5 (TTATC)5 25 97423442 97423466 TGCACTGCTGATCCTTTGTC AACACGACCCAAATCCAAAG 278

Ai07B21219 Araip.B07 21219 p3 (TTA)5 15 97431833 97431847 TGGTAAGATGTGGTGGCAAA CAAAGATTCCACGCCTTTGT 174

Ai07B21222 Araip.B07 21222 p3 (ATA)54 162 97450873 97451034 AAAACAGAAGTGGCGAGGTG CGATTTTGTTTTGCCCATTC 246

Ai07B21227 Araip.B07 21227 p3 (GAA)10 30 97459724 97459753 TGGGAAGGAAACAAGAGTGG GGTAAGAGTTTCTGCTGCCG 267

Ai07B21228 Araip.B07 21228 p2 (TA)7 14 97460301 97460314 AAGAGGTGCGCTTAGAGCTG GAAAGCTCACGAATTGGCTC 271

Ai07B21230 Araip.B07 21230 p2 (TA)57 114 97465991 97466104 GGCTAGTCGGCCTAAACTCC CGTTCACGCACGGTAACTAA 272

Ai07B21237 Araip.B07 21237 c (T)10cttttaagcatggtgagggatacattggatatcttataaccaaaacaaaac(A)12c(A)1185 97511993 97512077 ATGCAAGGTCACCACATCAA TCCCGTTATCTCTCTATTTGCTTT 277

Ai07B21238 Araip.B07 21238 p2 (AG)7 14 97513347 97513360 TGTCTTCAGATGGGAAGCAGT TGCATCCATTCATAGAGGAGG 266

Ai07B21239 Araip.B07 21239 c (TA)8(T)10cttttgtatccccttatttaattacttaata(T)1067 97514472 97514538 TTGTAATGGGGCCAAGGTAA GGGGAACCTTATGGGAACAT 227

Ai07B21242 Araip.B07 21242 c (TG)10(TA)7tgtccgattttaacttcgcaagctgggtcaggtgccttgt(TA)788 97538864 97538951 CGGAGAAACAGGTTGTCGTT CCACACGGAGTCTTATGCTT 203

Ai07B21248 Araip.B07 21248 p4 (AAAT)5 20 97562038 97562057 TCGAAAATCTTCACCCATTTTT GTTGGCATATGACCCCAGAG 171

Ai07B21250 Araip.B07 21250 p3 (AGA)6 18 97573757 97573774 AATTTTAAAGGTTTGGCCCG TGCAAATCAGAGCACCGTAG 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21254 Araip.B07 21254 p2 (TA)7 14 97598080 97598093 ATTCCCTCGCCTTTATCTGT CTGCGCCACTTTGATAGCTC 280

Ai07B21257 Araip.B07 21257 p2 (TC)7 14 97604900 97604913 CCTCTATTCCCCCTCTCACC ACCACCTAGAATCCACTGCG 262

Ai07B21258 Araip.B07 21258 p2 (TA)9 18 97608431 97608448 CATTTTGCACTTTGGGCTGT TGTCGTCAGTTGACCAACATT 236

Ai07B21259 Araip.B07 21259 p2 (AT)14 28 97624420 97624447 ATTCCCCTGCCTTTATCTGT AAAATGTCACGCTTCCGACT 260

Ai07B21267 Araip.B07 21267 p5 (AAGAT)8 40 97672517 97672556 ACTTAAGCATCGGAGTCCCC CTTTGTCACTGGAGGGTGGT 253

Ai07B21270 Araip.B07 21270 p5 (AAGAT)6 30 97691041 97691070 AACACGACCCAAATCCAAAG GGTGGTACCTGCAATGGACT 254

Ai07B21272 Araip.B07 21272 c* (AT)6(ATA)5* 25 97701317 97701341 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 260

Ai07B21273 Araip.B07 21273 p2 (AT)6 12 97708721 97708732 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 215

Ai07B21282 Araip.B07 21282 c (A)11caacagccatgaacgagttgaaaaaatagaaggaagaattggttcaataacaagatcattgagtttt(TC)690 97744591 97744680 TGTGCCTCATATTCAATTTGGT TGCTGACTGCATGAGAACAA 258

Ai07B21283 Araip.B07 21283 p3 (CTT)5 15 97751084 97751098 TCTTGACTTTCCCATGGAGG TCAATGGACTTCTAGGCGCT 219

Ai07B21284 Araip.B07 21284 p2 (TA)10 20 97754385 97754404 GACATAGAGAATCAAACAAATCAAAGA ACTCGACGTTTTTGGGTGAC 249

Ai07B21285 Araip.B07 21285 p4 (TAAC)7 28 97755681 97755708 GCAGCAATAAACAGCAAACAA CCCTTCAACCATCATCCAAC 162

Ai07B21288 Araip.B07 21288 p3 (TGG)6 18 97764050 97764067 CGCCTTGTTTCTGCTTTCTT CATCCTCCACCAGTACCACC 258

Ai07B21289 Araip.B07 21289 p3 (GTG)6 18 97764186 97764203 TGGTTGTGGTTGTGGTTGTT TCGTCCCCAACGTAATTTTC 221

Ai07B21306 Araip.B07 21306 p2 (TG)10 20 97819186 97819205 TCCATGGAAGGAAACTTGGA GTTTTTGATAGCACACGGGC 183

Ai07B21307 Araip.B07 21307 p2 (CT)18 36 97820414 97820449 TGCCTTTCTCTCCATTCCTC GGTGGCTTGCGATATGGTAT 215

Ai07B21310 Araip.B07 21310 p2 (TA)9 18 97823256 97823273 GCTTCAGAGTGCCTTTGGAC TCCAAACACTTAACACAAATAAGCA 149

Ai07B21313 Araip.B07 21313 p2 (TA)7 14 97831731 97831744 TTAAATTTCGTGAATCCCGTG TATTGAAGAGGGGGCATTTG 113

Ai07B21314 Araip.B07 21314 p2 (AG)6 12 97837226 97837237 CCAGATGGGCATCAGAGAAT CCCTTTTGGCTATGTCCTAGA 148

Ai07B21317 Araip.B07 21317 p3 (AGA)6 18 97843546 97843563 TGTCTGGATGAGGAAGGAGG TAGATGTTGGGTGTGGGAGC 237

Ai07B21319 Araip.B07 21319 p2 (AT)6 12 97853601 97853612 TCCCTCACCCACAGTCTCTC GCCATCAACGAAACAAAAGG 202

Ai07B21325 Araip.B07 21325 p2 (AT)30 60 97864427 97864486 CAACCAAAAACCAAGGTGAAA GCATGAGTCCACCAAAACCT 280

Ai07B21326 Araip.B07 21326 c (TA)10gatcaaagagccctttaatgttttattcaagaaaaaaaaaggcagg(A)1076 97866665 97866740 TTGTCTCAAGGACAGACGGA AATGCACCCAAATAATAGCCA 266

Ai07B21338 Araip.B07 21338 c (T)14acattttaagactatgtaaagtaaattattattaaatagattcttcttatggta(T)1078 97925184 97925261 CATCTTGGTTAAAATTTGTACCGTATT CAGAGGTCTCTTCTTGTGAGAAA 257

Ai07B21341 Araip.B07 21341 p2 (CT)6 12 97943390 97943401 AGAAATCGTCTGTGCCTCGT CATTCAGCCGAAACATTTGA 259

Ai07B21343 Araip.B07 21343 c (GA)19agtacaagctcgcaagg(GA)769 97944291 97944359 GAGAACATGGAAGAGGAGCG CAGAATGGAACGTGCAAATG 280

Ai07B21344 Araip.B07 21344 c (A)10cacatgcaagacaccaaacttaaaaattgactctagactcaaacaagaaacacaaaatatttttgattttatgattttgtaaatttttttta(T)10112 97958100 97958211 AGAAGACTGGCCAGGAACAA TTTTTCGTTTTCCCCAATTAAA 205

Ai07B21345 Araip.B07 21345 p2 (AG)8 16 97965359 97965374 GGAGGGAGAGGGAGAGAGAA ACGTTCTCCCCCTTCATTTT 179

Ai07B21347 Araip.B07 21347 p2 (TA)8 16 97984646 97984661 TGGTTTTCAGATGCAGGTCA CCCAAAAGACCCAAAAGACA 235

Ai07B21349 Araip.B07 21349 p4 (TTTA)6 24 97995064 97995087 CCAATGGAGGGTATGCAGAT AACCACTTTCTCTCTCCTCAAA 248

Ai07B21352 Araip.B07 21352 c (AAT)8g(ATA)6 43 98007876 98007918 CCTCCATGAACTCGCCTAAC CCACTGAGGTGGAAAACCAA 269

Ai07B21353 Araip.B07 21353 p3 (ATA)5 15 98008786 98008800 CAAAGCATCTTTCTCTTCTCCA AAAATTAGCAGTTGTAAACACAAAAC 256

Ai07B21356 Araip.B07 21356 p2 (GT)6 12 98010536 98010547 GTCCATTTCAAACGTTGCAG TTGCCAATAATTCAGCTTGC 277

Ai07B21358 Araip.B07 21358 p3 (CTT)6 18 98013675 98013692 ATCCTTGAAATTTGGGGTCC GCGTGGCATGAACCTATTTT 214
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Ai07B21361 Araip.B07 21361 p3 (CAT)6 18 98037794 98037811 GAGGCAACAGAGACTTTGGC GAGATGATGGGTCTCAGGGA 260

Ai07B21364 Araip.B07 21364 p2 (AG)8 16 98046556 98046571 AGGGCGAAAAAGAACACAGA ACCAGGGCTACCTTCTCCTC 255

Ai07B21368 Araip.B07 21368 p3 (ATT)27 81 98066818 98066898 TCTCTACCCAATGTTCCCAAA AACCATATGCATTGATGTTCTTG 167

Ai07B21369 Araip.B07 21369 p2 (AT)9 18 98067529 98067546 GCTCAAGACATGATCCACAAAG TTAAGTGTGGGGAGGTCGTC 244

Ai07B21371 Araip.B07 21371 p2 (TA)6 12 98070341 98070352 AGGCTAAAGTGCGCATACGA GAAGCATGAGTTTCCTTCCG 161

Ai07B21372 Araip.B07 21372 p2 (CT)7 14 98083864 98083877 TTTCGAAAACTTCCCCCTCT CTTGTCCTTGCTTCTGCTCA 245

Ai07B21374 Araip.B07 21374 p2 (AG)6 12 98092060 98092071 GCCCAGAAAACACAGATTGG AGCCAATTGGGCAACATAAG 279

Ai07B21376 Araip.B07 21376 p2 (AG)6 12 98098138 98098149 AAGTGGGGGAATCAATCCAT AGCCAATTGGGCAACATAAG 253

Ai07B21379 Araip.B07 21379 p3 (CCA)5 15 98116518 98116532 TTAATTTTGTGGGGGACCTG CCATGTGCGTGATAAGATGC 235

Ai07B21381 Araip.B07 21381 p2 (AT)8 16 98118022 98118037 GTTTGGGAGAGTTGGGAACA GGCATTTTTGTCCCCTTTTT 235

Ai07B21382 Araip.B07 21382 p2 (AT)6 12 98126541 98126552 CTCCCAAATACGATCTTCCG ACGCTTTTCAACGCTACTGC 241

Ai07B21384 Araip.B07 21384 p4 (TTGT)5 20 98132184 98132203 GCTCTCTTTGTTCTTGGTTGC TTTGAAGAGTTCAAGGGGGA 209

Ai07B21386 Araip.B07 21386 p3 (AAT)6 18 98138226 98138243 TTTTTGATTGCTAATTTCCAAAATC CCATGATGGAGAAAAGGGAA 238

Ai07B21387 Araip.B07 21387 p5 (TTATC)5 25 98148444 98148468 CCTGGGTGCTCCAGTGTATT AAGGGCCCAAATAGAAGGAA 183

Ai07B21390 Araip.B07 21390 p2 (TA)8 16 98170385 98170400 ATCCACTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 222

Ai07B21392 Araip.B07 21392 p3 (GAA)5 15 98183202 98183216 GAATATTGCTCGCCCTCAAG CTGAACACCCAGAACAAGCA 197

Ai07B21393 Araip.B07 21393 p2 (AG)6 12 98185979 98185990 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 211

Ai07B21397 Araip.B07 21397 c (T)10gctattttttttgcta(T)1036 98204572 98204607 AGGCCCTCCTATCCACTGAT GCAGTGAAGAACAAAGCTTGC 204

Ai07B21398 Araip.B07 21398 p5 (AATCA)5 25 98208808 98208832 CACAAATGCTCCAGTTCCCT GCTGGGAACTTTCAAAGCAG 239

Ai07B21400 Araip.B07 21400 p2 (AC)11 22 98211330 98211351 GGCCCAGCATTTTGAAGTAG TGCTTCTTTTGCCCGAGTAT 197

Ai07B21401 Araip.B07 21401 p2 (CA)8 16 98212274 98212289 AAATCCCGTCTCTTCAGGGT TTGAGAGGTTTGGGGTTCTG 148

Ai07B21404 Araip.B07 21404 p3 (TTG)5 15 98227971 98227985 TGATAAAGTTGTTAGTTGAATTGGG CCCTTCACAAACAGGACACA 231

Ai07B21406 Araip.B07 21406 p2 (TA)13 26 98229740 98229765 TGCGCAAAGAATCAAAATGA GGAAGAGATCATCAAGAGGCA 244

Ai07B21407 Araip.B07 21407 p2 (TA)36 72 98230544 98230615 AAAGTCTGTGATTGCTGCCA TCTGTGCCTTATGATGAGAGGA 280

Ai07B21409 Araip.B07 21409 p2 (GA)6 12 98244130 98244141 GTCGCCTTCAACAGAGGTTC CCGGTGATAACCCAAACAAC 212

Ai07B21411 Araip.B07 21411 p2 (GT)6 12 98282082 98282093 TGGGAAGCTAGGCATGATTT TTTTCAAGGCTGTAATGGGG 143

Ai07B21412 Araip.B07 21412 c (TAA)5caacaataataataatattagac(ATA)5gtaataataatag(TAA)581 98283089 98283169 ATGTGACGCAAGATGAGCAG TGCTGTCCATTATTCTTGTCG 279

Ai07B21413 Araip.B07 21413 p3 (ATA)12 36 98283427 98283462 AACAAGAATGTTTATTGTAACAGGAAT TTTTCTTAATGACGCCAAAACA 188

Ai07B21415 Araip.B07 21415 p3 (CCT)5 15 98312540 98312554 ACGTGCGTCACACATCAAAT ACTGGACAACTTCGCCATCT 216

Ai07B21417 Araip.B07 21417 p3 (TTA)17 51 98314350 98314400 CATATCTATTGAATTGAACATCCGA TTCTAAAGTTTAATTTCCGTTATCCA 184

Ai07B21418 Araip.B07 21418 p2 (AG)7 14 98317571 98317584 GACCCAAGGCCAACTAATGA AAACAGCTCGTCAATCGGAG 162

Ai07B21422 Araip.B07 21422 p5 (TATTT)5 25 98338255 98338279 TGCATTGACCCTTGAATTCTT TGGAAAATTGTGGAAGCAAA 238

Ai07B21428 Araip.B07 21428 p3 (TCT)63 189 98380128 98380316 GCTACATCACCATCGTCGG CGAAAGGGTAGAAGAAGAAGGA 271

Ai07B21432 Araip.B07 21432 p2 (CT)6 12 98400297 98400308 TTTTCAAAAATTCCCTCTCTCA CCTTGTCCTTGTTCCTGCTC 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21433 Araip.B07 21433 p3 (AAG)5 15 98406979 98406993 AAGCAGAGCTTTTTCCCACA CATCCATCAAAAACCCCATC 278

Ai07B21436 Araip.B07 21436 p2 (AG)6 12 98440244 98440255 TTTCTGACCTAGTTTGCGGC AAGAACCTGGGATTGAGAGTCA 203

Ai07B21441 Araip.B07 21441 p2 (GT)6 12 98462895 98462906 GGGACGAAATTATCCCAATG AATGGGGCTAAGGGTAAAGG 275

Ai07B21442 Araip.B07 21442 p2 (TA)9 18 98463047 98463064 AAATGCAAGCTCACTTAGCCA TTTCAAGGTTGTAATGGGGC 106

Ai07B21444 Araip.B07 21444 c (AC)6(AT)10 32 98474980 98475011 TCACGATGAAGCATAAAAGGAA AACATAACAACCAATTAAGAGTGACA 258

Ai07B21445 Araip.B07 21445 c (AC)6(AT)10 32 98475696 98475727 TCACGATGAAGCATAAAAGGAA AACATAACAACCAATTAAGAGTGACA 258

Ai07B21449 Araip.B07 21449 p2 (TA)8 16 98495106 98495121 AAGAATTCAACAAGGGCGTG CCAAGCAAGACAAGCTCAAA 276

Ai07B21451 Araip.B07 21451 p2 (TA)7 14 98500220 98500233 TTTCTTTCCCATCTCATTTGC GCATGTCCTCATGCTAAATCC 235

Ai07B21453 Araip.B07 21453 p2 (AT)8 16 98502621 98502636 ACACACCTAGTGAGGGTTCAA TGTCCTCATGCTCAACCAAA 271

Ai07B21454 Araip.B07 21454 p2 (AT)8 16 98509156 98509171 TATTTTGGCTCAGAGGACCG CCAAGCAAGACAAGCTCAAA 262

Ai07B21455 Araip.B07 21455 p2 (TA)6 12 98510534 98510545 TTAATTCTTTGCTTGGCCCT TGGACTCATCAATTCTCCCA 192

Ai07B21456 Araip.B07 21456 p3 (GAA)8 24 98512418 98512441 AGGAGCTGCAATCTCCTACG GTTGCCCACTGCTTCATCTT 178

Ai07B21457 Araip.B07 21457 c (T)11gtgactggaaagt(A)1135 98520888 98520922 TTAGTGGACAACTTGCGACG CCTTGGAAGGGGTTTGAGAT 219

Ai07B21458 Araip.B07 21458 p2 (AT)9 18 98524642 98524659 GACCAAACGGGCTAAAAACA TGAGATGGCAAAACAGCTTG 228

Ai07B21464 Araip.B07 21464 p2 (TC)6 12 98547948 98547959 TGCAGACAGAGAGAGGACGA ACAGCGCAAGTAGGCAAGAT 221

Ai07B21470 Araip.B07 21470 p2 (GT)6 12 98576886 98576897 TCTTCCTCTCCCTCACTCCA GTCCAACTGGACCCAAAGTG 122

Ai07B21473 Araip.B07 21473 p3 (TAT)23 69 98581709 98581777 TCATTCAAAACACAAATTCATCCT GCAGATTTTCTTGTTTTTGTTTTT 279

Ai07B21475 Araip.B07 21475 c (AT)9(AC)7 32 98589496 98589527 TCGAAACTGTATCGCTGTTTTC TGGACGAAGAGTTTAAGGAGTTC 280

Ai07B21476 Araip.B07 21476 p2 (TA)10 20 98598549 98598568 AGGGGACAAAATTACCCCAA TGTAATGGGGCCAAGGTAAA 251

Ai07B21481 Araip.B07 21481 p2 (AG)10 20 98630383 98630402 TTAGATAGGGCCAACGTGCT GGGCTCCAGGTCTCTTCTCT 202

Ai07B21482 Araip.B07 21482 p2 (AT)9 18 98631938 98631955 ATGGGTTTATCAACCTCCCC CCCATCTCAACTGTAAAAGTGC 275

Ai07B21484 Araip.B07 21484 p2 (CT)6 12 98650033 98650044 GGGCGTTTAACACCAGAAAA GAGGTGATTGGTGAATGGGT 247

Ai07B21485 Araip.B07 21485 p2 (TA)6 12 98665512 98665523 TGTTATCGGATGGTTGCATTA TGTAAAAATCTAGGAATCAACCGAA 101

Ai07B21486 Araip.B07 21486 p3 (TGA)5 15 98667134 98667148 ATCAGAGGAGTGGAGGCAGA TGTTCGTGTGCCATTGTCTT 198

Ai07B21488 Araip.B07 21488 p3 (AGT)5 15 98677028 98677042 CACCCTCTTGGGATGAAGAA AGCATTCCAACTGTTACGGC 193

Ai07B21493 Araip.B07 21493 p2 (TC)11 22 98688149 98688170 AAAATGTTGGGTGTTGGCAT GGAGACCAAAAGAAGGGGAG 250

Ai07B21497 Araip.B07 21497 c (AG)6a(AG)6 25 98698048 98698072 TCGAGGTCACATTCTTTCCC TGCAAATGGTAACTTGCTGC 167

Ai07B21499 Araip.B07 21499 p2 (AT)7 14 98706182 98706195 GAAGGATTTAAATGTGTGATCCAA GGTAAACTCGTGGAGCTGATCT 222

Ai07B21502 Araip.B07 21502 p3 (TTG)7 21 98717146 98717166 TCCATGAGGTGGTCAAACAA TTTGTAGAAGCTCATCCAATCAA 175

Ai07B21506 Araip.B07 21506 c (CA)8a(AT)6 29 98745209 98745237 TGTCCACAAATCAAGCTCCA TGTCCCAATTTTCCATTGGT 159

Ai07B21507 Araip.B07 21507 p3 (GAA)5 15 98751202 98751216 CGGTCTTAGGTGCCATCAAT GCCGAAACACAACCTCTCTC 154

Ai07B21508 Araip.B07 21508 p3 (AAT)5 15 98755542 98755556 CAGGCGGATATCAAATGGTT TTGCCATGGAAAGGAGTAGG 189

Ai07B21513 Araip.B07 21513 p3 (TCT)6 18 98760922 98760939 CCCACCCATATGACCGAATA GATGGGCTTGTGAGATGGAT 252

Ai07B21514 Araip.B07 21514 p2 (CT)7 14 98763666 98763679 CCATGACTTTGTTGTGCTGG GGAATTCGATCTTGAAACCG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21515 Araip.B07 21515 c (T)10atttctaaccaaactaaccctttaaaatc(T)1049 98768347 98768395 ATGCCACTTACCTCAACCCA TATGCCATGGTTAGAGGGGT 146

Ai07B21516 Araip.B07 21516 p2 (TC)7 14 98774542 98774555 AGGTGGCAGGGAACTAATCC AGCTAACCCGGATACCGTCT 245

Ai07B21518 Araip.B07 21518 p2 (AT)6 12 98781148 98781159 CTTGGGACATTGGTTGAGGT CACCACACATATGCATTGATTTT 270

Ai07B21519 Araip.B07 21519 p2 (TA)13 26 98786116 98786141 TGCCCTCCTTTTCCTGTATTT TGGCATCGCTTTTGTTTTCT 280

Ai07B21522 Araip.B07 21522 p2 (AT)7 14 98805270 98805283 TCCGCTCATCACCTATTTTTG GCTCCTAACTCAGCCTGCAA 205

Ai07B21526 Araip.B07 21526 p3 (AGA)6 18 98833417 98833434 GCATGGAAACAACATAAAGGAA CCAAGGATTGAAGGGAATCA 249

Ai07B21529 Araip.B07 21529 p3 (AGA)7 21 98839140 98839160 GAGGAATCATAAATGCAACAACA GGACCAATGATTGAAGGGAA 216

Ai07B21531 Araip.B07 21531 c* (A)11(AT)9* 28 98843193 98843220 TGAAAATCATGGGATTGGGT TTCTTTGGGGCATTTTTGTC 249

Ai07B21532 Araip.B07 21532 c (TA)10tg(TGTA)5 42 98846242 98846283 AGTTCTGCTGCGAAGTGGTT GCGTGCGAAGAAATTTAAGG 255

Ai07B21534 Araip.B07 21534 p5 (AAAAT)5 25 98864672 98864696 TGGGTTTGAAAACATTTGGTC TTCACCACTTACTTTGGGGC 227

Ai07B21536 Araip.B07 21536 p2 (AT)6 12 98873431 98873442 CGGATATTACGGCGACACTT TTATTCATGGTACCCTCGCC 232

Ai07B21537 Araip.B07 21537 p2 (GT)8 16 98875954 98875969 CAAGTCCTTCTTCCCCTTCC AAACCCTAACCCAGTGACCC 177

Ai07B21539 Araip.B07 21539 p3 (ATA)5 15 98881852 98881866 TGTGCGAACTTGCACTATCC TTGGCTATTTGATCAATGATGG 187

Ai07B21540 Araip.B07 21540 p3 (CTT)5 15 98884117 98884131 AGTTCCACAGTAAATGGCGG TACGAACAACGATGGTGCAA 120

Ai07B21542 Araip.B07 21542 p3 (TTA)6 18 98892471 98892488 GGATGACAAAGAAAAGGAAACAA AATTTGCACTATCCGCAAGG 274

Ai07B21544 Araip.B07 21544 p2 (GT)7 14 98904035 98904048 GAAGAAGCGGCACAAGTTTC ATGAATGAAACGGTCTTCGC 150

Ai07B21546 Araip.B07 21546 p2 (TA)8 16 98909463 98909478 TTGAATGATAGGGTTAAATGCG TTACAACACACCACACGCAA 167

Ai07B21547 Araip.B07 21547 p2 (AC)8 16 98919942 98919957 TTTGCACCAGACTTCAAACG TTTGGTTGTGGAATTGTTGAA 278

Ai07B21549 Araip.B07 21549 p2 (TC)6 12 98950431 98950442 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 266

Ai07B21556 Araip.B07 21556 p3 (AAT)7 21 98958085 98958105 TTTCCAAATCCAGAAGCAGC CTTTTAGTACGATTCGGGTGG 192

Ai07B21557 Araip.B07 21557 p3 (ACA)6 18 98962014 98962031 CCCTTTTGTCATCCGATACG CCAAGGGTGGAGTAGTGTTGA 270

Ai07B21566 Araip.B07 21566 c (TC)9ctcttttctccctctctctcttttccctctcactcttcctct(TC)978 98988819 98988896 CCCATTCTCTCTCTCCCTCC GGAAGACAAAGAGCGGAAAA 233

Ai07B21567 Araip.B07 21567 p2 (TC)6 12 98989002 98989013 CCCTTTTCCGCTCTTTGTCT GGGGAAGAGGGAATGAGAGA 232

Ai07B21568 Araip.B07 21568 c (CT)8ccctctctctttctctttgtctctctcacttcatctccctctctctcttgcactctttctccccctccct(TC)698 98989143 98989240 CCCCTATCCCTCTTCCTCTC TCCCTCTTCTCTCTCTCCCC 262

Ai07B21571 Araip.B07 21571 p6 (AGAGGG)5 30 99002521 99002550 TCCAAATATCACTACGAAAGTCCA TCATCCCCCACCTAACTTCA 277

Ai07B21572 Araip.B07 21572 p3 (TTC)5 15 99003142 99003156 CAGCGATTTCTAGTGCGTGA AGGAAGAACATCACCGGGTT 152

Ai07B21573 Araip.B07 21573 p2 (AT)9 18 99003974 99003991 TGCAGGTATGCCGTTTGTTA GAAGCTCTGCCACAATCACA 207

Ai07B21580 Araip.B07 21580 p2 (TA)18 36 99022467 99022502 ACATCTCGCTGAGGCATTCT GCTCACGAAGGTAAACTGGC 279

Ai07B21582 Araip.B07 21582 p3 (ATA)27 81 99035207 99035287 GCTTGGATGGCACTTTTAGTCT GAAAATTTCATCAAATGACCAACA 266

Ai07B21583 Araip.B07 21583 p2 (TA)6 12 99036511 99036522 TGCTTGTCTTGCAAGTTTGTG CCTCATGCTAAGCTCAAGGG 268

Ai07B21585 Araip.B07 21585 p2 (TG)6 12 99039760 99039771 TTTACAATGGTGGGGTTCGT TTTTATTGCCAAAGGCAACC 279

Ai07B21590 Araip.B07 21590 p2 (AT)11 22 99055769 99055790 GGGAAAGTTGAATTCGGAAA TTTCACCACTTTCTTTGGGG 237

Ai07B21592 Araip.B07 21592 c (AT)8aagcaaaggttaattaaagttcacgacaattctaaggcttatacg(AT)673 99064546 99064618 GAGAGCTAGAGTGGGCGTTG TCCTTCATCGGGCTTTTAGA 249

Ai07B21594 Araip.B07 21594 c (CA)24(TA)6 60 99081764 99081823 TGCTCAATCCCATATCTCCA TTGGGGTTTATTCAATGCAA 276
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Ai07B21595 Araip.B07 21595 p2 (AT)6 12 99087739 99087750 CATGCCGTAAAGCAAAGGTT GAACGTTTTGCGCTTTTGTA 141

Ai07B21599 Araip.B07 21599 c (T)10c(TA)6 23 99139258 99139280 TTGTTACTTTGCTTTGGGGC TCAAGAGTGGGGAAACTTGG 267

Ai07B21604 Araip.B07 21604 p2 (GT)8 16 99194342 99194357 AGCAAGGCTCCAAAATCAAA AGGGTTTTCAAGCCCATTTC 223

Ai07B21605 Araip.B07 21605 p2 (CA)6 12 99198737 99198748 AACACTAACCCATTGACCCG GAGGGGTTTGTGTGTTTGCT 124

Ai07B21606 Araip.B07 21606 p2 (CA)8 16 99205265 99205280 AAACCCTAACCCATTGACCC GGAGGGTTTGTGTGTTTGCT 129

Ai07B21607 Araip.B07 21607 p2 (GA)7 14 99205600 99205613 GCCACCTCTGTAGTCCTTGC CTCCTCCTTCGAGTTCAACG 262

Ai07B21608 Araip.B07 21608 p2 (TA)6 12 99208915 99208926 GGCGCAGAAGTTACGAAAAG ACTTTTAAACCGCAACACCG 268

Ai07B21611 Araip.B07 21611 p3 (AAG)5 15 99216834 99216848 CCAGCTGGAAATGTGTGAGA TCCTCCAGATAGAGCTCCGA 277

Ai07B21615 Araip.B07 21615 p3 (TGA)5 15 99222407 99222421 GCCGTTTCTGATGATGATGAC CCAATACCAACACCACTCCC 252

Ai07B21616 Araip.B07 21616 c* (AT)7(T)11* 24 99228444 99228467 CTTTCCAGTGATGGACCCAG TAAGAATGAGGGGGCACTTG 166

Ai07B21617 Araip.B07 21617 p2 (CA)6 12 99234488 99234499 GGAGCCTTCATACCAACCAA TCCTCCCCTTTCCTCCTTTA 199

Ai07B21618 Araip.B07 21618 p2 (CA)6 12 99260343 99260354 TACGCATCGGTGCTGATTTA GAAGAAAGCATGAATTGAAACC 271

Ai07B21620 Araip.B07 21620 c (TAT)5tgttctcc(TTG)14ttattcttattatgtaactg(T)1095 99265265 99265359 GCACCCACTCTTGATCACAAT CATCTTAATGCACCCCAACC 206

Ai07B21621 Araip.B07 21621 p2 (AC)29 58 99267798 99267855 ACGGTGGTACGACTCTCAGG TGCTCCTTTTCAGACTTCTCG 157

Ai07B21622 Araip.B07 21622 p2 (AT)6 12 99268309 99268320 ACCAGGACCTGCATCTGAAA TGGAAAGAAGGGAAAGACGA 238

Ai07B21623 Araip.B07 21623 c (AC)7(AT)11 36 99284772 99284807 TCTAGAAGCCCGATGAAGGA GGCTTAAACTCCGTGAGCTG 191

Ai07B21625 Araip.B07 21625 c (CATC)5ctccctcataaatgacataaagaaaagagtgtatatctatgcatagtg(CAT)583 99295346 99295428 ATAGCGGATGGTATTGTGGC CTGACTGCGATGCTGTTCAT 243

Ai07B21626 Araip.B07 21626 c (AAT)6aagcaatacatacgcagtaaaattatatttctgattgaaattatttttctaagaaacactat(TAA)10110 99303839 99303948 CTGCAAGGCAAACATCTTCA TTTTACTGCGCATATACTTCTACTCA 189

Ai07B21629 Araip.B07 21629 p2 (AT)16 32 99326281 99326312 TGACCGCAATACAATCAATCA TGAGATCTATTCATCTTCATCCAA 265

Ai07B21630 Araip.B07 21630 p2 (TA)7 14 99350379 99350392 CCATTCACAGGTCAAAGGAAA TGGTCATAGGAATATTAAAAAGGACA 248

Ai07B21631 Araip.B07 21631 p2 (TA)6 12 99350993 99351004 AGCTCAGACCTGCGAAGCTA TGTTTTTCAGATGCAGGTCG 260

Ai07B21633 Araip.B07 21633 p2 (TA)8 16 99373697 99373712 CGGATAAGCGAAAAACGAAA TTTGTCCCGCTTAGAGGTTG 220

Ai07B21634 Araip.B07 21634 c (T)10cttttttttcttc(T)1033 99378813 99378845 CACACTCATGCGTTCTTTTCA TGAAGATCTTGGGAACTGGG 218

Ai07B21636 Araip.B07 21636 c (TAAC)5ggagatggtggtggatggtgaatggtggtggagaatggtggttgaaggagggaaagaatagaaaagaagagaggagaag(A)10109 99380786 99380894 GCAAATCAAATTATTAATCCAACA GAGACCCCCTGCTTCACATA 241

Ai07B21637 Araip.B07 21637 p2 (AG)6 12 99394745 99394756 TAGTGGAGCTGGAAGGGAGA TTGGCAACATAAAAGAATCAATG 208

Ai07B21640 Araip.B07 21640 p2 (AT)10 20 99406793 99406812 AAGCGGAAATACAAAATGCG CAGGTCGTAATTCACCTCGG 267

Ai07B21642 Araip.B07 21642 p3 (ATT)5 15 99426792 99426806 CCTTCCCCCTTATATCCCAC ACATGCAAGCAATCCCCTT 279

Ai07B21643 Araip.B07 21643 p2 (TA)11 22 99428895 99428916 TCATGTTCCCTGCTTTCACA CATGAAATGCAATGCAAACC 191

Ai07B21644 Araip.B07 21644 p2 (CT)7 14 99438108 99438121 TCAGCAATGCAGTCTTGTGT CGTGTTCTTCAGCGAATCCT 280

Ai07B21645 Araip.B07 21645 p2 (CA)7 14 99441880 99441893 CTAAACCAGGCTCAAGGCAC GGAAGTTGGGGTTGGATTTT 201

Ai07B21646 Araip.B07 21646 p2 (TC)21 42 99443884 99443925 CCCCTGCATTCTTTGTGATT ACCAGGGGGAATAAATCAGG 218

Ai07B21647 Araip.B07 21647 p2 (CT)8 16 99458043 99458058 CGCAGAATCTTAGGGCAGAG GCCCAAGCCCAACTTATGTA 277

Ai07B21648 Araip.B07 21648 c (AT)7(AG)7 28 99459889 99459916 AATTTGGGGAGATTGGGAAC TATTGAGCTCCACTTTGGGG 244

Ai07B21653 Araip.B07 21653 p3 (TTC)5 15 99466453 99466467 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 164
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Ai07B21655 Araip.B07 21655 p2 (CT)7 14 99474736 99474749 GCCGTAAACGACTCGTCAAT CGAACGGGCTAAAAATGCTA 224

Ai07B21657 Araip.B07 21657 p2 (TA)6 12 99481539 99481550 TGTTCAACACGCTTTTACGC CAGCATCTGCATTCTGCATT 265

Ai07B21658 Araip.B07 21658 c (T)10ctcctttttttcttt(TA)637 99486282 99486318 TACTTTGGGGCATTTTGTCC GAGAAGTTGGGTTTGCCAAT 222

Ai07B21662 Araip.B07 21662 p2 (AC)11 22 99511463 99511484 TGACAATGAACCATCGAGGA TCTGCAAAGAAGTGCCATTG 140

Ai07B21663 Araip.B07 21663 p2 (TA)6 12 99513137 99513148 AGCATGAATTCAATGGCTCC CATGCAAAATGCAAAGGAAA 274

Ai07B21664 Araip.B07 21664 p4 (AGTT)5 20 99519817 99519836 CTACAGGTGCCACCAATGTG ATTTTCCAATGCCTTCCCTT 275

Ai07B21668 Araip.B07 21668 p2 (CT)8 16 99546303 99546318 TTGATTTTCAAATTTGTTTCAACT GGTGAGGAGAGCAGAGATGTG 280

Ai07B21669 Araip.B07 21669 p2 (TC)6 12 99546470 99546481 TTCGAAAATATCTCTCTCTTTTTCAA ACAAGGGTGAGGAGAGCAGA 189

Ai07B21670 Araip.B07 21670 p3 (TAT)6 18 99546595 99546612 CATCTCTGCTCTCCTCACCC TGTTCCGGCTCATATGACAA 161

Ai07B21671 Araip.B07 21671 p2 (CT)7 14 99549759 99549772 ATGCCTAATTTGGTGCAAGG AGGAGATGGAGGGATGTGTG 190

Ai07B21674 Araip.B07 21674 p2 (CT)6 12 99562954 99562965 GTTGGGAACATTGAACCTGG TTTCTGGGCTGTTTTTGACC 224

Ai07B21675 Araip.B07 21675 p2 (AG)6 12 99571176 99571187 TCAGGCCCGAAAATACTGAT CCCTAAAACCTAGAAAGAGGAGAGA 143

Ai07B21684 Araip.B07 21684 p2 (CT)15 30 99593437 99593466 TCTCCCCACTCTCTCTCTTCA GGGAGAAAGAGGGAAAAGGA 233

Ai07B21686 Araip.B07 21686 p2 (AG)6 12 99594603 99594614 GGGGAGAAAAAGAAGAGGGAT TTCTCTATGTCCTCTCCCCC 263

Ai07B21687 Araip.B07 21687 c (GA)7a(AG)8aagggagagaaaggaaaa(AG)1885 99594733 99594817 GAAGAGAAAGGGGAGGGG TCCTCTTTGTCTCCCTCCTTC 247

Ai07B21688 Araip.B07 21688 c (GA)22agggagagaggagagggagaaagag(GA)783 99594985 99595067 GGAAGAGAGAGGGGAAGGAA TCTCTTTCTCCCTTCACACACA 187

Ai07B21690 Araip.B07 21690 c (T)14g(A)10 25 99597508 99597532 CCTTGGAAAATCAAAAGGCA TGATCCTCATGCAACACATAAA 191

Ai07B21694 Araip.B07 21694 p2 (TC)17 34 99611980 99612013 CCATAGCACCTCTCCTCTCG ATGGGTGGATCACAACAAGG 126

Ai07B21695 Araip.B07 21695 p3 (GTA)5 15 99614080 99614094 TCATTCCGCTTGCTCTAGGT CCACAACCCCCTTGCTACTA 228

Ai07B21696 Araip.B07 21696 p2 (TA)9 18 99615091 99615108 TTTCAGGACCGATGAGGAAG TGATTTCTTTGGAAAATCGGA 250

Ai07B21697 Araip.B07 21697 p2 (GA)22 44 99616427 99616470 AGAGAAAGAGAAAAGGCGGG ACGAACAGAGGTAGTTCGGG 147

Ai07B21699 Araip.B07 21699 p2 (AT)10 20 99626318 99626337 ACCAATGAACCGACAGAACC AGTTGGCTTTGCTCCTTTGA 190

Ai07B21700 Araip.B07 21700 p2 (AT)7 14 99626861 99626874 TAGATCGGACCAGGTTACCG GTGATTGCGAGAGAGAAGGG 240

Ai07B21702 Araip.B07 21702 p2 (AT)8 16 99647542 99647557 CCCATTTCAGGATATGGACG TTTAAACCGGAATACGGCTC 278

Ai07B21703 Araip.B07 21703 p2 (TA)12 24 99652887 99652910 CACACAAACCTTTTCTCTACTGC TGCAAAATAAAATTACACATAAAGAGA 220

Ai07B21704 Araip.B07 21704 p2 (AT)10 20 99653326 99653345 GGGGTAAAACAAAATCGCAA ATCTTCGCAACCGGATTATG 153

Ai07B21705 Araip.B07 21705 p3 (TAA)6 18 99660861 99660878 TGTGACATTTGCTTTGCTCA TTGGGGATAAAACGTCACTT 212

Ai07B21708 Araip.B07 21708 p2 (CT)8 16 99684880 99684895 AAAGAGAATTGAAATCAAAACAAGAA ACTTTAATGAAATCGCCCCC 262

Ai07B21709 Araip.B07 21709 p2 (GA)12 24 99695509 99695532 TCATGCATGCCTATTTCCAA CCATCGCTGCTTATCCTGTT 275

Ai07B21713 Araip.B07 21713 p3 (TAA)16 48 99719262 99719309 CATCCGCCTCTAGAGCTTTG ACCCGTGCCAACTTCATATC 145

Ai07B21716 Araip.B07 21716 p2 (GA)8 16 99733889 99733904 AGAGGAGAGGGAGGAACTGC AAGGCTGAGCAACTAACGGA 264

Ai07B21717 Araip.B07 21717 p3 (TGC)5 15 99734284 99734298 GCTGCTCCATTCCTCTGTTC TCGAAACCCACAAGGTTAGG 242

Ai07B21718 Araip.B07 21718 p2 (GA)8 16 99738003 99738018 AAGAGGAGAGGGAGGAGCTG AAGGCTGAGCAACTAACGGA 265

Ai07B21720 Araip.B07 21720 p2 (AT)15 30 99748128 99748157 CAAAATTACAGCCCCTCCAA CTGGGACTTATGGGCTCAAG 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21721 Araip.B07 21721 p2 (AT)8 16 99750530 99750545 GCGAGTTTCCACAAGAGAGC CTTAGCTTCGCAGGCTGAGT 248

Ai07B21722 Araip.B07 21722 p2 (AT)6 12 99753019 99753030 CAAACACAACCAAAATCCATGA CTGGGACTTATGGGCTCAAG 263

Ai07B21724 Araip.B07 21724 c (CT)6aaccctct(TC)1754 99773156 99773209 GATTTGGTGTACTTGCCGGT GAGCAACGACGATAGCAACA 208

Ai07B21726 Araip.B07 21726 p2 (AT)7 14 99776102 99776115 ATTGGGATTCTTGCAGCATT AAGGGAGCAACAAACTTGGA 220

Ai07B21729 Araip.B07 21729 c (A)10gaaaaatatatatacag(A)1037 99807265 99807301 TTGATTTTGGGAGAGTTGGG TTCACTTTGGGGCATTTTGT 248

Ai07B21737 Araip.B07 21737 p2 (AT)8 16 99845102 99845117 GGAAGAGTGCAAAATGGATCA GCTTAGCATTTTCAGGCAGC 145

Ai07B21752 Araip.B07 21752 p3 (ACC)5 15 99865111 99865125 ATCGATGACCACGAAAGGAC GACTGATGGATTCTCCGAGG 258

Ai07B21754 Araip.B07 21754 p2 (TC)6 12 99869130 99869141 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 215

Ai07B21755 Araip.B07 21755 p3 (TTC)5 15 99870708 99870722 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai07B21758 Araip.B07 21758 p2 (CT)9 18 99883912 99883929 CCACCTAACTACTTTTCTCTCTCATTA GAACACAGAGAGAGAGGGTTCG 280

Ai07B21761 Araip.B07 21761 p3 (AAT)5 15 99905794 99905808 TCTGACTGGATTGCAAGCTG ATGGAAAAGGCTTGCTCTTG 213

Ai07B21762 Araip.B07 21762 c (A)10tatatttctttcattcttagttattt(A)1046 99915348 99915393 CGTGTTTGAACAACTGACGG AGCCAATTGGGCAGTAAATG 209

Ai07B21764 Araip.B07 21764 p2 (CT)7 14 99923524 99923537 TCTTTTCCAATGCCTTGCTT GGGAATTAGGAAAGAAATTTTCAA 255

Ai07B21766 Araip.B07 21766 p2 (CT)7 14 99940901 99940914 ACATTTCCCCTCCAAACACA AAAGCAGAGCTTTTCCCCTC 243

Ai07B21767 Araip.B07 21767 p2 (TA)6 12 99973008 99973019 TCGTGTTTCGTGAATTCTGC ACAATCGGTCCATCCTTCAG 212

Ai07B21768 Araip.B07 21768 p2 (GT)8 16 99982344 99982359 TTGTTTGGTTGCCCTAACCT CGAGCGAATCAGTGTGACAT 189

Ai07B21770 Araip.B07 21770 p3 (ATG)5 15 99988000 99988014 GAAGAAGTTCGCGAGTGGAC TTCAAATTGAGCCCAACTCC 231

Ai07B21771 Araip.B07 21771 p2 (TA)6 12 99990700 99990711 TCATGTCGCAAAGGTAACCA TGCCGGTATGCATTTTTACA 194

Ai07B21772 Araip.B07 21772 p2 (AG)8 16 99999867 99999882 CACTGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 253

Ai07B21774 Araip.B07 21774 p2 (AT)7 14 100011356 100011369 CGCCTTATGCGACTTTAAGC GAGGATAACAAAGTGCCACGA 111

Ai07B21775 Araip.B07 21775 c (AC)15(AT)17 64 100014483 100014546 AACACTCCCGAATGCGATAC TTTGGATTTCTTTTGGGTTCTC 231

Ai07B21776 Araip.B07 21776 p2 (TA)13 26 100017317 100017342 TAATGGGGCTAAGGTAAGGG ATCAATGCACATGGGACAAA 234

Ai07B21779 Araip.B07 21779 p3 (AGA)5 15 100026156 100026170 TGAAGCACAAAAGCTTTCCC AGTTTTGAACTTGCATGGGG 261

Ai07B21784 Araip.B07 21784 c (A)13gaaacgaagaataaatttggggatggtggtggcagctagcggaggcacattgaaacaggttaccaggtttttcctttttttc(T)12107 100049798 100049904 CCAAACTACACCGAGTTCACA ACACTGGGATTTTCTCACCG 279

Ai07B21787 Araip.B07 21787 c* (CATA)9(AT)12* 57 100059006 100059062 GGACACCAAAGGCAATCCTA CTGTGGGACAGCAATGTTTG 170

Ai07B21789 Araip.B07 21789 p2 (AC)6 12 100083777 100083788 AATGCTAACGGGTTGGACTG CACTTCAGCCACTCACCTTG 114

Ai07B21790 Araip.B07 21790 p3 (GCG)5 15 100085730 100085744 TGAGATGAGTCGAGAACTTGGA GACCTCACATCTCAACGCAA 213

Ai07B21792 Araip.B07 21792 p2 (AG)11 22 100095015 100095036 CTTGCCATCGCTATCAAACC AAGGAACGACCTTTTACGGC 220

Ai07B21793 Araip.B07 21793 p2 (AT)7 14 100096337 100096350 CGAGCACTTTAACTCCCCAG TAACCGTGGAAGTCCCTTTG 156

Ai07B21794 Araip.B07 21794 p2 (AG)6 12 100102227 100102238 AAAATAGAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 203

Ai07B21795 Araip.B07 21795 p2 (AT)9 18 100103097 100103114 TGGAATGTTATGAAATGCAACC TCCAGTGAGGGTTCAAAAGC 244

Ai07B21796 Araip.B07 21796 c (T)10ctttttttttgtacccccttatttacatgcttgaaaactaacttc(T)1570 100103594 100103663 ATCCCATGTGCATTGCTTTT AAATTTTGGGAAGCAGGCTC 168

Ai07B21798 Araip.B07 21798 p2 (AT)7 14 100120615 100120628 AATTTGGGAGGGAAAACACC GAGCGTTGGTCTACATCCGT 224

Ai07B21799 Araip.B07 21799 c (TC)6ctcttctctttcttt(TC)843 100127710 100127752 TCCATTGCTTTCGTTCCTTT GAGGGGGAGAGAGAGAGCAT 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21800 Araip.B07 21800 p2 (AG)8 16 100128325 100128340 TGGGAGAAAATGAAGAGAGGA CCGGTTAACCAAAACCAAAA 157

Ai07B21802 Araip.B07 21802 p2 (GA)8 16 100156595 100156610 GAACATGCAAGCAACCCTTT TCTTTCTCACTTTTTACACCCTCA 278

Ai07B21804 Araip.B07 21804 p3 (TTC)5 15 100195727 100195741 TGGTTCCTCCTTTTGCTGTC TGGGAGGAGATGACGAAAAC 236

Ai07B21805 Araip.B07 21805 p2 (CA)7 14 100213238 100213251 GGACTCTAAATTCCGCACCA TCTTTTTGGATTGGGAGCAC 265

Ai07B21814 Araip.B07 21814 p3 (GAA)5 15 100287887 100287901 GCTTTTGTCTTCCCTTTCCC TTGCATGCCTAATTTTGTGC 245

Ai07B21817 Araip.B07 21817 p2 (AT)9 18 100294843 100294860 GTGGGAAAAGTGGATTTGGA TTCACCATTTACTTTGGGGC 203

Ai07B21819 Araip.B07 21819 p2 (TA)9 18 100305446 100305463 GAAGGATCTCGGATAAATGGG TTTGTCGCAGCTTTATTCCA 102

Ai07B21820 Araip.B07 21820 p3 (AAT)5 15 100308304 100308318 CCACAAAAACACGTAACATGC CAACACTTTAGTTTCAATGATGCC 244

Ai07B21822 Araip.B07 21822 p2 (AG)6 12 100316654 100316665 GGTGAGGTAGGTGGGGTTTT CTCAGGATCTATGGACCCCA 171

Ai07B21827 Araip.B07 21827 p2 (CT)6 12 100347085 100347096 TTGTTTCTTATCTTTTTCAAAACCAA GAAGGAGATGAGAGAGGGAGAA 223

Ai07B21828 Araip.B07 21828 p3 (TTC)5 15 100348895 100348909 CACCACAAGCCTCTCCTCTC TAGAATATTGCTCGCCCTCG 116

Ai07B21830 Araip.B07 21830 p2 (AT)8 16 100371775 100371790 AAGTGCAGGGATTTCTCCAA TGAGATCAATCCTGATACGGAA 185

Ai07B21833 Araip.B07 21833 p2 (TA)7 14 100379329 100379342 TCCCTACGTCATTAATTGTCACAT TGCTTGCATGCTACTGTTCC 176

Ai07B21834 Araip.B07 21834 p3 (AAG)5 15 100382035 100382049 CCACCGTCCCAAAATAACAC TTCGTCCATCGGGTAATAGC 106

Ai07B21838 Araip.B07 21838 p2 (AT)7 14 100387410 100387423 TTTTTCAAGTGCTCAAAAAGC GAAACCAATTTTTAATTAGTCCATAGC 280

Ai07B21840 Araip.B07 21840 p3 (TAA)6 18 100390484 100390501 TAGCAGTGTGGCAATCAAGC TCTGCTTCTGCTTTTGCTCA 260

Ai07B21842 Araip.B07 21842 p3 (TTA)7 21 100393035 100393055 GACTCCACTGCATGCAACAT TCAATCTCGGAGGCTGTTTT 279

Ai07B21846 Araip.B07 21846 p2 (AC)6 12 100412070 100412081 CACGCACACCTCTGTGATTT AACAGAATGCACCCTCCAAC 170

Ai07B21852 Araip.B07 21852 p3 (AGA)7 21 100471665 100471685 TCGTCCTCGAGCAAAAGAAT CCCACCAACCTCAACTCACT 214

Ai07B21856 Araip.B07 21856 c (T)11gcatat(TA)6 29 100489234 100489262 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGCA 213

Ai07B21858 Araip.B07 21858 p2 (AG)19 38 100491667 100491704 AATGGCTACCCAACACCAAA GGAAGACCCTTCCTAGCCAC 234

Ai07B21862 Araip.B07 21862 p2 (TC)6 12 100537444 100537455 TTTTCTTTCATGGGATTTGTGA CGGTGTATCACGGGAGAGAG 244

Ai07B21863 Araip.B07 21863 p3 (CCT)5 15 100541189 100541203 TGTGGAGATTCTAAACGGGC GGATCCAAATTCGCCCTAGT 108

Ai07B21866 Araip.B07 21866 p3 (AGA)6 18 100550173 100550190 AGTTTTTGTGCCAGTTTGGG CTTCCCACTCTCCCTCTCCT 274

Ai07B21872 Araip.B07 21872 c (CCT)5tcccaccactaaccca(TTC)546 100589121 100589166 AGCTTCGACGGTGGTAGAGA GGCAACTAATGCGAGAGGAG 214

Ai07B21873 Araip.B07 21873 p3 (ATG)5 15 100599124 100599138 TTATGCTCGTGTGGGAATCA CAACTCATTCAACCTTCATCCT 226

Ai07B21878 Araip.B07 21878 c (CT)6ccacggttcgacaacgacgcgacggcggcggtgaggcccagtgcgccggcgcggtcttcttctccgctctcctctgctttccccaga(TC)16131 100625503 100625633 GTCACTCTCTCCCATGGCTC GTTTATCACCGCACCACCAT 188

Ai07B21880 Araip.B07 21880 p2 (AT)7 14 100645416 100645429 TGCAAAGAGACATGAAAAAGAGA TTTGAAGCATGTGGCTGAGA 279

Ai07B21881 Araip.B07 21881 p3 (TCT)5 15 100648424 100648438 GCAGGGACAAACTCACCATT GGTCCTCCAAGGGAAAAGAG 135

Ai07B21882 Araip.B07 21882 p2 (AT)6 12 100650518 100650529 TGGTGTAATGAAACACCATCA TTTCAAGACAAGAAATTATTTTACACA 168

Ai07B21886 Araip.B07 21886 c (TTA)12ttgagtgac(TA)861 100660566 100660626 CAATCCCAACGTTTCTCTCTG TCCTCCGTCCAAAAATAAAA 273

Ai07B21888 Araip.B07 21888 p2 (AT)6 12 100685463 100685474 CCCAACACTTTTGCATTTCA GGCTCAAAACTCGTATGCTTG 264

Ai07B21889 Araip.B07 21889 p2 (GT)6 12 100691793 100691804 TCAAGGCATATGTGGTGGAA GGGCTAAGGTAAGGGTGAGG 189

Ai07B21893 Araip.B07 21893 p4 (AAAT)6 24 100746884 100746907 TTCCTCTCTCCTCAATTTTTCG CCATGATGGAGAAAGGGAGA 137



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21898 Araip.B07 21898 p2 (CT)7 14 100764547 100764560 TTGATTTTCAAATTTGTTTCAACT GAAGGAGATGAGGGAGAAGGA 262

Ai07B21900 Araip.B07 21900 p3 (TTC)5 15 100767882 100767896 CACACATCCCTCCATCTCCT CGGTCTTAGGTGCCATCAAT 148

Ai07B21902 Araip.B07 21902 c (A)14cattttcacatagtttatttttggcatcctctcaattgtgttctttgaatgtgtctatgttcttggtaattttgcgtctttgagtc(T)12112 100785520 100785631 TTTGGTATTGAGTCCTGCCTG TGAACACAACGCTCTTACCAA 260

Ai07B21905 Araip.B07 21905 p4 (TTAT)8 32 100840137 100840168 CCAATGGAGGGTATGCAGAT TCCTGACCACTTTCTCTCCC 257

Ai07B21906 Araip.B07 21906 p2 (TA)8 16 100843459 100843474 TAATGGGGCTAAGGTAAGGG GGGACAAAATTACCCCGATT 246

Ai07B21912 Araip.B07 21912 p2 (CT)6 12 100872064 100872075 TTTGTTTGTTTCCTACCTTTTTCA GGGGATGAGAGGAGGAGAGA 224

Ai07B21913 Araip.B07 21913 p3 (TTC)5 15 100876136 100876150 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 248

Ai07B21916 Araip.B07 21916 p2 (AT)6 12 100891225 100891236 GCAAACATCATGAGGTCTTTTT ATCAATGCACATGGGACAAA 235

Ai07B21917 Araip.B07 21917 c (T)15gatgcacatggtaatttaattattttgatttcacatgagcatgcttcccaaattttcaaataacttattcaatttaattcc(T)11107 100891445 100891551 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 193

Ai07B21921 Araip.B07 21921 p4 (ATCT)5 20 100897661 100897680 GCCCCTCTGGTATACTGCCT GCCAGACTTGACTCAAACAGC 271

Ai07B21922 Araip.B07 21922 p3 (AGC)7 21 100898689 100898709 CAACAGCTAGCACAACATTGC CTGCCCCATTTTGTTGTTTT 253

Ai07B21923 Araip.B07 21923 p2 (GA)6 12 100900726 100900737 GGTCTGGGGAGATTGTAGCA TGTCCTCACTTTCGGCTTCT 194

Ai07B21924 Araip.B07 21924 p2 (TC)6 12 100900922 100900933 GCCGAAAGTGAGGACAAGAG ACCAGAGAGTGAGAGGGGGT 242

Ai07B21926 Araip.B07 21926 p2 (CT)6 12 100916849 100916860 TTTCTTAACTTTTTCAAAACCACC AGAATGAGATGAGGGAGGGA 220

Ai07B21927 Araip.B07 21927 p3 (TAA)5 15 100955537 100955551 GTTGGGAGGGGGAATAAAAA GGCGAGGTGGAGATTCATAA 198

Ai07B21931 Araip.B07 21931 p2 (AG)6 12 100972657 100972668 GGTGGTGGATACGGAAAAGA TTGTGCTCTCTGTACGTCCG 278

Ai07B21934 Araip.B07 21934 c (CA)11aattcccaaataaaaaacctaaacccaaaaaccttaaccctaattt(CA)11aattcccaaataaaaaacctaaacccaaaaaccttaaccctaatttcacacatacaca(CACG)7176 100981192 100981367 AAAACCTAAACCTAAAAATCTTAACCC TGCCATCCTCTTCTTTTCCT 274

Ai07B21935 Araip.B07 21935 p2 (GA)9 18 100981493 100981510 AGGACTGCTGCCATTACCAC CTTCACGCGCTTCTCTCTCT 232

Ai07B21938 Araip.B07 21938 p2 (AG)7 14 100997053 100997066 TTGGAGATCTCATCTTGGGG TGCAATGGATCTCACCAATG 226

Ai07B21939 Araip.B07 21939 p6 (ACCTCA)15 90 100999423 100999512 TGGAGGAGGTCAAAGATGGA CCTCTTGAAGGCTTGAGCAC 251

Ai07B21940 Araip.B07 21940 c (A)11gaagaagg(A)10gaaagaaataaaaaggggacaagatgccctaaagcaaagtgcaacttaataagatcaatgctaagagtattgtgaaatgaag(A)11122 101006500 101006621 ACATTGGGGGAATACAAGGG CCCATTCTTCACTTTTTCACA 272

Ai07B21941 Araip.B07 21941 p2 (AG)6 12 101011860 101011871 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 228

Ai07B21945 Araip.B07 21945 p3 (ATT)15 45 101024813 101024857 GAGAAATTGCGTTTTGGCAT TGCAAGGGTTGAACTTTTCAC 274

Ai07B21948 Araip.B07 21948 p2 (TG)7 14 101036550 101036563 GATGGGTGTTCACCCTGACT GAATTGCAGACGTAGCAGCA 263

Ai07B21950 Araip.B07 21950 p2 (TG)8 16 101038529 101038544 GAAGGCAATAGCCCACTGAT CCGCAATCAAATGACAACAC 209

Ai07B21951 Araip.B07 21951 p2 (TA)6 12 101046921 101046932 ATGGGTTTATCAACCTCCCC TGGACAATGTTTTCTTTCCCA 277

Ai07B21952 Araip.B07 21952 p2 (AT)14 28 101057989 101058016 CAAAATAAACCGTAAAATTGTGG ATGCCCAGTAATTGCACACA 159

Ai07B21953 Araip.B07 21953 p2 (AG)10 20 101058897 101058916 CTACACGGTTGGACCGAACT TGGTCGTAAATGGCTCATCA 205

Ai07B21954 Araip.B07 21954 c (A)10gaaaaaaaaag(A)1031 101062631 101062661 GTGTGGGGAACTTGAATTGG CGCATTTTGTCCCCTTTTTA 191

Ai07B21956 Araip.B07 21956 c (TA)9(T)14 32 101070751 101070782 AAATAATAATTTCCTAACAATCTTCCA AGTATGGCGATCATCGTGGT 218

Ai07B21957 Araip.B07 21957 p2 (AG)18 36 101071164 101071199 CTCAGATGAAACTGCAACGG CAGCTCTCGTTGTTGCTGAG 264

Ai07B21961 Araip.B07 21961 p3 (GAT)6 18 101075923 101075940 CATGAAGAAAGGAAGCGGAG CCGAAAACCCAAGATGAAGA 198

Ai07B21962 Araip.B07 21962 p3 (ATT)7 21 101076564 101076584 TCCGATGGTATTATGGGGAA GGATCTCTTCAGCTTCCACG 263

Ai07B21965 Araip.B07 21965 c (CA)11(TA)6 34 101111967 101112000 AGGGGAGAGAGCTACCAAGG TACGTCTGTGGGTCCTTTCC 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B21966 Araip.B07 21966 p2 (GA)8 16 101131888 101131903 AGAGAGAGGGAGAGGGTTCG CGAAAATCACTAACCACTTTTTCA 238

Ai07B21967 Araip.B07 21967 p2 (CT)6 12 101147410 101147421 TTGAACCTGTGACTGAAGATGAA ATTTCTGGACCCTTTTTCGG 221

Ai07B21969 Araip.B07 21969 p2 (CT)6 12 101155551 101155562 TTGAACCTGTGACTGAAGATGAA CGGCCTAATTCTGAATCCAA 203

Ai07B21970 Araip.B07 21970 p2 (CT)7 14 101169291 101169304 GGAACATTGAACCTGAGAAGAA TTTTCAGCCCAAAACACACA 177

Ai07B21972 Araip.B07 21972 p3 (GAA)6 18 101183876 101183893 CATGCATGCCTGTTTTCAAC CACCTTTCTCTTGCCGAGTC 228

Ai07B21975 Araip.B07 21975 p3 (TAT)5 15 101191172 101191186 TGGCAAGAATGAGAGTATGCC TGCAATGGAGTTAGTAAATTGTGAA 236

Ai07B21978 Araip.B07 21978 c (T)10ccgccatttttc(T)1133 101201008 101201040 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 198

Ai07B21979 Araip.B07 21979 c (T)10atctttctttgaattt(A)1036 101207097 101207132 ATGCCCTGGCATCAATCTTA ACAAAAATTTGATTTCAAAGAAAGA 269

Ai07B21980 Araip.B07 21980 p3 (TAA)16 48 101209818 101209865 TTTTAAGAAGGATGGTAGGAGAAAAA AACAAAGGTATTTTCAGCCACTG 277

Ai07B21981 Araip.B07 21981 p3 (CAT)7 21 101212872 101212892 CGCATTGGAGGCTTAGGATA TCAGAGAGGGTGGAGTACCG 267

Ai07B21983 Araip.B07 21983 p3 (AAT)5 15 101218240 101218254 TTTTGTCACCGAATCAATCTTTT CAAAATGAAAACCACGCCTT 244

Ai07B21984 Araip.B07 21984 p2 (AT)9 18 101219088 101219105 TGGTATACCCGCATGAAGACT GGTGTCTTTGAAAGCGGAGA 259

Ai07B21986 Araip.B07 21986 p2 (TA)6 12 101223692 101223703 TCGAACCGTTTGAATTCTCC GGACCGTCCGTTCTCTTTTT 128

Ai07B21988 Araip.B07 21988 p2 (AG)9 18 101224833 101224850 CTCGTGAGCCCCATAACATT CGCTGTGTTTGCTGGACTAA 152

Ai07B21989 Araip.B07 21989 p2 (TA)8 16 101226698 101226713 GGACGAAAACGTTAGGGACA AGTATATAAACTTGCGAAAAAGAAAAA 273

Ai07B21990 Araip.B07 21990 p2 (AG)7 14 101229058 101229071 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 233

Ai07B21991 Araip.B07 21991 p2 (CG)7 14 101235677 101235690 ACGCACTCCTTGACAAATCC TTGGGGTTGGCTTAACTCTC 279

Ai07B21992 Araip.B07 21992 p2 (GC)6 12 101235961 101235972 GAGAGTTAAGCCAACCCCAA GTGGTTGTTTGGGAGGAGAA 258

Ai07B21994 Araip.B07 21994 p2 (AG)7 14 101240393 101240406 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 232

Ai07B21996 Araip.B07 21996 p3 (ACA)7 21 101255318 101255338 TCACAAAACAGGACACAAGAAA TCTGTGTTTGTATGGGATTTTGA 280

Ai07B22000 Araip.B07 22000 c (TA)8ttcttttttctctcttttttttagagagacaaaaactaaaataacatatcaatgcatatgaaaaaaaattttaatttttttatttaaattagtga(T)10121 101284531 101284651 TTGTGTCACATATGCATTGATCTT GCATGTGTAGTTGATTGTTTGC 257

Ai07B22001 Araip.B07 22001 p2 (AT)12 24 101296115 101296138 ATGGGTTTATCAACCTCCCC CCCTTCTCATTTGCTAAAATGCT 275

Ai07B22002 Araip.B07 22002 p3 (AGA)5 15 101300107 101300121 AGTGGAGAAGGGGGTAATGG CGCGTGGATTCGAAAATATAA 277

Ai07B22007 Araip.B07 22007 p3 (TCA)5 15 101323319 101323333 GGGAAACAAAACCACTCTCAA GGGGAACAAGCAACTCTCAA 207

Ai07B22010 Araip.B07 22010 p2 (AT)10 20 101353270 101353289 GCGGATTTCATTTTGGTGAC TCCACATTTTTCCAAATCACA 247

Ai07B22012 Araip.B07 22012 p2 (TA)6 12 101371104 101371115 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 277

Ai07B22013 Araip.B07 22013 p2 (AG)6 12 101378594 101378605 GGAACATTAAACCTGGGATTG ATTCAAAGAGAGCTCGCCAA 139

Ai07B22014 Araip.B07 22014 p2 (CT)7 14 101381211 101381224 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGAGATGAGAGAGGAGGGG 225

Ai07B22016 Araip.B07 22016 c (T)10gaaaaagattttaaaaagaaaataaggattctaagattctaacacaacaataataagagactctaaac(A)1088 101400477 101400564 GGGAAAAACACCAAGGAACA CGTGTTTGAACAACTGACGG 263

Ai07B22019 Araip.B07 22019 p3 (TTA)8 24 101426217 101426240 TCTGCTTCTGCTTTTGCTCA TAGCAGTGTGGCAATCAAGC 266

Ai07B22021 Araip.B07 22021 p2 (AT)7 14 101428581 101428594 GAAACCAATTTTTAATTAGTCCATAGC TGCTCGGAAAGATAAGGATGA 270

Ai07B22023 Araip.B07 22023 p2 (GT)8 16 101439604 101439619 AAGGGAACAAAATTACCCCA GTAATGGGGCTGGTAAGGGT 243

Ai07B22026 Araip.B07 22026 p2 (TA)7 14 101465610 101465623 TTTTCAAGGCTGTAATGGGG GTGAAAATTTTTGGGTGGCT 160

Ai07B22028 Araip.B07 22028 p3 (GAA)5 15 101483845 101483859 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208
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Ai07B22029 Araip.B07 22029 p2 (AG)6 12 101486458 101486469 ACAAGGGTGAGGAGAGCAGA TTTCTTATCTTTTTCAAAACTACCCAA 264

Ai07B22034 Araip.B07 22034 p4 (AAAT)5 20 101514396 101514415 TTTCGAAAACAAGGAGCATT CCATGATGGAGAAAGGGAGA 182

Ai07B22035 Araip.B07 22035 p5 (TTTTA)7 35 101521658 101521692 CTCCGGCGAACTCTATTTTG CACAACTAATAAGCTAAAGGTGCAA 239

Ai07B22036 Araip.B07 22036 p2 (AT)6 12 101521952 101521963 GCTTAAATTGCACCTTTAGCTT CAAGGATCCAATTTGGGGTA 276

Ai07B22037 Araip.B07 22037 p2 (AG)15 30 101523546 101523575 TGGAAAAAGGAAATTTGGAGG TGGGAAGGTTCATAAGCCAA 248

Ai07B22041 Araip.B07 22041 p3 (TTC)6 18 101543540 101543557 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai07B22045 Araip.B07 22045 p2 (CT)6 12 101561765 101561776 TTTCCAAATCTTATCTTTTTGTTTCA AAAAGGAGAGAGGGAATTTTCG 119

Ai07B22049 Araip.B07 22049 p2 (GA)8 16 101572594 101572609 AAGGGAAGACGTGGATGTTG CACTTCCATTCCCTGCTCTC 226

Ai07B22050 Araip.B07 22050 p2 (AG)6 12 101572748 101572759 AGTGGTGGCGGTTATGAGAG ATCTGACGGTAACAGTGCCC 111

Ai07B22052 Araip.B07 22052 p4 (TTTA)7 28 101592334 101592361 CCCAGAGTCTTCCTGGACTG TTTTTCGAAATTCTCCACTCA 169

Ai07B22055 Araip.B07 22055 p3 (GAA)5 15 101596471 101596485 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai07B22056 Araip.B07 22056 p2 (AG)6 12 101599419 101599430 TTTGGGTGGGATGAAGTGTT TTCTTGTTTGTTTCTTACCTTTTTCA 269

Ai07B22060 Araip.B07 22060 p2 (AG)14 28 101617233 101617260 CAAAACCATTATCAACGGCA GCTACAAAAAGAAGCATGACGA 254

Ai07B22062 Araip.B07 22062 p2 (GA)6 12 101640614 101640625 TGCTGCTTTTTCTTGCTTCA CACATTTTCAAAAACCAATTTTCA 192

Ai07B22065 Araip.B07 22065 p2 (TA)7 14 101658924 101658937 GGAATTGTGGGAACTTGGGT AATCCCACTTTTGCATCACA 275

Ai07B22066 Araip.B07 22066 p4 (ATAC)17 68 101670711 101670778 TCGCAACCAAAATGATAAACA GGGATAGTCTGGGTGTCAGG 235

Ai07B22073 Araip.B07 22073 p3 (TCC)12 36 101734266 101734301 TGTGATCATATGTGGAGTGACATT GGAGGAGGAGGAAGAGAAGG 231

Ai07B22075 Araip.B07 22075 p3 (ATA)6 18 101738013 101738030 ATATCCGATCTGCGAACACC TTTGTGTGACATATAAAATAATTGCC 246

Ai07B22078 Araip.B07 22078 p2 (AT)6 12 101741742 101741753 CGAATAGCCCCAGTTTGTGT TGGCCTTATTTTTCACAGGG 238

Ai07B22083 Araip.B07 22083 p2 (GA)6 12 101770430 101770441 AAGGATCAGAAGGGAAGGGA TTCATTACTGACAACGGCGA 209

Ai07B22087 Araip.B07 22087 p2 (AT)9 18 101774640 101774657 ACAAATGAAAAAGCGGAGGTT TTCATCCACAGTTTTGTCTTATCAA 232

Ai07B22088 Araip.B07 22088 c (A)11taattgttgaaagtatg(A)1038 101775846 101775883 CTGCATGTGAAGCAACCAAT TTGTTCATTTTTAGTTTATGCAAAGTT 250

Ai07B22090 Araip.B07 22090 p3 (CCT)8 24 101781750 101781773 CAGAACCAGCTGAAGAAGCC CAGAGGTGGTGGTGATGTTG 269

Ai07B22091 Araip.B07 22091 p2 (TA)8 16 101783176 101783191 AACAATACGCAATGGTGGTG ACTCGGCTTTAATAAGCGGC 155

Ai07B22094 Araip.B07 22094 c (TCA)11(TCT)8 57 101787521 101787577 TATCTTCGTCCTCATCCCCA CCAATGAGCAACACCAAAGA 274

Ai07B22095 Araip.B07 22095 p5 (TTATC)6 30 101793311 101793340 CTTATTGGAACGATGGGGTG TGCTATCCTAAGCAATGTGGG 279

Ai07B22099 Araip.B07 22099 p2 (AT)6 12 101815597 101815608 ATTGCGAAATATCGGCCAAC GTAAGTGGAGCGGGAGATGA 211

Ai07B22100 Araip.B07 22100 p3 (CTC)6 18 101824148 101824165 AACGCTCAGGAGTCTTTCCA ACCTCACCAGAAGAGCCAGA 236

Ai07B22104 Araip.B07 22104 c (A)11gaagataaaactatatttgaagtttatcttcctttcttgcgtttcttctgctggctactg(A)1990 101840876 101840965 GCATAATGCATTCACCATAATTT GACAGGCTCTCAGTTGTTGTTG 237

Ai07B22105 Araip.B07 22105 c (AT)11ttaa(AT)10 46 101843445 101843490 ACATTGGGGTGATTTTGTCC AGAAACTGTGGGAACATGGG 257

Ai07B22109 Araip.B07 22109 p5 (AAGAT)5 25 101884555 101884579 CAAAACCAAAGGTAGCCCAA CCTGGGTGCTCCAGTGTATT 154

Ai07B22111 Araip.B07 22111 p3 (AAT)6 18 101904607 101904624 AAACATTGGGTAAAGCTGCC TTCCTTACGCCGCTTTCTAA 189

Ai07B22112 Araip.B07 22112 c (T)10attattcattttccaaaacgacgtcgttttggtt(A)1054 101906809 101906862 ATAAAAATCGGAAAACCGGC GTGACAGAGTGGGGTGAGGT 228

Ai07B22113 Araip.B07 22113 p2 (CT)7 14 101932089 101932102 CCCTCTCTTCACGCACTTTC CTCATTGAAGTTGCCCAGGT 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B22114 Araip.B07 22114 p3 (ACC)5 15 101936602 101936616 AGTCACCAAATCCTCATCCG TGGTTATGGTGGTGGAAGGT 251

Ai07B22115 Araip.B07 22115 p2 (AG)8 16 101937412 101937427 GAGGGAGAAGAGGAGAGGGA GCCTCCTCCTCCACGATACT 197

Ai07B22116 Araip.B07 22116 c (AC)65(AT)16 162 101946587 101946748 TCGTGCGATAACGTACATCC TTGTCCTGATGACGAGAGTTAGA 260

Ai07B22119 Araip.B07 22119 p3 (TCT)5 15 101955896 101955910 ACCCCACAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 222

Ai07B22121 Araip.B07 22121 p2 (TA)8 16 101959585 101959600 AATGGTTGGGATTCCACTTG AGCTCTTGTACCACCATCCA 269

Ai07B22122 Araip.B07 22122 p2 (TG)21 42 101962874 101962915 CCACAAAATTGGGGTTTATCA GCATAAATGCTTCCTTGGGA 244

Ai07B22123 Araip.B07 22123 p2 (AC)6 12 101963325 101963336 GGGGTTAAGGTAAGGGTAGGG TGAATAGGGGACAAAATGCC 240

Ai07B22124 Araip.B07 22124 c (TA)17(CA)8 50 101963636 101963685 GGCATTTTGTCCCCTATTCA TGGATGCATACTCATGCAAAA 272

Ai07B22125 Araip.B07 22125 p2 (AT)18 36 101964449 101964484 TTTCGATCAAACCAAATTCTCA ACCGTCTTCAGCGGATTTTA 249

Ai07B22126 Araip.B07 22126 c (T)10c(TA)7 25 101972829 101972853 GGCATTTTTGTCCCCTTTTT AACTTGGGACGTTGGTTGAG 211

Ai07B22129 Araip.B07 22129 p2 (AT)8 16 101980780 101980795 GGTTGTAATGGGGCTAGGGT TCAGGGGTAGCTAGGTGGTG 147

Ai07B22133 Araip.B07 22133 p3 (GAA)5 15 101988595 101988609 CGGTCTTAGGTGCCATCAAT CACCACTCACATCCATCCAC 253

Ai07B22136 Araip.B07 22136 p2 (TC)8 16 102000273 102000288 ACATGGTGCATGGATGAGAA TGGGGAGAGGTATTGAGGTG 141

Ai07B22138 Araip.B07 22138 p3 (AAC)6 18 102004884 102004901 GGGTTGGCAAGATAACTCCA TGGTTGTTCTGAGGTGCTTG 231

Ai07B22139 Araip.B07 22139 p2 (AC)7 14 102010846 102010859 TGGGGTTAAGGTAAGGGTGA GGGGACAAAATTACCCCAAT 238

Ai07B22140 Araip.B07 22140 p4 (TATT)6 24 102011002 102011025 TCACCACACATGCATTGATCT TTGGGAATTTGGGTGCTTAC 215

Ai07B22146 Araip.B07 22146 c (A)10ttacagc(ATAA)537 102078541 102078577 AGTGTGGGAAATTGTGGGAA ATTGGGGTTATTTTGTCCCC 201

Ai07B22147 Araip.B07 22147 p2 (GT)7 14 102078720 102078733 GGGGACAAAATAACCCCAAT GGGCTAAGGTAAGGGTGAGG 233

Ai07B22149 Araip.B07 22149 p2 (TA)8 16 102100713 102100728 TTCAGCATTCCAAAACTCCTC GAGCACTGCCTGGTCAACTA 141

Ai07B22150 Araip.B07 22150 p2 (AT)6 12 102101730 102101741 GGAAAAATCAATCATCGAATCA TCATGAAAGGCATCAAGACCT 273

Ai07B22152 Araip.B07 22152 p4 (AAAT)7 28 102121939 102121966 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 173

Ai07B22153 Araip.B07 22153 p2 (TC)6 12 102129045 102129056 AACCACTTGCCTTGTTTGTTTT TTTGAAAAAGTGGTGAGGGG 120

Ai07B22155 Araip.B07 22155 p2 (GC)6 12 102162943 102162954 ACATTGCCAGTTGACCATCA CGCGTGCTTGTGGTATTCTA 181

Ai07B22159 Araip.B07 22159 p5 (TTTTA)5 25 102189732 102189756 TCGAAAATCACCTTCCTCTTTT GAAGGAGATGAGAGAGGGAAGAA 198

Ai07B22161 Araip.B07 22161 c (T)10c(T)11 22 102200870 102200891 GCCTTGGATCCTTTTTACCC TGAAGCAAGAAAGGCAGTGA 200

Ai07B22174 Araip.B07 22174 c (T)10gtttatgaaaaaaaccaaacgcaggttgtgttctttgtttgttaccttttttc(T)1073 102266630 102266702 CAACCTGCGTTTTGCTTTTT AAACGCAACCTACGTTTTGG 182

Ai07B22176 Araip.B07 22176 c (AG)8aa(AG)8 34 102277947 102277980 AAGTGTTGTGATGGTGGCAA AAACCGATGTTACCGTTGGA 233

Ai07B22178 Araip.B07 22178 p2 (AC)14 28 102290156 102290183 GCTGCCTTAGATGGCGTAAC GGAACAAAGCTCAAAGACGC 248

Ai07B22179 Araip.B07 22179 p4 (TCAC)6 24 102293858 102293881 CCATCCTATCCTCCTCCCAT ATTGCTGTGGCGGTTACTTC 155

Ai07B22181 Araip.B07 22181 p2 (TA)6 12 102312024 102312035 TTTGATCAGAGTCTCGTGCTG CAAATGCGATTCTCTCTCTCTTT 204

Ai07B22182 Araip.B07 22182 p3 (TTC)5 15 102312757 102312771 GTAAAGGGACATGGATGGCA GGAGGACGAAAAGAAAGAACAA 279

Ai07B22183 Araip.B07 22183 p2 (TC)7 14 102313755 102313768 TCAATGTCATCTATTTATACGAAATCA AAAAATACGTGTCTAATGAGCAACT 213

Ai07B22184 Araip.B07 22184 c (TG)6taattta(T)10 29 102314681 102314709 CAAATAAATCATGCCAAACATAACA CGTCAAAATGCTTTGATTGAA 279

Ai07B22185 Araip.B07 22185 c (TTA)5tattatag(T)1033 102326360 102326392 TGTTGCTCAGTTTCGCTCTAA CCCCTTAGCGAATGCAGATA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B22187 Araip.B07 22187 p3 (CTC)6 18 102332374 102332391 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 257

Ai07B22191 Araip.B07 22191 p2 (AT)9 18 102349909 102349926 GCATTCTTTTGTTTACGGCCT CGATTCATAAGCTTCCCCAA 207

Ai07B22192 Araip.B07 22192 p2 (TA)9 18 102371602 102371619 TAGATGCAGCAAATCATCGC CAACATCTTGTTTGCCCTCC 241

Ai07B22193 Araip.B07 22193 p2 (GT)6 12 102371886 102371897 ACGGAGATTCAGAAGCCAGA CGTCTTTATTTGAGTGACTTCCA 205

Ai07B22194 Araip.B07 22194 p2 (AT)6 12 102372260 102372271 TGTCAAAATTAGGCCAGACAAA TTTGAGAATTCTTCCTTCTCTGC 191

Ai07B22195 Araip.B07 22195 p2 (CT)9 18 102378628 102378645 CCTCTCTTTCCTTGCGTGAC GGTTTCCCCAAACTGCTACA 258

Ai07B22197 Araip.B07 22197 p2 (AT)10 20 102383740 102383759 GGAGGATGGCTCCAGTTTTA CGACGGCACGAAAAATAAAC 276

Ai07B22208 Araip.B07 22208 c (T)12gcatattttaccacttggttaaagtaatattttctttttcaagaaaccttttaagagcatttcactaatttg(A)1094 102430234 102430327 GCATTTGCATGTTTGATTGC CGAGCTCTAAACCATGTTCCA 181

Ai07B22209 Araip.B07 22209 c (A)12(TA)8 28 102430856 102430883 TGTGAGAAAATTGGGTTTGGA TACTTTGGGGCATTTTGTCC 203

Ai07B22210 Araip.B07 22210 p2 (CT)7 14 102431991 102432004 CGGCCCAGAAAACACATATT AGCCAATTGGGCAACATAAG 267

Ai07B22212 Araip.B07 22212 p2 (TA)8 16 102441885 102441900 TCTTTGTTTGTTCAATGTTGCAT AGATTGGCGATTGGAATGAA 262

Ai07B22213 Araip.B07 22213 p2 (TA)8 16 102442013 102442028 AAATCGTTCATTCCAATCGC TTTTCAGGGTTGTAATGGGG 149

Ai07B22214 Araip.B07 22214 p2 (AG)6 12 102443172 102443183 CGTACCAGAAATCACTGGGG GAACCTGAGAAAAAGTTGAAATCC 240

Ai07B22216 Araip.B07 22216 p2 (TC)7 14 102453889 102453902 CCTTTCTCTCCTCTGCTCCC GCCTTGCCTTACCATCACAT 179

Ai07B22221 Araip.B07 22221 c (TG)6ta(TG)19 52 102475895 102475946 GGCATTAAAATGCATAAAAGCAA TCTAGTCGGCCTTGTCTTCG 267

Ai07B22223 Araip.B07 22223 p3 (CCA)5 15 102487039 102487053 AACGCGAGAAAACTTGGAGA CTCATCCTCGAACCTCGAAC 247

Ai07B22224 Araip.B07 22224 p2 (TC)13 26 102488444 102488469 TAAACCAGCCACCATCACAA ATCGGAAGTGAGCTCGAAGA 235

Ai07B22227 Araip.B07 22227 c (T)10aattcatgaccatacaaaaaacaaaaaaaggaactccatgaatgagaaaaagtt(A)1074 102492816 102492889 AATGCAGCCCAAGTTGTTTT TTTCCATGGCTATCACTGGC 267

Ai07B22229 Araip.B07 22229 c (TA)6cctatatataataaactagattttagacaaacaaaatgaaaaaataattgtcaatgtgtcaacttttcc(T)1091 102503797 102503887 TCCAAACATCTTTTTGTGAGGA TGAATTATTGATTAGGTGGCTATAAAA 210

Ai07B22230 Araip.B07 22230 p2 (TG)15 30 102506842 102506871 GGTTTAGCTTGCGGAACTTG ACCAAGGCAAATCACCAAAG 248

Ai07B22231 Araip.B07 22231 p2 (AT)6 12 102507151 102507162 CTTTGGTGATTTGCCTTGGT CGCATTAATTTTCACATCCTACC 230

Ai07B22233 Araip.B07 22233 p2 (TA)7 14 102512896 102512909 TGCGCATTTTTCAATCACAT TTGCTGCATTTTGCACTTTT 124

Ai07B22234 Araip.B07 22234 p3 (TTA)5 15 102546595 102546609 CGCACAGTTTCAGCACAACT AGACACCCCACCATGGTAAA 227

Ai07B22236 Araip.B07 22236 p3 (AAG)5 15 102555920 102555934 GAGGGATGATGACTCAAAAGG CCCCCTTCCCCTTTCTATCT 228

Ai07B22238 Araip.B07 22238 p2 (AG)6 12 102585946 102585957 GGAGAATCAAAGGGACACGA GGAACATTGAACCTGTGATTGA 163

Ai07B22240 Araip.B07 22240 p2 (TA)7 14 102592178 102592191 GCTTAGTTTACCCTTTTAGCATACG GGGTTGTGTGTTCTTTGGCT 276

Ai07B22242 Araip.B07 22242 p2 (TA)6 12 102593422 102593433 GGCTTGGCTATATGATTCCTTG GGTTTATCAACCTCCCCACA 221

Ai07B22243 Araip.B07 22243 p3 (AAT)5 15 102612719 102612733 GTTCTTGTCCTTGCTCCTGC TCACATCTCTGCCATCCTCA 176

Ai07B22244 Araip.B07 22244 p2 (AG)6 12 102613061 102613072 TGAGGATGGCAGAGATGTGA TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai07B22249 Araip.B07 22249 p4 (AATT)5 20 102688613 102688632 CACTTATGTCCATGATGGCG TTAACTACTTTCCTCTTTCATATTTCG 253

Ai07B22251 Araip.B07 22251 p2 (CT)6 12 102698095 102698106 GGAACATTAAACCTGGCATTG TGCGACCCAGAAAACACATA 210

Ai07B22252 Araip.B07 22252 p2 (CT)6 12 102713029 102713040 GGAACATTGAACCTGGCATT ATCAGCGTGGCAGATTTCTT 264

Ai07B22253 Araip.B07 22253 p2 (AG)6 12 102729780 102729791 ATTTTTGGGGAGTGAGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 268

Ai07B22256 Araip.B07 22256 c (TCT)5tccacttcttcctcttcct(TTC)549 102745604 102745652 GAAGCATCCAAAACCTAGGAAA GCACGGATTTGTCGAAGAAG 256
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Ai07B22257 Araip.B07 22257 p2 (AT)13 26 102758930 102758955 ATTTGTTGAGGTGAAACCGC TCTCTCCACCAAACGCTACC 273

Ai07B22258 Araip.B07 22258 p2 (CT)7 14 102759846 102759859 TAGCGTTTTTGTCACCCACA ACAGAACAGCGGAAAGAGGA 179

Ai07B22260 Araip.B07 22260 p2 (TA)8 16 102773187 102773202 CAAAATCCAGTGAGGGTTCAA GAATGCCATGCAATGCTATCT 275

Ai07B22262 Araip.B07 22262 c (A)11gaaaaattaagaaaatgatgcttttgaaatagaaaggaatgcagcataaatgcc(A)1277 102775824 102775900 TGGACTCGATGATGGTTTGA CTTCTTTCCCCTCCTTGCAT 271

Ai07B22264 Araip.B07 22264 p3 (TCT)5 15 102779479 102779493 AGCAAATTAAAGGCCCAACC GCTGATGGTGTCTTGCTTGA 219

Ai07B22268 Araip.B07 22268 p3 (TAA)7 21 102793674 102793694 GATATGCCGGCCACTACTGT CCTCATGAGCAGCAGTTTCA 276

Ai07B22269 Araip.B07 22269 p3 (AAT)19 57 102794347 102794403 CTCCCATGTCATCGAGTCCT TAAAGAGATGGATGGCCCAC 265

Ai07B22270 Araip.B07 22270 p3 (TAT)5 15 102795214 102795228 TATCTGGCGGATCGAATTTT TTGAATATTTGAATCATCTTCAATGAG 259

Ai07B22271 Araip.B07 22271 c (AAT)7g(ATA)10 52 102797325 102797376 CGCTAGTCCCTTTGCTTTGT GCCAAGACCACAATCCTTTC 267

Ai07B22272 Araip.B07 22272 p4 (ATAG)5 20 102797582 102797601 TCATGACCTTGCACCCTGTA AGATTTGATTTCCCAACCCC 280

Ai07B22275 Araip.B07 22275 p2 (AT)16 32 102812931 102812962 TTGATCTTTGAAAATTGACAACTAAGA GATCACTCTGTTTGTTCTTCTCTGA 259

Ai07B22276 Araip.B07 22276 p2 (AT)23 46 102815392 102815437 TTGATCTTTGAAAATTGACAACTAAGA GTCCCTTTGTGTTTCCCTCA 262

Ai07B22278 Araip.B07 22278 p3 (GAG)6 18 102819991 102820008 CCTCGTCTTCTGCTGCTTCT CATGACGTTCCTCCTCCAAT 273

Ai07B22282 Araip.B07 22282 p2 (CT)6 12 102862316 102862327 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 276

Ai07B22283 Araip.B07 22283 p3 (TGT)5 15 102870314 102870328 CTGCTGCCTGTTGTTGTTGT TACTGATGAATGTCCGCAGC 217

Ai07B22285 Araip.B07 22285 p2 (AG)8 16 102877075 102877090 TCCTTGAGGAGTCAGAAGAAAAA CCACCTAACCACTTTTCCACC 246

Ai07B22286 Araip.B07 22286 c (T)10gtttttatgattttattaaatttttttgta(T)10gaaattatttttgaaaaacgaaaaaaagaaaatttttgaaa(T)10101 102878327 102878427 GGAAACATGCAATTGACACC GGGGATTGTTTGAGTTTGGA 253

Ai07B22287 Araip.B07 22287 c (A)10ttagataaaatatatacaatagcatcaatgcatatggtttacatatgattaatacatgagtgtgtacccaattcttgagaattttttc(A)11109 102884937 102885045 TGGGACATTTTGTTCCCTTC GGAAAGTTGGGTACATTGGG 188

Ai07B22288 Araip.B07 22288 p2 (TA)11 22 102885635 102885656 TTGCTCAAAACATGGTCCAC AATCTTGTTTTGGTTGTTGCAT 242

Ai07B22290 Araip.B07 22290 p2 (TA)6 12 102900852 102900863 TGGGATTTTCCAAGTTCAGC TGGGAATGAGACCAAGGAAG 271

Ai07B22291 Araip.B07 22291 p2 (TC)6 12 102902151 102902162 TTTCCTCTTTTTCAAAACCTCC TCGAAAAGAACAAAGAAAAATAAAAGA 204

Ai07B22296 Araip.B07 22296 p2 (AT)6 12 102953364 102953375 ACGGACACCGGACACAATAG TAAAGATTGTCCACCCCTCC 260

Ai07B22297 Araip.B07 22297 p3 (AAT)5 15 102953806 102953820 CTCGCTGGTCAAAAACATCA TTCACATGTTCATTTGGCATT 257

Ai07B22300 Araip.B07 22300 p2 (TC)7 14 102972990 102973003 TTATGAAAAATTCGCGACCC AAGATGATTCGCCTCCCTTT 264

Ai07B22311 Araip.B07 22311 c (T)10ctaaaagcccaaatacaatataaaaaaggcgtcagttaccttatcaagaagaagaataatattataattttca(AAT)598 103048457 103048554 ACCAATGGCCTAGGTCACAA TTTTTCACATGTTCATTTGGG 267

Ai07B22313 Araip.B07 22313 p3 (GTT)5 15 103048981 103048995 TTGGCTTTAATTTTGCACCC TGGGGTAGGACCAGATCAGA 180

Ai07B22315 Araip.B07 22315 p2 (TA)7 14 103066478 103066491 GGGAAATCTTTGTCCCTTCTG GGGAGAAATATTGGGAAGCA 192

Ai07B22317 Araip.B07 22317 p2 (AT)9 18 103072074 103072091 TCCCATGTGCATTGGTTCTA GGGGAACCTTATGGGAACAT 224

Ai07B22318 Araip.B07 22318 p3 (TAA)5 15 103082126 103082140 GGGGTTTTCGAAATAGGGAA TTGGCTAGGACTTGAGGATCA 218

Ai07B22319 Araip.B07 22319 p3 (TCT)5 15 103085985 103085999 TTCACACGCTTTCACATTTTTC GGAGGAAGAGGAGGAGGAGA 111

Ai07B22320 Araip.B07 22320 c (CAA)5cagtaataaaaaaaacaacgatgaagatgaaacacgaagaaaaaagaggagaaacgc(A)1486 103086945 103087030 GCAAAAATCAATAGAAAGAGGAGG TCACCCACTGGAACGTGATA 252

Ai07B22323 Araip.B07 22323 p4 (TTCT)7 28 103090659 103090686 AGAGAGAACAAAAGGCGGGT TAGGGAGTATGGAATGGGCA 249

Ai07B22324 Araip.B07 22324 p5 (TGTTA)6 30 103090929 103090958 AAAGCATCGATTCCATCCAC CCATCACCATCACTTCCCTC 252

Ai07B22325 Araip.B07 22325 p2 (AT)6 12 103092688 103092699 AGGAGTTAGGTTTCCGGCAT CAACAAGGTGCATGGAACAC 166
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Ai07B22336 Araip.B07 22336 p2 (TG)6 12 103122980 103122991 GCAAGCTACCTACATGCATCA CCAGTGAGGGTTCAATTGCT 228

Ai07B22337 Araip.B07 22337 p3 (TTA)21 63 103124180 103124242 GCTCAAAAACCATATTCCAATTA TGCATATGAGAAAGTGGTTTGATT 280

Ai07B22341 Araip.B07 22341 p2 (TA)7 14 103155302 103155315 TCAAGTTTAGAGTTCACCAATTGAA ATAAACCGAACCGTGTCCAA 137

Ai07B22346 Araip.B07 22346 p3 (CTC)5 15 103177906 103177920 GCGCGTTTCAAAAACGTAAC CCTGCGTTTAAAATGAACCAA 249

Ai07B22347 Araip.B07 22347 p3 (AGG)5 15 103178653 103178667 AAAAAGAAGAACCTGCGTGC CGCGCTTCTTTCTCTTTCTC 134

Ai07B22358 Araip.B07 22358 p2 (TA)7 14 103232179 103232192 CAGCTCACCAAAAACTCACG CATTAGCTCGTGAGCTGGC 274

Ai07B22359 Araip.B07 22359 c (A)10ttaagtaattaaataaggggatac(A)1145 103233630 103233674 TGGAAAATTTTATGGGAACATGA TTGTCCCATGTGCATTGATT 231

Ai07B22360 Araip.B07 22360 p2 (GA)7 14 103236571 103236584 TGATGCGTCCAAGAGAGAGA GCCACAACAGCAGAAACAGA 200

Ai07B22362 Araip.B07 22362 p2 (CT)6 12 103242005 103242016 TCACTCCTTGGGGTTTTGAG TGGAGACCACATCATCGGTA 256

Ai07B22363 Araip.B07 22363 p2 (TA)6 12 103243800 103243811 GCAAAACGAATCACAAAAGATG TTGCATCAAAAATTGATCTCTAACTC 127

Ai07B22366 Araip.B07 22366 c (TA)6(TG)34 80 103257260 103257339 CACGACGACAGAGTTACGGA CTGCTAATCCCCGAAATTCA 276

Ai07B22367 Araip.B07 22367 c (A)11ttattgcattctcataattattgtgcttatgtttatgttcttgagaaaaagggaaaaaaattgtgttatttt(A)1194 103273887 103273980 TTTGGTATCAGATTTCAGATCCTATG CCGTTCTTGAAACTTGAGATTG 263

Ai07B22368 Araip.B07 22368 p3 (TTG)5 15 103275213 103275227 TTCATTTGGAGCACTCGGTT AAAACGAAAAGCGCAACACT 215

Ai07B22369 Araip.B07 22369 p2 (TA)6 12 103275388 103275399 AGTGTTGCGCTTTTCGTTTT ACAGAGGTGGCGAGGAGTTA 134

Ai07B22370 Araip.B07 22370 p2 (GA)6 12 103280611 103280622 CGGTAGCTTCAGTGGAGGAG CGGATATTAGCGACGGATTC 111

Ai07B22375 Araip.B07 22375 p3 (GGT)5 15 103293919 103293933 AGGATCGAAATCGTCCCTCT TGGACAAAAATACCCTCACCA 247

Ai07B22377 Araip.B07 22377 p2 (AT)6 12 103295008 103295019 GAGGTGGCGAGGTATTACGA TAAGTTGAGCCCGGAGTTTG 221

Ai07B22379 Araip.B07 22379 p2 (TA)8 16 103299261 103299276 ACGACCCAATTTCTAGCACG CGGGTACCAGTTTAGGGGTT 241

Ai07B22380 Araip.B07 22380 p2 (TC)8 16 103301631 103301646 CAAGCTCGGAAGATTTTTGG AAAAACACAACACCCAACCC 174

Ai07B22381 Araip.B07 22381 p2 (AC)17 34 103301832 103301865 GGGTTGGGTGTTGTGTTTTT AATTGCCGGTTTGGACTATG 261

Ai07B22384 Araip.B07 22384 p2 (TA)7 14 103314682 103314695 AAAAGGTGCGTATCACTGGG GGTACCAGTTTCGGGGTTTC 212

Ai07B22387 Araip.B07 22387 p2 (AT)10 20 103328698 103328717 TTCAGCTACAGGTGCGAAAG CCTTTGTGAATACGAACCGAA 264

Ai07B22391 Araip.B07 22391 p3 (CTT)6 18 103337534 103337551 GCAAATTTTGGTGTAAAGCGA GGAAGTTCATCCTCTTCCAAGT 268

Ai07B22395 Araip.B07 22395 c (A)12gctgaatactgtcgaatttaccgacagatttagcgagggatgtcaccagcggatttagcagcggattttttacggttacgagtggaaatttgtcc(A)11118 103348157 103348274 TGACGCTAATTGTCATCGAAA GACGGTAAAATTGGCGCTTA 276

Ai07B22396 Araip.B07 22396 p2 (CT)9 18 103358326 103358343 CCTCCCCCTTCATTTTGAAT AGAAGCAGAAGCGACAGAGG 232

Ai07B22398 Araip.B07 22398 p2 (AG)6 12 103380001 103380012 ACGTGCACAGAGGTGATGAG GGGAATTGTTAATTGGCTGG 255

Ai07B22400 Araip.B07 22400 p3 (ATC)6 18 103390309 103390326 CGTCGTGTCCGTGTTGTATC TTGGATTGAGAATGGATGTCA 213

Ai07B22401 Araip.B07 22401 p3 (AAT)5 15 103391336 103391350 TACATTCCCGGACAAAAAGC AGGAATCAGGATCAAACCCC 128

Ai07B22409 Araip.B07 22409 p3 (TTA)5 15 103422949 103422963 CCACACACAAACCAACACAA TTGTTGAAGGTAATCGAATTTTT 245

Ai07B22415 Araip.B07 22415 p2 (TA)7 14 103459257 103459270 TTGAAATCCCGTTTTTGAGC CCTTACCTCACGCCGTAAAA 137

Ai07B22419 Araip.B07 22419 p2 (TA)6 12 103475371 103475382 GGGAGAAACACACAGGAATGA CAGAATCACAATAATCCACCCA 264

Ai07B22424 Araip.B07 22424 p3 (AAT)5 15 103506143 103506157 AAGCAATGGCCTTCTACTTCC GACCACAAAGCATATCGGTG 203

Ai07B22427 Araip.B07 22427 p2 (TA)11 22 103518284 103518305 CCCCCAATTTGATTACCAAC AAAGCTCTGTGTGGTAGGGTG 257

Ai07B22428 Araip.B07 22428 p2 (AT)8 16 103523894 103523909 GTCCGTCCCTCAGGCTCTAT TTCGTAACGTTTTGAGTGCG 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B22429 Araip.B07 22429 p2 (TA)8 16 103524291 103524306 GACCACTAGACGATGGAGGC GACATGAGACACCTCGCTGA 263

Ai07B22432 Araip.B07 22432 p3 (TGG)8 24 103530424 103530447 GTTTTTCTTGGTGGTGGAGG GTCCCTCACGTTAAGGGTCA 221

Ai07B22434 Araip.B07 22434 p2 (GT)6 12 103548449 103548460 CCCTGATTCGAATTATTGTATGTG TCTCCTTTAATCTGAGGGCAA 248

Ai07B22435 Araip.B07 22435 p2 (CT)7 14 103548696 103548709 TTGCCCTCAGATTAAAGGAGA TCTCTCTCACTCTCGGCATTC 188

Ai07B22436 Araip.B07 22436 p3 (ATT)16 48 103554080 103554127 TGCTCTAGTGCAAATGGGAG AAGTGCTAAATCACTAATGTCCTGA 280

Ai07B22437 Araip.B07 22437 p2 (TA)7 14 103559427 103559440 TGGACCTTGACTTTAACCGC AAGCCAGAAAAAGCAGCAAA 266

Ai07B22439 Araip.B07 22439 p2 (TA)7 14 103567036 103567049 TTTAGCCGCTTAGACCAGGA AAGCCAGAAAAAGCAGCAAA 185

Ai07B22440 Araip.B07 22440 p2 (TA)8 16 103586347 103586362 GCGCTCCATTCTTTTCTTCT TTAGTTCGGGATGCATTGAA 267

Ai07B22442 Araip.B07 22442 c (GAA)9aaggaagaggaagaagaacgtgcagc(AAG)568 103598029 103598096 CCTCCTCATCTTCTGCTGCT TGCGCATTCTTCTTCCTCTT 243

Ai07B22443 Araip.B07 22443 c (AAG)5aaagagaaggcaagaaacgaaagaa(AAG)555 103598239 103598293 GCGCAGCAAGAAGAAGAAGA ATTCTCCGCATACAAGCGTT 229

Ai07B22444 Araip.B07 22444 p3 (CTC)5 15 103608255 103608269 CCTCCTCCTTCTTCTTCCGT TGGTGGTGACGATGATAACG 160

Ai07B22445 Araip.B07 22445 p3 (CTT)5 15 103610586 103610600 CCTGCACATTTTTGTGCTTTT TCAGAATGTAAAATAAGAAGGAAATGA 224

Ai07B22451 Araip.B07 22451 p2 (AT)7 14 103628183 103628196 ATCCATTGAGATCGGTGTCC ACAGAGCATTGCCAAAATGA 275

Ai07B22452 Araip.B07 22452 p2 (TG)8 16 103630644 103630659 GCCCTAGCTCAGAGTTTCCC ACAAAACAAGCCCAAACAGG 224

Ai07B22460 Araip.B07 22460 p3 (ATA)5 15 103649043 103649057 CAACAAACAAGGGAAGGGAA TCAGATTTCTTTTGGGGGTG 147

Ai07B22461 Araip.B07 22461 p2 (TA)8 16 103654666 103654681 TTCTGAGGCGAAGTGGTTTT ACTCCTAACTCAGCCTGCGA 190

Ai07B22464 Araip.B07 22464 c* (TA)6nnnnnnnnnnnnnn(AT)6(TATG)15*95 103666881 103666975 CAACAAAGTGGGCTTTTTAGG CTTGCAAAACTAAGGCTGGC 280

Ai07B22465 Araip.B07 22465 p2 (AT)7 14 103667168 103667181 CCAGCCTTAGTTTTGCAAGC GAGGAGCCTTGAAGAAAAGGT 196

Ai07B22466 Araip.B07 22466 c (TATG)6tatagattctccctatgtaaatatgttttacttttatacctcatagaggtttatggagaactagggttgcttttatgtattttgggttatggat(TA)6130 103674870 103674999 TGTTTTTCAGATGCAGGTCG AAGGCTGGCCAGAGAACATA 263

Ai07B22467 Araip.B07 22467 c (AC)8aagttacgttatttctgagcaatgagcttttatattttgcgattttgctttaccttttcttcaaaactcctcgtatattatatctttccaattattatac(TA)9134 103675106 103675239 CTTAGCTTCGCAGGCTGAGT CGCAAAATATAAAAGCTCATCG 257

Ai07B22474 Araip.B07 22474 p3 (TTA)6 18 103700778 103700795 GTCCAGGTGGAGTTTTCGAG GGTGAGCATGTAACCAGCAA 246

Ai07B22476 Araip.B07 22476 p2 (TA)11 22 103702973 103702994 AAGCCTCGGTCCAAAAGAAT CCTCCAATTCGCAAGTTCAT 257

Ai07B22478 Araip.B07 22478 p2 (AT)9 18 103718218 103718235 CGTCGCTCACGAAGGATAAG TAAGCGAAGAACTCTGGGGA 230

Ai07B22481 Araip.B07 22481 p2 (CT)7 14 103723920 103723933 TCGAATACTCTCTCTCTCATCTCTTTC CCTTATCCTTGTTCCTGCTCA 245

Ai07B22482 Araip.B07 22482 p2 (TA)6 12 103740944 103740955 TGAGAACCCTTTCGAGGATG CGTAATACCGCTCCCAAAAA 278

Ai07B22483 Araip.B07 22483 p2 (TA)6 12 103747337 103747348 TGAGAACCCTTTCGAGGATG CGTAATACCGCTCCCAAAAA 276

Ai07B22489 Araip.B07 22489 p4 (TTCT)7 28 103763316 103763343 GGGAGACTAGTGGAAAGGGC CTGAAAGGCAAGACGAGAGG 216

Ai07B22491 Araip.B07 22491 c (T)11atttcatagttgttattttataagacatatctatccaagccaattttaaaaatacacacagcaaaaataagaaaa(T)1096 103768208 103768303 CCAATCAAGGATGTTATTAGGATCT TTTAACAAATGAGATTATGAATGCAA 254

Ai07B22493 Araip.B07 22493 p2 (CG)6 12 103779512 103779523 TGCCTCTGGCACAAACCTAT TGGTGTTTGGAAGTGTTGGA 196

Ai07B22502 Araip.B07 22502 p2 (AT)10 20 103819248 103819267 TCTCCCATCTCAATTGTAAAGACA ATGGGTTTATCAACCTCCCC 278

Ai07B22504 Araip.B07 22504 c (GAG)5gg(GGA)5 32 103829948 103829979 ATGGTTCCGGACAAATTGAG TCCAGGAAGAGATCTCGGG 258

Ai07B22505 Araip.B07 22505 p2 (TA)14 28 103836175 103836202 GACGTAAGATGCATCACCCA TCGTTTGGGTTCATTGAGAA 217

Ai07B22509 Araip.B07 22509 p2 (AT)10 20 103849312 103849331 CCGACTGCGTGACTCTGATA TACCCTCGCCTTTCTCTTGA 264

Ai07B22510 Araip.B07 22510 p4 (TTAA)7 28 103862913 103862940 GCTTTTTGTGCCACTTGGAT TTCTATTTTTGAAAATTCACTAACCA 267
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Ai07B22511 Araip.B07 22511 p4 (TTAA)7 28 103864656 103864683 GCTTTTTGTGCCACTTGGAT TTCTATTTTTGAAAATTCACTAACCA 267

Ai07B22516 Araip.B07 22516 p3 (AAT)5 15 103893862 103893876 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai07B22517 Araip.B07 22517 p2 (AG)6 12 103898531 103898542 GTTCTCTTAAAAACGCCCCC GGAACATTGAACCTGACATTGA 252

Ai07B22519 Araip.B07 22519 p2 (CT)6 12 103915601 103915612 CAAACTTGATTTTCAAATCTTTTTCA AGATGAGGGAGAGAGAATTTCG 266

Ai07B22522 Araip.B07 22522 p5 (TTTAT)5 25 103951502 103951526 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 201

Ai07B22523 Araip.B07 22523 c (TATG)6aatatatgtat(TATG)555 103961141 103961195 GGGATAGGAGTCGCGATTTG ACAAACCAATCACAGCACTTT 149

Ai07B22526 Araip.B07 22526 c (T)10cttttctctc(T)11gcctc(T)1147 103969712 103969758 CACCCTTGCCTTTTGGTTTA AAGCAAGAAAAAGCAGCGAA 128

Ai07B22527 Araip.B07 22527 p2 (AG)6 12 103971703 103971714 TGATAGGTGAGGGGTTTTGG GGATATGTGGACCCCACAAG 107

Ai07B22533 Araip.B07 22533 p5 (AAAAT)5 25 103988385 103988409 CCATGATGGAGAAAGGGAGA CATCAGCCATTTTAGCATTTGA 224

Ai07B22537 Araip.B07 22537 p2 (TC)6 12 103999879 103999890 TTCTCCTTCTCCATTTTCGC GGAGCCCAGAGGAGAGAAAC 223

Ai07B22538 Araip.B07 22538 p2 (TC)6 12 104004644 104004655 CGCATCTTCCTTCCTCAAAG GGAGCCCAGAGGAGAGAAAC 204

Ai07B22540 Araip.B07 22540 c (CCA)5gaaccaga(ACC)538 104012991 104013028 TTTTTCGCTCCAAAATGGTC TTTGGTTGGTGTGATGGAGA 186

Ai07B22542 Araip.B07 22542 p3 (TAA)5 15 104014243 104014257 AGGCGAGGGACGAAATAAAT TCGTGTCATGTTCCATGTCC 153

Ai07B22546 Araip.B07 22546 p3 (TTG)5 15 104025240 104025254 CGTTTGATTCATGTAGCCGA TTTCATTCGTGGTGATTGCT 269

Ai07B22549 Araip.B07 22549 c (TC)6(TA)10 32 104036282 104036313 TCCACGCCAAGAGAGTTACC CGCTTAGGTCATTGGCTCTC 277

Ai07B22551 Araip.B07 22551 c (T)10acattttattgtcgttatctcttctttttttacgtgcttatttttttaatgtcattgtcacgccgtcgctgccaccaccatcgacatcgccatcattacc(T)10cttcttcttcttgttaattccttc(T)10154 104037504 104037657 AAGTCTGCACGCTTCTTTTTG AAAACGACGAGGACGATGAT 265

Ai07B22552 Araip.B07 22552 p2 (AT)6 12 104039636 104039647 TCTGAAAACTGAACCGGACC GGCTGGGTTTAGGGTTTCTC 235

Ai07B22553 Araip.B07 22553 p2 (TC)8 16 104039966 104039981 TCGTCTTCTCTTCGGATCGT GCACTGAGAGTGGTGCTCAA 258

Ai07B22556 Araip.B07 22556 c (A)10cgatggtagagtgtatgag(A)10tcttggatacatatagtttaaagt(A)1073 104052952 104053024 GCCAACATTAGTCAATTACAAACA TGTGTGGTTAAATCCAAAGGC 254

Ai07B22557 Araip.B07 22557 c (T)11cagattatc(A)1434 104062846 104062879 AACAGGGAGCTCACCAAATG CTCTTCTCTCCTTGCGATGC 272

Ai07B22560 Araip.B07 22560 c (TAA)13(TCA)22105 104067576 104067680 AACCCGTCTCTGGGCTTACT TCGTGTTATGTTCCATGTTCG 210

Ai07B22564 Araip.B07 22564 p4 (AATA)6 24 104081893 104081916 AGCCTAACAACTGGCATTGG GCATTTTGATTATGGGACCG 245

Ai07B22567 Araip.B07 22567 c (A)11taaatgttattgccctgtaaca(T)1043 104093283 104093325 TTTTTAGACATCACTTAGGCACCA CCAACGGCCAAAATAAAATC 279

Ai07B22568 Araip.B07 22568 p3 (TAG)5 15 104095053 104095067 CCAATCACACAAATTACGGATG CACCCATATCGACCTCCACT 278

Ai07B22569 Araip.B07 22569 p3 (AGT)7 21 104101100 104101120 AATTAATTCATCGGCTGCCA TTTTGATTTCGACCCCAGAC 154

Ai07B22570 Araip.B07 22570 c (ACC)5acag(ACACAA)549 104101321 104101369 ACCCTACCACCTGCACTGTC GGGTGAGGGGTTACCAGAGT 107

Ai07B22571 Araip.B07 22571 c (TCA)5atagaaaattcaaaaaattcaaacaacatgcacaacaaattttataacaatactccacaacaaattcagttcac(AGA)5104 104102079 104102182 ACTTCCTCATGCCCCTCTCT ATCCATAGAGCCACGAGCTG 203

Ai07B22574 Araip.B07 22574 p3 (AGT)7 21 104128344 104128364 AATTAATTCATCGGCTGCCA TGTCCATAGGACTTGCTCAACA 270

Ai07B22575 Araip.B07 22575 p2 (TA)7 14 104131272 104131285 CTTACAAGTCATTTGCCCCC TGCAGGGACCCAAATAAAAG 229

Ai07B22576 Araip.B07 22576 c (T)10aattgggtccctacacttttttttcttttatttgggtccctgcaccaac(T)1069 104131405 104131473 CTTACAAGTCATTTGCCCCC TTGGCTTAATTGTATAGAGACCCA 271

Ai07B22578 Araip.B07 22578 p2 (TA)8 16 104135896 104135911 ACTCCCTCCTCCTCTTTGGA TGAGAATGTGGAAGAAAATGGA 220

Ai07B22580 Araip.B07 22580 p2 (CT)6 12 104141052 104141063 CGAAAACAAAAATATTTGGTGAA TGGGACTGCTTGTGTCTGTC 262

Ai07B22583 Araip.B07 22583 c (ACA)5atgaatcatcgatgaatcaacaatggaatcaagtagaaacagaagaagcaggagcagaaacagaaacag(AAC)6102 104149850 104149951 AAACAGAAGCAGAAGCAGCA GGCTCGCCAGATTCTTCTTT 215

Ai07B22584 Araip.B07 22584 p5 (TTTTC)5 25 104152624 104152648 CCTAACGCTAGGCTGCACTT TGGCACTCCTAACCACCATT 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B22586 Araip.B07 22586 p3 (ATT)9 27 104174403 104174429 TCCTAACACTCACCACATCTTCA GGATTGGTAATGTAAAGAATTGATCC 280

Ai07B22590 Araip.B07 22590 p3 (TGT)5 15 104186108 104186122 CTGGCTCATCTCCTCACCTC CAACACAACAGAAAATGCAGC 280

Ai07B22597 Araip.B07 22597 p2 (AG)17 34 104209549 104209582 TTATGGTCATTGGTGCTGTCA AATTTGCCTTTTGCGAATTG 232

Ai07B22599 Araip.B07 22599 p2 (TA)6 12 104222542 104222553 GCATGCCTAGGTTTGACAAG TGGAGGCGTAAATGTGTTCA 184

Ai07B22604 Araip.B07 22604 p3 (CTA)6 18 104237590 104237607 TGGGATCGACCCTTACTCAC TCACCTCTACATTTGGGTTCAA 200

Ai07B22606 Araip.B07 22606 c (CT)10ccacagtccgacgatgacgcgacggtggcagtgaggcccagcgtgccggcgcggacttccccctcctcttctcttctccgatcctcttcctctctccca(TG)9137 104257260 104257396 TTATCACTCTCCCCTGGCTC ACCATTTGGTTTCCCTTTCC 233

Ai07B22610 Araip.B07 22610 p2 (TA)7 14 104263010 104263023 TCCATCCATTCCTTACCCAA GGAACGAAAGTAGAGTAACTGACATC 279

Ai07B22613 Araip.B07 22613 p2 (AT)6 12 104264872 104264883 TAATGGGAGAGAACCGTGGA GAAGCCCCTACAGTGGACAA 207

Ai07B22614 Araip.B07 22614 p3 (AAT)7 21 104266087 104266107 TTTCGAGAACAGGTGCAATG TCTTCCGTCTTATTCCTCTTTCA 134

Ai07B22622 Araip.B07 22622 p3 (TTC)5 15 104298508 104298522 TTGGCCGAATACACTTCTCC TCTTCTTGGCCACAACATCA 278

Ai07B22625 Araip.B07 22625 p2 (TA)7 14 104303781 104303794 TTTCACCACTTACTTCGGGG GAGTGCTCATGAATGGGAAAA 250

Ai07B22626 Araip.B07 22626 c (TG)9tatgtgctgacattgta(T)1045 104309894 104309938 TCACTCGATAGTCTTGTGGCA ATGACAACCAAGGACCAAGG 181

Ai07B22627 Araip.B07 22627 p2 (TA)6 12 104310292 104310303 GCAAAGGTACAACAGCACCA TTGGGTGTATATGGCCGATT 266

Ai07B22634 Araip.B07 22634 p3 (ATA)6 18 104346662 104346679 CAATCGGCATTTTCATTCCT CCAATGCAGCTTCTTTAGCC 164

Ai07B22636 Araip.B07 22636 c (GGT)5(GGA)7 36 104352853 104352888 AGGCAAAGCAATAATGCCAC ATGCCCTTCCTCTTCAGCTT 251

Ai07B22638 Araip.B07 22638 p3 (TTG)5 15 104362592 104362606 AATTTTGTCCTCCACGGTTG CCACCTACCCACTACTCCCA 257

Ai07B22639 Araip.B07 22639 p3 (AAT)5 15 104366569 104366583 TTCGTTTCGCTATTGGCTTT CCCTTCAGATGCAGGTAGGA 269

Ai07B22640 Araip.B07 22640 p2 (TA)6 12 104368706 104368717 TCTTTCTTTCATCTTTGCCTTCTT TCAAAAGTTAAGGGGGTGAAAA 239

Ai07B22642 Araip.B07 22642 p3 (AAG)6 18 104379585 104379602 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai07B22649 Araip.B07 22649 p2 (AT)6 12 104442980 104442991 CCTCTGGTTCTCACCCCATA CCGGAAAATATGCACACACA 264

Ai07B22651 Araip.B07 22651 p2 (TA)6 12 104449096 104449107 TGAGTCAAGAAAGAAACCAACAA GCATGAAACAGCCAGCATAG 223

Ai07B22653 Araip.B07 22653 p2 (TC)6 12 104458517 104458528 GAACGGCGACACTTCTCTTC TCCCATGGAAGAAACGAAAC 218

Ai07B22657 Araip.B07 22657 p3 (ATA)11 33 104465267 104465299 GTTCCTCCGCTATGTGCATT TGTAACTGCAATGATATGGTTGAT 205

Ai07B22662 Araip.B07 22662 p3 (AAT)5 15 104479114 104479128 ATTTTTATCCAAAAGGGGCG TTTATTGGGGACTAAAATGTCCA 261

Ai07B22663 Araip.B07 22663 p3 (ATT)11 33 104480387 104480419 TACGTTGGGAACCAAAATCG CCCAACGTTTCTCTCCGTTA 260

Ai07B22666 Araip.B07 22666 p3 (AAC)7 21 104532771 104532791 TGACAACACAAGGTTGGCAT GTGGTTGAAGTGCCAGGAAT 248

Ai07B22669 Araip.B07 22669 p2 (CT)6 12 104579319 104579330 GGAACATTGAACCTGGAATGA CTCGGCCCAGAAAATACAAA 207

Ai07B22672 Araip.B07 22672 p2 (CT)6 12 104585521 104585532 CCTGGAATGAAGAAAAGTAGCC TTGCAGTGACGAAAATCAGC 264

Ai07B22675 Araip.B07 22675 p2 (AG)6 12 104595034 104595045 GAAAAAGGGGGAGATATTTTCG TTGGTTTTCAAAATTTGTTTCA 117

Ai07B22676 Araip.B07 22676 p2 (GA)6 12 104598291 104598302 CTTCCCTGCAATTCCTTGAG TTCTCTCATGCGCTTCATTG 237

Ai07B22681 Araip.B07 22681 p3 (TTC)14 42 104631303 104631344 GCACACCGTTCTTCTCGTTC TGACTAGAGCGCGATTCAAA 234

Ai07B22687 Araip.B07 22687 p2 (TG)6 12 104643153 104643164 GTTTTCACCCCATTCTCCCT CTCTCCCTCCTGGAAACCTT 200

Ai07B22688 Araip.B07 22688 c (A)10gatgaataagaaacaaaaagaa(GAT)5gaaa(AAG)566 104644680 104644745 TCCTCTTTCAAATAATTTTGTACCATT TCTCCTTCCTCCTCATCTTCTG 207

Ai07B22689 Araip.B07 22689 p3 (GAG)5 15 104645178 104645192 TCAAACCATCAACGATGAACA ATCGTCGTCACCAACATCAC 275
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Ai07B22692 Araip.B07 22692 c (T)14ctttttccttttgtgtgagttaat(TC)6tggtgtggctaacgccaattcttctcttttcttttatttta(T)10101 104650388 104650488 CTCGTCGATCACACTGAAGC GAAAGCAGACTTGGTGGAGC 234

Ai07B22694 Araip.B07 22694 p2 (TG)6 12 104653409 104653420 TCCGAAGCGGTCTTTATCTG AGCTTGCCACAGGACAGAAT 240

Ai07B22695 Araip.B07 22695 p3 (AAG)5 15 104656488 104656502 TTGTTCGAGGATGAAGACCC TCTCAAAACCTTGGCAGCTT 114

Ai07B22696 Araip.B07 22696 p4 (AATA)5 20 104660519 104660538 TAAGTGTGGGGAATTGTGGG AACGTTGGGGGTAATTTTGTC 198

Ai07B22697 Araip.B07 22697 p2 (TA)6 12 104664133 104664144 GATATGCCACTGGAAGCCAT TCAATTGAGGAAACAAGGGC 263

Ai07B22699 Araip.B07 22699 p2 (TA)6 12 104674803 104674814 TTAATGCAATACAACCACGCA GAAGGGCTGATTCTTTTCCC 211

Ai07B22702 Araip.B07 22702 p3 (TAC)9 27 104680161 104680187 TTGGGACAATACGATCAATCTG TGGTGATGATAACGATAGAGGAGA 255

Ai07B22703 Araip.B07 22703 p2 (CT)7 14 104687291 104687304 ATCCATTCAGAGGGAGCTTG GCCTTCAGATGTAAAGCAACAA 280

Ai07B22704 Araip.B07 22704 p2 (CT)9 18 104692112 104692129 ATGCATCCATTCAGAGGGAG AAGAACCTGGGATTGAGAGTCA 148

Ai07B22707 Araip.B07 22707 p2 (TA)14 28 104723775 104723802 GCAATACCGCTCCCAAAATA GGATATGGGCGCAGAAGTTA 254

Ai07B22709 Araip.B07 22709 p2 (TA)12 24 104737014 104737037 TAAAACAGAGATGGCGAGGC TTTCGTTTACGCGAGTGATG 150

Ai07B22712 Araip.B07 22712 p3 (AAC)5 15 104746882 104746896 TCCCCAAAATCAACCAAAAA GAATTGGTTTGGGCTGAAAG 190

Ai07B22715 Araip.B07 22715 p2 (TA)6 12 104753690 104753701 GGTTTAAGAATTGAAGAGCCCA AAATTTGTAGGAGGCAAGTGTTG 248

Ai07B22719 Araip.B07 22719 p3 (TGA)6 18 104771440 104771457 TCGCTGATTACCTCACTCCC TCAGAAGCTAAAACCCCCAA 192

Ai07B22720 Araip.B07 22720 p2 (TA)7 14 104772106 104772119 TTGGTGCCACAAATTACCCT AACAATTCAGCAAAACACAAACA 220

Ai07B22721 Araip.B07 22721 p3 (AAT)7 21 104773068 104773088 AACTAAACCGCACTGCGAAC CTCGGGCTAATGTGGATTGT 230

Ai07B22723 Araip.B07 22723 p2 (AG)7 14 104779099 104779112 GTCAGTCGCCGTCCTCTATG ACCCTTACCGGCAGAGTTTT 255

Ai07B22724 Araip.B07 22724 p2 (GT)6 12 104801386 104801397 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 202

Ai07B22725 Araip.B07 22725 p2 (AG)6 12 104804507 104804518 TCATCCAAAAGCAACGTTCA ATCCCAATATGGACTTGGCA 245

Ai07B22726 Araip.B07 22726 p2 (AT)6 12 104823575 104823586 GGAATCGATTTGTCCTTTTCTC CAAATGGCTTAGTGGATAAAGGT 228

Ai07B22727 Araip.B07 22727 c (AGA)14(TGG)5 57 104824786 104824842 ACGGCGGTAATGAAGATCAG GTCCCTAACGTCTTGGGTCA 188

Ai07B22729 Araip.B07 22729 c (CT)6ttctctcacactcacatgagacacacacagagacata(CT)865 104837295 104837359 CGGCCGAGATTTACTGAAAC ACAAGAGCAATTCAGACGGG 209

Ai07B22730 Araip.B07 22730 c (AG)8atggttggattggtgaccacaattcataaatgatagttgaacagtagagtggatgggtgcagttaccatggcggcgtagc(AG)9114 104837464 104837577 CCCGTCTGAATTGCTCTTGT GTGTATGTTGCTGCTGGCTG 275

Ai07B22732 Araip.B07 22732 p3 (AAC)5 15 104838465 104838479 CCACACAGCAACAAGGAAGA GAGACACAGAAGGAGACGCC 278

Ai07B22733 Araip.B07 22733 p3 (GGA)7 21 104839446 104839466 CTCTACGATCAAGGTCCCCA GACTTTGGTGGTGGGAAGAA 221

Ai07B22734 Araip.B07 22734 c (T)10aataaagttatgtg(T)1034 104845026 104845059 TGCAAATTTTGTTCACTTCTTTTT TCTTCTTCTTTTTCTTTCTGTTCC 279

Ai07B22738 Araip.B07 22738 c (A)10ctcttcctccttggctatagctgcggacggagagtcttcta(T)1364 104852369 104852432 AATCACGTAGGCCTCATTGT CGACAACTCTGAATGAGCCA 250

Ai07B22739 Araip.B07 22739 c (T)10ctttaataaatttttgaaaattatttcgaaataagttttataattttaatacgttaaatatatagtcacc(A)1393 104855623 104855715 TTCATTCACCCGTTTTCCTC AAAAATGTTCTAAAAATACTTGCTGC 251

Ai07B22740 Araip.B07 22740 p3 (AGA)7 21 104865201 104865221 TCATTCCCATCTGGGTTCAT TTCTATTTCTCTCTCTCTTCTTTTTCG 201

Ai07B22746 Araip.B07 22746 c (T)10gccta(T)10 25 104909602 104909626 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 158

Ai07B22747 Araip.B07 22747 p2 (AG)6 12 104913564 104913575 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 189

Ai07B22748 Araip.B07 22748 p2 (AG)6 12 104921380 104921391 CACAGATCAATTCAAGTGCTGG GGCCCAGATCCAAGTACAGA 249

Ai07B22749 Araip.B07 22749 p4 (AAAT)6 24 104942190 104942213 TTGGATTGCGAATTTTATGTAGG CAGATCTCGAAAATATTCATAAAACAT 274

Ai07B22754 Araip.B07 22754 c (T)10cgtaaaaaaaattaaaaatacttagttaaaaaaaaaggaaatttttttgaaaaagagggaagatattttcgaaaatt(AG)699 104964136 104964234 TCCACCCATTTTCTGGTGTT TTTCAAAATTTGTTTCAACTAACCA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B22757 Araip.B07 22757 p2 (AC)6 12 104969191 104969202 TTTTATTTGAAATTACCAAAATGCC TGAGGAAGAGTGACGACGTG 113

Ai07B22759 Araip.B07 22759 c (TGG)7tgttggtgttgatggtggttgtggtggtatgg(TGT)5ttagtgtttttggtgttggtggtggtattggtgt(TGG)7123 104971331 104971453 CCCTCACCACTACCAACACA AACACCAACACCAACACCAA 234

Ai07B22764 Araip.B07 22764 c (T)13atataggtgaa(T)1034 104976542 104976575 GTCTGTTGGTTTGACCGCTT CCCAGCCCACTACTCATACC 256

Ai07B22766 Araip.B07 22766 p2 (TG)6 12 104979793 104979804 ATTGAAGCAGCTTGTCCAGG CGGCTTCAGCTCGTAAGTTC 276

Ai07B22769 Araip.B07 22769 p2 (AT)6 12 104985704 104985715 ACTTTGAACTGCGCTGCTTT ATCACCGCAGCTTAATCACC 157

Ai07B22770 Araip.B07 22770 p2 (CT)6 12 104987317 104987328 TTCCAAAATCGAAGGTATCCA GTTAGAGGCTGCAGAGTGGG 275

Ai07B22772 Araip.B07 22772 p2 (AT)9 18 104997628 104997645 GAATTCCAGGTTCCACCTCA TCATCGGGCTTCTAGCAAAT 221

Ai07B22778 Araip.B07 22778 p3 (GAA)5 15 105017089 105017103 TTGAAATTTCTGAATTAAAACAACAGA CATCTGCCCCTGAGTCTACC 260

Ai07B22780 Araip.B07 22780 c (T)10attcttgttaaaagagtaaaacaagaataatcatgagaaggtaaaacaagaacgagaagaggacgaagaaa(AAG)596 105022469 105022564 TCTTCTCTTCATACTGATTTTACAGCA TCATTAGCATCATCGTCGTCA 161

Ai07B22785 Araip.B07 22785 p3 (GAC)11 33 105044502 105044534 CACAAACTTTCAAGTGGTTTTGA TCGTGACAATATGCAACCCA 152

Ai07B22791 Araip.B07 22791 p2 (CT)7 14 105103499 105103512 TTCGAATACTCCCCCTCTCA TTCAGGTTCAGGATCAGTTTCA 200

Ai07B22792 Araip.B07 22792 p3 (AAT)5 15 105104694 105104708 CCTGAGAATCCTGGAATGGA AAAGGCTTGCTATTGCCAAA 176

Ai07B22794 Araip.B07 22794 p2 (AC)6 12 105112995 105113006 CCAATGTCTCCAGTTTTCCC AGCCAACTTTGAGCCTACGA 155

Ai07B22798 Araip.B07 22798 c (TA)9(T)11ctttttgtttttctcattca(T)1059 105133370 105133428 GAACTTTGAACTTTGGGGCA TTGATTTTGGGAGAGTTGGG 252

Ai07B22800 Araip.B07 22800 p2 (AC)6 12 105134465 105134476 AGGAAGCGTGAATTGTTGGA GAATGCTTCCATGCCTCTTC 256

Ai07B22805 Araip.B07 22805 c (AT)27aatagagatgtataaatagaagactctagtattaaaataattagctcaataataatt(TA)6ataatattatatgttgtaatg(TA)6156 105160201 105160356 TCTCGTGCTGATAACGTGTTG CAAATGCGATTCTCTCTCTCTTT 237

Ai07B22806 Araip.B07 22806 p2 (AG)8 16 105163046 105163061 ATGGAAGTGGCGAAGGAAT GGCAAACAACCGGTAGTCAA 272

Ai07B22809 Araip.B07 22809 p3 (TAT)17 51 105167611 105167661 CCTCCTTACACCCCAACAGA ACCATTACATGAAACGTGCG 253

Ai07B22811 Araip.B07 22811 p2 (CT)14 28 105177263 105177290 CTTCGAACTCCCTGTCTTCG TTTTGTTCACACACGCACAC 155

Ai07B22814 Araip.B07 22814 p2 (TA)6 12 105188325 105188336 ACGTCCAAGTGCCCAAATAG GGTGCATGTAAAAGCCACCT 261

Ai07B22815 Araip.B07 22815 p3 (AGA)8 24 105188925 105188948 TGGTTGTGTTGAATTTGGGA AGAATGCGAGCTGCACCTAT 259

Ai07B22821 Araip.B07 22821 p3 (GAA)5 15 105255647 105255661 CGGTCTTAGGTGCCATCAAT TTTCCCCTCTCCCTTTCCTA 231

Ai07B22823 Araip.B07 22823 p2 (TA)8 16 105277740 105277755 TTTGGCACTATAACCGGCAT AGCCTTCACCAACCTACCCT 207

Ai07B22824 Araip.B07 22824 p2 (TA)6 12 105278474 105278485 GAACGTTCGCGCTTTGTAAT CCAAAAGGCACTCACAAACA 216

Ai07B22825 Araip.B07 22825 p2 (AT)11 22 105280328 105280349 GTGAATGAGATGCTTTGGCA GCCCTCGAAAATTCAAATCA 110

Ai07B22826 Araip.B07 22826 p2 (AT)14 28 105304964 105304991 TAAGTGTGGGGAGGTCGTTC ACTCAAATCAATTGGGGTGC 218

Ai07B22830 Araip.B07 22830 p2 (TA)6 12 105319626 105319637 GGCTAGTTTTCGAGTGCCAG TGCCAATGTGAAGCCAATTA 262

Ai07B22831 Araip.B07 22831 p2 (CT)9 18 105324229 105324246 TGCATCAAAAGGGAAATCAA TGGGGAAATCATGGATACAA 277

Ai07B22832 Araip.B07 22832 p2 (TC)14 28 105326069 105326096 GACAGTCTCGACGACAACGA AGAAAGGTGGTGTCAGTGGG 192

Ai07B22833 Araip.B07 22833 p3 (AAG)5 15 105339733 105339747 AACCCCAGTGGACAAGACAG TTCAAACATCTTGGAAGGGG 154

Ai07B22835 Araip.B07 22835 p3 (AAG)5 15 105343697 105343711 CCACTCAACAACTGGAGCAA TTCAAACATCTTGGAAGGGG 275

Ai07B22836 Araip.B07 22836 p3 (GAA)5 15 105345273 105345287 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai07B22837 Araip.B07 22837 p2 (AG)6 12 105347385 105347396 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 228

Ai07B22839 Araip.B07 22839 c (A)12(TA)13 38 105351971 105352008 TGTGGGAAAAAGTGGGTTTG ATGCATTGCTTTCACCACAT 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B22842 Araip.B07 22842 p2 (AT)6 12 105368878 105368889 ATCCCCTGATGCTTTACCCT TCAGTTTAGGCAACCAGCAG 275

Ai07B22843 Araip.B07 22843 p2 (AT)8 16 105378770 105378785 CAGCGTGTCCAAAACAGAGA ACTACTCCTTCCTCCGCCAT 180

Ai07B22845 Araip.B07 22845 c (CTCTCA)5tgaaccccctctttgatgtcgttggaaagtgtaacttattatctttatatctgaaagagaaatggtaggactataagaaattcaa(T)10125 105384834 105384958 GGTTAATGGTTCGTGGTTGG GAAGAATGCTAGAGGTCCATTACAA 273

Ai07B22848 Araip.B07 22848 p4 (AAAG)5 20 105393549 105393568 CCGAAATTTTGGTGTCACTTT TTTTTAATGCTACATTTTCTGCTTC 229

Ai07B22849 Araip.B07 22849 p2 (TA)9 18 105399073 105399090 TTTCAGATGCAGGACGTGAG ACTCGGTTCGCGAAGATAAC 280

Ai07B22851 Araip.B07 22851 p2 (GA)6 12 105413410 105413421 TTGCTGTTCATCTTCATCGC ACGTTCGCAGTTCTGGTTTC 247

Ai07B22852 Araip.B07 22852 p2 (GC)6 12 105421495 105421506 CTACACTAAGCCACCAGCCC GGGTGGCATAACTCTCTGGA 279

Ai07B22853 Araip.B07 22853 p2 (GC)6 12 105421629 105421640 ATACAAAGCGAGCACGGAAT CACAGGGGTGGCATAACTCT 223

Ai07B22854 Araip.B07 22854 p2 (GC)7 14 105421746 105421759 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ai07B22858 Araip.B07 22858 p3 (TAA)22 66 105437884 105437949 ATTGTTAAGGGCGCAATGTC ACAATAGAAGCATTATCATTCTGAAA 276

Ai07B22861 Araip.B07 22861 p3 (GAA)6 18 105457084 105457101 AAGAACTTGGTTTTGGGCG ATTGCTTTTATCACCGGCAA 246

Ai07B22863 Araip.B07 22863 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcaaccctttccccaacctccaccc(TCT)5103 105468228 105468330 CGTAGGGTCCACGTTCTCTC AGGGGAAGAAAATTGATGGC 234

Ai07B22867 Araip.B07 22867 p3 (TAT)5 15 105485543 105485557 TTGCAGGCTTGAAAATGTTG CTGCTGCTTTTTCACCACAA 108

Ai07B22868 Araip.B07 22868 p2 (AT)10 20 105486252 105486271 TGCTGATTTCCACGAAGACA GGACAATCTGATCACCAAGC 280

Ai07B22869 Araip.B07 22869 p2 (CT)18 36 105487304 105487339 GCTCCTGCTTGGTTGTCTTC CTACTGGTAAGACGCCGAGG 194

Ai07B22874 Araip.B07 22874 c (TA)14tttaaatttggattaata(T)10aatttctgaaattaattttggtgtcttcta(T)24aatttttag(T)16135 105504177 105504311 GCTCCTTTCGTTTTCTTTTTCTT TTGGTGACTTGAGGCAGAAG 261

Ai07B22876 Araip.B07 22876 p2 (TC)7 14 105514464 105514477 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 269

Ai07B22877 Araip.B07 22877 p5 (AAAAT)5 25 105515173 105515197 GAAAAACACAAAGCTTGCGA TTCACTTGACACCTTCACGC 229

Ai07B22880 Araip.B07 22880 p2 (AT)6 12 105531502 105531513 AACATCTGCCAGCTCATCCT CACAATGCTTACTTGATGCCA 126

Ai07B22883 Araip.B07 22883 p2 (AG)7 14 105540530 105540543 GCAACCGGTAAGCAAGAGTC CTTCCGTTGAAGCATTGGAT 232

Ai07B22890 Araip.B07 22890 p3 (ATA)9 27 105565484 105565510 TATATACAGCTAGCGCGGCA CATTATTCACGTGGGTGCAG 265

Ai07B22891 Araip.B07 22891 p2 (TC)6 12 105566049 105566060 AAGCATGGTGAGCTTCTCGT CACAACCATGCACACAAACA 268

Ai07B22892 Araip.B07 22892 p2 (GT)11 22 105569642 105569663 CAAGTCAAAGAGCAGAGGCA ATCTCAGAAATGCCACCAGG 222

Ai07B22895 Araip.B07 22895 p3 (CGC)6 18 105580631 105580648 AAGGAAAGGATGGAGGAGGA CCACTCTCCTCGTTCTACGC 217

Ai07B22897 Araip.B07 22897 p2 (CA)11 22 105586144 105586165 TGCAAGAGTTGGTGAAAGAAGA GTGAGAGTGAACTCGGAGGG 182

Ai07B22899 Araip.B07 22899 p5 (AAGAT)5 25 105621506 105621530 CAGCCCAAGCCTACAGAGAG TGTGCTGCTGATCCTTTGTC 257

Ai07B22906 Araip.B07 22906 p2 (AG)6 12 105654095 105654106 CCTCGAATTGCATTCACAAA TTTCTGGGCTGTTTTTGACC 272

Ai07B22908 Araip.B07 22908 p2 (AG)7 14 105661491 105661504 CCTCGAATTGCATTCACAAA TTTCTGGGCTGTTTCTGACC 275

Ai07B22911 Araip.B07 22911 p3 (AAG)6 18 105680374 105680391 CAACACCAACATAATCATGCAA GCTGCCCTGTTCTGTTCTCT 256

Ai07B22914 Araip.B07 22914 p2 (CT)8 16 105732651 105732666 AGCCAATTGGGCAACATAAG AATGCATCCATTCAAAGAGGA 253

Ai07B22916 Araip.B07 22916 c (A)11cagttg(A)20 37 105738190 105738226 TGCTGGAGCTTAGGCTGATT TCAATAAAATGGCGTGTTTCA 122

Ai07B22917 Araip.B07 22917 p3 (CTC)6 18 105740911 105740928 GGCAAAGAAAAACGCTCAAG ATGTTCTTTCGGACAAACGC 276

Ai07B22921 Araip.B07 22921 c (T)10caattggatctctagacgttaaa(T)1144 105766224 105766267 ATATGGGCTGGGCCTTAATC TCTAACTTGGGGGCAAAATG 252

Ai07B22923 Araip.B07 22923 p2 (AT)10 20 105772086 105772105 TCACGGTAAAACTACAACGACC CGACTTTTCTTTCACTGCCA 271
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Ai07B22927 Araip.B07 22927 p2 (AT)7 14 105780289 105780302 GGATGGGGTGTAAAACCTGA TGGTTTGCCCACCTCTTTAC 224

Ai07B22929 Araip.B07 22929 c (TA)11attttacatatattaattaatagatacacaatatataaaattaatatttttta(AT)687 105791712 105791798 ATGAGCTGATGAGCCGAGTT AGCTCACGGACTGGCTTAAA 243

Ai07B22933 Araip.B07 22933 p2 (AG)10 20 105801285 105801304 ATGCATCAATTGCATCATGG ATTGGAACTCCAAAGGCTTG 171

Ai07B22934 Araip.B07 22934 p4 (AGTT)5 20 105803379 105803398 CCAGCTGGAATTAGTTGGTTAG TTGCATCGCTAAAACTCCCT 207

Ai07B22935 Araip.B07 22935 p3 (ATT)5 15 105803678 105803692 TCTTGGGGTCCTCCTTTTCT ATGGGAAATGCTGACCTTCA 174

Ai07B22936 Araip.B07 22936 c (AT)7actctcttcattttcattcaatacatggttgtctatgacggatgttaccaccaataatgtaaaccaaacaaataaccaaaatg(A)10107 105803805 105803911 CCATAGGAGTGAAGGTCAGCA TCTGCCTTGGTTGAATTTCC 220

Ai07B22937 Araip.B07 22937 p3 (CAA)5 15 105805897 105805911 TGTGCCTCCATCTATTTCCA TATCATATTGCCGACCCCAC 270

Ai07B22945 Araip.B07 22945 p3 (AAG)6 18 105821691 105821708 TGCTGGAGGAGGTAAGGATG CCCAGATTGGTCCCTCCTAT 214

Ai07B22949 Araip.B07 22949 c (A)10g(A)10 21 105843329 105843349 GAAGATGGCGGAGACAAGAG TCTTGCTGAATCCTCCGAGT 192

Ai07B22950 Araip.B07 22950 p3 (TCA)5 15 105852006 105852020 GAACCTCCCCAATTCACAGA CTCACCATCGTGCACTCACT 206

Ai07B22952 Araip.B07 22952 p2 (AT)8 16 105856634 105856649 GTTCCTTTGATTCTGGGAGC GATGGCCAAGCAAGTTCATT 234

Ai07B22954 Araip.B07 22954 p3 (GGT)5 15 105858646 105858660 CCATTTCCTCCATCCTACCA ATCCCCATCGTTAATGCAAC 199

Ai07B22955 Araip.B07 22955 c (A)10caaaggtaataattaaaccaaactaaatatactaaaacaaatattcagtctattatttgtgtg(T)1487 105862083 105862169 CATTGCCATCAGAGCAAGAG TTGGACCAAAGAAAATTTACGAA 280

Ai07B22960 Araip.B07 22960 p2 (AT)6 12 105878167 105878178 GCCGGTTCGTTCTAGTTCTG AAATTTATCTGTTTCGATCGAGTG 249

Ai07B22964 Araip.B07 22964 c (AT)9ctgtaaggggaaaaaataaataacgaaataaaaagagaatgaaaatatttagagtagccacctgtgatggtgatgatgagtctaatgaggc(GGT)5124 105895995 105896118 CATTGCCTCCATCCTACCAT TCTCCATCCCCATCATCAAT 209

Ai07B22966 Araip.B07 22966 p3 (TTA)5 15 105900940 105900954 CGAAGCTGCGGGAGATTAT CGATATCGCGTTTTGATCTTT 256

Ai07B22970 Araip.B07 22970 p3 (TGA)5 15 105927533 105927547 AAAGGAGGAGAGACTTCCCG CATCCATCACACCAACCAAA 215

Ai07B22971 Araip.B07 22971 p3 (TGG)6 18 105927693 105927710 TTTGGTTGGTGTGATGGATG TTTTTGCTCCAAAATGGTCC 255

Ai07B22973 Araip.B07 22973 p2 (GA)7 14 105934144 105934157 TGCTTGTCCTCAAGCAAAGA CAGAAGCACAAACTGGGTCA 235

Ai07B22975 Araip.B07 22975 c (A)10taaacagaaaaatcaaaataaaattaactggataacaccaaacttaatttcaggaattaaaaaaaatattaatactaaaatta(TTAT)5113 105939916 105940028 TGCAGAGAAGTCCCTGTGAA TTTTCTTTTCATTTTCGTTTACGTT 263

Ai07B22976 Araip.B07 22976 p3 (AAT)5 15 105940159 105940173 TCATTTGTAAACGAAAAGGAAAAA GCTGTTGTCGGGATTTGACT 225

Ai07B22977 Araip.B07 22977 c (T)10attaataatatttttttttcgcaagctttgtgtttttcactg(T)1062 105942301 105942362 TTATTCTCTTGGGCCCTCCT TTGTTGGCTCTTGAAAGAATGA 242

Ai07B22978 Araip.B07 22978 p2 (GA)8 16 105942994 105943009 TGCTTGTCCTCAAGCAAAGA CAGAAGCACAAACTGGGTCA 237

Ai07B22980 Araip.B07 22980 p3 (AAT)5 15 105966753 105966767 TGGGTAACACCAAACTTAATTTCA TGGGATCGACCCTTACTCAC 280

Ai07B22981 Araip.B07 22981 p3 (AAG)7 21 105973330 105973350 GCCTTTGTCTTTCCTTTCCC ACACACATCCCTCCATCTCC 181

Ai07B22982 Araip.B07 22982 p2 (AG)6 12 105975917 105975928 GAAGGAGATGAGGGAGAAGGA CTTCTTATCTTTTCAAAATTTGTTTCA 253

Ai07B22984 Araip.B07 22984 c (T)10cgaaaacaaaggagaaattttttgaaagatttttgaaaaaa(T)1061 105977219 105977279 CCTACAGCCAGTCAGGCTTC TTTGGACAACTGACGGTTCA 227

Ai07B22986 Araip.B07 22986 p2 (CA)6 12 105980250 105980261 CCAACTGGTGGTTATGCCTT TTGATTGCTTGCGGATGTTA 264

Ai07B22987 Araip.B07 22987 p2 (AG)12 24 105980417 105980440 CCAACTGGTGGTTATGCCTT TTGATTGCTTGCGGATGTTA 264

Ai07B22988 Araip.B07 22988 p3 (CTT)6 18 105983367 105983384 CTGTGAAAGGGATGGGTTTG GTGATCAGTCTCTGGGGAGG 118

Ai07B22994 Araip.B07 22994 c (T)10aatttttttaatatttttatttttattattaaaaatttaccaaatacaatataaaat(A)1077 105992410 105992486 GTGATTACGGGGTTGTTTGG CATCTGCCGCAAATTTAACA 212

Ai07B22995 Araip.B07 22995 c (A)10ctcgtgatagagttcttagtcaaaagaaacaagtggcataactcctaaaacagagttatggta(T)1083 105993124 105993206 AAATTTTGGGGGAAAACTGG TTCAACATTCCTGTATCGGG 276

Ai07B22997 Araip.B07 22997 p2 (TA)6 12 105994506 105994517 ATTTTTGCATTTGGTTTGCC TGGCATCGATCTCATCCATA 113

Ai07B23001 Araip.B07 23001 p3 (TTC)5 15 106008507 106008521 CTCTCTTCTTCCCCTTGGCT TGCCATTGATGGTTATGGAA 160
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Ai07B23003 Araip.B07 23003 p2 (TA)7 14 106014194 106014207 TAGGAGAACCTAGCCCACGA TTTTGAAGGGTTAGAATTGAGTAAA 214

Ai07B23008 Araip.B07 23008 c (GAA)7ggtgaaggggacaatggaggaaaagacgttgtactagaaaccaaagtgataggaaaaagaag(AGAA)5103 106034760 106034862 AAGAAGCAGAGGAGAAGGGG ATCAAACCTTGTAGGCTGCG 246

Ai07B23010 Araip.B07 23010 p3 (TGA)6 18 106038448 106038465 GGTCACCTTGTAGGCAGCAT TGAAGAAGTCGGCACAACAG 210

Ai07B23011 Araip.B07 23011 p2 (TA)8 16 106049945 106049960 CCTAGATGCCAGCTTAGGGA AGAACTTGAACCGAATTTTTCA 161

Ai07B23012 Araip.B07 23012 p2 (TA)7 14 106055490 106055503 CAAATGCACTCACCAATGGA CAACTCAATTTAATAAGGAAAAGGGA 265

Ai07B23013 Araip.B07 23013 p3 (AAT)6 18 106055693 106055710 TTTCCTTATTAAATTGAGTTGATTGA TGGTAGGTATCTATAAGCAGGTATGTG 280

Ai07B23017 Araip.B07 23017 p2 (TA)16 32 106059809 106059840 TTTGTAGGCAACCTTGACCC TGCCGCTTGACTATTTCCTT 150

Ai07B23018 Araip.B07 23018 p4 (TTAT)6 24 106063957 106063980 GATTTCCTCCGATAGCCACA AAAAAGATGTCGCCCATCAC 192

Ai07B23027 Araip.B07 23027 p2 (CT)6 12 106117407 106117418 TTGATTTTCAAATTTGTTTCAACT TCGAAAATAGTTTTTGAAAAGGG 202

Ai07B23028 Araip.B07 23028 p3 (TTC)5 15 106120145 106120159 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai07B23032 Araip.B07 23032 c (TTC)5atctattctttcttctcttgctcgagggcgagcaatattctaagtttggtgtggtaaaagcatagc(T)1091 106177960 106178050 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 215

Ai07B23034 Araip.B07 23034 p2 (AT)13 26 106190271 106190296 CCTTCACGAATATGAACCGAA GCGGAGCTACAGGAGCATAG 242

Ai07B23042 Araip.B07 23042 c (T)10attccatgtgcattgcttatattttgcattggggaaatctttttgtatccccctttaatttaaatgctgaaaaataactc(T)10100 106263143 106263242 GGGTCAAGTGAGCTAATAAGTGAA TGCTCATGAGAAAATCAAAGTGA 280

Ai07B23044 Araip.B07 23044 p3 (TTG)5 15 106270809 106270823 GGAAGCCAAAAGCCTTCTCT TATGTCAGGGACAAGGGGAG 220

Ai07B23045 Araip.B07 23045 p4 (TTAT)5 20 106274979 106274998 TGATCTTTTATTAATTTAACATTGGGG GAAAACTGTGGGAACTTGGG 249

Ai07B23051 Araip.B07 23051 c (A)11ttggtgtaggaatccaattaaaag(A)1045 106293925 106293969 TATTTGGGTCCCTGCATCAT CCAGGGGAGAACATCACAAT 273

Ai07B23053 Araip.B07 23053 p2 (AG)10 20 106295763 106295782 GGTCCAAACCCAAGGCTTAT ACATTCCAACTGGGAGCAAG 262

Ai07B23054 Araip.B07 23054 p3 (ATC)9 27 106296177 106296203 GTGTTTCCGCTTGCAATTTT TTCTTTTCCTGCAACCCATC 269

Ai07B23058 Araip.B07 23058 c (AT)6agtaatgtgaagccaaaaagtatggattttatttagtttacatttttcaacctagctagctcgctttttagtttgattatgactccg(A)10109 106323956 106324064 ATTCATGCATGTGTTGCTGC CGTACACTTAGTGAAATGAACATTCG 233

Ai07B23059 Araip.B07 23059 c (T)10gccacctttaaaaaccatgataatcctctatggtcgaagtttttagccgtgacctg(A)1076 106325591 106325666 CTTTGCCCTCTGGTTTTCAG CGAGTTATACACCGGCCAAT 213

Ai07B23062 Araip.B07 23062 p2 (GT)8 16 106361942 106361957 TGAAAGTGCAATAACTACAAAATCG TGACTGGAGGATGGAAGGAG 202

Ai07B23064 Araip.B07 23064 c (GA)6gg(GA)7 28 106382945 106382972 AGTGGAAGACTTGGAGCGTG TTGTGCAATTACAGGAATGAAGA 177

Ai07B23065 Araip.B07 23065 p3 (AGT)5 15 106383741 106383755 CACCCACCATTCTTGGACTC TTCTTGGATGTGGCTGTTCA 183

Ai07B23066 Araip.B07 23066 p3 (TAC)6 18 106384172 106384189 CGTCGAATTCTCAACACACG TGGTGATGGTGATGAGTGGT 199

Ai07B23070 Araip.B07 23070 c (A)12tatatatatatttatatatatttttttaaaag(A)11g(A)1268 106408099 106408166 TGTGGGAAAAAGTGGGTTTG GATGTCACCGGTTCCTTGAT 237

Ai07B23072 Araip.B07 23072 c (A)12cagagaaaaag(A)1033 106412234 106412266 GGGAAGTTGGGTTTGGAAAT TACTTTGGGGCATTTTGTCC 209

Ai07B23074 Araip.B07 23074 p2 (TC)15 30 106451681 106451710 AGGCCTCATGTTTATGCACT TCGATCTTATCCTAATTGTCATGG 245

Ai07B23076 Araip.B07 23076 p2 (TA)9 18 106454638 106454655 CAGTCTAGGGTGGCTTTTGC AAATGCGCGAGTTTAAGCAT 223

Ai07B23077 Araip.B07 23077 p2 (TA)9 18 106457359 106457376 CAGTCTAGGGTGGCTTTTGC AAATGCGCGAGTTTAAGCAT 223

Ai07B23083 Araip.B07 23083 p3 (AAT)5 15 106492002 106492016 TTCGTCTGCCATCTCCTCTT CCGAACCCCTTCTCTCTCTT 278

Ai07B23091 Araip.B07 23091 p2 (AT)8 16 106538603 106538618 GGGAACAAAATTACCCCGAT TTTCAAGGTTGTAATGGGGC 229

Ai07B23093 Araip.B07 23093 p2 (GA)6 12 106563005 106563016 GGTTGGCGCGAACTACTAGA TCGTGTGTGTTGAGGGAGAG 212

Ai07B23097 Araip.B07 23097 p3 (CTT)5 15 106574966 106574980 CCAACATGAACCCCATCTTC GGCTCGAAGTCCCTACTGTG 163

Ai07B23099 Araip.B07 23099 p3 (TTC)5 15 106579414 106579428 GCCTTCCATCTTGACTTTGG GATCGGTCTCGGTCAAAGAG 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23100 Araip.B07 23100 p3 (ATA)13 39 106580595 106580633 TCGGCTAAGAAGACTAGGGTC AAATGTGTCAACAGTCATCCAAA 267

Ai07B23103 Araip.B07 23103 p2 (AT)6 12 106599220 106599231 TTCGCTTCCTAAACAGGCTC AAGCTCCTTTGGGTGCAGTA 253

Ai07B23104 Araip.B07 23104 p2 (AG)16 32 106600049 106600080 TGAGCTGCTTCTGCAAATTC GTCAGCGTAATTTGGCCATT 190

Ai07B23105 Araip.B07 23105 c (T)15gaagaatattagtga(T)1040 106603534 106603573 TGCTTTTGCATGTTACGGTC CTCAGACCAAAGCGAACACA 229

Ai07B23106 Araip.B07 23106 p5 (AAAAT)5 25 106613216 106613240 TTGATGGAAACCAACGTAACAG CAAACCGATTTTGGTTTTGTT 236

Ai07B23109 Araip.B07 23109 p3 (GTA)7 21 106618414 106618434 CTGCTCCTGCAACACATCAT CTCCAACAACAACAACGACG 165

Ai07B23110 Araip.B07 23110 p3 (CCA)6 18 106626087 106626104 AAGCTCCTCTTGGTGGAACA TGGTGAGTTCCTCCTTTTGG 227

Ai07B23111 Araip.B07 23111 p3 (AGA)22 66 106627193 106627258 ATGGTTAAACCCAGCACAGC CCTAGCTGCTGATGGAGGAG 142

Ai07B23112 Araip.B07 23112 p2 (AT)6 12 106627889 106627900 TGCCCCATGGGTAAATTAAA TGGGCAACACGTGTCTACAT 114

Ai07B23114 Araip.B07 23114 p3 (TAT)5 15 106631216 106631230 CACCACAAAATACGGCAAAA CGGACAACGAAGAACAGCTA 278

Ai07B23115 Araip.B07 23115 p2 (AT)9 18 106631697 106631714 AGCTATTCGAATGCACGCTT TTTTCCCTCGCCTTTATCTTT 277

Ai07B23118 Araip.B07 23118 p2 (AT)9 18 106644000 106644017 AGGCACGGACCTACATTGAA TCGACCTTGTTTTTATCCTGC 261

Ai07B23124 Araip.B07 23124 p2 (TA)6 12 106662737 106662748 GCCCGGAGTGTTGATTTGTA AGATTCGCGAGGACAGCTAA 204

Ai07B23127 Araip.B07 23127 p2 (AG)7 14 106686502 106686515 GCCAAATGGACTTGGAACAC GCTCGAGATATGGCCAAAAG 196

Ai07B23134 Araip.B07 23134 p3 (AAG)7 21 106726575 106726595 TTACAATGGCCAGCAATGAA CAAAGGAGTTGGGTTTGGAA 198

Ai07B23141 Araip.B07 23141 p2 (AC)8 16 106750579 106750594 CCCACAACCTCTGAATTTCG TCGTTTAGCAGCCTTGTGTG 198

Ai07B23144 Araip.B07 23144 p3 (CCA)5 15 106753146 106753160 ATTCCCATTCTTCCCCAAAA TTCTGCTCCTGCTTCTGGTT 213

Ai07B23148 Araip.B07 23148 p3 (TCC)7 21 106759939 106759959 TGGTGAACCGAAATCACAAA CGAGTGCAAATTTGAAAGAAGA 146

Ai07B23149 Araip.B07 23149 c (AGA)5acaagaaagaaaacgcgagtagaggagaacggtgaagcctataacgcg(AGA)578 106760393 106760470 TCCAAATCGCACTCATTCAA GAGAGTGAAAATATGCGCCC 280

Ai07B23150 Araip.B07 23150 p2 (AT)7 14 106760771 106760784 CGCGCCCCTTAATTTATTTT ATAAGAGACTCGAACCCGCA 271

Ai07B23155 Araip.B07 23155 p3 (TCA)5 15 106765430 106765444 TGTTTCATTCTCGTTTTGGTG GAAACTTGAGAAGGTAAAGCAAGAA 190

Ai07B23164 Araip.B07 23164 c (TAA)6atcaaaataatactgtttattcattggtg(T)1057 106803899 106803955 CCCACTATAATTGAACTTCACTCG TTTTCAACTAATGTTATCCAGAAAAA 255

Ai07B23165 Araip.B07 23165 c (A)11gttcaattatttcttcaaccgtagctattaaatataaaaattataatttgttgcttcagataaataaaagttagaatataaaattatatttccgttt(A)13121 106805834 106805954 GGGACAAAAGGTCAGGGAC TTGAGTCACACAAAGTCACAAAG 279

Ai07B23170 Araip.B07 23170 p3 (ATT)13 39 106836207 106836245 GGGCAACAAGCACAAAAACT AGGGGTGTGTTCGTAGAAGC 190

Ai07B23173 Araip.B07 23173 c (T)12ctttgtgttctgttttatgctttttaatataatctcataatttaactctttag(T)1580 106839436 106839515 GAGGTAGCGATGGTGCTTCT CGCCAGGTATTAAACCTCCA 265

Ai07B23175 Araip.B07 23175 c (A)13ttcctctttcc(A)1236 106844991 106845026 AGCGGATTACGTGAACCAAC AGCTGGGTTAGCACTTAGCAG 270

Ai07B23180 Araip.B07 23180 c (TC)7acacactcactaccacggaaccctagccctc(CT)657 106854049 106854105 GCGGGTAAAGCCTAGCCTAC ACCTAGCGACGCGAGTAGAA 265

Ai07B23181 Araip.B07 23181 c (GA)6ggagggctagggttccgtggtagtga(GT)8(GA)1380 106854457 106854536 GCGAGGAGAAGGGATCTAGG ATGACCGATCCGATTCTCAG 271

Ai07B23189 Araip.B07 23189 p3 (CTC)6 18 106880415 106880432 AGATGGCAAAAACAAATGCC ACCAGAAGCGCCAGATTCTA 244

Ai07B23192 Araip.B07 23192 p3 (CTC)10 30 106888528 106888557 TGCAGCTCAGATAAACATCACA ATTGCATTCCATTCAATTCG 274

Ai07B23195 Araip.B07 23195 c (TCA)7tctttcttctcggaagcagaagcgtcgttctcatcacctgcatctgtggt(TTC)689 106892612 106892700 ATTAGGAAGAGCAACGCGAA CGCATTCACAGAGCCTACAA 237

Ai07B23199 Araip.B07 23199 p2 (AG)6 12 106902091 106902102 CGAATATAGCGATTGCCGAT CCTCCCTCCCTGAATCATTT 240

Ai07B23200 Araip.B07 23200 p2 (CT)7 14 106914893 106914906 CATGCCTTCCCCACCTAAT CGAACAAAACACACGTCACC 232

Ai07B23201 Araip.B07 23201 p2 (CT)7 14 106917744 106917757 GGAACATTAAACCTGGAACTCAA ATCACTGGGAGCGATTTTTG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23205 Araip.B07 23205 p2 (CT)6 12 106925581 106925592 GGAACATTAAACCTGGAACTCAA GGCCCGGAACACACATATTA 224

Ai07B23208 Araip.B07 23208 p2 (CT)7 14 106932370 106932383 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGATGGGAGAGGGAGAATTT 230

Ai07B23209 Araip.B07 23209 p3 (TTA)5 15 106932703 106932717 TCGAAAATTCTCCCTCTCCC CTTGTCCTTGCTCTTGCTCA 234

Ai07B23211 Araip.B07 23211 p5 (AAAAG)5 25 106956125 106956149 TCCTTAACAGACTCACAAGCAAA TTTCTTCTCCCTTCTTCCCTC 271

Ai07B23212 Araip.B07 23212 p2 (CT)6 12 106968451 106968462 GGAACATTGAACCTGTGATTGA TTTTTGACCCAGTTTTTGGC 255

Ai07B23213 Araip.B07 23213 p4 (ATAA)5 20 106972967 106972986 CAAGTATGGGGAACTGTGGG TCACCCCATATGCATTGATCT 277

Ai07B23214 Araip.B07 23214 p2 (GT)7 14 106973130 106973143 TCAATGCATATGGGGTGAAA CGAGGTTGTAATGGGGCTAA 211

Ai07B23215 Araip.B07 23215 p2 (AG)6 12 106974325 106974336 GCTGAGGACGATTTTTGAGC GAAACATGAACCTGGAATGGA 222

Ai07B23218 Araip.B07 23218 p2 (AT)7 14 106991706 106991719 ACGCATCATACACCTGGTCA TGTACGAAACCCCTAGGTGAG 223

Ai07B23219 Araip.B07 23219 p3 (CAT)17 51 106992488 106992538 GAGTGCCCTGTCACCTTCTC TATTGTGGGGAAGGTGGTTC 280

Ai07B23220 Araip.B07 23220 p2 (AC)6 12 106997919 106997930 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 227

Ai07B23222 Araip.B07 23222 p3 (AGA)5 15 107020382 107020396 CCCTCTCCTCATGCTTATTCA CAGCAAAGACCTTCCAGGTT 280

Ai07B23225 Araip.B07 23225 p6 (TCACCA)6 36 107029918 107029953 CTTCTCCTTCTGCTGCTGCT CGTGTTGGTGCAGATATTGG 259

Ai07B23226 Araip.B07 23226 p3 (CTT)7 21 107030168 107030188 CCAATATCTGCACCAACACG AGCCACCACTGGAGATGAAG 108

Ai07B23227 Araip.B07 23227 p2 (TA)7 14 107031087 107031100 AATGGATTTCCTAGCAAGCCT TCCATATATCACACACAAAATCCA 212

Ai07B23228 Araip.B07 23228 p2 (TA)7 14 107036523 107036536 AATGGATTTCCTAGCAAGCCT TCCATATATCACACACAAAATCCA 212

Ai07B23229 Araip.B07 23229 p3 (TAC)6 18 107040661 107040678 GCAGTGCAAAGCACTCCTATC TGCTGATAGTCCGAGGAAAGA 225

Ai07B23230 Araip.B07 23230 p3 (TTG)5 15 107041691 107041705 ACGCTAGTGCTTGGCATTTT CATGGAGGGTTCCACATCTT 158

Ai07B23231 Araip.B07 23231 p2 (AT)8 16 107046184 107046199 ACGCTCTTCAAAAGTGCCAT ACGGTCAACCAAAAGTCACC 177

Ai07B23232 Araip.B07 23232 p3 (ATT)8 24 107046629 107046652 AAGCCAAAATGGATAGGCTG CGATGGGGCAAAAGAGTTTA 251

Ai07B23233 Araip.B07 23233 p2 (AT)15 30 107047476 107047505 ATTGGGTTACTGCCGATTGA TCTCCTCAAAGAAGGAGGCA 237

Ai07B23238 Araip.B07 23238 p3 (TGC)5 15 107058846 107058860 AAATTGTCGAAGGTTGGTGC TCATCCTCCAACTCGTCCTC 233

Ai07B23239 Araip.B07 23239 p4 (CGCT)6 24 107059566 107059589 ATGAGAGAGTGGGCTAGGCA CCAATCATTGTGGGCTTCTT 270

Ai07B23244 Araip.B07 23244 p3 (TTG)5 15 107081773 107081787 TCCAAGCCATGTCATTATCG GCTAGGTAAGGAGTGCACCG 225

Ai07B23247 Araip.B07 23247 p2 (GA)6 12 107096093 107096104 GGTTGGGCATGAAGTCTGA GCCAAATCTCAATCCTCCAA 259

Ai07B23248 Araip.B07 23248 c (T)12ctccaaaaactaaacggtccgatttggaaaaaggggc(T)1059 107096343 107096401 TTGGAGGATTGAGATTTGGC TGGTGAACAGTTGAAACCGA 148

Ai07B23249 Araip.B07 23249 p3 (TTA)5 15 107099146 107099160 TTTGGTGTAAACCCGTTGGT TCGATATCGCGTTTCAATTTT 189

Ai07B23251 Araip.B07 23251 p2 (AT)11 22 107121438 107121459 TAACGCGTTCAGAAAAGTGG CCCTGCCTTTAGAGGCTTTT 215

Ai07B23255 Araip.B07 23255 p2 (CT)9 18 107131448 107131465 TCCAATGGAATTTTCCCTGA GAACTCCCTTTGAACCTCCC 228

Ai07B23259 Araip.B07 23259 p3 (GCA)6 18 107137722 107137739 TTTTGTCAAGAACCAAGCCC CTGTTGGGGTTCACTTTGGT 204

Ai07B23260 Araip.B07 23260 p3 (GAT)5 15 107139612 107139626 GTGGTTCCGTTTCGTGAGTT CACGGCAGAACCAGAAAAAT 132

Ai07B23262 Araip.B07 23262 p2 (AC)7 14 107141570 107141583 CACCACACCTGCCAAGTAAA CTTTGTGCAAGTTTTGCAGG 242

Ai07B23263 Araip.B07 23263 p2 (AC)7 14 107143902 107143915 CACCACACCTGCCAAGTAAA CTTTGTGCAAGTTTTGCAGG 242

Ai07B23270 Araip.B07 23270 p3 (AAC)14 42 107194798 107194839 CTGGATTCGTCACTGATTGTG CCACCACCATTGTTTCCTCT 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23271 Araip.B07 23271 p2 (AT)7 14 107195287 107195300 CATTTTCTGCAACAACCCAA TTGTTCCCTTAATGGCTTCG 258

Ai07B23272 Araip.B07 23272 p2 (GA)6 12 107213671 107213682 GCAGCTTTCGGGTAGCTATG AGATGCATGCAACAGATTCG 206

Ai07B23275 Araip.B07 23275 p3 (AAG)7 21 107235633 107235653 GCAAAAGTGCAGAACCCAAT GAGTCACTGGCTCACTGCTG 258

Ai07B23280 Araip.B07 23280 p3 (TCT)5 15 107252098 107252112 GGGATTTTCCTTGTCTTGTGG ATCAGCTTGCATTTTGGGTC 240

Ai07B23285 Araip.B07 23285 p3 (ACG)5 15 107257941 107257955 AAGAAGACGACCACCACCAC CCCCTCACCTCGTTACTTCA 224

Ai07B23288 Araip.B07 23288 p2 (CT)7 14 107259615 107259628 GCAGCAAACAGAGAGGGAGT GGCATTGACGGTGAGAAAAT 280

Ai07B23289 Araip.B07 23289 p3 (GGT)5 15 107259984 107259998 CGGGTAATTGGTGGGAGTAA GGTCCAAAAAGATTTGGGATT 191

Ai07B23290 Araip.B07 23290 p2 (CT)6 12 107260357 107260368 AATCCTGGGTTCGATTTGTG ACAGTTGTGACGGCATTCAA 147

Ai07B23293 Araip.B07 23293 p2 (AG)20 40 107271027 107271066 AGCTCATAGCGACGGTGACT TCCGTCACTGTTCACAGCTC 142

Ai07B23296 Araip.B07 23296 p2 (AT)8 16 107276041 107276056 TTAGCACCAATCACCACCAA GGTTTGAGTTGCTGTGCGTA 185

Ai07B23299 Araip.B07 23299 p2 (AT)35 70 107289970 107290039 GGAACGAACTGCTCTGATACC ACCCGTTTTTCAAAGCTCCT 214

Ai07B23300 Araip.B07 23300 p2 (TA)6 12 107290377 107290388 CTCAGCCTACAAAGCCAAGG TTGTTTTCAGATGCAGGTCG 262

Ai07B23305 Araip.B07 23305 c (GT)6cggggaaagagaaagaaacaaagaaag(A)1150 107306187 107306236 AAGTTGCCATTTCACACCGT TTCCCAAAGACATGAGTCCC 268

Ai07B23309 Araip.B07 23309 c (A)17tctaatttcatttaattttggataatgtttaaaaacaaaagtatgac(A)1074 107337072 107337145 ACGATTACACTGCCCTTTGG TAACGGTTATGGTCTGCCGT 218

Ai07B23317 Araip.B07 23317 p3 (CAC)5 15 107363561 107363575 ACCATCTCACTTCACTGCCC TTGGGTGTTTCATGATAGAGGTT 133

Ai07B23318 Araip.B07 23318 c (TG)7(AG)8 30 107363994 107364023 AAAGAATTTGGTGTGACGGC TTGACAAAATGACTCCAAAGGA 257

Ai07B23320 Araip.B07 23320 c (A)10gcaatgcttttaccacaccaaacttagaatgttgctcaccctcgagcaaaagaagaaagaat(AGA)690 107369604 107369693 ACCCTTGATGGAAGCTTTTG ACCCACCCACTCAAATTCAA 280

Ai07B23324 Araip.B07 23324 c (A)13gaaaaatggcaaaaaaaagagaaagaaaaag(A)10g(A)1065 107391424 107391488 AATGCTTGAACAGTGCATTTG ACCCTTGCCTTTTTGGTTTT 260

Ai07B23325 Araip.B07 23325 p2 (CA)7 14 107399236 107399249 CCAACACACTCGCTGAAAGA GAGAGCGCTTCCCTGAGATA 175

Ai07B23326 Araip.B07 23326 p3 (ATA)6 18 107401360 107401377 TTGGTGTTAAGCTGCACCAG TCTGTTTGACGAACCGGACT 181

Ai07B23330 Araip.B07 23330 p4 (TTTA)7 28 107434344 107434371 CCATGATGGAGAAAGGGAGA TTCCTCTCTCCTCAATTTTTCG 137

Ai07B23333 Araip.B07 23333 p2 (AT)13 26 107468715 107468740 TCCCAAGTTGAATCCTTGGT TGGGGAATTTTTGTATCCCC 248

Ai07B23334 Araip.B07 23334 p4 (GTTA)5 20 107473221 107473240 CCACCACCACCATTTACCAT TTGGCATGCACAATCATTAAG 265

Ai07B23335 Araip.B07 23335 p2 (AT)13 26 107474618 107474643 CTAAGCTTTACCTCGCGCTG GGCTTAAACTCCACGAGCTG 274

Ai07B23337 Araip.B07 23337 p2 (CT)6 12 107506833 107506844 TCTTACCCTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 275

Ai07B23338 Araip.B07 23338 p2 (CT)6 12 107507075 107507086 AACATCTCTCCCTCACCCAC TCAGCTTCAACAAGAATGCC 194

Ai07B23339 Araip.B07 23339 p2 (AG)6 12 107511603 107511614 TGCCTTTTTCTCTGTCCCTG TGCTAACATCTCCCCCTCAC 184

Ai07B23340 Araip.B07 23340 p2 (AG)8 16 107511844 107511859 TTTTGAAAAAGGGGGAAGAT TTTCAAAAACCAATTTCAATCA 230

Ai07B23341 Araip.B07 23341 p5 (TTCTT)6 30 107517384 107517413 TTCTCTGCTCTTCTGTCGCA AATCTCATGATCCCCACTTCA 225

Ai07B23342 Araip.B07 23342 p2 (AT)10 20 107518481 107518500 TCAATTCGGTCATGAGGTGA ACGAACTCGTGCCATCTCTT 243

Ai07B23345 Araip.B07 23345 p2 (TA)11 22 107521844 107521865 TGACATTCTCTTGCTCACGG GGAACAAAAGAAAAGAAAAAGGAA 195

Ai07B23346 Araip.B07 23346 p2 (AC)6 12 107523412 107523423 AACCCTGAAAAACCCTACCC CTCCTGGCCCTTTTCTCTCT 116

Ai07B23350 Araip.B07 23350 p2 (AC)6 12 107551150 107551161 GCCATTTTTCTTCCGGATCT TTTTGCATGAGGACAAATGTT 274

Ai07B23351 Araip.B07 23351 p2 (CT)6 12 107551942 107551953 TGTCAAATATGAATAACATGAAAATGA AACCAATGGTGGTGGGAAT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23354 Araip.B07 23354 p2 (AT)7 14 107562490 107562503 CTGACTTCAAACCCTCCCAA GGACTAGGTGCATCAGGGTC 221

Ai07B23355 Araip.B07 23355 p3 (TTA)14 42 107562713 107562754 TGAGGGAGTATTTGCATTGG AGCTTGTTATGTAATTGGTTTCCT 270

Ai07B23360 Araip.B07 23360 p2 (GA)8 16 107571231 107571246 TAGTGACGACGACTCCAACG ATACGCCGACAGTAAATCCG 261

Ai07B23371 Araip.B07 23371 p2 (GT)9 18 107642361 107642378 CCCAAATGGCCTTACCTTTT AGCATGTACCCAATTCCCAA 257

Ai07B23372 Araip.B07 23372 p3 (GAA)5 15 107655807 107655821 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 184

Ai07B23376 Araip.B07 23376 p2 (AG)6 12 107669415 107669426 TGAGGATGGCAGAGATGTGA TTGTTTCTTCTCTTTTTCAAAACTACC 279

Ai07B23380 Araip.B07 23380 c (T)11cta(T)10 24 107735919 107735942 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 234

Ai07B23381 Araip.B07 23381 p3 (ATA)5 15 107738709 107738723 CAGCTTGCATTCCATTCAGA AAGAACAGGAACGAGGACGA 253

Ai07B23386 Araip.B07 23386 p3 (TCT)5 15 107757230 107757244 CCCCCTCTTTTTCTCTGTGTT TCTCCAGAGGGTTGTGCTTT 236

Ai07B23387 Araip.B07 23387 p2 (TA)6 12 107769225 107769236 CAATGTTTGCATCGTCAACC GTTGTATCGGGTCAAAACCG 178

Ai07B23390 Araip.B07 23390 c (A)10gatgataatagttaaccaaaaaagaataaaagttaaccaaaaaagaaagg(A)1171 107777447 107777517 TTGGTGTGGATCTCATGGAC CCAAATTTTTGGATTCATCTCTG 268

Ai07B23395 Araip.B07 23395 p3 (TTG)5 15 107786275 107786289 CGTAGCGATTTGTAGCCCTC AAACCAGAAGCAGCAGAAGC 242

Ai07B23396 Araip.B07 23396 c (AT)6a(AT)7 27 107789248 107789274 GCCATGCAATGCAATCTAAT CCAGTGAGGGTTCAATAGCTC 280

Ai07B23401 Araip.B07 23401 p2 (TA)6 12 107799653 107799664 TGGATCTTACATCCTACCCACC GCCACATGAAAATCTTGGGA 168

Ai07B23402 Araip.B07 23402 p2 (TC)20 40 107804578 107804617 TGAACTTAGCATTGGGGTGA TGGGTTGATGAGAATGTGTTG 218

Ai07B23404 Araip.B07 23404 c (A)10gaaggc(A)1026 107813109 107813134 TGAAGCAAGAAAAAGCAGTGAA TTTAGCTGCTTAGGCCAGGA 215

Ai07B23406 Araip.B07 23406 p2 (AT)11 22 107820345 107820366 CCGTGCTCACTCACTCACTC CGGACAGGCCTTATCTCGT 279

Ai07B23409 Araip.B07 23409 p2 (CT)7 14 107825443 107825456 TTGATTTTCAAATTTGTTTCAACT GATGAGGGAGAAGGATTTTCG 260

Ai07B23410 Araip.B07 23410 p3 (TAT)5 15 107825775 107825789 TCGAAAATCCTTCTCCCTCA TTCTTGTCCTTGCTCCTGCT 229

Ai07B23411 Araip.B07 23411 p3 (TTC)5 15 107827375 107827389 CCCTTTCTTTCCCTTCTTGG CGGTCTTAGGTGCCATCAAT 174

Ai07B23412 Araip.B07 23412 p2 (AT)7 14 107848001 107848014 TTGCACATTTTTCACTTTTGG GGGTTGTGTGTTCTTTGGCT 256

Ai07B23414 Araip.B07 23414 p3 (AGA)6 18 107850408 107850425 ACATAAATGCCACAGCCACA AACCACATCTCCCTCTCCCT 275

Ai07B23415 Araip.B07 23415 p3 (AAT)5 15 107851472 107851486 TTATTTTCGGCTGCCATCTC AGGGATCCCCTTACTGTGGT 227

Ai07B23416 Araip.B07 23416 p2 (AG)8 16 107851813 107851828 GAGTAAGATGAGGGAGGGGAA TCCTATCTTTTCAAAATTTGTTTCA 280

Ai07B23419 Araip.B07 23419 c (GT)8aaataagataaggacaagatg(TA)649 107887273 107887321 CAACTCGAAATCATTACCCACC CTAGCCGGCCTAAACTTCG 233

Ai07B23420 Araip.B07 23420 p4 (TAGA)5 20 107893886 107893905 TCAAGGCATGTTTAGCTTTTGA TCTTGCATGACCCAAAATCA 249

Ai07B23421 Araip.B07 23421 p2 (TA)8 16 107894578 107894593 ATGACCGGTCCAGTTTTCAG TCAGATTTCACAAGTGCAAAAG 131

Ai07B23423 Araip.B07 23423 p2 (TC)7 14 107902079 107902092 TGGTCATAGCCCATGGAAAT GTGTTTGGTAGGGGCTCAAG 258

Ai07B23425 Araip.B07 23425 p2 (GT)7 14 107911563 107911576 GGCGGTGGTCATTCTAATTG TTAGTCGCGAACTTGGATCA 128

Ai07B23430 Araip.B07 23430 c (T)10cttc(T)12ctc(T)1140 107946783 107946822 TTGGGATAATTTTGTCCCTTT AGAAACTGTGGGAACTTGGG 243

Ai07B23432 Araip.B07 23432 p5 (AAGAT)5 25 107964884 107964908 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai07B23434 Araip.B07 23434 p3 (AAC)5 15 107985994 107986008 CAGCAACAAATTGAAACAATAGC TGTTGCTGTTGCTGGATAAA 156

Ai07B23437 Araip.B07 23437 c (A)10tttaaaataaaaatgttttcaaaaaata(T)1048 107993221 107993268 TCGAGTTTGGACAACTGACG GAAGACCAGTCCCAAAGCAG 258

Ai07B23438 Araip.B07 23438 c* (TAT)5(T)10* 24 107994902 107994925 CCCCTTCCTTTCTTCCACTC TTCTTGTCCTTGCTCCTGCT 124
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Ai07B23439 Araip.B07 23439 p3 (TTC)5 15 107997786 107997800 TTCTTGGCCGAAACATAACC GCTTTTGTCTTCCCTTTCCC 197

Ai07B23441 Araip.B07 23441 p2 (AC)11 22 108002400 108002421 AGCGCAATGCTCACATACAG GGCCTTACCTTCACAGGTTG 139

Ai07B23442 Araip.B07 23442 p2 (AT)6 12 108002611 108002622 GCTCCAGACTCAACCTGTGA GGATTTTTCTGCAAGCGAAG 195

Ai07B23447 Araip.B07 23447 p3 (GTG)5 15 108040751 108040765 TCGCGGTTAGGAGAAGAAAA CTCTGCTCAAGTCCTCCGAC 265

Ai07B23450 Araip.B07 23450 p2 (TA)10 20 108053597 108053616 GGTTTAGGTTTCGCGCATT TGCCATAATCATAAATCCTCCA 272

Ai07B23453 Araip.B07 23453 p3 (ACC)5 15 108073172 108073186 TGAGGCAGCTAGACCCTCAT ATGGTGGCCTATGTCTCTGG 251

Ai07B23457 Araip.B07 23457 p2 (TC)6 12 108097129 108097140 GAGGAAGGGGTTTAGCCAAC GGATGGGAGGGAAATGAAAT 255

Ai07B23458 Araip.B07 23458 p2 (AT)8 16 108105791 108105806 GGCACTTCTGGGTGACAAAT CCACACCATTAGGCTCAAAA 274

Ai07B23459 Araip.B07 23459 p2 (TA)10 20 108134390 108134409 CCCATCTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 277

Ai07B23462 Araip.B07 23462 p2 (TG)6 12 108144651 108144662 CTCGAATGGTGATAGGGCAT TCGGGGTGCATGGTTATATT 244

Ai07B23466 Araip.B07 23466 p3 (TAT)5 15 108149140 108149154 CGGACCCAATTAAAAAGAAAAA TTTCACAAAAATTCCAAATTGC 196

Ai07B23467 Araip.B07 23467 p3 (TAT)5 15 108149314 108149328 AAAGCAATTTGGAATTTTTGTGA TCTTAATTACCTTCAACCCATTTCA 255

Ai07B23468 Araip.B07 23468 c (TCC)7ttctcctcctttttcttca(T)1050 108149526 108149575 GCTCCGCTATACATTCAAACAA AGGAGGAGATGGTTGTGGTG 152

Ai07B23469 Araip.B07 23469 c (AGG)5aagaggaagaagtgttgttggtgacgacagtaacgaaattgaaaaata(AAG)578 108150021 108150098 GACAATGACGATAACGATGATGA TTTTTCCCCTTCTCCCCTT 186

Ai07B23473 Araip.B07 23473 p2 (TA)8 16 108164257 108164272 CTTTCTCGCCTTCTTCCCTT GGGACCCAATTGAAAAGAAA 233

Ai07B23476 Araip.B07 23476 p3 (TAA)15 45 108180724 108180768 TACACCATCCACCCACCTCT AGCTTTGGTGTCAAGTTCTAGG 224

Ai07B23477 Araip.B07 23477 c (T)11nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngcaagtcc(A)1169 108182752 108182820 GTAAGAGGGTTGGGTTGGGT GCTTTCACTTTAACTGGGCCT 183

Ai07B23481 Araip.B07 23481 p2 (AG)6 12 108199230 108199241 GCCAATTGGACAACATAAGTCA TTTTTGACCTAGTTTGCGGC 280

Ai07B23483 Araip.B07 23483 p2 (AG)6 12 108205196 108205207 AGCCAATTGGGCAACATAAG CGGCCCAGAAAACACAGAT 265

Ai07B23485 Araip.B07 23485 p2 (CA)14 28 108214336 108214363 GCGAGATGAAAATGGGAAAA GGATGGAGTATGGACAGCGT 246

Ai07B23490 Araip.B07 23490 p2 (TA)6 12 108231700 108231711 TGGCGTCGACATAACTGCTA GGAAAAATTGCAGAAGGTGC 224

Ai07B23498 Araip.B07 23498 c (TA)7(T)13 27 108260646 108260672 CTTTGGTGCATTTTGTCCCT TTGATTTTGGGAGAGTTGGG 241

Ai07B23499 Araip.B07 23499 c (TA)7(T)13ctacatttttttcttttgtttttctc(T)1063 108261516 108261578 CTTTGGTGCATTTTGTCCCT TGTGGGAAAGTTGGGAACAT 253

Ai07B23501 Araip.B07 23501 p2 (AT)6 12 108263352 108263363 TCCCAAAAGACAACCCAAAA TTTCAGATGCAGGACGTGAG 211

Ai07B23502 Araip.B07 23502 p4 (TAAC)5 20 108265609 108265628 CAAGCAGCAATAAACAGCAAA ACCCTGCCTTGTTTCATCAC 241

Ai07B23503 Araip.B07 23503 p2 (TC)6 12 108291344 108291355 GGCCCAGATCCAAGTACAGA TCAATTCAAATGTTGGAATAAACAA 245

Ai07B23505 Araip.B07 23505 p2 (CT)6 12 108297594 108297605 TGTTTGTTTCTTATCTTTTTCAAAACT CGAATTTGGTGAGTGATGTGA 280

Ai07B23508 Araip.B07 23508 p3 (CTT)5 15 108311748 108311762 TGTCTTCTGCAGTGTCTGGG GGAATCCCCTCTCAACCATT 244

Ai07B23510 Araip.B07 23510 p2 (GT)9 18 108321884 108321901 TCGAAACTCGCATCACACTC CTTGCTCTGCAATGTGGTGT 243

Ai07B23512 Araip.B07 23512 p3 (CAC)5 15 108329042 108329056 CCCTAACACTCCTCCACTGC AGCCGATACCTTTGTGGTTG 243

Ai07B23514 Araip.B07 23514 p2 (AT)6 12 108332102 108332113 TCGAATTACTCCCTAGCACACA TCATGAGCTATTAAAAATGGACAAA 269

Ai07B23516 Araip.B07 23516 p3 (GTT)6 18 108337615 108337632 TCATCTTGGTTGGAAGAGGG GGGTGGCAAGATAACTCCAA 257

Ai07B23517 Araip.B07 23517 p2 (TA)10 20 108346432 108346451 GTGATTCTGGCCCAACAAAT TGATCAAATGCTTAAGCCCC 244

Ai07B23521 Araip.B07 23521 p2 (TA)12 24 108360145 108360168 GCACCTCGCTGAGTGTACTG ATCAAAGGTGGTGAGACGCT 280
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Ai07B23526 Araip.B07 23526 p2 (AT)10 20 108371337 108371356 ATTAACAGCAGGGGCACAAA TTTCGGAAACCAACTATGCAC 208

Ai07B23534 Araip.B07 23534 p2 (TA)7 14 108391533 108391546 TTGGCCATTGGTAAGTGTGA AAAATGTTTCCTATGTTGGGGA 246

Ai07B23536 Araip.B07 23536 p3 (CTC)5 15 108397298 108397312 GCGCTCCTTTACCGTTATGA AAGGAGGAGAAACACGACGA 178

Ai07B23540 Araip.B07 23540 p3 (ATT)6 18 108408770 108408787 TCAACGGAATTTGTAGTTTCTCTTT ACCGGGCACTCCTACGTAAC 279

Ai07B23543 Araip.B07 23543 c (A)10gaaaagaaaagaaaaaaatgtatatagaaaaagaaag(A)1057 108419339 108419395 TTCAAGTGTGGGAACCTTGG GGGCATTTTGTCCCCTTTAT 275

Ai07B23545 Araip.B07 23545 p2 (AT)8 16 108426548 108426563 TAGGGCTACTGGGGGTTTCT CCAAGGAGTTGGCAAACCTA 212

Ai07B23548 Araip.B07 23548 p3 (AGA)7 21 108429257 108429277 ACAATTCAGCACGGTGAGTG GACGTTGCTTGTAGCTGCTG 241

Ai07B23551 Araip.B07 23551 p2 (AT)25 50 108439659 108439708 CCCTAAACCATAAACCCTAAACC AGTTCAGGGAACCAGAAGCA 238

Ai07B23553 Araip.B07 23553 c (CT)8ttctctctctc(TG)10(TC)6tttctctatatgtc(TG)7(TC)9105 108447783 108447887 AGGATAGACCGTGGGTGTTG AGAGGGAGGAAGGGAAATGA 267

Ai07B23554 Araip.B07 23554 p2 (TA)10 20 108450844 108450863 CGATCCGATCTGCACATTT CTGCAGATCCGCACAATAAT 280

Ai07B23555 Araip.B07 23555 p2 (TA)9 18 108467942 108467959 ACTTACAAATAGATGGATGCTAACTTT CAACGGACGGAACAACTTCT 280

Ai07B23556 Araip.B07 23556 c (TCT)7tttccataccgtcgcaccaccgcaccaccgtcctgccgcaccgtatcgcaccgcatcaccg(CTT)597 108469639 108469735 ACCACCGCACAAACATCTTC CCCCTCTCTTCATGGTCATC 277

Ai07B23557 Araip.B07 23557 p3 (TGA)6 18 108469856 108469873 GCATCACCGCTTCTTCTTCT CAACCAACACCAACACCAAG 253

Ai07B23558 Araip.B07 23558 p3 (TGG)7 21 108469987 108470007 CTTGGTGTTGGTGTTGGTTG TCGAAATCAAAATCGTTCCC 274

Ai07B23564 Araip.B07 23564 p2 (TC)7 14 108482011 108482024 CCCTCACCACCATTACCATC GGGAGGGGAAGAATGAGAAG 151

Ai07B23566 Araip.B07 23566 p2 (GA)7 14 108485708 108485721 ACAGAATCAGAAATTGCGCC TTTTCCCTTCTCACCACCAC 259

Ai07B23567 Araip.B07 23567 c (AGA)5tggaggttggggaaatggggtgcgcgactgcgcagtgtgcatcgcgtgctagggttatccctatttttgaatcg(GC)6101 108485959 108486059 GGATTTATGGTGAACGGTGG GCGTAGGACCCACGTTTTT 208

Ai07B23569 Araip.B07 23569 p3 (ACT)5 15 108491384 108491398 GACATTGTCATTGCTGGTGG TTCACACAATTAGTGGTCAATTCAT 279

Ai07B23571 Araip.B07 23571 p2 (TA)6 12 108493185 108493196 CAACCGATTTTCGACCAGTT AGAAATGGCGAGTGAGCAAT 262

Ai07B23572 Araip.B07 23572 c (T)10ctcctcttccttcttcttcttgttctttcttctcctcttttctttttcc(T)1069 108494845 108494913 TCAATTTCATCTTCTTTCTTCCTTT TGTTTCTTTTTCATTTACTTTTCCG 153

Ai07B23574 Araip.B07 23574 p3 (TGG)6 18 108498987 108499004 GTGAGGGGAAAGAGAAAGGG CAGAATCGAAATCGTCCCTC 204

Ai07B23576 Araip.B07 23576 c (ACA)16at(AAC)565 108499720 108499784 GCTTGACAAACTCACGAGCC ACCCCACCTAGTGGGACAAG 277

Ai07B23579 Araip.B07 23579 p2 (CT)6 12 108507817 108507828 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 280

Ai07B23580 Araip.B07 23580 p3 (TAT)5 15 108508154 108508168 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCA 203

Ai07B23581 Araip.B07 23581 c (CT)6cattttcgaaaatatctcccttcttttttc(A)1254 108514964 108515017 TGTTTCTTAACTTTTTCAAAACCTCC GCTTGACAGTGGGCTCTCAT 274

Ai07B23584 Araip.B07 23584 p3 (CTC)5 15 108521092 108521106 ACACGCCATTGTTTCCAAGT TACCGACCCCAAATAATCCA 259

Ai07B23586 Araip.B07 23586 p2 (AT)9 18 108528580 108528597 CCGCTGGAAACAAAGAAGTC ACAGCTCTAACCCCAAAACG 214

Ai07B23595 Araip.B07 23595 p2 (TA)6 12 108578872 108578883 TCGCATTTTGTACTTTGGCTT AAATGTTGTGATTGGGAAACG 218

Ai07B23598 Araip.B07 23598 c (A)10gaacaatcagccgtctcgttcattgttttaatcttcaaattcc(A)1669 108588117 108588185 GGTTGTGTGTCCCCAAAGAT TGTGCATAATCCAAGGAACAA 264

Ai07B23599 Araip.B07 23599 p4 (AAAT)5 20 108590432 108590451 AGAGGAACCCTTATCCCCAA CCGAACGGTTGTGTTTTTCT 259

Ai07B23603 Araip.B07 23603 p2 (AT)6 12 108603200 108603211 AGCAGCAATTTGCCTATAAACT TGGAGCGTCAATACCTACCA 174

Ai07B23611 Araip.B07 23611 c (ATC)6gtcatcatcatcataaaaactcataactcataactcagaactcagaaaaataagaaaac(CAT)592 108645146 108645237 AAGTTGAAGCAGAAGCCGAA GAGGAAGAATTTTAGTTCTGAATTTTG 242

Ai07B23613 Araip.B07 23613 c (ATC)6gtcatcatcatcataaaaactcataactcataactcagaactcagaaaaataagaaaac(CAT)695 108646491 108646585 GCAGAAGAACAACAACAATGGA GAAGATGAATTTGGGAATTTCTG 253

Ai07B23616 Araip.B07 23616 p2 (TA)19 38 108665489 108665526 TCGCATTTTGTACTTTGGCTT TTGTGATTGGGAAACGTCAA 240
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Ai07B23619 Araip.B07 23619 p4 (AAAT)5 20 108675149 108675168 CTGCGAGATTGGAAGGCTAT AGCGTAGGTTTGCTCATGCT 236

Ai07B23621 Araip.B07 23621 c (ATC)5gtcgtcatcatcataaaaactcataactcataactcagaactcaaaaaaacaagaatccagaactcagaaaaataagaaaac(CAT)5112 108684741 108684852 ATGAAGCTGAAGCAGAAGCC GAGGAAGAATTTTAGTTCTGAATTTTG 265

Ai07B23624 Araip.B07 23624 p4 (TTAT)5 20 108691555 108691574 CAAAATTCCCACTTTTGCATT TTGGAAATTTGGGTGCCTAC 242

Ai07B23625 Araip.B07 23625 p2 (AT)7 14 108703469 108703482 CTTCGGATTGTGAGCAACTG TTTGCTTTCTCATTTGGTTCC 235

Ai07B23626 Araip.B07 23626 p3 (AAT)5 15 108714810 108714824 TCGAACTTCCACTTTCACCA AGCCCTGAATTGACCATGAC 270

Ai07B23628 Araip.B07 23628 c (TA)8ttctttctc(CTTT)7tatttttcttcccttttttttcccctattttgg(GT)7100 108717635 108717734 AAAGGGTGTAAATCCTCTCGTG TGCTGCTCTGGAGAATTCAA 262

Ai07B23629 Araip.B07 23629 c (T)11ctcctttatagagaaaagtataagaagttttgtccttttccttacaaaaagggggttaaattcaataaatcatgcaaggaatagaccctgtttc(T)13118 108719572 108719689 ATTTAACGATGGTTGGCACC CACAGATCATATGGAAGCATGG 268

Ai07B23633 Araip.B07 23633 p3 (TTC)5 15 108725692 108725706 ACTTGTCACCGTTTCTTGGC AATTCCAAATATGGAGGCCC 260

Ai07B23634 Araip.B07 23634 p3 (AAT)6 18 108728120 108728137 ATAGTTGCATGAAACCGATGT CCATTGGACTGTCCCTCTGT 183

Ai07B23635 Araip.B07 23635 p2 (TA)14 28 108728921 108728948 TTGGTAGTTTGTCCTTGGGG AACAAGAGAGGGCCAAAGGT 151

Ai07B23636 Araip.B07 23636 p2 (CT)6 12 108757838 108757849 GGGACGAGAAATCCTTGACA GGTGAGGTAGGTGGGGTTTT 192

Ai07B23641 Araip.B07 23641 p2 (TA)11 22 108782402 108782423 TTCAGATGTAGGATGCGAGG AGTTCTAGACTCGGCTTGCG 269

Ai07B23642 Araip.B07 23642 c (T)10cttatt(TG)6 28 108784536 108784563 CTCCCTCTCCGCTTCTTTTT TCTCACATCTCTTCTCCTCATAGC 114

Ai07B23645 Araip.B07 23645 p3 (TTC)5 15 108791934 108791948 CTCTTCCAAGTAATTTTGCAGC GCAAATTTGGGTGTAACACGA 272

Ai07B23646 Araip.B07 23646 p3 (GAG)5 15 108792401 108792415 TGATGCTGGAGGAGAAAGAGA ATTTACATTCACGGGCTTCG 160

Ai07B23648 Araip.B07 23648 p2 (GA)6 12 108802878 108802889 GCGGGTGAGAAGGTAGAGTG TCGTCATCTTTCACTCAGCG 230

Ai07B23652 Araip.B07 23652 p2 (AG)6 12 108826877 108826888 ATAGGTGAGGGGTTTTTGGG TAACGCCAGAAAGGGAAGAA 270

Ai07B23654 Araip.B07 23654 p4 (AAAT)6 24 108836145 108836168 TCCAATCAAATCCTTTCAATCA TGATGGAGAAAGGGGGATAA 196

Ai07B23656 Araip.B07 23656 p2 (AT)15 30 108856729 108856758 ACACGCCTAACCAGACCATC CCAAAAGGTAGTTATTGAACCCA 225

Ai07B23657 Araip.B07 23657 p3 (TAA)16 48 108857006 108857053 AAAACTGCAGCTTCAATGGG TGGAATTTGGCTTGCTTTTC 162

Ai07B23662 Araip.B07 23662 p3 (GAA)56 168 108883922 108884089 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTAATCCCCA 264

Ai07B23663 Araip.B07 23663 p3 (AGA)27 81 108884447 108884527 CGTAACATAATGGCTACACGGA TGCAAAGATCTTGTAATGCCC 174

Ai07B23665 Araip.B07 23665 p3 (AGC)6 18 108888120 108888137 GCTGAATCGCTTTCATTTCC AACAGGGAAGCTTTTTCCGT 276

Ai07B23666 Araip.B07 23666 c (A)15gatttgatctaaggaagaaggagcaactcaaaaattcttacctgaaacactttgtccgtattctttagttttattgaataatgtgttctttctc(T)10119 108891563 108891681 TATGCCAACGGAAACATTCA TTACTTGAAACAACTAATACACTTGCT 271

Ai07B23667 Araip.B07 23667 p3 (CCT)7 21 108898335 108898355 CAATGTGGTGGTGGATGGTA GGTCCAACTTCTCGCTTGTC 123

Ai07B23668 Araip.B07 23668 p2 (AT)6 12 108901188 108901199 TCCGTTTTGTGCTTTCCTTC TGCTTTTTCTCCCATCTCAA 235

Ai07B23670 Araip.B07 23670 p2 (AC)6 12 108919851 108919862 CCTTCAGCTGGTGGATCAAT TTGTCTAATTGGGACCTGGC 268

Ai07B23672 Araip.B07 23672 p3 (TTC)5 15 108936912 108936926 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 209

Ai07B23674 Araip.B07 23674 p5 (AAGAT)5 25 108960019 108960043 AAGGGCCCAAATAGAAGGAA CCTGGGTGCTCCAGTGTATT 183

Ai07B23677 Araip.B07 23677 c (T)14cctaaataaaccaaaacgacgtcgtttggcaaatgaatttt(A)1469 108995487 108995555 GGATTTTGGGGGTATAGCGT TGAACCGGATCTCTAATCGG 247

Ai07B23678 Araip.B07 23678 p3 (AGA)6 18 108996272 108996289 TCAAATTCGTCTCCGACCTT CCTCCCTCTTCTTCCTTTCC 267

Ai07B23686 Araip.B07 23686 p3 (GAG)5 15 109028564 109028578 AGTAGCCCGACCTTGGTTCT AGGTTGCTGAGTTGGCATTT 226

Ai07B23687 Araip.B07 23687 p3 (ACT)5 15 109030191 109030205 CTGTGGTTGTACGACAAGGGT GCCCAGTGGTCAAATGTTCT 277

Ai07B23688 Araip.B07 23688 c (TTC)7ctcttcttcttctttttttctttcgtttcttgccttctctttctc(CTT)6gctgcacgttcttcttcctcttcctcttcc(TCT)5129 109034413 109034541 TAAACCTCAAAAACGCGATG CGTGCAAGAAGAAGAAGAACG 212
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Ai07B23689 Araip.B07 23689 p3 (CTT)5 15 109034651 109034665 GCACGTTCTTCTTCCTCTTCC TCTCTTTCTCCCCCTCATCA 242

Ai07B23690 Araip.B07 23690 p3 (GAA)5 15 109035061 109035075 TTTGGGTGAATTCCTATAACCG TCAAAGCGTGCTACTCACCA 177

Ai07B23694 Araip.B07 23694 p2 (AT)8 16 109046630 109046645 CGCAATGCTCAGGAATAAGG TGGCTTTGCAAGCTGAGTTA 121

Ai07B23696 Araip.B07 23696 p3 (AGA)7 21 109059586 109059606 TTAGAATGTTGCTCGCCCTC CCACAGGATCACCTCAGGAT 258

Ai07B23697 Araip.B07 23697 p2 (AG)6 12 109062521 109062532 GGTTCCCTTTAGGTGAGTGGA TTTTGTTTGTTTCTCATCTTTTTCA 258

Ai07B23699 Araip.B07 23699 p2 (TA)18 36 109068769 109068804 TCAGTGAGGGTTCAATAGCTCA ATGGGTTTATCAACCTCCCC 272

Ai07B23700 Araip.B07 23700 p2 (AT)9 18 109072772 109072789 TCCCTCAGGCTCTACAGGAA ATTCCTGAGCATTGCGTTTT 218

Ai07B23701 Araip.B07 23701 p2 (AT)6 12 109073017 109073028 TCAGCCTACGAAGCTAAGGC CCTCCGGTTCTCATTCCATA 226

Ai07B23702 Araip.B07 23702 p2 (AT)41 82 109075080 109075161 TGAAAGCCCTCAACACTGAA AAGGTGAGGATCCTAGAACGC 262

Ai07B23703 Araip.B07 23703 p3 (AGA)5 15 109078949 109078963 TAGAATATTGCTCGCCCTCG TCTCTCTCACCCAATCCCAC 113

Ai07B23706 Araip.B07 23706 p2 (CT)7 14 109088420 109088433 CTCGGGTTCCATGGATTTTA TCCTACGTGTCACCAAACCA 143

Ai07B23713 Araip.B07 23713 p3 (GTA)5 15 109104670 109104684 GCTTCATCTTCCTCTCTGCC AGAAGGTGCCACATCACACA 211

Ai07B23715 Araip.B07 23715 p3 (TAT)7 21 109105285 109105305 GACTCTGTATTAGAGATGCAACAGGA GAAAGCACGCACAACACAAT 276

Ai07B23718 Araip.B07 23718 p2 (AT)9 18 109116790 109116807 CGGGTAACAACGGTCAACAT TGGTAATCGGCCTGTTTTCT 213

Ai07B23719 Araip.B07 23719 p2 (CT)10 20 109129821 109129840 TCACCACTTTTTCGAAATTCCT TCGAACACAGAGAGGGAGAGA 246

Ai07B23721 Araip.B07 23721 p2 (GC)6 12 109137131 109137142 ACAATTTGGCGTACCAGCAT TGTTTGGGAGTGTTGGATGA 194

Ai07B23722 Araip.B07 23722 p2 (TA)6 12 109146738 109146749 ATTCAAAATTTACACGCGCC TCGGCCTCTTTTCTCTTTGA 243

Ai07B23727 Araip.B07 23727 c (TTG)19gctctgctaggtagacaacggagaatctgaacaatgtgaacaacaggctggaaatttggcccaatgaagtt(A)11139 109158941 109159079 TCGTTTGATTCATGTAGCCG TTGGTAGGGTAATTGGGGTG 204

Ai07B23729 Araip.B07 23729 p2 (AG)8 16 109181265 109181280 ACTTGCTCACTCCCCACATT TCCATCAGTTTGAAGGCACA 277

Ai07B23731 Araip.B07 23731 p2 (AT)9 18 109183336 109183353 TAACACCAGCACAAGAGGCA CCCATGTGAATTGTGAAAGC 250

Ai07B23732 Araip.B07 23732 c (AG)6ggcatgcg(GA)632 109196687 109196718 CTTGTCTGGAGCAAGAAGGG GTCATCTCGGTGCTAACGGT 174

Ai07B23733 Araip.B07 23733 c (GA)6ggcgtacgg(GA)633 109200884 109200916 TTTCCTCACCACCATTGACA ACCCTAATTGATGACAGCGG 168

Ai07B23735 Araip.B07 23735 p2 (AG)6 12 109210258 109210269 GGGAAAGAAACAAAAATTGGG TAGACGTGCCATCTTTCCAA 253

Ai07B23736 Araip.B07 23736 p3 (ATT)14 42 109212936 109212977 GCGTCATTTCTGGACCATTT ACTTGGGATTGTTGCCTTTG 228

Ai07B23749 Araip.B07 23749 c (T)16ctctc(T)16ctctc(T)16ctcc(T)2183 109307749 109307831 TTATTCCGTTAGGCCCTCCT TGAAGCAAGAAAAAGCAGCA 267

Ai07B23750 Araip.B07 23750 p3 (AAT)5 15 109308329 109308343 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 262

Ai07B23754 Araip.B07 23754 c (TAT)6aattattattgttgttgttgttcttgttgttcttattatgtaactg(T)1074 109329809 109329882 AAGTTGCACCGACTCGTGAT TCATAATGCAAACGAACCTGA 197

Ai07B23755 Araip.B07 23755 p2 (TA)6 12 109335452 109335463 TCAACAAATTTCAATGACCTGAA GATGATGACCATGATGTTGTTTG 278

Ai07B23758 Araip.B07 23758 p2 (GA)6 12 109340638 109340649 TCATAATTTAGTGTTGCAAAGCC CAAAGCCAAAGGAGAGGTTG 242

Ai07B23762 Araip.B07 23762 p2 (AG)6 12 109366597 109366608 GCAAGGCTATGATGGTGGTT TCACCTACTGCGGCTACCTT 211

Ai07B23763 Araip.B07 23763 p3 (GTG)5 15 109367414 109367428 TGGGTCACCATTGCAGTTTA CATCATCTTTCTCCTCCCCA 139

Ai07B23769 Araip.B07 23769 p2 (TA)6 12 109408982 109408993 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 268

Ai07B23773 Araip.B07 23773 p2 (CT)21 42 109425702 109425743 ATCTAGAGGCGGTTTGGGAT GAAATAAAAAGATAATGAGTTTGGGC 147

Ai07B23774 Araip.B07 23774 p2 (AT)9 18 109426085 109426102 TCGTCCTCGAAAATTAAAGGAAT TTGCTCCTCCAAGCTTTTGT 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23775 Araip.B07 23775 p2 (AT)9 18 109428108 109428125 TGTGGAATCTAAACCAACCCA GGGTACCCAATGACTTTGAA 269

Ai07B23776 Araip.B07 23776 p2 (CT)7 14 109431975 109431988 CTCAACGGAAAGGAAAACCA CGCCCTAGTCGCTATTGAAG 187

Ai07B23779 Araip.B07 23779 p2 (TC)8 16 109436880 109436895 GAACTCCGGCAATGATGACT ACTGATGGTCCACCTTGGAG 270

Ai07B23780 Araip.B07 23780 p2 (GT)10 20 109437256 109437275 AGACAGCTCCCCCTCTCTTC CCCTAAAGAAACCCTAGCCG 160

Ai07B23784 Araip.B07 23784 c (T)10attaaatcttgtgccaaactttaagtttggtgttttcttgttgatttttc(A)1373 109452156 109452228 AACGTGGTGTTTATGTTCATGG TTTGGAGGGAAAACACCAAG 263

Ai07B23785 Araip.B07 23785 p4 (TAAA)7 28 109452594 109452621 CCCTTTTCCCTTAAACATCCA CTGGACTGTTCATTTCCGCT 276

Ai07B23787 Araip.B07 23787 p2 (CT)6 12 109459471 109459482 CCCTTGGCCCAACATAACTA CTCTCCACGGTGAATGTGTG 211

Ai07B23788 Araip.B07 23788 p4 (TTTA)6 24 109469332 109469355 TGGGGTAATTTTGTCCCCTT ACATGGGAACATGGGTTGAT 201

Ai07B23789 Araip.B07 23789 p2 (AT)8 16 109483199 109483214 GTAATGGGGTTAAGGCAAGG AGGGGACACAAAATTACCCC 208

Ai07B23790 Araip.B07 23790 c (TTA)6(T)11 29 109483409 109483437 GGGGTAATTTTGTGTCCCCT GCATGCTCATGTAAAGCCAA 143

Ai07B23792 Araip.B07 23792 p2 (AT)14 28 109493592 109493619 TTGGCTGCGTCACTCTGATA TTTTCCCTCGCCTCTATCTTT 272

Ai07B23793 Araip.B07 23793 p2 (TC)6 12 109496543 109496554 CCTTTGCTCCTCATGCTCTC CGTCACAACGCCTTCAAGTA 245

Ai07B23795 Araip.B07 23795 p2 (AT)7 14 109521825 109521838 TTTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 247

Ai07B23797 Araip.B07 23797 p2 (AC)7 14 109530461 109530474 TTTCAAGGTTGTAATGGGGC GCAAAAGTGGAAATTTTGGG 160

Ai07B23798 Araip.B07 23798 p4 (TATT)5 20 109530615 109530634 GCCTAGCTACCCAAAATTTCC TGCCTACTCATGTGAAACCAG 259

Ai07B23800 Araip.B07 23800 p3 (TTC)5 15 109544637 109544651 TTGCTAACATCTCACCGACG AGGAGAGGTGTAGTGCCACC 240

Ai07B23801 Araip.B07 23801 c* (A)10(AAC)5* 23 109547494 109547516 GCATGAAACCCCAAGAAAAA GGCTAGGGTGAAGGTAAGGA 280

Ai07B23802 Araip.B07 23802 p2 (AT)7 14 109552353 109552366 CAGAAATTGCTTCCACCCAT CTGGTGGCCCACTCTTTTTA 239

Ai07B23803 Araip.B07 23803 p2 (AT)16 32 109560490 109560521 CCGTATTTGTCAAAAGACCGT GAGAACCAGCGAGGACGATA 277

Ai07B23806 Araip.B07 23806 c (T)24cttgtcgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacctgaggcgaccgcaatgacctcatctttggcaagctccttcg(T)11128 109577898 109578025 TAAATGACGCTATCCCGAGG AAAAACCAAGGGAAAAACTGTG 222

Ai07B23809 Araip.B07 23809 c (T)10aagttgtgctgaccctcgttctttaaatgacgttatcccgatgaggacacaaaaaggcgagctgtgatggcctcatcttcggcaggctcctccgg(T)16121 109578575 109578695 TCTTTAAATGACGCCATCCC AAAACGAGGGTCAGCACAAC 257

Ai07B23812 Araip.B07 23812 p3 (CAA)7 21 109603455 109603475 GGGCTGTGAATTGGACTCAT GGTTGACATCCTCCCTCAGA 257

Ai07B23813 Araip.B07 23813 p5 (AAGAT)5 25 109632837 109632861 AACACGACCCAAGTCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai07B23816 Araip.B07 23816 p2 (TA)9 18 109635708 109635725 GCCTTAAGTTTGCAGGTTCG ATCGGTTTATCCCTCAGGCT 264

Ai07B23818 Araip.B07 23818 c (T)10cgaaaacacaggagaaaattttgaaagatttttgaaaa(T)1260 109648560 109648619 GCATATGCAAGTGACACCAAA TCGAGTTTGGACAACTGACG 232

Ai07B23819 Araip.B07 23819 p2 (TC)7 14 109663866 109663879 GCCAGAAAGGGGAGAAAAAC AGAAGGGTTTTTGGGGAAGA 270

Ai07B23825 Araip.B07 23825 p2 (AC)8 16 109693893 109693908 GTGAGCCAAACGGGTTAAAA GGTAGAAATGACGGGCTCAA 264

Ai07B23826 Araip.B07 23826 p2 (TA)7 14 109696778 109696791 GCTTAAACTCCGCAAGCTGT CATGCTGGAAAGCAAAGGTT 229

Ai07B23827 Araip.B07 23827 c (TC)8(TA)8 32 109697117 109697148 GTGAACATTTTGCGCTTTTG AAGCCTTACCTCATGCTGGA 175

Ai07B23832 Araip.B07 23832 p2 (AG)6 12 109726016 109726027 TCCTTAGATGGGAAGCAATGA TGATTTAGATTTAGTTGGGAGGGA 275

Ai07B23833 Araip.B07 23833 p3 (TCC)5 15 109732631 109732645 TCTACACGTGGCCATTCAAA GATTGCACCAGAGTGGGACT 275

Ai07B23836 Araip.B07 23836 p4 (TAAA)6 24 109741529 109741552 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 251

Ai07B23838 Araip.B07 23838 c (T)11cgccta(T)10 27 109749807 109749833 TTTTGCTCTTGCCTCTTGGT GCAACAAAGAACAAAGCTTGC 111

Ai07B23839 Araip.B07 23839 p3 (AGA)6 18 109750411 109750428 CGGTCTTAGGTGCCATCAAT GCCGAAACACATCACCTTCT 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23840 Araip.B07 23840 p2 (AG)9 18 109753355 109753372 TGCCTTTTTCTTTGTGTCTGC CGAAAATTCTCTCTCCCTTTCA 229

Ai07B23846 Araip.B07 23846 p3 (TTC)5 15 109783674 109783688 ACACAACCCTCTCTTCCCCT CTCGGAGGTGGAAACTTTTG 230

Ai07B23847 Araip.B07 23847 p3 (TTA)5 15 109787538 109787552 GCAGGAAAGCAGAGGTTCAG TCGCACAACTAACCAGCAAG 273

Ai07B23848 Araip.B07 23848 p2 (CT)8 16 109791103 109791118 AAAAGGGAAGAAAAGCTGGC ATTGGTGAAGAGGTGATGGG 266

Ai07B23852 Araip.B07 23852 p2 (TC)6 12 109813598 109813609 ATGCGTGCCTGATGCTAAC AGATGATTCGCCTCCCTTTT 276

Ai07B23853 Araip.B07 23853 p2 (CT)6 12 109821333 109821344 GAATGGGCAAGAAGTTAGCG ATAGGTGAGGGGTTTTTGGG 231

Ai07B23855 Araip.B07 23855 p2 (CT)6 12 109857229 109857240 AAAGGAACACTGAACCTGTGA CGTGCAGAAACTGCAGAAAA 234

Ai07B23857 Araip.B07 23857 p2 (CT)6 12 109873277 109873288 TTTGGGAACATTGAACCTGG AATGGGGGAATCAACAACAA 170

Ai07B23858 Araip.B07 23858 p3 (GAA)5 15 109877796 109877810 GCTTACCCACCCTTCTTTCC ATGGTTGCCAACAGCTTCTT 245

Ai07B23860 Araip.B07 23860 p3 (AGA)6 18 109896356 109896373 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 205

Ai07B23863 Araip.B07 23863 p3 (TTC)5 15 109911193 109911207 AGAGAGGGGTCTTCGGACTC TCTCCTCAGTTGGTTGGGTC 253

Ai07B23865 Araip.B07 23865 p2 (AG)18 36 109924202 109924237 TCAGAGGCACAACTAAGCCA TTCGTTGGCACTACAGTTCG 107

Ai07B23872 Araip.B07 23872 p3 (TCC)5 15 109941602 109941616 TTACATAACGCGTGCGTGTC CGATGAATATGAAACATGCGA 131

Ai07B23873 Araip.B07 23873 p3 (GAA)8 24 109941818 109941841 TCCTCCTCCTCCTCCTCTTC TCCTCCTCCTCATCTTCTGC 260

Ai07B23874 Araip.B07 23874 p3 (TTC)6 18 109942030 109942047 AAGCCCACATACACCGAAAA TGCTGCAAAATTACTTGGAAGA 222

Ai07B23876 Araip.B07 23876 c (A)10gatgaatacg(A)1030 109942629 109942658 TGCAGTATTATGTGTTTCTTCTTCTTC TTCTGCCGCTTCTTCTCTTC 168

Ai07B23879 Araip.B07 23879 p2 (TA)6 12 109951548 109951559 TTCAAATGCACTATGCCTGC TCGGGAATCATTTTCTCAAA 127

Ai07B23881 Araip.B07 23881 p2 (TA)6 12 109952407 109952418 CTTTTGAGCCACTGCAGACA GTGGAGAAAAAGAGCGAACG 275

Ai07B23883 Araip.B07 23883 p3 (AAG)5 15 109953762 109953776 AAGAATGATGATGATGAAGATGATG CCTGAAAGAGGATGAACCTACA 280

Ai07B23884 Araip.B07 23884 p3 (TTC)5 15 109953937 109953951 GAAGCAGAAGATGAGGAGAAAAA GCCAGTTGCCAAAGAAGAAA 280

Ai07B23886 Araip.B07 23886 p4 (TCTA)5 20 109957278 109957297 TCATCAAATGCATCAGCCAT GTCTTGGCCCCTCCTAGTTT 274

Ai07B23887 Araip.B07 23887 p3 (TAT)15 45 109957504 109957548 AAACTAGGAGGGGCCAAGAC GGATGTGGAGGAGCATGAAT 222

Ai07B23889 Araip.B07 23889 p3 (AAG)5 15 109959122 109959136 AAGAATGATGATGATGAAGATGATG CCTGAAAGAGGATGAACCTACA 279

Ai07B23890 Araip.B07 23890 c (AGA)5aaaagaaaaagaaggaga(AGG)754 109959528 109959581 TCCTCTTTCAGGTAATTTTGCAG CAAAACTCTTCTTCTTCCCCC 255

Ai07B23891 Araip.B07 23891 p2 (TA)9 18 109960193 109960210 CCTGGCTAAAACTTAAAACCG TGGCAAAGAAATCACGAAGA 265

Ai07B23896 Araip.B07 23896 p2 (AC)9 18 109990882 109990899 GAGCATGTACCCAATTTCCAA CACTTACCCAAATGGCCCTA 260

Ai07B23897 Araip.B07 23897 p2 (GA)10 20 109996440 109996459 CACCATGTAAAAAGGGAAAAGAA CCGCACAGCTCAACCTAAAT 276

Ai07B23900 Araip.B07 23900 p3 (AGA)6 18 110004065 110004082 GTGGGCTCTCTTGTTTGCTC CACACATCCCTCCATCTCCT 264

Ai07B23901 Araip.B07 23901 p4 (TTTA)5 20 110013000 110013019 GTGCAAATCCACATGTACGC CATCAAGCGTTTTCGCCTAT 244

Ai07B23903 Araip.B07 23903 p3 (GAA)5 15 110018283 110018297 AGCTCCTCCCCCTAATGAAA GACATTTTCTCACCCGTTCTC 175

Ai07B23906 Araip.B07 23906 p3 (GAA)5 15 110031057 110031071 AGCTCCTCCCCCTAATGAAA GACATTTTCTCACCCGTTCTC 175

Ai07B23908 Araip.B07 23908 p2 (CT)8 16 110051780 110051795 TGGGTTTCAAAATTTGTTTCA TGAAAAACAGGGAGATATTTTCG 280

Ai07B23910 Araip.B07 23910 p3 (TAT)5 15 110052284 110052298 GTCTCCCCCTTCTCTTCCAC TTATTTTCGGCTGCCATCTC 256

Ai07B23911 Araip.B07 23911 p3 (AAT)5 15 110052477 110052491 TTCGAACAGGCAGAGGAGAT GGGAGTTAGCGTGGTGTGTT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23912 Araip.B07 23912 c (T)10c(T)13 24 110055825 110055848 GAGGACACATAAAGGCGAGC CCTCGGGATAGCGTCATTTA 121

Ai07B23916 Araip.B07 23916 c (T)12acgttgtgctgaccctcgttctttaaatgacactatcccgaggaggacacataaaggcgagccgtaatggcctcatcttcggcaggctcctccggtttc(T)15acgttgtgctgaccctcattctttaaatgacgctatcccgaggagaacacataaaggtgagccgtaatgacctcatcttcggcaggctcctccga(T)10231 110056675 110056905 TCCTCCGGTTTATTTCCAGTT GGTCAGCCCAACGTAAAAAG 280

Ai07B23917 Araip.B07 23917 c (T)14acgttctgctgaccctcgttctttaaatgacgctatcccgaggaggacacataaaggcaagccgtaatggcctcatcttcggcaggctcctccggtttc(T)13126 110057036 110057161 ATGGAGGACACATAAAGGCG AAGAACGAGGGTCAGCAGAA 234

Ai07B23920 Araip.B07 23920 p3 (TCC)5 15 110084782 110084796 GATGTTGTGCTGCTGCAACT TGCTGAATCTTGTTTGGCAG 240

Ai07B23922 Araip.B07 23922 p2 (CT)8 16 110087618 110087633 CTTCTCCTCCATCGCATTCT TTCTGCTTCCCTGGTCTGTT 269

Ai07B23923 Araip.B07 23923 c (AT)6gtgtgtgta(TG)1653 110108458 110108510 TGGGTTTGGAAACATTTGGT TTCACCACTTACTTTGGGGC 274

Ai07B23925 Araip.B07 23925 p2 (TA)7 14 110116130 110116143 TGCACATGGAACAAAATTCAA GGCTAAGGTAAGGGTGAGGG 205

Ai07B23926 Araip.B07 23926 p3 (TAA)8 24 110122043 110122066 CGAAGGAAAGCACAACACAA AGAGATGCAACAGGATTCAACA 269

Ai07B23928 Araip.B07 23928 p3 (TAC)6 18 110123126 110123143 TGAAATGTGGCCAAATCAAT CATCTTCCTCTCTGCCCTTG 220

Ai07B23929 Araip.B07 23929 p2 (AG)19 38 110126853 110126890 CCGATACTGCGTGTGAGAAA GCACCCGGTTTTCAACTTTA 253

Ai07B23931 Araip.B07 23931 p2 (AG)7 14 110134818 110134831 AAGGGTGTTGTGGAAAGGTG AGAAAGGGAGAAAAGCTGGC 206

Ai07B23936 Araip.B07 23936 p2 (TA)10 20 110169965 110169984 GAGTTTCCCAAGAGCTGACAA CCACAAGGGAAGGAACAAGA 247

Ai07B23937 Araip.B07 23937 p3 (GAA)5 15 110182490 110182504 CTGGAACAAGTGGAGGAAGC GCAACTGTCTTGGAAGGAGG 119

Ai07B23940 Araip.B07 23940 p2 (AG)12 24 110191781 110191804 AAGCTTCCTCAGTTTGCGAG GGATGATCTCTCCCTCCTCC 268

Ai07B23942 Araip.B07 23942 p2 (AT)7 14 110199889 110199902 TGATTAAAAGAACCACCACGG CCAGGACCATTGGAATAGGA 217

Ai07B23945 Araip.B07 23945 p5 (TGTTT)5 25 110208803 110208827 GCCTTGCTGGTTGTTCTGTT AGAACTACCGGGGAGGAAGA 175

Ai07B23946 Araip.B07 23946 p2 (TA)6 12 110218547 110218558 GATGCCCCAACAGCTTATGT TCACGATTGCTCATGGTGAT 231

Ai07B23948 Araip.B07 23948 p3 (CAA)7 21 110229785 110229805 AGTTCATTTCTCACCGCCAC GTGCGTACCTTGGGACTTTC 252

Ai07B23950 Araip.B07 23950 p2 (TA)9 18 110235430 110235447 AACTCCGCAGGCTGTGACTA AAGCGGAATTACAAAATGCG 267

Ai07B23952 Araip.B07 23952 c (AC)17at(AC)6 48 110242542 110242589 TCCAGACTCAACCTGGGAAG TTCCGGAAGCAAGGAACTAT 260

Ai07B23953 Araip.B07 23953 p2 (AG)6 12 110245066 110245077 GTACCAGAAATCGCTGAGGG GTTGGGAACATTGAACCTGG 246

Ai07B23957 Araip.B07 23957 p2 (AT)6 12 110259509 110259520 ACAGTCCGAGCTCTCCTTCA AACCCGATATCAGCTTCGTG 257

Ai07B23958 Araip.B07 23958 p3 (ATT)7 21 110260877 110260897 TTGTTTTTATCGGGGGAAGA GCACTGACAAAGTCCCAGGT 229

Ai07B23959 Araip.B07 23959 p3 (ATT)7 21 110261624 110261644 GATGCAGGTCCAGACCCTAA CAAAGCTTTTCTTCATCCGC 233

Ai07B23960 Araip.B07 23960 c (CAT)5ctgcatctgcataaatataatggtactactact(ACA)5(ATA)578 110262181 110262258 ATGAGAGGGGTTTATTGGGG CCATTATATCGCTGCACCCT 277

Ai07B23962 Araip.B07 23962 p2 (AT)7 14 110270873 110270886 GACCTACGAAGCCAAGACCA TTGCTTTCAGATGCAGGTTG 273

Ai07B23963 Araip.B07 23963 p2 (AT)6 12 110275923 110275934 GGGACCCGTATAATCCCTGT CGATGGAGGAAATGTGGACT 182

Ai07B23964 Araip.B07 23964 p2 (TA)9 18 110276602 110276619 ATTTTGCTCCAAAAATGGCA AAATGAGCACAAACTTGAAATTGA 280

Ai07B23969 Araip.B07 23969 p2 (AT)6 12 110310735 110310746 CGCAGATCCGCACAATAATA CCGATCTGATCTGCAAATGT 251

Ai07B23970 Araip.B07 23970 p2 (TC)6 12 110311928 110311939 TTGGAATGGCTGAGAGTTGA GGCTAATCCCTCCATTTTGC 259

Ai07B23972 Araip.B07 23972 p3 (TTG)5 15 110319473 110319487 TAGAAGCCTCCCACATCACC AAGGAAAAGTTGACTAATGTTGGC 197

Ai07B23976 Araip.B07 23976 p2 (TA)8 16 110328189 110328204 AGCTCGACTCACCGAAAGC TTAGCTCGTGAGCTGACTTGA 260

Ai07B23977 Araip.B07 23977 p2 (AT)9 18 110329212 110329229 TCACCTTACTTGCCCTGTGA AGGCAAGTGTTGACGAAACC 260

Ai07B23979 Araip.B07 23979 p2 (TA)6 12 110337891 110337902 GAAGACATTGCTACGGGGAA TGATCCCAAACAAATATACCCA 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B23983 Araip.B07 23983 p3 (ATC)10 30 110356536 110356565 AGGCAAACCCAAGTAAAGCA CTCGGAAATTCTCCCAATGA 227

Ai07B23985 Araip.B07 23985 p4 (CACG)5 20 110363268 110363287 AGAGTATGGGAATGGGGGAC AGGGGTGGCTGTAGAGAGGT 265

Ai07B23986 Araip.B07 23986 c (T)11gtgactaaaaaaataa(T)1239 110363911 110363949 CACCCTACCCCATTGACATC CAAACCCGATTCGATTTGAT 238

Ai07B23987 Araip.B07 23987 c (GAA)10aaga(AGG)858 110364495 110364552 TCTGAGTTCCGAGCAGTTCA AAACATACAAGGGAGTGGCG 174

Ai07B23991 Araip.B07 23991 c (G)15acggagaagagaaaataaatgtttaagtgggggcatgtgccccccacgtgctctccccccttttc(T)1090 110374921 110375010 TGGTTGATGCAAGGAGAAGA CCACGTGGCATGATGTTATT 255

Ai07B23994 Araip.B07 23994 c (TCA)8tctttttcttcttattcatc(T)10cttgttttatcttctcaagtttcttattgttttactcttttaataagaat(A)10114 110413369 110413482 TTTTCGGTGTATGTGTGCTGA TCCTCCTCCAAGTAATTTTGC 253

Ai07B23997 Araip.B07 23997 c (T)10ctata(T)10cgccccc(T)1345 110424804 110424848 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 147

Ai07B23998 Araip.B07 23998 c (T)10aa(T)10cgaaaatttttttttgaaatcaaaaataaaaattaaaaataattagttaattaaaaagaaattttgaaaaagggggaagatattttcgaaaat(AG)7129 110425204 110425332 AGCTTGTAAGATGGGGGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 263

Ai07B24003 Araip.B07 24003 p2 (TA)12 24 110445293 110445316 CACGCTGTTGATAAACCCCT CATTCTTGCCCTATGAAGCC 247

Ai07B24005 Araip.B07 24005 p2 (TA)6 12 110460141 110460152 TTCTGCATTTTGCACTTTGG CCTTGAAAAATGTTGTCAATTATCC 253

Ai07B24006 Araip.B07 24006 p2 (TA)6 12 110461026 110461037 AGGGGACAAAATTACCCCAA TTCAAGGTTGAAATGGGGC 254

Ai07B24009 Araip.B07 24009 p2 (CT)6 12 110473596 110473607 TCAATTTCTTTGGGGAGTGG CATCGACGTGTTTCTCCAAA 233

Ai07B24011 Araip.B07 24011 p2 (AC)6 12 110486414 110486425 GCAGCTGATGCAAAACCTAA TGTTGATGGTGCAAATGTCA 245

Ai07B24016 Araip.B07 24016 p3 (AAT)6 18 110504750 110504767 TGGTTTTAGGAGGAGAATCACG GTTCGGTCTTTCCAGTCCAA 251

Ai07B24017 Araip.B07 24017 p2 (TA)6 12 110504993 110505004 TTGGACTGGAAAGACCGAAC AAATGCGGTAAAATTGAAAAAGA 231

Ai07B24018 Araip.B07 24018 c (T)10ggcaaatattaatttg(T)1339 110505497 110505535 GGTATTGAGAGGTGCCGAGA GAATCAACCATTTAATTTTGCCA 241

Ai07B24023 Araip.B07 24023 p4 (AAAT)5 20 110511431 110511450 CCACCTTCTCTCTCTCCTCAA CCAATGGAGGGTATGCAGAT 252

Ai07B24026 Araip.B07 24026 p2 (AG)6 12 110546631 110546642 TCGAATTTGGTGATGATGTGA TTGTTTGCTTCTTATCTTTTTCAA 280

Ai07B24031 Araip.B07 24031 p3 (CTC)6 18 110565532 110565549 CCATCAAATCCAAAACCACC TGAGAAGTGCACTGGTGGAG 273

Ai07B24034 Araip.B07 24034 p3 (ACA)6 18 110581254 110581271 TCCCATGTCATCGAGTTGTC CGATGTTGGTGTTCCACTTG 194

Ai07B24037 Araip.B07 24037 c (ATAC)7(AT)7 42 110584920 110584961 TGGAGCTGACCTAGACTCGAC AATTTTGTGTGTTTTATGTTGTATTTG 276

Ai07B24042 Araip.B07 24042 c (CT)13(C)19 45 110596783 110596827 AAAGTGCAGGTACACCGAGG GGTACACTGTGATTTGGGGG 267

Ai07B24044 Araip.B07 24044 c (TAT)7(CAT)5 36 110603542 110603577 TTCAACATCCGACATATCCA TGTAAGATGGCGACACCAAA 256

Ai07B24046 Araip.B07 24046 p3 (TAA)20 60 110609806 110609865 CAGAGAATTCGGATTCCACC GCAAAGCTACATTTGCCCTT 205

Ai07B24048 Araip.B07 24048 p2 (AT)6 12 110619391 110619402 TCACTGGCCATCTTAGACCC TGAGCTAGGCTGGTTCGATT 100

Ai07B24049 Araip.B07 24049 p3 (TCT)6 18 110619950 110619967 ATCCCATCCCATCCCATTAT GGGCTTGATCTTCTCTGCAC 174

Ai07B24051 Araip.B07 24051 c (A)10ttgaatgaatgtgatttcggaagcgctgcggtgatttttttgtttttttg(T)1474 110634403 110634476 TCCTTTAAATGAGGCTGAAGAAA ATGCAACTTCCTAAAGGCCA 233

Ai07B24054 Araip.B07 24054 p3 (GAT)5 15 110646119 110646133 AAAGGGTTGGGGGTAGTTTG AAACCCTCCTCACCCTCACT 205

Ai07B24056 Araip.B07 24056 c (GAC)7ttcagaaaccacaaccacagccaccgccaccgccaccgtcctactcc(CTT)892 110657734 110657825 TAGCCAAAAAGTGGCACTCC GGAGTCTCCTCTGCCTCGTA 265

Ai07B24057 Araip.B07 24057 c (AT)6aattttggattaataaaagaaaattataaaattaaatgagagtaataattaccagaacttttcatgtaaaattgattga(T)10101 110664349 110664449 TGACGGCAGGATAACATTGA TGGTTGTGGAAACAAAGGAA 270

Ai07B24061 Araip.B07 24061 p3 (CTT)5 15 110667511 110667525 AAAAACCTGGATCTTGGCCT TACAACCTCCGCACACACAT 209

Ai07B24065 Araip.B07 24065 p5 (TTATC)5 25 110681689 110681713 CCTGGGTGCTCCAGTGTATT GTAGAGGGACACGACCCAAA 181

Ai07B24072 Araip.B07 24072 p3 (ATT)17 51 110739907 110739957 TGCACAAATGAGTAAAACAAAAA GGGGCTGAAAAGGGTAAATA 277

Ai07B24073 Araip.B07 24073 p2 (AG)6 12 110747049 110747060 TTTTGGCCCAGAAAACACAT TGAACGTGGAATTGGAGAAA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24075 Araip.B07 24075 p2 (AG)7 14 110752981 110752994 CTGGGGGCGATTTCTAGACT GATTAAAGGAATATTGAACCTGGAA 252

Ai07B24077 Araip.B07 24077 p3 (TAT)6 18 110815155 110815172 GCCTATATTTTTGTGGCCATT CTTTACCCAGGGCAGGAACT 240

Ai07B24079 Araip.B07 24079 p3 (TTA)5 15 110829709 110829723 GGTGTCCAATCAGTTGTTTCC TCCCAGTGAGATGTTCCACA 187

Ai07B24080 Araip.B07 24080 p2 (AT)12 24 110833329 110833352 TTAGGGTTGTAATGGGGCTG AAAAGTGGGAAAAATTCGGG 174

Ai07B24083 Araip.B07 24083 p2 (TC)8 16 110852030 110852045 CGTTGACGATGAACTCCCTC AAAGAAGTGGCAAAATCCACA 277

Ai07B24084 Araip.B07 24084 c (TTA)5(TTG)11 48 110856569 110856616 TTTCTCTTCTCCTTCGTCGG AGATCACTCCTGTTGGTGGG 204

Ai07B24086 Araip.B07 24086 c (GAA)23(AAG)17120 110897713 110897832 TGGGATTTATCGGAGGCTAA TCCCCAATTTGAGTTCCATC 259

Ai07B24091 Araip.B07 24091 p2 (AT)6 12 110907679 110907690 TTGTATGGATTTGTTTATTGCCA GTGTGCGGCAGAAATTAGGT 149

Ai07B24095 Araip.B07 24095 p2 (AT)6 12 110921616 110921627 GGTTCGGTCCATCTTCGATA TGCATGCGTCTGTTGTTACAC 150

Ai07B24096 Araip.B07 24096 c (A)12tttagactcagtaattttgttaaattttgactagcatgtaatcagc(A)1068 110926455 110926522 GTCCTCCTGAGACGGTCAAC TTTAATAGTGTGAAATTGGTGTGAAA 277

Ai07B24099 Araip.B07 24099 p3 (AGG)5 15 110939320 110939334 TCATAGGGGATCCAAGTTCG TGGGATCGACCCTTACTCAC 182

Ai07B24102 Araip.B07 24102 p4 (ATTT)5 20 110961723 110961742 TCACAGGAGAATGTTTCTTCCA TGCCTTTGATTCATTGCTCA 270

Ai07B24105 Araip.B07 24105 p4 (TAAC)5 20 110977986 110978005 GCATGCAAAACTCAATACCAA ATCATCCACCACCACCATTT 252

Ai07B24106 Araip.B07 24106 p2 (AG)6 12 110978882 110978893 TTGAACCCAAGGATTGAAGG TCAAGATCCAACAATGGTTCA 271

Ai07B24109 Araip.B07 24109 p3 (ATT)7 21 110998298 110998318 ACGCTGGGTGTTGGAAATAC GTGCGACAATAATGGAGCC 157

Ai07B24111 Araip.B07 24111 p3 (TCA)7 21 111015686 111015706 TTTTTCAGCAACAACACCCA TTAGTCGCAGCATGTCCATC 251

Ai07B24114 Araip.B07 24114 p3 (GAT)8 24 111022922 111022945 CATCCAATGAGCAACACCAG CTTCGTCTTCATCCTCGTCC 262

Ai07B24115 Araip.B07 24115 p2 (TA)9 18 111027804 111027821 TTTTGGTCATGTTACTCAATATGC GGCATAAATTCAACCCCCAT 265

Ai07B24116 Araip.B07 24116 p3 (GGC)5 15 111037817 111037831 AACAGAGAGAGCTCGTGGGA CACACAAAAACACCATTCGG 230

Ai07B24117 Araip.B07 24117 c (TC)10tt(TC)8cttcctctccccctc(CT)767 111050743 111050809 TCTATCCCCTCTCTCTCCCC AGACAGGATGGGAGGATGG 134

Ai07B24118 Araip.B07 24118 p2 (TC)7 14 111051023 111051036 CTCTCTCTCCCCCTTCCTTC AGATGGGAGAAAGATGGCAA 278

Ai07B24119 Araip.B07 24119 p2 (TC)10 20 111051189 111051208 CCCTCCCCTTTCTTTCTCTC GCTCACTCTTTATCCGTCGC 271

Ai07B24120 Araip.B07 24120 p2 (GA)9 18 111051375 111051392 GCGACGGATAAAGAGTGAGC CTCTCTCCCACCTCCCTTTC 225

Ai07B24121 Araip.B07 24121 p2 (GA)6 12 111051512 111051523 GCGACGGATAAAGAGTGAGC CTCTCTCCCACCTCCCTTTC 225

Ai07B24123 Araip.B07 24123 p2 (GA)9 18 111052107 111052124 AGTGAACGGAGAGAGGAGGG TCTCTCCCTAGGGGTGTGC 226

Ai07B24127 Araip.B07 24127 p3 (GAA)6 18 111055571 111055588 GTGCCGAAACTGCTTCTTTC AGAGGTGGAGGTTGAGGGAT 198

Ai07B24128 Araip.B07 24128 p3 (GAA)6 18 111055730 111055747 ATCCCTCAACCTCCACCTCT CGAGGTCGCACTCTCCTTAC 182

Ai07B24136 Araip.B07 24136 p2 (CA)7 14 111072810 111072823 ATGCCGAAATGGAATGAAAT AAGTGGGCGAGTGAGAACAG 215

Ai07B24138 Araip.B07 24138 p3 (TAA)6 18 111076421 111076438 CATTGGAACTGAAGCCATCC GCTCAGACAGGAGCACATGA 266

Ai07B24139 Araip.B07 24139 p3 (ATC)5 15 111076562 111076576 CATTGGAACTGAAGCCATCC AAAGCTCAGACAGGAGCACA 269

Ai07B24141 Araip.B07 24141 p5 (TATTT)5 25 111078339 111078363 AAACGGCAAAGAGATTGCAT TGACCAGTGAGAGTCGCATC 189

Ai07B24143 Araip.B07 24143 p2 (AT)11 22 111093451 111093472 GGTTTATCAACCTCCCCACA TTTCCATGTTCCCTGCTTTC 280

Ai07B24152 Araip.B07 24152 p2 (TA)7 14 111131474 111131487 CCAAGCACTGTAGCAGCAGA ACTGGGTGCTGTCTTTGTCC 252

Ai07B24158 Araip.B07 24158 p2 (AT)7 14 111153326 111153339 AAAAATAAAATTAGCTAGGATGACAAA TTCCTCCCAGTTAGTGACGG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24161 Araip.B07 24161 p2 (AT)6 12 111167442 111167453 TAGTTGCCATTTTCGTCTCG TCCAGCCATATAAGAGGTTTGAA 276

Ai07B24164 Araip.B07 24164 p3 (AAC)5 15 111185891 111185905 TCTGCACCCAAGAAAGTGAA AGGGAGACCGTTCGTAGGTT 105

Ai07B24165 Araip.B07 24165 p3 (TAA)5 15 111186854 111186868 CAAACTCAACAATAATAATGACAAAGA CAATGCCCGAATAAGCAATTA 280

Ai07B24169 Araip.B07 24169 p2 (AT)11 22 111190165 111190186 TTGATTCATCTAGCCGACCC AAATTGAGGCTTGCCTTTCC 240

Ai07B24171 Araip.B07 24171 p2 (TA)6 12 111191957 111191968 CTGTAGCAGCGGATGACAAA TGCCGTCTTTGTCCCTTACT 238

Ai07B24172 Araip.B07 24172 p3 (ATA)5 15 111195339 111195353 CGAAAAGCAGGACCTAATGC TTTTCCTTCTCAACTAAGCCG 260

Ai07B24175 Araip.B07 24175 p2 (AC)6 12 111211166 111211177 TTCAATGAACACCCAAAGCA CACTAACCCATCTGGCCAAC 228

Ai07B24178 Araip.B07 24178 p2 (GA)8 16 111220252 111220267 GGAGTGGTCACCATCGAGTT CGCTTACCAAGAAGACAGGG 235

Ai07B24179 Araip.B07 24179 p2 (TA)8 16 111222969 111222984 GACGATGTTCTCACCCCCTA GCGAGGACATTACGACGACT 236

Ai07B24180 Araip.B07 24180 p3 (GTT)7 21 111234798 111234818 TCTGCTTCTCCGGACAGTTT AAGAGGGGAGGCTCTTTCAG 204

Ai07B24184 Araip.B07 24184 p3 (TTC)5 15 111254882 111254896 CCTCTTCCTCCTCTTCCTCC CAAAGGTCATCGAACCGAAC 209

Ai07B24190 Araip.B07 24190 p2 (GA)9 18 111262953 111262970 TGCGCCCTCTCTTGTTCTAT TCGTTCCTCATCAACCAACA 228

Ai07B24200 Araip.B07 24200 p3 (TAT)10 30 111295881 111295910 GCGTTTCTGACCACTTCCTC CCCCAAAGTTCATGCTTGTT 278

Ai07B24202 Araip.B07 24202 p2 (TA)6 12 111300636 111300647 CGGATGGTGACAGAACAGAG AAACGCGTAGGCACAAAGAT 266

Ai07B24205 Araip.B07 24205 p3 (TAT)27 81 111326029 111326109 CCTGTTGATGGAGTTTTGAGTT TTTCTCTCTCTCCCTCACTTTTG 280

Ai07B24208 Araip.B07 24208 p2 (AT)6 12 111333128 111333139 TCGCAATGACCCTGATACAA CCAAATAATAAGTGCTTGATGTGC 205

Ai07B24212 Araip.B07 24212 p2 (TA)8 16 111355887 111355902 CATTCAAGGCTGTGGACAAA TTTGAGGTGGCCTTTACTGG 247

Ai07B24213 Araip.B07 24213 p2 (AT)12 24 111356861 111356884 CGTTAACGGTAGAATGGCGT TCACTGAGCATGCTGGTTTC 279

Ai07B24216 Araip.B07 24216 p3 (AAT)13 39 111364079 111364117 CCTACGTCGTTGACTCCCAT ACCCCCTCATTCTGCTTTTT 251

Ai07B24219 Araip.B07 24219 p3 (CTC)5 15 111375804 111375818 ATTGAATTCGATGACGGCTC GAAGTGACGGTGGAGGGTAA 114

Ai07B24220 Araip.B07 24220 p2 (TC)6 12 111375936 111375947 TGAAAACTTGTCAGCGTTCG AGGGAGAGATCAGAGGAGGC 265

Ai07B24221 Araip.B07 24221 p3 (TAT)5 15 111376496 111376510 TTGAATTTTCTGCCTTGCCT CCTTTGTGACGAAATCAGCA 278

Ai07B24223 Araip.B07 24223 p3 (AGA)6 18 111382390 111382407 CTTCCCTTTCCCTTTTCTGG CACACATCCCTCCATCTCCT 174

Ai07B24224 Araip.B07 24224 p2 (GA)6 12 111384170 111384181 TTTGGGTGGGATGAAGTGTT CTTTTTGTTTTTCTCTTATCTTTTTCA 271

Ai07B24228 Araip.B07 24228 p3 (AAC)6 18 111399841 111399858 CAAATTTTTGGTAGCCTGCAA GGTGAGAGGGAGACCAGAGA 280

Ai07B24229 Araip.B07 24229 p2 (AT)11 22 111405610 111405631 CGAAGCTAAATTCACCGAAGA TGCGTGAAAACCCATTCATA 277

Ai07B24232 Araip.B07 24232 c (ATA)5acggtagtaacaactatatttgttcgttacttaaaataacagtaacattctt(CTA)582 111412651 111412732 CAGCTCATTGTTCACGCTGT TGGCATTTTATCAAAGATCGAA 264

Ai07B24233 Araip.B07 24233 p2 (TG)7 14 111417364 111417377 CCTCTCCATCTCTGCGTTTC ACTCCAACCCCTTTCCTCAC 109

Ai07B24234 Araip.B07 24234 p2 (TA)7 14 111420748 111420761 TGCAGGCACACTCCTCTCTA GGCCACCAAATCCGTTATC 230

Ai07B24238 Araip.B07 24238 c (AC)6attgctgaag(AGA)537 111456680 111456716 GACAAACGGGCTAAAAGCAC GAGCTCTTCACAAGGAACGC 251

Ai07B24241 Araip.B07 24241 c (AC)6attgctgaag(AGA)537 111471651 111471687 AACACTAACGGATTGGACCG AAGAAACGCGTAGCCGTAAA 225

Ai07B24242 Araip.B07 24242 p3 (TCT)5 15 111475082 111475096 ACATCCTCCCAACTCACGTC AGAAACGTGGAGGGAGAAGC 117

Ai07B24244 Araip.B07 24244 p2 (AT)6 12 111476055 111476066 GCGTGAGTTAACAAGGCACA TTGAATTTGAGAGCATGCATAA 178

Ai07B24247 Araip.B07 24247 c (T)12gcgaaaaatcttgtgaaaaaatttaaatcaatgttaaaaacaa(T)1368 111485216 111485283 ATCAACGGCGTCATATCTAAA GCATCTGAATTTCCACCTTATTTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24249 Araip.B07 24249 p2 (TA)6 12 111493070 111493081 GAAAACAGAGTAACCAGAGCAGA GTTCTGGGGAAGCGAAAAAT 225

Ai07B24250 Araip.B07 24250 c (T)10catttctaaaaaaattagccgcaaaagtttatatctttttccatttaactttttagttatgtcaataccaatttaaaattacgactagaaatt(A)10113 111493877 111493989 CATCCTCTGTCTAGCTCGCAT CGCCAAACACTAGCAGACTC 270

Ai07B24255 Araip.B07 24255 p2 (TC)7 14 111519166 111519179 GGAGTGCGTTGATCTTGTGA ACACAAAGGAGCGAGAGCAT 277

Ai07B24256 Araip.B07 24256 p2 (AT)10 20 111521769 111521788 TGGTTTCCAAACAAGCTTTAG TTGAGACAGAACACACAACCAA 195

Ai07B24259 Araip.B07 24259 c (TC)6(T)14 26 111534258 111534283 CTTGGAGGTGGAAGCTTTTG CTGTGGACCTCACAGGATCA 277

Ai07B24260 Araip.B07 24260 c (AG)12ttcggatttttttgtgagtgaggaagagatgttaataattaaataaatagaaggagat(GA)796 111536940 111537035 ATAGGGATCCTTTTTGCCCA TTTCGAAAATTACTAACCTTTTTCA 251

Ai07B24261 Araip.B07 24261 p2 (AG)7 14 111537189 111537202 TTGAAAAAGAGGGAGATATTTTCG TCAATTCTTTCTCAAAACTAATTTCA 245

Ai07B24262 Araip.B07 24262 p2 (AT)10 20 111541659 111541678 GAGCCAAGGTGGAAAAACAA TTCTTTGGCTCGCTCATTTT 271

Ai07B24271 Araip.B07 24271 c (T)10gcctata(T)10 27 111564889 111564915 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 257

Ai07B24273 Araip.B07 24273 p2 (GT)7 14 111585126 111585139 GCTCATCATGCACCAAGGTA TGTGATTCTTTTGGATGAGATTG 249

Ai07B24274 Araip.B07 24274 p2 (TA)9 18 111587272 111587289 ACTAGGGGCCTCGAAAGAAA TGCTTCGCAGGTTGAGTCTA 169

Ai07B24275 Araip.B07 24275 p2 (CT)7 14 111590855 111590868 AACGGCTCGTCAATCAAAAC TCCAAACCAGACCCAAGAAC 188

Ai07B24276 Araip.B07 24276 c (A)10taaataaataaatataggcgaaaaaaaatttag(A)1053 111593148 111593200 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 234

Ai07B24279 Araip.B07 24279 p3 (TCT)7 21 111621606 111621626 TGTGTGGGTCTGTGACCACT ACCATGCATTGACTGCCATA 110

Ai07B24280 Araip.B07 24280 p3 (AAT)6 18 111623519 111623536 AGGAGCAACATAACCCTGGA AGTGCATGGATCACGTCAAA 245

Ai07B24282 Araip.B07 24282 p3 (GAA)9 27 111627615 111627641 TTGGATAGACCAGTGTCCCC AGGCAATGATCCTGTATGCC 201

Ai07B24284 Araip.B07 24284 p4 (TTAT)5 20 111632007 111632026 CAGCTCCACGTATCTGTCCA CACCTGCACTCGCAAAAATA 230

Ai07B24285 Araip.B07 24285 c (T)12gagcaatattataaggatgtttaaaatgaagtacaatcattattcatattttttggtatacaaaagggtgagaggcccaagaaagcac(A)12112 111634169 111634280 TTCACTAAAACATGCATCTTCATTA GGCAGGATAGCAAATTGGAG 276

Ai07B24288 Araip.B07 24288 p2 (AG)20 40 111644769 111644808 AGCAGAAGCGATGGTGAAGT AGATCCCATTCGCACAAAAC 194

Ai07B24290 Araip.B07 24290 p3 (TAT)5 15 111650400 111650414 TGAGGCTTCAAGGTAACTCTTTG TTGCAAGTAGGGAATTGTGTG 263

Ai07B24292 Araip.B07 24292 c (T)13ggtcacggcaggtaacaaatagtcaaatagtatttactattctaag(T)1069 111658866 111658934 TTGAAAAGGGGTGTTCCTTG CGGAACAAAAAGTCAGAGACC 221

Ai07B24293 Araip.B07 24293 p3 (TAG)5 15 111659715 111659729 GCTTCAACTCCTGCTGCTTC GCAAAATCTCTTCGGGTTGA 224

Ai07B24296 Araip.B07 24296 c (TA)6tgtgtgttgttttgtgttcttttgtaatgattcaaaaagtacttgctagattagag(T)1179 111663757 111663835 TGGGATTGATTCCACTTGGT TTCCAAGCTACCAACCTGCT 208

Ai07B24297 Araip.B07 24297 p2 (CT)6 12 111664791 111664802 TTTCGCAAGCAAAAGTACCC GAGGAAGGAGAAAAGTGCGA 215

Ai07B24298 Araip.B07 24298 p3 (TTC)5 15 111664989 111665003 TGGCAGTTCTTCCTTTTGCT TGGGAGGAGATGACGAAAAC 225

Ai07B24299 Araip.B07 24299 p2 (GA)6 12 111665399 111665410 TGAAGAGGATAGTGGATGGGTT CTACCACCGCCTAGCATCAT 119

Ai07B24301 Araip.B07 24301 p3 (CTA)5 15 111672345 111672359 CATTGACACCAACATGCATTC TTGACTGTGCTTCTCCTCCC 277

Ai07B24302 Araip.B07 24302 c (TAA)9c(AAT)9 55 111675710 111675764 CGAACCTGGGAGAGAAATCA CCATCCACACTAATGCTCCA 222

Ai07B24304 Araip.B07 24304 p3 (AAT)15 45 111700562 111700606 GACAGGTAGTTCAAATTAAGACTTTTT GGCTATCATCAGGCCACGTA 181

Ai07B24307 Araip.B07 24307 p2 (TA)8 16 111703439 111703454 TCCGCACTGGAGAGAGTTTT CCTCAAACGTTGGGGATAAA 164

Ai07B24309 Araip.B07 24309 p2 (AT)16 32 111714901 111714932 TGCGGAAGTGTGAAGAAGAA AAGTTTCGCAGGTGGTGACT 175

Ai07B24316 Araip.B07 24316 p2 (TA)6 12 111746935 111746946 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATTTA 273

Ai07B24321 Araip.B07 24321 c (A)12taatttgataaaatcagacatttattctactaacttttttatacaggttttgcagacagaatctctcctaaatgatattactagctac(AAT)7121 111786196 111786316 CGTTTCTAGCTCCACTTGTGTG ACCCACCATTCGATACCACT 278

Ai07B24322 Araip.B07 24322 p2 (GA)7 14 111786491 111786504 GGGTAGGGTTTGCTTTCTCC ATTGGGCTGGGCTATTTCTT 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24323 Araip.B07 24323 c (GAT)5gaagaa(GAG)742 111787429 111787470 TCCCCTTCCCTCTTTCTCTC GACAAAGCCAACCAAAGGAA 243

Ai07B24327 Araip.B07 24327 c (TC)7taact(TC)8 35 111793893 111793927 GCCAGTAAATCCGACGGTAA GTGTAGTGGTGGCAGAAGCA 228

Ai07B24337 Araip.B07 24337 p3 (AAT)17 51 111824387 111824437 CGTGGCAAAAGATCAGTGAA ATCCGACGGTAAATCCAACA 249

Ai07B24340 Araip.B07 24340 p2 (AT)6 12 111831560 111831571 GACGTATCCAAATATGTTTTAAATTG CAAACACTTGTCTCTACTAGCATTTTT 280

Ai07B24342 Araip.B07 24342 c (T)11cccttaaaagaaaacggaccatctgttttcagatttttc(T)1262 111832572 111832633 AAAGAAAACGGACCCTCCAT CCAAAGCAAAATCGGACTGT 205

Ai07B24344 Araip.B07 24344 p5 (AAAAT)5 25 111842176 111842200 CCATGATGGAGAAAAGGAAA TTTGCAATCATAGCTTCTAAATCA 251

Ai07B24346 Araip.B07 24346 p3 (TGC)5 15 111847690 111847704 GCTTCTGGTGTGCTGTTCTG CGTGATAAAGCCACAGATCAAA 205

Ai07B24348 Araip.B07 24348 p2 (TG)6 12 111854770 111854781 ATTTTCCCCCTTCCATTGAC TCCCATTGTCTTCTCCAACA 235

Ai07B24350 Araip.B07 24350 p3 (TTA)29 87 111861508 111861594 TTGGCTATTTGATCAATGATGG TCTTCAGAATATGTCCTTGCCA 218

Ai07B24354 Araip.B07 24354 c (T)10catttcatgtaattgtaatgacataactcaataaggggcttacacc(A)1167 111879716 111879782 TTCTCTCTCCTTTCCCCAAG TTTTGTTTGCACCAAATCCA 257

Ai07B24355 Araip.B07 24355 p2 (TA)6 12 111885259 111885270 ACATACCAGCGAAAAATGCC TGCAAATTGAAAGAATCCACA 266

Ai07B24357 Araip.B07 24357 c (A)12caataaagaagcatgaacaaccttccacagttccacaacacagcagttgagcaatcatcaacaaaatgtgttctcaaaactcaaaatcgg(A)11113 111890550 111890662 GAACAAGCAATTCCACAGCA GCCTTGTTCGCCTCTGTTAG 227

Ai07B24359 Araip.B07 24359 c (T)10gtaaggggttgggttgggg(T)1039 111893569 111893607 TCGAAGTAATTGTCAGGGGC CCACTTTCATTTGATGTGCCT 244

Ai07B24368 Araip.B07 24368 p2 (TA)9 18 111954979 111954996 AATGGGGCTGAGGTAAAGGT GGGAACATGGGTTAATAAGGG 277

Ai07B24370 Araip.B07 24370 p2 (TA)6 12 111961386 111961397 CACAAATTCAGCCCAACAGA GGAGGATACCAAGGCTCTGA 276

Ai07B24372 Araip.B07 24372 p5 (TTATC)6 30 111963912 111963941 GTGGCTCACAAATTCAGCCT TTGTGAAACAATAGGAAAAGCAAA 265

Ai07B24373 Araip.B07 24373 p2 (CT)7 14 111968870 111968883 TCCTTATCTTTTCAAAATTTGTTTCA TTTCTCTTCAGAGTCCTTTCAGG 278

Ai07B24374 Araip.B07 24374 p3 (TTC)6 18 111971648 111971665 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai07B24380 Araip.B07 24380 c (A)11ggcgaaatcaaaggaaaag(A)1040 111993913 111993952 TCCAAACCAACAAAAGCTAAAAA ATCTCAAACGGCAGCTTTCT 101

Ai07B24384 Araip.B07 24384 p3 (ATT)6 18 112000403 112000420 ATGGTGAGCATTTCGACCTT AATGCTTGATGAGGCCATTC 202

Ai07B24385 Araip.B07 24385 p2 (AT)9 18 112002054 112002071 AATTTCACCATTTGCTCTTAATTC AATAGGGCACAAACGCAATC 228

Ai07B24387 Araip.B07 24387 p3 (AAG)5 15 112006077 112006091 GTTCTTGAGTTTGCCGCTTC GCCATGGTGAAAGGAGATGT 180

Ai07B24389 Araip.B07 24389 p2 (AT)8 16 112017837 112017852 TTTAATAGCATACGATTTTCCCA CACGGGTTGTATGTTCGTTG 231

Ai07B24390 Araip.B07 24390 p2 (TA)18 36 112019086 112019121 GGCTTGGCTATATGATTCCTTG ATGGGTTTATCAACCTCCCC 243

Ai07B24393 Araip.B07 24393 p2 (GA)28 56 112027941 112027996 GGTGACAGCAAGGGAGAGAG ATTAATCCGCCGGTAAATCC 205

Ai07B24399 Araip.B07 24399 c (AAT)6(GAT)29 105 112053324 112053428 GGATGAAGGGGATGCACTAT TCCAACCTGGACCTTACAGC 277

Ai07B24400 Araip.B07 24400 p2 (GA)6 12 112060121 112060132 AGACTCAAGGGCTACCCCAC GGTGTTGTCCCGATCTCTGT 258

Ai07B24405 Araip.B07 24405 c (AGCAAT)6ggcaaacaatccagtccatcatagtagaaccaagcatatagctactaagtatcattttatacgaaaagctacattg(A)13125 112080665 112080789 TATGTTGCAGCCGTAAATGC TGCCAGTTGCTCATCTGTGT 262

Ai07B24407 Araip.B07 24407 p2 (TC)10 20 112086230 112086249 CGTCAAAGAAAAGCCTTTGG TTCATCACCGGTGCAATTTA 240

Ai07B24408 Araip.B07 24408 p3 (AAT)5 15 112086391 112086405 TAAATTGCACCGGTGATGAA TGTGTGCGTGAGATGAGTGA 180

Ai07B24409 Araip.B07 24409 p4 (AAAG)7 28 112086657 112086684 TCACTCATCTCACGCACACA TTGGAGAAGGATGACCTTGG 256

Ai07B24410 Araip.B07 24410 c (AGT)5tgaaacaaagtagcatgta(TG)748 112087525 112087572 ATGGCGGTTATCTGTTGAGG CTTCTCAAGTTTCGTTCGCC 251

Ai07B24411 Araip.B07 24411 c (T)10atcgtatcttttaattagccaccacaatgattaaattattgtaaatttaaattttatttaaaaaaaattattaatcaataaattac(TA)8112 112090745 112090856 AGCTTTTACTCGCTAGTCGCT AAATTAGTTGAATGGTTTGTCTTTTT 268

Ai07B24412 Araip.B07 24412 p3 (TCT)9 27 112092433 112092459 ATGAAGCAAGAAAGGGACGA TTGTGAAGCACATATTCGGC 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24417 Araip.B07 24417 p3 (AGA)6 18 112099396 112099413 AAAAGATGCGGCATTAGGG CAATGATTTTGAATGCAATGG 142

Ai07B24419 Araip.B07 24419 p3 (GAA)6 18 112104016 112104033 GCATGTCGAATAGTGGGACC TCCAACAGACTTTATGTTCCCC 257

Ai07B24420 Araip.B07 24420 p3 (ATT)5 15 112104401 112104415 ATCCTCCTCAATCCAAGGGA GTGAGAGAGGTGGTGGTGGT 152

Ai07B24422 Araip.B07 24422 p2 (TG)8 16 112106335 112106350 TTAAGGACAAGGACAGGGACA CGAGTTTCTGCTTTTGAGGG 257

Ai07B24424 Araip.B07 24424 p3 (TAT)7 21 112116088 112116108 GAGCTCCATTCTCGATGACC CTTCAAGCAAGGAAAGCCAC 243

Ai07B24431 Araip.B07 24431 p2 (AG)8 16 112125592 112125607 GTGGGTGGGGTTTTATGATG ACAGGATCCCCACCTACCTC 190

Ai07B24437 Araip.B07 24437 p2 (GA)9 18 112158531 112158548 CATGCAAGCAATCCATTAAAAA CCCCTTTTTATCTCACCTTTCA 278

Ai07B24443 Araip.B07 24443 p2 (AT)8 16 112195046 112195061 CAATCTAATGTGGCCAAGCA TGAACTTCACACAACCCCAA 179

Ai07B24445 Araip.B07 24445 p3 (ATC)5 15 112200986 112201000 AACAATGTTTGACAATTATTTTAGCA GGCAAGTTGCATTAATGGTG 107

Ai07B24446 Araip.B07 24446 p3 (TAT)9 27 112201198 112201224 CCATTAATGCAACTTGCCAC CGTTAATGGTGACCCATTTATATT 224

Ai07B24447 Araip.B07 24447 p5 (CTTAT)5 25 112206465 112206489 GCTGTATCCGGTTGGTAGGA GGTAAGCTGACCTCACCCAA 279

Ai07B24448 Araip.B07 24448 p2 (GA)7 14 112212973 112212986 CACCATGTAAAAAGGGAAAAGAA CCGCACAGCTCAACCTAAAT 269

Ai07B24450 Araip.B07 24450 p2 (TC)12 24 112231993 112232016 CGTTTCTCCAGTGCTTCACA AGAGAGGGCAAGGGAGAGAG 111

Ai07B24451 Araip.B07 24451 p2 (TA)10 20 112234170 112234189 CTTGTGTGCACCATCCATTT AGCAGGGCCAGTTTAGGAAT 194

Ai07B24454 Araip.B07 24454 p2 (AT)9 18 112261867 112261884 GTCAATGGAACGCCCTAAAA TTGCGTTGCACTTTGCTTAG 175

Ai07B24457 Araip.B07 24457 p2 (AT)6 12 112270843 112270854 TAAGTGTGGGGAAAAGTGGG TTCACCATTTACTTTGGGGC 238

Ai07B24459 Araip.B07 24459 p2 (CT)8 16 112278895 112278910 TTTTCAAATCTTTTTCAATTAACCA CGAATTTTGGGTGGAAGAGA 280

Ai07B24461 Araip.B07 24461 p5 (AAGAT)5 25 112285528 112285552 AACAACAGCCCAATCCAAAG CCTGGGTGCTCCAGTGTATT 166

Ai07B24462 Araip.B07 24462 p5 (AAGAT)5 25 112291997 112292021 GCGGTTCCGTTGAAGATAAG CTGTCGTGTCCGACTTGTTG 262

Ai07B24464 Araip.B07 24464 p2 (AC)6 12 112308542 112308553 GAATGCAAAAGCAAGGAAGC AGGATGAGTGAAGTGCATGTT 191

Ai07B24467 Araip.B07 24467 p2 (AG)15 30 112356421 112356450 AGTGTGGGAAAATTTGTGGG TGCATTTCCTTTCCAATTCA 272

Ai07B24469 Araip.B07 24469 p2 (AT)9 18 112359483 112359500 TGGAACTTGATTGGCTTGCT TTCCCTGGAAATTGTTGCTT 246

Ai07B24471 Araip.B07 24471 c (T)10ggttatctttcctttcttccatagatatgtggg(A)1053 112361789 112361841 CGTTACTCTTATTTATCGTGCAAAA GCCATCACATTCTCTTGCCT 212

Ai07B24472 Araip.B07 24472 p3 (TAT)10 30 112362066 112362095 GGCAAGAGAATGTGATGGCT CAATGAGTTTATGTGCCGAAAA 211

Ai07B24476 Araip.B07 24476 c (A)16c(A)35 52 112378975 112379026 ATTACGGCTCGCCTTTAGGT TTCCTTAGCTGGAAACGTGC 177

Ai07B24478 Araip.B07 24478 p2 (AG)19 38 112388352 112388389 AGCTCATAGCGACGGTGACT ACCTATCGTCGCCTATCCCT 194

Ai07B24479 Araip.B07 24479 p2 (CT)6 12 112405800 112405811 TCAAATTGGGGTTTGTCAGG TCAGATTTCATGCAGAAGAGGA 193

Ai07B24481 Araip.B07 24481 p2 (TC)8 16 112417775 112417790 GGCAACGATGAACACCTTCT ACAATGGGGCTAAACGACAG 185

Ai07B24484 Araip.B07 24484 c (A)10tctcttataatgagttgagaaaaacactattgacttatgaacaaactcacctaagccaaaaacct(A)1186 112428333 112428418 AACAAGGGAGACCAAGAGCA TCATCTTCTGTTTCTTCGTCCTT 180

Ai07B24486 Araip.B07 24486 p3 (GAG)7 21 112429428 112429448 GCCCCCAATTTTTGTCTTCT TCTGATGTGTCAGGTGGCAT 272

Ai07B24490 Araip.B07 24490 p2 (AT)11 22 112434756 112434777 TCTTTGACCTGAAGGATGGG GGAATCAAAATTCTTTCGGGA 243

Ai07B24491 Araip.B07 24491 p3 (TTC)6 18 112437759 112437776 TTTCCACCCTCCCTTTTCTT ACGAACGACGAAGTGAAACC 123

Ai07B24492 Araip.B07 24492 c (T)10gcaatgcatgatagttttttctttatgcttgtgttatgagtgtggttagtgttttttgc(T)1584 112437913 112437996 GGTTTCACTTCGTCGTTCGT CGTCCGTCCAAAGAAGAGAC 257

Ai07B24495 Araip.B07 24495 c (A)10tgctaaaataga(T)1133 112445215 112445247 GTGACCGGTGTAAGGAGAGC GACTTGCACAAGCTATCTCGC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24497 Araip.B07 24497 p5 (TTATC)5 25 112447195 112447219 CCTGGGTGCTCCAGTGTATT AAGGGCCCAACTCAAAGAAT 184

Ai07B24499 Araip.B07 24499 p5 (TTATC)6 30 112457654 112457683 CCTGGGTGCTCCAGTGTATT GGACGGTTCCGTTGAAGATA 128

Ai07B24500 Araip.B07 24500 p2 (AG)6 12 112461317 112461328 TTTTTGACCCAGTTTTTGGC TGAACATTGAACCTAGAATTGAGAA 198

Ai07B24502 Araip.B07 24502 p4 (AAAT)5 20 112465184 112465203 CCGGTTTTCTGCTATTTTGC GCACTGTTCAAGTCATGCATTC 266

Ai07B24504 Araip.B07 24504 p3 (AAC)5 15 112476974 112476988 GACCGCCCAAATCAAAGATA TGGTTCTGGTTCTGCTGTTG 227

Ai07B24505 Araip.B07 24505 p4 (AAAT)6 24 112488148 112488171 TGTGAGAACTTGGGTTGATGA TGGGGTAATTTTGTCCCCTT 196

Ai07B24506 Araip.B07 24506 p2 (GT)7 14 112488314 112488327 GGGGACAAAATTACCCCAAT AGGCTACGGTAAGGGTGAGG 242

Ai07B24507 Araip.B07 24507 p2 (CA)28 56 112491868 112491923 GGAGTCAAACTCCAAGCTCAA CCATCTGTCGCAAGATGTGA 158

Ai07B24512 Araip.B07 24512 p3 (ACG)6 18 112508651 112508668 ACTCCGCTGCCTCAGTAGG GGAGGGGAGTGGAATTTTCT 280

Ai07B24518 Araip.B07 24518 p2 (TA)8 16 112544768 112544783 ATTTGGGACTGTCGGCTATG CACGTAAACGGAAAACTTGGA 277

Ai07B24519 Araip.B07 24519 p2 (AT)9 18 112545495 112545512 TGGTCATAGGATTATTAAAAAGGACA CATTCATTCAATCCCCTTGG 196

Ai07B24520 Araip.B07 24520 p2 (TA)6 12 112546239 112546250 TGGATGAGATCCTAACTCATTCTG CTTCTCCAAGAATCAGGCTCA 257

Ai07B24521 Araip.B07 24521 p2 (TA)6 12 112548474 112548485 AACCCCGTCCCTAAAACTTC TCAGAAATAAATTAGAATTTGGTGAAA 277

Ai07B24522 Araip.B07 24522 p2 (AT)7 14 112554843 112554856 CATAACAATTTCCTTTTTGTCACAG TTTGGTGCACCTGAACTTTTT 277

Ai07B24523 Araip.B07 24523 p2 (TG)6 12 112556506 112556517 CAACCATGACCAAAGCAGAA AAATTGGGGGAAGAGTGACC 195

Ai07B24528 Araip.B07 24528 c (CA)6tatacatacat(TA)635 112578724 112578758 TCAAATTGAGTGGCTTCCATT ATTCGTCGAAGCAGGTGAAT 136

Ai07B24529 Araip.B07 24529 c (TC)8tttctctctc(TA)740 112578887 112578926 CGATTTTGCACACACACACA ATTCGTCGAAGCAGGTGAAT 241

Ai07B24530 Araip.B07 24530 c (A)10tcatt(A)10 25 112580945 112580969 CAACACGCACACAAAATTCC TTTTGGATTTTAGTGATTTACGCA 242

Ai07B24531 Araip.B07 24531 p2 (TA)7 14 112581845 112581858 AAGTGGCATGTATTTTGGGC TTTTGTTGGGCTAAATTTATGGA 220

Ai07B24532 Araip.B07 24532 p2 (GT)6 12 112582821 112582832 TGGTTTTTGGATAAGGGTGC TGAGCAGGTTTCTGGCTCTT 203

Ai07B24533 Araip.B07 24533 p3 (AAT)5 15 112586637 112586651 GATCTCAACTCGGGGATCAT TACGCGTCCTGAAGATCACA 276

Ai07B24534 Araip.B07 24534 p3 (ACT)5 15 112592196 112592210 TTGAGGGTGAAAAACTTGAGC TTCCTGATAGCCTGCAGAAAA 278

Ai07B24536 Araip.B07 24536 p3 (TTA)17 51 112604958 112605008 GTTCCCAGACAAGGCTACCA ACATACGTCATTCATGCCCA 277

Ai07B24538 Araip.B07 24538 c (A)10ttctgttctttcttctttactttcttatttaccacatggtgcgtttaa(T)1472 112610183 112610254 GAAATTAAGTTTGGTGTCCCG AACCCATGTGATCTCTCTCCA 266

Ai07B24542 Araip.B07 24542 p3 (ACC)5 15 112620549 112620563 TCTTTACCCACGTCCATTTCA TTCGCATGAGCCACTATCTG 205

Ai07B24545 Araip.B07 24545 c (T)10aatccatcctctaaacacattctatggattactcttaattaattcaaaaaacactaagcctgg(T)10cttcttaatttgctagaa(T)11112 112626803 112626914 AATCGAAAGATACTTTATCCATTAGAA CCCAATAAATAACTATCAAGTATCCTC 256

Ai07B24547 Araip.B07 24547 p2 (AT)15 30 112632638 112632667 TGCGTTACCCTGACAGTTTG AGAACCAGCGAAGACGATGT 245

Ai07B24549 Araip.B07 24549 p3 (TAT)22 66 112644118 112644183 GCACAACGAAAGAGAACAACC TGATTTCAGGCAAGAACTGG 218

Ai07B24550 Araip.B07 24550 p2 (CT)7 14 112647810 112647823 ATTATCCGCTCATCAAACGC GCTTCGAGTGATTGCGAGA 142

Ai07B24554 Araip.B07 24554 p5 (AAGAT)6 30 112686897 112686926 GAAAGATAAGGGCGATTCCC TGCTGCTGATCCTTTGTCAC 245

Ai07B24555 Araip.B07 24555 c (CTT)5ccgattctccat(TC)843 112692136 112692178 CCAAAGAAGGCTCTTTTCCC TCCTTCCGATTCCACAAATC 250

Ai07B24556 Araip.B07 24556 p3 (CTC)5 15 112692392 112692406 GATTTGTGGAATCGGAAGGA ATTAACGATAGCCTGCCCCT 188

Ai07B24557 Araip.B07 24557 p2 (GA)7 14 112692659 112692672 CAAATGAACCAAAAAGGGGA GACGATGATGAAGAAGGGGA 238

Ai07B24563 Araip.B07 24563 p2 (AT)7 14 112710391 112710404 CTCACTCCGAAAACAAACCC GGAGAAACGAGTGGTTTGTACCT 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24573 Araip.B07 24573 p3 (GTG)5 15 112751088 112751102 GAAAATGGTTGGCGTTGACT ACTCTTACCGCATGCTTTGG 229

Ai07B24575 Araip.B07 24575 c (AGA)7aagggttttgattgtgaatgcttgttatccatatcgcaaag(A)1072 112751513 112751584 TTACAGACCGACCCTCTTCG CGAAGAGAACCAGGCAACTC 254

Ai07B24576 Araip.B07 24576 p2 (TG)6 12 112753672 112753683 TGGCTCTATGGGATGGATTT TGAGGAAGGCGTCGAAGTAT 275

Ai07B24577 Araip.B07 24577 c (TCT)8ttctttcttttttttc(T)10c(T)1566 112756737 112756802 CTCCCTCGTGGTTCCATAAT TCGATCATGACGGGGATATT 261

Ai07B24581 Araip.B07 24581 p2 (TC)17 34 112786478 112786511 TTCTTAACATGCGAAGCAACA TCGCAGAAAATGACAGGCTA 201

Ai07B24583 Araip.B07 24583 c (T)10cttctatagatgggctcaacaaaaaaattgtaaagtagctgcttggtactaacaattatattgcattggttatttttttaa(T)10cttttagtttgggggttttcagtcattaattatataa(T)11149 112788466 112788614 GGAGGAAGGAGGAGAAGGAA TTGGCACTTTAATGCACAGA 274

Ai07B24586 Araip.B07 24586 p3 (GAA)5 15 112790821 112790835 CAAGACAAAGAACGATGGGG CCCTTGCTTGTTCCTTCAAC 264

Ai07B24587 Araip.B07 24587 p2 (TA)8 16 112795127 112795142 GGGTTCAATAGCTCATCACCA AATGGTGGAATCTCATGCAA 261

Ai07B24589 Araip.B07 24589 p2 (TA)7 14 112798057 112798070 TGGGTTGGCATTGGTTTATT TGAAGCTTTGATTGTGTGATTG 199

Ai07B24591 Araip.B07 24591 p3 (TTC)5 15 112810410 112810424 TGCTTGTCCTCAAGCAAAGA ACCTCTCCTCCCTTGGAGTC 259

Ai07B24592 Araip.B07 24592 p2 (AT)11 22 112821762 112821783 TCCGCATTATAAGGGGATGA TGAGGTAATTTGGGGATGGA 263

Ai07B24594 Araip.B07 24594 p2 (TA)7 14 112833272 112833285 CATCGTTTCAACTTTCACGC GGGTCCTAAAACATCAGCCA 276

Ai07B24598 Araip.B07 24598 p2 (AT)7 14 112841497 112841510 TGGGTTTGGAAACGTTTGAT TACTTTGGGGCATTTTGTCC 235

Ai07B24600 Araip.B07 24600 c (T)10cgaaatttaagttttaaaaaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaat(GA)7105 112851315 112851419 AGAATGAGATGAGGGAGGGA TTTCTTATCTTTTTCAAAACCACC 227

Ai07B24602 Araip.B07 24602 c (TC)12cctcctcttttttctctctctccctcttttccctgtctcttcccttttgtttctctctatcttctccct(TC)8cttaccttctttcttcctctt(TC)15160 112858423 112858582 CCCTCCTTCTCCCCCTTC GGGAGAGAGAAAGAAAGACAATG 241

Ai07B24603 Araip.B07 24603 c (TC)8ccccatatctctctcctttctcctttctttttccttctctctt(TC)8a(CT)15106 112858846 112858951 TCTCTGCTCTCTCGGTTCCT ATAGAGAGGGGAGGGAAAGG 279

Ai07B24604 Araip.B07 24604 p2 (AG)6 12 112859180 112859191 TCCCTCTTCTATCTCTTTTCTCCTC TCCTTCTCTCTCCCCTCCTC 276

Ai07B24605 Araip.B07 24605 c (GA)7ggatgggaagagagaag(GA)643 112859320 112859362 TCCCTCTTCTATCTCTTTTCTCCTC TCCTTCTCTCTCCCCTCCTC 276

Ai07B24606 Araip.B07 24606 c (GA)9aagagagaaggaaaaagaaaggagaaaggagagagatatgggg(GA)877 112859582 112859658 TAGATAGAGGGGAGGGGGAG CCTCTCTCTAATCATCTCTTCCCA 206

Ai07B24614 Araip.B07 24614 c (T)13aaatttttctttcaa(T)11cttttatt(A)1360 112870812 112870871 GCAAGACTTTAGGGGCCAA ATTGCAACCTATTCGCATCC 250

Ai07B24615 Araip.B07 24615 p2 (TC)8 16 112872604 112872619 TAGCAGCAGCGTAACACAGG GAGAATGGGAATGAGAACGC 178

Ai07B24616 Araip.B07 24616 p2 (TA)9 18 112875685 112875702 CCGCATTCCTCTGAACATTT AGGAAAATTGAGCACATGCC 190

Ai07B24617 Araip.B07 24617 p2 (TC)27 54 112876422 112876475 GATCCACACTTTGTCCCGTT CGCATTGGAACTTTAAACAGC 279

Ai07B24619 Araip.B07 24619 p2 (TC)9 18 112878512 112878529 AGCAAGAGCAAGATGGTGGT TTGATGCCTCTGCTTGTTTG 218

Ai07B24621 Araip.B07 24621 p2 (AT)8 16 112884575 112884590 GCCTGGGAAAAACAAGTGAA TTTCATCAGGGAGGGTGAAC 237

Ai07B24624 Araip.B07 24624 p4 (AATA)5 20 112894838 112894857 GAGATAACTAGGGCCCGTCC AGGATATTGGCATGCCTGAG 241

Ai07B24627 Araip.B07 24627 p2 (TA)6 12 112902950 112902961 ATCCCGGTGCACAAGTATTC TTGCTTCCGCCTTTAGATCA 221

Ai07B24632 Araip.B07 24632 p4 (TTTA)5 20 112921001 112921020 TTTTGGTGTTATCCAGTTGATTTT CCTGCGCATAAACAAACAGA 219

Ai07B24633 Araip.B07 24633 p2 (GC)6 12 112927053 112927064 ATTTGACCAAACAGCCATCC ATTGGGAGAGGGAGAAGGAA 262

Ai07B24638 Araip.B07 24638 p3 (GAA)5 15 112938928 112938942 GACAACGTCATCAACATGGC CTTCTCTCCTCGTGCTGCTT 132

Ai07B24639 Araip.B07 24639 p4 (AAAT)5 20 112946614 112946633 TATGGAATGAGAACCGGAGG GGGATCGCACAGAGGTTTAG 254

Ai07B24640 Araip.B07 24640 p3 (TTC)6 18 112958085 112958102 ACACGCGTTTCTCTTCGTCT TCTTCCTTTTCCTCCTCCTCA 276

Ai07B24642 Araip.B07 24642 c (TTTA)7tttttttagttgaatgaatataggttcattgtttttattcctgttaagagagtaaaac(A)1096 112958755 112958850 TGAAACTTTGCTACAAAAGTACAAAAA CTTGCGTTAAGCCATGATAAA 264

Ai07B24644 Araip.B07 24644 p3 (TTC)5 15 112962801 112962815 TTGACCAACAAGAGGTGTGC AGATGAGGATGGGATGTTGG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24648 Araip.B07 24648 p3 (GAG)5 15 112967967 112967981 GACGAGGATGAAACATGCAA GCGCGTAAAATTATGCCATT 153

Ai07B24654 Araip.B07 24654 p3 (TCC)5 15 113013461 113013475 CATCGATCAAACTCGCTTCA ATTCAGAGGGTTTCGTGTGG 267

Ai07B24658 Araip.B07 24658 p3 (TTA)13 39 113017908 113017946 GCCTTGACTTAACCCCCATT AGAATTCACAACCCTGTGGC 222

Ai07B24660 Araip.B07 24660 p3 (TTA)15 45 113025039 113025083 TGCATTATTTAACCGTACATGC GGATTTGAAGGAAATATTAGCAGC 251

Ai07B24670 Araip.B07 24670 p3 (ATA)9 27 113047478 113047504 AAAATGGTAATGCCGTTTAACAA GGGAGGGGTCCTACAAACAT 231

Ai07B24672 Araip.B07 24672 p3 (AAG)7 21 113048955 113048975 TGACACTTCTGATCGGTTGC TTGGAATGATGGCTGTCAAA 100

Ai07B24673 Araip.B07 24673 p2 (TC)7 14 113049257 113049270 ATCCCAAATTCACAACCGAA CCTGAAGTCGACAACGTGAA 256

Ai07B24678 Araip.B07 24678 c (A)10cgtatttcaaaataaaaaatttgaattttttttgagaaatatttttttattatttataatagaaaaaaaatccgctaataaagtatcagatata(ATT)5119 113056636 113056754 TGGGATGAAGCGAACTTTTC GTCGTTTGGAGCTTCGTCTC 232

Ai07B24684 Araip.B07 24684 p2 (TA)10 20 113094503 113094522 TGGAAGCATCTGGTAAGGTG GGGGTTACAAACCTCCACAA 206

Ai07B24687 Araip.B07 24687 p2 (TA)12 24 113099720 113099743 TAAAATGGACCGGAGACTGG CCGCATGTCATATTTTTCCC 189

Ai07B24688 Araip.B07 24688 p2 (TG)9 18 113100345 113100362 GTCCACCAGGCCGTAAATAA CCACACCCATACCCATAAGC 215

Ai07B24689 Araip.B07 24689 c (TA)7ttttgtattcgtattttgttttattttaatg(T)10ggtaaattattttaatgttttctttataactttcggctacaaagaaattcatttgat(A)12124 113111450 113111573 CGGGAAGAAATGACATGGTT GCCCCATAGCATACCAAAAA 192

Ai07B24691 Araip.B07 24691 p3 (TTA)6 18 113113040 113113057 ATGAAAAACATTTCGCCGTC TGGACAAGACCCACAATTCA 258

Ai07B24698 Araip.B07 24698 p2 (GA)6 12 113136745 113136756 GCAAAACAGCCAGAGAAAGG CGACTTGAAGCCACACTTGA 177

Ai07B24699 Araip.B07 24699 p2 (AT)7 14 113141675 113141688 AGTTTTCCTGGGTGAAAGCA CGGTTATATAGCCAACCCGA 228

Ai07B24700 Araip.B07 24700 p2 (TA)8 16 113142535 113142550 CCTTAGCTTTGCAGGTCGAG AATGCGTCATTCATGTCCAG 141

Ai07B24701 Araip.B07 24701 p2 (AG)7 14 113159017 113159030 GAAATTTTGAAAAAGAGGGAAGA TTCTTATGAATCAAGTCATTAATTGTG 275

Ai07B24705 Araip.B07 24705 p2 (AT)9 18 113180305 113180322 CCACACCAAAGAAGAGAGAGC TTGTTGATGGGTCGGATTTT 196

Ai07B24709 Araip.B07 24709 p3 (ATC)5 15 113187576 113187590 TAGTGGCTCCAAGCACCTTT CCCTCAAAACACCAAAATGG 171

Ai07B24717 Araip.B07 24717 c* (A)12(ATT)29* 98 113215070 113215167 TCCCCAACGTTTCTCTCTGT ATTTTGTGATTGCCGCCTTA 194

Ai07B24721 Araip.B07 24721 p3 (TCG)7 21 113234825 113234845 GGGATTGGAAGAGGAGGAAG TGGAGAATTCGGATTCCAAG 200

Ai07B24722 Araip.B07 24722 p3 (GAG)6 18 113245591 113245608 AATCACAATGGGCTGAGAGG TCCAAGAGGCTAAAGCAAGG 110

Ai07B24732 Araip.B07 24732 p4 (TCTA)6 24 113265709 113265732 TTTACGACCAAAATGTGCCA TGGTCGAATGAATGAGAGTGA 240

Ai07B24733 Araip.B07 24733 p2 (AT)6 12 113268400 113268411 TGATCCACAATGGAGGACACT AAAATTTAGGGTTAGGGTTAGTTTTT 272

Ai07B24738 Araip.B07 24738 p3 (AAG)5 15 113290439 113290453 CCCTGCGAAGGAGTAATGAA AGTTTTGGCGATGGAAACAG 115

Ai07B24740 Araip.B07 24740 p3 (AAT)7 21 113296134 113296154 ACCCTCCTGCACAATCATTC TATTGGAGGTTGGAGCAAGC 227

Ai07B24741 Araip.B07 24741 p2 (TC)7 14 113297075 113297088 ACCGCTGTTGCAAGCTATTT ATCGGTGAAATTTGGATGGA 141

Ai07B24747 Araip.B07 24747 p3 (AGG)8 24 113314256 113314279 CGGCTTCCATGGTCTTACAT CCTCCTCGTCAAGTCTCAGG 154

Ai07B24757 Araip.B07 24757 p4 (TAAA)5 20 113340671 113340690 CTCACGCGTGTTTGTGTTCT GCTTCATCTGACTTCCCTGC 220

Ai07B24758 Araip.B07 24758 p2 (TC)7 14 113343242 113343255 TCTCGCCAATCAGAACAGAA AACACGGTAGCCACTTGCAC 269

Ai07B24764 Araip.B07 24764 p3 (TCC)5 15 113356905 113356919 ATCACAAAGGCCACTGAACC AGAAGAACCTACGAGCGCAA 139

Ai07B24765 Araip.B07 24765 p3 (TCA)7 21 113359582 113359602 AGGGACGGAAATCACACAAG GGAAACATCCTCGCATCTTC 256

Ai07B24769 Araip.B07 24769 c (TAA)5tagac(A)1636 113362065 113362100 TTGTTAGGCCTATAATCTGCCC AAAGTTTAAGGGCCAGTTTGC 232

Ai07B24770 Araip.B07 24770 p3 (TTA)6 18 113365094 113365111 CAGCCTGCAATTTCAAACAC ACTAGATTGGGGTCGTGGTG 279
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Ai07B24773 Araip.B07 24773 p3 (AAT)5 15 113375939 113375953 AAGTGTTCACTCTCTGCCCC TTTGCTTGCACATCCAAGTT 248

Ai07B24780 Araip.B07 24780 p2 (CT)10 20 113391242 113391261 TAAGCTTTGCCTGTGAAGCC TGGATGATGATGAATGCCAC 266

Ai07B24782 Araip.B07 24782 p5 (CAATT)5 25 113394441 113394465 TGCTTTTATCTTTCATAGGACAATACT AGTCGTTTCCGCTCTTTGAA 223

Ai07B24789 Araip.B07 24789 p2 (AG)7 14 113417798 113417811 CTTGACCGAAGAGAACCAGC CCAGCGCCCTTTACATACAT 164

Ai07B24790 Araip.B07 24790 p2 (AC)7 14 113418625 113418638 AATTTGACCCATCAGCAAGC TGATCATGACACGTCAGAGAAA 193

Ai07B24793 Araip.B07 24793 p4 (AATA)6 24 113425556 113425579 TTTTGTCAGTGGGAGGGAAG AAGCTTCCCAACAGTTCGAG 175

Ai07B24797 Araip.B07 24797 p2 (TA)8 16 113434598 113434613 TTGTGACAATAAATGAGATCACCA TCGTTGCGACACTAATGTGA 278

Ai07B24798 Araip.B07 24798 p2 (AG)8 16 113434991 113435006 TCATGCATGCCTATTTCCAA TTCCTTCACAGCTCATGTCG 206

Ai07B24802 Araip.B07 24802 c (A)10cagttacataataag(AAC)643 113449329 113449371 GCAAAGTTATGGTGTCTTCTCCA GCACCTACACATGATCCCAA 198

Ai07B24806 Araip.B07 24806 p3 (AAT)39 117 113469277 113469393 TTTGGGCCATTTTTATTTCAA AAGAATTTTGAATTCGGGGTT 250

Ai07B24810 Araip.B07 24810 p2 (TA)7 14 113471111 113471124 GGCGACCCAGTTCTGTTCT CAACCTCTTCTTTTGGCTGG 249

Ai07B24814 Araip.B07 24814 p2 (AT)12 24 113482237 113482260 TTGGGGAACTTTCTGCATTA CCGGTTTTAGTAATCTACTTTCTTCAA 181

Ai07B24817 Araip.B07 24817 p2 (TA)8 16 113497568 113497583 GATGGTGAGGCGCTATGACT GCCTTGAAACTCTCTTTCGG 201

Ai07B24819 Araip.B07 24819 c (TC)6(TG)10 32 113498597 113498628 TCATCATCGAAATGCCTCTG TGAAGTACTCACGGCGACAG 137

Ai07B24820 Araip.B07 24820 p3 (AAG)5 15 113502594 113502608 TTGGAATCACCAGAAGTATCTGTC GCAAACGAACCTAAAACCCA 222

Ai07B24822 Araip.B07 24822 c (T)11ggc(T)10 24 113506524 113506547 GGAATAGTTTTCCAACGCCA AACTGCCACAGAAAGCACCT 189

Ai07B24826 Araip.B07 24826 p3 (CCT)5 15 113518120 113518134 GCTCTGTGCTCTACCTTGCC TGGATGTTGCTTATCCCAGA 256

Ai07B24830 Araip.B07 24830 p2 (CT)7 14 113531068 113531081 CATCCCTTCTCCATCTTCCA TGGTCATACGCGATTGGATA 179

Ai07B24841 Araip.B07 24841 p3 (CCT)6 18 113600544 113600561 CCACCTCGTCCACTGTTCTT TGGATGTTGCTTATCCCAGA 262

Ai07B24845 Araip.B07 24845 p3 (TTG)5 15 113613292 113613306 TTGCCGTTTAGTGCTGACAC GTATCCCTCCGCCTTCTCTC 215

Ai07B24846 Araip.B07 24846 p3 (TTG)5 15 113629150 113629164 CGTTTGATTCATGTAGCCGA TGCTCATCATGCACATTCAA 232

Ai07B24851 Araip.B07 24851 p2 (TC)7 14 113641041 113641054 TTTCAATGGCGGTTCGTATT TCAGCGAGAGAGAAGGGAAG 263

Ai07B24852 Araip.B07 24852 p2 (TC)8 16 113643841 113643856 ACCAACCTTGTGTTTGAGGG CAGCGAGAGAGAAGGGAAGA 244

Ai07B24854 Araip.B07 24854 p3 (TCT)6 18 113654985 113655002 TTCCACGTCATCTCCATTCA TCGTTCGTAGGCGTAGCTTT 200

Ai07B24855 Araip.B07 24855 p2 (TA)6 12 113659923 113659934 TCAAGTAACCGATTTAGTGATTAATTT GGTTATTGGGTTTGGCTTGA 258

Ai07B24856 Araip.B07 24856 c (AG)17attttgacagagaataagaatttatacgtatagtttggatttgattggaatcactgaaactctgaacttgtgaagg(GA)6122 113664273 113664394 GGAAGGATCTGCCATGAAAA TTTGGTTTTCCCTATCTGGC 258

Ai07B24858 Araip.B07 24858 c (TA)9(T)13ctttttgtttttctcattttttttcttcttttc(T)1175 113697695 113697769 CTTGGGGTATTTTGTCCCCT GAAAAATCTTGGGAATTGGG 235

Ai07B24860 Araip.B07 24860 p2 (TA)9 18 113704598 113704615 CCCATGACTCCCACTTTTTC TGAAAATCATGGGATTGGGT 257

Ai07B24861 Araip.B07 24861 p5 (AAGAT)5 25 113722680 113722704 AACGACAAGTCACCGACCTC CCTGGGTGCTCCAGTGTATT 261

Ai07B24863 Araip.B07 24863 p3 (TTC)5 15 113750595 113750609 TTCTTCCTGATCCTCCCCTT AGGGATCACCACAAAGATGC 232

Ai07B24865 Araip.B07 24865 p3 (AGA)5 15 113757003 113757017 AGCAACGCTTTTACCACACC TTGGCCGAATACACTCTTCC 122

Ai07B24867 Araip.B07 24867 p2 (TA)7 14 113783759 113783772 TTAAACCGCAATACCGATCC TCCTTTCAGGATATGGGTGC 276

Ai07B24873 Araip.B07 24873 c (A)10ctctcacacttaatttattttattagtcttctattcttctatttcttttta(T)1172 113797306 113797377 ATTTATTATTATTGAAACGGATGTGA GATTATGTATTTCTTTGTTTATGCCA 204

Ai07B24881 Araip.B07 24881 p2 (AG)8 16 113809886 113809901 TGCAAAACAAAATTACATGTAGAGAA TTTTGTTAGCACCTATAATCCCC 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24883 Araip.B07 24883 p3 (ACA)5 15 113819987 113820001 ACCTTGTATTTCAGCCCGTG TGGCTTGGATTGATGAATGA 120

Ai07B24884 Araip.B07 24884 p2 (AG)6 12 113827262 113827273 TGAAGTGACCGAAAGTGAGG TGGTCCGAAACGAAAGAAAG 280

Ai07B24885 Araip.B07 24885 p2 (AG)9 18 113837039 113837056 GCTTCAAGTCCTGGCTGTTC AGCTTGGTGCAAAGGAAAGA 191

Ai07B24888 Araip.B07 24888 c (TA)9(T)11 29 113843613 113843641 TTCCAGGATAATAATCGAAATGG ACACCACGAAAAACGAGTGA 259

Ai07B24892 Araip.B07 24892 p3 (TTC)6 18 113870598 113870615 CCCATAAACCCCACCTACCT CCCGAGAAAAAGAAGAGGGA 226

Ai07B24895 Araip.B07 24895 p2 (TC)6 12 113881436 113881447 TTTTTGAAAACCACTAACCATTTTT TCGAACACAGAGAGGGAGAGA 256

Ai07B24896 Araip.B07 24896 p2 (AG)6 12 113887428 113887439 TGGGATTTGATAGGTGAGGG TAATGCCAGGAATGGGAAAG 250

Ai07B24898 Araip.B07 24898 c* (A)13(AG)6* 24 113899452 113899475 TAACATGTGGTGGCAATGCT TTGGCTTTTTCTGCTTGCTT 247

Ai07B24900 Araip.B07 24900 c (A)10gcc(A)11gaaaacaaccattgaaggtggttaaaaaac(A)1367 113909943 113910009 GAATTTGAATCCGAAACCCA CCCACCGAACCAAAAATAGA 278

Ai07B24902 Araip.B07 24902 p2 (AG)6 12 113914911 113914922 AAAAGAAATTTTGAAAAAGAGAGAAGA TCTTGCATGCATCACATGTTT 254

Ai07B24903 Araip.B07 24903 c (TATT)6tatgctgtaaa(ATTT)867 113923445 113923511 TTCACCACATATGCATTGATCTT TTGTGGGAAACCTGGGATAA 258

Ai07B24904 Araip.B07 24904 p2 (TC)7 14 113929364 113929377 CGACTGCATGACAAGGAAAA CCTGAAAGCGATTAAAATCCTAAA 279

Ai07B24906 Araip.B07 24906 p2 (TC)8 16 113953117 113953132 AAATCCAAGTCCAGAAGGCA GAAAGAGATAATCCTGAAAGCGA 183

Ai07B24908 Araip.B07 24908 p5 (TTTTA)5 25 113955334 113955358 TTGAATGCCAATCCCAAAGT CGGTTCATCTTGTTGCTCAG 279

Ai07B24910 Araip.B07 24910 p3 (ATT)5 15 113984647 113984661 CGTTATCCCTCCTCCATCCT CAGGTTCTGGATCTGCTTCC 258

Ai07B24912 Araip.B07 24912 p5 (TTATC)5 25 114000736 114000760 AACGTGGGTTGACCTTTCTG ACACGACCCAGAATCCAAAG 138

Ai07B24913 Araip.B07 24913 p4 (CAAA)6 24 114014172 114014195 GCCTTCATGGAATCTACGGA GATCCTTCCCTTCTTCGGAC 166

Ai07B24914 Araip.B07 24914 p3 (AAG)6 18 114016033 114016050 AAAACTACGAAGCGCGAGAG GCCGTTTCCTTATTTCCCTC 155

Ai07B24917 Araip.B07 24917 c (TC)6cttcctctctttctctctccccttttctctcccttccccc(CT)8cctaccctc(CT)689 114032766 114032854 GCACCAGTTTAAACCAGTTCAT GGAAGGGGAGAGAGAGAGGA 259

Ai07B24919 Araip.B07 24919 p2 (CT)8 16 114033361 114033376 TCTCTCTCCCCCTTCCCTTA TCCCTCTTCTCTCTCTCCCC 241

Ai07B24924 Araip.B07 24924 p3 (TAA)5 15 114042837 114042851 GCGGTTATTGGAATTAAGAAAGA AGCCGGCGATTTGTTATTTA 279

Ai07B24925 Araip.B07 24925 p2 (TC)8 16 114046139 114046154 CTTCACTGGACCTCCCTCCT GCAATCTCTTTTCCACGCTC 164

Ai07B24928 Araip.B07 24928 p2 (GA)7 14 114062938 114062951 TGCAAAATTATGTATGATTCAAACTC TACGTTGTCGTCATGCCCTA 222

Ai07B24930 Araip.B07 24930 p3 (TTA)5 15 114068220 114068234 TTTTTCAGGGACCCAATTACA AGGTAGAGCTGGGCTCCTTT 273

Ai07B24931 Araip.B07 24931 c (AT)6cacaaacgaaaatagttaataacaaatacttctcaaagtatactgttcacaaagg(A)1077 114070386 114070462 TTGACTTAAAACACAATGATGTGG GCAGAACATAAGGCAGAGGC 274

Ai07B24936 Araip.B07 24936 p2 (TA)6 12 114082184 114082195 GGCACCAGCTGCATATGATT TATATCACCCGCACCAACTG 220

Ai07B24937 Araip.B07 24937 p3 (TTC)5 15 114084783 114084797 TCCATCTTCTCCTCCCCTTT TGAAAAAGCTGTGGTTGCAG 108

Ai07B24940 Araip.B07 24940 c (T)11g(AAT)10 42 114091186 114091227 TGTAGGATAATGGCCTTCGG CCGTCAATTTCTACCGGACA 276

Ai07B24941 Araip.B07 24941 p2 (AT)6 12 114091627 114091638 CTTCTCCGGAGCTATCGTTG CCTCAACAATTCACCAGCCT 234

Ai07B24943 Araip.B07 24943 p3 (ATA)9 27 114098939 114098965 AAAGCTGAGGTGGCAAGGTA TTTGGCTGGTTTTAGCTTCG 223

Ai07B24944 Araip.B07 24944 p3 (AAG)6 18 114103396 114103413 GTCTTCCCTTTCCCTTTTCG GCCGAACCTTAATCCCTCTC 273

Ai07B24945 Araip.B07 24945 c (T)10aatttttctgttttttctaattttttttag(T)1050 114125776 114125825 TTGTTGTTTAAGTCTGCGAAGG GGATTGGGGTCTCTACGGAT 155

Ai07B24952 Araip.B07 24952 p3 (GAA)6 18 114168733 114168750 TTCCTCCATCAGTTTCTCCG ACTCCCTAACAGAACCCCGT 280

Ai07B24954 Araip.B07 24954 p2 (TG)7 14 114171645 114171658 CTGAAGGAGGAGAAGGAGCA AATTGCATACACGAACACACG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B24957 Araip.B07 24957 p3 (AAT)8 24 114176248 114176271 AAGCGTGACAAGGTGGAGAT TCCAAAGCATGGAGGTTAGAG 277

Ai07B24960 Araip.B07 24960 c (T)10cctttttatgtatcacttgaaaatagttaaccaactttaattaatgattttatc(T)1276 114178405 114178480 TTTTAAATTGTTTGGACTGATTTTT GATCCGAGACAAATTAATCCTTAGT 193

Ai07B24962 Araip.B07 24962 p4 (TTTA)5 20 114183685 114183704 ATTCGTGCCCAAGAAATGTT GGAACCTTGGAGAGGTGACA 245

Ai07B24967 Araip.B07 24967 c (ATAC)15(AT)7 74 114193940 114194013 AAAAGAGCAGCAGCAACAGA GAATTAAACTTTGCGGGTCG 277

Ai07B24968 Araip.B07 24968 p2 (AT)6 12 114209517 114209528 CTAAGCTTTACCTCGCGTCG TATGTCCTTCATCGGGCTTC 107

Ai07B24969 Araip.B07 24969 p3 (CGC)5 15 114210597 114210611 GACCTCACATCTCAACGCAA TCGAGGACTCGAATGTGTGA 200

Ai07B24970 Araip.B07 24970 p2 (AT)8 16 114215520 114215535 CAGGCTCATGAGGACGAACT TGAGCATTCTGATGCACGAT 207

Ai07B24971 Araip.B07 24971 p2 (TA)8 16 114217339 114217354 ACTCGGCTCGCAAAGATAAA TCAGATGCAGGACGTGAGAC 272

Ai07B24972 Araip.B07 24972 c (T)10cgctag(T)11 27 114220133 114220159 AGGCCCTCCTATCCACTGAT TTGGCTCTTGAAAGAATGATGA 278

Ai07B24973 Araip.B07 24973 p3 (GAA)5 15 114221908 114221922 CGGTCTTAGGTGCCATCAAT ACCCCACAGGATCATCTCAG 201

Ai07B24976 Araip.B07 24976 p2 (AT)7 14 114234309 114234322 TCATGGAAGTGTGTTCGTGG ATCTGCCAACTTCTGCCAAC 191

Ai07B24978 Araip.B07 24978 p2 (AT)6 12 114238605 114238616 TCCATGCGACTTTTACTTCTCA TTTTGGAACATTTGAGGCAA 247

Ai07B24979 Araip.B07 24979 p3 (TCA)15 45 114241825 114241869 TCCTCCTCACTTTTCACGGT GAGGATGGAGTGAGGGTTGA 232

Ai07B24980 Araip.B07 24980 p3 (ATA)5 15 114244085 114244099 GTGAATTTGCTTGGGGTTTG CCATTGGAACTCCCTCACAT 261

Ai07B24983 Araip.B07 24983 p2 (GA)8 16 114255614 114255629 AAGGAAAGTGAGCTCGGACA GGAACCCTAGCAGCCTTTCT 264

Ai07B24984 Araip.B07 24984 c (GCT)5gttggctgggagagagaaaggctgctagggttccgtggagttgatagagagagaggggctgggggttccgtggttctagtgtg(GA)13124 114255773 114255896 CTGGCTGAGGAGCAGAGTTC ACTTGGAGTCAACAAACGCC 250

Ai07B24988 Araip.B07 24988 p2 (TA)7 14 114297516 114297529 TGAAGTTTACGGCATGAGGA TGTTCCTCCAAACATAGGGA 279

Ai07B24990 Araip.B07 24990 p2 (AG)6 12 114301469 114301480 ACATTGTAATCCGTCCGAGG TCGAGATTCTGAGCAGTGGA 266

Ai07B24992 Araip.B07 24992 p2 (AG)6 12 114308060 114308071 ACATTGTAATCCGTCCGAGG TCGAGATTCTGAGCAGTGGA 266

Ai07B24997 Araip.B07 24997 c (CA)22(TA)6 56 114314193 114314248 TCTCCTCTTTCATTGCAGTTG CAAGAGGGGTTTGCATGATT 262

Ai07B24998 Araip.B07 24998 p2 (TA)9 18 114320039 114320056 GCACATCTCCGACGAGTACA TGGAGGGTTGAAATCAGGAG 210

Ai07B24999 Araip.B07 24999 p3 (TAT)11 33 114324045 114324077 GCCTCCCCAAATATCTCTCC AAACGATTTTCAGTTTGGCG 187

Ai07B25001 Araip.B07 25001 p3 (ACC)5 15 114338529 114338543 ACGCGGACAAAACTAACCAT TGTGATTGTGGGAACAGAGG 230

Ai07B25006 Araip.B07 25006 p2 (GA)6 12 114365605 114365616 TGAAGATGATTTGCCTCCCT TTATGAAAAATTCGCGACCC 265

Ai07B25007 Araip.B07 25007 p2 (AC)10 20 114373378 114373397 TTTAATCCGGCCAACTCATC GACATTGCAGTCATCATCCG 253

Ai07B25010 Araip.B07 25010 p3 (TGG)6 18 114396780 114396797 TTCTTGGGGTGGTGGTGTAT TTTCAGCCAAAATCGAAACC 227

Ai07B25013 Araip.B07 25013 p3 (AAG)8 24 114408415 114408438 ATGCGTGAGGAAGAGGAAGA TTCAAGTAATTGCAACACCGA 215

Ai07B25014 Araip.B07 25014 p2 (CT)6 12 114418071 114418082 TATCATCTCCTCCCCTTCCC TGATGGTGAAGCCCTTTTTC 251

Ai07B25015 Araip.B07 25015 c (TTG)7ctgcatgtgaagaagataatgattgaggtata(GTG)568 114418886 114418953 TCATCGTCGACGCTATTCAG AATCTCAAATCCCACCACCA 165

Ai07B25017 Araip.B07 25017 p2 (TG)10 20 114423050 114423069 GGTACCCTGCAGAAGGATCTC ATTGCAGTGATTGAAAGGGG 268

Ai07B25021 Araip.B07 25021 p2 (AT)11 22 114429330 114429351 GATGGCACGATTTGATTAAAAG TAGTGGGGACTAGAATTTTTCAA 280

Ai07B25027 Araip.B07 25027 p3 (CAA)18 54 114441527 114441580 AAAATTTAAGCATTGAAAACTGGA CATGTCAAGGAGAACATGCAG 158

Ai07B25028 Araip.B07 25028 p3 (AAT)5 15 114442512 114442526 ATGTGCAGCAAAATCAAAGC TGGTCATTTGAGAGAGATTAGGA 229

Ai07B25030 Araip.B07 25030 p5 (TTATC)5 25 114451615 114451639 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAGA 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25032 Araip.B07 25032 p2 (AT)6 12 114456499 114456510 CGGACGATGAATGTTTCAGA TTTTTAATGAGGCGCCAAAC 155

Ai07B25033 Araip.B07 25033 p5 (TTATC)7 35 114462032 114462066 CCTGGGTGCTCCAGTGTATT AGAGGAACACGACCCATGTC 182

Ai07B25041 Araip.B07 25041 p3 (GGT)5 15 114475540 114475554 TCGTTGCTACCTCGGTCTCT TCGAAAACTGGAGCTCACCT 135

Ai07B25042 Araip.B07 25042 p3 (GTT)5 15 114475673 114475687 CGTTGCTACCTCGGTCTCTC TTTGCTCAGGTTCACCAAAA 275

Ai07B25043 Araip.B07 25043 p2 (AT)16 32 114480456 114480487 GCACCTCGTTGAGCGTCTA CTCGACCTGCAAAGCTAAGG 240

Ai07B25045 Araip.B07 25045 p3 (ATA)5 15 114484671 114484685 TTGTGACATTTTTGCAATGGA TCGAAAATTTAGTTTTGAGTTTCTGA 242

Ai07B25048 Araip.B07 25048 p2 (TG)7 14 114491581 114491594 GATTGGAGGGAAATCCAACA CCACCCTCACCTATGGAAAA 132

Ai07B25052 Araip.B07 25052 p2 (AC)11 22 114505922 114505943 TTGAATCGCTGTCATCTTGC TCCTGTTTCATTAAAGCCGC 190

Ai07B25053 Araip.B07 25053 p2 (TA)8 16 114517202 114517217 TCCTTTGGGTCCTCCTATCC TGAAGCAAGAAAAAGCAGTGAA 193

Ai07B25054 Araip.B07 25054 p2 (GA)11 22 114517874 114517895 TATAAGCGCAGCGTCAACAC CGTTCGCGTCAGTTACACAT 251

Ai07B25055 Araip.B07 25055 p3 (AAT)6 18 114521062 114521079 AGTTTCGCAAACACAAACCC TCCCCTTTTCCTTATCCATT 272

Ai07B25056 Araip.B07 25056 p2 (GA)10 20 114526062 114526081 ACCAAAACCTGGAAGCATTG CGCAGAACAAATCAAGCTCA 207

Ai07B25057 Araip.B07 25057 p2 (TG)6 12 114526389 114526400 TGCGACAGAGAGAAGAAGCA TCCAAATCGCTTTTGGAAAC 231

Ai07B25058 Araip.B07 25058 p3 (TTG)10 30 114529288 114529317 TGTTGTTGTTTTGCTCCTGC TTTTCCCAAAATCAAGCACC 201

Ai07B25059 Araip.B07 25059 c (T)11ctttccaattttaaaattttataaaaaaattaaatcaacaacattgttacgt(A)1275 114530639 114530713 TTGAGAGCAACACCACTTCG AGGAGGTAATTTGGAATGGAG 257

Ai07B25060 Araip.B07 25060 p2 (TA)11 22 114533996 114534017 TCACCGGAAGTGATTTCCTC GGCCAAACAAATCTGGAGAG 224

Ai07B25062 Araip.B07 25062 p2 (TA)11 22 114545774 114545795 AAATTCATTGACCTGCCTCG AAACGGACAGGTCACACTCC 271

Ai07B25063 Araip.B07 25063 p3 (GGT)6 18 114551403 114551420 AAGAGTAGGAGGAGGAGGCG AATAAATGCACAGATGGAGCC 267

Ai07B25068 Araip.B07 25068 p2 (TC)18 36 114586463 114586498 TTTCTTGCTTCTTTGGTGAACA GCCCAAAGGTGATGAAAAGA 217

Ai07B25069 Araip.B07 25069 p3 (ATG)6 18 114597266 114597283 TGTCTTTCCCTTTGCGCTAT GGTGTTCCCTTCATAAATTCCA 232

Ai07B25074 Araip.B07 25074 p2 (TG)6 12 114614076 114614087 TGAAGGATATTGCGAGTTTGC GCTGACTGTGGCTGACTTTG 262

Ai07B25076 Araip.B07 25076 p2 (TC)9 18 114615961 114615978 CTCTGCCACGTTCTCCTTTC GGTTAGGGCCACACTGTTGT 279

Ai07B25077 Araip.B07 25077 p2 (TG)6 12 114616280 114616291 ACAACAGTGTGGCCCTAACC TTCTTCCCAACCCTAACCCT 163

Ai07B25081 Araip.B07 25081 p2 (TC)8 16 114622132 114622147 CTCTGCCACGTTCTCCTTTC CCAGTTAGGGCCACACTGTT 279

Ai07B25086 Araip.B07 25086 p2 (TA)24 48 114672430 114672477 TCCATTTTCAGAGACAACAACAA TTAGTCATTTCGGTGAGCCC 256

Ai07B25092 Araip.B07 25092 p2 (AG)7 14 114692219 114692232 GAATGAGATGGGGGAGGAAT TTTCTTAACTTTTTCAAAACCACC 209

Ai07B25093 Araip.B07 25093 c (A)10gagagaaagaaaagagagaaaaagaatcagaggaagagagagaacagaagaagataggaaaaagagaagaagagaatagggat(GA)6105 114695919 114696023 CCCTTCTCACTCACTCTCACTCT GGCAACAGAGTGACTCGACA 254

Ai07B25095 Araip.B07 25095 p2 (TA)8 16 114701976 114701991 GATCATCATGGTTTTGTCGC TTTCCTAATAATATCCCACTTGGAC 163

Ai07B25100 Araip.B07 25100 c (TCT)5cccattct(TTC)538 114736429 114736466 CAACAAGAGAGCCAAAAGCC GAGAGAAGGGTTTTCCCAGG 252

Ai07B25103 Araip.B07 25103 p3 (CAT)5 15 114745429 114745443 TTGGAAATCAGCCAAGTTCA GTCGTTGATGCACCTCACAT 259

Ai07B25104 Araip.B07 25104 p2 (TA)9 18 114750719 114750736 CGAACAATAGATAGTGAGTGCAAA GCGATATAAATAATGATGGTGATCC 265

Ai07B25105 Araip.B07 25105 p2 (AG)6 12 114757195 114757206 CCATTGCTCCTCTTTTTCCA TGCAGTCTCTCTCCTCCCTC 174

Ai07B25106 Araip.B07 25106 p2 (GA)17 34 114757388 114757421 CGTTGCCGTCACAACATTAT GATGGTTCCAATCGGCTCTA 193

Ai07B25111 Araip.B07 25111 p3 (TTC)5 15 114774004 114774018 TGCTCGCGTTCTTCCTTATT TCCAATTCGCTCTCATTCAA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25113 Araip.B07 25113 p2 (TA)8 16 114781423 114781438 GGCATAATTTTTACCTAATTGTAGCA TTTCCAAACGTTTTCATCACA 195

Ai07B25114 Araip.B07 25114 p2 (TA)8 16 114781602 114781617 AACGTTTGGAAAATAAAGGCAA GCATTGAGAAGATCGCATGA 189

Ai07B25119 Araip.B07 25119 p2 (TC)7 14 114792656 114792669 CGCACTGCACTCATCAGATT CAGCTTGCAACATCCATTTC 265

Ai07B25127 Araip.B07 25127 c (TA)8(T)10 26 114822901 114822926 ATGTGGGTTGTGGGAATGAT GGCATACATTGGAAACAGCA 177

Ai07B25137 Araip.B07 25137 p2 (TG)8 16 114845966 114845981 TCTCCATGGAAGGAAGGTTG AGGCGGGCATATACAAACAG 162

Ai07B25141 Araip.B07 25141 p2 (AT)6 12 114852853 114852864 AGTTTCGGAGTGCTTTTGGA TCACAACTCCGGAAATGTCTT 234

Ai07B25142 Araip.B07 25142 p2 (TA)6 12 114853110 114853121 CATTTCCGGAGTTGTGATGTT CCAAAAGGGAAGTAGGAGTAAGC 276

Ai07B25147 Araip.B07 25147 c (A)10gtgcctcttaagaattcgaatactaaaagtttttatgatcattagtaattaattcttcataatgatccagtataatctc(T)1099 114858148 114858246 TTTTTCCCAACATTTAACCATTC TTCCAATTGCCAAATCTTCC 276

Ai07B25148 Araip.B07 25148 p3 (TCA)5 15 114862195 114862209 TGGTGGCTGCATTTACAAAA CACTGACAGTTTCCTGAACCC 144

Ai07B25149 Araip.B07 25149 p2 (AT)9 18 114863003 114863020 GAAGAAGGGTTTGCAAGCAG GTCCCCATATTCCCCACAAT 248

Ai07B25154 Araip.B07 25154 p2 (TA)10 20 114882642 114882661 GGTCGGACACAATAAGGAGC AGGTGGAAGAAGCCACCTTT 153

Ai07B25156 Araip.B07 25156 p2 (GA)6 12 114900062 114900073 TAGGAGGAGGTGCAGGAAGA TCAACTCCCTTTCCCTCTCA 142

Ai07B25158 Araip.B07 25158 p3 (TAA)5 15 114910634 114910648 CTTGTTATTTTCAGGGGGCA CGTCAATCCCATCTCCTCAT 217

Ai07B25159 Araip.B07 25159 p2 (TA)12 24 114913354 114913377 ACTCAAGGACAAAGATGCCC CAAAAGGACGAAAAAGGGGT 199

Ai07B25160 Araip.B07 25160 p3 (ATC)6 18 114916580 114916597 GACTCCATTTCCCTGCAAAA CCCTCAAAAATGGGGAAAAT 221

Ai07B25162 Araip.B07 25162 p2 (AT)6 12 114920444 114920455 TGGCAATTTTAGGTTGCTTTG AAATTCACATTTGCATCGGC 140

Ai07B25164 Araip.B07 25164 p3 (GAA)10 30 114925749 114925778 TGTGTTTCAGAATCAAAGGCA GAAACCAGTTGCAGGAGTGG 279

Ai07B25167 Araip.B07 25167 p2 (CT)6 12 114929745 114929756 CTCCTGACTGGGTGCTTTGT TGGTCATACGCGATTGGATA 146

Ai07B25174 Araip.B07 25174 p4 (TTTA)5 20 114941575 114941594 TGTCGGTGGGATCATATTCA CGTGACTGAGAGGGAATCAA 110

Ai07B25177 Araip.B07 25177 p3 (AAT)7 21 114946995 114947015 CGTCGCTTATGAAAATATCCC AAAGGAAACGAATGCCATTTT 271

Ai07B25179 Araip.B07 25179 p3 (TAT)6 18 114947358 114947375 TGATCAATTACAGGCCCAAA CAATTCCTTTCCACTCCTTTAGA 279

Ai07B25180 Araip.B07 25180 p3 (TCA)5 15 114950633 114950647 TGACAAAGCTTGCAAAATGG TCCCACATTCACCAAAATCC 172

Ai07B25181 Araip.B07 25181 p3 (ATT)5 15 114952834 114952848 CTTCCAATGGCTTGCAAAAT GCCTTGCTCTAACCCTGATG 265

Ai07B25182 Araip.B07 25182 p3 (ATT)7 21 114953050 114953070 GCATCAGGGTTAGAGCAAGG GGAACCTCTTTTGATGCTGC 206

Ai07B25184 Araip.B07 25184 c (T)10actaatatttttaag(T)1136 114957297 114957332 ATTGTTGGCGCCATTAGAAA TAAGTTGCGGGTTCGAGTCT 270

Ai07B25188 Araip.B07 25188 p3 (GAA)5 15 114975793 114975807 ATTTCGCCCTAGAACTCGCT GCAACTTCGATTTCGTCTCC 242

Ai07B25190 Araip.B07 25190 p4 (TTGT)5 20 114986556 114986575 GGAATTGAAGATGAATGATGAATG GGATTTGGATAATTTTGCTTGC 260

Ai07B25193 Araip.B07 25193 p6 (TATCTA)7 42 115004482 115004523 GAGCACATAAAACCCAAACCA CGAGGTCAACCGTTCATTTT 164

Ai07B25194 Araip.B07 25194 p3 (TGA)5 15 115016255 115016269 CTGTCCCAAGCTGAAGAAGG TGTGGTCTGCCATGAGACAT 146

Ai07B25195 Araip.B07 25195 p2 (CA)6 12 115020707 115020718 GCGCCAAGAAAAAGTGAAAG TGGGGAGTTGATCTCTTTGG 260

Ai07B25197 Araip.B07 25197 c (A)10ttaaacaataatttataacataaacagcagattctgaa(AT)1272 115025753 115025824 GCCCCTAAACCCTTAAACCC TCAGTGGTGCATCCAAATTC 275

Ai07B25198 Araip.B07 25198 c (A)14g(A)11 26 115027157 115027182 GGGAACAACAAAGCCATCAG AAAGGTTTTGGTGCTGGTTC 272

Ai07B25199 Araip.B07 25199 p3 (TCC)10 30 115041522 115041551 CGTGAAAATCACGTTGTTCC TGAAGATGAAACACGCGAAG 180

Ai07B25200 Araip.B07 25200 c (TGA)6aaa(AAG)536 115042201 115042236 TGCTGCATTTTCTTCTTCTTCTT TCCTCCTCCTCATCTTCTGC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25202 Araip.B07 25202 p3 (AAG)5 15 115043053 115043067 GAATGTAAGTTCATCCTCTTCCAAA CTCCTCCTCATCTCCTGCTG 206

Ai07B25203 Araip.B07 25203 p3 (AAG)6 18 115043537 115043554 TCGAATCACACCTCAACCAA ACGTTCTTCTTCGTGCCGT 273

Ai07B25205 Araip.B07 25205 p2 (AG)27 54 115047524 115047577 GTACATGGCCCCACATTCTC TTGGGCTGCCAATCTTAAAC 225

Ai07B25207 Araip.B07 25207 c (T)13aattagagatctgtcacatatacaagtctttttggcttacaacttacaagctatacaagttggcccaagtcc(A)1095 115051878 115051972 AAAATTAAGAATGTTGCATGACC GAAGAAGAGGAAGTGTGCGG 205

Ai07B25208 Araip.B07 25208 p2 (AT)6 12 115058760 115058771 AAAATGAGTCAGTTCAATGGTCA CTGGATGATGGAAACGTCCT 256

Ai07B25213 Araip.B07 25213 p2 (AT)7 14 115074803 115074816 CGATTATTCATCTAACACCGACA CACAAATATTAAAGAAAATCACACATC 274

Ai07B25214 Araip.B07 25214 p3 (TAT)13 39 115075994 115076032 CGGATGTTGCTAACGCACTA TTTACCGTCTGCGACAACAG 249

Ai07B25223 Araip.B07 25223 p2 (TA)6 12 115099395 115099406 CTTCACCGCTCAATCACTTG CGGACTGTGCGATTTGTGTA 259

Ai07B25226 Araip.B07 25226 c* (A)10(AAAG)5* 27 115102554 115102580 CATCCATGGCTAACACCATTT CATGGTAGGGTGATGAAGGG 153

Ai07B25228 Araip.B07 25228 c (AAAT)8aaactatatttcagaaaggagaaatcaataaaataaattgtncttcttggattttttttaatgtaaaagttgattaccaacatttttttt(A)10132 115105127 115105258 TTTGATATGCTACCCGCAGA AAAAAGTGAAATTCAATACTGTCAAAA 270

Ai07B25233 Araip.B07 25233 c (T)10catttatcccatatatagacatctatatgtttctttcgtttcatgaataaaattatctgactttaaaatt(A)1191 115113843 115113933 TTCCACTTCTTAATTGATGAGCA CCTAAAATTTCAGTGCCATCTTC 265

Ai07B25238 Araip.B07 25238 p2 (GA)7 14 115133146 115133159 GGTAGAGAGAGACGGCCCTT GTTCACCCAAGAACCCTCAA 269

Ai07B25239 Araip.B07 25239 c (T)10ctttcaccaaattctcgttcactctcttttcttttctctttc(T)1163 115135931 115135993 CCGAAAGTGTATGTCGTCCC CCCGCTTTTCTCACTTTCAT 132

Ai07B25242 Araip.B07 25242 c (GTT)7gagtgac(TA)1354 115138096 115138149 TACCCAGATCAGTCCCCAAA CATAATAGTCCCCCGTCCAA 261

Ai07B25248 Araip.B07 25248 p2 (TA)8 16 115159711 115159726 TCTCCTTTAATTCTTCTCAATCTCTC TTTTGAGCATATAACTTTGTTTTGG 104

Ai07B25249 Araip.B07 25249 p3 (ATA)30 90 115159962 115160051 AGTACGCTTAAGAAGCAATTCG TCCATAAATTTTGCTTCAATTTCA 178

Ai07B25259 Araip.B07 25259 c (T)14ctctttctctagtttaatcacaaaaaaaatacattagttctaatgatagcttatttagtagtaaaatctatttcacagc(TA)6105 115182381 115182485 TCAGCAAAATTTGTTAGCTCTGA CGGGAGATTGTTACATGCTTT 231

Ai07B25270 Araip.B07 25270 c (AGC)6aa(CAG)5(TAG)962 115219661 115219722 CATTGCACTTCCATGTCAGG ATACAAAGCGAGGGCAAAGA 113

Ai07B25271 Araip.B07 25271 p2 (AT)10 20 115220048 115220067 CTTGTGAGTCGAGGCCTGTT CTTCACGGCGTTCCTTAGAG 279

Ai07B25273 Araip.B07 25273 p3 (AAT)6 18 115222847 115222864 TATAAGGGAAGCGAGAGGCA TTGATTCCCTGAAGCCAAAG 264

Ai07B25276 Araip.B07 25276 p2 (AT)7 14 115229333 115229346 CACGCAGCATTATTGAAAGG GGGAACAGAAGAGGACAACG 214

Ai07B25287 Araip.B07 25287 c (T)11aaatcttcaagaaatatcttatcgaaccaactttttttcatattttcttcc(T)1072 115254142 115254213 TCGCCTGTCATATAATCACCA CTATGACCGAAACAAGGGGA 193

Ai07B25289 Araip.B07 25289 p2 (AG)6 12 115264156 115264167 TCGATGCAACCAACAAGAAG TATGAATGGCGATTGCAACA 218

Ai07B25293 Araip.B07 25293 p2 (TA)8 16 115280772 115280787 CAATGCCAGGGGATAATGAC AAGAGCTTTCGCTCTGACATTT 280

Ai07B25294 Araip.B07 25294 c (T)10aaaaatattttttaacaattaaaattagaattt(A)16(TA)875 115282896 115282970 GCTGTTAGGAAGGAACCACTCA TGAATCAAATCTTGAACTGGTCT 210

Ai07B25295 Araip.B07 25295 p3 (TGA)6 18 115290147 115290164 ATGTTCCTTTTGTTGCCACC TCTGATCCTGCTTTCGGAAT 154

Ai07B25301 Araip.B07 25301 p2 (CT)6 12 115295168 115295179 TGTTCGTTCGATTGGTTTCA CAACGATGACCAGTCTCGAA 197

Ai07B25304 Araip.B07 25304 p2 (AT)6 12 115306614 115306625 CCACAATCCAATCAATCACG TGAGATCTATTAATCTTCATCCAATG 250

Ai07B25305 Araip.B07 25305 p3 (CAA)25 75 115308982 115309056 CGTGGGTTCGAGTCTTCCTA CCAAACCCATTCATGTTTTCT 280

Ai07B25311 Araip.B07 25311 p2 (AT)6 12 115315525 115315536 CTTCCACCGAAGCCATAAGA TCTTCCTCACTCTCGGTTCC 182

Ai07B25315 Araip.B07 25315 p2 (TA)7 14 115335718 115335731 TGCTAATCGTTTGTAGTGCATGA GGAGAGGCAGGGTTTTGTTT 280

Ai07B25316 Araip.B07 25316 p2 (TA)9 18 115336490 115336507 TGGAGAGGCAGGATTTTGTT GGAAATGGAACAACTTGCGT 205

Ai07B25318 Araip.B07 25318 p2 (CT)10 20 115337402 115337421 TGCCTCCAATTTGAATCCAT TGGGACAATACTGAGCGACA 102

Ai07B25324 Araip.B07 25324 p3 (ATT)12 36 115351770 115351805 TTTGGTCCGAATCAAACACA CACTACTCACCCACCCCTTG 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25331 Araip.B07 25331 p2 (GC)6 12 115370393 115370404 CAACTCTAAGCCCCTAGCCC AGTTGGGGGAGAGAAGGAGA 262

Ai07B25332 Araip.B07 25332 p2 (TC)6 12 115370600 115370611 TAGCTCACGAAGCACACTGC AAGGGTGAGATGGTGGTGAG 225

Ai07B25333 Araip.B07 25333 c* (T)10caaggctcctagttaaatatctttcac(TAT)11(TA)9*85 115377835 115377919 GCATTGCGCTTTTGGTTTAT AAGCCTTCAAGAAATGGCAA 220

Ai07B25334 Araip.B07 25334 p2 (AG)6 12 115381578 115381589 CAGCTCAGGGAGCTATGAGG AAGATGCACGTCCCAGATTC 258

Ai07B25335 Araip.B07 25335 p2 (AG)11 22 115384291 115384312 AGAACGGAACCCGAAAAACT CGCTCTCTTTTCCGACACTC 170

Ai07B25340 Araip.B07 25340 p3 (TAA)7 21 115388515 115388535 CGAATTCAAGGAGCCAAATC TTGGGTGGAACTAGTGGAGG 219

Ai07B25343 Araip.B07 25343 p3 (GAA)6 18 115392151 115392168 TGTTGACAAGTGTGGGGAAA CCGGATTCTACATTTTGCGT 202

Ai07B25345 Araip.B07 25345 p2 (TC)6 12 115393896 115393907 CCGTTCTCTCTCTCCTTCCA TTTGGATTGAGGATTCGAAGA 168

Ai07B25347 Araip.B07 25347 p3 (AAC)5 15 115400770 115400784 CCAAAACCTCCAACGAATGT TAAAATTACCAAGCCCACCG 268

Ai07B25348 Araip.B07 25348 p3 (GAA)6 18 115412515 115412532 TCCAAACCTCATCAGCATCA TCGTTTGTTATACATGCGCC 278

Ai07B25351 Araip.B07 25351 p2 (AG)6 12 115415102 115415113 TGGACAAACCATGGTGAAAA TTTGCCACCCCTACCTGTAA 208

Ai07B25353 Araip.B07 25353 p2 (AG)6 12 115423841 115423852 TGTTGATGGAAGTTGTGGGA GTTGCACAGTTGTGCCAGTT 250

Ai07B25357 Araip.B07 25357 p2 (AT)6 12 115428459 115428470 GGTCCTTTTCCTACTTATGTGCC AGATAGAGGTGAACTGCTGGAT 175

Ai07B25358 Araip.B07 25358 p3 (ATA)6 18 115429048 115429065 ATACCACTCATGGAGGCGAG TTTATTGGGTTTGGGCTGTC 253

Ai07B25360 Araip.B07 25360 p2 (AT)6 12 115430891 115430902 GTTGAATGGCGTGGAACTCT GAACGGAGCAATTATCAGGC 193

Ai07B25365 Araip.B07 25365 p3 (TAT)15 45 115445104 115445148 ATAACTTGGCCAAAATCGCA GTCTTGTTTCCTTGGGGCTT 164

Ai07B25372 Araip.B07 25372 p2 (TC)6 12 115461667 115461678 ATTGTGCTTGGACTTCCCTG CCGAGATGAGAAGCACACAA 258

Ai07B25376 Araip.B07 25376 p3 (AAT)5 15 115478022 115478036 TCCCCTCTCCATTAGCTAGG TTGGCTTCTGATCCTCTCGT 241

Ai07B25378 Araip.B07 25378 c (TTC)12ttttccttgtgtc(T)2069 115482437 115482505 ATGCAAAACTTATCCGTACACA AAAAGATGACGAACTTACATTCATT 217

Ai07B25379 Araip.B07 25379 c (T)10gtttttattcttgttaagagagtaaaacaagaaaaaacttgagaagat(A)10gatgaataaaaaa(AAG)5atgatgatgatgata(ATG)7132 115482968 115483099 CATCTTCTTTCAAGTAAATTTGTAGCA TCAAAACTCTTCTTCTCCCCC 239

Ai07B25382 Araip.B07 25382 p2 (AT)8 16 115485783 115485798 TGAAGGATTTGAACGTGTGG TGGAGCTGACCTAAACTCGAC 226

Ai07B25384 Araip.B07 25384 p3 (AAT)5 15 115490070 115490084 TGTAAATCCATGGGCCAAGT CAATTCCAAAACGGCAAAAG 148

Ai07B25392 Araip.B07 25392 c (A)10catagatcttgctagaatgctaggcatggccttttgattcttcctctttttcttttttgttttttg(T)1288 115501631 115501718 GAACATGCATGGGTCAATTTT TCAACCATAAGTTGAAATCGAAGA 262

Ai07B25398 Araip.B07 25398 p3 (TTG)6 18 115514031 115514048 GCACCCACTCCTGATCCTAA TCTTAATGCAAACCAACCTGAA 151

Ai07B25399 Araip.B07 25399 c (T)12ctgtatttgtgtgttttctatactttatggtccattcaaatattaaa(T)1069 115515362 115515430 TTTTATGACTATGGGCTACCTTATTTC CCGGTAGCAATATATCTAATCTAACAA 280

Ai07B25401 Araip.B07 25401 c (A)11gaatcaaggattcaaatgag(A)1142 115522375 115522416 CATGGTCACCCTTCTACCAGA ATTTGGAATTGGTTCGCTTG 239

Ai07B25404 Araip.B07 25404 p4 (TTTA)5 20 115526391 115526410 TAATGCAGCAGCTGACTTGG TTCTTGTTTTCACACCCCCT 224

Ai07B25405 Araip.B07 25405 p3 (AAT)5 15 115532126 115532140 CGTGAAATCGACTGTACCTGAG GAATTTGTCTGCATGTCCCA 231

Ai07B25411 Araip.B07 25411 c (TTC)5ctttt(TCA)1874 115572272 115572345 AACACCACCACCTCATCCTC TCGTGAACAAAAACACATCCA 223

Ai07B25412 Araip.B07 25412 p3 (GGA)5 15 115573676 115573690 TTTGGACGCGTTGTCCTTAT CGTTTTCTTCTTCTTCGCGT 150

Ai07B25416 Araip.B07 25416 p2 (AT)6 12 115578952 115578963 GATGATGGCTTAGGGTGGAA AACCAAACGAGAACTCATCCA 219

Ai07B25418 Araip.B07 25418 p4 (AATA)6 24 115582455 115582478 CGAAAATCTCAACGATAAAATTGAA AAACCTGTCAAAATGGGCTG 196

Ai07B25420 Araip.B07 25420 c (A)11gattggaaggaaccctaagcagcccttttttatgtttatctaatattctctctctgctggatctttactc(T)1091 115586567 115586657 CCAAAGAAGGTCCCAAAACA ATGGGAATTCCAGCATCAAC 264

Ai07B25421 Araip.B07 25421 c (A)17tatcaattac(T)1037 115590639 115590675 TGTCAACGTATTGAACCAATCA AATGGACGGGAGAATCAAAA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25422 Araip.B07 25422 p3 (AAT)7 21 115596066 115596086 GCATCATCTTTGCAAATCCC GCACCATGCAATGTAGCACT 198

Ai07B25427 Araip.B07 25427 p3 (GAA)5 15 115605513 115605527 CAACCTTATCCACCGCCTTA TTCCTTTTTCCTCCTACGTTCA 134

Ai07B25430 Araip.B07 25430 p3 (TCA)5 15 115608811 115608825 TGTTCCAAGAAGCGTCATCA GCTGACGTGGAACCTTCTTC 259

Ai07B25432 Araip.B07 25432 p3 (ATA)5 15 115612494 115612508 TGTTGGATGCAAGACAGTGAG TTGTTTGGTCAAAGTTGGTCAC 276

Ai07B25433 Araip.B07 25433 c (A)15cctagtaaccattccctattcaccct(A)1152 115613722 115613773 TGGAAAGAGCCCAAGAGGTA TTTTTCCTTTTGTGTTTAAGAATAGGT 280

Ai07B25437 Araip.B07 25437 c (A)10tttactgttgaaatcggaccgtccgatttctatttaaaaaaat(A)1164 115621652 115621715 GTGCATCTCACAATGATGGG ATTACAAATCGCATGGTCCG 233

Ai07B25438 Araip.B07 25438 p2 (TA)7 14 115622227 115622240 ACTGTGAGAAATGGGCCAAG TCCGTCGCAAATTTGAACTA 244

Ai07B25440 Araip.B07 25440 p2 (TA)7 14 115623034 115623047 AGCTGTTGGAAACAAACGAA CCAAACAAGGATTGTTGTGCT 265

Ai07B25441 Araip.B07 25441 p3 (ACA)8 24 115624049 115624072 TGCAAAAACTAGTGGCATGAA CGTTTGATTCATGTAGCCGA 207

Ai07B25443 Araip.B07 25443 p3 (TCA)16 48 115633538 115633585 CGTTCACACACGAGGCTCTA GCAGCAACAAAAGAATGACG 124

Ai07B25449 Araip.B07 25449 p3 (TTA)5 15 115651999 115652013 CAAACAAATCTATGCAAACCCA TGGATGAGGCCTCGAAGATA 195

Ai07B25453 Araip.B07 25453 p4 (AAAT)5 20 115664907 115664926 TTGTGATTTTTGAATCATTGGA CTCCCAACCAATCCAAACC 255

Ai07B25458 Araip.B07 25458 p2 (TA)7 14 115675037 115675050 CTGAGTCTCTCCCACCAAGC ATGGACGAGGTGCCATTAAA 233

Ai07B25461 Araip.B07 25461 p3 (TAA)5 15 115679789 115679803 ATTGGAGGAGTGGAAGCTGA CAAAATTCAGGGACCGAAGA 134

Ai07B25466 Araip.B07 25466 c (TTG)9agtgac(TA)849 115687130 115687178 AAAACGGACATTTTAGCCCC CATAATAGTCCCCCGTCCAA 259

Ai07B25472 Araip.B07 25472 p3 (GTT)5 15 115709702 115709716 TAGGCATGGATATGGTGGGT TAGATTCGGTGATCCCTTGC 130

Ai07B25473 Araip.B07 25473 p2 (TA)9 18 115717214 115717231 TTTTTCCCTCGCCTTTATCTT CTGCGCCACTCTGATAGCTT 258

Ai07B25474 Araip.B07 25474 p3 (CAA)5 15 115724309 115724323 ATGATATTATTAACGCACATTGATTT TGCCATGTCCTGTTTTTCAA 219

Ai07B25479 Araip.B07 25479 p2 (TA)11 22 115747444 115747465 TTGGTCTGTGGTACTTGGGA AAATCGCATTTTGTCATTTTAGTT 197

Ai07B25484 Araip.B07 25484 p5 (TCAAT)5 25 115757538 115757562 TCCTTTCTGCATACCGAACC CAGTTGCATGAGTGCGATTT 274

Ai07B25485 Araip.B07 25485 p3 (AAG)28 84 115757873 115757956 AACGCGAAAGAGGAGAACAA TACCTTTCACTCCACGCCTC 250

Ai07B25486 Araip.B07 25486 p3 (ACA)5 15 115758371 115758385 TGAAACTTCTAGCTGTCACCACA TGGCATCGTTTGATTCATGT 251

Ai07B25488 Araip.B07 25488 c (GT)8a(TATG)5 37 115771219 115771255 TGTAGCAAGCATCTCCATTAAAA CACCTCTCTTCCATTAGTTGGG 172

Ai07B25489 Araip.B07 25489 p2 (AT)6 12 115789539 115789550 TGCTGAGAGGAGCATCACAA CGACACATTCAAGGCTGAGA 257

Ai07B25491 Araip.B07 25491 p2 (TC)7 14 115827488 115827501 GCTGGAGCCATGGAAAATTA AGCTAACCTGGTCACACCCA 261

Ai07B25493 Araip.B07 25493 c (TC)7taa(AT)7aacaaaaaatggcattaaaagattaatttttaacagaaatgttattttgacaaatgggtgc(T)12104 115837451 115837554 TTTGGTTAGTCTACGCTCTTTTTG AACGCTTGCACAGGAGAAAT 263

Ai07B25499 Araip.B07 25499 p2 (CT)6 12 115863793 115863804 TTCCTACGATGGCTTCGTTC GTCACGGATGAGGTGAGAGG 248

Ai07B25505 Araip.B07 25505 c (CA)8(TA)10 36 115879280 115879315 ATTTGGCCTGAGCTGTTTTG GGGTTCAGTTCTTGAGCGTT 248

Ai07B25508 Araip.B07 25508 p2 (AT)7 14 115910080 115910093 TTTGTCCCCACACTTAGTTGC CATCTGTTCAAAAGCTACGTGA 278

Ai07B25509 Araip.B07 25509 p2 (AT)6 12 115910268 115910279 TCACGTAGCTTTTGAACAGATG TTGTAAATAGTGGGGAATTGAAGA 263

Ai07B25511 Araip.B07 25511 p2 (TA)7 14 115929367 115929380 CAACCACCATCCCTGCTAGT CGAAGTAAAAACACCCGCTC 247

Ai07B25513 Araip.B07 25513 p3 (AGA)5 15 115956110 115956124 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 261

Ai07B25514 Araip.B07 25514 p2 (GA)6 12 115956230 115956241 AGAAGAGGGGGAGGTGTGTT ACCCCACAGGATCATCTCAG 196

Ai07B25515 Araip.B07 25515 p2 (GA)6 12 115957660 115957671 GGGTTCGAATTTGGTGATGA TTTCTTATCTTTTTCAAAACCACC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25517 Araip.B07 25517 p2 (AG)6 12 116005199 116005210 CCCACTTCCCTTTCTTTCCT ATAATTGAGAAGCAGGCCCA 248

Ai07B25520 Araip.B07 25520 p3 (GAT)10 30 116033618 116033647 TTGGAGACACATGGGATTCA CAACATAGTCCTCATCATCCGA 271

Ai07B25523 Araip.B07 25523 p2 (AC)7 14 116041001 116041014 CGTTTCACCCAGTTCCCTAA CCTTCCCCCTTCATTTGTTT 123

Ai07B25525 Araip.B07 25525 p3 (CAT)7 21 116046515 116046535 TCCTCCTCCCCTCTTCTTTC CGACGATAACGATAATGACGA 147

Ai07B25527 Araip.B07 25527 c (A)10gaaaaataatgaaccaaaactttttagtacctttttagatcaataacaaccaagataatcattataatcatcgtg(A)1095 116060870 116060964 TCCAATTAGCTGTAACTGAACAAA GCAGAATTTGTGAATCCGGT 192

Ai07B25528 Araip.B07 25528 p3 (AAG)5 15 116064136 116064150 GCCACCTATTATTGCATTTGG ACTGCAGTTTCTCCTGCCAT 247

Ai07B25529 Araip.B07 25529 p2 (CT)7 14 116067820 116067833 GCCTATCGCTGCTTATTCCA AACGACGGCGACTAAGTGAT 277

Ai07B25530 Araip.B07 25530 p3 (TCT)26 78 116067943 116068020 GCCTATCGCTGCTTATTCCA AACGACGGCGACTAAGTGAT 277

Ai07B25532 Araip.B07 25532 p2 (TA)7 14 116069348 116069361 CAAATCAAAATACATAGGAGAAAAACA CTGCTCTCTCTCTTACCCCTTC 269

Ai07B25533 Araip.B07 25533 p3 (TCT)6 18 116070507 116070524 CACGCGCCTCATATAACGTA TGAAGAATGCGAGCAGAGAA 111

Ai07B25535 Araip.B07 25535 p2 (TC)6 12 116089852 116089863 TTTCTTGCTTCTTTGGTGAACA AAGGCTGATCCCTCCATTTT 118

Ai07B25537 Araip.B07 25537 c (TTA)7ttg(TTA)6 42 116113883 116113924 AGTTGGGTGGTGGAGCTATG CAGGCAAAGGTTTCAGCATT 186

Ai07B25541 Araip.B07 25541 p3 (GAT)5 15 116120749 116120763 CGCCAAGAAGAGAACCTCAG GCACCGACATCAACATCATC 267

Ai07B25546 Araip.B07 25546 p2 (TA)6 12 116131031 116131042 CAGTCCATTTAATCCACGGC TTCAAATGGCATAATCTCTCTTG 270

Ai07B25550 Araip.B07 25550 p2 (AT)10 20 116148589 116148608 CCCACAAGCTATTTGGGCTA TATGGACGCAGAAGTCACGA 271

Ai07B25551 Araip.B07 25551 p2 (AT)10 20 116152479 116152498 TTTGGATCAATTTTGGGTAAAAA ACGCTGGCTCAAAAGGAGTA 251

Ai07B25554 Araip.B07 25554 p3 (TCC)5 15 116164381 116164395 CCCTAATCCAACAAAACCCA AAGTGCAGCAACAACAGCAG 208

Ai07B25556 Araip.B07 25556 p3 (AAG)6 18 116165355 116165372 GAATGTAGGTTCATCCTCTTCCA TTTTCCTCTTCCTCCTCTTCA 223

Ai07B25558 Araip.B07 25558 p4 (TTTA)5 20 116166442 116166461 GAAGGGATGGATAGCGACAA CTGGAATTGGGAGAAACCAA 131

Ai07B25559 Araip.B07 25559 p3 (TCA)6 18 116166661 116166678 TTGGTTTCTCCCAATTCCAG TGACAAGAGGCAAGATGCAC 233

Ai07B25562 Araip.B07 25562 p4 (AAAG)5 20 116172154 116172173 TAAGGCATGCTTTGTTTCCC CCCCTCTCTTTCTCGGTTCT 231

Ai07B25563 Araip.B07 25563 p2 (AT)9 18 116172899 116172916 CCTGTGGTCATCACCAGGTA AAGAAGATGTTGCAGCCTAGC 254

Ai07B25565 Araip.B07 25565 p2 (AT)10 20 116175959 116175978 GAGTTGGTTGAGGCTTTGGA ATGCACAAACCACCACTTGA 149

Ai07B25566 Araip.B07 25566 p4 (TTTA)6 24 116178304 116178327 CTGGTGCTGAGGAGGTTAGG GTATGGTAACAGCGCCCAAT 266

Ai07B25567 Araip.B07 25567 p3 (AAG)7 21 116186993 116187013 GAGCCACACAACCCTTAGGA AGGGGGAGGAGCTCTATTGT 279

Ai07B25568 Araip.B07 25568 p3 (ATT)14 42 116192071 116192112 CAAGGCTTGTTGTTTCTCCTTT TTCGGCACCTTTTTACTTTCT 277

Ai07B25571 Araip.B07 25571 p2 (AT)8 16 116210984 116210999 CTTTATCTGTGGCTCCCCAA TGAAGAGAAAAAGAAAATTGATTACAA 274

Ai07B25577 Araip.B07 25577 p3 (AGA)6 18 116234132 116234149 TTGCCTTCCCTTTCCTCTTT CCCCCTCACTCCTGTACAAA 263

Ai07B25579 Araip.B07 25579 p3 (TTC)5 15 116257026 116257040 TACCAAACATTGGGTTGCCT CAATCTTCCCCTCTTCTCCC 131

Ai07B25583 Araip.B07 25583 p2 (TA)6 12 116261437 116261448 TTTTGATGAAGAGAAGATGACCA TAGTAACGAGGGGGCACTTG 241

Ai07B25585 Araip.B07 25585 p3 (GAT)7 21 116274709 116274729 TAAAAGGGGCTGGTTCATTG TGCTAGCTTCCTTTGCTCGT 246

Ai07B25592 Araip.B07 25592 p2 (TA)8 16 116312648 116312663 TGATCCAATCCGAACCGTA CTTGGGTGTCAACATCAACA 272

Ai07B25593 Araip.B07 25593 p2 (TA)10 20 116313426 116313445 CATGCCTGTCTAAAATGGTTTG TGGGACGATACTGTGTTTCAA 164

Ai07B25596 Araip.B07 25596 p2 (AT)6 12 116321147 116321158 CCTTAATTCTTCTCAAAATCTCTCTT TGTGGATCTTCTTGAATTTTGA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25598 Araip.B07 25598 p2 (TA)8 16 116321533 116321548 TCAAAATTCAAGAAGATCCACAAA TTTCTTATATACATTTCGCTGGAAAA 246

Ai07B25599 Araip.B07 25599 p3 (ATA)5 15 116327062 116327076 TACCCTCCAGCTTCATGACC ACTTCTGGGAAGCCAAGGTT 252

Ai07B25601 Araip.B07 25601 p3 (GAG)5 15 116338227 116338241 ACGCGAAGAAAGATGAGGAA TACAATCACCCACAGAAGCG 194

Ai07B25605 Araip.B07 25605 p2 (AT)6 12 116356629 116356640 AACAAAACTTGTCCCGCAAA TTTCTCTGACTCACTTCAAAATGC 181

Ai07B25614 Araip.B07 25614 p3 (ATT)20 60 116402168 116402227 TACCACGACCGGTGCAATTA TTCTATCCCTCCAAAACGAA 276

Ai07B25624 Araip.B07 25624 p4 (TTAA)5 20 116428566 116428585 TCCATGTTTGTATCATCCGTG TCTTGAGAAATGGAAACAGGC 214

Ai07B25627 Araip.B07 25627 p2 (TA)6 12 116433765 116433776 TGGAAATGATTTTGGGAACC AATTTATTGACGGTTGTTATTTGTT 180

Ai07B25631 Araip.B07 25631 c (CCA)6acaccaacaccatcgccacaaccagcaccaccaccaccatcaccaccaccaacaccaacaccaacaccaagaca(ACC)5107 116436356 116436462 GTATTGCGCCAGAATCGAAA TTGGTTGGTGTTAGTGGTGG 280

Ai07B25633 Araip.B07 25633 p2 (GA)6 12 116443247 116443258 CCCGTTCTCTCTTCTCCCTT CCAAAAACAAACCAACACCC 268

Ai07B25634 Araip.B07 25634 p2 (AT)13 26 116450866 116450891 CTTGCGTGTGAGGCAAACTA TGGAGAGGCAGGACTTTGTT 208

Ai07B25635 Araip.B07 25635 p3 (TTC)5 15 116461015 116461029 ATCCTTCACCTCCATGCAAC AGATACCGGTGAAAACGACG 130

Ai07B25636 Araip.B07 25636 c (GA)9a(AG)10 39 116462113 116462151 ATAATAGCGCCTGCTGATGT GGAGATCGATGCTCAAAAGC 241

Ai07B25637 Araip.B07 25637 p2 (GC)6 12 116464952 116464963 CTGGGAGCACAAGCTCATC GGAAGGAGAAAAGCAGGGAG 125

Ai07B25640 Araip.B07 25640 c (A)10g(A)10gaaaaaaataaatgtg(A)1047 116466987 116467033 TTGGGTACATACTCATGCGTTAAT GCATCCCTTTTCATTTCACAA 234

Ai07B25643 Araip.B07 25643 c (A)11gatcaatctatggtcaataatattcaataaagaattacaccc(A)1063 116483349 116483411 CAGCCCAAGACCCAAAAAT AAATGAAAAATTAGCACCCGAA 215

Ai07B25649 Araip.B07 25649 p2 (GA)8 16 116488872 116488887 CATTGATGAAAATTGTGAGTGGA TGTTTTGACTGCCTTTGCTG 106

Ai07B25651 Araip.B07 25651 p2 (GA)6 12 116493740 116493751 CAAGGTGATGTTTCAAGGGG TACGATTACGCCTCCCTGAT 238

Ai07B25658 Araip.B07 25658 p2 (AT)8 16 116507173 116507188 TTTTGAAGGGTTAGAATTGAGTAAA TTCACCTAGACTCAACTGGCAA 121

Ai07B25659 Araip.B07 25659 p2 (TA)8 16 116512783 116512798 TCGTGAGCGTTGTATCTTCG AAACAGAGGTGGTGAGGTGC 127

Ai07B25660 Araip.B07 25660 p2 (GT)6 12 116514647 116514658 GGAATGAATATTTGCATTTTATCC CCAAATCTCAACACACACCG 217

Ai07B25661 Araip.B07 25661 p2 (AT)8 16 116518895 116518910 TCACGAACATTTGAAGCACG ACCCCAAATCTTAGGGACGA 207

Ai07B25665 Araip.B07 25665 c (T)10g(GA)7atagaagaagaaaagagaa(AG)6aaagaaagaatgaagggagaaaattcaatccgatcgaatacaatcttgacgtccgcaatgactcccccattctctctctacactttctctctct(A)15165 116524229 116524393 TGTGCATAAGAAGGGCACAA ATGTTGTTGCTTGCTGCTTG 254

Ai07B25666 Araip.B07 25666 p2 (CT)8 16 116524985 116525000 CCTCATTTGTGGCTCTGGAT GCATCTCATGGCAAAAACAA 247

Ai07B25667 Araip.B07 25667 p3 (CAA)5 15 116526316 116526330 TTGGAACCACAGCAAATTCA CTGCTGGTGCAGAAGATTCA 213

Ai07B25670 Araip.B07 25670 c (TGA)5ttaaggaagtttaacatctacaatattgaattaatgatttatccaatgtagcctttgcaaaaatgtggagaga(AT)6tatttaaagtgttcaatccatatatggaaacactgcccttaacc(TA)7158 116531986 116532143 CCTAGCACGAGGAAGGTCAC TCTTGTCCTAGACGCTACTCTCTG 270

Ai07B25676 Araip.B07 25676 p3 (TCC)5 15 116543711 116543725 GGAATCAGCCCATTCAGAAA CAAGGCTTAAGGCACTGGAG 131

Ai07B25678 Araip.B07 25678 c (A)11ttagatagtattcagtgtaggatcttatttttcatta(T)1058 116547032 116547089 GTTGGTGGAGTAGTGAGCCC TGGGAAATAGATCCTCTCCA 231

Ai07B25681 Araip.B07 25681 p4 (AAAT)5 20 116559850 116559869 TTTGATTAGAGTCTCGTGCTGA TCTGAATACTCCTCTTTTTCCCTC 224

Ai07B25683 Araip.B07 25683 p3 (CTT)10 30 116563155 116563184 AAATACACACGCCCAACACA GTGCGTAAATGAGCGTGAAA 130

Ai07B25684 Araip.B07 25684 c (AGA)5aggagaaggaggaggaggaagaggaggagg(AGA)560 116563962 116564021 ACCAGAGGAGAACGACGAAG CGGAAAAGTTCTGCATCCAT 278

Ai07B25686 Araip.B07 25686 p2 (TA)8 16 116565934 116565949 TGTGTCAAGTTGCACCATAAA CCGTGCTATCCAGACCAAAT 264

Ai07B25694 Araip.B07 25694 p2 (AT)7 14 116572107 116572120 TGGCTCCTCATACTTTCCCA AAGGTAGAACGTGCTGTCAGG 239

Ai07B25695 Araip.B07 25695 c (A)10ctctataggattgcatggaccaaaagcaatgtcactaat(A)1059 116573544 116573602 CTAATCTTGGTGGGAAGCCA CGGCGACTCTTTAAAATTGCT 193

Ai07B25704 Araip.B07 25704 p3 (TTC)5 15 116591260 116591274 AGCAATCCAAGATTTGTGGC TCCCCCTCCTCCTTTTCTAA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25705 Araip.B07 25705 p2 (AT)7 14 116591798 116591811 CGTCGGTGTCTCTTCTTCGT ATTGATTGCTTGATGGAGCC 265

Ai07B25719 Araip.B07 25719 p2 (GT)9 18 116611527 116611544 CCAAAGTCCTAAACACCCGA ATGCAGCCACAACACCATTA 254

Ai07B25722 Araip.B07 25722 c (A)10ttattattctaattttttgaatttcaaaattagaaataaaaaagaattgacttgagttggtttatattgtgttggtccttaga(T)10103 116633996 116634098 CATCAACAAAAGTGAAGCCAA CATACCGCATAGCCGATCTT 198

Ai07B25723 Araip.B07 25723 p3 (TTG)6 18 116634535 116634552 ATAGAGCTCAATGGCGTCGT TGGTTTTTGTTGGTGTTGGA 141

Ai07B25724 Araip.B07 25724 c (CTC)5(TTC)5 30 116634763 116634792 CCCCGCACTTTCAAATACAT CAAAACACATGCGTCCATTC 250

Ai07B25728 Araip.B07 25728 p2 (AT)13 26 116645455 116645480 CCAAATGATGGAGATAGACGA GGTGAAAATTGCAATGATGTG 280

Ai07B25731 Araip.B07 25731 p3 (TTA)13 39 116648022 116648060 GAAAATCTTTTGTGTTTTGTGTTAAA CAATTACAAGTTGGATTGTTGAGT 275

Ai07B25735 Araip.B07 25735 p3 (TAT)12 36 116658052 116658087 GAAAATCTTTTGTGTTTTGTGTTAAA GAATGTTTTCCTCCGCTGTG 260

Ai07B25739 Araip.B07 25739 c (TA)11ttacaatatataatattat(TA)857 116693302 116693358 TTCTCTCTCCCTTTATACACATAGCA CTGCAATCATCCTGAAGCAA 278

Ai07B25742 Araip.B07 25742 p2 (TC)8 16 116699586 116699601 CAGATATTGCAGTATAGTTCAAACCAA GCAACCACTTCTTCGGAAAC 252

Ai07B25744 Araip.B07 25744 p3 (AAC)8 24 116706288 116706311 ATACCGTGGGAAACCAAACA CTCACATGAGTTGGTCCCCT 199

Ai07B25748 Araip.B07 25748 p3 (TAA)9 27 116742479 116742505 AAAAAGGAAAGATACGTGTTGACAT TGCCTTAAGAAAAACAAAGAATCA 224

Ai07B25751 Araip.B07 25751 p2 (AT)6 12 116745165 116745176 CTACCAGGAACCCCCTTTTT TTGGTCGACAAAACTGAGGA 178

Ai07B25762 Araip.B07 25762 p2 (TA)12 24 116786040 116786063 TTTTCGTCCTCGAAAATTGA TGCCATATGAAAATCCTGGT 200

Ai07B25764 Araip.B07 25764 p4 (TTTA)5 20 116798291 116798310 TTCCGGAATCAATTTAGGAATAA TCACAGGAACTGAAATTTTAAAAGAA 255

Ai07B25766 Araip.B07 25766 p3 (TAT)10 30 116799711 116799740 TTAATTTTTGGTTTGATCGCA AAGACCAAAGAAAAAGGACAAAA 201

Ai07B25767 Araip.B07 25767 p3 (AAT)7 21 116800021 116800041 TTCATCAAGGTTTATTTTGTTTCAAT CGTTCACAGTAAAGTTGTATGAAAGAT 231

Ai07B25769 Araip.B07 25769 p4 (TTAT)5 20 116803466 116803485 GGCCGCTGATATTTTGTGTT CAAAAATCCAAACGCCACTT 111

Ai07B25773 Araip.B07 25773 p2 (TG)7 14 116831280 116831293 GTTGTTTCTCTTGGAATCGG CCAATCTAGAGCACATGGTGAA 280

Ai07B25774 Araip.B07 25774 c (T)10caccatgtgctctagattggaactctttatctcttatatttctacctgttaaatgatatatctttattcatttaatgt(A)12100 116831490 116831589 TGTCTTGCAGGTCACATTCTT TTTTCCACTTTTAATCACAGCA 278

Ai07B25779 Araip.B07 25779 p5 (TTTAT)5 25 116850872 116850896 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 176

Ai07B25781 Araip.B07 25781 p2 (AG)8 16 116857753 116857768 TGAAGAGTTCGAATAAAAGGAGGT CTTGTTTTCTCTTTCTTCTTTTTCA 258

Ai07B25784 Araip.B07 25784 p2 (AT)6 12 116876104 116876115 ATCACACCAAATTAGCCCCA CTTAGCTTCGCAGGCTGAGT 255

Ai07B25789 Araip.B07 25789 p2 (AT)6 12 116898021 116898032 CAAAAGCGCAACACTCAAGA CTTAGCTTCGCAGGCTGAGT 140

Ai07B25791 Araip.B07 25791 p2 (AT)9 18 116910767 116910784 TTATGGGGCAATGCATATGTT CACATGTTAATTAAATCATCTTCTTGA 257

Ai07B25793 Araip.B07 25793 c (TA)8(CA)8 32 116912111 116912142 CACGTTCACCACCAGAATGT CCTATTGGGCTTTTTGTTGC 276

Ai07B25796 Araip.B07 25796 p2 (AT)6 12 116931690 116931701 CAAGATTAAGGATTGCTTGCG AGCTTCGCAGGCTGAGTTAG 122

Ai07B25798 Araip.B07 25798 p2 (AT)8 16 116936212 116936227 GGCCTAAAGTCATCATGAACG TTGCCTTTGACCGAAGAAGT 274

Ai07B25800 Araip.B07 25800 p2 (AG)6 12 116941643 116941654 AGTGGTGGTGGTGACTGTGA TGTCACTGCCTTCATTGAGC 177

Ai07B25801 Araip.B07 25801 p2 (AG)6 12 116947969 116947980 GGGAACTCCCTATGAGATGTGA CCTAATTCCTCTCTCTTCTATTTTCG 274

Ai07B25803 Araip.B07 25803 p2 (AT)6 12 116960760 116960771 CAAAAGCGCAACACTCAAGA CTTAGCTTCGCAGGCTGAGT 140

Ai07B25810 Araip.B07 25810 p2 (AT)15 30 116991035 116991064 CAAAAGCGCAACACTCAAGA GCCTTAGCTTCACAGGCTGA 160

Ai07B25815 Araip.B07 25815 p3 (CAC)9 27 117008331 117008357 TTGATCATCCACAAGGGACA GATGCGGAAACTGAGATGGT 207

Ai07B25816 Araip.B07 25816 p3 (AAT)8 24 117008662 117008685 AAAAACGCATTTGTCCAAGG TATCCTGCGCCTCTCTCTGT 226
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Ai07B25817 Araip.B07 25817 p4 (AAAT)6 24 117014546 117014569 GGTGCACTTGCCGATAGTTT CAAAACTGAATCAAACACACCA 240

Ai07B25822 Araip.B07 25822 p2 (TA)7 14 117048447 117048460 TCAAACATAAATTTAACATAATCGACA GAAACAGAGGCGGAATTGAG 213

Ai07B25823 Araip.B07 25823 p2 (TA)6 12 117051269 117051280 TGAGCATTCCGGAGACTCTT TAACAAGCTCTAGGCTCGGC 247

Ai07B25827 Araip.B07 25827 p2 (AT)7 14 117066604 117066617 TTCTTCACCCCTTCTGTGCT TGTGACGGATCAACAAGGAA 238

Ai07B25830 Araip.B07 25830 p2 (TA)6 12 117069259 117069270 TGTAAGAAAATTCGTTGACCCA GATCATTGTTCTGTTGTCAGGC 137

Ai07B25831 Araip.B07 25831 p2 (AC)10 20 117069878 117069897 GGGTTGCCTTACACAGCATT GAACCACGCCAAAGTTCAAT 239

Ai07B25832 Araip.B07 25832 p2 (GA)20 40 117070389 117070428 ATATTATCGGAGGCAGCGG CGTCGAAAGCAGAGACACAA 212

Ai07B25833 Araip.B07 25833 p2 (TC)6 12 117070555 117070566 TTGTGTCTCTGCTTTCGACG GGGTTGGGAGATGCAGTAGA 174

Ai07B25835 Araip.B07 25835 p2 (AT)9 18 117071817 117071834 GTTTGTGGCTGGTATTTGGG GTCTGGTGGCACACTTCAAA 272

Ai07B25838 Araip.B07 25838 p3 (CAT)5 15 117084157 117084171 ACCTTCTGGAGCGTTTAGCA AACTTGTTTGTCCACCTCCG 204

Ai07B25842 Araip.B07 25842 p3 (AAG)15 45 117098953 117098997 TCAAGCCAAAAATTCAAGCA CGCTCCACCTCTCTCTCTTC 272

Ai07B25845 Araip.B07 25845 p2 (TG)6 12 117104706 117104717 TGTCGCATTAAAATTAAAGTTGAGAG GGATTTTGTTGTTAGTGCTCTATGG 123

Ai07B25847 Araip.B07 25847 c (A)10ttcgtgcagggacccaaataaaagaaaaaaagtgtagagattcaattaaaaaaagttttagtataaagactcaattaaaagg(A)10102 117110749 117110850 TGAAAAGGACCAAAAAGCAA GAAAATTCTCGTGCCAGGTC 203

Ai07B25848 Araip.B07 25848 p2 (TA)9 18 117112837 117112854 GATTGCGACGCTCTATGTGA TTTTCCACAATCCCCGAATA 167

Ai07B25849 Araip.B07 25849 p2 (AT)9 18 117114169 117114186 TTACTTGGGGCATTTTGTCC GTTTGGGAGAGTTGGGAACA 260

Ai07B25850 Araip.B07 25850 c (T)10gttgttctcttgtcac(A)1036 117120643 117120678 TGCCCACATCTCTTTAGTTTTC TCATCATCATTTGGTTTGAAATA 280

Ai07B25852 Araip.B07 25852 p3 (GAT)9 27 117125683 117125709 CGAATGGTGTCGAGGATGTA ACCTCGAGATGGATCAGGTG 267

Ai07B25855 Araip.B07 25855 p3 (TCA)5 15 117132713 117132727 TTCCAAAAAGTCAAACTTTAACCA TTTTTCATGGTGGCTTCCTC 244

Ai07B25858 Araip.B07 25858 p2 (TA)8 16 117148946 117148961 TAGAAATTGGTCATTGGGGC GCCAACTGGCTTATGTGGTT 212

Ai07B25859 Araip.B07 25859 c (A)10tgaaaccaacatgttaatttctttacttttatgtatctatatgtatgtttaaaacatgtataagaatcactacac(A)1499 117158662 117158760 TCATCAAAGTGGGTTCTCACA CATGCTAAAAATCCACCGCT 221

Ai07B25860 Araip.B07 25860 p3 (TAT)6 18 117160590 117160607 CGTTGTCGTCTTCATCAATTTT GATTAAAATCCAGTCATGTGTGTT 280

Ai07B25863 Araip.B07 25863 p3 (TAA)5 15 117170801 117170815 ATAATGAGTCGTTGGCCTCG TTACTTGTGCTGCTGCTGCT 190

Ai07B25864 Araip.B07 25864 p2 (AT)8 16 117172981 117172996 TTGGTGGATATTTACCTTACCCA GGGCATTATTGTCAGCGTTT 273

Ai07B25865 Araip.B07 25865 p2 (TA)6 12 117179496 117179507 TGGGAGCCGATAGACGATAC GCGGATATCAAATCTGATCCA 155

Ai07B25866 Araip.B07 25866 p2 (AT)6 12 117180255 117180266 TTGAATGGATGCAGGTTTCTT AGAAGCATGTTTGTGAGTTTCAA 278

Ai07B25870 Araip.B07 25870 p2 (CT)6 12 117182123 117182134 TCCGATTGTTTTCCTTCCAC GCCATCTCTCTGCAAAATCC 265

Ai07B25877 Araip.B07 25877 c (A)10ttttgtccacaattcagaact(A)1243 117205503 117205545 GAAAACACATACCCTCCCCA TTGTGCTTCGCTAACGTTTAAG 237

Ai07B25878 Araip.B07 25878 p5 (ACCCT)7 35 117206375 117206409 TTTTTGTAACCCGCGGATAG TGGTGATTGGTGCTTCTGTC 280

Ai07B25882 Araip.B07 25882 c (CTT)5ccaaatacacacatacgtcattttttcttctttcaaattcacgtatacta(CCT)8cattattctttgcacacgcagattcttcttctgctt(CTC)6143 117213270 117213412 GGTCCAACATCAACAAAAACC TTGTTGGTGATGACAATAACGA 263

Ai07B25883 Araip.B07 25883 p3 (AGA)5 15 117214261 117214275 GCGAAGAAGAAGATGTTCCG TTTTAGGTCACGCGCTTTTT 148

Ai07B25885 Araip.B07 25885 p3 (CAA)6 18 117218060 117218077 GACGTTTCCGCATTTTGATT CATGGATCATTGGGACCTCT 182

Ai07B25886 Araip.B07 25886 p2 (AT)7 14 117219034 117219047 ATATTGTCGAAGGCCCACAA TTGGGATGGAAAAGATGTGAG 256

Ai07B25887 Araip.B07 25887 p3 (ATG)5 15 117220286 117220300 TGTCCCTTCCATAAGATCCA TAACAAATGAGGCAAAGCCC 255

Ai07B25888 Araip.B07 25888 p4 (ATGT)5 20 117223318 117223337 GCTGCAACAGCAACAAGAAG CTGGCAGAAGCATGAAAACA 176
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Ai07B25889 Araip.B07 25889 p2 (CT)6 12 117223544 117223555 ATGCATATGCCCCATCACTT TGGGGAATGCTAGGAAACAA 262

Ai07B25890 Araip.B07 25890 p4 (TTAT)5 20 117226353 117226372 TTCATGCATTCGGTTGTGTT GTCCAAGCTTTTTGGAATCG 232

Ai07B25904 Araip.B07 25904 p2 (TA)8 16 117270305 117270320 AAATCCACACCAGATTCATCG TGTTATTGCCCCCACTTCTAA 207

Ai07B25905 Araip.B07 25905 p2 (GA)6 12 117271164 117271175 TTGGCGACAGAGAGGTTCTT CGCTTTTCTCCCTCCTTTTT 221

Ai07B25908 Araip.B07 25908 p2 (AT)6 12 117288101 117288112 TCACAACCACCAGGCTATCA GGTTCAATCGGTGGATCACT 260

Ai07B25909 Araip.B07 25909 c (T)11atttttattcttgttaacagagtaaaacaagaagaaacttgcgaaggtaaaagaagaagaaaaagaagaagatggtgatgatgatgaaaaa(AAG)5117 117290071 117290187 TGCTGCATTTTTCTTCTTCTTTT TTCCTCTTCCTCCTCCTCATC 268

Ai07B25911 Araip.B07 25911 p3 (AAG)6 18 117290524 117290541 TTTGCAACATGTGTTTCTTCTTC GCAGCAAATTTTTGGTGGAT 231

Ai07B25913 Araip.B07 25913 p3 (TTC)5 15 117300246 117300260 TCCACATCAAGCAATTTTGG GAAGAAGAAGACGCTCCGTG 189

Ai07B25914 Araip.B07 25914 c (AGA)5agttgttggtgatgatgataacgaaagagg(AGA)663 117300865 117300927 TGTTGGTGATGACGATAACGA AGCTTCATTACACGCGCTTT 226

Ai07B25915 Araip.B07 25915 p3 (AAG)5 15 117303009 117303023 TTCATCCTCTTTCAAATAATTTTGC CCCTCATCTTCTGCTGCTTC 202

Ai07B25916 Araip.B07 25916 p3 (TCT)5 15 117304185 117304199 TGAAAGACGACGATGACTGC TTGCTACGGCTTATGCACAG 274

Ai07B25918 Araip.B07 25918 p3 (TGA)6 18 117326757 117326774 GATGTCCCTCTTCCGACAAA TTGAAAGCCCTCCAGAAAAA 238

Ai07B25919 Araip.B07 25919 c (AT)6tgtacgtgcatgagactcagtaatgc(AT)1466 117327755 117327820 CAGTGGTAGTGCATGGTTCAG TGCATATCACAGTGCAGCAA 276

Ai07B25924 Araip.B07 25924 c (TCC)6ttc(TCT)5 36 117347667 117347702 GCTGCGGTTTCTTCTTCATC TCAGATTCAAAACACCTGCG 236

Ai07B25925 Araip.B07 25925 p2 (CT)6 12 117350372 117350383 CCGAGTTGCATGTATGAGGA AAACCAATCCAAGCCCGTAT 275

Ai07B25930 Araip.B07 25930 p2 (AT)11 22 117365654 117365675 ATGTGGTTTCAAAGGTTGGC TGCATTCCAAGAAAAGATGAAA 134

Ai07B25933 Araip.B07 25933 c (A)10g(A)10 21 117376239 117376259 CCGGCCATTTTTGGACTAC TTTCTTGGAAACAACACCCC 199

Ai07B25934 Araip.B07 25934 p3 (TTG)5 15 117376789 117376803 CAATTGGTAGTTCACCGCCT CAAAGGCACAAGCAAACGTA 211

Ai07B25938 Araip.B07 25938 c (A)10ttatttttcagtatttgaataaaggggatgcaaaaaaattccccaaatgc(A)1777 117394778 117394854 GGAAGCATGCTCATGTGAAA TTCCCATATTTTTCCCACTTTTT 202

Ai07B25939 Araip.B07 25939 p2 (TC)6 12 117401273 117401284 AGGTGGAGTAGCGTGTAGCA CATTACTTGTTGCAAGCCCA 240

Ai07B25940 Araip.B07 25940 c (A)10taaaataaaatagattctccattgatgaccacaatggaactttatttcacttttttaagatagtttatag(T)1393 117409414 117409506 GGAAGAGGCTGAAGGAAAACA CTCAGATGCACGACGGATTA 266

Ai07B25942 Araip.B07 25942 p2 (AT)8 16 117410173 117410188 GCACAGATGGATGAGGGTTT ACTACTTTCCCACATGCGCT 276

Ai07B25945 Araip.B07 25945 p4 (TCTA)6 24 117411682 117411705 GGTCAAATCAATTAAGGCAGGA GCTCTTTCGAATCATGGAGG 252

Ai07B25946 Araip.B07 25946 p3 (AGT)7 21 117411857 117411877 CCTCCATGATTCGAAAGAGC GAAACATTTGGTGACCCTAGC 217

Ai07B25948 Araip.B07 25948 p2 (AT)7 14 117413388 117413401 TTGGAAAATTGTGAAACACTGC TCACTAGCCGTTACTAACCTTGC 164

Ai07B25958 Araip.B07 25958 c (AGG)5aagaagaggaga(TGG)542 117476886 117476927 TGTGGGTTGTCCTTGTAGCA AAACCCCAACACACCAAGAA 275

Ai07B25959 Araip.B07 25959 p5 (TTTAA)5 25 117477898 117477922 TCCCAACCATTTACTTCATTTC CCGGTGTCATCATAAATCAAAA 253

Ai07B25961 Araip.B07 25961 p4 (TTTC)5 20 117483571 117483590 TGGCAAAGGAAAAGAATATTTG TCTCCAAGGCGCATTATTTT 134

Ai07B25962 Araip.B07 25962 p2 (TA)9 18 117487832 117487849 GCATAATTTTGGAGTTTGCG CATCATTCGTTTCTCGCTTT 246

Ai07B25966 Araip.B07 25966 c (TG)8attgtgattgtgatcaagaaatacaattatggttaatttaattagcacctggctagctagtggcgtgttaaataagctatcttataattagtaaaatat(A)10125 117489474 117489598 AAGGCTCGTTTTCCAGGTTT CGCACCACCACCATACTTTA 268

Ai07B25967 Araip.B07 25967 p2 (AT)7 14 117491086 117491099 TGCATGCCTCTCATCTCATC ATAGGTCGTGTGGTGGCCTA 277

Ai07B25968 Araip.B07 25968 p3 (AAG)6 18 117492107 117492124 TATGCTCTTGATTCCGTCCC AATTGAATGCGACTTCGCTC 270

Ai07B25976 Araip.B07 25976 c (TCA)5taatattcttcttttctttttcttctctcccttgcccaccactctttcaattcaccctccacttcccacattttatccctttcta(T)14114 117516047 117516160 ACCCAACCTCCTCCGTACTT AAAAATAAATAAGGACACTTGGAAAA 173

Ai07B25978 Araip.B07 25978 p2 (AT)6 12 117523639 117523650 GCCCCTAAACCCAGAAAAAG TCATATGCGCAAATAAATCG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B25979 Araip.B07 25979 c (TTC)6(T)11 29 117524601 117524629 TGACCAAGTTTTAGGCCCAC TGGGTTTGAACATTGAAAATTG 221

Ai07B25982 Araip.B07 25982 p3 (TTG)5 15 117530287 117530301 CGAAGAGGTGATCAAGGCTC TAAAACGGCAGTCCAAAAGG 254

Ai07B25985 Araip.B07 25985 p3 (TCT)5 15 117546086 117546100 CCTCCAAGGTTGAAACCAAA ATGTTGGATTTTGCATGGGT 108

Ai07B25988 Araip.B07 25988 p2 (TA)6 12 117559233 117559244 TGGATTGCTTATGAAAATCACTCTT TCTTTCCTCCTCCACCTCCT 128

Ai07B25989 Araip.B07 25989 p2 (AT)12 24 117559541 117559564 CACCTCATGCCACATTCATT TCCTTCAATTTAACGGAACCA 236

Ai07B25994 Araip.B07 25994 p3 (TTA)6 18 117577303 117577320 ACCCATTTCTTCTGGACGTG TGTAGGGCAGGGCTTATTTG 178

Ai07B25997 Araip.B07 25997 p3 (TTA)5 15 117585821 117585835 ACCCATTTCTTCTGGACGTG TGTAGGGCAGGGCTTATTTG 175

Ai07B25999 Araip.B07 25999 p3 (TTA)5 15 117601200 117601214 ACCCATTTCTTCTGGACGTG TGTAGGGCAGGGCTTATTTG 175

Ai07B26007 Araip.B07 26007 p2 (TA)7 14 117610833 117610846 GATGGTGATAAAGCGGAGGA AGTCGCGTAAAGCGGAAATA 269

Ai07B26016 Araip.B07 26016 p3 (TTA)6 18 117638316 117638333 TCTGTGCACTTGCTCTGAAA CGCTAAATTTTGTAATAGCACCC 272

Ai07B26019 Araip.B07 26019 p2 (GA)9 18 117646433 117646450 AACCGAATCAGATCGCAAAC ACACAGGTAAACTCGGTGGG 236

Ai07B26020 Araip.B07 26020 p2 (TA)6 12 117649215 117649226 GCCATGGCTTAATGCTTTGT GCAACCCAAATCTGCATTTTA 279

Ai07B26022 Araip.B07 26022 p2 (AT)6 12 117658175 117658186 AGGCCGTTATGATCATCGAA GATTCGAGACGAGGTTGAGC 200

Ai07B26032 Araip.B07 26032 p3 (ATT)5 15 117679233 117679247 ATTTGGCGACCTGAATATGG TGGCGTAGGACAATGAAAAA 252

Ai07B26033 Araip.B07 26033 c (T)10cttcttaattttgatgtcatactcatacacttaccc(T)1157 117679373 117679429 TTTTTCATTGTCCTACGCCAT AAGTCTCTTGCCATAACGATGA 236

Ai07B26036 Araip.B07 26036 p3 (CAA)5 15 117681138 117681152 AGGCTTTTTGTTAAGGGGGA GGAGTGACGGTGGATCTTGT 266

Ai07B26037 Araip.B07 26037 p3 (TTA)5 15 117685345 117685359 ATGCCATGTGAGAAACGTCA TGGAGTTATGGATGGGAAGG 227

Ai07B26038 Araip.B07 26038 p2 (TA)9 18 117699099 117699116 GTGACCCACAAATTCAGCCT TTGATTGTTGATTGATTGAATTG 221

Ai07B26042 Araip.B07 26042 p3 (GTG)5 15 117705288 117705302 CCTCGCCCAATAGAATTGAA CTCACAACCTTCGCAACTCA 237

Ai07B26045 Araip.B07 26045 c (A)10taaaaatgaagaataaatagacaaacaaataaacctattagatagtttctcattatttttatttttaaaattttgt(A)1096 117709865 117709960 CAAACCTCCACTCAAATGGG TGAAAGATGAGTTCAGTTTCTGC 248

Ai07B26048 Araip.B07 26048 p3 (ATT)5 15 117715772 117715786 AATGCTCATCAGAGCGTCCT TTGCATATTTCCTTTATCGGC 268

Ai07B26049 Araip.B07 26049 p2 (TA)6 12 117720098 117720109 GGCCCGAAGGTGTATAGGTT CGAATGGAGTGAGACAAGGA 263

Ai07B26051 Araip.B07 26051 p2 (TG)6 12 117723647 117723658 GACCCCATTCAACAGTCACC GTTAACGCTACACACGCACG 170

Ai07B26053 Araip.B07 26053 c (A)10cacg(A)10 24 117729179 117729202 CCTGCTGAGGATGTGTGAGA CCTCATCGCGTGTCAATTTT 266

Ai07B26054 Araip.B07 26054 c (A)10gaaaataaaaattgacacgcgatgagggaaaaag(GA)758 117729328 117729385 TCGAGGAGAGAGAAAGCTGG AGTGGAAAAACGAACGGATG 278

Ai07B26055 Araip.B07 26055 p3 (ATA)12 36 117729584 117729619 CATCCGTTCGTTTTTCCACT TCTTTTAAAATTAACCCAAAATCAA 264

Ai07B26057 Araip.B07 26057 p2 (TA)6 12 117747826 117747837 ATGGCGACCAAAATCTTGAA ACGCGCATAAAGTTTGTAAGA 249

Ai07B26059 Araip.B07 26059 c (T)10aatatacaaatagaattttttatatatccatctactgtaattaagatctaatatgcaatcaatgttattataatcttaaatgag(T)10104 117752428 117752531 GACTAGCCAAAATATAATTACTCCCA TTGCAAATTGTCCCACTAAAAA 280

Ai07B26060 Araip.B07 26060 c (A)11ttgaaattttataaacaatataactgtaatttattcaaataacataactctttaacagtaatgtaatgacaat(A)1094 117753433 117753526 TGATGTCCAAAATGATGCAA TGGACAATGTCAAGTTAGTGGAA 157

Ai07B26065 Araip.B07 26065 p3 (AAT)6 18 117769078 117769095 TGCTCAGATTCAGCAATGTTTT TATATCAGCCCCTCCACCAC 184

Ai07B26066 Araip.B07 26066 c (ATGA)5t(GAA)5 36 117769301 117769336 GTGACTTGCCTGTTGCTTGA TTGATGACACAACAAACCCA 208

Ai07B26069 Araip.B07 26069 p4 (AACT)7 28 117775402 117775429 TTACCTTCTGAGGCATTGGC GACTCCGAGACGGTGGTAGA 266

Ai07B26071 Araip.B07 26071 p3 (TAT)13 39 117779877 117779915 GTGCGGATCGGTTTGTCTAT ACAAACTGTTATGGCCCAGC 206

Ai07B26072 Araip.B07 26072 p2 (CT)8 16 117782436 117782451 CCCCAGCCGTAGATGATAAA TTTTCGCGGTAATCCTTTTG 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26073 Araip.B07 26073 p2 (CT)8 16 117790814 117790829 CCCCAGCCGTAGATGATAAA TTTTCGCGGTAATCCTTTTG 155

Ai07B26074 Araip.B07 26074 p2 (CT)8 16 117794548 117794563 CCCCAGCCGTAGATGATAAA TTTTCGCGGTAATCCTTTTG 155

Ai07B26076 Araip.B07 26076 p3 (TTC)5 15 117801274 117801288 TCCCATCCCGTGTTATTGTT CTGAAGAGGAGGAGGAGGAA 199

Ai07B26077 Araip.B07 26077 p2 (TC)16 32 117803273 117803304 CACAAAGTCCTACTACTGTTGAGCA TTGGGATTGGTTGTATGTGG 271

Ai07B26079 Araip.B07 26079 p3 (TAT)17 51 117809906 117809956 AAACAACTTTGGAGGGGTCTT GCCTCCTGATTGTGACACTTG 254

Ai07B26081 Araip.B07 26081 p3 (TAT)6 18 117812769 117812786 ACATCAATCATCGTAACTACAATAAAA GAGAATTTGGTGGTGGCTTT 267

Ai07B26084 Araip.B07 26084 p2 (AT)16 32 117827553 117827584 GCGACTCTGATAGCTCGGAC CGTTAGGGACAACTTTGGGA 258

Ai07B26088 Araip.B07 26088 c (AAT)10atgaataagct(TAA)556 117832446 117832501 ATTCCCATGTCGTTGAGACC TCGGCAATATTGATGTTCCA 235

Ai07B26090 Araip.B07 26090 p2 (AG)7 14 117835589 117835602 AGGGAATGGAGGAAGGAGAA TTTCTCTCTCCTCTGCGAGC 178

Ai07B26091 Araip.B07 26091 p2 (TA)6 12 117836351 117836362 CCTTGGGACCAATTTGTGAG AACAAATACGTCAATGCTTCAAAA 279

Ai07B26092 Araip.B07 26092 p2 (TA)9 18 117839911 117839928 TAAAACCGCATAACCGTTCA CAGGATATGGACGACGAAGC 262

Ai07B26108 Araip.B07 26108 p2 (TA)8 16 117901526 117901541 TGATTGAAATGCAGTGTGCT TCACTATTACGTAACCATTATCATCCA 271

Ai07B26113 Araip.B07 26113 c (A)10ttaatgtacaaatcaaagtaattacacaataatattgtattatattttttgtattttttagacaaaaataatgataaatttatttattaaattct(TA)7gtcactc(AAT)5141 117915011 117915151 TCCCCAATTCATTTTTCAGC CAAATCAACGTTTCTCTCTGTAATTT 279

Ai07B26120 Araip.B07 26120 p3 (ATT)5 15 117927453 117927467 GGTTTTGGCAATTCATGAGAG TCCGGATAACAAAAATGGGA 235

Ai07B26121 Araip.B07 26121 c (T)10gaaatgccaatccaaatcgacccttcctttcttttagtattttgctctcaaagtaatttgaaattccaaactcaaagaaatttttaac(T)10108 117929705 117929812 AAAAGCTGCGAATTAACTTTTCAT TTTATCAAATGCTTGGGGGA 212

Ai07B26126 Araip.B07 26126 c (T)10aattgggtccttgcaccaatttttttttcaattaagtccctcttaatagtaattggcttaattttatagggatccaact(A)10gaattggtacagggacctaaataaaaggaaaaaaaagtgtagggactcaattaaaaaaaattttgatgtaaggactcaatt(A)10190 117949691 117949880 TGTTGGTCCCTATAGTTTCGTG TTTTGCACAATTTTTAATTAGATTCC 266

Ai07B26133 Araip.B07 26133 p3 (TCT)5 15 117965429 117965443 GTTTTCGCACTTCTCTTCCG TGCATACCTACTGAAATGACCA 272

Ai07B26135 Araip.B07 26135 p2 (TA)11 22 117972574 117972595 GCATATAAAACCGGTTAAACCATA GATGGTGGATGATTCTGCCT 259

Ai07B26136 Araip.B07 26136 p2 (AG)11 22 117976395 117976416 TAGAGACCGGAGCCAAGAGA TACGACGTCACTCAGCGTTC 201

Ai07B26140 Araip.B07 26140 p2 (TA)8 16 117987046 117987061 CTACCAAAGCTCACGCTTCC TGTACCCTCGCCTCTAACTTG 260

Ai07B26142 Araip.B07 26142 p2 (CT)6 12 117993402 117993413 CGCGACAATAAGACTCCCAT CCGATACCATGAACTGCAAA 258

Ai07B26143 Araip.B07 26143 p2 (GT)6 12 117996390 117996401 TGAAGTGCATGCTTCTTTGG TTTCGCTTCTGCTTTTGCTT 262

Ai07B26144 Araip.B07 26144 c (A)10gaaaaaattagaaaaaggaaaagag(A)1045 117998795 117998839 GGGAAATTTAGGAACATTGGG CCAACTTTACTTTTGGGGCA 254

Ai07B26145 Araip.B07 26145 p2 (AG)7 14 118000740 118000753 TTTTGTTTCCACCTCTTGGC CCTTAGTGGTTGTCGACCGT 149

Ai07B26151 Araip.B07 26151 p3 (TTA)15 45 118025994 118026038 CAATTGATGTAAGATCCCAGATTT TGATTTTGGTGAATTAAATGGAA 279

Ai07B26156 Araip.B07 26156 p2 (AT)11 22 118035224 118035245 TTGTTTCACTACCACGGCTG CTCAATTTCTTCCTCGTCGC 160

Ai07B26157 Araip.B07 26157 p2 (AC)6 12 118036305 118036316 AGCAAACTCCCAAACTCGAA TAAGGGAGCGGAAGAACAAA 194

Ai07B26160 Araip.B07 26160 p6 (GATGGC)5 30 118043728 118043757 CAGGACAGGGCACTTTTAGC GGAGGCATCATGCTCTGTTT 235

Ai07B26161 Araip.B07 26161 p3 (CAC)5 15 118043862 118043876 GGCGTCAAGAAGGATGGTTA ACGGAATAGCGGAAGGATCT 221

Ai07B26162 Araip.B07 26162 p2 (TA)11 22 118047463 118047484 AATGCCAGGGAAAGTGTTTG CTGAAAAACACGACAATGGG 260

Ai07B26165 Araip.B07 26165 p2 (TA)8 16 118051253 118051268 TCTGTCAGCCTTTATAATTTTGTGA GAAATGATAACGATAGATAAAAGAAGC 248

Ai07B26168 Araip.B07 26168 p3 (ATT)5 15 118061210 118061224 GAGTTTTTCAGCCACCAGGA TGATGGTAATGCCGAATGAA 193

Ai07B26170 Araip.B07 26170 p3 (ATT)5 15 118062354 118062368 TTCTAGGCCAGGTTACATGC AAGTCGCAACGCTCTGAGAT 275

Ai07B26172 Araip.B07 26172 p3 (TGC)5 15 118070758 118070772 TGGTGTGAACAGGAACCAAA AACTTGTGGTTCCAACCTGC 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26175 Araip.B07 26175 p2 (AT)9 18 118078751 118078768 TGTGGTGGCATTGCTTTTAT AACCATTGATGCTCAAAGCC 279

Ai07B26184 Araip.B07 26184 p3 (ATA)9 27 118113797 118113823 TCGGCTGAAACTTGACCTCT TGCAGTTCTGTTGTAACGGC 275

Ai07B26185 Araip.B07 26185 p3 (GAA)6 18 118116924 118116941 GTTGACCGTTGAGTCGGTTT ACGACGACCAAGTTTCCATC 247

Ai07B26187 Araip.B07 26187 p2 (TG)13 26 118120107 118120132 TTCAGTGCTGAATTCCGTGA ACAACGTAATTGCCAAGCAT 267

Ai07B26190 Araip.B07 26190 p2 (TA)6 12 118128738 118128749 CTTTCCCATGCTCTTTGGAG TAATTGTTATCCCACCCCCA 274

Ai07B26192 Araip.B07 26192 p2 (AT)6 12 118130502 118130513 AAACCCTTTAAAGTGGAGTCAGC TAGCCCAACAACCTACCTGC 268

Ai07B26193 Araip.B07 26193 p2 (AT)7 14 118131072 118131085 TTTGCTCGGTATCCCTCAAT GTTCCAACATGCAAGGGTCT 280

Ai07B26195 Araip.B07 26195 c (AT)9aatatatga(T)1138 118131872 118131909 AAGATTACCATCCCAGCCAA GGGATTGTTGATCAGCTTCA 252

Ai07B26196 Araip.B07 26196 p3 (ATT)5 15 118133684 118133698 CCCCATGCTCTTAGCAGAAG CCTGTCACCGGAAAAAGAAA 270

Ai07B26197 Araip.B07 26197 p3 (GAA)7 21 118134448 118134468 GTTCAGGCGAAAATGGTGTT TGCCATGCCACCATTATTTA 189

Ai07B26198 Araip.B07 26198 p2 (GA)9 18 118134617 118134634 GTGGCATGGCAGAGAAGAGT AAAAAGAAAACAAAATGCCAAA 263

Ai07B26199 Araip.B07 26199 p4 (AATT)5 20 118137070 118137089 TGATGAATTAACAAACAGCTTCAA TTCTGTTGGTGGTGTTGCTG 221

Ai07B26202 Araip.B07 26202 c (A)10cgaagaagaa(GAAGAG)7gaagaag(AGA)790 118139245 118139334 GAGGAAGAAGAACGTGCAGC AATTCGTTTTGAATGGAGCG 204

Ai07B26204 Araip.B07 26204 p5 (TCAAT)5 25 118142131 118142155 GCTTTCTGAAGAATGAACCGA TTGAATGAGAGCGTTTTGGA 215

Ai07B26205 Araip.B07 26205 c (AGA)5atgtttacatt(A)1036 118142447 118142482 GAAGAACAACGAGCAGCAGA CCTCCTTCCTTCTCCGAAGT 184

Ai07B26207 Araip.B07 26207 c (GAA)5cgacgaagctaattacgtcaaactcaatccagatccataatgcagagaagaaaaacatgaacagaggagaacaatgaattttattaggtt(GAA)5120 118146934 118147053 TCCAAATCGCACTCATTCAA TGCTGCGTGATAAACCTTTC 249

Ai07B26208 Araip.B07 26208 p2 (TA)16 32 118147237 118147268 GCGCGTGTGGAGAAAGTTAC TTTGCCATGGTTAATGCAGA 242

Ai07B26209 Araip.B07 26209 p2 (AT)6 12 118149608 118149619 GACCTTTTGAAACTTTGTGTGG AAATGAAAAAGGGTAGAGTGAATTTT 280

Ai07B26217 Araip.B07 26217 p2 (AT)38 76 118162740 118162815 ATCCTGATCGTATTCTATTAAATTTGT GAGGCAAATCAAAATGATCAAA 275

Ai07B26221 Araip.B07 26221 p3 (GCA)5 15 118175952 118175966 AGACATGGAAACAGATGCCC CTCTGCAAGGGAAGAAGGTG 133

Ai07B26222 Araip.B07 26222 p4 (AAAG)5 20 118176542 118176561 GAAAACGATGAACGACGGTT AAAAAGACCCCTTCTTTTCCC 238

Ai07B26229 Araip.B07 26229 p3 (TTG)5 15 118195465 118195479 TTGCTCGTGGTAGTGGTCTG GATCTACCGTTTGTGCACCC 257

Ai07B26231 Araip.B07 26231 p3 (CTG)5 15 118196759 118196773 AGCGAGAGCAAGGACCACTA CCTGAAAGCTCTGGTTTTGC 266

Ai07B26237 Araip.B07 26237 p2 (CA)21 42 118221103 118221144 GCGTTTTACCTTTCGACTGC TGGTGGTACGACTCAAGGTG 180

Ai07B26238 Araip.B07 26238 p3 (ATT)5 15 118221969 118221983 CGCTCGCTCTTGTTCATTTA GGTTCAACCAGTGGGTCATT 232

Ai07B26240 Araip.B07 26240 p3 (TCT)9 27 118231683 118231709 CAGCCATGGGTCGAAAAATA TGGTCGGCTGATACAAAACA 139

Ai07B26245 Araip.B07 26245 p3 (GAA)5 15 118246914 118246928 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai07B26246 Araip.B07 26246 p2 (AT)10 20 118249356 118249375 GGAATTTTGTCCCCCTTTTT GGCACTTGTTCGTGCATCTA 163

Ai07B26248 Araip.B07 26248 c (CT)7ccaaaaactcatacatc(TATG)655 118263110 118263164 ATAGGGCCTGGTTTTCTCGT AGCTCCAGCTTGGAGATCAG 170

Ai07B26249 Araip.B07 26249 c (TTA)5ttgtaataacaattattataggcttataactcaatagcatagtctctccatactcaattaaaaggttgcgcgttcgagtctcttatctttggt(A)12120 118263865 118263984 TTGGTCTCCAGAGATTTGGG TACCTGCCCCACCAATTAAA 214

Ai07B26251 Araip.B07 26251 p2 (AT)9 18 118273569 118273586 TCAAAGAAAATATCTCCTTGCGT GAAGCAAGTTGCAAGTGTTAATTC 249

Ai07B26255 Araip.B07 26255 c (TTC)5tatagtttaatgttaattattactattaatattttta(T)1163 118295722 118295784 TCTGTGGCAACTTATGCAGACT TCAAGCCTCCTTCTGGAAAA 260

Ai07B26257 Araip.B07 26257 p2 (AT)8 16 118307519 118307534 TTGCAAGAGAATGGTTGCAT TGGGAACCCACTGGAAATTA 231

Ai07B26259 Araip.B07 26259 c (T)11ccttttatttaggtccatgtaccaattc(T)11agttgggtccctataaaattaagcccattactactaagaggaacttaattg(A)10111 118316049 118316159 CTGCTGGTCCCTATAGTTTCG AGGTCACTGGCTCACTCCAC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26262 Araip.B07 26262 c (AT)6gggatgaaatctaaaccgatttaa(T)1147 118326552 118326598 AGTCACCTGAATGGCCTACG TCTAAAAAGTTGCGGGTTCG 111

Ai07B26269 Araip.B07 26269 p3 (TTC)5 15 118349325 118349339 CACGCGCATCATATAACGTA TCCAAACCTCATCAGCATCA 280

Ai07B26273 Araip.B07 26273 p3 (TTG)21 63 118362212 118362274 GAATCCCATTGATGCACTGA ATTTAATGCAGCAGCCCTCC 276

Ai07B26279 Araip.B07 26279 p2 (TA)6 12 118376031 118376042 TCAATGAATATTAGCACCGGA AAAGTTTTGGAAAGAAAAATGAAA 249

Ai07B26283 Araip.B07 26283 c (A)10tc(T)10 22 118378307 118378328 AAAAATTACAAAACATGCCAAAAA GTTGCAGAATCTCCTCTGCC 270

Ai07B26285 Araip.B07 26285 p2 (AC)9 18 118404495 118404512 TCAGTCCATCCCTCAAGCTC TCTTGAGCGCTGTGCTTTTA 246

Ai07B26286 Araip.B07 26286 p2 (AT)6 12 118404855 118404866 ACTTGCGTACGAAGAAAGCA GCAGCGGAGTTAGGATGTTG 280

Ai07B26291 Araip.B07 26291 p3 (AAT)5 15 118417696 118417710 AAGTTTGGGTTGCGTTTTTG AAAAGGGTTCAACGTAACGC 134

Ai07B26293 Araip.B07 26293 p2 (AT)13 26 118426802 118426827 GAAGCCTTTTGCAGTGACAAC CATGGGACAAATTGATGTGC 261

Ai07B26296 Araip.B07 26296 c (T)10(A)11 21 118433191 118433211 GCGGTTTAGGGGGTGTAGAT ATGTAGAAGATTGTGGGCGG 216

Ai07B26304 Araip.B07 26304 p3 (CAA)5 15 118444800 118444814 GAAAAAGAGGCTCACGGGAT TCATCAACTGCCAAGACATGA 244

Ai07B26305 Araip.B07 26305 c (TA)6tgcagttacatgtgtggactctggtgacaaagctttgaaatatcttgggcttgttgacgatgatgatgaacatcaaaataataataac(AAT)5115 118445184 118445298 TGCCATTTCAATTTTGAGGA GGTTGAGGAGAAGGAGAAGGA 256

Ai07B26308 Araip.B07 26308 c (T)13acatcatcataagtcataactttatttttctatttttaacaagtaatagtgtaagactgcaattctcagttaaaaagag(A)12gaaaaaggaaaagtaaaaagttccagatttcaagatctaagttggcttttgc(T)14170 118447001 118447170 TCTTTTCTCGTCATAAATTTGCAG TCAACAGATCGAGAAAGAAAGG 264

Ai07B26309 Araip.B07 26309 p5 (TTTTC)6 30 118447318 118447347 CTGCAGGGATCTTCTTGGAA TCACGTGAAGTGGACTGTACC 165

Ai07B26312 Araip.B07 26312 p3 (ATT)11 33 118449385 118449417 TGCCGCAAGAAGTAAAATCA TGGAGTCTCTAGGCTGCAAT 277

Ai07B26313 Araip.B07 26313 c (A)10tatccaatccgccctga(T)10ggggactaattagcccctgtgccaaaaaaaataacattga(T)1087 118449937 118450023 ACCCCATTCGACTCTTGACA AGAACAACGAGGTCCCTGTG 158

Ai07B26314 Araip.B07 26314 p3 (TTA)5 15 118450366 118450380 TCAACCCCTTTCCTTTCGTA GGGTGTGATGATTCAAAGGG 237

Ai07B26330 Araip.B07 26330 p2 (TA)8 16 118519977 118519992 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 274

Ai07B26332 Araip.B07 26332 p3 (GAA)5 15 118527486 118527500 GATGGGCTTTGGAGATGAAA CCTCTCTCCCTCTCCTCCAT 228

Ai07B26335 Araip.B07 26335 p2 (TA)10 20 118567210 118567229 TTGATTGTTGATTGATTGAAATTG GGCCTACAAATTTAGCCCAA 187

Ai07B26337 Araip.B07 26337 c (AT)7ttctacatatttatcttctaaaatcataattttattaatcgagttattattaa(AT)6tattataatatacaacatt(A)10108 118573562 118573669 TTCTGATTTCAGGAAAAACAACA CTTGCGGCGTTATCACTCTT 256

Ai07B26338 Araip.B07 26338 p2 (GA)10 20 118573991 118574010 ATTGGGTTCATGCCCATTTA CTCATGACCCTGACCCTGAC 199

Ai07B26340 Araip.B07 26340 c (A)10ttaaggttgaaaaatgaaaagtaagctcgaagaaggaaaatgtttgaaatgaaagtgcgcttcttgttgaccc(A)1396 118589494 118589589 CGCAAATTGCAACACAAATC CTTAATGAAGCGCACCGTTT 234

Ai07B26342 Araip.B07 26342 p3 (TCC)5 15 118594497 118594511 TCACCCCTTTCTTCCTTCCT AGGGAGAGGGATTTTGGAGA 271

Ai07B26343 Araip.B07 26343 p3 (TCC)5 15 118596264 118596278 TCACCCCTTTCTTCCTTCCT AGGGAGAGGGATTTTGGAGA 271

Ai07B26344 Araip.B07 26344 p2 (AG)12 24 118597790 118597813 TGGTCATTCCACCATTGAGA CCAAACACACACGCATTTTC 149

Ai07B26345 Araip.B07 26345 p2 (TA)6 12 118599264 118599275 GGTTGTGATAAATCGAAACAACTT GACCGCATTTCCTTGATGAT 229

Ai07B26346 Araip.B07 26346 p3 (AGG)7 21 118601718 118601738 ACCTGCCTGTACGAATTTGG AAGGCAATTACTCCATGTGAAGA 237

Ai07B26351 Araip.B07 26351 p2 (TA)8 16 118617985 118618000 ACAACGTAAGGGTGACCGAG CCATAGGCCCAAAAATTTCA 235

Ai07B26355 Araip.B07 26355 p2 (AG)7 14 118628690 118628703 ACAGTGTTCAAAACCACCCC ACGTGATGTTCTCCCTCGTT 131

Ai07B26356 Araip.B07 26356 p2 (AG)7 14 118633926 118633939 TATTACGCGCAACAGCTCAC TTTGCACACGATATGACGGT 125

Ai07B26358 Araip.B07 26358 p3 (TCT)5 15 118637160 118637174 CCGTCCAAGACATTGTCATCT CGCAAACCCTAATTTCTCTTTC 256

Ai07B26365 Araip.B07 26365 p2 (TA)6 12 118651922 118651933 CTCTGTGGCCATTCCTCAAT GCACACGTGGTTGTGTAGGA 270

Ai07B26374 Araip.B07 26374 p4 (AAAT)6 24 118672114 118672137 TTTGGGAAGTGTTGTTCTTGC CATGAATTAAGCCGGTAAAAATG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26379 Araip.B07 26379 p2 (TG)6 12 118675750 118675761 GAAGAATGTTTCTGCAGGGG CCCTCCAACTCTGAATGGTT 141

Ai07B26383 Araip.B07 26383 p2 (TA)6 12 118679031 118679042 GAATGCATGGAAACCCAAAT TCCCATCCCAAATCAAATGT 203

Ai07B26386 Araip.B07 26386 p3 (ATA)5 15 118694519 118694533 TCACAGGAGGCAAATGATGA CCAGTCAATTGGATGGGAGA 253

Ai07B26390 Araip.B07 26390 p4 (TTTA)5 20 118715020 118715039 ATAAGGATGATGGATGCCCA CGATCCAACCAACATCATTG 279

Ai07B26399 Araip.B07 26399 p2 (AT)9 18 118760877 118760894 CTGGGAGTTGGGTACATGCT ACTTTGGGGCATTTTATCCC 198

Ai07B26400 Araip.B07 26400 c (TA)6cactggtgctattatatatgtaaattcggagacatcatcatca(T)1065 118764111 118764175 GCTTTGGTTGAGGAAGATCG CCGAATACAGGACGTATCCA 181

Ai07B26402 Araip.B07 26402 p3 (TAA)5 15 118768432 118768446 TGCAAATCCCAAGTTGAAAA CGGCTCATTTCTGACCCTAC 264

Ai07B26403 Araip.B07 26403 p3 (GGA)10 30 118776835 118776864 ATGAATTGGGGACCATCAAA TAAAAGAAGGTCACGGGCAC 258

Ai07B26404 Araip.B07 26404 p4 (TTTA)5 20 118777339 118777358 GTCATGCAGGCCGTATTTCT ACTGGGCCTTAGTCCTCGAT 257

Ai07B26405 Araip.B07 26405 c (T)11aaacgttctgacagagaactcttttaattattggactaaccactaggcccatttattttttctttgttgggtctttg(T)1199 118777816 118777914 TGTTATTGCTCGCTTGCTTG CCACAGATTCTAGCGGGTCT 174

Ai07B26408 Araip.B07 26408 p3 (ATT)5 15 118781345 118781359 AAGGATTGGCCCTGGTAGAT GTACTCGGACATCTGGAGGC 172

Ai07B26410 Araip.B07 26410 p2 (AG)6 12 118786744 118786755 GCTGGATTCAGTAGCGGATT CCGCTTGAAAATGACACCTT 164

Ai07B26412 Araip.B07 26412 p3 (GAA)5 15 118789985 118789999 AACGGATCGTCAATCAGAGC CTAGTCGAACCGGATCCAAA 193

Ai07B26414 Araip.B07 26414 p2 (TA)14 28 118796425 118796452 GCTCATTAACTCGTGAGCTGG TCACGAGCTGGCTCAAATAA 266

Ai07B26416 Araip.B07 26416 p3 (AAT)6 18 118797684 118797701 TCAAATTGAAGATTGGTGGGA CCGAATTATGCTGCCCTTTA 162

Ai07B26422 Araip.B07 26422 c (CTT)6ctcacgctcgtttacgcacagagcg(TCT)558 118828652 118828709 ATACACGCGGCTAACACACA AACGCGAAAAATGAGGAGAA 188

Ai07B26429 Araip.B07 26429 p3 (TTA)5 15 118843696 118843710 GGCGGCATAAAAGAACAGAA GGTTACGGGTTCGAGTCTCC 203

Ai07B26430 Araip.B07 26430 p3 (ATT)13 39 118843814 118843852 GGAGACTCGAACCCGTAACC GCTGCTTTTGCTTATGTAGTGG 230

Ai07B26432 Araip.B07 26432 c (A)10tgt(A)10 23 118845189 118845211 CCCGATTCATGGGTTAAATG GCCCGTAGGCTAAATGAGTG 187

Ai07B26433 Araip.B07 26433 p4 (TTGA)5 20 118846002 118846021 AAAGTTATTTTCAACATTTGTCGTTT TTTCGTGACCCACAAATTCA 273

Ai07B26434 Araip.B07 26434 p2 (AG)9 18 118854018 118854035 TGCGAGTCATGTGTCAAACTC CAATCTCGTTGCGCTCTACA 211

Ai07B26435 Araip.B07 26435 p2 (TA)11 22 118866824 118866845 CTCCTAACTCAGCCTGCGAA TCGTTAGGCGTCTGGACTCT 218

Ai07B26440 Araip.B07 26440 p2 (AG)6 12 118885053 118885064 TGCAGCAGAAACAGAAATGG TCTGGACTTGTCCCGGATAG 193

Ai07B26444 Araip.B07 26444 p2 (CT)6 12 118892986 118892997 GAGCCGTCCATCCATGTAGT GCATGCTGTGATTGAGAGGA 269

Ai07B26463 Araip.B07 26463 p2 (AT)6 12 118908124 118908135 TTTCTTGGCACCAGTTTTCC TTGATTTGGTGGGGGAATTA 210

Ai07B26465 Araip.B07 26465 c (GAA)5ga(GTG)7 38 118909493 118909530 TTGCTGGCTTTCTGTGTACG CATGCTGCTATTTCCATCCA 210

Ai07B26469 Araip.B07 26469 c* (AT)8(ATA)5* 29 118930519 118930547 TGTTTACTCCTGAGGTGGGG TTCGTTGACGTGAGCGTTAC 216

Ai07B26473 Araip.B07 26473 p3 (AGA)5 15 118944047 118944061 GTTACGGACGGTGAAACCTG TCTCATCCCATCTCTTTCCG 225

Ai07B26478 Araip.B07 26478 p3 (AGA)5 15 118953049 118953063 GCGGCTGTAATTCAGGAAAG TTTATTGAGAGTGGGGTGCC 253

Ai07B26479 Araip.B07 26479 p2 (CA)6 12 118954541 118954552 TGGGGCTAAATTTGGTTTTC CTCTCTCCCTCGGGCTTATC 275

Ai07B26481 Araip.B07 26481 c (TATC)9(TAT)7 57 118970584 118970640 TTCGATTCTGAATTTGTTGCTTT AATTTCATTTCGCAGCCAGT 280

Ai07B26484 Araip.B07 26484 p2 (CA)7 14 118980695 118980708 TTGTCACTCGCATTGAGGTC TTAGGATCATAAATTTTGCCTTTT 256

Ai07B26489 Araip.B07 26489 p2 (AG)7 14 118987631 118987644 CGTCAATGGGACCTTCACTT GAAAGCCCACCATTGAAGAA 268

Ai07B26492 Araip.B07 26492 p3 (TGT)7 21 118992866 118992886 GCAACATGTGTTAGAGCCCA CAAAGGAGCCTTGGAAATCA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26493 Araip.B07 26493 p2 (GA)11 22 118993168 118993189 CGAGAAAAGGAAGGGGTAGG GTTTTCCTCCTCAAAACCCC 188

Ai07B26497 Araip.B07 26497 p3 (TAA)8 24 119003732 119003755 GTAAGGCGTTACGGACCTGA CCCTTGCCCTTGTTGTTTTA 234

Ai07B26499 Araip.B07 26499 p2 (TG)6 12 119007078 119007089 GGTATGGTATGGCAAAAGCG TGTCATAAATGTTGAAATGTAGTCTCT 266

Ai07B26500 Araip.B07 26500 p3 (CAT)5 15 119013382 119013396 AAGTAGATTCCCACCCACCC TGGCATGAAAGACGTTACCA 198

Ai07B26505 Araip.B07 26505 c (A)10gtgtctttttttacatgctttggtgtatatggttggaaacaaattctaggatttataatgattcctttacaacttttgatttcttttgcggtaggatc(T)11119 119031244 119031362 TGCCACTTCTTACTGTTCATGATT CAAATCAGTTGCAAACACCG 280

Ai07B26506 Araip.B07 26506 p2 (TC)17 34 119032875 119032908 CCGGCAACGTAATCAAGAAT GTAACTAAGCCATTTGCCGC 117

Ai07B26507 Araip.B07 26507 c* (A)10(AACAAT)5*38 119034382 119034419 AGTGGGCACACATTTCATGG CTATGATCTGCCATGAGCCC 175

Ai07B26508 Araip.B07 26508 c (CA)11cgcacacacac(AG)1665 119034789 119034853 GCAAAAGGTGGTTCCAAAGA ATCTGGGAAGCTGGGAAGTT 221

Ai07B26509 Araip.B07 26509 p2 (TA)9 18 119040415 119040432 CCTCTGGTTCTCACCCATGT TGTTCCTATTCCTTTTCCCAAA 268

Ai07B26515 Araip.B07 26515 p2 (TA)6 12 119063277 119063288 TTTCGATAATTTTGGGGTGG CCATGTTTGCATTTTTGCAT 269

Ai07B26516 Araip.B07 26516 p2 (TA)7 14 119067106 119067119 CAACCAATCCAAATTGATTAAAA AGGGCGAGTTTGAAGTTGTG 280

Ai07B26520 Araip.B07 26520 p3 (AAG)5 15 119098786 119098800 AAAAATCACCCAAACGAAAAA CAAAACTCTTCGTCATCCTCG 153

Ai07B26522 Araip.B07 26522 p3 (GAT)5 15 119099543 119099557 TCAAATAATTTTGTAGCATTTTGTGTT TCATCTTCTGCTGCTGCTTC 165

Ai07B26523 Araip.B07 26523 p2 (AC)9 18 119108865 119108882 ACTCAGCCTGCGAAGTCAAG GCGGAGTGGTTACTGGGTTA 237

Ai07B26530 Araip.B07 26530 p2 (AG)7 14 119126239 119126252 CACTTTACGTGCTTCGGTCA ATCCCAAATTGGAGTTGCAG 234

Ai07B26531 Araip.B07 26531 p2 (TA)10 20 119131844 119131863 GCTAGGCGTCTGGACTTCTG GATCAATGGAGGGCTGAAAA 185

Ai07B26532 Araip.B07 26532 p3 (TGA)6 18 119132800 119132817 GGGACCAACTCGAACTGAAA TGTGTCCAGTGGAAGCAGAC 110

Ai07B26533 Araip.B07 26533 p2 (GA)16 32 119134009 119134040 CAATCCAGACCAAGCTCCTC AGCTTGCTTTGATTTGGGTG 185

Ai07B26538 Araip.B07 26538 p4 (TTAT)5 20 119143537 119143556 GTGTGGGCCAATAAGAGACG CAACACATTGAACCTCACAAA 280

Ai07B26540 Araip.B07 26540 p2 (CT)9 18 119146637 119146654 TCCATTTTCCACCACCATTT AACCCCCATTTCTCATTTCA 191

Ai07B26552 Araip.B07 26552 p2 (AT)6 12 119164399 119164410 TGGCTATGACAAAATCGAAACA ATTAGCACCGACACATGCAC 209

Ai07B26555 Araip.B07 26555 c (T)10attgacaaatactcctattatactaatcataacaataattc(T)1061 119166750 119166810 CCGTACACTTCAGGATTGGA TTCTTTTCTGGGCCTTTGG 280

Ai07B26556 Araip.B07 26556 c (A)11cta(T)11 25 119173779 119173803 TCTGATGTGCCTTGTTCAGC TTGACCTATCGGGTTGGAAG 204

Ai07B26557 Araip.B07 26557 p3 (GTT)6 18 119175782 119175799 GTCTGGCTTTCTGTGCTTGA GCAATAGTGGTGGTTGGAGG 194

Ai07B26561 Araip.B07 26561 p3 (TAT)6 18 119180391 119180408 TCAATCAAGTCATCATGTACCTTC TGACTAGAAGTCCTAATTCATTCTCC 209

Ai07B26563 Araip.B07 26563 p2 (GA)7 14 119184341 119184354 GAGAGGAGGCTGTGATAGCG GAAGCTCGAACCCTATTCCC 106

Ai07B26564 Araip.B07 26564 p2 (AG)6 12 119191245 119191256 GGATTGGATAGGTGAGGGGT GGCATTTTTACACGCCACTT 163

Ai07B26568 Araip.B07 26568 p2 (GT)6 12 119214006 119214017 TATGTGATGCGAAAGTGGGA TGGGACTCAGGTAAGGGTGA 154

Ai07B26570 Araip.B07 26570 p2 (AT)10 20 119220266 119220285 AAATGAATAGTTTTTGTCCAACATT TGCCACGTGGATTGTATTGT 174

Ai07B26571 Araip.B07 26571 p2 (TA)8 16 119229865 119229880 GGCCGAGCCTAGATCTTGTT AACCATAGGTGGCAAGATGC 235

Ai07B26574 Araip.B07 26574 p4 (ATAC)5 20 119237407 119237426 GTCGCTCACGAAAGAAAACC CGAGTCTGGGATATTTTGGG 182

Ai07B26575 Araip.B07 26575 p2 (TA)6 12 119238631 119238642 AATGCCACCGCATCTAACTC GATGAACGAAATGGGAGGTG 200

Ai07B26578 Araip.B07 26578 c (T)11atattatggtaattaatgtatacgtgtaaaacactagctaggaatatgtatgtcccaataatctacacttagaaatttaatttattgctttttttctt(A)12121 119247941 119248061 ACGGCCAGTCACACTACTGA TGTAAGGAACTGTTGATATTACTGCAC 211

Ai07B26580 Araip.B07 26580 p2 (AT)6 12 119250965 119250976 TCACGCCAGAATTCATCAAC ATGAATCGAATCGTATCCGC 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26585 Araip.B07 26585 p2 (AT)9 18 119263362 119263379 CCTCATGCCATTATTTAAGCG CGCATATGTGGCAAGAATGA 244

Ai07B26589 Araip.B07 26589 p2 (CT)8 16 119277763 119277778 TTGCCAACAAACATCTCCAA GTCTGGAGCGATCAAAGCAT 147

Ai07B26592 Araip.B07 26592 p2 (AT)7 14 119309599 119309612 CACTTTTTCAACGTCCACCA GCTTTCCATAAGGAGGGAGC 235

Ai07B26597 Araip.B07 26597 p3 (AGA)5 15 119322291 119322305 CCTTAGGTGCCATCACTGGT CTCCCAAACCCAACCCTAAT 262

Ai07B26598 Araip.B07 26598 p2 (GT)7 14 119331859 119331872 GAAGCATTTGAGGTGGAACC GTTTGTCATCAAGGGGGAGA 239

Ai07B26600 Araip.B07 26600 c (A)14cttttaatccaagtagcattaaccataaattatggt(A)1060 119347046 119347105 CAACAGGAGAGGATGGAAGG TTGTTAAAAATTGCGCTGGG 265

Ai07B26606 Araip.B07 26606 p3 (TTA)10 30 119355634 119355663 ATTCCGCACCTCTAAAACCA GGTCTCGCTGGAAAATGGTA 118

Ai07B26612 Araip.B07 26612 p3 (TGT)5 15 119364377 119364391 ATCTCTGATGAGGGGGCTTT ACTCGCATGAGTGATTTCCC 240

Ai07B26613 Araip.B07 26613 p3 (AGA)5 15 119364730 119364744 CCATGCAGTGAGTGAAAACG TTTTTCCGTCCAGACTGCTT 184

Ai07B26614 Araip.B07 26614 p3 (TTA)5 15 119372074 119372088 AGTGTCATTTTGGGCCTACG ACACTTGTGCTTGCTCCCTT 214

Ai07B26616 Araip.B07 26616 c (TA)7tggtgttagcagaaaacggaccctccgttttgagtttgaaaaaaaaataaaaaaagttaaaaattctaatcggatggtccgttttgatttaaaaagg(A)12123 119372994 119373116 GCAATACAACAATGTGGAAAAGA GGACCGTCCGATTAGTTTTG 175

Ai07B26621 Araip.B07 26621 p4 (GATA)6 24 119380195 119380218 TTTTTCTATCGGTGCTTCCG TTGTGTTCTCATAATGTTTGATTGAA 273

Ai07B26622 Araip.B07 26622 p2 (TA)6 12 119380964 119380975 GAAATATGTTGATTCACTCTTCATCA CGCTCAATTTTACCGGCTTA 237

Ai07B26625 Araip.B07 26625 c (AAC)8(AAT)8 48 119386596 119386643 TTGGGAATTTTGAAATTGGG AAGATTTCTGAATCTGCCACTG 234

Ai07B26627 Araip.B07 26627 p2 (AT)9 18 119389634 119389651 ACCACCTTCAGCAATATCCG TGAAGCTGGATTCTGGGATT 173

Ai07B26628 Araip.B07 26628 p2 (TA)6 12 119389804 119389815 AATCCCAGAATCCAGCTTCA TGTCAAATTGCACCCAAAAA 154

Ai07B26631 Araip.B07 26631 p3 (AAG)6 18 119408688 119408705 GCCCAAGTTGTAACCCTTCA GCTCCAGGTACCTCCTCCTC 278

Ai07B26633 Araip.B07 26633 p3 (CTT)6 18 119415335 119415352 CACAGAGGACATCGCAGAAA CCCTAAATTGTGGCAGCACT 172

Ai07B26635 Araip.B07 26635 p2 (TA)9 18 119417330 119417347 TTTGAGGATATCCACTTCCCA ACTTGGAAGGCATATGGGTG 247

Ai07B26636 Araip.B07 26636 p2 (AT)9 18 119419051 119419068 TGAGACATGGACATCAACCAA CACCTGTTCCTATGGTGCAA 279

Ai07B26637 Araip.B07 26637 p2 (TA)6 12 119422046 119422057 GGCGGTTAGATAAACAGCCA AACATCAGATAAAACATGCCCA 176

Ai07B26641 Araip.B07 26641 c (TTC)7atctgctactatgtctccaaaatcaattcaaagagt(TGC)6taattgcacctttgttgatgacatcagcaacaatgctaatgctacaacaccttca(TCT)7(TCA)5166 119443145 119443310 CTGCAAATCTCAATTTCCCA CAGAGGGAGATGAAACCATTG 264

Ai07B26642 Araip.B07 26642 p3 (ATT)7 21 119443937 119443957 CCTCTCTTTTCTGCATTCCG TCATGCAATAAAGGGCTTCC 225

Ai07B26644 Araip.B07 26644 c (A)10tctaaaattggtcaaaaatttggtaaattaatcattttcagcggttaatcatttttaataatagaacatc(A)1090 119446960 119447049 CCCAATGTGAAAGGAGCATT ATTACGCCCAAACCTAGGGA 258

Ai07B26646 Araip.B07 26646 p2 (AT)10 20 119450184 119450203 GCTTGGTTTAGGAAAAGGGG ATGAATTGGTTCCCTCATGG 256

Ai07B26648 Araip.B07 26648 p3 (TCA)5 15 119454479 119454493 TCACCCCTGAGAGAAGCAGT CGTGGCTGAGGCTTCATAAT 217

Ai07B26650 Araip.B07 26650 p3 (AAT)5 15 119457665 119457679 TCTGACCCTAAAAGGCTCCTC GGTCGGTGAGTTCGAAATTG 190

Ai07B26655 Araip.B07 26655 p3 (AAT)5 15 119468259 119468273 CATACCCTACCCATTGCCAC CACGCGCACTTGTTTATTGT 189

Ai07B26658 Araip.B07 26658 p3 (TCT)5 15 119471702 119471716 CCCTCGTAGAAATCCCCATT GGAGCTCTGATCTTCATCGC 272

Ai07B26659 Araip.B07 26659 p3 (TCG)5 15 119472100 119472114 ATCAGAGCTCCAAGCACGTT TCCTCCTCCAAGAACACCAC 223

Ai07B26660 Araip.B07 26660 c* (CT)7(CTCA)5* 32 119472299 119472330 TTCTTCTTTTTGGTGGGTGG GAGGCCCATCGTCATAAGAA 168

Ai07B26662 Araip.B07 26662 p2 (AT)8 16 119474933 119474948 CAAGGTTTTGAAAATTGAATTGG AGGGATGACAATCGTAAGGAA 212

Ai07B26675 Araip.B07 26675 p3 (CTC)6 18 119509576 119509593 GAGATGGCGAAGAAGAATGC ACCTCACCAGAAGAGCCAGA 251

Ai07B26690 Araip.B07 26690 p3 (TTG)5 15 119542926 119542940 CAATTGAGAGAGGGAGGGTT TGAAAAATTAAAACGTTAACTGACCA 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26691 Araip.B07 26691 p3 (AGA)5 15 119545672 119545686 ACCCCATTTAATGCCCCTAC GCTGGTTCATCCCTTTCAGA 266

Ai07B26704 Araip.B07 26704 p4 (AACT)5 20 119599081 119599100 CCTCAACAAAGAAATCCAACAA CCTTCCTTCAACCATCATTCA 212

Ai07B26707 Araip.B07 26707 p2 (AT)7 14 119605422 119605435 AAAAACCATGAATGGGGTCA GGAATGAAAATTTTGTGATCTACC 194

Ai07B26708 Araip.B07 26708 p3 (ATA)5 15 119605603 119605617 TTTGAAGACGTATTTTCATGTGC CATGTATGTCTGGCTGTGCC 234

Ai07B26709 Araip.B07 26709 p3 (TCT)7 21 119608068 119608088 GAATTTCAAGGGCCAGATGA TTGGAACACAACCACCAGAA 178

Ai07B26713 Araip.B07 26713 p3 (ATT)9 27 119616717 119616743 TGGTTCGCAATTTGCTACTG CATTCCTTCTTAACACGGTGG 155

Ai07B26716 Araip.B07 26716 p2 (AT)7 14 119625182 119625195 TGACCACCAAGCTACATTGC GTTTAACCGGTGGGTCACTG 244

Ai07B26718 Araip.B07 26718 p3 (TCC)5 15 119627875 119627889 TCGTTATCGTCGTCATCAACA TGAACCACACCTTAACCACTTG 219

Ai07B26719 Araip.B07 26719 p3 (AAG)7 21 119628384 119628404 CACGAGGAAGAAGAAGGAGG TAAAGACGCTTTTTGCCTGC 267

Ai07B26723 Araip.B07 26723 c* (A)11(AT)25* 60 119641751 119641810 CCACAATTTTATCCGTGGCT TTCAGGATATTTGCTTTTCAACA 271

Ai07B26726 Araip.B07 26726 c (ATA)5gggggtggccatgattgccatcactcccttttttagttgacacaattaacaccaattagcttaatatagtagctagtagtaaaataaaaaaatg(A)11gaagaagagaaaagtaaaatt(A)11152 119647662 119647813 ATGATTAACCCCCACACGAA TCGCCATACATGTGTGTAAAGA 227

Ai07B26731 Araip.B07 26731 p2 (TA)8 16 119651972 119651987 CCAACTTCCCATGAGTCCAT TGGCATGGTGGTTCTGTCTA 261

Ai07B26733 Araip.B07 26733 c (T)16gaaaaataatatataatttgattaatagttgcctgcttaataaagctatttttttatattgaaatgttattggtga(T)10102 119652447 119652548 CCCCTAGTGGGGGACCTAT CTTAGGAGGTGGGAAGTCCA 261

Ai07B26738 Araip.B07 26738 p2 (AT)7 14 119659796 119659809 CACTAAAATTCGTTACTAAAATCAGCA AATTTGTTGACCCCACTCAAA 185

Ai07B26739 Araip.B07 26739 p2 (AT)7 14 119663209 119663222 CACTAAAATTCGTTACTAAAATCAGCA AATTTGTTGACCCCACTCAAA 185

Ai07B26740 Araip.B07 26740 p4 (TTTC)5 20 119665573 119665592 TGGCACTGAGGGTATAAGCC CATCGATGTCTTCCGAGTCA 151

Ai07B26742 Araip.B07 26742 p2 (TC)6 12 119670045 119670056 AAAAACTGCTTGGCGAAAAA GCGTCTGAAGAAGATACGGC 223

Ai07B26743 Araip.B07 26743 p4 (AATT)5 20 119680243 119680262 CGTTGGAACAGGGGTAAGAA CGTGAGACAAAATTGGTTGG 172

Ai07B26745 Araip.B07 26745 p3 (TTC)5 15 119681042 119681056 AATAGCTTCGGAGAAACGCA CAGCCTCTGGAACGCTAAAC 247

Ai07B26751 Araip.B07 26751 p3 (ATA)8 24 119693021 119693044 AGCATTTCTAGCTGCCTCCA CGCGAATCTGCACAAGATAG 275

Ai07B26756 Araip.B07 26756 c (T)14atcaaaaatctcgttatctttcgaagtaattgtcaaagactattttaaatttttttctatttttgtactaactagctataatag(T)11109 119698744 119698852 TTTTGGCACAGAAACCTCGT TCAACCTTGGGCTCAGTTTC 262

Ai07B26757 Araip.B07 26757 p3 (TTG)6 18 119702334 119702351 CAATCCTCCAAAAGCTGACC TTCACCTCCTGGAATCAACA 219

Ai07B26764 Araip.B07 26764 p3 (TCA)5 15 119713138 119713152 GGGAAGAGGATAGTGGGAGC TGAAGGGAAAACCCCCTTAC 247

Ai07B26766 Araip.B07 26766 p3 (AAT)5 15 119726367 119726381 GTTGCATCTGCGAATTTCCT GCATCTAATTTGAGAACACAACG 234

Ai07B26769 Araip.B07 26769 p3 (ATC)8 24 119738650 119738673 GATGGTGTGCTTTCCAGGTT TAGCAATTGCCAGCCCTATT 178

Ai07B26771 Araip.B07 26771 p3 (ATC)8 24 119739986 119740009 GATGGTGTGCTTTCCAGGTT TAGCAATTGCCAGCCCTATT 178

Ai07B26778 Araip.B07 26778 p3 (TTA)11 33 119760481 119760513 CTTCGAACCCCGAAGTAAAA TTTCTTTCTCCAGTTCGGTCA 188

Ai07B26779 Araip.B07 26779 p3 (CTC)5 15 119768539 119768553 GCACACGCACGTTTCAATAA TGGCACCAGAGAAAATCAGA 188

Ai07B26780 Araip.B07 26780 c (A)10g(A)10 21 119770609 119770629 ATTTTGGATCACCCGACTTG TTGTTCTTGTTGGATTCTCCC 274

Ai07B26785 Araip.B07 26785 p2 (TA)17 34 119792858 119792891 CTGTCGGATCTAATATGTTGATGT GGAGGATACGATGGTGAGGA 280

Ai07B26792 Araip.B07 26792 p2 (TA)7 14 119810722 119810735 CACGCCTGGACACACTTAAA CTTACATGACACGGAGACACG 261

Ai07B26801 Araip.B07 26801 p2 (GA)6 12 119830007 119830018 TGAGCTGATCACTCGACCAA ACGCTAATCGTCGTTGAAGC 165

Ai07B26803 Araip.B07 26803 p3 (ATT)5 15 119835348 119835362 AAACCCTTTCAGAACACCCC TCGATGGCTTCTTTTGTTCA 280

Ai07B26805 Araip.B07 26805 p2 (TA)6 12 119839622 119839633 TGGTGTATCATTCATTTGAGCA TGTTCTCAGCATCAAAAAGCA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26806 Araip.B07 26806 c (AAT)5agtaatacctgaacttatgcttttgtgtgtgaaaatgtagatacaaaattttaactagcaattttatatcatgaaatttataatttacctaattc(A)15125 119841683 119841807 GGTCGAAATTACATGCTCTGC CCTAGGCTTTGCTCTTCCCT 237

Ai07B26807 Araip.B07 26807 p2 (TC)9 18 119842458 119842475 TGGAAGAAAATGAGGTTGGG GGGTTGGAATTGGATTCAGA 263

Ai07B26809 Araip.B07 26809 p3 (ATA)8 24 119849365 119849388 ATGGGTTCCTTAAATCCCGT ACAGCATCACACCAGATCCA 235

Ai07B26812 Araip.B07 26812 p2 (AT)15 30 119853382 119853411 GTACGGAACCCGAACCAAC TTGGGTACCGATGACTTTGA 265

Ai07B26813 Araip.B07 26813 c (TA)9(T)12 30 119854543 119854572 AATTGCTCCCACCAAACATC GCTAGCTGCTACCTAGGCCA 260

Ai07B26814 Araip.B07 26814 c (TA)6cactgtttctatatgtatacactgttggccatgtcagcataaagatatatgagagagagtgaatgataattattgatataattatcatac(ATT)10132 119854807 119854938 TTGCATTTTTCTTCCCTTGC TTCATGACATGGTTGGTTCG 257

Ai07B26820 Araip.B07 26820 c (A)10tagaaaaccaaagcctaaaatttatcaaagattaattaaaatttaaataaataaaaagttaaatgtataa(T)1090 119864240 119864329 CACACCCATCACCTCAAACA CAATCAAATTTGTTCTCCCATTT 241

Ai07B26821 Araip.B07 26821 p2 (TC)8 16 119869003 119869018 TGTGAGCCTCGCAGTGACTA ACGAAGTTTCGCCAGAGAAG 225

Ai07B26822 Araip.B07 26822 p4 (ATAG)5 20 119872018 119872037 CTTGCTTGGAATTTGATTGG GCATGTTCTCATGCTAAACCA 165

Ai07B26823 Araip.B07 26823 p2 (CA)7 14 119878036 119878049 TTGGCTGTGGGTTATGTTCA TAGCACTGAAGCCAGTTGGA 239

Ai07B26824 Araip.B07 26824 p3 (TTA)5 15 119881489 119881503 TTGTTGAGAAGCTGCGAATG GTGCATGTTGGCTTGAAAGA 104

Ai07B26829 Araip.B07 26829 p3 (ATT)6 18 119887700 119887717 GGCGTTTCTATTTAGATCGGG TGAACCTATAAAGTCCATCACAAAA 274

Ai07B26831 Araip.B07 26831 p2 (AT)6 12 119894693 119894704 GACAAATTAAACCTCCATCATGC GATGCGCCACTTCTCAATTT 238

Ai07B26832 Araip.B07 26832 p3 (TAT)5 15 119895010 119895024 TGAAAATATCAAAATATTTGCCGT GGATTTGGTTGTCAATTGGATT 271

Ai07B26834 Araip.B07 26834 c (T)10gtctacctaatattatcctataattataaataatggattattattaattattgaagtctatgccga(CT)7gtctctcacaatcacaacataggattgtaacgaaagaaaaccacaactcatatatgcatttggtgtgggatttttgtg(T)12180 119896615 119896794 TTGTTGCGACAACTAATTAATGC TCAAGTAAATATGGAATCACAAGAAGA 280

Ai07B26837 Araip.B07 26837 p4 (TATT)5 20 119897559 119897578 CCACGGTTGTCTTTACTCCTTT CGTTGTTCTTGTGTTTTTCTTCC 276

Ai07B26838 Araip.B07 26838 p3 (ATT)6 18 119897729 119897746 CCACGGTTGTCTTTACTCCTTT CGTTGTTCTTGTGTTTTTCTTCC 276

Ai07B26840 Araip.B07 26840 p2 (AT)6 12 119916269 119916280 TCTTCTTGGTCAATTTTTGCAC TGTCATCGATTTTCGAACCA 159

Ai07B26843 Araip.B07 26843 p3 (TGG)6 18 119926448 119926465 GGTTCGAATCTGCTCGTGTT TGGCCACTCTACTCTGTTGG 264

Ai07B26844 Araip.B07 26844 p2 (CT)6 12 119931046 119931057 AGGACTGAATCGTTGGTTGG TGCGAGAAGACAGAAGCGTA 222

Ai07B26852 Araip.B07 26852 p3 (AGA)5 15 119954296 119954310 GCTCTCTTTGCTCGTGCTCT ACTATACCGCCGAAGAGGGT 175

Ai07B26857 Araip.B07 26857 p3 (TTA)6 18 119958684 119958701 TGGGAAACAAAATGAAGTCACA GGGATTCAATAAAGTTAACATCAAAA 276

Ai07B26858 Araip.B07 26858 p2 (CA)20 40 119962325 119962364 ACAGAAAAGCGTATCGCTCG GGTCGACTTGGAGAAACAGG 267

Ai07B26859 Araip.B07 26859 p2 (GT)6 12 119967422 119967433 CAGCTCCACAGTTCCTCCTC AATTTTACTTAAACCCTAATTTTCACC 241

Ai07B26862 Araip.B07 26862 p3 (TCA)5 15 119971159 119971173 AATTGCCAAGGATGAGGTTT TGGAAAAAGTAAAAGCATGGTG 266

Ai07B26867 Araip.B07 26867 p2 (CT)7 14 119978933 119978946 CGAACATCTCCAACAGGTCTC TCCGCTGCTAGGCTCTTTTA 121

Ai07B26871 Araip.B07 26871 c (CT)6(CA)8 28 119994212 119994239 GGCGAAGGAAGAGTCTGTTG GGGAACGGAATTGACAGAAA 151

Ai07B26872 Araip.B07 26872 c (TCT)5tttaaattcacgtataccttcttctccttttccttctcctttgtgcacgcagattcttctgctt(CTC)7tttc(TCT)5119 120001031 120001149 AAGAGCGCGCTTTATCTTTTT TCAAATTCAAAACACCTGCG 257

Ai07B26874 Araip.B07 26874 p3 (AGA)6 18 120001548 120001565 GAGGAGGAAGAAGAAGTGCG TCAAAACCTACCCAAATTCCA 240

Ai07B26877 Araip.B07 26877 p3 (TAT)5 15 120020144 120020158 TTTAATACAATCCAAACGGCA AATCCAATTTCAAGCGTCCA 251

Ai07B26881 Araip.B07 26881 p2 (CT)8 16 120023566 120023581 GCACGCTCAATCGTATCGTA CGTGGGGCTAGAGAGAGAGA 211

Ai07B26882 Araip.B07 26882 p3 (AGA)5 15 120024294 120024308 TTCTGGGGTGGTTACTCTGC ACCGGAATCGAGAAACACTG 264

Ai07B26885 Araip.B07 26885 p3 (AAT)5 15 120033982 120033996 TTTACGGCTAAAATCCCACG TTGACACCACAATCTTCCCA 268

Ai07B26887 Araip.B07 26887 p3 (GAA)6 18 120035890 120035907 TGGTTGTGGTGGTGATGAGT TGGAAGAACAACCCTCCATC 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26892 Araip.B07 26892 p2 (TG)9 18 120048144 120048161 TTTTTCCCTCCAAACTAATATTTCA CAAAGCAGATTCTTTTGCTCA 232

Ai07B26897 Araip.B07 26897 p2 (AG)16 32 120059282 120059313 AGAGGATGGACCTGGTTGTG CAATTTGACGGTTCATTGGA 245

Ai07B26899 Araip.B07 26899 p3 (ATA)6 18 120061397 120061414 CGTGGGTTGATTCATTCACA CAACCCACTCAAATTCCTAAGC 151

Ai07B26900 Araip.B07 26900 c (T)12gttattaaagatagtagtttagaaaaatacaaacgaaaagaaaaataaaatgaagagttgacatgtattaatattaaatagtttattagttctaccg(A)10119 120061828 120061946 GCTTAAGCTAACCCCAAATTAAA GGTTGTTTATTCAAATTAGACCTCA 246

Ai07B26904 Araip.B07 26904 p3 (TAA)5 15 120065754 120065768 CCCGCTTTGTGAATTTTGAT TGCTGAGACATAACGACAGACC 214

Ai07B26909 Araip.B07 26909 p3 (TAA)5 15 120074164 120074178 GGTGTGTTCTTGTTTTCCCG AAAAGCCAAACATCAGCTTCA 224

Ai07B26922 Araip.B07 26922 p3 (AAG)5 15 120088905 120088919 CAATATGTCGCTGGACGATG GAAGACACTCTCCCCTTCCC 159

Ai07B26923 Araip.B07 26923 p3 (TAA)5 15 120089439 120089453 GGTGTGTTCTTGTTTTCCCG AAAAGCCAAACATCAGCTTCA 224

Ai07B26925 Araip.B07 26925 p2 (AT)6 12 120090336 120090347 CCAAATCTGGAGCTTCTTCA CGGTACAGAAATTATCAACTACACG 273

Ai07B26939 Araip.B07 26939 p2 (GA)6 12 120114767 120114778 TCGCCGAAAGAAAGAAGAAA ATCCCTCTCTCTCCGTCCTC 259

Ai07B26942 Araip.B07 26942 p3 (ACC)7 21 120123855 120123875 CCCAACCTACAAGCATTGGT GGAGAGAAAGAGGGGTGGTC 163

Ai07B26943 Araip.B07 26943 p3 (AAT)12 36 120140928 120140963 GCCACATTTGGCTTTTCTTT CCCTAACCACCCCAATGTTA 212

Ai07B26944 Araip.B07 26944 c (A)10gagtctatcaacagaaattatctaaggacagagcacaaaaataaattagttctgaaataatggttttttgatattctaaaaaaattttaaacgaaagaa(T)10119 120146908 120147026 GAAGCAATCTCAATTCGTTAGTGA TCTTCCATGATTGACGGTGA 265

Ai07B26949 Araip.B07 26949 p3 (TTC)6 18 120154656 120154673 CTTCCCCCTCTTTCTCATCC AGCGAAAACAAAGCAACGAT 176

Ai07B26950 Araip.B07 26950 c (GAA)9(GAT)7gttgatc(AAG)5aggaagag(GAA)593 120155073 120155165 ATTCCAAATCCTTCCGTTCC GTTTGGTGCTGCTTCCTCTC 236

Ai07B26952 Araip.B07 26952 p2 (TA)6 12 120162764 120162775 ATCTCTTTCCTGAGCGTTGC CACCCTACCACACGGATCTT 182

Ai07B26961 Araip.B07 26961 p2 (AT)7 14 120192753 120192766 ATTTGGAGATGAATCGCAGC AACATGATGGAATCTTGGGC 217

Ai07B26963 Araip.B07 26963 p3 (AAG)5 15 120194653 120194667 TTTCTCCTCCTCATCTTTTGC GAATGTAGATTCATCTTCTTCCAAGT 211

Ai07B26964 Araip.B07 26964 p3 (TCC)5 15 120195430 120195444 AAAAAGAAGAAGAAAAATGCAGC TGAAAAGGCAAAACAAGAAGG 251

Ai07B26965 Araip.B07 26965 p3 (AAG)5 15 120196007 120196021 TCCTCCTCCTCATCTTCTGC CGTTCCTCCTCCTCCTTCTT 251

Ai07B26967 Araip.B07 26967 p3 (TTG)5 15 120196977 120196991 CAGATCACCTGCTCTCCCTC GCAACCAGAAGCATCAACAA 192

Ai07B26969 Araip.B07 26969 p3 (TCA)5 15 120200741 120200755 ATAAGGAGGCAAGGCATGAA TTTGCTCTTTGGAAGCTTTTG 275

Ai07B26973 Araip.B07 26973 c (AAG)14gggaaggggaaggggaagagatggttatagaggaaggggatatttaaatt(GA)13gga(TG)8137 120202957 120203093 AAGGATGGTTTGTTGGTTGG CCTCCCTTCTTCCATTCCAT 273

Ai07B26975 Araip.B07 26975 p2 (AT)6 12 120205708 120205719 CAGCGCGTTTAGTGGATTTT CGGAGATGACTTGGGGATAA 255

Ai07B26977 Araip.B07 26977 c (A)11gatgttttttggggcatggactc(T)1246 120206857 120206902 TGTTTGTTTGGACACTATTAAATCA GTCCCCATTACCCTCTCTCC 278

Ai07B26978 Araip.B07 26978 p2 (CT)7 14 120211222 120211235 TCTTCGTGGATTTCACCTCA TGGGTCCCAACTAAGTGAGC 140

Ai07B26979 Araip.B07 26979 c (A)11tagcaataaatattatgaagagtgaataccccacccgatccctgacaattatctcgaaaggacaacgaagtcccaag(A)1098 120217562 120217659 CTGGATGGTCCACATCCTCT ATAACGAGGTTCCTCTGCCA 261

Ai07B26982 Araip.B07 26982 c (T)13aattgggtctctgtaccaa(T)1042 120220339 120220380 GATGCAATGTGAGAACAATGTG TCCTTTTATTTGGTTCCTGCAC 260

Ai07B26983 Araip.B07 26983 c (T)13aattgggtctctgtaccaa(T)10caattaggtcccttttagtagtaattgacttaattgtatatggacccaact(A)10103 120222122 120222224 GATGCAATGTGAGAACAATGTG CCTTTTATTTGAGTCCCTAAACCA 260

Ai07B26987 Araip.B07 26987 c (T)11ccatatttaaagactcacataatccaacaaggaggtgagccaccctttcaactagcatcttgttgatgatatccatgggggtccc(T)11107 120237825 120237931 CATGGCATCCTTTCCTAAGC CCCCTTTTGCTTCTCTTGTG 229

Ai07B26990 Araip.B07 26990 p2 (CT)10 20 120244147 120244166 GCCAAAGAAAGGCAGCATAA AAAAACTTTACCAAACTAAGCCAAA 263

Ai07B26991 Araip.B07 26991 c (T)12atgcttgccctgcataatgtgtggtggattt(TTG)661 120247338 120247398 TCAGGCAAGTGATTGTGACAG GCCACCAGAAGTCACACAAA 217

Ai07B26994 Araip.B07 26994 p2 (AC)10 20 120256068 120256087 TCAATTCATTTGAGTTTGCTGC TTTTTGGCATCTGGTTTTCC 190

Ai07B26995 Araip.B07 26995 p2 (CA)7 14 120256607 120256620 CCAAAGTTGTTGTCTCTTCAACC TGCATATTAGGTGATGGGGAA 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B26998 Araip.B07 26998 p3 (ATT)5 15 120260031 120260045 TCTTTTGGTTGGCTTTGACA TTGGCTCCATTAGGTTTTGC 249

Ai07B27001 Araip.B07 27001 p2 (AT)7 14 120269858 120269871 ATATGACACGACACGGGACA CACGCTTGGACACACCTAAA 260

Ai07B27005 Araip.B07 27005 c (T)10cacgtaacttcttttgccaattgaattttctgaattgaaaattcttttattcaattggctttcgagttcgtc(T)1294 120278836 120278929 TTCTTTTATTCAATTGGCTTTCG AGAGAAGAAAGCACCGTCCC 242

Ai07B27007 Araip.B07 27007 p3 (TCT)11 33 120281079 120281111 TTACCCTTTCAACGCAAACC TCCAATCCAATGAGAAAGTTGA 223

Ai07B27009 Araip.B07 27009 p2 (CT)6 12 120287735 120287746 TCCCGGTTCACTCTCACTTC TTTCATGAGGCCTTGCTTTT 226

Ai07B27018 Araip.B07 27018 p3 (AGT)14 42 120354821 120354862 CCACCACGACCTTTTCTTTC CACTGCCAAAGATCCTCCAT 259

Ai07B27019 Araip.B07 27019 p2 (TA)6 12 120359361 120359372 AAATGCGATTCTCTCTCTCTTTATTT ACGGTTATTCTACAGAGATGAAAAA 273

Ai07B27020 Araip.B07 27020 p3 (ATG)6 18 120364465 120364482 TTCAGGGTTAGCCTTTTCCA GCAGCATTGCAATTTAGAACC 242

Ai07B27023 Araip.B07 27023 p4 (TTAT)5 20 120370466 120370485 CCTTTCTCTTTCAACAATCACTCA TCGTCTAACCGGAAAAATCG 266

Ai07B27026 Araip.B07 27026 p2 (TC)7 14 120374860 120374873 GCAAACCTCCATGACCTGAT CATTTGGTGGATGAACCCTC 225

Ai07B27027 Araip.B07 27027 p2 (TA)7 14 120377107 120377120 CTATACTCATCAAGTCATCATCCAA ATTGCATGACCACAAGTCCA 180

Ai07B27029 Araip.B07 27029 p2 (AG)6 12 120377914 120377925 TGCTGCCCTTTTAAATTGCT CTCGAAAATCGGGGTTGTTA 194

Ai07B27031 Araip.B07 27031 p2 (AT)10 20 120384158 120384177 CAAGAATTGGCAGAAGAGTATTG CACATTCTTACTTGGATAGTTGGA 280

Ai07B27032 Araip.B07 27032 p2 (TA)8 16 120384656 120384671 TTGTTTTGGCTGATTTGGGT GACTCGAATCCGCAACTTCT 234

Ai07B27033 Araip.B07 27033 c (A)10ggaacacattaaaatttaagattggtttatttattaaaaatgcaattgttc(T)1172 120384844 120384915 CAACAAAGGAACACATTGCC CGCCAAGCTAACACAACTCA 230

Ai07B27035 Araip.B07 27035 c (A)10gtaaattttatggtgtctgtaaac(A)1044 120387700 120387743 TGTCAAGAATGAAGGCAAGAGA GATGGTAGTGCTTGGTACAATTACA 152

Ai07B27036 Araip.B07 27036 p2 (TC)12 24 120389909 120389932 GCAAGTAAGCTGAGCTGGCA GCCATGGATCAGAACCTGAA 280

Ai07B27039 Araip.B07 27039 p2 (AT)10 20 120395124 120395143 ATTGTTAAATGCCCACCGAA TCCACTCTCATTCCCAGTCA 136

Ai07B27040 Araip.B07 27040 c (T)10c(T)12 23 120404520 120404542 TTGTGCTTCAAAACCAAAACC AGAGTTTCGCATCCATTTGC 274

Ai07B27041 Araip.B07 27041 p3 (CAT)5 15 120406035 120406049 TCTTCCAGGAAAGCTCCAAA AGTAACATTCATGGTGGGGC 150

Ai07B27042 Araip.B07 27042 c (TAA)12tagtat(TAA)557 120406639 120406695 TCACCGGACATGTCATTCTC TTTGACAAACATAAGACCCAATC 247

Ai07B27043 Araip.B07 27043 p3 (TGA)8 24 120408205 120408228 TGGCAACTGACAAGTTCAGC GATCTGAGAAACAACCGGGA 155

Ai07B27044 Araip.B07 27044 p2 (GA)17 34 120413043 120413076 TGAAGAAGGTACCTGGCTGG GCGACTTCGTTGTTCCTCTC 184

Ai07B27046 Araip.B07 27046 p3 (TTC)11 33 120415511 120415543 TTCCAGCTCCATCGTTTCTT ATAACGGCGGAGAGAGTGAA 183

Ai07B27047 Araip.B07 27047 p3 (CTT)5 15 120415801 120415815 GGTGGAAACTGTAACCCCCT CCATCAATGTGGCTATCGTG 218

Ai07B27048 Araip.B07 27048 p3 (GGA)9 27 120415929 120415955 GGTGGAAACTGTAACCCCCT TCTTCTACGCCGCCACTAAC 272

Ai07B27050 Araip.B07 27050 p2 (AT)6 12 120425189 120425200 CACCAAAATTTATGTGATATGCG TCTCATCTTCTTTTTCTCCTGCTT 228

Ai07B27051 Araip.B07 27051 c* (GAA)5(A)10* 23 120425317 120425339 AAGCAGGAGAAAAAGAAGATGA CCGAGTTCTCAGTCAAGTTTGT 147

Ai07B27052 Araip.B07 27052 p2 (TA)7 14 120425515 120425528 CCAAGATGAAATGTGCTACAAA CCCCATTTAGTGGGACAAGA 230

Ai07B27061 Araip.B07 27061 p2 (CT)6 12 120456464 120456475 CCTCAATTTGTTGGCAGCTT GTAGTTCGGGCAGAGACGAG 142

Ai07B27066 Araip.B07 27066 p3 (AAG)5 15 120465766 120465780 TTTCCATAATTCCGGACACC AGAGCCACCGTTTGAGTTTG 236

Ai07B27070 Araip.B07 27070 c (T)11acattttttaa(T)1032 120469583 120469614 CCCTTGTACCTCTCTAGGCTAAAAC CCACTCTGGAGACAAATTCACA 280

Ai07B27074 Araip.B07 27074 c (AAG)7aggaagaggaagaagaacgtgcagc(AAG)561 120480895 120480955 GAGAAAGAGAAGGCAAGAAACG ACTGCACGTTTTCACTGCAC 109

Ai07B27075 Araip.B07 27075 p3 (AAG)6 18 120481058 120481075 CGTGCAGCAAGAAGAAGAAG CCGTTACTGCACGTTTTCAC 168
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Ai07B27076 Araip.B07 27076 p2 (TG)10 20 120483906 120483925 TAGGCAAGCCCAATTAATGC CTTTAAGTCCCCAGGTTCCC 277

Ai07B27077 Araip.B07 27077 p2 (GT)6 12 120484062 120484073 GTGTGTGTGTGTGTGTGCGT CTTTAAGTCCCCAGGTTCCC 189

Ai07B27082 Araip.B07 27082 c (CAC)5cattatcatcatggtcatcatcatcaacatcatcaaaacaacaaaatcaaccagaaaccagaacccactaccaccaccaccattatcatcatgg(TCA)7130 120502197 120502326 CCTTCGGACGAAAATACCCT TTCTTCCGCTTCTGCTTGAT 269

Ai07B27083 Araip.B07 27083 p3 (AAC)5 15 120502441 120502455 ATCAAGCAGAAGCGGAAGAA GCCTTCCCTATCCCCTCTTT 256

Ai07B27086 Araip.B07 27086 p3 (TCT)5 15 120510313 120510327 CACAATTTCACTGCACCGTC CCTCCTCATCTTCTGCTGCT 224

Ai07B27087 Araip.B07 27087 c* (GAA)5(GAAGAG)6*48 120511110 120511157 TCAGAAACCATGAAAATCGAAA TCACCGTGGATTATGAACGA 190

Ai07B27089 Araip.B07 27089 p3 (TAT)5 15 120513685 120513699 TTCCTGGCACCTATACCCTG GTATGTCGGCGCCAATTACT 167

Ai07B27090 Araip.B07 27090 p3 (CAA)5 15 120514772 120514786 ACTTTTCCAATCCCAAACCC GAAGAGTGGAAATCGGGTGA 260

Ai07B27091 Araip.B07 27091 c (GA)9ggatggggtta(GTG)544 120515292 120515335 CGACGACGAGCTCAGAAAA ACCCACGAAAGTTGAAAACG 225

Ai07B27099 Araip.B07 27099 p2 (AG)6 12 120536494 120536505 TCCAGAAAGTTTGTCCTTTGG GCTGCTTCTTTTGCAGTTTTT 243

Ai07B27101 Araip.B07 27101 p3 (CTC)5 15 120542151 120542165 GGTGAATGAAGGTCCCAAGA TGCGGCAACATCATTGTATT 140

Ai07B27102 Araip.B07 27102 p3 (TTA)5 15 120543678 120543692 TTCCCCGTTATCAATTTCACTT TCTGGGGATCTACTTGGTCG 197

Ai07B27110 Araip.B07 27110 c (T)11aattgtatgttcaacgttatgtatttttc(T)1050 120568653 120568702 TCACATCATCATGCACTACCAA ATGACATGGGGACGGTTTTA 278

Ai07B27113 Araip.B07 27113 p3 (CTT)5 15 120577727 120577741 ACGCGTTTCAATAACGCTTC TGAGAGAAAACACGCGAAGA 163

Ai07B27114 Araip.B07 27114 p2 (AT)7 14 120579130 120579143 CTTGGCAAGCCAAAATTCAT TGCTATCCTTGATAAACCCCA 153

Ai07B27119 Araip.B07 27119 p2 (TC)10 20 120591810 120591829 CCATTGCCCTTCAACAACTT TCATTGGCATGTGTATAAATAATCCT 198

Ai07B27121 Araip.B07 27121 p2 (TC)7 14 120596696 120596709 GCGAGGACGTTGTTGAGATT AAACGCACGAAGCGTAAACT 257

Ai07B27123 Araip.B07 27123 p2 (AG)23 46 120605108 120605153 TTCTTGAGCCTGATCCTCGT TGTTGATGCAGCAATTAGGC 223

Ai07B27125 Araip.B07 27125 p3 (AAG)9 27 120613597 120613623 TGCGTTGTGGAGTTTGGTAA CCACGTGCTACCTTCATTCA 236

Ai07B27126 Araip.B07 27126 c (A)10tttgcacaaaattttaaaaaaattattcaaaataagtcactttaactaaagtgatataaaactattttatacgaatagtacattaaaattaaattcgt(A)10118 120614376 120614493 AGAGAAAAACAAGTGTACGAGTGA CGTTAAGGTATTTGGACTTTGGA 267

Ai07B27129 Araip.B07 27129 p2 (TC)7 14 120655713 120655726 ATGATGGAGGTTTGTGGGAG CCTCGTGTCGAGTGGTTTTT 135

Ai07B27130 Araip.B07 27130 p2 (AG)6 12 120662544 120662555 ATGTTGACGGAGGGAGAGTG TTACCGTCGGATTTACAGGC 189

Ai07B27133 Araip.B07 27133 p2 (GA)8 16 120664624 120664639 TAGAAGCAGGGAACACCCAC ACACCAAATAACCCTTCCCC 179

Ai07B27134 Araip.B07 27134 p3 (GGT)6 18 120665125 120665142 TCGGAGAGTGGGAATAGTGG TGTGTTTCGGGCTTCTCTCT 260

Ai07B27139 Araip.B07 27139 p2 (AT)8 16 120677232 120677247 TCCTTCAAAGCCAACAAGAGA AAGCTAATTGGAGGGTCCGT 261

Ai07B27146 Araip.B07 27146 c (GT)7aaaccgctactgccagtagcggtttatgtgta(TG)760 120698226 120698285 GTGTGTGTGTGAGTGTGCCA CAACGCAACACACGTAAACC 133

Ai07B27149 Araip.B07 27149 p3 (TGA)5 15 120706421 120706435 TCTCTGATTTGCGGATTTGA TGACAAACATCCCATTAGACCA 264

Ai07B27157 Araip.B07 27157 c (T)10gg(A)10 22 120726128 120726149 CCCAAATTTGACTACAACAAAAA GTAACGGACACCTGGACACC 274

Ai07B27162 Araip.B07 27162 p4 (GTTA)6 24 120735042 120735065 TTCACCATCTGCAGCAATTC TTCCAGGGTTACACTTTGGC 242

Ai07B27174 Araip.B07 27174 c (A)11ttttaagtta(T)1031 120760562 120760592 TGCGGTTGAACGATATATAGGA GCTTGTTTGAACGTCATTATTTTG 280

Ai07B27177 Araip.B07 27177 p3 (GAT)6 18 120771627 120771644 ACCCTATCCATTACCAGCCC GATAAGCAATCCTGTGATGGTT 186

Ai07B27178 Araip.B07 27178 p2 (AT)8 16 120772362 120772377 GCTATCCTAACAAACCCCATGT CATTAGCTCGTGAACTGACTCG 198

Ai07B27184 Araip.B07 27184 c (T)12c(T)10 23 120790155 120790177 GCAAGCTACACTCCATGTGC CTGGAGCGCTCTCTCAGATAA 269

Ai07B27185 Araip.B07 27185 p2 (TA)6 12 120791530 120791541 CGTACGTTTAAAGGCATCCG CCTCTAATTTGGAATCCAGGC 208
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Ai07B27189 Araip.B07 27189 c (A)10ggttaatttgctctttacc(A)11ggttaatttgctttcaaactt(A)1071 120795252 120795322 TATGGTGCATGGGTAATGCC TGATTGCCCTTCCTTACCAA 237

Ai07B27191 Araip.B07 27191 c (A)10taaa(AAT)6 32 120817819 120817850 CGGATACAAGCCTGCTTAGG CATAACACAGCCCCCAAGTT 272

Ai07B27193 Araip.B07 27193 p2 (AT)6 12 120821534 120821545 TGTGCTTGCCAAAGAAACAG GCAAGTGTAACAATGCTGCG 248

Ai07B27203 Araip.B07 27203 p3 (TCT)5 15 120839909 120839923 CAAGCGATTAAGGCTTGTAAA GAGGAAGAAGAACGTGCAGC 172

Ai07B27204 Araip.B07 27204 p3 (CTT)5 15 120840051 120840065 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 245

Ai07B27205 Araip.B07 27205 c (GAA)6gaggaagaagaagaagaggaggaggaagaggaagagaaagaggaagag(GAA)684 120840484 120840567 TCGTTTGGGTGTATTTCTGAAG ACGCGTTATTCAACCGTTTC 232

Ai07B27210 Araip.B07 27210 p3 (TGT)5 15 120850560 120850574 GGGTTGTTTTTGATCCCTCA AGAAATCCATCATTGCTGCC 254

Ai07B27211 Araip.B07 27211 c (A)10gagaatgagaaaaaacaaaagaacaaaaaag(A)1253 120852913 120852965 TGGAGAGTAGAATTCGAACCG AGCCACCAGAAGTGGTTTGT 233

Ai07B27216 Araip.B07 27216 c (AT)8(AC)8 32 120878089 120878120 CCTGATGATGACGAGGTGTG CCTTGTCTAACATGACGCGA 221

Ai07B27221 Araip.B07 27221 p2 (TA)6 12 120903689 120903700 TTCAGGTGTGCTTTATTGCG CACATACATGCAGTGGAGGG 114

Ai07B27223 Araip.B07 27223 c (T)12ctcttttacttgttcttacatttttcttttccttcttctttttctc(T)1068 120911317 120911384 TCAAAACCAAGGACACACACA TTTTTCTTTTGGAAAAATCACATT 222

Ai07B27226 Araip.B07 27226 p3 (AAT)6 18 120913697 120913714 CGTGCCAACAAGGATTACAA ATCATCATTGCCCAACCAAT 280

Ai07B27228 Araip.B07 27228 p2 (TA)8 16 120914974 120914989 TTGTGCCAATTTCACAAAGC GGAAGGTGCAGAGACAAGGT 248

Ai07B27229 Araip.B07 27229 p3 (AAT)6 18 120915857 120915874 ACGTGATGCCTTCTGGCTAT ATAAGCATAGGCGATGTGGG 238

Ai07B27232 Araip.B07 27232 p4 (ATAA)5 20 120920382 120920401 TCGCACTATGCTCCACTTACT TTGTTTGTTTACCGTGAGGC 265

Ai07B27234 Araip.B07 27234 p3 (AAT)18 54 120925838 120925891 TGCGGTTTCATTAGTGGTGT CAGAAATCTCGTTGTCATTTCG 228

Ai07B27237 Araip.B07 27237 p2 (GA)8 16 120929758 120929773 CACCTCAAAGTCAAACCAACC GCTCTTTCCGATTCCTAACCA 259

Ai07B27238 Araip.B07 27238 p3 (TAT)5 15 120931589 120931603 GTGCTAAGCCCACTTATGCC GCCCACAAAGCATGATAGGA 234

Ai07B27240 Araip.B07 27240 p3 (TAT)12 36 120932675 120932710 CGACAGCGTTTTAGGAGCTT TTCAATTTAAGCTATTATGATTTGGA 275

Ai07B27242 Araip.B07 27242 c (A)13gaaagaaaagatagaaagagaaaaagtagaaacaactaagcaagtaaaaagtcgaagaaccaagttacaaggtataagaaagtatagggacctaattg(A)10121 120936428 120936548 ACATGAATCAAACGCTTCCC TTTTTAATTAGGTCCTTATACTTTTGC 233

Ai07B27245 Araip.B07 27245 p3 (TTA)5 15 120938563 120938577 AGTGGTTTGGTAGGCGTGAA CCCAATTCGGTATGTCCAAG 278

Ai07B27249 Araip.B07 27249 p3 (GAA)7 21 120947109 120947129 CAGTCGGTCATGGAGGAGAT TTCCTCGTCTTCGACGTCTT 216

Ai07B27256 Araip.B07 27256 p2 (TG)7 14 120963637 120963650 CAAGTTTGGAAAATGCGACA AAAAAGAGGCCAAAGTGGGT 275

Ai07B27257 Araip.B07 27257 c (A)10tttggtacagggacttaaataaaaaaaagtgtaaggacccaatcaaaaaaacaatttggtgcaaggactcaatt(A)1094 120967333 120967426 TTGGGTCCTTGCACTAATTTTT TTGCTTGTCGAATCAAGGTTT 277

Ai07B27260 Araip.B07 27260 p3 (AAT)7 21 120972299 120972319 CGCGTTCAATCTCTCTCTTTT TGCGTCAGGTAGTGACTGCT 137

Ai07B27264 Araip.B07 27264 c (CCA)5actgccactccaccaccattattaacatcatcatcact(ATC)6aacac(CAT)694 120977642 120977735 TGGACAAAAATACCCTCACCA TGTTTGCTGTTGATGGAAGAA 211

Ai07B27269 Araip.B07 27269 p2 (TA)9 18 120992613 120992630 TTTCAACCGTTCACCATTCA TTGGCAATTGATGTTGTGGT 266

Ai07B27272 Araip.B07 27272 p3 (AAT)5 15 120995578 120995592 AAGCTCCCTATCCCTCCAGA ATTAGGGGAGGGAAAAGTGG 187

Ai07B27273 Araip.B07 27273 p2 (TA)8 16 120995955 120995970 TGTGATTAAAGGCGCAAAGA TGCAGCATAAATATCAAATTGTAAA 264

Ai07B27275 Araip.B07 27275 c (TTC)9gtttctgcacg(TTC)553 120996609 120996661 CTAGGGGCAGCAATTTTTGT CAATGGAAATCGAGAATAACGA 269

Ai07B27277 Araip.B07 27277 p3 (GAA)5 15 120997177 120997191 AGAACGCACAAAGGAGATCAA CGAGGAGTGCTAGGGTCAGT 275

Ai07B27279 Araip.B07 27279 p3 (TTC)5 15 120998189 120998203 CCACTACCTTCCCTCCACAA TGTTAGCGTTCCGATGATGA 219

Ai07B27282 Araip.B07 27282 p2 (TA)6 12 121000133 121000144 TTTTGACTTTGGCACAATGC AGCTTTACCAAACCCAGCCT 164

Ai07B27285 Araip.B07 27285 p3 (ATA)5 15 121004817 121004831 ATGTGAGTGTTCCCCTTTGG TGGCCTTGTCACTCACTCAC 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B27287 Araip.B07 27287 p3 (AAG)6 18 121012359 121012376 CCTTCTCCTTCTCTGCAACG TGCTTTCTCTCCCACCAACT 246

Ai07B27290 Araip.B07 27290 p2 (AG)7 14 121016527 121016540 TGGATTCACTTTTTCTGGGG CCCCCTTCTCCTCTTTTCAC 202

Ai07B27293 Araip.B07 27293 p3 (TTC)12 36 121027268 121027303 GGGCTTTGATCTCACAAAGG AATGAGGAAGGGGAGGAGAA 180

Ai07B27294 Araip.B07 27294 p3 (AAG)5 15 121027831 121027845 TCTTCCTCTTCCTCCTCCTCA TTCATCCTCTTCCAAGTAATTTTG 217

Ai07B27296 Araip.B07 27296 p3 (GAA)5 15 121028656 121028670 TTCCTCTTCCTCCTCCTCATC TCATTGCATTCCTCCTCCTT 252

Ai07B27299 Araip.B07 27299 c (CCA)7acaccaacaccaccgccacaaccagcaccag(CAC)567 121033116 121033182 TGGACAAAAATACCCTCACCA CAGAATCGAAATCGTCCCTC 272

Ai07B27302 Araip.B07 27302 p2 (AG)8 16 121036351 121036366 CCCCCAATTCTCTCATCGTA TAGAGACGTGCCTGTTGGTG 172

Ai07B27305 Araip.B07 27305 p2 (TA)10 20 121042826 121042845 CCATTCACTTTATTTGCGGG ATTCGCAAAATTGTTAAACTATCA 238

Ai07B27307 Araip.B07 27307 p2 (GA)11 22 121044831 121044852 TTTTATCGGATCAGGCCAAC CCAAATTAAAGAGCCACCCA 126

Ai07B27308 Araip.B07 27308 p3 (GGA)5 15 121045525 121045539 GTCTCTGGATGGACACCGAT TTCGACGATGCTCATTCTTG 140

Ai07B27309 Araip.B07 27309 c (TCA)7taataatggccaa(GGT)652 121046319 121046370 GTCACGGTCAAGGACAGGTT AGAAATCCAGCATCAATGGC 168

Ai07B27312 Araip.B07 27312 p2 (AT)6 12 121050955 121050966 CCCAATCATCGACCTGTCTT CACGTGAACCAAACGTAGCA 212

Ai07B27314 Araip.B07 27314 c (T)10ataattggatgtttattttttataaaaaaatatcacaaaaaaacatctacatatac(A)1076 121058329 121058404 AACTTCTATTTGCACTGCATCC CCCTTTTTCTCTCTTCTTTGGA 278

Ai07B27324 Araip.B07 27324 p3 (TTG)8 24 121084543 121084566 TTGTACCCACTCCTGATCCT AAGAGCCACGTTTTGGTGTC 245

Ai07B27328 Araip.B07 27328 p2 (AG)6 12 121094568 121094579 ATCGCTGCTAACGGAAAAGA TTGGGGATTCTTACCTGCAC 260

Ai07B27335 Araip.B07 27335 p2 (TA)7 14 121113499 121113512 CACACTAAAACAAAACTAGCGGC TTTGCGTTAAATTTGATCCATATAGT 274

Ai07B27336 Araip.B07 27336 p3 (ATT)9 27 121115166 121115192 CCGATTTGTTCCGGTTCTTA CTGGAATCCTATCCCCCATT 234

Ai07B27338 Araip.B07 27338 p3 (CAA)6 18 121117312 121117329 TTTAAAAACCGTCCTTCGGA GATTCATTATTGCTGTTGCTGG 135

Ai07B27342 Araip.B07 27342 c (GA)6aagtcaatgatgttgttcttgaaccaatttttccttctgttttttcagctgattcatggtcgttg(T)1491 121123504 121123594 TGCATGTGAAGAAAATTCTGG TCAATTTGGTTTTCTCATCGG 233

Ai07B27346 Araip.B07 27346 p2 (TG)14 28 121130864 121130891 GACCATTTGGGAAGACGCTA CTTGGATCTTGTGGTGCTGA 226

Ai07B27348 Araip.B07 27348 c (TG)7ttcttcttattgttacattttctttttattgtttctttcttcccttttttatcg(A)1078 121135293 121135370 TGTCTTTATTTTTGCTTCCATTTTT TTCACTTCATATTCCATTAACGC 240

Ai07B27361 Araip.B07 27361 p2 (TA)8 16 121165533 121165548 TTGAATCCACAAATTCAATCCA GGAGCATCATATTGCTGGAGA 237

Ai07B27364 Araip.B07 27364 p2 (GA)8 16 121172045 121172060 TTTGAGTTCAAGTTTGGGGG CCCTCTCTCCACCACTACCA 119

Ai07B27369 Araip.B07 27369 p3 (TCA)5 15 121184764 121184778 CCCTTCCTCATGCCTCTCTC CCCACCACTGCTTCTTCTTC 210

Ai07B27370 Araip.B07 27370 p3 (AGA)6 18 121184917 121184934 CCAAAATTTCAGCAACAACAA GAAATCAAAATCGTCCCCAA 280

Ai07B27374 Araip.B07 27374 p3 (AGG)5 15 121204990 121205004 ACACAAATTCGATGCCAACA CACACGCGCGTTTTAATAAT 258

Ai07B27375 Araip.B07 27375 c (T)20caatataatgctactatacgggggcactattattaagatggatgctttttcccaaagatttttttatttttttatttttttttgaaataatgctat(TA)8132 121208231 121208362 CAAGAGACAGGGATGTCCAGA ACGAAACTGGTCCTTGATCG 241

Ai07B27384 Araip.B07 27384 c (A)14gaaatgatacaaagttttttcattgttctaatgattctatatttctattcatagtgaatccaatac(A)1090 121226366 121226455 CCTCTTGAAATCACTACATTCTGA GACATTCTTAGTCCTTGAAATGC 280

Ai07B27385 Araip.B07 27385 p2 (AG)13 26 121229827 121229852 TGCTGTGATGCATTGTTTGA GACTCGAGGAAAGTGCTGCT 274

Ai07B27386 Araip.B07 27386 c (AAT)14(TAT)13 81 121230087 121230167 AGCAGCACTTTCCTCGAGTC TCCGTTAAAGCAAACAAATCC 261

Ai07B27389 Araip.B07 27389 p2 (TG)21 42 121233212 121233253 TGTTGTTGATGGGGTTGATG ATTTGGACTTTGCCACCCTT 234

Ai07B27396 Araip.B07 27396 c* (A)13(AT)12* 36 121253619 121253654 CGAAGTAACAAATGAGGCACAA GCACACATACGCTTTTATTTGTA 242

Ai07B27398 Araip.B07 27398 p4 (AAAG)12 48 121260831 121260878 TTACCCCACCGTCTTACTGC CTTTCTCCTCTTCGCTCCCT 155

Ai07B27400 Araip.B07 27400 p3 (AGA)7 21 121267259 121267279 TCCATGCTCCCCATTATGTT TTCGAGGAAGCAATCGAATTA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B27402 Araip.B07 27402 c (TAA)7tggtccttcttcatttcctcc(TCA)557 121275397 121275453 AGGCAATTCAAATGGCAAAG TTGGGTGGTAGTGGAGTGGT 270

Ai07B27403 Araip.B07 27403 p2 (GT)8 16 121275925 121275940 GGACCTGCTTCTTCCTCCTC TGGATTTGAAAGAAGTGGCA 197

Ai07B27416 Araip.B07 27416 p3 (AAT)5 15 121295204 121295218 TTTAAGGCTTCCGAAACGGT GTGCGAGACAAAAAGGAAGC 102

Ai07B27418 Araip.B07 27418 p4 (ACAT)6 24 121297724 121297747 CACAGAAAGCAGCAAAGCAA GGACATTCTCACACGGACAA 251

Ai07B27419 Araip.B07 27419 p3 (GAA)8 24 121301211 121301234 AAAGAGGGGAATGAGGGAGA CACGCACTGGTAAAAGCTGA 270

Ai07B27421 Araip.B07 27421 p2 (AG)14 28 121304680 121304707 AATAATGCTGCCTCCAACCA TCGTGTGTCTAGGGATCTTCG 257

Ai07B27426 Araip.B07 27426 p3 (AAT)7 21 121320978 121320998 GAAGAGCGAAGCAAAAATGG CAAGGCAACATAACAATAAAAATCA 210

Ai07B27427 Araip.B07 27427 p3 (AGA)7 21 121328912 121328932 CCCTCTCCCAGCAATAACAA CGATCTTCGCTACCACCG 263

Ai07B27428 Araip.B07 27428 p2 (CA)6 12 121331112 121331123 CGGCGACTCAACTACACTGA CATAACTCAAAGCCCAAACGA 253

Ai07B27429 Araip.B07 27429 p3 (TAA)8 24 121331296 121331319 TCGTTTGGGCTTTGAGTTATG CAGATCATGAGTTTGGGACTGA 190

Ai07B27430 Araip.B07 27430 p2 (AT)6 12 121333977 121333988 GCTCTCTTCACGAGGTCCAG TCCGACTTCTTTGCTTTGGT 102

Ai07B27432 Araip.B07 27432 p2 (CT)6 12 121338817 121338828 TCGAAAATTCTCCCTCTCCC ATAGGGATCCTTTTTGCCCA 168

Ai07B27433 Araip.B07 27433 p2 (CT)6 12 121341965 121341976 CAAAATCCTTTGCTCAAGGC GGGCTAGGAAATGGATCCTC 252

Ai07B27436 Araip.B07 27436 c (T)10aaacccaaacgacgtcgttttggcaagcaaat(A)1052 121350587 121350638 GCCGTTATGGTTAGGGGATT TCGGATCTTTAGTTGGTCCG 263

Ai07B27442 Araip.B07 27442 p4 (AATA)5 20 121359453 121359472 ATCCGATCGCGATTCATAAC GCGGACAAGACTACTCGACC 202

Ai07B27444 Araip.B07 27444 p2 (AT)8 16 121365749 121365764 TGCTGTTGTTGAATTTGTGAGTT CACTGACCGCTCACAAAAAG 185

Ai07B27447 Araip.B07 27447 p3 (TAA)5 15 121369525 121369539 GGATACCATGACTCTGATGCC CCAAACCTTAGGGACGAAAA 273

Ai07B27448 Araip.B07 27448 p3 (CCA)7 21 121369784 121369804 CCCCCTTTGTCCTCCTACAT TGTGGTTTTGTGTTGGGTGT 149

Ai07B27449 Araip.B07 27449 p2 (AG)7 14 121369971 121369984 TGCGACGGAAAGTACAACAA GGCGGAATTAGTCTGATGGA 269

Ai07B27459 Araip.B07 27459 p2 (AT)7 14 121406724 121406737 CGACAGAGAAGAAAAAGGGC TTTGACCGAAAAATGGTGAA 169

Ai07B27462 Araip.B07 27462 p3 (TCT)7 21 121414739 121414759 TTCGGTGAAATCCTTGAAGC ATGACTGGGTTTGGATCAGC 215

Ai07B27463 Araip.B07 27463 p2 (AG)8 16 121416116 121416131 GGACATTTCTCATTTCTCAATGC CTTCACCTGTGTTTCCAACAT 207

Ai07B27464 Araip.B07 27464 p3 (TTC)5 15 121419024 121419038 AGCAGCAGCTGGAGGAGTAG AAGTGACAGCTTGTGGACCC 224

Ai07B27468 Araip.B07 27468 p2 (TA)6 12 121425338 121425349 GTCTTTTCCTCTCCTTGGGG TTTCTTATGAAGTTCGAATTAAGCTG 279

Ai07B27474 Araip.B07 27474 p2 (GA)6 12 121440353 121440364 GTGACCTAAATGACGTCCCG GGAAGTCATTGCTAACTGCAAA 273

Ai07B27487 Araip.B07 27487 c (A)10tactaaaaattattaaccttaaaaaatttctcttatatt(A)1463 121486550 121486612 AATTTACACCAATAATTTTCAGAATGT CTGTTGAACGCAGCTTCTTG 215

Ai07B27489 Araip.B07 27489 p3 (CTC)7 21 121487865 121487885 TTCCAAACCGCACATGAATA GCTAGCATTTGGCTGAAAGG 250

Ai07B27490 Araip.B07 27490 p2 (GT)11 22 121488979 121489000 AGACGCTCGTGTGAATTGTG CCTAGGTTTCATAGTGTCCCAAA 241

Ai07B27496 Araip.B07 27496 p3 (GAA)5 15 121504482 121504496 GTTGTGAGAGAGGAGCAGGG ACTAGCGACGAGGAGCAGAG 206

Ai07B27497 Araip.B07 27497 p2 (CT)8 16 121505834 121505849 TGTCAACAAACGCACCCTAA TAGAAATGTGGAAGGGGGTG 159

Ai07B27498 Araip.B07 27498 p4 (TTTC)8 32 121506022 121506053 CACCCCCTTCCACATTTCTA GCCTCTGAGCTTGAAGGAAG 213

Ai07B27499 Araip.B07 27499 p2 (TC)12 24 121506197 121506220 CTTCCTTCAAGCTCAGAGGC CCAGTGGAAAGTGTTGGGTT 171

Ai07B27500 Araip.B07 27500 p3 (TAT)11 33 121512068 121512100 AGAAACAAACGCAGCCTCAT TGCATGGTTGGACACAAGTT 206

Ai07B27501 Araip.B07 27501 p3 (TAG)5 15 121512347 121512361 TTGATGGCACGTGGTTAAGA GTACCACAGCGTGTGCCTAA 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B27502 Araip.B07 27502 p5 (GGATC)5 25 121514616 121514640 ATCCGATCTGATCCGCAA ATTTGCTTGATGGAGGATGG 266

Ai07B27509 Araip.B07 27509 p3 (TTC)5 15 121522118 121522132 GTTCGCTGGATCTTCTTTGC GGAGTTTTGAAGGGTCCACA 235

Ai07B27511 Araip.B07 27511 p2 (AG)10 20 121525378 121525397 TTTATGGGCTGTTTTGACCC AAAGGAATATTGAACCTGGATTGA 239

Ai07B27513 Araip.B07 27513 p2 (AG)7 14 121531362 121531375 TTTTTGACCCAGTTTTTGGC GGAATTTTGAACCTGGATTGA 221

Ai07B27515 Araip.B07 27515 p3 (AAC)5 15 121545564 121545578 CTTGTGAATTAGCCCCATGA TCCATGAAGTGGTCAAACGA 243

Ai07B27519 Araip.B07 27519 p2 (TA)7 14 121578564 121578577 TGAGTCACACTTCCAAATACAAGA GCTTTTGAGATTTTGTTGAAGGA 168

Ai07B27520 Araip.B07 27520 p3 (GTA)5 15 121588500 121588514 ATTCCACTTGCTCCAGGTTG AATGGCTTTCCCACAAAGTG 244

Ai07B27525 Araip.B07 27525 p2 (CT)7 14 121603126 121603139 TCAAAAACCACCCCTCTCAC TATACGTTCTCCTCCCGTGG 196

Ai07B27527 Araip.B07 27527 p3 (ATT)7 21 121607126 121607146 TTACTCCCATTGTCACCCAA CTTAAAACAACGGTTAGAATTTTGT 212

Ai07B27554 Araip.B07 27554 p2 (TA)6 12 121659542 121659553 TTATCGACAGCGATTTGTGC TGCGTATATGGACTTGGTTTTC 280

Ai07B27556 Araip.B07 27556 p3 (AAT)5 15 121663980 121663994 CCAACGATAACATAACAAGTCTAAAAA CAATCCAATCCAACCCAAAC 257

Ai07B27559 Araip.B07 27559 p2 (CT)6 12 121675491 121675502 TCCAAACTGTCACGAACACC GATTAGCACGCGCAATAGGT 266

Ai07B27560 Araip.B07 27560 p2 (TA)6 12 121676774 121676785 TTATGGGTGCATCCGAGATA TCCAGCATTGTGCTAGAGGTC 260

Ai07B27562 Araip.B07 27562 p2 (TA)8 16 121683722 121683737 GCATGTCGCGTGTTGAATTA GGGCACAGGTTCAAACTCTT 275

Ai07B27564 Araip.B07 27564 p2 (AT)9 18 121685040 121685057 TGCGGTGTTTCAACAGGTTA CACAAATTTACCACTACGAATTGAA 244

Ai07B27565 Araip.B07 27565 p3 (TAA)6 18 121685242 121685259 AAGTTGGGGTTAAAGTGTTTTCA TCAGTCCTCTATGACCTCCCA 280

Ai07B27572 Araip.B07 27572 p3 (AAT)6 18 121703306 121703323 ATTCCCTTGAAAATCCCACA TTTTTCTCGCAATTCCCATC 218

Ai07B27580 Araip.B07 27580 p3 (TTC)23 69 121716052 121716120 AAAGCAGAACTCGCTTCTCG ACATGTGGAAATGGCACTGA 243

Ai07B27582 Araip.B07 27582 p2 (TA)7 14 121736954 121736967 GACTAGCCGGCCTAAACTCC GAAGCGTTCACACACGGTAA 175

Ai07B27584 Araip.B07 27584 c (T)14agttaggtccctataaaattaagccaattactactaagagggacttaattg(A)1075 121738098 121738172 GCTGGTCCCTATAGTTTCGC TTAATTGGGTCCCTGTACAAA 232

Ai07B27587 Araip.B07 27587 p2 (TA)6 12 121746293 121746304 CCAGCCTTAGCTGGTTGTTA TAGAAGGCGCAGATCAGAGG 110

Ai07B27590 Araip.B07 27590 p3 (AGA)6 18 121747926 121747943 ATGATGCGATACGGGAGAAG AGAAGCATCCGAAACACCAC 200

Ai07B27594 Araip.B07 27594 p2 (CT)7 14 121750320 121750333 TCCCAATTCCTCATCACCAT AAGAGTGTGGAGTGAGCGGT 177

Ai07B27595 Araip.B07 27595 p2 (TG)8 16 121750670 121750685 TTGAAATTGAACACGCAAGC TTCCCTAACCAATGCCAAAG 178

Ai07B27598 Araip.B07 27598 p3 (TAT)6 18 121765504 121765521 TGGTTAGGGCATGGTTCTTC TAACGACGATCCACCATGAA 275

Ai07B27600 Araip.B07 27600 c (AGA)6aggagtagtg(GAT)646 121768500 121768545 TGTGGCTGTTGTTGAGGAAG GGTGGACGAGGTGAAAGAAA 262

Ai07B27602 Araip.B07 27602 p2 (AT)6 12 121770681 121770692 GGCTAGACAAATTGATTTAACCAAAA TTTTGAGAATCCTAAATTTCAGTCC 202

Ai07B27603 Araip.B07 27603 p2 (TG)6 12 121773978 121773989 GCTATGAAGCACGGACATGA GGGTTATTATGGTTATGGAGTGG 261

Ai07B27604 Araip.B07 27604 p2 (AC)7 14 121774460 121774473 TCATTTCCACAAATGCCAAA CACCCCTGAAGACATTCGTT 204

Ai07B27606 Araip.B07 27606 c (A)11g(A)10 22 121778704 121778725 CAGAGCTTCTATCAAGGGCG CCAAATCCAAATCCCCTTTT 242

Ai07B27608 Araip.B07 27608 p2 (GT)7 14 121782596 121782609 CACGCACCCAATTTTCTGTA CACACACTCACCTTCTGACAAA 228

Ai07B27609 Araip.B07 27609 c (TC)6(TA)7 26 121784531 121784556 TCAAGCCCTGAAAATCAAGC TGACATGCACGTGAGTTTTTG 270

Ai07B27610 Araip.B07 27610 p2 (TA)9 18 121786389 121786406 GAAATCCCCTACAGTCCCGT AGAGGCGTTGATGGAATTTG 277

Ai07B27618 Araip.B07 27618 p2 (AT)7 14 121806543 121806556 TCACGAGCTGGCTCAAATAA AGCTCATGAGTTGGCTCGAT 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B27619 Araip.B07 27619 c (A)10gagagaaagtagcaacaatgtgctaaaaatag(A)1254 121814043 121814096 TGAGAAAGCACAAGTCTTTGATG TCTTGACTTGTTTTGCATTGCT 217

Ai07B27623 Araip.B07 27623 c (T)12gttatattaagcagcaatgattaactctagctcttagcagttaa(T)1066 121827956 121828021 CAAAGTTGAATGCCATTAGCAA TGTTTCTTGGTCCTTGACCC 239

Ai07B27625 Araip.B07 27625 p3 (TAA)5 15 121828690 121828704 CAAGACACGGTTGGACACAG ATAAGGCGGGATTCAAACCT 222

Ai07B27627 Araip.B07 27627 p3 (TAA)5 15 121834830 121834844 CAAGACACGGTTGGACACAG ATAAGGCGGGATTCAAACCT 222

Ai07B27632 Araip.B07 27632 p3 (CAA)13 39 121840516 121840554 ACCACTACCACCAACGCTTC GGCGACCTTGCTGTCTCTAC 195

Ai07B27633 Araip.B07 27633 p3 (CAA)9 27 121841692 121841718 ACCACTACCACCAACGCTTC GGCGACCTTGCTGTCTCTAC 183

Ai07B27640 Araip.B07 27640 c (T)12ggtttcttc(T)1031 121860519 121860549 GGTGGGTTGTTTCCTTGTTG GGAATTGTAAAGATGGCCGA 195

Ai07B27644 Araip.B07 27644 p4 (TATT)5 20 121866167 121866186 CCCGGATCATTTGCTTCTAA TCAGTTAAACGCTGGTGGAA 241

Ai07B27645 Araip.B07 27645 p2 (AT)11 22 121869777 121869798 TCCATTTCTTCCTTCCATGC TTGACATTCGGGAATTGGAT 187

Ai07B27649 Araip.B07 27649 c (T)11gtatgctttcctttttttcttttctttttttcttttgcactgtatgc(T)1068 121875517 121875584 TCACGAACATTTGAAGCATGT TATCTGTCGCGCCTTTCTTT 277

Ai07B27651 Araip.B07 27651 p2 (TA)8 16 121878650 121878665 TGGCAATATTTTGGCTTTCC GGAACCCTCACGGCTTTTA 210

Ai07B27656 Araip.B07 27656 p2 (GA)6 12 121903331 121903342 AAGAACAGAGAGGGGGAAGC TCCCCAACCTCTACCCTCTT 230

Ai07B27657 Araip.B07 27657 c (AGA)5gggtagaggttggggaaagggttgcgcgactgcgcagcgtgcttcgcgagctagggttatccctatttttttgaatcg(GC)6105 121903447 121903551 GAGAGAGAGAACGGGTGGTG GTAGGGTCCACGTCCTCTCA 260

Ai07B27669 Araip.B07 27669 p2 (AT)10 20 121959782 121959801 TTGTTGGGGATTTACGTCTTT CCCGCTAAAGAAATTCGGA 278

Ai07B27671 Araip.B07 27671 p2 (CT)7 14 121962237 121962250 TGATGATCAGCTCAGGTTGC TGAGAAAATTGAAGACGGGG 159

Ai07B27672 Araip.B07 27672 p3 (CCT)7 21 121962464 121962484 TTCTTCACCACCACCTCCTC CGATGAGCGGAGGAAAATTA 212

Ai07B27673 Araip.B07 27673 p2 (TA)8 16 121964175 121964190 TTTTGCTGGAAATCAAAATTAAA TTTCTTACATTATTACATTTTGCTGGA 271

Ai07B27676 Araip.B07 27676 c (ATG)6gaggagaaggataaaaagaaaggaagagaaaaaattctaatgaggaggaggaggtaacgacggtaacgaaagtgaaaaataataaaaaataagg(AGA)5cgtagcattaa(AGG)5153 121967897 121968049 TGACGATGATAACGATGATGA TGATTTAGATCACACGCTGCTT 206

Ai07B27680 Araip.B07 27680 p3 (AAT)18 54 122001354 122001407 TTCGTTTTCCCTCCAAAATG TGTTACTTTACCCACGTAATAATTTCA 217

Ai07B27683 Araip.B07 27683 p3 (AAT)18 54 122003908 122003961 TTTAAGTTAGCTGATCCCTGCAT TGTTACTTTACCCACGTAATAATTTCA 131

Ai07B27684 Araip.B07 27684 p2 (AG)7 14 122014805 122014818 TCTCGTGCTGATAACGTGTTG AGGTGGTTAAAGCCTCAGGA 255

Ai07B27687 Araip.B07 27687 p3 (CTT)5 15 122020223 122020237 TTCCTCTTCCTCCTTCTCGTC CGCTTTCCTCCTCTTCCTCT 262

Ai07B27696 Araip.B07 27696 p3 (TCA)11 33 122045874 122045906 TGGTGAACGTGCAGTTTTTG CCCAGCATAATCATTGGCAT 128

Ai07B27697 Araip.B07 27697 p3 (TGA)6 18 122046204 122046221 GCAAACTGTGAGGAAAAGGG TCCTTTGGGATGAACCAGTC 125

Ai07B27702 Araip.B07 27702 c (GTT)5accatctcaagtgccgcttagtttatta(TTG)1382 122055398 122055479 GACGGGATCTTCGTCATCAT TCCAACCAACCACAGCAATA 249

Ai07B27703 Araip.B07 27703 p2 (TA)12 24 122056230 122056253 CGTTATTGAGGACCAAATTACAAA TTGGCTCCTCATACTTTTCCTT 239

Ai07B27704 Araip.B07 27704 c (T)11cta(T)10 24 122057552 122057575 GGTCTTTGGGTCCTCTTGGT AGACCATTGGCTACATTCATTG 153

Ai07B27705 Araip.B07 27705 p3 (TAA)5 15 122062141 122062155 TGATAAATCATCAATTCTGTTAGCAT AATTTCTTCAGCAAAGGGCA 253

Ai07B27707 Araip.B07 27707 p3 (AAT)18 54 122064686 122064739 TGTGTCATGTTTCTTTGTGTCA CTAAAGCAGCCGCAGAATTT 242

Ai07B27712 Araip.B07 27712 p2 (AG)6 12 122074619 122074630 AGCTCGGACAGAGAGACGTT ACCCAACGCTAAACCCTCTT 258

Ai07B27715 Araip.B07 27715 p2 (AG)6 12 122077054 122077065 TCAGAACACAACACGCAACA GTTGGGTAGGTTGCACCAAT 211

Ai07B27716 Araip.B07 27716 p2 (GA)6 12 122080394 122080405 TCTGCCCCTGTTCTTGCTAT TCATGGTTACACCACCACTAGG 229

Ai07B27717 Araip.B07 27717 p2 (AC)10 20 122082145 122082164 AAACCATTTTGGCTGGTTCA ATATTGGGTGCAGGTTGCTC 171

Ai07B27718 Araip.B07 27718 p3 (GAG)6 18 122086822 122086839 ACCTCACCAGAAGAGCCAGA CTTTCAGAGATGGCAAAGGC 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B27720 Araip.B07 27720 c (A)11tatctcccatggaaggggagtgaaa(T)1248 122092573 122092620 TGCAGTACCCGAGGGATTAG CAAAAACAAAAGCGCCTAGC 190

Ai07B27726 Araip.B07 27726 p2 (AT)8 16 122097394 122097409 ATGGCATGTCGAAGAAGGAG TAATTTCGGGGCTGTCAAAG 234

Ai07B27730 Araip.B07 27730 p3 (ATT)5 15 122104697 122104711 GTGGCAGTTGCTTGATGAGA TCACATGCATTGTACTGTTGCT 165

Ai07B27731 Araip.B07 27731 p5 (TTTCT)6 30 122108634 122108663 CTCAGCTCAGCATTGGGATT AATTGCCTTGTCCGAAATGA 272

Ai07B27732 Araip.B07 27732 p5 (TTTAA)6 30 122109047 122109076 GAAGAACTAGAAGAGCAGATTCCAA CATTTGGCAATGACTCTGGA 250

Ai07B27740 Araip.B07 27740 p2 (AG)6 12 122121579 122121590 TTCCAAATCTTCTTCCAAAGGA GACAGATGGCAGCAGATCAA 214

Ai07B27742 Araip.B07 27742 p2 (AT)6 12 122127386 122127397 AATAGGCCGGCCCAGTAATA AACCTTTCTGGCCTCTGCTT 276

Ai07B27749 Araip.B07 27749 p2 (TA)6 12 122144687 122144698 TTCCATTCCACAATCGTCAA CAAATCAAGCATTTTTCGCA 112

Ai07B27750 Araip.B07 27750 p4 (TTAT)5 20 122145739 122145758 TGAACCATCCATCAATTAGAGGT CATCATGCACAATTTCTAAAACAA 271

Ai07B27755 Araip.B07 27755 p3 (CCG)6 18 122159442 122159459 TATCTTGCATTCAGAGGGGG CATGTCAAACCCTAGCAGCA 273

Ai07B27756 Araip.B07 27756 p3 (CTC)6 18 122159974 122159991 ACTGACCGCGTGATTCTTCT AGAGGAAGAGGAAATGGGGA 187

Ai07B27757 Araip.B07 27757 p2 (CT)6 12 122160693 122160704 GGAGGAAGAGGATGTGGTCA CCCAAACATTATCAGAGGGG 183

Ai07B27761 Araip.B07 27761 c (T)10cttaacatatacaatactaatacgttgactgagttatattcttctgtgccaaaatcttctctac(A)1084 122163507 122163590 TCGACTTAAATTTTTGGGATGAA AGAGCCACAAGCCCCTTAAT 260

Ai07B27765 Araip.B07 27765 c (AGA)5aacgggcggtggtgcggtggcgg(GAA)862 122174376 122174437 CACCTCCACACAGAGAAGCA GCTTCTTTCCACCGTCCC 237

Ai07B27766 Araip.B07 27766 c (AAT)9agataaatgttaaattatacaattggtccctacagg(T)10aaacaatataaataatatgt(A)10gttaattttaattttaaaaattaaatttaaattaattaaatttaatcataattttga(T)10aattttgtcacaactgttctcttgcaattctgtgctatc(GTT)5224 122177091 122177314 TGTCAGCCATATACACGACCA CAGAGACACCGAAGTCGTGA 275

Ai07B27772 Araip.B07 27772 p2 (AG)11 22 122187509 122187530 ACCAAAACACACCAGCAACA TGGGAAAAGCGAACTGGTAG 279

Ai07B27774 Araip.B07 27774 c* (A)15(AT)10* 34 122190511 122190544 TGAGAAGAAACATCCCACCC ATGCCTGTGTATTCGAGCTG 260

Ai07B27776 Araip.B07 27776 p3 (AGA)5 15 122195670 122195684 TGAAGGTATCGGGTTTCGAG AGAGGATTGCACCACAGACC 163

Ai07B27779 Araip.B07 27779 p2 (TC)6 12 122206563 122206574 AAGCCATGCGAACAAAAAGT TGCTTGTCCTCAAGCAAAGA 266

Ai07B27784 Araip.B07 27784 p2 (AG)6 12 122223838 122223849 GGAAGAAACGGTGCTTACCA GCCAAGCCCTACCTCTCTCT 145

Ai07B27785 Araip.B07 27785 c (T)10aacaaagaaaagttcaacatactaaagtgaagcgacacaaagaactaagtcat(A)1073 122224663 122224735 TGATACATCACATGGCCACC TCGTTGATGGTAATGCCAGA 239

Ai07B27786 Araip.B07 27786 p3 (AAC)8 24 122225238 122225261 TCTTGATGGAACCAAGCCTC TGACAGAGCTCAATGGCATC 114

Ai07B27790 Araip.B07 27790 c (CAC)8aaacacaaacacaaacaccaacaccgaacgaagagatctgat(G)10tgggg(T)10aatttttattaatagttaagggtaatttggtccaaaaaaatagaaaataacgattttataacgatttgtaacgttgaggatgattttaat(A)10191 122229237 122229427 TGGACCAAATTACCCTCATCA CTCAAGGTCTGGGGTCAAAA 266

Ai07B27792 Araip.B07 27792 c (A)10gcacgtaaagttcatacagtaacctaattaaattagcacccttcgtcatcactaccaaatagctaataatatagagggaat(A)10101 122231113 122231213 CATGCATGCTGATGATTTGA AACCTGGATAATGAGATTGGTGA 248

Ai07B27794 Araip.B07 27794 p2 (TA)6 12 122236956 122236967 TATGGCGTAGACAAGCATGG AATTGATAATATAGTGACCCACGTT 115

Ai07B27795 Araip.B07 27795 p3 (ATA)5 15 122237674 122237688 ACCATATAAATTCTTGCATTGTCA GGCTACTATGCAACACTAAATTCAA 278

Ai07B27796 Araip.B07 27796 p2 (TC)6 12 122238089 122238100 AATTGCGAACCCTTTTCTCC TGACGACAAAAACAACGAGG 143

Ai07B27797 Araip.B07 27797 p2 (TG)11 22 122245080 122245101 AGTTGTTCGTGGGTGTTGGT CAACCCGGAAACGAAACTAA 248

Ai07B27799 Araip.B07 27799 p2 (TG)14 28 122245427 122245454 ACCGTTGAAACCAATGAAGC CCAAACCACATTTCAAACCC 181

Ai07B27800 Araip.B07 27800 p2 (AT)7 14 122246810 122246823 CGAGGCACCGTACTAAGCAT CTAGACTCGACCTGCGAAGC 238

Ai07B27803 Araip.B07 27803 c (AAT)5aactacaatagtaataataacagtggtaaatctaaaagtgttggtttgagtctcattgttaatttaaaaaa(AT)698 122250121 122250218 GCACACCAATGGACAGCTAA CATTCCTATTGGGTAGATGAGCA 227

Ai07B27804 Araip.B07 27804 p2 (TA)6 12 122250640 122250651 CGTAAAATTGATACTGAGAGCCG CGTACAAGCCTCTTGATCCC 153

Ai07B27813 Araip.B07 27813 c (A)12tctctcggccttgttcatgatggaccgaatcatatcccaagcccaaagttggaggatctactgtgaaacctaaag(A)10tccgaccaaaaaaaag(A)10123 122265922 122266044 GTTATTGGCCTGTCGGATTG CTCCATGGATGTGCAAGAAA 270

Ai07B27817 Araip.B07 27817 p2 (AG)11 22 122271281 122271302 GGCGCTTATGAAGAGAAACG CAAAACACACGCCTTCTCAC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B27818 Araip.B07 27818 c (T)13atcacaaaacaattgtcaaactttttctttcttgtc(T)1059 122272061 122272119 GTTCTCAAAAACAAAGGCCG TTGTTTTTCTTATTAGTGTTTGCCC 233

Ai07B27825 Araip.B07 27825 p2 (CA)6 12 122278407 122278418 CCCATATGCTTCATGTCAGG TGACACTCTGTGAAGCTCGG 231

Ai07B27834 Araip.B07 27834 p3 (ACT)5 15 122304271 122304285 CCCACAACTTCTTTTGTCTTGA TGGAGGCTGCTATTGATGTG 253

Ai07B27838 Araip.B07 27838 c (A)11ggtatgtacagcctttaatctaactagagcatagtgttaccagttaatgttgccaaacggga(AT)787 122309261 122309347 TTTGCCTTCTGGCTGAATGT ACTCCAAATGGGAAAAACCC 260

Ai07B27844 Araip.B07 27844 p2 (TA)7 14 122324901 122324914 TTTCTGTTTGGCGTATTTTGG TTTTTGGATTCAAATAGGACACTTT 258

Ai07B27847 Araip.B07 27847 p2 (TC)8 16 122330609 122330624 CTTCCTCTGCCTTCAAAACG TGTTGCTTGCTTCCATTCTG 168

Ai07B27849 Araip.B07 27849 p3 (ATT)11 33 122337683 122337715 TGGTCCAACTGAAGATGTGG TTCCAACGACAAATTCACCA 188

Ai07B27852 Araip.B07 27852 c (CT)7ccctctctcttaatcaatctgagattgtttctttctttctttcctttctgatgttctgtgtgt(AG)893 122349169 122349261 CTGGTTAGATTCTCCGGCAC CAGCTCAATCCTACGCATCA 235

Ai07B27854 Araip.B07 27854 c (GAG)7gaagaggtggtgtagataacgatgataatgaaagagaaaaataaca(AAG)685 122350693 122350777 CGAACCACACCTCATCCACT TCGTGACGTTACTGCACGTT 280

Ai07B27856 Araip.B07 27856 p2 (TC)6 12 122353247 122353258 TCAGAATCAATTCTTGGGGC ACATCAGAGTAGCGTCGGCT 139

Ai07B27857 Araip.B07 27857 p3 (TGC)7 21 122362486 122362506 TGATGCCGAATCTTCTGATG AGGAGGGTCACCTGCAATTA 224

Ai07B27860 Araip.B07 27860 p3 (TTA)5 15 122369353 122369367 GGCTTTTATTTCCCAAGTCC CTGGGCCATTCTTTCTCAAA 268

Ai07B27867 Araip.B07 27867 p3 (CAA)5 15 122395064 122395078 AACAGAAGGCAACAAAGCAGA TTTAGCGGAAGGTGATTTGC 177

Ai07B27872 Araip.B07 27872 c (A)13gttaaacaccaacacaccaagttccgggagag(A)1257 122408427 122408483 TTAAACACCAACGCCAATGA TGATGATCCGTCAGTGTGCT 255

Ai07B27873 Araip.B07 27873 p2 (AG)6 12 122408776 122408787 TGCTTGTTCCCTCCATAACC AAGAGGAAGCGTGAAAGTGG 250

Ai07B27878 Araip.B07 27878 p2 (AT)7 14 122425888 122425901 GAAAGTCGTAACCCACCTCG GAAAATACGAAACGCGAAGC 217

Ai07B27880 Araip.B07 27880 c (AT)6gtatatatcagagttccaaaacagagatatcaagctccagacacgacctgcgaagctaaggccggccagcg(TA)797 122426631 122426727 TCAAGCTCCAAACAAAATGG TTTGTCCCTCCTAGAGGTTGA 212

Ai07B27881 Araip.B07 27881 p2 (AT)9 18 122427554 122427571 CGGTTATATAGCCAACCCGA ATTTGTTGACCCTCTGTCGC 248

Ai07B27882 Araip.B07 27882 p2 (AT)6 12 122429619 122429630 TCATCCCTATCGTCAAAGGC TCAATTTTTGTGAGTTGAACTTGA 270

Ai07B27885 Araip.B07 27885 p3 (ATA)5 15 122437650 122437664 GGGTCAGGGTATGAACAAGG TGAGTGGTTTCAGGACATGG 259

Ai07B27886 Araip.B07 27886 p3 (ATA)5 15 122443542 122443556 GTACCGACTTCTGGGACGAA TTTCTCTTGGTTTTTCTCCTCTTC 166

Ai07B27889 Araip.B07 27889 p2 (TA)11 22 122466853 122466874 CATGTGTGGCAGCCATAGTC TCAATTCGTGGTTTGATAGGC 274

Ai07B27891 Araip.B07 27891 p3 (ACC)5 15 122470067 122470081 CATCATCTTTCTCCTCCCCA GCTAGAGGATGCAAGAACGG 208

Ai07B27892 Araip.B07 27892 p2 (TC)8 16 122470465 122470480 CTTTTGCGAACCAAAATCGT ACCAAGCACAGAAGCCTCAT 122

Ai07B27893 Araip.B07 27893 p2 (TG)7 14 122474529 122474542 CTTAGACTGCGCAACCATCA AGGCGTGTAGCATGCCTAGT 202

Ai07B27899 Araip.B07 27899 p2 (TC)6 12 122491338 122491349 TCAACGTCGAAACCCTCTCT CCCCACTTGAGTCGGTAAAA 164

Ai07B27902 Araip.B07 27902 c (TTTTA)5tttatttatttttttc(A)1051 122499341 122499391 GGGTTAACATTTGTCCCCTTT TTTGGAAACATTGGTTGAGG 221

Ai07B27909 Araip.B07 27909 c (AT)13aa(GAT)5 43 122514272 122514314 GGCCTTCACCCACACATAAG TTCTTCCTCCTCCTCCGTTT 241

Ai07B27911 Araip.B07 27911 p2 (AT)6 12 122525399 122525410 TCGCTCCGATTTGGTAAAAC GGACGTATTCTGGAAATGCC 226

Ai07B27912 Araip.B07 27912 p2 (TA)6 12 122537030 122537041 ACCGATTATCTTTGCAACCG AGCCTTTGAAGAAAAAGGGG 169

Ai07B27917 Araip.B07 27917 p2 (TC)7 14 122544048 122544061 AATGCCATCCTTAGATCCCA ACATTACCACCGCACACTCA 279

Ai07B27927 Araip.B07 27927 c (A)11tatccggaattgggagccgtttaaattatcgg(A)1053 122558683 122558735 GGTTGCAGGTTCGAGTATCC GCCAAAGCAGTATTCTTTCGAG 257

Ai07B27929 Araip.B07 27929 p2 (TA)8 16 122559940 122559955 TGTTCAAGGCAGTTAGGTCTCA ATGGCTGTTTTTGGCTGATT 177

Ai07B27931 Araip.B07 27931 p3 (ATT)5 15 122561571 122561585 CAGTTTTTCTTTTCGGCACG AGCTCAATCCGACAAAAACG 243
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Ai07B27936 Araip.B07 27936 c (AG)6c(A)13 26 122567439 122567464 AAACTTGGGAAACGGTGATG TCATGCACGGTTATTTTAGGC 272

Ai07B27937 Araip.B07 27937 p4 (AAAG)5 20 122567625 122567644 TGCATGCTATGCACTTTTTCA CACATGCCTATCTATTTTAGGGC 177

Ai07B27939 Araip.B07 27939 c (TTA)6(T)11accaaagatatatagagagattcaaacccacaacctcttagatgagtatgtggagacgacg(ACT)7111 122568093 122568203 TCATGATGAAAAATTGAAAAGTCC GGATATCCCACATTTATAAACACTTT 198

Ai07B27942 Araip.B07 27942 p2 (AG)14 28 122574294 122574321 TGCTTTCGCTATTGACATGC AATTTCGGAATCCATTTCCC 240

Ai07B27943 Araip.B07 27943 p2 (TA)6 12 122574462 122574473 AAGAGAATGTCGGAAAGCGA CAATGATATAACAGAATTTAAGGCAAA 279

Ai07B27945 Araip.B07 27945 p4 (AAGA)5 20 122576050 122576069 AGCTTCCACCGAAAGTCAAA TTGATGTGCTCTGACCGAAG 201

Ai07B27948 Araip.B07 27948 p2 (CT)6 12 122585015 122585026 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGGTCCCTGTGTGAGTAGAAGA 266

Ai07B27949 Araip.B07 27949 p3 (TAT)7 21 122585262 122585282 TTTCTTCTACTCACACAGGGACC AGCTTGCTCAGCTTTTGAGG 228

Ai07B27950 Araip.B07 27950 p3 (TCT)6 18 122588268 122588285 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai07B27953 Araip.B07 27953 p2 (CT)7 14 122604745 122604758 TCCGCCGATAAATTCACTTC TAGCAGAGGCTCCAGTTGGT 101

Ai07B27955 Araip.B07 27955 p2 (GA)6 12 122612826 122612837 TGAGCTACACTTCTCCCGCT CTGCTTCTGTTTCTCCGACC 272

Ai07B27956 Araip.B07 27956 c (T)11ctttttctnnnnnngaccgaaggagcgaggtgaaactagataaaattttagttttatttgtctttaa(T)1492 122623199 122623290 TCACTTCGTTTCTCATGCTCA GAGATTGTGAGTTCGAGTCTCCT 269

Ai07B27957 Araip.B07 27957 p2 (GA)7 14 122623460 122623473 GGGGAGACTATGCCATTTGA TCTACTCAATTCAGCGCGTC 166

Ai07B27960 Araip.B07 27960 c (TA)7(T)10 24 122633610 122633633 CCGACAAAAGCCAAACTGAT ATTTTCGGCATGCATTCAA 223

Ai07B27965 Araip.B07 27965 p3 (AGT)5 15 122637905 122637919 TCATGACAAGGGAACAAGCA AAATGACGAAACAAGAGGTTTGA 196

Ai07B27970 Araip.B07 27970 p3 (AAG)5 15 122649385 122649399 CCTCCTCATCTTCTGCTGCT TCTTCAACCGTTACTGCACG 219

Ai07B27976 Araip.B07 27976 p3 (ACA)5 15 122689939 122689953 TCACACAAGGTATACTCGCCC AACTGCCAAATGAAGGATGC 255

Ai07B27977 Araip.B07 27977 p3 (AAT)5 15 122690834 122690848 AAACAACAAGAGAAAGAAGCACAA TCAACTTTTTGTTCAGGCAAG 153

Ai07B27982 Araip.B07 27982 p2 (CT)6 12 122703582 122703593 AAACCGCATAGCAATATAAAGTGA GGCCCAGAAAGCACAGATTA 278

Ai07B27983 Araip.B07 27983 p2 (AT)6 12 122710643 122710654 TTACCTTGGGGCATTTTGTC TGTTCATGCATCCAACACCT 125

Ai07B27985 Araip.B07 27985 p3 (TCA)5 15 122717155 122717169 AGCTCACCTTCTCGGCTACA TCACCATGCAAACCAACCTA 216

Ai07B27986 Araip.B07 27986 p3 (ATT)7 21 122728894 122728914 CTTCTCCAACATTAATTTGATCG ACACACCCCGTGCAATAGAT 278

Ai07B27988 Araip.B07 27988 c (A)10gagcatgtgaatggagagagggagagaaaagaaaaaaaagg(A)10gatcattg(T)1786 122730424 122730509 GAAAAGGAGAGAGAAAGAAGGAAAA TGTAATCGAACATTATGCCTCC 263

Ai07B27991 Araip.B07 27991 p3 (TTG)5 15 122737987 122738001 TTCTCAATCCTGCACCACAC TCACAAATTTCAGTCGCAAAA 103

Ai07B27993 Araip.B07 27993 p3 (TTG)5 15 122741649 122741663 CGACCCCATTTAGTGGGAC CTGTCCTGTTTACCATTTACATCA 278

Ai07B27996 Araip.B07 27996 p4 (TTTA)5 20 122755898 122755917 ACCTTCGCCTCAATGTTACG ATTGCTGCCTTTTTCATTGC 162

Ai07B27999 Araip.B07 27999 p2 (AT)11 22 122768951 122768972 GAGACTGGACTTGGATGGGA CCTGTTGCAGCTGTTCTTTG 271

Ai07B28002 Araip.B07 28002 c (TA)10(TG)10 40 122779845 122779884 GTAGTGGGAGAAAAAGGGGC GGTTTGTTTCTTTGCCTTGC 140

Ai07B28007 Araip.B07 28007 p2 (GA)6 12 122803263 122803274 TATTGATACACCGGGATGGC CCAGCTGGCTGATAGGTTGT 175

Ai07B28012 Araip.B07 28012 p3 (TTG)5 15 122819033 122819047 GATCACGTCGGAGCTTCTTC TTGCACCTACCGAATTCACA 210

Ai07B28014 Araip.B07 28014 p3 (TTG)5 15 122821068 122821082 GATCACGTCGGAGCTTCTTC TTGCACCTACCGAATTCACA 210

Ai07B28019 Araip.B07 28019 c (TTC)7ctcttcctcttcctcttcttcttcg(T)1258 122830870 122830927 TCAAAGCGCTACACTCACCA GATTTCAGAAACCATGAAAATCG 118

Ai07B28020 Araip.B07 28020 c (AAG)5gagaaagagaaggcaagaaatgaaagaa(AAG)558 122831316 122831373 CCTCCTCATCTTCTGCTGCT TGCTGCAGGTTCTTCTTCCT 241

Ai07B28022 Araip.B07 28022 c (TC)7ggtggcttaaacccactttcttttattttatttg(T)1159 122839093 122839151 TCGGATTAAAAATGGCTTGC GAGAAGTTGGGTTTGGTGGA 266
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Ai07B28033 Araip.B07 28033 p2 (CT)8 16 122866678 122866693 AAAGGCTCGACGGATTAGTTC GGAAATGACAGGTGGTTGCT 256

Ai07B28034 Araip.B07 28034 c (A)10tccgatacccacaaccaaataatcaaaaaaactaaaaaagataga(T)1065 122866882 122866946 CCCCAACACCAATTGCTAAC GCTATTGCAGGAAGGAATCG 262

Ai07B28035 Araip.B07 28035 p6 (GGGAGA)5 30 122867524 122867553 GCAAGTATGGGTTATGGCGT GAAACGACGAAATTGACGGT 227

Ai07B28036 Araip.B07 28036 p3 (CTT)6 18 122870163 122870180 ACCGCACATCACCACCAC GAAATTCAAGCAACATGCACA 273

Ai07B28037 Araip.B07 28037 c (TGA)7ggccatgatgataa(TGG)8attcttgttcagcttggacttctggttgatttttgttgattttggaaaaagttctgatgaagatgatgatgaccatgatgatactaa(TGG)5ttctggttgggtgtaggtttctgttc(TGG)6205 122870372 122870576 TTTGAAATCTGTGCATGTTGC TCACTCGGACGAAAATACCC 278

Ai07B28043 Araip.B07 28043 p3 (AGG)7 21 122901609 122901629 TCATCCATGCCAAAAGAACA AGCAGGGATGGCCTCTAAGT 220

Ai07B28050 Araip.B07 28050 c (T)10agaaaaaaaaattagattttgattatgctatctgtctcc(T)1362 122914520 122914581 TTCGAATTTCCAACACTTGATT ATGTTGGGCTGAATTTTTGG 237

Ai07B28053 Araip.B07 28053 p2 (AT)7 14 122925754 122925767 GGGTGGTACCTGCAAAGAAA GCAGCTCCCAAATGCTAGTC 199

Ai07B28054 Araip.B07 28054 p3 (CCT)5 15 122927853 122927867 ATTTTGTGCGGACCCAACTA GAGGTCCTCAAATCACGAGG 278

Ai07B28059 Araip.B07 28059 p2 (TC)6 12 122951340 122951351 CTCACCACTAACCCCCACC GCTTCGGTGATGATGATGAA 116

Ai07B28062 Araip.B07 28062 p2 (AT)6 12 122966870 122966881 GCACAATTAGAGCAGCACCA CTCTGTATGGCGGATTCCTG 191

Ai07B28064 Araip.B07 28064 p3 (ATT)20 60 122968961 122969020 GGTCCAACATTCCCCCTAAT TGAGAATCCTGCTTCCATCA 235

Ai07B28067 Araip.B07 28067 p3 (TAG)5 15 122970972 122970986 TGGACTCCACTTGATTTTCCA AGGGAGTGGTTCGATGAGAA 192

Ai07B28069 Araip.B07 28069 p2 (AT)9 18 122978643 122978660 TGGGTGTTGCTCGTAATCTG AATATTTTGAGAAAAATTGATCACG 266

Ai07B28070 Araip.B07 28070 c (CT)11ccctctctctcgtttctgttagattgtctcatttatttcttgattggagct(TTTTC)598 122982040 122982137 TCTTCACCCATGCCCACTAT CAAAACAACCTTCTGCTCCG 277

Ai07B28071 Araip.B07 28071 p2 (AT)6 12 122985706 122985717 TGTTGGCCGTCACTCATCTA ATGGAAGCTGACTTGTGGCT 268

Ai07B28078 Araip.B07 28078 p3 (TAT)5 15 123008591 123008605 TGGAAGTGTGTTCGTGGATG TTACCTGATGAAATGGGTTGC 280

Ai07B28079 Araip.B07 28079 c* (AT)8(ATG)6* 32 123010159 123010190 AAATGAAAAAGGCCGAGGAT CCAAGAAAGAGAGCCAATGC 200

Ai07B28084 Araip.B07 28084 p2 (CT)9 18 123022582 123022599 CGCTGATAAGCTCGGATAGC GAAAAAGGACTCCGGTGACA 183

Ai07B28087 Araip.B07 28087 c (C)10accatcacctatccgagt(TC)640 123047092 123047131 CAAACGGCTTGTCAATCAAA TTGAAAACCGGGCACTAATC 268

Ai07B28090 Araip.B07 28090 p4 (TTTA)5 20 123063590 123063609 CACCTTTCAAGTCACCCGAT AGTTCCACCAATTACAGCCG 248

Ai07B28091 Araip.B07 28091 c (T)10ccttttctttgtcttatctcctaactttctcacttcctatctctctctat(CA)672 123065112 123065183 AAAGGTAAGTTTTGCCCACG ATTGGTGTGCATCAATGGAA 183

Ai07B28093 Araip.B07 28093 c (TTG)7tgc(GT)6 36 123072437 123072472 TGTTCTTGCAGCAGTATGGC TGGAACCCATACCTACCACC 141

Ai07B28099 Araip.B07 28099 p2 (AT)6 12 123088497 123088508 TTGTGGGTTCGAATCTCCTT TTTTTGATGTCGGGACAAAT 245

Ai07B28102 Araip.B07 28102 p2 (AT)11 22 123102852 123102873 GCGGAAAACAACAATGTCCT GGCATTTTGTCCCCTTTTTA 278

Ai07B28106 Araip.B07 28106 p2 (TA)7 14 123114239 123114252 CATGTTGAAGGAATTCAAAAGAAA GAGGAGGAGGAGGAGGAAGA 244

Ai07B28107 Araip.B07 28107 c (CAC)7ctct(TCC)746 123114391 123114436 TTTCACGCGCCTCTTAATTT GAAGGAGAAGGAGGAAAAGGA 165

Ai07B28108 Araip.B07 28108 c (CTT)5tt(TCA)8tc(T)1154 123114840 123114893 TTCTTCTCCCTCCTCCTCATC CCATGATGTGTTTCTTCTTCTTCTT 189

Ai07B28110 Araip.B07 28110 c (CTT)7tttcatt(ATC)646 123115800 123115845 AAAACTCTTCTTCTCCCTTCTCC TTGAACGAATGTAAGTTCATCCT 240

Ai07B28111 Araip.B07 28111 p3 (CTT)9 27 123116204 123116230 AAACTCTTCCTCTTCCTCCTCC TCCTCCTCCTCCTCCTTCTC 275

Ai07B28112 Araip.B07 28112 p3 (AGG)5 15 123116431 123116445 CAATGAAGATGAAACAGGCG ATTTTCATAGCGTGCTTCGC 109

Ai07B28114 Araip.B07 28114 p3 (TAA)5 15 123123098 123123112 AGGTCAGTTCCTTCCCCAGT CGAATGAGGGCCAATTTTTA 163

Ai07B28117 Araip.B07 28117 p3 (AGG)7 21 123129914 123129934 CGGGGGATAAAGAGAAGAGG TGTCTGACTTGCTGTTTCCG 247

Ai07B28121 Araip.B07 28121 p3 (TTA)5 15 123145905 123145919 GAACCCAAACTCGCACACTT TTCACCTTATTTGTTTTCAACGA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28126 Araip.B07 28126 p2 (TA)6 12 123175024 123175035 GATCCTAACCATGGAGCCAG ATCCCGTCAATTTCAGGTCA 152

Ai07B28129 Araip.B07 28129 c (AT)9ag(AC)7 34 123186517 123186550 CAAAATAGGGGAAGGGGAAA TCTTGTTTTGAAGGTGTGCATC 253

Ai07B28132 Araip.B07 28132 p3 (TTG)5 15 123191369 123191383 TCGCTGCATCGTCTATGTTC ACTCTACCACCACACCTCCG 222

Ai07B28133 Araip.B07 28133 p2 (TC)6 12 123191755 123191766 TCACATCAAAGAAAGCAAGGAA GGAAAATGAGAGAGAGGGGG 258

Ai07B28134 Araip.B07 28134 p2 (TC)18 36 123192189 123192224 TCTACGCTCTCTCACTGCCTC AAAGAAAAGAGAGGGGAAGGAA 227

Ai07B28135 Araip.B07 28135 p2 (CT)10 20 123192372 123192391 TCTCCTTTCCTTCCCCTCTC TCTCTTCTCTCTCGCTCGCT 261

Ai07B28136 Araip.B07 28136 c (GA)8aagaggaaaggg(GA)844 123192669 123192712 GGAGGGGAGAGAGAATGAGA TCTCCCCTTCCCCTTTCTT 107

Ai07B28137 Araip.B07 28137 p2 (GA)29 58 123192822 123192879 AAGAAAGGGGAAGGGGAGA TCCATTGCTTTCGTTCCTTT 222

Ai07B28139 Araip.B07 28139 p3 (CAT)6 18 123194683 123194700 TTTCTCTCATTTCTTCACCCA TCAATCATTCCCAAACACCC 220

Ai07B28142 Araip.B07 28142 c (AT)6ttctgttactactccccttttatatacgtatatatacattatccccct(TA)672 123203131 123203202 GCGCTGGCTTCTAATTTTTG CCTGAAGAAGGGCAGTCAAG 278

Ai07B28143 Araip.B07 28143 p3 (ACA)5 15 123208254 123208268 GATTTTGGGGATGATGGTTG TCTCTTTTGCCTCTGCTGAA 277

Ai07B28145 Araip.B07 28145 p2 (CT)8 16 123212262 123212277 TTGCTAAGCCCCTGTCTCTG GATTCACGGTGTCGAGTCCT 259

Ai07B28154 Araip.B07 28154 p2 (AC)8 16 123235669 123235684 CTGACATTGAGTCGGAGCAA TGGGGTGTGTGTGTGACTCT 274

Ai07B28157 Araip.B07 28157 p2 (AG)6 12 123249515 123249526 GAGCACCTAGCCGAGTTCAC ATTCGAACTGCGAACCTTCT 165

Ai07B28163 Araip.B07 28163 c (T)11gtgcacaagaactaatcagtc(A)1042 123262521 123262562 CTTCGAAAGGACAATGAGGC TTCGGCCCTGATAAAGTGAC 169

Ai07B28168 Araip.B07 28168 p2 (AT)12 24 123267159 123267182 TGGTGTTCCAATTATTTTAACCG CCAGTGTTCCAATTATTTTAACCG 101

Ai07B28169 Araip.B07 28169 p2 (TC)9 18 123268978 123268995 CGTGCAATAAAATCATGGTCA CGGTTACCGACAAGAGGAAG 247

Ai07B28170 Araip.B07 28170 p3 (TAA)5 15 123269242 123269256 GGTAACCGGTCATCTGGAAG AAAGAATGGCCTGCTTTCAA 245

Ai07B28171 Araip.B07 28171 p2 (AT)6 12 123270547 123270558 TGGAGTCCAATTTCAGTTGATT TTGCATGACAATCCATCTAGG 277

Ai07B28172 Araip.B07 28172 p2 (AT)6 12 123271234 123271245 AATTCCACCCCCAATCACTT AGGGTGAATGACGAGCTACAA 273

Ai07B28173 Araip.B07 28173 p3 (TCC)9 27 123272636 123272662 ATTATACGCGCGAGGCTTTA CACAAAGGAGAGGAGGAGGA 156

Ai07B28174 Araip.B07 28174 p3 (AAG)6 18 123272895 123272912 TCCTCCTCCTCTCCTTTGTG TTCGGTTCATTTCTTCGTGA 267

Ai07B28175 Araip.B07 28175 p3 (TCT)5 15 123274629 123274643 ATAGAAGGGGAAGCCTCCAA TGCATGTTGGATTTTGCATT 123

Ai07B28177 Araip.B07 28177 c (ATG)12gaggaggagaaggataaaaaggaaggagg(AGA)580 123285649 123285728 GCCGATAATGACGATAACGA ACGCACATTCTTTTTCACCC 142

Ai07B28182 Araip.B07 28182 c (A)14nnnnnnnnnntggaaaacttattttgta(T)1153 123294516 123294568 GTTGTTTCGGCCAATGAGTT GGGTCAAAGGATACATTGGTG 264

Ai07B28185 Araip.B07 28185 p3 (TTC)6 18 123303628 123303645 ATCATACGGAGGTAGCGACG GAAAATGGAAGAACGAGAAATGA 100

Ai07B28187 Araip.B07 28187 p4 (TAAA)5 20 123304916 123304935 GAGATATTGTTTGAGCGGGC TTTTGGTTGTGGACCTAATGC 215

Ai07B28190 Araip.B07 28190 p3 (AAG)5 15 123314398 123314412 GGAAAGCGCAGAGAGAAGAA AGCAACGTTTTTCAACCACC 232

Ai07B28192 Araip.B07 28192 p3 (TTG)5 15 123317919 123317933 AGCCCTTCCCCTACAGTGTT CAGAAGCAACCAAAGCATCA 175

Ai07B28194 Araip.B07 28194 p3 (AAT)9 27 123330453 123330479 ACCATGTGGCAGTTGGAAAT TTCATTTGCTGACACAAACCTT 198

Ai07B28195 Araip.B07 28195 c (A)11tttttttaatttttctagtgtttttacttttactactaaaaatttgccaaatacgctaaaaaat(A)1186 123331758 123331843 TTGGGTATCTCATGCAAAAAGA TGGGCGCCATTATTTTGATA 280

Ai07B28196 Araip.B07 28196 p3 (TAT)7 21 123335242 123335262 ACTGGCCCTTAGCACTCCTC AATGTCCGCGAAACAAAAAG 123

Ai07B28198 Araip.B07 28198 p2 (TA)6 12 123336113 123336124 CCCAAAGTGTTGGTCCATCT TCCATCAGCAATGTACGAGC 262

Ai07B28199 Araip.B07 28199 c (T)10(A)10 20 123337597 123337616 CAAAATGCATAAGGTGATGAGG TTTGTGCACTATAAAATCTGACTCTT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28200 Araip.B07 28200 c (T)11gctgcaaaataaatcgaaaagtttgattagcatgtttaaaaaatttttcaacactgaaatacaaatataaaagttaaatttgtatattt(A)10110 123337856 123337965 TTTTAAATAACAAATCAAACCCTTAGA TTGACTCAGATTTGTGGTTTTCA 256

Ai07B28204 Araip.B07 28204 p2 (AT)6 12 123350980 123350991 TCCGCATAATTAAACCTTCTCTTT CCGCAGATCCGCACTATAA 248

Ai07B28207 Araip.B07 28207 p2 (TA)9 18 123354273 123354290 TCATAGAATTTTTAAATGTGCTAAACA TGTTAGCGGTTGGTTCAAAA 107

Ai07B28208 Araip.B07 28208 p2 (TA)8 16 123361093 123361108 TTGCATGCACATAACCCAAG TTTAGCTGCATTTTATTCCAGG 274

Ai07B28210 Araip.B07 28210 p2 (TA)7 14 123364210 123364223 TCACGGAAATTACTCCATCAA GAACTGCCATGCACCTGATA 278

Ai07B28215 Araip.B07 28215 p3 (TTG)5 15 123375765 123375779 GCGTGTTTTCTCTCCATCGT TCTCCTCATCTTTCTGTTGCTTC 195

Ai07B28219 Araip.B07 28219 p5 (ATATT)5 25 123379042 123379066 TTGAAGATGCGGTTTGAACA ACCTACAGATGCGCCTGACT 248

Ai07B28222 Araip.B07 28222 p2 (AG)13 26 123386175 123386200 GGGGAACAATCAACCTGAGA AACTGAAGGATGTTGCTGGC 190

Ai07B28224 Araip.B07 28224 c (T)14ggttt(G)14 33 123392452 123392484 CACGGACAGGAGTTTCAGGT ACAAACCACACCCTCAATGG 273

Ai07B28225 Araip.B07 28225 p2 (GA)26 52 123401988 123402039 GAGGCGTCAAATCCTTGTTG TGAGCTGAGGAATGAAGTATGC 248

Ai07B28229 Araip.B07 28229 p2 (GA)11 22 123412199 123412220 GCAGAATCTGTGAGTTGCGA TACCATTGGCTCCCTAGCAC 264

Ai07B28231 Araip.B07 28231 p2 (TA)9 18 123414399 123414416 TTTTTGAATTGGTTGATTGTGA CGTCTTAGGGTGCCATGTTT 207

Ai07B28232 Araip.B07 28232 p3 (GGT)5 15 123417324 123417338 ATTGGGGTTAGGGTGGTAGC CCCTCAGCACAACAACAGAA 224

Ai07B28235 Araip.B07 28235 p6 (TAAAAA)5 30 123426013 123426042 ATTGGGTCATTCCGACAAAA TACCCCCATGCAAGATCAAT 125

Ai07B28240 Araip.B07 28240 p3 (AAT)5 15 123439481 123439495 AGCGAACAACATAGGGATGC CAGAACACTGAGACCGGTGA 243

Ai07B28241 Araip.B07 28241 p3 (TCT)10 30 123439727 123439756 TCACCGGTCTCAGTGTTCTG TTAAAGAAGCGCGAAGCAAT 172

Ai07B28247 Araip.B07 28247 c (A)11cgaatccgaaatcagagaactaaccaatcaaactagctcagagcttagcataacgcgtcgagaaaagcatcggtagaaaacgaacagagagagaac(AAG)8131 123447256 123447386 AAAATTTCCTCGCGAAATCA CTCGCATTCTTCGCTTCTCT 223

Ai07B28248 Araip.B07 28248 p2 (AG)8 16 123449121 123449136 AGCAAGTGCAACCACTGAAA CCATGTTTCATCACCTCCGT 275

Ai07B28252 Araip.B07 28252 c (A)11gagagaataattctaattaagttgggttggtttagtggttagtttattagtcttcgttctgtgccggaataatcattggcgaatgggaaatgtgg(A)11117 123454949 123455065 CAGCAACCTATTGACCAGCA TCACCCAAACATCTCCATCA 263

Ai07B28254 Araip.B07 28254 c (T)10attgaaacattgatagtgtaatgaaacttttacatttttattcaattgg(TA)671 123458067 123458137 TAGCTGCTGAATTTGCATGG ATTCGGGTAGTGTTGCCATT 277

Ai07B28255 Araip.B07 28255 p2 (AT)6 12 123459137 123459148 TTGGTACGAAGCCACTTCAA TGCACAACAACTTTGGTCATC 125

Ai07B28259 Araip.B07 28259 p3 (TTA)9 27 123462084 123462110 TGCAAGAAACGATGACCTACC CGAAATTATAGGGACCAGCAG 216

Ai07B28262 Araip.B07 28262 p2 (TA)6 12 123465925 123465936 GCCCTTGTTATGATTTTGCC AACAAACCTACATTGAAAACACAAA 233

Ai07B28265 Araip.B07 28265 c (T)14gagaatgtaataatgtaaacattttccatgacaagaacaagaacaaaaacgtgagacatgaaatatgaactttttttaaactctatgtaac(T)10115 123476582 123476696 GCAAATACAACGGTGACATCC TGGTCGAATAGTTAATTCTCTCGTT 279

Ai07B28267 Araip.B07 28267 p3 (TAA)5 15 123478126 123478140 TGATGCAGAGGACAGCATTT TGGGGGAAAAGAAGAATGAA 273

Ai07B28268 Araip.B07 28268 p3 (TCT)6 18 123478260 123478277 TCTCATCTCTCAAGCCACTTCA TGTTCGTCAAACAACAGGGA 272

Ai07B28272 Araip.B07 28272 p3 (TCC)6 18 123484671 123484688 ACCGTCGGATTATTCTTTCG CAAGTCCATGGGACTGACAA 278

Ai07B28279 Araip.B07 28279 c (T)10atactgattgagacctaatgctatcactcctatatcatcatggacaaaataggcagcgaaattagtaggactctacgttttaaaacaataaagaac(T)12118 123491289 123491406 TAAGCGGACGAGTGACTCAA CAGTGTGGATGGAAGAAGCA 244

Ai07B28281 Araip.B07 28281 p2 (TA)8 16 123494169 123494184 CCAACATTTCACTACTCCACG TCACAAGCCATGTCAAAAGC 121

Ai07B28287 Araip.B07 28287 p5 (AAATA)5 25 123514664 123514688 GCGGGTTCGAGTCTCATATC AGTTGACGGAGCAAATGACC 271

Ai07B28289 Araip.B07 28289 p3 (ATC)12 36 123516170 123516205 TTCTTTGAGGACCAAAATGGA CTGAGGACCATCACCAATGA 277

Ai07B28290 Araip.B07 28290 p2 (GA)14 28 123516761 123516788 GTTCATTGCGAAGAGGGGTA CCCACGAAAGTTGAATACACTG 217

Ai07B28293 Araip.B07 28293 c (TTC)8actctttgtgatcttctcattattcttcagcacgagtaagtaaaactcctaag(T)1087 123524957 123525043 CCCAATGGAGGGTCCTTAGT GGAAAAGCAAAGGGACACAG 232

Ai07B28299 Araip.B07 28299 p3 (ATA)10 30 123537711 123537740 AGCCTGAATTTGGTGCATTT AATTGTGGAAGACCACTGGC 262
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Ai07B28300 Araip.B07 28300 p2 (CA)11 22 123538256 123538277 TGAAGAGCCAGTCCAGAACA ACTCCTTGCTCGGCTTGTAG 255

Ai07B28303 Araip.B07 28303 p2 (AG)6 12 123552080 123552091 AACCGGGTCTAAGGTCCAAC AGAGCTCGACAAGAGCTTCG 207

Ai07B28307 Araip.B07 28307 c (T)10attttaatttcaaaaatttttcaaaaatatttctaaaattttctcatctgttttcgg(A)1077 123557011 123557087 TTTGGACAACTGACGGTTCA TGCAAGCCTCAGTCCAAATA 242

Ai07B28309 Araip.B07 28309 p3 (TAT)5 15 123558263 123558277 CCCCCTCTTTTCTTCCACTC AACCAAGGTCACACAGAGCC 280

Ai07B28314 Araip.B07 28314 c (T)12accaaagataggagactcgaacccgcaacatcttaattgagtatggagagactatgccatttgaactattactcatcggct(A)11104 123568500 123568603 TCTTAGAAACTCACTCAAACAAATCCT TCTTTTTACCTATCAATTATGTTTGGA 211

Ai07B28322 Araip.B07 28322 p4 (TTAT)5 20 123586436 123586455 GGGCCTGTTAGGTCGGTTTA CCTGTTCTCAAGTTTGGTCTATCC 280

Ai07B28324 Araip.B07 28324 p2 (CT)16 32 123615347 123615378 TTAATGGATCTGGAGGTGGC GGGAGAGAGAAAGGGGGTAA 266

Ai07B28325 Araip.B07 28325 p2 (AG)7 14 123617187 123617200 TAAAACCAGCAAAACGAGGC GCCGTTCGTGTCGAAATTAT 152

Ai07B28327 Araip.B07 28327 p2 (AT)6 12 123621549 123621560 TGCTAGCAAGAGAAGGAGGAG TGCGTATGCACATAGGAAAGA 279

Ai07B28328 Araip.B07 28328 c (A)15gaaaaaag(A)1437 123621937 123621973 CGATGTGAAACAATTACGGG TGCTGTTTGGTCATGTTACTCT 269

Ai07B28331 Araip.B07 28331 p3 (TTA)5 15 123640005 123640019 GGCTGGATACATCGACCAAG CACCCACATTGGTTTTCTATTTT 261

Ai07B28332 Araip.B07 28332 p2 (AG)7 14 123645904 123645917 AGGGCTACCTACCTGGAGGA GCCGGTAAATCAGACGGTAA 226

Ai07B28335 Araip.B07 28335 p2 (TA)6 12 123652916 123652927 CCCAATCATGTTGAATCCCT TTTGGATTATTTATCCGGTGG 201

Ai07B28337 Araip.B07 28337 p3 (TCG)5 15 123654071 123654085 CCTCGTTACTTCGTTGCCTC ACCACTACCACCCGACTGAC 232

Ai07B28340 Araip.B07 28340 c (T)11ataatgaatttctcccgttaggatgatcttgcactcaaaaactatagcacagtctga(T)1381 123661888 123661968 TCAGATGAGGAGATAAGTTTTCCTT CCGCGGGTAGAGTATGGTAG 274

Ai07B28341 Araip.B07 28341 c (A)10tagtcttacttctctcgctctctcatacaaaaaagg(A)1561 123665603 123665663 GAAACCACATGGCTTGATTG CAATCATATGCTAAACAATGCACA 276

Ai07B28343 Araip.B07 28343 c (A)11gttgcgcttatatcaaaattagaagaattgccataatgtaaggcccacacatttgctatttgga(T)1186 123666323 123666408 AAAAGTGGACGGAATGATGA TGAAGCCCCATCATTACAAA 278

Ai07B28348 Araip.B07 28348 p2 (AT)8 16 123676087 123676102 TTCTGAACCACCAACTTCCC TTTGGAACTTGAGGAATGATGA 240

Ai07B28351 Araip.B07 28351 p2 (AG)6 12 123683448 123683459 AGATTGGGACCTGCATCAAC GTCCTAGGAAGCTGTGTCGC 212

Ai07B28355 Araip.B07 28355 p2 (AG)11 22 123688623 123688644 CCGAAATTCAGAGAGGGAGA GAGCTGCCCATGTGTTTCTT 278

Ai07B28356 Araip.B07 28356 p3 (AAT)5 15 123689312 123689326 AGTCACATGGAGGCGCTACT TTCATCAGCTGAAATTTTTGGA 175

Ai07B28357 Araip.B07 28357 p3 (ATA)11 33 123689526 123689558 CACTCATTCCAAAAATTTCAGC ATGCTTTTCTTTGGACGGTG 239

Ai07B28358 Araip.B07 28358 p2 (TA)7 14 123689843 123689856 TCAACCAATTGCATTTCACAA AACACGTGAAGAGCGTGTTG 232

Ai07B28359 Araip.B07 28359 p2 (AT)7 14 123696829 123696842 CAGCCGGACTCAACCTAAAA CAGCCGTCAGAGAGCATGTA 259

Ai07B28363 Araip.B07 28363 p3 (TAA)5 15 123708114 123708128 CTTTGCACCTAGCAAACATCA CCCTGCACTCAAAGTGGATT 248

Ai07B28364 Araip.B07 28364 p3 (AGA)5 15 123711098 123711112 ATCAGTGGGTCGGTTTCAAG TGCAAGACTGATTGGAATGC 224

Ai07B28365 Araip.B07 28365 p2 (TA)9 18 123713089 123713106 GAGGGTTCATCACTTTGGGA ATGGATGAAGGACGGTGACT 264

Ai07B28367 Araip.B07 28367 p3 (ATA)5 15 123713961 123713975 TTTCCTTTCACTGTAGGGATGA CCAACAAAATAGAAAACAGAGGTTG 225

Ai07B28374 Araip.B07 28374 p2 (CA)7 14 123729285 123729298 TCACAATCTTAGCCACCAAAG GGGCCATGTACACCCCTACT 252

Ai07B28376 Araip.B07 28376 p2 (TA)8 16 123732474 123732489 TAAAAATGTGGGTTGCGTGA TGATACCACTTCTCATTGCACC 263

Ai07B28378 Araip.B07 28378 c* (A)13(AT)16* 44 123740974 123741017 CCAAATTCAAATCACAATTCTCTC TCTCACATGAGTATGCATCCAA 267

Ai07B28379 Araip.B07 28379 c (A)13tatatatag(AT)2062 123741184 123741245 GGATGCATACTCATGTGAGACC GACGATGTTCTCAATCCCCT 263

Ai07B28382 Araip.B07 28382 p2 (GA)7 14 123748424 123748437 CTTGCTGTCGTCCATAGCC CAGGACTCGGACAGAAGCTC 258

Ai07B28383 Araip.B07 28383 p2 (AT)6 12 123753219 123753230 TTTAGGTGCGGTTTTTCAGG TTTGAATCGTTAAGTGCCTGG 226
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Ai07B28385 Araip.B07 28385 c (T)12ggtttggaatgcattttgtgctttagattgtgcag(T)1259 123755475 123755533 GGCTGCATAGGATGATGGTT GGGACCGTATTCCGTACTCTT 139

Ai07B28386 Araip.B07 28386 p2 (AT)6 12 123764898 123764909 TTGAGTCCTTGCAAACCTGA TTTCCTGGTATTCGGAAGTGA 246

Ai07B28388 Araip.B07 28388 p3 (CTC)5 15 123780286 123780300 ACGCGGTGAGACTTCATCTT TGTTGGTGTTGTTGGTGATG 248

Ai07B28391 Araip.B07 28391 p2 (TA)14 28 123789352 123789379 TGACAGTCACAGGTCAAAGGA TGGTCATAGGATTATTAAAAAGGACA 266

Ai07B28393 Araip.B07 28393 c (AAAT)5aaagataataaatataaaataaaaaaatataagttgaaaattctaatattaatattcaccacaattaatatctcaatataataaaaat(TA)6120 123795621 123795740 GCAAGAATGCACACATTTTGAT TGCTAAAACACACTTCTCTTTCTTTT 203

Ai07B28401 Araip.B07 28401 p2 (AT)6 12 123814096 123814107 CGGTTTCAAACTGTCACTAAATTAC TTGATGCTGGGAAGATTGTG 266

Ai07B28411 Araip.B07 28411 p3 (TTG)5 15 123830122 123830136 TGACATTACGCGTCCTGAAG CGATTTCAATTCGGGGATTA 228

Ai07B28413 Araip.B07 28413 p3 (AAT)5 15 123834392 123834406 TTCACCGTCCGTAACAACAA GACGCTATGAATGCACCAGA 142

Ai07B28419 Araip.B07 28419 p2 (TA)7 14 123846964 123846977 TGGTAACAGCTGGGATTTGA ACTGTGGTGCTGCTGTTCTG 237

Ai07B28421 Araip.B07 28421 p3 (TTA)5 15 123856170 123856184 AACGAAACGTCGAACCAAAC AATCACTCATCCCAAAAGCG 272

Ai07B28422 Araip.B07 28422 c* (AT)7(ATA)5* 27 123862095 123862121 TTTGATAAAGCAAGTTTAAAGGGG GCAACCTCACTTCCATTTTTG 243

Ai07B28423 Araip.B07 28423 c (T)13a(AT)6 26 123862460 123862485 CCAGAAGGATGTGATTCGGT ATCAATCATCCAAAACCCCA 246

Ai07B28428 Araip.B07 28428 p2 (AC)6 12 123881434 123881445 TGCGCCACTCTGATAGCTTA TTTTCTCGCCTTTATCTTTACCA 263

Ai07B28436 Araip.B07 28436 p2 (AG)9 18 123895598 123895615 TTAAAGGGGATCCAAAAGGG AAAAGGGTCATTGCATGAGG 271

Ai07B28437 Araip.B07 28437 p3 (CTC)5 15 123895828 123895842 CCTCATGCAATGACCCTTTT TTGATCGATTGAATGCGAAA 148

Ai07B28438 Araip.B07 28438 c (AAG)5aaa(AAG)945 123895947 123895991 GATCATGAGGCTTTCGCATT CATCATCATCGAGATCACCAG 207

Ai07B28445 Araip.B07 28445 p2 (CT)6 12 123916567 123916578 TGATTGATTGGATTGTGGTCA AAGGCTAGGCGCTAGCTACA 244

Ai07B28446 Araip.B07 28446 p2 (AG)8 16 123919158 123919173 TGGACGAGTTTGTGGTGAAA AATCGTTCGTCTGACTTGGG 246

Ai07B28447 Araip.B07 28447 p2 (AG)7 14 123919549 123919562 ATCTTTTTGGACCCAAGGCT CTTCCGGATTGAACTCCAAA 152

Ai07B28450 Araip.B07 28450 p2 (AT)6 12 123932064 123932075 CGAAACCGGTTCTGAAGAGA CTCATTTGTTGGACGTGCTG 239

Ai07B28455 Araip.B07 28455 c (AT)7a(AT)28 71 123948393 123948463 TCGCGGATATCTGCTCTACA TCTTCCACATTTTAACTTATTTATTCC 264

Ai07B28457 Araip.B07 28457 p2 (CT)6 12 123949940 123949951 GGTACCAGACAAATGACACAACA GCTTCAATTGACGGATGGTT 269

Ai07B28459 Araip.B07 28459 p2 (TA)15 30 123953986 123954015 TTCAAGATGAATGAAGGGAAAAA TCGGATCAAATCGGGTCTAA 274

Ai07B28461 Araip.B07 28461 p3 (TTA)16 48 123955429 123955476 TCCAATTTTCTTGATACACATGC TGATCAAGTAACTAATTCATTCGTCTG 265

Ai07B28462 Araip.B07 28462 c (T)10cttacaaatagtaaaattaatcgacaaatattacaaatcaataagagttgttttta(T)1076 123955712 123955787 CCAAGTGCCTAGTGTCAATGAT AATTAAATTGAAAGCATCATCACC 236

Ai07B28463 Araip.B07 28463 p2 (TA)7 14 123959584 123959597 CGACTGCACCTGAGTTTTCA ATCAAATAATTTTCACTTACCAACTTT 240

Ai07B28470 Araip.B07 28470 p3 (TAA)7 21 123965687 123965707 TGGTGAGTTGCTGGAAAACA TGCTTTCACCTTTGAACCTG 245

Ai07B28472 Araip.B07 28472 c (T)11ggacgtgtaattcaatcttgattttatacatataaaaatgctttaaaattttatgtcc(A)1079 123972150 123972228 TAAGGGTCTAAGGCGGGATT CAGAAGGGCCTCTAGTGTCG 205

Ai07B28474 Araip.B07 28474 p2 (TA)6 12 123972611 123972622 GCATAAGATTCTTTGTTACTGAAGGA CCCTGTCCACCATGTTCATA 280

Ai07B28482 Araip.B07 28482 p4 (ATTT)5 20 123986300 123986319 CACGGATTGAAGACTCGAAGA ATGAGTTGTTGTTCACGCCA 275

Ai07B28497 Araip.B07 28497 p4 (ATTT)5 20 124009108 124009127 TTGACCCTAGAAAACTTGGTTAGC TTTGCCACTATATTCCCGTAA 280

Ai07B28500 Araip.B07 28500 p3 (AAT)17 51 124010412 124010462 CTTTGTTTCTTTGGCTTCGG TCGGATGAAATGAGCAACAC 267

Ai07B28504 Araip.B07 28504 p2 (TC)15 30 124016017 124016046 TAGGCGTTCTCGCGTAAGTT CATATAGACTTCGGATGCCCC 184

Ai07B28507 Araip.B07 28507 p3 (AAT)5 15 124018276 124018290 TGACCAGGGTTTCCTGAGTT CCATTTATAAAATCATCAAATGAGAA 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28513 Araip.B07 28513 c (T)10g(T)19ctatatcactcctttttttttg(T)11atatt(TA)37142 124027904 124028045 CCGTTTTTCAAGACTCCTCG CACCTGACCACACTGAATCTT 280

Ai07B28514 Araip.B07 28514 p2 (AT)12 24 124029506 124029529 TCATTTTGCGATTTGTTCCA CCTGTCGCATCTTCTCAACA 246

Ai07B28522 Araip.B07 28522 p3 (TAA)7 21 124042695 124042715 GGCATGCCAGGCTGTATATAAT CGCGAATCCAACACTTTCTT 215

Ai07B28523 Araip.B07 28523 p2 (TC)6 12 124048504 124048515 GCACTAGGATGGTGGCTGTT TGAATCTCAAACATGCAAAAGG 229

Ai07B28526 Araip.B07 28526 c (A)13gt(A)11taaatt(TA)1460 124052497 124052556 ATTACGGCTCGCCTTTAGGT TTCAGGACGGATCCAGAAAT 247

Ai07B28528 Araip.B07 28528 p4 (GAGT)5 20 124055607 124055626 TGTGCGAAACATAAGGCAGA TATTGCCACGTTGAAGCAAG 229

Ai07B28530 Araip.B07 28530 p3 (CCA)5 15 124057798 124057812 TCGTCCCCAACGTTATTTTT TGTTTTTGCTTCTGCGTTTG 276

Ai07B28531 Araip.B07 28531 c (ACA)7gtgaatcaacaatggaatcaagaagaaatcggagcaggagcagg(ACA)683 124058566 124058648 GAAGCAGCACCAACAATGAA GCTTCTGCTTCCATTCTGCT 232

Ai07B28532 Araip.B07 28532 p3 (AAT)7 21 124059522 124059542 CTTTGCCTCCAACCGTTCTA CATCATGTTGCAGCGAATCT 275

Ai07B28535 Araip.B07 28535 p5 (ATATC)5 25 124078794 124078818 TGAAGAATGAAAGGAATGGTCC TCATCCATGCATGTACCTCCT 262

Ai07B28536 Araip.B07 28536 p2 (AT)6 12 124078967 124078978 AATGGTCCATCATTTCGAGG TCATCCATGCATGTACCTCCT 248

Ai07B28537 Araip.B07 28537 p2 (AT)7 14 124079660 124079673 CCATCTTCTAAGGAAGGGGC AAGGTTAGTGGGAGTGGCAA 131

Ai07B28538 Araip.B07 28538 p2 (AG)14 28 124079780 124079807 CCATCTTCTAAGGAAGGGGC CCCTTCTATACTGCCACATGC 247

Ai07B28540 Araip.B07 28540 p4 (AAAT)7 28 124101994 124102021 TGGGTCTTTCCTTCAACAGG GCTTTGGCCTTGATGTCATT 220

Ai07B28543 Araip.B07 28543 p2 (GT)7 14 124102692 124102705 TGGGCAATTTACGCAACTAA ACACGTAAACCGCTACTGCC 176

Ai07B28544 Araip.B07 28544 p2 (GT)6 12 124102825 124102836 GCGGTTTACGTGAGTGTGTG GATAACTCGCCAGAAGTCGC 261

Ai07B28545 Araip.B07 28545 p2 (AC)7 14 124104516 124104529 TTGGATATTCTGGCGGTTTC GCCAGTAGCGGTTTACGTGT 246

Ai07B28546 Araip.B07 28546 p3 (CTC)5 15 124110369 124110383 CCATATCAAAACCCTCCCCT CACCATGGCTTCTGAGGATT 203

Ai07B28551 Araip.B07 28551 p2 (AG)6 12 124124138 124124149 TGCTCATCGTGGAACAAGAG TATCTGATCTGCTTGCGTCG 224

Ai07B28552 Araip.B07 28552 c (T)11aactattaataatttaacttttgcatatcaaagttatcctctaaaagaatacatatataa(T)1081 124124768 124124848 TCTTCATTCTCATTGGTCAGC TGGTATGCAAAGCATAATGGA 222

Ai07B28553 Araip.B07 28553 c (T)11aactattaataatttaacttttgcatatcaaagttatcctctaaaagaatacatatataa(T)1081 124125157 124125237 TCTTCATTCTCATTGGTCAGC TGGTATGCAAAGCATAATGGA 222

Ai07B28556 Araip.B07 28556 p2 (AT)9 18 124142540 124142557 TTTGATTAGAGTCTCGTGCTGA GAAGCAACTGAGGAACACGA 265

Ai07B28558 Araip.B07 28558 p3 (TGG)5 15 124145452 124145466 ATTCCATGGTCTTTTTCCCC TGCCTGCTGAAAACATCAAC 263

Ai07B28560 Araip.B07 28560 p2 (GT)6 12 124148569 124148580 CCCCTTTGGGTACCTTTCTT ATGCCAAAAGCAAACTCAGG 247

Ai07B28567 Araip.B07 28567 c (A)11tcgacacaattgtaataataatt(A)1246 124175550 124175595 GGCATGCTTTCGATAATGGT AGCCAATATTCCCATGCAAC 244

Ai07B28570 Araip.B07 28570 p2 (AG)8 16 124180408 124180423 CTAAAATGGACGCTCCCAAG TCCAAGGACCCCTTTCTTCT 152

Ai07B28571 Araip.B07 28571 c (GAA)5cctccctcgtcttccttccttcccttccttcattccttcctaatcaaattc(CT)17t(TC)10121 124180567 124180687 GCAAAGAAGAAAGGGGTCCT TCTTGAGGTTGCTCTGTTGC 208

Ai07B28575 Araip.B07 28575 c (T)11accattttgagtttcttcc(T)1141 124196209 124196249 GCTCACAATTCGGAGCTTTC CCGTCTTTGATATATGCGGG 171

Ai07B28580 Araip.B07 28580 p2 (GA)8 16 124214899 124214914 ACGGATTCGGATATGTCTGC TCGCAGTGAAGAAGGTAGCA 205

Ai07B28581 Araip.B07 28581 c (A)10gataac(GAA)531 124216640 124216670 CGCAGGTGTTTCTGAATTTG TTTTAAATTCGCGCACGTAG 232

Ai07B28582 Araip.B07 28582 p2 (AT)6 12 124216853 124216864 AACCTACGTGCGCGAATTT TGGATGCCTTCTGCTAAATG 219

Ai07B28586 Araip.B07 28586 p2 (TA)10 20 124240456 124240475 TTGTTTTCTCTTTTCTTTTAACTCCA GCAAATGCAATTCTCTCTCTTTT 275

Ai07B28593 Araip.B07 28593 p3 (ATT)9 27 124267190 124267216 GCAAACATTGGTGTTGATGG TACCTTGGCTTCTCCGACAT 277

Ai07B28594 Araip.B07 28594 p3 (ATA)5 15 124267537 124267551 GTGAAGACGTGTGTCGCATT GATCCCCAAAAAGAAATTGGA 129



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28596 Araip.B07 28596 c (A)10taaaacttatttattgctctaccaatccaaatttggtttaggcgggtacaaatgaaaacccaaacttttgtttttcctaagcatag(T)12108 124268652 124268759 AACGTTGATTTTATTTCCAATCC TTTGTCGGGTTGAGGGATAC 182

Ai07B28612 Araip.B07 28612 p2 (AT)8 16 124300324 124300339 TGCCACAGTTTTTGCATCTC ACACATGCATTTTCCCACCT 273

Ai07B28614 Araip.B07 28614 p3 (TGA)6 18 124318828 124318845 CAGCAGAAAAAGGGACCAAC GTGGCAAGTTTCCTCTGCTC 221

Ai07B28616 Araip.B07 28616 p2 (AG)6 12 124328947 124328958 GTTGAAGGTAGTGCGGTGGT GGCTTCCTCCCTCATTCTTC 279

Ai07B28617 Araip.B07 28617 c (TTC)6tccttctttttcgttatttttctttttcattattgccgtcaccaataccat(CTC)11102 124329268 124329369 GGGCGGCCTCTTCTTAATAC TGATGGAGGAGAAGGAGGAA 182

Ai07B28618 Araip.B07 28618 p3 (TCA)5 15 124329809 124329823 TTTTGGAAATCCTTCGGTGT TCATGATGATGGAGGAGAAAGA 223

Ai07B28623 Araip.B07 28623 p2 (CT)7 14 124340610 124340623 GAGGGCCTCCTACCTCATTC CAGACTATGGCAGCATCGAA 178

Ai07B28625 Araip.B07 28625 p2 (AT)8 16 124346613 124346628 CGATTTTGTAATCATATGAAAGATGAA AAGCAGTGACGGATTCAAAAA 263

Ai07B28626 Araip.B07 28626 p2 (AT)8 16 124348718 124348733 CGATTTTGTAATCATATGAAAGATGAA GGGTTCAAACAGTGACGGAT 272

Ai07B28627 Araip.B07 28627 p2 (GA)12 24 124350292 124350315 CAGCTCCAGCGACAATAACA AATCCGACGGTGATTAGTGG 217

Ai07B28628 Araip.B07 28628 p2 (AG)6 12 124352262 124352273 GGAACCTGAGCTTCGAACAG TAGTGGAATGCTGCGTTTTG 277

Ai07B28633 Araip.B07 28633 c (T)10cattcagataaaaaattattaaatttcagttaattgaaattgttactaacaa(T)1072 124359729 124359800 CATGCTTTAATATCCAATGCAAA GAAAAAGGAAAAATCATTAGTAACGC 241

Ai07B28634 Araip.B07 28634 c (T)11aatttggcccctatatttttttttcttttatttaggttcctgtaccaa(T)1069 124360057 124360125 CAAGCCATTTAACTTTATTTTGTGG AATTGGGTTTCTGTATCAATTTTT 270

Ai07B28635 Araip.B07 28635 p2 (AT)6 12 124361678 124361689 TTCGGGTACTAAGACTTCATACACAT TCATCATTGCATGCCAGTTC 277

Ai07B28637 Araip.B07 28637 p2 (AT)6 12 124369746 124369757 GGCACTCCTGAACAACTTCC GCAGAAGAGTTTGGCTCAAT 280

Ai07B28640 Araip.B07 28640 c (TAA)5ctaaaataattac(AAT)646 124380194 124380239 AAGTCCCATGTCGTCGAGTC GGCGATGTTCGTATTCCACT 250

Ai07B28642 Araip.B07 28642 c (T)10cctttttattatg(T)1235 124381876 124381910 CACACGTTTTAGTTTTTATTTTCATT AAAAATCATACGTTGTTTCTAACAAAT 248

Ai07B28643 Araip.B07 28643 p3 (AAG)5 15 124382628 124382642 AGCACGAAGAGGATGAGGAG TTTGCGAAAAAGGCGAATAC 278

Ai07B28647 Araip.B07 28647 p3 (CAC)5 15 124390815 124390829 ACAGAGAAGGACCAAGGGGT GTGTAGAGGGTGGTGTTGGG 170

Ai07B28652 Araip.B07 28652 c (A)11gaggtatgtttttcatgttacaaaattttttgttttgctgaaaagtcttaaatt(A)1075 124401609 124401683 AAAAGGGTTTGGGTTTAGCC TGCCAACAAATATGGTCACAA 188

Ai07B28654 Araip.B07 28654 c (T)10(A)11 21 124402205 124402225 TGGCCTATAACAGAAACAAAGGA TATCCCTTTCTTGGCCCTCT 152

Ai07B28656 Araip.B07 28656 p3 (AAT)5 15 124412541 124412555 GGCCACCTAAAAGTTCATTCC CAACCTGCCAACATTTGTCTT 228

Ai07B28660 Araip.B07 28660 c (TCC)9(TCA)20 87 124415366 124415452 TTTGTCACAATTCAAAACTCTTCC AAGACAAGGAGGAAGAGGAGG 150

Ai07B28664 Araip.B07 28664 p2 (AG)6 12 124423346 124423357 AGGCCATGAATGAGAGGATG CCTCGCCACCTTTGTTTTAC 246

Ai07B28665 Araip.B07 28665 p3 (TGG)5 15 124425197 124425211 CCTCACCTTGTCAGTCGTCA CCGTAACTGGTTGCGAACTT 224

Ai07B28679 Araip.B07 28679 c (T)11ctagtacttttatttttactactagaaatttgacaaacacgctaaaaaataaaaaaagatctttttttatt(A)1193 124447078 124447170 TCTTTTTATCTATCAATTATGTTTGGG ATTTAGTGCTTGTTTGGGCG 276

Ai07B28680 Araip.B07 28680 c (TGG)7tgttagtgttgatggtggtggtgctggtggtggtagtgttggtgt(TGG)581 124447742 124447822 TTGGTGTTGTTTGGTGGTGT CGTTGAGGGTCCGAATAGAA 250

Ai07B28683 Araip.B07 28683 p2 (TA)9 18 124453415 124453432 TGTTTCTCTGGTGGCAACAAT CGTTATGTCGACAAGACCAAAA 228

Ai07B28687 Araip.B07 28687 p3 (ATG)5 15 124464939 124464953 CACCTGAAAACGGTGATTCC GGCTCTGCTTCTGGTAGTGG 130

Ai07B28691 Araip.B07 28691 c (A)10(T)10 20 124467971 124467990 GAAATTTGTCAAACACGTTAAAAA CCGTTTGAATCCGTGACTTT 217

Ai07B28693 Araip.B07 28693 p2 (CT)8 16 124471338 124471353 GAGCTACAACGCAGTCTCCC ATGACACGTGATGTGTGCG 119

Ai07B28695 Araip.B07 28695 p2 (AT)7 14 124481506 124481519 TCGTTGCTGCACTACCAAAG CATGCAATCTGCGAAGAAAA 279

Ai07B28698 Araip.B07 28698 p3 (AGA)8 24 124493591 124493614 GCAAGGTGGCGTTTAGAGAA CAACAGAACCAGCAAAACGA 279

Ai07B28700 Araip.B07 28700 p2 (TC)7 14 124495917 124495930 TATCTTCCAGGGATTGGTGC AGCTAACCTGGTCACACCCA 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28705 Araip.B07 28705 p2 (TA)6 12 124505721 124505732 TGGACATCAATGGAACCTCTT TGGAAACTCATGTGCAATCG 247

Ai07B28713 Araip.B07 28713 c (TC)6t(TC)11 35 124536444 124536478 CCTTCTCCATCGTCAAGCTC TGCATCATCTCTCCTCGTTG 205

Ai07B28714 Araip.B07 28714 c (TTA)6tcttttaaagttttaatagataaatttattaactaaagaaaaaaatctacctgcccccacaaaagcttataagggta(T)12107 124537165 124537271 TCGGTATGTTATGGCCGTTT TTTCACCTTGGGAGGAGTTT 280

Ai07B28723 Araip.B07 28723 p2 (CT)6 12 124562050 124562061 TGAGGTGGATTCCCATTTTC TTGCAACATAAAAGAGAAGTATTCG 190

Ai07B28725 Araip.B07 28725 c (TA)6aattattattgagctaattattttatactagagtcttctacttatacatctttat(TA)679 124564595 124564673 TAAGCAAATGCGATTCTCCC TTTGTCAAACTACTTCTCATTGCAC 277

Ai07B28730 Araip.B07 28730 p2 (AT)8 16 124573613 124573628 ATTTTCAACCCGTGTTGTCC TTGATGCACCAACCGTCTAA 256

Ai07B28737 Araip.B07 28737 p2 (AT)8 16 124594910 124594925 TTGCTGGTCCTAGCACTCCT CCGGTCAAGCATATCAATCC 192

Ai07B28738 Araip.B07 28738 p3 (ATT)5 15 124596771 124596785 CCATGCAATGCGTAGAGAGA CAATTGAAATATACATTCAAAGTGTCA 246

Ai07B28741 Araip.B07 28741 p3 (CCT)5 15 124599739 124599753 TGGATCACAGCAAGAAAATCC GATGGTGGTGGTGAGAAGGT 241

Ai07B28743 Araip.B07 28743 p2 (AT)7 14 124602658 124602671 CCACGCTTATTATTATGGGGA CTGCCTAGCTTTGCCAATGT 272

Ai07B28747 Araip.B07 28747 p2 (AT)7 14 124608081 124608094 TGACTCATGATTGTGGGCAT TGCACATGCCCTTTCCTTAT 167

Ai07B28749 Araip.B07 28749 p2 (AT)7 14 124609381 124609394 TGACTCATGATTGTGGGCAT TGCACATGCCCTTTCCTTAT 167

Ai07B28756 Araip.B07 28756 c (TC)6aattcgccgtagctcgaaaacattacaattttgcgttgttagtttcttttggaatggtgaaactgaaaacttgaacagagagaattgaatttcaagatcc(T)10122 124633340 124633461 TCAAGCTCAAGGTCCCTTTC TGACTCCCTGTGGTTGCATA 272

Ai07B28757 Araip.B07 28757 p2 (TA)7 14 124638833 124638846 TCAATTCTCAAACATGCCCA TGTGTATGCAGCAACCCATT 159

Ai07B28759 Araip.B07 28759 c (A)10taggagagagttagcaatatatattgaacatttctaatgtcctaatttttcttttcttttttttt(A)1186 124641360 124641445 TTGCTTCATCTCCCAGCTCT TTTGATGCTCTTGTGTTGGC 241

Ai07B28761 Araip.B07 28761 c (T)10atta(T)13 27 124656056 124656082 AGGCAGGCAATTTTATGAGC CAGGTTCAGCCCAAAGAAAA 244

Ai07B28765 Araip.B07 28765 p3 (AGA)5 15 124662158 124662172 CAGGATTAGCAGCCACCATT TGGAAGAGGAAGCTCCTTGA 227

Ai07B28766 Araip.B07 28766 p3 (TTA)6 18 124662667 124662684 AGAATCGCTGCATACCATCC TGGACGTGTCTCTTTATATATGTGTTT 280

Ai07B28767 Araip.B07 28767 p3 (ATT)8 24 124662934 124662957 CGAAGACACTTCCATTAAACACA CATCCCTTTTGTTCCCGTTA 166

Ai07B28771 Araip.B07 28771 p3 (TTG)5 15 124674388 124674402 TTCATGAGGTGGTCAAACGA TTCCTAGGTTCCTACAAATTCAA 197

Ai07B28774 Araip.B07 28774 p2 (AG)6 12 124699257 124699268 AGGGGGAGAGAGAGAGTTCG ATCACCTCCCTGACAACGAC 206

Ai07B28775 Araip.B07 28775 p3 (TGG)5 15 124699430 124699444 AGGGGGAGAGAGAGAGTTCG TTGGAAAACGCGAGGAATAC 242

Ai07B28776 Araip.B07 28776 p3 (AAG)5 15 124699630 124699644 GATCTCCCTTTCGTCCCTTC TTTTACCCTTATTCCATCCCA 243

Ai07B28779 Araip.B07 28779 p3 (TCC)5 15 124706479 124706493 ACGATCTCCGCCATTAACAC TGCAGGGGTTTAGGAAAGTG 244

Ai07B28791 Araip.B07 28791 c (T)10aaatttgacttggctgttaccatcaaaatattctatcggtaataccgatgatagcatttttg(T)1082 124735812 124735893 ATGTTAGGCGTTATCGTCGG TCAGGGTACATTAGAGATGGATGA 233

Ai07B28792 Araip.B07 28792 c (A)10gagggagt(A)1028 124740032 124740059 CAATTCCAACGGTAAATCCG GAGCTCCGTCAAATAGCCTG 270

Ai07B28795 Araip.B07 28795 p2 (AT)6 12 124748089 124748100 TCGAGATGGAAGAATTTGGAA TGCTTTGAATCTTTCTGGGC 280

Ai07B28799 Araip.B07 28799 p2 (TA)6 12 124767410 124767421 GGAGGCTAAACCTTAGGTAAACA TGATCAGAGTCTCGTACTGATAACG 276

Ai07B28802 Araip.B07 28802 p2 (TC)7 14 124777410 124777423 TTCATCACCTTCACACACGC GGCCTGGGAGATTTCTCTTC 216

Ai07B28803 Araip.B07 28803 p3 (AAT)9 27 124779039 124779065 TCACAACCTTGTTCAACCCA CATTGTAGAAAGCAGCGACG 224

Ai07B28804 Araip.B07 28804 p6 (GGCGGT)5 30 124779669 124779698 TGAACTTGTTTCAAGATCCGC CAGGGTGGTTGCTTTTGATT 198

Ai07B28808 Araip.B07 28808 c (A)10gaaaaacttcttatttttacacaaataagaaattaatgtttttttttgtt(A)1171 124789809 124789879 CCCAGCTCTTACTGCCGATA ATTCATGTGGCGTCCAACTT 280

Ai07B28811 Araip.B07 28811 p3 (TTC)5 15 124805251 124805265 TGATCGGCTTGATGAAAGTG TTGGAGGGGAAAAACTCCTT 237

Ai07B28812 Araip.B07 28812 p3 (TTG)9 27 124805518 124805544 TGACGTCGTTTGATCCATGT AAAACACATCCCATGCCTTC 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28813 Araip.B07 28813 p2 (CA)15 30 124810856 124810885 CATTGCATTCCCACCTCTCT GGATTTTACCTCACCAGCCA 138

Ai07B28816 Araip.B07 28816 p4 (TTTA)5 20 124816390 124816409 CAGATGATGTGTGGAGCAGG TTCCAGAGTTCGTGCAAATC 137

Ai07B28818 Araip.B07 28818 c (A)11gcaattatgacaacaaaaagaataattttaaaattat(A)1159 124818322 124818380 TTCCCCCATCATAATCAACC CGTCATCGACTCCCAGTGTA 277

Ai07B28819 Araip.B07 28819 p3 (AGC)5 15 124819092 124819106 TTGCGATGAGAGTGAGGTTG CCAAGTCTATCGCCCACAGT 266

Ai07B28820 Araip.B07 28820 p3 (ATG)5 15 124820533 124820547 CTGCTTCCTCTGACCCTGTC GTGGTGCTTTTCAGCCATTT 197

Ai07B28822 Araip.B07 28822 p3 (AGC)5 15 124821846 124821860 TTGCGATGAGAGTGAGGTTG CCAAGTCTATCGCCCACAGT 266

Ai07B28825 Araip.B07 28825 c (A)15ccattagtgtgtgtgagtgtattgtgtggatatgttgtgttgtaatgacc(A)1681 124825770 124825850 TCGGTGCATATAGGTTGGAA CAAGATGATATGCACACACAAAAA 230

Ai07B28830 Araip.B07 28830 p3 (TCA)5 15 124831938 124831952 TTTTCCTTCTTGTTTCACCCTC CGAAATTTCTTAACCGTAACGC 242

Ai07B28835 Araip.B07 28835 p2 (AG)13 26 124843204 124843229 ATAAATTGCGAGGCTGGTTG GGAAATGAGCGCGATAGTGT 221

Ai07B28838 Araip.B07 28838 c (A)10ttagatgtgtaaga(T)1034 124855394 124855427 GTTGGCAGCAGCAGGATATT GCGGAAGGTAAAATTGTTGG 263

Ai07B28848 Araip.B07 28848 c (T)11ggggaactctttatttatatgtatgtgtttctgagtagcatc(AT)665 124884218 124884282 AAAGGGAAGTTTCATCATACCAA TGCTATATCAGAACAAGGAGCA 194

Ai07B28849 Araip.B07 28849 p2 (TA)7 14 124889333 124889346 CCCTGTTTCAGCAAACATGAA TCCTAGGGTCGCACTTTCAA 280

Ai07B28850 Araip.B07 28850 p2 (TA)7 14 124890560 124890573 TGGGGTTTTGGGATTTGATA AAACCTCTATGAGGTGCAACAG 100

Ai07B28852 Araip.B07 28852 p2 (TA)6 12 124891919 124891930 CTGGCCAGTCTTACTTTCGC TACGAGGAGCCTTGAAGGAA 189

Ai07B28853 Araip.B07 28853 c* (ATT)8(TA)7* 37 124892052 124892088 GAGCGTTGCGCTTTTAATTT CGAATCATATGGGAGCATTG 224

Ai07B28856 Araip.B07 28856 p2 (TC)9 18 124904600 124904617 CGAGCTCCACACATCAAATG TCTGATGGGGTTTCGTTTGT 268

Ai07B28858 Araip.B07 28858 c (ATT)9ctcctttcttacatttcacaatcactcttcgcccacttacacatatatataaagacagggtttcacgtacgtactgcccacccacacatatatagactc(AG)8142 124906789 124906930 TGTGACCAGAATTCCCACAA CCAGATCCCTAGCACTACCC 236

Ai07B28865 Araip.B07 28865 c (T)13gctacatagaagtttaggttgcttttagtaaaatcacacacaaggaaaaacatataagaatatccatttattta(T)1097 124936907 124937003 ATGTTGACAGCGAGTGCAAG TCTCAGTACCTCAAAACAAATGG 265

Ai07B28869 Araip.B07 28869 p2 (AG)19 38 124950344 124950381 ACCAAGCTGAAGCTTTCCAA AGCTTGCTTTGATTTGGGTG 133

Ai07B28870 Araip.B07 28870 p3 (ATG)6 18 124953167 124953184 GGGACCAACTCGAACTGAAA GCTTGGCAGCAAGTTTTCTT 218

Ai07B28871 Araip.B07 28871 p2 (AG)28 56 124954384 124954439 GAAGCTTTTGAAAGCCAACG AGCTTGCTTTGATTTGGGTG 195

Ai07B28872 Araip.B07 28872 c (T)10agttaaaacttcattaaattcaattgattataacaatatgcattttctgttaaaaact(A)1381 124964859 124964939 GTTTGTTCAGCTCTTTCGGC CCCTTCCAAACACAACCATT 258

Ai07B28875 Araip.B07 28875 p3 (ATT)13 39 124968464 124968502 CACCTGCACATCCTGATGAC CCAAACAATTGAGGGAAAAA 235

Ai07B28882 Araip.B07 28882 p2 (TA)9 18 124984581 124984598 CCATGATTTATGCTCATTCTGC TCAAAGAAGCCAAATGAAAGTG 228

Ai07B28885 Araip.B07 28885 p3 (GAT)5 15 124988608 124988622 CCAACTCAAACTGAAAGGGTG TTTGTGTCCAGTGGAAGCTG 108

Ai07B28886 Araip.B07 28886 p2 (AG)10 20 124989828 124989847 TTTCAAAGCCAACGTTCACA ATCCCAAATTGGAGTTGCAG 248

Ai07B28892 Araip.B07 28892 p3 (TTA)5 15 125009534 125009548 GTTAGACCTTCTGGGGAGCC ATTGCTCCCTCCTTATGCCT 261

Ai07B28893 Araip.B07 28893 p2 (TA)8 16 125016052 125016067 TTTTGACCACAAATTTTAGAGGC TTATTGGAGTGCTCTTGGGG 262

Ai07B28894 Araip.B07 28894 p3 (CTT)5 15 125020128 125020142 CCAGAACAACCAGCTCCTTC GGCGAGAGAAAGCGCTACTA 121

Ai07B28895 Araip.B07 28895 p2 (TA)6 12 125025109 125025120 CATACAACGCACCCTCAATG CCATCCTCCTCCTTGTTGAG 269

Ai07B28896 Araip.B07 28896 p3 (ATT)17 51 125026264 125026314 AAGACTCTATTTTACGGGAGAATTT CCATTTTCGTTTTTCCCCTA 280

Ai07B28898 Araip.B07 28898 c (A)12tatacacgctcaaagcaac(T)1041 125037980 125038020 CTTTGGTTCCCCTCCAAAAT GGCAATATTTCACGTCGCTT 208

Ai07B28904 Araip.B07 28904 c (ATG)6cttcaatcccaaat(A)1244 125059340 125059383 AATTGCAAACATGCACCAAA CTGTTGGCCTTTGGAATTGT 269

Ai07B28905 Araip.B07 28905 p3 (GAA)5 15 125059616 125059630 ACAATTCCAAAGGCCAACAG CACCCTTCTCCTCTGACTCG 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B28907 Araip.B07 28907 p3 (CAT)5 15 125064714 125064728 CCCTCCTTATCCTCACCACA TTTGGTTGTTGCTTTTGCTG 213

Ai07B28908 Araip.B07 28908 p3 (TAT)6 18 125070277 125070294 AACCCTTACGTACGCGACAC CCTGCACAGGTCAATCAAAA 268

Ai07B28909 Araip.B07 28909 p3 (CTC)5 15 125080536 125080550 GAACATTCGGAAATGATCGG CAAAACCTTCGAATCCCTCA 138

Ai07B28914 Araip.B07 28914 p2 (AG)9 18 125088000 125088017 GTAACGGCGAAAAATTTGGA TCCCCATGTCTTTCTCTTGC 136

Ai07B28915 Araip.B07 28915 p3 (AAT)5 15 125089819 125089833 CATTTCATGTGTTCATAGTGAAAGAA AAAACGTCATATAAAAAGATGCCA 201

Ai07B28918 Araip.B07 28918 c (A)10tttactgacagaaaagatacttgcatgagtctttatgctcaagtcaaaagaatttttgagataagaaataagagtattaaggacttatttgggtaagctt(A)11121 125097919 125098039 ATCTCTGGACTTTGCCCCAT TCATGAGCCGAGAAAACAAA 278

Ai07B28919 Araip.B07 28919 p3 (TAA)6 18 125099312 125099329 CTGCAAGACAAAGCAAATGG GGGGAATCCAATTCCAAACT 255

Ai07B28920 Araip.B07 28920 p2 (AT)6 12 125103981 125103992 TTGTGCTGCTTTTATTTGCG TTGCACAGGATGATCACAAAA 125

Ai07B28924 Araip.B07 28924 p2 (TA)6 12 125118006 125118017 CATTTGTTCCCTAAATCTCTTTTCA TGAAACATCAAAATGTGTATGCG 272

Ai07B28932 Araip.B07 28932 p2 (TC)6 12 125125824 125125835 AGCCACGAGCAAATTCATTC TCCCATGGAATAAGAGGTTGA 154

Ai07B28937 Araip.B07 28937 p2 (TA)6 12 125131257 125131268 AATTTTGTGTGTTCTATGTTGTATTTG CGTGGAGATGACCTAGACTCG 235

Ai07B28940 Araip.B07 28940 p3 (TCT)6 18 125135512 125135529 CACAGGGGAAAACATCGACT TGGTATGGACCACACGCTTA 239

Ai07B28941 Araip.B07 28941 p3 (TCA)10 30 125136869 125136898 TTCTTCAAGCGTACCCCATC AGGAGTTTCTGGGTTCGGTT 149

Ai07B28942 Araip.B07 28942 p4 (AATT)5 20 125137772 125137791 TGCTAGCCCCTGATATTGCT AACCAGAGAAGATGCGAAGG 195

Ai07B28943 Araip.B07 28943 p2 (CT)7 14 125137942 125137955 GACCCCTTCGCATCTTCTCT TCCCTGACAATAGGGACCAA 209

Ai07B28947 Araip.B07 28947 c (A)13tagttggatttcctctaagggtcatcagcctgttagttgaacttaaaagacaagcctacag(T)1185 125141064 125141148 TTGCACCTCCACTTTCTTCC TTAGCCCCTTCTTTTTGGGT 269

Ai07B28949 Araip.B07 28949 p2 (AG)6 12 125147862 125147873 TCCACAGCCAAATTATCACAA GGATTTTTGGTTGGCTTGAT 278

Ai07B28952 Araip.B07 28952 p3 (CCT)5 15 125156842 125156856 ATGAAGAAACACCTGCGCTT CAGCTCGCTCGAATTCATTT 234

Ai07B28953 Araip.B07 28953 p4 (TCTA)12 48 125157703 125157750 CCATCAAATTTTAGCTTGCTTG TTTTGGTTTAAGGGTGGCAA 126

Ai07B28956 Araip.B07 28956 p3 (TTG)19 57 125163492 125163548 CATCTTGTTATGGTATGAATTGTTCTC TTACGCAAACCAACCTGAAA 179

Ai07B28969 Araip.B07 28969 p2 (TA)6 12 125196282 125196293 CAGCCTAAACTTCGCAGGTC CAGACGAAAGGAAAAACGTG 110

Ai07B28970 Araip.B07 28970 c (AC)19tctag(AT)8 59 125196442 125196500 CAAAACACGTTTTTCCTTTCG TGGTGGTACGACTCAAGGTG 207

Ai07B28972 Araip.B07 28972 p2 (TA)7 14 125208286 125208299 TGACTTTGACCAAACTGACCC TGGATTTCAATCCTTCCTCA 133

Ai07B28973 Araip.B07 28973 p2 (AT)7 14 125208954 125208967 AAAGCGGATATGGACTGACG TATGGCAATTCAAACACGGA 256

Ai07B28977 Araip.B07 28977 c (TCA)6tctgctactgctacttattggtcacacatgcatatgcctatgctgccact(ACC)686 125218488 125218573 AAAGAGCACCACCAACAACC GAATCTTCCTCCGAGCTTGA 270

Ai07B28979 Araip.B07 28979 c (AT)10aaattctttctattat(TA)1260 125219564 125219623 TAATTAGGGCCTAGGGGCAC GAGGAAGAAGAACGTGCAGC 248

Ai07B28980 Araip.B07 28980 p3 (TCT)5 15 125219861 125219875 CACGCTTCGAACTGTTTTCA GGAGAAAGAGAAGGCAAGCA 212

Ai07B28981 Araip.B07 28981 c (A)10cgaagaa(GAAGAG)653 125220215 125220267 CGATTTCAAAGCTTGTTTTCAG TGAGCGCATAAATGCATGAC 275

Ai07B28982 Araip.B07 28982 p2 (TA)6 12 125220402 125220413 CAGAAAACGGTTGAATAACGG TGAGCGCATAAATGCATGAC 142

Ai07B28983 Araip.B07 28983 c (A)12cgaag(A)14 31 125227590 125227620 ACTTCAATCCTCATGGCACC TCGAGTGCTTTTTATCATGGC 268

Ai07B28990 Araip.B07 28990 p2 (TA)8 16 125236886 125236901 TCCGAAAGGTCAAGAGTTTG GGTTTATTTCCGCGTAATGC 248

Ai07B28992 Araip.B07 28992 p3 (ATT)6 18 125241834 125241851 CAATCAATCATGCATACGCC CATCAATGTGATGTGTGCCA 168

Ai07B28994 Araip.B07 28994 c (A)10ttactaaacaaagaagtcatttttataattaagtttaaccgattttag(A)1068 125244620 125244687 CGTATCATGATCGTTATTTGAAAC GCAAAGTAAATATCACAATTCTGGC 277

Ai07B28997 Araip.B07 28997 p2 (AT)12 24 125248603 125248626 TGTTACTCAGGGTGTTCCCC CCTCAAAACAAACGCTACCT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B29000 Araip.B07 29000 p2 (CT)6 12 125250447 125250458 GCATTTCGCTTGTAATGGGT GCCCGATATGTCCATGATGT 156

Ai07B29005 Araip.B07 29005 p2 (TA)7 14 125262906 125262919 AACAAACCTGAGCCCTTGTG AGAAAGAGATGTCGCGGAGA 262

Ai07B29013 Araip.B07 29013 p3 (ACC)6 18 125272471 125272488 AAAATGGTCCCCAAGGTTTC GGTAGTTCAGGTTGGGCGTA 140

Ai07B29014 Araip.B07 29014 c (ACC)7(ATC)17 72 125272609 125272680 TACGCCCAACCTGAACTACC TTCTTCCGCTTCTGCTTGAT 240

Ai07B29015 Araip.B07 29015 p3 (CAA)5 15 125272791 125272805 ATCAAGCAGAAGCGGAAGAA CCTTCCCTGTTCCCTCTTTT 252

Ai07B29016 Araip.B07 29016 p3 (AGA)8 24 125273187 125273210 GCGGTGGTGAGCTCTAATTC ATTCCATTGCCAGCAGTACC 218

Ai07B29017 Araip.B07 29017 p2 (GA)6 12 125273327 125273338 GGTACTGCTGGCAATGGAAT CGAGTTTCCCCTCTCTCTCC 153

Ai07B29023 Araip.B07 29023 p2 (TC)11 22 125293788 125293809 GTTCCGCTCTCTCAGTCGTC GCCAGAAACACCACAACCTT 264

Ai07B29024 Araip.B07 29024 p3 (CTT)8 24 125293940 125293963 GTTCCGCTCTCTCAGTCGTC GCCAGAAACACCACAACCTT 264

Ai07B29030 Araip.B07 29030 p2 (AT)9 18 125311965 125311982 AGTGTCGGATCGAATATCGG ATCCGCAGATCCGCATAATA 268

Ai07B29032 Araip.B07 29032 c (TCT)5tccaaatttatgcacattcttcttattcccttcttcttctcctcctctttt(TTC)5caaatttgcacacgcaagtttttcttctttccttcttcttctcctcctctttcttctcatctccctc(CTT)6166 125313229 125313394 ACGCGTTCCTTCTTCTTCTC GACGTTTGCAAAATGTTGATG 262

Ai07B29034 Araip.B07 29034 c (T)10cttttaaaaaaggc(A)1539 125315516 125315554 GAGACTGCGCAGGAAGAACT TCCTTGTTAGATAAAATGTGAAATGTG 279

Ai07B29037 Araip.B07 29037 p2 (TA)6 12 125318342 125318353 TTTCTGAACCACTTGTCCCC TCCATGTAGCAGTACCACCG 179

Ai07B29038 Araip.B07 29038 p4 (TATC)8 32 125318602 125318633 GGCTTTGCAGCTTTATAGGG TCCTGTCTGAGAGGGAGCAT 253

Ai07B29039 Araip.B07 29039 p2 (AG)8 16 125319048 125319063 TCAAATGCTTGTATCAGCGG TGTTCCCACGTCCATGTCTA 280

Ai07B29046 Araip.B07 29046 p3 (TTA)7 21 125334989 125335009 CGAAACTATGAATGGCCTGAA TTGCTCTTGAAGGAGGAGGA 124

Ai07B29048 Araip.B07 29048 p3 (TAT)5 15 125336799 125336813 CATCCGTTGTTCATATTGTTCA TCACCCAAAAAGAAAGAGGG 276

Ai07B29050 Araip.B07 29050 p5 (TTCAT)5 25 125340395 125340419 TGGAAGAAGCTAAAGGGCAA CGGGAATGCTGGGAATAGT 269

Ai07B29051 Araip.B07 29051 p3 (TTA)6 18 125341850 125341867 AAGCACCACCAGAAACCATC ACAACACGAATGTGGAAGCA 111

Ai07B29053 Araip.B07 29053 p3 (ATC)10 30 125343172 125343201 TGACGTTAGGGAGCAGAAGC ACACTTGCAAGAAGGAAGGC 213

Ai07B29054 Araip.B07 29054 c (CTG)8ctccacccacttcttgaatccatcaatgc(CTT)877 125343799 125343875 ACACAACTTGACTCCGACCC CATAGCAGAAGCAGCAGCAG 141

Ai07B29055 Araip.B07 29055 p3 (AGA)7 21 125344302 125344322 GCATCACGCTCAACTGAGAA TTGTTTTGGGAACCCATGAT 226

Ai07B29058 Araip.B07 29058 p2 (GT)6 12 125363639 125363650 CAGGTCATGCATGCTACAACA TGGGATCGACCCTTACTCAC 192

Ai07B29061 Araip.B07 29061 p3 (TAA)14 42 125375093 125375134 TCTTTTGACAAGCTTGGGCT TTGCAAGACAACCCACAAAG 154

Ai07B29065 Araip.B07 29065 p3 (ATC)5 15 125381004 125381018 CCGTTAAGAGGGGGAGGTAG CAGTGAGCAATACATGAGACCA 242

Ai07B29071 Araip.B07 29071 p2 (AC)6 12 125389437 125389448 GATTGTGATGACAGCGATGC TGGAGAATGTTTCGTGGTGA 248

Ai07B29074 Araip.B07 29074 p3 (GAA)6 18 125392118 125392135 TGACTTTATGCGGGGCTTAT TGTGCTTCAATTGCCAAAGA 280

Ai07B29076 Araip.B07 29076 p3 (ACT)6 18 125394734 125394751 AAAGGAAGATGCTCTTAGGCG GGGAATGATGAAGGGGTTTT 278

Ai07B29081 Araip.B07 29081 p2 (TA)6 12 125419764 125419775 TGGTTGAGTGGGTCTAAATGA AGAGGTCACGCCAATGAAGT 253

Ai07B29083 Araip.B07 29083 c (AT)8cgttaatgtaataatgttgtaaatataattatatatatgcccaacaatgaagtgcatcgtgcatgctacttcttgtgtgtgtctttttctttg(T)12121 125422843 125422963 GTTGATTTGAGGTTCGGACG ACAGCAGAGCCAGAGAAGGT 264

Ai07B29087 Araip.B07 29087 c (AAT)5aaaacgagtaaaagtacatgcgtagtaaaattgtatttttgattagaattatttttctaagaggcactatacatagtatcatttactaaaaattttac(TAT)7134 125437467 125437600 CCACAAGGCAAACATCTTCA TTCAAAATTACTAAATGTGTCAAGTTC 225

Ai07B29089 Araip.B07 29089 p4 (AAAT)7 28 125443408 125443435 TTTAACAAAGTTGCTGGCCC TCTTCAATATGAACCATCCATCA 196

Ai07B29091 Araip.B07 29091 p4 (AAAT)5 20 125447865 125447884 TGGTGTAGATCCTCATACGGC TGAACCATCCATCAATTAGAGGT 237

Ai07B29092 Araip.B07 29092 p2 (TG)7 14 125449499 125449512 CACAGGGATTGGGAAGAAGA GCAGCCTTGGCTTCTTACTG 109



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B29095 Araip.B07 29095 c (T)10ctcccttatatatattagaagccaacgaagactacttataaaattcctttcaagatctc(A)1180 125458262 125458341 TGACAATGTTGCACAAAACAAA TGTTGTATATGGGGTTCACCAA 235

Ai07B29096 Araip.B07 29096 p3 (AGA)5 15 125458756 125458770 GAACATCAAGGGCAAGTCGT GCAGCGGATTCTTCAGTCTC 254

Ai07B29099 Araip.B07 29099 p2 (TA)11 22 125474116 125474137 TTCTTGGCACAATGGTGAAG ACACCCGCATTTGAATAAGC 237

Ai07B29104 Araip.B07 29104 p2 (TG)6 12 125496187 125496198 AAGCAAAGTGCTAGGTGGGA TTACATCCAGCACCACTCCA 247

Ai07B29105 Araip.B07 29105 p2 (TC)18 36 125501449 125501484 AGCCAAGGTGAACCAGACAC CCAAGCAAAACATACATGCAA 244

Ai07B29106 Araip.B07 29106 p2 (GT)6 12 125502354 125502365 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 232

Ai07B29107 Araip.B07 29107 c (T)11g(A)10 22 125505300 125505321 TTGACACCGAAACAACTCTACC GAACGTGAAAACTCAAGTGTCG 271

Ai07B29117 Araip.B07 29117 c (TA)6acacaaaattttttatcattgtgt(TA)852 125523087 125523138 TGTTTGTTTGCTTTTTACGTTG AAACGATTTTCAGTTTGGCG 237

Ai07B29120 Araip.B07 29120 p2 (AG)6 12 125537378 125537389 ATAAGAAGCAAGCGTGTGGG GGCATTGCCTTTACTTTTTGA 234

Ai07B29122 Araip.B07 29122 p3 (GTA)5 15 125541457 125541471 TGTGCACAGCAACGATAACA GTTGAGTGATAACGGGGCAT 254

Ai07B29124 Araip.B07 29124 p3 (ATA)5 15 125548291 125548305 TCTAAGCCACCTTTCGCTGT AGCAAGCTGGGTCAAGAAAA 157

Ai07B29127 Araip.B07 29127 c (TA)8(GA)10 36 125549894 125549929 CCAAAAGCTTACGATCCCTG GAGGAGGAAGGCGAATCTCT 189

Ai07B29129 Araip.B07 29129 p3 (AGA)9 27 125550676 125550702 GCAACTCCACTTAACCGAGC CCGAACCGAACAACATTCAT 240

Ai07B29130 Araip.B07 29130 c (GAA)5cgacggagcttattacgttgaattcaatgcagatcaataataaagaatgcgagcagagaagaagaacgcgaatag(AGA)7111 125550998 125551108 GCATGCAGCAATCATTTTCT CGCGTTTCTTATACACACACC 280

Ai07B29131 Araip.B07 29131 p2 (TA)12 24 125551249 125551272 AAGCGCGTTTGATTGAAGTT CACATGAAGTCCACTGCACC 122

Ai07B29134 Araip.B07 29134 c (A)16ctgttcatgg(TCA)644 125552364 125552407 AAAAATGTTGCCGCTAACCA TCAAAGTGCATGTTGCTTGAA 280

Ai07B29135 Araip.B07 29135 c (AGA)6aa(AAG)6 38 125552552 125552589 CCAAATTCAAATTTCAGCAACA ACTGGGGAGAGAAAGGAAGG 278

Ai07B29139 Araip.B07 29139 c (AAG)5aaagtgtagtgaaaacgtgcagttcgaagcgcgttaatataaatgacttgtaaagacttgtataaaaaaacgcttgtatgtagagaattattctt(A)10120 125555880 125555999 GAGAAAGAGAATGCAAGAAACGA CAGCAGGTACCCCTGTACAAA 270

Ai07B29152 Araip.B07 29152 p4 (AATT)5 20 125576196 125576215 TCCTCCATGGAAAGAGGATG CAGCTTCAGCAATCACCGTA 248

Ai07B29154 Araip.B07 29154 p3 (CAC)6 18 125581335 125581352 TTCCACGTGTCATGGTTGTT GATTGCTTGATCTTTGGGGA 256

Ai07B29155 Araip.B07 29155 p3 (CTC)10 30 125581604 125581633 TCCCCAAAGATCAAGCAATC GAGGGGAAGGAGAAGGAGAA 255

Ai07B29159 Araip.B07 29159 p3 (GAT)5 15 125590495 125590509 TCTGTGCTATGCCCCAAAAT CGTCGTCACTACCACCACTG 188

Ai07B29160 Araip.B07 29160 p3 (AAG)5 15 125590633 125590647 CGACGAGGATGATGATGATG CGCTCTTCTCTTTCGGACAT 184

Ai07B29166 Araip.B07 29166 c (T)10gggttaattttcaatctttttttcaatattttttcttctgtttc(T)1266 125601946 125602011 CTGCTTCAACACGAAGTCCA TAGGGCAGTTGCTATCGCTT 215

Ai07B29167 Araip.B07 29167 c (AC)12ag(AT)8 42 125603714 125603755 TTCTCTGCTATTCCCCGAAA GTGATGGCACGGTAAGGTTT 270

Ai07B29172 Araip.B07 29172 p3 (ATT)5 15 125622759 125622773 CCCCCTTCCTTGATATTGAA TCCAAATGATGCCCATTTAAG 271

Ai07B29173 Araip.B07 29173 c (GA)6tgagaacatgacaggtgcctgaaaaacaacgagagaggtcagagtaggaagggaaaaaaac(A)1083 125626659 125626741 CAGACCCCAAGCAAGGTTAG TCAGCTCTTTGGGATATGGG 265

Ai07B29174 Araip.B07 29174 p2 (AG)7 14 125626846 125626859 AAAGGGCGAGACAAACAATG GTCCCTGTTTTGTTGCAGGT 160

Ai07B29178 Araip.B07 29178 p2 (AT)6 12 125630634 125630645 GGATGCCAATGGACAGATTC CTGTGTGTGTTTGTGTTTGTCTG 277

Ai07B29183 Araip.B07 29183 p2 (TA)7 14 125639895 125639908 GGCCTTCGTCATAAAAGATTTG TCAGCCAATCTTCCAGATTTA 234

Ai07B29198 Araip.B07 29198 p2 (AT)13 26 125714231 125714256 TTGTTTACCGGTCTCAACCC TGAAGCTACACCTGTTGTGTGA 267

Ai07B29202 Araip.B07 29202 p2 (AT)7 14 125718435 125718448 TGATAACTCAAAAACATACACCTTG GCTGGAAAATAAGCAAAAATGC 174

Ai07B29204 Araip.B07 29204 p3 (AGA)5 15 125720867 125720881 CAACGATGGCAATAACGATG CGCTCTTTTTCACTTCTGTCG 195

Ai07B29210 Araip.B07 29210 c (GAG)5gtggtggtgttggtgacgacgacaacgtaagagaaaaataatgaagaagaagaacgtgcagt(AAG)592 125740932 125741023 TGATGGAGGAGAAGGAGGAA AAAGCTCGCAACCAGTTGAT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B29213 Araip.B07 29213 p3 (ATT)5 15 125750579 125750593 ACCCCCATGAGATACGATGA CCCAATCATCTCACGGACTT 205

Ai07B29216 Araip.B07 29216 p2 (AG)7 14 125768105 125768118 GAGGGCGAGTTGAGTGAAAG CGCACCTCTTCATCTCTTCC 199

Ai07B29217 Araip.B07 29217 p3 (ATT)5 15 125777251 125777265 TGTTGTTATTGGTTGGTATGACA CCGGGTCTTGATCAACTTTA 280

Ai07B29218 Araip.B07 29218 c (A)15gaagaagatgaccacagcaacgacgatgataattccgtcgacgaactataataaaagaggagaagaagaaagata(AAT)6108 125780562 125780669 GAAAAAGAAAAAGGAAGATCAAACA AAGTTACAGTGCGTTTCTTATTCA 207

Ai07B29221 Araip.B07 29221 p3 (CAT)7 21 125785701 125785721 AAGGAACAAAAACCCCATCA CCCACCCCTAATTTGCAGTA 130

Ai07B29229 Araip.B07 29229 p3 (TCC)6 18 125799910 125799927 AACCCTCATCAACTTCACCG GCAACAGCAACAGCAGGATA 246

Ai07B29232 Araip.B07 29232 p2 (GA)10 20 125816375 125816394 TCGGAAGCCATTTCGTTAAG CTCCTCTACGCTCCATTGGT 153

Ai07B29233 Araip.B07 29233 c (T)10aattttaatttaattaaa(ATT)41151 125817793 125817943 AACTTCTCGACATCAGCCGT CATGGTAGGTTTTCGATGGG 233

Ai07B29235 Araip.B07 29235 p2 (AC)8 16 125828147 125828162 GAACAAATAATCGCATCGCA GCTGGCATTGTCTTCACAAG 147

Ai07B29238 Araip.B07 29238 c (T)14ccaatgcattgcatatatataagaagcttaaaaaaattaacttgtattttttatt(A)1079 125834970 125835048 TGTTTGAATTGCTTTAGAGAGACG ACTTTGATTAGCATACTTCCAAAAA 279

Ai07B29241 Araip.B07 29241 p2 (CT)15 30 125842028 125842057 CCCCTTTTTCATCTTCCACA AGGTGGCGGTTAAGGGTATT 275

Ai07B29245 Araip.B07 29245 c (AT)7gactaggattgttattacaagctaaggtagcaaagtggaagaatagtattattgttaataatagatacc(AGG)598 125853806 125853903 AACAGAGTTGCAGAGGCACA ATGGCTCAAGGGACAAAGTG 230

Ai07B29246 Araip.B07 29246 p2 (AT)7 14 125854303 125854316 TTGAGAGCTGATTAAAGTGCATTC TTGCTGTTGGTGTAAGCAGG 268

Ai07B29250 Araip.B07 29250 c (A)12c(A)10 23 125872691 125872713 GAAAACTCCCAAGCCACAAA ATATGGGAAGCAATTCAGCG 245

Ai07B29251 Araip.B07 29251 p2 (TA)8 16 125883591 125883606 CGAATTTATCATCGTACCATAGCA AAAAGGGAAAGGAGGCACAT 155

Ai07B29253 Araip.B07 29253 p3 (TCT)5 15 125901446 125901460 ATTTGGGCCAGCCTTATCTT GATCACCCGATAGATGTCCC 265

Ai07B29257 Araip.B07 29257 p3 (ATC)5 15 125912184 125912198 GGAATCTTGAGACTCCGCTG AGCCTCTGGAGAAGGTCACA 176

Ai07B29262 Araip.B07 29262 p2 (AG)17 34 125925738 125925771 AGTTTCCTGCAACCACCAAC CCTTTCCTCACCTCAGCATC 164

Ai07B29266 Araip.B07 29266 p2 (CT)7 14 125934463 125934476 CCGTCTGGTACTTACGGGAA CCATAATTGAGCTTCCATGACA 264

Ai07B29271 Araip.B07 29271 p5 (TCATG)5 25 125940894 125940918 TTTGTTTTTATTTTCGCGGG ATGCAATTTGGGGATGAAAG 141

Ai07B29274 Araip.B07 29274 c (CTT)5ttttcaaattcacgtacgcacattcttcttcatctatgatgctata(TCT)576 125945064 125945139 AAAGCTCCACGTCCGAGTAA GAGAAGGAGGAGGAGGTGCT 205

Ai07B29276 Araip.B07 29276 c (A)10gaagaaaaatcaaaca(AAG)541 125947124 125947164 TTCTTGTTTTGCGCTCTTGA TTCTTCGCGTTGTTTCTCCT 186

Ai07B29277 Araip.B07 29277 c (GAA)5ggaggaggtgggaggaacgc(GAA)550 125947284 125947333 GGAGAAACAACGCGAAGAAG CGGGATTTACGTTATCGTCG 107

Ai07B29278 Araip.B07 29278 p2 (AG)12 24 125950042 125950065 TCATGTTGCACATTTTGATTG TGAAATCAAATCATTTTCTCCAAA 195

Ai07B29279 Araip.B07 29279 p2 (CT)8 16 125950803 125950818 GCGTTCATGGAGGGAAGTAA GGAGCACCAAGGTCAGAAAG 200

Ai07B29291 Araip.B07 29291 p2 (CA)6 12 125977743 125977754 GGTATCTGAGGAGGGGAAGG AACCCTTTATGACCGCACTG 265

Ai07B29293 Araip.B07 29293 p4 (TAAT)6 24 125983445 125983468 GCATTCATTCAACGCCTTTT CCTCTACATTCGGAGGGTTG 140

Ai07B29295 Araip.B07 29295 p4 (ACAT)6 24 125992835 125992858 GCAGGGAAATACACCGAAAA ACCAAGTGCGTTTAAATGGG 244

Ai07B29296 Araip.B07 29296 p4 (AAAT)5 20 125993808 125993827 TCCCTAGTTCCACATCCCAG CAGGCTCTGGCTCTAGCAGT 204

Ai07B29298 Araip.B07 29298 p2 (AG)11 22 125997576 125997597 CCTGATTCGTGAAGATAACGG AATCACAATCGATCCCCAAC 206

Ai07B29300 Araip.B07 29300 p3 (AAT)5 15 126002191 126002205 TTTGACAAACTTGAGCATTTCC TGAAGTATCGGGGTTGCATT 153

Ai07B29303 Araip.B07 29303 p3 (AAT)8 24 126005658 126005681 GCCGGAGTTTGAATCTCATC AGCCTCGGACTCGGTAACTT 258

Ai07B29306 Araip.B07 29306 p3 (GAT)6 18 126013886 126013903 GAACCATAAGATCTATGACTCAACG CCTTCAAATCGTAGCTTGGC 223

Ai07B29307 Araip.B07 29307 p3 (GAA)6 18 126014013 126014030 TGCTGGGTCCAGAAGCTAGT CACAGTTGTGCATTGTGCAG 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B29314 Araip.B07 29314 p2 (AT)11 22 126022098 126022119 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTCGAGCA 245

Ai07B29317 Araip.B07 29317 p3 (TTC)5 15 126024208 126024222 TGCAGTACCTGTGATCTCGTG ATATTCTTCCCAACCGCCTC 260

Ai07B29319 Araip.B07 29319 p2 (GA)6 12 126029106 126029117 TGGACTTCGTGTTGAAGCAG CCTCCAACAATCACACACACA 128

Ai07B29320 Araip.B07 29320 p2 (TC)6 12 126030963 126030974 ACCCAAACCCAAATTCCTTC CTTCATCTTGAGGAGGTCGC 189

Ai07B29321 Araip.B07 29321 p3 (TGG)6 18 126031883 126031900 TCTCCCACGTTCTTCCCTTA ATCTTCCGGTCTTCCCTCAC 274

Ai07B29326 Araip.B07 29326 p2 (AT)8 16 126035767 126035782 AGTCAAGGCTGACCGAAGAA GGAGCTCCTACAGCGAAGTG 199

Ai07B29327 Araip.B07 29327 p2 (CT)6 12 126037179 126037190 TTGGGAAGAAGGGATGAAGA CGAACCGGTTTCAGAATTGA 274

Ai07B29328 Araip.B07 29328 p3 (CTT)5 15 126041145 126041159 CCTCTTCCTCTTCCTCCTCC CAAGAATGCAAAACAAGAAGG 124

Ai07B29329 Araip.B07 29329 p4 (AAAG)5 20 126041451 126041470 TGACGAACCTACATTCATTCAA AAAAATGTCTTTTTCAATGCTGC 164

Ai07B29330 Araip.B07 29330 p3 (TTC)5 15 126041641 126041655 TTCTTTCTTCTTTTCATCTTCTGC CACGCTCCAATTCGTAAACA 275

Ai07B29331 Araip.B07 29331 p3 (AAT)6 18 126043774 126043791 TCATCCCAAGAACGAATGTG ATAAAAACCCCGCTTCCTGT 102

Ai07B29332 Araip.B07 29332 p3 (ACT)5 15 126046498 126046512 GGAAATGGGTAGGTTGAGCA CAGGCAGATTTTAGGGCAAA 256

Ai07B29337 Araip.B07 29337 p3 (ATA)7 21 126060573 126060593 GAGCCGTGAGTCAAAGCAAT GGCAAGTCATCAGTTCGTGA 270

Ai07B29338 Araip.B07 29338 p2 (AG)6 12 126064280 126064291 AAGAGGAGGATGTGGTGGTG AAGGCTCCTCTCTTTCCGTC 273

Ai07B29340 Araip.B07 29340 p2 (AT)6 12 126075910 126075921 TTGCATCATTTTTCCCCTTC ACCCACCGGTAGGGATGTA 186

Ai07B29343 Araip.B07 29343 p2 (TA)9 18 126079427 126079444 AGTCTCACGATCGAGGGGG CGGGGCTATCTTTGATCATT 269

Ai07B29344 Araip.B07 29344 p2 (AT)8 16 126079600 126079615 AGTCTCACGATCGAGGGGG CGGGGCTATCTTTGATCATT 269

Ai07B29345 Araip.B07 29345 p3 (TAA)6 18 126082201 126082218 GAAATTGTTTGGCCGCATAG GTGATATGGGTGACGTGCAG 172

Ai07B29346 Araip.B07 29346 p2 (AT)6 12 126084561 126084572 TGTACCGTTTTCTGTCAGCG TCGACGTCGTTGAACTTGTC 267

Ai07B29355 Araip.B07 29355 p2 (GT)6 12 126115767 126115778 GTAGTTGGCGGCAAGAAGAG TCCCTACCATCTCCAAGACG 265

Ai07B29356 Araip.B07 29356 p3 (ATT)12 36 126116454 126116489 CCATCCCATTACGCCATTAC TGATGCACAAACATAACGCA 233

Ai07B29358 Araip.B07 29358 p2 (AT)6 12 126118123 126118134 GGGCATCATTTCTTGTGCTT ATCGCAGATATGCTTCAGGC 250

Ai07B29359 Araip.B07 29359 p2 (AG)11 22 126118635 126118656 TGGTGGAGATGAAGGGTGAT ATGTCTCGTTTGTGGAACCC 193

Ai07B29360 Araip.B07 29360 c (T)10aaagaacgtaaacaatatgt(A)1242 126118917 126118958 TCTGGGAGAGAAAGCATAGGA TGAAAACTCAGGTGCAGTCG 203

Ai07B29361 Araip.B07 29361 c (T)12atgagtaacggggcgcagagcccaaaaaaac(A)1255 126119974 126120028 TCATGGTCCTGTCAAGTTGC GGTCAAAGGGAAGTTGCTGA 195

Ai07B29362 Araip.B07 29362 p3 (TGA)6 18 126125442 126125459 GAATGGTTCTACGCTTCGGA GTCTTTAGTGCGGTTCGCTC 237

Ai07B29364 Araip.B07 29364 p3 (ACC)7 21 126138885 126138905 GCAAGTGGTGCAGCATAAAA TGGTTGACTTTTGGGTGACA 238

Ai07B29369 Araip.B07 29369 p2 (TA)7 14 126148762 126148775 TCCCATTAATAAATGAGGTCCC TTGGAGGATTTGAGATTGCC 186

Ai07B29370 Araip.B07 29370 c (TAC)6(TAA)11 51 126150075 126150125 AACCAAAACGGTGAATAATCAAT GGAATTAGAGCTTTGGATTTGC 240

Ai07B29371 Araip.B07 29371 p2 (TC)6 12 126156788 126156799 TTTGTCCATCAGAATTGGCA AAGCAGCACTTTGGAAGGAA 199

Ai07B29374 Araip.B07 29374 p2 (AT)6 12 126164634 126164645 GTCCCTGCCTCCTTATCCTC CGGTTCCTGCTGCTTAGTTT 161

Ai07B29375 Araip.B07 29375 c (A)10tttcatattaatct(TA)636 126166545 126166580 TTAGATTCGCTGTTTGCATGA AAAGTTGCTGCCCCCTAAAT 234

Ai07B29376 Araip.B07 29376 p3 (CTC)5 15 126172998 126173012 ATCGGCCACAACACTAAAGG ACTCGATGACTTGCCGAACT 115

Ai07B29378 Araip.B07 29378 p3 (ATC)5 15 126176216 126176230 TCCAAAACTAATATCGCCGTTT TGTCGGTCTACTCAACGGAA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai07B29381 Araip.B07 29381 p3 (TTA)15 45 126185087 126185131 TCAAGGAAATTAAATTGGACCC GAGCAACGTGATGCAATTTTT 221

Ai07B29386 Araip.B07 29386 c (A)11gatgttagtgaaaatacaaaatttactgg(A)14tagtttttagatcatc(A)1484 126199060 126199143 ACCCGTGGATCATACCAATC GGCAAAGTCCATCTTGCTGT 187

Ai07B29388 Araip.B07 29388 p2 (CT)6 12 126202911 126202922 AGCCATTTCATTTCGGCTTA TGCGGTGACGATACTGTAGG 248

Ai07B29390 Araip.B07 29390 c (A)12ttaaatgtcaaatgtcaaagagggtgaaatagaaagtttaaagaaaaatttaaaacataataaaaaaaagggctaagttatatatgcatgtcacttg(A)10119 126204166 126204284 CAAAGAGAGAAGTATCACATGCAA AAACCACAAATAGAATTAAGGTAGAGG 251

Ai07B29393 Araip.B07 29393 p4 (AAAT)7 28 126211997 126212024 TCCCTTTTTCATCTGTTGGG CTCTCTCCTTGCTGGCTGAG 151

Ai07B29394 Araip.B07 29394 p3 (TGT)5 15 126213612 126213626 AAGGGGAAGAGCCGTTCTAA GCTTCCAAGACTTACACGCC 261

Ai07B29397 Araip.B07 29397 p3 (GAA)12 36 126221722 126221757 CTACGACTGGGAATGAGGGA ATCACCCCAGCATCTCTGTC 252

Ai07B29400 Araip.B07 29400 p3 (AGA)5 15 126228619 126228633 CAAGGTAGCGATGATGACGA TCGTGTCCAAGCATTTTTCA 214

Ai07B29404 Araip.B07 29404 c (A)11ttttgagtttga(T)1235 126253092 126253126 CCACTCTTCACTGTCCACCA TGGCGGTAAAATTAATTGCG 140

Ai08B1 Araip.B08 1 p3 (GCA)5 15 77 91 GCTTTCATTTGCTTCTTGCC CGGAGGGTCCGATTAGTAAG 189

Ai08B3 Araip.B08 3 p3 (GGT)5 15 1376 1390 CTCGATTTGCAAGTCAGTGC TTGATTTGGGGCGATAGAGT 222

Ai08B4 Araip.B08 4 p3 (TAT)5 15 3473 3487 AAACGAGTGGGAGAACATGG CGGTCAACGGTTCTAATGCT 243

Ai08B5 Araip.B08 5 p3 (TCA)11 33 5536 5568 TGCATAGATGCGACTGATCC CAAATGCCTCAAGCAGCATA 131

Ai08B6 Araip.B08 6 p2 (CT)9 18 9216 9233 TCACATGAAGCCATTGGAAG GTGGAATCTTTGTTGGTGGG 230

Ai08B7 Araip.B08 7 p3 (TAT)5 15 10283 10297 GACAGGAAATCCTGCAGAGC CTTCATCACAGAGCGAGGCT 249

Ai08B10 Araip.B08 10 p3 (TTC)13 39 18519 18557 CACACCTCCTCCGACATCTT CTGTCTGTCCACCAAACCCT 270

Ai08B14 Araip.B08 14 p2 (AT)7 14 21870 21883 GGGACCCCAGAAAATGAAAT GTGTGTGTGCAGGATTGGTC 217

Ai08B15 Araip.B08 15 p2 (CA)6 12 22045 22056 GATCCCTCAAGGCCTAGCTT GAGAGAAATCAGCCCAATGC 247

Ai08B20 Araip.B08 20 c* (AT)16(T)12* 43 30222 30264 GGGTACCCGATGATTTTGAA GTACGGAACCTGAACCAACC 279

Ai08B23 Araip.B08 23 p2 (TA)8 16 31363 31378 TCAACATCTTCGCAACCAAA TTGGAATCACAGAGGCACAA 248

Ai08B24 Araip.B08 24 p3 (GCG)6 18 35179 35196 ACATGGCGATTAATGAAGGG TGTGTTGGGTTTTCGTTCAA 274

Ai08B26 Araip.B08 26 p3 (TAA)9 27 35901 35927 TTTACGGAAAAACAGGGTGG TGACGTCAAATTGCTTAGCG 260

Ai08B32 Araip.B08 32 p2 (AT)6 12 42165 42176 AGGTGATTCCACCTCCTGAT CCCATTGCCTTTCTTTGTGT 247

Ai08B42 Araip.B08 42 p2 (TA)6 12 71634 71645 TGCGCATTATCACAACCATT AAAATGATTGGCCTCGTGAC 277

Ai08B47 Araip.B08 47 p3 (ATG)9 27 80739 80765 ATCTTTGTGGACCTCCCCTT GATTTGTGAGCAGCAGGACA 261

Ai08B51 Araip.B08 51 c (T)10aagtcaaaacggcaccgtttggaggagttattaacaaaccaaaaattt(A)1068 90210 90277 GGAAGTGGGACTGGGTTACA TCATGTCTACAGAGAGACCATTTACA 268

Ai08B52 Araip.B08 52 p3 (TTG)6 18 90493 90510 CGTTTGATTCATGTAGCCGA CAAAGCAGTAGCCTATGCCC 267

Ai08B53 Araip.B08 53 p3 (ATG)6 18 95120 95137 ATCTTTGTGGACCTCCCCTT GATTTGTGAGCAGCAGGACA 258

Ai08B55 Araip.B08 55 p3 (GTT)6 18 98524 98541 TCTTTCGGAGGTCTTCTGGA CGGGTGAGTTTTTACCCACA 142

Ai08B63 Araip.B08 63 c (A)10gagagaattgatctccaaaattgaaaagataaatgacaagagg(A)1164 105585 105648 TCCGATGAATTTCTCCTCGT CTCACCGTTCATCTCGATCC 246

Ai08B67 Araip.B08 67 p3 (TGA)5 15 121176 121190 ACTCACGGGACAGATTCCTG AGGCAGTTCCGAAACTCAGA 249

Ai08B71 Araip.B08 71 c (AG)7a(AG)8 31 131140 131170 CTGAGAGCTCAAGGGTTTGG GGAGAGAAGCCCTCTGGTCT 244

Ai08B73 Araip.B08 73 c (ATT)5tttgttcttctctcttccatgcagc(AT)958 134907 134964 GCACCTTTTTGATTGGGAAA CAGACACACACACCAAATTGC 257

Ai08B74 Araip.B08 74 p3 (GAA)6 18 135537 135554 TGAGACAAAAACCAGAGCCA GGAGCCATTTGGAAGCATAA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B75 Araip.B08 75 p2 (AG)9 18 140827 140844 CAACACTGTCAAACCTCCCC GTCTAGGGTCGGGTATGGGT 254

Ai08B83 Araip.B08 83 p2 (AT)6 12 163918 163929 AATCCTAAATGGCCAACATGA AGAGTACCTAAAGAGCAGCTAAAAAG 228

Ai08B84 Araip.B08 84 p2 (AT)6 12 164551 164562 CACTTCAATGATGGCTTAGCA AGAGTACCTAAAGAGCAGCTAAAAAG 142

Ai08B87 Araip.B08 87 p2 (AT)7 14 165170 165183 AATTTTTCTTCCTTTAGCTCGG TCTGTCGAATTACACGCTTTTG 189

Ai08B89 Araip.B08 89 p2 (AT)7 14 165554 165567 AATTTTTCTTCCTTTAGCTCGG TTCAAAATCTGTGAAAGAGAAAAA 230

Ai08B94 Araip.B08 94 p2 (AT)8 16 171427 171442 TTGGCCACAACATCCAAATA CACCAAAGCAAAGCACTTCA 241

Ai08B95 Araip.B08 95 c (AT)6actattgaatatac(AT)740 173640 173679 GACAACACCCACAATACCCC CGAATGTTTTGGGATCGAGT 204

Ai08B98 Araip.B08 98 p2 (TA)9 18 178834 178851 AACCGTTCTTTTTATCTTGGGA GAAGGAAATTTAACCCCACCA 267

Ai08B101 Araip.B08 101 p3 (ATA)5 15 182588 182602 ATTCAGGGAAGCATCACGAC GGAGGCAAGTTAGGACGTTG 252

Ai08B102 Araip.B08 102 c (A)10taaataaataaatannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(T)1185 185760 185844 TGCGGGTTCGAGTCTTTTAT TGGTGATGATAATGATGAAGAGG 195

Ai08B104 Araip.B08 104 c (AAT)5cgttttttttaatcaaagatagagggcccacaacctcttaggtgaatatgaatagattataccatttgagttataactcgtggc(AAT)5114 187610 187723 TCCATTTGTCACTTCACTCCC GCAAAAAGAATGAGAATGAGCA 242

Ai08B108 Araip.B08 108 p3 (TAA)5 15 192800 192814 TGGCAAAAATTGAGTGGTTG TGATTTCGGATATTTTGTTTCA 258

Ai08B112 Araip.B08 112 p2 (TA)8 16 201234 201249 AACAATCCAAAGCGGAAGTG GCAGGTATACCGTACTGCTCAA 185

Ai08B113 Araip.B08 113 p3 (ATA)14 42 201352 201393 GCAGTACGGTATACCTGCAATTT TTTGATGCAAATCGAAAACTTC 206

Ai08B115 Araip.B08 115 p2 (AG)6 12 203631 203642 GTACCGGGAAGAGAGAGGCT TTTGATCTTGTGTTGGCCCT 236

Ai08B116 Araip.B08 116 p2 (TA)8 16 203901 203916 AGGGCCAACACAAGATCAAA TTCTATTGGCTCCTCATACTTTCC 277

Ai08B119 Araip.B08 119 p3 (CAT)5 15 208960 208974 TTTCCCTCATACTTCACCCG TGGTGGATGAATATGCCAAA 269

Ai08B123 Araip.B08 123 p3 (ATT)5 15 216971 216985 GCTGCTTTAACTTCCACCAAA AATAAAAGGCGCACTACCCA 182

Ai08B129 Araip.B08 129 p3 (ATA)5 15 232042 232056 TGCCGCATTATTATTGGATG TTAGACCCGATTTGATCCGA 252

Ai08B133 Araip.B08 133 p2 (GA)6 12 242889 242900 TGAATGAATCTGCGCTTCTG CTTCCAATTGATCGAACGGT 216

Ai08B134 Araip.B08 134 c (A)10tagagaaaccacattttttttcatttttggcttacctcttttagagaaaccaggcttcccatga(T)1084 250308 250391 ACAGAGGCGTTCATACCCAC CCCACGATCGTTAGAAGCAT 227

Ai08B135 Araip.B08 135 p2 (GA)6 12 250843 250854 AGTGCAAGTTTGGGGATGAC TCGTCCAGCTGAAAGTGATG 132

Ai08B137 Araip.B08 137 p3 (TTA)6 18 252820 252837 CAATTGAAATTGTGCCCCTT TCCGAATGGTCAATACTCTGA 244

Ai08B139 Araip.B08 139 c (T)10gaagctatgttatgcgttgaagaaaaatagattgggataattaaaaattaaataaaaagacaa(AT)1093 266000 266092 ATTGGGATGCTCTGTGGAAA GGACCCACTCCATTGTTTGT 259

Ai08B140 Araip.B08 140 p3 (AAT)16 48 267051 267098 TGTTTGGGCCAATTTGATTT GAAATCGTTACAGCGTGGGT 198

Ai08B146 Araip.B08 146 p2 (GA)6 12 290561 290572 GCTCCAAGCCTTTTTGACTG GATGTGGGGTGGAAGAAGAA 135

Ai08B147 Araip.B08 147 p2 (AT)7 14 292143 292156 CTTTGGAGCTTTTGGACCTG TCCGTTTCAGATTTATGGCA 266

Ai08B149 Araip.B08 149 p2 (AC)7 14 302789 302802 TGATTTATCTGCATGGCTGG AAAGCTGCTGAATCATTGGC 270

Ai08B151 Araip.B08 151 p3 (GAA)5 15 307651 307665 TCTGATGGGCATCCAATGTA TAAGCTTTGGGATTGGGAAA 277

Ai08B153 Araip.B08 153 p3 (TTA)7 21 312925 312945 AAAAAGCTTGGAATTTGGCA TTTAGTGCCACCAACTGCAT 211

Ai08B157 Araip.B08 157 c (T)10cttttaattaagtccttgcaccaaatttttttaattgggtccctacactttttttttccttttatttaggtctctgtaccaa(T)12104 317953 318056 CGCAAAACTTTCAATTAGGTCC TTAATTGGGTCTTTGCACCA 214

Ai08B160 Araip.B08 160 p2 (TA)7 14 324260 324273 CACGACATTCATCAACACAGG CGTCACTTCACTCCCATTCA 241

Ai08B161 Araip.B08 161 c (AG)7aaagagagagaaagagagagagcaataatgggtgtgaactccaacagagttgagcacttcgattcccataatggccaa(ACC)5107 324542 324648 CATGATACACCTGCCAATGC TGTGGATTTCAAGGGATGGT 272

Ai08B162 Araip.B08 162 p2 (TA)9 18 325246 325263 GCAAACCTGCCACCTATTGT TGGCACAAAGCTTGAATCTG 146



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B163 Araip.B08 163 c (A)10g(T)11 22 325800 325821 GTCCTTGACTTGTCGGGTTG TGTCGTAGCAATCTTGGAGTG 181

Ai08B166 Araip.B08 166 c (T)15caaaaaacgaaagggtccttttcttttcttttcttctcctctgtgaaaaatggaaacactaagttaatcaactatcccatt(A)11107 333400 333506 TCGGTGTGAACTCAAAAACAA TGTCATAGAGTTGAATCTTAAAAACAG 269

Ai08B167 Araip.B08 167 p2 (TA)8 16 334169 334184 GGGTAGAAGGAGGAGCAAGA GGCAGTTGGTAAGGTTGATGA 205

Ai08B170 Araip.B08 170 p2 (CT)17 34 340851 340884 GGAGGTTGCATGCATCATAGT CCCATACTTGCAAGCTCATTT 280

Ai08B181 Araip.B08 181 c (T)12gtt(A)10 25 360351 360375 TCATGTCACGTCGGTTAGTTG CCACGACAAACAGCAAAGAA 269

Ai08B183 Araip.B08 183 p2 (GA)7 14 365114 365127 GGCAGTCGAAGACACAACAA CCTTCCACCTTCCTACCTCC 154

Ai08B190 Araip.B08 190 c (A)11tagctaacatgtgtttcaaagacatagttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntaagatacatgttacctaaatcttac(A)11107 377998 378104 TCGTTTTTGTTGGACATAGTAAGG GTAATCATGGCCCAAAATGG 273

Ai08B191 Araip.B08 191 c (A)11gtggagataagtaacttgtagacctgtaaataccaaaaagcc(A)1770 378366 378435 GGGCCTGGTCATAATCTCAA TCTGCAAAGGTTCATTCGTG 280

Ai08B192 Araip.B08 192 p3 (ATA)5 15 378701 378715 CCATTACCAAAACCCCTTTG TCACCAACATTGTCTCCATGA 234

Ai08B196 Araip.B08 196 p3 (CTC)5 15 384742 384756 GTGGAATCCTCGACCTTGAA GGAGGCTGTTGCAGAAGAAG 243

Ai08B197 Araip.B08 197 p4 (TTAA)5 20 386161 386180 TCAATTAAGATTTGGCGGAGA AAGGTCATTGTGTGAATTCCG 224

Ai08B199 Araip.B08 199 p2 (TA)8 16 389275 389290 TGGCAATCAACAGGAACAAA AAGGTCATTGTGTGAATTCCG 274

Ai08B201 Araip.B08 201 p3 (TTA)14 42 397720 397761 TTATCATACGGTGGCGGATT GGGTTCGGATGAAGATGGTA 249

Ai08B204 Araip.B08 204 p2 (TC)8 16 407184 407199 TGTCTTGCTTTTGGCAGTTG TGGGCATATGGCAGTAATGA 209

Ai08B205 Araip.B08 205 p2 (AG)6 12 408038 408049 ACTAGCACCAAGCTCCCTCA GCAATGAGCAATGGGAACTT 158

Ai08B206 Araip.B08 206 p3 (ATA)5 15 409546 409560 ATATGGTTCGGCCAATGTGT GAGGAAGTCCTGGCATTCTG 140

Ai08B207 Araip.B08 207 c (A)13tatggccttc(AT)941 413526 413566 CTTTACCCGCCATGTTTGTT GAAGAATGGAGCCCAATCAA 271

Ai08B208 Araip.B08 208 c (ATT)5gctactcaccttcttattcttcaatggtag(AGT)1075 414390 414464 ACATCACCCGAATCCATCAT GATGACATGAGCATGATCCG 257

Ai08B209 Araip.B08 209 p3 (TTA)7 21 416565 416585 TTTGGTAAATTGCCCTGATTTT CAATCCCAACGTTTTTCTCTG 259

Ai08B211 Araip.B08 211 c (CT)10(CA)8 36 417621 417656 GCTTCGTCTTCTTCAGCCAC CTTCTGGAGGTGAAAGCTGC 256

Ai08B215 Araip.B08 215 p2 (TA)7 14 434692 434705 TGTGGTGTGTGTGTCACTATGAG TCACAGGCTTTTTGCTTCCT 151

Ai08B221 Araip.B08 221 p3 (TAT)5 15 441922 441936 AGCTATGGCAGCTGCTTCTC CACACATTGCCATCCACTTC 196

Ai08B224 Araip.B08 224 p2 (AG)6 12 444593 444604 GCGTTTAGCCAGTTGCTCTT TTTTGATTATGGCCCGGATA 266

Ai08B229 Araip.B08 229 p2 (TA)6 12 453643 453654 TGGTAGTTGATTTTAGTGTGGGAA GCTAATTTTGGTGACTGATTTTGA 267

Ai08B230 Araip.B08 230 p2 (TA)6 12 460089 460100 CGAGTGGTCCAACACTCTGA TGCTCGTTTCCTTTGTTTGA 197

Ai08B231 Araip.B08 231 c (GAA)7gatgatgattacttacaaggctaagggagagagctggggaagcgaagaagtccttggcgtgagaagg(GTT)8attgttggtgttggacatgtccgcggccattgagaaggtg(GTT)6170 461046 461215 CCGAAATATGCCAGCCTTAC CATTCCTCACCACACCATCC 280

Ai08B232 Araip.B08 232 p2 (GA)11 22 461319 461340 GAAGAAGTCCTTGGCGTGAG GCGAGTTGCTTCCTTTGTTT 279

Ai08B233 Araip.B08 233 p2 (AG)8 16 461554 461569 GGATGATGAGGCTGGTAGGA AGCTTGAAGAGGCAGCCATA 168

Ai08B235 Araip.B08 235 p3 (AAT)5 15 463174 463188 ATTGGCAATTGGCTTATTCG CACTCGCCACAACCTTTACA 109

Ai08B241 Araip.B08 241 p3 (AAT)15 45 477565 477609 GGTAGCAAACATCATTGTTCCA CAGGGTTCATCAAGAGGAGG 252

Ai08B247 Araip.B08 247 p3 (TTG)6 18 483773 483790 CAGGAACACCAAAACCCAGT CTTTGAGCCATGAATCAGCA 267

Ai08B251 Araip.B08 251 p3 (GTT)5 15 494915 494929 TGACGGGATCTTCATCATCA CTTCTCCACCATCGGAGGTA 141

Ai08B252 Araip.B08 252 p3 (AAT)5 15 496591 496605 TCGGTTGTTCTTGTGTTCCA AAGGTTGATTGCTCAAGATGC 243

Ai08B254 Araip.B08 254 p3 (AAG)6 18 498672 498689 GAGAAAGAGAAGGCAAGAAACG ACTGCACGTTTTCACTGCAC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B257 Araip.B08 257 p4 (ATGA)6 24 503952 503975 GGGCATGAAAAGATTCCAAA TTTTAGCCATCACACCACCA 229

Ai08B260 Araip.B08 260 p3 (GTT)5 15 511385 511399 ATTCGCGTTTGCCAAAATAG TCTGCACCCAAGAAAGTGAA 219

Ai08B262 Araip.B08 262 p3 (CTA)5 15 514837 514851 CAGCTGCCTGTGTCTGTGTT AAGGCATGATTGGAAAATCG 253

Ai08B264 Araip.B08 264 p2 (TC)8 16 519916 519931 ACAAAGGCAAGGCTCAAGAA TCAAAGCTATGCAACAAGGG 187

Ai08B265 Araip.B08 265 p3 (TCT)6 18 520085 520102 GCTTTGATTCTGAGTGTTGCC CCTCTCTTAGCACCAGCCAC 280

Ai08B266 Araip.B08 266 c (T)10gttccttttctttataagcaa(T)1041 521186 521226 GATGTTCAGCTGCTTCACCA AACATCTCCCACAAGCATCC 253

Ai08B267 Araip.B08 267 p2 (AT)8 16 522075 522090 CAAGTTTTCTTCCACCACCAG CAGCAACAGGAATCCAAAGTT 122

Ai08B269 Araip.B08 269 p3 (GGA)5 15 525318 525332 TGTAGGACGAGATGCAGACG AATTACATCTCCCGCCTCCT 157

Ai08B273 Araip.B08 273 p2 (AG)8 16 531053 531068 ACGGTTGATTTTGGTGAACA CTTCCTGCATGGAAACCAAT 266

Ai08B274 Araip.B08 274 c (A)12gagatggattaatacaatagtaatgcttaatgctttagcctctcttgattgtgttcatta(T)1082 534399 534480 AGATGACAACGGATTCGACC AGTGAATTAAACATCCAGCCA 243

Ai08B276 Araip.B08 276 c (T)10aatgttcgacc(A)1031 537253 537283 GGTTGCAAGTCATACTATCTTCACA AGGATTTACTTCATCGATAACTTTCT 280

Ai08B287 Araip.B08 287 p2 (TA)46 92 562219 562310 TCCGTACTTCAAAACAAACGC GCAAAAGAAAAGAAAAGATGAAGAA 254

Ai08B294 Araip.B08 294 p2 (AT)6 12 589659 589670 CTGCGAAAGTGACCAGAAAA CCTTCATAAGCCAAAATTGACC 137

Ai08B296 Araip.B08 296 c (T)10ccgtctaggccagcctgttgaccac(A)1146 604227 604272 GGCTTATCATGTTTCAAGCAA CCTTTGAGGTGAGAAGGGAA 198

Ai08B300 Araip.B08 300 c (T)11ataaataaaatatgttcttattatttttagc(T)1254 610716 610769 GAGAAGGGAGGAGGGTAATGA GCACCTTGCTACATTGCTCA 269

Ai08B301 Araip.B08 301 p3 (TTC)5 15 615037 615051 GGAGCGTACCATTTTGGCTA TCTTGGGCTTGCTCTGTTTT 248

Ai08B303 Araip.B08 303 p2 (AT)6 12 618092 618103 GGTTTAACCATTGTTGGCTCA AACGTGCTTCAATTAACGGG 253

Ai08B304 Araip.B08 304 p2 (AT)7 14 618449 618462 CCCGTTAATTGAAGCACGTT GTTGGGGAATACCGTGAGAA 228

Ai08B306 Araip.B08 306 c (A)12gagaaaaagacgagacacacgaaattggacactttttcttttgggatagaaagggtaagattaagacta(T)1293 619287 619379 CCACACACTTTCACTCACCA TGCCATTGATTCCCTATACTCA 279

Ai08B311 Araip.B08 311 c (T)10cttcctattctttttttatctctttcttttacaggtactctctcctttctgtataattttttattgggggtagataa(T)1097 638760 638856 ACAATGATGGACACGGGATT GGTTAAAATGATATTGAAGTAAAACGA 240

Ai08B316 Araip.B08 316 c (A)10caatatattgtacttacagttttattttattttaataatattgatcactcattaatacc(A)1584 657807 657890 GCCCATTCATGATGGATTTC CCTTTCCTTTGCTGCTGGTA 228

Ai08B327 Araip.B08 327 c (A)10cgagagaatgaga(T)1336 679828 679863 CGTTGGAGAAGTCGAGAAGG TTCACTCCTCAAAACCCCAC 245

Ai08B328 Araip.B08 328 c (ATT)5ttgttgttttc(T)1137 680064 680100 GTGGGGTTTTGAGGAGTGAA CAAATCACAAAAATTGCTGTCC 220

Ai08B332 Araip.B08 332 p2 (TA)7 14 683980 683993 ACCAAAATGTCAGCGCTCTT CATTGCATGACCATGATTGA 255

Ai08B334 Araip.B08 334 p3 (TTG)5 15 686312 686326 GGATTCAGATCGTCGCTGTT GCAGGACATTGACATCGCTA 276

Ai08B337 Araip.B08 337 p2 (TA)8 16 692608 692623 CCTTGAAGGCTCTAGCATGA GGCACGGTGAAACCATACAT 274

Ai08B338 Araip.B08 338 c (A)14ggaag(T)20 39 692970 693008 ATAATGCAATTGCCAAAGGG GCCATGCTTAATCAGCACAC 249

Ai08B339 Araip.B08 339 p2 (TC)11 22 696312 696333 ACCCCTTCCCTTCTCTTCAA GAGCTTGCCCTTTGATATGC 162

Ai08B340 Araip.B08 340 c (T)10aattgagtccatataccaa(T)1140 698237 698276 TCTGTTGATCCCTATAGTTTTGC AAAAATTGGTGCAGGGACTT 142

Ai08B342 Araip.B08 342 p2 (TA)6 12 699966 699977 GGGTCGATGCAGCTTTGTAT GGAGCATCCCCGTACACTAT 190

Ai08B344 Araip.B08 344 p2 (AT)6 12 700682 700693 AAACTCCGCCGTTTAATGTG GCTCAACCACCACTTCCAAT 237

Ai08B345 Araip.B08 345 c (T)10ccttttatttaggtccctatagcaattc(T)1048 701230 701277 GAAGAACGGTGCATCCACTT TGGCTTAATTTTATAGGGATCCAA 244

Ai08B349 Araip.B08 349 p2 (AT)6 12 713279 713290 TCACAGTTGTGGTTCCATTCA AATTCTTAAACATGGCCCCC 158

Ai08B353 Araip.B08 353 p2 (AG)7 14 722737 722750 AGCACTTCCGAGTGAGTCGT GGCCTCAGGTTCCACTATCA 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B359 Araip.B08 359 p2 (GA)6 12 745085 745096 TGAAGGGGTTACATACTTACATGC TCACCCTTGCCCAGTAAAAC 214

Ai08B362 Araip.B08 362 c (T)15gtggcttgactaagattggaaaaaatcaaccgaaaatgtttaataac(A)10ttagccaaaattaatcaaaatttactttatttaatatttattaattattacagtaattaatgactgttaaataaaataaattttgatgg(T)14175 752691 752865 TTTCTTTCTCTTCTTTTTCATCAAC TTTTGGTGTGGGTTGGTTTT 246

Ai08B364 Araip.B08 364 p3 (AAT)14 42 756237 756278 TCCCAATCTATCATTGCAACC ACAGTGTAAAATAATCGTTCCATTC 226

Ai08B366 Araip.B08 366 p3 (TAT)5 15 758523 758537 TGCTACATATGCATTCCCCA TTGGTTTCCCTGCCATCTTA 277

Ai08B370 Araip.B08 370 c (AG)9ttgtacttcacttccattctcttctcttctctgttctctctcattgattcattcattcattctgtgttctcattgca(AG)8111 762178 762288 AAATGGAAACGAGTTGGTCG GGAAGGTTCCCTTGCTTTTC 272

Ai08B371 Araip.B08 371 c (TC)6ttttatacatttgtctctctttctcttctcttcgcttatacactcacctcaccaaccaacaccgcaccgctacaa(CT)8103 762399 762501 AGTGAAAACAGAGGCGAAGC GTGGCGAAAGAAATGGAAGA 222

Ai08B374 Araip.B08 374 c (T)10aatttttctagtgcttttacttttactactagaaatttgccaaacacgctaaaaaat(A)1077 767537 767613 TCTTTTTATCTATCAATTATGTTTGGG GAACTTGTTTGGAGATCATTATTTTG 276

Ai08B375 Araip.B08 375 p3 (TTA)5 15 767716 767730 AGAAATTTGCCAAACACGCT CAAATCCTTGGGTTGTGGAA 199

Ai08B376 Araip.B08 376 c (T)10aatttttctagtgcttttacttttactactagaaatttgccaaacacgctaaaaaat(A)1077 769382 769458 TTGTTTATTTATTACACGAAACACATC AAGTATTTAGAACTTGTTTGGAGATCA 235

Ai08B377 Araip.B08 377 c (TTA)5tagggttggccgttggccactcgccttccacaacccaaggatttggttaagtttgctgagagctgtatgtnnnntttaatc(T)13109 769561 769669 TGATTAATGATCTCCAAACAAGTTC CAGAACAAGTACAAGGGGGTT 254

Ai08B378 Araip.B08 378 p2 (AC)10 20 770504 770523 GCCGTATGATGCATCTCAAT CACAAAATAGAATCCGAATGGA 263

Ai08B381 Araip.B08 381 c (TC)7tatccattacgaatcaccaatcaatcatcacgtaatcttcatcttcttcttc(T)1076 774923 774998 CATCCATCACCCTCGTTTTT GCCGTTGTTGCTACAGTGTG 228

Ai08B382 Araip.B08 382 p3 (GCG)5 15 775115 775129 CACACTGTAGCAACAACGGC AAGGAGACGAACAATGGTGG 174

Ai08B383 Araip.B08 383 p3 (TGG)5 15 779130 779144 CTTCGTTTCGTCCACCAAGT GCATTTGGAGGCATTTGATT 154

Ai08B384 Araip.B08 384 p3 (CCA)5 15 779296 779310 AGGAGGAGATGCTGCTGTGT GTGGTGGTGGAGGGTATGAG 194

Ai08B385 Araip.B08 385 c (TC)16(AC)8 48 782183 782230 TGCAAGTGCACACGAATACA ATTTGCAGGATCCAAACCAG 280

Ai08B387 Araip.B08 387 p2 (GA)7 14 791369 791382 CGTTTTGGGAAGATTGGTGT CCATTTTAGCACCCGAAAGA 278

Ai08B388 Araip.B08 388 p3 (CAT)7 21 793072 793092 AGACACCCAACTGAGTCCAAA CGGAACCGAGTGAGTTGAGT 211

Ai08B390 Araip.B08 390 p3 (TTC)6 18 801200 801217 CGTTTGTGATACACGCGCTA GTGAAGAAGAAGACGCTCCG 142

Ai08B391 Araip.B08 391 p3 (CAA)5 15 801832 801846 TGTGTTTGGTTCATTCTGCAC TCCCTCACGCTTCTTCATCT 236

Ai08B392 Araip.B08 392 p3 (AAG)5 15 802195 802209 AAGACGCTCCATGCGTAAAC CACACACGAAACCGCTCTTA 107

Ai08B394 Araip.B08 394 p2 (AT)9 18 804358 804375 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 250

Ai08B395 Araip.B08 395 p3 (GAG)6 18 806344 806361 TGGTATTACGTTGTTGGCGA TCACGCATACCTCCTCCTCT 123

Ai08B408 Araip.B08 408 p3 (TAA)6 18 824021 824038 GCATCTTGCAAAACGTGCTA CGCCTTTAATCTCATCGCTT 257

Ai08B412 Araip.B08 412 p2 (AG)9 18 828091 828108 TGATGATATTGGGAAATGTGG GAGAATGGATGGATGGGATG 190

Ai08B413 Araip.B08 413 c (TAC)7tcctcttcatctctgtatgtgtgtgtggctgcaatggatgaaagctcaagaaatgatgacatgaaacttgaactcaggcttgctccacctggtgctg(AAC)5133 829305 829437 AAACAGAATCAGCGTGCAAA GAAGGGGAACCTTTTGTGGT 279

Ai08B414 Araip.B08 414 p3 (TAG)5 15 829690 829704 TCTAGCCATAACAAATTGCAGC TGTTCATGGTGGGTCAGAAA 267

Ai08B415 Araip.B08 415 c (CCT)5gagcaccataacaaggacta(TGG)550 829993 830042 TTTCTGACCCACCATGAACA AATGGGAACACCATCCATGT 199

Ai08B417 Araip.B08 417 p2 (TA)7 14 839441 839454 TTAGAAGAGAGGTGTCGGCAA AGATGGAGCACACTGTTGGA 267

Ai08B418 Araip.B08 418 p2 (TA)9 18 840999 841016 TTTCCTCCATCGTACTTGCC GAGGGTTGGGTCAAAGAACA 178

Ai08B424 Araip.B08 424 c (A)10ttcttctttctttttctcttttgggcctttaagtctttttacttttattctgattctgctctacaaat(A)1189 858783 858871 GGATGAGGGAAGACACTCACA ACTCTGGAGCATGCAGATAAG 252

Ai08B428 Araip.B08 428 p2 (AT)7 14 872355 872368 AACCCGTTTCATCAAGCATT CTACTGCATGTGTGTGCGTG 144

Ai08B429 Araip.B08 429 p3 (CAT)7 21 878047 878067 CAGGGTGTGCTGCTGAAATA AAGAGTGGCATGGAGAGAGG 236

Ai08B432 Araip.B08 432 p3 (TCT)5 15 887198 887212 CGGAAGAACATCTCCACCAT GAGGAGCAGAGTGAAGACCG 223
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Ai08B433 Araip.B08 433 p3 (TCT)5 15 887348 887362 GACGGTCTTCACTCTGCTCC TTTTTGACAGCCACACCAAA 173

Ai08B434 Araip.B08 434 p3 (GAA)7 21 887588 887608 GGAGGAAAACGGAGAGGAAC CTCATCTTCATCGAGCACCA 120

Ai08B441 Araip.B08 441 c (ATT)5gagtgac(TA)7atgaataaatttatgattatttttatcgaaaaaattatagtacaatattattatgcaattaataataata(ATT)5gagtgac(TA)7142 906056 906197 CAGTCTTTCGTCCAAAAATAAAA AAAGTCCTCCATCCAAAAATAAAA 280

Ai08B442 Araip.B08 442 p2 (AT)14 28 914701 914728 AGACGTCTGGATCTTGGGAA GAAAGCCAAGGAAACAGCAT 280

Ai08B449 Araip.B08 449 c (T)10atgaattttaaagtcatcgggtacccaattacccgaaccgaaccaatccgttcttaatcggtttggtttggttcgggtacatat(A)10104 921197 921300 TTTGGTGTTTAACATGTTTGGA CGGTTTGGTTCGGATTTATG 264

Ai08B458 Araip.B08 458 p3 (AGA)7 21 939963 939983 AAAAATGTTTCCTCTAATGCTGC GCATAATTCAAAACTCTTCTTCTCC 274

Ai08B459 Araip.B08 459 c (A)10gatgaataaaaaagatgaagaagaagaa(GAT)5gaaa(AAG)572 940850 940921 TCTTTCTTTCCTTTTGTTGAACG TCCCTCCTCCTCATCTTCTG 242

Ai08B461 Araip.B08 461 p3 (ATC)5 15 942419 942433 GCCAAAGCGTTCTTGAGTTC GCAGCAATAAGAATGGCAGA 248

Ai08B465 Araip.B08 465 p3 (CTT)5 15 958932 958946 AAATACACACGCCCAACACA AGGAGGAGAAGGAAGAACGC 207

Ai08B466 Araip.B08 466 p3 (GAG)7 21 959659 959679 CAATAAGGAAGAACGCGAGG CCCACACTCCTCACTCGTTT 143

Ai08B467 Araip.B08 467 p2 (AT)6 12 960027 960038 AGCAGGAGGAAGAACACTCG CTCACTCCTTCTTCCCCTTT 198

Ai08B468 Araip.B08 468 c (T)12atttctag(T)10 30 960198 960227 TGCTTGATTTGTTCAGCACAG TGGAAGGCATTCATCAATCA 280

Ai08B469 Araip.B08 469 p2 (TA)6 12 960565 960576 CCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 270

Ai08B480 Araip.B08 480 p3 (GAT)6 18 979437 979454 CGACTTTCGATGAAAAATTGAA AACCTCGAGTCAACAATGCC 267

Ai08B485 Araip.B08 485 p3 (TTG)8 24 990911 990934 GGATCTGGTTCGTCAATGCT CACCACCACTGGTCCCTACT 225

Ai08B486 Araip.B08 486 p3 (AGC)6 18 991237 991254 GCAGCAGCAGCAGAAGAAGT TGATGGCATCTCCATCATTC 264

Ai08B487 Araip.B08 487 p3 (GTT)7 21 991440 991460 TGGTAGCTGAAAGCAAGCAA CCGGTTGGGATGTAAAAGAA 189

Ai08B488 Araip.B08 488 p3 (TGA)6 18 991564 991581 AAGTGATGGCCATGATTGGT TCATCAGCAACACCAGAAGC 159

Ai08B489 Araip.B08 489 p3 (TCA)6 18 991686 991703 GCTTCTGGTGTTGCTGATGA TCACATGCAAGAGATGCACA 117

Ai08B490 Araip.B08 490 p3 (TGT)5 15 993609 993623 AACATTGAAACGTGTTGGCA TGAGCTGTGTAATGATGGGG 247

Ai08B491 Araip.B08 491 p3 (TAA)10 30 995013 995042 CCAACCACCATCCATCTACA TGAGCCAAGTCAACACATACAA 271

Ai08B493 Araip.B08 493 p2 (GA)13 26 1004371 1004396 GTTGCAGCACCAAACAAATG ATCCACGCCTGCTAATGCTA 276

Ai08B494 Araip.B08 494 p3 (CTC)5 15 1006001 1006015 TTAAATCACGCGCTCCTTCT AAAGAAAAATCAGCATGTGCAA 161

Ai08B495 Araip.B08 495 p3 (AGA)5 15 1007010 1007024 ATTGGTGTTGTTGGTGATGG TCATGCATACCTCCTCCTCC 123

Ai08B496 Araip.B08 496 p3 (AAG)5 15 1007137 1007151 GATGGCGATAACGAAAGAGG TTTTCTTCTTCTCCTCCCCC 185

Ai08B497 Araip.B08 497 p2 (TC)7 14 1010016 1010029 CAACAGTAGCCCACGGTTTT CCACAAGCACAAGCTGAAGA 148

Ai08B498 Araip.B08 498 c (T)11cttcaaacaaattggactgtccgatttgaataaaacaccatat(A)1064 1017307 1017370 TTCCAACAAATCGGATCCTC CTTGTTTATGGCCCTCGGTA 200

Ai08B504 Araip.B08 504 c (TA)7gatcaaattagaatcccccaacaatggtgggtactgagtaaaagtcactataataactgat(A)1085 1033526 1033610 GCAAGATGCAGAAAACAAACC GAAGCAGCAGATTCACCAAA 280

Ai08B505 Araip.B08 505 p2 (AG)6 12 1037174 1037185 TCCTCCCTAATTCCGATTCC CTCCCATCACAACTCCTCGT 278

Ai08B517 Araip.B08 517 p2 (TA)7 14 1063986 1063999 TTCATTTCAATCAAGTCATCCAA ATCAGCAACCTTTGGCTCTG 271

Ai08B520 Araip.B08 520 c (A)11gacgtctatatccccatcattccttttcc(T)1151 1068787 1068837 CTATTGCCATCCCAGGAAAA CATGGCAAGACTTCTTTCTTCTT 274

Ai08B529 Araip.B08 529 c (AC)6tcacacgtaaaccgctactgccagtagcggttt(AC)759 1115948 1116006 CGGTTTACACACACGCACTT CCAGTAGCGGTTTACGTGTG 131

Ai08B530 Araip.B08 530 p3 (AAT)19 57 1116213 1116269 TTGCCCTATTTTTGACGTACC TGAGGCACATGGATCAAAAA 208

Ai08B531 Araip.B08 531 p3 (TAT)6 18 1117030 1117047 GAATGCGAAAGCCTGATGAT GTGCATGGACTTCACGTTTG 168
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Ai08B533 Araip.B08 533 c (TGG)5ta(GTG)6 35 1119779 1119813 GGCCAAAGGAGTGAATTTGA TCCCTCGCTTATGCTGTTCT 189

Ai08B541 Araip.B08 541 p4 (TTAA)5 20 1135019 1135038 GGTGATGCAGTTGACACGAA TGTTAGAGGGGAGCTTGGAA 239

Ai08B543 Araip.B08 543 p2 (GA)6 12 1143740 1143751 TGAACGAAGTTCTGCTGACG TCGCTTTTTCCCCTTAACCT 151

Ai08B545 Araip.B08 545 p2 (AG)9 18 1144599 1144616 TGAAAGATAACAATGGAACGGA GCCAAGATCATTTTGTGGGT 153

Ai08B554 Araip.B08 554 p3 (ATT)6 18 1158036 1158053 TGGGCATATTTCATTGTGGA CACAGCCTTTGAGGGAAAAA 170

Ai08B555 Araip.B08 555 c (T)15gggtcatacaacacact(CA)644 1160256 1160299 TCCCATTTAAAGCGTTTTGC CACAAATGAAGCCACACCAA 201

Ai08B556 Araip.B08 556 p3 (AAT)5 15 1161741 1161755 CGGTCTGAAAGGGAACAAAG AAGTTTCCTTGATGCCGAAA 227

Ai08B557 Araip.B08 557 p2 (AT)6 12 1164410 1164421 TCAATGGCCTTTGGATTTTC CAGCTCCATTCAAGCACTCA 195

Ai08B559 Araip.B08 559 c (TTA)6ggtttaattac(T)1544 1167373 1167416 GCCAAGCTAGGGTCCACTTT AAAGGGGAGTGCTAGGGGTA 254

Ai08B561 Araip.B08 561 p3 (TTA)7 21 1167971 1167991 AGTGCAAAAACCCAATTAAAAA TTTCCCCACTTGATTTCACC 256

Ai08B578 Araip.B08 578 p3 (ATT)5 15 1214414 1214428 CTTGTGCATGCCATTCTTGT TTCTCAACCAATAATGCTCTTAGC 269

Ai08B579 Araip.B08 579 p2 (AT)6 12 1214537 1214548 TGAATCATCATCGTTGAATTTTG TGGCTGTGTTTGGCTAATTTT 162

Ai08B584 Araip.B08 584 p2 (AT)7 14 1232160 1232173 GAATGGTGCAGATTTGTTGC TTTTGCTTCTGCTTCTTCTGC 280

Ai08B594 Araip.B08 594 p2 (TA)9 18 1250396 1250413 AAGACCCACCATTACCAATCA GTCCAGCTCTCACTCTTGGC 240

Ai08B596 Araip.B08 596 p3 (ATG)8 24 1259444 1259467 AAGGGATCCGAGTTTTTGGT TGGCCTCATCATCTTCATCA 238

Ai08B597 Araip.B08 597 c (TG)6(T)12 24 1272950 1272973 GCACATTTAACAATGGTTTTACGA TGCCTCGTGTATTGAACTGC 272

Ai08B599 Araip.B08 599 p4 (TATT)5 20 1274749 1274768 CAATTTCTAATTGGTTTGGCTG CGAATCTCTTGCAATGAACAA 250

Ai08B601 Araip.B08 601 p3 (GGT)6 18 1290205 1290222 CATGGTGAGCGAAAGCAGTA GGTGTAATTGGACCCACAGC 211

Ai08B602 Araip.B08 602 p2 (TA)6 12 1291086 1291097 CTCTGAAACCCTTTCCCACA AAGAAGAGAAGCCTCCCTGG 204

Ai08B604 Araip.B08 604 c (T)21ggtgacttaaaagaaaataaacaaaaactaagaaag(A)1067 1300421 1300487 CAGCCGGTTGAAAGAGAAGA TGCCTTGGAAGGAGTTTGAG 246

Ai08B605 Araip.B08 605 p3 (AAT)6 18 1305236 1305253 CCATTTCACTGTGGGTCAAA TTTGAAGGTGAGGTAATGCC 257

Ai08B607 Araip.B08 607 p2 (TA)6 12 1309174 1309185 TTTGGCTCAACGAAAACTCTC TGAGCTAGTGAGCCAAGATTGA 232

Ai08B613 Araip.B08 613 p3 (AGA)5 15 1324519 1324533 TGATCGGACATGGTGAAGAA CGGTTAGCGTGGGTGTAACT 162

Ai08B614 Araip.B08 614 p3 (GTT)5 15 1333015 1333029 AGGGGAACCGAGCAGTAGTT GGCATCCCTTTCACTCTCAA 267

Ai08B615 Araip.B08 615 p3 (GAT)7 21 1334393 1334413 GGCATGCTACTCCACAAGGT CCTCCTCCTCCTCTTCTTCAA 218

Ai08B623 Araip.B08 623 p2 (AG)7 14 1356270 1356283 TGGCATGTGCGATAAATGAT GGCATCTTATCGGCTGCTTA 217

Ai08B624 Araip.B08 624 p3 (ATA)7 21 1356871 1356891 CTCAGACAAGGGGGACTCTG ACGAGATTGTTGATGGAGGG 208

Ai08B626 Araip.B08 626 p4 (AAGA)6 24 1360613 1360636 TTTAGGCCTTGAACACCCTG AGCACTGTGGCATTGATGAT 215

Ai08B628 Araip.B08 628 p2 (TA)10 20 1371251 1371270 TTATGCTCCTTCTGCTGCCT CATTGTTTAATTCACATGGCTGA 207

Ai08B629 Araip.B08 629 c (GT)6(AT)6 24 1372109 1372132 AATCACGTGGTCCATTTCAA ATCATAGGTGGTCCTGTCGG 163

Ai08B633 Araip.B08 633 c (ATA)5tataataatgtgtccctttaattaag(TTA)659 1373814 1373872 TCCCTTTTTCTGTGGGGTAA CACGCTTCCAAGTCAATCAA 219

Ai08B635 Araip.B08 635 c (T)11acttaggtccctataaaattaagccaattactactaagagagacttaattgaaaaaaaattagtgaagggactcaatt(A)11100 1385442 1385541 TTTAATTGGGTCCCTACACTTTTT TTTGATTTGATTACTCTGTTGGTCTC 216

Ai08B636 Araip.B08 636 p2 (CT)6 12 1385800 1385811 AATAAACGGCAAGCCTTCCT CTAAGGCAATGAGGGGAACA 206

Ai08B637 Araip.B08 637 p3 (CAT)6 18 1386454 1386471 TCTTCAGGTGGGCTCAGATT CTTGAAGGATTGATGATGGGA 279
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Ai08B638 Araip.B08 638 c (ACT)7acacctgcttctgcttctgctgctgctatttgtccacaagatcaagcaactcttctggctgcaaatcatcatcaattgg(AAC)5acattg(ATA)6139 1387078 1387216 TGGCTTACCATATTCACCTGC GATGATGGAATGATGAGGGG 225

Ai08B639 Araip.B08 639 c (TTA)5tgtgtacatataattgagcaagtaa(TAG)967 1387348 1387414 TCATTGCCATCATCAACATCT ACTCTCTCCCCTGCCTCTAA 280

Ai08B641 Araip.B08 641 p3 (TAT)5 15 1390165 1390179 ATTTATTGGGGACCCCTTTG TGCTCTATCATCTTCTTCCTACAA 114

Ai08B645 Araip.B08 645 p4 (AAAG)5 20 1395051 1395070 GGAGAAAGGGGAAAAGAACG ACAGTTTCCACGTAATCGCC 154

Ai08B646 Araip.B08 646 p3 (TTG)6 18 1398290 1398307 TATGAAGGGGCCTAAACGGT GGGGTCAAGTACCCCGTATT 236

Ai08B650 Araip.B08 650 c (A)10ccgaataatttagttgactaatttcgtgcaacaaatagatgctaataattttgatg(T)1076 1409588 1409663 TTTCAATCTAACCAACTAAACCGA AGCAATGCTTCACGATCCTT 235

Ai08B652 Araip.B08 652 p2 (TC)7 14 1411650 1411663 TCGGTCCTCCTTGAAGTCAT TGCTTGCAGTGGAAAGAAAA 110

Ai08B658 Araip.B08 658 p2 (AT)8 16 1421869 1421884 CAAGGCAGCCACACTAGTCA TTTGGTTTGATTGAGGCACA 237

Ai08B659 Araip.B08 659 p2 (AT)6 12 1426410 1426421 CCCCTTCCACAGTTCCAATA CTCTGCTGGTTACATGCTGG 203

Ai08B660 Araip.B08 660 p2 (TA)7 14 1426577 1426590 CACAAAAGTTGTTGGTCCCC TGTGCATCGGGAGTTACAAG 221

Ai08B663 Araip.B08 663 c* (CTCTTC)7(TCT)5*tcactcaccgtggattatgaacgac(TCCTCT)6113 1438718 1438830 CCAAAGCGCTACACTCACAG TGGAGGAAGAGGAAGAGGAA 178

Ai08B664 Araip.B08 664 p3 (AAG)5 15 1439424 1439438 CCTCCTCATCTTCTGCTGCT CACAATTTCACTGCACCGTC 224

Ai08B667 Araip.B08 667 p2 (TA)7 14 1442308 1442321 ACCCAAACAAGCACTAAGGC CAGCAATTAATTCTTTTAGTGCG 181

Ai08B673 Araip.B08 673 p3 (TTA)5 15 1448606 1448620 CTCAAACCCAGCTCAGAAGC GAATCAATGATCCATTTCGGA 230

Ai08B674 Araip.B08 674 p3 (TAA)12 36 1448978 1449013 CCAAACACAGGGATAAAAACG GGTGGGAGGGTAGAGGGTAA 273

Ai08B675 Araip.B08 675 c (TAA)8tgtataatagtgtgatactgtgatacttccaaaatattttcaagatcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnngtatatacg(T)11133 1450125 1450257 TGTCCAGACTTTAGGGACGAA GCAAAATATAGAACAGAATTAAGCAAA 265

Ai08B678 Araip.B08 678 p2 (AT)7 14 1457610 1457623 TTCTTCATGTTCTTTGTTACATTGC ATAGCTAGCCAGCATGCACA 280

Ai08B687 Araip.B08 687 p3 (TTA)8 24 1476076 1476099 TTCTAAGACTTGACTTCTAAACACTGA TTGATTCGATGCAAGGTGAA 217

Ai08B695 Araip.B08 695 p2 (AT)12 24 1496516 1496539 CAAACACAAGCCCACAACAC TACAGCAAAACGTGAGCTGC 209

Ai08B701 Araip.B08 701 p2 (AT)6 12 1521613 1521624 TCTTGCATTTTGGAAGATTTGA GTTCGTGCATAAACTTGGGG 255

Ai08B702 Araip.B08 702 p2 (AT)7 14 1522636 1522649 ACACAAGCACAATCCCACAA CGGTGTTGCTGTTGAAAGAC 189

Ai08B703 Araip.B08 703 c (T)10aaacacgaatatatctcaataattaaccgctcaaaattgatagaagcaacccaaaatgaaataaag(A)1187 1522812 1522898 CCGTTGCAACTCACATTTTG CGCTGTATAGGATTTCGGGA 252

Ai08B704 Araip.B08 704 p4 (TTAT)5 20 1525663 1525682 CCGATCCGCACTCAAATTAT TCCGCATATCCGCAGTATTT 150

Ai08B709 Araip.B08 709 p3 (CAC)6 18 1558602 1558619 GCTTCTCAAACTCCGCAAAC GCGCCTTAAGCAATAAGCAC 189

Ai08B714 Araip.B08 714 c (T)10ctttttcttttttatgttattgtttcggttgg(TA)654 1570529 1570582 TGGAATCTCCAACTTGCCTC GCAATGAGACATTTTCCTTAGCTT 267

Ai08B716 Araip.B08 716 p3 (TTG)5 15 1591409 1591423 AACAAGGTGAGCATCATCCC GCTGCCAATTTGTCTGGATT 237

Ai08B718 Araip.B08 718 p2 (TA)7 14 1598052 1598065 TCAACACATTCAAAACTCATGTAAA CTTCCTCATCCTCAACGCTC 255

Ai08B726 Araip.B08 726 p2 (TA)8 16 1623267 1623282 CTTCACTTATGCAGCATGGC AATTCTGCTTTGGAACCCCT 225

Ai08B729 Araip.B08 729 p3 (GAA)5 15 1627861 1627875 CGCGAATCACGAGTTACAGA GCCCTCACAACCGGTATCTA 148

Ai08B730 Araip.B08 730 p2 (TA)6 12 1628961 1628972 AAAAACAGAAACTCGCGTGAA CAGGCTTACATTGGAAGGGA 272

Ai08B731 Araip.B08 731 p4 (GTGA)5 20 1630763 1630782 TGTTTTCCACTATGCCTCCC GTAGCATTTGGGGCTTGAAA 268

Ai08B732 Araip.B08 732 p2 (TA)11 22 1632885 1632906 CATCAGTTTTGGGTGGTTATGA CTGTTGGTTTTCGCTCACAG 272

Ai08B734 Araip.B08 734 p4 (AATA)5 20 1640099 1640118 CTGCATATTGCTGTGCCATC TCCTCTCTCAGCTCGCTTTC 259

Ai08B741 Araip.B08 741 p3 (TTA)10 30 1655609 1655638 CTTAAACCCGAACCAAACCA AATTGTTCAGCGGCCAGATA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B750 Araip.B08 750 c (T)11attctttttccaaaacgacgtcgttttggtttattt(A)1663 1677275 1677337 AACCGTTTTGAACCGAGTTG AATAGCCAAAAAGGGAGGGA 228

Ai08B752 Araip.B08 752 p3 (ATG)5 15 1679696 1679710 TAGCTTAGCTGCCTGCCAAT CAGCGTTGCGTTGTAAGAGA 238

Ai08B754 Araip.B08 754 p3 (AGA)9 27 1683628 1683654 GTGATGTGTGTTGAGTGGGC TGCTTATGCGGATGAATGAA 137

Ai08B755 Araip.B08 755 p2 (CT)7 14 1683808 1683821 TTCATTCATCCGCATAAGCA GGTATCCCTCGATTCGACAA 207

Ai08B756 Araip.B08 756 c* (CA)6(A)11*c(A)1033 1687373 1687405 AAGGAATCCATGTCAGTGCC CCTCCTCGACTTCTTCCTCA 277

Ai08B757 Araip.B08 757 p2 (AG)13 26 1687620 1687645 TGAGGAAGAAGTCGAGGAGG TCAAAGCGCATCTTGTGTTC 261

Ai08B759 Araip.B08 759 p3 (TTC)8 24 1694792 1694815 CGTTTTTCTTCTCCGCTCAC TGTTCGGTTTGGTGACCTCT 244

Ai08B763 Araip.B08 763 c (A)15tcatacatgtttctgttattgccatagatatagggggtgtaacaagtttagaaaaagcacacaagcataccatagatgtaa(AG)7110 1702184 1702293 GCCAGTGTGAAGATTGAAGGA ATCCTTACAAAACCCCTCCC 277

Ai08B764 Araip.B08 764 p3 (TAT)5 15 1705500 1705514 AGCCAGAACGGAACAACACT TGAAACTAAGTTACCACAAAGCAAA 270

Ai08B772 Araip.B08 772 p2 (AT)17 34 1713539 1713572 AATTCGATTTCCTCGTGCAT GCAGTAGGTGTGAAATCTGTTAGA 260

Ai08B777 Araip.B08 777 c (TA)7gtatttttg(A)1033 1731487 1731519 GGAAACATTTCAAGTGTACCGAG TTGGCATTACATCAGCGGTA 274

Ai08B778 Araip.B08 778 p3 (TAT)5 15 1737818 1737832 GTGGCAAGCAATGAAACCTT ACCCAAAACTCGTTGCACTT 251

Ai08B784 Araip.B08 784 c (A)11gaagaaagaaaggccaaaaaggccccaatgccccaccccaccccctttctg(TC)674 1754191 1754264 TGGGTAAGGTCATAAACCGC GTGGGTGGGACTAGGGTTTT 265

Ai08B788 Araip.B08 788 c (T)10cttttttcaa(T)1131 1766754 1766784 ATGCATGTTTTGGCCTTTTC TGAGAAAAAGACCATGATAGTTTGA 254

Ai08B790 Araip.B08 790 c (AAT)9(AAG)5 42 1769316 1769357 GCGAAAATTTAGCGAGTCAA TGGATATGTGATAAGTCTATGCTGC 272

Ai08B792 Araip.B08 792 p5 (GCCAT)5 25 1770209 1770233 AAAGCTCACACGCTCTCCAT GCATCACACAAAGGCATGAA 270

Ai08B793 Araip.B08 793 p2 (TC)6 12 1770582 1770593 CTCTCAAGGGCTTCATCTGC TCAGATGATGGGGTGAAACA 280

Ai08B796 Araip.B08 796 p3 (AGC)5 15 1780722 1780736 CAGCAATTTCAACAGCTCCA TGCAGCCTCACTCAACAATC 218

Ai08B804 Araip.B08 804 p3 (AAT)5 15 1801023 1801037 CGAGCAAAAATTAAGGCAGC ACACGCTCCAGGTAACTGCT 265

Ai08B805 Araip.B08 805 c (T)13attttattttatgattttttctcacattac(T)1457 1802213 1802269 TGCTCCTCCTGTCTTGTGTG GGTTACGGGTTCGAGTCTCC 162

Ai08B810 Araip.B08 810 c (T)10ctttttggaaggtttttatcttattggctgtgaatacataatcgattttatcgcaccatacatgaaaaaggtcgccagatattttgtt(TTA)8122 1821393 1821514 CCTTGTGTGATTTGCTGAAAAA TGGCTAAAGGAAGCAAGCAT 186

Ai08B811 Araip.B08 811 c (ATA)5(AGA)6 33 1823106 1823138 GTGGGAACGAAGTCGATGAG GCAGCACTCTTCAACCCTCT 186

Ai08B818 Araip.B08 818 p2 (TC)13 26 1843458 1843483 GGTGATGACATGTGAGGTGC TGAAGGAGCTGAAAGAGGGA 259

Ai08B821 Araip.B08 821 p2 (AG)7 14 1849408 1849421 TGTTGAAGGTGTCAGCAAGG ATGTGGGTTTGGGTATTTGC 277

Ai08B824 Araip.B08 824 p3 (CTT)6 18 1854638 1854655 TTTCCCTTCTCTTGGTTCCC GGGAGACTGTCAACTCGCTC 202

Ai08B825 Araip.B08 825 p3 (TGT)5 15 1855392 1855406 CCACCACCAACATGAACTTG CGTTCCCTTTCCCTCCTTAG 198

Ai08B827 Araip.B08 827 p3 (AAG)7 21 1857788 1857808 GCAACAGGATACAGTGGCAA TTTTGTTGTTGCAGGGTTGA 212

Ai08B828 Araip.B08 828 p3 (CCT)5 15 1858708 1858722 CATGGTTTCTCCCTTGTTCG CTCAATCATCACGCTCGAAA 140

Ai08B829 Araip.B08 829 p3 (GTT)6 18 1858834 1858851 TTTCGAGCGTGATGATTGAG AAATATCGCCACTTGAACGG 176

Ai08B833 Araip.B08 833 p2 (TC)14 28 1870859 1870886 GGGGACCCGTATTTCTGAAT GTGCAAAACAAGCGATAGCA 195

Ai08B834 Araip.B08 834 p2 (TC)9 18 1871226 1871243 GTTGCTCTTTGATTCCTCGC CAGCATGACGCATTCCTCTA 196

Ai08B841 Araip.B08 841 p2 (AT)13 26 1908304 1908329 GGCCCTCAACATATTTTCTCC TTGAATTGATAAAAGCAGAAGGA 198

Ai08B843 Araip.B08 843 p2 (GA)14 28 1909377 1909404 TTGTTTGAAAGGGAAATCGG GAAGAGAAGCCAGGTGTTCG 214

Ai08B850 Araip.B08 850 p2 (AG)6 12 1925172 1925183 AGATGTTGGCATGTTGCAGT GATGATGAAGTGAGGCGGTT 152



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B852 Araip.B08 852 c (A)11tcctgtgtatatgttggagaggtaccatcatacacacatttaaaatttttattatattatacatgttaattatgaattaagaatta(T)10107 1926479 1926585 CAACCATTCCTGTGATTCTAACA CCGTCACATCTTGCACTAAAA 278

Ai08B854 Araip.B08 854 c (T)10aattggcctctatatatta(T)1039 1928870 1928908 CCAAGAGAAAAGCCTGCAAA TAGCAGCAAATGCTTCCCTT 271

Ai08B858 Araip.B08 858 p3 (AAT)5 15 1936593 1936607 CTGACCAACCAACACTTCCA CATTGTGTTGTTGAGCTGGG 232

Ai08B863 Araip.B08 863 c (AC)8(A)11 27 1943132 1943158 CATGCTTGCTTATGTTACCAATG TCAGCATACTGCATATCCTATTG 155

Ai08B864 Araip.B08 864 c (ATA)6aattaataatatatattgactccaataattaaacaattaccatagtagcacataatgtgcaagt(TA)796 1943499 1943594 TTTGACTTGTCCAGCGAAGA ATCCCATGTTTCTGCCGTAG 203

Ai08B865 Araip.B08 865 p2 (TA)7 14 1944307 1944320 AAGCCTTTTCCGGTTTGATT TGCTAAAACAACCATAAGATCAAG 279

Ai08B867 Araip.B08 867 p2 (TA)7 14 1951502 1951515 AAAAATGGGACACATATCTCAAA GAAATGTGAAGAGGTTGACTTGG 160

Ai08B869 Araip.B08 869 c (T)10aaagaagaacaactttcatttataaaacgaagagactatcttagatctaaaagccaaagacag(A)1083 1953252 1953334 AGTCTTCGCATTAAGCCACA CCTACCTTGTTTTTGTCTCCTCA 279

Ai08B874 Araip.B08 874 p3 (CTT)6 18 1957669 1957686 AGAGTGAAGAGGCAATCGACA CGTGAAATGAAACAGAGGCA 131

Ai08B883 Araip.B08 883 p6 (AAGCAG)5 30 1981187 1981216 TGTTGATGAACACAAAGGAGAAA GAAGTTGGAAATCATCGGGA 257

Ai08B885 Araip.B08 885 p3 (ATT)5 15 1984246 1984260 TGTGTACATCAAAATCAGCCA TAATCTCCGGTTACCCACCA 265

Ai08B888 Araip.B08 888 p3 (TCT)5 15 1993142 1993156 CCACGCAACTGATGAAGAAA ATGGGAGAAACTGGTGATGC 130

Ai08B894 Araip.B08 894 p3 (ATT)5 15 1998051 1998065 CAAAAGTTGCTGGCCCTAAC TGCAACATCTCCATTGCTTC 180

Ai08B897 Araip.B08 897 c (T)12ggtcaaacactgttctctactaaactaaattttaatttttagacttctcttttaatctgtattaagtgttagatttataaaaaa(T)11107 2002299 2002405 CTTTCCCACTGCACCATTCT TTGCCTACTGACCTTGCCTT 178

Ai08B900 Araip.B08 900 p2 (AT)6 12 2011226 2011237 GCTGTTGTCTGCAAAACCAA CGTTCGGCTGCCATTATTA 160

Ai08B902 Araip.B08 902 p2 (CT)16 32 2014341 2014372 AGATAGAATGGGCGCAACAC CTACCCAAAGTTGCCCAAAA 198

Ai08B908 Araip.B08 908 p3 (TGG)5 15 2038970 2038984 ATTGGCAGGGCTACTTCCTT TCATGATGGATGCAACTGCT 185

Ai08B910 Araip.B08 910 p3 (TTA)5 15 2044654 2044668 CTATTGCTGCTCCAAGGCAT TCTTTTCGGATTATTAATGTCCTTTT 267

Ai08B924 Araip.B08 924 p2 (AT)6 12 2063078 2063089 CACGTTTGTACACCTAGACATGAG CATTTTATTTTTATGAAGGCACTTTG 224

Ai08B927 Araip.B08 927 p2 (CT)6 12 2077496 2077507 TTACCCTAAGGCAAACGCTG ATCGGAATCAAATCGAAACG 194

Ai08B929 Araip.B08 929 p2 (TA)7 14 2085889 2085902 TTGGTTATAAGGCGGGATTC CCTGCTGGACTATTTTCCCA 168

Ai08B930 Araip.B08 930 p3 (TTA)5 15 2086047 2086061 AGCAGGTGAGCTACTGTGCC CTTCCTCCGGTGGTGTAGAA 110

Ai08B931 Araip.B08 931 p3 (CTG)6 18 2086163 2086180 TTCTACACCACCGGAGGAAG ATTTTCAACCGTCCGTCAAG 276

Ai08B932 Araip.B08 932 p4 (ATTA)5 20 2086886 2086905 AGGGTGGTGCAGGTAAAGTG GGATTTATGGGTGGCTGTGT 274

Ai08B934 Araip.B08 934 c (TAC)5gac(TAT)739 2090027 2090065 GCGAATGTACCATTGTCATCA ACTCCTCACAGTCGCCAAAT 265

Ai08B947 Araip.B08 947 p3 (CTT)6 18 2116335 2116352 TCCATGCAACCTCACATCAT AAGAGTGCACAAACCAGCCT 266

Ai08B952 Araip.B08 952 p2 (TA)7 14 2133770 2133783 CCTCAATCATGTGCAAGCAT TTCCAAGGTGGATTCTCTGG 262

Ai08B955 Araip.B08 955 p3 (AAC)5 15 2138191 2138205 CCATTGGTTTCAAATTTTGTTG CATGAGGTGGTCAAACGAGA 265

Ai08B957 Araip.B08 957 p2 (TA)6 12 2145734 2145745 TCATCTTCATTCGCGAACTTT AATCGGCCACTCAATTTTTG 277

Ai08B958 Araip.B08 958 p2 (TA)9 18 2146521 2146538 CAATTAAAATGTAAATCGCATCAAA GCAACCTGAGGAGAACTTCG 192

Ai08B965 Araip.B08 965 p4 (TTAA)5 20 2161823 2161842 TGTGGGACATCAAAACCTGA ATTTCGTTTGTTACGCCCAA 145

Ai08B966 Araip.B08 966 c (AATT)5aaattaattaaagcttctcttctatatatctaggtctcttgcattgctaacacctctttcc(T)1293 2165095 2165187 TCAATCAAGAAAAGGTCGCC GCAACGAACACACTTACCCA 189

Ai08B967 Araip.B08 967 p3 (ATC)6 18 2166114 2166131 TTGGGATCCACCTTTCCATA GCTGTTGATGATGGAGCTGA 244

Ai08B968 Araip.B08 968 c (CTT)5cgtcttcatacaataataataatgctcaattttacagcagctaccttcagggattcatggaccataacaatgggaatggcggaggaggttac(CAT)5122 2166264 2166385 TCAGCTCCATCATCAACAGC TAGAACCCATTCCAATCCCA 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B973 Araip.B08 973 p2 (TC)7 14 2184285 2184298 TGGGCCATTGTATTATTGGG AGGGGCACCTGTAATAACCC 267

Ai08B976 Araip.B08 976 c (A)11tt(A)10 23 2211769 2211791 TCTCACATTCAATTAATTACTGACAAC AACCAAAGATGTTGATCGCC 262

Ai08B977 Araip.B08 977 p2 (CT)10 20 2212929 2212948 GATTAGTGCTTTGGCGGAAA TGAAGCTGAAGCTGAAGACG 246

Ai08B979 Araip.B08 979 p2 (TA)6 12 2217592 2217603 GGGTTTGTTAATCAATGACACG TGTTCGCATGTGAATCTTCC 214

Ai08B980 Araip.B08 980 p2 (TA)7 14 2218091 2218104 ATTTTGCGCACACGATCATA ATGGCCAACGGTGTAGGTAG 233

Ai08B983 Araip.B08 983 p3 (ATG)5 15 2220362 2220376 GCAAGAGTAAGAGGGATTCGG GGGAATGGTCACAAGGCTTA 219

Ai08B984 Araip.B08 984 p3 (TCC)6 18 2221582 2221599 ACAAAGGGGGCAAGAGAACT GCCATGGAAGTGAAGGAGAA 276

Ai08B985 Araip.B08 985 p3 (TTA)8 24 2224480 2224503 TTCAGTGGCGAATTGAATGA GTGAACACGCAAAAGCAGAG 278

Ai08B993 Araip.B08 993 p2 (TA)7 14 2244633 2244646 AGTCACCAAGATCAGCCACC CAAGCCATAGCCTCTAGGGA 209

Ai08B995 Araip.B08 995 p2 (AT)7 14 2259267 2259280 TGGATATCAACGTGAGCCAA TTCTTTGGTCTACTTGGCCG 256

Ai08B1000 Araip.B08 1000 p2 (GA)6 12 2269225 2269236 TGAATATAGAGGCAACGCCC TACAAAACGAATTCCGGAGC 273

Ai08B1001 Araip.B08 1001 p2 (GT)6 12 2271273 2271284 ATGAAACGAACGGATGAAGC CATTTCGCGCCAATTCTTAT 105

Ai08B1005 Araip.B08 1005 p3 (TTC)5 15 2285008 2285022 TTATACGCGCGGGACTTTAC TGCAAAATTACTAAGGAGAAGAGGA 177

Ai08B1007 Araip.B08 1007 p3 (ATT)6 18 2288895 2288912 CTCACGACATCCCTCAATCC CAAATTTTAGCTTGTGTGATGAGA 277

Ai08B1009 Araip.B08 1009 p3 (TCA)5 15 2291659 2291673 TGTGTGTCTTTTCTGTCGCC AATTTGTTGGATTAGAGAGATTGAA 247

Ai08B1018 Araip.B08 1018 p3 (AAT)5 15 2328908 2328922 GCCTATGCCGATGGAGAAT AGAAACGGGGAGGAAACACT 216

Ai08B1019 Araip.B08 1019 p3 (TTC)5 15 2330265 2330279 TTTCCTTTTCCTCCTCCTCC TGTGTGTGCGAATTTGGAAG 101

Ai08B1027 Araip.B08 1027 p2 (TA)6 12 2345751 2345762 ATCTGTGCCCTGAAAACTGG CCCAGAGGCGTAAAATTGAA 248

Ai08B1030 Araip.B08 1030 p3 (GAG)6 18 2358981 2358998 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai08B1039 Araip.B08 1039 p4 (AATT)5 20 2378268 2378287 TGCAGTCACTTTGAACATTTTT GCTCTGTTCCCACCATCACT 215

Ai08B1040 Araip.B08 1040 p2 (AT)7 14 2379146 2379159 TTTGAATTGCTGTTTGTCCG ATCGAGAGAAAAAGGGGGAA 216

Ai08B1042 Araip.B08 1042 c (A)13tcgatgtatttatataaaatgacttgtgacttttaat(A)1262 2384274 2384335 GCTCCCTCACTTTCTCGCTA TATCGCACGCACTAACTTCG 277

Ai08B1044 Araip.B08 1044 p4 (TTAT)5 20 2387919 2387938 GATGAAGGAAACTCCTGCCA AAGCAATTAAGCTGCGGTGT 123

Ai08B1047 Araip.B08 1047 p2 (AG)6 12 2391594 2391605 CAGAGAGTTGATTGCGGTGA ACATGGATCGCTTCTTGCTT 189

Ai08B1048 Araip.B08 1048 p3 (TGT)5 15 2391769 2391783 CTTGAAGCAAGAAGCGATCC GGCTGCTGATGACACTTCAC 152

Ai08B1056 Araip.B08 1056 p2 (AT)7 14 2400259 2400272 TGGTATTGAAACCCTCCTTCC ATTTCCACCGTTTGAAGCTG 263

Ai08B1058 Araip.B08 1058 p2 (TA)6 12 2403707 2403718 TGAAAACCCGGTGCACTTAG TGGGTTTAATACTTCGGTTGC 240

Ai08B1066 Araip.B08 1066 c (A)13tgaaaaaaatcac(T)1036 2424205 2424240 TGAGGTGCAATTTTCCAGAT TGAGGGAGAAGTGATGAAAAA 261

Ai08B1067 Araip.B08 1067 p3 (ATG)5 15 2428154 2428168 AGTAAGCACCCCTGCTCTCA AACTGGGCCAAAACAAGATG 165

Ai08B1068 Araip.B08 1068 p3 (TTC)6 18 2430147 2430164 CGGCTTGTCCTATTTTTGGA TGCTTGTTTCCCATTTCTCC 160

Ai08B1069 Araip.B08 1069 p2 (AT)8 16 2430817 2430832 TTGTCATTGCAATATCCGAA TGGCGTTGAACTTACAAGAAA 178

Ai08B1071 Araip.B08 1071 p3 (TTA)5 15 2432727 2432741 ACACCCCATGAAGGAGTGAC AGCACCAAGACCTGGAAGAA 160

Ai08B1072 Araip.B08 1072 p3 (ATA)6 18 2433228 2433245 CTGGGTGAGATCAAAGGCAT ACTCCTAGAACCCCGGACAC 191

Ai08B1074 Araip.B08 1074 p2 (AT)6 12 2441202 2441213 AACATGGGTGAGATTGGAGC ATCATTGCCATGTTCAGCAA 227
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Ai08B1075 Araip.B08 1075 c (AC)6(AT)9 30 2442099 2442128 TTTGGTTTTTGAAGTTACAGTTGA GGGTTACTCATTTCCCCGTT 249

Ai08B1076 Araip.B08 1076 p3 (GTT)6 18 2445756 2445773 TTTCGGCTCTCTGTCCATTT CATTTTCGATTCCTTCCAACA 166

Ai08B1079 Araip.B08 1079 p3 (GAA)6 18 2451549 2451566 ATTTGGCAGTGACGGATTTC AAAAGGTTCATGATTGGACCC 184

Ai08B1080 Araip.B08 1080 p3 (ACA)11 33 2453389 2453421 CCAAAAATGTGAAGGCTCGT GGAGGCTGGTCTGTCGAATA 247

Ai08B1087 Araip.B08 1087 p3 (AAG)8 24 2488371 2488394 AAGGAGGGAAGTTTGCTGGT AACACCGAGAAGGGAAACAA 104

Ai08B1103 Araip.B08 1103 p2 (AG)6 12 2528386 2528397 GCTACAAAATGGTCCCGAAA AGGACCAGAAGTAGTGGCGA 249

Ai08B1106 Araip.B08 1106 c (A)10ctttcaagctggcaagatcaattcaagacagaatgacagaaacacaaagatttacgtctaatgacataaat(A)1495 2530539 2530633 AACTTCCAAGCTCATGATAAAAA TCAATGTGATTGCTCTTCTCAAG 157

Ai08B1107 Araip.B08 1107 p2 (TA)6 12 2531015 2531026 GATGCAAAGGTGGTAGCCAT GCCTTGTCACACGGGATATT 235

Ai08B1113 Araip.B08 1113 p5 (AACCG)5 25 2552651 2552675 GTTACCGAACCAAACCGAAA CACAATTTCAACTCATTCCAACA 259

Ai08B1115 Araip.B08 1115 p2 (AG)9 18 2563052 2563069 GAAGAGGAGTTCGTTGCCAG AAGCAAATGGCATGTGACAA 275

Ai08B1123 Araip.B08 1123 p3 (TTG)5 15 2583863 2583877 TCATGTAACCAACCCCACCT CTGGATCCGTCACTGTGTGT 100

Ai08B1125 Araip.B08 1125 p2 (GT)8 16 2595008 2595023 AACTCAGCTCGGAGCAACAT GTTTGGAAGCCCCTTCTTTC 119

Ai08B1126 Araip.B08 1126 c (AAG)5ttgattttagacggaaggcattttgaaaatggttgggttttgttgatgatgtgtgattggtgttctc(ATCTCA)5112 2595715 2595826 TTTTTGGAATTTGGAGGCAA ATTCAGAGGGTTTTGGGTGA 270

Ai08B1129 Araip.B08 1129 p3 (AAT)5 15 2601926 2601940 GCACTTACTTGAGGCGTTCC CAGCGCCAGGTAATTGTTTT 267

Ai08B1130 Araip.B08 1130 c (A)10gatctttttcaacaaaaaaattc(T)1144 2603122 2603165 TTTCAGAGGGGTAGGCTTGT AGAAATTTGCCAAACACGCT 269

Ai08B1132 Araip.B08 1132 p3 (CGT)5 15 2603746 2603760 ACCAACCGAACCCTAATTCC AGAGATGAGCGTTCTGGAGC 156

Ai08B1136 Araip.B08 1136 c (A)11gagagaaagaaag(A)1034 2615385 2615418 CCGCCAATTATGCCTTAGAA GTCCCTCCCCATGAAGAAAT 104

Ai08B1141 Araip.B08 1141 p2 (AT)6 12 2630023 2630034 AAGGTACGGGGTAATGTCCA TGGAGTTGTGCTCTCAATGG 189

Ai08B1143 Araip.B08 1143 p3 (CAT)6 18 2633367 2633384 CAGCAAAGGCGCTAATCAGT TTGGCTTGTTGCTGATTTTCT 243

Ai08B1144 Araip.B08 1144 p2 (AG)8 16 2633815 2633830 GAACCCGACTCCAACTCAGA GTTAAGGCTTGCTGGTCGTC 184

Ai08B1148 Araip.B08 1148 p4 (AAAC)6 24 2640979 2641002 GTGTTGTAGGGGCTCTCAGC GGTTCTTGGCCTTTTCCTTC 258

Ai08B1149 Araip.B08 1149 p2 (AG)10 20 2641146 2641165 GAAGGAAAAGGCCAAGAACC AAGGGGGTCCATAAAGGTTG 239

Ai08B1154 Araip.B08 1154 c (T)11ggggctttagctcgtataatat(A)1245 2658787 2658831 AGATTTTGGGCCTTCTGACA TCAAATCGTGACAGGTGGAA 248

Ai08B1155 Araip.B08 1155 p2 (GA)10 20 2659540 2659559 ACTTCACTTTCCCCATTCCC GGAATCATATACGGCTCCGA 244

Ai08B1159 Araip.B08 1159 p4 (ATAA)5 20 2674566 2674585 CGGCGTGTCTCTTGTTGTTA CCTAGTTCCGAATCCCATTG 232

Ai08B1160 Araip.B08 1160 p2 (TA)7 14 2676055 2676068 GCAATGCACGTTAACACCAC CCGAAACTTGCTTTGGAGAG 258

Ai08B1163 Araip.B08 1163 p3 (AAT)5 15 2684501 2684515 CACGGTTATTGTGTCCAAGC GCTCCGCAATATGAATGGTT 192

Ai08B1164 Araip.B08 1164 c (AAG)6aaacggtttcttcgttcatcacttttggagctcttttcatgcgtttgtggcccaagcttggcctaactcttcactctaccatcaaccaatatatgcagg(T)11128 2684699 2684826 TGCTCCACCTCAGACCAAC TTGACACGCACAATTATTTTATGA 280

Ai08B1167 Araip.B08 1167 p3 (ATA)7 21 2686053 2686073 TGGGTTGTTGCCCAGTTAGT GGAAGAAAATGTCAACGGTTC 230

Ai08B1168 Araip.B08 1168 p5 (GAATT)5 25 2687912 2687936 TGTGCATTCTTGCTCAAAGC GGATGCAAACAGAGAGAGGG 243

Ai08B1169 Araip.B08 1169 p5 (AACAG)9 45 2688446 2688490 ATGCAATCCAGAGATCCACC GCGTGCGTGTTCTGTTAGAC 250

Ai08B1170 Araip.B08 1170 p2 (TA)9 18 2690934 2690951 TTGAGGGTTAGACTGACTTGGTC CAGCAGCTTTTGGAGAAACC 110

Ai08B1179 Araip.B08 1179 p3 (CTG)5 15 2704341 2704355 GGATTCACACCGAGGACACT ATGGTTTTCCCTTCAATCCC 242

Ai08B1180 Araip.B08 1180 p2 (CA)8 16 2706384 2706399 ATGGAGGGTGGTAGGGTCAT TAATGTCGATTGGGTGATGC 101



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1181 Araip.B08 1181 p2 (TA)6 12 2711705 2711716 ACCTTGGTCGATTTCTGCAC TATTCCCATTTGCTGTGGGT 187

Ai08B1184 Araip.B08 1184 p3 (TGA)6 18 2717867 2717884 GCATCCCTCAGGAACTTGAA AGAGTTGATGAGGCTGCACA 255

Ai08B1185 Araip.B08 1185 p3 (ATT)7 21 2718089 2718109 TTGTGCAGCCTCATCAACTC TTATTGGGTTTGCTGGAAGG 141

Ai08B1186 Araip.B08 1186 p3 (GAT)5 15 2718240 2718254 GACCCTTTGACGGGTCACTA AAAAGGGCCATGTCTTTGTG 196

Ai08B1188 Araip.B08 1188 p2 (TA)8 16 2724634 2724649 GACATGTTATCGGCATGCTTT TGAATCCCATGCATTACACG 280

Ai08B1191 Araip.B08 1191 p2 (CT)6 12 2733882 2733893 TCTCTCCTTCCCCTCTCACTC AGAAAAGGGAGCGAGAAAAA 207

Ai08B1192 Araip.B08 1192 p2 (CT)6 12 2734025 2734036 TCTCTCCCCTCTCCCTCTTC GGGAGAAAGAGCGCAAAATA 152

Ai08B1193 Araip.B08 1193 p2 (TC)8 16 2734152 2734167 CCCTCCTCTCTCTCTCTCCC CCCTCTTCTCTCTCTTCCCTTC 244

Ai08B1196 Araip.B08 1196 p2 (AT)9 18 2736997 2737014 GGAGATGAATCCACGCCTTA CGTTTGTGTTTGGGTGATTG 221

Ai08B1204 Araip.B08 1204 p2 (TG)11 22 2755170 2755191 TCCACATTGCTCGCTACAAG GCATAAGCAACAAAATCGCA 246

Ai08B1206 Araip.B08 1206 c (A)12tgactagtagttgtctcagtgctctttctcaagccatccacaagaagctccaccgggttccttttcttctaatttcaag(T)11102 2759663 2759764 ACACTGCTGCTCCATTTGAA TACTGCCTGCAACACACACA 208

Ai08B1207 Araip.B08 1207 p2 (AT)6 12 2760211 2760222 TTGTTCAAATGTGGACCCAA CAGCTGAGTAGCGAAGCAGA 193

Ai08B1208 Araip.B08 1208 p6 (TCTTCC)6 36 2760538 2760573 TTCAAACACACACAAGGCGT ATTCAATTGATTGGGGACCA 192

Ai08B1210 Araip.B08 1210 p2 (GA)16 32 2764795 2764826 GGCATGGCTAGGAAGTGTTC AGCGCTTTGGTGTTCTGACT 131

Ai08B1214 Araip.B08 1214 p3 (AAT)7 21 2788615 2788635 TGCTGTATTGAATGTGCTTGC ATGGTGGTTGGCTAAAGTGC 129

Ai08B1216 Araip.B08 1216 c (TAT)5(TGT)6 33 2791529 2791561 TTAGGCTGTGCCTACTGCAA TCAGTGTCAGCAAGCCTTTG 256

Ai08B1217 Araip.B08 1217 p2 (TA)16 32 2798198 2798229 CCTTTGAAAAAGTGAACCCTTG CCAGCTCAAATTAGTGGGCT 265

Ai08B1218 Araip.B08 1218 p3 (AGA)6 18 2803378 2803395 TTGGGCTAATTGCTTTTTGG TCTGCATTTCCATTTCCCTC 233

Ai08B1219 Araip.B08 1219 p3 (CTT)5 15 2803538 2803552 GAGGGAAATGGAAATGCAGA GACGAGGGAACGGAATTTCT 240

Ai08B1223 Araip.B08 1223 p2 (AT)8 16 2809697 2809712 TTGAAGTGTCCTTGCAGGTG CATGCACTCGGAAATTCAAA 211

Ai08B1226 Araip.B08 1226 p3 (CTT)5 15 2812695 2812709 TCCTTCTTCTTCGTCTTGCG CCTCCTCATCTTCTGCTGCT 253

Ai08B1232 Araip.B08 1232 p3 (AAC)5 15 2831316 2831330 TTCTTCAAGCTGCCATTCCT AAATCGGTTGAGCAGTCCAC 141

Ai08B1234 Araip.B08 1234 c (A)10gtgaaaagataatatgagtaaggtgaatgctatggtgcctattag(AT)769 2838624 2838692 TTACACTCCTGGACCCAAAAA ATTGTGGTGCCTAAATTGCC 269

Ai08B1240 Araip.B08 1240 p3 (ACA)5 15 2854111 2854125 ACGAACCTTTTGAACATGGC TGAAGAAACAGCATCAACGG 234

Ai08B1241 Araip.B08 1241 p3 (GAA)6 18 2857416 2857433 ACGAACCTTACCTGTGGTGG AAGCCCAAAGTAGCCCAAAT 250

Ai08B1243 Araip.B08 1243 p3 (GAA)5 15 2859879 2859893 CTGGATCACCTTCAGCATCA ATCACAGTGGGAGATTTGGC 249

Ai08B1244 Araip.B08 1244 c (AT)6gtt(A)10tttcaaaggttcagaacccttacccacccctgcccctttctctc(CT)681 2873990 2874070 GTCATTTGTCCGGTTCGATT CCAATCCGGTTCAGTTTTCA 222

Ai08B1247 Araip.B08 1247 c (TTC)5c(T)16 32 2883798 2883829 GATCCAAAAGCAGCATCCAT TGGCAAGATGTTGTCCATGT 261

Ai08B1259 Araip.B08 1259 p2 (TA)7 14 2902132 2902145 TGCATCCCAATCAACATACG GCTGGAATGTTTGTTTACGC 204

Ai08B1264 Araip.B08 1264 c (AAG)6aggaagaagaagaacgtgcagc(AAG)5gtgcagtgaaaacgtgcaataacagttgaagaaggagaaagagaaggcaataaacgaaagaa(AAG)6135 2920573 2920707 GAGAAAGAGAAGGCAAGAAACG CCTTCTTCTTCCTGCTGCAC 216

Ai08B1267 Araip.B08 1267 p2 (AT)11 22 2929861 2929882 TCAGAAATTAAATAATCGCACATAAAA TTGAAAGGCAATTCACGAAA 265

Ai08B1269 Araip.B08 1269 c (TA)6ctacgttcatgtacagcacagtatagtaactaattagctatcagtattattatattatc(T)12ggtcttggtattattatgttatcaatgtagtagttcctttcaaaattaaaatttttgtacggaatttacttcttgatttaac(A)10175 2931118 2931292 TGTGATTTGGTGGAACATGC TGCCTACAAATGGCATACCC 252

Ai08B1276 Araip.B08 1276 p2 (AG)7 14 2987634 2987647 TCTCAAATCCACTTGGTCACA GCATGTCACAAACCCCTTTT 172

Ai08B1279 Araip.B08 1279 c (AT)8tgactaatgaattttcgaacaaatgaactactaaaatgagcagcaaccaaatttcatactaatcttt(TA)797 3023639 3023735 GGTATTTCAACATCAGCGAACA AGGTGTAAGTGGGTGCAAGG 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1280 Araip.B08 1280 p2 (AT)6 12 3036694 3036705 AGTTGAGAGCCAGGGTCAGA TCGACCACCACCACATAAGA 265

Ai08B1281 Araip.B08 1281 p2 (AT)6 12 3044895 3044906 TAGCACTGCTTCATCTTCCG CGGAAGTGCTTTGTCAACATT 280

Ai08B1283 Araip.B08 1283 p4 (TTAT)5 20 3051086 3051105 CCCAACCTTGTTGATGCCTA AGGTGTTTCGAACACTTGGG 174

Ai08B1285 Araip.B08 1285 c (A)11tcaatattattttttttgcacaagaactaatccgtctcaaaaaaaagatcaggaatcaaattgggtg(T)1189 3052455 3052543 ACCTCAAAAGGACAACGAGG ACGCTTTCTCCCAGAATCAA 267

Ai08B1288 Araip.B08 1288 p3 (AAT)5 15 3061062 3061076 GGCCTGTGCAAGAATTGAAG AGCTAGGGCAAGATGGAATG 221

Ai08B1289 Araip.B08 1289 p2 (TA)6 12 3062002 3062013 CAAGGCCTTTAACCGTTGAC CATGTCAACTTTTTCCACCAA 162

Ai08B1290 Araip.B08 1290 p2 (TA)6 12 3062182 3062193 TCAGCATAATGGTAAGAGGGG TATGAAAGAACGACCCACCC 253

Ai08B1297 Araip.B08 1297 c (TA)6ataatattatatgttgtaatgtg(TA)1055 3103730 3103784 ACCGAATTAAAGCCTACAAAAA AAACAAATGCAATTCTCTCTCTCTT 259

Ai08B1299 Araip.B08 1299 p2 (TA)6 12 3109092 3109103 TCAGAGTCTCGTGCTAACGTG AAGTGTTGCTCCCAAGTCAAA 277

Ai08B1301 Araip.B08 1301 p2 (AG)11 22 3115513 3115534 AGAAGACGAAGGTGACGTGG CACAACACACCGAACCAAAC 203

Ai08B1302 Araip.B08 1302 p3 (TTG)5 15 3115836 3115850 GTGGGATGGCTTCCTTTTTC GCTAAACATAAACGATGGGCA 278

Ai08B1304 Araip.B08 1304 p2 (AC)7 14 3117261 3117274 CGATGGTAAGACGAACATGC TGAGACAAGGAGGACCATTG 259

Ai08B1306 Araip.B08 1306 c (T)10attatgcatacataacctatttacaccaatgaaaatattattctaaaattatacaagagtcttgtaatataagcacacaaaatctctctccttcctctc(A)19128 3117960 3118087 AAAACAAATGCTTTTGGAAAATAGA TCGTTAAGGATCAATTTGGTG 180

Ai08B1309 Araip.B08 1309 p2 (TC)11 22 3125847 3125868 GATTTCCCTGCTGACTGCTC AAAAAGCTTAGCATAAAGTTGTGAC 131

Ai08B1311 Araip.B08 1311 p2 (AT)7 14 3127373 3127386 CTTGTTGCATGCTCTACCGA TTCTACTTCTGTCTTTGCGCC 106

Ai08B1314 Araip.B08 1314 p3 (GAA)5 15 3133220 3133234 AACCGAAGAAGAAGCAGCAG TCTGTTTCGGTTGTTTGTGC 207

Ai08B1315 Araip.B08 1315 p3 (ACA)5 15 3135460 3135474 TGTTGCCACCAAATTGTATCA CGTTTGATTCATGTAGCCGA 248

Ai08B1317 Araip.B08 1317 c (T)18ggttccctttttcgcaagagaccccaaacacaagcacaaacacaaacagaatcgagagtttagatgactccggaaaaagtgtcacaggctgtgtgtgta(AG)16149 3139372 3139520 GTGGTTTTCCTATGCAACGC ACACCGCGTATAAACCCAGA 249

Ai08B1320 Araip.B08 1320 p2 (TA)6 12 3141443 3141454 CATCGCTTTGAAGAGAGCAT GCAGCAAGCACTAGTGTCAGT 280

Ai08B1321 Araip.B08 1321 c (T)10c(T)10 21 3141611 3141631 TGGCACATGCCTATCCACTA TGCTCCCACCCAACAAATTA 247

Ai08B1322 Araip.B08 1322 p4 (ATTA)6 24 3142680 3142703 GATGGTGGCAGGTAGGAGAA GCGAGCGCATCCATATTACT 149

Ai08B1324 Araip.B08 1324 p2 (AT)7 14 3145400 3145413 TTACACACTCCCACACCCAA TCATCAAACAAATCGGACCA 217

Ai08B1326 Araip.B08 1326 c (TTC)5tccttttttttcatcttttttattatcatcatcgtcactaccaccataccaccatatccat(CTC)591 3146770 3146860 CCCATTCATTTAGTTTATGCTGC TGTTGGTGAGGACGATAATGA 240

Ai08B1334 Araip.B08 1334 p2 (AG)6 12 3160084 3160095 GTGTGTCTCTGACCGTGGTG TTGAATAGCAAGGCTGCTACA 226

Ai08B1336 Araip.B08 1336 p3 (GAG)6 18 3180143 3180160 CCTCACCAGAAGAGCCAGAC ATGATTCTTCTCCCCGCTTT 266

Ai08B1337 Araip.B08 1337 p2 (AT)9 18 3182870 3182887 AAAGCTACGACTTGCTCATCTT AGCCACTTTGAGGTTCCCTT 246

Ai08B1342 Araip.B08 1342 c (T)14gtgagtagttctttttcatgttatcattgcttttgtcactctctcttttggatttagaattgtttgatattttatttgacccagagaaaacagtaa(T)10120 3190827 3190946 TTTTGGGCCATAAAAAGACG ACTGTTTTATCCACAATTGATCTTT 270

Ai08B1349 Araip.B08 1349 p2 (TA)6 12 3205116 3205127 CCACACTATTCCAATGACATGC ATTACAAAGCCAGCCAAGCA 265

Ai08B1350 Araip.B08 1350 p3 (TAT)5 15 3207084 3207098 GCCTCATGGTCAAGTTACCC CACACAAAAGGGACCCCTAA 231

Ai08B1354 Araip.B08 1354 p3 (TAT)7 21 3214698 3214718 CGAGGCGTAGACTTTAGCAA TGTTCTCATCAACCACCCAA 104

Ai08B1362 Araip.B08 1362 p3 (CAG)5 15 3228266 3228280 ACCATGAACCCTATGTCCCA CCTCTGTACTGCGAGCTCCT 272

Ai08B1364 Araip.B08 1364 p2 (TC)12 24 3236722 3236745 CACCCCATTGGTTAGGATTG TGAGTTACCTGTGGGGAAGG 253

Ai08B1365 Araip.B08 1365 c (T)10ggagctggaggtaattcaagagattctgaacttcttctttc(T)1061 3237756 3237816 CGGTAGACAAGTTTCTTCTTCCA TAACCCAACTGATTGAGCCC 184

Ai08B1367 Araip.B08 1367 c (T)13ctccggctggcgcgacgagcttttgatgagtaataacaattttcatgata(T)1073 3240441 3240513 TTAAGAAACGGGACACCAGG CATTGCAGACAGCAAGAAGAA 248
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Ai08B1368 Araip.B08 1368 c (A)12gaatattttgcaaaatgggaatatttgtacccaagtaccaaaagctaattagggtgttcaccaag(A)1693 3240833 3240925 TGAGGCCTTGATGTTGAGTG GTTGTGGCGAAGGTTGATTT 217

Ai08B1369 Araip.B08 1369 c (A)12gaatattttgcaaaatgggaatatttgtacccaagtaccaaaagctaattagggtgttcaccaag(A)1289 3243245 3243333 TGAGGCCTTGATGTTGAGTG GTTGTGGCGAAGGTTGATTT 213

Ai08B1372 Araip.B08 1372 p2 (AT)7 14 3258926 3258939 ACACGTGTCAACCATCCAGA GAATTCATGAAATTGTAAATGGTG 161

Ai08B1375 Araip.B08 1375 p3 (TCC)5 15 3275930 3275944 GTTGGGCCAAACCTAACAAA AAATGCAGCAACGACAACAG 191

Ai08B1378 Araip.B08 1378 p3 (TAG)6 18 3279545 3279562 GGAGGTAATGGTGTTACGGG AACACCTTGCTTGCTTGTCA 260

Ai08B1380 Araip.B08 1380 p4 (AAAT)5 20 3283419 3283438 AAAAAGGGAGGGGGTAAAAA GTGACAAACTTCGGCAATCA 209

Ai08B1381 Araip.B08 1381 p3 (TGG)6 18 3285956 3285973 TTATGTGTGTGGCGTAGGGA TATGAATCACACCGTCACCG 254

Ai08B1387 Araip.B08 1387 p3 (TAT)6 18 3299392 3299409 TTGTACGGCAGAAACCATGA CATGTTCTCCAGTCCCTGGT 241

Ai08B1388 Araip.B08 1388 c (T)10gctaaaaggatagctgaaatgatgtacaaggaatatgagctggtctatttttcactacttatag(A)1286 3301581 3301666 GCAACCACTTACACACTCCCT TTTGTCTGTTTTTCTGTATTTAACAGG 268

Ai08B1392 Araip.B08 1392 p2 (TG)7 14 3309416 3309429 GGCTTTGGTAAACGTGCATT CGCCGGAGTTGTATCAAAAT 232

Ai08B1396 Araip.B08 1396 c (T)10aattgagttcttgcaccaaattttttttaattggtccttacacttttttttccttttattttagtccctgcaccaa(T)1197 3316319 3316415 TGTTCTTGATCTGGAATTTATGGA TTGGTTTAATTTTATAGGGACTCAA 273

Ai08B1400 Araip.B08 1400 p3 (ATC)5 15 3325126 3325140 GCTTCTTCCACAAGATCCCA TGCTGCTTCTCTGCTTTCAA 197

Ai08B1403 Araip.B08 1403 c (T)15ataattcatgtattttaaatttaa(T)1756 3330598 3330653 GGAGATTGTCCAATCCACTTG TGTTTTGGGATTTGGGTAGG 271

Ai08B1406 Araip.B08 1406 p2 (AT)11 22 3342039 3342060 TAGCAAGCATCGTCAAATGC TAACGCGAAACTACCCTTGG 172

Ai08B1407 Araip.B08 1407 p2 (CT)6 12 3345623 3345634 TCTGTGGTGAACCAAAACCA AAAGGGGAGCTGGTTCAAAT 275

Ai08B1408 Araip.B08 1408 p3 (AAT)9 27 3347279 3347305 GTGTCACTCCACCAATCACG GATCGTGACTTCACCAACGA 272

Ai08B1413 Araip.B08 1413 p2 (CT)6 12 3363832 3363843 CCCTTGACCAATATGGTTTTG ACTGCCTTTCATCCTCATGC 208

Ai08B1417 Araip.B08 1417 p2 (AT)6 12 3394588 3394599 AAGGGTGAAACGTGGAAGTG TGGGGATATTTTCACCAAACC 247

Ai08B1421 Araip.B08 1421 c (A)13tctttttttattgaaaaaatatctttttttattaaaataatggcgcccaaacaagcactttattaaaaaattgtttggttctctaacttt(A)14117 3407678 3407794 ATCAATTATGTTTGGGTATAACGAT AATTTGTATAGTCAGGACCGTGTT 268

Ai08B1423 Araip.B08 1423 p4 (GTAT)7 28 3417311 3417338 ATCTGCAGCATTGATCCCTC GCCGGAAAGTACTGAAGCTG 280

Ai08B1431 Araip.B08 1431 p3 (AAT)5 15 3428903 3428917 AGGGCAGAGTTAGGGAAGGA AAGGGCAGCAAAGAGTACACA 275

Ai08B1442 Araip.B08 1442 p3 (CAT)5 15 3458663 3458677 ATGGCATTCAAGTCCAAAGC AGGTAGCATTTGCAACACCC 236

Ai08B1445 Araip.B08 1445 p2 (TA)6 12 3463930 3463941 TTTCGTGTGTTCTATGTTGTATTTG CGTGGAGTTGACCTAGACTCG 234

Ai08B1446 Araip.B08 1446 p3 (GAT)7 21 3472809 3472829 TGGAATCTCCAATGGTGTGA CAATGGTGGCTGTCACAAAG 238

Ai08B1452 Araip.B08 1452 p4 (CTTT)9 36 3479863 3479898 GGTGGGTCCAACATAGGAGA AATGACCCGTATAGGCACCA 229

Ai08B1454 Araip.B08 1454 p3 (TAA)6 18 3500087 3500104 GCAGTGGTTGAGGAAGAAGC ACATGATGGTCCTCTGGCTC 272

Ai08B1455 Araip.B08 1455 p2 (AT)6 12 3503189 3503200 TGATCCGCTCAATGAAAAGA AAAGGAACAAAAGGCATCCA 198

Ai08B1456 Araip.B08 1456 p2 (AC)6 12 3508597 3508608 ACCTGCTGGAGGATGTCAAC GCAAGAACTTCCTCGCTGAT 157

Ai08B1457 Araip.B08 1457 c (T)11c(T)10 22 3512585 3512606 CGTTCCATTTCAAGCCTCAT GCTGTATTTGGGAAATTGGG 250

Ai08B1459 Araip.B08 1459 p3 (ATG)5 15 3514923 3514937 CTCCATCCATGTTGAGCCTT TGAATTGGGCTCTCCCATAA 215

Ai08B1461 Araip.B08 1461 p3 (TCA)5 15 3519526 3519540 CCTTGCCTCAACCAATCAAT AGCATGAATCCAACAAAGGC 238

Ai08B1462 Araip.B08 1462 p3 (ATT)9 27 3525129 3525155 ACGAGCGAGCCTTGTACCTA CAACAACAACAACCCGAGAG 212

Ai08B1465 Araip.B08 1465 c (AT)6gatgcgtattttggatatatttggttgtggatataatttggagta(TGT)572 3527703 3527774 GCAGGATCCTCGTGTGAGTT CGGACAGAATCTCCTCTGTTTC 267

Ai08B1470 Araip.B08 1470 p3 (TGA)8 24 3543281 3543304 TGGGTGTGTAGGCAAATTCA GTGGGATTGAATAGGGAGCA 274
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Ai08B1472 Araip.B08 1472 p3 (AAT)5 15 3546637 3546651 TGTCCTAATTAATTGCTTTTATGTCTT GAAAAATAAAGACTTCTTCAGATTCAG 278

Ai08B1477 Araip.B08 1477 p3 (AAG)5 15 3555409 3555423 CAATGGAAATCGAGAATAACGA TTGCTGCACGTTCTTCTTTC 262

Ai08B1478 Araip.B08 1478 p3 (AAG)5 15 3555529 3555543 CGTGCAGCAAGAAGAAGAAG TGCGATGCAAGATCTACGTT 270

Ai08B1482 Araip.B08 1482 p2 (TA)12 24 3559043 3559066 CAACTGCACCTGAGTTTCTACC ATGCTGCTGCATCAGTTCAC 250

Ai08B1483 Araip.B08 1483 p3 (AAT)5 15 3560515 3560529 GGCCAGGTTTGGTTCTTCTC GCCAAATTCATGCCATCATC 280

Ai08B1486 Araip.B08 1486 p3 (ATA)5 15 3565555 3565569 GTTGCAAGCAAAGGGTTCTC AGGGGAAACGACAGTGACAG 124

Ai08B1488 Araip.B08 1488 p3 (TTG)5 15 3566790 3566804 GATCCATATAGCCAACCCCA CTGGCAAAAGAGACATGCAA 253

Ai08B1490 Araip.B08 1490 p2 (TA)6 12 3579859 3579870 TGTCACCTTTTTCAAACCCA CACGTGAAATTGACTGCACC 118

Ai08B1492 Araip.B08 1492 p2 (TA)6 12 3581250 3581261 TGTCACCTTTTTCAAACCCA CACGTGAAATTGACTGCACC 118

Ai08B1494 Araip.B08 1494 c (ATG)6aaa(AAG)536 3583754 3583789 TCTTTCTTTTTCATCCTCTTCCA TTCTCCCTCCTCCTCATCTTC 213

Ai08B1498 Araip.B08 1498 p2 (TA)6 12 3594369 3594380 ATGTTGGGTAGACCGGAGTC ACCATGGCCACAAATTAGGA 209

Ai08B1499 Araip.B08 1499 p2 (AT)6 12 3595736 3595747 CCAAACCCTACCCTACCCAT TCATTTCGTTCCCACATGAA 246

Ai08B1502 Araip.B08 1502 c (CTT)5catcatcttcttcaggaccctcatctagaactaa(ATC)1079 3599929 3600007 TTCTGTTGATGCCCCAATAA AGTGAGGGACACCGATCTTG 262

Ai08B1503 Araip.B08 1503 p3 (GAT)8 24 3600645 3600668 TCTTCCGTGTTGTTCCTTCC AGTGTCTCCCCTCCTTCACA 273

Ai08B1504 Araip.B08 1504 p3 (CAA)7 21 3601655 3601675 TGCAACATTTGCTGGGTTTA GCCACATGGGAGTTTCAGTT 165

Ai08B1505 Araip.B08 1505 p2 (AT)6 12 3602715 3602726 AACGGACGAATGAGTTGACC TGAATTTGGGCTTCCAGTTC 238

Ai08B1510 Araip.B08 1510 c (AT)6aagaagaagatgacgatgatgataataacgaagagatggaagtgttggtgacgatgataagaatagaaaaagatg(A)1097 3611480 3611576 AGAAATTTCGGTGCATTCTGA TCGCGCTTCTTTTTCTCTTC 279

Ai08B1511 Araip.B08 1511 p3 (TAA)7 21 3614084 3614104 CAAAAGAGGGGAAAAGAAAGG TGTCATTGAGCCTTGTCCTG 230

Ai08B1513 Araip.B08 1513 p3 (GCG)6 18 3618045 3618062 GGCTTCTTTGTAGGCGTCAG CGTTCTCCTCTCCTTCACCA 265

Ai08B1515 Araip.B08 1515 p2 (TA)7 14 3637741 3637754 TGTATGTGTGTGAGCTTCGG GCCTACACATGTGCCCTTTT 274

Ai08B1516 Araip.B08 1516 p3 (TTA)17 51 3638252 3638302 CCTCGGAAAGTCTCCTCTCA ATTTTTCACCTCGCAACCAC 253

Ai08B1521 Araip.B08 1521 p3 (ATG)18 54 3646491 3646544 ACCGTTGGGAGAGGTTTCTT GAAAGTGCAGGGGGTACTGA 263

Ai08B1523 Araip.B08 1523 c (A)10tggctaaaccaattgactcctaaagattcatatgaaaaaca(T)1061 3652853 3652913 GAGAGGTGAATAATCGAATACGG CATTAAGTGTTTTCATTTTCAAATACC 260

Ai08B1527 Araip.B08 1527 p3 (TGC)5 15 3660152 3660166 GAGGGTCCCATACACACTGG TGGATTTACTGGGTTGGACC 239

Ai08B1528 Araip.B08 1528 p2 (CT)6 12 3661508 3661519 CCGTCTGGTGCTTGTAACCT TTTGCTGAAACCTGAAAGCA 267

Ai08B1537 Araip.B08 1537 p3 (TCT)5 15 3678335 3678349 AGCACCATCACTTCCTGACC GTTTCCGCTGTGGAGAGAAG 244

Ai08B1538 Araip.B08 1538 c (T)10gttgggcggcgagctaggcgagacactctgagtgcacttacttgcaattt(A)1070 3682583 3682652 TGGCGTACTTCTCATACTATTTTTC CGTTTAGGTCATTAGCTCCCT 227

Ai08B1539 Araip.B08 1539 p2 (TC)6 12 3685129 3685140 AATGCCTTATCCACAACGCT GGGTTTTATTTTGGCTGGGT 268

Ai08B1546 Araip.B08 1546 p3 (ATA)12 36 3696813 3696848 TCAGAAAACAACAAAACACCAAA TGCAGAAAAGTGAGAAAGGGA 256

Ai08B1551 Araip.B08 1551 c (TAT)7aaatacatacataagaatctaatgaataaatttattattatttttgtctaaaaaatacaaaaaaattatggcacaacattattgtgcaat(TAA)6(T)13142 3705933 3706074 TCAAATGATTTTAACCTTGAATTTCT TTTTTCCGTCAGACATAATAGTCTTT 227

Ai08B1558 Araip.B08 1558 p3 (GAA)5 15 3718843 3718857 GGTTTCCCCCAATTTCTCTT CCTATGATGATGCTGAGCCA 270

Ai08B1564 Araip.B08 1564 c (TA)7ggaacaaatgtgatgattttctttttactctatatttatatcatagagttttactt(TA)784 3737586 3737669 TTCATGATCCCAACATCTTCC CCAAATGACAGCAAATTTAAGG 241

Ai08B1569 Araip.B08 1569 p2 (TA)12 24 3746259 3746282 TGAACAAGGTATCGCTGCTG AATGCCAGAATAGCATTGCC 252

Ai08B1573 Araip.B08 1573 p3 (TAT)5 15 3754520 3754534 CTCACTCTCACTCTCACTCTCATTC AGATTAGAAAGATAAGCGATGAAAA 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1577 Araip.B08 1577 p3 (TTA)6 18 3768330 3768347 GTCTTGGAGGCCAATTTCAC TTCCCTCTCCCACATTTCAC 242

Ai08B1578 Araip.B08 1578 p2 (AT)9 18 3770096 3770113 ACCCCAAACCACGTTTGAT TTGTTTGGGACACGATATGAA 267

Ai08B1581 Araip.B08 1581 p2 (AT)6 12 3777843 3777854 TTTTTCCCATAAAACAAGGACA TCGCTTATAAAAATAGGACTTCATCA 278

Ai08B1582 Araip.B08 1582 p2 (AT)9 18 3778130 3778147 TCCAAAAGGGTCTCAAATAATGA TCCTTCTTCATTCCGGTATCC 127

Ai08B1584 Araip.B08 1584 c (CAA)5cgtcgtcgtcatcatcatcaatatgaacgaatataaaaaaaagaggagaataataatatataatagtagt(TAG)5100 3780072 3780171 TGCGTGCTTTTGTACGAATC CCTTCTTGCCTGGGTTATCA 168

Ai08B1585 Araip.B08 1585 c (A)10tt(A)11 23 3781187 3781209 CGCACTCAAAGAATATAATGAACG TAACGGAGGTATTTGGACGG 273

Ai08B1589 Araip.B08 1589 c (ATT)5atc(ATT)6 36 3790504 3790539 CGTCCCAATGAGTATGGGTC TGATGTGCAATTCTGCCACT 280

Ai08B1591 Araip.B08 1591 p2 (AT)7 14 3800880 3800893 GAATGGGACCTGCTGGATAA TCAATTTTTCATGAGCGTGC 175

Ai08B1592 Araip.B08 1592 p2 (TA)6 12 3801270 3801281 CTGGTGCATGCAAGGATTTA CTATGCTCCACCTTGATGGG 252

Ai08B1594 Araip.B08 1594 p2 (AT)6 12 3807442 3807453 TTCGGATTGAAAAGGTGTTCT AATATCGACGGTTTGATGCC 251

Ai08B1599 Araip.B08 1599 p2 (TA)6 12 3822520 3822531 TCCTTTTCCTCTATGGTCACG TATTGGAGTTGTGGAAGCCC 260

Ai08B1600 Araip.B08 1600 p2 (TC)6 12 3823544 3823555 ACTGTCTGGATTTCATCGCA GATTTTCTGCCTGCCATTGT 238

Ai08B1601 Araip.B08 1601 c (TC)8(TA)6(TG)1660 3826078 3826137 GCAAAAACCTTTTAGCATACCA TGGTCAAAGAATGCAATCCA 248

Ai08B1602 Araip.B08 1602 p3 (TTC)7 21 3828396 3828416 GCGAGCACCAGAATTGATTT AAGCAGGGGCAGTTTAGTCA 256

Ai08B1603 Araip.B08 1603 c (T)10ctttacttacattagatttaaattc(T)1045 3830217 3830261 TGTTTTTGGTCTGAGTGGTGA GTAAATCGGACAAAGCCCAA 240

Ai08B1605 Araip.B08 1605 p3 (AGT)7 21 3835064 3835084 CCCCCACTGTTTCTCCAGTA GGAAGACATGGTTCTCCCAA 248

Ai08B1606 Araip.B08 1606 c (TC)7(TA)8 30 3837883 3837912 TCAATGGCAGCATCCTTGTA CCCAAGCTCATACACCATCA 222

Ai08B1607 Araip.B08 1607 p2 (AT)6 12 3840096 3840107 ATATGGTCCCCCTCCTATGC TTTTCATGGACCCATCACCT 263

Ai08B1618 Araip.B08 1618 p2 (AT)13 26 3868963 3868988 TCCCCGTATTCCTCACAATC GCTGGGACGACAGAGAGAAC 263

Ai08B1619 Araip.B08 1619 c (A)11tctctcaagcaaaaatcggacccagcaactagtataaccaaatt(A)1166 3873917 3873982 CACACAAGTCTGACCAACCG GTCCGTTTTGCTCGTGGTAT 253

Ai08B1624 Araip.B08 1624 p3 (ATT)5 15 3888051 3888065 AAAGACAATCGAATTTGGCG AGCTGCTTGGAGAAGGCATA 268

Ai08B1630 Araip.B08 1630 p2 (TA)7 14 3896835 3896848 TGTCTGCTTCAGGTCCTCCT TGACCTTCTTTTCCCTCCTG 263

Ai08B1631 Araip.B08 1631 p2 (TA)7 14 3898857 3898870 GCCGACGGCTTCAGATACTA ATCGGTCTGGTTTTAAGGGG 269

Ai08B1635 Araip.B08 1635 p2 (AG)6 12 3907169 3907180 GAGGTTCGAAGCGATGAAAG TTCATCCATAACAATCGCCA 272

Ai08B1637 Araip.B08 1637 c (A)10ttacaagaatatagcatatatatat(AG)851 3908145 3908195 CTTAAAATCTGATCATCACCATAAAC CGTAAACATCAGGAAAGATTTATTAAG 242

Ai08B1647 Araip.B08 1647 c (A)10gaaattttatgtaaaaatttaagtaaaatcaaaagaagttcttacttgaaaatgcgtattaaaaa(AT)687 3939842 3939928 GAGACTTTTGTTTAAATAAGCGCA TTTATTTATTTGGATAAATTGCCC 280

Ai08B1648 Araip.B08 1648 c (TA)14aag(T)10 41 3940641 3940681 TCAATACTCACTGCTCAATACACAA TGTACTCATTGTCTAACATTTCAAAAA 277

Ai08B1651 Araip.B08 1651 p2 (TC)6 12 3945206 3945217 TGTTGGCTGGTAGAGGAATTG CAACAGTGGATAGAGGGACCA 224

Ai08B1655 Araip.B08 1655 c (A)11cttaagttcttttagtgatatccgtcggaaaaaaagaatttcttt(A)1268 3948731 3948798 GTGGCGGTGTAGGAAATGTT CAAACTTCATCCGCACAAGA 280

Ai08B1656 Araip.B08 1656 p2 (TC)7 14 3949553 3949566 AATGAATGTTCCCCTTTCCC GTTCTCTCCATGATTCCCCA 243

Ai08B1658 Araip.B08 1658 p2 (TA)6 12 3956929 3956940 ACGACAGGAAACAAAGTCCG GGCAGCTGATCCATTTTTGT 229

Ai08B1659 Araip.B08 1659 c (AC)8aaaaagaggaggggggg(GA)1461 3957442 3957502 AAGCTACTCATAGGGGGAAAAA TTGTTCTCTGCTGGTCCCTT 271

Ai08B1660 Araip.B08 1660 p3 (ATA)5 15 3959302 3959316 TGTCCCTCTTCAGCCCAATA TGATTTTAGTGGCAGATTTTGGT 274

Ai08B1661 Araip.B08 1661 p3 (GAA)6 18 3967105 3967122 GGAGGAAGAGGTGGTGTTGA TTGTTTGGACGCCATTTGTA 173



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1664 Araip.B08 1664 c (A)10gtttgagaagaaaaaacaagaaaaaaaagataaat(A)1055 3968436 3968490 TGAATGTAAGTTCACTCTCTTCCTTG TTTTTCCTCTTCATCTTCTGTTTTT 211

Ai08B1666 Araip.B08 1666 p3 (AAT)6 18 3969105 3969122 TGTTTGGTTTTCATCAACCTTTT AGCCTCATTTGGTAACACGG 203

Ai08B1669 Araip.B08 1669 p3 (AGG)5 15 3972361 3972375 CCCAAATTTTACTACAAAAACACAAA CGTCTTCGTCACTACCACCA 201

Ai08B1670 Araip.B08 1670 p3 (AGA)5 15 3972487 3972501 TGGTGGTAGTGACGAAGACG TTTTTACTTAACGCGCGAAT 148

Ai08B1673 Araip.B08 1673 p3 (GAA)15 45 3979316 3979360 GGAAGAAAGGGCATGATGAA AGGGGGTGAAGAGTGATGTG 208

Ai08B1676 Araip.B08 1676 p3 (CTT)5 15 3999490 3999504 TTGTTAAGAAATTTTGGTGTGTCA AAAAAGAATGATAATGATGACGATAAA 128

Ai08B1677 Araip.B08 1677 p3 (TCT)6 18 3999836 3999853 TTCGATAATCTTCATCCTCCTCA TGAATGTAGGTTCATTCCCTCT 200

Ai08B1679 Araip.B08 1679 p3 (AGA)6 18 4004137 4004154 TACAGCAGCAAACCAGCAAC CTTCTCCCCCACGTTTCTTT 202

Ai08B1683 Araip.B08 1683 p3 (AAT)7 21 4008796 4008816 TTCCCTTTCCTTTTCAAGCA GCTTAGGCGTCACTTTGGAG 223

Ai08B1684 Araip.B08 1684 p2 (TC)7 14 4011460 4011473 GGAAGCAAACATTGGAACATC AGAGGAAACCGGTAAGGTCC 280

Ai08B1686 Araip.B08 1686 p4 (ATAA)5 20 4014412 4014431 CTAGAGGGAAAACGACGCAG CCTCCATCACCAACTTCACA 278

Ai08B1687 Araip.B08 1687 p3 (AGG)6 18 4014661 4014678 TGTGAAGTTGGTGATGGAGG GTAAAGAAGGGGGCCATGAT 144

Ai08B1688 Araip.B08 1688 p3 (ATT)6 18 4015006 4015023 GAGTGTGGACCCTTCCTTCA GACCATCTCACGGCATTTCT 276

Ai08B1691 Araip.B08 1691 c (T)10gttttagagaaaggtacacttttatcataaagactttgttacaagagaatactacgtcacagaggtttttaacacctagcttttaa(T)10106 4020740 4020845 CTGTGTGACAGTTCAGTCATCTATAA TTCATTCTCACTCATTGGTATATTCA 264

Ai08B1707 Araip.B08 1707 p2 (AT)6 12 4069061 4069072 TCAAGGACCCTTACGGTGAC GGCACAAACTCCTACCCTCA 206

Ai08B1709 Araip.B08 1709 p2 (TA)6 12 4072745 4072756 GCTAGGGGTGGAAAAAGGTC CCAAACAGGCCTGACAGACT 240

Ai08B1716 Araip.B08 1716 p3 (ATT)5 15 4077216 4077230 TTTGCTACATCCGTATGGCA CGCGAGTTCAATCGTCAATA 269

Ai08B1720 Araip.B08 1720 p2 (AT)9 18 4081388 4081405 CCATTGGACAGTCCCTCTGT TGCATGATGAAATCCACTCAA 279

Ai08B1722 Araip.B08 1722 p3 (AAG)5 15 4086047 4086061 TCATCATCCAAATAATTTTACAGCA CTCTTCTTCTCCCTCTTCCTCA 208

Ai08B1726 Araip.B08 1726 p3 (TGG)5 15 4088674 4088688 ATGGCTCATCTATTGCACCC CCGGTATCTGCTTCTGCTTC 103

Ai08B1729 Araip.B08 1729 p2 (GA)6 12 4095087 4095098 AGAGGAGACGAAAAGGGAGG TGAGAAACCCTAGCGCAACT 158

Ai08B1730 Araip.B08 1730 p2 (AT)6 12 4102905 4102916 CCTCATGCCTTTGTATTTTGTG CCTCTTCTTGGCCTCTTCTTG 247

Ai08B1733 Araip.B08 1733 p2 (AT)8 16 4122704 4122719 TGTCAAATGTTATTTTGTATATGGCA GAAAAACAAAATTAATGGATACTGGA 206

Ai08B1735 Araip.B08 1735 p2 (TA)6 12 4125855 4125866 CAAGAGAAGGAGATTAATTGAGAGTT TTCGGGTCTAACAAACAGGC 227

Ai08B1739 Araip.B08 1739 p2 (TC)6 12 4133497 4133508 CTCTTTTCGCTACACTCGCC GGCAGTCCAGATCAACACCT 188

Ai08B1741 Araip.B08 1741 p2 (AT)6 12 4138111 4138122 CAGACTTCTCCTTGGCAAAAA AGGGAGATCTCGTGTGTGTG 182

Ai08B1745 Araip.B08 1745 p2 (TA)6 12 4159763 4159774 TTGTCAATGAACGATGTAAGCC TGGCCCTTTTAAACCATCAA 268

Ai08B1747 Araip.B08 1747 p2 (AG)6 12 4163536 4163547 CCAATCACAAGGAAGCTCGT CGATGAACAATAACTGGGGG 266

Ai08B1748 Araip.B08 1748 p3 (GAG)6 18 4166610 4166627 AGAGAAGAACGACGAAGGCA CCCACTCCTCATTCGTTTGT 172

Ai08B1760 Araip.B08 1760 c (ATG)5gaggaggaggagaagaaattcaaatgagaaaagaaggaggatgagatggtggtggtgttggtgat(GAA)7101 4192351 4192451 TCGAAAATCAATTTGGATCAGA TTCATTCATGCATGCGTTCT 234

Ai08B1761 Araip.B08 1761 p3 (AAT)8 24 4193825 4193848 CCAAGTTTGACAAGCCAAGA TTGACTTGCTTTATGAGCTTGC 270

Ai08B1766 Araip.B08 1766 c (A)10gagaaaaaaga(AT)1245 4235999 4236043 GAAACTGTGGGAACATGGGT TTGGGGGTAATTTTTGTCCC 217

Ai08B1767 Araip.B08 1767 p2 (GT)11 22 4236187 4236208 GGGACAAAAATTACCCCCAA GGGGCTAAGGTAAGGGTGAG 245

Ai08B1772 Araip.B08 1772 p3 (TTA)10 30 4242372 4242401 TGATTGTCAGCGTGTTTTGC GAGTCAGTTTGGCATGCATTT 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1774 Araip.B08 1774 p3 (TTG)11 33 4247714 4247746 GAATCATTTGGGTGGTGGAG AACAATAATAACAATACCAACAGGAA 204

Ai08B1775 Araip.B08 1775 p2 (AT)7 14 4251469 4251482 GCTTCTTCACCCACTTGCTC ACCTGCCACGGTTTATGAAG 276

Ai08B1780 Araip.B08 1780 p2 (TC)21 42 4274214 4274255 AAACCCAATTCCCCAAATTC CGTGGAATGGAACCCTAAGA 266

Ai08B1782 Araip.B08 1782 p3 (AAT)5 15 4294311 4294325 TGGCATGCATTCAAATCAA TGATTGTCAGCGTGTTTTGC 244

Ai08B1784 Araip.B08 1784 c (T)11aatttcatatatgaccac(A)1140 4299946 4299985 CATTGGTTAAACACTTGTTGGC ATGCCAATACATGGGGTTTG 238

Ai08B1789 Araip.B08 1789 p2 (TA)7 14 4311513 4311526 ATTTCACTATTGGGTGGGCA TTGCAACAATAAACAGATGCG 267

Ai08B1790 Araip.B08 1790 p2 (TA)6 12 4319282 4319293 TTTGATCAGAGTCTCGTGCTG TTGCAACAATAAACAGATGCG 215

Ai08B1791 Araip.B08 1791 c (AT)7gtgtgtgta(T)1437 4320598 4320634 AACAACCCCTCAACACAAGC CCGAGCATGATTTAGAAAACC 280

Ai08B1793 Araip.B08 1793 p2 (TA)7 14 4321541 4321554 GCCATATACCACATGCACCA CTTTCACATCCTCAGGCACA 278

Ai08B1794 Araip.B08 1794 p3 (CAA)5 15 4322006 4322020 TTTTGCAGTGATTGCTGAGG TGAGATGATGAATTGGAGGTGA 271

Ai08B1801 Araip.B08 1801 c (A)12caggcagaacttgccttatttagcattaattaattatcgcaacaattaatgaatgttaaataaggcaagttatggctgtttttgtctga(T)10111 4353058 4353168 TTTCCATAGGCTGAAAGGACA AAAAACGGAAATGTTTGGTAAC 207

Ai08B1803 Araip.B08 1803 p2 (TA)10 20 4354365 4354384 TTATGGTCCCAATTCCCAAA GCAGGTGCAAATGCAGATAA 196

Ai08B1806 Araip.B08 1806 c (T)12a(ATT)5 28 4356036 4356063 ACGGGACCTGTGAGAAGCTA CTCTGGCAAGGGAAATGAAA 118

Ai08B1807 Araip.B08 1807 p2 (AT)8 16 4363643 4363658 CGTCGAGAAGAAGAGGATCG TCGAATCGGATTGGCTAGTT 270

Ai08B1809 Araip.B08 1809 c (T)12aaatataaaaaataccattatttatatgtgtatgtgtatgtgtatggagtttaagtggataataaccttatttaatgtgtactgaa(T)11109 4370390 4370498 GGGACTCTCCCTCCTCTCAT CGTACTTTATTTTCTCCCGCTC 214

Ai08B1810 Araip.B08 1810 p2 (TA)6 12 4370618 4370629 GAGCGGGAGAAAATAAAGTACG TGAAAAACAATGTTGAGTACCCT 275

Ai08B1812 Araip.B08 1812 p3 (TGA)5 15 4371894 4371908 CATAGTCCAATGGGTTTGCC GAGCCCCATGCAACAGTATT 257

Ai08B1813 Araip.B08 1813 p3 (ATT)6 18 4372205 4372222 TGAAAGACATGCTTGGTGGA GCATGGTGAATTCTCAGACG 242

Ai08B1818 Araip.B08 1818 p2 (GA)9 18 4382350 4382367 TTCTGGTGAAGTTGCAGCAC TTTTCCGTCTTCCTTTCCCT 102

Ai08B1821 Araip.B08 1821 p3 (GAA)6 18 4392629 4392646 AGTTTCCTTACCTTGCCGCT GAGCCTCATCAGAGGCCTTA 218

Ai08B1822 Araip.B08 1822 c* (AT)7(T)10* 23 4394841 4394863 TCACTGCGATAATGAGTTCCA GAGGTGCATGCAGCAATCTA 213

Ai08B1823 Araip.B08 1823 p2 (AT)8 16 4394976 4394991 CGGAGCTCCATTTAAGGGTC TTCAAGTTGCTTTTGGGCTT 251

Ai08B1828 Araip.B08 1828 p3 (CTA)5 15 4419074 4419088 GGTTGGTTCTGTCTTTTGGG ATGGTGGAACAACAGCACAA 267

Ai08B1837 Araip.B08 1837 p2 (TA)6 12 4432328 4432339 CCCCTTCTTCACAAATCCAA CTGGTTAAGTGCTTGCCAAA 178

Ai08B1839 Araip.B08 1839 p2 (TA)7 14 4442246 4442259 TCTCTCCGTTGAGTCGAGGT CAAGCTTTCGAGCAGCTCTT 267

Ai08B1841 Araip.B08 1841 c (TA)7tttcggtaatgctagggagacaaaatt(A)1152 4444082 4444133 CACACACATGCTAGGGGTACA CCAAAGAAAATCAGCCAAAAA 277

Ai08B1842 Araip.B08 1842 p2 (AT)6 12 4445573 4445584 TGGAGATGGAATTGACGACC CAGACCGAGTCTTTAAGCCG 238

Ai08B1846 Araip.B08 1846 p3 (TCC)5 15 4450948 4450962 GCCAAACCCAACAAAAAGAA GATGAAACACGCGAAGAAAA 146

Ai08B1847 Araip.B08 1847 p3 (AAG)6 18 4451568 4451585 CGAATGTAAGTTCATCCTCTTCC TTTTTGGTGTATGTGTGCTGA 272

Ai08B1848 Araip.B08 1848 c (A)10gatgaataagaaaaaggaagaagaagaagatgatgatgat(A)1666 4452052 4452117 AATGAGGAGGAGGAGGTGGT TCATCTTCTGCTGCTGCTTC 150

Ai08B1849 Araip.B08 1849 c (A)10gatgaataag(A)1131 4452459 4452489 AAAAATGTTTCCTCTAATGCTGC TTCTTCTTTTCCGTCATCATCA 263

Ai08B1850 Araip.B08 1850 p3 (AAG)6 18 4452989 4453006 GGAAGAGGAGGAGGAAGTGG GCGCACACGTTCTTTTTCTT 105

Ai08B1856 Araip.B08 1856 p3 (AAC)7 21 4468463 4468483 CCAATGACAAATGCCAGAGA TGGCAGATTCTGTTGCTGAC 207

Ai08B1857 Araip.B08 1857 p3 (AAC)6 18 4468769 4468786 GCAGGTCCTCTGCTTCAAAC GTGAAGTGCAACCCTTTGGT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1860 Araip.B08 1860 p6 (TATAAT)6 36 4470775 4470810 CGAAACAACCTCAAAGCTCTA TTTTCCAGGACTTTGATGCC 258

Ai08B1862 Araip.B08 1862 p2 (AT)6 12 4472579 4472590 TACACAACACCCTGCCATGT GGCTATGGCATTGAACACAA 177

Ai08B1863 Araip.B08 1863 p2 (CT)11 22 4477117 4477138 TCTCCGCCACTCTTTCAAGT GGAGAATCTGTGTGGGCATT 182

Ai08B1864 Araip.B08 1864 c (A)11ca(T)10 23 4477695 4477717 CAGGCAGCTAGAACACCCTC AGCCATGCCTCTACCTCTCA 230

Ai08B1867 Araip.B08 1867 p2 (GA)10 20 4484090 4484109 TTTACCTCAGAGCAAACGGC CCTTTGAAAGAAGAACACGTCA 154

Ai08B1870 Araip.B08 1870 p2 (CT)7 14 4488153 4488166 AAACTTCCTTCTTCCATCCTCTT GAATGAGAGAAAAGAGAAAAAGATAAA 222

Ai08B1873 Araip.B08 1873 p3 (TAT)5 15 4512199 4512213 GAAACACGGTACATAATGCCA TTGGTTATTTGATCAATGATGG 257

Ai08B1874 Araip.B08 1874 c (A)10gtatcttatgtggatttgaaaggttcaggtaactcctgaaaaaaataaaaag(T)1476 4514024 4514099 TGGGTAGAGGAACAACCAGG GCATTGCTGTCATGCTGAAC 263

Ai08B1878 Araip.B08 1878 p2 (GA)8 16 4516644 4516659 TATTTGCGCCATTCCACATA GGATGAAATACTTGAGAATTGAAGG 244

Ai08B1881 Araip.B08 1881 p2 (AT)7 14 4519091 4519104 CTCACTTGATTCCTCCCCAA TTTCAACCAAGACCATGCTG 241

Ai08B1883 Araip.B08 1883 p2 (TA)7 14 4520586 4520599 GGGTCATCTCCATAAGATCCA CGTTGCTTACATACACCCAAA 279

Ai08B1884 Araip.B08 1884 p2 (TA)7 14 4523659 4523672 GGACGAAAATATTCGCAGGA GCCATGTGATGCTTATTCCA 222

Ai08B1886 Araip.B08 1886 c (ATT)6gttg(TTA)537 4526419 4526455 AGGCCAGGTTGGGAATTAGT TTTCAACAAGTAGATCACCCCA 226

Ai08B1887 Araip.B08 1887 p3 (TTA)6 18 4526559 4526576 CAAGCTAAGCTAAGGGGGAAA TCGTGAATGTAAGGCAACCA 268

Ai08B1891 Araip.B08 1891 p3 (AAG)6 18 4535433 4535450 GAATGTAGGTTCACCAGCTTCC TTTCTCTTCTTCCTCCTTATCTTCTG 213

Ai08B1892 Araip.B08 1892 c (T)10gtttttccttatttctttctttcttttagttgaatgaatgtaggtttatcctcatcttattaattttgtagcattatatattttttta(T)11109 4535576 4535684 TGATACAAAAGCACAAAAATCTCTTC TCCTCCACATCTTCTGTTGCT 278

Ai08B1893 Araip.B08 1893 p3 (ATG)5 15 4536096 4536110 AAGAACAAACTTGGGAAGGTAAAA GACCCAACCCTTCCTTCTTC 270

Ai08B1894 Araip.B08 1894 c (A)11gagaaaaaagaatgagaagaaaatagcaactgagatgttagt(AAG)774 4536733 4536806 AAGGTAGTCATGGTGGTGGC TGCTTTTCAAATCACATGCC 176

Ai08B1895 Araip.B08 1895 c (A)10gaatat(TA)1036 4539265 4539300 CGTCTCCATGTTCGTTGATTT TTTTCTTGTCGTCCCTTGAA 264

Ai08B1896 Araip.B08 1896 p3 (CTC)5 15 4541555 4541569 TCAAGGGTTGATGATGCAGA ACACCAACGAGGGTCTGAAC 210

Ai08B1897 Araip.B08 1897 p3 (TCC)10 30 4541871 4541900 ACCTCCATGGCTGTTTCAAG TTGTTGGTGCAATTCATGGT 186

Ai08B1898 Araip.B08 1898 p2 (AT)6 12 4543392 4543403 TGATCATCACCCATTTTCCA GCAATAAAAGTCATGCACGAAG 264

Ai08B1904 Araip.B08 1904 p2 (TA)10 20 4550795 4550814 GAAGGCCGTAACCAAGTTCA TCACACGTCGCACGAAATA 280

Ai08B1905 Araip.B08 1905 c (A)11gtaaaagc(A)1231 4553673 4553703 GGAATAAAATCACGGCCAGA TCTGAACTGGAAACGTGCTG 280

Ai08B1907 Araip.B08 1907 p2 (TA)10 20 4556642 4556661 GCACGTCTTCCTCGAATACC CAGGAGCCAGGGAAGAATTA 247

Ai08B1912 Araip.B08 1912 p4 (TGGT)5 20 4565748 4565767 CCTATACATGGCCCTCGAAA AGCCTAGCCTAACACATGGC 232

Ai08B1913 Araip.B08 1913 p2 (AT)6 12 4566454 4566465 TAGCCTAGTTGGATGGTGGG AGTGGTCGCATATCCTTTGG 267

Ai08B1915 Araip.B08 1915 p2 (AT)13 26 4571362 4571387 AATTTAGTATGGAGGGGCCG CCCCCTCCCAACATTTTTAG 260

Ai08B1916 Araip.B08 1916 c (GAA)5ggagggggaggagaacctgcgcgaattt(AGA)558 4578539 4578596 GGAGGAGGAAGAGAACCTGC TTAAATCACGCGCTCCTTCT 168

Ai08B1922 Araip.B08 1922 p2 (CT)18 36 4586175 4586210 CGTGTCCCCTTTTTCCTTTT TGTGTGAGAGAGAGTGAAGAACG 203

Ai08B1925 Araip.B08 1925 c (T)10(A)13 23 4600971 4600993 TTTTTGCCCTCTTATTTCTGC TCTAGCGTTTCTTTTATCTGGAAA 262

Ai08B1927 Araip.B08 1927 p2 (TC)6 12 4602643 4602654 CCGATGGCAAATTTAGGAGA ACAAGGGACATCAATAGCGG 273

Ai08B1931 Araip.B08 1931 p2 (TA)10 20 4619503 4619522 TCAACAGTTGTGCCTGTGAA AAGGGTGAAACGTGGAAGTG 174

Ai08B1935 Araip.B08 1935 p3 (TGA)5 15 4633734 4633748 GATTCTCAAGCCATGCTGGT ATCGCTGCCTGACCTCATAG 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B1936 Araip.B08 1936 p2 (AG)7 14 4635354 4635367 TGTGATTTACTGGCAGCGAC TTCGTCGATAAATTCAACGGT 195

Ai08B1937 Araip.B08 1937 p2 (AT)7 14 4636198 4636211 CATGACTGCCTCATCACTGG TGAGGCGAATGTTGCTACTG 280

Ai08B1939 Araip.B08 1939 c (TA)8(GA)7 30 4644364 4644393 CTACCATTGCCGAGGTTGAT ATCTCAACCGCCACGATTAC 248

Ai08B1941 Araip.B08 1941 p2 (TA)6 12 4645256 4645267 TGATGAATCAAATCTTGAACCG TTTCCGTCTCTAAAAGAAGAAATGT 280

Ai08B1944 Araip.B08 1944 p3 (TAA)5 15 4657926 4657940 TTCAATTTTGCGTTTCAATTTTT TGCGGGCGATTATTAGTCTT 263

Ai08B1945 Araip.B08 1945 c (A)11ctatatgtttgcctttttcttaatttttgttttcttaaggcttaagc(A)1068 4660313 4660380 GCTCTTAGTCTTTCAGTCATAATTGG TTTGACCGTGTACAGCTAATCC 262

Ai08B1948 Araip.B08 1948 p2 (TA)7 14 4665126 4665139 TCTTTCTTTTTGTGGGTCCAA GTGCTTTGCGAGTGTTCTTG 263

Ai08B1950 Araip.B08 1950 p2 (AT)6 12 4667707 4667718 GGCACATTAAGACTCATCACTCA GTCGGGAGTTTGTGCTTGTT 125

Ai08B1957 Araip.B08 1957 p3 (ATT)10 30 4672428 4672457 GGGAGCCAATAACCTAAGCG TTATTGGGAAAATGGTCGAA 278

Ai08B1960 Araip.B08 1960 p2 (AG)11 22 4679280 4679301 AATGGGAGGGAGAGAAGAGC GAAGAGAGGGAAGCAGAGGAA 275

Ai08B1961 Araip.B08 1961 c (AT)6gattatgaatgtctactaagc(A)1043 4682342 4682384 TCCCTAAATGCAAATCATGC TCACAGTGTCAACATACATATCAATTA 212

Ai08B1964 Araip.B08 1964 c (T)10atttgcagaaaaaagctttttctctttttac(T)1051 4683518 4683568 GTGAGCTGATCACTCGACCA ACAACACCAATGCCTCCTTT 194

Ai08B1967 Araip.B08 1967 p3 (AAT)5 15 4689450 4689464 CAACTGAGCCCTTCAGCTCT AGTGGACATGGAAACAAGGC 206

Ai08B1977 Araip.B08 1977 p3 (AGG)5 15 4704263 4704277 CCGCTGGATGAGGTTATCAT GCAATCGCCGTGTAAGAAAT 280

Ai08B1983 Araip.B08 1983 c (A)14gcaaaagaatcaacaaatattaaagaatcagaaacagaaaaattaacaacgtaataaac(A)10gaacaaaaatcagtaccaaagaatcaacaaatttgcatctcaaatattaaagaatcaac(A)10152 4718724 4718875 CCAACAAACCTCAGTTGCAC GCTCGCTGTTTTTCCGTAGA 275

Ai08B1984 Araip.B08 1984 c (ATT)5atacaat(TAA)640 4728842 4728881 TACCCAGATCAGTCCCAAGG TCCCTAACGTTTTTCTCCGTT 240

Ai08B1985 Araip.B08 1985 p3 (ATA)5 15 4729805 4729819 AACAAGACCAAGTTGAATGCG TGTGTGTTTTTATAGTGTGTTATTTGA 117

Ai08B1986 Araip.B08 1986 c (TTC)6ttgt(TGC)5 37 4731271 4731307 TATATTTACGCGCTTCGTGC GTTTCAGGCTCCAAGAGGTG 252

Ai08B1991 Araip.B08 1991 p2 (TA)6 12 4743096 4743107 GGCATCCCATCTCTTCATTG CGCGATTTGTGCACTCTTT 270

Ai08B1997 Araip.B08 1997 p2 (CT)12 24 4745911 4745934 TGGGCATGCACTCTTAACAC CAACCCAACAACATTTTCCC 243

Ai08B1999 Araip.B08 1999 p5 (TTGTG)5 25 4748996 4749020 CAACTGAAAAGGCACGTCTG CGAGGGAAAGACATGGAAAA 236

Ai08B2000 Araip.B08 2000 p3 (GGC)6 18 4750424 4750441 CGCAAAACCCTCTCTTTCAG TTCATCTCCATCGTTCCCTC 204

Ai08B2001 Araip.B08 2001 p2 (TC)11 22 4752071 4752092 TGTTGCATGCAGTTCACAAA CCTCGGAAGAAAACGTGAAA 264

Ai08B2003 Araip.B08 2003 p3 (CAA)5 15 4761618 4761632 ATGTGTGACTTCATGCACGC AAGACCGACAGAACACCCAG 256

Ai08B2006 Araip.B08 2006 p3 (TTA)17 51 4765509 4765559 TTTCTGTTCAGGGTGCATTG TACCCCAAAGAGCAGCAGTT 265

Ai08B2009 Araip.B08 2009 p4 (AGTT)5 20 4769222 4769241 ATGAGAGGGCTTTCGGTTTT CAAAGTGGCAATTGAAGCAA 227

Ai08B2014 Araip.B08 2014 p2 (TA)8 16 4784382 4784397 TTCTCATGCAACAATTGGGA TCGGAAGTGTGGTTATCTCG 210

Ai08B2015 Araip.B08 2015 p3 (TAT)5 15 4785780 4785794 TTCAATTGATGTTGGTTTAGAGTTT CTGTGCTGAAATGATTGCTGA 279

Ai08B2025 Araip.B08 2025 c* (TTC)6(TC)12*(TA)1978 4822196 4822273 CAAAGAGAGCACCTGCATCA CACACACCCCACATACACAAA 204

Ai08B2028 Araip.B08 2028 p2 (AT)11 22 4829054 4829075 ATGCGCCACTCTGATAGCTC GCACTTAACTTGGCCATTATGA 267

Ai08B2032 Araip.B08 2032 p2 (TA)6 12 4851357 4851368 GGGTGGTGGGTAAGTCCAC AGTGGTTCACAAGTCACAAACA 280

Ai08B2035 Araip.B08 2035 p2 (TA)6 12 4853196 4853207 TTTTGGGTGGTGGGTAAGTC TCTCTAAAGTGTGATCTCAGCAAAA 272

Ai08B2037 Araip.B08 2037 p2 (TA)6 12 4854768 4854779 GGGTGGTGGGTAAGTCCAC AGTGGTTCACAAGTCACAAACA 280

Ai08B2040 Araip.B08 2040 p3 (AAT)10 30 4857190 4857219 GGCGGTGTGTGTATCCTTTT GGATCAATTGGATTTTAATTTGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2044 Araip.B08 2044 p2 (TC)7 14 4860919 4860932 CCAAAAAGGCAACCACATCT AACCCAACAGAGGCATGAAC 224

Ai08B2045 Araip.B08 2045 p3 (AAT)6 18 4863227 4863244 CGTGACGACAAACACACTCA CAGCAAACACTCGTCAGCAT 218

Ai08B2049 Araip.B08 2049 c (T)10cctggttattttgctcataactgttgtaatccaaatttactagtaaaaagagtcaa(TAG)581 4881575 4881655 TTGTTCCCTTTTAGTTGGCG GGGGCTGTGAAAGGTCATAA 198

Ai08B2051 Araip.B08 2051 p3 (TCA)6 18 4884303 4884320 CTTTCCTTGGTCCACCTTCA CTAGATGGAGGATGGCGAGA 178

Ai08B2060 Araip.B08 2060 p2 (TA)6 12 4911748 4911759 TCTCATAATTTATTATTAATGGCGCTT GAGAAAGCTAAGGGGGTTGG 192

Ai08B2061 Araip.B08 2061 p2 (TC)7 14 4911912 4911925 CCCAACCCCCTTAGCTTTCT CATCTCGCAGGAGAGAGGAG 279

Ai08B2064 Araip.B08 2064 p3 (CAA)6 18 4915567 4915584 GCAACAACCAGATGCAGAAG GCAGAAGGAATCAGAGCCAC 237

Ai08B2065 Araip.B08 2065 p3 (TAT)5 15 4916528 4916542 TCGATTCTGGCGCTAAACTT TTCACTAGGTGTGCGGATGA 264

Ai08B2066 Araip.B08 2066 p4 (AAAT)5 20 4916949 4916968 CATCCCACATATCCATTGTTCA GTTCCCCCTCCAAAAAGAAA 199

Ai08B2068 Araip.B08 2068 c (T)10ctctagtttggatagtattttctttttctaaattga(T)1056 4939409 4939464 GCATAGTGTCCTTCTTCTTGGC TGCAAGAAGCGACTCAAAAA 271

Ai08B2069 Araip.B08 2069 p3 (CAC)10 30 4943134 4943163 CAGTACCAACACCACCACCA CCTGCTTTCTTGCTTCTGCT 172

Ai08B2074 Araip.B08 2074 p6 (TCTTCA)10 60 4949005 4949064 GGCTACTGGAGCAGCTTGTT TGGGCTTACCAGATGAGGAC 215

Ai08B2078 Araip.B08 2078 c (T)12atttaaattattaaagtttgaattttactttagagaataaagtgtcatttattttatatgtgggacc(A)1190 4955479 4955568 TTGGTGAAGGTAGCTGGAGA TACATTTCGGAAGGACCCAA 280

Ai08B2090 Araip.B08 2090 p2 (TA)8 16 4970275 4970290 TGGACCTAGCATCACTTGAAA TTTTTAATAACCGGTAACATAGAGTTT 269

Ai08B2093 Araip.B08 2093 p2 (GA)8 16 4972851 4972866 TTTAAAAACAACGTAAAGATGACACA TCTCTCTTCCTCCCTCCCTC 233

Ai08B2096 Araip.B08 2096 p2 (AT)6 12 4989934 4989945 TCCAAAGCAACTCAAACCAA TGTGATTATGGCTACCGCTG 208

Ai08B2097 Araip.B08 2097 p2 (CT)6 12 4994557 4994568 CTTCTCCCTTTCTCTTCCCC CCTTCTTGCACCGTTGATTT 269

Ai08B2098 Araip.B08 2098 c (AAT)5(GAT)5 30 4994733 4994762 GTGTGCGACTGGATGGAGTA ACGGGCTTCGTTAATAGCCT 100

Ai08B2101 Araip.B08 2101 p2 (TA)23 46 5001485 5001530 TGAAGCCTAGATTTTGCTCCTC TCCAAGTCAGTTCCCAAAGG 254

Ai08B2102 Araip.B08 2102 p2 (TA)9 18 5002758 5002775 AGATGATCAAACGGGTGGAG GGGTCAAGGCCGTACATAGA 153

Ai08B2105 Araip.B08 2105 p2 (TA)6 12 5004221 5004232 CCAAACATCAATTACGAGCCT CAATGCTGAAAGGCATCACT 252

Ai08B2106 Araip.B08 2106 p3 (TGG)6 18 5005083 5005100 CGCCTTGATTCTGCTTTCTT CAACCAACACCAACACCAAC 112

Ai08B2107 Araip.B08 2107 p2 (AT)9 18 5006023 5006040 TCACGAGCTGGCTCAAATAA GAGCCGAGCTTGAGCTTAGA 272

Ai08B2108 Araip.B08 2108 c (T)12aaagattcgggggtcgttgaccacaaaagaagcaaagaagccacaagagacag(A)1075 5006965 5007039 TTGCTTGCATTGATTGGAGA AATTCGGTTGTGGATGTGTT 280

Ai08B2111 Araip.B08 2111 c (A)10gatgtaaattatagcttttcaaaaaatattttttttatttttttagtacttttatttttactactagaaatttgctaaacacactaaaaaat(A)11113 5024100 5024212 TTTGGATATCTCATGCAAAAAGA AAGTGCTTGTTTAGGTGCCA 274

Ai08B2117 Araip.B08 2117 c (ATT)5aaattaataaaaaaataattgatataacattaagaaaaa(AATT)574 5039550 5039623 TCTATACCTCCCCTCCCACA TGCATATTTTGGTCATTCCG 247

Ai08B2119 Araip.B08 2119 c (CTT)5gctgcacg(TTC)538 5043690 5043727 ATCGTCGTGTTTCTCCTCGT GAAAGAGAAGGCAAGAAACGAA 140

Ai08B2120 Araip.B08 2120 p3 (GAG)5 15 5044254 5044268 AGAGAACGCACGAACGAGAT ATACGATTTTCATGGCGTGC 143

Ai08B2121 Araip.B08 2121 p2 (TA)7 14 5049818 5049831 GTGGCGACCAAAATGCTAAT TGCTTTTGGAGAAGAGGTAGAAA 271

Ai08B2122 Araip.B08 2122 p3 (TTG)6 18 5056490 5056507 GTAGCCCTTTCCCTCGTGAT AGCAGAAGCAACCAAAGCAT 216

Ai08B2123 Araip.B08 2123 p4 (AAAT)5 20 5058584 5058603 CAATGATTGAGAAGTTCAACTGG TTTCACTGAACGGAGATGGA 280

Ai08B2128 Araip.B08 2128 p2 (AT)6 12 5065044 5065055 GTGGGGAATTTTCCCTGTG GCAGAGAGGTTGGATGGAGT 274

Ai08B2130 Araip.B08 2130 p2 (AT)6 12 5067404 5067415 AAAAATTGTGTACCGCAGAAAA TCAACCAGGTTCATACAATGGA 277

Ai08B2135 Araip.B08 2135 p3 (TTC)5 15 5080976 5080990 TAAAAAGCACACGCCACCTA CTTTGGAATTGTGAAGGGGA 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2136 Araip.B08 2136 p3 (CTT)7 21 5081978 5081998 GCTCTGATGGTTTGCATTGA TGCAGCCACAATCTGCTATC 221

Ai08B2138 Araip.B08 2138 p3 (ATC)5 15 5086198 5086212 AAGGCATTTTCACATCACGA CTTGCATGGCCCAGAATAAT 243

Ai08B2141 Araip.B08 2141 c (TGA)5tgttgattttattgatgttgtttttcttggtggtggaggtaaa(GGT)676 5093469 5093544 CGTTGGTGGTGGTGGAGT CGAAATCGTCCCTCGTGTAT 251

Ai08B2142 Araip.B08 2142 p2 (GA)10 20 5094527 5094546 AACCGGTAACATAGAGTTTAACAAAA TGTCAAATTTGGATGAGACTTTTC 199

Ai08B2144 Araip.B08 2144 p2 (AT)8 16 5108994 5109009 TCCCACTTATGAAATCAATGGT ATTTTAATATGGAGGGGCCG 259

Ai08B2145 Araip.B08 2145 c (GAT)6gaaa(AAG)743 5110077 5110119 TTTGATTTGTTTTGCTTTTATTCTTG ATTTGGAGCAAATTTCGGTG 267

Ai08B2149 Araip.B08 2149 p2 (TA)6 12 5119422 5119433 AAAAATGTCCAATCCTTTAAGAAC CGAATAGAATCATGTACGAATAAACC 270

Ai08B2157 Araip.B08 2157 p2 (AT)6 12 5133050 5133061 ATGTGACCGGGCACTTTAAC GGAGTCGAACTCCAAGCTCA 127

Ai08B2159 Araip.B08 2159 c (AT)6accatgactccat(GA)637 5141410 5141446 GACAATGGCGGATACTTGGT TTCCATTAGTTTGCAGCACG 145

Ai08B2160 Araip.B08 2160 p3 (TTA)5 15 5141710 5141724 TGCTTTATAAAAACCTTGGTCG CAAAAGTTGCTGGCCCTAGA 157

Ai08B2161 Araip.B08 2161 p2 (AT)6 12 5144874 5144885 ATTCGGTGTTCCTCATGACA ATTCGGTGTTCCTCATCACA 225

Ai08B2164 Araip.B08 2164 p3 (TAG)5 15 5154900 5154914 TCAGCAGCTGCACTGTGTCT TGCAACTCTTCCAGTATTGCAC 271

Ai08B2167 Araip.B08 2167 p3 (AAT)6 18 5169234 5169251 TGTGTTCCCATCTGCAGTTATT CGGTTCCGATTTGTACTCCA 280

Ai08B2171 Araip.B08 2171 p2 (TA)6 12 5180681 5180692 GGTTGTGATACAACATAATTCGAAAC CCCCACTTTGTTGAGAGCAT 111

Ai08B2174 Araip.B08 2174 p3 (TTC)5 15 5187041 5187055 TGAAGAGGAGGAAGAGGAAGAG GAAGAAACACATAATGCTGCAAA 250

Ai08B2178 Araip.B08 2178 p3 (ATA)5 15 5193792 5193806 CAAGAAGGAAACGGCTATGTG ACTTAACATGGCCCAAGCAC 191

Ai08B2181 Araip.B08 2181 p2 (TA)7 14 5213933 5213946 CCGAGCTTGAGCTTGGATAA GAGCTCACGAGCTGACTCAA 279

Ai08B2185 Araip.B08 2185 p4 (AAAT)5 20 5228707 5228726 GGCAATTGAAATCTCAGGGA TGATGCTGATTGTTGTGGGT 236

Ai08B2186 Araip.B08 2186 p2 (AT)15 30 5231817 5231846 GCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 276

Ai08B2190 Araip.B08 2190 p2 (AG)6 12 5243951 5243962 ATTGCAATGGGAGTAGCACC CATGTGTGGTGTCTTCCTCG 159

Ai08B2196 Araip.B08 2196 c (T)13aaagttgggggtctagacctctacttgttccatgtatccgtctttg(TC)671 5264642 5264712 GGTACTGAGGACGCACGATAA TAAAACCGGTTCAACCAACC 223

Ai08B2199 Araip.B08 2199 p2 (TA)8 16 5276134 5276149 AATTGGGCATGAGGAGATTG TGAGCGGACTTTCGTCAATA 216

Ai08B2204 Araip.B08 2204 p2 (AT)7 14 5287552 5287565 GTCAATAACTGCATGCCACG TGGTGAGAGATCACACTGCAT 108

Ai08B2207 Araip.B08 2207 p2 (CT)15 30 5291267 5291296 CATTCACCCTCCTGACTGGT TGGTATAGAGAATTGGGCGG 255

Ai08B2209 Araip.B08 2209 p2 (TA)6 12 5296705 5296716 CGAGCTCACGAGATGACTCAA CGTGAGCTGGCTCGATTT 279

Ai08B2212 Araip.B08 2212 c (GA)6aagagagagaagggagggggagaaagagcgtgagagagagagcaagagagagggagagaaagtgagat(AG)6gaggggaagagggaaggagagagagg(GA)6130 5299432 5299561 TCTCTCCCCTCTTTTCTCCA TCCCTTATCCCTCTTCCTCTC 257

Ai08B2213 Araip.B08 2213 p2 (GA)6 12 5299899 5299910 GAGAGAGAAAAGAAAAAGGGGG TCTCTCTCCTTCCCCTCTCA 108

Ai08B2214 Araip.B08 2214 c (GA)7a(AG)7 29 5300033 5300061 GGGAAAGAAAAGAGAAAAAGGG TTTCCTCTCCCCCTCCTATC 199

Ai08B2215 Araip.B08 2215 c (GA)10aagagagataggggagagagagaaagagaggaagggat(AG)874 5300212 5300285 ATAGGAGGGGGAGAGGAAAA CTCCCCCTTCCCCTATTTCT 157

Ai08B2216 Araip.B08 2216 p2 (GA)6 12 5300446 5300457 GAGGAGGGGAGAAATAGGGG CTCCTTCCCCTCTCCACTCT 213

Ai08B2219 Araip.B08 2219 p6 (ACAACC)5 30 5312217 5312246 TTACGTTGAGGGTCGGAATC TTGTTTCCTGCTTTCTTGGC 273

Ai08B2220 Araip.B08 2220 p3 (TAA)5 15 5312837 5312851 ACAATAATGCAATGGCTAATGTAA CAATCGTGTAAGGCTCAAAAA 263

Ai08B2221 Araip.B08 2221 p2 (GT)8 16 5313408 5313423 GAGCTGAATTTTTCACCCCA AACGCTTGCACACTGAGGTT 263

Ai08B2222 Araip.B08 2222 p2 (TA)6 12 5313857 5313868 TGTCAATAACTGCCACGGAA TGCAACAATAAGATGCTGCC 152
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Ai08B2225 Araip.B08 2225 p2 (TA)6 12 5322288 5322299 TGTGAGGACACTTCATCCATTC TCGTGACAATTCTACGGTGC 230

Ai08B2229 Araip.B08 2229 p3 (CCT)5 15 5340900 5340914 TATGCATGCAGCAGGAGAAG TACTTGCCAGACAGTGGCAG 158

Ai08B2230 Araip.B08 2230 p2 (AT)6 12 5341861 5341872 TCCATCTTGCCAACTCCTTT TCCCCGTTTACGGTATCAAG 248

Ai08B2232 Araip.B08 2232 p3 (ATT)5 15 5345403 5345417 CGTGATGTAAAATTATCTTTTTCAGTT GCACACTGCGGGAACTACTA 279

Ai08B2233 Araip.B08 2233 p3 (TTA)5 15 5345962 5345976 TGCCCCCACAAATACATGA GTTTCGCCCCTGATTAGATG 185

Ai08B2237 Araip.B08 2237 p2 (AT)9 18 5354051 5354068 CACACAAGCATGGCATATCT TGGGCCCAAAATAAATACAA 279

Ai08B2244 Araip.B08 2244 p3 (TGT)5 15 5372125 5372139 ATCTCTGATGAGGGGGCTTT CCATCATCACCATCATGAGC 188

Ai08B2245 Araip.B08 2245 p3 (GAA)7 21 5372479 5372499 AACAAGGTCGAAGCAAATGG GATGTGGTCCCTAAACCCCT 133

Ai08B2247 Araip.B08 2247 p2 (AT)9 18 5375092 5375109 AAGTTGGTCTAACATAACAAAATCAG TTTTCCAGGATGGATCGAAG 234

Ai08B2249 Araip.B08 2249 p3 (TCT)5 15 5387375 5387389 CCACATACAAGCATTTTTCCG CTGCTGCTGCTTCTTCTTCA 241

Ai08B2253 Araip.B08 2253 p4 (AAAT)5 20 5398754 5398773 GAAGTCAACGATAATGATGAAGTTGT CAATCGATCAATCAATTTGGTG 102

Ai08B2260 Araip.B08 2260 p2 (CA)9 18 5414885 5414902 CCTCTTCAGCATACACACGG CCTCCCTTCCTTATTCTCCG 148

Ai08B2261 Araip.B08 2261 p2 (AT)6 12 5416477 5416488 TATGATGCACGCCTGTCCTA TAGACGCAGTCACTTGCCAC 267

Ai08B2264 Araip.B08 2264 p2 (TG)6 12 5425201 5425212 TGACGTTCGCTCCTCTTCTT TTTGTCCCAAATTAAGCTATAAACC 188

Ai08B2266 Araip.B08 2266 p2 (CT)7 14 5428559 5428572 TGAATCAAGGCATTAATTGTGA TGAAAAAGAGGGGATATATTTTCG 251

Ai08B2267 Araip.B08 2267 c (TTC)6ttttctttcttttattgctcgagggcgagcaatattctaagtttggtgtggtaaaagcatagc(T)1091 5431404 5431494 AGCCCTCCATTCCTCTTCAT CTTGCCTTCCCTTTCCTCTT 242

Ai08B2268 Araip.B08 2268 p2 (TA)8 16 5439738 5439753 GTTCGGAGTCGTGATGGTTA TTACCAGAATGTCACGCTTCC 272

Ai08B2269 Araip.B08 2269 p2 (GA)19 38 5441082 5441119 CCCAAAATTGTCTCCAATGC GCGTGCTGCATCAATAAATC 233

Ai08B2271 Araip.B08 2271 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttcttattaactaattatttttatttttttattt(A)1095 5444290 5444384 CTTTTTGTTTGTTTCTTAACTTTTTCA CAGAAGAAGATGAGAGGGGG 245

Ai08B2272 Araip.B08 2272 p2 (TG)7 14 5461176 5461189 CCAGATGGTCCATACAGCAA TGTGACTTTCACAACTTTTCCA 277

Ai08B2273 Araip.B08 2273 p3 (TCT)5 15 5461768 5461782 GACGGCTTCCCTCATGTTTA TTCATTGAGTGGTCCCTTCC 234

Ai08B2274 Araip.B08 2274 p2 (TG)7 14 5462269 5462282 GGCAGCAGCTAAAGAAGGAA ACCAGACAAGCATACCCGAA 271

Ai08B2275 Araip.B08 2275 p2 (AG)7 14 5462509 5462522 TCGGGTATGCTTGTCTGGTT TGTTAACCATGTGATGTGACCA 229

Ai08B2276 Araip.B08 2276 c (TC)7tgatcctcttttcttc(T)1040 5464756 5464795 GTTCCTTAACGCAGGCTGTC CCCTCAAGTTGTTCCTTCCA 272

Ai08B2292 Araip.B08 2292 p3 (TGG)6 18 5486918 5486935 GTGCTTGAATCGCTTTGGAT TCGAATTCGTCCCTCTTGTT 176

Ai08B2293 Araip.B08 2293 p3 (ATA)5 15 5487953 5487967 TCGTGAATTTGGATGAAATGA TTCTCTCCACGGAGGATGAT 268

Ai08B2294 Araip.B08 2294 p3 (ACC)7 21 5490616 5490636 AACTCTCCAACAACCATCCG TTGCGTTAACTCCGACATGA 264

Ai08B2296 Araip.B08 2296 c (AT)6aacttaattatgcatgggaatatataatgttagttattagatggtg(TA)670 5501194 5501263 CAAGCATTACAACTGCAACCA AGGAATGCATTACCACTGGC 177

Ai08B2299 Araip.B08 2299 p3 (TTC)8 24 5510118 5510141 GCAAATGGAGCAAGCAAACT TGGCTTTGCACATTGGATTA 263

Ai08B2302 Araip.B08 2302 c (T)10caattataatctatccataataataataaaattaggatctaaattaaaccttaaaaaagaaatt(A)1084 5511906 5511989 TTTTTCTTTTTAATTGGTCCTGC TTCCCATTCTCATGTGCGTA 189

Ai08B2305 Araip.B08 2305 c (GA)9(AG)7 32 5516015 5516046 CGTGGTGGTAACACAAGGTG TCCGCCGATAAATCCAATAA 260

Ai08B2313 Araip.B08 2313 p2 (AT)9 18 5534558 5534575 GACAAAATTCTCCCGAAGCA GCAGAGAGGTTGGATGGAGT 253

Ai08B2316 Araip.B08 2316 p3 (TTA)14 42 5544101 5544142 AAATCGAAAACTTTTGGGACAA ATAATGCTGGATTGCTGGCT 256

Ai08B2317 Araip.B08 2317 p4 (TACA)11 44 5547301 5547344 CAGTGGTCCAAACTGCTGAA AAGGGGGTTAACACTGCACA 192
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Ai08B2318 Araip.B08 2318 p3 (ACA)9 27 5548082 5548108 CAGCAGAACCAGTGAGCAAG TGGAGATGGGATGACACAGA 263

Ai08B2325 Araip.B08 2325 p3 (GAT)7 21 5553853 5553873 GGCGCAGAAGAGAAGATTGA CATGCCAAACAACCACTGAC 249

Ai08B2326 Araip.B08 2326 p2 (AT)8 16 5556967 5556982 TGGAATGATTCTGTGAAAAGC TTTGACCAACACCTATGGCT 215

Ai08B2329 Araip.B08 2329 c (AGA)6atgagaagaagaagaggatagtaaacttggtaggacaccgggtttaaaatgagaaaactttgatacttgataagtactgaaaagattctccc(TTTG)5130 5558473 5558602 GGGATCATTTTCAGCCATTG TCCTGATTCCTGAAGGATTTTC 279

Ai08B2330 Araip.B08 2330 p2 (AG)8 16 5558768 5558783 TGTTGGGATCTGTGCTGTTC TCACAAGCCAAATCACCTCA 217

Ai08B2332 Araip.B08 2332 p2 (AG)6 12 5562194 5562205 AATGGGGCCAACATTATTGA TGTTTTGAACCAAACCACCTT 265

Ai08B2333 Araip.B08 2333 p2 (AT)10 20 5564264 5564283 AAGGCAGGAGCTCAATATGC GGTTCAAGGTTGAGCCACAT 268

Ai08B2340 Araip.B08 2340 p2 (TA)11 22 5570459 5570480 CCCCACCATGTTGGAAGATA TTTTTGGCTCAAAACCATGC 219

Ai08B2341 Araip.B08 2341 p3 (CAA)5 15 5575454 5575468 GTTCTGGCACAGAAACAGCA GCCTCTCATCAGCTCCAACT 210

Ai08B2342 Araip.B08 2342 p3 (TAA)5 15 5577014 5577028 TGCGTGGTGTGTGTACTGTG TCATGCATTTAATTCTCGTTTATTTT 280

Ai08B2345 Araip.B08 2345 p2 (AT)6 12 5579271 5579282 GACGGGGAACACCTTTATGA GGCAATTATAAGATCCAAGCCA 195

Ai08B2347 Araip.B08 2347 c (AT)6aaggggggttgagattagttgccaaatactcaaatatggtaaaagagc(A)1070 5580361 5580430 TGCCAACAGTTTTAGTTTCGC TCCATAAGGCTTTGTTTAGTTGAA 249

Ai08B2350 Araip.B08 2350 p2 (AT)6 12 5584351 5584362 GCAGGCTTTCCACTTTTTGA TCCCAAGTTTGGAACAATGTTAT 278

Ai08B2352 Araip.B08 2352 p2 (TA)6 12 5590440 5590451 ACGTGTAACCCAAGTGGTGG GACCACCAAGCTTTTCAGGA 257

Ai08B2354 Araip.B08 2354 p2 (AT)6 12 5592839 5592850 TGTGCATGGAACAAGTGGAT GGTTCACAACCATGGACAAA 265

Ai08B2358 Araip.B08 2358 p3 (AGG)5 15 5598413 5598427 GATCATAAGCAGTGGCAGCA AACCACCCTCCCTATTCCAC 160

Ai08B2360 Araip.B08 2360 p3 (ACA)5 15 5599986 5600000 TCCTTCTCCTGATCATGGCT GAGAGGAAGGCTTGAGGGTT 247

Ai08B2362 Araip.B08 2362 p3 (TCA)5 15 5604569 5604583 CCAAAAACGTAGCTTACAAGGG TTCATGTGACTGGTGGTGCT 213

Ai08B2363 Araip.B08 2363 c (TGA)10gtttct(AGA)757 5607012 5607068 CGGGTACCATCACAGGAGTT TTTCCCTTGTTTCTGCTCACT 178

Ai08B2366 Araip.B08 2366 p2 (GA)6 12 5622568 5622579 CTCGTATTCGTCTAAATATTCTTCATT GAAATGCATCTTTTGAACCGA 135

Ai08B2368 Araip.B08 2368 p4 (AAAG)5 20 5627111 5627130 ACCCCACAGTCTTATTGCCA AAGCATGGCTTCAACTTCGT 219

Ai08B2374 Araip.B08 2374 p2 (CT)6 12 5640166 5640177 AGCATAGAAACGCCGATTTG AACAATGGCAAGGTTCCAAG 236

Ai08B2375 Araip.B08 2375 p2 (AG)6 12 5646762 5646773 TGGTCATACGCGATTGGATA TCCACCCTCCTGACTAGGTG 151

Ai08B2377 Araip.B08 2377 p4 (TGTT)6 24 5652935 5652958 TTGCGTTCATGCATTTCATT ACGATGAACGAGTCCTCACC 178

Ai08B2378 Araip.B08 2378 c (TA)10(TG)6 32 5658347 5658378 CCAGATCGATTAGGTGACCG CAAGCCTAATTCGGTACATTCTG 219

Ai08B2379 Araip.B08 2379 p3 (AAG)6 18 5661280 5661297 ACAGCTACCCAACACTTCCG CTGTTGTTGCATGGAGCTGT 278

Ai08B2382 Araip.B08 2382 p3 (AGT)5 15 5668623 5668637 CCGTCCAGTTATGCATCTCA GAGTCTGAGGTTTGGGCAAG 217

Ai08B2384 Araip.B08 2384 p4 (CCGT)5 20 5669913 5669932 TCTCTTGGTTCTGCTCCGTT GGGTTGAAGACTTGGAGCAC 183

Ai08B2389 Araip.B08 2389 p2 (AT)7 14 5688222 5688235 AAGGGTGAAACGTGGAAGTG TGGGGATATTTTCACCAAACC 254

Ai08B2390 Araip.B08 2390 c (AG)7atcgaacgt(GA)635 5698132 5698166 TCCAGCATGAATACCAACCA CAATCCCTAATCTCCCGTCA 225

Ai08B2392 Araip.B08 2392 c (GAG)6(GAA)6 36 5707181 5707216 TTTTTGTTGCCCTCAATTCC GATGTGTCAATGCCAAGTGC 276

Ai08B2393 Araip.B08 2393 c (A)10gtcaaaatcaaaaagatatttaccctaaaattaaatgatatgacttatttatcaaataaaatcaataatatgatgaaaaacgttatccctc(T)10cccttaagaatgtttttgtcaaatacatagaacga(T)10156 5707417 5707572 TGATGGGTAGAGATTTGGTTGA TTTGGGAGTTTATATTTCATTCTCA 280

Ai08B2402 Araip.B08 2402 p3 (TAA)5 15 5733459 5733473 TTCAGAGCATTTGATCGACG ATCTGGTGGCAAATCAGGAC 189

Ai08B2404 Araip.B08 2404 p2 (GA)6 12 5745716 5745727 ATTTGGGGACGATTGATTTG TCACAAGCCTCGTCAAGATG 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2406 Araip.B08 2406 p2 (AC)9 18 5751007 5751024 GATGGGGAAGAATGGAGGAT CAAGCCAAAACGACAGATGA 224

Ai08B2408 Araip.B08 2408 p2 (CT)12 24 5758899 5758922 TCTGAGAATCAGTCCCTCGG CGCTTCACGAGTCAAAATCA 161

Ai08B2410 Araip.B08 2410 p2 (TA)9 18 5762081 5762098 AGAAAGAGGGGTTGTCAGGC AGCAAGCGATTCACAGACCT 255

Ai08B2411 Araip.B08 2411 p2 (TA)6 12 5763118 5763129 CTAAACCCCAACTCCACGAA CTTTGCCATTGTTGGACCTT 257

Ai08B2414 Araip.B08 2414 p2 (TC)12 24 5774038 5774061 GCAGCACGTGTCGTATTGAG GGAGAAGGAGGGAAATGAGG 192

Ai08B2416 Araip.B08 2416 p2 (TC)12 24 5780438 5780461 CCTTCCTTTCATCGATTCCA AACCAGTATTGCGACGGTTC 271

Ai08B2419 Araip.B08 2419 p2 (TA)7 14 5783682 5783695 TCTGCCATGAATAGGAAGCA AGCAATTAAAGCCTGGCCTA 231

Ai08B2420 Araip.B08 2420 p3 (GAA)5 15 5787571 5787585 GAGCATACATGGGGAAGCAT GACGCTCTTTCAAGGATTGG 251

Ai08B2423 Araip.B08 2423 p2 (AT)7 14 5793867 5793880 TGTGGCATTACTCTCTTGCG CTCGCACGTCGTACACAAAT 194

Ai08B2425 Araip.B08 2425 p3 (AGA)19 57 5803277 5803333 CATCAATTGCGTTTGGTGAA ACAGAAGGAGATCGAAGGCA 228

Ai08B2426 Araip.B08 2426 p3 (AAG)5 15 5803950 5803964 TCATCTTCTGCTGCTGCTTC CAAGGTACGTTTCTTGCCTTC 195

Ai08B2427 Araip.B08 2427 p3 (GAA)17 51 5804083 5804133 TTCTGGTGATTTTGATGAAGGA TATAAACACGCCGTTTCACG 154

Ai08B2428 Araip.B08 2428 p2 (TA)6 12 5807285 5807296 TGGATTCAAGGGAAGGACTG CAATAGAGGGAGGGTTGGGT 236

Ai08B2429 Araip.B08 2429 p4 (AGAA)6 24 5808766 5808789 CCACGTCATCCATTAACGTCT TTTAGCGAAGTGGGTCATCC 278

Ai08B2431 Araip.B08 2431 p2 (AT)6 12 5817558 5817569 TCACATTCTTGCCCATACCA GGACTAAAAATCCAAACACAAAA 273

Ai08B2436 Araip.B08 2436 p2 (TA)6 12 5828786 5828797 TAAACCGTTGGATTGGATCG TTATTTGTAGGGCGGTTTGG 275

Ai08B2441 Araip.B08 2441 p2 (TA)6 12 5836031 5836042 TGCCACCGTGTAGGTAAACA GCTTAGCCTCCATAATAAAGGGA 272

Ai08B2444 Araip.B08 2444 p2 (TA)7 14 5860834 5860847 TCGTGTTGATCAAGTGGGAA CATACCTCAGTTTGAGGGGG 277

Ai08B2445 Araip.B08 2445 p2 (TA)9 18 5864745 5864762 AATGAGAGCAATCAAGCATCA CTTCCACCATGTTCCCCTTA 271

Ai08B2451 Araip.B08 2451 p2 (AT)6 12 5875329 5875340 GACCGCTTTTTGCATTGATT TAAGGTGCATGCATGTGTTG 117

Ai08B2462 Araip.B08 2462 p3 (TAT)5 15 5917314 5917328 CGTTAATGTGAAGCAACAAATATATCA CGACCATCAAGTCATCAACG 279

Ai08B2468 Araip.B08 2468 p2 (TA)10 20 5927731 5927750 TGATTGATTCGGGTATCGGT GGTTAAGTGCTGGCCAAAAA 202

Ai08B2470 Araip.B08 2470 p3 (GAG)9 27 5938202 5938228 GAACGAATTGAGGCCCATTA GAGGGTCCAAGATGCCAATA 263

Ai08B2472 Araip.B08 2472 p2 (AT)11 22 5950660 5950681 GTTCCGCTGGTGATTTTAGC CACGTACCAAATGTATGGCTTT 251

Ai08B2474 Araip.B08 2474 p2 (AC)7 14 5961092 5961105 CGCAGGAACTGCAATGTAAG CTGGTACTGTCGGCATGAAA 277

Ai08B2475 Araip.B08 2475 p2 (TA)8 16 5961732 5961747 CTCATTGTCATCATGTGCTTCA GGCCATAACAAGAGGGACAA 269

Ai08B2477 Araip.B08 2477 p3 (TAT)6 18 5970142 5970159 CTGTAGGTGACGCTGAACCA CAAAAGGAGGCCATAGATGC 144

Ai08B2479 Araip.B08 2479 p3 (ATT)6 18 5973099 5973116 CAATCTTCCTTCTCTAAACCATTTG AGTGATTGATGTGGCTGCTG 273

Ai08B2480 Araip.B08 2480 p3 (TTA)33 99 5973687 5973785 CAGGTACAACCATTTGTAACAGAAA TGTATGTAATAAGTAGGGTTTGAGTTG 251

Ai08B2482 Araip.B08 2482 p2 (AT)7 14 5976330 5976343 GAGGAGGGTTCCTTCTGGTC TTGCATTTTTCTTTCCCCAG 208

Ai08B2489 Araip.B08 2489 p4 (TTAA)5 20 6007916 6007935 CAAGCCTTCTCATGGCTGTT GCTTTGTCCGCAACTTGTTT 138

Ai08B2491 Araip.B08 2491 p3 (ATT)5 15 6011521 6011535 GCAACATCACACCAACCATC CGGCTGCAACTAACTGATGA 119

Ai08B2507 Araip.B08 2507 p3 (ATA)11 33 6057903 6057935 GCCACCTTGACGTAACTTTCA CAGGAAGAGGAAGAAGAACGTG 270

Ai08B2508 Araip.B08 2508 p3 (CTT)5 15 6069959 6069973 AAACACGCTTCGAACCATTC CGTGCAGAAACGAAAGAAAA 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2510 Araip.B08 2510 c* (A)11c(GAA)6gaggaagaggaag(AGA)8(GAAGAG)5*(GAA)5107 6070546 6070652 ACACCCAAAATTCGTTGCAT AAGCGCTACACTCAGAACGG 239

Ai08B2516 Araip.B08 2516 p2 (AG)9 18 6087890 6087907 TTGAAGTGGGGAAGTGAAGG TGTAATTCCCCTCAAAAGCG 243

Ai08B2517 Araip.B08 2517 p2 (AG)8 16 6088094 6088109 CGCTTTTGAGGGGAATTACA TCTCTCTCTCCCAAGTCCCA 258

Ai08B2518 Araip.B08 2518 c (GA)13agaagaggaagaagataggagagagaaatgagtgtgtgagtgtaaagcttgggacttgg(GA)799 6088225 6088323 TACATGCAGAGCCACCAGAG TGAGCATGATAGTAATCCGCAC 268

Ai08B2525 Araip.B08 2525 c (T)10cttcttcctctcctgaaaaaaatttttttctttaaaaaaaataat(TA)769 6093803 6093871 TCCTTTCTCCTTCTTTCTTCTTTTC CCATCTTTCTAACTCATCATGCC 280

Ai08B2526 Araip.B08 2526 p5 (CGGAT)5 25 6096079 6096103 ACAAATCCAAACCGATCCAA AAGTCATCCGATCTGAACGC 131

Ai08B2527 Araip.B08 2527 p3 (AAT)12 36 6096458 6096493 CACATCATACTTGTTGAGGTGGT AATGTACGCATATCAATGCCA 274

Ai08B2529 Araip.B08 2529 p3 (ATA)5 15 6098460 6098474 ATGTGCGAAAAATGGGAAAA TTTCCGTCCCATCATCATTT 153

Ai08B2530 Araip.B08 2530 p3 (AAT)5 15 6103518 6103532 TTCTTCTCACGCTCCTCATTT GCAGAAAATTAGCACAGGCA 175

Ai08B2532 Araip.B08 2532 p2 (TA)6 12 6114753 6114764 CGAGACGTGATTGGTAGCAT GCACATGTAACAGTTTTGGACG 218

Ai08B2538 Araip.B08 2538 p2 (TA)6 12 6123214 6123225 TGTGTGTAAAACTGCATTGTTGTC GAAAGAGCAGTGATAGGTTTGGA 233

Ai08B2539 Araip.B08 2539 p2 (TA)6 12 6126394 6126405 TGTGTGTAAAACTGCATTGTTGTC GAAAGAGCAGTGATAGGTTTGGA 216

Ai08B2542 Araip.B08 2542 p4 (TTAT)6 24 6138685 6138708 TTTTCTTCAAGTACAATTTCGCC CCTCCACCCTTCAATAACCA 273

Ai08B2551 Araip.B08 2551 p3 (GAT)6 18 6155609 6155626 GGCGAGTGAATAATCCGAAA TGGAGTGTGTTGTTTTCATACCA 199

Ai08B2552 Araip.B08 2552 p3 (CAG)6 18 6156552 6156569 CCTACTCAGCAGGGCTTGTC CTCTGCGAACTCCTCCTTTG 270

Ai08B2553 Araip.B08 2553 p2 (AC)6 12 6157303 6157314 ATCGATCAGCTTTTGGAGGA TGGGTTTTTGGATTTTCCAG 224

Ai08B2554 Araip.B08 2554 p3 (AAC)6 18 6158593 6158610 CATGGAAGAAGTGAAGGAGCA GGGAGAAGTGGACAACGAAG 265

Ai08B2555 Araip.B08 2555 p3 (ATC)9 27 6159080 6159106 GCAAATTAGGAGCCCAAACA GACACACCATTGTTGCCTTG 255

Ai08B2557 Araip.B08 2557 c* (A)10(AG)8* 25 6161590 6161614 CTGTGTGGGCATCCCTATCT AGCATCACAATGAAGAAGCG 193

Ai08B2563 Araip.B08 2563 c (TG)8aaacatgggtgtaatgcctaggattgggggctgtccaatccacttgacc(A)1883 6169020 6169102 ACCTGTCCGCCTCATACAAG AAAACGGTGAATTCGTGGTG 206

Ai08B2564 Araip.B08 2564 p2 (TA)6 12 6172842 6172853 CAATTCCCAAGCATGCAACT ATTTGGAGCGAAGTATCGGA 270

Ai08B2567 Araip.B08 2567 c (A)11tctaccac(CAT)534 6188552 6188585 CCCAACTAAACTCAGCAGCC GCATCATCCGCCGTACTAAT 268

Ai08B2572 Araip.B08 2572 p3 (GAT)5 15 6205697 6205711 AGGTTGAGCAGGAGCCTTTT AACGCTTAGCAAGACAGGGA 140

Ai08B2573 Araip.B08 2573 c (TCA)5tcgtcatcctcgccaact(GGC)548 6206111 6206158 TAATTAGGCAAAACCAGCGG AGCGTTGAATCGGTGATTTC 266

Ai08B2574 Araip.B08 2574 p3 (ATT)15 45 6208573 6208617 TCTGGAAACAAAGCAAGTTCTTC ATCCAAAGGCGTCAAAAGTG 192

Ai08B2581 Araip.B08 2581 p2 (TC)16 32 6228011 6228042 GTTGGCTAGTTTGTTAGGGCT TGAAATGACTGCAGCAGAATG 249

Ai08B2582 Araip.B08 2582 p2 (AT)7 14 6229738 6229751 TAAGACAAAGGTGGCGAGGT GCTGAGCTTGGAGCTTGATT 245

Ai08B2586 Araip.B08 2586 p2 (CT)21 42 6246240 6246281 AAACATTCAAGGGTGAGAGATCA CACACACGCACACATACATTG 270

Ai08B2587 Araip.B08 2587 p2 (GA)6 12 6258098 6258109 GTAACTTTGCGAAGAAGGCG CCCTTCCGACAATTTACCAA 268

Ai08B2596 Araip.B08 2596 c (T)11ggagtatcaagatccgagagtgttcgcatgtaaacttctttggataagtcatcgtgtaagaaaattgtattgatatctaactaatg(A)10107 6269099 6269205 TTGTAGCATTCCACTCAAATTCA TTTCGACACATTCAGCTTCG 258

Ai08B2597 Araip.B08 2597 p2 (CT)6 12 6270044 6270055 ATCACCTGAGACGCGATTTT TGGTCATACGCGATTGGATA 107

Ai08B2598 Araip.B08 2598 p2 (TA)6 12 6276721 6276732 CTTGAGGGGGAGTGTTGAAT GGACGATTGAAACGTTAGGG 238

Ai08B2599 Araip.B08 2599 p2 (TA)6 12 6278633 6278644 AACAAGAGCGACTGCCAAAT TATTGCCTCGTGGAGAATCC 239

Ai08B2601 Araip.B08 2601 c (GAA)6tttgaggaagatgacaatgttgttgttgatgaagaagaggaatatgatgaagatgacgaagtagatgaagcaaatcac(GAT)11tacttggttcatcatcac(AAT)5162 6280975 6281136 AGACGGTCGTCTCGTCCTTA TAGCAATGCAATGTGGTTCC 263
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Ai08B2602 Araip.B08 2602 c (A)11ttctacatgtatgattgaagatatcatcaattaatgttatgtt(TA)870 6282435 6282504 TCAAATGGCATAGACTCCCC TGAATGTAACAAAAATCAAGTCTCA 206

Ai08B2603 Araip.B08 2603 p2 (TA)7 14 6282991 6283004 TTGGCTCCTCGTACTTTTCC GAGACAGGACCCATTTTGGA 211

Ai08B2610 Araip.B08 2610 p3 (TAT)7 21 6291815 6291835 CACATTTGCCTTGTGTTTGC TCGATTGTGCCATCAATGTT 268

Ai08B2612 Araip.B08 2612 p3 (CTG)5 15 6300134 6300148 CGTTCATCGCCGAATAAGTT CTTGACGGAATTGCTCGAAT 270

Ai08B2613 Araip.B08 2613 p2 (CT)6 12 6300604 6300615 CCTCGATTCTTCAATCGGAA TTGTTGTGGCTTTGAGATCG 221

Ai08B2616 Araip.B08 2616 p3 (TAT)16 48 6302235 6302282 AACATCATTGATTATCTTTTAACCAAA TCAACATTTTCAACTTTCGTGG 226

Ai08B2617 Araip.B08 2617 p3 (GCA)5 15 6302611 6302625 CACCGCCACTATACCTCCAT CAACGCTGTTCAGTGAGGAA 110

Ai08B2618 Araip.B08 2618 c (T)10aaaagtataaaatattatctcnnnnnnnnnnnnnnnnatgatgccaaatagccacagacatcagatatgcatcaat(A)1399 6304764 6304862 TTGCTAGGTCATTAGAATTAATGGAA TGTTTGAGACGGATAAGGAAAAA 280

Ai08B2626 Araip.B08 2626 p3 (GGT)5 15 6333266 6333280 ATTGGAAGGGAGAGGAGGAG TCTCAGTTCCACACCCCATT 273

Ai08B2627 Araip.B08 2627 c (GA)7(GT)11 36 6333482 6333517 AATGGGGTGTGGAACTGAGA TGAAAACAGCACAACAAGCA 116

Ai08B2628 Araip.B08 2628 p2 (GA)15 30 6333646 6333675 TGCTTGTTGTGCTGTTTTCA TACCCACTACCCACCTTCCA 232

Ai08B2629 Araip.B08 2629 p3 (ATA)5 15 6334728 6334742 TTGTTTCCCCAAACACTCGT GTTTGAATGAATGGGTTGCC 238

Ai08B2631 Araip.B08 2631 p2 (GA)6 12 6338391 6338402 ATGCTTTCTTTGATGCCGAT ATGGGTGTCTCAGGGAAATG 186

Ai08B2632 Araip.B08 2632 c (A)14taataataatcccagctaaac(A)1045 6339369 6339413 GAACCCGAAATAGCCAAATG TGCACATGGATTTGGAAAAA 280

Ai08B2633 Araip.B08 2633 p3 (ATA)19 57 6339967 6340023 GGGAGTGGACAGAGCTCAAG TCTTCACTTGCGTATAATTTTTCAA 235

Ai08B2635 Araip.B08 2635 p3 (TCT)5 15 6344416 6344430 AACGTCATTTTCTGTTCCCG ACAACCTCGTCCAACAGTCC 250

Ai08B2640 Araip.B08 2640 p2 (TA)6 12 6378711 6378722 GCTTTTGTTTTTCATTGGCA CCCTGCTAAGCTGGAACTGT 230

Ai08B2644 Araip.B08 2644 p2 (TC)13 26 6386438 6386463 GCAAATCCGTCGTTTCTCTC CGTTGAGTGTTATCGGAGCA 152

Ai08B2650 Araip.B08 2650 p2 (AT)7 14 6398975 6398988 TGGCTCCTCATACTTTCCCA AGGACCATGATTCCCAAACA 253

Ai08B2652 Araip.B08 2652 p2 (AT)6 12 6400914 6400925 AAATCAATCTCCAACAAAATCCA CAAAAATCTATGTGTTGCAGAAA 176

Ai08B2653 Araip.B08 2653 p2 (TA)8 16 6401788 6401803 TGAAACTTGGACATGCTACGA CAGCACAGCTATGCCAAAAA 234

Ai08B2654 Araip.B08 2654 p3 (AAT)5 15 6403379 6403393 TCAAAATGAGATGGATCTGTTG TGGATGGGATAAACTTTCCTG 219

Ai08B2656 Araip.B08 2656 p3 (AAT)5 15 6404069 6404083 AAATTGTATTAAGTGTCAACGAAAAG CCACATATAGGTTAAGGCGTGA 159

Ai08B2660 Araip.B08 2660 p2 (TA)6 12 6408495 6408506 TGTCTCTTTTCCGGAGCTGT CAATGTAACAGTGAATTTTGCCTC 220

Ai08B2661 Araip.B08 2661 p3 (TCA)5 15 6409152 6409166 ACCTTCAGCCTGGCCTAGTT CAACCTAGGATCCCTCCCAT 247

Ai08B2663 Araip.B08 2663 p3 (TCA)5 15 6411061 6411075 TTATTTTTGGGTGGTGGGAA AAGGGGTGCTATGTTGTGTTG 235

Ai08B2665 Araip.B08 2665 c (T)11aaataaaaaataaaatatttgttgtgaagagtgagtgttgtgcttagtaggtttatatagagagatcac(AGA)698 6412047 6412144 CGCTAGAGTGGTGTTGCAGA GCTTGTGCTGTGTGCACTTT 223

Ai08B2666 Araip.B08 2666 c (TTA)6ttca(AG)6 34 6413155 6413188 ATTGAGGGGAGAGTGGTGTG CCATTTGTCACCCTGCTTTT 274

Ai08B2674 Araip.B08 2674 p3 (TAA)5 15 6422639 6422653 GTCACAGTTACAAAATTTGCACAAC TTGTTGAGAATTTTGATTAGGAATTT 205

Ai08B2675 Araip.B08 2675 p3 (AAT)5 15 6422816 6422830 TCAATCTCATTATATGCCTAAATTCAT TTGTTGTTGAGGAAAATTGTTAGT 171

Ai08B2680 Araip.B08 2680 p5 (GTTTT)5 25 6434870 6434894 TCAGTGTTCAATGTCCCGTC ACAATGTAATGGGCCAGGAA 153

Ai08B2681 Araip.B08 2681 p3 (TAA)6 18 6441149 6441166 TTGACAGAACCACGAGGTCA TGGGATGAGATAGTATTTGAGAAA 272

Ai08B2682 Araip.B08 2682 c (AG)15tattattctggcgtggactgaagtaaggtgtgggtgtgggtgttacgctttctctttgctttttgttttgt(TTA)9128 6446355 6446482 TGGATGCCTATGCTGCTAAA GCTCTCGTTTGGTTTCTTCG 223

Ai08B2685 Araip.B08 2685 p2 (AG)6 12 6463393 6463404 TTTTTGGGCTATTTTGACGC TGTGGAACATTGAAGCTGGA 235
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Ai08B2686 Araip.B08 2686 p2 (GC)6 12 6466478 6466489 TGGACAGAAAGTTGTGCTGC GGGAGGAGGAAAGAAGGAGA 234

Ai08B2688 Araip.B08 2688 p2 (AG)6 12 6469384 6469395 TTTTGACCCAGTTTTCGACC TGTGGAACATTGAACCTGGA 224

Ai08B2694 Araip.B08 2694 c (TG)7(AG)9 32 6492594 6492625 TGTGAGTGCATTGGAGAAACA GCTATACAAAACCAGGCCGA 266

Ai08B2699 Araip.B08 2699 p3 (CCA)5 15 6512313 6512327 TCCATCGCCATATAAAACCC GAAGTAGTCGAGCCTGTCGG 192

Ai08B2702 Araip.B08 2702 p2 (CT)7 14 6533199 6533212 CATCGGGCAAGAGGATACAT ATGCCACCTTGGTATGCAGT 255

Ai08B2714 Araip.B08 2714 p2 (TC)13 26 6598647 6598672 CATTAAGGAAGTTCCGCGAC AGATGATTCGCCTCCCTTTT 265

Ai08B2715 Araip.B08 2715 p4 (TCAT)7 28 6602037 6602064 GATGGAAGACCCGCATACTG CTGGCAGGGGAAATTAAGAG 164

Ai08B2716 Araip.B08 2716 p2 (TA)6 12 6606462 6606473 CCAATTTGACCATTAACCCG TTTTTGAACTTTGTTGTTTTTACCTC 232

Ai08B2719 Araip.B08 2719 c (A)10gg(A)13 25 6615084 6615108 TGGTGTTGACTGAATGGTCC TGCCATTGTGGTTGATTCTT 213

Ai08B2721 Araip.B08 2721 c (T)12gtctnnnnnnnn(TAA)745 6616246 6616290 TTGCCAGCCAACAATAAAAA TGAATAATGGGTGATCTTTCAATG 280

Ai08B2727 Araip.B08 2727 p2 (AT)7 14 6633983 6633996 TTCCCGAAAGGGAATAATCA TGCAGATGAGCACATAAATGG 236

Ai08B2728 Araip.B08 2728 c* (CTT)5(T)10* 23 6638317 6638339 TGAATTTGGACTCGTTGTCCT AAATTTGGATCAGACAACGTCA 235

Ai08B2729 Araip.B08 2729 p3 (CTT)5 15 6638808 6638822 ATTTGGACTCGTTGTCCTGC GGAGAATATGAAGAAGAAAAAGATGAA 106

Ai08B2730 Araip.B08 2730 p3 (AAG)5 15 6639556 6639570 TTGAACTCGTTGTCCTGCAC AACATTCACGCGCTACGTTA 127

Ai08B2732 Araip.B08 2732 p3 (CAC)5 15 6641254 6641268 ATTACCCTGTTTTGTTGCCG TCTCTTGTCATGGTGGTGGA 250

Ai08B2733 Araip.B08 2733 p3 (GAG)5 15 6641769 6641783 GTCCCTGATCAGACGGTTGT TAGTGGCCAATCCAAGATCC 214

Ai08B2734 Araip.B08 2734 c (T)10atattaattttgattttatttatttctccttatatttgggaacacatatattgagttttggttgttac(T)1088 6643081 6643168 AGGTGCACAACACCAAAACA ACCCCTCAACCGAACTTAAC 267

Ai08B2735 Araip.B08 2735 p4 (TGTT)5 20 6643339 6643358 TGTTAAGTTCGGTTGAGGGG TTCTTTTCTTTTGCCATTTGGT 274

Ai08B2737 Araip.B08 2737 c (TTC)7tcttctccaccacgcttcttcttcttctcttctcccccaca(CTT)680 6646567 6646646 CGCGCATTAATGAGAGTGAA GGAACGCAAAGAAGAAGGTG 274

Ai08B2738 Araip.B08 2738 p3 (TCC)9 27 6646774 6646800 GCACGAAGCGTCTTCTTCTT TGTGTTCGGTTCACCATGAG 259

Ai08B2739 Araip.B08 2739 c (GAA)5cctacgtgcgcgaatttgaaagaaga(AGG)556 6647506 6647561 ATCACAAAGACCACCGAACC TTCATGTGGTGAATAAATGGTGA 270

Ai08B2740 Araip.B08 2740 p3 (GAA)5 15 6647838 6647852 CGGTGGCCTCCTTTTACTTT CGTTCTCCTCTGTTCGCATT 254

Ai08B2743 Araip.B08 2743 c (A)12ctcata(T)11 29 6663302 6663330 ATCAGCTGAAGCTTTTGGGA CAACCGTTATAATGGGGGATT 252

Ai08B2746 Araip.B08 2746 p3 (TAA)6 18 6667104 6667121 GATTGTTGGTGTGAGGTGGA AAGGCCGTAGAACATTAACTGC 280

Ai08B2747 Araip.B08 2747 p3 (TAA)5 15 6668281 6668295 GGTAATACCCGCCCTACTCG CCCTGCCCACCATATTCTATT 278

Ai08B2748 Araip.B08 2748 p3 (TAA)5 15 6668737 6668751 CACAACAGGTCCCAGCTTTT GGGGTTGACCAAATCACACT 175

Ai08B2750 Araip.B08 2750 p3 (TTA)6 18 6669561 6669578 GCATACCCAGCCAAATGGTA AACAAAAATGTCTGCGGGAC 262

Ai08B2753 Araip.B08 2753 p6 (AGAATC)5 30 6680203 6680232 TCACATTCGAAAACCAAGCA TAAAACAGGGAACGACCAGC 221

Ai08B2754 Araip.B08 2754 p2 (TC)6 12 6693571 6693582 TGTCACAAGAATCTGCACCA GACACCGCTTGCTTCTTTTC 263

Ai08B2757 Araip.B08 2757 p3 (ATG)5 15 6698928 6698942 GACCTTTTCGATCAGCTTGC TGGCCTCCAAGTCTAAATGG 150

Ai08B2759 Araip.B08 2759 c (GT)6ttgagagt(GA)1040 6710172 6710211 TGGAAGATTTTGTTCTGATGGA CACTTGTGAATGCATCCCTG 273

Ai08B2760 Araip.B08 2760 c (CAT)5tcgtataatg(TTA)540 6715648 6715687 TTGAGTTAGGCTCAAATTCTGC CATTGCAATCTACATGTGGTCA 175

Ai08B2769 Araip.B08 2769 p2 (TC)6 12 6754148 6754159 CCCCCAATCTCATCAAAACT GCCCTTTCATGATGATGCTT 217

Ai08B2770 Araip.B08 2770 p2 (TA)9 18 6754560 6754577 AAATTAAGCAGAACATACGGCA AAATTGGAAAAAGGTTGGGG 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2771 Araip.B08 2771 p2 (TA)6 12 6754906 6754917 CCCCAACCTTTTTCCAATTT CCGACCTAATACGCCAATTT 275

Ai08B2774 Araip.B08 2774 c (A)10cat(AC)8 29 6766667 6766695 TCTTGCAGCACCTTCAACAC TTGGCTCCTCATACTTTTCCA 172

Ai08B2776 Araip.B08 2776 p3 (ATA)16 48 6773613 6773660 TCGTCGATTGAACATTGTAAAGA CCTAACAGAGAGACAGATTTCGG 280

Ai08B2780 Araip.B08 2780 p3 (AGG)5 15 6791110 6791124 TAAAATCGGTCGCTATTCCG CAGACCAGAATGCATCGAAA 227

Ai08B2781 Araip.B08 2781 p3 (GAG)5 15 6791414 6791428 TTTCGATGCATTCTGGTCTG TTGTCATTGTCACCACCACC 273

Ai08B2786 Araip.B08 2786 c (CAT)6caa(CAT)639 6804906 6804944 CACCAACAACACCACAATCC TGGCAAAAATTCAACAATAACG 179

Ai08B2789 Araip.B08 2789 p3 (TTC)5 15 6809085 6809099 CTGCCAATTCTCCACCAAAT CTTTCCCTTGCGACAAAGAG 194

Ai08B2790 Araip.B08 2790 p3 (TGA)5 15 6809640 6809654 TATATTCGCCAGTGCGAAAG GATTGCCCTAACCTGCACAC 244

Ai08B2793 Araip.B08 2793 p3 (CTT)5 15 6819567 6819581 TTGGACTCGTTGTCTTGCAC CGAAAACAAGCACACAAACAA 277

Ai08B2795 Araip.B08 2795 p2 (AC)9 18 6825774 6825791 CCCAAGATAACCCAACATGC CCTCCGGTTCTCATTCCATA 245

Ai08B2798 Araip.B08 2798 p3 (TTC)6 18 6833000 6833017 GCTGCCAATCCTCTACCAAA CTTTCCCTTGCGACAAAGAG 198

Ai08B2799 Araip.B08 2799 p3 (TGA)11 33 6833554 6833586 TCTATGCCACAAATGGACGA CCCCCTAACATTCCTCACAA 239

Ai08B2804 Araip.B08 2804 p2 (TC)6 12 6864669 6864680 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai08B2809 Araip.B08 2809 p2 (AT)6 12 6879565 6879576 TTTGAGTTGCTACGCGTGTG CCAAGCTCAAAGAAACAGCC 207

Ai08B2810 Araip.B08 2810 p2 (AT)30 60 6882150 6882209 AGCGCACAATAATCCCAATC GGAACGAACTGCTCTGATACC 262

Ai08B2811 Araip.B08 2811 c (AT)12tacttttagaggtcgtaataccttgccacctcaactttatgacttaagcataaaactctgtgtggtagggtgttacagtttatgtctatcggactggtt(TA)6135 6889133 6889267 TCATTTTGCGATTTGTTCCA AAGCGACAGGTCAAGCATAC 229

Ai08B2814 Araip.B08 2814 p3 (CAT)26 78 6892321 6892398 CACCACAACCTCATCCTCCT AACGACATCATCAACATGGC 218

Ai08B2816 Araip.B08 2816 p2 (AT)10 20 6896922 6896941 GGTGCAATTAAGAAGCAGCA CCAATTACCTTCGCCACACT 187

Ai08B2819 Araip.B08 2819 p3 (TTC)5 15 6899384 6899398 AACATTTCTGCTGCCAATCC CTTTCCCTTGCGACAAAGAG 201

Ai08B2820 Araip.B08 2820 p3 (TGA)5 15 6899936 6899950 TCTATGCCACAAATGGACGA TGTGTTCTTCTGCTTCCCAA 263

Ai08B2822 Araip.B08 2822 p2 (AT)12 24 6915074 6915097 AACAACCAATTAAAAAGTGTCATGT GAGAGAGTAAAGTGTGATCCCTCA 191

Ai08B2825 Araip.B08 2825 c* (TCC)5tcatcttctgctggttc(T)10(TCA)5*56 6919533 6919588 GCTGAATTTGGTGGCTGATT GGGTAAAACAAAAAGGAAAAGATG 280

Ai08B2826 Araip.B08 2826 p3 (GAG)5 15 6920310 6920324 TGAAGATGAAACACGCGAAG TTAACACGCGCATCATGTTT 181

Ai08B2828 Araip.B08 2828 p2 (AT)8 16 6926157 6926172 CGCGCCGAATTATTATGAAG TCCAAGACTCACCATCCTCA 259

Ai08B2829 Araip.B08 2829 p2 (AT)16 32 6927204 6927235 GGCAATCAGCAGAATCAGTG TTCATATTTTTCTCAATCTCATTAGC 280

Ai08B2830 Araip.B08 2830 p3 (ATT)5 15 6928675 6928689 AGAGGAAGAAACAGCCACCA TACCACTTATGCACTGGCGA 279

Ai08B2836 Araip.B08 2836 p3 (TAC)5 15 6965669 6965683 TGGTGACAATAGAATGTCCGAA TTGGGTTATTGAGGCTCTGG 183

Ai08B2840 Araip.B08 2840 p2 (TG)6 12 6974303 6974314 CTTCTCTCTTCCCTTGCGTG AACCCTAATAGCCACCGAGC 271

Ai08B2842 Araip.B08 2842 p2 (AG)6 12 6983861 6983872 GAGAAGAGGGAGAGCATTCG TTTCAAATCCTTTTCAAGTAACCA 272

Ai08B2847 Araip.B08 2847 p2 (GC)6 12 7002031 7002042 CTACACTAAGCCACCAGCCC GGGTGGCATAACTCTCTGGA 279

Ai08B2848 Araip.B08 2848 p2 (GC)6 12 7002165 7002176 GTGCCCTTTCATTCTGCACT CACAGGGGTGGCATAACTCT 178

Ai08B2849 Araip.B08 2849 p2 (GC)7 14 7002282 7002295 AGAGTTATGCCACCCCTGTG GTGAGTGTGCCCCTTTCTGT 173

Ai08B2851 Araip.B08 2851 p2 (AT)14 28 7012402 7012429 CGGTTAATTAATTCGCGGTT TCCGGTTTTCAGAATCTTGG 220

Ai08B2853 Araip.B08 2853 c (A)10taataattctgattatcaaaggtttttatcttcacta(T)1057 7038942 7038998 GGGTAAGAGGGACCGGTTTA AGGTTCCTTGTAAGACCCTGA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2855 Araip.B08 2855 p2 (TA)8 16 7042291 7042306 CCTTGCTGCATTGCCTTAGT GAATGGAAAGCTCAAGCAGG 241

Ai08B2856 Araip.B08 2856 p2 (GA)6 12 7046069 7046080 CGAATGGTGAAGGAAAGGAA CTTACCTGCAAAGCCACACA 240

Ai08B2857 Araip.B08 2857 p3 (TGG)5 15 7048398 7048412 CCTCTCCTCTGCTATGTGGC TGGACAAAAATACCCTCACCA 118

Ai08B2858 Araip.B08 2858 p2 (AT)9 18 7048578 7048595 GACGATTTCGATTCTAGCACAA ATTGATTGGCATTTGGTTCC 249

Ai08B2860 Araip.B08 2860 c (ATT)6acttaaaaaaatgtctgcgaaataatgataatttccataggatgtatgaaggaatattttcgtttaaaatccgaactg(ATTT)5116 7049674 7049789 TCCAAGCTTACCAAACCAGG AGGTGAGAAACGAAACCACG 277

Ai08B2863 Araip.B08 2863 p3 (CTT)5 15 7055987 7056001 CACCTCACCGCTTCTTCTTC GGACTCCGATGATGGCATAG 208

Ai08B2865 Araip.B08 2865 p3 (TTA)11 33 7060010 7060042 TTTCTTTCCCTCCAAATTTCC AACGAAGGATGTCTTTCCCA 233

Ai08B2872 Araip.B08 2872 p2 (TA)7 14 7097989 7098002 GGGATTTCAACACCATGACA AGTTATGTCGGCCTCGAAAA 170

Ai08B2876 Araip.B08 2876 p3 (CAA)7 21 7104708 7104728 AAGTCTTGGTTGGGGGTTCT ACATGACAGAGCACAATGGC 260

Ai08B2889 Araip.B08 2889 p3 (TCT)5 15 7134428 7134442 ATGCAAGCCTCCTCAACATT GTGGTGTTGATGACGACGAT 271

Ai08B2890 Araip.B08 2890 c (T)13atcatcatcaccatcttc(T)1041 7134842 7134882 TTCTTCCTCTTCCTCCTTCTCA TTTGCAGCATTATGTGTTTCTTC 193

Ai08B2893 Araip.B08 2893 p2 (CA)7 14 7140138 7140151 CGTGATTGGTATTTGGGTGT TCTTTGGCTCGCTCATCTTT 217

Ai08B2899 Araip.B08 2899 p3 (TCT)5 15 7174751 7174765 TAGCTAGCTCGCTCACACCA AGGGATCGATAAGAAGCGGT 240

Ai08B2904 Araip.B08 2904 p2 (TA)9 18 7185777 7185794 GTTGCGTAAAACGGTGAGGT GTTCGGCTAACAACCCGTAA 211

Ai08B2905 Araip.B08 2905 c (T)10caataaaattatctctcttctttaattcttctcaaaatctctcttattcttttctattctaaaacctttttcttacatacattttactgaa(AT)10121 7187508 7187628 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTCGAGCA 245

Ai08B2908 Araip.B08 2908 p2 (TA)12 24 7195894 7195917 CAGAGGCCTTATTGGTGGAA CACTCCCACCTCTCCTCAGA 208

Ai08B2909 Araip.B08 2909 p2 (AT)7 14 7198483 7198496 TGAGTTGTCGTTGTTGTGCTC GATAAAAACAAAACTCCGCCAC 147

Ai08B2912 Araip.B08 2912 c (AAC)5(AAT)5 30 7202060 7202089 ACAGATAGCCACGTTTTGGG AAAAGTTGCACCCACTCCTC 275

Ai08B2918 Araip.B08 2918 c (AAG)5gtgcagtgaaaacatgcagtaacggttgaagaaggagaaagagaaaacaagaaacgaaagaa(AAG)9104 7216752 7216855 AATGAGAAGGCAAGAAGCGA ACTGCACGTTTTCACTGCAC 222

Ai08B2921 Araip.B08 2921 p2 (TG)6 12 7220025 7220036 ACCGTTGTGTGGTGAATGAA AGCTGTCTTTTACAGTGGCATC 259

Ai08B2928 Araip.B08 2928 p2 (AT)8 16 7241061 7241076 GAGCACCGAGTCAATGATGA TGTTGAGAGGCTGAACCTGA 280

Ai08B2931 Araip.B08 2931 c (GAA)5ggagaaggagaagaaggagaagaagaaggataaggagaaggagaagg(AGA)680 7246991 7247070 CGAAGAAGAAGATGAACGACG AATTTTCACTCCACACCCCA 215

Ai08B2933 Araip.B08 2933 c (A)11ttagtacgaaatataaatatttgaattaatgaatctcgaacaattagattgaatcagctgatgataagaataaagcagtttaaacac(T)10108 7248071 7248178 TTCATTCAAATTCGGTGATACG TTGGTTCAGTTCTGTCAACATT 213

Ai08B2937 Araip.B08 2937 p2 (TA)6 12 7258558 7258569 CTCAAAACAAGCCTGCACAA TGGAAGCATTCTTGCCACTA 259

Ai08B2940 Araip.B08 2940 p6 (TCCATC)5 30 7261726 7261755 TCGAAGACTTTCCACTGTTGC ATCCCAAGGATCCAAAAAGG 249

Ai08B2944 Araip.B08 2944 p2 (TA)7 14 7275885 7275898 GGCGAAGGCACTTGTAACTC TCAGAACCAATGGTCGACAG 210

Ai08B2945 Araip.B08 2945 c* (GAA)6(A)12* 28 7279516 7279543 GGGACCCTTTTGAGGGATAA TTCTCCATCCCCCTCTTTCT 210

Ai08B2947 Araip.B08 2947 p2 (AT)7 14 7281743 7281756 TGACTTAAATTCGACTCATAAACTCG TGTTGAATTAGAGGCATTACCA 197

Ai08B2951 Araip.B08 2951 p2 (TA)6 12 7285507 7285518 CAAAGAGGAAACGCATTTGT GCTAACACTGATTTGCACCCT 185

Ai08B2952 Araip.B08 2952 p3 (AAC)7 21 7286494 7286514 TGAAACAATGTAATCAACCAAAAA GTTGCTCTTCGTCGGTCACT 237

Ai08B2956 Araip.B08 2956 p2 (CT)6 12 7295468 7295479 CTTTTTGATTGTTTCTTAACTTTTTCA AGGATGAGAGAGAAGGATGGAA 243

Ai08B2957 Araip.B08 2957 p3 (TAT)5 15 7295812 7295826 TCATCACCAAATTCGAACCC CAGGTTCTGGATCTGCTTCC 194

Ai08B2962 Araip.B08 2962 p2 (TA)6 12 7309934 7309945 TCGGTGAACGGTAAAGGAAG GAAAAGATTTTAACAGCCAACTTT 231

Ai08B2968 Araip.B08 2968 p2 (GA)10 20 7316628 7316647 GAACCCTTTCGTTCCATTCA ATTGGTACGTCGGAGTCCAG 105



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B2969 Araip.B08 2969 c (AAG)5aggaagaggaagaagaactgcagt(AAG)554 7323577 7323630 CCTCCTCATCTTCTGCTGCT CCGTTACTGCACGTTTTTCA 249

Ai08B2975 Araip.B08 2975 p2 (CA)6 12 7335287 7335298 TACTTCAAATGGGGATCCGA GGACCAATTCGCAATTTCAC 262

Ai08B2977 Araip.B08 2977 p3 (TCT)5 15 7339372 7339386 TGGATCGCAAATCTCTGTTCT GGGATCCAAAACATGATCCA 256

Ai08B2982 Araip.B08 2982 p2 (TA)7 14 7344133 7344146 TTGCGCATTATGCCGTATAG CCACTTCACAATATTACAAATTTTAGG 276

Ai08B2984 Araip.B08 2984 p2 (GA)14 28 7347045 7347072 TATACGCCCGAATCTCGAAG ACAGGATCCACTGTCGCTGT 263

Ai08B2985 Araip.B08 2985 p3 (AGA)7 21 7352558 7352578 TCGATCCAATATTAAAATACCAAAAA TCTTCGACAATGGACGACAT 224

Ai08B2986 Araip.B08 2986 p2 (AT)7 14 7353048 7353061 AAAAATGAGCGAGAAAAAGCA TTCAAGACTCGAACTCGCAA 230

Ai08B2987 Araip.B08 2987 c (A)13caaaatacagcatatagatgtaaactaatttgagttgattaaataatcaatttattcgttcgcttaaacaaatgtcatgattcgaatttaactt(TA)6119 7356384 7356502 TTCTCATACGGTTTGGCTCA TTCTATTTGAGAGTTTCGTTGGC 279

Ai08B2988 Araip.B08 2988 p2 (AT)8 16 7356629 7356644 TCATTAGCCAACGAAACTCTCA GCTATTTTCTTGACTTGCAATTTGT 241

Ai08B2989 Araip.B08 2989 p3 (TGA)5 15 7360943 7360957 CAGCAGCACAAGGAGAGTGA TGTGGTCTGCCATGAGACAT 227

Ai08B2991 Araip.B08 2991 p2 (TA)8 16 7371404 7371419 GTATGAGTGAATTCTCTAGCGCC TTTCTTTTATTCGAACATTTGATTT 100

Ai08B2996 Araip.B08 2996 c (T)11aatgtgaaaaaagtaaaagaaaagattttgaatcgcaattcctaatttttggtgcatatctg(T)2295 7375855 7375949 CGAATCTCGGGTTTTTCATC TTGGGAAATTGTCAACACCA 255

Ai08B3000 Araip.B08 3000 c (CCA)5gaac(CCA)5cattatcatcatgg(TCA)7ccatcatcatcagaagaacagcacctaaaccaccagaacaaaaccaccactaccaccagaacccaccaccaccacattatcatcatggtt(ATC)5174 7379517 7379690 CTCTTCCCGAAACAACACCC TGTTGTGGATTTCTGATGATGA 276

Ai08B3001 Araip.B08 3001 c (AGA)5aagaagaagaagaattggtggtgcggtggtgaggcg(GAA)7gatggtggtggtgcggcaggggcgatggtgcggtg(GAA)22173 7379804 7379976 TCCAAAACTTTCACAACCAAA ACAGTGAAGCAACCACCTCC 227

Ai08B3008 Araip.B08 3008 p2 (AT)7 14 7398359 7398372 CCTCCAATTGTTCCCGTAAA TCTCAAAAGAGACCACGTAATAAA 229

Ai08B3015 Araip.B08 3015 p2 (AC)7 14 7408583 7408596 AGTCCATGGCAGCAAATACC TCAAATGGGGTGTGTCTCAA 111

Ai08B3016 Araip.B08 3016 c (T)11gtgtatataaaaaaagggttgtaccaatcctacttaaaagaaaacacaat(TA)877 7409502 7409578 TTCAAGGCCGGTTATCTTAAA TTTTTATGTGATTTGCCCCA 179

Ai08B3018 Araip.B08 3018 p2 (GA)7 14 7421069 7421082 ACTACACTATCCCGGACCCC CGGTGCTTTTGTCACTCTCA 268

Ai08B3021 Araip.B08 3021 c (T)12ataaaaag(A)1030 7436038 7436067 TGCATAATGGCAGGTTTTGA TGACAACAACAGCAACCAAAG 271

Ai08B3023 Araip.B08 3023 c (A)10gcaggaaatggaattaaatatttgccaatcataaataaattagta(AAAT)575 7441321 7441395 CAACACCAGCATATAGGAGCA AATTTGGATTTCTTGTTGGAGA 256

Ai08B3024 Araip.B08 3024 p3 (AGA)5 15 7455248 7455262 AAGGTTTCTGCACGTTTTCG TCGAGATAATTGTCAGGGGC 278

Ai08B3025 Araip.B08 3025 c (A)10tccaacccgacccctgacaattactttgaaaggacaacgaggctcctgtgccaaaaaaaatcaatgttg(T)12ggcacaagggctaatcagtcc(A)10122 7455385 7455506 CCCTGACAATTATCTCGAAAGG CCCCTGACAATTACCTCGAA 225

Ai08B3029 Araip.B08 3029 p3 (GAT)6 18 7462312 7462329 TCATGCCAAATTCAACCAAG CCATGCAGCACCTAATCCTT 280

Ai08B3030 Araip.B08 3030 p2 (TG)6 12 7462795 7462806 GCATCTGTGCACTCTTCCAA CTGGTTCCATTCACAGGCTT 138

Ai08B3031 Araip.B08 3031 p3 (GTG)5 15 7462942 7462956 TGTGTGTGTGAAGCCTGTGA AAGGCTCGAATTTGAAGCAA 274

Ai08B3032 Araip.B08 3032 p3 (TGT)5 15 7465794 7465808 TCATCCCCAACACAGAAAATC ATGTAAGTTGGGCCAATGGA 184

Ai08B3036 Araip.B08 3036 c (A)10ctattttttggtctctgaaa(T)1040 7468815 7468854 AAGGGTGAATAACCGATCCC TGCCACATATTCACGTTTCG 161

Ai08B3043 Araip.B08 3043 c (A)11gtactcatattcgttgtgaacatttatatattactcttttttttgtttcattattcacggatatagtaaatttgat(A)14101 7481053 7481153 AAAGAATGGCAATGGAACAGA CTTGCAATGGACCCAAAAGT 237

Ai08B3045 Araip.B08 3045 p3 (AAG)6 18 7489269 7489286 TCAGGTTTGATTCGTAGGGG TCTTCACTCCCAAAACCCTT 159

Ai08B3049 Araip.B08 3049 p3 (TAT)5 15 7507463 7507477 TCATATGTCGTCGTTTTTCCAC CACCTCTTGCATGGCAAATA 136

Ai08B3050 Araip.B08 3050 p2 (CA)7 14 7512406 7512419 GGTGATTTGCTGTGGTTGAA GAGCATCCACTTCATTGTTTTG 264

Ai08B3051 Araip.B08 3051 c (A)10ggaaagtcattgtggctgtgagaggcagtgacggaagcagcagcacaagaaagagtga(GT)680 7514298 7514377 TTTTTGTTGCTTTGGATTTGG GAGATTCCGTTGAGTTGGCT 213

Ai08B3055 Araip.B08 3055 p2 (TG)6 12 7519986 7519997 GGAATCATCATCGGAGCATT GCAGCACTCTTGTTTCTCCC 271

Ai08B3057 Araip.B08 3057 p2 (TG)6 12 7525093 7525104 GGAATCATCATCGGAGCATT GCAGCACTCTTGTTTCTCCC 271
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Ai08B3061 Araip.B08 3061 c (TA)18ttacatcttnnnnnnnnnnnnnntcatttttcttaaatatatatgtgctagtttgga(T)14107 7536643 7536749 AAAAATGAATGTGATTGAAAAAGAA AAAAGATGTATCCAAAGTTTTAAATTG 253

Ai08B3062 Araip.B08 3062 p3 (TTC)6 18 7537196 7537213 TTGCGCAGGTTCTTCTTCTT TGGAGAAGAGGAGGAGGAGG 142

Ai08B3063 Araip.B08 3063 p3 (GAA)7 21 7548063 7548083 AAAGGAGGAAGGCGAAGAAG CCACTTTCGTTATACCGCGT 166

Ai08B3065 Araip.B08 3065 p3 (CCT)5 15 7551761 7551775 GAAGTTTGCCAACTCGCTTC CTGACACAACCGAACCAATG 197

Ai08B3069 Araip.B08 3069 c (A)11cgtcaattaaacaataattatgaaaat(TA)650 7560159 7560208 TCCAAATCTCCCGTACAAAGA CAAAATTCTCGCCGCTATTT 227

Ai08B3070 Araip.B08 3070 p2 (TA)6 12 7563203 7563214 CTCATCACCAAAACCCCCTA GGTTTCACTAAAACTGCCGC 278

Ai08B3073 Araip.B08 3073 p2 (TA)6 12 7566248 7566259 CGTCAAAGGTGTCAGTTCCA GCAAAATTCTTGCCGCTATT 181

Ai08B3075 Araip.B08 3075 c (T)11aaaatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnacaattatcgtgattt(TA)1098 7568617 7568714 AGAAGCCGAAGGTCAGAACA TTTCACGCTGTCCTCTAAGAAA 219

Ai08B3078 Araip.B08 3078 p2 (CT)6 12 7579490 7579501 TGGAGGAATTGGATGAGAGG AGTACGGAGAGCAGAGCAGC 128

Ai08B3082 Araip.B08 3082 p2 (AG)14 28 7592911 7592938 AGGACAGGATGAGCAGAAGC TTGATGTGGTGAAGGTGAGG 266

Ai08B3084 Araip.B08 3084 p3 (TCT)5 15 7602500 7602514 TTCTCAACCTCGCAAGTCCT TTTGCGAGGGCAAGAGTAGT 175

Ai08B3085 Araip.B08 3085 p3 (TGT)5 15 7603162 7603176 GGAGGAGAAAACTGTGGTGG AGGGGGAAAGCAAAAGAAAA 280

Ai08B3087 Araip.B08 3087 p6 (AAAATA)6 36 7604217 7604252 GGATTTGCTATTAGGTATTGAGTTTT TCTCCTCCTTTTTGCAATGG 198

Ai08B3088 Araip.B08 3088 p2 (TA)9 18 7606101 7606118 TCTCCCTCCCTCTCTCTCGT TTTGGCCGTCGATTTTAATG 265

Ai08B3089 Araip.B08 3089 p4 (TTAT)6 24 7609453 7609476 GGAAGAAGTTGTTTCTGCTTGC GCTTTTCAGGTTTTGATTGAACA 280

Ai08B3092 Araip.B08 3092 p3 (ATA)6 18 7615444 7615461 CATTAATAGTGACCCATTTAATTTGA TCTGTCCATACGATATAACTTTACGAA 268

Ai08B3093 Araip.B08 3093 c (GT)6(AT)20 52 7616155 7616206 TGGCATAAATTTTACCTAATTGTAGC GAAGAGAGAATAGTGCTTTCATTTCA 195

Ai08B3094 Araip.B08 3094 p2 (AT)7 14 7617820 7617833 CATATGAAAAGGGATTGGAGAA CGTTTTATTCCCAAAATTGAAA 231

Ai08B3095 Araip.B08 3095 p2 (AT)10 20 7618462 7618481 AGCCTGTGAAGCTAAGGCTG TGTTTTTCAGATGCAGGTCG 274

Ai08B3096 Araip.B08 3096 p2 (AG)6 12 7622465 7622476 CTAATACCCGATCCAAGCCC ATGCATGCAAGATGAGATGG 268

Ai08B3098 Araip.B08 3098 p2 (AG)8 16 7649757 7649772 CTAATACCCGATCCAAGCCC ATGCATGCAAGATGAGATGG 272

Ai08B3100 Araip.B08 3100 p2 (GA)6 12 7654689 7654700 ATCAGAGGAGCTGCTTCCAG ATGGCGGCATATGTGTTTTT 245

Ai08B3101 Araip.B08 3101 p2 (AC)19 38 7660876 7660913 TGGGTACGATATCTGTGGGC ACAATCATCATCATTCCCCC 256

Ai08B3105 Araip.B08 3105 p2 (GA)6 12 7671107 7671118 ATCCTTGTCGTTCTGCCATC AGAAGTGGCAATGAAGCAGG 239

Ai08B3111 Araip.B08 3111 p2 (GA)13 26 7716695 7716720 AGATGCATCGAAGGGAGAGA ATGATGGTAGTGCGACGACA 244

Ai08B3114 Araip.B08 3114 p2 (TC)8 16 7725904 7725919 GGACCCCATAAGATTCCCAC GAGTGGAGAAAGGGGTAGGG 274

Ai08B3118 Araip.B08 3118 p2 (TA)11 22 7750448 7750469 TGTCATCGTGCATATGGTGA GGCGTCTCCATCACTTTACC 265

Ai08B3119 Araip.B08 3119 p2 (AT)8 16 7757881 7757896 GGAAGCGAGACCTGAATTTG TCCAATTCCTGTGAATGTGC 228

Ai08B3120 Araip.B08 3120 p2 (TA)9 18 7761257 7761274 TGTGTGGTTGATAGGGCGTA TGGAGTAGGCTCACCTCACA 167

Ai08B3126 Araip.B08 3126 c (T)10c(T)10 21 7782250 7782270 ATGATTGGAGAATTGGCGTC GGATCGATAACCACAAATTTCA 259

Ai08B3128 Araip.B08 3128 c* (AT)9(T)10* 27 7787933 7787959 GGTATGCATTTGTGGCTTCC GGCGTGATAAAGGGCTGTAG 224

Ai08B3130 Araip.B08 3130 p3 (ATA)5 15 7789175 7789189 TGTTGTTTTGGCCTCTGATG TCACTTCAGAAGCATTGCCA 189

Ai08B3131 Araip.B08 3131 p2 (AT)7 14 7792159 7792172 GTAGAGGGGAGGCAATACCC GACACGTGAGTGGGGGAG 100

Ai08B3132 Araip.B08 3132 p2 (AT)9 18 7793632 7793649 ACTTGGCCACCATGTGATTT GAACCCCCTCATCAAGAAAA 130



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3134 Araip.B08 3134 p3 (ACA)7 21 7798899 7798919 TCCCGATCATGAAAGGATTC TGCACGAAATTTATCTGCCA 277

Ai08B3137 Araip.B08 3137 p3 (CAT)6 18 7821273 7821290 AAAGATGGCAAAATCCAGTGA TGCCATACATCATGACCAAAA 225

Ai08B3138 Araip.B08 3138 c (TG)7ttta(TG)14 46 7826250 7826295 ACCCTCGCCTTTATCTTGAG TTAAACCGCAATACCGTTCC 226

Ai08B3147 Araip.B08 3147 c (AAG)5agaaagaggaagaggaagaaagacgtgcagt(AAG)6gtgcagtgaaaacgtgcagtaacggttgaagaaggaaaaagaaaaggcaagaaacgaaagaa(AAG)5agggagaggaagaagaacgtacgc(AAG)5180 7880669 7880848 GAGAAAGAGAATGCAAGAAACG CAAGTCTTTACAAGTGCACGC 230

Ai08B3151 Araip.B08 3151 c (A)10ttaaactttta(T)1031 7888423 7888453 AAGAAACGCGTTGCAGAAGT TTGAACAAGATTGCGTTTCG 237

Ai08B3152 Araip.B08 3152 p2 (CA)7 14 7889022 7889035 CGTGGATATGGTGCAGAATG TCGTGGATGAAATGATCGAA 275

Ai08B3153 Araip.B08 3153 p4 (AAAT)5 20 7889478 7889497 GGGACATTGTAGGTGCTGGT TTCAGCTAAATCGCATGAAAAA 268

Ai08B3156 Araip.B08 3156 p2 (TC)6 12 7906751 7906762 TCACCATAAACGACAGCAGC AGATAGGACCATCGCCACTG 247

Ai08B3159 Araip.B08 3159 p2 (AT)6 12 7911462 7911473 TTAAGCCCGCTTTATTCGTG ATATTTCTCCCGATCCGACC 214

Ai08B3166 Araip.B08 3166 p3 (TCT)6 18 7940289 7940306 TTTTCCCTCCAAAAGAAGCA GAGGGAGACGTCATTGGGTA 217

Ai08B3168 Araip.B08 3168 p2 (TA)7 14 7956408 7956421 ACATTGCTTTCCTTGCCTGA ATGGGATTGCTCTAGCGTGT 280

Ai08B3171 Araip.B08 3171 p3 (TAT)6 18 7959180 7959197 TTTTCGTTCCTTCACGTTGAT AGAGGATCCACTCCCAGTCC 277

Ai08B3174 Araip.B08 3174 c (AT)11(GT)10 42 7962948 7962989 CTCACTGCAGCAACCTCAAC AAGTTTGGGGCTTTAGGAGC 211

Ai08B3175 Araip.B08 3175 c (T)13gaaatcatatcttctgat(A)1041 7963852 7963892 CCAACTCAACGAACATAGCG TGACCTCCAATGCTTTTCATT 241

Ai08B3176 Araip.B08 3176 c (A)10gaagcataaagtg(A)10gaagaaaaaac(A)1155 7965155 7965209 GCCTAGTGTTTGTCGCGTCT TCACGAACATTTGAAGCACG 242

Ai08B3178 Araip.B08 3178 p3 (TTA)5 15 7967582 7967596 AAGAGCAATCCCGAGAACAA ATTCGTTGGCCATGATATGC 195

Ai08B3182 Araip.B08 3182 p3 (AGA)5 15 7984892 7984906 TGACTTGGGTTTTCCAGAGG AACCATTGATGAATGTCCCC 278

Ai08B3185 Araip.B08 3185 c (T)12ggtttttttcttcttttttttgtttttttttcactttattcttcttc(T)10aaataatgaaacgcaaacgaaaacaagaacacaagaacaaaatgaaagacgcgacaaacactagactc(T)12149 7993074 7993222 CGTCCTCGAATCTTGTAGGTG TGGTATCAGAGCTCAGGTATTAGA 277

Ai08B3187 Araip.B08 3187 p3 (ATA)6 18 8004113 8004130 CATAAAACGTGTGATGCCGT TTGGGCCAACTTGGATAACT 236

Ai08B3190 Araip.B08 3190 c (A)10gcttatgcttttaccacaccaaacttagaattttgctcgccctcgagtaaaagaagaaagaatagag(GAA)592 8029308 8029399 CGGTCTTAGGTGCCATCAAT GCCGAACCACATCACTTTCT 152

Ai08B3191 Araip.B08 3191 p2 (AG)7 14 8030645 8030658 AAAAAGAGGGAAGATGTTTTCG TCATGTCTTGTGATTTCTTGTGAA 280

Ai08B3198 Araip.B08 3198 p2 (AG)7 14 8046071 8046084 AGCAGCGGAGAATACTGGAA CTGGGTTCACACTAGGCCAT 279

Ai08B3200 Araip.B08 3200 p3 (TTC)5 15 8047920 8047934 CTCCCTTCTCCAACCCTAGC AAATTAGCCGTGAATGAGCG 276

Ai08B3202 Araip.B08 3202 p2 (CA)6 12 8051053 8051064 CATACCGTACCTGCAGACCA CATCTGCAGTCGTTGTTGCT 194

Ai08B3204 Araip.B08 3204 p3 (TTG)6 18 8057821 8057838 TGATAGAGCACAATGGCGTC CCACATGAACTTACCCCCAC 145

Ai08B3205 Araip.B08 3205 p2 (TG)6 12 8058038 8058049 CATGTGGTGGAGAATGATCG AAAATGAGGGCATTGGTCAG 209

Ai08B3215 Araip.B08 3215 p2 (AT)6 12 8079022 8079033 CTTGATTCCTCGTTCGATCC TTTGGACACTGCTTCAATGC 273

Ai08B3218 Araip.B08 3218 c (T)10ctatttctattatttcttttcattttttttctttttttttcattaaaatttttttttcttttcaaactaaa(AT)693 8089671 8089763 TATTGAACCTTGCTTTGGGG TTTTGGGAGAGTTGGGAACA 272

Ai08B3219 Araip.B08 3219 p3 (GAA)5 15 8099192 8099206 TCTTCTTGGCCACAACATCA ACACAACCCCTTCTCCCTCT 269

Ai08B3221 Araip.B08 3221 p2 (AG)7 14 8126243 8126256 TGGGAAAATCCATTCATTCA ACCATCTTCGTTGTTGGGAG 272

Ai08B3222 Araip.B08 3222 p2 (AG)6 12 8132359 8132370 TGGGAAAATCCATTCATTCA ACCATCTTCGTTGTTGGGAG 270

Ai08B3223 Araip.B08 3223 p2 (TA)7 14 8133319 8133332 CCGACAGAAAATCAGTTCGTC CCGAGGTTACGTCCAGGTTA 227

Ai08B3225 Araip.B08 3225 p3 (TAA)6 18 8148296 8148313 ATTGGAACTGAAGCCATCCA CGGCTGCTACAGTGAACAAA 144

Ai08B3226 Araip.B08 3226 p3 (ATC)6 18 8148435 8148452 TTTGTTCACTGTAGCAGCCG GGACACGAGAAGGAGGATGA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3230 Araip.B08 3230 p2 (CT)38 76 8161532 8161607 TCCACTCCTTTTCTCCCTCA TCTATTGCCGGTTGTTTTCC 219

Ai08B3231 Araip.B08 3231 p2 (TA)13 26 8162436 8162461 GGCGCACTGAGGTTTTTCTA TTAGGTGCTATGCTCGCCTT 255

Ai08B3237 Araip.B08 3237 c (T)10gtagcagtacgacataaatcaatttagaagataatttttatttttatta(T)1069 8179100 8179168 TTCCCTCTCGTTCTTGTTTGA GCTCAAACGGCATAGTCTCC 203

Ai08B3240 Araip.B08 3240 p3 (TTG)6 18 8187125 8187142 TGGCATCGTTTGATTCATGT GCAACAACACAAAAAGGCAA 171

Ai08B3241 Araip.B08 3241 p2 (AT)10 20 8187465 8187484 TTCCAATGTTTTAAGGTTGGTCT GAGACGATTTTAATTTTGACCCA 254

Ai08B3242 Araip.B08 3242 c (CT)6cctccgttctgtttttcaacggtgacggcggctcccagttctgtcggcactatctctctcctccctcctctc(T)1195 8188757 8188851 CTTTCTCATCTTCCCCGTTG TTTTTCACTCACCTCACCCC 240

Ai08B3243 Araip.B08 3243 c (TC)6tttctatttatctctctttct(TC)1869 8194807 8194875 GTCTTTTTCCCTCTCCCCTG TTACCCTCTCACACACGCTG 274

Ai08B3245 Araip.B08 3245 p2 (TA)21 42 8195683 8195724 GGCGCACTGAGGTTTTTCTA CGCAAGAAGAAGTGTGGTCA 256

Ai08B3247 Araip.B08 3247 p3 (TAA)5 15 8203603 8203617 TTTAGAAATACGATGAGGGAGG TTCACCCTACTTTAACCTCTAACCA 278

Ai08B3248 Araip.B08 3248 p2 (AT)6 12 8207481 8207492 GGCAGGCATTCAGGTACATT GATTATGCCATTTTATCAATAACTCA 207

Ai08B3249 Araip.B08 3249 p2 (AT)10 20 8209196 8209215 TTCGAATGTTTTAAGGTTGGTC GACGATTTTAATTTTGAACCAAGA 258

Ai08B3251 Araip.B08 3251 p2 (TC)8 16 8228431 8228446 AAATCAACGGTTATGGCAGC CTCTATCGCCGGTTGTTTTC 217

Ai08B3252 Araip.B08 3252 p2 (TA)7 14 8229199 8229212 GGCGCACTGAGGTTTTTCTA TTAGGTGCTATGCTCGCCTT 269

Ai08B3253 Araip.B08 3253 p2 (TC)8 16 8229562 8229577 AGGCGAGCATAGCACCTAAA CTCTATCGCCGGTTGTTTTC 223

Ai08B3254 Araip.B08 3254 p2 (TA)6 12 8230332 8230343 GGCGCACTGAGGTTTTTCTA TTAGGTGCTATGCTCGCCTT 269

Ai08B3257 Araip.B08 3257 c (A)11ttaaaagaagatatatgtttgttaatttatctagactgtctcttgactaattaataaattttgatattagaaaagtcttttca(AT)6106 8245500 8245605 TTCGAATGTTTTAAGGTTGGTCT GAAACGATTTTAATTTTGACCCA 256

Ai08B3258 Araip.B08 3258 p2 (AC)20 40 8249236 8249275 ACAACGCAAAATTACAGCCC GAAAGGACCGAACTGGTTGA 265

Ai08B3259 Araip.B08 3259 p2 (AT)6 12 8251688 8251699 TGTCAGATCTGTCTGGACCTG TCGGTGGATATTGAGCTTGA 229

Ai08B3260 Araip.B08 3260 c (TC)7attggtagccaacatcgccgagaggatcttcctccctgtcgcgtgttcgccgtgccccgcgcg(TC)689 8255165 8255253 GTCATCACGTTGTTGCTGCT GTATTTCCGGTGAGTGGGTG 268

Ai08B3262 Araip.B08 3262 p2 (AC)7 14 8260581 8260594 CCAGTCAAGCCCTCATTCAT GGTGCATCAATCGGAGTTTT 170

Ai08B3263 Araip.B08 3263 p2 (TA)7 14 8263444 8263457 GAAGCATGCTGGAGACTTCC CCAGTTCGAGCATATGAGCA 232

Ai08B3268 Araip.B08 3268 p2 (AT)8 16 8275897 8275912 TGGTACCCGGATGGTTATTC CAACTGCTGCCTCAAATTCA 218

Ai08B3270 Araip.B08 3270 p3 (GAG)5 15 8277387 8277401 CGTTGTCGAGCTTCTTCTCC CTGTCTCGCGTTGTCTTGCT 259

Ai08B3274 Araip.B08 3274 p2 (AT)8 16 8287999 8288014 GGAAAGCATCCCTTTGATGA GTCAAACCCTCCAAAACGAA 229

Ai08B3278 Araip.B08 3278 p2 (AG)6 12 8294315 8294326 CATCAGGTTCTTGTGCTCCA TTGAGCTTCTTTCACCTTTGAG 267

Ai08B3279 Araip.B08 3279 p2 (AG)21 42 8298756 8298797 TATCAGGCTCTTGTGCTCCA TTGAGTCAGCGTTAGGCTGTT 204

Ai08B3281 Araip.B08 3281 c (TA)9tttttttttcgcctatttttttctc(T)1053 8321215 8321267 TTTGGCCTTCCTATCCACTG TGAAGCAAGAAAAAGCAGCA 201

Ai08B3282 Araip.B08 3282 p3 (AGA)6 18 8321745 8321762 GCTCGTCCTCGAGCAATAAA ACACCCCTCTACACCCCTCT 103

Ai08B3284 Araip.B08 3284 p3 (TTG)7 21 8322911 8322931 TGGCGTCATTTGATTCATGT GCCGTCGCATTAAACTTTGT 267

Ai08B3290 Araip.B08 3290 p3 (TAA)18 54 8340750 8340803 GCCCATTAAAACCTGCTGAA CCGTCCATCATCATCATCAA 224

Ai08B3292 Araip.B08 3292 p2 (AT)13 26 8342429 8342454 GGAATGCTCAATAGTTAGCAGAA TCCTCTAAATTCAACACAAAATAAATC 279

Ai08B3294 Araip.B08 3294 p2 (TA)7 14 8344649 8344662 TCGAGCTTACGAGCTGGTTC GCTGAACTCGTGAGTTGGTG 233

Ai08B3295 Araip.B08 3295 c (A)12ctattcaagagtgaaaaatcacattttaccctctaaagtaaaaatttaaaatttagagactccaa(AT)791 8357501 8357591 GGATAAAATGTGATCTCTCACCA TCAGGCAACTTGCAACAAAA 259

Ai08B3298 Araip.B08 3298 p2 (CT)6 12 8360559 8360570 GCTTCACGTTTTGGTTGTGA CACAAAGGGGTTCTCACCAT 226
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Ai08B3299 Araip.B08 3299 p3 (AAT)6 18 8361300 8361317 GACAAGTCGTCGTCCTCCTC CGGCGGTTTCAGTATCTGTT 280

Ai08B3302 Araip.B08 3302 p2 (TG)6 12 8379039 8379050 AATATATCGCCCGAACTCCC GAGAATCGACGAGATCAGCC 278

Ai08B3308 Araip.B08 3308 p2 (TA)8 16 8396167 8396182 TCTTTTCAAATGAATTAATATGGGG GGGTGTGCCTTCAAAGGTTA 266

Ai08B3313 Araip.B08 3313 c (AG)11atagatagat(AG)12atagagagat(AG)18102 8407549 8407650 GAGCTAGGAACAGGGGCTCT CAATAAATCCGACGGCAACT 275

Ai08B3314 Araip.B08 3314 p2 (TA)10 20 8410802 8410821 GAATCAGCGCATTCAGAAAA GGGAGAAGTCCTTCTACGGG 236

Ai08B3316 Araip.B08 3316 p2 (CT)18 36 8416967 8417002 ATCGGGTCTTGTGTTGAAGC TTCAGAACACTAGACATTGGCA 235

Ai08B3317 Araip.B08 3317 c* (ACA)5(AC)6* 24 8418116 8418139 CTCACTGCAACTTGAATGCTT AGTTGAAAGCCTGCGAAGAA 229

Ai08B3323 Araip.B08 3323 p2 (AT)7 14 8431738 8431751 CAACATGCATGGAGACAAGG TTAAAGTCGTGGAACCCAGC 153

Ai08B3327 Araip.B08 3327 p3 (GTT)7 21 8437145 8437165 GCATTGATGGTGAGAATGGA AAAACCAACATTGCTCCCAC 117

Ai08B3335 Araip.B08 3335 c (A)10tattagataagagaaaaat(A)10gagataatttgaattattaattttatacttatcaatta(TAT)592 8452681 8452772 TGCTCCTATAAAAAGAAAGAAATCG TCTCGTACCATGTTGGTGGA 257

Ai08B3336 Araip.B08 3336 c (A)10ttgaaaacgacgtagttttatgtttatt(A)1149 8456423 8456471 TTTGAGGGATTTTTCGTTCG CGGTACTAAAACGGAGGTCG 238

Ai08B3340 Araip.B08 3340 c* (AT)10(ATG)9* 45 8459981 8460025 CAGGCCTTCTGATCATTTCAA GGTGAAGCACACAAGTGATGA 278

Ai08B3341 Araip.B08 3341 c (T)12ggt(A)11 26 8468913 8468938 GTAGAGGAGGATCACGCTGC GTTTGAGCAACAGGTTCGGT 223

Ai08B3343 Araip.B08 3343 p3 (AAG)5 15 8473085 8473099 TGCTCTTACGAAGGAAAGAAGG TAAATTTTTGGCAGCAGACG 105

Ai08B3344 Araip.B08 3344 c (A)24gaaagaagagaaagaagagaagaagaga(AG)664 8473797 8473860 GCTAGCGCGGTAGAGAGAAA TGGGTCCCTACACTGCTTTT 204

Ai08B3347 Araip.B08 3347 p2 (GT)9 18 8485881 8485898 TTTTGCAGAAGATGGGGTTT AGAGTAATGCGTCCATTCCG 231

Ai08B3349 Araip.B08 3349 p3 (TCT)5 15 8488520 8488534 AGCTTTGTTTGGCACTGTGTT ATACAAAGCGCCGCAATATC 219

Ai08B3353 Araip.B08 3353 p2 (TC)6 12 8492988 8492999 TGATCAAAATGGCAATGCTC AATTGGTGAGGGGGAGATTT 232

Ai08B3355 Araip.B08 3355 p2 (TC)6 12 8497715 8497726 GCTCTTTTCCCCCAATTTTC GGTCCCCAACTAAGTGGGAT 186

Ai08B3356 Araip.B08 3356 p2 (CT)6 12 8500091 8500102 GAAATTCAAAGCGCGAACTC GGCATAGCAGACTCCTCGTC 250

Ai08B3358 Araip.B08 3358 p2 (TC)7 14 8504292 8504305 GTTGCCATCATCTTGGTCCT TCACGGTTTTCACAAATCCA 263

Ai08B3360 Araip.B08 3360 p2 (CT)6 12 8508578 8508589 CCGGTTGAGTATTGGTGCTT GGGAAGAAACGTTGAAGGGT 263

Ai08B3361 Araip.B08 3361 p3 (TGT)5 15 8510608 8510622 GGGGTTTTGGGAATGAGAAT CGTGAAGCATCATCACCATC 193

Ai08B3364 Araip.B08 3364 p2 (TA)6 12 8529237 8529248 TGCAGGTATTCCAATGAAGATG GGTTTTTCCGTGGCTAATCA 253

Ai08B3367 Araip.B08 3367 c (A)10ttatataatctattcaaacatatgaaacacacaaaaatttattatgatctttgcacgtattacgcttaagaagcaattcgtttagcatat(ATA)7121 8539425 8539545 GCACAGAGTAGCCTGTGTTATGC CCACAAATTTTGCTTTAATTCCA 250

Ai08B3368 Araip.B08 3368 p2 (AT)9 18 8539761 8539778 GCAAAATTTGTGGATCTTCTTG TGAGTTCAACACTCACTTTCTTCA 228

Ai08B3369 Araip.B08 3369 p2 (CT)13 26 8544269 8544294 TTGGCAGTGACCAAGTCAAG TCCTGGACAGCAGAAACAGA 249

Ai08B3373 Araip.B08 3373 p3 (CAT)5 15 8575620 8575634 CGCTGCTTCAATAATGGGTT CCACACCACTCAATTCATGC 227

Ai08B3383 Araip.B08 3383 p2 (TA)6 12 8631402 8631413 CGAAAGAGATGAATTCTGATGG CGGAGAAGCGATAGGCAATA 258

Ai08B3385 Araip.B08 3385 p2 (AT)7 14 8641509 8641522 TGTCTATAGGGATAAGAACAATCAGA TTTCCAATCATGCATTCTAAATC 234

Ai08B3398 Araip.B08 3398 p2 (TA)9 18 8672690 8672707 TCAAGAAGATCCACAAATTTTGAC TTTTCTTACATACATTTTGCTGGAA 242

Ai08B3401 Araip.B08 3401 p4 (TATC)5 20 8676275 8676294 GCTGGCGTTCTGATAATGGT AAAATGAGAAAGGCAAGGATTT 127

Ai08B3402 Araip.B08 3402 c (AC)8ggtacctaatccacccctcactcaagtcacacactcagactcaacaag(CA)676 8677645 8677720 CAATTTCACTACACAACACAAATCC CCTCTTTCTCAGGTCCCCTC 280

Ai08B3405 Araip.B08 3405 p4 (TATC)6 24 8682493 8682516 CAAAGGTTGGATGCCTTTGT AAAATGAGAAAGGCAAGGATTT 252
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Ai08B3406 Araip.B08 3406 p2 (TG)6 12 8683516 8683527 TTGTGGCTGAGATCTTGACAT CAGCAAAACATTGGGAGTACG 280

Ai08B3407 Araip.B08 3407 p2 (TG)6 12 8684607 8684618 TTGTGGCTGAGATCTTGACAT CAGCAAAACATTGGGAGTACG 280

Ai08B3409 Araip.B08 3409 p4 (GAGT)5 20 8687028 8687047 AAAGCACAGAGGTGTGGAGC AAAACGGCGTCATTTTGTTC 148

Ai08B3412 Araip.B08 3412 p2 (GA)6 12 8691907 8691918 GGCTTCGGTTTGTTTGGTTA TTCTCTTTCCAAACCCCATT 244

Ai08B3415 Araip.B08 3415 p3 (ATA)19 57 8707494 8707550 CCGAGAGGCCAGTAGTTTTG AAAAAGAGAGCAAAACAACAACA 213

Ai08B3416 Araip.B08 3416 p2 (GA)9 18 8707909 8707926 AAAGCCACTATTACAACCACAAAA TTCGTGGTTTTCCAATCCAT 280

Ai08B3420 Araip.B08 3420 c (TAT)9tg(TTA)6 47 8716499 8716545 AGAACACTTGGCGACAAAAA GCATTCACCATCTATCACGG 241

Ai08B3422 Araip.B08 3422 c (ATC)16(ATT)9 75 8717513 8717587 GGTTCAGTTTTAGATGGCTCG TGTTCACGCAATTTTAGGTCA 222

Ai08B3423 Araip.B08 3423 p2 (TA)6 12 8717913 8717924 TGAGCATCTCCAACAACGAA TGTTACACACATGCAACGGA 198

Ai08B3425 Araip.B08 3425 c (CTT)5ctcctgctccttcaattcttcttctccttcttcttattctttgcgttcc(TCT)579 8718442 8718520 ACGCACACATCATTCTTCCA CGATAGGGAGAAAACATGCG 158

Ai08B3426 Araip.B08 3426 p3 (AAG)5 15 8719431 8719445 TTTTGGATCAAACAACGTCA GCATTTGGACTCGTTGTCCT 238

Ai08B3427 Araip.B08 3427 p3 (ATG)5 15 8719886 8719900 CGACAATGGCAATAACGATG CTTCTCCTCCTCCTGCCTCT 133

Ai08B3431 Araip.B08 3431 p3 (AAT)6 18 8736785 8736802 TGCCCCCACACTCATATACA CCGCAAGACAAACATCTTCA 273

Ai08B3433 Araip.B08 3433 p3 (CTT)5 15 8763172 8763186 ATAGAAGGGGAAGCCTCCAA CTACGTGGAGGAGGAAGCAG 272

Ai08B3434 Araip.B08 3434 p4 (TTAA)7 28 8773269 8773296 GAAAACAGGCTGGGAAATTG TCATCATGGCCAGAGTGAAA 259

Ai08B3436 Araip.B08 3436 p2 (GA)8 16 8780636 8780651 GCCAATGCTTACGGAAATGT ACTCCAACTCCGCAAAGAGA 265

Ai08B3437 Araip.B08 3437 c (T)16ggtgactggatttggaattgagttgtaacttctctttcaattatatgacatttggg(T)1385 8780828 8780912 TCTCTTTGCGGAGTTGGAGT TCCCATCAATTTTCTATGTTACAA 258

Ai08B3439 Araip.B08 3439 c (TTC)17(TGC)5 66 8783339 8783404 TGAAGAGCCATGTCAGATCG GCTTTATTGTCCCAAACGGA 247

Ai08B3445 Araip.B08 3445 p3 (TTC)6 18 8794513 8794530 GTGGAGGCTATGAAGGACCA GCTTTATTGTCCCGAATGGA 271

Ai08B3451 Araip.B08 3451 c (T)10atgataaagtaagtcaacgactccaaaaaaagtaaaagacaaagccacaaataaac(A)1076 8829134 8829209 TCAAACTCACTCTAATTGAAAAGGAA TCATGGGAGTATTCACCATTTTT 273

Ai08B3456 Araip.B08 3456 p3 (TAT)5 15 8854852 8854866 AAGATGTCAATCGTCTGGAGC CGGCATGTAGTGGTCACATT 277

Ai08B3458 Araip.B08 3458 p2 (GA)7 14 8860106 8860119 TGGTGCCACAGGAATAAACA TCATTATGAAGAATGCGCGA 250

Ai08B3461 Araip.B08 3461 p2 (AT)6 12 8871596 8871607 TCCAACGAATTTTCACACACA TTTGAATGGCAATGTAAGCG 245

Ai08B3465 Araip.B08 3465 c (T)10cctagtacttttacttgaataatactacacatctaaagacacgg(A)1468 8894224 8894291 TGTTCGGGTACAACAATATAAAAG CAATAAGACTTGAAGTAATGCAACA 260

Ai08B3472 Araip.B08 3472 p2 (TG)9 18 8925489 8925506 AATTTCAAGCTTGGCCAGAA AAACAACAATGATCCACCCC 165

Ai08B3476 Araip.B08 3476 p3 (AAG)5 15 8931781 8931795 ATTCGATCACTCGCTGCTCT TGTCAAGGAGAAAGATGGGG 277

Ai08B3479 Araip.B08 3479 p4 (AATA)5 20 8937609 8937628 CAACGCTTTTGACTTTTTCTCC ACTGCCAGTGGCTACCATAG 279

Ai08B3480 Araip.B08 3480 p3 (ATT)6 18 8944580 8944597 AAAGGACAGCCGATTCTTCC GAGCAATTCTTCCCACCAAA 152

Ai08B3481 Araip.B08 3481 p3 (TAA)8 24 8963344 8963367 TCCGTTATAAGTGCCCGTGT TGAAATGAATGAATTTGAATGAGA 248

Ai08B3483 Araip.B08 3483 p2 (AT)6 12 8973774 8973785 TGCCCTTTATTCTATGCAAAA CAAACGCACACACCCACTAA 276

Ai08B3487 Araip.B08 3487 p2 (CT)13 26 8979128 8979153 AAAAACCTCGACTCGTTCCA AGCTGGCTGAGGAAAACAAA 205

Ai08B3488 Araip.B08 3488 p2 (TC)17 34 8979282 8979315 TTTTCCTCAGCCAGCTCATT GCGAAAAATCCACCAGAAAA 254

Ai08B3489 Araip.B08 3489 p3 (AAT)7 21 8979605 8979625 TTTTCTGGTGGATTTTTCGC TCTGTGACTAGTGCATCCGC 256

Ai08B3490 Araip.B08 3490 p5 (AAGAT)5 25 8989475 8989499 CCAAATCACCATGAAAGCCT CCTGGGTGCTCGAGTGTATT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3492 Araip.B08 3492 p3 (GAG)8 24 9001639 9001662 TCACTCCATCGAAACCAGTG GAGGTCGGATACTCCTTCCC 206

Ai08B3494 Araip.B08 3494 p3 (GTT)5 15 9008451 9008465 TCTGATCTGCCATCGTTCAG GCCATAGTAGCGGCAGTAGC 267

Ai08B3496 Araip.B08 3496 p2 (TA)8 16 9011571 9011586 ACCTTTCTGGTATGGTGGCA TTCTGTCTTCGGAGTTGCCT 164

Ai08B3499 Araip.B08 3499 c (A)10gaagta(GAT)531 9016295 9016325 TGTGTTTCTTCTTTTTCTTTGTTTTT TGAAAATCTTCTTCTTCTTCCTCA 218

Ai08B3500 Araip.B08 3500 p3 (GAT)6 18 9016752 9016769 TTGAGAAGGTAAAACAAGAAGGAAA CCTCCTCATCTTCTGCTGTTG 100

Ai08B3502 Araip.B08 3502 p2 (AT)6 12 9018946 9018957 GCGCGCAAGACTTAGTTAAAA AGCGCTTAAGGATGACCAAA 280

Ai08B3505 Araip.B08 3505 p3 (GAA)5 15 9032219 9032233 TCTTTTTCCCCTTTCCTTGC GATCCAAAATTGGGCTGAAC 154

Ai08B3506 Araip.B08 3506 p3 (CTC)6 18 9051061 9051078 GAGATGGCGAAGAAGAATGC ACCTCACCAGAAGAGCCAGA 251

Ai08B3507 Araip.B08 3507 p2 (GC)6 12 9057056 9057067 GCGCCTCTCTCTCTATTCCA ATGAGGGGTAGGAGAAGGGA 143

Ai08B3510 Araip.B08 3510 c (A)10caaaaaaaaagaagaaaaaaaacc(A)10ttatcttccttataattattgtccttttcatata(T)1088 9096358 9096445 TCCAGTGTTTGTTGCGTCTT CGTCCTCGAATCTTGTAGGTG 197

Ai08B3511 Araip.B08 3511 p4 (ATGT)6 24 9101101 9101124 TTGCAATTTCTAGGTGCTGG TATCTGCACTTTCTGCGGTG 244

Ai08B3513 Araip.B08 3513 p4 (TTAA)7 28 9106463 9106490 CAGTGCACCTGCTTTGAAGA TGTTACAGGACGGACAGTGC 186

Ai08B3514 Araip.B08 3514 p3 (TAT)6 18 9106893 9106910 CTAGCACGATAAAGAGGGCG AGCAGTTAGTGTGGCTTGGG 248

Ai08B3515 Araip.B08 3515 p3 (ATA)6 18 9113917 9113934 GACACGGTAAGCAAAGCACA TCTTTCCCGTTGTTTTCAGC 160

Ai08B3519 Araip.B08 3519 p3 (TTA)5 15 9118417 9118431 CTGCTATCCGAATCTCTGCG TCGACACTGTGAGAAGAAAGC 215

Ai08B3521 Araip.B08 3521 p2 (AG)6 12 9119922 9119933 TAAGGCCCATCAGTGTAGCC ATTTGATATTCCGACCTGCG 228

Ai08B3525 Araip.B08 3525 p2 (TA)10 20 9125616 9125635 TCAACAAGTCAATGGTGAAAGG TGAGGAAGGGGTTTGATTTG 134

Ai08B3526 Araip.B08 3526 c (TTA)6tggcttttggttccattgaaaattgattctcttaagcaatttttttgaagtatgatttttatcatatattttctgaatgagg(A)10110 9126492 9126601 GCATGCTTGTGTTCAAGGTTT TCAAAAGCTTTAATGAAATCCGA 219

Ai08B3531 Araip.B08 3531 c (T)10atc(T)10 23 9139819 9139841 CGGATGTTGCACAACCTAGA CAAATTGAGCCATCTCCACA 191

Ai08B3533 Araip.B08 3533 p2 (AT)6 12 9142237 9142248 CGTAACAAAATCTCGACAAAGC TTCAATTGCCATTGTTTTAATAGG 242

Ai08B3536 Araip.B08 3536 p2 (AT)8 16 9145952 9145967 TTGCAACATATTGTACGGAAAGA TCCCCATTTCATTTCCACAT 250

Ai08B3539 Araip.B08 3539 p2 (GA)6 12 9149504 9149515 AGTGAGTCACGGTGGAGAGG TGGAATCAAGAGACCAGCAA 232

Ai08B3543 Araip.B08 3543 p2 (TC)6 12 9151850 9151861 ATCACTGGTTGGCTTTGGTC GGAGTAAGGGGGATTGAAGC 178

Ai08B3544 Araip.B08 3544 p2 (CT)9 18 9152079 9152096 GCTTCAATCCCCCTTACTCC CCGGTTTTTGTAGAAGGCAA 179

Ai08B3548 Araip.B08 3548 p2 (AT)6 12 9167002 9167013 CAATCAATCCCACCAAAACC ATTTCTTTCCACCCTTGGCT 161

Ai08B3549 Araip.B08 3549 p2 (AT)8 16 9170575 9170590 GGCCTCCCTTAACTTATTTCTG TGCTCCAAAATGTGGTGAAT 280

Ai08B3550 Araip.B08 3550 p3 (CTT)6 18 9172334 9172351 ATTGAAGGGTGAAGTCGGTG GAAGGTGGAGGTTGGAGTGA 234

Ai08B3552 Araip.B08 3552 c (T)10cttatcctggtttacctttaccttagcagtagtaaaaggaaaaaaagaagtttggtaaatgcacagtttctgaaagc(GA)9105 9179185 9179289 GAAATGAATGGGATTGAAAATGA TTTTTGCGTTTTTCTCAGGG 225

Ai08B3553 Araip.B08 3553 p4 (GTGA)5 20 9179952 9179971 TGGGGTTATTGGAAACGGTA TGGAGTGAACTCTGCTTTTGC 261

Ai08B3558 Araip.B08 3558 p3 (TCA)14 42 9183600 9183641 CCTCCTCATCTTCTGCTGCT TTGAACGAATGTAAGTTCATCATC 239

Ai08B3559 Araip.B08 3559 p3 (CTT)6 18 9183999 9184016 TTCGGTGTCTGTGTGCTGAT TTCATCCTCTTCCAAGTAATTTTG 252

Ai08B3560 Araip.B08 3560 p3 (AAG)5 15 9184128 9184142 TTCGGTGTCTGTGTGCTGAT TTCATCCTCTTCCAAGTAATTTTG 252

Ai08B3561 Araip.B08 3561 c (ATC)5(T)10 25 9184422 9184446 TCCCTCATCTTCTGCTGCAT AATGTTTCCTCTAAAGCTGCAT 280

Ai08B3562 Araip.B08 3562 c (TA)6acgcttctg(T)1233 9185518 9185550 CACGCTCGTATAGGTGAGCA TTAAGTGAACTTTAATCGGCG 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3563 Araip.B08 3563 p3 (TAA)5 15 9186103 9186117 CAGATCAAACGTGTCAAGAATTT TGGAAGCCCATGTTTTCTTC 255

Ai08B3567 Araip.B08 3567 p4 (TTAT)5 20 9193287 9193306 AACTCGGCAATTCAAACAATG CACCGTCCAATCTCAACAAG 273

Ai08B3571 Araip.B08 3571 p2 (TA)6 12 9195257 9195268 TCGCTGATTACAGTTTTGGAGA TCAGACAACCGCTTTCTTTG 277

Ai08B3577 Araip.B08 3577 c (T)10aaaaaaatgttagtgagaagctacatatttcttt(TA)656 9208038 9208093 TCTTTTTCAAACCATTTTGGG CGTTGTGTACGCCGTTTATT 215

Ai08B3580 Araip.B08 3580 p2 (CA)6 12 9211879 9211890 TGGTTGTAAATTCCGCAAAA CATTAGTCTGACGCACACATGA 270

Ai08B3581 Araip.B08 3581 p3 (ATC)5 15 9214066 9214080 TTCGTCCAAATCCCTTTGAG CACAATACAGGCTCGAAGCA 145

Ai08B3584 Araip.B08 3584 c (TC)6tttctctctctgtcc(CT)8a(TC)758 9227473 9227530 AAGGAGGATGGAATTGGGTC GAAAACAGAGGCAACCCAGA 201

Ai08B3585 Araip.B08 3585 p2 (TC)6 12 9228048 9228059 ACCTTGCCCAATTCTGACAC GAGGAACTCCCATCCCATCT 262

Ai08B3591 Araip.B08 3591 c (TCT)7cttcctcttcctcttcctcttcctctttg(T)1060 9236029 9236088 AAAGCGCTACACTTAGAACGG ACACCCAAAATTCGTTGCAT 227

Ai08B3593 Araip.B08 3593 p3 (AAG)6 18 9236662 9236679 ACGTGCAGAAACGAAAAAGG AAACACGCTTCGAACCATTC 152

Ai08B3595 Araip.B08 3595 c (T)11aatagtaaaacataatcttcagatgtataacatgaaccctaaatttaatttggagctctctttcggcagt(TAA)596 9238819 9238914 ATCCTCAACCGAAATGATCG AGGAAATTGATTGCATTGGG 215

Ai08B3601 Araip.B08 3601 p2 (TA)6 12 9258453 9258464 TTCCCTGTCCTTGTCCTTTG TTCTGATGCGAGAACTGTGC 243

Ai08B3607 Araip.B08 3607 p4 (TAAA)7 28 9273244 9273271 CGTTCTCCCCAAAGAAAACA GCTCGTCTGGGCTTAGAATG 135

Ai08B3612 Araip.B08 3612 p2 (CT)7 14 9295894 9295907 TCCTCCTTTTCTGGGTCCTT CAATCAGTGGGTTCATGTCG 116

Ai08B3614 Araip.B08 3614 p2 (AT)8 16 9320558 9320573 CCATGTATTTAAGGCGCGAT TCCCCTTTCAATTTCTTAACCA 241

Ai08B3615 Araip.B08 3615 p3 (CTT)5 15 9321265 9321279 ATAGTTCCGCCCCTGAATCT AGTGGTGGTGACAACAACGA 213

Ai08B3616 Araip.B08 3616 p3 (TCA)6 18 9321400 9321417 GCCTTCTCTTCCTCCTCCTT CGCTGCTGCTTCTTCTTCTT 258

Ai08B3617 Araip.B08 3617 p4 (AAAG)6 24 9323473 9323496 TGTTTCTAGCAATAATTCAATCCAA GCCATAAACAAAAATAGGACCG 263

Ai08B3618 Araip.B08 3618 c (T)11gtttaacttctcataattcttttgttttatcttcgtgacaagaataaaaataaaaaaaat(A)1081 9323743 9323823 TGATCCCCTTTTTCTTCTTCG TCATCGTTCTTTTATTGTTTTGC 204

Ai08B3623 Araip.B08 3623 p3 (AAG)5 15 9338142 9338156 TGCGATTCTTCTTCAAACCC TGGAAATTTCTCGGATTCTCA 271

Ai08B3625 Araip.B08 3625 p2 (GA)11 22 9346028 9346049 ACGGTGGTGATAGAGCAACC CAAAGCATTACCGTCGGATT 226

Ai08B3628 Araip.B08 3628 c (T)10cctttttcttcttttaaaagagagcagagggattaattggccatggatgaagc(TAA)578 9350648 9350725 TTGCTTTTTGCTTCGTTGTG CACTGTCATCATCCACACCC 167

Ai08B3629 Araip.B08 3629 p3 (CTT)5 15 9350938 9350952 GGGTGTGGATGATGACAGTG GGATCAAACGCAAAAGGAAA 255

Ai08B3630 Araip.B08 3630 p2 (AG)11 22 9372651 9372672 GTGACCCGACACGAGATTTT GTCCCGGATAGGAAGGGTAG 233

Ai08B3634 Araip.B08 3634 p3 (TTG)5 15 9381381 9381395 ACATGACAGAGCACAATGGC CACATAAACTAATATGCTCTCTTTTCC 248

Ai08B3635 Araip.B08 3635 p4 (TAAA)5 20 9381989 9382008 GCCGCCATGTCTCCTAACTA CAACTTAACCACACAATGCAA 279

Ai08B3638 Araip.B08 3638 p3 (ATG)6 18 9390523 9390540 AATACGGCAACAACCTCACC ATTTGGGTGTGATCAGGGAG 175

Ai08B3643 Araip.B08 3643 c (TA)13ggttaatctaatcaattaatttggttttgcc(T)15ccctcttctgttttttc(A)16105 9428148 9428252 TTCGGACAAGTAATTTCAACCA TTCCCCATATCTTTCCCTGA 213

Ai08B3649 Araip.B08 3649 p3 (AAG)16 48 9466949 9466996 CCCCAATTATTTGATGTCGG TGGTTCATTCGTGCTCACTC 234

Ai08B3651 Araip.B08 3651 p2 (TA)7 14 9468755 9468768 ATGGTGCTGATGAAAAGCTG GAAGCACAATTGCGACTAGTAA 251

Ai08B3652 Araip.B08 3652 p3 (TAT)20 60 9476755 9476814 TGTTTTTCTTTCTTGAACTCTCAATG TTGGTTTGGTTCGGTTTGTT 252

Ai08B3653 Araip.B08 3653 p2 (AT)6 12 9493578 9493589 TAGCACCTTCTGGCTCTGGT TTGCATGAATCTCCCACAAA 192

Ai08B3654 Araip.B08 3654 c (T)10ctatttagtcacc(A)1235 9501217 9501251 CCATGGAGTGAGCTTCAACA TCCTCCGAAGAAGATGGTTG 237

Ai08B3660 Araip.B08 3660 c (T)10nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntg(T)2284 9519387 9519470 TTGGGGTAAGGACATTTTGTT GGAAGCATGAAACACATGAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3663 Araip.B08 3663 p3 (TTC)5 15 9526530 9526544 CATCGGTCAGTGTTTGTTGG CATTGGTTGAGAACGGGAGT 265

Ai08B3668 Araip.B08 3668 p3 (GAT)5 15 9531477 9531491 AACGACGATAATGACGACGA GCGCCTTCTTCTTTTCTGTTT 260

Ai08B3676 Araip.B08 3676 c (T)10attataaatt(A)10cttagaagggagttcgccgggattaggcgaacttgccaatttttatagaattcgccggagtccgacaaacttgcttaaatgcc(A)11124 9551258 9551381 ACGGAGAACAATCATGGCTT TTTCCCCTAACATAATTTTTGGAC 199

Ai08B3677 Araip.B08 3677 p2 (GA)7 14 9554432 9554445 GAAAAAGGTTGCGTTTTGGA ATTCATATTTGGGGGCCTCT 201

Ai08B3678 Araip.B08 3678 c (A)11gaaaataaattgtatattagcaaaatgcacaaatgaatgttttcctaatcgaaagcaaatcaattttacctcgcttggagctggc(T)10106 9558578 9558683 CCGCCGTCTAAAAGATTCAA TCCCATTAAGAAGCGACGTT 264

Ai08B3679 Araip.B08 3679 p2 (TC)6 12 9559396 9559407 AGTGGGTGTACACGTGCTGA ATGGATTCCAGTTTGCTTGG 258

Ai08B3681 Araip.B08 3681 p2 (AT)6 12 9564223 9564234 GGTGTGTTGAGTGTTGGCAC ATTGTGGAAGCAAGCACTCC 218

Ai08B3685 Araip.B08 3685 p2 (TA)6 12 9583777 9583788 AACATATCCATGCTGGCCTT GGAACCGGTTACTTCCCATT 171

Ai08B3686 Araip.B08 3686 p3 (AAG)5 15 9587964 9587978 TTCAATCTTGGAACCGAACC CATCGACGTGTTTCTCCAAA 207

Ai08B3689 Araip.B08 3689 p2 (GT)7 14 9598603 9598616 TTGGCTTTCGTTATCCGTTC GGAAGGCCCATACAGAATCA 256

Ai08B3698 Araip.B08 3698 c (ATA)8gagtaagcgtattacatgcattccaaatatattattactaatttacacttaaaaaaattattactaatttactatactga(T)10114 9641876 9641989 CCAATTACCAAATGCCAAACA GGATGATTCGGGTCAAAATG 279

Ai08B3700 Araip.B08 3700 c (TAA)10aacttataaacctcaacagatttataaaacagctattagcatagacaagtatcccttaactagctattatttttttctttttgttaaatcaaattgt(A)12139 9650167 9650305 TTACCAGCCTCTTTATGCCA TGGGTAACGGATTCTACTTATGC 267

Ai08B3709 Araip.B08 3709 c (A)10ttaaccgtacttgaatttttagtacg(A)1046 9679904 9679949 CGAAATGACGCATTGAAAAA TGTTCAGCACTTCAGCTTGG 280

Ai08B3710 Araip.B08 3710 p2 (CT)13 26 9680251 9680276 CCACTTAAGTTACGCGCCAT AGTTGGAGCCGTAGGTGATG 216

Ai08B3716 Araip.B08 3716 p3 (AAG)6 18 9694039 9694056 TAATGATGGCACCAGACCAA AACTGTTTTATTGCCGTCGC 116

Ai08B3720 Araip.B08 3720 p3 (CAA)6 18 9698079 9698096 AAAGCGGCCACTCTGGTAT CAAGTAAGGTAAATAACAATGGTTTGA 271

Ai08B3723 Araip.B08 3723 p3 (GAT)5 15 9714671 9714685 GCTTATGGTTGCAGCTTCCT AGAATTTCGCGAGAAACCAA 251

Ai08B3734 Araip.B08 3734 p3 (GAG)5 15 9753310 9753324 CGACGAAGAGTATGTTGCGA GGGAGGCAAAACATAGCGTA 115

Ai08B3735 Araip.B08 3735 p3 (GAA)5 15 9755781 9755795 GAAGTCGAAGAGGCAGAGGA TCCCACTTCATCTTTCTCGG 197

Ai08B3736 Araip.B08 3736 p3 (GTG)5 15 9758458 9758472 TTGTTGGGAAGTAGAAGCGG CTCACAACCTTCGCAACTCA 175

Ai08B3737 Araip.B08 3737 p3 (GTG)5 15 9758681 9758695 TGAGTTGCGAAGGTTGTGAG GCAACTTATGCGAGTCCTCC 228

Ai08B3738 Araip.B08 3738 p3 (GTG)5 15 9758901 9758915 GGAGGACTCGCATAAGTTGC ACTACAACCGCCTCACAACC 266

Ai08B3739 Araip.B08 3739 p2 (TC)14 28 9759584 9759611 CTTCTCTCTTCACCGTCGCT TTTTGAGACGAAAATGTTGGA 247

Ai08B3740 Araip.B08 3740 p4 (TTAT)5 20 9760836 9760855 GGTGCTGCAGCTTCCTTTAC TGAAATGTTTGCAACTTATCCAA 280

Ai08B3742 Araip.B08 3742 p2 (TA)8 16 9766481 9766496 CCATCCGCTGTCCTAGACTT TAGGATGATATGCGGGATGG 231

Ai08B3743 Araip.B08 3743 p2 (AT)10 20 9784206 9784225 TGAGGCTCTGAACATCGAAA TGCTAGAAGGGAACCTGGAA 202

Ai08B3744 Araip.B08 3744 p2 (AG)15 30 9789079 9789108 ACATTGAACAGAGCAAGGGC TGATTGACGACGATCTCAGG 274

Ai08B3748 Araip.B08 3748 p2 (AT)7 14 9806023 9806036 TTTGCAATTGAATCTGCGG GCTAATGCGAAATAACCTAAGCA 236

Ai08B3753 Araip.B08 3753 p3 (TCA)5 15 9813388 9813402 ATGTGGTCTGCCATGAGACA TGAAGAAGGAGGAAAAGCCA 136

Ai08B3756 Araip.B08 3756 p3 (TTG)10 30 9826225 9826254 GCACAAGAGATCGGAGAAGG AGTTCAAAGGCACCACCATC 246

Ai08B3759 Araip.B08 3759 c* (A)11(AAT)5* 24 9829800 9829823 TAAAAATCTCGCCCCACAAA CATTCCCCCTTACTTGAGCA 259

Ai08B3760 Araip.B08 3760 c (T)12caaagtggagtaacaattattgtgttatagtcaacaaa(AT)866 9830120 9830185 CGTGACATACATGCGAAAGG CGTGTGGAACAGAGACAGGA 271

Ai08B3764 Araip.B08 3764 p2 (TA)6 12 9844896 9844907 TGTTCTTTTGGTATCATTCATGC TCCGGATGATTTATTGGTTCA 257

Ai08B3769 Araip.B08 3769 c (T)11ggcacctaaattataattaaa(T)10annnnnnnnnnnnnnnnnnnnnnnnntaacatacactctccacccctcacaaaccctcacaaccgtcactcttcccttgcaaacatacacacaaaaacg(A)12153 9864676 9864828 TGCAATGAGCATTTCGTTTT TCCCCTCCCTTCTCTTCTTC 273
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Ai08B3771 Araip.B08 3771 p2 (AT)14 28 9880366 9880393 TGAAGCAAGAAAAAGCATCAAA AACCATTGATGCTCAAAGCC 170

Ai08B3772 Araip.B08 3772 p2 (GA)6 12 9897618 9897629 AATTTTGAAAAAGGGGGAAGA TCTTGTGAATCAAGTCATTAATTGTG 276

Ai08B3773 Araip.B08 3773 c (T)11gaaagatttttgaaaaatttttttttgaagag(A)1053 9898929 9898981 CAGCCAAGCTTCAGCATGTA TTTGGACAACTGACGGTTCA 258

Ai08B3775 Araip.B08 3775 p2 (CT)9 18 9914206 9914223 TGCATTGCATCATTTTTCTTG TTGAAAAAGAGGGAGATATTTTCG 280

Ai08B3779 Araip.B08 3779 p3 (ATT)12 36 9936729 9936764 AACAACATCAAAGAAGAAAAGCA CAATTGGCACTTGACAACAA 277

Ai08B3780 Araip.B08 3780 p4 (AAAT)6 24 9937347 9937370 CAAAAAGTATTTTAGCAATTAAGTTCG TGCTATCTGCCAAATCTTTTGT 251

Ai08B3786 Araip.B08 3786 p4 (TAAA)5 20 9953810 9953829 TGGAGAAAGAAAACAAAAGGATG CGTAATGTTTAAAAGGAATGCTC 257

Ai08B3788 Araip.B08 3788 c (GTG)10ttgatggtattatatattgctgttgcttgatgtttt(TGG)787 9956978 9957064 CGCCATCTTTTCTTGCTTTC CTCCACTGCCACCAACATTA 229

Ai08B3792 Araip.B08 3792 p2 (TA)11 22 9960209 9960230 TGACACATTTTGTGATGCATGT CAGGGATGCACGCACTCTAT 274

Ai08B3793 Araip.B08 3793 p2 (CT)24 48 9960921 9960968 ATTTTGGTCAACTGCGAAGC GACAAGAGGGTGCTTCCTGA 243

Ai08B3796 Araip.B08 3796 c (T)10gtttttattcttgttaaaagagtaaaacaagaaaaaaaatatgaataagaaaaaaagaagatgatggtgacgaaaaagaag(A)10101 9965442 9965542 TGAATATAAGCCCATCCTCTCC TTTCTCCTCTTCTTCTGCTGC 190

Ai08B3799 Araip.B08 3799 p2 (AT)23 46 9978273 9978318 CGAAGTTCGGCCAAAAACTA CGGAAAATTGATGAAAGGGA 194

Ai08B3800 Araip.B08 3800 p3 (TTC)6 18 9979524 9979541 CGTAATTTTGCTACAAATGCACA TCTTCTTTTTCATCATCATTATCATCT 275

Ai08B3802 Araip.B08 3802 p2 (TA)6 12 9997855 9997866 TGTAGATTCCTTCGGCATTG TTTGAATTTCTGTTGGTTGGTT 251

Ai08B3807 Araip.B08 3807 p2 (AG)9 18 10015478 10015495 AGCAGCCTACTCCCACTTGA CGAAGGCTCTCTCTTTTCCC 205

Ai08B3809 Araip.B08 3809 p3 (TTA)17 51 10020396 10020446 TCGGCGAGGTTTATTCTATCA TCATGTTTTGAGACTGCCCA 279

Ai08B3814 Araip.B08 3814 p2 (CT)8 16 10049924 10049939 TGTTTGTTTCTTATCTTTTTCAAAACT GGGTTCGAATTTGGTGAGTG 278

Ai08B3815 Araip.B08 3815 p2 (TC)6 12 10050095 10050106 CGAAAATATCTCCCTCTTTTTCAA GGGTTCGAATTTGGTGAGTG 219

Ai08B3816 Araip.B08 3816 p3 (TTC)5 15 10051965 10051979 CACCACTCACATCCATCCAC CCCTCGAGCAAGAGAAGAAA 265

Ai08B3820 Araip.B08 3820 p2 (CT)6 12 10071935 10071946 TCTTGTGATTTCTTATGAATCAAGTC GAAAAAGGGGGAGATATTTTCG 273

Ai08B3823 Araip.B08 3823 p5 (AAGAT)9 45 10093239 10093283 GCCCAAATAAAGGAACACGA CCTGGGTGCTCCAGTGTATT 199

Ai08B3824 Araip.B08 3824 p2 (GC)6 12 10101346 10101357 TCGCACTCAATCGACCATAA CCTTCAATCCTTGGCTGAAA 262

Ai08B3825 Araip.B08 3825 p2 (GT)7 14 10106047 10106060 TTGGTTGCCCTTACCCTACA AGCAAGGAAGCGTGAATTGT 233

Ai08B3827 Araip.B08 3827 p2 (AT)7 14 10107129 10107142 TGAGAATCTTGGGAATTGGG TGGGACATTTTTGTTCCCTT 204

Ai08B3829 Araip.B08 3829 p2 (TA)11 22 10120090 10120111 ACGTAAAAGCCCAAGCTCAA CTTCACCACCAACCCAAAAC 168

Ai08B3831 Araip.B08 3831 p2 (AG)7 14 10123439 10123452 TTCTCCACGAATCAGATCCC TCCCTCTCAGTCATGCCTCT 221

Ai08B3833 Araip.B08 3833 p3 (TTA)12 36 10131344 10131379 ATCCTTTCCTGAGCGTTGTG AAAGGGGAGCACGAACATAA 241

Ai08B3837 Araip.B08 3837 p2 (AT)9 18 10137376 10137393 CATGAACATCCGTACAATACAGG TGAAAATGCAATCATAAAAAGCA 278

Ai08B3838 Araip.B08 3838 p2 (TA)8 16 10140869 10140884 CTTCCCTGGGTACAAAGCAA TCCTTTTCTGTTAGGTTCCATCA 278

Ai08B3840 Araip.B08 3840 p2 (AC)7 14 10145121 10145134 AGCATGGGAGAACAGCACTT TTCGAGACTGCCCAAGAAAT 201

Ai08B3842 Araip.B08 3842 p2 (AT)8 16 10149540 10149555 TTTTTGGCTGATTTTCTTTGG TAGGGGATTCCCATTTTGGT 188

Ai08B3846 Araip.B08 3846 p3 (ATT)5 15 10155843 10155857 CAAAGAGGGAAAAGAAAATCAA TGTTTGACATGATGACAGTTGAA 267

Ai08B3847 Araip.B08 3847 p2 (AT)6 12 10156770 10156781 TGAAGAGAGGATCGAAAAGAAAA CACTCAAAAATCGCAGCGT 117

Ai08B3849 Araip.B08 3849 p3 (ATT)6 18 10159422 10159439 TGTGGCTACTAATGCTCCTCC TCAGAAGTCGCAGCGTTATTT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3850 Araip.B08 3850 c (A)10ttaccatattatt(A)1033 10162669 10162701 TGCACATGTTTTATGCATGG CATGACAAGGAGAAAATGGGA 175

Ai08B3851 Araip.B08 3851 p2 (AT)10 20 10164986 10165005 CATGAGATCCTTGATGATTTGC CTGGGTTGGTGGTTCACTCT 127

Ai08B3852 Araip.B08 3852 p3 (TGG)5 15 10166467 10166481 GGTGGGATAAACCCAGGAGT AACCAATCTGCTCCACCAAC 149

Ai08B3854 Araip.B08 3854 p4 (TTTG)5 20 10185039 10185058 ACTGAATTGGGGAGTTGTCG AGCTCGACGATAGGCTTTCA 148

Ai08B3855 Araip.B08 3855 p2 (CT)9 18 10195010 10195027 GCATTAAAAGAAAATTGAATCGG AGAGTGAAGCTGGAAGGACG 279

Ai08B3856 Araip.B08 3856 c (A)10gtgtaaaaactcaattaaaaaaaatttggtgtaagaactcaatt(A)1064 10202525 10202588 TCAATTAGGTCATTTTTGGCAG CGGGGGATAATAAGTACCAACA 245

Ai08B3859 Araip.B08 3859 p2 (CT)6 12 10218941 10218952 TCTTGTGAATCAAGTCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 277

Ai08B3860 Araip.B08 3860 c (TC)10atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaaatccgaa(CT)898 10219104 10219201 CGAAAATATCTCCCTCTTTTTCAA GAAGAAAAGAAGAAGAGAAAATCTGAA 273

Ai08B3861 Araip.B08 3861 p2 (CT)7 14 10221456 10221469 CCTAATTGGTGCAGGGATGT AGGAGATGGAGGGATGTGTG 220

Ai08B3862 Araip.B08 3862 p3 (TCT)5 15 10221606 10221620 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 237

Ai08B3867 Araip.B08 3867 p2 (CT)6 12 10250072 10250083 ACTCATTCTCCAATCGACGG TTTTCTTCCGCGAGACTCAT 278

Ai08B3868 Araip.B08 3868 p2 (TA)6 12 10253889 10253900 ATGGACCGATTTGTCCGTTT AATTTGCGTGTCAATACGTCC 132

Ai08B3871 Araip.B08 3871 c (TGA)8ccatgatgataatggtagtggtggtggtagtagattttggttcagcttggatttctgttttacttctagttgattttggttgattttgaagaagttcta(ATG)5138 10260298 10260435 TGGTGGATTTTGAATTTTGTTG CCCTATACCACCACCACCAT 274

Ai08B3872 Araip.B08 3872 p2 (AT)8 16 10260804 10260819 TGACTTCAATTGGGTCAATTTT TCCTCAAACTTAAAGCCCCA 264

Ai08B3876 Araip.B08 3876 p2 (TA)11 22 10292366 10292387 CCCGATAAGTAATGCCCAAA TATAGGTGTAGCGGGACCGA 273

Ai08B3878 Araip.B08 3878 p3 (CCA)5 15 10299661 10299675 GCATTGGTACCGAGAAGCAT CAAAACTGTTGGTGTGACGG 249

Ai08B3884 Araip.B08 3884 p2 (TA)8 16 10320624 10320639 CCCTCTAGTGAGAACCAGCG TGCATACAATCCAGGTACAATACTT 265

Ai08B3887 Araip.B08 3887 p3 (GTA)9 27 10328993 10329019 GAAGTTGCTATCGGAGGCAG TATTACAGAAGCCCCGTTGC 266

Ai08B3888 Araip.B08 3888 c (T)11gtttagatgtgacccaatgtaactgataaccacaaattctagatacaa(T)1069 10332542 10332610 CAACATGAGTGAAAGCTGACG CGAAAGTTGGCAAAATCACA 268

Ai08B3891 Araip.B08 3891 p2 (CT)6 12 10338585 10338596 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAAGGGGTTCGGATTTTTG 273

Ai08B3897 Araip.B08 3897 p2 (TA)9 18 10381311 10381328 GAGGTGGCGAGGTATTACGA GCTCGGACCAGTTATCTTCG 255

Ai08B3898 Araip.B08 3898 p2 (AT)25 50 10381496 10381545 GCGAAGATAACTGGTCCGAG GCTAAGGCATGCTGGAGACT 277

Ai08B3899 Araip.B08 3899 p3 (AAG)6 18 10394375 10394392 CCTAAGCCGGATGAAGATCA CACCTTGTGCCTCCTATGGT 174

Ai08B3900 Araip.B08 3900 p3 (ATT)5 15 10396420 10396434 TTTGGCACCCAAAAGAAAAC AAAAAGGTGTTCTTGAAAGTTGA 233

Ai08B3901 Araip.B08 3901 c (CT)6cctctttgtctccctcctctctctccat(TC)6ta(TC)6cgtctctcttccta(TC)6cattctctctcctttccatctctctctccctctcccttcccgtctctcttc(CT)6155 10401067 10401221 TTTCTCCTCTTTTTCCCCC AGAGGGGAGAGGGGAGGG 280

Ai08B3902 Araip.B08 3902 c (TC)8ttcctcttt(TC)6ccattttgtttctctctctcttcctcttt(TC)6ccattttgtttcgctctctctccctcttttccctctcccattttctttctctctcctctccctcctttctctctctccctcccttctctcttcctctt(TC)9194 10401324 10401517 CCTCTCTCCCCCTCCCAT GGAGAGAGAAAGAGAGAAAAGGAAA 251

Ai08B3903 Araip.B08 3903 p2 (TC)6 12 10401726 10401737 CTTTCTTCGCCCTCCTCTCT TCCCTCTTCTCTCTCTCCCC 223

Ai08B3904 Araip.B08 3904 p2 (GA)10 20 10401945 10401964 TAAGGGAAGGGGGAGAGAGA CTCCCTCCTTTTCCTCGCT 238

Ai08B3906 Araip.B08 3906 p4 (AAAT)5 20 10410115 10410134 AGCTCTCCTTCCAAGTATCCA TTGGATAGAATAGTCGTACTTATGTCA 280

Ai08B3908 Araip.B08 3908 c (AGA)5tgatgat(GAA)537 10412792 10412828 ACAAGGAAGAGGACGAGCAA CGTCGTTGTGTTTCCCTTCT 186

Ai08B3911 Araip.B08 3911 p2 (AG)9 18 10421569 10421586 ATTTCGGATTCGGGTGTTC GTCTCATGGAGCGTGACAAA 255

Ai08B3912 Araip.B08 3912 p2 (TA)7 14 10422842 10422855 ACGCATTCAATTTCTCCCAG AATTCGCCGTTGATTGAATG 206

Ai08B3917 Araip.B08 3917 p3 (GGT)7 21 10428493 10428513 TCTCCAACTTCGACGCTTTT TTTTGCAGCAGAAACACCTG 261

Ai08B3919 Araip.B08 3919 p2 (TA)7 14 10435646 10435659 CTCTTCAGTTCCTCCTCCCC AGCTGAGGTCTGCCAAAGAA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B3920 Araip.B08 3920 p2 (AG)23 46 10441264 10441309 GTCACGCGGCATGTAAACTA GGATGGGAAGTAGCAGTGGA 269

Ai08B3924 Araip.B08 3924 p2 (GA)7 14 10460936 10460949 AACACAAACTCACAACTTCACGA TTCCTCTCCCCCTCTCTCTC 266

Ai08B3925 Araip.B08 3925 p2 (GA)8 16 10461109 10461124 GCTTCGGTGACAGACTCACA ACCTTCACAGCTCTCGTCGT 277

Ai08B3927 Araip.B08 3927 p2 (GA)6 12 10464782 10464793 CTCCACCCCCTAAACCTAGC CGACGACGACGACTCTAACA 279

Ai08B3930 Araip.B08 3930 p3 (ATT)5 15 10472561 10472575 ATCCTGCATTCTTGACCCAC TGCAAAGGTATCAGTATAAATGTCC 278

Ai08B3932 Araip.B08 3932 c (TTTA)10attatttaattttatttatttatttaat(TTTA)692 10477645 10477736 GCAAATGAAATAAAAGAAAATGGAA CACCTAATAAATTGACCATCCGA 268

Ai08B3934 Araip.B08 3934 p2 (AG)7 14 10484470 10484483 GCCTTGGATGTTCACCCTTA TCAGAAATCCTTCTTGGGGA 229

Ai08B3938 Araip.B08 3938 p4 (AAAT)5 20 10533994 10534013 CACCTTCGCGAACCCTAGTA TAAAATCATCCCCAACGCTC 233

Ai08B3940 Araip.B08 3940 p3 (CTC)6 18 10542155 10542172 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 257

Ai08B3941 Araip.B08 3941 p2 (CT)6 12 10548124 10548135 GGTGGCAGCCTTTCAGTATT AAAAGACACCCCACCTCCTT 254

Ai08B3944 Araip.B08 3944 p3 (AGA)6 18 10557140 10557157 TTCCGAAAAGCTAATGGAAAAA GGCAGAGAGACCCAATACCA 259

Ai08B3945 Araip.B08 3945 c (T)13aattgtgtcattacaccaattttttttaattggtctctacac(T)1166 10559296 10559361 CTCCCTCTCCTCTCGTCTCC ATTGGTGCAGGGATCCAAAT 275

Ai08B3947 Araip.B08 3947 c (TTG)11tttgagtccctatacaattaagccaattactatcaagagggacctaatt(A)1092 10562892 10562983 TGGCGTCATTTGATTCATGT TTTTTCCTTTTAATTGGTCCC 169

Ai08B3952 Araip.B08 3952 c (TC)6ccttcactttctctctcccctatgtctctctcctctttctccccctctctcccttctctctcttttcc(CT)998 10586543 10586640 AAAACCAGTTTTTATGCTTCAGTTT GGAGAGGAGAGAGAGAGGGG 251

Ai08B3953 Araip.B08 3953 c (AG)11aacgcgcattcgtacaagtgagagggaagtgtttcc(T)1068 10588999 10589066 GAGCTACAAACGTGGCAACA CAGCAATGAAATAAAAATGCCA 259

Ai08B3954 Araip.B08 3954 p2 (AG)10 20 10589444 10589463 AATGAGCTAGCGCTTTTTGTG CAGCGTGCAAAGACAGAGAG 225

Ai08B3955 Araip.B08 3955 p2 (TA)9 18 10593094 10593111 TCTCAAACATATGAAGCACACAAA TTTCTTACATTATTACATTTTGCTGGA 151

Ai08B3957 Araip.B08 3957 p3 (TCA)5 15 10596301 10596315 ATGTGGTCTGCCATGAGACA TGAAGAAGGAGGAAAAGCCA 136

Ai08B3959 Araip.B08 3959 p2 (AG)17 34 10602454 10602487 ATGACAGAGGTTACAGCGGG TGCGACGTTTTGGTGAATAA 236

Ai08B3960 Araip.B08 3960 p3 (TTC)5 15 10603056 10603070 AAAAATTTTCGTCCCCAACC TTCTGCTTCATTGTTGTTGTTG 198

Ai08B3962 Araip.B08 3962 p3 (CAA)6 18 10606850 10606867 AGGTTCATCACCCAAAAACG ACCCTGCTTCAGCTTCTTCA 189

Ai08B3963 Araip.B08 3963 p2 (AG)8 16 10609562 10609577 GGGCTAGCGCTTTTTGTGTA GGGTGCAGAACAACTCCATC 162

Ai08B3964 Araip.B08 3964 p2 (AT)6 12 10611869 10611880 GACAAGTTGGCTTTGGTGGT TTCCCGAATTATTCAAACGC 218

Ai08B3965 Araip.B08 3965 p3 (AAG)5 15 10615524 10615538 TGTTTTCTCAAGGGGGAATG CAACTGCCCCAGTGAGATTT 174

Ai08B3967 Araip.B08 3967 p4 (TTTA)5 20 10617890 10617909 GAAAGGTTTGTGCAGAATTTCA TCAAGCTTGCTTTCCTCTCTG 273

Ai08B3970 Araip.B08 3970 c (TA)8gaaaat(A)11 33 10622665 10622697 GGGTTAAGATGGAAAAGTGAAAA GCGTTTAAAAATATGGTGCG 261

Ai08B3972 Araip.B08 3972 p3 (AAT)7 21 10623803 10623823 AATTAGGGCACAGCTGAACG TCCTACCCACTGCTGGTTGT 272

Ai08B3975 Araip.B08 3975 p2 (TA)6 12 10631709 10631720 AATGACCACAATTCAATCAATG TCAAATTGAGTCAGTTCAATGG 263

Ai08B3984 Araip.B08 3984 p3 (TTG)5 15 10650021 10650035 TTGTTGCTGTAGCTGTTGGG ATGGCCTTTATGGCACTGAG 175

Ai08B3985 Araip.B08 3985 p2 (AT)6 12 10651132 10651143 TGCAACAATGCTAGCGGTAA CAACGGCATCCTAGTTCACA 267

Ai08B3986 Araip.B08 3986 p3 (TAT)9 27 10651866 10651892 GCTTTAAGGGGGACCAAAAA GCGCCACAATATTCCAAAGT 270

Ai08B3988 Araip.B08 3988 c (ATG)6ttgttgttgctactatggagttgaagaagaagaagagaattggggattatg(T)1079 10653713 10653791 TTGCATGTTATTATTGCCGC ACCTAATTCCCAACACGACG 245

Ai08B3990 Araip.B08 3990 p3 (GGT)5 15 10657070 10657084 TTTTTGGGTGACGAAAGAGG GCAAGTGGTGCAGCATAAAA 225

Ai08B3992 Araip.B08 3992 p3 (TCA)5 15 10665574 10665588 TGCTTGCTGGACTCATCATC TCTGGACCCAATGATCAACA 152
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Ai08B4003 Araip.B08 4003 p2 (TA)6 12 10713782 10713793 CATGACATGATAGAACCCGTG TCCCCTCATCAGTATGGTCC 202

Ai08B4005 Araip.B08 4005 c (A)12tatcgt(A)10 28 10728449 10728476 TTTTGCTTTTGGGCTAGTGC ATTGATTCTCTCGGCAGGTG 101

Ai08B4006 Araip.B08 4006 p4 (AAGA)6 24 10730228 10730251 CTTCGAACACCTCCCTGAAA GTGGCGGTTGATGTTCTTCT 164

Ai08B4008 Araip.B08 4008 c (A)16ctaatg(T)10 32 10734213 10734244 ACCACATTTGTGCAGGAAGA AACAAACCAACTTTAAAACATCCTC 272

Ai08B4011 Araip.B08 4011 c (A)17cagggaaaaaagaagcacaaaaatt(A)1052 10741584 10741635 TGGGTGTGCAGGTTGAGTTA CAATGGCTTGCTGCATACAC 242

Ai08B4017 Araip.B08 4017 c (CT)8aaactataaccgccatgcctctctta(TTC)660 10757205 10757264 GTATGTCCCTCAGGTGGGTG GGCCTTCTTGGTTGAGTGAG 153

Ai08B4021 Araip.B08 4021 p2 (AT)6 12 10771107 10771118 TCAATCAATTTATTCCAAAACCAA AACATCCTTACGTGGTTCGG 251

Ai08B4027 Araip.B08 4027 p2 (TA)6 12 10782835 10782846 TCATGCTTTGTACTGTGACTGG CAGCTTGTTGCATTGATCGT 270

Ai08B4028 Araip.B08 4028 p3 (CTT)5 15 10783698 10783712 TTGGGTACACCGAACACAAA TGCGTACGAGGAGACTGATG 246

Ai08B4029 Araip.B08 4029 p3 (TTA)8 24 10787427 10787450 TTGCAATAAAGCTGTGGCTG GGAAACAAACATCCCTCCAA 267

Ai08B4030 Araip.B08 4030 p2 (AT)9 18 10792202 10792219 GAAGACCCTAATTGGATGGTCA TGCATATTCCTTGAATAACCCA 231

Ai08B4031 Araip.B08 4031 p3 (TTA)6 18 10793225 10793242 TGAGTTATTGCATACAAAAGACGA TAACTGTGTCAAAGGGGCGT 187

Ai08B4033 Araip.B08 4033 c (T)10atatttgaaatcaaatcagaccctccgttttcagatttttgtttttttaattttttccttaaaaaaaacggaccctccgtttttaga(T)12ccttaaaagaaaacggactctccattttcagatttttc(T)10157 10794323 10794479 AGGTATGGGACAGCGAGAAA TCAGAGGGTCCGTTTTGATT 273

Ai08B4035 Araip.B08 4035 p5 (TTCTT)6 30 10796021 10796050 AAAGGCATCGCTTACTTTTCA TGTTTGGAGGAGGAAATGCT 203

Ai08B4043 Araip.B08 4043 p2 (AT)8 16 10811023 10811038 CGTAAGTCATTTTCATCCCTCA TTTTGAGCATATAACTTTGTTTAGGTT 240

Ai08B4045 Araip.B08 4045 p3 (AAT)16 48 10816238 10816285 TCCTGCAAAACTGCAAAACA TTGAAGGTGCATTTAAAAGGAGA 255

Ai08B4046 Araip.B08 4046 p3 (CTT)5 15 10822120 10822134 TTCTGGGATGTTCAGGAATTG TCCCTCTCCTTCCCTCTCAT 225

Ai08B4052 Araip.B08 4052 p2 (GA)9 18 10841489 10841506 CGCCATTTTGTTTTTGGAAC CTTCTGGGTCGCACTCTAGC 272

Ai08B4054 Araip.B08 4054 c (A)10ggaaaagttgacacattgacaattatttttacattttatttgtctaaaatctagtttat(TA)1293 10847789 10847881 AATTGAAGTATGTTTATGAAATGGAAA TCTTTTTGTGAGGACAATTCTTAAT 258

Ai08B4055 Araip.B08 4055 p2 (AT)7 14 10849417 10849430 CCGCTCATTTGAGATAGCCT AAGCAGAGAAATCAGAGCAGAG 277

Ai08B4056 Araip.B08 4056 p2 (AT)7 14 10857343 10857356 GCAACATTCAGTTATCCAGCC ATCTTTTGATGGCGTTCCAC 259

Ai08B4057 Araip.B08 4057 p2 (AT)8 16 10858255 10858270 TCATTTGAGACAGCCTCTGC ATGGAAATCGGGGTAAAAGG 245

Ai08B4058 Araip.B08 4058 p2 (AT)7 14 10859103 10859116 TAGCTCTGGGTTGCATCAAG CGTTAAGCAGAGAAATCAGAGC 234

Ai08B4061 Araip.B08 4061 p2 (TA)9 18 10876474 10876491 AGCATTCGCAGACCATCTTT TGTAGCAAGCATCTCCATTAAAA 276

Ai08B4064 Araip.B08 4064 p2 (TA)6 12 10877530 10877541 TGAAATCGTCCTTACTGACCG ATTGCACGCACTGTGGAATA 184

Ai08B4069 Araip.B08 4069 p2 (TA)7 14 10912747 10912760 TGTGAGGACGTGATTCTTGC TTCTCAACTGGAATTGTTGGG 214

Ai08B4071 Araip.B08 4071 p3 (TAT)15 45 10916707 10916751 TGATCCATGCAAAGAGACCA AGCCAGCAGGCATATCATTT 212

Ai08B4072 Araip.B08 4072 p3 (TAT)7 21 10917160 10917180 TGACTGTGCGTTAAATGTCCA GCTGGTCACCAACAAGAACC 250

Ai08B4075 Araip.B08 4075 p2 (AG)13 26 10930622 10930647 ACCTCGAAGAGTGATGGTGG CGACCGAAGAAGAGTTCAGC 224

Ai08B4078 Araip.B08 4078 c (A)12gaaaatgtgcattaaatacaccaaagaataaggtacattattattttaaaaaaaatcaccacaaatttgccttgcagaaaagaagaca(AAG)8124 10932693 10932816 CTCATGCATGTGATCCAAAA GCATGCGTGTTCTTTCTTGA 224

Ai08B4079 Araip.B08 4079 c (A)12gaaaatgtgcattaaatacaccaaagaataaggtacattattattttaaaaaaaatcaccacaaatttgccttgcagaaaagaagaca(AAG)8124 10933964 10934087 CTCATGCATGTGATCCAAAA GCATGCGTGTTCTTTCTTGA 224

Ai08B4082 Araip.B08 4082 c* (GT)9(T)10* 27 10938441 10938467 CAGGAAGGTCATGAGGAAGC CCCTCTGTTAGGCCAGTCAA 266

Ai08B4085 Araip.B08 4085 p2 (TA)39 78 10950295 10950372 TGGGGTGTATCGATGAACATT TTTCCAACACAAACAGCAGC 236

Ai08B4087 Araip.B08 4087 p2 (AT)8 16 10967244 10967259 TGAGGAAAGCTGGAGATGCT CAAGTGTGTTGGATCTTTGGTT 250
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Ai08B4090 Araip.B08 4090 p2 (TA)11 22 10970872 10970893 GCTCAAATGACATAGTCTCCCC TTCTTTGGCTTAATCGCAGC 165

Ai08B4093 Araip.B08 4093 p3 (GTT)5 15 10999107 10999121 TTTACTTGCCTCCCTTGTGC GTGGTCATCCTCCAAAATCC 263

Ai08B4094 Araip.B08 4094 p2 (AT)11 22 11004702 11004723 CATGTGGGAATGCTTTGAGA GGTAAGACAAGACAGCCCCA 280

Ai08B4096 Araip.B08 4096 p2 (GT)6 12 11011155 11011166 TTCAAGGACGAATTTGATTAAAAA GCACCAAAAGAGAAAAGGACC 185

Ai08B4097 Araip.B08 4097 p3 (TCA)7 21 11013303 11013323 TGGATCAAGAGCTGCAAATG GTGGAATTGGATGGTTCTGG 213

Ai08B4099 Araip.B08 4099 p3 (AGA)8 24 11021693 11021716 GTTCGAGTAGCTTCGATCCG CATAACAAAAACCGCACCCT 141

Ai08B4100 Araip.B08 4100 p2 (TA)12 24 11021867 11021890 GTGGGGTGGTGGATATGAAA TTTCCTCCAAAAATGATCGG 237

Ai08B4107 Araip.B08 4107 p3 (AAC)6 18 11049915 11049932 AATGTGCAATCTGATGCTGC TTGACCAATTTAAAAGATCACATTT 280

Ai08B4113 Araip.B08 4113 p2 (AT)11 22 11061500 11061521 TGCAAGTGCCTCTAGTTCCC AAGCCCTGCATGAAAAATTG 241

Ai08B4116 Araip.B08 4116 c (GA)8g(GA)13 43 11068721 11068763 AAGTAGCTGTGGCGGTGAAT CCACCTCAGTTCTCTGGCTC 193

Ai08B4118 Araip.B08 4118 p3 (GAT)5 15 11073673 11073687 GCCACTGGAAAATGAAAGGA GCACTTTGTGATTGGGGTCT 268

Ai08B4120 Araip.B08 4120 c (A)11ttaaggatttataagacagttagatg(A)1249 11075944 11075992 GGCAAAGGAGACCAAGGTTA TGATCGAAATTCCATTCCTTTT 177

Ai08B4126 Araip.B08 4126 p2 (TA)6 12 11084944 11084955 TTCCCTGTCCTTGTCCTTTG GATGCGAGAATTGTGCTGAA 242

Ai08B4132 Araip.B08 4132 p3 (GAA)5 15 11100841 11100855 CAACCTGCCTTCTCTTTTCG GCCTGTTAGCTTTGGTCCTG 220

Ai08B4135 Araip.B08 4135 p3 (TCT)28 84 11123768 11123851 CCATTCATGGTCATCCCTTC CGGTCTTAGGTGCCATCAAT 259

Ai08B4140 Araip.B08 4140 p2 (TC)7 14 11143481 11143494 TCTCCCTAGTCTCTTCGCCA TCTCCTTTTTCGCATCAATGT 181

Ai08B4145 Araip.B08 4145 p3 (TGA)5 15 11167139 11167153 GATGTCCCTCTTCCGACAAA CGAATATCCGACATCATTTGG 273

Ai08B4148 Araip.B08 4148 c (CT)6ggaagaagaaggctttgctggcgagaaagggtgcaacggtagcaaggtcgtcccagcaacaataacccc(CT)795 11176078 11176172 TCTCTTCCACCATCTCCACC TCTTCGTCATCCTTCTCCTCA 236

Ai08B4149 Araip.B08 4149 p2 (AT)7 14 11177097 11177110 CTACATAGTGCAATGGGGGC TCAAAATGATAGAAGGATAAAATGGA 166

Ai08B4150 Araip.B08 4150 p2 (AT)7 14 11177837 11177850 CTACATAGTGCAATGGGGGC TCAAAATGATAGAAGGATAAAATGGA 166

Ai08B4152 Araip.B08 4152 p3 (TTA)15 45 11195325 11195369 AAAGAAAGACGCTGATTGCAT TCCCTTCGTGACAATCTCTTC 222

Ai08B4153 Araip.B08 4153 p2 (TA)7 14 11195472 11195485 GAAGAGATTGTCACGAAGGGA ATCTGCGAACACCCCTACTG 271

Ai08B4155 Araip.B08 4155 p3 (CTC)5 15 11211752 11211766 GCCGTGTCATTTCATCAACA AAAGAACGAACCGCATCAAC 276

Ai08B4158 Araip.B08 4158 p2 (TA)6 12 11220911 11220922 CCTCCGTTTGATTTTCCAGA GAACACAGGAAGCCAAAAGC 170

Ai08B4159 Araip.B08 4159 p3 (AGA)5 15 11229027 11229041 TAGAAGTGGTCTTGGTGGGC CCGAAACCTAAACCTCCCTC 253

Ai08B4165 Araip.B08 4165 c (AAG)15(ACA)10 75 11238877 11238951 TGTTCAGTTCTATGGGCTTGG AACCCTAAATTTTGAACCCAC 255

Ai08B4167 Araip.B08 4167 p4 (AAAT)5 20 11243506 11243525 TGCCTGAGATCACAATTTCG CAGGCTTCAACATGCTTCAT 263

Ai08B4172 Araip.B08 4172 p3 (TTC)6 18 11271076 11271093 ACTCCTTGGCCGAAACCTAT CTCTCCATCTTCCATGGCTC 233

Ai08B4174 Araip.B08 4174 p2 (TA)7 14 11281858 11281871 TTGTGGTTTTCAGATGCAGG CAAAGATAAACCGGTCCGAG 280

Ai08B4175 Araip.B08 4175 p5 (TTATC)7 35 11296678 11296712 CCTGGGTGCTCCAGTGTATT AAGGTGGTTCCCCAGAAGAT 135

Ai08B4177 Araip.B08 4177 p2 (CT)7 14 11308654 11308667 TCTTCTTTCCCCCTTCTCCT TGCAAGCAATCCCCTAAAAA 280

Ai08B4178 Araip.B08 4178 p3 (ATA)5 15 11315654 11315668 GGCACAAGATGGGCAAAATA GTGTCGGTGAGTGTCGTGTC 270

Ai08B4187 Araip.B08 4187 p3 (TCC)5 15 11335158 11335172 GATGCAGCTAAATTCGGAGC CCAAACGAACTTCGAACCAT 221

Ai08B4189 Araip.B08 4189 p2 (GA)6 12 11343185 11343196 CAGAGAGAAGAGAAAGGGTTCG TTCGAAAACAACTCACCACTTTT 142
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Ai08B4191 Araip.B08 4191 p5 (AAGAT)5 25 11385359 11385383 CGGTTCCCTTGAAGATACGA CTTGGGTGCTCCAGCATATT 120

Ai08B4193 Araip.B08 4193 p5 (AAGAT)5 25 11395388 11395412 GCCCAAATAGAGGAACACGA GTACCTGCAAAGGACTCCGA 257

Ai08B4194 Araip.B08 4194 p2 (GA)6 12 11412404 11412415 AGAGGAGAGAGGAGGGTTCG CCACTTTTTCACCTCTAATTTTCG 156

Ai08B4197 Araip.B08 4197 p2 (CT)6 12 11427837 11427848 ATTCGCTACAACTTCCCCCT CTGGGCACTCTCACTCATCA 204

Ai08B4199 Araip.B08 4199 c (T)10ctatgtaatttagatattttttcgatataattaattttttttgtctattgtggatattt(A)1079 11454286 11454364 CCACCACCGTCATTTTTCTT GCCAGAGTAAAACTTTGGGG 223

Ai08B4201 Araip.B08 4201 p2 (CT)8 16 11460229 11460244 CCGGTTGAACCTATGAACCA ATTCAGGCAGAGGAGCAGAA 217

Ai08B4206 Araip.B08 4206 p3 (AAT)10 30 11465945 11465974 TCCGTTTGATCTTTGGAAGG AAGGTGCATTTTATTCCAATCC 120

Ai08B4209 Araip.B08 4209 c (TTA)19tcatgtaaatttattt(TTA)794 11490645 11490738 CGATGTTGGTGTTCCACTTG GGACGATTGAAACGTTAAGGA 247

Ai08B4210 Araip.B08 4210 p5 (AAGAT)5 25 11495161 11495185 CCTCTTCACAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 226

Ai08B4211 Araip.B08 4211 p2 (TA)7 14 11500711 11500724 AAGGCTACGAACATCATCCG TGCCTTCTAGATCACGCCTT 167

Ai08B4216 Araip.B08 4216 p2 (CT)7 14 11536840 11536853 TAAAAGCATGAACGAGGCAA TCAGAGCCTCGTGCTGATAA 253

Ai08B4217 Araip.B08 4217 p2 (CT)6 12 11542174 11542185 CTCATTTATGGGCGGCTTAG TGAAGAAAGAAAATAAAGAAATGCT 203

Ai08B4218 Araip.B08 4218 p2 (CT)6 12 11545402 11545413 TCTGAAACTTGGAAGGAACAAGA GCACTTAAGAACTCGCTGGG 219

Ai08B4234 Araip.B08 4234 p3 (GAA)5 15 11603151 11603165 ATCCAAGAGCGACATGATCC CCCATTGAGGTTCAGCATCT 208

Ai08B4235 Araip.B08 4235 p2 (TA)14 28 11608000 11608027 GCTTGAATTGCACCTTTCGT TGTGAATCTTAAATTCCTTTCCTCA 244

Ai08B4245 Araip.B08 4245 p3 (CGC)5 15 11629256 11629270 CAACTTCAATCCCTGCCATT AGCCGAAAAACTGGAGAACA 129

Ai08B4246 Araip.B08 4246 p3 (GAG)5 15 11629603 11629617 AAGCATGAAGGTCAAGGTGG CTGACGGGTTGTGGACTTCT 211

Ai08B4247 Araip.B08 4247 p2 (TA)7 14 11635807 11635820 CCCAACTCCTCTCGATTCTCT CCTTAACCGGAATTTCTCCTTT 272

Ai08B4251 Araip.B08 4251 p2 (TA)6 12 11650915 11650926 TGAAAATAAATTGGATGGTTTGAA TCACAGAAATTACTAATCCCTTAGCAT 261

Ai08B4252 Araip.B08 4252 c (A)16cccagtcaccaaaacctaacaagttactggtgataaagtctgaaagcttgtccaaaaaaaaaggggaaaaaccagtccttaacccctagttcat(A)13123 11656844 11656966 GAAGTTGGTGCCCAAAACC CGGGAACTATCCTTCAAACG 246

Ai08B4258 Araip.B08 4258 p3 (AAG)5 15 11670596 11670610 ACACGGACGATCCTTTTCAC AACATTTCGCGACAGTTTCC 268

Ai08B4260 Araip.B08 4260 p2 (AT)6 12 11673605 11673616 TTCGAGTTGCACTCTTTCACA GCGAGTAGGAGTCTCTCAAACA 273

Ai08B4261 Araip.B08 4261 c (A)10gaaagaaatacagttatataattactcatcttctaaccggccagttcacttgctttccacctcaaataataaaatgcgaca(T)12103 11673805 11673907 CCAATCTAATTGAGTTGACCGA TTTTGGTGTCGAAATCTTTGC 174

Ai08B4264 Araip.B08 4264 p2 (GT)6 12 11682705 11682716 TCCATTAAAAATTCGTACCGTG TCCTTGCCTTTATTTTCCATTT 224

Ai08B4267 Araip.B08 4267 c (A)11ggaataagaaaatataaaacagagtctcaaagaaaattatcaaaagaaaaaatcagaagacagtcacaacac(A)1194 11697223 11697316 TGGTTCCCTTCAAATCCCTA AGTGGTGCAGTGTTGCTTTG 262

Ai08B4269 Araip.B08 4269 p2 (AT)6 12 11698093 11698104 CCACGTGGCACTTGACAT CATACATAAATTTTGATTTTGAGCA 277

Ai08B4271 Araip.B08 4271 p2 (TA)14 28 11698326 11698353 CCTAAATGAAAGTAATACCGTAATGAA TCTCTCTCCTTTAATTGTTGTCAAA 257

Ai08B4272 Araip.B08 4272 c (CTT)7ctccattctttctccctctcatccattctctttctc(T)1168 11700284 11700351 AAGAAGATCACGCGCAGAGT GGTTAAGTACGATTTTGGTCCC 272

Ai08B4275 Araip.B08 4275 p3 (TGG)6 18 11707922 11707939 CCTCCACCCTCAACTTCAAC CCAGAAACTGGTCGAGATCC 153

Ai08B4278 Araip.B08 4278 p2 (AG)7 14 11725029 11725042 TGGCAACTTAAATCAAGAGAACA GCTCGCATATTTTCACCTTTC 280

Ai08B4279 Araip.B08 4279 c (AT)21aaaacataaaactcctatccctcttacaaaattgt(A)1289 11749533 11749621 CGCTGATTCCTTTAAAAACTGG CTGCGTTTTGGTTTACATGA 239

Ai08B4280 Araip.B08 4280 p2 (TG)6 12 11751993 11752004 CCTCTTCTCCTCTCGGCTCT TGATTTAATCCTTTCCCCAACA 106

Ai08B4282 Araip.B08 4282 p2 (TA)8 16 11755572 11755587 TGATTCCTTTAAAAACCGGAAA AGGTTCTCACCCCCTACAGC 257

Ai08B4284 Araip.B08 4284 p3 (ATG)5 15 11760898 11760912 ATGAATGCCGTTAGTCCAGG TGTTCAAGGCCAAACAAACA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B4285 Araip.B08 4285 p3 (CAA)5 15 11772772 11772786 AAGAGGGGGAGCTCTTTCAG CACCTTGCTTTTGCTTCTCC 208

Ai08B4293 Araip.B08 4293 p3 (TAT)5 15 11825511 11825525 CAGGTCGGAACTGGACTCTC TTTGACACAGGAATTGCGAA 244

Ai08B4294 Araip.B08 4294 c (TG)7(TA)6 26 11826501 11826526 TCCTTTTCTCATGCAAGAATTT CCAATGCATATCGCAAACCT 271

Ai08B4300 Araip.B08 4300 p4 (TTTA)5 20 11832579 11832598 GGTGGAAAATCAAATCCACG AATCGATCTCGCTTGCAAAA 150

Ai08B4301 Araip.B08 4301 c (TG)7(TA)6 26 11833540 11833565 TTCTTTGAGTTTGCATGAATTTTT CCAATGCATATCGCAAACCT 251

Ai08B4303 Araip.B08 4303 p2 (TA)6 12 11835582 11835593 TGACATTGAGGGGTATGCAA AATCTGACTCGGTGACGACC 235

Ai08B4307 Araip.B08 4307 p2 (AT)9 18 11857194 11857211 TCACGAGCTGGCTCAAATAA TCATTAACTCGTGAGCTGGC 254

Ai08B4314 Araip.B08 4314 p2 (AT)9 18 11875453 11875470 TCTCTCTCCTTTAATTCTTGTCAAA TTTGATTTTGAGCATATAACTTTGTTT 162

Ai08B4315 Araip.B08 4315 p2 (TA)9 18 11875685 11875702 CATACATAAATTTTGATTTTGAGCA TTTCTTACATTATTACATTTTGCTGGA 116

Ai08B4317 Araip.B08 4317 p2 (GA)10 20 11900779 11900798 CACCAATGCAAGGAAGTGAA CCGAACTTGAACATAACCGAA 212

Ai08B4319 Araip.B08 4319 c (A)10cc(A)11 23 11909521 11909543 AAAGCTTGGCTGGCTAGTGA AAACATGCAATTGACACCAAA 225

Ai08B4320 Araip.B08 4320 p3 (TTC)5 15 11914109 11914123 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 177

Ai08B4323 Araip.B08 4323 p2 (TC)7 14 11940353 11940366 GCCTCCTTCTTTCCCAATTC TTCATCTAACTCCGCCCTTG 166

Ai08B4332 Araip.B08 4332 p2 (TA)8 16 11962224 11962239 TCACGAGCTGGCTCAAATAA TCGAGCTTGAGCTTGGATAA 271

Ai08B4333 Araip.B08 4333 p3 (TTA)6 18 11964354 11964371 TGCTGTCAAAGGATGACCAC CCTTGTGATTTCTTTGAATTGC 191

Ai08B4335 Araip.B08 4335 c (A)10cgaactcgaaagccaattgaataaaagaattttcaattcaaaaaattcaattggcaaaagaagttacgt(A)1190 11978529 11978618 CCAAGGCCATTGTAGAAAGC TTGGGATTAGTCACGTTCCC 239

Ai08B4341 Araip.B08 4341 p2 (TA)6 12 11992299 11992310 CTGACCTACACTCGACTCGC AATTTTGTGTGTTCTATGTTGTATTTG 247

Ai08B4343 Araip.B08 4343 p3 (AAT)6 18 11994046 11994063 ATGTTTGCGTCTTTCACAGC CTCGCCACTTTGATTCCTTC 135

Ai08B4344 Araip.B08 4344 c (A)10taaaaaagatgattcgcttctgacaaattcgtttttaaaaattt(A)1367 11999503 11999569 TTCAGAATTCGCTTTTAGAGCA TGGGAGGTGAAATTCCAAAA 235

Ai08B4346 Araip.B08 4346 p2 (AT)9 18 12001775 12001792 CGGAATCTTCAACATATGCAA GGCAACCATCAACCTTAGAAA 280

Ai08B4347 Araip.B08 4347 p5 (AAAAT)5 25 12002071 12002095 AGGTTGATGGTTGCCAACTT ATTTTCCAACCCCATGTGAA 179

Ai08B4350 Araip.B08 4350 p2 (AG)6 12 12015871 12015882 ATCAGCAACAACCCCAACTC CTCGGCGTCAAGCTTCTATC 264

Ai08B4351 Araip.B08 4351 p2 (GA)8 16 12015994 12016009 CAGAGACGAAGAGGACAGGG AACAAAACAGCAAACAGCCC 133

Ai08B4355 Araip.B08 4355 p3 (ATT)16 48 12025460 12025507 GGAGTTCAATAGCAGCCCAG GGTTTGCCTTGGAGGATACA 276

Ai08B4356 Araip.B08 4356 p2 (TA)7 14 12029539 12029552 GCAGCTGGAGAAAGCAGTTT TGCTGTTGCCATTTCTTCAC 257

Ai08B4357 Araip.B08 4357 p2 (TC)6 12 12032054 12032065 TAAACCCCTCTCGAACATGG TCAAGAGTTCAGAATGTGAGGG 179

Ai08B4358 Araip.B08 4358 c (T)10caaaagataatctaaggattaatatttttagtgt(A)1256 12033110 12033165 TGTTACGGTTGTACGGGGTT TTTATCAAGCAGAAAATATTAGCG 249

Ai08B4361 Araip.B08 4361 c (A)10gggaatagccctcaagtcacaaatagaaccgaaagagagtgagtctagtgatggtatttcagatgacgagcttttg(T)1096 12061061 12061156 CTTGCCTATGAAGCCACACA TTGAAGTGTCCAGCCTCCTT 250

Ai08B4365 Araip.B08 4365 p4 (AAAT)6 24 12080278 12080301 AAACCGTTTTCAAAAATCATCA CCAATGGAGGGTATGCAGAT 280

Ai08B4369 Araip.B08 4369 c (AT)7gcatagaacaat(TG)3698 12106654 12106751 ATCCTAACCCCATTCCAACC TCCTCATGCTAAAGGAAAGCA 273

Ai08B4370 Araip.B08 4370 p2 (AT)8 16 12109236 12109251 AGAACTTCAATCCATAGCGGA AAGTGGTCGTCCATTCATCA 153

Ai08B4371 Araip.B08 4371 c (T)12aattaaatattagaaaaaactccattttttggggtgtgcaattt(A)1066 12109622 12109687 TTTATTGGCTTTAAGTTTCTAGCTATC CGACCCAGGATATGAACACC 265

Ai08B4377 Araip.B08 4377 p2 (TG)6 12 12136646 12136657 CGCCATCAACAGAGTGTCAT TGTGGAGTTCTGGACCTGTG 163

Ai08B4378 Araip.B08 4378 p3 (AGA)5 15 12144441 12144455 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B4380 Araip.B08 4380 c (T)15gtagaggcaaattcaccatatctttttaattttaacaagaataatttaacaagatttatgaaaaaatacggcaaacttgtctcac(A)16116 12155718 12155833 GAAAAATTATTCTGAGATCATATTCCG TCCTTTGTTCGGTCTTTTTCA 259

Ai08B4381 Araip.B08 4381 c (TA)8(TG)8 32 12156142 12156173 AGGACACTGGCTCTGAAAATG GCTGTTGGTCTGATGCGTAA 254

Ai08B4382 Araip.B08 4382 p2 (TA)6 12 12159641 12159652 AATCCGTGGCTAATTTGTGC CAAAATTTGTTGTCTCTAGCACTCC 278

Ai08B4383 Araip.B08 4383 p5 (AAGAT)5 25 12163847 12163871 TAGAGATAAGGGCGGTTCCC GGCTCTGCTGCTGATTCTTT 248

Ai08B4384 Araip.B08 4384 p3 (TCA)5 15 12176168 12176182 CCACATCCTTAACAACCCCA TCGTTCTGAGAGGGTGGTTC 134

Ai08B4388 Araip.B08 4388 p5 (AAGAT)5 25 12187767 12187791 GGGACACAGCCCAATCTAAA CCTGGGTGCTCCAGTGTATT 167

Ai08B4389 Araip.B08 4389 c (T)11cgctatttg(T)1131 12198248 12198278 TCCCTCCTATCCACTGATGC CAGTGAATACAAAAAGCTTGCG 195

Ai08B4391 Araip.B08 4391 p2 (CT)21 42 12208838 12208879 TCTTCCTTACTTAAGCGGCG TGAGAAAAATGATGCCAACG 246

Ai08B4393 Araip.B08 4393 p2 (TC)7 14 12210560 12210573 CCAAGACAAGATCATTGCGA AATGTCCCTTGTCGCTTGTC 225

Ai08B4394 Araip.B08 4394 p2 (TA)8 16 12211060 12211075 AACCAAATTTTTGGGAATTTTT TGCATGAATTATTGCTCACAG 279

Ai08B4398 Araip.B08 4398 p2 (TA)10 20 12226712 12226731 CATGCATGTCACATCCGTATT TTGGATGGGACTTTTCATAACC 279

Ai08B4399 Araip.B08 4399 p2 (TA)8 16 12229322 12229337 GATTGCCTCTAGCATTCCCA ACACAATCCTGCCTCTCCAT 274

Ai08B4400 Araip.B08 4400 c (CTTC)5tccgtgtgtccctcacccacttccctttctgtttcgttctttccctcttctggtggctgg(GT)794 12240045 12240138 GATGAGGCTGAGGACGAATG CGCAGCTGCTACCCTCTCTA 265

Ai08B4403 Araip.B08 4403 p2 (GT)9 18 12260426 12260443 CTTCCTTCCTTCTCCGTGTG TCAAAAATGAAGCCCTAGCC 156

Ai08B4405 Araip.B08 4405 c (T)14aaattggatccctacaccttttattctttttatttaggtctctataccaattc(T)11agttgggtccctataaaattaaactaattactactaagagggatttaactg(A)10139 12263992 12264130 TCGTAAAATTTTCAATTAGGTCCC TCTTTTTAATTGGGTCCCTTCA 226

Ai08B4413 Araip.B08 4413 p2 (TA)6 12 12314077 12314088 GGATCTTTCATTTTGTGGGTG GGCTATTCACATCATCCAATCA 260

Ai08B4414 Araip.B08 4414 p4 (ATAG)7 28 12315450 12315477 TTCTTTGCTTTGCCCTAATTG TGGACTCATCAACTCTCCCA 222

Ai08B4419 Araip.B08 4419 p3 (ATT)6 18 12334368 12334385 CGGATAATTGTTATGGTGTCTAAAA CATTGTCAAAATGAGTGCTGG 245

Ai08B4421 Araip.B08 4421 p3 (AAG)5 15 12335994 12336008 CTTTTGCGAACGGCTCTATC GAGTAGTGCATGGTGGTGGA 172

Ai08B4426 Araip.B08 4426 p2 (CT)8 16 12347878 12347893 AAAAATGGCGAAAAAGGAAAA TTTCAGGCCCAAAAATGAAG 276

Ai08B4431 Araip.B08 4431 c* (GA)6(A)14* 25 12359927 12359951 CCATTGGAGTTTTCGTCCAT CATGGCATGACCTTGGATAA 164

Ai08B4432 Araip.B08 4432 p3 (GGA)5 15 12362324 12362338 GAGGGAGAGGTAACGGGAAC CCACCGTTACTCCTTCCAAA 220

Ai08B4436 Araip.B08 4436 p3 (ATG)5 15 12381731 12381745 AGCGACCAAAGTTTTAACGA TCTTTCTGTTATGCCTTTCTTTTT 280

Ai08B4437 Araip.B08 4437 p4 (TTAA)5 20 12382077 12382096 TTTGCTTCGCAAACAAACTC CACCGCTTTCTCTCTTCGAG 272

Ai08B4442 Araip.B08 4442 c (T)11caattaaatccttcttagtagtaattggcttaattttatagggacccaact(A)11gaattggtatagatacctaaataaaaggaaaaaaaaagtgtagggacccaatt(A)11137 12393754 12393890 AATTTTCAATTAGGTCCCTATATTTTT TCCTTTTAATTGAGTTCTTGCACA 212

Ai08B4444 Araip.B08 4444 p2 (AT)7 14 12396353 12396366 CGTTAATCCAACATTTTTATCACG GGACTTGAATTCCCCGTTTT 196

Ai08B4446 Araip.B08 4446 p3 (ATA)11 33 12400827 12400859 GACAAAAATGGAGATTGGGG CAATCAGGTTGTCATCCACA 230

Ai08B4449 Araip.B08 4449 c (TTG)8ttaa(TGT)646 12415129 12415174 TGGCTTGTCTGAAAACATGG TCCAATATCTCTTGGTGGGC 215

Ai08B4450 Araip.B08 4450 p2 (GA)15 30 12419060 12419089 AGTTTACCGCAATTGGATCG TCCCCCTTCATTCATCACTC 277

Ai08B4452 Araip.B08 4452 c (A)11catcttgagaagttgaatttttttttaatgggaactaaattggtgaaaatagattgattgaatttgaagtgtagagagtgtcatccagtt(A)11112 12422658 12422769 TGGTTCAAAAATATGGCAAGTC TGGAAAAAGTTGATTTCCACAA 256

Ai08B4453 Araip.B08 4453 p2 (TA)7 14 12423324 12423337 CTCCTAACTCAGCCTGCGAA GCGGAGTGGTTACTGGGTTA 205

Ai08B4454 Araip.B08 4454 p3 (CAT)5 15 12427220 12427234 GGCTTATTAGTGGGCTGGGT TTTTTAGGTTTGAATCTTGACCTTC 209

Ai08B4455 Araip.B08 4455 c (TA)6g(AC)11 35 12432925 12432959 TGTGGTCCTTGGAGAAGAGC AATCCGTAGGTACCCAACCC 248

Ai08B4456 Araip.B08 4456 p2 (AC)6 12 12433672 12433683 CAGCCAAACCAAAAACAGGT ACTTAGGGTTTCGTGCTTGG 224
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Ai08B4458 Araip.B08 4458 p5 (TTTAT)5 25 12441649 12441673 CTCAAATCTTAAAATCAAATCTTTTTC TTTTTGGAAACCGAAATTAAAA 276

Ai08B4461 Araip.B08 4461 c (A)10gagaagagaaaagaaaaatggcg(A)1043 12456897 12456939 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 145

Ai08B4465 Araip.B08 4465 p3 (TTC)6 18 12476564 12476581 CTTCCACCCTTCTCTTTCCC CCGCCAGAGACGAGTAAATC 272

Ai08B4468 Araip.B08 4468 p2 (AT)7 14 12481995 12482008 ACGATGATGGCATGAAAAGA TGTGCGAGTTGGCTAGAATG 279

Ai08B4469 Araip.B08 4469 p4 (CAAT)5 20 12482124 12482143 TGGCTATATCCCAAATCCCA TCAAAGCTGCATCATTCGAG 202

Ai08B4475 Araip.B08 4475 c (A)10taattcatatcaaagagaaacacaccaattatccataataatgcacacaatcttcttccattt(A)1083 12486747 12486829 GACCCGCAGATATCCTCAGA ACACGCAGAATAAGACTCCAA 212

Ai08B4476 Araip.B08 4476 p3 (TAA)6 18 12489208 12489225 TTTTGTAGCAGATGTGGGCA TATCCGAATAGTTGCAGGGC 216

Ai08B4477 Araip.B08 4477 p2 (GA)8 16 12490065 12490080 CTGTGAAGCAATGGTGCTGT CAGGGAAATCATTGTCAGGG 256

Ai08B4480 Araip.B08 4480 p4 (AATA)6 24 12496534 12496557 TGTGAGAGCCTGTGAGAGTGA CAGCATCATGGGTTTGCTTA 277

Ai08B4482 Araip.B08 4482 p3 (TGC)5 15 12498753 12498767 AACGACTAGCTCGAGGGTGA ATCACGGTTCGGTTAGATGC 275

Ai08B4484 Araip.B08 4484 c (T)10aaataaaaac(T)1030 12500484 12500513 CCAAAATTGAATTGCATATCTAATGA TCGCCATGGTGATATTGATG 270

Ai08B4485 Araip.B08 4485 c (TCTT)6tcactttttctgtgttagtgtgttagttggtgtttcttgctttggtaaaac(GAT)693 12501512 12501604 ATTTCGACACTGCTTCAGGG GCTGCATTGCAATTTAGAACC 263

Ai08B4486 Araip.B08 4486 p3 (GAT)5 15 12503499 12503513 CCAAAGTTGGAGAAGATGGG GATTGCAAGTTGCTTGTGGA 190

Ai08B4490 Araip.B08 4490 p2 (CT)16 32 12515790 12515821 GCACATGGAAGAACCGAAAC CTGTGTCACTGTCGTGCCTT 222

Ai08B4491 Araip.B08 4491 p2 (TA)8 16 12519484 12519499 TCCCTGCATGTAGCATGATT TGCTTCTAATTGTATTGGGAAGTG 272

Ai08B4492 Araip.B08 4492 p2 (TC)9 18 12534567 12534584 TCAATGATTTAGATTTAGTTGAGAGGG TAGATGGGAAGCAATGGCA 280

Ai08B4496 Araip.B08 4496 p2 (TC)7 14 12541643 12541656 TCAATGATTTAGATTTAGTTGAGAGGG CTTAGATGGGAAGCATTGGC 278

Ai08B4498 Araip.B08 4498 p2 (GA)6 12 12579363 12579374 GTTGTTGTCGACATTCGTGG CTTCTCCTTCCTCCTCGGTT 262

Ai08B4500 Araip.B08 4500 p2 (TC)6 12 12596664 12596675 GCCTCAGGCAATAATACAACAA TCGTTAGAGCTTCGTGCTGA 228

Ai08B4501 Araip.B08 4501 p2 (TA)6 12 12605841 12605852 GTTTAGCACGCCCATTTTTC GCAAGCATAGAATATGGCCC 233

Ai08B4507 Araip.B08 4507 p2 (CT)10 20 12622636 12622655 TCAAAACCACCGAACTACTTTTC GAGGGAGAGGGTTCGAATTT 280

Ai08B4508 Araip.B08 4508 p3 (AGA)6 18 12631995 12632012 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 125

Ai08B4509 Araip.B08 4509 p3 (TAT)5 15 12634808 12634822 AAGTTGTTTGCTCCAATGGC ATCCGGAACCTGAAAGGACT 214

Ai08B4512 Araip.B08 4512 p2 (AT)8 16 12665360 12665375 TAAGTGTGGGGAAAAGTGGG TTCACCATTTACTTTGGGGC 221

Ai08B4513 Araip.B08 4513 p2 (CT)6 12 12691018 12691029 ATCTGATCCGCAACAGAGGT GAAGGAGGGTGAGGGAGAAG 243

Ai08B4514 Araip.B08 4514 p2 (GT)6 12 12691199 12691210 ATCTCTTTGTCAGCAGCGGT CCCACACGTACACACACACA 186

Ai08B4519 Araip.B08 4519 p2 (AG)11 22 12703468 12703489 TGAAGTCAAGAACAGAGACCAGA TTCCCGATAATTCTGCTGATG 264

Ai08B4520 Araip.B08 4520 p2 (TA)6 12 12704651 12704662 GCCTTTTTCATTTAGGCAGC TTGACTTCTTTTATGTTCTATCCATCA 278

Ai08B4521 Araip.B08 4521 p3 (AGG)6 18 12706080 12706097 TGAAGGTTGTGCACCAAATC TGGAGCTTTTAGGTCTTGCC 172

Ai08B4522 Araip.B08 4522 p2 (TA)7 14 12707041 12707054 CCATGTTCTTGATGTAAAAGTCTCA ATGGATTCAGGAGCAACACC 241

Ai08B4524 Araip.B08 4524 c (TCT)6tcgcttgatgatgtgg(TGT)549 12707682 12707730 GAAGCCTTGGCATCTTTGAC TGGCAAGAAGGGAATTTGAG 163

Ai08B4525 Araip.B08 4525 p2 (GT)7 14 12707998 12708011 CCTGTGAAATTAAGGGCCAA TGTCTGCAAAATCACCACAA 108

Ai08B4526 Araip.B08 4526 p3 (ATG)8 24 12708755 12708778 GCTTCTTCCAACTCTTGATCG CTCCCACCTTCGTTCTTCAC 267

Ai08B4529 Araip.B08 4529 p2 (AT)8 16 12710191 12710206 GCAAAAATTCGCACAAATTCA TTTTCTATTGGAGCTTTTATTAGGGA 203
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Ai08B4530 Araip.B08 4530 p2 (TA)8 16 12710600 12710615 CCTGTGCTCCAAATCCCTAA TCAACGAGACATGAGAAGCA 176

Ai08B4531 Araip.B08 4531 p3 (AAT)6 18 12711751 12711768 AAATCCAATCAGCAACTCGC CCATACTAGCAAAATTCTCTCCC 232

Ai08B4533 Araip.B08 4533 c (TA)12(TG)26 76 12713339 12713414 TCCCACTTTCACACTTTCCA GGGATGTGAAATAATAACGGC 209

Ai08B4538 Araip.B08 4538 p3 (ATT)16 48 12725946 12725993 ATGAACTTCTCGCTGATGGG GTGCCAGCTTCATATGTCCC 239

Ai08B4539 Araip.B08 4539 c (TAT)5tcacc(TTA)1771 12726427 12726497 TGTGGGGTGAAAATGGAGTT CACACGAAATGGACAGTGGT 247

Ai08B4542 Araip.B08 4542 c (T)10cc(TCT)8 36 12764567 12764602 CTACTTCCAGTCTACGCGCC TCCGTCTGTACCCATCATCA 223

Ai08B4547 Araip.B08 4547 p3 (ACA)7 21 12785381 12785401 CCCCCTAAAATCCAACCCTA TCCACTGTCAGTCTTCCACG 269

Ai08B4548 Araip.B08 4548 p2 (AC)13 26 12787462 12787487 TGGTGGTGTTCTTTGATGGA CCTTGAAGTTCCAAGCAAGC 272

Ai08B4549 Araip.B08 4549 p2 (TA)7 14 12789525 12789538 GAGGGTATGCGATGATGAAGA GGTTGACAACTCTGCCCAAT 271

Ai08B4556 Araip.B08 4556 c (CG)7cacacacacat(AC)11(AT)659 12821449 12821507 ATCTACACACACACGCACGC AAAACAGGGTTTGAAAAGCG 167

Ai08B4558 Araip.B08 4558 p3 (GGT)9 27 12827495 12827521 ACCTTTCAACAGGTCCAACG GGTCTGGGGTCAAAATCAAA 218

Ai08B4559 Araip.B08 4559 c (T)10gcttctatgaatgtaaatttcatcactcttttttc(T)1055 12827725 12827779 TTTGATTTTGACCCCAGACC GGACATTGTTAATATTTGGTAAACCC 270

Ai08B4562 Araip.B08 4562 c (GA)8ag(GA)6 30 12830864 12830893 CTTCACCGCAGCAGATTACA CATGCGAGACGGTTACACAA 277

Ai08B4565 Araip.B08 4565 c (AAG)5gaaaaagagaaggcaagaaatgaaagaaaagaagaagaagaggaagacgaggaagaagaacgtgcagc(AAG)598 12836132 12836229 TGGAAATCGAGAATAACGAAGAA ACTAACGCTCAAAATGCGCT 274

Ai08B4570 Araip.B08 4570 p3 (ATA)5 15 12867159 12867173 CTCATGCAATTCGGTTTGTG GGGAACATCAATTTCTTCACC 155

Ai08B4571 Araip.B08 4571 p4 (AAAT)5 20 12871807 12871826 TGAATCCTTCAATGCTGCTG AAGAGATTATCGCAGATTTCGG 276

Ai08B4572 Araip.B08 4572 c (T)10aaag(A)10 24 12877475 12877498 ATGTGCTGCTGTTGCTTCAT AAGAGCACAATGTTTCATCTCA 142

Ai08B4573 Araip.B08 4573 p2 (TA)8 16 12879450 12879465 TTGTTTTATATATTCGCATTCGC GGGGTTGGATAGAATTCACCT 261

Ai08B4579 Araip.B08 4579 p2 (AT)7 14 12892677 12892690 AAACCTTAGTTGCAGCCTTTGT GCATCCATCACACCATCAAA 257

Ai08B4588 Araip.B08 4588 p4 (AAAT)6 24 12900973 12900996 CCACTTTCTTCTCCTCACTTTTT TGGACTGTTCATTTCCGCTT 170

Ai08B4590 Araip.B08 4590 c* (AGA)23(AGAAGG)16*(AGA)8186 12912035 12912220 AGAGGGATCAAGTGTGGACG TGCAAATATCTTGTGATCCCC 279

Ai08B4592 Araip.B08 4592 p2 (AT)8 16 12919879 12919894 AAGGCTTCTACCAGCGACTT TGGGGAGAAAGAGAGCAAGA 129

Ai08B4597 Araip.B08 4597 p3 (ATA)16 48 12926760 12926807 GGAATTTCCGTGCGTGTAGT TGTGTTTAAAGAATATCCAAATATCAA 224

Ai08B4599 Araip.B08 4599 c (A)13caactctaattcccaaaaaaatattttatctttttgcaattaattaaaacatattatac(T)1183 12931199 12931281 GTTCAAATGGCATAGTCTTTCC AAATTGCTATTGGATCTTTACAAAA 268

Ai08B4606 Araip.B08 4606 p2 (AG)6 12 12949011 12949022 ACGCAACAAATGCAATTCAA CATGTTCTTTCAGCTATCTTCTTTCA 261

Ai08B4609 Araip.B08 4609 p2 (AT)6 12 12950299 12950310 CGCTTTAGTCATTAGCCCACA CAAGTCAGGGTGGCAAGATT 223

Ai08B4610 Araip.B08 4610 p2 (TA)6 12 12963002 12963013 GCAAGTTTGATTTAAGAGAGGCA ATGGAGGTGATGAGTGCAAC 227

Ai08B4612 Araip.B08 4612 p2 (AT)7 14 12972075 12972088 GGCGGGCTGTCTACTAATTG GCACCGAAGAAGAGGAATGA 157

Ai08B4615 Araip.B08 4615 c (A)11ttttacataagacgagcaaaaagg(A)1045 12993857 12993901 GCCAGGGGTGTTTTAGTTAGC AGTGCGTAAGTCTCATGTTTAATTT 280

Ai08B4617 Araip.B08 4617 p2 (TA)8 16 12997963 12997978 ACTGACAATGCGTCATAGCG GAGTGTGACAGGAGGCAACA 280

Ai08B4618 Araip.B08 4618 c (T)15gaattaaagctcgacacaacaggtggagcatagggaccagcagcatatagaactagtaact(A)1288 13010920 13011007 GCCTGCCAAGTTAAGAAATACAA AATGCCGGAGATGACAAAAG 233

Ai08B4621 Araip.B08 4621 p4 (ATTA)5 20 13020877 13020896 GCCTGTCTTAACAAGCTCATCA CTCGGTCCAAACTTGGAGAT 279

Ai08B4622 Araip.B08 4622 p3 (ATT)7 21 13022661 13022681 TTCCATTTCCTGCTTTCACC AATATCCAATAGCGTGGAACA 220

Ai08B4627 Araip.B08 4627 p2 (CA)7 14 13032321 13032334 TGAATGACCATGATACATGAGAG ATCGGGTTTAGAGGGGAAAA 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B4631 Araip.B08 4631 p3 (TAT)5 15 13033948 13033962 CGAAGCCCATTATGTACCGT TTATGAAACCCCCTTCAACG 260

Ai08B4639 Araip.B08 4639 p2 (AG)6 12 13044436 13044447 CTTGGTGACGACCTCATCCT TGTTCTTCATCACGCCTCTG 152

Ai08B4641 Araip.B08 4641 p2 (TA)9 18 13063722 13063739 GGGACTTGTGAAGGCACATT CAAGCCCAAAAACAACCAAT 263

Ai08B4644 Araip.B08 4644 p3 (GTG)6 18 13073355 13073372 ACCTTTGCACCCTGTCAGAT CCTTATCACAAATACCACCATCC 279

Ai08B4646 Araip.B08 4646 c (T)10c(A)10tctctcctttgttttcg(A)1048 13102909 13102956 TCGAGTTTGGACAACTGACG TGCATGAATGCAATTTTCAA 249

Ai08B4647 Araip.B08 4647 p2 (CT)6 12 13103970 13103981 TTGTTTGTTTCCTATCTTTTTCAA AAGAAGGGGTTCGAATTTGG 280

Ai08B4648 Araip.B08 4648 p3 (TTC)7 21 13107513 13107533 ACCCAAACCCTCCCTAAATG CGGTCTTAGGTGCCATCAAT 264

Ai08B4649 Araip.B08 4649 c (T)13gggtgctgaaaataaaaacaaagaaaaagagacataaagagtcttaaatttaatcacattgcagtaggtgtaatcaagtctcaggaggttaaagccaa(T)11122 13117461 13117582 GCTAGTCAACCCACTGATTAAAAA GATGCCAACAAGATTGCAGA 263

Ai08B4651 Araip.B08 4651 c (A)12tcaaaaatcaaattgggta(T)1142 13118458 13118499 CCAACCCAGTCCCTAAGATTT GAAACCCTGTGGTGATTGCT 210

Ai08B4652 Araip.B08 4652 p2 (GA)18 36 13119990 13120025 GCAACAGAGGTTGTTGATGC CTTAAAAAGGCGCACCTCAC 268

Ai08B4653 Araip.B08 4653 p3 (GAA)5 15 13125260 13125274 CGGTCTTAGGTGCCATCAAT ACCCAAACCCTCCCTAAATG 260

Ai08B4654 Araip.B08 4654 p3 (AAT)6 18 13127808 13127825 GCTGCCATCTCTTCTTCCTG AAATTCGAACCCCATCTTCC 279

Ai08B4655 Araip.B08 4655 p2 (GA)9 18 13128132 13128149 TCGAATTTGGGTGAGATGAAG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai08B4656 Araip.B08 4656 c (T)11cgaaaacaaagggaaa(T)1037 13129200 13129236 TCTTCGAAAAATGCAAGATGA TTTGGACAACTGACGGTTCA 222

Ai08B4657 Araip.B08 4657 p3 (ATG)6 18 13136216 13136233 GGAGGCGGTTCAGTGAAATA AGGCAAATGGAGGAGAGGAT 112

Ai08B4658 Araip.B08 4658 c* (A)11(AC)7* 24 13139341 13139364 ATCACCATTCATTGCAAGCC CGTGTCGCACTCTCTTTGAA 189

Ai08B4659 Araip.B08 4659 c (A)11ttaaataacaacaacaagaagatgtt(GAA)552 13140216 13140267 GCACACAAATTCATACATATAGCACA TCGTCATCGTCATCGTTGTT 203

Ai08B4660 Araip.B08 4660 p3 (ATA)5 15 13144494 13144508 CTTGCACTATCTGCAAGGCA TTGGCTATTTGATCAATGATGG 177

Ai08B4662 Araip.B08 4662 c (T)10aatttgaatctctacaccaattttttttagttggattcctatataatgaagctaattattattaaaaaagacttaattg(A)11ttgatgcagagacccaattaaaaag(A)10135 13147495 13147629 TCACCCTAAGTTCACAACGG ATTGGGTCAATTTGGTTGGA 256

Ai08B4663 Araip.B08 4663 p3 (TTC)5 15 13148351 13148365 GTCACTAACACGCCACGCTA GGAGTTTTCGTTGATCGCAT 238

Ai08B4665 Araip.B08 4665 p3 (AGA)5 15 13148937 13148951 GTTACAAGCGCGAGGATTTC CTGGAACAACGTCGTCTGAA 114

Ai08B4666 Araip.B08 4666 p2 (AT)6 12 13151019 13151030 CCATCAACACTGCAAACACC AGTGTTATTTTCTGATTTTTGTGCT 229

Ai08B4668 Araip.B08 4668 p2 (AC)6 12 13155881 13155892 TTTTATTTGGTTGTCTTTCTCTTTTT TGCCTTTGTCTCTTTGCCTT 262

Ai08B4670 Araip.B08 4670 p2 (TA)12 24 13169922 13169945 TTTCAAACTTCAATCAGTGACCT AGACTTGACATTATGCGGGG 171

Ai08B4675 Araip.B08 4675 p2 (TC)6 12 13205366 13205377 CCTGTTCCTCTCTCTCCCCT TCCTCTCTCTCTTCCTCCCC 257

Ai08B4676 Araip.B08 4676 p2 (GA)7 14 13205512 13205525 GGGGAGGAGGAGAGATAGGA TCCCCCTCCCTTTTCTTTC 253

Ai08B4677 Araip.B08 4677 c (AG)9acaaagagaggggaaggggagaaagagg(GA)6agaggaagaatgagaggggaaggagagagagaaagggagagaata(AG)7117 13205743 13205859 GAAAGAGGGGTAGGGGAGAG TCTTTCTCCTCTTTTCTCCATCC 206

Ai08B4678 Araip.B08 4678 p2 (AG)7 14 13205984 13205997 ACAAAGAGAGGGGAAGGGG CCTCTCTCTCTTTCTCTCCCA 259

Ai08B4685 Araip.B08 4685 p3 (TTA)5 15 13215239 13215253 GTGCGAGCTGAGTCATTTTG TCCGTTAAAGCAAACAAATCC 242

Ai08B4690 Araip.B08 4690 p3 (AGA)5 15 13238019 13238033 CGGTCTTAGGTGCCATCAAT ACCCAAACCCTCCCTAAATG 258

Ai08B4691 Araip.B08 4691 p2 (AG)6 12 13241168 13241179 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai08B4694 Araip.B08 4694 p3 (TTC)5 15 13253416 13253430 TGCTCTGGTTACTGATGGCTT GGCAACAGCAGCATAACAAA 278

Ai08B4697 Araip.B08 4697 c (A)10gaatattgacacatcaaataaagaagaaaataaaagagaaataaaaaataaaaaaattaaaaggaatacaaaaaagtaaagaatttgaacaaagtatata(T)10120 13264032 13264151 GCATTCGAGAAGAGGTGAAAG TGTTGGACTATTATCAATGAATGTTTT 273

Ai08B4698 Araip.B08 4698 c (A)10gg(A)10 22 13265034 13265055 CAAAATAAGTGGCAGCAACG ACTTTGGGAAGGAAGGGATG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B4699 Araip.B08 4699 p3 (TTG)5 15 13273621 13273635 ATTGTTGTTGTTGGTGGTGG ATAATTATAGGGGCGGGGTG 233

Ai08B4701 Araip.B08 4701 p3 (AAC)5 15 13280987 13281001 CTCATTCGGAGTTCCCGTAA TTTGCTACAATGATTCACCGA 196

Ai08B4703 Araip.B08 4703 p2 (CT)7 14 13284595 13284608 TTGGACCACAAAAGATTCCA CGGAAACTCCGAAAGAGACA 103

Ai08B4709 Araip.B08 4709 c (T)11(A)11 22 13308420 13308441 TGGATTCCAAACATACCAAGAA TGAGTTGTTTTTAACCCGCA 270

Ai08B4710 Araip.B08 4710 p2 (TA)9 18 13309349 13309366 GGATTTGGGGAGGGATTTTA GACGGCACTGAGTGAATGAA 220

Ai08B4711 Araip.B08 4711 p3 (TTG)5 15 13310958 13310972 CTGTCGTGCCACTTCAGTTC CTCTCACCCCACCACCATAC 241

Ai08B4714 Araip.B08 4714 p3 (GCG)6 18 13322218 13322235 ATTGGTGAAGGCTGCAAAAG CCCGTCTCTCTCTCCCTCTT 184

Ai08B4719 Araip.B08 4719 p2 (AG)6 12 13346905 13346916 ATAGGTGAGGGGTTTTTGGG GGCGTTTAACACCAGGATTG 186

Ai08B4724 Araip.B08 4724 c (AT)9gtactt(TA)7 38 13391607 13391644 GCGTTCTAGGATTGCCTCTG TTAACTCAACCCGCGAAGTC 271

Ai08B4727 Araip.B08 4727 p2 (AT)9 18 13394181 13394198 TTGCCTTGCATGGATATTGA TCGCAAAAATGATACAATGGA 208

Ai08B4735 Araip.B08 4735 p3 (TCT)5 15 13416217 13416231 CGTTTGGGGTGAATTCTGTT CAGTGACGATCGGTAGGGTT 271

Ai08B4736 Araip.B08 4736 p3 (TAT)7 21 13423998 13424018 AGAACGTATACGCCACCACC AAAAAGATTGGGTGCTGTGA 166

Ai08B4737 Araip.B08 4737 p2 (TC)14 28 13429489 13429516 CTCCCCTCTTCCTTTTCACC TGAAAGAACAAAAATGCCCC 171

Ai08B4739 Araip.B08 4739 p4 (TTTA)5 20 13455731 13455750 CCATGATGGAGAAAGGGAGA CCCTCTATTTTAAAGCAAGTTTTCG 243

Ai08B4751 Araip.B08 4751 p2 (AT)7 14 13492419 13492432 AACAATCCATATTCATGTGTGTTTTA ACAAGATCAAATGACACGGG 271

Ai08B4757 Araip.B08 4757 c (TA)11agatattatgcaaggagtcttgtatatgaatctatgcctg(T)1678 13517902 13517979 CCTTTTCAGGAATCGGATGA CGACACCGTATCGCTGATTT 271

Ai08B4758 Araip.B08 4758 c (AAT)12(TAT)7 57 13523834 13523890 TACCCAAGTCAGTCCCCAAA AAAATACCATCTCCTCCCCAA 243

Ai08B4761 Araip.B08 4761 p2 (AG)7 14 13527621 13527634 GCACTCCTCCTTACCCACAA CTTTTTCCACCTTGCTCTGC 173

Ai08B4763 Araip.B08 4763 p3 (AAG)8 24 13543160 13543183 GAGAGGAGAGAAAGAACATGAGC GAAGTTGGGGTGGACTGAAA 254

Ai08B4766 Araip.B08 4766 p2 (CT)7 14 13554484 13554497 TCGAGTCCTGGGAGAATGAC AGATGGGCTAGCCACTGAGA 224

Ai08B4768 Araip.B08 4768 p2 (CT)19 38 13559248 13559285 CTTCCGTTGAAGCATTGGAT TCTGAGATCGGAGAAACACCT 203

Ai08B4771 Araip.B08 4771 p2 (AT)6 12 13563710 13563721 ATGGGGGTTATGGAAAAGGA CACAAAAATACAGCAGGGCA 161

Ai08B4772 Araip.B08 4772 p3 (AAT)5 15 13570439 13570453 CTATCACATTGTCCGAGCCA GAAAAATGATTCCAATCAAGAATACA 228

Ai08B4780 Araip.B08 4780 p3 (TGT)7 21 13618314 13618334 CAAATGGATCTGCGTTGATG CCCCAACAAGGATGACAAAC 212

Ai08B4781 Araip.B08 4781 c (T)11cattttgaaacaaataaaaaataacttaaattcgtttgaaaattttaattctcacc(T)1077 13619787 13619863 TTTGACAACCTACAAATTAAAATTCA CAGCATAAGAGCTCGACTGG 277

Ai08B4788 Araip.B08 4788 c (T)10catgattcattttaatcctaaaaattgatgaaagtcaatcaaattagtttataaaataattctcttattttttattt(TA)9105 13638927 13639031 TTGTGCCACATGTCAAAACA TTCACCTAAGAAATCGCGGA 249

Ai08B4791 Araip.B08 4791 c (T)10(A)11 21 13644997 13645017 CCGTCCTGAAGCTGATGTTT AACTTCAAAAGCAGACCCACA 255

Ai08B4793 Araip.B08 4793 c (CAA)6t(AAC)5 34 13650907 13650940 TCAATCCGTATTGGGTCGTT TGCTAATTGAATGTGCAAAAGT 212

Ai08B4799 Araip.B08 4799 p3 (ATC)5 15 13664981 13664995 AACCGGAAGCATGACCTTCT TTTTGAGCTTCTTCCAAGGC 270

Ai08B4800 Araip.B08 4800 p2 (GA)7 14 13666018 13666031 CATTTCAACCGTTATTTGTTGC AAGATGTCAACAAAACTCCCC 250

Ai08B4801 Araip.B08 4801 c (A)11cacataatattacaaaattact(A)11tctacattcattcaact(A)1071 13667184 13667254 CTTGCTTTAGGCCATGATAAA TCTGTCCAAGGGGAGACATC 252

Ai08B4806 Araip.B08 4806 p2 (AT)12 24 13677036 13677059 ACAAGCCGGCATAGATTCAT AGAAACCGGATGAAGAAGCA 217

Ai08B4809 Araip.B08 4809 c (T)13aaatcaaagtttcttttcaattatatctattagctaaaaaatatga(T)1069 13685759 13685827 TGCTTGCTCTTCTCGAATCA TGGCTCTTCTTCCAATGATTTT 273

Ai08B4811 Araip.B08 4811 p2 (CT)6 12 13690115 13690126 TCACCCATCGTACTCAGCAG GTGACTGCTGTTGGCTGAGA 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B4816 Araip.B08 4816 p3 (TAA)11 33 13719445 13719477 TGGCCAGTATGTAATCAGCAA GCTCTTTTCCCACCAAACAC 226

Ai08B4818 Araip.B08 4818 p2 (AT)11 22 13723872 13723893 ATAAACTTGCTGCAAAGCCG TGCAGAAGTTGAAAACTGCG 213

Ai08B4819 Araip.B08 4819 c (A)10taaatggaacgaaactaggaggaaatttttcttttgtttgaacgaaaagaaaagt(A)1277 13725672 13725748 AATTGGCCTTTGGTGGTTTA AAGGGTATTAATGTAATTTTACTTGGG 261

Ai08B4822 Araip.B08 4822 p2 (AC)6 12 13735375 13735386 TCAGTTGCCCACAGTGAAAC TTCACCGAAAGCATCTTCAT 140

Ai08B4825 Araip.B08 4825 p2 (TA)11 22 13762697 13762718 TCATGATGGGAATATGATGCTC ACCTCATACCACCAACCCAC 169

Ai08B4827 Araip.B08 4827 p2 (GA)6 12 13774153 13774164 AAAGAGAGGGAGAGGGTTCG ACTTTTCCACTTCTCATTTTCAA 262

Ai08B4832 Araip.B08 4832 p2 (CT)7 14 13781317 13781330 CTTTTTGTTTGTTTCTTAACTTTTTCA GGAGGGTTGAGATGTGAGATG 279

Ai08B4833 Araip.B08 4833 p3 (TAT)6 18 13781648 13781665 TCACATCTCAACCCTCCTCA TTCTTGTCCTTGCTCCTGCT 175

Ai08B4834 Araip.B08 4834 p3 (TCT)6 18 13782324 13782341 ACAGGATCCCCACCTACCTC TGGCTTTTTCTGCTTGCTTT 265

Ai08B4835 Araip.B08 4835 c (GA)6ag(GA)14gggggagggagagaaaaggg(GA)7ggaag(GA)11aagagagaggaaggg(GA)13144 13784100 13784243 CATGTCGCCATCAGAAACAG TCAGTGGCAACAGAGACCAG 275

Ai08B4837 Araip.B08 4837 p3 (GAA)5 15 13793190 13793204 CGGTCTTAGGTGCCATGAAT ACACAACCCTCTCTTCCCCT 179

Ai08B4844 Araip.B08 4844 p3 (AAT)20 60 13859247 13859306 TTGAATTAACGGAAACAAAATCA CTCTGCTCCTTCGCCTAATG 249

Ai08B4845 Araip.B08 4845 p3 (ATT)7 21 13859433 13859453 CATTAGGCGAAGGAGCAGAG AGCCCACTCTCTTATCATTTCA 240

Ai08B4850 Araip.B08 4850 p2 (AT)9 18 13876426 13876443 AATGGATTTTATGAGATTGAAAGC CATAAAGTTGCAAAATATGACTCAA 215

Ai08B4851 Araip.B08 4851 p3 (TCT)5 15 13878843 13878857 CGCAAACCCGAAGAATGTAT TAGGAGGAGTTTTGCAGCGT 279

Ai08B4854 Araip.B08 4854 p3 (GGA)5 15 13890531 13890545 AAGAGGCCTTTTTCCTCTGG CATCACCACCAAACCCTTCT 152

Ai08B4857 Araip.B08 4857 p3 (AAT)6 18 13901643 13901660 GTCCTTGCCATTTTTCTTCA CTGTCGTACCCCAAGACACA 280

Ai08B4864 Araip.B08 4864 p2 (AT)6 12 13914576 13914587 TTCCTATAATTCTTGTCAAAATCTCTC CCTAAATGAAAATAATACCGTAATGAA 232

Ai08B4865 Araip.B08 4865 c (T)10cattacggtattattttcatttaggttaacatacacaaattttgattttaagcatataactttgtttaggttaacaaatacctacatttcaattttgag(TA)9127 13914694 13914820 AACCTAAACAAAGTTATATGCTCAAAA TTGTCAAAATCTCTCTTATTCTTTTCT 273

Ai08B4867 Araip.B08 4867 p2 (AT)12 24 13916082 13916105 GCATGGGAGGGGAGTAGAAT CAAGCTCTTGGTGTTGGGTT 182

Ai08B4870 Araip.B08 4870 p2 (TA)6 12 13933374 13933385 TGGCGAGTCAGAACACAAAG TCTGGATCAGATAACCAAACACA 194

Ai08B4871 Araip.B08 4871 c (T)13aaattatgcgtcaccaccaccatggttaccttctcctcctcctctttcc(T)1173 13933675 13933747 TGCAGTTGTGTTATTGCTTGA TGGAGAAGGAGAAAGACGAAA 243

Ai08B4872 Araip.B08 4872 p2 (AT)6 12 13936148 13936159 TTCGTGGGAAAGTGAGTTCC AAAAGGAGCGTAGGTATTGGTG 257

Ai08B4874 Araip.B08 4874 p3 (AGA)5 15 13942368 13942382 TGCCAACGACGATAAACAAA TTTTGCCCTAGCCATTCATC 267

Ai08B4878 Araip.B08 4878 c (AT)12(GT)7 38 13959268 13959305 CCTTGCCGACCTGTAGAGAG TTTTAACAAGGCACCAAGCC 176

Ai08B4886 Araip.B08 4886 p2 (AC)11 22 13985906 13985927 AATCTTTGTTGGCGCATACC TTGGAATCTTAAGGTGGGTCA 141

Ai08B4887 Araip.B08 4887 p3 (TCT)5 15 13986539 13986553 GCCACCAAACTCCACAATCT CCGGTTATGTTCTTGGTGGT 197

Ai08B4888 Araip.B08 4888 c (AAC)6cacagctattgttctacaatattgtc(TAA)559 13986747 13986805 GCGAAACCCCTTCTTCTTTT TTACCTTGCACGGTGTCATC 268

Ai08B4889 Araip.B08 4889 p4 (TTCT)10 40 13987504 13987543 AACAACACCTTTTTCACCAGG AAACATAGCACCATTTTTCGG 280

Ai08B4891 Araip.B08 4891 p3 (AAT)23 69 13990718 13990786 TAATAGGTGACCGCTGGGAC GTGCCCCCAATAAGATGCTA 191

Ai08B4893 Araip.B08 4893 p3 (TAT)5 15 13992185 13992199 CTCCCTGCTCTCCAGTTCAC CTTTTGGTTGTGGGGACAAT 200

Ai08B4894 Araip.B08 4894 p2 (CT)21 42 13993840 13993881 TGTTTCACTCAAAAGCAAGCC AAAGCGTGGCTGTTTATGCT 170

Ai08B4896 Araip.B08 4896 p3 (TTC)6 18 13994988 13995005 AAACAACAACAACCAGACCAGA TCACGCTTTTGATTCCATTG 276

Ai08B4900 Araip.B08 4900 p2 (TA)7 14 14003520 14003533 GGTAAAGGCTGATTTGAGCG CATGAAGGTTTCTGAGGGGA 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B4906 Araip.B08 4906 p3 (TTA)16 48 14031751 14031798 GTGGGCCACTTGAATCTCAC GGTCACTCATCCCTGTTCCA 269

Ai08B4910 Araip.B08 4910 p3 (AAT)5 15 14047777 14047791 GAGTCCTCAGCATTTGCCTC CTTCGGTACGTTCTACCTTGC 248

Ai08B4911 Araip.B08 4911 p3 (TTG)5 15 14050353 14050367 ACATGACAGAGCACAATGGC CCGTAAACAGAAACCCCGTA 253

Ai08B4912 Araip.B08 4912 c (CT)6tctctct(TC)19ccc(CT)774 14054507 14054580 GCGAACCCTTCTTCACTCAC CTTTGGCAGGTGACGGTAAT 188

Ai08B4913 Araip.B08 4913 p3 (TTG)5 15 14055458 14055472 GGATGCCAGCAGATTGGTAT CCTCCTTCTTCCCCAAAATC 272

Ai08B4916 Araip.B08 4916 p2 (CT)6 12 14067029 14067040 GGAACATTGAACCTGTAATGAAGA TAACAGAAATCACTGGGGGC 246

Ai08B4919 Araip.B08 4919 c (T)14gtcacggacttagtttcatatatgtggattatcaaacggaccaatcatccaaaaacataagtccaa(T)1494 14073796 14073889 TCATAAAAATTAAGTCCCAACAAAAA CTGCTCCCAAGGTTACCAAA 225

Ai08B4920 Araip.B08 4920 p2 (AT)6 12 14074226 14074237 TGACGACTCATCTAATAAAGACAGC CCGGCTATCCGTAACAAATC 262

Ai08B4929 Araip.B08 4929 p3 (ATA)5 15 14088055 14088069 ATTTTGGATCAGGCAACGTC TCAATTAACATATGATGCAGCG 253

Ai08B4930 Araip.B08 4930 p3 (CTT)5 15 14091139 14091153 TTTTGCAAAGGCCATTATCC TGGCATTAATTGCTCCACAC 227

Ai08B4933 Araip.B08 4933 p3 (CTT)5 15 14099443 14099457 ATCTCAGCTACGCCATGCTT TGGCATTAATTGCTCCACAC 261

Ai08B4936 Araip.B08 4936 p2 (AG)8 16 14117321 14117336 TGAAGAAGAGGGAAGGGATTT TCAATCACATCTTTTTCAAAATCAA 216

Ai08B4940 Araip.B08 4940 p4 (AAAT)5 20 14144153 14144172 GTCTCAACATCAAATTTTAAATAATCA CATGTTCAATTTGTTATACATTTTTCT 264

Ai08B4943 Araip.B08 4943 p2 (TA)6 12 14161174 14161185 GAGGAGAGGCTGACTGGTTG GGGACCCGTTAAATCCTCAT 143

Ai08B4947 Araip.B08 4947 c (T)11cttattcatc(T)1334 14167309 14167342 CTCTTCCTCTTCCTCCTCTTCA CCTCTTCCAAGTAATTTTTGCAG 208

Ai08B4948 Araip.B08 4948 c (GAA)7ggaggaggaatgcgaagaaaaatgaggaggaatgcaaagaagaatgagatgaaaacgc(GAA)594 14167834 14167927 TGCAGCGACAATAACAACAA CGTTCTTCCTCCTCCTCCTT 218

Ai08B4949 Araip.B08 4949 p3 (AAG)5 15 14169070 14169084 TGCATTTTTACTTCTTTTTCCCC TTCTTCCTCCTCATCTTTTGTTG 255

Ai08B4952 Araip.B08 4952 p4 (AAAG)5 20 14178055 14178074 CGAGGGAATAATGCGAAGAC ACTTACAGGTGCGACCATCC 172

Ai08B4953 Araip.B08 4953 p2 (TG)6 12 14179209 14179220 TGCTTGTTTGCGCATATCTC CCGCAACTAACAGCAGAACA 122

Ai08B4956 Araip.B08 4956 c (A)28tgaacattttccattttcataaacaagggaaccattactgtttctgacaaaactacctccatggtggaaaactggcaccacaaacacatctaccatctgg(A)10138 14199247 14199384 CCTCCATGGTGGAAAACTAGA AGGGCAAAGGAAAGTTGTTG 274

Ai08B4966 Araip.B08 4966 p2 (AC)6 12 14223413 14223424 ACTTAGCCACCCAACCCTCT ATCTCAACCCTCTGGACCCT 245

Ai08B4982 Araip.B08 4982 p3 (CCA)5 15 14260689 14260703 TTCACCCAATGGAGGTTCTC TGAGTTGCGAAGGTTGTGAG 178

Ai08B4983 Araip.B08 4983 p3 (CCA)5 15 14260909 14260923 CTTCTTCCACAACCTCCCAA GAGAACCTCCATTGGGTGAA 266

Ai08B4984 Araip.B08 4984 p3 (CCA)5 15 14261132 14261146 TTCACCCAATGGAGGTTCTC GGCATAGTATGTGCTGGGGT 261

Ai08B4985 Araip.B08 4985 p2 (AT)7 14 14267784 14267797 AAGGTTTCCGTATGCACTTTG GAACACCATCCAAAAATTTCTAA 242

Ai08B4986 Araip.B08 4986 p3 (TGG)6 18 14272621 14272638 TGGTTTGGTGTTGTTGCTGT TTGGCCAAAAATACCCTCAC 154

Ai08B4987 Araip.B08 4987 p3 (TTC)7 21 14275230 14275250 CACGCGCCTCCTAATTTAAC AGGAGGAGGAGGAAGAGGTG 134

Ai08B4991 Araip.B08 4991 p2 (AT)7 14 14287123 14287136 GTTGAGAAGTCCGTAGGGCA CCGGTGACGAAATCCAATAC 280

Ai08B4994 Araip.B08 4994 p3 (TTC)5 15 14296408 14296422 GCTGATTTTGGTGGCTGATT CCAGCAGAAGATGAGGAGGA 205

Ai08B4996 Araip.B08 4996 p2 (TA)12 24 14299450 14299473 TGAAGCTGGTTAACGTACCG TTAACGCGCAACTTGAATCTT 205

Ai08B4997 Araip.B08 4997 p3 (TTA)15 45 14302035 14302079 CCCGCGACTTCTTCAATAAA TTGGGCTAGTGGGGTAACTG 228

Ai08B5001 Araip.B08 5001 p2 (CT)7 14 14316193 14316206 TTTTTGTTTGTTTCCTATCTTTTTCA GGGTGAGGAGAGCAGAGATG 226

Ai08B5002 Araip.B08 5002 p3 (TTC)5 15 14319207 14319221 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai08B5004 Araip.B08 5004 p2 (TA)13 26 14329931 14329956 GGAGTGTTTGATTTGATGGGTT TTTTCAGCTGCGCTACTCTG 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B5007 Araip.B08 5007 p2 (TA)12 24 14362177 14362200 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 180

Ai08B5009 Araip.B08 5009 p4 (TTTA)5 20 14372674 14372693 GGAGTTAGCATGTGACCCCA CCACTTCCTCTCTCCTCATTTTT 198

Ai08B5013 Araip.B08 5013 p2 (AT)7 14 14396974 14396987 AAAATCATCTAAAACGTATTAATCCAA CATAGAATGTGGGGCTGGTT 272

Ai08B5014 Araip.B08 5014 p2 (AT)8 16 14401265 14401280 CACCAATAAAGTGGGTGGGT TCCGATCCAAATCAACTTCC 262

Ai08B5016 Araip.B08 5016 p2 (AT)9 18 14408088 14408105 ACTCAGCCCACGAAATCAAG GGGGCTGTGTTGGTTAGTGT 267

Ai08B5018 Araip.B08 5018 p2 (CT)6 12 14421058 14421069 CGTTAAATGCCAGAAATGGG TGGGCTTTTATGAAGGATGG 263

Ai08B5024 Araip.B08 5024 p2 (AG)21 42 14441834 14441875 CAAGCCCGTTAGCAACAAAT TTGCCTTTAGCTTGATGTGG 242

Ai08B5026 Araip.B08 5026 c (GT)10(GA)20 60 14451560 14451619 CCGTTAGCAACAAATCCCTC TTGCCCTTACCTTGATTTGG 251

Ai08B5027 Araip.B08 5027 p3 (AAT)5 15 14452262 14452276 GAATCCCACGGAGATTGTTG TTGCCATGGAAAGGAGTAGG 244

Ai08B5029 Araip.B08 5029 p3 (AAT)5 15 14461540 14461554 GAATCCCACGGAGATTGTTG TTGCCATGGAAAGGAGTAGG 244

Ai08B5034 Araip.B08 5034 p2 (TC)6 12 14472971 14472982 CAGCAAATAAAGAAACCCCG GTTGAGGGCAGGAACGTAAA 265

Ai08B5035 Araip.B08 5035 p3 (AAT)5 15 14475073 14475087 TCCTTACCCTCTGTCCAAACA GTTTGAGGGCAAAACCAAAA 234

Ai08B5036 Araip.B08 5036 p3 (ATG)5 15 14476306 14476320 TAGCTTAGCTGCCTGCCAAT TCTTCTTGATGAGCAAGCCA 200

Ai08B5037 Araip.B08 5037 p4 (AAAT)5 20 14479428 14479447 GCAAAACAGCAATAACTCCTCC TTGAATCAGCGGTTCAAGATT 231

Ai08B5039 Araip.B08 5039 c (T)10aattgggttcctgcaccaaa(T)1545 14480125 14480169 CGCAAAATTTTCAATTAGGTCC TTTCCTTTTATTTGGATCCCTG 160

Ai08B5040 Araip.B08 5040 p3 (CAT)5 15 14490794 14490808 TGCTGAGCAAGCCATAAACA ATGCTGGTTGTTGCTGAATG 216

Ai08B5042 Araip.B08 5042 p2 (GA)9 18 14500040 14500057 ATGGAAGGAACTTGGGGACT TTAAGAGAGGACGCGAGGAA 273

Ai08B5046 Araip.B08 5046 p3 (ATA)48 144 14508942 14509085 CGGGGACAATTTTGATTTTG GGTGGTGGAGATGTGACTGA 246

Ai08B5048 Araip.B08 5048 p5 (AAGAT)5 25 14521225 14521249 TAGAGATAAGGGCGGTTCCC TTGGACTGGCTATGTTGCTG 254

Ai08B5049 Araip.B08 5049 p3 (CAT)6 18 14528335 14528352 TGAAGTCGGCACAACAGAAG ATACCGAGCTCCATGGTCAC 221

Ai08B5056 Araip.B08 5056 c (CAC)11caacaccaaccaacaccaacaccaagaacaccaaacaacagcaacaacaccataccaccacaaccaccatcaacaccaacag(CAC)5130 14551980 14552109 CATTACCACCACAACCACCA TTTTTCTGGACCAAATTACCC 230

Ai08B5064 Araip.B08 5064 c (A)11gaacgaaagttgaagaaaaaaaatcttgccctttacacaacacacagaacacaagagacgtgaaccgagacgc(T)1094 14576964 14577057 AGCCAAGCACCATTACCAAC TTTCGGAATTAGAGGAATTGGA 234

Ai08B5068 Araip.B08 5068 p2 (AT)6 12 14587288 14587299 CACCCACAAAAAGGGAAAAA ATCGTTCGACCAACCATTTC 122

Ai08B5071 Araip.B08 5071 p3 (ATT)5 15 14609358 14609372 AAACCCTGCTTTTTAACCTTGA GGATTCGTAGAAACACCCCC 126

Ai08B5072 Araip.B08 5072 p3 (AAG)5 15 14620882 14620896 GGGCATATGGTCCTTCAAAA TTACTGTCGTCGTCATCGCT 279

Ai08B5073 Araip.B08 5073 c (GAG)7gaa(GAG)539 14620999 14621037 AACGACAACGACAACGATGA ACTCATGCGCCATTCTGTCT 137

Ai08B5076 Araip.B08 5076 p2 (TA)7 14 14630794 14630807 TCCCTTCCCATACACGTACC TCAGGTTGTGCTCCTTTGTG 262

Ai08B5081 Araip.B08 5081 p2 (AG)10 20 14645121 14645140 TCATGCATGCCTTTTCTTTTT TCAACTTGTTGCATTTCCCA 280

Ai08B5084 Araip.B08 5084 c (AG)6at(AG)10 34 14655637 14655670 TGGGTCCCCAACTAAGTGAG CCACTTCCTCCCTTTCTTCC 270

Ai08B5089 Araip.B08 5089 c (AT)6acatatccaaaacccaaatgtacataagcaaaaacctgcctctccataaacctctaagaggatcaaaaagaacaagttatgcagagagaaagccaagtac(AT)8128 14666851 14666978 AGTCTGCGAAGTCAAGGCTG GCGGAGTGGTTACTGGGTTA 203

Ai08B5092 Araip.B08 5092 c (TTA)6(TTG)13 57 14686127 14686183 CTTTTTGTTTAGGCGTGGGA CTCCCATGTCATCGAGTCCT 264

Ai08B5098 Araip.B08 5098 p3 (AGG)5 15 14700253 14700267 ACAGGAAGAGAACGTGGCAG TTTGGTACGAAATGGGGAAA 239

Ai08B5099 Araip.B08 5099 p2 (GA)7 14 14701031 14701044 TGCTGTTTGAAGGGGAAAAC ACCATTCTCCTTCTCCACCC 266

Ai08B5100 Araip.B08 5100 c (A)10cttcatttgaagtaattttttt(A)1042 14707025 14707066 GGGACCCAAAAAGAATGGTA ACCATCCACAACATCTTCCC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B5102 Araip.B08 5102 c (A)10cttcatttgaagtaattttttt(A)1042 14712353 14712394 GGGACCCAAAAAGAATGGTA ACCATCCACAACATCTTCCC 274

Ai08B5107 Araip.B08 5107 p2 (AT)9 18 14716119 14716136 GAGGAGCTTCAGCACCCTTA AGCCACCTTGTCTACCCAAA 257

Ai08B5108 Araip.B08 5108 p3 (ATG)5 15 14729003 14729017 GGTGAGGGAGGTGAGAATGA TTCATCTTCCATGGCATCAA 180

Ai08B5110 Araip.B08 5110 c (AAT)10tgagtttcatttttttgggcttattccaactgaatctaattttttgctctctatcctttcttccattcagctatg(T)10115 14733283 14733397 CGAGATAACGAAACAACCGA CGTTGGGATGTTCACCGT 278

Ai08B5113 Araip.B08 5113 c (AT)6ccttgtattcactcatcacaaatcatctaataatcacattcttctacacctacatcat(TCTA)694 14733932 14734025 CCAAATTCAACCTAAGTCACCG TGCGAGTTCATCTTCATTCG 240

Ai08B5116 Araip.B08 5116 c (T)11aaaaaaaaattgtacatcaaatttcgtccaaaagattttgttttattttctgtttcttattttttttggtgactaaaaaacagcaacgacatcctta(T)15123 14738066 14738188 GCTAAAGTCGTTTAAGAATAGCGAA TAAGAAATTGCGGGTTCGAG 220

Ai08B5123 Araip.B08 5123 c* (GAA)5(AG)6* 26 14746531 14746556 GGGAATGTGTTGATGGGAAC CACATGCCAACCGTCTCTTA 112

Ai08B5129 Araip.B08 5129 p3 (TTA)5 15 14765167 14765181 CCGAAAAAGAAAAGAAAAGAAAAA AAGAAAATGGCTCCTAGCCC 225

Ai08B5132 Araip.B08 5132 p2 (TA)8 16 14766892 14766907 TTGCTTGAGTCGACACTAATTGA AAGCAACAAGAACAGATCAGCA 258

Ai08B5133 Araip.B08 5133 p3 (TGA)6 18 14768860 14768877 CCCTTTTGGTCTTTGGGATT AGTGGACCATGGAAGCAAAG 199

Ai08B5137 Araip.B08 5137 p3 (TAT)7 21 14780064 14780084 ATCGGAAGCAGATGATTTGG AAAATGTCACCAGACCTCGG 244

Ai08B5138 Araip.B08 5138 p2 (TC)7 14 14791791 14791804 TCATCATTTGGAATTGCAGC CCTGCGGAGGATTTCTACTG 235

Ai08B5139 Araip.B08 5139 p3 (CTC)5 15 14792176 14792190 GGACCACCGTTACCTTTGAA AGGTGGTGGAGCATTACTCG 168

Ai08B5141 Araip.B08 5141 p3 (AAT)5 15 14795220 14795234 AAGACAATCGAAATGCACCC GCACTACCGCCGCTTAAA 276

Ai08B5144 Araip.B08 5144 p2 (CT)7 14 14800303 14800316 GCCACTGAACATGGTTTGTC GCATCAGCACACAGAAGAGG 198

Ai08B5145 Araip.B08 5145 p2 (CT)6 12 14808775 14808786 GGAACATTGAACCTGGAATTG TTTGGACCCAGTTTTTGACC 198

Ai08B5150 Araip.B08 5150 c (TG)7tttccaactttctattg(A)1950 14844372 14844421 AGCCACACCAGGTTCAAATC AGCAAACCATATGCAATCCC 190

Ai08B5151 Araip.B08 5151 c (A)13cctaaattatgcaagtgagaagagaattactaaggctacctaaacaatccatgccgaatcatgaccttgcc(T)1296 14846141 14846236 GCTTAAGCTGCCAAAGGAGA TTTAAACGTTCCCAGTGTTCG 232

Ai08B5152 Araip.B08 5152 p3 (TCT)6 18 14847909 14847926 TGAGAGTGACGTCATGGAGC CGATGTCGTTTCATGCATTC 164

Ai08B5155 Araip.B08 5155 c (T)15gtcttttttacacaattatagtgaaaatttgaaaatagtccatttgagttatatccttagcttataaatgttttaaatattaagctttagc(T)10116 14855957 14856072 TTGTGCTTGTTTGATTTTTGAA CCGTCTTGTTAAGCATTTTGT 214

Ai08B5158 Araip.B08 5158 p2 (AT)6 12 14866987 14866998 TCACATAAGTTTCGTTTGACCTG CAATCAAGTTAATGTAAATCACCAA 271

Ai08B5163 Araip.B08 5163 p2 (TA)7 14 14894033 14894046 CCACTCCCTTACCCTTCACA GCATTCTTTTGTTCTTCTCCG 113

Ai08B5165 Araip.B08 5165 p3 (TTA)5 15 14897744 14897758 ATCCCCGTCACATATTCCAA CATGGTTGGTGCAACATTTC 249

Ai08B5168 Araip.B08 5168 p5 (GGGTA)5 25 14900903 14900927 AAGGGAGGTTGTGGATTCAA GCGGGTAGGGTAGAGTAGGG 154

Ai08B5183 Araip.B08 5183 p3 (ACA)6 18 14952118 14952135 TGCAAATGAACCTGAAAACG GACCCCATTTAGTGGGACAA 277

Ai08B5185 Araip.B08 5185 p3 (ACA)6 18 14953030 14953047 TGCAAATGAACCTGAAAACG GACCCCATTTAGTGGGACAA 277

Ai08B5189 Araip.B08 5189 p2 (TA)14 28 14967957 14967984 AGAGTACACTTGTGTGGCTCTGA ACCAGTCGACGATAATGGGA 214

Ai08B5191 Araip.B08 5191 p2 (AT)9 18 14971246 14971263 TTCTCTCACACAACAATACGGTG TGCTAAGAGATGCCAATGAGTT 163

Ai08B5193 Araip.B08 5193 p2 (TA)6 12 14974962 14974973 TATCAGCTTCAGCATGGCAC TACCATTTTCCCGATGCAAG 267

Ai08B5198 Araip.B08 5198 p2 (AT)8 16 14993461 14993476 TTTTTACACTCGGGAAATATCAAA CGTTGCATTGAGTCGATGAT 280

Ai08B5199 Araip.B08 5199 c (T)10ggttacttacaattgctttcttggactgggcagcaaagaataatggcaaaattattattatacgaagcccaagtccaacagcgtagtagg(T)11111 14994357 14994467 CACCAGGTACGTGCTTAAGTGA TTTTGTCACCCTAAAAGCCC 217

Ai08B5203 Araip.B08 5203 c (A)11cttaagaaataaattttggcttttatttataaaaattattatannnnnnnctgattatttatcttctatctttatgaacta(T)11103 14996681 14996783 TGTGTCATAGGATTGAGTGCAT ACATTGTGATTGAACACACAGATT 209

Ai08B5205 Araip.B08 5205 p2 (AT)6 12 15013307 15013318 GGGGAAGTGTAATAAAGCATCAA ATTCACGGTTTTCGTCGTTC 216

Ai08B5210 Araip.B08 5210 p2 (AT)6 12 15023604 15023615 GGGGAAGTGTAATAAAGCATCAA ATTCACGGTTTTCGTCGTTC 216
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Ai08B5214 Araip.B08 5214 p2 (TA)6 12 15029239 15029250 TGAGAGACGGTGGTTTACCC CAAATTTGTCCGTGAGTGAA 200

Ai08B5220 Araip.B08 5220 p2 (AC)6 12 15056118 15056129 CTACTCTCTTCGGCCCCTCT TTTCCCAGCTTTCTTCTGGA 254

Ai08B5233 Araip.B08 5233 c (AT)9agagagagaattaatcaagtcaaatttattctgaaatatatatgtaaaagatcttcaggtaatattaggactagtaagttcc(A)11111 15081213 15081323 CTCAATTAAGAGGTTGCGGG TTTCCTTGCCATTAGTGCTTT 202

Ai08B5236 Araip.B08 5236 p2 (AT)6 12 15090738 15090749 GGGTCTTACATCCTACCCACC TTTGCCGTATTGCTTTACCA 278

Ai08B5254 Araip.B08 5254 p2 (AC)15 30 15132430 15132459 GGAATCTTTAACCCGAAACCA CCTTTTTCAGGATGGACGAA 270

Ai08B5255 Araip.B08 5255 p3 (TTC)6 18 15137722 15137739 TGAGTCTCGCTACACATCCAA GTATGGTGGTGGTGACGATG 168

Ai08B5256 Araip.B08 5256 p3 (ATG)6 18 15138341 15138358 TCAGAAATACCTGCGTTTCG TTTTGTTACCGTCGTCACCA 258

Ai08B5257 Araip.B08 5257 p3 (ATT)7 21 15139480 15139500 GTTTGAGCGGCAATAGAAGG CAAAACTTCTGTCCCTGCAA 278

Ai08B5258 Araip.B08 5258 c (T)14ctttgtcttggtttgatatcgttttgatttttattggatggtgctgcagagggcacgaaagagtgcttagtgattgagggg(GAA)7116 15140745 15140860 TCTGAGGTTCAATTGCGATG AGTATCCAGGGCCTTTTGCT 222

Ai08B5262 Araip.B08 5262 p3 (AGA)6 18 15149127 15149144 CGGTCTTAGGTGCCATCAAT TCAAAACCAAATCCACCCAT 264

Ai08B5263 Araip.B08 5263 p2 (GA)6 12 15150243 15150254 GGATGAGAGAGAAGGAGGGAA TTTCTTAACTTTTTCAAAACCACC 231

Ai08B5273 Araip.B08 5273 c (T)11ggctcaatttgtttctgaatgaaagaaagaaagggagaaaggggctgggggagaaaaaagcttctagatcaaattattttgagtaattg(T)15115 15193702 15193816 TTGGAGAACGAGGGAAGCTA TGTTGTTTAAAATTTTGGCCC 250

Ai08B5278 Araip.B08 5278 p3 (TCT)5 15 15219917 15219931 CCGTCGTCTCATTCCTCTTC TTGCAAGTTTTGATAGGGGG 188

Ai08B5282 Araip.B08 5282 p2 (GA)6 12 15229687 15229698 ATTCCGTTGAGCGTTTATGG CACGCAACAGATTCGGACTA 266

Ai08B5286 Araip.B08 5286 c (GA)7a(AG)17 49 15245971 15246019 GGGAGAGAGAGGGAGTCAGG CATGACGCAAAAACTTATGTGAA 225

Ai08B5287 Araip.B08 5287 c (A)10ttagtataggaacttaaataaaaagaaaaaaaagtgtagagacccaatt(A)1069 15246447 15246515 TCCCTTTTAGCAGTAATTGGC ATGGGAATGCCTAACATGGA 258

Ai08B5288 Araip.B08 5288 p2 (AT)6 12 15249909 15249920 GCATTGCATCTCCCTCATTT TCTGCTGTTTAATTAAGGCCA 278

Ai08B5289 Araip.B08 5289 p3 (GTT)5 15 15252172 15252186 CGTTTGATTTTACCCCAGTGA AAGACCAGCGGAATGACAAC 280

Ai08B5292 Araip.B08 5292 c (T)11attttttagtgtgtttaataaatttctagtagtaaaagtaaaagtgctagaaaagt(A)1279 15257411 15257489 AAGTGCTTGTTTGGGTGTCA TCTTGGGCCAATTTGGTTAT 268

Ai08B5296 Araip.B08 5296 p3 (AGA)6 18 15285455 15285472 TAGAATATTGCTCGCCCTCG ATATGGCCGAACCTTAACCC 182

Ai08B5297 Araip.B08 5297 p3 (ATA)5 15 15289864 15289878 CAGGTTCTGGATCTGCTTCC TCATCACCAAATTCGAACCC 198

Ai08B5298 Araip.B08 5298 p3 (GAA)6 18 15294636 15294653 GCAGAGAAGAAAAACGCGAA GTCCTTTTCACTCCACGCTC 223

Ai08B5299 Araip.B08 5299 p2 (AT)9 18 15298021 15298038 TCGTCCATTGTCCAGTACCA AAAGTTTGCACAAGGTCGCT 228

Ai08B5301 Araip.B08 5301 p2 (TA)6 12 15299741 15299752 TCTGTCCTTGATTTGATTCGTC TTGTTGCGAATTCATTGGTT 215

Ai08B5307 Araip.B08 5307 p3 (GAG)5 15 15326790 15326804 AACACGCAAATAAAAAGGAGGA GGATGTCCTTGCATTGTCTTG 273

Ai08B5312 Araip.B08 5312 c (T)12ctgtattttataatcgttaaattaaagtatgtacaaataaaaatgcaaattatatacaatagttggtccaatttttgtatcttctatttctctctc(TA)8124 15345961 15346084 GCTTTATTTTCTTGCGACATTTT TCAAAGAGGATACCATGACTCTGA 240

Ai08B5313 Araip.B08 5313 c (TTA)6tttacttctttcttttggccgaagccattaagaaaacatgaataaagaaaagcctaatgtggctcatttacaagtatg(TA)7110 15352027 15352136 AAACTATTTTGATAGGCAAAAATTAAG AATAGCATGCAAGCCACGTT 202

Ai08B5314 Araip.B08 5314 p2 (TA)8 16 15352869 15352884 AAAGCTTTTCCGGAGCTTTC CACCCTTACGGGTTCCCTAT 275

Ai08B5316 Araip.B08 5316 p2 (AT)10 20 15358480 15358499 TAAAGCTGAGGTGGCAAGGT GTAACCACGTCTCGTGAGCA 159

Ai08B5317 Araip.B08 5317 p2 (AT)8 16 15358717 15358732 ACTCAGCCTGCAAAACCAAG GGCTTCTCGATAGGCATCTG 221

Ai08B5319 Araip.B08 5319 p2 (TA)6 12 15378877 15378888 TTCATTCAAAATATTGTGTTTACCTTT GGGAGTTAATATTATGGACGTGG 197

Ai08B5321 Araip.B08 5321 p3 (TAA)5 15 15380847 15380861 GCTGACGAGAGAATGCAACA CAAGCTCTTCAATTGTGCCA 277

Ai08B5323 Araip.B08 5323 p2 (AT)6 12 15385416 15385427 TCAACATGTCTAACCTTATTATGAACA CGAACATTGATACGGACACG 279

Ai08B5326 Araip.B08 5326 c* (CA)6(ACAT)14* 65 15396322 15396386 CGCATGGTGAAAAGTCTCAT TCGAAACACATCACCAATGAA 231
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Ai08B5328 Araip.B08 5328 p2 (TA)9 18 15406921 15406938 CCCATCCAAGCGTTCATACT CTGGTTCTGTGAATTCTGCG 239

Ai08B5330 Araip.B08 5330 p2 (AT)6 12 15409272 15409283 CCCATCCAAGCGTTCATACT CTGGTTCTGTGAATTCTGCG 213

Ai08B5331 Araip.B08 5331 p3 (TAA)5 15 15412280 15412294 GCTGCCCTATTTCGATTTACA TCACCCAAAGCAAGAAATGA 267

Ai08B5334 Araip.B08 5334 c (GTGGTT)5gtgttggtattggtgttggtgttagtggtggtgctggttgtggttgtggtggtggtt(GTG)5102 15416964 15417065 GCTTTCTTGGTGGTGGTTGT GTCAGAATCGAACCTGTCCC 274

Ai08B5339 Araip.B08 5339 p3 (TAT)12 36 15425286 15425321 TCAAGCTTGGTGTTGGAAAA AAGAAGGCTTGTGCCAATGT 144

Ai08B5353 Araip.B08 5353 p2 (AT)10 20 15478404 15478423 TTAAACCGCAATACCGTTCC GATATGGGCGCAGAAGTCAC 280

Ai08B5358 Araip.B08 5358 p2 (AT)8 16 15498836 15498851 TTAAACCGCAATACCGTTCC GATATGGGCGCAGAAGTCAC 253

Ai08B5361 Araip.B08 5361 p2 (TA)9 18 15504105 15504122 CCATGCATTTTATAGTTGCGAA CCGTGTGAAATTCATGTGTTCT 266

Ai08B5365 Araip.B08 5365 p2 (TA)7 14 15519751 15519764 CCTTTTATTCAACAAGGACAAAG CAAGTGGGAAGCTGAACGTA 225

Ai08B5372 Araip.B08 5372 p2 (TG)8 16 15556438 15556453 GGACTCTTGAAGCGAAGTGG GAGCTCCTAACTCAGCCTGC 227

Ai08B5373 Araip.B08 5373 p2 (TA)7 14 15563579 15563592 GCGGTAGCTTTCTTAGCACG TTGTAAAACAGAGGTGGTGTGG 177

Ai08B5377 Araip.B08 5377 p5 (TTATC)5 25 15573948 15573972 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 180

Ai08B5379 Araip.B08 5379 p2 (CT)7 14 15579337 15579350 GTGACAGAGGCTACGCATCA TTAAACCTGGATCGAGAGTCAC 255

Ai08B5381 Araip.B08 5381 p5 (TTTTA)5 25 15582702 15582726 CGCGACTGTGTCAATCAGTT TGCAATGAATGAGAGTATGCAA 233

Ai08B5384 Araip.B08 5384 p2 (AT)6 12 15584287 15584298 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 244

Ai08B5385 Araip.B08 5385 p2 (CT)6 12 15585441 15585452 TTTACAGAATACGCCCCCAG TTAAACCTGGATCGAGAGTCAC 230

Ai08B5388 Araip.B08 5388 c* (A)11(AT)10* 30 15609202 15609231 TGGCTCTTGAAGAATGATGAAA AGGCCCTCCTATCCACTGAT 249

Ai08B5390 Araip.B08 5390 p2 (TA)8 16 15622234 15622249 CAATTCGGATCGTCTTCCAT CCATAATAAATCGAAACAATGTGC 231

Ai08B5394 Araip.B08 5394 p2 (AT)6 12 15626024 15626035 AAAACTATGCAAGAAATTTACACAAAA GCCGCTCGACCTACAAATTA 259

Ai08B5398 Araip.B08 5398 c (T)10gtaaatttcatatcacatccgttt(TAA)549 15636479 15636527 TTGTTGATCAATTTCGTTGTTTTT CATTTTCTCTTAGATATCAAGTTGACG 252

Ai08B5400 Araip.B08 5400 p3 (TTA)17 51 15638011 15638061 GCCATGTCGTGTTTGTCAAG TGTCGATCCCTCTTGACTCTG 271

Ai08B5403 Araip.B08 5403 c (A)11gaatgaaaagaagaggaaaaaaagaagaaaagagaagaaagagaacaaat(A)1071 15652267 15652337 TGTGGATGATGATGACGAAAG TTTGGAATGAATTGAATTGGA 279

Ai08B5406 Araip.B08 5406 p2 (TA)8 16 15687850 15687865 CCCATAATTACATGAAAATGATTGAA TGTGGCCAAATCAATTCTGA 253

Ai08B5407 Araip.B08 5407 p2 (AG)14 28 15691330 15691357 CGGTTCAACCAAACCACTTT CAGTTTTGCTTTCGGTTTCC 106

Ai08B5414 Araip.B08 5414 p3 (GCG)5 15 15716000 15716014 AGGAGAGAAGAAGCAGCGTG ACTCCCAATCCCTCAGTTCA 242

Ai08B5417 Araip.B08 5417 p3 (CTC)5 15 15726364 15726378 CCGCTAAAAATTTGTCGCTAA CGATGATGATGGAGGAGAATG 116

Ai08B5423 Araip.B08 5423 p2 (AC)6 12 15750989 15751000 AAAAGCAACACTCAGCCACC GCGCGACTCTTTATTTCTCG 122

Ai08B5425 Araip.B08 5425 p2 (TA)7 14 15758276 15758289 ATTGCACCAATCACACAGGA TAATTAAATTGGGGGAGGGG 226

Ai08B5432 Araip.B08 5432 p2 (AT)7 14 15782494 15782507 TTCATGTAAATCTTGAACTAAATCACA CTCACATCATCCTGTGACGA 270

Ai08B5435 Araip.B08 5435 p3 (TAA)5 15 15793881 15793895 GTCAGTGCCTCCAGAAAAGG TTGAAAACATGTATGGTCAAAAA 179

Ai08B5440 Araip.B08 5440 p2 (AT)6 12 15798082 15798093 TGAGTCGTATTATCACTCGCAAA TGGATTATTGGCTGATGTTGA 220

Ai08B5446 Araip.B08 5446 p2 (TG)6 12 15828177 15828188 TGCTGGCCTCTTAGACTTTCTC CACTCTTCCAATTCACCGCT 264

Ai08B5447 Araip.B08 5447 p3 (ACA)5 15 15835545 15835559 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai08B5452 Araip.B08 5452 p2 (TA)6 12 15885474 15885485 CTTTGGGTTTCCTTTGGGAT AAATCGTGACTCGAAAAGCG 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B5457 Araip.B08 5457 p2 (TA)6 12 15892580 15892591 AGATCGATCCACATCAACGA GTGGTAGTCGTAATTGCCGC 146

Ai08B5461 Araip.B08 5461 p2 (TA)6 12 15900337 15900348 TCAGAGACTCAATAATGCTTGGA TCTGCATAACAAATTCTGCCA 191

Ai08B5468 Araip.B08 5468 c (T)12aattttctgtataaccatagctactctatataagtgtagccttaggttcctcattg(T)1179 15907933 15908011 AGGCTACGCTTTTCAGTGCT TTGTGGTTTATGGGTTAAGATGG 244

Ai08B5470 Araip.B08 5470 c (T)11aatttttatgattgaaattggttgatgaatcgaatgatttg(A)1062 15913047 15913108 AAATAATTGGTTCTATTTGAGCTTTTG TTGTTCGATTTTGAATGGAGG 254

Ai08B5474 Araip.B08 5474 p2 (AT)12 24 15956543 15956566 TTACCCCAAACGTTGGAGAC TCTCATGAGTGAGCGGAGC 218

Ai08B5478 Araip.B08 5478 p2 (TA)7 14 15962699 15962712 TTTTCAATCACTTAGGGTGCC TACCCCCTTGCTCATCTTTG 275

Ai08B5479 Araip.B08 5479 p2 (AC)6 12 15963134 15963145 TGTGGGTTCTAAGTTGTGCG TTTCACAATTGCTTGAACGC 183

Ai08B5480 Araip.B08 5480 c (A)11ctacatttttttttcaagacacattagcattctctaacaaaattaggtattcagtctcattgacattttacatt(A)1095 15966098 15966192 AACATCCAAGTGCATCACCC TAGTGTTTGGCCGATGTCTG 276

Ai08B5481 Araip.B08 5481 p3 (TAT)7 21 15966528 15966548 CGATTAAAAATTACTGATACACCGA TGGTTTAGCAGAGGCAAAGAA 236

Ai08B5482 Araip.B08 5482 c (T)10attggtcttatgctaa(T)1137 15970357 15970393 GTTTGCGTGAGTTTTGTTGC CTCTTGCGTGAAATGACGTG 201

Ai08B5483 Araip.B08 5483 p3 (TAT)10 30 15972733 15972762 TTGTGCTATGAACCTTCTTCCA CCTCCATTTCCCCTTCTTTC 238

Ai08B5485 Araip.B08 5485 p3 (TTA)6 18 15984272 15984289 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 182

Ai08B5486 Araip.B08 5486 p2 (TA)6 12 15993059 15993070 AGGCTCAAAACTCACATGCTT CCCAACACTTTTGCATTTCA 231

Ai08B5487 Araip.B08 5487 p2 (AC)6 12 15993490 15993501 TGTGGGTTCTAAGTTGTGCG TTGCTTTCATGCTTTCATGC 177

Ai08B5489 Araip.B08 5489 c (A)10gtagcg(A)10 26 15995996 15996021 TGAAGCAAGAAAAAGCAGCA TCATTACCCTTGCCTTTTGG 138

Ai08B5490 Araip.B08 5490 p2 (AC)22 44 16000610 16000653 GAAGATAACCGGTCCAAGCA GCGAAGATTCTTGGTTCTCG 259

Ai08B5491 Araip.B08 5491 p4 (AAAT)5 20 16041163 16041182 CCATCCTTCGTTTTTCTTTTCTT AAAAATTTTCGAAATTAATAGGCAA 258

Ai08B5492 Araip.B08 5492 p2 (TC)7 14 16044916 16044929 CTTCGCACGATTCTCACAAA ATAACCGAAGCGTCAACACC 276

Ai08B5497 Araip.B08 5497 p4 (CTTT)5 20 16065977 16065996 TGAAGTCCTTTTTCAAATCTTGC TGCTGTCAATTTCATCTTCAAAA 261

Ai08B5499 Araip.B08 5499 p3 (GAG)6 18 16081863 16081880 TGCAGCCCTAGAAGAAGAGC CTGCAAGGGTCACTGGAGAT 187

Ai08B5501 Araip.B08 5501 p2 (TA)8 16 16084658 16084673 AACCCTATAACAATACACGGTTAGAA TTTGCTCTCATGAGTGGGTG 217

Ai08B5502 Araip.B08 5502 p2 (TC)6 12 16085765 16085776 AAATCACCACATTCCCTCCA ATTGCACGTTGCTGCTATTG 181

Ai08B5504 Araip.B08 5504 p3 (AGA)35 105 16096508 16096612 CACATGTGGAAGAGGCACTG TGCAGCTCGTTCTTCTTTGA 271

Ai08B5507 Araip.B08 5507 p3 (TTA)19 57 16099850 16099906 AATTTGGATTCGACCGTGAC TTTACCACAAATTTATTATCGTATTGA 280

Ai08B5508 Araip.B08 5508 p2 (GA)6 12 16100948 16100959 CGCCGTTCAAGGTAGAAGAG ACTACACAGGTGACGCGATG 242

Ai08B5509 Araip.B08 5509 p2 (AT)8 16 16109497 16109512 GCACAGAAAAATTGAGCCCT CGTCGCACAGTCTCTCTCTG 265

Ai08B5510 Araip.B08 5510 p3 (ATT)5 15 16110536 16110550 TCGCCCTTGTTGCTTTAGTT CCTTTACGTTGGTATCGCGT 210

Ai08B5511 Araip.B08 5511 c (T)12gtgtatctctttttttctttttttttcttttttctcttctttttttac(T)1070 16111313 16111382 CCTAGCATTTGGCACGATTT TGACAATGACAGAAATAATGTAAAAGA 279

Ai08B5512 Araip.B08 5512 c (T)10cttttttgataatatacatataaacttttgaaaaaaacacaattttataaacaataatatagaacttctgcgtttttcactttttttctc(T)10110 16111535 16111644 TGTAGTTATTTTGCGTTAATTTTCA TCCAAGTCTTTCTTTATTTCGCA 253

Ai08B5518 Araip.B08 5518 c (T)11aaaattattgtgttatgtttaactaagaagaagaac(ATG)10ttggtgt(TGG)7105 16131818 16131922 ATTAAAGCATTGCCGCTTTG CCCTCACCACTACCAACACA 252

Ai08B5519 Araip.B08 5519 p2 (TA)6 12 16135181 16135192 TCAGAGACTCAATAATGCTTGGA TCTGCATAACAAATTCTGCCA 199

Ai08B5523 Araip.B08 5523 p2 (TA)6 12 16139230 16139241 TTCGTTTGTTCAGACAAAGAGG TTGTGCAGCCTCATACAAGC 249

Ai08B5528 Araip.B08 5528 p3 (TTC)5 15 16152139 16152153 CGCACCGCCTATCTCTCTAC CCAAAACAGGATTACACCCAA 245

Ai08B5531 Araip.B08 5531 p2 (TA)8 16 16164349 16164364 TTCGCACAGTTTCAGCGTAA CCCCACTGTGGTAAATTCGT 259
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Ai08B5532 Araip.B08 5532 p4 (TTTA)6 24 16170607 16170630 CCAATGGAGGGTATGCAGAT TTTCTCTCTCCTCACTTTTTCG 243

Ai08B5534 Araip.B08 5534 p2 (GT)8 16 16184250 16184265 GGACCAAAAATCTCTGAGCG TTCTTGACTTGCTGGACACG 267

Ai08B5537 Araip.B08 5537 p3 (GAA)5 15 16191469 16191483 AGGCGATCTCTCACTTTCCA GTGTCCCTCACGATGTCCTT 198

Ai08B5542 Araip.B08 5542 p3 (GAG)8 24 16200211 16200234 TCAAAACTTCTCCTCCTCCTTTT TGAAACGGTTCTCTCGTTCC 279

Ai08B5544 Araip.B08 5544 p3 (TAT)5 15 16208966 16208980 AAAATTCGCTGACAGTTGGG CGATGACGAAATCCAATATCC 140

Ai08B5556 Araip.B08 5556 p3 (AAG)5 15 16259143 16259157 GTTTCGTCCCCAACCTTTTT CGAAAGCTAAAGGTGGATCG 253

Ai08B5557 Araip.B08 5557 p3 (GAA)5 15 16260933 16260947 GTCATTCCCTTTCTGTCCGA GGGAATCGAATCACATCCAC 227

Ai08B5563 Araip.B08 5563 p2 (TA)6 12 16283715 16283726 TTTTTGTCTTATACTAAATTCCGTTCT AATGCTTAAACTTGGGAGGGA 264

Ai08B5565 Araip.B08 5565 p3 (AAT)5 15 16293269 16293283 TTTTCACATTGCCATCCAAA AATAAAGGGACCCAAAACCG 213

Ai08B5567 Araip.B08 5567 c (T)10aattaatatatattttttctttaaaattatttttcacttgtttaa(T)1166 16296942 16297007 GAAGCACTATTATTGGACCGGA ATCAAAAGTCACAACCCGCT 201

Ai08B5568 Araip.B08 5568 p3 (TTC)5 15 16298250 16298264 GATTTTTCAATCAATGCTCGC TGGTGATGGAGGAGAAGGAG 202

Ai08B5573 Araip.B08 5573 p2 (GT)6 12 16314266 16314277 TGTGATTTGCCCCAATTTTT GCACACACACGAGAAGAGGA 140

Ai08B5582 Araip.B08 5582 c (A)11gtcacc(A)10 27 16336191 16336217 GCATGGTTGTTTGAGTGTGC AAGCTCTTTGCCATCATTGG 255

Ai08B5583 Araip.B08 5583 c (TG)13(TC)15 56 16337223 16337278 AAAAAGAACCCTAGCGGCAT GAAGAGGAAGGGGAGTGCTT 206

Ai08B5585 Araip.B08 5585 p4 (ATTT)6 24 16340206 16340229 TCCCTAAACTGCAACCACAA CCTGGAGATGACACACATGG 196

Ai08B5588 Araip.B08 5588 p3 (TCG)5 15 16359585 16359599 AGATTGAGTGCAGTTCAGAGACA TCATCCGAAGAGATTGAGGG 222

Ai08B5592 Araip.B08 5592 p2 (TA)10 20 16378180 16378199 CTTCCACCCCTCGTCATCTA GGCGAGTTCTCTTCTTGCTG 208

Ai08B5593 Araip.B08 5593 p2 (AT)10 20 16379042 16379061 ATGGTGGGAAACAACAGAGC CCGCATAAAAACTGGGAAGA 263

Ai08B5595 Araip.B08 5595 p2 (TC)6 12 16382599 16382610 TGGTTTAGTTTCGGGTGGAG AGACCGAGGAGAAGAGAGGG 127

Ai08B5596 Araip.B08 5596 c (CAA)8taaaaacaacaaaaaa(AAC)1173 16387219 16387291 GAACTTCACGGTGTTTATTGTCT CACGATTTGCTACTACTCCCA 280

Ai08B5598 Araip.B08 5598 p2 (AT)8 16 16388912 16388927 TTTGCCGTACGTGAACAAGA CTTTTAATGTGATGGCACGC 168

Ai08B5606 Araip.B08 5606 c (A)14tctgttcattacatgcacggagtactttactaaaattttaaacataagtaaaaatg(A)1080 16409040 16409119 ATTAAGAGGTCGCGGATTCA CCTGCCGGCAATAATTAAGA 230

Ai08B5607 Araip.B08 5607 p2 (TA)6 12 16413996 16414007 TGTGTCAATTCGGAGCAAAG TCCTATCCCTAGCATGCAACT 277

Ai08B5614 Araip.B08 5614 p3 (AAT)11 33 16427401 16427433 GCCGATTTTGCAATCAGAA TTTGAAATTGGCTTTGCTCA 255

Ai08B5615 Araip.B08 5615 p2 (AT)12 24 16432886 16432909 CGGATAAGGTGAGGAAACCA ACTTGACACCAATCCAAGGC 170

Ai08B5617 Araip.B08 5617 p2 (AT)9 18 16438862 16438879 AAAGCGGTCAAGGTATGGTTT CCATATCCCCAAATCAACAA 257

Ai08B5619 Araip.B08 5619 p2 (AT)10 20 16442305 16442324 TGAGTAGTTTAAAGAAGAGACTTTTGG TCCAATCAAGGAGTACTAAATCTCG 200

Ai08B5623 Araip.B08 5623 p3 (TAT)6 18 16446860 16446877 GGACAAATATTGGCTTGAGCTT TCATAGTGATTGATAACACTCTTCAA 245

Ai08B5624 Araip.B08 5624 p3 (TTA)5 15 16450678 16450692 GCTGTTGGTAATTGCCCAGT GAGAAGCGAAAGATTGTGGC 207

Ai08B5626 Araip.B08 5626 c (ACT)7agtactactactac(TAT)1168 16464304 16464371 GGCTTATATTTCTTTTTGGCCC AGGAATCAGAAAGCATGCCA 242

Ai08B5628 Araip.B08 5628 p3 (CAT)9 27 16468235 16468261 CCACAACTGGAGTGGTCCTT TATGGTCCCAGTTTTCGGAG 146

Ai08B5631 Araip.B08 5631 p2 (TA)6 12 16473772 16473783 AATAATAGGCCGTATGGAAAAAT ATTTTTGGACCACAAGGCAA 187

Ai08B5632 Araip.B08 5632 p2 (AG)8 16 16476446 16476461 ACTTCTGGACCGGGATGAG TAAATTGTGCTTGGGCTTCC 272

Ai08B5633 Araip.B08 5633 p2 (GA)12 24 16483030 16483053 GAAATAGAAGGGAGGGGTCG CGAAAAATGCGACGGTAAAT 253
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Ai08B5635 Araip.B08 5635 p2 (TA)12 24 16507267 16507290 TTCCCTGTCCTTGTCCTTTG CCTTCCGATGAGAGAACTGC 258

Ai08B5645 Araip.B08 5645 c (A)10gtatcaccaaatt(A)1033 16525113 16525145 TATTGCATGATTGCTTCCCA TTCTCTAGGCCCCCTCTCTC 249

Ai08B5649 Araip.B08 5649 p2 (AC)9 18 16531765 16531782 CAGGAACAGAGGGTCAAAGG GGACTTCTGAAGCGAAGTGG 248

Ai08B5650 Araip.B08 5650 c (TTC)5(TCT)5atatcgtcgttgtcaccaccacctcca(CCT)10ttttcttttctcatttaaatttcttcgatctcctccttccttttcctcttcctcctcctccatcatc(ATT)6172 16535153 16535324 GGCTTCTTTCTCTGCGGATT TGGAATTTTGGTGCATTTTG 277

Ai08B5651 Araip.B08 5651 p3 (CTC)6 18 16535544 16535561 CAAAATGCACCAAAATTCCA TGGTGGAGATGATGATGACG 242

Ai08B5652 Araip.B08 5652 p3 (AGG)9 27 16536173 16536199 AAATGCAGCAACAGCAACAG TGGCAACCAAGTTCAAATCA 204

Ai08B5656 Araip.B08 5656 p2 (GA)15 30 16547396 16547425 TGACAGGAGAGGGCAGATTT GTCCCACTACCGTCGGAATA 259

Ai08B5657 Araip.B08 5657 c (A)13gaagcatctgc(A)1236 16547881 16547916 CCGCAATGACAACGATAACA TCGCGTAAGATCAAATATTGC 247

Ai08B5663 Araip.B08 5663 c (TA)9(GA)8 34 16557784 16557817 CCCTGAATGGAGATCCAACT GGGTGGCTGTAGAGAGGTTG 193

Ai08B5675 Araip.B08 5675 c (CT)7t(TC)18 51 16586471 16586521 CTATCATCTCCTCCCCTCCC AGAGTTGACGGATTATGGCG 184

Ai08B5676 Araip.B08 5676 c (TTG)8ctgctgttgctgcatgtgaagaagatgatgatggaggtata(GTG)580 16587331 16587410 CGATGCTGTTCAGTGAGGAA CTCAAATCCCACCACGATCT 154

Ai08B5678 Araip.B08 5678 p2 (AG)6 12 16599289 16599300 TTCCAAATAAGTGGGGTCCA TGGAGCAAGTTTACCGGTTC 210

Ai08B5681 Araip.B08 5681 p3 (CCT)5 15 16611757 16611771 CCAAGAAAAGATCTCAGGCG ACCACAAGGAGACGAGAGGA 103

Ai08B5684 Araip.B08 5684 c (CT)6gagttcaaattttctcttcttcttttcttctactcttcttttcttcttctacttacataaggaaacctctatacctgggcaaaaaggatctc(TAT)5119 16635096 16635214 GAAAACCTCCCCCTCTCATC CTTGTCTTTGCTCCTGCTCA 246

Ai08B5688 Araip.B08 5688 p2 (CT)6 12 16642130 16642141 TCTGACGATAGCACGACGAC AGGAAGGGAGAGCTGAGAGG 247

Ai08B5690 Araip.B08 5690 p2 (AG)14 28 16643639 16643666 AGGGAGTGGAAGAAAAGGGA ATTCCAACGATAGCGACGAC 175

Ai08B5694 Araip.B08 5694 p3 (CTT)5 15 16649611 16649625 ACATGGATCATTCCGCAGTT GGATAACTGTTTTGGTGGCG 254

Ai08B5699 Araip.B08 5699 c (A)10taacataacaaacaaaccttttcatcaccatcaataagtagcaacaacaattgcatgcacactgtgtaacacacatacaaatcactttctttcgggtgtg(A)13123 16662354 16662476 TGTGCTTGCTTATTGAAACTGA CCCATTTTTCACCCTTGAGA 238

Ai08B5700 Araip.B08 5700 p2 (AT)6 12 16664013 16664024 TGATTCAAAAATCAAGCATAGCC AAACTTGGTGGATACCAAGACC 210

Ai08B5701 Araip.B08 5701 p3 (TAA)6 18 16665604 16665621 TCGCTGGTGTACTGTCTCGT GAGTTGGATTTCATTTTGAACG 280

Ai08B5702 Araip.B08 5702 p2 (AG)6 12 16665951 16665962 GCAAATGCATCAAGATAAACGA TTTGCTTCTTCATTGGGTCC 248

Ai08B5704 Araip.B08 5704 c (A)14gccataaaattatattacgtaagagcttgatttaggtgcaataaaatgtgtttgtttatgtaannnnnnnnnnnnnnnnnnnnnnnnnn(C)11114 16670132 16670245 TTCTGCCTCCTCATATGCAA CAGCAATAACGGAACACCAA 280

Ai08B5710 Araip.B08 5710 p2 (GT)7 14 16688812 16688825 AAAAGGGCAATTTACGCATC TGCCAGTAGCGGTTTACACA 255

Ai08B5719 Araip.B08 5719 p3 (TGA)5 15 16717938 16717952 TCGTGCCACTTCGTCTTATG TTCCTGCTTCGGTGTTAGGT 255

Ai08B5722 Araip.B08 5722 c (GAA)5taacagatttgaagaagaagaataagggaattc(T)10ctaatataaaacgacgcatacgcttc(T)1498 16743964 16744061 TTTTGTGATATTTTGTGGTGTTGA TCCCTCAAGCATTTTTCGTT 271

Ai08B5723 Araip.B08 5723 p3 (ACC)5 15 16750180 16750194 ACACCAAAAGGCGAACAGAG TGTGCCAAAGAGTTTCTCTAAGTTT 139

Ai08B5726 Araip.B08 5726 p3 (ATT)5 15 16751475 16751489 CGGAAGAATTGGAATCTGGA TTATGTATGCTCAGTTTGTTTTTGA 211

Ai08B5728 Araip.B08 5728 c (T)10ggtgatgaattaacaacaacacactctcaaaca(T)1053 16757430 16757482 TGTTTTGTGGCCAGCACTTA GCAAAAGCCTGTGACGATTT 279

Ai08B5729 Araip.B08 5729 c (A)10gaaagaaagggaaaagagaannnnnnnnnnnnnnnnnnnnnnnnntgctgccgccctgccgcctgccgcatcgcacagcaccacaaccag(CTT)7121 16757857 16757977 GCTACAAAATGGTCCCCAAA TTTCACATAAAAACCAATTCACA 268

Ai08B5731 Araip.B08 5731 p2 (TA)10 20 16758631 16758650 CGACCTCTACGTTGGAGACC AAGAGGAACCAAAATGACATGAA 280

Ai08B5734 Araip.B08 5734 c (A)10ggtaattgtcctactattcagtattatataactatggaaattttac(A)1268 16764096 16764163 AAAACCTAAAGAGGCCTCCAA TTATCTGCTGCCATGTTTGC 279

Ai08B5735 Araip.B08 5735 p2 (TG)7 14 16773287 16773300 GCAAAGAGGTTGGATGGAGT GAATTTTTCCTGTGGGGATG 280

Ai08B5748 Araip.B08 5748 p3 (AAT)6 18 16797317 16797334 AACCTCGGGTCATCTTCTCA CAAGGTGGGAGAAAAATCCA 226

Ai08B5750 Araip.B08 5750 p2 (CT)7 14 16809601 16809614 AAAAACAATGCCAAAAAGCG GTTACCTGGGGTAATCGGGT 101
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Ai08B5752 Araip.B08 5752 p2 (CT)6 12 16843728 16843739 GTTGGAGTGTCCTTGCAGGT GTTACCTGGGGTAATCGGGT 141

Ai08B5753 Araip.B08 5753 c (TA)6tg(TA)10 34 16845394 16845427 CGCCATTTGTCATTCAACAA GATGCACGGGTCTTCTGCTA 277

Ai08B5754 Araip.B08 5754 p2 (TA)10 20 16851129 16851148 TTTGCTCTTGCCTCTTGGTT TGAATACAGGAAGCTTGCGA 108

Ai08B5755 Araip.B08 5755 p2 (AC)7 14 16864700 16864713 TTCTAGTGGCTTGCCTCTGC CGTTGGAGCTGGAAGAGAAG 238

Ai08B5758 Araip.B08 5758 p3 (AAT)7 21 16874224 16874244 CAGTGAAAAACACAAAGCTTGC CTGCCAATTCCTTGGTCAAT 159

Ai08B5761 Araip.B08 5761 c (AG)13aatagaaaga(AG)648 16889450 16889497 ATCTTCTTGGCCGGTTACTG GCGCAATCTTTGTATTTTTGG 279

Ai08B5764 Araip.B08 5764 p3 (GAA)5 15 16899397 16899411 ATCAACGGATCGTCTCAAGG GACTTTCCCATGGAGGTTCA 278

Ai08B5765 Araip.B08 5765 c (A)11gttcggacaaaggaat(A)19gaaaaaagaaaaaagaaaaaagaaaaaag(A)1085 16912775 16912859 CCTGTCGATTTGGCTGAGTT TGGGGTAATTTTGTCCCCTT 271

Ai08B5769 Araip.B08 5769 p3 (TAA)6 18 16926976 16926993 CGAGTCATGTTTACGTTCCG GGTTCTGCAAAAAGACGTGA 280

Ai08B5772 Araip.B08 5772 c (AGA)5atcagaagctgctgccacagacatgtaggtatacggaac(AAG)672 16930472 16930543 TTGGTCCGCACATTCTAGTG CGGTTAGAATTGAAGGCCAG 256

Ai08B5773 Araip.B08 5773 c (TA)7tgatgtgtattttggatatatttgattgtgaatatgattggtata(TGT)574 16933709 16933782 GGATCCTCGTGTGGGTTATG CAGCAAGCCAAACGACCTA 276

Ai08B5775 Araip.B08 5775 p2 (CT)6 12 16945877 16945888 CTTCTTCTGTGAATGGCGTG AGCAAGCAAATTCCCTCTCA 120

Ai08B5776 Araip.B08 5776 p2 (TC)9 18 16946672 16946689 CACGCACCAGAAATAGCAGA TCCTGAAAGCGAATAAAATCC 239

Ai08B5778 Araip.B08 5778 p3 (TGA)5 15 16955963 16955977 ATGGCTAAGCTCAGAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai08B5780 Araip.B08 5780 p2 (CT)6 12 16963525 16963536 GGATGAGGGCGACAGTAAGA CCCCACAGCAGTAAAAAGGA 205

Ai08B5783 Araip.B08 5783 p2 (TA)8 16 16966543 16966558 CCCATCTCAATTGTAAAAGTGCT ATGGGTTTATCAACCTCCCC 274

Ai08B5784 Araip.B08 5784 p2 (TC)7 14 16967368 16967381 CACGCACCAGAAATAGCAGA TCCTGATAGCGAATAAAATCCT 228

Ai08B5796 Araip.B08 5796 p3 (AAT)7 21 17004047 17004067 TTCATGAAGATGCCAAAAACA TTCTTCTAAAATTCGTGACGCT 243

Ai08B5797 Araip.B08 5797 p3 (AGA)6 18 17007693 17007710 TGGAAGGTTGTGTTGATGGA CATAGCGGGCACATACAATG 187

Ai08B5799 Araip.B08 5799 p3 (ATT)7 21 17009630 17009650 TCCATCACTCGCACTCTCTC CCCAGAACCCTATCCCTCAT 238

Ai08B5808 Araip.B08 5808 p4 (GCAT)7 28 17039526 17039553 TCTTTCAAAAACTTAAACCAACAAAA TTTGATGTGCATTCTCATAAACAC 276

Ai08B5811 Araip.B08 5811 p2 (TA)6 12 17042253 17042264 TGTGATATGTGACATTACAGCAGC GCGTTATATCTTGCCAACATTC 211

Ai08B5822 Araip.B08 5822 p2 (AG)6 12 17062250 17062261 TTTCGACCCAGTTTTTGACC GGAACATTGAACCTGTGATGAA 201

Ai08B5825 Araip.B08 5825 c (A)12gaaaaagaaaagaaaagaaaacgagaaaaagaaa(AT)2290 17071117 17071206 AAAATCCATGTGCATTGATAAGTT GTGCATTGATCAACATTGGG 169

Ai08B5826 Araip.B08 5826 p2 (AG)6 12 17072499 17072510 TGGCCCAGGAAACAGATTAG TCTGAAAATACCTCGAATTGCAT 272

Ai08B5827 Araip.B08 5827 p3 (AAT)5 15 17074780 17074794 GGAAACTGTGGAAACATGGG TGGGGTAATTTTGTCCCCTT 241

Ai08B5828 Araip.B08 5828 p3 (TTA)16 48 17081403 17081450 TTTACTTTGGGGGCATTTTG GTGTGGGAAAATTGGGTTTG 263

Ai08B5830 Araip.B08 5830 p2 (AC)16 32 17091693 17091724 TGTAATGGGGCCAAGGTAAA GGGGACAAAATTACCCCAAT 268

Ai08B5831 Araip.B08 5831 p4 (TTAT)5 20 17091871 17091890 GCCTAGCTACCCAAAGTTTCC TGGGTACCTACTCATGTAAGACCA 232

Ai08B5832 Araip.B08 5832 p3 (GAA)28 84 17093374 17093457 GGATTGAAGGCTTGAAGCTG TTCCCCCACCATCTAATTCA 204

Ai08B5834 Araip.B08 5834 p3 (GTA)5 15 17105183 17105197 AGGAGGCTAGAGGGGTGGTA TGCCCCACATTATAAGGGTT 276

Ai08B5840 Araip.B08 5840 p3 (GTA)5 15 17141560 17141574 GGGGTGGTACTAGGAATCGG TGGGATATGCCCCACATTAT 272

Ai08B5844 Araip.B08 5844 p3 (ATT)7 21 17156023 17156043 CATCCACAATTGGAAAAGCA TCTGGTTTTATTCTCATTTAATTCCA 245

Ai08B5846 Araip.B08 5846 p2 (TA)6 12 17164058 17164069 CAGGTACGTTTTCGCATTCA GGTAAGCACCATAGAACTTCCCT 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B5847 Araip.B08 5847 p2 (TA)6 12 17164940 17164951 TTCATTCAAATTACGAAAGCTAGAAA GGGTTTGTTGTTTGGGTTTG 141

Ai08B5849 Araip.B08 5849 p3 (ATG)5 15 17209385 17209399 TTTTCAAGTGCTTGGGGAAC GCAGACAGGCAGGGGTATTA 231

Ai08B5851 Araip.B08 5851 p3 (ATG)5 15 17212120 17212134 TTTTCAAGTGCTTGGGGAAC TTCACCCACGTTTTTCCTTC 269

Ai08B5853 Araip.B08 5853 p3 (TTC)5 15 17219723 17219737 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 276

Ai08B5855 Araip.B08 5855 p3 (GAA)5 15 17250669 17250683 GCTTTTGTCTTCCCTTTCCC TATCCGCTCATCAAACACCA 230

Ai08B5856 Araip.B08 5856 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaataaaagaaaataagaagagaaaatctgaactc(AG)699 17253648 17253746 CTTGTCTTTGCTCCTGCTCA CCTCACTCACCAAAAATCCG 166

Ai08B5857 Araip.B08 5857 p2 (AG)8 16 17253980 17253995 GAGGGGGAAGTGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 258

Ai08B5861 Araip.B08 5861 p3 (ATA)5 15 17273648 17273662 TCACATATTCAAGTATTTGTTCCTGA GCCACCCAAGTGTGGACTAT 225

Ai08B5862 Araip.B08 5862 c (T)11gtttagagtctcttagtattgtcgtgttaaaattttagaatccttattttcctctt(A)1077 17282689 17282765 GGGGATTGTTCGTGTTTGAA CACGAAGAAAGAACACCAAACTT 273

Ai08B5864 Araip.B08 5864 p2 (TA)16 32 17289704 17289735 TTTGAAAAGCGCAACATTCC CTTTGGGTTTCCTTTGGGTT 216

Ai08B5876 Araip.B08 5876 p2 (TA)12 24 17347702 17347725 GAAAGGCACAACACTCCGAT CTTTGGGTTTCCTTTGGGTT 205

Ai08B5877 Araip.B08 5877 p2 (AT)21 42 17362317 17362358 ATTCTTCTCTCGCCTTTCCC ATGAAAATAAGTGAGGGTTCAAAT 257

Ai08B5878 Araip.B08 5878 p2 (AC)8 16 17373490 17373505 AAAGTCCCAAATGCATGCTC CTGTGGAGTCTAAGGGACGG 130

Ai08B5879 Araip.B08 5879 p2 (TA)6 12 17373798 17373809 GATAATCTGAAAGGCGCAGC TGTCCTTTGGGTTTCCTTTG 205

Ai08B5880 Araip.B08 5880 c (TC)15gttggtggcaacggtggaatcggctttacagcgaggacgacctccccg(CT)25128 17382190 17382317 ACCTCCTTCTTCTTCCCTGC CACCATTGCACATCAAAGGA 206

Ai08B5882 Araip.B08 5882 p3 (TTC)5 15 17408779 17408793 CGAACCTAACCCCTCTCCAT GCTTTTGTCTTCCCTTTCCC 273

Ai08B5886 Araip.B08 5886 c* (TCA)16(TCT)18tcctcc(TCCTCT)7(TCT)16*195 17426294 17426488 CATTATCGTCGTCACAGTCACC GCGGTTCAAACTGCCATAGT 280

Ai08B5887 Araip.B08 5887 p2 (AG)9 18 17431972 17431989 CATGCCGCAACAGATCTAAA TTGATGCGATCTGCATTCTC 149

Ai08B5889 Araip.B08 5889 p2 (TC)11 22 17433654 17433675 GTTGGGTCATGCCTCAGAAT TGCTGTCAAAAACCTGAGTCC 179

Ai08B5890 Araip.B08 5890 c (CTT)11(CTC)11(TTC)16tgcttcttcttcttctg(CTT)5146 17435942 17436087 CATTGTCGTCGTCACAGTCA AAAAAGGATGATGAGAAAAGAAGAAA 233

Ai08B5891 Araip.B08 5891 p2 (TA)9 18 17436402 17436419 CACTTATGCGTGCACGTTCT GCCTAAACTCCGCAGGCTAT 248

Ai08B5893 Araip.B08 5893 p3 (GAA)5 15 17447199 17447213 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai08B5894 Araip.B08 5894 p2 (TA)6 12 17465204 17465215 TTTCAAGGTTGTAATGGGGC CACATGGGACAAAAATTCAAAA 215

Ai08B5898 Araip.B08 5898 p3 (CTT)5 15 17468110 17468124 GTTGACCATCCGTCTCCAGT AACCCCAGTGGACAAGACAG 140

Ai08B5904 Araip.B08 5904 p3 (CCA)5 15 17499718 17499732 AACGTTGAGGGTCAGAATCG TTTGCGGTGGAGGTAAATGT 180

Ai08B5906 Araip.B08 5906 c (T)10agtattgttctttctttttttctgttgctc(T)1151 17502777 17502827 GAAATTTCTTAATTTTGACCCCAA TCCAATATAAAAAGCAATGCTCC 142

Ai08B5913 Araip.B08 5913 c (T)10gtgtttttctctttcatcataaaattcaaaattc(A)1256 17514527 17514582 CTTGGTGTTTTCCCTCCAAA TAGGGCAATTTGTCCATGAT 215

Ai08B5915 Araip.B08 5915 c (A)12tcatatacattgtacatgttctcttctataaatttaatgagaatcttcatttttttatctaaatttttttcgttaaa(T)12gaataaagtagattaaattc(T)10131 17525107 17525237 TCGATCACCAGTCTACTTCTTCC TGATGCATGCTTAACTTGACAAA 277

Ai08B5916 Araip.B08 5916 c (A)11ctaaaagaaagaaaaaagttgggaacctctaaagcttattatttggttgttgctgctagttgtgtgagttgta(AT)8100 17527678 17527777 CATCTTAATCTGAGTGGCCTCC TGAAGCAATTTTCATTTTGGC 275

Ai08B5920 Araip.B08 5920 p3 (GAA)5 15 17552335 17552349 TATCCATGCAAGAGCGTCAG AGAGTCCAGGTTGGAGGGTT 214

Ai08B5923 Araip.B08 5923 p3 (GAA)5 15 17560776 17560790 CCTTTTTCTGCGCTTGTTTC TCCTCCTCCTCATCTTCTGC 196

Ai08B5924 Araip.B08 5924 c (GAT)6gaaa(AAG)640 17561176 17561215 CCTCTTCCAAGTAATTTTGTACCG TGTGTGCTGATAAGTTCTGCAT 244

Ai08B5925 Araip.B08 5925 p3 (AGG)9 27 17562599 17562625 AGAAGGAGGACGGAAAAGGA TAAATCACTCTCACGCGCAC 184

Ai08B5934 Araip.B08 5934 p4 (TTTA)5 20 17613108 17613127 AAGGAACATTCGTGGTAATGG AGCATTCATCAACGATTGGG 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B5935 Araip.B08 5935 p2 (AT)6 12 17615028 17615039 TTCTCAGAATGAGTCAGTTCAATG TTTAATCCAAATTATTCTTGGTCAT 171

Ai08B5937 Araip.B08 5937 p2 (TG)8 16 17617595 17617610 CACGAGTCACTCACATGGCT CCAGCACTTGCATTACATGG 177

Ai08B5941 Araip.B08 5941 p2 (CT)9 18 17624890 17624907 AGGAAGTTGCTGAGACATGGA CAACCAAAGTCCAAAACACTGA 275

Ai08B5948 Araip.B08 5948 p2 (TA)6 12 17638248 17638259 AGAGTTTTCTGATGGCGGTG CGCGATTATTCAGTTCATGC 273

Ai08B5952 Araip.B08 5952 p2 (CA)6 12 17644636 17644647 TTCCTGCCACTCACTCTCCT GGTCTTCCGCTCCTTTTTCT 143

Ai08B5953 Araip.B08 5953 c (GT)6(AT)9 30 17654711 17654740 TCGTCGCTTATTCTTTTGGG GCACCTCATGATCGTACCAA 269

Ai08B5955 Araip.B08 5955 c (TG)7(TA)15 44 17662498 17662541 TGTTGGACATGTGTTGAGGAA AAATCCTCCATCCACCATCA 162

Ai08B5956 Araip.B08 5956 c (TA)6tgtgtgtgta(TG)1756 17664473 17664528 TTTTCAGATGCAGGTCGAGA CAAGACTGGCCGGAGAATA 277

Ai08B5958 Araip.B08 5958 p3 (AGA)5 15 17665599 17665613 TCAGGCATTTTATCGAACACA GCGACCCTCCTATTCTTCCT 263

Ai08B5959 Araip.B08 5959 p2 (TA)7 14 17670768 17670781 GCGAAGGTTTAGTGCAGAGC GCCTTCGTGAATACGAACTGA 250

Ai08B5960 Araip.B08 5960 p2 (AG)6 12 17671263 17671274 TTTGCCGTTTTATATTCCGC ACCCACTATGGCACGTTCTC 114

Ai08B5962 Araip.B08 5962 p3 (ACA)5 15 17677456 17677470 CGACAAATTAAAAATTGACACATCA CCGACCCCACTTAGTGCTTA 191

Ai08B5969 Araip.B08 5969 p3 (GTT)8 24 17693283 17693306 ACATGACAGAGCACAATGGC TCCTCTGCTTCTCTTCCGAC 260

Ai08B5971 Araip.B08 5971 c (A)11gaaaattctttaattt(A)1138 17717295 17717332 TGTGGCATATTATTAAAAAGTCAAAAG TTATACAGCGCCCAAACCTC 279

Ai08B5975 Araip.B08 5975 p2 (AT)6 12 17727864 17727875 CCCAAAATAACCCAACATGC GTCTGGAGGTTCCTATGGCA 166

Ai08B5976 Araip.B08 5976 p2 (AG)7 14 17732772 17732785 GGGAGGGTTGAATCTTAGCC CCGTCACTGTTGTGATGGAG 280

Ai08B5977 Araip.B08 5977 p2 (AG)6 12 17733392 17733403 CTCCTTGTCTCAACCCTTGG CTTCTTGGGGACCAAGTCAA 233

Ai08B5980 Araip.B08 5980 p3 (ACA)5 15 17735157 17735171 TGAGAGGATGGAGGAAGAAAA AAACAAAAGTTGGGCAAAAA 258

Ai08B5981 Araip.B08 5981 p3 (TCT)5 15 17735655 17735669 CCCTCCCGAACTCCAGTTAT GAGATGAGAAGATGGAAAGGACA 107

Ai08B5982 Araip.B08 5982 p5 (AAGAT)5 25 17741746 17741770 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai08B5983 Araip.B08 5983 p3 (TAT)6 18 17751027 17751044 TCTCTGCCCTCCTCACAGTT TCTTATCCTTGCTCCTGCTCA 169

Ai08B5985 Araip.B08 5985 p5 (AAGAT)5 25 17756959 17756983 AACACGACCCAAATCCAAAG TGCTGATCCTCTGTCACTGG 273

Ai08B5986 Araip.B08 5986 c (A)11ggaagaaggacttagtgagtcacgtgactcaccccctccctctcttttcaatttcatttcttctc(TCT)694 17760214 17760307 CCGAATTTCTTAAGGGGGAG TGAAACTCCATGATTTAGGGTTG 279

Ai08B5988 Araip.B08 5988 p3 (TCT)5 15 17768739 17768753 TCCCTCCTTCATTTCCACAC GCTTTTGTCTTCCCTTTCCC 237

Ai08B5994 Araip.B08 5994 p3 (TGG)6 18 17777955 17777972 CTCTGTGTGGAGGTGGAGGT AAAATTTTCAGCCAAAATCGAA 250

Ai08B5995 Araip.B08 5995 p3 (AAG)5 15 17788852 17788866 CCTAGAACTCGCTGATCGGA GCAACTTCGATTTCGTCTCC 252

Ai08B5996 Araip.B08 5996 p3 (TTA)6 18 17789667 17789684 GATTGGACTTTGTTACGCCA TGCAATTAAAAGAAAGAATGAAAA 262

Ai08B5999 Araip.B08 5999 p3 (GAA)5 15 17809769 17809783 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai08B6004 Araip.B08 6004 p2 (AT)8 16 17855613 17855628 GGGAGAATGGGTGTTTGCTA CCAAAACTCCGAACGACAGT 264

Ai08B6009 Araip.B08 6009 p2 (AT)12 24 17867956 17867979 TTTTAAATCTATCGCCGGGT GGGAGTACGTTCGCAAGAAT 280

Ai08B6011 Araip.B08 6011 p2 (AT)7 14 17875807 17875820 ATCCCCGTTTGTGTGAAAAG AAGCAGGGATAGGGAAGCAT 111

Ai08B6014 Araip.B08 6014 p3 (TAT)5 15 17890250 17890264 CAAAAAGAAGCACGTCACCA TGATCCAAACATAAAAAGTGCG 265

Ai08B6016 Araip.B08 6016 p2 (TA)10 20 17890955 17890974 AACCGGTAAGAATCAGTGCAA AAATTCCTCAAAAGATTTTCTTTCC 278

Ai08B6017 Araip.B08 6017 p3 (TAT)19 57 17903055 17903111 TCAATTCAAACTGTACCACAGAA TTGTCATGTATTGCTGCTGAA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6019 Araip.B08 6019 p2 (AG)6 12 17918645 17918656 CATGGAAGAATTCCTAAATCAAA GGCCCAGATCCAAGTACAGA 276

Ai08B6020 Araip.B08 6020 c (T)15gcattggggagttctttttgtatccccttattttacatgcttgaaaactaactttcttc(T)1084 17919985 17920068 CACTTTGATGTCACATGCCC GGGAAACCTTTTGGGAACAT 262

Ai08B6023 Araip.B08 6023 p2 (AG)6 12 17924321 17924332 GGCGCCATTTTAAATCAAGA TCGCATATTTTTACCTTTCAATG 280

Ai08B6025 Araip.B08 6025 p4 (CATA)7 28 17935443 17935470 CAAACCCACTTTTATTGGCA AGAACTCCAATCCACCACAAA 138

Ai08B6026 Araip.B08 6026 c (AT)8(GT)6ttttggtgttgttcttttagcctgcagatgcgttggggccattagatctagctggacaggtttacaag(T)11107 17938851 17938957 GCCACTCAACTAAGCCTTGC AAAGCCGAAAACCTGTGGAT 277

Ai08B6027 Araip.B08 6027 p2 (CT)6 12 17939675 17939686 TAGATCCTCAACCAGGTCGG TGATGGTGGATGGTGAGAGA 277

Ai08B6028 Araip.B08 6028 c (T)10cttgaaaaaaatcattagtgttggtattttggtgttctgattcttattctgattactagtaaactaaatatttgttttgattattacttg(T)13113 17940029 17940141 TTGGAACTTCTGATTATGGGG AATCGCATCAATTAAATTAAGAACA 256

Ai08B6031 Araip.B08 6031 p2 (GT)6 12 17951564 17951575 GTCCTACTCTCTGCAACGGC CGGTTCAACCAGCGATTTAT 236

Ai08B6032 Araip.B08 6032 p2 (TA)6 12 17952086 17952097 CTAATTAATCCTAAGTCAAAATCTTCG AACAAGGTATGCCACCAAGC 250

Ai08B6033 Araip.B08 6033 p2 (GA)7 14 17952492 17952505 GCGTGTTCGGTCCAAACTAT GAAATCCTAGTCCCCCTTCC 140

Ai08B6034 Araip.B08 6034 p3 (TTA)10 30 17975219 17975248 CAGTGGCAGTAAGAGGGGAG TTTTGACAAACTTTCAGAACAAAAA 249

Ai08B6039 Araip.B08 6039 p3 (TAT)5 15 17988641 17988655 GCTTGGTGAGCTTCTCCATC TTTTAAACAAAATAAAACTTTGGGA 279

Ai08B6040 Araip.B08 6040 p3 (TTC)6 18 17997519 17997536 CAAAATCTCTTTCCCACCCA TATGACTCGGAGGTGGAAGC 248

Ai08B6043 Araip.B08 6043 p3 (AAG)5 15 18016246 18016260 ATTGGGAGCAACTCAACACC GAACGGGTCCACCTTAGTGA 222

Ai08B6048 Araip.B08 6048 p2 (TG)12 24 18079743 18079766 GTTGCAAAGAGGTTGGATGG GACAAAATTTTCCCGAAGCA 259

Ai08B6049 Araip.B08 6049 p3 (TGA)6 18 18081623 18081640 AGAAAAAGGGACCCACTCGT TGCAATCAGATGGTTGGATT 188

Ai08B6050 Araip.B08 6050 p2 (AG)15 30 18082976 18083005 AAGCCTTCCAAAGCTCATCA ACACAGTTTGATTTTGGCGA 162

Ai08B6056 Araip.B08 6056 p2 (TG)6 12 18106188 18106199 TGGGGAGTTGATCTCTTTGG GCGCCAAGAAAAAGTGAAAG 260

Ai08B6057 Araip.B08 6057 p3 (TCA)5 15 18110342 18110356 ATGTGGTCTGCCATGAGACA GCAAAGGCAGTAGCAAAAGG 235

Ai08B6058 Araip.B08 6058 p3 (TAA)7 21 18113622 18113642 CCCTCAAATTAGTTGGGTATCG AAGATCCACAAATTTTGCTTCAA 115

Ai08B6059 Araip.B08 6059 c (TA)6ttccaacaaaatgtaataatgt(A)1145 18113885 18113929 TGGATCTTCTTGAATTTTGACTTTT TCCTTTAATTCTTCTCAAAATCTCTC 280

Ai08B6060 Araip.B08 6060 p3 (AAT)17 51 18122784 18122834 TTGCAATTTCAATCCCACAC TTCAAAATTTATATAACCATCATCACA 248

Ai08B6061 Araip.B08 6061 p2 (TC)6 12 18126540 18126551 GTAGGTTGCATTGCACTTGG GGCTAAGAGAAGGGGGTTTG 259

Ai08B6067 Araip.B08 6067 p2 (AT)7 14 18187156 18187169 TTGGAATTGTTTATACAGGAGATCTTT AAATGTGGTAAAATAAGAACCGTG 245

Ai08B6074 Araip.B08 6074 c (T)10gttagttccatcaagaatagcacataaccaaaatgtatggttta(T)1165 18204222 18204286 TTGTTCCAACACCACATTTCA CAACCACCAGAAACTGAAACAA 230

Ai08B6075 Araip.B08 6075 p3 (ATA)14 42 18205586 18205627 TTTTCCTCCAAAATGAAAGCA GGCTAGGTACATAATGTTTGGCA 265

Ai08B6077 Araip.B08 6077 c (T)11ggatatatgtatcacctttcttgtcc(A)1249 18207235 18207283 CGACTATTTTTCTTGGATATGTTATTT AAAGGTTGAGGGTCGAAGTG 148

Ai08B6079 Araip.B08 6079 p6 (AAAATA)7 42 18212577 18212618 TCACGGTCTTAAACATCAATGG CTCTGTGGTGCTCAAGGACA 249

Ai08B6084 Araip.B08 6084 p6 (AAAAAG)6 36 18227868 18227903 CCATATGCATTGACATTTGTGT TGTCCCCTTTTTGTTGCTTC 123

Ai08B6087 Araip.B08 6087 c (A)10cccaagaccattataataatatttttgtgctaatgtttcagaataaatcaattactatatcaaataaaaaaaaattcgatacggtaa(AT)6aagcagccgaaag(TA)10142 18238695 18238836 GCCCAAAGTGTGCAGTAAAT TGTTCCTTAATCAATATATGCGTG 280

Ai08B6088 Araip.B08 6088 c (AT)6acgtatcaatttatatatacattgacgcacacatacaaactcaaacaagttcacatatatgcgtgcaacaatttatatcgtaaaca(AT)8114 18239022 18239135 CGTAAAGAACACAGGAGGGC CCAACAAGTGGTATCAGAGCC 220

Ai08B6092 Araip.B08 6092 p2 (TA)6 12 18253771 18253782 TCTCACTCAAATCAAATCCTCAAA TTTTTGGGATCAAAGTGAGTTTT 197

Ai08B6093 Araip.B08 6093 p3 (TGA)5 15 18259053 18259067 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai08B6098 Araip.B08 6098 c (T)12gaagtaatgccagaataaattgattactttgttggcctttac(A)10tctggcccaatcggtgaggaagacaagaaaacctcatatttttgtaaatgaaactctcttaatatgttgggtattaaattgaccatttaaaggggaa(T)11172 18296794 18296965 TTTTCCAAGTACAAATGGCAGA CGGTGTTTTCATCTTTCTCG 270
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Ai08B6103 Araip.B08 6103 c (A)10tagttacataataagaacaacaacaataataattataac(AAT)564 18315648 18315711 GCAAAGTTATGGTGTCTTCTCCA AAGTTGCACCCACTCGTGAT 228

Ai08B6112 Araip.B08 6112 c (T)10attttctgataaaaaaaatccaagcaagaatatatgacttttattt(A)1369 18342994 18343062 GAAGTAACGAGGATCGCCAG TGATTTGGTGAATTCTTTTGGA 228

Ai08B6116 Araip.B08 6116 p2 (AT)6 12 18355730 18355741 ACCGGTGCCAATAATACCTG TGTCGTAATCTGAACGCACTG 269

Ai08B6117 Araip.B08 6117 p3 (CCT)5 15 18359883 18359897 TCATTTACATTCACGTGCCC TGATGGAGGAGAAGGAGGAA 177

Ai08B6118 Araip.B08 6118 p3 (CTT)14 42 18360383 18360424 TTCCTCTCCCTCCTTCTCATC CATCCTCTTCCAAGAAAATTTGTA 238

Ai08B6124 Araip.B08 6124 p2 (AT)20 40 18450725 18450764 CCATGATATTGTGCTTGGCA TCGGCACGAAAAGATACAAA 273

Ai08B6126 Araip.B08 6126 c (TA)7cattacaacatataatattat(TA)6aattattattgagctaattattttaatactagagtcttctatttatacatctctat(TA)6115 18460094 18460208 CAAATGCGATTCTCTCTCTCTTT CGTGTAAGCCGTGCTACTCA 257

Ai08B6129 Araip.B08 6129 c (T)10attaatataatgaagataacctaattaagttgaaaagagaaaaaaaaatataatctcgttaattttc(T)1390 18466963 18467052 TGTTTATGCATTGGATTGTCTTTT TGACCTTGAAATCACATGGAA 280

Ai08B6130 Araip.B08 6130 p4 (CTTT)5 20 18467327 18467346 TGAAGTCCTTTTTCAAATCTTGC ACAAAATGCAGACTAGGCCA 224

Ai08B6135 Araip.B08 6135 p3 (TTC)5 15 18474618 18474632 CGCACCGCCTATCTCTCTAC CCAAAACAGGATTACACCCAA 245

Ai08B6137 Araip.B08 6137 p3 (GAA)6 18 18481846 18481863 CGGGTGGAGGACTACAAGAG TATTTTGCTTCCACCCATCC 239

Ai08B6138 Araip.B08 6138 p4 (AAGA)5 20 18486402 18486421 AAGAAAAGCCAACACATGGC CCGGAAATTCATAGCATCCA 211

Ai08B6139 Araip.B08 6139 p3 (ATT)5 15 18488716 18488730 GAATTCAGTTTGAAGCTGCG CAGTTTCGCGTTTCAATTTTT 277

Ai08B6141 Araip.B08 6141 c (TA)6agtactacactttttc(T)1139 18492189 18492227 CCTAGCATTTGGCACGATTT GGGAAGACAGCCATACACAAA 206

Ai08B6143 Araip.B08 6143 p4 (TCAA)5 20 18493047 18493066 TTTGAGTAAATAGAAAATGAGCATTGA TCCTTTTGCTCTTATGGACTTAAT 143

Ai08B6148 Araip.B08 6148 c (T)10cg(A)10 22 18520816 18520837 TATTAAGCCATGCCTGACCC ATGCACATGCAATTGACACC 225

Ai08B6150 Araip.B08 6150 p2 (AG)6 12 18538385 18538396 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 230

Ai08B6153 Araip.B08 6153 p4 (ATTT)6 24 18546423 18546446 TCAACAGCTTGTTTTGCAGG CCACTTTCTCTCCCCTCATTT 134

Ai08B6155 Araip.B08 6155 p2 (CT)6 12 18549625 18549636 TGTTTCTTACCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 280

Ai08B6156 Araip.B08 6156 p3 (TTC)5 15 18550786 18550800 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai08B6158 Araip.B08 6158 p4 (AAAT)5 20 18555048 18555067 GCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 144

Ai08B6161 Araip.B08 6161 p5 (AAGAT)5 25 18570043 18570067 GGGACACAGCCCAATCTAAA CCTGGGTGCTCCAGTGTATT 164

Ai08B6162 Araip.B08 6162 p3 (TGT)5 15 18577408 18577422 TTGGACATGTTTGGTTGTGG TGGTATTTGTCATGACCCGA 220

Ai08B6167 Araip.B08 6167 p3 (TTC)6 18 18596569 18596586 CCCAACAAACCAAAGAGCAT GTGTTGGTGCCATGGCTAGT 115

Ai08B6168 Araip.B08 6168 p2 (CT)6 12 18599641 18599652 GGTCCTTTTACTCTGCGTGC TAGAGGAATTGGCTTGGTGG 280

Ai08B6169 Araip.B08 6169 p3 (TTC)5 15 18610296 18610310 ATATGGCCGAACCTTAACCC GCCCTCGAGCAATAAACAAA 167

Ai08B6171 Araip.B08 6171 p2 (CT)6 12 18610830 18610841 CTTTTTGTTTGTTTCTTAACTTTTTCA GGAGAAGGAGGGAATTTTCG 225

Ai08B6172 Araip.B08 6172 p3 (TAT)7 21 18611164 18611184 AATTCCCTCCTTCTCCCTCA CAGGTTCTGGATCTGCTTCC 262

Ai08B6175 Araip.B08 6175 p5 (AAGAT)5 25 18629798 18629822 CCAAAGAGGACCCAAAATCA ACAAGGGACTCCGATGCTTA 261

Ai08B6176 Araip.B08 6176 p3 (TGA)5 15 18634220 18634234 AGAAATGATGCGTCTCAGGG ACAGAAGTTTTGACGGCAGG 252

Ai08B6178 Araip.B08 6178 p2 (CT)6 12 18651031 18651042 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGTTAGTGATTTTCAAAAATGGTTT 192

Ai08B6179 Araip.B08 6179 p3 (TAT)5 15 18651449 18651463 CTCTGCCATCCTCACAGTTG TCTTATCCTTGCTCCTGCTCA 168

Ai08B6181 Araip.B08 6181 p5 (AAGAT)5 25 18670843 18670867 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai08B6182 Araip.B08 6182 p3 (CAT)5 15 18677909 18677923 GGTGGAAGAAGTTGGCACAT GATGCGTCTCAGGGATGATT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6183 Araip.B08 6183 p5 (AAGAT)5 25 18681041 18681065 AGCCTAATAAAGGGCCCAAA GGGTGCTCCAGTGCATTTAT 189

Ai08B6187 Araip.B08 6187 c (TG)8(AG)8 32 18694222 18694253 CGAATTGGTTTGAGAGAAACG TGACATCCAAACTCCACCAA 235

Ai08B6188 Araip.B08 6188 p2 (AG)6 12 18697416 18697427 CGGACTAAAAACGCTAACGG AACACCACCCCTTCTCCTCT 140

Ai08B6193 Araip.B08 6193 p2 (TA)6 12 18709599 18709610 CGCCGTCTTACTTTACCATCA TTTTGCCCTCGAAAATTAGC 228

Ai08B6195 Araip.B08 6195 p2 (TC)15 30 18712545 18712574 CAAAATATGCGCCTTCTCCT TTGTGGTGGGGTTGATTTG 280

Ai08B6202 Araip.B08 6202 p2 (AG)6 12 18724798 18724809 GTTTTAGCAGGTCGACCCAA CGAATTTACCGTTGCGTTTT 200

Ai08B6203 Araip.B08 6203 p2 (AG)6 12 18726422 18726433 GTTTTAGCAGGTCGACCCAA CGAATTTACCGTTGCGTTTT 200

Ai08B6205 Araip.B08 6205 p2 (AT)11 22 18735571 18735592 GGGTACCTGCTTCAGGTTGA AACCATGGACAGACCCTTTG 194

Ai08B6208 Araip.B08 6208 p3 (TTA)5 15 18744381 18744395 ACCAGAAAAGGTGGAAGGGT CGGTTCGATTCGGTTTACAA 127

Ai08B6211 Araip.B08 6211 p2 (TA)6 12 18753077 18753088 GCTAATTCGAACGTCCCTGA TTACCTTACGTGCATGTCCCT 258

Ai08B6212 Araip.B08 6212 p3 (TTC)5 15 18755170 18755184 ACGACGTTTCTCCTCCTCCT TGCAGCAACAACAGTAGCAA 116

Ai08B6215 Araip.B08 6215 p3 (AAC)7 21 18756894 18756914 TGAGAAGGTAAAACAAGAAAGGAAA GGTTTGGGGATGTGAGAAGA 270

Ai08B6216 Araip.B08 6216 p3 (AGA)9 27 18758905 18758931 AGGAGGAGTTGGTGGTGTTG ACCACTGCTCCCACTTGACT 272

Ai08B6217 Araip.B08 6217 c (T)10ctaatcatgatgactaagcttgatactaaagttatcaattttatgattatttg(T)1073 18759233 18759305 GGTCCAGCTATGGGAATTGA TTGATGGGCGAAGGATAAAG 201

Ai08B6218 Araip.B08 6218 p2 (AT)10 20 18759772 18759791 ATTTCATGCTCCAGGAAAGC CATTTTTCCCCCAAACTTCA 231

Ai08B6221 Araip.B08 6221 c (T)11cgttgctctttgccttctttggg(T)1044 18764953 18764996 GGGTGGAGTCAAATTGGGTA TCAGAGGAAAAAGCAAGAAGAA 249

Ai08B6224 Araip.B08 6224 p3 (GGT)6 18 18775830 18775847 TCGAGATGTTGCTCCTCCTT AATTAAACCGCACCGTGAAC 231

Ai08B6227 Araip.B08 6227 p3 (ATG)7 21 18785518 18785538 TGCATTTAATTGAAAAGCTGTGA TTCCTTCATGTTGGTGTTGAA 277

Ai08B6228 Araip.B08 6228 p2 (CT)6 12 18794635 18794646 TCGCGAGACTCTCCTCTCTC GAGTTCGAAACAGGGAATGG 197

Ai08B6229 Araip.B08 6229 p3 (CAC)7 21 18795202 18795222 CCATATCACCACAACCACCA AGAGAGAAAGAGGCTTGGGG 185

Ai08B6232 Araip.B08 6232 c (T)10agattcaaataagacactttaaattttaaaaatctaaacataaaatatcagtttaatactttatcctttattttattgtattgag(T)11106 18798901 18799006 GCATATCTGAAAATTGAGTTTCGT AACACACACGCACATGGTTT 266

Ai08B6238 Araip.B08 6238 p6 (TACCAC)5 30 18827058 18827087 GCAAAGCATTCAGCAATCAC ACAGCTTCTTGCAGGTTTGC 149

Ai08B6239 Araip.B08 6239 p3 (TCA)5 15 18827627 18827641 CTTGGCAGCAAGTTTCCTCT GCAGAAAAAGGGGCCTACTC 220

Ai08B6242 Araip.B08 6242 p3 (CTA)5 15 18833777 18833791 AATCTGTTTGCCCTCCTCCT CCTGCTGCATAACAAAAGCA 188

Ai08B6243 Araip.B08 6243 p3 (TTG)17 51 18834098 18834148 CGTTTGAAACCACACCACAA TTCAAGGGTACCACCACCTC 254

Ai08B6258 Araip.B08 6258 p3 (CAC)5 15 18888362 18888376 TAACGTTGAGGGCCAGAATC GATAATGGTGGTGGAGTGGC 184

Ai08B6262 Araip.B08 6262 p3 (TCA)5 15 18903924 18903938 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 251

Ai08B6265 Araip.B08 6265 c (TC)6tggccgaaccggttctggttt(GAA)651 18920219 18920269 AAGGCTCGGATTGATGATTG GCTTCCAAGGTTGAAACCAA 166

Ai08B6273 Araip.B08 6273 p2 (TA)12 24 18945581 18945604 TGCCACCATTCTTTGAGGAT GCAGAAAACAACTTTGCCTTG 265

Ai08B6278 Araip.B08 6278 p2 (AT)6 12 18968177 18968188 CAACAACAACAGCACATTCCA TCCATATGTCACAGGCAGGA 197

Ai08B6279 Araip.B08 6279 p3 (ACA)5 15 18972059 18972073 TTGTTGCTAGGACCTTACCCA CAATGCTCCATATGCCACAG 267

Ai08B6284 Araip.B08 6284 p3 (TTC)12 36 18993344 18993379 TATACATGCGCCTCCCTCTC AACGACGAGCAGCAGAGATT 170

Ai08B6285 Araip.B08 6285 p5 (TGAAT)5 25 18993723 18993747 AACGAATCAAGTGGACGAGG TCTGCAGAATGAACCGAACA 237

Ai08B6286 Araip.B08 6286 p2 (AT)10 20 18994555 18994574 AACAAAACAGCAGGCAGACA TCTGCTATCCTCTCCAGTCCTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6288 Araip.B08 6288 p2 (AG)6 12 19003080 19003091 TGTGCCTTGCACTCTCAAAC AAGGGCCAGAAATCCATCTT 270

Ai08B6289 Araip.B08 6289 p4 (TATC)6 24 19012969 19012992 TGTAGATCACGGTAAGAGAAAGAGAA TCTATCGGTGCTTCCGGTAT 230

Ai08B6290 Araip.B08 6290 p2 (AG)7 14 19013192 19013205 ACCGGAAATATACCGGAAGC GGCCAGAAATCCATCTTGAA 217

Ai08B6291 Araip.B08 6291 p3 (ACA)5 15 19019066 19019080 CCCTTGTGCAAGCTCTCTTC GTGTGTCCTACCACTGCCCT 268

Ai08B6292 Araip.B08 6292 c (T)12gctttctctagttctgaaacattccgcccttctctcatgatgtaatttctcac(T)1075 19022375 19022449 CTGCCCAAAAAGCAACCTTA AATTATTTGTCGCAGCAGCC 220

Ai08B6294 Araip.B08 6294 p2 (AT)9 18 19025071 19025088 CCTTTTGGGGTGACTGAGAA ATTCTCCCGAAACAGACACG 217

Ai08B6295 Araip.B08 6295 p2 (AG)6 12 19032804 19032815 AAGAGAGAGGAGAAATGTTAGGCA AATGGCAAGGTAGATGCCC 191

Ai08B6296 Araip.B08 6296 p2 (AG)6 12 19038053 19038064 TTTAGAATGCTGGACTGCCC TTTCACCGCTTCCTCACTCT 205

Ai08B6297 Araip.B08 6297 p2 (AC)9 18 19042601 19042618 TTTCTTCCCAACCCTAATCC AATGGCTCCTTTCAATGACG 222

Ai08B6298 Araip.B08 6298 p2 (GA)6 12 19042800 19042811 CACACACACACACACCCTGA GTAGCGGTTCTTCCTCCTCC 239

Ai08B6301 Araip.B08 6301 p4 (ATCT)5 20 19046327 19046346 TGCCAATTCAGCTTTCACTTT ATTGCTGATGTGGCATCATT 246

Ai08B6302 Araip.B08 6302 p3 (ATA)5 15 19046571 19046585 TGATGCCACATCAGCAATTC TGACAATTTGTATGAGAGATTAAGAAA 279

Ai08B6308 Araip.B08 6308 p2 (CT)6 12 19082798 19082809 TAGGACATGATCTGAGGCCA CCTTGTTGAATTAACTACACGCA 253

Ai08B6313 Araip.B08 6313 p5 (TATTA)5 25 19111676 19111700 AATTTAGTTGGAATTTGGTCGAT GCCGTGAATTAACCGGATTT 233

Ai08B6319 Araip.B08 6319 c (AG)6gaagagaag(GA)6aagagagggaagggaggggagaaagagcgca(AG)6gaagagagagaaggagagaaagtgagagagacagagagaa(AG)6128 19126397 19126524 TCCGATTTCTTCCCTTCCTT CGTCTCTCTCATCCTCTCTTCC 252

Ai08B6322 Araip.B08 6322 p2 (AT)6 12 19129958 19129969 ATCCTTGGTTCTCGGGACTT GATAACCGGTCCGAGCATAA 189

Ai08B6326 Araip.B08 6326 p2 (TA)7 14 19133273 19133286 TGGCCTCTACTAGCAAGGGT ATAAGACGGTGATGCTTGGG 251

Ai08B6335 Araip.B08 6335 p2 (CT)7 14 19170235 19170248 AGTCACGAACACCTCTAACCG TCTGATCGACGCTGATGAAG 156

Ai08B6338 Araip.B08 6338 p2 (AT)7 14 19189096 19189109 CCTTGATCATGTGATTAGAATCGT TCAACTTTCATGATTATTTCGTTCTC 215

Ai08B6346 Araip.B08 6346 p2 (TA)6 12 19203754 19203765 TCCGGAACTAATCAATGTAGACAC CAACCAATTAGCCAACGACA 214

Ai08B6349 Araip.B08 6349 c (AT)6tga(G)10 25 19212296 19212320 GAAAGGAAGACGAGCATTGG CGTGTATTTTGATCATGCAGC 263

Ai08B6350 Araip.B08 6350 p2 (TC)7 14 19213527 19213540 CAGACGGAAGAGAAAATCCG TGAGTCGAGAGAGAGAGGGG 263

Ai08B6352 Araip.B08 6352 p3 (TAT)5 15 19216252 19216266 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 171

Ai08B6353 Araip.B08 6353 p3 (TCT)5 15 19216830 19216844 ACCCCACAGGATCATCTCAG TGTCTTCCCTTCCCCTCTTT 279

Ai08B6354 Araip.B08 6354 p3 (TTA)9 27 19229308 19229334 CCAAAAAGAATTAAACGCACC CATTAGGTTTCCCCATTCCC 261

Ai08B6358 Araip.B08 6358 c (TTA)18tagaaatgtataatatttattattatgttgtgataataaatggtaaataaatattatttagttgccgttttga(TAT)6145 19245667 19245811 TGTTAACGTTATGTTTTTGTAATGAAA CGGAAGAGTACCAAGGCTCA 277

Ai08B6364 Araip.B08 6364 c* (T)10(TTA)5* 23 19271779 19271801 TGGGCTTTTATTGATGAGTGG CCACGCTTAAGATCCTCATTT 129

Ai08B6366 Araip.B08 6366 p2 (AT)7 14 19275556 19275569 CGGAAGAATTTCAAGTATAACGA AAGGACAGGTGGTGTCTTTCA 205

Ai08B6372 Araip.B08 6372 c (A)10tcaaaattctaaaaaaaaattatccaaaactcagttt(A)1057 19294921 19294977 CCAAAGTCCAAAGTTCAAAGTG AAACCTTTGTTGGGTTTGAA 236

Ai08B6375 Araip.B08 6375 c (A)11gaagaagaagaaacgtgcgcttatgtaaatatgtagtttggttcggttggatttggttaaaaaaga(T)1895 19302754 19302848 TGATAATGAAAGACTAAGAGGAACAA TGCATGCATTCATTGTTTTG 213

Ai08B6379 Araip.B08 6379 c (AAT)8gtnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntatgta(T)10108 19311348 19311455 GTGCTTCTGCTCCTCTGCTC CTTTATTGGTATCAGCGGCG 264

Ai08B6380 Araip.B08 6380 p3 (TTA)5 15 19314618 19314632 TTGAAAATTTTGATATTGGCACC AGATATCGAACCACGCCAAA 104

Ai08B6384 Araip.B08 6384 c (TA)11ataacagcaaagtaaaatgatatgaatatattatctttaaattaatctttataattaaaatagaagattttaatttaaacgtactttttca(AT)6125 19319597 19319721 CGATAAAAATGTGGTGCCCT TCACCAAATTAGTGCCTGGG 230

Ai08B6388 Araip.B08 6388 p2 (CT)7 14 19326725 19326738 CTCTCTTCCGACACTCCCAC GCAATCTCGACCACCAAAAT 251
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Ai08B6389 Araip.B08 6389 p3 (TTA)5 15 19327065 19327079 GTGGTCGAGATTGCTCGTTT ATGCAATCCACGTCACAAAA 221

Ai08B6390 Araip.B08 6390 p2 (CT)16 32 19349187 19349218 TATCGCTACTCCGATCCCAC AACGAACAATCTCGACCACC 254

Ai08B6391 Araip.B08 6391 p3 (TTA)5 15 19349545 19349559 GGTGGTCGAGATTGTTCGTT ATGCAATCCACGTCACAAAA 222

Ai08B6392 Araip.B08 6392 p2 (CT)67 134 19354677 19354810 AGTGCAGCTTTGACATCCCT GTCATCCTTGTCACGAAGCC 262

Ai08B6393 Araip.B08 6393 p2 (GT)7 14 19355004 19355017 GTAGGGGCCACAGAATTCAC TTTCCCAGCCGACATTACTC 186

Ai08B6394 Araip.B08 6394 p2 (AT)7 14 19358705 19358718 ACCCCAAACATTGAGGACAA GGAAAATAAATCTAAAAATGAGTGAGA 147

Ai08B6395 Araip.B08 6395 p2 (AG)8 16 19359645 19359660 GAAACTGCAGAAAACGCTCC TTGAACCTGATGAAGAGTTGAAA 248

Ai08B6397 Araip.B08 6397 p3 (CAC)5 15 19363947 19363961 GGCAACCACTGGTAAAAGGA ATCAGAGAGATAGCGGGGGT 176

Ai08B6399 Araip.B08 6399 p3 (GAA)5 15 19371178 19371192 CGCATGTGTTCTGAATTGAA TTAAATCACGCGCTCCTTCT 212

Ai08B6401 Araip.B08 6401 c (CTT)5ctcccatgcgcttcaaatacacacatacgtcatcttcttctttcaaattcacgtata(CCT)793 19373302 19373394 AAAAGAGCGTCATTCTACGCA TGTTGGTGATGACGATAACGA 188

Ai08B6402 Araip.B08 6402 c (AAG)19aaacgcggaagaagaagaagtgcgttgagaagaa(AAG)5106 19374229 19374334 GCAGTCGCAACAACAAAAGA AAGCAATTTTAGGTCACACGC 265

Ai08B6403 Araip.B08 6403 p3 (ATT)12 36 19374667 19374702 AAAAGATTTTGCCAATTTGAGT CAATGGCAACAGTGAGGATG 100

Ai08B6405 Araip.B08 6405 c (AG)6acagaacaacgcgag(GA)741 19380278 19380318 AGCTGCTATCGAGCCTCAAG GTAGCGCGATGACTGCAATA 193

Ai08B6408 Araip.B08 6408 p2 (AG)6 12 19409720 19409731 TGGGATTTGATAGGTGAGGG GGCGTTTAATGCCAGGAATA 256

Ai08B6415 Araip.B08 6415 p2 (TA)7 14 19493776 19493789 AATTTGTGTGTTCGCTCAGAA TGAACTCGACACAAGAAAATGAA 266

Ai08B6416 Araip.B08 6416 p3 (TAG)5 15 19494492 19494506 GGAAGTCTTCAAGAAAACCCA CCCTTCCCTCACTTTCAACA 219

Ai08B6417 Araip.B08 6417 p2 (AG)8 16 19499641 19499656 TCGAATTTGGGTGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai08B6420 Araip.B08 6420 p2 (AT)6 12 19507645 19507656 CGTGTTTCAGAAAAAGACACCA GCGTGCTTTGATTTGCTCTA 245

Ai08B6433 Araip.B08 6433 p4 (AGAA)5 20 19552889 19552908 GCCTACCCGTCAGTTGTGAT GCACAAACACTCATTCCCCT 158

Ai08B6434 Araip.B08 6434 p3 (TCT)5 15 19553143 19553157 CCCTCACCGTAACCTCCTCT GACAAAGGCACCACCTGATT 193

Ai08B6437 Araip.B08 6437 p2 (AT)7 14 19558896 19558909 CACGGCTCGACTCATTAACA CATTAGCTCGTGAGCTGGTTC 280

Ai08B6438 Araip.B08 6438 p2 (AT)7 14 19569943 19569956 ATGTGGGGATAGGGATAGGC TCCATCGTTGGAATTCACCT 221

Ai08B6441 Araip.B08 6441 p5 (GAAGG)7 35 19574164 19574198 TGGTTTGGTGAAGAAAAGGG GAATGACGAAGAGCAGGAGC 136

Ai08B6444 Araip.B08 6444 c (A)14cgttcagaacccctcaggccctcacccacccctgcccctt(TC)1074 19591563 19591636 AAAACCGGTCAAACCAACAG CCGTTAGGGTTTGAGTTTGC 181

Ai08B6449 Araip.B08 6449 p2 (TA)6 12 19602727 19602738 TCTCATTTACCTCTCTCCATTTTTC GAATGCGAGTGGGAGTTTGT 159

Ai08B6451 Araip.B08 6451 p2 (AT)6 12 19605471 19605482 TGGAAATTTGCAGGGGTAAG CCCTTGTTTGCAAATCCCTA 264

Ai08B6453 Araip.B08 6453 p2 (AT)7 14 19613460 19613473 TGAAGATTTTAGCGGCTGATT TGACTAACTAATGCATGGGCA 254

Ai08B6454 Araip.B08 6454 p2 (TA)7 14 19614066 19614079 AGGGAAAAGAAAAAGCTGGG TTCAGGCAATAAGGCAGGTC 193

Ai08B6456 Araip.B08 6456 p3 (TAA)7 21 19614958 19614978 CAATCTCCGTAAAGGGCAAA CTTTGCACAATGTACAGCCA 156

Ai08B6458 Araip.B08 6458 p4 (TTAG)5 20 19616321 19616340 CATGAAACGAGAATCACATTGAA AACCCCTTTGGTTGAGACCT 183

Ai08B6459 Araip.B08 6459 p3 (AAG)6 18 19616514 19616531 CTCGAGGTCTCAACCAAAGG TTGGTCATTTCATGGGGAAT 139

Ai08B6460 Araip.B08 6460 p3 (GTT)6 18 19617061 19617078 CACCTAAGCCTCTTTGTGGC CCCTTCACCCATGGCTACTA 230

Ai08B6463 Araip.B08 6463 c (TA)6tttacaaatacaatcagttaatgcttatacaattaacaatataaacaagtg(AAT)5gagattcgaanatttttaattttagtagttcgat(TAA)6130 19620496 19620625 CAACACCAAAACATTCCCAA GGGTCCTGCTTTTCCTCTTC 271

Ai08B6465 Araip.B08 6465 p2 (AT)6 12 19624696 19624707 CGTGTCCTTGGGTCTGTCTT TGCCTTTCATGACTGGATCA 224
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Ai08B6466 Araip.B08 6466 c (TTA)5agtagtcatgaattttatcc(A)1247 19625386 19625432 CAAGGGACCAACTCCAGAAA CAGACAGCACAAAAGTGTTGC 232

Ai08B6467 Araip.B08 6467 p3 (CCT)8 24 19628261 19628284 CCAAACTCCTCCTCAACCAA ACAGAGAGAAGCTCGCAAGG 232

Ai08B6468 Araip.B08 6468 p2 (TA)13 26 19629146 19629171 TTCAATCGGTTCAATCGTGA AGCATTGTCCTATCCTTCCG 260

Ai08B6478 Araip.B08 6478 c (T)10cactactcactcgatatgacattgaggcctcct(ATA)52199 19647718 19647916 TTGGTATAGGATATATATTCCCTCGG CATCTCTTAAAGAAGGAGAATGAAA 258

Ai08B6488 Araip.B08 6488 c (T)11agcaatataaaatgttagtttttatga(T)1553 19693649 19693701 CCAAACGTTGGGGATAAAAA GGGCTATTACAAGGAGCGTG 261

Ai08B6489 Araip.B08 6489 c (TGC)6tgttatcgttgctgctcatgttgctcaggctgctca(TGC)569 19695995 19696063 GGATGGGGCTAAAGGAGTTC TGTCCCCAATAATGATGGTTT 205

Ai08B6492 Araip.B08 6492 p3 (TAA)5 15 19698798 19698812 TTTTTCTTCGCGTTTCTCGT AGCCGGTAGTGTCAGTTCGT 218

Ai08B6493 Araip.B08 6493 p2 (AT)8 16 19703628 19703643 AGAATTCTGCATTTTTGGGG CAAAATGCTCACCGTACCAA 259

Ai08B6495 Araip.B08 6495 c (T)11attgtttttagaatttagagatcatattcaataaaaatattttaaaaataattatagaaagtaannnnnnnnnnnnnngt(A)10101 19714167 19714267 GCTTTTTCAACCTCGATTGG CTGTCATTTTCATTCAAGCCC 259

Ai08B6501 Araip.B08 6501 p2 (AT)8 16 19727596 19727611 ATGCTGGATATGAACCTGGC CCACAAGCATTGAAGAAAAACA 275

Ai08B6502 Araip.B08 6502 p2 (TC)22 44 19731579 19731622 AGCGGGGTGTATTGATCTTG GCAACAGCTCACTCATCCAA 257

Ai08B6504 Araip.B08 6504 p3 (TTG)5 15 19735216 19735230 ATGCTGCCTCTCCTTCGATA CAACTCACAGTGCAGCTCAA 257

Ai08B6506 Araip.B08 6506 p2 (AT)7 14 19742662 19742675 CATTGTGATTGGTGGAGACAA TTTAAACCCAAAATGGCACG 176

Ai08B6507 Araip.B08 6507 p3 (ATA)5 15 19742832 19742846 GCGTGCCATTTTGGGTTTA TGGACTTTTGTGATTGCATTG 280

Ai08B6509 Araip.B08 6509 p2 (AT)6 12 19748223 19748234 ATCATTGATGCGCTTTCACA TTTGAGCATTGTGATCGCTAGT 216

Ai08B6512 Araip.B08 6512 p2 (TA)8 16 19758952 19758967 GTTGATAGAATCGTAGGCCATT CCGGGTTTTACAGCAACAAT 280

Ai08B6513 Araip.B08 6513 p2 (TA)11 22 19764128 19764149 TCTCCGTCCTATTGTCTCCG TCGAGTCCTCTTCAAGGCAT 143

Ai08B6514 Araip.B08 6514 p2 (TA)11 22 19764538 19764559 CTCGGGAAGATCCCATACCT GCGTATGAATGGGGCTAGAA 151

Ai08B6519 Araip.B08 6519 p2 (CT)6 12 19775624 19775635 GAAATTGCAGAAAACGCTCC GGAACATTAAACCTGGGATTG 240

Ai08B6520 Araip.B08 6520 p3 (TTA)6 18 19779436 19779453 CGCGAAACACTAACGTTGAA GGAGATCCATTTATGTTGAGGG 209

Ai08B6534 Araip.B08 6534 p2 (TA)11 22 19785308 19785329 TTTTCTTTTTAAATCAATCGGCA TGCATTAACCGGTCTGGAAT 255

Ai08B6535 Araip.B08 6535 p2 (TG)6 12 19792203 19792214 TATTTATACACGCCTGGCCC TCGAATTACACACACGCACA 197

Ai08B6536 Araip.B08 6536 p2 (TG)6 12 19793327 19793338 CGGCACAATGTTAGTGTTGC AATGCAGAAACTCGAATGGG 201

Ai08B6538 Araip.B08 6538 p2 (AT)6 12 19795587 19795598 TCCCATCACACCAAAGACAA AAATCAACTTTCCACACGCC 236

Ai08B6539 Araip.B08 6539 p3 (ACC)5 15 19796108 19796122 AAGGTTCTGAAAACCGAGCA CCCATTCCTTATGGGAATCA 224

Ai08B6545 Araip.B08 6545 p2 (AT)7 14 19817614 19817627 AAAAATTGTTGAAGTGCCGC GTAGTGCCCTAAATTGCGCT 196

Ai08B6548 Araip.B08 6548 p3 (ATA)9 27 19821402 19821428 TCCAACGATTGTGTCAACCT CGAGAGTTGCTCATGGGAAT 266

Ai08B6553 Araip.B08 6553 p2 (GA)6 12 19849042 19849053 GCTAGCAACAAATCCCTCCA GGACTTGCAGAGAGATGGGA 272

Ai08B6554 Araip.B08 6554 p3 (TAA)7 21 19852102 19852122 AGAATCTCCCCCTTTGTCGT TTTGCGAGATTGCTTGTAGC 234

Ai08B6555 Araip.B08 6555 p3 (GAT)6 18 19853987 19854004 GCACCGGATAGTTTGGAAGA TCATGGCATTCAAGTCCAAA 187

Ai08B6558 Araip.B08 6558 c (AC)8cctttcaccttctgtttcttcttt(TTC)555 19869042 19869096 ACGTTAGGAAGAGGGGGTGT CGTTTTGGAACGGCTTATGT 198

Ai08B6559 Araip.B08 6559 c (CTT)6ctctatcttcttcagctcacaacaaccataaccaccgctccgaagggaacaacactgctacttctgcttctgcg(TCT)7113 19869301 19869413 AACCTCTTCAGGTTCTGCCC CTTGAAGGATCGAGACGGAG 224

Ai08B6561 Araip.B08 6561 p2 (GA)7 14 19875352 19875365 CGCACGTGTGTGTATGTTGA AATAAGCTGGGTTGCCAATG 257

Ai08B6563 Araip.B08 6563 p2 (TA)12 24 19884584 19884607 CCAAATAATGCGACAAACTTGA ATTTGTGGATTTGTCGGGTG 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6564 Araip.B08 6564 c (A)10taatattatgacatcaatccttgttgagttct(A)16tttggcataaagctaaaac(A)10gggcttatataaaagttgaagcaaaatttaaaaaaggttcatatt(A)10142 19885304 19885445 TCACTTCCATTAGTATTTCATCTATGC TGTTTGACAAAATTAGGACATTAAAAA 280

Ai08B6565 Araip.B08 6565 p2 (AT)6 12 19885547 19885558 TCCTAATTTTGTCAAACAAATGC CCACCCACTTCCATGACTCT 235

Ai08B6566 Araip.B08 6566 p3 (CTT)6 18 19886432 19886449 GCAAGAGATCTAGACTTGTGTATGTTG GTGGTGCTGGTGATGACAGT 233

Ai08B6567 Araip.B08 6567 c (A)11caccgacaaaa(AAG)640 19888033 19888072 AAGGTGCATTTGGTCTCATTG GCATTCATGCACAGAGCAA 278

Ai08B6570 Araip.B08 6570 p2 (TA)7 14 19898303 19898316 TGGCACATGAGCTAAGAAGTTG CGTGGCAGGATGCTTACTTT 216

Ai08B6571 Araip.B08 6571 p2 (TA)6 12 19898688 19898699 TCCTTTTGAATTGATCTTATCCC CTGGCCAATATTGCTTGGAT 227

Ai08B6572 Araip.B08 6572 p3 (TCT)5 15 19898998 19899012 GCAACGCAAACCTTCTTCTC CACCTCCGTCCATTCAATTC 256

Ai08B6575 Araip.B08 6575 p3 (AAT)5 15 19917228 19917242 TTCCAAAAGTGGGTTTTAGCA CAAAATTTGGGTTGCTTGTTT 256

Ai08B6576 Araip.B08 6576 p3 (TCA)6 18 19919168 19919185 TGTATCCACACCCTCACGAA TGATGAGTATGTGCAGAGCCA 130

Ai08B6583 Araip.B08 6583 p2 (TC)9 18 19945964 19945981 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 250

Ai08B6585 Araip.B08 6585 p3 (CAT)5 15 19955249 19955263 ATCTTTCCCCTCCCCACTAA TGTCATTGCCGTTTTCAAAG 122

Ai08B6586 Araip.B08 6586 p3 (TGT)5 15 19955917 19955931 CCACGAAAGCGATAAAGGAA CAAACACTATCCTTCACCACCA 268

Ai08B6587 Araip.B08 6587 p2 (CA)26 52 19960874 19960925 TCATCACAACCTTACCAACCA TGTGATGAGTAGTGTGGGTGAA 197

Ai08B6588 Araip.B08 6588 p2 (AT)9 18 19962436 19962453 CAAACAGAACAGCGCAACAT ACCGAGCCTAGAGCTTGTCA 267

Ai08B6589 Araip.B08 6589 p5 (AAGAT)5 25 19963304 19963328 CCTCTTCACAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 226

Ai08B6590 Araip.B08 6590 p5 (AAGAT)5 25 19969374 19969398 ACACAGTCCAATCCAAAGGC GGGTGCTCCAGTGCATTTAT 161

Ai08B6591 Araip.B08 6591 p5 (TTATC)5 25 19970695 19970719 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai08B6592 Araip.B08 6592 p5 (TTATC)5 25 19984348 19984372 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai08B6593 Araip.B08 6593 p2 (TC)6 12 19985122 19985133 AAATCCAAGTCCAGAAGGCA CCTGATCAAAGAGATAATCCTGAAA 188

Ai08B6594 Araip.B08 6594 p2 (TA)10 20 19989876 19989895 TGCTTTTTCTCCCATCTCAA GGTTTATCAACCTCCCCACA 278

Ai08B6595 Araip.B08 6595 p2 (CA)12 24 19992084 19992107 CCTCACCAACCATCATCAAG TCGGCTAAGGTATGATTTTGG 280

Ai08B6596 Araip.B08 6596 p2 (TA)7 14 19993847 19993860 TTGGGTACGAATAAATCAACAA GCGTCCGATTCTGTTTTATTAAC 279

Ai08B6600 Araip.B08 6600 p3 (CAT)34 102 20008270 20008371 TGCCCTGTTTCTTAACTGGC TAAGCAAATCCCCATCGAAC 235

Ai08B6602 Araip.B08 6602 p2 (CT)8 16 20010328 20010343 AAGGTGGTGGATCTCAGTGG AGAGCAAGCGAGATCTGAGG 134

Ai08B6603 Araip.B08 6603 p3 (GGT)5 15 20010756 20010770 TCTGAAGTGGGAATGGTGGT ACCAACACCAAACAACAGCA 128

Ai08B6605 Araip.B08 6605 p2 (CT)10 20 20041006 20041025 GAAACTCTGTAGCGCAACCC TAAAAATGGAAATGCGGGAA 166

Ai08B6607 Araip.B08 6607 p2 (GT)7 14 20044965 20044978 GATTTGGGATAGGGGAAGGA TTCCTAAAACCGCCATCATC 275

Ai08B6611 Araip.B08 6611 p3 (ATA)6 18 20051081 20051098 CGTTTCATGTTTGTGTTGAGC GAGAAGCATGAAATGACACAGG 267

Ai08B6613 Araip.B08 6613 p3 (AAT)5 15 20064002 20064016 TGATGAAACTTGGGAAGAAAGA AGTTATGGATGGCAACCAGC 254

Ai08B6618 Araip.B08 6618 p2 (TG)8 16 20079915 20079930 CAAGAGGCACCTCACTAGGC TATCAAGCCCTGAGATCGAC 251

Ai08B6619 Araip.B08 6619 p4 (AAAG)5 20 20083461 20083480 TCCAAATGAACCCTAGCCAC ACGCTCTCTTCCTCCCTCTC 140

Ai08B6620 Araip.B08 6620 p2 (TA)10 20 20098010 20098029 TGGCTCAAATTTCTTATCCCTC TGCATACACACCAGACACGA 238

Ai08B6622 Araip.B08 6622 c (A)11cgaggagaaacatgacgatgaagatgaaacacttcaaaaac(GAA)5gaggcacggaaaaagaagaagaaagagaagaaaaagaggagacatgg(A)10124 20138226 20138349 TCTCATAATTCTTTTTGGGAGGA TCCACATACAAGCGTTTCCA 242

Ai08B6624 Araip.B08 6624 p3 (TTC)5 15 20140334 20140348 CCTCTGTTCGCGTTTTCTTC TCCAAACCTCATCAGCATCA 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6625 Araip.B08 6625 p2 (TA)27 54 20146686 20146739 GGGGTTTATCAATCTCCCCA TGATTTAGCCCTTGATTGTGC 272

Ai08B6626 Araip.B08 6626 p3 (TTG)8 24 20150158 20150181 TCCCGTTGATGCACTGAATA GCAGCCTAGCAAAGAACCAC 238

Ai08B6637 Araip.B08 6637 p2 (AT)8 16 20169068 20169083 AAAATTTGTTTACTCACTCTTCGG TGAAGTCCCAAATTATACTGCG 272

Ai08B6638 Araip.B08 6638 p3 (AAG)5 15 20169325 20169339 CCACTTTGCCTTTCTGAAGC CATCTGGAACATGTGGTTGC 103

Ai08B6639 Araip.B08 6639 c (GTC)5gtagtgaacgtgcatgtgtgaagcacgtgagttgtgagttagttcattggccatggaa(AG)685 20169733 20169817 TTCTTCTTGGTCGCCTGAGT AATACCCAAAACACCCCCTC 217

Ai08B6641 Araip.B08 6641 p2 (TA)8 16 20170420 20170435 AAAAATTATGGCAAATTGGTTG AAACATTGAGATCATTTTAACCCA 232

Ai08B6644 Araip.B08 6644 p3 (AAG)5 15 20172561 20172575 AATCAGGTGAACCGAAATGG TCCTCCTCTTCCTCCTCCTC 253

Ai08B6645 Araip.B08 6645 p3 (GAA)5 15 20172944 20172958 AACGCGAACAAAAGAGAACG ACCGCCTACTGCGTGATAAA 128

Ai08B6646 Araip.B08 6646 p3 (TAT)6 18 20174295 20174312 CGATCCAATCCAATCCAAAT CAATCCGATCCAATTCAATTTT 274

Ai08B6650 Araip.B08 6650 p2 (GT)7 14 20176556 20176569 TTAACGCGTTTGTTGTGCAT CCCGTTACGGTAGAGGTGAA 141

Ai08B6655 Araip.B08 6655 p2 (AT)6 12 20201315 20201326 ATTTGAGTCCCTGCACCAAT AGAGGGAAGGGGAGTGTCAT 261

Ai08B6661 Araip.B08 6661 p2 (GA)7 14 20220764 20220777 AACCCTAACCCAGTAACCCG CCACGACTCAGTCTCCCTCT 260

Ai08B6662 Araip.B08 6662 p3 (ACA)11 33 20223286 20223318 AAGTAACTGCATTGGCGGTC CAAGAGGTGAAAGGCAGAGG 269

Ai08B6663 Araip.B08 6663 c (AG)6gaaggggagagagagaggggaaaagagagggaaggg(GA)762 20236125 20236186 CAGTTGCTTCTGAGAGTGCG CTCTATCTCCCCCTCCCATC 276

Ai08B6665 Araip.B08 6665 c (TC)21tt(TC)8 60 20248879 20248938 AATAGAGGCCCTTGCCTTTG TGTGAAGAAAGAAAGTAAAGAAGTGC 151

Ai08B6667 Araip.B08 6667 p2 (TG)18 36 20261186 20261221 AGAGCCCCCTCATTCTGTCT CGGAGATCCTTGTCATGTCTC 277

Ai08B6669 Araip.B08 6669 p3 (CTA)5 15 20263648 20263662 TGCATAACTTCTGCCAAAGC ATGCTTTTGAATGGGGATTG 261

Ai08B6671 Araip.B08 6671 p2 (CT)6 12 20271013 20271024 TGGACAAAGTGGTATGTGGG CGTATTCACCAAGAGGAACGA 172

Ai08B6672 Araip.B08 6672 p3 (ATG)5 15 20274522 20274536 TGCTCCAAGGGGTAGAGGTA GCAAATTACAAGGGTCCACG 269

Ai08B6678 Araip.B08 6678 p2 (AT)6 12 20279774 20279785 TGGTCACATTCTCATTTGCG ATGCATGGAAGACACAACCA 180

Ai08B6679 Araip.B08 6679 p3 (ATC)26 78 20288618 20288695 CATGTGTAGCTTTTGAAACGGA AGCAATGTTGATAGCGGCTT 215

Ai08B6682 Araip.B08 6682 p3 (TTC)5 15 20323596 20323610 CTTCTTCCACCACCACCACT CAACCTCGTTGTTGCTGATG 228

Ai08B6683 Araip.B08 6683 p3 (CTT)5 15 20324186 20324200 TCTTTCAATTTGGTGGCACA GCTGTTGGTAGCGGATCTTC 273

Ai08B6685 Araip.B08 6685 p2 (CT)6 12 20336184 20336195 TTTGAGGGCCACAACACTTT CGTTCTCGCAACCTTGGTA 250

Ai08B6687 Araip.B08 6687 p3 (GAC)5 15 20345783 20345797 CGTAGAGGAAGACGACGAGG ATGGGGACTAACACCACCAA 153

Ai08B6688 Araip.B08 6688 p3 (TCT)5 15 20350019 20350033 TCTCGACGATGACTGCAAAC AGCTTGAACAGGAGCCAGAG 124

Ai08B6691 Araip.B08 6691 p3 (TAA)5 15 20362472 20362486 AAGAAGAGTGCCATCGTGGT ACCAACCACCTCCTTCACAC 239

Ai08B6695 Araip.B08 6695 p2 (AT)20 40 20368953 20368992 CACCACTCAAGCTCAAACCA TGGGCATGTGTTGAGGAATA 167

Ai08B6696 Araip.B08 6696 p2 (GA)7 14 20370211 20370224 TGTGAAGAACGTGAGAGAAAAGA TTCCTGTTTTTCGCCATAGG 265

Ai08B6697 Araip.B08 6697 p4 (TTAA)5 20 20370543 20370562 CCTATGGCGAAAAACAGGAA GGTAGCAGCAGAAAAGGTGC 237

Ai08B6703 Araip.B08 6703 p3 (TTA)13 39 20384878 20384916 CGTACGAAATCCATCTTTTATGG CAGGGACTAAATCGGTGCAT 236

Ai08B6706 Araip.B08 6706 c (A)10gggttaaatattattttagttcttaacgtgaattaaaataaaaatcattctcga(T)1074 20387827 20387900 CACTTTTATATTGAGAGTTAGCCGC ACCTAGTTTCATCCGACCCA 234

Ai08B6707 Araip.B08 6707 p2 (CT)7 14 20388733 20388746 CCATTCACCTACCCATCACC TTTTCGGTGACGACAACAAG 109

Ai08B6708 Araip.B08 6708 p2 (CT)7 14 20388900 20388913 CCCATCACCATTACCACCTC AGATCAGAAGGGGTTGAGCA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6714 Araip.B08 6714 p3 (ATG)23 69 20410791 20410859 CATCATGACCAAAATAACCTTTT AAAGATGGCAAGATCCAGTGA 266

Ai08B6715 Araip.B08 6715 p3 (TTA)7 21 20411897 20411917 CCAAAGTGGCAAGAAAAATGA TGTAATGGCCCAATAGCTCA 277

Ai08B6716 Araip.B08 6716 p2 (TA)7 14 20420957 20420970 TTTATTTTTGACCAACCCCG TGCTTGTCCTCAAGCAAAGA 264

Ai08B6722 Araip.B08 6722 p2 (AT)6 12 20452916 20452927 GGTGATTGCTTCGGTACGAT CCAATAATCGGCAAAAGGTG 189

Ai08B6725 Araip.B08 6725 p2 (AT)7 14 20459611 20459624 CGTCTGGACTCTTAAAGCGG CGCGAAGTTAAGACTAGCCG 195

Ai08B6726 Araip.B08 6726 p2 (AT)9 18 20466113 20466130 CGTCTGGACTCTTAAAGCGG GAAGTTAAGACTGGCCGGAA 198

Ai08B6732 Araip.B08 6732 p3 (AGT)5 15 20473387 20473401 TTGTAATGCAAATTGGGTTG ACCCTTGAACTAATCGTGCG 249

Ai08B6733 Araip.B08 6733 p3 (TGA)5 15 20474388 20474402 TCAAAAACACTTGCGTCTCG TTTCGTTACCGTCGTCATCA 272

Ai08B6734 Araip.B08 6734 c (A)10gg(AGA)5 27 20474508 20474534 TTGCTGATGACGACGGTAAC TTTCCGTTTTCTTCCCCATT 111

Ai08B6737 Araip.B08 6737 p2 (TC)7 14 20495899 20495912 TTGGATTTGAGTGGGATGGT TGACACACCCTTTATCCCAA 121

Ai08B6741 Araip.B08 6741 p2 (TA)6 12 20514636 20514647 TGATGCGTGCGAAATTGTAT CGTGATATTGTTGCATTCGG 178

Ai08B6750 Araip.B08 6750 p2 (AT)6 12 20550240 20550251 CGGTAACACGAGAGACCAAA TATTTTCGGGTGATTGCCTC 150

Ai08B6752 Araip.B08 6752 p2 (TA)9 18 20562996 20563013 AACCTCCCACCATCTCACTG AGGTATGGGGAGGTAGGGTG 195

Ai08B6753 Araip.B08 6753 p2 (AT)7 14 20563917 20563930 CACCAACACAACATGCCTTT TGTTGAATGGATGTCGAATGA 172

Ai08B6756 Araip.B08 6756 p2 (TA)6 12 20582655 20582666 GTTGTCAGGCCGCTCTTTAT TCACAATAAAAGAAATAAGATGCAAAA 215

Ai08B6758 Araip.B08 6758 p3 (TGG)7 21 20585808 20585828 GGGTTGCAAGAGGGTTGTTA GCCAAAGCAAGATTACCCAA 120

Ai08B6760 Araip.B08 6760 p2 (GA)10 20 20592134 20592153 AAAGGCGAGTCATGTTGGAG CGGTGGCACCTTCTTGTATC 145

Ai08B6763 Araip.B08 6763 p3 (CAC)5 15 20598445 20598459 ACAAGTCACCACTTCCACCC TGAATTTGGAATGCCTCCTC 177

Ai08B6764 Araip.B08 6764 p3 (GAA)5 15 20605707 20605721 TTGCCTTCCCTTTCCTCTTT ACACAACCCCTTCTCCCTCT 178

Ai08B6765 Araip.B08 6765 c (AG)6ttagttaggtagttttgaaaaaaaggtaagaaacaaacaaaa(AGTT)574 20608414 20608487 GTTCGAAATTACGCCCAGAA TTCCCAACTCCTTATCTTTTCAA 273

Ai08B6767 Araip.B08 6767 c (T)10cgcctctctc(T)1232 20612649 20612680 TTGGCTTTTTCTGCTTGCTT TGGCTCTTGAAAGAATGATGG 181

Ai08B6771 Araip.B08 6771 p3 (TTC)5 15 20642335 20642349 TGCTATTATTGCTGTCCCCA TGATGAAAATGACGAGAACGA 138

Ai08B6772 Araip.B08 6772 p2 (AG)8 16 20646918 20646933 TTTAGTGGTTCGTCCAAGGG ACAGGATCCCCACCTACCTC 268

Ai08B6776 Araip.B08 6776 p2 (CA)6 12 20658932 20658943 TGTGAGCATCAGCAACAACA CCCTCGAAGACAAGGTATGC 246

Ai08B6778 Araip.B08 6778 p3 (GAA)5 15 20661734 20661748 ACAAGGTATGATGACCATTTAATCT TGAAAATTCTTTTTCTTTTTCCAA 280

Ai08B6779 Araip.B08 6779 c (T)10ctttttccttttccccctttcagacctcttcgtacttctcttgctcacttgctattgtatatgtg(T)1085 20665170 20665254 TTCCCTTTTCTTTCCCATGTT GCTAGCATGTAATTTTTGGGAAA 237

Ai08B6787 Araip.B08 6787 p3 (GAG)5 15 20681470 20681484 TGGGCCAACATTTGAAGATT GGACTCGGGTTCCTCTCAGT 268

Ai08B6789 Araip.B08 6789 p2 (GA)6 12 20703232 20703243 GTGGGTGAAGCAGAGGAGAG GCAGACCTAGGCTTCAGTGG 186

Ai08B6790 Araip.B08 6790 p3 (ATC)5 15 20716342 20716356 CCAGAAGCAGAAGCAGATCA TCGCCAGTTTCTGGTTTCTT 279

Ai08B6792 Araip.B08 6792 p5 (TTTTA)5 25 20733792 20733816 TTCAATCATATCTTTTTCAAAACCAC GAGGGGGAAGAATTCGAAAA 269

Ai08B6793 Araip.B08 6793 p6 (TTAAAT)6 36 20747495 20747530 TGCCAGTCTTAAAACCGAAAA GGTATCCATCATCATTCATCATTT 242

Ai08B6796 Araip.B08 6796 p3 (AGT)6 18 20752413 20752430 CGCGCCATGAAATAAGTATG TGAGTGAGTCATGTGGCTTTG 182

Ai08B6799 Araip.B08 6799 p2 (TA)6 12 20756465 20756476 TGATTTTTGGATAGGATCGGA ACATATCTACGGGTCCGCAA 263

Ai08B6806 Araip.B08 6806 p3 (CCT)5 15 20802854 20802868 TAACGTGGTAGTGGATGGCA CAAAAGGTCGAGCTTCTCCC 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B6812 Araip.B08 6812 p3 (TTC)5 15 20823976 20823990 GAAGGGTGGGTGACCCTTAT CGCAAAGAAAAAGGAGGAAA 121

Ai08B6813 Araip.B08 6813 c (A)12gaggtacggaaa(AAG)5aggcac(A)1459 20825016 20825074 GGAGGAAAAGGTGGTGTTGA GCGCCATGCATATTAAAGGA 244

Ai08B6815 Araip.B08 6815 p5 (TTTAT)5 25 20832461 20832485 TCATTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 170

Ai08B6823 Araip.B08 6823 p2 (TA)7 14 20865081 20865094 GTTGTCATGACGAGCGAGAA ATCTGAGGTACGAATTTTCTAGATG 215

Ai08B6826 Araip.B08 6826 c (A)10tt(TTA)9 39 20874268 20874306 CACAGAGGCACAGGGTGTAA GGAAGATACAAACACCTTTATCGAA 278

Ai08B6827 Araip.B08 6827 p3 (GAA)5 15 20879387 20879401 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 266

Ai08B6829 Araip.B08 6829 p2 (AG)6 12 20882279 20882290 TCAGCTTCAACAAGAATGCC ACATCTCTCCCTCACTCCCC 187

Ai08B6831 Araip.B08 6831 c (GA)10a(AG)7 35 20885994 20886028 TTGGATGATACTGAGCGACG AATACCCGCCTTATGGAACC 246

Ai08B6832 Araip.B08 6832 p3 (ATA)5 15 20913461 20913475 ATCTTGCCGTCCAATATGGT TTTAATGGGGGCATTTCATC 255

Ai08B6833 Araip.B08 6833 p3 (TCT)5 15 20914755 20914769 GTCCCCAGTCGTCCTCTTCT CAGCAGCCACAGTACCTGAA 268

Ai08B6834 Araip.B08 6834 p2 (TA)6 12 20918952 20918963 ACCAGAAGTTTTACGGTGCC AAGAAAAGCCAACACATGGC 248

Ai08B6835 Araip.B08 6835 p3 (AAT)10 30 20919073 20919102 ATGCATAAGCCATGTGTTGG TTCAAGGAAAATAAATCAACATGC 217

Ai08B6841 Araip.B08 6841 p2 (AT)10 20 20930648 20930667 CAGCCATGATATTCTAGAAAGAAAAA CACTGAAGTGATAGTAAAGTTGAGTGA 231

Ai08B6842 Araip.B08 6842 p3 (ATA)5 15 20931564 20931578 GGTTTGGCCACATTATTCTCA ATCAAAGGGGGAATTGAAGG 200

Ai08B6845 Araip.B08 6845 c (T)10catctaacaaaaccacgggtatctagatcttatatattatcaccagaaatttgacaaatttgatttgactaaataaagattatatat(A)10107 20934008 20934114 GCATTCAAAATTAAAAGTTCAAAAA TGTTACGACAAAGGCTCACA 262

Ai08B6847 Araip.B08 6847 c (T)11ccccaacatgccttagatggagtagagaaatcttgaagaagatgacaaaaatggtattgagaaaacgatcgatggtgcttcaat(A)11106 20934671 20934776 TGTTGGCTTGTGCATTATGTT CAAAGCGCGCGTTTACTTAT 244

Ai08B6852 Araip.B08 6852 c (AT)9(GT)7 32 20944135 20944166 GGTTTAATTTGCCCAACGAA GCCGGCATTATCCAGTGTAA 176

Ai08B6854 Araip.B08 6854 c (A)11gcaaaatccactataagaacacatattttttcaattc(TA)660 20947303 20947362 TGAAGTCACCCCATGATGAA TTGGAATTTTTGTGGGGTTG 227

Ai08B6858 Araip.B08 6858 p3 (GAG)5 15 20953129 20953143 ACGCACCAATTGTTGAATGA CAACCTTCCTTCCCTTCCAT 257

Ai08B6859 Araip.B08 6859 p3 (AAT)7 21 20958681 20958701 CACCGAGTGTGTTGAGCTTG CGCATCACACTCCCAAATAG 275

Ai08B6860 Araip.B08 6860 p3 (AAT)7 21 20958850 20958870 CACCGAGTGTGTTGAGCTTG CGCATCACACTCCCAAATAG 275

Ai08B6872 Araip.B08 6872 p2 (AT)9 18 20970082 20970099 CGGATTGAGTGGGTTCAGTT CCAATCACTGACTAAAATGACCA 246

Ai08B6875 Araip.B08 6875 p3 (TTA)5 15 20973294 20973308 CTCCATTGTCTCCTTAGCGG CATGGCAGGACCGACTAACT 275

Ai08B6877 Araip.B08 6877 p3 (CTT)5 15 20982245 20982259 GCTAAACGACGAACCAAAGC TGAAGAGGGAGTGAAAAGCAA 267

Ai08B6878 Araip.B08 6878 c (T)14acc(AT)6 29 20983084 20983112 AATGTGGCATGCTGATGTGT CACCTTCACATACCCACCAA 267

Ai08B6879 Araip.B08 6879 p5 (ATAAA)5 25 20984913 20984937 AGCTTCTTGCTTTCAACCTCA TGGATGGCCCAATACTCTTC 219

Ai08B6882 Araip.B08 6882 p3 (TCT)16 48 20996630 20996677 TGCACGTTATTGACGCTACC GTGGTGGATGGTGGTAAAGG 238

Ai08B6883 Araip.B08 6883 p2 (AT)8 16 21001623 21001638 TTAAGTGTGGGGAGGTCGTC AGGCTCAAAACTCACATGCTT 275

Ai08B6888 Araip.B08 6888 p2 (CT)6 12 21024611 21024622 GGAACATTGAACCTGGAATGA TTCTGGGCTGTTTTTGATCC 229

Ai08B6890 Araip.B08 6890 p4 (ATGT)5 20 21039488 21039507 TGATAGCAACGTTAATGGCAA TGACGACACGTGTAACCGAT 246

Ai08B6893 Araip.B08 6893 p2 (AG)10 20 21047898 21047917 TTGGAACTGAGCGAGGAAGT TGAACCCAAAGCAAAAACCT 221

Ai08B6894 Araip.B08 6894 p3 (CCA)6 18 21049717 21049734 AACGTTGAGGGTCAGAATCG GCTTCTTGGTTTGCTTTTGC 248

Ai08B6897 Araip.B08 6897 c* (A)11(AT)9*aaaaaatgataatgatgaaaagaaaaataaaatgaaagaaaaaaagag(A)10taaaaggggacaaaatgccccaaagtgaagtcaataaaaaggaatcaatgcataagtgttgtgaaatgg(A)11166 21056446 21056611 GACCTTATGCATTGATGTTCTTG TGCGAGCTATTCTAACTACCCA 258

Ai08B6903 Araip.B08 6903 p2 (TC)7 14 21074048 21074061 TCCATTGCTTTCGTTCCTTT GGGGATGAGGAGAGAGAAGG 168
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Ai08B6905 Araip.B08 6905 p2 (GA)7 14 21075226 21075239 GGAGAGGGAGGGAGAGAGAA TGAATTGGTTAGGGGTGTTCA 279

Ai08B6909 Araip.B08 6909 p2 (TA)7 14 21087452 21087465 TGAAAAAGAAAATGTCTGCGAA AAAACAAATGCAATTCTCTCTCTC 204

Ai08B6912 Araip.B08 6912 p3 (TTG)8 24 21097995 21098018 TCTGGTTGCTTCTGCTTCTG TTAAAACCGTCATTCGGACC 249

Ai08B6914 Araip.B08 6914 p2 (AT)7 14 21107201 21107214 TCTCGTGCTGATAACGTGTTG ATATTCCATAACCCGGCACA 221

Ai08B6918 Araip.B08 6918 p2 (TA)10 20 21114457 21114476 TGTGTGTGGGTAGATGGGTG CCAAAAGCAAAGGCAAAGTC 268

Ai08B6920 Araip.B08 6920 p2 (TA)8 16 21132891 21132906 ACTGAGTGGCGGTGAGAACT AACAGGGGGAAGAGGAAGAA 249

Ai08B6924 Araip.B08 6924 c (T)10aaattgaatctatgcatcatattctttgttgtaaatatctccttatacaattgaccgaatcactatcaaaagaggcataattgaaaaaact(A)10111 21155426 21155536 TTTAACTTTAATTGAGTCATTGCACA TGTCCGTTTCTCTAATTTTTGGA 244

Ai08B6935 Araip.B08 6935 p2 (TA)7 14 21184228 21184241 TCATGTCATCACAAGCCACA GAGAAAATGCCATCTTGGGA 191

Ai08B6937 Araip.B08 6937 p3 (TTG)5 15 21185951 21185965 ATGGTGTTTGAGGCTGATCC TTGTTGGAAAACGACCATCA 128

Ai08B6939 Araip.B08 6939 p3 (TCT)6 18 21187123 21187140 GACTGGGAGAGGAGCTGATG ATCTTCGTCTGAATCCACCG 267

Ai08B6941 Araip.B08 6941 c (A)10ccctt(TC)6 27 21192802 21192828 TTGGCGTTTTGTTTTTCTCA TCCTTTCTGGTTTGGGTTCA 248

Ai08B6945 Araip.B08 6945 c (AT)8actagtggctgattaattctagtgtacgtagcatttttgtttaagaaaattataaaaaaatttattaaaagtaattaaaaagctc(T)11112 21201675 21201786 CCCAAACGTTAGAGACAAAAATG GATGGAGGTGGTGGTGGTAG 216

Ai08B6946 Araip.B08 6946 p3 (TCT)5 15 21201943 21201957 TACCACCACCACCTCCATCT GGAACAAATCAAACCTCGTTG 261

Ai08B6947 Araip.B08 6947 p3 (GAA)5 15 21203869 21203883 ATCAGGAAGGGGAGGAGAAA AAACCCAACAAAACACGCTC 200

Ai08B6948 Araip.B08 6948 p2 (AT)9 18 21204028 21204045 GAGCGTGTTTTGTTGGGTTT TGTCATTCATGGACAAAAGGA 242

Ai08B6949 Araip.B08 6949 c (AG)9acgactgatggaagactctctaggagcagacccagt(AG)18atgtgcatagctggtgatgatgataatataagagattagtgttgagagtggtgggagtagagaaa(T)10165 21204404 21204568 GAACAAAGGAGTTTGATAGATTTAGAA GCGTGCATCATAGGATAAAACA 280

Ai08B6950 Araip.B08 6950 p2 (TA)6 12 21205472 21205483 GATACAAACATTTATTTTTGGACTTTT CGCCTAGCATAGCTAAAATGC 268

Ai08B6957 Araip.B08 6957 p3 (GAC)5 15 21210093 21210107 TTGGAGTGGCTAGAGCGTTT TCTCTAAACTCTACAGATCCCGGT 169

Ai08B6958 Araip.B08 6958 c (A)10ttgaatttgactactaattgtgtattaattatgc(A)1054 21210262 21210315 GACGACGACGACGACAATTA GCCCATTTATCGTCGGATTT 275

Ai08B6961 Araip.B08 6961 p3 (ATT)5 15 21218462 21218476 AAACGAGAGCTCTTTCTTTCACA GCATCATTTTGCGGCTTTAT 165

Ai08B6962 Araip.B08 6962 p2 (TA)6 12 21221035 21221046 CATTTTGCTAATATATTCGATGTCA GTCATCAGATCGGGTGGTTT 280

Ai08B6969 Araip.B08 6969 p2 (TA)6 12 21259253 21259264 TACTTTGGGGCATTTTGTCC TGGGGAAAAGTGAGTTTGGA 225

Ai08B6971 Araip.B08 6971 p3 (CTT)5 15 21262333 21262347 CATGGGAGGTTGTGCTTTTT AACCCCAGTGGACAAGACAG 262

Ai08B6973 Araip.B08 6973 p3 (AAT)5 15 21264107 21264121 CAAGGAATTGCAGGGAGGTA GGAATTGACTAGGACCTGAGGA 268

Ai08B6974 Araip.B08 6974 p3 (TGT)5 15 21267556 21267570 TTCCACCTCTGATTTCCCTG TACTGATGAATGTCCGCAGC 195

Ai08B6976 Araip.B08 6976 c (A)12gaaggtacccataactttcttgccctatttatgctcgactctttttaggagctttgagggtgggacacttcacttttttgaaatagttcc(A)12114 21273992 21274105 TGCAGGGGGAGTGTATGATT TGAAGTGTTCCACCGTTCAA 251

Ai08B6977 Araip.B08 6977 p2 (TA)6 12 21279758 21279769 TTTGGGTTCCATCCTTTCAC AATTCAAATTGGGCCATGAA 277

Ai08B6986 Araip.B08 6986 p2 (TC)31 62 21306177 21306238 AGCATCGAGGATTTGGATTC ACACCAGGCGAGTCAGAGAT 193

Ai08B6989 Araip.B08 6989 p3 (AAT)5 15 21324731 21324745 TGAGATAACGGAGCAAAGGAG TTGGAAGAAGTCCGGAAAAA 191

Ai08B6990 Araip.B08 6990 p3 (AAT)16 48 21336364 21336411 CGAGATAACGGAGCAAAGGA TTGGAAGAAGTCCGGAAAAA 218

Ai08B6998 Araip.B08 6998 p2 (AG)10 20 21363986 21364005 CCCTCGACACATGGAATTTT CCCTTCCATTCTTCTCCCTC 214

Ai08B7003 Araip.B08 7003 p3 (ATA)5 15 21376489 21376503 TCACACCCAATCCAAATTGA CCGTATCTTGCACGGGATAA 160

Ai08B7007 Araip.B08 7007 p3 (AAC)5 15 21382082 21382096 AATTTCCTTCCCCTTTCCCT GCTGCTGGTGTTGTTGTTGT 117

Ai08B7009 Araip.B08 7009 p2 (TA)8 16 21397397 21397412 TTGTTTGTACCCTCGCCTTT CAAAACTCACACTTCCGGCT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B7014 Araip.B08 7014 p2 (TA)6 12 21422040 21422051 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 192

Ai08B7018 Araip.B08 7018 p2 (AT)18 36 21451853 21451888 GCGTCGTAAAGCCAAGGTTA TGGCTAGCCGGCTTAAACTA 273

Ai08B7021 Araip.B08 7021 p2 (TA)6 12 21466636 21466647 CCTCAACCCTACCTGACCAA TCGCGGGTACCTGATTTTAC 256

Ai08B7025 Araip.B08 7025 p2 (TA)8 16 21482686 21482701 AATCACACCATTCGTCTTTCG CTGAATAGTTGGTGAGGCCA 141

Ai08B7031 Araip.B08 7031 p3 (ATT)5 15 21498678 21498692 GGTTTGGTTCCTTACTCGCA TTTAATGTCAGAAACAATTTTGGA 239

Ai08B7032 Araip.B08 7032 p2 (AG)11 22 21503421 21503442 CTTTGGCGGCGTTTAGTAAG GTACCGCCGCAGACTTAGAA 125

Ai08B7033 Araip.B08 7033 p3 (TTA)5 15 21503732 21503746 TAAGTCTGCGGCGGTACAA AAGTACGCCGTGTAAGCCTG 280

Ai08B7043 Araip.B08 7043 p2 (AT)7 14 21534809 21534822 GGCAAGTAGTGGCCCTGAGT TTTCAGGCGGTAAGGTTTTG 277

Ai08B7044 Araip.B08 7044 p2 (TA)9 18 21535115 21535132 GACTTCACCCCAGTCGAAGA GATGGAACAGCAAAACATGC 275

Ai08B7045 Araip.B08 7045 p2 (TA)6 12 21540555 21540566 AGCATTGTCCTTGACTTTACG GATCTTCATTCGCCGTCTCT 122

Ai08B7047 Araip.B08 7047 p2 (GA)7 14 21547487 21547500 TTTGGAATGTGCCTCCTCTC AGGTTCATAATCTCCCCGGT 146

Ai08B7048 Araip.B08 7048 p2 (GA)6 12 21550054 21550065 GGTTTTTCGTGAGGCACAAT CTCTCTCTCTCGAGCTCCCA 205

Ai08B7050 Araip.B08 7050 c (T)12gggaagaggtattgaggtgattggtgaatgggtgagga(AG)662 21563984 21564045 TTGGGAGGGAAAGTGTTTTG TTGGTGCAGGGATGAAAAAT 246

Ai08B7055 Araip.B08 7055 p4 (GTTA)5 20 21589741 21589760 TTCAAACACCATCGATAACCA GCATGAAAAACCCAAAACCA 274

Ai08B7061 Araip.B08 7061 c (T)19gtttcttttatatctctatggaagtcttttgacttttgtttttaagtttgacattttcttattaatggatata(T)12104 21608721 21608824 GAAAGACCTTGGTTCTTGTCAAA TTTCGGTCTAACGGCCTAAC 280

Ai08B7063 Araip.B08 7063 p3 (AAT)5 15 21609202 21609216 GCCACAAAGGAGAATCCAAA ATGCAACAAGGATCCCAGAA 262

Ai08B7064 Araip.B08 7064 p2 (CT)6 12 21610368 21610379 CGTTGTTGTTGCTGCTCAAT TGAATCTGCGAAATTAGGGA 235

Ai08B7068 Araip.B08 7068 p2 (TA)7 14 21645392 21645405 TGGAAAGTCGTACGAACAGAGA GTGTCGGCATGTCTGATGTC 263

Ai08B7069 Araip.B08 7069 p2 (TA)6 12 21645582 21645593 GACATCAGACATGCCGACAC TGTCGGTGTGTCCAATCTTATT 276

Ai08B7070 Araip.B08 7070 c (AAC)5aaaatattcttcc(A)1139 21646212 21646250 CCTCATTTCTAAATTTAATTCCCA TCATCAGAATTTCAGGTGCTTTT 249

Ai08B7072 Araip.B08 7072 p4 (TTTA)5 20 21648244 21648263 CACGTTGCATGCTGCTTAAT AACATTGAACAACGCACCAA 267

Ai08B7077 Araip.B08 7077 p2 (TC)7 14 21657794 21657807 AAGGAGATGAACGACGGTTG TTACCAAGCCCATACCAAAAA 117

Ai08B7080 Araip.B08 7080 p2 (AT)6 12 21673417 21673428 CACTCTTCTCTTTATACGCCACAAT TTTTTGGTAAACAGAGAACCTTTT 258

Ai08B7082 Araip.B08 7082 c (GA)8gcatgttatgttggacccacattcagaaactcaacaaacaattaagcaattccatttccatgtgccaaac(CT)7100 21679204 21679303 ATTCCCCTGCACCATCATAG CAAGCCTCAAGGTTGAAACA 274

Ai08B7083 Araip.B08 7083 p3 (AAG)7 21 21681410 21681430 GGATTTCAACATTTGCCACC CTTCTTTTTGCCTTGCCTTG 246

Ai08B7084 Araip.B08 7084 c (A)17gacaataatacaa(AAAT)550 21684143 21684192 GAGGTCCACAATCCACATCA AATTGGACGAGGAAATGCAA 111

Ai08B7086 Araip.B08 7086 p2 (AT)11 22 21685230 21685251 AAGAGGTGTATTTGGTGCGG AAAGATATTGTGGGCAACTAAAAA 230

Ai08B7090 Araip.B08 7090 p5 (TTTTA)5 25 21699406 21699430 TTCGTGATGGATTAGCTCTTGA GAAAAATTAGCCGTTCGAGG 271

Ai08B7091 Araip.B08 7091 c (T)14ggtcatgagttgctcagtgttttttaattgtcaaaagttttcttttttcttccaatctttgttctcatca(T)1094 21699941 21700034 CAATTTTCTCGGCCACTCAC CACCATTTATCTCTTACGCATCTT 275

Ai08B7093 Araip.B08 7093 c (T)11atttttctattgttgtacc(T)1141 21703212 21703252 CGCCTTCTTCATCTGGATTC TAGCTGCCATGGTAATGCTG 227

Ai08B7095 Araip.B08 7095 p2 (AT)7 14 21706064 21706077 TCCGCAGATCCCTACAATAA GGATTGGATCGGATATTGGG 273

Ai08B7100 Araip.B08 7100 p2 (GA)6 12 21724975 21724986 CCTTTAAGCGAAGCGTCAAC CTGTACACGAACGCGTCACT 186

Ai08B7105 Araip.B08 7105 p2 (AT)6 12 21751824 21751835 GCTTCAAAGGAAATCAACGG CCCTACTTCAATGAGCCACAA 101

Ai08B7107 Araip.B08 7107 p2 (AT)7 14 21753638 21753651 TAGCAGGTGTAACGGTTCCC TGGAATGAACGACCCCTTAG 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B7109 Araip.B08 7109 p4 (AAAG)7 28 21779288 21779315 TGCAAAACGATAGGATGCAA AGTGATGAAACAACGACCCC 264

Ai08B7112 Araip.B08 7112 p3 (TCA)5 15 21788856 21788870 CTGCCCAAAATCCACACTTT AATTCCGTTGGTGATGGTGT 261

Ai08B7113 Araip.B08 7113 p2 (TC)14 28 21789442 21789469 ATTAGGGATTGGGTTTTGGG AGAGAATAAACGTTGCCCCC 148

Ai08B7114 Araip.B08 7114 c (TG)6agagaggtggaagaaagagaaacaaaagaaagagagg(T)1059 21789582 21789640 GGGGGCAACGTTTATTCTCT CGGACAAAAGCTCAACACAC 178

Ai08B7115 Araip.B08 7115 c (TG)6agagaggtggaagaaagagaaacaaaagaaagagaggtttttttgg(T)1169 21789760 21789828 GGGGGCAACGTTTATTCTCT CCTCGGGATAGCGTCATTTA 176

Ai08B7116 Araip.B08 7116 c (T)10ccctaatcatagttttgtgtccttactactt(TAA)659 21794324 21794382 AAGGCTCACCTGAATCATGC AACATTTGGCTTTTGGCATT 229

Ai08B7119 Araip.B08 7119 p3 (AAT)5 15 21800810 21800824 GGTCTCACAAAATACACACATCTTTT TCTCTTTATGGTCCCCCTCA 190

Ai08B7121 Araip.B08 7121 p3 (AGA)6 18 21806200 21806217 TTTCAGATGAGATGGGAGGG ATGCCCCAACAAGTTGAAGT 124

Ai08B7124 Araip.B08 7124 p2 (TA)6 12 21825599 21825610 TTGTTTAACATGATGCTTCCCT CAATAAAGAGTGGGGCTGGA 220

Ai08B7128 Araip.B08 7128 c (AT)11aatttaataaatgagatttattaatcttcatccaatgaagaccat(TA)679 21836427 21836505 TGACAGTCGCAAGTCAAAGG GGACATTAATAATCCAAAAAGATCAA 238

Ai08B7129 Araip.B08 7129 p3 (CAA)5 15 21838810 21838824 GTGAAAGGACCTTGAGGTGG TGTTCTCCTTGGTTGTGCAG 179

Ai08B7132 Araip.B08 7132 p3 (CAA)5 15 21844141 21844155 GGACCTTGAGGCGACATTTA TTGTTAGCAGCAATAGGGGG 247

Ai08B7133 Araip.B08 7133 p3 (CAT)5 15 21852403 21852417 CATGTCTCCATGAGCATTTCA TTGGCAGCATATCGTCAAAG 232

Ai08B7134 Araip.B08 7134 p2 (AT)10 20 21856248 21856267 GCTTCATCATGTCCCCATTC ATTCCTTTGTTATGGGCGTG 236

Ai08B7136 Araip.B08 7136 p2 (TC)16 32 21871053 21871084 ACCCATTTAAAGAGGGCTCG TCCGTGAAGAGAGAGGGAGA 234

Ai08B7138 Araip.B08 7138 p2 (TC)8 16 21880406 21880421 AATGCACCCATTCAAAGAGG CATGGAAGAATTCATAGATCCAA 239

Ai08B7139 Araip.B08 7139 c (A)10g(A)10 21 21882305 21882325 TGATGTGGCGACAATACTTTTT TGGCTTTTTCTGCTTGCTTT 256

Ai08B7143 Araip.B08 7143 p2 (TG)6 12 21902481 21902492 GACGTTATCGTAGGCACGGT GCGTGTTAAGCATTGAACGA 235

Ai08B7151 Araip.B08 7151 p3 (TTA)5 15 21942945 21942959 GTTCGGTTGGTTTCGGTCTA TTTCAACGACGAATTCACCA 254

Ai08B7161 Araip.B08 7161 c (AGA)6acggagatcaagaaggaa(AG)7aa(AG)664 21975971 21976034 TCAACCACTAAAAGCAGCCA CAAATTTTTCTTTTCTTTTGACTCC 277

Ai08B7162 Araip.B08 7162 p2 (AT)6 12 21988339 21988350 TACAAGTGAACTGGCGCTTG GCACCTATTAAACTCTAAAACCCAA 263

Ai08B7163 Araip.B08 7163 p2 (AG)12 24 21989700 21989723 TATTCCCATTGAGAGGCACC CCTTTTCTCCCTGGGTTTTC 149

Ai08B7164 Araip.B08 7164 p3 (GAT)5 15 21995997 21996011 TCAACATTCGATTTCCCTTTG TCCATTTCTCTCCGCATTTC 277

Ai08B7166 Araip.B08 7166 p2 (CT)6 12 22002140 22002151 TTTCCAAAGCTTGAAAAAGCTAA TTGAAAATATTCCGGTTGCC 239

Ai08B7171 Araip.B08 7171 p2 (TC)9 18 22038966 22038983 CAAAAACAAACGCCAAACAA ATGGCTTCGATTTGGATCAG 125

Ai08B7172 Araip.B08 7172 p3 (GCA)6 18 22043081 22043098 AATCAATGGCTCAACCAAGG GGGACTGCAAACCAGGTAAA 208

Ai08B7174 Araip.B08 7174 p3 (TAA)5 15 22046837 22046851 TCCTATTTCGATTTACATGCCA TGAGATGGATAAGGATTCTTTTTAAC 248

Ai08B7177 Araip.B08 7177 p3 (GAA)6 18 22057114 22057131 TTGGGTACCCTCTCGTGAAC GAGCAAAAGCTTCGATCCTG 247

Ai08B7179 Araip.B08 7179 c (T)10ctattttttcttc(T)1033 22062151 22062183 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 146

Ai08B7180 Araip.B08 7180 p2 (AG)6 12 22062563 22062574 AATGAGATGGGGGAGGAAAT CTTTTTGTTTGTTTCTTAACTTTTTCA 236

Ai08B7184 Araip.B08 7184 p3 (TAA)5 15 22107896 22107910 CAAGACGATCTGGGTTAGGG TTTGAGCACCCAATGAACAA 265

Ai08B7186 Araip.B08 7186 p2 (GA)8 16 22110904 22110919 AAAGAAAGGGGAAGCGAGAG TTCCGGCGACAATTTTTAAG 113

Ai08B7187 Araip.B08 7187 p3 (AAC)6 18 22111123 22111140 CACCACTATCTCCGACGCTT CGACAATAACATCGCAGTGG 201

Ai08B7188 Araip.B08 7188 c (TCC)6tct(TCC)5ttttttctgatgttgca(TCT)568 22123875 22123942 CCACTTTTAACGTAAGCGGC TGGTGTTATTGGTGATGGTGA 182
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Ai08B7197 Araip.B08 7197 p5 (GAATT)5 25 22188580 22188604 CACCGATCAACGCAAGAATA CACTCTCCCTCAACACACCA 265

Ai08B7198 Araip.B08 7198 p2 (TA)7 14 22189664 22189677 ACCGGCTTAGAACCGATTTC CCATTCCTCTTGTGATCAAGC 239

Ai08B7206 Araip.B08 7206 p3 (AAT)9 27 22220549 22220575 CGGGACCTGATAGTGGTGTT CACAGCAGCAACAGGAAGAA 206

Ai08B7207 Araip.B08 7207 p3 (AAT)9 27 22221246 22221272 CTTGTATGTCGGCACCAATG TCTTGGCACCTATACCCTGC 183

Ai08B7208 Araip.B08 7208 p3 (AAT)5 15 22221522 22221536 GCAGGGTATAGGTGCCAAGA ACTAGCGCGACGGTATTGTT 241

Ai08B7209 Araip.B08 7209 p3 (AAT)5 15 22222404 22222418 TCTGGCGGATTGAGTTTTCT TGGTGAACCAAGCTTTTCTG 265

Ai08B7212 Araip.B08 7212 p3 (AAT)7 21 22240784 22240804 TTATCGGGGCTACAAGTCAA GTATTTTGGTCCGAACGACG 215

Ai08B7216 Araip.B08 7216 p2 (AT)9 18 22252660 22252677 CCACAATCCAATCAATCACG AATCTACATCCAATGAAGACCATT 245

Ai08B7219 Araip.B08 7219 p3 (AAC)7 21 22267724 22267744 ATGAAATTGATGGGGTTGGA AGTGGGACAAGGCTTTGCTA 144

Ai08B7220 Araip.B08 7220 p3 (CAT)5 15 22277944 22277958 ATGAAAAACACGATCAGCCC TGATGGTTAAGAAAAAGGGAAAA 207

Ai08B7222 Araip.B08 7222 c* (A)11(AT)7* 24 22283817 22283840 CGATGTTACGGTGATTAATTGAG GAAATGCGAAAATGATGCAA 277

Ai08B7224 Araip.B08 7224 c* (CTT)5(TTAA)5* 33 22285115 22285147 GCTTTCCTTTCACCACATCAA CCCTTTCTCATCATCACGGT 235

Ai08B7225 Araip.B08 7225 c (AAG)5aattaaaaagaagaaatc(AGA)548 22286272 22286319 TTTCATGTGGGGTTGTTTCA CCTACTTTCTCCCCGAAACC 231

Ai08B7227 Araip.B08 7227 p2 (AG)6 12 22287878 22287889 TTGAAGTAAGGGCCGAGCTA AAAGATTGACTTCACGTGACAAAA 229

Ai08B7228 Araip.B08 7228 p2 (TA)8 16 22288357 22288372 TCCTTCACATAATTTACCACATCTT GAACCCTAAATTTGTTTCACACC 166

Ai08B7234 Araip.B08 7234 p3 (ATT)7 21 22309479 22309499 GACGGTATTTCACGTGGGTT TTGTTATCAAGGAAGAGATTGTTGA 220

Ai08B7240 Araip.B08 7240 p4 (TTTA)5 20 22327358 22327377 GAGCACACTGGAGGAAAGGA TGTAATTCATCAGTGGGCAAA 261

Ai08B7242 Araip.B08 7242 c (A)11gtagggttttgtgagctgtgtttgggtgtggggcattttcatcatctttctctctctattggaaggggcttttgaatgttttctctgaattt(GA)10123 22334598 22334720 GCTTGAAGATCGAAACCCAG CGCTCTTCCAAAAGAACCAC 278

Ai08B7244 Araip.B08 7244 p3 (ATT)5 15 22347580 22347594 TCCCAAACATTTCCACACCT TGGTGTTGTTGCTGAGAATTG 264

Ai08B7245 Araip.B08 7245 p3 (ACA)5 15 22351120 22351134 TACAACCACGAATGGCAAGA TTGTTTTCCATGGTCTGCTG 272

Ai08B7247 Araip.B08 7247 p2 (AG)7 14 22364586 22364599 TCCTCTTCGGAGTCCTTTCA TCCTTATCTTTTCAAAATTTGTTTCA 262

Ai08B7249 Araip.B08 7249 p2 (AT)19 38 22373235 22373272 TGTGAAAGGGATTTCTGGGT TTGTAATGGGGCCAAGGTAA 179

Ai08B7250 Araip.B08 7250 p3 (GTG)5 15 22378732 22378746 TCGATGCCCTGTGATACAAA GCAGGACCCCCTTCTACTTC 176

Ai08B7253 Araip.B08 7253 c* (A)10(AC)8* 25 22393485 22393509 CCCGAGCAATTTCAACACTT GGTGCACCTTGATTACCTGG 262

Ai08B7254 Araip.B08 7254 c (TC)11(TA)9 40 22397692 22397731 CACACATGCCTATGGATTGTTA TGGGGTTGGCATACCATAAT 272

Ai08B7255 Araip.B08 7255 c* (A)10(AC)7* 23 22402419 22402441 GCCTTGAATAGTGGCCTACG ATGAACCTGGAGTTGCTTCG 258

Ai08B7257 Araip.B08 7257 p3 (CTC)5 15 22406382 22406396 CAGCACTCCTCCTCCTCAAG TCAGGTTCCGATAAGGGTTG 103

Ai08B7259 Araip.B08 7259 p2 (TA)8 16 22452826 22452841 GCGTTGTGAAAGACGACAAA AAAGATATATAATTGCATTGTTTTGC 251

Ai08B7260 Araip.B08 7260 c (TTA)8(TAA)6 42 22456266 22456307 ATCAAATAGTTTCAATCTTGAGTTTTT CCCCAAAGATTTTAAAGCGG 195

Ai08B7265 Araip.B08 7265 c (ATCGG)5atacgatatccgcatttttccaagctatgcggatcggatcggattggatatcgggtatatccgcataatt(A)10105 22467869 22467973 ATGTGTAGGACTGCACACGG GGCTCAAACATGTGAAAAAGAA 249

Ai08B7266 Araip.B08 7266 c (A)12gaaaaaag(A)1030 22468811 22468840 AGGCTAGTTTGCTTGGCAAC CAACCAAATACTTTGATGTGGG 243

Ai08B7270 Araip.B08 7270 c (CA)9(TA)6 30 22485513 22485542 GCTGGTTGTAAGTGAAGGGG TTCCAAAAACTCCATCCAGG 266

Ai08B7271 Araip.B08 7271 p2 (TA)7 14 22486187 22486200 CGAATTGTTTTGCTTTTGTGC CGGCTGTCTGTCACTTCAAA 130

Ai08B7273 Araip.B08 7273 p4 (GAGT)5 20 22489475 22489494 TCGCGAAATCAATGAATGAA TAATGGATCGGGTTCTGAGG 141
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Ai08B7277 Araip.B08 7277 c (TAAA)7attcaaaaataataactgaaatt(A)1061 22505639 22505699 GCAGAAAAGTCCCTGTGAGG TTTGGTGTTATCCAGTTGATTTT 179

Ai08B7279 Araip.B08 7279 p3 (AAG)9 27 22507994 22508020 GAACGACGAAGCTAATTGCG CTTTCACTTCACGTCCGACA 251

Ai08B7280 Araip.B08 7280 p3 (TGA)5 15 22508989 22509003 TTTTCTGAGTTCTGAGTTTTGGG CACCATCTGCATCATTCCAC 120

Ai08B7283 Araip.B08 7283 p3 (CAT)12 36 22513300 22513335 GGCCAAACAAATGAGATAAAAA AGACCCTTGAAAGCAAGCAA 268

Ai08B7285 Araip.B08 7285 p2 (AT)12 24 22516818 22516841 CCTAATCGGGTCTCAACCAA TGCGAATGAGTTGATGAATGA 280

Ai08B7286 Araip.B08 7286 p3 (AAT)5 15 22524988 22525002 CTGCAGCGGAATTTTGACTT GGAGCTTTTGTCGGAGAATTT 254

Ai08B7287 Araip.B08 7287 p3 (AAT)6 18 22528734 22528751 CTGCAGCGGAATTTTGACTT GGAGCTTTTGTCGGAGAATTT 256

Ai08B7289 Araip.B08 7289 p3 (TTG)6 18 22535732 22535749 TTGCAATTTGTTTGGATTGC TGCAACATTTGCTGGGTTTA 194

Ai08B7293 Araip.B08 7293 p3 (TCA)10 30 22540600 22540629 ACGAGGATTGATCCCATTCA GTATCCCCAGGTGAAGCAAA 190

Ai08B7295 Araip.B08 7295 c (A)11g(A)10 22 22542558 22542579 GAATACCTGGTGAGTGCTCG CCTTCTTCTTGTTCAAAGGCA 270

Ai08B7299 Araip.B08 7299 p3 (AAT)5 15 22547636 22547650 AGATGGCTCAAAATCAAAACA ACCGAAAACTTGTTCCTTGG 266

Ai08B7303 Araip.B08 7303 p3 (AGA)6 18 22553474 22553491 TAGAATATTGCTCGCCCTCG TCGAAAATTATTCCTCCCCC 252

Ai08B7304 Araip.B08 7304 c (T)10gaaaatttttgaaataaaaaaataaaaataaaaataattagttaattaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)6112 22553751 22553862 GAATGAGATGGGGGAGGAAT CTTTTTGTTTGTTTCTTAACTTTTTCA 246

Ai08B7306 Araip.B08 7306 p3 (AAG)5 15 22573712 22573726 AATCCGAGCTCGTTATCCCT CAGAGGACATCGCAGAAACA 186

Ai08B7309 Araip.B08 7309 p2 (TA)56 112 22579223 22579334 GAGGTTGACTTGGAGAAACTGG CTCGACCTGCGAAGTAAAGG 199

Ai08B7310 Araip.B08 7310 p3 (TGA)5 15 22588762 22588776 GCTTCAGGGCCATATGGTAA TGTAGACACAGGGGGAGGAG 178

Ai08B7312 Araip.B08 7312 p3 (AAG)6 18 22595657 22595674 GCACTGTTCAAGCATACATTCA CGAAACACAACCCTCTCTCC 266

Ai08B7315 Araip.B08 7315 c (A)10taagaatcaaagaataaaagattaaaagattaaaaagatatagaaggagaagaataaaaaaattattacatctgcaaagt(A)12102 22622407 22622508 GGGGAGAAAAAGACAGATGG CACTGTTTTATTGGTTCTTTAATCCA 266

Ai08B7323 Araip.B08 7323 p2 (TA)6 12 22638119 22638130 CGTTTTGTAACGTTGAGGATGA TGCACGATAAAGAATCATGAGG 263

Ai08B7326 Araip.B08 7326 c (A)10gc(A)14 26 22649642 22649667 GCAATGCCAACAAAATGTCA CCCTTTTTCTTTTCTTGCCC 203

Ai08B7329 Araip.B08 7329 p3 (TGA)5 15 22654453 22654467 AATGTTGGATGAGAAACCTGG AGATTCCCAACTTGTTCCCC 127

Ai08B7334 Araip.B08 7334 p3 (TTG)8 24 22664509 22664532 TGGCATCGTTTGATTCATGT TCAATCTGCCATGAGTCTGC 220

Ai08B7340 Araip.B08 7340 p2 (TA)11 22 22683206 22683227 GTGTGCCGACAGACCTTTTT GCTGATTGCTTCCTTAAACTCA 278

Ai08B7345 Araip.B08 7345 p3 (TAA)5 15 22695842 22695856 GGGTGGTGGATAAATTGCAC GACTATGGTCAGCTCCAGGC 243

Ai08B7347 Araip.B08 7347 p2 (AT)8 16 22696451 22696466 GATCCTCAAAATAGAGGAAGCC TGACATTTTTAATTTCATCAACCA 267

Ai08B7348 Araip.B08 7348 c (CT)10ttcagcctttgaattgtgactgtcactcataga(AG)665 22699059 22699123 AATACACGCGCTTTGCTTTC CAATGGAACCTGTCTCACCA 272

Ai08B7360 Araip.B08 7360 c (T)11gttttag(T)10 28 22750370 22750397 GAACCGAAACCTAGAAGCCC TGCGCTTGTTCTTATGTATTGC 220

Ai08B7364 Araip.B08 7364 c (T)10aatttaaaaacgatatagccatgttttaaaagtgtagctataattttgac(T)1171 22761261 22761331 TTGCATGGAAAGATGTGCTC TGAAGCGTGGCAATAGTTAAA 280

Ai08B7365 Araip.B08 7365 p3 (TAT)7 21 22763880 22763900 CATCGTGGGGATCCAATATAA CACTGCAGGGACATAGAGCA 185

Ai08B7366 Araip.B08 7366 p2 (TA)7 14 22764580 22764593 TTGTTGCATATCTCTCCGTGA TGCTCGTATGTCATCATCACTTT 280

Ai08B7372 Araip.B08 7372 p2 (AT)6 12 22775400 22775411 TCGAAATGTCTAAAGTTCGATTC CAAAAGCTCAAACTGTTAGGAGAA 188

Ai08B7374 Araip.B08 7374 p3 (TCT)5 15 22782461 22782475 CCATCTGAGCCGTTGGTTTA TTTCGTAGCCATCACTTTCAGA 261

Ai08B7376 Araip.B08 7376 p3 (TAA)5 15 22785959 22785973 GCATGCAAATCATTCGAAATAG ACAAATGCGCCTTTTTCTTG 278

Ai08B7377 Araip.B08 7377 p3 (TCT)6 18 22788452 22788469 TGCAAATATCTTGTAATCCCCA CCGAGTAAAGCCTCGCAATA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B7378 Araip.B08 7378 c (TTA)5acaacttttaatagaattagagacagtctagttaaaaac(A)1468 22791325 22791392 CGTGAGTTTGTGCATTGTGTT CCAAGAAGACTTCACCACCAA 272

Ai08B7383 Araip.B08 7383 c (A)10ttaataaaggagtgtttttttttatccattgtaataataaaaacaaaataatataacatatataataatttttagttgaaataaaatataaaaaa(TATT)5125 22845154 22845278 CAAGGTTAGTTGTGCCTCGG CCATTTTGCATATCAACGGA 181

Ai08B7386 Araip.B08 7386 c (A)12ttgattactggcca(T)1036 22852705 22852740 GCGACAAGATCGTAGCATCA TGGCTCAAACTATTCACCACA 192

Ai08B7388 Araip.B08 7388 c (T)10acattgaatattactatatttgaatgaatttgtagaaaaaaaaggtgtgacatcaaattagaagtaacaatatccatttctgtt(TTA)10124 22853605 22853728 AACCTGTATGGTTGCCGTGT TGAATTTGAAATGTAGCTCGG 279

Ai08B7389 Araip.B08 7389 c (GA)11gggaagtgaagtgaaaaagactgtgttgtgatgaatgaacgagaaaattgaggggaaaaaattttcttgtcta(T)10105 22856132 22856236 TAGCCATGGATGCAGAGGAT AGATGTTCGTTTCCACCACC 280

Ai08B7390 Araip.B08 7390 c (T)10aaattcaatttttttgttttttttattttatta(T)1154 22856500 22856553 GGTTCCTTCTGGGACATTGA TGTTTTGGATGAAAATTTGGTTT 266

Ai08B7391 Araip.B08 7391 p2 (CT)6 12 22859264 22859275 CTTCGATGAATGGCTTAGGG CAATGGAAGCCCAAAGAAAA 191

Ai08B7393 Araip.B08 7393 p5 (CGGTT)5 25 22872355 22872379 CACAATTTCAACTCATTCCAACA GTTACCGAACCAAACCGAAA 259

Ai08B7394 Araip.B08 7394 p2 (AT)8 16 22872804 22872819 TCTTTTGAGAAACACGCTTCC TCTCTGCATTGCACCATTTC 182

Ai08B7396 Araip.B08 7396 p2 (AT)7 14 22876485 22876498 CGGCGTGATTTAATAGGGAA TAAGAGGCGCGTGTAAAACA 153

Ai08B7398 Araip.B08 7398 p2 (CA)6 12 22895699 22895710 TGCACGCTCATGATAACGAT AAGGGGAAAATGTGAAACAAAA 232

Ai08B7399 Araip.B08 7399 p3 (TGA)5 15 22897462 22897476 AAGGAGGAGAAGCCGAAAAG TGGTTTCGGTTTTCTTGGAG 199

Ai08B7403 Araip.B08 7403 p2 (TG)11 22 22903807 22903828 AAACATAATGGCCGAAGTGG GTCTTACAGGAGGCGGCTTT 242

Ai08B7404 Araip.B08 7404 p3 (ACA)5 15 22905294 22905308 TCGGAAGATACAGCCCAGTC TCTGAAGAGAAAGCTGCACG 207

Ai08B7405 Araip.B08 7405 p3 (ATT)8 24 22906619 22906642 TCCGAAAAGGTTACAATGAACA TTGTCCTCAAACATTTTTGTCC 257

Ai08B7406 Araip.B08 7406 p2 (TC)6 12 22919085 22919096 AGATCCTTCTTCTCCCCTCG AACCCTAACCCAGTAACCCG 269

Ai08B7407 Araip.B08 7407 p2 (AC)13 26 22922927 22922952 CTGCGCCACTCTGATAGCTC GCTATTGTTTTTCCTCGCCTT 272

Ai08B7408 Araip.B08 7408 p2 (TC)6 12 22926423 22926434 AGATCCTTCTTCTCCCCTCG AAGGAGATGCTCCCCAAAAT 201

Ai08B7411 Araip.B08 7411 c (T)12gggttaagtacaaatga(T)1039 22930528 22930566 TTGTTATTCATATAGCACGACTGTT GGACCGTGACTTGCTCTTCT 228

Ai08B7421 Araip.B08 7421 p2 (TA)13 26 22974991 22975016 CCAACCAGTATACCAACCCG TTTTTGCATGTTTGGACACC 251

Ai08B7422 Araip.B08 7422 p2 (GT)7 14 22979873 22979886 TGGGAAATGATTTTGCCATT CAAAAGCCCTTCATTGGATG 172

Ai08B7424 Araip.B08 7424 p2 (AT)7 14 22982225 22982238 ATACGGGACATGACACGACA TGTTCCCATTAGAGCCTTGG 175

Ai08B7425 Araip.B08 7425 p2 (AT)7 14 22986757 22986770 TCCCTACTTCCACCCCTTTC AGCCTTTGCAAATACGAACC 272

Ai08B7426 Araip.B08 7426 p2 (TC)14 28 22992241 22992268 TGATGGCATCTCCTTCTCCT CACACAACACACACACCCAA 264

Ai08B7429 Araip.B08 7429 c (ATT)5aggatgtatttaatttgtgtcttgaaggcacatgttaaaatgataaattaagatttttttttaaaatataagaa(ATT)10119 23001333 23001451 TCCAAATTCTACAATAAAGACCAA TGAACCTTAGAGATGATTTTAATTTTT 242

Ai08B7431 Araip.B08 7431 p3 (TTA)5 15 23005489 23005503 TGCCGCTGCTATTTACAATG TCACGTCTGTTGAAAGGAAAAA 214

Ai08B7435 Araip.B08 7435 c (T)15agaaactatctctcattgtatttttttcttttactttttcaaatgtctcacataatagcg(T)1085 23007242 23007326 GGTGCTATCCCAACTTCCAA TGAATATCATGCCTTTCGGA 212

Ai08B7436 Araip.B08 7436 p2 (AT)9 18 23009285 23009302 TGGTGATTGTGGCATATTGG TTTGCGTTTTGTATTGTCGC 242

Ai08B7437 Araip.B08 7437 p2 (AG)7 14 23027159 23027172 TGGTCATTCATTCCGTGTTC GTTGTCCCTCCGGTCAAATA 233

Ai08B7438 Araip.B08 7438 p2 (TA)6 12 23031290 23031301 CTTGCCTCTTTGATCCTTGG TTTTTCAGCACAAAAAGCCC 190

Ai08B7439 Araip.B08 7439 p2 (AT)8 16 23031700 23031715 GCTCTTGTTGGTGAGCATGA CCAGACACCAACTTTCAACG 240

Ai08B7440 Araip.B08 7440 p2 (TA)10 20 23033507 23033526 ATCCTTGGCTCTTGGGACTT CTTCCATCCACCAGCTTCAT 147

Ai08B7442 Araip.B08 7442 p2 (GA)6 12 23054101 23054112 TACCGCTGCAGAAGAAGGAG CCTCTTCCCTCTAACCCGTC 138

Ai08B7444 Araip.B08 7444 p2 (TG)6 12 23063192 23063203 GGAAAGTTATGAACCCTAAACCG CGCTTACTACCCTTTGGTGG 280
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Ai08B7447 Araip.B08 7447 p3 (AGA)7 21 23072929 23072949 GTTACTCGCCCTCAAGCAAA TCAACATCTCTTTCCCACCC 121

Ai08B7448 Araip.B08 7448 p2 (AG)8 16 23075055 23075070 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 221

Ai08B7452 Araip.B08 7452 c (AT)8agaaaatt(A)1034 23079541 23079574 TGCTTGTGAATCTTTAGAATGTATTT TCACCTGTAAAGCGTAGCCA 275

Ai08B7456 Araip.B08 7456 p4 (TTAT)5 20 23089076 23089095 TTCAGGGAAGTTTCCTTTCG CCTAGGGGGCAACATCCTAT 278

Ai08B7458 Araip.B08 7458 p2 (CT)6 12 23104369 23104380 GGAACATTGAACCTGGAATGA CCAGTGATTTTTGGGCTGTT 242

Ai08B7460 Araip.B08 7460 c (AT)9gttaaaaaaaattcaaacattcagaacccctcaggccctcacccacccctgcccctt(TC)789 23122185 23122273 GTCATTTGTTCGGTTCGGTT CCGTTAGGGTTTGGGTTTG 234

Ai08B7461 Araip.B08 7461 p3 (ATA)5 15 23123148 23123162 TCCTTTGTACTGGGTTGGTCA TGCTTGTGATGTTCTCCTTCTC 213

Ai08B7463 Araip.B08 7463 p2 (TA)6 12 23135678 23135689 GGCATTTTTGTCCCCTTTTT TTTTTCCACCTTTTCCCACA 262

Ai08B7466 Araip.B08 7466 c (T)12gtcaggggccgggttgagg(T)10gtcaggggcctcgttgtctttcgaggtaattgtcaggggccgggttgagg(T)10101 23155820 23155920 CCTCGTTGTCCTTTCGAAGT ATAAAACCCAAATCAGCCCC 199

Ai08B7471 Araip.B08 7471 c (A)14gaaaaaaaaggaaaaacctggtaacctgtttcaatgtgcctccgctagctgccaccaccatccccaaatttattcttcgtttc(T)12109 23171205 23171313 GCAGAAAACCAAAATCCCCT CACCTGCGGATCAAAATCTC 267

Ai08B7477 Araip.B08 7477 p3 (ATT)19 57 23218705 23218761 TACACACGCATGAGCAACTG TGCACTGAACCCTATCTCCC 192

Ai08B7478 Araip.B08 7478 p2 (AT)13 26 23219917 23219942 TTAGGTTGGACCAAAGACCG TCATTAGCTCGTGAACTGGC 277

Ai08B7481 Araip.B08 7481 c (T)10atataataaacagtaaattga(T)1041 23226730 23226770 TGAGAAGGTCTGCCTTTTATTT GCCAAAAATTCTCGATCCAT 177

Ai08B7485 Araip.B08 7485 p2 (AC)8 16 23241996 23242011 AATTTTTCCCCATGTGACCA TGGGAAATGATTTTGCCATT 218

Ai08B7491 Araip.B08 7491 p2 (CA)6 12 23263030 23263041 ACAAGCACGAGCACATTGTC AACCATCCATTGAGGAGGTG 268

Ai08B7492 Araip.B08 7492 p2 (CA)6 12 23267624 23267635 GTCGGCACTCGGACTTACTC TCTATTGAGGAGGTGAATGGC 213

Ai08B7493 Araip.B08 7493 p2 (CT)8 16 23274438 23274453 AACCTAGTGCTACCCCTCCC TCCTAGGGTTTGGAATCAAGAA 157

Ai08B7494 Araip.B08 7494 p4 (AAAT)5 20 23275646 23275665 GAGGATTGCCAAAGGAATGA TTGATTGGTTGAATTTGCCA 226

Ai08B7497 Araip.B08 7497 p2 (TA)6 12 23326017 23326028 TGTTGGAAATTGAAAGATGATTG CCGAATTTGGACCTTTCCTT 258

Ai08B7502 Araip.B08 7502 c (GA)8agaaaatagtgagagtttcaattattcttttttgcacagagagagggggagagaag(GA)684 23339761 23339844 AAGGAGTGTTGTCATTGGGC CAAAGAGATGTCGAGGAATTTTT 139

Ai08B7508 Araip.B08 7508 p2 (CA)6 12 23351696 23351707 CTGTCCAAGGAGTCTAGGCG GCATGGCACAGTAGCACAAA 154

Ai08B7510 Araip.B08 7510 p2 (TA)6 12 23352599 23352610 TTGCCACCTGTTTATACTCAATG TTGGTTATTCGCGAGTAGGG 108

Ai08B7512 Araip.B08 7512 p2 (CT)7 14 23377847 23377860 AAAAGGAACATTGAACCTGGAA TTTTTGACCCAGTTTTTGGC 243

Ai08B7515 Araip.B08 7515 p4 (AATA)5 20 23385943 23385962 AAAAATAATTTCGACTACAAGGACAAA TGGGGTAATTCTTGTCCCCT 267

Ai08B7518 Araip.B08 7518 p2 (TC)7 14 23400937 23400950 CGAGGAATGTCTTGATGCAC GCGGCGCATATTTATGTTG 110

Ai08B7519 Araip.B08 7519 p3 (TTA)6 18 23401127 23401144 TTGCAACATAAATATGCGCC GAGAAAAAGCAAGGAAGCCA 277

Ai08B7520 Araip.B08 7520 p2 (TC)12 24 23403327 23403350 CACATTCTGCGTAGGCTTGA GGTTCTTTTTCCAAACCCAA 277

Ai08B7522 Araip.B08 7522 p3 (GAT)7 21 23407218 23407238 CTGGGGAGAACATTTTCCTT ATGTGACTCCATTTTTGGCA 226

Ai08B7531 Araip.B08 7531 p3 (GAG)6 18 23442326 23442343 CGCCTTAACCTCACCAGAAG TGGTGAAGACAAACGCTCAG 253

Ai08B7532 Araip.B08 7532 c (TAT)5taatgttagtattgttatt(TTA)1270 23448871 23448940 GTGGCTGGATACATCGAACA TGGATAAGGAAACCCTCAACA 264

Ai08B7533 Araip.B08 7533 p3 (AAC)5 15 23451557 23451571 CAACGGAACGACATTGATTG ATACGCGGAGGAACTGTGAC 250

Ai08B7538 Araip.B08 7538 p2 (GT)7 14 23463462 23463475 GATGATCTGCTGCGTGAAAG TGTTCCTCGCAAGAGTCCTT 280

Ai08B7539 Araip.B08 7539 p2 (TA)8 16 23464394 23464409 TGAACAGGTTAGGACCTGGG CATTCGGTGATTCAGCCTTT 127

Ai08B7540 Araip.B08 7540 p2 (GT)7 14 23467043 23467056 CTGCGTGAAAGCAGTCAGAT AGGCAAACCACTGCAAGAGT 275
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Ai08B7544 Araip.B08 7544 p2 (TA)9 18 23493404 23493421 CCCCTAATTAAGGCAAAGCC ACTGGTCCTAAATCCGCCTT 144

Ai08B7546 Araip.B08 7546 p2 (GA)7 14 23503611 23503624 AGGCGCTGACAATACTGACC CCTCTCTTCCTGCATGCTTC 263

Ai08B7548 Araip.B08 7548 p4 (AAAT)5 20 23511925 23511944 CTTACTGGCGTTTTCTTGCC AAAAGCTCAGCAAGGTCCAA 227

Ai08B7550 Araip.B08 7550 p4 (TTAT)5 20 23524778 23524797 TGCCTAGCTACCCAAAATGC CCTGCTCATGTGAGACCAGA 233

Ai08B7551 Araip.B08 7551 p2 (AT)11 22 23530914 23530935 GGACTTCTGAAGCGAAGTGG AAGCTCCTAACTCAGCCCG 216

Ai08B7560 Araip.B08 7560 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)5tttctttcgtttcttgccttctctttctccttcttcaactgttactgcacgttttcactgcac(CTT)8gctgcacgttcttcttcc(TCT)11192 23561018 23561209 TCAACCATTACTGCACGTTTTC GAAGAAGGAGAAAGAGAAGGCA 243

Ai08B7563 Araip.B08 7563 p5 (TTATC)5 25 23570884 23570908 CCTGGGTGCTCCAGTGTATT AAAGACGGCTCAAGCCTACA 150

Ai08B7566 Araip.B08 7566 p5 (TTATC)5 25 23577289 23577313 GGTACCTGCAAGAGACTCCG AAGGGCCCAAATAGAAGGAA 262

Ai08B7568 Araip.B08 7568 p2 (TC)6 12 23586013 23586024 GCTGCTGAACGTGAAACAAA CTACCTCGGACCCAAACAAG 218

Ai08B7572 Araip.B08 7572 p3 (TTC)5 15 23594636 23594650 CGGTGCCATTTTCATTTCTT AATCGAACCGGTGATCAAAC 265

Ai08B7573 Araip.B08 7573 p2 (AT)8 16 23594970 23594985 ACCGGTTCGATTCTGACAAC TGTGAAAGAGAGAAAGCTGCTG 191

Ai08B7576 Araip.B08 7576 p4 (AAAT)10 40 23613255 23613294 CTTACTGGCGTTTTCTTGCC CGTTACCGGAGATGGGTAAA 217

Ai08B7577 Araip.B08 7577 p2 (GT)8 16 23625289 23625304 AGCCTTGAAGCGAAAAACAA ATGTCCCAAGTTTTCCCACA 103

Ai08B7579 Araip.B08 7579 c (A)12tttactcatctaattgaagag(A)1043 23629633 23629675 CCATCTTGGTATCAAAGCAGC TCTCTTTATCTATTTTCGTCACCA 236

Ai08B7584 Araip.B08 7584 p2 (TA)6 12 23658794 23658805 GCTAATGGGAATGGATGGAA AAACTTTCGGGCATCCTAGC 264

Ai08B7587 Araip.B08 7587 c (A)10ttgagaggatccattccctactaatatggtatttccaaaatacacttgttttctcataatctcacctaacttaaaactctatttttattttatgaccc(A)13121 23667801 23667921 TTCTTGGTCCCACTTACAAAA TCAACAAACTTATTCGTTTCCAA 245

Ai08B7588 Araip.B08 7588 p2 (AT)7 14 23668667 23668680 TGTGTCAGTGTGTCTAACTTTATTCTT TCCCACTAAAAAGAATTTACAACAAG 232

Ai08B7594 Araip.B08 7594 p2 (AG)8 16 23696799 23696814 GTTAGCCCACACAACCCACT CCCCTTCTCCCTTACCGTAG 122

Ai08B7595 Araip.B08 7595 p3 (CTT)5 15 23700456 23700470 TTGAAGAGAGAACAAGGGGG GCCAAATCCAACAAGAGTGC 261

Ai08B7602 Araip.B08 7602 p3 (GAC)5 15 23718171 23718185 CCTTCTCCAGCGTCACTCTC AAGAGAGGGGGAGTTTGCAT 177

Ai08B7609 Araip.B08 7609 c (T)10cttttgttctgctaccacctttggctttttcttttctctc(T)1060 23732984 23733043 TTCAGTTGATAATCCCCGGT TCTCAACAAAATAAAAATCCTTGG 231

Ai08B7610 Araip.B08 7610 p3 (TTC)5 15 23747502 23747516 GGGGAATACCCGTCTGCTA AGCTCCTCCCCCTAATGAAA 180

Ai08B7613 Araip.B08 7613 c (AT)6actaataataagtaataatc(ATA)547 23782634 23782680 TGTCTAGTTCGGTCTAATTGTTTGA AACTTGGGTTGATCGAGTGA 272

Ai08B7623 Araip.B08 7623 p3 (CAT)5 15 23794051 23794065 TCATTGTCGTCCTCATCACC TGAACAAAGCACACATCCAAA 270

Ai08B7629 Araip.B08 7629 p3 (ATT)10 30 23801222 23801251 TGTGGAAAGGAAAAAGGAAAAA GAATCAGTTCGGTTCCCAAA 223

Ai08B7630 Araip.B08 7630 p2 (AT)7 14 23802213 23802226 CACAATAATATGGTCAACCGGA TTGAATGGAAATTCAAAAGAGGA 274

Ai08B7632 Araip.B08 7632 p4 (TTTA)5 20 23803018 23803037 TGAACTTTTGCACAAATAACATCA CACTAAGCGCGTGTCTTTCA 189

Ai08B7635 Araip.B08 7635 p3 (CAA)6 18 23804950 23804967 CCAAGAAGCAATGTCAGCAA GCTGATGATGATGGTGATGG 254

Ai08B7636 Araip.B08 7636 c (A)10gaagagattgtgtttgtacaacgctataacttgtgc(TGT)5tgattatgatgatgatggtgatgatgacgatttagat(AG)7112 23805667 23805778 GCTTTTGCCTCTTTTCCCTT CATTCAAATTTCCAAATCACCA 238

Ai08B7640 Araip.B08 7640 p2 (TA)6 12 23814697 23814708 CGCGTTCGTGAAACAAAGTA TCGCAGATCGTGTCTAGTGG 101

Ai08B7649 Araip.B08 7649 c (T)10gtatactatagctactgtatataagtgtggccttaggtctcg(T)10attttttttgtatactatagctactgtatataagtgtagccttaggtctcgtttttttttctg(TA)7139 23842554 23842692 ACCTGTAAAGCGTAGCCACA TGAATTTTCACAATTAACTTCCTTC 279

Ai08B7662 Araip.B08 7662 p2 (TA)6 12 23897456 23897467 CACAACAATGCCACATCACA CCCCATAATTGAGAACACGG 195

Ai08B7663 Araip.B08 7663 p3 (AAT)6 18 23900164 23900181 GGTATAGAATTGGCGGCAGA CTCACCCACTGACACTGAGC 231

Ai08B7665 Araip.B08 7665 p2 (GT)6 12 23904071 23904082 ACTATGGGTGTGGAATTCGG GGATCTACCAGGAGGACATTTCT 254
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Ai08B7667 Araip.B08 7667 p3 (ACC)5 15 23905130 23905144 CAGAGAAGGAAGGGAAAGGG AGAAGGAAGTCTCACCGTCG 150

Ai08B7671 Araip.B08 7671 c (T)11g(A)12 24 23916622 23916645 GCCCAAGTTGTGATGGAACT ACATCATCCGCTGAGATCCT 253

Ai08B7672 Araip.B08 7672 p2 (TC)10 20 23918787 23918806 GAGGAAAAGGTGCAGCCATA CCACAATAAATCGGAGCGTT 261

Ai08B7678 Araip.B08 7678 p2 (AT)10 20 23926894 23926913 TGTTTTGCTTTGGGCTTAGG AAAATCACACGAACCCTTGC 141

Ai08B7679 Araip.B08 7679 p3 (TTC)8 24 23927858 23927881 CCCAAGTACCTTCCATTCCA TGCGTTGAAGTCAATCCAGA 256

Ai08B7681 Araip.B08 7681 c (A)14tatcatttcaaatgcaactttttacgtg(A)1052 23935964 23936015 TTACATGGATGTGTAGCAGGC AAAAATTCTGCCGAATCTAAAAA 279

Ai08B7684 Araip.B08 7684 p2 (TA)9 18 23945152 23945169 ATTAAACCTGACCCCCAACC TCATCTCCGATCACCACAAA 156

Ai08B7685 Araip.B08 7685 c (TA)8(T)11 27 23961848 23961874 ACTTTGCTTTGGGGCATTTT AACTTGGGACATTGGGTGAA 222

Ai08B7686 Araip.B08 7686 p2 (AC)8 16 23962042 23962057 TCACCCAATGTCCCAAGTTT GCATGTATATGATTGAGGCCA 237

Ai08B7688 Araip.B08 7688 p2 (AG)6 12 23979913 23979924 GGGACAATCATGAAAGCAAGA GGCCCAGATCCAAGTACAGA 174

Ai08B7691 Araip.B08 7691 p4 (AAAT)6 24 23984746 23984769 TTTTTGAAAATCCTCACCCAA GCTTTGCTGCACCATGATAA 278

Ai08B7696 Araip.B08 7696 p2 (AG)9 18 24016411 24016428 ACGGACCAAAAATGCTAACG AGAGCTCGACAAGAGCTTCG 250

Ai08B7697 Araip.B08 7697 p2 (TA)8 16 24018955 24018970 TTAGTTCGCTTTGCGCTTTT ACGAACCGCTCTGATACCAC 193

Ai08B7698 Araip.B08 7698 p2 (AG)7 14 24022345 24022358 CCCAAAGTGAGCTAAACGGA AGAGCTCGACAAGAGCTTCG 261

Ai08B7700 Araip.B08 7700 p2 (GA)6 12 24045345 24045356 CGTCATATTTACAATTACCGCC TGGGTCCGTCACTATTCACA 235

Ai08B7702 Araip.B08 7702 p2 (TC)10 20 24053838 24053857 TGCGTTCTCGTTCTTCATGT GAAAAACACCATCAATGCCC 221

Ai08B7711 Araip.B08 7711 p2 (TA)8 16 24074055 24074070 TGCAGTAGCAACAAACCGAA CAGTACGCTTTCGCATTATGA 241

Ai08B7716 Araip.B08 7716 p3 (GGT)5 15 24090475 24090489 TGAATTGGTGAAGGAGGAGG GGGATCAGAGTCAGTGTTGGA 252

Ai08B7722 Araip.B08 7722 c (A)10ttggtccccatattttctaataaaagaatttgatacaaaaagactaaattctttaaaaattaaaatcttaaaagttcaagaattactcagttttgca(T)11118 24098600 24098717 TTTTAAATTAATCCTTACCCATTTTCA TTTACGTCAAATTAAATTGCTTTCT 239

Ai08B7723 Araip.B08 7723 p3 (TTA)5 15 24106996 24107010 CGTCATTCCTCCTGCATTTT GTATGCATCGGGTCATTGAA 246

Ai08B7724 Araip.B08 7724 p5 (TTATC)5 25 24114056 24114080 CCTGGGTGCTCCAGTGTATT AGGACAAACCCGACCTCTTT 238

Ai08B7725 Araip.B08 7725 p2 (TA)8 16 24116425 24116440 CGTGAATGGTGATTGGATTG TACCCGGTATTCGCCATAAT 279

Ai08B7726 Araip.B08 7726 p2 (TA)8 16 24116584 24116599 AAATTATGGCGAATACCGGG GAGCTTCCTAGGTCATGGCA 259

Ai08B7728 Araip.B08 7728 c (TG)10cgcgt(GC)637 24138839 24138875 GCACCCTATGTTTTTCCTCC CACGCTTGCACACACATACA 271

Ai08B7730 Araip.B08 7730 p3 (TTG)5 15 24181909 24181923 AACCTGGATTGATGAGTGGG CATCCTTGCTGTTTTCTCCC 268

Ai08B7732 Araip.B08 7732 p3 (CTT)5 15 24202526 24202540 AAAATAAACTGCCGCACCAC CGTCGGAAATATCCGTCTGT 185

Ai08B7733 Araip.B08 7733 p3 (TCC)5 15 24203084 24203098 TCCAATGGATCTTCTCCGTC CGGCAGAAGAAGACGAAAAC 108

Ai08B7736 Araip.B08 7736 p3 (TTG)11 33 24208405 24208437 TGTTCTGTTTCTGCTCCTGC AGACCAAAATGCCCCTATCC 240

Ai08B7737 Araip.B08 7737 p2 (TA)6 12 24209001 24209012 CACAACTTGAATACACACAAACCTT AAACAAAGTTAACGCAAAACAAAA 229

Ai08B7740 Araip.B08 7740 p2 (AT)8 16 24229184 24229199 TGAAGCAAGAAAAAGCAGCA TATTCCTTCTTGGCCCTCCT 218

Ai08B7741 Araip.B08 7741 p3 (TTC)5 15 24233947 24233961 TCTTCTTGGCCGAATACACC GCTTTTGTCTTCCCTTTCCC 200

Ai08B7742 Araip.B08 7742 c (CAA)10t(AAC)1267 24237176 24237242 CACCCCTCCTTCTCTCCTTC GTCGTCGACGTTGTTCAGTG 274

Ai08B7744 Araip.B08 7744 p2 (AG)9 18 24243318 24243335 ATAGCGACGGCGACTAAGTG CATAATCGATTTAGCTACAGAGTTTTC 274

Ai08B7745 Araip.B08 7745 c (TCT)5tgcgcacgttcttcttcctcttcc(TCT)5tttctttcgtttcttgccttctctttctccttcttcaaccattaatgcacgttttcactgcac(CTT)5gctgcatgttcttcttcctcttcctcctcctcc(TCT)8189 24243750 24243938 GAGAAATTCTTCACGTACAAGCG CAAAAACGATTTCAGAGTTTGATG 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B7747 Araip.B08 7747 p2 (TA)8 16 24247689 24247704 TCATGCGACAATTGGGATAA TCACACTGTAAACGAGATGCTTT 276

Ai08B7752 Araip.B08 7752 p2 (TA)9 18 24277641 24277658 CTTTATCTCCGGCTCCCTTC AAAAAGAGCGAATGACGGAA 232

Ai08B7753 Araip.B08 7753 p2 (TA)8 16 24278057 24278072 TTTCTAACAATACAATCGAAATGTCTC CGTAGCAACTACATTAATTGAAAGAAC 152

Ai08B7755 Araip.B08 7755 p2 (CT)7 14 24289075 24289088 CACGTCCCAAGGTATTCTCA GCCTTTAATAATGGGCTGCAT 280

Ai08B7757 Araip.B08 7757 p2 (TA)9 18 24299548 24299565 TGAGGAGGTGAGAGACAAAAA AACCGTTCAATTTGTGTGGG 100

Ai08B7768 Araip.B08 7768 p3 (TGA)5 15 24319752 24319766 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 250

Ai08B7769 Araip.B08 7769 p2 (GA)6 12 24328461 24328472 GAAGCAATGGAAGGATGGAG CAGCCCTGAGTTGCTGATTT 182

Ai08B7771 Araip.B08 7771 p3 (TAG)11 33 24335283 24335315 TCTTCTTCGACGGAAGAGAACT CCCCAAACGTTAGGACAAAA 222

Ai08B7772 Araip.B08 7772 p3 (GAA)5 15 24337526 24337540 AGTGTTTCTGCTCTTGCGAA ACAGAAGTGGTGACGGAAGC 110

Ai08B7774 Araip.B08 7774 c (TTC)6c(CCT)5ctctttctcaatgttgca(T)1163 24342585 24342647 AATCACGTGCTTTTTCTCCG TTGGTGTTATTGGTGATGACG 134

Ai08B7777 Araip.B08 7777 p3 (TGG)5 15 24345549 24345563 GGAATTTGCAGGCAACCTTA ACCTCCAAGATGGTTGAACG 244

Ai08B7778 Araip.B08 7778 c (T)11cttttgaagccatttagttcattatacttgatatagga(T)10ctattctaaaatt(A)1183 24348623 24348705 GCCTTTAGTTATCTGGGTTTTGG CGAACAAACAAACGTATTTCAGG 259

Ai08B7781 Araip.B08 7781 p4 (AAAT)7 28 24352156 24352183 GCTTGTTCTTCAGGTCAACATTT CCATCCTCCATTCAACCACT 206

Ai08B7782 Araip.B08 7782 p3 (AAT)6 18 24352899 24352916 TGGATGCACGTCCAAAATAA TCGATATGTGATAAGCAGATGAA 239

Ai08B7783 Araip.B08 7783 p2 (CT)17 34 24354978 24355011 ACGAGATCGTTTTTGGCAAC GACTGTCATCGATGGCTTGA 164

Ai08B7785 Araip.B08 7785 p2 (TA)6 12 24358943 24358954 AACGTCCAAAAATTAAATAACACTG CGGTTAAAATAGGTAGAAATGACGA 236

Ai08B7786 Araip.B08 7786 p5 (AAAAT)5 25 24367562 24367586 CCTAATAATTTCCGTTTCTTCTTTTT CCCAGTGAGGTAACCTGTGT 280

Ai08B7787 Araip.B08 7787 c (A)10gaac(A)10 24 24375288 24375311 CAACCCGATTTCCCTCTACA TCCCCGAGCAAACTAAAGAA 277

Ai08B7791 Araip.B08 7791 c (T)10aaaaaacaaatttt(A)1640 24401522 24401561 ATTTGTAACCCTTTTGCCCA AAACAAATGGATAACGGCCA 245

Ai08B7794 Araip.B08 7794 p4 (TTTC)5 20 24411808 24411827 TCCTCCCCTTTCCTTCTTTC AAATTAACCCTAGCCGCCAC 121

Ai08B7796 Araip.B08 7796 c (T)10gtaagatttcttctatatctttttattcatatcttacttttatctttttaaatttccgttatttcttcttttataaattattttctttttgcaaaattg(T)10119 24425758 24425876 ACTCTCGCACACTCCCATTT AACAATGGCTTCAACATATCAAAA 218

Ai08B7798 Araip.B08 7798 c (T)12ccctcgtcttttactttaaatccaatacttttg(T)1156 24427280 24427335 CAGCTTGGAGATGGTTGTGA CTGGCCCTAACATTCTTCGT 224

Ai08B7801 Araip.B08 7801 c (AT)7a(AAAT)6 39 24431021 24431059 CCCTCACTCGAGGTAACGAA AAATGCATCCTGGACCTCAC 222

Ai08B7802 Araip.B08 7802 p2 (AT)10 20 24441858 24441877 CTGGCTGTGCCACTCTGATA AAGAGGGATAGGAGTGTGATTTG 265

Ai08B7804 Araip.B08 7804 p2 (CT)10 20 24448389 24448408 AAGGTCACATCCCTGTTACG ACGGATTCATGTTGGATTGC 272

Ai08B7805 Araip.B08 7805 p4 (ATGA)5 20 24448833 24448852 AGCAAAAGCGGCACATAGAT TTTAGACAGCTGCGTGCATT 232

Ai08B7807 Araip.B08 7807 p2 (TA)14 28 24465402 24465429 TGACAGTCGCAGGTTAAAGG GGACATTAATAATCCGAAAAGATCA 172

Ai08B7813 Araip.B08 7813 p3 (ACA)5 15 24473121 24473135 TGGACAATTCAAGATTTCAAACA CGACCCTACCTAGTGGGACA 232

Ai08B7814 Araip.B08 7814 p2 (TA)7 14 24476620 24476633 TTCTTCATACGCAAGCAACG ATAATGTTGGGCGGACAAAG 217

Ai08B7816 Araip.B08 7816 p3 (AAG)5 15 24490113 24490127 CAGTTCGAAAACAAGCACACA GCACAATTCAAAACTCTTTTTCC 277

Ai08B7818 Araip.B08 7818 p3 (AGA)7 21 24491078 24491098 ATCGATTTAATGACGCCCAA CCAAGTAATTTAGATCACGGGC 104

Ai08B7819 Araip.B08 7819 c (T)10aatttttagcgtgtttgataaatttttaataataaaaataaaaacaataaaaaatatcttttttaaaaattgtaatttatttt(A)10tt(A)12(T)12aa(T)10141 24492819 24492959 GCTCATGCGATAAGATAGTGTGA AAAGATATTTTTCGAGCGATTTT 266

Ai08B7825 Araip.B08 7825 c (A)18(GA)8 34 24512969 24513002 CATTTTGAAGGGAAAAGGCA ATGCATATGCGGCTCTTCTT 136

Ai08B7827 Araip.B08 7827 p2 (AG)7 14 24516013 24516026 CCAGAATCAAACTGGTCGGT GGTCTTCAAAGAGCCCACAG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B7828 Araip.B08 7828 c (A)10ggaatattgcgaaatttttttagtaatctaaaaatttcatccaacttttttataataaatat(A)1082 24517029 24517110 GTCAATCGTGTGCCGTGTAG AAATTTTGGGTCAGACACCG 237

Ai08B7830 Araip.B08 7830 p2 (AT)6 12 24519725 24519736 TTTTAGTAGTTTATCCCGCTGTTT GATCATCAAATGCAGCGAAA 258

Ai08B7831 Araip.B08 7831 c (A)10cggaccattcgatttcatgtaaattgt(A)1148 24522385 24522432 TTAATTCACACACGGTCGGA TGGACCATGTGATTTTTCCA 247

Ai08B7835 Araip.B08 7835 p3 (CAC)8 24 24536538 24536561 AAGAAGGAAAGGGGAAACGA CTTGCCGTCACTGTTGTCTC 224

Ai08B7836 Araip.B08 7836 p2 (AT)8 16 24541150 24541165 ACCGGTCATATTCACAGCAA CCTCTATTCAGCCTTCACCG 254

Ai08B7837 Araip.B08 7837 c (T)14nnnnnnnnnnnnnnnnttataaacaatgttaaattttgcgataaattaattttttgttacaaaatattacgactttttgcaac(T)10107 24542078 24542184 TTTTTGCTGCTTCACCTTTTT TTTTTGTAATGACCTCTTGTTTTG 271

Ai08B7838 Araip.B08 7838 c (T)11cagatagatannnnnnnnnnnnn(ATA)1682 24543162 24543243 AAATATCCAAGTTGATCTTCAAAAA AGCTGGGAAGACACGTGAAC 204

Ai08B7848 Araip.B08 7848 p2 (CT)6 12 24558531 24558542 TTTCTTATCTTTTTCAAAACCACC GGAGGAGATGAGGGAGAAGG 211

Ai08B7849 Araip.B08 7849 c (CT)8gagttcagattttcttcttcttttcttctactaacaacaaggacctctatactgtgatataaaggatcca(TAT)5101 24558766 24558866 CCTTCTCCCTCATCTCCTCC TGACAAAGAAGAGGGCACAG 201

Ai08B7850 Araip.B08 7850 p3 (TTC)5 15 24560626 24560640 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 205

Ai08B7851 Araip.B08 7851 c (T)10ctatattttttttcttttcttttccatattgttctctttc(T)1161 24561421 24561481 GGCATTTTGTCCCCTTTTCT TTGGAATATTGGGAATTGGG 208

Ai08B7858 Araip.B08 7858 c (T)10attttattttc(A)1031 24598106 24598136 TTTGGACAACTGACGGTTCA TGCAAGCCTCAGTCCAAATA 251

Ai08B7861 Araip.B08 7861 p2 (AT)6 12 24609949 24609960 TTTTGGAAGAGCAGAATCCG GAAGACGATGGAGAAGCTGG 232

Ai08B7865 Araip.B08 7865 p3 (ATG)5 15 24614741 24614755 AATTTTTGTCGGCCTCTTTG AGGCAAAATGCCATTCAGTT 280

Ai08B7873 Araip.B08 7873 p3 (GAA)5 15 24642350 24642364 TGTCTCCCTTTCGATCCATT GAAGGGGTTTTGTGCTGTGT 150

Ai08B7878 Araip.B08 7878 c (A)10tatgaattttgttctcatgagactttaaatatacattttgatgtataattaatttacttattattatgaannttattatgaaacttta(ATT)12134 24655318 24655451 GACCCAGCCCATTGTACCT CGACATCACCAAAGTTTAGATCC 258

Ai08B7881 Araip.B08 7881 p2 (TA)8 16 24661643 24661658 TAAAGTCCAAAGGGGAGGGT GACAGTTGTTGTGGCCTGTG 245

Ai08B7882 Araip.B08 7882 p2 (AT)6 12 24663607 24663618 AGAAGCAGAGGCAAGCAAAG TGCCAAACTTCAGGAAGAAAA 260

Ai08B7885 Araip.B08 7885 p2 (AG)8 16 24669884 24669899 TGCCTTTTGGTATGGAGGAG ACACACGCACGCATACTCTC 227

Ai08B7887 Araip.B08 7887 p2 (CT)6 12 24671979 24671990 ATAGGTTTTCCCCACCTCGT CAGCAATTTTTCAACCCACA 248

Ai08B7889 Araip.B08 7889 c (TC)8tttctctctctca(CT)743 24673241 24673283 CCACACAGCTCCCTCTCTTC ATTTGGGGCAAAGAAGGAAT 154

Ai08B7893 Araip.B08 7893 c (TC)10(TA)8 36 24688100 24688135 CTGCAAAATTGATGGTGTCG TGCATCAAGCAACCGAATAA 157

Ai08B7895 Araip.B08 7895 p2 (GA)9 18 24705926 24705943 GGGGGAAGAAGAAAAGAAAA GAGACTTGTGCAAGTGCGAG 275

Ai08B7897 Araip.B08 7897 p2 (AT)6 12 24719981 24719992 GAGTGACCCAACAAGTCCGT TCGAGAAAAGAGTCAAAGGCA 196

Ai08B7900 Araip.B08 7900 p2 (AG)10 20 24726322 24726341 ACACTGCAAAACCATCGTCA GATGATGAAGGTGGAAACGG 245

Ai08B7901 Araip.B08 7901 p2 (GA)7 14 24728851 24728864 GCACCTTACACGTACCCGAT CGGTTTCTTGCAGAAAGGAG 275

Ai08B7906 Araip.B08 7906 p3 (GAA)5 15 24744718 24744732 ATGCTTTTACCGCACCAAAC ATATGGCCGAACCTTAACCC 204

Ai08B7907 Araip.B08 7907 p2 (AG)8 16 24747073 24747088 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 191

Ai08B7908 Araip.B08 7908 p2 (AG)6 12 24747303 24747314 AGAGAGAGAGAGGGGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai08B7912 Araip.B08 7912 p2 (TA)6 12 24754171 24754182 TGCCCTCTCTTACCCTTTTT AAACAAAGTTAACGCAAAACAAA 196

Ai08B7913 Araip.B08 7913 c (A)11gcaaaaaaagaaaaaaaatgatggccaaaagcggaggttagaagcctaaagcagcaacatcatttctcag(TAT)8105 24754441 24754545 CTTGCTGTTTTCGTTTTCTTGA GAAAAAGAAACGAATCCTGTATTAAA 218

Ai08B7914 Araip.B08 7914 p2 (TA)8 16 24756828 24756843 TCCTAACTCAGTCCGCGAAG TGTCTTTCAGATGCAGGTCG 255

Ai08B7915 Araip.B08 7915 p3 (TAA)5 15 24763610 24763624 TTCGGCTATCATCCCTATCG TTAGCAAGATTTATAGGAATAAACACA 272

Ai08B7916 Araip.B08 7916 p2 (AG)6 12 24765486 24765497 GCGACGGTGACTAAGTGATG CATGTTGCCTTGTTAGAGCG 216
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Ai08B7918 Araip.B08 7918 p2 (TA)6 12 24779462 24779473 TTGTGTAGTGGACTTTTTGTTCG TTGTAGTTATTGAATGTGAAACAACAT 210

Ai08B7920 Araip.B08 7920 p2 (CT)6 12 24799896 24799907 TTCCCAATGTTGTGTGCAGT GCTCCGCAGATATCCTGTTC 149

Ai08B7922 Araip.B08 7922 p2 (TC)6 12 24808718 24808729 CCTCTCGAAGGTTTGCTCAG AGGCTTACCAACGGTGACAG 255

Ai08B7923 Araip.B08 7923 p2 (AG)6 12 24810733 24810744 AGTTGATTGCATGCTCGATG AACGTCCGGAATCGTCTATG 258

Ai08B7924 Araip.B08 7924 p2 (AG)6 12 24813497 24813508 GGCAAGAAAAGTGATGGGAA CCAAAAAGCCAAGAAGCAAG 216

Ai08B7925 Araip.B08 7925 p2 (TC)9 18 24815276 24815293 TTGAACCAAACTGCTTTGTCAT GGGAGAGAAAAGGGGAGAGA 246

Ai08B7927 Araip.B08 7927 c (TC)6cctcttttctccaaaataagagagagaaggttgagagagaaagagaagagagggaaa(AG)987 24816234 24816320 TTCCTTCCCTTCCTTTCTCTC CTTCGCCCTCCTCTCTCTCT 278

Ai08B7928 Araip.B08 7928 c (GA)8gg(GA)8aagaaaatgggagagggaaaagagg(GA)7aaaacaaaatgg(GA)6aaagaggaagagagagaaacaaaatgg(GA)8140 24816493 24816632 AGAGAGGAGGGCGAAGAAAG AAAATTAGTCCTCTCCCTTGCTC 240

Ai08B7929 Araip.B08 7929 p2 (AG)7 14 24820339 24820352 CCAGTGATTTTTGGGCTGTT CATTGAACCTGGAAATTGAGAA 215

Ai08B7930 Araip.B08 7930 p3 (GAA)5 15 24826954 24826968 TGCAATGAATGAAAGTATGCAA CTGAACTTATTGCGCACCAC 228

Ai08B7931 Araip.B08 7931 p2 (AG)6 12 24834259 24834270 AAACCAGCATGGCAGATTTC CATTGAACCTGGAAATTGAGAA 237

Ai08B7932 Araip.B08 7932 p3 (AGT)7 21 24843011 24843031 CTGGTTTGATTGATAAAAGGTAAAA CCATTTGGACAACATTTCCC 199

Ai08B7933 Araip.B08 7933 p2 (AT)6 12 24843720 24843731 GGGGGTAAAGTGGTGGTTTT GGGTTGCCACGGATTACATA 225

Ai08B7940 Araip.B08 7940 p3 (CGC)5 15 24854964 24854978 GGCGGAGCTTCTTAACAACA CGAACGCGTCAAAGAACATA 236

Ai08B7943 Araip.B08 7943 p3 (TAT)18 54 24860404 24860457 GGCTATTTGACCAATGATGGA TTTTGGCACAAGATGGGTAA 257

Ai08B7944 Araip.B08 7944 p2 (TC)6 12 24864335 24864346 TGGACGGCTCACATTATCAA GGAATGGAAGGGTTTGGATT 252

Ai08B7949 Araip.B08 7949 p4 (AACT)5 20 24886512 24886531 GCATTTAGGCAATAAGGGCA TCCAACACTTCCAAACACCA 174

Ai08B7951 Araip.B08 7951 c (A)11caaaag(A)10 27 24897334 24897360 TGGGAACCTTAGGACATTGG TTATTGAGCTTCGCTTTGGG 262

Ai08B7952 Araip.B08 7952 p3 (GTG)5 15 24904252 24904266 GTATGAGGATGGTTGGGGTG TGAACAGACACGGACTGGAG 280

Ai08B7955 Araip.B08 7955 p3 (TCG)6 18 24933905 24933922 CATGCACGAAGAAGCAAAAA ACGTTTCCCCTCTCCTCCT 244

Ai08B7956 Araip.B08 7956 p2 (AC)6 12 24937684 24937695 TTTGTTTCCAATTACTCAATTACCC TGGCTGTTGGTGAGAGTGAG 157

Ai08B7957 Araip.B08 7957 p2 (TA)10 20 24944453 24944472 GTCCTAGTTTTTCCCTCGCC GGCTGTGCCATTCTGATAGC 268

Ai08B7958 Araip.B08 7958 p2 (AT)6 12 24952579 24952590 ATAGCTCCGACCAGCAAAGA TACTTTGGGGCATTTTGTCC 170

Ai08B7961 Araip.B08 7961 c (GAA)5(GGA)6 33 24959383 24959415 TACTGAACCATCTTCGCGTG ACAGAAGGAGATCGAAGGCA 172

Ai08B7962 Araip.B08 7962 p3 (CTT)5 15 24959939 24959953 ACACCCAAAATTCGTTGAAG TTGTTGCACGTTCTTCTTCCT 212

Ai08B7963 Araip.B08 7963 p3 (AAG)7 21 24960077 24960097 TTTCCTCCTCATCTTCTGCTTC TTCAAGGTACGTTTCTTGCCT 208

Ai08B7964 Araip.B08 7964 c* (AAG)23(AAGAGG)13*144 24960244 24960387 TTCTGGTGATTTTGATGAAGGA CCGTGCTTTCTCTTCCTCTT 280

Ai08B7965 Araip.B08 7965 p3 (GAA)5 15 24961061 24961075 TGTGAAAGGGGAAGGAAAGA GTATGGAGGTAGCGACGGAA 103

Ai08B7966 Araip.B08 7966 p3 (AAT)5 15 24971713 24971727 TCCTTGCCATTTTTCTTCAAA CCCAAGGCACCTTGTTGATA 277

Ai08B7972 Araip.B08 7972 p3 (TTA)15 45 24991280 24991324 TTCCCCCAATTTCATTTTGA CCAAACGTTAGGGACAAAAA 213

Ai08B7974 Araip.B08 7974 p2 (TA)9 18 24994466 24994483 GCAAAATTTGTGGATCTTCTTG TTTCTTACATTACTACATTTTGCTGGA 251

Ai08B7982 Araip.B08 7982 p2 (GT)8 16 25024978 25024993 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 238

Ai08B7985 Araip.B08 7985 p3 (ACC)5 15 25027853 25027867 CAAAAAGCAAGACCTCCACC ATCGCTTTCTGCTTCTGCAT 200

Ai08B7986 Araip.B08 7986 p4 (ATAA)5 20 25028423 25028442 ATCAGGGACGGTTTCGATTT CACCAGCAAATTCCTGTTAGG 276
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Ai08B7988 Araip.B08 7988 p3 (TGT)8 24 25037543 25037566 TTGCTCTGTGTTTTGCGAAC TGGAAAACCCAACAACCAAT 189

Ai08B7993 Araip.B08 7993 p2 (AT)8 16 25049637 25049652 AGTTTGGTGGCACACTTCAA GGGTGCAGGTGACTGATTTT 250

Ai08B7997 Araip.B08 7997 p3 (TGG)5 15 25060033 25060047 TCCTTCTCCTTCCTGCTTCA ACCCTCACCACTACCAGCAC 172

Ai08B8004 Araip.B08 8004 p2 (AT)10 20 25093937 25093956 TACCCAACACCCTCACTGGT ATGAATTGTAAGCCGGATGG 264

Ai08B8005 Araip.B08 8005 p2 (TA)6 12 25096917 25096928 TGTGCGAGTTCTGATTTTGC GTCTTTATGCCCAACGGCT 110

Ai08B8006 Araip.B08 8006 p2 (AT)10 20 25098623 25098642 GCTCAAATTGCATAAAGCGA AAACTCCGCAGGTTGTGATT 153

Ai08B8008 Araip.B08 8008 p2 (CT)6 12 25104106 25104117 TTGTTTCTTAACTTTTTCAAAACTACC GGATGAGAGAGAAGGTGGGA 234

Ai08B8009 Araip.B08 8009 p3 (TAT)5 15 25104450 25104464 TCATCACCAAATTCGAACCC CAAGGAAGAATGGCCAGAAA 141

Ai08B8010 Araip.B08 8010 p3 (AGA)5 15 25105528 25105542 GATCCAAACCCCCTTTCAGT TCCAGGGGATCTGAAAATTG 274

Ai08B8011 Araip.B08 8011 p2 (CT)7 14 25108211 25108224 TGACAATGGGGTTTCATTCA TCGAAAACCGGATGCTAATC 210

Ai08B8012 Araip.B08 8012 p2 (AT)7 14 25109840 25109853 ACATCCCGTTACCCTAAGCC GGCTAAACTCCGCAGTCTGT 201

Ai08B8013 Araip.B08 8013 p2 (CT)7 14 25112517 25112530 TATGGCTCCTGGAAGGTGAC TATAATCGAAAACCGGGTGC 222

Ai08B8015 Araip.B08 8015 p2 (TA)6 12 25119665 25119676 ATTTCGTGCACCACTAAGCC GGAGGCCCTGTTTAGCTTTT 275

Ai08B8017 Araip.B08 8017 p2 (AT)8 16 25145866 25145881 AAAAACTGTGGGAACATGGG TTTTATTGAACTTAGCATTGGGA 264

Ai08B8018 Araip.B08 8018 c (TTTAT)5tttaatttcgattttc(A)1051 25149366 25149416 TTTGAAAATCCTCACCCACA CCATGATGGAGAAAGGGAGA 202

Ai08B8019 Araip.B08 8019 c (T)10cta(T)10 23 25154533 25154555 TGAGCGGGACTTGTAGCTTT TGAAGCAAGAAAAAGCAGTGAA 157

Ai08B8022 Araip.B08 8022 p2 (CT)6 12 25168021 25168032 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 278

Ai08B8023 Araip.B08 8023 c (A)12gaaagaaagaaaaaaaatggcg(A)1044 25171990 25172033 GGAGCAAACAAGAGATCCCA TTTTGCTCTTGCCTCTTGGT 251

Ai08B8025 Araip.B08 8025 p2 (AG)9 18 25182203 25182220 GCGAAAGACAACATAAATGCC GCCTGTTGCCTTGTTAGAGC 232

Ai08B8027 Araip.B08 8027 p2 (TA)10 20 25186729 25186748 TGCAACAGGGTTTGACTTTTT CCCGAGTCTCCTTAAATTTTG 217

Ai08B8030 Araip.B08 8030 c (GAT)7gaccatgatgataa(TGG)550 25195406 25195455 GTGTTGATGATGATGGTGGG TACTATTCCCCCTTCACCCC 184

Ai08B8031 Araip.B08 8031 p3 (ATT)5 15 25201349 25201363 AAGATTGATATGGCAACCGC GCATTTCATTGCAAGCTGAA 231

Ai08B8032 Araip.B08 8032 p3 (CCA)5 15 25202488 25202502 TCATGTTCATCTGGGTGTCC TTCAGAGACCTACCATCGGG 168

Ai08B8033 Araip.B08 8033 p2 (AT)6 12 25203025 25203036 GCTTATGCGTTGCACAGGTA GTTCTCCGAATCATCACCGT 244

Ai08B8034 Araip.B08 8034 p2 (AT)8 16 25205172 25205187 TCCAATCCAATTCATGAGCA CATTCCTCTCTTCAGCCTGG 268

Ai08B8035 Araip.B08 8035 p3 (CCT)5 15 25208734 25208748 CTACAAGGGCCACTGGTGAT AGATGGGTTCGGACAAACTG 217

Ai08B8037 Araip.B08 8037 c (CTT)5caactgctctaatcaacacagatttcttggtgaaggacaatgatgttttaagcaactcatcatcatct(TCA)10113 25220003 25220115 TGAACATAAGGCCGATGATG CATGGATGGTGCTCTTTGAA 251

Ai08B8039 Araip.B08 8039 c (A)12gagaaaagagcaaaaggattatatagttgaaaaaatcatttattaaaaatatcattaataaaagtattcatg(A)1296 25222078 25222173 AAAAATTGTGAATGTTAGGGAAAAA TCTGCGTTTTTCCATTTTGG 238

Ai08B8040 Araip.B08 8040 p3 (TCT)5 15 25222472 25222486 CCATAACAACCACAACCCCT CAACTTGGATGGGAGAAGGA 242

Ai08B8044 Araip.B08 8044 c (TA)7agaataaaaaaataaat(TA)745 25228474 25228518 CCATTGTTTTAGGACTTGCCA AATAATAAAATCATAAACGTTGGATTC 225

Ai08B8048 Araip.B08 8048 p3 (CTT)20 60 25235676 25235735 TGCTTTCACGAGCTTCTTCA TGAAATGGAGGAAGGTGAGG 269

Ai08B8049 Araip.B08 8049 p3 (ATG)6 18 25236358 25236375 TCACCACCTCAATCTCCCTC AGGGGACAAAGGGAATCATC 140

Ai08B8051 Araip.B08 8051 p2 (TA)6 12 25242855 25242866 ATGGGAGGAATTCACGTTCA AATTATGCATGCAAGGAGGG 137

Ai08B8052 Araip.B08 8052 c (A)10gaattggtacatggacctaaataaaagggaaaaaaagtgtagggactcaatt(A)1072 25255277 25255348 TTTTAATTGGGTCCCTGCAC CGCAAAATTTTCAATTAGGTCC 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8059 Araip.B08 8059 p2 (AG)7 14 25287032 25287045 GGGTTTTGGGAAATTAGGGA CAGCTACGTCAGCAAACCAA 198

Ai08B8061 Araip.B08 8061 p3 (TAA)5 15 25291612 25291626 TGAAGATGTTTGCCTTGTGG TCCTTGCCATTTTCTTCAAA 199

Ai08B8064 Araip.B08 8064 p2 (TC)6 12 25300965 25300976 GTGTCCAGCATGCGAACTT TGGTTTGATGAACCAAGAGAAA 157

Ai08B8067 Araip.B08 8067 p3 (AAT)5 15 25329422 25329436 TTCGGCTAAATTTGATGATGA CCAACCCACTACTCTTGGGA 198

Ai08B8071 Araip.B08 8071 c (AGA)8atgagaagaaggagaagaagaaatttgagtttgaagtagtggggtggggggacagagagagcatgaaaaaagaggcgcttgttgtggggg(GA)6126 25342582 25342707 TGGCACAATTTCTGCTATGC CCTGTTTCCACCCCAACTAA 275

Ai08B8072 Araip.B08 8072 p4 (TGTA)5 20 25350741 25350760 TGGGTCATGCGATATTGTTG TCGTATCGACTTTCCCTCAAA 261

Ai08B8074 Araip.B08 8074 c (A)10ttgatatccaa(T)10aaacatcgttcgttatctataattt(A)1066 25376857 25376922 GCGAAGAAGGAAACGCATAA TTCCAATGTTTGACCCATGA 278

Ai08B8075 Araip.B08 8075 p3 (ATT)5 15 25382121 25382135 TGTTTAACAATTGCTCCCCC GCCGATTGGACAGTGTTTCT 164

Ai08B8076 Araip.B08 8076 p4 (GAAA)7 28 25383262 25383289 GCCTGCAACATTAATTTCACACT TGTCTAATCCAAAAAGCACAACA 275

Ai08B8077 Araip.B08 8077 p2 (AT)6 12 25384688 25384699 CGAATGGAGTGAGACAAGGA CTTGAGGGGGAGTGTTGAAT 254

Ai08B8080 Araip.B08 8080 p2 (AC)7 14 25392309 25392322 CGCAATCCTAACACAACCCT TGAAGCTAAAGCTGCGATCC 269

Ai08B8081 Araip.B08 8081 p2 (GT)6 12 25392591 25392602 ATGCTGGATCGCAGCTTTAG GCCTTATTGCAACTGTGTGG 222

Ai08B8082 Araip.B08 8082 p2 (AT)7 14 25393574 25393587 TTTTAATTCTCCATGCTGCG CATGCTGGTAAATTACTGCTGC 264

Ai08B8083 Araip.B08 8083 c (TG)6t(AG)16 45 25395627 25395671 GCAGAGTGATATGCAATCCAA TTGCATCGTGGAAAGCTTAG 277

Ai08B8086 Araip.B08 8086 p2 (TC)6 12 25402528 25402539 CCTTTTCTTTCTTTCCCTCTTTG TTTCAAACCATGCGCATTTA 217

Ai08B8090 Araip.B08 8090 c (A)11tcagaaaagagtgagaatg(A)1040 25408822 25408861 AAGAAAGTTTGGTATGCATGTTTTT GAGGGACGATTTCGATTCTG 280

Ai08B8091 Araip.B08 8091 p3 (CAA)6 18 25409589 25409606 GCAACAACCAGATGCAGAAG CCAGAATCGAAACTGTCCCT 139

Ai08B8093 Araip.B08 8093 p2 (AT)6 12 25422669 25422680 CAGAAGGTTTTGGCTGAGGA AACAATTTCATTAAGCGTGCAA 279

Ai08B8094 Araip.B08 8094 p2 (GA)6 12 25432219 25432230 CTAAGCGAAGCGTCAACTCC CTTCGCACGAATAGCACAAA 277

Ai08B8096 Araip.B08 8096 c (T)10cagttgggtcggtgatgttagttcggagcgggagggattgggcgggtgggttctttttgtagggctgagcccatgac(A)1097 25453505 25453601 TGTGGAGACCATCTCGTCAA GCCATTAGAACCAAGGCTCA 205

Ai08B8097 Araip.B08 8097 p3 (CAC)5 15 25453990 25454004 GTCCAATCCACCGACTGTTT AATGATGAGATGAGGGGGTG 279

Ai08B8098 Araip.B08 8098 p3 (ATT)7 21 25464018 25464038 TCCCAAAAATAAAAACGGCTT AAATATCTCTAAGATACATGGCTTTTC 241

Ai08B8099 Araip.B08 8099 p2 (CT)7 14 25465218 25465231 TTCGCATTTTTGAACATCCA GCATGGCTAAAGCAAAATCC 249

Ai08B8103 Araip.B08 8103 p2 (GA)6 12 25482495 25482506 GAGGGAGAGGGAAGTGTGC CCACCATTCACAGCAACAAC 108

Ai08B8111 Araip.B08 8111 p2 (AG)6 12 25520203 25520214 AACGAGTATGCAAGATGGGC TTTGGTCTGCAATCCTTTGA 229

Ai08B8115 Araip.B08 8115 p2 (GA)11 22 25531962 25531983 CGACAGATGCTCCACTTGAA ATGGCTTTGGCTCATCACTC 227

Ai08B8117 Araip.B08 8117 p3 (GAA)5 15 25539706 25539720 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai08B8119 Araip.B08 8119 p2 (TA)6 12 25555123 25555134 GTTTAATCCCGCTTGCATGT ACTTGCGATGCAAAAATCAA 257

Ai08B8127 Araip.B08 8127 c (A)10gactttttttttgttgtg(T)1543 25569240 25569282 TGGTACTGTTTGGTCGGTGA CCAAACACAAAAGCAACAAAAA 274

Ai08B8128 Araip.B08 8128 p4 (TTTA)5 20 25572310 25572329 TCACATTGGCCAACTCATTT CGCTGGTCATGAAACTTGTG 183

Ai08B8130 Araip.B08 8130 p3 (TAA)6 18 25579474 25579491 CACAGTTGCCGTCGATTTTA TTCCGAGACGTTTCCTTCAC 254

Ai08B8134 Araip.B08 8134 p2 (GA)7 14 25603248 25603261 ATTCAACGCCGATAGTGGAC CGAAGACCCCAACTTCAAAA 265

Ai08B8136 Araip.B08 8136 c (A)10gttga(T)10 25 25605933 25605957 TTGCACTTTGTTTGGATGGA TCTTTCCATCCATTTTCTCTTCA 137

Ai08B8139 Araip.B08 8139 p2 (TA)7 14 25630532 25630545 CATGGAGCCATCATTCCTCT TATTTTTGCTTGCCCAAACC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8143 Araip.B08 8143 p3 (TAG)5 15 25647955 25647969 GCCTCCTCTATCTGGGTTTG TAGGAGAGTGACCCACAGCC 212

Ai08B8144 Araip.B08 8144 p2 (AT)7 14 25650630 25650643 GAGTTTGCTTGCGGGTAGAG TGAGTTCAACACTCACTTTCTTCA 124

Ai08B8145 Araip.B08 8145 p2 (GC)6 12 25660603 25660614 AGTGGCAAAACACCTCAAGC GAGAAACAGGGTAGGTGCGA 212

Ai08B8146 Araip.B08 8146 p3 (TCT)5 15 25660724 25660738 TTGCGCGCATCAGTTTAATA GTGCTACCGGAAAAGAGTGG 182

Ai08B8149 Araip.B08 8149 p3 (TAT)5 15 25694514 25694528 CAAGGGCTAATCAGTCCCAA CGGGCTCGATTCAAAATATG 218

Ai08B8150 Araip.B08 8150 p2 (TA)7 14 25695049 25695062 AGTTGGCTTTCTCATCCGTC GGCTGATTCCCTGTACATTTG 258

Ai08B8153 Araip.B08 8153 c (TTTA)5(T)13 33 25718896 25718928 TCTGGGACCCCTATCACTTG GAACATTTACGGCTTTACGCA 108

Ai08B8158 Araip.B08 8158 p2 (TA)6 12 25749530 25749541 AAGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 251

Ai08B8159 Araip.B08 8159 p3 (TTA)5 15 25749783 25749797 TGGGGTAATTTTGTCCCCTT CATGGGAAAATTGTGGGAAC 216

Ai08B8163 Araip.B08 8163 p2 (TA)10 20 25786950 25786969 GAACACACCGACCATGTGAG TTTCATGTGAATTTCATTTCAACC 164

Ai08B8164 Araip.B08 8164 c (TCA)5tccctttaatatctctt(TC)6ttcactctctcc(CA)668 25787721 25787788 ATGGAGCATCAGCATACGAA TTCTTGGGGCTCTCAAAAAC 197

Ai08B8165 Araip.B08 8165 p2 (AT)7 14 25790257 25790270 CATCGTGTGAAATGCATGGT TTTTTGTAAATTCCGACAGTAATTTTT 171

Ai08B8166 Araip.B08 8166 p3 (AAC)5 15 25790803 25790817 CACATGGAGCACAAAAGCAT TGCCATGGTTGGAGTATGAA 271

Ai08B8168 Araip.B08 8168 c (T)11attatttggggaattgaagggggtgtctgtcttattgatgtac(T)1064 25791281 25791344 GGGATTGTATTGGGATGTGC TGCTATGCATAAAACATCAAGTCA 268

Ai08B8169 Araip.B08 8169 p2 (AT)13 26 25791694 25791719 ACATAAAAATGCAAATCAAATTCA ATGGAGGCATCTTGGTCTTG 242

Ai08B8171 Araip.B08 8171 c (AG)7ggggtagattaggttagagttatttgtgaagggagctc(GA)664 25801604 25801667 TTCCTGAGGCACAATGAAGA CGGAAAATCCGTCTGTAATTC 244

Ai08B8173 Araip.B08 8173 c (GA)6tgagagagaagaga(AG)638 25803331 25803368 CCCTTTTTCAATGGACCAGA AAACGCATCGTTTAGGCAAT 186

Ai08B8174 Araip.B08 8174 p3 (GAA)6 18 25808801 25808818 ATTGCTTATGCCCATGTTCC TGGTTGTTCAATTGTGTTTGG 270

Ai08B8177 Araip.B08 8177 c (TTG)5c(TGT)24 88 25820683 25820770 CGAATCGATGTGGGACCTTA TTTATGTGCTAAAGAAGCGCA 257

Ai08B8178 Araip.B08 8178 p5 (AAGAT)5 25 25824150 25824174 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai08B8179 Araip.B08 8179 p5 (TTATC)5 25 25835984 25836008 CCTGGGTGCTCCAGTGTATT CAAAGCGACTGACCACTTCA 264

Ai08B8180 Araip.B08 8180 p5 (AAGAT)5 25 25836706 25836730 GCCCAATAAAGGGTCCAAAT GGTACCTGCAAGAGACTCCG 270

Ai08B8182 Araip.B08 8182 p2 (TA)7 14 25839786 25839799 CCCCTTCTCCCTCTTTCTTG AAAAATGTCACACTCATCAATCAA 250

Ai08B8183 Araip.B08 8183 p2 (AT)8 16 25841081 25841096 AGCAAGCCAAACGATCAAAT GGATCCTCGTGTGGGTTATG 265

Ai08B8186 Araip.B08 8186 p2 (TG)7 14 25856345 25856358 TGTGGTTTTCAGATGCAGGA CAAAGATAAACCGGCCAAAG 261

Ai08B8197 Araip.B08 8197 p3 (TGG)5 15 25882181 25882195 AAACGAACCCTGTTCACCTG AGAGATCGAACCGCAAGAGA 250

Ai08B8202 Araip.B08 8202 c (T)10gaatttttgaatttaatgaggaaagagaaaaacaataaaatgacaccaaacttagaatttttagat(A)1389 25923063 25923151 GGAATTCGAAAATAATGAGCAAA TTCTTGGTGTTCATCTTGACG 166

Ai08B8203 Araip.B08 8203 p2 (CT)6 12 25927507 25927518 ATGCATCGTCTCGTTTGGTT CGCAAAATCCATAAGCAACA 233

Ai08B8204 Araip.B08 8204 p3 (TTC)6 18 25929233 25929250 TCTATGGCAACATGCCTCAA ACAAGGGCTTTCAATTGTGC 260

Ai08B8205 Araip.B08 8205 p4 (AAAT)5 20 25933017 25933036 TCTTGGAACAACAACAAGGC AAGTTGGTCCCCACTCACAA 266

Ai08B8206 Araip.B08 8206 c (TA)8tgtgtgtgt(GC)637 25933256 25933292 AACATGCAAGAGGGAGAGGA TTATACGATTTTTGCCCCCA 187

Ai08B8207 Araip.B08 8207 p4 (TTTA)5 20 25942658 25942677 GTTGGCATATGACCCCAGAG TTTCGAAAATCCTCACCCAC 279

Ai08B8208 Araip.B08 8208 c (AAAAT)5aaaagatatgaaaaagatttgattttaagatctgagattagaaaagataagattttgaaaaagatatga(T)10104 25942910 25943013 GAGAGAAATTGGTTATGAAGTTTTGA TTGATTTTTCGAATTTTCCTTTTT 259

Ai08B8210 Araip.B08 8210 p2 (TA)10 20 25948564 25948583 GCCTTTTGTCCCTCATTTTT TGAAGATGCGAGTGAAGATTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8214 Araip.B08 8214 p3 (ATA)13 39 25995629 25995667 TGTACGGAGCCGAGTTACAA AACATCTCCATCAAGCGGTC 248

Ai08B8215 Araip.B08 8215 c (T)10ctggcacaggggctaatcagtcccataaaagttaagctcaggggccgagttgga(T)1074 25996898 25996971 TGGGACTGATTAGCCCATGT CGACCCCTAACAATTACCCC 129

Ai08B8217 Araip.B08 8217 p3 (AAT)21 63 26006640 26006702 TGATTTTTGTTGACATTGGACA CGATCCGATCCATAAACACC 244

Ai08B8222 Araip.B08 8222 p2 (AT)10 20 26016983 26017002 GGGCTAAAATGCTCAGTGGA AACCTGTGTCATCATTGGCA 157

Ai08B8224 Araip.B08 8224 p3 (AGA)5 15 26017890 26017904 AACACGGCAAGAACCCATAC CCGCATTCTCCACACATACA 194

Ai08B8234 Araip.B08 8234 p3 (TAA)6 18 26059992 26060009 TGAAATAGGAACAAAATAGCACGA ATTTGCACGTTTCTCCCTCT 161

Ai08B8236 Araip.B08 8236 c (A)10gtcagtaactactaactacacagttttgtgaaccaaagtaagtaggaatcttgatgaaactaaaatgtgaacgaagggatttggtatgtcatac(T)10114 26063219 26063332 TCCTGTGAGTACAAATTAAGCTCG TGGGTCAAATGGTCAAATCA 236

Ai08B8246 Araip.B08 8246 c (T)10ctaaaaaatactatcaataaaattttgatagtaatgtcgacggaag(T)1571 26076218 26076288 AATCCGACTGTAACGTTGGTG AACGATAAAAATGGACGGAAAA 197

Ai08B8248 Araip.B08 8248 p4 (AAAT)5 20 26099448 26099467 TGATTGCTTAGATTAGGCGCT TCCCAGTGAGGTAACCTGTG 280

Ai08B8250 Araip.B08 8250 c (T)10aggattgattagcccctgtgc(A)10caacattaatttttttggcacagaggctaatcagtcctataaaagtaaatctcaggggtcgggttggta(T)11gtctcaggggccgggttggta(T)12154 26113089 26113242 TCTCGAAAGAACAACGAGGC GCCCCTGACAATTACCTCAA 249

Ai08B8251 Araip.B08 8251 p2 (TA)6 12 26118665 26118676 TGTTTGAAAGCCATGTGAAGA TGCTTTAAATTTAGCACTATGATTCC 186

Ai08B8252 Araip.B08 8252 c (AG)7aa(AG)6 28 26119173 26119200 ACCATGAAACTTGAGGAGCG CTAACCCTCTTCTCTCCCCG 233

Ai08B8253 Araip.B08 8253 p4 (AAAT)6 24 26120296 26120319 CCATAACGAAATCGTGCGTA CGAAGAAGTTGGCTTGCTTT 273

Ai08B8255 Araip.B08 8255 p2 (TA)7 14 26121949 26121962 ACAGGTCAGTTCCACGGTTC TCAAGTGTATCAAAAACACCGA 209

Ai08B8264 Araip.B08 8264 p2 (GT)6 12 26149256 26149267 AATCAGAAAACAGCCAACGG GGCAAAGGAACGAAACAAGA 271

Ai08B8266 Araip.B08 8266 p3 (TCA)9 27 26150536 26150562 TTGGAATTGGATCATTGGCT CCAAACACGACACTTTGGAA 279

Ai08B8271 Araip.B08 8271 c (T)11gtgtttaattactctgttggtccttatagttttgcaaaatttttaattagctccctatacttttttttctttttaattgagttcttgcaccaaac(T)10116 26164079 26164194 AGAACACGACGGGTAGAGGA AAAAATTGTGCAAGAATCCAAA 272

Ai08B8275 Araip.B08 8275 p3 (ATT)7 21 26183200 26183220 ATTGTGAATGGCTGAGAGGG CCGAGTCAACTCGATTCCAT 185

Ai08B8280 Araip.B08 8280 p3 (AGA)15 45 26203241 26203285 AAGCAGAAGAAGATGGGCCT ACTGAAGGAGATCGAAGGCA 150

Ai08B8281 Araip.B08 8281 p3 (AAG)6 18 26203838 26203855 CCTCCTCATCTTCTGCTGCT CAAGGTACGTTTCTTGCCTTC 203

Ai08B8282 Araip.B08 8282 c* (AAG)12(AGGAAG)9(GAA)6*104 26204002 26204105 TTCTGGTGATTTTGATGAAGGA TACACGCGCTATATTCACGC 250

Ai08B8285 Araip.B08 8285 p2 (CT)9 18 26213196 26213213 TGTGTGTTCATCCAAGCCAT GGGAAAGTTTTAATCTCACCCTT 159

Ai08B8291 Araip.B08 8291 p2 (TC)8 16 26229448 26229463 ACAAATGCCTTGGTTTGAGC GAATGGTTTTGGGAGTTAGGA 168

Ai08B8292 Araip.B08 8292 c (T)11(A)12 23 26230141 26230163 ACCGAATGACAAAGAATCGG GGTGGTTTCTGGAATCTGGA 250

Ai08B8296 Araip.B08 8296 p3 (TTG)7 21 26235546 26235566 CCACTTGCGACATTTGTTGT GCATCCTCAACGGGAGTAAA 209

Ai08B8300 Araip.B08 8300 p4 (TTAT)5 20 26245447 26245466 TTTCCGCATTCAACATATTCAC TCCCAACAATTCTTTCCAGC 268

Ai08B8304 Araip.B08 8304 p2 (TA)7 14 26250295 26250308 AATCGATTAGGAGCCGCTTT TTTAGGCACCATCTTTTTCCA 210

Ai08B8307 Araip.B08 8307 p2 (AT)9 18 26253477 26253494 CAGGCCCTAAATCCCTCATA GGCCGGATCAAAGTGCTAT 220

Ai08B8311 Araip.B08 8311 c (TC)9(TA)7 32 26265699 26265730 GCTGCTTCCACTGATGTTTG TCAATGTGAGCTTGTTGGGA 274

Ai08B8315 Araip.B08 8315 c (A)10taaataaataacagggtatctgagtt(A)1046 26270487 26270532 TCTGAATTCTGACCTCGCCT CAGCAAACAGAACATGCAGC 236

Ai08B8320 Araip.B08 8320 c* (TACTAT)6(TAT)7*54 26287146 26287199 TGAGTAAAACTATGCCATTTGAGG CATGACGTGATAAAAGTTAGGGTG 239

Ai08B8321 Araip.B08 8321 p2 (TG)14 28 26293626 26293653 GGTGGTAGAGCGGAGTATGG CCAAAACCTTACCTCTAGCCG 279

Ai08B8323 Araip.B08 8323 p4 (TTTA)6 24 26308874 26308897 CCAATGGAGGGTATGCAGAT TCGAAAATCTTCACCCATTTTT 222

Ai08B8326 Araip.B08 8326 p2 (AT)7 14 26322487 26322500 AAAAAGCAGTGAAAAGCTTGC GGACAGCTTGGTTTAGCTGC 197
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Ai08B8328 Araip.B08 8328 p3 (TTC)5 15 26332146 26332160 CCTCCTCCTCCTTCTTTCAA TGGATCCAAATGAACCTCAA 280

Ai08B8329 Araip.B08 8329 p2 (TA)6 12 26342654 26342665 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 255

Ai08B8330 Araip.B08 8330 p5 (ATTAA)5 25 26350062 26350086 CACTAATGCAGGCACCGAC TTCAAAGAAGCAAAGATGAAGAAA 179

Ai08B8332 Araip.B08 8332 p2 (TC)8 16 26350996 26351011 CTGCAACGCATTATCATTGG TCGGAGGGAGCTGTTAGAGA 207

Ai08B8334 Araip.B08 8334 p2 (TC)8 16 26352050 26352065 CTGCAACGCATTATCATTGG TCGGAGGGAGCTGTTAGAGA 207

Ai08B8342 Araip.B08 8342 p2 (TA)8 16 26391799 26391814 TTTCAGATGCAGGTCGTGAG CTCGGTTTGCGAAGATAACC 272

Ai08B8343 Araip.B08 8343 p2 (TA)8 16 26393192 26393207 TTTCAGATGCAGGTCGTGAG CTCGGTTTGCGAAGATAACC 272

Ai08B8344 Araip.B08 8344 p3 (TTA)5 15 26394863 26394877 TGAAGATTGAACCGCATCAG CATATTCTGCCGCCAAAGTT 272

Ai08B8347 Araip.B08 8347 c (T)10actattgaaagaagagagagggaggggtgttgtattttagaaatagattac(T)1374 26424938 26425011 CAGCTGCATTTGGAGCATAG TTCAAACTTGAGAGCTGATGAGA 261

Ai08B8349 Araip.B08 8349 p2 (TC)10 20 26429489 26429508 ACCTCTTCATCCCACGTCAC GAGTGTTGATTGGCGTCCTT 272

Ai08B8350 Araip.B08 8350 p5 (TTATC)5 25 26431220 26431244 TCTCACGGTCCACAAATTCA TTTACCAAAGACAAGGCATTTTT 271

Ai08B8352 Araip.B08 8352 c (T)10caattaggtccctcttaatagtaattggcttaattgtatagggatctaact(A)1374 26437965 26438038 CGCAAAATTTTTAATTAGGTCCC TTATTTGGATCCTTGCACCA 155

Ai08B8353 Araip.B08 8353 p3 (ATA)6 18 26438604 26438621 TGGCAAGTTGTTACGTTAATGG GCTAGGTAGACAATGTTTGGCA 106

Ai08B8356 Araip.B08 8356 p2 (TC)9 18 26451848 26451865 GGTCTGAGGCCAAATCAAAA TTTGCTATTGCTGTTGCTGG 277

Ai08B8359 Araip.B08 8359 c (AC)7(AG)8 30 26452423 26452452 TCAAAACAAACCCCAAAAGC GCCTCTGTCTCTGGTCGTTC 209

Ai08B8361 Araip.B08 8361 p4 (CACT)8 32 26463734 26463765 TGGGAGTGCCATTCTTATCC TGTCTTCCCTCCGATCTCAC 222

Ai08B8364 Araip.B08 8364 p2 (TG)7 14 26483988 26484001 CTTTGCCTCGCTCATCTTTT ATGCCGCTGGTATTTAGCTG 280

Ai08B8366 Araip.B08 8366 c (TCT)5cctcctccttttttattacttttcaatttcgttactgtcgtcaccaacaacacttcttcttct(TCC)5tattggaattttgtctcctccttccttttcatccttttcctc(CAT)6153 26486779 26486931 CTCTCTCATTGCGCCTTTTC TTCGATGATAACAATAACGACGA 266

Ai08B8367 Araip.B08 8367 p3 (AGG)5 15 26487523 26487537 GTGGTATGGTGGTGTTGACG GGTTTCGATTCTGACCCTCA 181

Ai08B8370 Araip.B08 8370 p3 (AAT)12 36 26493088 26493123 TTCCTTTCAAGGAGTGGTCC CTTGCTCTAAATGGAGCCTAGA 268

Ai08B8373 Araip.B08 8373 p3 (GAA)5 15 26505925 26505939 TTAGGGTTAGGGATTTGGGG TTCCGGAACAACAGAAAACC 178

Ai08B8375 Araip.B08 8375 p3 (AAG)6 18 26516419 26516436 TCGGTCAGAAACTGAGAGCA TCAAACTCTGCCCTCTCACC 237

Ai08B8376 Araip.B08 8376 p3 (ATC)7 21 26521221 26521241 CGCATTAGTCCTTCCGTCAT CCAGCAACATCACTACCACG 239

Ai08B8377 Araip.B08 8377 p2 (TA)8 16 26521738 26521753 ATCTGCGAAACTAAGGCCG AGAGACACCTCGTTGAGCGT 233

Ai08B8378 Araip.B08 8378 p2 (AT)23 46 26522584 26522629 ACCATTGGACAGTCCCTCTG ATGTGACCGGGCAATTTAAC 215

Ai08B8380 Araip.B08 8380 p4 (CAAA)5 20 26537429 26537448 GGCACTCGATGTTGGTTTCT GATCCTTCCCTTCTTCGGAC 265

Ai08B8381 Araip.B08 8381 p2 (CT)8 16 26545285 26545300 TCTCCCTCAGCTCCGTTTTA CATCACCTCACCCCACTTCT 259

Ai08B8385 Araip.B08 8385 p3 (TAG)5 15 26554069 26554083 CCCCTCTCATACAAATCCCA TCCATGCCATGTGAACTAGG 280

Ai08B8388 Araip.B08 8388 p2 (AT)12 24 26565220 26565243 GGATTATCAACCTCCCCACA TGCTTTTTCTCCCATCTCAA 280

Ai08B8396 Araip.B08 8396 p2 (GA)6 12 26589774 26589785 ACGGCACACAGTACCAAACA CTTCGACCTCGTCGCTCTAC 156

Ai08B8398 Araip.B08 8398 p4 (TAAA)6 24 26597113 26597136 TCTTTTTCAAAACTTCCTGACCA CCATGATGGAGAAAGGGAGA 170

Ai08B8399 Araip.B08 8399 p2 (AT)6 12 26606525 26606536 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 255

Ai08B8406 Araip.B08 8406 p3 (AAT)7 21 26631379 26631399 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 250

Ai08B8407 Araip.B08 8407 c (T)10aattttcgccactctc(T)1036 26639897 26639932 TTTAGCCGCTTAGGCCTGTA TTGTTGGCTCTTGAAAGAATGA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8412 Araip.B08 8412 p3 (ATA)5 15 26661625 26661639 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 254

Ai08B8413 Araip.B08 8413 c (T)13cgaa(T)13gaaaattagaatttaaaatttaaaataatagttaattaaaaagaaatttttgaaaaagggggaagtattttcgaaaatt(GA)6121 26661850 26661970 AAATAGAATAGGATGTGGGAGGAA TCCTATCTTTTCAAAATTTGTTTCA 273

Ai08B8415 Araip.B08 8415 p2 (CT)6 12 26671502 26671513 GAAGGACATTGAACCTGGGA TCGCAGTGACGAAAAATCAG 267

Ai08B8416 Araip.B08 8416 p2 (GA)7 14 26673047 26673060 CCCTAATAAATTTCCAACACCAA TCTTTCTCTTCCGCAAATCC 262

Ai08B8419 Araip.B08 8419 p5 (GTGTG)5 25 26702567 26702591 CATGGGAGATGCGTCTGTAA TTCTATTCCATGCCCCTCTG 268

Ai08B8420 Araip.B08 8420 c (CT)16attgaatgcttaattcaattaatttatttgttattcaatgtaattttattttactgttttaaaaaaaagaaaag(A)13119 26703083 26703201 TGCTGCTTATTCGTTCATGC ACAACACTGAAGTTGTCGCC 252

Ai08B8422 Araip.B08 8422 c (T)10ggtggaaatggtgtgatgctcataatttatgttttagcatagagtataaagaaaactgtg(T)1282 26711349 26711430 CCTGTAAAACATTCGTGGGC GTCGGATTGAGGAATACCGT 229

Ai08B8427 Araip.B08 8427 p3 (TCT)5 15 26729122 26729136 GCAGCTAAGGGTGGATGAAG AAAGCGGTGGTGCAGTAAAG 108

Ai08B8428 Araip.B08 8428 p2 (AT)7 14 26737988 26738001 TGCCATGAATTGAATCTTGC TCAGGTGAGTGAGGGTCGAT 263

Ai08B8429 Araip.B08 8429 p2 (AT)9 18 26738838 26738855 TTTCCCCTCGTCGTTTATTG GCGAATACGAACCGAAACTT 182

Ai08B8432 Araip.B08 8432 c (A)11cataatagatctactgaaaaatacaaaattaacgc(A)1157 26746464 26746520 CCAGATCAACCTCTTTCCGT ATTTTCCCGCACGTATTTCC 280

Ai08B8438 Araip.B08 8438 p3 (ATA)10 30 26756888 26756917 TGCCAAAAGTAAATTGGCAC TCGTGAAACATTTTCTCTCTTCC 147

Ai08B8440 Araip.B08 8440 p2 (AT)6 12 26759626 26759637 GTTACAAGCTGCCACGGTTT AAACGAACTTTCTTGCGTCTT 143

Ai08B8441 Araip.B08 8441 p2 (AT)15 30 26760007 26760036 CCTCACTTGCCATTGTGTGA ATAGCCAGCCACGGTTTATG 204

Ai08B8442 Araip.B08 8442 c (T)10cactaaaaagtctaaggtctattttctaatatactcaaaacttgggaatctaatttgaagcaaaaatattacacgaactcaaatcatccacaactac(T)10117 26763498 26763614 TTTGTTAACATAGAAAATCATTGGAC CTTGTCGAGTTAGGAAATGCAG 243

Ai08B8443 Araip.B08 8443 p2 (CT)6 12 26767270 26767281 ACCACGATGGAGATGAAAGC CATCGTCGTTCTTGTCATGG 188

Ai08B8446 Araip.B08 8446 p2 (AT)6 12 26778747 26778758 TTCTGAAAATCGAACCGGAC TTTGATTTTGACCCCAGACC 233

Ai08B8447 Araip.B08 8447 p2 (CT)6 12 26779141 26779152 ACGGGTTTCCCTTCTCTCTC TTAAGGGATTCGTCGTCGTC 173

Ai08B8448 Araip.B08 8448 p2 (GA)7 14 26780275 26780288 GCCAGAGGAGAAAGAGAGCA TTCCTCATTCTTTCGGATCG 265

Ai08B8449 Araip.B08 8449 p2 (AT)7 14 26780731 26780744 CAGACTTTGGGGACGAAAAA AGGTTCCTTGGTGTGCAGAG 117

Ai08B8450 Araip.B08 8450 p2 (TA)7 14 26785632 26785645 GCCATCTCTGGCGAACTTTA TCACAACTTAATAAGCTAAAAGTGCAA 246

Ai08B8451 Araip.B08 8451 p2 (TA)6 12 26785822 26785833 TGACAGAATCACAACAATCCA AGCTCAAAACTCACGGGTTG 215

Ai08B8452 Araip.B08 8452 p2 (TA)8 16 26790187 26790202 CTGGTTCTGTGAATTCTGCG CCCATCCAAGCGTTCATACT 234

Ai08B8455 Araip.B08 8455 p2 (AT)7 14 26805052 26805065 CCACCATGTTATAAAGGGCA CAGCCATAAGATCAAAAGCCA 278

Ai08B8457 Araip.B08 8457 p3 (TTC)5 15 26811420 26811434 AGTCTCGCCATGAAGTGAGG GTGGATTCCGAGGACTAGCA 256

Ai08B8458 Araip.B08 8458 p5 (TATTT)5 25 26813644 26813668 ACCAAATTTTTAGCGCCGTT TGGGATTCTCAACGTCACAG 276

Ai08B8462 Araip.B08 8462 p3 (TAT)5 15 26843521 26843535 GACGAGTCAATTTCAAGTTTCG TTTGATGAGGCATTAGCAACTC 197

Ai08B8465 Araip.B08 8465 p5 (TGGCT)6 30 26850692 26850721 CTTGGGATCTCATGTGCTGA GCAAAAGGCTTTGTTACTACCAC 147

Ai08B8470 Araip.B08 8470 p2 (AG)6 12 26876677 26876688 TCGAATAACAGTCTGTAACATGGAA AATGCACCCATTCAAAGGAG 244

Ai08B8472 Araip.B08 8472 p2 (AG)6 12 26884360 26884371 TCGAATAACAATCTGTAACATGGAA AATGCACCCATTCAAAGGAG 244

Ai08B8474 Araip.B08 8474 p3 (AGG)5 15 26891913 26891927 ACGAAGAGGATGAAACACGC TTCCCCCTCCAATGTTTGTA 106

Ai08B8476 Araip.B08 8476 p3 (CTT)5 15 26898571 26898585 AGAGGGAAGCCTCCACATTT TCAAGGGCCAGAATTTCATC 210

Ai08B8477 Araip.B08 8477 p2 (AT)6 12 26899662 26899673 TTTCAAATCCATCACTTTTATTTCA CTTAAGGATTGACAACAACAAAAA 256

Ai08B8478 Araip.B08 8478 p2 (AT)6 12 26908775 26908786 TTTCAAATCCATCACTTTTATTTCA CTTAAGGATTGACAACAACAAAAA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8479 Araip.B08 8479 p3 (ATA)14 42 26913123 26913164 GGTCTTGTGCTGCAATGAAA TTAAGCATGGCAACCTTTTT 276

Ai08B8483 Araip.B08 8483 p2 (AT)9 18 26929722 26929739 TCGGCTAAGGTATGGTTTAGG TATCATGCATCAACCCCCTT 270

Ai08B8485 Araip.B08 8485 p3 (AAT)5 15 26934111 26934125 CCGAATTTGGAGAACGACAT GCATAGTTTGCACCCATCTG 187

Ai08B8487 Araip.B08 8487 p2 (GA)7 14 26935872 26935885 TTTCTTTGTACCTGGCTCCG TGATCTCCCACGCTCTTCTT 175

Ai08B8493 Araip.B08 8493 p2 (TA)7 14 26951550 26951563 CGGAGAAACAAGTTGGCAGT CACGTCGCTCACGAAAGATA 209

Ai08B8494 Araip.B08 8494 p2 (AT)22 44 26951855 26951898 TATCTTTCGTGAGCGACGTG TCCGACGATTTTCAAGACATT 252

Ai08B8495 Araip.B08 8495 p3 (TAT)9 27 26957418 26957444 TGCAGGAACCTAAATGGGAA CATTGAAATCGACAAACACAAA 276

Ai08B8496 Araip.B08 8496 p2 (AT)8 16 26957837 26957852 CTCAAAAACCGAACCAAACC ATTTTCCGCAAAGTGGTGAC 279

Ai08B8498 Araip.B08 8498 p3 (GAT)5 15 26962349 26962363 TTGTTGATGAATGGAATGGG TATGCCCATGGGAGAACCTA 178

Ai08B8499 Araip.B08 8499 c (AT)9aggtgcgttctgtggtacctattacttttctatacctatgatgactacaaagagatgtcaaacctgatttttcta(AT)6agaggtgcgttctatggtacctattacttttctatacctatgatgactacaaagagatgtcaaacctgatttttcta(AT)6194 26962498 26962691 AAAAGACCAGGCACTTTAACTCC GGTACCATAGAACGCACCTCT 256

Ai08B8500 Araip.B08 8500 p3 (CAT)7 21 26979740 26979760 TTTCTGAACCCATTTTTGGC GAACCAAAGAGTAGCAATCATCAA 274

Ai08B8502 Araip.B08 8502 p2 (AT)6 12 26997861 26997872 TCTTGATATTACTGACGGCACA CAATATTTTTCCTCCTTATTATTGCAT 241

Ai08B8505 Araip.B08 8505 c (TTC)5(CT)7 29 27000685 27000713 CAGCAGGTGAAGGAAGAAGG GCATCGCAGTGATGAGAGAA 161

Ai08B8506 Araip.B08 8506 p2 (GA)9 18 27000993 27001010 GTTCTTGTTCCAGGCCTCTG GACCGAATCCAACTCGGTAA 215

Ai08B8507 Araip.B08 8507 c (A)11gaaaaaaaaaggaagaagaggattttatgtctgtacaattgatttaattatcatttttaaattaccttctaagatagac(AT)6102 27004227 27004328 CCATTGCTCTTTGGTTCCAT ACAGCAATACCACCCTCACC 268

Ai08B8513 Araip.B08 8513 p2 (AG)6 12 27041439 27041450 AATTATGCATGCAACCACGA TCAATGGTGAATTGGGGTTT 254

Ai08B8516 Araip.B08 8516 p2 (AT)7 14 27058728 27058741 TCCCCTTTTTGCTTAATTGC GCATTTGCATGTTTGATTGC 276

Ai08B8518 Araip.B08 8518 p3 (ATT)6 18 27074358 27074375 ACGGGGAGGGACATAAAAAG TTGAAGAATTGCTCTCGGGT 200

Ai08B8520 Araip.B08 8520 p2 (TA)8 16 27077022 27077037 TGCTCACGCATCATATTACAAA GCCATGCCAAAAAGAGACAT 218

Ai08B8529 Araip.B08 8529 p2 (GA)16 32 27108985 27109016 GCTTTTCAATGATTTCATCAGG CCTGCTTTACCAGGTTTCCA 261

Ai08B8530 Araip.B08 8530 p2 (AT)13 26 27122365 27122390 TCGCTTGCTGATCTGAAGAA CAGGATCTATCCTTGCTCTGG 211

Ai08B8538 Araip.B08 8538 p3 (AAT)5 15 27182409 27182423 TGTAAATTGGGGGTTTTGGA TTGGTCTGGACTTCCAATTTC 115

Ai08B8539 Araip.B08 8539 p2 (AG)6 12 27182904 27182915 TGTCTTCAGATGGGAAGCAGT ATGCATCCATTCAGAGGGAG 265

Ai08B8542 Araip.B08 8542 c (A)10tttttaataactaaataaaaacaaataacctcttaatttatggaaaagcaaaaataaaaacaaataaacaagcaaatat(A)1099 27188315 27188413 GCTTGAAGGTCAAGATGAACG TTACTGGCAAAAATCCCGAC 247

Ai08B8543 Araip.B08 8543 p2 (TA)7 14 27198180 27198193 GCCAATGCAGATGATGAGAA TCAGGACCCGCATAATTTTC 221

Ai08B8544 Araip.B08 8544 p2 (AT)6 12 27198599 27198610 TGAACAACGCACAAAAATTGA CCTTTTGGCTAGAAAACGGA 231

Ai08B8552 Araip.B08 8552 c (TAT)8tgagtgaca(AT)9aaaagaatctaatgaataaatttattattatttttgtccaaaaaatgcaaaaaaaaatatagtacagtattattgtataat(TAA)5147 27233436 27233582 CAAATAGTTTTAACATTGAGTTTCTTG AGACATAGCAGTCCTCCGTCA 243

Ai08B8553 Araip.B08 8553 p4 (ATAA)5 20 27235083 27235102 ATCAATGCATGGTTGGTTCA GGATTTGTTGCATAATCGGC 252

Ai08B8558 Araip.B08 8558 p3 (AGA)6 18 27250025 27250042 TTAGAATGTTGCTCGCCCTC CACCCCACCTACCTTCAAAA 149

Ai08B8559 Araip.B08 8559 p2 (GA)8 16 27250178 27250193 AGGAGATGGAGGGATGTGTG CCTCAAAGGTGAAGGGATGA 255

Ai08B8564 Araip.B08 8564 c (A)10(T)10 20 27270966 27270985 TGACGGTTCATCATGTTGCT TGGAAGCCCCAGTCTAAATG 246

Ai08B8566 Araip.B08 8566 p2 (TC)7 14 27272381 27272394 TTGTTTCTTATCTTTTTCAAGACTACC GGTTCAAATTTGGGTGAGTTG 279

Ai08B8567 Araip.B08 8567 p2 (CT)8 16 27272551 27272566 CGAAAATATCTTCCCTCTTTTTCA GGAGGTTCAAATTTGGGTGA 226

Ai08B8570 Araip.B08 8570 p3 (CTT)6 18 27302651 27302668 CTTGGAAGAGGGATCCATGA GAAAATCCGGTGGAGAGTGA 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8571 Araip.B08 8571 p4 (TAAC)5 20 27307743 27307762 GGAGCTCAAAACCAGGTAGC ACCATCATCCAACCCTACCA 243

Ai08B8572 Araip.B08 8572 p2 (AT)7 14 27318399 27318412 AGTCAAAACAACTCGTGGGC CAACACCAAACATGCCAAAG 192

Ai08B8576 Araip.B08 8576 c (A)10caatcaaaaattagattcaacacttgacaacatccaa(T)1158 27332677 27332734 GCCATGCGCTTATTAGATCC TCATTATCCGCATGGAGTGA 252

Ai08B8578 Araip.B08 8578 p2 (TA)6 12 27334589 27334600 ATGCTTTGCGTGCTATCCTT ATGCGGATTTATTGGACTGG 191

Ai08B8579 Araip.B08 8579 c (ATA)17g(TAA)5 67 27344179 27344245 TCGTAGGGTGACTTATGAACATTG GGTCATTTGATTCATCTATCCGA 269

Ai08B8581 Araip.B08 8581 p2 (TC)9 18 27346784 27346801 TACCTAATTTCCCGGTTCCC TAAAGGCAATACCGTGGAGG 258

Ai08B8582 Araip.B08 8582 p4 (TATT)6 24 27350085 27350108 TTGTCCCATGTGCATTGATT GAATTGCCATGTGCATTGAT 124

Ai08B8583 Araip.B08 8583 p2 (TA)9 18 27385750 27385767 GGAGGAGTTTTTCGCAACTG GTGCTAGTGGGAGACAACCC 239

Ai08B8584 Araip.B08 8584 p4 (AATA)5 20 27397036 27397055 AAGTGTGGGAAAACTGTGGG TTGGGGTAATTTTGTCCCCT 207

Ai08B8585 Araip.B08 8585 c (T)10gtagagaaataaacataacttatcaatgcacatggattttccattatttttctattttgg(T)1080 27400116 27400195 TTGAGGTAATTTTGTCCCCTT TGCATCAACTAAGTGTGGGG 244

Ai08B8591 Araip.B08 8591 p2 (TC)6 12 27443302 27443313 CCAAGGGAGAAAGGGACTTC CGGCAAGATTCGAAGAGAGA 176

Ai08B8592 Araip.B08 8592 c (TCT)8(CTT)7cg(TCTTCC)577 27444523 27444599 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 223

Ai08B8593 Araip.B08 8593 p3 (GAA)5 15 27444817 27444831 GCTGCACGTTCTTCTTCCTC TCCTCCTCATCTTCTGCTGC 190

Ai08B8594 Araip.B08 8594 p2 (TA)7 14 27447190 27447203 TCTCGCTGTTCTGATCAATTTT CATGAATGACGATGGGTCAA 222

Ai08B8595 Araip.B08 8595 c (T)10aatttctgttaaactttttttaagatgtatttttttnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)891 27448358 27448448 TGTTGTAAGTGTGAAGAGTGCAT AATTTCGTTGATGTGTATAGTGGTT 265

Ai08B8596 Araip.B08 8596 p3 (ATT)6 18 27453398 27453415 CCCAATCTGTCATTGGCTCT TCGAATCACTAATGTCCCATTTT 265

Ai08B8597 Araip.B08 8597 p2 (AT)6 12 27453593 27453604 AAAAATGGGACATTAGTGATTCG CTCGTTTTGCCGAGCTCTAT 234

Ai08B8601 Araip.B08 8601 p3 (ATT)5 15 27469468 27469482 ACATTATTATTATTGCCATTGTGATT GGCTGCTTTCAAAAGACAAA 280

Ai08B8603 Araip.B08 8603 p2 (TA)10 20 27474354 27474373 ATTTCACCCTCTGGGTTTCC AACTCGAAAAGCGCAACACT 212

Ai08B8604 Araip.B08 8604 p2 (TA)10 20 27482529 27482548 ATTTCACCCTCTGGGTTTCC AACGCTCCGATCGATAATGT 198

Ai08B8605 Araip.B08 8605 p3 (AAC)5 15 27485945 27485959 TGCAGAAGCAGAAAGCAGAA GCGATTCACAGTTTACCGCT 198

Ai08B8607 Araip.B08 8607 c (T)13aatttagcctttaatcttatataaagtgata(TC)1064 27491175 27491238 GCCAACTCTAGGCAACTTTGT GTGTTCACGGCGAAGCATAG 260

Ai08B8611 Araip.B08 8611 p2 (AT)6 12 27504032 27504043 CCTCAAAAGATTTTCTTTCCAAAA CCAAAAACCTTGGAGCAAAA 262

Ai08B8612 Araip.B08 8612 p2 (TA)10 20 27504465 27504484 AACCGATCCAGTTCGATTTTT TTTAATTTGGACTAAAACAAAAAGG 251

Ai08B8615 Araip.B08 8615 p3 (TGC)5 15 27508409 27508423 CGAGGCTTCACTGCTTCTCT CAGATGACAACCCACAAACG 163

Ai08B8616 Araip.B08 8616 p3 (ATA)6 18 27511787 27511804 CATGTCCAACCGTTCCATACT AGTTCGTCTCAGCTTGCCTC 264

Ai08B8622 Araip.B08 8622 p2 (AT)10 20 27538261 27538280 TTTAAACCGCAATACCGCTC GGCGCAGAAGTTACGAAGAT 250

Ai08B8623 Araip.B08 8623 p2 (TG)6 12 27546753 27546764 TCCCGATTCTACCTTCCCTT AAGACCCTGACCCAGTACCC 118

Ai08B8624 Araip.B08 8624 p2 (AT)14 28 27550544 27550571 TTAAACCGCAATACCGCTTC CATGGGCACAGAAGTTACGA 266

Ai08B8625 Araip.B08 8625 p2 (TA)9 18 27555839 27555856 TTGATTTTTCCGTTGGGTCT TTTTGCGCTACGAAAGTCAC 280

Ai08B8630 Araip.B08 8630 p2 (AG)17 34 27562845 27562878 ATGCATATGGGTGGGAAGAA TGAGCAAGCTGAACGCTATG 257

Ai08B8631 Araip.B08 8631 p2 (GA)16 32 27563037 27563068 CTTGGAAGAGGAAGCCATTG CCGTTTCCCTTCCACTTGTA 209

Ai08B8636 Araip.B08 8636 c (T)10gttttcaattgatac(T)1035 27582990 27583024 ACGTTGATACAACATGCCGA TTGGTGTGTCATGCCTGAAT 265

Ai08B8640 Araip.B08 8640 p4 (ATTT)5 20 27616254 27616273 TCTCTTTTTCTCTTTGGTTTATTTCT ACGAAAGATAAGGGTCGGGT 273
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Ai08B8641 Araip.B08 8641 p2 (TC)11 22 27623424 27623445 TCACAAGAAATCAAAGCCGA GATTTCGTGACACCCAACCT 194

Ai08B8646 Araip.B08 8646 p2 (AG)8 16 27632807 27632822 AGAATGAACGGCAGCAGAGT TTCCCCAAATAGCTCGTCAC 223

Ai08B8648 Araip.B08 8648 p2 (AG)6 12 27640815 27640826 TCAAATAACTGTCTGTAACACGGAA TGTGGAAATGCTTCCATTCA 244

Ai08B8652 Araip.B08 8652 p2 (TC)22 44 27657498 27657541 TTCTTCTTCCCCTTCTTCCG GAAACCTTGAAAGCAAAAAGGA 186

Ai08B8657 Araip.B08 8657 p2 (TA)6 12 27692466 27692477 CCTTTTAGCATACGATAGCTTGG GTGTGTTCGTTGGCTCAAAA 259

Ai08B8661 Araip.B08 8661 p2 (AT)12 24 27702247 27702270 TGTTGTGATGGATGCAATTTT TTGTTGCATTGCACTTTCTTC 248

Ai08B8664 Araip.B08 8664 p2 (AT)13 26 27710605 27710630 TGTTGTGATGGATGCAATTTT TTGTTGCATTGCACTTTCTTC 250

Ai08B8665 Araip.B08 8665 p2 (TA)6 12 27736214 27736225 CCATCGTACTCAGAGCGGAT GTAACGGCCGAGTTACAGGT 249

Ai08B8670 Araip.B08 8670 p2 (AG)6 12 27749545 27749556 TAACAGGTTGGAACAAGCCC ACAAACGGCTTGTTAATCGG 191

Ai08B8671 Araip.B08 8671 p2 (TC)6 12 27755054 27755065 CTTGGTGTTTTCCCTCCAGA GGAGAGAGAAAGTGGTCAGGAA 235

Ai08B8674 Araip.B08 8674 c (T)12catatagatgcaagggttttgtaattaattaattct(A)1159 27765021 27765079 GGTTTTAAGGTCCAAGAGGTCC AGAACCGCCTTTTGGTTTTT 161

Ai08B8675 Araip.B08 8675 c* (TTTC)5(TTC)5* 32 27770846 27770877 GTTTGTGATTCACGCGCTTA CATCACGAAGAACGCGAGTA 217

Ai08B8676 Araip.B08 8676 p2 (AT)8 16 27791219 27791234 TCACCCATCGACAACTGAAA CATACTGTACCCTGGTCGGC 167

Ai08B8678 Araip.B08 8678 c (T)10aattgggtccctgcaccaaa(T)10caattaagtccctcttagtagtaattgacttaattttatagggatccaact(A)10gaattggtatagggacctaaataaaag(A)10138 27807073 27807210 TGGTCCCTGTAGTTTCGTGA AATTGAGTCCTTGCACCAAAA 226

Ai08B8680 Araip.B08 8680 p3 (ATT)5 15 27818723 27818737 TCTTCGATGCTTTCAAAACG GTCAGTGCCTCCAGAAAAGG 200

Ai08B8681 Araip.B08 8681 p2 (TG)6 12 27820280 27820291 TGATGTTTGAATGTCCCCAA CGCACCTGACCTCAGAAGAT 242

Ai08B8683 Araip.B08 8683 p3 (TGA)5 15 27830956 27830970 TGGAAGGGGTTAAATGATGA ATTACCTTGCCCACAACCAA 263

Ai08B8686 Araip.B08 8686 p2 (GT)7 14 27841154 27841167 CACAGTCAGGACAGGTCCAA GACGATTGTCATTTTTCCCG 262

Ai08B8688 Araip.B08 8688 p3 (TAA)5 15 27842119 27842133 ATTTCCGATCCCTAACCAGG TGCAATTTAAGTGCCTCACAA 228

Ai08B8689 Araip.B08 8689 p3 (TGA)7 21 27843936 27843956 AGGAAGGTTTTGGGGTATGG AGTTGGCATCCATCCTCATC 252

Ai08B8693 Araip.B08 8693 p2 (TC)11 22 27848523 27848544 AATTAAAATCGTCCCCGACC ATTGGTGGTGGTAGTGGTGG 226

Ai08B8694 Araip.B08 8694 p2 (GA)8 16 27848716 27848731 GTGAGGGCTTAGGGATGTGA CGACTACTGGCATCGTCTCA 245

Ai08B8695 Araip.B08 8695 p2 (AG)6 12 27849094 27849105 CCGCTTAACCGTTTGTGATT TCACGATTACGCGTACCAAG 276

Ai08B8696 Araip.B08 8696 p3 (AGA)6 18 27850067 27850084 ATTTCTGGAAAGCCCTGGAT CTACTTGGCCGAAACCACAT 228

Ai08B8704 Araip.B08 8704 p3 (ATT)6 18 27882554 27882571 TCATGATCAAGATCAACTACCGA CGAGTGACGTGATTCTGTTTG 239

Ai08B8709 Araip.B08 8709 p3 (TTC)9 27 27886080 27886106 TTCTTTTCCATCACAACAGCA TCTTCTGCTTTTGTTTCTTCTGC 261

Ai08B8710 Araip.B08 8710 c (TTC)5cctttcctttttccctttttttcccttcccttttccgttatttctccctctcgtccgttttc(T)1289 27886735 27886823 ACGTCAGAGTGGGAGTTGCT TGGTTAATTTAATCGTCTGATCTTTTT 196

Ai08B8716 Araip.B08 8716 p3 (AAG)5 15 27906262 27906276 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 244

Ai08B8717 Araip.B08 8717 p2 (AG)6 12 27909561 27909572 GAGAGAAGGAGGGAATTTTCG TCTTTTCCAACCTCCTAACTTCTT 277

Ai08B8719 Araip.B08 8719 c (ATA)6ctgttattaaaaatggagatatgataaataaaatgatattaccgaatttattgg(AAT)10102 27913737 27913838 TGCAGAAATTAGGGGATTAGTG CACGTTGATCTATTAGTGCCG 240

Ai08B8724 Araip.B08 8724 c (CA)6(TA)11 34 27942504 27942537 TTCATGTTCAACTGCAAGTTCT GGTGATTGTAATTGAAGAGATTGA 141

Ai08B8725 Araip.B08 8725 c (T)11cataattttttcccctttaccacgtagcaagcaaacacaccct(A)1064 27943252 27943315 CTCCAAATCACTCTTTCTTAAATTACT TGGAGCTGGTCTTTGAGTAACA 273

Ai08B8727 Araip.B08 8727 p3 (ATT)5 15 27945128 27945142 TGACATGGAAAAAGAAAAGGG TTGTGAAATATCCGTGGGGT 259

Ai08B8729 Araip.B08 8729 p2 (TA)10 20 27947282 27947301 CCAGTTGAGGAAGGAATTTGA TGCATCACATAACACTGGGC 203
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Ai08B8734 Araip.B08 8734 p2 (AT)6 12 27958582 27958593 GCATGATATTGTTGCATTTGG TGCAAATCTTATAGCGCACG 197

Ai08B8735 Araip.B08 8735 c (A)10ttactagtg(AT)1345 27959428 27959472 GCAAATTTTGAAATTCACAGTCA TGCATGATGAATATTTAATGCAAC 223

Ai08B8737 Araip.B08 8737 p3 (GTT)6 18 27968066 27968083 TTTGTCCTTGGAGGATGGAG GGGACAATAGTGGGAACCAA 231

Ai08B8742 Araip.B08 8742 p2 (AG)13 26 27993374 27993399 CAAAATCGCAAGTTTGAGCA CAACGGAGAGTGAGTGACCA 158

Ai08B8743 Araip.B08 8743 p2 (TA)23 46 27994096 27994141 GCCATTGCAGTTGCAAATTA TCAAGGTTGTCAAATTCAGGAG 275

Ai08B8749 Araip.B08 8749 p3 (TTA)5 15 28026308 28026322 TTTTCACGCCCAACTTTTTC TCCAACATGTTCGTGTCCAT 204

Ai08B8750 Araip.B08 8750 p2 (AG)8 16 28029916 28029931 GGGAGGATTTTGAGCTCTCC AACGCGTGGGTAAGAAAATG 224

Ai08B8753 Araip.B08 8753 p2 (AG)6 12 28037362 28037373 TCCACCAGCTGAGTAATCTAAAGAC CTTGGTGTTTTCCCTCCAAA 279

Ai08B8755 Araip.B08 8755 p2 (GT)8 16 28054589 28054604 TCATCTCTCAAATTTCTTGCCA TTGGTAACAAGGTCGTCGAA 174

Ai08B8757 Araip.B08 8757 p2 (AT)9 18 28061963 28061980 TGGTGGTGGGATTTGAGATT TTTGGCCTAGTAGCTTGGAA 266

Ai08B8759 Araip.B08 8759 c (T)12atgctccatattatgggacttagcttgtttctcaatagaaatatgactattttagttttatagcacaaaactctatttctatc(T)12107 28081307 28081413 CGATCCATCAAGCCTGCTA TGCTGTTCTGCTTTTGGACA 238

Ai08B8764 Araip.B08 8764 p3 (ATA)5 15 28087260 28087274 TCGTGTAAATTCTTTGAAGGCA CCTTAATGAATGTTAAGTTTGTTGTCA 261

Ai08B8766 Araip.B08 8766 p2 (CT)9 18 28094821 28094838 CCAAAATTGTTTTTCATTTGATTC GTGTGTTTTGGAGGGGAAAA 264

Ai08B8768 Araip.B08 8768 p4 (AAAT)5 20 28097104 28097123 CAGCCAATACAATCAAAAACCA GCATCAGAAAATGAGGCTCC 273

Ai08B8773 Araip.B08 8773 p2 (GA)10 20 28110568 28110587 TCTATCATCACGGCATGGAA TGTTTGCCTATTGCTACCCC 183

Ai08B8774 Araip.B08 8774 p3 (TGT)5 15 28133260 28133274 GAGGTGCTCTGTAAGGCTGG CATGGATGGCAGGAAATTCT 135

Ai08B8775 Araip.B08 8775 p4 (AAAT)6 24 28137182 28137205 TCGAAAATCCTTCACTCATTTTT ATGGCCCAACTCTGACAATC 203

Ai08B8777 Araip.B08 8777 p2 (AC)13 26 28159845 28159870 AAGGGGCTCAAAACGCTAAC TGGGGTTTCTTCTCCTTCCT 160

Ai08B8780 Araip.B08 8780 p2 (AC)9 18 28178876 28178893 TAGAAATGGAAAACCGGGTG TGGGGTTTCTTCTCCTTCCT 205

Ai08B8782 Araip.B08 8782 p3 (CTT)28 84 28183289 28183372 GCTTCTCCTCCTCTTCCTCC TGTTGGTGATGACGATAACGA 156

Ai08B8783 Araip.B08 8783 p3 (GAA)5 15 28188331 28188345 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai08B8784 Araip.B08 8784 p2 (GA)7 14 28190515 28190528 CGAATTTGGTGAGTGATGTGA TTTCTTATCTTTTTCAAAACCACC 280

Ai08B8785 Araip.B08 8785 p2 (AG)6 12 28190690 28190701 CGAATTTGGTGAGTGATGTGA TTTCTTATCTTTTTCAAAACCACC 280

Ai08B8794 Araip.B08 8794 p3 (ATC)13 39 28206468 28206506 CCCTCAAGTTTTCGATTTGC GAAGATTGGGACTCAACGGA 276

Ai08B8796 Araip.B08 8796 p3 (TGA)5 15 28207683 28207697 GTGGTGGAGAGGAAGGTGAA CTACCCGCACCCCTAATGTA 161

Ai08B8797 Araip.B08 8797 p3 (AAC)7 21 28214144 28214164 CTGCCTCCTCCTTCTTTTCC CCCCTAACCCTAAATTCCCA 212

Ai08B8798 Araip.B08 8798 c (GA)6gttttacagagtgaaga(AGG)544 28214272 28214315 TGGGAATTTAGGGTTAGGGG CCCATTTTCTCCTCTCCTCC 129

Ai08B8799 Araip.B08 8799 c (T)11gttggcttgtgtgtttgattttatttctttttatctttaagtccaaaagtttcaaattttaaaattgatttccattttaatttttaataaaattaaatc(T)10120 28222049 28222168 TAAACCAAACCACCTCTGGG CATGCAACTGCATCACCTCT 215

Ai08B8800 Araip.B08 8800 p2 (AG)39 78 28224835 28224912 TGCTTCCAAAACAACGTTCA AATGAGATGCGCGTAGAAGG 274

Ai08B8801 Araip.B08 8801 p3 (AAC)5 15 28231747 28231761 TACTGATGAATGTCCGCAGC TGCCTTAGGTGAGGTGCTCT 255

Ai08B8803 Araip.B08 8803 p3 (AGA)6 18 28240720 28240737 CGGTCTTAGGTGCCATCAAT CCATTCATGGTCATCCCTTC 193

Ai08B8805 Araip.B08 8805 p2 (TA)8 16 28249921 28249936 CATCAACCGTTCGTTAGCAA TCTACCTTTCTTCCAACGTGC 279

Ai08B8806 Araip.B08 8806 c (GA)10aaa(AG)10 43 28257098 28257140 CGACAGGGGCTAGAGAGAGA TACACGCACCACGTTACCAT 193

Ai08B8807 Araip.B08 8807 p2 (TC)6 12 28261644 28261655 GGTGCAAAGTGCAGTCTCAG ATCACAAGCGGACAAAGGAC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8808 Araip.B08 8808 p2 (TA)6 12 28266641 28266652 CAAAAGAGTGGTGATGACTGGA ACGGGTAGTGACGGGACATA 200

Ai08B8810 Araip.B08 8810 p2 (AT)10 20 28269876 28269895 AAAACGGACATTAATAATCCGAAA TGACAGTCACAGGTCAAAGAAAA 242

Ai08B8811 Araip.B08 8811 c (T)10cttttttttcg(A)1031 28274121 28274151 TCGAGTTTGGACAACTGACG AGCCAGCCAGAGTTCAACAT 232

Ai08B8814 Araip.B08 8814 c (TC)7atctccttctattcatctatttatttactaacatctcttcctcactcaccaaaaatctgaacccc(CT)691 28275695 28275785 CGAAAATCACTAACCATTTTTCAA GCCCAGGTATAGAGGTTCCC 228

Ai08B8815 Araip.B08 8815 p3 (TAT)29 87 28275894 28275980 GGGAACCTCTATACCTGGGC TTCTTGTCCTTGCTCCTGCT 161

Ai08B8820 Araip.B08 8820 p3 (TGA)6 18 28309169 28309186 TTGGCTTTTTGGAAGCTTGT TCATCAAAATCATTCTTTCCCA 241

Ai08B8823 Araip.B08 8823 c (T)14cctaaaataatttaaccaataaacaatgatatccgatcccttccctaataaattgtatttttttttatacc(A)1297 28323524 28323620 TGCTGGTGAACTTGACTTATGG GGGAACAATCAATTTAAAAAGCC 253

Ai08B8825 Araip.B08 8825 p3 (AGA)5 15 28346250 28346264 GTAGATCCAAACCCCCTTCC ACATCATTAGGGGGAGGAGC 143

Ai08B8827 Araip.B08 8827 p2 (TA)7 14 28349868 28349881 CTGAACATGACTCCACCCCT CAGTGATTTACTGGTCGAAGCA 251

Ai08B8830 Araip.B08 8830 p2 (GA)6 12 28361531 28361542 CATGCAAGCAATCCCTTAAAA CCTTCCCCTTTCTATCTCACC 280

Ai08B8831 Araip.B08 8831 p2 (TA)6 12 28373851 28373862 CACCCACGAAAGATAAGCGT CGAGTTTGGGATATTTTGGG 165

Ai08B8834 Araip.B08 8834 p2 (AT)6 12 28380835 28380846 GCAGTGTCTTGCCAATCTGA CGGTTGCTAACAAGTAGAACAGTTT 201

Ai08B8843 Araip.B08 8843 p2 (AT)6 12 28411420 28411431 TTGGAAACATTTGGTTTGAGAA TTCACCATTTACTTTGGGGC 215

Ai08B8846 Araip.B08 8846 p2 (AT)9 18 28421367 28421384 TGAATTCAGGTACGCTTCCG TGACGCACACACAAACTCAA 246

Ai08B8847 Araip.B08 8847 p2 (TA)6 12 28421591 28421602 TGAGTTTGTGTGTGCGTCAA CGCACAAAATAAGAGAAACGA 268

Ai08B8848 Araip.B08 8848 c (A)10ttggatttaattttaaacgtcaaaaagacaaactctaatta(T)1263 28426981 28427043 TTCATAAATCAGCCGGAAAG TGCAGCAAGTGAATAAATCCC 112

Ai08B8851 Araip.B08 8851 p2 (AT)6 12 28430804 28430815 TTGGGTCAGTTTGGATTGGT AAATTATTTGTACCAATTTATTCAAGC 275

Ai08B8853 Araip.B08 8853 p3 (ACC)5 15 28436675 28436689 CTCCGTTTGGTTGGTGTTCT TTGTGGTTGAAGAAGTCAGTGAT 197

Ai08B8856 Araip.B08 8856 p4 (ATTT)5 20 28456890 28456909 TCCCTTCCTCATTTGTTCTTG CACTGGTTTTGACCGGTTCT 266

Ai08B8857 Araip.B08 8857 p3 (TAT)7 21 28461614 28461634 CAACGGTATTTATTTTCGTTGGT GCTGCTATCAAAAGCACCAT 271

Ai08B8861 Araip.B08 8861 p4 (TTTC)5 20 28474188 28474207 TGCATTTGTGTCCTATTGGC CCAATTCTTTGATTTGTGCTTG 211

Ai08B8863 Araip.B08 8863 p4 (TAAA)5 20 28482069 28482088 TGAAATAAAACGACAAACAGTAGG AAAGAAAATGTTGATGATTCGGA 194

Ai08B8864 Araip.B08 8864 p3 (TCA)6 18 28485380 28485397 CCAAAACACCACACCATGAA ATTGATGCCTCAACCTTGCT 268

Ai08B8865 Araip.B08 8865 p3 (CTA)7 21 28485891 28485911 AGACGAAGAAGGGTGCAAGA CCAAACGAAGCTCAAGATCC 137

Ai08B8866 Araip.B08 8866 p3 (ATT)6 18 28486076 28486093 GGATCTTGAGCTTCGTTTGG CAGAAACGGAGTCATCAAACA 256

Ai08B8871 Araip.B08 8871 p2 (TC)10 20 28497748 28497767 TAATGGAACGCTGCATTTTG GCACTGACAGAAGGGGCTAC 219

Ai08B8872 Araip.B08 8872 p3 (GCT)5 15 28503221 28503235 TGCCCCAAAACAAAAACCTA CGCGATTACGAGAGGAAGAC 165

Ai08B8874 Araip.B08 8874 c (TC)7ta(TC)9 34 28516748 28516781 TCCTAAATTCGAGCCGAGAA AAGGGAGAGACGAGTGGGTT 231

Ai08B8875 Araip.B08 8875 p2 (AC)10 20 28521006 28521025 CCTGATTCTCCGAGTCAACC AGTCCTTTCGTCAACGTGCT 177

Ai08B8876 Araip.B08 8876 c (ATT)6c(TTA)5 34 28523171 28523204 CCCACCTAACTTAAGACAATCCA TAAGTGTGGGGAAATTGGGA 272

Ai08B8878 Araip.B08 8878 p3 (GAA)5 15 28535663 28535677 ACCCTTACCCAATCCAAAGG TTGCAATTTGTGGAAATGGA 260

Ai08B8881 Araip.B08 8881 c (A)10tttgataaaaagaaagggtaaacatgggacaagaaatattgaaggcatctcttaaagagaggaaggga(G)1896 28562885 28562980 CAACAATTGTGGAAGTTTCAAG TTCTTTTGGTGGCTTGTGAA 238

Ai08B8887 Araip.B08 8887 p2 (GA)9 18 28582214 28582231 AAGGTTCTGCTTCCCCAAAT CCCTTTTCGAATTTCCCATT 194

Ai08B8888 Araip.B08 8888 p2 (GT)12 24 28594103 28594126 GCATATGCTCCCGTAAGTCG AGGCAAACCACTGCAAGAGT 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8889 Araip.B08 8889 p3 (TCA)6 18 28597091 28597108 GGACTGGGAGACAAATTCCA GGGACCCACTCACTCTGAAA 168

Ai08B8890 Araip.B08 8890 p2 (TA)7 14 28612402 28612415 GCCTGATGTGCTCTTTCGAT TGTTTTGGATGAATTCCCTTG 278

Ai08B8892 Araip.B08 8892 c (T)10caattgggtccctgtacgttaa(T)1042 28628579 28628620 CAGGTCCCTATAGTTTCACCGA TTGTGGAAGATGAAAACTGGAA 246

Ai08B8901 Araip.B08 8901 p2 (TC)10 20 28684703 28684722 GCATCAAAGCGAGGACTAGG TTTCGAGGTTAAGTCGGTGC 179

Ai08B8903 Araip.B08 8903 p2 (TG)7 14 28696978 28696991 TGGCGAACATAGTCTCTGTGA GGGCTCTTCTCTGCATTGAG 269

Ai08B8904 Araip.B08 8904 p2 (CT)20 40 28699705 28699744 TTGTCTTGACTGTTCGCTGG TCAGAGGCACAACTAAGCCA 271

Ai08B8907 Araip.B08 8907 p4 (AACT)5 20 28718291 28718310 AAACGGGAAGAAAGGATTTGA TGGTGTTCAAAGCAAACCAA 190

Ai08B8908 Araip.B08 8908 p3 (TCT)5 15 28745440 28745454 ACACAACCCTCTCTTCCCCT TAGAATATTGCTCGCCCTCG 116

Ai08B8909 Araip.B08 8909 p2 (GA)18 36 28748757 28748792 ACCAAAACCTGGAAGCATTG TCTCGTTCTTCCTCGTTCGT 239

Ai08B8915 Araip.B08 8915 p2 (AT)6 12 28756707 28756718 GGCACCAAAAGTGTCTATCCA TTCCACCTCTTCAACTCTCAAA 264

Ai08B8918 Araip.B08 8918 p2 (AT)11 22 28758313 28758334 TCTTTTTACTAGCGAATTGTGCC TGTCTTTGGGGGTCACTTTC 204

Ai08B8920 Araip.B08 8920 p2 (AG)8 16 28770970 28770985 GCTCTATAACCCGCCATTGA TTCAGTTCCCACTGCTTTCA 113

Ai08B8921 Araip.B08 8921 p3 (TTG)5 15 28779786 28779800 CTGCACCTGATGTGTTCTGG CAGCCAAAGCATTGTCAAAA 212

Ai08B8922 Araip.B08 8922 c (A)11ttttcaaaaatctctcatctgttttcg(A)1048 28781670 28781717 TCGAGTTTGGACAACTGACG GTTTGGAAGCCTCAGTCCAA 258

Ai08B8926 Araip.B08 8926 p3 (AAT)5 15 28799697 28799711 TTAAGATGCTCCAACCCCAC GGCTATACCGCCAGATGTGT 207

Ai08B8935 Araip.B08 8935 p5 (TTATC)5 25 28874663 28874687 GGTACCTGCAAGAGACTCCG GCCCAAATAGAGGAACACGA 259

Ai08B8936 Araip.B08 8936 p2 (CA)6 12 28875988 28875999 CTAGCTCATCCCAAGCCAAG AGTTTTAATTCCCGGGTCGT 259

Ai08B8939 Araip.B08 8939 p2 (TC)9 18 28892936 28892953 GGATGGAAATAATGATGGATGAA TCAGGTAACCCCCAGAACAG 264

Ai08B8940 Araip.B08 8940 p5 (TTATC)5 25 28893374 28893398 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 180

Ai08B8941 Araip.B08 8941 p2 (CA)6 12 28916093 28916104 CTAGCTCATCCCAAGCCAAG GGCGTTCAACTCCAAGAGAA 162

Ai08B8942 Araip.B08 8942 p2 (CA)6 12 28923325 28923336 GGATCCATAGCTCATCCCAA GCGAAGGCAACAAGATTTTC 205

Ai08B8945 Araip.B08 8945 p3 (TAT)8 24 28935494 28935517 TGGGGTAATTTTGTCCCCTT ATGGGAAGATTGTGGGAACA 230

Ai08B8946 Araip.B08 8946 p2 (TA)13 26 28950888 28950913 CCCTGCTTTCATGAGCTGTC TGGTTTATCAACCTCCCCAC 272

Ai08B8949 Araip.B08 8949 p2 (AT)7 14 28990193 28990206 TGAAGCAAGAAAAAGCAGTGAA TTTAGCTGCTTAGGCCAGGA 204

Ai08B8951 Araip.B08 8951 c (A)13taggcg(A)10 29 28999793 28999821 AGAAAAAGCGGCAAAGAACA TTATTTGCCCTTGCCTTTTG 128

Ai08B8957 Araip.B08 8957 p3 (TTA)6 18 29029428 29029445 CACTTTTGCAAGTGTTTTTGATG CCTCACTCTGCTAAAGCCTCA 218

Ai08B8958 Araip.B08 8958 c (AG)6taaggagagaa(AG)1145 29030832 29030876 AGTCTCGGAACAGCAAATGG TCACCCTCTCTTCCTCCCTT 161

Ai08B8963 Araip.B08 8963 p3 (CTT)7 21 29054993 29055013 GCACCATCATCGATCATCAC GTTGGATGGTAGTCGGCAGT 274

Ai08B8967 Araip.B08 8967 p2 (TA)6 12 29092451 29092462 GTTTGGTCATGAGGTGAGGC CCCAACACTAGCAAATCAAGC 271

Ai08B8970 Araip.B08 8970 p3 (TCA)5 15 29106180 29106194 TTATTCATGGCTCGCTTCAA GAACTCTTTCACTACCGCCG 211

Ai08B8973 Araip.B08 8973 p2 (TA)7 14 29112010 29112023 CTTGCAGGAAGGAATTCGG TCAGCCTTATTTCAGCCTGTG 229

Ai08B8975 Araip.B08 8975 p3 (TGA)5 15 29117591 29117605 TGTTCTTTCAAGGGTTGAGTGTT TTTTTGCAGGGAAAGAATGG 258

Ai08B8978 Araip.B08 8978 c (A)13gaaatatacacggg(TA)843 29124059 29124101 TATGAACGTGGCATGAAGGA AAGGAAGCTGGGTGATGATG 248

Ai08B8979 Araip.B08 8979 p3 (TTA)5 15 29126315 29126329 TTGCGGTCGAATAGTTGAAA GTAAGGCGTTACGGACCTGA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B8980 Araip.B08 8980 p5 (TTATC)5 25 29140675 29140699 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 174

Ai08B8983 Araip.B08 8983 c (T)10cttatttttcttcgttacaaaaaatttttccttttcc(T)1057 29144903 29144959 CAAATTTCAACCATCATTTACCC AATCGGATTGGTTTGGATTG 251

Ai08B8987 Araip.B08 8987 p3 (TAA)5 15 29166567 29166581 TTCTCACTCTTTTCTCTATGGGC AAAAACAAGAAACAAAAGTTCATATTG 274

Ai08B8993 Araip.B08 8993 c (T)11ggtgactatatgtacaagtaattaatttaacggcagattgtctcacctattttttccaccaaatttaaatacatgctttaattttg(A)10107 29170174 29170280 AAGGGAAACATAAGGCCCAT GGGTTTATGGTTGGCATCAT 214

Ai08B8996 Araip.B08 8996 p3 (TGG)5 15 29178949 29178963 AGAAAGAAGGGTGGCACTTG ACCACCATCATCTCTCTGCC 202

Ai08B8997 Araip.B08 8997 p3 (TGG)5 15 29179072 29179086 GTAGGGCAGAGAGATGGCTG TACCGATACCCGATACCCCT 235

Ai08B8999 Araip.B08 8999 p3 (GAA)5 15 29185005 29185019 ATGAATGTTGTTCGGTTCGG TTCTCTGCTCGCATTCTTCA 247

Ai08B9000 Araip.B08 9000 c (GAA)5aaagaaa(AAG)640 29185121 29185160 GAAGAAGAACGACGGAGCTT TCTCTTCTCGCGTTTTCGTT 170

Ai08B9002 Araip.B08 9002 p3 (TGG)5 15 29186938 29186952 GCTACCTTTGCCTTGTGGAG ACACGCTCCTTTGCTCAGAT 180

Ai08B9004 Araip.B08 9004 p3 (ATA)11 33 29191341 29191373 ACCAAACACATCCCAAGAGG CATCTTTGAACACGGGGTTT 261

Ai08B9005 Araip.B08 9005 c (GA)12tttcatggaaatagtaagagagagaaaagagagaatcagagcttggaaacagagcag(A)1293 29191978 29192070 GAGAGAGCAGTGGGGTTCTG CCTTTTTGGTCATTCCAAGC 236

Ai08B9008 Araip.B08 9008 c (A)11c(A)10 22 29203366 29203387 AAAAATATCCAACCCGGTCC AAGCGCTGGCCTTCTACTTT 230

Ai08B9011 Araip.B08 9011 p2 (TA)6 12 29213247 29213258 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai08B9013 Araip.B08 9013 p4 (ACAG)5 20 29235996 29236015 TTGCTTGCCTCAAAATTGTTT TGATGAGGAAGAGGACAGCA 265

Ai08B9014 Araip.B08 9014 p2 (TA)9 18 29248781 29248798 TGCATAGTCGTTTGCTTGCT CAAATGTGTATGTGGGTGTGTG 112

Ai08B9016 Araip.B08 9016 c* (CTT)6(T)11*atcatcatcacca(TCT)967 29249446 29249512 CCCTTTCTCTTCCTTCTCCC TTTGCAGCATTGTGTTTCTTC 215

Ai08B9017 Araip.B08 9017 p3 (TCT)5 15 29250193 29250207 GCAAATTTCGGTGGATTGTT TGAGAAGGTAAAACAAGAAGGAAAA 208

Ai08B9018 Araip.B08 9018 p3 (GAT)10 30 29252183 29252212 CGGTTTTGGACTTGTAGTCCTT CGTTGCCCCTTTCTTCATAA 275

Ai08B9020 Araip.B08 9020 p2 (AG)8 16 29254261 29254276 GAGGAGGAATGGAGGAGGAG CAACCCCAAGCAGTTTCAAT 188

Ai08B9032 Araip.B08 9032 p2 (GA)9 18 29374633 29374650 CATGCAAGCAATCCCTTAAAA CCCCTTTCTATCTCACCTCTCA 280

Ai08B9034 Araip.B08 9034 p2 (CT)6 12 29380762 29380773 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTGGGGTGAGGGAGAGAT 273

Ai08B9035 Araip.B08 9035 p2 (CT)7 14 29395586 29395599 GGAACATTGAACCAGGAATTG TTTCGGCCCAGAAAATACAG 188

Ai08B9036 Araip.B08 9036 p2 (TC)6 12 29396912 29396923 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai08B9037 Araip.B08 9037 p2 (TA)7 14 29398417 29398430 TTCACCATTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 219

Ai08B9038 Araip.B08 9038 p2 (CT)6 12 29405286 29405297 GCATATTTCGAAAATTGTTGTTTG GAATGAGATGGGGGAGGAAT 251

Ai08B9040 Araip.B08 9040 p2 (TA)14 28 29411522 29411549 TGTTTGCATTCATGTGGTGA TTTTCCTAGTTTGCCTCTTTCG 213

Ai08B9043 Araip.B08 9043 p2 (TA)6 12 29428941 29428952 TTCACCATTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 213

Ai08B9044 Araip.B08 9044 p2 (CT)11 22 29433779 29433800 AACGAAACATTGAACCTGGAA TCTGACCCAGTTTTTGACCC 208

Ai08B9045 Araip.B08 9045 p5 (AAAAT)5 25 29464274 29464298 GATGTGGGTGAGGATTTTCG TGGTGTTCCTTGGTATTTTTCC 211

Ai08B9061 Araip.B08 9061 p5 (AAGAT)6 30 29598052 29598081 CCAAATCCTAAGGCAGTCCA CCTGGGTGCTCCAGTGTATT 163

Ai08B9062 Araip.B08 9062 p2 (GA)8 16 29602523 29602538 GTCTCTGTGGTGGATGCTGA GAATTTGGATGAAGCTGGGA 275

Ai08B9063 Araip.B08 9063 p2 (GA)6 12 29622984 29622995 CACAGCGTCAACACCAAACT CAGAAGCACAAACTGGGTCA 261

Ai08B9068 Araip.B08 9068 p4 (ACAT)14 56 29650995 29651050 GAAGTTGTGATTGGATGATGTGA ATCAATGGAGTGCCCAAAAA 252

Ai08B9069 Araip.B08 9069 p3 (ACA)6 18 29654787 29654804 CTATGACTGCCCCAACCAAT GAGGTGCTCTGTAAGGCTGG 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9070 Araip.B08 9070 p2 (CT)8 16 29659251 29659266 GCGCCAGTAGCATAAAAAGG AAACCTTGTGAATGGGGATG 235

Ai08B9072 Araip.B08 9072 p2 (GT)6 12 29671403 29671414 TCTCCCTCCCCCTTTCTTTA AGCTTCGCAGGCTGAGTTAG 272

Ai08B9073 Araip.B08 9073 c (AC)15(AT)7 44 29671667 29671710 ACTCCTAACTCAGCCTGCGA CAATGAGACGGTGATGCTTG 234

Ai08B9074 Araip.B08 9074 p2 (AT)9 18 29672404 29672421 TTGCGTTTACTCTTCCCCAC TTTGTGTATTTTGGGCAACG 279

Ai08B9075 Araip.B08 9075 c (AT)7acaggaaacaagagtagagggtcaagagtacagaatattaagctcctaacacagcctgcaaagctaaggctagccggaga(AT)13120 29676550 29676669 AAATTAAAAGCGCAATGCTCA TGGAGAACTAGGACCTCTTTTG 231

Ai08B9078 Araip.B08 9078 p2 (CT)7 14 29700326 29700339 CCCGAATTCTCCAATTCTCA AGTCCAAACCCAACCATTGA 269

Ai08B9085 Araip.B08 9085 p3 (TTC)5 15 29743594 29743608 TCGTCCGAGTCTGTCTCCTT TGGTCTCACTTAGCATGTATAACAAA 218

Ai08B9088 Araip.B08 9088 p2 (TA)8 16 29751055 29751070 TACCCTCTAATGGCGACAGG ACCACAATATCGCTCCCAAA 217

Ai08B9089 Araip.B08 9089 p2 (TA)7 14 29757167 29757180 GGATATGGGCGCAGAAGTTA TTAAACCGCAATATCGCTCC 271

Ai08B9091 Araip.B08 9091 p5 (TTATC)5 25 29769496 29769520 CCTGGGTGCTCCAGTGTATT ACACGACCCAGAATCCAAAG 164

Ai08B9092 Araip.B08 9092 p5 (TTATC)5 25 29780451 29780475 CCTGGGTGCTCCAGTGTATT TAGTGAAGCGACCGACCTCT 265

Ai08B9094 Araip.B08 9094 p2 (GT)6 12 29789789 29789800 GGAGCTCCGGATCAAAAGTT TAAGGGCCCAGTCAACTCTC 164

Ai08B9095 Araip.B08 9095 p2 (AT)7 14 29790804 29790817 ACCACAAATTTTGAGCCACC CAATGAGACGGTGATGCTTG 197

Ai08B9099 Araip.B08 9099 p3 (AAT)5 15 29810942 29810956 GCAGTGAAAAGCTTGCAGAA TTCACTTGACACCTTCACGC 251

Ai08B9100 Araip.B08 9100 c (AT)6aaatatatatacagaaaacaagagtagagggtcaagagtacagaatatcaagctcctaacacagcttgcgaagctaaggctggccggagaatatt(TA)7121 29817259 29817379 GCAATGCTCAGGATACAAGG TGGAGAACTAGGACCTCTTTTG 221

Ai08B9103 Araip.B08 9103 c (T)10gaa(T)10 23 29829635 29829657 TTTACAGCCAGCCAGGATTC TCGAGTTTGGACAACTGACG 200

Ai08B9106 Araip.B08 9106 p3 (CTT)5 15 29844628 29844642 TCTTCATTGCTTTCCAAGGG AGGCATAGCCTGGTTGAAGA 161

Ai08B9109 Araip.B08 9109 c (CT)10tgcattcattcccaattccccgtg(CT)656 29872513 29872568 CAACTGCCATGTTTGTGGTC AATTAAACTCCCGGGTCGTC 271

Ai08B9114 Araip.B08 9114 c (T)10gaaaaat(TAAAA)5taaatgaaaaattgaatataatttcgaaaaattagaagaaaaagaaataaaagaaaattaaaaacta(AATT)5129 29906913 29907041 TTTAGCTCAAAACTGCTGGC TTTCGAAAATCCTCACCCAC 195

Ai08B9117 Araip.B08 9117 p2 (CT)6 12 29965516 29965527 GAGCCTTGAGCTTCACCAAC TCCATCCCACAAACCTTCTC 244

Ai08B9119 Araip.B08 9119 p2 (AC)6 12 29972123 29972134 GAGGCGCTACGACCTCTAAA AGCTTCGCAGGCTGAGTTAG 237

Ai08B9120 Araip.B08 9120 p2 (TA)6 12 29972392 29972403 TCAAAACCCATAGCCCAAAA GGAGTCCTACAGCGAAGTGG 162

Ai08B9122 Araip.B08 9122 p3 (TTC)5 15 29980240 29980254 GAACTTGATCCGGAGGATTG ACCCAATTGGATGAAGATCG 190

Ai08B9123 Araip.B08 9123 p2 (TC)7 14 29980721 29980734 CTGTGGGATTCGACCTCACT GAAGCAAAGGTAAGTCAAGGGA 201

Ai08B9126 Araip.B08 9126 p3 (GAG)5 15 29984365 29984379 GCCGGTATGAGAGATTGGAG ATCTGCAGCCTCAAGCTGAT 236

Ai08B9130 Araip.B08 9130 p2 (TC)7 14 29997226 29997239 CCACCCGCATCAAGATTTAG CCCACCAACCTCAACTCACT 256

Ai08B9131 Araip.B08 9131 p3 (TTC)5 15 30007916 30007930 TTCTTGGCCGAATACACCTC ACTCGGAGGTGGAAGCTTTT 212

Ai08B9136 Araip.B08 9136 p2 (TA)7 14 30050429 30050442 GCTTCATTAGGGGGTCCAGT GGGACAAATTATGAAGCCACA 101

Ai08B9139 Araip.B08 9139 p4 (TAAA)5 20 30071430 30071449 AAAAACTGTGGGAACATGGG CATTGGAGTAATTTTGTCCCC 200

Ai08B9140 Araip.B08 9140 p2 (GA)6 12 30095994 30096005 GAAAAAGAGGGGAGATATTTTCG CTTGGTGTTTTCCCTCCAAA 257

Ai08B9144 Araip.B08 9144 c (T)10ctccatgttatcttcttcaatttctctcggtgtactctctactctctatatattttttatctattatcttttg(T)1093 30111543 30111635 GGAGCCATATTGGGAAGAGA AAAATTTAAATGAAAGGATGGACA 237

Ai08B9146 Araip.B08 9146 p3 (GTT)5 15 30127913 30127927 GATGGTGCTCTTGCAGTTGA AAAGCATACGTCCCCTCCTT 170

Ai08B9147 Araip.B08 9147 p3 (GAA)5 15 30175423 30175437 CGGTCTTAGGTGCCATCAAT TCCTCTCCCTTCTCTCCTCC 146

Ai08B9148 Araip.B08 9148 p2 (AG)6 12 30177643 30177654 GCTGCCATCTCCTCTTCTTG TTACCAAAAATCCGAACCCC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9149 Araip.B08 9149 p5 (AAGAT)5 25 30187479 30187503 CAGCCCAAGCCTACAGAGAG GTACTTGCAAGGGACTCCGA 223

Ai08B9154 Araip.B08 9154 p3 (ACC)5 15 30206923 30206937 CCAAAAATCCCTCTGGAAAC TGCACCTTAATCTCGCAGTG 161

Ai08B9155 Araip.B08 9155 p4 (TTAT)5 20 30207727 30207746 TGGATCAGATATAACTGCCAAA ATTTGCGGGTTTTAGGTAGG 280

Ai08B9156 Araip.B08 9156 p2 (TC)7 14 30215661 30215674 CAAGTTTAATAGCTTTGATGGTGG AAAATTGACTTTGTCCAAAATGG 107

Ai08B9157 Araip.B08 9157 p2 (AT)7 14 30216541 30216554 ACGGACGATCATTAGACCCC TGGTAAAATAAGAACCGTGTTATACAT 234

Ai08B9163 Araip.B08 9163 p3 (GAA)5 15 30227090 30227104 GCACTGTTGCGAAGCATAAG CGTTTTCTCCCATTCCTTCA 121

Ai08B9167 Araip.B08 9167 p2 (AT)8 16 30230263 30230278 TTGATGGACTGGATGATGTTTC CTTTGCACACCAGAACTTCAA 275

Ai08B9171 Araip.B08 9171 p2 (CG)6 12 30238999 30239010 GATGTTCTCGGGTAGTCGGA ACTTGATCGTCGGAGTGTCC 160

Ai08B9172 Araip.B08 9172 c* (CTTTTT)6(T)10*41 30241985 30242025 GGATCCTTTTTACCCTTGCC TTTGCTGGCTCTTGAAAGAAT 204

Ai08B9176 Araip.B08 9176 p2 (GC)6 12 30268521 30268532 GCCTACACTAAGCCACCAGC AGTGCAGAATGAAAGGGCAC 128

Ai08B9177 Araip.B08 9177 p2 (GC)6 12 30268655 30268666 GTGCCCTTTCATTCTGCACT CATAGGGGTGGCATGACTCT 178

Ai08B9178 Araip.B08 9178 p2 (GC)7 14 30268772 30268785 AGAGTCATGCCACCCCTATG AGGGGTAAGTGTGCCCTTCT 172

Ai08B9181 Araip.B08 9181 p3 (TAT)5 15 30310452 30310466 TGACTCATGAGACTCAAGCCTA TTTTTCACAGTTAGCTGCCG 240

Ai08B9183 Araip.B08 9183 p2 (TA)6 12 30331601 30331612 AGCGAAGGTACAACGCTCAT GGTCGACTTGGAGAAACAGG 209

Ai08B9185 Araip.B08 9185 p2 (TA)16 32 30341832 30341863 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 245

Ai08B9186 Araip.B08 9186 p3 (GAG)5 15 30348030 30348044 TGCCTTCTGCGCTACCTAAT CTCGGTAAATCCGACGGTAA 146

Ai08B9188 Araip.B08 9188 p2 (GA)6 12 30350295 30350306 CGAGGTGAGGAAGGATGAAG TCTCTCCCGCGAAATAAAAA 271

Ai08B9189 Araip.B08 9189 p3 (TCC)5 15 30351643 30351657 TGCGTTTCAATAACGCAACT TGTTGGTGTTGGTGATTACGAT 159

Ai08B9193 Araip.B08 9193 c (T)11aatgtcatttattattaaaaacttaaaacatttatttttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntacagtacttttt(A)10109 30367971 30368079 CGCACATGTATGTTGCTTGA GGCAAGCTCATTGGTGTGTA 276

Ai08B9195 Araip.B08 9195 p2 (TC)17 34 30369883 30369916 TTGCCATCTCACCCTCTCTT AACGGAACCAAATGCAAAAG 279

Ai08B9196 Araip.B08 9196 p4 (TTCT)9 36 30370154 30370189 CTTTTGCATTTGGTTCCGTT AGAATGATTGGGGAGGTTCC 166

Ai08B9199 Araip.B08 9199 p3 (AAG)5 15 30385218 30385232 GACGATTCCGATGACAGGTT GTGCATTGATGAATCCCCTT 234

Ai08B9202 Araip.B08 9202 p2 (AT)6 12 30406136 30406147 GAGCTACAGAAGCCCAATCG CATCAAAACTCGGGCAAAGT 110

Ai08B9203 Araip.B08 9203 p3 (GAA)5 15 30410060 30410074 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 276

Ai08B9204 Araip.B08 9204 p2 (AG)6 12 30412275 30412286 TTTCTGACAGGTGCTTGCTG CTCCCTCACTCCCCAAAAAT 261

Ai08B9205 Araip.B08 9205 p4 (TTTA)5 20 30424555 30424574 GCTTGCACCTTCATGAAACA TGTGACGCTCATCATCCTTC 254

Ai08B9207 Araip.B08 9207 p2 (CT)9 18 30456568 30456585 TAGTTTTGCCGCTGTCCTCT TTGCAGATTCACAATGGGAG 191

Ai08B9208 Araip.B08 9208 p4 (AAGA)5 20 30457092 30457111 TGAAACATTGGCCTACACACA ATGAAAAGCGTTTGAGGTGG 166

Ai08B9211 Araip.B08 9211 p3 (AAT)13 39 30511988 30512026 CGCAAGGCAAATATCTTCAAC GGATCCTGAAGGAAATATTGGTT 254

Ai08B9213 Araip.B08 9213 c (T)12aagaaaaaatatgagatttat(A)1043 30514240 30514282 TTTTCACCCAAATTGTTACGA GCGGAGTTAAAATTCCAAGG 269

Ai08B9214 Araip.B08 9214 p2 (TA)9 18 30518105 30518122 TCGGAAAATGGATGAGTAAGC GCAACGATGTTTGAAGCTGA 260

Ai08B9215 Araip.B08 9215 p3 (TCT)6 18 30520038 30520055 TTCTCCCTTTTTCCCATTCA TCGGTGAGCCAATCTCTCTT 169

Ai08B9216 Araip.B08 9216 c (GAT)7aaaa(AAG)540 30522448 30522487 GAATGTAGGTTCATCCTCTTCCA TCCTCCTCCTCATCTTCTGC 225

Ai08B9221 Araip.B08 9221 p3 (TTA)11 33 30530012 30530044 TCCAAAAGCTTGTGATGATGA GGCATCTGAATCTTTTTCCG 145



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9222 Araip.B08 9222 c (ATC)5atatgatctatttagatagtgatgatg(ATT)557 30532172 30532228 TCAAAAACCACCCTTCCATC ACTTAGAGGGCGTGACATGG 279

Ai08B9223 Araip.B08 9223 p2 (GA)7 14 30532539 30532552 TGGGGTTTTGCCACGTATAG CAAATTGAGGGCAAAATCGT 215

Ai08B9226 Araip.B08 9226 p3 (TTC)5 15 30535000 30535014 AGCAGCAGAAAATGAGGAGG ACTGCAAAATTACTAGGAAGAGGA 254

Ai08B9227 Araip.B08 9227 p3 (AAG)6 18 30535213 30535230 TGTTTCTTCATCTTCTTTGTTTGA TGCTATTGTAGCAAAGTTTCGG 260

Ai08B9231 Araip.B08 9231 c (T)10(A)11 21 30539313 30539333 GGTGCTCTTCCTTCTAAATCATTC CTTGCAAAAGCTTCCACACA 269

Ai08B9235 Araip.B08 9235 p2 (TA)6 12 30559331 30559342 CGTCGTTGTTTCCATTCTCC AAAATTGGGAGAATTTTTCGG 234

Ai08B9236 Araip.B08 9236 p4 (TATT)6 24 30563394 30563417 CGCAATGAATGTGCTCTAGG TGGAAGAGCTTGGAATTTGG 240

Ai08B9239 Araip.B08 9239 p3 (GGT)5 15 30569661 30569675 AAACAGATGGTGATGGAGTGG GTCCTTATGGTTTACGCCGA 191

Ai08B9240 Araip.B08 9240 p2 (TC)6 12 30570138 30570149 TTTGTTTCAATTTTGTCCATCAA TTGGAACCACACCCAAAATAA 280

Ai08B9241 Araip.B08 9241 p3 (AAG)5 15 30570741 30570755 TTGGGTGTGGTTTCAATTTTC TCAAGGTGACAGTGGTGCAT 151

Ai08B9242 Araip.B08 9242 p2 (CT)6 12 30571694 30571705 ATTTTGCTTGTTTGGTTCGG TTGCTGTGAGGTGACCAAAG 262

Ai08B9243 Araip.B08 9243 c (AT)15acaatagagtgccaaaatacagataacgaagctcaagactcagttcgcgaagataaccggcccgagcgagcgcgcgt(GC)6(AC)10139 30577788 30577926 AGTTATCATGAAATGTTTGTAGAATGA TTTTGATGGCCAAAAGCAGT 270

Ai08B9245 Araip.B08 9245 p2 (AT)12 24 30598635 30598658 CCACTCAATCCGGAACACTT CTTGCCTCTTTGATCCTTGG 268

Ai08B9247 Araip.B08 9247 p2 (AC)6 12 30601451 30601462 GGACCAAGATTGGACCGAAC TCTTCTCCTCCCTCACTCCA 152

Ai08B9248 Araip.B08 9248 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaatttctattttttttaactaattatttttaattttttttacg(A)1098 30607387 30607484 TGTTTCAACTAACTAACCAACTTTTTG TGGATGTATGGATTTAACTTGGA 278

Ai08B9249 Araip.B08 9249 c (GA)23a(AG)6 59 30625586 30625644 GGTTTTGGCCTAAAGAAGGC ATGGCTCCCAGAAGATGATG 233

Ai08B9251 Araip.B08 9251 p2 (CT)6 12 30629278 30629289 CCAACTTTTTGTTTGTTTCTTATCTTT GAGGTCCCTGTGTGAGTAGAAGA 232

Ai08B9252 Araip.B08 9252 p3 (TAT)6 18 30629487 30629504 CACAGGGACCTCTATACTGTGG ATGGAGCCTCACAGATGTCC 109

Ai08B9253 Araip.B08 9253 p3 (TTC)5 15 30630186 30630200 ATGCCTAATTTGGTGCAAGG CCCTCGAGCAAGAGAAGAAA 208

Ai08B9255 Araip.B08 9255 c (TCTT)5aaatcgctttggtgatggaaagaaagaatggattaatattaaagttttcaaaacaaaagggttaggtgtcacggaaggaatatcatgggttt(TA)6124 30650376 30650499 GCCAAAAGTGCATAGCATCC AAGAAAAGCCAACACATGGC 220

Ai08B9260 Araip.B08 9260 p2 (TA)6 12 30670201 30670212 TGGGTTTATCAACCTTCCCA TTTCTTTCCCATCTCATTTGC 266

Ai08B9264 Araip.B08 9264 p2 (AT)6 12 30700959 30700970 GCTTAGCAGCTACCGAATGG TGTTGTTGGAGTTTGGGTTG 132

Ai08B9266 Araip.B08 9266 p3 (TAT)5 15 30706930 30706944 GTCTCCCCCTCTTTCTCCAC TTATTTTCGGCTGCCATCTC 254

Ai08B9271 Araip.B08 9271 p2 (AC)7 14 30734239 30734252 CTCACAACCATTTTTGCAGTG CGTTGGTTGGGAATGTTCTT 210

Ai08B9272 Araip.B08 9272 c (T)10cttttgacttttatgtcatgaatttttt(A)1048 30734952 30734999 TGAGGTTAAATGTGTTGTCTCTCT TCATGTCCCAAAAATTCAGATG 236

Ai08B9273 Araip.B08 9273 c (CTT)5cacatacaattatcacacacctc(CTT)7ccatcacacacaaccgtgccccacacacttcttcttcacacacaaccatcacacacctccttctttttc(TCT)6146 30736380 30736525 TCACCTCTCTAACTCCAAACCC TGTGGCAATTGTGTGTGATG 246

Ai08B9274 Araip.B08 9274 p3 (GAA)5 15 30737075 30737089 TTGGCTTTCTTGTTTCTCCC TCTTCTTTCAGGAGAACAAATTCA 244

Ai08B9277 Araip.B08 9277 p4 (AATA)5 20 30741670 30741689 GGATATAAATCCGATCCGCA GCCTAGATGGTTTGATTCTCG 262

Ai08B9278 Araip.B08 9278 p2 (TA)8 16 30742436 30742451 TTCCCCATTTTTCTTTGTGC TTGTTTTGCATGGCTCTGAA 174

Ai08B9280 Araip.B08 9280 p2 (CT)6 12 30753588 30753599 TCTTGGTGTTCATCTTGGCA AAAGAGGGAAGGGATTTTCG 195

Ai08B9281 Araip.B08 9281 p3 (TCT)5 15 30757224 30757238 ATGACCGAACTCTAGCCCCT TGCCATTGATGGTTATGGAA 237

Ai08B9283 Araip.B08 9283 p3 (AGA)5 15 30769333 30769347 TAAAATGTTTGCTCGTCCCC CTCCCAAACCCAACCCTAAT 204

Ai08B9284 Araip.B08 9284 p2 (TC)6 12 30773975 30773986 CGCCAATTTAGTTATTTCCCA GCTGGAATAAAAGTGCCTTCA 275

Ai08B9287 Araip.B08 9287 p3 (AGA)7 21 30802050 30802070 TGCCATTGATGGTTATGGAA AATGACCGAACCCTAAACCC 237
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Ai08B9288 Araip.B08 9288 p2 (AG)7 14 30805236 30805249 TTTGAAAAAGAGGGAAGGGA TTCTTGTTAGTCAAGCAATCAACTTT 255

Ai08B9290 Araip.B08 9290 p2 (AG)6 12 30808337 30808348 AAAGAACCTGGGATTGAGAGTT TTTTGACCCAGTTTTCAGCC 199

Ai08B9292 Araip.B08 9292 p4 (TTTA)5 20 30830518 30830537 CAGCCTTTCATTTCCGCTTA CCTAACCACTTTCTCTCTCCTCA 165

Ai08B9296 Araip.B08 9296 p2 (TA)6 12 30865639 30865650 GAAACTGTGGGAACATGGGT CGTTGTGGTAATTTTATCCCCT 223

Ai08B9298 Araip.B08 9298 p2 (AG)7 14 30905393 30905406 TCTCTGAAAGGAAGCCAGGA GGTGGCAAAAAGACCCTGTA 273

Ai08B9301 Araip.B08 9301 p2 (TA)7 14 30939000 30939013 AAGCAAAGCGACAACATCAA CAACACCCACCCTCCTTCTA 244

Ai08B9304 Araip.B08 9304 c* (A)11(AT)11* 32 30965657 30965688 TGGGTTTGGAAACATCTGGT CCCAGAAATGTGATTTTTGCAT 277

Ai08B9305 Araip.B08 9305 p2 (AG)7 14 30967340 30967353 GCCAGAGAATGGAGGAATCA GTTGGGAACATTGAACCTGG 176

Ai08B9306 Araip.B08 9306 p5 (ATTTT)5 25 30970008 30970032 AAGTGATAGGCGGGAGACAA GATTCCAGCCCAACTTTCTG 250

Ai08B9307 Araip.B08 9307 p2 (TA)6 12 30973638 30973649 TCTGCATTTTGCACTTTTGG TTGTCAATTAACCAACATTTATTGC 234

Ai08B9309 Araip.B08 9309 p2 (AG)10 20 30975665 30975684 CAAATCCAAGCCCAAAAATG GTTGGGAACATTGAACCTGG 212

Ai08B9310 Araip.B08 9310 c (AAAT)6aaaggagaaaaag(A)1047 30977241 30977287 TCAAGCTGACAATCTCCGTG TACTTTGGGGCATTTTGTCC 215

Ai08B9314 Araip.B08 9314 p3 (AGA)5 15 31009223 31009237 CACCAATCATGAGAATGCAAA GCGTTCCTCACTCCTTTTCTT 263

Ai08B9317 Araip.B08 9317 p2 (CT)6 12 31012148 31012159 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 229

Ai08B9322 Araip.B08 9322 p5 (AAGAT)5 25 31050192 31050216 CAAATCCAAAGGTAGCCCAA GTGATGCTGATCCTTCGTCA 270

Ai08B9323 Araip.B08 9323 p2 (AT)10 20 31055152 31055171 CTCGGTAACCTAGCAGGTCG TGGGCTGCTGCTTTATTTTT 241

Ai08B9324 Araip.B08 9324 p2 (AT)10 20 31056396 31056415 CTCGGTAACCTAGCAGGTCG TGGGCTGCTGCTTTATTTTT 241

Ai08B9326 Araip.B08 9326 c (A)10gaaaaaaaattggcg(A)1035 31069263 31069297 TGTGGTGGCAATACTTTTCG TGGCTTTTTCTGCTTGCTTT 249

Ai08B9329 Araip.B08 9329 p3 (TCT)5 15 31082300 31082314 TTTTATTCGTCCTTAACATCATCA CCAAAATTTTTAACTGTGACGC 159

Ai08B9331 Araip.B08 9331 p3 (GAA)5 15 31098276 31098290 CGGTCTTAGGTGCCATCAAT CCTATCTTCCCCTTCTTGGC 172

Ai08B9334 Araip.B08 9334 p2 (TA)8 16 31132228 31132243 AGAACCATGCAAAAATTGCC TCAGAGGGGGTTGAGTTCAG 173

Ai08B9335 Araip.B08 9335 p3 (CAT)5 15 31141528 31141542 ATGGAAGAAGTCGGCACAAC AGTCACCTTGTAGGCAGCGT 209

Ai08B9338 Araip.B08 9338 p5 (AAGAT)5 25 31160211 31160235 AGGACGGTTCCCTTGAAGAT TGTGCTGCTGATCCTTTGTC 237

Ai08B9346 Araip.B08 9346 p4 (ATCT)5 20 31284366 31284385 CTCATCAACTCCCCCACACT GATTGTTTCCTTGCTCTGCC 231

Ai08B9348 Araip.B08 9348 c (GA)6ag(GA)9(GT)950 31288614 31288663 CACTCCTGGTGGCTACTCGT CTCGCGCTTCATTTCCTTAC 265

Ai08B9353 Araip.B08 9353 c (T)11gtttgctttcatttttttttagcttcatttttccttca(T)1261 31354431 31354491 TTTGATTGATCCTTTATGGTTTGA AAAAGCAAAGGGTTGGGC 280

Ai08B9356 Araip.B08 9356 p2 (AT)11 22 31383962 31383983 GCGAGGATCCCTGTCAGATA GATTCCACAATGGAAATGGG 246

Ai08B9362 Araip.B08 9362 p3 (TTC)5 15 31404087 31404101 AACCCTAAGCCGAACCCTAA TAAAATGTTTGCTCGTCCCC 186

Ai08B9364 Araip.B08 9364 p3 (AGA)6 18 31420140 31420157 GGAAAGTGCATTTGAGGCAT CTCTACACTCTCCTTGGCCG 211

Ai08B9370 Araip.B08 9370 c (T)13gtagtgatctgatcttgtgaattgtgagtgttcttctattgattctttaaactttttacatcatactttgcctcac(T)11100 31431894 31431993 TGTTCAATGAAAAATTCAGAATCAA CAAAAGTGGGAGGGAAAAAC 260

Ai08B9371 Araip.B08 9371 p2 (GA)9 18 31440606 31440623 CTAAGCCCTCAAAACAGCCA AGGCTATGTTTCATGGCAGG 166

Ai08B9372 Araip.B08 9372 p3 (GTG)5 15 31441637 31441651 GAGAATCGGAAATGGGGTTT GACCTTCTGTCACCACCGTT 258

Ai08B9374 Araip.B08 9374 p3 (AAG)5 15 31449811 31449825 TCACTGGAGCTGTTGAAACG GAAGAGGACGAGGAGGCTCT 212

Ai08B9376 Araip.B08 9376 p3 (AAG)5 15 31453539 31453553 GAGGATCGCAATGGTGAGTT GCAACTTTCTTATGCCGCTC 218
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Ai08B9378 Araip.B08 9378 p2 (CA)6 12 31459581 31459592 CACCTCACTCACCCCACAC GGCTACTGGCTCTCCTTCCT 273

Ai08B9379 Araip.B08 9379 p3 (CTT)7 21 31463191 31463211 TCGCTTGAATTGCATCCATA TTGTGGCAAGGTTGTAAGAAAA 247

Ai08B9380 Araip.B08 9380 p3 (TTA)5 15 31465594 31465608 GAGGGAAATCTTCTTCCCGA TTCCATGATTCACACCTGAAA 250

Ai08B9400 Araip.B08 9400 p2 (TA)6 12 31545120 31545131 CCCCCAAGAAAAGACTCTGA GTGCATGCATAACACTGCCT 234

Ai08B9403 Araip.B08 9403 c (A)10gataatag(TAA)533 31548918 31548950 AAAATGGCCACACTCCAAAG AAAGCCCCTAAGTAAGGCCA 275

Ai08B9404 Araip.B08 9404 p2 (AT)8 16 31549926 31549941 CAAATCTTCCACTTCGCCTC CATTAATTGATGCACCTACGTGTT 265

Ai08B9409 Araip.B08 9409 c (TAT)5tcaatagaaatattatcacggtaa(ATT)554 31563332 31563385 TCCTCTGGATCTCTTCCCTG AGCGCGTACCTTCTGCTTAT 181

Ai08B9413 Araip.B08 9413 c (A)11tccaaatcttatgtaaaat(A)1040 31571673 31571712 TGTTTTCGCATTAGCCTTCG GACGTTTCCTTCACAGCCAT 265

Ai08B9414 Araip.B08 9414 p3 (TCT)5 15 31585589 31585603 GGAAGTGGCTGAAAAGTTCG TAACGGGGATCAAGGAACAC 235

Ai08B9423 Araip.B08 9423 c (TA)30tctttttttataacattgctttttttttattttgcttttatatattttatttttttc(TA)30177 31598363 31598539 TGAGCTTATTTCTTCATTGGGC CATGCCGTAAAGCAAAGGAT 279

Ai08B9425 Araip.B08 9425 p3 (CTT)15 45 31602083 31602127 TTTTTCCGCTTTCTTCTCCC TTGGTGACGACGGTAATGAA 148

Ai08B9428 Araip.B08 9428 p2 (AT)8 16 31608396 31608411 TTGGAATGTCTTCAATGTTGCT TTTGGTGGAACAATGACGTT 227

Ai08B9429 Araip.B08 9429 p3 (TTA)8 24 31609385 31609408 GAACCAAACCAGAATTACATCCA TTCTCAAAGGAGGTTGAAGCA 156

Ai08B9436 Araip.B08 9436 p3 (GAA)5 15 31630648 31630662 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai08B9437 Araip.B08 9437 p2 (AG)7 14 31633948 31633961 TTTGGGTGGGATGAAGTGTT TTGTTTCTTATCTTTTTCAAAACCAA 267

Ai08B9440 Araip.B08 9440 c (T)10catcatcgtcatcattgtctttttcatct(TA)651 31637237 31637287 CAATGCACAATTTTCCAAGTGTA CCTCAGCATCTAAAGCACCC 277

Ai08B9441 Araip.B08 9441 p2 (TA)8 16 31640432 31640447 GAGTTACTGGGCCGATGTGT AGCCCTAGTCGCATCAAAGA 254

Ai08B9448 Araip.B08 9448 p2 (TA)8 16 31665497 31665512 TGAAAGTGGGCAAGAGTCCT CCTATTTCTAGCGTCCAGCG 262

Ai08B9451 Araip.B08 9451 p2 (CT)6 12 31680327 31680338 CGTTGCATTTTGATAACTCCC TTTCAGCCTAGTTCACGCAA 215

Ai08B9459 Araip.B08 9459 c* (A)10(AG)9* 27 31702838 31702864 TGTGATTGTGTGGTAGCTCACTT GGTTCAAGCTATTGGTGTCCA 229

Ai08B9460 Araip.B08 9460 p2 (TA)9 18 31713284 31713301 CCTGACTGTTGATGGGGATT AAGGGAAAGGGCAAGTAGACA 257

Ai08B9465 Araip.B08 9465 c (A)10taaatgttg(A)1029 31721326 31721354 TTTTTATTTCTCCAATTCTGTACCTG TTGGTTTGAATGCCACTTGA 166

Ai08B9466 Araip.B08 9466 p3 (AAG)5 15 31726109 31726123 GGATATTTGGTGAAGGGGCT TGACGAAGTTTTGCCTCAGA 204

Ai08B9472 Araip.B08 9472 c (A)13tttaaatatcttaatcctaaaattaaatctttctcaattcttcttcaacctcttcttaaatctttttcaaaacaaatctatctttttcaaa(T)10114 31751461 31751574 ATTGTGGAGGGGAGGAAGTT TGTGAAGATTTGAAAAAGATATTGATG 265

Ai08B9479 Araip.B08 9479 p3 (CTC)6 18 31788395 31788412 AAAGGGTCCAGGAGGCTAAA CCTCACCAGAAGAGCCAGAC 214

Ai08B9482 Araip.B08 9482 p2 (GA)6 12 31798228 31798239 CGGATCAGAATTGTCCGTTT TCCGAACCTCACATTCTTCC 258

Ai08B9487 Araip.B08 9487 p2 (AT)11 22 31817664 31817685 ATGCAATGTTGGTCAGGACA CTTCATTCCAAAGGAGACGC 212

Ai08B9490 Araip.B08 9490 c (T)10gacatttatattttaaatacttttttctttttggcattatctata(T)1166 31846421 31846486 AACTAAATCAATGAAATTCGCCA GCCTCAAACTAAGCCACACC 196

Ai08B9494 Araip.B08 9494 p2 (AT)12 24 31856132 31856155 GGTCTGCATATTCGTGCCTT GCATCCCCATGAGTTTATGC 184

Ai08B9495 Araip.B08 9495 p2 (TA)6 12 31856745 31856756 ACCTCCGGTTCTCACCCTAT CTCCTAACTCAGCCTGCGAA 274

Ai08B9498 Araip.B08 9498 p3 (TGT)6 18 31864062 31864079 CGCACCTATAACCGTGACCT AGCAGAAGCAACATGACGTG 202

Ai08B9499 Araip.B08 9499 p2 (TA)6 12 31865290 31865301 CAATAGTTCGGTTGGGCTGT CATGGGGGTAACTCGCTAAA 124

Ai08B9501 Araip.B08 9501 p2 (AT)9 18 31875797 31875814 TTGCAAAACTCACACTATGCG CTAGCCGGCCTTTACTTCG 128

Ai08B9503 Araip.B08 9503 p3 (ATT)5 15 31928912 31928926 TTTTCTCATACAGCACCGGG TGAGATGCAAAAATGTTGGG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9504 Araip.B08 9504 c (AT)7aaattctatctatagggcaccccaattgattgagaaa(T)1061 31929053 31929113 CCCAACATTTTTGCATCTCA CCACACCATTAGGCTCAAAAC 208

Ai08B9505 Araip.B08 9505 p2 (AT)8 16 31929684 31929699 TGAAAATTTTGGGAATTGGG TCACTTTGGGCATTTTGTCC 197

Ai08B9506 Araip.B08 9506 p2 (TA)8 16 31935322 31935337 CAGTCCGTCTCTCAGGCTCT TCCGCTCATCAACTATCTTTCA 177

Ai08B9507 Araip.B08 9507 c (TATG)14tata(TATG)580 31936911 31936990 AATCGCGTCACACTTGGAAC CCTTTACTTCGCAGGTCGAG 191

Ai08B9508 Araip.B08 9508 c (A)10gatttagtgtgattttacatatataaattcttttatatcaaatttcatacaatatttttctgtctatttttgatagctcatatttttttttg(A)10112 31943092 31943203 TGACTCGATTTACCAACGAATG TCACAAATCCTCCTTTTAAAATATACA 269

Ai08B9511 Araip.B08 9511 p2 (CT)7 14 31953001 31953014 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGAGGGAGA 253

Ai08B9515 Araip.B08 9515 p2 (TA)20 40 31971916 31971955 ATATGCTTGGAACCGTCCCT TGTGGCACATTTTGGTTGTAA 242

Ai08B9516 Araip.B08 9516 c (T)10actttttgttttacaaaaaataaaattaataaaataatattattcaa(ATT)572 31973211 31973282 TTTGACAAATCAAAATATGTCACTAGA GATTAGAAAGATAAGCGGTGAAAA 264

Ai08B9519 Araip.B08 9519 c (TAT)17agatcataataatcctcctttttggatatggatatatatcttgcaataatccttcttaataatctaatgtaat(GA)6136 31979089 31979224 TTCAGCAGCTGCAAGAACAT TATTTTGCTGTTCCCCAAGG 240

Ai08B9520 Araip.B08 9520 c (TC)17g(CT)6 47 31982232 31982278 ATTGGATTTTTGCTCTTGCC TGAAGCAAGAAAAAGCAGCA 146

Ai08B9521 Araip.B08 9521 p3 (GGT)5 15 31989563 31989577 CTCACATTGGTTGTCATCGC GAGAGATCGAGACCAGGTGC 150

Ai08B9522 Araip.B08 9522 p3 (TTG)5 15 31997885 31997899 CTATGGTGTGGTGCTTGGTG GAGGGATAATGCACAAGGGA 184

Ai08B9525 Araip.B08 9525 p2 (GA)20 40 32006392 32006431 AAGTCGTTGCTGCTATCGCT CCGGCGTCATCTTAGGTAGA 249

Ai08B9526 Araip.B08 9526 p2 (AT)6 12 32009596 32009607 GCACAATGCTCAAGAATAAGGA CAGATGCAGGTCGAGAGACA 265

Ai08B9532 Araip.B08 9532 p2 (CT)6 12 32053820 32053831 CGACCACGTCACCTGAACTA GAAAAGGAAAGAGGGAGGAAGA 235

Ai08B9536 Araip.B08 9536 p2 (CT)6 12 32085434 32085445 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 243

Ai08B9539 Araip.B08 9539 p5 (AAAAT)5 25 32099497 32099521 CCCAATTGAATCTTTGGTTAGC TGGGGTAATTTTGTCCCCTT 280

Ai08B9540 Araip.B08 9540 p2 (AT)10 20 32109971 32109990 GTAAATCAAAGGCGGTGAGG CCTTTGCTTCGTAGGTCGAG 254

Ai08B9547 Araip.B08 9547 c (T)12ccttaaaaaaagtcacgtaccaac(A)1046 32129224 32129269 CAAATCCTTCTTGGCAGCTT AATCAGCTTTTGGTGGTTCG 134

Ai08B9548 Araip.B08 9548 c (GAAA)5ggaaaagcgttgattatgagtagagtacacgttgtggagaacacttgattacccaaatttgcggatcaa(AT)7103 32129810 32129912 TTGGGAAATGGAAATGACTTT TTGTGCCATCTGTCTCTCGT 277

Ai08B9553 Araip.B08 9553 p3 (TAT)5 15 32138563 32138577 TCACCGTCCTCACATTTTCA GCTGTTTCAACCGCTGTTTT 239

Ai08B9555 Araip.B08 9555 p3 (TAT)5 15 32149465 32149479 TCACCGTCCTCACATTTTCA GCTGTTTCAACCGCTGTTTT 239

Ai08B9564 Araip.B08 9564 p2 (AC)6 12 32184439 32184450 TGCGACAGAAAACTAATGACAGA GAGTGGCAAGCAATTTTAGTCA 278

Ai08B9567 Araip.B08 9567 c (TTTC)6(T)10 34 32215934 32215967 TGATGATGAGGAGGAGGGAG TGCATGCAAGAAACAGAGAAA 140

Ai08B9568 Araip.B08 9568 c (CTT)5gctgcacattcttcttcctcttcc(TCT)657 32221212 32221268 TTTCTTTCTCCTTTTTCAACCG CCTCATCTCATCTTCTGCTGC 251

Ai08B9570 Araip.B08 9570 p3 (GAA)5 15 32221828 32221842 GCAAAGGCAAAGAGAATAACG AGGGCGGCTACAATTCTTTT 213

Ai08B9571 Araip.B08 9571 p3 (AGA)5 15 32227439 32227453 TGGTGATGGCAATAACGAAA CCTTGTCCTCCTCCTCCTCT 135

Ai08B9580 Araip.B08 9580 p2 (CT)14 28 32255805 32255832 AGGGGTTTTCACTTCACCAG AATTCCCACTTCCCGGTATC 263

Ai08B9583 Araip.B08 9583 c (T)12gggggggtacaagcatatgtgagaactttacctgtggtattatgacagggaacatgtttgctcagtta(T)1494 32257070 32257163 TGTCAGTTTCAGGCAATGGA TGTTGCCACCCTTAACATCA 161

Ai08B9587 Araip.B08 9587 p3 (TCT)5 15 32267684 32267698 GAGGTTCTGCATCTCCCAAG TCATGCCACACTTCACCAAT 238

Ai08B9588 Araip.B08 9588 p2 (CT)8 16 32269776 32269791 TGAGAAATAACCATAAACTGAGAGGA GTGAATTCGCAACCAGTGAA 245

Ai08B9591 Araip.B08 9591 p2 (TG)17 34 32294848 32294881 TTGTTCCGTTGCCTTTATCTTT GCGACTCTGATAGCTCTGGTG 276

Ai08B9596 Araip.B08 9596 p2 (TA)6 12 32328969 32328980 AAGCAATGCCAAAAACAAGG AACTTCCGTGGTGCTCTTTTT 272

Ai08B9597 Araip.B08 9597 c (A)10gagcaccacggaagttatagaagttactgaaaccc(A)1661 32329149 32329209 TCTGCCAGAAAAGAGCGTTA TTCCTTGCCTTCAATTGCTT 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9598 Araip.B08 9598 p3 (CTT)5 15 32338588 32338602 ACTAGCGCAGGAGCAGAAAC TTGAAAGAGAAAGAGAACCACG 194

Ai08B9599 Araip.B08 9599 p2 (TA)11 22 32347696 32347717 CTGTTGGATTGTGGTGATGG GGATATGGGCGCAGAAGTTA 261

Ai08B9600 Araip.B08 9600 p2 (TA)6 12 32355657 32355668 GGATATGGGCGCAGAAGTTA CAAAACCGCTCCCAAAAATA 250

Ai08B9601 Araip.B08 9601 p2 (AG)6 12 32362666 32362677 AGGCTCGAAAATGAGGACAA TTGGAAGAAGAAACCCTAAACC 152

Ai08B9602 Araip.B08 9602 p2 (AT)6 12 32364495 32364506 GCCTCGTGTTGTTAATGTGTTG ATGGCTGTTTTTGGCTGATT 279

Ai08B9605 Araip.B08 9605 c (A)10ttttaaaaaaaaatttaaaataaaaatgttttc(A)1053 32372236 32372288 TTGTTGCTCAGATTGGGTGA GCCAAAACCTCTGTCCAAAA 259

Ai08B9607 Araip.B08 9607 p2 (CT)6 12 32373603 32373614 TCCTCTTATCTTTTCAAAATTTGTTT GAAGGAGATGAGGGAGAAGGA 267

Ai08B9608 Araip.B08 9608 p3 (TTC)5 15 32376702 32376716 TCCCTTCTTGACCGAAACAC AGCTTTGGGGATGAACCTTT 247

Ai08B9612 Araip.B08 9612 p2 (CT)6 12 32388504 32388515 ACTTGGCGTTTAACATTGGC ATAGGTGAGGGGTTTTTGGG 194

Ai08B9613 Araip.B08 9613 p2 (TA)7 14 32398291 32398304 CTAATGTGAGCTCGGGAGGA AAAATGAGACATTAGTGATTCGGA 265

Ai08B9615 Araip.B08 9615 p5 (AAGAT)5 25 32411551 32411575 TAGAGATAAGGGCGGTTCCC GTTGCGTCTGACTTGTTGGA 268

Ai08B9616 Araip.B08 9616 p2 (GA)7 14 32433160 32433173 GGGAGGAAGAAGAAAAGAAAACC GCGACCGTGTCCATTAGTTT 241

Ai08B9618 Araip.B08 9618 p3 (TGT)5 15 32437984 32437998 GAGGTGCTCTGTAAGGCTGG TACTGATGAATGTCCGCAGC 245

Ai08B9622 Araip.B08 9622 p2 (CT)6 12 32457144 32457155 CTTCTTATCTTTTCAAAATTTGTTTCA GGAGATGAGAGAGAAGGGGAA 273

Ai08B9623 Araip.B08 9623 p3 (TTC)5 15 32459620 32459634 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai08B9624 Araip.B08 9624 p5 (AAGAT)5 25 32465009 32465033 CCCAAATAAAGGACCCGAAT CCTGGGTGCTCCAGTGTATT 191

Ai08B9626 Araip.B08 9626 p2 (TA)6 12 32479689 32479700 AGTCGCAGGTCAAAGGAAAA AATCGTAGAATCACTAAAAATGTGAC 240

Ai08B9630 Araip.B08 9630 c (T)10cgaaa(T)10 25 32499358 32499382 GGGTTTCGAATTTGGTGATG TCGAAAATACCTCCCCCTTT 250

Ai08B9634 Araip.B08 9634 p3 (TGA)5 15 32510322 32510336 GAGATGATGGGTCTCAGGGA AGCTGTCGGAGTTGAGGAAA 279

Ai08B9635 Araip.B08 9635 p2 (CT)7 14 32531852 32531865 CTCACGCCAGTAGCATGAAA AAAACCTTGTTAATGGGGGTG 262

Ai08B9636 Araip.B08 9636 c (ATA)20aagaaaaaaaagaaaaaattacaat(ATAA)5105 32536487 32536591 GAAAAACTGTGGAAACTTGGG GCATTGGGGTAATTTTGTCC 261

Ai08B9638 Araip.B08 9638 p3 (GAA)5 15 32557694 32557708 CTCGAAGGTGGAAGCTTTTG TCTTCTTGGCCGAATACACC 213

Ai08B9639 Araip.B08 9639 p2 (AG)6 12 32559854 32559865 AAGGTGCTTGCTGGACTGTT TCTCTCCGTCACTCTCCAAAA 260

Ai08B9640 Araip.B08 9640 p2 (AG)6 12 32560078 32560089 TTTTGGAGAGTGACGGAGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 257

Ai08B9643 Araip.B08 9643 p2 (TG)6 12 32578843 32578854 GGCCTGCATAGGACAGACAT AATAGGGGGTACGAATTGGG 263

Ai08B9648 Araip.B08 9648 p2 (AT)8 16 32607587 32607602 TTTTGAATATTGGAAAATTTGGG CATGCCTAGCTACCCATTGTC 277

Ai08B9650 Araip.B08 9650 p2 (TC)6 12 32644256 32644267 TAAAGTGTGGGAATGCACCC CAAAGAACAATCTGTGACATGGA 242

Ai08B9652 Araip.B08 9652 p2 (CT)6 12 32660371 32660382 TTTTTGGTTGTTTCTTATCTTTTTCA GCAGAGATGTGAGATGAGGAGA 275

Ai08B9653 Araip.B08 9653 p3 (TTC)5 15 32663507 32663521 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai08B9655 Araip.B08 9655 p2 (AT)31 62 32669388 32669449 GGCTCTTGAAAGAATGAGGG TTGGCTTTTTCTGCTTGCTT 220

Ai08B9658 Araip.B08 9658 p2 (TA)9 18 32685577 32685594 GGTGGTAGTGACGACGACAA CAAACTTTTGACTTAACGCACG 141

Ai08B9661 Araip.B08 9661 p3 (TCA)5 15 32699951 32699965 ATGTGGTCTGCCATGAAACA ATGGCTAAGCTCAAAGGCAA 251

Ai08B9663 Araip.B08 9663 p2 (TA)6 12 32702778 32702789 AGTTTGGATTATGTTTGTTTGGA TTGGCAAGTGTTGCAGGTAG 121

Ai08B9668 Araip.B08 9668 p2 (AT)6 12 32723631 32723642 AAACAGTGCACTTTAAGGACAAA GTTTTTGCGGCATTTACTTG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9670 Araip.B08 9670 p2 (CA)9 18 32726844 32726861 GGCCAAGGTCCAATTAGGATA AGCTGCCAGCCTTTCTTTTT 229

Ai08B9673 Araip.B08 9673 p2 (AC)22 44 32740975 32741018 ATGGGGCTAAGGTAAGGGTG AGGGGACAAAATCACCTCAA 271

Ai08B9674 Araip.B08 9674 p2 (AG)8 16 32741868 32741883 ACCACGCAAAACATACATGC CCTTAAGTGTGGGGAGGTCA 139

Ai08B9676 Araip.B08 9676 p2 (AG)7 14 32766119 32766132 TCCAATTGTAAAGGTAAATAGCCA GGCCCAGATCCAAGTACAGA 268

Ai08B9677 Araip.B08 9677 p2 (TA)8 16 32767001 32767016 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 280

Ai08B9679 Araip.B08 9679 p2 (AG)8 16 32773599 32773614 TCCAATTGTAAAGGTAAATAGCCA GGCCCAGATCCAAGTACAGA 270

Ai08B9684 Araip.B08 9684 p4 (AACT)5 20 32847899 32847918 CTCCCCCATTTAATTGTCCA TGCCACCAAAATGCATATAA 202

Ai08B9685 Araip.B08 9685 p3 (CAA)6 18 32856438 32856455 AGACCGCAAATAAAGCATGG CAACTGTTGGCCTTGTTGTG 226

Ai08B9686 Araip.B08 9686 p5 (TTATC)5 25 32869192 32869216 CTTTGTCACTGGAGGGTGGT GGCCCAACTCAAGGAATACA 279

Ai08B9687 Araip.B08 9687 p2 (AG)6 12 32881012 32881023 CTGCATCATTGCATACCTGC CCTTACCGATCTCCAGGTCA 153

Ai08B9690 Araip.B08 9690 p2 (AG)6 12 32917074 32917085 ATAGGTGAGGGGTTTTTGGG ATGCCAGAAATAGGCACCAG 270

Ai08B9692 Araip.B08 9692 c* (A)11(AT)9* 28 32927471 32927498 GAAAATTGTGGGAACATGGG CGAATTTGATGAGAGAAAAATGG 190

Ai08B9693 Araip.B08 9693 p2 (AT)13 26 32934342 32934367 GTGTGGCTGGGATTCAAGAT TGCTTAAAACCAAACCAATGAA 123

Ai08B9697 Araip.B08 9697 p2 (AT)6 12 32940770 32940781 TGCCTTTCATTTCCTCCATC AGTAAAAGCCAAAGGCAGCA 256

Ai08B9703 Araip.B08 9703 c (A)10ttaatttaatatg(A)1033 32963921 32963953 TTGATCTTAGCTAAAAGAAGTCCTTG TGCCAGAATGTTTCTTTTTCA 257

Ai08B9711 Araip.B08 9711 p3 (AGA)6 18 32990552 32990569 CCTTAGGTGCCATCAATGCT CCCCACCTTCCCTCCTAATA 158

Ai08B9713 Araip.B08 9713 p2 (GA)6 12 32999899 32999910 GTCTGTCACCGTCACCAATG GCACGATGATGATGACTTGG 250

Ai08B9715 Araip.B08 9715 p2 (AC)6 12 33005544 33005555 AAAGAAATCGGCCCAAGATT GTTTCAATCTTCCCCTTCCC 172

Ai08B9716 Araip.B08 9716 p2 (AC)7 14 33013462 33013475 AGAAATCGGCTCAAGATTGG ATCTACCCCTCCCCCTTTCT 164

Ai08B9718 Araip.B08 9718 c (T)12gctttttcaaaatatcagttttc(A)1449 33022713 33022761 TTTCGAATTTGTGTTCATTGTTC AGCACAACGCTCTAGCCAAT 210

Ai08B9721 Araip.B08 9721 p2 (AG)6 12 33044584 33044595 TTGGGCAAGAGGTATTGAGG GGCACTATTCTGGGCGTTTA 274

Ai08B9723 Araip.B08 9723 p2 (AC)7 14 33054627 33054640 CAAGGTCCCAACCAACTCTC TCGAAGAAGAAAACGTGGCT 260

Ai08B9725 Araip.B08 9725 p2 (TA)9 18 33058675 33058692 CTGCAACATTTGTTTCTGCAT TTTGTAGTAGACCCGGCACA 272

Ai08B9727 Araip.B08 9727 c (T)10atggttaagtgctgaccacaaaacacaaaagttgctggaccctagacttttccaaaag(A)1078 33059467 33059544 AACCAGCAACTTTTGTGTTTTG AGCGTCGGTGAGAAAATGAT 277

Ai08B9729 Araip.B08 9729 p2 (CT)7 14 33063470 33063483 TCGTAGCAACGACGGTAACA GCGGTCGAGATAGAAAGGTG 141

Ai08B9732 Araip.B08 9732 p3 (TAA)21 63 33072521 33072583 ATGACGAAATTGTCCCATGC TCCTTTCGCACTAGGTTTCC 265

Ai08B9738 Araip.B08 9738 p2 (AG)6 12 33100152 33100163 TAGAGACTGCAGAATGGGGG TGAACCTGGAATGGAGAAGAA 174

Ai08B9740 Araip.B08 9740 p2 (AG)6 12 33105973 33105984 GCCAAGGGGGATAAGAGTGT ATTCAAACCATTTCCCTCCC 127

Ai08B9741 Araip.B08 9741 p2 (AT)15 30 33112459 33112488 AAAAACAATGCCAAAAATGG TGGAAGCTTCTGATTTAGCGA 248

Ai08B9743 Araip.B08 9743 p4 (AAAT)6 24 33129170 33129193 TGGATGAATGCTTGAACAGTG GGATCCTTTTTACCCTTGCC 268

Ai08B9745 Araip.B08 9745 p6 (GCCACG)5 30 33141331 33141360 CAGTCGTGTCGGATGATGAC ATTCAAATCCGCAAAAGCAT 280

Ai08B9746 Araip.B08 9746 p2 (TA)8 16 33151992 33152007 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 216

Ai08B9749 Araip.B08 9749 p2 (AT)11 22 33160156 33160177 CGATAGTAGGCCGTCGAAAA AAAGTTAGGCGCCAGCTACA 239

Ai08B9750 Araip.B08 9750 p2 (TA)7 14 33166510 33166523 GAGGTGGCGAGGTATTACGA TTATATGCTCGGCCGGTTAC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9751 Araip.B08 9751 p2 (AT)7 14 33166834 33166847 GTAACCGGCCGAGCATATAA CTCGTTGAGACATGCTGGAA 240

Ai08B9752 Araip.B08 9752 p3 (CTT)5 15 33170598 33170612 CCGGTCTTCTATTTTGTTTCCC CCCCTAATGAAAGTGGGGTT 156

Ai08B9754 Araip.B08 9754 p3 (CTT)5 15 33176775 33176789 TGTTTCCCTTGCAACTTTGA CCCCTAATGAAAGTGGGGTT 142

Ai08B9755 Araip.B08 9755 p2 (TA)9 18 33180215 33180232 GGAAAAGTCACAAGCGAAGC CTTCCCCTCCACATTTCCTT 266

Ai08B9756 Araip.B08 9756 p4 (TAAA)6 24 33186689 33186712 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 254

Ai08B9757 Araip.B08 9757 c (A)10t(TA)8 27 33213704 33213730 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 213

Ai08B9759 Araip.B08 9759 p2 (TA)6 12 33225709 33225720 TATCGACGGCAGAGATAGCC AAAGTTAGGCGCCAGCTACA 218

Ai08B9760 Araip.B08 9760 p2 (TA)7 14 33232029 33232042 GAGGTGGCGAGGTATTACGA TTATATGCTCGGCCGGTTAC 260

Ai08B9761 Araip.B08 9761 p2 (AT)9 18 33232353 33232370 GTAACCGGCCGAGCATATAA CTCGTTGAGACATGCTGGAA 244

Ai08B9762 Araip.B08 9762 p3 (CTT)5 15 33236121 33236135 TGTTTCCCTTGCAACTTTGA CCCCTAATGAAAGTGGGGTT 142

Ai08B9763 Araip.B08 9763 c (TA)6(ATT)7 33 33239428 33239460 TGCTTGTCCTCAAGCAAAGA GTGTCAATACCAACGTCCCC 273

Ai08B9764 Araip.B08 9764 p3 (GAT)6 18 33248670 33248687 TCATGGATGCATTCAAAACAA TTCTACTGGTCAGCCCCTTG 179

Ai08B9765 Araip.B08 9765 p4 (TAAA)6 24 33256694 33256717 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 160

Ai08B9768 Araip.B08 9768 p2 (TA)6 12 33267008 33267019 AATATCGACAGCAGGCCATC AAAGTTAGGCGCCAGCTACA 242

Ai08B9769 Araip.B08 9769 p2 (TA)15 30 33273567 33273596 TAACAGCCAGCCACACAAAG ATTGGTTTTGGGAGTGTTGC 202

Ai08B9770 Araip.B08 9770 p2 (AT)6 12 33273907 33273918 GTAACCGGCCGAGCATATAA CTCGTTGAGACATGCTGGAA 238

Ai08B9771 Araip.B08 9771 p5 (AATCA)5 25 33288775 33288799 CACAAATGCTCCAGTTCCCT GCTGGGAACTTTCAAAGCAG 239

Ai08B9773 Araip.B08 9773 p2 (CA)6 12 33290847 33290858 TCAGATTCCTTGCTCATCCC TCAACTGATGGATGGCTTCA 250

Ai08B9779 Araip.B08 9779 p2 (AC)6 12 33344317 33344328 CGCGATCTGCAGAATTAACA TCAATATCCAAAAGCAAAAGCA 242

Ai08B9782 Araip.B08 9782 p2 (TA)7 14 33365421 33365434 TACTTTGGGGCATTTTGTCC GTGTGGGGAAGTGAATTTGG 230

Ai08B9783 Araip.B08 9783 p2 (AT)6 12 33378377 33378388 ACTTGCCGGTTTAGTTGTGG TGAAAATCAAAGTGACACCAAA 265

Ai08B9786 Araip.B08 9786 p2 (TA)10 20 33401456 33401475 CCTAGCTACCCAAAATTCCCA GAGAGAGAAAAAGAGAAAAAGAAAAA 181

Ai08B9788 Araip.B08 9788 p2 (TA)8 16 33426157 33426172 TGTAATGGGGCCAAGGTAAA AGGACAAAATCACCCCAATG 245

Ai08B9789 Araip.B08 9789 p3 (ATT)42 126 33426382 33426507 CATTGGGGTGATTTTGTCCT AAATCCATGTGCATTGATAAGC 210

Ai08B9790 Araip.B08 9790 p2 (TA)10 20 33439562 33439581 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 237

Ai08B9791 Araip.B08 9791 p2 (AG)6 12 33458807 33458818 GAGGTGTTTGCTGAATGGGT GGCATTTTTACACGCCACTT 207

Ai08B9793 Araip.B08 9793 p3 (TAT)5 15 33463865 33463879 TCCCCTTCCTTTCTTCCACT GTTCTTGTCCTTGCTCCTGC 121

Ai08B9794 Araip.B08 9794 p3 (TTC)6 18 33469059 33469076 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 151

Ai08B9796 Araip.B08 9796 p2 (AC)8 16 33476225 33476240 TTCTAACTGCGCCACTCTGA AAGAGGGTTGGGAGTTTTTGA 262

Ai08B9797 Araip.B08 9797 p2 (TC)6 12 33478764 33478775 CCTCTCCCTCCATCAATCAA TACGTCATTGCTGCCGTATG 220

Ai08B9798 Araip.B08 9798 p4 (ACAT)16 64 33480234 33480297 CGCCACTCTGATAGTGAGGA GAGGGTTAGGAGTTTTTGATGG 276

Ai08B9799 Araip.B08 9799 p2 (AT)35 70 33492024 33492093 CGAACTGCGCTGATACCATA GTCGGGAGTGTTGTGCTTTT 263

Ai08B9800 Araip.B08 9800 p2 (AT)10 20 33494531 33494550 GTCCGATGGCTGATGAGTCT CACGTGTTCCAGGTTGAGAA 260

Ai08B9802 Araip.B08 9802 p2 (CT)6 12 33518140 33518151 TGCATCAAGAAGCATCAAGG TTGCTTCAAGCCCTAGCTGT 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9808 Araip.B08 9808 c (T)10cctttcctcc(T)1131 33529314 33529344 TGCACCCATGTGAGTTCTTA AACAAAGAGGAAAGGAAAGACC 280

Ai08B9822 Araip.B08 9822 p2 (TA)6 12 33552838 33552849 TCAGGCGACTTTGAGCTTTT CAATGGTTCCATCTTCACCC 234

Ai08B9823 Araip.B08 9823 p2 (CT)6 12 33556730 33556741 TTCATAAACCAAATTGGGGAA TTTTGGCCCAGAAAACACAT 280

Ai08B9824 Araip.B08 9824 p3 (GAA)5 15 33559583 33559597 AAACAAGTCATGAAGCACCAAA CCTCCCCCAATCCTAATTCT 278

Ai08B9825 Araip.B08 9825 c (TA)6actcacacagtacgcgcacgtgtcagggatgcttgcgcgtcgcacaccccct(TA)676 33560243 33560318 AATTCCCTGGTGGTGTGAAC GTGCTAGGTGGGAGACAACC 267

Ai08B9827 Araip.B08 9827 c (TA)10agagagagaa(AG)744 33589707 33589750 CGAGACCCAAATCCCAAATA GGGCTTCTTGAAGCTCTCATT 222

Ai08B9828 Araip.B08 9828 p2 (TA)10 20 33594005 33594024 AGCCAAGGCCGACTAGAGTT GCTTCTTGCTGAGTGTGCTG 223

Ai08B9829 Araip.B08 9829 p2 (AT)7 14 33596091 33596104 GCTCAAGACTAGGCTCGCAA TTTCAGATGCAGGACGTGAG 269

Ai08B9830 Araip.B08 9830 p2 (AG)6 12 33603320 33603331 TTGAAAAAGAGGGAGATATTTTCG TCCTGTGATTTCTTGCGAATC 225

Ai08B9832 Araip.B08 9832 p3 (TTC)5 15 33612661 33612675 CTCCCCTCACACATTTTTCC ACCCAATTGGATGAAGATCG 269

Ai08B9834 Araip.B08 9834 p2 (GA)19 38 33625490 33625527 CACTGGAGCTGTGGCATAGA GCATTTAGCCAACGACGAAT 187

Ai08B9841 Araip.B08 9841 p2 (GT)6 12 33641039 33641050 ACGAACGGTGGTAACTCTGG TTCCCTTAACCCAGCTCCTT 266

Ai08B9842 Araip.B08 9842 p3 (AAG)5 15 33643758 33643772 CTGGTTTTCTAAAGTCTTGTCCA AAAGTGCATTTGGACTCGTT 222

Ai08B9843 Araip.B08 9843 c (AC)9(AG)6 30 33646435 33646464 AGGAAGAACTCAAGGGAGGG CGATGGTAACGAGCCCTAAA 234

Ai08B9846 Araip.B08 9846 p3 (ATC)15 45 33670428 33670472 CAAATTTTCCTGGTCAAAATTCA CGGCAATTTATATGGCTGCT 231

Ai08B9848 Araip.B08 9848 p4 (TATT)5 20 33683419 33683438 CTTGGCAGTGCTCAACAAAA CCTGGCACATCCACTTCTTT 255

Ai08B9850 Araip.B08 9850 p3 (AAT)18 54 33687476 33687529 GCAGCTGTATATATCTACCAAAACGA ATTCATTGTTCCAAGGCCAA 208

Ai08B9852 Araip.B08 9852 p3 (AAT)18 54 33709023 33709076 TGATCATTCAAGCATTTAGTCAAA CTCACGGGACTTAGCCTCAC 200

Ai08B9854 Araip.B08 9854 p2 (CT)13 26 33709915 33709940 TCCCTCTTCCTTCTCCCATT GGTGCCAAAATGTTGATCG 129

Ai08B9856 Araip.B08 9856 p3 (TTC)5 15 33719698 33719712 TGAAGCAGAAGCAGCAAAAA TGGTGAGCAGCTCGTAGAAA 277

Ai08B9860 Araip.B08 9860 p2 (AT)7 14 33732715 33732728 TTTTTGCAGAAGATCTACTTGTCC ATAGAATCTGCCACTCAGCG 191

Ai08B9862 Araip.B08 9862 p2 (AT)9 18 33735123 33735140 CTTGCCGACTACTTCCCTTG GGCAAAATCAGTGGACGTTT 195

Ai08B9864 Araip.B08 9864 c (A)10gataacgaaaaagaaaaaaaagaagaaaacgatgcagtatcgaaaaagaaa(AAG)782 33748531 33748612 TGGTGTTGTTGGTGATGACA GACCATTGTAATCAAAATCTTTATGTG 267

Ai08B9865 Araip.B08 9865 p2 (AG)9 18 33751247 33751264 TGCAGCAGAAACAGAAATGG TCTGGACTTGTCCCGGATAG 199

Ai08B9866 Araip.B08 9866 p3 (CTT)5 15 33751834 33751848 ATAGAAGGGGAAGCCTCCAA GGCCAAAATTGGAGCAGATA 257

Ai08B9868 Araip.B08 9868 p2 (AG)7 14 33759875 33759888 TTTTTGTCTCGTACCCAGCC CATTGCACTTGGCAGCTAAA 164

Ai08B9869 Araip.B08 9869 p2 (AG)8 16 33760491 33760506 ATAGAAGGGGAAGCCTCCAA TGGGTTTTACGTTCGGTTTC 120

Ai08B9871 Araip.B08 9871 p2 (AT)8 16 33770023 33770038 ATTAGCCCCTGACTCAGCCT CCTGAAGCGGAGTAGTCTGG 221

Ai08B9875 Araip.B08 9875 p3 (TTC)5 15 33784508 33784522 ACGTAAACCTTCTGCTGCGT TCGCACTCATTCAACTGATTT 234

Ai08B9876 Araip.B08 9876 p3 (TTG)8 24 33790504 33790527 ATGAGCCCACTGAACCAAAA GAGCAGGCTGTTGAGGAATC 275

Ai08B9878 Araip.B08 9878 c (T)10cattc(T)10 25 33792567 33792591 TGTTCTCTTTGCTGGTGGTG TCGGTTAAGTAGGTTGCTCATGT 263

Ai08B9879 Araip.B08 9879 p2 (GT)13 26 33796025 33796050 CCTCTTCAGCGCACACAATA TTGGTGACAGCTCCTCCTCT 198

Ai08B9882 Araip.B08 9882 p2 (CT)11 22 33816975 33816996 ACGTGAAGGAGGAAGCAGAA ATAGAAGGGGAAGCCTCCAA 268

Ai08B9884 Araip.B08 9884 p2 (AT)7 14 33827968 33827981 TTCAAGTTTGGGAAGGTTGG TGGGGTATTTTGTCCCCTTT 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9885 Araip.B08 9885 p2 (AT)6 12 33836750 33836761 CACACAAAATAAGAGAAACGAGACA TCGATATGCACCCTGTGTGT 197

Ai08B9889 Araip.B08 9889 p2 (CT)7 14 33854020 33854033 ATCACCTTAAGCGCAAGTCG GAAAAGGAAGGAGGGAAGAAGA 231

Ai08B9893 Araip.B08 9893 p2 (AG)7 14 33868739 33868752 TGGAATGATTTGATCCACAAAC CCAAATCCTATCGAAAAATTGAA 121

Ai08B9894 Araip.B08 9894 p3 (TAA)30 90 33876474 33876563 TCCACAACCCTATTTCCACA AATGGAAGATGCTTGGGTTG 241

Ai08B9899 Araip.B08 9899 p2 (AT)9 18 33892201 33892218 TTGGTTTTGCTTTTTGTTTTCA GAGTGTGGTGCAGTGAGTGG 275

Ai08B9909 Araip.B08 9909 p2 (AG)12 24 33919232 33919255 TCTTAGCCCCTTTTTGCTGA TGCACTTAGCAGCTGAACCA 233

Ai08B9910 Araip.B08 9910 p2 (TC)7 14 33921154 33921167 TCTCACTTTTGGCTTCCCAT TTGAAGTCAATTAGGCATGAAA 208

Ai08B9912 Araip.B08 9912 p3 (ATT)6 18 33924675 33924692 TGAATGAGGGTCTGATTGGAG CTCAGCTCCCTTGCCAATAA 279

Ai08B9915 Araip.B08 9915 p3 (TTA)5 15 33944397 33944411 TCTTACGATTGAGATGTTGAGATT CAACCAACACCAACACCAAG 190

Ai08B9916 Araip.B08 9916 p3 (TGG)5 15 33944578 33944592 CTTGGTGTTGGTGTTGGTTG GTCTGGGGTCGAAATCAAAA 252

Ai08B9919 Araip.B08 9919 c (T)10attttattgaacctggatgctattcataacatttgcatttagcattgcatactgcataattgcataccttc(A)1192 33957995 33958086 TAAGCCGCCATAACAGGAAG GACGCGAACGCTTTAGTGAT 267

Ai08B9921 Araip.B08 9921 c (A)10gagaaaagaaaaatagc(A)1138 33969117 33969154 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 142

Ai08B9922 Araip.B08 9922 p3 (TCT)5 15 33974360 33974374 CACGATTTCGTACACCAACG GTTGGACCGCATGAAACTCT 255

Ai08B9923 Araip.B08 9923 p2 (AT)16 32 33978689 33978720 GGGTGGTGAATGATAAACCC CTCAACACACAAATCACGGC 238

Ai08B9924 Araip.B08 9924 p3 (GAA)5 15 33989989 33990003 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 207

Ai08B9925 Araip.B08 9925 p3 (AAT)5 15 33993052 33993066 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai08B9926 Araip.B08 9926 p2 (AG)6 12 33993394 33993405 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 234

Ai08B9930 Araip.B08 9930 p3 (ATA)7 21 34021819 34021839 TTAAAAATTAAACTCCAAACTCCC CGAAGAATCGGTTATGGGTG 229

Ai08B9933 Araip.B08 9933 p3 (TCT)5 15 34025211 34025225 AAATTTCCCCACACCATGAA CGCTGAAGTCCCAATCTTTC 246

Ai08B9934 Araip.B08 9934 p2 (TC)8 16 34037640 34037655 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAAGAA 216

Ai08B9935 Araip.B08 9935 p2 (AT)8 16 34038748 34038763 TTTTCCTCTTTCTTTCTTTCATACG TGACTACTTTCCCACTCACAAA 280

Ai08B9938 Araip.B08 9938 p2 (TC)15 30 34043793 34043822 TCCAAAGCAATGGAGTTCCT GTGCACAATGCACCAACTTC 170

Ai08B9944 Araip.B08 9944 p3 (TTG)12 36 34061202 34061237 GCAGAACGTGGTTCAGAGGT TCTCCAGAATCCGTGAAAAA 274

Ai08B9945 Araip.B08 9945 p3 (TAT)47 141 34064180 34064320 TGCAAAACATGGTATGGAGG TGAGTCCGGATATTTTCTATTGG 275

Ai08B9946 Araip.B08 9946 p3 (TTG)6 18 34064627 34064644 TTCGCCCTCCTAACACTGAC ATTCTTCTCCCTCTCTGGGC 135

Ai08B9953 Araip.B08 9953 p2 (TC)17 34 34104725 34104758 GGATTTGGAAAGTGGAAAAGC TAGCCCCCAAGTTTGTTCTG 250

Ai08B9955 Araip.B08 9955 p3 (AGG)5 15 34158449 34158463 CAACTTAGCCTCCCCATCAA GATGCCAAGAAGAGGTCTCG 222

Ai08B9958 Araip.B08 9958 p3 (TCT)8 24 34161831 34161854 TCTGTCCTCCGTAACCCAAG TGGCTGCAGAAACAAATGAG 259

Ai08B9959 Araip.B08 9959 p2 (AT)6 12 34162231 34162242 GGGAACACACTTGGGAAGAA TTCATAGTTCACACCTACCATGC 265

Ai08B9964 Araip.B08 9964 p2 (CA)6 12 34171264 34171275 GGAATCAAGAGGTTACCAGCC CAGCAGCATTGGTGAGAGAG 206

Ai08B9966 Araip.B08 9966 c (ATA)6aa(AAT)7 41 34172658 34172698 TCCAATGATTTGATTAATGACAAGTT GTAACCGGGCCAACTTCATA 125

Ai08B9972 Araip.B08 9972 p2 (TC)6 12 34180637 34180648 ATGGCAGTCAGACGCTCTTT CAGCACCCTCAATCCTCAAT 215

Ai08B9973 Araip.B08 9973 c (TG)11(AG)6 34 34181556 34181589 CATGTTGGCTTCATCACAAAA ATTCTTCCATGCTGACCCTG 184

Ai08B9974 Araip.B08 9974 p2 (TC)8 16 34186206 34186221 ATGGCAGTCAGACGCTCTTT TGCAAATTTGACCTTGCATT 167



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B9977 Araip.B08 9977 p2 (CT)15 30 34208036 34208065 TCTCAATTTGCTTTTATTTCCTTTC GGAATGATAAGAGAGAGGCGA 246

Ai08B9979 Araip.B08 9979 p2 (GT)6 12 34217597 34217608 GCCCAAACAAGCACAACATA TCGTACGTCATTAAGTGTGAAAAA 274

Ai08B9982 Araip.B08 9982 c (CTT)7ctcctaca(CTT)1265 34222907 34222971 CATCCAAGTTCATCCAAGCA GATGAACGCGAAGAAGAAGG 224

Ai08B9984 Araip.B08 9984 c (TC)7ttcctcttttctctctctcccattttgtt(TC)7cctcttttccctctcccattttctttctctctcctctccctcctttctctctctccctcccttctctcttc(CT)8144 34227274 34227417 TGTCTTTCCTTTTTCTCCCC AGAGAGAGAGGAGGGCGAAG 279

Ai08B9985 Araip.B08 9985 c (CT)8tctctctctctttctccct(TC)749 34227578 34227626 CTTTCTTCGCCCTCCTCTCT TCCCTCTTCTCTCTCTCCCC 225

Ai08B9989 Araip.B08 9989 p2 (TA)9 18 34231475 34231492 TCTCTCCCTCCTTGCATCAC TTCCTTTCTCCGCTACATGG 263

Ai08B9993 Araip.B08 9993 p2 (GA)6 12 34240319 34240330 GAGGAGGCACTGGTGATGAT CCGTAGCTTGGAGTCTCACTT 227

Ai08B10000 Araip.B08 10000 p3 (TGA)5 15 34301254 34301268 TGCTTCTTCTGGGTTTGCTT CCACTGCTACTCCATCACCA 239

Ai08B10001 Araip.B08 10001 p3 (TGG)9 27 34301518 34301544 TGATGGAGTAGCAGTGGGTG CCTCTCCACTGTCAGCACAA 178

Ai08B10004 Araip.B08 10004 p2 (AT)6 12 34308884 34308895 TGTTGATGACTTTTGCCGAA GCCACATGTCACTATGTCGTT 221

Ai08B10005 Araip.B08 10005 p5 (TTATT)5 25 34313022 34313046 GAGTTCAAGCACAAGCCTCC CCTATGACACGGATGCGTTA 274

Ai08B10009 Araip.B08 10009 p3 (GAA)5 15 34329535 34329549 ATTGCCACTTCCGCTGAGTA AACCACCAATCTTCTTCCCC 230

Ai08B10013 Araip.B08 10013 p2 (TA)10 20 34357324 34357343 ACGTTTCGCGCTTTTGTAAT ACGAACCACGCTCTGATACC 187

Ai08B10015 Araip.B08 10015 p2 (AG)6 12 34364193 34364204 TTTTGACCCAGTTCTCGACC GGAACATTGAACCTGTGATTGA 225

Ai08B10016 Araip.B08 10016 p2 (TA)14 28 34365652 34365679 GGAACGTTTCGCACTTTTGT CACCCCAATTACCCTAAGCC 251

Ai08B10017 Araip.B08 10017 c (A)10gaggccatcaaagtcagcacc(AT)643 34370190 34370232 TGCCAGCATTTATTTGGTTG TGGAATGGGAATGTGATGTG 266

Ai08B10019 Araip.B08 10019 c (AT)11aaaagcagtatgaatttttatttatagtctttaaaag(A)1069 34375171 34375239 CTATGGTGGTGCGTGTTTTG GCCTTTCATTTTCATCCCCT 274

Ai08B10021 Araip.B08 10021 c (AAT)5aacgtagtgctactgtgtaaactttaaagtatgtactctctc(T)1067 34383676 34383742 AGAAAATCCAACGCAACGAT AGGCACATTGAAATTTCTTCTT 234

Ai08B10028 Araip.B08 10028 p3 (AAC)5 15 34408531 34408545 GTTGTGCTTGCAGAGGATGA TGTATTGCGGATTTTCATGAGT 263

Ai08B10030 Araip.B08 10030 p3 (AAT)17 51 34418818 34418868 TTTGCCAAAAACGAATGAAA TTTTTGTAAGGTGGGTGGGA 230

Ai08B10032 Araip.B08 10032 p4 (TAAA)7 28 34440844 34440871 TTCCTGACCACTTTCTCTCTCC CCCAGAGTCCTCCTGAACTG 198

Ai08B10035 Araip.B08 10035 p2 (AT)11 22 34451127 34451148 GGCGGGGTAGGACTTGTAAT TGAGCCTTCACGAATACGAA 163

Ai08B10036 Araip.B08 10036 c (ATT)5gttccaaaaaaaag(A)1039 34452101 34452139 GCGAAAATTTTTATAAGGTGGG TGTTTCAGGGGAATCAGATAA 280

Ai08B10037 Araip.B08 10037 p3 (AGA)6 18 34458538 34458555 GCTTTTGTCTTCCCTTTCCC CTCTACACTCTCCTTGGCCG 207

Ai08B10042 Araip.B08 10042 p3 (TTA)8 24 34477184 34477207 GTGCAACTTCGGTTGCTCTT GAAACACAAGCAAATGCAAAA 248

Ai08B10043 Araip.B08 10043 p2 (CT)6 12 34484608 34484619 CCCGAATTATTCAAACGCTG GTGTGGTGGGCTTGAGAGAT 221

Ai08B10044 Araip.B08 10044 p3 (AAC)5 15 34484873 34484887 TATCTTGCCGCCACCATATT GTCCCAATTCTCCTTCCTCC 243

Ai08B10046 Araip.B08 10046 p4 (TTAT)5 20 34492218 34492237 GCAATTTTTGCTGTTATTTTTCC TGTCACTCCCATTTTGATGA 278

Ai08B10048 Araip.B08 10048 p2 (CT)6 12 34498479 34498490 ATGAGTCCCGCAAAGATGAC GGAGAAGGTGGAAGAAAGGG 251

Ai08B10050 Araip.B08 10050 p2 (AT)9 18 34533947 34533964 TTGTTACTTTGCTTTGGGGC TTTGGGAACTTTGGTTGAGG 213

Ai08B10051 Araip.B08 10051 p3 (TCT)5 15 34544098 34544112 CTCCTCACTTTCTGCTGCTG TCAAGAGCGTGAAACAAGAAAA 107

Ai08B10052 Araip.B08 10052 p3 (CTT)5 15 34544850 34544864 TCATTTGGTCTCGTTATTCTGC TATGCGTTCACGCACAGTTT 279

Ai08B10054 Araip.B08 10054 p3 (ATG)5 15 34547360 34547374 GCGAGCAAGGAAAAATTCAC CTTCCCCACATCCAACACAT 267

Ai08B10055 Araip.B08 10055 c (TG)16taaatattctacgaccaaccttagtttcgcaggctgagttaggagcttgatattctgtactcttaaccctttactcttgttttc(TA)7130 34548420 34548549 GATCTCTTTTGTGTATTTTGGGC TGCTTGCGTACGAAGAAAAC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B10057 Araip.B08 10057 p2 (TA)12 24 34552209 34552232 TGTGTGGCCAAGTGAGCTAT TGCATTGAAATGTTATGTTTGC 264

Ai08B10058 Araip.B08 10058 p2 (TA)11 22 34553346 34553367 CCCACTTTTTGCATTCAAGTT TGTGGGAAACCTGGGTTAAT 258

Ai08B10059 Araip.B08 10059 p2 (TC)6 12 34558771 34558782 TTGGCGATGACGTAATGAGA GGCAAGAAAAGTAAACCAAGCA 268

Ai08B10060 Araip.B08 10060 p2 (TA)12 24 34563543 34563566 TTGATTTTGGGAAAGTTGGG GGGACATTTTTGTCCCCTTT 265

Ai08B10061 Araip.B08 10061 p2 (TC)6 12 34567402 34567413 CCTTCTTTCATTTGTTGGAGTTG TTTGTACTCCGGGTCGTCTC 277

Ai08B10064 Araip.B08 10064 p3 (TAT)5 15 34577968 34577982 GGACCCGATTCATGAGAGAA TGCACCAGTAAACTGTGAATCC 152

Ai08B10066 Araip.B08 10066 p2 (TA)9 18 34583911 34583928 TCGAAGACGATGTTCTCACCT CAGAAATTTTCAACCCGTGC 275

Ai08B10069 Araip.B08 10069 p2 (AT)10 20 34601349 34601368 TTATACCGCAATACCGCTCC GGATATGGGCGCAGAAGTTA 278

Ai08B10074 Araip.B08 10074 p2 (CT)6 12 34636024 34636035 TTGTTTCTTATCTTTTTCAAAACTACC TGAATGGATCCACTTGCAGA 279

Ai08B10075 Araip.B08 10075 p3 (TCT)5 15 34638514 34638528 CACCTACACCCACCCACTCT TTAGAATGTTGCTCGCCCTC 104

Ai08B10078 Araip.B08 10078 p2 (AG)6 12 34652115 34652126 TATTCAAACCTCGGGTCGTC CATCCATTCATGAGGAGGCT 261

Ai08B10079 Araip.B08 10079 c (AG)7gagagaac(CT)634 34657485 34657518 ACATTGAACCTGGGATCGAG CATCCATTCATGAGGAGGCT 152

Ai08B10086 Araip.B08 10086 c (T)14gtcaggggccggattgggg(T)1043 34663177 34663219 CCGGCCCCTAACAATTATCT CCCCTGACAATTACCTCGAA 266

Ai08B10091 Araip.B08 10091 p2 (AT)6 12 34670285 34670296 GGAGGCGAAGAAGATGATGA CCTTTCTGAATTTGAAGCATGA 177

Ai08B10100 Araip.B08 10100 c (AAC)5aat(AAC)739 34721823 34721861 GCAGCAGGCTCTCTCTCATT AAGTCCTTCTTCTTCCGCTTG 144

Ai08B10101 Araip.B08 10101 p3 (TAT)5 15 34728383 34728397 AAGGATTGGCCCTGGTAGAT ATCTGCCAAACCGTTAATCA 190

Ai08B10105 Araip.B08 10105 p2 (TA)6 12 34754577 34754588 CCTTTCTGAATTTGAAGCATGA AAATAGCTACCTCTACGACCAAAAA 133

Ai08B10110 Araip.B08 10110 p2 (TA)9 18 34787682 34787699 GCATGTCCTCATGCTAAATCC TGTTTTTCCCTCCCATCTCA 257

Ai08B10117 Araip.B08 10117 p2 (AT)6 12 34828814 34828825 TCGGCACCAAACTTATAGGC AAAAACCTTTCATTGTCTCCCA 142

Ai08B10118 Araip.B08 10118 p3 (AAT)10 30 34835443 34835472 GACACGGATACGAGACACGA CTTGGACACGCTTGGATACC 232

Ai08B10119 Araip.B08 10119 p2 (GA)6 12 34841659 34841670 TGGCCCAAATAAATTTCCAA TCCCCTTTCTTCCTTCTTCC 213

Ai08B10121 Araip.B08 10121 c (GT)6at(ATA)5 29 34851702 34851730 TGTTTGGAAACTCAGCTGTCA TTAAACCGCTCTCTTCAGCC 261

Ai08B10122 Araip.B08 10122 p4 (CAAA)5 20 34860913 34860932 TCTTCGACAAATGCCATCAA TGATATGAGTGGTCAGCATGG 247

Ai08B10125 Araip.B08 10125 p2 (TC)6 12 34896328 34896339 ATCGAGGCAGACCTCCAGTA AAGTCTGAGTCCTCGCCATC 211

Ai08B10127 Araip.B08 10127 p2 (GA)8 16 34901597 34901612 GCCACAACCTCACACTCCTT ACAGATCGACAGCTCAGGGT 206

Ai08B10131 Araip.B08 10131 c (A)10tatttagcccagtacatgccgaaagctattgaatatgtagcatcttgcagttagttaattcc(T)1082 34911539 34911620 TGACCCAGCATCGTGTCTAA CTCGCAACCTTGGAAGAATC 187

Ai08B10132 Araip.B08 10132 p2 (TC)16 32 34914724 34914755 TGAAGTGCGAACCCTCTTTT CGAGAATGAGAGACAAGGGC 264

Ai08B10134 Araip.B08 10134 p2 (CT)23 46 34922692 34922737 CATTGCGATGGGAAGAGTTT CATCATGCAGCTCAAAAGGA 230

Ai08B10137 Araip.B08 10137 p2 (TA)6 12 34926315 34926326 AACGGAAGGACCAATTTGACT CGCAAAAGTTGCCATTAACA 234

Ai08B10144 Araip.B08 10144 p2 (AG)6 12 34965712 34965723 GGTAAGGTGGGTGGGATTTT CGCCAATATAGTGCAGGGAT 235

Ai08B10155 Araip.B08 10155 p2 (CT)12 24 34998925 34998948 GTAGAAGCTCTGCCACCGTC CATCTACTGGTCCGAGGCAT 246

Ai08B10156 Araip.B08 10156 p3 (TTG)5 15 34999462 34999476 CTATCCACCCTCATTGGTGC TCGCATTCAAAAGTCCATACC 269

Ai08B10163 Araip.B08 10163 p3 (ATT)5 15 35034293 35034307 AGGCATTTTTCCCACATGAC TTCCACCCCCTCTCCTTAAT 279

Ai08B10164 Araip.B08 10164 p3 (GAA)5 15 35056178 35056192 CTCGCCCTTGAGCAATAAAA CCCATCACCTCTTCACCACT 271
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Ai08B10168 Araip.B08 10168 p2 (AG)7 14 35083649 35083662 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 217

Ai08B10172 Araip.B08 10172 p3 (AGA)5 15 35115494 35115508 ATGATTCCCTTTTCGAGGCT AATTCATTAGGGGGAGGAGC 175

Ai08B10176 Araip.B08 10176 p2 (GA)6 12 35150846 35150857 GGATGAGAGAGAAGGAGGGAA TTTCTTAACTTTTTCAAAACCACC 217

Ai08B10183 Araip.B08 10183 p2 (AT)8 16 35207571 35207586 TTCCAAGACCACCCATTAGG CTTCCCGTTGGTAAGGTGAG 203

Ai08B10184 Araip.B08 10184 p2 (AC)36 72 35211481 35211552 GTAAAACAGAGGTGGCGAGG CCTAAGCGTTGCGCTTTTAT 200

Ai08B10186 Araip.B08 10186 p2 (TC)6 12 35228812 35228823 GGAAGAAGCGATGGATGGTA GTCCATAGGCATCACGGTCT 270

Ai08B10190 Araip.B08 10190 p3 (AGA)10 30 35237236 35237265 TTAGAATGTTGCTCGCCCTC CCCAATAAACACCCTTCCCT 204

Ai08B10191 Araip.B08 10191 p2 (AG)7 14 35238585 35238598 GGGCAGAGATGTGAGATGAGA CTTTTTGTTTGTTTCTTAACTTTTTCA 280

Ai08B10195 Araip.B08 10195 p2 (AG)6 12 35260803 35260814 ATAGGTGAGGGGTTTTTGGG CGTTTAATGCCAGAAATGGG 275

Ai08B10197 Araip.B08 10197 p3 (AAT)5 15 35274729 35274743 TATTCAAACCTCGGGTCGTC CCAATTTCTAATACCTCGCCA 171

Ai08B10198 Araip.B08 10198 p2 (AG)8 16 35275239 35275254 AAACCTGGGATCGAGAGTCA GAAATCCAGCGTGGTTGAAT 250

Ai08B10199 Araip.B08 10199 p2 (AT)6 12 35276356 35276367 TTTCAAGGTTGTAATGGGGC AAGAATCAATGCACATGGGA 223

Ai08B10202 Araip.B08 10202 p2 (AG)7 14 35281209 35281222 AAACCTGGGATCGAGAGTCA GAAATCCAGCGTGGTTGAAT 248

Ai08B10203 Araip.B08 10203 p2 (AT)6 12 35293383 35293394 TGCAAAACCAAATTATGCCA GCTGCACAGCACTTCCTACA 142

Ai08B10204 Araip.B08 10204 p5 (GGGGC)5 25 35300574 35300598 TGTTTATGTTGCTTTGGAGACAA TGGATAAGTAGGGGTGGCAA 251

Ai08B10208 Araip.B08 10208 c (T)10ctttttttcttcttc(T)1035 35338053 35338087 CACCCTTGCCTTTTGGTTTA AAAGCAGTGAAAAGCTTGCAG 150

Ai08B10209 Araip.B08 10209 p2 (AG)6 12 35346704 35346715 TGGTGAAGGATATTTGGGGA ATGCCAGAAATGGGCAGTAG 196

Ai08B10219 Araip.B08 10219 p2 (AT)17 34 35408094 35408127 TGCTTTCACGAGCTGTCTTC CTGGTTTATCAACCTCCCCA 277

Ai08B10220 Araip.B08 10220 p2 (TA)6 12 35408271 35408282 TCCCTCAATTAAGCATGAGGA TCATGAAATGCAATGCAACC 122

Ai08B10234 Araip.B08 10234 c (T)13agtgttaactcaacaatcagctaagaaa(T)1051 35467288 35467338 TATTGAAGACGCGGATTCCT TTTTGCATGAAATATCCAAACAT 167

Ai08B10238 Araip.B08 10238 p2 (TC)11 22 35470429 35470450 CCGTTAAATCCGACGGTAAC TTGTAGCAACAGCAAGGGTG 246

Ai08B10239 Araip.B08 10239 c (A)10ttttctagtgtaatcctttctcagggtaatactgctcaatctcag(A)1065 35471321 35471385 ACCAAATCATTCCACCCTTT CCCATGATCTGATTGGTCATT 280

Ai08B10240 Araip.B08 10240 p2 (AT)10 20 35472091 35472110 TGTCCCTTACAAACAGTTCAAAAA AGAGGTCGGTCGCTTTGTTA 270

Ai08B10241 Araip.B08 10241 p5 (AAGAT)7 35 35472401 35472435 GCCCAAATAGAGGAACACGA GGGGGTACCTGCAAGAGACT 271

Ai08B10242 Araip.B08 10242 p3 (GAA)5 15 35496786 35496800 CGGTCTTAGGTGCCATCAAT GCCTCACATCCATCCACTCT 264

Ai08B10243 Araip.B08 10243 p2 (AG)7 14 35499426 35499439 AAAGAGGGAAGGGATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 275

Ai08B10245 Araip.B08 10245 p4 (AAAT)7 28 35524846 35524873 TCGAAAATCTTCACCCATTTTT GGGTTAGCATATGACCCCAG 181

Ai08B10247 Araip.B08 10247 p5 (TTTTA)5 25 35533439 35533463 TTCCCTTCTTTCCCTTCTCA CAGGTATAAAAGATTGGCATTGG 219

Ai08B10249 Araip.B08 10249 p3 (TCT)5 15 35544213 35544227 ATTGGCTACTTTCCCCGACT GTCAGACGACCTGAGGAAGC 188

Ai08B10250 Araip.B08 10250 c (A)11tttcaaaaatctttcaaaaatttctcatctgttttcg(A)1361 35565038 35565098 TGCCTGAGATCACAATTTCG AGCCAGTCAGGCTTCAACAT 272

Ai08B10251 Araip.B08 10251 p2 (CT)7 14 35566645 35566658 TTTCGAAAATCCTTCTCTCTCA TCCTTTTTGCCCAGGTGTAG 183

Ai08B10252 Araip.B08 10252 c (T)11cgcta(T)12 28 35579635 35579662 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 201

Ai08B10253 Araip.B08 10253 p3 (GAA)5 15 35581012 35581026 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 258

Ai08B10256 Araip.B08 10256 p3 (AGA)6 18 35588231 35588248 ACTCGGAGGTTGAAGCCTTT CACACATCCCTCCATCTCCT 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B10257 Araip.B08 10257 p2 (AG)6 12 35591526 35591537 AAAGAGGGAAGGGATTTTCG AATTGATTTTCAAATCTTTTTCAAC 116

Ai08B10261 Araip.B08 10261 p2 (AG)6 12 35601305 35601316 AAAGAGGGAAGGGATTTTCG TCTTGTGATTTCTTGTGAATCAA 164

Ai08B10264 Araip.B08 10264 p2 (AG)6 12 35615119 35615130 TGAAAGGGAAGTTTAAAACAAAGAA CTCCAGCAAATTCTGAAGCC 242

Ai08B10265 Araip.B08 10265 p2 (TA)22 44 35616195 35616238 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 250

Ai08B10268 Araip.B08 10268 p4 (TTTA)5 20 35644171 35644190 GCACAAAGCACAAAATCGAA ACCAAGTTTTTGGCACCATT 236

Ai08B10269 Araip.B08 10269 p4 (AAGA)5 20 35646066 35646085 GTTTGTCTTGGATTGGCACC GAGCCAATTCTTGATTCACCA 125

Ai08B10270 Araip.B08 10270 p2 (TA)7 14 35653217 35653230 TGAATCTTTAAATGGCTTTCCAA CATTTTGCACTTTGGGCTAT 280

Ai08B10275 Araip.B08 10275 p3 (ATG)6 18 35667329 35667346 GCTGAACGAGGATTTGGAGA GAAATAAAGGAACTGTCCAACAAA 177

Ai08B10276 Araip.B08 10276 p2 (TA)6 12 35669055 35669066 GCGACTAAGCCACTGAGGAC GAGGAGGGTAGAGGTCTCCG 264

Ai08B10278 Araip.B08 10278 p2 (AT)10 20 35671939 35671958 AAATTTGCTTCCTTGCACTCA AGGCGATTCAACAATTGGAA 257

Ai08B10280 Araip.B08 10280 p2 (AT)10 20 35674860 35674879 TCCATTGTTCTGCATCTGTCA CACTGAAATACCAAGCGCAA 274

Ai08B10281 Araip.B08 10281 p2 (TA)6 12 35686376 35686387 TTCCCACTTTTGTATAATTCCCAT TGGGAATTTGGGAACCTACTC 255

Ai08B10283 Araip.B08 10283 p2 (CA)12 24 35691837 35691860 TAGCCCTTCCCCACTCTTCT GGGTGTGTGTGCTGTGTTTC 164

Ai08B10286 Araip.B08 10286 p2 (TA)6 12 35695597 35695608 TTATTGGGCCTTTTTGTTGC AATCGTTTGTTTGGGTCGAG 121

Ai08B10287 Araip.B08 10287 p3 (TTG)6 18 35703176 35703193 CAGTCTAGTGTCGCCCCTTT GGTTAATGGCATTCGGCTAA 275

Ai08B10288 Araip.B08 10288 c (T)10gcttctttc(T)1130 35705162 35705191 TTGCTCTTGCCTTTTGGTTT TGTGGTGGCATTGCTTTTAC 257

Ai08B10290 Araip.B08 10290 c (T)10aaaattaaaaatattaattagttaacaaaagaaattttttgaaaaagagggaagatattttcgaaaatt(AG)691 35714190 35714280 TGCTTGGCATTCTTCTGCTA TTTCAAAATTTGTTTCAACTAACCA 234

Ai08B10291 Araip.B08 10291 p2 (AG)6 12 35718134 35718145 TGGAGGGTTGGTGTAGGTTC CAAACCACTTTCCTCCCAAA 145

Ai08B10292 Araip.B08 10292 p2 (AG)17 34 35721316 35721349 CCTTTCAGGTTCAGGCTCAG CCCCTTCTCACCTCCTTCTA 268

Ai08B10294 Araip.B08 10294 p3 (AGA)5 15 35737372 35737386 CTAGAGGTTTCTCCGGCCTT CCAACCCCTTCATACACGAC 272

Ai08B10295 Araip.B08 10295 p2 (AG)7 14 35737488 35737501 CTAGAGGTTTCTCCGGCCTT CCAACCCCTTCATACACGAC 272

Ai08B10296 Araip.B08 10296 p2 (AT)9 18 35738154 35738171 CGCCCATTCTGCTATCCTTA GGGAGGCAACCCAATGTTAT 211

Ai08B10297 Araip.B08 10297 p2 (GA)11 22 35740918 35740939 AGAGAGAGGGAGAGGGTTCG TTTCGAAAACTAACCAACAAAGTT 245

Ai08B10301 Araip.B08 10301 p2 (AG)6 12 35763757 35763768 GAGAGAGGGAGAGGATTTTCG TTCAAAAATTTGTTTCAACTAACCA 250

Ai08B10304 Araip.B08 10304 p3 (GAA)6 18 35776443 35776460 CATCAAGGGCTAGGAATCCA TAGAGGGAGAAGCCTCCACA 215

Ai08B10305 Araip.B08 10305 p3 (GAA)6 18 35786590 35786607 CATCAAGGGCTAGGAATCCA AACCCTGTGCTTTGCACTCT 272

Ai08B10306 Araip.B08 10306 p2 (GA)26 52 35794786 35794837 AGGTAGGAATGTGCGTGGAC AGGGGGAAGGAAGAAACAAA 155

Ai08B10307 Araip.B08 10307 p2 (CT)11 22 35795208 35795229 GCTTGGCTCGATTGCTATTC CCTAAGGCTGCTTGTCTTGC 212

Ai08B10308 Araip.B08 10308 p3 (GAA)7 21 35796017 35796037 TTAGAGCCATGTAGTGTGGGG GAAGAAGAGGAGCACTTAGCCA 188

Ai08B10310 Araip.B08 10310 p3 (AAT)7 21 35798423 35798443 CATTACGGGCAATTTTTCAA GTTGAATGCAAAAGCATCCC 250

Ai08B10311 Araip.B08 10311 p3 (TAA)6 18 35806248 35806265 CCCAAGATTAACTTGCCGAA CACAACCCACGAAATTACCA 178

Ai08B10313 Araip.B08 10313 p2 (AC)6 12 35818359 35818370 AGACCAAGATTGGACCGAAC TCTTCTCCTCCCTCACTCCA 162

Ai08B10314 Araip.B08 10314 p2 (AC)6 12 35826564 35826575 CCCTTGGCCCAACATAACTA ATCAAGGGCTGGAATTTCG 274

Ai08B10315 Araip.B08 10315 p2 (TC)6 12 35830195 35830206 TTGTTGAGAAAGTTTCAATCTTCA TGAAAAATTTTGGATATGATTTTCG 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B10317 Araip.B08 10317 c (AT)12aaagagaaccacagcctttctagtacctgagatacatgctgattcaatcagtcgtggagatatacatac(AT)7107 35840233 35840339 GAATGTCATGCAATGCAACC TGCTTTTTCTCCCATCTCAA 280

Ai08B10319 Araip.B08 10319 p3 (ATA)5 15 35908737 35908751 TCATTAACCGTCTCGTTAAAAACTT GGTTCCCACTTCCCATATACC 274

Ai08B10320 Araip.B08 10320 p4 (AAAT)6 24 35910896 35910919 GGAAGCTCTGGCAGAAAACA TGCAGGTTGAATCACTTCACA 280

Ai08B10323 Araip.B08 10323 p3 (CAA)7 21 35922482 35922502 CCACCACCATCTCATCTCCT CGACACTGTTCAGTGAGGGA 160

Ai08B10326 Araip.B08 10326 p3 (TGT)5 15 35943714 35943728 CACTCAATCAACCCAAGTTGC CCCACTCCTTGCAATCTCAT 280

Ai08B10327 Araip.B08 10327 p3 (AGA)7 21 35944127 35944147 AATCCACGTCAATCACCGTT TGACGCGTTCACAATTTCAT 159

Ai08B10330 Araip.B08 10330 p2 (TC)13 26 35985113 35985138 AGGGCTTGACACCACAAAAC TGTCAAGTCCAGTCTGCTCG 253

Ai08B10331 Araip.B08 10331 p2 (GA)6 12 35989067 35989078 GGAAAGAAAAGAAATGGGGG CCCACGCGTATGTATGACTG 248

Ai08B10333 Araip.B08 10333 p2 (AG)6 12 35998364 35998375 GGGTGAGGAGAGCAGAGATG TTTCTTATCTTTTTCAAAACCACC 278

Ai08B10340 Araip.B08 10340 p3 (AAC)5 15 36040451 36040465 TTCTGTTTAATGCAGCAGCC CTTCTTCCGATTGCTACGCT 221

Ai08B10341 Araip.B08 10341 c (T)11cgcttatttttttcttttttcttc(T)1045 36046456 36046500 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 262

Ai08B10342 Araip.B08 10342 p3 (ATA)5 15 36048158 36048172 TGAGGGCTCTGGTTGACTCT CATCACATCCTTTATCCCCC 280

Ai08B10343 Araip.B08 10343 p2 (AG)7 14 36048495 36048508 GAAAAAGGGGGAGATATTTTCG CCAATTGGCTGTTGAATGTAA 262

Ai08B10344 Araip.B08 10344 p2 (AT)7 14 36064352 36064365 AAAATTTTGAAATTGTTAGGCAAA TGATTGTTTCCACCTTCTTTCA 278

Ai08B10345 Araip.B08 10345 p3 (GAA)9 27 36074973 36074999 GCAGAAAAGAAAAACGCGAA ACGTAAACCTTCTGCTGCGT 142

Ai08B10346 Araip.B08 10346 p2 (AG)6 12 36081119 36081130 AACATGAAAGCCATAAGCCAA TGCATCCATTCATAGGGAGG 242

Ai08B10348 Araip.B08 10348 p3 (CCA)6 18 36090583 36090600 ACAAGTTATGCTTACCGGCG TTAAACGAGTGCTGTGCAGG 274

Ai08B10349 Araip.B08 10349 c (T)11gaatttggtaatcttttgagtttgaatctctatttg(T)1259 36090907 36090965 GTTGATCACCACTACGGCCT TCCCTGCAATACACACACAAA 265

Ai08B10350 Araip.B08 10350 p3 (TAT)10 30 36091285 36091314 TTCAAATCGGTTCATTGAAACTT TGGGGAAATTAGGGTTAGGG 227

Ai08B10352 Araip.B08 10352 c (CT)7aattttcgaaaatatcttccctcctcttttctttcactcaccaagggatccctatactgtggtataaaggatcca(TAT)5104 36095601 36095704 CTTTTTGTTTGTTTCTTAACTTTTTCA TGACAAAGAAGAGGGCACAG 171

Ai08B10358 Araip.B08 10358 p3 (AGA)8 24 36124373 36124396 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 151

Ai08B10359 Araip.B08 10359 p2 (GA)9 18 36127527 36127544 AAAGGGTTCGGATTTTTGGT CGAAAATATCTTCCCTCTTTTTCA 231

Ai08B10360 Araip.B08 10360 p2 (AG)6 12 36127697 36127708 CGGATTTTTGGTGAGTGAGG TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai08B10362 Araip.B08 10362 p2 (CT)8 16 36130186 36130201 GGATTGGTGAAGCTTGGTGT ATAGAAGGGGAAGCCTCCAA 166

Ai08B10363 Araip.B08 10363 p3 (ATT)5 15 36131202 36131216 GCAAATATGCCGAAAAAGGA TGCCACGTAATCTTCCACAA 279

Ai08B10366 Araip.B08 10366 p2 (CT)10 20 36144049 36144068 AGGAACATTGAACCTGTGATGA ATCAGCGTGGCAGATCTCTT 267

Ai08B10370 Araip.B08 10370 p2 (AT)29 58 36175688 36175745 GCGCCACTCTGATAGTGAGAA AAGAATGATAGGAGTCGTGACTGT 273

Ai08B10372 Araip.B08 10372 p2 (TC)6 12 36190402 36190413 ACAAAGGCTTCATCTGCGTT GTTACCGCTGCTGTCCATTC 258

Ai08B10373 Araip.B08 10373 p2 (AT)7 14 36191353 36191366 GGGTCTTACATCCTACCCACC TATAACCTTTTGCCGCCTTG 278

Ai08B10375 Araip.B08 10375 p2 (AT)18 36 36207580 36207615 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 180

Ai08B10378 Araip.B08 10378 p2 (CT)6 12 36219896 36219907 TCCTGATTTTTCCTTTCCCTC ATTGCAACAATCCACAAGCA 274

Ai08B10379 Araip.B08 10379 p2 (AT)9 18 36222483 36222500 GGGAAATTGTGGGAACAAAA CCCAGAATTCCCTTTTTCAA 249

Ai08B10381 Araip.B08 10381 p2 (TA)7 14 36225279 36225292 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai08B10383 Araip.B08 10383 p2 (AG)6 12 36233389 36233400 AAACCTGGGATCGAGAGTCA GGGGAGTGCATCCATTCATA 151
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Ai08B10384 Araip.B08 10384 p5 (AAAAT)5 25 36238370 36238394 CCACCATTCACAGCAACAAC TCCTTTGTCTGGGTTCCATC 264

Ai08B10385 Araip.B08 10385 p2 (CT)8 16 36244972 36244987 CCTAAATGGAGCAGGGATGA AGTGGTGAAGAGGTGATGGG 171

Ai08B10388 Araip.B08 10388 p2 (CT)6 12 36263855 36263866 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 276

Ai08B10389 Araip.B08 10389 p3 (TAT)7 21 36264173 36264193 CCCCTTCCTTTCTTCCACTC GCTGCCATCTCCTCTTCTTG 246

Ai08B10390 Araip.B08 10390 p3 (TTC)5 15 36267162 36267176 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai08B10391 Araip.B08 10391 p2 (TC)7 14 36276359 36276372 ATCAAGGCTTCATCTGCGTT CGTTGTCACCATTGAAGCTG 193

Ai08B10394 Araip.B08 10394 p2 (AT)6 12 36289340 36289351 TGTATATATTAATTGTGAACCACCAAA GATGTGTCATCTTTACGTTGTTTTT 134

Ai08B10395 Araip.B08 10395 p2 (GA)6 12 36289599 36289610 TGAATTGAAGCACACATGACAA CTCTCCCTCTCTCCCTCCC 279

Ai08B10400 Araip.B08 10400 p3 (CAC)5 15 36304417 36304431 TTACCTCTATCCGAACCCCC TGGAAAGAAGAGTCGCGTTT 161

Ai08B10402 Araip.B08 10402 p3 (GAA)14 42 36317105 36317146 AAGATGAACGGCGAAGCTAA CACGCGCCTCATATAACGTA 260

Ai08B10408 Araip.B08 10408 p2 (TA)13 26 36368761 36368786 TTACTTGGGGCATTTTGTCC TTACTTGGGGCATTTTGTCC 104

Ai08B10410 Araip.B08 10410 p3 (ATT)7 21 36377181 36377201 ATGCCCTTTTCTGTGCTGTT TCTCTTTATCCGGTGGCTTG 212

Ai08B10415 Araip.B08 10415 p2 (TA)8 16 36405832 36405847 TTGGGGATGAAGAAAGTTTGA AGGAAGAACAAAGGAGGGGA 267

Ai08B10420 Araip.B08 10420 p2 (GC)7 14 36443270 36443283 AGGGGTAAGTGTGCCCTTCT AGAGTTATGCCACCCCTGTG 172

Ai08B10421 Araip.B08 10421 p2 (GC)6 12 36443523 36443534 CACAGGGGTGGCATAACTCT CATACAAAGCAAGCACGGAA 224

Ai08B10424 Araip.B08 10424 p5 (TTTAA)6 30 36462746 36462775 TTTCGAAAATCCCTTCCCTC TGAACAAAGAGAGGAAGATGGTG 199

Ai08B10427 Araip.B08 10427 p3 (TCA)5 15 36482034 36482048 CCAGAAGAATGCAGCAACAA CCAAAGCTAGGACGAGACCA 277

Ai08B10430 Araip.B08 10430 p4 (TAAA)5 20 36521552 36521571 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 260

Ai08B10432 Araip.B08 10432 p3 (TAT)5 15 36540959 36540973 TTCAAAAATTCCCCCTCTCC TTCAGGTTCTGGAACTGCCT 267

Ai08B10435 Araip.B08 10435 p4 (TATT)5 20 36561092 36561111 TTTCAAAAATCATCTCACCTCTCA GTTCTTGTCCTTGCTCCTGC 248

Ai08B10436 Araip.B08 10436 p3 (TTC)5 15 36565024 36565038 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai08B10439 Araip.B08 10439 p3 (ATT)18 54 36582976 36583029 TTCAAAATATGAAACTAGAAGAATGAA CAACCTTCAATATATTTTGCTTCTG 275

Ai08B10440 Araip.B08 10440 p2 (AT)8 16 36590577 36590592 CACTGCAGTCTCTCCAACCA TCCTGTCTCTCAAACTGCGA 228

Ai08B10441 Araip.B08 10441 p2 (AT)7 14 36594001 36594014 TGCCACTCTAATAGCTCGGG TTCCTCGCCTTTAATTTTGC 225

Ai08B10443 Araip.B08 10443 p3 (AAT)8 24 36611883 36611906 CGTGTTTGGACAACTAACGG CACAAAGGAAGAACACCAAACTT 279

Ai08B10444 Araip.B08 10444 p4 (AAAT)5 20 36612413 36612432 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 244

Ai08B10448 Araip.B08 10448 p2 (CT)6 12 36645997 36646008 GGAACATTGAACCTGGAATGA TTTTTGACCCAGTTTTTGGC 229

Ai08B10449 Araip.B08 10449 p2 (CT)7 14 36658726 36658739 TTTCTTATCCTTTTCAAAACCACC AAGGGGATGAGGGAGAAGAA 215

Ai08B10451 Araip.B08 10451 p2 (CT)7 14 36665850 36665863 GGAACATTGAACCTGGAATGA TGGGTTGTTTTTGACCCATT 256

Ai08B10456 Araip.B08 10456 p2 (GT)6 12 36690019 36690030 ATTCACAAGGGCACGAAAAC CCCATTCAACACAACACACC 236

Ai08B10458 Araip.B08 10458 p2 (AC)8 16 36694646 36694661 GGGCTAAGGTAAGGGTGAGG CCCCAACGTTGAGTCCAATA 226

Ai08B10459 Araip.B08 10459 p4 (ATTT)7 28 36694810 36694837 GGACTCAACGTTGGGGTAAT GAGAAGGATACCCCGGACTC 151

Ai08B10460 Araip.B08 10460 p2 (CT)10 20 36733236 36733255 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 242

Ai08B10462 Araip.B08 10462 c (T)11gtgccttttcaaaacattaattttc(A)1046 36742689 36742734 GCCGGGGATTGTTTAAGTTT ACCAACGCTCTAGCCAACTG 268
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Ai08B10463 Araip.B08 10463 p4 (AAAT)6 24 36743352 36743375 TTTCGAAAATTCTCACCCAA CCATGATGGAGAAAGGGAGA 127

Ai08B10464 Araip.B08 10464 p4 (CATT)6 24 36761420 36761443 ATCAACAACTTCACCCTGCC ATCCACTTGCTCCGGATATG 224

Ai08B10470 Araip.B08 10470 p2 (TC)6 12 36774986 36774997 TTGCACTGACCCCTAAGACC ACACCCCCACGTCTAGTCAC 236

Ai08B10472 Araip.B08 10472 p2 (TC)6 12 36776472 36776483 ACCTATCCAGCAAAACGTCG AACCAGGTGCATCGGATAAG 246

Ai08B10473 Araip.B08 10473 p2 (CT)6 12 36780851 36780862 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 220

Ai08B10474 Araip.B08 10474 p3 (TTC)5 15 36783688 36783702 AAACACACCTCTCCCCTCCT TTGTCTTCCCCTTCCCTTTT 183

Ai08B10477 Araip.B08 10477 p2 (TA)7 14 36794618 36794631 TCCAGCATGGGGACATAAAT TTAACGCTCGTTGACAGTCG 263

Ai08B10479 Araip.B08 10479 c (ATT)10(ATCATT)1090 36798567 36798656 CGGCTAACAAACAAATCACG AGGCTTAGCCAATGAACGAA 248

Ai08B10482 Araip.B08 10482 p2 (TA)6 12 36804707 36804718 TGGGGTGAACATAGGCTTTC ATTTCAATCCACCCATGGAA 105

Ai08B10485 Araip.B08 10485 p3 (TAT)7 21 36822286 36822306 AAGAGAGACTGGCGAAGGAA CAAAAACAAATTGCCATCCA 256

Ai08B10486 Araip.B08 10486 p3 (TTA)5 15 36826330 36826344 CGTCATGTAGGTTGCCATGT TGGCCTACCTTTCCTCATGT 260

Ai08B10487 Araip.B08 10487 p3 (TTA)5 15 36828344 36828358 CGTCATGTAGGTTGCCATGT AGAAGCCGCACTTTTGTCTC 267

Ai08B10488 Araip.B08 10488 p3 (TTA)5 15 36830672 36830686 TTGAAATGTGAACAAGCCCA CTGCGACTCTTGCCTCCTAT 247

Ai08B10489 Araip.B08 10489 p2 (GT)11 22 36831897 36831918 GCTCAAGTGATGTGGTGAGTG CATGCAGACTATGCACCCC 278

Ai08B10491 Araip.B08 10491 p2 (TC)10 20 36833138 36833157 GTGCCAGCTAGGACAGTTCC GGAGTCACCAGAAGAGGCAA 264

Ai08B10492 Araip.B08 10492 p2 (TC)8 16 36834093 36834108 GCCTCAGGTTCAGTAGTGCC TTGGGCACTTTTGCTCTTCT 210

Ai08B10493 Araip.B08 10493 p2 (TC)15 30 36835267 36835296 TCTATGCATGTAAGCACCGC TTCTGTTTGTAGGGGCCTTG 235

Ai08B10494 Araip.B08 10494 p2 (CA)6 12 36836314 36836325 GCACAGTGGCTGAGCTAGAG TTGCAATGTGTAGAATGCAATG 240

Ai08B10496 Araip.B08 10496 p3 (TAT)5 15 36841509 36841523 TTTTCATAGGCGAATCACGA TGATGCCACGTCATCAATTT 279

Ai08B10502 Araip.B08 10502 p2 (AG)6 12 36863704 36863715 GAGCGATTTCTGAGCTGCTT TTGAACCTGGGATTGAGAGG 219

Ai08B10503 Araip.B08 10503 p2 (CT)8 16 36867163 36867178 CAATCGGAGCTATGATTTGGA CAAATTCTGCACCTCATCCC 141

Ai08B10505 Araip.B08 10505 p3 (GAT)6 18 36877418 36877435 TAAAAGGGGGTGGTTCAGTG GAGGAGGAGATTCCTCAGGG 108

Ai08B10506 Araip.B08 10506 c (AT)8(GT)18(GC)664 36880893 36880956 CGTTAACCACACTCGAACCA AGTCGGCCTTTATTTCGTGG 192

Ai08B10507 Araip.B08 10507 p2 (CT)7 14 36881635 36881648 GAATTTTCTTTCCGGGCAGT GGTAGATTCTTTCGCGCATC 239

Ai08B10509 Araip.B08 10509 p2 (AT)9 18 36888914 36888931 CGCACAAAGCGAAATTACAA CTTCACTAAACTCCGCAGGC 215

Ai08B10516 Araip.B08 10516 p5 (TTTTA)5 25 36919728 36919752 TATAAGTGTGGGGAGGTCGC TCAAAAACTCACGGGTTGTG 253

Ai08B10517 Araip.B08 10517 p2 (TA)10 20 36920937 36920956 TGATTTAACCCTTGGTTGTGC TCGCTTTCCTTCCTCTTTTG 272

Ai08B10525 Araip.B08 10525 p2 (AG)6 12 36949252 36949263 AATCAACCGTGCGACGTACT TGCAAGCCTGAATGAAAATG 117

Ai08B10528 Araip.B08 10528 p2 (AG)7 14 36952557 36952570 CAGACACAAGGGGGAAAAGA CATGCCTCCTCCTTTCCATA 176

Ai08B10532 Araip.B08 10532 p2 (GA)8 16 36956811 36956826 CCATATGGATTGAGAAAATTAAAAA TCTAGTTGACAAAGCACGCAA 178

Ai08B10535 Araip.B08 10535 p2 (AG)22 44 36963429 36963472 AGGCTCAACGACCATCAAAG CCTTGCCACGCTTATTTTTC 214

Ai08B10538 Araip.B08 10538 p3 (TCT)5 15 36980583 36980597 TCCCTCCTTCATTTCCACAC CGGTCTTAGGTGCCATCAAT 200

Ai08B10541 Araip.B08 10541 p5 (AAAAT)9 45 36998875 36998919 CCATGATGGAGAAAGGGAGA TCTTATCTTATCTTTTCCAATCTCAAA 280

Ai08B10546 Araip.B08 10546 c (T)10cgaaaacagatgagaaatttttgaaaggtttttgaaaattttttgaaaataaaac(A)1075 37036449 37036523 CCAGCCAGGATTCAACAAAT TTGCACAACTGACGGTTCAT 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B10547 Araip.B08 10547 p2 (GC)6 12 37056415 37056426 TCACGGACACAAACTAGGCA AGAAGGAGAGAAGGGGCATC 280

Ai08B10548 Araip.B08 10548 p3 (AAT)7 21 37069195 37069215 CAGGTTCTGGATCTGCTTCA TCGAAAATTCTCCCTCTCCC 267

Ai08B10549 Araip.B08 10549 p2 (AG)6 12 37069542 37069553 AAGATGGGAGAGGGAGAATTT TTGATTTTCAAATTTGTTTCAACT 267

Ai08B10554 Araip.B08 10554 p5 (TAAGA)5 25 37092006 37092030 AAAGGGCCCAAATAGAGGAA CCTGGGTGCTCCAGTGTATT 184

Ai08B10555 Araip.B08 10555 p3 (AGA)5 15 37155789 37155803 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai08B10556 Araip.B08 10556 p3 (TTC)6 18 37162900 37162917 TGAGGCTTTTCCTTTGTGCT TCAAGATCTCATGAATGGAACC 239

Ai08B10561 Araip.B08 10561 p2 (CT)9 18 37202965 37202982 GCCAGAAAGGGGAGAAAAAC TTGGTGGAGGTTATTTGGGA 230

Ai08B10563 Araip.B08 10563 p3 (GTT)5 15 37213550 37213564 TTTGGATTTTCATGAGTAAAAGCA GTTGTGCTTGCAGAGGATGA 257

Ai08B10566 Araip.B08 10566 p2 (CT)9 18 37224176 37224193 CAGGCTAGAGATGACGGCTC GAAGAGGAGGGAGGAGGCTA 198

Ai08B10567 Araip.B08 10567 p2 (CG)6 12 37265705 37265716 TAAACCCTCTGGCACAAACC TGGTGTTTGGAAGTGTTGGA 210

Ai08B10569 Araip.B08 10569 p2 (AG)7 14 37269108 37269121 TTCATTCTTCTTCCATCCTTTTG TTTTTCTCTCTCCTCACTAAATTCAA 279

Ai08B10571 Araip.B08 10571 c (TC)8tt(TC)12 42 37271128 37271169 CCTCTTCTAACGACGGTGCT GGAAGAGAAGAGGAGGGAGG 279

Ai08B10572 Araip.B08 10572 p3 (GAG)5 15 37280726 37280740 CGCTGGATTCTGAGGTCTTC GTGGTTCCAAGGCTTACCAA 249

Ai08B10574 Araip.B08 10574 p2 (CT)7 14 37285711 37285724 CGAAAATCAGCGTGTTTGAA ACATTGAACCTGGGATCGAG 255

Ai08B10575 Araip.B08 10575 c (T)10aaggttgg(TA)936 37286754 37286789 GCACTCCAGCTTTTGGAAGA GGGATTCAAATTTTTGTCATACG 276

Ai08B10579 Araip.B08 10579 c* (C)10(CTT)9* 36 37293494 37293529 AATCCGAACACTGCAACCTC CCAGGCATCTGGTGGTAAAT 278

Ai08B10580 Araip.B08 10580 p2 (AT)6 12 37298507 37298518 ATCAAAAGCCCTGACAATGC CTTTCCCTGTTTGAAGTGGC 157

Ai08B10583 Araip.B08 10583 p3 (CTC)5 15 37300464 37300478 CAAAAAGGACGCTCACCAAT TGAAGATGAAACACGCGAAG 176

Ai08B10584 Araip.B08 10584 c (A)10gaa(GAT)5gaaa(AAG)547 37301058 37301104 TCTTCCAAGTAATTTTGTGCCA TGTGTGCTGATAAGTTCGGC 242

Ai08B10585 Araip.B08 10585 p3 (AGA)5 15 37303609 37303623 ACTCGGAGGTGGGAGATTTT CCGAATACACACATCCCTCC 204

Ai08B10587 Araip.B08 10587 c (A)10gattaataagaaaaaaaa(GAT)646 37310423 37310468 TGTGTTTCTTCTTCTTCTTTGTTTG TGTGTGCTGATAAATTCTGCAT 218

Ai08B10591 Araip.B08 10591 p2 (AT)8 16 37312899 37312914 TGCCATGATTTGATTCTGTCAT CGTGAATGGTCATCCAAAAG 262

Ai08B10592 Araip.B08 10592 p3 (TCT)6 18 37315214 37315231 TAAGCCCATGTTTTTCCGTC CGAAGATCCTCCAGTTTTGC 279

Ai08B10595 Araip.B08 10595 p3 (TGA)5 15 37333483 37333497 TTGACCTTCCTCCATTGGTT ACATCGGGTCGTCTCTCAAG 246

Ai08B10597 Araip.B08 10597 c (T)12gtcacc(A)10caactcaacttttttgaattatggagttatcactctattattaagagctcacatccattattcatttgaatatttgctaaagcaagaggcaatacttgg(A)11138 37338770 37338907 TAACATGGCTCGATGGTTGA ACGGTTTCTGAAGGAGTTGC 261

Ai08B10601 Araip.B08 10601 p2 (TA)9 18 37361587 37361604 GCGTGAGAATAATGGATGAATG AACGTGTAATTCGACTGTGAGC 163

Ai08B10604 Araip.B08 10604 p2 (CT)6 12 37364045 37364056 TGATCCACACCACATTACCG AAAATGGATAGGAGGGTGGC 261

Ai08B10605 Araip.B08 10605 p2 (AT)6 12 37376054 37376065 AATTTCACAAAATGCCAGGG ATTGGAGAAGCAAGAAGCCA 153

Ai08B10606 Araip.B08 10606 p3 (ACC)5 15 37379252 37379266 GAGCAGCCTAGCGAGAAAGA GGAAGAAGGGGAGAATGGAG 201

Ai08B10607 Araip.B08 10607 p2 (TA)9 18 37381530 37381547 TTTTTCAACCTATCACATCCCA ACATACCCACGAAAAGACAAA 232

Ai08B10609 Araip.B08 10609 c (TA)17(T)13 47 37388768 37388814 TGCTTTCATCATTTACTTTGGG TGTGGGAAAAGTGAATTTGGA 275

Ai08B10612 Araip.B08 10612 p2 (AG)6 12 37399339 37399350 GAGCTTTTTCCCACACCAAA AAACATTTCCCTCCCAAACC 231

Ai08B10613 Araip.B08 10613 p2 (TC)6 12 37409967 37409978 TCCCTCTTTTTCAAAATTTCTTTTT GTTCTTGTCCTGGCTCTTGC 275

Ai08B10614 Araip.B08 10614 p3 (TTC)5 15 37412012 37412026 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B10616 Araip.B08 10616 p2 (AT)9 18 37421179 37421196 TCTTGTCAAATTCTCTCAATCAAAA TCTCTCTCCTTTAATTCTTGTCAAA 272

Ai08B10617 Araip.B08 10617 p2 (AT)11 22 37422846 37422867 ACCCACAACGAGTGATAAAGTT GGCGGTTTTGATGTGTTAGA 280

Ai08B10620 Araip.B08 10620 p3 (TCC)5 15 37434721 37434735 GCGTGAAATCACGTTGTTCTT TGAAACACGCAACGAAAAAG 110

Ai08B10622 Araip.B08 10622 p3 (AAG)5 15 37435755 37435769 CATCCTCTTCCAAGTAATTTTGC CCCTCCTCATCATCTTCTGC 198

Ai08B10623 Araip.B08 10623 p3 (GAG)5 15 37436178 37436192 CGAACCACACCTTAGCCACT CTTCGTCACCAACACCACC 198

Ai08B10624 Araip.B08 10624 p2 (CT)13 26 37438288 37438313 CATAAATCAAGGGTGGACGG GTGAAGTTCGTGAAGTGCGA 225

Ai08B10625 Araip.B08 10625 p2 (TG)6 12 37439443 37439454 TACGAAAATCCCCTCATTCG CTTTCCGAATTTCCATTCCA 150

Ai08B10626 Araip.B08 10626 p2 (TG)6 12 37440159 37440170 TACGAAAATCCCCTCATTCG CTTTCCGAATTTCCATTCCA 150

Ai08B10628 Araip.B08 10628 p2 (AT)8 16 37444168 37444183 GACGAAGCTGCAGTGAGTGA TCGTTGCGTATGTATCGGTT 273

Ai08B10642 Araip.B08 10642 p2 (TA)7 14 37539247 37539260 TACTTTGGGGCATTTTGTCC TGTGGGGAAAAGTGGATTTG 227

Ai08B10648 Araip.B08 10648 p2 (CT)6 12 37590242 37590253 CCCAGATCCAAGTCCAGAAA CATGAAGGCGAGAAAAATCC 173

Ai08B10654 Araip.B08 10654 p2 (CT)6 12 37607188 37607199 CTTTTTGTTTGTTTCTTAACTTTTTCA AATGAGATGGGAGAGGGAGAA 251

Ai08B10655 Araip.B08 10655 c* (A)11(AT)6* 22 37607345 37607366 CGAAAATATCTTCCCTCTTTTTCA ACACAACTGTGAGGATGGCA 252

Ai08B10656 Araip.B08 10656 p3 (TAT)5 15 37607540 37607554 TCACATCTCTGCCATCCTCA CAGAGTCCTTTCAGGTTCCG 214

Ai08B10657 Araip.B08 10657 p2 (AG)6 12 37609836 37609847 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai08B10661 Araip.B08 10661 p2 (AG)6 12 37617566 37617577 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 214

Ai08B10664 Araip.B08 10664 p3 (TTC)5 15 37638224 37638238 GCCCTCCATTCTTCATCAAA TCCCATGACTCAGATGTGGA 265

Ai08B10669 Araip.B08 10669 p3 (TCT)6 18 37659875 37659892 CAAAATCTCTTTCCCACCCA CTCGAAGGTGGAAGCTTTTG 237

Ai08B10670 Araip.B08 10670 c (A)10g(A)11 22 37660769 37660790 GAATGAATGCTTGAACAGTGC TGCTCTTGCCTTTTGGTTTT 259

Ai08B10671 Araip.B08 10671 c* (A)10(AT)10* 29 37673207 37673235 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 243

Ai08B10674 Araip.B08 10674 p3 (GAA)5 15 37685868 37685882 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 244

Ai08B10675 Araip.B08 10675 c (T)10cgaaaattcaaaataaaaataaaataattagttaattaaaaggagatttttgaaaaagggggaagatattttcgaaaat(AG)6101 37691451 37691551 TCGGATTTTTGGTGATGTGA TTCCCAACTCCTTATCTTTTCAA 234

Ai08B10678 Araip.B08 10678 p2 (GT)10 20 37703043 37703062 TCTCTGAGCGAACACACAAA TGAGATTCACCGTTCTGCAA 276

Ai08B10685 Araip.B08 10685 p2 (TA)10 20 37743383 37743402 TTGGACAATGGGCACAGATA CCCAAGGGAGAGGATTAGGA 222

Ai08B10687 Araip.B08 10687 p2 (GC)7 14 37745586 37745599 CCTGCCTCCTTGTTTCACTC CCAGGCGCGAAAGTATAAAA 203

Ai08B10691 Araip.B08 10691 p2 (TA)9 18 37763687 37763704 TCAAGATCGAGAAGAGTCGTGA CATGTTTTCTCTAAGAACTGACGG 193

Ai08B10695 Araip.B08 10695 c (TTC)7(TTA)10 51 37772551 37772601 TTCTTCAGGGCATTTTGTCC AAACCATATGCGTTGATACTCTTG 134

Ai08B10698 Araip.B08 10698 p2 (CT)6 12 37784456 37784467 TTTTGTTTGTTTCTTAACTTTTCCAA TGAGGAGGGTTGAGATGTGA 280

Ai08B10699 Araip.B08 10699 p3 (ATT)5 15 37784788 37784802 TCACATCTCAACCCTCCTCA CAGGTTCTGGATCTGCTTCC 203

Ai08B10703 Araip.B08 10703 p2 (CT)6 12 37817437 37817448 CATATGCATCTTGCATTTTTCG GAAAAAGGGGAGAGATATTTTCG 249

Ai08B10706 Araip.B08 10706 p3 (AGA)7 21 37819459 37819479 CGGTCTTAGGTGCCATCAAT TCAACATCTCTCTCCCACCC 191

Ai08B10711 Araip.B08 10711 p4 (ATAG)5 20 37847819 37847838 TGCATTCTTGCAATTTGCTT GGAGAAGGATAAAAGGGCAA 238

Ai08B10713 Araip.B08 10713 p2 (TC)7 14 37871820 37871833 CATCAAATTGCATTAAGAGAGATCA AAGAGGACGCACACACATCA 279

Ai08B10715 Araip.B08 10715 p2 (AG)9 18 37898853 37898870 GAAGGGATGACACCGTGACT TCAAAAACCCTTACCGATGG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B10718 Araip.B08 10718 p2 (TA)7 14 37919874 37919887 CAGGTAACCCTCGGAACAGA TGCGTTTTTGTTTTACCCGT 167

Ai08B10719 Araip.B08 10719 p2 (CT)6 12 37921103 37921114 AAGAACATTGAATCTGGAATGGA AGAAAGTTCAGCGACCCAAA 261

Ai08B10720 Araip.B08 10720 p4 (TAGA)5 20 37926825 37926844 TTTCACTAAAAAGTTTGTGGCAA CCAAACTTCAGGGACAAAAA 158

Ai08B10721 Araip.B08 10721 p6 (CTCTCC)5 30 37927904 37927933 TGTCAAACAGTGTCAAGCAAAA TTGTGGTTACCAACCCCTTT 257

Ai08B10723 Araip.B08 10723 p2 (AT)6 12 37936863 37936874 ATCGAACTCGAACCGATGAT TGATAAATCCTCATTATACCCAACC 279

Ai08B10724 Araip.B08 10724 p4 (TATG)10 40 37943072 37943111 GGGAACGTTTGGTTTGAGAA TTACCTTGGGCATTTTGTCC 245

Ai08B10725 Araip.B08 10725 p2 (TA)8 16 37949921 37949936 AACTCAGCGGGCTACGACTA CAAAGTGCGAAGCGTTCATA 149

Ai08B10726 Araip.B08 10726 p2 (TG)6 12 37950390 37950401 CGGTGGAGTACCAGGACCTA CGTGTCAGATGAGTGTCGGT 105

Ai08B10730 Araip.B08 10730 p2 (AG)6 12 37988605 37988616 TGGGAGCAATTTCTAGGCTG TGGAATTTGAGAAGAAGAAATCC 243

Ai08B10731 Araip.B08 10731 p3 (TAT)5 15 37994799 37994813 TCATCGTGACTGGACTGAGC ATGAGATAACGGAGCAACGG 222

Ai08B10734 Araip.B08 10734 p2 (GT)9 18 38024712 38024729 TCCATATGGCCAACCCTTAC ATGTTTCCCACAAATTCCCC 197

Ai08B10741 Araip.B08 10741 p2 (AT)9 18 38060616 38060633 GCTCAACGCTTAAGGTAACGA GCCTCATAGAGGCTTGATGG 212

Ai08B10749 Araip.B08 10749 c (A)10ttcaga(T)10 26 38101800 38101825 CTTGGTGTTTTCCCTCCAAA TGAGGGGAGAGAAAGTGGTG 246

Ai08B10750 Araip.B08 10750 p4 (AAAT)6 24 38101949 38101972 CACCACTTTCTCTCCCCTCA CCAATGGAGGGTATGCAGAT 244

Ai08B10751 Araip.B08 10751 c (A)11tattaagtaattaaataaggggatac(A)1047 38115982 38116028 TCCCAAGTTGAATCCTTGGT TTTGTCCCATGTGCATTGAT 280

Ai08B10752 Araip.B08 10752 p2 (TC)9 18 38127984 38128001 TGTAGACCCCACAAGATCCC GGTTTGGAAGGGAAAATGGT 240

Ai08B10753 Araip.B08 10753 p2 (TA)6 12 38132973 38132984 ACTAGCCGGCTTAAACTCCG CGCATCGTAAAGCAAAGGTT 209

Ai08B10754 Araip.B08 10754 p2 (TA)8 16 38144925 38144940 TCGGCTTAAACTCCACAAGC ACGAACCGCTTTGATACCAC 172

Ai08B10755 Araip.B08 10755 p2 (CT)8 16 38149734 38149749 CTCCTTCTCCCTCCATTTCC AGAGAACAGAGAGGAGGGGC 160

Ai08B10757 Araip.B08 10757 p2 (AC)9 18 38160674 38160691 GGTTGTAATGGGGCTAGGGT TGAGGCCATTGTTTCATTAGC 277

Ai08B10761 Araip.B08 10761 p3 (AAT)5 15 38180021 38180035 GTAGTGGTGTTGTGTGGAAGG CCATATCAACAAACCCTCATCA 142

Ai08B10762 Araip.B08 10762 p2 (TA)6 12 38182744 38182755 TCGGCTTAAACTCTGCAAGC TCTAGAAGCCCGATGAAGGA 174

Ai08B10763 Araip.B08 10763 p5 (TTATC)5 25 38191507 38191531 CCTGGGTGCTCCAGTGTATT CTCGGCCAAATTGATAGGAA 212

Ai08B10764 Araip.B08 10764 p3 (AAT)6 18 38241054 38241071 AGTGACAACAACAACGAAACAA TTTGGTGAGATTTGGGTGGT 277

Ai08B10767 Araip.B08 10767 p4 (ATAC)10 40 38265555 38265594 TTGCCAATCAATCACACTCG CGTCCTAATCTTTGTGGGCT 169

Ai08B10772 Araip.B08 10772 p2 (AT)7 14 38305644 38305657 GTTGACCCTTCGATGCAAGT CCTGCCCTATGGTTGATGAG 171

Ai08B10773 Araip.B08 10773 c (AT)6gatgcgtattctggatatatttggttgtggatatgattggagta(TGT)571 38336397 38336467 AGTTAACGGCGGTTATGACG GCCAAACGACCAAATTTTCA 258

Ai08B10774 Araip.B08 10774 c (AT)25gatgcgtattctggatatatttggttgtggatatgattggagta(TGT)5109 38342993 38343101 TCCATATGTCACAGGCAGGA TCAACAATAAACATCCATTTCCA 262

Ai08B10781 Araip.B08 10781 p5 (TATTT)6 30 38368874 38368903 TGCTACTAGCCCCAGTCGTT AACATCAACAAAGTTGCCCC 260

Ai08B10782 Araip.B08 10782 p2 (GA)7 14 38369091 38369104 GGGGCAACTTTGTTGATGTT ACTTTCCCTTCCTCCCTCAA 186

Ai08B10788 Araip.B08 10788 p2 (TA)9 18 38378364 38378381 TTTTGGCATCTCTCTGGCTT CGCAACCAAAACGATAAACA 207

Ai08B10790 Araip.B08 10790 p2 (CT)7 14 38404848 38404861 TTGTTTGTTTCCTAACTTTTTCAA AGGAGGGCAGAGATGTGAGA 280

Ai08B10791 Araip.B08 10791 c (A)17caaac(A)31gaaaag(A)27caaaaaat(A)24118 38428480 38428597 TGAAGCAAGAAAAAGCAGCA GGGAGGCAACCCAATGTTAT 177

Ai08B10793 Araip.B08 10793 c (A)10g(A)10 21 38445287 38445307 GAGGCAACCCGATAATTTTG ACAACTCCAGCGCAACTTTC 201
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Ai08B10796 Araip.B08 10796 p2 (TA)8 16 38459312 38459327 CTTCCTATATGGGTCAGGCG GTGACTCACTCAACCTCGCA 172

Ai08B10797 Araip.B08 10797 p2 (GA)8 16 38459893 38459908 ATAAAACGGGTCCAAGTGGG GAGGGGGAGACAACTTCACA 227

Ai08B10798 Araip.B08 10798 p5 (ATTTT)5 25 38460924 38460948 TCCTTTTTGCCACTCCAAAC TATGAAAAACGGCCAAGGAG 239

Ai08B10799 Araip.B08 10799 p2 (AT)9 18 38462410 38462427 AACCCCGAATCATGATCAAA CCTGACCTTGTCTTTGTGGG 191

Ai08B10800 Araip.B08 10800 p3 (TGG)6 18 38469251 38469268 GCCTTATGGTCTTCCTAGCCA CTTGCTTCACCTCATCCCAT 240

Ai08B10801 Araip.B08 10801 p2 (AT)7 14 38488089 38488102 AAACAGGAGCCTGTGACTCG AAGAATCGGATGAAGGAGCA 271

Ai08B10802 Araip.B08 10802 p2 (TA)6 12 38494126 38494137 AAGAGCGGATTGAGTTGAAA TGTGAGTGGGTTTTCTTCCTT 163

Ai08B10805 Araip.B08 10805 c (A)10(T)11 21 38504046 38504066 TGCAATAAAAGAAAGCCACG AAAGCATGGTTTGAGCAGC 169

Ai08B10809 Araip.B08 10809 p3 (TTC)6 18 38519209 38519226 GAGGCTTTTTAGTTCGTGCG GGTCGTTGTGGAGTCCAGTT 259

Ai08B10810 Araip.B08 10810 p5 (TTTCT)9 45 38522958 38523002 TACTTTGGGGCATTTTGTCC TGGGTTTGGAAACATTTGGT 229

Ai08B10818 Araip.B08 10818 p3 (TTG)5 15 38551450 38551464 TGCTTCTGATTTGTTCTGCTTC TTCTTCATCACAACACCACCA 144

Ai08B10819 Araip.B08 10819 c (T)10aatcttctttgacaataaacatgaaaatgtttgaagaaaacacacaactttataaacaatatcataaaaaatg(T)1093 38551901 38551993 CAACTTTCATAAATTTTTGTGTTTTCA AGGCACTAGCCCAACTTCAG 280

Ai08B10820 Araip.B08 10820 p2 (TA)7 14 38557297 38557310 TGCTGTTCCTTGGCTTTTCT GGCACAACCGATGGTGTAAT 278

Ai08B10821 Araip.B08 10821 p3 (TTC)6 18 38559169 38559186 CTCTGCCACGGTGAGTTCTT GCATTCAAAATCCAAAATCCA 261

Ai08B10823 Araip.B08 10823 p2 (AT)8 16 38563527 38563542 TCACAATGCCAAGGTTATGC AAAATCCACACCAACAAGCC 267

Ai08B10824 Araip.B08 10824 c (AAG)5agaaagaggaagaagaacgtgcagc(AAG)555 38568254 38568308 TCCTCTTCATCTTCTGGTGCT ACTGCACGTTTTCACTGCAC 228

Ai08B10828 Araip.B08 10828 p4 (TAGT)6 24 38583838 38583861 TCCAACACTTCCAAACACCA CCCTTTTTAATACCCAGCAGC 178

Ai08B10830 Araip.B08 10830 p3 (CCA)5 15 38592214 38592228 TCTACCCTCCACCCTTCTCC GGAGGAACACCGTCACTGAT 259

Ai08B10832 Araip.B08 10832 p6 (ATAAGA)6 36 38599186 38599221 TCTTCTGCGGCTGGATAACT AGCACTCCTGAAACCGCTAA 182

Ai08B10836 Araip.B08 10836 c (T)10ccttgtcgttcttttttttcttcttcttcttttttatttaatttcatttccttttctg(T)1785 38636062 38636146 GGCGGGAATAATTATCCTTACCT TTAAATGATGTAAGAGGAGGAAAAA 274

Ai08B10837 Araip.B08 10837 p2 (CT)7 14 38637194 38637207 AGCCCTTCACCCTTCTTCAT GGGCTCTTCTCTGCATTGAG 161

Ai08B10839 Araip.B08 10839 p2 (TA)6 12 38644294 38644305 CACGTCTGGCCCTTCATAAT ATTAGGGGGTGGGTAATTCG 209

Ai08B10840 Araip.B08 10840 p2 (TA)6 12 38645594 38645605 TGCAATTTTTCATTCCCTCTC TGCAGTTGAAGTAAAAAGGCAA 237

Ai08B10841 Araip.B08 10841 p3 (GTG)6 18 38646636 38646653 AGGAAGAGAGCACGCAAGAG AGTTCAAAGGCACCACCATC 233

Ai08B10846 Araip.B08 10846 c (T)10cttttgaattgggccctgtactaatg(T)1147 38675443 38675489 TTTAATTGAGTCTCTGCACCAAA TTGGTCCCTATTATTTCGCA 233

Ai08B10849 Araip.B08 10849 c (T)13ggtgctgtgttgtctcttactgttctgctc(T)1255 38676423 38676477 CTGTTCACTGCTGATGCGTT CCGTCCTAATTTTAGCAAGGTTT 225

Ai08B10852 Araip.B08 10852 p2 (TA)6 12 38681324 38681335 ACCAAGTACCAACCCTCCCT ATATGAATAACTGAATTAAAAACGGAT 208

Ai08B10854 Araip.B08 10854 p2 (TA)7 14 38682929 38682942 ATTGAGTCCAAACTGGCCC CCCCTCTTCTAGCAACGTGA 100

Ai08B10855 Araip.B08 10855 p2 (TG)6 12 38689061 38689072 TTCTCTTCGCAGCTCTCTCC CGACTCACACACATGCACAC 249

Ai08B10865 Araip.B08 10865 p2 (AG)7 14 38723692 38723705 CTAAGTAGGGTCAATGGGCG AGGAACGCGTGGATACAAAC 218

Ai08B10867 Araip.B08 10867 p3 (AAT)5 15 38733571 38733585 TGCATTTGGTCTTCAATCCA TGCTTTTCAAAGAGTTGTGTGC 220

Ai08B10870 Araip.B08 10870 p2 (CT)6 12 38736874 38736885 ATGGCACAGGCTCTTGGATA CAAGGGAGGTCTTATGGAAGG 230

Ai08B10871 Araip.B08 10871 p2 (AT)15 30 38739149 38739178 TGCAAGTGTGACAGCTAGGG GAGACGGGGTCCCGTATATT 193

Ai08B10872 Araip.B08 10872 p2 (CT)6 12 38742617 38742628 GGTTGGACAGAACTCCCCTT ACCGTCACTATTGGGTCGTC 113
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Ai08B10875 Araip.B08 10875 c (TC)11(AC)14 50 38760778 38760827 CCTCAATTCTTTTCGCCCTT TGCTTTCTGTCAGCTTTTGC 254

Ai08B10877 Araip.B08 10877 p2 (AG)6 12 38773539 38773550 TTTCTGGGCTGTTTTTGACC CATTGAACCTGTGATGATGAAGA 200

Ai08B10880 Araip.B08 10880 c (A)11gaaaagatagctaaaatgatagcagagattttctaaaatgaaaga(T)1066 38776418 38776483 TCAGTGGCAGCCATATGAAA TTCTTGATAATTCTCTTTCTTTCTTCA 156

Ai08B10881 Araip.B08 10881 p2 (AT)8 16 38776996 38777011 TGACCCCTAGCATTGCTCTT TCGATGTGTATGTGTCCGCT 270

Ai08B10882 Araip.B08 10882 c (T)10gctgcatttgtggctctttttttgggttcggttatatgaattggtgcattgattttta(T)1078 38777864 38777941 CGCTTGTTACCCAAGATGGT TCTTTAGGCAGGAATGACATGA 164

Ai08B10883 Araip.B08 10883 p3 (TTC)5 15 38783625 38783639 TGTCGCGTTTTCCTTCTTCT TGCGTTTTCGAAGAATAATCG 199

Ai08B10885 Araip.B08 10885 p3 (CAG)5 15 38808655 38808669 GGATGATGACGTGACACCAC AAAATAGAACGCTCGAGGCA 275

Ai08B10886 Araip.B08 10886 p2 (TA)10 20 38808893 38808912 CCCTTATTTTGGTATTTGCACAC GGTGGTGCCCTAAAAATGAA 247

Ai08B10890 Araip.B08 10890 p2 (TA)15 30 38825032 38825061 GAGGCTTTTGCCTCTGAAAA CAAAGTCTTGTGCTGATAACGTG 257

Ai08B10891 Araip.B08 10891 p3 (TTA)5 15 38826446 38826460 TCAAGAATTCAATTTGACTGTGC GCTCTTCCGGAGCCTTCTAT 229

Ai08B10893 Araip.B08 10893 p2 (AG)7 14 38850286 38850299 GTGCTGAACGCATCAGAAAA GGAACATTGAACCTGGAATTG 241

Ai08B10894 Araip.B08 10894 p2 (AG)8 16 38862241 38862256 TCCTTTTGACCCAGTTTTCG TTGAACCTGGAATTGAGAAGAAA 196

Ai08B10897 Araip.B08 10897 p2 (AG)6 12 38891104 38891115 GGGACAATCATGAAAGCAAGA CAATCTCCGTGGGATTTGAC 253

Ai08B10900 Araip.B08 10900 p3 (AGA)6 18 38897578 38897595 GATGGGCTTGTGAGATGGAT ACCCATATGGCCGAATACAC 250

Ai08B10901 Araip.B08 10901 p2 (AG)9 18 38899990 38900007 ACGATGAGAGAGGGAGAGGA TTTCTTACCTTTTTCAAAACCACC 223

Ai08B10905 Araip.B08 10905 p2 (TA)9 18 38921390 38921407 TGGAATCTTATGCAATGCAATC TCGTGCACCAGGTTCAATAG 266

Ai08B10906 Araip.B08 10906 p2 (TC)7 14 38937294 38937307 TCGCATATTTTTCACCTTTCAA TGGGAAGCAATGGCAACTTA 280

Ai08B10909 Araip.B08 10909 p2 (TA)6 12 38944196 38944207 TTTCTTTCCCATCTCATTTGC ACTCCGTTTTGCTTTCTCCC 260

Ai08B10910 Araip.B08 10910 p2 (TA)11 22 38947514 38947535 AGCAAAATCGGGAAGGAAAC CCCCTCCCTTTTGACCTTTA 207

Ai08B10911 Araip.B08 10911 c (T)11cttttctttgtatatatttttttatttttattattaattttttttctttttgtttttctctttctc(T)11cttttctttgtatatatttttttatttttattattaattttttttctttttgtttttctctttctc(T)11165 38965694 38965858 TTTGTCCCCTTTTTCTTTCTTTC GGGAATTGGGTACACACTCA 276

Ai08B10912 Araip.B08 10912 c (TA)9ttc(T)10 31 38969126 38969156 GGGCATTTTTGTCCTCTTTTT TATCATTTGGGAATGGGGAA 230

Ai08B10914 Araip.B08 10914 p2 (TA)9 18 38972860 38972877 TGGGTTTATCAACCTTCCCA TCAACATGATTTAGGCTTGGC 241

Ai08B10915 Araip.B08 10915 p2 (TA)6 12 38977955 38977966 AAGAAGGGCGAACACACAAG CAGAATCACAACAATCCACACA 275

Ai08B10916 Araip.B08 10916 p2 (TC)6 12 38988183 38988194 GCTCGCATATTTTTCACCTTTC TGGGAAGCAATGGCAACTTA 280

Ai08B10918 Araip.B08 10918 p2 (TA)8 16 38994302 38994317 TTTCTTTCCCATCTCATTTGC TGGGTTTATCAACTTCCCCA 271

Ai08B10919 Araip.B08 10919 p2 (TC)6 12 38995183 38995194 GCTCGCATATTTTTCACCTTTC GCAATGGCAACTTAAATCAAGA 279

Ai08B10920 Araip.B08 10920 p2 (CT)8 16 38998138 38998153 CCAACAAGGGTTCATAAGCA TGAAGGGGGAATGAACAAAG 256

Ai08B10921 Araip.B08 10921 p3 (GAT)5 15 39010288 39010302 TGTGGTGAAAGATGGCAAGA GCCCGTTTAGAATCTCCACA 164

Ai08B10922 Araip.B08 10922 p2 (AG)6 12 39014434 39014445 AAGCAGAGCTTTTTCCCACA ATTTTCCTCCCAAACCCAAC 236

Ai08B10924 Araip.B08 10924 p3 (AAG)5 15 39047379 39047393 TCTACGAACAACGACCCACA TTGAAACGCTTTGGAAAAAGA 214

Ai08B10925 Araip.B08 10925 p2 (GA)6 12 39050201 39050212 TTTCCGTTAAGCAGATTGGA TGAAACAGAGGAGTGAGGCA 271

Ai08B10927 Araip.B08 10927 p4 (AAAT)5 20 39081691 39081710 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 142

Ai08B10928 Araip.B08 10928 c (A)10caaaaaaac(A)1130 39090247 39090276 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 210

Ai08B10930 Araip.B08 10930 p2 (CT)6 12 39097044 39097055 TTGATTTTCAAATTTGTTTCAACT TGAGAGGGAAGTGAATTTTCG 255
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Ai08B10931 Araip.B08 10931 p3 (TTC)5 15 39100012 39100026 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 249

Ai08B10936 Araip.B08 10936 p2 (AT)7 14 39177301 39177314 CTAACCTTGGTTCCCCACCT TCAAAGGATTGGGTTATTGGTT 267

Ai08B10940 Araip.B08 10940 p2 (AG)7 14 39213753 39213766 GCTCTCCAATTATTCGTTCTTCA TTCGGATTGGAAGCAACAGT 276

Ai08B10942 Araip.B08 10942 p2 (CT)9 18 39263644 39263661 AGGGAAGAAAAGTTGGCGTT GGGTGTTATGGGAAGGTGTG 236

Ai08B10943 Araip.B08 10943 p2 (CT)6 12 39269737 39269748 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGGGGTTTAAATTTGGGTG 263

Ai08B10944 Araip.B08 10944 p3 (TTC)5 15 39273264 39273278 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai08B10953 Araip.B08 10953 p2 (CT)22 44 39301422 39301465 TGGTTGGTGACAAGAACCCT ATTGTGATTGGGGATGGAAA 266

Ai08B10955 Araip.B08 10955 c (T)10ggttttatgattttattaaattttttttg(AAAAT)669 39315818 39315886 GAAGATCAAAGAAGAACACAATGC TTTCGTGCACCAAGTTTTTG 265

Ai08B10956 Araip.B08 10956 p2 (TA)8 16 39319694 39319709 TGTCTTCGCGGGTCTAGAGT CGCATCACACTCGAAAATGT 121

Ai08B10957 Araip.B08 10957 p2 (GA)6 12 39323512 39323523 GCTTTTGTCTTCCCTTTCCC TTTCTTATCTTTTTCAAAACCACC 198

Ai08B10961 Araip.B08 10961 p2 (AT)14 28 39333966 39333993 GTCACGTGTAGCAGCAGCAT CAGGGCTTGGAGTGTTGATT 270

Ai08B10962 Araip.B08 10962 p2 (GA)7 14 39342981 39342994 GGGGAATTGAGGGAGAAGAG TTCTCTCATGCGCTTCATTG 272

Ai08B10965 Araip.B08 10965 p2 (CT)6 12 39355695 39355706 GAATGGATAAGAAGCTGGCG AAGGATGGAGGTGAGTGGTG 270

Ai08B10969 Araip.B08 10969 p2 (TC)7 14 39377101 39377114 TGCATGCATTCATTGTTTTG GGTTCGGATTTTTGGTGAGA 271

Ai08B10970 Araip.B08 10970 p3 (TAT)6 18 39377254 39377271 TCCGAACCCTCTCTCTCTGA TTCTTGTCCTTGCTCCTGCT 153

Ai08B10971 Araip.B08 10971 c (CT)6ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccctccatatcctccata(TCT)6103 39379867 39379969 ATGCCTAATTTGGTGCAAGG CCCTCGAGCAAAAGAAGAAA 265

Ai08B10972 Araip.B08 10972 c (CT)6ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccctccatatcctccata(TCT)6103 39380789 39380891 ATCTCATAGGATCCCCACCC CCCTCGAGCAAAAGAAGAAA 155

Ai08B10974 Araip.B08 10974 p2 (TA)6 12 39388057 39388068 AAGACATGCCAAATTCAAAACA TGTGAGTGGGTTTTCTTCCTT 223

Ai08B10976 Araip.B08 10976 p2 (CT)6 12 39419178 39419189 TTAACGGTTCAAAACGGAGC TTGGAGGAGTTTCTTGCGTC 203

Ai08B10977 Araip.B08 10977 p2 (TA)9 18 39422028 39422045 GGTTCAGGAAGCTTAGCACG TGCCCCTCTAAAAATCTCAAAA 150

Ai08B10983 Araip.B08 10983 p3 (ATA)5 15 39473824 39473838 GCGAGCATAGAACGATCTCC GGATATGGAAGGGCTTTGGT 255

Ai08B10984 Araip.B08 10984 c (CT)9ccccttccctctttctctctcccctcctctcct(TC)765 39480732 39480796 TGTGAGCGAGAGAGGTGAGA GAGGGAGAAAGAGAGAGGGAA 205

Ai08B10988 Araip.B08 10988 p2 (TA)8 16 39488145 39488160 AAAAACACCACGGCTTGAAC TTCATCTGCCATCTCCAGTG 252

Ai08B10990 Araip.B08 10990 p4 (AAGA)11 44 39493535 39493578 CCCAACCCCTACACACTCAC GCTTCCTCTCCTCTCTTCCC 208

Ai08B10991 Araip.B08 10991 c (AC)8(TA)8 32 39499345 39499376 AGCTCGTGACCTGACTCGAT GGTTTTTATTTATGTCGTGCATCA 223

Ai08B10993 Araip.B08 10993 p2 (TC)6 12 39508062 39508073 GGGAATGTTTCCATTCAAGG TCAAATAACAGTCTGTAACATGGGA 240

Ai08B10995 Araip.B08 10995 p2 (TC)6 12 39516281 39516292 GGCCCAGATCCAAGTACAGA CATGGGAGAATTCATAAATCAAA 269

Ai08B10998 Araip.B08 10998 p2 (CT)6 12 39546556 39546567 GGAACATTGAACCTGTGATGAA TTCTGGGTTGTTTCTGACCC 211

Ai08B10999 Araip.B08 10999 p5 (TTTTC)6 30 39555962 39555991 ATTGTGGCAGACGTTCATCA CAATAGGGAATGACGAGGGA 232

Ai08B11000 Araip.B08 11000 c (T)10g(A)10 21 39567395 39567415 TCTTGTGAATCAAGTCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 277

Ai08B11001 Araip.B08 11001 p2 (CT)7 14 39567585 39567598 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 278

Ai08B11002 Araip.B08 11002 p3 (TTC)5 15 39569817 39569831 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 167

Ai08B11003 Araip.B08 11003 p2 (TC)10 20 39578840 39578859 GGAACATTGAACCTGTGATGAA TTCTGGGTTGTTTCTGACCC 222

Ai08B11004 Araip.B08 11004 p2 (AT)6 12 39589665 39589676 GAGCCTTTGCGAATACGAAC GTGCGAATGTTTAGTGCGAA 254
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Ai08B11005 Araip.B08 11005 p5 (TTTTC)5 25 39590506 39590530 ATTGTGGCAGACGTTCATCA CAATAGGGAATGACGAGGGA 236

Ai08B11006 Araip.B08 11006 p2 (AT)7 14 39590840 39590853 TGTTTGCTCTTCTCTGACTTATGG AAATTTATCCTGATAATCCAATCTTTT 278

Ai08B11012 Araip.B08 11012 c (AC)9a(AC)8 35 39621301 39621335 TAGCGTTTTGGCTGTGTAGC TCCTGTGGGTTTCATCACAA 122

Ai08B11016 Araip.B08 11016 p2 (TC)7 14 39647249 39647262 TGAATAGGGGTGTGCAAAAA AAAAAGAGAAAAGAGAGAAGGGG 274

Ai08B11017 Araip.B08 11017 c (GA)7agaggagagagaa(GAG)542 39647489 39647530 TCCCTCTTCTCTTTCTCTCCC CTCACTCCCTCTCTCTCCCA 240

Ai08B11018 Araip.B08 11018 p2 (AG)6 12 39647641 39647652 TCCCTCTTCTCTTTCTCTCCC CTCACTCCCTCTCTCTCCCA 240

Ai08B11019 Araip.B08 11019 c (AG)12gagggagagggagagagagatggagatagggagagaggggaagagagagaaaagaaaaggtggagagagagaag(GA)8ag(GA)8ggagggagagaaggagagagggagaaaagagagagaa(AG)8185 39647776 39647960 AAGGGAAGGGAAAGAAAGAGG TGAAACTGCACTAAACCTCTCC 280

Ai08B11021 Araip.B08 11021 c (AAATA)5taaaaaaaagaaagaaaaagcaagcagaaaaagccaataaccctttaaactaaaaggcaagggt(A)1099 39655765 39655863 TTGCTGGCTCTTGAAAGGAT TTTTATTCCTTTGGGCCCTC 257

Ai08B11023 Araip.B08 11023 p3 (TAT)17 51 39669875 39669925 TTAGGTGGGTTGTTCAAGGC AAATATCTCAGTTGCCTATTTTATTCA 252

Ai08B11027 Araip.B08 11027 p2 (AG)7 14 39684928 39684941 AAAGAGGGAAGGGATTTTCG TCAATCACATCTTTTTCAAAATCAA 210

Ai08B11029 Araip.B08 11029 p5 (AAAAT)5 25 39694375 39694399 CAGCCCAAAGTGCAAAATGT TGACGACTCTTCACACCCAG 246

Ai08B11032 Araip.B08 11032 p2 (AG)6 12 39713357 39713368 CGTGCAGAAATTGCAGAAAA GGAACATTGAACCTGTGATTGA 256

Ai08B11035 Araip.B08 11035 p2 (TC)9 18 39738937 39738954 AAATGCCAGAAATGGACAGC AATGGAGGTGATTGGTGAGG 220

Ai08B11036 Araip.B08 11036 p2 (TA)8 16 39745666 39745681 TCTCTGGCGAATCTTTTTGG TCGTATGCTAAAAGGGTAAACTAAA 280

Ai08B11037 Araip.B08 11037 p2 (TA)6 12 39745851 39745862 TTCTGCATTCTGCACTTTGG TTGTCAATTAACCAACATTTATTGC 244

Ai08B11038 Araip.B08 11038 p2 (AT)9 18 39746503 39746520 ACATGGGAACATGGGTTGAT AAGGTTGTAATGGGGTCAAGG 228

Ai08B11039 Araip.B08 11039 c (GA)8ataaaattagaagagagagaagcaggaaagaggaagagagagga(AG)672 39754284 39754355 AGAAATGAACGAAGAAGGCG CTTCACACCATCACCTCCCT 260

Ai08B11041 Araip.B08 11041 p2 (GA)7 14 39763681 39763694 CGAACACAGAGATAGAGAGAGGG GAGCTACCTGACCTGGGATG 256

Ai08B11044 Araip.B08 11044 p2 (CT)7 14 39774890 39774903 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGATGTGAGGTGAGGAGATGTT 273

Ai08B11045 Araip.B08 11045 p3 (TAT)10 30 39775223 39775252 CCCCTTCCTTTCTTCCACTC TTCTTGTCCTTGCTCCTGCT 135

Ai08B11049 Araip.B08 11049 p3 (AGA)26 78 39815488 39815565 TAGAATATTGCTCGCCCTCG ATCTCATAGGATCCCCACCC 225

Ai08B11050 Araip.B08 11050 p2 (AG)8 16 39816884 39816899 TGCCTTTTTCCTTGTTCCTG AACATCTCTCCCTCACCCAC 182

Ai08B11052 Araip.B08 11052 c (A)10ttaaaagtagttattctttc(T)1040 39858600 39858639 CAAGTTTGGTGTTCAAGGCA AACTTTTTGGATAATGGCGG 258

Ai08B11057 Araip.B08 11057 p3 (AAT)7 21 39892511 39892531 TGAAGCAAGAAAAAGCAGCA TTATTTCTTTGGGCCCTCCT 258

Ai08B11058 Araip.B08 11058 p2 (CT)6 12 39897792 39897803 CATTGAACCTGGAATGAGGAA AGGCTGGAGAATGAGGGAAT 169

Ai08B11060 Araip.B08 11060 p2 (AG)7 14 39909807 39909820 ATTGGTGAAGAGGTGATGGG AGGGAAGAAAAGTTGGCGTT 261

Ai08B11063 Araip.B08 11063 p2 (GC)6 12 39928483 39928494 GCGAATTCACTTTAGTGGGC CGGATGGAAGAAATGAGGAA 277

Ai08B11064 Araip.B08 11064 p2 (AT)9 18 39969394 39969411 TTTGGAAACATTGATTGGGA TTCACTTTGGGGCATTTTGT 247

Ai08B11066 Araip.B08 11066 p2 (AG)6 12 39975394 39975405 CAGAAAAAGAAGCACCGGAA GAGAGGCAGCCCTTTCTTTT 240

Ai08B11070 Araip.B08 11070 p2 (TG)6 12 39998144 39998155 CGATCTCTCTTCTTCCCCCT TGAAAATTGAAGGAAAACATCAAA 262

Ai08B11073 Araip.B08 11073 p2 (AT)8 16 40027983 40027998 AAAAACAATGCCAAAAAGCG TGAGTTACGGGATGGTGACA 271

Ai08B11074 Araip.B08 11074 p2 (AT)8 16 40029562 40029577 AAAAACAATGCCAAAAAGCG TGAGTTACGGGATGGTGACA 271

Ai08B11075 Araip.B08 11075 p3 (CAT)5 15 40043136 40043150 CGAGTTAGGGACAGCAGGAG GTCAGGGATGGCAAGATTGT 117

Ai08B11076 Araip.B08 11076 c* (ATGT)10(TA)13*65 40050752 40050816 TGCCAGCTTAGGAACTTCTTG TAAGTTGGCACCCAGGCTA 268
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Ai08B11079 Araip.B08 11079 p2 (TA)9 18 40056618 40056635 CCCTTTTCAGCTACAGGTGC GAGCCTTTGCGAATACGAAC 232

Ai08B11086 Araip.B08 11086 p2 (AG)6 12 40084188 40084199 AGCCAATTGGGCAACATAAG GCAGCCCAGAAAACACAGAT 266

Ai08B11087 Araip.B08 11087 p2 (AT)8 16 40087449 40087464 CGTTTTGCTTTCTCCTTCCA TCCAGTGAGGGTTCAAAAGC 233

Ai08B11088 Araip.B08 11088 c (T)10gtatccccttatttacatgcttgaaaactaacttc(T)1459 40087948 40088006 ATCCCATGTGCATTGCTTTT AAATTTTGGGAAGCAGGCTC 157

Ai08B11091 Araip.B08 11091 p2 (AT)15 30 40095401 40095430 ATGGGTTTATCAACCTCCCC TCTCATTTGCAAAAACATGC 269

Ai08B11092 Araip.B08 11092 p3 (TTG)7 21 40099545 40099565 TCAATGGCGTCGTTTGATTA CAAGAGATCCTCTGTGATGCTC 237

Ai08B11093 Araip.B08 11093 p2 (AG)17 34 40102123 40102156 AATCAGTTCGAACCATTCGG TGGAGTGCGATTGAGAGAGA 238

Ai08B11094 Araip.B08 11094 c (C)10aagaaccaaaaactagctaaaaatgtgtcttagtgtaaaatgaatgat(C)1169 40104298 40104366 TCAACAAGGGAAGATCAAATCA TCAAGAGGCCCAAATTCAAG 242

Ai08B11095 Araip.B08 11095 p3 (TTA)5 15 40108896 40108910 ATGTTGACGATGACGCTTTG ACGTGCAGGGCATAAAACA 192

Ai08B11100 Araip.B08 11100 p2 (TC)8 16 40127303 40127318 TTTTTCAATGTCAATCACATCTTT GGAATTTTGAAAAAGAGGAAGG 201

Ai08B11102 Araip.B08 11102 p2 (AT)6 12 40156830 40156841 GATGTACAATCCATGCGACG GCGTCATATTGCGAAAAACA 238

Ai08B11105 Araip.B08 11105 p2 (CT)6 12 40211500 40211511 CGTGTCTTCCTCTCTCCCAG GACGCTACCTCCAGAACTGC 144

Ai08B11107 Araip.B08 11107 p3 (TTC)5 15 40225869 40225883 CGAACTTTAACCCCTCTCCC GCTTTTGTCTTCCCTTTCCC 276

Ai08B11110 Araip.B08 11110 p2 (CT)7 14 40236464 40236477 TAACGCCAGGAATGGGTAAG TGAGGTGATTAGGGAATGGG 213

Ai08B11111 Araip.B08 11111 p3 (AAC)5 15 40252271 40252285 TCACCATCTCGCAACTCATC TGGGACAACGGTGTTATCAA 260

Ai08B11112 Araip.B08 11112 c (TC)19ttt(CA)8 57 40258315 40258371 TCCCTTTCTGAAGGTGCATT TGCAGCAACCAAAGTTTAGAGA 230

Ai08B11114 Araip.B08 11114 c (ATA)5gttttttttattatggttatgaaatctgggttctgattttctggtcttctgaaggata(TG)1195 40259663 40259757 TCCAATTTTAATCTGTACCCCG CTAAACCACCAAGCAAACCC 268

Ai08B11117 Araip.B08 11117 p2 (AC)6 12 40271644 40271655 AGAATTTCGAGCAAATGACCA ATTCCCACTCGAGTCTGTGC 250

Ai08B11118 Araip.B08 11118 p2 (CA)7 14 40272100 40272113 GGATTTCAAAGTGATGCCCA TCATTTTGACTGAAATGAATTGG 226

Ai08B11120 Araip.B08 11120 p2 (AC)6 12 40285028 40285039 CAATGTCCCAAGTTTTCCCA GCTCACTCACCCAAATAGCC 195

Ai08B11121 Araip.B08 11121 c (T)10ctgcttgctttttctttttctttc(T)11cgccacttttttttctcc(T)1073 40300885 40300957 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGTGAA 258

Ai08B11122 Araip.B08 11122 p2 (AT)7 14 40310687 40310700 GGGTGTTCGACCTTGTTTTG CAAACTCGACCTGTGAAGCA 154

Ai08B11123 Araip.B08 11123 p3 (GAA)5 15 40317200 40317214 GCTTTTGTCTTCCCTTTCCC TTAGCCGAAACACATCTCCC 194

Ai08B11125 Araip.B08 11125 p3 (GAA)5 15 40323167 40323181 GCTTTTGTCTTCCCTTTCCC TTAGCCGAAACACATCTCCC 194

Ai08B11129 Araip.B08 11129 p2 (TA)22 44 40342786 40342829 TTATGGGAGCATGGGATGAT TTTGCATTTGGGGAATTTTT 222

Ai08B11130 Araip.B08 11130 p2 (GA)7 14 40348176 40348189 GAATGGAAATGTAGTGCCCG TCATTCCACCCCTCTCACTC 246

Ai08B11132 Araip.B08 11132 p2 (CT)6 12 40373128 40373139 GGCACCATTCTAGGCGTTTA TGAGGTGATTGGTGAATGGA 260

Ai08B11134 Araip.B08 11134 p2 (AT)8 16 40390080 40390095 TTGAATTCTAGCAATTTCCATTGT TCAAACACATAGCGGGCATA 270

Ai08B11136 Araip.B08 11136 p2 (TC)7 14 40403810 40403823 CTACTTTTCTCTCTCCAATTTTCG AGAGAGGGAGAGGGTTTGGA 267

Ai08B11139 Araip.B08 11139 p2 (AG)6 12 40436376 40436387 AAGGAACATTAAACCTGGATCG TCTAGCGATTTCTGGGCTGT 231

Ai08B11144 Araip.B08 11144 p5 (TAAAA)5 25 40460965 40460989 CCATGATGGAGAAAGGGAGA CCTCACCCACATCTTTTTCAA 225

Ai08B11147 Araip.B08 11147 c (AAG)14aataataataac(AAT)5(GAT)13108 40464242 40464349 TTTGTTTTATCCAGCAGCCC AGCATCCCACCGAATCCTAT 277

Ai08B11148 Araip.B08 11148 p2 (AT)7 14 40465715 40465728 TCATCTTCCAATTTTGATCTTGAA TCAACAATGGCAACTCAACAA 201

Ai08B11150 Araip.B08 11150 p2 (GA)17 34 40476355 40476388 CATGCAATCCACCACAACTC GTACAAGAAGCAACGCACCA 138



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B11152 Araip.B08 11152 c (TA)12(T)13 37 40484465 40484501 TGTCCCCTTTTTATTGCATTTT TTTGGGTATGGGAAACTTGG 228

Ai08B11156 Araip.B08 11156 p2 (AC)8 16 40511941 40511956 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 254

Ai08B11158 Araip.B08 11158 p3 (GAA)5 15 40517224 40517238 CGGTCTTAGGTGCCATCAAT AACACAACCCTCTCTCCCCT 181

Ai08B11159 Araip.B08 11159 p3 (AAT)8 24 40519866 40519889 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 174

Ai08B11166 Araip.B08 11166 p3 (ACA)5 15 40557097 40557111 GAATGTTCACAGCTCCAGCA TTCCACCTCTGATTTCCCTG 188

Ai08B11167 Araip.B08 11167 p2 (CT)7 14 40561735 40561748 GCTCTCCTGATTTGCCACTT AAAACCTTGTTAATGGGGGTG 148

Ai08B11169 Araip.B08 11169 c (T)10caaaaataaaggagaaa(T)1138 40570697 40570734 AGCCAGTCAGGCTTCAACAT GGGATTGTTCGAGTTTGGAC 229

Ai08B11170 Araip.B08 11170 c (A)10tttctcccttattttcgaaaaaaattac(A)1048 40578067 40578114 TCGAGTTTGGACAACTGACG TTGGAAACCCCAGTTCACAT 276

Ai08B11172 Araip.B08 11172 p3 (GAA)5 15 40603105 40603119 CGGTCTTAGGTGCCATCAAT CACCTCCCCCTATCTTCTCC 147

Ai08B11173 Araip.B08 11173 p2 (AG)8 16 40604935 40604950 GGGTTCAAATTTGGTGAGTGA TCTTTTTCAAAACCATCCAACT 277

Ai08B11174 Araip.B08 11174 c (A)10gaaaaagaaaagaaaagcatcaacagcaacacattaaaaaaggcataaattatcacccacaaatttactcagagccca(CAT)5103 40608711 40608813 CGATTTTCTTGCATGCGTTA GGAGATGGTGGTGCTTGATT 274

Ai08B11175 Araip.B08 11175 c (T)10gtttctgacaaaaaatccctcgcaaattctgtctgtatttctgtgggataaaatctgttgaaaatatctgtctgtaataactagttttctggtagtg(T)10117 40609810 40609926 CAGACTGATTTTCCGTCGGT GGCCTTATGAAAGTGAGTTTTGA 255

Ai08B11176 Araip.B08 11176 p2 (TA)48 96 40612434 40612529 TCGCCAAAACTAACACAGCA GGGTATCGGCTAAAGAAATGC 235

Ai08B11177 Araip.B08 11177 p3 (CAA)6 18 40620304 40620321 TACACCGCTTCCTCTGCTTT AGGCGACATCGTATTTCAGG 264

Ai08B11182 Araip.B08 11182 p3 (GAA)5 15 40670229 40670243 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai08B11184 Araip.B08 11184 p3 (TCT)7 21 40688815 40688835 AATGAATGTGTGCAGGGTGA CGATCCAAATCGAAAATCGT 216

Ai08B11188 Araip.B08 11188 c (AC)13(AG)31 88 40694209 40694296 CTTGGGGGTTGAAATACTGC GCAAGATTTTGATTCTGAGCG 275

Ai08B11191 Araip.B08 11191 p3 (AGC)7 21 40699215 40699235 TGGCAGATTCAATGCAGAAG ATCCTGTCCCACAAAACTCG 275

Ai08B11193 Araip.B08 11193 c (T)10ca(AAT)10 42 40702306 40702347 GTGTTTGAATTTGCTTGGGG CGGGTTACCGGTTACGAGT 274

Ai08B11198 Araip.B08 11198 p2 (AC)8 16 40710856 40710871 CCCAGAGTTCCAAAATCCAA TCTTGAGCGCTGTGCTTTTA 227

Ai08B11199 Araip.B08 11199 p2 (AC)7 14 40711168 40711181 TCGCAAACAAAAAGTGCAAC GTACATATTCTCCGGCCGAC 155

Ai08B11200 Araip.B08 11200 p3 (GAA)5 15 40716018 40716032 TTGTCTTCCCTTTCCCCTTT AGCCCTCCATTCTTCCTCAT 240

Ai08B11201 Araip.B08 11201 p3 (AAT)9 27 40720134 40720160 TATTTTCGGCTGCCATATCC TTTCGAAAATTCTCTTTCTCTCTCA 262

Ai08B11204 Araip.B08 11204 p3 (ACA)5 15 40733646 40733660 TTCATTCATCCAATCCATCA ATAAAGGGAAATCGGCCAAG 205

Ai08B11206 Araip.B08 11206 c (TAAA)7atat(TAAA)552 40741776 40741827 TAAGCACGCATGACGCTTAC TGCAATAAAAGAAAATGGAAGAA 280

Ai08B11207 Araip.B08 11207 p2 (TA)6 12 40743336 40743347 AGATTTGGGAACATTGGGTG TTGGGGTATTTTGTCCCCTT 262

Ai08B11209 Araip.B08 11209 p2 (AT)6 12 40767178 40767189 GGGTGGGGATAAAAGGATGT TACTTTGGGGCATTTTGTCC 233

Ai08B11211 Araip.B08 11211 p2 (AT)12 24 40786671 40786694 AAGTTAAAATTTCAAAGATCAATGC GGGCCAAGGTAAGGGTAAGG 279

Ai08B11214 Araip.B08 11214 c (A)11tttagtgaattcta(T)1035 40796872 40796906 TTTGCTGTGTCATTTGTCTGG GGAAAAGGAAAGAAAAAGGAGG 280

Ai08B11215 Araip.B08 11215 p3 (AGA)5 15 40799857 40799871 ATCGGAACTTCGTGCTTCTG TGAGTGCAAATAACGATGCC 240

Ai08B11218 Araip.B08 11218 p2 (TA)8 16 40813384 40813399 GCCTTAACCTTGATTGCTGC TTGTGTCTTTTCCTCAGGGC 163

Ai08B11221 Araip.B08 11221 p2 (GA)13 26 40828122 40828147 TACTCCAGGGACAACGGAAC CGAACTTGCTCTGACCAACA 235

Ai08B11222 Araip.B08 11222 p2 (TA)7 14 40828905 40828918 CGGCTGAATGAGACTTGACA ACCATTGTGGAGTCCGAGAG 207

Ai08B11224 Araip.B08 11224 p3 (AGA)5 15 40848591 40848605 TTTGCGTGTCTCTGATGACC GAGCAAGAAACCAACGAAGC 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B11225 Araip.B08 11225 c (AG)13(AC)15at(AC)11(AT)896 40851128 40851223 CGAAGATACAACGCTCACGA TCAGATGCAGAACATGAGGC 247

Ai08B11226 Araip.B08 11226 p2 (AT)9 18 40866228 40866245 CCATCTCATTTGCAGCAGTG ATGGGTTTATCAACCTCCCC 272

Ai08B11227 Araip.B08 11227 p2 (CT)6 12 40867116 40867127 GAGAGCTCGCCAATTTTCAC AAAGCAAACTTTTGGCAAGG 215

Ai08B11228 Araip.B08 11228 p3 (ATT)5 15 40880766 40880780 ACCGGTACACGTTTTTACGC TGAGCACCACTTTTTGGTGT 207

Ai08B11233 Araip.B08 11233 p3 (TTC)5 15 40892880 40892894 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai08B11238 Araip.B08 11238 p3 (CAG)5 15 40937866 40937880 TACCATGATGATTCTGGGCA GCGATTGTCATTGTTGTTGC 111

Ai08B11240 Araip.B08 11240 p2 (GC)6 12 40966156 40966167 GCGAGAAAGGAAGTGAAACG TTGTGCCACTTTTATGCCTG 166

Ai08B11241 Araip.B08 11241 p2 (GC)6 12 40966616 40966627 TCGATGGTCAACTGGCAATA TTTCTTTGAAAAAGGGCACC 177

Ai08B11245 Araip.B08 11245 p3 (TTA)5 15 40985793 40985807 ATCATTGAAGGCCATTGACA TCAAAATTACTCGTGCTGCAA 248

Ai08B11250 Araip.B08 11250 p3 (ATA)5 15 41006824 41006838 TGTGTTTTAGGTTCGGTCTTCA TGCTTTGTTTTGGAATAAAATGT 234

Ai08B11265 Araip.B08 11265 c (T)10cctgcttgcttttttttc(T)1038 41111104 41111141 AGGCCCTCCTATCCACTGAT TGTTGGCTCTTGGAAGAATG 273

Ai08B11269 Araip.B08 11269 p3 (GGT)5 15 41137845 41137859 TGGTTGATTTTTGGGTGACA TTTCCACTACTTGGACCCGA 256

Ai08B11275 Araip.B08 11275 p2 (TA)7 14 41178958 41178971 TCTGAAGTTGCGATGTGGAA AAAGCCCCATTATTGACACA 257

Ai08B11277 Araip.B08 11277 p2 (AT)20 40 41184783 41184822 CAGGCGGTTGAATTAGGTGT TTCGTGCATGGACATCTGTT 150

Ai08B11278 Araip.B08 11278 p2 (CT)6 12 41186090 41186101 CATTGAACCTGAAATTGAGAAGAA TTTTGACCCAGTTTTCAGCC 214

Ai08B11280 Araip.B08 11280 p2 (CT)7 14 41218397 41218410 CCCCCTTCCCCTTTCTATCT TTTGCAATAATCCACAGGCA 247

Ai08B11284 Araip.B08 11284 p3 (TTA)55 165 41241868 41242032 AGGAGAGAGAGGAAATCACGC GGGCTTAGCCAATGAACAAA 278

Ai08B11289 Araip.B08 11289 c (A)13ttgacacgatgaatcacccgacagagtgaaaacctggcaactttc(TA)670 41268375 41268444 CTTTCTTGAAGCTGGAACCG AACCGAAGGTTCTGAGTTCG 232

Ai08B11293 Araip.B08 11293 p2 (AT)8 16 41288552 41288567 TGTGCCACATCAATTATGCTC TCTAAGTTTGGATCAGATTCTAGTCG 278

Ai08B11296 Araip.B08 11296 p2 (TA)7 14 41300626 41300639 ATCGCACTGAGCATCTTGAA TAGACTCGATCTGCGAAGCA 230

Ai08B11297 Araip.B08 11297 p5 (AGAAA)8 40 41301260 41301299 ACCGAGTCACGTCCCTTTTT TCACTCCCACTCATGCATTT 280

Ai08B11298 Araip.B08 11298 p2 (AG)6 12 41315425 41315436 CTTGTCTTTGCTCCTGCTCA TCACCAAAAATCCGAACTCC 157

Ai08B11299 Araip.B08 11299 p2 (AG)10 20 41315641 41315660 GAAGGAGATGAGGGAGAGGG TTGATTTTCAAATTTGTTTCAACT 238

Ai08B11301 Araip.B08 11301 p2 (AG)6 12 41342978 41342989 TGCCTTTTTCTCTGTCCCTG CTAACATCTCCCCCTCACCC 180

Ai08B11302 Araip.B08 11302 p2 (AG)15 30 41343215 41343244 GGGTGAGGGGGAGATGTTAG TTTCTTACCTTTTTCAAAACCACC 270

Ai08B11306 Araip.B08 11306 p2 (TA)9 18 41366664 41366681 TTGAACTTTGAGCTTTGGGG GGAAAGTTGGGAATATTGGG 229

Ai08B11307 Araip.B08 11307 p2 (AT)6 12 41367448 41367459 GGTGGTGCCCTAAAAATGAA ATTTTGGTTGTGCACACTCTT 247

Ai08B11308 Araip.B08 11308 p3 (TGG)5 15 41368044 41368058 AACACCTGGTCTATGCGGTC GTTGTTCTAGGGCTTGAGCG 183

Ai08B11309 Araip.B08 11309 p2 (GA)7 14 41370517 41370530 AATGGAATGAAGGCGAAGTG CTCGACCCCTCTCTGTCTTG 141

Ai08B11310 Araip.B08 11310 p4 (TTTA)9 36 41371214 41371249 CCTTGGCCCAGATAGTTGAA TGCTTGAATTGCAAGTTTTCTC 258

Ai08B11311 Araip.B08 11311 p3 (AAT)23 69 41375700 41375768 GGGTCTAAATTTCCAGCCAT GAAAGCCAGGGGAAGTAAGG 161

Ai08B11312 Araip.B08 11312 p2 (TA)6 12 41391270 41391281 GGGGTGATTTTATCCCCTGT TTGGGAATTTGGGTGCTTAC 155

Ai08B11315 Araip.B08 11315 p2 (TC)6 12 41419955 41419966 CATGCCGTTTGTCTAACCCT AAACCTGAAATTCTGAGCGG 259

Ai08B11321 Araip.B08 11321 p2 (CT)6 12 41452994 41453005 TTCTTATCTTTTTCAAAACCACCT GGGTTCGAATTTGGTGAGTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B11322 Araip.B08 11322 c (T)10gaaataaaattaaaaataaaaataattagttaattaaaaagaaattttgaaaaaggggagagatattttcgaaatt(GA)698 41475534 41475631 TGGAAGAGATGTGAGATGAGATG TTTCTTATCTTTTTCAAAACCACC 275

Ai08B11328 Araip.B08 11328 p3 (TTC)5 15 41525566 41525580 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCATT 246

Ai08B11330 Araip.B08 11330 p3 (GAA)5 15 41560212 41560226 ACTCGGAGGTGGAAGCTTTT CCTCCTTGACCGAAACACAT 213

Ai08B11334 Araip.B08 11334 p4 (AAAT)5 20 41590385 41590404 GGGGTTCTTTATCCCTGTTCC TGATCCAAGTGGTACAAAAAGC 266

Ai08B11336 Araip.B08 11336 p2 (AG)9 18 41608950 41608967 CCTCTTCGGTTCAGGATCAA AAAGACGTCCCCTTCTCTCC 226

Ai08B11339 Araip.B08 11339 p3 (TGA)5 15 41636628 41636642 TTTAGGGTCATCTTGTGGGC GACTCAGGCTGACCGACTTC 244

Ai08B11341 Araip.B08 11341 p2 (CT)6 12 41662022 41662033 TTGTGATTTCTTGTGAATCAAGTC GAAATTTTGAAAAAGAGGGGG 280

Ai08B11343 Araip.B08 11343 p3 (TTC)5 15 41664224 41664238 CCCTCTATACCCCTCTTGGC CGCTTTTAGGTGCCATCAAT 171

Ai08B11345 Araip.B08 11345 p2 (AT)26 52 41690193 41690244 TGTCGTAATCGGGTGATGAA GCTTTCCTGTCGACTTGACC 280

Ai08B11347 Araip.B08 11347 p2 (CG)6 12 41715452 41715463 TGGATTGCAAGAAATACCCC GTAGGCTGGTGGCTTAGTGC 244

Ai08B11351 Araip.B08 11351 p3 (GAT)5 15 41723647 41723661 GTTGTCAGGGATGGCAAGAT AGCATCAGTCCGAGGAGATG 216

Ai08B11353 Araip.B08 11353 p2 (GC)7 14 41748055 41748068 TTGGGGTTGGCTTAACTCTC ACGCACTCCTTGACAAATCC 279

Ai08B11356 Araip.B08 11356 p3 (ATT)5 15 41749990 41750004 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai08B11358 Araip.B08 11358 p3 (TAT)8 24 41760828 41760851 CCCTTTTTCTCAAAGGCTCC GCAGCCCTTGTAACACCCTA 148

Ai08B11359 Araip.B08 11359 p3 (AAC)5 15 41766162 41766176 CACTCATGCAGCAACGAACT CCTATATCCCTGGCGTAGCA 237

Ai08B11360 Araip.B08 11360 p2 (TA)9 18 41768109 41768126 AAACACCAAAACGAAGCCAC TGCATTTTTGGGGATTTGAT 266

Ai08B11365 Araip.B08 11365 p3 (TCG)5 15 41787250 41787264 TTTTGTCTTCACCCCTCACC AAGAGGGGAATGGAAAGCAT 257

Ai08B11366 Araip.B08 11366 c (CT)12(CA)10ataattttccttcttattcttattatatttggatatg(T)1293 41787454 41787546 ATGCTTTCCATTCCCCTCTT GGCGGCATATTCAGATCAGT 241

Ai08B11371 Araip.B08 11371 p2 (CT)6 12 41854386 41854397 TAACGCCAGAAATGGGTAGC ATAGGTGAGGGGTTTTTGGG 209

Ai08B11374 Araip.B08 11374 p2 (GA)7 14 41872869 41872882 AGAAGAGGGGGTTCGAATTT CGAAAAACCACTAACCTTTTTCA 170

Ai08B11377 Araip.B08 11377 c (CA)16g(AT)9 51 41885019 41885069 CACGATAGGTGATTGTGGTCA TGCCATAGATGATTCGGAGG 234

Ai08B11379 Araip.B08 11379 c (A)14gggaatcggcgcccaagcgcgcagt(GC)651 41893820 41893870 TGCTTTGATTGATTGGTTGC AGGCATAAAGTGGGCACAAC 220

Ai08B11384 Araip.B08 11384 p3 (AGA)5 15 41925303 41925317 TTAGAATGTTGCTCGCCCTC ACCCACCTCACCCTCTCTCT 149

Ai08B11389 Araip.B08 11389 p2 (AG)6 12 41969586 41969597 CAGCGAATTCTGGGTTGTTT GGAACATTGAACCTGTGATGAA 217

Ai08B11392 Araip.B08 11392 p3 (AAT)5 15 41995782 41995796 CAGGTTCTGGATCTGCTTCC TCAAAATTTATCCCTCCCCC 190

Ai08B11393 Araip.B08 11393 p2 (AG)7 14 41996055 41996068 GGGGGAGGGATAAATTTTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai08B11397 Araip.B08 11397 p2 (TA)7 14 42020442 42020455 TTTAGCTTGGTTTGCACTCTGA TGTCGTCAGTTGACCAACATT 203

Ai08B11398 Araip.B08 11398 p2 (AG)6 12 42022275 42022286 CGTGCAGAAAGTTGCAGAAA TTGAACCTGGAATGGAGGAG 235

Ai08B11401 Araip.B08 11401 p2 (TC)9 18 42033635 42033652 GCCTTTTGGTTTTAAGGGCT ATGTGGTGGCAATGCTTTTT 268

Ai08B11402 Araip.B08 11402 p2 (TC)6 12 42038305 42038316 AAAGGGAGCTCGCCTATTTT TCAAAGAACAATCTGTGACATGG 229

Ai08B11407 Araip.B08 11407 p2 (TA)7 14 42052805 42052818 CACAAAATCCAATGAGGGTTC GAATGTCATGCAATGCAACC 278

Ai08B11408 Araip.B08 11408 p2 (TC)6 12 42053672 42053683 CATTCAAAGGGATCTCGCAT TCAAAGAACAATCTGTGACATGG 234

Ai08B11409 Araip.B08 11409 c (A)10ttttgaaaactaaaggagattaacaagagaacactaaacttaaaaattgacacaagatttaatcaaagagaaa(T)1396 42058428 42058523 TTGGAGGAAAAACACCAAGG TTGGTAATTGGCTATTTTCCTTTT 272

Ai08B11411 Araip.B08 11411 p3 (TTC)6 18 42067721 42067738 GCCCTCCATTCTTCATCAAA GCTTCCCTTCCCCTCTTTTA 215
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Ai08B11421 Araip.B08 11421 p2 (TA)6 12 42148929 42148940 GGGCATTTTGTTCCCTTTTT CAATTGAGCGTACCATGTTGA 269

Ai08B11422 Araip.B08 11422 p3 (GAA)6 18 42151072 42151089 GCTTTTGTCTTCCCTTTCCC TGGCCGAAACACTTCTCTCT 196

Ai08B11423 Araip.B08 11423 c (TAA)6at(ATA)1153 42167212 42167264 CCCACCACACACAATCAGAC TTTCAGAATGGAACTGGGACT 279

Ai08B11424 Araip.B08 11424 p3 (ATA)5 15 42168069 42168083 CCCAAACCCCATAGGAATCT TCAAGCCACATTTTGATACGA 213

Ai08B11428 Araip.B08 11428 p2 (TC)6 12 42202806 42202817 AATGCATCCATTCAAAGGAGA TCAAAGAACAATCTGTGACATGG 234

Ai08B11430 Araip.B08 11430 p2 (AG)6 12 42212030 42212041 GGGTTCGAATTTGGTGAGTG TGTTTGTTTCCTATCTTTTTCAAAACT 280

Ai08B11432 Araip.B08 11432 p2 (TA)9 18 42215668 42215685 TCCAGTGAGGGTTCAAAAGC GCATCATGCAACTCGAAATTA 199

Ai08B11435 Araip.B08 11435 p3 (GAA)5 15 42262728 42262742 TCAACAGATTGGTGGAGCAG TTGATCCCATCCTTGGTAGC 229

Ai08B11437 Araip.B08 11437 p3 (TTA)12 36 42270948 42270983 TTTTCATTCAACGGTTCTCAA GCCATGAGTACCACGAGACA 277

Ai08B11439 Araip.B08 11439 p3 (GAA)5 15 42274599 42274613 GAAGAAGAAGGACGAGCAACA CCCCTCTCCCTCCTATCAAC 189

Ai08B11441 Araip.B08 11441 p3 (AAT)5 15 42279823 42279837 ATAAGACATGTCCCGCCAAG TTGCTGTGTTTTGTGCCATT 251

Ai08B11442 Araip.B08 11442 p2 (CA)6 12 42280108 42280119 GCAATCACGTGGATCAACAC GCCCATTTTGATTGTGCTTT 215

Ai08B11443 Araip.B08 11443 p2 (AG)11 22 42280321 42280342 AAAGCACAATCAAAATGGGC CTGCTTCTTCGCGTTCTTCT 223

Ai08B11446 Araip.B08 11446 c (AT)8(GT)10 36 42288327 42288362 CGTCCGTCGTCTGCTAAGAT TTGGAGCGTTTTGTTCCTTT 274

Ai08B11447 Araip.B08 11447 p3 (CCA)5 15 42293373 42293387 TCCTCCCTCTCTTCCTCTCC GGGGTGGTTAATGGGGTAAG 122

Ai08B11449 Araip.B08 11449 p2 (CT)6 12 42311551 42311562 AAACTGGGGTGTGAGTTTCG ACACTTAGTGGGTTGGACCG 278

Ai08B11451 Araip.B08 11451 p3 (TCT)5 15 42320885 42320899 TGTTCTTGCTTGTTTGCTGG TGAAAGGCAATGGTGCAATA 228

Ai08B11453 Araip.B08 11453 p2 (TA)6 12 42329114 42329125 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai08B11456 Araip.B08 11456 c (AT)6cacgcggccgcgtgggtcatgcggtcgcgtgggtggtgtttctcgcaatatgacgcgatcgcatggggcatgcggtcgcgtcgtgcaccttt(TA)6116 42333411 42333526 TATTGTGCAAGTGACGCGAT GCATTCTGCATTTTTCATGC 253

Ai08B11457 Araip.B08 11457 p2 (TA)11 22 42336541 42336562 TGGAGACTCTGTGAAGCGAA TCAAGCTCCAAACTCGACCT 232

Ai08B11459 Araip.B08 11459 p2 (TA)11 22 42341403 42341424 TCCGAGAACGACCTTCAGTT TCAAGCTCCAAACTCGACCT 247

Ai08B11461 Araip.B08 11461 p2 (AT)7 14 42346245 42346258 TGGATTCCAACAATTCCACA AAAATGAAGCGGTTTATGCAC 250

Ai08B11462 Araip.B08 11462 p2 (AT)7 14 42352046 42352059 GCGTTCTAGGATTGCCTCTG CTAACGAGGTGCCTCTCGAC 278

Ai08B11468 Araip.B08 11468 p2 (AT)6 12 42382312 42382323 CAGAGAAAAGAGAAACCAGAACA TGGGTTGCATTAAGCAAAAA 119

Ai08B11469 Araip.B08 11469 p3 (AGA)6 18 42392779 42392796 CCACCGGATACATAAATGCC TCAACATCTCTCTCCCACCC 263

Ai08B11473 Araip.B08 11473 p2 (AT)7 14 42411129 42411142 TCGGGTTACTTTTTGGCTTG TCCTGTCTCTCCATAAGCCC 108

Ai08B11474 Araip.B08 11474 p3 (TAT)7 21 42413065 42413085 GAGCGGAGGATCTCTCTTGA TGCCACGATAGTTCTAAGGCT 275

Ai08B11478 Araip.B08 11478 p3 (TTG)9 27 42425970 42425996 TGGCATCGTTTGATTCATGT GGAGATCAACACGCCATTTT 128

Ai08B11480 Araip.B08 11480 c (TTA)8(T)11 35 42429580 42429614 TCCCAAGTTGAAAAGCAAAA TCCTAACCTTATAACGACACAGAGAA 228

Ai08B11483 Araip.B08 11483 c (A)10ctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaagaatagt(AGA)5tatggaggggatggagggatgtgtgtatggatgtaagtggtgaatggaaaacagaagggatgactgtaaatagg(GA)7177 42452588 42452764 GTTTCTCTGGCCTTAGGTGC ACCTCCACTCACCTTCCCTC 258

Ai08B11488 Araip.B08 11488 p2 (AT)7 14 42525231 42525244 TCAAATCTTTATCAAAAATCATATCCA CCATGATGGAGAAAAGGGAA 215

Ai08B11489 Araip.B08 11489 p5 (TTATT)7 35 42530407 42530441 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 274

Ai08B11490 Araip.B08 11490 p3 (CAT)5 15 42545826 42545840 CAGAGTTGAAGAAGGCAGGG TCATCCTGTGGGCAGTGTAA 211

Ai08B11491 Araip.B08 11491 p5 (ATAAG)5 25 42548909 42548933 CAGAGGAACACGACCCAAAT TGGTGATACCTGCAAGGGAC 259
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Ai08B11494 Araip.B08 11494 p2 (TA)12 24 42573620 42573643 GTCGTCCAACCAGTAGGCAT TTACTCAAACCAATTGGGGC 216

Ai08B11495 Araip.B08 11495 p3 (CCT)5 15 42588141 42588155 CAAGCTGCTCAATTGCAAGA CTCATTGAACTTCACCCCGT 246

Ai08B11498 Araip.B08 11498 p3 (TTC)5 15 42601632 42601646 CGGCATGAAAAATCATCTCA CCTGTTGCCAAAAGAAGCAT 243

Ai08B11501 Araip.B08 11501 p2 (TA)9 18 42606910 42606927 TGCTTGTCCTATGGCTGATG CTTGTCACCACTTGCTCCAA 256

Ai08B11502 Araip.B08 11502 c (CT)17t(AC)6aa(AC)661 42609573 42609633 CAGCTGCATCATGTCAGACC AATGTTTCTGCCGTTGAACC 191

Ai08B11504 Araip.B08 11504 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcaccccatctccccaaccttcac(CTT)5102 42619383 42619484 GCGTAGGACCCACGTTTTT AGGGGAAGAGAAGTTGAGGG 235

Ai08B11508 Araip.B08 11508 p2 (AT)6 12 42648907 42648918 GGTTGAAGTGGTGGAATGTCA TGAGGGTTCAACAGCTCATT 278

Ai08B11509 Araip.B08 11509 c (T)13aatgcacatggtaattcaattattttgatttcacatgagcatgcgtcccaaaatttttatttgaattattttattcttttcaactcttctacctttttg(T)16128 42649457 42649584 TTTTGTGTCCCCTTTGTTCA TCCCAAGTTGAATCCTTGGT 243

Ai08B11512 Araip.B08 11512 c (TTATT)6ttaattttggttttc(A)1055 42653546 42653600 TTCATTTTTCTAAAATCCTTACCCC CCATGATGGAGAAAGGGAGA 201

Ai08B11514 Araip.B08 11514 c (A)12gaagaagaaccctagtgaatttgcttgttgtgaaacatttaaattagtgattttgttaatgtgtagtttgaatgtgcaactcc(T)10105 42665356 42665460 TTATGCTAGGTCGGGTCCAA TCCGCTCATCAATTACACATAA 280

Ai08B11515 Araip.B08 11515 c (T)10gggggaaccaagactaaagaaaacaaaatg(A)1353 42668541 42668593 AACACACAGCTTGGAGCACA TTCAGCCTCCAGGAAACATC 268

Ai08B11518 Araip.B08 11518 p3 (TGA)6 18 42672818 42672835 TCCTCTTTCAAATAATTTTGTAGCA TCCTCATCCTCATCTTCTGTTG 206

Ai08B11519 Araip.B08 11519 c (CTT)6tattagatttttttatgtttttattcatgttaaaagagtaaaacaagaagaaacttgagaagataaaataag(A)10gatgaataaaaaaa(GAT)18168 42673087 42673254 TCTTCCAAGTAATTTGCAGCAT CCTCCTTATCTTCTGCTGCTTC 233

Ai08B11523 Araip.B08 11523 p2 (AT)11 22 42682965 42682986 GTGGGGTTGAACAGTGCTTT AGCCTTCTGACCATAGCCAA 253

Ai08B11524 Araip.B08 11524 c (T)13gcttcttg(TGA)5agatgatgaattcttac(T)1063 42683968 42684030 CCGAAACTTCTTAATTTCACCG CAAGTCTAATTTGAGAAGCAATACTCC 152

Ai08B11525 Araip.B08 11525 c (GAT)6(GGA)7 39 42688442 42688480 CATGTGCAACAAATTTGAAAAA TTCGTTGTCATCGTCGTCAT 205

Ai08B11526 Araip.B08 11526 p3 (AGA)6 18 42688789 42688806 AGAAAGGAGGAGGTGGTGGT ATGTAACCAAATTTAACCAAGTTGT 171

Ai08B11533 Araip.B08 11533 p2 (AT)6 12 42719568 42719579 TGCCTAACTGAGATCAATGAAAA TTTTCGTTTTTACGGATTGACTC 278

Ai08B11534 Araip.B08 11534 p3 (TTA)8 24 42756180 42756203 TTCGTGGTGCTCTTGCTATG CTTTGCAATTCCCTCCTCAG 267

Ai08B11535 Araip.B08 11535 p3 (ACA)6 18 42757392 42757409 GGTGCAGTACTTTTGCAAGC GCTTTCACACATTGTTTCATTG 249

Ai08B11538 Araip.B08 11538 p3 (TGG)5 15 42785387 42785401 TCATCCTTAACGTTTCTTTTCG ACAACCAGCACCAACACCAC 263

Ai08B11543 Araip.B08 11543 p3 (CAA)14 42 42802061 42802102 TCTGGAACCAGAGAAGTCCC TCAACGACCTTCTCTGACGA 269

Ai08B11544 Araip.B08 11544 p3 (GAG)6 18 42802576 42802593 CACCGAAATTAGGGCAAGAA TTGCCCCAACGTTTTACACT 115

Ai08B11548 Araip.B08 11548 c (TA)7(TG)16 46 42806002 42806047 CACATTAGTGAGTTTTTCCCCC AAAAGTGCATGTTCTAAAGGCT 227

Ai08B11552 Araip.B08 11552 p2 (AT)6 12 42818382 42818393 TGGCAGTGCATGTATTCCTC TTTGGAGGGAAAGATTTGATTC 263

Ai08B11553 Araip.B08 11553 p2 (AG)7 14 42826662 42826675 CACCCACAATACCTTTCTTCC GTCTCTCTGTGCCGTTGTTG 201

Ai08B11554 Araip.B08 11554 p3 (AGA)5 15 42826933 42826947 TTTACATGAACAGGATGGCG ACCCCAAACCTCCAGAGACT 243

Ai08B11558 Araip.B08 11558 p2 (TA)10 20 42844202 42844221 TGCCCTGTGAAAATTTAGGC TGCATCCCAATCAACATACG 255

Ai08B11559 Araip.B08 11559 p3 (TTG)5 15 42844353 42844367 TGTTGATTGGGATGCAGAAG CCCAACCCTATCCCAAAATC 267

Ai08B11560 Araip.B08 11560 p2 (TA)8 16 42846907 42846922 GAGCGTTGCGCTTTTTATTT GGATGATGAATCCAGCGATAA 263

Ai08B11563 Araip.B08 11563 c (AGGG)6aggaagg(GA)643 42851134 42851176 AACTTCATCTGCTGTTGCCC CTTCCTCACCCACACCACTT 204

Ai08B11566 Araip.B08 11566 c (AC)6at(AC)14 42 42857928 42857969 TGATGAAGAAACGTGAAGCG AAGCTAGCCGGCCTAAACTC 174

Ai08B11569 Araip.B08 11569 p2 (AT)7 14 42868487 42868500 AAAGCATAATAATCACATCCCAAA AAGTGCTGAACACAGTGGGG 263

Ai08B11572 Araip.B08 11572 p2 (TA)8 16 42874227 42874242 TGAAAGAAATAAATAAAGAAATTGGGA TGGCTAAGTGCTAGCCAAAT 250



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B11577 Araip.B08 11577 p4 (AAAT)5 20 42880448 42880467 AATTCGGGTAGGGTCCAAAT TTCCTTTAATTGCAGACGCA 142

Ai08B11578 Araip.B08 11578 p2 (TC)7 14 42886608 42886621 TCCCTCTCTTCTTTGCGAAC CCAACCATGGAGGAGAGAGA 246

Ai08B11579 Araip.B08 11579 p2 (TC)6 12 42892945 42892956 GCGGTTCTCCCTCTCTTCTT GAGCTACCACCTGGGTTCTG 199

Ai08B11581 Araip.B08 11581 p2 (TC)7 14 42899245 42899258 ATTCTTCGTCGGGTTTCAGA ACGCCACAGTGAGACAGATG 136

Ai08B11582 Araip.B08 11582 p2 (GA)7 14 42902976 42902989 AAAACAGCGAGGAAGACGAA TAGAAACCCTTTCGCCTGTG 258

Ai08B11591 Araip.B08 11591 c (T)10gaataaataaaaaaaattcatatttactcatttaaaagtttttaa(T)1166 42916565 42916630 AAAAGACCGATCAAATCTATAGAACA TTCACCGTCCTTACATGTGC 250

Ai08B11592 Araip.B08 11592 p2 (AG)7 14 42920257 42920270 CCCAGTTCTCAACCCAGAAA GAACCTGAAATTGAGAAGAAGCA 207

Ai08B11593 Araip.B08 11593 p2 (AT)11 22 42936037 42936058 GTGCATGCTCATGTGAAACC GCCTAGCTACCCATAATTCCC 262

Ai08B11594 Araip.B08 11594 p2 (GT)8 16 42936216 42936231 TGGGTAGCTAGGCATGATCT TTTCAAGGTTGTAATGGGGC 148

Ai08B11595 Araip.B08 11595 p2 (AG)10 20 42937392 42937411 CACAGCGATTTCTGTGCTGT TGGAATTGAGAAGAAGCAGTCC 228

Ai08B11596 Araip.B08 11596 p2 (AG)6 12 42943904 42943915 TGCATCAATTCATAGGAGGCT GCCTTCAGATGGGAAGCAAT 273

Ai08B11601 Araip.B08 11601 p2 (TA)24 48 42967803 42967850 AAATTGGGTACATACTCATGTGTTAAT TTTTTCTTTATTTTGTTTTGTGTGTG 279

Ai08B11603 Araip.B08 11603 p2 (CT)7 14 42973766 42973779 CACTCCCGTTGATTCCTCTC CAAGTCAGAACCAAGGCACA 179

Ai08B11605 Araip.B08 11605 p2 (AT)14 28 42978041 42978068 CCGTATTTGTCAAAAGACCGT TGGACGATGAAGTTCGAAAG 269

Ai08B11609 Araip.B08 11609 c (T)11gtttttttcttctttttttttg(T)10cactttattcttcttcttc(T)1072 42996826 42996897 TCACGAACATTTGAAGCACG TGTTCTTGTTTTCGTTTGCG 221

Ai08B11610 Araip.B08 11610 p3 (AAG)5 15 43001548 43001562 ATTTTGCTCTCAAAATGGCG GAAGTTACCCGAGGCAATGA 263

Ai08B11612 Araip.B08 11612 c (AC)10(AT)19 58 43011160 43011217 CCAAAGCAAGCCTTATCACC TTAGCTTCCGGAACTTGTGG 250

Ai08B11614 Araip.B08 11614 p2 (AT)7 14 43020558 43020571 AAAGAATAACGAACGGCCAA TCGCTAGGCATCTGGATCTT 280

Ai08B11615 Araip.B08 11615 p2 (AG)6 12 43039568 43039579 GCCCAAATCCAAGTCAGAAA TTGAACCTGTGATTGAAGAGAAA 197

Ai08B11616 Araip.B08 11616 p2 (AG)6 12 43049528 43049539 GCCCAAATCCAAGTCAGAAA TGGTTCATAAGCCAAATTGAAA 278

Ai08B11617 Araip.B08 11617 c (GA)7cacacacacgcatat(AC)9aa(AG)2293 43050514 43050606 GACACGGTCAGAGAAAAGGG GCATCGCTGTTCATCGTAAG 264

Ai08B11618 Araip.B08 11618 p4 (TTAG)7 28 43058235 43058262 TTCCACCCTTCAACCATCAT CCAAGCAACAATTTATGACCTC 231

Ai08B11619 Araip.B08 11619 c (A)11c(A)10 22 43063709 43063730 TTGTTTTCGTTTGCGTTTCA TCACGAACATTTGAAGCACG 187

Ai08B11622 Araip.B08 11622 p2 (TA)7 14 43074060 43074073 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 272

Ai08B11624 Araip.B08 11624 c (A)11ggaagggggctgggaaagttatggaacaaaaagagaggggctgggaaataaaaaaggagggactagatta(T)1192 43080748 43080839 TAAAAAGGGGGTTGGGAAAG CAAATCAATTGGGGTGCTCT 255

Ai08B11634 Araip.B08 11634 p3 (GCG)5 15 43130103 43130117 AGCACAGACGGAGGAGAGAG TCCTCCTGAAGCATACCCAC 162

Ai08B11637 Araip.B08 11637 c (AT)10(AG)10 40 43151667 43151706 TACTGAGGCATGTGACGCTC CGTTTCGAAATTCCGCTTTA 261

Ai08B11644 Araip.B08 11644 p2 (CT)6 12 43173020 43173031 CGAACACCTTCTACCGTCTCC GGCTCGTCTGTCTCACCTTC 232

Ai08B11645 Araip.B08 11645 p3 (AGA)9 27 43182351 43182377 GCGAATCAGCTGGAAGAAAC CCTCCCCTAACCTTCTTCGT 219

Ai08B11651 Araip.B08 11651 c (A)10ttcaaatcgcaatga(AAG)540 43190920 43190959 CTCACTCCGGTCATCTCCAT TGTGTCGTGCCATATGTCCT 234

Ai08B11652 Araip.B08 11652 c* (A)13(AC)6* 24 43193694 43193717 AAAATTCACTCTGTGATTGCAGTA CAATTCACTAGGTATGTGGATGGT 262

Ai08B11653 Araip.B08 11653 p2 (TA)29 58 43215334 43215391 TTCATTACGTTGTCGCTTCG CGCACACACCAGACAACTTT 248

Ai08B11656 Araip.B08 11656 p3 (ATA)5 15 43238915 43238929 GAACATGCAAGCAACCCTTT CCCCCTTCTTTCTTCTTCACA 280

Ai08B11659 Araip.B08 11659 p2 (TA)7 14 43259951 43259964 TCACCTCGTTGAGCATTCTG CGACCTGCAAAGCTAAGGAC 237
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Ai08B11667 Araip.B08 11667 p2 (TC)11 22 43299595 43299616 TCTCTCCTATTCGCCCTCTC TTTTGGAGAAAAGAGGAAGAGAAA 264

Ai08B11668 Araip.B08 11668 p2 (GA)8 16 43299845 43299860 TCCTTCCCTTCTTTCTCTCTCC TTCTCTCTTTCCTTGCGCTC 267

Ai08B11669 Araip.B08 11669 p2 (AG)9 18 43299997 43300014 AAAAAGAGCGCAAGGAAAGA CTCACTCCCTCTCTCTCCCA 122

Ai08B11670 Araip.B08 11670 p2 (GA)9 18 43300141 43300158 TGGGAGAGAGAGGGAGTGAG CCCTTTCTTTGTCTTCCCCT 227

Ai08B11671 Araip.B08 11671 c (GA)8ag(GA)18 54 43300292 43300345 AAGGGAGGGGGAAAAAGAA CCCTCCCCTCTCTTTGTCTT 128

Ai08B11672 Araip.B08 11672 p2 (GA)10 20 43300536 43300555 AGAGAGGGAGAGCGGAAGAG TCCCTATTCACCATTCTTCTCC 164

Ai08B11673 Araip.B08 11673 c (GA)6gggagaggagagagagtgagaagg(GA)648 43300707 43300754 GAGAGAGGAGGGGGAGAAGA CTGAACCAAACTGCTTTGTCAC 279

Ai08B11678 Araip.B08 11678 p3 (ACC)6 18 43305895 43305912 ACATCACCGCATTTACCCAT TGCATCCATTGGAGAACAGA 267

Ai08B11679 Araip.B08 11679 p2 (GA)10 20 43310456 43310475 GAGTAGTGCTTACCGGCGTC CCAAGCTGTTCTCGGTTCTC 259

Ai08B11683 Araip.B08 11683 p2 (AG)6 12 43334058 43334069 AAAGCAGAGCTTTTCCCACA ATTCAAACCATTTCCCTCCC 241

Ai08B11686 Araip.B08 11686 p2 (GA)15 30 43342009 43342038 AAAATTCGAACACAGAGGGG TCCTTTTATTTTAATTTGAATTTCG 145

Ai08B11691 Araip.B08 11691 p3 (AAT)5 15 43377792 43377806 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 204

Ai08B11693 Araip.B08 11693 c (A)10tacttgtttgacttaaaacataagaccaacgcatttgtgcttgttcaaatattttaatattta(T)1285 43383084 43383168 CAAACTTTTGTCCCCTACGA ACTGAGGATTGGGGTTGTCC 247

Ai08B11694 Araip.B08 11694 c (TA)7(T)10 24 43391058 43391081 GGGACATTTTTGTCCCCTTT TGGAAAACTTGGAACATTGG 244

Ai08B11698 Araip.B08 11698 p2 (AT)11 22 43403215 43403236 CCACACCATTAGGCTCAAATC GCGATTTTGGGTGACAAGTT 279

Ai08B11699 Araip.B08 11699 p3 (TGG)5 15 43428139 43428153 GGATTTTGGGCTGTTGAAAA GCAGGACCCCCTTCTACTTC 163

Ai08B11701 Araip.B08 11701 p3 (AGA)6 18 43435127 43435144 TCTTCCCCTTCCCCTTTCTA AACCACATCTCCCTCTCCCT 179

Ai08B11703 Araip.B08 11703 p2 (CT)7 14 43473501 43473514 AGCGTGTGAGTTTTGAGCCT TGACGGCCTCAATCATGTAA 165

Ai08B11704 Araip.B08 11704 p2 (AT)7 14 43473903 43473916 AGGCGAGTGAGAGTGCGTAT CACCTTGGGACGTTTTTGTT 280

Ai08B11705 Araip.B08 11705 c (T)10caatttttaattgttcgtctttttttttctttctttatttccgttcacccctccccaaacccgtttttctttttatttcttttactttcg(T)10110 43476554 43476663 CGTTGCCGGAAATTGATAGT TAGACCTTATGCATTGGGGG 269

Ai08B11706 Araip.B08 11706 c (T)18gtatttttatattttattttgtttgttttacaa(AT)1683 43479874 43479956 GAGCCCCTATGATCCTCCTC GCACGGAGGAAAAACAAAAA 226

Ai08B11707 Araip.B08 11707 p2 (AG)6 12 43484368 43484379 CGAACGGGTTAAAAACGCTA GCTCGTTAAGAGCTTCGCAT 246

Ai08B11709 Araip.B08 11709 c (T)10ctcat(TA)6tgcttctttttttgctttt(TA)17tgtgtgtt(TG)11110 43520115 43520224 ATTAGCCTTGGGGCATTTTG GGGGAAACTAAATTGGGGAA 279

Ai08B11713 Araip.B08 11713 c (A)10ctaaaaaagagaatgagaatataaaattatatatttgaaaattattgaacccacaagctccaaag(A)1085 43533689 43533773 TGAAAACTAAGATAAGAGAAAGAGGAG TTGATTTAGTTAAGGGTAGTGCTGG 279

Ai08B11715 Araip.B08 11715 c (T)10ggtgacacacataatataatataacgagagttcaatttgaaatattatctttcaattatgctaagtgt(A)1088 43535452 43535539 CATATCTTATTTGAGAAGTTGTTGCAC TTGTCATTGAAATCAACCATAAAGA 275

Ai08B11717 Araip.B08 11717 c (T)11(A)10 21 43540014 43540034 GGAAGAACAGGGAATGGTGA GACGAGGTCTCACTTCTGGC 235

Ai08B11721 Araip.B08 11721 p3 (ATA)9 27 43565543 43565569 TGTGTTCTCTAGATGACGTTTCAA TGGAGACATCACCATGTAACTAA 268

Ai08B11724 Araip.B08 11724 p3 (AGA)5 15 43567147 43567161 GGGGTGGGTTAATAGAGTGACA CCCCTCCCAATGAACATTAAC 277

Ai08B11728 Araip.B08 11728 p2 (AT)8 16 43612763 43612778 CTTGTTACCGCGATGCTCTA CCAAATCAAGTTACCCACCAA 259

Ai08B11731 Araip.B08 11731 p2 (AT)9 18 43617678 43617695 ACCATGTGAGGGTATCAAGC TGGCAAATCAGCATTCAGTT 276

Ai08B11733 Araip.B08 11733 p2 (AT)8 16 43620507 43620522 CTTGTTACCGCGATGCTCTA CCAAATCAAGTTACCCACCAA 259

Ai08B11734 Araip.B08 11734 p3 (GAG)5 15 43623506 43623520 CGATGAAGATGAAACACACGA GCACATAATGGTTGTGCTCG 255

Ai08B11735 Araip.B08 11735 c (A)15ctcgagaattcaaaaaagaaaaaaagcatgaaaaaaaaggagaatttc(A)1073 43626216 43626288 TTTACACGTTCTAGGGTTTTTGTTT TGCATGACATTCTCTTCCTCTT 212

Ai08B11736 Araip.B08 11736 p2 (TC)8 16 43644507 43644522 ACATCCAAGCCTTGTTACGC TTGGAGGATCCATACTTGCC 224
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Ai08B11737 Araip.B08 11737 p2 (TA)7 14 43647898 43647911 ACTCCAGAGTCCTTGCCAGA GGTATCATGCCATCAAGAATGA 271

Ai08B11743 Araip.B08 11743 p2 (TA)6 12 43659474 43659485 TTCATAGGGTTGGGCATGAT TGTGCCTTTTCTACTGCCAA 195

Ai08B11745 Araip.B08 11745 p2 (AT)12 24 43677139 43677162 TTTCAAGCGTGGAAAATCCT TTTCAAGCGTGGAAAATCCT 202

Ai08B11747 Araip.B08 11747 p2 (TA)6 12 43680898 43680909 CATGATGGCTCAGGTCTACAA TGTGATAGATTGGATGCTGAATG 260

Ai08B11752 Araip.B08 11752 p2 (AG)15 30 43716027 43716056 CCTCCAATCTTCCCAAACCT AGTTGAGGGTGAGGTGAGGA 277

Ai08B11753 Araip.B08 11753 p3 (GAA)5 15 43721467 43721481 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai08B11758 Araip.B08 11758 p2 (TA)24 48 43748239 43748286 GGCATTTTGTCCCCTTTTTA GAAAGTTGGGAACATTGGGT 278

Ai08B11759 Araip.B08 11759 p2 (AG)6 12 43758949 43758960 CCAGTGATTTTTGGGCTGTT GGAACATTGAACCTGTGATTGA 250

Ai08B11760 Araip.B08 11760 p2 (GC)6 12 43759969 43759980 GTGGATGCAAAAATTCCACC AGGGGGTAGGTGACGCTATT 145

Ai08B11763 Araip.B08 11763 p3 (CAA)5 15 43776573 43776587 GCAGCAACAAGCAAAATCAA GCGGTTTTGTTTGGATATGAA 260

Ai08B11765 Araip.B08 11765 p4 (AATA)5 20 43779537 43779556 TGGTAGCTCGAAATAAGGGG TTGAATCATCTCTTAACTTTAAACAAA 173

Ai08B11768 Araip.B08 11768 p3 (CTG)5 15 43781176 43781190 ATTCGGTTAGACGCGAAGAA ATGGTCATTTCCGTTTCAGC 276

Ai08B11770 Araip.B08 11770 p2 (AT)7 14 43794336 43794349 TGATTGAAATTGTCCCGAAA GTGGCTATTGGATTAAAAATAAGG 278

Ai08B11775 Araip.B08 11775 p5 (TTTCT)5 25 43809368 43809392 TCCACATCCCCTAACACACA TGCAGAAAACTGAAAAAGAAGAA 159

Ai08B11776 Araip.B08 11776 p2 (TA)6 12 43812902 43812913 AGTTGACCTAAACTTCGCGG TCGAGGAGCCTGAAAAGAGT 194

Ai08B11777 Araip.B08 11777 c (T)11gtgctaatgctatgattgcaattcttaatacacatacgattattgggtatgctactgtgcgtgtgtg(TA)792 43814954 43815045 TGAATATTGCTGTGCAACGA AAAACTGTAATCCCATGCAAA 277

Ai08B11784 Araip.B08 11784 p2 (TA)7 14 43829285 43829298 GAGCAGCAATATCAAAACAACA CGTCAGACAGCTTGTGACTTTC 269

Ai08B11786 Araip.B08 11786 p2 (AG)8 16 43835394 43835409 AAGAAGGAGATGAGGGGGAA TTCTTATCTTTTTCAAAACCCCC 229

Ai08B11790 Araip.B08 11790 p2 (AT)6 12 43860970 43860981 AATGAAACATCAGCTCCATGC GGTTCCAGGAAGCAAATGAA 108

Ai08B11791 Araip.B08 11791 p2 (AT)6 12 43864637 43864648 AGAAAGAATTTGCGAAGCCA TCTTTCTTTTGGTTCGGTGG 195

Ai08B11792 Araip.B08 11792 p2 (TA)18 36 43885326 43885361 TCATCAATTCCCCCACACTT CTTGCAAGTTGCTTAGCCCT 230

Ai08B11794 Araip.B08 11794 p2 (GA)6 12 43900134 43900145 GAAAAGTTTTGGGTATGATTTTCG TGATCTCAAATCTTCAAATCATATCTT 149

Ai08B11795 Araip.B08 11795 p4 (TATG)16 64 43902995 43903058 AACCCCAAAAACTCACAAGG TTTGAAATTGCATCCATCACA 250

Ai08B11796 Araip.B08 11796 p2 (TG)6 12 43904506 43904517 CGCACACAAGACGGAATAGA CGTGAACACAACCCCCTATC 207

Ai08B11802 Araip.B08 11802 p2 (AT)21 42 43943608 43943649 CGAGGATGAACCGTTCTGAT CATCCTTCATCGGGCTTCTA 190

Ai08B11803 Araip.B08 11803 p2 (CT)6 12 43944869 43944880 GAGGAGAGAGCCTAGAGAGAGGA AGGGGACAAGCAGAGACTCA 118

Ai08B11804 Araip.B08 11804 p2 (TG)6 12 43948782 43948793 AATCGGAACACCATAGCTCG CAAGTTAGGCCCAAGTCCAA 172

Ai08B11805 Araip.B08 11805 p2 (GA)6 12 43960488 43960499 AAGCTGAATTTGGGGAAGGT CAAAGTGGCATTTTCTGGGT 190

Ai08B11809 Araip.B08 11809 p2 (AG)6 12 43981907 43981918 AAATTCACTGATCAATTCAAGTGC GGCCCAGATCCAAGTACAGA 260

Ai08B11811 Araip.B08 11811 p2 (CT)9 18 43990026 43990043 CCTTCTTAGCCCGTCACAAC TCATCACCAAAAGAGGAGGG 230

Ai08B11816 Araip.B08 11816 p6 (CTCATC)7 42 44015362 44015403 TTTTACCTGCACTAGGCGCT TTCTGGTGCCAAAATGTCTG 278

Ai08B11817 Araip.B08 11817 p3 (GGT)6 18 44015915 44015932 TGATGTGCTAGGACTGACGC ACCGAGAAGCATTTGGTGAC 229

Ai08B11823 Araip.B08 11823 p4 (TTAA)6 24 44041517 44041540 AAATTGCAATCATATCTTCTTAATCA CCATCATGGAGAAAAGGGAA 279

Ai08B11824 Araip.B08 11824 c (T)10cttttgttcttttgtttttctcaa(T)1145 44048620 44048664 TTCACTTTGGGGCATTTTGT GGGACGTTGGGTGAATAGAA 269
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Ai08B11825 Araip.B08 11825 c (A)12gagaaaaaaaagaagaaaaagtgagg(A)1048 44057049 44057096 GGCTCTTGAAAGAATGAGGG TTCTGCTTGCTTTTTCTCCC 161

Ai08B11827 Araip.B08 11827 p3 (GAA)5 15 44078199 44078213 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 248

Ai08B11828 Araip.B08 11828 p2 (AG)6 12 44079079 44079090 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 196

Ai08B11831 Araip.B08 11831 p2 (TA)6 12 44091075 44091086 AGAGTGAGCATGGAGGAGGA TATTTTCACTCTTGGGGGCA 259

Ai08B11834 Araip.B08 11834 p2 (CT)7 14 44117436 44117449 TCATTCTCCCTTCTTCTTCCA TTGCAACAATCCACAAGCAT 235

Ai08B11836 Araip.B08 11836 p3 (TTC)5 15 44133083 44133097 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 211

Ai08B11837 Araip.B08 11837 c (A)10ggcg(A)10 24 44134789 44134812 GGCCCTTGAAAGAATGATGA TTATTTGCCCTTGCCTTTTG 215

Ai08B11840 Araip.B08 11840 p2 (CT)6 12 44140307 44140318 TTTCTTACCTTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 275

Ai08B11841 Araip.B08 11841 p2 (CT)6 12 44140547 44140558 TCGAAATCTCCCCTCTCTCA AGGTTCTGGACCAGCTTCAA 252

Ai08B11842 Araip.B08 11842 p3 (TTC)5 15 44175998 44176012 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai08B11843 Araip.B08 11843 p2 (TC)10 20 44179231 44179250 CTTCCCTCGCTCACTACCAC GGGAAGGGGGAAAGATATGA 185

Ai08B11847 Araip.B08 11847 p3 (GAG)5 15 44202452 44202466 GACAAAGAAAAATGAGAAGCCTG TCGTGATGCAGTTCGTTCTT 259

Ai08B11848 Araip.B08 11848 p2 (AT)7 14 44205324 44205337 CATGGATGTCATTTGGGTTG TCTGTTGATTTAACAAAAGGTGAAA 200

Ai08B11849 Araip.B08 11849 p3 (GAA)6 18 44221168 44221185 GCAACCATCCGTCAAAAGTT CCTTCTTGATCAACCTCCCC 227

Ai08B11850 Araip.B08 11850 p4 (AACT)5 20 44238321 44238340 AATGCTCCTCTCCTTTTCCC GAAAGCGTGAATGCAACTGA 275

Ai08B11859 Araip.B08 11859 p3 (ATG)13 39 44324484 44324522 ACTGCCATTACTATTGCCGC TCAATGAAATGACAAAGAAACCTC 252

Ai08B11861 Araip.B08 11861 p4 (TTTA)7 28 44334761 44334788 CCATGATGGAGAAAGGGAGA AACCACTTTCTCTCCCCTCAA 151

Ai08B11863 Araip.B08 11863 p3 (GAA)5 15 44348714 44348728 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai08B11864 Araip.B08 11864 c (AAT)5atggatcctttataccacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)799 44351302 44351400 TTCTTGTCCTTGCTCCTGCT TCACATCACCAAAAATCCGA 173

Ai08B11865 Araip.B08 11865 p2 (AG)7 14 44351632 44351645 TCGGATTTTTGGTGATGTGA TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai08B11866 Araip.B08 11866 c (T)10cgaaaatcattttg(A)1034 44352692 44352725 TGAACATGCAATTGACACCA ATCTCCGTAGGATTCGACCC 280

Ai08B11867 Araip.B08 11867 p3 (AAT)5 15 44356680 44356694 ACGGCTTCAGTGATACGCTT CTGGATCCTTTGTCGTCCTC 232

Ai08B11868 Araip.B08 11868 p2 (AC)6 12 44358038 44358049 TTGAACCGGACCTAAGTTGG GCTTGGGAAGATTGAGGTGA 146

Ai08B11869 Araip.B08 11869 p2 (GT)7 14 44364877 44364890 GGGGATAAAAATACCACAATGC GGGCTAAGGTAAGGGTGAGG 236

Ai08B11870 Araip.B08 11870 p3 (TTG)7 21 44370328 44370348 GGGCACCTATTGATCTTGGA CAGGACTCTCTATCCGCACC 251

Ai08B11874 Araip.B08 11874 p3 (AAG)5 15 44388746 44388760 AGACCCAAACAACATCCAGC TCATTTTCTCCCTTCGCTGT 195

Ai08B11875 Araip.B08 11875 c (CT)17gtggaagaacgtctacatactcatcgtg(CT)878 44391836 44391913 TCTGTGTGCTGCATGCTTTT TGATTTGTGGTGGGAAGTCA 250

Ai08B11879 Araip.B08 11879 p2 (CT)6 12 44408831 44408842 CAGCAACTCCCTCTCCTCAC GAAAGAAAGAAGAAGGGCGG 264

Ai08B11882 Araip.B08 11882 c (T)11aaagttttagtttcactcttaaagttaccaaattatattaatcaatataaaaatctttacctcc(T)1186 44414877 44414962 GATCCATGAGATTTGCCAGG AAGAAGCAAAGACTAAACGGAA 202

Ai08B11883 Araip.B08 11883 p3 (TAA)5 15 44415411 44415425 TGGAAAGCAACTGGATCAGA ACTCACGCATGATCCAATGA 148

Ai08B11886 Araip.B08 11886 p2 (AT)6 12 44426121 44426132 TGCAGAACAACGTGGACAAC TCTAGCTCGAGCATTTTGGG 280

Ai08B11887 Araip.B08 11887 c (AT)6caaaaatgctaactgaacct(A)1244 44427667 44427710 CATTTGTAATGGACGGAGGC CCGAAAAAGGCGTGAATTT 266

Ai08B11891 Araip.B08 11891 c (A)11g(A)10 22 44433969 44433990 TGACCATGTGGCATTGCTAA CCAAAACGGAAGTTTTGTGC 274

Ai08B11893 Araip.B08 11893 p2 (AT)6 12 44434333 44434344 AAACTGTGATTGGCTTGGGT GCAGAACTAGAGAAATGGCCC 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B11899 Araip.B08 11899 p3 (ACA)5 15 44447798 44447812 CCACAGAGAGTTTGCGGAAT CTGCTGCCTGTTGTTGTTGT 258

Ai08B11903 Araip.B08 11903 p3 (AGA)9 27 44470044 44470070 TAGCCCTCGAGCAAAAGAAG GCCGGTTAGATTCGTGTGTT 203

Ai08B11904 Araip.B08 11904 p3 (AAT)6 18 44475307 44475324 CAGGTTCTGGATCTGCTTCA TCTCTGCACTCCTCACCCTT 202

Ai08B11905 Araip.B08 11905 p2 (AG)6 12 44475627 44475638 AAGGGTGAGGAGTGCAGAGA TTTTTGTTTGTTTCTTACCTTTTTCA 268

Ai08B11908 Araip.B08 11908 p2 (GA)7 14 44480997 44481010 CAGAGAGAGAAAGAGGGTTCG TCTCTCTCATTAATTTCGAAAACTAGC 268

Ai08B11910 Araip.B08 11910 p3 (CAA)10 30 44490157 44490186 TCCCTTAGCGCCTCTAACAA CCTTGTGATCCCCCTTTACC 261

Ai08B11911 Araip.B08 11911 p2 (AT)16 32 44491363 44491394 TGCACTGAATATTTGGGAGTCA TGTGAGTGAGTGGTCCCCTA 209

Ai08B11914 Araip.B08 11914 c (A)10ggatagttgagcacatgatcatgcattcaataccttaatcatatgcattgatctctcgtatatatttaatccatcacatatataaaaagaat(A)10112 44503840 44503951 CATCTGGTTTGGAAATTGGG CTTTGGGCAATTTGTCCCTT 216

Ai08B11918 Araip.B08 11918 p2 (TC)6 12 44523544 44523555 GAAAGGGGAGAAAAGTTGGC GGTATTTGGGGAAGGGTGTT 215

Ai08B11921 Araip.B08 11921 p2 (AG)9 18 44577810 44577827 TGCATCCATTCATCACGATT TCCTAAGAGAGAGGGGAGAGC 100

Ai08B11922 Araip.B08 11922 c (T)10aatattgcaagaaagtactc(A)1040 44580146 44580185 CCGCCATTTGAACATCAATA AGGTGGTGGAAATTCTGGTG 278

Ai08B11931 Araip.B08 11931 c (A)10taataatatag(A)1031 44608973 44609003 GTGGGTTTGGAAACATTTGG TTCACCACTTACTTTGGGGC 241

Ai08B11932 Araip.B08 11932 p3 (ATT)6 18 44619577 44619594 AACAGTTCTCCGTCCAAAAA TACCCAGATCAGTCCCCAAA 259

Ai08B11934 Araip.B08 11934 p3 (AAT)15 45 44626997 44627041 AACAGGTTTGGATAGAGTTTGTGA TTTGGTGCAAAAATATCAAATAGAA 268

Ai08B11935 Araip.B08 11935 p3 (GAA)5 15 44636981 44636995 CGGTCTTAGGTGCCATCAAT AAATAACCCCCTCTCCTCCA 145

Ai08B11937 Araip.B08 11937 p2 (CA)17 34 44675459 44675492 GGCCGGTATCAATTTAAGCA CCCAACAACATATGCAGCAA 233

Ai08B11939 Araip.B08 11939 p2 (AG)7 14 44676883 44676896 CAATCTACGGCAACGGTTTT AAGGACAAAGGTGCACGAAT 229

Ai08B11942 Araip.B08 11942 p3 (AGA)6 18 44698829 44698846 TGCTGCTTTTTCTTGCTTCA GAAACCTCACCTCCCTCTCC 267

Ai08B11944 Araip.B08 11944 c (A)10tttcaaaaatctttc(A)1035 44709508 44709542 ATCATGATTTCGCACACCAA AGCCAAACTTCAGCCTACCA 230

Ai08B11956 Araip.B08 11956 p2 (TA)6 12 44839668 44839679 TCGTCATGCTAAATCCAAGG TCCCATCTCAATTGTAAAGGAAC 234

Ai08B11957 Araip.B08 11957 p5 (TTATC)5 25 44862738 44862762 CTGGGGTGCTCCAGTGTATT GCCTAGAAGGATAAAGGCGG 137

Ai08B11960 Araip.B08 11960 p2 (GA)6 12 44987957 44987968 CAACGATTTCTGGGCTGTTT AAAAGGAACATTGAACCTGGAA 256

Ai08B11963 Araip.B08 11963 c (T)12aaatattgataaaaaaatgtgtgttacactaagttatttggtttcaagtaatttttactttgttatgagaaa(T)1397 45011639 45011735 AATGTGAATGACGTTTTTGTAATTT GGCAATGCCATTTAGTTCTTT 280

Ai08B11964 Araip.B08 11964 p3 (CTG)5 15 45018157 45018171 CCCCTCGCTTCTCTTTTCTT TACCCCTTCCAACCTAACCC 105

Ai08B11965 Araip.B08 11965 p3 (TCT)8 24 45036370 45036393 CCCATCACCTCTTCACCACT TTGCCTTCCCTTTCCTTTTT 223

Ai08B11970 Araip.B08 11970 p2 (TC)7 14 45077075 45077088 ATTCTGAAGCCCTTTTTGGC TCAATGATTAATTCAAGTGCTGG 268

Ai08B11972 Araip.B08 11972 p2 (TA)6 12 45084280 45084291 TTCCCATCTCATTTGCTGAA GAATGTCATGCAATGCAACC 186

Ai08B11973 Araip.B08 11973 p2 (TC)7 14 45084930 45084943 GGCCCAGATCCAAGTACAGA TCAATGATTAATTCAAGTGCTGG 251

Ai08B11975 Araip.B08 11975 p2 (CT)6 12 45089074 45089085 AGTAAAATGCATGCAAGGGG AATCAGATGGGCAAGTGGAC 230

Ai08B11978 Araip.B08 11978 p3 (ATT)13 39 45099223 45099261 TGAATATTTGGATCATTGTTAATTGG TCTTAAATATTAACAACAACAAGCACA 261

Ai08B11981 Araip.B08 11981 p3 (GAG)5 15 45107157 45107171 TCTTGTGCAGTGCCTCTTTG TGTGGCTCTGTAAGGCTGTG 271

Ai08B11982 Araip.B08 11982 c (TC)8ctctccctcctctctctccccctctttcttc(CT)659 45108781 45108839 TCTCCTCTTTGTCTCCCTCCT AGAGAGTGAAGGGGGAAGGG 221

Ai08B11983 Araip.B08 11983 c (TC)12ccattttgtt(TC)6ttcctcttt(TC)8cctcttttccctctctcattttctttctctctctcctctccctcctttctctctctccctcccttctctcttcctctttca(CT)8168 45108958 45109125 CTCCCTTCCCCCTTCACT GGAAGAGGGAGAGAGAAATAGG 248

Ai08B11984 Araip.B08 11984 c (CT)9ttctctcttctctcgctttctctcttctctctctctttctttgttctctctctctttctcccttctctcttcctctt(TC)9113 45109299 45109411 CTTCGCCCTCCTCTCTCTCT CCCCCTCTTTTCTCCAAAAT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B11987 Araip.B08 11987 p2 (GA)8 16 45110958 45110973 AGGAGGGAGACAAAGAGGAGA CACTTTCTCCCCCACTTTCC 241

Ai08B11988 Araip.B08 11988 c (GA)6aaggggagagg(GA)635 45111621 45111655 GAAGGGAGAGAGAGGGAGAAA CAGTGCACCAGTTTAAACCAA 187

Ai08B11989 Araip.B08 11989 p2 (TA)8 16 45112389 45112404 CCAGTGAGGGTTCAATTGCT GAGTGAAGGCAGAATGATGGA 271

Ai08B11990 Araip.B08 11990 p3 (TTG)17 51 45118216 45118266 CGATGTTGGTGTTCCACTTG CGAGTCCTTGCCTAAACTGC 181

Ai08B11993 Araip.B08 11993 p3 (TAT)8 24 45129410 45129433 GCAGTAATGGACCACTGGCT CGAAATCACACGAACGAAAC 213

Ai08B11995 Araip.B08 11995 p2 (TC)6 12 45147077 45147088 CCTAACTCTGCCACCCTCAG GTGATGTGCCACTCCATGTC 236

Ai08B11996 Araip.B08 11996 p2 (TC)7 14 45155839 45155852 ACTTGATCGTCGGAGTGTCC TCGTTCGTTACCTGGGTTTC 159

Ai08B11998 Araip.B08 11998 p2 (TA)6 12 45162330 45162341 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 268

Ai08B11999 Araip.B08 11999 p2 (GA)6 12 45165037 45165048 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 229

Ai08B12002 Araip.B08 12002 p2 (AT)10 20 45203819 45203838 AACTTTGCTTCGTCGGTTGT GAAAATATGAGAAAGAACCTATTCAAA 139

Ai08B12004 Araip.B08 12004 p3 (TTC)5 15 45210642 45210656 TTCTATTTCCCTCTCTTCTTTTCG AAGTCAGCAGTGGGGTTTGT 205

Ai08B12008 Araip.B08 12008 p2 (AG)13 26 45237349 45237374 AACAACACACCCTGGAGGAG AGAGTTGGGTGTTGGTTTGG 229

Ai08B12014 Araip.B08 12014 p3 (GTT)6 18 45252604 45252621 ACCATGGCTAAAGTTGCTGC TTAACCATGCAGAAAACGCA 270

Ai08B12015 Araip.B08 12015 p4 (TTTA)6 24 45253624 45253647 CCTCTGGCCTTGTTGTTGTT AGCACTACACCGGAATCCAC 245

Ai08B12021 Araip.B08 12021 c (T)10ccctcctaaaatctcaattttggaaacttatttgatcattgaatgaagttaaaaaag(A)1178 45283661 45283738 TTGCGACACCATGCTAATTG TTGCTTCTTTTTCCTTCATGG 206

Ai08B12023 Araip.B08 12023 p2 (TA)6 12 45283996 45284007 AAAGGACAAGCCAAAAAGCC TTTTTCTCCTTCTTTTGGTGG 125

Ai08B12024 Araip.B08 12024 p3 (AAT)10 30 45288242 45288271 TTCCCTGTTACACACACCACA AAAGAGAGCAGATGAAGGAGAGA 244

Ai08B12025 Araip.B08 12025 p3 (TCT)6 18 45294956 45294973 TATAAACACGCCGTTTCACG TTCTGGTGATTTTGATGAAGGA 150

Ai08B12026 Araip.B08 12026 p3 (CTT)5 15 45295121 45295135 ACACGCCGTTTCACGTTT TGGAAACCGAGAATAACGAA 278

Ai08B12027 Araip.B08 12027 c (CTT)5ctgtaatgcgcgtgttaggcccaa(CTT)1069 45295756 45295824 ACAGAAGGAGATCGAAGGCA AACACGCGCGTTACAGAAG 160

Ai08B12028 Araip.B08 12028 p5 (TTATC)5 25 45303670 45303694 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 169

Ai08B12029 Araip.B08 12029 c (A)11ccattaaaaaggagacgttttcc(AAT)755 45311998 45312052 TCCAATTAACTACCAAGAAAACCT TTGGTTTGGACTTTAATTTGGAC 277

Ai08B12035 Araip.B08 12035 p2 (AG)8 16 45332000 45332015 ATGCATCCATTCATAGGGGA TGGCAACAAAAGTAATTGAAGG 231

Ai08B12036 Araip.B08 12036 p4 (CTAA)5 20 45342206 45342225 CTCATCAACAATCAGCAGCAA CCCATCATCCAACACTACCA 152

Ai08B12037 Araip.B08 12037 p2 (AT)7 14 45351417 45351430 GGATGAGAACCATGACATTTGA CTTTTCCCTCCCCTCACTGT 232

Ai08B12041 Araip.B08 12041 p2 (TA)6 12 45354284 45354295 TCACAATAAAAGAAATAAGATGCAAAA ACTCTTGGTTGTCAGGCCAC 222

Ai08B12042 Araip.B08 12042 c (TA)13cacag(TA)1153 45362666 45362718 GCCTTTTGTCCCTCATTTTT TTATCCCAATATTTTTGGTTCATT 272

Ai08B12043 Araip.B08 12043 p2 (TA)11 22 45369947 45369968 CAGCAGGTATCAAGCACCCT CCCTCAATTTCAGCCAAAAA 266

Ai08B12044 Araip.B08 12044 p2 (TA)10 20 45370604 45370623 CAGTTCAATGGAGAGCAGCA CCCTCAATTTCAGCCAAAAA 279

Ai08B12046 Araip.B08 12046 c (GA)7cagagatagagagggagagggagagg(GA)856 45390121 45390176 CAGAACATTTCGACCAAAACAA TTCACTGCTATGGCTGTTCG 207

Ai08B12049 Araip.B08 12049 p2 (TC)7 14 45394841 45394854 TGTTTTGTGTGGCTGAATGC AACTTGAGGGCAAGCTGAGA 239

Ai08B12051 Araip.B08 12051 c (AC)8(TC)28 72 45402511 45402582 CCATGATAGATGCCTTCCGT GCGGAGTGTTGAGGAAGAAG 235

Ai08B12052 Araip.B08 12052 c (AG)15tgt(GA)6 45 45403377 45403421 GCGAGTGTTGAGGAAGAAGG ATAGATGCCCTCCGTGTGAC 192

Ai08B12053 Araip.B08 12053 p2 (TA)8 16 45406642 45406657 CCAAGCATACAAATGAGGGG CAGTGACGGACCCAGAAAAT 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12056 Araip.B08 12056 c (T)10cgcattc(AT)1139 45443256 45443294 TTACCCTTGCCTTTTGGTTG TGAAGCAAGAAAAAGCAGCA 185

Ai08B12061 Araip.B08 12061 p3 (TAA)5 15 45493572 45493586 ATTGCTGACCCCTGAAATTG GGTGACATGCATCCAGCTAA 181

Ai08B12064 Araip.B08 12064 p2 (AT)11 22 45503073 45503094 TCCTGACCTCCTTGCACTCT AGTTTGGCTTCAATTCCACG 262

Ai08B12065 Araip.B08 12065 c (A)11gaat(A)11 26 45509840 45509865 GGAAAAGATGAGAGAAAAGAGTGAA TTCAAATTCCGCACCACTTT 272

Ai08B12069 Araip.B08 12069 p2 (GA)6 12 45518596 45518607 AGAAAACCTGTAAGCGCAGC CAAAAGCACAAACTGGGTCA 274

Ai08B12070 Araip.B08 12070 p2 (AT)12 24 45529907 45529930 AGCAGGGCCAGTTTAGGAAT CTTGTGTGCACCATCCATTT 198

Ai08B12071 Araip.B08 12071 p2 (AG)7 14 45532077 45532090 GCCCCTGTTTCCAGTATCAA GCTTCGCATACGGTTCTCTC 146

Ai08B12074 Araip.B08 12074 p3 (AAG)5 15 45538162 45538176 GACAATTTCATGAAGGGCGT GGACTTTCCCATGGAGGTTC 163

Ai08B12077 Araip.B08 12077 p2 (AG)7 14 45542509 45542522 CTATTTCTGACCCGGTTTGC ACGTTGAACCTGGGATTGAG 212

Ai08B12078 Araip.B08 12078 p2 (AG)6 12 45553721 45553732 GTGGAGAGGGGGTATGGTTT TACATGGTGCAGGGATGAGA 269

Ai08B12080 Araip.B08 12080 p3 (AGA)5 15 45577583 45577597 ATGAGGCACTCAAAACAGGG TTACCTACGGTTGGTTTGCC 157

Ai08B12082 Araip.B08 12082 p4 (AAAT)5 20 45586268 45586287 TCCTTTTCAAAACATCCTAACCA TCGGAAAACATTTCAGAGGG 244

Ai08B12084 Araip.B08 12084 p3 (TTC)5 15 45597903 45597917 TTCGAATTTCCTTCCTCCCT TTCTTATCCTTGTTCCTGCTCA 239

Ai08B12085 Araip.B08 12085 p3 (AGA)5 15 45612046 45612060 CAAACACTTGGTGTGCATGA TGATGCGTTAATTCTTGTCTTGA 277

Ai08B12087 Araip.B08 12087 p4 (ACTA)5 20 45615095 45615114 AGTGCTTGGTGTGTGCAAAT CCACCCACCATACTCACCTT 229

Ai08B12089 Araip.B08 12089 p3 (AGA)5 15 45618318 45618332 TCAAATACTTGGTGTGCATGA TTTGATGCTTTAATTCTTGTCTTGA 280

Ai08B12094 Araip.B08 12094 p2 (TA)6 12 45626225 45626236 GATATCAGGGTGGCGATTGT TTCTAAGAAAAATCCCACATTTAAG 264

Ai08B12099 Araip.B08 12099 p2 (GA)9 18 45647347 45647364 GAGAGTCACTGTCACTGCCG TAGTGGCAGAAGGCTCCAGT 256

Ai08B12103 Araip.B08 12103 p3 (GGT)5 15 45653895 45653909 AGGGTAGTTGGAGACGCCTT TCTACCGTCACATCCCATCA 183

Ai08B12107 Araip.B08 12107 p3 (AAG)7 21 45662829 45662849 TCATCGTACCTTGGGTAGGC TGTGTGATCCACCAAGGAGA 265

Ai08B12108 Araip.B08 12108 c (AG)7at(AG)11 38 45663443 45663480 TGGCAAGGGAGAGAAAGAGA TCTCTCCACAGGCTATGGCT 258

Ai08B12110 Araip.B08 12110 p2 (TA)6 12 45717699 45717710 GCTAGGCGTCTGGATCTTTG TAGCTCCTGACTCAGCCTGC 238

Ai08B12113 Araip.B08 12113 p2 (AC)8 16 45723074 45723089 CCATATTTGCTCATTTTGCTG CATGGCGGTGAGCTAAAAAT 216

Ai08B12114 Araip.B08 12114 p2 (AT)6 12 45732567 45732578 TGCTTTTATTTTCTTTTTGTTTCG CCATGATGGAGAAAAGGGAA 124

Ai08B12116 Araip.B08 12116 c (AT)28aaac(A)14 74 45746696 45746769 ATCAATGGAATGCCCTGAAA CGAGCTCTAAACCATGTTCCA 261

Ai08B12120 Araip.B08 12120 p2 (TA)6 12 45755583 45755594 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 256

Ai08B12123 Araip.B08 12123 p2 (AT)11 22 45792508 45792529 CCCTTTTTAGCATATGAGAATTTG GGGTTGTGTGTTCTTTGGCT 272

Ai08B12124 Araip.B08 12124 p2 (TA)7 14 45793412 45793425 GGAAATTTGGGAAGCTAGGC TGCAACCATCATGAGGTCTTT 175

Ai08B12125 Araip.B08 12125 c (CA)6tatataa(AC)733 45795270 45795302 ACCACATCCCCACAGTCATT CGACCAAGGTATGGTTTTGG 271

Ai08B12129 Araip.B08 12129 c (TC)13tt(TC)6 40 45816858 45816897 TTTACTTTGGGGGCATTTTG GAGATGTTTGGGGATGTTGG 267

Ai08B12130 Araip.B08 12130 p2 (CT)8 16 45831659 45831674 TACCTTCTCCACCCCACAAG AGGGATTGGCTACTGCCTTT 219

Ai08B12132 Araip.B08 12132 p2 (AT)17 34 45844582 45844615 TCGAGTGCCGACATTCATAC CTAGACGGCCTTGACTTTGC 134

Ai08B12133 Araip.B08 12133 p2 (TA)8 16 45846574 45846589 CCATTCAAAACCTAAAACAGCC AACCGCTTTCAACGAAGGTA 278

Ai08B12135 Araip.B08 12135 p2 (GA)6 12 45854063 45854074 TTTGTGATCGAAGTGCGAAG ATCATTCACAACGCCAACAA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12140 Araip.B08 12140 p3 (TAC)5 15 45864262 45864276 GAGACTATGCTCGGCCCAT TTCTTTAAACAACCCCGCAC 213

Ai08B12142 Araip.B08 12142 p5 (TTTAT)8 40 45876029 45876068 GTGCTCTATCTTTGGCCTCG TTGGAAGAGTTGTTTGGGAGA 279

Ai08B12149 Araip.B08 12149 p2 (AG)8 16 45897398 45897413 TCACCAAAAGCAACGTTCAC GGACTGACAGAGAGTTGGGG 243

Ai08B12152 Araip.B08 12152 p2 (TA)6 12 45945046 45945057 TCCGTACTCATAACATTCATAACTTCA TCACATGAATTACGCAGTAGCA 226

Ai08B12154 Araip.B08 12154 p4 (GAGT)5 20 45954408 45954427 AAGCACAGAGGTGAGGGAGA ATTTTTCACCAAAACGGTGC 261

Ai08B12156 Araip.B08 12156 c (T)10gctttttatgattttctaa(T)10gga(T)1052 45958712 45958763 TTTCGAAAAATGCAAGATGC GAAAGCTTGGCTGGCTAGTG 260

Ai08B12159 Araip.B08 12159 c* (AAGGAG)6(AGA)29*121 45988020 45988140 AGAGGGATCAAGTGTGGACG TCTTGTAATCCCCAAAATCAAAA 217

Ai08B12165 Araip.B08 12165 p2 (TA)9 18 46013725 46013742 TATTGGGACTCAGCCCAGAC TGATTAAAAATGATCACGAATAAAA 265

Ai08B12166 Araip.B08 12166 p2 (GA)8 16 46016563 46016578 TTGCATATTACTCTTCCTAGGTTGC GAGCTTCACAGCCATCCTTC 243

Ai08B12170 Araip.B08 12170 p3 (TTC)5 15 46047715 46047729 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAAAAGAAA 273

Ai08B12188 Araip.B08 12188 p2 (CT)6 12 46172021 46172032 TGTCTTGCATGTTTTCTTTGC TTGAAAAAGAGGGAGATATTTTCG 233

Ai08B12189 Araip.B08 12189 p2 (AT)12 24 46176453 46176476 ATTTTGGTTGTTGCACACTCT AGCAATCCCAAAATTTTCCA 266

Ai08B12196 Araip.B08 12196 p2 (TA)9 18 46227244 46227261 GGAAGAATTCAAGCACAGGC CCAAAGCATCACCAAACCTT 234

Ai08B12201 Araip.B08 12201 p3 (TTC)22 66 46239456 46239521 TCCCTCAACGTTCCATTTTC GAAAGGGGGAAGGGAGAATA 229

Ai08B12202 Araip.B08 12202 p2 (AT)11 22 46243093 46243114 TGCATGTGAGAATTTGGTTTG AGCTCAAAAACTCACGGATTG 275

Ai08B12203 Araip.B08 12203 p2 (TA)6 12 46244240 46244251 TTTGATCATTGCTTGTCTTGC GAGTGAAAGCAGAATGGTGGA 249

Ai08B12204 Araip.B08 12204 p2 (AG)7 14 46244995 46245008 TGGGGGAATCATTAATCCAA TGCATTAAAAAGGGAAATCCA 275

Ai08B12205 Araip.B08 12205 p2 (GT)6 12 46264523 46264534 GGGGACAAAATTACCCCAAT TGAGGGCTTTTCAAGGTTGT 254

Ai08B12206 Araip.B08 12206 c (ATT)25tttgttgttgttgttattgttgttgttgc(TGT)6tgc(TGT)5140 46272914 46273053 GCATCCAAACTAAATGCAGG TTGAATTTTGGTATATTGAATTTTGC 221

Ai08B12207 Araip.B08 12207 p2 (TA)7 14 46281759 46281772 AGAAGGGCAAAACACACAGG GAATTAAAACAATCCACACACCA 271

Ai08B12209 Araip.B08 12209 p3 (TTC)5 15 46292951 46292965 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai08B12211 Araip.B08 12211 p4 (TTTA)6 24 46311357 46311380 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 274

Ai08B12214 Araip.B08 12214 p2 (AG)6 12 46335829 46335840 AAGCAAAGCTTTTTCCCACA ACTCACATCCATCCCCACAT 264

Ai08B12215 Araip.B08 12215 p3 (ATT)5 15 46337702 46337716 CAGTTGACCCACTTGTCCCT TCTTCATGGAGGAATCACCC 264

Ai08B12216 Araip.B08 12216 p2 (TG)8 16 46346376 46346391 TCCTCCTCTATGCTCTCGGA AACTTCACATTTTGCCCCAA 233

Ai08B12221 Araip.B08 12221 p2 (CT)6 12 46371686 46371697 GGGGAGCTCGCATAATTTTAG TGACGAGTGAATTAAAAATACCTCA 280

Ai08B12222 Araip.B08 12222 p3 (AGA)5 15 46373168 46373182 TTGCCTTCCCTTTCCTCTTT CACCTCTCTCCCTTTCCTCC 179

Ai08B12228 Araip.B08 12228 p2 (GA)8 16 46421557 46421572 TCAGCATCATATTTCCGGTT TTCCCTCCATTGACTCCAAC 259

Ai08B12231 Araip.B08 12231 c (A)10taaaataattactaatttaaaaagaaattttgaaaaaggaggaagatatttttgaaaatt(AG)682 46428815 46428896 GAGAGAAGGAGGGAATTTTCG TTTTTGTTTGTTTCTTAACCTTTTCA 222

Ai08B12234 Araip.B08 12234 p2 (CT)6 12 46472660 46472671 TGTTTAACGCCAGAAAAGGG GAGGGATTTTTGGGGAAGAG 237

Ai08B12237 Araip.B08 12237 p3 (AGA)5 15 46497869 46497883 AAAGCAGAGCATTTTTCCCA AAACATTTCCCTCCCAAACC 242

Ai08B12238 Araip.B08 12238 c (A)23cggccatcggcgcgttagcacgctgt(GC)661 46507074 46507134 AACGATAGCCCACTCCTGTG TTTGTACCAGAAGTTGCGGA 209

Ai08B12239 Araip.B08 12239 p2 (GC)6 12 46507239 46507250 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 188

Ai08B12240 Araip.B08 12240 p4 (AATA)5 20 46507468 46507487 CCTGCTTTTCTCCTTCCTCC GAATGAAAACAAGCAAATGCAA 267
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Ai08B12243 Araip.B08 12243 p5 (TAAAA)5 25 46517378 46517402 AACCCAAAAAGGTCGCATTA TGGGACAATGGAAAACATGA 280

Ai08B12244 Araip.B08 12244 p2 (AT)8 16 46523670 46523685 TCGTAGGTTAAGGGGAGTTGG ACCAGATACACGAATGTTTCAA 235

Ai08B12247 Araip.B08 12247 p2 (AT)6 12 46556727 46556738 TCATCTTTGAGTGCACCGAG TCAAATCAATTGAGATGCCCT 235

Ai08B12248 Araip.B08 12248 p2 (GT)6 12 46557201 46557212 AGCCTTGAAGCGAAAAACAA TTTATTCCCCAATGTCCCAA 111

Ai08B12251 Araip.B08 12251 c (A)11(T)10 21 46599197 46599217 TTAAGTGTGGGGAGGTCGTC GCTCAAAAATCATGTTCCACAA 251

Ai08B12258 Araip.B08 12258 p5 (TTATT)5 25 46639325 46639349 TTTCGAAAATCCTTACCCCTT ATGGAGCAAGGGAGATGATG 204

Ai08B12263 Araip.B08 12263 p3 (AGA)5 15 46662190 46662204 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 176

Ai08B12264 Araip.B08 12264 p2 (AG)6 12 46665071 46665082 GGGGAGGAGAGCAGAGATGT TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai08B12272 Araip.B08 12272 p3 (AAG)6 18 46734328 46734345 GAAAGTGAGGGGGTGCAGTA AGATTCCTTCCCCTTCTCCA 203

Ai08B12280 Araip.B08 12280 p3 (GAG)6 18 46765628 46765645 CACCCTCAAAAGAAGAGCCA GAGATGGCGAAGAAGAATGC 253

Ai08B12284 Araip.B08 12284 c (CT)13ttc(TA)8 45 46775285 46775329 CTAGCCATCTTTTGCTTCGC TTATGCGCATCAGCGTTAAG 151

Ai08B12285 Araip.B08 12285 c (AT)7aaatatatatgta(TATATG)557 46779130 46779186 CGAATGTGACATGTTTTCGG GGTGAAACGCTACAACCTCC 199

Ai08B12286 Araip.B08 12286 p2 (AG)6 12 46784413 46784424 CTCCACCCTTAGTTGTCCCA ACAGGATCCCCACCTACCTC 214

Ai08B12288 Araip.B08 12288 p2 (CT)8 16 46797011 46797026 AAAATTACTAACCACTTTTTCAAAACC AGAGAGAGGGAGAGGGTTCG 245

Ai08B12289 Araip.B08 12289 c (T)10ctcttttttttcttttc(T)1037 46803508 46803544 AGCACATGGTTAGGGACAGC TGGCTCTTGAAAGAATGATGG 280

Ai08B12290 Araip.B08 12290 p2 (AG)6 12 46804818 46804829 TGAGGTGATTGGTGAATGGA CAGAAAAGGGCAAGAAGCTG 204

Ai08B12291 Araip.B08 12291 p5 (AATAA)5 25 46808884 46808908 CCATGATGGAGAAAGGGAGA TCTTTTTGATTGCTCTTTCCAA 211

Ai08B12292 Araip.B08 12292 p2 (CT)6 12 46817911 46817922 TCTTCTCCCTTTTTCCCTGC GTGGTTGTGGTGGTGGCT 279

Ai08B12295 Araip.B08 12295 c (T)10cgccta(T)10 26 46838057 46838082 CAAATCTCAGTCAGGCGGAT TGAAGCAAGAAAAAGCAGCA 272

Ai08B12296 Araip.B08 12296 p3 (AGA)5 15 46838658 46838672 TTAGAATGTTGCTCGCCCTC ATCCCCACCTACCTCCACTC 241

Ai08B12297 Araip.B08 12297 p3 (AAT)5 15 46840035 46840049 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai08B12298 Araip.B08 12298 p2 (GA)6 12 46840377 46840388 TAGAATAGGATGGGGGAGGG TTTCTTAACTTTTTCAAAACCACC 230

Ai08B12301 Araip.B08 12301 c (A)10tatctttccctttttctctcatcaaattcgaaaattgagttgactttttcaaaaattttt(A)1181 46845199 46845279 TTCCTGGTGTTCATCTTGACA TGATTTGACTCATAAGAAACAACTTGA 219

Ai08B12303 Araip.B08 12303 p2 (CT)6 12 46845777 46845788 TTTCTTAACTTTTTCAAAACCACC ATGAGATGGGGGAGGGATAA 215

Ai08B12304 Araip.B08 12304 p2 (CT)7 14 46857717 46857730 TTTTTGACCCAGTTTTTGGC AAACCTGGGATCGAGAGTCA 204

Ai08B12305 Araip.B08 12305 p3 (AAT)5 15 46863685 46863699 GTTCTTGTCCTTGCTCCTGC CTCTCCAAAAATCCGAACCC 166

Ai08B12306 Araip.B08 12306 p2 (AG)6 12 46864025 46864036 GAGGGGGAAGTGAATTTTCG TGGTTTTCAAAATTTGTTTCAACT 263

Ai08B12307 Araip.B08 12307 c (T)11aaaacagatgagaaatttttgaaagatttttgaaaaaaa(T)1161 46865385 46865445 CAGGCTTCAACATGCTTCAT TTTGGACAACTGACGGTTCA 209

Ai08B12308 Araip.B08 12308 p2 (CT)8 16 46866375 46866390 GTCCCTCAATTTCAGCCAGA CCTGGATCAAGAGTTACTCCTAAAA 255

Ai08B12309 Araip.B08 12309 p2 (CT)7 14 46872565 46872578 TTTTTGACCCAGTTTTTGGC CCTGGGATCGAAAGTTACTCC 200

Ai08B12311 Araip.B08 12311 p3 (TTC)10 30 46886550 46886579 TGCTGGTAGCAACAACAAAAA GGGGAGAAAGACCATCGAAT 279

Ai08B12319 Araip.B08 12319 p3 (AAG)5 15 46931217 46931231 AAGAGGAGCAACAAAGGCAA GAACGGGTCCACCTTAGTGA 102

Ai08B12323 Araip.B08 12323 p3 (AAG)5 15 46953963 46953977 TGATGACACCAGAGAAAATCAGA AGCATCTGCAAAGCATTCCT 264

Ai08B12324 Araip.B08 12324 p2 (GA)7 14 46959451 46959464 AGGCATGGTGGTAACAGGAG CTTCTGCGAACTCGCTCTCT 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12329 Araip.B08 12329 p2 (TC)6 12 46991085 46991096 CTGCTCAGACAGCAGTGACG AACACAGGGAAGAGACTGCG 271

Ai08B12331 Araip.B08 12331 p3 (TTA)13 39 47001423 47001461 GCACTCTTCAAGGTCCTCCA ATTGTCTCCTCGCATTCCAC 205

Ai08B12332 Araip.B08 12332 p3 (ACA)38 114 47001609 47001722 GTGCACAATTTGGTGGAATG TCCATCTAATTGACCCCACC 231

Ai08B12334 Araip.B08 12334 p3 (TTA)54 162 47008052 47008213 GCACTCTTCAAGGTCCTCCA CAAAGACATCTTGATACCTTGTGTG 258

Ai08B12335 Araip.B08 12335 p3 (ACA)6 18 47008360 47008377 TTTGTGGTGCACAATTTGGT CACAAGGTGGTTAAAGGAGATTG 220

Ai08B12338 Araip.B08 12338 p2 (TA)9 18 47019072 47019089 TTGATTGTGAATGAAGATTGGG GACACCCATTTGGGAACTCT 274

Ai08B12344 Araip.B08 12344 p2 (AG)10 20 47034543 47034562 CCAAACACAAGGGTGAGGAT TTTCTTATCTTTTTCAAAACCACC 280

Ai08B12350 Araip.B08 12350 p2 (TA)8 16 47086973 47086988 TTGGGGTAATTTTGTCCCCT TGTGGGAACGTAGGTTGATG 268

Ai08B12351 Araip.B08 12351 p3 (GAA)5 15 47088426 47088440 TGCACAAAATTAAAATGCAGTGA GACCTTTCGCTTTCAAACCA 270

Ai08B12353 Araip.B08 12353 p2 (AG)6 12 47112149 47112160 ACATTGAACCTGGGATCGAG TTTCTGGGCTGTTTTTGACC 218

Ai08B12357 Araip.B08 12357 p2 (AG)9 18 47120205 47120222 ACATTGAACCTGGGATCGAG GTGGCCCAGAAAACACAGAT 156

Ai08B12358 Araip.B08 12358 p2 (CT)6 12 47121224 47121235 CATTGAACCTGGAATGGAGAA TCAGAAATTACTGGGGGCAA 236

Ai08B12360 Araip.B08 12360 p2 (TA)7 14 47130977 47130990 CAACCTCCCCACACTTAAACA TGTTCCCTGCTTTCATGAGC 260

Ai08B12363 Araip.B08 12363 p3 (TCC)10 30 47158158 47158187 AAGGAACTCCACCACCTCAA TTCTCCAAAGGAATGGCAAC 162

Ai08B12364 Araip.B08 12364 c (T)14cgccccc(T)1031 47167010 47167040 ACGCGTTCATAAGGGAGAAG TGAAGCAAGAAAAAGCAGCA 101

Ai08B12368 Araip.B08 12368 p2 (CT)6 12 47178131 47178142 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTGTGAGTGAGGGAGAGATG 268

Ai08B12370 Araip.B08 12370 c (TTC)5ctctattctttcttttattgctcgagggcgagcaatattctaagtttggtgtggtaaaagcataagc(T)1193 47180591 47180683 ACTTGGCCGAAACACACTTC CTTCCCTTTCCCCTTTCTTG 188

Ai08B12374 Araip.B08 12374 p2 (AG)6 12 47224042 47224053 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 182

Ai08B12375 Araip.B08 12375 p2 (AT)6 12 47228250 47228261 TCCAGCCCAACTTTCTGTTC GCATTCTGCACTTTTCATGC 174

Ai08B12376 Araip.B08 12376 p2 (AG)6 12 47230331 47230342 TCCCAAAACAAGAAGAAATCC AGGGAGCTCGCATATTTTCA 102

Ai08B12377 Araip.B08 12377 p3 (TAA)8 24 47236443 47236466 TGTTCTCTCTCTTCTTTTTCAAAACTT GGAGGTAGAGGGAGAGATGGA 174

Ai08B12381 Araip.B08 12381 p3 (TTC)17 51 47251859 47251909 GGGACCCTCCCTCAAATAAG ACTCACGTTGTAATTCGGGC 271

Ai08B12385 Araip.B08 12385 p2 (CT)6 12 47316126 47316137 GGAACATTGAACTTGGAATGAA AAGCCAGAGAATGGGGAAAT 177

Ai08B12386 Araip.B08 12386 p2 (TA)15 30 47319102 47319131 GCCTCCCATAATTTTCCCAC GCATGCTCATGTGAAATCAA 243

Ai08B12387 Araip.B08 12387 p2 (CT)6 12 47335552 47335563 TTTCTTACCTTTTTCAAAACCACC GAGAGAAGGAGGGAATTTTCG 221

Ai08B12388 Araip.B08 12388 p3 (TTC)5 15 47340146 47340160 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai08B12392 Araip.B08 12392 p2 (AT)7 14 47354468 47354481 GTGGGAAAACTTTGGGAACA GGTCCGGTTTTCAGAACCTT 214

Ai08B12393 Araip.B08 12393 p2 (CT)6 12 47359385 47359396 GGCACTATTCTGGGCGTTTA GGTATTTGGGGAAGGGTGTT 270

Ai08B12397 Araip.B08 12397 p3 (AGA)5 15 47370378 47370392 TGCTGCTTTTTCTTGCTTCA CCCAAAGGATCATCTCAGGA 278

Ai08B12398 Araip.B08 12398 p2 (AG)6 12 47372887 47372898 GCATTTTTCTCTGTCCCTGC AACATCTCCACCTCACCCAC 177

Ai08B12399 Araip.B08 12399 p2 (AG)8 16 47373126 47373141 GTGGGTGAGGTGGAGATGTT TTTCTTACCTTTTTCAAAACCACC 260

Ai08B12404 Araip.B08 12404 p3 (AAT)5 15 47407155 47407169 ATGCCATATGGGCTTTTTCA GCTTGTGGATTGTTGCAAAT 137

Ai08B12405 Araip.B08 12405 c (A)10gagaaaaag(A)1029 47427418 47427446 TGGGAAAATGTGAGAACTTGG TCGCATGTGCATTGATCTTT 241

Ai08B12408 Araip.B08 12408 p3 (GAT)61 183 47444565 47444747 AGATGCCGTTACTAATGCCG TGGTCAAAATTCAAATGCAAA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12411 Araip.B08 12411 c (A)10taggcatc(CG)630 47453962 47453991 TTGTTGCATTCATGCTTTGA TGGGTCATGGACACAGAGTG 280

Ai08B12412 Araip.B08 12412 p3 (ATA)20 60 47461804 47461863 ACAGGATCATGCAAACGACA CATGGAGAGGATTCCCAAGA 205

Ai08B12415 Araip.B08 12415 p2 (CT)6 12 47516645 47516656 ACAGCTGAACCTCAATTGCC CACCATGTAAAAAGGGAAAAGAA 275

Ai08B12416 Araip.B08 12416 c* (ATT)5(T)11* 24 47516872 47516895 TTCTTTTCCCTTTTTACATGGTG GGGGAAAGTTGTGAAAAGCA 254

Ai08B12417 Araip.B08 12417 p4 (AAAT)7 28 47519305 47519332 TGGGAAATTACGGGAACAAA CTCCATCTCATTCATGCCCT 273

Ai08B12420 Araip.B08 12420 p3 (TTC)5 15 47537452 47537466 CTCTACACTCCTCTTGGCCG CGGTCTTAGGTGCCATCAAT 170

Ai08B12421 Araip.B08 12421 p2 (GC)7 14 47546066 47546079 ACAGAGATCCAAATGAGGCG GCGAATTCACTTTAGTGGGC 146

Ai08B12422 Araip.B08 12422 p2 (AT)9 18 47553100 47553117 ATGCGGTGTCATTTGCTTTT CTTGCGGCAGTAATGGATTT 275

Ai08B12423 Araip.B08 12423 p2 (AG)7 14 47555906 47555919 GGGGCTAGAGAGAGATTGGG TTGAAACCGTGAACTCCTCC 105

Ai08B12426 Araip.B08 12426 p2 (TA)7 14 47562905 47562918 TCAGAAGCCATACATAATTGATTGA TTCAAACCTTCTTCAACCGTG 188

Ai08B12428 Araip.B08 12428 p2 (TC)6 12 47564389 47564400 AATGGATGGAGACGAGGACA AGCGACGTAGTGACGGACTT 241

Ai08B12434 Araip.B08 12434 p3 (TAA)5 15 47575602 47575616 CAGGGACCTACATGACTGGC TGACACAATCACTTTCTCCCA 129

Ai08B12435 Araip.B08 12435 p2 (TA)18 36 47589501 47589536 GGAGCATTTTGTCCCCTTTT TTGCAAACCAATTTGAGCCT 266

Ai08B12436 Araip.B08 12436 p2 (TA)10 20 47590116 47590135 GGAGCATTTTGTCCCCTTTT TTGCAAACCAATTTGAGCCT 270

Ai08B12439 Araip.B08 12439 p3 (GAA)5 15 47601894 47601908 TTAGAATGTTGCTCGCCCTC CACCACTCACATCCATCCAC 279

Ai08B12443 Araip.B08 12443 p2 (GA)7 14 47634195 47634208 TATTGCAACACGCCAGAAAA TTTCGTCATTTAGTTGCCCC 223

Ai08B12445 Araip.B08 12445 p2 (TC)8 16 47647823 47647838 ATTGGCAGAAAGGGGAGTTT TGATAGGTGAGGGGTTTTCG 174

Ai08B12449 Araip.B08 12449 p2 (GA)14 28 47673507 47673534 ATACCTGGAGGGAGGAAGGA TTCGAATCGTGAACCCTCTC 268

Ai08B12450 Araip.B08 12450 p2 (TA)13 26 47681106 47681131 TCATTCAAGTGTGGGGAAGTT TTGGGACATTTTATCCCCTTT 251

Ai08B12451 Araip.B08 12451 p3 (CAT)5 15 47698276 47698290 TCATCCCGGTTAAGGATCTG GATTGTCCCTGATGACCCTG 153

Ai08B12453 Araip.B08 12453 p2 (TA)6 12 47707727 47707738 TGGATGAGTTTCTTACGTGCC GCGTTATCACCATCATCATCA 214

Ai08B12454 Araip.B08 12454 p3 (ATT)12 36 47707869 47707904 TGATGATGATGGTGATAACGC ACAACGTAATTATTTTTATTGATGTGA 254

Ai08B12457 Araip.B08 12457 p2 (AG)7 14 47710100 47710113 TCCATCATAACTAAATGAATGGC CAACCTCGCTATCACACCAA 228

Ai08B12460 Araip.B08 12460 p3 (CCA)5 15 47718502 47718516 GGAGTCTGATGAGGAGGCAG ACATCCCAATCATCCCAAAA 170

Ai08B12467 Araip.B08 12467 p3 (AAT)7 21 47766074 47766094 TTGGACCTAGTTTTATGTACTGGG AAGGGATTAATACATGGAATATTGG 260

Ai08B12468 Araip.B08 12468 p2 (AT)6 12 47768032 47768043 AACGACAGGACAACATTGAGTC TGGTTCCATCCTTTTACCCA 280

Ai08B12469 Araip.B08 12469 c (T)16aatttgcgaccaaattctttttcttgttcgagaatttataagtatcattcaacataatctaatttcacacgacacaaatatgaaatgacaacataataac(AAT)5131 47769310 47769440 TTGGTGAGTGCATGTCCCTA AGCTTGAACGTAATCCCCAC 242

Ai08B12472 Araip.B08 12472 p3 (AAC)5 15 47774119 47774133 TCTATCGTTGCTCACATCGC GGAGAAAATCAACTTAACCGGA 109

Ai08B12474 Araip.B08 12474 c* (A)15(AT)8* 30 47782127 47782156 GAAACCTTTCCAAACCAGCA TCCCAAATTCATGTGCAGAG 226

Ai08B12476 Araip.B08 12476 p2 (AT)7 14 47789399 47789412 TTGCTTTCAGATGCGCTTTA TACGCAGAGGGAGTGTGTTG 227

Ai08B12478 Araip.B08 12478 p3 (TCT)8 24 47791470 47791493 CAACCCTTTCACCCTCTTCA GACGCCGTGGTTTATGACTT 247

Ai08B12480 Araip.B08 12480 p2 (TA)6 12 47793586 47793597 GCCACCACCACTCCACTACT TGGCAGATAACACCACGAAA 139

Ai08B12481 Araip.B08 12481 p3 (AAT)5 15 47793708 47793722 GCCACCACCACTCCACTACT ATCGAAGCAAAAGGAAAGGG 246

Ai08B12484 Araip.B08 12484 p2 (AC)6 12 47815684 47815695 TGCTTCCCAAAATTTCTCCA CCTTTGAGCTTTATTGACCCC 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12485 Araip.B08 12485 p2 (TA)8 16 47816306 47816321 TGCTAGCTATTCACATCATCCAA TTAAGTGTGGGGAGGATTCG 250

Ai08B12486 Araip.B08 12486 p2 (TA)17 34 47821670 47821703 CCTTTGTGTTGCTGTGATGG ACATTCCACCATGCTAAGCC 155

Ai08B12487 Araip.B08 12487 p2 (TA)6 12 47823206 47823217 GAGCAAGGGTAAGCTTCGTG CTCCCGCATAATCCACCTAA 249

Ai08B12489 Araip.B08 12489 p2 (TA)7 14 47826758 47826771 TTTGGAATCCGTTTACCCAT TCCATGACGTGGATTTCTGA 166

Ai08B12491 Araip.B08 12491 p2 (AG)20 40 47829943 47829982 AGTTCATCACACGCAACAGC TGCATTGTGCTTGAACTTCC 231

Ai08B12493 Araip.B08 12493 p2 (GA)6 12 47843762 47843773 CACCGGGATGACCAATTAAC TCCAACTGGCTGATAGGTTG 168

Ai08B12496 Araip.B08 12496 p2 (CT)8 16 47859120 47859135 CTACTTTTCTCTCTCCAATTTTCG GAGGGAGAAAGTGTTCGAATTT 263

Ai08B12498 Araip.B08 12498 p2 (GA)8 16 47871706 47871721 GAGAGGGAGAGAGGGTTCAAA TTCAAAACCGCCTAACTACTTTTC 280

Ai08B12500 Araip.B08 12500 c (T)10ctctttttctccttcttctttctttttttttaatttttatttttatatattc(T)1072 47886117 47886188 TATTGGACTTCCCTTTGGGG CATTGGTTGAGGAAAAAGGG 262

Ai08B12501 Araip.B08 12501 p3 (TGA)5 15 47894628 47894642 TGCAGAGCATCATACAAGCC GAGTTCGCTTGCTTCACTCC 111

Ai08B12502 Araip.B08 12502 p2 (AT)6 12 47903083 47903094 CTGAACTAATTTGTGTCGGTGA TGGGAAATCAAACTGTTCTGC 270

Ai08B12505 Araip.B08 12505 p2 (CT)6 12 47961547 47961558 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 235

Ai08B12506 Araip.B08 12506 p3 (TAT)5 15 47961886 47961900 TCGAAAATTCTCCCTCTCCC CTTGTCCTTGCTCTTGCTCA 233

Ai08B12507 Araip.B08 12507 c (T)11cgacc(T)10 26 47966097 47966122 ATCCACTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 177

Ai08B12509 Araip.B08 12509 p2 (CT)6 12 47975447 47975458 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 236

Ai08B12510 Araip.B08 12510 p3 (TAT)5 15 47975786 47975800 TCGAAAATTCTCCCTCTCCC TGACAAAGAAGACGGCACAG 210

Ai08B12511 Araip.B08 12511 p3 (TTC)5 15 47981853 47981867 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 197

Ai08B12515 Araip.B08 12515 p2 (CT)7 14 48029799 48029812 TTTTTGTTTGGTTCTTAACTTTTTCA TTATTTGCCCTTGCCTTTTG 252

Ai08B12517 Araip.B08 12517 p2 (GA)6 12 48042168 48042179 TGGTTGAGGTTGCGATAGTG TCCCTTCTTCCCAGTAGCAA 157

Ai08B12519 Araip.B08 12519 p4 (TATT)7 28 48054359 48054386 TGGGGTTAGCATATGACCCT CGAAAATTGCTCTTAAAATCCAG 266

Ai08B12526 Araip.B08 12526 p5 (TAAAA)5 25 48168436 48168460 GGGTTAGCATATGACCCCAG TTTCGAAAATCCTCACCCAT 263

Ai08B12527 Araip.B08 12527 p2 (CT)6 12 48179168 48179179 TTTTTGTTTGTTTCTTAACTCTTTTCA AGGATGAGAGAGAGGGAGGG 247

Ai08B12528 Araip.B08 12528 p2 (GA)13 26 48186104 48186129 CGTAGAGTGGAGGTGGAGGA AGCAATGACATCACGACAGC 260

Ai08B12532 Araip.B08 12532 c (T)10aggaaaaattaaaaatatgcaattgacaccaaacttaaaatttgactctagactcaaacaagaaacataaaatatttttggttttattgaatta(T)10114 48209124 48209237 AACAACTTGAAGATCATGAAGAACA TTCCTGGACTGGAGCTTTAGA 264

Ai08B12535 Araip.B08 12535 p4 (AGAT)6 24 48242718 48242741 AATGTTGCTGACATGGCATT GTGAGGATGGCAACCAGAAT 170

Ai08B12536 Araip.B08 12536 p2 (AT)6 12 48245345 48245356 AGGAGCCTTGAAAAATGGGT TTTGGAGAGGCAGGATTTTG 250

Ai08B12537 Araip.B08 12537 c (TTTA)5tttttcgaaaatagatgagagatttttgaaaatatttttgaaaga(T)1277 48248216 48248292 TTTACAGCCAACCAGGCTTC TCGAGTTTGGACAACTGACG 227

Ai08B12543 Araip.B08 12543 p2 (AG)10 20 48272540 48272559 CCAAGAGAAGGAAGCGACAC TTGGTTTCAGTGACTGCTGG 205

Ai08B12551 Araip.B08 12551 p3 (TTC)5 15 48300996 48301010 TTTCTGTTTGCAACACTCGC GTAGCGTCGGATGGACAGAT 239

Ai08B12552 Araip.B08 12552 p2 (TA)12 24 48303795 48303818 GGGGAGGATCTGCCACTTAT CACATCATCCAATCACAACCA 265

Ai08B12553 Araip.B08 12553 p2 (AT)13 26 48304603 48304628 TGTGGGAGAATTTTGGAGGA TGGGGTAACTTTTGTCCCCT 175

Ai08B12557 Araip.B08 12557 p3 (GAA)5 15 48364457 48364471 GAGCAGGTTACAGGGAAGGA CTAGTTCGCGCTTCCAGTTC 139

Ai08B12563 Araip.B08 12563 p3 (GAA)5 15 48408129 48408143 CCTCGAGCAAGAAACGAAAG CCCATAAACCTACCCCACCT 237

Ai08B12565 Araip.B08 12565 p2 (GA)6 12 48421203 48421214 AAGCTAAGAGGGAGAACGGG GATCCTCGGCAGTGGTACAT 256
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Ai08B12566 Araip.B08 12566 c (AT)7agaaaatt(A)1032 48426156 48426187 TTCATTCTAATGCTTTTGGTTCA ATAAGTGTAGCCTTAGGTCCCTC 244

Ai08B12567 Araip.B08 12567 p3 (GAA)5 15 48430770 48430784 GCTTTTGTCTTCCCTTTCCC AGCCGAATACACCTCTCCCT 193

Ai08B12573 Araip.B08 12573 p2 (AG)6 12 48451082 48451093 AACATGAAAGCCATAAGCCAA GCATCCATTCATGAGAAAGC 241

Ai08B12574 Araip.B08 12574 p2 (AT)6 12 48452460 48452471 GGGGCATTTTGTCTCCTTTT TGTGGGAAAGTGAATTTGGA 227

Ai08B12578 Araip.B08 12578 p2 (TA)11 22 48503575 48503596 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 280

Ai08B12579 Araip.B08 12579 p3 (TTC)5 15 48522886 48522900 CCTAACCCCTCTCCCTTCAC GCTTTTGTCTTCCCTTTCCC 272

Ai08B12587 Araip.B08 12587 p2 (CT)7 14 48557175 48557188 CATCTCCCCACGTGTCTTCT TCAAAGATCCACGTCACTGC 215

Ai08B12589 Araip.B08 12589 p3 (AAT)14 42 48559970 48560011 TTTTGTTTCTTTGCAATCCAT GGCAATAAGTAGTTCAAATTGCTATC 279

Ai08B12590 Araip.B08 12590 p2 (AG)6 12 48564631 48564642 AAGCCAGAGAATGGGGAAAT TGAGGAACATTGAACCTGGA 177

Ai08B12594 Araip.B08 12594 p2 (TA)6 12 48639790 48639801 TGCATTTTGCACCTTGGTTA CCCCTTTGTTCAATCAAACC 180

Ai08B12597 Araip.B08 12597 p5 (TTATT)5 25 48648475 48648499 TGAAATTTTGCCTCCAATGC TGGAAACGGAGAAGGAGAAA 188

Ai08B12598 Araip.B08 12598 c (CTC)8ttcctcctc(CTT)548 48648706 48648753 TTCTTCTTCCAAATTCGCGT TCGGTGATGACGATAACGAA 118

Ai08B12599 Araip.B08 12599 p4 (AAAT)5 20 48652973 48652992 CAGCAGGGTGACTTAATGGC TCCTGAACCATTCGATTTCA 275

Ai08B12600 Araip.B08 12600 c (AGG)6aagaa(GAG)5aagaagaagaagaaaaaggaggaggaaacggagagaaacagaaggaagaagaagaacctacgtgcatgaatttaaa(AGG)5129 48655332 48655460 TTGGTGATGTTGGTGATAACG TTTTTATCCGTTTCCTCCTCC 215

Ai08B12602 Araip.B08 12602 p5 (ATAAG)5 25 48679322 48679346 ACATCCAAAGGCAATCCAAG CCTGGGTGCTCCAGTGTATT 159

Ai08B12603 Araip.B08 12603 c (TA)6ttttagtcaacaggtcaaatcagcttgagcttgaaagtcttgaactatattattttcaagaccgacaa(AT)692 48681351 48681442 TCACCTTCCCTTATGCAATTC CAAGCTCAAGCTGATTTGACC 256

Ai08B12607 Araip.B08 12607 p2 (TA)8 16 48715704 48715719 CGCAAGACAGCCATAACAAA AGAAAGGACAGCTCCAACGA 219

Ai08B12609 Araip.B08 12609 p2 (TA)6 12 48742824 48742835 TTTCCGTATTTTGCACTTTAGTTT AGGGTGGCCCTTAAATTCTT 269

Ai08B12610 Araip.B08 12610 p3 (CTG)5 15 48746258 48746272 CAAGCTCCCTCTCCCTCTCT CCCCTTTTCCTCAAACCAAT 128

Ai08B12611 Araip.B08 12611 p2 (AT)8 16 48746944 48746959 CCCTTTTTCAAAGGTTTTGG TCAGCTTTCCTTTCTTTGGTG 215

Ai08B12612 Araip.B08 12612 p2 (AT)8 16 48748315 48748330 GCTCGGACATTACGACGACT GGCTTATTGAACCCTTGCCT 269

Ai08B12613 Araip.B08 12613 p3 (CTG)5 15 48752079 48752093 CAAGCTCCCTCTCCCTCTCT TGTGACCCGGTTACCTTCTC 179

Ai08B12615 Araip.B08 12615 p2 (AG)7 14 48761739 48761752 AATTATGGGGAAGAGTGGGG CGTTTAATGCCAGAAAGGGA 276

Ai08B12619 Araip.B08 12619 p2 (AG)6 12 48773690 48773701 GGTATTTGGGGAAGGGTGTT CGTTTAATGCCAGAAAGGGA 229

Ai08B12623 Araip.B08 12623 p3 (TCT)5 15 48801593 48801607 CAAGATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 244

Ai08B12624 Araip.B08 12624 p6 (AGAAAA)5 30 48802479 48802508 TTGGCTCTTGAAAGAATGATGA TGCTCTTGCCTTTTGGTTTT 203

Ai08B12625 Araip.B08 12625 c (A)10ccctaattcggcccctgac(A)1039 48805977 48806015 CCCCTGACAATTACCTCGAA GGACTGATTAGCCCCTGTGA 175

Ai08B12627 Araip.B08 12627 p2 (AT)7 14 48815878 48815891 GCTTCTCTAAGCTTGGCGTG TGGGTGTTGTGATGACTTGC 279

Ai08B12640 Araip.B08 12640 p3 (ATT)16 48 48927821 48927868 TTTGAAATTGGCTTTGCTCA GCCGATTTTGCAATCAGAA 269

Ai08B12641 Araip.B08 12641 p3 (TTA)17 51 48932479 48932529 TGTCCTTATTATTGAATATGCCAC TCGGTCATGAAGAATGATGG 269

Ai08B12649 Araip.B08 12649 c (AG)6aaatagacggggattt(GA)1558 48957878 48957935 GTGCCAGAACCCAGTGAAAG CGAATAGGCGAAGGAAATGA 275

Ai08B12653 Araip.B08 12653 p3 (GAA)5 15 48980067 48980081 TGCATCATGGGCAAGTTAAA ATATGGCCGAACCTTAACCC 242

Ai08B12654 Araip.B08 12654 p3 (AAT)5 15 48981968 48981982 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 235

Ai08B12655 Araip.B08 12655 p2 (AG)6 12 48982311 48982322 TGAAAAAGAGGGAAGATAATTTCG TTTATGAATCAAGCCATTAATTGTG 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12656 Araip.B08 12656 p3 (GAA)5 15 48987727 48987741 CGGTCTTAGGTGCCATCAAT ACCCCTCCATTCTTCCTCAT 201

Ai08B12657 Araip.B08 12657 p2 (AG)8 16 48990353 48990368 GGGTGAGGAGAGCAAAGATG TGTTTCTTATCTTTTTCAAAACTACCT 280

Ai08B12659 Araip.B08 12659 p2 (AG)6 12 49018130 49018141 TTTTGACCCAGTTTTCGTCC AAAGGAACATTGAACCTGGAA 234

Ai08B12664 Araip.B08 12664 p2 (AT)31 62 49048331 49048392 GCCGGCTAGCCATATACAGA CCCCAGTGAGTTGTCTGGTT 246

Ai08B12665 Araip.B08 12665 p2 (GT)6 12 49051044 49051055 GCACACAAATCGGAGCTCTA TTGAACCGGACCTAAGTTGG 181

Ai08B12668 Araip.B08 12668 p3 (ATA)19 57 49056013 49056069 TTGCAACCTTTTTCAACATGA TTTAACGACGGTCCTTTTGG 271

Ai08B12671 Araip.B08 12671 p2 (CT)8 16 49060196 49060211 CAAAGGTGCTCAGTGGTTCA AGGAGTAAAGCTTCCAGGGC 239

Ai08B12673 Araip.B08 12673 p3 (TCT)6 18 49082806 49082823 TACCCATTCCCCACTCACAT CCCTCGAGCAAGAGAAGAAA 273

Ai08B12680 Araip.B08 12680 p3 (AGA)6 18 49112412 49112429 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 164

Ai08B12683 Araip.B08 12683 p2 (TA)7 14 49132805 49132818 GGGGGTAAATGCCCTCATTA TGGGATTTCCTCATGCTTTT 279

Ai08B12687 Araip.B08 12687 p2 (TA)7 14 49175656 49175669 GCTCAAAAACTCACGGGTTG CAGAATCACAACAATCCACACA 216

Ai08B12690 Araip.B08 12690 p2 (CT)6 12 49232410 49232421 GGAACATGGAACTTGGAATGA TTTTTGACCCAGTTTTTGGC 231

Ai08B12693 Araip.B08 12693 p2 (CT)6 12 49239348 49239359 GGAACATTCAACCTCAAATGAA TATCAGAAATCACTGGGGGC 264

Ai08B12697 Araip.B08 12697 p2 (AT)6 12 49260957 49260968 ACACTTCCGGCTGTGCTACT TTTTCCCTCGCCTTTATCTTT 269

Ai08B12698 Araip.B08 12698 c (T)10cacattcatatattttttcttttttttc(T)1048 49273029 49273076 GGCTGTACTATGGGGCATTT TATTTGGGAATTGGGTGCAT 225

Ai08B12700 Araip.B08 12700 p3 (AGA)6 18 49280760 49280777 TTGCCTTCCCTTTCCTCTTT CTTTGGCCGAACCACATATC 195

Ai08B12701 Araip.B08 12701 p2 (AG)6 12 49284710 49284721 TTCGAAAATGTGTTAAAATAAATGA TTGATCGTCAAAGTGTTCTTGG 250

Ai08B12707 Araip.B08 12707 p2 (CT)15 30 49298640 49298669 ACAGCAGCGGTCTCTGAACT CTGTCGTTGTCACCATTTGC 280

Ai08B12708 Araip.B08 12708 p2 (TG)6 12 49299040 49299051 CCATCCCTGTTTCCCTTTCT AGCTACCTAACCCCCTCACC 111

Ai08B12710 Araip.B08 12710 p3 (TGA)6 18 49334205 49334222 GATAGTTTGGAGTCTGCCCG AGAGACTTTGGCAGAAGGCA 225

Ai08B12713 Araip.B08 12713 p4 (AAAT)23 92 49351272 49351363 TTTGAAAATCTTCACCCATTTG TACTGGCAACTTTGCTGCAC 248

Ai08B12714 Araip.B08 12714 c (T)10atgtttttctctttcttcattaaaaaattt(A)1050 49356799 49356848 TCTTGCATGATTTCTTTGCAT CGAAATTTATGAGTGAAAAAGGG 243

Ai08B12716 Araip.B08 12716 p3 (TCT)7 21 49368425 49368445 CTCTCCATTCCCTTAACCCC TTGGAGATGAATTTCGGAGG 271

Ai08B12717 Araip.B08 12717 c (A)12gc(A)12 26 49372276 49372301 TTGGCTCTTGAAAGAATGATGA AGGCCCTCCTATCCACTGAT 249

Ai08B12719 Araip.B08 12719 c (CA)6tatgacgcgtacgcgtcgtgtgctcg(T)1048 49383289 49383336 AAACATAGTTCCAGCGCCAC AAAGAAGTGCTTGTCGGGAG 242

Ai08B12724 Araip.B08 12724 p2 (AT)8 16 49432688 49432703 CATGGTATGGCCGTTTCTTT CAACTTTCTGGGCATTGGAT 264

Ai08B12726 Araip.B08 12726 p2 (TA)9 18 49487754 49487771 AAAAAGAGAAACCAGAGCAGAG CCAGCAATCCCGACATTTAT 228

Ai08B12727 Araip.B08 12727 c (T)10cgcctaatttttttcttc(T)10ctgcaagctttg(T)1262 49497319 49497380 TGGCTTTTTCTGCTTGCTTT CCTGATGTGGTGACAGTGCT 277

Ai08B12728 Araip.B08 12728 p3 (AAT)5 15 49501580 49501594 TTTCTGCTGCCATCTCCTCT CTCCCCCTTTTCTTCCACTC 247

Ai08B12729 Araip.B08 12729 p2 (GA)6 12 49501914 49501925 AGAGTAAGATGGGGGAGGGG CCTTGCATGCATTCATTGTT 269

Ai08B12737 Araip.B08 12737 p3 (ATA)25 75 49557483 49557557 TGGTCGGGATAAAATGGTGT TTCACTTTGGGGCATTTTGT 253

Ai08B12738 Araip.B08 12738 p3 (AAC)5 15 49568401 49568415 CAAAGTGCTGAAGAGCACCA GTGGTTGAAGTGCCAGGAAT 269

Ai08B12739 Araip.B08 12739 p2 (AC)8 16 49577044 49577059 CTCAACCAGTGTCCCCAAGT AGCCAACTTTGAGCCTACGA 164

Ai08B12741 Araip.B08 12741 p2 (AG)16 32 49598958 49598989 CCCACAAACCAGAGGAAGAG CAGGGTGCAACAACGTAGG 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12742 Araip.B08 12742 p2 (TA)7 14 49601961 49601974 CGGTCCAAACGATTGAAAAA TCGTCAGTTCCTCACACTGC 239

Ai08B12743 Araip.B08 12743 p3 (ATT)5 15 49602385 49602399 TGAAAACCACATTGAGACGAA GATTTAGCAGTTGGGGTAACG 279

Ai08B12747 Araip.B08 12747 c (TTC)6attgcactttcttttcttt(TTC)12tgcacgttcttcttctttcttttttcttcttcttgctgcac(CTT)9141 49612628 49612768 GCGGGTAAGGTAAACAACCC TTTCTCCTCCTCATCTTCTGC 266

Ai08B12748 Araip.B08 12748 c (A)11gagaaaacagagagaaaagacgtaaat(GAA)656 49613339 49613394 CCTCCTCATCTTCTGCTGCT CACAATTTCGTGCACCATTC 151

Ai08B12749 Araip.B08 12749 p2 (GA)6 12 49614535 49614546 AGATGGGAGAGAAGGAGGGA CCTCCTAACCTCTTACCTTTTCAA 279

Ai08B12750 Araip.B08 12750 c (AAG)5aatttcagaaaccatgaaaatcg(A)1048 49615704 49615751 GAAGAAGAGTAAGAGGAAGAAGAACG TTTATATATGGGACCAAATTTTAGACT 280

Ai08B12751 Araip.B08 12751 c (TAT)5tc(TTA)12 53 49616022 49616074 TGAATCCATCCTTAATGGGAA AGAAAAACAAATTACTCCAACACA 264

Ai08B12754 Araip.B08 12754 p3 (TTC)5 15 49625819 49625833 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 246

Ai08B12757 Araip.B08 12757 p3 (TGA)6 18 49637057 49637074 AGAAATGATGCGTCTCAGGG CGGCACAACAGAAGTCTTGA 262

Ai08B12760 Araip.B08 12760 p2 (AT)11 22 49781072 49781093 AGAGGCTCTGGGTTGCATTA TTTGTCCCGCTTGCATATTT 274

Ai08B12762 Araip.B08 12762 p2 (AT)8 16 49796222 49796237 TAGCTCTGGGTTGCATCAAG GGCAGAAAAATCAGAGCAGAA 274

Ai08B12763 Araip.B08 12763 p2 (AT)13 26 49796808 49796833 AAGTTGCCCTAGTTCGTTCA TGCAGAGAAAAGAGAAACCAGA 269

Ai08B12766 Araip.B08 12766 p3 (AAG)5 15 49812311 49812325 TACCAGAAACCCCAGTGGAC CATGGGAGGTTGTGCTTCTT 269

Ai08B12772 Araip.B08 12772 p2 (AG)6 12 49821489 49821500 TTTGATGCACAGATTTAGGGA TTCCTTGGAGGACACCAAAC 200

Ai08B12773 Araip.B08 12773 p2 (AG)6 12 49825988 49825999 TTTGATGCACAGATTTAGGGA AAGCCTTGAGACATTGGCAT 275

Ai08B12775 Araip.B08 12775 p3 (TTC)5 15 49852962 49852976 ACACAACCCTCTCTTCCCCT TAAAATATTGCTCGCCCTCG 113

Ai08B12778 Araip.B08 12778 p2 (AG)6 12 49867794 49867805 GGTTTGAATTTGGGTGAGATG TTGATTTTCAAATTTGTTTCAACT 280

Ai08B12781 Araip.B08 12781 p3 (AAT)5 15 49891144 49891158 AGGTTCTGGTTCTGCTTCCA CCCCCTCTTTTCTTCCACTC 147

Ai08B12782 Araip.B08 12782 c (T)16gaaaatgttagta(T)11cgaaaa(T)10aaattaaaaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6134 49891372 49891505 TAGAATAGGATGGGGGAGGG CTTTTTGTTTGTTTCTTAACTTTTTCA 246

Ai08B12784 Araip.B08 12784 c (AGA)6aatatggagagggagagggagatgtggtttcggccaagaagggtgtagaggg(GT)682 49905503 49905584 GCTTTTGTCTTCCCTTTCCC AACCTTAATCCCCCTCCCTT 270

Ai08B12785 Araip.B08 12785 p2 (GA)6 12 49908140 49908151 AGAAGAGGGGGTTCGAATTT TTTTTCAAAACCACCTAACCAA 267

Ai08B12790 Araip.B08 12790 p2 (AG)6 12 49934692 49934703 TTTTGTGAGTGAGGGAGAGATG TTTCCTATCTTTTTCAAAACCACC 265

Ai08B12793 Araip.B08 12793 p2 (AG)6 12 49992233 49992244 AGAAGAGGGGGTTCGAATTT TTCTCATCTTTTTCAAAACCACC 255

Ai08B12797 Araip.B08 12797 p3 (AGA)6 18 50012945 50012962 AGTGAGGTCGAATCCCACAG CTCTACACTCTCCTTGGCCG 252

Ai08B12798 Araip.B08 12798 p4 (AACT)5 20 50015475 50015494 TCATCCAACACTTAGCACCAA CTTCTTTCTCCCCTCCAACC 128

Ai08B12802 Araip.B08 12802 p2 (TA)6 12 50058907 50058918 GGCATTTTTGTCCCCTTTTT CAGAATCTTGGGAATTGGGA 200

Ai08B12806 Araip.B08 12806 p2 (GC)6 12 50097973 50097984 GGACTGACACAAAGTTGGCA ACCATTGCAAATCACCCAAC 269

Ai08B12811 Araip.B08 12811 p2 (AT)18 36 50110044 50110079 GTTTGGGAGAGTTGGGAACA AGGCATTTTGTCCCCTTTTT 248

Ai08B12812 Araip.B08 12812 p3 (ACA)5 15 50114413 50114427 CCCCCACATACTACATGAACC CACCATGAATTCCATTTCCC 280

Ai08B12814 Araip.B08 12814 p2 (CT)6 12 50135065 50135076 GCAAAACCCGAACAAGAAAA CCCCAAAGAATGAACTAGAAACTT 278

Ai08B12821 Araip.B08 12821 p2 (AG)6 12 50198694 50198705 AAAAAGGGGCAATCATGAAA CCCAGATCCAAGTCCAGAAA 185

Ai08B12826 Araip.B08 12826 p2 (TC)6 12 50222010 50222021 GACGGAGTCAAACCCTAGCA TCGTCGAGGGAGAAGAGGTA 236

Ai08B12827 Araip.B08 12827 p2 (TC)6 12 50222345 50222356 TCTCTCCTCTGCGCTACCTC ACACCCAGCAACAGAAATCC 280

Ai08B12829 Araip.B08 12829 p4 (TTTA)5 20 50229953 50229972 ATTGAATGCAGCAAACCACA AACCACCACAAAGCATCACA 231
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Ai08B12834 Araip.B08 12834 p2 (GT)7 14 50258694 50258707 ATATCGCGGATTGAATGGAG CGAACGGGCTAAAAATGCTA 174

Ai08B12838 Araip.B08 12838 p2 (AG)6 12 50297545 50297556 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai08B12839 Araip.B08 12839 c (AG)8c(GA)11 39 50301735 50301773 ACAGCAACTGTGACCAGCAA GCTTCCCGTGTCTCTACTCG 220

Ai08B12841 Araip.B08 12841 p2 (TA)13 26 50310060 50310085 CTTCTCCGGAGCTATCGTTG CCTCAACAATTCACCAGCCT 260

Ai08B12842 Araip.B08 12842 p3 (TTA)9 27 50316044 50316070 TTTAATATGTTTGATTCATTCAACTGT TCCGTTTTATTTACTGGACCG 265

Ai08B12843 Araip.B08 12843 p2 (CT)8 16 50318922 50318937 GGAACATTGAACCTGAAACTCA GAATGAAGGGAGACGATGGA 175

Ai08B12844 Araip.B08 12844 c (AT)37ccttatttatttatttatattatattatattttat(TA)9127 50320257 50320383 TGGGGTAATTTTGTCCCCTT TTTTGAATATTGAGAAATTTGGG 274

Ai08B12846 Araip.B08 12846 p3 (ATC)5 15 50324688 50324702 TTCCCAACTCGCTGACTCTT TGTGAGGGCTGTTCTTGATG 227

Ai08B12847 Araip.B08 12847 c (A)10ttcaaaaaaattagaaaat(A)1039 50329273 50329311 ATTGAAAGCTTGGCTGGCTA TTTCGAAAAGTGCAAGATGC 267

Ai08B12848 Araip.B08 12848 p2 (CT)6 12 50330317 50330328 TTGTTTCTTAACTTTTTCAAAACTACC TGGCAGAGATGTGAGATGAGA 276

Ai08B12850 Araip.B08 12850 p2 (CT)6 12 50340352 50340363 GGAACATTGAACTTGGAACTCA TGGGCTATTTCTGGCTCAGT 232

Ai08B12851 Araip.B08 12851 p2 (AT)10 20 50341329 50341348 AAACCACAAAACCACTCCCA GGATATGGGCGCAGAAGTTA 257

Ai08B12852 Araip.B08 12852 p3 (AAT)8 24 50348192 50348215 GGGCAGGAAGTTGAATGAAA TGCATTTTGGGGAATTCTTT 193

Ai08B12854 Araip.B08 12854 c (TTTA)6tttcgaaaacaaaataaatcaaaataaaataaataaaaatgagtgaaagattttcg(A)1090 50359248 50359337 CCAATGGAGGGTATGCAGAT TTCTAACCACTTTCTCTCTCCTCAA 255

Ai08B12857 Araip.B08 12857 c* (A)11(AAT)5* 24 50367542 50367565 CGGTTCATCTTGTTGCTCAG ACTTGCCTCTGATGGTTTGG 249

Ai08B12858 Araip.B08 12858 p2 (CT)6 12 50369394 50369405 TCTTACCTTTTTCAAAACCACC TCGAATTTGGTGATGATGTGA 280

Ai08B12859 Araip.B08 12859 p3 (TTC)5 15 50370860 50370874 ATATGGCCGAACCTTAACCC TGCCATCAATGGTAGTGGAA 238

Ai08B12866 Araip.B08 12866 p3 (ATA)6 18 50388064 50388081 TTTCCCACCAAAATGAATGC CGGATAATTGAAATAGTTTATATACGG 265

Ai08B12867 Araip.B08 12867 p2 (TA)6 12 50391980 50391991 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 274

Ai08B12869 Araip.B08 12869 p2 (TA)7 14 50408583 50408596 GGCGCAGAAGTTACGAAGAG TTTAAACCGCAATACCGCTC 269

Ai08B12877 Araip.B08 12877 c (T)11gtttgagtctttttgttttgttctgggtaattttcgaaaattttgagtctttctttc(A)1078 50459233 50459310 CTGACGGATTATCTTGTTCCC GACACCAAATTAAAGATTGACACAA 279

Ai08B12879 Araip.B08 12879 p6 (TCCTCT)7 42 50476780 50476821 GCGTTATTCAATTTCCAAAGC TCGTTCATAATCCACGGTGA 124

Ai08B12880 Araip.B08 12880 c (A)15caaagagaaaagcacgtaaatgaagaaggagaaagagaaggcaaaaaacgaaagaa(AAG)6aggaggaagaggaagaagaatgtgcagc(AAG)5132 50477638 50477769 TCTCCTCCTCATCTTCTGCTG CTGCACAATTTCACTGCACC 239

Ai08B12887 Araip.B08 12887 p3 (ATT)10 30 50543710 50543739 CCTTAGCAAACTCAGGAAGCA TTCAATACAGTCAAGGTTTGCAC 266

Ai08B12888 Araip.B08 12888 p2 (TC)6 12 50547768 50547779 TTACCGCCATCAACAATCAA CATCGAGGAATGGAGGAGAA 224

Ai08B12889 Araip.B08 12889 p2 (AT)6 12 50578076 50578087 TTTTAGCCCTTGATTGTGCAT GGGATTTATCAACCTCCCCA 223

Ai08B12890 Araip.B08 12890 p2 (TA)6 12 50581321 50581332 GCTCAAATCAATTGGGGTGT TCCGGAAAGTCACTGTACCC 279

Ai08B12899 Araip.B08 12899 p2 (TA)9 18 50625387 50625404 AGCATGTCCTCATGCTCAAT TTTCATGTTCCCTGCTTTCA 242

Ai08B12901 Araip.B08 12901 p2 (GA)7 14 50628671 50628684 GCACCATGTAAAAAGGGAAAGA TCCCCCTTCTACCTCACCTT 194

Ai08B12903 Araip.B08 12903 p2 (GA)6 12 50640636 50640647 AGAGAGGGAGAGAGGGTTCG AACAACCTTTTCAAAATTCCTTT 231

Ai08B12907 Araip.B08 12907 p2 (CT)6 12 50653564 50653575 GGCCCAGATCCAAGTACAGA GGGTAAAAGGGAAGTTTAAAACAAA 223

Ai08B12908 Araip.B08 12908 c (A)11c(A)10 22 50687461 50687482 TTTGGACAACTGACGGTTCA AATAGCCAGCCAAGCTTCAA 208

Ai08B12911 Araip.B08 12911 p2 (TC)6 12 50696565 50696576 TTCAAAACCAAATCTTTTTAATTTCC TGAAAAAGGGGTTAGTAGTTTTCG 252

Ai08B12917 Araip.B08 12917 c (AG)17gtcgccggtggtgggctgacggcggcagtgaccggcggcaggggccggcggagctgggcagaga(AG)6110 50725214 50725323 AAATCACGACGTTTGGGTTC GGCAGCTCCTCTCTTTTCTTC 260
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Ai08B12920 Araip.B08 12920 p2 (GA)10 20 50747642 50747661 GGGGGAAAAGAGGAAAAGAA CGCACAGCTTTTCTGATTTG 172

Ai08B12921 Araip.B08 12921 c (T)10cgcata(T)10 26 50752303 50752328 TTGCTCTTGCCTTTTGGTTT TGGTGGCAACACTTTTTGTT 278

Ai08B12923 Araip.B08 12923 p2 (CT)6 12 50762564 50762575 TTTGTTTGTTTCTTATCCTTTTTCAA TCGAATTTGGGTGAGATGAA 280

Ai08B12924 Araip.B08 12924 p3 (TTC)5 15 50766089 50766103 TCCTCTCTACTTGGCCGAAA AGTGGTCTTGATGGGCTTTG 263

Ai08B12926 Araip.B08 12926 p3 (TGT)5 15 50775502 50775516 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai08B12927 Araip.B08 12927 p3 (CTC)5 15 50781070 50781084 GTGCGCGTGAAATTACATTG AAAGATGAAACACGCGAAAAA 122

Ai08B12928 Araip.B08 12928 p3 (AAG)5 15 50781676 50781690 GAAAAACGTTTCCTCTAATGCTG CATCTTCTGCCGCTTCTTCT 275

Ai08B12934 Araip.B08 12934 p2 (TA)9 18 50795943 50795960 AATGGCGAAACACACATGAA AACAGAATAACAACAATCCACACA 272

Ai08B12935 Araip.B08 12935 p3 (AAT)6 18 50797109 50797126 TAAGGGTCGATCCCACAGAG TTGCCATGGAAAGGAGTAGG 254

Ai08B12937 Araip.B08 12937 p3 (GAA)5 15 50799252 50799266 CCGGTCTTAGGTTCCATCAA CTTAACCCCTCTCCCTCCAC 235

Ai08B12941 Araip.B08 12941 p3 (AAT)5 15 50804316 50804330 CGATCCCACGGAGATTATTG TTGCCATGGAAAGGAGTAGG 244

Ai08B12943 Araip.B08 12943 p2 (TA)6 12 50820120 50820131 ACACAAAATCCAGTGAGGGC GAATGTCATGCAATGCAACC 274

Ai08B12945 Araip.B08 12945 p2 (TG)23 46 50844870 50844915 CATGCGCCTTATAACACCCT TTGATTTCGGAGAAACAGGA 188

Ai08B12946 Araip.B08 12946 p2 (CT)6 12 50847587 50847598 CCAAAAATGCAAATCGGAAT AAGCCTAATTCCCCCTTCAA 278

Ai08B12947 Araip.B08 12947 c (A)11cgggcatcggcgcccaagcgcgcagt(GC)649 50856578 50856626 TTGAATTTTGGTTGCTTTAGAATG CTGGCACAAAGTAGGCACAA 174

Ai08B12948 Araip.B08 12948 p2 (GC)6 12 50856759 50856770 TTGTGCCTACTTTGTGCCAG AAATAGGGTGCAAATCCGTG 218

Ai08B12949 Araip.B08 12949 c (T)10cattaaaaaaaat(A)1033 50856970 50857002 CAATATGCACGGATTTGCAC TGCAATGAATGAAAACAAGCA 218

Ai08B12952 Araip.B08 12952 p2 (AT)10 20 50862896 50862915 CAAAGGGAGCATTGGGTAAA CTGCAAAGGTCTCTCTCGCT 244

Ai08B12956 Araip.B08 12956 p2 (TA)6 12 50872171 50872182 CAAACCATAGACACAGCATGG TTTTCAAATAATGCCACTGTTTTC 269

Ai08B12957 Araip.B08 12957 p2 (AG)7 14 50875123 50875136 AAAAACAATGCCAAAAAGCG GGAGACTGGAAGTAGGCTGC 208

Ai08B12960 Araip.B08 12960 p2 (AG)7 14 50894877 50894890 GAGGGTTGAATCTTAGCCCC CCATCATTGTTGTGATGGAGA 274

Ai08B12961 Araip.B08 12961 p2 (TC)6 12 50899924 50899935 GATTCTTATCTTTTTCAAAACCACC CCAAGCATCTTCCTTGCATT 268

Ai08B12962 Araip.B08 12962 p3 (AAG)6 18 50912576 50912593 CGGCGTCGTTATAGGAAGAG TTTTGGACAATTTTGCCCTT 210

Ai08B12963 Araip.B08 12963 p3 (TGA)5 15 50918121 50918135 TCCAGGGTCATCTTGTAGGC TGACAGAGTTGAGGAAGGCA 221

Ai08B12964 Araip.B08 12964 p2 (AG)7 14 50926142 50926155 ATAGGTGAGGGGTTTTTGGG GCGTTTACACACCAACATGG 184

Ai08B12966 Araip.B08 12966 p5 (TTATC)5 25 50943395 50943419 CCTGGGTGCTCCAGTGTATT GGTCGACCGACCTCTTCATA 257

Ai08B12968 Araip.B08 12968 p2 (CT)7 14 50969163 50969176 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 276

Ai08B12969 Araip.B08 12969 c (TC)7atctccttctatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)683 50969328 50969410 TTTCGAAAATTACTAACCTTTTTCA ATAGGGATCCTTTTTGCCCA 236

Ai08B12973 Araip.B08 12973 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaatttcgtttttttttaactaattatttttaatttttttttacg(A)10ttt(A)10(T)10122 51006060 51006181 CTTTTTGTTTGTTTCTTAACTTTTTCA TGATGGATCTATGGATATAACTTGGA 271

Ai08B12974 Araip.B08 12974 p4 (ATAA)5 20 51041097 51041116 ATTCGGGTGCCTACTCATGT CTACCCAAAATTCCCGCTTT 227

Ai08B12977 Araip.B08 12977 c (TTTTTA)6tttcatgacttc(ATA)1284 51061515 51061598 GGCCAATTTTAAGGGCTAGG AGCTGTGACAGAAGCAGCAG 271

Ai08B12978 Araip.B08 12978 p3 (ATT)11 33 51062021 51062053 TTTTCAGTATCTCGGGTGTGTG AAGCAAAATTCCAAGCGAAA 279

Ai08B12979 Araip.B08 12979 p2 (TC)7 14 51070138 51070151 GCTTTGATGGTGGTAAATTTTTG TCAAGAGAGTAGGTTTGAATTTTGG 189

Ai08B12983 Araip.B08 12983 p3 (AAC)5 15 51074696 51074710 CCATCCCAAACAATGCTTCT CCGTTGAGGTCCTGTTGTTT 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B12984 Araip.B08 12984 c (T)10cacttcttt(TA)733 51080301 51080333 TACTTTGGGGCATTTTGTCC TGGAAACAATTGGTTTGAGAA 209

Ai08B12988 Araip.B08 12988 p3 (TGA)6 18 51112204 51112221 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 269

Ai08B12989 Araip.B08 12989 p3 (ATT)6 18 51112773 51112790 TCTAAATGGGTGGACAAGCG AAGGAGATGTGTCAAAGGGC 237

Ai08B12990 Araip.B08 12990 p4 (AAAT)6 24 51114853 51114876 CATGAAGAATTATCAAGAACCAACA GAAGGGAGTGCTTGAGCAAA 280

Ai08B12993 Araip.B08 12993 c (TTA)7tc(ATT)59200 51119687 51119886 AGAGCTGCTTATTGTGAGTACTATGT CGTGCACCCACTAAATATAAAAA 280

Ai08B12995 Araip.B08 12995 p3 (ATT)8 24 51134326 51134349 ATGTCGTTTATGGGTGGCAT TGGGAAACCTCGTCATGATA 225

Ai08B12998 Araip.B08 12998 p3 (AAG)5 15 51141951 51141965 GTGGAGCTTGAGCTTGCTTT CCTTCTTCTCCGTCAACGAC 197

Ai08B13000 Araip.B08 13000 p2 (TA)8 16 51155977 51155992 AGGTGGCATGCATGGATATT AAAACATTTAGGGTTAATCACATTTT 272

Ai08B13004 Araip.B08 13004 p2 (TA)8 16 51163905 51163920 CGAAAATAGGAATATCGGAAAGG TCATTCTTTTATTTGTTAAATGTGTGT 278

Ai08B13005 Araip.B08 13005 p2 (AT)6 12 51182864 51182875 ACATGTCCTGGCAGCTAACC CCACCACATGTTCCAGATTG 191

Ai08B13006 Araip.B08 13006 p2 (TA)6 12 51183840 51183851 TGCGACACCCCTCTTTATTC ACCATCACCATCACCATCCT 246

Ai08B13007 Araip.B08 13007 p2 (TC)6 12 51184223 51184234 AGGACACAACACCGGTTCAT CGAGGGAGAGGTGTCAAGAG 261

Ai08B13008 Araip.B08 13008 p2 (AT)6 12 51186134 51186145 TAGCCCAACCTATAACCCCC ACAAGCGAAGCGACAATACC 270

Ai08B13010 Araip.B08 13010 p3 (GAA)5 15 51206936 51206950 CCCTCGAGCAAGAGAAGAAA AACCTTACCCCTCCTCCCTT 162

Ai08B13013 Araip.B08 13013 p2 (TA)6 12 51226626 51226637 TGGAAACCCTCTTCCCTCTT CGAGCTAAAATCGCTAACGG 138

Ai08B13019 Araip.B08 13019 p3 (AAT)5 15 51270569 51270583 CGCAGAATTTCTTTTAACATTTTT TGCAATGAAACCATCACTTTG 112

Ai08B13020 Araip.B08 13020 p3 (TCT)5 15 51271975 51271989 TGTTAAGAGTGGAACAGCCG TAATGCACCGCCATATGAGA 214

Ai08B13024 Araip.B08 13024 p2 (CT)9 18 51281267 51281284 GACTCGAGCATAAGGCTTTGA AGAGAGAGAGAAGCGATGCG 203

Ai08B13025 Araip.B08 13025 p2 (TC)19 38 51281420 51281457 CCCTCTCTTCGCATCACTTC GCCGCTACAAGGTCATCATT 272

Ai08B13026 Araip.B08 13026 p3 (TTC)6 18 51281676 51281693 AATGATGACCTTGTAGCGGC TCAAAATCAAAATCGCTCCC 265

Ai08B13028 Araip.B08 13028 p2 (TA)11 22 51286396 51286417 TTTTTCAATCAAACCAAATTCTCA GCTTGTTGCATTTTGCACTT 227

Ai08B13031 Araip.B08 13031 p2 (GA)6 12 51308171 51308182 ACACAGAGGGGGAGAGAGGT TTTCGAAAATCACTAACCACTTTTT 249

Ai08B13034 Araip.B08 13034 p2 (GC)6 12 51319660 51319671 GAAAATTGGAGGGGGTGTTT TCCTTCCCTCTTTTTGCTCA 175

Ai08B13037 Araip.B08 13037 p4 (GTTA)5 20 51328635 51328654 TCTTGGCGTTGACCTTCTTT ATGTCATGGCCAAACACCTT 111

Ai08B13040 Araip.B08 13040 c (T)11gctttggaacttgtttttagacttttacacttagag(T)1158 51346116 51346173 CCCTGTTTGGCAACACTTCT TGGTTGAGAAGCAGTGAACC 213

Ai08B13041 Araip.B08 13041 p2 (TC)6 12 51347049 51347060 CCCATTACCCAATTCCCTTC AAATGGCAAGGAATTTAAAGAA 225

Ai08B13043 Araip.B08 13043 p2 (TA)7 14 51354769 51354782 TGCACTTTTAGCTTATTAGTTGTGATG TGTGAATCCTTGAATGGCTCT 236

Ai08B13044 Araip.B08 13044 p2 (TA)20 40 51367142 51367181 AAAACTCACGGGTGGTGTGT AACGGGCATTTAAGATTCACA 143

Ai08B13046 Araip.B08 13046 p2 (CT)6 12 51377963 51377974 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGGAGATATTTTCG 275

Ai08B13048 Araip.B08 13048 c (T)11cgtaaaaaaattaaaaataattagttaaaaaaaacagaatttttgaaaaagaggggagatattttcgaaaattt(GA)697 51379756 51379852 TCCATCTCCACTGATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 276

Ai08B13049 Araip.B08 13049 c (A)10taggcg(A)10 26 51383180 51383205 TGAAGCAAGAAAAAGCAGCA ATCCACTGATGCTCAAAGCC 191

Ai08B13051 Araip.B08 13051 p2 (TC)6 12 51388464 51388475 CAAGTTGTTCTTGGTAAGTCTTCAA GGGCAGAGATGTGAGATGAGA 280

Ai08B13052 Araip.B08 13052 p3 (TAT)5 15 51390344 51390358 GCAAGCTGCATCCAACAGTA CAGGTTCTGGATCTGCTTCC 243

Ai08B13060 Araip.B08 13060 p4 (TTTA)5 20 51449593 51449612 CCATGATGGAGAAGGGAAGA CTTGGTGTTTTCCCTCCAAA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B13061 Araip.B08 13061 p4 (TTAT)5 20 51449964 51449983 GGAAAACACCAAGGAACACC TTCTTGATGATTGGGAACCAG 280

Ai08B13065 Araip.B08 13065 p2 (GA)8 16 51470110 51470125 AAGGTGAACATGCAAGCAATC TTCCCTCCTTATTTCTTCCCTC 270

Ai08B13067 Araip.B08 13067 p2 (AT)18 36 51479515 51479550 TTTCAACCAAACCAAATTCTCAT TATCGCATTTTGCACTTTGG 194

Ai08B13068 Araip.B08 13068 p3 (GAA)5 15 51484484 51484498 AACGCCAACCTCACATTTTC ACTTGGCCGAAACACAATTC 242

Ai08B13069 Araip.B08 13069 p2 (AG)6 12 51486401 51486412 TCAGCTTCAACAAGAATGCC AACATCTCTCCCTCACCCAC 194

Ai08B13070 Araip.B08 13070 p2 (GA)11 22 51486639 51486660 GTGGGTGAGGGAGAGATGTT TTTCTTAACTTTTTCAAAACCACC 266

Ai08B13074 Araip.B08 13074 p3 (TTC)6 18 51504202 51504219 AACCACATCTCCCTCTCCCT GCTTTTGTCTTCCCTTTCCC 186

Ai08B13083 Araip.B08 13083 c (T)10caaa(T)10 24 51601875 51601898 GGTAGGCGAAAATGCTTGAT GAGACACCCCACCAAGGTAA 275

Ai08B13089 Araip.B08 13089 p4 (TAAC)5 20 51647303 51647322 CTCATGGGTAATCAGCAGCA ATTTCCCTCCTCCAACCATC 166

Ai08B13091 Araip.B08 13091 p2 (AT)6 12 51649524 51649535 CATAACTCGAAAGCGCAACA GTGTCCCTTTGGGTTTCCTT 197

Ai08B13092 Araip.B08 13092 p2 (AG)6 12 51652871 51652882 GGGGTTTTGGGAAAGAGGTA GAAAGGGGAGAAAAATTGGC 252

Ai08B13094 Araip.B08 13094 p3 (GAA)5 15 51661902 51661916 GGGGAATCAAATGAAGAGCA GGTTGTGCACATTCCTCCTT 223

Ai08B13095 Araip.B08 13095 p2 (TA)6 12 51669065 51669076 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 160

Ai08B13096 Araip.B08 13096 p2 (AG)6 12 51673714 51673725 CAAAACCTGGATTGAGAGTCA GGCCCAGATCCAAGTACAGA 188

Ai08B13097 Araip.B08 13097 p2 (AG)6 12 51681119 51681130 GAAATATAAAACCTGGATTGAGAGTCA GGCCCAGATCCAAGTACAGA 194

Ai08B13098 Araip.B08 13098 p2 (GC)6 12 51689794 51689805 AGTTATGCCCACTTCATGCC GACGCGTGCTTGAGGTATTT 251

Ai08B13100 Araip.B08 13100 p2 (AT)7 14 51694087 51694100 AGAAATCCCAAGAAAGGGGA TTTATCTTGGGGCGTCTTTG 108

Ai08B13101 Araip.B08 13101 p2 (TA)7 14 51727888 51727901 TTCCTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 268

Ai08B13102 Araip.B08 13102 p2 (TC)6 12 51728763 51728774 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAA 280

Ai08B13104 Araip.B08 13104 p3 (AAG)6 18 51731481 51731498 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai08B13106 Araip.B08 13106 p2 (GC)6 12 51743715 51743726 CAACTTATGCTGAGGGCACA AGGGTGATGGTAAGAAGGGG 234

Ai08B13109 Araip.B08 13109 p3 (AAT)5 15 51749716 51749730 ATGTCCGCCATTTTTCTTCA CAAGCATCCTTGAAAAGGGA 250

Ai08B13111 Araip.B08 13111 c (A)12caaaaatttc(A)1133 51766376 51766408 TCGAGTTTGGACAACTGACG AGCCAGTCAGGCTTCAACAT 194

Ai08B13113 Araip.B08 13113 p2 (CT)6 12 51767497 51767508 TTTCGAAAACTTCCCCCTCT GTTCTTGTCCTTGCTCCTGC 247

Ai08B13114 Araip.B08 13114 p3 (TCT)6 18 51771748 51771765 TCCATTCATGGTCATCCCTT AGCCTTTGTCTTCCCTTTCC 233

Ai08B13119 Araip.B08 13119 p5 (AAGAT)6 30 51805622 51805651 CTCGAGGAATACGACCCAAA CTGCGCTACTGATCCTTGGT 277

Ai08B13121 Araip.B08 13121 p3 (TCC)5 15 51812841 51812855 TCTCTTGATGCTGTGCTGCT TTGACATGAATGAAGGAGCG 142

Ai08B13126 Araip.B08 13126 p5 (AGATA)5 25 51830107 51830131 CTCGAGGAATACGACCCAAA CTTTGTCACTGGAGGGTGGT 273

Ai08B13131 Araip.B08 13131 c (T)10caaaaaatttacaaactttttc(A)1143 51874665 51874707 GGATTCGTGCACCAAGTTTT GAAAACAGGAAAGACTCAAACCA 225

Ai08B13133 Araip.B08 13133 p4 (AAAT)6 24 51898759 51898782 AACCACTTTCTCTCCCCTCAA CCATGATGGAGAAAGGGAGA 151

Ai08B13136 Araip.B08 13136 c (T)10c(T)12 23 51916612 51916634 TTTGGATTAGTTTTCCATAGTCAGA CCCTCTTTGCCACCAAATAC 172

Ai08B13137 Araip.B08 13137 p3 (CAT)5 15 51916903 51916917 GAGCCTTGTTGTTTGACCCT TCAAATGAGGCATCTCCTCC 169

Ai08B13138 Araip.B08 13138 p2 (TA)8 16 51921355 51921370 ACAGCATGGTGCTCTTCCTT ACTCTTGTTGGTCCATTGCC 228

Ai08B13140 Araip.B08 13140 p3 (TAA)5 15 51923683 51923697 TCGACGATCATATTGCCAAA TATGAATCTGTGCGGAGCTG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B13141 Araip.B08 13141 p2 (CT)7 14 51929205 51929218 TTGTTTCTTAACTTTTTCAAAACTACC AGGAGGGCAGAGATGTGAGA 280

Ai08B13142 Araip.B08 13142 p3 (TAT)5 15 51929544 51929558 TCTCTGCCCTCCTCACAGTT CAGGTTCTGGATCTGCTTCC 198

Ai08B13143 Araip.B08 13143 p3 (TTC)5 15 51931075 51931089 GCCCTCCATTCTTCATCAAA CGCTCATCACAACACCAAAC 216

Ai08B13144 Araip.B08 13144 p2 (AC)8 16 51945588 51945603 CTCAAGCTCCGCAATTTCA GTGGCATGAATTGAATCGAA 272

Ai08B13145 Araip.B08 13145 p2 (AT)11 22 51946480 51946501 ATGCACATTTTCCAACCACA GGCGAGATTATTTTGGGTGA 238

Ai08B13146 Araip.B08 13146 p4 (TAAA)6 24 51962845 51962868 TTCCTGACCACTTTCTCTCTCC GCTACTGACTCCAACGGAGG 264

Ai08B13147 Araip.B08 13147 p2 (TA)7 14 51973684 51973697 TGTTTTTCTCTCCCATTTCAA ATGCCATGCAATGCAATCTA 256

Ai08B13149 Araip.B08 13149 c (GC)6catgcgtgcttacgcgcggatcgcctggcacaaagtaggcataaagtgggcacaactctctggtttttgtaccaggagtgtgatatgcaccaccg(GC)6actgcgcgcttgggcgccgattcccg(T)14159 52014337 52014495 ACGGATGCAGCAGGTACAA TGCATTTTGCTTGTAGTATAAGTTTTG 280

Ai08B13150 Araip.B08 13150 p2 (GC)6 12 52017780 52017791 CCCTTCAATTCTTGGGTTCA GTCCAAATGAGGCGGTTCTA 231

Ai08B13151 Araip.B08 13151 p3 (GAA)5 15 52043954 52043968 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai08B13155 Araip.B08 13155 p2 (TA)6 12 52093944 52093955 TGCGAAACACACATGAATGA CAAACTCACAACAATCCACACA 263

Ai08B13157 Araip.B08 13157 p2 (CT)6 12 52101115 52101126 GACATTGAACCTGGCATTGA GGAATCAAAGGACACGGAGA 160

Ai08B13164 Araip.B08 13164 p2 (TA)11 22 52170169 52170190 CGGTGAGGGTTCAATAGCTC TGCAACTACCTAAATGAATGATGC 259

Ai08B13169 Araip.B08 13169 p2 (GT)7 14 52206948 52206961 GGAGAAGAACACGCAGCATC AAGGAAGCATGGATTGTTGG 252

Ai08B13172 Araip.B08 13172 p2 (CT)6 12 52214961 52214972 CATGGTGCAGGAATGAGAAA ATAGGTGAGGGGTTTTTGGG 139

Ai08B13179 Araip.B08 13179 p2 (GC)6 12 52269222 52269233 TGTCCCTTGCTAAAACCCTG AGGAAAGAAAGGGGGTGAGA 113

Ai08B13182 Araip.B08 13182 p2 (GT)6 12 52285109 52285120 AAAAAGTGGGAATTTTGGGC TTTCAAGGTTGTAATGGGGC 157

Ai08B13183 Araip.B08 13183 p2 (CT)7 14 52297080 52297093 TTGTTTCTTAACTTTTTCAAAACTACC TTGTGAGGATGGCAGAGATG 280

Ai08B13184 Araip.B08 13184 p3 (TAT)5 15 52297414 52297428 CATCTCTGCCATCCTCACAA GTTCTTGTCCTTGCTCCTGC 173

Ai08B13185 Araip.B08 13185 p3 (TTC)7 21 52299266 52299286 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 208

Ai08B13187 Araip.B08 13187 p2 (TA)9 18 52308801 52308818 GTTTCGTCCGTGGGTGTAGT AAAGCAGGGTCTCCCAAACT 184

Ai08B13188 Araip.B08 13188 p3 (TAT)5 15 52311580 52311594 TACCTGTTTTCCAAGGCACC AAATTGAGGTTTTTGTGGCG 166

Ai08B13189 Araip.B08 13189 p2 (TA)9 18 52314209 52314226 CAGGGTTGTAATGGGGTTGA TCGCACACCAAGTTTTTGAA 280

Ai08B13191 Araip.B08 13191 p3 (GAA)5 15 52317678 52317692 CGGTCTTAGGTGCCATGAAT ACACAACCCTCTCTTCCCCT 179

Ai08B13195 Araip.B08 13195 p2 (AC)6 12 52342201 52342212 CCAATGTTTTCCGCAAATTC TTGAGCCTTTAATCCCCCTT 151

Ai08B13199 Araip.B08 13199 p2 (TC)8 16 52374860 52374875 GGCCCAGATCCAAGTACAGA GCCAACTCAGATGCTGGAAT 249

Ai08B13200 Araip.B08 13200 p2 (TA)6 12 52381752 52381763 AACACAAAACCCAGTGAGGG GAATGTCATGCAATGCAACC 278

Ai08B13201 Araip.B08 13201 p2 (TC)14 28 52382583 52382610 AGCGAATTCTGAAGCCCTTT GCCAACTCAGATGCTGGAAT 279

Ai08B13203 Araip.B08 13203 c (AC)16(AT)9 50 52398667 52398716 CCATGGGATAATTTTGGGAA TGAGTATGGCATGTGAAAGGA 273

Ai08B13204 Araip.B08 13204 p2 (AG)9 18 52405155 52405172 GCCAACTCAGATGCTGGAAT ATGCACCCATTCAAGGAGAG 201

Ai08B13206 Araip.B08 13206 c (CT)7ttctcactcctcg(TC)639 52436269 52436307 ACACCCATGACCACCTTCTC GATGAAACAGAAGACGGGGA 268

Ai08B13212 Araip.B08 13212 p2 (AG)7 14 52491874 52491887 AGCAAGCAGCCAAAAGTTTC TGGGTTTAAATTTTGAGAAAGGA 232

Ai08B13220 Araip.B08 13220 p2 (AT)6 12 52508068 52508079 AACCAAAAGGCATAGCCTTAAA AGCGAGCAACAAGGAAACAT 198

Ai08B13222 Araip.B08 13222 p2 (AC)6 12 52510126 52510137 CTTCAAGCTTGTGGCTGTCA CCACATGGTGTGGTTTGAGA 257
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Ai08B13223 Araip.B08 13223 p2 (AT)9 18 52520739 52520756 TGGAGAGAGACAAATCCCCA AATGGGAGGATGGATGATGA 256

Ai08B13224 Araip.B08 13224 p2 (CT)6 12 52522120 52522131 CGAAGGTAGAGGATTCAGCG CGATATTGTCATCGTCACGG 235

Ai08B13226 Araip.B08 13226 c (T)10caaatttcacaatataagagtaaaaggagtatgtagttttttgggatgc(A)1170 52525250 52525319 ATCAGCCACACTTGTGCAAT TCAGTTTTTATTTTATTTTTGCTTAGG 280

Ai08B13229 Araip.B08 13229 p2 (CT)6 12 52538179 52538190 CGGACTTAACAAGCAGGGAG ACTTCAAATCCGTTGATGCC 190

Ai08B13235 Araip.B08 13235 p2 (TC)21 42 52597545 52597586 TTGCCGAATTTCTTGATTCC GCTGCCTGCTCTTGTCTTTT 237

Ai08B13237 Araip.B08 13237 p2 (TA)9 18 52606174 52606191 TGTTTTTCTCTCCCATCTCAA AAAGTGGTGGAATGTCAGGC 218

Ai08B13238 Araip.B08 13238 p2 (AC)20 40 52609431 52609470 TGGGAATTTCGTCGGTTAAG ACCATTTGATCCCTGTTTGG 220

Ai08B13239 Araip.B08 13239 p3 (AAT)5 15 52617029 52617043 GTTCTTGTCCTTGCTCCTGC ATTCGAACCCCTTCTTCCAT 178

Ai08B13240 Araip.B08 13240 p2 (AG)6 12 52617316 52617327 GGAAGAAGGGGTTCGAATTT CCTAATTGACTTTTTGTTTGTTTCTT 235

Ai08B13242 Araip.B08 13242 p2 (AG)8 16 52622484 52622499 TGACACATGGCCTTAAAGTGA CGGATCTCAAGAAATCGAGC 168

Ai08B13243 Araip.B08 13243 p3 (GTA)5 15 52630003 52630017 AATTTCATTCCCCAATGCTG AAACAAGCACAAGAAACCCG 153

Ai08B13245 Araip.B08 13245 p3 (TCT)5 15 52639390 52639404 CAATTCCCACCCATTCATTC CTCTTTCAAGGGGGTTCTCC 277

Ai08B13246 Araip.B08 13246 p2 (TA)18 36 52641997 52642032 TTCATCACATCCCCACACTT TTGCTTTAGCCCTTGGTTTT 240

Ai08B13247 Araip.B08 13247 p3 (ATA)6 18 52643521 52643538 GCAATCATCACATCATCCCA GGGTGACAATTTCATTTCCG 280

Ai08B13250 Araip.B08 13250 p3 (AAT)5 15 52684095 52684109 ATAACCATGGATGGCAGGAC TAAGGTTGGTTCTGCTGCCT 124

Ai08B13253 Araip.B08 13253 p2 (AT)6 12 52691577 52691588 TGCTTGCATGAGCTATCCTC GGTTTATCAACCTCCCCACA 260

Ai08B13255 Araip.B08 13255 p2 (AC)6 12 52714251 52714262 CCCTTTTATTCCCCCAATGT ACAAGCCTTAAAGCGGAAAA 120

Ai08B13259 Araip.B08 13259 p2 (GA)7 14 52727741 52727754 GGCGCCAAATTTGATAAGAA TCCCTTGCTTTCTTGCATTC 262

Ai08B13267 Araip.B08 13267 p2 (GA)6 12 52788996 52789007 GGCGCCAAATTTGATAAGAA CTCCCTTGCTTTTTGCATTC 260

Ai08B13268 Araip.B08 13268 p2 (AG)7 14 52798551 52798564 CATCAAAGGGTATTTGGGGA CCTAAATGGAGCAGGGATGA 134

Ai08B13273 Araip.B08 13273 p3 (AAT)5 15 52838078 52838092 GCAGGAGCAAGGACAAGAAC AATGGCAGGAATTGAGATGC 236

Ai08B13280 Araip.B08 13280 p2 (GA)6 12 52866521 52866532 GTATTTAGCTCCCGGGTCGT TACCCAATTCTTGCCGAGAG 225

Ai08B13282 Araip.B08 13282 p2 (AT)14 28 52882172 52882199 CAATTGGTTTAAGAATTGGGAA TTCCATCCTCTGAGCCATTC 280

Ai08B13283 Araip.B08 13283 p2 (AG)7 14 52883585 52883598 GACGAGGATTTATCCGCAAA CCTAAATGGAGCAGGGATGA 179

Ai08B13284 Araip.B08 13284 c (A)12ttcaatcaattggggtggtgccctagaaatggatttcttggagattttcatcatattgactgagcttattctaatgcaaggttgtgatttagaaaact(A)15125 52901704 52901828 GGTTCAAAACTCGCATGCTT TTGCTTTGATTGGAAAAGGG 228

Ai08B13287 Araip.B08 13287 c (T)10caaatctttttcaatcaatcttatc(T)1045 52927435 52927479 ACTTGCCTAATAAGAAAGGTTCAA TGATTGAAAATTAAAAAGATGTGATTG 136

Ai08B13288 Araip.B08 13288 p2 (TC)21 42 52957012 52957053 AACTCTCTGGTCCTTGGCCT GCTTGGATTGCAAGTTTCCT 256

Ai08B13289 Araip.B08 13289 p2 (TA)6 12 52984229 52984240 ATTATCCGCTCATCAGCCAC AATTTGTGGCAGGTTTCGAG 273

Ai08B13292 Araip.B08 13292 c (TC)8ctccat(TTC)537 52993500 52993536 ACACAACCCTCTCTTCCCCT AGTGGTCTTGATGGGCTTTG 268

Ai08B13293 Araip.B08 13293 c (A)11gagaagaaaaaaaaatggcg(A)1041 53000348 53000388 TGCCTTGGCATCAATATGTC TGCTCTTGCCTTTTCGTTTT 264

Ai08B13294 Araip.B08 13294 c (A)11gagaagaaaaaaaaatggcg(A)1041 53001375 53001415 TGCCTTGGCATCAATATGTC TGCTCTTGCCTTTTCGTTTT 264

Ai08B13295 Araip.B08 13295 p3 (ATT)6 18 53009722 53009739 AGCAGGAAAGCAGAGGTTCA TCGCACAACTAACCAGCAAG 274

Ai08B13296 Araip.B08 13296 p2 (GC)6 12 53024592 53024603 TGAAAAAGAGCACCAACGC CGTCGATGGTCAACTAGCAA 172

Ai08B13299 Araip.B08 13299 p2 (AT)13 26 53067434 53067459 TTGCTTGTTTCTGAAGCCCT CTTCAGCAAAGGCACAAGGT 181
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Ai08B13303 Araip.B08 13303 p2 (AT)11 22 53119393 53119414 TTTGGGGTATTTTTGTCACCT TACATGAAGCCCCAAAAAGG 241

Ai08B13307 Araip.B08 13307 p4 (TTTA)5 20 53139361 53139380 GAAACTTTGCTGCACCATGA TTTGAAAATCTTCACCCATTTTT 274

Ai08B13309 Araip.B08 13309 p2 (AC)6 12 53151133 53151144 GGGCTAAGGTAAGGGTGAGG CAAAAGTGGGAAGTTTGGGT 141

Ai08B13310 Araip.B08 13310 p2 (TA)7 14 53151306 53151319 CTTAGCATTGGGGGTAATTTT GTGTGGGAAACTGTGGGAAC 243

Ai08B13312 Araip.B08 13312 p2 (AG)6 12 53173866 53173877 GGATTCATAAAGTAGCGTGCAA TCTCCAGCGATTTTTGGACT 265

Ai08B13316 Araip.B08 13316 p2 (CT)7 14 53197477 53197490 CCTTTCTCTCTCCAATTTTCG GAATGAAGAAAAGAAAAGATGAAGAAT 224

Ai08B13318 Araip.B08 13318 c (T)13gaaaattcaaaataaaaataaaataattagttgattaaaaagaaatttttgaaaaagagggaagatattttcgaaaat(AG)8107 53238671 53238777 GAGGGGGAAGTGAATTTTCG TTTCTTACCTTTTTCAAAACCACC 219

Ai08B13319 Araip.B08 13319 c (T)10g(T)10 21 53239578 53239598 TTTCGAAAAATGCAAGATGC TATTAAGCCATGCCTGACCC 240

Ai08B13321 Araip.B08 13321 p2 (GA)8 16 53244039 53244054 ATTGCAACAATCCACAAGCA TCCTTCTTTCTTCCTTCTCCC 261

Ai08B13324 Araip.B08 13324 p4 (AAAT)5 20 53252413 53252432 AAAAGCGTGCATGACGTG CAAGTCACGAAGCACCAAGA 249

Ai08B13325 Araip.B08 13325 c (A)11gaaaaagaac(AT)939 53253953 53253991 TTTAGGCAAGTGAGCGTGTG GGGCATTTTTGTCCCTTTTT 258

Ai08B13326 Araip.B08 13326 p2 (AG)6 12 53274499 53274510 TTGGTGATGATGTGAGGAAGA TTGTTTCTTAACTTTTTCAAAACTACC 276

Ai08B13334 Araip.B08 13334 p2 (TA)6 12 53337586 53337597 AGGTGGAACGTCACCAAAAG TACCCTTCCGTAGTTCGCTG 277

Ai08B13337 Araip.B08 13337 p2 (AG)6 12 53370685 53370696 ATGCACGGATTTAGGGACAC TTCCTTGGAGGACACCAAAC 194

Ai08B13340 Araip.B08 13340 c (A)10ggggaaag(A)1028 53376620 53376647 TGGTGGTGTGTGTGTGATTG GGTTCAAGCTATTGGTGTCCA 236

Ai08B13341 Araip.B08 13341 p2 (TC)6 12 53390925 53390936 ATTCATATAAGCGCCATCCG GAGGGAGAAGAAAAGAAAAACG 234

Ai08B13343 Araip.B08 13343 p2 (TA)10 20 53434710 53434729 GGCATTTTTGTCCCCTTTTT TTGGGAATTGGGTACATATTCA 227

Ai08B13344 Araip.B08 13344 p2 (GC)6 12 53436637 53436648 GATCGCCTGGCACAAAGTAG GATTTTTGTTAAATTTGAATTTTGG 222

Ai08B13347 Araip.B08 13347 p4 (TTTA)6 24 53457218 53457241 GCAGTAGAGGGGTTGGCATA CCTAACCACTTTCTCTCTCCTCA 219

Ai08B13349 Araip.B08 13349 c (AC)11c(CA)18 59 53468117 53468175 TGGGATGCAACCTACCTACC CGAAGCTCGATTCCTTGTTC 205

Ai08B13351 Araip.B08 13351 c (A)10ttaaaagaaaatac(A)1034 53470125 53470158 ATGCTTGACCCTTTGATTGG TGGCACAGGACTCAAACAAG 197

Ai08B13352 Araip.B08 13352 p2 (CT)6 12 53471193 53471204 TCTTGTGAATCAAGTCATTAATTGTG TGAAAAAGAGGGAAGGGGTT 279

Ai08B13353 Araip.B08 13353 c (CT)6ccctcttctccat(TTC)540 53474753 53474792 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 247

Ai08B13354 Araip.B08 13354 p5 (AATAA)5 25 53490088 53490112 TCCTTTTCCCTGTTTTGTGC AAAAGCTCAGCAAAGGTCCA 209

Ai08B13356 Araip.B08 13356 p2 (GA)8 16 53507262 53507277 GAGAGGTGAGAGTGGTTCGG TTGACCCCTCAGGATCTTTG 191

Ai08B13358 Araip.B08 13358 c (AT)13gtgtgtgtggttgactggtatc(TG)14ta(TG)15108 53520207 53520314 TGCTAGCTCCAAGCAATCAG GGTGGGTGAACACCAAACTT 253

Ai08B13361 Araip.B08 13361 p2 (AT)7 14 53529954 53529967 TTTTCAATCAAAAATGTTTCGTC GTGACCGGTGTTTGCACTTA 274

Ai08B13364 Araip.B08 13364 p2 (CT)10 20 53541772 53541791 TTCCCCCGCTAATTTCTTCT TCAGGTAAAATTCCAACACCAA 233

Ai08B13365 Araip.B08 13365 p2 (AG)7 14 53548200 53548213 GAATGAGTTCGTGAATGGCA TCCTCCGGAAATCTCTGAAC 271

Ai08B13367 Araip.B08 13367 p2 (AT)8 16 53551755 53551770 TGTGATTCTCTCCTTTCTTGCTT CCCTTTTGACAACACAAACA 237

Ai08B13368 Araip.B08 13368 p2 (CT)6 12 53552036 53552047 TGTTTGTGTTGTCAAAAGGG TTTTGTGTGTAAAGTTAATATTTTTGG 260

Ai08B13369 Araip.B08 13369 p2 (AT)6 12 53555613 53555624 CAACAACCCCCAACAGGTAG TGGGATGATGATTCGTGAAA 243

Ai08B13370 Araip.B08 13370 p2 (AT)8 16 53556160 53556175 AGCACCTGAGGCACACTCTT TCACTGCCAATCAAATCCAA 143

Ai08B13371 Araip.B08 13371 c (A)12gcactcaagttttaagacccaaaagggaaaaggaaaaccaaaataaaattgggttaaataagagtttggtcttattaaagtgtttgaaa(T)10111 53556581 53556691 GGAATTGGATCAAGCACTCAA CCCTAAACAGAGAATGAAACACTT 178
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Ai08B13372 Araip.B08 13372 p6 (CGTGGC)8 48 53560757 53560804 TGCGTACAGGATATGGTTGG CAGTCGTGTCGGATGATGAC 184

Ai08B13373 Araip.B08 13373 p2 (TA)10 20 53565924 53565943 ACACCCATATTACCGACGGA CACGCTGCCAACTTCTCATA 263

Ai08B13379 Araip.B08 13379 p2 (CT)9 18 53571817 53571834 TTGTGATTTCTTGTGAATCAAGTC TGAAAAAGGGGAAAGGGATT 279

Ai08B13389 Araip.B08 13389 p2 (AT)6 12 53687712 53687723 TCCTCATGCTAAAGGAAAGCA CGAAGCTCGATTCCTTGTTC 275

Ai08B13390 Araip.B08 13390 p2 (GC)6 12 53691235 53691246 GAAAAGGGCGCACTCTAATG AGTTGAGCCAAAGTTGTGCC 218

Ai08B13394 Araip.B08 13394 p2 (TA)7 14 53708832 53708845 TTCAAGTGTGGGAAAGTTTGG TTTGGGGTTAACATTTGTCCTC 201

Ai08B13396 Araip.B08 13396 p2 (AG)6 12 53719171 53719182 TTCAAAAATAGAGGAGGGAAGAGA TCTCTCTTCTTTTTCAAAACCTCC 160

Ai08B13398 Araip.B08 13398 c (T)10cttttctgcctagtaattgatgctcagagccttgggcca(T)1160 53729405 53729464 ACACAATTCGACCACAAGCA ATGAAAACTTGCATGGGAGC 206

Ai08B13399 Araip.B08 13399 p2 (AC)8 16 53737362 53737377 GGGGCTAAGGTAAGGTGAGG CGGGACAAAATTACCCCAAT 241

Ai08B13400 Araip.B08 13400 p2 (TA)8 16 53737524 53737539 AATCATGCCTAGCTACCCAAA AGTGTGGGGAATTGTGGAAA 280

Ai08B13402 Araip.B08 13402 p2 (CT)6 12 53752338 53752349 TTTCTTATCTTTTTCAAAACCACC GAGAGAGGGAGAGGATTTTCG 214

Ai08B13404 Araip.B08 13404 c (T)10cttttctttttttccctc(T)1038 53811411 53811448 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 235

Ai08B13410 Araip.B08 13410 p2 (GA)8 16 53863226 53863241 TCGAACACAGAGAGAGGGAGA CGAAAATCACTAACCTCTTTTTCAA 254

Ai08B13411 Araip.B08 13411 p2 (TA)7 14 53864740 53864753 TCCCATCTCAATTGTAAAAGCA ATGGGTTTATCAACCTCCCC 275

Ai08B13412 Araip.B08 13412 p2 (CT)7 14 53874187 53874200 GAGCAGGAGGAGCTGTCATC CCACGGTTGAAACTGTTGAA 231

Ai08B13414 Araip.B08 13414 p4 (AGTT)5 20 53900584 53900603 CTTATCCAACGCTCCCAAAC TCGCATCAATAATCAGCAGC 172

Ai08B13415 Araip.B08 13415 p2 (TA)9 18 53903707 53903724 TTAAACTTCACCTTGGGGCA TGAGAATCTTGGGAATTGGG 171

Ai08B13416 Araip.B08 13416 c (A)11tcttagtttatcccttttccaatcgaagcaaatttcatatgcaaaggggatcaactaggtttcaacgattcacaatg(T)12100 53904403 53904502 TGGTGCCCTAGAAATGGAAT ATAGCTCGACCCAGGATGTG 280

Ai08B13421 Araip.B08 13421 p2 (AT)10 20 53952597 53952616 GAGTTGGGAACATTGGTTGG GGACATTTTGTCCCCTTTTT 245

Ai08B13423 Araip.B08 13423 p2 (AT)7 14 53959332 53959345 ATGGGAAACTTGGGACATTG GGCATTTTTGTCCCCTTTTT 238

Ai08B13424 Araip.B08 13424 p3 (AAT)5 15 53967991 53968005 TACTTGATCCCTTTCGGTCG TCATTCCATGAAGCCACGTA 170

Ai08B13431 Araip.B08 13431 p2 (TA)7 14 53980167 53980180 AACGGCCAAATAACACTTGC TGACATTTTTGATGGGGCTT 101

Ai08B13433 Araip.B08 13433 p2 (GA)7 14 53994541 53994554 CAGGTAACCCTCGGAACAAA CATGCAACACCATCGAAGTC 250

Ai08B13435 Araip.B08 13435 p2 (AG)6 12 54002142 54002153 CAATTTCTGGGCTCCTTTTG GGAACCCTAAAACCTAGAGAGAGG 171

Ai08B13440 Araip.B08 13440 p2 (CA)13 26 54021403 54021428 CAAGGAAAGGATCCCCTAGC CCCAAGGACTTAGCGATCAA 258

Ai08B13443 Araip.B08 13443 p2 (CT)6 12 54036424 54036435 AATAACGTGTGCGAAGGACC GGATATGGGCCTTTGGATCT 271

Ai08B13448 Araip.B08 13448 p2 (AT)8 16 54081355 54081370 AGGTCCTTCCCTAGCCATGT TGATTTATGACGATTTAGCTTGATG 186

Ai08B13449 Araip.B08 13449 p2 (TA)7 14 54089261 54089274 GACTTGTGCTTCGACAGTGG TTGCTATAGACTCGAAGGACTTGTT 232

Ai08B13453 Araip.B08 13453 p3 (TAT)6 18 54095553 54095570 TGCAAGATGCTATAGGTTGGA AAATCACATCCACCGTTTCC 199

Ai08B13458 Araip.B08 13458 p2 (AT)25 50 54161996 54162045 TAAAACTGAGGTGGCGAGGT CTTGGCTTCGTAGGTTGAGC 271

Ai08B13464 Araip.B08 13464 p4 (TTAG)5 20 54230540 54230559 ATCACCATCCACCATCACCT TCAGCAGCAATAAACAGCAAA 140

Ai08B13466 Araip.B08 13466 p3 (TTA)6 18 54235101 54235118 AATCAAATGTGCATTCAGTGAC GATCAAGTTGAGATTCAAGTGAAAA 277

Ai08B13467 Araip.B08 13467 c (AC)6ataccactcttttctttcgccgctttcattttcttttacttttttttagaccctttcaagtttcaa(CT)9ca(CT)6110 54236572 54236681 ATAGGCACCACCACCCATTA GGCCATTAATTGGTATAACATGGA 269

Ai08B13468 Araip.B08 13468 p2 (AC)7 14 54238490 54238503 ACTCCCCTCATCCCTCAACT GCTGCCATGGTTGCTCTATT 235
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Ai08B13469 Araip.B08 13469 p4 (CTTT)5 20 54240465 54240484 TGGAGGTCTGAGCTTCAGGT TGCAAACAATCCCACAGGTA 237

Ai08B13472 Araip.B08 13472 p3 (ATT)7 21 54245901 54245921 ATGTAAAATGCGGCAAGGTC GCACAGAAAATAAGGTAGGCCA 224

Ai08B13479 Araip.B08 13479 p2 (AG)8 16 54267566 54267581 GGAAAGAAACCAAGAAGAGGAAG TTCCTAGTTAGTTGCATGTTTATTTCA 279

Ai08B13480 Araip.B08 13480 p2 (GA)8 16 54279893 54279908 CCTGCAAGGTTGCATTTAGG GGAGTTGCCTCCTTCTTTCC 260

Ai08B13481 Araip.B08 13481 p2 (AG)16 32 54280050 54280081 CCTGCAAGGTTGCATTTAGG TCATTGGAGTTGCCTCCTTC 265

Ai08B13482 Araip.B08 13482 p2 (AT)6 12 54281295 54281306 TTTAGAATCCAATTATTATTGCCAC CTTGACCGGAATTCGAGAAG 150

Ai08B13485 Araip.B08 13485 p3 (ATT)5 15 54284735 54284749 GGCCAACATTGGTCCATTTA GCATTTGATGAGAATGGCAA 269

Ai08B13487 Araip.B08 13487 p2 (TA)7 14 54296147 54296160 TGACTCACCAAAAGCTCACG TGAGTCGAGGTTGAGTTTGG 196

Ai08B13491 Araip.B08 13491 p2 (AT)10 20 54337886 54337905 TGGAATGTTATGCAATGCAAC CAAATTCCAGTGAGGGTTCAA 273

Ai08B13492 Araip.B08 13492 p2 (AT)10 20 54344084 54344103 GGTCACTCCCAAGTTATCGAG TTCCAATTTCACCACCTTACAA 280

Ai08B13496 Araip.B08 13496 c (AT)9agaaaaagaaagaaaaagaattgcaataaaaaaggggacaaaatgccccaaagttcaaggttcaataaaaatcaatgcatatgtgtggtgat(A)12122 54377463 54377584 GAGAAATTTTTGGAATTGGGT CCCATTCTTCACTTTTAACACACA 280

Ai08B13497 Araip.B08 13497 p2 (GA)16 32 54381792 54381823 TTCCTGTGACGTCCTAAGGG TCTATCCATCCATCCATCCA 192

Ai08B13498 Araip.B08 13498 c (T)10aaaaatttgacattttcatcgataattagaagcctcctcctctaaatataatttttatc(T)1079 54381990 54382068 AGATGGATGGATGGATGGAT GCCAAATTTTTGTCAAACCC 280

Ai08B13503 Araip.B08 13503 p2 (GC)6 12 54445213 54445224 AAATGAAACATGGGCACTGA GCCCAAATGTGGCATAACTC 258

Ai08B13504 Araip.B08 13504 p3 (TCT)6 18 54445803 54445820 TCTGTTTCCCACTTCCCAAC AAGTGTAGTGCCACCGGAAG 154

Ai08B13505 Araip.B08 13505 p2 (AT)6 12 54450190 54450201 TTTGAATCCCTGATTGGCTT TTCTTTGTCCCCTTTGTTGC 232

Ai08B13506 Araip.B08 13506 p4 (TTAG)5 20 54458811 54458830 TTCTTTCCACCCTTCAACCA AAGCATGAAAAGCTTAAAACCAA 267

Ai08B13507 Araip.B08 13507 p2 (AT)10 20 54460455 54460474 TTGATTTTGGGAGAGTTGGG TTCACTTTGGGGCATTTTGT 248

Ai08B13508 Araip.B08 13508 p2 (TC)8 16 54481493 54481508 CACAGTTTCCTGATTTGCCA GGGGGAAGGAGAAAAAGAAA 175

Ai08B13510 Araip.B08 13510 p2 (AT)7 14 54522277 54522290 TGAAGCAAGAAAAAGCAGCA CCTTGTAGGCCCTCCTAACC 220

Ai08B13511 Araip.B08 13511 c* (GT)6(GTG)6* 28 54526156 54526183 AAAATGGTGGAAAAGGGGAG CTCTTTTCCGGTGACCACAT 117

Ai08B13513 Araip.B08 13513 p2 (TC)7 14 54531482 54531495 CGAAAATCACTAACCACTTTTTCA TTCGAACACAGAGAGAGGGG 257

Ai08B13515 Araip.B08 13515 c (T)11gaaatcaaaaataaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatatttttgaaaatt(AG)6103 54546955 54547057 AATGAGATGGGAGAGGGAGAA TGTTTGTTTCTTATCTTTTTCAAAACT 237

Ai08B13517 Araip.B08 13517 c (T)11atttttatgattttctaatttttttgga(T)1251 54547972 54548022 GCATATGCAATTGACACCAAA AAAGCTTGGCTGGCTAGTGA 234

Ai08B13520 Araip.B08 13520 p3 (AGA)7 21 54564397 54564417 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 279

Ai08B13524 Araip.B08 13524 p2 (TC)18 36 54592437 54592472 TTTCTTATCTTTTTCAAAACCACC TGAGGGAGGAAGGAAATTCG 235

Ai08B13527 Araip.B08 13527 c (A)12gaggatgatatgcg(A)1036 54621232 54621267 TGCTTGAGCAGTGCATATGTT TGGCTTCTTCTGCTTGCTTT 221

Ai08B13533 Araip.B08 13533 p3 (GGT)7 21 54693572 54693592 GATGCATGATCTGACGGTTG GACCATTCTATGGGGGTCCT 239

Ai08B13536 Araip.B08 13536 p2 (GA)6 12 54701655 54701666 TTGTTGCCCCATTTAGAAGC ATGCCTTTGCTTGAATTGCT 203

Ai08B13538 Araip.B08 13538 p2 (AG)6 12 54717199 54717210 ATAGGTGAGGGGTTTTTGGG CAGGGATGAGAAACCCTTGA 132

Ai08B13543 Araip.B08 13543 p3 (TCA)5 15 54751502 54751516 TGTGGTCTGCCATGAGACAT GCGGCACAAGGAGAGTAAAG 225

Ai08B13544 Araip.B08 13544 c (TA)8(T)10 26 54755199 54755224 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 240

Ai08B13546 Araip.B08 13546 c (TC)28cgccttct(TC)1288 54772044 54772131 TGAACTGCGAACCCTCTTTT AGTAGTGGCAGCAGAACCGT 236

Ai08B13549 Araip.B08 13549 p2 (CT)10 20 54805036 54805055 TAAACGCCAGAAAGGGAAGA TGTGAGGAGGTGATTGGTGA 254
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Ai08B13550 Araip.B08 13550 p2 (TA)11 22 54810709 54810730 AGGGGCATCTTGTAACACCC AGGCTGAGTTTGGAGCTTGA 155

Ai08B13552 Araip.B08 13552 p3 (ATG)6 18 54818005 54818022 CTCAGGTTCCCTACAGCCAG GGCACTCCGAATTCGTTTTA 100

Ai08B13554 Araip.B08 13554 p4 (TATT)6 24 54821936 54821959 AAGGGAACCGGTAGAGGAGA TCCTGTTCCATTGCAAACAA 273

Ai08B13555 Araip.B08 13555 p3 (TAA)5 15 54826454 54826468 CTCCCTTTGGCTTGTTTACG TACGACCGGTGCAATTATCA 146

Ai08B13558 Araip.B08 13558 p3 (TTA)11 33 54835201 54835233 TCTTCTTTGCTTTAACTTGCG GACCAAAGAGAACAAATGTTATGA 229

Ai08B13562 Araip.B08 13562 p2 (AT)6 12 54837594 54837605 TTTGATTCACCTGATGTGTGC CCCAAATGTTTTACACCCACT 186

Ai08B13564 Araip.B08 13564 p2 (AC)8 16 54843325 54843340 ACACCCTCTTTCAATGCACC CATGGCCCTCCAATATATGC 238

Ai08B13571 Araip.B08 13571 p6 (CCGTCG)5 30 54861800 54861829 GGCTACCGTCGTTCTCAATC TTTGCAGGATGCAGAAACAG 221

Ai08B13574 Araip.B08 13574 c* (ATTT)5(T)10* 27 54864753 54864779 TCTCCTGGTTGTCAGGTTGT AGTAGTGAAGAGCGGCCTGA 253

Ai08B13575 Araip.B08 13575 p3 (TTC)7 21 54870437 54870457 GCTGCAATTGTGCAATTTTCT CAAAATCAACAGAGCTGGCA 277

Ai08B13576 Araip.B08 13576 p2 (AT)6 12 54873203 54873214 CTGCATCGCATGCTTAAAAA GGACATTAATAATCCGAAAAGATCA 253

Ai08B13579 Araip.B08 13579 c (A)10t(A)10 21 54883223 54883243 TGCTTGCATATGATTGAGGC TTCCCATAAAATTCCCCACA 232

Ai08B13580 Araip.B08 13580 p2 (TC)16 32 54887264 54887295 GAACATTGAACCTGGAAATTGA CAGCGTGATAGAATTCGCAA 263

Ai08B13583 Araip.B08 13583 p2 (AG)6 12 54892939 54892950 TCGCAGTGATGAAAATCAGC GGAACATTGAACCTGGAATGA 277

Ai08B13585 Araip.B08 13585 p4 (TTTA)5 20 54903735 54903754 TCGAATTCTCCCTCTCTCTCA TTAGCGTCCTTTCAGGTTCC 279

Ai08B13586 Araip.B08 13586 p5 (ATAAG)5 25 54930601 54930625 AGAGGAACACGACCCACATC CCTGGGTGCTCCAGTGTATT 174

Ai08B13587 Araip.B08 13587 c (T)10c(T)10 21 54933534 54933554 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 198

Ai08B13589 Araip.B08 13589 p3 (AGA)6 18 54934726 54934743 GCTTTTGTCTTCCCTTTCCC AACCACATCTCCCTCTCCCT 187

Ai08B13590 Araip.B08 13590 p5 (TTTAT)6 30 54948745 54948774 TTTAGCCGCTTAGGTCAGGA TGAAGCAAGAAAAAGCAGTGAA 216

Ai08B13591 Araip.B08 13591 p2 (AT)14 28 54952379 54952406 CAACCTCCCCACACTTAAACA TCTCCTATCTCAATTGTAAAGGCAC 276

Ai08B13593 Araip.B08 13593 p3 (AAG)5 15 54961690 54961704 TTGCCAGAGCGTATCATCAG GTCACGCGAACCCTATCAGT 226

Ai08B13599 Araip.B08 13599 c (T)12gctatta(T)10 29 55011116 55011144 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGCA 259

Ai08B13600 Araip.B08 13600 c (T)11ggatttttgaaa(T)1134 55014970 55015003 ATGCATGAATGCAATTTTCG TGCCTAACCCTCAGATTGGA 262

Ai08B13601 Araip.B08 13601 c (T)10gaaaacaaata(T)1031 55015314 55015344 TGAAGATCAATCCCAAAGCA CATCGTGTTGCTCAGATTGG 274

Ai08B13602 Araip.B08 13602 p2 (CT)21 42 55019199 55019240 CTCAGGATCTATGGACCCCA CACGGCATCGAATGGTAATA 280

Ai08B13603 Araip.B08 13603 p2 (CT)6 12 55020210 55020221 AGGGATTTCTGGGCTGTTTT ACATTGAACCTGGGATCGAG 223

Ai08B13604 Araip.B08 13604 p2 (TC)8 16 55021390 55021405 GACAAGCCCTTATAGCGGTG CTGCAGCTATTGCCTCCTTC 257

Ai08B13606 Araip.B08 13606 p2 (AG)6 12 55028077 55028088 TTTTCGACCCAGTTCTCGAC GAACCTGGGATCGAGAGTCA 204

Ai08B13607 Araip.B08 13607 p2 (TC)6 12 55035952 55035963 CAGTGACGCGAAACCCTATC CGGTGGTGGAAGAGAGAAGA 216

Ai08B13609 Araip.B08 13609 p2 (CT)9 18 55044092 55044109 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 241

Ai08B13610 Araip.B08 13610 p3 (TAT)5 15 55044432 55044446 TTCGAAAATTATCCCTCCCC TTCTTGTCCTTGCTCCTGCT 236

Ai08B13611 Araip.B08 13611 c (A)10taggcg(A)10tatagaaagaaaaagaaaaagcaagcagaaaaagccaaaagctcttaaaatcaagaggcaatagc(A)11102 55046292 55046393 TGAAGCAAGAAAAAGCAGCA TCCAAACAGCATCAGCAGTC 255

Ai08B13614 Araip.B08 13614 p2 (AG)6 12 55093646 55093657 ATAGGTGAGGGGTTTTTGGG TAACGCCAGGAATAGGCAAG 240

Ai08B13616 Araip.B08 13616 p2 (AT)8 16 55107167 55107182 TTGATTTTGGGAGAGTTGGG TCACTTTGGGGCTTTTTGTC 260
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Ai08B13617 Araip.B08 13617 p2 (CT)6 12 55121723 55121734 AAACATGAAATACCTCAAATTGCAT TGGGGGAATCATTCATTCAT 274

Ai08B13619 Araip.B08 13619 p3 (AAC)6 18 55146203 55146220 AAAAGATGGCCAAAGTGGTG CCAGTTGAATCCCTCTGGAA 179

Ai08B13621 Araip.B08 13621 p2 (TA)13 26 55168146 55168171 TTGGGAATTTGGGTGCTTAC CATTGGGGTAATTTTGTCCCT 138

Ai08B13625 Araip.B08 13625 p2 (TA)7 14 55188269 55188282 GCTCCAGAAAATCCACTTCG TTGCACACCACTTGTTTGTTC 194

Ai08B13626 Araip.B08 13626 p2 (AT)7 14 55189374 55189387 CTCAGCCTGCGAAGTTAAGG TCAGAGGTTTAAGGAGAGTTAGGG 264

Ai08B13629 Araip.B08 13629 p4 (TTAT)5 20 55201040 55201059 CCTAGCATTTGGGGTAATTTT AAGTGTGGGAAAACTGTGGG 217

Ai08B13631 Araip.B08 13631 p3 (GGA)7 21 55219156 55219176 ATTGGACCAAGAAGCAGCAC TCTGCGTCTGTACGCATTTC 198

Ai08B13632 Araip.B08 13632 p2 (GA)6 12 55220026 55220037 CACACTGTGTTTCCTCAGCG AGGAGCCTGAGCCTGTACCT 205

Ai08B13633 Araip.B08 13633 p2 (TC)10 20 55227592 55227611 TTCTCGTTGCACTCAACAGG TACCTTGAACCCGAACCAAA 262

Ai08B13635 Araip.B08 13635 p2 (AT)13 26 55231709 55231734 CGTGGTAGGAGGAAGCTCTG TGGAGGTAGAGGGTTGGTTC 237

Ai08B13636 Araip.B08 13636 p2 (AC)6 12 55259535 55259546 TAATGGGGCTAAGGTGAGGG GGGGATAAAATTACCCCAATG 237

Ai08B13637 Araip.B08 13637 c (ATTT)6ttgaata(T)1041 55259701 55259741 TGGGGTAATTTTATCCCCTTA TGTGGGAACTTGGGTTAATGA 218

Ai08B13638 Araip.B08 13638 p2 (AG)8 16 55271893 55271908 TCAAATCATAACATGGGAAGGA TGAGGGAACACATCCATTCA 239

Ai08B13641 Araip.B08 13641 p2 (CT)6 12 55283518 55283529 TCCTTATCTTTTCAAAATTTGTTTCA AGAAGATGAGAGGGGGAAGTG 267

Ai08B13642 Araip.B08 13642 c (CT)6gagtttagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaaaaggatccc(TAT)6101 55283762 55283862 CGAAAATTCACTTCCCCCTC CTTGTCTTTGCTCCTGCTCA 230

Ai08B13643 Araip.B08 13643 p3 (TTC)5 15 55286273 55286287 TCAATTTCCCACCCAGACTC TAGAATATTGCTCGCCCTCG 206

Ai08B13648 Araip.B08 13648 p2 (AT)6 12 55299601 55299612 TAAGAATACGTGGCCGGAAC TCTGGTGCAGAAGACCAGTG 243

Ai08B13649 Araip.B08 13649 p2 (AT)6 12 55301492 55301503 CACAATCCGGTTCTTTGCTT AATTTTAATTTTATCTGGTACGGGT 256

Ai08B13650 Araip.B08 13650 p2 (TA)7 14 55302350 55302363 TCGCAGACCATCTTTACTCG CTGTGTACAATGAGTGTGTGTGTG 232

Ai08B13651 Araip.B08 13651 c (TAT)6tg(TTA)6 38 55302779 55302816 GCAGATATAAATTGCTACGTTCTTTTT TTCTTTATCTTCTGCTTTAATTAGTGG 249

Ai08B13653 Araip.B08 13653 c (A)10gcttgggacattacattctacccttcttacaaaaattttcgccctcgaaaattgatacagtgtacaaaagaaggtaaccaaagtcaatgacaaa(T)13117 55305021 55305137 GGTTAGGGTTGGGTAAGAGGA GTTGCATCCATTGTTGATGG 255

Ai08B13655 Araip.B08 13655 c (A)10ttcaactaaactttcagatcggaaaagatcttcaattcaactaacagatcat(A)1072 55308306 55308377 TGAAAGAAAAGCCACGTTCA TGACGAATATATGCATGGGG 203

Ai08B13659 Araip.B08 13659 p6 (AGGGAT)5 30 55315113 55315142 AAACCCTCCGCTGACTATGA GATGGGGCTGCTAAATCAAA 230

Ai08B13665 Araip.B08 13665 p2 (TA)10 20 55345158 55345177 GGAGTTCCTGTGGAAGCAAA TCCTTTTCCCTCCTTGATCC 223

Ai08B13668 Araip.B08 13668 p2 (CT)6 12 55363009 55363020 TTGCTTGCTAAGAAAGATTCAAA TCGAATTTGGGTGAGATGAA 278

Ai08B13669 Araip.B08 13669 p3 (TTC)5 15 55365623 55365637 CTGAACCTTACCCCTCCTCC GCTTTTGTCTTCCCTTTCCC 276

Ai08B13671 Araip.B08 13671 c (A)10tagcgaaaaaatag(A)1034 55368673 55368706 TGAAGCAAGAAAAAGCAGCA AGCCACTTAGGCCAGGATTT 238

Ai08B13677 Araip.B08 13677 p2 (TG)7 14 55407375 55407388 ACATCATTTGCCCTAAGCGA TGTTTCCCACAAATTTTCCC 119

Ai08B13679 Araip.B08 13679 p2 (AG)6 12 55426887 55426898 ATAGGTGAGGGGTTTTTGGG CATTTAATGCCAGGAATGGG 245

Ai08B13682 Araip.B08 13682 p3 (ACC)5 15 55458243 55458257 GCAGGACCCCCTTCTACTTC ATGCTCCTCCTCCTGATCCT 231

Ai08B13683 Araip.B08 13683 p2 (TA)7 14 55459540 55459553 GCTCTTGTTTTGATAGTTGCACA AACCAATTGGGTGGTACCCT 265

Ai08B13687 Araip.B08 13687 p2 (GT)10 20 55465088 55465107 TGATGAAAAGAGTGGGGAGG AGGACGAACGGGCTAAAAAT 169

Ai08B13688 Araip.B08 13688 p2 (AT)7 14 55465535 55465548 CGGTTCTTACATCCTCCCCT TGGAAGGCGAGAGAGAACAT 181

Ai08B13689 Araip.B08 13689 p2 (GT)11 22 55471011 55471032 TGATGAAAAGAGTGGGGAGG ACGGGCTAAAAACGCTAACA 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B13691 Araip.B08 13691 p3 (AGA)5 15 55475737 55475751 TGATGAGAAAGGTGAGAAGAGAA TTTCTACTTTTGTGCGTGCG 190

Ai08B13695 Araip.B08 13695 p3 (AGG)5 15 55507941 55507955 TTACTGAACTTCGCCCCATC ACCCGAGCTTGAGCTGTTTA 251

Ai08B13698 Araip.B08 13698 p3 (ACA)5 15 55516791 55516805 TTGACAAACTAGTTGGCTTTTGTT TCCATGAAGTGGTCAAACGA 265

Ai08B13699 Araip.B08 13699 p4 (ATTT)5 20 55518587 55518606 TGCAATTGCGTAAATTTAGAGG TTGAGGTAGGGTGTTCCTGG 227

Ai08B13700 Araip.B08 13700 p3 (TAG)5 15 55519343 55519357 GAGGCTTGCTGGAGCATTAG AACAAGCCTTTTCCCTTGGT 166

Ai08B13701 Araip.B08 13701 c (T)11gaatgttgcacttgtttcgggttttgggttatcttcatgcagatgaattaaacagatgcagtagttgatgacatattaagattgagaa(T)10109 55520547 55520655 TGGTTGAACTGGTTTTCTAATGG TCCTTTGTACGAAAATTCACCC 192

Ai08B13704 Araip.B08 13704 p2 (TA)9 18 55541917 55541934 CTTGTTTGGTTCGGTCACCT GTCAACCCAAGGGGATAAGG 246

Ai08B13707 Araip.B08 13707 p5 (TTTCT)5 25 55609999 55610023 ATCCCCTGACACACACCATT GAAAAGACAGAGAAAGCATGATGA 275

Ai08B13708 Araip.B08 13708 p5 (TTTCT)5 25 55615255 55615279 ATCCCCTGACACACACCATT CAGAGAGGAAGAAAGTGCAGAA 169

Ai08B13712 Araip.B08 13712 c (A)12gaaaattttaataaaatcataaaaac(A)1149 55643599 55643647 TTTGGACCGAAGCTTTCACT AAGATGCGATTGACACCAAA 264

Ai08B13714 Araip.B08 13714 p2 (AT)7 14 55660571 55660584 CTTTGGCAACTTGTTGGGTT TCGTGAAAACTCCGGTTCTT 143

Ai08B13717 Araip.B08 13717 p2 (CT)6 12 55676979 55676990 TTGGTTTTCAAAATTTGTTTCA TAGAATAGGATGGGGGAGGG 280

Ai08B13718 Araip.B08 13718 c (A)11gagaaaaaaaaaggggcgaaaaaaaaatagaaaaaaaatttagaaag(A)1068 55678037 55678104 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 230

Ai08B13720 Araip.B08 13720 p2 (TA)33 66 55682908 55682973 TTTCATGTTCCCTGCTTTCA CATGAAATGCAATGCAAACC 233

Ai08B13722 Araip.B08 13722 p2 (CT)6 12 55712808 55712819 TTGTTTGTTGTTTGTTTCTTATCTTTT TTTTGAAAAAGGGGGAAGAT 212

Ai08B13723 Araip.B08 13723 p2 (CT)6 12 55712931 55712942 TTTCGAAAATATCTTCCCCC TTTTCGGAAATGGTTTTTGA 241

Ai08B13725 Araip.B08 13725 p3 (TCT)6 18 55748844 55748861 TCAACATCTCTTTCCCACCC GGATCTCTTGATTTGCAGCC 271

Ai08B13726 Araip.B08 13726 p2 (CT)6 12 55751827 55751838 CTTTTTGTTTGTTTCTTATCTTTTTCA CTCGAACACAGAGAGGGAGG 270

Ai08B13729 Araip.B08 13729 p4 (AAAG)8 32 55775109 55775140 CTAACTCCTTTTACCCCGCC AGGATGACGTCGACAGGACT 278

Ai08B13730 Araip.B08 13730 p2 (AT)6 12 55780118 55780129 AGGATTGTAATGGGGCTGAG ATCAATGCACATGGGACAAA 217

Ai08B13734 Araip.B08 13734 p2 (AT)6 12 55803710 55803721 TGGGTAGCTAGGCATGATTCT GGGCTAAGGTAAGGGTAAGGG 130

Ai08B13735 Araip.B08 13735 p2 (GC)6 12 55815002 55815013 ACCATTGCCAGTTGACCATC TGGCACAAACCTGTCTCAAG 265

Ai08B13741 Araip.B08 13741 c (T)10g(A)10 21 55887546 55887566 ATAAAACCGGTGCCAAATCA GACGGTGAATCCTGTTGCTT 207

Ai08B13743 Araip.B08 13743 p3 (CTT)5 15 55905018 55905032 TTCAAATGTCTTGGAAGGGG AACCCCAGTGGACAAGACAG 154

Ai08B13747 Araip.B08 13747 c (T)10attctttttcttttcaaaaaattttcaaaaaa(AAT)557 55930753 55930809 TGATTTCGTGCACCATGTTT ACATGGTTTAACAGCCAGCC 253

Ai08B13749 Araip.B08 13749 p3 (TTC)5 15 55944731 55944745 TGACCGAACCACTCACACAT AGGTTTCTCTGGCCTTTGGT 165

Ai08B13752 Araip.B08 13752 c (A)10(T)10 20 55957666 55957685 TCAGCGTTGCACAACCTATC AAATTCAAGAAAAGATGCAACAG 260

Ai08B13755 Araip.B08 13755 p2 (TA)6 12 55959150 55959161 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai08B13756 Araip.B08 13756 p2 (AG)7 14 55965565 55965578 TTTGTCCTTGTTCCTGCTCA TTTGAAAAATCCCTCCCTCA 226

Ai08B13762 Araip.B08 13762 p4 (AAAT)6 24 55990828 55990851 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 170

Ai08B13764 Araip.B08 13764 p2 (CT)6 12 56010484 56010495 ACCATTCTGGGCGTTTAATG GGGTTTTTGGGGAAGAGGTA 277

Ai08B13765 Araip.B08 13765 c (A)12gagagaaaag(A)1133 56012435 56012467 TGATGGGAAAAGGAGAAATGTT TTATCACCCTTGCCTTTTGG 175

Ai08B13772 Araip.B08 13772 p2 (TA)8 16 56088669 56088684 TTTTGGTTGTTGCACACTTTT CGGTGCCCTAAAAATGAGTT 242

Ai08B13775 Araip.B08 13775 p2 (GC)6 12 56090424 56090435 GATTAGGAATTTGCCAGCGA ACAACTTGAAATTGGGCCTG 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B13780 Araip.B08 13780 p2 (CT)6 12 56143076 56143087 CACCCCCTTCTTCTTTCCTC ATTTGCCTTCACCCAGTCAC 237

Ai08B13782 Araip.B08 13782 p3 (CAG)5 15 56152092 56152106 GTTCTCGACCCAGAGGAGTG TGGTCTATGCAGTCGAGACG 202

Ai08B13784 Araip.B08 13784 p2 (AG)8 16 56169985 56170000 ACATTGAACCTGGGATCGAG TCCATTCATGAGGAGGCTCT 150

Ai08B13785 Araip.B08 13785 p2 (AG)8 16 56172664 56172679 AGAACGGGACATTGAACCTG TTTTTGATCCAGTTTTCGGC 219

Ai08B13787 Araip.B08 13787 p2 (AG)8 16 56178955 56178970 ACATTGAACCTGGGATCGAG TTTTTGACCCAGTTTTTGGC 211

Ai08B13791 Araip.B08 13791 p5 (AAGAT)5 25 56203607 56203631 GCCCAAATAGAGGAACACGA CTTTGTCACCAGAGGGTGGT 279

Ai08B13792 Araip.B08 13792 p3 (AAT)5 15 56258411 56258425 TCTGACTGGAATGCAAGCTG GACAAACCGATTTCTCCCAC 229

Ai08B13795 Araip.B08 13795 p2 (CT)9 18 56301613 56301630 CATCCATTCATGGAGGCTCT AGCCAATTGGGCAACATAAG 226

Ai08B13796 Araip.B08 13796 p2 (CT)7 14 56306538 56306551 CATCCATTCATGGAGGCTCT AGCCAATTGGGCAACATAAG 222

Ai08B13797 Araip.B08 13797 p3 (TCT)5 15 56311671 56311685 CCTTTTCTTCTTCCCCCATC GACACCGGAAGAGGTGCTTA 102

Ai08B13799 Araip.B08 13799 p5 (TAAAA)5 25 56322925 56322949 CCATGATGGAGAAAGGGAGA CAAATCCTTATCTTCACCCACA 230

Ai08B13803 Araip.B08 13803 p2 (TA)6 12 56389577 56389588 ATGGGTTTATCAACCTCCCC TGCTTTCTTTTAGGGTTGGC 238

Ai08B13806 Araip.B08 13806 p3 (GAA)5 15 56414436 56414450 TTGGTGGAGAATGAGGGAAG TCACCAAGGGGACTCAATTC 242

Ai08B13817 Araip.B08 13817 p2 (CT)8 16 56544159 56544174 AGTCCTTGACCCCTCAGGAT GAAGGGTTTTTGGGGAAGAG 108

Ai08B13819 Araip.B08 13819 p5 (TTTTA)6 30 56582149 56582178 TATAAGTGTGGGGAGGTCGC AAGCCCAAAGTGAAAAATGC 203

Ai08B13820 Araip.B08 13820 p2 (GT)6 12 56583424 56583435 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 233

Ai08B13826 Araip.B08 13826 p2 (AC)6 12 56618761 56618772 GGGCTAAGGTAAGGGTGAGG GGGACAAAATTATCCCAATGC 231

Ai08B13831 Araip.B08 13831 p2 (AT)6 12 56646019 56646030 GTTATTACCCATTGGCGCAC CTTGACGTACATGTGGTTTGAA 254

Ai08B13832 Araip.B08 13832 p2 (TC)6 12 56652583 56652594 CCCACTTGCATATTTGGCTT CCTCGCAAGGTGAATACCAT 214

Ai08B13834 Araip.B08 13834 p4 (TTAG)5 20 56668172 56668191 CACTTCACCATGCATCACAC TGGCCAAAACATGCAATTTA 263

Ai08B13835 Araip.B08 13835 p4 (TTAG)6 24 56669984 56670007 CACTTCACCATGCATCACAC TGGCCAAAACATGCAATTTA 267

Ai08B13837 Araip.B08 13837 p3 (GAA)5 15 56702845 56702859 GTAAACCGGTTAGCATCCCA GGTTGTGCACATTCCTCCTT 272

Ai08B13843 Araip.B08 13843 p2 (AT)10 20 56743144 56743163 TTGATTTTGGGAGAGTTGGG GTCGCTCAAGTGTATGGGGT 234

Ai08B13845 Araip.B08 13845 c (T)13gctttttggttgccctttttcagtggcttt(TTC)558 56759040 56759097 AAGTTCAAACCATTGGTGCC GGTGGTATGCATGTTTGATTG 222

Ai08B13847 Araip.B08 13847 c (A)12tc(T)10 24 56794726 56794749 CAATCATATCTTTTTCAAAACCACC TCGAAAATAATTAAAAAGAAAAGGA 224

Ai08B13848 Araip.B08 13848 p2 (CT)8 16 56797775 56797790 AGTCCTTGACCCCTCAGGAT GAAGGGTTTTTGGGGAAGAG 108

Ai08B13849 Araip.B08 13849 p2 (GT)6 12 56831071 56831082 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 233

Ai08B13857 Araip.B08 13857 p2 (TA)10 20 56880025 56880044 GCAACCGTCAAACTGATGAA TGATGGCAGCTGGTCAAATA 235

Ai08B13858 Araip.B08 13858 p2 (TA)13 26 56880619 56880644 TGACCGCAATAAATCAAGTTT GTTGTTGAATTATCCGCGTG 280

Ai08B13859 Araip.B08 13859 c (AG)6atagaa(AG)1548 56902148 56902195 AGTGAAATGCAGACCCACTG GCACGTCGCTATCTCGCTAT 231

Ai08B13860 Araip.B08 13860 p2 (AG)6 12 56902391 56902402 GAGATAGCGACGTGCTCAGG TTAAACCCATTGCTGCCTTC 232

Ai08B13863 Araip.B08 13863 p2 (TC)6 12 56911776 56911787 CCCACTTGCATATTTGGCTT CCTCGCAAGGTGAATACCAT 214

Ai08B13866 Araip.B08 13866 p4 (TTAG)5 20 56927959 56927978 CACTTCACCATGCATCACAC TGGCCAAAACATGCAATTTA 263

Ai08B13870 Araip.B08 13870 p4 (TTAG)6 24 56964578 56964601 CACTTCACCATGCATCACAC TGGCCAAAACATGCAATTTA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B13875 Araip.B08 13875 p2 (GA)6 12 57054367 57054378 AAAGACCCTCGGATTGAGAG TTTTTGACCCAGTTTTTGGC 200

Ai08B13877 Araip.B08 13877 c (A)10gttagttttcaagcatgtaaataagggggtac(A)1355 57059954 57060008 TGTGGGATACCTTTTGGGAA TGTATCCCATGTGCATTGCT 221

Ai08B13879 Araip.B08 13879 p2 (TC)6 12 57061331 57061342 CAAAGGGAGCTCGCATATTT CGTCCTTAGATGGGAAGCAG 260

Ai08B13880 Araip.B08 13880 p2 (AG)20 40 57066724 57066763 CTTCCCGAACGGAGGTAAAT GCAGCAAGAGAATTGAACGG 269

Ai08B13882 Araip.B08 13882 p2 (GA)8 16 57077162 57077177 GCATGCCCAATTTCAAGTTT TTGGATTCCCATTTCCTTCA 197

Ai08B13883 Araip.B08 13883 p2 (AT)9 18 57081112 57081129 ATGCCATGCAATGCAATCTA CCAGTGAGGGTTCAATAGCTC 277

Ai08B13885 Araip.B08 13885 p2 (AT)6 12 57113448 57113459 TTTTCAAGGTTGTAATGGGGA ATGGGGACAAAAATTACCCC 258

Ai08B13887 Araip.B08 13887 p3 (ACA)6 18 57132663 57132680 ATCCAGCAACGGAATTCAAC TATGCCACTCTCACGGGTTT 159

Ai08B13889 Araip.B08 13889 c (A)11ttaaagagagttaaaaaggatatgaaaagatatgtaagttttgaaaacgttttggaaggaattgaaaagaattg(A)1095 57135700 57135794 GCTCGTCCTCGAGCAAAATA CGTTCATCTTTCAATTTCTACTTTCA 234

Ai08B13891 Araip.B08 13891 p2 (TA)7 14 57174731 57174744 TGAACCTCCCCACACTTAAA TTTCATGTTCCCTGCTTTCA 268

Ai08B13894 Araip.B08 13894 c (T)10ccaaaatatttttgaaaaatac(A)1345 57208138 57208182 GCTTTCACAAAAAGCTTGGC AAACATGCAATTGACACCAAA 245

Ai08B13895 Araip.B08 13895 p2 (CT)6 12 57209386 57209397 CCAATTTTTGAAAATCACTAACCA AAAAAGAGATGAGAGAGGGAGAA 255

Ai08B13898 Araip.B08 13898 p2 (AG)6 12 57231391 57231402 TAGGGGAATCAACCCATTCA GGAACATTGAACCTGGGATG 179

Ai08B13899 Araip.B08 13899 p2 (CT)6 12 57237527 57237538 CATGAAGGGTTCATAAGCCAA AAGTGGGGGAATCCATTCAT 254

Ai08B13901 Araip.B08 13901 p3 (AGA)5 15 57242056 57242070 TAGAATATTGCTCGCCCTCG AATTCCCCTCCAAAACCATC 194

Ai08B13902 Araip.B08 13902 c (A)10tttcagattttttt(A)1034 57251493 57251526 CTTGGTGTTTTCCCTCCAAA AAAAACTGAGGAGAGAGAAAGTGG 254

Ai08B13909 Araip.B08 13909 p2 (GT)6 12 57313283 57313294 TTCTTTTGTGCAATGGTGACA AAGGAAGCGTGAATTGTTGG 159

Ai08B13911 Araip.B08 13911 p2 (AG)6 12 57327216 57327227 TTCTTGAGTGAAAGAGGGGTG CTTTTTGTTTGATTCTTATCTTTTTCA 279

Ai08B13915 Araip.B08 13915 p2 (TG)7 14 57339393 57339406 GTGCACAATTTCGGTTGTGA TTGTTCTTGTTTCCACTAACGC 271

Ai08B13916 Araip.B08 13916 p2 (AT)7 14 57339793 57339806 TTCCACAAACACTTGGAGGG TTGGATTTTTGCTTGCCTCT 273

Ai08B13924 Araip.B08 13924 p2 (CT)10 20 57384252 57384271 CAAAAATGGTTCCGGGTTTA TTTTGTTGCCTCATCAGTCG 215

Ai08B13925 Araip.B08 13925 c (AT)9(AG)10 38 57384653 57384690 AGTTGGGAGGAGACTCCGAT GCGACAGTTTAAAACCACCA 138

Ai08B13926 Araip.B08 13926 p3 (TTC)5 15 57397573 57397587 ATGACTAGCACGCCCTGTTT GACAAGCCGGAACGTATCAT 263

Ai08B13927 Araip.B08 13927 p2 (GT)8 16 57404515 57404530 TTTTGAATAGTTGGATTTGATGGA ATGGCCCACCAAATTAGTCA 271

Ai08B13928 Araip.B08 13928 p2 (TA)7 14 57407244 57407257 TGGGGTAATTTTGTCCCCTT CCCCAATTGAATCTTTGGTT 278

Ai08B13930 Araip.B08 13930 p3 (GAT)5 15 57413628 57413642 GAGGGAGATTGTGAAGCGAA CAAGTGGTGGCTTGCATCTA 235

Ai08B13932 Araip.B08 13932 p2 (TA)9 18 57418028 57418045 GAACTCGACTTGCGAAGCTAA GAAACAATGCCGTTTCAGGT 253

Ai08B13934 Araip.B08 13934 p2 (TA)12 24 57422477 57422500 TCTGTCCGTTGGCCTAATTT GCCAGCCGGAGTATATTCAT 208

Ai08B13940 Araip.B08 13940 p2 (AG)6 12 57454685 57454696 CACTCTTAAAGCGAGAAGAAATCC GGCCCAGATCCAAGTACAGA 170

Ai08B13943 Araip.B08 13943 p2 (AT)6 12 57459201 57459212 CGCATGATTCCAGCCTAACT ATGCGATCACGTCATATTGC 121

Ai08B13944 Araip.B08 13944 p2 (AT)10 20 57462886 57462905 TGGAATCTCATGCAATGCTC TGCTTTTCTGTCCCATCTCA 203

Ai08B13948 Araip.B08 13948 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)799 57503410 57503508 CTTGTCCTTGCTTCTGCTCA CTCTTTCGCACATCACCAAA 175

Ai08B13951 Araip.B08 13951 p2 (AT)20 40 57525631 57525670 GGTTTCTTTGAAAAACCGGA TCAGGAACGAGATGAAGAAGC 268

Ai08B13956 Araip.B08 13956 p2 (TC)9 18 57587692 57587709 CCTTAAGTGTGGGGAGGTCA TCAAAATCTCACAGGTTGTGTGT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B13957 Araip.B08 13957 p2 (GT)7 14 57588559 57588572 ACCCCACTGCTGAGTTCAAT GGATGAATGTATGGCCAAGTG 199

Ai08B13958 Araip.B08 13958 p2 (TA)11 22 57590579 57590600 CTGGTTTATCAACCTCCCCA TTCCCTGCTTTCATGAGTTG 273

Ai08B13959 Araip.B08 13959 p4 (TTTA)6 24 57601245 57601268 CCATGATGGAGAAAGGGAGA TGGGTTGACTTGGTCAAAAA 202

Ai08B13962 Araip.B08 13962 p3 (TGT)5 15 57611908 57611922 TTGTCTTAGGTGGGGTGCTC TACAACCAAGGTGGCAACAA 198

Ai08B13968 Araip.B08 13968 p2 (CT)7 14 57667807 57667820 CGTTTAACACCAGGAATGGG ATAGGTGAGGGGTTTTTGGG 246

Ai08B13969 Araip.B08 13969 p2 (CT)7 14 57670521 57670534 TCTGTTGATCTGTGGACCCC TGGGATTTGATAGGTGAGGG 273

Ai08B13970 Araip.B08 13970 p3 (TTC)5 15 57670702 57670716 ACCCATTCACCAATCACCTC TTGAATTTGAATGGTGGGGT 277

Ai08B13971 Araip.B08 13971 p2 (AT)6 12 57672649 57672660 AGCAGTGAAAAGCTTGCAGA ATCCACTGATGCTCAAAGCC 168

Ai08B13972 Araip.B08 13972 c (AAT)5agagattctctttacaaattaaaataattaataaattaaaaagaaattttgaaaaaggggagagatattttcgaaaat(GA)6105 57690569 57690673 CAGGTTCTGGATCTGCTTCC CCTATTATCTTTCAAAATTTGTTTCA 261

Ai08B13975 Araip.B08 13975 p2 (CT)6 12 57704106 57704117 CGACTCCCCTTCATCCAGTA CCAAGCAAAACATACATGCAA 244

Ai08B13976 Araip.B08 13976 p4 (AAAT)5 20 57704725 57704744 CTTTTCTTGCCACCTTGAGC TTGGGTAATTTTTGTCCCCTT 241

Ai08B13978 Araip.B08 13978 p2 (TC)6 12 57723598 57723609 TCTTCCTTCTTCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 249

Ai08B13980 Araip.B08 13980 p3 (TTC)5 15 57753308 57753322 CACCACTCACATCCATCCAC GCTTTTGTCTTCCCTTTCCC 279

Ai08B13985 Araip.B08 13985 p2 (AT)18 36 57798993 57799028 TTCTTGGCTTGGATTTGAGC GGCTTAAACTCCGCAAACTG 200

Ai08B13988 Araip.B08 13988 p4 (TCTA)7 28 57823123 57823150 CTTGTTGCATCCGACCTCTT CTTCAACGCATTATTCGTATTTT 269

Ai08B13991 Araip.B08 13991 p3 (TTC)5 15 57823864 57823878 ATCCAACTCAACCTGTTGGC CCGGTCACAACCTTAGGAAA 158

Ai08B13992 Araip.B08 13992 p2 (AT)6 12 57824579 57824590 GGCCAGTTAATTCATAGCCA TGCTCTGAAGGATTGTAACGG 227

Ai08B13994 Araip.B08 13994 c (CCT)8tcttcttcacacacgcagattcgtcttctgctt(CTC)572 57835194 57835265 TTTTCTCCTCTGCGCTGTTT TTTTGGTGTTGTTGGTGATGA 216

Ai08B13995 Araip.B08 13995 p3 (AGA)7 21 57836283 57836303 GGAGAATGAGGAGGAGGAGG TAGGTCATGCGCTTCCGTAT 123

Ai08B13997 Araip.B08 13997 c (TA)8(T)11 27 57841144 57841170 GGCATTTTTGTCCCCTTTTT GAAAAGTTGGGAACATTGGG 238

Ai08B13998 Araip.B08 13998 p2 (AC)6 12 57841284 57841295 GGCATTTTTGTCCCCTTTTT GAAAAGTTGGGAACATTGGG 238

Ai08B14000 Araip.B08 14000 p2 (TC)6 12 57848751 57848762 CCTAAATGGAGCAGGGATGA TTGGAGGAGAAATGGAGGTG 156

Ai08B14002 Araip.B08 14002 p2 (TC)8 16 57856412 57856427 GGTGTTTTGCACGCCTAAAT ATATAGGGGAAGGGGGAGGT 170

Ai08B14004 Araip.B08 14004 p2 (AG)6 12 57901558 57901569 TTTTGACCCAGTTTGTGGCT TCTGACATAGACATGCATGGAA 239

Ai08B14006 Araip.B08 14006 p2 (AG)6 12 57907020 57907031 CATCCATTCATGAGGAAGCTC GCCTTCAGATGGGAAGCAAT 270

Ai08B14007 Araip.B08 14007 p2 (CT)6 12 57912621 57912632 TTCGGATTGATTCCACACAA GGGTCGTCTTCCCTAGGAGT 230

Ai08B14009 Araip.B08 14009 p2 (TA)6 12 57919874 57919885 GGGAGAAAAATCACCCCAGT AATGGGGCTGAGGTAAAGGT 243

Ai08B14010 Araip.B08 14010 p2 (CT)6 12 57935839 57935850 ACGGTAGGATTGGCAACAAG ATAGGTGAGGGTTTTTGGGG 175

Ai08B14011 Araip.B08 14011 p2 (AT)10 20 57946597 57946616 TGGCTAGGTGTCAAGTTCTGG CAAGTCCGATATTTGCCGAT 255

Ai08B14012 Araip.B08 14012 p2 (CT)7 14 57950884 57950897 GCAGGATGAATAGTGCTCCC TCGGGCGTTAGTGTTAAAGG 201

Ai08B14017 Araip.B08 14017 p2 (CT)6 12 57967193 57967204 TTGATTTTCAAATTTGTTTCAACT TTCGAATTTTTGGATGGGAG 280

Ai08B14018 Araip.B08 14018 p3 (TAT)7 21 57967510 57967530 CCTCCCTCTCTGTGTTCGAG TTCTTGTCCTTGCTCCTGCT 171

Ai08B14019 Araip.B08 14019 p2 (CT)6 12 57974851 57974862 TTGATTTTCAAATTTGTTTCAACT TTCGAATTTTTGGATGGGAG 280

Ai08B14025 Araip.B08 14025 p3 (CTT)5 15 57998613 57998627 ACCCACCTCACCCTCTCTCT CGGTCTTAGGTGCCATCAAT 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14026 Araip.B08 14026 p3 (AAT)6 18 58011142 58011159 GTTCTTGTCCTTGCTCCTGC TCTCTGCCCTCCTCACAGTT 173

Ai08B14027 Araip.B08 14027 c (TTTA)7ttttattttttcaccta(T)1055 58022290 58022344 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 259

Ai08B14028 Araip.B08 14028 c (T)10gaaaacatttttatttttaaaa(T)1042 58026516 58026557 CCTACAGTCAGCCAGGCTTC TTTGGACAACTGACGGTTCA 224

Ai08B14029 Araip.B08 14029 p2 (GC)6 12 58034864 58034875 TTGCAATTTACCCATCGACA ACCAGAGTTGGTAAGTGGCG 227

Ai08B14031 Araip.B08 14031 p2 (CT)8 16 58044699 58044714 GCCAGAAGCATAACATGGGT AGAACCTTGGTAATGGAGGTG 261

Ai08B14033 Araip.B08 14033 c (AT)6ac(AT)8 30 58047945 58047974 GCTTGAAGTTTCATGTCCCC TGAAATGCAATGCAAGCCTA 211

Ai08B14034 Araip.B08 14034 p2 (TA)6 12 58053877 58053888 GGCATGAAACGTTCACACAC TAAAGGTTGTGGGATAGCGG 235

Ai08B14041 Araip.B08 14041 p2 (TC)6 12 58073161 58073172 GCTCGCATATTTTCACCTTTC TGGGAAGCAATGGCAACTTA 280

Ai08B14045 Araip.B08 14045 p2 (AG)6 12 58103613 58103624 TGAGAGAGGGGGAGTAGAGTTG TCTCTCTTCTTTTTCAAAACCACC 264

Ai08B14049 Araip.B08 14049 p2 (TG)8 16 58142909 58142924 GCTTCTGATCACTCTTGCTGG TGGTAACTTCATCCCAGCCT 268

Ai08B14050 Araip.B08 14050 p2 (TG)9 18 58143281 58143298 AAACAAGCCAATCAACCAGG CACCAAGCAACCCCATTTAT 256

Ai08B14051 Araip.B08 14051 p2 (TA)6 12 58145061 58145072 GAATGTATTTGCTGTCTTTTGCT GCGTAGCCTTAGGTCCCTCT 259

Ai08B14052 Araip.B08 14052 p2 (CT)7 14 58154101 58154114 TTTGCCATGTTCCCTATTCC TCGGTGTTGTTTGTTTGAATG 269

Ai08B14059 Araip.B08 14059 p2 (TC)6 12 58170013 58170024 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 217

Ai08B14060 Araip.B08 14060 p2 (AT)8 16 58181302 58181317 TTCCAAACCAGCAAAAATCC CCATTGCCCAAACTCAAAAT 272

Ai08B14063 Araip.B08 14063 p4 (TAAA)5 20 58217585 58217604 CCACTTTCTCTCACCTCATTTTT CCATGATGGAGAAAGGGAGA 150

Ai08B14066 Araip.B08 14066 p3 (TTA)6 18 58251416 58251433 TCCACAGGAATTGACTAGGACC CAAGGAATTGCAGGGAGGTA 278

Ai08B14070 Araip.B08 14070 p2 (CT)8 16 58291831 58291846 CATCCATTCATGAGGAGGCT ACATTGAACCTGGGATCGAG 152

Ai08B14072 Araip.B08 14072 c (A)10tatatattaccccaaatgcaaaataaaaagaaccaatgcacatgggacaaaattcaaaag(A)1080 58296001 58296080 TGGGAAGCATGCTCATGTAA CCCAAATTTTCCCACTTTTG 213

Ai08B14073 Araip.B08 14073 p2 (CT)7 14 58297367 58297380 CATCCATTCATGAGGAGGCT AGCCAATTGGGCAACATAAA 230

Ai08B14075 Araip.B08 14075 p4 (AAAT)5 20 58304457 58304476 TACGCGTCCTTCTGCTAACC CAAGTCACGAAGCACGAAAA 279

Ai08B14078 Araip.B08 14078 p4 (AGAA)5 20 58315451 58315470 ACCACCGCCACTCATCTAAC TCCCCTTCTCCTCCTCTTGT 278

Ai08B14079 Araip.B08 14079 p2 (AG)20 40 58315780 58315819 ATAACACCGTCACTGGGCTC TCAAAAACCCTTACCGATGG 262

Ai08B14081 Araip.B08 14081 c (TTG)7tc(GTT)5 38 58323680 58323717 GATGGTGTGGTTTTGTTGTTG GCATCAAAGTGTGCTCCAAA 278

Ai08B14082 Araip.B08 14082 p2 (AG)6 12 58336211 58336222 TTGGGAGGGAAAGTGATTTG CAAGATCCCCACCTACCTCA 220

Ai08B14085 Araip.B08 14085 p2 (AT)6 12 58346169 58346180 CTCAATTAAGAGGTTGCGGG GCGATGCAATTAAGGGTGTT 219

Ai08B14087 Araip.B08 14087 p2 (TA)9 18 58349913 58349930 TAGAAGAGCGGCTGAACAGG AACTAAACCGCATAGGCACG 162

Ai08B14088 Araip.B08 14088 p2 (TA)7 14 58351576 58351589 GCTGTGCCACCCTGATAACT TGTTTTCCTCGCCTTTATCTTT 256

Ai08B14089 Araip.B08 14089 p2 (GT)7 14 58354850 58354863 CTTGGTTCTGGTCTTCCTCG TCCCCAAATAGAAACCCTAAGTC 241

Ai08B14091 Araip.B08 14091 p2 (TG)6 12 58359228 58359239 AGGAAAACCGTGCTTCCTTT TTGTGGGTCTTCACCAAGTTT 179

Ai08B14094 Araip.B08 14094 p4 (TTTA)5 20 58377752 58377771 TTTAGCTGCTTAGGCCAGGA GAAGAACACAAAGCTTGCGA 203

Ai08B14096 Araip.B08 14096 p2 (AT)8 16 58388928 58388943 TGAGAATCTTGGGAATTGGG TAGAGAGGATGAAAACGGGC 275

Ai08B14097 Araip.B08 14097 p4 (TTAT)5 20 58391353 58391372 CCCATAATTCCCACTTTTGC GGGTACCTACTCATGTGAGACCA 230

Ai08B14103 Araip.B08 14103 p3 (TGT)9 27 58418142 58418168 TAAGTGATTTGAGGGGCCTG GCGGCAATTACAACCAAGTT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14104 Araip.B08 14104 p2 (CT)8 16 58430049 58430064 TTTCGAAAATTCCCTCTTTCA CAGCTTCAACAAAAATGCCC 248

Ai08B14107 Araip.B08 14107 p3 (AAT)5 15 58448626 58448640 TGAATTCGTTCAATTGATTTGG TCAATTAAATCTAAATCCTGAAATGTT 259

Ai08B14108 Araip.B08 14108 c (A)14ttataataggatagatctaaattatt(A)12tg(A)1165 58461976 58462040 GGAGCTCGGTGACAAACATT TTTTTGTTTGATACGTGATAGTTGAA 280

Ai08B14111 Araip.B08 14111 c (T)10ctttcttttctcg(T)10cttct(TA)6ttg(T)1366 58487074 58487139 TGCATTCTCTTTTGTCCCCT TTGATTTTGGGAGAGTTGGG 262

Ai08B14113 Araip.B08 14113 p2 (CT)6 12 58490649 58490660 TTGATTTTCAAATTTGTTTCAACT GAAGAAGGAGATGAGAGAGAAGGA 267

Ai08B14114 Araip.B08 14114 p3 (TAT)5 15 58490883 58490897 TCGAAAATTCTCCTTCTCTCTCA AAGGTGCTTGCTGGATTGTT 224

Ai08B14115 Araip.B08 14115 c (TTC)5tattattctttcttctcttgctcgagggcgagcaatattctaagtttggtttggtaaaagcataagc(T)1092 58493468 58493559 TTGGCCGAATAACACCTCTC TGCTTGCTCCATCCTTTTCT 269

Ai08B14117 Araip.B08 14117 p4 (TTAG)5 20 58513919 58513938 GCCCTATTTCACCCACCTTC CATGAAAAGCAGAAAAATCAACA 191

Ai08B14118 Araip.B08 14118 p2 (TA)20 40 58515185 58515224 TTAAGTGTGGGGAGGTCGTC ACTCAAATCAATTGGGGTGC 226

Ai08B14120 Araip.B08 14120 p2 (AT)9 18 58516412 58516429 CGGTGAGGGTTTGATTGTTC TGCATGCAATTACTTGGTCA 186

Ai08B14122 Araip.B08 14122 p2 (AT)8 16 58542162 58542177 CAAGCATTTTGTAGGTCCTCG GTTTCCTACGCAGCTGGAAT 247

Ai08B14123 Araip.B08 14123 p2 (TA)10 20 58547253 58547272 GCGCAAAACGTACTCACAAA TGGCCTAGAGGCTTACTTTGA 258

Ai08B14124 Araip.B08 14124 p3 (CGC)5 15 58548947 58548961 CATCTCAACGTAAGCGGGAT GAGGACTCGGGATGAAATGA 188

Ai08B14126 Araip.B08 14126 p2 (AG)6 12 58572726 58572737 TGGGTTGTGTGTTCTTTGCT CCAAGCTTTAAGTGTGGGGA 273

Ai08B14131 Araip.B08 14131 p3 (ATT)5 15 58610874 58610888 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 169

Ai08B14135 Araip.B08 14135 p2 (GA)15 30 58622273 58622302 CTCATGCAACACACACCCTC ACCCCATTCTCTCCTCCATC 232

Ai08B14137 Araip.B08 14137 c (TC)11catcctcaccatcatctccaccagcatcatcatcgagcaaccactatcaacctccttctccatcatcattggccatacccc(T)10113 58644317 58644429 TTATACCCCTCAATCCCCATC TGGTCATCGTCAAGAATGGA 208

Ai08B14138 Araip.B08 14138 p2 (GA)6 12 58645064 58645075 CCTTTCTCGTTAGCTGCCAC GGAGTTGGGTATTTACGGCA 218

Ai08B14139 Araip.B08 14139 c (GA)19t(ATG)10 69 58645248 58645316 TGCCGTAAATACCCAACTCC TACCCCCTCATATCCCCATC 203

Ai08B14142 Araip.B08 14142 p4 (TTCT)5 20 58650413 58650432 GGAGCTCCCGTGAAATACAA TGTAAGTGAGTGACGCTGGG 132

Ai08B14143 Araip.B08 14143 p3 (ATG)6 18 58650993 58651010 TGCGTATGATCAGAATGGGA CTTCATCCCCGCTTGAGTAA 224

Ai08B14144 Araip.B08 14144 p3 (TTA)6 18 58651273 58651290 TCCCGAGAAATTGAAGATGG GCCACAGCTAGATGCCCTAC 162

Ai08B14147 Araip.B08 14147 c (T)10caaaatttaaaatc(T)10caaatcaaatcctttcaaccatatctttttcaaaacttcctaaccatttttt(TC)6catttttcgaaaatcttcacccatttttatttattttattttaatttattttattttcg(AAAT)5177 58711649 58711825 CTCTCTATTTTAAAGCAAATTTTTGAA CCATGATGGAGAAAGGTACATGA 268

Ai08B14152 Araip.B08 14152 p3 (AAT)5 15 58756984 58756998 AATTTGGGACATTGGGTGAA TTACTTGGGGCATTTTGTCC 263

Ai08B14155 Araip.B08 14155 p2 (AT)7 14 58764959 58764972 TTAGGGTTGTAATGGGGCTG GGGGACAAAATTACCCCAAT 251

Ai08B14162 Araip.B08 14162 p4 (AAAT)5 20 58801471 58801490 TTTTCAAAAATCTTCACCCATTT TACTGGCAACTTTGCTGCAC 260

Ai08B14166 Araip.B08 14166 p2 (AT)8 16 58845927 58845942 TGGAAGGTGAAGAGGTCAGC TCAAGGAGGAGCAAAGAGGA 249

Ai08B14167 Araip.B08 14167 c (A)10tttaaataaaaaaaaatttaaaataaataaataaatcaaaatatataaaaaaatt(TAAA)585 58862003 58862087 TTGCACCCTGTTTTTCTCCT TTGCAATAAAAGAAAATGGAAGAA 212

Ai08B14169 Araip.B08 14169 p2 (AG)6 12 58880762 58880773 AGGTGATGTGTTTTTGGGGA CCATAAATGGGCACCAGACT 264

Ai08B14173 Araip.B08 14173 p2 (GA)7 14 58932687 58932700 CAGAGAGAGTGAGAGGGTTCG TCTTGTATTTCTTTTTCAAATTTTCG 188

Ai08B14174 Araip.B08 14174 c (A)10gatgtctcatgtgttgtcctctgaacttaaac(A)1052 58938000 58938051 TTCCTGCCTTCATGTTTGGT GCACCACGTCAAAGCAACTA 176

Ai08B14175 Araip.B08 14175 p2 (AT)8 16 58942676 58942691 GCACCCCTCTTTTTACGTTG ATCGCATATTATCGGGCAGT 155

Ai08B14178 Araip.B08 14178 p2 (CT)6 12 59023318 59023329 TTTTCAATGTGCTTTTATTTCTTTTC CACACAGAGAGAGAGGGTTCG 195

Ai08B14179 Araip.B08 14179 c (TTC)5tcctcctttcttttc(T)1040 59046698 59046737 CCATCATAAAACCCCACCTG AAGCAGAGCTTTTTCCCACA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14180 Araip.B08 14180 p2 (TA)7 14 59083874 59083887 CCATGGGCCTTGTATGAACT AAGAATGGATCATGTCTTGCAC 151

Ai08B14182 Araip.B08 14182 p2 (TA)6 12 59095160 59095171 ATGGGAAGATTGTGGGAACA GAATCGGGGTAATTTTGTCC 198

Ai08B14184 Araip.B08 14184 p2 (AT)6 12 59096132 59096143 TTTGATCAAGTGGACAAAAATCA TGGTTTATCAACCTCCCCAC 154

Ai08B14185 Araip.B08 14185 p2 (CT)6 12 59097557 59097568 GGGATAACCGAGTGAGAACAA GAAATTTTGAAAAAGAGGGGAGA 248

Ai08B14186 Araip.B08 14186 c (TA)7(T)11 25 59106525 59106549 GGCATTTTTGTCCCCTTTTT TGGGAAACTTGAGACATTGG 218

Ai08B14189 Araip.B08 14189 p2 (TA)7 14 59140217 59140230 GTTCATCAACCTCCCCACAC CCAACTCAATTGTGAAGGTGC 256

Ai08B14191 Araip.B08 14191 p2 (TA)8 16 59141464 59141479 AAGAAGGGCGAACACACAAG CAGAATCACAACAATCCACACA 277

Ai08B14192 Araip.B08 14192 p2 (GT)6 12 59153048 59153059 GAACCCGTGACTGGAGAGAA GCCCAAATCCAAGTCAGAAA 180

Ai08B14193 Araip.B08 14193 p2 (CT)6 12 59185736 59185747 TTTCTTACCTTTTTCAAAACCACC AGAGGGTTCGACTTTGGTGA 278

Ai08B14194 Araip.B08 14194 p3 (TTC)5 15 59189246 59189260 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai08B14197 Araip.B08 14197 p2 (AG)7 14 59229366 59229379 GGAGTGGTGATTTGAGATGAGG TTTGTTTGTTTCTCATCTTTTTCAA 274

Ai08B14202 Araip.B08 14202 c (A)11gagaataaaaaatggcg(A)1038 59243942 59243979 TGAAAGAATGATGAAAAAGGAGAA AGGCCCTCCTATCCACTGAT 279

Ai08B14205 Araip.B08 14205 p3 (AGA)6 18 59446612 59446629 CGGTCTTAGGTGCCATCAAT TACATGGCCGAACCTTAACC 246

Ai08B14209 Araip.B08 14209 c (CT)7aattttcgaaaatatcttccctctttttcaaaatttctttctaattaactaattattttaacttttgatttt(A)1096 59513934 59514029 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 277

Ai08B14210 Araip.B08 14210 p3 (TCT)6 18 59516991 59517008 CCGAATACACACATCCCTCC GGATCTCTTGATTTGCAGCC 278

Ai08B14214 Araip.B08 14214 p2 (AG)6 12 59531122 59531133 ACACTCGAAGAGGAAAGGCA GGCAATTGATTGAAATTGGG 280

Ai08B14215 Araip.B08 14215 p2 (TA)9 18 59539583 59539600 CCACACCATTAGGCTCAATTC GGAACTTCAATTGATTTGAGTGA 131

Ai08B14216 Araip.B08 14216 p2 (TA)9 18 59539703 59539720 CACTCAAATCAATTGAAGTTCCC AAGTGTGGGGAGGTTGTCTG 209

Ai08B14218 Araip.B08 14218 p2 (CT)6 12 59547030 59547041 CAGAAAGGGGTGTTTTGCAT TTGGGAGGGAAAGTTGTTTG 255

Ai08B14219 Araip.B08 14219 c (A)10ggatatatgcg(A)1031 59548729 59548759 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 174

Ai08B14221 Araip.B08 14221 p3 (AGA)6 18 59556655 59556672 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 145

Ai08B14222 Araip.B08 14222 p3 (TAA)6 18 59558595 59558612 CAGGTTCTGGATCTGCTTCA TGCTCTCCTCACCCTTCTGT 201

Ai08B14223 Araip.B08 14223 p2 (AG)6 12 59558933 59558944 CAGAAGGGTGAGGAGAGCAG TGTTTCTTATCTTTTTCAAAACTACCT 280

Ai08B14226 Araip.B08 14226 p2 (TC)7 14 59564710 59564723 TAAAGTGTGGGAATGCACCC AACAGTCTGCAACATGGAAGAA 261

Ai08B14228 Araip.B08 14228 c (A)12(GA)6 24 59588037 59588060 GGGAAACCTTTTGGGAACAT TTGCATTGGGGAATTTCTTT 198

Ai08B14229 Araip.B08 14229 p2 (TA)6 12 59588599 59588610 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 275

Ai08B14230 Araip.B08 14230 p2 (TC)7 14 59589482 59589495 ATACGCCCCTAGCGAATTTT TGAACGGGAAGTTTAAAACAAA 250

Ai08B14234 Araip.B08 14234 c (TATT)5tactaacatctcttcctcactcaccaaaaatccgaacccc(CT)672 59592873 59592944 GAAAACCTCCCCCTCTCATC GTTCTTGTCCTTGCTCCTGC 232

Ai08B14236 Araip.B08 14236 p3 (TCT)5 15 59601045 59601059 CACCCCACCTACCTTCAAAA GCTCACCCTTGAGCAAAAGA 126

Ai08B14239 Araip.B08 14239 p2 (TA)10 20 59608293 59608312 TGGTTTATTAACCTCCCCACA TGTTCCCTGCTTTCATGAGC 277

Ai08B14240 Araip.B08 14240 p2 (GA)8 16 59610839 59610854 CAAACAAATTGCAACAATCCA CCTTCTTCCTTCTATCTCGCC 249

Ai08B14242 Araip.B08 14242 p2 (CT)6 12 59620402 59620413 TGTCTTCAGATGGGAAGCAGT TCCATTCATAAGAAGGCTCTCA 268

Ai08B14243 Araip.B08 14243 p2 (TA)8 16 59632431 59632446 ACAGAAAAGCCAAAAGCGAA AGAACCGTCCTCATAACCCC 176

Ai08B14246 Araip.B08 14246 c (A)10tatatatgataaaatttctc(T)1141 59662762 59662802 AAAGCCGAAAAATTTCAAAAA AAAAACTTACGGCGTTCCTT 257
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Ai08B14247 Araip.B08 14247 p2 (AG)6 12 59664666 59664677 CTCCGTCAAATCCCTCTGAA TCAATCCGTCTCTCTCTCCC 250

Ai08B14249 Araip.B08 14249 p5 (TTTTA)5 25 59689922 59689946 TGGGGTAATTTTGTCCCCTT GGAATTTGGGTGCCTACTCA 210

Ai08B14251 Araip.B08 14251 p3 (TTC)6 18 59694640 59694657 GCAAGCTGCATCCAACAGTA GCCCTCGAGCAATAAACAAA 190

Ai08B14252 Araip.B08 14252 c (A)10ttttttttcgaaaatta(T)1037 59700178 59700214 CGTGTTTGAACAACTGACGG TGAAAAGGCACAGGAAAACA 231

Ai08B14253 Araip.B08 14253 p4 (AATA)6 24 59700861 59700884 CCTTGGTGTTTTTCCTCCAA CCATGATGGAGAAAGGGAGA 272

Ai08B14255 Araip.B08 14255 p2 (AG)6 12 59709118 59709129 TGGTTTTTCGCTTAGGGTTG TTTTGAGCCTATTGCATGGTT 279

Ai08B14256 Araip.B08 14256 p3 (GAA)5 15 59711480 59711494 CCACCAGAAGAGGTGGTTGT TCCCTTGCTAACACCCTCAC 229

Ai08B14258 Araip.B08 14258 p2 (TA)6 12 59716816 59716827 AACTTTGGGGCATTTTGTCC GGGAAATTGGGTTTGGAAAT 216

Ai08B14260 Araip.B08 14260 p3 (AGA)9 27 59724805 59724831 GCTTTTGTCTTCCCTTTCCC AACCACATCTCCCTCTCCCT 190

Ai08B14261 Araip.B08 14261 c (A)10(T)11 21 59727591 59727611 CCAGCCAGGATTCAACAAAT TCGAGTTTGGACAACTGACG 215

Ai08B14262 Araip.B08 14262 p2 (GC)6 12 59735859 59735870 GCTACCGGAAAGAGCAGTTG TCTGCTAGCACTCTCACCGA 228

Ai08B14270 Araip.B08 14270 p2 (CT)6 12 59807055 59807066 CTCCCAGAAATGGAGGATGA AACGGGCTAAAACCGCTAAC 180

Ai08B14274 Araip.B08 14274 p2 (CT)6 12 59812362 59812373 TTTTGGTTATTTCTCATCTTGTTCA TTCGGATTTTTGGTGAGTGG 279

Ai08B14277 Araip.B08 14277 p2 (TG)36 72 59817692 59817763 TTTCACCTTGGCTCTTGCTT AATCGGTGCAAAAATCCAAC 259

Ai08B14278 Araip.B08 14278 p2 (AC)6 12 59819846 59819857 TTCAAGTAACGAACGCGTGA GCCTTTAATTCCCCTTTGCT 219

Ai08B14279 Araip.B08 14279 p3 (GAT)5 15 59824051 59824065 AATAGTGGAACCTCCCCCAC CCGATAGTGGAGATGGCAGT 204

Ai08B14288 Araip.B08 14288 p2 (GC)6 12 59900317 59900328 TACAAAGCAAGCACGGAATG CACAGGGGTGGCATAACTCT 220

Ai08B14289 Araip.B08 14289 p2 (GC)6 12 59900434 59900445 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ai08B14291 Araip.B08 14291 p6 (TATTTT)5 30 59904812 59904841 TCACACCCTGCTTGAGTGAG TGAACTACAGTGCAAAATGCAA 226

Ai08B14294 Araip.B08 14294 p2 (AG)6 12 59914143 59914154 GGGGAACCACATTCATTGAC TTCATAAGCTAAATTGGCAACA 243

Ai08B14296 Araip.B08 14296 p2 (AG)6 12 59921400 59921411 TGGGAAAATAAGGAAATCAACAA AGGATGGAGAGTGGAGCAGA 225

Ai08B14303 Araip.B08 14303 c (A)11cacccaatctggccctgatcttttttttgggactgatttgcccatgtgctaaaaaaatagac(T)1083 59948414 59948496 ATCATCGGTAGAGGGGCTTT AACTCGGCCCTTGACAATTA 226

Ai08B14304 Araip.B08 14304 c (A)10gtaaaaaatacactaatagaaaaatgatcatatttccatcaaattgaaaaatacattgaatgagcttgaaatt(A)1295 59948645 59948739 GGAGCTATTTTGGATTTTTCTCAA AAATTTTATTTTGCTGTGCTTAAAA 279

Ai08B14307 Araip.B08 14307 p5 (AAGAT)5 25 59981454 59981478 GACAAAAGAGCCCAAAGCAG TGATCTTCCGGAGAAATTCG 241

Ai08B14312 Araip.B08 14312 p2 (CT)6 12 60013696 60013707 GTATTGGTCCCCCTCCTTGT GGCAGCTCTCTTGCATTTTC 199

Ai08B14314 Araip.B08 14314 c (T)10catcattatcacca(TCT)539 60016152 60016190 TCCTCCTCCTCATCTTCTGC CCTCTTTCAAGTAATTTTGCAGC 205

Ai08B14315 Araip.B08 14315 p3 (AGG)6 18 60016708 60016725 CAATGAGGATGAAACACACGA TCCAACAAAAACAACCCTCA 165

Ai08B14317 Araip.B08 14317 p2 (GA)9 18 60024620 60024637 ACTCCTGGGTCATCTTCCCT CTTGCCAAGAGTTGCCATTT 170

Ai08B14319 Araip.B08 14319 p2 (TA)9 18 60033619 60033636 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 276

Ai08B14321 Araip.B08 14321 p2 (TA)11 22 60045355 60045376 TGAGCTTCTTCGAAATTTCATT TTTGTCTTGATTGTGATTTGGG 196

Ai08B14323 Araip.B08 14323 p2 (AG)10 20 60053977 60053996 TGAGCCAAGGAAGCTCATTT CGTTCGCACACGTCTAAAAA 279

Ai08B14324 Araip.B08 14324 c (TC)6tt(TA)7(T)1038 60059488 60059525 TTCACCATTTACTTTGGGGC GTGTGGGAAAAGTGGGTTTC 234

Ai08B14327 Araip.B08 14327 p2 (AG)20 40 60085892 60085931 AAATGAGCCAAGGAAGCTCA CCAAAAGGTGGAGGTGAAAA 127

Ai08B14329 Araip.B08 14329 p2 (AT)11 22 60091510 60091531 TCTCTCCAAATGCAGAAACAA AGCCAATGATAACTCTGATGTGA 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14330 Araip.B08 14330 p2 (TA)7 14 60108420 60108433 CCTCCGGTTCTCATTCCATA GAAGTCAATACTGGCCGGAG 251

Ai08B14332 Araip.B08 14332 p2 (AT)7 14 60143124 60143137 CTTGGGACATTGGTTGAGGT TTATTGGGCTTCACTTTGGG 264

Ai08B14335 Araip.B08 14335 p4 (TTTA)5 20 60176138 60176157 CCCAGAGTCCTCCTGAACTG TCATGATATCCTTTTCAAAATCTCC 208

Ai08B14336 Araip.B08 14336 c (T)12gctcttgccttttggttttaagagcttttggctttttctgcttgcttc(T)1070 60195601 60195670 TAGTTTAGCCGCTTAGGCCA TGAAGCAAGAAAAAGCAGTGAA 246

Ai08B14337 Araip.B08 14337 p3 (GAA)5 15 60197308 60197322 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai08B14338 Araip.B08 14338 p2 (AG)7 14 60199876 60199889 TTTCAGGTTCAGGGTCTGCT CCTCACTCACCAAAAATCCG 200

Ai08B14339 Araip.B08 14339 p2 (AG)6 12 60200119 60200130 TTTTGGTGAGTGAGGGAGAGA TGACTTTTTGTTTGTTTCTTATCTTTT 278

Ai08B14341 Araip.B08 14341 p2 (AT)6 12 60203070 60203081 GGACAAAATTACCCGAATGC GGCTAAGGTAAGGGTGAGGG 235

Ai08B14343 Araip.B08 14343 c* (TTCT)7(TTC)5* 39 60220046 60220084 GCGTACGCATCACTTTCTGA GAAAGGTGAAGAAATGGAGACA 179

Ai08B14344 Araip.B08 14344 p2 (TA)18 36 60223598 60223633 TGATATTCATGTAGCATCAAGCA TACTTTGGGGCATTTTGTCC 253

Ai08B14346 Araip.B08 14346 p2 (AC)6 12 60265365 60265376 TGGGTGAATTGGTGTGACAT CACATCAATCAATGTCCATGC 269

Ai08B14347 Araip.B08 14347 p5 (TTATT)5 25 60267685 60267709 TCAAAAATATCTTCCCTCTTTTTCA CGAATTCGGTGAGTGATGTG 234

Ai08B14352 Araip.B08 14352 p3 (TTC)5 15 60275985 60275999 TCTTGGCCGAAATACACCTC AGGATTCTCCGATCTTGGGT 169

Ai08B14357 Araip.B08 14357 p3 (TCT)5 15 60302641 60302655 CCTTGCAGTTGTTCCCAGTT AGAAAATGGCCAAAGTGGTG 196

Ai08B14359 Araip.B08 14359 p2 (AT)7 14 60307908 60307921 TCATATCATCCAATCACAATCCA CACCAGGGAGGTTCTCCTACT 262

Ai08B14360 Araip.B08 14360 p3 (GAA)5 15 60311889 60311903 GCTTTTGTCTTCCCTTTCCC ACCCTCTCTTCCCCTTCTTG 211

Ai08B14361 Araip.B08 14361 p2 (AG)6 12 60313634 60313645 ACAGATGGAAGAGGGGGTTC TTCCCTCTTTTTCAAAATTTCATT 222

Ai08B14364 Araip.B08 14364 p4 (ATTT)6 24 60315195 60315218 CAGGCTTCAACATGCTTCAT TGCCTGAGATCACAATTTCG 267

Ai08B14367 Araip.B08 14367 c (T)11gaaaatgattttcg(A)1035 60329581 60329615 TATTAAGCCATGCCTGACCC TTTCGAAAAATGCAAGATGAG 250

Ai08B14369 Araip.B08 14369 p2 (CT)7 14 60330448 60330461 TTTTGTTTGTTTCTTATCCTTTTCAA CGGATTTTTGGTGAGTGATG 280

Ai08B14370 Araip.B08 14370 c (CT)7gagttcagattttcttcttcttttcttctactcacacagggacctctatattgtggtataaaggatccc(TAT)14125 60330694 60330818 CATCACTCACCAAAAATCCG GTTCTTGTCCTTGCTCCTGC 198

Ai08B14371 Araip.B08 14371 p3 (TTC)5 15 60333293 60333307 TCTCTTCTTGGCCGAAACAC CATGACTCGGAGGTGGAAGT 220

Ai08B14374 Araip.B08 14374 c (TTTA)6tttcgaaaataaaataaattaaaatgggtgaagattttcgaaaaaaatgaggagagagaaagtggttaggaagtgttgaaaaagatatga(T)11125 60342863 60342987 ACCCCAGAGTCCTTCTGGAT TTCTCTTTCCTCATTAAATTCAAAAAT 276

Ai08B14376 Araip.B08 14376 c (A)11gagaaaaagaaaaagaaaagaagaaaaaaaa(AT)756 60349930 60349985 GGGAACTTGGGTTGATGAAAG CCAAATTCCCACTTTTGCAT 270

Ai08B14377 Araip.B08 14377 p3 (TCT)5 15 60356224 60356238 GCACGCGTTTCTTCTTGTTTA CACCAAGGAGAGAAGGAGGA 169

Ai08B14378 Araip.B08 14378 c (AGA)10agtagcacattacttaatatttatttggcgaaggcatagtcttc(T)1084 60357168 60357251 AAGAAGGCGAAGAAGAAGGC TCTAGCATTCCCTCACGCTT 176

Ai08B14379 Araip.B08 14379 p2 (TA)7 14 60361373 60361386 CCTTACAAACTCACTGATAGCATACA TTAAAAATTCAATGGGGGCA 215

Ai08B14380 Araip.B08 14380 c (A)10gaaaaagaaaaagcaaaacaaaaagcaaaataaaaatccaaaaagctc(A)1169 60368197 60368265 GTGGCCTTGCATTGATTTTC GCCTTGGATCCTAGCTCTCC 269

Ai08B14381 Araip.B08 14381 c (A)12cggccatcggtgcgctagcacgctgt(GC)650 60371087 60371136 TCTTGGGCATTCTTTCTGCT CACAATGCTGGCACAACTCT 134

Ai08B14383 Araip.B08 14383 p3 (AAT)7 21 60377586 60377606 TTGAAGGGATTGAACCAAAAA TGTGTGCATTCACCACAAAT 175

Ai08B14386 Araip.B08 14386 p2 (AT)7 14 60389054 60389067 TGAATGCATTGAGTTTATCTTGG CTTCCAGGGGACCTACACAG 280

Ai08B14388 Araip.B08 14388 p3 (CAT)8 24 60390502 60390525 TACCCAGAAGCGTGATGTTG CCCCTCTTCCTCTCACTTCC 261

Ai08B14390 Araip.B08 14390 p3 (TTC)5 15 60391513 60391527 CAATCAATAAAATTAGGCGTTCAA GACGACAACGATAACAGCGA 249

Ai08B14393 Araip.B08 14393 p3 (CTA)5 15 60425003 60425017 TTTCGAGAAACAAAACTCACACA CCCCATCACCAGAGCTTCTA 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14394 Araip.B08 14394 p4 (AGAA)9 36 60425594 60425629 AGAAACCTTAGCCCCCATGT GAGCTCCTCCCTCTTCCATC 212

Ai08B14396 Araip.B08 14396 p2 (AG)7 14 60450344 60450357 GGAAATTTTGAAAAAGGGGG TTCTTATGAATCAAGTCATTAATTGTG 272

Ai08B14397 Araip.B08 14397 p2 (CA)11 22 60458385 60458406 GGGCTCTTCTCTGCATTGAG TGGCGAACATAGTCTTTGTGA 275

Ai08B14398 Araip.B08 14398 c (A)11gaaaaaatggcgaaagaataataaag(A)1047 60465858 60465904 TGAAGCAAGAAAAAGCAATGAA TGCTCAAAGCCTTGAATCCT 151

Ai08B14399 Araip.B08 14399 p2 (GT)7 14 60489221 60489234 GGGGACAAAATTACCCCAAT GTTGTAATGGGGCTAAGGCA 245

Ai08B14410 Araip.B08 14410 p2 (GT)6 12 60542350 60542361 GGGGACAAAATTACCCCAAT ATGGGGCTAAGGTAAGGGTG 237

Ai08B14413 Araip.B08 14413 c (TA)8tttatgtaattctctctctctactttttatactcctttctatctttg(TA)675 60551115 60551189 CACATAGCAATAATAAAAACAAATGC TCTCGTGCTGATAACGTGTTG 273

Ai08B14414 Araip.B08 14414 p2 (TA)6 12 60556310 60556321 GGCAATTCTCTCTCTCTTTACTTTTT CGTTTAAACCATTAGGAACCAA 216

Ai08B14420 Araip.B08 14420 c (T)10cttctttcttttcttttttttccatttgtttcaa(T)1155 60591977 60592031 TTGACCTTCCTTTTGGGTTG GGGCATCGTTAAGATGGAAA 199

Ai08B14425 Araip.B08 14425 p2 (TG)6 12 60608157 60608168 CGGCACGTAAATCGGAGTAT ATTTTAAAAGGTTTGGCCCG 236

Ai08B14427 Araip.B08 14427 p3 (GAA)5 15 60625757 60625771 CGGTCTTAGGTGCCATCAAT TCTTCTTGGCCGAATACACC 159

Ai08B14428 Araip.B08 14428 p2 (AG)6 12 60628766 60628777 AGGGGGTTCGAATTTAGGTG TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai08B14430 Araip.B08 14430 p2 (AT)16 32 60638310 60638341 GTGGCTTGCCACCACTTATT CATATGATGCATGCCTGTCC 280

Ai08B14431 Araip.B08 14431 p3 (TAA)23 69 60641628 60641696 CGCAATTTTGATTTATGTTTGG CAACAACAATTGCTTATTCCTTTT 271

Ai08B14434 Araip.B08 14434 p2 (AT)6 12 60645767 60645778 CACGCTGCCCTGTCTATACC AATCTTCCGGCTCCTTTTGT 278

Ai08B14435 Araip.B08 14435 p2 (AT)7 14 60645883 60645896 CACGCTGCCCTGTCTATACC AATCTTCCGGCTCCTTTTGT 278

Ai08B14437 Araip.B08 14437 p3 (ATT)7 21 60650206 60650226 TTGGCAGGCAATAAACATCA AACTGGCACTGATACAGGGG 238

Ai08B14438 Araip.B08 14438 c (T)10cgcccc(T)14 30 60655361 60655390 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 151

Ai08B14442 Araip.B08 14442 c (TC)7ctttttctttctctccatttctctctctccccctctttctc(CT)16cccttccccc(CT)6109 60662706 60662814 CTCTCTCTCCCTTCCTTCCC AATATGGGTTTATCAAGGGGG 258

Ai08B14443 Araip.B08 14443 c (T)11attttaactttaacctggaatcatgcatagcattcatgttaatcactgcatcctgcatttttcagttt(A)1089 60665312 60665400 CCATGGTATGGTCGCTTCTT TGGTGTTTTTCGCGATATGA 206

Ai08B14446 Araip.B08 14446 p2 (CT)9 18 60670881 60670898 ACTTCCTCGCAGTTCCTTGA GGGGATGTGGAGAAAGAGGT 240

Ai08B14448 Araip.B08 14448 p2 (GA)6 12 60671740 60671751 ATGGGAGGAAAGAGAGAAAAA TCTCTCCCCCTCCTTTCTTT 280

Ai08B14449 Araip.B08 14449 p2 (GA)8 16 60671854 60671869 GAGGGGGAGAGAGAAAAGGA TCCCTTCCACTGATTCGTTC 231

Ai08B14451 Araip.B08 14451 p3 (AGA)5 15 60679703 60679717 TGTCTTCCCTTCCCCTCTTT ACCCACAGGATCATCTCAGG 276

Ai08B14455 Araip.B08 14455 p2 (GA)6 12 60695407 60695418 GGAGGGGAGAAGAAAAGAAAAA TAGCACAAAACGAGTCACGC 280

Ai08B14459 Araip.B08 14459 c (GA)21aaa(AG)7 59 60723856 60723914 AGAGAGGCAAGGGAAGAAGG GCAAATGTCGTCTCCTCCAT 241

Ai08B14460 Araip.B08 14460 p3 (TGT)14 42 60759213 60759254 AGGGTTGAGTTTCGGTCCTT ATAGCGGCAGCAGTAACCAT 123

Ai08B14461 Araip.B08 14461 p2 (AT)11 22 60763058 60763079 GTGGTGAGGCATTACGACCT GGCTGAGTTTGGAGCTTGAC 238

Ai08B14462 Araip.B08 14462 c (T)10ctttttctatttttttcttt(TA)846 60765708 60765753 ACTTTGGGGCATTTTTGTCC TGAAAATCATGGGATTGGGT 189

Ai08B14464 Araip.B08 14464 c (CG)6ccatgcgtgctcacgcacggatgcggcagggaaaattg(GC)662 60767428 60767489 GAAAAACAGGGTGCAAATCC GTTGTGCCCACTTTATGCCT 186

Ai08B14466 Araip.B08 14466 c (T)10ctttttctatttttttcttt(TA)642 60772148 60772189 ACTTTGGGGCATTTTTGTCC TGAAAATCATGGGATTGGGT 185

Ai08B14475 Araip.B08 14475 p2 (AC)6 12 60806435 60806446 CTTACCTCAGCCAATGTCCC AGCCTAAAGCGGAAAATCGT 111

Ai08B14478 Araip.B08 14478 p2 (GC)6 12 60814272 60814283 GAGGAGCTCCCCATAAGTCC TTTGTACCAGATGTTGCGGA 184

Ai08B14479 Araip.B08 14479 c (T)10cttttctcttttaatataaataaaaaaaaataaaaattttttttattattaaaaaaaatataat(AATA)594 60814546 60814639 GGATTTGCACCCTGCTTTT CAAAAGGAAATGGAAGAAGAGAA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14483 Araip.B08 14483 p5 (TTTTA)9 45 60841317 60841361 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 225

Ai08B14484 Araip.B08 14484 p2 (GA)6 12 60844019 60844030 GGAACATGCGAGTAATCCCT CCTTCCTCCCTTCTTCCTTC 274

Ai08B14486 Araip.B08 14486 p3 (AAT)5 15 60855377 60855391 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai08B14487 Araip.B08 14487 p2 (GA)9 18 60855711 60855728 ATGAGATGGGGGAGGGATAA TTTCTTATCTTTTTCAAAACCACC 224

Ai08B14490 Araip.B08 14490 p2 (AT)23 46 60898307 60898352 GCTCTATGGGAACGAACTGC CAAACCCCATGTATTGGCAT 177

Ai08B14491 Araip.B08 14491 p3 (AAT)5 15 60899646 60899660 TAATTACGGATGGTCGGGTG TGTATGTCATTGTCTCATCGCC 105

Ai08B14494 Araip.B08 14494 p2 (AG)7 14 60912962 60912975 TTGGCCCAGAAAACACAAAT GGAACATTGAACCTGGAATGA 202

Ai08B14496 Araip.B08 14496 p2 (AC)11 22 60919790 60919811 AAAATTTCGGCAACATCTCC TGATTGAGGATTGTTTGGGTT 225

Ai08B14497 Araip.B08 14497 p2 (AC)6 12 60920835 60920846 TTCGATTAGCCTTGATGGGT AGTGGGCACATCCACTTAGC 275

Ai08B14499 Araip.B08 14499 p2 (CT)6 12 60927313 60927324 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTTGAATTTGG 269

Ai08B14502 Araip.B08 14502 c (A)11ctttc(A)11 27 60957717 60957743 TTTCGTGCACCAAGTTTTTG TTAACAGCCAGCCAGGATTC 238

Ai08B14504 Araip.B08 14504 p2 (AG)6 12 60978985 60978996 CCCAGATCCAAGTCCAGAAA GCCAAATTGGTAACATAAGTCAGA 267

Ai08B14507 Araip.B08 14507 p3 (TCA)5 15 60999512 60999526 TTGTGTCTCACGTGGCTGA TGGAATGACAAAGCCACAAA 180

Ai08B14509 Araip.B08 14509 p2 (GC)7 14 61011513 61011526 ACAACTTGAAATTGGGCCTG CAAGCGCAAAAGTGGTTTCT 175

Ai08B14510 Araip.B08 14510 p3 (AAT)7 21 61014207 61014227 TTCTTGTCCTTGCTCCTGCT TTTCTGCCCTCCTCACAGTT 173

Ai08B14511 Araip.B08 14511 p2 (AG)7 14 61014551 61014564 TGGGAGAGGGAGAATTTTTG TTGATTTTCAAAGTTGTTTCAACC 262

Ai08B14513 Araip.B08 14513 p2 (AT)7 14 61018142 61018155 CCATAAATTTTCTAACCACAATCG CGTTCGTAACCGGTGCTTAT 228

Ai08B14515 Araip.B08 14515 p2 (GC)6 12 61025156 61025167 ACAACTTGAAATTGGGCCTG CACATACCACTTCCACGCAG 136

Ai08B14517 Araip.B08 14517 p2 (AT)6 12 61033153 61033164 CCCTTTTTAGCATATGAGAATTTG GGGTTGTGTGTTCTTTGGCT 267

Ai08B14521 Araip.B08 14521 p2 (CT)7 14 61049405 61049418 TTGATTTTCAAATTTGTTTCAACT CGGATTTTTGGTGAGTGAGG 278

Ai08B14522 Araip.B08 14522 p2 (CT)6 12 61049613 61049624 CCTCACTCACCAAAAATCCG CTTGTCTTTGCTCCTGCTCA 164

Ai08B14524 Araip.B08 14524 c (GA)7gg(GA)7tcgaatagaatcga(AG)656 61062535 61062590 CACACACCTCACCATTCCTC TGATAGCGGTAGAGGCATCC 181

Ai08B14525 Araip.B08 14525 p2 (GA)12 24 61062692 61062715 GGATGCCTCTACCGCTATCA GGAGTGCAGTTCAGCAGTGA 203

Ai08B14528 Araip.B08 14528 c (T)11ag(T)11 24 61074487 61074510 GTTGCTGCCTTCTGATCCTT TCCGACTACCAGAACGTTAGAAA 215

Ai08B14529 Araip.B08 14529 p2 (TC)9 18 61075865 61075882 TAATGCACCCAAGCTTCCTT CGCAAAAAGAGAGGGAAGTG 121

Ai08B14532 Araip.B08 14532 p2 (CT)6 12 61116072 61116083 CCTCACGCTTCTCACTTTCC TGTCATCTCCACCACCAAAA 278

Ai08B14533 Araip.B08 14533 p2 (TA)6 12 61127630 61127641 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 244

Ai08B14534 Araip.B08 14534 p2 (TA)6 12 61129397 61129408 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 244

Ai08B14540 Araip.B08 14540 p2 (TA)7 14 61177093 61177106 CTTTTCATCAGGCGAGGTTC AAAATCCTTATCGTGGGCAA 265

Ai08B14543 Araip.B08 14543 p3 (AAC)5 15 61183704 61183718 TGTCAAACACTTGGAAGGCA CGGCGGTTAGAAACCCTTAT 243

Ai08B14546 Araip.B08 14546 p2 (CA)15 30 61198699 61198728 GCATGAATGCATGATGACATAG AGTCAAAGCTGTGCTGTTCG 236

Ai08B14547 Araip.B08 14547 p2 (TC)8 16 61206868 61206883 CGATTGACATGACTAAGAGGGA AAGGAAAAATTCACAAAGCCA 263

Ai08B14548 Araip.B08 14548 p2 (GA)9 18 61207230 61207247 ATCTTTGCACCAAATCACCC TCTTCATCCTTCACTTTCTCCA 149

Ai08B14549 Araip.B08 14549 p2 (AG)16 32 61210044 61210075 TGGCACTACCTCAACTGCAA CTTCCTTCCTCACATCTGCC 181
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Ai08B14551 Araip.B08 14551 p2 (CT)6 12 61225692 61225703 CTTTTTCTTTGTTTCTTATCTTTTTCA TGATGTGCGGAAGAGATGTT 280

Ai08B14552 Araip.B08 14552 p3 (TAT)5 15 61226028 61226042 TCACCAAAAATCCGAACTCC GTTCTTGTCCTTGCTCCTGC 159

Ai08B14553 Araip.B08 14553 p3 (TCT)9 27 61227352 61227378 CAACATCTCCTCCCTACCCA TCTGGCCTTAGGTGCCATTA 199

Ai08B14558 Araip.B08 14558 c (T)13aaactagggttaataagagtataaacggagtaaa(T)1057 61239597 61239653 GGCACAGATGACGGTCTGTA AGGGGATTTAGGCAACTCCT 162

Ai08B14559 Araip.B08 14559 p3 (ATC)5 15 61243522 61243536 GTTCCTGCTTCGGTGTTAGG GCAGCACCAATCTTGACCTT 179

Ai08B14560 Araip.B08 14560 p3 (CTT)5 15 61243925 61243939 CTTCGAACCGTTACTGCACA TCCTCCTCATCTGCTGCTTT 235

Ai08B14562 Araip.B08 14562 p2 (TA)15 30 61273767 61273796 TCTAATTTTGCGCACCACTG ATACAAAGCGCAAAGCGTCT 197

Ai08B14567 Araip.B08 14567 p3 (AAT)5 15 61306014 61306028 GACGATTTGAATTTTGGGGA CGGCTAGATCACTAGGACGC 246

Ai08B14568 Araip.B08 14568 p2 (AC)10 20 61312153 61312172 TTTTTAGTTTGAGCTGGCCG CAAAAAGTGAAGCGTCCACA 214

Ai08B14572 Araip.B08 14572 p2 (AC)6 12 61357520 61357531 AAATTCCCAATCAGGAACCC CAGTGACCCACCATGATGAC 236

Ai08B14573 Araip.B08 14573 p2 (AG)6 12 61357740 61357751 CACGCACATTGAAGAAATGG CAGGCTTCTCTTCCTCATGC 271

Ai08B14575 Araip.B08 14575 p2 (AT)10 20 61371037 61371056 GGTTTGTCAACCTTCCCACA CCCATCTCAATTGTAAAGGCA 280

Ai08B14579 Araip.B08 14579 p4 (AACT)6 24 61470434 61470457 GCAGCAATAAACAGCAAACAA CCTGGCCTGTTTCACTCACT 259

Ai08B14582 Araip.B08 14582 c (TTC)5ctccatcacctattcc(CTT)5ccatacttcaccaccgtctccggctactcaccggcgaccat(CAC)5102 61492164 61492265 GCCCTGTCTCTTCCCTCTTT AAAGATGTAGTGCCACCGGA 165

Ai08B14584 Araip.B08 14584 p2 (AT)11 22 61499714 61499735 GCCACTCTGATAGCTCGGAT GTTTCCCTCGCCTTTAGCTT 239

Ai08B14585 Araip.B08 14585 p2 (TA)6 12 61505544 61505555 TGCATTTTGCACTTTGGTTT TGTGAATCTTTGAATGGCTTTT 280

Ai08B14586 Araip.B08 14586 p2 (TA)7 14 61506435 61506448 AGGGGACAAAATTACCCCAG TGGGGTTAAGGTAAAGGTAAAGG 242

Ai08B14587 Araip.B08 14587 p2 (TC)8 16 61509122 61509137 AGGCAGGGCAATATCAACAG GTTGAAGCCACTTGGGAAGA 249

Ai08B14591 Araip.B08 14591 c (A)10tttagtgcaaaaatccaattaaaaaa(AT)648 61517735 61517782 TTGAGTCATTGCATCAATTTTT GCGAAATTTTCAATTAGGTTCC 147

Ai08B14593 Araip.B08 14593 p2 (CT)6 12 61560798 61560809 TCACCCAACAAAGTTAGCCC ATCATGACCCGAATCTGACC 259

Ai08B14598 Araip.B08 14598 p2 (AG)6 12 61576033 61576044 GTAGTGGTGGCAGTGACGAA CACGTTCCTTACCGTTGGAT 189

Ai08B14599 Araip.B08 14599 p3 (TTC)5 15 61582692 61582706 GCTCCTTCTCCTTCTCCGTT GCTCTATCTCATTGGGCTGC 223

Ai08B14600 Araip.B08 14600 p2 (CT)6 12 61584966 61584977 GAACCTGGAATGAAGAAGCAA TTTCTGGGCTGTTTCTGACC 210

Ai08B14601 Araip.B08 14601 p2 (GA)19 38 61586424 61586461 TCTCATGCATGCCTGTTTCT GCCACCTTTGTCCTACCAAA 244

Ai08B14602 Araip.B08 14602 p3 (GAA)6 18 61588744 61588761 CAGCGAGTGAAAACGAACAG CCAGAATCACTGCCCAAAAT 240

Ai08B14603 Araip.B08 14603 p2 (TA)6 12 61589907 61589918 ACACCTTCACACCACAAGCA TTGGCTCTTGAAGAACAGTGAA 241

Ai08B14607 Araip.B08 14607 p3 (ATT)5 15 61602753 61602767 ATTGAAAGCTTGGCTGGCTA CGACAAAGAAGAAGGCACAG 276

Ai08B14608 Araip.B08 14608 p3 (ATT)5 15 61609477 61609491 ACGTCCTTGCCAACAACTTC TGAGAAAGAGGGAACCCGTA 183

Ai08B14609 Araip.B08 14609 p2 (AC)7 14 61613150 61613163 CAAGTATGGCCCAAGCCTAA GGAGCTCTTCACAAGGAACG 213

Ai08B14610 Araip.B08 14610 p3 (ATA)5 15 61619094 61619108 AGCAGACCCTGAACCTGAAA AAATTGTTTGCTCCAATGGC 219

Ai08B14611 Araip.B08 14611 p3 (TCT)5 15 61621949 61621963 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 246

Ai08B14613 Araip.B08 14613 c (TA)11(T)26 48 61629882 61629929 TTCACCACTTACTTTGGGGC CCCATATGGCCTTACCCTTT 251

Ai08B14615 Araip.B08 14615 p2 (AC)6 12 61636369 61636380 CAAACGGGCTAAAAACGCTA ATCGGAGCTCCATAGCTCAA 206

Ai08B14616 Araip.B08 14616 p4 (TTAG)5 20 61652067 61652086 CAACACTGCCAATCACCATC CTGCAGCAATACTCAGCACAG 130
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Ai08B14618 Araip.B08 14618 p3 (AAT)5 15 61658251 61658265 TTCGGCTGTCATCTCCTCTT TCACATCTCAACCCTCCTCA 223

Ai08B14623 Araip.B08 14623 p2 (CT)7 14 61709265 61709278 CGATCGTGTCACCATTCTTG GAACCCTGGTAATGGAGGTG 217

Ai08B14624 Araip.B08 14624 p2 (TA)7 14 61712656 61712669 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai08B14627 Araip.B08 14627 c (T)11aataatacagtcgaaatgtttctctttc(TA)651 61724830 61724880 TTGTAAAATATGATTAGCCTTCAAAAT TCAAGAATTGGCTTTTGAGTGT 233

Ai08B14628 Araip.B08 14628 p3 (AGA)6 18 61727029 61727046 AAATGACCATCCTAAATTGACCA ACGCGTTCTTGAAGGCAATA 269

Ai08B14631 Araip.B08 14631 p2 (AT)8 16 61729951 61729966 TCAAACCCTCACCTTAGTTTTC TACAGAGCCAAAGCCAGGTT 149

Ai08B14632 Araip.B08 14632 p2 (AG)6 12 61733765 61733776 CCACTAAGCTTTCCGTCGTC TCTCCCCTACGTTCATCGTC 134

Ai08B14635 Araip.B08 14635 p5 (TTATT)6 30 61754083 61754112 TTCGAAAATCATATCCACAATTTTT CCAAACTTAAAACCAGAGGGG 248

Ai08B14638 Araip.B08 14638 p2 (AG)6 12 61789156 61789167 GGATATGGGCCTTTGGATCT AATAACGTGTGCGAAGGACC 271

Ai08B14641 Araip.B08 14641 c (T)10cttttctctatatattttttcttttcatttttc(T)1053 61815392 61815444 CTACTTTGGGCGTTTTGTCC GTTTGGGAGAGTTGGGAACA 258

Ai08B14643 Araip.B08 14643 p2 (AT)6 12 61818625 61818636 ATATAAGACCCCGAGACGCC ATCGCATGGAGGATAGGTTG 197

Ai08B14645 Araip.B08 14645 p2 (AG)6 12 61828822 61828833 AAGGTTTTGGCACAAAGTGG CTCGTCAATCAGAGGTCCGT 237

Ai08B14647 Araip.B08 14647 p2 (TA)6 12 61840125 61840136 ACTTTGGGGCATTTTTGTCC GGGAAAATTAGGAACATTGGG 226

Ai08B14649 Araip.B08 14649 p2 (AC)7 14 61866906 61866919 AAACAACACTCCCCCTACCC AATGATGACAGTGGTGGCAG 214

Ai08B14653 Araip.B08 14653 p2 (AT)6 12 61895474 61895485 GGGGTGATTTTCATCCCCTA TAAGTGTGGGGAAATGTGGG 187

Ai08B14654 Araip.B08 14654 p2 (AT)9 18 61895985 61896002 AGCTCAAAACTCACGGGTTG TTGGTTTGATTGAAAACAGGG 259

Ai08B14655 Araip.B08 14655 p3 (GTT)6 18 61896677 61896694 TGCAAGTACCTGTGGCTCTG TTCCAATCAAGGGTGGAGAG 227

Ai08B14656 Araip.B08 14656 p2 (TC)6 12 61917703 61917714 CCCATTCAAAGAGAGCTTGC CGCGTGGATATCAGTTTCCT 265

Ai08B14657 Araip.B08 14657 p2 (TC)6 12 61918259 61918270 CCCATTCAAAGAGAGCTTGC CACTGATCAATTCAAGTGCTGG 190

Ai08B14658 Araip.B08 14658 p3 (TGA)5 15 61924303 61924317 GGCAGTGTGAATGCTGCTTA GACTCAGGCTGACCGACTTC 226

Ai08B14659 Araip.B08 14659 c (T)14gaaagattttcgaaaacaaa(T)1145 61943515 61943559 CACAGGCTTCAACATGCTTC TCGAGTTTGGACAACTGACG 187

Ai08B14661 Araip.B08 14661 p2 (AT)6 12 61949793 61949804 TTGTAATGGGGCCAAGGTAA AGGGGACAAAATTACCCCAC 248

Ai08B14664 Araip.B08 14664 p2 (AT)8 16 61967700 61967715 TGAAGCAAGAAAAAGCAGCA ATTTTCCCTTGCCTTTTGGT 189

Ai08B14665 Araip.B08 14665 c (T)10acattgtgctgaccctcgttctttaaatgatgctatcccgaggaggacacataaaggcgagccgtaatggcctcatattcggcaggttcctccgg(T)10115 61975075 61975189 TGAGAATTGAAGAAATTCAGTTTG TGAGGGTCAGCACAACGTAT 280

Ai08B14667 Araip.B08 14667 p2 (TA)6 12 61984351 61984362 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 273

Ai08B14669 Araip.B08 14669 p2 (AG)6 12 61991412 61991423 ATAGGTGAGGGGTTTTTGGG TAACGCCAGGAATGGGTAAG 241

Ai08B14675 Araip.B08 14675 p2 (AT)17 34 62018743 62018776 TCATCAGTGAGGGTTCAACG CATGAAATGCAATGCAACCT 228

Ai08B14678 Araip.B08 14678 p3 (CAC)5 15 62037360 62037374 TTAAACCCTACCCTAGCCCC GAGGTGAGGGCAGAGAGATG 109

Ai08B14681 Araip.B08 14681 c (A)10tattcaaaaaaattaagtgattaaataaggggatacaac(A)1059 62100957 62101015 TTTTATGGGAACAAGGGATGA TTGTCCCATGTGCATTGATT 251

Ai08B14682 Araip.B08 14682 p4 (AATA)5 20 62106440 62106459 GGATCAAATTGGGGACAAAA GGGGGAATGGGTGTTAACTT 219

Ai08B14683 Araip.B08 14683 p2 (AT)6 12 62108785 62108796 TTTCAAGGTTGTAATGGGGC AAAAATACCCCAAATGCAAAA 249

Ai08B14687 Araip.B08 14687 p2 (AT)7 14 62113065 62113078 CACAAGGTTGTAATGGGGCT CCCCAAACGCAAAATAAAAA 243

Ai08B14688 Araip.B08 14688 p3 (TTC)5 15 62116054 62116068 CTTCATTGTTCACCAAGGGC CGAAGACTTAGGAGATGCGG 257

Ai08B14689 Araip.B08 14689 c (AT)6ttttttttctctc(T)1035 62134577 62134611 TTTTACTCTTGCCTTTTGGCTT GGTGGCATTGCTTTTGTTTT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14690 Araip.B08 14690 p3 (GAA)5 15 62147287 62147301 ATTTTTGCCGTAACAGCAGG TTTTTCTACCCCTCTAGTCGAA 278

Ai08B14694 Araip.B08 14694 p3 (TAT)5 15 62152538 62152552 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 266

Ai08B14695 Araip.B08 14695 c (AG)10g(GA)6 33 62158141 62158173 TTCATCACCATTTTCTGCCA CTCTCTCTCCTCTGCTCCCC 201

Ai08B14697 Araip.B08 14697 p4 (AAAT)7 28 62169581 62169608 CCTTACCACTTTCTCTCTCCTCA CTGGACTGTTCATTTCCGCT 181

Ai08B14701 Araip.B08 14701 c (T)12gtaaaaaaaattaaaattaattagttaaaaaaaacagaaatttttgaaaaagagggaagattttttcgaaaatt(AG)7100 62196418 62196517 TCCTGGACTGTTCATTTCCAC TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai08B14703 Araip.B08 14703 p2 (AG)6 12 62205348 62205359 TTTTGAAAAAGGGGGAAGAT TTGCATGTTTTCCTTGCATT 229

Ai08B14705 Araip.B08 14705 p2 (AC)6 12 62221721 62221732 TTGAACCTTGAACTTTGGGG TTGATTTTGGGAAAGTTGGG 250

Ai08B14707 Araip.B08 14707 p2 (CT)6 12 62242196 62242207 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 275

Ai08B14708 Araip.B08 14708 p2 (CT)6 12 62250438 62250449 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 275

Ai08B14709 Araip.B08 14709 p2 (AG)6 12 62253676 62253687 TCGGGGATCACCATTCATAC CCAAGGGAAACATTAAAAGACA 279

Ai08B14710 Araip.B08 14710 p2 (AG)6 12 62261468 62261479 GGGGGATCACCATTCATACA CATCAAACACCTAGTGGGCA 279

Ai08B14713 Araip.B08 14713 p2 (GT)6 12 62281253 62281264 GTTCATCTGCTGCATTGAGG GAGTCCTTTGACTTGCAGGG 267

Ai08B14714 Araip.B08 14714 p2 (GT)6 12 62289831 62289842 GTTCATCTGCTGCATTGAGG GAGTCCTTTGACTTGCAGGG 267

Ai08B14715 Araip.B08 14715 c (TA)6tgtataaaagtaccttatttttgtataaaactaaatgtattatttcaaacattt(A)1278 62296566 62296643 AAATGGGGTCCATATCAAAAA TGAAAGCATGCAAGGAGACA 221

Ai08B14719 Araip.B08 14719 p2 (TA)10 20 62317173 62317192 CATCCATGGGGAGAGACAAA GAACGGAATGAAAGGATGGA 267

Ai08B14721 Araip.B08 14721 p2 (TA)12 24 62319401 62319424 TCACATACTCATGCATTCTCCC CGTGTGAAAAAGTTTGGGAA 233

Ai08B14725 Araip.B08 14725 p4 (TAAA)5 20 62334911 62334930 CACCAAGAGAAAGAGAGGGTTC TTTCGAAAATCCCTTCCCTC 217

Ai08B14726 Araip.B08 14726 p2 (AT)20 40 62356282 62356321 CAAAAATTTGGGAAGCATGG TGCAATTGGGGAATTTTTGT 148

Ai08B14728 Araip.B08 14728 c (A)16ctaaaaacggagggtccgttttgttttaaaggaaaaatt(A)10caaaaattgttaacggagggtccgttttcagttttttttt(A)13118 62375131 62375248 ATCGGATCGAGCGATTTAGA ATGAAATCGGACCCTCCTTT 251

Ai08B14729 Araip.B08 14729 c (A)10tagcctaaactatcactataatttttaattttaccaaagacaaaattggaagaaaaaataattgataaatatcaaaactaaaagcgttattc(TAT)9129 62375438 62375566 CAAGCACAACTCACACACTCC TTTTTGGATTCAAATATGATACGTT 257

Ai08B14730 Araip.B08 14730 p3 (AAG)5 15 62376616 62376630 GCATGCAAGAAGAACCAACA GGAGCTGAACCGTGAAGAAC 204

Ai08B14733 Araip.B08 14733 p2 (AT)7 14 62388239 62388252 AGATTGTAACGCGACCAAGG TTCAAATTCAAGCTCACTTAGCC 230

Ai08B14735 Araip.B08 14735 p2 (TA)18 36 62388826 62388861 GGAATTAATTGGCTCAAAGTGG CACACAACCTGTGAGTTTTTGA 271

Ai08B14737 Araip.B08 14737 p2 (TC)6 12 62396676 62396687 GCTCGCATATTTTTACCTTTCAA GGAAGCAATGGCAACTTAAATC 279

Ai08B14743 Araip.B08 14743 c (A)10taggcg(A)10 26 62497273 62497298 GGTGGCAATGCTTCTTGTTT TGCTCTTGCCTCTTGGTTTT 276

Ai08B14744 Araip.B08 14744 p2 (CT)6 12 62499052 62499063 TTTCTTACCTTTTTCAAAACCACC GAGAGAAGGAGGGAATTTTCG 221

Ai08B14745 Araip.B08 14745 p3 (TAT)5 15 62499395 62499409 TTTCTTCCACTCACAAAGGGA TTATTTTCGGCTGCCATCTC 243

Ai08B14749 Araip.B08 14749 p2 (CT)6 12 62535421 62535432 TGTTTCTTAACTTTTTCAAAACCTCC TGTGAGGAGGCTAGAGATGTGA 277

Ai08B14750 Araip.B08 14750 c (A)10tatagaaaaaaagaag(A)1036 62536362 62536397 GCAAGAAAATGCAGCAAAGA TGCTCTTGCCTCTTGGTTTT 128

Ai08B14752 Araip.B08 14752 c (CT)6cattttcgaaaatatcttccccctttttcaaaatttctttttgatttattaattattttaatttttaatttttaaatcttaattttc(A)10109 62538111 62538219 TTTCTTACCTTTTTCAAAACCACC GAGAGAAGGAGGGAATTTTCG 222

Ai08B14754 Araip.B08 14754 p3 (AGA)5 15 62543307 62543321 GTGGAGAACAAGGAGTGGGA TCTCAAGCTTCTTGGGAGGA 148

Ai08B14755 Araip.B08 14755 c (A)10tttcaaaaattttctcctttgtttttg(A)1047 62544499 62544545 TTTCGTGCACCAAGTTTTTG ACAGCCAGCTAGGCTTCAAC 254

Ai08B14757 Araip.B08 14757 c (AACT)5ttttgtttgtttcttatctttttcaaaactacctaactaa(CT)672 62545550 62545621 TTTCGAAAATTTGAGTTGACTTT TTGAAAAAGAGGGAGATATTTTCG 273

Ai08B14758 Araip.B08 14758 c (TC)6atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)9gagttcagattttctcttcttcttttcttctactcacaaagggaacttctatacttgggtaaaaaggatccc(TAT)5178 62545777 62545954 CGAAAATTACTAACCTTTTACAAAAAC ATGAAAAAGAGGGAACAGAAAA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14759 Araip.B08 14759 p3 (TTC)5 15 62548083 62548097 CTTGGCCGAAACACATCTCT GCTTTTGTCTTCCCTTTCCC 195

Ai08B14762 Araip.B08 14762 p3 (TTC)5 15 62576825 62576839 ACACAACCCTCTCTTCCCCT GATTCTCCGGTCTTGAGTGC 187

Ai08B14765 Araip.B08 14765 p3 (GAA)5 15 62600163 62600177 GCTTTTGTCTTCCCTTTCCC CCCATAAACACTCTTCCCCA 244

Ai08B14766 Araip.B08 14766 p2 (GT)6 12 62625885 62625896 AATCCATATGGCCAACCCTT CCACAAATTCTCCCCACACT 182

Ai08B14767 Araip.B08 14767 c* (A)10(AAAAG)8*aaaa(AAAT)778 62626064 62626141 TGCTTTGGGTGTTCATTGAG CCTTTCTCACATTCAGTCATGC 271

Ai08B14769 Araip.B08 14769 p4 (TTAG)5 20 62638432 62638451 CCACCATTTACCATTCACCA CGAAAAACATTCTCAAAGGCA 259

Ai08B14770 Araip.B08 14770 p2 (CT)7 14 62641109 62641122 TGAAGTTCAGAAGCCAAATTGA AGGCTATGAAGTGGGGGAAT 250

Ai08B14772 Araip.B08 14772 p2 (AT)9 18 62644543 62644560 TTCAGAACGCACCTATGACG AAAGGACTCCCCAAATGTCC 258

Ai08B14773 Araip.B08 14773 p2 (CT)9 18 62648002 62648019 TGAAGTTCAAAAGCCAAATTGA GCTATAAAGTGGGGGAATCCA 259

Ai08B14774 Araip.B08 14774 p2 (TA)7 14 62650445 62650458 CGAGGAAGAAGACGACAAGC CAGGCTGAATGACTTGCTCA 266

Ai08B14775 Araip.B08 14775 p3 (TTA)7 21 62651042 62651062 TGGTTTTACCAAATGGATCCTAA GCTTAGGCTGTAACGCTAAAGAG 202

Ai08B14778 Araip.B08 14778 p2 (CA)6 12 62659705 62659716 TGTGGTTGCAACAAGGAAAG GGTTGTGAAGGCAACGAGAT 227

Ai08B14780 Araip.B08 14780 p2 (TA)17 34 62664773 62664806 TTGGTTTTGGAGAAACAGGTG AGCAAAACCGCAAAAAGAAA 279

Ai08B14782 Araip.B08 14782 p2 (AC)10 20 62669081 62669100 ATCACCAACCCGTGTCATTT AGTTTTACCTCGCCTTGGGT 248

Ai08B14783 Araip.B08 14783 p3 (TGC)5 15 62670025 62670039 CCGTTGTTTGCTGAACAGAG TGCCACTAAACAATTTTCCATTT 280

Ai08B14786 Araip.B08 14786 p2 (AG)8 16 62688669 62688684 GCATTCATGCACAAAGCAAT GGGTGGCCTACCAAAAATTC 234

Ai08B14787 Araip.B08 14787 p2 (GC)6 12 62694754 62694765 GGCATGAAGTGGGCATAACT TTCTTTGAAGAGGGACACCG 106

Ai08B14790 Araip.B08 14790 p3 (CAT)5 15 62750431 62750445 CCACCTGCATGAGTTGAAGA TCCAGGGTCATCTTGTAGGC 226

Ai08B14793 Araip.B08 14793 p5 (AAGAT)5 25 62787570 62787594 AGCCCAAGCCTACAGTGAGA CCTGGGTGCTCCAGTGTATT 144

Ai08B14795 Araip.B08 14795 c (T)11ggtttagagtctcttattattgtttttggttaaaatttttc(T)1062 62798646 62798707 TCGAGTTTGGACAACTGACG AAACATGCAATTGACAGCAAA 233

Ai08B14798 Araip.B08 14798 p3 (CAA)23 69 62822433 62822501 AGGCACCACATCTCATTTCC AGTGAGGGAGGAAGAACCGT 200

Ai08B14799 Araip.B08 14799 p2 (GT)6 12 62822874 62822885 CAATAATGGCGACGATGATG ACCCAGCCACTACCTCCTTT 211

Ai08B14802 Araip.B08 14802 p2 (TA)6 12 62844781 62844792 AGTTATTCCATGCACCACGC ATTTAGAATGAGCAGGGGGC 143

Ai08B14803 Araip.B08 14803 c (T)10cagacactgacataaagatagaataattgcaaaaacaaaattaaaaaaagaaaaaaaaattttgttttgttttg(T)10actctaacatgaatttacag(A)10124 62854083 62854206 TTCCGTCATCATCACTTTCG GAAAGGTTGATTGCTTGGTTT 264

Ai08B14804 Araip.B08 14804 c (TA)7(TG)15 44 62865268 62865311 CCAAATGAAATCTTCACGCC CCGCCACAAATAAGCAAAAT 272

Ai08B14807 Araip.B08 14807 p2 (GA)6 12 62872293 62872304 CAGAAAAATATGGAAGAAGGAGATG GCCAACGCAAAGAGAGAGAC 261

Ai08B14810 Araip.B08 14810 p2 (AG)6 12 62885586 62885597 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai08B14814 Araip.B08 14814 c (T)10attttcttttcaaaaatttttcaaaaatatttctaaaattttctcatctgttttcgaaaataataaaaatgctttcaaaaaaaa(T)10104 62902531 62902634 TTTGGACAACTGACGGTTCA CAGCCAGGCTTTACATGCTT 203

Ai08B14818 Araip.B08 14818 p2 (AT)16 32 62947302 62947333 GAACATGCAAGCAACCCTTT TCATTGCATTATTTTCATTGGTG 160

Ai08B14821 Araip.B08 14821 p2 (GA)6 12 62966908 62966919 TTTTTGAATGAGGGAGAGATGTT TTTCTTAACTTTTTCAAAACCACC 271

Ai08B14824 Araip.B08 14824 c (T)10cgcctacc(T)1230 62969690 62969719 AGGCCCTCCTATCCACTGAT CCCAATAAACACCCTTCCCT 202

Ai08B14829 Araip.B08 14829 p2 (CT)7 14 63043541 63043554 ACGTATGAGTGTGAAGGCCC TTGGTTTGAGGAGATCCGAG 258

Ai08B14830 Araip.B08 14830 p3 (TTG)5 15 63043962 63043976 GTTATCCTCCCTCCAGCTCC AAGCGGAAGAACAGCAGAAG 264

Ai08B14838 Araip.B08 14838 p2 (TA)8 16 63116054 63116069 TTTTCCTCGCATTTATCTTTATCA ATTAGAACGTCACGCTTCCG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B14841 Araip.B08 14841 p3 (GGT)5 15 63148032 63148046 GACGAGCAAACGATGACAGA AACACGTGTAACCATTGCCA 149

Ai08B14842 Araip.B08 14842 p2 (TA)39 78 63150790 63150867 TGAAAGAAACTTCGGGGTTG TGAAAGAAACTTCGGGGTTG 248

Ai08B14844 Araip.B08 14844 p2 (TA)6 12 63204945 63204956 GGTTTATCAACCTCCCCACA ATGTTCCCTGTTTTCATGGG 268

Ai08B14846 Araip.B08 14846 c (T)10cttctatttttttgcctaatttttttg(T)1047 63215059 63215105 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 252

Ai08B14847 Araip.B08 14847 p2 (AG)6 12 63217030 63217041 GGGTGAGGAGAGCAGAGATG TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai08B14853 Araip.B08 14853 p5 (TTATC)5 25 63275237 63275261 CCTGGGTGCTCCAGTGTATT AAACGACAAGTCAACCGACC 266

Ai08B14854 Araip.B08 14854 p3 (TGA)5 15 63278292 63278306 TGAAGGAGCAGGTTCGAGTT TACCATCCCATCATCCCAGT 242

Ai08B14858 Araip.B08 14858 p2 (TC)7 14 63313206 63313219 CATAGCGATTTCTGAAGCCC CACTGATCAATTCAAGTGCTGG 273

Ai08B14861 Araip.B08 14861 p2 (TA)10 20 63319874 63319893 CGCACGTTTGTACAATGTTTT GGAATGTCATGCAATGAAACC 219

Ai08B14862 Araip.B08 14862 p2 (TC)6 12 63320762 63320773 GGCCCAGATCCAAGTACAGA CAGTCTGCAACATGGAAGAAA 277

Ai08B14863 Araip.B08 14863 p3 (ATC)5 15 63336046 63336060 CATCTACCGTCCCATCATCC GGGCAGTGTAAATGCAGCTT 278

Ai08B14866 Araip.B08 14866 p2 (CT)7 14 63373740 63373753 TTTTTGTTTGTTTCTTACCTTTTTCA GAGAGAGGGAGAGGATTTTCG 224

Ai08B14867 Araip.B08 14867 p3 (TCT)7 21 63376473 63376493 ATGCCTAATTTGGTGCAAGG CCCTCGAGCAAAAGAAGAAA 208

Ai08B14868 Araip.B08 14868 c (A)10gaaaaaaataggc(A)1033 63377432 63377464 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 244

Ai08B14875 Araip.B08 14875 p2 (AC)6 12 63425305 63425316 GGTTGAACCGGGCTTAAGTT GGGGAGGTTTTGAGCTTACC 260

Ai08B14877 Araip.B08 14877 p2 (CT)8 16 63439200 63439215 TTTGTGTTTGTTTCTTATCTTTTTCAA CGGATTTTTGGTGAGTGAGG 278

Ai08B14878 Araip.B08 14878 p3 (TTC)5 15 63442093 63442107 ACCCACCTCACCCTCTCTCT GCTTTTGTCTTCCCTTTCCC 255

Ai08B14879 Araip.B08 14879 c (A)10caaaagaaaaaaaaagaaagaaaaaaaataatatggaaaaaaaaagacaaatagaaaaaaatagaaaaaaagaagg(A)1197 63447425 63447521 TTGGGAATTGGGTACATGCT GAGCTTCACTTTGCTTTGGG 228

Ai08B14883 Araip.B08 14883 p2 (GA)12 24 63484459 63484482 AGAGAGAGGGAGAGGGTTCG TCTCTCTCTAATTTCCGAAAACAAC 268

Ai08B14890 Araip.B08 14890 p2 (AC)8 16 63549150 63549165 TGTTTCCCACAAATTTTCCC GCCAACCCTTGCATCTATCT 187

Ai08B14895 Araip.B08 14895 p2 (CT)7 14 63587808 63587821 CCCCTATCCCTCTTCCTCTC TCCTCTTCTCTCTCCCCCTC 274

Ai08B14897 Araip.B08 14897 p2 (GA)7 14 63588668 63588681 ACGAAGAGAGATGGGAGGAG CCTCTCTCTTTCTTGCGCTC 153

Ai08B14904 Araip.B08 14904 p2 (GA)7 14 63621815 63621828 TGAGTGGTGAATGGGAAACA ATGCCTAATTTGGTGCAAGG 192

Ai08B14908 Araip.B08 14908 p4 (AAAT)5 20 63629655 63629674 TTTAATCCACGCGTAAGCAC AACGAAAGTAAGCAAACGCAA 248

Ai08B14910 Araip.B08 14910 p2 (CT)7 14 63637073 63637086 CCTTGCCAAAGGTTGCTAGT TATACCTTTGTGGGGCTTGG 278

Ai08B14911 Araip.B08 14911 p3 (TCA)5 15 63643199 63643213 TGAGGTAGGGGCCTTTTCTT TGAATTGGTTGGTTTGATCG 252

Ai08B14919 Araip.B08 14919 p3 (TAA)7 21 63686980 63687000 TTACCCAGATTCAAAAGGCG TTAAATGAGATTTACATCGAGCTTT 225

Ai08B14922 Araip.B08 14922 p2 (AT)7 14 63710414 63710427 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCAA 279

Ai08B14925 Araip.B08 14925 p2 (AG)6 12 63735863 63735874 AAAGGAACATTAAACCTGGGA GGAAATGCACCCATTCAAAG 151

Ai08B14928 Araip.B08 14928 c (A)10cgagcatcgacgccaaagcgcgctgt(GC)648 63749732 63749779 AGGAGAGTGCCCTGTTTTTG GGCACAACTCTCGGGTTTTA 128

Ai08B14929 Araip.B08 14929 p2 (GC)6 12 63749972 63749983 AGTTGTGCCCACTTTATGCC TCCGTGTATATGCACCATGC 268

Ai08B14934 Araip.B08 14934 p2 (CT)9 18 63758254 63758271 TTGATTTTCAAATTTGTTTCAACT CCCAAGTATTGAGGTTCCCC 273

Ai08B14935 Araip.B08 14935 p2 (CT)7 14 63758381 63758394 CGAAAATATCTTCCCTCTTTTTCA CTAAGAAAGCCGTGACCAGC 203

Ai08B14936 Araip.B08 14936 p3 (TTC)5 15 63760602 63760616 CCCCTCCCTTCCCAATATAA CGGTCTTAGGTGCCATCAAT 229
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Ai08B14940 Araip.B08 14940 p2 (CT)6 12 63780805 63780816 CTACCCTGTTGAGAGGCAGC TTTGCCGGAAATAGAAGCAC 236

Ai08B14941 Araip.B08 14941 p3 (AAT)6 18 63785431 63785448 TGGAGGAATTTTGGAAAGCA GCAACCTTTCTACCCATTTCC 252

Ai08B14942 Araip.B08 14942 c (TA)6ca(TG)21tttt(TG)876 63788598 63788673 CAAGCCCGATGAAGGAATAA GGGCTGCGACTAGGTTTCTT 246

Ai08B14945 Araip.B08 14945 p2 (AT)10 20 63823511 63823530 ATTTCGGAGGAGGCTAGGAG CAGGCAACCATCAGGAAAAT 240

Ai08B14946 Araip.B08 14946 c (T)10aagtgtttttggtatccatatcgtagtgcattagattcctattggctattaatattacttaattagcttca(AT)999 63824068 63824166 AACCAAGGCAAAAAGGGAAT TGAATGACATATGGAAAGCAGAA 195

Ai08B14948 Araip.B08 14948 p2 (AT)8 16 63829809 63829824 AAAAACGCACCTCTCATTGG TGGGGTTAGTTTACCCGTTTC 266

Ai08B14950 Araip.B08 14950 p3 (ACA)6 18 63839124 63839141 TCGAAGGACAAGACCCATTC AGTACCTGTGTCCCAGTCGG 269

Ai08B14956 Araip.B08 14956 c (G)10ttcacacgcacagtctgtgcctgcgctgcgaccaggggttttgtttcaggctgtgcgtgcgttcatctctatacgcgcgcacaagggg(T)10108 63890318 63890425 AGCAGAAGATGTACCGCGAC ACACCCCCACCATGGTAATA 250

Ai08B14957 Araip.B08 14957 p2 (CT)6 12 63899823 63899834 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGAGAGAGAGGGGGTTCG 270

Ai08B14958 Araip.B08 14958 p2 (CT)6 12 63900039 63900050 TCGAAAACTTTCCCCTCTCA GCCCAGGTATAGAGGTTCCC 176

Ai08B14960 Araip.B08 14960 c (A)10gaaagaaaaagaaaagaaataagaaggggacaaaatgccccaaggtgaatttcaataataatcaatgcatatgggttgtgat(A)11103 63907046 63907148 CCAAAGCTGTTAAACCCCAA TTTTCACACACTCATGCATTCTC 259

Ai08B14966 Araip.B08 14966 p2 (AC)9 18 63947490 63947507 CTTCCCGCATCCAAAGTTTA GGAGTAACAGAGGCACTGGC 242

Ai08B14970 Araip.B08 14970 p2 (CT)6 12 63954144 63954155 CTTTTTGTTTGTTTCTTAACTTTTTCA TTTTGGTGGGTGAGGAAGAG 269

Ai08B14971 Araip.B08 14971 p2 (CT)8 16 63954382 63954397 TCATCTCTTCCTCACCCACC ATCAGCAGGGATGTAAAGGC 161

Ai08B14972 Araip.B08 14972 p3 (TCT)6 18 63955508 63955525 CCGAATACACACATCCCTCC TTGCTCTTGCCTCTTGGTTT 276

Ai08B14978 Araip.B08 14978 p3 (TTC)5 15 63988194 63988208 AAAATCATCCTTCGGACCAA TTTTGCTTCCGATTCTGCTT 254

Ai08B14979 Araip.B08 14979 c (ATC)18(TTC)26132 63992455 63992586 CGCTTTGTCTTCAACAATGTC TGAGGAGGAAAAAGAAGGAGG 199

Ai08B14980 Araip.B08 14980 c (TA)7tgttaaaaaataaataaaacccttcaggcttcacctgccgcttgccccc(CT)1287 63993407 63993493 GCCAAACCGAAAGTTAACCA CTACGTCGGTAGCGACAACA 242

Ai08B14981 Araip.B08 14981 p2 (TC)9 18 63993761 63993778 TCGTGGAAGGTCTACTCGCT ACGACGAATACTCCACAGCC 244

Ai08B14982 Araip.B08 14982 c (AG)7g(GA)7 29 63996036 63996064 TCTCCCACTTCCGTCCTAAA GGGCCAAATTCAAACGTAAA 278

Ai08B14984 Araip.B08 14984 p2 (GA)6 12 63999919 63999930 CGAGCTCTAAAACCATGTTCC GAGGATCTTGCCAAGCCTTA 265

Ai08B14985 Araip.B08 14985 p4 (AAGA)5 20 64002111 64002130 AATTGTAGCTGCCGGAGTTG TCAGAGGGTCCAAAAATTCG 248

Ai08B14986 Araip.B08 14986 p2 (CA)8 16 64011788 64011803 AGCTTACCCCAAGCCAAGAT ATAAATGCAAACCGGGAGTG 260

Ai08B14987 Araip.B08 14987 p2 (CT)15 30 64022315 64022344 AGTGACCTCTCCCTCTCGGT CCACTCCATCAGCAAACAAA 252

Ai08B14988 Araip.B08 14988 p2 (AT)9 18 64025899 64025916 TCAAAATGTCACGCTTCCAG TTTCGCTCGCCTTTATCTTT 234

Ai08B14989 Araip.B08 14989 p2 (CT)21 42 64028922 64028963 GATCTAACCTACGACGGCGA AGAAAAGAGGGAGAGGACCG 270

Ai08B14990 Araip.B08 14990 c (TA)8(T)10 26 64033818 64033843 TACTTTGGGGCATTTTGTCC TTTGATTTGGGAGAGTTGGG 279

Ai08B14991 Araip.B08 14991 p2 (AC)6 12 64034886 64034897 CGTGTTCTTTCTTCCGCTTC AGTGCATGCTTTCCTTTGTG 259

Ai08B14994 Araip.B08 14994 c (T)12gttttattttcaaaatttttcaaaaatctttcaaaaatttctcatctgttttcgaaaaaaataaaaattcttat(A)1197 64059583 64059679 TCGAGTTTGGACAACTGACG TTGAAACCCCAGTCCAAAAG 275

Ai08B14996 Araip.B08 14996 p2 (CT)6 12 64061070 64061081 TGTTTGTTTCTTATCTTTTTCAAAACT TTTTGGTGAGTGAGGGAAGG 249

Ai08B14997 Araip.B08 14997 p2 (CT)6 12 64061291 64061302 CCTTCCCTCACTCACCAAAA GTTCTTGTCCTTGCTCCTGC 172

Ai08B14998 Araip.B08 14998 p3 (TTC)5 15 64064068 64064082 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai08B15003 Araip.B08 15003 p3 (ATA)5 15 64099145 64099159 CATTTGATCAATGATGGGAAAG TTCCTGATTGGAACTGTTTGTC 258

Ai08B15004 Araip.B08 15004 p3 (TAT)7 21 64099265 64099285 AGACAAACAGTTCCAATCAGGA CTGCAAGGCAAACATCTTCA 137



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15005 Araip.B08 15005 p3 (TAT)7 21 64104012 64104032 CGAATTCGAAACCTGAAGATAAA CAAACCACACTCCAAACACA 256

Ai08B15006 Araip.B08 15006 c (TA)9(T)10 28 64105379 64105406 CACACATGCCTCTTTTGGTG GAACTGGAGGATACCGTGGA 142

Ai08B15009 Araip.B08 15009 p2 (GT)6 12 64139931 64139942 TTGGTTGCCCTTACCCTACA AGCAAGGAAGCGTGAATTGT 232

Ai08B15010 Araip.B08 15010 p2 (TA)7 14 64141022 64141035 TTGATTTTGGGAGAGTTGGG GGCATTTTTGTCCCCTTTTT 271

Ai08B15016 Araip.B08 15016 c (A)15tccagtaaaaaataatagtgaatcattctataattcatgttatttatatattattagctcggtaatactaagcatttgt(A)12106 64173218 64173323 TTCTCGATCTGATTCTTCTCGAT TCAGGTTTAGATGACGACCAA 279

Ai08B15024 Araip.B08 15024 p3 (ACA)5 15 64211282 64211296 TAACTTTTATGACCGCCCCA GCCTTAGGTGAGGTGCTCTG 200

Ai08B15027 Araip.B08 15027 p2 (CT)8 16 64222981 64222996 TCTTGTGATTTCTTGTGAATCAA AAAGAGGGAAGGGATTTTCG 275

Ai08B15029 Araip.B08 15029 p2 (AT)6 12 64234215 64234226 GACAAAATCACCCCAATGCT TTTCAAGGTTGTAATGGGGC 250

Ai08B15032 Araip.B08 15032 c (T)10gtatttttcgaaaat(A)1035 64241448 64241482 AAAAACATGCAATTGACACCA TCGAGTTTGGACAACTGACG 242

Ai08B15034 Araip.B08 15034 p2 (CT)6 12 64250665 64250676 CCAGTTTACAATACAGTGCACCA AGAGGGGGAGAGAGGGAGAG 206

Ai08B15036 Araip.B08 15036 p2 (GA)10 20 64251841 64251860 AAGAGAGAAGGGAGGGGGAG CTGTGAGTAGGGGTGTGCAA 279

Ai08B15037 Araip.B08 15037 p4 (AATT)6 24 64255999 64256022 CCATGATGGAGAAAGGGAGA TCGAAAATCCACACCAAAAA 212

Ai08B15042 Araip.B08 15042 p3 (TTC)6 18 64275444 64275461 CGGCAGGACATTTTTCTCAT TTAGGGGTACTTTGCGATGG 270

Ai08B15046 Araip.B08 15046 p2 (GT)6 12 64288104 64288115 TTCCTCTGTCCCTCTTCCCT TTTTATGCGTTTTGAAAGTAATCTT 271

Ai08B15050 Araip.B08 15050 p2 (CT)6 12 64330986 64330997 TTGTTTCTTATCTTTTTCAAAACTACC CTCGAACACAGAGAGGGAGG 280

Ai08B15053 Araip.B08 15053 p2 (AT)10 20 64379033 64379052 AAAAAGGGGACAAAAATGCC GGTTGTAATGGGGCTAGGGT 248

Ai08B15054 Araip.B08 15054 p3 (ATT)5 15 64388103 64388117 CACCTGTGCCTCCAGATTTC TGGAAGGATCAACAAAAGCC 225

Ai08B15063 Araip.B08 15063 p3 (ATT)17 51 64463644 64463694 CTTTTCTTCACAAGCTCCTCG AAGCGCTTCTTGTAACACCC 203

Ai08B15065 Araip.B08 15065 p3 (GAA)5 15 64467774 64467788 TGGAACACCCATGTTTCAGA CCATAGCGAACACAAGTCACA 147

Ai08B15066 Araip.B08 15066 p2 (AT)6 12 64470986 64470997 CAATCCAATCAATCATGTGTCA TGCGTATCAAGTTTTCAGCG 277

Ai08B15067 Araip.B08 15067 p2 (AT)6 12 64474266 64474277 TCCAATCAATCATGTGTCAAA TGCGTATCAAGTTTTCAGCG 274

Ai08B15068 Araip.B08 15068 p2 (GA)8 16 64480720 64480735 AGATGATTCGCCTCCCTTTT CGCGTCATTATGAAGAGTGC 275

Ai08B15074 Araip.B08 15074 p2 (TA)6 12 64504827 64504838 AAGAAAAAGATGCAAAGTGCAA AGAGACATTCTCCCCGGATT 248

Ai08B15076 Araip.B08 15076 p3 (GAT)6 18 64526175 64526192 TGGTTAGTTGTGCGGAGTTG AAGAAGCACTTGTTGGGTGG 232

Ai08B15079 Araip.B08 15079 p2 (GT)8 16 64534431 64534446 GGGGATAAAATCACCCCAAT CAAGGTTGTAACGGGGCTAA 242

Ai08B15081 Araip.B08 15081 p2 (AG)6 12 64546851 64546862 TGTCCGGTAGCTAAACCAGG TGAGGCATGATTGAGGATGA 180

Ai08B15082 Araip.B08 15082 p2 (AT)7 14 64552438 64552451 CCTTTTGTGTTTTTGTGTTTGC GTTAAGGGTGTGGGGTTGGT 184

Ai08B15085 Araip.B08 15085 c (A)10tttgcgcaacgcgaccgcatcattgacgcgtccgcgtcgcaaggagatgggagaaaat(A)1078 64565697 64565774 CCCACCATGGTATGATCGTT TTATTCCCATATGACGCGGT 272

Ai08B15086 Araip.B08 15086 p2 (TA)8 16 64588586 64588601 CTCTTAACTCAGCCCGCATC ACCTCTGGTTCTCACCCCTT 217

Ai08B15088 Araip.B08 15088 c (T)11aa(T)10 23 64600799 64600821 TCGTTTGCATCGTAACCAAT AGAATCTATCCCCCGGCTTA 118

Ai08B15089 Araip.B08 15089 p2 (AT)24 48 64626836 64626883 AAATTGTTCTTGGTCATAGGATTT TCAGTTCAATGGCCAATCTCT 190

Ai08B15091 Araip.B08 15091 p2 (AT)10 20 64629507 64629526 GAATTGCAAAACGACACACATT ATTTTTGTTGGCCAGTTTGC 246

Ai08B15095 Araip.B08 15095 p2 (TA)7 14 64654275 64654288 CGGCTTAAACTCCACGAGTC ACGCGTCGTAAAGCAAAGAT 241

Ai08B15102 Araip.B08 15102 c (AC)6aa(AC)13(AG)2896 64675565 64675660 CGCCAAAACCCATAAAGAAA GACCCACTTCTTCTCACCGA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15104 Araip.B08 15104 p2 (AT)8 16 64680272 64680287 AGCTCTAGTCTCGACCTGCG TTCAGATGCAAGACGTGAGG 261

Ai08B15106 Araip.B08 15106 c (T)12ctttttttttcgccatttttcttttc(T)1048 64701784 64701831 AGCCACTTAGGCCAGGATTT GCAGTGAAGAACAAAGCTTGC 236

Ai08B15107 Araip.B08 15107 p5 (TAAAA)5 25 64708051 64708075 CCATGATGGAGAAAGGGAGA TCCTCATCCACATCTTTTTCAA 195

Ai08B15109 Araip.B08 15109 p3 (GTT)5 15 64713957 64713971 AAGGATTCCGAGGTTTTGGT TAACCAAACCATGTACCGCC 194

Ai08B15111 Araip.B08 15111 c (CT)7aattttcgaaaatatatcccctctttttcaaaaatttcttttttattaactaattatttttattttgatttaaaaaaaaattttttttcg(A)11115 64722983 64723097 CTTATCTTTTCAAAATTTGTTTCAACT AAGATGGGAGAGGGAGAATTT 279

Ai08B15112 Araip.B08 15112 p3 (TAT)5 15 64723329 64723343 TCTCTGCCCTCCTCACAGTT GTTCTTGTCCTTGCTCCTGC 173

Ai08B15113 Araip.B08 15113 p3 (TCT)5 15 64728542 64728556 TTTTCCATCCACCACTCACA TCACAGCACGGCTAATCATC 277

Ai08B15114 Araip.B08 15114 c (T)10ctttttctattttttttgtatatatatatg(T)1050 64732630 64732679 ACTTTGGGGCATTTTTGTCC CTTGGGACATTGGTTGAGGT 230

Ai08B15117 Araip.B08 15117 p2 (CT)9 18 64759023 64759040 CCCGGAAGTGGAGGATAAAT ATTAGGAATGGAAAACCGGG 233

Ai08B15118 Araip.B08 15118 p2 (TC)6 12 64788639 64788650 TCACCGCTCATATTCATCCA AGGTATGGATTCGGCACAAG 188

Ai08B15125 Araip.B08 15125 p2 (GT)6 12 64831079 64831090 TCAATCAATGTCCATGCGTT GTTCTAAAATTGCACGCGGT 220

Ai08B15127 Araip.B08 15127 p3 (AGA)5 15 64859575 64859589 CCGGATACATCGGTTCTGAC CCTTGGCCAAATACACACCT 265

Ai08B15129 Araip.B08 15129 p2 (AG)6 12 64875290 64875301 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 181

Ai08B15133 Araip.B08 15133 c (T)10cgcctaatata(T)1031 64916650 64916680 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 173

Ai08B15134 Araip.B08 15134 p3 (AGA)6 18 64917506 64917523 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCATCTCAG 252

Ai08B15139 Araip.B08 15139 p2 (TA)9 18 64943082 64943099 AAGAATCAATGCACATGGGA GGGTTGTAATGGGACTGAGG 225

Ai08B15140 Araip.B08 15140 p2 (AG)6 12 64943835 64943846 TTATTACCATTCGATGCCCG CATTGAACCTGAGATGAAGAAGAA 194

Ai08B15142 Araip.B08 15142 p2 (AG)6 12 64959529 64959540 TTTGGGTTGCAAGTTTCCTC TCCTTGGCCTAGAAAGCTCA 228

Ai08B15143 Araip.B08 15143 p2 (AT)8 16 64964158 64964173 TGAGAATCTTGGGAATTGGG CATTGCCCTCCTTTGGTTTA 160

Ai08B15144 Araip.B08 15144 p2 (AT)9 18 64970516 64970533 CCAACAAAACCTGCCAATTT GGGCATTTTTGTCCCTTTTT 251

Ai08B15145 Araip.B08 15145 p2 (CT)7 14 64990005 64990018 TTCAAAAACATGATTTCAAAATATCC TTTTGAAAAAGGGGGAAGAT 182

Ai08B15146 Araip.B08 15146 p3 (TAT)5 15 64990335 64990349 TCACATCTCAACCCTCCTCA CAGGTTCTGGATCTGCTTCC 203

Ai08B15147 Araip.B08 15147 p3 (TCT)5 15 64992059 64992073 ATCTCTCTCCCACCCAATCC TAGAATATTGCTCGCCCTCG 111

Ai08B15149 Araip.B08 15149 p2 (TA)10 20 65033766 65033785 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 222

Ai08B15154 Araip.B08 15154 c (T)11aattttcgccactctc(T)1239 65097824 65097862 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGTGAA 233

Ai08B15155 Araip.B08 15155 p2 (AG)7 14 65103049 65103062 CAATCATGAACTGAAAATACCTCAA ATGCATCCATTCAGGGAGAG 275

Ai08B15158 Araip.B08 15158 p2 (AG)7 14 65109620 65109633 TCAAAGAGAACAATCATGAACTGA TCAGGGAGAGCTCGCATATT 275

Ai08B15161 Araip.B08 15161 c (AT)10aaggggacaaaattatcccaattctaagttaagctaagttcatagatcaatgcatatgtgataaaaatt(A)11100 65130194 65130293 GGGAGAATTGTGAGAACAAAGG CCAAAATTTCCACTTTTGCAT 271

Ai08B15162 Araip.B08 15162 p2 (TA)15 30 65131041 65131070 TGTGGGGAGATTGATAAACCA GCATTTCCTCATGCTTAGTTGA 271

Ai08B15163 Araip.B08 15163 p2 (AG)7 14 65153573 65153586 AGAATTAAAAATCGGGCGCT GAAACCCCAACCCTTCTCTC 201

Ai08B15164 Araip.B08 15164 p2 (AG)7 14 65158061 65158074 TCAAAACTGGGCGCTAATCT TCTCTCTTCTTGTCAGCGCA 141

Ai08B15168 Araip.B08 15168 p3 (CAT)5 15 65169180 65169194 ATCGCCAAGTTGAAGGCTAA ACAGGAAGAGAGGTGCTCCA 259

Ai08B15169 Araip.B08 15169 p3 (GAA)5 15 65170577 65170591 TGTGAGAATTGGGGACATTG ATTTGACAGGCACACAACCA 150

Ai08B15171 Araip.B08 15171 p3 (AAT)24 72 65173211 65173282 TCCTGCAAAACTGCAAAACA TGAAGGTGCATTTGAAAGGA 278
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Ai08B15177 Araip.B08 15177 p3 (ATA)5 15 65194518 65194532 TACTCACCTACCCCTTGCCA AGTGCTGGCCAGATTTTGAT 191

Ai08B15178 Araip.B08 15178 p2 (AT)6 12 65203410 65203421 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 267

Ai08B15181 Araip.B08 15181 p2 (AG)6 12 65207107 65207118 TTTGCTGTCATGGCTTTCAG TTCATGGTTGTATTGCCTGTG 274

Ai08B15182 Araip.B08 15182 p2 (TA)6 12 65209622 65209633 TCATCATGACTTTAGTCACATAAAAGA ACTCTTGGTTGTCAGGCTGC 244

Ai08B15187 Araip.B08 15187 c (T)10cttttctttttctctttttcttctt(TA)851 65278373 65278423 TTCACCATTTACTTTGGGGC TTTGGTTTGAGAATTGGGTG 223

Ai08B15189 Araip.B08 15189 p2 (CA)6 12 65288250 65288261 GCACATACCCCTGTGCGTA TCAAATCATTCTCAGCACGC 279

Ai08B15191 Araip.B08 15191 p2 (GC)6 12 65299224 65299235 TTGGCTATTTCTTCATCCGC CAAGAATTGGAAATGCATCG 120

Ai08B15193 Araip.B08 15193 p3 (TTC)5 15 65310759 65310773 GAAAAGTGTCGGGTTTGCAT AAAAATCACAGACTCAACAAGAACA 252

Ai08B15194 Araip.B08 15194 p4 (AAAT)6 24 65311991 65312014 TCTCTCTTCTTTTTCAAAACCTCC GGCAAGAAGCTCCAAGTGAA 270

Ai08B15196 Araip.B08 15196 p3 (AAT)5 15 65340881 65340895 GTTCTTGTCCTTGCTCCTGC TCCCTCCCCCATCTTATTCT 225

Ai08B15197 Araip.B08 15197 p3 (CAA)5 15 65349771 65349785 GACTTCCACCGTCACTCCAT AAATTTCACCCGTGCCATAA 174

Ai08B15198 Araip.B08 15198 p2 (AG)11 22 65350392 65350413 CGACGGAATTGACAGATCCT GCATCTTCCACCCCCTATCT 155

Ai08B15199 Araip.B08 15199 p2 (AT)9 18 65350743 65350760 AAGCGATAAAGCAGACAGGG TGGTTTTCAGATGCAGGTCA 280

Ai08B15200 Araip.B08 15200 p2 (AT)7 14 65357438 65357451 GATAAACTGGCCCAAACGAA TGCAGGTTTTGTGGTTTTCA 209

Ai08B15203 Araip.B08 15203 c (AT)9(AC)12 42 65387283 65387324 CCTGCGAAGTTAAGACTGGC ATCTGGAGGTTTCTCTGGCA 262

Ai08B15204 Araip.B08 15204 p2 (GA)7 14 65402575 65402588 ACGCAATACACACCCTCCTC TCTTCTCTCCTCCATTGCGT 199

Ai08B15209 Araip.B08 15209 p3 (GAA)5 15 65423779 65423793 GCTTTTGTCTTCCCTTTCCC GCCGAACCACATCACTTTCT 191

Ai08B15213 Araip.B08 15213 p2 (AC)22 44 65444092 65444135 AGGCTGGCCGGAGTATAAAT GGTTTCTCTGGCAAACGAAG 204

Ai08B15214 Araip.B08 15214 p2 (AT)9 18 65452886 65452903 GACCTTGTTGGTGAGCATGA CCCATAACTCAACCCTTCCA 211

Ai08B15215 Araip.B08 15215 p3 (CAA)8 24 65456579 65456602 TTGCCGAAGAGTGTGTGAAG CAAATCTTCTCCCCGAAACA 221

Ai08B15216 Araip.B08 15216 p2 (TC)27 54 65464979 65465032 AATGCGTAGAACCTAGGGCA AGCCAAGGAAGCTCATTTCA 194

Ai08B15218 Araip.B08 15218 p3 (ATA)6 18 65481315 65481332 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 174

Ai08B15219 Araip.B08 15219 p2 (AG)7 14 65481653 65481666 AGAATAAGATGGGAGAGGAAGAA CTTCTTATCTTTTCAAAATTTGTTTCA 275

Ai08B15220 Araip.B08 15220 c (A)12(GA)6 24 65502970 65502993 TGTGATGGCAATGCTTTCTG TTGGCTTTTTCTGCTTGCTT 234

Ai08B15222 Araip.B08 15222 c (T)10gttttttatctttttcaaaactacctaactaa(CT)654 65519184 65519237 CTTCTTATCTTTTCAAAAATTTGTTTC AAGATGGGGGAGGGATAATTT 277

Ai08B15223 Araip.B08 15223 p3 (TAT)11 33 65519567 65519599 CCCCCTCTTTTCTTCCACTC TATTTTTGGCTGCCATCTCC 268

Ai08B15225 Araip.B08 15225 p2 (AT)11 22 65536285 65536306 TGGAAACATTTGGTTTTGGA TACTTTGGGGCATTTTGTCC 241

Ai08B15226 Araip.B08 15226 p3 (AAG)6 18 65541412 65541429 GGGTTTGTGGGTTTCTTTGA GCCGTTAAGTGGGAGTGAAA 173

Ai08B15227 Araip.B08 15227 p2 (CT)7 14 65542665 65542678 TCTTCCCAAACCTCCCTCTT CTCTCCGTCAGAAGCATTCG 239

Ai08B15228 Araip.B08 15228 p2 (TA)6 12 65543934 65543945 GGCTGGGTGAATCTTGATGT ACCAGTTAACCGCTGCTAGG 266

Ai08B15231 Araip.B08 15231 p3 (ATT)22 66 65555127 65555192 TGCCATAAATCAAAGGACTCAA GGGTGGAGTGTTTGTGGGTA 165

Ai08B15232 Araip.B08 15232 p2 (AC)8 16 65558279 65558294 GAAGCAAAGGCCAGCTAAAA AGGACATGAGACACCTCGCT 246

Ai08B15233 Araip.B08 15233 p2 (TA)7 14 65560179 65560192 AAAGGTGGTGAGGCGCTAT TTCTAGTCGGCCTTTGCTTC 244

Ai08B15234 Araip.B08 15234 p2 (AC)6 12 65560498 65560509 GAAGCAAAGGCCGACTAGAA GGGTGATTCTTGGAAGCAAA 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15235 Araip.B08 15235 c (A)10catgaattaaaattgaat(A)1038 65571091 65571128 GAAGCTGTAAGCAATCCCCA TGAATAAGTTAGGTTGAAGAGTCCTTT 273

Ai08B15236 Araip.B08 15236 p2 (TA)8 16 65579074 65579089 GGGCTGTTGGGGAGTAAGTA AGGCGAGGGAGAAATTGAGT 276

Ai08B15238 Araip.B08 15238 p3 (AGA)5 15 65584186 65584200 GAAAAAGTAAACCCTAGCAGCAA AGCGCCAAACTCCTGATAAA 228

Ai08B15240 Araip.B08 15240 p3 (AGA)5 15 65591290 65591304 AGCAACGCTTTTACCACACC CCCACCAACCTCAACTCACT 275

Ai08B15243 Araip.B08 15243 p2 (GC)6 12 65608912 65608923 AGAAGCGTAGTGCTACCGGA GCTAGCACCTTCACTGACGC 238

Ai08B15244 Araip.B08 15244 p3 (TAA)5 15 65610690 65610704 TGTAACTCTGCAACAATCCCA GTTTGTGCCAATAATCCGGT 269

Ai08B15246 Araip.B08 15246 c* (AT)12(T)12* 35 65615638 65615672 GGGGCATTTTTGTCCTCTTT TGAGGGTGTGTATCATTTGGG 262

Ai08B15249 Araip.B08 15249 p2 (GC)6 12 65621723 65621734 AGTCCACATTTCTCCATCGG TTCTTTGAAGAGGGACACCG 223

Ai08B15250 Araip.B08 15250 c (TC)12agccctgtttga(T)1450 65629185 65629234 TGGCGATGACACTGAGATTC GGTCATGGTTTCAGGGTGAC 279

Ai08B15253 Araip.B08 15253 p2 (CT)9 18 65649126 65649143 TGAACCTGGGATTGAGAAGC TTCTGGGTTGTTTCTGACCC 217

Ai08B15254 Araip.B08 15254 p3 (CTT)5 15 65662573 65662587 GTGGCCAGCGAATTCTAAAG GGAATCATAAATTCAACAACAAAGAA 260

Ai08B15258 Araip.B08 15258 p2 (AG)11 22 65678617 65678638 ATAGGTGAGGGGTTTTTGGG TTTAACGCCACAAAGGGAAG 260

Ai08B15259 Araip.B08 15259 p3 (ACC)5 15 65687810 65687824 AGAGCAGCAGTAGAGGCAGC TCGCATAATACAGCGCTCAC 171

Ai08B15260 Araip.B08 15260 p3 (CAA)10 30 65694466 65694495 GCCGATGAAAATCTCAAGGA TCGGTTGTGCAGGCATATTA 142

Ai08B15261 Araip.B08 15261 p2 (AT)6 12 65698302 65698313 AGGTTCGCATGCTCGATAGT GGCTGAGTTTTCATTTTCACAA 262

Ai08B15262 Araip.B08 15262 p2 (GC)6 12 65708710 65708721 GCCAACTTTGTGCCACTTTT GGCGCGAAGGTATTAAACTG 153

Ai08B15267 Araip.B08 15267 p2 (TG)9 18 65758034 65758051 TGAATGGTTGGATTTGATGG CAGTTGTGGCCTGCATAGC 279

Ai08B15268 Araip.B08 15268 p2 (CT)9 18 65762241 65762258 TCTAGCGAATGATGGCCTCT AATGGGAGAATCATCCAAAAA 280

Ai08B15269 Araip.B08 15269 p3 (ACC)5 15 65767938 65767952 AGAGCAGCAGTAGAGGCAGC TCGCATAATACAGCGCTCAC 171

Ai08B15271 Araip.B08 15271 p3 (CAA)9 27 65775763 65775789 GCCGATGAAAATCTCAAGGA TCGGTTGTGCAGGCATATTA 139

Ai08B15273 Araip.B08 15273 p2 (GC)6 12 65789164 65789175 ATGCCCACTTCGTATCCAAC ACGCGTGCTTGAGGTATTTT 247

Ai08B15274 Araip.B08 15274 p2 (GC)6 12 65789485 65789496 CGCGCCTACCTCACTAACTC GGCGCGAAGGTATTAAACTG 201

Ai08B15275 Araip.B08 15275 p2 (GC)6 12 65789780 65789791 CATCTGCTAGCACCCACACC TGCTACCGGAAAAGAGTGGT 234

Ai08B15277 Araip.B08 15277 p5 (TATTT)5 25 65820791 65820815 TTTCGAAAATTCAAAATTCAGAT AAAAATGAAGAGAGAGAAATTGGTT 244

Ai08B15281 Araip.B08 15281 p3 (TCT)5 15 65851181 65851195 CCTACTCCCTCTCCCCTCAC CGGTCTTAGGTGCCATCAAT 235

Ai08B15283 Araip.B08 15283 c (A)10ttctttttctttgtttttcccaatcaatttttgaaaaat(A)10tttaataaaatcataaaac(A)1088 65859574 65859661 TCGAGTTTGGACAACTGACG GCAATTGATACCAGACTTAACACC 245

Ai08B15287 Araip.B08 15287 p2 (GT)6 12 65916391 65916402 ACCCCCTCTCACTCTCTGGT AATTTTGGTCCATTCCCTCC 252

Ai08B15288 Araip.B08 15288 p2 (CT)6 12 65923448 65923459 TCTCAGGATTTGTGAACCCC GGATGGGAAAGTGGTTTGAA 200

Ai08B15291 Araip.B08 15291 p3 (AAT)5 15 65949354 65949368 CCGACAGAAATCCCTTCGTA GGACAGGATTTCCAGTTCTCC 255

Ai08B15292 Araip.B08 15292 c (T)11ggttgcattgcatatgtatatattaagctttgtcaaaatcatgatattttccaaggattttatctataggacaccccaattg(A)11104 65952915 65953018 TTAAGTGTGGGGAGGTCGTC GCTCAAAAATCATGTTCCACAA 247

Ai08B15293 Araip.B08 15293 p2 (AT)7 14 65953597 65953610 TGAGAATCTTGGGAATTGGG GGGACATTTTTGTCCCCTTT 202

Ai08B15294 Araip.B08 15294 p2 (GA)6 12 65958016 65958027 AGAGAGGGAGAGAGGGTTCG AAAACTCCTCACCACTGTTTCAA 240

Ai08B15296 Araip.B08 15296 c (T)12aatctttattacattgttggattgttgttgttactga(TGG)564 65966575 65966638 TCTGGTTGCTTGTGCTTCTG GCTGAAGCTGAACCTGAACC 220

Ai08B15300 Araip.B08 15300 c (T)10cttttaattggatccatgcaccaac(T)1045 65978188 65978232 TCATTGGCTTCATGGTATTTTT CCCTGCACCAAATTGTTTTT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15303 Araip.B08 15303 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaatttcgtttttttttaactaattatttttaatttttttacg(A)1198 66001052 66001149 TGTTTCTTAACTTTTTCAAAACTACCT TCCTGGACTTTTCATTTCCA 280

Ai08B15308 Araip.B08 15308 p2 (TA)6 12 66027067 66027078 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 274

Ai08B15309 Araip.B08 15309 p2 (TC)6 12 66030127 66030138 GCCATAAAGGGGAGAAAAGC ATAGGTGAGGGGTTTTTGGG 265

Ai08B15310 Araip.B08 15310 c (A)10catatgcattgatatattatgctttcatt(TA)855 66040594 66040648 TGGAAATTTGGGTGCTTACTC GGGCTAAGGTAAGGGTGAGG 269

Ai08B15312 Araip.B08 15312 c (A)10tgtagaaaaagaaaaag(A)1037 66052668 66052704 TTTGTGAACATTGGTTGGGA TACTTTGGGGCATTTTGTCC 244

Ai08B15314 Araip.B08 15314 p2 (GA)9 18 66060842 66060859 AGAGAGTGGGAGATGGTTCG CGAAAATAACTAACCCCTTTTTCA 245

Ai08B15316 Araip.B08 15316 p2 (CT)6 12 66064585 66064596 CCTGGAATTGAGAAAATGAAGAA GAAAATACTGGGGGCGATTT 208

Ai08B15324 Araip.B08 15324 c (A)10tggc(A)10 24 66141688 66141711 TGGTGGCAACACTTTTTGTT TGGCTTTTTCTGCTTGCTTT 253

Ai08B15325 Araip.B08 15325 p2 (CT)7 14 66151576 66151589 TTTCAATTCGCTTCTATTTCTTTTC CAGAGAGAGGAAGAGGGTTCG 195

Ai08B15327 Araip.B08 15327 p2 (TA)7 14 66167833 66167846 ATGGGAAAATTGTGGGAACA CATGCATTGATCTTTGAATTCTT 238

Ai08B15328 Araip.B08 15328 p2 (AT)6 12 66168086 66168097 TGATTAGGTGAAAGCTTGGGTT TTTCAAGGTTGTAATGGGGC 103

Ai08B15330 Araip.B08 15330 p2 (CT)6 12 66189412 66189423 AAACATTGAACCTGGAATGGA GCCAGAAAATGGGAGAATCA 171

Ai08B15332 Araip.B08 15332 p2 (AG)7 14 66206311 66206324 GGAGAGCAGAGATATGGGATG TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai08B15337 Araip.B08 15337 p3 (TTG)6 18 66220808 66220825 ACATGACAGAGCACAATGGC AGCCGAGCCAAGTATACGAA 224

Ai08B15338 Araip.B08 15338 p3 (TAT)8 24 66223841 66223864 AAACAAATCAATGTGGCATCA ATTCAAGCTAAAGCCCCCAT 271

Ai08B15340 Araip.B08 15340 p2 (AG)7 14 66243677 66243690 CAGAGAATGGGGGAATCAAA GGAACATTGAACCTGGAATGA 194

Ai08B15342 Araip.B08 15342 p2 (TA)7 14 66250116 66250129 TTTTGGTGAACCACTTTTCAGA CAATTCATCATATGCTAAAAGGGTAA 279

Ai08B15343 Araip.B08 15343 p2 (TA)8 16 66255573 66255588 TGACCCAACTCAATTGTGGA GGGTTTATCAACCTCCCCAC 271

Ai08B15344 Araip.B08 15344 p2 (AG)6 12 66256417 66256428 CTGCAGAAAATGCCCTTAGC GGAACATTGAACCTGAAATGAA 266

Ai08B15345 Araip.B08 15345 p3 (CAG)5 15 66268139 66268153 GTGATGAAGGGGAAGGAGGT TCAGGTGCTAGTGGTTGTGG 225

Ai08B15346 Araip.B08 15346 p2 (CT)6 12 66299290 66299301 CATGAATGGTTCGTAAGCCAA GCCAGAGAATGGAGGAATCA 264

Ai08B15347 Araip.B08 15347 p2 (AG)7 14 66307126 66307139 ACAGATGGAAGAGGGGGTTC TTTTCGGAAATATCTTCCCTC 240

Ai08B15348 Araip.B08 15348 p2 (AG)6 12 66307295 66307306 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai08B15350 Araip.B08 15350 p2 (AT)8 16 66322004 66322019 GTTCAAGCAAAAGCCACCAT GAGATTTTCCTCGACACCCA 267

Ai08B15351 Araip.B08 15351 p3 (CTT)6 18 66322648 66322665 CCATCAACATCAACATCCCA CAGAGTTGAAAGCAGGGGAA 263

Ai08B15353 Araip.B08 15353 p2 (TA)32 64 66327339 66327402 TGATTTAGCCCTTGATTGTGC AGTGAAGGCAGAATGGTGGA 225

Ai08B15356 Araip.B08 15356 p2 (TA)6 12 66344451 66344462 TGTGGTTTTCAGATGCAGGA GCGAAGATAAATTGGTCCGA 277

Ai08B15357 Araip.B08 15357 p2 (AG)6 12 66345652 66345663 GACCAAAAACACTTAGCGGG GACACCCCTTTTCTTCTCCC 149

Ai08B15363 Araip.B08 15363 p2 (TA)6 12 66379706 66379717 CGCATTTCGTAATTTCGCTT GCCACCTGTAACACTCCGTT 189

Ai08B15366 Araip.B08 15366 p3 (GAA)7 21 66403553 66403573 GCTTTTGTCTTCCCTTTCCC TCTCTTCTTGGCCGAAACAC 207

Ai08B15367 Araip.B08 15367 c (T)10gtattctctttaa(T)1033 66406406 66406438 TTTCGAAAAATGCAAGATGAA CCTGACCCTTTGATTGGAGA 241

Ai08B15369 Araip.B08 15369 p2 (TA)6 12 66412330 66412341 GAGCTTCTGAAAGCGAAGGA ACCGGCCAGAGCATACATAC 226

Ai08B15370 Araip.B08 15370 p2 (TA)10 20 66412457 66412476 GAGCTTCTGAAAGCGAAGGA ACCGGCCAGAGCATACATAC 226

Ai08B15372 Araip.B08 15372 c (A)10ttattcttgaagc(A)1033 66431794 66431826 GGTGGCATTGCTTTTGTTTT CATTTTTGGGCAGTAATGGAA 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15374 Araip.B08 15374 p2 (TC)7 14 66451483 66451496 AGCGATTTCTGAACCCCTTT TGAAAGGGAAATTTAAAACAAAGAA 238

Ai08B15375 Araip.B08 15375 p2 (AT)6 12 66454434 66454445 TCGCGTCATACTGCGAATAA CTCTGTCTCCTCTTGGGGTG 259

Ai08B15376 Araip.B08 15376 p2 (TC)7 14 66470478 66470491 TTTGGCCCAGATCCAACTAC TGAAAGGGAAATTTAAAACAAAGAA 219

Ai08B15378 Araip.B08 15378 p2 (GT)12 24 66476711 66476734 GGTAGCTAGGCATGATTTTGG GGTTGTAATGGGGCTAGGGT 146

Ai08B15382 Araip.B08 15382 c (GT)24a(TG)8 65 66500294 66500358 TTGGGTAGCTAGGCATGATTTT ACGCGTACACGTTGATGGTA 233

Ai08B15385 Araip.B08 15385 c (A)12tttcttcagaatttttaagaatgaattctagagtttcataagatatgttgaatcttggctggctgttaagccatgtgtaa(T)12104 66540115 66540218 CGAGTTTGGACAACTGATGG GATAAGTGGAAACCTCGGTCC 262

Ai08B15395 Araip.B08 15395 p2 (AG)6 12 66576184 66576195 GTCTTCTCCAGCTTTGGCAC CCTTCTCAGCTTGCTGCTTC 265

Ai08B15397 Araip.B08 15397 p2 (AG)6 12 66587747 66587758 TTCAGGATCAGCTTCAACAAGA TCGAATACTCTCTCTCTCATCTCTTTC 263

Ai08B15400 Araip.B08 15400 c (AT)8tggtttaaaaatatgaaatgagactaggggcaagtg(C)1163 66603926 66603988 ATAAGCGAGTGACGACTGGG TTTTCGACGAAGGAAAAAGC 278

Ai08B15403 Araip.B08 15403 c (AAT)6ag(TAA)6 38 66618950 66618987 TCGTAAGCTTGAGAGGTAGCAG AGCAGAGAGTCCTGGCCATA 278

Ai08B15405 Araip.B08 15405 p2 (AC)6 12 66630202 66630213 GGGCTAAGGTAAGGGTGAGG TCAATGCATATGTGGTGGAA 200

Ai08B15407 Araip.B08 15407 p3 (TTC)5 15 66662127 66662141 TCCTCACCAACATCCAGACA CCCTTAGCTACAACAAGCGG 204

Ai08B15409 Araip.B08 15409 p2 (CT)8 16 66671884 66671899 TCCTTCGAATGTTGATGTCG GGTTCTACGCTTGAACCCAA 111

Ai08B15413 Araip.B08 15413 p2 (AT)15 30 66678612 66678641 TGCAAGCAAAGTTGAGGATG GAGCTTAATTCTTCATCGGGC 193

Ai08B15415 Araip.B08 15415 p2 (CA)28 56 66687993 66688048 GCCTCCTCAATCCCAGTAGA ACAATGTGATATCGCAGCCA 265

Ai08B15416 Araip.B08 15416 p3 (AAT)6 18 66692860 66692877 CCTGCACAGGTCAATCAAAA AACCCTTACGTACGCGACAC 268

Ai08B15420 Araip.B08 15420 p2 (TA)15 30 66707594 66707623 CTAAAATCAATTGGGGTGCC CTAACTCAGCATGCGAAGCC 135

Ai08B15421 Araip.B08 15421 p3 (AAT)5 15 66720548 66720562 TTGAACATACAAGCAACCCC TCTCTCACCACCATTAACAAGG 261

Ai08B15426 Araip.B08 15426 p2 (TA)9 18 66765268 66765285 AAAGTGTGGGAACATTGGGT TGGGGTAATTTTTGTCCCCT 195

Ai08B15427 Araip.B08 15427 p2 (TA)6 12 66765490 66765501 AGGGGACAAAAATTACCCCA TGGGGCTGAGGTAAAGGTAA 241

Ai08B15428 Araip.B08 15428 p2 (TA)9 18 66765845 66765862 AGTTCCCTGCTTTCATGAGC TGGTTTATCAACCTCCCCAC 270

Ai08B15429 Araip.B08 15429 c (TC)6ttcttcacacctttcccaaatacccttcaccaatcaccttaatacctctttccc(A)1177 66781863 66781939 CAACATGGTGCAGGAATGAG TTGAATTTGAATGGTGGGGT 247

Ai08B15430 Araip.B08 15430 c (T)10ctctttaatctatgtaaattcacgttagagtcc(A)1053 66785915 66785967 CACACATTCCATGGGTCTTG GGTTCAGGATTGTTCCTCCC 257

Ai08B15431 Araip.B08 15431 p2 (AG)6 12 66788072 66788083 AAAGAGGAATCTGAGGGGGA GTGACGACGAAGACCCTACG 263

Ai08B15432 Araip.B08 15432 p2 (AG)6 12 66788194 66788205 ACTTCTGTCCTTGCCGTCAT CCTCTCCTCTGTACGATCCG 225

Ai08B15435 Araip.B08 15435 p2 (AC)6 12 66797653 66797664 AACAACTTGCCTCAACCCAC GCGAGGTGTTTGTGTTTGTG 164

Ai08B15436 Araip.B08 15436 p3 (ATC)7 21 66799395 66799415 TTGCAAGGAACAATGAGCTG AACTGGATTGATTCACCACCA 121

Ai08B15437 Araip.B08 15437 p2 (GA)12 24 66800427 66800450 TGCTTTTCAAGCACGTATGG TGCTAGCTGGTTATACTGCCA 185

Ai08B15441 Araip.B08 15441 c (TA)7gctttactccatgcttgcaccacactctgtggccata(T)1162 66842069 66842130 GATCTTGATAGGTGCCTCATTG TCCGATCCAAATTACGGAAA 158

Ai08B15443 Araip.B08 15443 c (AT)11ttatttggactttagaatttaacggatgttgcacttaagtataaatagtgattctaagattttggtctcaagacataaaagtcgtttttgtag(T)10125 66842724 66842848 GGATAAATCACACACAGACACAG AAAGAATTGAGAATACGAAAGCG 280

Ai08B15446 Araip.B08 15446 p3 (AAT)16 48 66845564 66845611 AAATTCCGCTTGATTCCTCA TTACCCGTTTTTCAAGGCTC 245

Ai08B15448 Araip.B08 15448 p2 (AT)6 12 66848939 66848950 TTTTCAATCAATTGGGGTGC GGCATTTTGGGTGACAAGTT 159

Ai08B15449 Araip.B08 15449 p2 (AT)11 22 66861069 66861090 AGCCTGCGAAGCTAAGACTG TTTATGTTTGCCGCTCCTCT 134

Ai08B15450 Araip.B08 15450 p2 (AT)6 12 66863415 66863426 TGCAATGCATAAACACCCAC ATTGGGCTTTGGTGTTGAGA 208



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15452 Araip.B08 15452 p2 (TA)6 12 66865469 66865480 TGCCATTATGTTTTGTTTAACCTTT CATGGATAGCGGATGATGAA 274

Ai08B15454 Araip.B08 15454 p2 (CT)6 12 66880760 66880771 TTGGTTTTCAAAATTTGTTTCA TGGGAGAGAGGGAATTTTCG 255

Ai08B15455 Araip.B08 15455 p3 (TAT)6 18 66881088 66881105 TCGAAAATTCCCTCTCTCCC CAGGTTCTGGATCTGCTTCC 266

Ai08B15457 Araip.B08 15457 p2 (TA)6 12 66889879 66889890 CCCCTACAATTTCCCCTTTC TTTAAACCGCAATACCGCTC 270

Ai08B15458 Araip.B08 15458 p3 (GAA)5 15 66898239 66898253 TGGCCCTAAGCACTTTGTTT ACCTTAACTCCCCCTCCCTT 190

Ai08B15459 Araip.B08 15459 p2 (AT)11 22 66906626 66906647 TTAAGTGTGGGGAGGTCGTC TCAATTGGAATGTCAATGCC 221

Ai08B15460 Araip.B08 15460 p2 (TA)6 12 66906754 66906765 CCCAACACTTTTGCATTTCA AACCACATCGTTAGGCTCAAA 276

Ai08B15464 Araip.B08 15464 p2 (TA)10 20 66930812 66930831 TCATGGGTAATTTTGTCCCC TGGGAATTTGGGAACCTACTC 189

Ai08B15474 Araip.B08 15474 p2 (AT)6 12 66974386 66974397 AGAGCTCCTCACTCCCAACA TTTCAAGGTTGTAATGGGGC 242

Ai08B15475 Araip.B08 15475 p2 (AT)11 22 66977591 66977612 TTAAGTGTGGGGAGGTCGTC TCAATTGGAATGTCAATGCC 221

Ai08B15476 Araip.B08 15476 p2 (TA)6 12 66977719 66977730 CCCAACACTTTTGCATTTCA AACCACATCGTTAGGCTCAAA 276

Ai08B15479 Araip.B08 15479 p2 (AT)6 12 67010383 67010394 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 197

Ai08B15480 Araip.B08 15480 p2 (TA)6 12 67013433 67013444 TCCCAAGTGAATTGGTGTCA TGACCATGTCAAATCTTTTTGTTT 259

Ai08B15482 Araip.B08 15482 p4 (GTAT)10 40 67037850 67037889 GTTACTTTTCCCTCGCCCTC CTACGCCACTCGGATAGCTC 236

Ai08B15483 Araip.B08 15483 p4 (GTAT)10 40 67043018 67043057 GTTACTTTTCCCTCGCCCTC ATGTCACACTTTCGGCTGC 251

Ai08B15485 Araip.B08 15485 p3 (TGA)5 15 67044580 67044594 TCACGTTCCTCTCTCTCGGT TGACACCAATTCACTTGGGA 103

Ai08B15489 Araip.B08 15489 p4 (TTAG)6 24 67067973 67067996 TCATCCAACACTCCCAAACA AAGCTCGAAGGCAATTCTCA 242

Ai08B15493 Araip.B08 15493 p3 (TTA)14 42 67099264 67099305 TCATGGAAAATAGTTATTGACGGA AATGGATGAATCCCTTTCCC 280

Ai08B15494 Araip.B08 15494 p2 (AT)11 22 67101604 67101625 AGTGCGAAACTACAGTGGCA GCCTTCACGAATAAGAACCG 252

Ai08B15496 Araip.B08 15496 c (CG)6ccatgcgtgcttacgcgcggatcgcctggcacaatgtaggcataaagtgggcacaactctcgggttttagtactaggagttgtgaaaccagagcg(GC)6actgcctgcttgggcgccgatgctca(T)10155 67111019 67111173 GGAGAAAAACAGGGTGCAAA GCTTGTATATTAGGAGAGTGCCC 254

Ai08B15497 Araip.B08 15497 p2 (TA)6 12 67116209 67116220 TCAAAGTCGCATAATGCAGG GCAGGCAATGGCTAGTCTTC 185

Ai08B15507 Araip.B08 15507 p2 (AG)6 12 67167791 67167802 CCTTCAATTCTCCACCCAAG AGGGAGCTCGAGGAGAAAAC 115

Ai08B15508 Araip.B08 15508 p2 (AG)6 12 67172135 67172146 TTGAAGATCTCAGGGGTTGG CACTAGGGAGCATTGGCATT 279

Ai08B15510 Araip.B08 15510 p2 (TC)6 12 67212523 67212534 CTCAACCTGAAATTGCCACA AGTGGTGATGGATGCACATT 218

Ai08B15511 Araip.B08 15511 p2 (AT)12 24 67214698 67214721 TGGGAATTTGGATACCTACTCA CAAGCTCCAACCCAACTTGT 276

Ai08B15512 Araip.B08 15512 p2 (TA)6 12 67215281 67215292 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai08B15527 Araip.B08 15527 p2 (GC)6 12 67317650 67317661 TTCAGGTTGAAAAGGGCAAG ACTAAAGGAATCACGTGCGG 203

Ai08B15528 Araip.B08 15528 p2 (TG)7 14 67326457 67326470 TTTCAGATGCAGGACGTGAG AAGCAAAGGCCGGATAGAAT 253

Ai08B15529 Araip.B08 15529 p2 (TG)10 20 67326787 67326806 ATTCTATCCGGCCTTTGCTT ACACACATGCACGCACATAC 257

Ai08B15538 Araip.B08 15538 p2 (CT)6 12 67427602 67427613 AAGAATCCTAAACCCTAGAGAGAGG CGAGACAACCTGGGACTCAT 262

Ai08B15539 Araip.B08 15539 p2 (TA)6 12 67429796 67429807 AGTGAAGGCAGAATGGTGGA AGTGAGGGTTCAATGGCTCA 280

Ai08B15545 Araip.B08 15545 c (T)11atcacaactcatatgcattgatttttattgaactttgaactttgtccccttctttttttattgtaattctttttctttaattttctttttttc(TA)10124 67468685 67468808 CACTTTTCCACACACTCATGC TGAAAATTTTGGGAATTGGG 247

Ai08B15549 Araip.B08 15549 p3 (GAA)6 18 67481953 67481970 AGTGTCACCGGAGGTGGTAG CGCCCTGTTCTGTCTCTTTC 147

Ai08B15550 Araip.B08 15550 c (GC)6acagtgcgctcgcacgcggataccccttttccttgtttc(T)1061 67482521 67482581 GGACACAAGGTGGGCATAAC TGCGGTGAGTGTTTTCTTGA 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15554 Araip.B08 15554 p2 (GA)6 12 67503289 67503300 CCCTCGAGCAAGAGAAGAAA ACCCCACAGGATCATCTCAG 213

Ai08B15555 Araip.B08 15555 p2 (AG)6 12 67506115 67506126 AAGGGGATGAGAGGAGGAGA TTTCTTACCTTTTTCAAAACCACC 217

Ai08B15559 Araip.B08 15559 p2 (AG)6 12 67521828 67521839 CAGGTTCAGGATCAGCTTCA TTCTCTTCTACTCATAATTCGAACC 205

Ai08B15560 Araip.B08 15560 c (T)10atttttgaatttttaatgaggagagagaaaaaaagatatcattttgttgtttttctc(T)1178 67522655 67522732 CAAGAAACAACCAAATTTTGAGAA CAAAGTGTTCTTGCATGCATTT 238

Ai08B15561 Araip.B08 15561 p2 (TA)8 16 67534137 67534152 TCCACTCATCAGTGCGGTAA ACCAAGCCTCCAATTGTTCA 162

Ai08B15562 Araip.B08 15562 c (AT)6ctgtgg(GT)1344 67534507 67534550 TGGGCATGTGTTGAGGAATA TCTCCAACCATCATCACATCA 263

Ai08B15563 Araip.B08 15563 p3 (CAA)6 18 67537692 67537709 ACGTTCAGACCCAAATCACC ATTCATGTAGCCAACCCCAC 120

Ai08B15564 Araip.B08 15564 p2 (AG)8 16 67553947 67553962 CCTTAGATGGGAAGCAATGG GGCCCAGATCCAAGTACAGA 273

Ai08B15566 Araip.B08 15566 p2 (AG)7 14 67562448 67562461 CCTTAGATGGGAAGCAATGG GGCCCAGATCCAAGTACAGA 271

Ai08B15572 Araip.B08 15572 p3 (GTT)5 15 67601543 67601557 TTTGTCCTTGGAGGATGGAG AACCAAGGATGATGGGACAA 265

Ai08B15573 Araip.B08 15573 p2 (AT)10 20 67605208 67605227 CCACCACTTCTTCCAGGTTG CCATCCCCATGAGTCTATGC 121

Ai08B15575 Araip.B08 15575 p2 (TA)7 14 67615313 67615326 CAAAATCCAGTGAGGGTTCAG TGGAATGTTATGCAATGCAAC 267

Ai08B15576 Araip.B08 15576 p2 (TA)6 12 67623217 67623228 CCCAGTGGACATGGAAAGAT TCACACTTTAAAACAATTGAAAGAAAA 270

Ai08B15579 Araip.B08 15579 p3 (AGA)25 75 67636223 67636297 CCGTGTAAGCTTATAACCATAGAGTA TTCTTTGGCAACATTTGCAG 217

Ai08B15580 Araip.B08 15580 p3 (TTA)5 15 67638064 67638078 CACGCCTTTACACAGTTTGA TTCAACGGGCTTTCATTTTT 280

Ai08B15581 Araip.B08 15581 p2 (TA)6 12 67639509 67639520 ATCCTTCATTGGGTCCTTCC GGCATTGATTTTTATTGACTCCA 262

Ai08B15582 Araip.B08 15582 p2 (AT)10 20 67649195 67649214 CATCACCCTCGCTCTTATCC TGCCACAAAGAGCATACCTG 173

Ai08B15583 Araip.B08 15583 p3 (TAA)6 18 67650241 67650258 CAGCACCAATTGTGGCTTTA TTGAATTTTCTGCCTTGCCT 266

Ai08B15585 Araip.B08 15585 p3 (ATA)21 63 67669793 67669855 AAAAATTCCAAAAATCATACGGAA ACCACGGTTGATAGTAGCGG 272

Ai08B15587 Araip.B08 15587 p2 (AG)6 12 67680272 67680283 GGGAAATAGAATCGGGGAAA ATCCTTCTCCCTCTTTGCGT 192

Ai08B15588 Araip.B08 15588 p2 (TA)6 12 67683188 67683199 AGCAATTTTTGCAAGAGGGA GGCTACGCCACTCTGATAGC 247

Ai08B15589 Araip.B08 15589 p2 (AT)6 12 67690023 67690034 AGCAATTTTTGCAAGAGGGA AAAATATCACGCTTCCGGCT 249

Ai08B15590 Araip.B08 15590 p3 (AAG)10 30 67690788 67690817 GCCAAGAAGAAGAAGACGGA TCGTTTTCAAGACTGGATTGAT 208

Ai08B15591 Araip.B08 15591 p2 (CT)7 14 67691856 67691869 CGGCAGAACGTGACAACTT GAGAGAATGCGGGATCTGAG 225

Ai08B15598 Araip.B08 15598 p2 (GT)6 12 67740940 67740951 TGAGCCTACGCTTAACCCAC GGCATTTTTGTCCCCTTTTT 258

Ai08B15599 Araip.B08 15599 p2 (GT)7 14 67744036 67744049 AGTATGAGGAGAGGGGTCCG CCAATCAAGGCCACAAGAAT 216

Ai08B15600 Araip.B08 15600 p2 (GT)7 14 67748502 67748515 GCGGAGAAGAGAGTACGAGC CATCCAATCTCAAGCAAGCA 263

Ai08B15602 Araip.B08 15602 p3 (ATA)5 15 67786531 67786545 ATGGCTTTTGACATGGGCTA GCAAAATCAACGCACTTCAA 268

Ai08B15603 Araip.B08 15603 p3 (GAT)7 21 67789523 67789543 ATGGGATTCATGTGGAAGGA CCCATTCGATGTTGATGTTG 206

Ai08B15608 Araip.B08 15608 p2 (CT)7 14 67799956 67799969 CCACCTAACTACTTTTCTCTCTCCA GAGGGAGAGGGTTCGAATTT 264

Ai08B15616 Araip.B08 15616 p2 (TG)6 12 67873044 67873055 CAATGAGTGCACAATTTCGG ACCAAGGCAAGACTCCCTTT 212

Ai08B15620 Araip.B08 15620 p4 (AAAT)5 20 67901354 67901373 TTTCGAAAATCCTCACCCAC CCATGATGGAGAGAAGGGAA 225

Ai08B15621 Araip.B08 15621 p2 (AC)6 12 67910880 67910891 CGTCGCAAGAGTCCTTTGA TGCGCTTTCCTGGAATACTT 253

Ai08B15623 Araip.B08 15623 p2 (TA)6 12 67950427 67950438 ATGCATTGCTTTCACCACTT GGAAACGTTTGGTTTTGGAA 225
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Ai08B15624 Araip.B08 15624 p2 (GA)6 12 67958379 67958390 TTTTGCAATAATCCACAAGCA TTTCCCTTTTCTTCCTTCTTCC 249

Ai08B15625 Araip.B08 15625 p2 (CT)6 12 67981099 67981110 TCGAAAATCACTAACCACCTTTT CAGAGAGAAGGAGAGGGTTCG 248

Ai08B15626 Araip.B08 15626 c (TTAT)5tgaatatttttggatttttttctttttc(T)1159 67988532 67988590 GCCTAACTACCCATAACTCCCA GGGAATTTGGGAACCTACTCA 279

Ai08B15631 Araip.B08 15631 p2 (GT)6 12 68006321 68006332 TGGGATCGACCCTTACTCAC TTTTCAAGGCTGTAATGGGG 265

Ai08B15634 Araip.B08 15634 p2 (AC)6 12 68015142 68015153 CATATTCCAAATGTGCACGC ACTTTCATGGCCACAACCTC 171

Ai08B15636 Araip.B08 15636 c (T)10ctttttttttctttttctatatacattttttttcttttcttttcatcatca(T)1071 68019378 68019448 GGGCATTTTGTCCCCTTTAT TGCTTAGGAATTGGGCACAT 215

Ai08B15638 Araip.B08 15638 p2 (GC)6 12 68022496 68022507 GCTTCGCGAGCTAGGGTTAT CAAAGAAGCAAAGTCTGCCC 279

Ai08B15643 Araip.B08 15643 p2 (AC)6 12 68048280 68048291 TCCAAGCCAAGATTCCATTC TGCAAAATTTCGGTTGTGAA 203

Ai08B15645 Araip.B08 15645 p2 (TA)8 16 68059251 68059266 CAAAAGTGGGAAAAATTTGGG TTTTCAGGGTTGTAATGGGG 156

Ai08B15647 Araip.B08 15647 c (AT)6(AC)15 42 68067443 68067484 TCTGGCTGCGCTATTCTGAT TGTTTTCCCTCGCCTTTATC 279

Ai08B15648 Araip.B08 15648 c (AT)6(AC)12 36 68074637 68074672 CGGCTGCGCTATTCTGATA GCTATTGTTTTCCCTCGCCT 276

Ai08B15649 Araip.B08 15649 p2 (AC)6 12 68079886 68079897 TCAAGGTTGTAATGGGGCTAA ATGTGATGCAAAAGTGGGAA 163

Ai08B15650 Araip.B08 15650 p2 (TA)7 14 68080038 68080051 TTCCCACTTTTGCATCACAT TGGGTTGATGAAATTGTGCT 276

Ai08B15652 Araip.B08 15652 p3 (CCA)5 15 68106371 68106385 TCCACTTAACCCAATCCACG GATGGGCAAAGGAACAGAAA 188

Ai08B15654 Araip.B08 15654 p2 (AG)6 12 68110816 68110827 AGCGATTTTTGGACCCTTTT TGGGAACTTTGAACCTGGAA 225

Ai08B15655 Araip.B08 15655 p2 (TC)10 20 68112993 68113012 ATGATGACGGTGGGACAACT TCGTTATCGTTGAGCACGAG 127

Ai08B15656 Araip.B08 15656 p2 (AT)7 14 68117971 68117984 CGCGTTCATAGATTGGGAAT TAAATGGCATAGACTCCCCG 212

Ai08B15661 Araip.B08 15661 p3 (CCA)5 15 68152747 68152761 TCCATCAGCCTCTTTCATCC GAACCTGATGGGCAAAGAAA 158

Ai08B15662 Araip.B08 15662 p2 (TA)7 14 68156907 68156920 TGTGTTTTAATATGGTCTGGCCT GGTTTATCAACCTCCCCACA 248

Ai08B15663 Araip.B08 15663 p2 (AG)6 12 68157722 68157733 TGGGGGAATCAAGAGAAGAA CATGGAAAGATTCATAAGCCAA 255

Ai08B15664 Araip.B08 15664 p2 (AT)6 12 68158456 68158467 CCTATTTCCACCGCTTTCAA AGCCTTCACGACAACGAACT 274

Ai08B15665 Araip.B08 15665 p2 (CT)6 12 68159820 68159831 ATGATGACGGTGGGACAACT CGGAGAACGAGAGGTTGAAG 178

Ai08B15667 Araip.B08 15667 p2 (TA)6 12 68171473 68171484 CAAAATCCAGTGAGGGTTCAG TGGAATGTTATGCAATGCAAC 265

Ai08B15669 Araip.B08 15669 p3 (CCA)5 15 68189862 68189876 CTTCCCCTCTACAACCACCA GATGGGCAAAGGAACAGAAA 280

Ai08B15670 Araip.B08 15670 p2 (TA)6 12 68192648 68192659 GTTTTTCAGAATCACAACAATCC GGGTTGTGTGTTCTTTGGCT 201

Ai08B15671 Araip.B08 15671 p2 (TA)6 12 68193903 68193914 TGTGTTTTAATATGGTCTGGCCT GGTTTATCAACCTCCCCACA 246

Ai08B15672 Araip.B08 15672 p2 (CT)9 18 68196371 68196388 ATGATGACGGTGGGACAACT AGAGAGCCATCGTTGTCGTT 126

Ai08B15679 Araip.B08 15679 c (A)10g(A)12gaaagaaagaaagaaatgagttttagaaaggtaaaatatatactttaatttttttctctttaggaagctttag(T)12aagtaaaaaagctcaacacaataaggtggagc(A)11151 68231351 68231501 TCTTTTGTACACACCACATAATGC AGTGGATTGGTGACGAACCT 280

Ai08B15682 Araip.B08 15682 c (T)10cacttttctgctctccctcaaatctttgatcttgttcattgagattatgtttctaa(T)10ccaatttctagccgttttctttaaggagattcaaattgata(T)10gacaaatttttaaaatcggtcagtttttagtttaatctgacaccaa(T)14187 68237131 68237317 CCAATCTCCGTCGCTAATTT TGATACAGAAATCGATCAATTAAAAA 280

Ai08B15683 Araip.B08 15683 c (T)11catcttctataatacctccattgctactatcatttcagccaag(A)1064 68239521 68239584 CATCCGCGTAAAGATGATTT TTGAGGAATTCTGTCAAAAACAA 239

Ai08B15688 Araip.B08 15688 p2 (CG)6 12 68254942 68254953 GGGGAAAGGAGAAAAACAGG AGTTGTGCCCACTTTATGCC 244

Ai08B15689 Araip.B08 15689 c (GC)6actgcgcgcttgggcgccgatgcccga(T)1352 68255096 68255147 AGGCATAAAGTGGGCACAAC TTGAATTTTGCTTGCTTTAGAATG 178

Ai08B15691 Araip.B08 15691 p2 (CT)7 14 68268815 68268828 TTGATTTTCAAATTTGTTTCAACT ACCAGAGATGTGAGATGGGG 278

Ai08B15692 Araip.B08 15692 p2 (TC)21 42 68272367 68272408 TGGGGTATTTTTGTCCCCTT GCCATTGTTGGATTCCTTTG 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15697 Araip.B08 15697 p3 (AAG)5 15 68304321 68304335 CCGAGTGCATCAAGAGACAA TCTTCATTGCTTTCCAAGGG 143

Ai08B15700 Araip.B08 15700 c (T)11gaaatcaaaaataaaaataaaaataattagttaattaaaaagaaatttttgaaaaagggagagatattttcgaaaatt(AG)6101 68306932 68307032 TGGGGGAGGTATAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 238

Ai08B15701 Araip.B08 15701 p2 (AT)8 16 68309756 68309771 GTGTGGGGAAGTGAATTTGG TACTTTGGGGCATTTTGTCC 256

Ai08B15702 Araip.B08 15702 p2 (AG)6 12 68322312 68322323 AAACCTGGGATTGAGAGTCA GAAATTGCAGAAAACGCTCC 234

Ai08B15705 Araip.B08 15705 c (A)10taaaaatataggcg(A)1034 68358331 68358364 TGAAGCAAGAAAAAGCAGCA TTAATTGCCCTTGCCTTTTG 148

Ai08B15706 Araip.B08 15706 c (T)10gctattttttc(T)1031 68361876 68361906 GAAGCAGCCCATTTAAACCA TGAAGCAAGAAAAAGCAGCA 210

Ai08B15707 Araip.B08 15707 p2 (CT)6 12 68368248 68368259 CCTCGTGTTCGGACTCTCTC TCATCCCCTCACGTAACACA 189

Ai08B15711 Araip.B08 15711 c (A)10gaaagttttagtgtatatagttttttaaataaaaaaagg(A)1059 68447884 68447942 TGGGGGACACATTGGTAGTT TTCGCTCATGCATTCTTCTTT 279

Ai08B15714 Araip.B08 15714 c (TA)8(T)12 28 68489156 68489183 TACTTTGGGGCATTCTGTCC GTGGGAAAAGTGGGTTTGAA 230

Ai08B15716 Araip.B08 15716 p2 (AT)7 14 68511940 68511953 AAGATCTTTAGTCAGAACACCCC CCTTTTGACGACTTTCCACC 158

Ai08B15718 Araip.B08 15718 c (TA)9tgactccttgagaatgtgaattaattcaactacatgcaagctttatattcaagtg(A)1083 68525073 68525155 TGTTTTCCTCTCCCATCTCAA CAACCTCCCCACACTTAAACA 278

Ai08B15720 Araip.B08 15720 c (T)12ctttctcatctcatttgcaaaaacatgctttattatttgagggttagc(TA)978 68564276 68564353 CAAAATCCAGTGAGGGTTCAA GAAATGCAACCTATGCTAAATGC 276

Ai08B15721 Araip.B08 15721 p2 (TC)6 12 68565168 68565179 TGCATCCATTCAAAGGAGAG TACTCAGGGTCCAGCAGAGG 277

Ai08B15722 Araip.B08 15722 p2 (TA)6 12 68569405 68569416 TTTCAAGGTTGTAATGGGGC CCAAGGTCAATGCATATGTGA 222

Ai08B15729 Araip.B08 15729 p2 (AT)12 24 68625967 68625990 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAG 257

Ai08B15733 Araip.B08 15733 p2 (TG)6 12 68644569 68644580 CTTCTTCTTCCCGTTCTCCC TCAATTCGAGGAACCCTCAC 251

Ai08B15736 Araip.B08 15736 p2 (AG)7 14 68657356 68657369 ATAGGTGAGGGGTTTTTGGG ACACCAGGATTGGCAGAAAG 179

Ai08B15741 Araip.B08 15741 p2 (GC)6 12 68679917 68679928 CCTTGATGTGTTTGCCAGTG CTAAATTGCCAGGCACGAGT 248

Ai08B15743 Araip.B08 15743 c (A)13g(A)10 24 68692297 68692320 GGGATTGTTCGAGTTTGGAA TCCTGGAGCTCTAAGGTGGA 196

Ai08B15746 Araip.B08 15746 c (AT)6aataagcttagtcaaaataatgaattttttcaagaattttatctatagggcaccccaattgattg(A)1087 68720904 68720990 GGCATTTTTGGGTGACAAGT ACCGCACAATTAGGCTCAAA 264

Ai08B15748 Araip.B08 15748 p2 (CT)6 12 68775623 68775634 GGAACATTGAACCTGTGATTGA TTTCGGCCCAGAAAATACAG 199

Ai08B15749 Araip.B08 15749 p2 (AT)7 14 68776965 68776978 TTCACCACTTACTTTGGGGC TGTGGAAAAATTGGATTTGGA 222

Ai08B15750 Araip.B08 15750 p2 (AT)7 14 68779854 68779867 GCTTGATTTGCACTCTTAGCTT TGAATCCTTGAATGGCTTTTG 252

Ai08B15758 Araip.B08 15758 p2 (AC)6 12 68838805 68838816 AAGCGGGTATTGTTGGAATG GCTTGATTTTTGCTTGAATGC 270

Ai08B15759 Araip.B08 15759 p2 (AG)16 32 68876019 68876050 AAACAAAAGTGCTTCGTGGG GCATGGTGAATTTTTGAGGG 236

Ai08B15760 Araip.B08 15760 p2 (AT)13 26 68878736 68878761 TGTGATCTTTGGCTTGCTTG TCTTGCTCTTGCCTTTTGGT 209

Ai08B15764 Araip.B08 15764 c (ATGCA)5ac(AT)1251 68921759 68921809 TGTCCTCATGCTTAGTTGAAGG CCAATGAGGGTTCAATGCTT 279

Ai08B15765 Araip.B08 15765 p2 (TA)8 16 68941152 68941167 GCTCAAAAACATGTCCCACA AATTTTAAGCGTGGGGAGGT 275

Ai08B15766 Araip.B08 15766 p2 (AT)6 12 68968511 68968522 TGTCCCTTGTTTGGATCTTTG TCACTTTGGGGCATTTTTGT 203

Ai08B15769 Araip.B08 15769 p2 (GA)7 14 69021598 69021611 CATGCAAGCAATCCCTTAAA TCCCCCTTCTCCTTTCTATCTC 280

Ai08B15773 Araip.B08 15773 p2 (AT)6 12 69033487 69033498 CTTGCTATTTTGGTTTGATTGA TGCAACCACACAATAAGGCT 266

Ai08B15774 Araip.B08 15774 p2 (AG)7 14 69035334 69035347 TTTTCGACCCAGTTTTCGAC GGAACATTGAACCTGTGATGAA 203

Ai08B15776 Araip.B08 15776 c (A)10g(A)11 22 69049409 69049430 GAAATTGTGGGAACATGGGT GCATTGGAGTAATTTTGTCCC 226

Ai08B15777 Araip.B08 15777 p2 (AG)7 14 69050784 69050797 TTCGGCTCAGAAAACACAGA GGAACATTGAACCTGTGATGAA 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15778 Araip.B08 15778 p3 (GAA)5 15 69057142 69057156 GGAGGCCCAAAAGATAGAGG ATGACTTGAGTTTCCCGTGG 237

Ai08B15784 Araip.B08 15784 p2 (AC)6 12 69114337 69114348 TACCCTTCTTTCGCATCCTG CTATGTCCATGCTTTCGCCT 275

Ai08B15785 Araip.B08 15785 p2 (AT)12 24 69121267 69121290 AAACCTGGAATCATGCATAGC GTTGGATCCTTACGCCGATA 212

Ai08B15786 Araip.B08 15786 p5 (AAAAT)6 30 69125357 69125386 GGGAAACCTTTTGGGAACAT ATCCCATGTGCATTGTTTTT 184

Ai08B15795 Araip.B08 15795 c (T)11ggtttttatgattttattaaatttttttgtac(T)1053 69191478 69191530 AACATGAAATTGACACCAATCG TCGAGTTTGGACAACTGACG 195

Ai08B15796 Araip.B08 15796 p2 (GC)6 12 69202685 69202696 AGACTTGGGCCAACTTTGTG AGTAACCGGAGACGGTGATG 270

Ai08B15798 Araip.B08 15798 p2 (GA)18 36 69206486 69206521 TTTGCTTCGGATTTTGTTCC CCAACCTGAGTCAGAGGCTT 122

Ai08B15800 Araip.B08 15800 p2 (TC)6 12 69231062 69231073 TCCCCTTTCTTCCTTCTTCC TTGCAACAATCCACAAGCAT 244

Ai08B15806 Araip.B08 15806 p2 (AT)11 22 69251592 69251613 GAAGTTAGATGCGGCGGTAG AGGTTCAAATCTCACTTGCTTG 233

Ai08B15807 Araip.B08 15807 p2 (GT)8 16 69251967 69251982 TTTGAGCCTACGATCAACCC ATGAGCATGTACCCAATCCC 212

Ai08B15809 Araip.B08 15809 c (T)10ctattc(T)10 26 69264609 69264634 GGGAGGTCAGAATCCAACAA TGAAGCAAGAAAAAGCAGCA 121

Ai08B15810 Araip.B08 15810 p3 (AAT)5 15 69267140 69267154 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 267

Ai08B15811 Araip.B08 15811 p2 (AG)6 12 69267476 69267487 AGAATAAGATGGGGGAGGGA TCTTTTCAAAATTTGTTTCAACTCA 270

Ai08B15813 Araip.B08 15813 p3 (GAA)6 18 69281585 69281602 TCTTGATGGGCTCTGGAGAT CCTATCTTCCCCTTCTTGGC 266

Ai08B15817 Araip.B08 15817 c (A)10gggggagaaaaatatcaagaagatatcttttccttttttctctttcatcattaaaaattcaaaaataaaaaaaaatatctttctc(T)10105 69301488 69301592 GCATGCATTTTTGGTTTTGA AAATTGAAAATTTGATTTGACTCAT 246

Ai08B15818 Araip.B08 15818 p3 (TTC)5 15 69305727 69305741 CCTACTCCCTCTCCCCTCAC CGGTCTTAGGTGCCATCAAT 237

Ai08B15821 Araip.B08 15821 p3 (ACA)5 15 69314441 69314455 CCACAAAGAGTTTGCGGAAT TTCCACCTCTGATTTCCCTG 236

Ai08B15825 Araip.B08 15825 p4 (TTTA)6 24 69329172 69329195 CTGGACTGTTCATTTCCGCT TCCTTGTCAAAATTTCCTAACCA 192

Ai08B15826 Araip.B08 15826 p2 (AT)6 12 69336027 69336038 AAGGAAATTTCTGGGTCGCT TTGTAATGGGGCCAAGGTAA 151

Ai08B15828 Araip.B08 15828 c (T)10c(T)10 21 69346754 69346774 TGGCTTTTTCTGCTTGCTTT TGGTGGCAACACTTTTTGTT 262

Ai08B15832 Araip.B08 15832 p2 (CT)6 12 69367513 69367524 TTAACGCCAGGATTGGTAGC ATAGGTGAGGGGTTTTTGGG 179

Ai08B15838 Araip.B08 15838 p3 (TCT)6 18 69398711 69398728 GAAACCTAACCCTACCCCCA AGCAACGCTTTTACCACACC 202

Ai08B15840 Araip.B08 15840 p2 (TA)12 24 69404392 69404415 TCGCATTTTGCACTTCTGTT CCAATTTCTCATATGCAACGG 172

Ai08B15841 Araip.B08 15841 p2 (TC)6 12 69413496 69413507 CGAAAATCACTAACCACTTTTTCA CACATAGAGAGGGAGATGATTCG 248

Ai08B15845 Araip.B08 15845 p3 (AGA)5 15 69432148 69432162 AAAGCAGAGCTTTTCCCACA TCATGACCGAATTCCCTCTC 210

Ai08B15846 Araip.B08 15846 p2 (AG)7 14 69452915 69452928 TTCACTTATCAGAGAGGGTTCG AATCATATCTTTTTCAAAACCACC 265

Ai08B15848 Araip.B08 15848 p2 (TA)6 12 69464561 69464572 TTTTAATGTTCCTCCTTGATGAAA TTTCCGCATTTTGCATTTTT 250

Ai08B15849 Araip.B08 15849 p2 (AT)6 12 69471408 69471419 ATGGGTTTATCAACCTCCCC TCCCCATCTCATTTGCTAAAA 265

Ai08B15850 Araip.B08 15850 p2 (TA)6 12 69472594 69472605 TCCTCCTTGATGAAATGTTGTC TCCGCATTTTGCATTTTTAG 239

Ai08B15852 Araip.B08 15852 p2 (GC)6 12 69503811 69503822 TCTGTACCAGGGAGTTTGGG CCGGTGGTGCATTTCTAACT 187

Ai08B15853 Araip.B08 15853 c (GC)6acggtgcgctggcgcgtcggtgcccttttttctttttctctctc(T)1268 69503966 69504033 GACTCTCGGATTTTAGGCCC AGCTTAACCACCTGCCAAGA 159

Ai08B15855 Araip.B08 15855 p2 (CT)6 12 69507478 69507489 TTGTTTCTTATCTTTTTCAAAACTACC GGAGTTCGGATTTTTGGTGA 280

Ai08B15856 Araip.B08 15856 p3 (TTC)5 15 69509519 69509533 ATATGGCCGAACCTTAACCC TAGAATATTGCTCGCCCTCG 182

Ai08B15857 Araip.B08 15857 c (TC)6acctggggatcctgtctctgcccgtggctctgcttgacggcgacggactcaga(GGC)580 69533718 69533797 GTTCAGACAAAGACGACGCC CTTCTCGCTATGAAGCCAGC 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15858 Araip.B08 15858 c (TTTC)5tgctgatttctttc(T)1044 69534125 69534168 TCCCCCTCTCCTCTCTTCTC CGTCACACCCCTTTCAACTT 172

Ai08B15859 Araip.B08 15859 c (TC)6acctggggatcctgtctctgcccgtggctctgcttgacggcgacggactcaga(GGC)580 69534732 69534811 TGGTTCAGACAAAGACGACG CTTCTCGCTATGAAGCCAGC 206

Ai08B15860 Araip.B08 15860 p4 (TTTC)5 20 69535139 69535158 TCCCCCTCTCCTCTCTTCTC CCTATTTTTCCCCTTCAGCC 128

Ai08B15862 Araip.B08 15862 p2 (AT)7 14 69561111 69561124 GCCCTGGCATCACTTTACAT TGTTCTGGTTTCTCTTTTCTCTG 233

Ai08B15863 Araip.B08 15863 p2 (TC)14 28 69567872 69567899 CGAAAATCACTAACCACTTTTTCA GAAATTCGAACACAGAGGGG 269

Ai08B15864 Araip.B08 15864 p3 (GAG)5 15 69577386 69577400 GAGCCGATCCCTAACTTTCC AAAAGGCTCACCCATCTCCT 219

Ai08B15874 Araip.B08 15874 p2 (CT)9 18 69687096 69687113 TCTAGCGAATGATGGCCTCT AATGGGAGAATCATCCAAAAA 280

Ai08B15877 Araip.B08 15877 p3 (TCC)5 15 69723171 69723185 TGTATCTGACTGTGGCTCCG GACCGTATGAGTCGGATGCT 207

Ai08B15880 Araip.B08 15880 p3 (TTG)5 15 69803785 69803799 AGACCTTTAAACCGTGGCCT GGAACCTGACTGAACTTGGC 274

Ai08B15882 Araip.B08 15882 p3 (TTC)5 15 69823687 69823701 CTCCCAATCCCAACCCTAAT TAAAATGTTTGCTCGTCCCC 197

Ai08B15883 Araip.B08 15883 p3 (CAA)5 15 69830945 69830959 GGAGGCAGGGACAATAATGA TGATCCAATTTGTGAGGCAA 278

Ai08B15887 Araip.B08 15887 p2 (CT)7 14 69873596 69873609 ATGCATCCATTCAGGGAGAG AAAGAACCTGGGATTGAGAGTT 146

Ai08B15899 Araip.B08 15899 p3 (ATA)5 15 69922111 69922125 CAAGTGGCTTAGACGGGAAG CCAAACTCGACCCGAAATAA 234

Ai08B15900 Araip.B08 15900 p2 (AT)6 12 69922734 69922745 AAATCAGCTTGATTCGATTTATATG GACAGGTTTTGCCTCTCCTG 224

Ai08B15901 Araip.B08 15901 p3 (ATA)5 15 69922971 69922985 CAAGTGGCTTAGACGGGAAG AGCTCCTAAAGTGTTCGGGA 155

Ai08B15902 Araip.B08 15902 c (TGA)5tggtgatgatgatgttgataatggtggtggagtggcagt(TGG)569 69923546 69923614 CAGAATCGAAATCGTCCCTC CAGAATCGAAATCGTCCCTC 252

Ai08B15907 Araip.B08 15907 p3 (CAA)5 15 69940209 69940223 GGACAACAGAGGAGGCAGAG TTGGGATTGCCTTAGGTGAG 115

Ai08B15908 Araip.B08 15908 c (T)10acccttgccttttggttttaagggctattggctttttctgcttgctttc(T)1069 69957175 69957243 TGATTCCTTTAGGCCCTCCT TGGCTCTTGAAAGAATGATGAA 227

Ai08B15909 Araip.B08 15909 p5 (AAAAT)6 30 69966048 69966077 GTGGGGTTAGCATAGGACCC TCCTCACCCACATCCTTTTC 278

Ai08B15912 Araip.B08 15912 p2 (CA)6 12 69977354 69977365 CCTTTGAGAGACAACCCGAG ACGCTCTCATCAACAAGCCT 253

Ai08B15913 Araip.B08 15913 p2 (TA)7 14 70003276 70003289 TTGAACCTTGACTTTGGGGA TGAGAATCTTGGGAATTCGG 226

Ai08B15915 Araip.B08 15915 p2 (CA)6 12 70025433 70025444 TTTTGAAAGTGTGCAGACGC GGTTGCAAAACTTCGTTGGT 114

Ai08B15918 Araip.B08 15918 p2 (CT)7 14 70044039 70044052 GCTCGCCAATTTTCACTTTC TGGAAAGCAATGGTAACACAA 279

Ai08B15919 Araip.B08 15919 p3 (AGA)5 15 70052892 70052906 TGCAGTGCACATATTCAACAA TGGAGCTACCACCACTACCC 267

Ai08B15921 Araip.B08 15921 c (TA)26ttttaa(AT)6 70 70066145 70066214 TTCACCACTTACTTTGGGGC AGGACATGTCATGCATTCAAA 181

Ai08B15923 Araip.B08 15923 p2 (TA)6 12 70073349 70073360 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 270

Ai08B15925 Araip.B08 15925 p2 (AC)7 14 70096747 70096760 GTGGGTCCTAAATTGTGCGT GCTTGAATGCTCTCATGCTTC 178

Ai08B15926 Araip.B08 15926 p2 (AG)18 36 70103192 70103227 AAAATGCTTCGTGGTTGGAC AGATATGGCTCCCGAAAGGT 201

Ai08B15928 Araip.B08 15928 c (GA)14agaatactatatattcaacaaaaactattttctgcaattcagattttcactagcaacactttcagg(TC)8110 70116821 70116930 CATGTAATGCACACAATGCAA CCACCATTGCCTCATTCATA 249

Ai08B15933 Araip.B08 15933 p4 (AAAT)5 20 70134210 70134229 CGTAGCCATGTGTCACCATC GGGCGGTTGTTGTATTGTTC 266

Ai08B15935 Araip.B08 15935 p3 (AAG)5 15 70152862 70152876 AACACAGGTGGAAGTGGAGG TCATGCTCTGCCCTATCACA 228

Ai08B15938 Araip.B08 15938 c (CTT)8cctcttcctcttcg(TCT)5tttctttcgtttcttgccttctctttctc(CTT)5gctgcatgttcttcttcc(TCT)9tttctttcgtttcttgccttctctttctc(CTT)5186 70154529 70154714 TTCGCATACAAGCGATGAAG CGAGGAAGAAGAACGTGCAA 273

Ai08B15939 Araip.B08 15939 p2 (TA)8 16 70156982 70156997 CTTACCTCGCGTCGTAAAGC GGCTTAAACTCCGTGAGTCG 246

Ai08B15941 Araip.B08 15941 c (CT)6attttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattattttatttttattttgaattttcg(A)12103 70164887 70164989 TTCCCAACTCCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B15942 Araip.B08 15942 c (T)16c(T)17ctctt(TA)39(T)14131 70181656 70181786 TGTCTCCGAAGACGATGTTG GGACATGTTCATGCATTCAATAAT 254

Ai08B15945 Araip.B08 15945 p2 (TG)6 12 70193939 70193950 AAAGACAAGGCTGTTGGTGG CTTTGCTGGTTGGTGAAACA 256

Ai08B15950 Araip.B08 15950 p5 (ATAAT)7 35 70209847 70209881 GCCGTAGCTGTTTTCATGGT GCCCATTGAATATTGACCACA 224

Ai08B15951 Araip.B08 15951 p2 (AT)18 36 70241410 70241445 CTCTGACAACACACACGATCAA TCTCGTGCTGATAACGTGTTG 231

Ai08B15952 Araip.B08 15952 p2 (AT)6 12 70245331 70245342 GGGGCCAACTTTTTCAAGAT GGAGGGTGAGAGCATTGAGT 275

Ai08B15957 Araip.B08 15957 p2 (AT)10 20 70280636 70280655 CTCTGACAACACACACGATCAA TCTCGTGCTGATAACGTGTTG 227

Ai08B15959 Araip.B08 15959 c (T)10aagccaaataaaattgcctttta(C)1346 70285460 70285505 TCCACCAATATTTCAACGGAA AGGGGGAGAAAGAGAAGGAA 260

Ai08B15961 Araip.B08 15961 p4 (AGAT)6 24 70297326 70297349 GTGATGTGGCAATGAGAGGA TCAAGCATGATTACAGCTTTTTC 249

Ai08B15967 Araip.B08 15967 p2 (AT)6 12 70305698 70305709 ATGCGAGTTGGCAAACACTT GCCGAATAGGAATCACCTCA 237

Ai08B15972 Araip.B08 15972 c (A)10ttggattggtttaatatctaatttctgaaagcaaaagtgcaaaacctac(T)1473 70339216 70339288 CCCCAATCAGAACAAGAACA CTGACCAACCGAACACAATG 199

Ai08B15977 Araip.B08 15977 p4 (TTTA)5 20 70360549 70360568 GGCATTTTTGTCCCCTTTTT TTGGGTATGGAAAACTTGGG 224

Ai08B15980 Araip.B08 15980 p4 (TAAT)5 20 70378714 70378733 TTGAAAATTTCTCTCTCTTCTCTCTC GACCAATAGAAGGAAGTAGAGTTCG 280

Ai08B15981 Araip.B08 15981 p3 (TTC)5 15 70384163 70384177 TACCTTCTCCACCCCACAAG AGGAGTCTCCAACCTTGGGT 185

Ai08B15983 Araip.B08 15983 p2 (AT)7 14 70406446 70406459 AACAAATCATTAATGGCAAGACAA CCAACGGTAGAAGGTGGAAA 250

Ai08B15984 Araip.B08 15984 p2 (TA)6 12 70409063 70409074 TGTTGTGCCTATCTGAAACCA GCATGGTTCTTCCTTCCAAA 198

Ai08B15987 Araip.B08 15987 c (TAA)5ttataaaaataatcaaaattaaaaattcacaactaa(AAT)566 70414724 70414789 CAGGAATTACAAAAGTAACAACAACAA ACAGTGGACCGATGGAAGAC 278

Ai08B15990 Araip.B08 15990 p4 (AAAT)5 20 70418550 70418569 TTGTCGAAAATCTTCACCCAT GGTTAGCAAATGACCCCAGA 174

Ai08B15991 Araip.B08 15991 p3 (TTC)5 15 70430297 70430311 TCTTCGTCTCTCGCTTGACA CGGATGTGAGGTTGAGGATT 240

Ai08B15992 Araip.B08 15992 p2 (AT)14 28 70436315 70436342 ATCCCTAAACCCTAAGCCCC AATCACGGCAAAGTGGATTC 222

Ai08B15994 Araip.B08 15994 p3 (AAT)9 27 70444051 70444077 GTGTTTGCACTATCCGCAAG ATCTTGAAGGGAATGTTGGC 195

Ai08B15995 Araip.B08 15995 p2 (AG)6 12 70445229 70445240 TTCGTTAGAGCTTTGTGCTGA GGGACACATATCTGAGCCTTT 264

Ai08B15998 Araip.B08 15998 p2 (AT)7 14 70450953 70450966 CGAAATCACGGAATGACTGA AAATGCTGGTAACATAAGACGTGA 274

Ai08B16000 Araip.B08 16000 p3 (TAA)6 18 70453540 70453557 ACCTGTTTGGACTTTGGAGC GTCTTCACCCCTTTCCTTCC 280

Ai08B16002 Araip.B08 16002 p3 (TTA)6 18 70460934 70460951 ATCCATGAGAGGGTGTTGCT TTGTGATTTTTGTGTATTATGTTTGTT 260

Ai08B16004 Araip.B08 16004 p2 (AT)6 12 70464403 70464414 TGATTACCCCCTCAGCATTC CACCAAACTCTGGTATTGGCT 133

Ai08B16012 Araip.B08 16012 p2 (TA)7 14 70474882 70474895 ACTCGACCTGCGAAGCTAAG AGCGTCTGGAATTTCCTGTG 224

Ai08B16013 Araip.B08 16013 p2 (AT)7 14 70475765 70475778 CCATTGGACAGTCCCTCTGT GCAAGATATGATCGGGCACT 222

Ai08B16015 Araip.B08 16015 p2 (AT)9 18 70486043 70486060 CACGGTATGTTCGTCCCTTT GCTTACGCATGGGTTGAACT 253

Ai08B16016 Araip.B08 16016 p2 (AG)6 12 70489194 70489205 CAAGCCCGAGAACACAGAAT GGAACATTGAATCTGGAATTGA 202

Ai08B16017 Araip.B08 16017 p3 (TAT)6 18 70506859 70506876 CGAAAATTCCTCCTCTTCCA TTCTTGTCCTTGCTCCTGCT 238

Ai08B16019 Araip.B08 16019 p2 (GT)6 12 70510079 70510090 CAATGTCCATGCATTATCCAA TTCTAAAATTACGCGCGGTT 215

Ai08B16023 Araip.B08 16023 p2 (AC)7 14 70526234 70526247 TGCAACCACGAGTCATCATT CTGTAGAGCCTGAGGAACGG 222

Ai08B16025 Araip.B08 16025 p2 (TA)6 12 70526630 70526641 TCAACTTGCGAAGCTAAGGC CCTCGCTGAGCGTCTAGAAT 228

Ai08B16028 Araip.B08 16028 p2 (AT)6 12 70539118 70539129 GTGCATCCCCAAGCTAAAAA TTGCAAGATGTGACTGGGAA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16031 Araip.B08 16031 p2 (CA)31 62 70567102 70567163 TATTGCCTGGCATTGCATTT CAATGGAACGCCCTAAGAGA 213

Ai08B16033 Araip.B08 16033 p3 (TTG)5 15 70597066 70597080 AAGGTGATGAGCTGTGGCTT GGAAAGGCATTGTTGGAGAA 232

Ai08B16039 Araip.B08 16039 p2 (GA)7 14 70656994 70657007 GAATGGAAATGTAGTGCCCG TCATTCCACCCCTCTCACTC 246

Ai08B16040 Araip.B08 16040 p2 (GA)6 12 70659094 70659105 TAGGCAGTAGTGAGGCTGGG CCTTCTTCTTCTTCCACCCC 196

Ai08B16044 Araip.B08 16044 p2 (CT)8 16 70666241 70666256 ACCCCACAGGATCATCTCAG CGGTCTTAGGTGCCATCAAT 266

Ai08B16055 Araip.B08 16055 p2 (GC)6 12 70723185 70723196 ATCCACATATCTCCATCGGC TTTTCTTTGAAGCAGGGCAC 224

Ai08B16056 Araip.B08 16056 p2 (TC)7 14 70736572 70736585 TTTTCGATAATCACTAACTCTTTTTCA GTTCTTGTCCTTGCTCCTGC 246

Ai08B16057 Araip.B08 16057 p3 (TTC)5 15 70739948 70739962 TTCTTGGCCGAATACACCTC ACCCAGAGGTGGAAGCTTTT 212

Ai08B16063 Araip.B08 16063 p3 (TCT)6 18 70761428 70761445 ACCCACCTCACCCTCTCTCT TTGTCTTCCCTTCCCCTTTT 248

Ai08B16064 Araip.B08 16064 c (A)10tagaaag(A)1027 70762286 70762312 TTGATGTGGTGACAATGCTTC TTTTGGCTTTTTCTGCTTGC 267

Ai08B16068 Araip.B08 16068 c (A)10ttgattcttgaagcaagaaaaagtagtgaatacaaaagcttgcagaaaaaaaatggtgaaaaaaaag(A)1188 70804303 70804390 CATGTGATGGCAATGCTTTT AAGGGCAATTGGCTTTTTCT 261

Ai08B16072 Araip.B08 16072 p5 (AAAAG)5 25 70820850 70820874 TCAAGAGTGGGGAAATTTGG CACTTAGGGGCATTTTGTCC 263

Ai08B16074 Araip.B08 16074 p3 (AAG)5 15 70834516 70834530 TCCTTGTTCCTGCTCATACAAA AAATTACCTTCCCCTTTTTCAA 280

Ai08B16076 Araip.B08 16076 c (A)11c(A)10 22 70839926 70839947 GCATTGCATCATTTTTCCTG CAAATTTTCGAATTTGATGAGAGA 113

Ai08B16077 Araip.B08 16077 p2 (CT)8 16 70842579 70842594 TTTTCAAAAAGTTGGTTTCAAAAT GTGGAAGAAAAGAGGGGGAG 188

Ai08B16081 Araip.B08 16081 c (CT)8aattttcgaaaatatatcccctctttttcaaaaatttcttttttattaactaattatttttattttttatttt(A)1099 70881874 70881972 TTCTTAACTTTTTCAAAACCACCT GGTTGAGATGTGAGATGAGATGTT 280

Ai08B16082 Araip.B08 16082 p3 (AAT)5 15 70889519 70889533 CGCTCTCTCAGCTTTGCTTT CCCTCACCATATGCTTGTGAC 214

Ai08B16085 Araip.B08 16085 p2 (TC)6 12 70931213 70931224 AGCCTTAAGTGTGGGGAGGT TTTAACTCTAAAGCCATGTTCCA 251

Ai08B16088 Araip.B08 16088 p4 (AATA)6 24 70943299 70943322 GTGGAAAAACCGTGGGAAC TGGGGTAATTTTGTCCCCTT 233

Ai08B16089 Araip.B08 16089 p4 (AAAT)7 28 70949891 70949918 AACCATGGGAACATGGGTTA TGGGGTAATTTTGTCCCCTT 232

Ai08B16091 Araip.B08 16091 p2 (TA)6 12 70954078 70954089 TAATGGGGCTGAGGTAATGG GGGGACAAAATTACCCCAAT 246

Ai08B16092 Araip.B08 16092 c (T)10cataagcataaaaataaacatagcttatcaatgcacatagattttcaaa(T)1069 70954265 70954333 TGGGGTAATTTTGTCCCCTT TGGGAAATTGTGGGAATAAAAG 210

Ai08B16094 Araip.B08 16094 p3 (TGT)5 15 70976288 70976302 GAGGTGCTCTGTAAGGCTGG TCCAGTAGGAAGGCAACACC 225

Ai08B16097 Araip.B08 16097 p2 (TA)6 12 70991571 70991582 TCCCCCTTCAGATGGAAGTA CTCCTTTGCACGATCAGACA 264

Ai08B16098 Araip.B08 16098 p2 (GA)6 12 70993416 70993427 GGGTTCGAATTTGGTGATGA TTTCTTAACTTTTTCAAAACCACC 280

Ai08B16105 Araip.B08 16105 p2 (AT)9 18 71009528 71009545 CCAAGCAAAACAAAGCTCAA GGACCGTGCACCATCTAAGT 274

Ai08B16106 Araip.B08 16106 p2 (TA)7 14 71017803 71017816 CCTTTTTAGCATACGATAACTTGGA TGAATCTTAGGGTGGCCCTT 181

Ai08B16111 Araip.B08 16111 c (AAG)6aaatggaaa(AG)639 71037831 71037869 CGGTCTTAGGTGCCATCAAT AACAAAACCCTCTCATCCCC 181

Ai08B16116 Araip.B08 16116 p2 (TA)7 14 71103332 71103345 TGACGTTCCACCAAACTTGA GCAACATTCAGTTATCCAGCC 238

Ai08B16117 Araip.B08 16117 p2 (TA)7 14 71107676 71107689 TTTGATGACGTTCCACCTGA GCAACATTCAGTTATCCAGCC 243

Ai08B16124 Araip.B08 16124 p2 (CT)6 12 71155365 71155376 CTTTTTGTTTGTTTCTTAACTTTTTCA TGGAATAAGATGGGAGAGGG 232

Ai08B16125 Araip.B08 16125 p3 (TTC)5 15 71156709 71156723 GCCCTCCATTCTTCATCAAA AACGCCAGTTTACGTCGTCT 273

Ai08B16126 Araip.B08 16126 c (G)10t(GGC)5 26 71170383 71170408 GAGGGGAGGAGAGAGGAAGA CGAAAGTATAACCCCCTCAGC 260

Ai08B16127 Araip.B08 16127 p2 (TA)6 12 71171031 71171042 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTTTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16129 Araip.B08 16129 p2 (AG)6 12 71178249 71178260 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 134

Ai08B16133 Araip.B08 16133 c* (TA)7(A)10*cgagacttaaggctacacttatatacagtagttatagtatac(A)1075 71210949 71211023 GAGGTGTCTGGTGCAGTCAA TGCCAGAATAGGCTACGCTT 259

Ai08B16134 Araip.B08 16134 p3 (GAA)5 15 71211618 71211632 ATGGCCAAATCAAGCTCAAC AGGAGCAAGTCCACCTTTCA 269

Ai08B16135 Araip.B08 16135 c (TA)8tttatagctttaattgcattttttcttagtttattgcatttctttgc(AT)777 71216695 71216771 TTAAGTGTGGGGAGGTCGTC TCCATCAAAAGTTCCAACTCAA 258

Ai08B16142 Araip.B08 16142 p2 (CG)6 12 71280708 71280719 CGTACGCGTCGTGTCTATTG TGTTTGGGAGTGTTGGATGA 163

Ai08B16144 Araip.B08 16144 c (CT)8cccttctttcttcctatt(TC)748 71298207 71298254 GCATTTGAAAGCCAGGTAGG GAAAAGGGAAAAAGGAGAGAGA 272

Ai08B16145 Araip.B08 16145 c (GA)6aaaaagaaaaaaataagggagaagaagagataggaaaaagagaga(GAG)5agagataaagagagagaatggagggaaagaaacagcgca(AG)6123 71298476 71298598 TCTTCTCTCCCCCTCCTCTT GGGGTGTTCATGGTTCAGTT 273

Ai08B16147 Araip.B08 16147 c (A)10taaatag(A)1027 71305789 71305815 GCAGTGAATACAAAGCTTGCAG CCGCTTAGGCCATGATTTTA 182

Ai08B16149 Araip.B08 16149 c (AGA)6aatatggagagggagagggagatgtggtttcggnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaggggga(G)12114 71317066 71317179 CTCGCCCTCAAGCAATAAAC CCCATCACCTCTTCACCACT 267

Ai08B16150 Araip.B08 16150 p2 (AG)6 12 71318232 71318243 TGAGGATGGCAGAGATGTGA CTTTTTGTTTGTTTCTTAACTTTTTCA 275

Ai08B16152 Araip.B08 16152 p2 (CT)6 12 71325032 71325043 CGCCAATTTCCACTTCTCAT GCTGGAATAAAAATGCCTTCA 275

Ai08B16154 Araip.B08 16154 p2 (CT)6 12 71329324 71329335 GCATCCATTCAAGGAGAGCTA GCCTTCAGATGTAAAGCAACAA 280

Ai08B16155 Araip.B08 16155 p2 (TC)6 12 71337448 71337459 TGACAGAGGCCACGTATCAG AAAATAAAAGAACATTAAACCTGGGA 265

Ai08B16157 Araip.B08 16157 p2 (TC)7 14 71344098 71344111 TGACAGAGGCCACGTATCAG AAAATAAAAGAACATTAAACCTGGGA 267

Ai08B16159 Araip.B08 16159 p3 (AGA)6 18 71347593 71347610 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 247

Ai08B16160 Araip.B08 16160 p2 (AG)6 12 71366542 71366553 AAAGAGGGAAGGGATTTTCG AAATTTGATTTTCAAACCTTTTTCA 117

Ai08B16162 Araip.B08 16162 p3 (CTT)5 15 71382781 71382795 CATGGGAGGTTGTGCTTCTT TACCAGAAACCCCAGTGGAC 269

Ai08B16163 Araip.B08 16163 p2 (CT)12 24 71384784 71384807 CACCAAAACCCTTTCTCCCT GCCATCTTGATTCGAAGAGC 254

Ai08B16164 Araip.B08 16164 p2 (TA)6 12 71393594 71393605 TGGTTTATTAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 273

Ai08B16169 Araip.B08 16169 c (CT)6aattttcgaaaatatctccctctttttcaaaaattctttttaagtaactaattattttaatctttgattt(A)10ttttttttcgaaaattactaacctttttc(A)10131 71402496 71402626 TTTCTTATCTTTTTCAAAACCACC AAGATGGGAGGAGGAGAGAA 228

Ai08B16172 Araip.B08 16172 p3 (TTG)10 30 71414421 71414450 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 257

Ai08B16176 Araip.B08 16176 p2 (CT)6 12 71455200 71455211 CGAGTTTCCCCTCTCTCTCC GGTACTGCTGGCAATGGAAT 153

Ai08B16177 Araip.B08 16177 c (ATG)18accatgatgataa(TGG)685 71456254 71456338 TTGTGGTTTCTTCTTCTTGTGG CAATCCAGCAACACCAACAG 274

Ai08B16178 Araip.B08 16178 p4 (ATTT)8 32 71460188 71460219 TGGGGTAATTTTGTCCCCTT CCCCAAATTGAATCTTTGGTT 271

Ai08B16179 Araip.B08 16179 p4 (ATTT)6 24 71465246 71465269 TGGGGTAATTTTGTCCCCTT CCCCAAATTGAATCTTTGGTT 263

Ai08B16182 Araip.B08 16182 p2 (AT)9 18 71482727 71482744 ACACTCCCGAATGCGATAAC TTTTGGAGAAGCAGGTTCTGT 202

Ai08B16183 Araip.B08 16183 p4 (TTTA)7 28 71493251 71493278 CGTTATGGATTTACGCCGAT CCACCATGGTATGGTCGTTT 278

Ai08B16184 Araip.B08 16184 p3 (AAT)38 114 71500431 71500544 TCACTCTGCACAACCAAACC TGACGGTGAGAGTGAGTGATG 245

Ai08B16185 Araip.B08 16185 p2 (GC)6 12 71510116 71510127 CGCGTCCTTTCCTATTTCTG CAGTGTGCTTCGCGAGTTAG 150

Ai08B16186 Araip.B08 16186 c (TC)8actcctctcttcctcctcccggccgaactcccaccgcgccaccgtctccgcctccgcgccaccatcactgccgtc(CT)6103 71510320 71510422 CTTCTCTTCCCCCTCTCACC TGGGGACTATGATAGGGCAG 273

Ai08B16190 Araip.B08 16190 p2 (AT)9 18 71527762 71527779 CAATTAGGCTCAATACTCACAAGC CCCAACACTTTTGCATTTCA 279

Ai08B16192 Araip.B08 16192 c (AT)9tttgtatccccttatttaattacttaa(T)1055 71544172 71544226 TTGAATTTTGTCCCATGTGC TTGGGAAGCATGCTCATGTA 157

Ai08B16194 Araip.B08 16194 c (TCT)5cctcc(T)11attatttttcactttcattaccgttgtcaccaccacca(CCT)584 71570905 71570988 CGCGCTTCTTCTTCTTCACT CGAAAACAAGCACCAAACAA 177

Ai08B16195 Araip.B08 16195 p3 (TTG)6 18 71571753 71571770 CGTTTGATTCATGTAGCCGA AACAAAAACACATCCAAATCCA 261
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Ai08B16197 Araip.B08 16197 p3 (TCC)5 15 71572999 71573013 GCTTCTTCTTCTGTGTGCCC CGGTAAGCGTACCTTCTTCG 261

Ai08B16198 Araip.B08 16198 p3 (CAG)5 15 71577345 71577359 AGGCCTTTGAGAGGAAGAGG AAGGGTTCCCGAATGAAAAC 270

Ai08B16199 Araip.B08 16199 p2 (AC)6 12 71581276 71581287 GCGTGAATTCTAAGTTGTGCG TCCATTCATTATCCATTTCGC 215

Ai08B16200 Araip.B08 16200 p2 (TA)6 12 71584564 71584575 GGGCCAAGGTAATGGTAAGG TGTGAAAGGGAAATTCTGGG 148

Ai08B16202 Araip.B08 16202 p2 (GA)6 12 71587284 71587295 GGAGGGAAGAAGAAAAAGAAAAA CCAGTAGCATGAAACGGGTC 263

Ai08B16207 Araip.B08 16207 p2 (TA)10 20 71603181 71603200 CTTAGCTTCGCAGGCTGAGT CAGTCCGTCCTTCAGGATCT 224

Ai08B16210 Araip.B08 16210 p2 (AG)7 14 71618046 71618059 ATGGCCTCAATCATGCAAAT TGTTCTGGGTGACCTACCAA 255

Ai08B16211 Araip.B08 16211 p2 (GC)6 12 71620984 71620995 GTGGGCATAACTCTCGGGTA ACCCCACCATGGTAACATCT 280

Ai08B16213 Araip.B08 16213 p2 (CT)7 14 71636773 71636786 TTCTTGTTTGTTTCTTATCTTTTTCAA GATGAGGGAGAAGGATTTTCG 220

Ai08B16214 Araip.B08 16214 p5 (AAGAT)5 25 71637503 71637527 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 180

Ai08B16217 Araip.B08 16217 c (T)11cactttttttttc(AT)738 71652685 71652722 TTCACCACTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 223

Ai08B16220 Araip.B08 16220 p2 (CT)6 12 71681942 71681953 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 230

Ai08B16223 Araip.B08 16223 p3 (TTC)5 15 71709857 71709871 GGCTGAGACACAACCCTCTC CGGTCTTAGGTGCCATCAAT 153

Ai08B16226 Araip.B08 16226 p2 (TA)9 18 71719737 71719754 TGAGCATGAGGAAAGTTTTAATG TGAGTTGTAAGACCCCGAATTT 279

Ai08B16230 Araip.B08 16230 c (C)10tctatttttttttcttttctaacgctaaaagggagaaataagatgctgaagatgatgattaatgaaaattaggaagcttaggtgttgttagtt(TA)8119 71762009 71762127 AGACGAAAGCTCTCGGGTTC TTGAATTTAAAATCTATCCATGACACA 189

Ai08B16231 Araip.B08 16231 p2 (TA)7 14 71766054 71766067 GGTTCCATGGAGCTTACGTC TGCTCCAGCAAATTCAAAGA 198

Ai08B16234 Araip.B08 16234 p2 (GC)6 12 71790245 71790256 AAATGAGCTGCAAAATCGCT TAAAGCTGTCAAGCCGACCT 236

Ai08B16237 Araip.B08 16237 p2 (AG)6 12 71804851 71804862 GATGGGAAGCAATGGTAACTT CGCATATTTTCACCTTTCAATG 280

Ai08B16238 Araip.B08 16238 p2 (TA)6 12 71805727 71805738 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 269

Ai08B16239 Araip.B08 16239 c (T)10aatgcatgaaaagtgcagaatgcaatgactatcatggatgcttatgcatgattctaggtttaataaataaaaatgaaaaggaaaaatgaaagcaattaac(A)13123 71810401 71810523 GGGTGGTATTTTTCGCGTTA GTGCTAGGTGGGAGACAACC 225

Ai08B16240 Araip.B08 16240 p2 (AG)6 12 71812553 71812564 GGCAAAAATCCCTTCGTACA ATGCATCCATTCAGAGGGAG 273

Ai08B16241 Araip.B08 16241 c (AT)52acatatatatatt(TA)18153 71813321 71813473 ACCGCACAAAGATTGGAGTC TCCTTGTGTTTAGTTGTTTTGTGT 266

Ai08B16244 Araip.B08 16244 p3 (ACC)5 15 71823018 71823032 CCTCATGCGATGCTACTCAA TGAAAACCCAAAGGGTATGG 109

Ai08B16249 Araip.B08 16249 p3 (GAA)5 15 71845995 71846009 AGGTGCCATGGTAATGGAAA CTGAACCTAACCCCTCTCCC 230

Ai08B16250 Araip.B08 16250 p2 (GA)6 12 71849154 71849165 CCAAACACAAGGGTGAGGAT TTTCTTATCTTTTTCAAAACCACC 270

Ai08B16252 Araip.B08 16252 c (T)10cgccta(T)10 26 71869548 71869573 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 170

Ai08B16253 Araip.B08 16253 p3 (GAA)5 15 71871233 71871247 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai08B16254 Araip.B08 16254 p3 (GAA)5 15 71873624 71873638 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai08B16255 Araip.B08 16255 p3 (AAT)5 15 71876575 71876589 TTCTTGTCCTTGCTCCTGCT GCATGTGCATCTTGCATTTT 257

Ai08B16260 Araip.B08 16260 p2 (TC)9 18 71892819 71892836 ACCCCTCATTCCCTCTTCAC TAAAATGGTTGCTCGTTCCC 139

Ai08B16262 Araip.B08 16262 p2 (GC)6 12 71898874 71898885 TGCTTTGTCTTGAATGGTGC GGCCCAAGAGTATGAAATGC 127

Ai08B16263 Araip.B08 16263 p2 (GC)6 12 71899029 71899040 CACACCTGCCAAAAATGTGT GCACAAATTAGGCACAAGCA 269

Ai08B16264 Araip.B08 16264 p3 (CTT)5 15 71899442 71899456 CGCGCTGCTTCTATCTCTCT AGAAAAGGTGTATGGCCACC 155

Ai08B16265 Araip.B08 16265 p2 (TA)24 48 71902307 71902354 CCTTTTGATGACGTTCCACC ACATTCCGTGATCCAGCTTT 263
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Ai08B16266 Araip.B08 16266 p4 (TATT)5 20 71903263 71903282 CATGATTCCAGCCCAACTTT GTGCTAGGTGGGAGACAACC 270

Ai08B16268 Araip.B08 16268 c (T)10atatgtgtatatatgagtatgtaagaaaaacaaatagaaaaaaa(AT)666 71907336 71907401 CTTGGGAACTTGGGAAGATG TTGTCTTGGGGCATTTTTGT 277

Ai08B16270 Araip.B08 16270 p2 (AT)7 14 71928939 71928952 TGTGAAAGGGAAATTCTGGG TTGTAATGGGGCCAAGGTAA 158

Ai08B16273 Araip.B08 16273 p2 (TG)6 12 71978805 71978816 GAGGAAAGCATGAATTGAAACC CCGCACGTGATTCCTTTAAT 260

Ai08B16277 Araip.B08 16277 p2 (GA)8 16 71984963 71984978 GAGAGCGAGGGAGTGAGAGA GCGTCGATTCTAAAACTGGG 236

Ai08B16278 Araip.B08 16278 p3 (CTT)5 15 71990793 71990807 GAACGGGTCCACCTTAGTGA GCATTTCCCTCCACACAACT 242

Ai08B16279 Araip.B08 16279 p2 (GA)9 18 71994395 71994412 GAGAAGAGAGAGGGGGTTCG CGAAAATCACTAACCTCTTTTTCAA 251

Ai08B16280 Araip.B08 16280 p3 (TTA)7 21 72004401 72004421 TGGGGTAATTTTGTCCCCTT TGGGAACAAAAGTTGTTGAGG 174

Ai08B16281 Araip.B08 16281 p3 (AAT)5 15 72007103 72007117 GAAATTGAACGTGCAAGCAA TCACTCTCTCTCTTTCTCCTCCA 276

Ai08B16283 Araip.B08 16283 p2 (GT)6 12 72019777 72019788 CAAACCTATATGGCCAACCC CCCATTCTCAATGAACACCC 229

Ai08B16287 Araip.B08 16287 p3 (TTC)5 15 72048329 72048343 CTCCCAAACCCAACCCTAAT TAAAATGTTTGCTCGTCCCC 198

Ai08B16289 Araip.B08 16289 p3 (AAC)16 48 72056697 72056744 TGCTGAAAAGCACCAGTGAC TTGAGGTTGCTCTTCTGCCT 269

Ai08B16291 Araip.B08 16291 c (TC)15(TA)8 46 72074957 72075002 TTGAAATCCGGTTTTTGAGC CGCATCGTAAAGCAAAGGTT 159

Ai08B16296 Araip.B08 16296 p2 (TA)8 16 72092768 72092783 GCCTACGTCTCCTTCGTCTG GAAGTCGCATTCATCAAGCA 236

Ai08B16298 Araip.B08 16298 p2 (AT)30 60 72116832 72116891 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 256

Ai08B16303 Araip.B08 16303 p2 (TA)6 12 72137718 72137729 TTCATCATTCATCCCTGCAA CCCCCTAAAACTTGATTTCAT 230

Ai08B16308 Araip.B08 16308 p2 (TC)19 38 72159468 72159505 GAATTGCCTGCTGGAATGTT TGCCAGTCTCCTCTTCAACC 158

Ai08B16310 Araip.B08 16310 p4 (TTAT)5 20 72184250 72184269 CCCAGAATTCCCTTTTTCAA GGGAAATTGTGGGAACAAAA 267

Ai08B16311 Araip.B08 16311 p2 (GA)17 34 72186937 72186970 ATTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCACC 261

Ai08B16314 Araip.B08 16314 p2 (AG)6 12 72206926 72206937 GAGTGGAGAGAGGGGTAGGG CAGGATCCCCACCTACTTCA 261

Ai08B16320 Araip.B08 16320 p2 (TC)6 12 72262645 72262656 GGCCCAAATCCAAGTACAGA CAAAGGAACGTAAAACCTGGA 194

Ai08B16321 Araip.B08 16321 p2 (TC)9 18 72269706 72269723 GGCCCAAATCCAAGTACAGA TGCAACATGGAAGAAATTCA 280

Ai08B16325 Araip.B08 16325 c (TC)6ttcatttttgaaaatcttcatccatttttatttattttattttaatttattttatttttg(AAAT)592 72286386 72286477 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 193

Ai08B16326 Araip.B08 16326 p2 (AT)13 26 72302477 72302502 CTTCCAAAAATCCAAGCCAG TGATTGGTGTTGTTGATGTGG 137

Ai08B16327 Araip.B08 16327 p2 (TA)8 16 72302842 72302857 AAGCTTGATCCAAAGCCTCA ACTCCCCAGTTTCCTGTCCT 261

Ai08B16337 Araip.B08 16337 p2 (AT)6 12 72350941 72350952 ACCATGTCCCCAATCAAAGT CACGTCAGTCTGATCCCAAA 270

Ai08B16339 Araip.B08 16339 p2 (AG)6 12 72362834 72362845 ATTAGGAATGGAAAACCGGG GATTTCGTCAAGAGCTTCGC 269

Ai08B16340 Araip.B08 16340 p3 (ATG)5 15 72363510 72363524 GGAAAATGTTGGTGTTGGGT CCACACATTCCTCATCAACCT 244

Ai08B16342 Araip.B08 16342 p2 (CT)11 22 72371617 72371638 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 256

Ai08B16347 Araip.B08 16347 p2 (AG)6 12 72389380 72389391 CCGAATGGGCTAAAAACACT CCTTCTCCTCTCGTCTCCCT 145

Ai08B16348 Araip.B08 16348 p3 (ATG)5 15 72390032 72390046 GGAAAATGTTGGTGTTGGGT CCACACATTCCTCATCAACCT 244

Ai08B16354 Araip.B08 16354 c (CT)7gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtataaaggatctc(TAT)9112 72425761 72425872 CGAAAATTCACTTCCCCCTC TGTCCTTGCACCTGCTCATA 246

Ai08B16357 Araip.B08 16357 p2 (GC)6 12 72435079 72435090 ATGAAAAGAAAATGGCACGC GCCCAACTTATGCTGAGAGC 209

Ai08B16358 Araip.B08 16358 p2 (AT)6 12 72438616 72438627 CCCCGCACTTAAACAATAGC TGCTTTTCTCTCCCATTTCAA 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16359 Araip.B08 16359 p4 (TTAG)5 20 72445595 72445614 TCATCCAACACTCCCAAACA AAGCATGAAAAACTCAAAACCAA 265

Ai08B16360 Araip.B08 16360 p2 (GT)6 12 72447014 72447025 GATTGAGGCCATCGTTTCAT ATTCCCCTAATGTCCCAAGG 227

Ai08B16361 Araip.B08 16361 p2 (AT)8 16 72453717 72453732 GTGTGGGGAAGTGAATTTGG TACTTTGGGGCATTTTGTCC 230

Ai08B16363 Araip.B08 16363 p2 (GC)6 12 72460380 72460391 TGGGATTTGTTGCGACCTAC GGCAAAAATGGCTAAGAGGA 241

Ai08B16370 Araip.B08 16370 p2 (AG)19 38 72533498 72533535 CATCCAACCCCCTATGTGTC ATCAAGCTCGGAAGCTCTCA 166

Ai08B16372 Araip.B08 16372 p2 (GT)7 14 72550145 72550158 AGGGGACAAAATTACCCCAA AGGTGGTAATGGGGCTAAGG 249

Ai08B16376 Araip.B08 16376 p3 (AAT)5 15 72584690 72584704 TTCGACTGCCATCTCCTCTT CCCTCTTTGCTTCCACTCAC 246

Ai08B16377 Araip.B08 16377 p2 (AG)6 12 72585023 72585034 GAGGAGGGCAGAGATGTGAG TTTGTTTGCTTCTTACCTTTTTCA 276

Ai08B16379 Araip.B08 16379 c (A)10ggatctc(TAT)532 72596331 72596362 TCAAAAACCATTTTCAAAAATCAC TGACAAAGAAGAGGGCACAG 172

Ai08B16380 Araip.B08 16380 c (A)10taggcg(A)10 26 72598546 72598571 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 238

Ai08B16384 Araip.B08 16384 p4 (ATAA)6 24 72619662 72619685 GGAATTTGGGTGCCTACTCA TAAAATCATGCCCGGATACC 269

Ai08B16385 Araip.B08 16385 p2 (GT)7 14 72619828 72619841 AATTATGGGTATCCGGGCAT TTTCAAGGTTGTAATGGGGC 149

Ai08B16387 Araip.B08 16387 p2 (TA)6 12 72636472 72636483 TTAAGTGTGGGGAGGTCGTC TGTAACCACACCATTGAGGC 229

Ai08B16388 Araip.B08 16388 p2 (GT)7 14 72637021 72637034 CCCCTAGCATTCCTCAAACA AGCATGTATCCAATCCCCAA 156

Ai08B16389 Araip.B08 16389 p3 (AAG)6 18 72660182 72660199 CCTATGACTCGGAGGTGGAA GGCCAAAACACAACCCTCTA 213

Ai08B16397 Araip.B08 16397 p3 (AAT)5 15 72680811 72680825 TAAGGGTCGATCCCACAGAG TTGCCATGGAAAGGAGTAGG 251

Ai08B16398 Araip.B08 16398 p3 (AAG)6 18 72682597 72682614 CGGTCTTAGGTGCCATCAAT AATCACTTTCCCACGCAAAC 275

Ai08B16399 Araip.B08 16399 p3 (GAA)5 15 72717414 72717428 CGGTCTTAGGTGCCATCAAT GCCGAACCACATCACTTTCT 154

Ai08B16400 Araip.B08 16400 p3 (AAT)5 15 72719533 72719547 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 170

Ai08B16401 Araip.B08 16401 p2 (GA)6 12 72719864 72719875 TTTTGAAAAAGAAGGAAGGGA TCTTGTGATTTCTTGTGAATCAA 275

Ai08B16402 Araip.B08 16402 p5 (AAGAT)5 25 72737575 72737599 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 191

Ai08B16403 Araip.B08 16403 p3 (AAG)5 15 72749979 72749993 CTGGGGTCAGGTAGACCAAA TGCAATTGGATTTTATGGGAA 106

Ai08B16408 Araip.B08 16408 p2 (GT)6 12 72792483 72792494 TGTGATGCAAAAGTGGGACT GGGCTAAGGTAAGGGTGAGG 150

Ai08B16412 Araip.B08 16412 c (GAG)7gaagaggtggtgttggtgacgacgataacga(AAG)567 72814920 72814986 AATCGAACCACAGCTCAACC TCGTGTCGTTATTGCACGTT 262

Ai08B16413 Araip.B08 16413 p3 (CTT)7 21 72815345 72815365 AAATCATACGGAGGTGGCAG GGAAGGGCATAGGGAAGAAG 108

Ai08B16414 Araip.B08 16414 p2 (AT)7 14 72821190 72821203 TTTTAAAATTGGCGGTTTGC ATCGCTTTGGTGATGGAAAG 137

Ai08B16415 Araip.B08 16415 p3 (TTC)5 15 72823763 72823777 TCATACTCGCGAAAGCTCAA CAGCAGAGATTGCAGATCCA 263

Ai08B16416 Araip.B08 16416 p5 (AAAAT)6 30 72833105 72833134 AAGCAAAGTGCTAGGTGGGA ACGCTCTTGCGTGACTCTCT 252

Ai08B16417 Araip.B08 16417 p3 (AGC)5 15 72845265 72845279 AAATTAAACCCCCAACCTCG TCCTTGCTCTGCTTCCATCT 268

Ai08B16418 Araip.B08 16418 p2 (TA)9 18 72855139 72855156 CTAACTCTGCCTGCGAAACC TTTACCATGCTGAGAACCCC 279

Ai08B16419 Araip.B08 16419 p4 (CATT)5 20 72855900 72855919 TTTGTGCCCTGTCACCATTA TTCTATGGACGGATTTTTGGA 223

Ai08B16422 Araip.B08 16422 c (T)10catttcacaacacttatgcattgattttattggaccttgccttggggcattttgtcccctttttattatttttttcttc(T)11ctatatttttttttcttttccatattatttttcttttctttttcttttgtttttctca(T)10168 72864894 72865061 CCCATTCTTCACTTTTCCACA TTGGGAATTGGGTACATGCT 278

Ai08B16424 Araip.B08 16424 p2 (CT)7 14 72887757 72887770 GTGGAGCTGGAGAGTATCGC ATGGCTTCGATTTGGATCAG 279

Ai08B16435 Araip.B08 16435 p2 (GT)6 12 72940584 72940595 TGAGTGAAGTGCATGTTCTCCT TGCTGCATGTTCTTCCATTC 273
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Ai08B16438 Araip.B08 16438 p2 (CT)6 12 72969474 72969485 ACGTTAAACGCCAGAAATGG ATAGGTGAGGGGTTTTTGGG 214

Ai08B16441 Araip.B08 16441 p3 (TTC)5 15 72978016 72978030 AAACCCCCTCTCCACTCCTA CTAGAGGTTTCTCCGGCCTT 250

Ai08B16444 Araip.B08 16444 p2 (CG)6 12 72994417 72994428 AAAACAGAGTGCAAATCCGC GTTGTGCCCACTTTATGCCT 184

Ai08B16446 Araip.B08 16446 c (T)10ctttcttttattttttttgccaattttc(T)1452 73002554 73002605 GCCTTTTGGTTTTTAAGGGC TGAAGCAAGAAAAAGCAGTGAA 165

Ai08B16448 Araip.B08 16448 p2 (GT)7 14 73010376 73010389 TCTGGATTAATTGCTTGAATGC AGTTCTAAGTTGCGTGCGGT 183

Ai08B16453 Araip.B08 16453 p5 (AAGAT)5 25 73054974 73054998 AATCCACAGGCAGTCCAAAC GGTACCTGCAAGAGACTCCG 234

Ai08B16458 Araip.B08 16458 c (T)10gaaaaccgagat(TAAAA)547 73128333 73128379 CCATGATGGAGAAAGGGAGA CCTCACCCACATCTTTTTCAA 186

Ai08B16461 Araip.B08 16461 p3 (AGA)6 18 73144785 73144802 TTAGAATGTTGCTCGCCCTC CCACAGGATCCACTCAGGAT 199

Ai08B16464 Araip.B08 16464 p3 (TCC)5 15 73156511 73156525 TCTACACGTGGCCATTCAAA CCACAAAATTGGGGTTCATC 229

Ai08B16466 Araip.B08 16466 c (T)21aatctgaaaaatgcagaatgca(T)4386 73178697 73178782 CTGCTCCTGCGAAACTCTCT ACATTGCTGGAGATTCCTGG 255

Ai08B16468 Araip.B08 16468 p3 (CTT)6 18 73187063 73187080 CTTCACTGCTTCTCAACCGA CCCCTAATGAAAATGGGGTT 176

Ai08B16471 Araip.B08 16471 p2 (AG)7 14 73222013 73222026 TGAAAATTTTAAAGGTGGTTTTCG TCCTCTTTTTCAAAACCTCCTAACT 145

Ai08B16472 Araip.B08 16472 p2 (AT)10 20 73228513 73228532 TGAAAATCTTGGGAATTGGG ACTCTCCTTTGGGGCATTTT 178

Ai08B16473 Araip.B08 16473 c (TA)10(T)11 31 73235004 73235034 TTCACCACTTACTTTGGGGC TGGGTTTGGAAACATTTGGT 239

Ai08B16475 Araip.B08 16475 p2 (TA)6 12 73251206 73251217 AATGGGGCTGAGGTAAAGGT GGGGACAAAACTACCCCAAT 251

Ai08B16476 Araip.B08 16476 p2 (AT)12 24 73251453 73251476 ATTGGGGTAGTTTTGTCCCC GAGAGAGCACCGTAACGAGC 193

Ai08B16479 Araip.B08 16479 p2 (AG)6 12 73274226 73274237 AGGGGGTTCGAATTTAGGTG CGAAAATATCTTCCCTCTTTTTCA 188

Ai08B16482 Araip.B08 16482 p3 (GAA)5 15 73289484 73289498 TCCTCACAGACAACTGGTGG TCACCTCTTCCAACAATAACCC 218

Ai08B16484 Araip.B08 16484 p2 (AT)8 16 73308988 73309003 TTTCAAGGTTGTAATGGGGC TCCCAATGCTAAGTCAAGCA 244

Ai08B16485 Araip.B08 16485 p2 (GA)6 12 73310168 73310179 AGGAGATGGATGGGAGTGTG ACCCCACAGGATCATCTCAG 203

Ai08B16487 Araip.B08 16487 c (T)13gcaaaa(T)11 30 73327725 73327754 GGCTTTTTGCTCTTGCCTTT GGTGGCATTGCTTTTGTTTT 262

Ai08B16491 Araip.B08 16491 p5 (GAAAA)5 25 73359400 73359424 TGCAAGCAATCCCTTAAAAA TCCCTTCCCCTTTCTATCTCA 280

Ai08B16494 Araip.B08 16494 p2 (AC)6 12 73379473 73379484 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 227

Ai08B16495 Araip.B08 16495 c (T)10cctc(T)13 27 73379641 73379667 CCAAAGTCCCACTTTTGCAT GGGAACTTGGGTTGATGAGA 274

Ai08B16496 Araip.B08 16496 p3 (GTT)6 18 73387487 73387504 CAATGGAGCAAAGCATCTCA GGGTGGAGAGACAATTCCAA 270

Ai08B16497 Araip.B08 16497 p3 (AGA)5 15 73398426 73398440 GTATGCGGTGCACAAATTCA CACTCCCCTTCTCCCTTCTC 240

Ai08B16498 Araip.B08 16498 p3 (AGA)5 15 73398564 73398578 GAGAAGGGAGAAGGGGAGTG CACAAGTTGCGTTCTGGGTA 185

Ai08B16500 Araip.B08 16500 p2 (TA)7 14 73433110 73433123 CGTTTGCATTTCATTTTAGGG GGCTCAAATCTCACTTGCTTG 227

Ai08B16501 Araip.B08 16501 p2 (CT)8 16 73436758 73436773 TCTTGTGAATCAAGTCATTAATTGTG AAAGAAATTTTGAAAAAGGGGG 279

Ai08B16502 Araip.B08 16502 p3 (TTC)5 15 73439473 73439487 ACACAACCCCTTCTCCCTCT CTCGGAAGTGGAAGCTTTTG 198

Ai08B16505 Araip.B08 16505 p2 (TA)6 12 73465444 73465455 CCAACTCAATTGTGACAGTGC GCATGTCCTCATGCTAAATCC 230

Ai08B16506 Araip.B08 16506 p5 (TTTTA)5 25 73466306 73466330 AGCGATTTCTGGACCCTTTT CCTGGCGTTGAAGCAGTAAT 228

Ai08B16507 Araip.B08 16507 p3 (AAT)5 15 73470501 73470515 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai08B16510 Araip.B08 16510 c (A)10gaaaaaaaatggcg(A)1034 73500526 73500559 TTGTTGGCTCTTGAAAGAATGA AGGCCCTCCTATCCACTGTT 280
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Ai08B16511 Araip.B08 16511 p2 (TA)6 12 73520296 73520307 GCACCACCTACCCCTCCTAT TCACAACCACGACCCATAGA 254

Ai08B16512 Araip.B08 16512 p2 (AG)6 12 73524698 73524709 AGAGAGGGAGAGGGTTTTCG CCAACTTTTTGTTTGTTTCTTACC 223

Ai08B16514 Araip.B08 16514 c (T)10gaaaactc(T)1028 73525989 73526016 CAGGCTTCAACATGCTTCAT GGGATTGTTCGAGTGTGGAC 235

Ai08B16515 Araip.B08 16515 p3 (AAC)5 15 73530811 73530825 GGGTGGCAAGATAACTCCAA CCTTTGATGAGGTGCTTGGT 207

Ai08B16517 Araip.B08 16517 p2 (CT)6 12 73534670 73534681 TTTTCAAAACCACCTTTACCTTTC AGAGAGAGGGAGAGGGTTCG 276

Ai08B16520 Araip.B08 16520 p2 (GT)6 12 73554715 73554726 GGCCTACCTTTCATCAACCA TTTTACCTCAACCAATGCCC 190

Ai08B16522 Araip.B08 16522 p2 (TA)8 16 73556919 73556934 CACCACTTACTTTGGGCCAT GTGTGGGAAAATTGGGATTG 241

Ai08B16523 Araip.B08 16523 p2 (TA)6 12 73565774 73565785 CAATTGGGATGTCAATGCCT TTAAGTGTGGGGAGGTCGTC 239

Ai08B16525 Araip.B08 16525 p2 (TA)6 12 73574865 73574876 CAACATTCAGTTATCCAGCCTTT CTGGGCTGACCAGGGTATTA 224

Ai08B16526 Araip.B08 16526 c (A)10tttgactaaatcaacccaaatttcgaaatttatgagtaaaataaggaaatatattattttgga(T)1184 73584807 73584890 TTGAAATTTTGACTTGACTAACAAGAA TTGCATGCATTATTTGTTTTGA 201

Ai08B16529 Araip.B08 16529 p3 (CAT)5 15 73593746 73593760 TTTTTGCAGGGAAAGAATGG GGTCTGATGGTTGCAATAATGT 230

Ai08B16530 Araip.B08 16530 c (TA)31g(ATAC)12111 73595610 73595720 TTCAACCTGATCCTCAACCTTT GGCTAGCATGGGTTCTAGCTT 212

Ai08B16531 Araip.B08 16531 p3 (TTA)6 18 73596170 73596187 ATGGTGTGTTTTGGGTGTGA CCCTAAATACAAATAACCCCACC 265

Ai08B16532 Araip.B08 16532 p3 (TAT)6 18 73603721 73603738 TCCCTTCATACCCTAACCCC TTTTGGAGCATGAAGTTCCC 159

Ai08B16534 Araip.B08 16534 p3 (TTC)7 21 73617353 73617373 TTGGAATGTTTGGAAGGACC ATGGTGACTTGGTACCCTGC 261

Ai08B16536 Araip.B08 16536 p3 (TCT)6 18 73644345 73644362 TGCAAGGACTTGTCTGCTTG CAGACCTTTTCGCAATAGCC 254

Ai08B16540 Araip.B08 16540 p3 (CTT)5 15 73655324 73655338 GGACTTTCCCTTGGAGGTTC ATCCCCAGTGGACAAGACAG 123

Ai08B16541 Araip.B08 16541 p2 (GC)6 12 73663162 73663173 CCTGGGGTATTTTCGCAAT AGGTTGAAAAAGGGCCAAGA 146

Ai08B16545 Araip.B08 16545 p2 (AT)6 12 73676414 73676425 TTGAAAATATTGGGAATTGGG CCGGAAGTGTATCCGCTCTA 273

Ai08B16546 Araip.B08 16546 p2 (GC)6 12 73679225 73679236 GGTTGGAAACCCTCCAAAAT AGGTTGAAAAAGGGCCAAGA 233

Ai08B16549 Araip.B08 16549 p3 (AGA)6 18 73700220 73700237 CGGTCTTAGGTGCCATCAAT CTCTACACTCCTCTTGGCCG 170

Ai08B16552 Araip.B08 16552 p3 (TCT)5 15 73706803 73706817 GATCACGTCACTCCCGTTTT GAGGGGAGAAGAGAGGGAGA 256

Ai08B16558 Araip.B08 16558 p3 (GTG)5 15 73729598 73729612 CGGAACCTGGTATGTGGAAG CTCTGCAACTCCCTCCTCTG 262

Ai08B16561 Araip.B08 16561 p2 (GC)6 12 73741789 73741800 GGGTCAGTGTGCCCTTCTTA TCCAGAGAGTTATGCCACCC 175

Ai08B16562 Araip.B08 16562 p2 (GC)6 12 73742042 73742053 GGGTGGCATAACTCTCTGGA CTACACTAAGCCACCAGCCC 279

Ai08B16563 Araip.B08 16563 p5 (AAAAG)7 35 73749676 73749710 AGTGTGGGAAAGTTGGGTTG CCAATACTTAATTCGGGGCA 245

Ai08B16564 Araip.B08 16564 p2 (CT)8 16 73753665 73753680 TCCCTCTAGGGCTTCTCCTC AATCAAAATGCTGGGGTCAG 214

Ai08B16565 Araip.B08 16565 c (TGG)5ta(GTG)8a(AG)1266 73754118 73754183 TTCCACCATTTGGATGTTGA CTTCCACCACCTTCACCACT 221

Ai08B16566 Araip.B08 16566 p2 (TA)10 20 73754781 73754800 CCTGTGTGAGGGTTAGGACC TGACCCAACTTCTAACATGCC 263

Ai08B16567 Araip.B08 16567 p2 (AG)17 34 73756975 73757008 AACCACCGATTTCATGGTGT AGCCGATTTCTTTGGGAGTT 181

Ai08B16568 Araip.B08 16568 p3 (TAT)16 48 73764217 73764264 TTTAGATATTTCTGATAAAATTTGGCT TCCTCTTGATTCCATTTTTCTTG 275

Ai08B16571 Araip.B08 16571 p3 (TTG)5 15 73772681 73772695 AGAGAGGAACAAAGCCCTCC ACAGAAGCAACCAAAGCACC 242

Ai08B16574 Araip.B08 16574 p3 (CTT)5 15 73790453 73790467 CAACATCAAATGCAACCGTC CTGGAACAAGTGGAGGAAGC 130

Ai08B16578 Araip.B08 16578 p2 (AC)8 16 73828353 73828368 TTTCAAGGTTGTAATGGGGC AAATTATGGGCAGCTAGGCA 152
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Ai08B16579 Araip.B08 16579 p3 (AGA)6 18 73844301 73844318 GCTTTTGTCTTCCCTTTCCC ACACAACACAACCCTCCCAT 221

Ai08B16585 Araip.B08 16585 p2 (CT)6 12 73893533 73893544 CGCCAATTTCCACTTCTCAT AAAGAACCTGGGATTGAGAGTT 124

Ai08B16586 Araip.B08 16586 p3 (TCT)5 15 73904550 73904564 CGAACCTACTCCCTCCTTCC CGGTCTTAGGTGCCATCAAT 241

Ai08B16588 Araip.B08 16588 p2 (TA)12 24 73925910 73925933 AGTCCCTGGGTTATTTTGGG CTAGGAGCCTTGACTCAGCC 216

Ai08B16590 Araip.B08 16590 p2 (GA)8 16 73950727 73950742 CTCTCTCCTGTCACTGGTTCG TCTTCTTGTTTTGAGCAACAGC 279

Ai08B16591 Araip.B08 16591 p3 (ATT)5 15 73950951 73950965 CTGGAAAGTGAAGCTGGTGA AGGATTTGGGAAAAACCACA 141

Ai08B16592 Araip.B08 16592 p2 (TG)8 16 73951528 73951543 GCCTTTTATATTTGGCTTGAGG CAACTTGAAATTTGAACCCCT 220

Ai08B16595 Araip.B08 16595 p3 (TTA)5 15 73965183 73965197 CTGCAAGGCAAACATCTTCA GGATTTCAAAATTAATAAATGAGTCAA 257

Ai08B16597 Araip.B08 16597 p2 (AT)8 16 73972362 73972377 ATTTCGGCGGCTATAGGTTT GAAGGACAAGCTTTTGCCAG 271

Ai08B16598 Araip.B08 16598 p2 (AT)6 12 73982562 73982573 CGAAAATATTCACCCATTTTTCA CAATTTTGCTGCACCATGAC 277

Ai08B16600 Araip.B08 16600 p2 (TC)6 12 73997523 73997534 ATTCAGAGAGAGCTCGCCAA TGGATCCAGAGTTACTCCCAA 118

Ai08B16602 Araip.B08 16602 p2 (TA)8 16 74004848 74004863 CTTTCCCATCCCATTTGCTA ATGGGTTTATCAACCTCCCC 275

Ai08B16603 Araip.B08 16603 p2 (TC)6 12 74005730 74005741 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai08B16604 Araip.B08 16604 p3 (TGA)5 15 74036442 74036456 GTAAGTTCAAGGGCCCACAA TGCAGACAGAAAATCAGGGA 278

Ai08B16605 Araip.B08 16605 c* (A)10(AG)8* 25 74060699 74060723 GTGGCAATGCCTTTTGTCTT GCCTTTTGGTTTTAAGGGCT 239

Ai08B16607 Araip.B08 16607 p2 (AC)6 12 74094721 74094732 ATGTCCCAAGTTTTCCCACA TTTACAAGCCCTAAAGCGGA 106

Ai08B16612 Araip.B08 16612 p3 (TTC)19 57 74117481 74117537 AACCACCTTCTTCGCCCTAT AAGGAAGGGTATGGAATGGG 278

Ai08B16613 Araip.B08 16613 p2 (TC)6 12 74135732 74135743 CACCAGTCACAACAGGAACG TTTTCACCAAACACAGCAGC 279

Ai08B16617 Araip.B08 16617 p5 (CTTAT)5 25 74165643 74165667 CCTGGGTGCTCCAGTGTATT CTTCTCAAAGAGGTCGGTCG 222

Ai08B16618 Araip.B08 16618 p3 (AAC)6 18 74197592 74197609 GCACCAATGACAACACAAGG TGGTGGTTGAAGTGTCAGGA 257

Ai08B16621 Araip.B08 16621 p3 (AGA)5 15 74204153 74204167 CGGTCTTAGGTGCCATCAAT CTTCCCACTCTCCCTCTCCT 141

Ai08B16622 Araip.B08 16622 p2 (AG)6 12 74204633 74204644 GAAGGGTTTTTGGGGAAGAG TCTTGTCTTTTCAAAATTTGTTTCA 265

Ai08B16625 Araip.B08 16625 p2 (CT)6 12 74238630 74238641 GCAGAATGGGCGTTAAACAT GAGGTGATTGGTGAATGGGT 274

Ai08B16632 Araip.B08 16632 p3 (AAT)5 15 74294313 74294327 TGAATATGCAAGCAACCCTTT CCCCTCATTATTTTTCACATCC 265

Ai08B16634 Araip.B08 16634 p5 (AAAAT)7 35 74322247 74322281 TGACAACATTTCATCAAGGAGG ATCCCATGTGCATTGTTTTT 208

Ai08B16635 Araip.B08 16635 p5 (TTATC)8 40 74353187 74353226 CCTGGGTGCTCCAGTGTATT GGGACACAGCCCAATCTAAA 182

Ai08B16636 Araip.B08 16636 p2 (GT)10 20 74358576 74358595 TGATGAAAAGAGTGGGGAGG GCGCGAGAAAAAGTGAAAAC 271

Ai08B16644 Araip.B08 16644 p2 (TA)7 14 74381777 74381790 TCAAATAATGCGGAGTTGGC AAGGACTAAGGAGTTTCAAGTGGA 244

Ai08B16645 Araip.B08 16645 p2 (TG)8 16 74387474 74387489 AGTTGCAGATGGCAGTGATG CGAAGCCATTACTGGGAAAA 159

Ai08B16651 Araip.B08 16651 p2 (AT)8 16 74414364 74414379 TCATGCATCAACCCTTCTTTT GGAAAACTGTGGAAACATGG 280

Ai08B16652 Araip.B08 16652 p3 (TGT)6 18 74424007 74424024 TAGCTGCCACAGTGTTGTCC CACAGGAACAGCCACTCAAA 259

Ai08B16653 Araip.B08 16653 p3 (TTC)5 15 74438001 74438015 CCCGTTTTTGAATTCTTGGTT ATAAAACGAGGCACGAAGCA 277

Ai08B16654 Araip.B08 16654 p5 (TTATT)5 25 74447162 74447186 TCTTAAAATCAAATCTTTTTCAAACC TCAAATCCTTGTGGCTCCTC 226

Ai08B16655 Araip.B08 16655 p5 (TATTT)5 25 74449022 74449046 GTGCTAGGTGGGAGACAACC AGCCATACTTTCGCGTGACT 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16658 Araip.B08 16658 p2 (TG)19 38 74473327 74473364 TTTAGCCGGTCTTGTCTTCG GCAGCACACTTGAAATGTTGA 196

Ai08B16659 Araip.B08 16659 p3 (AAG)10 30 74483864 74483893 TCTAGAGGATTCCCCGGTCT AAATGGACGAACCTAACCCC 274

Ai08B16662 Araip.B08 16662 p2 (TG)6 12 74514810 74514821 AACTCGAAATGCACAAGGCT CCGTCAATCTTCCGTTCTTC 278

Ai08B16664 Araip.B08 16664 p2 (AT)12 24 74523230 74523253 GAAATTTGAATTTTTGAATTTTGGA TTGCAAACGTGTGCCTTATT 253

Ai08B16665 Araip.B08 16665 p2 (AT)6 12 74525123 74525134 GCCTTCAAAAATCCGAATCA GAAGGCGAGAGAACATCGAC 136

Ai08B16667 Araip.B08 16667 p2 (GT)16 32 74555049 74555080 TGATGAAAAGAGTGGGGAGG AGCCGAACAGGCTAAAAACA 192

Ai08B16669 Araip.B08 16669 p2 (GA)7 14 74571750 74571763 TGCTGCTCATCCTTATCGC TCATCGCTCCTCTTCCTCTC 214

Ai08B16670 Araip.B08 16670 p2 (TA)6 12 74579198 74579209 AGTGTGGGAAAAGGTGGAAA CCCAAATTCTCACTTTTGCAT 272

Ai08B16671 Araip.B08 16671 p5 (TTTTA)6 30 74583691 74583720 TCTACCCAAAATTTTCCCCC AAAAATCCATGTGCATTGGC 247

Ai08B16672 Araip.B08 16672 c (T)10atttttgctttttcataaattaagaggtttttttttatttagttataaaa(T)1171 74588115 74588185 GCAAAAATCCTAACGCCAAA CAAGATGAACGCGAAGAACA 232

Ai08B16675 Araip.B08 16675 p2 (AG)7 14 74622397 74622410 ATTACCTGAGCACCAGCACC CCTCGTTTCCCTCATTTGAA 224

Ai08B16676 Araip.B08 16676 p2 (GA)6 12 74625043 74625054 GGCTTCTTGTATGGTTCGGA TAGCATGAGGACATGCTTGG 237

Ai08B16678 Araip.B08 16678 p3 (ATA)28 84 74627345 74627428 TCCAAAATCCTACAGGGACG ACTGGTTGCTCCTGCGTAGT 222

Ai08B16679 Araip.B08 16679 p2 (TG)6 12 74632816 74632827 CGCATAGGTCACAGAAAGCA CAAAACAGGACATCTGTGCG 176

Ai08B16680 Araip.B08 16680 p3 (GGA)5 15 74640835 74640849 GACGAAGTTCTTGCACCGAT TTGGGTAGACCCATCAGGAC 204

Ai08B16681 Araip.B08 16681 p2 (AT)8 16 74643021 74643036 GGAGGGGCCGAATTTTAGAT ACCTAGAGAGGGGGCGAGTA 276

Ai08B16683 Araip.B08 16683 c (CTT)5tttctcccctgggcttcttctttcaaatacacgcatacgtcatcttcttcttctttcaaattcatgtatacctcctccttctcctcctcctc(CTT)6t(TTC)14168 74665749 74665916 CGCGCTTTATCTTTTTCTCC AGAAGGAGGAGCAGGAGGAC 242

Ai08B16684 Araip.B08 16684 p3 (ATT)7 21 74666806 74666826 ACCAGGGAAAGAAGGAGGAA CGATCCCTATCGTAATTATTCGT 177

Ai08B16685 Araip.B08 16685 p2 (TG)11 22 74667923 74667944 TTCATAAATCTGTCACCAATCTCA AAACTTTCGGCAACTCCTTG 155

Ai08B16686 Araip.B08 16686 p2 (AT)7 14 74673604 74673617 TTTTCAGGGTTGTAATGGGG CAAAAGTGGGAAAAATTTGGG 168

Ai08B16687 Araip.B08 16687 p2 (TA)7 14 74673825 74673838 TTTTTATTTTGCATTTGGGG ATCAATGCACATGGGACAAA 219

Ai08B16689 Araip.B08 16689 p2 (AG)12 24 74679819 74679842 CAGTGAAAGGGAAGTTTAAAACAAA GGCCCAGATCCAAGTACAGA 229

Ai08B16692 Araip.B08 16692 p3 (TCT)5 15 74687742 74687756 TCAACATCTCTCTCCCACCC CCCTCGAGCAAAAGAAGAAA 107

Ai08B16694 Araip.B08 16694 p2 (AG)7 14 74693521 74693534 CAGTGAAAGGGAAGTTTAAAACAAA GGCCCAGATCCAAGTACAGA 219

Ai08B16696 Araip.B08 16696 p3 (ATT)6 18 74706511 74706528 ATGTGGGAATTGGGATTGAA TGAAAACAATGCTAAAAAGCG 253

Ai08B16709 Araip.B08 16709 p2 (CT)6 12 74818285 74818296 TTGTTTCTTAACTTTTTCAAAACTACC TTGGTGATGATGTGAGGAAGA 280

Ai08B16710 Araip.B08 16710 p3 (AAG)7 21 74826570 74826590 GCTTTTGTCTTCCCTTTCCC CCTACTCCCTCTCCCCTCAC 258

Ai08B16711 Araip.B08 16711 p2 (GA)6 12 74833901 74833912 ACCTCGGGTCATCTTCCCTA CCAAGAGTTGCCATTTGGAT 153

Ai08B16714 Araip.B08 16714 p2 (AT)6 12 74853104 74853115 GGGACATTAGTGATTCGGGT TTAGGTGTCCGGAATCAAAG 274

Ai08B16715 Araip.B08 16715 c (AGA)7ggaagaaacacgggagaagg(AGA)6agcgcgggggagaagaa(AAG)694 74854539 74854632 TGAGGAGAATGAGGAGGAGG TTTTAGGTCACGCGCTTTTC 225

Ai08B16718 Araip.B08 16718 p2 (TA)6 12 74873329 74873340 GGTTTATCAACCTCCCCACA ATCAAGTGGGCAAGAACCAT 156

Ai08B16719 Araip.B08 16719 p2 (TA)11 22 74873688 74873709 AATGGGGCTGAGGTAAAGGT AAAGTGTGGGAACATTGGGT 229

Ai08B16726 Araip.B08 16726 p2 (AT)7 14 74931146 74931159 TCAGTCCAAAGGGAGCAAAG TGCCGCTTCATGACTGTTAC 280

Ai08B16729 Araip.B08 16729 p2 (AT)8 16 74932026 74932041 TGAAGCTAAGGCTAACCGGA TTCAGATGCTGGTCGAGATG 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16731 Araip.B08 16731 p2 (TA)7 14 74949597 74949610 GGCTTGGTTCGTTTGGTCTA ACCAACACATGCTCAATCCA 198

Ai08B16732 Araip.B08 16732 p2 (TA)6 12 74952101 74952112 CAGCTTTATCTTCGCAGGCT GTAAAACAGAGGTGGCGAGG 261

Ai08B16736 Araip.B08 16736 c (A)10t(TA)20ataaataaggggacaaa(AT)11gattttaaacttgtataaagtatgtatatgttaggtgagatcttagactaatcaaagattcactttgttagctcacttagcct(TA)6185 74977336 74977520 TGCATTGATACGTTATGTTTGCT AATGGGGCTGAGGTAAAGGT 241

Ai08B16737 Araip.B08 16737 p3 (AAC)7 21 74997793 74997813 AACAAGGCGGCAATTACAAC GGAGTGCCTTTGGTGAGGTA 242

Ai08B16739 Araip.B08 16739 p4 (ATAA)5 20 75018396 75018415 AACTGTGGGAACTTGGGTTG GCATTAGGGTAATTTTGTCCCC 218

Ai08B16740 Araip.B08 16740 p2 (GT)6 12 75018555 75018566 GGGGACAAAATTACCCTAATGC GGGCTAAGGTAAGGGTGAGG 232

Ai08B16744 Araip.B08 16744 p2 (TA)14 28 75038277 75038304 TTCTGAGGTTTTCCTCAGTGG TTGGCTCTTGAAAGAATGATGA 209

Ai08B16745 Araip.B08 16745 p3 (AGA)5 15 75039957 75039971 TGGGAATGGAAAGCAAAAAG CTCCCATTTAACCCTCCCAT 251

Ai08B16746 Araip.B08 16746 p2 (GA)6 12 75043543 75043554 TTCCCTTGATTCCAAAGTGG CCACCATTGCACCTAGCTCT 183

Ai08B16748 Araip.B08 16748 p4 (TTTA)6 24 75055139 75055162 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 253

Ai08B16751 Araip.B08 16751 p2 (CT)6 12 75086322 75086333 TTTCTTACCTTTTTCAAAACCACC GGAGCAGAGATGTGAGATGAAG 270

Ai08B16754 Araip.B08 16754 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttta(T)1085 75096921 75097005 TCTTATCTTTTTCAAAACCACCG AGGAGCAGTGATGTGAGATGAA 273

Ai08B16755 Araip.B08 16755 p3 (TTC)5 15 75099150 75099164 TCTTGGCCGAAATACACCTC GAACCTTTCCCTCTCCCAAG 231

Ai08B16757 Araip.B08 16757 p2 (TA)6 12 75109725 75109736 GGGGCAGTTTTGATGAGAGA TTTCGAAAATCCCTCCCC 180

Ai08B16758 Araip.B08 16758 p3 (ACA)5 15 75111653 75111667 TCCACAACTTCTCTCCCACC GATCTCAAGTTAGGCGCAGC 197

Ai08B16759 Araip.B08 16759 c (A)10gaaaagaaaaatggc(A)1136 75123613 75123648 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 174

Ai08B16768 Araip.B08 16768 p2 (AT)8 16 75176947 75176962 CCCACCAACAGAAGCAAAAT TAAGGCACGCCTCCAGTTAT 269

Ai08B16769 Araip.B08 16769 p3 (ATT)5 15 75177639 75177653 CCCCTCTTTTTCACATCCAT AATTTGAACATGCAAGCAACC 243

Ai08B16770 Araip.B08 16770 p2 (TA)14 28 75187792 75187819 GGGGAGGATTCACCATCTTT TCACATCATCCAATCACAACTTC 246

Ai08B16772 Araip.B08 16772 p2 (TA)9 18 75198492 75198509 TGATTCGCAATTCGTGCTAC TGATGGATGCACATTTTTCAA 275

Ai08B16773 Araip.B08 16773 p2 (AT)11 22 75200780 75200801 TCTCTCAAATTTCCTTAGGGTTCTT GAACCACAAATGATCAAAATCAA 280

Ai08B16774 Araip.B08 16774 c (CA)14g(AT)8 45 75208580 75208624 ATTAAACGCGCGAAACCTAA TGACTAGTGTGGCTGCCTTG 279

Ai08B16779 Araip.B08 16779 p3 (AAT)5 15 75226760 75226774 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai08B16780 Araip.B08 16780 p3 (AAG)5 15 75230147 75230161 CGGTCTTAGGTGCCATCAAT CCTAACCCCTCTCCCTTCAC 236

Ai08B16781 Araip.B08 16781 p2 (CG)6 12 75232384 75232395 TGGTGTTTGGAAGTGTTGGA GCCACTCTCGAAATAAGCCA 166

Ai08B16782 Araip.B08 16782 p2 (AG)6 12 75235488 75235499 AAGAAGAAATTTTGAAAAAGAGGGA TTGACTTTTTGTTTGTTTCTTATCTTT 101

Ai08B16784 Araip.B08 16784 p3 (AAT)7 21 75245557 75245577 CAGTCCCCCTGTTGACTTGT GGGCAATGTTGCAATGTTCT 104

Ai08B16785 Araip.B08 16785 p2 (AG)6 12 75248025 75248036 GCTGACGGTGTAACCGATTT GCTCAAGCTCCACCACTACC 172

Ai08B16786 Araip.B08 16786 p2 (TC)6 12 75267507 75267518 AGAGCTCGACAAGAGCTTCG CCAAACGGACCAAAAACACT 273

Ai08B16789 Araip.B08 16789 p2 (AT)6 12 75273133 75273144 TCCCCACACTTAAACCAAGC ATACCTTTGGCCCTTGTGCT 190

Ai08B16791 Araip.B08 16791 p2 (CT)6 12 75329597 75329608 CCTGTGATTGAAGAGAAGTAGCC CGAAAATCAGCGTGACAGAA 261

Ai08B16794 Araip.B08 16794 p2 (TA)7 14 75338379 75338392 TCCCGTAAACACTGTCTCTGC GAAATTTTGATGGTGGCTGC 257

Ai08B16795 Araip.B08 16795 c (A)10gtt(A)13 26 75342002 75342027 TCGATTTGAATCACCACCAA CAATGTGGTTACATAGCCTTGTG 210

Ai08B16796 Araip.B08 16796 p2 (AC)6 12 75342915 75342926 ACCCCAGAATCACTTGAGCA TGCTTCTTTGGTACGCTCCT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16800 Araip.B08 16800 p2 (AT)7 14 75369810 75369823 GCGACTGTTGTTTCTAGTGGC CATACACCCAAACCCAGTCC 264

Ai08B16801 Araip.B08 16801 c (TA)6(T)10ataaaaaaagccctttaatgttttattcaagaaaaaaaaaggcagg(A)1078 75371046 75371123 CGGCGGATAGCATGTAATTT TTTGTTCAACTGAGTCATTGGC 266

Ai08B16802 Araip.B08 16802 c (TA)10agccatgctttggttttctttctttttagttcttttaaggcttcggccaaaaggaaaata(AAT)8104 75373888 75373991 ATGCATACATGCCACGTTTC GAGCTTTCTCTGTAAGACTCCAAA 221

Ai08B16803 Araip.B08 16803 c (T)10attaaaagtgaagtgggtaaaccctttttttt(A)1456 75383141 75383196 CTCTATGGGTAAAGCCAATTTTT CCTTCTTCCCATTTTATTCCTG 139

Ai08B16805 Araip.B08 16805 p2 (AG)6 12 75391055 75391066 CCACGTTTTGACCCAGTTCT TTGGAATGAAGAAGAAACAATCC 207

Ai08B16806 Araip.B08 16806 c* (TCT)36(TTCT)6*128 75398104 75398231 AACCCCTCCTTCCTTCTTCA TAAAATGTTTGCTCGTCCCC 248

Ai08B16811 Araip.B08 16811 p2 (TA)7 14 75421690 75421703 TTTTCGCAAGAGGGATAGGA CGCTACTTTGATAGCTCGGG 237

Ai08B16812 Araip.B08 16812 p2 (AT)7 14 75422430 75422443 GCCTAACGTCCTTGGTGTGT TCGGAATAGGAGCTTAAAGGAA 124

Ai08B16813 Araip.B08 16813 c (A)11ttttcttatgcagtttagaaaccatttactcctaatacctgttcttttcctggtttatgaaaatatactcattttaaaaa(AT)7105 75422626 75422730 CAACCATCATTCTTAATGCCTTT AAAAAGAGACAAAAATCTTTCTTTGAA 274

Ai08B16814 Araip.B08 16814 p2 (TA)8 16 75424910 75424925 CCCTTTCAGGATATGGACGA CCGCTCAAGAGACTTCTTATCTG 262

Ai08B16815 Araip.B08 16815 p2 (AT)7 14 75426016 75426029 TTCCTTTAAGCTCCTATTCCGA CTGAAAAAGCTCGTCGATCA 277

Ai08B16816 Araip.B08 16816 p2 (TA)8 16 75430432 75430447 TTCGCAAGAGGGATAGGAGA ATCAAAATGTCACGCTTCCG 265

Ai08B16819 Araip.B08 16819 p2 (TA)8 16 75444721 75444736 AGCAAGGCTTCAGACTCGAC CAGATGCAGGTTGAGAAGCA 250

Ai08B16820 Araip.B08 16820 p2 (GT)7 14 75456841 75456854 TTGTTGGGTTGCTTTAGCCT AAGGAAGCGTGAATTGTTGG 233

Ai08B16828 Araip.B08 16828 p2 (AT)7 14 75521526 75521539 GGGGACAAAATTACCCCAAT GCCAAGGTATGGGTAAGGGT 237

Ai08B16830 Araip.B08 16830 p2 (GC)6 12 75531800 75531811 GTACCAGAGGGGTAGGTGGC AAGCATTTTCGACCATCCAC 223

Ai08B16832 Araip.B08 16832 p4 (TATG)5 20 75552255 75552274 TAAGACACGAGTTCCCCTGG GACAAGCCCGACTGCTAAAC 192

Ai08B16834 Araip.B08 16834 p2 (TA)8 16 75558049 75558064 ATCGAAGGCGGAAACCTTAT CCACCGAAGCCATAAGAAAA 215

Ai08B16836 Araip.B08 16836 p2 (CT)20 40 75575852 75575891 CATGGTTTCTTCCATGCTGA TGATCGGCAACATACTCTGG 193

Ai08B16838 Araip.B08 16838 p2 (AT)9 18 75586507 75586524 TCGGGATGTTAAAGGCAATC GTCCGGTGTTGAGGAGGTTA 231

Ai08B16839 Araip.B08 16839 p2 (AC)7 14 75596051 75596064 TGGCTGTGCCACTCTGATAG CCAATTTTGTAAGGGGAATAGAAA 237

Ai08B16840 Araip.B08 16840 p2 (TA)7 14 75600519 75600532 ACCATCAAATCCTTTGCCAG TTGGTTGAGCACATTGAGTTG 260

Ai08B16841 Araip.B08 16841 p3 (CTT)8 24 75600714 75600737 CAACTCAATGTGCTCAACCAA GAATGAGGAGGAACGCAAAG 188

Ai08B16842 Araip.B08 16842 p2 (TA)7 14 75602090 75602103 ATGACGCCACATTGTAACGA TTTTCATCTTTTGGGTGCTG 277

Ai08B16843 Araip.B08 16843 p2 (GC)6 12 75607243 75607254 TGAGTTGTGTCAGGCGTAGG CCAGAGAGTTATGCGTGCCT 223

Ai08B16844 Araip.B08 16844 p2 (GA)6 12 75615371 75615382 ATGCATGGCTTCGATTGTTC ACACGCAGCACTTAATGCAC 146

Ai08B16845 Araip.B08 16845 c (ATC)5g(TCT)6 34 75616066 75616099 TCCAGAATGCGCTGAAATTA CATGAGAAGGTAAAACAAGAAGGA 236

Ai08B16846 Araip.B08 16846 p2 (AG)6 12 75621628 75621639 TTCAAATAGAAATTCGTAACATGGA ATGCATCCATTCAGAGGGAG 235

Ai08B16848 Araip.B08 16848 c (T)10atgcatgaaaagtgcaaaatgcaatgactatcatggatgcttatgcatgattctaggtttaataaataaaaataaaaaagaaaaatgaaagcaattaac(A)10119 75627070 75627188 TGGTGTTTTTCGCGATATGA TGATAGGTGGGAGACAACCC 217

Ai08B16854 Araip.B08 16854 c (TA)6(TG)11 34 75672215 75672248 GATTGAGGATTGGTTGAGTTTTG CTTTTGGCAGCATCTCCTCT 220

Ai08B16855 Araip.B08 16855 p2 (TA)7 14 75673740 75673753 TGGTTTTCAAATGCAGGACA ACCTGCGAAGTAAACGTTGG 252

Ai08B16856 Araip.B08 16856 p2 (TG)34 68 75675932 75675999 TCGTTGATGGGAGTTGATGA CCCTTTTCAAACCATTTCCA 229

Ai08B16857 Araip.B08 16857 p2 (TA)7 14 75677479 75677492 AAGAACCCCCGATTCTCAAT TGAAGGAAAGGTCGGCTAGA 280

Ai08B16859 Araip.B08 16859 p2 (TA)6 12 75688481 75688492 TGTGGTTTTCAGATGCAGGA CGAAACGAAGGTTGGCTAGA 247
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Ai08B16860 Araip.B08 16860 p2 (TA)9 18 75689362 75689379 TTTTCAAATGTAGGACGCGA CCTGAACCTTTACCTGAGCC 269

Ai08B16862 Araip.B08 16862 p2 (TA)13 26 75711043 75711068 TTGTTGTTGTGATGCCCTGT TTTAAACCGCAAAATCGCTC 240

Ai08B16863 Araip.B08 16863 p2 (AG)6 12 75735111 75735122 GAGGAGAACAGAAAAGAATAGGAA CGAAAATAACTAACCCCTTTTTCA 279

Ai08B16864 Araip.B08 16864 p2 (TG)7 14 75742286 75742299 GGAGCTCCGGATCAAAAGTT AAAGAAATCGGCCCAAGATT 222

Ai08B16865 Araip.B08 16865 p2 (AT)22 44 75747609 75747652 AAGACTCCGGACTCAGCTTG TGCTGGAGACTTCCTTTTGG 274

Ai08B16866 Araip.B08 16866 p3 (CAA)6 18 75750608 75750625 TGAAAAAGGGAAAGGCATTG GTAAGGATGCTACCCCCACA 193

Ai08B16868 Araip.B08 16868 p3 (CTT)5 15 75756526 75756540 CTTTTCCATGGAGGTTCTGC CAGCCACAGCTCTATGTGGA 178

Ai08B16869 Araip.B08 16869 c (T)10ctctttttctttttcttttctcttttttttta(T)1052 75758355 75758406 AACTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 229

Ai08B16872 Araip.B08 16872 c (T)10cgcctata(T)1028 75771034 75771061 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 139

Ai08B16876 Araip.B08 16876 p4 (ATAA)5 20 75779603 75779622 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 165

Ai08B16878 Araip.B08 16878 p2 (CT)6 12 75784227 75784238 CTTTTTGTTTGTTTCTTAACTTTTTCA CACAAAGGTGATGATAGGAGCA 280

Ai08B16879 Araip.B08 16879 p3 (TAT)6 18 75784530 75784547 TTTCTTCCACTCACAAAGGGA TTTTCCTTGCTCCTGCTCAT 109

Ai08B16885 Araip.B08 16885 p3 (AGA)6 18 75829042 75829059 TGGCTTTTTCTGCTTGCTTT AACCACATCTCCCTCTCCCT 279

Ai08B16886 Araip.B08 16886 c* (A)10(AAT)5* 23 75830430 75830452 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCCTCCTCTCCC 239

Ai08B16895 Araip.B08 16895 p2 (TA)10 20 75874728 75874747 CCTTTTTAGCATACGATAACTTGGA CAGGTTGTGTGTTCTCTGGC 273

Ai08B16900 Araip.B08 16900 p2 (TA)9 18 75890766 75890783 CGATGCAACCTTTACAAGCA CGAAGATACAACGCTCACGA 279

Ai08B16902 Araip.B08 16902 p2 (TA)7 14 75895008 75895021 GCAAGTCAGGAGGAACCTTG ATGAAGCTCTGACCTCAGCC 210

Ai08B16903 Araip.B08 16903 c (A)13cgcaatggatatagatgtacgtaagtagtggggaccacgcagaaatcgaagccccactcctgacccagaaaaccagaatcttctccccccaccccc(CT)8125 75898351 75898475 GGACCTATTGGTTTAGTCACCA GGGACCGGAGAAGAGAAGAG 252

Ai08B16905 Araip.B08 16905 c (T)11atttatttaacatgaaatcggaccctccgtttacag(T)15aaaaaaactgaaaacggaccctcagttttccatttgtg(T)10atttttcctttaaaacaaaacggaccctccgtttttag(T)18166 75913897 75914062 CAAGTGTGGGAGAGGGAGAA GACGGTCCGTTTTGATTTTT 277

Ai08B16908 Araip.B08 16908 p3 (TTG)6 18 75917657 75917674 TGATTCTGGATTAGTTTAGCTGGA CCTGAAGCAGAACAACAGCA 270

Ai08B16915 Araip.B08 16915 p2 (TA)10 20 75925611 75925630 TGTGAAGGATTTAAATGTGTGATCT TGGAGCTGACCTAGACTCGAC 237

Ai08B16920 Araip.B08 16920 p2 (TC)16 32 75943413 75943444 ATCACCCCTTCATACCCACA CGACTTTGGGTGCCATACTT 240

Ai08B16921 Araip.B08 16921 c (A)11gaaattgtg(A)1030 75945126 75945155 TGTGGTGGCATTGCTTTTAC TTGCTCTTGCCTTTTGGTTT 231

Ai08B16922 Araip.B08 16922 p3 (AGG)7 21 75947905 75947925 TTTGAGGTCTTGCGCTTTTT AGGAGGCTAAGAAGAACGCC 216

Ai08B16923 Araip.B08 16923 p3 (GCG)5 15 75952397 75952411 GGAAACTGAATTGGGCGTTA CCACCACCTTCTCTTCCAAA 279

Ai08B16928 Araip.B08 16928 c (T)10atatatgcagaatgcagcatgcagatgaatatgcagaaattatgaatgaacactaataaaaacaaagtagaataaaataaaactaagaatagaacaaaat(A)11121 75966582 75966702 TCTTGCATGCACATATGACG GTGCTAGGTGGGAGACAACC 227

Ai08B16930 Araip.B08 16930 p2 (AG)8 16 75977635 75977650 GCCAAATTTCAGGGGTCAA AGAGGGCAAATCCTCACGTA 263

Ai08B16939 Araip.B08 16939 p2 (TA)6 12 76027602 76027613 TTCACGAAGCCGATAACTCC TGAATGTGAAAGGGAATGGA 257

Ai08B16940 Araip.B08 16940 p3 (TAA)5 15 76028885 76028899 TAATTTTTGGGCCTTTTGGC CGAAGCGACAGGTCATGATA 151

Ai08B16942 Araip.B08 16942 p2 (AT)8 16 76030936 76030951 CCGGCAGGTCAATGACTAAT GCCATAGAAAGAATAACACGGG 256

Ai08B16943 Araip.B08 16943 p2 (TC)7 14 76035132 76035145 CAAACTAACCCACACCACCC CTTGGATCCCCTTCTCCTTC 187

Ai08B16953 Araip.B08 16953 p2 (TC)6 12 76100705 76100716 CCCTGAATTGTGCTTGGACT CCGAATTTCACTTGTCGTGA 268

Ai08B16954 Araip.B08 16954 p3 (TCT)34 102 76105544 76105645 CTGTCGTGGTTCTCCTCCTC TTCATGCAAATGGGATGTTT 171

Ai08B16955 Araip.B08 16955 p2 (TA)7 14 76107396 76107409 AAGTCATTGCATGGATTTGC TTGAGGTTGAAAGGGGATTG 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B16956 Araip.B08 16956 p3 (AGA)6 18 76114225 76114242 GAGCTTCGCTGGAGAAGAGA TTCTTCACCAACCCTCAACC 171

Ai08B16957 Araip.B08 16957 p2 (TC)7 14 76145931 76145944 CTTTCGCAGTAACCACAGCA ACCGGCAAGAGTCAGAGAGA 235

Ai08B16958 Araip.B08 16958 p2 (TC)6 12 76146087 76146098 CAGTTCTGTGCAGTGGGTTG ATGCGTCATGCTAGGGAGAG 279

Ai08B16960 Araip.B08 16960 p2 (GA)7 14 76158747 76158760 GGATAGAGGGGTTCGAATTATG TTTCAAAACCACCTAACTACTTTTCTC 279

Ai08B16964 Araip.B08 16964 p2 (TC)6 12 76196700 76196711 ACGAACAAAAACCCTCCCTC ATTACTGTCGCGGAGGAGAA 229

Ai08B16965 Araip.B08 16965 c* (TCTTCC)8tcttcactcaccgtggattatgaacgac(TCCTCT)6(TCT)6*127 76202868 76202994 CCAAAGCGCTACACTCACAG TGGAGGAAGAGGAAGAGGAA 190

Ai08B16966 Araip.B08 16966 p3 (AAG)6 18 76203782 76203799 CCTCCTCATCTTCTGCTGCT CACAATTTCACTGCACCGTC 230

Ai08B16969 Araip.B08 16969 p3 (AAT)5 15 76212594 76212608 TATTGCTATTTGGGGTTGGC TCCCAAACATAGGGTTGCAT 265

Ai08B16978 Araip.B08 16978 p2 (TC)6 12 76246496 76246507 CAACCGCGTCAATCAGTTTA GAAAACCTTGTTAATGGGGG 222

Ai08B16981 Araip.B08 16981 p4 (TTTA)5 20 76261436 76261455 CCAATGGAGGGTATGCAGAT TTCCTAACCACTTTCTCTCTCCTT 251

Ai08B16989 Araip.B08 16989 c (GA)8a(AG)12 41 76303079 76303119 AGCGTCAATGAGCATGAGTG TTCAGTTCGGTTCGGTTTTC 196

Ai08B16991 Araip.B08 16991 p4 (TTAT)5 20 76304666 76304685 GCCTGAGGGTGAGAAGACAG CACACTGTTATCGGATTGCG 235

Ai08B16992 Araip.B08 16992 p6 (CCCAAG)5 30 76311447 76311476 AATTTTGGCCATAAGTTGAGC TTTCAACAATGGGGAATGGT 144

Ai08B16994 Araip.B08 16994 p2 (TC)6 12 76323416 76323427 TTGCGTTTTGGTTTTAAGGG TACATGTGGTGGCAATGCTT 257

Ai08B16995 Araip.B08 16995 p2 (AT)15 30 76349758 76349787 GTGTGGGGAATTGTGGAAAC CTTTGCATTGGGGTGATTTT 200

Ai08B16996 Araip.B08 16996 p2 (GT)6 12 76349943 76349954 AAAATCACCCCAATGCAAAG GGGCTAAGGTAAGGGTGAGG 224

Ai08B16998 Araip.B08 16998 p2 (GA)6 12 76362902 76362913 CCTCACCCACACACTCACAC GGCGACCTCTCCCTCTTAGT 267

Ai08B17007 Araip.B08 17007 p3 (TTC)5 15 76413385 76413399 CCCTATCACCCATTCACCAC CGGTCTTAGGTGCCATCAAT 278

Ai08B17008 Araip.B08 17008 c (A)11caaaatagcgaaaaaaatag(A)1041 76415049 76415089 TGTTGGCTCCTGAAAGAATG TTTGGCTTTTTCTGCTTGCT 177

Ai08B17009 Araip.B08 17009 p5 (GAGAA)5 25 76417598 76417622 AGGAAATTCAACACCAATGTGA CTCCCATTTCTTTTCTCCCC 247

Ai08B17010 Araip.B08 17010 c (A)10ctatactatgactactccccct(C)1143 76421127 76421169 AACAAGGGTTCATCAACAAAAA TGAACCCAAGAATTGCAAGG 272

Ai08B17013 Araip.B08 17013 p2 (TA)6 12 76430624 76430635 GCTACCAAACTTTTGGCTGAA GGAACTCGGAGCTGTAGTGC 244

Ai08B17016 Araip.B08 17016 p2 (TA)6 12 76438355 76438366 GCTACCAAACTTTTGGCTGAA GGAACTCGGAGCTGTAGTGC 244

Ai08B17018 Araip.B08 17018 p3 (TTG)7 21 76442502 76442522 CGTTTGATTCATGTAGCCGA ACAAGTTCAAAGGGCAAAAA 227

Ai08B17019 Araip.B08 17019 c (AAT)12(AAG)6 54 76446094 76446147 AAAAGGGAAGAAGCCCTGAG CTCTTCCATGCCCATCATTT 198

Ai08B17021 Araip.B08 17021 c* (AT)11(T)10* 31 76471806 76471836 TTTGGAGCATTTTGTCCACTT GGGCATTGGTTGAGGTAAAA 257

Ai08B17022 Araip.B08 17022 p2 (AG)7 14 76473911 76473924 ATCCAAGCCCAGAAACACAG CATTCCCAATTGATTCACCC 170

Ai08B17023 Araip.B08 17023 p2 (AG)7 14 76476295 76476308 ATCCAAGCCCAGAAACACAG GGAACATTGAACCTGGAATGA 181

Ai08B17024 Araip.B08 17024 p2 (TA)6 12 76482444 76482455 TGTCCCTTCAGTACTTGCACA TGGGTGGATTGTTGTGATTC 261

Ai08B17025 Araip.B08 17025 p2 (TA)25 50 76482625 76482674 TTTGCATTTTGGGCTGTGTA TTGTCAATTTACCAACATTTATTGC 274

Ai08B17027 Araip.B08 17027 p2 (AG)7 14 76484085 76484098 ATTTTTGGACCCTTTTTCGG GGAACATTGAACCTGGAATGA 206

Ai08B17030 Araip.B08 17030 c (A)12g(A)10 23 76514561 76514583 GGGTACCTACTCATGTGAGACCA CATGCCTTGCTACCCAAAAT 268

Ai08B17033 Araip.B08 17033 p3 (CAC)5 15 76558795 76558809 CACCTCCTTCACCCAATCAC GTTCAGGGAGGAAGAACCGT 234

Ai08B17034 Araip.B08 17034 p2 (GA)8 16 76559660 76559675 AGGATGGGTTAGTGGTGGTG TGTGCCCACAAAAGTTGAAA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17035 Araip.B08 17035 c (A)11gaagatagccaattaccaagaacataagcacaacgctctagccaattgagctataattttaacgtgttttaataaggtatttaataaataaa(T)10113 76560293 76560405 TTTGGCACAAGATTTATTCAAAGA TTCGAATTGCATGTTCTTGTTC 253

Ai08B17036 Araip.B08 17036 p2 (AG)6 12 76569174 76569185 TCTTGTAGGACCAAGCACCC CACCCACCAAAAATCCAAAC 170

Ai08B17037 Araip.B08 17037 p2 (AG)9 18 76569412 76569429 GTTTGGATTTTTGGTGGGTG TTCTTACCTTTTTCAAAACCACCT 273

Ai08B17040 Araip.B08 17040 c (A)10gaagaagaaaga(AG)1756 76580959 76581014 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 254

Ai08B17044 Araip.B08 17044 p5 (TTTAT)5 25 76607249 76607273 ACAACCCACCACGGTATGAT TTACAGTCGCACGATTCCAG 259

Ai08B17045 Araip.B08 17045 p2 (TA)6 12 76611191 76611202 GTTTTTCAGAATCACAACAATCC GGGTTGTGTGTTCTTTGGCT 203

Ai08B17046 Araip.B08 17046 p2 (TA)6 12 76612443 76612454 TGCAAGTTTGTGGATCCCTT CAACCTCCCCACACTTAAACA 279

Ai08B17047 Araip.B08 17047 c (A)10gag(A)10 23 76631765 76631787 CCATACGCATTCACTTTTTGC TGAGCTAGAATTTGAACCTTTGA 265

Ai08B17048 Araip.B08 17048 c (T)10attctcttttatctttcttctcttttcaaatcctaatctttattttcataacactttattagcacgatatttttcta(T)1097 76635997 76636093 GAAGTTGGGAATAAATAGCCTTC CGAAGCACGGCACATAGATA 277

Ai08B17049 Araip.B08 17049 p2 (TA)9 18 76636285 76636302 TATCTATGTGCCGTGCTTCG TCTCTCTCCTTTAATTCTTCTCAAAA 204

Ai08B17055 Araip.B08 17055 p3 (AGA)5 15 76649279 76649293 AACACATTCGGAAGAGGCAG TAGAGAGAGGCCAAGCCGTA 201

Ai08B17057 Araip.B08 17057 p2 (GA)6 12 76657220 76657231 GAGAGGGAAAGAAACCCGAG TCTCCTTCCTCGCATTCAGT 109

Ai08B17058 Araip.B08 17058 p2 (GA)6 12 76657531 76657542 TCTGTCATCGTCATCGTCGT AGCTCCCAATTCTCTCTCCC 205

Ai08B17059 Araip.B08 17059 p2 (CT)9 18 76660921 76660938 TCTTCTTCTCCAACCCGAGA ATGTTGCAACGACGAATCTG 234

Ai08B17063 Araip.B08 17063 p3 (GAT)5 15 76671192 76671206 GGGGGTGAACTTTTTGTTGA TTCTAAGTGTGTTAAAATTATGGAGGA 265

Ai08B17065 Araip.B08 17065 p3 (TGA)5 15 76671874 76671888 CGTGATGATGCACAACCATT TGCATGCATATTGATTTCACAA 237

Ai08B17068 Araip.B08 17068 p2 (GA)9 18 76675099 76675116 CCCTCTTCTGTGAGGTTTCCT CCTTCAATATGGTGCCCACT 268

Ai08B17069 Araip.B08 17069 p2 (TC)6 12 76689718 76689729 AGAGGAAGGGGAGCTACGTC GCTCCATTTATTCATTCCACC 246

Ai08B17072 Araip.B08 17072 p2 (TA)11 22 76816912 76816933 AGCATTAGGTCCCTTATTGTTTT CATGCATTGTTTTCTGTGGC 260

Ai08B17076 Araip.B08 17076 p2 (TC)11 22 76822784 76822805 CCTCTCTCTTTTTGCTCCCC TCCTCTCTCTTCTTCCTCGCT 267

Ai08B17077 Araip.B08 17077 p2 (GA)6 12 76823226 76823237 GAAAGAGGGAAGGGGAGAGA TCCATTGCTTTCGTTCCTTT 216

Ai08B17078 Araip.B08 17078 p2 (TA)11 22 76836563 76836584 TTGCATGAACCAGAAATCCA TACAGATGAACCAAGCGGTG 119

Ai08B17079 Araip.B08 17079 p2 (GC)6 12 76863888 76863899 CCATGCAGAAACAGCTTGAA TGGAAGATTCCTATCGACGC 180

Ai08B17081 Araip.B08 17081 p2 (CT)6 12 76896482 76896493 CTTTTTGTTTGTTTCTTAACTTTTTCA GGGGGAGGGATAATTTTTGA 239

Ai08B17083 Araip.B08 17083 p2 (CA)6 12 76910168 76910179 CGCGAATACGAACCAAAACT TGCTTGTTTGCGCATATCTC 227

Ai08B17084 Araip.B08 17084 p2 (TA)10 20 76912274 76912293 CCTTCGGAATACGAACCAAA TGCAAAGGCTCATTGTCAAG 257

Ai08B17085 Araip.B08 17085 p2 (TA)6 12 76913446 76913457 ACCAGAAGTTTTACGGTGCC AAGAAAAGCCAACACATGGC 248

Ai08B17086 Araip.B08 17086 p3 (AAT)40 120 76913567 76913686 GCCATGTGTTGGCTTTTCTT TCTCACCCACTTAATCATTGTTG 273

Ai08B17087 Araip.B08 17087 p3 (TGA)5 15 76939647 76939661 GTAAGTTCAAGGGCCCACAA TGCAGACAGAAAATCAGGGA 278

Ai08B17089 Araip.B08 17089 c (A)10g(A)11 22 76958436 76958457 CCAAAACAATCCAAGAGGGA CCAAACTTAGTTCCTTGCCA 247

Ai08B17098 Araip.B08 17098 c (A)15ccagaggagcctgccgaggatgaggccattacggctcacctttaggtgtcctcgtcgggatagcgtcatttaaagaacgagggtcagcacaac(A)10118 76989708 76989825 AAGAACGAGGGTCAGCAAAA CTCATCTTCGGCAGGCTACT 280

Ai08B17099 Araip.B08 17099 c (A)12ccag(A)10 26 76990043 76990068 ATTACGGCTCGCCTTTAGGT TAAATGACGCTATCCCGAGG 166

Ai08B17100 Araip.B08 17100 c (A)10ctagaggagcctgccgaagatggggccattacggctcgcctttaggtgtgctcatcgggatagcatcatttaaagaacgaaggtcagcacaacgt(A)10115 76990177 76990291 CCTCGGGATAGCGTCATTTA GTAATGGCCTCATCTTCGGA 225

Ai08B17106 Araip.B08 17106 c (T)10g(T)10 21 76994529 76994549 CGCTATCTCGAGGAGGACAC CGAGGGTCAGCACAACATAA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17110 Araip.B08 17110 c (T)10acgatgacgctatcctgagcaggacacctaaacacgagccgtaatgggctcatcttcggcaggctcctccgg(T)1092 76995963 76996054 CGAGCCGTAATAGCCTCATC GAGGGTCAGCCCAATGTAAA 274

Ai08B17113 Araip.B08 17113 c (T)11acgttgtgctgccccttgttttttaaatgacgctatcccgaggacgacacctaaaggcgaggcgtaaatggcctcatcttcagcaggctcctccgg(T)14121 76996747 76996867 GTTGTGCTGACCCTCGTTCT CCTCGGGATAGCGTCATTTA 270

Ai08B17114 Araip.B08 17114 c (T)11acgttgtgctgccccttgttttttaaatgacgctatcccgaggacgacacctaaaggcgaggcgtaaatggcctcatcttcagcaggctcctccgg(T)14121 76997096 76997216 CGGTAGGCTCCTACGGTTTT CCTCGGGATAGCGTCATTTA 193

Ai08B17115 Araip.B08 17115 c (T)11acgttgtgctgccccttgttttttaaatgacgctatcccgaggacgacacctaaaggcgaggcgtaaatggcctcatcttcagcaggctcctccgg(T)14121 76997445 76997565 CGGTAGGCTCCTACGGTTTT CCTCGGGATAGCGTCATTTA 193

Ai08B17117 Araip.B08 17117 c (T)10gtacattgtgctgaccgtcgttctataaatgatgctatcatgaggaggacacctaaaggcgagtcgtaatggcctcatcttgggcaggctcctccgg(T)10117 76998344 76998460 GACTCATCTTTGGCAGGCTC CCTCGGGATAGCGTCATTTA 222

Ai08B17122 Araip.B08 17122 c (T)11ccg(T)11 25 76999522 76999546 TAAATGACGCTATCCCGAGG GAAGATGAGGCCATTACGGA 177

Ai08B17145 Araip.B08 17145 c (A)11ccggagtaccctggcgaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagcgtcagttaaagaacgagggtctgcacaatgt(A)10116 77014301 77014416 TTTCAAGAACGAGGGTCTGC TAAATGACGCTATCCCGAGG 258

Ai08B17147 Araip.B08 17147 c (A)10tttggaagagcctgccgaagattaggccattacggctcgcctttacgtgtcctcctcgggatagcgtcatttaaaaaacgagggtcagcacaacgt(A)12118 77020645 77020762 GCCATTACTGCTCGCCTTTA TAAATGACGCTATCCCGAGG 271

Ai08B17152 Araip.B08 17152 c (A)11ccgg(A)10 25 77025882 77025906 CCTCGGGATAGCGTCATTTA GAACACCTAAAGTCGAGCCG 238

Ai08B17154 Araip.B08 17154 c (A)10cg(A)10ccggaggagcctgccgaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagcgtcatttaaaaaatgagggtcagcacaacgt(A)12129 77026813 77026941 GGTGTCCTCCTCGGGATAGT GGACACCTAAAGGAGAGCCA 232

Ai08B17173 Araip.B08 17173 c (A)11cgaaggagcttgccaaagatgaggtcattggctcgcctttaggtgtcctcctcgggatagcatcatttaaagaacgagggtcagctcaacgt(A)10113 77042833 77042945 CCTCGGGATAGCGTCATTTA TAATCGCCTCATCTTCAGCA 274

Ai08B17175 Araip.B08 17175 c (A)10tcagaggagcctgccgaagatgaggccattacggctcgcctttaggtgtcctcctcgggatagtgtcatttaaaatccgagggtcagcacaacgt(A)10115 77044457 77044571 TGCTCGCCTTTAGGTGTCTT TAAATGACGCTATCCCGAGG 261

Ai08B17180 Araip.B08 17180 c (A)11ccggagtaccttggcgaagatgaggccgttatggctagcctttaggtgtcctcctcgggatagcgtcatttaaaaaacgagggtcagcacaacgt(A)10116 77051765 77051880 CCTCGGGATAGCGTCATTTA CGTTGTGCTGACTCTCGTTC 275

Ai08B17181 Araip.B08 17181 c (T)10ccgtttttttcctgttc(T)10aacgttgcgctgaccctctttctttaaacgacgctatcccgaggaggacacctaaaggtgaaccgtaatgccctcatcttcggcagactcctctga(T)10143 77062153 77062295 AATGGCCTCATCTTCAGCAG CCTCGGGATAGCGTCATTTA 240

Ai08B17182 Araip.B08 17182 c (T)10atttacgttgtgttgaccctcattctttaaatgacgctatctcgaggaggacacctaaaggtgaaccgtaatggcctcattttcggcaggctcctttgg(T)13122 77062416 77062537 TAAATGACGCTATCCCGAGG CGAAGGTCAGCACAACGTAA 237

Ai08B17183 Araip.B08 17183 c (T)10cggtttttctttgcag(T)1137 77062657 77062693 ACGCTATCTCGAGGAGGACA TATGGCTCGCCTTTAGGTGT 169

Ai08B17184 Araip.B08 17184 c (T)11acattgcgatgaccctcgttcttcaaatgactctatcccgaggaggacagctaaaggcgagccataatggcctcaccttcagcaggctcctatgg(T)10ctg(T)10129 77063058 77063186 CGAACCATAATGGCCTCATC ATTACGGCTCGCCTTTAGGT 273

Ai08B17185 Araip.B08 17185 c (T)13acgttgtgctgaccctctttttctttaaatgacgctatcccgaggaagacaactaaaggcgaaccgtaatggcctcatcttcggcaggctcatctgg(T)10cggtttttctttgca(T)10145 77063292 77063436 TAAATGACGCTATCCCGAGG GCCTTTAGGTGTCCTCCTCC 275

Ai08B17186 Araip.B08 17186 c (T)11ccgtttttttcctgttc(T)1139 77063991 77064029 GTCTTTGGCAGGCTTCTCTG ATGAGGGCATTACGGTTCAC 264

Ai08B17187 Araip.B08 17187 c (T)11atttacgttgtgttgaccctcattctttaaatgacgctatctcgaggaggacacctaaaggtgaaccgtaatggcctcattttcggcaggctcctttgg(T)12122 77064255 77064376 GACACCTAATGGTGAGCCGT TGTCCTCCTCGAGATAGCGT 246

Ai08B17188 Araip.B08 17188 c (T)12c(T)10 23 77064496 77064518 ACGCTATCTCGAGGAGGACA TATGGCTCGCCTTTAGGTGT 167

Ai08B17189 Araip.B08 17189 c (T)10ctttggtttttctttgctg(T)1342 77064867 77064908 CGAACCATAATGGCCTCATC TATGGCTCGCCTTTAGCTGT 146

Ai08B17190 Araip.B08 17190 p2 (TA)13 26 77080694 77080719 GCACCATAGTTTGGACATGC TCCCTTCTTTTTCCAAATCAAA 191

Ai08B17191 Araip.B08 17191 p2 (AG)6 12 77085259 77085270 CAGACCGGCTATGCTTATGG TTGTTGTTGGAAGGGATGTT 209

Ai08B17214 Araip.B08 17214 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcctcatcctcggcaggctcctctgg(T)11116 77104733 77104848 AATTGCCTCAACTACGGCAG ATTACGGCTCGCCTTTAGGT 250

Ai08B17215 Araip.B08 17215 c (T)10ccag(T)10ag(T)1036 77104967 77105002 ACCTAAAGGCGAGCCGTAAT CATTTAAAGAACGAGGGCCA 228

Ai08B17216 Araip.B08 17216 c (T)12ctgtttttctttgaag(T)10ctttttctttttta(T)1163 77105335 77105397 CACCTAAAGGCGAACCGTAA CCTCGGGATAGCGTCATTTA 275

Ai08B17217 Araip.B08 17217 c (T)13ctgtttttctttgaag(T)10ctttttctttttta(T)1164 77105614 77105677 TAAATGACGCTATCCCGAGG CGAAGGTCAGCACAACGTAA 275

Ai08B17218 Araip.B08 17218 c (T)13ctgtttttctttgaag(T)10ctttttctttttta(T)1164 77105894 77105957 TAAATGACGCTATCCCGAGG CGAAGGTCAGCACAACGTAA 275

Ai08B17219 Araip.B08 17219 c (T)13ctgtttttctttgaag(T)10ctttttctttttta(T)1164 77106174 77106237 TAAATGACGCTATCCCGAGG CGAAGGTCAGCACAACGTAA 275

Ai08B17220 Araip.B08 17220 c (T)13ctgtttttctttgaag(T)10ctttttctttttta(T)1164 77106454 77106517 TAAATGACGCTATCCCGAGG CGAAGGTCAGCACAACGTAA 275

Ai08B17221 Araip.B08 17221 c (T)10ctgtttttctttgaag(T)1036 77106855 77106890 CACCTAAAGGCGAACCGTAA CCTCCGGATAGCGTCATTTA 272

Ai08B17223 Araip.B08 17223 c (T)10aacgttgtgctgatcctcgttctttaaatgacgctatcccgaggaggacacctaaaggcgagccgtaatggcgtcatcttcggctggctcctctgg(T)11117 77107758 77107874 TAAATGACGCTATCCCGAGG AGAACGAGGGTCAGTGCAAC 236

Ai08B17224 Araip.B08 17224 p3 (AGA)5 15 77126412 77126426 TCATTCCCACTTCGGTTCAT TCTCTTCTTTTTCAAAACTGCC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17228 Araip.B08 17228 c (T)10accttgtgttgaccctcgttctttgaatgacgctatcccgaggaggacacctaaaagtgaaccgtaatggcctcatcttcagcagtctactccg(T)10114 77193174 77193287 ACCTAAAGGCGACCCGTAAT TGTCCTCCTCAGGATAGCGT 223

Ai08B17230 Araip.B08 17230 c (T)10aacgttgtgctgaccctcattcttcagcagtctactcg(T)1058 77194346 77194403 ATGGCCTCATCTTCAGCAGT GCCATTACGGCTCACCTTTA 277

Ai08B17234 Araip.B08 17234 c (T)10ccggtta(T)11 28 77196140 77196167 TCGGCAGGCTACTACGATTT CCTCGGGATAGCGTCATTTA 185

Ai08B17235 Araip.B08 17235 c (T)13acgttgtactgaccctcgttttttaaatgacgctatccggactaggacacttaaaggcgagccgtaatggcctcatcttcggcaggctcctcgga(T)12120 77196615 77196734 TATGCCGAGGAGGACACCTA GCGGCATTTAAAGAACGAGA 228

Ai08B17240 Araip.B08 17240 c (T)10acgttgtgttgaccctcgttctttgaatgacgctatcccgaggaggacacctaaaagtgagccgtaatggcctcatcttcaacagtctactccg(T)10114 77197793 77197906 ACGTTGTGCTAACCCTCGTT TGTCCTCCTCAGGATAGCGT 270

Ai08B17242 Araip.B08 17242 c (T)11a(T)14 26 77198403 77198428 TAAATGACGCTATCCCGAGG GAAAATAAACCGGAGGAGCC 240

Ai08B17253 Araip.B08 17253 c (T)10atgttgtgatgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaatggcctcatcctcggcaggctcctctggtta(T)11119 77200464 77200582 TAAATGACGCTATCCCGAGG AGAACGAGGGTCAGCACAAC 213

Ai08B17258 Araip.B08 17258 c (T)13g(T)10 24 77201620 77201643 TCCGTAATGGCCTCATCTTC GCCCATTACGACTCGTGTTT 272

Ai08B17262 Araip.B08 17262 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggctagccgtaatggcctcatcttcggaaggctcttctgg(T)10ctgtttttttgttctagg(T)11144 77202545 77202688 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 248

Ai08B17268 Araip.B08 17268 c (T)10acgttgtgcagaccctcgttctttaaatgacgctatcccgaggaggacacctaaaggtgagccgtaatggcctcatcttcgacaggctcctccga(T)10115 77204194 77204308 ACCTAAAGGCGAGCCCTAAC CCTCGGGATAGCGTCATTTA 241

Ai08B17269 Araip.B08 17269 c (T)10ccag(T)10 24 77205869 77205892 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 230

Ai08B17271 Araip.B08 17271 c (T)10ag(T)10 22 77206218 77206239 TAAATGACGCTATCCCGAGG ATTACGGCTCGCCTTTAGGT 276

Ai08B17272 Araip.B08 17272 c (T)10c(T)13 24 77206355 77206378 ACCTAAAGGCGAGCCGTAAT CCTCGGGATAGCGTCATTTA 252

Ai08B17277 Araip.B08 17277 c (T)10acgttgtgctgaccctcgttccttaaatgacgctatcccgaggaggacatctaaaggcgagccgtaatgggctcatcctcggcaggctcctccg(T)12116 77207342 77207457 ACCTAAAGGCGAGCCGTAAT CCTCGGGAAATCGTCATTTA 228

Ai08B17279 Araip.B08 17279 c (T)13acgttgtgctaaccctcgttctttaaatgacgctatccggaggaggacacctaaaggcgagccgtgatgccctcatctccga(T)10acgttgtgctaaccctcgttctttaaatgacgctatccggaggaggacacctaaaggcgagccgtgatgccctcatctccga(T)10197 77207686 77207882 ACCTAAAGGCGAGCCGTAAT AAAGAACGAGGTTCAGCACAA 267

Ai08B17283 Araip.B08 17283 c (T)10acgttgtgctgacccttgttctttaaatgacgctatcccgaggacgacacctaaaggcgagccgtaaatggtctcatcttcaccaggctcctccgg(T)10116 77208865 77208980 GTAACGGTCTCATCTTCGGC GGGTCAGCACAACGTACAAA 189

Ai08B17288 Araip.B08 17288 c (T)10acgttgtgctgacccttgttctttaaatgacgctatcccgaggacgacacctaaaggcgagccgtaaatggcctcatcttcagcaggctcctccgg(T)15121 77219745 77219865 GTTGTGCTGACCCTCGTTTT CCTCGGGATAGCGTCATTTA 271

Ai08B17299 Araip.B08 17299 c (T)10ccgttgtgctcaccctcgttctttaaatgatgctatccagaggaggacactaaaaccctagaaaaccc(A)1088 77221856 77221943 ACCTAAAGGCGAGCCGTAAT GGTTTTTAGGGGTTTTCTAGGG 208

Ai08B17303 Araip.B08 17303 p3 (CTT)7 21 77258673 77258693 TGGCTTTTGACTTGTTTTGAGA AGCTCCTCCCCCTAATGAAA 208

Ai08B17305 Araip.B08 17305 p3 (CTT)5 15 77265251 77265265 TGGCTTTTGACTTGTTTTGAGA AGCTCCTCCCCCTAATGAAA 202

Ai08B17311 Araip.B08 17311 c (A)11ttgtttaattcctcaatccttcttttcaaagaactatcatgtggtgccc(T)1373 77307239 77307311 TAAGCATGCAACCTCAATGC ACCCCTGCCTATCTGCATAA 247

Ai08B17321 Araip.B08 17321 p2 (AT)6 12 77347465 77347476 TACTTTGGGGCATTTTGTCC TTGGGACATTGGTTGAGAGA 267

Ai08B17327 Araip.B08 17327 p2 (CT)9 18 77399383 77399400 GGAACATTGAACCTGGAATGA TTCTGACCCATTTTTCAGCC 225

Ai08B17329 Araip.B08 17329 p2 (TC)6 12 77406738 77406749 TTCTCGAAAACTCCTCACCA TCGAACACAGAGAGGGAGAGA 231

Ai08B17330 Araip.B08 17330 p2 (AT)6 12 77413264 77413275 GAATACTCATTTATGATCATCCCA TGTAGCCTTAGGTTTCTCATTTTT 254

Ai08B17337 Araip.B08 17337 p3 (TTG)5 15 77438724 77438738 GCAGTTGCTCCCAGTTGAAT GAGAACGAAGAGCTCATGCC 144

Ai08B17339 Araip.B08 17339 p3 (GAA)5 15 77483719 77483733 TCTTCCCCCTGATGAAAGTG TTTCTCACCGGTTTTCTATTTTG 168

Ai08B17345 Araip.B08 17345 p2 (AT)12 24 77536417 77536440 TTGAAAATATTGGGAAGTGGA TCTTACCTTGGGGCATTTTG 269

Ai08B17346 Araip.B08 17346 p2 (TG)28 56 77537078 77537133 CCCATCATCTTGCCCTATGT TCATGCTGAAGGAAAGCAAA 222

Ai08B17347 Araip.B08 17347 p2 (AG)8 16 77541551 77541566 GGTTGCAAAAGTGGAAGTCG CATCTCTTGGGTTCCCTCAA 278

Ai08B17352 Araip.B08 17352 p2 (CT)6 12 77569836 77569847 GAACCTGGAATGAAGAAGCAA AGCGATTTCTGGACCCTTTT 227

Ai08B17353 Araip.B08 17353 p2 (CT)6 12 77575903 77575914 GAACCTGGAATGAAGAAGCAA GGGGAGTCAAGAACGACAAA 160

Ai08B17354 Araip.B08 17354 p3 (AGA)5 15 77576213 77576227 AATGGGCAAGAGAAATGGTG CTTGCGACGCAGATAATGAA 125

Ai08B17357 Araip.B08 17357 p2 (CT)7 14 77580571 77580584 CGAAAACCACTAACAACTTTTTCA TCGAACACAGAGAGAGGGAGA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17361 Araip.B08 17361 p3 (TTC)5 15 77608112 77608126 ACGGGAATGGGATATGAATG CCAACAACTTCAACCAACCC 276

Ai08B17363 Araip.B08 17363 c (A)10gggaaaagaaaaataaaggaaaaaaag(A)1047 77614590 77614636 TGGGTTTGGAAACATTTGGT TTCACCATTTACTTTGGGGC 203

Ai08B17364 Araip.B08 17364 p2 (TA)13 26 77618187 77618212 GGGTTCCAGCTTAGGGACTT ACATTCCGTGATCCAGCTTT 158

Ai08B17367 Araip.B08 17367 p3 (TGG)5 15 77629781 77629795 TGACGCAAACACCTGGTCTA TACCGCCAGATGATGATGAA 266

Ai08B17378 Araip.B08 17378 p3 (CTG)5 15 77695884 77695898 TCTATGCGATCGAGACGTTG GATGACGACGACAAGGAGGT 269

Ai08B17380 Araip.B08 17380 p2 (GA)18 36 77706241 77706276 GTAAGGCTCAGAGCACCGTC TGGTCTTACACTCTTGCACTCTC 120

Ai08B17382 Araip.B08 17382 p2 (TA)9 18 77707624 77707641 TGCACATCTGGTTGTGCTTT TCTTCCTTTAGATCAAACACCCA 232

Ai08B17384 Araip.B08 17384 c (T)10acaaataattttcgaaaaaaaaataaaaaaaattt(A)1055 77733215 77733269 TGAGCCATGTCTAATTCCTGG TGCACATGTAATTGACACCAAA 212

Ai08B17385 Araip.B08 17385 p3 (TTC)5 15 77736383 77736397 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai08B17388 Araip.B08 17388 c (TC)6(T)10 22 77776266 77776287 TAGGGAAACACAAAGGGACG TCCTAGAGGAGATTGGGAGGA 223

Ai08B17390 Araip.B08 17390 c (T)10caccta(T)10 26 77796337 77796362 TGCTCTTGCCTCTTGGTTTT ATTGATGGCACCTAAGACCG 280

Ai08B17392 Araip.B08 17392 c (AAT)5atggatcctttatatcatagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)8101 77798178 77798278 CCTTGACCAGCTTATCCCAA TCACATCACCAAAAATCCGA 264

Ai08B17394 Araip.B08 17394 c (T)12gaaaacaaaagaaaacatttttgttttaaaa(T)1053 77799880 77799932 ACATGGAGTTACAGCCAGCC AGTTTGGACAGCTGACGGTT 240

Ai08B17395 Araip.B08 17395 c (T)14gaaaatt(A)10 31 77801770 77801800 GTGGATTTAAAAGGGAGGGG CAATCCAATCCAATCCAACTC 280

Ai08B17396 Araip.B08 17396 p4 (ACTA)6 24 77810300 77810323 TCATGCCAGAAATCAGCATT ACGGTGTTACAACGACCTCC 168

Ai08B17397 Araip.B08 17397 c (AC)7atac(AT)6 30 77810551 77810580 CAGAAAAGCACATCACTCACG TGCAACACTGAGAAAAGCGT 187

Ai08B17400 Araip.B08 17400 p3 (CTG)5 15 77814114 77814128 GGCGCTGTACCAACAGGTAT AGGATGACAACGTGACACCA 240

Ai08B17401 Araip.B08 17401 p6 (AAAAAT)6 36 77833911 77833946 TGAACTAAAGTGCAACATGCAG AGGTCGCCATCTCTAGCGTA 184

Ai08B17403 Araip.B08 17403 p3 (GAA)5 15 77845342 77845356 GCTTTTGTCTTCCCTTTCCC ACACAACCTTCTCCCCCTCT 185

Ai08B17404 Araip.B08 17404 p6 (AAAAAT)5 30 77852598 77852627 TGAACTAAAGTGCAACATGCAG GCTACCCATCCTTCCAGTGA 261

Ai08B17412 Araip.B08 17412 p2 (AG)10 20 77917677 77917696 TGACAGACACACATGCAACG TTGCACTCTCTCTCTGACTCTTT 133

Ai08B17413 Araip.B08 17413 p4 (TATG)11 44 77918995 77919038 GTGGTTAGGTTCTCACCCCA CTTACACAGGAAACATGCGAA 214

Ai08B17414 Araip.B08 17414 p2 (AG)6 12 77919292 77919303 CGGAAGCGAGACATTTTGAT TGGGTGTACCCTCCTTTCAG 278

Ai08B17419 Araip.B08 17419 c (T)10cgccatttttctgttctc(T)1139 77940603 77940641 TGGCTTTTTCTGCTTGCTTT TGGTGGCAACACTTTTTGTT 261

Ai08B17427 Araip.B08 17427 p2 (GA)7 14 78004412 78004425 CACCATGTAAAAAGGGAAAAGAA CAGCTACACCTCAATTGCCA 268

Ai08B17429 Araip.B08 17429 c (T)12(A)10 22 78012432 78012453 CGCGGTATGATCGTTCTTTT GGTCGCGTGGAGTAATTTGT 260

Ai08B17430 Araip.B08 17430 p2 (TC)8 16 78013034 78013049 CAGCTACACCTCAATTGCCA CACCATGTAAAAAGGGAAAAGAA 272

Ai08B17432 Araip.B08 17432 c (A)11g(A)10 22 78018365 78018386 ACTCGTTGGGAGACGACCTA CGCACGAAGGAGATAACCAT 245

Ai08B17434 Araip.B08 17434 p4 (ACTA)5 20 78028248 78028267 TGGGAGTTTTGGAATTCGTT GCATAAGATTCTGTGTGGTAGGG 280

Ai08B17435 Araip.B08 17435 c (AC)12g(CA)15tacatatatat(AC)24atgctatatacacacacacatac(AT)19175 78028511 78028685 GCGATAAATGTAAACCAGACAGG TGGCTGAATAGGAATTTTTCTTG 254

Ai08B17438 Araip.B08 17438 p2 (TA)7 14 78050174 78050187 CATGTTCCTTGCTTTCACGA GGTTTATCAACCTCCCCACA 269

Ai08B17439 Araip.B08 17439 p3 (CTT)5 15 78067187 78067201 CGTTGGAGGTAACATTGGCT TGAATGATGCAAACACCCTG 277

Ai08B17440 Araip.B08 17440 p3 (CTT)5 15 78078306 78078320 TGCCTATCCCTTCTCTTCCA CAGGCATTTTTCACTTCTTTCA 279

Ai08B17442 Araip.B08 17442 p2 (TC)6 12 78088744 78088755 TCTTTTTCAAAACCTCCTAACGA CGAAAATAGAGGTGGGAGGA 154
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Ai08B17446 Araip.B08 17446 c (AT)14ag(AC)13 56 78157235 78157290 ATAGGCATCCCCCAGAAAAG TCGCTAGCTTGGTCAGAAGC 233

Ai08B17447 Araip.B08 17447 p2 (AG)7 14 78164962 78164975 AAGAACCTGGGATTGAGAGTCA CATACCAGAATACGCAGGGG 234

Ai08B17450 Araip.B08 17450 p2 (AT)6 12 78191736 78191747 CGACGTTGTTTCTGTTCGTT TGTTCTTGTCAAATTTGGATGG 203

Ai08B17451 Araip.B08 17451 c (TA)9ttaagaaaaactaccgta(AT)8(TA)8gaattatttaacaaaatta(AT)10107 78192018 78192124 AACCGGTAACATAGAGTTTAACAAAA AGATGGCACTTTCCAAAACC 241

Ai08B17452 Araip.B08 17452 p2 (TA)6 12 78194435 78194446 TCCGCAGGCTGTAACTAACC ATATCCGCTCATCACGAAGC 184

Ai08B17453 Araip.B08 17453 c (T)13g(A)10 24 78212714 78212737 TACGGAACCAAGTTTTTGGC TGCAAGACTCAACAAGAACAGA 257

Ai08B17457 Araip.B08 17457 p2 (AG)7 14 78221513 78221526 CGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 232

Ai08B17459 Araip.B08 17459 c (T)13gg(T)12cgaaaattattttgggaaaaacgaaaaagaag(A)1069 78259053 78259121 AAAAAGATGCAATTGATACCAAAC TTTGGACAACTGACGGTTCA 256

Ai08B17460 Araip.B08 17460 p2 (CT)6 12 78262969 78262980 TAACGCCAGAAATAGGCACC ATAGGTGAGGGGTTTTTGGG 209

Ai08B17467 Araip.B08 17467 p2 (GA)6 12 78291987 78291998 GCAAGGACACAAACAAATGC AGCAGCTTCTAGGTTCAGGG 251

Ai08B17473 Araip.B08 17473 c (CT)7aattttcgaaaatatcttccctccttttc(A)1154 78318111 78318164 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGGGAGAGATGTTAGTGGATGA 279

Ai08B17476 Araip.B08 17476 p3 (TAA)11 33 78359521 78359553 GCTTTCTTTTCTTTGCTTTAATGG TGTAAGACCCCAAATTTTTGAA 280

Ai08B17477 Araip.B08 17477 c (AC)23(AT)9 64 78360568 78360631 GCCTTTGTGAATACGAACCG TTGGTTTTTAGAGGCGTAGGA 212

Ai08B17478 Araip.B08 17478 c (T)11ctatttttttcgctatcttttttc(T)1045 78371872 78371916 CCGCTTAGGCCATGATTTTA TGAAGCAAGAAAAAGCAGCA 250

Ai08B17479 Araip.B08 17479 c (T)10cgaaaacaaaggagaaatttttgaaaattttttttgaaaatatc(T)10gaaaaatttttgaaaat(A)1091 78377672 78377762 TTGAAACCCCAGTCCAAAAG TCGAGTTTGGACAACTGACG 275

Ai08B17481 Araip.B08 17481 p3 (CAA)5 15 78423451 78423465 CTGCTCTTTGCAAACTTCCC GGTGTTCGACATGCTGAGATT 234

Ai08B17483 Araip.B08 17483 p3 (TCT)7 21 78437316 78437336 TCATGGAGCAATCATCCAAA TGGCAACTTGCTCTTCAGTG 266

Ai08B17484 Araip.B08 17484 c (A)10gaaaaagaaaaaatagcg(A)1038 78440533 78440570 TGAAGCAAGAAAAAGCAGTGAA GTTTTTGCTCTTGCCTTTCG 133

Ai08B17488 Araip.B08 17488 p2 (AC)6 12 78504281 78504292 TTTCAAGGTTGTAATGGGGC GGGGACAAAATTACTCCAATG 251

Ai08B17493 Araip.B08 17493 p2 (AT)6 12 78519864 78519875 TCACAAACACTTGGTGAGCA TTTTCCCATCTCCTCCTTCA 273

Ai08B17495 Araip.B08 17495 p2 (CT)6 12 78542693 78542704 CTTGGTGTTTTCCCTCCAAA GAAAAAGAGGGGAGATATTTTCG 257

Ai08B17496 Araip.B08 17496 p3 (TTA)5 15 78553363 78553377 AAGCAGTGATTGAAATTGGGA GGTTTTGGAAGTAAGGAGGGA 262

Ai08B17498 Araip.B08 17498 p3 (AAT)6 18 78575503 78575520 GCATTCTTTTTCCAAAATCTTTTTA GGGTTAGCATATGACCCCAG 270

Ai08B17499 Araip.B08 17499 p3 (TTA)8 24 78580136 78580159 GAACTTTGAACTTTGGGGCA TTGATTTTGGGAGAGTTGGG 232

Ai08B17502 Araip.B08 17502 p2 (TC)7 14 78594985 78594998 AAGCCCTTTTTGTCCCAGAT GAAATATAAAACCTGGATTGAGAGTCA 205

Ai08B17504 Araip.B08 17504 p2 (TC)7 14 78601851 78601864 GGCCCAGATCGAAGTACAGA TGAAAGGGAAATTTAAAACAAAGAA 216

Ai08B17505 Araip.B08 17505 p2 (TC)7 14 78606731 78606744 AATGATTTAGATTTAGCTGAGAGGG CCTTAGATGGGAAGCAATGG 271

Ai08B17516 Araip.B08 17516 c (A)10g(A)10 21 78677307 78677327 GTGTGGGAAAAGTGGGTTTG TTCACCACTTACTTTGGGGC 194

Ai08B17517 Araip.B08 17517 p2 (CT)6 12 78718164 78718175 CCTTTACACGCCAAAATGGT GGGTTCGTGTTTTAGGGGTT 212

Ai08B17520 Araip.B08 17520 p2 (CT)6 12 78728588 78728599 GGAACATTGAACCTGGAATGA ATCCAAGCCCAGAAACACAG 198

Ai08B17521 Araip.B08 17521 c (T)10accccatgtgcattgatttctttactaaactcattattggggtaattttgtccccttattcatttatttattaaaaagggattttttttc(T)10110 78729916 78730025 TGCCTAGCTACCCAATTTTCC AGCATGCTCATGTGAAACCA 229

Ai08B17522 Araip.B08 17522 p2 (TA)6 12 78730660 78730671 GAAAAGAAGGGCGAAACACA ATCACAACAATCCACCCACC 267

Ai08B17524 Araip.B08 17524 p3 (GAA)5 15 78746235 78746249 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 177

Ai08B17526 Araip.B08 17526 p2 (AG)6 12 78773495 78773506 GGTAAGGAGAGCAGAGATGTGG TTGTTTCTTATCTTTTTCAAAACTACC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17528 Araip.B08 17528 c (T)10cgaaaacagatgagaaatttttgaaaggtttttgaaaaatttttgaaaataaaac(A)1075 78774885 78774959 TGCCTCTATGCTGATGGTTG CGGTTCATCTTGTTGCTCAG 254

Ai08B17530 Araip.B08 17530 p2 (CT)6 12 78784304 78784315 GGAACATTGAACCTGGAATGA ATTTCTGGGTCCTTTTTCGG 223

Ai08B17538 Araip.B08 17538 c (A)10ctaaaaagggggaaacactaaaagacaccaaacttagaatcagagattaaatggaaataaatacaattacatcag(A)1196 78807293 78807388 CAAGAGACAAAGAAAAATGGGA GCATTTGTTTTCAAAATCGTG 272

Ai08B17539 Araip.B08 17539 c (GT)8a(TG)10 37 78811619 78811655 TCGTCCTCCAAGATACACCC AAACGCTGACATTCCCTCAC 242

Ai08B17541 Araip.B08 17541 c (AAT)5tctatattttcagtactcaaataaggggatacaaaaattccccaagtgcaaaat(A)1180 78837735 78837814 TTAGCCCCCTTGAGCTTTTT TGAAATTTTGTCCCATGTGC 268

Ai08B17542 Araip.B08 17542 p2 (GC)6 12 78855770 78855781 CATTTTTGACCATCCACACG GAAGATGTACCAGGAGGGCA 220

Ai08B17544 Araip.B08 17544 c (T)10ctattcactgctttttcttgcttcaagaatcaa(T)1053 78858758 78858810 TTGGCTTCTTCTGCTTGCTT TTACTTTGATGTGGTGGCAA 255

Ai08B17546 Araip.B08 17546 p3 (GAA)5 15 78864929 78864943 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 158

Ai08B17550 Araip.B08 17550 c (AT)7agaagaaaaaaatag(A)1039 78881651 78881689 TTGGTTGCGAAGAAAGTGTG CTTTGGGGCATTTTTATCCC 224

Ai08B17553 Araip.B08 17553 p2 (GA)6 12 78922025 78922036 CCCTCCATTCCATATCCTCA GGTCTTTGAGCTTTGGTGGA 255

Ai08B17554 Araip.B08 17554 p3 (AAG)5 15 78925856 78925870 GAAGGATGCTGGGCTCTATG GTCGTGCTCTTTTCCTTTGC 124

Ai08B17558 Araip.B08 17558 p2 (GT)6 12 78956023 78956034 TTGATTTTGGGAAAGTTGGG TTTTTGTCCCCTTTTTGTTG 207

Ai08B17562 Araip.B08 17562 p2 (CT)8 16 78965696 78965711 TGTTTGTTTCTTATCTTTTTCAAAACT TTTGGTGAGTGAGGAAGAGATG 275

Ai08B17563 Araip.B08 17563 c (TC)8atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatctgaa(CT)893 78965865 78965957 TTTCGAAAATTACTAACCTTTTTCA AGGGATCCTTTTTACCCAAG 246

Ai08B17564 Araip.B08 17564 p3 (TTC)5 15 78968845 78968859 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai08B17566 Araip.B08 17566 c (A)10ttcttctttttcgtttttcccaattaatttaaaaaaaaacc(A)1061 79009185 79009245 CCAGAAGTGGATTTCTGCATC TGCAATTGACACCAAACTTGA 272

Ai08B17567 Araip.B08 17567 p3 (TCT)5 15 79013753 79013767 TAAACCCCTCCATCCCTTCT CGGTCTTAGGTGCCATCAAT 213

Ai08B17568 Araip.B08 17568 p3 (TCT)5 15 79020055 79020069 CTCCCAAACCCAACCCTAAT TGCCATTGATGGTTATGGAA 250

Ai08B17572 Araip.B08 17572 p2 (TA)7 14 79031022 79031035 GAACTTTGAACTTTGGGGCA TGAGAATCTTGGGAATTGGG 214

Ai08B17573 Araip.B08 17573 p2 (AC)6 12 79032117 79032128 GTGTGGGTTCTAAAATTGCG GCTTGATTTTTGCTTGAATGC 194

Ai08B17574 Araip.B08 17574 p3 (CTA)5 15 79046925 79046939 AATTGGCAGAGAGGCAAAGA TTCTGGCGCTGGAGTAAGAG 280

Ai08B17579 Araip.B08 17579 p3 (GAA)5 15 79059978 79059992 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 178

Ai08B17580 Araip.B08 17580 c (AT)10aaaataaaaaaaagaagagagaaaaagaaaag(A)1163 79064861 79064923 TGGGGAAAGTTGAATTTGGA TACTTTGGGGCATTTTGTCC 249

Ai08B17582 Araip.B08 17582 p2 (TA)21 42 79092189 79092230 TAATGGGGTTAAGGCAAAGG AAATAAGCGGACAAAATTACCC 277

Ai08B17584 Araip.B08 17584 p2 (TA)8 16 79098521 79098536 TTTGGAGAATTTTTATCCCCC CTTGGGACATTGGTTGAGGT 189

Ai08B17593 Araip.B08 17593 p3 (GAA)5 15 79162155 79162169 TTTGTTGCTCCTCCTTTGCT AGCCCTCCATTCTTCCTCAT 151

Ai08B17594 Araip.B08 17594 p2 (AG)6 12 79164098 79164109 GGGTTCGAATTTGGTGAGTG TTGTTTCTTATCTTTTTCAAAACTACC 279

Ai08B17598 Araip.B08 17598 p2 (AT)7 14 79184932 79184945 TCGAAAATATGAAGGTAAAATGAAAA TGCATGCATTGTGTGTTTTG 267

Ai08B17599 Araip.B08 17599 p3 (AAG)6 18 79191692 79191709 TTGAGGATTCTCTGGCCCTA AAATGACCGAACCCTAACCC 247

Ai08B17603 Araip.B08 17603 c (A)10ccagaggagcctgcggaagatgaggccattatggctcgcctttaggtgtcttcctcgggatagagtcatttgaagaatgagggtcagcacaacgt(A)10115 79220544 79220658 AGAACGAGGGTCAGCACAAC CATAATGGCCTCATCTTCGG 218

Ai08B17604 Araip.B08 17604 c (A)10tccaaagtagcctgccgaagatgaggccattgcggcttgcctttatgtgccctcctcgggatagcgtaatttaaagaacaagggtcagcacaacgt(A)18124 79220779 79220902 GGCCATTATGGTTCAGCTTT GGAGGACACCTAAAGGGGAG 250

Ai08B17605 Araip.B08 17605 c (A)10gaacaggaaaaaaacgg(A)1037 79221044 79221080 CAAGGGTCAGCACAACGTAA GGAGGACACCTAAAGGGGAG 268

Ai08B17606 Araip.B08 17606 c (A)10gaacaggaaaaaaacgg(A)1037 79221222 79221258 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17607 Araip.B08 17607 c (A)10gaacaggaaaaaaacgg(A)1037 79221400 79221436 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280
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Ai08B17608 Araip.B08 17608 c (A)10gaacaggaaaaaaacgg(A)1037 79221578 79221614 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17609 Araip.B08 17609 c (A)10gaacaggaaaaaaacgg(A)1037 79221756 79221792 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17610 Araip.B08 17610 c (A)10gaacaggaaaaaaacgg(A)1037 79221934 79221970 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17611 Araip.B08 17611 c (A)10gaacaggaaaaaaacgg(A)1037 79222112 79222148 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17612 Araip.B08 17612 c (A)10gaacaggaaaaaaacgg(A)1037 79222290 79222326 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17613 Araip.B08 17613 c (A)10gaacaggaaaaaaacgg(A)1037 79222468 79222504 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17614 Araip.B08 17614 c (A)10gaacaggaaaaaaacgg(A)1037 79222646 79222682 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17615 Araip.B08 17615 c (A)10gaacaggaaaaaaacgg(A)1037 79222824 79222860 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17616 Araip.B08 17616 c (A)10gaacaggaaaaaaacgg(A)1037 79223002 79223038 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17617 Araip.B08 17617 c (A)10gaacaggaaaaaaacgg(A)1037 79223180 79223216 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17618 Araip.B08 17618 c (A)10gaacaggaaaaaaacgg(A)1037 79223358 79223394 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17619 Araip.B08 17619 c (A)10gaacaggaaaaaaacgg(A)1037 79223536 79223572 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17620 Araip.B08 17620 c (A)10gaacaggaaaaaaacgg(A)1037 79223714 79223750 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17621 Araip.B08 17621 c (A)10gaacaggaaaaaaacgg(A)1037 79223892 79223928 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17622 Araip.B08 17622 c (A)10gaacaggaaaaaaacgg(A)1037 79224070 79224106 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17623 Araip.B08 17623 c (A)10gaacaggaaaaaaacgg(A)1037 79224248 79224284 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17624 Araip.B08 17624 c (A)10gaacaggaaaaaaacgg(A)1037 79224426 79224462 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17625 Araip.B08 17625 c (A)10gaacaggaaaaaaacgg(A)1037 79224604 79224640 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17626 Araip.B08 17626 c (A)10gaacaggaaaaaaacgg(A)1037 79224782 79224818 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17627 Araip.B08 17627 c (A)10gaacaggaaaaaaacgg(A)1037 79224960 79224996 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17628 Araip.B08 17628 c (A)10gaacaggaaaaaaacgg(A)1037 79225138 79225174 CCCCTTTAGGTGTCCTCCTC GTTGTGCTGACCCTCGTTCT 280

Ai08B17629 Araip.B08 17629 c (A)10gaacaggaaaaaaacgg(A)10ctagaggagcctgctgaaggtgaggccattatggctcgcccttaggtgtcctcctcggggtagagtcatttaaagaacaagagtcagcgcaacgt(A)11cagcaaagaaaaacc(A)12170 79225316 79225485 TACGGCTCGCCATTAGGTAT CGAACCATAATGGCCTCATC 275

Ai08B17631 Araip.B08 17631 c (A)10gcagaggagcctgctgaagatgaggccattctggctcgcctttaggtgtcctcctcgggatagagtcatttgaagaacgagggtcagcgcaacgt(A)11cagcaaaaaaaaccg(A)10141 79226087 79226227 GAATGAGGGTCAGCACAACA CGCTATCTCGAGGAGGACAC 248

Ai08B17635 Araip.B08 17635 c (A)10ccagaggagcctgctgaagatgaggccattatggctcgcctttaggtgtcctcctccggatagagtcatttaaagaacgagggtcagcgcaacgt(A)11cagcaaagaaaaacc(A)15146 79227952 79228097 CCTGGGGATAGCGTCATTTA TATCCCGAAGAGGACACCTG 272

Ai08B17637 Araip.B08 17637 c (A)12gaacaggaaaaaaacg(A)1543 79228821 79228863 AGAACGAGGGTCAGTGCAAC ACACCTAAAGGCGAGCGATA 247

Ai08B17641 Araip.B08 17641 c (A)10tcagacaagcctgccgaagatgaggccattacggttcacctttaggtgtcttcctcgagatagcgtcatttaaagaatgaaggtcagcacaacgt(A)11ctgcaaagaaaaacc(A)10141 79229683 79229823 CGAAGGTCAGCACAACGTAA ACCTAAAGGCGAGCCGTAAT 231

Ai08B17649 Araip.B08 17649 c (A)18caacaaagaaaaacc(A)1144 79231583 79231626 ATGAGGCCATTACGGTTCAC TAAATGACGCTATCCCGAGG 196

Ai08B17650 Araip.B08 17650 c (A)11ccagaggagcctgctgaaggtgaggccattatggctcgcctttaggtgtcctcctcgggatagagtcatttgaagaacgagggtcaacgcaacgt(A)11117 79231862 79231978 TCCTCCTAGGGATAGCGTCA TATCTCGAGGGGGACACCTA 275

Ai08B17653 Araip.B08 17653 c (A)12ccagaggagcctgctgaaggggaggcctttttggctagcctttaggtgtcctcctcgggatagagtcatttgaagaacgagggtcagcacaacgt(A)13gaacaggaaaaaaacg(A)11147 79232598 79232744 CATTTAAAGAACGAGGGGCA TAAATGACGCTATCCCGAGG 271

Ai08B17655 Araip.B08 17655 c (A)11g(A)12ccagaggagcctgctgaaggggaggcctttttggctcgcctttaggtgtcctcctcgggatagagtcatttgaagaacgagggtcagcgcaacgt(A)10129 79234596 79234724 ATTACGGCTCGCCTTTAGGT GCAGGCTCCTCTGATTTTTG 247

Ai08B17658 Araip.B08 17658 c (A)11ccagaggagcctgctgaaggggaggcctttttggctcgcctttaggtgtcctcctcgggatagagtcatttgaagaacgagggtcggcgcaacgt(A)11117 79235257 79235373 AGGTGTCCTCCTCGGGATAC CACCTAAAGGCGAACCGTAA 265

Ai08B17660 Araip.B08 17660 c (A)10ccagaggagcctgccgatgatgaggccattatggttcgcctttaggtgtcttccacgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)10tccagagtagcctgccgaagatgaggtcattgcggcttgcctttaggtgccctcctcgggatagcgtaatttaaagaacgagggtcagcacaacgt(A)14225 79236618 79236842 GGTCAGCGCAACGTAAAAA GCAGGCTCCTCCGATTTG 279

Ai08B17664 Araip.B08 17664 p3 (TTC)5 15 79254761 79254775 GGATTCCCTAGCCTCTCTGG AAACTTTGCTCGTCCTCGTG 265

Ai08B17666 Araip.B08 17666 p2 (CT)6 12 79262509 79262520 TTGTTGTTGGAAGGGATGTT CACACTGCTCTCAGACCGAC 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17668 Araip.B08 17668 p2 (AT)13 26 79267472 79267497 TCCCTTCTTTTTCCAAATCAAA GCACCATAGTTTGGTCATGC 191

Ai08B17673 Araip.B08 17673 c (T)10gcaatttttg(A)1030 79298444 79298473 TGACACAAGAATCAAACAAAGGA TGAGTTTGGACAACTGACGG 270

Ai08B17679 Araip.B08 17679 p3 (ATA)12 36 79317466 79317501 CACAAAAGTTGCTTCCCCTT AGGTTACGGAGTGAGTGCAT 259

Ai08B17680 Araip.B08 17680 p3 (ATA)5 15 79317985 79317999 CAATTGGGTTCGGAGAACAT GGGTGTAGATATATGCCACAGGT 248

Ai08B17684 Araip.B08 17684 p2 (TA)10 20 79325410 79325429 CCGCAGGCTGCAGTTAGTAT GAGAAACAAAAGCGCAAAGC 136

Ai08B17689 Araip.B08 17689 p3 (TTC)6 18 79346534 79346551 CTCTACACTCCTCTTGGCCG GCTTTTGTCTTCCCTTTCCC 208

Ai08B17691 Araip.B08 17691 p2 (AT)10 20 79369700 79369719 GTAATGGGGTTAAGGCAAGG GGAAATTTGGGAAGCTAGGC 149

Ai08B17695 Araip.B08 17695 p3 (TTC)5 15 79401215 79401229 CGCAACAGAACCCTCTCTTC GCTTTTGTCTTCCCTTTCCC 221

Ai08B17696 Araip.B08 17696 c (T)10attctttttttcttt(TA)10tgtgttttttttctttatttttatca(T)1182 79409648 79409729 TTGAACTTTACTTTGGGGCG AGCCCACCTTTTATCAACCA 252

Ai08B17697 Araip.B08 17697 p2 (TA)10 20 79411120 79411139 TTGAACTTTACTTTGGGGCG AGCCCACCTTTTATCAACCA 252

Ai08B17701 Araip.B08 17701 p2 (AT)7 14 79439679 79439692 ATAATGGGGCCAAGGTAAGG GGGGACAAAATTACCCCAAT 245

Ai08B17703 Araip.B08 17703 p3 (TGT)5 15 79447749 79447763 TGCCTTAGGTGAGGTGCTCT GCCCTAACCCAGGGTACAAT 187

Ai08B17710 Araip.B08 17710 p2 (TC)8 16 79468976 79468991 GTTCGTGTTTGCCTCGATTT GATGAGTGGGGGAGTACGAA 189

Ai08B17712 Araip.B08 17712 c (CT)22ttctcattctccttctctctatttgtctttctctccttctctccccctcatctctcttc(CT)6115 79474396 79474510 TGGAAGCGGAATGAAAGGTA TGAAAAGGGGAAAGATGAGG 280

Ai08B17713 Araip.B08 17713 p2 (TC)6 12 79474736 79474747 CCACGCTCTGTCACAAACAC TCCCCTCCTCTATCTCCTCC 200

Ai08B17715 Araip.B08 17715 c (GA)6ggacggggagaaagagggaaaggagagagagaagagggagagaat(GA)1179 79475381 79475459 GAGAGAGAAGGGGGAGAGGA CTGGTTTTATTCAAACTCCAAAA 260

Ai08B17716 Araip.B08 17716 c (A)10tattactttaaccaagtggtaaaatatgc(A)1251 79478143 79478193 CGAGCTTTAAACCATGTTCCA TACCGATCTCCGTGGGTTAG 245

Ai08B17719 Araip.B08 17719 c (AG)9aa(AG)10 40 79506456 79506495 ACGCCCGAACTCATAGTGAC TGCCGAGTCCCTTTTCTCTA 174

Ai08B17721 Araip.B08 17721 p3 (TCA)5 15 79512620 79512634 TATCCGGTGGTGCTACATGA AGGGAAGAAGCTTGGCAAAT 213

Ai08B17725 Araip.B08 17725 p2 (AC)6 12 79528641 79528652 TTCACTCTGAGCCACTCCCT GGTAGCGGTGACCATGAAGT 235

Ai08B17728 Araip.B08 17728 p3 (ATT)6 18 79549030 79549047 AATTGCTTATGTGGGGATGC GAGTGCCTTTCCTATGCAGG 276

Ai08B17729 Araip.B08 17729 p2 (TA)6 12 79583244 79583255 TTTTGGGTGTTTAGGTTCGC AACAAGCACCAACAAGCTCC 187

Ai08B17733 Araip.B08 17733 p2 (AT)8 16 79616067 79616082 TCAAAGATTCAAATGCAAATTCA TGATTGAACCCTCACCGAAT 182

Ai08B17734 Araip.B08 17734 c (TC)6cctc(TA)6 28 79624574 79624601 CATTGTTCACACATTGTTCAAA TGTTTTGGCTAATTATGGCTGA 137

Ai08B17739 Araip.B08 17739 p2 (TC)10 20 79643852 79643871 TTGGATGATGACAAGGGTGA AAGGTCGATGCAGAATGCTT 243

Ai08B17741 Araip.B08 17741 p3 (ACA)5 15 79650652 79650666 TGTCCACAACTCCAACAGGA GCCTTAGGTGAGGTGCTCTG 244

Ai08B17743 Araip.B08 17743 p2 (TA)6 12 79658527 79658538 TCCCAAATTGAATCTTTGGTT TGCATTGACCCTTGAATTCTT 260

Ai08B17747 Araip.B08 17747 p2 (AT)6 12 79700852 79700863 CCATGGTATGGTCGCTTCTT GTTTGTTGGATCCTTACGCC 272

Ai08B17748 Araip.B08 17748 c (A)10gagagttatttttcagcatttaataaaagggatacaaaagaa(C)1264 79704757 79704820 GCATGCTCATGAGAAAATCAA TGAGGTTGTAATGGGGTCAAG 274

Ai08B17749 Araip.B08 17749 p2 (TC)6 12 79707695 79707706 TGCAAGTCATCATGGTTCAA CGACTTGCACTTGGCAGATA 232

Ai08B17753 Araip.B08 17753 c (TGA)5ta(TTG)5ctgtggcacagtagtagccaccgctgaagaagggtgatagttcaac(TGA)696 79712700 79712795 TGTTAGAAGCTGGAGCCGTC CAACAATCATTGGCCATCAC 240

Ai08B17754 Araip.B08 17754 p3 (TAT)5 15 79713180 79713194 TTTCCTGCATCCATCACAAG CGCATGCTCTCACTTAACCTT 238

Ai08B17755 Araip.B08 17755 p2 (TG)8 16 79714906 79714921 CCCTGGAAGTGGAACATCAT GGTTCCTCTCCACTTCGTTG 276

Ai08B17756 Araip.B08 17756 p2 (AC)6 12 79731741 79731752 AGAGTCCCAAATGCATGCTC ATTCCCATAAAGGCTGAGGG 131
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Ai08B17758 Araip.B08 17758 p2 (TC)7 14 79734708 79734721 CTCACTCCCTCTCTCTCCCA TTTCTCTCCCTCTTTTCTCCAA 226

Ai08B17759 Araip.B08 17759 p2 (TC)7 14 79734854 79734867 CTCACTCCCTCTCTCTCCCA TTTCTCTCCCTCTTTTCTCCAA 226

Ai08B17761 Araip.B08 17761 c (GA)15a(AG)6aagggagagaggagggggagaaagaggagaagaagagagagaggaagaaaaaggagagggagagagagaggagggagaggagagagaaaaaaagg(GA)7152 79738631 79738782 GGAGGGGGAGAGAGAGGG TCCTTCCCCCTTCCTTCTT 220

Ai08B17762 Araip.B08 17762 c (GA)19aagaaaggg(GA)761 79738916 79738976 AAAAGGAAGGGGGTGAGAGA AAAACCAGTTTTTATGGTTCAGTTT 223

Ai08B17763 Araip.B08 17763 c (AT)25tcttttttctttatcattcatttttctc(T)1088 79746166 79746253 TAATTTGGGGCATCTTGTCC TTTCTATATTTGGGAATTGGGTACA 257

Ai08B17764 Araip.B08 17764 p2 (AC)9 18 79746402 79746419 TCTCTCAACCAATGTCCCAA AGCCAACTTTGAGCCTACGA 170

Ai08B17765 Araip.B08 17765 p3 (TTA)11 33 79750702 79750734 TGACCACAACAGCAACAAGAA GCGTAAAGCGACTCATTGCT 273

Ai08B17768 Araip.B08 17768 p2 (AT)18 36 79781625 79781660 TGTGGGAAACCTATTGGGAA TGTTCCATGTGCATTGCTTT 245

Ai08B17769 Araip.B08 17769 p2 (CT)7 14 79783835 79783848 CCCTGCAGTTCCTTGAGAAG GGAAAAGCAAGGAGGGAAGA 252

Ai08B17772 Araip.B08 17772 p2 (AG)6 12 79805419 79805430 TTTTGACCCAGTTTTCAGCC TGGGAACTTTGAACCTGGAA 205

Ai08B17775 Araip.B08 17775 p2 (TC)6 12 79843382 79843393 AGCGAATTCTGAAGCCCTTT AAAAGAACATTAAACCTGGGATCT 220

Ai08B17782 Araip.B08 17782 p2 (TC)8 16 79881574 79881589 AACACCAACTGGGCGATTAG GGATGTGATCTTGGGGAATG 247

Ai08B17785 Araip.B08 17785 p2 (AT)7 14 79888444 79888457 TCAATAGCGAAAGCATCGTG GCACATGACCGTCGATGATA 238

Ai08B17788 Araip.B08 17788 p2 (AG)6 12 79899614 79899625 CCCTCATTAATTACCGAACCAA GGGTGCTATAAAAGGCGTAGC 173

Ai08B17789 Araip.B08 17789 p3 (GAT)5 15 79902266 79902280 TTCGAAAGTTCCACGGTTTC ATTTATTGAACGGCCGAATG 240

Ai08B17790 Araip.B08 17790 p3 (TTC)11 33 79907059 79907091 CGCCACCATATTTCTCCCTA TTGTGTAGACATTGCGAGCC 167

Ai08B17791 Araip.B08 17791 p2 (TA)6 12 79908173 79908184 ACCATTTTTGGGGCGTAAAT TCACATCATCCAATCACAACTTC 219

Ai08B17792 Araip.B08 17792 p6 (TATTTT)5 30 79918584 79918613 TCACACCCTGCTTGAGTGAG GAATTGCAACTAAACTAAATGGC 248

Ai08B17793 Araip.B08 17793 p2 (TA)10 20 79920042 79920061 CAAAATCCAGTGAGGGTTCAA CATGCAATGCAATCCAATCT 273

Ai08B17798 Araip.B08 17798 p3 (TGA)7 21 79939699 79939719 TTGATGTTCTCGTAGCGTCG CCAGTGCACTTGCTGGTCTA 200

Ai08B17799 Araip.B08 17799 p3 (TGA)10 30 79951519 79951548 AGAGGCTATCTTGCGTCGAG AACCAACCAATCCCTGTGAG 277

Ai08B17801 Araip.B08 17801 p4 (TTTA)6 24 79973747 79973770 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 198

Ai08B17804 Araip.B08 17804 p3 (AAG)6 18 80014730 80014747 CGGTCTTAGGTGCCATCAAT CCTACTCCCTCTCCCCTCAC 240

Ai08B17806 Araip.B08 17806 p4 (TAAA)5 20 80038703 80038722 TTCGAACACCAAGAGGAAGA CGAAAATCCCATCCCTCTTT 246

Ai08B17810 Araip.B08 17810 p2 (AT)6 12 80071885 80071896 TTTTCAAATCACAACCACAAGG CATGAGCCTGACCACTAGCA 248

Ai08B17813 Araip.B08 17813 p2 (CT)6 12 80084470 80084481 CCTTGTGATTTCTTGTGAATCAA GAAAAAGAGGGAAGAGATTTTCG 272

Ai08B17814 Araip.B08 17814 p3 (TTC)6 18 80087151 80087168 ATGCCGAAACACAACCTCTC GCTTTTGTCTTCCCTTTCCC 195

Ai08B17819 Araip.B08 17819 p3 (TAT)9 27 80107200 80107226 TCACATCTCAACCCTCCTCA CAGGTTTTGGATCTGCTTCC 212

Ai08B17820 Araip.B08 17820 p3 (TTC)5 15 80109420 80109434 CAACACACCCCTCTACACCC CGGTCTTAGGTGCCATCAAT 180

Ai08B17821 Araip.B08 17821 p2 (AT)9 18 80126429 80126446 TTCACTTGACACCTTCACGC AAGCAGTGAAAAACACAAGGC 235

Ai08B17823 Araip.B08 17823 p2 (TA)6 12 80169193 80169204 GAATCACACAAAAATGGGGG GGCCAACAAGCTAAACCAAG 112

Ai08B17827 Araip.B08 17827 p2 (AG)9 18 80176936 80176953 AGCCATTGGAAAGGCTCAG TTGTGGAAAGAGCTTGGTGA 190

Ai08B17829 Araip.B08 17829 p2 (GT)7 14 80187133 80187146 AGGAAAAAGGCAAGGGAGAA AAAAAGACAGGGGACAAGCA 264

Ai08B17830 Araip.B08 17830 p2 (TA)9 18 80193902 80193919 TTCACCACTTACTTTGGGGC GTACATCTCAGCATGCACCG 223
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Ai08B17835 Araip.B08 17835 p3 (CTT)5 15 80232674 80232688 GGACTTTCCCAAGGAGGTTC TACCAAAAACCCCAGTGGAC 130

Ai08B17837 Araip.B08 17837 p3 (AGA)5 15 80250006 80250020 AGCAATGCTTTTTCCACACC CCTAATTGGTGCAGGGATGT 206

Ai08B17843 Araip.B08 17843 p2 (AT)8 16 80312258 80312273 GTTACGGATACGAGGAGCCA TGTTTGGGCTTACACTGCTG 258

Ai08B17845 Araip.B08 17845 p2 (CT)6 12 80329124 80329135 CGCCAGAAAAGGGTACAAAA TGTGGGAGGAAAAGGATTTG 276

Ai08B17850 Araip.B08 17850 p4 (TTAT)5 20 80372532 80372551 TTTCGAAAATCCCTTCCCTC GAAATTCGAACACCAAGAGGA 251

Ai08B17855 Araip.B08 17855 p3 (AGA)5 15 80403958 80403972 CAGAGCTTTCCCCATACCAA ATTCAAACCATTTCCCTCCC 238

Ai08B17857 Araip.B08 17857 p4 (TTAT)5 20 80437080 80437099 TGCAGTCATGCATCAACTTTT TGGGAACTTGGGGTAATGAA 259

Ai08B17863 Araip.B08 17863 p2 (TA)6 12 80520609 80520620 CAGTACTCGCACATTTTGCTG TGTGTGGATTGTTGTGATTCTG 240

Ai08B17864 Araip.B08 17864 p5 (TTATC)5 25 80534388 80534412 CCTGGGTGCTCCAGTGTATT GAAAGCCCAGTAAAGGTCCC 198

Ai08B17867 Araip.B08 17867 p2 (AG)7 14 80548731 80548744 TTGGGTTTGCTTTAGTGACAA CCGACAGGAAATCTGATCGT 274

Ai08B17870 Araip.B08 17870 p2 (CT)6 12 80555619 80555630 GCATTAGAGAGGAGAGAGCCTG TGCACATGTTTGAATTCGGT 259

Ai08B17872 Araip.B08 17872 c (A)10c(AT)10 31 80572859 80572889 TTGGGTATGGGAAACTTGGA TGGGGTAATTTTGTCCCCTT 219

Ai08B17874 Araip.B08 17874 c (TC)14(TA)15 58 80579450 80579507 AAAAACTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 234

Ai08B17875 Araip.B08 17875 p2 (AT)6 12 80580091 80580102 TGTTCCCTGCTTTCATGAGC GCATCGAATGGGATAAAGGA 268

Ai08B17879 Araip.B08 17879 p2 (AG)6 12 80600933 80600944 CCTTCAATTCTCCACCCAAG AAGGCCTCTTTCAACCCAAT 264

Ai08B17886 Araip.B08 17886 p2 (AC)11 22 80628762 80628783 GGCCCAGCATTCTGAAGTAG TATTTGCCCGAGTATCCTGC 192

Ai08B17887 Araip.B08 17887 c (A)14ctactcagaacaagtccttatttcactcact(CA)963 80630265 80630327 GTACACCAGCATGCCTCAGA TCAACTGATGGATGGCTTCA 275

Ai08B17892 Araip.B08 17892 p2 (AT)8 16 80672152 80672167 TGTGGGTATGGGAAACTTGG GGCATTTTTGTCCCCTTTTT 252

Ai08B17893 Araip.B08 17893 c (TA)7tgtatatgttctttttc(T)1041 80674685 80674725 GGCATTTCTGTCCCCTTTTT TTGTTAGCCAATTTGAGCCC 278

Ai08B17896 Araip.B08 17896 c (AT)9aaaagaaaaaa(AT)641 80690581 80690621 ATGGGAGACTTGGGACATTG GGGGCATTTTTGTCCTCTTT 262

Ai08B17900 Araip.B08 17900 p5 (TATTT)5 25 80709857 80709881 AATTCCTTATCTTCTCTTACCTAGCTT GATGTGGGTGAGGATTTTCG 193

Ai08B17902 Araip.B08 17902 p2 (CT)8 16 80716139 80716154 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGAGGTTCGAATTTGGGT 273

Ai08B17903 Araip.B08 17903 p3 (TTC)5 15 80719174 80719188 CCTTCTTGGCCAAAACACAT CGGTCTTAGGTGCCATCAAT 161

Ai08B17905 Araip.B08 17905 p2 (AG)6 12 80729905 80729916 GGGAAGAGAGAGAAGGGGAA CGCGCTTTAGTTTCCAACTC 194

Ai08B17908 Araip.B08 17908 c (TA)16tg(TA)11cagaaaaaaaacaagacctaaggctacacttatatacagtagctatagtatac(A)10119 80738947 80739065 TCAATTCATTTACATAAAAATGCAGAA AGCCTTAGGTCCCTCGTTTT 274

Ai08B17913 Araip.B08 17913 p3 (AAG)5 15 80788684 80788698 TTCAACAACTGGGGCAAGTA TCAATCGTCTTGGAAGGAGG 271

Ai08B17914 Araip.B08 17914 p2 (TC)6 12 80789296 80789307 ACTGGAGACGGATGGTCAAC CAAGAAGAAATCCTAAATCCTCAAA 222

Ai08B17917 Araip.B08 17917 p2 (TA)6 12 80800886 80800897 TGTCATGCAATGCAATTTAATC CAAAATCCAGTGAGGGTTCAA 279

Ai08B17918 Araip.B08 17918 p2 (TA)6 12 80811212 80811223 GCATGTCCTCATGCTAAATCC CCCATCTCAATTGTAAAGGCA 238

Ai08B17919 Araip.B08 17919 p2 (GC)6 12 80855124 80855135 TCCCTTGCTAACACCCTCAC TGGTGTGGATTGTGGAAGAA 187

Ai08B17920 Araip.B08 17920 p2 (AT)6 12 80858064 80858075 TGCTTGGGAAATTTGGGTAG GTCCCCTTTGTCCCCTTTTA 198

Ai08B17922 Araip.B08 17922 p3 (AAT)5 15 80872893 80872907 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCCTCCTCTCCC 235

Ai08B17923 Araip.B08 17923 p2 (GA)6 12 80873231 80873242 TGGGAGAGGAGGAATTTTCG TTGGTTTTCAAAATTTGTTTCA 262

Ai08B17924 Araip.B08 17924 p2 (AG)6 12 80885138 80885149 TTCGCTGTTGTTTATGGCTG CACTTCCCAAACCACAACCT 253
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Ai08B17925 Araip.B08 17925 p3 (CAA)5 15 80917415 80917429 CAACTTCGTAATGCATTGATCC TTAAGTTCATCAATTAATATAAAGGGC 264

Ai08B17926 Araip.B08 17926 p3 (AAT)6 18 80919097 80919114 TCACATGTGGTAATGAGTGCAA TTTCCACACTCCTTTGAAAAA 258

Ai08B17927 Araip.B08 17927 p2 (CA)6 12 80924228 80924239 GCTGTGCATGTGCTCTGAAT TTGAAAAACAGGGCAGTGTG 280

Ai08B17928 Araip.B08 17928 p2 (TA)15 30 80925828 80925857 AACTCCGCAGGCTGTGACTA GCATTAGGCGGAATTACGAA 210

Ai08B17930 Araip.B08 17930 c (A)10tttttccaatcaattggggtgccctatagataaatttcttgaaaaatctcattattttgactaagct(TA)689 80937305 80937393 AGGCTCAAATCTCACATGCTT AATCGGCGTTCTTGAGTGAC 269

Ai08B17932 Araip.B08 17932 p2 (AG)7 14 80959802 80959815 TGGCTCTTGAAAGAATGATGAA TTTATTCCCTTGGACCCTCC 241

Ai08B17933 Araip.B08 17933 p2 (TA)6 12 80982875 80982886 TGACGGATTGATATTGAATTGG AACCTTCCAACTTGACTGAGGA 272

Ai08B17935 Araip.B08 17935 p3 (CTT)6 18 80990824 80990841 GTTGCCAACTTGGGGAACT TCTCCCTAATGAAAGTGGGG 264

Ai08B17939 Araip.B08 17939 p3 (TTC)5 15 81021981 81021995 GTGGCCAGCGATTTTAGAAG GAGGAATCATAAATGCAACAACA 252

Ai08B17940 Araip.B08 17940 p3 (TTC)7 21 81028029 81028049 TAGTCAAACACATGGCCAGC GAGGAATCATAAATGCAACAACA 280

Ai08B17943 Araip.B08 17943 p2 (CT)6 12 81047474 81047485 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTCGGATTTTTGGTGAGA 278

Ai08B17945 Araip.B08 17945 p3 (TTG)14 42 81063640 81063681 CTGCTGAATTGGTTTGGGTT CTTCCCCAAAATCAACCAGA 236

Ai08B17947 Araip.B08 17947 p3 (TTA)6 18 81066771 81066788 CACATCAAAGCATCGAATGG TCTCATGATTGATAAGAATGGAAA 211

Ai08B17948 Araip.B08 17948 p2 (AC)7 14 81070626 81070639 CCCTAAATCCCAAAATTTCCA CTCCTTCCCTTCTTCCTCGT 178

Ai08B17949 Araip.B08 17949 p2 (GA)6 12 81070767 81070778 ACGAGGAAGAAGGGAAGGAG ACGATTCTGGGTTCAGCAAC 128

Ai08B17950 Araip.B08 17950 p2 (AG)7 14 81071116 81071129 ATTGCTATCGCGAAGGAGAA CAGTGAACTCCGGTGACGTA 261

Ai08B17953 Araip.B08 17953 p2 (TC)7 14 81112231 81112244 TTTTCTCTCTCCGATTTTTGAA AGAGAGGGAGAAAGGGTTCG 241

Ai08B17954 Araip.B08 17954 p2 (CT)6 12 81114308 81114319 ACCTGGCATTGAAGAAAACG TTTTTGACCCAGTTTTTGGC 226

Ai08B17957 Araip.B08 17957 p4 (ACAT)14 56 81152666 81152721 TGCATTCTTGCATCTTTTCC CAATGGAATGCCCTAAAAGAG 280

Ai08B17959 Araip.B08 17959 c (T)10aaatcaa(T)10 27 81160779 81160805 TTTCAAAGGGGCATAGTTGG TGACAACCGTACTTGCATGG 209

Ai08B17961 Araip.B08 17961 p3 (AGA)5 15 81207060 81207074 TTTTCTTGGCCACAACATCA CTCTTCCCCTCCATCTCCTC 264

Ai08B17962 Araip.B08 17962 p3 (CTT)6 18 81226091 81226108 GAGTTTGGGACTTTTTGGGA CCCCTAATGAAAGTGGGGTT 260

Ai08B17963 Araip.B08 17963 p2 (TC)6 12 81226897 81226908 CCCATTACCCAATTCCCTTC GCAAAAGAATTAAATGGCAAGG 236

Ai08B17964 Araip.B08 17964 p2 (TC)6 12 81229414 81229425 TTCTGCAATCCTTACTTTCTTGC GATCCCACGGAGATTGGTAG 240

Ai08B17966 Araip.B08 17966 p3 (CTT)6 18 81239977 81239994 GAGTTTGGGACTTTTTGGGA CCCCTAATGAAAGTGGGGTT 260

Ai08B17967 Araip.B08 17967 p2 (TC)6 12 81240783 81240794 TGTTTGAATACCCATTACCCAA GCAAAAGAATTAAATGGCAAGG 246

Ai08B17973 Araip.B08 17973 p2 (TA)14 28 81277659 81277686 GCGATTTTGGGTGACAAGTT GGCTCAAATCTCACTTGCTTG 277

Ai08B17974 Araip.B08 17974 p2 (AT)9 18 81278234 81278251 CAAGTATGGGAACCTTGGGA GGCATTTTTGTCCCCTTTTT 244

Ai08B17975 Araip.B08 17975 p2 (TC)6 12 81288646 81288657 GGCCCAAATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai08B17977 Araip.B08 17977 c (T)10ctcatctcatttgcaaaaacatgctttattatttgagggatggc(TA)768 81295467 81295534 TCCAGTGAGGGTTCAAAAGC TGGAATGTTATGAAATGCAACC 241

Ai08B17978 Araip.B08 17978 p2 (TC)6 12 81296047 81296058 GACAGGGGCCACGTATAAGA TCGTACAAACGTTTTGGGTG 227

Ai08B17991 Araip.B08 17991 p2 (AG)6 12 81468197 81468208 GCAATGGCAACTTAAATCAAA GGAGCTCGCAAATTTTTACC 279

Ai08B17992 Araip.B08 17992 p2 (TA)6 12 81468682 81468693 GATCGCGTGGATACCAGTTT CAAAATCCAGTGAGGGTTCAA 263

Ai08B17995 Araip.B08 17995 p2 (AG)6 12 81477654 81477665 GCAATGGCAACTTAAATCAAA GGAGCTCGCAGATTTTTACC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B17998 Araip.B08 17998 p3 (TTC)5 15 81502807 81502821 GGGTTGCCTACTAACAAGCG ATCAAATCAAGGGGCATCAA 139

Ai08B18003 Araip.B08 18003 p2 (CT)6 12 81547661 81547672 CATGAATGGTTCATAAGCCAAA CATAAAGTGGGGGATTGCAT 262

Ai08B18005 Araip.B08 18005 p3 (GTG)5 15 81552707 81552721 AGGGGGTAGGGTTAACGATG TCTAAACCGTCAATCTCCCG 262

Ai08B18006 Araip.B08 18006 p2 (CT)6 12 81553676 81553687 CATGAATGGTTCATAAGCCAAA GGGGAATGCATCCATTTAGA 253

Ai08B18018 Araip.B08 18018 c (T)10gtttttaa(T)10 28 81643405 81643432 TCTTATCTCAAAAATCAAAGTTCAAAA ATTGCAACCCGACTCATAGC 242

Ai08B18021 Araip.B08 18021 p2 (GT)8 16 81662738 81662753 CATTGTTAGCCAATTTGAGCC AGCATGTACCCAATTCCCAA 224

Ai08B18025 Araip.B08 18025 p3 (TAT)7 21 81692594 81692614 CCCCTCTTTTTCACATCCAT GAACATGCAAGCAACCCTTA 277

Ai08B18026 Araip.B08 18026 p2 (AG)7 14 81701270 81701283 TTGGCCCAGATCCAAGTCTA AAAGGAACATTGAACCTGGAA 216

Ai08B18028 Araip.B08 18028 p3 (AAG)5 15 81703672 81703686 ATTTGATGCCAAAGAGGGTG CTCCCTTGTGCTCTTCTTGG 227

Ai08B18030 Araip.B08 18030 p2 (TA)11 22 81706962 81706983 ATCAATGCACATGGGACAAA TAATGGGGCTGAGGTAAAGG 213

Ai08B18031 Araip.B08 18031 p2 (GA)8 16 81708089 81708104 CCCAGATCCAAGTCCAGAAA GGAACATTGAACCTAGAACTCAGAA 211

Ai08B18035 Araip.B08 18035 p2 (AG)6 12 81771403 81771414 GGGAGGGGAAATTGAATCAT TGCTAGAACAATAAACTGCAAGGA 177

Ai08B18036 Araip.B08 18036 p2 (AC)6 12 81773522 81773533 TCCACATTTCCCTTTTCCAA CTCAGTTCTGCTCTCCCTGG 278

Ai08B18039 Araip.B08 18039 p2 (CT)6 12 81788779 81788790 AATTGATTTTCAAATCTTTTTCAAC GAAAAAGAGGGAAGAGATTTTCG 119

Ai08B18040 Araip.B08 18040 p3 (TTC)5 15 81792191 81792205 AACACAACCTCTCCCCCTCT GCTTTTGTCTTCCCTTTCCC 185

Ai08B18042 Araip.B08 18042 p3 (AAT)5 15 81802272 81802286 GCAGGAGCAAGGACAAGAAC CAATGGGAGGAATGGAGATG 237

Ai08B18044 Araip.B08 18044 p2 (AT)9 18 81811145 81811162 GGCAAACTGAATGAAACATGC TGCTATTGGATGCGTGACAT 239

Ai08B18048 Araip.B08 18048 c (TTA)5(T)13 28 81824653 81824680 TGCAATGAATGAAAATAAGGAAA TTTGCACCCTGTTTTTCTCC 245

Ai08B18049 Araip.B08 18049 c (CG)6ccatgcttgctcaggcgcggatgcagcacaaaaaatc(CG)661 81824844 81824904 GGAGAAAAACAGGGTGCAAA TAAAACCCGAGAGTTGTGCC 250

Ai08B18050 Araip.B08 18050 c (GC)6actgcccgcttgggcgccgatgcccga(T)1150 81825049 81825098 GGCACAACTCTCGGGTTTTA TTGAATTTTGGTTGCTTTAGAATG 163

Ai08B18051 Araip.B08 18051 p2 (CT)9 18 81827975 81827992 ACCGGTTAACCAAAACCAAA GGGGAGGAGAGAGAGGAAGA 241

Ai08B18052 Araip.B08 18052 c (TC)6ccctctccttccg(CT)637 81828183 81828219 TCCTCTCCTTCTCTCTCCCA CCTCCTCTATCTTCGCCTCC 275

Ai08B18053 Araip.B08 18053 p2 (GA)7 14 81828494 81828507 GGAGGCGAAGATAGAGGAGG CTCTCTCCCCATGCTCTCAC 266

Ai08B18055 Araip.B08 18055 c (A)10caaaaaaattttagttttc(A)1039 81835208 81835246 TTTGGACAACTGACGGTTCA CCAGGTTTCACCATGTCTCA 179

Ai08B18056 Araip.B08 18056 p2 (CT)8 16 81836760 81836775 TGAAAATCACTAACCACTTTTTCAA AGAGAGAGGGAGAGGGTTCG 247

Ai08B18059 Araip.B08 18059 p3 (TTC)5 15 81851294 81851308 TTTCTTTCACCGGCCTTCTA CAACAACAATTGCAAAGATGG 124

Ai08B18060 Araip.B08 18060 p3 (TTC)5 15 81863816 81863830 TTCACCGGCCTTCTATTTTG AGCTCCTCCCCCTAATGAAA 169

Ai08B18062 Araip.B08 18062 p2 (AT)21 42 81873344 81873385 CGGACTGATTGTGCTTCTGT GGCAGGAGTAATGGTGCCTA 279

Ai08B18063 Araip.B08 18063 c (TTAT)5tgaatatttttggattaaaaagataaaagtaaacataacatatcaatgcacatgga(T)1187 81876186 81876272 CCCAAAATTCCTATTTTTGCAT GGGAACATGGGTTTATAGGGA 275

Ai08B18065 Araip.B08 18065 p2 (GT)7 14 81890756 81890769 CCCAAATGGCCTTACCTTTT CACCCAATGTTCCAAGATTTC 193

Ai08B18066 Araip.B08 18066 c (A)10ttt(A)10 23 81901613 81901635 TTTCGTGCACCAAGTTTTTG TTTACAGCCAGCCAGGATTT 266

Ai08B18068 Araip.B08 18068 p2 (CT)7 14 81902743 81902756 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGAGCAGAGATGTGGGA 280

Ai08B18077 Araip.B08 18077 p5 (AGAAA)5 25 81984059 81984083 GCTCTCTAACCCAACGAGAAGA CAGAATCATGCGTCCACATC 238

Ai08B18080 Araip.B08 18080 p2 (GA)8 16 82011122 82011137 CGAACACAGAGATAGGGGGA CGAAAACCACTAACAACTTTTTCA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B18082 Araip.B08 18082 p2 (GA)9 18 82029521 82029538 TCGAACACAGAGAGAGGGAGA TGCTTCTATTTCTTTTCTTAAAATTCG 194

Ai08B18086 Araip.B08 18086 p4 (TTTA)5 20 82054237 82054256 TTTCGAAAATTTGCTCTTTAATTT TTGTGCCTCTTCCTGTTCCT 273

Ai08B18087 Araip.B08 18087 p2 (AT)8 16 82058858 82058873 GGTGGCATTGCTTTTGTTTT TTGGAGGCATGAAGTTAGCC 278

Ai08B18088 Araip.B08 18088 p3 (AAT)5 15 82074809 82074823 TGGAAGGATCAACAGAAGCC TGGTTGCTAAGTCAGAGAGGC 145

Ai08B18090 Araip.B08 18090 p3 (AAT)5 15 82076569 82076583 TCTCCTTTCAATCATCTCCCA CCTCCGTCAAGACTTTGTCA 258

Ai08B18091 Araip.B08 18091 p2 (CT)13 26 82086766 82086791 AAACATTTCCCTCCCAAACC AGAGCTTTTTCCCACAGCAA 248

Ai08B18093 Araip.B08 18093 p2 (TA)6 12 82091053 82091064 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 192

Ai08B18094 Araip.B08 18094 p2 (AG)6 12 82097700 82097711 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 209

Ai08B18096 Araip.B08 18096 p3 (TAT)6 18 82100197 82100214 CGAAAATTCCTTCTCTCCCA TTCTTGTCCTTGCTCCTGCT 231

Ai08B18097 Araip.B08 18097 c (A)10tttataggcg(A)1030 82104585 82104614 GGCCCTTGAAAGAATGATGA TTATTTGCCCTTGCCTTTTG 209

Ai08B18099 Araip.B08 18099 p4 (TAAA)7 28 82133203 82133230 TTGGCTTCCCTTAGCTTCCT TTCCCTCTCTCTCATCTCCTTC 280

Ai08B18102 Araip.B08 18102 p2 (TC)6 12 82140668 82140679 CCCTCCTGTTGAGTAGCAGC ACTCACCGGTGGTGAAGAAG 211

Ai08B18105 Araip.B08 18105 p2 (AG)6 12 82165165 82165176 ATGGATGGATGTGGATTGGT CGCTAGGATTGGCAGAAAAG 225

Ai08B18110 Araip.B08 18110 p3 (GAA)5 15 82192083 82192097 ATTTGTGGCTACCTTGACCG CGCATCCCCTAAGTCTTCAA 226

Ai08B18111 Araip.B08 18111 p4 (TTAT)6 24 82196330 82196353 TCACTTTGGGCATTTTCTCC TTGATTTTGGGAGAGTTGGG 232

Ai08B18113 Araip.B08 18113 p3 (TTA)5 15 82211865 82211879 GATGTCCCATCGGTTGTTTC GCAAGGAAAATATGGGGGTC 223

Ai08B18114 Araip.B08 18114 p2 (GC)6 12 82218261 82218272 GTTGTGCCCACTTTATGCCT AAAACAGAGTGCAAATCCGC 182

Ai08B18115 Araip.B08 18115 c (T)10ctttcttttaaagataaaaaaac(A)1245 82218476 82218520 CGGATTTGCACTCTGTTTTT TGCAATGAATGAAAACAAGGA 248

Ai08B18117 Araip.B08 18117 c (A)10gatataaaaaaaataataaagaaaaaaaatag(A)1153 82219999 82220051 TGGGTATGGAAAACTTGGGA GGGACATTTTTGTCCCCTTT 235

Ai08B18118 Araip.B08 18118 p2 (CT)6 12 82223246 82223257 TGCAGAAAATGCTCATAGCG AAGGAACACTAAACCTGGATCG 243

Ai08B18119 Araip.B08 18119 c (A)10tggtgggtaggtggcggcggcgtctaggtggtggcgcggtggtggctgggtggtggtggttgagggttgggggagaagagagggagaagaagaatt(G)12118 82225730 82225847 TTGAACCTGGAATTTTGCATC TGGATTCAAAAATATAACCCCC 232

Ai08B18120 Araip.B08 18120 p2 (CT)6 12 82230510 82230521 ATGCATCCATTCAGGAGGAG AAGGAACATTAAACCTGGATCG 154

Ai08B18123 Araip.B08 18123 p2 (TA)9 18 82236492 82236509 GGTTTATCAACCTCCCCACA TTTCTTTCCCATCTCATTTGC 278

Ai08B18126 Araip.B08 18126 p2 (TA)6 12 82260178 82260189 ATTTTTGTTCCCTCGCCTTT CTACCAAAGCTCACGCTTCC 275

Ai08B18128 Araip.B08 18128 p2 (GA)6 12 82275120 82275131 TGCTTGTCCTCAAGCAAAGA ATTATGAAGAACGCGCAACC 185

Ai08B18133 Araip.B08 18133 c* (AC)6ttaccccaaaaccctcttctccctccaccccgcgaccaaccaccgtcggcgaccgccccgccatcgccgccacacactgtctctccccttctctct(TTC)6(TC)6*136 82306066 82306201 ATTCGAAAAGATCAGGGGCT CGCTGGCACAGAGTACAGAG 257

Ai08B18135 Araip.B08 18135 p4 (ATAG)5 20 82310953 82310972 AACAGCTTGGGAATTTGATTG CAGTCCCTTTTCAGCCTCTG 278

Ai08B18142 Araip.B08 18142 p2 (GA)6 12 82337691 82337702 GGAGGGTTGAGATGTGAGATG TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai08B18149 Araip.B08 18149 c (A)12tcac(GA)7 30 82402935 82402964 TTCATCGTTAGAAGAAGGCGA GCTCTCTATCGGGAGGGTTC 102

Ai08B18150 Araip.B08 18150 p3 (TTC)5 15 82403426 82403440 CTCCGCTTCCAACACTCTTC GACCTCGCAATCTGCTTCTC 206

Ai08B18154 Araip.B08 18154 p2 (AG)6 12 82430515 82430526 CCAAGGATTGAGGGGGAATA CCAACAATGGTTCATCAACATAA 272

Ai08B18157 Araip.B08 18157 p3 (GAA)5 15 82439521 82439535 GACTGAGGGCTGAGGTTGAG TATCTTGCAACCTCTGTGCG 276

Ai08B18162 Araip.B08 18162 p2 (TC)10 20 82469546 82469565 GCACGCCTAAATAGAGCAGG TATAGGGGTAGGGGGAGGTG 163

Ai08B18163 Araip.B08 18163 p4 (AAAT)5 20 82491406 82491425 TTTTCAAAAATCTCCACCCA CCATGATGGAAAAAGGGAGA 122
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Ai08B18168 Araip.B08 18168 p3 (TTC)8 24 82503254 82503277 GCCCTCCATTCTTCATCAAA TTTCCCCTTTCTCGAGGATT 235

Ai08B18169 Araip.B08 18169 p3 (GAA)5 15 82512812 82512826 ACTCGGAGGTGGAAGCTTTT TCTCTTCTTGGCCGAAACAC 215

Ai08B18170 Araip.B08 18170 p2 (AT)7 14 82535380 82535393 AAATATTGGATGCCAAAAACG CCCATGCTGCTTTTGTCTTT 183

Ai08B18171 Araip.B08 18171 c (A)11(T)11 22 82536410 82536431 ACCTGGTGCATCTACGGAAA TGGACAAATTAAAATGGAGTACAA 277

Ai08B18172 Araip.B08 18172 c (AAT)11(TAT)10 63 82538715 82538777 CAAATCAATCTCCAACGATTCTC GTCCAAATCAATTCCCAACG 239

Ai08B18176 Araip.B08 18176 p3 (TTC)5 15 82547206 82547220 CGAACCCTCTCCCTCTCTCT CAGGTTCAGGATCAGCTTCA 194

Ai08B18179 Araip.B08 18179 p2 (AC)7 14 82577428 82577441 TTCCTGGAAAGCTGAATGCT TTATTTTTCACGCACACCCA 276

Ai08B18183 Araip.B08 18183 c (CT)7ccacagtccgacaacgacgcgatggcgacggtgaggcccagcgcgccgacgcgatcttcttctctgctctcctctgctttttctaga(TC)8117 82616708 82616824 GTCACTCTCTCCCATGGCTC GAAAGAAGAAAAGGGGGAGG 246

Ai08B18185 Araip.B08 18185 p2 (TA)9 18 82618560 82618577 CCTCTTTGGCGTTTTGTCTG AACCAGTCAAGAGGGGCAG 193

Ai08B18187 Araip.B08 18187 p2 (CT)8 16 82656235 82656250 CAGCTCGCCTCAGATCTCTC CCCACGAAGAAAAGCAGAAG 234

Ai08B18188 Araip.B08 18188 c (T)10gcttgcttttccattttctttctctcttctctc(T)1053 82660033 82660085 CCACTTAGGCCAGGATTTCA GCAGTGAAGAACAAAGCTTGC 189

Ai08B18189 Araip.B08 18189 p2 (AG)7 14 82671667 82671680 TGAGGATGGCAGAGATGTGA TTAACTTTTTCAAAACTACCTAACCAA 271

Ai08B18191 Araip.B08 18191 c (AT)9(AC)7 32 82675684 82675715 AGGAGGAACAAAGAAGGGGA GCCTAGTAGCGAGATGGAGC 248

Ai08B18192 Araip.B08 18192 p2 (AT)8 16 82682143 82682158 CAAGTCTCAAGCGTCCACAA TTCGAAATTCTTGGGCTTTG 247

Ai08B18194 Araip.B08 18194 p2 (CT)6 12 82687553 82687564 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGAGAGGGAGAGGATTTTCG 225

Ai08B18198 Araip.B08 18198 p2 (TA)10 20 82696823 82696842 TTTTGAGGGATAGGGCTTGA GCAAAATCAAACAGCAACGA 198

Ai08B18202 Araip.B08 18202 p4 (ATTT)6 24 82713736 82713759 CCATGATGGAGAAAGGGAGA TCTCTCCCCTCAATTTTTCG 131

Ai08B18203 Araip.B08 18203 p2 (CT)7 14 82718863 82718876 GGAACATTGAACCTGGAATTG GGGGTAATTTTGGGCTGAGT 216

Ai08B18206 Araip.B08 18206 c (T)10ctttctttttcttctctttttttctttattatttttgcccttttttttgaatttttttc(T)1180 82735924 82736003 GGATCCTCTTTACCCTTGCC TGGGATGAACCATATCTCTCTG 255

Ai08B18207 Araip.B08 18207 c (T)10ctttccttttcttctctttttttctttattatttttgccctttttttgaatttttttc(T)1078 82748175 82748252 TCTTTACCCTTGCCTTTTGG GGGTGCATATTTTTGAATTTGTT 278

Ai08B18209 Araip.B08 18209 p2 (CT)7 14 82765281 82765294 GGAACATTAAACCTGGAATTGA ACTAAAGCCAGGGGAGAAGC 166

Ai08B18211 Araip.B08 18211 p3 (AAC)5 15 82782042 82782056 TATTGCCTGGCACACTCTTG TGATGGACTTGTGGATGTGG 118

Ai08B18213 Araip.B08 18213 p2 (TA)6 12 82790514 82790525 CGCAGTTTTTCACGGTTTTT AGTAGGACGCTTCGTGGAGA 259

Ai08B18218 Araip.B08 18218 p3 (AAG)6 18 82841909 82841926 CGGTCTTAGGTGCCATCAAT TAGCCGAACCTAACCCCTCT 245

Ai08B18221 Araip.B08 18221 p4 (TTAT)5 20 82852932 82852951 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 278

Ai08B18229 Araip.B08 18229 p3 (GTG)5 15 82939077 82939091 AAGAATGGGGGTAAGGTTGG GGGGAAGAGAGTGGGTAAGG 182

Ai08B18230 Araip.B08 18230 p6 (AAAATA)5 30 82942347 82942376 CCAAAGTGCAAAATGCAGAA ATTTAAGTGTGCGGAGGTCG 203

Ai08B18231 Araip.B08 18231 p3 (GAA)5 15 82957985 82957999 TATCTCCCATGACTCGGAGG ACACAACCCTCTCTTCCCCT 242

Ai08B18233 Araip.B08 18233 p2 (GA)6 12 82965213 82965224 ACAGATGGAAGAGGGGGTTC CCCCCTTTTTCAAAATTTCTTT 199

Ai08B18234 Araip.B08 18234 p2 (AG)6 12 82965345 82965356 GAACACAGATGGAAGAGGGG TTTCTTATCTTTTTCAAAACCACC 265

Ai08B18235 Araip.B08 18235 c (T)11cgaaaacaaaggaaaaa(T)1240 82968593 82968632 CTATCCAGAAGGATTGGGCA CGGTTCATCTTGTTGCTCAG 278

Ai08B18237 Araip.B08 18237 p3 (AGA)5 15 82977453 82977467 TTGATAGAGGAAGGGAGGGG CGCGTGGATTCGAAAATATAA 262

Ai08B18239 Araip.B08 18239 c (TA)10(T)10 30 82984127 82984156 TACTTTGGGGCATCTTGTCC GTGGGAAAAGTGGGTTTTGA 226

Ai08B18240 Araip.B08 18240 p3 (CTT)5 15 82988499 82988513 ATGCAGGTTCAGCATCTCCT GGGATCATCTCAAGGAAGCA 273
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Ai08B18243 Araip.B08 18243 c (T)10ctccttttttttcgctattttttttctc(T)1048 82998996 82999043 ATCCACTGATGCTCAAAGCC TGGCCCTTGAAGAATAAGGA 280

Ai08B18244 Araip.B08 18244 p3 (AGA)5 15 82999897 82999911 CTCGAAGGTGGAAGCTTTTG CAAAATCTCTTTCCCACCCA 228

Ai08B18248 Araip.B08 18248 p3 (TTC)5 15 83038661 83038675 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 247

Ai08B18250 Araip.B08 18250 p3 (CAA)5 15 83045525 83045539 CTACAACCGAGGAGGCAGAG GAGGTGCTCTGTAAGGCTGG 116

Ai08B18254 Araip.B08 18254 p2 (CT)6 12 83061235 83061246 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGAGAGGGAAGTGAATTTTCG 232

Ai08B18257 Araip.B08 18257 p2 (CT)6 12 83080447 83080458 TTGTTTCTTATCTTTTTCAAAACCAA GGGGATAAGAGGAGGAGAGAA 218

Ai08B18258 Araip.B08 18258 p3 (TTC)5 15 83083181 83083195 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 170

Ai08B18260 Araip.B08 18260 p2 (AT)6 12 83088385 83088396 ACGATTTCCCGGATACGATT CTTGAGGCAACCCAAGAGAT 261

Ai08B18262 Araip.B08 18262 p2 (AC)6 12 83140161 83140172 TACAGCAGCTGGACCCTCTT GAAATTGGGGATTTTGGGTT 179

Ai08B18263 Araip.B08 18263 p2 (AC)6 12 83140434 83140445 TACAGCAGCTGGACCCTCTT TGACTTGTGATGGAGGCTTG 236

Ai08B18264 Araip.B08 18264 p2 (AG)6 12 83140646 83140657 CAAGCCTCCATCACAAGTCA CTTCCCCTCAGCAGTGAGAC 250

Ai08B18265 Araip.B08 18265 p2 (AG)6 12 83142323 83142334 CAAGCCTCCATCACAAGTCA CTTCCCCTCAGCAGTGAGAC 250

Ai08B18266 Araip.B08 18266 p2 (TA)15 30 83145282 83145311 TTCAGGATATGGACGACGAA CATTGTTTTCCCTCGCCTT 273

Ai08B18267 Araip.B08 18267 p2 (AG)10 20 83149426 83149445 AAGAGGAGGGGAAGCTGTTC CACCTTCCTCTCTCACCTGC 260

Ai08B18269 Araip.B08 18269 p3 (TAT)5 15 83174784 83174798 TTCACCACTTACTTTGGGGC GCTCATGAATTAAGTATGGGGAA 254

Ai08B18273 Araip.B08 18273 p2 (GA)7 14 83192336 83192349 CCTGGCTCCAATGATATGCT TTGGCCCTCCTACTCTCTCA 265

Ai08B18274 Araip.B08 18274 p3 (ATT)6 18 83195891 83195908 CCTTCCTTTCTTCACCCTCC TCATGGCATGTTCATCCAAC 226

Ai08B18276 Araip.B08 18276 p3 (AAT)14 42 83216395 83216436 GCAGCTATATGTATCTACCAAAACGA ATTCGTCCCTTGATGCTCAC 249

Ai08B18279 Araip.B08 18279 p2 (TA)37 74 83220383 83220456 GGCAGACTTGGAGAAATAGGG TATCAAGCCCCAGACTCGAC 181

Ai08B18282 Araip.B08 18282 c (T)12gaaatcattgttcaattgttcaatatttctctgtactttctcttaataataatatgcaaatatttttatg(A)1092 83244769 83244860 TAGAGGAGGGGAATGAGGGT CCCGGGTCTATGAGTCTTTTC 252

Ai08B18289 Araip.B08 18289 p2 (AT)6 12 83293658 83293669 ATGTGATGCAAAAGTGGGAA GGCTAAGGTAAGGGTGAGGG 151

Ai08B18297 Araip.B08 18297 p2 (AG)15 30 83368291 83368320 GGTGGCAATGCTTTTTGTCT TGGTTTTAAGGGCTATTGGC 241

Ai08B18300 Araip.B08 18300 p3 (GAA)5 15 83395430 83395444 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai08B18312 Araip.B08 18312 p2 (AT)6 12 83456120 83456131 CGGTGAAGCATTAGCAAAGTT TTTTATCTCATCTGTAACGACCCA 247

Ai08B18314 Araip.B08 18314 p2 (CT)6 12 83481159 83481170 TAGCATTAATGACCGCCCTC ATGTGTGTGCGACTGTGGTT 197

Ai08B18322 Araip.B08 18322 p3 (AGG)5 15 83510998 83511012 AGAGGAGGAGGATGAGGAGG ACCCTTTTCAAATTCACGCA 100

Ai08B18325 Araip.B08 18325 p3 (ATT)13 39 83517185 83517223 TTTAATGTTGTTTGCCGTGC CTTGGTTGGATTTGTTTGGT 268

Ai08B18326 Araip.B08 18326 c (CT)7tccttctcctccatcttcttcaatcgtcctttctctctttctt(C)1370 83517624 83517693 AGCACTACTGCAGCACCGT GATGGCAAAAAGAGGAACCA 192

Ai08B18329 Araip.B08 18329 c (T)10gttatacatataaaaagaagacg(ATA)548 83520310 83520357 GGAAGAAGAAAATGAAGAGTTTTGA AACTTTCTTTTGGGTGTCTTTGTT 253

Ai08B18330 Araip.B08 18330 p3 (TAA)5 15 83521614 83521628 ACATTTGGCGTGGTATGATG AGTTGTGAACGGATTGGAGG 249

Ai08B18337 Araip.B08 18337 p2 (GA)7 14 83563513 83563526 GGATTGGGTGGGAAAGAGAT AGGATCCCCACCTACCTCAC 129

Ai08B18338 Araip.B08 18338 p2 (AG)6 12 83566382 83566393 GAAAAAGAGGGAAGAGATTTTCG TCTTGTGAATCAAGTCAGTAATTGTG 279

Ai08B18342 Araip.B08 18342 p2 (CT)6 12 83573593 83573604 TCCCATTCCAACGTCTCTTC GGAGAATGGGTTGAGGACAA 248

Ai08B18344 Araip.B08 18344 c (GC)6ggatcgtccctgctgcatccacgcgtgagcgcgctgt(GC)661 83581401 83581461 ATTGCACTTCCGCAACTTCT GAGGAAGGAGAAAAGCAGGG 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B18345 Araip.B08 18345 c (AT)6aat(AATA)6 39 83581613 83581651 CCTGCTTTTCTCCTTCCTCC TGCAAAGAATAAAAGTATGCAAATG 246

Ai08B18346 Araip.B08 18346 p4 (TAAA)6 24 83583214 83583237 TTTGATTTGGGAGAGTTGGG CTTGTGGCATTTTTGTCCCT 197

Ai08B18347 Araip.B08 18347 p2 (AG)7 14 83587657 83587670 AGAGTGGGTGGAGGTGATTG CGCCAAAATAGTGCAGGAAT 191

Ai08B18348 Araip.B08 18348 p2 (GC)6 12 83594981 83594992 TGGGAATACCTCAATGGGTG CACACAATTCACGACATCGAA 279

Ai08B18349 Araip.B08 18349 p2 (AG)6 12 83595586 83595597 CCCAGATCCAAGTCCAGAAA AACCTGAGAGGAAGTTGAAATCC 198

Ai08B18353 Araip.B08 18353 p2 (TA)13 26 83627400 83627425 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 174

Ai08B18356 Araip.B08 18356 p2 (CT)14 28 83657487 83657514 AGATCTGTGAACCCCACAGG TGGAAAGAGAAGGGAGGGTT 268

Ai08B18359 Araip.B08 18359 c (A)11ggaattgatatgaatagcaaatagaatatatttttattttttttatttatttattta(T)1280 83732244 83732323 TTGGCATATGACCCCAGAGT CAATTGGCTAGAGCGTTGGT 236

Ai08B18360 Araip.B08 18360 p3 (TCC)5 15 83736312 83736326 CAGAGCTCATGAATGGCAGA CTTACTTGGTGTGGCCGAAT 182

Ai08B18363 Araip.B08 18363 c (T)11gttgaaaaaataagagtagatgaacatataatcaattcttcatctttatgaatatttttaagtaattg(T)1190 83762972 83763061 CAGCATTCATTCAGATTTGTAATTGT AGAGCCCGTGTCATAAATCAA 280

Ai08B18365 Araip.B08 18365 p2 (CT)6 12 83775700 83775711 GGCACTCAAAGGGGTGTTTA AGGAGTGGTGGAGGTGATTG 211

Ai08B18367 Araip.B08 18367 p2 (AG)6 12 83845871 83845882 ATAGGTCAGGGGTTTTTGGG CGCTAGAAATGGGCAGTAGC 207

Ai08B18370 Araip.B08 18370 p2 (AT)6 12 83873270 83873281 TTGCCAGGGATTATTTGAGC TGGGGTATTTTTGTCCCCTT 173

Ai08B18373 Araip.B08 18373 p2 (AT)6 12 83891285 83891296 TTTCGAAAATCCTCACCCAC CCATGATGGAGAAAGGGAGA 207

Ai08B18379 Araip.B08 18379 p2 (CT)6 12 83915643 83915654 ATTGCAGAAAATGCTCCCAG AAACCTGGGATCGAGAGTCA 230

Ai08B18382 Araip.B08 18382 c (T)11gcctata(T)10 28 83920173 83920200 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGCA 268

Ai08B18383 Araip.B08 18383 p3 (GAA)5 15 83921865 83921879 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 246

Ai08B18384 Araip.B08 18384 p2 (AG)6 12 83926145 83926156 AAAAAGGGGGAAGGGATTTT CCTTGTGATTTCTTGTGAATCAA 273

Ai08B18385 Araip.B08 18385 p2 (TA)6 12 83932895 83932906 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai08B18386 Araip.B08 18386 p2 (AG)10 20 83938212 83938231 TGTGGGGTCACAGATCTCAA CGCGACACACAGCACTTAAT 221

Ai08B18388 Araip.B08 18388 p3 (TTC)8 24 83942434 83942457 AAAAACCTGGATCTTGGCCT TTTGCTTCAAACGCAAACAC 252

Ai08B18389 Araip.B08 18389 p2 (AT)16 32 83942591 83942622 TTAGAGTGAGCGGGTTTGTG TCATGCATTGAATGTTAAACCA 194

Ai08B18390 Araip.B08 18390 p4 (AAAT)6 24 83950426 83950449 TCCTTGTCAAAATTTCCTAACCA CTGGACTGTTCATTTCCGCT 178

Ai08B18393 Araip.B08 18393 p2 (AT)14 28 83966688 83966715 AGACGCAAGGGTTAGCCATA TTTCAATTGAGTGGTTGCACA 206

Ai08B18394 Araip.B08 18394 p4 (TTTA)5 20 83974701 83974720 TGCAAATGCAATAGACAAAAGAA TGGATTCGCACCCTATTTTT 212

Ai08B18396 Araip.B08 18396 p3 (AAT)5 15 83992729 83992743 TCTGGGAAAACTGTGGGAAC TTGGGGTAATTTTGTCCCTTT 235

Ai08B18400 Araip.B08 18400 p4 (TTTA)7 28 84050470 84050497 CCAATGGAGGGTATGCAGAT TCCTAACCTCTTTCTCTCTCCTCA 254

Ai08B18402 Araip.B08 18402 p2 (AG)6 12 84062049 84062060 TGTGAAGGGTATTTGGGGAA AAGAAGCATCAGACTGGCGT 280

Ai08B18404 Araip.B08 18404 p2 (TA)8 16 84068565 84068580 GCTAAGCCAAGCAAGGAGAA ACCTAGTGAGGGTTCGGTCA 278

Ai08B18407 Araip.B08 18407 p3 (CAA)6 18 84106709 84106726 AGTCCAACCCCTTTCCTCAC GGTGAGTTCCCCTTCTCCTC 253

Ai08B18408 Araip.B08 18408 p2 (TA)11 22 84111868 84111889 TTGTTTGAAGCAACCCAAGA GCCTCTGCTTTCTACTCGCA 234

Ai08B18410 Araip.B08 18410 p2 (AG)6 12 84139452 84139463 GAAGGAGATGAGGGAGAAGGA TTCCTATCTTTTCAAAATTTGTTTCA 231

Ai08B18415 Araip.B08 18415 p3 (ATA)6 18 84190369 84190386 GGTGCTAAGCTGCACCAGTA CGGTTGGCAGTTTTGATTCT 218

Ai08B18419 Araip.B08 18419 p3 (ACC)5 15 84200270 84200284 TATTGCACCACTCCTCTCCC TTGTGTTAGCCACTGCAAGG 258
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Ai08B18425 Araip.B08 18425 c (A)11tattttgaaatccttattttctttttcctatatgttttttc(A)1062 84241837 84241898 TTTGGACAACTGACGGTTCA TGCAATTGACACCAAACTTGA 264

Ai08B18426 Araip.B08 18426 c (CT)6aattttcgaaaatatctcccctctttttcaaaatttctttttaattaactaattatttta(T)1082 84242896 84242977 TTTCTTATCTTTTTCAAAACCACC GATGAGGGAGAAGGATTTTCG 207

Ai08B18427 Araip.B08 18427 p3 (TCT)6 18 84245642 84245659 CCCATAAACACTCTTCCCCA TATCTCCCATGGCTCAGAGG 244

Ai08B18430 Araip.B08 18430 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattcttatatttatttttggtttt(A)10101 84273263 84273363 TGTTTCTTAACTTTTTCAAAACTACCT GGGCTGAGATGTGAGATGAGA 280

Ai08B18431 Araip.B08 18431 p3 (TAT)5 15 84273607 84273621 TCTCAGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 169

Ai08B18436 Araip.B08 18436 c* (A)11(AT)32* 74 84377983 84378056 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 274

Ai08B18437 Araip.B08 18437 p2 (AT)6 12 84378299 84378310 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 205

Ai08B18438 Araip.B08 18438 p2 (AG)6 12 84388480 84388491 CCCACCAACAAAAGCAGAAT TTAATGCACTATGACGCGGA 280

Ai08B18439 Araip.B08 18439 p3 (TTC)6 18 84394268 84394285 CACCCACCTCACCATCTTCT CGGTCTTAGGTGCCATCAAT 180

Ai08B18440 Araip.B08 18440 p2 (CT)7 14 84405327 84405340 TCTTTCCCCCTTCTCCTTTC AGTTGCCCGCAATTTATACG 166

Ai08B18442 Araip.B08 18442 p4 (TTTA)7 28 84423597 84423624 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 257

Ai08B18444 Araip.B08 18444 p3 (AGA)6 18 84426303 84426320 GGACTTGTCAGCCACCTTGT AACCACATCTCCCTCTCCCT 104

Ai08B18445 Araip.B08 18445 p2 (GA)6 12 84427700 84427711 GGATCCCTTTGTGAGTGGAA CACATTTTCAAAAACCAATTTTCA 206

Ai08B18446 Araip.B08 18446 p2 (GA)6 12 84427872 84427883 GAGAGAGAGAGAGGGAATTTTCG TTTCTTAACTTTTTCAAAACCACC 216

Ai08B18449 Araip.B08 18449 p2 (AG)10 20 84446811 84446830 CAACCCACCAGGATATGGTC CGTTGGATCCTTACGTCGAT 261

Ai08B18454 Araip.B08 18454 p4 (ATAG)10 40 84475397 84475436 CGTCACCAAATATTACGGCA GCTCTCCATTCATCCCTTGT 275

Ai08B18459 Araip.B08 18459 p3 (AGA)5 15 84479291 84479305 CAGCAACCAAACTCTCTCCC ATTAGCAATGTGGAGGTCCG 158

Ai08B18460 Araip.B08 18460 p2 (TA)7 14 84482666 84482679 GAGCTGCTCAGATTCGGTG TTGTAGCATGCGGAAGAGTG 263

Ai08B18461 Araip.B08 18461 p2 (TA)7 14 84486225 84486238 TTGCCATTAGTTCCGTTCAA GAAGCCAGAAAATGATGGGA 247

Ai08B18462 Araip.B08 18462 p2 (GC)6 12 84492312 84492323 ACATGTACCAGAAGGGCAGG AAGCATTTTCGACCATCCAC 242

Ai08B18463 Araip.B08 18463 p3 (GAA)5 15 84500711 84500725 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 246

Ai08B18464 Araip.B08 18464 p3 (AAT)6 18 84503580 84503597 TTATTTTCGGCTGCCATCTC CCCCTTCCTTTCTTCCACTC 254

Ai08B18471 Araip.B08 18471 p2 (GC)6 12 84572781 84572792 ATAGCACACATACGCGTGGA GGAGAGTGCCCTGTTTTTGA 217

Ai08B18473 Araip.B08 18473 p2 (AT)8 16 84594671 84594686 CGATGTGGGGTGCTAGTTTT AGTCGCAGAATGAAAAGCGT 237

Ai08B18475 Araip.B08 18475 p2 (TA)8 16 84598584 84598599 AATGGACATCCCAAAGCATC TGTTCTTCTTTGGTCGCTCC 278

Ai08B18482 Araip.B08 18482 p3 (AAC)6 18 84607760 84607777 CAACCATCGTCCAAAGTTCC TCTCCCGAATTGAGGATGAG 256

Ai08B18483 Araip.B08 18483 p2 (TC)6 12 84608383 84608394 CGCGATTTCAGTAGCAAAGC CTTAAATGCACAGCCGAACA 207

Ai08B18484 Araip.B08 18484 p2 (AC)6 12 84613418 84613429 TTTGTTGATGGTTATGCCGA TTGGAAGAGTTGCATAATGTCC 278

Ai08B18485 Araip.B08 18485 p3 (CAA)5 15 84613908 84613922 TCTCCATCACAGCAGCATTT TGGGGAAAGAAAATGAGAATG 238

Ai08B18486 Araip.B08 18486 p3 (TTC)5 15 84614414 84614428 ACCCTAGGAAGGAGTAGCGG AAGGATGAGGGAGGCTCAAT 222

Ai08B18492 Araip.B08 18492 p2 (GA)7 14 84630916 84630929 GAAGGAATAGAGGATGGGGG ATCCCTCCCTACCCTCGTTA 238

Ai08B18494 Araip.B08 18494 c (T)10ctatatattttttttctttttttttgtatatatatattttttcttttattattc(TA)8t(TA)24129 84634008 84634136 TTGTCCCCTTCTTTTTGCTTT TTGGGAGGGAATAAAAAGGTA 280

Ai08B18495 Araip.B08 18495 p2 (AT)11 22 84645717 84645738 TTGGGGTAATTTTGTCCCCT TCATGATAATGCAACGGGAA 152

Ai08B18496 Araip.B08 18496 p2 (GA)6 12 84648426 84648437 ATTTGCAACATCCACAAGCA TCCTTCTTCCTTCTATCTCCCC 236
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Ai08B18498 Araip.B08 18498 c* (AT)10(T)10* 29 84675886 84675914 TTTTTACTCCTCCTGCCACG CGCGGTATGATCGTTCTTTT 193

Ai08B18499 Araip.B08 18499 p2 (AG)6 12 84696093 84696104 TACAGAAAATACCCCCAGCG GAAGAAGATGAAATCCCAATCC 240

Ai08B18501 Araip.B08 18501 p2 (AT)6 12 84709332 84709343 ATGGGTTTATCAACCTCCCC TTTTTCTCCCCCATCTCAAT 271

Ai08B18504 Araip.B08 18504 p3 (TTA)5 15 84729418 84729432 TTGACCTTCCTTTATCCAGCA TATTCAAACCTCGGGTCGTC 263

Ai08B18505 Araip.B08 18505 p2 (TA)9 18 84734533 84734550 TGCTCTTGTTTTGGTAGTTGC TCCAATTGGGTGGTACCCT 262

Ai08B18507 Araip.B08 18507 p5 (ATAAG)5 25 84749019 84749043 AGCCTAATAAAGGGCCCAAA GGTACCTGCAAGAGACTCCG 274

Ai08B18509 Araip.B08 18509 p5 (AAGAT)5 25 84768168 84768192 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 177

Ai08B18513 Araip.B08 18513 p3 (TTC)5 15 84796919 84796933 TTGGGTTACCTCCCAACAAG GGCCAAGACAAGGGACAATA 140

Ai08B18514 Araip.B08 18514 p2 (AC)7 14 84807312 84807325 CTCACCCACAGCTCACACAC AGTCTTCCTCCTCCCTTGGA 215

Ai08B18515 Araip.B08 18515 p2 (AG)6 12 84807674 84807685 TCCAAGGGAGGAGGAAGACT GCAGTGACAGGAACGACAGA 276

Ai08B18518 Araip.B08 18518 p2 (GT)7 14 84824088 84824101 GATCGCGCTCTCTCATCTCT TGAATACCCTCACTTTCGCC 237

Ai08B18520 Araip.B08 18520 p3 (AGA)5 15 84829728 84829742 AGTGGTCTTGATGGGCTTTG CTCTACACTCCTCTTGGCCG 266

Ai08B18525 Araip.B08 18525 p2 (TA)7 14 84846191 84846204 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 234

Ai08B18528 Araip.B08 18528 p3 (AAT)16 48 84853626 84853673 GGAAGCATGCTCATGTGAAA TGCACTTGGGGAATTTTTGT 152

Ai08B18529 Araip.B08 18529 p2 (GA)6 12 84864599 84864610 TGGGAGAGGAGGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 261

Ai08B18534 Araip.B08 18534 c (TA)8tgactataaaataatgaacttctaactaaattattattagatagggta(AG)676 84877634 84877709 CAAAGTCAACGCAAAACAAAA TTGAATACACAAAGCCTTTTCTC 192

Ai08B18535 Araip.B08 18535 p2 (TG)6 12 84886440 84886451 GAGCTGAAGTGGGGAGTGAA GGGCGTTAGCGTTAAAGGTT 210

Ai08B18536 Araip.B08 18536 c (T)10attaggtgggtagcgtcctcggtttcatgctcacagagacagcaaagagggtcttcaaggataacccc(T)1088 84892839 84892926 ACAAAGAACATTCGCTGCAT ACGAAGAATGGAGTGGTGCT 254

Ai08B18537 Araip.B08 18537 p2 (AG)6 12 84920807 84920818 TTCGACATCATCATCATCCG GAGGTAATGCGTTTGAGGGA 218

Ai08B18539 Araip.B08 18539 p2 (AT)6 12 84931822 84931833 CGCACTACTTCAGCCAAACA CTTCTTGAACAGGTCAGGGC 229

Ai08B18540 Araip.B08 18540 p3 (TTC)5 15 84937876 84937890 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 178

Ai08B18542 Araip.B08 18542 c (T)10ctttttcgtttttccaaaattatttt(A)1147 84948447 84948493 TCGAGTTTGGACAACTGACG AATAGCCAGCCAAGCTTCAA 242

Ai08B18545 Araip.B08 18545 p3 (CAT)5 15 84967315 84967329 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262

Ai08B18550 Araip.B08 18550 p5 (TTATC)5 25 85015401 85015425 ATCCGACTTGTTGAGCTTGG GGATAAGCTGACCTCACCCA 242

Ai08B18552 Araip.B08 18552 p2 (TA)26 52 85062911 85062962 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 237

Ai08B18554 Araip.B08 18554 p3 (GGA)5 15 85069147 85069161 GAGTGCAAGGCCATTGATTT AGAGCTCATGAAGGGCAGAA 198

Ai08B18555 Araip.B08 18555 p2 (GA)7 14 85074031 85074044 CTCCTCACCCAACCTAGCAG CCACGACTCAGTCTCCCTCT 225

Ai08B18557 Araip.B08 18557 p2 (GA)7 14 85078262 85078275 CTCCTCACCCAACCTAGCAG CCACGACTCAGTCTCCCTCT 225

Ai08B18559 Araip.B08 18559 p2 (TA)6 12 85098739 85098750 TTCTAGCCGACCTTTGCTTC GGTGACGAGACGCTACGAAT 239

Ai08B18565 Araip.B08 18565 p2 (AT)9 18 85111971 85111988 GAAGGTCAAGGATGCACGAT CGAGAGACACCTCGGTAAGC 274

Ai08B18570 Araip.B08 18570 p2 (TG)6 12 85140909 85140920 TCATATCCAAAAGCAAAAGCAA CAGGATAAAGCCAGGGAACA 172

Ai08B18572 Araip.B08 18572 p2 (GA)7 14 85151106 85151119 GATGAGAGAGAAAGAGGATTTTCG TTGATTTTCAAAGTTTGTTTCAACT 262

Ai08B18574 Araip.B08 18574 c (T)10ggatttttgtatatttttttcgaaaaaacatataggaaaaagaaaataaggatttcaaaaa(T)1081 85151838 85151918 TGCATGCAAGAATGCTATGA TAATTGGAATGTCAGCCGTG 261

Ai08B18575 Araip.B08 18575 c (T)10ggttttcactgcttctcaaccatattctattttgtttagcttgcaactttgaattttaattttaagaa(CTT)593 85158271 85158363 GAGTTTGGTACTTTGAGGGGA CCCCTAATGAAAGTGGGGTT 268
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Ai08B18577 Araip.B08 18577 c (T)11ggttttcactgcttctcaaccatattctattttgtttagcttgcaactttgaatttcagttataagaa(CTT)594 85172953 85173046 TGGTACTTTGAGGAGACTTTTTGA CCCCTAATGAAAGTGGGGTT 264

Ai08B18580 Araip.B08 18580 p2 (TA)7 14 85182451 85182464 GAAACTTGAACTTTGGGGCA AGCCAGCATTGATGTTCTTG 159

Ai08B18583 Araip.B08 18583 p3 (AAG)5 15 85188448 85188462 CCACTCAACAACTGGAGCAA TTTCAAACGTCTTGGAAGGG 275

Ai08B18585 Araip.B08 18585 p2 (TA)6 12 85190627 85190638 CACCACCTTTTCCGTTGTCT GCATGCTGAGATGTGCAAGT 195

Ai08B18586 Araip.B08 18586 p3 (AAG)5 15 85194350 85194364 AACCCCAGTGGACAAGACAG TTCAAACATCTTGGAAGGGG 154

Ai08B18587 Araip.B08 18587 p2 (TA)7 14 85196560 85196573 CACCACCTTTTCCGTTGTCT TGCTGTTGATTTGGGAATGA 129

Ai08B18590 Araip.B08 18590 p2 (AG)6 12 85227101 85227112 CTGAAAGGTGCTTGCTGGAT CCTCACTCACCAAAAATCCG 257

Ai08B18591 Araip.B08 18591 p2 (AG)6 12 85227322 85227333 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ai08B18592 Araip.B08 18592 c (T)10gaaa(T)10 24 85255347 85255370 AGCCAGTCAGGCTTCAACAT AGTTTTTGGCACTGTTGCCT 272

Ai08B18594 Araip.B08 18594 p3 (TAA)5 15 85284213 85284227 TCATGGGGGAATCATCCTAA TGGAGGACCTTGCTTCAGTC 229

Ai08B18595 Araip.B08 18595 p2 (TA)10 20 85321435 85321454 ATTTGGGATTGCTACTTGCG TTATCTGATAGGCATGGGGC 183

Ai08B18596 Araip.B08 18596 p2 (AT)7 14 85325484 85325497 AAAGTCGCATAAAAGCGGAA CGGTCTAAACTCTGCGAACTG 166

Ai08B18597 Araip.B08 18597 p3 (ATA)14 42 85325672 85325713 CAGTTCGCAGAGTTTAGACCG CTGAGCCTTGCGCTTTTAAT 270

Ai08B18598 Araip.B08 18598 c (AT)10g(TA)6tg(TA)13tg(TA)1899 85326028 85326126 AGGCTGACCGGAGAATATCA GTGAAGTGGGTCTTTTGGGA 267

Ai08B18600 Araip.B08 18600 p4 (AATA)5 20 85338422 85338441 TGAAGCAAGAAAAAGCAGCA ATCCACTGATGCTCAAACCC 224

Ai08B18601 Araip.B08 18601 p2 (AT)10 20 85353367 85353386 TAGAAGCGGAAAACGGAAGA TTATCCGCTCATCATCCCTC 216

Ai08B18602 Araip.B08 18602 p2 (AG)6 12 85357712 85357723 AAAGGTGCAACCATGAAAGC GTTCCCAGCGATTTCTGAAG 214

Ai08B18605 Araip.B08 18605 p2 (AC)8 16 85366060 85366075 CATGCAGACTATGCACCCC GCTCAAGTGATGTGGTGAGTG 279

Ai08B18606 Araip.B08 18606 p3 (AAT)10 30 85367287 85367316 TTGTGGCTCTTGCCTCCTAT AGTGCTGAGGAAGTTCGAGG 141

Ai08B18608 Araip.B08 18608 p2 (CT)9 18 85402773 85402790 AGTCCTTGACCCCTCAGGAT AGATATGTGGTTCGGCCAAG 207

Ai08B18611 Araip.B08 18611 p2 (TA)12 24 85420031 85420054 TCTGACATGTCCGGTAGCAA GGTAGCTGCAATAGCTTGCC 213

Ai08B18612 Araip.B08 18612 p2 (AG)6 12 85424309 85424320 GCAATGGCAACTTAAATCAAGA AGGGAGCTCGCATATTTTCA 279

Ai08B18614 Araip.B08 18614 p2 (AG)6 12 85429464 85429475 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai08B18615 Araip.B08 18615 c (TCT)5ttctccgtgcc(TCT)1262 85432505 85432566 TCCACATACAAGCATTTTCCC GGAGGAAGAGGTGGTGTTGA 186

Ai08B18622 Araip.B08 18622 p2 (TA)6 12 85474489 85474500 ACTAGAACCGCATCGTTTGG GCATGTAATGCAAAAGTGGG 263

Ai08B18625 Araip.B08 18625 p2 (TA)6 12 85485712 85485723 CAAGGACATGGGTTTTGTCC TAGCTCTGGGTTGCATCAAG 233

Ai08B18626 Araip.B08 18626 p2 (TA)9 18 85492136 85492153 TTTGTCCCGCTTGCATATTT TAGCTCTGGGTTGCATCAAG 269

Ai08B18630 Araip.B08 18630 p2 (GC)6 12 85510177 85510188 GGGTCGAAGTGCAGAAGAAG GTTGTGCCCATATTGTGCTG 260

Ai08B18631 Araip.B08 18631 c (T)10gaaaaca(T)1027 85518386 85518412 GGGTCAGGCATGGCTTAATA TTTCAAAATTTTCTCCTTTGTTTTC 226

Ai08B18633 Araip.B08 18633 p2 (CT)6 12 85536645 85536656 TGTTTAACGCCAGAAAAGGG GGAGGGAAGGTGGTTTGAAT 267

Ai08B18636 Araip.B08 18636 p4 (TAAA)5 20 85560523 85560542 GGGTTCGAATTTTGAGATGAA TCGAAAATCCCTTCCCTCTT 195

Ai08B18639 Araip.B08 18639 p2 (AG)6 12 85569162 85569173 TTTCTGGGCTGTTTTTGACC CCTGTGATTGTAGAAGCAATCC 225

Ai08B18643 Araip.B08 18643 p2 (AG)6 12 85585378 85585389 CTGGGCTATTTTTGACCCAA CCTGTGATTGTAAAAGCAATCC 222

Ai08B18644 Araip.B08 18644 p2 (AT)15 30 85627806 85627835 CTTGGAACAGGCTCACTATTCA TAGCTCTGGGTTGCATCAAG 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B18645 Araip.B08 18645 c (T)11caataactcttctccttattcgcacatttagcttgcatctgcatttgcatatttttatttcg(A)1184 85633809 85633892 CACACAAAGCCGAAGACTGA ATTCATTCTGAGCCACCTGC 254

Ai08B18646 Araip.B08 18646 p2 (TA)6 12 85651029 85651040 TTTAACAGAATCACAACAATCCA CGAGTTGTGTGTTCTTTGGC 202

Ai08B18647 Araip.B08 18647 p2 (TA)7 14 85652281 85652294 TGCAAGTTTGCAAATTCCTTT CATGTCCTCATGCTAAATCCAA 256

Ai08B18649 Araip.B08 18649 p3 (CAG)5 15 85681783 85681797 CTCATTCCCAGTGCCAATCT ATGAACCGGAAAAGATGCTG 172

Ai08B18651 Araip.B08 18651 p2 (CT)6 12 85689148 85689159 TTCCATTTCTCCCTCTCCCT AGCACTGAGGTGGAGATGCT 250

Ai08B18652 Araip.B08 18652 p3 (CAG)5 15 85691844 85691858 CCACTGCTAGATGACGACGA GCTGCTCAAGTAAAGTGGGG 160

Ai08B18653 Araip.B08 18653 p2 (TA)17 34 85692781 85692814 ATCGAGGACGATGCTTGACT TCCAATCACAATCAAAGCCA 271

Ai08B18655 Araip.B08 18655 p3 (GAA)5 15 85700835 85700849 CTCGAAGGTGGAAGCTTTTG ACACAACCCTCTCTTCCCCT 230

Ai08B18658 Araip.B08 18658 c (T)10cgccccttc(T)1130 85744771 85744800 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 241

Ai08B18659 Araip.B08 18659 c (T)10gta(T)10 23 85750524 85750546 GCATATGCAAGTGACACCAAA AAAGCTTGGCTGGCTAGTGA 239

Ai08B18660 Araip.B08 18660 c (T)10cgaaaacaaaggagaatttttgaaaaa(T)1047 85750913 85750959 CAGCAGCAGGTGGATTAACA TTTGGACAACTGACGGTTCA 277

Ai08B18661 Araip.B08 18661 c (T)10gtatactatagctactgtatataagtgtagccttaggtccctcattgtttttttttattttc(TA)990 85763072 85763161 ACGCTTTTCAACGCTAGTGC CAATTCATTCAAATAAAAATGCAAA 270

Ai08B18662 Araip.B08 18662 p2 (AC)6 12 85780873 85780884 ACGTTTTGACCCAGTTTTCG TCTTCTGTGGAGGTAATGACTCTT 227

Ai08B18663 Araip.B08 18663 c (T)10cgcctattttttttccc(T)1037 85787054 85787090 TATTTGCCCTTGCCTTTTTG TGAAGCAAGAAAAAGCAGCA 174

Ai08B18664 Araip.B08 18664 p3 (AGA)5 15 85787987 85788001 CGGTCTTAGGTGCCATCAAT CACATCCAGACACACATCCC 152

Ai08B18666 Araip.B08 18666 p2 (AG)6 12 85791239 85791250 TCGAATTTGGGTGAGATGAA TTGTTTCCTATCTTTTTCAAAACTACC 278

Ai08B18669 Araip.B08 18669 p2 (CT)6 12 85802120 85802131 TGAAATGAAGAAAACGAAGGAA GTCCAAATCCAAGCCAGAAA 204

Ai08B18671 Araip.B08 18671 p2 (AG)7 14 85811538 85811551 AGGCTGGAGAATGAGGGAAT CAATTCCAACATGGGATTCA 271

Ai08B18672 Araip.B08 18672 p5 (ATTTT)5 25 85814209 85814233 TGAGTTCAAGCACAAGCCAC GCAAAATGCGTATGCTGATG 219

Ai08B18673 Araip.B08 18673 p3 (ACA)5 15 85837000 85837014 TGGCAGCTGCACATAACTTC TGCCTTAGGTGAGGTGCTCT 214

Ai08B18675 Araip.B08 18675 p2 (TA)18 36 85861040 85861075 GGGAAAACTTGGTTCATTGG TTCACTTTGGGGCATTTTGT 278

Ai08B18676 Araip.B08 18676 p2 (AG)6 12 85869878 85869889 TTATGGGCTGTTTCTGACCC TCCTAAATCCTAGAGAGGGGAGA 168

Ai08B18681 Araip.B08 18681 p2 (TA)6 12 85892252 85892263 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 201

Ai08B18683 Araip.B08 18683 p2 (CT)6 12 85903110 85903121 AGCAGCCTGGCATTTAACAC GGTGAGGTAGGTGGGGTTTT 255

Ai08B18686 Araip.B08 18686 p2 (TC)6 12 85934030 85934041 CCACTCCTTCTTCCTTCCCT CAAGAAGTACGAACAGCGCA 155

Ai08B18689 Araip.B08 18689 p2 (CT)8 16 85945698 85945713 TTGTTTCTTATCTTTTTCAAAATAACC AGGAGAGCAGAGATGTGGGA 279

Ai08B18691 Araip.B08 18691 p3 (GAA)5 15 85960260 85960274 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai08B18692 Araip.B08 18692 p3 (AAT)5 15 85961660 85961674 TATTTTTGGCTGCCATCTCC TCGTCTCACATCTCTGCTCC 258

Ai08B18693 Araip.B08 18693 p2 (AG)6 12 85961967 85961978 GCAGAGATGTGAGACGAGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 261

Ai08B18700 Araip.B08 18700 p3 (AGA)5 15 86002683 86002697 AGGAGTCTCCAACCTTGGGT CCACAAGTCTGAGCCCTCTC 169

Ai08B18704 Araip.B08 18704 p2 (AT)7 14 86036157 86036170 TTAGGGTTGTAATGGGGCTG GGGGACAAAATTATCCCAATG 253

Ai08B18706 Araip.B08 18706 c (T)10ctttttc(T)12 29 86043169 86043197 TGGGGTAATTTTGTCCCCTT TTAATGGGTAACGTCGGGAA 204

Ai08B18709 Araip.B08 18709 p2 (TA)7 14 86073364 86073377 GCATGTCCTCATGCTAAATCC TTTCTTTCCCATCTCATTTGC 243

Ai08B18713 Araip.B08 18713 p3 (AGA)5 15 86119123 86119137 AGGAGTCTCCAACCTTGGGT CTTACCTTCTCCACCCCACA 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B18714 Araip.B08 18714 p2 (TC)6 12 86121929 86121940 TCGCGTATTTTCACCTTTCA GATGGAAGCAATGGCAACTT 280

Ai08B18716 Araip.B08 18716 p2 (TA)6 12 86174980 86174991 TGCTTTTCAATCCCATTTCA GGTTTATCAACCTCCCCACA 278

Ai08B18719 Araip.B08 18719 c (T)10cgccta(T)10 26 86210897 86210922 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 210

Ai08B18720 Araip.B08 18720 p3 (AGA)6 18 86211531 86211548 TTAGAATGTTGCTCGCCCTC ACAGGATCCCCACCTACCTC 246

Ai08B18726 Araip.B08 18726 p2 (AG)6 12 86242303 86242314 AAAATAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 204

Ai08B18728 Araip.B08 18728 p2 (AG)6 12 86250729 86250740 AAAATAAAAGAACATTAAACCTGGGA GGCCCAGATCCAAGTACAGA 204

Ai08B18732 Araip.B08 18732 p2 (CT)11 22 86274477 86274498 CAGAAGCATGAAATGGGTCA GGGAAGAAGAAAAGAAAACCTTG 263

Ai08B18733 Araip.B08 18733 c (T)10gta(T)10 23 86278578 86278600 AGGCCCTCCTATCCACTGAT TTGGCTCTTGAAAGAATGATGA 276

Ai08B18735 Araip.B08 18735 p2 (AC)6 12 86285381 86285392 AGTTTTCCCAATTCCCAACC GAGATGCAACTCCGTTCACA 185

Ai08B18736 Araip.B08 18736 p2 (AG)6 12 86304351 86304362 GGAGAATGGGGGAATCAAAT AACCAAATTGGCAACATGAA 240

Ai08B18740 Araip.B08 18740 p3 (GAA)5 15 86350021 86350035 AACCCACCAGAACACACCTC TGCAAGTTGTGGAAATGGAA 174

Ai08B18742 Araip.B08 18742 p2 (CT)6 12 86365276 86365287 AACCTGATGGTGACGAGAGG ATTCCCAAATCCCAGAAACC 213

Ai08B18743 Araip.B08 18743 p4 (AAAT)5 20 86374445 86374464 ATGGGAAAATTGTGGGAACA TTGGGTTAATTTTGTCCCCTT 207

Ai08B18746 Araip.B08 18746 p2 (CT)9 18 86380718 86380735 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 251

Ai08B18747 Araip.B08 18747 p2 (AT)7 14 86383399 86383412 GGGAAATTGTGGGAACAAAA CCCAGAATTCCCTTTTTCAA 262

Ai08B18748 Araip.B08 18748 p2 (TA)6 12 86383974 86383985 TTTTCATGTTCCCTGCCTTC GGTTTATCAACCTCCCCACA 273

Ai08B18749 Araip.B08 18749 c (A)12cctacgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaagaatagt(AGA)592 86393342 86393433 CCCTTGAGATGAATCTCTCCC CAAAATCTCTTTCCCACCCA 233

Ai08B18754 Araip.B08 18754 p3 (GAA)5 15 86425325 86425339 TCCTTGTCTTCCCTTTCCCT ACACAACCCTCTCTTCCCCT 216

Ai08B18756 Araip.B08 18756 p2 (AG)6 12 86439244 86439255 AAAATAAAAGAACATTAAACCTGGGA AAATGCACCCATTCAAGGAG 155

Ai08B18757 Araip.B08 18757 p2 (AT)6 12 86456816 86456827 GTTAAACGCCCAAAACAAGC TTGAAAAGGAATTGAAGAAGATTTG 234

Ai08B18760 Araip.B08 18760 p2 (AT)15 30 86473358 86473387 TGGGAATATTGTGGGAACAAG GAATCGGGGTAATTTTGTCC 193

Ai08B18767 Araip.B08 18767 p3 (ATA)7 21 86570913 86570933 AAGTTGTTTGAAAAGGCCCC TGGCCCAGGAAACTAAAATG 207

Ai08B18769 Araip.B08 18769 p2 (GA)8 16 86598588 86598603 ACGGAGAAGGAGAGTGGGTT CCTTCTTCTCTCTCCAATTTTTG 271

Ai08B18774 Araip.B08 18774 c (CT)7aattttcgaaaatatctcccccctttttcaaaatttctttttaattaactaattatttcaattt(A)1189 86612224 86612312 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTGGTGTGAGGAGGAGATG 278

Ai08B18775 Araip.B08 18775 c (CT)7gagttcagattttttttcttcttttcttctactaacacaaggacctctatactgtagtataaaggatccatattattatta(T)11106 86612473 86612578 ATCTCCTCCTCACACCACCA TGTCCTTGCTCCTGCTCATA 184

Ai08B18776 Araip.B08 18776 p3 (TTC)5 15 86618329 86618343 TTCAAAACCAATTTCCCACC CGGTCTTAGGTGCCATCAAT 277

Ai08B18778 Araip.B08 18778 p2 (AG)6 12 86629281 86629292 ATAGGTGAGGGGTTTTTGGG TAAACACCAGAAAGGGGCAG 210

Ai08B18779 Araip.B08 18779 p2 (AT)7 14 86637781 86637794 TGGAAAATTGTGGGAACAAA CCCAGAATTCCCTTTTTCAA 272

Ai08B18782 Araip.B08 18782 p5 (AAAAT)5 25 86662326 86662350 TGGCTATCCTTACTGGCGTT GAGCAAGAGTGCTCAAGGCT 280

Ai08B18783 Araip.B08 18783 p3 (TTC)5 15 86669876 86669890 CTCCCAAACCCAACCCTAAT AGCAACGCTTTTACCACACC 228

Ai08B18791 Araip.B08 18791 p4 (AAAT)6 24 86753642 86753665 TCCTTGTCAAAATTTCCTAACCA CCTGGACTGTTCATTTCCGT 193

Ai08B18795 Araip.B08 18795 p4 (TATG)5 20 86787611 86787630 TGAAAATGTGCAACCACACA TTTGAAATTGCATCCATCACA 226

Ai08B18796 Araip.B08 18796 p2 (GA)6 12 86791178 86791189 TCTAGAACCGCGAGAAGGAC ACACCGGTCTCCTCTCTCCT 275

Ai08B18797 Araip.B08 18797 p4 (TATT)5 20 86796559 86796578 AAAATTCGACTTCTTTCTCTCTCA CGGATCAGCTTCAACAAGAA 267
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Ai08B18799 Araip.B08 18799 p2 (AT)15 30 86845310 86845339 CTTGGGACATTGGTTGAGGT GGCATTTGTGTCCCCTTTTT 245

Ai08B18805 Araip.B08 18805 p3 (AAG)5 15 86900530 86900544 AACCCCAGTGGACAAGACAG ATGGGTGGTTGTGCTTTTTC 261

Ai08B18808 Araip.B08 18808 p2 (GC)6 12 86914579 86914590 GTTCTTTGAGAAAGCGCACC GAAGTGGCATAACTCTCGGG 101

Ai08B18809 Araip.B08 18809 c (A)10ttctaggattttgggaacatgctcatgtggcggatgattaaactatatgcattgacgcttgggtttacaaagaaaccccaagaaaggaggatgctttaa(AAAAAT)5139 86917769 86917907 GGTATACTTGGGAAATTCGGG ATTCTATCTCGGGGCGTCTT 246

Ai08B18813 Araip.B08 18813 p2 (GC)6 12 86956591 86956602 GAATTTCCATTTTCAGGCCA TGCTGCTCACAACTCTCTGG 201

Ai08B18814 Araip.B08 18814 p2 (GT)6 12 86961998 86962009 GGGCTGGACACGATGTAACT CTCACCATCTCTCCCTCAGC 125

Ai08B18823 Araip.B08 18823 p4 (TTTC)5 20 87103899 87103918 TGAGCAGCTACCAAACCTGA CTAAGCACCCTTAAGCCACG 253

Ai08B18824 Araip.B08 18824 c (TA)35(T)11caattctatga(T)11103 87106785 87106887 GATCCTTGGTTCTCGAGACTTT CACGAAGCACCAAAATAATTCA 275

Ai08B18825 Araip.B08 18825 p2 (TA)12 24 87107885 87107908 GCGAAGATTCTTGGTTCTCG CAGTTGCAAAGATAACCGGC 226

Ai08B18827 Araip.B08 18827 p2 (AT)14 28 87125771 87125798 ATCCTTGGTTCTCGGGACTT CCTATTCTCCAAAACAACCTCTAA 136

Ai08B18828 Araip.B08 18828 p2 (AT)14 28 87126878 87126905 ATCCTTGGTTCTCGGGACTT CAAAGGGGCGAAATACAAAA 156

Ai08B18831 Araip.B08 18831 p3 (AAT)5 15 87139442 87139456 TGGAAGGATCAACAGAAGCC GCCTCCAAATTTCTGATGGA 218

Ai08B18837 Araip.B08 18837 p3 (TTC)5 15 87150501 87150515 TCTCTCTTTTCTTTTTCAAAACTTCC AACTCTTCATTCCCATTCGG 263

Ai08B18838 Araip.B08 18838 p2 (TC)6 12 87165757 87165768 GCCAGTATAGGGAGCCATGA AAGCAGTACATACATGCAAGCAA 225

Ai08B18839 Araip.B08 18839 p2 (AT)17 34 87172758 87172791 AGCAAGAAAAAGCAGCGAAA GCCTTCCTAACCATTGATGC 233

Ai08B18840 Araip.B08 18840 c (T)11caaaaaatgtggtcattcacaataa(T)1046 87179830 87179875 GAAGGTGTACACAAAAATTCGGA TTCACTACATCGATAGTGTATCAAAA 254

Ai08B18845 Araip.B08 18845 p4 (TTCT)6 24 87199167 87199190 ACCACCTCAGTGCCTGATTC TGCAAGAATGGAAGAGTAGAAGG 200

Ai08B18846 Araip.B08 18846 p4 (ATAA)5 20 87201977 87201996 TATTGGGAATTTGGGTGCAT TCACCACATGTGCATTGATCT 215

Ai08B18847 Araip.B08 18847 c (TC)6ctcttcctctctctctcctctttctccccctcatctctcccttctctctctctttcccctttcttccttctctccccc(CT)8106 87204881 87204986 TGAACTGAAACCATAGTTTTTATGA GGGAGACAAAGAGGAGGGAG 258

Ai08B18848 Araip.B08 18848 c (TC)6ctcccttctctcttct(TC)640 87205165 87205204 CCCTCCTCTTTGTCTCCCTC AAAGAAAAGGGGAGAGCGG 239

Ai08B18849 Araip.B08 18849 p2 (TC)8 16 87205390 87205405 CCGCTCTCCCCTTTTCTTTT GGGAGAGGGAGAGAGAAAAAT 278

Ai08B18850 Araip.B08 18850 c (AG)6gaaaagaaagtgagagagacaaaaagagggaaggagagagagggagagagaa(AG)1084 87205713 87205796 CCTCTTCTCTCTCTCTTCCCC CTCTCCTTCCCTCTTTGCCT 212

Ai08B18852 Araip.B08 18852 c (AG)7tgggagagagaaagacaaagagaggggaggggagaaagagaggaaggggaaagagaaagagaaaaagaaa(AG)696 87206363 87206458 GAGGAAGAGGGATAGGGATAGG CCCTCATTTCTCTCTCTCCCA 254

Ai08B18853 Araip.B08 18853 c (AG)6aaggagagagagggggagagagaaggagagaag(GA)657 87206647 87206703 GAGAGAGAGCAGGGAGAGGG GCACCAGTTTAAACCAGTTCAT 227

Ai08B18854 Araip.B08 18854 p3 (ATT)14 42 87207834 87207875 AGGTCGCAACTCACCTCG TTGGCTTGCTTGCTTTCTTT 279

Ai08B18861 Araip.B08 18861 p3 (AAT)5 15 87254558 87254572 CACAGACTCAACGCTCCAAA GGAGAAGCAAAACCAGGTCA 260

Ai08B18863 Araip.B08 18863 p2 (TA)8 16 87255518 87255533 ATTTACCTACGCATTGCCCT TCGTGGAGAATGATTGACAAA 269

Ai08B18864 Araip.B08 18864 p2 (AG)6 12 87266009 87266020 GGAGAGAGAAGAATTAGTTAGGAAGTT TCTTTATCTTATCTTGTTTCAATTTCA 274

Ai08B18867 Araip.B08 18867 p2 (TA)7 14 87283644 87283657 TCCGCTCATCATATGCCTAGT AGGCTATTGGCGATCTTGAA 162

Ai08B18868 Araip.B08 18868 p3 (TCT)5 15 87287501 87287515 CACGCAAATTGAAGCACTGT ACACGCCCACACATTACTGA 110

Ai08B18871 Araip.B08 18871 p2 (TA)28 56 87319167 87319222 CAGCTTTAACTTCGCAGGCT GGCTGGCCAGAGAATAGTCA 221

Ai08B18877 Araip.B08 18877 p2 (TA)15 30 87343806 87343835 CGGTGTTTTCATTCATGTGG AACGATATACGGACAAGGCG 226

Ai08B18878 Araip.B08 18878 p2 (GT)6 12 87363871 87363882 TTGATTTTGGGAGAGTTGGG TGGGACATTTTGTTCCCTTT 183

Ai08B18880 Araip.B08 18880 p3 (GAA)5 15 87393459 87393473 GCTTTTGTCTTCCCTTTCCC ACCCTCCATTCTCCCTCATT 246
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Ai08B18890 Araip.B08 18890 p2 (AT)7 14 87480275 87480288 TGGGAAAAGTTGAATTTGGAA TTCACCACTTACTTTGGGGC 239

Ai08B18892 Araip.B08 18892 c (TC)6ttaacaccaacattttagc(T)1041 87552573 87552613 CGGTCAGTACCTAACTCCCG GTTCCCACAGTTTCCCACAC 271

Ai08B18893 Araip.B08 18893 p4 (TTAA)8 32 87562395 87562426 AAAGAAGTCGAGGTAGATGAAAAA TTTTCAAAATCACCTAACTAACTCTCA 279

Ai08B18897 Araip.B08 18897 c (T)10gccta(T)10 25 87590068 87590092 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 248

Ai08B18903 Araip.B08 18903 p3 (TCT)6 18 87623927 87623944 GCCATGTTCTGTTCCCACTT CCAGAGACAAGGGTGTGGAT 117

Ai08B18904 Araip.B08 18904 p2 (TA)8 16 87629595 87629610 CCCATGATTCCCACTTTTTC GGGACATTGGTTGAGAGGAA 259

Ai08B18907 Araip.B08 18907 c (AT)6aaatatagctctgggttgcatcaagcaacta(AT)6aaatatagctctgggttgcatcaagcaacta(AT)6aaatatagctctgggttgcatcaagcaacta(AT)14157 87650361 87650517 TAGCTCTGGGTTGCATCAAG TGCAGAGAAAAGAGAAACCAGA 218

Ai08B18920 Araip.B08 18920 c (CT)6aattttcgaaaatatcttctctctttttcaaaaatttctttttaattaactaattatttttatttttgatttt(A)12gaaaaaaaatttcg(A)10121 87757209 87757329 CTTTTTGTTTGTTTCTTAACTTTTTCA ATGAGATGGGGGAGGGATAA 248

Ai08B18921 Araip.B08 18921 p3 (ATT)5 15 87757560 87757574 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 253

Ai08B18922 Araip.B08 18922 p2 (TA)6 12 87777874 87777885 ACCGTGACTTCATTGTCGTG AAAGTGGATGGGATGGTGTT 227

Ai08B18925 Araip.B08 18925 p2 (AT)7 14 87798786 87798799 TTAGGGTTGTAATGGGGCTG CAAAAGTGGGAAAAATTTGGG 166

Ai08B18926 Araip.B08 18926 c (T)10ctctttttttatgtatccccttatttaatatatc(T)1054 87799008 87799061 AGCTACCCAAATTTTTCCCA GCACGCTCATGTGAAATCAA 215

Ai08B18931 Araip.B08 18931 p2 (TA)7 14 87831958 87831971 TCACATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 275

Ai08B18932 Araip.B08 18932 p4 (ATCC)5 20 87835599 87835618 TTGTTCAGGCTGCTGTTCAC TCAGAACAAGCTCATGCACC 177

Ai08B18934 Araip.B08 18934 c (A)10caaaaagaaaaaaaaatgatgatgaaaaaaaatgaaatg(A)1059 87861242 87861300 GGGAAATTTTGGGAAGCATT TCACACACACATTCATGCCTT 261

Ai08B18939 Araip.B08 18939 p2 (GC)6 12 87893245 87893256 CCAGAGAGTTGTGCCCACTT AAAGGAGGAAAACAGGGTGC 196

Ai08B18940 Araip.B08 18940 c (A)11gagaaaaagaaaaagaacaagaaaaagaaaaaaaatagaaagaaaggaaaaag(A)1074 87894677 87894750 ATTCTTGGGACATTGGGTGA GAGCTTCACTTTGCTTTGGG 246

Ai08B18941 Araip.B08 18941 p2 (GT)6 12 87898292 87898303 TTGGTTGCCCTTACCCTACA TTCTAAAATTACGCGCGGTT 142

Ai08B18944 Araip.B08 18944 p2 (GC)6 12 87912367 87912378 CAGTTTCAGTTGCGTTGGAA CCCAAGCTTGAATTTTGCAT 220

Ai08B18948 Araip.B08 18948 p2 (GC)6 12 87939131 87939142 GTGCTTAGGCACAGATGCAG AGTTGTGCCCACTTTATGCC 150

Ai08B18949 Araip.B08 18949 c (T)11aaagaaa(T)10aaaaaaaacagggcactcccctaatctataagcattctaaaacaatcaaaaatcaaatttaacaacaaatctttttag(T)10116 87939289 87939404 GGCACAACTCTCGGGTTTTA TTGTTGAATCGTATTTTGCTTG 275

Ai08B18951 Araip.B08 18951 p3 (TTC)6 18 88006285 88006302 TACACTAAAAAGCCCCACGG TAACCTTGGGTGCCATGAAT 184

Ai08B18954 Araip.B08 18954 p2 (TA)7 14 88027801 88027814 TGTGTGGATTGTTGTAATTCTGTT TTTCTGCATTTGGCACTTTG 205

Ai08B18955 Araip.B08 18955 p2 (TA)15 30 88035917 88035946 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 236

Ai08B18957 Araip.B08 18957 p2 (AT)13 26 88058904 88058929 TTGAACCTTAATACGAACCGAAA AGTGCAGAGCTACAGGAGCA 256

Ai08B18959 Araip.B08 18959 c (CTT)8tgctcgaagatccttgtttct(GA)10a(AG)8aaagtgctaactgcttagtggact(GAA)5121 88069053 88069173 AGAAGCACCGGTACCAACAG CGTGGTCCAAGACAGTTACG 249

Ai08B18962 Araip.B08 18962 p3 (TAT)5 15 88089374 88089388 CGAAAATTCCTTCCCTCTTTTT TGTCCTTGCTCCTGCTCATA 280

Ai08B18963 Araip.B08 18963 p3 (TTC)5 15 88091547 88091561 CCCACCCTATATGGCTGAAA CGGTCTTAGGTGCCATCAAT 254

Ai08B18966 Araip.B08 18966 p2 (CT)6 12 88097259 88097270 TTTGTTTGTTTCCTACCTTTTTCA TTCGAAATTGGGTGAGATGA 274

Ai08B18967 Araip.B08 18967 p3 (TTC)5 15 88097519 88097533 GAACCCCCTCTTCCATCTGT TGCCTTTTTCTTTGTCCCTG 144

Ai08B18968 Araip.B08 18968 c (TCT)6attc(CTT)5 37 88100390 88100426 ACCCATATGGCCGAATACAC GAAGCATTGTCACCACATCAA 175

Ai08B18972 Araip.B08 18972 p2 (GC)6 12 88174982 88174993 CGCGTGCTTGTGGTATTCTA GAATTTCCATTTTCAGGCCA 280

Ai08B18973 Araip.B08 18973 c (TC)6tt(TC)10 34 88184572 88184605 TTAGGTGGAAGACACCCCAC ATGGAGAACCTGCTTGGATG 199

Ai08B18975 Araip.B08 18975 p3 (TCT)5 15 88188072 88188086 CTCATCCTACACCCCCAAGA TTGAAAAGGGAGGGTGACAG 245
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Ai08B18976 Araip.B08 18976 c (TA)6(TG)9tc(TG)1358 88190892 88190949 CGCCAGCTTAGGGACTTCTT TCCGTGATCCAGCCTTTATT 177

Ai08B18977 Araip.B08 18977 p5 (AAGAT)5 25 88203840 88203864 AACACGACCCAAATCCAAAG ACTGCTGATCCTTCACCACC 276

Ai08B18979 Araip.B08 18979 c (TA)8(T)10 26 88216566 88216591 GGGCATTTTGTCCCCTATTT TGTGGGAAAAGTGAGTTTGG 224

Ai08B18981 Araip.B08 18981 c (T)10aattttc(TA)8 33 88219246 88219278 TTGTAAAGCGTAGCCACATTG GGATACCAAATTTTCTTATTCCAA 278

Ai08B18983 Araip.B08 18983 p3 (AAT)6 18 88220095 88220112 TTTTTCAGACATCATTCATCCTT AACCCCATGTTTTGGCATTA 141

Ai08B18985 Araip.B08 18985 p3 (GAA)5 15 88249926 88249940 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai08B18986 Araip.B08 18986 p3 (AGA)5 15 88259442 88259456 ACCCTTGATGGAAGCTTTTG TCAACATCTCTTTCCCACCC 236

Ai08B18987 Araip.B08 18987 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)697 88261477 88261573 GTTCTTGTCCTTGCTCCTGC TCACATCACCAAAAATCCGA 169

Ai08B18988 Araip.B08 18988 p2 (AG)7 14 88261797 88261810 GATGAGGGAGAAGGATTTTCG TCTTTTCAAAATTTGTTTCAACC 251

Ai08B18990 Araip.B08 18990 c (GA)8ggaaggagaggggagagagaaagagagagagaagggaaaatagaggagaaagtagagagatatgg(GA)7aggagaggagag(GA)7121 88291139 88291259 AAAGGAAAGAGAGATGGGCG TCTTCTTCTCTCTCCTCCCCT 278

Ai08B18991 Araip.B08 18991 c (AG)6aaagtgagagagcggagagaaggagagagagatagagagagaatgagagaaagagagagggagagagagaaagaaagacgaggtg(GA)18133 88291371 88291503 GAACGAAGGGGGAGAAAGAG AAGAGAGAGAGGAGGCGAAGA 262

Ai08B18992 Araip.B08 18992 c (GA)17aggaaaggg(GA)6aagagagagataggggagagagaagaggagagaaagagggaaaaaggaa(AG)8g(GA)6133 88291825 88291957 GATGAGCGAGAGAGAGAAAGAGA CTCTCCCCTTTCCTTCCCC 278

Ai08B18993 Araip.B08 18993 c (AG)11aaaaagagaggagaagaaagaggaaaat(GA)11aagagagagaaagaagggagggagagagaaagagagagtaaaggggagagggagggagaaagaaagggagaggaagggagg(GA)11175 88292102 88292276 GAAAAGAAGAGAGAGAATGGGACA CCGGTTAACCAAAACCAAAA 274

Ai08B18995 Araip.B08 18995 c (TA)7(T)10 24 88316871 88316894 AGCCTTGCTTTTAGGGCATT TTGGGAATTGGGTACATGCT 205

Ai08B18996 Araip.B08 18996 p2 (AC)8 16 88317081 88317096 AGCATGTACCCAATTCCCAA CAGCCTTAAAGCGGAAAACA 166

Ai08B19000 Araip.B08 19000 p2 (GT)6 12 88352701 88352712 CCAATTTCACAATGGCTTGA TGGGTTCTAAAATTGCGTGC 207

Ai08B19001 Araip.B08 19001 c (T)10gcatgcatgtattttttttcttttgttgcaacatgctttttc(T)12gctgctttttcttgcttcaagaatca(T)10100 88358843 88358942 AGCCGCTTAAGCCAAGATTT GGATGTTGGCTCTTGAATGAA 277

Ai08B19008 Araip.B08 19008 p4 (AATA)5 20 88383218 88383237 TCCCAGAAGGGCTGTTTTTA ACCTATGGGGGATAGCCAGT 192

Ai08B19013 Araip.B08 19013 p3 (ACG)5 15 88400811 88400825 CTCACTTCCTTCAGAAGCCG AATCGCCAAATCCTCTCCTT 252

Ai08B19014 Araip.B08 19014 p2 (TA)6 12 88423131 88423142 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 269

Ai08B19015 Araip.B08 19015 c* (AT)11(T)11* 32 88439522 88439553 CTTTGGTGCATTTTTGTCCC GGGCATTGGTTGAGGTAAAA 240

Ai08B19018 Araip.B08 19018 p3 (ATT)13 39 88479460 88479498 TTTGAAGAGGTCGGGTATGC TGGATCCAATTCGATGATTTT 243

Ai08B19020 Araip.B08 19020 p2 (CT)6 12 88532307 88532318 CGTTAAATGCCAGAAATGGG GGTGAGGTAGGTGGGGTTTT 276

Ai08B19026 Araip.B08 19026 c (T)12cgaaaacaaaagagaaatttttgaaaga(T)1151 88567829 88567879 ACACGCCTAACATGCCCTAC CGAGTTTGGACAACTGATGG 279

Ai08B19028 Araip.B08 19028 c (GC)6aaggtgcgctgacgcgtcggtgaaggtatgagctgagggcgcgtgcgcgtcagtg(GC)679 88574970 88575048 GAAACGGCGCGAAGTATAAA GCCACTTTTGTGTCTAGGGC 148

Ai08B19031 Araip.B08 19031 p3 (AAT)6 18 88622469 88622486 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 269

Ai08B19032 Araip.B08 19032 p2 (AG)6 12 88622815 88622826 ATGAGATGGGGGAGGGATAA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai08B19035 Araip.B08 19035 p3 (GAA)5 15 88624904 88624918 ATTATCCGCTCATCAGTGCC GCCCTCCATTCTTCATCAAA 213

Ai08B19036 Araip.B08 19036 p2 (AG)6 12 88630158 88630169 TGAAAAATGGGGAAGGGATT TCTTGTGAATCAAGTCATTAATTGTG 279

Ai08B19040 Araip.B08 19040 p2 (CT)7 14 88683675 88683688 CCACTTGACTTTTTGTTTGATTTTT AGAGAGGGAGAGAGGGTTCG 241

Ai08B19041 Araip.B08 19041 p2 (AT)8 16 88700694 88700709 GCACCCCAATTGATTGAAAA TTACTTGGGGCATTTTGTCC 213

Ai08B19042 Araip.B08 19042 p3 (TAA)12 36 88704741 88704776 GGCGGATTTTGAACTTGCTA TTGATTGGAGCTCCTTATTTTT 232

Ai08B19043 Araip.B08 19043 p3 (AGA)5 15 88705463 88705477 GTTGCTCATGGTGTGGAAAA GAAAAGATTCAGCCCTTCGG 101

Ai08B19044 Araip.B08 19044 p2 (AG)6 12 88718155 88718166 TGATAGGTGAGGGGTTTTCG ACGTTAAACGCCAGAAATGG 217
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Ai08B19047 Araip.B08 19047 p2 (AG)7 14 88742970 88742983 TGATGATGATTCGGCCATTA GCAAGACATGTTCAACCACC 195

Ai08B19060 Araip.B08 19060 p2 (TG)7 14 88773436 88773449 GCTGGTCCTAATTTGTTGGG TTGCATACAAACCTTGCAGC 114

Ai08B19064 Araip.B08 19064 c (A)10taaaaatataaaaaaatcc(A)1039 88783222 88783260 GCTGGCCATCAAGCTTTAGA AAAAATGCAGTTGACACCAAA 220

Ai08B19066 Araip.B08 19066 c (CT)7cctccat(TTC)536 88787354 88787389 ATATGGCCGAACCTTAACCC AGTGGTCTTGATGGGCTTTG 262

Ai08B19069 Araip.B08 19069 p2 (GC)6 12 88792676 88792687 AGTGAATCAGTGAGGCAGGC GGCCAAATACCCAAGAGTCA 259

Ai08B19070 Araip.B08 19070 p2 (GC)6 12 88796561 88796572 AAATGAGCTGCAAAATCGCT TCATATGTTGCTTCGCGTTC 111

Ai08B19072 Araip.B08 19072 p2 (GC)6 12 88804897 88804908 CCCAAAATGAGCTGCAAAAT TTGGAAAGATAACATCCGGG 158

Ai08B19074 Araip.B08 19074 p3 (TGA)6 18 88832588 88832605 AAAAGGGACCCACTCGTTCT TTGCACCACATCCTTAACCA 152

Ai08B19075 Araip.B08 19075 p2 (AT)6 12 88847817 88847828 GGTTTATCAACCTCCCCACA TGCTTTTCTCTCCCATTTCAA 278

Ai08B19078 Araip.B08 19078 p3 (GAA)5 15 88868974 88868988 CGGTCTTAGGTGCCATCAAT ACCCCTCCATTCTTCCTCAT 207

Ai08B19079 Araip.B08 19079 p3 (AAT)5 15 88871096 88871110 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 171

Ai08B19080 Araip.B08 19080 p2 (AG)7 14 88871431 88871444 GGGTGAGGAGAGCAGAGATG TTGTTTCTTATCTTTTTCAAAACTACC 279

Ai08B19084 Araip.B08 19084 p2 (TA)6 12 88894795 88894806 CAAGCCTCAATTTCCTTCAAA GCTTTGTGTTGCTAGCGATCT 227

Ai08B19085 Araip.B08 19085 c (A)14ttataaaatatgttgtcttatttgaataaaaaattatcttttgataaaattttttttaaaaaaaagtt(A)1092 88894987 88895078 CGCTAGCAACACAAAGCTAGG TTGAACGCATTGTTGCTTCT 226

Ai08B19093 Araip.B08 19093 p2 (CT)6 12 88918574 88918585 CTTTTCCAACTTCCTAACTTCCT GGGAGAGGGAGAATTTTCAA 280

Ai08B19094 Araip.B08 19094 p4 (TTTA)6 24 88941325 88941348 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 147

Ai08B19095 Araip.B08 19095 c (GAA)5(GAT)5 30 88949012 88949041 TAAATCATGGCCAAAAGCGT AGAAGCCCAACATCGAGCTA 277

Ai08B19096 Araip.B08 19096 p2 (AT)10 20 88973377 88973396 AGAAGCTCTGGGTTGCGTTA CAAGGACATGGGTTTTGTCC 272

Ai08B19097 Araip.B08 19097 p3 (AAT)5 15 88978059 88978073 ATCGAGTTCGCGTTTCAGTT GGTGTCCTTCGCATGTTCTT 173

Ai08B19099 Araip.B08 19099 p6 (AAAAAT)5 30 89004518 89004547 TGAATGCATGACATGAACAGTG AGCCTTGGACCTTGCTTTTT 189

Ai08B19100 Araip.B08 19100 p2 (TA)11 22 89010391 89010412 AGCATGTCCTCATGCTTAGTTG TGCACATACACCATCAATGAG 240

Ai08B19101 Araip.B08 19101 p4 (TTAT)6 24 89010936 89010959 AACTTTGCATTGGGGTAATTTT AACCATGGGAACATGGGTTA 231

Ai08B19103 Araip.B08 19103 p2 (GT)6 12 89021571 89021582 AGAAACACGTAGCCGCTGAT AATGCTAACAGGTTGGACCG 214

Ai08B19104 Araip.B08 19104 c (T)11ctattttttttcgctattttttttctc(T)1048 89028914 89028961 ATCCACTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 211

Ai08B19106 Araip.B08 19106 c (T)10ggatttttcgaaaattatttgaaaaagaaaaagaaaagg(A)1059 89031420 89031478 TTTCGAAAAATGCAAGATGAA GAAAGCTTGGCTGGCTAGTG 266

Ai08B19112 Araip.B08 19112 p2 (TA)6 12 89057280 89057291 TCAAGTGGGCAAGCATCATA GTGGGATCGACCCTTACTCA 102

Ai08B19115 Araip.B08 19115 p2 (TA)11 22 89086311 89086332 CCTATGTAATGGCCAAAGCC GGAGCCTTTACCTGCAATCC 275

Ai08B19116 Araip.B08 19116 p2 (TA)11 22 89088776 89088797 CCTATGTAATGGCCAAAGCC GGAGCCTTTACCTGCAATCC 275

Ai08B19126 Araip.B08 19126 c (A)12(TA)8tgc(A)1243 89167335 89167377 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 187

Ai08B19127 Araip.B08 19127 p2 (CT)6 12 89178118 89178129 AGGAATGCGTAGCCACAAAC AGGGTCAATGGACAAAAGGA 220

Ai08B19128 Araip.B08 19128 p3 (AAT)6 18 89181493 89181510 TCGAGTAAGCCCAATTACCG TCAACTGCAAGATGGGTGTC 274

Ai08B19130 Araip.B08 19130 p3 (TTA)13 39 89182606 89182644 CGTCAGGGGTATATTTGATGC CCAATAGTCAGGCAGGGAAA 270

Ai08B19131 Araip.B08 19131 p2 (AT)8 16 89183219 89183234 TCCTAGTGGGATGATTGTTATTTG GCGGAGTTAGGACACATGCT 273

Ai08B19133 Araip.B08 19133 p2 (TC)6 12 89205971 89205982 CTCTCCCTCTCTCCGTCCC AAACATGAGAGAGATGGGGAA 136
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Ai08B19135 Araip.B08 19135 p2 (AC)6 12 89217477 89217488 TACACTCACCTCACCCCACA TCAACAGTGACGGTGCAAAT 269

Ai08B19136 Araip.B08 19136 p4 (TATG)17 68 89220785 89220852 CAGGTTATGGACGACGAGGT TGAGCCTGTTTAAAATTAACACGTA 268

Ai08B19137 Araip.B08 19137 p2 (GA)6 12 89224307 89224318 TGTCGTTGCATCTTCCAATC TTACCGGCAGTGCTTTTTCT 184

Ai08B19138 Araip.B08 19138 p2 (CT)6 12 89232426 89232437 GAACATTGAACCTGGGATTGA TTTCTGGGCTGTTTTTGACC 219

Ai08B19139 Araip.B08 19139 p2 (TA)10 20 89233767 89233786 CACCACATATTTTGGGGCAT GGGAAATTGGGTTTGGAAAT 226

Ai08B19142 Araip.B08 19142 p3 (AAT)5 15 89238013 89238027 TGTAAATTGGGGGTTTTGGA TCCCTTGACTTTCCTTTGCT 196

Ai08B19153 Araip.B08 19153 p3 (CAA)5 15 89302433 89302447 CTGTTGCCTCCTCTGGTCTC CGAACAGAACCAAAAGCAAA 234

Ai08B19157 Araip.B08 19157 c (TAT)9tttgaaacaaatg(A)11g(A)1163 89335040 89335102 TGAGATAGTGGGAGTTTGCG CATTCTTTAAAGGCTTCGGC 266

Ai08B19158 Araip.B08 19158 p3 (ATT)5 15 89338216 89338230 CATAACAATTTTCGAGGGCG TGCATGAAATGAAAACCCAA 257

Ai08B19160 Araip.B08 19160 p3 (CTT)5 15 89348847 89348861 CTTCAAAACGTGCCCAAAAT AAGAGGAGCTTGAGGCAGTG 230

Ai08B19161 Araip.B08 19161 p2 (TA)7 14 89351537 89351550 CTCTTTTGATCGCCACACCT GGGAGAGTTGGGAACATTGA 251

Ai08B19163 Araip.B08 19163 c (AAT)5aaaaataacaacaaaacaattcaaataaaaatcaaataaattaaaaataaatatatttatttatcacaaat(A)1197 89356783 89356879 AAGTCAAACAACTCGGTGGG TTGGATCATCCTCAATGGGT 271

Ai08B19165 Araip.B08 19165 p2 (CT)6 12 89360771 89360782 TTTCGAAAATTCTTTCCCCA GAAGGGGGAGGTAGAGAGGA 121

Ai08B19166 Araip.B08 19166 p2 (TC)6 12 89363723 89363734 AAATAGGCAGCAACCTGGTG AAGCGTGTTATGGGAAGGTG 172

Ai08B19167 Araip.B08 19167 p2 (AT)6 12 89369229 89369240 GCTTTGATTGTGTGATTGTGTG TGGAGCTGACCTAGACTCGAC 272

Ai08B19171 Araip.B08 19171 p4 (CACT)10 40 89387715 89387754 ATGGGAAAAGACCTTCCCTG GCCCTTTGCCAAATACAACA 257

Ai08B19172 Araip.B08 19172 c (AC)9(AT)7 32 89396764 89396795 CCCATGATTCCCACTTTTTC CTTGGGACATTGGTTGAGGT 223

Ai08B19179 Araip.B08 19179 p2 (TA)11 22 89416314 89416335 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 222

Ai08B19180 Araip.B08 19180 p3 (TTC)5 15 89422229 89422243 GCCCAAATCCAACTCATCTC TGCTAAACCAAAGAGAGGAAAG 259

Ai08B19182 Araip.B08 19182 p2 (GA)10 20 89426608 89426627 ACCGTGCTAATTTAGGGGCT GTGAATCAAGCGAGCACTCA 261

Ai08B19184 Araip.B08 19184 p2 (AT)7 14 89431845 89431858 GTTCATGCGTTTTGGTGCTA CCTTCTTTCCCATTCCCAAT 180

Ai08B19188 Araip.B08 19188 p2 (TA)10 20 89434279 89434298 TCACCCTTTCTATTCGGACAA GGAGGGAAAGACGAACACAA 198

Ai08B19189 Araip.B08 19189 p4 (TATG)12 48 89434881 89434928 AGCTCTAGACTCGACCTGCG GCTGGATTTGCTTTCTTGGA 262

Ai08B19194 Araip.B08 19194 p2 (GA)6 12 89473011 89473022 AAGGGTAAATAGCCAACTCAGA GCACCCATTCAAGAGAGAGC 206

Ai08B19195 Araip.B08 19195 p2 (TA)7 14 89473842 89473855 GGAATGTCATGCAATGCAAC CACAAAATCCAGTGAGGGTTC 279

Ai08B19196 Araip.B08 19196 p2 (GA)6 12 89480882 89480893 TGAAAGGGAAGTTTAAAACAAGG GCACCCATTCAAGAGAGAGC 163

Ai08B19197 Araip.B08 19197 c (TA)7(T)11 25 89483807 89483831 GGGCAAAGATCATGATAAAACC TTGATTTTGGGAGAGTTGGG 279

Ai08B19201 Araip.B08 19201 p4 (AAAT)6 24 89487652 89487675 ACATGCATTCCTTGCTTTGA AAGAGAGAAAAAGAGGGGAAAGA 140

Ai08B19202 Araip.B08 19202 p2 (CT)6 12 89488245 89488256 TGTTTGTTTCTTATCTTTTTCAAAACT CGGATTTTTGGTGAGTGAGG 276

Ai08B19203 Araip.B08 19203 p2 (CT)6 12 89488490 89488501 CCTCACTCACCAAAAATCCG CTGAAAGGTGCTTGCTGGAT 258

Ai08B19204 Araip.B08 19204 p3 (TCT)6 18 89494028 89494045 CTCCACTCATGGTCATCCCT TTAGAATGTTGCTCGCCCTC 195

Ai08B19206 Araip.B08 19206 p3 (TTG)5 15 89503274 89503288 TGGTATTGTGGTGGTGGTTG TGACAACACAAGGTTGGCAT 261

Ai08B19209 Araip.B08 19209 p2 (CT)8 16 89537908 89537923 CTTTTTGTTTGTTTCTTAACTTTTTCA GGCAGAGATGTGAGATGAGATG 280

Ai08B19210 Araip.B08 19210 p3 (TAT)7 21 89538244 89538264 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 173
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Ai08B19211 Araip.B08 19211 c (G)14aattagggtttgaatttgaattgtgaggtgattggtgaagggtatttaaggaagggtgttatgaaaaggtgg(GA)8102 89546249 89546350 TTCGCAAGCTTTGTTCTTCA AGTCCTTGACCCCTCAGGAT 272

Ai08B19213 Araip.B08 19213 p3 (TCT)5 15 89558906 89558920 CAAAATCTCTTTCCCACCCA GTTTTGGCTTCCCTTTCCTC 223

Ai08B19218 Araip.B08 19218 p2 (AG)6 12 89629232 89629243 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 223

Ai08B19221 Araip.B08 19221 c (T)11c(T)13 25 89631881 89631905 TCCCCAATTAGAGGTGTCCA CCAAGCTGTCCCTACCATGT 149

Ai08B19222 Araip.B08 19222 p3 (GAA)5 15 89632566 89632580 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 197

Ai08B19223 Araip.B08 19223 p2 (AG)6 12 89634126 89634137 GAAACACAACTGTGAGGAGGG TCTTATCTTTTTCAAAACCACCTAA 280

Ai08B19225 Araip.B08 19225 p3 (CAA)5 15 89639597 89639611 TCTCTCCCAACTCCACCATC TGGTAATGTGATGACAAATGGG 261

Ai08B19226 Araip.B08 19226 p2 (CT)8 16 89640499 89640514 TTATGGCTCCTGGAAAGTGG GGCCAAACAGGCTAAAAACA 194

Ai08B19227 Araip.B08 19227 p2 (TC)20 40 89641176 89641215 ACGGACATCGTTTATGCCTC ACTATTGAGCGGGGTTTGTG 247

Ai08B19228 Araip.B08 19228 p2 (CT)22 44 89644624 89644667 AAAGGAGCAGTTGTGACGCT CGAGGAAGAAGAAGCAAGGA 184

Ai08B19230 Araip.B08 19230 p2 (TC)6 12 89648573 89648584 GCAGTTAGGGGTGTGCAAAA GGAGAGAGAGAGGAAGGGGA 250

Ai08B19231 Araip.B08 19231 c (CT)13ccttttcctcttcccctc(CT)8cctcttcctctcactctctctccctctcttttttttctcccctctccctcgctccccctcccttcccct(TC)9147 89648687 89648833 TCCCCTCCTCTCTCCTTTCT AGGAGCGAGGGAAACAAAAG 261

Ai08B19232 Araip.B08 19232 p2 (TC)11 22 89649094 89649115 CTCCTCAATCTCTCCCTCCC TTTTTGGAGAAAAGAGGGGG 250

Ai08B19233 Araip.B08 19233 p2 (AG)6 12 89649253 89649264 CTCTCTCTCTCTCCCTCCCC TTCCCCTCCTCTCTCTCTCC 232

Ai08B19242 Araip.B08 19242 p3 (TAT)9 27 89681224 89681250 CGAAACCAAAAAGGAATCCA AAACCTTAACGCCACAGACG 240

Ai08B19243 Araip.B08 19243 p2 (TA)6 12 89681881 89681892 GCTCCCCATGTCATGCTTAT ATTTGAGCAGAGGCGCTAAA 184

Ai08B19245 Araip.B08 19245 p2 (TA)7 14 89690077 89690090 GTGAGGAGGTCATCGTTCGT TCAAAAGCCAAAATGCAATG 225

Ai08B19246 Araip.B08 19246 p2 (CT)7 14 89694091 89694104 TTGAACCTGTGATGAAGAAGAAA AACGTAACAGAAACCGCTGG 235

Ai08B19248 Araip.B08 19248 p2 (CT)6 12 89700324 89700335 AAATCGAAAGCATTCATGGC GCTATAAAGTGGGGGAATGC 273

Ai08B19249 Araip.B08 19249 c (TTA)5tttttttcgccaattttttcttactttttc(T)1055 89704063 89704117 GCTTTTGGCTTGACACCTTC GCAGTGAAGAACAAAGCTTGC 272

Ai08B19253 Araip.B08 19253 p4 (ATAA)5 20 89721270 89721289 GTGGGAAACCTGGGTTAATG CCCAAAATTTTCACTTTTGCAT 276

Ai08B19257 Araip.B08 19257 p2 (CT)6 12 89734970 89734981 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAAGGGGATGAGAGGAGGA 231

Ai08B19258 Araip.B08 19258 p3 (TTC)5 15 89737971 89737985 AGCCCTCCATTCTTCCTCAT AGAATATTGCTCGCCCTTGA 143

Ai08B19259 Araip.B08 19259 p3 (AAT)6 18 89748227 89748244 GCAGCCTTGAAAGTCTTGCT CCGGGGATTGACTGTGATTA 201

Ai08B19260 Araip.B08 19260 c (A)13ggtatagaaaaaaaa(AT)640 89752142 89752181 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 143

Ai08B19261 Araip.B08 19261 p3 (AAT)5 15 89753602 89753616 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai08B19262 Araip.B08 19262 p2 (AG)6 12 89753942 89753953 ATGAGATGGGGGAGGGATAA TTCTTATCTTCTCAAAATTTGTTTCAA 273

Ai08B19265 Araip.B08 19265 p2 (AG)10 20 89759482 89759501 GGGAGAGAAAGAGTGCAAAAA CACTCTCTCCCCATCCCTCT 144

Ai08B19269 Araip.B08 19269 c (CAT)5tatcattctcatcatcgtctcaattaaacaaaattaattgaatgttgtgctaagcatgacta(T)1087 89769770 89769856 AGCCACACGAAGAGAACCTC AAAACAATTGTGGCAGTGGC 196

Ai08B19273 Araip.B08 19273 p2 (CT)6 12 89798998 89799009 TTGTGATTTCTTGTGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 280

Ai08B19277 Araip.B08 19277 p3 (ATA)6 18 89809111 89809128 ACTTCGAAAGGACAACGAGG AACACAGCTGAGATGCTCCA 231

Ai08B19278 Araip.B08 19278 c (T)10aaattctgtttcacttaatttttttctaatagttaggtgccaaatatgtaatttatagatgtttcataattaa(T)1194 89810890 89810983 TAGGCACCATAAGTGCATGA GAGGTCGCGCATAGTCTCTC 202

Ai08B19280 Araip.B08 19280 p2 (TA)6 12 89813734 89813745 TCAATTAACGGGAGTGGAGC AGGAGACTCGAATTTGCGAT 238

Ai08B19281 Araip.B08 19281 p3 (TTC)5 15 89819204 89819218 TCCCTCCCCTCACATACTTTT CCCAATTGGATGAAGATTGAA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B19283 Araip.B08 19283 p2 (GC)6 12 89834606 89834617 CTGAGAAAATTTTGGGCGAC AACTCCAATTTTGGGCCTCT 220

Ai08B19285 Araip.B08 19285 p3 (AAC)5 15 89841269 89841283 TCAGTTCTTTCCTCTCGGCT TTCTATGGACGCACATGAGG 234

Ai08B19288 Araip.B08 19288 p3 (AGA)5 15 89850936 89850950 GCTAAATGGGCACCATGAAT CCCAACCCGGGTACTAACTT 266

Ai08B19289 Araip.B08 19289 p2 (AT)6 12 89852097 89852108 GCGTGGCCATAAGTTAGCTC GAAATAGATATGTGACACTTGTTGGAA 219

Ai08B19290 Araip.B08 19290 p3 (CAG)5 15 89854825 89854839 CAAGTTCACATGGCTCCCTT GCCATCTCTCTTGGTTTGCT 208

Ai08B19291 Araip.B08 19291 p2 (GA)7 14 89862430 89862443 GGGGGAGAAGAAAAGAAAACC CGCGACTGCGTCAATTAGTA 233

Ai08B19292 Araip.B08 19292 p3 (TGT)5 15 89867571 89867585 TTCCACCTCTGATTTCCCTG AATATCCGCAGCTCCAACAG 188

Ai08B19295 Araip.B08 19295 p3 (AAC)7 21 89883628 89883648 CTCCACAGGGCTAGAGAACG GTGGTTGAAGTGCCAGGAAT 106

Ai08B19296 Araip.B08 19296 p2 (TG)15 30 89891931 89891960 TCATGTAAGGGGAGGAGGTG TGTGTTTGTGTTTGTGGGCT 226

Ai08B19297 Araip.B08 19297 p4 (TAAC)6 24 89901527 89901550 GAGCATGAAAAGTTCAAAACCA TCCCTCCTTCAACCATCATC 270

Ai08B19301 Araip.B08 19301 p2 (GT)7 14 89925792 89925805 GGATCAATGCATTTGTGGTG ATGCATGTATGGCCAAGTGA 179

Ai08B19302 Araip.B08 19302 c (AT)10aa(AC)6 34 89928777 89928810 TACTTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 232

Ai08B19305 Araip.B08 19305 p2 (CT)7 14 89960779 89960792 AGTCCTTGACCCCTCAGGAT TGGAGTGAGGGAAGTGGTTC 186

Ai08B19308 Araip.B08 19308 p2 (TC)7 14 89986627 89986640 TCATTATGAAGAATGCGCGA TTCTAAGCGAAGCGTCAACA 227

Ai08B19310 Araip.B08 19310 p2 (CT)6 12 89990092 89990103 TTTCTTATCTTTTTCAAAACCACC TAGAGAGGGGGTTCGGATTT 260

Ai08B19312 Araip.B08 19312 p2 (AT)12 24 90005314 90005337 TGCATTTGGGGAATTTTTGT TCCCAAGTTGAATCCTTGGT 206

Ai08B19314 Araip.B08 19314 p2 (CT)7 14 90020103 90020116 CATACCATTTCCCCACAACC AAAACTTTGCTTGCCCTTGA 264

Ai08B19315 Araip.B08 19315 p2 (AT)6 12 90025771 90025782 ACCAAAAGTGTCTCCCATCG CACTTGTGCGGCTTTACAGA 230

Ai08B19316 Araip.B08 19316 p2 (AC)6 12 90034758 90034769 GGGCTAAGGTAAGGGTGAGG TGTGCTAGATCAGCATTCCG 246

Ai08B19318 Araip.B08 19318 p2 (CT)7 14 90055135 90055148 GGAACATTGAACCTGGAATTG AGGCTACAGAGTGGGGGAAT 170

Ai08B19328 Araip.B08 19328 p2 (CT)7 14 90096296 90096309 CACTTAGCTTCGCCCTTCAC AAACGGCGATCAAAGAGAGA 269

Ai08B19329 Araip.B08 19329 p2 (TG)8 16 90096718 90096733 TGGCGAACATAGTCTTTGTGA GGGCTTTTCTCTGCATTGAG 271

Ai08B19330 Araip.B08 19330 c (CAA)5cagcagcaa(CAG)745 90098270 90098314 ATTTGCAAAGGGCAGAATTG GCCAGTGATTGGTGAAGGTT 172

Ai08B19332 Araip.B08 19332 p3 (AGA)5 15 90110045 90110059 AGTGCATCCCGTGAGGTATC TTTCAAGATCTGTGGACCCC 215

Ai08B19333 Araip.B08 19333 c (T)12aaaaaaagatatgatgatttttgaaaaaggttttaaattttgaaataaaaatctgaatttttagaaatatatttcgaaaaattg(T)13109 90115183 90115291 TTTCGAAAAAGTGAGGAGAGAGA TTGGTGTTTTCCCTCCAAAA 273

Ai08B19334 Araip.B08 19334 c (AT)6cacgcggccgcgtgggtcatgcggtcgcgtgggtggtgtttcttgcaatatgacccc(T)1079 90121648 90121726 GCACGATTCCAGCCTAACTT CCATGGTATGGTCGCTTCTT 260

Ai08B19338 Araip.B08 19338 c (A)11tttttttcg(A)1030 90157699 90157728 TCGAAAATATCTCCCCCTTTT TAAAATAGGATGGGGGAGGG 193

Ai08B19339 Araip.B08 19339 p3 (TAT)5 15 90157961 90157975 CCCCCTCTTTTCTTCCACTC TATTTTCGGTTGCCATCTCC 250

Ai08B19343 Araip.B08 19343 p2 (TC)6 12 90178848 90178859 TCCCCTCCTTATTTCTTCCTTC AGTGCAACAATCCACAAGCA 259

Ai08B19348 Araip.B08 19348 p2 (CT)6 12 90199424 90199435 CTTTTTGTTTGTTTCTTATCTTTTTCA TCATGAAGGGCATAAGGAGG 258

Ai08B19350 Araip.B08 19350 c* (A)10tgtttaacacatgattcatgcatccaataatttaatcatatgcattgagaaaaataaaagaaaag(A)10(AT)6*96 90209242 90209337 GTGTGGGGAAGTGAATTTGG TACTTTGGGGCATTTTGTCC 231

Ai08B19355 Araip.B08 19355 p5 (TTTTC)5 25 90230920 90230944 CCACTCGCCGTGGTATTACT TCTTGCATACGCAAACACAA 263

Ai08B19359 Araip.B08 19359 p2 (AC)7 14 90257701 90257714 TCACCCAATGTCCCAAGTTT AGCCTTAAAGCGGAAAACAA 109

Ai08B19360 Araip.B08 19360 p2 (GC)6 12 90275171 90275182 TGGTTTTTCGTACCAGGGAG ATTTCATGCTAGGCACCCAC 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B19362 Araip.B08 19362 p3 (TCT)5 15 90298176 90298190 TTAATAGGGGATGGCACTGG GGACACTGGGCATCCAAATA 263

Ai08B19368 Araip.B08 19368 p3 (CAT)5 15 90356154 90356168 AGGCCATCATCATTGCTCA GGCTGATTTCATGCCTTGTT 184

Ai08B19369 Araip.B08 19369 p3 (AGC)5 15 90358463 90358477 CAGATGACAAACCACAACCG AAGGCTTCACTGCTTCTCCA 148

Ai08B19374 Araip.B08 19374 c (A)10c(A)10 21 90391706 90391726 TCACAACCATGGCAGAGAAG TAAGATTGAAAGTTGGCGGC 199

Ai08B19375 Araip.B08 19375 p2 (AT)25 50 90413956 90414005 GACAAAGCATCTCCAAAGCC CGGCTTAAACTCCACGAGTC 252

Ai08B19379 Araip.B08 19379 p3 (GTG)5 15 90448026 90448040 AAGAATGGGGGTAAGGTTGG TCGACCACCTAGCTACGACC 170

Ai08B19380 Araip.B08 19380 p2 (AT)8 16 90469538 90469553 TTCTTCTTTGGATTCGGTGG TGCCAAAGCCTTTAAGAAAA 144

Ai08B19381 Araip.B08 19381 p2 (AC)9 18 90474232 90474249 AAACCCTAAGCCACTCACCC GCTCCCATCTCCTTCCTTTT 187

Ai08B19382 Araip.B08 19382 p2 (AT)15 30 90478217 90478246 GCCACCACATGTTCCAAGTT TGTGCATCCCCATGAGTCTA 120

Ai08B19383 Araip.B08 19383 p2 (GA)6 12 90504452 90504463 TCTCGTCTGTGAAGCCATTG CAGAAGTTCCGGTGATGGTT 215

Ai08B19384 Araip.B08 19384 p2 (AC)8 16 90510728 90510743 AAACCCTAACCCACTCACCC TCAGATCTCCCTCTTGGCAG 266

Ai08B19386 Araip.B08 19386 p2 (GC)6 12 90512633 90512644 GGTTGGAAACCCTCCAAAAT GGCTAGGAAGGGATCAAAGG 226

Ai08B19387 Araip.B08 19387 p3 (AAG)8 24 90517251 90517274 GCAATGCTTTTACCACACCA CTCCCAAACCCAACCCTAAT 230

Ai08B19388 Araip.B08 19388 p2 (AC)6 12 90523471 90523482 GCCACCACCATTCTCTTCAT CCCTCTTCTTGGATCCCTTC 142

Ai08B19389 Araip.B08 19389 p2 (AG)7 14 90531975 90531988 GAAATGGAAGAGAGGGGAGG CTCTCTGCTCTGCTTCAGCC 277

Ai08B19392 Araip.B08 19392 p4 (ATTT)5 20 90547602 90547621 TCAAGGCCGAGGCTAGATTA GTTGTGCCTCTTACTGGCGT 271

Ai08B19397 Araip.B08 19397 p2 (TA)6 12 90565043 90565054 GGTTGGAATTTTGAACCGAC AACCTTCGCCAACTTACCCT 261

Ai08B19399 Araip.B08 19399 p3 (GAA)5 15 90572400 90572414 CGGTCTTAGGTGCCATCAAT TCCTCTCTACTTGGCCGAAA 167

Ai08B19400 Araip.B08 19400 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctaaactc(AG)8101 90575274 90575374 CAGGTTCTGGATCTGCTTCA TCACATCACCAAAAATCCGA 201

Ai08B19402 Araip.B08 19402 p2 (TG)6 12 90580743 90580754 AGCCATGCTTCTATTCCTGC TGCCATGTCATCTTAAAGGG 264

Ai08B19403 Araip.B08 19403 p2 (AG)7 14 90587038 90587051 AAAAGGGGAGTCTTGTCGCT CATGCATTCTTGGTGAATAAGTG 184

Ai08B19406 Araip.B08 19406 p2 (GA)6 12 90634847 90634858 TCGAACACAGAGAGAGGGAGA GAAAATTCCTCACCACTTTTTCA 248

Ai08B19407 Araip.B08 19407 p3 (GAT)9 27 90637399 90637425 GTGAGACCAGCCTCCAAAAC GAAAGCTTCAATGCTCAGCC 224

Ai08B19409 Araip.B08 19409 p3 (ACC)5 15 90659201 90659215 CCCCCATTCTCCTTCTTCTC GTGAGGGTGAGGGTGGTG 249

Ai08B19410 Araip.B08 19410 p3 (ACC)5 15 90673624 90673638 TTCTCTTCTTCCCTCCACCA ATTGGTGGCTGTTTGGTGAC 170

Ai08B19411 Araip.B08 19411 p2 (TC)6 12 90676953 90676964 ATGCATCCAGATTGAGGGAG AAAAAGGGAACATTGAACCTGA 162

Ai08B19414 Araip.B08 19414 p2 (CT)6 12 90696850 90696861 GGAAAATTGAACCTGGATTGA TGACAATACCGCGACCTGTA 266

Ai08B19415 Araip.B08 19415 p5 (AAAAT)5 25 90700408 90700432 CCGCATGACTCTCTGCTTTT GTGCTAGGTGGGAGACAACC 271

Ai08B19419 Araip.B08 19419 p2 (TC)8 16 90731412 90731427 GGGTCACAGCTTTTCAAGGA AGTGACCGAACCAAATGGAG 195

Ai08B19421 Araip.B08 19421 p3 (TAG)5 15 90737163 90737177 ACTTTTCCTGTTCCCCAGGT CCACCCTACTTTGAGATCCG 267

Ai08B19425 Araip.B08 19425 c (C)14(A)16 30 90759909 90759938 TTCCCAAATCCAAAATTGTCA GCGCTTGAACTGAAGCAATA 244

Ai08B19429 Araip.B08 19429 c (T)12aa(AT)22 58 90778271 90778328 ATCCGCACATCATAACACCA AAAAAGCAGTGAAAAGCTTGC 263

Ai08B19433 Araip.B08 19433 p2 (TA)6 12 90797202 90797213 CCCCGCACTTAAACATTAGC GCAAAGTGGGAAATTTTTGG 196

Ai08B19434 Araip.B08 19434 p2 (TC)6 12 90816349 90816360 TTGAACCTGATAAAGAGTTGGAA AGATCCAAGTCCAGAAGGCA 200
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Ai08B19435 Araip.B08 19435 p3 (GAA)5 15 90818784 90818798 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai08B19436 Araip.B08 19436 p2 (GA)7 14 90821314 90821327 TGAAAAAGGAGTTAGTGATTTTCG TGTTTGTTTCTTATCTTTTTCAAAACC 186

Ai08B19439 Araip.B08 19439 p2 (AT)6 12 90824583 90824594 TTTTCAAGGTCAGCTCATGC GGAAGCATGCTCATGTGAAA 154

Ai08B19440 Araip.B08 19440 c (TC)6(T)11 23 90837960 90837982 TTAGGGTGATTTTTGTCCCC TGGGAATATGTGGGAACTTTG 181

Ai08B19441 Araip.B08 19441 p2 (TA)7 14 90840143 90840156 GCTTTGAGGCATTTTTGTCC TGAAAATCATGGGATTGGGT 184

Ai08B19443 Araip.B08 19443 p2 (CT)6 12 90856458 90856469 TCTCCACCCAAGATCCAAAG GTTTTCCGGGAGCTTTTCTT 177

Ai08B19450 Araip.B08 19450 p2 (AT)11 22 90886226 90886247 GAAAGAATGTCAGCTTCCCG TGGTCGTTCATCTGAGCAAG 273

Ai08B19451 Araip.B08 19451 c* (A)22(ACA)6* 39 90890005 90890043 CTGAGTGTGATCCATGGTGG TTAAATTTGCATTTTGGGGG 240

Ai08B19452 Araip.B08 19452 p2 (CT)15 30 90891520 90891549 ATTTTGCTTCACACACTGCG AGTTTAGGAACTTGGCCGGT 245

Ai08B19457 Araip.B08 19457 p2 (AT)9 18 90924683 90924700 AGGGGACAAAATTACCCCAG GGGGCTAAGGTAAGGGTGAG 246

Ai08B19470 Araip.B08 19470 p2 (CA)10 20 91000182 91000201 GGAACTCCAACCTTGCCTAA GCTTTTGATCACTCTTGCTGG 200

Ai08B19473 Araip.B08 19473 p2 (TA)6 12 91023602 91023613 GGCTCAAAGTCTCACAGGTTG TCCGAGATCGACCTTCAGTT 201

Ai08B19474 Araip.B08 19474 p3 (TTC)5 15 91055585 91055599 CCCAAGGAATGAAGAGGGAT TTCGGTATACTTGCCGAAGG 265

Ai08B19479 Araip.B08 19479 p2 (CT)6 12 91110555 91110566 AAATCCAAGTCCAGAAGGCA GGAAAATTGAACCTGATAAAAAGG 201

Ai08B19480 Araip.B08 19480 c (A)11ttctttcaaaaaata(T)1036 91113452 91113487 TCGAGTTTGGACAACTGACG ACACGCCTAACATGCCCTAC 196

Ai08B19487 Araip.B08 19487 p2 (CT)6 12 91145353 91145364 TTGGGAAAATAGAGAAATCAACAA ACTGATTAGAGGCTGCGGAA 252

Ai08B19490 Araip.B08 19490 p2 (TC)6 12 91160880 91160891 TCCTATTTTCTCTTTTTCCCCC TTGCAACAATCCACAAGCAT 277

Ai08B19494 Araip.B08 19494 p2 (TA)7 14 91175959 91175972 TACTTTGGGGCATTTTGTCC TTGGAAACATTTGGTTTGAGAA 237

Ai08B19499 Araip.B08 19499 c (A)11taaataa(AT)1956 91223267 91223322 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 237

Ai08B19501 Araip.B08 19501 p3 (TTC)5 15 91244428 91244442 TTCCTCAGGTTGTGCTCCTT CTTCTCCCCCAACACTTGAA 249

Ai08B19502 Araip.B08 19502 p2 (TA)6 12 91251726 91251737 AGCTCCAAACTTGAACTGCG GAGGCACCTCGCTGAGTATC 224

Ai08B19503 Araip.B08 19503 p2 (TC)6 12 91258725 91258736 TTCACTTGACACCTTCACGC TGAAGCAAGAAAAAGCAGCA 216

Ai08B19506 Araip.B08 19506 p3 (ATA)6 18 91276278 91276295 TTTTTCATAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 207

Ai08B19508 Araip.B08 19508 p2 (AT)6 12 91277168 91277179 AGGGGACAAAATTACCCCAG GGGGTTAAGGCAAAGGTGAG 238

Ai08B19509 Araip.B08 19509 p3 (AAT)6 18 91296394 91296411 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 266

Ai08B19510 Araip.B08 19510 p2 (AG)6 12 91296738 91296749 AAGATGGGAGAGGGAGAATTT TCTCATCTTTTCAAAATTTGTTTCA 271

Ai08B19512 Araip.B08 19512 c (T)10atttttatgattttctaaa(T)1039 91297744 91297782 TCGAAAAATGCAAGATGCAC ATTGAAAGCTTGGCTGGCTA 268

Ai08B19513 Araip.B08 19513 c (AT)6agctctgggttgcatcaagcaacta(AT)649 91316421 91316469 AATAGCCGCTCATTTGAGACA CAAGGACATGGGTTTTGTCC 268

Ai08B19515 Araip.B08 19515 p4 (AAAT)8 32 91338758 91338789 TCGAAAACAAGGAGCATTAGA TGGAGAAAGGGAGATGATGT 280

Ai08B19521 Araip.B08 19521 p3 (TCT)6 18 91433164 91433181 AATGGCCGAACTCTAACCCT TAAAATGTTTGCTCGTCCCC 183

Ai08B19523 Araip.B08 19523 p2 (GC)6 12 91457835 91457846 ACGTAGGTTTTGGCACAAGG AGTTATGCCCACTTCATGCC 199

Ai08B19526 Araip.B08 19526 p2 (AT)8 16 91470236 91470251 GGTTGATGAAAGTGTACAGCG TGGGGTAATTTTATCCCCTTA 274

Ai08B19527 Araip.B08 19527 p2 (AT)8 16 91500143 91500158 ACCGGACACTTTAACTCCCC TGCCTACCCTATGGCTAACG 229

Ai08B19532 Araip.B08 19532 p2 (AT)11 22 91516483 91516504 CGCTAGAAAGATCGATCACACA CGAGCGATGATGATCTACCC 258
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Ai08B19534 Araip.B08 19534 p2 (AT)10 20 91524104 91524123 GGTTGTTGAAAATGAGGGGA GACTGTTATTGACCGCCGAT 154

Ai08B19536 Araip.B08 19536 c (A)10(T)11 21 91563563 91563583 CTATAGGGCACCTGCACCC TTGAACAATGGCCTCAATCA 229

Ai08B19537 Araip.B08 19537 p3 (TAA)7 21 91566501 91566521 TAAACCCTTCCCATTTTCCC CGCACAATTTCAGCACAACT 209

Ai08B19538 Araip.B08 19538 c (TA)7(T)10 24 91577147 91577170 AGTTTTTGTGCCAGTTTGGG TGAAGCAAGAAAAAGCAGCA 242

Ai08B19542 Araip.B08 19542 p2 (TA)11 22 91590404 91590425 CTCGGCAATCTGATCAGTCA AAGCTCGGCAACTTGTTGTT 266

Ai08B19544 Araip.B08 19544 p2 (GC)6 12 91614420 91614431 GCTCCCCCTTGCTTAGACTT ACTGGGAATACTGCAATGGG 271

Ai08B19545 Araip.B08 19545 p2 (CA)8 16 91615359 91615374 CAAGGCAAACAGGCACTACA TCCAAGGTTCACTACCGGAC 230

Ai08B19546 Araip.B08 19546 p2 (CT)11 22 91617558 91617579 GGATTGGGGTTTTGGTTCTT TCAAAGGCCATTTCATCACA 102

Ai08B19549 Araip.B08 19549 p2 (TG)6 12 91620769 91620780 GGCAACAAACCGACACATAA CCATCGCACCTGTAACTGAA 280

Ai08B19550 Araip.B08 19550 p2 (AT)6 12 91621111 91621122 TTTCCCCTCGTCGTTTATTG GCACTAAAAGTCCGAAACGC 246

Ai08B19551 Araip.B08 19551 p2 (CT)7 14 91621786 91621799 CCACTGGGCAAAAAGATAAAA CTCTCGTGCCCTCTTCTCTG 280

Ai08B19552 Araip.B08 19552 p2 (CT)26 52 91621944 91621995 CCACTGGGCAAAAAGATAAAA CTCTCGTGCCCTCTTCTCTG 280

Ai08B19553 Araip.B08 19553 p3 (ATT)7 21 91623136 91623156 GCCTATGCCTTGGAGTTCTTT TCCGAATCACTAATGTCCCA 271

Ai08B19554 Araip.B08 19554 p2 (TG)10 20 91624354 91624373 TGATTCACAAATCAGTCACCAA ATCCACACCGAGACTGATCC 209

Ai08B19555 Araip.B08 19555 p3 (ATT)6 18 91629560 91629577 GGCTCTAGTGCAAGTGGGAG TCCGAATCACTAATGTCCCAT 252

Ai08B19558 Araip.B08 19558 p2 (CT)6 12 91635292 91635303 CCCTTCCCACTTTTTCCTGT AAGCTTTGGCACTGCTGATT 280

Ai08B19559 Araip.B08 19559 c (ATA)5atttgacgctttgtgtctttttcttatggtagaactgtaaggagaggatagttaaaagtaactagtcatggataaatctgagcagact(CAG)5(CAA)6136 91636861 91636996 CAGAAACTTGGAAATTTGGGA CATCATAGGAGCAGTCGGGT 238

Ai08B19560 Araip.B08 19560 p2 (CT)8 16 91642806 91642821 ACGTATCAAAAATCGCTGGG GGAACATTGAACCTGGAATTG 243

Ai08B19561 Araip.B08 19561 p3 (AGA)6 18 91662381 91662398 TAGAATATTGCTCGCCCTCG CTCTACACTCCTCTTGGCCG 106

Ai08B19562 Araip.B08 19562 p3 (AAT)5 15 91663154 91663168 GTTCTTGTCCTTGCTCCTGC TTCGAAAATTATCCCTCCCC 239

Ai08B19564 Araip.B08 19564 p2 (CT)6 12 91678850 91678861 ATGCCTAATTTGGTGCAAGG AGAAGAGGGGGAGGTGTGTT 248

Ai08B19565 Araip.B08 19565 p3 (TTC)5 15 91678967 91678981 AACACACCTCCCCCTCTTCT TGTCTTCCCTTCCCCTCTTT 170

Ai08B19566 Araip.B08 19566 p2 (AG)6 12 91680230 91680241 TTCGACCCAGAAAACACAGA TCCATAAACCAATTTGGGAAA 272

Ai08B19567 Araip.B08 19567 p2 (TC)6 12 91682978 91682989 TCCGTCAACTTCTCCCAAAC TATAACTTGAAAACGCGCCC 259

Ai08B19568 Araip.B08 19568 p2 (TA)7 14 91683129 91683142 TAATGATGGCGAGCTGTCAC TCCATCATCATCTTTCATGAGC 278

Ai08B19578 Araip.B08 19578 p3 (AAT)5 15 91748740 91748754 GGCCATGTTCTCTGCTTCTC TGCTGTACCAGCGACAAACT 243

Ai08B19582 Araip.B08 19582 p2 (AT)7 14 91759575 91759588 TCTTTTGCACACACTAACAGTAAAA TGTCTAACAAACGTGTCTTATCTCATT 278

Ai08B19589 Araip.B08 19589 c (T)10ctttttttggggtctttgaccccccttttccac(A)1053 91779572 91779624 GGACAGCATCTTCCTCTTGG GCGATCGACGAATTGTTTTT 259

Ai08B19590 Araip.B08 19590 p2 (TA)9 18 91784566 91784583 TCCTTTTTAGGAAGGACGAAGA ACAAACCATTTGGTGAGCGT 275

Ai08B19591 Araip.B08 19591 p2 (TA)8 16 91785672 91785687 TCCCATTCGGTTACTTCAGC TCAAATCAGTTTGGGCATCA 266

Ai08B19593 Araip.B08 19593 p2 (AG)8 16 91809200 91809215 GGGCAATTTCTGGACTGTGT GGAACATTGAACCTGGAATGA 239

Ai08B19595 Araip.B08 19595 p2 (AG)7 14 91815858 91815871 GCAGCGACCTGTATGTACCA GGAACATTGAACCTGGAATGA 269

Ai08B19596 Araip.B08 19596 p2 (AT)7 14 91816854 91816867 TCCTCAACCATTCCAAACCT TTGTGAGGATTGTTTGTTGGTC 275

Ai08B19597 Araip.B08 19597 p3 (CGA)5 15 91828989 91829003 AGGGTTTTACACCAAGCACG TTCGTCTTGTGACTCTTGCG 147
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Ai08B19598 Araip.B08 19598 p2 (AT)10 20 91831964 91831983 GCCTTTTGGTTTAAAGGGCT TGGCTCTTGAAAGAATGATGG 188

Ai08B19600 Araip.B08 19600 c (GAT)6gaaa(AAG)537 91860475 91860511 TTGAATGAATGTAAGTTCATCCTCTT TTTCCCTCCTCCTCATCTTG 218

Ai08B19602 Araip.B08 19602 c (AAG)5cagaagatgaagagaaggaagaggaagagttttgaattatgcagaataagaagata(AAG)586 91870859 91870944 CCCACAAGCTTAAACCTCCA CCTCTTCCTTCTCTTCATCTTCTG 273

Ai08B19603 Araip.B08 19603 c (AAG)7aaaac(GAA)644 91874722 91874765 TGGGATAAGTTGATAAAATCCCC TTTCGGTGTATGTGTGCTGA 173

Ai08B19604 Araip.B08 19604 p2 (GT)6 12 91877657 91877668 TCTTCTCCTCCCTCACTCCA GACCAACTGGACCCAAAGTG 121

Ai08B19605 Araip.B08 19605 c (A)10gatgaataagaaaaaacaaa(GAT)5gaaa(AAG)564 91881410 91881473 CAGCGGACAATATCGTGCTA TCTCCCTCCTCCTCATCTTG 267

Ai08B19606 Araip.B08 19606 p2 (CT)6 12 91884986 91884997 CCTGGAATGAAGTGATAACCAA GGACTCCACGTGCAGAAAAT 247

Ai08B19607 Araip.B08 19607 p2 (AT)8 16 91886158 91886173 AAGGTTGTAATGGGACCAAGG AAAAATCAATGCACATGGGA 215

Ai08B19609 Araip.B08 19609 p2 (TA)6 12 91887457 91887468 CCCATCTCAATTGTAAAGGCA ATGCCATGCAATGCAATCTA 182

Ai08B19611 Araip.B08 19611 p2 (TA)11 22 91913408 91913429 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 280

Ai08B19613 Araip.B08 19613 c (CT)9gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)5102 91919243 91919344 CATCTCTTCCTCACATCACCAA GTTCTTGTCCTTGCTCCTGC 185

Ai08B19614 Araip.B08 19614 p3 (AAG)22 66 91934649 91934714 CCACAAAATTGGGGTTTATCA CTCTTCCTCTTCCTTCTCCTCA 122

Ai08B19620 Araip.B08 19620 c (GAT)11gaaa(AAG)552 91951001 91951052 ATGCTGCATTTTTCTTCTTTTT TCCCTCCTCCTCTTCTTGTG 230

Ai08B19622 Araip.B08 19622 p2 (TA)6 12 91965445 91965456 GCCAACCCAAAAAGGAGAA TCTTGCCTTCTGTCTTGCAC 258

Ai08B19623 Araip.B08 19623 c (GCC)5(ACC)5 30 91968125 91968154 AGGAAACTGGGAAGCAATCA CTAATGCAGAAGGAGGTGGC 245

Ai08B19625 Araip.B08 19625 p2 (CT)6 12 91971440 91971451 GTCTCCTTTTGGGTGGTCAA CATCCCATGAAAAGGATTGG 173

Ai08B19626 Araip.B08 19626 c (T)10catctttttgggtttttcagagagaaaaaaaatacagaac(A)1060 91972813 91972872 AAAATTTTCAATCGTGACACAGAA AAGGTTTAGGGTAATGGGGTG 249

Ai08B19627 Araip.B08 19627 p2 (CT)10 20 91980941 91980960 TCAAAATCACGTAACTACTTTTCTCTC GAGGGAGAGGGTTCGAATTA 276

Ai08B19629 Araip.B08 19629 p3 (TGG)5 15 92001670 92001684 AAGGGGACAAAATCACCCTAA TGGACAAAAATACCCTCACCA 251

Ai08B19633 Araip.B08 19633 p2 (AG)6 12 92014301 92014312 TTGGGAGGAAAAGTGGTTTG CACTTGGTGCAGGAATGAGA 244

Ai08B19636 Araip.B08 19636 p2 (AT)9 18 92024093 92024110 TTAAGTGTGGGGAAAGTGGG CACCATTTATTTTGGGGCAG 235

Ai08B19640 Araip.B08 19640 p2 (AT)6 12 92032338 92032349 ATTGGCCAACTGCAGGATAA GGCCCTCTATTGAAGGAACA 242

Ai08B19648 Araip.B08 19648 c (CT)17t(TC)11 57 92056272 92056328 TTTTTCCCCCAATTTCCTTC AAGAAAGTGGCAAAAAGCCA 159

Ai08B19649 Araip.B08 19649 p2 (CT)6 12 92067839 92067850 CCATTTTCCCCAAATTTCCT TCGAAGATCTTGTTGGGTCC 197

Ai08B19650 Araip.B08 19650 p3 (AGT)5 15 92075800 92075814 GCTGGGGATTTTTGAGGATT CAAGACAAGGGGAAAGACCA 263

Ai08B19655 Araip.B08 19655 p3 (CAA)6 18 92090487 92090504 CATTCGATCCTCCCTCAAAA ATCCCCTAAAATCACCCACC 244

Ai08B19660 Araip.B08 19660 c (CA)9ttctgtctccgctaatccccgaaattcatctctgaaattcataaatttacttaattatccttaatagtttatttcttatatatatttttagtcattt(CA)12139 92096751 92096889 CCCGAAATTCATCTCCAAAA ATAGAGAACGACGCGGTGAT 241

Ai08B19664 Araip.B08 19664 p2 (CA)7 14 92107162 92107175 TCCAAACATACTCACCCTCACTT GCAGACGCGATGATAGTGAA 203

Ai08B19665 Araip.B08 19665 p2 (AT)12 24 92111459 92111482 GCTTTTTGCTTTGCCTTTTG TTGGCTCTTGAAAGAATGATGA 220

Ai08B19666 Araip.B08 19666 p2 (TA)8 16 92115482 92115497 TGTAGCCTTAGGTCCCACTTTT TTTATTATGGCAACCTAAATCTTGTT 277

Ai08B19667 Araip.B08 19667 p2 (AC)19 38 92123939 92123976 AATGAGGCCAAGGTAAGGGT CCGAGGGAAAATTGTTGAGA 219

Ai08B19668 Araip.B08 19668 p3 (GAA)5 15 92130431 92130445 GCAGAGCAAGGGCACTAAAC CATAACCACCCTCAACCACC 256

Ai08B19673 Araip.B08 19673 p2 (AT)10 20 92166061 92166080 CCGTAATACCACTCCCGAAA CAGGACATGGGCGTAGAAGT 231

Ai08B19674 Araip.B08 19674 p2 (CT)6 12 92167185 92167196 TGTTTCTTAACTTTTTCAAAACAACC CCGTTGTCAATGGCTACCTT 142
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Ai08B19676 Araip.B08 19676 p2 (TG)6 12 92213801 92213812 TTCGGCTATCATCCCTATCG AAAGTCCCAAATGCATGCTC 167

Ai08B19678 Araip.B08 19678 p2 (AG)6 12 92227657 92227668 GGGCTCAAAATTGGTTAGCA TTTCGAGCCTATTGCATGGT 219

Ai08B19680 Araip.B08 19680 p2 (GC)6 12 92230159 92230170 GAAAAGGGGTTGAGAAAGGG AACGCGAATTCTCTTAGGCA 279

Ai08B19681 Araip.B08 19681 p2 (GC)6 12 92230635 92230646 GGCACAAAATGGGCATAACT AATGAAAATGGGCACTGACG 104

Ai08B19683 Araip.B08 19683 p2 (CT)6 12 92243657 92243668 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGGGTCCTTTTTACCACAG 279

Ai08B19690 Araip.B08 19690 p3 (AGT)10 30 92322429 92322458 GCATTTGATTAGATTTCCTCCC GCAACTAAAATCCAGCCCAA 255

Ai08B19693 Araip.B08 19693 p4 (ATAG)7 28 92333027 92333054 TGCTTGGGAATTTGATTGCT CCCTTCAAATCAAGCCAAAA 247

Ai08B19696 Araip.B08 19696 c (AG)11t(GA)6 35 92364968 92365002 AGTGGTGGCCTTGCATTTAC AACCATTGATGCTCAAAGCC 267

Ai08B19698 Araip.B08 19698 p2 (AT)8 16 92369459 92369474 TTCAAAGTGAGTGCCAACAAA GCTTTTCATTTATAACCGTTAACCT 274

Ai08B19703 Araip.B08 19703 c (CT)9(GT)8 34 92382931 92382964 ACGAAACCCAAAACAGCAAC CAAAGTCTCTCACACACACAGTCTT 280

Ai08B19707 Araip.B08 19707 p5 (ATCGG)5 25 92408377 92408401 AACATTGAGGCCTTGTGGAC CAAAATTCGCAATCTGAGCC 147

Ai08B19709 Araip.B08 19709 p4 (AAAT)6 24 92420000 92420023 TTTTTCTGGTCCCACATTCAG CCTTGGGTCACTTCTTGGAA 270

Ai08B19710 Araip.B08 19710 p3 (GGC)6 18 92422387 92422404 CTGAAGGAGGCAGTGTTCGT GCCTCCTCTCCTCTGGTCTT 194

Ai08B19713 Araip.B08 19713 p2 (AT)9 18 92452664 92452681 TGCCTAAATCAGGTCCATTCA GCACTATTTTGCTGCCATGA 145

Ai08B19714 Araip.B08 19714 p3 (AAT)5 15 92456023 92456037 CCACCAAATCCCCCTTAGTT TTGGAAGACATAAAGGAAATGGA 275

Ai08B19715 Araip.B08 19715 c (AT)7(AG)10 34 92465549 92465582 TTGACAGCAAATGGAATCACA TGATGATTTCTCAGCCAACG 186

Ai08B19718 Araip.B08 19718 p3 (TTA)11 33 92470416 92470448 CTGTTGATGAATGCCACAGC CATTTCGACATGGAAGCACA 187

Ai08B19719 Araip.B08 19719 c (A)11ccaatatgcccaattgctattaataagtatatagaaaaatcatgattctaaaaatcaaacaaaatgc(A)1189 92485315 92485403 CGCGTGATTCATGACAAAAT CGGCCCTATTTGAGCTGAT 274

Ai08B19730 Araip.B08 19730 p3 (TCT)5 15 92524251 92524265 CTTCTTTTTCTTGCGCTCGT CGTGCAGTAACGGTTGAAGA 101

Ai08B19731 Araip.B08 19731 c (TCT)6tttctttcgtttcttgccttctctttctccttcttcaaccgttactgca(CTT)685 92524368 92524452 TCTTCAACCGTTACTGCACG TGGAAATCGAGAATAACGAAGA 207

Ai08B19735 Araip.B08 19735 p3 (GAA)5 15 92548821 92548835 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai08B19738 Araip.B08 19738 p2 (CT)6 12 92564774 92564785 TGCAGGGATGAGAAATCCTT GGTGAGGTAGGTGGGGTTTT 196

Ai08B19747 Araip.B08 19747 p2 (CT)6 12 92611835 92611846 TCTTTTCAAAATTTGTTCCAACT AAGATGGGAGAGGGAGAATTT 260

Ai08B19748 Araip.B08 19748 p3 (TTC)5 15 92614785 92614799 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai08B19750 Araip.B08 19750 c (A)10ggcg(A)10 24 92624079 92624102 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 163

Ai08B19755 Araip.B08 19755 c (T)10gttc(T)11 25 92644958 92644982 CGATAGATTGTGGATCCGGT TGATGGATAGAAATAGGTTGGATG 280

Ai08B19756 Araip.B08 19756 p3 (TCT)5 15 92651864 92651878 ATCATCTGCGTTCTCCATCC AATGACATCCTCTGCCTTGG 198

Ai08B19763 Araip.B08 19763 p2 (TG)6 12 92702699 92702710 ACCAAAAGACCAAATCGTCG TAAGGCCAAAGAAGCACGTT 275

Ai08B19765 Araip.B08 19765 c (ATA)5gattacaacagaaaaag(A)1143 92708337 92708379 TTTTTCAGGGTAAGAAACAAAGTAA TTTGAAACCGTCTATCTCTGTTATT 264

Ai08B19769 Araip.B08 19769 p3 (CAC)5 15 92717324 92717338 GGTGTCTATGGTTTAGGCCG GTACAAATGGTGATGGCGTG 186

Ai08B19770 Araip.B08 19770 p3 (ACC)5 15 92717585 92717599 AAGAAAGGGAGGGAAATGGA CCCTTGTGTTCCTCATCGTT 138

Ai08B19774 Araip.B08 19774 p2 (TA)6 12 92724889 92724900 CGAAGAAGGGGAAACTGTCA CTTGCAGGCAGTTGCAGATA 243

Ai08B19777 Araip.B08 19777 p2 (TA)6 12 92730370 92730381 TGCAAAGTTCAGAGCACGTT AGGTTATGGCGCTTATGGAA 175

Ai08B19782 Araip.B08 19782 p3 (ATT)11 33 92742884 92742916 AGGTGGGACACTCTTGGATG GATCCAAGCAATTTTGGCAT 126
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Ai08B19784 Araip.B08 19784 p3 (TTA)5 15 92745654 92745668 TGCTGAGAACTCCACCACTC AACTTGCACTATCCGCAAGG 234

Ai08B19785 Araip.B08 19785 p2 (GA)7 14 92748418 92748431 TCACTGGAGAGTGGAGAGGC GTCACTGTCGCAGAATCGTC 235

Ai08B19796 Araip.B08 19796 p2 (TA)7 14 92804236 92804249 CCCCTTTTCAATCAAACCAA ATATTGGGTGACCATTTCGG 231

Ai08B19798 Araip.B08 19798 p5 (AAAAT)5 25 92817291 92817315 GTTCAAAAATTAAAAGGAAATTGAA AATTCCTTATCTTCTCTTACCTAGCTT 191

Ai08B19802 Araip.B08 19802 p2 (AG)7 14 92829975 92829988 TGGTAGTAGTTGTGGTGCCAA TTTTCGCCAAAGACAATTCC 134

Ai08B19803 Araip.B08 19803 p3 (ATT)19 57 92830435 92830491 CCACATTTATGCTCTCTTCCA TGGACAACGAGCAAGTTGAA 249

Ai08B19805 Araip.B08 19805 p2 (AT)19 38 92833880 92833917 TGAGTTCCACTGTCACCCAC TTTGGTGTCTTTTGGGTTCTC 239

Ai08B19806 Araip.B08 19806 p2 (TA)8 16 92834036 92834051 CAGTAGAGAAACCGGCCAGA TGGGGCTTTACTTTTGGCTA 189

Ai08B19811 Araip.B08 19811 p2 (AT)8 16 92862969 92862984 AGGCTCGCAAATATAAACCG AGGCACCTCGATGAGGTATG 240

Ai08B19813 Araip.B08 19813 c (T)10atattgattagctcctgtgccaaaaaaataacattgac(T)1159 92878709 92878767 GAAAGGATAACGAGGTCCCC TCAAAAGGACAACGAAACCC 136

Ai08B19814 Araip.B08 19814 p2 (AG)8 16 92879470 92879485 CTCCTCGTTGTTCGGTCTTC TGTGATCTCACTCCAGTGGC 267

Ai08B19815 Araip.B08 19815 p3 (GTT)7 21 92879716 92879736 ATCACATCGATGCCAGCAC CAGAAGCAGAAGCAGAAGCA 253

Ai08B19816 Araip.B08 19816 p3 (TGT)5 15 92879922 92879936 TGCTTCTGCTTCTGCTTCTG TGATCCCTAAGGTAGGGGCT 271

Ai08B19818 Araip.B08 19818 p2 (GA)7 14 92892963 92892976 CGTTCTGCTTTCCGTCAAGT TCGATGGTAGCAGGATGTGA 256

Ai08B19819 Araip.B08 19819 p2 (GA)7 14 92894505 92894518 AAGCCACGTTTATGCTTTCG CTCCGATGGTAGCAGGATGT 235

Ai08B19821 Araip.B08 19821 p2 (AT)11 22 92926186 92926207 CCATACCGTAAGGCAAAGGA GTGGGTTGCGGCTAGTATTC 259

Ai08B19825 Araip.B08 19825 p3 (TTC)8 24 92967498 92967521 TCGCGTTTTCGTTCTTCTTC TGATAGCATGCAGCAACGTA 270

Ai08B19826 Araip.B08 19826 p3 (TTC)5 15 92967623 92967637 TCGCATTTTTCTTCTCTGCTC TTTGTGATTTCGGTTCACCA 259

Ai08B19827 Araip.B08 19827 c (TCC)5tttcaaatttgcgctcgtagg(TTC)551 92968324 92968374 GAGGCCACTAAACCGAACAA AACAACCAATTTCAAAACCCT 232

Ai08B19828 Araip.B08 19828 p3 (AGA)5 15 92968767 92968781 CGCTTCGGAAGAATAATCCA TCTTTTTCTTTGCTCGCGTT 242

Ai08B19830 Araip.B08 19830 p2 (AG)9 18 92980709 92980726 GCCTTCAGATGTAAAGCAACAA CGCCAATTTCCACTTCTCAT 267

Ai08B19831 Araip.B08 19831 p2 (AT)6 12 92983178 92983189 AAAAACAATGCCAAAAAGCG TAAAAGCAATGCACATGGGA 253

Ai08B19835 Araip.B08 19835 p2 (AG)6 12 92989233 92989244 GCTGGAATAAAAATGCCTTCA CGCCAATTTCCACTTCTCAT 275

Ai08B19836 Araip.B08 19836 p3 (AGA)5 15 92991431 92991445 CACGCCAGTGTTATTTTCCA CATCAAGCAACTTGGTGTGC 234

Ai08B19837 Araip.B08 19837 c (TA)7(T)13 27 92999658 92999684 TGGGGTATTTTGTCCCCTTT TTGATTTTGGGAGAGTTGGG 274

Ai08B19838 Araip.B08 19838 p2 (GA)6 12 93016350 93016361 AAAAGGGAGAACAGGAGGGA AGAAACGACGGCTCTAGCAA 139

Ai08B19839 Araip.B08 19839 p2 (CA)6 12 93019160 93019171 CTTTCCTCAGCCTCTGAACG CGACGATGACTCTGATGGTG 215

Ai08B19841 Araip.B08 19841 p2 (AT)6 12 93033027 93033038 CATGTGTCGGTTAGCACCTG GCTTGAGGCAACCCAAGATA 271

Ai08B19843 Araip.B08 19843 p2 (AT)7 14 93061178 93061191 CGTTAAGCAGAGCAATCAGAG GCCTTAGGGCAACAGAAAAA 276

Ai08B19845 Araip.B08 19845 p2 (TA)6 12 93080656 93080667 TCCGGGTTGAGACTCGATAC GCATATGATGCATGCCTGTC 257

Ai08B19850 Araip.B08 19850 p2 (TA)7 14 93099636 93099649 ACTTTGTGGCATTTTGTCCC GGAAATTTTGGGAATTGGGT 187

Ai08B19852 Araip.B08 19852 p2 (AT)10 20 93114978 93114997 CACCCTACCACACAAAGCCT GGTCGATCTTGGAGCTTGTT 277

Ai08B19853 Araip.B08 19853 c (ATAA)6(AT)6(AG)648 93118626 93118673 AAGATTTAAGGCTCCGGGAC ATTGTTTGGTGCTGAGGAGG 277

Ai08B19855 Araip.B08 19855 p2 (AG)6 12 93135551 93135562 TATTTCTGGCCCAGTTTTCG ACATTGAACCCGGAATGAAG 210
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Ai08B19858 Araip.B08 19858 p3 (AAT)9 27 93156010 93156036 AAATTTCCCTCTTTCAAGGTCTG TGCTTATGTTGCTTCCATGTTT 280

Ai08B19860 Araip.B08 19860 c (T)12(A)13 25 93157107 93157131 TTCCAATAGCTAGGAGGCAA AGTCTGCTCACGATGCTTTTC 164

Ai08B19862 Araip.B08 19862 p2 (TA)6 12 93165512 93165523 CTTGTTGTACCCTCGCCATT CAAAGCCGCTCCAAAAATAC 186

Ai08B19863 Araip.B08 19863 p2 (GA)6 12 93166735 93166746 CAAGAAATTTTTGTATCAAAAGTGAAA TCATATTTAAGCCCTCCCCC 150

Ai08B19864 Araip.B08 19864 p2 (TA)11 22 93170506 93170527 GTTGAGGCATGCTGGAGACT CGAAGATAACCGGTCCGAG 225

Ai08B19868 Araip.B08 19868 p3 (AGA)5 15 93183789 93183803 CGACCCATGGCTTAATCACT CGAGGATTACCGGATTGAGA 250

Ai08B19872 Araip.B08 19872 p2 (CT)8 16 93210055 93210070 GTAGCCATAAACGGCTCGTC AGAGGCATTCAGCCTCATGT 161

Ai08B19873 Araip.B08 19873 p2 (AT)10 20 93215695 93215714 GGTACGCTTCCGCATTATGT TTCGGATGCAACGTAAACAA 193

Ai08B19874 Araip.B08 19874 p2 (TA)11 22 93221472 93221493 GGGGCATTTTGTCTCCTTTT GTGTGGGAAAATTGGGTTTG 210

Ai08B19881 Araip.B08 19881 p2 (AT)6 12 93270159 93270170 GACATTCCGAGCATTAGGGA TTTCATTCCAAACAATCCACA 245

Ai08B19882 Araip.B08 19882 p3 (AAT)16 48 93285540 93285587 GCTTGTTCCCTTTAATGATTTTG ATGCGCATGCATGGTATAA 278

Ai08B19886 Araip.B08 19886 p2 (AG)7 14 93314426 93314439 GGAAAAGGCTTGCTATTGCT TCACCTTTTCCAAAAATTTGATT 276

Ai08B19890 Araip.B08 19890 p2 (AT)8 16 93336193 93336208 CATGCATGTATATCCCAATTCAA AACCAACGAGGACGATGTTC 273

Ai08B19891 Araip.B08 19891 p2 (AG)6 12 93345624 93345635 AAGGAAGAAGAGAGTTAGTTAGGAGG TGCATATCTTATCTTTTTCTAATTTCA 271

Ai08B19895 Araip.B08 19895 p2 (CT)6 12 93414883 93414894 AACCAAATTGGCAACATCAA ATCCAAGCCCAGAAACACAG 277

Ai08B19899 Araip.B08 19899 p2 (GA)22 44 93421058 93421101 TTCCCAGCAGTAGCAGTAAACA TCACAGTTTACAACCCTCTCCC 242

Ai08B19900 Araip.B08 19900 p2 (TC)8 16 93422996 93423011 CTGCTCTGGGATGCACTACA GGGGAAATGGGAAAGAAAAA 238

Ai08B19905 Araip.B08 19905 p2 (CT)9 18 93432896 93432913 TTTCAATCACATCTTTTTAAGAATCAA AAAGAGGGAAGGGATTTTCG 185

Ai08B19909 Araip.B08 19909 p3 (AGA)5 15 93449251 93449265 TTAGAATGTTGCTCGCCCTC AATCCCACAGGATCCCTACC 172

Ai08B19910 Araip.B08 19910 p2 (AG)6 12 93453634 93453645 TTCTTGTCCTTGCTCCTGCT CCTCACACCACCAAAAATCC 169

Ai08B19911 Araip.B08 19911 p2 (AG)6 12 93453877 93453888 GATGGTTCGGATTTTTGGTG TTTCTTATCTTTTTCAAAACCACCT 275

Ai08B19914 Araip.B08 19914 p3 (CTT)5 15 93465374 93465388 GGTGTGGAAGTGTTCTCAAGG CAACAAGCAAAGCATTTCCA 216

Ai08B19915 Araip.B08 19915 p2 (CT)8 16 93467257 93467272 GGAAAACTAAATTGAAGGAAGAGTG GCTAGGGGCGATTTCTTAGC 231

Ai08B19929 Araip.B08 19929 p2 (CT)6 12 93543641 93543652 GAACCTGGATTGAAGAAGCAA CAGATTTTGTCCCCAGCAAT 241

Ai08B19930 Araip.B08 19930 p2 (AT)6 12 93545051 93545062 GCATTGCTTTTACATTGGGG TGGGTTTGGAAACGTTTGAT 266

Ai08B19931 Araip.B08 19931 p2 (CT)15 30 93546924 93546953 CGCGCAACTCTCTGTAAGGT GTGCTAGGTGGGAGACAACC 266

Ai08B19932 Araip.B08 19932 p2 (CT)7 14 93549664 93549677 GAACCTGGATTGAAGAAGCAA TTTCTGGGCTGTTTTTGACC 223

Ai08B19933 Araip.B08 19933 p2 (TA)6 12 93552375 93552386 TGTTGATGTGGTGTCATTTGC TCAATTTGCCCTCATTTTCC 279

Ai08B19934 Araip.B08 19934 p2 (GA)7 14 93559306 93559319 ACTCGGAGGTGGAAGCTTTT ACAACCCTCTCTTCACCCCT 225

Ai08B19940 Araip.B08 19940 p3 (GAG)9 27 93596331 93596357 CTAAGCACAGAGGGAGGACG TGCAAACTAGAGACCATGCG 219

Ai08B19943 Araip.B08 19943 p3 (ACA)19 57 93618821 93618877 AGTTTGCCATAGAATGAACCA CCTGGTGGACTTAGTCAGGC 254

Ai08B19944 Araip.B08 19944 c (AT)10ttctttttctttatcattcatttttttc(T)1058 93630405 93630462 TGGGGCATTTTGTTCTCTTT TGTGGGAAAACTTGGGACAT 277

Ai08B19945 Araip.B08 19945 p3 (ATG)5 15 93670172 93670186 TAGATCGAGCTTGGTGGCTT CATTCAACAACTCCAATCCTCA 207

Ai08B19946 Araip.B08 19946 p2 (TA)39 78 93672579 93672656 AAACTCTGCAAGCTGTGGCT GTTCACACGAAGCTAACGCA 165
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Ai08B19954 Araip.B08 19954 c (TCT)11cctgcg(CTT)554 93709442 93709495 CCTCCAAACAATTTTGGCAT AACGTGAAGAAGAAGGCGAA 192

Ai08B19955 Araip.B08 19955 p3 (AAG)25 75 93709929 93710003 CCGAACACGTCATTATGGTG CTTCTCTTTCCCCGCATTTT 203

Ai08B19956 Araip.B08 19956 p2 (TA)6 12 93710305 93710316 TTGGATCTACTTGAATAAAATTTGGA AGCATTGCTGGGTCTTCATT 262

Ai08B19959 Araip.B08 19959 c (A)10catcatcataattattgacactatctaaaattaaccattatttacatcaatcaaaggttcctgttaattggaaaaataataaaag(A)10105 93717557 93717661 CCTCATAGAAGGTGCAAAGGA GGCAATGGTGATTAATTCGG 259

Ai08B19961 Araip.B08 19961 p2 (TG)22 44 93728616 93728659 GGACTTCTGAAGCGAAGTGG AGCTTCTAACTCAGCCCACG 257

Ai08B19965 Araip.B08 19965 p2 (TA)11 22 93746522 93746543 GGAACAAAAGAAAAGAAAAAGGAA TGACATTCTCTTGCTCACGG 195

Ai08B19967 Araip.B08 19967 p4 (AAAT)5 20 93750844 93750863 CGCATATCCGCGTATCAAC TTATCTGATCCGATCCGCAC 277

Ai08B19968 Araip.B08 19968 p2 (GT)6 12 93761224 93761235 TCCTCTTTGTGGATGCAATG GGCATTTCCTGGAAGAGTGA 213

Ai08B19971 Araip.B08 19971 p3 (GAA)6 18 93763901 93763918 ATTGATTGATTGCGGAGGAG GAAGGCGTGTGCAACTGATA 230

Ai08B19973 Araip.B08 19973 p3 (ATA)5 15 93764886 93764900 AAAATTGCGAAATCGTACCG AGCGCTGCTAAGTGCTAAGG 183

Ai08B19974 Araip.B08 19974 p2 (CT)6 12 93780060 93780071 GGATAGCAACCTGGCGTTTA AAAAGGGTGTTATGGGAGGG 169

Ai08B19977 Araip.B08 19977 p2 (TA)12 24 93809124 93809147 AATGCAAAAGAAGCCGAAAA CCTTTTAAGCATCAAACCCG 156

Ai08B19978 Araip.B08 19978 p4 (GTTA)5 20 93841395 93841414 TCAACCATCATCCAACACTACC TGCTTTGAAGGCAATGTCAC 279

Ai08B19979 Araip.B08 19979 p3 (CTT)5 15 93851825 93851839 TTCAACCGTCTTGGAAGGAG AAGGATCAGCCATAGCTCCA 218

Ai08B19983 Araip.B08 19983 p2 (CT)7 14 93878577 93878590 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai08B19985 Araip.B08 19985 p2 (AT)10 20 93895107 93895126 GGCTAGTGGGAGTGTTCATCA GGCATTTTTGTCCCCTTTTT 272

Ai08B19988 Araip.B08 19988 p3 (TGG)5 15 93932960 93932974 ACATGACGCTCAAAGCACAC GCTTAGCTGAGCTGGCTGAT 277

Ai08B19990 Araip.B08 19990 p2 (TA)6 12 93954734 93954745 CCTCGGTGAGCGTCTAGAGT CAAAATATTCAAGCTCCGGG 238

Ai08B19994 Araip.B08 19994 p3 (ATC)14 42 93970305 93970346 CAAATTTTTCTGGTCAAAATTCAA TTTTAGCGGCCATTTTCTTG 241

Ai08B19997 Araip.B08 19997 p2 (TA)6 12 93975166 93975177 CACTGCGTTCATGGAAATTG AATTTTGCTCCAACCAGCAG 214

Ai08B19998 Araip.B08 19998 p2 (TC)12 24 93978495 93978518 ATAAATGGGGACCATGACGA AGAGACGAACAATGATGGGG 260

Ai08B19999 Araip.B08 19999 p2 (AT)6 12 93980892 93980903 ATGCAGACCTTGGAAAGGAA GCCAAAGTTTCATAGCCACC 255

Ai08B20000 Araip.B08 20000 p4 (TTCT)5 20 93983581 93983600 TCCCAAATCATGAGACACGA GAGTTCCAAGTGAGGGATGC 272

Ai08B20008 Araip.B08 20008 c (A)11gaaaag(A)10 27 94030038 94030064 GGGGGTAGAAAAAGATTTGACA TGCAATTACCCAGAAAGCAA 224

Ai08B20011 Araip.B08 20011 p2 (AT)12 24 94045280 94045303 CCGAGCTTGAGCTTGGATAA GTTGGTTCGAGCTCACGAGT 272

Ai08B20013 Araip.B08 20013 c (A)11catgtccatccacggtaacaatctgaaagtacttttctgatggatttttgttgatcatcgtttcgagccaat(TA)695 94049045 94049139 GAGGAGGAGTCAACGGAGTG ACTATCACCAACACCGCCAT 276

Ai08B20014 Araip.B08 20014 p3 (TTC)5 15 94060577 94060591 GGATGTTCAGGAATTGCAGC CTTTCCTCTTCCTCCCCATT 273

Ai08B20015 Araip.B08 20015 c (A)10taataaagagaatcaataatacattaacatataaaccacatacacaaataatgtatatattaattgtgaatcac(A)1397 94062438 94062534 CGAATATCACATGGGCTACAAC TTTTGTCATGTGTACTTCAATTCAT 251

Ai08B20016 Araip.B08 20016 p3 (TCT)5 15 94064709 94064723 TACAACAACAAAGCCCACCA CCTCACGAAGGGTCCTAACA 173

Ai08B20024 Araip.B08 20024 c (AT)14aatataattagc(ATAA)768 94100515 94100582 CCTGGGTTAATGGGAATGTG TTGGGGTAATTTTGTCCCCT 215

Ai08B20025 Araip.B08 20025 p2 (GT)7 14 94100729 94100742 GGGGACAAAATTACCCCAAT ATATGCATGGCCAAGTGAGC 215

Ai08B20033 Araip.B08 20033 p3 (AGA)5 15 94170911 94170925 GGCTCCTGAAGGAATGATGA TAGTTTAGCCGCTTAGGCCA 236

Ai08B20035 Araip.B08 20035 c (CTT)5ctc(T)10 28 94194899 94194926 TTTAGCTGCTTAGGCCAGGA TTGTTGGCTCCTGAAGGAAT 241

Ai08B20038 Araip.B08 20038 p5 (AAGAT)5 25 94217131 94217155 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B20040 Araip.B08 20040 p5 (AAGAT)5 25 94226866 94226890 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 178

Ai08B20044 Araip.B08 20044 p2 (AG)8 16 94254135 94254150 GATGAGAGAGAAAGAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 261

Ai08B20045 Araip.B08 20045 p2 (TG)8 16 94284369 94284384 GATGTAGGTCGAGAGGCACC AGGTTGGCCGGAGATACAC 258

Ai08B20046 Araip.B08 20046 p2 (TA)7 14 94289217 94289230 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 274

Ai08B20047 Araip.B08 20047 p2 (TA)6 12 94335905 94335916 CACTTTGGGGCATTTTGTCT GGGAAACTTGGGACATTGGT 261

Ai08B20051 Araip.B08 20051 p3 (AAG)6 18 94353748 94353765 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 216

Ai08B20055 Araip.B08 20055 p3 (ATG)5 15 94378342 94378356 GCCTTCCCTGGTTTCTCTCT AGGTTCCAGTCGTCATCGTC 202

Ai08B20057 Araip.B08 20057 p2 (TA)10 20 94380603 94380622 TTTTCGTCCTCGAAAATTGA CGCATTGCTTTACCATCAAA 243

Ai08B20060 Araip.B08 20060 p2 (GA)6 12 94388263 94388274 TCCAAACAGAAGGGTGAGGA CGAAAATACCTCCCTCTTTTTCA 220

Ai08B20061 Araip.B08 20061 c (A)10tttttttgaaaaa(T)1134 94389836 94389869 CTGATGGTTCAAAGCCCCTA TCGAGTTTGGACAACTGACG 249

Ai08B20063 Araip.B08 20063 p2 (TA)7 14 94402278 94402291 ATTGGTCTGCCCCTTCTTTT AAGGCAGATGATGATGACGA 136

Ai08B20067 Araip.B08 20067 p2 (AT)7 14 94406940 94406953 ACTCATGTGCGCATGTTTTT TTTTGCTAACATGAGAAAGTATGTACG 267

Ai08B20068 Araip.B08 20068 p2 (AT)7 14 94407384 94407397 TGCAGAAAATTCTCAATCCAG TGCATTTAATTTTCATGGTTAGGA 225

Ai08B20069 Araip.B08 20069 p2 (AT)11 22 94407577 94407598 TCCAGCATACAAAACTTCCTG TGCATTTAATTTTCATGGTTAGGA 197

Ai08B20077 Araip.B08 20077 p3 (AAT)8 24 94420283 94420306 TGAGGGAGGAGTAAGTGGATG TTCGTGCACTAAAAACACATTT 266

Ai08B20078 Araip.B08 20078 p3 (GAA)5 15 94425817 94425831 GAGGGCTTTTCGGCTATTTT CTCATTTCTCTTCTTGGCCG 257

Ai08B20079 Araip.B08 20079 c (A)11ggttagttttcgaaaattaaaataaaaaattaaaataattagttaattaaaaagaaatttttgaaaaagagggagatatttttgaaaatt(AG)7115 94427933 94428047 AGGAATAGGGGTGAGGGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 234

Ai08B20081 Araip.B08 20081 p2 (AT)7 14 94443433 94443446 TTAAGTGTGGGGAGGTCGTC CTCAAATCAATTGGTGCCCT 202

Ai08B20084 Araip.B08 20084 p5 (AAGAA)6 30 94453403 94453432 TCAAGAGGGGTTCTTTATCCC TGCCAAGTGGCACAGAAAG 278

Ai08B20090 Araip.B08 20090 p2 (TC)9 18 94545918 94545935 AGCATTCCCTAGAGTGCAGG AACAGTTTACCCGCTTCACG 251

Ai08B20091 Araip.B08 20091 p3 (TTC)5 15 94553693 94553707 CCTTTCATTCTTTGGGTTGC AAGGAAGGCACGGTTATCCT 149

Ai08B20092 Araip.B08 20092 p2 (AT)8 16 94558611 94558626 CACCATGACACAAGCCTCAC CTCAACACACAAATCACGGC 280

Ai08B20093 Araip.B08 20093 p2 (AT)7 14 94564927 94564940 TGGGAAGCATGCTCATGTAA TGCCCAAATTTTCTCACTTTG 189

Ai08B20095 Araip.B08 20095 p3 (GAA)5 15 94575905 94575919 GAAAGAAGCTTGAGAAGAAGGTG CAACACCACCAGATCCCTG 225

Ai08B20097 Araip.B08 20097 p2 (AT)10 20 94610673 94610692 GGGTTTATCAACCTCCCCAC AATTGTGGTTTGGCATGGTT 236

Ai08B20098 Araip.B08 20098 p2 (TA)9 18 94613420 94613437 AATTGTGGTTTGGCATGGTT ATTTCTGGAAAGCCCTGGAT 262

Ai08B20102 Araip.B08 20102 p4 (TTAT)5 20 94648794 94648813 TCACCCCATATGCATTGATCT GGAGAACTGTGGGAACTTGG 251

Ai08B20105 Araip.B08 20105 p2 (GT)8 16 94681004 94681019 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254

Ai08B20106 Araip.B08 20106 p3 (TCA)5 15 94688832 94688846 TGTGGTCTGCCATGAGACAT GGTTCTTCCCGATTGCATTA 272

Ai08B20107 Araip.B08 20107 c (TA)6ttaattgcttaatgcaacccagagttatatt(TA)655 94692164 94692218 AAAAGAAACCAGAACAGAGTAAAGAGA GGGAAGCGGAAAATAGCTG 265

Ai08B20112 Araip.B08 20112 p2 (AC)7 14 94703020 94703033 ACCAAGATTGGACCGAACAG CCTTCCTCTCCACCATTTCA 147

Ai08B20113 Araip.B08 20113 p2 (AT)15 30 94707907 94707936 CCTCGCCTTTAACTTTGCAT GTTGCGCCACTCTGATAGGT 255

Ai08B20114 Araip.B08 20114 p2 (TA)6 12 94709651 94709662 GTGTGATTCTGGCAATGTGG AGCAACCTACTGAGGCAGCA 253

Ai08B20120 Araip.B08 20120 p2 (TC)6 12 94751778 94751789 CCCCCTCATACACACACCTC GCTCGTCCTCGAGCAAAATA 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B20122 Araip.B08 20122 c (TA)6catatatatatg(TA)6catatatatatg(TA)8aatatatttttttcttttcttttatttttctcaatgcatatgattaaattattggatgcatgaatcatgtcctaaagatta(T)11156 94759698 94759853 TCGTTTATTATTTTTAGTTTTAGAGGG TGGGTTTGGAAACATTTGGT 278

Ai08B20126 Araip.B08 20126 c (A)11gaaaaaataacc(A)1235 94768928 94768962 TGACCAAGACTCTTTTGATTAGCA TCGTTGTTCCAGGTGTGTTT 272

Ai08B20127 Araip.B08 20127 p2 (GT)7 14 94769638 94769651 CTACAACAATGGCGATGACG AGACCGACAACAATCCTTGC 218

Ai08B20130 Araip.B08 20130 p3 (CTG)5 15 94783646 94783660 ATCACGACATCGAATGGAAA CCGTTCTCGAGCCAGAGTAG 259

Ai08B20136 Araip.B08 20136 p2 (GC)6 12 94831370 94831381 GGGGTGTGAGTGAGAAAGGA CGGGTTTATGCCACTTTTGT 178

Ai08B20137 Araip.B08 20137 c (A)11ta(AT)7 27 94840127 94840153 GGAATTTGGGTGCCTACTCA TTTGTTCCCACAATTTTCCA 158

Ai08B20138 Araip.B08 20138 p2 (TG)6 12 94840498 94840509 GGGGACAAAATTACCCCAAT CAAGGTTGTAATGGGGCCTA 250

Ai08B20139 Araip.B08 20139 p2 (TA)11 22 94844936 94844957 TGGAGTGCTTAGGCCAAGAT AGAAAAACAAATGCATGCGG 264

Ai08B20144 Araip.B08 20144 p2 (TA)6 12 94868564 94868575 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGAAATGCAACC 257

Ai08B20148 Araip.B08 20148 c (GA)8a(AG)7aaacgaaggaaaagctctacaccgtcgtgtcctaccaagccatcgccatcatgccttgcctcctcgttgttgctgttgaagtcgccaagggg(GA)8139 94892767 94892905 TCGTGGGAGGAGATAGAGGA TTCTCTCCATGCGCATTCTA 240

Ai08B20150 Araip.B08 20150 c (TC)8(TA)8 32 94903174 94903205 AGCTTCCATCAGCGTGATCT CCAGTTTCCAAATTCAACACAA 229

Ai08B20154 Araip.B08 20154 c (A)10tttttttcaaaaatctttcaaaaatttctcctttgtttttgaaa(T)1064 94916591 94916654 TCGAGTTTGGACAACTGACG ACATGGCTTTACAACCAGCC 234

Ai08B20155 Araip.B08 20155 p2 (CT)9 18 94918039 94918056 CTTTTTGTTTGTTTCTTATCTTTTTCA TGTGGGATGAAGAGAGGTGTT 277

Ai08B20156 Araip.B08 20156 p2 (TC)6 12 94921156 94921167 CAGACAGGGGAGAAAAGCTG ATAGGTGAGGGGTTTTTGGG 264

Ai08B20159 Araip.B08 20159 p2 (AT)6 12 94944604 94944615 TGGGTTTATCAACCTTCCCA TCCCCATCTCATTTGCTAAAA 259

Ai08B20163 Araip.B08 20163 p2 (TC)6 12 94984175 94984186 CGTTTAACACCAGGAATGGG ATAGGTGAGGGGTTTTTGGG 245

Ai08B20165 Araip.B08 20165 p2 (TC)6 12 95005362 95005373 TCATTATGAAGAATGCGCGA AACCCTTAAGCGAAGCGTTA 224

Ai08B20170 Araip.B08 20170 c (T)10cgcctcttccc(T)1031 95033877 95033907 CCTCGACTTTAACCGCTCAG AAAGCAGTGAAAAGCTTGCAG 280

Ai08B20174 Araip.B08 20174 c (A)12tttttttaaaaatctttcaaaaattttctcctttgttttcg(A)1063 95076030 95076092 TCGAGTTTGGACAACTGACG TTACGTCCTCCCCTTCCTCT 275

Ai08B20175 Araip.B08 20175 c (A)10gaaaaag(A)1027 95078630 95078656 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 226

Ai08B20177 Araip.B08 20177 p2 (CT)6 12 95092330 95092341 ATCCAACCCTATCCCACTCC CAGACCTTGGTGCCATACCT 246

Ai08B20178 Araip.B08 20178 c (T)16gctttttttcgccatttttctttcttgcatgcatataaa(T)2580 95095726 95095805 TTTCCTGAATTTTTGGGCAG GCAAGAAAGAAAAATGGCGA 160

Ai08B20181 Araip.B08 20181 p2 (AG)6 12 95154536 95154547 ATAGGTGAGGGGTTTTTGGG ACGCCATAAATGGGTAGCAG 210

Ai08B20182 Araip.B08 20182 p2 (TA)9 18 95163741 95163758 TCAAACCACCTTTGGTGACA TGCTTGTCCTCAAGCAAAGA 273

Ai08B20186 Araip.B08 20186 c (A)25g(A)10 36 95195906 95195941 TGGGGAATTTTATGGGAACA TCTTTTTATTTTGCATTTGGGG 259

Ai08B20187 Araip.B08 20187 p2 (TA)8 16 95196146 95196161 CCCCAAATGCAAAATAAAAAGA TTCAAGGTTGTAATGGGGCT 238

Ai08B20190 Araip.B08 20190 p3 (CAT)5 15 95228526 95228540 ACATCGGGATCAGACTCAGG GGGTCTTAGGGAGGATTTGG 240

Ai08B20193 Araip.B08 20193 p2 (GC)6 12 95261128 95261139 GTGGTTGTCATCGGTGAGTG GCTAATACCTTCACGGACGC 212

Ai08B20194 Araip.B08 20194 p2 (GC)6 12 95261448 95261459 CGCGTGCTTGTGGTATTCTA GAATTTCCATTTTCAGGCCA 280

Ai08B20195 Araip.B08 20195 p2 (AG)6 12 95279081 95279092 AAGAGGGGGAATCGACTCAT AACCAATTTGGCAACATCAA 237

Ai08B20197 Araip.B08 20197 p5 (TTATT)5 25 95302101 95302125 GAGCAAGAGTGCTCAAGGCT CTTACTGGCGTTTTCTTGCC 277

Ai08B20199 Araip.B08 20199 p2 (AT)6 12 95316527 95316538 TGGCTCTTGAAAGAATGATGG GGCCCTCATATCCACTGATG 239

Ai08B20203 Araip.B08 20203 p3 (GTG)5 15 95339157 95339171 CTTACTGCCGTGACCTCCTC CAAAAATGCCCTTCCCTTTT 280

Ai08B20205 Araip.B08 20205 p2 (GA)15 30 95341135 95341164 ACACACACACCCAGCAAAAA GGTGCTGCTGCTTTCTCTTT 205
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Ai08B20208 Araip.B08 20208 c (TCT)5attctttcttcttttgctcgagggcgagaaacattctaagtttggtgtggtaaaagcataagc(T)1189 95354549 95354637 ACCCACCTCACCCTCTCTTT TGTCTTCCCTTCCCCTCTTT 234

Ai08B20211 Araip.B08 20211 p2 (CT)6 12 95358079 95358090 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai08B20214 Araip.B08 20214 p3 (GAA)5 15 95367390 95367404 AAAACAAGGCACGAAGCAAT CACGCCCTGTTTTTCAATTC 280

Ai08B20217 Araip.B08 20217 p2 (CT)6 12 95371960 95371971 TGTTTGTTTCTTATCTTTTTCAAAACT GAGAGGGTTCGAATTTGGGT 279

Ai08B20220 Araip.B08 20220 p2 (AT)7 14 95424659 95424672 TCATTTGGGTACGGGAAACT GGCATTTTTGTCCCCTTTTT 248

Ai08B20221 Araip.B08 20221 c (TC)23(AC)8 62 95442515 95442576 ATGGGAGCTGGATGGTGTAG GCTCCCATTTTGAAAGCAGA 253

Ai08B20225 Araip.B08 20225 p2 (CT)7 14 95461149 95461162 CCCCCTCTCTCTCAAGCTCT GTTAGTTGCTGGTGGTGGCT 102

Ai08B20226 Araip.B08 20226 c (TC)9(AC)9 36 95466485 95466520 CCTATCCCCTTCACAGCTCA TCATATGAAACTGCAACGGC 236

Ai08B20227 Araip.B08 20227 p2 (AT)7 14 95466901 95466914 GATCATCGTGATTTCGTTGC AACAATCTTCCACTTGGGCT 184

Ai08B20233 Araip.B08 20233 p3 (AAT)6 18 95487246 95487263 TGAAGCAAGCTCAGCATACAA GTGGGTATAATGCCGTTTGC 220

Ai08B20234 Araip.B08 20234 c* (A)13(AAAT)6* 34 95488648 95488681 TGTTCATGGAGTCTTCGCTG CCCACAAGGAATTCAACGAT 215

Ai08B20235 Araip.B08 20235 p2 (AG)6 12 95488841 95488852 ATCGTTGAATTCCTTGTGGG ACTCCCGGTTCCTCAGATTT 144

Ai08B20236 Araip.B08 20236 p3 (AAG)8 24 95489441 95489464 TTGAGAGCCGAGCGTTTAAT GACTCGGGTCTCGTTCTCAC 221

Ai08B20237 Araip.B08 20237 p2 (TC)8 16 95489687 95489702 CGAAACGTTCATGGAGTTCA CTCTTCTTCAAAAGCGCACC 255

Ai08B20239 Araip.B08 20239 c (A)11cacaaataaagctaaccctattctaacatgcagaccatcgctcct(TC)19(TA)10114 95490954 95491067 CGGTACTAATTAACTTTTGAAGTGTGC TCCAAGGAAGGAATGTGAGA 217

Ai08B20244 Araip.B08 20244 c (CT)6aattttcgaaaatatctccctcttcttcaaaaattctttttaattaactaattatttcaaaattcaattttaattta(T)1099 95501020 95501118 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGGTTCGGATTTTTGGT 266

Ai08B20245 Araip.B08 20245 p2 (CT)6 12 95501240 95501251 TCGAAAATCCTTCTCTCTCACC GTTCTTGTCCTTGCTCCTGC 224

Ai08B20247 Araip.B08 20247 p3 (TTA)18 54 95514969 95515022 GCGTAAAATTGGTAATGCTTCA CTTTCTCCAATTCGGTCACA 255

Ai08B20248 Araip.B08 20248 p2 (AT)22 44 95517654 95517697 TAGTTTCGGGTGCCAGCTTA ATAAAAGGAGTTGCGAGGGC 262

Ai08B20251 Araip.B08 20251 p6 (AGAAAA)5 30 95542091 95542120 TATTGGGAATTTGGGTGCAT TCACCACATGTGCATTGATCT 236

Ai08B20252 Araip.B08 20252 p2 (GT)11 22 95542290 95542311 TCAATGCACATGTGGTGAAA TTTCAAGGTTGTAATGGGGC 216

Ai08B20253 Araip.B08 20253 p2 (CT)6 12 95560841 95560852 TATCCTAGGGAGACGATCCG AGTGGCTGGTTGCAGAGAGT 192

Ai08B20254 Araip.B08 20254 p3 (CAG)5 15 95563385 95563399 ATCGAGATGGCTGATGTTCC GTAAGGATGCTGTGGCTGCT 220

Ai08B20255 Araip.B08 20255 p2 (GT)6 12 95564497 95564508 AGCCTGGGCTAATGAGAGTG TGGGACATTTTGTTCCCTTT 219

Ai08B20262 Araip.B08 20262 c (AT)8aatttatattaataaaaaattatttgata(T)1156 95612506 95612561 TCATGATATTGTTATCTGATCTCCTTT CAACTCATATTCATATCTATTTTGCAT 263

Ai08B20268 Araip.B08 20268 p3 (TTC)5 15 95646853 95646867 AACACAAAGCCCACTCCATC CCCATGACTAGGAGGTGGAA 208

Ai08B20272 Araip.B08 20272 c (AC)6(AT)8 28 95653660 95653687 CCACCATGGTATGGTCGTTT TCTGGGCGTTGGATCTTTAC 279

Ai08B20276 Araip.B08 20276 p3 (CAC)5 15 95668384 95668398 ACCCCCTCTCCACCATTATC GGAACCTGGTAGGCGTATGA 156

Ai08B20281 Araip.B08 20281 c (TA)6(TG)15 42 95681197 95681238 TGTGAATCTCTGGATGGCTTT CCTTTCAGCATACGATAATTTGG 200

Ai08B20282 Araip.B08 20282 c (AC)9(AT)7g(A)1144 95683159 95683202 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 235

Ai08B20286 Araip.B08 20286 p2 (AT)6 12 95724154 95724165 CACCTCTATTGGATTTGGTGC AATGTGCAAACGAACAATCA 145

Ai08B20287 Araip.B08 20287 p3 (AGA)5 15 95725259 95725273 ACAGAGCATGACATTGCAGC AAATTGAAATCCGGTCCTCC 193

Ai08B20288 Araip.B08 20288 c (C)11tccctcggcagcggcaggatccgagcagcagcggcaactcggtggcagcgactggtgct(TC)682 95725541 95725622 CCCCTTTCTTCTTTCCCCTT TTTCAGTTTGTTTTAAAATCGTCC 280

Ai08B20289 Araip.B08 20289 p2 (TA)6 12 95727754 95727765 TACAAACAAAAGCAAATGCAA TCTCGTGCTGATAACGTGTTG 277
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Ai08B20292 Araip.B08 20292 p2 (GA)6 12 95740647 95740658 GAGAGAAGGAGGGAATTTTCG TTGTTTCTTAACTTTTTCAAAACCAC 217

Ai08B20295 Araip.B08 20295 p4 (CTAA)6 24 95752279 95752302 AAGAACTCAATACCAAGCCACAA TTCCCTTCTTCAACGACCAC 264

Ai08B20298 Araip.B08 20298 c (CT)8attttcgaaaatatcttcccctttttttcaaaatttctttttaattaactaattatttttaatttttattttcgatttcaaaaaaatttttg(A)10118 95756701 95756818 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAGTAAGATGGGGGAGGGA 250

Ai08B20299 Araip.B08 20299 p3 (TAT)5 15 95757052 95757066 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 258

Ai08B20300 Araip.B08 20300 p3 (TCT)5 15 95759227 95759241 TTGTGTGCAAGGGCATTTTA TTAGAATGTTGCTCGCCCTT 236

Ai08B20302 Araip.B08 20302 p2 (AG)6 12 95771347 95771358 AGAAGCACCGGAAATGAGAA CTGCCCTGTTGAGAGGTAGC 215

Ai08B20304 Araip.B08 20304 c (A)11gc(A)10gaaataag(A)1041 95774777 95774817 ACGTTCCATGGGTCTTGTTT GGAACCCAAGGAAAATTTGA 234

Ai08B20305 Araip.B08 20305 c (T)10cgccattttttctttcc(T)1037 95784173 95784209 AGGCCCTCCTATCCACTGAT GCAGTGAATACAAAGCTTGCAG 161

Ai08B20306 Araip.B08 20306 p3 (AGA)5 15 95785906 95785920 CAATTGCCTTCTCGTTCCTC CCTTGGCCGAATACACATCT 195

Ai08B20307 Araip.B08 20307 p2 (GA)6 12 95790240 95790251 TGGAGTTCGAATTTTTGGGT TTTTTGAAAATCACCTCCCTC 215

Ai08B20308 Araip.B08 20308 p2 (AG)6 12 95790394 95790405 TTTTGAAAAAGAGGGAGGTGA TTTCAAAATGAATTTCAATCACA 197

Ai08B20314 Araip.B08 20314 p2 (AT)7 14 95846177 95846190 TGCATGCATTGTGTGTTTTG TCGAAAATTTGAGAAATAAGGAAAA 133

Ai08B20316 Araip.B08 20316 c (AAT)18atatcataaacaacaatcaaaatat(A)1392 95855840 95855931 TCTTTTCAAAATTTACGCCTTCA CCATTTTATATCACTGATCCTTTTGA 225

Ai08B20318 Araip.B08 20318 p2 (AG)6 12 95865956 95865967 GCTGCTTTTGACCCAGTTTC TGGCAACATAAAGAAATCAACG 276

Ai08B20319 Araip.B08 20319 p3 (AGA)5 15 95870764 95870778 ATGCTTTTACCGCACCAAAC CCTTGGCCGAATACACATCT 116

Ai08B20324 Araip.B08 20324 p2 (TG)7 14 95927140 95927153 TCCATGCATCCACATATAATTGA TGAATGGAAGTGCAGTCGTG 177

Ai08B20325 Araip.B08 20325 p3 (TCT)6 18 95938360 95938377 AAACCCATCATCCCTCCTTC CGGTCTTAGGTGCCATCAAT 212

Ai08B20326 Araip.B08 20326 p3 (ATT)5 15 95941898 95941912 TTGCCATGGAAAGGAGTAGG GAATCCCACGGAGATTGTTG 244

Ai08B20329 Araip.B08 20329 p3 (ATA)12 36 95978458 95978493 GCCCTTGGTTTGAACAACTC CGCGTCATGTGATATTTATCGT 266

Ai08B20331 Araip.B08 20331 p2 (CT)9 18 96001596 96001613 TTTTCAAATCTTTTTCAATTAACCA AAAAGAGGGAATGGATTTTCG 119

Ai08B20332 Araip.B08 20332 p3 (TTC)6 18 96005221 96005238 CTTACCCTTGGCCGAATACA GGCCTTAGGTGCCATTGATA 169

Ai08B20334 Araip.B08 20334 p4 (CCCT)6 24 96014795 96014818 AAGGAAATGTGTTTTTCTGCATT CACCTGAGCTTCTACTTGAGTTTG 236

Ai08B20335 Araip.B08 20335 p2 (AT)19 38 96040461 96040498 TACGGGCATTTTCACAAACA TCATTGCATTATTTTCATTGGTG 270

Ai08B20339 Araip.B08 20339 c (T)13ggcaggccatatacagtagtatcattaactgccaaagcaaacttaaaatggtatcattagtcaagacc(A)1091 96050781 96050871 TCTTGACCCGTAAAATGCGT TCATTGTTCTGGGGAAGGAG 188

Ai08B20341 Araip.B08 20341 p3 (TTA)8 24 96052475 96052498 GGTTCTGAAAGCAGCAATAGG CGTTAGGGGCAAAAAGCATA 264

Ai08B20342 Araip.B08 20342 c (C)13(A)11 24 96054490 96054513 TCAAAGACATGTCCATTTTGG GGTGTCAAGTCAGAGGCAGA 279

Ai08B20346 Araip.B08 20346 p3 (TAA)7 21 96062505 96062525 CTGCACAATCCAATTCAAGC CTGGTCCGTCCAAGTTTTGT 246

Ai08B20347 Araip.B08 20347 p2 (CT)6 12 96074632 96074643 AGCAACACGTGACCACAAAC TTGGACCGGACTCAAATAGG 213

Ai08B20348 Araip.B08 20348 p3 (GAA)5 15 96075293 96075307 TGATGATCAAAGGAGGACGA AAAGGAGAAAGAGGAGGAGTGAA 252

Ai08B20349 Araip.B08 20349 p2 (AG)7 14 96088926 96088939 TTCATCATTGCCAATCTCCA AATCCAAGCTCGGAAAAACA 266

Ai08B20350 Araip.B08 20350 c (T)43cccttttc(T)19 70 96106298 96106367 TCCGTTTTTCGATGATCAGG TGAAGCAAGAAAAAGCAGTGAA 198

Ai08B20352 Araip.B08 20352 p3 (TTC)5 15 96129448 96129462 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 197

Ai08B20353 Araip.B08 20353 p2 (TA)7 14 96134202 96134215 TTGGTTCACGGTTCAACTCA CTGAACTCGTGAGCTGGTGA 259

Ai08B20354 Araip.B08 20354 c (CTT)5atttcaaattcacgtata(CCT)857 96134558 96134614 TCCAACACCAACGAAAATCA TGTTGGTGATGACGATAACGA 264
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Ai08B20355 Araip.B08 20355 p3 (AAG)15 45 96135317 96135361 AATGCGAAGAAGAAGGCAAA TGGCATTCAAACTCATCCAA 151

Ai08B20357 Araip.B08 20357 c* (AT)12(T)10* 33 96152805 96152837 CTTGTTTTGAGCCGCTTAGG AAGCATGTTGCAATAAAAGGG 197

Ai08B20361 Araip.B08 20361 p3 (TTC)5 15 96207592 96207606 ATCGGCCCTGTTTCTTCTCT TTAGTTGTGCGGAGTTGTGG 279

Ai08B20363 Araip.B08 20363 p3 (TAT)32 96 96216766 96216861 GCCAGGCTTCAACAGATCAT CGGTTCATCTTGTTGCTCAG 259

Ai08B20364 Araip.B08 20364 p2 (GA)6 12 96220223 96220234 CACAGAGAGGCAGAGGGTTC TTCTCCCTCTTTTCAAAATTCG 113

Ai08B20366 Araip.B08 20366 p2 (CT)6 12 96228546 96228557 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 228

Ai08B20367 Araip.B08 20367 p3 (TTG)5 15 96254849 96254863 TGAACCAAGGTGATGAGCTG GGAAAGGCATTGTTGGAGAA 238

Ai08B20371 Araip.B08 20371 p3 (TTC)5 15 96277400 96277414 TCCCCAAAACCATCATCACT TCGCTCGTCCTCGAGTAAAT 262

Ai08B20376 Araip.B08 20376 p3 (TTC)9 27 96291262 96291288 TTCTTTTCTTTCCCCTGCCT GGTGGCAATGGAGTTGAAAT 140

Ai08B20381 Araip.B08 20381 c (CT)6aattttcgaaaaaatcttccctctttttcaaaatttctttttaattagactaattatttta(T)1083 96323264 96323346 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 229

Ai08B20382 Araip.B08 20382 p3 (TTC)5 15 96325668 96325682 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 168

Ai08B20383 Araip.B08 20383 p2 (CT)8 16 96331844 96331859 GCAACATAAAATAATCAACAAGGG GGCTACAGAGTGGAGGAATCA 246

Ai08B20384 Araip.B08 20384 p2 (GT)6 12 96337905 96337916 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 232

Ai08B20387 Araip.B08 20387 c (A)10taaaaaagtgtcttacccatggt(A)1346 96350377 96350422 AAGAAGACGGACTTGGTGGA TTGTCCTTTTTCCCCTTTTTC 253

Ai08B20392 Araip.B08 20392 p2 (AG)6 12 96354921 96354932 TTTGAGGGGAGTAATGAACCA GATTTGAGGCTCTTGCTTGG 202

Ai08B20393 Araip.B08 20393 p2 (GA)8 16 96355417 96355432 ATGATCAGGATTCGTGAGGC CAGACGGACAAATATCATTACCC 184

Ai08B20395 Araip.B08 20395 p3 (TGA)6 18 96370834 96370851 CCCTTCCTTATGGCATGTTC AGGAGGAGGGAAATCCTCAA 200

Ai08B20399 Araip.B08 20399 p3 (CTT)5 15 96384582 96384596 CGTGATATGCCTTGGAGGTT CCACAACTCCATGTGGACAG 251

Ai08B20400 Araip.B08 20400 p2 (AC)8 16 96402315 96402330 GGTCAACGCACATCAACAAC CTTTTTGAATTGGCCAGGAC 205

Ai08B20402 Araip.B08 20402 p2 (CG)6 12 96406628 96406639 TGGTGTTTGGAAGTGTTGGA TGCCTTTGGCACAAACCTAT 196

Ai08B20403 Araip.B08 20403 p3 (AAC)5 15 96411521 96411535 TTCCAACCAAGGATGGAGAG GAGGTGCTCTGTAAGGCTGG 121

Ai08B20405 Araip.B08 20405 p2 (GT)7 14 96419467 96419480 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 239

Ai08B20407 Araip.B08 20407 p3 (AAC)6 18 96427022 96427039 AGCACACACCATTGCATCAT TGGGGTCTAGAAATCCAAAGG 235

Ai08B20411 Araip.B08 20411 p3 (AAG)5 15 96447087 96447101 AATTGATGCTGAGGAGGGTG CAACCTCTTCCTCTTGGCAG 173

Ai08B20414 Araip.B08 20414 p2 (TA)6 12 96449460 96449471 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 243

Ai08B20418 Araip.B08 20418 p3 (CTT)5 15 96502981 96502995 TGGTTCCTCCATGAATGGTT GCTGGCAGTAATCAGGAAGC 131

Ai08B20422 Araip.B08 20422 p2 (AT)17 34 96539242 96539275 TGTCCTCATGCTTAGTTGAAGG CATCAGTGAGGGTTCAGTGC 280

Ai08B20425 Araip.B08 20425 p2 (CT)7 14 96553998 96554011 TTGATTTTCAAATTTGTTTCAACT GAAGGAGATGAGAGAGAAGGAGA 267

Ai08B20426 Araip.B08 20426 p2 (CT)7 14 96554235 96554248 TCGAAAATTCTCCTTCTCTCTCA TTCTTGTCCTTGCTCCTGCT 221

Ai08B20427 Araip.B08 20427 c (TCA)23(TTA)6ttg(TTA)28ta(ATT)8200 96565663 96565862 TTTGTTTTACTTGTACTTTAAGGCTCC GGTGGTGTGGTATTACGACCT 280

Ai08B20428 Araip.B08 20428 c (GAA)6gagaagggagggttatggagaaagaagaagaaagaaataagaaaagaaagggggtgagaaagacagggcacgcagttttaaaactggttcgcgcaaccg(GC)6129 96585759 96585887 ATGTAGTGCCACCGGAAGAG GCACAACTGATCTCGTGCAT 275

Ai08B20429 Araip.B08 20429 p2 (GC)6 12 96586194 96586205 CACAAGCGTGGCATAAGTGT GGCCAAAAACTCGAGAGTCA 200

Ai08B20433 Araip.B08 20433 p2 (TA)9 18 96627888 96627905 ACAACGTTTAAGTGTGGGGG TCAATGGAACGCCTTAAAAGA 262

Ai08B20435 Araip.B08 20435 c (A)10ttttggtgtacatactttgttt(TAA)19caataataaaaagaagaaaagaaaagaga(AAAAG)5143 96628551 96628693 CACTCATGCATTCATCAATTAAAA CCCATTCACCTCTTTTTCCA 279
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Ai08B20438 Araip.B08 20438 p5 (TTTTA)5 25 96644653 96644677 GAGTTCAAGCACAAGCCTCC GCAGAATGCAAAATGCAGAA 208

Ai08B20440 Araip.B08 20440 c* (G)10(GA)6* 21 96648613 96648633 GGAGCTTAATTTGGGAAGGG TTTTGGAATGGTGAACCCTC 258

Ai08B20441 Araip.B08 20441 p3 (ACA)5 15 96651147 96651161 AAAAACAATGCCAAAAAGCG CATGTAGCCGACACCACCTA 272

Ai08B20444 Araip.B08 20444 p2 (CT)6 12 96656771 96656782 TTTTTGTTTGTTTCTTACCTTTTTCA GCAGTGAATTGAGATGAGGAGA 273

Ai08B20446 Araip.B08 20446 p4 (TAAA)6 24 96672025 96672048 CAATTGGCTAGAGCGTTGGT CCAAAATGGAGAAAGGGAGA 245

Ai08B20448 Araip.B08 20448 p2 (TC)6 12 96687931 96687942 TTCTCCCTTAACGGCAACAC TTCCTTTCCCCCTCTTCACT 213

Ai08B20451 Araip.B08 20451 p2 (CT)6 12 96703201 96703212 TGTTCCTTGGTGTTTTCCCT TGAAAAAGAGGGGAGATATTTTTG 264

Ai08B20452 Araip.B08 20452 p2 (TA)17 34 96716147 96716180 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 225

Ai08B20455 Araip.B08 20455 p2 (CT)6 12 96718931 96718942 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGGGGGAAGTGAATTTTCG 231

Ai08B20456 Araip.B08 20456 p3 (TAT)5 15 96719270 96719284 TCGAAAATTCACTTCCCCCT GGTTCTGGATCTGCTTCGAC 261

Ai08B20457 Araip.B08 20457 c (T)10gtttagagtctcttcttattgtcgtgttaaaattttagaatccttattttctttttaaaatctttttc(A)1088 96736640 96736727 GGGATTGTTCGTGTTTGGAC GAACATGAAGGATGAACACCAA 280

Ai08B20460 Araip.B08 20460 p3 (GAA)5 15 96753978 96753992 CAACAATGGCACTGCGTAAC TTTTTCCGCCAATCAAACTT 213

Ai08B20461 Araip.B08 20461 p2 (AT)8 16 96756189 96756204 CGCAAGGAGCAAAGGATAAG TTTGTGTCCCTTTGGGTTTC 179

Ai08B20462 Araip.B08 20462 p2 (AT)8 16 96765011 96765026 GAAACGTGAAGAGGGAGACCT TGGTACGTCCATTACCCACTT 219

Ai08B20465 Araip.B08 20465 p3 (TTA)5 15 96775206 96775220 TTCAACCTTAAGTCGATGCCT AACCAAGACTAGTGACATCTTTCG 278

Ai08B20468 Araip.B08 20468 c (A)10ccaaaatagaaaaataatgaagaatccatgtgcattgataagttatgtttgcttttatgattc(A)10gagagagagaaaaagagaaaaagaaaaaa(AT)9130 96795519 96795648 AAGTGTGGGGAAATTGTGAGA TGGGGTAATTTTGTCCCCTT 260

Ai08B20469 Araip.B08 20469 c* (TCT)5(T)10* 24 96814702 96814725 TCCCATGTGCATTGCTTTTA TGGGAAACCTATTGGGAACA 243

Ai08B20470 Araip.B08 20470 c (T)11acatttttttttctc(T)1036 96826324 96826359 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 214

Ai08B20471 Araip.B08 20471 p3 (AAT)5 15 96828632 96828646 CTCCTCTCCTCACAGGTTCG CTCCCCCTCTTCTTCCACTC 248

Ai08B20472 Araip.B08 20472 p2 (AG)6 12 96828976 96828987 GGATGAGAGAGAAGGAGGGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai08B20475 Araip.B08 20475 p3 (TCC)10 30 96875254 96875283 GGGTTTTTGCTATGTCACCA TGGCATCAGAGAAAATCAAAA 266

Ai08B20476 Araip.B08 20476 p4 (AAGA)5 20 96876177 96876196 AAAAAGGCAGCAGCAACAAC CAATAACGCTTCCGCTTCTC 265

Ai08B20481 Araip.B08 20481 p3 (GAT)10 30 96914825 96914854 CATGCATGGAGGGAGAAAAG CCTGGCCCCCAATTAACTAT 212

Ai08B20482 Araip.B08 20482 p2 (TA)6 12 96916044 96916055 TTCAGTTATGGCCATGTTTTT TCAAAGGCTATCTTTTTGGTGA 280

Ai08B20483 Araip.B08 20483 p2 (GA)6 12 96932667 96932678 TAGCCTTCATCAACACTGCG ATGGTGGCAGGAGGTGATAG 152

Ai08B20489 Araip.B08 20489 p2 (GA)8 16 96982473 96982488 CTGCAACCCAACAATTTCCT GCGCTGCTGTCTCTCTCTCT 272

Ai08B20490 Araip.B08 20490 p2 (TA)7 14 96990446 96990459 TTCGAGTTCGATCCGAATATG GAATCGTCCACCGCTAAAAA 116

Ai08B20493 Araip.B08 20493 p2 (AT)8 16 96999686 96999701 GTGTGGAAAATTGGGTTTGG TTCGGTTTGCTAAACCCTTG 232

Ai08B20494 Araip.B08 20494 p2 (AT)7 14 97001515 97001528 TCTTGCCAGTTCTTTTACTGGTT AACGTGCTATGCTAAACCAAA 226

Ai08B20499 Araip.B08 20499 p2 (AT)14 28 97040344 97040371 CACGTGTTCCAGGTTGAGAC ATGAATGCCTGTCCTATGGC 260

Ai08B20500 Araip.B08 20500 p2 (TA)9 18 97041232 97041249 TGTTCCCTCGCTTTTAATTTT CGCTACTCTGATAGCTCGGG 241

Ai08B20503 Araip.B08 20503 p2 (CT)6 12 97056674 97056685 TGTTTCTTATCTTTTTCAAAACTACCC GGAGCAGTGACGTGAGATGA 269

Ai08B20504 Araip.B08 20504 p3 (TAT)12 36 97060602 97060637 CTCTCCATCACTCCCCAAAA GTCTTGTCCTTGCTCCTGCT 190

Ai08B20507 Araip.B08 20507 c (CT)10cgatctcg(AT)1048 97071741 97071788 TGCCAAAGCCAATAACTTCA TTTCTATTTTTCATCGAAGCCA 235
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Ai08B20509 Araip.B08 20509 p2 (TA)6 12 97073096 97073107 TGCAGGCATTTCATTCTCTG GCTTTTTCTTCCAAAACCCA 216

Ai08B20510 Araip.B08 20510 p3 (TTC)6 18 97074993 97075010 CAAGGCCTAGATCCACAAACA CAATGCTAGACGGTGCTTGA 241

Ai08B20511 Araip.B08 20511 p3 (ATA)5 15 97075343 97075357 TCAGACATTGGAAGAAGGGC CTTTCCAGCAACCCAAAGTC 171

Ai08B20516 Araip.B08 20516 p2 (AC)6 12 97108244 97108255 CCTTCAATGGCCATCAGTTT CCAAAACATGCCACTCTCAA 196

Ai08B20519 Araip.B08 20519 c (A)13gagagaag(A)1031 97118233 97118263 TGGGGAATTTTATGGGAACA TTTGTCCATGTGCATTGATTC 247

Ai08B20520 Araip.B08 20520 c (TA)16tggctaagtgagctataaattgaatctttgatcaacctaagctctcacctaa(AC)696 97121821 97121916 GGTTGTAATGGGGCCAAAGT GGGGACAAAATTACCCCAAT 272

Ai08B20521 Araip.B08 20521 p3 (AAT)8 24 97127793 97127816 AAGCAACCCAAAAAGAATTGA TCCCCTCTTTTTCACATCCA 265

Ai08B20522 Araip.B08 20522 p5 (AATAA)5 25 97133883 97133907 GATCAAATGCGGCTAAGCTC TTGGTCTAACTTCTGCCGCT 202

Ai08B20523 Araip.B08 20523 p2 (TA)6 12 97148269 97148280 GTGTGGGGAAGTTGGATTTG TACTTTGGGGCATTTTGTCC 249

Ai08B20524 Araip.B08 20524 p2 (GC)6 12 97173149 97173160 AAGGAAGAAAGGGGGTGAGA CCTATGCCAAAGGCACAACT 155

Ai08B20526 Araip.B08 20526 p4 (TTAT)6 24 97185125 97185148 TGCAACGAAGAGGTTTTATTTTG CAGTTGCCAACACAGAAGGA 217

Ai08B20529 Araip.B08 20529 p2 (TA)9 18 97200882 97200899 TTGCTCGGTTTGTAATATGGAA TGTTGTTGCAAGTCCTCCAC 217

Ai08B20530 Araip.B08 20530 p3 (AAT)5 15 97203824 97203838 AGTAATGGCTTGCTGGGAGA GCTTTTGGTGCACTTTGTCA 246

Ai08B20531 Araip.B08 20531 p2 (TA)7 14 97209439 97209452 TTGTGCTGTTAGTGAGGAAAAA TCCCCACACACTACCACTTCT 280

Ai08B20532 Araip.B08 20532 p2 (TC)6 12 97222199 97222210 TTTGATCATCACCCGAAACA CCCTCTTCTCTCTCTTCCCC 264

Ai08B20533 Araip.B08 20533 p2 (GA)6 12 97222380 97222391 AGAGAGAGGAGGGCAGAGAG TGCATGGTTCAGTTTTTCCA 280

Ai08B20534 Araip.B08 20534 p2 (TA)8 16 97229286 97229301 CTTTCTGTTCTGTCCGAGGG TATTTAGCGCGGTTTGTTGG 268

Ai08B20536 Araip.B08 20536 c (TC)6cctctctcc(CT)633 97230626 97230658 TTTGCTTTCATGCATCTTGC TCACCCACATGGGGTTTTAT 189

Ai08B20537 Araip.B08 20537 p2 (AT)12 24 97231573 97231596 ATATCGTCGAAGCAAACCCA TTCACATTTGCTGACTCGGA 278

Ai08B20541 Araip.B08 20541 p2 (TC)7 14 97241756 97241769 ATTTTGGGGCCAAGTTATGC TGATTGAATAGGGCTTCGAGA 252

Ai08B20542 Araip.B08 20542 p2 (AT)12 24 97245317 97245340 ACTGTGAAAGCCCTGGATGA ACCGCAATACCGATTCAAAA 256

Ai08B20544 Araip.B08 20544 p3 (TTC)5 15 97262696 97262710 TCTTCTTGGCCGAATACACC GCTTTTGTCTTCCCTTTCCC 200

Ai08B20545 Araip.B08 20545 c (TTC)35cggttctcctctttctgtgtgcgtggg(GT)6144 97265190 97265333 GCAGCGACATTCCTCATTTA TCCCTCTAACCTAGCCACCA 201

Ai08B20546 Araip.B08 20546 p2 (TG)24 48 97266942 97266989 TGCTTGTGTTGAATGAGGTG AACACCTCCGATCCACTGAG 248

Ai08B20547 Araip.B08 20547 p2 (TA)6 12 97268778 97268789 AGGGCACTCTCCCTACGATT TCTCTCTATTGCGCATCCCT 106

Ai08B20552 Araip.B08 20552 p2 (AT)6 12 97284116 97284127 GGGACATAAAAAGTGCACGG TAATACCCCTCCCTCCCATC 247

Ai08B20553 Araip.B08 20553 p3 (AAG)6 18 97301480 97301497 CGCAATACGTATGATGTGCC AACTCAATCACGGTCATTAGCA 196

Ai08B20557 Araip.B08 20557 p2 (AT)9 18 97325884 97325901 TTTGGACAACTGACGGTTCA GCCAGCCAAGCTTTAGCATA 255

Ai08B20558 Araip.B08 20558 p3 (AAT)5 15 97328683 97328697 GCAAGCTGCATCCAACAGTA AAAGGCTTGCTATTGCCAAA 231

Ai08B20559 Araip.B08 20559 p2 (CT)9 18 97331134 97331151 CTTCCAGCGATTTCTGAAGC CCTGGGATTGAGAGTTTCTCC 221

Ai08B20564 Araip.B08 20564 p2 (AG)6 12 97372812 97372823 TTTTTGACCCAGTTTTTGGC CCTGGAATGAAGAAGCAATCA 222

Ai08B20569 Araip.B08 20569 p3 (ACA)5 15 97385275 97385289 TGGTTTCCAAACTTTTTCCG ATCCATGTAGCTGACCCCAC 267

Ai08B20570 Araip.B08 20570 p5 (AAAAT)8 40 97394970 97395009 TTGAAAAAGATGTGGGTGAGG TCGCAAATCTTAAAATCAAATCTT 182

Ai08B20573 Araip.B08 20573 c (A)12ttaaagtctttcacgagtgataaacaaaaaatgcttatagtatcaaaaaaaataccggagatgaatgtatgaatatactggaag(ATA)7117 97410357 97410473 CATGCCAAATTAATGAAAATGAGA ACTTCATATTTGACCATTTCACTG 234
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Ai08B20575 Araip.B08 20575 p2 (AT)6 12 97424306 97424317 AAGTACCAAAGCGATCTCACAA TTGGTTTATTTTTAATCATCGGTGT 255

Ai08B20576 Araip.B08 20576 c (T)10cgcctatattttttttc(T)1037 97430264 97430300 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 223

Ai08B20579 Araip.B08 20579 p3 (GAA)5 15 97441045 97441059 GTGGTCTTGATGGGCTTTGT CTTCTTGGCCGAAACACTTC 256

Ai08B20581 Araip.B08 20581 p2 (TA)6 12 97467670 97467681 TGGCACAGAAGTCACGAAGA TTTAAACCGCAATACCGCTC 264

Ai08B20583 Araip.B08 20583 p4 (AATA)5 20 97472772 97472791 GGGTTCGGATTTTGAGATGA AACCCCTTCCTCCTTTTTCA 217

Ai08B20589 Araip.B08 20589 p2 (TC)11 22 97499959 97499980 AGGGGCAAAATGGTAAATCC ACCAGGTGGGAGACTCATTG 196

Ai08B20592 Araip.B08 20592 p2 (TA)11 22 97501652 97501673 GGATGCACACATGCCTGTAA GACAATGAATATTGCAATTAAAAGAG 280

Ai08B20593 Araip.B08 20593 p3 (TAA)6 18 97501969 97501986 AGGAAGATCACTCAAGTGGCA GGGCATGAAAATCATCTGCT 207

Ai08B20594 Araip.B08 20594 p2 (CT)7 14 97502950 97502963 TTGATTTATGTTTGTGGCCC CATGAGGAAAATGGGGAAGA 240

Ai08B20595 Araip.B08 20595 p2 (TC)7 14 97503097 97503110 TGGCGTTGATGCATTCTAAA TTGGTTGAAAGTCCCCAATC 247

Ai08B20596 Araip.B08 20596 p2 (AT)6 12 97504320 97504331 TTGGCCAAAATAACCACACA ATCCAATTGCATTCCCATGT 261

Ai08B20604 Araip.B08 20604 p3 (GAA)5 15 97570755 97570769 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 248

Ai08B20605 Araip.B08 20605 p2 (AG)6 12 97574124 97574135 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai08B20607 Araip.B08 20607 p3 (TTC)5 15 97581805 97581819 ATATGGCCGAACCTTAACCC GCCTTCGAGCAAGAAAAGAA 170

Ai08B20609 Araip.B08 20609 c (AG)7ttcggatttttggtgttgtgatgaagagatgttagtagatgaataaataaatagaaggagat(GA)1096 97590779 97590874 AATAGGGATCCTTTTTACCCAG TTTTCGAGAATTACTAACCTTTTTCAA 252

Ai08B20610 Araip.B08 20610 p2 (AG)8 16 97591028 97591043 TTGAAAAAGAGGGAGATATTTTCG TTGATTTTCAAATTTGTTTCAACT 122

Ai08B20611 Araip.B08 20611 c (T)11ctatttttttcgctatttttttttc(T)1046 97594956 97595001 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 220

Ai08B20612 Araip.B08 20612 c (GAA)5atggagaagagg(GA)639 97596666 97596704 CGGTCTTAGGTGCCATCAAT CACAAAACAACACTCCCCCT 182

Ai08B20613 Araip.B08 20613 p2 (AG)6 12 97599430 97599441 GATGAGAGAGAAAGAGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 259

Ai08B20615 Araip.B08 20615 p2 (GC)9 18 97602984 97603001 TTTTATCCATCGACGTGCAA TAAAGTTGGCCCAAGTCTCG 259

Ai08B20617 Araip.B08 20617 p2 (CT)6 12 97616077 97616088 TCCCTTCTCTCTCAATTTTTGAA GGCAAGAAGCTCCAAGTGAG 273

Ai08B20618 Araip.B08 20618 p3 (TCT)5 15 97616431 97616445 CTCACTTGGAGCTTCTTGCC CAAGAGGGGCTCTTTATCCC 264

Ai08B20622 Araip.B08 20622 p2 (GT)6 12 97688751 97688762 AGTGTAGAGGTGGGCAATGG CCGAGCCCAACTACCTCATA 171

Ai08B20623 Araip.B08 20623 p2 (AG)20 40 97694592 97694631 AGCAGAAGAGGACGGTAGCA GGTGGTAAACCGCTCAAAAA 219

Ai08B20625 Araip.B08 20625 p2 (TG)21 42 97703689 97703730 CATACAAGGCCTCACGGTTT CAACAATGGCACTGCGTAAC 264

Ai08B20626 Araip.B08 20626 p2 (AT)10 20 97705785 97705804 TCCTGTTGCAACTGTTCTTTG CAAGTGAAGAGTGGTGGGCT 212

Ai08B20628 Araip.B08 20628 c (TACA)5tataaatcaatcataacactttatatata(TG)2089 97721331 97721419 TTCGGCTACGCCACTCTAAT TAGAACAAAAGGTGCATCGC 239

Ai08B20630 Araip.B08 20630 c (TTC)9tttcttcgtg(CTT)25112 97736177 97736288 ATGATTCCCACCGTTATGGA GGAGGAAGAGGTGGTGTTGA 272

Ai08B20631 Araip.B08 20631 p3 (TCT)5 15 97736736 97736750 TGTTCCTCTTCTTCCTTCTCATC CTCTTCCAAGTAATTTTGCAGC 209

Ai08B20632 Araip.B08 20632 p3 (CTT)5 15 97737108 97737122 GCAGCAAATTTGGGTGTAAC GTCCCTCAACCAATTCCAAA 201

Ai08B20634 Araip.B08 20634 p3 (TGT)16 48 97739401 97739448 CGCCGTCGTCTTTCTACTGT TGATCACAGAATCACAGTGCC 237

Ai08B20635 Araip.B08 20635 c (TC)6gcg(CT)8 31 97746141 97746171 TCGAGTCATTGACCCCTTTT TCTCTGAGACAAGCGCAAGA 181

Ai08B20636 Araip.B08 20636 p2 (AC)8 16 97748728 97748743 TGCGCTTTACCTGCAATTTA ATGGTTGGTACGCACAAAAA 258

Ai08B20640 Araip.B08 20640 p3 (AAT)13 39 97773145 97773183 GGATGTGGAGGAGCATGAAT GGCCAAGACACAATCCTTTC 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B20641 Araip.B08 20641 p4 (ATAG)12 48 97773390 97773437 AAGGATTGTGTCTTGGCCC CCTGCTTTCACTTTCACCCT 263

Ai08B20645 Araip.B08 20645 c (TA)6aatccatttcttgaatttagtaaccctaatttctgcctccaattcgaattcttctattttctttcagactcattctcagcctcgatc(CT)7113 97781739 97781851 TAAGTACCCACCCCATGGAA AGCGACGTAGTGACGGACTT 219

Ai08B20646 Araip.B08 20646 c (TTG)10tta(TTG)651 97789183 97789233 GACAAAGGGTGAAAGGCAGA CACAGCTTTGATTTTTGCCA 260

Ai08B20650 Araip.B08 20650 p5 (AAAAG)5 25 97794703 97794727 CTTCTTTTGGTTGTTTTCCCA TGCCTGCATCAAGAACTCAC 224

Ai08B20652 Araip.B08 20652 p2 (AT)8 16 97799627 97799642 TGAGAACCCCAGCTACATCC TTTTCATCATTTAAAATTCCCAA 229

Ai08B20653 Araip.B08 20653 c (A)13catgaactatcaagaactaacttgttgaatgatctaatgacatagcaagt(A)1073 97809312 97809384 TTGAAATACTTATCAAATGAATTAACG TCATGACACTAGCAGAAAGTTGC 246

Ai08B20654 Araip.B08 20654 c (TA)12(TG)7 38 97811413 97811450 TCAATTAGGATGTCAATGCCC TACCCCCTTGCTCATCTTTG 278

Ai08B20655 Araip.B08 20655 p2 (TC)7 14 97815375 97815388 TGATGCACAGAGCCTTAGACC AAAATGCATGAGGCTTGAGA 260

Ai08B20660 Araip.B08 20660 p2 (CT)6 12 97860533 97860544 TTGATTTTCAAATTTGTTTCAACT GAGATGAGAGAGAAGGATTTTCG 268

Ai08B20661 Araip.B08 20661 p2 (CT)6 12 97860785 97860796 TTCCTCACTCACTAAAAATCCG GCCCAGGTATAGAGGTTCCC 120

Ai08B20662 Araip.B08 20662 p3 (TTC)5 15 97863809 97863823 CACATCCATCCACTCTTCCC TAGAATATTGCTCGCCCTCG 205

Ai08B20666 Araip.B08 20666 p2 (TC)10 20 97894593 97894612 TCATCGCTCCTCTTCCTCTC GTTGTTGCTCATCCTCATCG 222

Ai08B20668 Araip.B08 20668 c (AC)7(AT)8 30 97898615 97898644 ACTTTAAACCGCGAAACCG GGCGCAGAAGTTACGAAGAG 277

Ai08B20669 Araip.B08 20669 p2 (TC)9 18 97901974 97901991 ACTCCCTCAGTCGTGGTGAC TCCGTCAGTTGTTGCTCATC 165

Ai08B20672 Araip.B08 20672 p2 (TC)7 14 97937962 97937975 GTTAAACGCCAGAAATGGGA AGGGTATTTGGGAAAGGGTG 199

Ai08B20678 Araip.B08 20678 p3 (TTA)5 15 98051647 98051661 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 238

Ai08B20679 Araip.B08 20679 p3 (TCT)5 15 98055734 98055748 AATTCCCCTCCAAAACCATC TATGACTCGGAGGTGGAAGC 210

Ai08B20680 Araip.B08 20680 p3 (TCC)5 15 98060008 98060022 GAAGATCGTCATGGGGCTAA GAACAGACCTGTGCTCACGA 158

Ai08B20681 Araip.B08 20681 p2 (AG)8 16 98077450 98077465 AGCGATTTTTGGACCCTTTT AAGGAAGATTGAACCTGGCA 233

Ai08B20682 Araip.B08 20682 c (A)10gaaaaagcatgttgcaaaagaaaaaaaaattattatgcatgccaaaaag(A)1069 98079221 98079289 TGGCTCTTGAAAGAATGATGAA TCAATCAGCCCTCATTTTCC 241

Ai08B20685 Araip.B08 20685 p2 (CT)6 12 98114365 98114376 CCATCAGAATTCAGGAACCAA TGCAGAGTGGGGAAATCAAT 262

Ai08B20686 Araip.B08 20686 p2 (TA)7 14 98127258 98127271 TTAGGTTGGAGGAGGCTGTG GGATGTCGAAGGCAATCCTA 173

Ai08B20687 Araip.B08 20687 p2 (GA)8 16 98130269 98130284 GACAGCGTCAGTAGGCATCA GAACGACGACTAGACTGGGC 144

Ai08B20695 Araip.B08 20695 p3 (AAT)5 15 98159240 98159254 AGAGCCTCGAGGGCTAAATC GCGTTTAGTGCCAGGAAGAC 267

Ai08B20697 Araip.B08 20697 p2 (AG)6 12 98166613 98166624 CGAAAATCAGCGTGTTTGAA ACATTGAACCTGGGATCGAG 249

Ai08B20699 Araip.B08 20699 c (AG)6gaaggcggtgagggtggcgcggaggcggaggcggtggcgcggtgggagttcggccgggaggaggaagagaggagt(GA)7101 98183819 98183919 GACGATAGGGCAGCAGAGAC CCTTTTCTTCCCCCTCTCAC 257

Ai08B20702 Araip.B08 20702 p3 (TTG)5 15 98206160 98206174 TGAGCCCAGTGTCCTTCTTC AAAGCCGCTGAAAATCTCAA 147

Ai08B20705 Araip.B08 20705 p3 (AAT)8 24 98214507 98214530 GGAAAAGGTAATGCCACCAA TGAAATCATTTGTTCCAAAAGC 221

Ai08B20706 Araip.B08 20706 p2 (GA)11 22 98214691 98214712 GGTGTTTGTTCTCGTTGAAAGC TGCAGCACGTGTAGAATGAG 259

Ai08B20707 Araip.B08 20707 p3 (CCA)5 15 98216912 98216926 CACAAGTCACCGCAGTCCTA GAATTGGTGATTGTGGGCTT 279

Ai08B20710 Araip.B08 20710 c* (A)13(AT)18* 48 98231102 98231149 GTGTGGGAAAAGTGGGTTTG ACTTTGGGGAATTTTGTCCC 245

Ai08B20713 Araip.B08 20713 p3 (CAG)5 15 98252464 98252478 GATGACGACGACAAGGAGGT TCGAGACGTCCCATGATACA 260

Ai08B20715 Araip.B08 20715 p3 (AAT)5 15 98258578 98258592 ACCCTGAGAATCCTGCAATG GTTTGCTATTGCCAAACCGT 174

Ai08B20716 Araip.B08 20716 p3 (AAT)6 18 98273667 98273684 TTCTTGTCCTTGCTCCTGCT GAACCCCCTCTTCCATCTGT 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B20717 Araip.B08 20717 p2 (AG)10 20 98274001 98274020 TGGTGAGTGATGTGAGGAAGA TTTTGTTTGTTTCTTACCTTTTTCAA 280

Ai08B20720 Araip.B08 20720 p2 (GC)6 12 98284322 98284333 CTCTAAGCCCCTAGCCCAAC GGAGAAGAAGAAGATGGGGG 244

Ai08B20721 Araip.B08 20721 p2 (CT)6 12 98284624 98284635 CTCCTCATCGCCTTCTCATC CGGGAAAACTGAAAATGGAA 215

Ai08B20723 Araip.B08 20723 p2 (GA)6 12 98290514 98290525 CATGCAAGCAACCCTTAAAAA TCCCCTTTCTTCCTTCTTCC 257

Ai08B20724 Araip.B08 20724 p2 (AG)10 20 98303813 98303832 TGCCTTTTTCCTTGTTCCTG TTTCGAAAATTTCCCCCTCT 236

Ai08B20725 Araip.B08 20725 p2 (AG)6 12 98304059 98304070 CAGATTTTTGGTGGGTGAGG TTTTTGTTTGTTTCTTACCTTTTTCA 275

Ai08B20728 Araip.B08 20728 p3 (CTT)5 15 98316044 98316058 TTGCAATTTGTGGAAATGGA AGGAATCAGGAGGAGCCAAT 193

Ai08B20733 Araip.B08 20733 p2 (TA)6 12 98351363 98351374 GTCGGTTTGATCCGATTCTC CCTTTTGCACCTTTTCCGTA 220

Ai08B20738 Araip.B08 20738 p3 (TTA)8 24 98370055 98370078 CCCACAGGGATTGACTAGGA TATTCAAACCTCGGGTCGTC 280

Ai08B20741 Araip.B08 20741 p3 (TTA)5 15 98375788 98375802 CCCACAGGGATTGACTAGGA TATTCAAACCTCGGGTCGTC 271

Ai08B20747 Araip.B08 20747 p2 (AT)12 24 98396403 98396426 TCAGGCAGCTCCTAGTTTATGA CTTGATGCCGGAAGCTAAAG 256

Ai08B20752 Araip.B08 20752 p2 (TG)8 16 98419606 98419621 CATGCCGTAAAGCAAAGGTT AACTGGTCGGCCTAAACTCC 257

Ai08B20754 Araip.B08 20754 p2 (AG)11 22 98439352 98439373 AACCCAAACCCTAGCCAACT GCAACAGCAGCAGTAACGAC 274

Ai08B20756 Araip.B08 20756 p2 (TG)7 14 98460983 98460996 AGGGTTAGGAGTCGTGATGG ACAATCCTCGTCGGATCAAC 223

Ai08B20757 Araip.B08 20757 c (AC)11a(AC)16 55 98467326 98467380 TTCCCCTTTTACCCAAATCC TTGTCTTCCTCCTTGGGTTG 238

Ai08B20758 Araip.B08 20758 p2 (TC)17 34 98471987 98472020 TCTTTCTGCACATGGAATGC AAACCCATGCATTTGGTCAT 147

Ai08B20761 Araip.B08 20761 p3 (AGA)6 18 98537098 98537115 GCTTTTGTCTTCCCTTTCCC CTCTACACTCCTCTTGGCCG 207

Ai08B20766 Araip.B08 20766 c (CT)6ttctcagtccttgtt(TC)1047 98570937 98570983 TCTCCTTCACTCGCCAGAAT GGCGTTAGCGAGAGAGACAG 193

Ai08B20767 Araip.B08 20767 p3 (ATT)5 15 98578966 98578980 CCCTCTCACCACCATTAACAA AATTGAACATGCAAGCAATCC 265

Ai08B20768 Araip.B08 20768 p5 (AAAAT)7 35 98581322 98581356 AAAGTGTGGGAACATTGGGT TGGGATAATTTTTGTCCCCTT 238

Ai08B20769 Araip.B08 20769 p2 (TA)7 14 98581592 98581605 TGGGAATCATACAAAAGTGGG TTTCAAGGTTGTAATGGGGC 177

Ai08B20770 Araip.B08 20770 c (TA)8tgtatgttttgcatcttagtttttgattgtgattagaaaagtgtttcgggattgtt(A)1082 98586510 98586591 TGTGGTGAACTTTCGGACAT TTTTTCAATCAAAACACAATTCTT 265

Ai08B20775 Araip.B08 20775 p2 (AT)9 18 98611773 98611790 CTTGTCTCAAGTGCACCCAA TTGAACCGCCAAAAAGAAAC 157

Ai08B20777 Araip.B08 20777 p3 (TAA)9 27 98617162 98617188 ACAATGCAAACTGCGTTCAC TGCAATAACAAAATTATCCACAATG 261

Ai08B20778 Araip.B08 20778 p2 (AT)8 16 98618550 98618565 GGAGGGATCACAGGAGTGAA AGTTTCGAGGGTTGGGAAGT 222

Ai08B20786 Araip.B08 20786 c (A)10c(GAA)7gaggaagaggaagagt(AAGAGG)5aagaagacgaagacgaagacgaagac(GAA)5g(AGA)7141 98639855 98639995 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 263

Ai08B20787 Araip.B08 20787 p3 (GAG)6 18 98648850 98648867 ACCTCACCAGAAGAGCCAGA AGGAGGCTAAAGCGAGGTCT 208

Ai08B20788 Araip.B08 20788 p2 (TG)6 12 98651333 98651344 CCATTTGCATCACGATGAGT TTGTGCCTTTTCGGCTTAGT 276

Ai08B20789 Araip.B08 20789 p3 (ATT)6 18 98662078 98662095 GGAGATAAGTGTGTATGTCCAACAA TGATTTTCAACTTCACTGCGA 223

Ai08B20790 Araip.B08 20790 p3 (ATT)6 18 98665226 98665243 ATGTGGGAATTGGGATTGAA CGCGTTGCAGCTTACAAAT 266

Ai08B20799 Araip.B08 20799 c (TC)6ttcctcctctgattcttgctcgtg(CT)6cctccagctcgatggcagcgacaagagacggtggcgacgagcacgacagcatgcgctcctcctcctcttcctcacgtcactggctcacg(TC)7151 98692602 98692752 GGACACAACTCCGTCTCCTC GCCATCGCTGTCTAAGGGTA 206

Ai08B20800 Araip.B08 20800 p2 (TG)10 20 98692863 98692882 CCTCCTCTTCCTCACGTCAC CACACACTCACCCTCCCTCT 210

Ai08B20807 Araip.B08 20807 p2 (TA)9 18 98731978 98731995 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 198

Ai08B20813 Araip.B08 20813 p2 (TC)6 12 98752636 98752647 CCTCGCTCTTCCCTTTTCTT GGGAGGGTGAGAGAGAAACA 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B20814 Araip.B08 20814 p2 (CT)6 12 98752774 98752785 TTTCCCTTTTCTCTCTTTCTCTCTC TTCTCTCTCTCCCCCTCCTC 280

Ai08B20815 Araip.B08 20815 p2 (GA)7 14 98753094 98753107 GAGAGGGGGAGAAAGAGTGC CTCTCCTTCCCTCTTCCCAT 173

Ai08B20817 Araip.B08 20817 p2 (GA)7 14 98753940 98753953 GGAAGAGGGGAAGGAGAGAG CCAGTTTACAATACAGTGCACCA 275

Ai08B20818 Araip.B08 20818 p3 (TTC)6 18 98757701 98757718 CCCATCACCTCTTCACCACT GCCCTCGAGCAATAAACAAA 190

Ai08B20819 Araip.B08 20819 c (T)11cgcctattttttttcc(T)1037 98762419 98762455 TTGCTCTTGCCTCTTGGTTT GCAAAGAACAAAGCTTGCAG 114

Ai08B20820 Araip.B08 20820 p3 (GAA)5 15 98763702 98763716 CTCGGAGGTGGAAGTTTTTG AGCCCTCCATTCTTCCTCAT 258

Ai08B20825 Araip.B08 20825 p2 (GA)18 36 98778214 98778249 CATTGACACACCATTCACCC CGGATGCACTTGAAATTGAG 175

Ai08B20826 Araip.B08 20826 c (TG)6(AG)8 28 98781534 98781561 GGGTTCGTAGTCCATAGCCA GATTCGCCCTCTGTGTTTGT 156

Ai08B20827 Araip.B08 20827 p2 (AT)14 28 98797115 98797142 CTCCCCAGTTATGTGCCCTA TCAACCCACTCCAACAAACA 248

Ai08B20828 Araip.B08 20828 c (AT)7gatgttagattgagttttggtgtttgttggagtgggttgaggctttggatcaagcttggtggta(T)1290 98804896 98804985 TTTGGTTTGGTTTTTGAGCA CCTTGGTCGATTTCCAAATGT 278

Ai08B20831 Araip.B08 20831 c (TG)8tc(TG)11 40 98814109 98814148 TGGTCACGGTTTTAAGGAGG TCTTTGGGTTCATGTTCGGT 269

Ai08B20832 Araip.B08 20832 p4 (AAAG)5 20 98815367 98815386 ACTTAGGGAAAGGCAAGGGA AATCTCGGTGGACTCACCAC 133

Ai08B20838 Araip.B08 20838 p2 (TA)8 16 98872841 98872856 GATGTTTTTCCTTGCCTTTGTT ATGCTTTCAGCTACGCCACT 216

Ai08B20841 Araip.B08 20841 p2 (TA)6 12 98883080 98883091 TGTGGGGAAACTGTGGAAAT TAATGGGGTTAAGGCAAGGG 163

Ai08B20844 Araip.B08 20844 p2 (AC)7 14 98892108 98892121 AAAGAAATCGGCCCAAGATT TAGAGCTCGACACTGCGTTG 266

Ai08B20845 Araip.B08 20845 p3 (AAT)5 15 98896042 98896056 GTGATCCGGACCTACCAGAA AAACGCAAACCAAGCATACC 280

Ai08B20847 Araip.B08 20847 p3 (CAT)6 18 98915526 98915543 CTTCAGTTGCCGGAGTTAGG GAGCTGACTATGCCGAGCTT 249

Ai08B20849 Araip.B08 20849 c (T)10cgccta(T)10 26 98926441 98926466 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 201

Ai08B20850 Araip.B08 20850 p3 (AGA)12 36 98934057 98934092 TTAGAATGTTGCTCGCCCTC CACACATCCCTCCATCTCCT 100

Ai08B20851 Araip.B08 20851 p2 (AG)6 12 98936499 98936510 TGTCCTTGCTCCTGCTCATA TCGAAAATCACCAACTCTTTTTC 172

Ai08B20852 Araip.B08 20852 p2 (AG)6 12 98936664 98936675 TGAAAAAGAGTTGGTGATTTTCG TTGATTTTCAAATTTGTTTCAACT 222

Ai08B20855 Araip.B08 20855 p3 (CTT)5 15 98991832 98991846 TGATCATCATCACCAAGGGA GCAACTGGAGAAACCCGTAA 216

Ai08B20858 Araip.B08 20858 p2 (TA)14 28 99018960 99018987 TCCCATTGAATTCTCAAGCC GGTAAGGTTGAGGCCCTTGT 193

Ai08B20859 Araip.B08 20859 p2 (TA)11 22 99025771 99025792 TGGATTGATTAGGCCATTTC GGCCTTTGGGGAAGCTATTA 271

Ai08B20862 Araip.B08 20862 p2 (AG)7 14 99053861 99053874 AAAACCTGGATCGAGAGTCA CAGAATACGCCCAACGATTT 229

Ai08B20872 Araip.B08 20872 p4 (TTAG)5 20 99082477 99082496 TGTGAAGGAAAATGAAATGGG CTCCCAATTAGCCGCTTGTA 144

Ai08B20876 Araip.B08 20876 p2 (CT)31 62 99117378 99117439 CCTTTCTCCTACCGAGTCCC ATAGCGACGGCGACTAAGTG 166

Ai08B20877 Araip.B08 20877 p3 (TAA)5 15 99118942 99118956 CATTGATAGAATATTACTTTTGGATGC CAAAGGTGGAGGCTAGAAGC 279

Ai08B20879 Araip.B08 20879 c (TA)7tttttgggatttggatcttctaaaattgtattgtcactttag(A)1066 99155532 99155597 CGTGAATTGCCCTATTTAATGA TGTCCAGACGCTATGCAAAC 269

Ai08B20882 Araip.B08 20882 p2 (TA)9 18 99160859 99160876 GGAATTGCAATGGTGCTATG GCTCCTCCCACCTTTGATCT 264

Ai08B20883 Araip.B08 20883 p2 (TA)6 12 99166162 99166173 TCATCAATTCCCCCACACTT GCTTGCATCGAATTATTTCCC 240

Ai08B20884 Araip.B08 20884 p2 (TA)6 12 99167580 99167591 TGATGGATGCCAATTTTTCA TGCATTGCACTTTCTTCTCG 225

Ai08B20890 Araip.B08 20890 p2 (CT)7 14 99200897 99200910 TTGGTTTTCAAAATTTGTTTCA TTTAAAATCGGAAGGAGGGAA 271

Ai08B20892 Araip.B08 20892 p2 (TA)15 30 99220690 99220719 GAAGGCAGAATGGTGGAACT CCAGTGAGGGTTCAATTGCT 278
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Ai08B20895 Araip.B08 20895 p2 (TA)10 20 99243341 99243360 TTGGGGTAATTTTGTCCCCT GGGAAAATATGGGAACTTGGA 204

Ai08B20899 Araip.B08 20899 p2 (TG)16 32 99298259 99298290 CAACATTTCAACCACTCCCC TGGGCAACTAATCCTCTATCAAA 280

Ai08B20903 Araip.B08 20903 p2 (TA)6 12 99326797 99326808 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 272

Ai08B20911 Araip.B08 20911 c (TA)11agggaaaagaaatatatgaaacgtggatgacatgc(AT)873 99377401 99377473 GCCAATGCCTCAATCAATTT CCATGGCTTCTCGTTCTCTT 239

Ai08B20913 Araip.B08 20913 p2 (TA)9 18 99384181 99384198 AGACAGCGAAACGGAACACT ACCTAAACTTCGCAAGTCGC 179

Ai08B20915 Araip.B08 20915 p3 (ATA)7 21 99389429 99389449 GGGGTGGTGAACAATACCAG CATTCCTCAGTCCACTGCAA 188

Ai08B20916 Araip.B08 20916 p2 (AT)7 14 99391539 99391552 GAAGCCTAGGCGTTACTTACCTT GCGAAGGTGTAATGCGAAAC 251

Ai08B20917 Araip.B08 20917 p2 (TA)6 12 99395520 99395531 CTAAGCTTTACCTCGCGTCG AGCTTGCCGAAGAGTCGTTA 241

Ai08B20918 Araip.B08 20918 p2 (AT)6 12 99395887 99395898 TAGCTACGGGTCGCAGAGTT TGCTTTTCAGATGCAGATCG 244

Ai08B20919 Araip.B08 20919 p2 (AG)6 12 99406544 99406555 TTTGTCTTTGCTCCTGCTCA CTCCCTCACTCCCCAAAAAT 165

Ai08B20920 Araip.B08 20920 p2 (AG)8 16 99406787 99406802 GGGGAGTGAGGGAGAGATGT CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai08B20921 Araip.B08 20921 p2 (TA)9 18 99411557 99411574 GAGCTTCTACAGCGGAGTGG AGCTCCTAACTCAGCTTGCG 208

Ai08B20925 Araip.B08 20925 c (A)10catatgcg(A)1028 99427785 99427812 TTGTTGGCTCTTGAAAGAATGA TGCTCAAAGCCTTGAATCCT 261

Ai08B20927 Araip.B08 20927 c (T)10ctttttctcctttatttttttcttttttttctttct(TTTTA)571 99449255 99449325 ACTTTGGGGCATTTTATCCC TGTGGAGAAATTGGGTTTAGAA 239

Ai08B20929 Araip.B08 20929 p3 (ATT)5 15 99461193 99461207 CCTCACCCTTGTGTTTGGAT CTGCAGGCGTTTTCTTTAGG 202

Ai08B20930 Araip.B08 20930 p2 (AC)6 12 99472759 99472770 CCGGTACTTGCGAAGAAAAG TCTCTTCTCCTCTCCCTCCC 231

Ai08B20935 Araip.B08 20935 p3 (AAG)5 15 99519698 99519712 AGTGGTCTTGATGGGCTTTG TACACCTCCCCTCCCTCTCT 244

Ai08B20936 Araip.B08 20936 p2 (CA)7 14 99530546 99530559 CTGTTGCCATTTTTGGCTTT AAAGCATGTTTTGTCCCCTG 277

Ai08B20938 Araip.B08 20938 p3 (AGA)5 15 99538809 99538823 GCAACAGTGGCACTTGTGAT CTGGGCGTTAATGAGAAAGG 247

Ai08B20941 Araip.B08 20941 p3 (TTC)5 15 99564938 99564952 TCTCTTCTTGGCCGAAACAC TTTGTCTTCCCCTTCCCTTT 198

Ai08B20942 Araip.B08 20942 c (A)10gagaaaaaaaattagcg(A)1037 99566104 99566140 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 176

Ai08B20943 Araip.B08 20943 c (A)10gagagaaaagaaaaaaaatggc(A)1042 99577142 99577183 TGGTGGCAACACTTTTTGTT GAGCTTTTGGCATTTTCTGC 276

Ai08B20947 Araip.B08 20947 p3 (CTA)5 15 99621104 99621118 AAGCAAAATCCAAAATCAAAGC CACGTACTGCGCGATTTCTA 239

Ai08B20949 Araip.B08 20949 p3 (TTA)8 24 99639175 99639198 CTGAGCGTTGGGCTTTTTAC GCGTACGCACAAGTGAAGAA 239

Ai08B20950 Araip.B08 20950 p3 (TTA)17 51 99640769 99640819 GCACGTGACTGGATACATCG GGTGTGGTGTTACGATCCCT 255

Ai08B20951 Araip.B08 20951 p2 (CT)6 12 99673957 99673968 TCAAAACCACCTAACTACTTTTCTCTC GAGGGAGAGAGTTCGAAATTTAAG 279

Ai08B20954 Araip.B08 20954 p3 (ATT)5 15 99731946 99731960 TTGAAACATGTTCGGTTTTAGTTT CCACTAATGAGGGCAGGGTA 256

Ai08B20955 Araip.B08 20955 p2 (AT)9 18 99733554 99733571 GCAAAAGATCACATAGACGAGC AAGGGATTTATGCCATTGGA 215

Ai08B20956 Araip.B08 20956 p2 (TA)6 12 99734174 99734185 CCAAAACCAAACATTAACAAACA CTCTTGGATGGCGATTCATT 274

Ai08B20957 Araip.B08 20957 p2 (AT)6 12 99740020 99740031 TTTGGAATTCACCAAGAATCAA TCCAACAAAATAGCTCCGCT 254

Ai08B20959 Araip.B08 20959 p2 (TA)6 12 99745003 99745014 TCATCAATTCCCCCACACTT TTCTTGCCTTGCCCTATTTG 221

Ai08B20961 Araip.B08 20961 p2 (AG)13 26 99747921 99747946 CACTTACGTTAGCCACTGCG TCGACTCAGCCAACCTTTCT 234

Ai08B20964 Araip.B08 20964 p2 (CT)7 14 99753183 99753196 TTTTTGTTTGTTTCTTACCTTTTTCA GGAGCAGAGATGTGAGATGAAG 280

Ai08B20966 Araip.B08 20966 p2 (AT)6 12 99777056 99777067 GGGACCCGCTCTGATACTAA GCAAGCATAGCTGGTGTTGA 274
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Ai08B20969 Araip.B08 20969 c (TC)12(AC)11 46 99783123 99783168 TTTTGTTGGTTAGGACCTTTCTG CATTTTGGGATTGTTTTGGG 254

Ai08B20970 Araip.B08 20970 p2 (CA)6 12 99783372 99783383 CACACACAGAGCAGAAGGGA ATCGGGCTTAGCAACACAAC 270

Ai08B20971 Araip.B08 20971 p2 (CA)8 16 99783584 99783599 AGGCCCAAAATAATCCCAAA ATCGGGCTTAGCAACACAAC 174

Ai08B20974 Araip.B08 20974 p4 (AAAG)9 36 99791321 99791356 TTACCCCACCGTCTTACTGC TCTCCCTTTCTTTTCCCCAT 157

Ai08B20975 Araip.B08 20975 p3 (GCT)5 15 99791629 99791643 GATGAGAGAGAGGGGAAGCC CGACTTCAGCACACAAGGAG 178

Ai08B20985 Araip.B08 20985 p2 (TC)12 24 99845569 99845592 TTTTCTTTGGTCCTTGCTGTT TGCTTGGGAAATGAAACAAA 240

Ai08B20988 Araip.B08 20988 p2 (CT)7 14 99848093 99848106 TCCTAAATTCCAACGCAACC GAGACGCGACACCAGAAAAT 218

Ai08B20990 Araip.B08 20990 p2 (TA)7 14 99848852 99848865 CGGTTTATTAATGGATGCGG TCGGATTCTTCCTCTTTCCTC 271

Ai08B20993 Araip.B08 20993 p2 (CA)7 14 99850826 99850839 AAATGCCTTGTGGGGTCTAA AAGAATGGTTGCTGGGTCAC 106

Ai08B20994 Araip.B08 20994 p2 (TA)9 18 99853935 99853952 AAGCTATGGAGAAGGCAGGT AATTCATGGAAAGGGACGTG 170

Ai08B20998 Araip.B08 20998 c (T)11gcc(T)10 24 99872291 99872314 CACCCTTGCCTTTTGGTTTA AAAGCAGTGAAAAGCTTGCAG 119

Ai08B20999 Araip.B08 20999 p2 (AG)6 12 99874365 99874376 GGTGAGGTAGGTGGGGTTTT TGCAGGGATGAGAAATCCTT 199

Ai08B21000 Araip.B08 21000 p3 (TTA)5 15 99880990 99881004 GCTCCAGCCAGACTCTCTGT CGCGGTATGATCGTTCTTTT 249

Ai08B21001 Araip.B08 21001 p2 (AG)6 12 99889213 99889224 GAATAAGATGGGGGAGGGAA TTGGTTTTCAAAATTTGTTTCA 274

Ai08B21005 Araip.B08 21005 p3 (GAA)5 15 99902580 99902594 AGGTGCCATGGTAATGGAAA ACCTAACCCCTCTCCCTTCA 224

Ai08B21010 Araip.B08 21010 p2 (TC)15 30 99959491 99959520 TGGCATTTTCACAAGACTGG GAGATGCTTATGCCACCGTT 274

Ai08B21011 Araip.B08 21011 p4 (TTAT)5 20 99960236 99960255 GAAGGAGAGTGAATGTGTGGC TGGTTTATTTCTTTCAGGTGTGC 258

Ai08B21012 Araip.B08 21012 p3 (AAG)6 18 99963711 99963728 TGGAAATCGGGAATAACGAA CGCGCTTCGAACTATTACTG 196

Ai08B21014 Araip.B08 21014 c (T)10gttatctc(T)11 29 99964050 99964078 AAGGTCCTTGATTTTAATTTGTGT TAAGAGGTTGCGGGTTCAAG 255

Ai08B21019 Araip.B08 21019 p3 (TTA)17 51 99974616 99974666 CCTCTCCTCCTTCATCCACA CAATTATGCCCCTGAGTTCG 277

Ai08B21022 Araip.B08 21022 p3 (AAT)11 33 99977071 99977103 AAAAACGGAGGAAAGAAGAGAGA CAATTTTAGTTTCCACTATTGTCCC 196

Ai08B21024 Araip.B08 21024 p3 (TAT)5 15 99984060 99984074 TGCTGCTTGTGTAGAGAGGG CAAATAATAAAAATAAATAAACAGCCG 228

Ai08B21028 Araip.B08 21028 p2 (TA)6 12 99988005 99988016 CAAATCCATGGGATTATTTGC CCAAATGCCAAAAGCCTAAA 235

Ai08B21035 Araip.B08 21035 c (A)10tattttttttgttagtaaaaaatttatgtcgctttag(T)1562 100019187 100019248 TCATGACTCTGTTTTCCTCCAA AGTTGTCTCCATTTACATTTCCA 277

Ai08B21040 Araip.B08 21040 p3 (TTG)5 15 100053115 100053129 GTTTTGTCATCGCAGGGACT GGACAACACTAAGATTCGCCA 205

Ai08B21041 Araip.B08 21041 p4 (TAAC)5 20 100059056 100059075 GCATGAAGAACTCAAAACCAAG TCCAACACTTCCAAACACCA 279

Ai08B21042 Araip.B08 21042 p2 (AT)7 14 100085100 100085113 GAACCACCATCGATTTGCTA CGTCAAGAGCTAACGAAGCA 249

Ai08B21043 Araip.B08 21043 p2 (TA)7 14 100085524 100085537 GCCAATCTAGGCAAGTGAGC AGGTGCCAGAAGAATCAAGTAA 260

Ai08B21046 Araip.B08 21046 c* (AG)7(AGA)5* 27 100114290 100114316 TCAACGATCCATCATCAACAA AGCGGAGGTAGAGGAGGAGA 279

Ai08B21047 Araip.B08 21047 p2 (TC)8 16 100116537 100116552 CGCATATTTTCACCTTTCAATG GATGGGAAGCAATGGTAACTT 280

Ai08B21050 Araip.B08 21050 p4 (TTTA)5 20 100134955 100134974 GACAATAAAGAAGCGCCTGC CTTATTGGCGTTTTCTTGCC 202

Ai08B21051 Araip.B08 21051 c (A)11gagagaaaagg(A)1133 100137424 100137456 TCGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 227

Ai08B21052 Araip.B08 21052 p3 (AGA)5 15 100140734 100140748 GACAGGGGTTTTGCATAGGA CCCTCGTGCTTTAGCTTCAC 234

Ai08B21053 Araip.B08 21053 p2 (AG)6 12 100147181 100147192 GAACGGGCCAGAAACTACAA TGAGCGTCTCATCATATGCC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B21054 Araip.B08 21054 p3 (ATT)9 27 100147982 100148008 ACGGTGGAAAAACGTTTGAG CACTATTCTGTCTTACTCCCTTCG 100

Ai08B21057 Araip.B08 21057 p3 (AAT)5 15 100153086 100153100 CAACCGTTGAAGAATCACCA TGTTGAAAGGGGGTTTTGAG 247

Ai08B21061 Araip.B08 21061 c (GAA)6tagtgaagaagagaattggtgaagataaggattagtttctttttttataaatataaaatgacgtcgtattggggattagg(T)10108 100155557 100155664 TGGTTCTGATGATGTTGTTCTTG GCTACCGGAAAACTGAGCTG 196

Ai08B21065 Araip.B08 21065 p2 (TA)9 18 100218949 100218966 GGATATGGGCGCAGAAGTTA CCCAAAAATACTTTCGCTCG 226

Ai08B21066 Araip.B08 21066 p2 (TA)20 40 100232564 100232603 GGATATGGGCGCAGAAGTTA CCCAAAAATACTTTCGCTCG 269

Ai08B21067 Araip.B08 21067 p2 (TA)19 38 100238496 100238533 GGATATGGGCGCAGAAGTTA TTAAATCGCAATACCGCTCC 280

Ai08B21074 Araip.B08 21074 p2 (TC)6 12 100281487 100281498 TCTTCCCTCTTTTTCAAAATTTCTT AGGGGGTTCGAATTTAGGTG 213

Ai08B21075 Araip.B08 21075 p3 (TAT)5 15 100281643 100281657 GAACCCCCTCTTCCATCTGT GCTGCCATCTCCTCTTCTTG 272

Ai08B21077 Araip.B08 21077 p4 (TAAA)5 20 100307225 100307244 CAAGAGGAAGAGAGGGTTCG AATCCCTTCCCTCTTTTTCAA 227

Ai08B21081 Araip.B08 21081 p6 (AAAAGA)5 30 100325585 100325614 TCTCATGTACCACTCACTGAGCTT TCACAAAGAATACCACCGCA 133

Ai08B21082 Araip.B08 21082 p3 (CAA)5 15 100329583 100329597 GATTGAAAGGACCTTGAGGC CTCCTCGGTTGTTCAAGCAT 177

Ai08B21084 Araip.B08 21084 p2 (AG)6 12 100336400 100336411 GAAAAGGGGGAGATATTTTCG TCTTGTGATTTCTTATGAATCAAGTC 273

Ai08B21086 Araip.B08 21086 c (T)12cgaaaactttttttcgaaaacaaaggagaaaatttttgaaagagtttttcgaaaaatttttgaaaag(A)1291 100337811 100337901 GATTAGCCAATCCCAAAGCA TTTGGACAACTGACGGTTCA 278

Ai08B21088 Araip.B08 21088 p3 (ATT)5 15 100369062 100369076 TTCTTTTCCCTTTTTACATGGTG GGGGAAAGTTGTGAAAAGCA 251

Ai08B21091 Araip.B08 21091 c (AC)14(AT)9 46 100386067 100386112 TCCTAATCACAATCAAAGCCAA TAGCAGTAGCATCGAGGACG 279

Ai08B21092 Araip.B08 21092 p3 (CTG)5 15 100386684 100386698 GCTCCATGAAGCGAAGTAGG GAGCCATAGCAGTGGAGGAG 153

Ai08B21094 Araip.B08 21094 p3 (AGA)5 15 100391477 100391491 TAAAATGTTTGCTCGTCCCC CTCCCAAACCCAACCCTAAT 203

Ai08B21096 Araip.B08 21096 p2 (AG)6 12 100399640 100399651 TGGAAGGTGGAACAGAGGAC TCCATAACCATCCATCCTCC 271

Ai08B21098 Araip.B08 21098 p2 (GT)6 12 100421342 100421353 CATAAATCACGAAATCGGGG TGTGTGGGTTCTAAGTTGCG 256

Ai08B21103 Araip.B08 21103 p3 (AGA)7 21 100440372 100440392 CCTATGACTCGGAGGTGGAA ACCCTTCACCACTCACATCC 276

Ai08B21104 Araip.B08 21104 c (T)11cgtaaaagagaataaaaattaattagtt(A)1150 100445178 100445227 CAGAATTATTTTTCCCTGGGC CGAAAATATCTTCCCTCTTTTTCA 270

Ai08B21108 Araip.B08 21108 p2 (AT)7 14 100480348 100480361 GAACCTCGATTTATGGAAAGGA ACATTGGCCTCACATTGTTG 106

Ai08B21114 Araip.B08 21114 p2 (GC)6 12 100564214 100564225 AATGAAGGGATGAGTGTGCC AGAGTCATGCCACCCCTATG 144

Ai08B21115 Araip.B08 21115 p2 (GC)6 12 100564331 100564342 CATAGGGGTGGCATGACTCT TCCAAATTCCAATGGCTTTC 153

Ai08B21117 Araip.B08 21117 p2 (GA)6 12 100581702 100581713 TTGCCTTCCCTTTCCTCTTT CAGGATCCCCACTCACCTAA 257

Ai08B21119 Araip.B08 21119 p2 (AG)6 12 100585046 100585057 GAAATTTTGAAAAAGAGGGAAGA TTGTGATTTCTTGTGAATCAAGTC 279

Ai08B21122 Araip.B08 21122 p3 (ATT)6 18 100598430 100598447 TTGGATCCTCCCATAACTTCA TGGTTGATCCGTTTTATTTGG 272

Ai08B21129 Araip.B08 21129 p3 (ATT)5 15 100661433 100661447 TAAAATGCAATGCAATCCCA TGGGATCAAAAGTTGTTGAGG 165

Ai08B21130 Araip.B08 21130 p3 (AAT)5 15 100663345 100663359 GGGGAAAGTTGTGAAAAGCA TTCTTTTCCCTTTTTACATGGTG 251

Ai08B21131 Araip.B08 21131 p5 (TTTTA)5 25 100696288 100696312 TTCACTTGACACCTTCACGC GAAAAACACAAAGCTTGCGA 227

Ai08B21134 Araip.B08 21134 p2 (GA)7 14 100700430 100700443 CGTCCTCCTCACTGTGGAAT GATCGGGGTAGACCTCCAGT 226

Ai08B21135 Araip.B08 21135 p2 (GA)8 16 100706337 100706352 CCTCACCGTGGAATCTGAGT GATGGCGGAGGCACTACTAC 121

Ai08B21136 Araip.B08 21136 p4 (TTAG)5 20 100744452 100744471 TCCTCCTTCAACCATCATCC TCAGCAGCAATAGATAGCAAACA 158

Ai08B21139 Araip.B08 21139 p2 (TA)6 12 100761577 100761588 TGCTCAACTTTTGAGGTGGA CTTGGACAACTGACGGTTCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B21140 Araip.B08 21140 c (AATA)5gaaagagatgt(GA)1255 100767640 100767694 AGAGAGGGAGAGATGGTTCG TTTTATTTCTTCCCTTAATTTTCG 193

Ai08B21141 Araip.B08 21141 p2 (TA)6 12 100768875 100768886 CCAAGCTTCAGCAGGACATT CTTGGACAACTGACGGTTCA 236

Ai08B21142 Araip.B08 21142 c (AC)30ag(AT)7 76 100778529 100778604 TTTCAAGGTTGTAATGGGGC TGTGAAAGGAAAATTTTGGG 223

Ai08B21145 Araip.B08 21145 p2 (CT)6 12 100794334 100794345 GAGGCTCTCCTTGATGATGC CGAGAGAGGAGATCCGAGAA 107

Ai08B21150 Araip.B08 21150 p3 (TTC)5 15 100798918 100798932 TACATGCGCCACATCATTCT TGCATTTGGACTCGTTGTTC 277

Ai08B21151 Araip.B08 21151 p3 (AAG)5 15 100799874 100799888 CGAAAACAAGCACACAAACAA TTCCTCCTCATCTTCTGCCA 243

Ai08B21154 Araip.B08 21154 p2 (TG)7 14 100812313 100812326 GCCAAACTCACGCTAACTCC TTAAATTCGCACCCAACACA 195

Ai08B21155 Araip.B08 21155 p3 (GGT)5 15 100812428 100812442 CCCCATTCTCTCTTCCCTTT CATCACCTCTCTCCCTCACC 255

Ai08B21156 Araip.B08 21156 p4 (AAAT)5 20 100812699 100812718 CCCCAAACTTTAGGAACGAA TTTTTGTCAAATCGCATGAA 241

Ai08B21161 Araip.B08 21161 p2 (TA)10 20 100842981 100843000 GAAGTGCGAAACACACAGGA CAGAATCACAACAATCCACACC 273

Ai08B21162 Araip.B08 21162 c (TA)14g(AT)13 55 100845360 100845414 CCAGCCCAACTTTCTAGACG TCCACATCTGCATCTGCATT 171

Ai08B21163 Araip.B08 21163 p5 (TTTTC)6 30 100850518 100850547 CATGCATCTTCTTTCCAATTCA GGGTTTGAGTGTGTGCGTTA 272

Ai08B21165 Araip.B08 21165 p2 (CT)6 12 100864445 100864456 TTGAACCTGATGAAGAGTTGAAA CCCAGATCCAAGTCCAGAAA 200

Ai08B21166 Araip.B08 21166 p3 (TCT)6 18 100869789 100869806 CAATTCCCACCCATTCATTC AAAGCAAGGCTTTTCCAACA 236

Ai08B21168 Araip.B08 21168 p2 (TA)8 16 100886266 100886281 TGCTTTGATGGTGACAGAGC CGCTCACACGAAGCTACAAC 278

Ai08B21171 Araip.B08 21171 p2 (AG)6 12 100916319 100916330 AAGAGAGATGAGAGTTAGTTAGGTGG TTCTCTCTCTTATTTTTCAAAACTTCC 122

Ai08B21173 Araip.B08 21173 p3 (GAA)5 15 100919886 100919900 AAGGTGAGAAAATGGAGGCA TGGGCACGAAAAGTCCTTAC 273

Ai08B21175 Araip.B08 21175 p2 (CT)6 12 100928262 100928273 CCAACTAACTTTTTGTTTGTTTCTT CCACCATTATTAAAGCCTTGTTG 276

Ai08B21176 Araip.B08 21176 p3 (TCT)6 18 100930315 100930332 CCGAATACACACTCCCATCC GCTTTTGTCTTCCCTTTCCC 191

Ai08B21178 Araip.B08 21178 p2 (GT)7 14 100935783 100935796 CATTGTTAGCCAATTTGAGCC ATTCACCCAATGTCCCAAGA 173

Ai08B21180 Araip.B08 21180 p2 (TA)10 20 100940263 100940282 AAGCAAGCATGTAACACCCC ATGTCTTGTTCTTCCGTGCC 230

Ai08B21182 Araip.B08 21182 c (T)12a(T)12 25 100950358 100950382 AATGCAATGTCAACCGAAAA TGTTATGTATCGGCCTTCAAA 203

Ai08B21184 Araip.B08 21184 c (AT)6ttgaaagatcatctttgtttgctatttatgataatatgaaatatacaagaag(T)1074 100954344 100954417 GCTTGCACTTATGCTTAGATGG CCTGACAGGATCCAATGCTT 225

Ai08B21185 Araip.B08 21185 p2 (GA)6 12 100962671 100962682 GGCTATTGCCTTTCCTTTCC CCCCACTTCATAACCCTTCA 255

Ai08B21189 Araip.B08 21189 p3 (TTC)5 15 101006063 101006077 CATCCATCTTCTCTTCCCCA GCCCTCGAGCAATAAACAAA 254

Ai08B21191 Araip.B08 21191 p3 (AAG)5 15 101040999 101041013 TGACAACACAAGGTTGGCAT GGTGGTTAAAGTGCCAGGAA 248

Ai08B21192 Araip.B08 21192 p2 (AT)7 14 101045482 101045495 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 257

Ai08B21193 Araip.B08 21193 p4 (TTAG)5 20 101048867 101048886 ATTCGACGCTACCAAACACC GCATGAAAAGTTCCAAACCAA 233

Ai08B21194 Araip.B08 21194 p3 (AGA)6 18 101051357 101051374 CGGTCTTAGGTGCCATCAAT CCCATCACCTCTTCACCACT 265

Ai08B21195 Araip.B08 21195 p3 (ATT)5 15 101052948 101052962 CTCCCCCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 252

Ai08B21198 Araip.B08 21198 p2 (TC)7 14 101054229 101054242 CCACTCACATCCATACACCC TTAGAATGTTGCTCGCCCTC 165

Ai08B21201 Araip.B08 21201 p2 (AT)14 28 101060796 101060823 TTGATTTTGGGAGAGTTGGG TGGGGTATTTTGTCCCCTTT 231

Ai08B21202 Araip.B08 21202 p2 (TA)12 24 101063714 101063737 GCCTTTTGTCCCTCATTTTT GCATCCAATTAAAACATGCCA 129

Ai08B21206 Araip.B08 21206 p3 (ATA)5 15 101090114 101090128 GGAGGCACAAAAACAGGGTA AGGAGGCTGCCAAATCTTTT 202
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Ai08B21207 Araip.B08 21207 p2 (TA)6 12 101097793 101097804 TGGCCTAAACAAGCAAGGTT CGCATTGGTTGTTAACCGTA 280

Ai08B21211 Araip.B08 21211 p3 (AAG)5 15 101126849 101126863 GGGAGTTTCGATTAACAGTTGG TTCGCCTCTCCTTCACTACG 279

Ai08B21212 Araip.B08 21212 p2 (GA)6 12 101127193 101127204 ATGGAGAAGGGCAATGTGAG CTTTAAAAGCGTCGCCAAAG 255

Ai08B21219 Araip.B08 21219 p3 (TAA)5 15 101206470 101206484 TTGTGCTATGCATTCATCCAA CGGTGAAAAGCTTGACCAAT 273

Ai08B21220 Araip.B08 21220 p2 (TA)21 42 101226236 101226277 AAAGTGTGGGAACATTGGGT CACTGGGGTAATTTTTGTCTCC 247

Ai08B21221 Araip.B08 21221 p2 (TA)6 12 101226491 101226502 GGAGACAAAAATTACCCCAGTG CATGAGGTCTTTTCAAGGTCG 264

Ai08B21222 Araip.B08 21222 p2 (AT)11 22 101232131 101232152 TTGGGAATTGGGTACATGCT TTGAGCTTCACTTGGGACATT 222

Ai08B21227 Araip.B08 21227 p4 (TTAG)7 28 101274518 101274545 ACCACCATTTACCATCCACC TCTCGAGAACAATGTCGCAA 278

Ai08B21229 Araip.B08 21229 p2 (AT)6 12 101288234 101288245 GGGGACAAAATTACCCCAAT ATAATGGGGCCAAGGTAAGG 244

Ai08B21230 Araip.B08 21230 p2 (TC)24 48 101296282 101296329 CATTGCACTTTGAAGCTCTCC TAGGTCGGACTCGGTTCATT 195

Ai08B21231 Araip.B08 21231 c* (TTATA)5(TA)8* 37 101302773 101302809 TGGGGTAATTTTGTCCCCTT TGCATCAACTAAGTGTGGGG 261

Ai08B21234 Araip.B08 21234 p2 (CT)6 12 101335506 101335517 GCTCCTCTGCGTCTACCATC GAGACTGGGAGCAAGTCTGG 253

Ai08B21237 Araip.B08 21237 p2 (TA)6 12 101341805 101341816 TTGCATGCGATGTGCTAGAT TCCCTCTGAAATTCCGTCTG 242

Ai08B21241 Araip.B08 21241 p2 (CA)6 12 101362710 101362721 CTCATCCCAAGCCAAGACTC ATTTCGGTTGTGAAGGCAAC 204

Ai08B21246 Araip.B08 21246 c* (A)10(AC)8* 25 101371204 101371228 CACCTAACCAATTTTAAACCAACA AGGGAAGGGAAGGAATTGAA 254

Ai08B21249 Araip.B08 21249 p3 (CCA)5 15 101373357 101373371 ATCATAACCCTCGCCATCAG GCAGCGTCTTCCTTTCAGAC 147

Ai08B21251 Araip.B08 21251 p3 (GTT)5 15 101373919 101373933 CATGGGAGAGAGAGCTGAGG TTGGATTAGGCTTCACCACC 199

Ai08B21252 Araip.B08 21252 p2 (GA)12 24 101374181 101374204 GGTGGTGAAGCCTAATCCAA AGTCCTCTTCCTCCCCCTTT 197

Ai08B21253 Araip.B08 21253 c (T)10caatttagtccttgttaacgttaaacgttaaaaaaatgtgagtgaattgtgaaattatttgtatacccttagggacctaattgaaaag(A)10108 101377967 101378074 TTTCTTTTCAATTGGGTCCCT CCGAATTTTCAATTAGGTCCC 162

Ai08B21257 Araip.B08 21257 p2 (TA)6 12 101385163 101385174 ACAAACTTGGATCTGGTCGG CCTTTTGCTTGGAGGAGATG 190

Ai08B21261 Araip.B08 21261 p3 (TAT)5 15 101413938 101413952 TCGATGATCGTAAAATTCCTGA TTTTTCTGCTTTTGACCATGA 237

Ai08B21262 Araip.B08 21262 c (T)10ggctagaatatattaagatcaattaacatttattagaattatttagcatatctaaatatttattataggata(T)1092 101415207 101415298 TCTCTTACACATTTTTGCAGCC TGTTAGAAAGGGATAAAAGAGAACA 232

Ai08B21265 Araip.B08 21265 p2 (TA)7 14 101417225 101417238 TCCCTTTTTAGGGAGGTTGA AACACGCAAAAGTTTGTGAAAA 230

Ai08B21267 Araip.B08 21267 p2 (AT)12 24 101429844 101429867 TCTCACGTTAATCTTTGTCAGCTT GCTAACATGGTTATTATTGTTAGGAAA 271

Ai08B21269 Araip.B08 21269 c (A)10ttgagaaccaaaaattttttttatctatatattaagaatcaaaatcatacttaacctattaataagtaataac(A)1093 101430397 101430489 CCGTCACTTCTATATAATTTTAGTCCC GACCGAAGAAGAGAAAAGGTACA 278

Ai08B21270 Araip.B08 21270 p2 (AT)12 24 101443150 101443173 TCTCACGTTAATCTTTGTCAGCTT GCTAACATGGTTATTATTGTTAGGAAA 271

Ai08B21272 Araip.B08 21272 c (A)10ttgagaaccaaaaattttttttatctatatattaagaatcaaaatcatacttaacctattaataagtaataac(A)1093 101443703 101443795 CCGTCACTTCTATATAATTTTAGTCCC GACCGAAGAAGAGAAAAGGTACA 278

Ai08B21275 Araip.B08 21275 p2 (TA)6 12 101446376 101446387 GCCATTAGCAACAAATAAAAACA CCTCGACGGTGAAAAGAATG 275

Ai08B21277 Araip.B08 21277 c (TA)8(T)12 28 101451012 101451039 TACTTTGGGGCATTTTGTCC TGTGGGAAAAAGTGAATTTGG 205

Ai08B21284 Araip.B08 21284 c (T)10c(T)11 22 101484519 101484540 TTCACCATTTACTTTGGGGC AGTGTGGGGAAAAGTGGGTT 209

Ai08B21290 Araip.B08 21290 p4 (TTTA)5 20 101541113 101541132 CCAATGGAGGGTATGCAGAT CCTAACCACTTCCTCTCCCC 246

Ai08B21292 Araip.B08 21292 c (AT)9aagaagaagaagagaagtgagaaaaag(A)1055 101555485 101555539 TTGGAAACATTTGGTTTGAGAA TTCACCACTTACTTTGGGGC 223

Ai08B21296 Araip.B08 21296 c (T)10caaagtaaataagacaatttagaatatataactcaagtctcatgcattatactacttcttctcttctctcttttg(T)1499 101579132 101579230 ACCGAACGACATGGTGATCT GAGGTCTCATGTATTGCTCGC 227

Ai08B21298 Araip.B08 21298 p2 (CT)6 12 101581052 101581063 GGAACATTAAACTTGGAATGAAGAA CGCATTTTGACCCAGTTTTT 214
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Ai08B21299 Araip.B08 21299 p2 (TA)8 16 101590450 101590465 TGGTCTATTGTACCCTCGCC GCAATACCGCTCCCAAAATA 200

Ai08B21300 Araip.B08 21300 p3 (GAA)5 15 101606722 101606736 TAGAATATTGCTCGCCCTCG GCCCTCCATTCTTCATCAAA 142

Ai08B21301 Araip.B08 21301 c (T)12gaaaaatgttagtaattttcgaaaattaagatttaaaaattaaaataattaataaattaaaaagaaattttgaaaaagggggaagatattttcgaaaat(GA)6123 101608236 101608358 TGAGGAGGGTTGAGATGTTTG CTTTTTGTTTGTTTCTTAACTTTTTCA 278

Ai08B21305 Araip.B08 21305 p2 (GT)9 18 101613691 101613708 TGAGCACATCATTCACCCTAAG TAATGGGGCCTAGGTAAGGG 273

Ai08B21308 Araip.B08 21308 p2 (CT)6 12 101624888 101624899 ATTTCCACTTACCCCAGGGA TGGTAGAGCAGGGGTGAGAC 239

Ai08B21309 Araip.B08 21309 p2 (TA)8 16 101627229 101627244 GGCATTTTGTCCCCTTTTTA TTGATTTTGGGAAAGTTGGG 271

Ai08B21313 Araip.B08 21313 p5 (TTTTA)6 30 101680377 101680406 CCTTAAAAGCAAAAACAGGTCA ATCTTGTGAGGGCGTCTCAT 161

Ai08B21316 Araip.B08 21316 p2 (TA)6 12 101684823 101684834 AGCTGTGCGAAACACAGACA TGTTTGCTGATCATAGCATCG 258

Ai08B21317 Araip.B08 21317 p3 (TAG)8 24 101685362 101685385 TGCTTTTGCAAGAAAGTGGA ACATGACACTTCCCTTCGCT 251

Ai08B21319 Araip.B08 21319 p2 (AG)6 12 101690452 101690463 CTGTGGAAAGGGAGCATTGT TTAAATGAGTCCTGCGGTCC 256

Ai08B21322 Araip.B08 21322 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcaccccatttccccagcctcca(TCT)5101 101705890 101705990 GCGTAGGACCCACGTTTTT AGGGGAAGAGAAGTTGAGGG 232

Ai08B21323 Araip.B08 21323 c (A)10gaagatgtatatagaaaaag(A)1141 101708607 101708647 ATGGGATAAAAAGGGGCAAT TTCACTTTGGGGCATTTTGT 256

Ai08B21324 Araip.B08 21324 p2 (TC)7 14 101736275 101736288 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 180

Ai08B21325 Araip.B08 21325 c (A)13gaagttagttttcaagcatgtaaataaggggatac(A)1159 101742120 101742178 TCAAAAATTTGGGAAGCAGG ATCCCATGTGCATTGCTTTT 160

Ai08B21326 Araip.B08 21326 p2 (TC)7 14 101743481 101743494 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 180

Ai08B21327 Araip.B08 21327 p3 (GAT)5 15 101749105 101749119 GCTTACCCAGTGGAAGAACG AGAAGGAAGAACAAAAAGCTGA 141

Ai08B21330 Araip.B08 21330 c (T)10attttcgccacttttctc(T)1038 101757341 101757378 GCCTTGGATCCTTTTTACCC TGGGTCTTGAAAGAATGATGG 206

Ai08B21333 Araip.B08 21333 p2 (AG)28 56 101768321 101768376 AGCTCCAAGAACAGGCTTGA GTGCTTCTTCTTCCTGTGGC 253

Ai08B21335 Araip.B08 21335 c (A)11gaaaaaaaaatagc(A)1035 101779860 101779894 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 263

Ai08B21339 Araip.B08 21339 p2 (CT)6 12 101804894 101804905 TGGACAAAACAAAGGAATCAA CTTTTGACCCAGTTTCAGGC 279

Ai08B21350 Araip.B08 21350 p2 (AG)6 12 101861966 101861977 GTCAATGGGCTCAGAGAAGG ACCATGGAGACCTTTAGGGG 254

Ai08B21353 Araip.B08 21353 p2 (AT)6 12 101879425 101879436 GCGACTCTGATAGCTCGGAC GGATATGGGCGCAGAAGTTA 250

Ai08B21355 Araip.B08 21355 p2 (TA)6 12 101886168 101886179 AAAATGCAGCAACTATGGATGA CGGAGGACCGTACAACACTT 202

Ai08B21357 Araip.B08 21357 p2 (GA)20 40 101896765 101896804 GCTTTTGAGGGCAAATACCA GCCCACAGGCCTTAATTCTC 242

Ai08B21359 Araip.B08 21359 p3 (TGG)6 18 101900668 101900685 CAATCACTTCAGTCATGGCCT TGCGTGTTATGAACACATGG 164

Ai08B21361 Araip.B08 21361 p2 (AT)6 12 101905932 101905943 TCTTCCACGGGTAAGCAATC ATTGTTTTGCATCACCACCA 229

Ai08B21362 Araip.B08 21362 p3 (AAG)7 21 101906462 101906482 TTGCACTTGATCTTTGGTTCA GTGAGGGAAAAAGGTGCAAA 195

Ai08B21364 Araip.B08 21364 p2 (CT)6 12 101912900 101912911 AGTTGGGAACATTGAACCTGA TGGGAGAATCAACAAGGAGG 168

Ai08B21366 Araip.B08 21366 p2 (TA)21 42 101914903 101914944 TCAATGTGAATCTTAGAATGGCTC CAGAATCACAACAATCCACACA 273

Ai08B21368 Araip.B08 21368 p3 (TTC)5 15 101919975 101919989 ATATGCTTCTGGGGTTGTGC TGGAACAAGTGGAGGTAGCC 160

Ai08B21369 Araip.B08 21369 p2 (TA)6 12 101922457 101922468 CTCACTGAGGCATGCTGAAA TTGTGATTTCCTTGATTGTTTTG 262

Ai08B21370 Araip.B08 21370 p4 (AACT)5 20 101948160 101948179 GCAGCAGCAGTAAACAGTAAACA ATTGCCCTGTTTCACTCACC 204

Ai08B21371 Araip.B08 21371 p4 (TATG)15 60 101961373 101961432 TTGCACTTTTGAAATCCTGC TTATCCCCAAACAGGCACTC 191

Ai08B21373 Araip.B08 21373 p3 (ATT)6 18 101971701 101971718 TGCATCAATGGTTTTGTTTG CAATATGCATCTTTTGCCACA 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B21374 Araip.B08 21374 p2 (AT)10 20 101973664 101973683 GAATGACATGAGGTTTGGGG AGGGTATGCACACCTCAAAAA 234

Ai08B21375 Araip.B08 21375 p2 (CA)10 20 101975422 101975441 AAACCCTGGACTGTCCTCCT GTAAGGGTGACTGGGCACAT 121

Ai08B21376 Araip.B08 21376 p3 (ACA)8 24 101976056 101976079 TTACTGAAATAGGGGCCACG CGACTCCACCTAGTGGGACA 269

Ai08B21379 Araip.B08 21379 p2 (TA)8 16 101993535 101993550 CAAATACGCACAACACAAACG AGGGACAAATTTAACTATTAATCCAA 219

Ai08B21383 Araip.B08 21383 p2 (AT)6 12 102021639 102021650 TGAGCATCAACATTAGGCCA TTGCTTATTTCTTGCCCCAC 266

Ai08B21387 Araip.B08 21387 c (A)10tccaatatatcaattattcacattatttagtattttcattgtctacctatac(T)1173 102029147 102029219 GGTTACGGGTTCGAGTCTCC AAAAATTGGACGTTTCATCATTTT 128

Ai08B21388 Araip.B08 21388 p2 (TA)11 22 102044758 102044779 AATATGGGCGCAGAAGTCAC GCGACTCTGATAGCTCGGAC 256

Ai08B21390 Araip.B08 21390 p2 (TG)14 28 102050257 102050284 TTTGAGTTACTTTGCGCGTG AGGCAGCTACCTAAGCCACA 237

Ai08B21393 Araip.B08 21393 p2 (CT)6 12 102059145 102059156 TTTTTGTTTGTTTCCTAACTTTTTCA GGGGGAGGGATAATTTTCAA 222

Ai08B21394 Araip.B08 21394 p3 (TAT)5 15 102059477 102059491 TTGAAAATTATCCCTCCCCC TTCTTGTCCTTGCTCCTGCT 235

Ai08B21396 Araip.B08 21396 p2 (AG)7 14 102075135 102075148 GATGAGGGAGAAGGATTTTCG TTTTGTTTGTTTCTCATCTTTTTCA 222

Ai08B21402 Araip.B08 21402 c (T)12gtg(T)10 25 102098458 102098482 TTCATGCCATTTGATGGAAA TGGCTGTATCTGTTGGGTGA 223

Ai08B21403 Araip.B08 21403 p2 (AT)9 18 102102541 102102558 AAAACATAGTTGTTTAGCGGGG GGGCGCCAACTTAGAGACTT 276

Ai08B21404 Araip.B08 21404 c (TG)6(TA)9 30 102107689 102107718 TCTGGAGACACTTGGAAGCA GGGTACAATATGCTCACGCA 222

Ai08B21412 Araip.B08 21412 p2 (TA)11 22 102150843 102150864 TGCCTTACTTTACCATCACACG CGGGTCTTACATCCTACACACC 272

Ai08B21415 Araip.B08 21415 p3 (AAT)5 15 102177344 102177358 CCACGGTCCAAAAGAAGTTT TCTTTTGAAATTGTTATTTTTGCTATC 276

Ai08B21418 Araip.B08 21418 p2 (CT)6 12 102198120 102198131 TCTTGTGATTTCTTGTGAATCAA GAAATTTTGAAAAAGGGGAAAGA 269

Ai08B21419 Araip.B08 21419 p2 (TC)7 14 102199609 102199622 TCCACCCCAAAAACTGTCTC ATAGAAAAAGAGCGACGCGA 203

Ai08B21423 Araip.B08 21423 p2 (TA)6 12 102206346 102206357 TCGCTCGGAAGACCTAAGAG AAGCTCTTTGCAATAGTAGTGATGA 107

Ai08B21425 Araip.B08 21425 p2 (CT)8 16 102208550 102208565 TTGTCAGGTGGAAGTTGCTG TTGGCCACTAACATTGCTCA 152

Ai08B21426 Araip.B08 21426 p3 (ATC)5 15 102209067 102209081 CGTAATTTTGTACAGTGCATTAACC GGATTTGGAGATTTGCAACC 206

Ai08B21427 Araip.B08 21427 p3 (TTC)5 15 102225467 102225481 TAGCATCCAACATTCACCCC AGCAAGCTCAATCAAGCCAT 260

Ai08B21428 Araip.B08 21428 p2 (CT)7 14 102233158 102233171 AACCCTTCTCAACCCTTCGT CAGGAAATGAGGGAAGGTGA 261

Ai08B21431 Araip.B08 21431 p2 (AT)8 16 102246305 102246320 TCCACACCAATTCCTTACCA AAAAGTTTGCTTGTTCCCAA 269

Ai08B21441 Araip.B08 21441 p4 (AAAT)5 20 102289165 102289184 GCCAGGGATTGACTGTGATT GGGACACCAAACTTAATTTCAGA 180

Ai08B21446 Araip.B08 21446 c (A)10tacagtcacttgagaaaagag(A)1142 102303643 102303684 GGAACAAATAGCAAGTCTGGAA GGCGTATTTGGAGAACGAAA 215

Ai08B21447 Araip.B08 21447 p3 (GGA)5 15 102313109 102313123 TGGTTCAGGAGAAGATTGGG CCGACTTGCGATTTGTTTTT 280

Ai08B21450 Araip.B08 21450 p2 (CT)17 34 102317995 102318028 CTTACCCTGAGCCCCTCTCT AGCGACGGCTGAGTACAGAT 240

Ai08B21452 Araip.B08 21452 p2 (TA)6 12 102323146 102323157 TCATTGAACAAAGGGGTGAA ATCCTCTCCGGTGAGAAAAA 239

Ai08B21457 Araip.B08 21457 c (A)12tcaattttcaattttcaattttaaaaaaaaattcaattttcaaaatttaaaattcaaattaaa(T)1085 102362721 102362805 TTGCAAACGTGTGCCTTATT AAACTTGAAGCGAGAGGGGT 234

Ai08B21458 Araip.B08 21458 c (A)10gaaaaaaaaatattaagtaattaaataaggggacac(A)13gaaggagaagaaaaataatattaccccaaatgtaaaataaaaaaaaatcaatgcacatgggacaaaatt(A)17145 102366009 102366153 TTGAAAATTTGGGAAACAAGC CATGCTCATGCATCAAACTT 229

Ai08B21459 Araip.B08 21459 p2 (CT)6 12 102373310 102373321 CTTTTTGTTTGTTTCTTAACTTTTTCA CCATTTCCACTTATGTCCATGAT 275

Ai08B21460 Araip.B08 21460 p2 (AG)6 12 102385489 102385500 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGAATCAAGTCATTAATTGTG 273

Ai08B21462 Araip.B08 21462 p2 (TA)6 12 102400987 102400998 GCGTCTCTCGCGTAACTTTC ACCATGACAAGGAGCTCACC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B21463 Araip.B08 21463 p2 (AT)8 16 102405889 102405904 TTATCATGAAATGTTTGTAGAATGACT TCCCAAAGTTGTCCCTAACG 236

Ai08B21464 Araip.B08 21464 p2 (TA)7 14 102417702 102417715 AGACCCAGCCATTCAACATC GCTCTTGTTGGTGAGCATGA 216

Ai08B21465 Araip.B08 21465 p2 (AT)6 12 102417912 102417923 TCATGCTCACCAACAAGAGC TTGAATCGGAAAAAGGTTCG 259

Ai08B21467 Araip.B08 21467 p2 (AT)9 18 102443880 102443897 ATCAGAGCTCCGGATCAAAA AATAAACCCAAGGTCCAGCC 171

Ai08B21471 Araip.B08 21471 p2 (GA)6 12 102452605 102452616 CGATCATTGCATTGTGGTCT GTCCTCCTCCGCTCTCTTTT 213

Ai08B21475 Araip.B08 21475 p3 (CAA)6 18 102465001 102465018 AGCAATGGCATCTTCTTGGT CCGCCTCAGCTTTTGTAGAC 233

Ai08B21478 Araip.B08 21478 p3 (TTA)10 30 102470846 102470875 GGCACGTGATAATCCAACAA TTGTGGCCAACACTTAACCA 266

Ai08B21484 Araip.B08 21484 p2 (AT)6 12 102484557 102484568 TTGAAATTGCAGTGGTGAAA GCTTCCATCTTCATTTCTGACA 272

Ai08B21489 Araip.B08 21489 p3 (GAA)5 15 102496208 102496222 TTCTTCGCATTTCTCCACCT TCATTCCTCCTCATCTTCCG 210

Ai08B21492 Araip.B08 21492 p3 (ATC)5 15 102506255 102506269 TGAGCAAGTGGAATCAATGC GCTTGGTAAATTCTGTGGATGA 265

Ai08B21494 Araip.B08 21494 p2 (GA)6 12 102521244 102521255 GCTCTTTCTCCCCTCCATTC TTCTCCTCTTTCTTCCCTTCC 222

Ai08B21495 Araip.B08 21495 c (AG)16aaagaaagat(AG)31104 102521374 102521477 GGGAGAAGAAAGAGAGAAAAGG TTTTTCTCCCCTCTCCCTTG 176

Ai08B21496 Araip.B08 21496 c (GA)10gggagagaggaagaaagagg(GA)958 102521582 102521639 TGGAGAGAGAGCGAGAGAAAA CCCCTCCCATCTCTCTTTGT 269

Ai08B21497 Araip.B08 21497 c (GA)6gggataaagagagagaaagacaaagagagatgggagggggagagagagaagagagaggc(GA)887 102521743 102521829 GAAAAAGGAAGGGGGAGAAA CCCTCCCATCTCTCTTTGTCT 278

Ai08B21498 Araip.B08 21498 p2 (GA)6 12 102521933 102521944 GAGGGAGAGGAGGAAAAGGA CCCCTCCCATCTCTCTTTGT 259

Ai08B21502 Araip.B08 21502 p2 (AG)8 16 102554177 102554192 AAGCAGAGCTTTTTCCCACA AAACATTTCCCTCCCAAACC 243

Ai08B21504 Araip.B08 21504 p2 (TA)9 18 102566650 102566667 TCCATTATTCTTCAGTCATCACC GGGGGACGTCTACATCATCA 280

Ai08B21506 Araip.B08 21506 p5 (AAAAT)6 30 102568800 102568829 TGCTCATGGCTCAGAGAAAA TCTGAATTTGGAGAAAGGGC 279

Ai08B21508 Araip.B08 21508 p3 (CCT)6 18 102570717 102570734 AAATTTGCACACTTGCTCCC TGGCATTGCAGATAAAGCAG 222

Ai08B21509 Araip.B08 21509 p3 (ATA)5 15 102576174 102576188 GCATAGTCAGTCCGTCCCTC CCTGTTTTCAAGGCTTCTCG 192

Ai08B21511 Araip.B08 21511 p2 (CT)6 12 102585018 102585029 TGTCACATGTTACTTTCTCATTGC TCATGTTGTACACTTTGATTGTCA 182

Ai08B21512 Araip.B08 21512 p2 (AT)10 20 102585584 102585603 CCCTACCATTTATTGTCTTATGCTT CGGGCCGAGACTAGTTGATA 279

Ai08B21513 Araip.B08 21513 p3 (TAT)5 15 102592348 102592362 CGATCCCTCTCTCTCCCTCT GTTCTTGTCCTTGCTCCTGC 154

Ai08B21515 Araip.B08 21515 p2 (CT)6 12 102595731 102595742 TTTCTTAACTTTTTCAAAACCACC GAAAATGGGGAGAGATATTTTCG 245

Ai08B21516 Araip.B08 21516 p2 (CT)6 12 102595904 102595915 TTTCTTAACTTTTTCAAAACCACC CGAATGGAAGAGATGTGAGATG 273

Ai08B21518 Araip.B08 21518 p2 (TA)6 12 102610778 102610789 GTCTAAACTCCGCAGGCTGT GGAGCATTTTGTCCCCTTTT 102

Ai08B21519 Araip.B08 21519 p2 (AT)6 12 102615386 102615397 CCATTTCGTTACAAAAACCAA TTTTAGAGGGACATCGCGG 278

Ai08B21520 Araip.B08 21520 p2 (AT)9 18 102618287 102618304 TAACTAAATGCGTTGGCACG TGAGAATCATGGGAATTGGG 166

Ai08B21521 Araip.B08 21521 p3 (CAA)5 15 102626188 102626202 CTTGAGATTGAAAGGGCTGC TCCCTCTCTCTGCTTGAAGG 242

Ai08B21525 Araip.B08 21525 c (T)10cttttctttttctctttttcatccttttttttatacatata(T)1061 102648970 102649030 TACTTTGGGGCATTTTGTCC GTGTGGGGAAGTGAATTTGG 224

Ai08B21526 Araip.B08 21526 p5 (TTATC)5 25 102659925 102659949 CCTGGGTGCTCCAGTGTATT CAAAGAGCTCGGCCAAATAG 217

Ai08B21527 Araip.B08 21527 p5 (TTATC)5 25 102666095 102666119 CCTGGGTGCTCCAGTGTATT GGGACACAGCCCAATCTAAA 167

Ai08B21531 Araip.B08 21531 p2 (CT)6 12 102690719 102690730 CGACATGTGAGGAGTAGCGA CTACCGTTGAGCCGTATCGT 268

Ai08B21533 Araip.B08 21533 p3 (ATT)6 18 102691931 102691948 AAAATCCCCCACACTCCAAT TTCACTCCACAGAGCAGGTG 167
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Ai08B21536 Araip.B08 21536 p4 (TTTA)7 28 102722359 102722386 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 164

Ai08B21538 Araip.B08 21538 c (TA)6atgtatgatgagtatgatgatgtaaattgaagaggatatgtgttgtaatgagggtgaatttgttgaatg(TA)795 102727684 102727778 TGGCCATAAGGTAGGCTTGA TCTTGAGCCCAAATCTCACC 246

Ai08B21539 Araip.B08 21539 p4 (AAAT)5 20 102742783 102742802 TCCTTTTCAAAACTTCCTAACCA CAGATGCTGATTTCTGGCAA 213

Ai08B21542 Araip.B08 21542 p2 (CT)6 12 102767958 102767969 TTTTGTTTGTTTCTCATCTTTTTCA TCGAATTTGGGTGAGATGAAG 274

Ai08B21543 Araip.B08 21543 p2 (TC)6 12 102768124 102768135 TCGAAAATGTCTTCCCTCTTTT TCGAATTTGGGTGAGATGAA 217

Ai08B21545 Araip.B08 21545 p2 (AT)7 14 102787478 102787491 TGAGGGATGATGACTCAAAAGA CCCCCTTCTATCTCCCCTTT 218

Ai08B21548 Araip.B08 21548 p2 (CT)7 14 102802508 102802521 AACCCCTCACCACTTTTTCA AGGGGGAGGGTTCGAATTAT 230

Ai08B21550 Araip.B08 21550 p2 (AT)6 12 102869444 102869455 AACTCTGACCTGCTCGCATT TGGATATTGGGCTTTGCTTC 206

Ai08B21552 Araip.B08 21552 p2 (AT)6 12 102905873 102905884 GCCTTTGTAGAAAAAGGGGG TGCTCGGATCGGTTATCTTC 172

Ai08B21554 Araip.B08 21554 p2 (CT)6 12 102916287 102916298 TGTTTCTTACCTTTTTCAAAACTACC TGAAAAATCCAAACACAAGGG 280

Ai08B21558 Araip.B08 21558 p3 (TCA)5 15 102931179 102931193 TCCTCCTCCTCATCTTTTGC TCCAACAGGTTCATCCTCTTCT 218

Ai08B21559 Araip.B08 21559 p2 (AT)6 12 102938450 102938461 ATGGACGGCTCTGATACCAC GTTTCGGTCCCCAAAATACC 262

Ai08B21560 Araip.B08 21560 c (A)10tcaaagaaagaagaagaagaaacacataatgctgcaaaattacttagaagagaatgaacctatattcattcaact(A)1095 102939660 102939754 TCTTATTTTACCTTCTCAAGTTTCTTC TGTCAGAATTCAAATACGTCGAA 278

Ai08B21561 Araip.B08 21561 c (GAA)5aaaacacataatgctgcaaaattacttgaaagatgatgaacctacattcattcaactaaaagaaagaaagaaataag(A)10102 102940072 102940173 TTTTCTTTCTTGTTTTACCCTTTCA TGCGACAAATGCACAAAAAT 241

Ai08B21562 Araip.B08 21562 c (AGG)5aaaaacacgggatacaaacgttggagaaggaacgca(AAG)566 102940550 102940615 AGAAGATGAAGGAACGCGAA TGGCAAACAAGTCCAAACAA 217

Ai08B21565 Araip.B08 21565 p2 (CT)6 12 102968733 102968744 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGAGGGTTGAGATGTGA 280

Ai08B21566 Araip.B08 21566 p3 (TAT)5 15 102969070 102969084 TGAAAATTCTCCCTCTCCCA CAGGTTCTGGATCTGCTTCC 262

Ai08B21570 Araip.B08 21570 p2 (AG)7 14 102986389 102986402 AAGGGTGTCATGGAGAAAGC ATTACCGAACCAGTGCCCTT 263

Ai08B21571 Araip.B08 21571 c (TTC)11caaattcgcacatgcatattct(TCA)570 102987889 102987958 TCTAAATTCGCGCAGGTTCT GAAGAAGACGCAACATTGAAGA 140

Ai08B21572 Araip.B08 21572 p3 (TCA)5 15 102990362 102990376 TCAAGCTTTTGCGTTCACTG ATGGTGCAATTCAACAACGA 103

Ai08B21573 Araip.B08 21573 p2 (AC)7 14 102991962 102991975 AAAACCCTGACCCAGTACCC TCCCGATTCTACCTTCCCTT 120

Ai08B21574 Araip.B08 21574 p2 (AC)11 22 102998792 102998813 TGTAAGACCCAGAACCTTTGAA TTCCCGATTCTACCTTCCCT 274

Ai08B21575 Araip.B08 21575 p2 (AT)7 14 103001766 103001779 TTCATTGTACCCTCGCCTTT GTTCGGCATTACGACGACTT 255

Ai08B21577 Araip.B08 21577 p4 (TATG)5 20 103005381 103005400 ATCAATGGAGTGCCCAAAAA TTTGAAATTGCATCCATCACA 109

Ai08B21578 Araip.B08 21578 p2 (TC)7 14 103023530 103023543 GGGAGCTCGTATATTTTTCACC TGGCAACTTAAATCAAAGAGAACA 275

Ai08B21579 Araip.B08 21579 p2 (CG)6 12 103027578 103027589 ATAATTGCTCCCCCTTTGCT TTGGGAATACTTCAATGGGC 277

Ai08B21583 Araip.B08 21583 p3 (TCT)5 15 103045851 103045865 GCGACTCTGATAGCTCGGAC CGCATGGAAGTGAAGATGAA 269

Ai08B21587 Araip.B08 21587 c (T)10caaaatttaaaaccctttt(A)1039 103085643 103085681 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAAAGTGGTTAGG 244

Ai08B21589 Araip.B08 21589 p2 (AT)8 16 103093957 103093972 ATGCCATGCAATGCAATCTA CACAAAATCCAGTAAGGGTTCA 277

Ai08B21590 Araip.B08 21590 p2 (AT)6 12 103111997 103112008 TTGATTTTGGGAGAGTTGGG CTAGGGCATTTTGTCCCCTT 251

Ai08B21594 Araip.B08 21594 p3 (ATT)7 21 103124816 103124836 TCAGGGGCAATAAATTCGAG TTGGATAAGTTTTCATTTTGTCAATC 143

Ai08B21595 Araip.B08 21595 p3 (TTG)14 42 103126389 103126430 CATAACAGCCTTCCGTCCAT ACCGAAGTAAAACCTTGGGA 269

Ai08B21597 Araip.B08 21597 p3 (TAA)25 75 103126873 103126947 TTGTTGTTGTTGATGAGTGACA CCACCTAAGCCCGTACCATA 271

Ai08B21599 Araip.B08 21599 p2 (GA)6 12 103127689 103127700 CTTCTTTGTGAGGCCCAAAC AATTTCAAGCCAATCCAACG 217
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Ai08B21600 Araip.B08 21600 c (T)10cttctttttctttttttttctttttctatatatttttttttcttttcttttccatattgttttcttttc(T)1089 103137500 103137588 TTCACTTTGGGGCATTTTGT AAACCTTATGCATTGACGCTC 205

Ai08B21601 Araip.B08 21601 c (T)11ctaaatttgcaagtgttgacaccacttttgacattccaaa(C)11atctctgtgaagtggctcagagaggagtgcagaataaaagggcgcgtgcgcggctgcg(GC)6132 103138950 103139081 GGTCATCAAGGCAATCGG ATACAAGGCGAGCACGAAAT 265

Ai08B21604 Araip.B08 21604 p5 (AAATA)8 40 103146853 103146892 AAAATTCATGTGCATTGGCA TTGGGATAATTTTGTCCCCTT 153

Ai08B21607 Araip.B08 21607 p3 (TTA)6 18 103157222 103157239 CAGAAATGGACTTTTTGGGG GGGATCATCAGATTTCTCGG 110

Ai08B21608 Araip.B08 21608 p3 (TGG)5 15 103157922 103157936 GCCGGCATAGAGTGAGAGAG TGTTGTTGTTCCCTTTGCTG 208

Ai08B21609 Araip.B08 21609 p2 (TC)20 40 103162742 103162781 CATGACAAGACACATGCAGC TTCTCCATGGATCGTTGAGC 276

Ai08B21610 Araip.B08 21610 p2 (AT)8 16 103180543 103180558 AAAACCGCATAACACTTCGAT CAGGATACGGAAGACGAAGC 263

Ai08B21611 Araip.B08 21611 c (CT)7ttc(TA)7 31 103188729 103188759 GGCAGCAAGACAATTGGAAG TTGTGTCTTTTATGACAGGAATGAT 267

Ai08B21612 Araip.B08 21612 p3 (GTA)6 18 103192782 103192799 AGAGCACGCCAGGTGTTAGT CGTGTTCGCATTGTTATTCG 266

Ai08B21614 Araip.B08 21614 p2 (AC)6 12 103195466 103195477 AACCCTCTTCACACAGCCAC ACATTGCCAGTACGGTCTCC 125

Ai08B21615 Araip.B08 21615 p3 (TTG)7 21 103195850 103195870 GATCGGAGAAGGAGGAGAGG CTGAGTTCAAAGGCACCACA 222

Ai08B21617 Araip.B08 21617 p2 (AT)7 14 103209424 103209437 CGGGAATAAGGAATTGAGCA GAATCATGGGTAGCTAGGTGG 270

Ai08B21618 Araip.B08 21618 p2 (AT)6 12 103241239 103241250 TCATATCGGCGAATATCGAAC TTCATTTCATAAATTGGAGTTCCTT 259

Ai08B21621 Araip.B08 21621 p2 (AT)6 12 103254775 103254786 ACGCTTAAATGTGTAGCGGG AGGGTTAAATTGAGTCGGGG 253

Ai08B21622 Araip.B08 21622 p3 (TAT)7 21 103260910 103260930 TTTTACTTGCTCTAATGATAATGGAA TTTCGGCCAAAAAGAAAGAA 250

Ai08B21623 Araip.B08 21623 p2 (AT)7 14 103261058 103261071 CCGAAAGCCATTATGAAAGC TTCAGACTTAACGGCCACCT 232

Ai08B21625 Araip.B08 21625 p2 (AG)8 16 103271848 103271863 CGACATCAAATGGCATAAAAA CCATGAAGCACACAACCAAC 279

Ai08B21628 Araip.B08 21628 c (AC)19at(AC)7 54 103274047 103274100 TTTAAACCGCAATACCGCTC TTCATTGTACCCTCGCCTTT 233

Ai08B21629 Araip.B08 21629 p5 (TTATC)5 25 103294458 103294482 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 177

Ai08B21630 Araip.B08 21630 p3 (TTC)5 15 103299711 103299725 TTCCCCTTGGCTGAATACAC TTGCCTTCCCTTTCCTCTTT 196

Ai08B21633 Araip.B08 21633 p2 (GT)7 14 103315138 103315151 GGGGATAAAATCACCCCAAT GGGCTAAGGTAAGGGTGAGG 243

Ai08B21634 Araip.B08 21634 p2 (AT)6 12 103321414 103321425 AATTGCGGAGACGAGAGAAA GAGCCCCAAAATGTGAAAGA 220

Ai08B21637 Araip.B08 21637 p3 (AGG)6 18 103330189 103330206 CTGGTGGCCAAACAGGTACT TGCAGGAAATCCCTTCAAGA 104

Ai08B21638 Araip.B08 21638 c (T)10ctttttatgttattaaaatgaagtatttgagatgttgtgaattgataatttaggctaacttttgttgc(T)1088 103331770 103331857 TTCAGAAAATGAATGGCTGATT TCGTCAACTTCAATCCGTTG 271

Ai08B21653 Araip.B08 21653 p2 (AT)12 24 103381397 103381420 GCATGACCAGCTCCCATAGT AATTTTGCATTTGGAGCAGC 278

Ai08B21655 Araip.B08 21655 p3 (AGA)5 15 103387852 103387866 CGTTCTTCTCCTTCTGGGTG CACCGTTCCTTCACTCCATT 219

Ai08B21665 Araip.B08 21665 p3 (ACA)9 27 103426898 103426924 CGGCTATTACTATTGCCGCT ACATGACAGAGCACAATGGC 247

Ai08B21667 Araip.B08 21667 p2 (AG)7 14 103444428 103444441 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 279

Ai08B21671 Araip.B08 21671 p4 (AAAT)5 20 103456255 103456274 CTTGCCAGTGAGCTCCTTCT TGAAGGCAATGTTGAGCAAG 257

Ai08B21674 Araip.B08 21674 p2 (GA)6 12 103487049 103487060 TTTTGAAAAAGGGGGAAGAT TTTCAAAAAGTTGGTTTCAAAAT 182

Ai08B21676 Araip.B08 21676 p5 (AAGAT)5 25 103499571 103499595 GCCCGAATAGAGGAACATGA CTTTGTCACCAGAGGGTGGT 278

Ai08B21677 Araip.B08 21677 p2 (GT)8 16 103501820 103501835 AGCTCGTATTCCCCCAAGTT AAACCGATCCCGTAATAGGC 261

Ai08B21680 Araip.B08 21680 c (TC)9ctctttctctcctttccctctctcctcctatctctctttttcccttctctccctc(CT)9ttctcattttcctctttctcctcctctttgtcctctccttttctctctccccctc(CT)6158 103504069 103504226 CCGGTTAACCAAAACCAAAA GGAGAGAAAGAGGGGAAAAA 280

Ai08B21681 Araip.B08 21681 c (TC)6cctctttctcccctt(TC)15tttctctctcccttccatcatctcttcctca(TC)6ttctttttccctctttctctcctcctctttctcccctatctctctcttttc(CT)15181 103504381 103504561 TCTCTTTATCTCCTCTCCCCTTC GAGAAAAAGAAAGACGAGGTGG 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B21682 Araip.B08 21682 c (TC)6ccatatctctctcctttctcctctcttttcccttctctctctt(TC)9ccatctccttc(CT)8ccttttcatcccctctctttctctatctcttttttttcttt(TC)6153 103504835 103504987 TCTTCCTCTCTCTCCTCCCA GCGAGAAAAGAAGAAAAGGAAA 273

Ai08B21683 Araip.B08 21683 c (GA)6ggaagagaaagagagggaagggggagaaagaggagaaggg(GA)8a(AG)1089 103512955 103513043 TATGGGTTTATCAGGGGGAG TCTCCCCCTCCTCTTCTCTC 145

Ai08B21684 Araip.B08 21684 p2 (TA)6 12 103519921 103519932 TTTCAGATGCAGGATGCAAG ATCCGTTTACATGTGGGCAT 197

Ai08B21686 Araip.B08 21686 p3 (TTC)5 15 103528138 103528152 CAAGCACAAAAGTCAGCCAC TGCAAAATTACTTGGAAGAGGA 261

Ai08B21688 Araip.B08 21688 p2 (CT)6 12 103535288 103535299 GGCAACATAAAGGAATCAACG TAGGCTGCAGAGTGAAGCTG 253

Ai08B21693 Araip.B08 21693 p2 (TA)8 16 103546271 103546286 GCACTTAGAATCGTAGTTAGTAACCC CCGTGTATAGTTAGTGTATGTGTGTG 161

Ai08B21694 Araip.B08 21694 p2 (AT)6 12 103548183 103548194 AAAGAGCATCAATACAAAGAAATCAAT GATGTGTCATCTTTACGTTGTTTTT 248

Ai08B21695 Araip.B08 21695 p3 (CTT)5 15 103551070 103551084 ACCAAATTGGCCCAACATAA GAGGAACGCGAAAAAGAAGA 181

Ai08B21702 Araip.B08 21702 p2 (TC)6 12 103582917 103582928 TGGTTCAGACAAAGACGACG GAGGAGAAGAAGCACAACGC 240

Ai08B21703 Araip.B08 21703 p4 (TTTC)5 20 103583215 103583234 TCCCCCTCTCCTCTCTTCTC CCCTAACCCTATTTTCCCCA 201

Ai08B21705 Araip.B08 21705 c (T)10c(T)10 21 103592244 103592264 TTGCCTTTTGGTTTTAAGGG TACATGTGGTGGCAATGCTT 256

Ai08B21706 Araip.B08 21706 p4 (TTTA)5 20 103601163 103601182 GCTTTGCTGCACCATGATAA TTTTTGAAAATCTTCACCCATTC 252

Ai08B21711 Araip.B08 21711 p2 (TA)6 12 103618654 103618665 GGGGCATCATTCACATATCA CCAAAACTCAAAATTGCAACA 271

Ai08B21713 Araip.B08 21713 p2 (GC)6 12 103624886 103624897 CTGGGTAGCTCAGAAATCGC AAGGATTGGGAATGCATCAA 212

Ai08B21718 Araip.B08 21718 c (TTC)5ctcaatgaaaaccacaattgtcatttcttcttcgcgttt(CTC)569 103655210 103655278 CCAAAGCACTCCTTCACCAT CTCTTCCTCTTCTTCCTCCTCA 277

Ai08B21719 Araip.B08 21719 c (T)10attcttgttaagagagtaaaacaagaaaaaacttgagaaggtaaaataaaaaagaaaagatgaataagaaaaaaagaagaagatggtgatgatgatg(A)10117 103656449 103656565 TCCTTTTTCAAGTAATTTTGGAGC CCTCATCTTCTGCTGCTTCC 191

Ai08B21720 Araip.B08 21720 p2 (TA)6 12 103658291 103658302 TCCGAAACTTATCAATGAGAATAGT AATTGTTATCCGTTTATTTGTTAACTT 255

Ai08B21722 Araip.B08 21722 p3 (TTC)6 18 103664442 103664459 CGCCCCGTTTCTAAATTCTT GAAGCACCAGATTAATGCGA 250

Ai08B21723 Araip.B08 21723 p2 (AT)6 12 103665829 103665840 GTGGGTTTGGAAACATTTGG TTCACCATTTACTTTGGGGC 250

Ai08B21725 Araip.B08 21725 p2 (TC)9 18 103676032 103676049 AACCACTTGATTTGTTTGTTTGA GAAAAAGTTGTTAGTTGGTTTTCG 120

Ai08B21726 Araip.B08 21726 p3 (TAA)5 15 103677557 103677571 ATCCTGCAATGGAAGAGGTG TGCCAAACCTATTTCTCCCA 156

Ai08B21728 Araip.B08 21728 p2 (GA)8 16 103684092 103684107 TGGGGTATGGAAGTGAGAGAA ATTGCATTAGAGCACGCCTT 215

Ai08B21729 Araip.B08 21729 p2 (GC)6 12 103695148 103695159 AAAGGAGGTGAGAAGAGGGC AGCCGGTTGTCAATCTGTTC 268

Ai08B21734 Araip.B08 21734 p2 (CT)8 16 103723299 103723314 GGAACATTGAACCTGGATTGA CCCAAATCCAAGTCCAGAAA 205

Ai08B21740 Araip.B08 21740 p2 (AT)6 12 103746104 103746115 AGCACTCAACGCAAGGAAAT TGAAAGCTTGATTTGAAAATTCG 277

Ai08B21744 Araip.B08 21744 c (T)10aaaaaaaagccctttaagattttattcaaaaaaagt(A)1460 103759211 103759270 GGCAAGTGAAAATGATCTTGTG TGAAATCATCTCACCACTACACC 280

Ai08B21749 Araip.B08 21749 p2 (AT)8 16 103773665 103773680 GGATTCGACCCTTACTCACG TGTATGGTGAAGCATTAGCATTG 276

Ai08B21750 Araip.B08 21750 c (TA)23tgtatatagttattacctagctacttgttggggtgtcctaaccaatatctatgttccaataaaggctagatgattgaatgttgtaaattgcttgaga(TG)6155 103776650 103776804 GGTGCCAGCTTAGGGACTTT CACGTTTAAGTTGACAAGCATGA 277

Ai08B21759 Araip.B08 21759 p2 (TA)6 12 103829516 103829527 TTTTGTGCTTTGCTCCATTG GAAGTTTTGAAACCCAGCACA 277

Ai08B21760 Araip.B08 21760 p2 (TC)8 16 103831121 103831136 AACCCAACCTCCATCCTTTC CTGGCGTCTTCTTCTCCATC 258

Ai08B21763 Araip.B08 21763 p3 (TCT)6 18 103857846 103857863 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTT 125

Ai08B21766 Araip.B08 21766 p3 (TTC)5 15 103877829 103877843 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai08B21768 Araip.B08 21768 p3 (GAA)5 15 103905314 103905328 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai08B21771 Araip.B08 21771 p2 (CT)6 12 103942448 103942459 TTTCTTATCTTTTTCAAAACCACC TGGTGAGTGATGTGAGGAGG 269
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Ai08B21772 Araip.B08 21772 p3 (TTC)5 15 103944386 103944400 CACCACTCACATCCATCCAC ATTTTTCTCACCCTCGAGCA 275

Ai08B21779 Araip.B08 21779 p3 (CAG)5 15 103987767 103987781 TAACCAACCACTTTCGCCTT TTCATTGCCCATTCCCTTTA 249

Ai08B21781 Araip.B08 21781 c (T)12aaataaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)696 104001415 104001510 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 240

Ai08B21783 Araip.B08 21783 p2 (CT)6 12 104024174 104024185 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGGGGATGAGAGGAGGAG 228

Ai08B21786 Araip.B08 21786 p3 (TTA)5 15 104032903 104032917 GTTTTGTTATTGTTATTGCTTTTGTT CAACATACAATAGCCTGTTTCATT 268

Ai08B21787 Araip.B08 21787 p3 (TTA)5 15 104033070 104033084 TGGAGAAATGAATGGTGCTTT TTCCCTTTTCTGTCAGATCCA 249

Ai08B21788 Araip.B08 21788 p3 (TTA)5 15 104037475 104037489 TTTTGTTATTGTTATTGCTTTCGTT ACCACCCATTTCTCCATACG 252

Ai08B21790 Araip.B08 21790 p3 (TTA)5 15 104040393 104040407 TTGCTTTCATTATTATTATTGCTTTTG CGTGTTTGCTCCCTTTTCTG 280

Ai08B21791 Araip.B08 21791 p2 (AT)6 12 104042270 104042281 TCAATTATCTGGGGCATCCT CAAAAGCAATAATAATAACGAAAGCA 256

Ai08B21792 Araip.B08 21792 p3 (TTA)5 15 104042394 104042408 TGCTTTCGTTATTATTATTGCTTTTG TCAACACGTTACCTGCGTCT 279

Ai08B21793 Araip.B08 21793 p3 (TTA)5 15 104044189 104044203 TTTCGTTGTTATTATTGCTTTTGTT CCTGCGTGATAACTCCCTTT 277

Ai08B21795 Araip.B08 21795 p3 (TTA)5 15 104071202 104071216 TTGCTTTCGTTACCATTATTGC TGTGTTAGCTCCCTTTTCTGA 280

Ai08B21798 Araip.B08 21798 c (GT)6ttttgttaaaaaaattttaggaattgggtacacactcatatatattaatcatgtgtaaaccatatgcattgatattcttttatatattgtagt(A)11116 104090330 104090445 TTTTGGGAAGGTTGGGTACA GGCATTTTTGTCCCCTTTTT 184

Ai08B21800 Araip.B08 21800 p3 (GAA)5 15 104120294 104120308 TCATGCCACAAGCAAAACAT TATTGAAACCTCGGGTCGTC 274

Ai08B21801 Araip.B08 21801 p2 (AG)6 12 104127071 104127082 ATGGATGGATGTGGATTGGT ACAGGATCCCCACCTACCTC 174

Ai08B21805 Araip.B08 21805 p2 (AT)7 14 104138027 104138040 GTGTGGGGAACCATGAGAAC GAGTTAAGGCAAAGGTGAGGG 179

Ai08B21806 Araip.B08 21806 p5 (AAGAT)5 25 104138957 104138981 AACACGACCCAAATCCAGAG CCTGGGTGCTCCAGTGTATT 166

Ai08B21808 Araip.B08 21808 p2 (AG)6 12 104157567 104157578 AAGGATGGAGGTGAGTGGTG CAGAAAAGGGCAAAAAGCTG 273

Ai08B21809 Araip.B08 21809 p2 (CT)6 12 104160724 104160735 TTTGTTTGTTGCTTACCTTTTTCA GATGAGGGAGAAGGATTTTCG 220

Ai08B21811 Araip.B08 21811 p2 (AG)6 12 104173300 104173311 GGGGATGAACCAAGTAGTGC AAAAAGAAATGGAAATCAACAAAAA 272

Ai08B21815 Araip.B08 21815 p5 (TTATT)5 25 104197499 104197523 TGAAAATTACGATAAGGTTGGAA TGGAAGTTCCTTGATTCGGA 277

Ai08B21818 Araip.B08 21818 p2 (CT)6 12 104204090 104204101 TCACCTTTTCAAAATTTGTTTCA AGAATGAGATGAGAGAGGGAGAA 274

Ai08B21820 Araip.B08 21820 p2 (CT)7 14 104211058 104211071 TTTCTTCTTTTCCCCCTTCC CAGGCATATAATGGGGGATG 245

Ai08B21823 Araip.B08 21823 p2 (AC)6 12 104239616 104239627 CAATGTCCCAAGTTTCCCAC TCCATTGTGAGCCAATTTGA 163

Ai08B21824 Araip.B08 21824 p2 (AC)12 24 104248846 104248869 ACATGTATGGCCAAGTGAGC CAAAAGTGGGAATTTTGGGT 137

Ai08B21825 Araip.B08 21825 c (A)11caaaaaac(A)1029 104269439 104269467 AACTGTGGGAACTTGGGTTG TGGGGTAATTTTGTCCCCTT 213

Ai08B21826 Araip.B08 21826 p2 (GT)8 16 104269645 104269660 GGGGACAAAATTACCCCAAT ATGGGGCTAAGGTAAGGGTG 239

Ai08B21827 Araip.B08 21827 c (A)11caaaaaac(A)1029 104271557 104271585 AACTGTGGGAACTTGGGTTG TGGGGTAATTTTGTCCCCTT 213

Ai08B21828 Araip.B08 21828 p2 (GT)8 16 104271763 104271778 GGGGACAAAATTACCCCAAT ATGGGGCTAAGGTAAGGGTG 239

Ai08B21831 Araip.B08 21831 p2 (CT)6 12 104282486 104282497 TTTCTTATCTTTTTCAAAACCACC GGGTGAGGAGAGCAGAGATG 277

Ai08B21832 Araip.B08 21832 p3 (TTC)5 15 104285484 104285498 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 209

Ai08B21836 Araip.B08 21836 p2 (AT)12 24 104326656 104326679 AGTATATAAACTTGCGGAAAAGAAA GAAAACGTTGGGGACAAAAA 279

Ai08B21838 Araip.B08 21838 p2 (AT)15 30 104330461 104330490 CCAATCTAACGCCAAAGTCAA TCCGGGTATCAGCTTAGGAG 178

Ai08B21841 Araip.B08 21841 p6 (AAAATA)5 30 104336050 104336079 GAATTGCAACTAAACTAAATGGC TCACACCCTGCTTGAGTGAG 257
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Ai08B21843 Araip.B08 21843 p2 (TC)6 12 104348613 104348624 TTCCCCCTTCTTCCTTCTTC TCCTTAACAATCCACAAGCAAA 256

Ai08B21844 Araip.B08 21844 p2 (TG)30 60 104351513 104351572 TGTGAAAGGAAAAATTTTGGG CTGTGGGATTCGACCTCACT 266

Ai08B21847 Araip.B08 21847 p3 (AAG)5 15 104361819 104361833 GCGCGTTACTGAGTCATCTTC ACAGAAGGAGATCGAAGGCA 224

Ai08B21849 Araip.B08 21849 p3 (GAA)14 42 104362362 104362403 AGGGAGGAAATGTGGTGTTG AAATCGTTGCCCAAACAAAG 248

Ai08B21853 Araip.B08 21853 c (TG)14(AG)8 44 104372555 104372598 ACCCAATTCATCAACGCTTC AATGCTCCTCCTTGATTCCA 268

Ai08B21854 Araip.B08 21854 c (T)10aatttagtgttaattggattaactctaaaatagttattaatcgattttaataatttactttcttc(AT)1095 104373151 104373245 AGTAATTACCCGTGCCATGC AACCATCACAATTTTAGTCACCA 275

Ai08B21857 Araip.B08 21857 p2 (TA)9 18 104375447 104375464 CCATCACTTGAAAGAATCATGG AACCGGTAACATAGAGTTTAACAAAA 220

Ai08B21859 Araip.B08 21859 p2 (TA)20 40 104385264 104385303 TGTAGGGAGTTTTCATAGGAGGA TGCACTTGCCGATTAGTTTG 221

Ai08B21863 Araip.B08 21863 p2 (AT)7 14 104408263 104408276 TGGAAACAATTGGTTTGAGAA TATTTTGGGGCATTTTGTCC 206

Ai08B21865 Araip.B08 21865 p2 (AG)6 12 104415848 104415859 TTGAATTTGAATGGTGGGGT ACGCCACTTAGTGCAAGGAT 209

Ai08B21867 Araip.B08 21867 p2 (TA)6 12 104460054 104460065 TGAAGGCAGAATGGTGGAAT GATTTAGCCCTTGGTTGTGC 168

Ai08B21868 Araip.B08 21868 p2 (TA)6 12 104461287 104461298 TCCTTGAAAATGTCATCCATTG CATTTTGCACTTTGGGCTGT 243

Ai08B21869 Araip.B08 21869 p2 (TA)10 20 104465656 104465675 CAACCCAACTTTCTGGTCGT CAGCATCTGCATTCTGCATT 143

Ai08B21870 Araip.B08 21870 p2 (CT)8 16 104468521 104468536 CATTGAACCTGGAATGGAGAA AAATTGCAGAAAATGCTGGG 240

Ai08B21877 Araip.B08 21877 p3 (TTG)6 18 104496432 104496449 AGATTCGCGAGGTTGGACTA ACCAGAAAGCAGAGGCAAAA 278

Ai08B21895 Araip.B08 21895 p2 (CT)7 14 104616374 104616387 TTTTTGTTTGTATCCTACCTTTTTCA AAGGGGATGAGAGGAGGAGA 231

Ai08B21896 Araip.B08 21896 p2 (TC)9 18 104621961 104621978 GCGTCATTATGAAGGATGCG CTATAGCGCAGCGTCAACAC 231

Ai08B21899 Araip.B08 21899 p4 (TATT)5 20 104629141 104629160 CCCCTCGTTTTCAAAATTCC CGAACACAGAAAAGAAGAAGAGG 240

Ai08B21901 Araip.B08 21901 p2 (GA)6 12 104650866 104650877 GGATGGAAGAGATGTGAGATGA CTTTTTGTTTGTTTCTTAACTTTTTCA 277

Ai08B21903 Araip.B08 21903 p3 (TTC)5 15 104655606 104655620 GCCAGCACTCTTCCACTCTC GTAGCGGAGTTTTGCTGGAG 214

Ai08B21904 Araip.B08 21904 p2 (AT)6 12 104664793 104664804 TGCATGCATTCATTGTTTTG CAATTTTCGAATTTGATGAGAGAA 133

Ai08B21905 Araip.B08 21905 p2 (AT)9 18 104672979 104672996 CAGCCAAGGAAGAGGACTGA GAGAGCGCCAGCTTCACTAT 277

Ai08B21906 Araip.B08 21906 p2 (AG)16 32 104675507 104675538 CCAAACGGACCAAAAACACT GCTCAAGTTATGGCTCCCAG 213

Ai08B21907 Araip.B08 21907 p2 (AT)9 18 104684966 104684983 CAGCCAAGGAAGAGGACTGA GAGAGCGCCAGCTTCACTAT 277

Ai08B21908 Araip.B08 21908 p2 (AG)16 32 104687494 104687525 CCAAACGGACCAAAAACACT GCTCAAGTTATGGCTCCCAG 213

Ai08B21911 Araip.B08 21911 p2 (AT)6 12 104724541 104724552 TCTCAGTGCTTGTTGATGGC GTGCAGAGCTTTACCAAGCC 237

Ai08B21913 Araip.B08 21913 p2 (TC)7 14 104735736 104735749 CGCTTACGCGTCATTATCAA ATAAGCGAAGCGTCAACACC 261

Ai08B21915 Araip.B08 21915 c (AAG)5agtagtagtctttgatttttttttcttctctttttccttggttttattcttgtt(AAG)584 104739722 104739805 CCCCCTTCTTCCTCTTCTTG TGGATGGCATTACTTCACCA 275

Ai08B21916 Araip.B08 21916 p2 (TA)10 20 104743006 104743025 GGGTTAAGAACCAGCCGAAT GACGATAGAGCAGCCCTTTG 218

Ai08B21917 Araip.B08 21917 c (A)11tttagatgcgtagcaaaactatttattta(T)1050 104759900 104759949 TATAGTGCGCGTGCTTTTTG CGCTCTCTCACCTTCAGCTT 278

Ai08B21922 Araip.B08 21922 p2 (TC)8 16 104766425 104766440 TCCCATCTTCCTTCACAACC ATAGCGACGGCGACTAAGTG 278

Ai08B21926 Araip.B08 21926 p2 (AG)12 24 104779281 104779304 CGGACTCATAGTGACAGCGA TCCGTCACTGTTCACAGCTC 143

Ai08B21928 Araip.B08 21928 p3 (TCC)10 30 104782171 104782200 TTTACGTTCCTCCTCCAACG CGAAGAGAATGAAACACGCA 175

Ai08B21930 Araip.B08 21930 p2 (AT)6 12 104786270 104786281 CGACTAATTTCTACGATTAATCCTTTT TCCGTTAGGCGTAATTTGAA 188
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Ai08B21932 Araip.B08 21932 p3 (CAA)5 15 104792819 104792833 TTGTGCCACCACTTTCATGT GTAAGGGAAGAGGTGCATCG 181

Ai08B21937 Araip.B08 21937 p3 (AGG)7 21 104801873 104801893 AACTTTTCAAATCACGCGCT CACACGCGTTTCAATAATGC 186

Ai08B21941 Araip.B08 21941 p3 (TCT)5 15 104813356 104813370 TTGCCAGAGGTGACAAATCA ATCTGTGACAGCGGAGGTG 279

Ai08B21945 Araip.B08 21945 p2 (AT)16 32 104832195 104832226 AAAAACCCATGTGCATTGATA TCACCCCATATGCATTGATCT 243

Ai08B21948 Araip.B08 21948 c (TA)6ttataatttattttta(AT)640 104857870 104857909 CTTTCTAATTCACCGTGGCA TGCTTCTTTTTACCACTTCCG 226

Ai08B21949 Araip.B08 21949 p3 (TAA)5 15 104862255 104862269 GATCCTAAAAATGCTGGGCA GCCCTCAGTAGCAAGTCCTG 237

Ai08B21950 Araip.B08 21950 p3 (TAA)8 24 104862898 104862921 ACTCCCATGTCGTTGAGTCC GTTTGGTGTGGGAGCGTATC 259

Ai08B21955 Araip.B08 21955 p2 (GA)19 38 104880570 104880607 TTGGAATTCGAAAACATCCA TTGAGCAATATGAAATGCGAA 265

Ai08B21956 Araip.B08 21956 p2 (TA)6 12 104886352 104886363 GTCGAGAGGCACCTCGATAG CGCAACACTCAGAAAACGTG 264

Ai08B21958 Araip.B08 21958 p3 (CAT)5 15 104888146 104888160 TATAGCAGGACCACCGCTTC TTTGATGGTGTCACTGCTGA 222

Ai08B21963 Araip.B08 21963 p2 (AT)10 20 104899136 104899155 AAAATATCGAGTTCCGGGCT GGCGTCTGGAGTTCTCTGTC 277

Ai08B21966 Araip.B08 21966 p3 (ATT)8 24 104907456 104907479 CAGTATGGCCAACGGATTCT AAGCCACTTCCTTCGACTCA 192

Ai08B21967 Araip.B08 21967 p2 (TA)12 24 104910567 104910590 TGAGACCAAAAATGGGATCAG GTGGATAGGCAACAATGGCT 205

Ai08B21968 Araip.B08 21968 p3 (TGG)11 33 104911361 104911393 GTCCTGGAAGAATGGAGCAG TCACCAAACACAGAAACCCA 137

Ai08B21974 Araip.B08 21974 p2 (TC)11 22 104928451 104928472 GGAGTTGGGACAGCCAATAA CGCCATTTCTTGAGTTTGGT 232

Ai08B21980 Araip.B08 21980 p2 (TA)10 20 104948430 104948449 TCCCAATTTTAAAAGCCAAA CTTGACTTCGCAGGTCGATT 280

Ai08B21981 Araip.B08 21981 p2 (TG)8 16 104948646 104948661 AATCGACCTGCGAAGTCAAG TGCTAAGCAAAAAGGGGCTA 107

Ai08B21983 Araip.B08 21983 p2 (AG)7 14 104952316 104952329 CAGAGAGGGGAAATCAGACG TGCCTCTCTCTCTAGCTGCC 226

Ai08B21987 Araip.B08 21987 p2 (TC)8 16 104980089 104980104 CCAATTTTCAAAAATCACTAACCA AGAGAGGGAGAGAGGGTTCG 252

Ai08B21989 Araip.B08 21989 p2 (AC)18 36 104991394 104991429 CACACCCTCTCGTGTGTACG AACGAACTTCGACAGACCCT 249

Ai08B21991 Araip.B08 21991 p2 (GA)6 12 105007097 105007108 CAAGGGGGTTTTAGGTGGTT CCTAAATGGAGCAGGGATGA 209

Ai08B21992 Araip.B08 21992 p2 (AT)9 18 105016579 105016596 CACACCCGTTTCGAAAACTT CTCGACCTGCGAAGTAAAGG 264

Ai08B22000 Araip.B08 22000 p2 (AT)9 18 105029164 105029181 TCCTGGACCGAAGCTTTAGA AAAAACATGCAATTGACACCA 209

Ai08B22001 Araip.B08 22001 p2 (CT)7 14 105033371 105033384 AGGGAAGAAAAGATGGCGTT ATAGGTGAGGGGTTTTTGGG 272

Ai08B22004 Araip.B08 22004 p2 (TA)12 24 105055011 105055034 GGTCTACACAACTTTCTGTTCCCTA CCATGACAATGAAAGCTTGTTG 268

Ai08B22005 Araip.B08 22005 p2 (AT)6 12 105059421 105059432 ACTCACGACCTGGCTCAAAT TGAGTCGAGTTTGAGTTTGGA 275

Ai08B22006 Araip.B08 22006 p2 (TC)8 16 105071403 105071418 ACAGCTTCCCTGATTTGCC GGATTCGGGGAAAAGAAAGA 262

Ai08B22007 Araip.B08 22007 p2 (CT)14 28 105071617 105071644 TCTTTCTTTTCCCCGAATCC TCCAACACCAAGTAAAAAGGAAA 256

Ai08B22010 Araip.B08 22010 p2 (TG)15 30 105088173 105088202 TGTCCCTCTTAAAGGTCGATG CATTGAAAATCCAGAGTCCCA 204

Ai08B22011 Araip.B08 22011 c (TG)16tc(TG)13 60 105089638 105089697 TCTCGCTGAGTGTCTGGAGTT CTCAACCTGCGAAGCTAAGG 279

Ai08B22012 Araip.B08 22012 p2 (AT)19 38 105095016 105095053 ACAAAGCAAGACCGGAAATG GACGTGAGGCACTATGCTGA 278

Ai08B22013 Araip.B08 22013 p3 (AGA)5 15 105103165 105103179 TGACTCAGAGGTGGAAGCCT TTTTCCATCCACCACTCACA 212

Ai08B22016 Araip.B08 22016 p3 (ATA)5 15 105115272 105115286 TTTCAACATTGCATTTTATTTCG ATCATTCCATCCACACCCC 130

Ai08B22020 Araip.B08 22020 p3 (TGA)6 18 105132331 105132348 AGAAAAAGGGACCCACTCGT TTGTGTCCAGTGGAGGTTGA 118
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Ai08B22028 Araip.B08 22028 p2 (AG)9 18 105147475 105147492 GAAGAGGAAAAGGAGGGAGC GGCAATGAAACACGGTGATA 250

Ai08B22032 Araip.B08 22032 p2 (CT)6 12 105151809 105151820 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 209

Ai08B22033 Araip.B08 22033 p3 (TTC)5 15 105154018 105154032 CTCACAACACACCCCTCCTT CTCGGAGATGGAAGCTTTTG 234

Ai08B22036 Araip.B08 22036 p2 (TA)23 46 105176332 105176377 GAGAACCAGCGAGGACGATA GGTTTTTGCCAACAAGCATA 274

Ai08B22037 Araip.B08 22037 p2 (TA)8 16 105178819 105178834 TATGCATCTGGTTGCGTTGT GCGTGGATATTACAACGACTCTC 277

Ai08B22038 Araip.B08 22038 p2 (TA)8 16 105180132 105180147 ACAATATCAATGTGCGGACG TGAACACATTCAGAAAAGCAAAA 249

Ai08B22039 Araip.B08 22039 p2 (AC)6 12 105180805 105180816 CCAAACCCTAGCTACCAACC CAAGCAATGCCTCCTTCTTC 268

Ai08B22040 Araip.B08 22040 c (GA)10a(AG)6 33 105181153 105181185 GAAGAAGGAGGCATTGCTTG AGCTCCGTTCTCCCTTTCTC 253

Ai08B22041 Araip.B08 22041 c (AG)7g(GA)6 27 105181740 105181766 TTTCTGGCTGAAATTGAGGG CATGCAGCTTCTCCTTCTCC 263

Ai08B22042 Araip.B08 22042 p4 (TGTA)7 28 105183521 105183548 GGAGTTTCTTCTACGCATCTGG GGAGCATTTAACTCAAAACCG 277

Ai08B22045 Araip.B08 22045 p2 (CT)7 14 105206729 105206742 AGGCTACGCACCAAAAATTG AAAGAACCTGGGATTGAGAGTT 254

Ai08B22046 Araip.B08 22046 p2 (GT)7 14 105210231 105210244 AGCGAGATTTTGGGTTGCTA GGGCTAAGGTAAGGGTGAGG 138

Ai08B22047 Araip.B08 22047 p2 (CT)8 16 105237228 105237243 TTGGGAAAATAGAGAAATCAACAA TTCCAAGCCCGAAAATACTG 272

Ai08B22051 Araip.B08 22051 p2 (CT)16 32 105259946 105259977 TTTTGTTTGTTTCTTACCTTTTTCAA GAATAAGATGAGAGAGGGAGAGAATTT 247

Ai08B22056 Araip.B08 22056 c (G)11ttttgaaatgtcaaaagtggtgtaaacatttgcaaaattag(A)1466 105285992 105286057 ACCAAGTAAAATGCCCTGCT CGCGTCGATTGGTAGATTTT 174

Ai08B22057 Araip.B08 22057 c (A)10gaaaaaaaaacaatatggaaaagaaaaaaaatagaaaaagaaag(A)1064 105288954 105289017 TGGGACATTGGGTGAATAAGA TCCTCTTGAGCTTCACGTTG 273

Ai08B22066 Araip.B08 22066 p3 (ACA)5 15 105311823 105311837 GAAGGTTTCAACACACCAAGAA CGAGTGTTGGATTCTGTAATGC 276

Ai08B22070 Araip.B08 22070 p2 (AT)7 14 105322184 105322197 CTACTCATTGCCATTTCCGC GCAGCCTCTTTTGCCATAAC 237

Ai08B22073 Araip.B08 22073 c (GAG)6agagaaagagagagaagggagggggagaaagagcgca(AG)667 105326631 105326697 TTCTCCCTCAACCTTCTCTCA TTCCCTCTTCCCCTCCTCTA 268

Ai08B22075 Araip.B08 22075 p2 (AC)6 12 105331671 105331682 GGCATCAGCCACTTCTCTTC GATCGGAGCTCTGGATTGAG 127

Ai08B22077 Araip.B08 22077 p2 (TA)6 12 105344620 105344631 GCCAATAAATTTGGCATAGCA TGTATAAGGATTGTGGGGCG 209

Ai08B22079 Araip.B08 22079 p2 (TA)14 28 105357817 105357844 AAACTCCGCAAGCTGTGACT AGCATGAAGCGTTCACACAC 181

Ai08B22081 Araip.B08 22081 p3 (ATG)5 15 105359128 105359142 CAAGGTGGTGAAATGGGAAT TCTTGAATGCTCCCAGAACC 260

Ai08B22082 Araip.B08 22082 c (TA)8tcaaataaaaaattaataagtatatgagaaatatataaaag(TA)669 105362082 105362150 GGTCCAAATAAAATCACACTTTCC AACATTCCTCATCTTAAACCATACA 258

Ai08B22083 Araip.B08 22083 p3 (AAG)6 18 105363148 105363165 CCAAGACTCATGCATGTCAAA TGTTTGTCCCCTCTTTCCTG 181

Ai08B22085 Araip.B08 22085 p3 (AAT)6 18 105369648 105369665 ATTATCCCTCCCCTCCCTCT AAGCCACGGACTTTAAGGGT 198

Ai08B22096 Araip.B08 22096 p2 (AT)7 14 105470295 105470308 TTTTTGAAGCAAGAAAAAGCAA GCTCAAAGCCTTGGATCCTT 175

Ai08B22098 Araip.B08 22098 p2 (TG)7 14 105478571 105478584 TAAACGGGATAGACAACGGC CGTAACTCAACCCCATCCAC 250

Ai08B22100 Araip.B08 22100 p2 (AG)7 14 105499857 105499870 CGTATGCATGCTTTATGCGT GGAAGAAAACTAAGGCTAAAACCC 246

Ai08B22106 Araip.B08 22106 p2 (AT)7 14 105513197 105513210 TGCAAGTAGGAGATTGTTGGG AATCTTAATCCAATGAAGACCATT 276

Ai08B22108 Araip.B08 22108 p3 (ATT)6 18 105517609 105517626 GCCAGGTAAGCCTCTCACAA ATGGGCTTAACGAACACAGG 144

Ai08B22111 Araip.B08 22111 p3 (TTG)6 18 105536859 105536876 GATTCATATAGCCGACCCCA CTCTTGTTGCAACCCTACCC 168

Ai08B22112 Araip.B08 22112 p4 (ATAG)6 24 105537723 105537746 GAGAACATGTCACTTCACTCCAA TGAACCTTTCATCCCACACA 245

Ai08B22117 Araip.B08 22117 p3 (TCT)5 15 105546115 105546129 ACGGCAGATCCCTCTTCTCT TGCTGGTTGCTGATGGTAAA 275
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Ai08B22120 Araip.B08 22120 p3 (CTT)5 15 105554698 105554712 CAAGCCCAACCAAAACAACT CGATGAAGATGAAACAAGCG 219

Ai08B22122 Araip.B08 22122 p2 (AT)9 18 105562627 105562644 CCCAACACTTTTGCATTTCA CCACACCATAAGGCTCAAAA 244

Ai08B22124 Araip.B08 22124 p4 (AAAT)6 24 105571914 105571937 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 164

Ai08B22128 Araip.B08 22128 p3 (CAC)5 15 105590282 105590296 CCTATCCGAACCCACTACCA TTACGAATTGAAAGAGCGGC 159

Ai08B22130 Araip.B08 22130 p3 (AAG)5 15 105599201 105599215 CAAGAAGAAACCCGAGAAGG CTTCCTCTTCCTCCTCCACA 123

Ai08B22131 Araip.B08 22131 c (GAG)6gaagaggtggtgttgatgatgatgatagc(GAA)32143 105599613 105599755 TGGAGAAGAAAGAGAAAAAGAAAGA ACACGCTTCGTGCCATTACT 228

Ai08B22137 Araip.B08 22137 p3 (AGA)31 93 105628753 105628845 CACTTCAATTGCTTCCCAAA CAAAGAAACTTCACTTCTTTCATCA 271

Ai08B22139 Araip.B08 22139 p2 (CT)6 12 105638170 105638181 TCCTTCTCCCCTCTTCCTTC TCCACAAGCATATAACGAGGA 247

Ai08B22142 Araip.B08 22142 p2 (CT)7 14 105646963 105646976 ACCATTCTGGGCATTTAACG GGGTTTTTGGGGAAAAGGTA 271

Ai08B22145 Araip.B08 22145 p4 (TTTA)5 20 105691333 105691352 GCAAATGCAATAAAAGAAAATGG TACGCGTCACTCTCCAAAAA 242

Ai08B22148 Araip.B08 22148 p4 (AAAT)5 20 105705649 105705668 TGATTGCTTAGATTAGGCGTTTT CCCAGTGAGGTAACCTGTGC 277

Ai08B22150 Araip.B08 22150 c (A)10g(A)10 21 105719151 105719171 GGTGTGGGAAGGGAAAGAAT TTGGTGCCTAGCCTTATTGC 278

Ai08B22152 Araip.B08 22152 p2 (TA)11 22 105740893 105740914 GACTCCTCGCTGAGGCATAC GAAGTTAAAACCGGCCATGA 239

Ai08B22153 Araip.B08 22153 p2 (TA)7 14 105746783 105746796 TTTCAGATGCAGGACGTGAG AACCGGCCATGAGCATATAA 257

Ai08B22159 Araip.B08 22159 c (T)10cttttctctcttctctttttttttc(T)1045 105796233 105796277 CACCCTTGCCTTTTGGTTTA AATGAATGCGTGAACAGTGC 268

Ai08B22160 Araip.B08 22160 p2 (TA)6 12 105803670 105803681 GCTCCTGACTTAGCCTGCAC CGGAGTAGTCCCTGGGTTCT 229

Ai08B22162 Araip.B08 22162 p2 (TA)6 12 105811816 105811827 ACATTGCACTAGTGATGCGG AAGCAAAGTGCTAGGTGGGA 232

Ai08B22164 Araip.B08 22164 p6 (ATCTTG)5 30 105819900 105819929 TGCAATTTTATGTTTCCATGC GCCTAGGCCAAGAGTCAAGA 202

Ai08B22166 Araip.B08 22166 c (GC)6cgattgtccctgtcgcatccgcgcccaagcacgcatg(GC)661 105822351 105822411 CCAGAGAGTTGTGCCCACTT AAAGGAGGAAAACAGGGTGC 199

Ai08B22169 Araip.B08 22169 p2 (AG)7 14 105839653 105839666 TGGCAACTTAAATCAAAGAGAACA GCTCGCCAATTTCTAGTTTTCA 280

Ai08B22170 Araip.B08 22170 c (T)10(A)10 20 105840919 105840938 ATTTTCATGAGCCTGCTTCC ATCACCTTTGTTAGCCCCCT 253

Ai08B22172 Araip.B08 22172 p2 (AG)6 12 105866585 105866596 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGAGGGAG 125

Ai08B22173 Araip.B08 22173 p3 (ATA)5 15 105880217 105880231 GATTGAAGGGCAACCTCTGA GATTGCCTACCACCAATGCT 159

Ai08B22177 Araip.B08 22177 p3 (TTC)6 18 105910204 105910221 TTAACCCCATACGCGAGAAC GGAGGGAGGGAGAGAAGAGA 237

Ai08B22179 Araip.B08 22179 p2 (TA)6 12 105920304 105920315 TGTGATGTGGAAAAACATGGA TCATGCAAGTTACCAAAAGGTT 249

Ai08B22180 Araip.B08 22180 p3 (GAA)5 15 105929432 105929446 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 239

Ai08B22181 Araip.B08 22181 p2 (AG)6 12 105930476 105930487 CTCTGCTTTGAGAGAAGCTCG TGGTGAATCAAGTCATTAATTGTG 280

Ai08B22185 Araip.B08 22185 p3 (CAC)5 15 105944252 105944266 CACCTCCTTCACCCAATCAT TTGTTGCTGCTGCTACTGCT 181

Ai08B22186 Araip.B08 22186 p2 (AG)6 12 105944600 105944611 AAAGAAAAATGGCGAAAGGG CTTTTCACCGTCACCACCTT 165

Ai08B22188 Araip.B08 22188 p2 (AG)6 12 105953510 105953521 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 234

Ai08B22191 Araip.B08 22191 c* (A)10(AG)6* 21 105958744 105958764 TCTCAAAGGCGAATGACAAA AGTTGGTCGAGCTCTTCCCT 267

Ai08B22193 Araip.B08 22193 c (A)10gccatgcttttaccacaccaaacttagaatgttgctcgccctcaagcaaaagaagaaagaat(AGA)690 105992168 105992257 TCTGGCCTTAGGTGTCATCA CACAGGATCCCCACATACCT 224

Ai08B22195 Araip.B08 22195 c (A)10tattctaaattaaataacaataacaatgtaatatataaaggaaaattgtactta(AC)676 106050251 106050326 AGGAGACACAATGTCCATCAGA TGCATGGAGGAACTTTAAAAAC 236

Ai08B22196 Araip.B08 22196 p2 (TA)6 12 106051029 106051040 TCACATCCCTGTCATCAGGA TTGTTGTGTGTTTCTAAATCTTTTCA 273
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Ai08B22197 Araip.B08 22197 p2 (AT)9 18 106067858 106067875 TATCTTGGGGCATTTTGTCC AAATTTTGGGCGCATATTCA 196

Ai08B22198 Araip.B08 22198 p2 (AT)8 16 106070737 106070752 CTTACCTCGTGCCGTAAAGC TTGTCCGTTCCTATGCGTTT 162

Ai08B22199 Araip.B08 22199 p2 (AT)7 14 106070854 106070867 CGCATAGGAACGGACAAAAC AATGGGACATACTGCAACGA 206

Ai08B22200 Araip.B08 22200 p2 (TA)9 18 106074804 106074821 GCAACAAAACAACAATCCGA CCGTGACTAGCCCTCTCTTG 219

Ai08B22205 Araip.B08 22205 p3 (AAT)18 54 106111297 106111350 CAAGCATTATCTTTCTGCGTTTT GGGTAAGTGAGGATATGGGC 273

Ai08B22207 Araip.B08 22207 c (T)10cctgtccttttctttttaataaaacattaaagggctttttcta(AT)665 106121885 106121949 CCAACCTGAAATCCACCAAA GCAGCATAAACAAACCCACA 255

Ai08B22208 Araip.B08 22208 p2 (AT)12 24 106123321 106123344 CGTGGAGCTGATCTAAACTCG TTTGTGAAGGATTTGAATGTGTG 230

Ai08B22212 Araip.B08 22212 p2 (AT)6 12 106126283 106126294 ACAGCACCAGTTGCACTTGA TGCATGTTTGCATGTTTTGA 255

Ai08B22213 Araip.B08 22213 c (T)10ctaatccctctgcagtgtatcattagattttttatgtattcaatccacaagatgagacttaaattaaaaaattataaccttgctacaag(A)10109 106128015 106128123 CCAAGGTTGGAATCCCAAATA TTTTTATCCTATGTGCGTTTAAGA 229

Ai08B22216 Araip.B08 22216 p2 (TA)9 18 106143876 106143893 AGGGTGATAGAGCGGAGGAT GGTAAGAAAAGGATCATAGATACCAGA 271

Ai08B22219 Araip.B08 22219 p3 (TGG)5 15 106150224 106150238 GGGTGTTACAGATAATGGTGGTG TAACGTTGAGGGCCAGAATC 193

Ai08B22221 Araip.B08 22221 p2 (AG)20 40 106153971 106154010 CACCCCTAACGTCTGATGCT CCTTTGTCCTTGACGTCGTT 262

Ai08B22222 Araip.B08 22222 p3 (TTC)5 15 106154741 106154755 TGGCAAACAAGTCCAAACAA GAACGCGGGATACAAACATT 138

Ai08B22223 Araip.B08 22223 c (TTC)6gtgcgtttcatcctcttcgtc(T)1049 106154882 106154930 CGCCGTACTTTTTCGTGTTT AAATGCAGCAACAACAGCAG 229

Ai08B22224 Araip.B08 22224 p3 (AAG)5 15 106156546 106156560 CATCTTCCAAGTAATTTTGCAGC TCCTCCTCCTCATCTTTTGC 196

Ai08B22225 Araip.B08 22225 c (CTT)5tttcttatttctttctttcttttagttgaatgaatgtagatttatcctctttctagtaattttgtagcattacgtgt(TTC)6tttgtttg(T)10128 106156753 106156880 GCAAAACTTATCAAACTACACCGA CTTCTTGTTTTACTCCCTTAATAAGAA 279

Ai08B22226 Araip.B08 22226 p3 (GAG)5 15 106157424 106157438 CATGATGATGAAGATGATGGAGA CGTCCCTACTGCACGTTTTT 195

Ai08B22227 Araip.B08 22227 p4 (TATT)5 20 106157786 106157805 GCGCGTGAATGTAAATGACTT TTTCTATTTTTGACACAATCAACGA 269

Ai08B22228 Araip.B08 22228 p2 (TC)9 18 106158667 106158684 GAAACCAAGCAAAGCAAAGC TGCGAATGAGCGTGTGTAAT 243

Ai08B22229 Araip.B08 22229 c (T)10c(T)11 22 106158949 106158970 CGCTTTGTTGGAGGGTGTAT TATGACGGGGTTTACAAGGC 170

Ai08B22242 Araip.B08 22242 p2 (AG)20 40 106202287 106202326 TCTGCATCCTCCATCGAAGT AGATGCTTGCAGGGTCAGAG 274

Ai08B22243 Araip.B08 22243 p2 (TA)10 20 106203903 106203922 TTCTCTCATCCCTGCACCTT TCATCCCGAAAACTTGTTCC 279

Ai08B22244 Araip.B08 22244 p2 (AC)7 14 106206767 106206780 GCCACGTTTTGACCAAGTTT CAGTTTCCAAAAGCAAAAGCA 198

Ai08B22246 Araip.B08 22246 p2 (AC)6 12 106224415 106224426 CGCGATTTGCAGAATTAACA CAGTTTCCAAAAGCAAAAGCA 237

Ai08B22255 Araip.B08 22255 p2 (TA)7 14 106259200 106259213 TGCTGCCACTGATTCTGTTT TTTCCAATTTTAGATCCCCAAA 223

Ai08B22257 Araip.B08 22257 c (GA)6gctcaagaaaaagccaaaaagtaacaaaaggttgagtgacaaaatggttttagaa(T)1077 106261131 106261207 TCCGCCAAAATGAAGAACTC GCTCCCCCACTTACAATGAA 271

Ai08B22264 Araip.B08 22264 c (CGA)5cgtgctcccagcagtcacaacagtgacaacttcgacaacaaaggagagagaagatgagaca(AG)1198 106285247 106285344 GATGTGTCGGGGATAGCAGT TCTTCCCCTTACTTCTGCGA 220

Ai08B22265 Araip.B08 22265 p2 (CT)6 12 106292860 106292871 TCTGACCCATTTTTGAGTTCC GAGATGGGGTTATGGAAGCA 273

Ai08B22266 Araip.B08 22266 p2 (AG)6 12 106305124 106305135 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 107

Ai08B22269 Araip.B08 22269 p2 (TA)7 14 106314916 106314929 TGCCGAAACAGAAGAAAGGT TGAAAATGTTTGACCACGGA 121

Ai08B22271 Araip.B08 22271 p2 (TA)8 16 106317797 106317812 TGGTCAAGGATCCTACCAGG GCTCTTCACCCCAAACTCAG 217

Ai08B22272 Araip.B08 22272 c (T)10ctctgagagccaagctcctgctcttcccaaatttta(T)1157 106318170 106318226 TTCAGATCAATTTAAGGATTTTGTT ATTTCCATTTCGCGTTCAAA 238

Ai08B22280 Araip.B08 22280 c (A)10ggctaaaaacataatatacagatcagaattctaagacacatatatcaaactccagactcgacctgcaaaattaaggccggccagagtatgtaatt(AC)17139 106362179 106362317 GCAAAAACAGAAAATCGTGTCA GAGGTTAACTTGGAGAAACAAGTG 258

Ai08B22283 Araip.B08 22283 p2 (AT)6 12 106378291 106378302 CAGTGTGTGGATTGTTGTGATTC CTTTGCATTTTGCACTTTGG 204
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Ai08B22285 Araip.B08 22285 c (T)11aaatgattttcgaaaaaaattaaaagaaaatcc(A)1054 106386694 106386747 CATTCTAAAGCTTGGCTGGC TGAACATGCAATTGACACCA 254

Ai08B22286 Araip.B08 22286 c (CT)6aattttcgaaaatatcttccctctttttcaaaatttctttttaattaactaattatttcaattttaaatcttaattttcgaaaattactaacctttttc(A)13124 106387784 106387907 TTGATTTTCAAATTTGTTTCAACT GAGAGAGGGAGAGGATTTTCG 262

Ai08B22290 Araip.B08 22290 p3 (ATA)7 21 106409100 106409120 GGGAGCAAGCATATGGGATA AATAAATTGAACCGCGATGG 186

Ai08B22295 Araip.B08 22295 c (A)10ctcccttaatttctttcaattaaatttgaatttcaaatttggtgaagatggcatag(T)1076 106415272 106415347 GCTCTCTTTTCTTGTAGTGATTCTTG AAAGCGGTTAGACTCGAGATTG 167

Ai08B22300 Araip.B08 22300 p2 (TA)10 20 106429011 106429030 AAAGGGGAACGGAGCAATAG TGCTATGCAATTGGTAACCG 210

Ai08B22307 Araip.B08 22307 c (T)10caaaaagattttcaaaaaaatcc(A)1043 106457866 106457908 GAAAGCTTGGCTGGCTAGTG TGAACTTTCGAAAAATGCAAGA 265

Ai08B22309 Araip.B08 22309 p3 (TTC)6 18 106462063 106462080 ACCTACACCCACCCACTCAA TGTGGAAGCTTTTGCCTTCT 275

Ai08B22310 Araip.B08 22310 p2 (TA)6 12 106477413 106477424 TGACAGTCGCAGGTCAAAGA AAATTGTTCTGGGTCATAGGATT 260

Ai08B22313 Araip.B08 22313 p2 (TA)8 16 106484358 106484373 AGAATTTTAGTGCGAACGGG GCAGGTATTCGACTCTACCCA 268

Ai08B22314 Araip.B08 22314 p2 (GA)6 12 106485903 106485914 CGAATAGAGGAAGACGTCGC GTAGGAACCCAGCAACCTCA 134

Ai08B22316 Araip.B08 22316 c (A)10ttattttattttctcttattttttatttattta(T)1053 106487048 106487100 CAAAAATTACGTTGGGGACG GCATGATTGATGCAGGAGAT 228

Ai08B22317 Araip.B08 22317 c (TA)7aatgaaagaactaagcgattaacaaatttattgcaatagtgttctttatgg(A)1277 106487772 106487848 TCTTTTGGATGTTGAGACTCATTT CTGGATGCTGCTTTGTGAAA 262

Ai08B22318 Araip.B08 22318 p3 (AAT)6 18 106489172 106489189 GGTCCCAAGGACATGTGAAA GATGATAAAAACCGGCTCCA 247

Ai08B22325 Araip.B08 22325 p3 (TCT)5 15 106505175 106505189 CCTAATTGGTGCAGGGATGT CTGGCCTTAGGTTCCATCAA 245

Ai08B22326 Araip.B08 22326 p3 (TTC)5 15 106508902 106508916 TCATGAAAGCTCAAAGATGGA CCAACCAGCAAATATCCCTG 149

Ai08B22328 Araip.B08 22328 c (T)10ctttccccaa(T)1030 106513727 106513756 AAGTTGGGCAAAAGAAGCCT TATCAGAAAGAGAGGGCCGA 156

Ai08B22331 Araip.B08 22331 p3 (TTA)6 18 106517452 106517469 GCAAACGAAGCCAAAGTTTC GATTTGAGCCATGGAAGGAA 101

Ai08B22337 Araip.B08 22337 p3 (TAT)5 15 106541242 106541256 GGGATCCCTATACTGTGGCA GCAACGTGAGCAACTTGGTA 114

Ai08B22339 Araip.B08 22339 c (AG)6aaa(AAAAAG)545 106553553 106553597 TGCATGAATCAACAGTGCAT TCCTTGGATCCTTGCTTTTG 258

Ai08B22340 Araip.B08 22340 c (CTT)6a(TTC)18 73 106564984 106565056 CCTGTTGCCGCTTCTTCTAA CCTTCCATGGCAAGCTGTAT 215

Ai08B22346 Araip.B08 22346 p3 (TTC)6 18 106619352 106619369 GAGGTGAGTGGAGAAGCCTG ATATGATACCCTGCCTCCCC 256

Ai08B22347 Araip.B08 22347 c (TAA)7accatcttttgatctttacatcgac(A)1460 106619630 106619689 ACCCGGCTCGAATTACCTTA TTGTTTTAGATGTACCAAACACATAGG 260

Ai08B22348 Araip.B08 22348 p2 (GT)12 24 106625882 106625905 ATACAAGAGCGCGAAGCATT CACAGGCTGCGGCTAGTATT 153

Ai08B22356 Araip.B08 22356 c (ATT)5aattgtacaataatattgtactttattttttgtattttttggacaaaaataatgataaatttatttatatatcaagcaaaataatggaatgtacaat(TAA)6(TTA)6148 106649555 106649702 CAATCCCCAACGTTTTTCTC CAAATCAATTCCCAACGTTTC 277

Ai08B22358 Araip.B08 22358 p3 (AAT)5 15 106650632 106650646 TCAAGGGATTCAGTGTCACG TGGGGCTCATTCAAATTACA 275

Ai08B22359 Araip.B08 22359 p3 (ATA)15 45 106651696 106651740 CGTCTTAAACAAGCGTCGAA CAAGCTTTCGTGTGGTTTTG 164

Ai08B22366 Araip.B08 22366 p3 (CAA)5 15 106665508 106665522 GCACAAACGCAGAAACAAAA ATTGCTGAAAGTTGCTGCTG 220

Ai08B22367 Araip.B08 22367 p2 (AT)6 12 106666957 106666968 TTTATAAGCAACTCCCCGAA TGCGCTTCATCTATTTCCAA 140

Ai08B22370 Araip.B08 22370 p3 (AAC)5 15 106670960 106670974 TCTTCTTCGTTGCAATCCCT TGGGTATGTTGAAAATGGGG 204

Ai08B22376 Araip.B08 22376 p3 (TCA)5 15 106682343 106682357 TATTGGATGTGGCATTGTGG GTTGGCTTGCTTTCATTGCT 260

Ai08B22378 Araip.B08 22378 p2 (TA)6 12 106686521 106686532 TCCCCGGCTATTATTTTGGT GCAAACACGAACCGAAACTT 164

Ai08B22380 Araip.B08 22380 c (CTC)6cc(CCT)6 38 106688362 106688399 CCTTCCCTGTTTCCTTCTCC GGTGGCATCAGAGAAAATCAG 249

Ai08B22382 Araip.B08 22382 p3 (GAA)10 30 106693781 106693810 TATGGAGCCCAAATTGGAAG AAACCACCCCGACTCTTTCT 275

Ai08B22383 Araip.B08 22383 p4 (AAAT)6 24 106694315 106694338 TGCTTGGAAATGAAGCTGTG GCAGAAGTTTTGATTCCGGT 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B22384 Araip.B08 22384 p3 (GAA)6 18 106694848 106694865 CGAGAAGCGGAAGTGAACTC CTCTACGTTGGGGACCAAAA 260

Ai08B22387 Araip.B08 22387 c (AG)8gaaaggagagg(GA)6ggaagggggagggagagagaaaaaagg(GA)678 106698383 106698460 GGGAGAGAAGGAGATTGAGGA CTGGTTTTATTCAAACTCCAAAA 214

Ai08B22388 Araip.B08 22388 p2 (TA)7 14 106715256 106715269 ACCCGGTTTGCGAAGATAAC ATCCTTGGTTCTCGGGACTT 191

Ai08B22391 Araip.B08 22391 p2 (AT)6 12 106721002 106721013 AACTTTAAACCGCAACACCG GGATATGGGCGCAGAAGTTA 268

Ai08B22392 Araip.B08 22392 p2 (TC)6 12 106723585 106723596 GCATTTTCCACCCTCAACAT AAAGGGGAGAGGGAGATTGA 159

Ai08B22394 Araip.B08 22394 p2 (TC)6 12 106730500 106730511 GCATTTTCCACCCTCAACAT AAAGGGGAGAGGGAGATTGA 159

Ai08B22395 Araip.B08 22395 p3 (TTA)6 18 106734761 106734778 GGTTCGCAATCCTTTTCAGA TTTCTTTTTGCTTTAGCCTAACTG 216

Ai08B22396 Araip.B08 22396 c (A)10ttgattataaaagtaagtgtaaaatattagcaagaattgaagggacaaaaagtaagaggcatggaattacatagg(A)1095 106734932 106735026 CAGTTAGGCTAAAGCAAAAAGAAA TCTCAAATCACAACCACCAAA 265

Ai08B22399 Araip.B08 22399 p2 (GA)6 12 106747448 106747459 CAGAGAGGAAGAGAGGGTTCG CTACTTTTCTCTCTCCAATTTTCG 258

Ai08B22404 Araip.B08 22404 p2 (CT)7 14 106766020 106766033 TCTTGTGATTTCTTGTGAATCAA GAAAAAGGGGGAGATATTTTCG 276

Ai08B22405 Araip.B08 22405 c (TCT)6attccttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1191 106768878 106768968 GTCCCATTCATGATCATCCC TCTGGACTTAGGTGCCATCA 233

Ai08B22406 Araip.B08 22406 c (AC)11(AG)10 42 106778423 106778464 AGGGTTAGCTGCTGGTGAGA CGCTTACGGAAACTCGAAAG 265

Ai08B22411 Araip.B08 22411 p2 (TA)9 18 106793910 106793927 TTAGAGGTTGGCTCGGAGAA TGTGGGTTCTCAGCATGGTA 264

Ai08B22412 Araip.B08 22412 c (TG)11gagttggttcttatgggattctc(TG)861 106794176 106794236 CTGGAGTCTTTGGAGCAAGC CCAAGGTCGGCCAGAGTAT 268

Ai08B22415 Araip.B08 22415 p2 (AT)6 12 106798224 106798235 CCAATCAAACCTCTCTCCCA TTTTCAGCCAACATCAGTCAA 259

Ai08B22418 Araip.B08 22418 c (A)10gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaggagaagaaagaatagat(GAA)592 106816230 106816321 GATTCTCCGGTCTTGAGTGC AGCCCTCCATTCTTCCTCAT 220

Ai08B22421 Araip.B08 22421 p2 (TA)7 14 106828329 106828342 TTTTCAATCAATTGGGGTGC TACCCCCTTGCTCATCTTTG 248

Ai08B22423 Araip.B08 22423 p3 (ATT)6 18 106836976 106836993 TTGCTTTCTTCAGTTGTCATTG TCCGAATCACTAATGTCCCA 279

Ai08B22424 Araip.B08 22424 p2 (AT)7 14 106837170 106837183 TGGGACATTAGTGATTCGGA TCGCAGGTCAAAGAAAAATTC 228

Ai08B22425 Araip.B08 22425 p2 (TG)16 32 106838113 106838144 TCCCAACTGATTCTGTTTCAA CTTGCACCAGCAATTCTTCA 185

Ai08B22427 Araip.B08 22427 p3 (ATT)6 18 106842020 106842037 GGCTCTAGTGCAAGTGGGAG AGCCCTTTTTGGAGTTTTCC 269

Ai08B22428 Araip.B08 22428 p3 (ATT)5 15 106843172 106843186 ACCCAATCTGTCATTGGCTC TCCGAATCACTAATGTCCCA 264

Ai08B22429 Araip.B08 22429 p2 (AT)6 12 106843364 106843375 AATGGGACATTAGTGATTCGG TTAGGTGTCCGGAATCAAAG 280

Ai08B22430 Araip.B08 22430 p2 (TA)6 12 106844299 106844310 TCCCAACTGATTCTGTTTCAA CTTGCACCAGCAATTCTTCA 170

Ai08B22435 Araip.B08 22435 p2 (GC)6 12 106874825 106874836 TAGACAAACCACCCCTCTGC GTAGAATAAAAGGGCGCGTG 267

Ai08B22436 Araip.B08 22436 p2 (GC)6 12 106875074 106875085 AGAGTTATGCCACCCCTGTG GGGTAAGTGTGCCCCTTTTT 170

Ai08B22438 Araip.B08 22438 c (A)10gggaaaagaaaaaaaaagagaaaaaaaaataaatgtgaaaaagaggaaagaaaaaaaaat(A)1181 106877518 106877598 TGGGAACCTTGAGACATTGG TACTTTGGGGCATTTTGTCC 265

Ai08B22439 Araip.B08 22439 c* (A)10(AC)6* 21 106880051 106880071 TGCTAGGTGGAAGACAACCC GCTCTCGCGTGACTTTCTGT 264

Ai08B22444 Araip.B08 22444 p3 (AAC)5 15 106901164 106901178 CAATGGATTTTTGGACACCA TCCATGTAGCCGACCTTACC 261

Ai08B22445 Araip.B08 22445 p2 (AG)8 16 106905580 106905595 ACCTCCAAAGCAACGTTCAC TGCATGCAGAAGGAAATGAA 198

Ai08B22448 Araip.B08 22448 p2 (AG)7 14 106910640 106910653 ATAAAATATGGGTAAACCACAAAAA ATCTCTCTTTTATATTTGCACTGCT 251

Ai08B22451 Araip.B08 22451 c (TC)6(AT)8 28 106937068 106937095 CAAACATGGAAATGTGTGCC ACATGATTACCCAAGGCCAA 100

Ai08B22453 Araip.B08 22453 p2 (AG)6 12 106943334 106943345 CATCCATTGTTTCTGCCTCC GCATGCTACAATCAGGAAAAA 258

Ai08B22460 Araip.B08 22460 p3 (GAG)5 15 106968581 106968595 CTTGGGGAAGCCATCAATTA CCAGCATTCTTGCTTCAACA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B22463 Araip.B08 22463 c (T)10atttctttgccttagat(A)1037 106970383 106970419 CCCATTACTTTTTGAAACCGA TGGCTGAAAAGTGAAAACCA 253

Ai08B22464 Araip.B08 22464 p2 (CT)6 12 106971651 106971662 AGCTAATGTGCTATGAAGACCTAAA GCTAGACCAAAATTCAGCCAA 243

Ai08B22465 Araip.B08 22465 c (T)11cccttttctttgactttaaaaatctgcaccattgagctattctttggctctaagtttcaattgtgaccattaatttgtagcagagaaggataacttcta(T)14124 106971870 106971993 TGCAGAGAAGAGATGGGAGAG ATTTTCGGCTGCACATTTTT 223

Ai08B22470 Araip.B08 22470 p2 (AG)6 12 106974712 106974723 GGTTGCCAGGTAGAGGGAG AACCTCCAATAACAGCAGCG 137

Ai08B22474 Araip.B08 22474 p3 (ATC)5 15 106994652 106994666 GGAAGGTTTCCTTAGTAGCTCCA CACCACCGCTTCTTCTTTTT 270

Ai08B22476 Araip.B08 22476 c (A)10gaaaaggggaaaaggagaacaggaaggg(AAGA)558 107005424 107005481 ATCCTTTTACCCCACAGCCT CAGCTCGCTCACTCTCCTCT 198

Ai08B22477 Araip.B08 22477 p6 (TATTTT)6 36 107007262 107007297 TGATGGCACTTCTTCACACC AAACTAAAGTGCAAAATGCAGAAA 240

Ai08B22479 Araip.B08 22479 p2 (AG)6 12 107013741 107013752 CCACAGGGTTTCCAGGTAGA TTGCTTCCCCTTTTTCAATG 177

Ai08B22482 Araip.B08 22482 p3 (CAC)7 21 107019110 107019130 TTTTTCGTCCCAAAGGTCTG CTTGGTGTTGGTGTTGGTTG 255

Ai08B22485 Araip.B08 22485 p2 (AG)6 12 107039390 107039401 CCACAGGGTTTCCAGGTAGA TTGCTTCCCCTTTTTCAATG 177

Ai08B22486 Araip.B08 22486 p2 (AT)14 28 107039762 107039789 AAAAACCCCTTTTTGTCGCT ATATGTGCATCCCCAAGCTC 205

Ai08B22489 Araip.B08 22489 p2 (AT)8 16 107047289 107047304 GAATTTCAGAAGCGCGAAAC GTCGCGACTAGTCCCCTATG 122

Ai08B22493 Araip.B08 22493 p2 (AT)6 12 107087415 107087426 CGGATGCGAAGATAACCAGT TTTCAGATGCAGGACGTGAG 279

Ai08B22498 Araip.B08 22498 p2 (AT)9 18 107108410 107108427 GAAATCTTCAATATATCCAAAATCACA TGGCAACCATCAACCTTAGA 280

Ai08B22499 Araip.B08 22499 p5 (ATAAA)5 25 107108708 107108732 TGCTGCTTCCTCATCCTACC ATTTTCCAACCCCATGTGAA 139

Ai08B22503 Araip.B08 22503 c (A)10tagcatatgaactttttggttc(T)1042 107115630 107115671 TGACTCAATGCCACTGTTGA GATTCTTTGAATTTGAGGGGG 235

Ai08B22506 Araip.B08 22506 p2 (CT)6 12 107132404 107132415 TTCCCCTCTTCTCTTCTCCC TCACTCACCTTTTTCCCCAC 182

Ai08B22508 Araip.B08 22508 p3 (AGA)15 45 107139378 107139422 AGAGGGATCAAGTGTGGACG TGCAAATATGATGTGAGAGCG 250

Ai08B22510 Araip.B08 22510 p2 (CT)7 14 107159881 107159894 TGTTTGTTTCTTATCTTTTTCAAAACT GAGAGGGTTCGAATTTGGGT 280

Ai08B22514 Araip.B08 22514 p2 (CT)7 14 107179392 107179405 AATTGATTTTCAAATCTTTTTCAAC ACAGATGGAAGAGGGGGTTC 269

Ai08B22515 Araip.B08 22515 p3 (TTC)5 15 107182771 107182785 ATGGCCGAAACTAACTCCCT CGGTCTTAGGTGCCATCAAT 156

Ai08B22524 Araip.B08 22524 p3 (CTG)5 15 107210536 107210550 TGCCATGTTTCTTTCCTTCC CATAGAAGACTCGCCCTTGC 280

Ai08B22527 Araip.B08 22527 p2 (TC)6 12 107217155 107217166 GTCCGCGTCATTTGCATAC TGCTTGTCCTCAAGCAAAGA 248

Ai08B22531 Araip.B08 22531 p3 (AAT)20 60 107227354 107227413 GAAGGGTTGGCACTTTGTGT ATCGACGATGACGATGACG 177

Ai08B22533 Araip.B08 22533 c (A)11gataatgaaaaaaattatattataatttaaatattttttatttgtatttgattttttaattattattttttagttaattttaatgaatttaatttttc(A)10119 107244838 107244956 TGCTCACGCATCAATACTCA CTACTTTATGGCGGATTGGC 254

Ai08B22539 Araip.B08 22539 c (T)10attaaaattagtttttaagttctgtcgtgggataaagccagtttttaat(A)1069 107260521 107260589 TGGGGTAAAGCCAGTTTTTG AATGGGGATACAGAAGTTTGG 184

Ai08B22540 Araip.B08 22540 p3 (CCA)6 18 107265630 107265647 AAGCTCCTCTTGGTGGAACA AGCAGTCACTGGTGTTGGTG 242

Ai08B22543 Araip.B08 22543 p3 (TTA)6 18 107278386 107278403 CATGCTCTAAATTTTGACCTTTTT TTGTTTTTACACAACCCAATTCA 279

Ai08B22545 Araip.B08 22545 p3 (CAT)5 15 107280435 107280449 CGATTTCGTGCACCAGACTA TTGAACCATTCTTTTTCAATGG 207

Ai08B22549 Araip.B08 22549 p3 (CAC)5 15 107308424 107308438 ATTAAACCCCACCTGAACCC GCGGAACCTGGTAGGTGTAT 145

Ai08B22551 Araip.B08 22551 p2 (CT)6 12 107312904 107312915 TGCGTGGCTCTTTTATACCA GGAGAAAGAGGGCAAGGAGA 193

Ai08B22552 Araip.B08 22552 p2 (TC)6 12 107313047 107313058 CTTTCTCCCCCTCCCTTCT AAAGGAAAGAGAGATGAGCGA 232

Ai08B22553 Araip.B08 22553 p2 (GA)6 12 107313524 107313535 AGGGGAGAGAGAGAGGATGG TTCCATTGCTTTCGTTCCTT 237

Ai08B22555 Araip.B08 22555 p2 (TA)8 16 107319455 107319470 TGACAGTCACAGGTCAAAGGA AAGGACATTAATAATCCGGAAAGA 233
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Ai08B22558 Araip.B08 22558 p2 (CA)6 12 107333658 107333669 AAACATAGTTCCAGCGCCAC AGGAGGCAACCCGATAATTT 259

Ai08B22561 Araip.B08 22561 p2 (TC)6 12 107350435 107350446 AAAGACGACGCACAAGTCCT TGGACATTGTCAAACGTCAC 234

Ai08B22564 Araip.B08 22564 p3 (ATT)8 24 107353149 107353172 TGGCGTAAACATAAGTGCAAA ACAGTCGAACCGATTGAACC 216

Ai08B22565 Araip.B08 22565 p2 (CT)6 12 107359011 107359022 TTGATTTTCAAATTTGTTTCAACT TCGAAAATAGTTTTTGAACAAGG 203

Ai08B22566 Araip.B08 22566 p2 (TC)17 34 107359176 107359209 CGAAAATATCTTCCCTCTTTTTCA GGAAGAGGGGGTTCGAATTA 249

Ai08B22567 Araip.B08 22567 p3 (TTC)5 15 107360171 107360185 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai08B22569 Araip.B08 22569 c (T)10gttacatagctg(T)1133 107376481 107376513 TCTCCTCTTCTGCTTGGTTTTT GAAAGAAAGGAGGTGACAAAGAA 112

Ai08B22573 Araip.B08 22573 p2 (GA)6 12 107383689 107383700 GTTGCACAGAGGAGGGAGAG GGTTTAGATGAAGACGGCGA 256

Ai08B22574 Araip.B08 22574 c (CT)10tgttcgag(CT)640 107384883 107384922 GAAGGATTGCTGGGTCCATA TGGAATCAGAAGTGACAGCG 112

Ai08B22576 Araip.B08 22576 p3 (CTC)5 15 107396103 107396117 AAAAGGTCAGGGACGGATTT AGAGCACTTGGACGTGGAGT 256

Ai08B22577 Araip.B08 22577 p2 (AG)8 16 107398816 107398831 GCCTCCACGATTGAAACTGT GATGAGGCAGAAGTTGGAGC 253

Ai08B22579 Araip.B08 22579 p2 (AG)7 14 107408495 107408508 CCACGGTTGAAACTGTTGAA GGGCTAGGAATCCTTCTTGG 195

Ai08B22581 Araip.B08 22581 p2 (TA)8 16 107411783 107411798 GAAAATGATAAAGTGAAAGAAAAGGC TTCCAGAATGACAACGGGAT 264

Ai08B22589 Araip.B08 22589 p2 (TA)9 18 107432022 107432039 TTGAGAGCAACTCACGTACACA TTCCCAAGTAACGTGCCTAA 271

Ai08B22592 Araip.B08 22592 p3 (TTG)6 18 107434650 107434667 TTGTGCTCCTGATTCGGATT TAAAACCGTCTTTCGGACCA 211

Ai08B22596 Araip.B08 22596 c (T)10aaatattttttaataattaaaattta(AT)648 107463676 107463723 CCATAATTTTAAGGGAGCCACA GCAAGTCATGCCTAAAATTACTACA 260

Ai08B22603 Araip.B08 22603 p3 (CTC)6 18 107502158 107502175 GAGATGGCGAAGAAGAATGC AAGAAATCACAATGGGCTGG 160

Ai08B22610 Araip.B08 22610 p4 (ATAA)5 20 107518533 107518552 TTTTAGCATCAAGCGCCTTT TTCTGTAAACGAGATCTAATCGG 266

Ai08B22611 Araip.B08 22611 p3 (TTA)6 18 107519118 107519135 CAACGTTATTCCTTAAGCTTCATT TGCATGTTTATGCGTATGGG 209

Ai08B22616 Araip.B08 22616 c (A)11taaaagaacaagcacagttgcaaacaggta(T)12aaattaagtgactctttgtttatatcttataaagattgatgtcatatagattgaaataacaaaatttggagcaatgtgattttcttcc(T)11152 107537052 107537203 AAATGGAGTTCCAATCTGCG ATTGCTCTTCCAACAAAGGG 237

Ai08B22618 Araip.B08 22618 c (T)10actacttcattcctggcc(T)1442 107545954 107545995 CACCACCACCACCAACAATA ATGGCTTTGTCGGAGATGAC 262

Ai08B22619 Araip.B08 22619 p2 (AT)12 24 107546430 107546453 AACCCTAGGATGCACCGAAT CGTATAGCGCCTTTCGTACC 229

Ai08B22622 Araip.B08 22622 p3 (TTC)6 18 107551274 107551291 TGAATGTGATCGAAATCGGA ATGAAAGCTGGTGCCAAAAC 208

Ai08B22623 Araip.B08 22623 c (TAT)5ttcg(ATT)740 107558276 107558315 TGTATGCTGTTAGTTAGTTCAAGTGTT CCTAAACTAACGGTCACTAGAAAAA 158

Ai08B22624 Araip.B08 22624 p3 (ATA)9 27 107558464 107558490 TGTTAATTTAATTTTTATATGTGTCCG CAAACAAAGAAATCGGACGG 244

Ai08B22625 Araip.B08 22625 p3 (TTC)5 15 107558996 107559010 GGTCCGATTTCAGAGCGTAA ATGAAAGCTGGTGCCAAAAC 184

Ai08B22626 Araip.B08 22626 p3 (TAT)50 150 107561821 107561970 CTCAAACCATCATAACGTTGAGT TTTTTATATGTGCCCGTACAGTG 278

Ai08B22627 Araip.B08 22627 p3 (AAT)10 30 107562109 107562138 TCACTGTACGGGCACATATAAAA TGTATGCTGTTAGTTAGTTCAAATGTT 258

Ai08B22630 Araip.B08 22630 p2 (GA)6 12 107573036 107573047 CCTTCCCCGTTTTCAATTTT ACTGAACCACCTCAGCCATC 181

Ai08B22632 Araip.B08 22632 p3 (TTC)41 123 107574624 107574746 CAACACCAAATCTCTTGCTCTAA GCAGAGTAAAGTGTAAAAGTGTGGA 280

Ai08B22633 Araip.B08 22633 p2 (TA)8 16 107593521 107593536 TTCACCATTTACTTTGGGGC TGGGAAAATTTGAATTTGGAA 231

Ai08B22634 Araip.B08 22634 p2 (TA)6 12 107596728 107596739 TTCACCATTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 226

Ai08B22637 Araip.B08 22637 p3 (TTC)6 18 107604415 107604432 GTCACGCCCTGTTTTTCATT TCACAAAGCACCAAAATAATTCA 279

Ai08B22638 Araip.B08 22638 p2 (GT)12 24 107605979 107606002 CAAAAGTGGGAATTTTGGGT GGGCTAAGGTAAGGGTGAGG 153
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Ai08B22639 Araip.B08 22639 p3 (TTC)5 15 107615569 107615583 AGCCCTCCATTCTTCCTCAT TCTTCCCCTTCCCCTTTCTA 237

Ai08B22640 Araip.B08 22640 p2 (CA)32 64 107617754 107617817 GGCCATGCTTACCCTCTATTC ATTGTAAGCGCAAACACACG 277

Ai08B22641 Araip.B08 22641 p2 (CT)14 28 107618651 107618678 ATTGGCCATTACTGAGACGG ATGGTGAAATTGAAGGCTGC 191

Ai08B22647 Araip.B08 22647 p3 (ACC)5 15 107636691 107636705 ATCATCCCCAACGTTCAAAA GGTGAGGGAGTGGTGTTTGT 167

Ai08B22648 Araip.B08 22648 p3 (TCC)6 18 107640629 107640646 AGTCCCCAACAAGTCCTCCT GGAGGAGCAGGAAGAAGAAGA 278

Ai08B22654 Araip.B08 22654 c (TG)7ttttattttttcaaaaaataaaaaaaattac(A)1156 107646841 107646896 GACTTTGCCAACCTCCACAT AAGCACAAAATCCATGCCTC 162

Ai08B22657 Araip.B08 22657 p2 (TA)9 18 107663538 107663555 GTCTCCGTTGAATCTGGCAT ATGATCGATGCTCCGTTTTC 279

Ai08B22659 Araip.B08 22659 c (A)10tagaaaatgcaaaatttttgtattattatttataaagttatgtgttttcttttaaaaatttctgtgtttattgtc(A)20105 107669378 107669482 TTTTTGAGGGAAAAACAAAAGT TCAACTTTACAAATTTCTGTGTTCAA 222

Ai08B22664 Araip.B08 22664 p2 (CT)7 14 107681596 107681609 TGTTTCTTATCTTTTTCAAAACTACCT TGGTGAATGATGTGAGGAAGA 280

Ai08B22666 Araip.B08 22666 p3 (TCT)5 15 107683033 107683047 CCATTCATGGTCATCCCTTC TTGTCTTCCCTTCCCCTTTT 223

Ai08B22667 Araip.B08 22667 p2 (TA)7 14 107687922 107687935 ACCTTGTGTATTCTGGCGCT TAGAAGCCCGATGAAGGAAA 160

Ai08B22668 Araip.B08 22668 p3 (TTA)5 15 107698572 107698586 AAGCGTTTGTTAGGAGGCAA CTTTTATGCCATTTTTGGCG 250

Ai08B22669 Araip.B08 22669 p2 (AC)7 14 107707919 107707932 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 236

Ai08B22670 Araip.B08 22670 p2 (TA)14 28 107708094 107708121 TGGGGTAATTTTGTCCCCTT AACTGTGGGAACTTGGGTTG 263

Ai08B22671 Araip.B08 22671 p2 (AG)6 12 107708871 107708882 GCTCAAATCTCACAGGTTGTGT CTTTAAGTGTGGGGAGGTCG 280

Ai08B22673 Araip.B08 22673 p2 (AT)6 12 107716286 107716297 GGGTTGAATATGAATTTTGGC TCACAGCCAACATAACCCAA 146

Ai08B22674 Araip.B08 22674 p2 (AT)40 80 107718342 107718421 TTGGGACTCAGGGTCGTATC CAAAGCTTCCAACTCGGTTC 264

Ai08B22675 Araip.B08 22675 p2 (TA)6 12 107718626 107718637 GAACCGAGTTGGAAGCTTTG TGAGGTGGTGAGGTGTTACG 223

Ai08B22676 Araip.B08 22676 p3 (AGA)6 18 107727720 107727737 CTCGCCCAAAGAAGAAAGAA ACAGGATCCCCACCTACCTC 214

Ai08B22677 Araip.B08 22677 c (TG)16aatattctcagccggccttggcttcataggtcaagctcgcagcttgatatctgtattttggaactttgatt(TG)6115 107731797 107731911 TCTCCGCATGTATAACGGGT TCGGAAAAAGGCTAAAGACG 236

Ai08B22678 Araip.B08 22678 c (A)10ttgc(A)10 24 107735343 107735366 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTCTTGGTTT 143

Ai08B22679 Araip.B08 22679 p2 (CT)10 20 107739252 107739271 TCAATCACATCTTTTTCAAAATCAA AAAGAGGGAAGGGATTTTCG 196

Ai08B22680 Araip.B08 22680 p2 (AT)6 12 107753305 107753316 TGAACAACCAGCTTTAGTGGAA TGTTAATGAGTTGAATTTGAGCTAAC 280

Ai08B22681 Araip.B08 22681 p6 (ACGGGG)5 30 107757372 107757401 AATGCGGTGCTCTATGCTCT GGACAAAATTTTCCGAAGCA 219

Ai08B22682 Araip.B08 22682 p2 (CT)17 34 107758013 107758046 CCCACCTCCTTCTCCATCTT TGTTGGTGCAAGGGTATTGA 229

Ai08B22683 Araip.B08 22683 p2 (AG)6 12 107758980 107758991 CGTGATAATAAGGCGGTGGT CCACCACCCTCACCACTAAT 155

Ai08B22684 Araip.B08 22684 c (CT)11t(TC)6 35 107759460 107759494 ACCCATCAAACATTGGTTCC TAATGTGGTTGCGCTGACTC 241

Ai08B22685 Araip.B08 22685 p3 (AAC)5 15 107759687 107759701 TTCAATCTGCAAGGTGCAAG AATCAGAGGACGGGGAGTTT 213

Ai08B22686 Araip.B08 22686 p3 (ATC)5 15 107766694 107766708 CTCATCCCAACTACCACCGT GCCACTGGATTTGGTGAGTT 176

Ai08B22687 Araip.B08 22687 p3 (CAA)19 57 107767663 107767719 TTCCAAACCTTCCTCCTCCT GTCCTTGCCTGGTTGTTCAT 148

Ai08B22688 Araip.B08 22688 p2 (AC)7 14 107773881 107773894 TCCTTTTCAGGCTTCTCGTT AGCACAGGCACAGACTCAGA 233

Ai08B22689 Araip.B08 22689 p2 (CA)19 38 107794869 107794906 CAGCCTAAACTTCGCAGGTC ACATTTCGGAAAGCGAAGAA 188

Ai08B22690 Araip.B08 22690 p2 (AC)14 28 107795045 107795072 AAACTTCGCAGGTCGTGACT GTGGGTGATGAAATCCTCGT 265

Ai08B22692 Araip.B08 22692 p3 (TCC)10 30 107805175 107805204 TGCGCATGAAATCAAGTTATTC CATGGGAAGAAAAAGGAGGA 123
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Ai08B22693 Araip.B08 22693 p3 (GAA)5 15 107805361 107805375 TCCTCCTCCTCCTCCTCTTC CTCCTCCTCATCTTTTGTTGC 207

Ai08B22695 Araip.B08 22695 p3 (AGG)8 24 107806240 107806263 GCTGATGATGGAGGAGAAGG TCGTTATCGATGTCACCAACA 120

Ai08B22697 Araip.B08 22697 p3 (TTC)6 18 107814984 107815001 TTGCTTTCCTTTACTTTTCCTTG GCCAAGCATTTTAGCAAACAC 266

Ai08B22700 Araip.B08 22700 p5 (TTATT)5 25 107830960 107830984 GGCAACCCGATAATTTCGTA GGCAGAATTGACCTTTTCCA 209

Ai08B22701 Araip.B08 22701 c (A)10gaaaaaacatatatannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)8120 107831531 107831650 AATTGGGAGTTGCTTCAGGA CTGGACCGTCAGTCCGTAAC 209

Ai08B22702 Araip.B08 22702 p2 (TC)6 12 107832093 107832104 CCTAACTCTGCCACCCTCAG AGATGGCGCTAATGTTCGTT 197

Ai08B22704 Araip.B08 22704 p2 (TC)6 12 107840958 107840969 CTGACTTGATCGTCGGAGTG TGCTTGTCCTCAAGCAAAGA 275

Ai08B22705 Araip.B08 22705 c (TC)6cc(CT)6tcctctcc(CT)6cccc(CT)6cccttctccctttt(TC)16ccttctttctctctctccca(CT)6140 107858086 107858225 TCTCTCTTCTTCTCTCCCTCTCT GGAGAAATAGGGGAAGGGG 278

Ai08B22706 Araip.B08 22706 c (TC)7tttttctctctccttctctccccctctctccctcttcctctctttctcctcttctcttcctcgctctccctcctttctctctctccttctctccctt(TC)6123 107859080 107859202 GATTTTACATTCTCTTTCTTCCCC GGAGAAAGAGGGGCAGGG 258

Ai08B22707 Araip.B08 22707 p2 (CT)8 16 107859841 107859856 CCATATCCCTATGCCTCTTCC AGAGAAGGGAGGGGGAGAA 234

Ai08B22708 Araip.B08 22708 p3 (CTC)6 18 107859958 107859975 TCCCTCTCTCTCTTCCTCCC CTTTCTTCGCCCTCCTCTCT 276

Ai08B22709 Araip.B08 22709 c (GA)8aaggagggagacaaagaggg(GA)954 107860377 107860430 GTGGGAGAGAGAAAAAGAGGA TTTCTCCCACCTCTCCCT 276

Ai08B22712 Araip.B08 22712 p3 (CTC)5 15 107865129 107865143 TTGGCACAAATCCAACAAAA TGAAGATGAAACACGCGAAG 250

Ai08B22713 Araip.B08 22713 p3 (AAG)7 21 107865313 107865333 CTTCGCGTGTTTCATCTTCA CCTCTTCCTCTTCCTCCTCC 177

Ai08B22714 Araip.B08 22714 p3 (TGG)5 15 107866524 107866538 ACTGTTGCCCTTGTAGCACC GTCGAATCGAAAGCAAAAGC 274

Ai08B22715 Araip.B08 22715 p5 (AAAAT)5 25 107867888 107867912 TTGAATAAATCACATCAGAAAAATGA TTTGTTTTCATCACTTCCAAGG 152

Ai08B22719 Araip.B08 22719 p2 (CT)6 12 107895984 107895995 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGAGGGGGAGAATTTCAA 221

Ai08B22720 Araip.B08 22720 p3 (TAT)6 18 107896317 107896334 CCCCTTCCTTTCTTCCACTC TTCAGGTTCTGGGTCTGCTT 154

Ai08B22721 Araip.B08 22721 p3 (AAT)5 15 107896511 107896525 AGCAGACCCAGAACCTGAAA AAGTTGTTTGCTCCAATGGC 219

Ai08B22722 Araip.B08 22722 p3 (TTC)5 15 107899526 107899540 CCCTCCTTTCTCTTCTTGGC CCTTAGTGATGGTGGCGTTT 207

Ai08B22723 Araip.B08 22723 p2 (AC)6 12 107902733 107902744 ATGCACACCCATTTTCCAAT TTTTGAGCTTTTGAATCCCC 214

Ai08B22724 Araip.B08 22724 p2 (AC)12 24 107903437 107903460 TGCAACGCTCAGAAATAACG TTAGCTTTGCAGGCTGAGTTC 153

Ai08B22726 Araip.B08 22726 c (A)11catttttgttattttcgttata(T)1144 107920671 107920714 TGTCTTCAAGAAGAAATTTAGAGATTG TCAGCGAGACTGCCTTTCTT 268

Ai08B22727 Araip.B08 22727 p2 (TA)6 12 107945917 107945928 TTTTGCGCTTTTGAAATCCT ACCAAAGGCCTCCTTCATTC 278

Ai08B22729 Araip.B08 22729 p3 (GAT)5 15 107948368 107948382 TGTTCTTTCAAGGGTTGAGTGTT CCCTGTACCAGCAAAACCAT 168

Ai08B22730 Araip.B08 22730 p3 (CAT)6 18 107952043 107952060 CCCTGTACCAGCAAAACCAT TGTTCTTTCAAGGGTTGAGTGTT 168

Ai08B22732 Araip.B08 22732 p2 (TA)7 14 107954106 107954119 CAACCCCTACAAGCTCAACC TTTCCTTCCTCCCAAAACCT 241

Ai08B22734 Araip.B08 22734 c (TTA)14c(TAT)5 58 107968234 107968291 ACACTATCCGCAAGGCAAAC AAAAATTTCTTGTTAAGTTTTATTCCC 259

Ai08B22736 Araip.B08 22736 p3 (TCT)5 15 107969831 107969845 GGGATAGATTGGTGCGAGAG AGCGGTATCACGAACGTACC 264

Ai08B22737 Araip.B08 22737 p2 (TA)7 14 107998131 107998144 TTTCAGACGCAGGATGTGAG CAAAGCTCTTGACTCGGCTC 278

Ai08B22738 Araip.B08 22738 p2 (TA)13 26 107998350 107998375 TCGCTTACAAGAGTGATGCG AAAGTTCCAAATGCAAGCTCA 219

Ai08B22739 Araip.B08 22739 p2 (CT)6 12 108003381 108003392 AGCGTTTAATGCCAGGATTG ATAGGTGAGGGGTTTTTGGG 185

Ai08B22740 Araip.B08 22740 p2 (TA)8 16 108014850 108014865 AAGCTGTCTTTTGGGCCTTT TCGGCGACATTTAAGCTAGG 214

Ai08B22741 Araip.B08 22741 p2 (TA)11 22 108015489 108015510 ATGGAGATGAAAATCGGCTG AATGTTGCGCCTTTTTGATT 253
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Ai08B22742 Araip.B08 22742 p2 (TA)7 14 108030772 108030785 TGAGTTCAAGCACAAGCCAC CAGCATCAGCATACGACGTT 271

Ai08B22747 Araip.B08 22747 p3 (TTA)12 36 108035814 108035849 TGGGGTAATTTTGTCCCCTT GAAAATTGTGGGAACAAAGGA 209

Ai08B22748 Araip.B08 22748 p3 (TGT)5 15 108043135 108043149 TGCCTTAGGTGAGGTGCTCT ACATCGTGGCAGTCACACAT 220

Ai08B22750 Araip.B08 22750 p2 (GT)13 26 108057611 108057636 GCCTTGGGTAAGAAAGAGGG AATTCAATTTCCCTCCCACC 194

Ai08B22752 Araip.B08 22752 p3 (TTA)5 15 108065131 108065145 TGCACAGTGAAATTGTATTCCTA TGATCAATGATGAAAAAGTTTAATATG 280

Ai08B22755 Araip.B08 22755 p2 (AT)9 18 108071742 108071759 AACAACTGGTCCCAAATGGA TGCCCGTGTGTGTGATATTT 247

Ai08B22757 Araip.B08 22757 p2 (AG)6 12 108077143 108077154 CAGGAAAGCATAGCAAACCC CTCCCGAAAATCAAAATCCA 217

Ai08B22760 Araip.B08 22760 p2 (TC)10 20 108091848 108091867 CTACTTTTCTCTCTCCAATTTTCAA AGAGAGGGAGAGAGGGTTCG 275

Ai08B22761 Araip.B08 22761 p2 (TA)8 16 108107190 108107205 TGCTGTTCTCTCTCTTACCCTTT TGGGTGAAGAATTGATAAAAACAC 252

Ai08B22762 Araip.B08 22762 p2 (AT)11 22 108110140 108110161 TGGGGACCAAAATCTTGAAA GCCCAAGTGGAAGATTATTAGAAA 276

Ai08B22767 Araip.B08 22767 p2 (TA)7 14 108123165 108123178 ATGCAGCAGCCACCTTTAAT AAGATCCGTCTGCTGGTGTT 191

Ai08B22768 Araip.B08 22768 p2 (TA)6 12 108130349 108130360 TTGGACCTAGCATCACTTGAAA TGTTTTTAATAACCGGTAACATAGAG 259

Ai08B22769 Araip.B08 22769 p2 (AT)7 14 108131311 108131324 TGGAGACCAAAATTCGGAAG TTATTTCCTAATCTATTTATGGGCA 257

Ai08B22771 Araip.B08 22771 c (A)12tttaaaaaatctttcaaaattttctcctttgttttcg(A)1059 108138834 108138892 TCGAGTTTGGACAACTGACG TTGAAGACCAATCCCAAAGG 262

Ai08B22773 Araip.B08 22773 c (CT)6aattttcgaaaatatcttccctctttttcaaaaattctttttaattaactaattattttaattttttattttaattttc(A)10tcactaaccatttttcaaaaacaatttttgaaaattcc(CT)6151 108140242 108140392 CTTTTTGTTTGTTTCTTATCTTTTCAA GGTTCCCTTTAGGTGAGTGGA 229

Ai08B22775 Araip.B08 22775 p3 (TTC)5 15 108159602 108159616 TCTCTTTCTCTTCTTGGCCG CGGTCTTAGGTGCCATCAAT 170

Ai08B22777 Araip.B08 22777 p2 (AC)7 14 108168001 108168014 GAGCAACAAAGAGACACACAAAA TTTAATTGATTATTATTTGGTGCATAC 256

Ai08B22779 Araip.B08 22779 c (T)10acatatatatttttttcttttta(T)1043 108182323 108182365 TAGGGCATTTTGTCCCCTTT TCTTGGGCTAATGAGAGCGT 274

Ai08B22780 Araip.B08 22780 p2 (CT)7 14 108185506 108185519 ACATCGAACCTGGGATGAAG TTTTTGACCCAGTTTTTGGC 212

Ai08B22781 Araip.B08 22781 c (T)12cactaatgattaatctaagttgtgataaggatgaatcagaaggagaaggtag(A)1074 108202033 108202106 CCGAAATATTGGGTCAACAAA TCTTTCTGAAATTCTTTCTTAATCTCG 166

Ai08B22782 Araip.B08 22782 p2 (GA)14 28 108202631 108202658 GGGACTTGGACATGGTGACT ACTTTGTCTCCAGAAGGCCA 245

Ai08B22787 Araip.B08 22787 c (TA)7tggctaagtgagctataaattgaatccttcactaacctaagctctcacctat(AC)984 108224234 108224317 TTTTCAAGGTTATAATGGGGC CAAAAGTGGGAATTTTGGGT 172

Ai08B22789 Araip.B08 22789 p2 (GA)6 12 108243371 108243382 TAGGAGAAGGGAGCTGCTGA GACGGCCACAACAACTTCTC 275

Ai08B22794 Araip.B08 22794 p4 (TTTA)6 24 108283280 108283303 CCAATGGAGGGTATGCAGAT CCTAACCACTTCTTCTCTCCTCA 241

Ai08B22796 Araip.B08 22796 p5 (AATAA)6 30 108298739 108298768 GCTTGCTTTGATGGGAGGTA TTCAATTTGCTTTGATTTTATTTTC 266

Ai08B22798 Araip.B08 22798 p3 (TTC)6 18 108347513 108347530 AGCCTTCCATTCCTCCTCAT GCCTTCGAGCAAAAGAAGAA 129

Ai08B22799 Araip.B08 22799 p3 (TTG)7 21 108358951 108358971 CGTTTGATTCATGTAGCCGA TGGGATGTTACATTCTCACCC 231

Ai08B22804 Araip.B08 22804 p2 (AG)6 12 108399083 108399094 TCGAATTTGGGTGAGATGAA TCGAAAACATCTTCCTTCTTTTTC 216

Ai08B22806 Araip.B08 22806 p2 (GA)6 12 108410183 108410194 AGAAAAAGGGAGAGGGTTCG TCTTTTCCCTCTTCTTAAAATTCG 120

Ai08B22807 Araip.B08 22807 p4 (TATT)10 40 108422567 108422606 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 156

Ai08B22808 Araip.B08 22808 c (A)10tctgaatttattttttt(A)1037 108422732 108422768 AAATGAGGGGAGAGAAAGTGG CTTTGGTGTTTTCCCTCCAA 254

Ai08B22810 Araip.B08 22810 p3 (AGA)6 18 108439540 108439557 TCTGGCCTTAGGTGCCATTA CACACATCCCTCCATCTCCT 147

Ai08B22811 Araip.B08 22811 p2 (AT)6 12 108442309 108442320 CCAAATTTTCGAATTTTATGAGAGA TCCATGCATTGAGCATTTTC 110

Ai08B22814 Araip.B08 22814 p4 (AATA)5 20 108460093 108460112 GGAATTTGGGCACCTACTCA TCCCACTTTTGCACATTTCA 229
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Ai08B22815 Araip.B08 22815 p2 (TC)6 12 108461755 108461766 TTCAACCTCTTTTCCAAGATGA AAAGGGGGTTGGAAGCTTAG 265

Ai08B22823 Araip.B08 22823 p2 (AC)8 16 108506523 108506538 CACGTGCTAAATGAGCGAAA TCGCACGTGTGTATGGTTTT 190

Ai08B22824 Araip.B08 22824 p2 (AC)16 32 108506734 108506765 ACACCAAAAACAACAAGCGA CTCGTTTTGCACGTGTCTGT 204

Ai08B22825 Araip.B08 22825 p2 (AC)9 18 108507171 108507188 GCACACGTGCAAAAAGAGAA CGCATGTGTGCGTATTTTTC 151

Ai08B22826 Araip.B08 22826 p2 (AC)9 18 108508747 108508764 GCACACGTGCAAAAAGAGAA CGCATGTGTGCGTATTTTTC 151

Ai08B22828 Araip.B08 22828 c (A)12(CA)8 28 108519195 108519222 CGAGCGAAAAACAGCATACA TCGCTCGTTTTGCACTTATG 152

Ai08B22829 Araip.B08 22829 p2 (AC)13 26 108520194 108520219 GAGCGAAAAACACACACACG TTTCGCTCGTTTCACACTTG 241

Ai08B22830 Araip.B08 22830 c (AC)6gtgcgaaacgagtgaaaaatac(A)1044 108520578 108520621 CGAAATGATCGAAACACACG TTTGTTATCTTTTTCGCCCG 175

Ai08B22832 Araip.B08 22832 p2 (AC)6 12 108524157 108524168 TGAGCGAAAAATACGCACAC TTTCTCTCGTTTCGCACGTA 189

Ai08B22833 Araip.B08 22833 p2 (AC)8 16 108524351 108524366 ACACGTGTGAAACCAACGAA TTTAGCACGTGTGTGTGCCT 273

Ai08B22834 Araip.B08 22834 c (AC)6ttgcgaaacgagcgaaaaacacaacaaaataaaaaa(AC)660 108524889 108524948 CGAGCGAAAAACACAACAAA GTTTAGCACGTGTGTGTGCC 275

Ai08B22836 Araip.B08 22836 p2 (AC)10 20 108527660 108527679 TACAAACATGCGAAACCAGC TTGTTTGTGTTTTTCGCTCG 119

Ai08B22837 Araip.B08 22837 p2 (AC)7 14 108527818 108527831 GCGAAATGAGAGAAAAACGC GTTTAGCACGTGTGTGTGCC 162

Ai08B22838 Araip.B08 22838 p2 (AC)6 12 108529012 108529023 TACGTGCAAAACGAGCAAAA TTCGCAGGTGTGTGTTGTTT 141

Ai08B22839 Araip.B08 22839 p2 (AC)6 12 108529167 108529178 GCGAAATGAGAGAAAAACGC GTTTAGCACGTGTGTGTGCC 163

Ai08B22842 Araip.B08 22842 p2 (AC)7 14 108532726 108532739 CACGTACGAGATGAGCGAAA TTTTTGCAAGTTTGACACGC 174

Ai08B22843 Araip.B08 22843 p2 (AC)6 12 108533188 108533199 ACACACTCACACACGTGCAA TTTCGCTCGTTTCACACTTG 229

Ai08B22848 Araip.B08 22848 p2 (GA)7 14 108548175 108548188 TGGGGTAGAGCTTGTTTAAGG TTTTTGGAAATACATTGGGG 244

Ai08B22850 Araip.B08 22850 p2 (GA)8 16 108550341 108550356 GCCAGGGATGACAGAGAGAG CATTCCATCGAAAATGTTGAA 230

Ai08B22853 Araip.B08 22853 p2 (AT)6 12 108553415 108553426 TACTTCCGCTGCGTGTTATG AAGGGACCCGTTAAATCCAC 278

Ai08B22855 Araip.B08 22855 p3 (GAA)5 15 108563173 108563187 GAGGAAAGTGCATCCCTTGA AGCCGAAACTAAACCACCCT 215

Ai08B22856 Araip.B08 22856 p2 (AG)6 12 108565787 108565798 ACAGATGGAAGAGGGGGTTC TTTTTGTTTGTTTCTTATCTCTTTCAA 276

Ai08B22859 Araip.B08 22859 p3 (TCT)5 15 108572508 108572522 GCACCCACTTTCCTTCAAAA CCCTCGAGCAAAAGAAGAAA 131

Ai08B22861 Araip.B08 22861 p2 (TA)9 18 108594712 108594729 GGATATGGGCGCAGAAGTTA TTAAACCGTGATACCGCTCC 261

Ai08B22863 Araip.B08 22863 c* (TATG)5(TG)7* 32 108597920 108597951 CCAATTTGGGGTTTTCCTTT GGCCAACTGTGTTTACTGGAA 268

Ai08B22866 Araip.B08 22866 p2 (AC)7 14 108616192 108616205 CATGTGCGAAATAAGCGAAA GCACGTATGCGTGTTTTTCA 268

Ai08B22867 Araip.B08 22867 p2 (AC)8 16 108616517 108616532 CACGTGTGAAACCAAGGAAA TCACTCGTTTCGCTCGTATG 204

Ai08B22868 Araip.B08 22868 c (A)10caaaacacgtgcgaatctagcaaaaaacacgtacatgagcgaaaaacacgcacacgtgtagaactagcgaaaaacacaaaaaa(AC)8109 108616747 108616855 CAGACAAACATACAGGTGCGA TTTTTCGCTTGTTTCACACG 173

Ai08B22869 Araip.B08 22869 p2 (AC)6 12 108617057 108617068 CGTGCGAAATCAGTGAAAAA TCGCATGTGTGTGAGTGTGT 255

Ai08B22870 Araip.B08 22870 p2 (AC)6 12 108617361 108617372 ACACGTGTGAAACCAACGAA TCATTTCGCCCGTGTACATA 135

Ai08B22871 Araip.B08 22871 p2 (AC)6 12 108617731 108617742 CACACGCGTTCAAAACAAAC ATTTTTCACTCGTTCCGCAT 203

Ai08B22872 Araip.B08 22872 p2 (AC)6 12 108617942 108617953 AAAAACACACGTGCGAAATG ACGTATGCGTCTTTTTCGCT 167

Ai08B22874 Araip.B08 22874 p2 (AC)7 14 108618893 108618906 ACACACAGGTGCGAAACAAG TCGCACGTGTCTTTGTTTTT 132

Ai08B22875 Araip.B08 22875 c (AC)20tcatacacgtgtgaaacgatcaaaaaacac(A)10taaataaaaaacacacaagtgtgaaacgagagaaaaacacgtacacaagcgaaatgagcgaaaa(AC)6156 108619059 108619214 CACGTGTGAAACCAAGGAAA TTATGCGTGTTTTTCGCTCA 213
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Ai08B22876 Araip.B08 22876 p2 (AC)6 12 108619733 108619744 ACATGTGCGAAATGAACGAA TCGCACGTATGCGTATTTTT 227

Ai08B22877 Araip.B08 22877 p2 (AC)12 24 108620070 108620093 ACACGTGTGAAACCAACGAA TTGAACGCGTGTGTGTTTTT 238

Ai08B22878 Araip.B08 22878 c (AC)7ttacacacgtgcaaaacgagcgaaaaagacgcatacgtgcaaaatgagcgaaaaatacaaaaaataatgatagaataaaaaa(AC)6108 108620640 108620747 ACACGTGTGAAACCAACGAA CTAATTTCGCCCGTGTGC 277

Ai08B22879 Araip.B08 22879 c (A)15gacacacacgtgcgaaacaagcaaaaaacacacgcgtgtgacgctagcaaaaaactcc(A)10g(AC)8100 108621490 108621589 ACACGTGTGAAACGAGCAAA TCGCACGTGTCTGTGTTTTT 226

Ai08B22880 Araip.B08 22880 p2 (AC)10 20 108621744 108621763 ATACGCATACGTGCGAAATG GTATGCGTGTTTTTCGCTCA 258

Ai08B22881 Araip.B08 22881 p2 (AC)8 16 108621867 108621882 ACACGTGTGAAACGATCGAA TGCTCGTATGCGTGTTTTTC 148

Ai08B22882 Araip.B08 22882 p2 (AC)6 12 108622683 108622694 GCAAAACGACCGAAAACACT TTTCGCTCGATTCACACTTG 218

Ai08B22883 Araip.B08 22883 p2 (AC)9 18 108623014 108623031 CGAAAAACACACACCCACAC GTTTTTCACTCGTTCCGCAT 219

Ai08B22884 Araip.B08 22884 p2 (AC)7 14 108623233 108623246 GTGCGAAATGAGCGAAAAAT TTCGCACGTGTACGTGTTTT 137

Ai08B22885 Araip.B08 22885 p2 (AC)7 14 108623395 108623408 GTGCGAAACAAGCGAAAAAT CTTTCGCACGTGTGTGTTTT 266

Ai08B22887 Araip.B08 22887 c (A)10gacacacacgtgcgaaacaagcaaaaaacacacgcgtgtgacgctagcaaaaaactcc(A)1078 108624125 108624202 ACACGTGTGAAACGAGCAAA TTTGCATTCGTGTGTGTGTG 259

Ai08B22889 Araip.B08 22889 c (A)10gacacacacgtgcgaaacaagcaaaaaacacacgcgtgtgacgctagcaaaaaactcc(A)10g(AC)9atacacgtgcgaaacgaggaaaaacac(A)11135 108624807 108624941 ACGTGTGAAACGAGCAAAAA GCACGTATGCGTGTTTTTCA 256

Ai08B22890 Araip.B08 22890 p2 (AC)9 18 108625060 108625077 CACGTGTGAAACCAAGGAAA GTATGCGTGTTTTTCGCTCA 191

Ai08B22891 Araip.B08 22891 p2 (AC)6 12 108625181 108625192 ACACGTGTGAAACGATCGAA TGCTCGTATGCGTGTTTTTC 144

Ai08B22893 Araip.B08 22893 c (A)10cacacacgtgtgaaaccaacgaaaaacacaagaa(AC)656 108625980 108626035 AACACACACGCTCACACACA TTTCGCTCGATTCACACTTG 240

Ai08B22894 Araip.B08 22894 p2 (AC)6 12 108626411 108626422 CGAAAAACACACACCCACAC GTTTTTCACTCGTTCCGCAT 269

Ai08B22895 Araip.B08 22895 p2 (AC)7 14 108626650 108626663 CACATGTGTGAAACGAGCG CGCACATGTGTATTTTTCGC 257

Ai08B22896 Araip.B08 22896 p2 (AC)9 18 108626809 108626826 ACACACACTTACCGACGTGC TTTCGCTCGTTTCACACTTG 250

Ai08B22898 Araip.B08 22898 c (A)11gacacacgtgcgaaacaagcaaaaaaacacacgcgtgtgaagctagcgaaaaactcc(A)1179 108627550 108627628 TGAAACGAGCGAAAAACACA TTTCGCACGTATGCATGTTT 248

Ai08B22899 Araip.B08 22899 c (AC)10agactcatatacgtgtgtaacgatcgaaaaacat(A)1064 108627794 108627857 GAAAAACATGCATACGTGCG TTTCGCTCGTTTCACACTTG 190

Ai08B22900 Araip.B08 22900 p2 (AC)8 16 108628072 108628087 TGAGCGAAAAACACGCATAC CACGTGCATGTTTGTCTGTG 235

Ai08B22902 Araip.B08 22902 c (A)10cacacgcatttgaaagcaacgaaaaacacaagaa(AC)656 108628439 108628494 TACGTGCGAAATCAACGAAA CCAGTTTCGCACATGTGTTT 142

Ai08B22903 Araip.B08 22903 p2 (AC)6 12 108628785 108628796 TGCGAAACGAGTGAAAAAGA GCACGTCTGTGTGCATTTTT 268

Ai08B22904 Araip.B08 22904 p2 (AC)13 26 108629503 108629528 GCGAAACGACCGAAGAATAC CTCGCACGTGTGTGTGTTTT 225

Ai08B22905 Araip.B08 22905 c* (A)11(AC)7* 24 108629988 108630011 CAAACACGTGCGAAACTAGC TCAAACGCGTGTGTGTTTTT 274

Ai08B22906 Araip.B08 22906 p2 (AC)8 16 108630207 108630222 AACACACACGCGTTTGAAAG TTTTAGCTCGTTTCGCACCT 134

Ai08B22907 Araip.B08 22907 p2 (AC)6 12 108630550 108630561 GCGAAACGAGCGAAAAATAC TTGTTTTGCACGTGTGTGTG 228

Ai08B22909 Araip.B08 22909 p2 (AC)10 20 108631456 108631475 TGTGAAACCAACGGAAAACA GTTGTAAGGTCCCACATCGG 248

Ai08B22910 Araip.B08 22910 p2 (AC)7 14 108632030 108632043 AAAACAAACACACGTGCGAA GTTTTTCACTCGTTCCGCAT 119

Ai08B22911 Araip.B08 22911 p2 (AC)6 12 108632415 108632426 CCAAACACGCACGTAAGAAA GTTTCGCTCGTTTTGGACAT 159

Ai08B22912 Araip.B08 22912 c (A)12(CA)7 26 108632730 108632755 AAAAACACACACAGGTGCGA TTTTTCACTCATTTGGCACG 226

Ai08B22914 Araip.B08 22914 p2 (CA)8 16 108643306 108643321 ACACACAAATCACGGCATTG GTTTATCGCTGGTTTCGCAT 261

Ai08B22915 Araip.B08 22915 c (AC)6atgcgaaacgagcgaaaaatgcaaagaaaacacacacacgtgtaaaacgagcgaaaaacacgtacacgatgaaatgagcgaaaaacac(A)12(CA)6124 108643455 108643578 CATAGGTGCGAAACGAGTGA CTTCGCACGTGTGTGTTTTT 271

Ai08B22916 Araip.B08 22916 p2 (AC)12 24 108644780 108644803 GCGAAAAGAGCGAAAAACAC TCGTTTCTCACGTGTGTGTG 227
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Ai08B22917 Araip.B08 22917 p2 (AC)7 14 108645564 108645577 ACACGTACACGTGCGAAAAG GTGCGTGTTTTTCCCTTGTT 174

Ai08B22918 Araip.B08 22918 p2 (CG)6 12 108653369 108653380 CCTCGTGCCATAAAAACCAT CCACATTAATCCAAGTGGGC 274

Ai08B22920 Araip.B08 22920 p2 (TA)7 14 108660041 108660054 GCATACGATAATTTGGATTAATTGG ACGGGTTGTGTCTTCTTTGG 259

Ai08B22921 Araip.B08 22921 p2 (TA)21 42 108661216 108661257 CAAAATCCAGTGAGGGTTCAA GCATGTCCTCATGCTAAATCC 280

Ai08B22923 Araip.B08 22923 p3 (TTC)6 18 108671574 108671591 CATATGGCCGAACCAATACC GCCCTCGAGCAATAAACAAA 170

Ai08B22927 Araip.B08 22927 c (T)10ccttttaattgagtctttgcgccaaa(T)1046 108695122 108695167 TCTTCGGCTACACGTGTTTTT GGCTTAATTTTATAGGGACCCA 232

Ai08B22929 Araip.B08 22929 p2 (TA)8 16 108702318 108702333 CACGGGTTGTGTGTTCTTTG TTTTTAGCATACGATGATTTGGA 270

Ai08B22930 Araip.B08 22930 p2 (AG)11 22 108703967 108703988 AGAAAGGGGCAATCATGAAA ATAGAAAATGCTCCCAGCGA 235

Ai08B22932 Araip.B08 22932 p2 (AG)6 12 108740940 108740951 TTAGTGGTGAGGATAGCGGG TCTGGTGCACTTGCTGGTAG 185

Ai08B22934 Araip.B08 22934 c (AC)7(AG)11ac(AG)650 108754513 108754562 ACTCAGGACGACGGTGAATC GTCTTTGTGCTCGTCGTGAA 199

Ai08B22937 Araip.B08 22937 p4 (AAAT)5 20 108776973 108776992 TCGAAAATCTTCACCCATTTTT TACTGGCAGTTTTGCTGCAC 275

Ai08B22938 Araip.B08 22938 p2 (AT)10 20 108789722 108789741 TTTTGCTCAACCATGATCCA ATCAGCCCATCAAAGCAAAT 260

Ai08B22940 Araip.B08 22940 p2 (AT)6 12 108801116 108801127 TTTTGCTCAACCATGATCCA TCAGCCCATCACAGCAAATA 251

Ai08B22943 Araip.B08 22943 p2 (TA)13 26 108808609 108808634 CCACATGTCACTCCCTCATT GAGAGAGGAAAAAGGGGAGAA 213

Ai08B22946 Araip.B08 22946 p4 (GATA)5 20 108812024 108812043 TGGGTGAGCGTGTTTAGTGT AAAGTACCAACGCCTGGATG 279

Ai08B22949 Araip.B08 22949 c (T)10aattataatcactttattagaactaacaacctatattttttctat(ATG)570 108815483 108815552 ACTGCCATTACTATTGCCGC GCAAATCATCATCATCGTCG 129

Ai08B22954 Araip.B08 22954 p2 (TA)10 20 108838860 108838879 CCCCCGATTCTCATCTCATA AGTCTAAAACAAAGGGCGCA 277

Ai08B22955 Araip.B08 22955 p2 (TA)6 12 108839057 108839068 TGCGCCCTTTGTTTTAGACT CACCCTTGTAGCCACCATCT 212

Ai08B22956 Araip.B08 22956 p3 (TAA)5 15 108841982 108841996 TTCTCTGCTCTTTCATGGCA GGTCATCGTTTACATAAAAATTGC 261

Ai08B22960 Araip.B08 22960 c (A)12(CA)11 34 108858254 108858287 GCGTGTAACACCCTACCACA TCAGATGCAGGACGTGAGTC 239

Ai08B22963 Araip.B08 22963 c (T)10cttgcctc(T)1028 108874407 108874434 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 183

Ai08B22965 Araip.B08 22965 p3 (TTC)6 18 108880607 108880624 TCTTTTTCAAAACTTCCTGACCA TCTTCATTCCTATTTGGGTTCA 245

Ai08B22967 Araip.B08 22967 p2 (TA)8 16 108888522 108888537 ACTTTATTTCTGCATTCTGCACT TGGTGTGTGGATTGTTGTGA 213

Ai08B22968 Araip.B08 22968 p2 (AG)6 12 108890757 108890768 GGAATCAACGGCAACAATTC TGAACCTGAATTGAAGAAGCAA 153

Ai08B22970 Araip.B08 22970 p3 (ATA)5 15 108909657 108909671 TGGGTTCTGAGTGTGCAAAG ACTGGTGGTTGTGGTGATGA 117

Ai08B22973 Araip.B08 22973 p2 (TA)7 14 108913830 108913843 GCGCACATCGAGAAGTCATA TGATTAGCAAGCCACGTTTG 225

Ai08B22976 Araip.B08 22976 c (A)11gtgttggtttctgtttttctctctattattagaaaatcaaaaatatatgtacaaactaaaaataatacc(A)1292 108927955 108928046 AATGGAGCTATTGGGTGGTG CATCGCAGTTGATTTTTAGTTTG 261

Ai08B22977 Araip.B08 22977 p2 (TA)12 24 108928689 108928712 GGTGCTCATCAACTGCTCAA AGGGGAGTGTTAGGGGAACA 263

Ai08B22980 Araip.B08 22980 p2 (TG)26 52 108949731 108949782 TGTCACAAGCAAAGTTGGGA AGGTCCACCGGAGAATATCA 237

Ai08B22990 Araip.B08 22990 p2 (TC)7 14 108998520 108998533 TACCCAGTGTCCTAGCCACC ACGGCAACATGGAAAGAAAG 245

Ai08B22991 Araip.B08 22991 p2 (AT)10 20 109006976 109006995 GTTTCGATGGACCTGTTCCT AACGTGCTTTATGTAGCCTATCG 280

Ai08B22992 Araip.B08 22992 p2 (AT)7 14 109010162 109010175 CCATGTCCAGCATAGGCTTT TGTGAACGCTTTGCACTTTT 234

Ai08B22994 Araip.B08 22994 p2 (TA)12 24 109031804 109031827 TTTCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 278

Ai08B22995 Araip.B08 22995 c (TTAT)6gctggaaatatatatttttatttttttatac(T)10catttcatttttttctttttttcttttttt(TA)6107 109038930 109039036 CCTAGCTACCCGAAATTCCC CCATGTGCATTGATATGTTATGG 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B22998 Araip.B08 22998 p2 (AC)6 12 109058233 109058244 CGGGCTAAAAACGCTAACAG TCACAAGGAACGTGTAGCCA 237

Ai08B23001 Araip.B08 23001 p2 (TA)6 12 109062859 109062870 TTTTGCGCTTTGAAAATCCT TGCCGTGATATTTTTGGTGA 248

Ai08B23003 Araip.B08 23003 p2 (AT)8 16 109069997 109070012 GCCTATGGCCCAATTCATC TGAATTGTGTGTTTGGTTGGA 188

Ai08B23010 Araip.B08 23010 p2 (TC)7 14 109122639 109122652 CTCTCTTCCCAAATAGGCCA TCATTCTTGGCCACTTGAAC 267

Ai08B23014 Araip.B08 23014 p2 (TA)8 16 109136245 109136260 TGATGCAAAGCAAACCTCAA TCCCTGGAGTCTTTTATGCC 179

Ai08B23016 Araip.B08 23016 p2 (AG)6 12 109138692 109138703 ATGTAGTGAGGGGTGGTTGG CCCATGAAAGATGAGTTCCA 229

Ai08B23026 Araip.B08 23026 c (A)12tttctcttgttttcg(A)1340 109180354 109180393 TTTGGACAACTGACGGTTCA CAGGCTTCAACATGCTTCAT 200

Ai08B23027 Araip.B08 23027 p3 (TCT)6 18 109181228 109181245 TCAACATCTCTCTCCCACCC CCACCCTTAGTTGCTTCCAA 261

Ai08B23029 Araip.B08 23029 p2 (TC)9 18 109184577 109184594 CAATCATATCTTTTTCAAAACCACC ACACAGAGGAGAAGAGGGGG 239

Ai08B23030 Araip.B08 23030 p3 (ATT)9 27 109191037 109191063 TGGGGTAATTTTGTCCCCTT TCCCAAATCGAATCTTTGGT 246

Ai08B23034 Araip.B08 23034 c (T)17gaaaaca(T)1034 109221261 109221294 CAGCCAGGCTTCATATGCTT TCGAGTTTGGACAACTGACG 209

Ai08B23036 Araip.B08 23036 c (AC)23(AT)6 58 109225295 109225352 CTCGTCCTTGAGCAAAAAGG GGGTGAACCAACTTCCAAGA 187

Ai08B23037 Araip.B08 23037 p3 (AAC)5 15 109237376 109237390 GGGTGGCAAGATAACTCCAA AGTGATTTGAGGGGCTTGTG 224

Ai08B23040 Araip.B08 23040 p5 (TTATC)5 25 109271113 109271137 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai08B23041 Araip.B08 23041 p2 (TG)7 14 109293541 109293554 GAGCCTGAGGAATGGACTGA GACGCCATTTGGTTCCTCTA 200

Ai08B23045 Araip.B08 23045 p2 (TC)7 14 109311776 109311789 CGACAACCACTGCATCATCT GGAGAAGGGGGAAAGAGCTA 241

Ai08B23051 Araip.B08 23051 p2 (CT)6 12 109321313 109321324 TCATTCCCACACATCATCAGA CATGATTTGAGCCACAAAGG 170

Ai08B23056 Araip.B08 23056 p2 (AT)7 14 109352147 109352160 ACAAATCCAATGTGTGGCCT AAAGCATGGATGATTTAAATTGACT 261

Ai08B23058 Araip.B08 23058 p2 (TA)7 14 109354388 109354401 CACAAAAATTTGTACACAATGAACAC ATCGATCACTAATCGGTCGC 269

Ai08B23059 Araip.B08 23059 c (GA)7a(AG)21 57 109361909 109361965 AAATGCATGAACAAATCACAGTTT GTCTTCTCCGGTCTCAGCAC 261

Ai08B23060 Araip.B08 23060 p2 (AT)7 14 109365768 109365781 ATCTCGCATGAGAGGGGAGT GAGGATGGTCTGATCAATCAATAA 189

Ai08B23061 Araip.B08 23061 p2 (CT)6 12 109368026 109368037 CCTGGAATTGGAGAAAACGA TTTTGACCCAGTTTTCGACC 221

Ai08B23062 Araip.B08 23062 p2 (CT)6 12 109370508 109370519 ACGTTGAACACCAGGTAGGG AGTATGGTGCGGGTTTCAAG 131

Ai08B23063 Araip.B08 23063 p2 (CA)7 14 109370708 109370721 AACCTTAAACCACCCAACCC AAGCGGGAGCTTTTTCTTTC 255

Ai08B23065 Araip.B08 23065 p3 (TCT)5 15 109379011 109379025 TAATTGGTGCAAGGATGCAA TTAGAATGTTGCTCGCCCTC 179

Ai08B23067 Araip.B08 23067 p3 (GTT)5 15 109384719 109384733 TGAAAGGATTGCTGTTGCTG ACATACAACCTGGGACGGAG 140

Ai08B23068 Araip.B08 23068 p4 (TATT)10 40 109391202 109391241 GCCTAGCTACCCAAAATTTCC GAATTTGGGCGCATACTCAT 270

Ai08B23069 Araip.B08 23069 c (GAA)5agt(A)11 29 109392629 109392657 CATGCACAAAATTAAAATGCAA CACATCCCGTTTTTCATTCC 180

Ai08B23070 Araip.B08 23070 p2 (TC)6 12 109399257 109399268 TGTGGACCCTACAAGATCCC CTTCGGATCTCATGTCGGAT 231

Ai08B23074 Araip.B08 23074 p2 (CT)6 12 109410143 109410154 GATGCTCAAGTGCTCGTCAA CTGCAGCAAGTTGGCATAAG 247

Ai08B23080 Araip.B08 23080 p3 (TGA)5 15 109430666 109430680 TGGAAACTGTTCTTTCAAGGG TTTTTGCAGGGAAAGAATGG 265

Ai08B23082 Araip.B08 23082 p2 (TC)6 12 109439955 109439966 GTAGTCGCAGATCCAACGGT CCGTCTGTGAGGTAGGGTTC 162

Ai08B23083 Araip.B08 23083 p2 (TG)8 16 109442200 109442215 ACTTCCCGAATTCTCCCAAT ACATGTCTGGTAGCGAACCC 130

Ai08B23084 Araip.B08 23084 p2 (AC)6 12 109452226 109452237 CCCTTGGCCCAACATAACTA CTCAAAATCAAGGGCTGGAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B23085 Araip.B08 23085 p2 (AC)6 12 109456491 109456502 CCCTTGGCCCAACATAACTA CTCAAAATCAAGGGCTGGAA 280

Ai08B23086 Araip.B08 23086 p2 (TC)6 12 109462611 109462622 GGCTCCATTAGAAACCACCA CTGTTCGTCACACCGTCACT 245

Ai08B23092 Araip.B08 23092 p2 (AC)6 12 109479500 109479511 CCATCCTCATCTCTGCAACA TCGGATGTGCTGTTAATGGA 236

Ai08B23093 Araip.B08 23093 p2 (AG)6 12 109480235 109480246 CACCAACACCATCCTCAGTG CTGATTCCACAGCCACTCAA 197

Ai08B23098 Araip.B08 23098 c (TA)8ttgacgctgagagatgattctctcaag(AT)757 109503705 109503761 TTCTTCTTCCCCTTTCCCTC ATGCATGTCCACGCAAAATA 272

Ai08B23099 Araip.B08 23099 p2 (GA)6 12 109522817 109522828 TCGAACACAGAGAGGGAGAGA CGAAAATCACTAACCACTTTTTCA 249

Ai08B23102 Araip.B08 23102 p2 (AT)7 14 109526580 109526593 TTGGGACATTGGTTGAGAGA TGGGGTATTTTGTCCCCTTT 265

Ai08B23104 Araip.B08 23104 p4 (TTTA)6 24 109548188 109548211 CCATGATGGAGAAAGGGAGA AAAGCATCTTTTTCGAAATCC 242

Ai08B23105 Araip.B08 23105 p2 (CT)6 12 109556989 109557000 TTCGGTTGTCAAGCCTCTAA GGTGGTTCTTTGGATGATGG 268

Ai08B23115 Araip.B08 23115 p2 (TA)8 16 109594113 109594128 TTTCATGGTCTTTTTGCATCTG CAGGAAGAGGCTGGAACAAA 268

Ai08B23119 Araip.B08 23119 p3 (GTT)5 15 109623457 109623471 TGTAGTTGCTGCTGCTGTTG GATGGCAGCTTGTATGGGTT 258

Ai08B23120 Araip.B08 23120 p2 (TA)6 12 109625852 109625863 ACGGCGACGACAGAATAAAA GGGACCGATAGAAAAGTCCA 136

Ai08B23121 Araip.B08 23121 p2 (CA)8 16 109626377 109626392 CTGCCATGTAGGAAGGGGTA TTCCCGATTGAACCTGAAAC 220

Ai08B23122 Araip.B08 23122 p2 (AT)10 20 109634387 109634406 CAATCTCTCTGTGCACGCAT GCAAGATGTGACCGGGTACT 246

Ai08B23123 Araip.B08 23123 p3 (GAA)5 15 109645597 109645611 CGGTCTTAGGTGCCATCATT AGCCCTCCATTCTTCCTCAT 208

Ai08B23124 Araip.B08 23124 p2 (AG)6 12 109647673 109647684 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai08B23127 Araip.B08 23127 p2 (AG)6 12 109663014 109663025 GAAGGAGATGAGAGAGGAAGAGAA TTGATTTTCAAATTTGTTTCAACT 272

Ai08B23129 Araip.B08 23129 c (TC)6cctc(CT)7 30 109671853 109671882 CCATGGTGCCACTGATGATA GAGAAAGAAAGGGAAGGGGA 189

Ai08B23130 Araip.B08 23130 p2 (TC)7 14 109672015 109672028 CACTCCCTCTCTCTCTCCCA AAAAAGAGCGCAAGGAAAGA 134

Ai08B23131 Araip.B08 23131 p2 (TC)8 16 109672169 109672184 TTCTCTCTTTCCTTGCGCTC TCCCTCTTCTCTTTCTCTCCC 144

Ai08B23132 Araip.B08 23132 c (GA)9aagaggaagagagaggggaggtgaagagagggcggagaggagagaaacaaaagagaaagagggaaaagagaa(AG)7aaggggaagggagggg(GA)17aaaaaagg(GA)7176 109672395 109672570 GGGAAGGAGAGAGAGAAATAGG CCCTCCCCCTTCCTTCTT 253

Ai08B23133 Araip.B08 23133 c (AG)7aagaaagaggggaggggagagagaggagggagagaagagagagaggaagagagaggggaaggaagggagagggagaggggaaaaaggg(GA)16a(AG)6ggagaagggagagagagaaaaaagagagagagggag(GA)6195 109672677 109672871 AGGGAGGGAGAGGGAGAA TCCCCCTCCTCTTTGTCTC 275

Ai08B23134 Araip.B08 23134 c (GA)8ggaagaggagagagtgagagatgggaagggagatg(GA)1173 109673163 109673235 GAGAGAAGAAGGAAGGGGGA AAAACCAGTTTTTATGGTTCAGTTT 277

Ai08B23135 Araip.B08 23135 p3 (CAC)5 15 109683140 109683154 TTGCAGTTGATACCTTGCCA TTGCTAAACGCTGCTTCTCA 141

Ai08B23140 Araip.B08 23140 p2 (CT)12 24 109704817 109704840 TTTGTTGGAGGTGCACAAGA AACTTCAAATTCACGTGTGCC 258

Ai08B23141 Araip.B08 23141 p2 (CT)9 18 109705041 109705058 CTCTCTCTCTCATCGGCACA GAGTGGAAAACGGATTGGAG 276

Ai08B23142 Araip.B08 23142 p2 (CT)9 18 109705294 109705311 CAACAACAAACACAATCGACC GATGCTATTGTGGGGTTTGC 253

Ai08B23145 Araip.B08 23145 p3 (CAT)5 15 109709897 109709911 GGAACTCCACGGTGAAGAAA TGGGTATGCATGGTAGACGA 247

Ai08B23146 Araip.B08 23146 p3 (AAT)5 15 109710290 109710304 AAAGCGACTTGTCCCTTCCT CTCAAAGTCCCATTCTCCCA 266

Ai08B23147 Araip.B08 23147 p2 (CT)32 64 109711288 109711351 GGAAGTTGTTATTTAGTGGCAGG GCAAGCACTGGTTTATCATTTT 204

Ai08B23149 Araip.B08 23149 c* (A)13(AG)7* 26 109723961 109723986 TGAAGCAAGAAAAAGCAGCA TATTCCTTTTTGGCCCTCCT 179

Ai08B23151 Araip.B08 23151 p2 (TA)7 14 109731870 109731883 GGGAACATGGGTTAACAAGG GCATTGGAGTAATTTTGTCCC 197

Ai08B23152 Araip.B08 23152 p2 (TA)8 16 109734696 109734711 TGCTTTTGGCAGAGGATTTT TTGCACCTTCACTTGCACTC 203

Ai08B23153 Araip.B08 23153 p2 (CT)10 20 109748595 109748614 TCCTCGCATTTTCCAATTTC ATCGATCCTACTGCCACCAC 158
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Ai08B23154 Araip.B08 23154 p2 (AG)8 16 109760680 109760695 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 181

Ai08B23155 Araip.B08 23155 p2 (TA)8 16 109773401 109773416 AGCCTGCAAAGTTAAGGCTG CTTGCTAGGCGTCTGGAGTC 218

Ai08B23156 Araip.B08 23156 p2 (CA)6 12 109773867 109773878 CTAAACCCCCTAACTTCCCG CATCAGCCATAGGACAAGCA 215

Ai08B23157 Araip.B08 23157 p2 (AT)8 16 109774133 109774148 GGCATTCCCAATTAATGCAC AAGGTTAACCCCCATTGAGC 213

Ai08B23164 Araip.B08 23164 p3 (AAG)5 15 109796381 109796395 CGGTTAGACCAGACCGGTAA ACGGCAATAGTGGGTCACTC 209

Ai08B23172 Araip.B08 23172 c (T)11cgcacatttaaatttgatctacggttgaaatggacatttaaccattaaaaaaagg(T)1480 109815453 109815532 TGGAAAGATGGTGGTCCCTA GGAAATTGATAAAGTGGGGGA 237

Ai08B23180 Araip.B08 23180 p2 (AT)10 20 109831863 109831882 ATGGGTTGAGCATTTGTTGG CGGCACCACAACATACCATA 239

Ai08B23181 Araip.B08 23181 c (AG)6tgggaggcgagagggtgagt(AG)644 109839221 109839264 AATGACAGCAGCAGCAACAG GTGAACCACCTTCTCCCTCA 268

Ai08B23182 Araip.B08 23182 p2 (AT)7 14 109849439 109849452 ATATATTGGGGGTGGACGAA ATTGAATAAAGGAACCCCCG 187

Ai08B23183 Araip.B08 23183 p2 (AT)10 20 109849734 109849753 GTTCGGGGGTTCCTTTATTC CTCTTCAACCTCCATCAGGC 279

Ai08B23184 Araip.B08 23184 p2 (AT)9 18 109850033 109850050 AAAGTGAGGGTCATTCGTGG CCGGACCTCTTCATACTCCA 179

Ai08B23185 Araip.B08 23185 p3 (CAA)6 18 109851902 109851919 TGGCCAATACAAAATATGCTACC GCCTCTAAGAGCATGGGAAA 246

Ai08B23187 Araip.B08 23187 c (TC)17tttcaagcacagtgagcaacacatgagaccac(T)1076 109857253 109857328 TGCATACATTCAGAGCCACAG TTTAAAGCCTTCGCATGAGT 271

Ai08B23191 Araip.B08 23191 p2 (TA)19 38 109889070 109889107 GGCCCTCAGAAATTCAATCA CCAAATCACAAATCAGTGGC 238

Ai08B23192 Araip.B08 23192 p2 (TA)11 22 109900820 109900841 TTCAACACTCCATATTTGGGC AAACTCTAGCCGGCCTTAGC 153

Ai08B23195 Araip.B08 23195 p2 (AT)6 12 109905699 109905710 TGCGGTATAATGTTCATCCA CCAAAATTCAAGGCTCCAAA 162

Ai08B23196 Araip.B08 23196 p3 (CAT)5 15 109905984 109905998 ACCCCGTATTGGATTGACTG GAAGAATGGAGGAGTGGTTGA 278

Ai08B23200 Araip.B08 23200 p3 (GAA)5 15 109966482 109966496 GCTTTTGTCTTCCCTTTCCC GAATCCACCTCTCCCTCCTC 187

Ai08B23202 Araip.B08 23202 p5 (AAGAT)5 25 110020665 110020689 CACGACCCATAATCCAAAGG GGTACCTGCAAGAGACTCCG 244

Ai08B23203 Araip.B08 23203 p5 (AAGAT)5 25 110030520 110030544 ACACGACCCAGAATCCAAAG CTGGGTGCTCCAGCATATTT 163

Ai08B23207 Araip.B08 23207 c (T)13gtttaaaactgg(T)1035 110069342 110069376 AAGAGGCGAAGGAGAAAAGG ACCAAATCCAAACCAAACCA 242

Ai08B23209 Araip.B08 23209 p2 (AT)9 18 110076584 110076601 AATCGCCAACCTCACAAAAG GACGGCAAAAATGACGAAGT 234

Ai08B23210 Araip.B08 23210 c (TTA)5(GTA)15 60 110081500 110081559 TGGTGAAATTGTTAGAACGTCAA TCTTTCATCGTGACTCGTGC 225

Ai08B23213 Araip.B08 23213 p3 (TTC)5 15 110097927 110097941 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 229

Ai08B23220 Araip.B08 23220 p3 (TTA)6 18 110112656 110112673 GCAGATTCAATTAAATGTCGCTT AATCTTGTAGCGACCCCCTT 171

Ai08B23221 Araip.B08 23221 p2 (AC)9 18 110113586 110113603 GAAACTTGCATTGAAACCCC GGGATTCAAAAGTTGCTTGG 208

Ai08B23224 Araip.B08 23224 p3 (ATT)10 30 110114855 110114884 CGTCAGCTTCTTGCTCACTG CTTTATTTTAACCAAAGCGGG 144

Ai08B23225 Araip.B08 23225 p3 (ATT)10 30 110118743 110118772 CAACCTGCATTTTCCTCCTT GCAAAGCTAAGTTCGCTAAAAA 271

Ai08B23226 Araip.B08 23226 p2 (TG)6 12 110121088 110121099 TCGTTCCTGTAGAGCCTGAGA AAAGTCCCAAATGCATGCTC 132

Ai08B23228 Araip.B08 23228 p5 (TTTTA)7 35 110134138 110134172 GCCTTGGATCCTTTTTACCC GAAAAACACAAAGCTTGCGA 132

Ai08B23230 Araip.B08 23230 c (ATTT)6ttttaataataaaagaaaaaaaattaaagagaacgaaacagggggattgctaacgcgaaacaaaggaa(T)10102 110136636 110136737 GGGGAATCCAGTAATTTTGGT TTGTTTGATTGTTTAGATTAGGCG 264

Ai08B23236 Araip.B08 23236 c (T)10aggttttggatattctttttacaacagcg(TTC)554 110159195 110159248 TGTCTCATTTTGTTAGGTTTTGG AAAGAAGACACATGAAAACATCCA 254

Ai08B23238 Araip.B08 23238 c (CT)6caagtttcgaaaatatctccccctttttcaaaaatttcttttttattaactaattaatcttatttttatttttaatttc(A)10101 110166236 110166336 CTTCTTATCTTTTCAAAATTTGTTTCA AGATGGGAGAGAAGGAGGGA 280

Ai08B23242 Araip.B08 23242 p4 (AAAG)7 28 110194057 110194084 TGGATTCCGAAAACAAAAAGA GGCCTAAGTTACCGGGTGAT 212
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Ai08B23243 Araip.B08 23243 c (A)13cttatctctcgtgcgcagaagagataccttttggtctactaatgcgttaatattttaaactaaacaaaaaagttacttagatttatttattctcctttga(T)10123 110197645 110197767 TTTTGCATTTGCCTTCACCT GTCGCGGATCAAACTCAAAT 268

Ai08B23244 Araip.B08 23244 p3 (CAA)5 15 110225939 110225953 GAGTCTTTATCGCCGTCTGC CCTTCACTGAAAACTGGAAGA 192

Ai08B23246 Araip.B08 23246 p2 (AT)8 16 110238531 110238546 CCAAAAAGATATTTAGGAGACAGTTG AAATACAAGGTTTCGCCATCT 279

Ai08B23247 Araip.B08 23247 c (A)10tccacaaactacacctcaaaggagtgttatttggatttgcaccacatacatttgtggcttcttatc(T)1490 110239630 110239719 TGCTGAAAGATGACGTGTGG TGAAATTGTTGCTGAATTGGTT 268

Ai08B23251 Araip.B08 23251 p2 (AT)7 14 110244186 110244199 TGAATTCGCAAGATTCAACG CCACTGACTTCGGATCGTTAG 278

Ai08B23252 Araip.B08 23252 p2 (AG)7 14 110247846 110247859 CATGGTACTTTCTTTACTCCCCC GGTTGGTGAATGCAGTAAAGC 277

Ai08B23253 Araip.B08 23253 p3 (AAT)6 18 110253241 110253258 TGCTTCTTGTAGTGCCCTGTT GAGATCGGGAAAGAAATTGAGTT 257

Ai08B23255 Araip.B08 23255 p2 (AG)6 12 110268703 110268714 GAAGCATTCTGCCAATGTGA CCTTTTGTCACTCTTTGGGTTT 205

Ai08B23258 Araip.B08 23258 p2 (TA)6 12 110276199 110276210 TCAATGTTAAAGGGGGTCACA GAAGAAAACAAAGACGGGCA 149

Ai08B23262 Araip.B08 23262 p3 (TTG)6 18 110297107 110297124 TTCTTCGCGTGTTTTCTCCT TCATTTCGGTTCATTCTGGA 276

Ai08B23265 Araip.B08 23265 p2 (CT)6 12 110310644 110310655 AAGGAAAAGGGGAAGAACGA AGAAAACTGAAAGGCCACGA 226

Ai08B23266 Araip.B08 23266 p2 (CT)7 14 110313513 110313526 AAGGAAAAGGGGAAGAACGA AGAAAACTGAAAGGCCACGA 226

Ai08B23269 Araip.B08 23269 c (GA)8ctactatgctaattcataggctaaatgcgaaaaaaggtcatcaaaatactttaaattcaatacaagataaaccctaaaaatgggt(GA)6aagcgaagaggtgttggttagtggt(GA)8154 110322828 110322981 AAGCAGAGTTGGAGCAGGAA ATAACCACCAGTCGCAATCC 275

Ai08B23271 Araip.B08 23271 p2 (AC)12 24 110328837 110328860 TAGTACGACCTTTCCCACGG CTGTAGAACCTGAGGGACGG 254

Ai08B23274 Araip.B08 23274 c* (A)10(AT)7*aaagaaaaaaaataataatgatgaaaagaaaaataaaatgaaagaaaaaagag(A)1086 110350394 110350479 AGGGCATTAACCCAATTGAT TTCACTTTGGGGCATTTTGT 255

Ai08B23276 Araip.B08 23276 p2 (AC)14 28 110362640 110362667 TTTGCCCAACACACTCTCTG TGTTGCGTAAAGGCAGTCAG 241

Ai08B23277 Araip.B08 23277 p2 (TA)7 14 110403348 110403361 CATGCAAGCCACATTCATTT CACATATCGCGTCTACCTGTCT 224

Ai08B23281 Araip.B08 23281 c (TA)6(TG)14 40 110410488 110410527 GGCGCAGAAGTTACGAAGAG CGTAATACCGCTCCCAAAAA 277

Ai08B23282 Araip.B08 23282 c (TA)10(TG)21 62 110417463 110417524 TGATTTATTGAACCCTCGCC ACCGCTCCCAAAAATACCTT 222

Ai08B23285 Araip.B08 23285 p4 (TTTA)5 20 110427922 110427941 GAAATTAAGTTTGGTGTCGCC GCGCATACACAAGCAGAAAA 199

Ai08B23288 Araip.B08 23288 p2 (TA)6 12 110440407 110440418 TGTTTAATCAATTGGTATTTTGGTTG AATTCACCACAGAACTCACCG 280

Ai08B23289 Araip.B08 23289 p3 (ATT)5 15 110440730 110440744 TTATCGCTGGGACTTTTTGG TTATCATCTCGCAAGGGAGG 219

Ai08B23291 Araip.B08 23291 p3 (TTC)7 21 110448150 110448170 CCCCACGTGAATCACTATCA TTGCTCATGGTGTGGAGAAA 224

Ai08B23295 Araip.B08 23295 p2 (AT)9 18 110452830 110452847 TTTTTGCTCTCTATCTGTTAGGC TCCATGGATCAGAACGTGAG 263

Ai08B23296 Araip.B08 23296 c (A)12gaaaaaaggacaagaaaagaaatattatttttggaagtttaactatttcttttagtacatctaacttttatcattatgaaatc(T)11106 110460564 110460669 AAGGATAAGAAGAAGAAAGGAAAAA TGAGCAAGAAAAATGGCAAA 280

Ai08B23297 Araip.B08 23297 p3 (AGG)11 33 110461492 110461524 CTTATCCACACTCCACAGCAA TGGCAACCAAGTTCAAATCA 129

Ai08B23299 Araip.B08 23299 p2 (AG)8 16 110469562 110469577 ATCAAACACTTACCAGGGCG TTTCTGTCGGTGTCAACTGG 201

Ai08B23300 Araip.B08 23300 p2 (TC)10 20 110469706 110469725 CCAGTTGACACCGACAGAAA TGGTTTCAACACACAGCCTC 267

Ai08B23301 Araip.B08 23301 p3 (TCT)5 15 110470829 110470843 TCGGATCGTCCGATTTTTAT CATCAATTTTTCTCACTCACATGAA 278

Ai08B23302 Araip.B08 23302 p3 (TTC)5 15 110476295 110476309 CGGCGTTTCCAAGTACTCTC AAAAACCAAGACAAGAATCGGA 224

Ai08B23305 Araip.B08 23305 p2 (AG)7 14 110478424 110478437 TGGAAGTCCCAACCGTAAAG TTCCTCTTCTCCACGACGTT 217

Ai08B23306 Araip.B08 23306 p3 (AAT)5 15 110480392 110480406 TTTCCACAATTAACTACACAAAACA TTCAATGCTCACTTTAGGAAACA 252

Ai08B23308 Araip.B08 23308 c (T)12gaaaggtttattcaacatctacaaccataactataagcactaaagtttaaaa(T)1175 110490848 110490922 CACATGCAATTTGGGTGGTA GCTTGGTGGTAAACTGGGAG 244

Ai08B23309 Araip.B08 23309 p2 (TG)23 46 110498949 110498994 GTTGATCGGGGTTGATGAAT TTCAGATTTTGCCACCCTTC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B23310 Araip.B08 23310 p2 (TA)8 16 110500280 110500295 GATTTTCAGAGGCAAGACGC TAGACTTGACCTGCGAAGCA 262

Ai08B23311 Araip.B08 23311 p2 (CT)7 14 110502327 110502340 GAAGACAAGAGGCTGGGGAT GGAAATTGGAATCAACAAGGA 276

Ai08B23313 Araip.B08 23313 p2 (TG)19 38 110505921 110505958 TTGTTGATGGGGATTGATGA TTCCAACCAAACCACCTTTC 193

Ai08B23314 Araip.B08 23314 p2 (TA)9 18 110507334 110507351 TTTCAGATGCAGGACACGAG TTGCGAAGTAAAGGTTGGCT 235

Ai08B23315 Araip.B08 23315 p3 (TGA)5 15 110511719 110511733 GTGCGAGGGTGAATTGTTCT AACCCCCTCTATCAACACCC 260

Ai08B23317 Araip.B08 23317 c (A)10g(A)10 21 110513808 110513828 GACGACGTTTCTTCTTTGCC CTTCATGGCCAAAGTCATCA 184

Ai08B23318 Araip.B08 23318 c* (CTT)5(TC)10* 34 110517499 110517532 TCCCACTAACAACCTCCCTG CCAAACGCTTTGTTGGAAAT 182

Ai08B23319 Araip.B08 23319 p3 (TTG)7 21 110522275 110522295 TCGAATCATGCATAGAAAATTGA ATGACATTGTTTTCGCATCG 248

Ai08B23322 Araip.B08 23322 p3 (TCC)5 15 110550503 110550517 ACAACTTGGGGACCTCCTCT GTACACACCCCCACTATCCG 276

Ai08B23323 Araip.B08 23323 p2 (CT)6 12 110556368 110556379 GATGGGTCTAGGGGGAGGTA AACATGGAGGAAAATGCCAG 216

Ai08B23328 Araip.B08 23328 c (T)10caactaattttttttatgttattgactaccactgagcttatacaatctaacataccctgtgacaa(T)1691 110576638 110576728 ATTGACCAATGATGCCAGGT TGTGTAAACTTGCCAACCCA 215

Ai08B23332 Araip.B08 23332 p2 (AG)10 20 110582646 110582665 AGCGGAGTGTTGAGGAAGAA ATAGATGCCCTCCGTGTGAC 182

Ai08B23335 Araip.B08 23335 p2 (AC)6 12 110589969 110589980 ACTCCCTCCTCACCGTTTTT TTTTGTCAGTGATATAAATTTTTGGG 257

Ai08B23338 Araip.B08 23338 p2 (TA)6 12 110613370 110613381 TGTCAATGAAATGGGATGAAA ACTGTTCTCGTAACCGGTGC 138

Ai08B23339 Araip.B08 23339 p2 (TA)6 12 110613667 110613678 CGTTGACGACCTTTCGATCT CGGTTTTGCACAAATTAACG 205

Ai08B23342 Araip.B08 23342 c (T)12attttttcccttttgctttcaaattgga(T)10ctttgaagtcatgtattgtaaatttgattatttactatcttcatctaaaaaaaaaggcaaaacaacccaagtctttttttctttg(T)10145 110618740 110618884 AGTGTCATGGGGTGTTTTCC TGTGTACCAGGCCAACAAAA 224

Ai08B23343 Araip.B08 23343 c (AT)6aacccatagccaagtctcacacatctactagttagtcaacacttaggcaccactaggtatcattaattgtgccaccagaaaactggcc(AT)6112 110619136 110619247 TGGTCAACACTTAGGCACCA TTCAATTGAGTTGTGCAATGG 262

Ai08B23345 Araip.B08 23345 p2 (AT)6 12 110620872 110620883 TGGACACACCAAATTTTCCA TCTTTCCGTTTTCTAAACAACAT 230

Ai08B23348 Araip.B08 23348 p3 (TCT)20 60 110622922 110622981 TTTGGTCCCCAACGTAAGAG AAAAAGAAGAAGAAGCGGCG 266

Ai08B23349 Araip.B08 23349 p3 (TGA)5 15 110623162 110623176 CGCCGCTTCTTCTTCTTTTT TCTCCATCACACCAACCAAA 253

Ai08B23350 Araip.B08 23350 c (GGT)5tctggttc(TGG)847 110623298 110623344 TTTGGTTGGTGTGATGGAGA TTCGTTCTAAAATGGTGCCC 183

Ai08B23357 Araip.B08 23357 p3 (TTA)7 21 110643921 110643941 TTTGTAAGCATGCATTTGGAAC TTAATTATGGGGCTGATGGC 278

Ai08B23359 Araip.B08 23359 p4 (AAAT)5 20 110644732 110644751 GCGTCTCCAAAAAGCATCTC ATCCGATCCATGAACACTCC 279

Ai08B23361 Araip.B08 23361 p3 (TAT)6 18 110652835 110652852 TGAGACATGTTGAATTTAATGTTTTG GAGAGGGTAGAGTAGCATTCACCT 251

Ai08B23363 Araip.B08 23363 p2 (GA)6 12 110655500 110655511 ATGCAAACGGTGAGGAAGAG GACGCCAACACGTAAAGGAT 153

Ai08B23364 Araip.B08 23364 p3 (AAG)5 15 110656547 110656561 GGCGAGGGAATAATGTGAGA AGCTTGTTTTCAAGGCCAAA 244

Ai08B23367 Araip.B08 23367 p3 (GGT)5 15 110672684 110672698 GTCGGAACCAGTGAAGCAGT TTTGCTCACATTCACCGAAA 224

Ai08B23368 Araip.B08 23368 p3 (ACA)5 15 110673619 110673633 GCCACCAGCTATTGCCTATC GTGGTGGCAACCTTGTTCTT 238

Ai08B23369 Araip.B08 23369 p2 (AT)9 18 110684439 110684456 AAAAGCCCAAGCGTCACTTA AGAATTCCCCAATTCTTGCC 252

Ai08B23370 Araip.B08 23370 p4 (TTAT)6 24 110702751 110702774 TCTGGTGTTGGGGAGGTTAG AAGATGTAAGGCTCCGGGAT 239

Ai08B23373 Araip.B08 23373 c (A)17tatgatacatatattaaag(A)1046 110723597 110723642 TTGATGAATTACGCTTCTCCTC CGACTATTCTTTTTGGATATGTTATTT 161

Ai08B23375 Araip.B08 23375 p2 (GA)6 12 110729100 110729111 CGGCAAGATTCGAAGAGAGA TCAGTGACAGTTTTCGGCTG 158

Ai08B23379 Araip.B08 23379 c (AT)6aatttaataagtgagatctattaatcttcatccaatgaagaccat(TA)1893 110739545 110739637 CGCAGGTCAAAGGAAATTCT AAGGACATTAATAATCCGGAAAGA 248

Ai08B23386 Araip.B08 23386 p3 (TGT)5 15 110754514 110754528 GGATCCTCGTGTGGGTTATG CAGAAAAACGGACAGAATCTCC 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B23388 Araip.B08 23388 p2 (CT)6 12 110761231 110761242 TGGAAATCTGAATTGGAGAAGA TTTTTGACCCAATTTCAGGC 194

Ai08B23389 Araip.B08 23389 c (A)15tccttttttgataa(T)1039 110761971 110762009 CTTTGATGCCAATTGAAGGC AAACAAAAAGCAATCAACAAGG 122

Ai08B23390 Araip.B08 23390 p3 (TTC)5 15 110762651 110762665 TCTGGTTGTTTCTGCACTCA TCGTAAGAAGTCGTCCCCTG 193

Ai08B23395 Araip.B08 23395 p2 (TA)6 12 110807362 110807373 TAGACTCGACTTGCGAAGCA CAAGTGCAAGCGAAGTTTTG 217

Ai08B23396 Araip.B08 23396 p3 (ACA)5 15 110814954 110814968 TCGGTTTTCTTTGCGGAATA TGACGTCGTTTGATCCATGT 146

Ai08B23399 Araip.B08 23399 c (ATT)22ttta(AT)35140 110817640 110817779 ATCCTACCCGGTTTACGTCC TCATGAAACTGAGGTGGTAAGG 267

Ai08B23402 Araip.B08 23402 p3 (CAT)5 15 110823301 110823315 CCGCATCACCCATTAACAAT TGGACATGCATGCTCAACTT 235

Ai08B23404 Araip.B08 23404 p3 (CAT)7 21 110837109 110837129 ACTGATTCGCATCACCCATT GCATCTCTTTTGCTGCATGA 217

Ai08B23405 Araip.B08 23405 p3 (GAT)6 18 110839272 110839289 GCATCTCTTTTGCTGCATGA CACTGATCTGCATCACCCAT 215

Ai08B23407 Araip.B08 23407 p2 (AT)8 16 110841169 110841184 ACCACAATGAGCTAAGGGCA AGCTTCGCAGGCTGAGTTAG 270

Ai08B23408 Araip.B08 23408 c (T)12caattactttctcttgtttagaatgaagaatattgtgcactattttcttataccttcactacgtattttatt(A)1397 110845559 110845655 TGCTATGCAAGCTTGTGTTTT GCTCCACTTTACTGTGTTGAGC 233

Ai08B23412 Araip.B08 23412 p3 (CAT)5 15 110875230 110875244 ATGCATTTTCCATTTCCTGG TACGTGGTGAGTGAATCCGA 257

Ai08B23413 Araip.B08 23413 p2 (TA)10 20 110886060 110886079 CGGTGGTGTAGAGCCTTTTC GGGCCATGCACATACCTATAC 273

Ai08B23415 Araip.B08 23415 p3 (ATT)5 15 110888390 110888404 TGTGCGTGCGTTTTATTTTG TTTTTCCTTCCATATCCTTGG 219

Ai08B23420 Araip.B08 23420 p3 (AAG)5 15 110903872 110903886 ATTTGGTGTTACGGGCATGT CCTGATGCAAGTCATGTTCC 275

Ai08B23422 Araip.B08 23422 p3 (TTC)5 15 110907176 110907190 AATGTCACCGCAATCGTACA GATCCGGTACCTCTTCCTCC 250

Ai08B23423 Araip.B08 23423 p3 (AAT)7 21 110908508 110908528 TCCCCAACGTTTCTCTCTGT CAAATGGTTTTAACCTTGGATG 247

Ai08B23427 Araip.B08 23427 p3 (AAG)6 18 110925288 110925305 CCAATACACGAGGCAGGTTT GAAAGTCAAGTGCCTCAGCC 215

Ai08B23428 Araip.B08 23428 p2 (TC)8 16 110929323 110929338 AAAGGACCATGGAGATGAAGAA CACCGTCGCTTTCACTGTTA 208

Ai08B23434 Araip.B08 23434 p2 (TC)8 16 110951465 110951480 TTTGATGCAAATCCAAAACTT AAAATTTGGTGCAAGGACTCA 250

Ai08B23437 Araip.B08 23437 p3 (TAA)5 15 110960358 110960372 CATCCCGAGATCGATCAAAT TCCATTACAATTGAGAACGCT 216

Ai08B23445 Araip.B08 23445 p3 (TTG)5 15 110970796 110970810 TCCATTGCCCATTACCATTT AGAACGTTCAGAAGGGCTGA 279

Ai08B23447 Araip.B08 23447 p2 (GA)21 42 110975384 110975425 ATACGCAAAGGAGGCAGAGA CTAACCCCAAAGCCACTTCA 247

Ai08B23449 Araip.B08 23449 p3 (ATC)5 15 110979349 110979363 TCAAGCATACCCATCTCTTGAA GGCAATTCGGTGAGTTTTGT 229

Ai08B23450 Araip.B08 23450 p2 (AT)7 14 110980268 110980281 GGTGGTGATGGTGGAAGATT ACATGGAGAGTTCCAACACG 252

Ai08B23453 Araip.B08 23453 p2 (AT)6 12 110994961 110994972 TCTTGTTTCATTGGTGCTTGA TACCTTGGCCGATTTCTACG 237

Ai08B23454 Araip.B08 23454 p2 (TA)8 16 110997237 110997252 GCGAAGTGGATATTTTGGGA CCTCTAACTCAGCCTGCGAA 201

Ai08B23455 Araip.B08 23455 c (GGA)6aaaggaaggaggagaagaagaaattcaaatggaaaaagaaggaggaggtggta(GTG)10atagtgacagcgacgacgaaaacgaaagggaaagatgagaaaa(AGG)6162 110997549 110997710 TCAAAGGTCGTAATGCCACA CCCTGCTGTTGTTGCTTTTT 273

Ai08B23456 Araip.B08 23456 p3 (CAC)5 15 110998093 110998107 TGCCCTGAACCCTAAAAATG TGGGGGAGTAAAACTTGACG 185

Ai08B23458 Araip.B08 23458 p5 (AGAAA)7 35 111000255 111000289 AAGGAGGGTTTTGGTTCTTGA CTCTCCTGTGGCAGAGGTTC 279

Ai08B23459 Araip.B08 23459 p2 (AT)6 12 111000854 111000865 TGTGTGCTTGTGATTGGGTT GTTTCGCACTAAACCTTCGC 190

Ai08B23460 Araip.B08 23460 p2 (TC)7 14 111002034 111002047 AAACACCTCCCCTCGTTTCT GTGGTGGCATAGCAACCTTT 112

Ai08B23461 Araip.B08 23461 p2 (TC)8 16 111008483 111008498 CATTGTCTCTCTCCAATTTTCG GCAGAGAGGGAGAGAGGGTT 272

Ai08B23465 Araip.B08 23465 c (T)11ctaattaatcccgttgaatgtataggttttatttgctgattttagattattgtcaactca(T)1081 111045005 111045085 TGCAAGAAATTGTGTTCCTGA TCGCTCAGATATTTTCCATGC 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B23466 Araip.B08 23466 p3 (AAT)6 18 111049922 111049939 TCTTTGGTATTGGCAGACTTCA AAACACAAATCAGACGATCCG 243

Ai08B23468 Araip.B08 23468 c (T)10gtggtaaaatcaaattctataatctctctcacacacac(AT)660 111059515 111059574 AGGATTAAGCACCAACGCAC GGTCTTTGTCGTTAACTGTGTCT 233

Ai08B23469 Araip.B08 23469 p2 (GA)7 14 111059821 111059834 AACAAAAATGACGCTTTCCG AACGCCTTATCTCTACGTTTTTG 136

Ai08B23473 Araip.B08 23473 c (AT)8acactattttttaattagaggggtttcgaatagatagagagat(GA)773 111072208 111072280 TGAATGGGTTAAAACATCGC CGTTCTACCCATCCCTGTGT 263

Ai08B23480 Araip.B08 23480 p3 (ATG)5 15 111092082 111092096 GTTGGTGAGACTGGACCGTT CATGGTGTCTCATTGTCGCT 179

Ai08B23483 Araip.B08 23483 p2 (AT)10 20 111095322 111095341 GGGTATGATACAAGGCAATACACA TCTCGTGCTGATAACGTGTTG 258

Ai08B23486 Araip.B08 23486 p2 (TG)8 16 111111910 111111925 ATCGGAGCTCCATAGCTCAA GACCGAAACGGGCTAAAAAT 209

Ai08B23487 Araip.B08 23487 p3 (TAT)5 15 111152156 111152170 ACCGAACAAAAGGAGGGGTA TCAACATGTAACCAGCAAAGAAA 198

Ai08B23488 Araip.B08 23488 p3 (TAT)5 15 111152343 111152357 TTTCTTTGCTGGTTACATGTTGA TCACCAATCAACATGCCTTT 255

Ai08B23493 Araip.B08 23493 p2 (TA)6 12 111166321 111166332 TCATGCGTATTAGGCTGCTG AAGGAGAAAAGCTGCGATCA 118

Ai08B23494 Araip.B08 23494 p3 (TCT)12 36 111169345 111169380 CCCTCCCTCTCTCCATTCAT ATGGCTCAGAGGTGGAAGAA 277

Ai08B23495 Araip.B08 23495 p3 (ATT)13 39 111173784 111173822 TAATCCCTGTGCCCTGTTTC TCGGAACCAGTATTTCCAGC 222

Ai08B23496 Araip.B08 23496 c (AT)6tcctaaaatattagag(T)1139 111175657 111175695 TGAAAAAGCGAAAATCAGTTCA ACTTTTCGTTGCTACGGCAT 239

Ai08B23499 Araip.B08 23499 p2 (TA)11 22 111182754 111182775 GGTAAGTTGAGGCAAGTGGC TCCTCAACCATACCAAGCCT 187

Ai08B23503 Araip.B08 23503 p2 (TA)7 14 111196927 111196940 TGCTTCTTACAAACATATATCCAAA AACTGCATGTGAGTCTTTACCTATT 280

Ai08B23508 Araip.B08 23508 p2 (TA)6 12 111236038 111236049 CTTTGGGGTATTTTGTCCCA GTGATGAACCAAATGGCCTC 259

Ai08B23510 Araip.B08 23510 p2 (AG)6 12 111250220 111250231 GCTATTGCAGGGTTCTCAGG CTTTTTGTTTGTTTCTTAACTTTTTCA 241

Ai08B23514 Araip.B08 23514 c (A)12gaaaatacg(A)1031 111277965 111277995 TCAATCTTTTCTTTTCTGTTTCACA AAAGAAAACGAAGATTATGAGAATGA 235

Ai08B23518 Araip.B08 23518 p3 (CAA)7 21 111280814 111280834 CTCAAACCTCCCAGAAGCTG AGGCGACATCGTATTTCAGG 166

Ai08B23519 Araip.B08 23519 p2 (AT)6 12 111290955 111290966 ACGGTTAAAAATTGTGGCCT TGGCACGCACTGAATAAAGA 278

Ai08B23522 Araip.B08 23522 p2 (AT)24 48 111301733 111301780 CGTAAGTCATTTTCATCCCTCA TTTGACTTTGAGCATATAACTTTGTTT 277

Ai08B23524 Araip.B08 23524 p3 (ATT)7 21 111302026 111302046 CACAAATTTTGCTTCAATTCCA GATGTTTGCACGTATTACGCTT 115

Ai08B23528 Araip.B08 23528 p3 (TTC)5 15 111308433 111308447 TTTCCTCACTTCTCCAATACGA GCTCGTTGATTGGAGCTTCT 210

Ai08B23530 Araip.B08 23530 p3 (TGA)5 15 111314932 111314946 AGCTTTCCGGTTCTTCCAAT TTTGTGCTACCATTGTTGCTTT 124

Ai08B23533 Araip.B08 23533 p2 (CG)6 12 111319379 111319390 TGGTGTTTGGAAGTGTTGGA GCGTACGTGTCACTCTCGAA 155

Ai08B23535 Araip.B08 23535 p2 (TA)7 14 111324820 111324833 TGTATCGTTGAAATGGATGGG CTTACCTCTTTCCGGCCTCT 208

Ai08B23537 Araip.B08 23537 p3 (TCT)5 15 111333140 111333154 CAAAATCTCTTTCCCACCCA CCTATGACTCGGAGGTGGAA 243

Ai08B23539 Araip.B08 23539 c (T)10c(T)10 21 111346326 111346346 GGAGAAAAACAGGGTGCAAA TGCACTGTTTTTGTTTTAAGCAT 267

Ai08B23540 Araip.B08 23540 p2 (AT)6 12 111349573 111349584 TCGAGTTTGGACAACTGACG TTGAAACCCCAGTCCAAAAG 274

Ai08B23542 Araip.B08 23542 p3 (GAG)5 15 111351904 111351918 GGACCGTCCTTGAACATCAG TCAAAACCAGGAGGAGCATC 130

Ai08B23543 Araip.B08 23543 p3 (GAG)6 18 111355667 111355684 GGACCGTCCTTGAACATCAG ATCTTGCCAACGGATAAACG 157

Ai08B23545 Araip.B08 23545 c (GGC)5gaggag(AGA)9a(GGT)667 111380516 111380582 AAGAGCAGCGGCGGTAAT GGATAGACACAGAGAAGGGGG 244

Ai08B23546 Araip.B08 23546 p2 (AT)8 16 111384483 111384498 AACCCACCGATTCCATCATA CGTGGTTGTGAAAACGTAGG 246

Ai08B23547 Araip.B08 23547 p2 (AG)8 16 111385226 111385241 CCCTTTTCCCTTTGTGTTCA AAAGAAATCGGCCCAAGATT 158
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Ai08B23550 Araip.B08 23550 p3 (ATT)5 15 111393305 111393319 AATGGCTACACTTTGTCGGG GAAACATCAAGTACTAATTAAATGCAA 253

Ai08B23553 Araip.B08 23553 p3 (TTG)6 18 111401111 111401128 CATATAGCCGACCCCACCTA AGCCATGACAATCAAAGGATG 268

Ai08B23558 Araip.B08 23558 p2 (TA)8 16 111414659 111414674 CTGGAGACTCTTTGGAAGCG CGACCTGTGAAGCTAAAGCC 210

Ai08B23559 Araip.B08 23559 p3 (AAT)7 21 111419842 111419862 GGGTCGTGTTTGCTAGTGGT GGAAGCATATGAAGGGGTGA 279

Ai08B23561 Araip.B08 23561 p2 (AC)6 12 111425747 111425758 CGGACCACGTGGAGTTTTT AAAAGATGCTTTTGGCGAAT 139

Ai08B23565 Araip.B08 23565 p2 (AT)11 22 111432517 111432538 TGGAGCGAATTCGTAGGTTC CCGTCATCACACTCGAAATG 200

Ai08B23567 Araip.B08 23567 p2 (AG)17 34 111433922 111433955 TTAGGTAGGGCCAATGAACG CTCCGGCTTGTGAGAAAAAT 184

Ai08B23570 Araip.B08 23570 p3 (GGA)5 15 111457266 111457280 ACAAATGGCCAAAATGATGC ATGATGGGCTTGATCTTCCA 130

Ai08B23571 Araip.B08 23571 c (ATA)21atgatgtgaatttcaatttcattcatcatg(CAT)5108 111465344 111465451 TACCATCACTCATCCGCATC TCACTCATACTTGCACCTCTCG 249

Ai08B23573 Araip.B08 23573 p3 (CAT)5 15 111476621 111476635 TTCGCATCACCCATTAACAA GGGTTTTAGCATCGCTTTTG 213

Ai08B23574 Araip.B08 23574 p3 (GAT)5 15 111478789 111478803 GCATCTCTTTTGCTGCATGA TTCGTATCACCCGTTAGCAA 206

Ai08B23576 Araip.B08 23576 p2 (TG)6 12 111482194 111482205 GAATCCCTTGCGGTATGTTG GATTTCACGTTCCCTGGATG 211

Ai08B23577 Araip.B08 23577 p2 (AT)10 20 111484835 111484854 AAATTTTCACCATTTAATCGCA AACAATCCAACTATCCAAAACAAA 252

Ai08B23578 Araip.B08 23578 p2 (AT)16 32 111485866 111485897 AACCATGATGAGCTAAGGGC ATTCCTGAGCGTTGCACTTT 213

Ai08B23579 Araip.B08 23579 p2 (AT)8 16 111515301 111515316 GTCGGGTCACCTGGAAGTTA GCTTCAGATCATTTGGGGAA 279

Ai08B23580 Araip.B08 23580 p2 (TA)12 24 111517031 111517054 GTGGTTTATCAACCTCCCCA TGATTTAGCCCTTGATTGTGC 222

Ai08B23581 Araip.B08 23581 p2 (AT)9 18 111518123 111518140 TGTAACCATGCAATTAGGCTAAAA TGATTTGGTTGAAAATGGGAA 264

Ai08B23582 Araip.B08 23582 c (A)11gc(A)10gaaataag(A)1041 111519742 111519782 ACGTTCCATGGGTCTTGTTT GGAACCCAAGGAAAATTTGA 234

Ai08B23589 Araip.B08 23589 p3 (TTA)5 15 111538673 111538687 TTGGATAAAAATCGTGTTGTCCT TTTTTACTTAGGGGTATTTTGGTCA 236

Ai08B23590 Araip.B08 23590 p3 (CTC)5 15 111539051 111539065 ACCTGTGATGGAGAGGATGG GGAACCTTAGGGAGGACCAG 196

Ai08B23593 Araip.B08 23593 p2 (AT)6 12 111544496 111544507 CGTGGTAGGAGGAAGCTCTG CAAACCGATGACAATTGCTG 233

Ai08B23598 Araip.B08 23598 p2 (AT)9 18 111559516 111559533 GCGGAGTGGTTACAGGGTTA GAAATAAAAGCGCAACGCTC 279

Ai08B23599 Araip.B08 23599 p2 (AT)9 18 111565911 111565928 TGTTTTTCAGATGCAGACCG CTCCTAACTCAGCCTGCGAA 244

Ai08B23605 Araip.B08 23605 p2 (CT)6 12 111577682 111577693 GGAACATTGAACCTGGAATTG TGACATGTGCCACGTACAGA 251

Ai08B23606 Araip.B08 23606 p2 (TA)14 28 111579675 111579702 TGCAAGTTACTGAAAGGGTTTG TTGTGATATGGAAAAACATGGA 269

Ai08B23608 Araip.B08 23608 p2 (GA)8 16 111589098 111589113 ATGCACAGAACCTAGGGCAC GCTCATTTCATGCCCTCATT 241

Ai08B23614 Araip.B08 23614 c (A)10tat(TA)8 29 111618535 111618563 ATCAAAGAAGGCCAAGCTGA TTTCCTTTTATGTGGACCCG 235

Ai08B23615 Araip.B08 23615 p2 (TA)8 16 111621117 111621132 TGGTACTAAGTTTGATAAATTGGAAGA TGATGAAAGCTCCACGAAAA 199

Ai08B23617 Araip.B08 23617 p3 (AAT)6 18 111624318 111624335 TTTGATGTGCATTGAATTTCG TGCCAAAAGTAATTCTGAAAAACA 242

Ai08B23618 Araip.B08 23618 p3 (TTA)5 15 111627105 111627119 TCGAGCTGGCTTATTGGTCT TTGGCCAGAACTTATACGGG 226

Ai08B23621 Araip.B08 23621 p2 (CT)6 12 111637008 111637019 AAACTTCGACATCTTTGGCG CAACGTCGTGAGGTTGTGAT 228

Ai08B23622 Araip.B08 23622 p2 (AT)8 16 111644557 111644572 CGGTTATATAGCCAACCCGA GCAAGATGTGACCCGGTACT 184

Ai08B23626 Araip.B08 23626 p2 (TA)10 20 111662709 111662728 AAGATGTGAAGCACCTCGCT CTCGACCTACGAAGCAAAGG 245

Ai08B23627 Araip.B08 23627 p3 (TCT)5 15 111664593 111664607 GAGCCACTCATTACTTCGCC AACAGCAGGGTTGCCATTAG 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B23629 Araip.B08 23629 p2 (AC)7 14 111673091 111673104 AGCATGTACCCAATTCCCAA AGCCTCAAAGCGAAAAACAA 162

Ai08B23630 Araip.B08 23630 p2 (AT)9 18 111673459 111673476 GGCTCAAGTCTCACTTGCTTG AATCTGAACACTTTTGCATTTCA 260

Ai08B23631 Araip.B08 23631 p2 (TA)7 14 111673582 111673595 TCAAATCAATTGAGGTGCCC TTAAGTGTGGGGAGGTCGTC 214

Ai08B23633 Araip.B08 23633 p2 (TA)7 14 111680078 111680091 TGGGTCACTGGGTTAGTGGT ATTTACGATGCAGACCGCTT 236

Ai08B23634 Araip.B08 23634 p2 (AG)6 12 111684561 111684572 CCCACTCTCACTACCCTCCA CGTGTTCAGCCTTCTGTCAA 220

Ai08B23637 Araip.B08 23637 p2 (AT)9 18 111692988 111693005 TCAGCTATTAAAGTTAGCCATCAA TCAAATTATGATGCTAGAGTTGGT 256

Ai08B23638 Araip.B08 23638 c (T)10a(T)10 21 111694435 111694455 GCCCCTTTTAGATTGCTTCC TGATTCAAGGTCATGCAACG 276

Ai08B23643 Araip.B08 23643 p2 (AC)6 12 111711774 111711785 GAGAGGTCTGCCATTGAAGC AAAATGCCATCAGCTTTGCT 165

Ai08B23649 Araip.B08 23649 p2 (AG)8 16 111752805 111752820 TAAGGGGTATTTGGGGAAGG GCCAAAAAGGGAAGAAAAGC 228

Ai08B23656 Araip.B08 23656 p2 (CT)6 12 111788817 111788828 TTTTTGTTTGTTTCTTAGCTTTTTCA TGAGGATGGCAGAGATGTGA 278

Ai08B23657 Araip.B08 23657 p3 (TAT)5 15 111789143 111789157 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 201

Ai08B23658 Araip.B08 23658 p2 (CG)6 12 111795515 111795526 CCTTCCACTCTGCACTCCTC CACAGGGGTGGCATAACTCT 198

Ai08B23659 Araip.B08 23659 p2 (GC)6 12 111795672 111795683 AGAGTTATGCCACCCCTGTG TGAAGGGGTAAGTGTGTCCC 178

Ai08B23661 Araip.B08 23661 p2 (GA)8 16 111808705 111808720 CAGCGGTAGCTCTTCCAAAG TCAAAATACGTGGCCCTCTC 238

Ai08B23662 Araip.B08 23662 p2 (TA)8 16 111809307 111809322 CCTTTCCCATAGCTACCCGT GGTGGCCTTCAGAGTGAGAG 252

Ai08B23664 Araip.B08 23664 p2 (TA)10 20 111815205 111815224 GGTTTAGGCGATGTGCAACT GTCATTACACTCGAAGCGCA 220

Ai08B23686 Araip.B08 23686 p2 (TA)9 18 111888192 111888209 GAATCCGAACTAACCCGTGA TCGGTTCGGATAATTGGGTA 257

Ai08B23689 Araip.B08 23689 p3 (CCT)6 18 111890171 111890188 CTCCGAATGTTCCACAGGTT GAATGGGAGATGGAGTTGGA 160

Ai08B23691 Araip.B08 23691 p3 (TAT)5 15 111895414 111895428 GGATAAAATTATCTTTTGAATTTTGAG TGTGCATGCGTGACTCATTA 267

Ai08B23692 Araip.B08 23692 p3 (AAG)6 18 111895859 111895876 CAGTTATTGGTGGCGGATCT AGGCGTGAAGAAGGAAACAA 234

Ai08B23693 Araip.B08 23693 p3 (TTA)5 15 111899026 111899040 CTAAAGGTGCCAGCAAGGAG GACTCTTTTCAGCCTTGGCA 259

Ai08B23696 Araip.B08 23696 c (A)10gaaaaaatatatatggtgaaaaag(A)1044 111911496 111911539 TGTTGGCTCTTGAAAGAATAAGG AGCTTTTCAATCTGCCCTCC 247

Ai08B23699 Araip.B08 23699 p2 (TA)6 12 111924898 111924909 GGCTCAGATCGAAATTCAGC TTAGGAGGCAGTTTGGTTGG 208

Ai08B23704 Araip.B08 23704 p2 (GA)6 12 111932344 111932355 CGAAGGGTGGTTGTTGAAGT TCTCCTTCTAACCGAAGCCA 248

Ai08B23711 Araip.B08 23711 p2 (TG)6 12 111942736 111942747 TGTCAACAGTGGAATGGGAA CACTCTGATGCTGCCTGTGT 177

Ai08B23712 Araip.B08 23712 p2 (TC)7 14 111945017 111945030 CTGTCCACACCCTTGAACCT GACCATTAGGGAGGGGACAT 260

Ai08B23714 Araip.B08 23714 p6 (AAAAAG)6 36 111958606 111958641 TTGTTGGCTTTTGAAAGAATGA TTAGGGCCCTCCTATCCATT 240

Ai08B23716 Araip.B08 23716 p2 (AT)10 20 111981877 111981896 TGCATGCATTCATTGTTTTG TTTGAAAAAGTCAAATCTAATTTTCG 160

Ai08B23717 Araip.B08 23717 p2 (CT)8 16 111982463 111982478 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 276

Ai08B23718 Araip.B08 23718 p2 (TC)6 12 111982630 111982641 TTTCGAAAATATCTCACTCTTTTTCA ACAGATGGAAGAGGGGGTTC 232

Ai08B23719 Araip.B08 23719 p3 (TTC)5 15 111985190 111985204 TCTTCTTGGCCGAATACACC GCTTTTGTCTTCCCTTTCCC 200

Ai08B23720 Araip.B08 23720 c (A)12(TA)8 28 111986867 111986894 TGAAGCAAGAAAAAGCAGCA ATGCCACAAGCACATGGTTA 279

Ai08B23721 Araip.B08 23721 p2 (GA)6 12 111995017 111995028 ACTCCTTGCTCCAATCCTTG AGAATGCACGGCTCAAATTC 227

Ai08B23722 Araip.B08 23722 p2 (GA)11 22 112000941 112000962 AAGTCTGCACGGAAGCAGAT TGAAGCTGAACTGCAGAGGA 137



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B23724 Araip.B08 23724 p2 (AT)6 12 112003362 112003373 ACCTAGGATTGGGGGTTGTC TCATTGGTAATTTTGTCTCCTATTTT 226

Ai08B23728 Araip.B08 23728 p2 (GA)25 50 112015253 112015302 AGCCAGGTCAAAATCCAATG CCCCCTCCTTTTGTTCTCTC 280

Ai08B23729 Araip.B08 23729 c (ATG)5gtga(TGG)843 112015723 112015765 TGCTCTCACAATCAAGTGGC GATGGGGAGGATGCTTATGA 218

Ai08B23733 Araip.B08 23733 p2 (CT)6 12 112041971 112041982 TCAAACCTTTTTCAAAACTAATTTCA GATGAGGGAGAAGGATTTTCG 263

Ai08B23734 Araip.B08 23734 p3 (TTC)5 15 112043844 112043858 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 228

Ai08B23740 Araip.B08 23740 p2 (CT)16 32 112077201 112077232 GCTCATAACTGAAATGGCCC TAGGGAATGGATCCTCTCAA 225

Ai08B23742 Araip.B08 23742 p6 (GTGTGC)5 30 112080910 112080939 CAAGGCCCAAACCTTAACAA CTTGGACATTCCTCTTGCCT 280

Ai08B23743 Araip.B08 23743 p4 (AAAT)5 20 112083844 112083863 GCATGCATGACCCTTTTACA CTGGGCCAGTTTCTATTTGC 267

Ai08B23747 Araip.B08 23747 p2 (AT)6 12 112088143 112088154 AGATTTTGCGAACCAAAACG TCTTTTGGTAGCGCTCAGGT 260

Ai08B23750 Araip.B08 23750 p2 (AG)8 16 112094522 112094537 ATAATTTCGGCCAACAGTGC TCGTCTCATTTGTTCAAGCG 119

Ai08B23751 Araip.B08 23751 c (T)11aaaggttaaacggcgccattttgaggaattgtaattgaacctgaaacccttaaataaaccgggcgattcatcggttaactgccagttcgtctg(T)10114 112095434 112095547 CCGACCTATGAACACCCCTA AACCAAATGGCGAAAAATTG 198

Ai08B23752 Araip.B08 23752 p3 (ACC)5 15 112095789 112095803 GATCAACCGAACCGACTAGG TGTGGGAAGAAATGGCTGAT 266

Ai08B23753 Araip.B08 23753 p3 (ATT)7 21 112102098 112102118 TTCAAATCAAAATCCAATACGAAA CGACAGTAAGAGGAGCAGGG 224

Ai08B23754 Araip.B08 23754 p2 (TG)6 12 112108076 112108087 AACGAGTGATCGGGACAAAT ATTGGCGGTGATTTGAACAT 214

Ai08B23761 Araip.B08 23761 c (TTA)15taa(T)11 59 112125603 112125661 GGCAAAGACGAATCTGTCCA ATCGTCCAAACCCATTGAAG 276

Ai08B23762 Araip.B08 23762 p2 (GA)6 12 112126124 112126135 CTTAATTTCATCGAACCCGC GTCTCCTCTGTTCGCGATTC 254

Ai08B23766 Araip.B08 23766 c (AT)6actcaacttcacagc(TA)741 112147269 112147309 ATTGCATACATTGAGGGGGA TGCGAGTGTAATGCATCCTT 204

Ai08B23767 Araip.B08 23767 p2 (AG)7 14 112148787 112148800 GGTGATGACCGATGACACAA CGTGTTCTTCTCTCCTCTTCG 112

Ai08B23770 Araip.B08 23770 p2 (AT)10 20 112164706 112164725 TGATTTGATTAAAAATATGAGGGG TCATGCCAAACATAACGTACAA 274

Ai08B23772 Araip.B08 23772 p3 (GAT)5 15 112169644 112169658 TTCTTTCTTTTGGTTGAATGAATG CCTCCTAATCTTTTGCTGCTG 223

Ai08B23773 Araip.B08 23773 p3 (GAA)5 15 112170133 112170147 ATTTTGGATCAGGCAACGAC TCCCCCTGTTTCTTCTTGCT 274

Ai08B23781 Araip.B08 23781 p2 (TC)6 12 112182983 112182994 AAAGAAAACCCAGCGCATAA AGGAGCAGCGACAGAGAGAG 234

Ai08B23782 Araip.B08 23782 c (CTCC)5(CT)9 38 112184789 112184826 GCAGTTATGGCTTCTCCTGC AATTCCGATAACGAACACCG 229

Ai08B23785 Araip.B08 23785 c (A)13ggagaagcattgtgttcttt(A)1043 112192164 112192206 TTTTGCCAACACACCTTGAG AAATCCGACGCAACGATAAG 190

Ai08B23787 Araip.B08 23787 p2 (GA)8 16 112197403 112197418 GTGGTGTTGAAGGAGGGAGA ACCACCATTCACAGCAACAA 125

Ai08B23789 Araip.B08 23789 c (T)10aaggaaaaaagatcttttaaaaaaagatgtaaattacaacttctcaaaaaaga(T)1174 112201064 112201137 ATTTGAGTATCTCATGCAAAAAGA AACGTGTTTGGCAAATTTCT 218

Ai08B23790 Araip.B08 23790 p5 (CTCAT)5 25 112201666 112201690 CCTGGGGGAAGGTAGTCTCT CCACCACAGAAACAGACCAA 270

Ai08B23791 Araip.B08 23791 p3 (AGG)5 15 112205847 112205861 AGAGAGGAGAAGGGTCTGCC CACCAACTCCACGTTCCTCT 232

Ai08B23794 Araip.B08 23794 p2 (TA)8 16 112208663 112208678 TTTCAGATGCAGGACGTGAG ACTTGAGGCTCCTCGTTGAA 229

Ai08B23795 Araip.B08 23795 c (T)10gttgaatctgtatttttaatttgttaatggaagaagaatttgtttttggatttcttgaatttctgattttgagttgtgtgttc(T)10gttgaatctgtatttttaatttgttaatggaagaagaatttgttcttctggaagaagaacc(AGA)5179 112210027 112210205 TTCATTGTTGATTTGTTTTTGGA CTTGTTCTTCTTCTTCCGGG 269

Ai08B23804 Araip.B08 23804 p2 (AG)6 12 112246192 112246203 ACTTATCGGGTGACGTCCAG TACTCAGCCTCCTCCATGCT 177

Ai08B23805 Araip.B08 23805 c (CAA)5aatgaatcaacag(CAA)7catccacaaataaattaacaaaaatttcagatttaacaacaattcaccaatcatcaactacaactttagatttaaaatcagcaacagcagaaatt(A)10154 112248921 112249074 AAATTCAGCAAGAAATTCAACAA TTTTCCTTCTCTATTCGTTCTTCC 276

Ai08B23813 Araip.B08 23813 p3 (TAT)5 15 112304497 112304511 AACTGCATTTTTGAGCCACC TCCTATTTTTAACTAAAACAGACCAGG 189

Ai08B23816 Araip.B08 23816 p3 (TAA)5 15 112321252 112321266 AACGCTCAACTCCGAAGGTA TACTGGCTCATGCGATTCTG 279
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Ai08B23818 Araip.B08 23818 p2 (AT)6 12 112323551 112323562 AACAAATCCCAAAATAATTCCAA TGGTCTACCTAGCAGAGCCG 106

Ai08B23820 Araip.B08 23820 p2 (AT)8 16 112334211 112334226 GAAAACCCAACCCATAGCAA GTTGGTGTTCTTGGCCTCAT 262

Ai08B23822 Araip.B08 23822 p3 (ATG)6 18 112337438 112337455 GAAGGTAAAACAAGAAGAAAAAGATGA TCAAGCTCAAAACCACCAAA 209

Ai08B23825 Araip.B08 23825 c (A)11cgtcaaaaattatttatatctcttaaaattttaattaaccaaact(A)1268 112353569 112353636 TGAAATCTCTACTTTTATACGAAATCA CGTGGAACCTCCATGTTTCT 276

Ai08B23831 Araip.B08 23831 p4 (TATG)9 36 112378354 112378389 TGCAACCACACATTAAAACTCA CAATTTTCATCCAACTCCTTCA 237

Ai08B23832 Araip.B08 23832 p4 (AACT)5 20 112381282 112381301 TGAATCGGCAAATCAGTTCA ATTTTTGCCTAGGTCATGCG 264

Ai08B23835 Araip.B08 23835 p6 (AAAAAT)5 30 112386185 112386214 TCAAGGACCTATTTGTCTTTCTCTC CAATTGTTTTCAACTGTAACATGC 229

Ai08B23838 Araip.B08 23838 c* (TA)7(A)10* 23 112409040 112409062 TCATCGGTGTCAGAATGGAA CCAAAGGCATAAAATCAACCA 268

Ai08B23839 Araip.B08 23839 p2 (TC)6 12 112411339 112411350 CCGATCTGTTGCATTGATTG ACATGCATGATCAACGAGGA 264

Ai08B23841 Araip.B08 23841 p2 (TA)9 18 112416329 112416346 CCCTTTCGAGGATGATGTTC CCTGCCCCTCTAAAATCTCA 138

Ai08B23844 Araip.B08 23844 p3 (ACA)7 21 112431113 112431133 TTTCTTAACAAGGAAACACCAAA ACATGACAGAGCACAATGGC 245

Ai08B23846 Araip.B08 23846 p2 (CT)6 12 112455126 112455137 GAAAACCCCCTCTCATCCTC AAGATCCTTTTTGCCCAGGT 183

Ai08B23847 Araip.B08 23847 p3 (AAT)5 15 112455414 112455428 ACAATCCAGCAAGCACCTTT GTTTGCTCCAATGGTAGGGA 157

Ai08B23848 Araip.B08 23848 p3 (TTC)5 15 112457616 112457630 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 242

Ai08B23849 Araip.B08 23849 p2 (AG)14 28 112476976 112477003 GTGGAGGAGGTTGACGAAGA ATTCGCTGGTAAATCCGATG 195

Ai08B23853 Araip.B08 23853 p2 (AG)16 32 112488269 112488300 CACATTACAAACTCGCGTGC GTGTCTTTGAAGGTGTGGCA 269

Ai08B23856 Araip.B08 23856 p3 (TTC)6 18 112492047 112492064 TGTTATACCCAAATTTGCTGC TCTTTTTCTTTTTGTTTTACCTTTTCA 243

Ai08B23861 Araip.B08 23861 p3 (ATG)7 21 112543971 112543991 TCCATTATCATGCGCTTTCA TCGTATTCCAAATCCATTGTCA 216

Ai08B23862 Araip.B08 23862 p2 (AT)9 18 112544755 112544772 TCCTTGATCATATGGTTAGAATCG TCAACTTTCATGATTATTTCGTTCTC 230

Ai08B23864 Araip.B08 23864 p2 (TG)8 16 112554083 112554098 GAAAAAGGGCATTGGGCTAT GCAACTTTCACTAAGCGGTTG 265

Ai08B23867 Araip.B08 23867 c (A)10gagaaaaaaaagggggcg(A)1038 112566941 112566978 AAAGCAGCAAAGAGCAAAGC TTTAGCCGCTTAGACCAGGA 219

Ai08B23868 Araip.B08 23868 p2 (TA)10 20 112599238 112599257 ATCAATGCACATGGGACAAA TTTTCAGGGTTGTAATGGGG 223

Ai08B23873 Araip.B08 23873 p2 (TA)8 16 112616914 112616929 TGACAAGGCCTTATTTTCTTTCA TTTTCATCAGTACAAACAACGACA 186

Ai08B23878 Araip.B08 23878 p3 (CAG)5 15 112644164 112644178 ATCGAGATGGCTGATGTTCC ACACCAACAGGTAAGTCGGC 259

Ai08B23879 Araip.B08 23879 p2 (AT)9 18 112644687 112644704 TCATGTGGTGAACTTTCGGA CCCCCTTTTCAATCAAAACA 264

Ai08B23883 Araip.B08 23883 p3 (GAC)6 18 112674490 112674507 GACGATGACGTGACACCAAC GTGGTGGTGGTAAAGGTGCT 207

Ai08B23884 Araip.B08 23884 p2 (TC)8 16 112680102 112680117 CGACATTCTCCCTCACTCGT AGAGGAGAGCAGGAAGGGAC 225

Ai08B23898 Araip.B08 23898 p2 (CT)6 12 112726716 112726727 CGTAAATCACCACTGTCGCA AACTAGCGACGGCAAAAGAA 142

Ai08B23899 Araip.B08 23899 p3 (TCT)5 15 112726836 112726850 TTCTTTTGCCGTCGCTAGTT GGAGAAGATGACGAAGACGC 217

Ai08B23906 Araip.B08 23906 c (ATA)11attgggtataaagttaataaagtgtgttgactgtgtgctcatct(TAA)10107 112731763 112731869 GAAGTGGTTCGGCTAAATGG CATTCCTCCATTTTGTCTCTTG 263

Ai08B23907 Araip.B08 23907 p3 (AAT)7 21 112733002 112733022 CAAGAGACAAAATGGAGGAATG TGAGCACACAGTCAACACACTT 266

Ai08B23911 Araip.B08 23911 p2 (TA)7 14 112739161 112739174 TGTAGCCTTAGGTCCCTCTTTTT AACTCATTCTAATACTTTTGGTTCATT 243

Ai08B23915 Araip.B08 23915 p2 (AT)9 18 112770345 112770362 GGGGACAAATGATCCAAAAA GCCGAAACGTAAAACATTGG 216

Ai08B23919 Araip.B08 23919 c (TCT)27tcgtgtctctttttcttcttttttgtaatttttctctctcgttatcatcgtcatcaacaccacatcttcctccctc(T)14171 112795846 112796016 TCTTCTTCTTCTTTCTCCGTGC TTCTGGTGATTTTGATGAAGGA 260
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Ai08B23920 Araip.B08 23920 p3 (TCT)6 18 112796575 112796592 ATTCACGCCGTTTTCACATT TACTGAACCATCTTCGCGTG 160

Ai08B23923 Araip.B08 23923 p3 (TAA)8 24 112809390 112809413 CCCCTCGAATGCCTTTTATT AAATTACACGCCAAGCAAGC 256

Ai08B23927 Araip.B08 23927 p2 (CT)10 20 112831129 112831148 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGTAAGATGGGGGAGGGA 244

Ai08B23928 Araip.B08 23928 p3 (TTC)6 18 112832056 112832073 CTCTACACTCCTCTTGGCCG GCTTTTGTCTTCCCTTTCCC 207

Ai08B23930 Araip.B08 23930 c (T)10ctttttcgcctatttttttc(T)1141 112833453 112833493 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 135

Ai08B23931 Araip.B08 23931 p3 (AGA)6 18 112833681 112833698 TAGAATATTGCTCGCCCTCG CCCATCACCTCTTCACCACT 203

Ai08B23932 Araip.B08 23932 p2 (AG)6 12 112836862 112836873 GGCTGCAGAGTGGAGTTAGG GGAGAAATTGAAAGAAGAAACCC 137

Ai08B23933 Araip.B08 23933 p2 (AT)12 24 112841806 112841829 ATTGGGTTTGGGAACATTTG TGCACATATTCATGCATCCC 275

Ai08B23940 Araip.B08 23940 p2 (TA)7 14 112902593 112902606 TCACGTTAAATACCACATGGC ACGTGGCATGATGATGTGTC 230

Ai08B23942 Araip.B08 23942 p2 (CT)7 14 112903373 112903386 CGGATAAATTCGCCGATAAA AAGGGGCTGTCAGAGAGGAT 280

Ai08B23943 Araip.B08 23943 p3 (TAT)9 27 112904108 112904134 ACTTTTAAATGGTCAATTTTGGTT TTGGGGCTACTAATCAACTTTTG 229

Ai08B23944 Araip.B08 23944 p3 (CTC)5 15 112906876 112906890 GTGATGGAGAGGACGGACAT CGTTCCCAAATTCCATCAAC 250

Ai08B23947 Araip.B08 23947 c (T)10caattaggtcctccttgacaataattagtttaattgtatagggactcaagt(A)1071 112917725 112917795 TTTTTCTCTTAATTTGGTCCTTGT TTGAGTCTTTGCACCAAATTGT 174

Ai08B23948 Araip.B08 23948 p2 (AT)11 22 112918185 112918206 TGGAGCTGACCTAAACTCGAC TGGTTTAAGGACAAAATGGTGA 204

Ai08B23950 Araip.B08 23950 p3 (AGT)6 18 112931108 112931125 TTCCAGCCTTGGGACTAATG TTTGCAAAAGCACCTAACCC 203

Ai08B23955 Araip.B08 23955 p3 (GGT)5 15 112939691 112939705 CGAACCCATCCCTGATGTAT AACACCAACACCAACACCAA 250

Ai08B23958 Araip.B08 23958 p2 (TA)13 26 112955160 112955185 ATCGCGCATGTCTCATTCTA CTCAAATCAATTGGTGCCCT 211

Ai08B23959 Araip.B08 23959 c (TTC)9tc(CTT)15caacctaataaaattcattgttctcctctgttcgcatttttcttctctgcattatagatctggattgagtttgacgtaattagcttcatca(TTC)5180 112956970 112957149 TGTAAACCTTCTGCTGCGTG TTGTTTCAACTCAGAAGTCCAGA 280

Ai08B23968 Araip.B08 23968 p3 (GAG)5 15 112984888 112984902 GGGTGCTCATCATGGATTTT TTCCAGTCCTTCCCATCTTG 152

Ai08B23969 Araip.B08 23969 p2 (AT)8 16 112986398 112986413 GGGACCTCTATCCACACACC GCAACCTGCATTGATGGTAA 254

Ai08B23973 Araip.B08 23973 c (CT)10(TC)11 42 113010497 113010538 TCCCTCCATCACATCCTTTC GTGGAGCTCTTTCTGCCATC 174

Ai08B23974 Araip.B08 23974 p2 (CT)7 14 113010711 113010724 GATGGCAGAAAGAGCTCCAC ACCTTCCATCGCTACCACTG 205

Ai08B23976 Araip.B08 23976 p2 (AG)13 26 113014282 113014307 TGTTTTGTTTGACGACGGTT GAGGACTGAGCACTTCACCTC 119

Ai08B23981 Araip.B08 23981 p2 (TA)8 16 113021788 113021803 TCCCTTGTTTATGAGAGGATTCA GTCCCTCAATTTCAGCCAGA 229

Ai08B23983 Araip.B08 23983 p3 (AGA)6 18 113041026 113041043 TCCCTTCACAGCATTCACAA GGCGAAGAGGAAGAGAAGGT 273

Ai08B23984 Araip.B08 23984 c (GA)10gcggg(GA)9tagatagat(AG)868 113042635 113042702 GCCAAATTGCTTTGGAAAAA TTCCTGCATTGCTAACATGG 253

Ai08B23985 Araip.B08 23985 p2 (AG)6 12 113043006 113043017 ATGACTCCCTATGGCTGACG AAAGTCCGACCACAAAAACG 263

Ai08B23986 Araip.B08 23986 c (GA)11ggtcggg(GA)9tagatagat(AG)872 113045286 113045357 GCCAAATTGCTTTGGAAAAA TTCCTGCATTGCTAACATGG 257

Ai08B23987 Araip.B08 23987 p2 (AG)6 12 113045661 113045672 ATGACTCCCTATGGCTGACG AAAGTCCGACCACAAAAACG 263

Ai08B23989 Araip.B08 23989 c (TA)7(CA)8 30 113066651 113066680 GTTGGCTACGGAAGTTCCAA AACAAGCATGTTTCTTGATGTTT 182

Ai08B23992 Araip.B08 23992 c (AT)9aa(AG)8 36 113074626 113074661 GGATGCATCACTCACGAAAA TCTAGCCGGCCTTAGTTTCA 124

Ai08B23995 Araip.B08 23995 c (A)11c(A)11 23 113105563 113105585 GTAGGGCATGGGTTAGATCC CTCCTTTGCCAATGCATACC 118

Ai08B23998 Araip.B08 23998 c (CAC)6cagacccaccaccacccaccacct(TCA)1484 113125055 113125138 ATGCCCATATCCCTTCTTCC TTGGTTGGTGTGATGCAGAT 230

Ai08B23999 Araip.B08 23999 c (AGA)5agcggcgggtatggcggtggtgaagcaggggaggctgcggcgggcggtggtgcggcgggtatggcg(GAA)5gaggcgtcaagaacctaacaacaatactccaaattcaaatttcagcaacaacaatgttccacaacaaatttcacaaaaaattcaattcacagaattcac(AGA)5210 113125436 113125645 TGTTCCACAACAAATTTCACAA CTTCACCACCGCCATACC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24002 Araip.B08 24002 c (CTT)5ctgtgaattctgtgaattgaattttttgtgaaatttgttgtggaacattgttgttgctgaaatttgaatttggagtattgttgttaggttcttgacgcc(TCT)5tccgccatacccgccgcaccaccgcccgccgcagcctcccctgcttcaccaccgccatacccgccg(CTT)5210 113126324 113126533 GCTTCACCACCGCCATAC TTCCACAACAAATTTCACAAAAA 279

Ai08B24003 Araip.B08 24003 c (ATG)14aaggtggtgggtggtggtgggtc(TGG)683 113126832 113126914 GTGGTGGTGGTTCTGGTTCT GCTACAAAATGGTCCCCAAA 254

Ai08B24013 Araip.B08 24013 p3 (ATT)22 66 113160201 113160266 TCACAAATTTTGCTTCAATTTCA GCATGTAGTACGCTTAAGAAGCAA 161

Ai08B24014 Araip.B08 24014 p2 (AT)6 12 113160448 113160459 AAACGAATTGCTTCTTAAGCG TCTTACATTTTTACATTTTGCTGGA 209

Ai08B24015 Araip.B08 24015 p2 (TA)16 32 113161860 113161891 TGTATGCAATCATCCCCTTG CAATGTACACGGGTATATAGGTGC 255

Ai08B24019 Araip.B08 24019 p2 (TA)12 24 113192007 113192030 CAAAATCCAGTGAGGGTTCG TGGAATGTTATGCAATGCAAC 279

Ai08B24022 Araip.B08 24022 p2 (TA)6 12 113203360 113203371 GCCTTTCCACCTTACAACCA GCCTTTTGGGAATGTTTTGA 135

Ai08B24023 Araip.B08 24023 p2 (TC)7 14 113204630 113204643 CTCTCAATGAACGGTGGTGA TGGAAGGAGACCTCACTGCT 235

Ai08B24024 Araip.B08 24024 p2 (TC)6 12 113208797 113208808 ATGCCACAAGCACATGGTTA AAGCAAGAAAAAGCAGCGAA 215

Ai08B24026 Araip.B08 24026 p5 (CGGTT)5 25 113221082 113221106 CAAAAGCAGTTTGGTTCGGT ATCGGTTCGGTTCGGTTT 280

Ai08B24027 Araip.B08 24027 c (A)12gggttaacataaagcaaat(A)1041 113225913 113225953 TTAGAAGAAACGGCCCTGAA TGGGTTTGTTTGAATTTTTGC 201

Ai08B24032 Araip.B08 24032 p2 (AT)9 18 113252092 113252109 CCTGCGAAGTCAAGTCTGGT TGTTTTTCAGATGCAGGTCG 249

Ai08B24035 Araip.B08 24035 p2 (TA)6 12 113270243 113270254 CTTTGATTTCAGAGGTGCCC CCTTCCAAAGAGAGAATTGTGC 229

Ai08B24039 Araip.B08 24039 p2 (AT)7 14 113292915 113292928 GCTCCCGCTGTCCATAAATA CTACTGGCGTGGTGCTACTG 213

Ai08B24043 Araip.B08 24043 c* (GA)9(GAC)7* 37 113313853 113313889 ATGAGAGAGAGGTGGCGAAA CGTCCAACGATCACTGACAC 150

Ai08B24045 Araip.B08 24045 c* (TCT)7(CTT)6(TCTTCC)5*tcttcttcttcttcg(T)10cgattttcatggtttctaaaattct(TCTTCC)5(TCT)9172 113314321 113314492 GTAACTACACGCGCCCCACT GAGGAAGAAGAACGTGCAGC 279

Ai08B24046 Araip.B08 24046 p3 (GAA)5 15 113314698 113314712 GCACGTTCTTCTTCCTCGTT CGGTTACAAGAATTCACCCAA 248

Ai08B24051 Araip.B08 24051 p3 (TAA)6 18 113346532 113346549 TTTCTCTTCTCTTGCGCCTC CTTTGAAGTTGTTGGGGTCC 266

Ai08B24057 Araip.B08 24057 p3 (ATC)5 15 113355218 113355232 CATTTTCACGTGATCCCTCA TGACGAGGTGCAAGATGAAC 240

Ai08B24058 Araip.B08 24058 p3 (TTA)10 30 113355831 113355860 TTGTTGATGGCATTGAAGGA TCATACCAGCAGATTTTGAACTT 227

Ai08B24060 Araip.B08 24060 p2 (CT)7 14 113359809 113359822 CTCTAAGGTACCAGCAGCGG GAAGAGGGAGCTGACCACAC 244

Ai08B24063 Araip.B08 24063 c (T)10c(T)14 25 113365684 113365708 TGGCTGCAGATTCTTTGATG TCGCCTACATAGTGTCCCAA 244

Ai08B24065 Araip.B08 24065 p3 (GAA)6 18 113370058 113370075 TCTGGATCCAAATGAAACGA CAAACGTTATTCTTCGCGCT 241

Ai08B24066 Araip.B08 24066 c (T)12ggtcttaggtacgtcatattaaattaaaaatataaaatattctaatannnnnnnnnnnnnnncataaaataaaatata(AT)6102 113373756 113373857 GCAGCTTGTAAGACATCAAGACC ATACATACCTCGGCCAAAGC 268

Ai08B24067 Araip.B08 24067 p2 (TA)6 12 113384484 113384495 TCTCTCTCCTTTAATTCTTCTCAAAA TTGAAGCAAAATTTGTGGATCTT 260

Ai08B24068 Araip.B08 24068 p3 (ATT)10 30 113384696 113384725 CACAAATTTTGCTTCAATTCCA ACGCCACGTGGTAGGTTAGT 263

Ai08B24069 Araip.B08 24069 p3 (TAT)6 18 113385125 113385142 TCGCGTGATCTTTTAGGGAC CGGATCGAGTTTTCTAGGCA 238

Ai08B24072 Araip.B08 24072 p2 (TA)16 32 113391236 113391267 TTTTGGCCATGCAAATTGA TTGAAGAGCATAGTAAATGCAAAG 278

Ai08B24075 Araip.B08 24075 c (A)10cctgcacaaaatttgttagtggctggtgcatatagtttaagtagcagagtagttaaga(T)1179 113412978 113413056 TCTCCCCCTTTTGTCATCAA GAGGACGATGGAACCTCTGA 226

Ai08B24076 Araip.B08 24076 p3 (TGA)5 15 113423507 113423521 TCAGGAATCTAATCGTGGGG TTGTTTCGTTTGTCTCACCG 197

Ai08B24077 Araip.B08 24077 c (T)11gtttt(G)14 30 113437480 113437509 TGAAAGCTTGATGATTGTCTTG TGAGGACCATAGGCTAAAGAGG 224

Ai08B24079 Araip.B08 24079 p2 (AC)6 12 113448955 113448966 TCTCCCTCCCTCTCTATCCC AAGCTTGGGCTGAGTTTCAA 248

Ai08B24082 Araip.B08 24082 p2 (TC)7 14 113475400 113475413 GAGGCTTTTGCCTCTCAGAA AGGGAAAGAAGTATTAAGCAAATTGA 100

Ai08B24111 Araip.B08 24111 p2 (GA)6 12 113518832 113518843 TCGCTATTCCAATTCCGAAG ATCAACGCAACCCTAGTTGG 217
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Ai08B24114 Araip.B08 24114 p2 (GA)6 12 113520902 113520913 TCGCTATTCCAATTCCGAAG CTCTCTTTGTCGCACCATCA 173

Ai08B24120 Araip.B08 24120 p2 (AT)6 12 113526814 113526825 GGTATAATTCAAATGGACCACTTTTT CACGACGGCTCATGTTTAAT 272

Ai08B24127 Araip.B08 24127 c (A)12tcgtatttggagaattaaagtttagaaatcatgttggaaaaaataatac(T)1071 113537830 113537900 GGCGAACTTGCCAATTTTTA TTGGAGCCTTGGAGGAACTA 248

Ai08B24128 Araip.B08 24128 p3 (TAT)8 24 113538032 113538055 CCCTAGTTCCTCCAAGGCTC TGGTTAAATGTTTGGGCCAT 174

Ai08B24129 Araip.B08 24129 p3 (GCG)5 15 113540714 113540728 ACTGAGGACGGATTTGGTTG CAACGTAAGCGGGACTAACC 249

Ai08B24131 Araip.B08 24131 p2 (AG)6 12 113543775 113543786 AAGCGCGTGTGATAAAACAA AGTGGGGTCCACATATCAGC 209

Ai08B24134 Araip.B08 24134 p2 (AT)6 12 113550081 113550092 GCCTTGATCACCAATAAGCC TGTGGTGGTTTAGGTGCAAA 219

Ai08B24135 Araip.B08 24135 p2 (AC)6 12 113570062 113570073 ACTAGCCCCTGACTCAGCCT TCCTCGCTAGTCGTCTGGAT 241

Ai08B24136 Araip.B08 24136 p2 (AT)6 12 113572599 113572610 CATACCTTGGCCGATCACTT TGTTGGGTTGCACTCAAATC 276

Ai08B24141 Araip.B08 24141 p2 (TA)16 32 113593724 113593755 TGCAAAGTTCCGAAAATCAA TGAGTTCTCCCTTTGCAAGC 233

Ai08B24146 Araip.B08 24146 p3 (AAT)6 18 113606228 113606245 CCATCAACAAACAAAATGACG ACCCATAAGGTATTTTGGAGG 233

Ai08B24148 Araip.B08 24148 p2 (AT)6 12 113611633 113611644 TACCATCCATGCAAGTCCAA CAGATCTTCCTTTGGCAACC 268

Ai08B24149 Araip.B08 24149 p3 (GAT)18 54 113620556 113620609 CCGAAATTATTTAATGATGGCA CCTCCTCCTTCTCCTTCTCC 267

Ai08B24150 Araip.B08 24150 c (GAA)5ggagggaagaagaaaaatgcgtgtgcacaaatttaaaagcagaagaagaatttgaaagc(AGA)589 113620745 113620833 AGGAGGATGAAGTGGTGGTG TGCGCGTATATTTTACTGTCG 196

Ai08B24154 Araip.B08 24154 p2 (GA)7 14 113635979 113635992 AAACTTTGGACACATGCCCT AAATTGTCAGGCGGAAGTTG 117

Ai08B24156 Araip.B08 24156 c (TAA)6tattaataatattaactaattaaatttattttatatt(A)1065 113640904 113640968 AATGGAGTATCCGTGCTTCG GCAACATTTATATGTGACGCGA 179

Ai08B24157 Araip.B08 24157 p2 (AT)11 22 113642340 113642361 AACGACGACTATAGCACGCA AATTCAACATCCCCATGGAC 276

Ai08B24170 Araip.B08 24170 p2 (GA)8 16 113679696 113679711 TTGGCCACTAACATTGCTCA TTGTCAGGTGGAAGTTGCTG 152

Ai08B24171 Araip.B08 24171 c (T)11ctttcttttgctttagagaaatcacatgggtgatgg(A)1057 113682973 113683029 TTTCAGCAAGTTACTTTGGGG TGCTTCTGAACCACATCACA 260

Ai08B24187 Araip.B08 24187 p4 (AAAT)6 24 113714498 113714521 AAAAGGGTTCCAATTCTGGG TTTTGGAGCGAACACACTTG 230

Ai08B24190 Araip.B08 24190 p4 (TTAG)5 20 113740893 113740912 CCCGTTTCCTTAAGTCACCC ACCGTCCAACACTTAGCACC 214

Ai08B24192 Araip.B08 24192 p2 (GA)21 42 113747912 113747953 TTTTAAAGATCGCCACGCTT TGAAAACCGACAAGTTTGGG 239

Ai08B24193 Araip.B08 24193 p3 (TCT)5 15 113754911 113754925 AAAATGAAGAAGCCGCACAC GGCCCGTTTAGTCCAATCTT 251

Ai08B24194 Araip.B08 24194 c (T)10ccttttgatatcttcatataaattttttttc(T)1051 113758998 113759048 CTTCACTTGGGGCATTTTGT GAACCTTGGGACATTGGTTG 274

Ai08B24196 Araip.B08 24196 p2 (TA)8 16 113761100 113761115 ATCAGCAAATGGGCGTGTAT CCCCACCATGGTAAACTCTTT 268

Ai08B24197 Araip.B08 24197 p2 (CT)6 12 113766444 113766455 CCTGTGATTGCAGAAGATGAA ACGTTTTGACCCAATTTTCG 207

Ai08B24198 Araip.B08 24198 p2 (AT)6 12 113767555 113767566 TTTCAAGGTTGTAATGGGGC TGGGAATTATGGGTAGCTAGG 151

Ai08B24199 Araip.B08 24199 c (T)10ctctttttctcttttttctctttttctcttttttttc(T)1057 113783129 113783185 TGGGGTAATTTTGTCCCCTT TGAGAACCTACTCATGAAAAACCA 196

Ai08B24200 Araip.B08 24200 c (T)10ctctttttctcttttttctctttttctcttttttttc(T)1057 113784606 113784662 GCATTGGAGTAGTTTTGTCCC GAAATTGTGGGAACATGGGT 268

Ai08B24202 Araip.B08 24202 p3 (TTC)5 15 113801231 113801245 CTTGGCCGAAACACATCTCT AGTGGTCTTGATGGGCTTTG 251

Ai08B24209 Araip.B08 24209 p3 (TAT)6 18 113818955 113818972 TCGTACCGAATTCAAATCATTG CCCATAAGTTCGATTTGTATTTGT 246

Ai08B24210 Araip.B08 24210 p2 (CT)6 12 113821568 113821579 AGCATGGGTTATTCAGCCAC ATCTCGCCTCTTTGACTCCA 243

Ai08B24214 Araip.B08 24214 p2 (AT)6 12 113832619 113832630 TGATCCAAGACAAAGGGACA GGTGGTGATATTCCCTTCCA 166

Ai08B24219 Araip.B08 24219 p2 (CT)6 12 113867419 113867430 TCCCTTCTTCCTTCTATCTCCC TGCCAAACAATTTGCAACAC 247
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Ai08B24220 Araip.B08 24220 p3 (AGA)5 15 113874702 113874716 AGCCATGAGGAGGAAAGTGA CGGATCAAAGTGGGAGTGAT 262

Ai08B24222 Araip.B08 24222 p3 (ATA)13 39 113880852 113880890 AGTACGCTTAAGAAGCAATTCG TCCACAAATTTTGCTTCAATTTC 125

Ai08B24223 Araip.B08 24223 p2 (TA)7 14 113881133 113881146 GCAAAATTTGTGGATCTTCTTG TTTCTTACATTATTACATTTTGCTGGA 244

Ai08B24226 Araip.B08 24226 p3 (AAG)5 15 113902860 113902874 AAACACACCCAAAGGACACC TGCATAATTTCACTGCACCG 277

Ai08B24228 Araip.B08 24228 p2 (TA)6 12 113912837 113912848 TGTCAAACTGCACCCAAAAA AATCCCAGAAGGCAAATTCA 156

Ai08B24232 Araip.B08 24232 p3 (CTC)10 30 113939473 113939502 GCCACCTCCTCACACAAAAC GGATTCAGAGCGCGATTAAG 279

Ai08B24234 Araip.B08 24234 p3 (AAT)6 18 113952035 113952052 TTTGTTGTGCTGGAAATGGA GTCTCCCCCTCTGTTCTTCC 167

Ai08B24235 Araip.B08 24235 p2 (AG)6 12 113952382 113952393 TGAGGAGGGTTGAGATGTGAG TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai08B24236 Araip.B08 24236 c (T)12gaaa(T)10 26 113952949 113952974 CCAAATTTTCGAATTTGATGAGA TCTTGCATGCATCACATGTTT 134

Ai08B24238 Araip.B08 24238 p2 (CA)6 12 113978720 113978731 TTCCACGTTTGGTCTAAGGC AATTGTGGACATTTGGAGGC 114

Ai08B24240 Araip.B08 24240 p2 (TA)18 36 113981278 113981313 GAGCAAAGCTTTCACCCAAT TTGGCAATCATAATTCCTTGG 256

Ai08B24241 Araip.B08 24241 p4 (ATAA)8 32 113985745 113985776 AAGCCTTCAATGGAGGAAGAG TGTGTCTTTCTGTTTTGCGG 273

Ai08B24244 Araip.B08 24244 p3 (AAG)8 24 113994553 113994576 CGGCCCGTTATTAAAACAAA TTCCATTGCCACTACTGCTG 256

Ai08B24245 Araip.B08 24245 p2 (TG)6 12 113995794 113995805 TGTTCGATATTCATTTCATATGTGTG CGTTAGGAGACACACCGACA 258

Ai08B24246 Araip.B08 24246 p2 (CT)7 14 113997198 113997211 AATCGAAGGGAGCAAGAGTG GCTAGGACTGGAGCAGAATCA 269

Ai08B24252 Araip.B08 24252 p3 (TGG)5 15 114026324 114026338 AATTAGTGGTGATGGCGGAG CGCAACAACACCATGAAAAC 224

Ai08B24253 Araip.B08 24253 p3 (TGA)5 15 114029545 114029559 TGACTGTCCGAAGCTGAAGA TCCAGATTTAAGCCGCTTGT 271

Ai08B24255 Araip.B08 24255 c (ATC)5attatacaacatctccaaaatataacgtgaaataccaaatctttcacaaaatataaaaaccactttctac(T)1297 114047456 114047552 TGGGCTTCGAACTCACATAG TGATTTGGGGTAATTTTTCCTTT 276

Ai08B24261 Araip.B08 24261 p2 (TC)63 126 114076453 114076578 GGCCAGGTTCACACATTCAT TGTGAGCTGGCCTCAATGTA 215

Ai08B24263 Araip.B08 24263 c (T)10ctatatatattttttttcttttcttttccatattgttttctttctttttttctttttttgttttcttttgttcttttgtttttctta(T)10107 114087977 114088083 TTCACTTTGGGGCATTTTGT TTGGAATATTGGGAATTGGG 234

Ai08B24264 Araip.B08 24264 c (T)10ctatatatttttttttctatttttctttattttg(TA)758 114089361 114089418 TTCACTTTGGGGCATTTTGT TCAAGTTTGGGAAGTTTGGG 269

Ai08B24266 Araip.B08 24266 p4 (TTAT)5 20 114134229 114134248 TTCACCATTTACTTTGGGGC TATGGGAAAAGTGGGTTTGG 246

Ai08B24269 Araip.B08 24269 c (CT)7aattttcgaaaatatcttccctctttttcaaaatttctttttaattaactaattattttattttttttatttgaattttcg(A)11106 114146984 114147089 TGTTTGTTTCTTATCTTTTTCAAAACT AAGGAGATGAAAGGAGGAGAGAA 233

Ai08B24271 Araip.B08 24271 p2 (GT)6 12 114160573 114160584 TGAGCCTACGCTTAACCCAT CGTCCCAAGTTTTCCACACT 143

Ai08B24273 Araip.B08 24273 p2 (GA)6 12 114180478 114180489 GGTGGTGGCTATTCTTGGAA GAAGGCCAAACGAACGTAGA 137

Ai08B24274 Araip.B08 24274 p2 (AG)6 12 114183619 114183630 AGTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 235

Ai08B24275 Araip.B08 24275 c* (A)10(AT)9*acaaaataagaaaaaaatatatatatcaaaaaagaaag(A)1075 114193598 114193672 TGAAAATCATGGGAATTGGG CGACGCGAGGTAAAGCTTAG 255

Ai08B24277 Araip.B08 24277 p3 (CAA)5 15 114208728 114208742 GCCAAGAATGCTCAAAAAGC TTCTTGTTAATTTCTCACTTTGGC 249

Ai08B24278 Araip.B08 24278 p3 (AAG)10 30 114215615 114215644 CGGTCTTAGGTGCCATCAAT AAACACCACCCTCTCTCCCT 163

Ai08B24279 Araip.B08 24279 p4 (TAAA)5 20 114218647 114218666 GTTCTTGTCCTTGCTCCTGC TTTCGAAATTCCCTCTCCCT 246

Ai08B24282 Araip.B08 24282 p5 (AAAAG)5 25 114245846 114245870 TTGAAGCAAAAGAAACAGCAAA AAATTCCCAGACAGTGGTGC 256

Ai08B24283 Araip.B08 24283 p2 (AT)10 20 114260417 114260436 TCTAAATCCGCATATTCTTTCG ATATGGGCGACGAAGTTTCA 247

Ai08B24284 Araip.B08 24284 p3 (TCA)6 18 114275825 114275842 CTGGATGTCAGGATCGGACT GGCAGTGTGAATGCTGCTTA 246

Ai08B24285 Araip.B08 24285 p5 (AAGAT)5 25 114278864 114278888 AGAGCTCGGCCAAATCACTA GGTGAGGAGCGACTTCTTTG 187
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Ai08B24288 Araip.B08 24288 p4 (AAAT)7 28 114298138 114298165 GTGGGAAAGTTGGGTTTGAA TACTTTGGGGCATTTTGTCC 241

Ai08B24290 Araip.B08 24290 p4 (AAAT)6 24 114304606 114304629 GTGGGAAAGTTGGGTTTGAA TACTTTGGGGCATTTTGTCC 240

Ai08B24292 Araip.B08 24292 p4 (AAAT)7 28 114311010 114311037 AGTTTGAGAATGGGGTGTTG TACTTTGGGGCATTTTGTCC 216

Ai08B24293 Araip.B08 24293 p2 (AG)6 12 114316396 114316407 TGTTTTCAATCCTTTGCATGA AGCCACAGAAAAGTACCACCA 236

Ai08B24296 Araip.B08 24296 c (T)10aaattttgaaaataaataagaaattagaataccaataaaagaaatcaactagaaaattcgaaaaatt(A)1087 114322111 114322197 GAGCTCCCAATGAGATGTCC TTGGTGTTTCTTTAGTGTTTTCTCTC 263

Ai08B24299 Araip.B08 24299 p2 (TA)6 12 114344078 114344089 TCAAGCTCCAAACTCGACCT CTGAGCGTCTGGAGTTTCCT 242

Ai08B24300 Araip.B08 24300 p2 (AT)6 12 114344930 114344941 ATAGCCAACCCAACATGTCC ACCGGACACTTTAACTCCCC 207

Ai08B24301 Araip.B08 24301 p3 (TTA)7 21 114349403 114349423 TGTGGGTTTTGACTTTTGACA ATCGCACCGCGTAAACTAAA 255

Ai08B24303 Araip.B08 24303 p3 (ATG)10 30 114350202 114350231 AGCTCAAAACGAAACCATTG CCTCCTCCTATTGGAATTTCG 208

Ai08B24304 Araip.B08 24304 c (AAG)7aaaaagaacacatgcgtgaatttg(GAA)869 114350383 114350451 TGATGATGATGATGATGATGGA CGTTTTCTCCCCCTCTTCTT 261

Ai08B24305 Araip.B08 24305 p2 (AT)8 16 114350981 114350996 AAGGAATTTGTCTCCAACTCCA TCTCCACCATTTCTGCTTGA 262

Ai08B24308 Araip.B08 24308 p3 (ATA)5 15 114355334 114355348 TGACTCCAAAAATTTGATTAGGG CCGAACACTTTATTTGACTGGA 276

Ai08B24314 Araip.B08 24314 p2 (TA)8 16 114381448 114381463 CAACTCCATAAGCCATTTCCA CTTTCCATCCAAACAAACCC 215

Ai08B24319 Araip.B08 24319 p4 (AATC)5 20 114392777 114392796 AAAATTCGTATCTAACAAAGTATGCAA TGAGGCATGCATGTCGTAGT 272

Ai08B24320 Araip.B08 24320 p2 (AT)6 12 114393836 114393847 TAAACCGCAATACTGCTCCC GGCGCAGAAGTTACGAAGAG 266

Ai08B24321 Araip.B08 24321 p2 (AG)6 12 114406693 114406704 GGAGATTTTTGGGGAAGAGG GCGTTTAATGCCAGAAATGG 270

Ai08B24323 Araip.B08 24323 p2 (AT)15 30 114415810 114415839 TTTGCGAAGATAATCGGTCC TGGGTTTCTTTTGGGTTCCT 100

Ai08B24325 Araip.B08 24325 p2 (TA)8 16 114423718 114423733 TGTCCAACTGATTCTGTTAATGG TGGAGCATCCTCTCCTTTTC 277

Ai08B24330 Araip.B08 24330 p2 (AT)14 28 114433070 114433097 TTCCAGCAAACTTCACGTTG CCTTTTCGCTCAATCGTTTT 221

Ai08B24332 Araip.B08 24332 c (A)13ctacaatagtattcttttcgggtataattagatttagatgatttcttttccagcaattcattccaatcc(TGTT)5102 114449620 114449721 TTGCTTTCATTTCTTAACGGG TGTGAGGGACAAGACAGACG 272

Ai08B24335 Araip.B08 24335 p2 (GA)7 14 114454810 114454823 GTATTGGCGGTGGCATAGAT ATTAAAAGCGCCAACCCTCT 101

Ai08B24336 Araip.B08 24336 p2 (TC)6 12 114458770 114458781 GGACATGAGTGGCAGTGAGA CGTGACTCTGAGGGAGGAAG 251

Ai08B24337 Araip.B08 24337 p3 (AAG)6 18 114460561 114460578 GAAGATGAAGATGGTGATGATGA GCAACAAATTTCGGGAAAAA 171

Ai08B24338 Araip.B08 24338 p3 (AAG)6 18 114460974 114460991 TTTGCAGCATTATGTGTTTCTTC GCTCTTCCTCTTCCTCCTCC 209

Ai08B24345 Araip.B08 24345 p3 (ACC)5 15 114467664 114467678 AACCACCAAATTCACCGAAA TTGCTTCGTCAGAACCAGTG 136

Ai08B24350 Araip.B08 24350 p2 (AT)6 12 114509255 114509266 GAGGTGGCGAGGTATTACGA GTTTCGCAGGCTGAGTTAGG 235

Ai08B24351 Araip.B08 24351 p2 (TA)9 18 114510780 114510797 AGGAGGAGCAAGGAAGGGTA AGGTATGAGGAGGTAGGGTGC 157

Ai08B24352 Araip.B08 24352 p4 (TATT)5 20 114513238 114513257 CCACAAATGTCCTGATCTTTCA ACTAAGTGTGGGGAATTGCG 243

Ai08B24353 Araip.B08 24353 p2 (TA)6 12 114516618 114516629 GCTCGCATTCACATATGACG AGACTGAGCTTGTGGACCGT 246

Ai08B24354 Araip.B08 24354 p2 (TC)7 14 114524746 114524759 GCAATCAAGGAGGCGTTTAC GGTGAGGTAGGTGGGGTTTT 270

Ai08B24363 Araip.B08 24363 p2 (GA)10 20 114578384 114578403 TGGCTTTGATCCTACCATCC TTTCAAAATGCATGAGAAAGTGA 173

Ai08B24365 Araip.B08 24365 c (A)10tagtaaaacaagttgtattttatttgttt(TTA)554 114580781 114580834 ACATGTGTTGTAGGGACCGA TGGCCCAAGTTCATTTAGTTTT 172

Ai08B24367 Araip.B08 24367 p3 (AAT)11 33 114582643 114582675 TGGTGATTAAAATTTTGTTGACAATTA TTGAATAATGGCTTTTGGGC 258

Ai08B24378 Araip.B08 24378 p2 (AT)8 16 114605709 114605724 AAAAGAACACATCAGTCAACAAAAA TGAAAGGTGTGCTTAAGAGTGTT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24381 Araip.B08 24381 p3 (TTG)6 18 114607208 114607225 CCAGCAAATTGGTGTTTCAA ATGCAGAGGCAGAAGGAGAA 231

Ai08B24383 Araip.B08 24383 p2 (GT)7 14 114615730 114615743 TCACGAAGAATGCGTAATCG AAGTGAACCAAACCTGCCAC 167

Ai08B24393 Araip.B08 24393 p3 (CTC)6 18 114670277 114670294 GGCAAAGAAAAACGCTCAAG CGGCTCTGGTTCAGGAGTAG 205

Ai08B24394 Araip.B08 24394 p2 (TA)8 16 114676250 114676265 GACTTCTTTGGAGCAGGTCG TCAAACAGAGCTGTTCGTGG 238

Ai08B24396 Araip.B08 24396 p2 (CT)7 14 114684424 114684437 TACTCCAGTTTGAGGGGGTG TGCTCTCTCCTTCCTAAAGGG 162

Ai08B24400 Araip.B08 24400 p2 (TA)8 16 114691677 114691692 AGGATGTATGTTGCTGCGTG TTTTTCTCCCACTTTGTTACGTT 206

Ai08B24401 Araip.B08 24401 p2 (TA)12 24 114692205 114692228 TTGCGATAGCTATGTTGGTCA GCTCAAACGGCATAGTCTCC 212

Ai08B24409 Araip.B08 24409 p2 (TA)6 12 114708171 114708182 TTTCGGTCTAAAGAGTCGGC GCACCAGCTTACCAGCCTTA 260

Ai08B24410 Araip.B08 24410 p3 (TCG)5 15 114710781 114710795 TTTGGCATCTAATTACCGTCG GTAGGGCACCGACATCAACT 273

Ai08B24413 Araip.B08 24413 p3 (AGA)7 21 114722169 114722189 CAAGAACCCAGAATCAACAACA TTGTTTTAAAATCGTCCCGC 186

Ai08B24415 Araip.B08 24415 c* (A)11(AAG)6* 27 114725625 114725651 ACAATCCAGCAACACCAACA CTTGTTCCCAGTTTCTTCGC 209

Ai08B24416 Araip.B08 24416 c (AAG)9gcggtgagggcgaggaggaggaaccgtggcggatcac(AAG)29151 114726156 114726306 AAATTTAAGCCAAATCACAAAAA CTGTGATCCGCCATTGTTC 266

Ai08B24417 Araip.B08 24417 p2 (CT)7 14 114726519 114726532 CTCTCTCGCGCTGTCTCTCT GACGGAGAGCTGAGAAGGAA 158

Ai08B24418 Araip.B08 24418 p2 (CT)15 30 114729097 114729126 TCCTCGAGTTCCTCAGCATT GGAGGTGGGAAGAGGGTTAG 280

Ai08B24419 Araip.B08 24419 c (GAA)6ggtaaggacaaagaaagggaaccacaaggaaccacgggggagg(GAA)885 114730072 114730156 TTTTTGCATACAAATCGTCCC ACTAGCGAAGAACAGAGGCG 280

Ai08B24423 Araip.B08 24423 p3 (TAT)13 39 114736670 114736708 TCTCTGCCCTCCTCACAGTT GTTCTTGTCCTTGCTCCTGC 192

Ai08B24424 Araip.B08 24424 p3 (AAT)5 15 114736882 114736896 GCAGGAGCAAGGACAAGAAC TTTAACGCCAATCCTCCTTG 182

Ai08B24426 Araip.B08 24426 p3 (CAT)5 15 114740445 114740459 AACACAGGCACCAATCATCA TGTTGCTGATATGTTGTTCGC 279

Ai08B24427 Araip.B08 24427 p2 (GA)6 12 114743099 114743110 GTCAAAAGCTTCTCGCTGCT CGGAAACTCAATGGAAAGGA 243

Ai08B24431 Araip.B08 24431 p2 (AT)6 12 114760412 114760423 CATTATCGGAACACCATTATTGA TTGTAGAATAGTGTGGTCATTTGC 199

Ai08B24432 Araip.B08 24432 p2 (AT)11 22 114760750 114760771 TTCTGCATTTAATAATTTCAATCG AAAATTTGGATAATAAATCAATCCTCA 200

Ai08B24435 Araip.B08 24435 c (A)10tagtttcacaacatcgtatcaaaacttctatgaccaaaacatctagagtttaatttttattatttttttagagaaaaaaagtataagat(A)10109 114770959 114771067 TTTGTGTCTTTGTGTCCCTGTC TTTGGGTTTGTTTGAATTTTTG 242

Ai08B24436 Araip.B08 24436 c (A)10tagtttcacaacatcgtatcaaaacttctatgaccaaaacatctagagtttaatttttattatttttattatttttttaggtataagat(A)10109 114771208 114771316 CGTAAGCATATATACGCCTCCTCT TTTGGGTTTGTTTGAATTTTTG 180

Ai08B24437 Araip.B08 24437 c (TG)12tc(TA)9 44 114775549 114775592 AAATGTAAAGTGCGCTTCCG CGGTCTAAACTTCGCAGGTC 144

Ai08B24446 Araip.B08 24446 p3 (TAT)7 21 114793070 114793090 TCACACCGCACAATGTGTTA CAACAATGACATAACAAATCTCAACA 243

Ai08B24451 Araip.B08 24451 p2 (AT)29 58 114808267 114808324 ATATGCAAGTCATGCCCCTC CAGGTTCAAGAAGCTTTGGC 227

Ai08B24452 Araip.B08 24452 p2 (CT)7 14 114810680 114810693 CCTCTGTTCGCGACTCAAAT GAGAGAGGGGAAGAGAGCGT 236

Ai08B24459 Araip.B08 24459 p3 (TAA)32 96 114830397 114830492 TAGCAGGGGAAAAAGCTCAA ACCGTCTCTAAATCCCATGC 211

Ai08B24466 Araip.B08 24466 p3 (AGG)8 24 114865980 114866003 TCAAAACCAGCGTCCCTAAC GGGGCTTCTGTTACTCCTCC 200

Ai08B24472 Araip.B08 24472 p3 (ATA)6 18 114887217 114887234 TGTTAATGAGTCGAGCCGTG TGATCAACCCTTGCTCCTTT 240

Ai08B24473 Araip.B08 24473 p3 (AGA)5 15 114888331 114888345 TAAGCAATGCATGGCAACAT TTTTTGCATCGTTTTTGCTG 240

Ai08B24478 Araip.B08 24478 c (TG)7(T)15 29 114898127 114898155 TTCGGGGGTCATTTTGAGTA CACCCTTCTCAACCCAAGAA 210

Ai08B24484 Araip.B08 24484 p2 (CT)10 20 114929081 114929100 GACTAGGCATCGAGCTCACC TTCACCACACACTGGGAAAA 217

Ai08B24487 Araip.B08 24487 p2 (TC)20 40 114936134 114936173 CAATTCAAAAATGTGGCATCA CCTTGGGACCAAATTGTGAG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24488 Araip.B08 24488 p2 (CT)10 20 114936794 114936813 GACTAGGCATCGAGCTCACC AAGAGAGGAGGAAGTGGGGA 132

Ai08B24492 Araip.B08 24492 p3 (TTC)5 15 114942871 114942885 TTTCAGAATTACCCCCACCA CAGCAAGTTCATTGAAGCCA 221

Ai08B24494 Araip.B08 24494 c (A)11ttccctcgtttcttttttttgtttttcttcgttcataatcccttcccgtttcattttctttgtttgtttttgttttatttttta(T)10105 114945706 114945810 CCGGGAATTGACTGTGATTA CCCACGAAAAAGAAAGAAACG 278

Ai08B24496 Araip.B08 24496 p2 (TC)9 18 114949549 114949566 TTATGAAGAATGACGCGACG AGATGATTCGCCTCCCTTTT 271

Ai08B24498 Araip.B08 24498 p5 (AAAAT)5 25 114950242 114950266 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 162

Ai08B24504 Araip.B08 24504 p3 (CAC)5 15 114970301 114970315 ATTTTCTCAAGGGGGAATGG CGGAAGAAGAGGAGGTAATGG 149

Ai08B24505 Araip.B08 24505 c (AAG)5aaacacataatactgcaaaagagaaaaagaaaaaaatacagcaacaacaatagcaataaaaaaaacaacaattaagaataaacacgc(A)10112 114971118 114971229 TCATCTTTTTCTTTCTCATCATCA TGGCGTTTCTCCTCATCTTT 278

Ai08B24506 Araip.B08 24506 p2 (AT)8 16 114974206 114974221 TGCTTCAAAACGGATATTCAA GGGACTACGTTGTGAGTAGGC 277

Ai08B24512 Araip.B08 24512 p3 (GAA)5 15 114999362 114999376 CACAGAAAGCGATGGAGGAT TGCTGGTCGTCTCCTCTTCT 168

Ai08B24516 Araip.B08 24516 p2 (TC)8 16 115011605 115011620 TTGCATGAACTCGTCATCGT TTGAGTTAGAATTTCAGATGTTTCTTC 183

Ai08B24519 Araip.B08 24519 p2 (AG)7 14 115017635 115017648 TCAAGGAACTGCGAGGAAGT TGCATCCATTCAAAGGAGAG 263

Ai08B24524 Araip.B08 24524 p2 (AT)15 30 115041675 115041704 TTTCATTAGCCAGATTCACGA GTACGCGTGACTTCCCTGTT 264

Ai08B24525 Araip.B08 24525 p2 (AT)9 18 115042915 115042932 CCAAGGTTCCAAACACAACC GACTTGGGATGTTTTGTCCG 165

Ai08B24527 Araip.B08 24527 p2 (TC)9 18 115058826 115058843 AATGCTGCTATGGAAGCTGG CTTCAACTCATTTGGGCCAC 262

Ai08B24530 Araip.B08 24530 c (AT)9(AG)10 38 115075121 115075158 GGTCCTGTTTTACATTCTCTTTTG CAAAGATGGTGTCCCCTGTT 280

Ai08B24531 Araip.B08 24531 p2 (AT)11 22 115078790 115078811 TTCCTAAGCATTGCGCTTTT TCCCTCAGGCTCTACAGGAA 218

Ai08B24537 Araip.B08 24537 p3 (TAA)7 21 115099151 115099171 TCATGGCATGTTCATCCAAC ACACACCCTCACCACTCTCC 204

Ai08B24539 Araip.B08 24539 c (T)10c(T)11 22 115102278 115102299 TTAGGGTTAGGGGGAATTGG TTCCAGTCAGCAAAGGATTTTT 242

Ai08B24549 Araip.B08 24549 c (A)10gaaaaaaatgaatgataaagaaaaaga(AT)7gaaaaacaaaacaaaagaaaaag(A)1084 115126085 115126168 AGTGTGGCAAAACTTGGGAC TTCACTTTGGGGCATTTTGT 264

Ai08B24551 Araip.B08 24551 p2 (TA)6 12 115146692 115146703 TGTCTGTTTTTAAAATTCTTCGGA TTTTACGCTGAGACGATCCA 249

Ai08B24553 Araip.B08 24553 p2 (AT)9 18 115149421 115149438 TCTAAAGTGTTCTTGGTCATAGGATT TGACATTCGCAAGTCAAAGG 272

Ai08B24554 Araip.B08 24554 c (T)10aaaaaaaatgtaaaagatagatctag(A)10cactacaaaaaaaatcactcattcggccac(T)1187 115155908 115155994 TACTCCAACCATTGCCACCT TGTGCAAGAATCAAATGCAA 257

Ai08B24559 Araip.B08 24559 p2 (AC)6 12 115171513 115171524 GCGTATGCACAAGAACCAGA ATGGAGTGAGGCCTTGTTTG 181

Ai08B24564 Araip.B08 24564 p2 (AT)9 18 115187646 115187663 GCGCACTAAGGGAAGAGAAA CCCCTCCCCTAGTTGTTTTT 249

Ai08B24566 Araip.B08 24566 c (TTA)5ttttttcttc(T)1035 115203514 115203548 GGCTGGAGTGCTCGATAGAA GAGAAGAAGACAGGAGGCGA 102

Ai08B24570 Araip.B08 24570 p2 (TA)6 12 115229985 115229996 CCCCAAAAAGGTTGAAACAA CAGTCATCAACCAGGAAGCA 225

Ai08B24575 Araip.B08 24575 p3 (AAG)8 24 115234038 115234061 CTGGCCATTTAGTGCCAACT TCCGTGCAAACACTTGTCAT 276

Ai08B24578 Araip.B08 24578 c (AAT)11(ATT)8 57 115236465 115236521 AGATTTGCATGCTGCCTTTT CATTGACAACGATGGTGGAG 271

Ai08B24583 Araip.B08 24583 c (T)10ggataggatatattgatggatggttaa(T)1047 115268930 115268976 AGAGGGTTCAGCTTGTTCCA GTCATTCGGGCTGCTTTTAG 258

Ai08B24584 Araip.B08 24584 p3 (TAT)13 39 115269546 115269584 TCTTTCCGTCCCTGTCTCTC TGGCAGTGGAGACTGTTGAG 261

Ai08B24586 Araip.B08 24586 c (A)11gtt(A)10 24 115282733 115282756 ACATTACGGGTGAAAGCGTC AGTCCGCTCTGCCATGTACT 235

Ai08B24590 Araip.B08 24590 p3 (CAG)5 15 115292816 115292830 TAAGACCGGGGAAGAGGACT AGCGAGGACAAGGACCACTA 183

Ai08B24593 Araip.B08 24593 p2 (AC)7 14 115299612 115299625 AGCCGCCACACACATACATA CCCTTTCCGCTTCTCTTTCT 101

Ai08B24594 Araip.B08 24594 p3 (ATT)5 15 115302924 115302938 AGGCAGAACGAGGTCTTTGA AATTCCCTTAAGGCTTTGGC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24595 Araip.B08 24595 p2 (TG)8 16 115304784 115304799 GTACCAGTGTCGGAAATCGG CATGAATTTCACAATAGCCCA 246

Ai08B24597 Araip.B08 24597 c (CTT)5tc(TCA)7tcttt(TTC)558 115312520 115312577 CTCTTCTTCTCCCTCTTCCTCA TGCAGCATTATGTGCTTCTTC 206

Ai08B24601 Araip.B08 24601 c (TA)10(T)11 31 115321734 115321764 CAAATGATAGCGTGAATAAGTTAGGA CATTGATGAGCAGAACAAGACA 273

Ai08B24602 Araip.B08 24602 p3 (TTC)5 15 115337330 115337344 TCGATCAAGGCATGAGTCAG GACGACGATTGCAAAAACTG 182

Ai08B24603 Araip.B08 24603 p2 (TA)6 12 115338322 115338333 TTTTATGGCATTTGTGGCAA CCACGGAACAGGAAGAAAGA 275

Ai08B24607 Araip.B08 24607 p3 (ATT)24 72 115347106 115347177 GGCTCTAGTGCAAATGGGAG CGATCCCTATCGTAATTATTCGT 246

Ai08B24608 Araip.B08 24608 p2 (AT)6 12 115347384 115347395 AAAATGGGATATTAGTGATTCGGA GATAGTCGCAGGTCAAAGGC 227

Ai08B24609 Araip.B08 24609 p2 (TA)6 12 115348311 115348322 TTGATTCACAAATCAGTCACCA CTTGCACCAGCAATTCTTCA 139

Ai08B24611 Araip.B08 24611 c (A)11gagaagaaaaacaaaagaaaaagaaaaataaaaagaaatatatggaaaagaaaag(A)1076 115354156 115354231 GATTTGGGAACATTGGTTGG TATTGAGCTTTGCTTTGGGG 252

Ai08B24616 Araip.B08 24616 p2 (TA)15 30 115361874 115361903 CCTCTGGTTCTCACCCCATA CCTCTGGTTCTCACCCCATA 260

Ai08B24617 Araip.B08 24617 p2 (CT)8 16 115371445 115371460 GCGTTTAAATGCCAGAAAGG AGTGGAGGTGATTGGTGAGG 255

Ai08B24619 Araip.B08 24619 p4 (ATAC)5 20 115379239 115379258 TATCCATGGCATAAACGCAA TTTCGGGACTGTTTTGGAAG 234

Ai08B24620 Araip.B08 24620 p3 (TCT)5 15 115381603 115381617 TCGTCATGCCTAGTCCTTCA CCACTCGCCACTTACCCTTA 279

Ai08B24621 Araip.B08 24621 p3 (ATT)5 15 115385694 115385708 TTTTTGTTTAACTTATGTTTTTGTGG AAAATGAATTTTGTGACAACAGGA 262

Ai08B24622 Araip.B08 24622 c (T)10aatggcagctcctctttttactccattcacactttttttc(T)1060 115386300 115386359 GATCATAGCTTCACGTCGCA GGTGATATGATAAGTTCAACACAGC 225

Ai08B24623 Araip.B08 24623 c (ATA)5gtag(TAA)637 115390049 115390085 ACGACGTGGCTTTTGTTTCT TTATGGAGGCTAAGGAGCAAT 223

Ai08B24624 Araip.B08 24624 p3 (AAT)5 15 115391218 115391232 GCAGTGTTCGTATTGTTCATCTTT TTTTAGCGGCCATTTTCTTG 250

Ai08B24625 Araip.B08 24625 c (T)10cttttggaagatgctggttgttttttaatttttagtttttaatcctgtgatatctgtttgggcccaattttcac(A)1296 115392200 115392295 GGCGTCAGTTGATACCCTGT GTTGAGTGCACGAGTCCAAA 263

Ai08B24627 Araip.B08 24627 p2 (CT)18 36 115394357 115394392 GTGGCAAGGTTTCTCTCCAG CGGACACATTCTTTCATCCC 278

Ai08B24631 Araip.B08 24631 p3 (TAA)12 36 115416130 115416165 TTCGGCCACTTTCTTTCTTC CATTCCGTCAATGTTCAACG 278

Ai08B24639 Araip.B08 24639 p2 (AG)7 14 115424366 115424379 CAAAGTGGACCAAACGGACT ACCTCACCATCACCTATCCG 151

Ai08B24642 Araip.B08 24642 c (TC)7taactttttcttatggggctgggtttcattccaatttagtgttgaccaagctggataggtacagaggagatcactacggaaat(AAC)5112 115433940 115434051 TTTCTAGTTTGGGTCGGTGC GGCCTCGAAGAGTAATGGTG 272

Ai08B24643 Araip.B08 24643 p2 (AT)6 12 115435839 115435850 AGTGCATCGCACACGTAAAA GTTGCTTTTGGAGAATTGGG 206

Ai08B24644 Araip.B08 24644 p3 (AAT)5 15 115436803 115436817 TATTCAAACCTCGGGTCGTC TCCCTTGATCTTCCTTTGCT 265

Ai08B24646 Araip.B08 24646 p3 (AAT)5 15 115443012 115443026 TATTCAAACCTCGGGTCGTC TGTCCCTTGACCTTCCTTTG 267

Ai08B24649 Araip.B08 24649 c (T)12cgaaaattcaaaataaaaataaaataattagttaattaaaaagaaatttttgaaaaagggggaagatattttcgaaaat(AG)6103 115457831 115457933 TGTGAGGAGGGTAGAGATGTGA TTTCTTACCTTTTTCAAAACCACC 277

Ai08B24650 Araip.B08 24650 c (T)11cgaaaacagatgagaaaattttttgaaatatttttgaaaa(T)1061 115458696 115458756 GTTGGAAGCCTCAGTCCAAA AACGGTTCATCCTGTTGCTC 235

Ai08B24652 Araip.B08 24652 p2 (AC)6 12 115462547 115462558 TCAAAAATGAAGCCCTAGCC CCTGTGTCCCTCACTCCACT 134

Ai08B24653 Araip.B08 24653 p2 (TA)9 18 115466114 115466131 TGGATGCAGAAGTCACGAAG TTTAAACCGCAAAATCGCTC 254

Ai08B24660 Araip.B08 24660 p4 (ATAC)6 24 115526019 115526042 GCATAAACGCAACCAACAAA GTTTTCGGGACTGTTTTGGA 226

Ai08B24663 Araip.B08 24663 c (A)11tgatatcatgacaaataaaatccgactagatg(T)1154 115527270 115527323 AATTATTTACGCGACTTTTGCT ATTGGCGATTCGGTTAAACA 162

Ai08B24665 Araip.B08 24665 c (A)10catttacttgagaaagcaaataggctcctataaactccatataagtctcctattatgtt(TG)783 115532109 115532191 GAAAAGACCCTCTTGATGGC GCTCAATGGAATTGCATCCT 275

Ai08B24666 Araip.B08 24666 p3 (TTG)5 15 115539383 115539397 TTTCTCTTTCTGCTTCTGATTCTG ATCGTCCCTCGGGTTTAACT 218

Ai08B24668 Araip.B08 24668 c (CT)9ccccctccctcctacaatgactcagtggcaccatcttttccttctt(TTTC)5cttcccttgtttctcactcctccctatcttctcgttc(T)10131 115543979 115544109 CCACAGCGACAATAGCCATA AATCACACATGGACACCCCT 210
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Ai08B24669 Araip.B08 24669 p2 (AT)7 14 115544562 115544575 ATGCTCCTCGTGTAACACCC TCGCCTTTAATTTTGCAAGTC 280

Ai08B24674 Araip.B08 24674 p2 (TC)8 16 115586725 115586740 TTCGTGGTTTTCCAATCCAT CAAAGCCATTGTTACAGCCA 279

Ai08B24675 Araip.B08 24675 c (TA)6tgggagagacattagaa(T)1241 115596557 115596597 TGGTCCCTCCTAGAGGTTGA TTGTGTCGTTCTCACCTTCG 207

Ai08B24677 Araip.B08 24677 p2 (AG)7 14 115606654 115606667 TACCAATACCCGATCCAAGC CCGAGTTGCATGTATGAGGA 274

Ai08B24678 Araip.B08 24678 p3 (CTC)5 15 115607937 115607951 AAGGCATAGATTCAACCCCC CGATGAAGATGAAACATGCAA 203

Ai08B24680 Araip.B08 24680 c (AAG)7(ATG)22 87 115608898 115608984 TGCAGCATTATGTGCTTCTTC GCAAATTTGGGTGTAACACGA 270

Ai08B24683 Araip.B08 24683 c (T)11catattgatggttcataaaagatccatacaagtaaataagtgatgaacatccatgaaaggatcggtcgaaatatagcttaaatgcttgttaagttatg(A)13122 115614059 115614180 TTTGCTAGCGGGTCTTTTTC TCATTCCTTCGTGAGTGTGG 261

Ai08B24684 Araip.B08 24684 p2 (CA)6 12 115616558 115616569 CCGACAGCAGACTGATCACA GAGATCCTGCATATCTTGGCA 279

Ai08B24685 Araip.B08 24685 c (A)12tt(A)19 33 115617454 115617486 TGATTCGGAGAGGAACGAAG TGGTCTGTTCAGATGCGAGA 277

Ai08B24687 Araip.B08 24687 p2 (TA)7 14 115620634 115620647 GCCTTCGTGAATACGAACAGA GCGGAGCTACAGGAGCATAG 240

Ai08B24688 Araip.B08 24688 c* (AT)7(ATA)5* 27 115623000 115623026 CGTTCGGTGACAAATGAAGA CACAGAAACGGAGGATGAAG 274

Ai08B24692 Araip.B08 24692 p2 (TC)9 18 115643833 115643850 ACCAAAGAAGAGTTCAGCCG ATGTCATCGGAGAATCGGAG 264

Ai08B24693 Araip.B08 24693 p2 (TA)6 12 115656032 115656043 GGTTGCTTTTGAAGAAACAGG ACAAAAGCCGCAAAAAGAAA 227

Ai08B24695 Araip.B08 24695 p2 (AC)26 52 115660218 115660269 GTTTCCCCTCCCTAAACCAG GCCTCCTCTCTCCTCTCCTC 278

Ai08B24696 Araip.B08 24696 p2 (GA)7 14 115660722 115660735 AAGTCTGTGTCCTCGCCATC AAGCGTGACAGAAGCGTTTT 264

Ai08B24698 Araip.B08 24698 p2 (GA)9 18 115669242 115669259 CTTTCGCTGTTCTCCTCGTC TCAGTGATGGTGGAAGGACA 223

Ai08B24704 Araip.B08 24704 p2 (TC)6 12 115694301 115694312 CTTGCATTGAAACCAGAGCA TGCTCGATAGCTTCCTCGAT 157

Ai08B24709 Araip.B08 24709 p3 (TAA)5 15 115698993 115699007 GCCATTTAAGTTGGCATTTCA CTTGGTCTTGCCACCATACA 185

Ai08B24710 Araip.B08 24710 p4 (ATAC)8 32 115705413 115705444 GCATTAACGCAACCAACAAA GTTTTCGGGACTGTTTTGGA 220

Ai08B24713 Araip.B08 24713 p2 (TA)9 18 115710811 115710828 AACCCAAGAGAAACCCCAAT GTTCTCACCCATGCGAATTT 241

Ai08B24714 Araip.B08 24714 p2 (TA)9 18 115712746 115712763 AACCCAAGAGAAACCCCAAT GTTCTCACCCATGCGAATTT 241

Ai08B24717 Araip.B08 24717 p3 (CAA)6 18 115738699 115738716 GGAGGTTTTCCACCACAGAA TAGTAAACACCCGTCCAGGC 271

Ai08B24719 Araip.B08 24719 p2 (TA)6 12 115744317 115744328 CCGTCGAGGATTTTAGGTGA GGCTCAAATCTCACTTGCTTG 272

Ai08B24723 Araip.B08 24723 p2 (GA)8 16 115761380 115761395 GCTGAGTCGCGAAGAGAGAG ATGGTGTCGACAGGCTTCAT 267

Ai08B24724 Araip.B08 24724 p3 (AAT)5 15 115767910 115767924 TCTTCTCCAACAAAACGGCT AGTTGATCCATTGATTCGGG 191

Ai08B24726 Araip.B08 24726 p3 (AAT)5 15 115771492 115771506 TTTGGGCTAGGTGATTCAAGA ATGCCGTTGAACTTCGGATA 257

Ai08B24728 Araip.B08 24728 p2 (AC)8 16 115781930 115781945 TAAATCGGTCGAACCAGACC GGGGGAGAACTGAACACAAA 269

Ai08B24729 Araip.B08 24729 p2 (AT)8 16 115785536 115785551 CATGCTAGGTTCTATGCTGGC TCCTCAGAGGCATTTACGCT 103

Ai08B24733 Araip.B08 24733 p2 (TC)8 16 115797979 115797994 AAGCCATGCGAACAGAAAGT TGCTTGTCCTCAAGCAAAGA 278

Ai08B24734 Araip.B08 24734 p3 (AAG)5 15 115798681 115798695 TTGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 155

Ai08B24738 Araip.B08 24738 p2 (CT)7 14 115808775 115808788 CATTTGTGAACACCCACAGC GTGGGAGGGAGAGATTAGGG 246

Ai08B24739 Araip.B08 24739 p2 (TA)6 12 115812393 115812404 TTGAAAACATAATGCCAATTTTT TTTTTATCCCTAATTCTGTATCCTTTT 151

Ai08B24741 Araip.B08 24741 c (A)10caaatcacagcggcg(GAA)540 115819805 115819844 CCACCGCCAATAAAAAGAAA CTCCTCTCCCGTGTTACTGC 235

Ai08B24743 Araip.B08 24743 c (CCT)9acttcattgcctccgcctgcttcggctcaaaaacattttcctcctccacctccaccttcttcttcgactcgaaaagatgctcca(CCT)5126 115822026 115822151 AATCCCATCAATGCCATCAT TTTTAGAGCCGAAGCAGGTG 262
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Ai08B24747 Araip.B08 24747 p3 (GAA)5 15 115836791 115836805 GGGGTGCGAAATAGTCTCAA TGTTTTGCAGATGGGGTCTT 144

Ai08B24753 Araip.B08 24753 p2 (AG)6 12 115877153 115877164 GCCTCCACGGTTGAAATAAA AACCACCACAGGAGTTGGAG 248

Ai08B24754 Araip.B08 24754 p2 (CT)6 12 115877826 115877837 ACATGAGATCCGTTGGAAGC GGCTGGGCCAGATTCTATTA 132

Ai08B24755 Araip.B08 24755 c (T)10cttttaacctctaa(TAT)642 115880822 115880863 CGGCATAATTGCATTTCAAAC AACCTAAATTGGAAAATTAGTATGTTG 228

Ai08B24756 Araip.B08 24756 p3 (TAT)7 21 115881379 115881399 ACATGATTAATCTCTACTTAGTGCCA ACCTCACAACTTTGCCCATT 263

Ai08B24761 Araip.B08 24761 p3 (TCT)6 18 115889792 115889809 AAAAGCTCTGCATACAAGCCA CGTGCAAGAAGAAGAAGAACG 250

Ai08B24762 Araip.B08 24762 p3 (CTT)6 18 115889916 115889933 GCACGTTCTTCTTCCTCTTCC CGTTGAAGTGCACCTTATGC 278

Ai08B24766 Araip.B08 24766 p3 (AAT)7 21 115904549 115904569 ATGCAACAATAGGTGAGGGC CATGCAAAATTTCAAGTGCAG 164

Ai08B24768 Araip.B08 24768 c (T)10ggcatatgtattctatttcttaat(A)1246 115908386 115908431 TGGTCACATGCTTCCTCAAG GAAAAGGAGAGAGACACAAATTTTC 235

Ai08B24769 Araip.B08 24769 p3 (AAT)7 21 115909865 115909885 ATGCAACAATAGGTGAGGGC CATGCAAAATTTCAAGTGCAG 164

Ai08B24775 Araip.B08 24775 p3 (GAA)7 21 115919773 115919793 GAGGAGAAGAGTTTTGAACGG TCAAAATTAAGGAATTTTCTATGTCA 243

Ai08B24779 Araip.B08 24779 p3 (AAT)6 18 115924428 115924445 GGACACCAATAATTGTTCCAA TTGATTTCCTCCTCTGCCTC 240

Ai08B24784 Araip.B08 24784 p2 (TA)10 20 115948413 115948432 TCTCGTTAGGCGTTTGGACT ACAAGCTCCTAACCAAGCCC 232

Ai08B24785 Araip.B08 24785 p3 (TTA)5 15 115949305 115949319 GCCTTGTCTTGTGTGTGAACTC TTTAACACTAAAATCCGCTGC 113

Ai08B24791 Araip.B08 24791 p2 (AG)6 12 115969006 115969017 TTGGGCTATTTTTGACCCAG AAAGGAACATTGAACCTGGAAA 247

Ai08B24798 Araip.B08 24798 p2 (CT)6 12 115982219 115982230 TGTTTTCTTATCTTTTTCAAAACTACC GGGTTCGAATTTGGTGAGTG 274

Ai08B24799 Araip.B08 24799 p3 (TTC)5 15 115987168 115987182 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 149

Ai08B24801 Araip.B08 24801 p2 (AT)11 22 115996065 115996086 CTGAAACCAGCGTTTTGGAG TATCATGGTTTATGCCCCCT 197

Ai08B24804 Araip.B08 24804 p2 (TA)9 18 116000229 116000246 TGCAACCTAACTAGGCCGTAA TTGTTGAACTGGAAATTGCG 263

Ai08B24807 Araip.B08 24807 p3 (ACC)6 18 116013645 116013662 GAGAGTAGGGAGGGAAGGGA CTCTTGTTCCTCGTCGTCGT 105

Ai08B24811 Araip.B08 24811 p2 (AC)6 12 116043985 116043996 AGAAATGCTCAATGGACGCT AATATTTGTCGCATCTCGCA 183

Ai08B24816 Araip.B08 24816 p2 (AG)6 12 116099037 116099048 GCTGCTTTTGACCCAGTTTC GCAAGATGAAAATCTGAATTGG 198

Ai08B24817 Araip.B08 24817 p2 (AT)6 12 116130427 116130438 CATACCTTGGCCGATCACTT CCTAAACCCTAGCCAATTTTTG 233

Ai08B24818 Araip.B08 24818 p2 (CT)7 14 116148528 116148541 TGGGAAGATTGAACCTGGAA TTTCGGCCCAGAAAACATAG 222

Ai08B24819 Araip.B08 24819 p3 (ATT)5 15 116149486 116149500 GCCCGTTCATTTCCATGTAG GCACCAAGGTCAATGAGGAT 201

Ai08B24820 Araip.B08 24820 p3 (TAT)6 18 116150002 116150019 AGGAGCAGTGAGAGCGAGAG AGGTCGATGCGGATAGTGAC 115

Ai08B24821 Araip.B08 24821 p3 (TAT)5 15 116150535 116150549 CGCAGGAAAAAGGAAAATTG ATAGTGATGAGGACCGCGAC 232

Ai08B24826 Araip.B08 24826 p3 (TAT)17 51 116165564 116165614 TCGTCCAACGAAGTGGAAAT GCTGGAGACATTGAGGGAAA 168

Ai08B24827 Araip.B08 24827 p3 (TAT)26 78 116166148 116166225 TGTGAAGGAGGAGCAGTGTG ACTTTGACACCGGCGTAGAC 241

Ai08B24828 Araip.B08 24828 p3 (TTA)5 15 116167327 116167341 GGATAGCCATTTTCGACTGG AAAGCACCGAGGTCAATGAG 280

Ai08B24829 Araip.B08 24829 c (A)13gaaaactacgatcagaaagtgtgaaggaggaggagagagaagtagagaggacatgtcgtccaacgaagtgggaatgaaggttgtta(TAT)5114 116167716 116167829 TCGTTGGATAGCCATTTTCC ATTGGAGAGATGGGGAAAGC 273

Ai08B24830 Araip.B08 24830 p3 (TTA)5 15 116168806 116168820 GGATAGCCATTTTCGACTGG AAAGCACCGAGGTCAATGAG 280

Ai08B24831 Araip.B08 24831 p3 (ATT)16 48 116169332 116169379 TTGTCCAACGAAGTCGGAAT AAACGGACATTTTAGTTCCCAA 253

Ai08B24832 Araip.B08 24832 p2 (TA)9 18 116169711 116169728 GGGGACTAAAATGTCCGCTT AAGCTTTCATTGCCATCTTTG 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24833 Araip.B08 24833 p2 (CT)7 14 116174690 116174703 GGAACATTGAACCTGAATTGAA CGCGATCTGCAGAATTAACA 274

Ai08B24834 Araip.B08 24834 p2 (AG)8 16 116181368 116181383 AGGTGGGAATTATGGGGAAG TAACGCCAGAAAGGGAAGAA 280

Ai08B24835 Araip.B08 24835 p2 (TC)6 12 116189372 116189383 GGAACATTGAACCTGAATTGAA ACAGAAATAGCTGGGGGTGA 257

Ai08B24836 Araip.B08 24836 p2 (TA)7 14 116193332 116193345 TGAGAAGATACCAGAACCAACC GACATGAGACGACGTGACCA 124

Ai08B24837 Araip.B08 24837 c (AC)6aacgca(CT)1650 116193698 116193747 GTTCCTTCACTCGCCATCAT TATTGGGAGATGCAGGGTTC 243

Ai08B24840 Araip.B08 24840 p3 (ACA)5 15 116202508 116202522 TTGGTCCTGGTGGTGGTATT ACATGACAGAGCACAATGGC 231

Ai08B24842 Araip.B08 24842 p3 (AGA)6 18 116209744 116209761 TGAGAGCGAGCAGAAGATGA AACCATCATGGAAGCTCGTC 138

Ai08B24843 Araip.B08 24843 p3 (GCT)6 18 116216326 116216343 AGAGGGCTGTTGACGAAGAA TGATCCTGTGACAGAGCTGG 145

Ai08B24844 Araip.B08 24844 p3 (AAC)5 15 116217638 116217652 AAACCACACCACTTCTTGCC AACCCACGATCGTTTGAAAG 256

Ai08B24856 Araip.B08 24856 p3 (AAT)5 15 116262117 116262131 AACCATCTCTGCATCCAACC GAGTAACTAACCATAGCCGCCTT 236

Ai08B24858 Araip.B08 24858 p3 (CAA)7 21 116264484 116264504 CAAGGGTTTGGAAGCAGTGT GGAAATGTACCTTGCCCTCA 164

Ai08B24859 Araip.B08 24859 p2 (AG)27 54 116267840 116267893 ATCGAACTTTGGAGGCTGAA CCGACTCATGACTCACCACT 280

Ai08B24861 Araip.B08 24861 p2 (GA)11 22 116280825 116280846 TCTTTCACCACCACCAACAA TCTACCACCCTCAGTCCCAC 191

Ai08B24863 Araip.B08 24863 p2 (AG)6 12 116284417 116284428 TCTTTCACCACCACCAACAA TTCACGAGAGTGACGACTGG 194

Ai08B24866 Araip.B08 24866 c (TTA)14(ATA)10 72 116293980 116294051 GGAAGGGTGGTTAGGTGTCA TCTGACATCCTGAATTTTTGAA 277

Ai08B24870 Araip.B08 24870 p2 (TA)10 20 116308961 116308980 CTGGATCCTTGGAAGCAAAG ACTAGCCCCTGACTCAGCCT 240

Ai08B24871 Araip.B08 24871 p4 (AAAT)6 24 116313067 116313090 TAGGTATCGCATATCCGCGT ATCTGCACATTTGCGAATCA 279

Ai08B24872 Araip.B08 24872 p4 (TTTA)5 20 116320871 116320890 GTGCATTTTATGGGGTCCAC TGAGTTCAAGCACAAGCCAC 280

Ai08B24873 Araip.B08 24873 p2 (GA)7 14 116327733 116327746 TCTTTCACCACCACCAACAA ATCTATCGCCACCTCCTCCT 160

Ai08B24874 Araip.B08 24874 p3 (GAG)5 15 116344224 116344238 TCTTTCACCACCACCAACAA ACGAGAGTGATGACGAGGCT 242

Ai08B24877 Araip.B08 24877 p2 (AT)7 14 116365286 116365299 TTCTCCACATCTATCTGATCTTACG TGGGACACATCTCCATTGAA 276

Ai08B24882 Araip.B08 24882 p2 (TG)6 12 116393813 116393824 GGTCCTGAGACCGCTTATCA TATGGACGAATACGCAAGCA 169

Ai08B24884 Araip.B08 24884 p2 (GC)6 12 116408363 116408374 AGTGCAATTCCACCTCTTGG GACGCATCAGTTTTGGCATA 236

Ai08B24886 Araip.B08 24886 p2 (AT)9 18 116413991 116414008 GGTTGTAATGGGGCTAGGGT AAAAAGGGGACAAAAATGCC 246

Ai08B24887 Araip.B08 24887 p2 (TC)8 16 116418408 116418423 TGAACCAAGGTGCTAGAACAAA TTTTTGAACCCAAGGATTGC 213

Ai08B24888 Araip.B08 24888 p2 (TC)9 18 116429801 116429818 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAGG 221

Ai08B24890 Araip.B08 24890 p3 (AAT)5 15 116438442 116438456 GGGGCTCACACAAGATTCAT GCATGCTTCCAAATTTCCAT 257

Ai08B24891 Araip.B08 24891 c (TA)9(CA)8 34 116444041 116444074 CCACACGACCAAGGAAGAAT CCCCTCGTCGGCTATTATTT 214

Ai08B24892 Araip.B08 24892 p2 (TA)10 20 116445315 116445334 TTTACCCCAACCTTCCAACC ACTCTTGGGACTCAGGGTCA 280

Ai08B24893 Araip.B08 24893 p2 (TA)8 16 116448936 116448951 ACTCGGTTCGCGAAGATAAA TTGGGACTCAGGGTCGTATC 197

Ai08B24897 Araip.B08 24897 p2 (CT)9 18 116468575 116468592 TCTCTCTGCACCGTTGTTGT TGCTTTTTAAGTTGCTTCAGGA 200

Ai08B24899 Araip.B08 24899 p2 (AT)7 14 116474765 116474778 CGAGCTGCAAATCATTGAAA CATTCATGGATGCAAAACGA 255

Ai08B24900 Araip.B08 24900 p3 (ATA)17 51 116475970 116476020 TACTGGTTACATGCTGGGCA TCTTTGCCAACTTGCTTCAA 276

Ai08B24903 Araip.B08 24903 p2 (CT)25 50 116483903 116483952 TCTCCGTGTGACAAAAGTGC GCGAGTGTTGAGGAAGAAGG 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24904 Araip.B08 24904 p2 (AG)11 22 116485380 116485401 GCGAGTGTTGAGGAAGAAGG CCATGATAGATGCCTTCCGT 179

Ai08B24905 Araip.B08 24905 p3 (GAA)5 15 116493445 116493459 TCCTGCTTCAGAGCAAGGTT TCAGGGGCTGCACTTGTAAT 274

Ai08B24907 Araip.B08 24907 p2 (AC)6 12 116494196 116494207 TGCACAAAAATTCTCGGAAA TATGGAACAAAAGGAACCGC 194

Ai08B24909 Araip.B08 24909 p3 (CAT)5 15 116497677 116497691 TTCTGTGTATCTCTGGCCCC AGTACCGGATGGTGTCGAAG 237

Ai08B24910 Araip.B08 24910 p2 (AT)9 18 116498332 116498349 TTCGATCGCGTTTTCTTCTT TCGACTCGATTGGCTTTAATTT 216

Ai08B24915 Araip.B08 24915 p3 (TAT)5 15 116518001 116518015 GATTCTTCTTTTGCCCACCA AATCTGCATTTGCTGCACTG 215

Ai08B24916 Araip.B08 24916 p3 (AAT)5 15 116518296 116518310 CAGGCGTGTAAGCTGCATAA TTTTTGGTACATGCTGCGAC 270

Ai08B24917 Araip.B08 24917 p3 (TCA)6 18 116519027 116519044 AGCAGGAATTAGCCCTTCGT TGATGAGTATGTGCAGAGCCA 154

Ai08B24918 Araip.B08 24918 p2 (GA)18 36 116521047 116521082 GACCAAAAATTTCTGAGCGAA AAACTTGGGTCAGGGTCCTT 182

Ai08B24920 Araip.B08 24920 p2 (GT)7 14 116526108 116526121 CAAACCCTCCCTCTCCTTTC CAAACCCTAACCTAGCCGC 140

Ai08B24921 Araip.B08 24921 p2 (CT)20 40 116531500 116531539 GATGGTAGCGACACTCCTCC GGGGTTCCAGATCTCACTCA 274

Ai08B24922 Araip.B08 24922 c (T)10ct(GA)10 32 116535624 116535655 TGGCGATCTATCACTTTCCC GCTCACACTCTCACACCCAA 173

Ai08B24923 Araip.B08 24923 p3 (AAT)7 21 116535791 116535811 GCTTGGGTGTGAGAGTGTGA GCGGTTGTTATTGGTTCGTT 276

Ai08B24928 Araip.B08 24928 p2 (TA)6 12 116541407 116541418 GACGATTTATTTTGTGGTACGG TGATTTGGTCGAAAAATCGATAA 265

Ai08B24930 Araip.B08 24930 p3 (ATA)6 18 116543664 116543681 CGGTCATACAACCTCAGCCT GTTGGGGTCTGATTTTGGAA 275

Ai08B24934 Araip.B08 24934 p3 (TCT)5 15 116569089 116569103 ACATTTACGCGCAGGACTTT GCATTTGGACTCGTTGTCCT 206

Ai08B24936 Araip.B08 24936 p2 (AG)6 12 116570556 116570567 AACTCTTTCAAAAATTCTGCAACT CAAAATGTTGAGAGTGGTGTGTT 243

Ai08B24938 Araip.B08 24938 p2 (TA)6 12 116573734 116573745 GGTCACCCAAAGAAAGGACA TTGGGGAAAGAAAGATCACG 260

Ai08B24939 Araip.B08 24939 p3 (TTG)5 15 116575549 116575563 AGAGAGGAATGAAGCCCTCC AGGCAGAAACAGAAGCAACC 278

Ai08B24940 Araip.B08 24940 c (T)10cttgtattgaatattagcaaatttgttatttcttacaatcttggaacaataatgtgttatgcaatattcaggc(T)1295 116576357 116576451 TGGATGTTTTATCCAATTGAGTTTT TCGAAGCTTAGGAGTCCACA 280

Ai08B24942 Araip.B08 24942 p2 (TC)8 16 116579904 116579919 TGAGATTACATTTAAGAGCCCCA ATGTCTTGGGCCTTGCATAC 234

Ai08B24946 Araip.B08 24946 c (T)11(A)10 21 116589407 116589427 ATTTGGTCGCTTTCCAAAAA GGGTAATTTGGGGAGTGGAG 188

Ai08B24949 Araip.B08 24949 p2 (TC)28 56 116591477 116591532 TCACGAAAGTTAAAAACGCTGA CGAGCTCAGAAAATGGAAGG 260

Ai08B24950 Araip.B08 24950 c (TTG)5ctgctgctgcatttgaagaagatgatgatggaggtata(GTG)671 116592348 116592418 CTGTCGTTGTCGCTGGTCTA AATCTCAAATCCCACCACCA 268

Ai08B24951 Araip.B08 24951 p3 (GAA)5 15 116596618 116596632 GAATGGGAGAAAAGAAATGGG GCGAAGAGCACAATTCACAC 248

Ai08B24953 Araip.B08 24953 p2 (AG)7 14 116613416 116613429 GTCCCTGTTCCTGCTCAAAT CCTACCCACTTTTTCAAAATTCTTT 280

Ai08B24955 Araip.B08 24955 p2 (AG)8 16 116620515 116620530 ATGAGGGGTATTTGGGGAAG TGCAGGGATGAGAAATCCTT 125

Ai08B24956 Araip.B08 24956 p2 (AG)7 14 116623347 116623360 TCAGCTTCAACAAGAATGCC CCCCTTCTCACCCCTTTCTA 236

Ai08B24960 Araip.B08 24960 p3 (CAA)5 15 116635113 116635127 GGGAGTGGCTTTGTTTTCTG ACAATGGGTGAAAGGCAGAG 235

Ai08B24962 Araip.B08 24962 p2 (AG)8 16 116639528 116639543 GCGTATGCAGATGCAACAAG TCAGTTTGAATCCCTTTGCC 125

Ai08B24964 Araip.B08 24964 p3 (ATA)25 75 116643243 116643317 CGGTTTCGATTTTGACCTTC CTCAAGAATCCATTTTCCCG 243

Ai08B24965 Araip.B08 24965 c (ATA)8(ATT)11 57 116644943 116644999 TTCAACATTAGGGACAAAACAA AAATGAATGCACATTTTCTCTTC 280

Ai08B24966 Araip.B08 24966 p2 (AT)8 16 116651704 116651719 GGGCTAAGGTAAGGGTGAGG TGGAAACTTGGGTTGATGAAA 258

Ai08B24969 Araip.B08 24969 p2 (AT)7 14 116682802 116682815 GGAAGCATGCTCATGTGAAA TGTCCAAATTTTCCCACTTTG 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B24970 Araip.B08 24970 c (A)12ctctatccttt(A)1134 116692137 116692170 GAACTCCATTGCATTTCTCTCA GACAATTCAGGCGACAAGGT 239

Ai08B24971 Araip.B08 24971 p2 (TA)7 14 116692812 116692825 TTGCAACAATAAACAGATGCG CGTGCTGATAACGTGTTGTG 203

Ai08B24978 Araip.B08 24978 p3 (GAT)7 21 116723715 116723735 AATCATAGTCATCGGCGGAG CCCTTCCCTTCTCTGCTTTC 238

Ai08B24982 Araip.B08 24982 p2 (TA)10 20 116733000 116733019 TCCAGCACAAACACACTTCA GGGGATATAATGCCTCTTTGG 205

Ai08B24984 Araip.B08 24984 p2 (AG)22 44 116744613 116744656 AACCCCGACAAGAACAACAG CCCTCTTCTTCCTCCATCCT 275

Ai08B24988 Araip.B08 24988 p4 (TAGA)5 20 116754057 116754076 TTGTTGTCGCCAATACCTCA CCTAAGCGTTTGCACCAAAT 132

Ai08B24991 Araip.B08 24991 p3 (TAA)5 15 116767847 116767861 CCTTTAGTTCGATACCGCGT TGAAGCTACGGGCGATTATT 265

Ai08B24992 Araip.B08 24992 p2 (AG)6 12 116772044 116772055 CCCAAATCCAAGCCATACAG CATGAATGGTTCATAAGCCAAA 277

Ai08B24994 Araip.B08 24994 p3 (TTC)5 15 116780715 116780729 TTCGCAGTAATATCTTCTTCTTGC GAGAAGAACAGGCTTCCAAAAA 280

Ai08B25000 Araip.B08 25000 p3 (ATT)5 15 116798830 116798844 TTTGACATGATGTTGGAGGC CCAAGTCCTTTGGGTTTCAA 140

Ai08B25001 Araip.B08 25001 p2 (AT)9 18 116801743 116801760 AAAAGCACACAAGCGACAAA GAACTGAAAATGGCTCCCAA 138

Ai08B25002 Araip.B08 25002 p2 (GA)6 12 116819366 116819377 GTTGGCACGCTTGTTTCTCT TGCTTTCTCTCTCCTCCCTTT 279

Ai08B25006 Araip.B08 25006 c (CAT)6cagttcccacctttcatcttcttcttctcatatcttctttcttcttca(TCT)581 116822783 116822863 TCTCTGACCCTCTACCCCAA GGCTTGATCTTCTCTGCACC 193

Ai08B25011 Araip.B08 25011 p3 (AAT)5 15 116838353 116838367 TTTTCAAATTTGGCGTTATTATCA TGCAAATAAGTAGGGTGCGA 167

Ai08B25019 Araip.B08 25019 c (AAT)26(TAT)6tgttattattgttag(TAT)7132 116864575 116864706 AGAAAACGGCGTTCCATGT GACGGCGTTCTATGTAATTCG 251

Ai08B25020 Araip.B08 25020 c (T)12agttaagtccctcttagtatagggtttagggtttagggtttagggacccaattactactaagagggacttaattg(A)1097 116870155 116870251 TTGAGTCTTTGCACCAATTTTT TGTTGGTTCCTATAGTTTCGTGA 248

Ai08B25021 Araip.B08 25021 c (A)14taaaggaatgatttttttttcttttcctctttttgttttcttttcagttca(T)10gttgattaaagataaaagaaaaccaacagcaaagatt(A)13125 116872269 116872393 AGCAACATTGCTCGTTGCTA TCCGGTGAGCTTCTTCATCT 223

Ai08B25025 Araip.B08 25025 p2 (TC)9 18 116879444 116879461 TGGTCAGAGATCCAAAAGGG GGCACTGATGAGTGGTGTTG 279

Ai08B25026 Araip.B08 25026 p3 (CAC)5 15 116879811 116879825 CCATACCAACACCACCAACA ACCGTCTCCGTTGTTGTTTC 280

Ai08B25027 Araip.B08 25027 p3 (ATA)6 18 116882955 116882972 AGGATCTATGTGGTCACCCG TGTCCCTCCTCCTTTGATTG 244

Ai08B25029 Araip.B08 25029 p3 (TCC)5 15 116889757 116889771 CTGAAATTGGGAGCTCTTGG GGCTATTTACCCTTCGCACA 222

Ai08B25032 Araip.B08 25032 p2 (TA)10 20 116891673 116891692 TGCAGTTAATGTCAAAAGCAA AAAAATTTGAATAAAGTGGCAAA 249

Ai08B25033 Araip.B08 25033 c (CA)8(GA)9 34 116908481 116908514 TACCAACCCAAGGATGTTGC TGGAGTGTTGACAAAGCTGG 248

Ai08B25034 Araip.B08 25034 c (TA)6aaat(AC)7 30 116909117 116909146 GCATGCTAAACGAAAACAAAAA TGGTCCGGTCTTACATTGAG 261

Ai08B25046 Araip.B08 25046 p3 (AAT)9 27 116994563 116994589 GATTACCATGGAGTGGTGGC CATCTTCATCATCACACCGC 258

Ai08B25047 Araip.B08 25047 p2 (TA)7 14 116995338 116995351 GGTGCACAAAAATTGGAACA TGTACATCTCTGCAGGGCAA 190

Ai08B25048 Araip.B08 25048 p2 (AT)7 14 116995472 116995485 ACTTGCCCTGCAGAGATGTA TCAGCATGTGATTCTTCCCA 274

Ai08B25050 Araip.B08 25050 p2 (AT)6 12 116997125 116997136 AACCAACTTGGGTTGCTGAC CCTGAATTCGAATCACTTTGG 263

Ai08B25062 Araip.B08 25062 c (TC)9ttcttggatccaaaaaaatcattgtggatttctctctctgtctcttactcaaaatacaagcaaaggta(CT)9104 117042082 117042185 AGCTGTACTCGTCGGAGTGG GCGGCACTAATGTGAAGTGA 271

Ai08B25067 Araip.B08 25067 c (A)13gaaaaatccaaaaacggagggtccgttttcttttaagggaaacattaaaaaaacaaaacttgtaaaacggagggtccgttttcagtttaag(A)12gtaaaaacggagagtccgattttattttaaataaaaac(A)10164 117051410 117051573 GAAACTCGGAGGGTTCGTTT ATTCGTTCACCACAAATCGG 223

Ai08B25072 Araip.B08 25072 p2 (GA)8 16 117062120 117062135 TTCTACAATGCGACTGCGAC CGACGGTAATGCCAAAAAGT 201

Ai08B25078 Araip.B08 25078 c (T)11caattaggtcctttttcacagtaattggtttaattgaatagggacccaattaaaaaaaattggtacaaggacccaaataaaag(A)10104 117069159 117069262 CGGAGGTTTTCTTTGGCTC TTGAGTCCTTGCACCAAAAT 279

Ai08B25079 Araip.B08 25079 p2 (AT)10 20 117071703 117071722 GCCTTTCATACTAACGTAATCGC TAGTCCGGGTACCTTAGGGG 276

Ai08B25081 Araip.B08 25081 c (TA)8ttgcac(T)10 32 117075971 117076002 GCTTGATGGATAGGGTGCTT AGAAGCCAGCTGCAAAGAAG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25095 Araip.B08 25095 p3 (TAA)6 18 117105537 117105554 CATTAGTGGTTTTTGCACTTGG AGCTTGCCGTTAAGGAGCTT 259

Ai08B25096 Araip.B08 25096 p2 (GA)17 34 117107020 117107053 ATAAGCTGATAGGCGGCAGA TCAACGCAAAATCATCATTCA 277

Ai08B25104 Araip.B08 25104 p2 (AT)6 12 117122144 117122155 TTGTTTTTAGCTCCTCCGTTG TTTTGAATGCGTCACTCACTG 242

Ai08B25105 Araip.B08 25105 c (T)11ccgcatatataattgttttg(T)1243 117134848 117134890 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATAATGGAA 252

Ai08B25109 Araip.B08 25109 p2 (GT)7 14 117157087 117157100 TATATGGCCAACCCTTGCAT TCTCACAAATTCTCCCCCAC 186

Ai08B25110 Araip.B08 25110 c (T)10cgctatttttctttc(T)1035 117164200 117164234 TTTAGCCGCTTAGGCCAGTA TGAAGCAAGAAAAAGCAGTGAA 212

Ai08B25112 Araip.B08 25112 p3 (AAG)5 15 117165904 117165918 CGGTCTTAGGTGCCATCAAT GCCAAACCTAATCCCTCTCC 241

Ai08B25114 Araip.B08 25114 p4 (TTAT)5 20 117173922 117173941 CCAATGGAGGGTATGCAGAT TCCTTTTCAAGACATCCTAACCA 254

Ai08B25117 Araip.B08 25117 p2 (CT)7 14 117186232 117186245 TTTTTGTTTGTTTCTTACCTTTTTCA TCGGATTTTTGGTGATGTGA 270

Ai08B25118 Araip.B08 25118 c (TC)6tgagttcagatttttcttcttcttttcttctactcacacaaggacctctatactgtggtataaaggatccc(TAT)6101 117186467 117186567 TCACATCACCAAAAATCCGA TTCTTGTCCTTGCTCCTGCT 176

Ai08B25119 Araip.B08 25119 p3 (TTC)5 15 117189060 117189074 AGCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 258

Ai08B25123 Araip.B08 25123 p2 (CT)6 12 117199358 117199369 TCTTGTGAATCAAGTCATTAATTGTG TGAAAAAGAGGGAAGGTATTTTCA 276

Ai08B25124 Araip.B08 25124 c (A)10taattttcgaaaat(TC)738 117199505 117199542 TCCCTCTTTTTCAAAATTTCTTTTT TGTCCTTGCTCCTGCTCATA 279

Ai08B25125 Araip.B08 25125 p3 (TTC)5 15 117202844 117202858 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 244

Ai08B25126 Araip.B08 25126 c (A)15taaaaaaaaggaaaaagaaaaa(AT)853 117211569 117211621 AACTGTGGGAACTTGGGTTG TGGGGTAATTTTATCCCCTTA 250

Ai08B25127 Araip.B08 25127 p2 (GT)10 20 117211795 117211814 GAATTTTGGGCAACTAGGCA TTTCAAGGTTGTAATGGGGC 156

Ai08B25132 Araip.B08 25132 p3 (TTA)9 27 117224347 117224373 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 258

Ai08B25134 Araip.B08 25134 p3 (AAG)10 30 117241626 117241655 CCTCCTCATCTTCTGCTGCT TGCATGTTCTTCTTCCTCTTCC 251

Ai08B25135 Araip.B08 25135 c (AAG)5gagaaagggaaggcaagaaacgaaagaa(AAG)6aggaagag(GAA)584 117241775 117241858 GAGGAAGAAGAACGTGCAGC AAAAACGCGATGCAAGGTA 274

Ai08B25136 Araip.B08 25136 p2 (TG)6 12 117250928 117250939 ACGCAAGCCTTGGTTTAATG AACGGTTGTCAAAACTTCCG 234

Ai08B25137 Araip.B08 25137 p2 (GA)7 14 117258022 117258035 ACATGGTTTTCCCTCCTTCC ATGAGCTCCCTCTCTCCTCC 251

Ai08B25141 Araip.B08 25141 p2 (GT)10 20 117285238 117285257 TGGTTGTTGAGCTGAAGTGC CTTGTTTTGAAGGGGCATGT 201

Ai08B25143 Araip.B08 25143 p2 (GT)7 14 117290650 117290663 TGGTTGTTGAGCTGAAGTGC CCAGCTCATCCCAAATCAGT 110

Ai08B25147 Araip.B08 25147 c (CT)6aattttcgaaaatatctttcccctttttcaaaaatttctttttaattaactaattatttttatttttatttttaatttc(A)11102 117303279 117303380 TGTTTCTTAACTTTTTCAAAACTACCT GGATTGGAATGTGAGATGAGA 280

Ai08B25148 Araip.B08 25148 p3 (ATT)5 15 117303624 117303638 TTTTTCCACTCACACAGGGA TTATTTTCGGCTGCCATCTC 242

Ai08B25149 Araip.B08 25149 p3 (AGG)5 15 117308035 117308049 AAAGTCCACAGGTCGGATTG CTCTGCAGCTTCAGCCTCTT 229

Ai08B25150 Araip.B08 25150 p3 (AGG)5 15 117314200 117314214 AAAGTCCACAGGTCGGATTG CTCTGCAGCTTCAGCCTCTT 229

Ai08B25151 Araip.B08 25151 p3 (ATT)7 21 117317691 117317711 CAGTTTCAGGTAACCCTCGG CGACTCAGCCCTAAGTCCAA 255

Ai08B25156 Araip.B08 25156 p3 (CTT)10 30 117336664 117336693 TTTAGGTCACGCGTTTTTCC GGAGAATGAGGAGGAGGAGG 175

Ai08B25157 Araip.B08 25157 p3 (AGG)6 18 117337632 117337649 GATTCAGAACACCTGCGTCC ATCTTCTTCTCCTCCCCTGC 278

Ai08B25159 Araip.B08 25159 p2 (TA)6 12 117348599 117348610 AAGACCTGGTCCACTTGGTG GCAGCTTTTATTATGTCAGCCA 236

Ai08B25162 Araip.B08 25162 c (AT)6(AC)6 24 117351010 117351033 CTGTTGATAGAATCCTAGGCCA CTGAGCAATAGCTCCATTGAA 263

Ai08B25164 Araip.B08 25164 p3 (TTA)5 15 117351900 117351914 TTTTTGAAAATTTAGCCGCC CACCCATCCTAATAATGGTTCG 212

Ai08B25166 Araip.B08 25166 p3 (TTA)6 18 117354695 117354712 TGAATCACAACCTTTTTATACCACA TGCACACATTATTAGTGACCCA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25167 Araip.B08 25167 p2 (AC)6 12 117355737 117355748 GACCAAAATTGGATCGAACG GTACGGCAATCGGAGCTTTA 224

Ai08B25170 Araip.B08 25170 p2 (TA)6 12 117380720 117380731 GGCGAACACACAAGAATGAA CACAACAATCCACACACCTTG 263

Ai08B25173 Araip.B08 25173 c (T)13actaaagatgggagactcaatgtggtttaactgattaagagagcattgtttcattaatgttatttcagtacatctt(TTA)15134 117418464 117418597 TTCGGAGAATGTTCATGTGG TTTCGAGGACCAAAATGGAG 280

Ai08B25179 Araip.B08 25179 p3 (AAT)5 15 117450737 117450751 TTTTAAAATTACTGAATGTGCCAA ACTATCCGCAAGCCAAACAT 207

Ai08B25180 Araip.B08 25180 p2 (AG)9 18 117453536 117453553 GAATCTTAGCCCCCTTTTGC TGCACTTAGCAGCTGAACCA 232

Ai08B25181 Araip.B08 25181 p2 (AG)8 16 117454653 117454668 CATCATCACCTTGGCCTCTT GCAAAAGGGAAGTGGGAAAT 191

Ai08B25182 Araip.B08 25182 p2 (AG)6 12 117463212 117463223 GGGTTGAATCTTAGCCCCTT TGATGGAGACTGGATGTAGGC 257

Ai08B25189 Araip.B08 25189 p2 (AC)9 18 117487405 117487422 AAGGGTTGCTACAGACATGGA TGCATTATCATGAAGGATTTGAA 260

Ai08B25191 Araip.B08 25191 p6 (TGAGAG)5 30 117488473 117488502 CAGACGGACAGAGGTCACAA TGGTTTTTGGGTAGACTCGG 246

Ai08B25193 Araip.B08 25193 p3 (AAT)7 21 117501339 117501359 CACAAAGTCACTCAATCCTCCTT AAACCATGCTGCAAAGGGTA 265

Ai08B25198 Araip.B08 25198 p2 (AT)8 16 117514500 117514515 TTAGCAGCAGCAATATCGGA TGGAACATGGCTTGAGAGTG 129

Ai08B25202 Araip.B08 25202 p2 (CT)9 18 117529393 117529410 GGCCAACAGTTTTATAGCCAA TCTCATTTCACCTTCCCACA 130

Ai08B25203 Araip.B08 25203 p2 (AG)6 12 117530329 117530340 GGGAAGAGAGAAAGTCGCAA CACACAATCAATAAAAACACCTTTC 279

Ai08B25204 Araip.B08 25204 p3 (ACA)5 15 117536633 117536647 GGTAGAATGCAAGGAGCCAA GCGGATGCGTATTTTGGATA 249

Ai08B25206 Araip.B08 25206 c (ACA)5cattccaatcatatccaccatcaagtatatcaaaaatacgcatc(AT)1283 117542459 117542541 TCCCTGTATCAATAATAAACATCCA GGATCCTCGTGTGGGTTATG 227

Ai08B25207 Araip.B08 25207 p3 (AGA)6 18 117544867 117544884 AGAGATGTAGTGCCACCGGA GCCCTGTCTCTTCCCTCTTT 159

Ai08B25208 Araip.B08 25208 p2 (AG)6 12 117556486 117556497 GTTGCCTCCAAAGCAATGTT CATGGTTTGATTTTGGCGAT 153

Ai08B25212 Araip.B08 25212 p2 (TC)9 18 117591300 117591317 CCTGGTCCGTGTGTTCTTTT ATTTAGGGGGCAATTATCGG 196

Ai08B25213 Araip.B08 25213 p3 (ATT)5 15 117596871 117596885 TGGTACATGGATGCTCCTGA TCATATCGCATTTGGTGAGC 223

Ai08B25215 Araip.B08 25215 c (T)11caccatcacttacttccattcaatttatatcctttaatttagtcaccaaaaaattgtaagtcaccaaaaaaatatcctttaatttctaaa(T)11112 117615876 117615987 TGCTGAGAAGAGGTGGTGAA GTCCATAAATCGGTTGGTCC 269

Ai08B25217 Araip.B08 25217 c (T)10gtttatttttcaaagttctctttctcctttttcattttcttctttttatttcacctttcaaaagg(A)12gcaaaagcaacaata(AT)7116 117616889 117617004 AAAATTTCTCTGTTTCCAACAAAA TTCTGCAGTTGCACAATTTTC 222

Ai08B25218 Araip.B08 25218 p3 (AGC)6 18 117619085 117619102 AGCAGCAGTTGGAGCAGAAT AGAGGGCTGTTGACGAAGAA 104

Ai08B25220 Araip.B08 25220 p2 (AG)6 12 117623930 117623941 CGTAGGATAACCATGGCACC TCGTCCATGTCAAGACGGTA 172

Ai08B25221 Araip.B08 25221 p2 (AT)7 14 117626638 117626651 TAGCGGATGAGCCAAAATTC GCCGCCAATAAACTGTGACT 260

Ai08B25222 Araip.B08 25222 p2 (GT)6 12 117634474 117634485 GGAGTGCATGATCTGCTGAA CTCTCTATCCCTCCGACACG 275

Ai08B25229 Araip.B08 25229 c (A)15ctatattaggattacgtttgtttttaaaaacaagacatgacaagatactgatagcaaaagtagttaatttttaaatttactacttaaaaagta(AT)9126 117649385 117649510 TCATCTAAGAGGTTGCGGGT TTTTGCTCCCTTAACCCTCC 199

Ai08B25230 Araip.B08 25230 c* (AT)12(T)10*ctaatattattttttttattttaa(AT)873 117650029 117650101 GCAGCCTTAGATCTCAGCAA TGATGGAGGTAAAATCGACAAA 203

Ai08B25232 Araip.B08 25232 p2 (AT)7 14 117650818 117650831 GCCGAAGCCTTAAGGAACTAA GCAAGCCACGTTAACACTTTC 164

Ai08B25235 Araip.B08 25235 p2 (AC)8 16 117658231 117658246 GTAGGGTTCATCCGGTCGTA AAAGTCAGGCAAGTCAAGCC 238

Ai08B25236 Araip.B08 25236 c (AT)10(AG)12 44 117659049 117659092 ATCACACTTCAGCACCACCA CGCATGACATTATGATTGGG 223

Ai08B25239 Araip.B08 25239 p2 (AT)6 12 117679592 117679603 CCTACCCTACCCTACACGCA TTCTAAACCCTACCCGACCC 270

Ai08B25241 Araip.B08 25241 p2 (CT)6 12 117688235 117688246 ACGGTGTCCCTACCAAACAA ACCAAAGAGAAAACGCGAGA 177

Ai08B25242 Araip.B08 25242 c (T)17ggggagagaa(G)1037 117697194 117697230 GGAAACAACAGAAAAGGGCA CAGAGGAAGACCCAGAACTCA 278

Ai08B25243 Araip.B08 25243 c (AT)7tttttaaatgactttttaaattgaaatactcaaaatcagaatatgaagatatgaaattaagacgcaacgaaaaac(T)1099 117709385 117709483 AATGAATGTCTTTCTTTTAAATCATGT CCGACGAAAAGCTTGAAGAC 248



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25248 Araip.B08 25248 p4 (CACG)5 20 117729050 117729069 GTAGGGTTCATCGGGTCGTA GGTTGTACGCTTGATGCAGA 177

Ai08B25249 Araip.B08 25249 c (AT)9(AG)11 40 117729861 117729900 ATCACACTTCAGCACCACCA CGCATGACATTATGATTGGG 216

Ai08B25250 Araip.B08 25250 p2 (AT)6 12 117732894 117732905 TGTTGTTCATTTCTTTGGTTTGA TTAGCCCCCTAGCATTCCTC 275

Ai08B25253 Araip.B08 25253 p2 (TC)7 14 117746402 117746415 TTCCCAGCACACCTTCAGAT TTGTGCCGCTATTGTCAGAG 221

Ai08B25254 Araip.B08 25254 p2 (CT)6 12 117746526 117746537 CTCTGACAATAGCGGCACAA ATCGCTGTCTCGTGGAGC 188

Ai08B25255 Araip.B08 25255 p2 (TC)7 14 117753443 117753456 TCTCCTGCTCAGCGTGACTA TTGTGCCGCTATTGTCAGAG 192

Ai08B25256 Araip.B08 25256 p2 (CT)6 12 117753567 117753578 CAGCAGTGAGGCGTAGGTC CCCGGAAAGAAAAACAGTGA 269

Ai08B25263 Araip.B08 25263 p2 (CG)6 12 117774153 117774164 GAATTGGTTACCATCCACGC GTGAAGGAAGGAAATCCGTG 279

Ai08B25264 Araip.B08 25264 p2 (GT)6 12 117774900 117774911 GCCTACGCTTAACCCACTTG CCCTTTTACTCCCCCAATGT 156

Ai08B25265 Araip.B08 25265 p2 (AT)7 14 117778654 117778667 GATTGAGTTGAAGCTTTTTGAAAC TGGCCTCAATCACAAAAGTT 234

Ai08B25266 Araip.B08 25266 p2 (AT)21 42 117781499 117781540 CGCCATGCTCATCCCTATAA TGGGATAATTTTGTCCCCTTT 280

Ai08B25267 Araip.B08 25267 p2 (GT)6 12 117781723 117781734 GGGGACAAAATTATCCCAATG TCACGAGGGTTTTTCAAGGT 255

Ai08B25268 Araip.B08 25268 p2 (TA)6 12 117782153 117782164 TGATTTAGCCCTTGATTGTGC TCCCCACACTTAAACCAAGC 213

Ai08B25274 Araip.B08 25274 p2 (AT)14 28 117796019 117796046 TCGCAGGTCAAAGGAAACTC TCTTGGTCATAGGATTATTAAAAAGGA 262

Ai08B25276 Araip.B08 25276 p2 (TA)6 12 117798258 117798269 GACGAACAAGAATCATCGTCC TTCTCTCAACCATTTGTCGCT 231

Ai08B25278 Araip.B08 25278 c (T)10attttttc(T)12 30 117799889 117799918 CAACGAGGATTAGCCAGGAA GAGGGACGATTTCGATTCTG 210

Ai08B25279 Araip.B08 25279 p3 (ATT)6 18 117805399 117805416 TGGCCACAAGAAGAATCAAA GGCCCGTATGTGTAGCAACT 148

Ai08B25280 Araip.B08 25280 p3 (TCT)5 15 117805549 117805563 TCAAGCGCTACACTCACCAT ATCGTTTGGGTGAATTCCTG 249

Ai08B25281 Araip.B08 25281 c (AAG)7aggaagaggaagaagaacgtgcagc(AAG)5gagaaagagaaggcaagaaacgaaagaa(AAG)5104 117806095 117806198 GAGGAAGAAGAACGTGCAGC CGCATACAAGCGATTAAGGC 279

Ai08B25292 Araip.B08 25292 c (T)10ctcatttaatttattctttttgttgcttttct(TCC)5(ATC)572 117840098 117840169 ATCCGCGCACCACTTATATC CAAGTGCAAAAATTCGAAAGAA 183

Ai08B25294 Araip.B08 25294 c (A)10cttaaatacgaggcataattattttagtatacatatagtataattgttagcaactaattgtggttata(T)1189 117841518 117841606 TTGGCATGTGATTTTATGCG ATGGCTATGCCGAAGATGAC 279

Ai08B25296 Araip.B08 25296 p3 (ATT)6 18 117846873 117846890 CTTGCACTTACCACGGTTCA GCTAGGAGTTCGCTATCTTCG 196

Ai08B25297 Araip.B08 25297 p3 (ATC)5 15 117847368 117847382 CGCAATAGGAATAAGCCACAA TCACCTTCTCGACTTGGGTC 267

Ai08B25298 Araip.B08 25298 p3 (CCT)7 21 117847876 117847896 TTTCACGCGCCTCTTAATTT GGAGGAGAAGAAATCCCAATG 165

Ai08B25299 Araip.B08 25299 c (CTT)6tt(TCA)6(TCT)965 117848287 117848351 GAATTTTTGGTGTGTGTGCTG TAATCATGGCAGTTCGGTGA 260

Ai08B25300 Araip.B08 25300 p3 (ACA)5 15 117854896 117854910 ATTTAAAGGTGGAGGGGTGG AGGGCGAAAGGTAGAGGAAG 228

Ai08B25301 Araip.B08 25301 p3 (TAA)11 33 117867878 117867910 GTGACGCGAGGGAGAAATAG TTGATACGGTGTGCCTCTGA 213

Ai08B25303 Araip.B08 25303 p2 (AT)7 14 117879706 117879719 CCTTTTCTAATAGCTCACCAAATCA GGTTGCGAGTTTGAGTCTCC 114

Ai08B25304 Araip.B08 25304 p3 (ATA)5 15 117881489 117881503 CAACCAAACAAGCCCAGAAT TGGAATGGTCTTTGTGTGGA 257

Ai08B25305 Araip.B08 25305 p3 (CCA)6 18 117889458 117889475 TTTCAGCCAGAATCGAAACC CTGGTGTTGGTGTTGGTGTT 198

Ai08B25306 Araip.B08 25306 p3 (ATA)7 21 117894469 117894489 AGTGCGGAGTAGCCTGTGTT CACAAATTTTGCTTCAATTCCA 244

Ai08B25309 Araip.B08 25309 p2 (AT)7 14 117904148 117904161 CATCGATACGTAGCCTTATGACA TGCAGAAGCAAAAAGCAGAA 139

Ai08B25311 Araip.B08 25311 p2 (TA)14 28 117916543 117916570 GGGGTGGCTAACCCTAATTG GACAGCAGTATCCGTACCCG 270

Ai08B25314 Araip.B08 25314 p2 (TA)6 12 117919071 117919082 TTTGACACTTTTTCCAGTATTTGAT TTGGAGATAGCAGAAATTTGAGA 233
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Ai08B25318 Araip.B08 25318 p3 (TAT)7 21 117931164 117931184 TCATCCAGAACCTTCATTACAAA ATTCCTATTGATGTGGGGCA 258

Ai08B25323 Araip.B08 25323 p3 (AAT)5 15 117953135 117953149 TGTGCGAACTTGCACTATCC CGATCAAGTATTCAATTTAACTGTGC 124

Ai08B25324 Araip.B08 25324 p4 (AAAG)5 20 117955063 117955082 TGGTACAAAATTACTTGGAAGAGGA AGCAGCAGAAGATGAGGAGG 248

Ai08B25326 Araip.B08 25326 p3 (TCA)9 27 117955834 117955860 TTCTCCCTCCTCCTCATCTTC CGAATGTAAGTTCATCCTCTTCC 236

Ai08B25329 Araip.B08 25329 p2 (TA)6 12 117963997 117964008 GCATGACAGAGAAGCCACAA TTTTCAGGTCTGATAGATTTGCAG 256

Ai08B25330 Araip.B08 25330 p2 (AG)7 14 117969253 117969266 GCAGCAGCAACACATTTGAC CTGCTTCTTCTCTTGCCACC 242

Ai08B25335 Araip.B08 25335 c (T)10gcttcgtctctg(TC)940 117997427 117997466 ACTTCTCTCATCGGCGTCAT AGGCTTACCAACGGTGACAG 133

Ai08B25339 Araip.B08 25339 p2 (TC)6 12 118001922 118001933 TGAAATTTTAGAGACGAAGACGG TCAAACGCTGCGTAAAACTG 224

Ai08B25340 Araip.B08 25340 c (ATC)8gtcatcttctga(TCT)551 118004437 118004487 CAATTCAAAAATTTCATGCTCC AATCCGATGGTAATCGGTGA 264

Ai08B25348 Araip.B08 25348 p2 (AG)7 14 118046672 118046685 TGGGGGAGGTATAATTTTCG TTTCTTAACTTTTTCAAAACCACC 217

Ai08B25349 Araip.B08 25349 p2 (GA)6 12 118046835 118046846 GAAAAAGAGGGGAGATATTTTCG TTGTTTCTCATGAGTCAAATCAAA 269

Ai08B25352 Araip.B08 25352 p3 (AAT)5 15 118060021 118060035 AATGGGGATTAATTTTGGGG ACGAGTCAAAGATCCAATGAA 193

Ai08B25355 Araip.B08 25355 p2 (TA)6 12 118065851 118065862 GATGGTGGATGCTTCGGTAT TGGTTGCTTTTTGTATGTTTGC 249

Ai08B25358 Araip.B08 25358 p2 (CT)6 12 118074387 118074398 AACCATCTTCCCCCTCATTC CAAGCTAAGAACAGGGGCTG 209

Ai08B25359 Araip.B08 25359 p2 (AT)12 24 118075139 118075162 GGTTGAACAGTGGAACCTCTT CGCACCATGATAAAGCACTG 229

Ai08B25365 Araip.B08 25365 c (A)11tttttatt(A)10ttttattgatttaatggcgcccaaacaaacatatatactat(A)1080 118089353 118089432 GAGCTTATTTGGGCACTATTTTT TTAAGAAATGTGAATAACTTGAAACAA 268

Ai08B25370 Araip.B08 25370 c (GAT)7aatgattttcttatttttctgagttctaaattctgggttcttgtttttctgagttctgagttctaggttttgagttttgatgatgataac(GAT)5126 118124421 118124546 TTGGGGATTTCTGATTATTGC TCATCACCATCTGCATCACC 260

Ai08B25371 Araip.B08 25371 p3 (TGG)5 15 118124740 118124754 AGTGGGTGGAGGTAGTGGTG TCCCAAAATCAACCAGAAGC 212

Ai08B25374 Araip.B08 25374 p2 (GA)6 12 118133127 118133138 AAAAATTTCATCGGGCCTTC ATCGATCGGAGCAACAGTTT 189

Ai08B25382 Araip.B08 25382 c (A)10ctttttacttgtcacgaaccc(A)1142 118163208 118163249 TATGCTCATCTTGGGCCTGT TGGCTAATTTTAGCGATTACGA 260

Ai08B25383 Araip.B08 25383 p3 (TTA)5 15 118163857 118163871 TCCTTTGTTTCCATCCCTTG GGAAAGTTAGAAACAATTTCAATGC 259

Ai08B25384 Araip.B08 25384 c (A)10caaaactacaaatatgaaaaacgaggatccaatca(T)1459 118164509 118164567 TTGGCTTATAAATGTGTGCAGG TGTCTGACACACGAACACGA 246

Ai08B25385 Araip.B08 25385 p5 (TTATT)5 25 118173800 118173824 GATAAAGAAGCGCTTGTCGG TTCGGTTCCTGGAAGAACAT 160

Ai08B25389 Araip.B08 25389 p2 (CT)6 12 118178925 118178936 ACTCCACATCCAACTGCTCC GATGGATTTACCGGGTGATG 218

Ai08B25393 Araip.B08 25393 p2 (AT)8 16 118193864 118193879 TTTTCCTTCTTGTCTATTTCTCCTTT GCAAGCAAAAGCAATTGTCA 225

Ai08B25398 Araip.B08 25398 p2 (TA)6 12 118219876 118219887 TGTGTGGAGGAGCTCACAAG ATAAAACAGAGGTGGCGTGG 118

Ai08B25400 Araip.B08 25400 p3 (ATT)6 18 118234907 118234924 GCATTTGATCTGAGAAAAAGGA TTTATGGATTTTTCAAGGCACA 276

Ai08B25404 Araip.B08 25404 p5 (AAGAT)5 25 118237183 118237207 CCTCTTCAAGGAGGATACCAA CCACAAATTGAGCCCAACA 266

Ai08B25410 Araip.B08 25410 p3 (CCT)6 18 118266212 118266229 TTAAACCCTCACCAAGACGC TGACAATGAATGCGAGGAAA 240

Ai08B25412 Araip.B08 25412 p3 (TAA)6 18 118284766 118284783 AGCCAAGAGATACAAGCCCA TCATGTACGACGAAACTCGC 268

Ai08B25413 Araip.B08 25413 p2 (AT)7 14 118292630 118292643 GCATCAGAGCCTTCCTCATC CCAGCTGTTCGTCCTGAACT 270

Ai08B25414 Araip.B08 25414 p3 (TCA)5 15 118294362 118294376 CGAGCCAACTTAAATGGAGG GGATGGTGCCAGGTATGATT 279

Ai08B25418 Araip.B08 25418 c (A)10caacaaatgaagaagaaaatagaagagataatatgaaaaaaaaattttagaaataagag(A)10gagagaagaaggaaaagaaaagaaagaaataaaaaggggacaaaatgccctaaagcaaagcgcaacttaataagatcaatgcataagtattgtgaaatg(A)11189 118311710 118311898 CCTTATGCATTGATGCTCTTG CCCATTCTTCACTTTTTCACA 255

Ai08B25419 Araip.B08 25419 p2 (AG)9 18 118313211 118313228 TTGGAGATCTCATCTTGGGG GTTCTCGCATCCCTTGACAT 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25421 Araip.B08 25421 p3 (TGA)7 21 118322605 118322625 TGAGAAGGTAAAACAAAAAGGAAAA TTTGCAGAAAATTTGGGTGT 220

Ai08B25423 Araip.B08 25423 p6 (TTCTTT)5 30 118326026 118326055 GCAGAAAAGCTGCACAGAAG CCGACCTACCGAACACAAAT 273

Ai08B25425 Araip.B08 25425 p2 (AT)6 12 118335378 118335389 CAATTTCGACCTCTCCCAAA TTGTTTGGTATTTTATTTTCGTGTG 276

Ai08B25429 Araip.B08 25429 c (A)10tatctgaatttatttatttatttttaattcaaaattgaagttgacgtttaacggtgttcgaagattgtctaaatacc(T)1299 118351746 118351844 CTGTTTAAGTTTCACACCCTCAA TCTGGAGAAATAAAATCACATGG 257

Ai08B25438 Araip.B08 25438 c (CTT)5gctgcacattcttcttccttttcctcc(TCT)557 118392169 118392225 TATTAACGCGCTTGAACCGT GAAGAAGGAGAAAGAGAAGGCA 213

Ai08B25441 Araip.B08 25441 p2 (AT)9 18 118414607 118414624 CTCCACTTGCAACGACTGAA TCACAGGAAGTCCCTTGCTT 248

Ai08B25442 Araip.B08 25442 p4 (TATC)5 20 118417523 118417542 TGGGCTCCACACATTTTAATC AGTGCATTTATTTTGGCGGA 174

Ai08B25443 Araip.B08 25443 p3 (TAA)5 15 118418581 118418595 TAAACTACTTATCAATTCTCAATCGAA AATAACCGGTGCCATTATCA 101

Ai08B25448 Araip.B08 25448 p3 (TTA)5 15 118440191 118440205 TGCTCGACTCTAGGGTGGTC ACAGAGTTAAGCCACGACGG 264

Ai08B25452 Araip.B08 25452 p2 (AT)10 20 118448171 118448190 TGGTCATAGGATTATTAAAAAGGACA TGACAATGGCAGGTCAAAGA 262

Ai08B25454 Araip.B08 25454 c (T)10ctcatgctggaaaataac(T)1038 118466229 118466266 ATGGATGGACGGATTGATGT TTAAGGGTTGGGTCGCTATG 219

Ai08B25463 Araip.B08 25463 p3 (TAT)5 15 118510795 118510809 ACATTTCTTGAGGCCACCTG GCATGTCGTCTTGAGCAGTC 166

Ai08B25471 Araip.B08 25471 c (ATA)5aatt(A)10 29 118552539 118552567 ACAGAGTTAAGCCACGACGG TGCTCGACTCTAGGGTGGTC 266

Ai08B25472 Araip.B08 25472 p2 (TC)7 14 118557556 118557569 AGAAAGTTTTTCCCTTTCTTTCTC CCAAAAGCATTTTAAAGGGTTAAT 245

Ai08B25474 Araip.B08 25474 p2 (TA)6 12 118560852 118560863 TTTTGGATTTGTTTGTTTGTTCA TCCGTCTCTGTCTCTCCACC 198

Ai08B25484 Araip.B08 25484 p2 (TC)6 12 118580690 118580701 GGGAAACCACCACACATTTC GTCCCTGTCGAGCTCAAGTC 261

Ai08B25487 Araip.B08 25487 p2 (TC)6 12 118617076 118617087 GGTTAAGCCTCCGTTGATGT TGACGACCTACAGTGTAATACCA 280

Ai08B25489 Araip.B08 25489 p2 (TC)19 38 118618272 118618309 CTCTCTCCTTTCCTCTCCCC GAAGGAGAACGAGGGAAAAA 204

Ai08B25490 Araip.B08 25490 p2 (CT)6 12 118618657 118618668 CCCTCCTCTCTCTCCTCCTC TCCCCTCTCTCTCCCTCTTC 267

Ai08B25492 Araip.B08 25492 c (TCT)6tttctttcgtttcttgccttctctttctc(CTT)7gctgcacgttcttcttcctcttcctcctcttcttcttcttttctttcgtttcttgccttctctttctc(CTT)5151 118619963 118620113 CGCATACAAGCGATTAAGGA CGAGAAAGAAGAACGTGCAG 262

Ai08B25493 Araip.B08 25493 c (GAAGAG)6(GAA)551 118620557 118620607 TCCTGTAACCGTTTGGGTGT TGCTACACATACGGGCCTTT 279

Ai08B25502 Araip.B08 25502 p2 (AT)10 20 118641607 118641626 TTTATTCGGTGTTTCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 205

Ai08B25503 Araip.B08 25503 p2 (TA)12 24 118642977 118643000 TTCTTTTGCAACAATGAACCT ATTCGGTGTTCCTCATCACA 280

Ai08B25505 Araip.B08 25505 p4 (ATAC)6 24 118657625 118657648 GAAGAAAGGCTTAAGCGCAA TCACAGAGGCTTTTGTTGGA 194

Ai08B25509 Araip.B08 25509 p3 (CTC)6 18 118674037 118674054 TTACAAGTTGGGCCAAATCC GATGAAGATGAAACACGCGA 239

Ai08B25514 Araip.B08 25514 c (T)10caattaagttcctcttagtagtaattggcttaattttataaggacccaactaaaaaaagaagaattggtataaggacctaaataaaaag(A)10109 118679302 118679410 TTTTCTTTTTAAATTGGGTCCCT TGAGTCCTTGCACCAATTTTT 178

Ai08B25516 Araip.B08 25516 p2 (TA)10 20 118682738 118682757 GGATGATTGTTGTTTGTGTTGG CATCAGCAACATTTCACCCA 127

Ai08B25518 Araip.B08 25518 p2 (AG)6 12 118686822 118686833 TAAAACGCACATCAAAACGC CGATTGGAGCTCCGTAGAGA 249

Ai08B25519 Araip.B08 25519 p2 (TA)8 16 118687544 118687559 TGCATATTTGGTGTGCTGTG ACCCAAGATTTACGGCCTCT 113

Ai08B25521 Araip.B08 25521 p2 (TA)6 12 118694849 118694860 GCCACAAAAATGGGGAAATA TGTGAAGTTGACTACACCTGAATTT 211

Ai08B25524 Araip.B08 25524 p2 (AG)12 24 118702008 118702031 GTGGCTTACCGACAGTGACA AACGAACACCTTACCATCGG 225

Ai08B25530 Araip.B08 25530 p2 (AT)8 16 118728438 118728453 GACCCAGAAAGTGTAGCCGA ATGGAAGCCAGTTCTCTTGC 225

Ai08B25531 Araip.B08 25531 p2 (AC)6 12 118729742 118729753 TTGATTTGGGCATTTTATGGA GGGAAACATGTAGGGTGTGG 240

Ai08B25533 Araip.B08 25533 p2 (AC)7 14 118736255 118736268 TTGATTTGGGCATTTTACGG GGAAACATGTAGGGGTGTGG 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25534 Araip.B08 25534 p2 (GA)7 14 118736727 118736740 GGCCAGATAGGAAGTGTTGC AGAACCAAAAAGAGCGGTGA 256

Ai08B25541 Araip.B08 25541 p3 (TTA)5 15 118772227 118772241 TGTTTGTAAACCATCCGAAACTT TGAAACAAATGTCTTTGTCACAGT 209

Ai08B25545 Araip.B08 25545 p2 (TA)9 18 118798831 118798848 GATGCAGGTCGAGAGACTCC AACTAGCTCCTGACTCAGCCC 264

Ai08B25546 Araip.B08 25546 p2 (TA)6 12 118799060 118799071 TTACCCGTTTTTCAAGGCTC TTGTTGGCAACGGAATAGGT 276

Ai08B25547 Araip.B08 25547 p2 (GA)6 12 118800412 118800423 GAGATCGCGAAGAGAGATGG ATTTCTCTCCTTTGCTCCCG 228

Ai08B25548 Araip.B08 25548 c (A)10ttatagcatgaagtaacaactaaaatatg(T)1049 118804398 118804446 TTTTCTCTTGTCTTTATTGCCTG TTTGGGTACAGTTGAGAGTTAAAGG 276

Ai08B25549 Araip.B08 25549 c (A)15caaaatttaatgac(A)1039 118805084 118805122 AGCCTGCAAGAGTTATGGGA AAACAATTGGCTTAGCAGCAA 204

Ai08B25550 Araip.B08 25550 p2 (TA)15 30 118805900 118805929 GGGAGGGTATGCCTTTGTTT TCAAGTTAAGGGGCAATTCA 263

Ai08B25551 Araip.B08 25551 p2 (TA)11 22 118819432 118819453 GGAGGGTGTGCCTTTGTTTA TCAAGTTAAGGGGCAATTCA 245

Ai08B25552 Araip.B08 25552 p2 (AT)7 14 118822917 118822930 CGAACATCCCTAAACTCCCA GTGGGTGTCCGTAATCATCC 228

Ai08B25557 Araip.B08 25557 c (T)10gcagtctttttgtcagaaagtataagttaaaaaattctaattttattaggtctaaaacatcttaaaaaaataaaaaatattagaataaagagta(T)10114 118834961 118835074 TGGCTAACCAACAAGCATAGG TTTTTAAATGTTGAGAGGCAACTT 278

Ai08B25564 Araip.B08 25564 p3 (AAC)5 15 118883859 118883873 TGCTCTCCAAAGTTGTCACG CGTTTGATTCATGTAGCCGA 249

Ai08B25574 Araip.B08 25574 c (T)10cttgg(T)11 26 118910533 118910558 CGAATCAAATCTGATGGGCT TGTGGACGTGTGGTGTTTCT 169

Ai08B25588 Araip.B08 25588 p2 (CT)7 14 118940884 118940897 GGCTTAGAATTCGTATCCGTTG TTCATAACGCCAATGGTTTG 253

Ai08B25589 Araip.B08 25589 p3 (TTA)6 18 118941306 118941323 CTCAACAAGGCTTTCCAAGG CCTTTCATCAGTACCCCATCC 258

Ai08B25594 Araip.B08 25594 c (A)10taaagaagacgccaacattggggaagaagaacatgcacgaatttg(GAA)570 118945326 118945395 TTGGTGTTATTGGTGATGACG TCAATTCATGCGCTTCATTC 152

Ai08B25595 Araip.B08 25595 c (T)10ccttttttacctttaacccaatgttaaaagttgatgaattcctatcttaag(A)1374 118946203 118946276 CTAGCAGCAGAAACGGGGT GGTTAAAAGTTGTCCAATCTATGTGA 187

Ai08B25598 Araip.B08 25598 c* (AAAT)5(AT)11* 40 118949514 118949553 CTCCATCACCTCCGTACACC GATGCGCAACAGAGAGATGA 240

Ai08B25600 Araip.B08 25600 c (TC)9tttctctt(TC)7 40 118972794 118972833 CGATTGACATGACGAAGAGG GCCACTGTAACAGCCACAAA 276

Ai08B25601 Araip.B08 25601 p3 (AAT)5 15 118973669 118973683 TGATTACAATCCCAGCGACA TGCCCTTTCTGTGGTTTTTC 261

Ai08B25602 Araip.B08 25602 p2 (TA)6 12 118975108 118975119 AGCACAGAAAACCAGCAATTC AGAGAAAGCCACGACGGTAA 230

Ai08B25603 Araip.B08 25603 p3 (AAG)5 15 118975564 118975578 AGATACCGGTGAAAACGACG ATCCTTCACCTCCATGCAAC 130

Ai08B25605 Araip.B08 25605 p3 (TTC)5 15 118989144 118989158 TCTTCTTGGCCGAATACACC CTCGGAAGTGGAAGCTTTTG 213

Ai08B25606 Araip.B08 25606 p2 (AG)7 14 118996708 118996721 TCGGATTTTTGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai08B25609 Araip.B08 25609 p2 (TA)10 20 119009106 119009125 CAAAATCCAGTGAGGGTTCAA TGCAACTACCTACATGCATCA 251

Ai08B25610 Araip.B08 25610 p3 (GAA)5 15 119020962 119020976 TATTTCTGTCGGCATTTATTTTT ATCATCTTCCCCATTTCCCT 178

Ai08B25612 Araip.B08 25612 p3 (AAT)5 15 119024520 119024534 TCGGTTCGGTTTTTAGATCC AGAGAGCTCTGGCCTCTGTG 171

Ai08B25617 Araip.B08 25617 p2 (TA)10 20 119037107 119037126 TGGTGTGAATCAATTAGCCG CAAATGCTTAGTGACCAAAACAA 249

Ai08B25623 Araip.B08 25623 p2 (AT)6 12 119042745 119042756 TCCGATAGTTTAGGGTGCCTT TCCACAGAAAGAAACTGCCA 248

Ai08B25625 Araip.B08 25625 p2 (AT)11 22 119052590 119052611 AACCCCTTTTCTTTTGACCC TTTCGTCCTCGAAAATTAAAAGA 276

Ai08B25631 Araip.B08 25631 c (A)10tctgtaatcattgaaaaaaaaatcaaaacttaac(A)1054 119061134 119061187 TGTAACCAACACTTTCTTTTGCT TTTTGTTGGACGTTCTTTTCAA 190

Ai08B25634 Araip.B08 25634 p3 (AAC)5 15 119062746 119062760 GCAAAGACGCAGAGACACAA CTTGCCCATTGTTGTTGTTG 260

Ai08B25636 Araip.B08 25636 p3 (TTA)6 18 119066211 119066228 TCCACCAGATCCATTTCACA TTGCATTTGCATACTGAATGA 136

Ai08B25638 Araip.B08 25638 p4 (TTAA)5 20 119071290 119071309 TCACAATGCTTGTCGTCAACT AGTCCCTGTTATGGTCCCAC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25639 Araip.B08 25639 c (A)12g(A)10 23 119071655 119071677 CCCTGCTGGAGATGGTCTTA TTTCCTCCGATCTCCCTCTT 256

Ai08B25641 Araip.B08 25641 p3 (ATA)22 66 119075204 119075269 CAATCACACGACCAAGTGCT TTCGATAAAATTATAGGACCGACA 249

Ai08B25650 Araip.B08 25650 p4 (AAAT)5 20 119087496 119087515 TGCCTAATTCACAAGCGAGA TTGAAGTGTGGGACTATTTCAGA 127

Ai08B25651 Araip.B08 25651 p3 (TAA)5 15 119092683 119092697 GGGTGGAGTGTTTGTGGGTA TGAAAAGGAAGTCTTGTTATCTTGG 252

Ai08B25652 Araip.B08 25652 p3 (TCT)5 15 119106521 119106535 TGGGAGTGTGGTTTGTGAAA AAGTCATTGCCACGAAAACC 244

Ai08B25657 Araip.B08 25657 p3 (TTA)5 15 119120467 119120481 TTCGGAACAAATGAGAAGGC TTTCCGCAGGATCTTGAGTC 260

Ai08B25658 Araip.B08 25658 p2 (TA)6 12 119130241 119130252 CACACCACATCCATTGCTTC TTGCTGGTTTTGTACTTCGC 205

Ai08B25660 Araip.B08 25660 c (A)10tccaaaaata(T)1131 119132472 119132502 GTGCGTTTTGTTTTGGGATT GCAAGTGGCAAAGGGCTAT 172

Ai08B25665 Araip.B08 25665 p3 (TAA)15 45 119137448 119137492 AAAAGAAACATCCGTGTGCC CATATGCATTTTGATAATTAGCTCTC 273

Ai08B25679 Araip.B08 25679 p3 (ATT)5 15 119176512 119176526 TGGTTGTATTTTCATTTCGTAGTTTT TGTGGAAATGGGGATCTAGG 104

Ai08B25680 Araip.B08 25680 c (A)10tcagtcacc(A)1231 119177165 119177195 GGTTTTTGTTTTGTTTGTATCGG AAACGCTTAGGTCTTGTGACATC 253

Ai08B25682 Araip.B08 25682 p2 (TC)23 46 119181476 119181521 TAGTGGAATGCTGCGTTTTG CTGCCAGAGAAATGAGAGGG 246

Ai08B25692 Araip.B08 25692 c (TC)6ataatggttcaacgcttcttgtggtggacccattggatggaaacagggtgtttttgtgtga(T)1184 119238959 119239042 CTCTCTGCAGCTCCTCTGCT CCTAATATTAATTCACACAAGTCACC 141

Ai08B25695 Araip.B08 25695 c (AAG)5aaattgaaaaaagagagac(A)1145 119255409 119255453 TGGAAGCCCAACTAAATCCA GTCGGCACAAGCTTCTTTTT 233

Ai08B25700 Araip.B08 25700 p3 (CAA)5 15 119275884 119275898 CCGGTTTTTGTTTCAGCAGT GTTTCCACTCTCTCCCCCTC 211

Ai08B25703 Araip.B08 25703 p2 (TC)10 20 119286447 119286466 GTCCTTTTCAGGTCGACACC TTCACCATTGCGATTCAGAG 206

Ai08B25704 Araip.B08 25704 p3 (TTA)5 15 119288887 119288901 CATTCTTCTTTTCCCTCCCC AGGTTCAACCACTTGCGGTA 262

Ai08B25705 Araip.B08 25705 c (T)10gtttc(T)11 26 119289196 119289221 TGAACTAATGCCCAAGGGAG TCATTTCCGAAAACCATTCC 224

Ai08B25716 Araip.B08 25716 c (TCC)6ttctttgcgttcttcctcctttttcttcgtgttcaattc(CTT)572 119325137 119325208 GAAATCACGACGTTCCTCCT ACGACGAAGGGGATGAAAC 136

Ai08B25718 Araip.B08 25718 p3 (AGG)8 24 119326092 119326115 ATTTTGGATCAGGCAACGTC CCTGCACGTCCTTCTTTTTC 271

Ai08B25724 Araip.B08 25724 p3 (ATT)5 15 119335931 119335945 GAAAAGGGAAGAAGAAAAGTTCAA AAGAAGCCTCTCGTGGATGA 212

Ai08B25730 Araip.B08 25730 c (T)10ctttttttttcttacctttctctaattctaaatttccaggggagtgttataggaaggtaggaaaagaaacaacaag(A)1197 119357408 119357504 GGAAAACCACCTTGTAGGGA CCAGAGGGATAGCCATCAAA 233

Ai08B25731 Araip.B08 25731 p6 (CAGCCT)5 30 119359973 119360002 GCTTCAAGAGGCCTTCACAC AGGCATTAGAAGACGCAGGA 128

Ai08B25733 Araip.B08 25733 p2 (CA)6 12 119361689 119361700 AAAAGGCATAACAAAGAGTCAATTTT TTGCCACATCAAGTTTTTGG 271

Ai08B25734 Araip.B08 25734 p2 (AT)7 14 119361879 119361892 CCAAAAACTTGATGTGGCAA AAATTCGGGTCAAACATGGA 224

Ai08B25739 Araip.B08 25739 c (A)10tttattcaatccgtcgacaccgttttgctttgtttattt(A)1160 119375522 119375581 GTCGCTGACGTTTTGCCTAT TACTCTGCTATGGGCCTGCT 210

Ai08B25742 Araip.B08 25742 p2 (TC)10 20 119386871 119386890 TTGGCAGAACGTTGAAGATG CCTCCATCTTGCTTCCAAAG 256

Ai08B25745 Araip.B08 25745 p5 (TTATC)5 25 119416321 119416345 CCTGGGTGCTCCAGTGTATT GATAAGGGCGGTTCTGTTGA 128

Ai08B25747 Araip.B08 25747 c (TC)6(T)13 25 119422711 119422735 CAATTGTTTGAAGAGATCCCG TTGCACCAACCTTCATCAAA 268

Ai08B25748 Araip.B08 25748 p3 (AAC)14 42 119428250 119428291 CACGCTCTTAGCAATTTCTGG ACCGTTAGGCATCCAAGGTT 262

Ai08B25750 Araip.B08 25750 p2 (TA)9 18 119440223 119440240 CCCTTTTATTTGCAGAGGCA CAGTCAGTCCGGTCCAATTT 265

Ai08B25756 Araip.B08 25756 p3 (TCT)6 18 119491845 119491862 CCCCAAAACACTTCACCACT TTAGAATGTTGCTCGCCCTC 166

Ai08B25759 Araip.B08 25759 c (T)10atgtttacctg(A)10cgataatattttgccggaagagagagagaaccaaaaaccataaaaaaatacgagaggaacccctaaaatcgcgtcc(A)12119 119501505 119501623 ATGTTTTGGACGGGTGTCTG TCCAAACATGGTTTTAGGGG 239

Ai08B25760 Araip.B08 25760 p3 (TAT)6 18 119515527 119515544 GACTCAGCTCGGCTCACTTC AGAATCGGTCAAACACCAGG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25766 Araip.B08 25766 c (TC)16(TA)7 46 119556655 119556700 TTTCAGTCCACCACCATCAA GCTTTGAACTGTTCTTGGGG 276

Ai08B25767 Araip.B08 25767 c (TC)9(TA)7 32 119558011 119558042 TTTCAGTCCACCACCATCAA TTGGATGGGATTCGGTCTAC 217

Ai08B25768 Araip.B08 25768 c (TAT)12tactattatttaatttgtccaaaaaagatcaacaattcatatattaagagtacctagaaagagta(T)10111 119564998 119565108 GAATTCGATTTGCGTGGACT GCTTTCTCGCTCCACTGTTT 188

Ai08B25770 Araip.B08 25770 p2 (AG)8 16 119570151 119570166 TGCTAACGGATTAGATCGGG AACGACTCATCAATCGGAGC 197

Ai08B25771 Araip.B08 25771 p3 (TGA)7 21 119571095 119571115 TGTGTGAAGATGGATGTTGATG CACAATTTCCGCTTTCCATT 265

Ai08B25777 Araip.B08 25777 p2 (CT)11 22 119599471 119599492 TGCTGAATAAAATTGCTGCG GAAAGCCGTGGATATTCGTG 232

Ai08B25780 Araip.B08 25780 p3 (TTG)5 15 119618796 119618810 TTTGATCCACCCCACCTAGT TGCTGCATGCATATCAACTTT 197

Ai08B25781 Araip.B08 25781 p2 (TA)6 12 119620114 119620125 TTTTGCCCCCATATAAGCAC GTAGGATGGCTGGGATTTGA 272

Ai08B25782 Araip.B08 25782 p2 (AT)6 12 119624567 119624578 TGCAGTGAACAACCACTTGA TGGGTTTTGTTTTTGTCTGTCT 226

Ai08B25786 Araip.B08 25786 p4 (AAAG)7 28 119641762 119641789 TCTTTTCCTTCCCCAAACCT GTGACGCACTCCCTCTCTTC 185

Ai08B25787 Araip.B08 25787 p2 (TA)6 12 119647281 119647292 GTTTTAACCCCGGCTTGTTT AAGAAAAGGCGAAAAGTTCTCA 204

Ai08B25788 Araip.B08 25788 p4 (GAAA)5 20 119647942 119647961 TCTTTTCCTTCCCCAAACCT GTGACGCACTCCTTCTCCTC 154

Ai08B25790 Araip.B08 25790 p2 (TA)7 14 119654925 119654938 TCGAAACCGTATTGCTATTTTT TCAGGACGAACGAGGAGTTT 278

Ai08B25791 Araip.B08 25791 p2 (TA)7 14 119657088 119657101 CGCAGGTCAAAGAAAAATGC TGGAGGACTAATCTGAAGCGA 231

Ai08B25792 Araip.B08 25792 c (A)11tccatcagcaccaagccattatctcaaccaaactcaattacacccactctcccaacttgg(A)1384 119658628 119658711 CCCACTATCAACATGCCCTT TCGAGGTGCCTTCTTACCAG 269

Ai08B25793 Araip.B08 25793 p3 (AAC)8 24 119665727 119665750 CAACGAGGAGGAGAGGAGTG CGCTGATGTGGACACACAAT 266

Ai08B25794 Araip.B08 25794 p2 (AG)15 30 119667783 119667812 ATGAGTGGCGATTGGTGAAT ACCGAAACTATCCCGTTCCT 190

Ai08B25797 Araip.B08 25797 p3 (TAT)5 15 119669791 119669805 TCCTCTCTCGTTTTGCAGGT CAGCTCAAAAGGCACACAAA 246

Ai08B25802 Araip.B08 25802 c (T)10ggtgactaaatag(A)10g(A)1044 119677906 119677949 CAGAACCTTGGGTGTGTTCA CCAACCATGGAGTGAGCTTC 230

Ai08B25803 Araip.B08 25803 p4 (AAAG)5 20 119679519 119679538 CACATCGACTCCCCTTTCTC AAGCATGAAATCACGATCCC 231

Ai08B25806 Araip.B08 25806 p3 (TAT)7 21 119687757 119687777 TGGGGCCAACTTCATATCAT TTGGCCCGGTTACTCTATTT 260

Ai08B25807 Araip.B08 25807 p6 (TATCAT)8 48 119688008 119688055 TAACCGGGCCAACTTCGTAT CGGGCCATCTTTGTGAATTA 279

Ai08B25811 Araip.B08 25811 p2 (AG)6 12 119694882 119694893 AACGAAGTCACATTCCAGGG TACGTGCCCGTTAATGACAA 277

Ai08B25814 Araip.B08 25814 p3 (ATT)5 15 119699780 119699794 AAACCCCAAACCATAAACCA GAGTACACGCGCAGACAAAA 217

Ai08B25815 Araip.B08 25815 p3 (TAT)5 15 119700104 119700118 CCTTTGTCCTGGCTAGCTGT TCAAGAAACGTAAATGCCCC 109

Ai08B25819 Araip.B08 25819 c (A)10gttattttccagcatgac(A)1038 119708524 119708561 GGAGTTTTGCCTTGGATGAA ATGGATGGACGGATTGATGT 270

Ai08B25821 Araip.B08 25821 p2 (TC)6 12 119716145 119716156 GAAGGTAGAACCGTTGTCGC GGTGGAAGCAGTGAGAGGAG 122

Ai08B25824 Araip.B08 25824 p2 (AT)7 14 119717854 119717867 CGAACCTAATTTTGCCCTCA TCAGATCCCATATTTCCCCA 200

Ai08B25827 Araip.B08 25827 c (A)10tatcgaggagctagaagcaaaaaggaaattttatgcatgtaaaattgcaaccacaaattgtccgaaaaaaaaagctttgattattgaaatgcacg(T)10attattattgaaatgcacg(T)14148 119721117 119721264 TGAAGAGGCAGAGAGGTGTG GGCAAACTTGTCCAAATCCC 203

Ai08B25831 Araip.B08 25831 p2 (GA)10 20 119728149 119728168 CGCCTAAAGGACGTGAAGAA CGAAAATGGTTATCACTCGAA 257

Ai08B25832 Araip.B08 25832 p2 (AC)6 12 119729548 119729559 CACAAGCAAAAAGCTATTCAACA CCCATTAATCCCTGCTCAGA 108

Ai08B25833 Araip.B08 25833 p2 (TC)14 28 119730833 119730860 GAATGCGCTTTTGAACTCTCT ATTGCATCATGCTCCATTGT 230

Ai08B25837 Araip.B08 25837 p3 (TTG)5 15 119734726 119734740 TGACGTCGTTTGTTCCATGT AACAACCAAAGGGATTGCAG 212

Ai08B25838 Araip.B08 25838 p4 (TATT)6 24 119736823 119736846 TACCATGGAGCATGAAACCA ATGACTACCTTCGGCGTCAG 191
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Ai08B25840 Araip.B08 25840 p2 (TA)11 22 119738521 119738542 AAACGTTTGGGACAAAAATGA CGCAAACAGCACAACACTCT 265

Ai08B25851 Araip.B08 25851 p3 (AAG)5 15 119789533 119789547 TGTACGTTCATCCTCTTCCAA CCTTCTCCTCATATTCTGCTGC 215

Ai08B25852 Araip.B08 25852 p4 (TTAT)5 20 119790629 119790648 AGGTGATGTTGATGACGACG TGACTGTATCCAATGTGACGTG 280

Ai08B25855 Araip.B08 25855 p3 (TTG)6 18 119807316 119807333 TTCATGAGGTGGTCAAACGA TGTCGGACAGACTAAACGGA 262

Ai08B25858 Araip.B08 25858 p3 (TTA)14 42 119817236 119817277 TTGGCTATTTGATCAATGATGTG GAATTCGCATTATCCGCAAG 200

Ai08B25859 Araip.B08 25859 p3 (AAG)5 15 119821779 119821793 TTTCATCATCACCATTTTCTGC TCTTCGTGTTACACCTAAATTTGC 270

Ai08B25861 Araip.B08 25861 p3 (CAA)5 15 119832884 119832898 CCTTAGCTTCATGGACGCAT AACATCCAGTCAGGAGGGTG 263

Ai08B25864 Araip.B08 25864 c (T)10ccagatttattttcatcacggccaaggtaaagattttaa(T)1160 119856815 119856874 AAAAAGGATGCACATAACCACA TCCGTCCATCTATAATATACCCG 260

Ai08B25869 Araip.B08 25869 p3 (ATA)7 21 119873330 119873350 TCCCCAACGTTTCTCTCTGT CAGTCTCTGGTTCATTTTCCG 249

Ai08B25873 Araip.B08 25873 c (T)10ctaaataccattctaatggatgcttttaataaaaattacaatggttttaatccgccgcaatttctacatatt(A)10caactgctaaactattagatatggtaccatttttatagcactaaatagataaaattataataattg(A)10168 119885731 119885898 TGATTTTGCAGGACTGTAATTTTT TGCGGTCTCTGCTTTCTCTT 261

Ai08B25875 Araip.B08 25875 p2 (TA)7 14 119886868 119886881 TTTGGACTCGTGCAGTCAAC CCCTAACAAGTTGGTCTCTAGCA 227

Ai08B25876 Araip.B08 25876 p3 (ATT)6 18 119887206 119887223 CAACAACAATTTAAAAGCATGG GCCGAGGAAGATACCATTGA 280

Ai08B25877 Araip.B08 25877 p2 (CT)6 12 119887839 119887850 ACTCTCGATGGAAATCACGG AATGACGTTAACGACCGAGG 169

Ai08B25883 Araip.B08 25883 p2 (TA)10 20 119895076 119895095 TCCGTCGGTAACCAAAAATC TTAGAGCGAGACTGAGCAACA 261

Ai08B25887 Araip.B08 25887 p2 (AT)6 12 119906488 119906499 TGGATCAAAATTGTTTGAAGAAAA AAAATGGCTGATGAATTGCC 206

Ai08B25888 Araip.B08 25888 c (AAT)5(A)10 25 119906700 119906724 GGCAATTCATCAGCCATTTT CAACTAAGGTTGCGGTCCAT 254

Ai08B25889 Araip.B08 25889 c (TC)6gtggcctttttagccactttctttctttatttc(T)1055 119920119 119920173 CAAGGTTGACATGCCCTTTT TGGAGCAGCCTATCCTCACT 250

Ai08B25890 Araip.B08 25890 p2 (GC)6 12 119948299 119948310 CAACTCTAAGCCCCTAGCCC TGGGGGAGAGAAGAAGATGA 258

Ai08B25891 Araip.B08 25891 p2 (CT)6 12 119948509 119948520 CCCTCAACTTCTCTTCCCCT GGGCAGCAGAGACAGAGACT 258

Ai08B25898 Araip.B08 25898 p2 (CT)15 30 119977921 119977950 CTTTAGCCACCGTAGCCCTC GAATGTTCCGAAAGGCAAAG 280

Ai08B25900 Araip.B08 25900 p2 (TC)6 12 119979120 119979131 ATTCAGAGAACCCTAGCCCC GAGCTCGACAACGACAATGA 220

Ai08B25903 Araip.B08 25903 p3 (AAC)5 15 119986697 119986711 CACCACCATTTTTCCAATCC GCGGTGGTCTCAGACAATTT 217

Ai08B25904 Araip.B08 25904 c (AG)6gaaggagttggcagagttgacggactctgtcggcggcgacgagctcagaaaatggaag(GA)682 119987197 119987278 ACATCACGCAACCATTCAAA GCATCATCTTTTTCCCTCCA 191

Ai08B25907 Araip.B08 25907 c (A)10tttcaaagagccaatctcttgatttcatgctcacacatatttacagtagacagtg(A)1075 119991217 119991291 TGTACCTGAGTTTCCACCCA GCGGCCTAGACGTAGCTAAA 148

Ai08B25909 Araip.B08 25909 p2 (AT)8 16 119993166 119993181 TTCTGAAAATTCTAAATCCAAACA AGTGAATCAAATGTTAAACTGGTCT 187

Ai08B25917 Araip.B08 25917 p3 (TTA)19 57 120011020 120011076 TGCAACAACTGAGCCTCTATG GCGATTGTTTTATCACCACG 226

Ai08B25919 Araip.B08 25919 p2 (CT)9 18 120012682 120012699 CAATTTTGCTTCCACTTCACA ATGAAGCGTGCAACACTTTG 184

Ai08B25920 Araip.B08 25920 p3 (GTG)5 15 120014397 120014411 TTGCTTTTGCTTCTGCTTTG AATATCCTCCACCACCACCA 269

Ai08B25921 Araip.B08 25921 c (A)15caaaaaac(A)1033 120017574 120017606 CCTCCTTAAAATACCACACATGC TGGTTGGATTTTCATTTTTGC 168

Ai08B25925 Araip.B08 25925 c (A)16caatctcacaataatagaatctgacatttgaaagcatgtcataaaaattcttcataacttgaactg(A)1092 120022055 120022146 AGTCATTGGGCACAAGAAAA GCCATGCTCAATGATTCCTAA 229

Ai08B25926 Araip.B08 25926 p3 (GTT)5 15 120034447 120034461 TGTTTTCTCAAGGGGGAATG AGAGAGGTGGGTCACAATGG 268

Ai08B25928 Araip.B08 25928 p3 (TGT)5 15 120052789 120052803 GAGGGCTCACCATAGAACCA ACAACGTGAATTTGCCATCA 226

Ai08B25943 Araip.B08 25943 p3 (AGC)6 18 120084316 120084333 TGTGCATCTGAGAAGTTGGG ATAAGGCGTTGTCTTCGCAT 251

Ai08B25951 Araip.B08 25951 p2 (TC)12 24 120100729 120100752 CACTCCCCCTCATTTTTGAA GTTAGTGGTGGTCGGTGCTT 119



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B25954 Araip.B08 25954 p2 (TA)8 16 120106421 120106436 CAAGGTGAGATTTAAACCCCTAA CGTGAGACTGATGACAACGG 258

Ai08B25956 Araip.B08 25956 p2 (TA)7 14 120107469 120107482 CTCTCTGCCATTGCATGTGT TGGAAGCATCAACCTCAACA 222

Ai08B25957 Araip.B08 25957 p2 (CT)22 44 120117055 120117098 CATTTGCTTTTTGCTTTCCC CATCATCCAAGTGGAAGCCT 175

Ai08B25959 Araip.B08 25959 p3 (TCA)5 15 120118383 120118397 TGCACATTTTTGTCCATTTGA TCGTTCTGAAAGGGTGGTTC 109

Ai08B25960 Araip.B08 25960 p2 (AT)6 12 120133615 120133626 GGGAGTAACTCAGATAAAGATGTTAAA TTTGAGAATTCTTCCTTCTCTGC 255

Ai08B25966 Araip.B08 25966 p3 (AAT)6 18 120155030 120155047 TCTTCCTGCAACTCCTCCAT CAAGTTCAGGGCTGGAAAAA 231

Ai08B25967 Araip.B08 25967 p3 (AAT)6 18 120156163 120156180 TTCTTGACGCCATTAAACCC GCGAACACCCCTTATTTCAC 273

Ai08B25969 Araip.B08 25969 p2 (TC)19 38 120173329 120173366 CGACCCTTAAACCACCCATA GGGTGGATGGAAAGGGTTAT 230

Ai08B25975 Araip.B08 25975 p2 (AG)9 18 120194957 120194974 TTGATTATCTCTTTCACGTTTCTAATC CACAAATTAACTTTTAATCATTGTGTT 264

Ai08B25978 Araip.B08 25978 c (AAC)6acatcat(CAA)540 120196676 120196715 CAATCCAATTTGCACCCATT CGCTTCTTCGTCTTCGTCTT 273

Ai08B25981 Araip.B08 25981 p2 (TA)7 14 120198285 120198298 TCTGAATCTGTGATGATCGGA TTCCCCAAAAATTGATGACC 158

Ai08B25983 Araip.B08 25983 p2 (AT)9 18 120203168 120203185 TTTGTGTGTCTACGCGTATTTT AAGGCGTTTGAGAACTAAGATCA 200

Ai08B25984 Araip.B08 25984 c (T)11aaattttggttgattgttattgtgattactag(T)10ctg(T)1369 120204286 120204354 TTGCCTTCTTCTCCCCTTTT CAACCATCATCATCACCACG 221

Ai08B25985 Araip.B08 25985 p2 (CT)16 32 120207912 120207943 ATCGAAGCCTTCCTCCTTTC AGCTTACTTCAACGGCTCCA 263

Ai08B25986 Araip.B08 25986 p2 (AT)6 12 120209024 120209035 CAAAAACATGATACTCGAGCACTAC AGATTGGGAGCAGGTTCCTT 147

Ai08B25987 Araip.B08 25987 p2 (TC)6 12 120212235 120212246 CACACCTCTCTCTCTTCGGC AGAGGGAGAAACGGAGAAGG 264

Ai08B25993 Araip.B08 25993 p3 (TCT)6 18 120233565 120233582 TCAATTATCCCCTCACTGCC TGATCCACGGTGATAATGGA 232

Ai08B25999 Araip.B08 25999 c (TAA)5atcatagctaatcaagaataatacatgaaaatctcatc(ATA)671 120263309 120263379 TCAGAATCCCTCTTATTTCCCTC GCTTGCCGTGTTGAAGAACT 192

Ai08B26001 Araip.B08 26001 p3 (ATA)7 21 120267032 120267052 TAACCACCAACTTCCCCTGT TCGTACATGTGTGCGTAACTGA 245

Ai08B26004 Araip.B08 26004 c (TTG)5gtagaaagagacttagaaatgttgaatgaaaaagaatggagatataattttggaagtgaaaaattggaaaaca(AG)7102 120270540 120270641 TTATGTTGGTGGTTCATGGC GGCCCCGTTTAAAATTTAGG 263

Ai08B26005 Araip.B08 26005 p3 (CTT)11 33 120271753 120271785 TGAAATACACTCGCCCAACA AACACGAAGAAGAAGGCGAA 150

Ai08B26006 Araip.B08 26006 p3 (AAG)6 18 120273752 120273769 GAAGAAGAAGGAACGCGAAA GCTGCAACGTAAACCTCCTC 118

Ai08B26008 Araip.B08 26008 c (A)13gacaaaaaaagtgtttttgctcctatgaagagagaagggaagaaggagaaaggggaaag(GAA)587 120277926 120278012 CGATTTTGGTCCCTAAGATATAGGT CGACAAAAGTGGAAGCAGAA 280

Ai08B26010 Araip.B08 26010 p2 (AT)6 12 120298024 120298035 GCATATTCGCATTCGCTATACA TCCAAAGGGTGTTTTTCATTC 118

Ai08B26012 Araip.B08 26012 c (TA)8ataatattatatgttgtaatg(TA)751 120304175 120304225 TGTAAAGCCCTTGCGTTTCT AAACATATGCAATTCTCTCTCTCTTT 248

Ai08B26013 Araip.B08 26013 p3 (AAT)5 15 120308008 120308022 TGTGCGAACTTGCACTATCC TGCATGTACTTTTGCTCATTTT 103

Ai08B26016 Araip.B08 26016 p3 (CAT)5 15 120313660 120313674 TGTAGATAGGGGACTTGCGG GGTTGAGGAGGTAGGGGAAG 112

Ai08B26018 Araip.B08 26018 p2 (GT)6 12 120318882 120318893 TGATCATGATGTCATCTGCG ACCACATGCGGAAAGAAAAA 215

Ai08B26023 Araip.B08 26023 p3 (CAT)5 15 120333053 120333067 CGGAGACCACTTTGGATGAT GTAATGCCCCAGTTGAGGAG 105

Ai08B26027 Araip.B08 26027 p2 (AG)11 22 120338672 120338693 TTTGGGGCAAGCTTCAATAC ACGCGCAGAAAGAAAAAGAA 145

Ai08B26028 Araip.B08 26028 c (GA)6gggttgtagcaccgtagtgggttagggatttaggtgagtgagactgatgagagggttaggttcgcgtacgcctttgtc(T)24114 120344416 120344529 TTGCTGTTGTTGGCTGAGAG TTGCAACTTCAATGCCAAAC 204

Ai08B26029 Araip.B08 26029 p2 (TA)8 16 120350024 120350039 TCAACCCTATCCGACCAATC CGGGTCCTGATTATACTCGC 233

Ai08B26030 Araip.B08 26030 p2 (TA)6 12 120351908 120351919 CTGAATCCGAACCAACCTGT CAATCAGAACTGGACGCAGA 276

Ai08B26034 Araip.B08 26034 p2 (TA)6 12 120368059 120368070 ATGGCTAGCCGGGTTAAACT TTACCTCGCGTCATAAAGCC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26037 Araip.B08 26037 p3 (ATA)5 15 120381343 120381357 GGTTTGCCCCATTCATCTAA AAAGCAAAGTCACCGTAACCA 238

Ai08B26048 Araip.B08 26048 p2 (CT)17 34 120448184 120448217 CTAACCCCTGTCCCCTTCTC GGGTGGTATGGTAGTGGTGG 110

Ai08B26049 Araip.B08 26049 c (TGG)7gtggtggttgaaagagagaaagac(AG)657 120448757 120448813 CTTTCCATCGCATCCCTAAA AATGCTTTGACGATTTTGCC 250

Ai08B26050 Araip.B08 26050 p2 (TA)14 28 120460350 120460377 CATTGAATGCGGGATGATAA CCACCCATTTCTACCCGTTT 274

Ai08B26062 Araip.B08 26062 p2 (TA)6 12 120491536 120491547 ACGCTGAAAAAGCAATTCGT TTTCTTACATTATTACATTTTGCTGGA 279

Ai08B26073 Araip.B08 26073 c (CGG)5t(GGC)5 31 120505596 120505626 CTCCAAGCTCAATGCTCACA GCCAACCCTTGATGAATTTG 277

Ai08B26076 Araip.B08 26076 p3 (TAA)6 18 120507279 120507296 CATCCTCTTGCTCCAAAAGC GCATCCCAAAAGTCACCAGT 178

Ai08B26077 Araip.B08 26077 p4 (TTTA)5 20 120507686 120507705 AACGACGACGACAACAACAA CTTTTCCATGCCACCAATCT 172

Ai08B26082 Araip.B08 26082 p3 (ATT)5 15 120553746 120553760 GCAAGGTAGACAATATTTGGCA CCATTCTAATTCTCATTCATTATGC 123

Ai08B26087 Araip.B08 26087 p4 (GATA)6 24 120558978 120559001 TTGGTACTTTCGGTATATTTTCAGC TTGTAGATCACGGTAAGAGAAAGAGA 226

Ai08B26089 Araip.B08 26089 p2 (AC)6 12 120565570 120565581 ACTTCAATTTTCGTGAGCCG CTCCCTCTTCTCCTCTCCGT 199

Ai08B26093 Araip.B08 26093 p3 (GTG)6 18 120598351 120598368 CCAATACTGTTGATGTGCCG TTGCAATTGTCGAACCTTGT 216

Ai08B26094 Araip.B08 26094 p3 (TAT)7 21 120599978 120599998 CCTAGCATAATTGCATTTCAAACA TGGCACTAAGTAGAGATTGAGCA 173

Ai08B26095 Araip.B08 26095 p3 (ATT)5 15 120605629 120605643 TTTGAATTGCATCTGATTCCC ACTGGCCCCTAGCATTCTTC 270

Ai08B26097 Araip.B08 26097 p2 (CT)6 12 120607583 120607594 AGGTTGATGGTGGTGATTTTT AAAGTTTGACCTTTTATTTTGTGG 266

Ai08B26099 Araip.B08 26099 p2 (AG)8 16 120616411 120616426 TTCTCGGCTCAGAAAACACA GGAACATTGAACCTGTGATTGA 220

Ai08B26100 Araip.B08 26100 p2 (TA)6 12 120619049 120619060 CTTGAGAGACATTCTCCCCG GCAAAAGATGCAAAATGCAA 247

Ai08B26105 Araip.B08 26105 c (A)11tgagatttgaattctcaactttaaacgcaatttggtt(A)1361 120628465 120628525 TTGGTCGTGAATCGAAATTCT TCAAGCTGTCTTCCCCCTTA 194

Ai08B26107 Araip.B08 26107 p2 (CT)6 12 120636743 120636754 CACCGCCTCAGGTTTGTATT TCAGAAAACAAATCGAAGGAAAA 209

Ai08B26108 Araip.B08 26108 c (A)11tttaaactgacaaattttggagtacttggtagtcaaattattttatcattaaataatttgcaaagtgttaataaataacacaaacatttgtttcg(T)10116 120636932 120637047 TTCCTTCGATTTGTTTTCTGA TGCCATGATAGAAATAAACAAATTA 280

Ai08B26109 Araip.B08 26109 p3 (TAT)9 27 120637542 120637568 CAACATGAGGGACCAAAACA AGGGGCCAACAACTTTTGTA 223

Ai08B26110 Araip.B08 26110 p3 (ATA)5 15 120640450 120640464 ACATTCGCATGGCCTTAATC CAACAAATGCTTTGAAAGAAGG 185

Ai08B26112 Araip.B08 26112 c (TG)8(TA)8 32 120662767 120662798 GGTTGAGGGAGAGATAGGGG ACTAGCTCCTGACCCAGCCT 133

Ai08B26117 Araip.B08 26117 p2 (AG)7 14 120684735 120684748 ACAAGATTGCAGCTCCTCGT TTTCCTTGGTTGATGGATCTG 254

Ai08B26119 Araip.B08 26119 c (A)14cagtgcatt(GA)635 120688037 120688071 CCTTTTCTGCTCCTTCCCTT GCCCTTCTCCTAAAACCCTG 268

Ai08B26122 Araip.B08 26122 c (A)12taattctagatcaaagagttttagctagctcttcatattttatttatagatacaaattgaatcaaaattaagatataac(T)10101 120690262 120690362 TAAAAGATTGCGGGTTCGAG GGCATTTAATGAGCTGATTTATTTTT 260

Ai08B26129 Araip.B08 26129 c (TC)7taa(AT)7 31 120718582 120718612 AGCAGCCATGTTCTGTCTCA TTGCTGCTCGTGAATGAGTT 268

Ai08B26134 Araip.B08 26134 p2 (AG)6 12 120726964 120726975 TGAAAAAGAAAAAGGCCGAG GCAATGATGCATGGTGGTAT 273

Ai08B26135 Araip.B08 26135 p2 (CG)6 12 120737472 120737483 ACAAATCCTCAGATCGACGC TTGGGGTTGGCTTAACTCTC 265

Ai08B26136 Araip.B08 26136 p2 (GC)6 12 120737754 120737765 GAGAGTTAAGCCAACCCCAA GCAAGTGTGCTCCCCATTAT 170

Ai08B26137 Araip.B08 26137 c (A)10tg(A)10 22 120740674 120740695 GCATTCAAGTGTGGGAACCT TGCTTTAGGGCATTTTGTCC 272

Ai08B26138 Araip.B08 26138 p2 (AG)7 14 120741626 120741639 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 231

Ai08B26139 Araip.B08 26139 p2 (TA)8 16 120748735 120748750 GCTAGCCAGCTTAAACTCCG CTTACCTCGCGTCGTAAAGC 260

Ai08B26140 Araip.B08 26140 c (A)11ttcaatccggcccctaacaattacctcgaaaggacgagaccccaatgttcttttttttggcacaggggctaatctgtcc(A)10100 120752503 120752602 GAGGCAAAAATCCCATAAATCA AAAAACACCCAATTCGACCC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26150 Araip.B08 26150 p2 (AT)11 22 120780555 120780576 CCCATAAATTCCCAACATGC TGTCAAGAGAGGGAATTGGG 273

Ai08B26153 Araip.B08 26153 p3 (CTT)5 15 120782947 120782961 CGAAGGCAAAGAGATAACGC ACGCGCGTTACTGAACATCT 124

Ai08B26154 Araip.B08 26154 p2 (AT)6 12 120796644 120796655 TGGGCTTCGTATTTTTGAGC TCCATCCCCTAGCATGATTC 246

Ai08B26167 Araip.B08 26167 p3 (CTT)6 18 120829478 120829495 CTTCTTCTTCTTACCGCCGA TCGTCATCCTCATCAAACCC 274

Ai08B26168 Araip.B08 26168 p3 (TGA)5 15 120829618 120829632 CTTCTTCTTCTTACCGCCGA TCGTCATCCTCATCAAACCC 274

Ai08B26169 Araip.B08 26169 c (TGA)5tcata(ATG)17gtggtggtaggtggtgggtggtggcaggt(GTG)7121 120829783 120829903 GGGTTTGATGAGGATGACGA TCCACCTTTTATTATTACATGAGCTTT 268

Ai08B26170 Araip.B08 26170 p2 (AT)6 12 120830784 120830795 CACATAAAAATGTTGGATACAAGCTAA GCTCTCCATGACTCTATGTATCTTTC 274

Ai08B26171 Araip.B08 26171 c (A)10ttttggtgcagggatctaattaaaag(A)1046 120831565 120831610 ATTTGAGTCCCTGCACCAAT TTCATGTTGGTCATCATTAGTAGAA 234

Ai08B26175 Araip.B08 26175 p2 (TC)7 14 120842749 120842762 ACCATTCTGGGCGTTTAATG TGAGGTGATTGGTGAATGGA 259

Ai08B26181 Araip.B08 26181 p2 (TA)6 12 120876313 120876324 GGAAATCCAATGAAGCAGGA ACGCTGTAAAGGATAGGCGA 221

Ai08B26186 Araip.B08 26186 p3 (AAT)23 69 120883180 120883248 AAATTATTGGGCATAACACAGC TGTCCCTTTGGTAAGCATTTG 168

Ai08B26187 Araip.B08 26187 p3 (AAT)7 21 120884018 120884038 TCATCGAAGGTTTATTTTGTTTT TGGTAAACACTTGAACACCACG 232

Ai08B26193 Araip.B08 26193 p2 (AT)6 12 120906748 120906759 TGCACAAAACCACTTCCTTG TGTTCAACAATTATTAGGTCCCG 182

Ai08B26195 Araip.B08 26195 p2 (TG)6 12 120914652 120914663 TTTGGTGGGACTTTGGAAAC CCCACTTACAAAACGAGTAACCA 273

Ai08B26196 Araip.B08 26196 p2 (GA)22 44 120918554 120918597 AAGGGTGTCATGGAGAAAGC CGACTAGAGGACCTTCGCAC 279

Ai08B26198 Araip.B08 26198 p2 (GA)7 14 120925054 120925067 TTGGGACTCAAGAAACCACC TGGAAACTTGAAGGGAGGAA 248

Ai08B26199 Araip.B08 26199 p3 (AAT)5 15 120926147 120926161 TGGAGCATCAAGCAGCATAG TCAGCGTTAGAATCTTTCGTGT 228

Ai08B26200 Araip.B08 26200 c (CA)14gagag(ACAT)1073 120926645 120926717 CCCTTAATTCCACCCTCACA GGTGGCAGAGGCCCTAGTAT 229

Ai08B26201 Araip.B08 26201 c (A)16tcttataattagacaaacttatgaatgaaag(A)1259 120929620 120929678 GGACCAATTTGAACTCCATCTC AGTTTTCGAGGGAGCAGTCA 261

Ai08B26204 Araip.B08 26204 p4 (AGAA)6 24 120934222 120934245 CACTTTTTGAACGACGAGGA GAGGTGTGAACAGAGAAGGCA 264

Ai08B26206 Araip.B08 26206 p3 (ATA)6 18 120938065 120938082 CAGGCAACCAAATCATCACA TATGGCCTTTCAAAGCAAGC 257

Ai08B26211 Araip.B08 26211 p5 (TTTAT)5 25 120951957 120951981 GATTTGTTCTCCTTGAATGCG GGAGTGGTCTCAGGAGCAAG 275

Ai08B26219 Araip.B08 26219 p3 (TTG)23 69 121004099 121004167 AGGAGTAGGCTTCGCTCTCA ACAACAGGGGGTTCTTGATG 273

Ai08B26228 Araip.B08 26228 p2 (TA)8 16 121021603 121021618 CGAGAAACTGTCGTTGGAAA AGAGGCAAATCGAGTCTTCG 250

Ai08B26239 Araip.B08 26239 p2 (TA)9 18 121054660 121054677 AAAATGTATTCAAATTACATGAGGAA AAGAAGGATGAGACGGGGTT 234

Ai08B26240 Araip.B08 26240 p3 (CTT)7 21 121054855 121054875 GCCGATCAATTTTCAGCAGT GAGCTACGCAGATCCCAGAC 278

Ai08B26243 Araip.B08 26243 c (TCT)5tcaccctattgttgttgcta(CTT)550 121061394 121061443 GCTTCTTCACCCATGTTGCT GATGATGGAGGTGGAGGAAA 204

Ai08B26244 Araip.B08 26244 p3 (CTT)9 27 121062274 121062300 TTCTCTTCCTCCTCCTCCTCTT TCCTCCTCCTCCTCTTCCTC 216

Ai08B26245 Araip.B08 26245 p3 (GAG)5 15 121062448 121062462 CCTCCTCCTCCTCTTTTGCT GGCCTCCTCCTCCTTCTTCT 271

Ai08B26249 Araip.B08 26249 p3 (CAC)5 15 121069829 121069843 GATCCTAGGTGGCACTCCAA TGAAAAGTCGGAACCTTTGC 242

Ai08B26251 Araip.B08 26251 p3 (AAT)10 30 121079832 121079861 CACGTGAAATGTTGGTTCGT AATTTAGCCGTGTCAAAAGC 250

Ai08B26258 Araip.B08 26258 p3 (ATA)5 15 121147067 121147081 TCACAGGAGGCAAATGATGA TGGATGGGACATTGCTTTTT 237

Ai08B26259 Araip.B08 26259 p3 (CCA)5 15 121148671 121148685 TCCTTGGATCCCAATTTCAC TAGGTTTCGTTAATTGCGGG 136

Ai08B26260 Araip.B08 26260 p2 (AT)10 20 121151470 121151489 GGGTTCTGACCAAAGACTTTCT CGGAAGTGCCCTCATTACAT 163
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Ai08B26263 Araip.B08 26263 p2 (AT)6 12 121158248 121158259 TCCGAGGAAATTCCACTTTG GGGGAATGCTAGGAGAACAA 260

Ai08B26264 Araip.B08 26264 p2 (TA)6 12 121158423 121158434 TGTTCAAAATTTTCATTGTTCTCC TGAATAACCAAGCATCAAACAGA 231

Ai08B26266 Araip.B08 26266 p3 (TAC)5 15 121163289 121163303 TCTCAAGCTTTGCACCCTTT AATGAATGCAATTCGGAGGT 202

Ai08B26268 Araip.B08 26268 p3 (TTA)5 15 121168510 121168524 TGATTCTTTCTTTATTCTTTCGCC TTCTAATTGTGCTTGCAATGG 277

Ai08B26274 Araip.B08 26274 c (A)12ggtaaatagtaaacaaatatttcgacataagttttgtagacccattctagaatgttcaatgataaagttaatttgac(A)13102 121179516 121179617 GACCCTTTCACCGTAGGGAT CATTGCAATTTTCCACGGTA 260

Ai08B26275 Araip.B08 26275 p3 (AAT)5 15 121183298 121183312 GCTTCATACATGGCGACAAA CAAAGGATTCTGCTTTGCGT 202

Ai08B26281 Araip.B08 26281 p2 (AG)8 16 121201205 121201220 AACTGGATGGTTTCCGTGAG ATGCCTTTGACACCTTCGAC 255

Ai08B26282 Araip.B08 26282 p2 (AC)6 12 121205327 121205338 TGGGAATAAAAAGGGAGGAAA TTCCCATTCGCTATGCATCT 173

Ai08B26284 Araip.B08 26284 p3 (AAT)5 15 121208122 121208136 TCCCAATTCATTTTTCAGCA TCCTCCGTCCAAAAATAAAA 236

Ai08B26291 Araip.B08 26291 p2 (TA)6 12 121226661 121226672 GGTTGTGATAAATCGAAACAACTT CTAGCCATCTCCCCACTTTG 114

Ai08B26294 Araip.B08 26294 c (TA)23(GA)16 78 121232328 121232405 TATGCGTATGCATGGATGGT CGCTTGTGCCTTATTGCTTT 280

Ai08B26295 Araip.B08 26295 p3 (TCA)5 15 121238955 121238969 AACCACTCACCATGACCATTT TGATGGGTGCTGAAGTTTGA 232

Ai08B26300 Araip.B08 26300 p2 (TA)6 12 121257014 121257025 TTTGATCAGAGTCTCGTGCTG GCCTCTAACAATTACACACAAGCA 231

Ai08B26308 Araip.B08 26308 p4 (TTTA)6 24 121270138 121270161 TTTAGGATTTTTACATCATACTTTGC TTTGAAAATCCAAATGCTGC 169

Ai08B26312 Araip.B08 26312 p3 (ATT)8 24 121280491 121280514 GACGCCTCAGAGGAAGAAAA GGGCGTGGAAGGAGAAATTA 277

Ai08B26320 Araip.B08 26320 p2 (AC)9 18 121306205 121306222 GAGGTCATTTGCATGGTGTG ACACACTCCTTAACCCCCTG 234

Ai08B26321 Araip.B08 26321 p2 (AT)7 14 121313500 121313513 AAACCAAATCATCCATCCAAT TTGACATTTGGCATCTTTGG 149

Ai08B26327 Araip.B08 26327 p4 (TTTA)5 20 121321838 121321857 TGTCAGTATCACCACCAAACG TGCTGCTCACTCACTTTGGA 102

Ai08B26328 Araip.B08 26328 p3 (CTT)7 21 121322067 121322087 TTTGGTGATGTCTCAAGGCT AGCAAAAGCAAAGGGTCTCA 244

Ai08B26332 Araip.B08 26332 p2 (AG)7 14 121326119 121326132 TTGATGCTTGGGACCATTTT AATTTTGCATTGTTCCCTGT 177

Ai08B26334 Araip.B08 26334 c (AT)7(AG)9 32 121327299 121327330 AGCGCCTGACAATAAGAGGA ACACGTGCATCCAATCACAT 223

Ai08B26337 Araip.B08 26337 p5 (CGGTT)5 25 121348786 121348810 GTGGGGGTATGGGGTAGTTT TAAACCGATAGACCGAACCG 196

Ai08B26338 Araip.B08 26338 p3 (TTA)5 15 121350108 121350122 ACTTGCACTATCCGCAAGG TTTGATATTTGAGTTCGGTACTTATG 280

Ai08B26344 Araip.B08 26344 c (AAG)7gagaaagagaaggcaagaaacgaaagaa(AAG)5aggaagag(GAA)587 121377436 121377522 CCTCCTCATCTTCTGCTGCT TCTCTTTCTCGGATGCAAGG 264

Ai08B26346 Araip.B08 26346 p2 (AG)18 36 121381337 121381372 TTCATAAGAAAGCACTATTGCCA AGTGCATGTGAATGAACCCA 195

Ai08B26349 Araip.B08 26349 p2 (AC)6 12 121390478 121390489 TAAAACAATCCAAGGGCTGC AGGATGATGTTGCCTCGAAC 232

Ai08B26350 Araip.B08 26350 c* (A)38(AAC)9* 63 121391019 121391081 AAGTTTACTGCAGTTGGCCG TGCTTCCTATGAAGTGCGTTC 260

Ai08B26352 Araip.B08 26352 p2 (TA)6 12 121393559 121393570 TCAGAACACCACAAATCGGA CGATTGGCAGGAGCTAAAAT 160

Ai08B26353 Araip.B08 26353 p2 (AT)8 16 121393902 121393917 CGCTCTATTTCCATATCCACG AGGTGGTAAAACGGGTCGAT 220

Ai08B26358 Araip.B08 26358 p2 (CT)8 16 121415490 121415505 CTCCGATTGTTTTCCTTCCA GCCATCTCTCTGCAAAATCC 278

Ai08B26360 Araip.B08 26360 c (A)12tcctgaattttaaaatttaaaaataaatgtgtttaataagttaaattgttcgagagatttttcatctcatctacaat(A)1099 121427057 121427155 AAAATAAAATTGCACACCTCAAAA ACTGTTGGTAACGTAGCGGG 249

Ai08B26361 Araip.B08 26361 p2 (TA)6 12 121427371 121427382 GAAGTGTTTCGTTGAATGTGTCT GCTGAAAATCTCACTTCTGGC 243

Ai08B26364 Araip.B08 26364 p3 (GAG)6 18 121435595 121435612 ACCTCACCAGAAGAGCCAGA CTAAAGCAAGGTCTCGTGCC 202

Ai08B26366 Araip.B08 26366 p4 (AACT)10 40 121444115 121444154 AAATGCTTTGAAGGCAATGTC TCCACCACTTTCAATCACCA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26373 Araip.B08 26373 p2 (TG)6 12 121465742 121465753 ATGGTGGTTGCACTTGTTGA CAGAATCCTGTCCTTTCCCA 237

Ai08B26377 Araip.B08 26377 p4 (AGAT)10 40 121478563 121478602 ATAATTCCCACCCTCCTGCT TGGTATTTGTTCTCTGGGGC 273

Ai08B26378 Araip.B08 26378 p3 (CAA)10 30 121478844 121478873 CAAAAGCTCCTCTTTCCAACA CTTAATCCGTTTCCTGTGGC 244

Ai08B26380 Araip.B08 26380 p4 (TTAT)5 20 121479862 121479881 AGAAATTTGCCAAACACGCT GAAAATTCAAACCGGACCAA 269

Ai08B26381 Araip.B08 26381 p2 (GA)11 22 121481598 121481619 AACGATCAAAGGCAATTTGG TCTCCTCTTTCTCCCCCTTC 249

Ai08B26382 Araip.B08 26382 c (GA)10agggagagaggagagagagaaagag(GA)657 121481789 121481845 GGAGAGAGAGGGGAGGAGAG TGAACTGAAACCATAGTTTGTATGAA 260

Ai08B26384 Araip.B08 26384 p2 (AT)8 16 121484808 121484823 AAACCGGTGAACACGTAAGC GGACGGAATGGAATTTTGTG 220

Ai08B26389 Araip.B08 26389 p3 (TTG)5 15 121492404 121492418 CTGCTGTTGTTGAAGCAAGG TTTCTCAGGAATCAATCGGG 161

Ai08B26390 Araip.B08 26390 p2 (TC)8 16 121492833 121492848 GTGTGAGGGTTGCGAAAGAT GTTTTGGCCCAGAAAAACAA 252

Ai08B26396 Araip.B08 26396 p2 (AT)7 14 121521512 121521525 CAAATACGTGGGTGGCTTTT GAAAGCCACATTTTGAGGGA 143

Ai08B26405 Araip.B08 26405 p3 (CCA)6 18 121534567 121534584 AATCGAAATCGTCCCTCTTG GCTGGTGGTGGTGTATGTTG 200

Ai08B26409 Araip.B08 26409 p2 (TA)7 14 121541565 121541578 TCCAATCCCACCTTTTGTTT AGCGACATGGTGCAGTTATG 280

Ai08B26410 Araip.B08 26410 p3 (TAA)12 36 121541736 121541771 CTGCACCATGTCGCTGTATT TCCACAAACAGTTCCACCAG 169

Ai08B26413 Araip.B08 26413 p3 (TCT)5 15 121547304 121547318 CCACATTCACGCGCTACATA TCGAAGAAGAAGAACGACGAA 177

Ai08B26414 Araip.B08 26414 p3 (AGA)5 15 121548073 121548087 GGAGGAGAATGAAGAATGCG AAAGAAGTTTGGGCGACTCA 272

Ai08B26416 Araip.B08 26416 p2 (TA)6 12 121554665 121554676 GTTTTCAACGCGAACCAACT CAATGATTCAATTTTTGTATTTTCA 276

Ai08B26421 Araip.B08 26421 p2 (AT)6 12 121575609 121575620 GCATCGGTGAAGCTAGGAAT TGCAGTTCTCATCCATGTTTTT 241

Ai08B26423 Araip.B08 26423 p2 (TA)6 12 121577712 121577723 TCATCGTAGCAAAGTAAACACCTT TGAAACACCTGAAATGCTTCC 236

Ai08B26426 Araip.B08 26426 p2 (AT)6 12 121589346 121589357 TCTGATTTTATTCTCATTTAATTCCAA TTGATGAATTAATAGTCTGATCAGTTG 262

Ai08B26435 Araip.B08 26435 p2 (AT)7 14 121614531 121614544 ATCCGCCTTTCCAAATTTCC AAAAGAATTTTACCGACGATTG 259

Ai08B26440 Araip.B08 26440 p2 (AT)8 16 121620166 121620181 ACCCCAAGCTTGACCTTTTT CAAATCAATGGCCCAATTTT 176

Ai08B26442 Araip.B08 26442 p3 (AAT)9 27 121636755 121636781 AACCACAAGGGAAACTCGTG TTGCATCCTTGGAATTAGGC 235

Ai08B26444 Araip.B08 26444 p3 (ATT)5 15 121641394 121641408 CACTGCATCAAGCGAAGGTA CCGTAACCGAAACGGTAAAA 112

Ai08B26446 Araip.B08 26446 p2 (AT)6 12 121646491 121646502 CATTTCTTCCACGGCCAATA CGTCCGCAAAGTAAGTTTTG 278

Ai08B26447 Araip.B08 26447 p2 (AG)6 12 121653064 121653075 TGGAGGTTATGCTTGGAGTTG CTCTCTCTCCGATGGTCTCG 267

Ai08B26448 Araip.B08 26448 p6 (TATGAT)5 30 121655369 121655398 CTTGCCCCCGTGTTTAACTA CGGTTATATAGCCAACCCGA 180

Ai08B26450 Araip.B08 26450 p2 (GA)7 14 121663884 121663897 CGTCGTTGTCAGAATCGAGA ACTGGCATGCGTTCTCTTCT 233

Ai08B26451 Araip.B08 26451 p2 (CT)11 22 121670226 121670247 CGAATCTGGATAGGCAGAGC ATCCTTCGACGTCCTTACGA 257

Ai08B26452 Araip.B08 26452 p3 (TCT)5 15 121671294 121671308 ATCTACAGCCTTTCCCCTCC AAGCTTCACTGCCCCTTGTA 236

Ai08B26456 Araip.B08 26456 p2 (TC)20 40 121689006 121689045 ATCAAAAGTGGCCCAAACTG GAAATTAACCCCAAAAAGCG 219

Ai08B26457 Araip.B08 26457 p3 (AAG)6 18 121705188 121705205 ATTCTTCCTTGCCACCACAC TGTGATTCGATCCTCTGCTG 205

Ai08B26458 Araip.B08 26458 p2 (TC)8 16 121715497 121715512 CGTTTAACGCTAGGATTGGC GGTGAGGTAGGTGGGGTTTT 252

Ai08B26459 Araip.B08 26459 c (AT)10gaagcatataaataaatagcaactagctagtgcctagtagttgact(TC)1188 121741243 121741330 AGGATTTGGAAAAGTTAAGCCT AACTCAACCGGTTCGATGAC 219

Ai08B26460 Araip.B08 26460 c (T)14(A)13 27 121741804 121741830 TCTGGTCTCTGGAGCTTGGT CGGTTCAGTGGTTTGGAAAT 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26464 Araip.B08 26464 p3 (TAA)5 15 121748840 121748854 AAACAGTTCAACAGCAACATTAACA TAACGGGTTGGAAGTGTCGT 251

Ai08B26465 Araip.B08 26465 p3 (AAG)5 15 121749378 121749392 GCAAATGCTAACAATGTCAAAA ACCGTCGTTGACTGTTTTCC 225

Ai08B26466 Araip.B08 26466 p2 (AG)6 12 121752001 121752012 GTAAAGGGGGCACGACATAA TGATTGAGTGCTCTGTCGATCT 200

Ai08B26467 Araip.B08 26467 p3 (TTC)5 15 121752832 121752846 AGGTTGCACCAGCTATTTGC TATTGTGATCAGGACGGAGC 218

Ai08B26468 Araip.B08 26468 p2 (CT)7 14 121753639 121753652 CTTGCCACGTCATCAAGAAA GAAAGGTAAAGGAGGATTTGCAT 188

Ai08B26469 Araip.B08 26469 c (TGA)10tctccaagaaagaaaagctagaaaagttccctctacatcatcctcatcatcctcatcatccttatcagaggagaagaagcatgaggat(CAGGTG)5148 121754417 121754564 CATGGTCAAAGTCAAACCCC AGGTACTATTCTGGTGTGCCG 239

Ai08B26471 Araip.B08 26471 p3 (TTA)7 21 121755054 121755074 GAAAATGAGTGACAAACAAACCA CCGATCCAACATCCATATCC 160

Ai08B26477 Araip.B08 26477 c (CA)14(TA)10 48 121765777 121765824 CAACTCCAGGAAGAAGAAGAACA GGACATTGAAATTGGACCGT 272

Ai08B26478 Araip.B08 26478 c (T)10c(T)10ggttcagcaatttagataaacgcaggttgcgttttattgttttaatggttttcaaa(T)10aattttgattgagcccaaacgcaacatgcgtttaatgagggcagtatg(T)10145 121766318 121766462 CGTGATGTGCAATGAAATGG ACGCAAGCTGCGTTTTATTA 254

Ai08B26479 Araip.B08 26479 p3 (CAA)9 27 121767575 121767601 TGACTCCCATGTCATCGAAA TAAAGAAATGGATGGGCCAC 274

Ai08B26483 Araip.B08 26483 c (TC)9(CT)8 34 121777508 121777541 ACGGCACAAAACAAAACCTC AGTGTGGCGGTGAAGAAAAT 235

Ai08B26486 Araip.B08 26486 c (A)10catttcatgttgtattagttaatattttccaattcaattttttctagcagtttctattaacatgtaataactgtttataatttactacatcc(A)11113 121781184 121781296 GCACGAAATGCCTTTTAATTC GAAAAAGCAACTAGCCGCAC 241

Ai08B26489 Araip.B08 26489 p3 (ATC)5 15 121784454 121784468 CGATTTGCATCAATTTTACCC GATGGAAATGGAGAGTCGGA 260

Ai08B26490 Araip.B08 26490 c (TTC)5gcacaaacccagcaacaacgaagtcatcactcttcctccttctctgttagcaaacccagcctcattaattattagtactagttagatcaatac(T)11119 121784645 121784763 TCCGACTCTCCATTTCCATC GTGTGGCAGCAAAAGGATTT 199

Ai08B26491 Araip.B08 26491 p3 (TGA)6 18 121785547 121785564 GGAGGTTGACAGTGGTTGCT TCCCTCAAGTTTTCAATTTGC 204

Ai08B26493 Araip.B08 26493 p2 (GA)10 20 121790130 121790149 GCATTGTTGAAACGAAGGGT CCGAATATTTCGCCTTTTCA 278

Ai08B26494 Araip.B08 26494 p2 (TC)6 12 121796521 121796532 TAAAGTGTGGGAATGCACCC TCAAATAACAATCTGTGACATGGA 253

Ai08B26501 Araip.B08 26501 p2 (CT)6 12 121833895 121833906 CTTTTCTTTCCCACCATCCA CTCACGGCCAATGTAAACCT 112

Ai08B26502 Araip.B08 26502 c (T)12gt(TG)7 28 121834108 121834135 AGGTTTACATTGGCCGTGAG CGAAGCAAATGCTTAAATGG 219

Ai08B26503 Araip.B08 26503 c (T)10aatatattgatttaatttagtttattaaaaaataaagtaagttctggctg(T)1070 121836982 121837051 AGCGTTTGCATGATCCTGTT CGGTGTTCTCGATACACCTGA 199

Ai08B26507 Araip.B08 26507 c (T)11c(T)10 22 121851607 121851628 AGAGATGAGTGGCTGTGGCT AAAATTGGTCGAATTGGCAG 203

Ai08B26510 Araip.B08 26510 p3 (ATA)9 27 121859581 121859607 CCGAATTCAAGCAAAGCATC TGTTACCCTCCTGCCTGAAG 275

Ai08B26512 Araip.B08 26512 p3 (ATT)8 24 121867638 121867661 TTCATGCTATGATGTCGCAAG CCCCAAAATTAGAAAAGGGC 156

Ai08B26514 Araip.B08 26514 p3 (GGT)5 15 121869795 121869809 AATGTGATGAGAAGCCCCTG GTGGTCGCTTTAGCCACATT 266

Ai08B26517 Araip.B08 26517 c (T)10cagatttctgtttttattcatgtaaag(A)1047 121873697 121873743 TCGCTTTCATTCTAGCTGCTT GGCATAACATCTCTATTGCATCC 280

Ai08B26522 Araip.B08 26522 p2 (TA)6 12 121900739 121900750 AGCTCAAGCATCCCACCTAA TGTGAATTGGAAAGAGGATGC 121

Ai08B26523 Araip.B08 26523 c (T)10ctatacaaagtatatacatcaa(T)1042 121900897 121900938 TGCATCCTCTTTCCAATTCA AGTGTGGGGAGAATTTGTGG 269

Ai08B26525 Araip.B08 26525 p2 (AG)8 16 121914027 121914042 GGGGAATTGAACCTCGAAAT ATGAAGGTACGCACACCACA 280

Ai08B26527 Araip.B08 26527 p3 (TAA)7 21 121917051 121917071 CATAATAAAATTCTTTTTAATGCACGA GAGGAATTGACACCTCATTTTCA 143

Ai08B26528 Araip.B08 26528 c (A)11ttataataaacatatttataacgaagaataata(T)1155 121922795 121922849 GCTACAGCACTTGCATTTGG TGGGTAATAGACGTATCAGTACAAGTT 262

Ai08B26530 Araip.B08 26530 c (AAC)26aaa(AAC)34183 121938050 121938232 TGAAATGGCTTGAGCATGAG TTCTATCGCACCACACAAGG 244

Ai08B26531 Araip.B08 26531 p3 (GAA)5 15 121957070 121957084 CCCCTAATGAAGGTGGGATT GGAATTTGTACTTTTGGGGGA 244

Ai08B26534 Araip.B08 26534 p3 (TAT)8 24 121969682 121969705 GCAAATCCCTAGTTGTCGGA CGTTTTCTCCCCTACAAGGC 149

Ai08B26535 Araip.B08 26535 p2 (GA)7 14 121971800 121971813 TTTTCTTTCTTCCGTTCCGA AACCGCCCAAATTAAAATCC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26537 Araip.B08 26537 p3 (TTC)5 15 121972925 121972939 TGCGCACGTTTATCTTCTTTT GGAACAGAAGGAGGAGGAGG 106

Ai08B26538 Araip.B08 26538 p3 (TTC)5 15 121973282 121973296 TCACATGCACACGTTTATCTTC TGATGATGGAGGATAAGGAGG 173

Ai08B26539 Araip.B08 26539 p3 (TTC)5 15 121973622 121973636 CAAGTTTATACAAGTCACGTGCG TGGAGGACAAGGAGGAAAAA 165

Ai08B26540 Araip.B08 26540 c (CTT)5tttcatcatcttcgtcatcatcttttttttcttattcatc(T)1166 121974457 121974522 GCAAATTTGGGTGTAACACGA TGTGTTTCTTCTTCTTCTTTGTTTG 279

Ai08B26545 Araip.B08 26545 p2 (AT)10 20 121976448 121976467 AAATGTATCGTTGCAGCAGTG CATTCTCATGAAATCATCTCTCAAA 242

Ai08B26547 Araip.B08 26547 c (A)11cacgagataatattttacattaacaatatatattatttttaaac(T)1065 121983893 121983957 TTGTTTTGGTCCCTCACGTT TCGTAGGTTCGAGTCTCCCT 258

Ai08B26548 Araip.B08 26548 p3 (AAC)10 30 121998545 121998574 TGAAATGGCTTGAGCATGAG AACATCCAGTCAGGAGGGTG 254

Ai08B26550 Araip.B08 26550 p3 (ATT)16 48 122004113 122004160 TGATCTAAGGTGGCAGAACCA CCTAACGGCAGGACAACATT 202

Ai08B26551 Araip.B08 26551 p3 (TAT)5 15 122004957 122004971 TAGCTGCCGACAACATTGAG CTGCAAGGCTACAACTCGTG 164

Ai08B26555 Araip.B08 26555 c (A)10tgctaatttgtttgattgtttatattatttatttgttatgggcaaccatc(AT)672 122010072 122010143 TTGCTCGTAAGATTCATTCGATA GTGTGCCCCTTAGTTGGAAA 253

Ai08B26558 Araip.B08 26558 p3 (AAG)5 15 122021621 122021635 TCATTGCGGAAAGTGAATGA GCGTTTGAATCTTTCGGGTA 260

Ai08B26559 Araip.B08 26559 p3 (AAT)5 15 122024121 122024135 GCCAAATCCAAGTGTGTGTG GATTCACATTCGAAACTGGG 229

Ai08B26565 Araip.B08 26565 p2 (TA)6 12 122034539 122034550 AAAGCAAAATTAACAGGTCATCAA AAAAATCAGCCATTATGGTCAA 270

Ai08B26572 Araip.B08 26572 p3 (GAA)5 15 122047132 122047146 GGGCGAAACAAATGAGAAAA GCGCCGAAAATATTGAGAAA 202

Ai08B26573 Araip.B08 26573 p2 (AT)6 12 122049327 122049338 ACGCAGCGGAAGTGATAAAG TTATGGCGTGCAAAGAGTTG 247

Ai08B26574 Araip.B08 26574 p2 (AT)7 14 122053181 122053194 TTCATAACACGCAGCGAAAG TTATGGCGTGCAAAGAGTTG 246

Ai08B26576 Araip.B08 26576 p3 (GAA)8 24 122060214 122060237 CCTGAACTGTCCCCTGTTGT GCGAGAAGACGAATCGGTAG 176

Ai08B26581 Araip.B08 26581 p2 (AT)6 12 122076796 122076807 GTTGCAGCCCATTTTGTTTT GAGTGTTTCCCGGTAGGGAT 160

Ai08B26583 Araip.B08 26583 p4 (TAAA)12 48 122079322 122079369 GGGACATGGTCATTTAACCG TGTAAAGCCAAGTTTTGTGCTC 265

Ai08B26586 Araip.B08 26586 p3 (AGA)8 24 122080668 122080691 ACTCCCGAAGAAGACAACGA CGTTGTGGAACCCATTAACC 228

Ai08B26593 Araip.B08 26593 c (A)16c(A)10 27 122094588 122094614 GGTTCAGGTCCTGGTTGAAA TCTCGCACAGAAACATCTGG 145

Ai08B26601 Araip.B08 26601 c (TA)12tggcaaa(AT)1051 122104418 122104468 GCCACAAAATAGCTTGGTCG TTTCTGCCTTTCAGGTTTGG 243

Ai08B26608 Araip.B08 26608 c (A)12cc(A)10 24 122113344 122113367 TGGGAACACAGAAACCAACA TAAGTGTTGCCCACAATGGA 276

Ai08B26615 Araip.B08 26615 p2 (CT)8 16 122138348 122138363 TCCCCACCATGTGTGTACTG GGCTTGGAGAGAAGAGAGCA 107

Ai08B26618 Araip.B08 26618 p3 (TTA)5 15 122146678 122146692 CGGCATGCGATGTTAATACA TGAAATTAATAGTTGAGAATTCAAAGA 249

Ai08B26622 Araip.B08 26622 c (TTC)5ctcttcctctta(TTC)5ttttctttcgtttattgccttctctttctc(CTT)587 122149781 122149867 TCTGCATACAAGTCATTAGGGC CGTGCAAGAAGAAGAAGAACG 269

Ai08B26623 Araip.B08 26623 p3 (CTT)5 15 122150020 122150034 TGCACGTTCTTCTTCCTCTTC TCCTCCTCATCTTCTGTTGCT 226

Ai08B26628 Araip.B08 26628 p3 (ATC)6 18 122169402 122169419 GGGGAAGGTGCATAAGAGGT GTGCCACAACCTTGGGTACT 203

Ai08B26636 Araip.B08 26636 c (A)13caaaatgcaaaacacaggttattttgaa(T)1253 122183584 122183636 TGTATCCGGTGTGTTGTGCT CGTTGCTATGATGGATGTGC 224

Ai08B26637 Araip.B08 26637 c (T)12gtgacaactactcttatatagtttgagttatagaaaaagaagtacta(T)1069 122194277 122194345 TGAGAGATGGATGTGCTAAATTG TCAAATGCCATAGTCTCCCC 225

Ai08B26642 Araip.B08 26642 c (T)11atcaaaatctataaagtcaaatgctnnnnnncatattt(A)1362 122204800 122204861 GGATTCCATCCTTTTACCCAA CAAATATTCCACTGGCTCCTT 250

Ai08B26645 Araip.B08 26645 c (ATT)6agc(T)10 31 122221506 122221536 TGCTGGCATACTTCGATCTG TTTGTTTCCAATACAAGGGGA 277

Ai08B26647 Araip.B08 26647 p3 (AGA)6 18 122226212 122226229 TCTTTTCACACACGGTGGAG GGAAAGCATAGGATGCAAGC 216

Ai08B26648 Araip.B08 26648 p3 (ATG)5 15 122226348 122226362 AGGTGGGATATTGCAGCTTG AGCAGAAATGGAGGACGATG 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26652 Araip.B08 26652 p2 (TA)6 12 122254132 122254143 CTGTTCCTAGCTGGTAGCAGAA TCATTGGCAGTTAAAAATCAAA 272

Ai08B26656 Araip.B08 26656 c (T)15aggattg(A)1941 122258334 122258374 CGATTTTCCAAACCTTGGTG CCTCACCCACACTCTTTTCAA 262

Ai08B26661 Araip.B08 26661 p2 (TA)7 14 122264928 122264941 CCGAGACCTCTAGGTCAGGAT GCTGCTCGCTCCTATGATCT 274

Ai08B26664 Araip.B08 26664 p3 (CAC)6 18 122266553 122266570 TCAGCACCGATAGAAGATGATG AAGGCATTTTGTCTGTTCCG 166

Ai08B26666 Araip.B08 26666 p2 (AT)7 14 122269798 122269811 CGTAATTGTAACACCCTACCACA ACAAAGTTGCTGGCCTCCTA 157

Ai08B26669 Araip.B08 26669 p3 (GAA)5 15 122281376 122281390 AACCTTTTCCCCCTTTCCTT CATGGGCTCAAACAACTCCT 101

Ai08B26670 Araip.B08 26670 p2 (AT)6 12 122285269 122285280 TTGGTCTCTAGCTTATTTCCAATG TTCATCAAACACATGGTGGG 273

Ai08B26672 Araip.B08 26672 p2 (AT)6 12 122290042 122290053 CAATATCACGCATCAACCTCC GTGGAAATCAGCCAAGGTGT 265

Ai08B26673 Araip.B08 26673 p3 (GAA)7 21 122290785 122290805 AACCTTTTCCCCCTTTCCTT CAAAGATTAGGCCAAACGGA 159

Ai08B26675 Araip.B08 26675 c (CTT)6tt(TCA)11 53 122298120 122298172 GAATTTTCGGTGTATATGTGCTGA AAGTGTTTCTTCTTTTCTTTGTTTGA 239

Ai08B26678 Araip.B08 26678 c (T)12attttattaggtgaaaaattaacttcttatcatggttaatttgtgaaattttcgtaatatttctgatatatatttcttcgttgctggccttttta(T)10117 122301055 122301171 GAAGTGTGATGCAATGTGGG ACAGCTTGAGCCTGTGACCT 262

Ai08B26679 Araip.B08 26679 p5 (TTTTG)5 25 122303087 122303111 TGGGAGGGCCATTTTATATC CATAGCGCTCACACTGAGGA 156

Ai08B26683 Araip.B08 26683 p2 (AT)7 14 122315941 122315954 TTGAGTTGGTTTTTCAAAAGGT TCACTAAAATGTTCATGTGGCA 277

Ai08B26686 Araip.B08 26686 p3 (ATT)5 15 122320397 122320411 TTTCGCTGATGTGCTTATGG TGAAACGTTGGGGATGATTT 146

Ai08B26687 Araip.B08 26687 p3 (CAA)8 24 122321007 122321030 AGAAGTCCCTGCAAACGCTA CTCTGCTTCGCTCTGGATCT 210

Ai08B26688 Araip.B08 26688 p3 (GAG)7 21 122321505 122321525 AACACCGAAATTACGGCAAG TTTGATCAGGGGACGAAAAG 270

Ai08B26689 Araip.B08 26689 p4 (AAAT)5 20 122329031 122329050 AAAAGGCTCCCTCGGTGTAT CAAAGCTGTGTGCAATACTGG 202

Ai08B26690 Araip.B08 26690 p3 (CAA)7 21 122334721 122334741 AAACAGGCAAAAGCAGAAGC AGATCACCTGCTCTCCCTCA 212

Ai08B26694 Araip.B08 26694 p3 (CTT)8 24 122342126 122342149 TTTTCGGTGTATGTGTGCTGA CATCTTCCAAGTAATTTTGCAGC 253

Ai08B26697 Araip.B08 26697 p3 (AAT)13 39 122345595 122345633 ACATCTCCACGCTCCACTCT TCGAAGTTGCAGAGTTGCTTT 272

Ai08B26702 Araip.B08 26702 p2 (AT)8 16 122361066 122361081 AAAAGTTGGCAGAAATTGGC GCTGCGAGAAGAGCTAATGG 263

Ai08B26706 Araip.B08 26706 p3 (TAT)16 48 122367324 122367371 GGAGAAGGGATGCCTCAGAT AAGGAGCATCATCCACTTGAA 221

Ai08B26710 Araip.B08 26710 p2 (AT)8 16 122391395 122391410 TATCCAAACAAACCCCTGGA GCATCTTTTGATGCGAATTG 179

Ai08B26712 Araip.B08 26712 p3 (CCA)7 21 122397321 122397341 GAATGAGAGGAGGGAGAGGC AGTTAAGGAACCTTGCGGGT 191

Ai08B26713 Araip.B08 26713 c (T)12aaataatctctaataactttattgaac(ATT)16gaatgacaataaatatatatttatatatgcttttttatattttttatccatttttttatattataa(AT)6165 122399428 122399592 TCCTAATTATCCGACCAAGCTAA TTTTTGCTTGTTTTTGAGCA 280

Ai08B26717 Araip.B08 26717 p3 (GGA)5 15 122407547 122407561 TGGATTGGAGGTCACTGTCA AATATGGGAAACCGCTCCTT 190

Ai08B26719 Araip.B08 26719 c (A)10tcttatcttccaatgccttggattaaacctattggatctccctaaaac(T)1068 122409595 122409662 CCATGACCTTGGTGTATCCC GGCTATTGATGGGGAGACCT 206

Ai08B26720 Araip.B08 26720 p2 (AG)6 12 122413504 122413515 AAAGGGGCAAAGTTTCAGTG GAGAGTGATTAGGCAAGTCGC 267

Ai08B26721 Araip.B08 26721 c (TTA)6a(TAT)6 37 122414567 122414603 GAAGCTTGGAAGAGGTGTGC AAATTCTAGCCACACACGGC 191

Ai08B26722 Araip.B08 26722 p3 (AAC)5 15 122415232 122415246 TGTATTGGCCATTGGGATCT CGACCCCACCTAGTAGGACA 185

Ai08B26723 Araip.B08 26723 p2 (TA)7 14 122419422 122419435 TTCTGGGTTCTTTGGGTTTG CCCTATGGAAACATGGGAAA 206

Ai08B26725 Araip.B08 26725 c (T)11aaactgaggcttactctttctttagcgatttacatgtttcacgtgctcttttcttttcttttc(T)1084 122420584 122420667 TGCAGGATGCCTAATTCTCC ACGTAGAAAGCGATCCGAGA 206

Ai08B26727 Araip.B08 26727 p2 (AC)13 26 122424420 122424445 CAGATATGAAAATGCCCCTGA GCGCTTAAGGCATCAGGTAG 254

Ai08B26728 Araip.B08 26728 p2 (AT)10 20 122425492 122425511 TGATGTCTTCCCTGTGTGGA TGAAGTGCTTGCCTGAAATG 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26729 Araip.B08 26729 p3 (AAT)5 15 122426179 122426193 AAGGCCAAGTGGGAAGAAAT CCAGGTTACTTCGAGGACCA 279

Ai08B26733 Araip.B08 26733 p2 (GA)13 26 122435520 122435545 AGGTTAGCCCTAGGTGTCCC CGACAATCTCGTTGTCAAGC 246

Ai08B26735 Araip.B08 26735 c (GAC)6ggaggaggaaaagaaaaaatcaaataagaaac(GGA)565 122436926 122436990 AAGACGACGAGGACGATGAT CCGGTTACCCAACGTAACAC 226

Ai08B26737 Araip.B08 26737 p3 (TGT)5 15 122448891 122448905 TCCATATGTCACAGGCAGGA AAACATCCATTTCCAAAGCA 216

Ai08B26738 Araip.B08 26738 p2 (AT)8 16 122457025 122457040 TTGGTACCGCAAAGTTAGGG TGGATGAAGTCGACAAGCAG 185

Ai08B26739 Araip.B08 26739 p3 (TGT)5 15 122466612 122466626 TCCATATGTCACAGGCAGGA CGGACAGAACCTCCTCTGTT 279

Ai08B26740 Araip.B08 26740 p3 (AGG)5 15 122467197 122467211 ACGCAGGTGTTTCTGAATCC ACCACCATACCACCACATCC 261

Ai08B26744 Araip.B08 26744 p4 (AAAT)5 20 122475483 122475502 GCGGCCCATATTGTTACAGA TGGTCTGAAATAAAACACACACAA 280

Ai08B26745 Araip.B08 26745 p2 (TA)18 36 122484736 122484771 TTAATCAGAGTGCCGTGCTG TGGTCTAAAACAAAACACACACAA 265

Ai08B26752 Araip.B08 26752 c (TC)8ttctgttttagcgtttaatttaa(T)1049 122504870 122504918 TTGTGGGCCCATTTTAACTC GGTGGCAACGTAAACCAATC 236

Ai08B26755 Araip.B08 26755 p2 (GA)9 18 122507065 122507082 GAAGCTCACTGCTTCGCTCT AACCCACCTGGGATTCTTTC 271

Ai08B26756 Araip.B08 26756 p3 (CTT)9 27 122507357 122507383 ATCCCAGGTGGGTTTTTCTT CACACTGCAACAGAACAGCA 151

Ai08B26760 Araip.B08 26760 p2 (AT)12 24 122534560 122534583 AAAGCACCGCAAAATTTCAT GGGTCGGCACATGTTTAACT 265

Ai08B26762 Araip.B08 26762 p2 (TC)8 16 122565017 122565032 TTTTTCTTCTCCCTCTTTTCAA TCCTCTCTGGAGTGTTGTGC 276

Ai08B26768 Araip.B08 26768 p2 (CT)6 12 122596910 122596921 TCTTCTCACCGTCGTCCTCT TTCACAACTCACAACTCACACG 276

Ai08B26770 Araip.B08 26770 p3 (GGT)6 18 122625134 122625151 TTGGGTAACGGAAGAGGTTG GCAAGTGGTGCAGCATAAAA 228

Ai08B26772 Araip.B08 26772 p2 (GA)6 12 122633949 122633960 GCAAAGGAAAGAAAGGGGAG GGAGATTGAAATTGACGGTGA 177

Ai08B26774 Araip.B08 26774 p2 (GA)6 12 122635524 122635535 GCAAAGGAAAGAAAGGGGAG GGAGATTGAAATTGACGGTGA 177

Ai08B26776 Araip.B08 26776 c (A)10ttagaagag(T)1029 122637051 122637079 TACCAAACAGCCATCAACCA GCAGAAAAACCGTTCGGTAA 253

Ai08B26778 Araip.B08 26778 p2 (CT)6 12 122637739 122637750 TCTTCTCACCGTCGTCCTCT TTCCCAACTCAACTCACACG 272

Ai08B26779 Araip.B08 26779 p3 (CCA)6 18 122648511 122648528 CCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 233

Ai08B26785 Araip.B08 26785 p2 (TA)6 12 122674766 122674777 TGGAATATGAAAATTGGACAACA TCTCACATTTATTTAAGTGAACAAACA 134

Ai08B26787 Araip.B08 26787 c (A)10tagaacagttgtttttgtagtaaataaatcaatttttgataaaaaaaattaagaaaaaaatatgtgttgac(A)1192 122683789 122683880 GACATCCGGCCATCACTAAT CGGTAAAGACAGATCGGAGC 278

Ai08B26788 Araip.B08 26788 c (A)10taaataataaataaaaaatttactgagttt(A)1050 122684108 122684157 CAACGACCATCACCATCATC AGGTGACGAAGAAGAAGGCA 210

Ai08B26789 Araip.B08 26789 p2 (TC)9 18 122684472 122684489 CTCCTTACTCCTCGCCAGTG TCGCAATTCACAACTCACAA 201

Ai08B26792 Araip.B08 26792 c (A)10cattaaaaacgacgtagttttatgtttatt(A)1050 122694188 122694237 TGAAGGATTTTCCGTTCGTC GGCGACAAAGAGAGTTGAGG 257

Ai08B26793 Araip.B08 26793 c (T)10ataaatataaaacgacgtcgtattggggattagg(T)1256 122695277 122695332 TGTTGGTTCCGATGATGTTG GCTACCGGAAAACTGAGCTG 194

Ai08B26795 Araip.B08 26795 p2 (TA)11 22 122700204 122700225 CAACCAAAAGAACAAAATGGC AACAATGCCCACTCTTCTCG 274

Ai08B26797 Araip.B08 26797 c (A)10tagaacagttttttttgtagtaaataaatcaatttttgataaaaaaaattaagaaaaaaatgtgttgac(A)1493 122714504 122714596 GACATCCGGCCATCACTAAT CGGTAAAGACAGATCGGAGC 276

Ai08B26801 Araip.B08 26801 p2 (TA)7 14 122718441 122718454 AATGGGATAAGTGGCCTTCA CAGGAATCGGATTACACATGC 256

Ai08B26803 Araip.B08 26803 c (A)10gaaaac(A)11 27 122726931 122726957 TGAAGGATTTTCCGTTCGTC TTTGATTTTCAGCCCAGACC 159

Ai08B26804 Araip.B08 26804 p3 (AGA)9 27 122727285 122727311 AAAATCGTCCTTTTCCAATTCA CTGCCCTGCACTGCTACAC 246

Ai08B26809 Araip.B08 26809 p2 (TA)10 20 122732867 122732886 GCAGAAGACACAACCAAAAGAA AACAATGCCCACTTTGTCGT 280

Ai08B26812 Araip.B08 26812 c (A)11tattacagttttttttgtagtaaataaatcaatttttgataaaaaaaaattaagaaaaaaatgtgttgac(A)1091 122739501 122739591 TACCAAACAGCCATCAACCA CGGTAAAGACAGATCGGAGC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26813 Araip.B08 26813 c (A)11taaatagtaaataaaaaatttactgagttt(A)1152 122739816 122739867 CAACGACCATCACCATCATC AGGTGACGAAGAAGAAGGCA 212

Ai08B26814 Araip.B08 26814 p2 (TC)6 12 122740175 122740186 TGCCTTCTTCTTCGTCACCT TCACAATTCACAACTCACACG 266

Ai08B26819 Araip.B08 26819 p2 (AG)11 22 122767441 122767462 CTGAGAAACTCGCCATTGGT GTACAAAGCCCATCCCAAAA 226

Ai08B26824 Araip.B08 26824 c (A)10t(A)10 21 122786961 122786981 GCTGAGGAATCTTTCCCGTT CCCCATGTATATTGGGTTGC 261

Ai08B26825 Araip.B08 26825 p2 (TA)21 42 122787526 122787567 TGCCCAATTAAAAGGGTAAGAA TGCCCAATTAAAAGGGTAAGAA 142

Ai08B26829 Araip.B08 26829 c (AG)8ccttcggcttcgcgactatgacttgtgagg(GA)760 122789884 122789943 CACGTTGACAGTGGAGGAGA TCTTTGTCTCGTAGCCCACC 216

Ai08B26830 Araip.B08 26830 p3 (GAA)5 15 122793070 122793084 CATTTTCTTCGCGTGTTTCA TCTTCTCCTCCTCATCTTCTGC 212

Ai08B26831 Araip.B08 26831 c (T)10gtttttattcttattaagagagaaagtaataagaagaaaattgagaaggtaaaacaagaaaaagatgaataag(A)12gaa(GAT)6116 122793425 122793540 TCGTCTTCTAAATGATTTTGCATC TCCTCCTCCTCATTTTCTGC 208

Ai08B26834 Araip.B08 26834 p3 (CTC)6 18 122805195 122805212 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 257

Ai08B26838 Araip.B08 26838 p2 (AT)6 12 122825474 122825485 CACTTAGACCATTGGCTCCC TGGCTTCATAGAAGGACTGGA 258

Ai08B26839 Araip.B08 26839 c (A)10g(A)10 21 122826464 122826484 TTGGGAACCTGAGGATATGG GGGAAATCATTGAGGGGAAG 200

Ai08B26846 Araip.B08 26846 p4 (TTAT)5 20 122899345 122899364 CAGGTCCATGAAACTTGCCT TTCACCATCTCAACTAATCCCA 210

Ai08B26849 Araip.B08 26849 c (A)10tgagaaaaataaaagaaaaag(A)1041 122962249 122962289 TTCAAGTGTGGGAACCTTGG GGACATTTTGTCCCCTTTTATTT 258

Ai08B26852 Araip.B08 26852 p2 (CT)6 12 122991641 122991652 CGCCGATATCACGGTTTAGT TAGCAGCAGAATCAACGACG 256

Ai08B26854 Araip.B08 26854 c (TAT)6tagtttattattattatatactta(AT)30102 122993783 122993884 TAAGGGAGGCTTAAGGTGGC TGGCGGATCCAGAAATTTTA 277

Ai08B26856 Araip.B08 26856 p3 (AAG)5 15 122999271 122999285 GGTGTTGTTGTTGCTGCGTA TCAGACCAGAATGCACCAAA 218

Ai08B26857 Araip.B08 26857 p3 (GAG)10 30 122999459 122999488 TTGGTGCATTCTGGTCTGAG CTCCTCTTCCTGCTCCTCCT 213

Ai08B26859 Araip.B08 26859 p2 (AT)19 38 123022172 123022209 CAACGGACCCAAGGATAGAA CGTGATACCCCTTCCACAGT 261

Ai08B26861 Araip.B08 26861 c (ATT)5actgatttcgagcacagtttttgtgtaaattatgaatg(TAT)671 123031684 123031754 AGTTTGATTGAGAATGGCGG ACAATGTGCCACCCACTCTT 277

Ai08B26862 Araip.B08 26862 p2 (AT)7 14 123034632 123034645 TCCGTTTCAGATTTATGGCA CTTTGGAGCTTTTGGACCTG 270

Ai08B26863 Araip.B08 26863 p2 (TC)8 16 123036216 123036231 CCTTATGGGAGAGGGGATGT GCTCCAAGCCTTTTTGACTG 152

Ai08B26868 Araip.B08 26868 p2 (CT)6 12 123045907 123045918 TCTCCCTCCTCTCCTCCTTC CATATAAACCACATACACAAACAATG 226

Ai08B26869 Araip.B08 26869 c (TC)7cctc(CT)6 30 123047537 123047566 CCCTCTATTTATACAAGATCAAACG AAAAGTGTGCGTCTAATAATAAGCAAT 207

Ai08B26870 Araip.B08 26870 p2 (CA)6 12 123047808 123047819 TTGCTTATTATTAGACGCACACTTTT CATATAAACCACATACACAAACAATG 231

Ai08B26872 Araip.B08 26872 c (GGT)5gggaactggtggttctgttgtgagttttgcggctgccattcaggtat(ATC)577 123050782 123050858 AGGAGGAACCCAATTTGGAC TGGTGGTTCAATCCAACCTT 259

Ai08B26873 Araip.B08 26873 c (TCA)6acaccattcggtggtggattagagggattagcaacattcacattcaaattactactaccatcttgctgtctcctagagaagtattgttgccttttagag(CTA)5132 123051130 123051261 GTTTGGACCACCCATGAAAC TTCGTCAACAATTTCACCCA 253

Ai08B26874 Araip.B08 26874 p3 (AAT)6 18 123052891 123052908 CAACCAACATTTTGCTCTGC TAAGGGTGAATGCTTCTGGG 193

Ai08B26875 Araip.B08 26875 p2 (AG)12 24 123055651 123055674 TCCACAAATCAACCGATGAA TCACTTCCCACTCTTCCACC 241

Ai08B26877 Araip.B08 26877 p2 (TA)7 14 123058213 123058226 CCGTAGGGTGTTAGGTGTCC TGGGACATTAGTGATTCGGA 269

Ai08B26878 Araip.B08 26878 p3 (AAT)16 48 123058408 123058455 CGATCCCTATCGTAATTATTCGT GGCTCTAGTGCAAGTGGGAG 268

Ai08B26879 Araip.B08 26879 p2 (TA)7 14 123064853 123064866 TTAGGTGTCCGGAATCAAAG AAAAATGGGACATTAGTGATTCG 279

Ai08B26880 Araip.B08 26880 p3 (AAT)6 18 123065037 123065054 TCGAATCACTAATGTCCCATTTT AGCATCATCAAGTGATCCTCAA 265

Ai08B26885 Araip.B08 26885 c (AAG)5gtgcagtgaaaacgtgcagtaacggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)592 123081076 123081167 GGCAAGAAACGAAAGAAAAGAA CTGCACGTTTTTACTGCACC 190

Ai08B26887 Araip.B08 26887 c (A)10cagcctattttataactgaaatagtatcgataactcaaagtgttgtgtgtgt(GA)1286 123082312 123082397 TCGAACCCTCTGATTTGTGA CAGCAAGTCACGTGTCTCAAC 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B26888 Araip.B08 26888 p3 (TAT)6 18 123092375 123092392 AAAATTTGGTTCTATAATTGAGCTCTT CGAAGGTGAGAAGAAGAGGG 260

Ai08B26891 Araip.B08 26891 p4 (AAAT)5 20 123095632 123095651 TGAATTAACAAGGTGTGCAGC ATCCCCTGCATGTGAGTTTT 274

Ai08B26892 Araip.B08 26892 p3 (TCA)5 15 123098993 123099007 TATTGACTCGCCATTGACCA ATTCGGAAGCGATTGAAGAG 151

Ai08B26898 Araip.B08 26898 p3 (TTA)7 21 123116986 123117006 TGCCTTAAGGGAAACAAAAA TCAACCTCACTTATTAATGGCA 217

Ai08B26900 Araip.B08 26900 p3 (TTG)5 15 123134939 123134953 GGCCACTGCCTTTTCTTTTT TCTGCTATTGCAACACCCTTT 268

Ai08B26901 Araip.B08 26901 c (CT)31(CA)15 92 123136332 123136423 CCGAACCCTAGCCTACCATT AAACATCTCTCAGAGGCAGCA 257

Ai08B26902 Araip.B08 26902 p2 (TA)6 12 123140134 123140145 GCCAGTCTCCAGCCAGTAAT CGCCATGCCTAAGAAAGAAG 262

Ai08B26904 Araip.B08 26904 p2 (TC)6 12 123141089 123141100 CAGTGTTTGAGATAATACGTCCACA TCTCGTGCTGATAACGTGTTG 268

Ai08B26906 Araip.B08 26906 p3 (ATT)26 78 123147041 123147118 TTGTTGTTATTGGTTGGTATGACA TGCAACATGCAACATTCACA 257

Ai08B26907 Araip.B08 26907 p3 (ATT)26 78 123149603 123149680 TTGTTGTTATTGGTTGGTATGACA CACACTAAACATTCAAAGTTCAAAAGA 174

Ai08B26914 Araip.B08 26914 c (T)14gaaaaaatataacatcttttgccg(A)1048 123171885 123171932 TTGGTGATTTCATAGTCTGATAATTT CGCCCAGTTTTTAACCTCAA 273

Ai08B26915 Araip.B08 26915 c (TTA)5(T)10 25 123172130 123172154 TTGAGGTTAAAAACTGGGCG AGAAGTGGAAGGGAGTGGGT 278

Ai08B26920 Araip.B08 26920 p2 (AT)8 16 123183441 123183456 GCGTACCTATTTGCAGGCTC GAACTGTGCCTCTCTCCTGC 166

Ai08B26924 Araip.B08 26924 p2 (TG)8 16 123196094 123196109 TGAAGCGAAGTGGTTGTCAG GAAGTCAAGACTGGCCGAAG 194

Ai08B26925 Araip.B08 26925 p3 (ATG)5 15 123199224 123199238 AACTAGGTTCTCCGTGACCG TATCCCAAGCTTTCTTTGCG 244

Ai08B26930 Araip.B08 26930 c (TC)9tttctatcctttcttttcccactctctctcccttttcttgttcca(CT)879 123207383 123207461 AATGCTTTCCCCCTTCATTT GGTAGAATGTTGGTGGTGGC 250

Ai08B26934 Araip.B08 26934 c (TC)24ctataaacacttat(TC)1388 123222924 123223011 CAACATCTTCAAATTTTGTGGG CAACTCCATTTTCTCATCACCA 267

Ai08B26935 Araip.B08 26935 p3 (TAG)6 18 123223355 123223372 AGCCCAACAACGATATACGC TTAAGGTTAAACGCAAATGGC 190

Ai08B26936 Araip.B08 26936 c (A)17tcttttgaagagcattgttttgttacttgtgatctgtttctatgcatcaattctcatccactgttgttgt(TC)12111 123223556 123223666 CTTCTTTTCATCATAAGCGCA CAAAAATTCCAAAGACACACCA 221

Ai08B26941 Araip.B08 26941 p3 (ATA)5 15 123231598 123231612 TTGCGATTTCGACCTCTTCT GTTGCAATGGAAAACCAAGA 181

Ai08B26946 Araip.B08 26946 p3 (TGG)5 15 123251989 123252003 TTTCAATTGGCCCAAGAAAG ATGGCTGGCTCTTCTTCTCA 205

Ai08B26947 Araip.B08 26947 c (A)12tcaaaatttcatcac(T)1037 123253824 123253860 CAACACCAATACCCACCTCA TCCCTTTTATTGATTTCCCAAA 209

Ai08B26953 Araip.B08 26953 p3 (TAA)6 18 123257072 123257089 TTTTATTGGGCCACTTGACA ACAGAACAAGGAGCATGCAA 249

Ai08B26957 Araip.B08 26957 c (A)10ctcttgattcaactcgaactaattagattttattagttcaattc(T)1367 123263381 123263447 TTCGCTGTATATGTTTGGGTACA AGCCCAGCCATGAGAAAGTA 271

Ai08B26964 Araip.B08 26964 p3 (CAT)16 48 123284788 123284835 CACGCACGCACATTCTTATT TTGCACAAAAACACATCCAAA 244

Ai08B26969 Araip.B08 26969 p2 (CT)6 12 123299264 123299275 GCATGGAACAGCTAACCAAA TTGGGAGCATGTTTAGGGAG 274

Ai08B26970 Araip.B08 26970 p4 (AAGA)5 20 123300469 123300488 AGCTGAAGCTGCCAAAGAAG TTGCTTCTGTTCATCCGTTG 169

Ai08B26972 Araip.B08 26972 p4 (GCAC)5 20 123314747 123314766 GCGAATCGCATTTTTGAAAG CTTCCTATATGGCCCAGGGT 213

Ai08B26975 Araip.B08 26975 p2 (AT)8 16 123319468 123319483 GAGGGACGATTTCGATTTTG AGTCCGACTTTTGCCGATAA 214

Ai08B26978 Araip.B08 26978 p3 (ATT)5 15 123321651 123321665 AAAGGAAACAGGGGAGAAAAA TGTCCACCAAATTAAAAGAGTTGA 269

Ai08B26979 Araip.B08 26979 p2 (GA)9 18 123327491 123327508 CTGAGCGATGTAGTGACGGA TCTGCCTCCAATTTGAATCC 114

Ai08B26981 Araip.B08 26981 p2 (AT)10 20 123331429 123331448 AAAGAAGATGACGTGGGCTG TCCAAAGAAATCGGACCAAC 244

Ai08B26982 Araip.B08 26982 c (TTC)5gtta(T)10 29 123334341 123334369 TGTATTCACGTGCCCACATT GGAGGAGAAGGAGGAAAACG 138

Ai08B26984 Araip.B08 26984 c (TTC)6tcttattcatcttttcttttttattttatcatctcaagttttttcttgttttactcttttaacaagaataaaataaaaaaaaataaac(A)10116 123335178 123335293 TTCCTCTTCCTCCTCCTCATC TCATCTTTCAAGTAATTTTGCAGC 214
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Ai08B27000 Araip.B08 27000 p2 (TA)6 12 123358857 123358868 TTTTGGGTCCGTCACTGATT GCCATTTAATTTTGAGTGCCA 257

Ai08B27006 Araip.B08 27006 p3 (TCA)5 15 123387949 123387963 ACAAAAGTGTGCTGTGGCTG AAGATGGATTTCTGGCCCTT 256

Ai08B27009 Araip.B08 27009 p4 (ATTT)5 20 123406456 123406475 TCTAATCCAATCCAAACCGC TGACATAACAAGTCTCAACAGCA 246

Ai08B27011 Araip.B08 27011 p2 (TA)7 14 123421673 123421686 ACGCCTCACGCTTCTGTAAT CATAGTCGTGTGTGGTCATCG 203

Ai08B27012 Araip.B08 27012 p2 (TA)11 22 123427011 123427032 AACCCTAAATCGGACCCAAC TACAAATCGGACCATGGGTT 135

Ai08B27017 Araip.B08 27017 p2 (TA)6 12 123432440 123432451 AACGCTCGAGGAATAGGGTT GGTTGAGGGAAAGATAGGGC 207

Ai08B27019 Araip.B08 27019 p2 (TA)6 12 123447367 123447378 ATGCTGTGTCATATGGCTGC GACCGTGGCTACAAACTTGC 273

Ai08B27023 Araip.B08 27023 p3 (TTG)5 15 123466388 123466402 TAGCCGACCTCACCTAATGG TTGTGCACATAAAAGTCAGCA 170

Ai08B27025 Araip.B08 27025 p2 (GT)13 26 123476079 123476104 CTTTGTGTGAACGTTTTGCG CTAAGCCTTACCTCATGCCG 218

Ai08B27028 Araip.B08 27028 p2 (TA)6 12 123499832 123499843 ACGCCTCACGCTTCTGTAAT CCAACCGCTCTGATACCACT 197

Ai08B27030 Araip.B08 27030 p2 (AT)9 18 123510097 123510114 TCTTCGACGAGAACACATGC ATATGCCAACAACTCGGAGG 248

Ai08B27034 Araip.B08 27034 p3 (ATA)6 18 123526365 123526382 TGTTCCTCTGAAATGGCAAA TGCAAAGGTGCGAATATGAG 165

Ai08B27035 Araip.B08 27035 p2 (TC)7 14 123528027 123528040 CGATCCTCAGCATCTCTTCC GGTGAGCGACAAATTGGTAAA 249

Ai08B27038 Araip.B08 27038 p2 (TA)6 12 123534598 123534609 TGATGCAAAATTCAACACGC TTTGTGCCTTCGTTTCATCA 280

Ai08B27039 Araip.B08 27039 p2 (TC)6 12 123536543 123536554 GAGGCAATTGAAAGGTTGGT AAAAAGAAGAAAATCCAAAATCG 261

Ai08B27042 Araip.B08 27042 p3 (AAT)5 15 123546535 123546549 GCGTTTCTTTTAAACTGCAACAA TGCACTATCTCAGTTTGCTAGATT 279

Ai08B27043 Araip.B08 27043 p2 (TA)7 14 123547336 123547349 ATAACCCGGTGCAACACAAT TAAAAGTGGTCGGAAATCCA 247

Ai08B27045 Araip.B08 27045 p3 (CAT)6 18 123555252 123555269 GCTAGAGGTTGTGGTCGAGG ATTCTCGGAGAGGGTGGAGT 195

Ai08B27046 Araip.B08 27046 c (A)10gggggcatgtctacta(T)1036 123556131 123556166 GTTGGTCTGCTGCAAAGTGA ACAAGGGCGGAAACACATAG 249

Ai08B27048 Araip.B08 27048 p2 (AT)8 16 123564792 123564807 CCAACTTCACAACTGCATGG ATTCCTAGCGGGACCAAAGT 165

Ai08B27050 Araip.B08 27050 p3 (AAG)6 18 123570474 123570491 AATGCAAATTTATGGCCCAA CATTGCCACAGAAGCCATAA 244

Ai08B27056 Araip.B08 27056 c (A)13gaaaaaaag(A)1032 123575978 123576009 TGGGAAGGTTGAGGAAACAA TGACTAACATCCATGCACCG 278

Ai08B27058 Araip.B08 27058 p4 (TTAA)5 20 123579580 123579599 AGAGGACAGAGAAGTCGCCA CTCTTGGCATCTTGTTAGGGA 205

Ai08B27060 Araip.B08 27060 c* (ACAT)5(AT)12* 42 123581254 123581295 AGACCTTTGGGCTTGTTCCT TCGTTTCCATCAAACATTGC 192

Ai08B27061 Araip.B08 27061 p3 (TAA)8 24 123591861 123591884 GTAGTTCTGCGGGTTGTGGT TTTCTTGTACCCTATGCGCC 214

Ai08B27062 Araip.B08 27062 p3 (TAT)6 18 123597208 123597225 ACTCTGGCCATGTTCGTTTT TGCATCGTCTTGCTTTGAAC 183

Ai08B27065 Araip.B08 27065 c (A)11ttaaaatctaaaacgatggtacaaaataaataaagaggatagatttaattcttctataattgtatgcg(T)1089 123603394 123603482 TGATTTGATTGAAAGAGCAACAA TGGATTGTGATAAAAACGCAA 207

Ai08B27067 Araip.B08 27067 c (A)11t(ATA)13ttaa(TAT)20115 123607543 123607657 GTTTAAGCGGTTTGAGCTTCT CATGTACCAATTTTATTAACGTGACA 213

Ai08B27072 Araip.B08 27072 p3 (TCA)6 18 123617171 123617188 TCATCTTCTGCTGCTGCTTC TTTGCAGCATTATGTGTTTCTTC 186

Ai08B27075 Araip.B08 27075 p2 (TA)10 20 123635760 123635779 AAATCACAGAAAATGGGACACA AACGTGAAGAAGGAGACCTGA 171

Ai08B27076 Araip.B08 27076 p2 (TC)8 16 123638484 123638499 AACCCACCTAACAACCACCA GGTTCGACCCAGATCAGAAA 245

Ai08B27087 Araip.B08 27087 c (T)10aataaaacattc(A)11ttgtcaatgcacatgtgtgtaatgtgttataacatttttttagaatgtattatatttgttataacgtttta(AT)6116 123659834 123659949 GATTTTGACCCCAGACCTTG TTTCATCTTTTAGCCCCAGTG 278

Ai08B27092 Araip.B08 27092 p2 (TA)8 16 123683360 123683375 AGAGGCACCTCGTTGAACAT ACTCGACCTGCGAAGCTAAG 252

Ai08B27093 Araip.B08 27093 p3 (AAC)5 15 123696281 123696295 TGAAGAGGTATTATCTGCGGTG ATTCATATAGCCGACCACGC 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B27098 Araip.B08 27098 p2 (AG)7 14 123711682 123711695 CTGCTTCAAGTCGCTCACAA CATAAACTGCAAGTCCGCAA 260

Ai08B27100 Araip.B08 27100 p3 (TCT)5 15 123717682 123717696 TATACGATTTCCATGGCGTG AAGAGAGAACGCACGAAGGA 179

Ai08B27102 Araip.B08 27102 c (AAG)9aggaagaagaacgtgcagaaac(GAA)976 123718199 123718274 CCTCCTCATCTTCTGCTGCT TTTCTTCTTCGTTTCTGCACC 238

Ai08B27113 Araip.B08 27113 p3 (ATA)9 27 123732337 123732363 TCCATAACAATGCAACATTCG GGACCCGTGTAGTTGTTTGC 240

Ai08B27122 Araip.B08 27122 c (AGA)9agcgtgagagagaagaagtgttgggcgatttcgtatgtattgggccgtgtatttcatgtttcattaatggtattggg(T)10114 123757711 123757824 AGGAGGAGAAGGAGGAATGC TGAAATTTGAATAAGAAAATACCGC 279

Ai08B27125 Araip.B08 27125 c (T)11agtcactaacgcttagttgaatatcaaaattcccaaagccacacatccaaaattttaatattacaggcccaaacaaaaactatgta(T)12109 123758800 123758908 CTTGCTTAAGCGGACGAGTG GCCTGTCGGATTGAAGGATA 280

Ai08B27129 Araip.B08 27129 p2 (CT)13 26 123769380 123769405 CCCTTCTCTCCACCACTACC CGAGCTCAGAAAATGGAAGG 150

Ai08B27130 Araip.B08 27130 p2 (TC)7 14 123769565 123769578 CGCCATAATCCGTCAACTCT AGTTGGGAATTGGGGTTAGG 266

Ai08B27131 Araip.B08 27131 p3 (CTA)5 15 123769813 123769827 CCTAACCCCAATTCCCAACT CCTGCTGCATAACAAAAGCA 135

Ai08B27132 Araip.B08 27132 p2 (GA)6 12 123770351 123770362 ATGGTGTCGTCCTCTTCGAG TCCACCACTACCTCTCCACC 158

Ai08B27141 Araip.B08 27141 c (T)11agaattataatttctttctattacattgagattataaaaata(T)1265 123795413 123795477 GAATGGGTGTGGAGGTGAAC TTTATTTTCAACCAAGTCATTCAGA 271

Ai08B27144 Araip.B08 27144 p3 (CTG)5 15 123803597 123803611 GCTTTCCTTCTGGTGCTTTG GCTGCCTTTTTGGAGTCAAG 199

Ai08B27152 Araip.B08 27152 p2 (TC)7 14 123821454 123821467 GGCAAGTGCCGTTCACTATT AAGAAGAAGAAGCGGCATGA 276

Ai08B27155 Araip.B08 27155 p2 (AC)9 18 123836108 123836125 AGATCGGCAATCAATCGAAC TTTGTCTTCAAAAGCTTCCCA 256

Ai08B27161 Araip.B08 27161 p3 (CAA)5 15 123847204 123847218 CCACGAAACTAGTACCCGGA CGCCTTGTCTCGTAGTCCTC 188

Ai08B27163 Araip.B08 27163 c (A)10tacctcttatatgcgaacttagatatgggataaattgacaaatcccatctaaaccatccatcataggataaatta(T)1095 123848579 123848673 TGTTAGGGTAAACATGAAACCAA TTTGGTGATTGAATAATTTTGCT 246

Ai08B27172 Araip.B08 27172 p3 (CTT)9 27 123885204 123885230 CTCTTGCCCAACGCTTATTC GAAGAAGAAGACGCTCCGTG 101

Ai08B27177 Araip.B08 27177 p3 (TAT)6 18 123910643 123910660 GTCATGTGGGGTAGAGGGAA AACAATGACCCAAAGCAAAAA 249

Ai08B27181 Araip.B08 27181 p2 (GA)6 12 123921945 123921956 CTTTCTTCTCATGGCTTCGG TCATTAAATGTGTTCGCCCA 243

Ai08B27182 Araip.B08 27182 p3 (TCA)5 15 123925938 123925952 ATGTGGTCTGCCATGAGACA TCCCAAGCTGAAGAAGGAGA 144

Ai08B27184 Araip.B08 27184 p3 (TTG)6 18 123937183 123937200 ACATGACAGAGCACAATGGC ATTTCACCGTCGCTACTTGG 153

Ai08B27185 Araip.B08 27185 p3 (TTA)16 48 123937884 123937931 TGGACATTTTAGTCCCAAAATAAA TCAATCCCCAACATTTCTCTC 278

Ai08B27186 Araip.B08 27186 p2 (TG)6 12 123938369 123938380 TTGGAGACTGATTTGTCCGA GGATTTCTGTTTTTCCATTCTCA 257

Ai08B27187 Araip.B08 27187 p2 (TC)6 12 123944173 123944184 TCCCTTGATTTAAGGCAACAA TTTTCATGGTAATGGGGGAA 235

Ai08B27188 Araip.B08 27188 p2 (TA)8 16 123949623 123949638 TTTTCCCCCGGATCTATCTT GCTGGGTGGGAATGATTTTA 204

Ai08B27189 Araip.B08 27189 p2 (AT)9 18 123950392 123950409 TGCCTCTGCTTCGGTTTAGT TTAGTGCATGCTATGGTGCC 230

Ai08B27193 Araip.B08 27193 c (AC)6cttaataggtagatttatattggattggatgtttggatcattatacatatcatatatttacgaaagccaagaagtagtatgaaaatt(A)12111 123958743 123958853 GTCCTGGCAATAAAAGCCAA AAAAACGCAGTTCTATTTTTGTG 194

Ai08B27196 Araip.B08 27196 p2 (AG)6 12 123960748 123960759 TTTTCTGTTGGTGGGTCTCC AGGAGCACATTGAAACCGTC 214

Ai08B27198 Araip.B08 27198 p3 (CTT)5 15 123967086 123967100 TGAATCAAGTCCAACCAAACA GAAGGTGCAGTGAAAACGTG 207

Ai08B27199 Araip.B08 27199 c (TCT)6tttctttcttttcttgccttctctttctccttcttcaaccgttactgcatgttttcactacac(CTT)6actgcacgttcttcttcc(TCT)5132 123967219 123967350 ACTGCACGTTTTCACTGCAC GAGAAGGCAAGAAACGAAAGAA 201

Ai08B27204 Araip.B08 27204 p3 (TTA)5 15 123990125 123990139 TGTGGGTAAGAAAAACCCGA ACCATGAGAGTATGCGGAGG 252

Ai08B27210 Araip.B08 27210 p3 (AAT)9 27 123999114 123999140 TCTGTGCACTTGTTTGATGC TCACTGTGGCCAAGTTGTTC 264

Ai08B27214 Araip.B08 27214 p2 (TA)8 16 124004233 124004248 ACTTCTTGCTGAAAGGCCAA GTGGTGATGGACGTGGAAAT 275

Ai08B27218 Araip.B08 27218 p3 (TTC)5 15 124026691 124026705 AAGCACTCCATCCTCCTTGA TTGCAAGACAGCAGGAACAC 273
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Ai08B27225 Araip.B08 27225 p3 (TTG)5 15 124074895 124074909 TGAGTCTCTACCGAAGCCGT CAGCGTCATGAATTGAAGGA 269

Ai08B27227 Araip.B08 27227 p3 (TAT)15 45 124076440 124076484 AAGATTCACAAATTTTGCTTCAA TCCAATCAAATCAAATCAAATCA 241

Ai08B27228 Araip.B08 27228 c (T)10ctatttctatacactgagaagtgtatgtgaaccaacaaaaaaaaattagtggggtcaaatttatttcttgggtggggggaa(AT)6103 124081406 124081508 TGAATTGATGTACTTTATATTGGTGTT GATCATCTTCAACCATGTGGG 244

Ai08B27234 Araip.B08 27234 p4 (AAGA)7 28 124105465 124105492 GAAGGTCAGAATCGAAACCG TTCCCTCTTCTCTTCTCCCC 194

Ai08B27235 Araip.B08 27235 p3 (GGT)5 15 124105970 124105984 TTGTTTTTCTTGGTGGTGGA TGAGGGTCAGAATCGAAACC 178

Ai08B27236 Araip.B08 27236 p2 (TA)8 16 124107250 124107265 AGCACTCGCAGACCATCTTT AAAATATTGGCTAATCATTACCGTG 230

Ai08B27237 Araip.B08 27237 p4 (TATT)9 36 124107639 124107674 TTGCTCTATAAGAAGTGTAATCTTCAA AAGCTTATTGCACGTATTGTGG 246

Ai08B27239 Araip.B08 27239 p2 (GA)6 12 124116463 124116474 GGTGGAGAGGGAGATGATGA GGTCATTAACCGCCCACTAA 265

Ai08B27240 Araip.B08 27240 p3 (TCA)5 15 124120784 124120798 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAAAGGCAA 251

Ai08B27241 Araip.B08 27241 p3 (AAT)5 15 124125131 124125145 GCTAGCAGCTTCCTCTGCAT CAGCCACCACAATAGCTTCA 246

Ai08B27249 Araip.B08 27249 p2 (AC)7 14 124142121 124142134 TCCAGTCTAGAGAACATGGTGAA TTGTTTTTCTTGGAATTGGTAATG 280

Ai08B27251 Araip.B08 27251 p2 (TA)7 14 124143693 124143706 CTCGGTCATATTGCAGCAGA GGTTTCTAAGGACGTGGCAA 245

Ai08B27253 Araip.B08 27253 p2 (TC)8 16 124152615 124152630 CCGTCGTGTGGAAGGTCTAT TCACTGTGCTTACCGACAGC 116

Ai08B27254 Araip.B08 27254 p3 (ATA)5 15 124161198 124161212 TCATTTTTCCTTTTGGACCG AACTCCCTTGCAGCTTCTCA 219

Ai08B27256 Araip.B08 27256 p2 (AT)6 12 124165084 124165095 GAAATAAAAGCGCAACGCTC ATGGAGAGGCAGGATTGTGT 224

Ai08B27257 Araip.B08 27257 p2 (AT)6 12 124173574 124173585 ACCTTAGCCGATTCCCAAGT TGAAGCTTGGGTAAGGTGATG 242

Ai08B27262 Araip.B08 27262 p2 (TA)6 12 124188155 124188166 TGCATGAATATTATTTAGTTTGGTCC CCTGGCACACAAATTGTTTCT 274

Ai08B27271 Araip.B08 27271 p2 (TA)8 16 124222130 124222145 GACGATGGACGGAAAGTGTT GAGCGTCCTAATCCCTGACC 264

Ai08B27279 Araip.B08 27279 p2 (AC)7 14 124230652 124230665 TGGAGCCTGATGTAGCTGTC GCAGTCATCATTGCAGTCCA 228

Ai08B27281 Araip.B08 27281 p4 (TTAT)13 52 124233589 124233640 TGTCCGGCAAGACTTCATTT GCTGGATCCCACATCACTTT 263

Ai08B27282 Araip.B08 27282 c (A)12ga(AT)8 30 124236000 124236029 TTTAGTTCTTGATCTTCATTATTTGC GTGACCTGATGACAGGGGAG 280

Ai08B27284 Araip.B08 27284 p3 (ACT)5 15 124239935 124239949 TGCCTAAAGGCTCGTTCAGT ACAGCACTTCCGTGCTTCTT 273

Ai08B27287 Araip.B08 27287 p3 (ATT)6 18 124247668 124247685 TTACTTCAATTTCCACGGGC GGGAGGGTCACAATAAAGCA 280

Ai08B27289 Araip.B08 27289 p2 (TC)7 14 124251402 124251415 TGCAAATTTGGGACTTGAGG GCATAATTTCCCAAAACCCC 234

Ai08B27291 Araip.B08 27291 p2 (AT)6 12 124252743 124252754 TTGGAGAGAAAAGAATGAGAAGAA GCAACAGCATCATCATCAGC 229

Ai08B27292 Araip.B08 27292 c (A)10gaattggtataaggacctaaataaaag(A)1148 124253767 124253814 TTTCGTGAAATTTTTAATTAGGTTCC CAAGGTTCCTGTAGTTTTGCG 272

Ai08B27302 Araip.B08 27302 p3 (TGA)7 21 124269759 124269779 AAGGAACGTCCTTCGTTTCA GAACATGACAGACAAAAAGCCA 273

Ai08B27303 Araip.B08 27303 p2 (AT)6 12 124272853 124272864 GAGAATGGTGCAGGAGGAGT ATAGCTGGCATAATCGGTGG 267

Ai08B27309 Araip.B08 27309 p2 (TA)24 48 124293626 124293673 ACCTGCCACGGTTTATGAAG TTCCCAGAGCAATGCACTAA 213

Ai08B27310 Araip.B08 27310 p2 (TA)26 52 124293781 124293832 TCACAATGGCAAGTGAGGAA TTCCCAGAGCAATGCACTAA 215

Ai08B27312 Araip.B08 27312 p3 (AAT)25 75 124298747 124298821 CAAGGATAACAATAACATCAATATGAA GCACGTGGCTAGATACATCG 275

Ai08B27316 Araip.B08 27316 p3 (AAT)6 18 124313913 124313930 TTCAAGTGTGGGAACCTTGG TTCACTTTGGGGCATTTTGT 252

Ai08B27325 Araip.B08 27325 p2 (AT)9 18 124331827 124331844 TGACAGTTGCAAGTCAAAGGA ATAAAGGTCTTCATTGGATAAAGATT 206

Ai08B27333 Araip.B08 27333 p2 (CT)8 16 124371991 124372006 GGAAAAGTAGATGCGAGCCA AACGAGATGATAACCGGCAC 272
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Ai08B27335 Araip.B08 27335 p3 (ATA)5 15 124375997 124376011 TCACTGGGTCACTGGTTCAA TTGAGGTAATTGTCAGGGGC 204

Ai08B27336 Araip.B08 27336 p3 (ACC)5 15 124377407 124377421 GCGAGAAGCAAGAAGACGAC TCTCACCTCGTACCCTCACC 247

Ai08B27337 Araip.B08 27337 p2 (TA)8 16 124384658 124384673 TGCTGCCCCTAAGATTTTTC GCTGATTTGCAGTGATTGGA 241

Ai08B27341 Araip.B08 27341 p3 (TCT)8 24 124391765 124391788 CCCCAACGTAGAGGTTGAAA ATCCAATTCACTGGTGGTGG 264

Ai08B27342 Araip.B08 27342 p3 (TGA)6 18 124391996 124392013 CCACCACCAGTGAATTGGAT TCCAAGCTGAACAAGAACCC 217

Ai08B27343 Araip.B08 27343 c (TGG)5ttctggttgggcgtaggcttctgttc(TGG)6ttgattttggggtgaagggagaagggtattttcgtccgagggacgattttaaaataaactgaaactttggggactatttcgtagg(A)10154 124392133 124392286 GGGTTCTTGTTCAGCTTGGA CGTAGAGGTCGAAAATCGGA 275

Ai08B27349 Araip.B08 27349 c (TTC)5ctcttcttcttcctcttcctcttcctcttctt(CTCTTC)6g(T)1296 124403065 124403160 AATGCGTTATTCAACGTTTCC ACACCCAAAATTCGTTGCAT 257

Ai08B27350 Araip.B08 27350 c (A)11gataaaacagagagaaagaacgtaaatgaagaagaagaggaagacgatgaagaagaacgtgcagaaacgaaagaaaagg(AGA)5gtaagaggaagaagaacgtgcagc(AAG)6147 124403585 124403731 TCAAAAACGATTTCACCATGA AAACACGCTTCGAACCATTC 239

Ai08B27358 Araip.B08 27358 c (T)15gagtcaaatttcttcagcatatgatacaaa(T)1156 124423847 124423902 TGTAATGGTAGGTGTTTGCCT GGCATAGTTGGGTTCCCTTT 238

Ai08B27362 Araip.B08 27362 p3 (GTT)5 15 124448937 124448951 GGGGGAGTGGTGGAGATTAT CATCGTAGTCTCCGCCGTAT 219

Ai08B27370 Araip.B08 27370 p2 (TC)6 12 124486470 124486481 TTGGACGGTGAACAATGAAA TGAAGAAAGAAAGAGAAAGAAAAGC 187

Ai08B27372 Araip.B08 27372 p3 (GTG)5 15 124490839 124490853 GGGTTGATTTGTTGCTGCTT ACCAACTGAACTAATGGCCG 125

Ai08B27373 Araip.B08 27373 p2 (AT)9 18 124493088 124493105 TGCATGCACAAAATAACACAAA TTCATTTTTACAAGAGCTTAAGGTAA 279

Ai08B27376 Araip.B08 27376 p2 (AG)6 12 124507514 124507525 AGGAAGGGAGAGCTGAGAGG TCCTTCCTCACGTACGCTCT 268

Ai08B27384 Araip.B08 27384 p2 (AC)7 14 124544504 124544517 TCAAAAATGAAGCCCTAGCC TCCTTCTCCATGTGTCCCTC 144

Ai08B27387 Araip.B08 27387 p2 (AG)8 16 124576472 124576487 GCAAAGAGCGATTGTGATGA TGGTGGACGAAATAGCAGTG 175

Ai08B27388 Araip.B08 27388 c (A)11(T)10 21 124578621 124578641 TTTTATGTTTGGGTATTTCATGC AGCGTGTTTGGCAAATTTCT 230

Ai08B27391 Araip.B08 27391 p5 (TCAAT)5 25 124583153 124583177 TTTGCAGAATGAACCGAACA AATCAGGAGAGCGATTTGGA 274

Ai08B27393 Araip.B08 27393 p3 (TTA)5 15 124585941 124585955 TCGAATCCCTGCATACACAA TGGACCACCTAAAGAGAGTTTTG 145

Ai08B27396 Araip.B08 27396 p2 (TA)7 14 124598663 124598676 ACTAGCATGTGCCTGCCTG AGTTGTGTCGGCAAAAGTCC 239

Ai08B27397 Araip.B08 27397 p3 (TCT)5 15 124601444 124601458 TGACACTTGTTTTTCTGCGG GCCGAAACGTTAAATCCAGA 172

Ai08B27402 Araip.B08 27402 p2 (AC)11 22 124612491 124612512 GCTAGACTTGATTGCCGTTTG TCCAAGAAGACGAGACGCAT 240

Ai08B27406 Araip.B08 27406 p3 (AGA)5 15 124626601 124626615 CCTACTTCACTAGCATTGACCA TGAATTCACAGTGCCATCGT 280

Ai08B27409 Araip.B08 27409 c (A)10tttaatttctaaataggagagtccgatttgcatgtttcaaaatttttttaatgttaaaatacaaatctaaaagttagatttgtaattttcttttt(A)13118 124634552 124634669 TTGAGGGTCAAATTTTGGGT GGAGTGCAGCTGGTGTTTTT 234

Ai08B27410 Araip.B08 27410 p3 (ATT)6 18 124635566 124635583 ACGCTGGATGACGATGTTTT CATCCCACTAAAAACCGGG 278

Ai08B27413 Araip.B08 27413 p2 (TA)7 14 124640241 124640254 TGAATCGAATCTTTTAAATTGGTC TCCCTACAGTGGTTTCCGTC 237

Ai08B27414 Araip.B08 27414 p2 (TG)7 14 124642812 124642825 AAACCAAATTTTGAATCGGTC TAAAAGCTCGCTCACCTCGT 278

Ai08B27415 Araip.B08 27415 p2 (TC)8 16 124647379 124647394 CGACCTCCTCCTTCCTCTCT AAGAAGACCTGGGAAGCACA 238

Ai08B27416 Araip.B08 27416 p3 (CTC)6 18 124654097 124654114 GGCAAAGAAAAACGCTCAAG CGGCTCTGGTTCAGGAGTAG 205

Ai08B27419 Araip.B08 27419 p2 (AG)7 14 124675931 124675944 GAAGCCTCCACACTTGAAGC AAGGGCCAGAAATCCATCTT 202

Ai08B27420 Araip.B08 27420 p3 (AAT)15 45 124685635 124685679 AAGTTGGTTCGAATTACATGATGA TTGACCAATTTAAAAATAAGACAATC 278

Ai08B27421 Araip.B08 27421 p3 (TTA)9 27 124686525 124686551 AAGACAATCTAATAATATTGAAAGCCA ACTCAAGAAGACGGCGTTCC 278

Ai08B27423 Araip.B08 27423 p3 (ATT)5 15 124695636 124695650 AAATTGGATTTTTGCACTTAATGA AATTATATAAGCAATAGGGAAGGGA 249

Ai08B27425 Araip.B08 27425 p3 (AAT)14 42 124696395 124696436 AAAAATTGATTGGTAAACTGGTTC AATGGAGCCTCAAATGGAAA 261
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Ai08B27426 Araip.B08 27426 p2 (AT)9 18 124696892 124696909 TCCAATCCAATACTGCCACA TGATACATCGGCACACGATT 259

Ai08B27428 Araip.B08 27428 p2 (GA)6 12 124700723 124700734 GGGAGTGTGTGGAGTGGAGT TGAAAAACCTAAACCATAGCCC 146

Ai08B27432 Araip.B08 27432 p3 (TTG)5 15 124715214 124715228 AGGAATGAGGTGGTCAAACG TGGAGGAAAAATAAATTCATGAGAA 246

Ai08B27434 Araip.B08 27434 p3 (ATA)6 18 124721956 124721973 AGTCTGGACCAGCACGAAAT GAAGCTAGGTAGACAATGTTTTGG 268

Ai08B27437 Araip.B08 27437 p2 (AT)7 14 124730279 124730292 TGACGACTGAAATTTGAGAATGA CACGGACCCATGCATAGTAA 216

Ai08B27438 Araip.B08 27438 c (A)10cctaaatatataatgaagtgttattgtaatttatctt(TTA)7(TTG)12104 124730997 124731100 TTTTCACTTTTGCTTATTGTTGGA TCCAATGGAGAAGGTAAACCA 267

Ai08B27440 Araip.B08 27440 p3 (TTG)5 15 124737827 124737841 ATCCAGTCAGAGGGTGGATG GCCAAACCCAAAAATTAAAAA 278

Ai08B27441 Araip.B08 27441 p3 (TCT)6 18 124739146 124739163 GGCACCGCATCTTTGTAAAT CACACAGCAATTCAGCAACA 253

Ai08B27443 Araip.B08 27443 p3 (ATG)6 18 124741140 124741157 TAAACCCCCTCACTCCAACA GACCCATTAACCAGCAAGGA 275

Ai08B27445 Araip.B08 27445 c (CAT)12(TAT)13 75 124742707 124742781 TCTTCTTTCCCACTTCAACTTCA TGAGGAAAAACTGCTGGGTC 256

Ai08B27449 Araip.B08 27449 p3 (ATA)5 15 124749964 124749978 TTATTCGGGTGCTTTTTGATG TTCTCTGACAACCAACACCG 192

Ai08B27455 Araip.B08 27455 p2 (AT)6 12 124760772 124760783 GTTGGAAGCTTACTTTGCGA GAAATCTTGGGAAACGGTGA 174

Ai08B27456 Araip.B08 27456 p3 (TTG)5 15 124761131 124761145 CATGGCAACCCTGTTCTCTT ATTCCAGTTGGGTCATGAGG 203

Ai08B27457 Araip.B08 27457 p3 (AAG)5 15 124761432 124761446 CTGAGAGTGCCTTGGGAGAC CCAAGACCAATTTCCCTTCA 129

Ai08B27458 Araip.B08 27458 p2 (AT)9 18 124761759 124761776 TCGAGACAAGACAAAAGGGG TTTTCCACCAAAATCAAGGG 233

Ai08B27466 Araip.B08 27466 p5 (TTTTA)5 25 124790631 124790655 TTTGGGGAAAGAAGAACAACA ACGCCAGAAATTCACAAAGC 272

Ai08B27468 Araip.B08 27468 p3 (CCT)5 15 124793430 124793444 CCCCTGTTTGTTTTACACGC AAACGCGAAAGAGGAGAACA 236

Ai08B27469 Araip.B08 27469 p3 (AAG)7 21 124794259 124794279 AGGAGGAGAAAGAGGAACGC AGCCTCTTCACCAATGCTGT 275

Ai08B27470 Araip.B08 27470 p2 (AT)6 12 124797465 124797476 TCCGATCCACTCATATGTCG TCGTGTCCGTGTAAATGTCC 122

Ai08B27471 Araip.B08 27471 p3 (ATA)15 45 124799252 124799296 TGCTGGTCCCCTAGCATTAC TGTAATATGTGGGTCTTATATTGTACG 180

Ai08B27472 Araip.B08 27472 p3 (ACA)5 15 124802832 124802846 TTTCGCTACAAAATGGTCCC TTTCTGCTCCTGCTTCTTCTG 254

Ai08B27473 Araip.B08 27473 p3 (AAG)8 24 124803033 124803056 CAGAAGAAGCAGGAGCAGAAA CTTCAAATATCAGGGCCGTC 280

Ai08B27474 Araip.B08 27474 p6 (AATGAT)5 30 124808886 124808915 GATGAGGTGAGGTGGATTGG ATTCCATCCAATCTCGTTGC 158

Ai08B27485 Araip.B08 27485 p3 (TCA)5 15 124830458 124830472 CGTTACCACCACCGTTATCA CACTGCAAAATTAAATAGAACAAGTG 204

Ai08B27486 Araip.B08 27486 p4 (AAAG)5 20 124831331 124831350 TGTCACTTTAAATAAATCTCGATGC CACCAAAATTTTATTACAAAAACACAT 262

Ai08B27488 Araip.B08 27488 p2 (TC)6 12 124832331 124832342 GGGCACTTTGAATGAATGCT TGGGGAAAAAGAAGAACCCT 220

Ai08B27489 Araip.B08 27489 p3 (CAT)5 15 124835303 124835317 CTTGGCCTTCATCATCAACA GCCAGCACTTTGGAAGAAAG 261

Ai08B27495 Araip.B08 27495 p2 (TG)7 14 124840442 124840455 TGCATAAACCGCTACAACCA TTCAGCCCATCACACGTAAA 176

Ai08B27496 Araip.B08 27496 p2 (AC)8 16 124847954 124847969 TATAGGCAAAGCAGCACACG TGCATAAACCGCTACAACCA 147

Ai08B27499 Araip.B08 27499 c (T)12aattcaaaaagcgaatttgctaggattgaagtgtaaattctttaaatttttaaaaagtaaatttgctgggaattaattatc(T)10103 124851642 124851744 AGAAACAATGGCAGCAAACC TCGCCTTTGACAAATTTACCTT 278

Ai08B27500 Araip.B08 27500 c (TCA)8aattcaattcaagtgaag(CAC)557 124857969 124858025 CCGTGTGCTTACCACCTTTT AATTGAATGGGGACCTGGTT 228

Ai08B27502 Araip.B08 27502 p2 (CT)6 12 124861810 124861821 ACTGGATGGTGGGTGTCAAT TATTCCGGTGGCCAGTTTTA 266

Ai08B27504 Araip.B08 27504 p2 (CT)6 12 124864393 124864404 ACTGGATGGTGGGTGTCAAT TATTCCGGTGGCCAGTTTTA 266

Ai08B27508 Araip.B08 27508 p4 (TTAA)5 20 124870058 124870077 TCTCTCTTCTCTATTAGGAGGAACTAA CAATGCTTGTCGTCAACTATAGAAT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B27509 Araip.B08 27509 p4 (TTAA)5 20 124873046 124873065 TCTCTCTTCTCTATTAGGAGGAACTAA CAATGCTTGTCGTCAACTATAGAAT 279

Ai08B27511 Araip.B08 27511 p3 (TTC)5 15 124874229 124874243 TGAGTCAGCAAATCGGAGTG GCGACTCGAACTCCCTACTG 243

Ai08B27513 Araip.B08 27513 p3 (CTC)6 18 124884514 124884531 AACTTTTCAAATCACGCGCT CGCAACATTGAAGAAGAAGGA 140

Ai08B27515 Araip.B08 27515 p3 (AAT)5 15 124890714 124890728 CTGCAGCGGAATTTTGACTT TCTATCCGTTGAAATTATGGCA 227

Ai08B27516 Araip.B08 27516 p3 (AAT)7 21 124894897 124894917 GCAGCGGAATTTTGACTTCT GAAGGCTAAGAAAAGGAAGGC 278

Ai08B27517 Araip.B08 27517 p2 (TA)8 16 124897008 124897023 ATCACAAAAGTTGATGGCCC TCATAATGTTTTGCCCACCA 240

Ai08B27521 Araip.B08 27521 p2 (AC)6 12 124905537 124905548 AAATTCTGGGAAGTTGCGAA TGCAAAACCAGGATTCATCA 237

Ai08B27523 Araip.B08 27523 p2 (TA)6 12 124911106 124911117 TGCAATTTTCTCTCTCTTTACTTTT TCTCGTGCTGATAACGTGTTG 263

Ai08B27524 Araip.B08 27524 c (TTA)5tcta(T)11 30 124912291 124912320 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 251

Ai08B27528 Araip.B08 27528 c (ATA)9(ATG)15 72 124926035 124926106 TGAAAAGAGGCATTTTGGTTG CATTGCTTCAGCTTTCACCA 182

Ai08B27530 Araip.B08 27530 p2 (AG)6 12 124929744 124929755 GGAAGCCTCCACAGTTGAAA CGTGAAGGAGGAAGCAAAAG 259

Ai08B27531 Araip.B08 27531 c (A)10cagtctttaagttgttctagatgtaaat(CA)752 124931934 124931985 TAGCCTGCGAACCAAGTTTT TGCAAGATTGGTGGTGAAAG 244

Ai08B27537 Araip.B08 27537 p2 (CT)6 12 124939677 124939688 TCACACGCTCACGTATCAGA AAGGATGTGAGGCAGATTGG 244

Ai08B27538 Araip.B08 27538 p2 (GA)6 12 124940074 124940085 AGAGTTGCGGATGAAGAGGA CGGTTCTCACCCACTTTTGT 226

Ai08B27540 Araip.B08 27540 c (A)13ctattttgtttttttattaaacataactattatggaaagtagctatcagtggccaaattaacactcattggaatgttttgtctattcctctgt(TC)7120 124959635 124959754 GACTCATTCTCTCTGACCCCA CGTGTGGTTCTTACCCAACA 277

Ai08B27544 Araip.B08 27544 p2 (AG)6 12 124973029 124973040 TGGGCTTAACTCACGCTTCT GTGGAGGATGAATTGGCAAG 100

Ai08B27545 Araip.B08 27545 p3 (AAT)5 15 124973874 124973888 TTGGGAGCTTGTTCTTTGCT ATTTGCAACCTTGCATTGAA 267

Ai08B27550 Araip.B08 27550 p2 (TC)6 12 125005741 125005752 TACACGTGCCAGACGCTTAC CGAAGCGAAAACACCAAACT 264

Ai08B27551 Araip.B08 27551 p2 (TA)8 16 125006366 125006381 CCTTGAAGCAAAAGAGACAGC CTTCCAGACAGTGGTGCTCA 237

Ai08B27556 Araip.B08 27556 c (T)12gtagtgttgttaaaatatttaaagaaaatggtaaacattaaagatattatttatttatttatttttatctcatatatacagatagg(A)10108 125029677 125029784 TTTCCAATTTCCGACGTAGC TTGGTTGACTACGTGCTTTCA 241

Ai08B27560 Araip.B08 27560 p3 (ATT)13 39 125038909 125038947 TGCAAAGATCCAATTAAAAAGAAA TGGTCAAATCAAGTTTCAAAGG 210

Ai08B27561 Araip.B08 27561 p2 (AG)7 14 125041945 125041958 TCCTCCCACTTCAAAACCTG CATCAAATTGGTGGCATTCA 179

Ai08B27563 Araip.B08 27563 p3 (ATA)5 15 125046390 125046404 TCCTTGCCATTTTTCTTCAAA AGGCACCTGGTCGATCTTTA 278

Ai08B27568 Araip.B08 27568 p2 (AT)11 22 125061892 125061913 CGTGTCACTCGCACAGTCTT CCGTAGTCGCCATTTCTCAT 257

Ai08B27574 Araip.B08 27574 p2 (AG)18 36 125078486 125078521 CCCCCACTGAGAATTTTTACC TGCTTTCCCGTTACTTTTGG 267

Ai08B27581 Araip.B08 27581 p5 (TATCT)5 25 125089468 125089492 AGACACTCCGACGCTCAAGT AAACCGGCCCTCTAGAACTC 196

Ai08B27583 Araip.B08 27583 c (A)10ctagaaatacttaattttacttttgtcacatattttaa(T)1159 125100683 125100741 TTGGACATGCAATCACCATT AAGCAAAAGCAAAATATGTGACC 221

Ai08B27585 Araip.B08 27585 c (A)10cattttacattattattagtacttagattatcacttaaaaataaagtatagtatagtaaagtaaagtg(A)1189 125101491 125101579 TCCACCAGTTTACACTGTTTTCA GGAAGGAAGATTGATTTGATGC 244

Ai08B27586 Araip.B08 27586 p2 (TA)12 24 125102377 125102400 AAGCAAATTTTGGAAGGGCT TCCGCAAATTAAATGGCTAAA 247

Ai08B27588 Araip.B08 27588 p2 (TA)11 22 125107941 125107962 TGAGATCTATTCATTTTCATCCAA CCACAATCCAATCAATCACG 266

Ai08B27593 Araip.B08 27593 p3 (GAT)6 18 125128647 125128664 ACAACGATCCCAGTCTTTGG CCCAATAGGTACTCCCGGAT 249

Ai08B27596 Araip.B08 27596 p3 (AAC)5 15 125140420 125140434 CTCCTTTCCTTCCCTTCACC TTGGTAACGTAGTGGAACCG 127

Ai08B27598 Araip.B08 27598 p2 (AG)6 12 125153336 125153347 AGTGACGGACTTGATGAGAGG GGCATGGACATAAGTACCCG 222

Ai08B27599 Araip.B08 27599 c (A)12ctaaagcgacataaattttttactaacaaaaaaaatattttttttattc(AAT)22atatttgtctaacttaatttaactttctcgtagacaattcctaatctattttatatttatctacatgg(A)12207 125155133 125155339 TTATGGTAAAAATGTAAGATATGATGC CGCACCGTGTTAAAGATTGT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B27605 Araip.B08 27605 c (AT)10(AATT)5 40 125167562 125167601 GTAAGTTTGGCTTTGGCTGC AACTGCATGGAGCACTTTGA 276

Ai08B27607 Araip.B08 27607 c (GAG)5gaaga(GGT)638 125170684 125170721 TGCGACACACAAACTCAATTC TCCTCGCACTCAAATTCACA 236

Ai08B27608 Araip.B08 27608 p3 (AAG)5 15 125170837 125170851 GAGGAGGAGGAGGAGGAAGA GCGCTTGTTTCAAATTCAGG 199

Ai08B27612 Araip.B08 27612 p2 (AT)9 18 125182363 125182380 TCATTCGCTGCTACAACAGG TCCAGAGACGAGCCAAAACT 194

Ai08B27613 Araip.B08 27613 p3 (TCA)5 15 125188756 125188770 CAGTTTCGGCCTCTCTCACT CCACATGGGAAGACTTGGAG 261

Ai08B27626 Araip.B08 27626 p2 (AT)8 16 125245342 125245357 CAAAGTTGTCAGCCCGTTTC TCAGTTGCAGTCAACTTCACG 275

Ai08B27629 Araip.B08 27629 p2 (AT)11 22 125259479 125259500 CAAAATTCTACCGAGGCAGG AGGAGGTGGTTGCAGTATGG 249

Ai08B27631 Araip.B08 27631 p4 (TTAT)5 20 125266734 125266753 TGTTTCAAGCTCTGCCACTG TAACATGCGCCAAATGTGTT 254

Ai08B27634 Araip.B08 27634 p3 (TAT)7 21 125273910 125273930 TCGAATTCCAAAGAGGCAAG CCCTATTCTACCTCCAACCCA 279

Ai08B27641 Araip.B08 27641 p2 (TA)14 28 125312532 125312559 ATATGTGTTATTGGCCCCCA TCACCAACTCCAACACTTGC 276

Ai08B27642 Araip.B08 27642 p2 (TA)6 12 125315536 125315547 AAAAATAAGTGCCACTGGTTCA TTATGAGGGCTAGTGCATCG 257

Ai08B27643 Araip.B08 27643 p3 (TTG)5 15 125321542 125321556 TCATGTAACCGACCCCACTT AAAACATTCCCCTAAACAACTCC 217

Ai08B27644 Araip.B08 27644 c (A)10gtaagtttttaccttttttagtgtttgcggctttgatgacacggtatcataagatgtgttaataagtttttttttaattttaatttttaaagaag(A)10115 125321816 125321930 CAACAAATTCAACACCAAACTCA GTGAACGGCCAAAACAAAAT 274

Ai08B27650 Araip.B08 27650 p2 (AT)6 12 125337824 125337835 GCCTTTTTGACCCCTCAAGT TGGGTCTCTTTTGTGTTGGA 221

Ai08B27656 Araip.B08 27656 p3 (CTT)12 36 125365208 125365243 GAAATACACGCGCCCAATAC GAAGAAGAAGACGCTCCGTG 146

Ai08B27657 Araip.B08 27657 p3 (TTG)6 18 125365372 125365389 CACGGAGCGTCTTCTTCTTC CTGTGTTCGGTTCATTCTGC 229

Ai08B27658 Araip.B08 27658 p3 (TTG)5 15 125366365 125366379 GGGACAAACCGAAAGTTTGA CGTTTACTGCGTCTTCACCA 159

Ai08B27670 Araip.B08 27670 p2 (TA)8 16 125384504 125384519 ACCACCAAGCCAAATGACTC TCTAACCCTATAACGATACAAAGAAAA 243

Ai08B27673 Araip.B08 27673 c (CTT)5gctacacattcttcttcc(TCT)548 125392541 125392588 AACCGTTACTGCACGGTTTC CCTCCTCATCTTCTGCTGCT 226

Ai08B27674 Araip.B08 27674 c (A)11cgaagaagaagaagaggaagagaaagaggaagagaaagaggaagag(GAA)778 125393017 125393094 TCCTGTAACCGTTTGGGTGT GTTGCTACACATACGGGCCT 280

Ai08B27679 Araip.B08 27679 p3 (AAG)5 15 125398290 125398304 AGCTGTGGCTGTCTGGTTTC CGATCGACAAAAACGACAAA 225

Ai08B27680 Araip.B08 27680 c (T)10c(T)10 21 125398634 125398654 TCATCACCAATTGATCGTCG TACTGCACCCACGTGACACT 196

Ai08B27682 Araip.B08 27682 p2 (TC)11 22 125401877 125401898 CATTATGCTCTTCCCCCTCA GGGAGGAAGATGAGGCTTTC 168

Ai08B27688 Araip.B08 27688 c (TCA)5(TAA)5 30 125413635 125413664 TCCATCAAGCTCTTAGTCACCT CCCATTTGCTTTCTTCTTCG 171

Ai08B27689 Araip.B08 27689 p2 (AG)8 16 125413931 125413946 CATGCCCTTGATTTTTCACA CATCACTTCACTTTCAGCGTG 196

Ai08B27691 Araip.B08 27691 p2 (TC)6 12 125420128 125420139 TGAGTCCGTTTGGAAAGTTTTA CCTCAAGAGAGTTTTGCGGT 206

Ai08B27694 Araip.B08 27694 p2 (AT)6 12 125421394 125421405 CAACACATGCAATGCAACAA AGATGATTGTGAATGTTTCTGAAG 214

Ai08B27695 Araip.B08 27695 p3 (AAT)6 18 125422452 125422469 GAGTCGGAGTTGGTGGTGTT AAAATGGTCCAATGCAAACC 251

Ai08B27696 Araip.B08 27696 p3 (ATA)6 18 125423318 125423335 AAGGGCAGCTTTGGCTTATT CTTTTCGCATTCCCACGTAT 274

Ai08B27699 Araip.B08 27699 p2 (TA)11 22 125431849 125431870 TCCAAAGAATAATTTCAAGGTCTAAA TCGTTTCTTTAGTATTCCTAATGCTT 274

Ai08B27700 Araip.B08 27700 p3 (TTA)8 24 125433630 125433653 TTGCTCTTGAGAGATTGGGG ATTCATGCCTCTTCCACCAG 180

Ai08B27701 Araip.B08 27701 c (T)12aacattat(TAA)1153 125437504 125437556 CAAGAAATCAAAGCCGGAAA GGTTTGAACCGCCATTTGTA 209

Ai08B27719 Araip.B08 27719 c (T)11aacatcaaatctggctgagtccg(A)1448 125488777 125488824 CCGGTACAAGAAAAATATTGGA TGAATAGGCCAGTTTTGATGC 203

Ai08B27720 Araip.B08 27720 p4 (AAAT)5 20 125490020 125490039 GCATGCCTGGGTTTAGTTGT TTGAATGTTAGCAACACATCATACA 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B27722 Araip.B08 27722 p3 (GAA)5 15 125494223 125494237 ATTCGAATCTGTGCCAGACC TCATACACCTCCCCTCTTCG 259

Ai08B27723 Araip.B08 27723 p2 (TC)15 30 125495875 125495904 GTCGCTATCGCTGCTTATCC GCAACGCCTGGACTCATACT 234

Ai08B27727 Araip.B08 27727 c (A)11tatgagttgattgatgccaaagcttcctatatctcaggaagtaggaagtaaca(T)1074 125515087 125515160 TTGCATGGGGTTCAATTTTT ACTCAACCATTGCTCCAAGG 251

Ai08B27729 Araip.B08 27729 c (T)11aattttattttaagcaaaacgtcaacgatgtgttgtatattaa(T)1064 125519949 125520012 TTGAAGACGTTTTGTGGCAG TCAACGACGTTTTCACCAAA 261

Ai08B27730 Araip.B08 27730 p3 (TTG)5 15 125520927 125520941 ATGCTTTGAATCTGGATGCC ACAGCAAATTCACCGGTAGC 270

Ai08B27734 Araip.B08 27734 p3 (AAT)5 15 125537493 125537507 ATCGAGCTGGTGAGAGGGTA AATGTGCCAACCAGGTCTTC 262

Ai08B27735 Araip.B08 27735 p4 (TTAT)5 20 125538601 125538620 TTTGCTGCATACTCGTCAGG AAAGCCCTTTTCAACCTTTTTC 240

Ai08B27736 Araip.B08 27736 c (A)10tattctctattcaac(A)1035 125540363 125540397 CCTGATTTTTCAGTCCAAGGC TTATGTCGATCCTTTTCCCG 150

Ai08B27737 Araip.B08 27737 c (A)10taaaaaatacaaatcgaactctctgatttgtagtttatttttttcttcaaagttta(T)1076 125542843 125542918 CGGTCTGATTTGTGTTTTCG TTTGTTCAAATCGGAGGGTC 182

Ai08B27738 Araip.B08 27738 p2 (AT)6 12 125543857 125543868 ACTAACGGGCCATCAAAGAG TTAGGGAGTTCCATGAACGG 260

Ai08B27746 Araip.B08 27746 c (TA)13(GA)7 40 125565231 125565270 GTCCCCGTCTCCGTATTTTT CAAAGACGAGGGAGAGAACG 267

Ai08B27750 Araip.B08 27750 p2 (AG)6 12 125571633 125571644 GCAAAGAAATTAAATTCGCACA TTTGGTTATCTGAAATTGAACAAATC 259

Ai08B27752 Araip.B08 27752 p2 (TA)8 16 125578651 125578666 TTCAGATGCAGGATGTGAGC GAGGTGGCGAGGTATTACGA 266

Ai08B27753 Araip.B08 27753 c (A)10gaaataaagagaaaggaaatagaaag(A)1147 125583430 125583476 ATGATTGGCACAAACCCAGT TTCTTCATATTTTTCTTCTATCCAAAT 272

Ai08B27754 Araip.B08 27754 p2 (TA)7 14 125591848 125591861 CACTCTGACCGCCATGTGTA AGGTGAAAAAGGAGCGTGAA 160

Ai08B27755 Araip.B08 27755 c (T)10aaccaaaatttcagattttggccaagcatcattg(A)1155 125603443 125603497 TTTCGGGTAAACGGTTTGAG GGTTGGGTTCAAGGGTTTTT 227

Ai08B27759 Araip.B08 27759 p3 (AAT)24 72 125624765 125624836 TGGGGAGTTCGAATCTATCTG CATGATAAATACTTCCCAAAAAGTT 247

Ai08B27761 Araip.B08 27761 p5 (TGAAT)5 25 125634468 125634492 AAACAGGAGAGCGATTTGGA TCATGGTGAACCGAAAACAA 264

Ai08B27762 Araip.B08 27762 p3 (AAG)6 18 125634966 125634983 AAGGAGGAGAAGGAGGAACG ACCAAGTTAGCCCAACACCA 210

Ai08B27766 Araip.B08 27766 p2 (GT)7 14 125642421 125642434 TAAATTGGTGCAAACCGTGA ACACGTAAACCGCTACTGCC 177

Ai08B27767 Araip.B08 27767 p2 (AC)8 16 125646102 125646117 CCTCTCCCTCCATTTGTGAA GCCAGTAGCGGTTTACGTGT 201

Ai08B27770 Araip.B08 27770 p2 (GA)10 20 125652748 125652767 GCTGATGCTTCTTCCCTGTC CCCAAAAGCTACCCAAACAA 233

Ai08B27778 Araip.B08 27778 p3 (AGA)5 15 125660516 125660530 AAAAGAAAAACCACCCCACC ATCACCATCTGTCGAAAGCC 257

Ai08B27784 Araip.B08 27784 p2 (TA)10 20 125678472 125678491 GGCGTTATGTGATTGAATGC GGGTACCAATATACTCTCTGCCA 259

Ai08B27786 Araip.B08 27786 p3 (ATT)5 15 125680800 125680814 GTGATGGGAACGAAGAAGGA GCACACCAATAATCCAACCC 109

Ai08B27792 Araip.B08 27792 p3 (ATA)15 45 125694375 125694419 ACCAATATGCAGGGATTGGA AAAAATTTATTGTCAGCGATTCA 266

Ai08B27795 Araip.B08 27795 c (A)10tttaatccgaccactgacacttgtctcaaaaggacaatgaaattcctgtaccaaaaaaattaatgttg(T)10gcacagagactaatcaatcgaaaaaaatatcagaagtcaaatttggta(T)10146 125698046 125698191 CAATTACTTCGAAAGATAACGAGG TGAATACCCCACTCGACTCC 234

Ai08B27804 Araip.B08 27804 p3 (ACC)5 15 125714978 125714992 TGGATTTGTGAGTTCATCGC GGCGAATGCTACCATACCTT 231

Ai08B27806 Araip.B08 27806 p3 (TGG)5 15 125721609 125721623 GGGTCCCGACTTCTTCTTCT TTGGTCCCAAAGGTTTTCAG 233

Ai08B27815 Araip.B08 27815 p3 (TTA)5 15 125733344 125733358 AGGGATGATTATAGTGCGCTT TCTCTCGGTCAAACTCTTGGA 154

Ai08B27822 Araip.B08 27822 p3 (GAA)7 21 125754358 125754378 TATCCACCACCACGACATTG GCTGCATGTGAATTTGGTTG 258

Ai08B27824 Araip.B08 27824 p2 (GA)10 20 125760348 125760367 GAACACAACAATGCAGGTGG TTCCCATTTTCCCACCATTA 236

Ai08B27826 Araip.B08 27826 c (T)10ataataatcaaataaaaaattaatctgtnnnnnnntttaatacaagtatccaactgtggaccactatcacagccggttttcctgctcttgcaa(T)12115 125762334 125762448 GAGAATGTGGGACCCAGAAA CGTAAATAGGCCAGACCCAA 270

Ai08B27832 Araip.B08 27832 c (T)12aaaatcactcattgaggtacacttgaaaaatgtagc(A)1058 125772561 125772618 TTTGCTTAGTTTCTTTTGTTATTAGGC ATCACTTCAAAAGCGCACCT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B27833 Araip.B08 27833 c (A)11ctctaatattttagga(AT)639 125772933 125772971 TCAGAACCAAAGACTACACTTTTCA GACCAAAATGTCCGCAAAAA 280

Ai08B27836 Araip.B08 27836 p3 (GAT)5 15 125778798 125778812 TGGATCCTGAGTTCTGGGTT CCACCACCACCATCATCATA 179

Ai08B27837 Araip.B08 27837 p3 (TGG)7 21 125778931 125778951 TGGTGGTGGGTTCTGATTTT AGTCTCAACGTAGAGGCCGA 231

Ai08B27839 Araip.B08 27839 p4 (TTTA)6 24 125782297 125782320 TGGCTTTTTCTGCTTGCTTT GCATGCTTGAACAGTGCATA 216

Ai08B27852 Araip.B08 27852 c (A)12cctgttggctccctagcatattatgtgttagttcatataccattaatattatgtaatttt(A)1284 125839674 125839757 ATCATTAGATGTAATCTCACACCATT CATGTTTAGAATATTTGACTCACCAAA 279

Ai08B27855 Araip.B08 27855 c (AC)20(AT)8 56 125844452 125844507 GCCTCATAGACAGCGTCCTC TGCATTGCAAGAAAAGTTGA 260

Ai08B27857 Araip.B08 27857 p2 (CA)6 12 125853149 125853160 TGCAAAAGGAAATTCCCAAA TCAATAATGCTCCCGGTTTC 190

Ai08B27858 Araip.B08 27858 p2 (TA)7 14 125856457 125856470 AAAAACTTGATTGTTATTGATTGCTG TCTTGTTTTTATAACCAAACGCA 255

Ai08B27863 Araip.B08 27863 c (T)11cttttactc(T)1333 125883595 125883627 TAAGGAAAAGGCTGCCAAGA TCCTCTGCTTGTATTAAATCGG 147

Ai08B27866 Araip.B08 27866 p3 (CTT)5 15 125893402 125893416 GCGACCAGATTTCGTGACTC TGCACAAAAAGAAAGAAGCAAA 260

Ai08B27875 Araip.B08 27875 p3 (ATT)5 15 125910485 125910499 TTTAAATTATTCGCAGATTACTCTTTT TCGGTACCTTATTGTTATACGAAA 278

Ai08B27877 Araip.B08 27877 p2 (AT)10 20 125915835 125915854 CCGACCTCTCGCAAGTAGAC TTTCGTAATCGTATGAAAGATGAA 195

Ai08B27878 Araip.B08 27878 c (A)10caccaatgaataaacagtattattttgat(TTA)657 125915998 125916054 TTTTCAACTAATGTTATCCAGAAAAA TTTGATAGTCAATAGAATTCAGCCT 272

Ai08B27882 Araip.B08 27882 p2 (AT)6 12 125928072 125928083 ACTAACGCACACAGTCGCAT TGAATTCAGGTACGCTTCCA 245

Ai08B27883 Araip.B08 27883 p2 (AT)6 12 125928200 125928211 ACTAACGCACACAGTCGCAT TGAATTCAGGTACGCTTCCA 245

Ai08B27884 Araip.B08 27884 c (T)11acttttggattatgaagttataatttgtgtgtttggcaccattt(A)1065 125928519 125928583 GAGTCCATTTGGGAAGTAGCA CAGACCTTGCGTGAAAATTG 277

Ai08B27886 Araip.B08 27886 p2 (AG)7 14 125931451 125931464 GTTGAGAGACCTGAGCTGGC ATTTTTAATGGGTCTGGGGG 199

Ai08B27887 Araip.B08 27887 p3 (GAG)6 18 125936702 125936719 ACCTCACCAGAAGAGCCAGA CTTTCAGAGATGGCAAAGGC 257

Ai08B27888 Araip.B08 27888 c (AAG)5aggaagaagaaggtgcagc(AAG)549 125939857 125939905 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 219

Ai08B27889 Araip.B08 27889 c (AAG)6agaaagagaaagagaaagaagaacgtgcgc(AAG)666 125940066 125940131 GGAAGAAGAACATGCAGCAA TTCGGTCCTCATTTGTGAAA 220

Ai08B27891 Araip.B08 27891 p2 (AG)7 14 125944536 125944549 AAAGATGATTGCGCACGATT AAACAAATTGGACCATCGGA 258

Ai08B27897 Araip.B08 27897 p3 (AAT)7 21 125957810 125957830 TGGTAGACAATCAACAAGCAAGA TGGAACTGCTGACTCAATGC 241

Ai08B27899 Araip.B08 27899 p2 (AT)8 16 125959518 125959533 TTCCATTTCCTTCTCTGAACATC GAGGTGAGGTCCCCTCTTTC 172

Ai08B27901 Araip.B08 27901 c (AT)15(AG)12 54 125967044 125967097 AAGGATAATGGAGTGCCACG TTCGTAATTCCGCCTTATGC 167

Ai08B27909 Araip.B08 27909 p3 (TTA)10 30 125977897 125977926 CGATTGCACCTGAGTTTTCA CAAAAATTTCCATGGCATCA 153

Ai08B27910 Araip.B08 27910 p3 (TTA)16 48 125989072 125989119 CGGCACTTGTTAAAAAGCAA GGCCAGAATAAATAGAGATCAGGA 277

Ai08B27911 Araip.B08 27911 p4 (TTTA)5 20 125995553 125995572 AGGGACATCCAAAAGTGTCG TTGTTCCTTTGTCCCTCCAG 218

Ai08B27914 Araip.B08 27914 p3 (ATA)5 15 126003167 126003181 CGTCTGCGAGGTGATTTACA ACCGAAACCCTCCTGTTCTT 222

Ai08B27916 Araip.B08 27916 p2 (TA)8 16 126003903 126003918 ACTGCAAGGGTTCTGCATCT CATCCAGTTTTACCAAACAGAAA 280

Ai08B27918 Araip.B08 27918 p3 (TAA)11 33 126006920 126006952 AACTCGAGGACTGCCTTCAT ATCCGTTAGAGTTGCATGGG 239

Ai08B27921 Araip.B08 27921 p2 (GT)8 16 126014802 126014817 GGCATAATTTTTACCTAATTGTAGCA TCGGACGTTTTTATTCCAGG 222

Ai08B27923 Araip.B08 27923 p3 (GAG)5 15 126022806 126022820 TTCCATCTGCAAAGAAGCCT GCGAAAATTGGTTTTGGTGT 227

Ai08B27926 Araip.B08 27926 p3 (TAA)8 24 126024119 126024142 TGCGAAAGTGCAATAAGTAACA CGGTAGGACAACATTGAGCC 277

Ai08B27928 Araip.B08 27928 p4 (ATTT)5 20 126035419 126035438 ACCGATTTAATGACCGGTTG ATGTGTTGGGTTTCGTTGGT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B27931 Araip.B08 27931 p3 (AAG)5 15 126040312 126040326 TCCATAAACTGCTGGCCCTA AGGCGGAGACTCAAACTGAA 271

Ai08B27932 Araip.B08 27932 p6 (CTCAGC)5 30 126040964 126040993 CTCGTTCTCAGCCTTGGTCT CGAACATGTCCCTGGTATCC 266

Ai08B27933 Araip.B08 27933 p4 (TTAT)8 32 126041772 126041803 TCAGGATGTCATTGGACCCT AACAAGAAAGCAATGAATCAATC 253

Ai08B27936 Araip.B08 27936 c (T)11gtgactaaaaaaattatttgatatataaaaatatcaatgc(T)1263 126046074 126046136 AGAGACGGTGATGGATGAGG TTCACCTAAGAAGTTGCGGG 257

Ai08B27941 Araip.B08 27941 p3 (CTT)9 27 126062301 126062327 GGGTCCATCATATCCCACAG AAATCAATTTTTGATGCTTTTGAA 274

Ai08B27943 Araip.B08 27943 p3 (TTG)6 18 126067718 126067735 ACATCCTCTCTGCCGTCATC TGCAACATCAAACCCTTCAA 241

Ai08B27944 Araip.B08 27944 p2 (AT)14 28 126068705 126068732 ACTCAACCTGCAAAGCCAAC CCGGTTCTCATCCCATACTG 271

Ai08B27945 Araip.B08 27945 p3 (GGT)5 15 126079400 126079414 CGACAATTCCAATGATGGTG TTAACCTAACCCCACCGTTC 278

Ai08B27947 Araip.B08 27947 p3 (AAT)7 21 126081318 126081338 TTGTCACAACCACAGTTTCTCC ATATCCATCTGGGGAGGCTT 246

Ai08B27948 Araip.B08 27948 p2 (AT)6 12 126085786 126085797 TTGGTTGAGTGTGAGTGGGA TTGTTTCGTCAGCCACATACA 189

Ai08B27949 Araip.B08 27949 p3 (ATT)5 15 126087415 126087429 AAGCAAAGCTTTAGGTCGCA TGCCATTGATAAATTCACCG 210

Ai08B27952 Araip.B08 27952 p2 (CA)6 12 126098131 126098142 AAAATTCTCCCGAGGCAAGT GGTGGCTGCACAGAGGTTAG 246

Ai08B27953 Araip.B08 27953 c (A)10t(A)10 21 126105415 126105435 TTGAACAAAGACCAATGCGA TCAATTTTCTGGGTCAAGCA 234

Ai08B27956 Araip.B08 27956 c (T)10catttttttattaatttcttaattgtttaatatctttttttattttattttgtcttttatttttg(T)1085 126110096 126110180 CTTTTAATTTTCCTAACTTCATTTTGA CGCACCATGTGATAAACAGG 264

Ai08B27959 Araip.B08 27959 p3 (TTA)5 15 126116844 126116858 CCTAACACGAGCTATTCGGC TGGAGTTGAGCACCTCAAAA 280

Ai08B27963 Araip.B08 27963 c (T)10gaaaaagactttttttaataaaaaaataaagttcatttttaaaaaat(A)1067 126128672 126128738 CGAAAACTTGGAGATAATAATGTGG TTTTGTAAATACATTTTACATTGGTGT 276

Ai08B27964 Araip.B08 27964 p3 (CCT)5 15 126129139 126129153 GCGGAAAGAGACGAAGAATG GAGGAGTGGTGTACGTGGCT 200

Ai08B27968 Araip.B08 27968 p3 (TTC)5 15 126141418 126141432 CCCTCTATACCCCTCTTGGC CGGTCTTAGGTGCCATCAAT 171

Ai08B27974 Araip.B08 27974 p3 (GAA)5 15 126175430 126175444 CATCAGAGGTGGCCTTCAGT GCGTAGATGCCATTCCCTTA 237

Ai08B27978 Araip.B08 27978 c (ATT)12tctaagttatgcatacaaaaagtgga(T)1072 126192668 126192739 TTTTGGTTTAGCCATTTCCTTT TTGCCACGTGCTTTAAATTG 210

Ai08B27979 Araip.B08 27979 p2 (AT)9 18 126197383 126197400 TCACTGGGTCATTGGTTCAA CCACCAGACTGTTGAGCTTG 234

Ai08B27980 Araip.B08 27980 p2 (TA)7 14 126201353 126201366 TTTCACAACCTCAATCCAAGC GCACAGATGATTTCTGACGC 274

Ai08B27981 Araip.B08 27981 p2 (TA)6 12 126201905 126201916 ACCCATACATGCCACGTTTT GTTTGTCTGATTCGGTCCGT 167

Ai08B27982 Araip.B08 27982 p2 (CT)6 12 126207411 126207422 TTTCTGGGCTGTTTTTGACC CTGGTTCCGCCACTGAGTAT 270

Ai08B27983 Araip.B08 27983 p2 (CT)6 12 126213895 126213906 TTTCTGGGCTGTTTTTGACC AAACCTGGGATCGAGAGTCA 205

Ai08B27985 Araip.B08 27985 p2 (CT)6 12 126220040 126220051 ACGTAACAAAAATCGCAGGG AAACCTGGGTTCGAGAGTCA 230

Ai08B27986 Araip.B08 27986 p2 (AT)20 40 126220961 126221000 GTCGAGAGGCACCTCGTTAG ATCCTGCCTCTCCATAAGCC 141

Ai08B27987 Araip.B08 27987 c (CA)14(TA)7 42 126229190 126229231 GCATCCCCAAGAGTCTATGC ACCACGTTTTCCAGGTTGAG 175

Ai08B27988 Araip.B08 27988 p2 (TA)13 26 126229790 126229815 ATGCCCAGGAGAAACAAAGA TATGAGGAGGTAGGGTGCCT 252

Ai08B27991 Araip.B08 27991 p2 (CT)6 12 126256667 126256678 CCTCACTCACCAAAAATCCG TTCTCCTTGCTCCTGCTCAT 165

Ai08B27992 Araip.B08 27992 p3 (TTC)7 21 126259998 126260018 CCGAATACACCACTCCCACT CGGTCTTAGGTGCCATCAAT 157

Ai08B28001 Araip.B08 28001 p3 (AGA)5 15 126286960 126286974 TTCTCACTTGGGTTCATGATT TCTGTCTTCTTTTTCAAAACTTCC 267

Ai08B28003 Araip.B08 28003 c (TTATT)5ttaatttcggtattc(A)1151 126290883 126290933 AAGCATTCGTTTTCCAAAATCT CCATGATGGAGAAAGGGAGA 193

Ai08B28005 Araip.B08 28005 p3 (GAA)5 15 126306457 126306471 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28006 Araip.B08 28006 p2 (AG)7 14 126309686 126309699 TGCCTTTTTCCTTGTTCCTG ACCCACCTAAAATCCGAACC 166

Ai08B28012 Araip.B08 28012 p3 (GAA)5 15 126343562 126343576 GCTCACCCTCGAGCAATAAA ATATGGCCGAACCTTAACCC 172

Ai08B28013 Araip.B08 28013 c (AG)6ggtacggatttttggtgggtgagggagagatgttagtagatgaataaataaatagaaggagat(GA)789 126345737 126345825 GAGAAGAAAACAAGAAAAGAAGAGGA TTTCGAAAATTACTAACCTTTTTCA 268

Ai08B28014 Araip.B08 28014 p2 (AG)7 14 126345979 126345992 GTACGGATTTTTGGTGGGTG TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai08B28017 Araip.B08 28017 p2 (AG)6 12 126363743 126363754 TATACGCGTGACAGAGCGTC CAACATGGAAATCTGAATTGGA 253

Ai08B28025 Araip.B08 28025 p3 (ATT)5 15 126427672 126427686 GAGTGCTACTCAAGAACGAAGTGA TGGAGCGCACACTCTTTTTA 205

Ai08B28028 Araip.B08 28028 c (T)13atctttactatcttttttc(A)1244 126433004 126433047 TGTTTAAATTTTGTACACTGTTTTCAT TCATTTTTAATTGTAAATCTCAACGA 275

Ai08B28031 Araip.B08 28031 p2 (AG)14 28 126439883 126439910 CGACTATAGAGGAGACGGCG GAATCGGAGAAAGATGCTGC 126

Ai08B28032 Araip.B08 28032 p2 (TA)6 12 126443400 126443411 TGCAATGTGCAAGTTTTAGTTG TTTAAGCCATTCAGTTCACGA 261

Ai08B28037 Araip.B08 28037 p2 (AG)6 12 126475245 126475256 CCCCCAAAAATGAAACTGAA CTCCGTCGTGGACTTCTCTC 165

Ai08B28038 Araip.B08 28038 p2 (TA)7 14 126475600 126475613 GGATTTCGTGTTCGGAGAGA TCTGCTTTTGGCAAGGTTCT 271

Ai08B28039 Araip.B08 28039 p4 (ATCT)5 20 126476719 126476738 GATGATGGCGGTTTTAGGAA GAAGAATCGACCTTTCACTTCAA 185

Ai08B28043 Araip.B08 28043 p4 (TAAA)6 24 126481829 126481852 CCGTTTCAATTTTGTTCTACACG TCGTCGGTGTTTGTCATCTC 276

Ai08B28044 Araip.B08 28044 p2 (AT)9 18 126487921 126487938 GGCTATGTTAGGGGTGCAGA CAACCAGCATGCTTTTGAAG 169

Ai08B28046 Araip.B08 28046 p2 (GA)6 12 126490990 126491001 TCATCACGGACTACTGCTGC GACTCACCTCCAGTAACGGC 247

Ai08B28048 Araip.B08 28048 p3 (ACG)7 21 126497335 126497355 AAGAAGATGCGGAAAAAGCA CAGACAACGAAAACGACGAA 263

Ai08B28049 Araip.B08 28049 p2 (AT)16 32 126497800 126497831 GAATCTGACGTTGTTCTTAAATGG AATGAGTGACGGCCTACGAT 213

Ai08B28051 Araip.B08 28051 c (A)12cacccaatccagctcctgata(T)1043 126501489 126501531 AGAGTGAATACCCATCCGGC ACCTTGAAAGGACAACGAGG 125

Ai08B28052 Araip.B08 28052 c (A)10g(A)10 21 126503752 126503772 GGGAGAACTGTCCGGTTTTT CGTTTTGCTTTTGCCATTTT 120

Ai08B28058 Araip.B08 28058 c (A)12tctatgaagnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnatatatgtggatattcaaaataaaaatttaatc(T)10108 126539006 126539113 GCTATGCAAGGAGTGTCAAACA AAAAAGATTGACTTGTTTAGCTTGA 272

Ai08B28061 Araip.B08 28061 p3 (CTT)5 15 126548116 126548130 GCAGAATCTGATTGCTCTTCA TGATGCTTTTGAAAGTCTTTTGTC 279

Ai08B28065 Araip.B08 28065 p3 (TTG)10 30 126555057 126555086 GCCGTCACCATTTACCTTGT AAGCTCAGCCTCAACCTTCA 263

Ai08B28067 Araip.B08 28067 p3 (TCC)5 15 126558387 126558401 CCCACGCTTCTTCTTCTCAC AACGCGAAAAAGAATGAGGA 108

Ai08B28076 Araip.B08 28076 p2 (AT)11 22 126605758 126605779 GGCTGGCCGGAGAATATTTA AGCAATGGGTCAAGTATGGG 268

Ai08B28077 Araip.B08 28077 p2 (AT)10 20 126607807 126607826 AGCGTCGGAGTGTCTTTTGT AATTGTCAGGGATCGAGTGG 279

Ai08B28087 Araip.B08 28087 p2 (TA)8 16 126618120 126618135 TGATCATTTTCAACTAAACACGC AGGGACGGATCCAGAAAGTT 262

Ai08B28090 Araip.B08 28090 c (T)11gtgactaaacagaaaagaaag(A)1042 126620135 126620176 ACCAAACTTAATTGTTGCTACTTGT CCATGGAGTGAGCTTCAACA 258

Ai08B28092 Araip.B08 28092 c (AT)7(AC)7 28 126626243 126626270 TATGACAACAGCGCAAGAGG TTTTAAAGAAGATCGGGTAGAATTT 155

Ai08B28102 Araip.B08 28102 p4 (AAAT)5 20 126639223 126639242 GCACCTAAAAATTAAACTCTTGAATAA GCCAACCAAAGCCAAAAA 280

Ai08B28105 Araip.B08 28105 c (A)10tttatttgtattgtttagtaaaaatgagcttttaaaaaaaatg(T)1164 126642914 126642977 TGCAGATCCACAAAAAGGAA TTGAGTCGGATATGGTATCGAA 241

Ai08B28106 Araip.B08 28106 p2 (TG)14 28 126644776 126644803 TGATGGTACGGTGAGGTGTG CCCGTCCTCGTTATTCTCTG 279

Ai08B28107 Araip.B08 28107 p3 (CTT)6 18 126645810 126645827 ATCTGCGAATGAGAGAGGGA TAGCAACCACAAACCAAAGC 232

Ai08B28108 Araip.B08 28108 p2 (CT)6 12 126650585 126650596 CTCCTCCCTTTCCTTCTGCT CTGCAGCTATGAAGGAGGCT 197

Ai08B28109 Araip.B08 28109 p3 (CTT)5 15 126655739 126655753 TCTGTTTGCCCTTGACCTTT ACCCGAGACCTCACATCATC 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28111 Araip.B08 28111 p2 (AT)8 16 126660783 126660798 CGCCACTCTGATAACGAGGA TTGGGGTTTGATTCACCAAT 274

Ai08B28116 Araip.B08 28116 p2 (AG)7 14 126682701 126682714 AAAGCCATGGATCAAACCAA CAAAAGGATCACTCTGCAACA 151

Ai08B28121 Araip.B08 28121 p3 (TCT)6 18 126685926 126685943 CAATTTGGGGTTAGTGGTGG CACCCTGCTCTCTTTCATCC 210

Ai08B28126 Araip.B08 28126 p2 (AG)7 14 126726632 126726645 TGTTCATTAACACAGAGGCACA CCTCATCTGGATAGGATTAGGG 241

Ai08B28129 Araip.B08 28129 c (T)23ctttcttagtttttgtttattttcttttaagtcacc(A)1170 126734310 126734379 TAGTATTCAGCGGGACTGCC GTAGTTCATCCGTGCCACCT 232

Ai08B28134 Araip.B08 28134 p2 (TA)6 12 126742033 126742044 CCTTCTGTGAGTCGCACGTA ACCCGTCTATTAAATGGGGC 206

Ai08B28138 Araip.B08 28138 p3 (ATA)5 15 126749793 126749807 AACTCCATGCCATTGATAAATTC CTGGCCAATATTGCTTGGAT 142

Ai08B28140 Araip.B08 28140 p2 (AT)10 20 126755649 126755668 AACGCATAGGTTCGGTTGAG AAAGAATATGTGGCTCTTCTTCA 271

Ai08B28141 Araip.B08 28141 p3 (TTA)6 18 126756248 126756265 ATATCCATCTGGGGAGGCTT TTGTCACAACCACAGTTTCTCT 242

Ai08B28142 Araip.B08 28142 p3 (CAC)5 15 126758174 126758188 TCGTCCTTTCAATATTTTCGG TGCTCTCTTGTTCTCTCGCTT 280

Ai08B28145 Araip.B08 28145 p2 (TA)8 16 126765612 126765627 GAGCTTCGACATGGGCAATA TTTGATCCTTTTACAACATTATTCG 280

Ai08B28147 Araip.B08 28147 p3 (CAA)7 21 126774163 126774183 GCAAGAAGCTCAGCCTCAAC TCACGATGTCGTCACCATTT 264

Ai08B28150 Araip.B08 28150 p3 (AAG)5 15 126779562 126779576 AAAACTGAAATTTGAAAATGAAATC TATCCCACGGATCCATCATT 215

Ai08B28164 Araip.B08 28164 p2 (AG)7 14 126816387 126816400 AACAGGTCTGCAGAGGAGGA GCGACGTCAAAAACAGAACA 197

Ai08B28166 Araip.B08 28166 p2 (TA)6 12 126820203 126820214 TGGTTCTTTTTCTGTTTGATTCTG GCAGACATCTTGCTTTAGGAGG 259

Ai08B28169 Araip.B08 28169 c (CT)16atcctctctcctcctatctctctttttccctactctccctc(CT)1093 126823426 126823518 AAAGCTCGAACTCTCTCCCC TGAGAGGAGGAGAAAGAGGAAA 155

Ai08B28172 Araip.B08 28172 c (A)12gcattgatatttttatacatcaaataattttttttagtcacaaaaaa(T)1069 126837482 126837550 TTGTGGGTTCGAATTTTCCT CGCTTCTCTCCAATGTGTCA 234

Ai08B28175 Araip.B08 28175 c (T)18aaataccaatattcaactagat(AATA)560 126840829 126840888 CAACATACAATCATCATCGACAAA GTCAACTGCAGAGGAGGAGG 241

Ai08B28176 Araip.B08 28176 p6 (CTGAGG)6 36 126841655 126841690 TGTTCTCCTCCCAAGTCCAG GTCTCGGCCACTTCAGTCTC 257

Ai08B28188 Araip.B08 28188 c (T)10aaaataccaatattcaactagat(AATA)553 126852814 126852866 CAGACAATCACCATGGACAAG AGCACCAACGAAGACAGGAT 210

Ai08B28189 Araip.B08 28189 p3 (TTC)6 18 126854361 126854378 AGGCGGAGACTCAAACTGAA TTTTTCCATAACCTGCTGGC 254

Ai08B28193 Araip.B08 28193 p2 (TA)8 16 126872723 126872738 TGCATTGTTTGATTCTCCCA AAACACAACATCCCAGGGTC 163

Ai08B28196 Araip.B08 28196 p3 (TTA)18 54 126877138 126877191 ATAACACCGCTCCTCCTCCT GGCCTCATTCTTTGGGACTA 229

Ai08B28199 Araip.B08 28199 p2 (CT)6 12 126891502 126891513 CCCATTTCGGATAGAGCAGA TTCAATTCCCTCCATCTTGC 280

Ai08B28202 Araip.B08 28202 p3 (AAC)5 15 126897226 126897240 TGCAATAAATGGATCAGCACA AACGGCGTCATTTGATTCAT 140

Ai08B28205 Araip.B08 28205 p4 (AAAT)6 24 126906572 126906595 AGTTCCCTCCAAATTCCAGC CTTGCTTTGGGTTCCAATGT 259

Ai08B28208 Araip.B08 28208 c (T)10agttgggtccttataaaattaagtcaattactactaagagggacttaattg(A)10ttagtgcagggaccaatt(A)1099 126920771 126920869 TTTGAGTCCTTGCACCAAAAT TGTGACATTCAATACAGCAAATG 276

Ai08B28212 Araip.B08 28212 p2 (CT)6 12 126929810 126929821 CCAAAACAGAATTACGGCCA ATTTGGTGGGGTTGTTCAAA 184

Ai08B28213 Araip.B08 28213 c (A)10cttccaagag(A)1333 126930317 126930349 TCTTAATGGCAATGTCGAAAAA TCGAAGCACTCCGAAGGTAT 269

Ai08B28214 Araip.B08 28214 p2 (TA)6 12 126930611 126930622 GCCTTCTCTACTCTGCCCAA TTTTCTTTTCAATTGGATCCCT 247

Ai08B28217 Araip.B08 28217 p2 (AT)7 14 126933198 126933211 CGACACTTGATGCTCAAGAAA TTAAGCCAAATACTAGACGTATTCAA 214

Ai08B28221 Araip.B08 28221 p3 (TAT)7 21 126937276 126937296 GCAAGGTAAAAATGTTGCGAA GTGGCTTGGGAGTTAGGATT 264

Ai08B28222 Araip.B08 28222 p3 (AAT)5 15 126941427 126941441 CTTGCACTATCCGCAAGACA TCCTTGAAAAAGGATGACAAAGA 280

Ai08B28226 Araip.B08 28226 p3 (TAA)7 21 126953525 126953545 GAGTACCGTCTCGCCAATGT TCAACCTCTCTCCACAACCA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28228 Araip.B08 28228 p3 (TAC)6 18 126958283 126958300 CCATGAAGACGAGGAGGAAG TCGATCTCTCCAGCAATTCA 275

Ai08B28233 Araip.B08 28233 p3 (CCA)5 15 126966523 126966537 CCGCATTCAACTCCTTCTTC CAACAATCCCAATTTCGTCC 269

Ai08B28234 Araip.B08 28234 p3 (TGG)5 15 126966962 126966976 AGGGGTTTTGCAGGATTCTT GAGCATTCCCAAAATCCAAA 246

Ai08B28237 Araip.B08 28237 p3 (GAA)7 21 126970034 126970054 TTTGCCACATCCTTTGTTGA AAGTGCAGCAATCTCCATCA 223

Ai08B28244 Araip.B08 28244 p3 (AAT)6 18 126979088 126979105 CCCGATCTCTCTCTACGTGC CCTATTTGTATGTGTGTTTGAAAATG 199

Ai08B28247 Araip.B08 28247 c (TA)13attggaaatagaaatcgaaattaaattttaattcaataa(T)1277 126981812 126981888 AACATGACTTTGGAGCCTGC TGATGGCTATGCTGGAAATG 278

Ai08B28248 Araip.B08 28248 c (T)13actattttctgttttttattttttgaattttgt(A)1157 126984469 126984525 TCGAGGTAAGGCTGATTTGG CCAAGAAAAAGCTGAAAATAGGA 271

Ai08B28252 Araip.B08 28252 p3 (ATA)21 63 126993008 126993070 GCTGCTGACAGAAGTAATGGG TCACCCAACAGCCATTAAAA 261

Ai08B28254 Araip.B08 28254 c (T)10attttgtttaaac(A)1033 126994381 126994413 TGAATTGATCGTGAAGCGAA TTCGATATTTGACTTTCATCGC 203

Ai08B28262 Araip.B08 28262 c (T)10ggggattttgttaagggtactaaattttctttttc(T)13cctcttcaataatgattggtcatttggttggagctatagtaaatgttggccttacataaattcatcaaat(A)14142 127002718 127002859 CCTAAAAGTTGGTAAAGAAAAGATTTG TTAGGCAGGTGACCCTACTAAG 280

Ai08B28263 Araip.B08 28263 p3 (TTC)5 15 127003603 127003617 CCCTTTTCAAGAACACCATCA AATAGGCGGAGATTGCAAGA 178

Ai08B28264 Araip.B08 28264 p3 (TTC)5 15 127008211 127008225 TGGAGATTCTTTTTCCCTTTG AACTTAGCATGGCAAAGCTATTA 262

Ai08B28265 Araip.B08 28265 p3 (TTA)5 15 127009581 127009595 TGGCCAAACTCAAATCACTG GTTGCAGGAGAAGGAGCTTG 236

Ai08B28273 Araip.B08 28273 c (A)10gagatacaaggagttaaagagatttctaaaactaacgtagcatcaaaatttttaagaagagcattgcaatgttgttgggaggttctaactacgaac(T)12118 127026000 127026117 TTTGGCACATATTTTTGGTGAC CATTGACGTTTTGTAAATGACCA 254

Ai08B28274 Araip.B08 28274 p2 (TA)8 16 127028080 127028095 CAATTCTACCCACCCCAAAC TAAGATGCTTGTGTGGCAGG 129

Ai08B28278 Araip.B08 28278 p2 (TA)8 16 127034363 127034378 CAATTCTACCCACCCCAAAC TAAGATGCTTGTGTGGCAGG 129

Ai08B28288 Araip.B08 28288 p2 (TA)6 12 127057204 127057215 ATATGGTTCCATTTAAAAGGTGTT TAACCGGAGAAACAAAACGG 158

Ai08B28294 Araip.B08 28294 p2 (AT)16 32 127069518 127069549 GCAAACACATCATTTTCTCTAATCTC TGGCTCACTCTTCTTTGCTG 220

Ai08B28295 Araip.B08 28295 p2 (TA)10 20 127069722 127069741 CAAAAATTGCTGGCCCTAGT ACCTCCATAGTTGCCAAACG 197

Ai08B28296 Araip.B08 28296 p2 (AT)8 16 127070677 127070692 TCGTAGAGAAGGGGAGTGGA TTCCGCATTCTTTACATCTTCA 272

Ai08B28299 Araip.B08 28299 p3 (CTT)5 15 127079855 127079869 AGGCTCTGACCCACCTGAAT AGCACAAAGATGCACACTCG 149

Ai08B28300 Araip.B08 28300 p3 (AAT)5 15 127090413 127090427 AACACCCTAACAAGGACGGA GCTACTAGTTTCTGCGAAAGATCA 238

Ai08B28304 Araip.B08 28304 c (TA)6ttactacacatctaagtattttttcatccaagtttatccaagtaggtccaacaccaacaaaaatcactctcattaaaagagccttattacacgcg(CTT)7128 127098174 127098301 GCATACACTAAAATCAGTCATCATGT GTGCACGAAGAAGAAGAACG 280

Ai08B28306 Araip.B08 28306 c (T)15aaatcaaatcataccttccgtttataatttttgtttttttaattttatcttaaaatgaaaacggacccttcgtttttagaa(T)11107 127112100 127112206 GACCACAAATCAAACCGTCC GAAGTGCTTTCCCTGCATGT 273

Ai08B28309 Araip.B08 28309 c (A)10catgttttcatttataac(A)1240 127115830 127115869 AGGTTCGAATCCCGCTTTAT TCGACCAAAAATCAACAGTGA 264

Ai08B28311 Araip.B08 28311 c (A)10gtgtaaattgattctagacatttagttagtatataggtaggcacatatatataattgctttgaaaaagggaaattaaaaagg(A)11103 127118498 127118600 TCCCGATGTGTTTAAAAGCC TGCATCCCTATCCAATCAATC 274

Ai08B28312 Araip.B08 28312 p3 (ATT)8 24 127118797 127118820 GCCATTTTCCCATAAAGCAA TGTGTTTTGGGTCTTTGAAGG 127

Ai08B28317 Araip.B08 28317 p2 (AT)8 16 127122308 127122323 CCAAATTAGTTTTAGGAATATAATGCG CGAACACCCCTCAATCGTAT 253

Ai08B28321 Araip.B08 28321 p2 (TC)6 12 127126274 127126285 GGAGTTGGAGAATTGGTGAA CCCGTGACTGAAGATCAGACT 277

Ai08B28322 Araip.B08 28322 c (T)10caag(A)11 25 127126661 127126685 GAAAGAACAAAGATTGAAAATCCA TAGTGATTCTCGGACCAGGC 219

Ai08B28323 Araip.B08 28323 p2 (AG)8 16 127127157 127127172 TCCCCTCAACAACAAACACA TGGGAACTAGGGACATCTGAA 185

Ai08B28326 Araip.B08 28326 c (A)12catttataacggtcggaatttgt(GA)953 127132655 127132707 CTTGTTATACGGGCACGAGG GAGTTGAACCTGAGTTGGTGC 265

Ai08B28329 Araip.B08 28329 c (TGG)6(TGA)8 42 127139356 127139397 GTGCTTCGTGAGGGAGTAGC CCGCCATTACCAGAAAGAAA 223

Ai08B28332 Araip.B08 28332 p2 (AG)17 34 127150024 127150057 CCATTCTTCCCTGGAAACCT CAAAATCCCTCCAAATCCAA 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28335 Araip.B08 28335 p3 (TTC)5 15 127158757 127158771 GGCTGACTTTGGTGGTTGAT TTGCGTGTTTCATCTTCGTC 275

Ai08B28342 Araip.B08 28342 c (T)12gggatctttgaccctcgttgtccat(A)1047 127175655 127175701 AAAAAGGGACAAGAGCTCCC TTGATTCGTACAATAAAAGAATTGA 247

Ai08B28348 Araip.B08 28348 p2 (AG)10 20 127184057 127184076 CCCACAGAACTTCATTGCCT TGCAGCTTGTGCATTTTGAT 186

Ai08B28353 Araip.B08 28353 p2 (AT)6 12 127191367 127191378 AAAGGCAAAAGTTGAAAGCAA TGTCTTGCTTTTTGAGCAGC 277

Ai08B28356 Araip.B08 28356 p3 (TTA)5 15 127194340 127194354 GGATTTTGTTTCATGGACGC TGTGTGCCTCTCCTCAAAGAT 178

Ai08B28363 Araip.B08 28363 p3 (TAT)7 21 127201955 127201975 TCGCAAACGTTAGAGACAAAA CTCAAGACTTTGAAGACCCCA 226

Ai08B28364 Araip.B08 28364 p4 (AATG)5 20 127202247 127202266 AAGCACGGCAGAAAGAAAAA TGGCTGGTCCAATAATGGTT 191

Ai08B28372 Araip.B08 28372 p3 (AGA)5 15 127209471 127209485 TTTCTCTGAGGCAACAACAA CGAATCGAGTTGGTGATGTG 262

Ai08B28373 Araip.B08 28373 p3 (CGC)5 15 127210303 127210317 TTGCTAAAACGCCTTGTGTG CATATGGACACAATGCCAGC 221

Ai08B28381 Araip.B08 28381 c (A)12gccaaataataaaagagtagaaactagaaatagaaac(T)1261 127231520 127231580 GGTCCCAGTTGTATATTCAAAACA GAGGTTTGACCGTTGACTAGG 279

Ai08B28383 Araip.B08 28383 p3 (ATG)6 18 127237103 127237120 TCGTAGCTCACATCGTCGTC TCAGAAGCTAAACCCCCAAA 276

Ai08B28386 Araip.B08 28386 p2 (AT)8 16 127245361 127245376 GATGGCCAAGCAAGTTCATT GTTCCTCTGATTGTGGGAGC 240

Ai08B28387 Araip.B08 28387 p3 (AAG)7 21 127248482 127248502 GAATGTGGGAATTCGATGCT CCACAACACTTGCAACCAAC 126

Ai08B28388 Araip.B08 28388 c (T)11attttccaacactaatcttactactaatccataatcc(ATA)1284 127253136 127253219 TCCCAGCTCAAGTTGTCAAA CACCTTCCATCTCTCTCCCA 272

Ai08B28389 Araip.B08 28389 c (TGG)7aaatgttattgttggtggcaccaccaacaa(TGG)772 127253429 127253500 TGGGAGAGAGATGGAAGGTG TCACCAACAACAGGTGCAGT 252

Ai08B28397 Araip.B08 28397 c (TA)6c(AT)8 29 127262648 127262676 AACCGTTTGTCACCTGCTTC ATCGTGCTAGCAGGTGGTCT 253

Ai08B28400 Araip.B08 28400 p2 (AG)8 16 127266546 127266561 CCACTTTGCCACCCCTAAAT ATGAGAAGCTTGTGTCGGCT 210

Ai08B28402 Araip.B08 28402 p3 (ATA)5 15 127268610 127268624 TTTCTTTGTTGCCAAGTGGG TCAAACATGAGGAACACATGC 151

Ai08B28404 Araip.B08 28404 p3 (TAA)10 30 127278635 127278664 ATCGCATGGAACTAGGTTGG AAGGAAATAAATTATGAGAGACAAAAA 241

Ai08B28407 Araip.B08 28407 p3 (TAT)6 18 127291319 127291336 TGTTCTGCCCTTCACCTTCT TGCTTAATTTGTTGTTGGCCT 271

Ai08B28408 Araip.B08 28408 p2 (AT)9 18 127292528 127292545 CTTGCCTTGCACATGACATT TGAAATATTTGTTAACATTCTTTTGTG 254

Ai08B28415 Araip.B08 28415 p2 (AT)8 16 127301522 127301537 TCATGCCACGTGTACACAAA TCATGATAATATGAGATTGCCACA 243

Ai08B28417 Araip.B08 28417 p2 (GA)7 14 127306935 127306948 GACGTGAGTGAGGAGGGAGA TAAATTCAAATCGCGAACCC 255

Ai08B28420 Araip.B08 28420 c (A)10tccataaaattcatttttcatctgtttgagcctatttactcctaaaatattatcaataaaagttttcttgaataac(A)1096 127310323 127310418 TCGGGTATATCCGCATAATTT CCCTAATGTGATATGAATTTTAGTGTG 272

Ai08B28421 Araip.B08 28421 p3 (GAT)6 18 127311262 127311279 GAAATTTTGTGCTTCCGCTC AATGAGAATGGCTTGAACCG 164

Ai08B28423 Araip.B08 28423 p3 (ATA)5 15 127314489 127314503 TGGCTAGCAACTTGTTTTTCG TTGATGGCCAATTGATGATT 227

Ai08B28425 Araip.B08 28425 p2 (AT)7 14 127321069 127321082 TGGTCATAAAATTATTAAAAAGGACA TGTGCCATCACGTGAGTTTT 280

Ai08B28427 Araip.B08 28427 p3 (CTT)6 18 127324206 127324223 AAGACAGGCAGGTCCATCAC GGAAAGTTTAGAGAACTCCCTCG 193

Ai08B28428 Araip.B08 28428 p3 (CTT)5 15 127325107 127325121 TCAAATGGCATAGTCTCCCC TTGCGACTTGGATTAATGGT 278

Ai08B28430 Araip.B08 28430 p3 (AAT)11 33 127326794 127326826 ATGCCTGCAACAGAGACAAA GAATTGGGCACTCATTTCGT 259

Ai08B28433 Araip.B08 28433 p3 (ATA)6 18 127333220 127333237 GACCGAGAAACCTAGCCACA GTTTGACCTCCCCGAGTACA 157

Ai08B28436 Araip.B08 28436 p3 (GTG)5 15 127334842 127334856 ACGCGATGAGAGAAGAAGGA ATCAAGAAGCAAGTGGTGGG 227

Ai08B28438 Araip.B08 28438 c (T)14catatagaaatcacaaatctcacttttcgatttgtgaagtttaa(T)1068 127335909 127335976 TGGTGATTACGACAAATCACTCT TTAAATTGTTTCACAAATCAAAAGA 276

Ai08B28441 Araip.B08 28441 c (CAT)5cagtttccacctttcatcttcttcttctcatatattctttcttcttcatt(TTC)580 127346214 127346293 AAATAAAATCCCACCCCACC GGCTTGATCTTCTCTGCACC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28443 Araip.B08 28443 p3 (GTT)5 15 127347226 127347240 TATATCTTGGGCAAGGGCAG CCCAAACCCCAATTCTTCTT 128

Ai08B28446 Araip.B08 28446 p3 (TGA)5 15 127350068 127350082 AACAGAGGATGCCAAACACC CGTCCATCATCAATGGAACA 156

Ai08B28447 Araip.B08 28447 p2 (TA)6 12 127350841 127350852 TTTTCCTTTCAATTTTCATCTGTT TCAAATGCAAATCTCTCTCTCTTT 276

Ai08B28450 Araip.B08 28450 p3 (ATT)14 42 127360705 127360746 TTGCTAATTATCTTGGACATCCT CAGTTCCTTTACAAATTCCAGCA 270

Ai08B28452 Araip.B08 28452 c (ATAC)11(AT)12 68 127365897 127365964 GAAGCTCTGCCACAATCACA TGAATGCAGGTATGCCGTTA 239

Ai08B28453 Araip.B08 28453 p3 (GAA)5 15 127366772 127366786 TCACCAGGTTGCAGACACTC CCAAGAGACCACAAATCGGT 262

Ai08B28454 Araip.B08 28454 p3 (ATC)29 87 127367815 127367901 CACTGATCCAACAGTCGTCG TTGGGCCTGTGGTTCTTAAA 279

Ai08B28456 Araip.B08 28456 c (T)10cggtttttcttatctgactactcccccaaacgacgtcattttacccatttag(T)1173 127368749 127368821 AACCGGTGAACTGTTTGGAC TGGCTTCCTTGCTTCTGATT 181

Ai08B28457 Araip.B08 28457 c (AG)10accgcgactggaag(GA)646 127370542 127370587 GCGCAAGGAAGAAACAAAAG ACTAGCGATGATGGCGATTC 250

Ai08B28461 Araip.B08 28461 p3 (AAG)5 15 127389294 127389308 AAGAAGAAGATCTAAAATGGGGTTT GATACCGTGGGAAACCAAAA 270

Ai08B28465 Araip.B08 28465 p2 (TA)7 14 127395017 127395030 CAGCTTGGTCAAAAAGCTCC CACCAGCCTTTTTCTCAACA 276

Ai08B28466 Araip.B08 28466 p2 (TA)7 14 127396690 127396703 GTGAGTCGGTTCAATGGTCA GCACCATCACAAAATGCAAC 267

Ai08B28467 Araip.B08 28467 p3 (AAG)6 18 127398131 127398148 TGATGAAATCGTTTTAGATTTATCCAT TGAGGAGTTCTTTTGTTTTGCTT 278

Ai08B28468 Araip.B08 28468 p2 (TA)7 14 127399100 127399113 TCTCCATTGACGGGAAACTC AAAATGTTAACGGGTTGGACC 270

Ai08B28471 Araip.B08 28471 c (ACC)6gaaacaaaaacctacgcccaaccagaac(CCA)6gtatcatcatgg(TCA)6gaattttttccaaaatcaaccaaaagtccaagctgaacaaaaac(CCA)5153 127417529 127417681 ATACCCTTCTCCCTTCACCC TCTGATTTTCTGAGGTGGGG 264

Ai08B28474 Araip.B08 28474 p2 (TA)8 16 127426092 127426107 TCAATCTGCATCACACCTCC ATTCGGTGTTCCTCATCACA 255

Ai08B28478 Araip.B08 28478 p2 (AT)16 32 127430430 127430461 TGAATAGTTTTTGTTAGCAATTTCA TGATTCATAAAATTTGAAGGATTTAGA 264

Ai08B28479 Araip.B08 28479 p2 (GT)8 16 127431434 127431449 GAAGTGGATTGCATGGTGTG TGTCCACTCACATGCTCAGA 215

Ai08B28481 Araip.B08 28481 p2 (TA)12 24 127451703 127451726 GTGAGTCGGTTCAATGGTCA TCTAAATTGTTTTTGGTCATAGGATT 177

Ai08B28483 Araip.B08 28483 p2 (AT)10 20 127453390 127453409 AGAAATGATCACAGCCAATGTG GACTTGACGGAAGGACGAAC 267

Ai08B28484 Araip.B08 28484 p3 (AAG)5 15 127454885 127454899 AGGCTAACAAAGAGGACGCA ACACTATGCCTCTGCCAACC 135

Ai08B28485 Araip.B08 28485 p2 (TA)10 20 127458658 127458677 TCTCCATTGACGGGAAACTC CGCTATCGGGTTGTACTTGAA 261

Ai08B28487 Araip.B08 28487 c (AC)7(AT)7 28 127463530 127463557 ATGCATAGTAATGGGGGCAC AAATGAGTGACGGCTGGAAT 239

Ai08B28490 Araip.B08 28490 c (T)11caagtactcttggct(TA)638 127468262 127468299 CGCCATAAAATTCTTCTCCAA TGCAACCTCAATTGCTTCTG 270

Ai08B28491 Araip.B08 28491 p3 (TTA)11 33 127479246 127479278 TCGTCGTTATCGTCATTGTCA TGTCAATGTTTTGGGCATGT 226

Ai08B28492 Araip.B08 28492 p2 (AT)6 12 127479649 127479660 TGACTACTCGTCCAACAAACAGA TTGGTGCAAAATTTAGTGAAAGA 167

Ai08B28493 Araip.B08 28493 p2 (AG)6 12 127481474 127481485 CTAACCCTAACCATCGCCAA AGCAAGACACGAGGCAACTT 277

Ai08B28500 Araip.B08 28500 p3 (TCT)5 15 127488867 127488881 CCTTCTCAACTGGTTCTGGC TATCCTGTGGTGCAGATGGA 276

Ai08B28502 Araip.B08 28502 p3 (TAA)6 18 127492562 127492579 GACGACGAAGACGAAGATCC AACGCTCTCCCCAATTTTCT 256

Ai08B28505 Araip.B08 28505 p2 (TA)8 16 127497187 127497202 CAGCTCGCGAAGTTAAAACC GGAGCTTTTGAAAGCGAAGA 235

Ai08B28514 Araip.B08 28514 p3 (ATC)5 15 127513416 127513430 AAACATTCAACCCAACCCAA AACCTTTTGGGGCATATGAA 239

Ai08B28516 Araip.B08 28516 p2 (TA)7 14 127514141 127514154 ATGGCTTTGGTCCCTTTTCT CAACCAAAGTCAGAGCAGCA 207

Ai08B28518 Araip.B08 28518 p2 (AG)9 18 127517713 127517730 TTTGTCTGGCCATATGAGAGG GCATTTGTCTTGCCCTATCC 254

Ai08B28519 Araip.B08 28519 c (TA)9agcaagaaagaagcacaatagttcat(TAA)559 127517936 127517994 GGATAGGGCAAGACAAATGC TGATCAAGCCAATATAACATGAAA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28520 Araip.B08 28520 p3 (TAA)6 18 127521188 127521205 GCCACGTTCTCATCAATCTG AGGTTCTCACTTTTTCCCCC 259

Ai08B28521 Araip.B08 28521 p3 (AGA)11 33 127521719 127521751 AAAGGGTACCCAAAGCTGGT CCTGCACTCCCACTCATTTT 239

Ai08B28540 Araip.B08 28540 p3 (GAA)8 24 127550179 127550202 CGTGAATTCTCTGCACCAAA GGTTTCTTCAATGGCCTCAA 246

Ai08B28546 Araip.B08 28546 p2 (AT)6 12 127564145 127564156 AAGTAAAGCATCCGGTGACG TCTGTCAACTTTACGTGGCG 182

Ai08B28547 Araip.B08 28547 p2 (TA)6 12 127566006 127566017 TGCTATCGACCATGCTAACG TTGAAATCAACTGTTAAAACGACT 174

Ai08B28549 Araip.B08 28549 c (A)12cacatttataatagaataatacgcacataaattaaagtacttgaacataatacatttgatctaagttcacacaaatataatacgtaac(A)10110 127569124 127569233 TGATCAAATTCAAAACCAAACAA CGAACTCCGGAATTGGTACA 273

Ai08B28550 Araip.B08 28550 p4 (GAAA)5 20 127569539 127569558 TTTCAATCAATGAAGCACGTC CAACGGAACAAAGAAGGGAA 251

Ai08B28551 Araip.B08 28551 c (T)11ataaatggttaaatataagttcgacctgaaaaggat(A)1158 127570683 127570740 TTTTCAGCCCTTTGCAATTT ATGTTTTGCTTTGGAGACCG 224

Ai08B28554 Araip.B08 28554 p3 (TGA)6 18 127575198 127575215 CACCACCATGCAATGTCTTC TCCAAAAACAACCAAAACCA 275

Ai08B28555 Araip.B08 28555 c (TGG)5ttctggttaggcgtttctgttc(TGG)552 127575346 127575397 TGGTTTTGGTTGTTTTTGGA CCTTCGGACGAAAATACCCT 161

Ai08B28558 Araip.B08 28558 p3 (CTC)6 18 127578366 127578383 AAAGGGTCCAGGAGGCTAAG CCTCAGAAGCACCAGACTCC 204

Ai08B28559 Araip.B08 28559 c (TC)7tttcttttctt(TC)6cctccctctcccctttcctctctctttctctctccctcccttctttctcttct(TC)7104 127588803 127588906 GGTTAACCAAAACCAAAACCAA GGGGAGAGATAGGAGGAGAGA 269

Ai08B28560 Araip.B08 28560 c (TC)7ccctctccccc(CT)739 127589019 127589057 CTCTCTCTCCCTCCCTCTCC AGAGAAAGAAAGACAAGGTGGA 263

Ai08B28562 Araip.B08 28562 c (GA)7aggatagagagaaagaaaggagaatgggagaaatagaggaaggggagagagagatagatagagagaagggg(GA)697 127589830 127589926 GGGGAGAAAGAAAGAGGGAA CTCTCCCCTCTCACCCATTT 230

Ai08B28577 Araip.B08 28577 p3 (TAT)6 18 127624704 127624721 TGTTCACTCTGGCACGAATC TTTGAAAATTTAGTCGTTGAGGG 214

Ai08B28579 Araip.B08 28579 p3 (AAT)6 18 127632008 127632025 GGAATAATAATGCAAACAAACGG TCATCCAGGAGGTGTGAGAA 263

Ai08B28585 Araip.B08 28585 c (TGG)7tagtgctggtagtggtgttggtgctggttgtggcggtggtgttggtat(TGG)687 127666100 127666186 TTGGTTGGTGTGATGCAGAT CGAAACCGTCCCTCATCTAA 280

Ai08B28589 Araip.B08 28589 p3 (AAT)6 18 127681686 127681703 GGAATAATAATGCAAACAAATGGA CATCCAGGAGATGGGAGAAA 263

Ai08B28590 Araip.B08 28590 p2 (AT)8 16 127682535 127682550 CCAAACAAAGAGTTCTTCGTCAA GCGAAGCAAAATCTCTTCCA 225

Ai08B28595 Araip.B08 28595 p3 (ATA)5 15 127699486 127699500 TGTTCTTTCCAAAATCAATTTCA TGCATCATGATTAGCATTTCAA 272

Ai08B28599 Araip.B08 28599 p2 (AT)8 16 127713388 127713403 AATTCAACAAAGTACATCAACTTCC CATTTTGGAATGTAATTTGGACA 170

Ai08B28601 Araip.B08 28601 p2 (AT)17 34 127725897 127725930 CTTAGCAGCCAGCCAGACTT GAAGCTAAACTTGCAACGGG 234

Ai08B28606 Araip.B08 28606 p2 (TA)6 12 127739226 127739237 CCCTGCACTAGGACGAGTTT CCGTCTCGTCCCTACTTGTC 263

Ai08B28611 Araip.B08 28611 p2 (TA)6 12 127747976 127747987 TTGGTGGACTGTTTGAGCTG TCACATCCAAATCCCGTACA 280

Ai08B28624 Araip.B08 28624 p2 (GA)8 16 127773018 127773033 TGCAACAATGAGGTAGGGGT TAGATTGGATGGCTCCTTGG 277

Ai08B28626 Araip.B08 28626 p3 (AAT)9 27 127777717 127777743 TTTGGGTTGGGCTTCTTTTA TTTTGGTTTGGCCATTTTTC 280

Ai08B28629 Araip.B08 28629 p3 (TAT)5 15 127781722 127781736 TTTGTTAGGAACTTATTTGGAGCA CAAAGCATTCATCATCAGCC 129

Ai08B28636 Araip.B08 28636 p4 (AAAT)5 20 127792512 127792531 AAAAGGAAGAATTAGGAGCATCA TGTTTGCTCTGGAATGTTGTG 143

Ai08B28651 Araip.B08 28651 p2 (AT)6 12 127816215 127816226 CAAGTCCCATCATCATCTCTTG TGATCTTGGTATTATGTTGGTTTTG 224

Ai08B28658 Araip.B08 28658 p3 (CAT)8 24 127821915 127821938 CCACCATGGTCATCTTCTCC CCTAAAAACGATGACACCAAAA 211

Ai08B28664 Araip.B08 28664 c (A)10tcaaattacttcaacttaccactcataccttacactcattactatagtatatcaacattaagtcattaaaatgaac(T)1096 127838283 127838378 CATCAACTTTTCCATTTTTATCCA AATTGTGGCCGCCATTAGTA 279

Ai08B28665 Araip.B08 28665 p2 (TA)8 16 127839194 127839209 GCCATTTTCTTCTCTGTCGTC AGACAAATCAGTTTAGCCAAAAA 154

Ai08B28668 Araip.B08 28668 p2 (AG)6 12 127842168 127842179 AATGCATATGGGTGGGAAGA CAGCGAGAACAACAGGTTCA 268

Ai08B28669 Araip.B08 28669 p2 (GA)8 16 127842356 127842371 TGAACCTGTTGTTCTCGCTG TTCGCTGTGAAACACCTGTC 112



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28676 Araip.B08 28676 p2 (AT)8 16 127852238 127852253 ATTCGGTGTTCCTCATCACA TGTCTCCACAAGGTCTCGAA 238

Ai08B28677 Araip.B08 28677 p3 (AAT)6 18 127853006 127853023 GGAATAATAATGCAAACAAACGG TGTTTTCATCGGGAGATGTG 267

Ai08B28678 Araip.B08 28678 p2 (TA)6 12 127855131 127855142 TCACGTGATCATGCAAAAGC TTATTGTGTGGGGTGCCATA 272

Ai08B28680 Araip.B08 28680 p2 (AT)6 12 127859694 127859705 TCTCAATTCGATCCTATCTAACTCG AAATGAGACTTGAACCCACAA 265

Ai08B28687 Araip.B08 28687 p2 (TA)6 12 127861017 127861028 TTTTTGAAGTGGGTGAGGAAA CATCACAATGCAAGAGTGGG 150

Ai08B28688 Araip.B08 28688 p4 (TAAT)5 20 127862782 127862801 AGGCATTGCTAACACGGTTT CACGACCACTGAAGAACAAGA 258

Ai08B28690 Araip.B08 28690 p3 (ATT)5 15 127866159 127866173 ATGGATTGGTTGTCAACGTG GGGTCCACGTGATGAAGATT 215

Ai08B28696 Araip.B08 28696 p3 (AAC)5 15 127877691 127877705 CCATTGGTCTTCCCTCTCAA CTATTATCTGCGGCGGTTGT 274

Ai08B28700 Araip.B08 28700 p3 (TAC)5 15 127885860 127885874 TGGTGAAATCATCATCATAACCAT TGGAACCAAAATCATACTTAACCC 280

Ai08B28702 Araip.B08 28702 p3 (GAA)9 27 127886629 127886655 TCCACGGCAAATTCATAACA CTGCTCCACGACCCTCAC 273

Ai08B28705 Araip.B08 28705 p3 (TAA)5 15 127893735 127893749 CGGGTCTTGAAAATGATGCT TGCCAGGCTATGACTAAGGG 204

Ai08B28706 Araip.B08 28706 p3 (ATA)6 18 127894966 127894983 TCTGGCAGATCTAATTTTCTGGA TCATGAGTGACGTTGTTGTGA 280

Ai08B28707 Araip.B08 28707 c (TAA)8(CAA)5 39 127895224 127895262 TCACAACAACGTCACTCATGATA TAGGTGTGCAGGACAAGTCG 271

Ai08B28713 Araip.B08 28713 p3 (TTA)5 15 127899613 127899627 AAAATGGGTTTCAGCTCCCT TGTCGGAGATGACACAGGAG 279

Ai08B28718 Araip.B08 28718 c (A)11tacctaatccgattcttgatatttttttggactgattagtccctgtgc(A)1069 127906404 127906472 GAGTGAATATTTCATCTGGCTCC TGACAACGAGATTCCTGTGC 163

Ai08B28729 Araip.B08 28729 p2 (TA)8 16 127918354 127918369 GGAAAAGGTCACACATAGGAGG TGGGAGGCCAATAAAATCTG 211

Ai08B28730 Araip.B08 28730 p2 (TA)10 20 127920384 127920403 AATAAAGGACGGTAAGATTTTGAA ACCAGCTTTTGGTTTAGCGA 270

Ai08B28736 Araip.B08 28736 p2 (AT)6 12 127935688 127935699 TTTGTGGTGTCATGAATCATTGT TGCTTTACCGAAAACATTGC 251

Ai08B28739 Araip.B08 28739 p3 (CCA)5 15 127941933 127941947 AGCGTAAACCACAATCCACA AGGAAGCCATGGTGAACATC 216

Ai08B28741 Araip.B08 28741 p3 (ATG)5 15 127947476 127947490 ATGTCCTTCGCAGCTGATCT CTAAGTGCTCCACCACCCTC 253

Ai08B28744 Araip.B08 28744 p2 (TC)24 48 127962857 127962904 GTGCCAGTGCGAACTGTAGA TCCTGCTAGCTCTCTATCCAGAA 278

Ai08B28749 Araip.B08 28749 c (AG)9tgcg(A)13gaaaaacagtaagtgtgaaaactctgaaaagtgaaaaccccaaaaaacccacaag(A)12102 127970232 127970333 GAGTCCAAAGCAAGTGGACC CGTTTGGAGAAAACGAATCC 261

Ai08B28750 Araip.B08 28750 p2 (CT)10 20 127970460 127970479 GGGGTTTCTTTCGTTTCGTT CCAAATCCAAACACCCAATC 212

Ai08B28752 Araip.B08 28752 p2 (TA)6 12 127984457 127984468 TTTGATCAGAGTCTCGTGCTG GCCTCTAACAATTACACACAAGCA 250

Ai08B28753 Araip.B08 28753 p3 (GAA)5 15 127986256 127986270 ATCTGGCGAAGGATGCTTTA CATGACTCCTTCACCTCCCT 245

Ai08B28758 Araip.B08 28758 p4 (AAAT)5 20 128003150 128003169 CATCGCGGTAAACCTTTCAT CTACTCCGAGTTGCTCCACC 280

Ai08B28759 Araip.B08 28759 p3 (TCT)5 15 128004042 128004056 AAAAACGCAATGCAAGGTCT CGTGCAAGAAGAAGAAGAACG 189

Ai08B28768 Araip.B08 28768 p3 (CAT)5 15 128021320 128021334 GGGTCTTTTGTTCACACATTCTT ACCCATGTTGGTTTTGGTGT 210

Ai08B28769 Araip.B08 28769 p2 (TA)6 12 128025788 128025799 AAGACGGACAAAGAGCGAAA TGGTTTGCTTTGTTTGATGC 275

Ai08B28773 Araip.B08 28773 p2 (CA)6 12 128033271 128033282 TGATCCACTCCTCGGAAATC CGGAGGCAGAGAAGTTGAAG 228

Ai08B28786 Araip.B08 28786 p3 (AAG)5 15 128056839 128056853 AGAAGATAAAGCGGCGAACA GATAATGGCAGAAAGCTCCG 236

Ai08B28791 Araip.B08 28791 p2 (GA)6 12 128060687 128060698 TTTATGTTTCACGCCGTCAG GTTCCCATGGCAATCAATTC 111

Ai08B28796 Araip.B08 28796 p3 (ATT)7 21 128079759 128079779 TTGGCATTTTGGAATTTTGG TCCTCGGATAAATAAATCTCCC 274

Ai08B28798 Araip.B08 28798 c (GAA)5gagaaagggttttgtgtttggtttggggatttcgctttcgaagct(AAGG)684 128090268 128090351 TCTTCTGGTTCGATCGGTTT CAAAGGTGACGTGTCTTCCA 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28804 Araip.B08 28804 p2 (AT)8 16 128109683 128109698 TGCATACCTGTGAAGGATTTG TGGATATTCTCCTTTCACCCA 220

Ai08B28810 Araip.B08 28810 c (AAT)6gaagctcttcttgttcatggaaatgatgacgtcatcacttcaa(CTT)679 128120376 128120454 TTCTGGCCCTCTAAGCAAAA ACCTGAAACGTCTTTGACGC 235

Ai08B28811 Araip.B08 28811 c (TGC)7aagaagaggacactacgataggactaagtccgcggcttcgagtgctctcaagggacttaagttcatcgctaagggtggc(GGT)5115 128120741 128120855 CGACTCGCTTCGATTTCTTC AAGAGAGACCGATGAAGCCA 263

Ai08B28813 Araip.B08 28813 p2 (AT)8 16 128124921 128124936 TTTGGTTTCTACTATCATTCCATGT TCAAAAATGTTATGTCACCGTGT 183

Ai08B28815 Araip.B08 28815 c (AT)12cacagtnnnnnnnnnnnnnnnnnnnnnnnnntcatgatcaatttagctattt(ATA)17127 128128539 128128665 TTGGAAGAACCAACAAAAAGG TTGTCCAAATTATCTTTCACCAA 267

Ai08B28816 Araip.B08 28816 p2 (AT)6 12 128129231 128129242 GCTGACAATCTATATGAGAAGGGAA TCGTAGGTGTGTATTGGGTGTC 249

Ai08B28817 Araip.B08 28817 c (GAT)5ctacatcactttgtgc(ATG)546 128130583 128130628 ACCCCGTTTCCAAAATCTTC GGAGGGTCTTGTACCTTTGG 198

Ai08B28822 Araip.B08 28822 p2 (AG)6 12 128142117 128142128 CGATTGGAAAGGAAGTGGAA CGATGATTAAAAATCGGATGC 179

Ai08B28823 Araip.B08 28823 p2 (TC)6 12 128144581 128144592 TCCTCTTTCCATCAAATCGC CGCTCTCCCTCTTCCTTTTT 252

Ai08B28825 Araip.B08 28825 p2 (AG)24 48 128151780 128151827 GTCGTGCCATCTTCACTTCA TAAGATCCACCGCACGTACA 222

Ai08B28826 Araip.B08 28826 p2 (TA)8 16 128153775 128153790 CCTGAGGTCGAGAGTTCGAG GGAGTTTCATTATCCACTTCCA 219

Ai08B28827 Araip.B08 28827 c (A)11ttacaaaaag(A)1031 128155935 128155965 CTTTCACTCTTTGTTCCGCC GAAACTGCTCTCAGTTCGGG 218

Ai08B28835 Araip.B08 28835 p2 (AT)10 20 128166263 128166282 TTGTTCAAGGTGATGATGGC CTGACAACTACCTTGCGGGT 264

Ai08B28842 Araip.B08 28842 p3 (AAT)6 18 128178119 128178136 CTCAATTAAGAGGTTGCGGG TTGCCTTTCGTCAAAGAGGT 113

Ai08B28843 Araip.B08 28843 p2 (TA)7 14 128178389 128178402 ACAAGCAGCAAAAGACCCTG TCCAAACTCAACCTAACTCCA 279

Ai08B28848 Araip.B08 28848 c (A)11cctaatccggcccctaacaattacttcaaaaggacaacgaggctcctgtgccaaaaaaaagtcaatgttgttttttttggcataggaactaatcagttcc(A)11gatcagggactggattgaatg(T)10153 128183005 128183157 TTCAAAATAGCCCCTGACAA CTCGAAAGGACAACGAGACC 228

Ai08B28850 Araip.B08 28850 p3 (AAT)5 15 128187271 128187285 TTTGGGAGGTTGATGAGGAG CTCTGCCGGGTCATATTCAT 212

Ai08B28864 Araip.B08 28864 c (A)10tt(A)10 22 128231573 128231594 AAAAAGGGCTTATTTGGACG GGTGTATTTTTGTCCCTTCTTCC 269

Ai08B28866 Araip.B08 28866 p3 (GAA)5 15 128232444 128232458 AGAACGTGGGTTCACTCCAG CAGAGGACATCGCAGAAACA 203

Ai08B28868 Araip.B08 28868 c (A)10cacaatatgttaaaaattattttttattataaaaagtt(A)1058 128239282 128239339 TTGACGCATCAAAAAGCTAGT CCAAGGAGATTTACCAGCCA 257

Ai08B28875 Araip.B08 28875 c (A)10gagagaaagaaaaaaaacttcgagattttcaatggtctaaaaaagaggggattaaatctagagctgctttttaag(T)1196 128260120 128260215 AAGACTACGAGCAACTATTAACCAA CACAGCAAAATTTGTTCTTGAAA 213

Ai08B28879 Araip.B08 28879 c (A)10tcttccctttctggcaccatctcaagcacttatatatatttgataaactatgatccatattattcat(TTA)592 128262806 128262897 TTCAAACCACCAAAACCACA TCAGGTTCAGGATTCGTTGA 243

Ai08B28882 Araip.B08 28882 p2 (AT)6 12 128271532 128271543 GGGCTATGTATGTCTCATGTTCAC CCTGATTTCATAAAAATCGAACA 245

Ai08B28883 Araip.B08 28883 p2 (AT)6 12 128271894 128271905 GGGCTATGTATGTCTCATGTTCA TTTGAAGTATATCAGGAACACCGA 245

Ai08B28885 Araip.B08 28885 p2 (CT)11 22 128277264 128277285 CAATTGTTCCAGTTGGGCTT GCAATGACTGCATTGGGAAT 217

Ai08B28889 Araip.B08 28889 p3 (TAT)15 45 128280685 128280729 ATTACTTTCCGTTAACGCCG ATCGCCGTCCTCCATAGTTA 255

Ai08B28890 Araip.B08 28890 p2 (TA)7 14 128284953 128284966 TCTTCCTGCTTGGGTTCACT AGCTAAATTGAATGTATTAGTCTCGAT 247

Ai08B28892 Araip.B08 28892 c (T)10atttggtactcaaaaatataaaatatttaccgaattaaatttaattaaaatttaaaatactagtcatatt(A)1090 128289516 128289605 CAAATTAAATATGAGCAAACAATAACC TTTTTGTGTTAGGCCTGCAA 275

Ai08B28899 Araip.B08 28899 p3 (GAA)5 15 128296854 128296868 CACCAAATCTGAACCAAATTCA TCCTCCTTCTTTGTCTTCGC 220

Ai08B28900 Araip.B08 28900 p3 (TTC)14 42 128297962 128298003 CACCCCACAGTCGTTTGTTA AAAACGCGAACAGAGGAGAA 134

Ai08B28901 Araip.B08 28901 p3 (TTC)5 15 128298105 128298119 TCCTCTGTTCGCGTTTTTCT GTTGTTCAGTTCGATGGCCT 260

Ai08B28902 Araip.B08 28902 c (TCC)6ttcttctttcaaattcacgcacgtagg(TTC)560 128298383 128298442 AGGCCATCGAACTGAACAAC AACAACCAATTTCAAAGCCC 219

Ai08B28903 Araip.B08 28903 c (AGG)5aacgcgaagaagaaggcgaagaagaagaagacgctccgtgcgtaaacgagcctgagaagaagaagcgcggg(AGA)5agcgtgggggagaag(AGA)6gaagaagaagaagcgtgatggagaag(AGA)5175 128299800 128299974 GAAGAAGAAGGAACGCGAAA TGAGAGTGAAAACACACGCC 262

Ai08B28904 Araip.B08 28904 c (A)11tacaaattcacttaatttcttata(T)1045 128305512 128305556 TTTCTTTCTTTCTTATTTTCCTTCAA CGCTTAATTACCAAACCTCCC 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B28908 Araip.B08 28908 p3 (GAT)6 18 128311124 128311141 TGCCTTGGATCCACCTTAAT TCACACCCTCACTTCAATTCC 231

Ai08B28909 Araip.B08 28909 c (T)10cataattttcatcaaattacgagaaaaagaaaaagaagaacgcaagtaagaggaaaag(A)1078 128311686 128311763 TGTACAATTGCAGTGTGCATGT GGTTCAAAACTGCCGCTAAA 205

Ai08B28911 Araip.B08 28911 c (A)15caataatgttagggagacaaaaaaaaattaaaaatttaaaaataacaaaatttttttttatta(T)10acaaaaaa(T)13109 128319849 128319957 GCGGGTTCGAGTCTCCTATC CCTAGCATAGCACAAGCTAAGACA 278

Ai08B28921 Araip.B08 28921 c (A)10ttaaattt(A)10 28 128340449 128340476 CATTGCTACTCAAAACCTTGGA TTGCAAGCAATTGGACTTTG 245

Ai08B28924 Araip.B08 28924 p4 (ATAA)7 28 128343082 128343109 GCACACAACAAACCACGATT ATGCTTCCACATTTCGATTT 276

Ai08B28931 Araip.B08 28931 p3 (ATG)5 15 128358046 128358060 CCGAGACTTAAAAATTATGACACCA CATCACCACTACCACCATCG 223

Ai08B28932 Araip.B08 28932 c (A)10(T)11 21 128358562 128358582 CCAAACAAAGTAAAAATACCCCA AACCAATTTGGAATCAAGTTTTC 230

Ai08B28936 Araip.B08 28936 p2 (AT)7 14 128365169 128365182 TGATCTTGGTATTATGTTGGTTTTT AAACAAGTCCCATCATCTCTTG 214

Ai08B28938 Araip.B08 28938 p3 (AGA)5 15 128367674 128367688 CGATTCATTATGCAAAAACCTG CGCATGTTTTTCTTCTTTCATTT 199

Ai08B28940 Araip.B08 28940 p3 (GAG)6 18 128367904 128367921 AAGAAGACGAACCTACGCGA AACTTTTCAAATCACGCGTTC 110

Ai08B28942 Araip.B08 28942 c (A)11ttatataaagcaagagatatctgcaaaaattctgttcgc(T)1262 128373912 128373973 CAACGAGTGGAGATGTGTGG CGACTTGCAAGCAGTTCAAA 274

Ai08B28948 Araip.B08 28948 c (A)10ggagatttatgtagaaattctcttcactttta(T)1052 128379309 128379360 TGAATTTTTGGAGAGGGTCC TCAAACCATGAGATATGTACAATAAGA 118

Ai08B28952 Araip.B08 28952 c (AGA)5gaaggaagaggaggaggaggtagtatacgtgaatttgaaagaagaagaagatgatgtatgcgtgtatttga(AAG)5101 128383606 128383706 TCAGATTCAGAACACCTGCG AGCGTTATTACACGCGCTTT 233

Ai08B28961 Araip.B08 28961 c (TC)7actctttcattagtggacccctacctcattgttgaaattgaattcttcaacccttaacaaaccattcatttttgtcattttatccatactattaaatgc(T)10c(T)11135 128409753 128409887 TGAAACCGGAATCACAAAGA CGAAGCTTCCTTAAACCTAAATTC 267

Ai08B28963 Araip.B08 28963 p3 (ATA)20 60 128410742 128410801 CAAAGCATTCATCATCAGCC TGCTTGTTGGTCAAATTGTTT 187

Ai08B28971 Araip.B08 28971 p3 (AAC)5 15 128427162 128427176 CAGCGAAATCGAAAGAGGAG TTACTTGCTGCAAATCGACG 248

Ai08B28975 Araip.B08 28975 p2 (AG)7 14 128437086 128437099 TAGTACCACCCCCAAATGGA CTGCAACGAACTTGGCACTA 201

Ai08B28977 Araip.B08 28977 p3 (AAC)5 15 128439743 128439757 TCCCAAAATGAGATTAACCCAC CAAGTTTAATCTACACCCTATTCTCTT 248

Ai08B28984 Araip.B08 28984 p3 (TAA)5 15 128452687 128452701 TGAACGTAATCTGCGACAGC GCGAAATTGGCAAACAACAT 249

Ai08B28989 Araip.B08 28989 p2 (AG)21 42 128459736 128459777 TGCCAAAATATGGAAGTCACC GCAGGGAGATGTCTCTGGTT 181

Ai08B28991 Araip.B08 28991 p3 (AAC)6 18 128463829 128463846 CCCTAAGGATGCCAAAACAA CCATGGGATAGGAAATGTGG 149

Ai08B28993 Araip.B08 28993 p3 (TAA)6 18 128466832 128466849 TCTCTGGAAAGCACAGAAAAA TGCTTCTCCAAACGTCAGATT 177

Ai08B28996 Araip.B08 28996 p3 (TGA)5 15 128475195 128475209 AGTTGGACCCAGCAATCAAG ACTTCGCCCCAGATTTAGGT 146

Ai08B29000 Araip.B08 29000 p3 (ATT)5 15 128494090 128494104 TGTCGAAGTAGCCACCATCA CCGTTAGGGTATTCTTGGCA 225

Ai08B29002 Araip.B08 29002 p2 (TA)9 18 128495804 128495821 ACTTTTTGGTGTCCCTGACG CGTGGAACACGGGATAATTT 199

Ai08B29004 Araip.B08 29004 p3 (CTT)5 15 128497213 128497227 ATCGCACATGCGTTTCAATA GTTTGTGCTGTTGGTGATGG 154

Ai08B29008 Araip.B08 29008 p3 (ATT)6 18 128507336 128507353 CATAAAATTGAGCCGCATGA TTTAGGATGATAGCCACGGG 253

Ai08B29009 Araip.B08 29009 p2 (AG)7 14 128508366 128508379 CCCTGCTTTAAAAATGTTGC GAGGTTTTCGGTTGAAATAAACA 276

Ai08B29016 Araip.B08 29016 p3 (ATT)5 15 128511988 128512002 TTGCTTCCAAGAAGTGATATGC GGGTAGCACTTCTCTAATTTGC 225

Ai08B29019 Araip.B08 29019 c (A)10ttaattttgaaatgaaaaaatgg(T)1144 128513702 128513745 CAGCGGCAGACCCTTAAATA CGAGCTTATATCTAAAAATGGAAAA 182

Ai08B29020 Araip.B08 29020 p3 (TAT)6 18 128515340 128515357 TCTAACACACCCAAATATGCAA GGTGGGTCAAGGAAGTGAAA 139

Ai08B29024 Araip.B08 29024 c* (A)14(AAG)7* 33 128527544 128527576 CGCCAATGAATAATAGCTCAAA CTCCGATCCTCTTCACCTTG 215

Ai08B29031 Araip.B08 29031 c (T)11ataagttatagttag(A)1137 128541801 128541837 CGCCCAAATATACCAATTTAGC AAACGTCACATGCATCTTGTAAA 215

Ai08B29033 Araip.B08 29033 p4 (TTAA)8 32 128545663 128545694 TCATGAACCTACGTCAGCAA CGTCACGAGATATTGCCCTT 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B29037 Araip.B08 29037 p3 (GAA)6 18 128547701 128547718 ACTCCCAAAAGCACCAACAC CTTCGCATTCCCCAAAATAA 253

Ai08B29038 Araip.B08 29038 p3 (AAC)5 15 128547921 128547935 TTATTTTGGGGAATGCGAAG TACCTTTGGGTGAGGTGGAG 217

Ai08B29039 Araip.B08 29039 c (T)10gaattttttgatttttgatttttgtgtgtgagtgttgttggtaac(TGT)570 128548089 128548158 CTCCACCTCACCCAAAGGTA CCTGTAAAGTGCAGCTTCCG 195

Ai08B29044 Araip.B08 29044 p2 (AT)10 20 128557694 128557713 TTTTGGATTCGAATTTCACTTTT CCAACCCGCATTAAAGAAGA 275

Ai08B29046 Araip.B08 29046 p3 (TTG)5 15 128559542 128559556 AGTCATCGCCGGAATCATAG CTTCATCTGGAGCACAACCA 207

Ai08B29047 Araip.B08 29047 p3 (GTG)10 30 128559673 128559702 TTGGTTGTGCTCCAGATGAA ACCGCCACTACTGATTTTGG 178

Ai08B29048 Araip.B08 29048 p3 (GAA)7 21 128559879 128559899 CCAAAATCAGTAGTGGCGGT TCTTCCCTGAACCAGACACC 202

Ai08B29050 Araip.B08 29050 p2 (TA)8 16 128562713 128562728 CCCATCGCATTCAAAAAGTT AGCATCATTCGCTCTCCAAT 276

Ai08B29051 Araip.B08 29051 c (T)10aactgattagatga(T)1034 128565229 128565262 ATTGCAGCATCAAAAATGGA AATCAGTTTCGGCCATTCAT 207

Ai08B29055 Araip.B08 29055 p3 (AAC)5 15 128575402 128575416 TTTTGGTCACTTCAATTTTTATGG TCATGTAACCGACCCCACTT 273

Ai08B29060 Araip.B08 29060 p2 (AT)6 12 128596279 128596290 TGAGAGTCGGTGAGGTGATG GAAAAATGTGGTCGTAACCCA 101

Ai08B29061 Araip.B08 29061 c (TAT)12ataaactctnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnttattgttgaattgttg(TTA)12146 128596411 128596556 TTTTTCCCTTTCTCTCCCAT ACAATTGGGAAACGCTTCAA 252

Ai08B29063 Araip.B08 29063 p2 (TG)6 12 128598918 128598929 GATGCCAACATTGGAGGAGT CACCGGGTTCTCCAATAAGA 252

Ai08B29065 Araip.B08 29065 p3 (TGA)6 18 128607883 128607900 CCCTGCTGCTATATCTCCCA TGTGTGAATTGCAGGGAAAA 276

Ai08B29067 Araip.B08 29067 c (CAC)5caactgccactccaccaccattatcaacatcatcatcac(CAT)569 128609724 128609792 GGATAAGTACGATTTTGGTCCC AAATCGTCCTGGTGGTGGT 274

Ai08B29070 Araip.B08 29070 c (A)10ccttcacattttcca(T)1035 128610184 128610218 AATGTACGGCAAATCCAACC CCATGGTCACTTCATACCCC 156

Ai08B29072 Araip.B08 29072 p3 (ATG)5 15 128613294 128613308 TCGGACTCTAATTAAATCCTAAATCC TGTTCCTCAACTTGCAAAGC 256

Ai08B29074 Araip.B08 29074 c (T)10ctcttttttaccattaatcactgtttttatgccaactttt(A)1262 128613832 128613893 TGTGTAAATAATGATTCAGGGACAA CCCTGTATTGGGAAAGACACAT 260

Ai08B29075 Araip.B08 29075 c (T)11aattttaggttagagtcttaaaaatagagaaaataattaaaatttaattattcaattgnnnnnnnnnnnnttcgatctctata(T)16110 128614107 128614216 AAAATGAAAATTAAATGGTCCGAA GATCTTGACGACCGCATGTA 257

Ai08B29076 Araip.B08 29076 c (AAG)5aggaggaggatggaaaactcaacacctccatggaag(ATA)566 128615118 128615183 CTGGTTGTCCTGGAAGCATT AAATCCAAAAGCATGGCAAA 166

Ai08B29077 Araip.B08 29077 p3 (ATT)5 15 128619846 128619860 GTTTGATTTTCTCAGGCCCA CTTAACCACCACAAAGGGGA 151

Ai08B29079 Araip.B08 29079 p4 (TAAA)5 20 128621232 128621251 GCTCAAGGAGCTGGTAAAGG TTGTTTTGGAGTTGGTTGAGG 204

Ai08B29080 Araip.B08 29080 p2 (AT)6 12 128621890 128621901 GGAGGCAAAGCTTATCCACTT CCGGAGCCCCATACTAATTT 257

Ai08B29089 Araip.B08 29089 c (T)10gtctacctaacattattcctcttcacttaattctggaagacataagtaatagaatatcaacat(TA)685 128644137 128644221 AAAATCAGCCAAAAACAACCA TTGCATCTAGCGATTCTTCTTTC 235

Ai08B29093 Araip.B08 29093 p2 (AG)6 12 128651407 128651418 TGGGTACAGCGGAAGGTTAG CTTTGCCCAAATCCACACTT 160

Ai08B29100 Araip.B08 29100 p2 (AT)8 16 128669562 128669577 TGATCATGCTTCATTGGCAT TTCTGATTTTTGTTCAGTCCCA 129

Ai08B29102 Araip.B08 29102 p5 (AAATA)5 25 128670609 128670633 TGGATTCATCCATCCATCTACTT TGAGTTTCTGATACCTTTCCTATGG 235

Ai08B29108 Araip.B08 29108 c (A)10gtgtagggacccaatt(A)1036 128685524 128685559 TTTTAATTGGGTCCCTGCAC TTCGCGAAATTTTCAATTAGG 211

Ai08B29110 Araip.B08 29110 p3 (TAT)10 30 128694249 128694278 GAAGGCTCATTTTCTTGTAACCA GTGCATTTTGACTGGTCCAC 176

Ai08B29111 Araip.B08 29111 p3 (ACA)5 15 128695097 128695111 TGATGGCTGCTTTTTCTTCAT TGAAACCTTGTTGCAAGAGC 206

Ai08B29113 Araip.B08 29113 c (T)13caaaatcagttgttgaatagggaaaaaaaatactaagacgtcttatttttgtg(T)1177 128695627 128695703 ATTTTAGCGTTGCGCTTTGT GACTACTTTATTCAACAAGTGTTTTCA 279

Ai08B29116 Araip.B08 29116 p4 (TAAT)6 24 128697337 128697360 AACTTTCCAGGGATTCAGCA TCACCCCTTTAATCTCATGGAC 175

Ai08B29117 Araip.B08 29117 c (T)11a(ATT)7 33 128697626 128697658 AAATTCCGACCAAATAAGACCA TTGCAATGTTCAAAATAAACTTGT 251

Ai08B29124 Araip.B08 29124 p2 (TC)7 14 128709458 128709471 ATCTGAAGCCAAAGCCAAAA ACTTAAGCGGACGAGTGAGC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B29125 Araip.B08 29125 p4 (AAAT)6 24 128709860 128709883 TTTCGAATCTCGCCTTATGC TGTTGGCTTAGGGATGGAAC 224

Ai08B29134 Araip.B08 29134 c (TA)6cacaacaatagaggtgcaattttcct(TA)650 128727506 128727555 GAGGTGCGATTTATCCAACAA CCTCTAAGGAACTGCCATGC 196

Ai08B29137 Araip.B08 29137 p4 (TATT)7 28 128729482 128729509 AGGCAAGTCATCCTTGGCTA TCTCTCCACCAAACGCTACC 279

Ai08B29138 Araip.B08 29138 p2 (AT)9 18 128730392 128730409 TTTGCTTGATTTTCTGAGTGTCA GCGAACAGATTCAGTGCAAG 277

Ai08B29141 Araip.B08 29141 p2 (AT)9 18 128731203 128731220 CATGCATTATTCCAAGCTTCA TCATTTTAATCCGCAATCTTTG 259

Ai08B29144 Araip.B08 29144 p2 (TA)6 12 128733032 128733043 AAAAATTCAAATTTGCAGCGA TGCTTCAAACTCATGGGAAA 241

Ai08B29148 Araip.B08 29148 c* (A)10(AT)9* 27 128739747 128739773 TGGGAAGCATGCTCATGTAA CAAATCGAAAACTTTTGGGATAA 269

Ai08B29149 Araip.B08 29149 p2 (TC)10 20 128745973 128745992 TTCTCCGATTCACACTTCCA CGTTTGGATTCAGAACGAATG 275

Ai08B29153 Araip.B08 29153 p3 (TTC)6 18 128754707 128754724 AACTTTGCAAACCCCACAAG CCACCACCATAGCCATAACC 189

Ai08B29157 Araip.B08 29157 c (T)13acatttataaacaaataaactattgtaccttggcaggccttcttaggtactatttctgtaatgtaatcttgggcttctaggcccgtctagtgtacc(A)11120 128757793 128757912 CATAACCAAACTTTTTGCCAGA GGGAAACAAAATGGTGCTGT 214

Ai08B29158 Araip.B08 29158 p3 (ATA)14 42 128762440 128762481 CTGAGGCTATGATTCCCTGC GCATGATAAGTTTTTCTCCGGT 159

Ai08B29163 Araip.B08 29163 p3 (TTA)5 15 128767653 128767667 TGCATTTTAAATTAGCATTTGGG GGGCAACAAAAATCAAACACA 260

Ai08B29164 Araip.B08 29164 p3 (TCT)5 15 128768014 128768028 TGCCTCCTCTTTTTCTTCTCC ACGTGCAGTCAAGAAGAACG 118

Ai08B29165 Araip.B08 29165 p3 (TTC)5 15 128768162 128768176 GCTGCACGTTCTTCTTCCTC TCTCCTCCTTATCTTCTGCTGC 196

Ai08B29167 Araip.B08 29167 p3 (GAG)6 18 128768745 128768762 AAAGGCAAAGAGAGAACGCA TATACGATTTCCATGGCGTG 153

Ai08B29168 Araip.B08 29168 c (CAC)5gtaccacctcctcctccttttcttctttcttcttttttcgtttgaatttcttttattctctcttttcctcctt(CTC)5t(TCC)8128 128769186 128769313 TTGTCGCTTTTTCTTTTGTTCTC GCATCATCGATATGGCAAAA 275

Ai08B29169 Araip.B08 29169 c (TTA)15(TTG)8 69 128771780 128771848 CATGCATGGTAACCACAGTCA TCCTTGTAGAGGGGTGTTCAG 152

Ai08B29174 Araip.B08 29174 c (T)10agttgggtccctataaaattaagctaattactagtaagagggacttaatt(A)1070 128782439 128782508 TGAGTCCTTGCACCAATTTTT TAATCGGGTCCCTGTACCAA 171

Ai08B29175 Araip.B08 29175 p3 (TTA)5 15 128784900 128784914 TGGCGAGTCATATAGCCTCAT TGCCGCATATTCAAGAAGAA 138

Ai08B29176 Araip.B08 29176 p4 (AGTT)5 20 128785218 128785237 GAATAACGACCAAGCCAAAA TTCTGTTTTCGCGACACTCTT 240

Ai08B29177 Araip.B08 29177 p3 (TAT)5 15 128786146 128786160 ACTCACGCATGATCCAATGA TGGAAAGCAACTGGATCAGA 148

Ai08B29185 Araip.B08 29185 c* (T)11(TA)11* 32 128797067 128797098 AACCCGGTGATGTTTTTCAC ATGGCAAGAGAGGGGTTTTT 279

Ai08B29189 Araip.B08 29189 p3 (CGG)5 15 128803064 128803078 GAAGGAGCAGTTGCAGAAGC CTGTGATTGACTCATCGCGT 152

Ai08B29193 Araip.B08 29193 p3 (AAT)5 15 128809122 128809136 CATCGTTGCTTCCTAAACCTG TTGCATCGAGACAATGTTCA 174

Ai08B29196 Araip.B08 29196 p2 (AT)8 16 128812682 128812697 ACGGCTCTCAACTTCATGTG AGCCTTCGGGGATATCAAAT 205

Ai08B29203 Araip.B08 29203 p3 (TAT)6 18 128821733 128821750 AGCATTGATCACAACTCACGA CACGCGTGAACAGTGGAAT 272

Ai08B29207 Araip.B08 29207 p2 (AT)6 12 128824588 128824599 GTGCAAACAAATGTGTCACG TCTTTCCCTTACCCAAACACA 249

Ai08B29208 Araip.B08 29208 p5 (AAAGA)5 25 128824802 128824826 AACTCGATATATAAATGTGTTTGGG GGGCCACACAAAATAAACCA 276

Ai08B29209 Araip.B08 29209 p3 (TTA)12 36 128824936 128824971 GTGTGTGGCCCAATACCATT CATATAGGCTTTGAGGGCCA 155

Ai08B29210 Araip.B08 29210 p3 (ATT)5 15 128825420 128825434 AACCATGCCACACAGTCCTT TGCTGCCACATATGGAATTG 264

Ai08B29212 Araip.B08 29212 c (TCT)5ct(ATG)9 44 128827190 128827233 AAGGGTGCCTCTAGCTTCAA TGAAGAACCCCACAACAAGA 117

Ai08B29213 Araip.B08 29213 c (T)10gtgatga(T)10 27 128827634 128827660 ATCCGGATCGACATGAAGAA CGGCGAATTGGTCGTATTAG 211

Ai08B29216 Araip.B08 29216 p3 (TCT)6 18 128829672 128829689 GTTGCTACACATACGGGCCT TGAAATCGAACCAAAGAGGG 146

Ai08B29217 Araip.B08 29217 p2 (TA)8 16 128831058 128831073 AGAACAAGCAGAGGGCATGT ATGAGTCCACGATTTTTCGG 267
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Ai08B29219 Araip.B08 29219 p3 (AAG)5 15 128832202 128832216 GAAAGAGAAGGCAAGCAACG GAACCGTTTTCACTGCACCT 200

Ai08B29222 Araip.B08 29222 p2 (AT)7 14 128836905 128836918 TGCAAAGAAATGTGATTGGC TTGCACACTGAACTGCAAAA 261

Ai08B29224 Araip.B08 29224 p3 (TTA)5 15 128837832 128837846 TCAGAAAATGAAAGGGCCAC TGCAAATCGAAAACATTAAGGA 244

Ai08B29225 Araip.B08 29225 p3 (TTA)15 45 128839079 128839123 GGGTTTGGGGGTATTATTGG CATCCATCCATCATCATCTCT 256

Ai08B29227 Araip.B08 29227 p3 (GAT)5 15 128850945 128850959 CAATGCCGACGACAGTAGAA TCCCAATCCCCTCAATCATA 173

Ai08B29230 Araip.B08 29230 c (T)11aattgagtccttacactttttttccttttatttgggtctctgtaccaa(T)1170 128853240 128853309 ATAGCGCAAAAATTCGGTTG TCCCTCTTAGCCGTAATTGG 275

Ai08B29232 Araip.B08 29232 p2 (AG)7 14 128855219 128855232 GACGACTAAAGGGGAGCACA CCATCTCATCCACCCTCCTA 229

Ai08B29237 Araip.B08 29237 p3 (ATA)6 18 128866784 128866801 GCTAACACAACTACTCTCAAGCGA GGGGGCTTTTTAGATGCGTA 252

Ai08B29241 Araip.B08 29241 p2 (AT)7 14 128874337 128874350 AGGGGAATATCATTCCGGTC TTCATGGTCAGACAAGTGGC 280

Ai08B29245 Araip.B08 29245 p2 (AG)6 12 128877220 128877231 CAAGCAAATAATAATGTGCAAGA TATATGCGCAAAAAGGGAGG 230

Ai08B29246 Araip.B08 29246 p2 (GA)6 12 128877459 128877470 TGTTGCGTTTAGCAACTTGG CCGCAAATAAAAACCCAGAA 221

Ai08B29247 Araip.B08 29247 c (T)16gtcttttaaatttttttcannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaaagttcataattaattttag(T)10104 128878293 128878396 GCATTGCATTTCATTTATAAAACATT GCTCCAAATCCAAACACATTC 222

Ai08B29248 Araip.B08 29248 p4 (AAAT)5 20 128879138 128879157 CATCCCTTTTCACTTTTCTCTCA GGGCCCCATGTTACACTCTA 203

Ai08B29250 Araip.B08 29250 p3 (AAT)6 18 128879648 128879665 CGTGGTGTTAGAAGAGCCAG TTGGTTCTGAGGGTACCATTG 116

Ai08B29252 Araip.B08 29252 p3 (ATT)10 30 128880068 128880097 ATCCAACATGGGGTGGTTTA ATACGAGAGATTGTGAATCAAAGA 217

Ai08B29253 Araip.B08 29253 c (TTA)5ggtttaattactccgttggtctctatagttttgcaaaattttcaattaggttcttatac(T)1185 128880203 128880287 TGAATAGTGTGATTGATTTTTCATTT TGGTCCCTGCGCTAATTTT 279

Ai08B29254 Araip.B08 29254 c (A)10ttagcgcagggaccaattaaaaagaaaaaagtatagggacctaattgaaaatttcacgaaactatagggaccaacagtgtaattaaacc(TTA)5114 128880423 128880536 GGGTCCCTATAAAATTAAGCCAA AAACCATGATCCAAGCAAAAA 222

Ai08B29255 Araip.B08 29255 c (A)22ct(A)10c(A)11gg(A)1058 128882436 128882493 TCATTTAAAGAACAAGGGTCAGC TTCTTCCCAATCCCATGAAC 126

Ai08B29257 Araip.B08 29257 p3 (TTA)8 24 128883742 128883765 TCTCTAAGAGGGAACGAGTACGA TCTTAGATGTGAAAAAGACGGGA 244

Ai08B29258 Araip.B08 29258 p4 (AATA)5 20 128884086 128884105 GGGAGATGCTCTCATAAAGACG CATTTGGAACAAACTCCTTCA 225

Ai08B29260 Araip.B08 29260 c (CT)7ttc(CT)8 33 128889928 128889960 TCTCTGCCGGTAAAATTTGG GCAACAACGTGATCACCACT 268

Ai08B29261 Araip.B08 29261 p2 (AT)7 14 128890880 128890893 GAGGAGAATGATGAACCAGAAGA GGTAAATTCACTGGTGGCGT 277

Ai08B29266 Araip.B08 29266 p3 (CTT)6 18 128899125 128899142 CACGATATCCGTTCCCATTC CGTTTAAGGCTTTCGCTACG 202

Ai08B29267 Araip.B08 29267 c (T)10caattaagttccttttagtagtaattgacttaattttatagggacccaact(A)1071 128899450 128899520 CGTAGCGAAAGCCTTAAACG TTCCCGTTTTATTTAGGTCCC 269

Ai08B29271 Araip.B08 29271 c (A)10g(A)10 21 128909440 128909460 TTTTGGGACATCCTCAATCC GATAGGGTATCCTCCATCATCA 214

Ai08B29273 Araip.B08 29273 p5 (AAGGG)5 25 128912488 128912512 ACCCAAGTGGGGTAATGGTT CTGCAGTTTGGATGGGTCTT 256

Ai08B29276 Araip.B08 29276 p3 (AAG)6 18 128915004 128915021 TGAATCGATTGAATGCGAAA TCTCTGCCACCCTTGTCTCT 125

Ai08B29281 Araip.B08 29281 p3 (ATA)5 15 128927521 128927535 CACGGCAACTCAACAAAGTG TCAGGCCCAACATACACTGA 183

Ai08B29282 Araip.B08 29282 p3 (TTC)5 15 128927852 128927866 TCAATTTGATGGGCCAATTT CCCTCACCATTTCAGAATCC 259

Ai08B29283 Araip.B08 29283 p3 (ATT)24 72 128927984 128928055 GGATTCTGAAATGGTGAGGG TCCGATTCATGTGCAACTCT 266

Ai08B29293 Araip.B08 29293 p6 (CCATCA)5 30 128942884 128942913 CATCATCATCACCCTCATCG TGTTGGCAGGTACCCACTTT 195

Ai08B29295 Araip.B08 29295 c (AG)9aaatgagagtgagtga(GT)646 128948424 128948469 GGAATCGCGAAATGTGAAAT GCAAAAACAAAGAAGGCGAG 258

Ai08B29303 Araip.B08 29303 c (A)10gaaaactaaataagtaagcgttaattttttatc(A)1053 128965438 128965490 TTGAGAGTTTAGTGGAGGAGACG GGGTTCAATTGACAACGCTAA 271

Ai08B29306 Araip.B08 29306 p2 (CT)6 12 128968485 128968496 CCGTCGCTGTCATCGTAGTA TAGGGAAGAGTCATCACCGC 136



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B29307 Araip.B08 29307 p3 (AAT)6 18 128970950 128970967 GCTACCACCGATGCATACCT CGGTTTTGACGCTAGTGTACC 243

Ai08B29308 Araip.B08 29308 p3 (GAA)6 18 128971303 128971320 TACCCAGCAAGGGAATGAAG ACAATTGGCCAAACCTCATC 221

Ai08B29312 Araip.B08 29312 c (T)15gtttacacgtactatttttttttcgaaaaaaatactaaaacggcccctgacaataacataaaaagacaacgaggctcctag(A)10106 128977714 128977819 GAAAAGACAAGGATTGACAGGG AGGCATGGTGAATCAGCTCT 226

Ai08B29316 Araip.B08 29316 p4 (TAAT)5 20 128985088 128985107 GATTGGACCAGATCAAACTGC ATTGACGGCGATTCTCAAAT 280

Ai08B29317 Araip.B08 29317 p3 (ATT)6 18 128992929 128992946 AGCAGACTTTGATGTCGCAA ACAATCTCAACGACGACGAC 214

Ai08B29318 Araip.B08 29318 p3 (ATT)13 39 128995300 128995338 GCATTGTTATCATCATTTCAGTCA TGAAAGAGTAGGGTTGGGAGAA 273

Ai08B29320 Araip.B08 29320 p3 (TTA)10 30 128996508 128996537 GCCATGTCTTGGTGGGTAAT GAACCACAGGAAACATCAAAGA 273

Ai08B29323 Araip.B08 29323 p4 (AAAT)5 20 128999854 128999873 AAAAATTTGCTTCAGATGAAAAAG TATCTAGTCTATTGACTTAAAATGCCA 267

Ai08B29327 Araip.B08 29327 p2 (CT)7 14 129005935 129005948 GGGGTTCCTTGTCGGTAAAT GCGATGGATAGCAACGGTAT 252

Ai08B29329 Araip.B08 29329 c (T)11attcttattaagagagtaaaacaagaagaaacttgagaaggtaaaataaaaaggaaaagatgaataagaaataaagaagaagaagatggtgatgatgat(A)10120 129008718 129008837 TTTCCAAGTAATTTTGGAGCATT TCCTCCTCATCTTCTGCTGC 190

Ai08B29333 Araip.B08 29333 p4 (AAAT)5 20 129012725 129012744 GCCCACCTCATCTTACTCCA AATCGGTTTGGTTTGATTCG 267

Ai08B29335 Araip.B08 29335 c (A)10tagtgcagagaccaaaataaaagaaaaaaaaagtatagggatccaattaaaaaagaatttttgtgcaaggatccaattaaaag(A)10103 129020829 129020931 GAGTCGCTGCACCAATTTTT TTTGAATAGGTTTAATTACTTTGTTGG 241

Ai08B29340 Araip.B08 29340 c (T)10accaaagataggagactcgaacccacaacctcttaattaagtataagaagactatgccatttgagctattactcattggctaaaatatttttgg(A)10114 129026483 129026596 CTTAGCCCATGTCCCAAAAA TTGGGTCAAGGAAGAAGGAA 265

Ai08B29343 Araip.B08 29343 p5 (TCTTC)5 25 129033954 129033978 GGAAGAAAGAATCGCTGACG AAAAACGCAGCTCGGAGTAA 256

Ai08B29345 Araip.B08 29345 p4 (ATAA)5 20 129040738 129040757 ACCCAAATCCTAAAGCGAGG TGCACACAGTAATGCATGTGA 200

Ai08B29346 Araip.B08 29346 c* (AT)9(ATG)5* 31 129040920 129040950 GCATTACTGTGTGCATGTCAA ATGATGCTGAGCTGGCATTT 279

Ai08B29350 Araip.B08 29350 p3 (ACA)10 30 129042542 129042571 TGGTGTTTAACAATGGGGGT ATCAAACGAACGGTTTTCCA 207

Ai08B29352 Araip.B08 29352 p3 (TTA)16 48 129044980 129045027 TGAAGCACCACGATTTTATTG TGTTTGCCGTTTGATTTGAA 254

Ai08B29360 Araip.B08 29360 p3 (CTT)11 33 129054282 129054314 TTCACCTTTCACAAAGGAACC TAGGACCCTGCTTTGTCCAC 249

Ai08B29364 Araip.B08 29364 c (T)10caattaagtccctcttagtagtaattggcttaattttatagggacccaact(A)1071 129057651 129057721 TCTTTTTAATTGGGTCCCTGC GCTGGTCCCTATAGTTTCGC 239

Ai08B29366 Araip.B08 29366 p4 (AGTT)6 24 129061366 129061389 GGTGACAACGTTGGACTCCT TGGATTGAAAGAAATTTGGATTG 203

Ai08B29377 Araip.B08 29377 c (A)10gagagt(A)10 26 129083886 129083911 AAAGTCAGAGTCTGCAAAAGAAAAA GGGTACGAGACAAAAGGCAA 272

Ai08B29379 Araip.B08 29379 c (T)10attt(TA)8 30 129094448 129094477 CTTTTTATAAGTATAGCCTTAGGTCCC TGTAGCATTATAGTTCTTGTGAATCTT 250

Ai08B29380 Araip.B08 29380 c (TA)7tttcggtaatgctagggagacaaaatt(A)1152 129099078 129099129 TCAAACACACACATGCTAGGG ATCAGCCAAAAACAGCCATT 278

Ai08B29383 Araip.B08 29383 p3 (GTT)6 18 129116519 129116536 GTGTGCTAACGGTATCAGCG CCCAAACAACCCTTCAAATG 152

Ai08B29390 Araip.B08 29390 p2 (TA)6 12 129143326 129143337 GCACCAAGCCCAGAAAAATA GACCATTATTTGAATTTTGAAGTGC 201

Ai08B29392 Araip.B08 29392 c (T)10ctttggattttatcattacctgcctagaaa(T)1252 129146786 129146837 ATGCTCGATGGCCTATGACT TTTCTATTCAAGGAACGATTGTG 225

Ai08B29394 Araip.B08 29394 c (A)10gaaaggaaaaaaattgagtggatttttattttctttagatatgtttggataaaagaaaaat(A)1081 129152856 129152936 TACTCTGCCGTTTGAGACGA CAATAAAAAGAAAATGGAGAGAAAA 261

Ai08B29396 Araip.B08 29396 p3 (TTA)5 15 129161198 129161212 TCACAAACGAAGAGCGAAAG TGAGGGTTAGGCTGACTTGG 260

Ai08B29401 Araip.B08 29401 p3 (ATT)11 33 129174110 129174142 CCAACAAAAGCAATCAGCAA TCCAGCCCTAGTGGTAAGGA 169

Ai08B29407 Araip.B08 29407 p3 (TTC)7 21 129188955 129188975 CGGAGACCTTGGTTGTGATT GAAAGAGAAGGTGCGTTTCG 188

Ai08B29409 Araip.B08 29409 p3 (TAA)5 15 129190010 129190024 GCTTCACGCCATTCCATATT TTTAAGGGTTTGTCGTTGGC 202

Ai08B29411 Araip.B08 29411 c (A)10ttgtattattagctctatgaaatatgcattatttagatgaatttaattttaatgtatgtcagtgtaaaaccattt(TA)697 129203839 129203935 GAAATCCTTAAGAAGGGAGCA TCAATTTATCTTTGTTAAGACGGATTT 265

Ai08B29414 Araip.B08 29414 p3 (ATT)7 21 129208926 129208946 TAAGTAACACGCAAGACGGC GATTGGAGGATACCGTGGAA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B29417 Araip.B08 29417 p4 (TTAT)6 24 129213270 129213293 TTTCACCAACTCCATCCACA GGGGACATGACCAAACAAAA 190

Ai08B29419 Araip.B08 29419 p2 (AT)6 12 129215091 129215102 TGCCGCCTAGCTAGTTTGAT GTAAGCTTGCAAGTCGTCTACA 187

Ai08B29423 Araip.B08 29423 p2 (AT)8 16 129221731 129221746 TCCCCACGAATTAAGCCATA TGAAATTTCGATAAATATAGGGAGAC 232

Ai08B29425 Araip.B08 29425 p3 (AAT)8 24 129226510 129226533 CCTACCAATATCCTCCGAGACTT TGCAATTTTGTGTGGGGATA 252

Ai08B29430 Araip.B08 29430 c (A)10gtgaatagctcactcggcccacaattatctcgaaaggacaataaggtttttaag(A)11caccaaattcggttcttaatctttttttagaactaattaatttttgtg(A)10133 129242503 129242635 TGCCAAAAATTTAAAGCTTGC AAAAGACAACGAGATTTCTGTGC 279

Ai08B29436 Araip.B08 29436 p2 (AT)8 16 129254044 129254059 GACGGGAATCTCTCCAGAAG TCGTTGACACATTGATTCTGC 279

Ai08B29439 Araip.B08 29439 p2 (GT)8 16 129260574 129260589 GTGTTGCCAGAACTGCAGAA AGCTGCAGGGTCTGTTGAAT 260

Ai08B29443 Araip.B08 29443 p2 (TC)6 12 129265341 129265352 GTGGCGAAAATCAAATTCGT TTCTCCTCTTCACCACCAGG 223

Ai08B29445 Araip.B08 29445 c (T)13atcttcttctttttattttatctattcataatttttttgttttacccttac(A)1074 129269201 129269274 TGTGCTTTTAGCTTTGGCTG TGCATTTTTCTTTCATTTTCTTCTT 247

Ai08B29463 Araip.B08 29463 p2 (TA)10 20 129315983 129316002 TCATTTCCCTGCTGAAGGAT TGGCGCTTTCTCATACTCAA 149

Ai08B29470 Araip.B08 29470 p3 (TAT)5 15 129330044 129330058 TCTGCAACGGTAACAAGCTG CCACCTCAAAATCCACAACC 116

Ai08B29476 Araip.B08 29476 c (A)10caatgaactc(A)1737 129344693 129344729 GGAGACCACTAAAGAAAACGGA AAGAGCAATGCAAGGAGCAT 250

Ai08B29477 Araip.B08 29477 p3 (TAA)6 18 129345217 129345234 TGTCCATGGTTGCTTATTGC TGGACTCATGGCATTCAAGA 237

Ai08B29479 Araip.B08 29479 p2 (AG)7 14 129357242 129357255 TGACAGCCACAAACTCGAAG ACGGTAAGAACGATCCTCCA 133

Ai08B29489 Araip.B08 29489 c (A)10caactaatatttttactcgcaatttttctc(T)1050 129375796 129375845 GGGGTAATTGCCCTAGTTACAA ACAGGCATCTTGTGCCTTTC 244

Ai08B29493 Araip.B08 29493 p2 (TA)6 12 129379360 129379371 CGAGGAGTATTAGGAGCCAGC TCGCCTAACTCCCAACAAAC 280

Ai08B29498 Araip.B08 29498 p3 (AAG)5 15 129386718 129386732 GACACTTCGTGCGTAAACGA AAATACACGCACCCAACACA 119

Ai08B29504 Araip.B08 29504 p2 (TA)6 12 129392845 129392856 CGGAGAGTTTCGGTGCTAAG ATTTAAGAGGTCGCGGGTTC 242

Ai08B29505 Araip.B08 29505 c (T)11cttatagcaaactatattaactaactatacctactaagactttatgcctttatggttatataa(AAT)589 129393921 129394009 GTGGTAATGGCCCTCCCTAT ATTAGATCAACGCCGACACC 212

Ai08B29506 Araip.B08 29506 p2 (TA)6 12 129394181 129394192 TGAAGTTGCAAAAGCCAAAA CACTTTACGTCTGTACCGGAAA 242

Ai08B29510 Araip.B08 29510 c (ATT)6aattgcacaataatattgtactatattttttgtattttttagacaaaaataatgataaatttattcattaaattct(TA)7108 129399984 129400091 AACGGACATTTTAGTCCCCA CAAATGGTTTTAATTTTGAATTTCTTG 280

Ai08B29515 Araip.B08 29515 c (A)10ggtggagagcgagatgaacattcttgagaaaaagaagagtgtaaaaattgtattaacagaaaagtagttaagtttgttacaggatacaaatatttataac(A)10120 129415902 129416021 TTGGAGCTATTGGAGTTGGC TTAGCTCAGTTCAACCGGAAG 246

Ai08B29516 Araip.B08 29516 c (T)11atctttttcctctctttttcttgatcttccttttttttctttattctttttctttctg(T)1079 129416447 129416525 CCTCTCCTTCTTTTACTATCATACCA GAGAAGAGAGAATGGAGAAAAGGA 151

Ai08B29518 Araip.B08 29518 p2 (TA)7 14 129419228 129419241 TTTGGTGCTTCATGCAAATG ACGTACATTCAATCGCCGTC 262

Ai08B29523 Araip.B08 29523 c (AAT)6aacgcttgtcatttcatgcaataatggatggattggtataatctttccatactcaattaagaggttgcggattcgaatttcatatctttggt(A)10120 129427277 129427396 TTCACTTACATTGGTCGTCATTG TTCGTGTACTCTAAACCTGAATCC 265

Ai08B29524 Araip.B08 29524 p2 (TA)6 12 129428940 129428951 AAATGGAGTTCGAACCAAGC GCAGTCGACTTCACCTGAGTT 198

Ai08B29542 Araip.B08 29542 c (TC)8gttcgttcacacagagaaaaggctgcttcttcttctca(TTC)569 129462028 129462096 GATCTCACAGCCTTCGCTCT AACCTGGATCTCAATCACCG 202

Ai08B29543 Araip.B08 29543 c (TC)30(TG)8 76 129464003 129464078 TGCTGGAGAAGCAAAAATCC ACACAAAAAGGCAATCCCAG 192

Ai08B29544 Araip.B08 29544 p2 (TA)6 12 129464776 129464787 TCGTCAATGCAACCACCTAA CACCAACAATGTCCACATCC 248

Ai08B29547 Araip.B08 29547 p2 (TG)6 12 129467433 129467444 AAAGGGGATGGGATTTGTAA AAGGAAGCTCAATTTGCATCA 229

Ai08B29548 Araip.B08 29548 c (T)12(G)15 27 129473253 129473279 CAGCAATCAACATAACCCCA TGCAGCCTATTTGGTTTTGG 268

Ai08B29549 Araip.B08 29549 p4 (AGAA)5 20 129474437 129474456 TTCTCGATATTCTGGAACAGGAA GTCGAGCTTTTTCGCATCTC 256

Ai08B29551 Araip.B08 29551 c (AT)12tggattcatttacttggctataacgtggattcatttacttggctcaaaccaatatgaaagtaaaaggttaaaatt(A)11110 129486910 129487019 GCCAATGATTGAAAGAGCGT CCGTCAAATTTGTACCAGTCA 278

Ai08B29552 Araip.B08 29552 c (A)12gcactgaatgaggcaatgagcacaaaatttatcaccaaaaaactttaacaaaatttaacaacagc(A)1087 129490428 129490514 AACATGCCAAAGTTTTCAACC TGGCTTACTGATTGTCGATTG 190



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai08B29554 Araip.B08 29554 p2 (GA)6 12 129491420 129491431 AGCGATGGAGGCTAGGATTT CCCGGCCAGTGTACTCTAAA 155

Ai08B29555 Araip.B08 29555 c (TA)6c(AT)6 25 129493517 129493541 GTTGGAGCGAAGACAAGTCC GGAGAATGAATTTCAGGCCA 271

Ai08B29559 Araip.B08 29559 c (TA)6ttaaaaactccagtgcaatgatatgttctctattcctttcctctcaagtttataggtcaaagtaactgtccatttctacttttaaagataatttcatcta(T)11123 129498221 129498343 ACCACAAATTTTAATTGTTTTTAGC CAAAAACTCATAGGTAGTTATCGGA 210

Ai08B29567 Araip.B08 29567 p2 (TA)6 12 129511553 129511564 ATTAGACATGCTTAAGGGAATAATTT CAAAAGAACCGTAATACTAGAGTGACA 275

Ai08B29571 Araip.B08 29571 p3 (ATA)6 18 129527555 129527572 TTGCAAACTAATACTCATCGCC TTGTCATAATGAATTATCGATGTCC 215

Ai08B29572 Araip.B08 29572 p2 (AT)7 14 129528287 129528300 AAAATCGTTTTTCGGACCAA GGTTTGAATCCCGCCTTATG 200

Ai08B29576 Araip.B08 29576 p3 (TCA)5 15 129543276 129543290 TCACAACCACTTTGTTAGTGTGC CAAGAACGATTTTAATGCACGA 271

Ai08B29579 Araip.B08 29579 p2 (TA)7 14 129548020 129548033 CTAAGGCCCACGTCTCAGAT CTCAATTAAGAGGTTGCGGG 148

Ai08B29581 Araip.B08 29581 p2 (AT)6 12 129555135 129555146 GGCACACCCAAGAGAGAGAA AGTGTCTCCGTAACCATCCG 246

Ai08B29583 Araip.B08 29583 c (CT)15(AT)7 44 129557274 129557317 AAGACTCACCACATGCCACA ATTCGCATTCAAGGTGTTCC 192

Ai08B29587 Araip.B08 29587 p4 (AAAT)5 20 129569491 129569510 TTTGGATTTATCCTGCCACC GCCCCACCTATATCCTCTCC 257

Ai08B29591 Araip.B08 29591 p2 (AT)8 16 129573456 129573471 TGTGGGAATGTCAATGTTGC TGGGGTGACCATCTCTTTTC 165

Ai08B29593 Araip.B08 29593 p3 (TCA)5 15 129575998 129576012 TGGCTGCAAAGATGAATCAC CCAAGCAAGGACAAGGACTC 219

Ai08B29597 Araip.B08 29597 p3 (TTC)6 18 129582992 129583009 ACCTTGGCAATAACTGCACC TAGTCCCCCGAAACCTTCTT 149

Ai09B7 Araip.B09 7 p3 (CTC)5 15 35743 35757 TCCGCATTTACCAGATGACA GAATCCGAACCCATCTTGAA 152

Ai09B13 Araip.B09 13 c (A)11g(A)12 24 72165 72188 AGTTGGGAACCTGAGAAGCA AAAACATGGGTGCAATGTCA 185

Ai09B17 Araip.B09 17 c (AAG)6aggaagaggaagaggaagcacggaga(AAG)559 84872 84930 CCCGTGTTTCATCTTCGTTT CGTTCGGGTGTATTTCTGAAG 184

Ai09B18 Araip.B09 18 p3 (AAG)7 21 85371 85391 GGATGAGGCACATGACAGAG CCGTGCTTCCTCTTCCTCTT 239

Ai09B19 Araip.B09 19 p2 (TG)8 16 95055 95070 CTTGCAGTCCTCTTGGGAAG GCCAGAGAAGTATCTACGATTCC 271

Ai09B20 Araip.B09 20 p2 (TA)6 12 96016 96027 AGGTTCGAAGGCTATCAGCA GATGCAACTTCGACGAGTCA 274

Ai09B22 Araip.B09 22 p4 (TATT)5 20 107005 107024 TTTTCATACCACCATGCTAATTTTT TGCAACAGGTATATATTGCTAAAGAA 279

Ai09B23 Araip.B09 23 p2 (TA)7 14 109110 109123 TCATCCTGCATTGCATTAGTT AATCAATTTTGGGAGGGGAG 232

Ai09B24 Araip.B09 24 p3 (CTT)5 15 114436 114450 TCCCTGAACTTACCTTCGAGTC TGTGATTTGTTGAAGAAGAAGAGAA 254

Ai09B25 Araip.B09 25 c (T)10ctttaataaaattgggggattctacgccactttattttttctttttctttttttg(T)1176 115137 115212 GGGATGGGGATAGAGAAGGA TCATTCGTAAACTTGTATTCCAGG 238

Ai09B27 Araip.B09 27 p2 (CT)6 12 117336 117347 TCCATGGTTTCCTGGACAAT TCTCCAAGCATGTGATGGAA 250

Ai09B31 Araip.B09 31 p2 (AT)8 16 124789 124804 CGACCCTACTCGTGGGTTAC GAGCCTTAACCCTACCGACC 231

Ai09B32 Araip.B09 32 p2 (TA)6 12 125423 125434 TCAATCTCCATAACATTTGCG CCCGACCAAAAATAAGAGGA 280

Ai09B33 Araip.B09 33 c (A)12tcat(A)10 26 128961 128986 TTTGAAGAAGTGGCTTGCCT CAACTGGAAGCTCATCCACA 179

Ai09B39 Araip.B09 39 c (T)10aaataagagagttcaacataaaaatagagcaagaacaacaagaagcaaacagaaaagtc(A)1079 139849 139927 CAACTTAGCATAAGGTCAGCCA TGGTTGATGAATTGTTTTGTGA 215

Ai09B41 Araip.B09 41 p3 (TCT)5 15 152402 152416 CAACAACCACCCTTCATCTTC TTGGTGCACCTGTATTGGAA 227

Ai09B43 Araip.B09 43 p2 (AT)6 12 154620 154631 AGTCCCTTCCACCACCTTCT GTGCCTAGATCGATGCCAAT 276

Ai09B44 Araip.B09 44 p3 (TCT)5 15 156442 156456 CAACAACCACCCTTCATCTTC TTGGTGCACCTGTATTGGAA 227

Ai09B47 Araip.B09 47 p3 (TCT)5 15 162538 162552 CTGTTGCTGGGGTTATTGGT AATTAAGGAGACCGGGGATG 218

Ai09B48 Araip.B09 48 p3 (TTA)6 18 168710 168727 GGATCACAGCACAAGCTGAA AAAGCAAGCGATCCACTTTG 203
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Ai09B53 Araip.B09 53 c (A)13gagaagtgataaatgaattaagaaaaatacttgttgaacctaacttacc(A)12ttaagggatgaaaataaaataagttattaagaataagataaatgaggcttgcaaaaat(A)10142 179834 179975 CACGCAGACACTAAGGCAAA GGGATTCATCTCTCCACCTG 278

Ai09B54 Araip.B09 54 p2 (TA)10 20 182386 182405 AGCGGAGCTAAGGGAAAAAG GATCATCCATCCATCAAGGC 247

Ai09B55 Araip.B09 55 p3 (TGA)5 15 183243 183257 TTCGGCTATGTATGCTTCCC GGAAGCAGCTGAAGAAGTGG 181

Ai09B60 Araip.B09 60 p2 (TC)14 28 193167 193194 GGGACGGTTGATTCAGTGTT AGCCATAGCAACAGCCATTT 200

Ai09B69 Araip.B09 69 p2 (CT)10 20 230757 230776 CCATCATGATTGCTTCCCTT TTTTCTTGAGGGACTTGGTCA 272

Ai09B70 Araip.B09 70 c (A)10tccattcccgtctatttttcatacttatataggatgtcctgtc(TAT)671 240215 240285 TGCGCCCGAGTCTTAATCTA GCAATGTTTGAAAGTTGGCA 182

Ai09B74 Araip.B09 74 p2 (TC)9 18 253383 253400 AGCGGAGACAACTAGAGCCA CTCATGCACACAGCATACCC 245

Ai09B76 Araip.B09 76 p2 (CT)8 16 253825 253840 TCCCTACTCTCGCAGGACAC CGAGAAGGAAGGTCATTTGC 260

Ai09B77 Araip.B09 77 p2 (AT)8 16 255638 255653 GTTGCAAATCCAACCGAAAC ATGGGCAACCAATTCTTCAC 205

Ai09B80 Araip.B09 80 c (T)10ctttttaa(T)10 28 260981 261008 TTTTGGTTGAAACTGTGGCA AAAGAAGGAAAAGACAAAAGCAGA 259

Ai09B81 Araip.B09 81 p3 (TGA)7 21 269295 269315 GGTGGCGTGGTACAAGAAGT CTCCTGCCTCCTCTTCCTCT 183

Ai09B82 Araip.B09 82 p2 (TA)9 18 270202 270219 TTTTATGCAATTCTTCCGCC GGAGGCCTTGTTGATCATGT 181

Ai09B84 Araip.B09 84 p2 (AG)7 14 272450 272463 CCTGTAAAAATCGGCCAAAA TTCTCCAACTAAGGAGATTGCTTT 277

Ai09B85 Araip.B09 85 p3 (TCC)7 21 275269 275289 ACTCAATGGTTTCCGTAGCG CACGTGAAGAAAAAGGAGCA 108

Ai09B86 Araip.B09 86 p3 (AAG)6 18 275489 275506 TCCTCCTCCTCCTCCTCTTC CCGCTTTCTCATTTTCTGCT 253

Ai09B88 Araip.B09 88 p3 (TCC)8 24 277010 277033 CCAGCATTCTTGCTTCAACA GACTCAGCTGTTGTGTCGGA 134

Ai09B89 Araip.B09 89 p2 (TA)6 12 277680 277691 TTGAAAATAGCAAGACCCGC TCAGCATTGAACGAATCCAA 227

Ai09B90 Araip.B09 90 p2 (AC)7 14 280919 280932 AGGATGGATTCGGTGAAATG TCCTTGGATGCAAGTACCCT 245

Ai09B91 Araip.B09 91 c (T)10c(T)11 22 281873 281894 CAGTCCTCACCTCACAGGCT TTGGAAATTTGGGAACCTACTC 169

Ai09B92 Araip.B09 92 p4 (TTTA)5 20 282739 282758 TCCTTCAATGTTAATATTATTTCGTTT CGCGAGTTCGAATCTCTCTATT 201

Ai09B93 Araip.B09 93 c (T)10c(T)11 22 283935 283956 AAGAGGAAGGGACAAACCGT TTTGGGCAGAGTAACAACCC 203

Ai09B102 Araip.B09 102 p2 (AT)8 16 315594 315609 TCTCTTCATGGCTAATCCAATTT AGGATTTAGGGTTTAAATTCTTTTG 263

Ai09B104 Araip.B09 104 p2 (GT)6 12 319244 319255 GAGAGAGAAAGGTTTGGGGG AGAAAGGGACCCCGAATATG 105

Ai09B107 Araip.B09 107 p6 (GATTCT)5 30 332033 332062 TAATGGTGGAAGGTGGAAGG ATAATACCAAACTCGCCCCC 245

Ai09B110 Araip.B09 110 p3 (ATT)6 18 339282 339299 CCAGTCACGAGGAAGTTGTG AATTGAGACGCTGAAACGCT 136

Ai09B113 Araip.B09 113 p2 (AT)8 16 345567 345582 CCTCAACTGCAGACTGGTGA CGAGGCATTATTGGTGCTTT 177

Ai09B116 Araip.B09 116 p6 (GGCTCA)6 36 355145 355180 AAAAGCCCATCTTCAGCAAA TGGTGATAAAGGGAACGAGG 120

Ai09B117 Araip.B09 117 p3 (TCT)6 18 358268 358285 CGGGTTGGAGTTTCTGTGTT CCAACTCAACTGAACAGGAGC 226

Ai09B119 Araip.B09 119 p3 (GAG)5 15 361589 361603 GATGCTGGCAGATGTGTTTG GCTGCATCACCATCGTTCTA 273

Ai09B127 Araip.B09 127 p2 (CT)9 18 374982 374999 TGCGCTTGTATTTGGTCATC ATCTGCACGTGGATTTTTCC 274

Ai09B128 Araip.B09 128 p4 (ATAA)5 20 377652 377671 ACCTCTTGATGGCAGCATCT CCCACTCTCATCGATCACCT 244

Ai09B131 Araip.B09 131 p3 (TCA)5 15 400085 400099 TTTGCTCGTTGGTGTTGTGT ACCTATCACTTCCCTGCACTT 263

Ai09B132 Araip.B09 132 p3 (ATT)5 15 403699 403713 TAGCTAGCATGCCTGCCTTT TTTCTTGCTCATGCTTCACG 228

Ai09B134 Araip.B09 134 c (A)10t(A)10 21 413150 413170 CCGTCTCTCGTATTGCCATT ACGGTTGATGCATGTGAAAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B136 Araip.B09 136 p2 (TG)7 14 418525 418538 ATCTGTGTGCAAGTGTGCGT AGCTGCAACGGAAGAACATT 277

Ai09B139 Araip.B09 139 p4 (GAGT)5 20 431180 431199 GGGAAAGAATGAAAGCCACA GCCCCTCCCCAAAATTATTA 249

Ai09B140 Araip.B09 140 p4 (AAAG)5 20 435570 435589 GCTCCTCCTATGCAACCTCA TAATTTCGCTTTTTGGACCG 221

Ai09B141 Araip.B09 141 p2 (AG)8 16 435996 436011 AAGTCGAACCCGAATTCCTT TCAGCAAACAAGGGAACACA 213

Ai09B143 Araip.B09 143 p2 (TC)13 26 440179 440204 TTGAATCCAGCTTGACTTCTTG GCATGGTCATCACGTGAACT 267

Ai09B148 Araip.B09 148 p2 (AG)8 16 445094 445109 TGATGATGAATCTTGTGGCG TATTTGGCACCATCTACCCG 258

Ai09B151 Araip.B09 151 c (T)13gtgtgtcatgttccactttaatgtgttgagtttggtgtgtttc(A)1066 447593 447658 TGGCAGGTGTGGTGCTATTA TGCTGCACAACGCTAAAAAG 188

Ai09B158 Araip.B09 158 p2 (TA)6 12 463514 463525 TAATCGGCCACTTGGAAGAC CCGTTTACTCACTTAAATTATTCATCA 267

Ai09B160 Araip.B09 160 c (T)10cattaaaaaatatcttttttatcaaaataatgacgtccaaataaacactaagcgatgtagaagtgc(T)1086 464689 464774 AGAAAATTTGCCAAACACGC TGACCTAGATAAAATTCGAAAATAAAA 225

Ai09B162 Araip.B09 162 p2 (AT)7 14 469058 469071 CTAGGCGACCTAAACTCCGC CAGAGACCTCTTTGCCTTGG 254

Ai09B163 Araip.B09 163 p2 (TA)9 18 469201 469218 TTATCGTGTGAACGCTTTGC CAGAGACCTCTTTGCCTTGG 142

Ai09B164 Araip.B09 164 p2 (TA)6 12 469982 469993 ACTCGACCTGCGAAGCTAAG CCCTCCTTACAAGCGAAGAA 218

Ai09B165 Araip.B09 165 p2 (CT)10 20 475377 475396 ACAAAAGTGCCCTGACTTGG GTTAAGGAAGAAGGGGCCAG 258

Ai09B167 Araip.B09 167 p3 (TAA)5 15 479351 479365 AATGACAACGTGGTGGTTGA TGCGTGAATGTTTTCATCGT 232

Ai09B172 Araip.B09 172 p4 (TATG)5 20 488641 488660 GGAGCTGACAATCTCAAGGG CCCTAACGGGTTCAGAATCA 224

Ai09B173 Araip.B09 173 p2 (AG)8 16 488867 488882 TAGTAGGCAAGGCAAATGGG TGCACTATGCAGTGAAGCAA 236

Ai09B175 Araip.B09 175 p2 (AC)9 18 490691 490708 GGCGCTGAAGTTTCTGTAGG TGAGATCAAATTGCGGAACA 259

Ai09B176 Araip.B09 176 p2 (TA)6 12 493201 493212 TGCATCACTCTTGAAGCACC CATCAGCGTCGCGTAATCTA 249

Ai09B179 Araip.B09 179 c (A)10gtcaatattattttttttggcacaggggctaatcaatctcc(A)1162 501587 501648 CAAAAGGACAATGAGGCTCC TCGAAAGGACAACAAGACCC 137

Ai09B180 Araip.B09 180 p5 (TTCTT)5 25 502268 502292 ACCTCAATGATTGCCCTGAT TCAAGAGCGCCTAATATCCG 231

Ai09B181 Araip.B09 181 p2 (TA)7 14 503433 503446 GCCAGAGGATTTTTCCTTCC GCCCTGCAATGAAGAAAGAG 152

Ai09B184 Araip.B09 184 p4 (TTTA)6 24 517178 517201 TTGGCTGAGCTAATTACTGCTTC TGAAAACAGAGCATGCACAA 185

Ai09B186 Araip.B09 186 p2 (AG)15 30 522461 522490 AAGATTCGGACATTGCCAAC CTCGCCAAGGTACACGTTTT 247

Ai09B187 Araip.B09 187 c (TC)14(AC)8 44 522641 522684 CCTCCGTTATCCCTTCCATT GAGATTTTGAGGCCCAATGA 247

Ai09B188 Araip.B09 188 p2 (CT)9 18 522793 522810 CCTCCGTTATCCCTTCCATT GAGATTTTGAGGCCCAATGA 247

Ai09B189 Araip.B09 189 p2 (TA)7 14 523988 524001 TCCTTCATGTTCGTCCAAAA TCGATGATGAGAAAGGACCA 242

Ai09B190 Araip.B09 190 c (TA)6agtttgactaagagcatgcttgggaagtagaagcta(T)1159 526380 526438 TCCTTGATTTGTTGGGGCTA AACGCGTACCGTGACTTTTC 247

Ai09B193 Araip.B09 193 p3 (TCA)6 18 529199 529216 TTTGGGTGATTGAATCCTTG GCACAAGCAAGCATGGTTTA 183

Ai09B196 Araip.B09 196 c (AT)6aatagagatgtataaatagaagactctagtattaaaataattagctcaataataatt(TA)681 535591 535671 TTTGATCAGAGTCTCGTGCTG CAAATGCGATTCTCTCTCTCTTT 206

Ai09B197 Araip.B09 197 p3 (TTA)5 15 537308 537322 AGGAAGAGGCTGAAGCTCAA CAAAGAAAAGGGCTGTCCTG 186

Ai09B198 Araip.B09 198 p2 (TC)6 12 541134 541145 CCCAATACTCGTGAAAGACGA TGCCGATTTATTTGGCTTTT 280

Ai09B202 Araip.B09 202 c (CT)6t(CA)6gaatttc(T)1042 564046 564087 GACGGGCTAAATATGGAAGGA TACAGTCCCCATGAAAAGGC 226

Ai09B203 Araip.B09 203 p3 (CTT)5 15 566310 566324 AGCAAGCTTGGTTGTGGTTC CGGGAATGGAGCTATGAAGA 155

Ai09B204 Araip.B09 204 p2 (AG)7 14 576796 576809 GGTCGGTGGTGCTACTCCTA CCAATAACGATGTGTGACGC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B212 Araip.B09 212 p3 (AGG)5 15 608869 608883 TCGTCGTCGTCATAATCGAG TTGTTGCGGTTGTTGATGTT 195

Ai09B214 Araip.B09 214 p2 (AT)6 12 614358 614369 TTGAATGTGGGTTCCCCTTA ATACATGCGCGTTTATGCAG 234

Ai09B218 Araip.B09 218 c (A)10tgtgcacactctcgagcttatagatttattgaattaagagaatatactctcgactattatcatacactcgacatgattttctttgatcta(T)13113 620638 620750 TCGAACAGTCCGATTTTTGT GGGCTCGAATTGTCTTAGTTG 268

Ai09B219 Araip.B09 219 p4 (AAAT)7 28 623406 623433 AGTTGTTCGGTGCCAGAATC TGCTAGCCTGATGAAATTGG 263

Ai09B221 Araip.B09 221 p3 (TTC)6 18 626430 626447 CTTTGTGGTTGGGTTGGAGT TAGCAGGCAGCATCATCATC 191

Ai09B224 Araip.B09 224 p3 (TCA)5 15 629649 629663 TGCAACAAAGCACTGTCTCC TGAGTTGATCCGCACAAGAG 271

Ai09B225 Araip.B09 225 p2 (CA)6 12 637109 637120 CTGAAACAGAGAGAAGCGCC TGGCCTGTAATGCTTTTTCG 276

Ai09B229 Araip.B09 229 p2 (AG)6 12 644703 644714 GCTTCTGCTTGCAAAACTTCT TATCCAGGAAAGTGGCATCG 204

Ai09B237 Araip.B09 237 c (T)10gagactgattagcttttatgttaaaagaaataatattga(T)10gcacaaaaaccttgttattcttttgaaataattatcaagagctggattaaaa(T)10121 667279 667399 TCGAAAGGACAACGAAATCC TGACTCATTTTTGGTGGAACA 268

Ai09B241 Araip.B09 241 p3 (GAG)8 24 670835 670858 GCCTCCTCTGTTTCAACTGC AGAGGAGGAGGACGAGGAAG 188

Ai09B248 Araip.B09 248 c (TC)8tgcaacatttgattctgtattctatattccatcattctcatccattcttctctgcaatcaaaaaccc(T)1194 681995 682088 CACCATCCCAATCCTCATTC GGAACTGAAAAACCGCAAAA 277

Ai09B249 Araip.B09 249 p3 (AAC)6 18 682466 682483 TTATTCACTTCCCCGCACTC TTACCTGAGGGTCACAAAACG 221

Ai09B250 Araip.B09 250 p3 (AAT)6 18 686140 686157 CTGCCCCGGAAAGTGTATTA AACCTTAAAACGAAATTTGGCA 278

Ai09B252 Araip.B09 252 p2 (TG)6 12 687214 687225 CTTCTCTTCCCCTCAACACA AAATTCCATTTCCCATGCTT 280

Ai09B253 Araip.B09 253 p3 (TTC)6 18 687765 687782 CTCCTCCTCCCCATAGATGC TCCATGAAAACTGATGGTGG 214

Ai09B256 Araip.B09 256 p4 (TAAC)6 24 692799 692822 AAATGGGAGGAGGAGGAAGA GCGTGCTGGTAAAATGGTTT 240

Ai09B259 Araip.B09 259 p2 (GA)6 12 699423 699434 GGATTCAAAAAGGGAAGCAA ACAATTTTGTTGCGGCTCTC 261

Ai09B260 Araip.B09 260 c (A)10taataatg(A)1533 700853 700885 GTGCATGCCCATTATCATCA GATCAAATGAATGATTGAGCCA 278

Ai09B270 Araip.B09 270 c (T)10cttgttaacataaatcacatcgtttgttaggggataatgaccagtttatattttg(AAT)580 714194 714273 CTTTTGGGCCGATCAAGATA CAATGCAAGAAGGTACGTAAGTG 279

Ai09B275 Araip.B09 275 p3 (AAT)5 15 719710 719724 CCCACTAAAACATGGAAGCAA CAAGGACATGGAGGGACAGT 225

Ai09B277 Araip.B09 277 p2 (AG)9 18 720893 720910 AGGGTTTTCTTCTTCGCCAT TGCCATTCTTATTGGATGAGAC 183

Ai09B278 Araip.B09 278 p2 (TA)7 14 721611 721624 AAACAATGACTGGAGGTACGTAAA CCACCGTCATTAGTACTATCTCTGA 220

Ai09B285 Araip.B09 285 p2 (AT)8 16 741130 741145 TCATCCACATGGAATGCACTA CCTCCCATTACAACCCAATG 240

Ai09B287 Araip.B09 287 c (T)11aagggtgtgtatcaataattattattttacgtatagaatgtcttgttcattcggag(ATA)582 741800 741881 AAAAGATAATTTGGAGGTGGAGT TTTGGGGAAAACGACAAAAC 217

Ai09B288 Araip.B09 288 p3 (ATA)5 15 742269 742283 ATTTGTCTCATTGAACCGCA CATGTTGCTACCATATCGAAAAA 157

Ai09B289 Araip.B09 289 c (T)10acacagtagtcaaattaggtg(T)1041 743045 743085 GACAATAAGGTTTTTGTGCCA GGCCGCTATTATTTTCCCTT 168

Ai09B292 Araip.B09 292 c (ATTT)6taaataaaaagacaatggttggtaggacaatattatcaaacaaagtaaagtaacgtgacctaaaagtcatgataatctcaagtcccaactcccaaccgt(TC)6135 758843 758977 TTTCATTAAAAAGAAACTTGCATCA TTTGCAAACTTTAGTTTTTGGTTG 256

Ai09B301 Araip.B09 301 p3 (TTA)5 15 771285 771299 CCGTCATTGTTTTGTGATGC TGGTTGTTCATTCGGGTGTA 232

Ai09B303 Araip.B09 303 p3 (TAT)5 15 776528 776542 ATTTCCGATCAGGCACAAAC GCAATAATGGTGCTGGTCCT 264

Ai09B305 Araip.B09 305 p4 (TATT)5 20 779894 779913 GCAAGTAGTCTTTGGTCTTCCA TTTGCAAATCAATAATATCACTGTCA 238

Ai09B308 Araip.B09 308 p3 (TAT)5 15 786075 786089 CTTCCAGGAACACACCCCTA TGCTGGCTTTTTAGCACTCC 130

Ai09B309 Araip.B09 309 p3 (TTA)5 15 787472 787486 TGGTGGTGGTACAAATGTTGA GGAAATGAGCATACCACTTTTT 280

Ai09B311 Araip.B09 311 p3 (TTA)14 42 794095 794136 CCTTCAACGTTAGGAACAAAACA TTTTTCGCCAAAATGAATGT 273

Ai09B314 Araip.B09 314 c (T)10ccccttaattccctgttctcgtttctaaaaaaatcacatctacaa(AT)10tttattctatttaaatg(A)10102 795442 795543 AGCATATCAATTAGCGTGTCTG ATGCTTTTGGTATTGCTCCC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B315 Araip.B09 315 c (T)14a(ATT)6 33 795821 795853 ACCAATGGACAACAAGCACA TTATCAAATTATCAACATGCCAA 209

Ai09B324 Araip.B09 324 c (T)10a(ATT)7 32 808685 808716 ATCTGCTTCCAGGGACACAC TTGCAATGTTCAAAATAAACTTGT 255

Ai09B325 Araip.B09 325 c (T)10caatgcactcttgtcttctatttttcc(T)1047 809451 809497 AAGATATGTGTTCGTCTTACTCTTTTT AGAATTTCTCTGGTCCGAAAG 102

Ai09B329 Araip.B09 329 p2 (TA)7 14 813561 813574 TGAAGTTGCACGAAAAGTGC AGAGTCAATGGGAAAACAAAAG 197

Ai09B331 Araip.B09 331 p3 (ATT)5 15 820985 820999 TGTCACACCACAACACAACG TCCGATCTTCTCCGGTAATG 217

Ai09B344 Araip.B09 344 p2 (TC)7 14 851340 851353 TGAAAAGAAACACGTGGCAG CAAAGTTCGAACCAAACGCT 257

Ai09B346 Araip.B09 346 p3 (TTG)6 18 854061 854078 TTCTCAGTATTGACCCATTCCA GCTTTGCCTGCAAATAGGAA 211

Ai09B349 Araip.B09 349 p2 (AT)8 16 860510 860525 TCATTTTCTTCTCTATCGTTATAGGGT TTAAGTGAGAGTTAAGTGGCAAAA 200

Ai09B356 Araip.B09 356 p2 (AT)8 16 866663 866678 CACAAATACATTGGTGGCTAATTT TTTTTGGAAGGAAAGAGTCTTAATG 247

Ai09B357 Araip.B09 357 p2 (TC)15 30 867666 867695 CCAGAGTTAGAAGTGATTATCATGTG TGAACAGGACTCTGGGTGAA 149

Ai09B363 Araip.B09 363 c (A)10tttaatacagggacccaatt(A)1141 878938 878978 TGAGTCCTTGCACCAATTTTT TCGTAAAATTTTCAATTAGGTCCC 207

Ai09B364 Araip.B09 364 p3 (CTT)6 18 879253 879270 TGCTTCTCTCTTCAGCGTCA TTTTCAGCTTGCGTCAACAT 247

Ai09B365 Araip.B09 365 c (CAT)12tatcattttttgtcag(CAA)670 886342 886411 AACTCCATGGTTCTGCGTTC TGCTGCTGCTGCTAACAAGT 233

Ai09B368 Araip.B09 368 p3 (ATA)13 39 892261 892299 CCAAGTGCAATCAACTTTTTG ACCGAAAAATAGTGAATCAAGTCT 280

Ai09B373 Araip.B09 373 c (A)12gaaaaag(A)1029 896576 896604 TCAACATCTCATGACCAACCA AGCCTATTCAAAGGGGGAAA 228

Ai09B378 Araip.B09 378 c (GAA)5gatgaagat(GAA)951 907091 907141 TTGGGCTTGTAAACGGAAAC ATGCTTCTTCTCTGCGCTTC 272

Ai09B380 Araip.B09 380 c (A)10cgttaatatcaatgtttggaataatttattacgtatgtccaaaaag(A)1066 907899 907964 CAACCCTGATCGAGCCTTTA ATGTTTGGGACCCTTAACCC 223

Ai09B388 Araip.B09 388 p2 (TA)6 12 924043 924054 TTGGGGCTCTTCTTGATACG GTTGTGCTTGCCAGAGGAAT 277

Ai09B389 Araip.B09 389 c (A)10gactttaccaagatctccaccatttgaactatctataagactaattctgaaactcaaacacttcattcaattagtaactcttcctctc(T)13111 926373 926483 TGGATCAAATTATGGCTTGTTG TGATCCCCGAGATTTTTGAC 257

Ai09B391 Araip.B09 391 p4 (AATA)5 20 929027 929046 TGGGACCAAAAGACAAATGTT TTGGGGTTTAAAAAGGTTGC 266

Ai09B393 Araip.B09 393 p2 (TA)7 14 930501 930514 TCTTGCGTGTTTGATGTGCT CCCTCTAACCACTTGAAGGC 119

Ai09B396 Araip.B09 396 c (T)10attttttggtgataacatctatcatatg(A)1149 937310 937358 CAAGAGGGATGCATGTTCAA ATACCCTGGTGCAAACCAAA 197

Ai09B400 Araip.B09 400 c (T)11aattgggtccttacaccaattttttttcaattgagtttctacactttttttttcccttttatttaagtccttgcaccaa(T)10100 946768 946867 TCCGTGAAGATGAGGAAAGA AAATTGGGTCTTTGCACCAA 279

Ai09B404 Araip.B09 404 c (T)10g(T)11g(T)2043 954652 954694 AAAAGCGTTGGATAAGTGGG TTTGTCGTTTTCATTTAAGAGTTTG 278

Ai09B409 Araip.B09 409 p2 (AT)6 12 981733 981744 GCGCATCCTCAACTTCAAA CTTTAACTCCCCGGTTCTCC 166

Ai09B412 Araip.B09 412 p3 (TAT)6 18 985656 985673 TTTCTCATTTTCTATCGACTTCTTCA TGCTTCGGTCAAGTATGCAA 192

Ai09B416 Araip.B09 416 p2 (AC)6 12 989793 989804 TTCTATATTCAATTTCTTTCTCCAACA GTGACTAATTTTAATGACTGATTTTGA 211

Ai09B417 Araip.B09 417 p2 (AT)6 12 990344 990355 TTTTTAATTTTGATGCACTGTCAA CTTGTTTGCCCTTCATGTTG 211

Ai09B421 Araip.B09 421 c (A)10tcatattctaattaagcaagcctct(TC)7ttgcttcat(TC)1180 995748 995827 CCTTTTTGACAAGCCCATTT TCGAAGATCGATCAAGAGCA 218

Ai09B426 Araip.B09 426 c (T)11cttttattcgactaaatttgcacatttttttatccgaa(T)1059 1015956 1016014 GAGTTTGACTCTCTTTAGTTCCTCG CATCAAGAAATCGGAAGTGTTTT 150

Ai09B427 Araip.B09 427 p3 (ACC)7 21 1019139 1019159 TCCAACACCAAGAACACCAA GGAAGGAGATTGGGGAAGAG 224

Ai09B430 Araip.B09 430 p4 (ATTA)5 20 1021491 1021510 AAGTCTCAATTCGAACTCATTTCT GCAACCCAATTCCATGTTTT 252

Ai09B432 Araip.B09 432 c (T)10gtctccagacctattcattgcaaatgcttgcattggtccacttatatgaagcttgtc(A)1077 1025708 1025784 TTTGGGTCAGAAACCCTTCA GTTGGCAGAAGTTGGCAGAT 180

Ai09B435 Araip.B09 435 p4 (ATTT)5 20 1035884 1035903 ATCCTTGTGAAAGGCATGAA TGCGAGCATAATGATCCAAG 222
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Ai09B444 Araip.B09 444 p3 (TTC)5 15 1051408 1051422 CCTTCTGTATGTCCCTCCCA CCAACTCCTCCTCTGCAAAA 280

Ai09B446 Araip.B09 446 p2 (TA)6 12 1053387 1053398 TTGCTCTTATGGTGGCCTTC AACTCCATTTCCCCAACACA 252

Ai09B453 Araip.B09 453 p2 (TA)6 12 1057492 1057503 TCAGAAAGTACGTAACGCGG CAGGTCAATCCAACATTCCC 209

Ai09B454 Araip.B09 454 p2 (TA)6 12 1057728 1057739 GGGAATGTTGGATTGACCTG TGGTAGAACTGAAAATGCCAGA 174

Ai09B458 Araip.B09 458 c (A)13ctattataga(T)1033 1058929 1058961 GCAATAATTGAGGGGATGGA TTAGTCCTTGACCTGTCGGG 241

Ai09B461 Araip.B09 461 p3 (AAG)7 21 1063849 1063869 AGCCAAGAGGCTATGAACCC GGTGAGTGAATGAGGGAGCA 280

Ai09B462 Araip.B09 462 p2 (AT)7 14 1064229 1064242 TTTGAGGATTTAAAAATGGGGA GGACAAATCAATTTAGCCAAAAA 252

Ai09B466 Araip.B09 466 p4 (ATCT)6 24 1072440 1072463 ACTGACGTTTGAGCCAATCC TGACAACAAAACACTCCCCA 278

Ai09B468 Araip.B09 468 p2 (AC)8 16 1079819 1079834 CCCATCAAATCTTAAGGGCA GAATGATTGCTTGTTGATTGGA 238

Ai09B469 Araip.B09 469 c (A)18caaactttttattgtggttagtggttacttc(A)1059 1080436 1080494 CAGTTTTTGATTTCGCCCAT CATGGTTCATCAACTCACCAG 260

Ai09B470 Araip.B09 470 p2 (GA)15 30 1085602 1085631 GTGATCCGAACCCTAGCAAA TACCCAATAACAGGCCCAAC 252

Ai09B473 Araip.B09 473 p2 (CA)6 12 1092652 1092663 AAGAAACCCTAGAACGGGGA TCCGATTTGCGAATAGGTTC 249

Ai09B474 Araip.B09 474 p3 (ATA)14 42 1098949 1098990 CCTTACCTCAATACGGGCAA TAATGTGTTTGGCACGTGGT 196

Ai09B475 Araip.B09 475 p4 (AAAT)6 24 1103385 1103408 TCATTTGCTGAATCACTCTTTCTC CAGTCCACGTTATCAAGCCA 258

Ai09B476 Araip.B09 476 p2 (AC)7 14 1106749 1106762 TTTTCAGTGGCGTCTCGAAT TCACGCAACAGTCTCACCTC 278

Ai09B482 Araip.B09 482 c (A)10gaattagtatagggacctaaataaaaggaaaaaaaaagtgtaaggaccaaatt(A)1275 1125592 1125666 TTTTTAATTGGATTCCTGCACT TTGTTGGTTCATGTAGTTTCGC 242

Ai09B489 Araip.B09 489 p2 (TA)6 12 1133275 1133286 TCGTTTTCGAAGAAACCAACT TCATGGGAGACAGTGAGACAC 279

Ai09B490 Araip.B09 490 p2 (AT)8 16 1144125 1144140 CTTATTACATCATCATGCCACG AGGAGATTCCGTTTCTTGACA 256

Ai09B493 Araip.B09 493 p2 (TC)11 22 1149659 1149680 TTCTCCCTTCACGAGTGTCC CTGGTGTTGATGGTGCTGAT 258

Ai09B494 Araip.B09 494 p3 (TTA)5 15 1152099 1152113 TGGCCATATGGGTAATTAAGAAA ACCATCAAGGCTGCTTGTCT 137

Ai09B495 Araip.B09 495 p2 (TA)7 14 1153662 1153675 GGCTCCTTCAAATCATGGAA TGGATTTTCACCCAACCAAT 278

Ai09B503 Araip.B09 503 c (ATT)5catattatttttttttatttttataataac(AAT)766 1182867 1182932 GCCAATGACCCTTTTATTCTTC CTCCAAGGTTTGAAGGTCCA 206

Ai09B504 Araip.B09 504 p3 (AGA)5 15 1183141 1183155 GCAAGAGCTGAACCTTCTCAA TTTGTGTGCATTTTGATGCC 181

Ai09B505 Araip.B09 505 c (CAT)6caatggtagattttggatacagattctctc(CTT)563 1183311 1183373 GGCATCAAAATGCACACAAA GGATCCCAAGTGGCTTGTTA 159

Ai09B506 Araip.B09 506 p3 (CGG)5 15 1183576 1183590 ACCTTCTTCTCAGCCACCCT GGAAACTTCCCTAACCTCGG 186

Ai09B507 Araip.B09 507 p3 (TAA)5 15 1184194 1184208 CCATGGACTTTGTTTCCATGT CATCACATGCATGCTCCTTC 241

Ai09B508 Araip.B09 508 p2 (TA)8 16 1190153 1190168 TCCTCATCTGCATGTTTGTTG AAAGGTTGCCCCATAGACCT 209

Ai09B510 Araip.B09 510 p2 (AT)7 14 1191136 1191149 TGTGGTACCCAAAGGGAAAA CGATCCAAACTGCCCTAAAA 115

Ai09B512 Araip.B09 512 p6 (TGATGG)6 36 1193830 1193865 GAGAAGCCTCAGCATGTTCC AAAACCCTAGTTCAATGGCG 191

Ai09B514 Araip.B09 514 p2 (TA)7 14 1196795 1196808 ACCAAACATGACGTTCACGA CGAATGAGCTGACCACTTGA 208

Ai09B516 Araip.B09 516 p3 (AGG)6 18 1200751 1200768 TCATGTGCTGCTTCTTTTGC AATGGTACACTCCGAGTCCG 223

Ai09B517 Araip.B09 517 p2 (TC)8 16 1200926 1200941 CGGACTCGGAGTGTACCATT CGTTCTGCAGATTCAAATTCC 151

Ai09B521 Araip.B09 521 p3 (TAA)5 15 1204345 1204359 TGGAATGGAACCAATTGAAA CATATGTCACACAATATTGATAAACCC 130

Ai09B522 Araip.B09 522 p3 (ATG)6 18 1204554 1204571 AAGGGTTTATCAATATTGTGTGACAT GGGCATGTGTGAAGAATGTG 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B526 Araip.B09 526 p2 (AT)9 18 1207353 1207370 GCTTGAGCCTGAAATTGAGC CGAGCTGGCTCAAATAAGAGA 274

Ai09B527 Araip.B09 527 c (A)10tcaactttaacatgacctgtaatacctt(A)1351 1210013 1210063 TCCAACTTCTTTCCTATGCCA GCTGCTTTGAGCTGCTGTTA 249

Ai09B528 Araip.B09 528 c (TTA)5ttttggttattgttaatttgtggttgcaa(T)1054 1213892 1213945 GTTCCGCCAATACAAATCCT AGAAAATTGGCCTTGGGACT 239

Ai09B529 Araip.B09 529 c (T)10cttttagttgagtccttgcaccaaatttttttttaattggatccctacactttttttttccttttatttaggttcatgtactaattc(T)11108 1219718 1219825 TGCTGGTCCCTATAGTTTAGCA TTTTAATTGGGTCCCTGCAC 236

Ai09B535 Araip.B09 535 c (T)10aa(T)10 22 1223723 1223744 GTGGCTCAACAAAATTGGCT CCGGCACAAGACACAGAATA 170

Ai09B537 Araip.B09 537 c (ATT)5atattgtaacccacctcgc(TA)748 1226595 1226642 GATCCTTTGCTTCCTTGTGAA AACCACCATGCACACAACAT 187

Ai09B539 Araip.B09 539 p2 (TA)6 12 1227973 1227984 TGTAGCTGGCGTTCTCTTCA TTCATGAAGTGGTGAAAGGTTG 264

Ai09B540 Araip.B09 540 c (AAT)5aaaaataaaaattttaaatttaagacccttttgtatataaataaatcttatgccagcttagcttcttcactccatcacttcacttcacttcacttaaca(TCT)6132 1228255 1228386 ATTGACATTGAAGAAGGCCG GATTGTGAAGTGTGTCTTTGAGAA 205

Ai09B542 Araip.B09 542 c (ATC)5(TTC)5 30 1229262 1229291 GGACCAAAAGCAAGAACCAA GTGGTGGTGGTTGAGGATCT 202

Ai09B543 Araip.B09 543 p3 (ACC)5 15 1229406 1229420 TTGCCCTTCAAATGTCCAAT TTCAATAATGCCACCCCAAT 197

Ai09B547 Araip.B09 547 c (A)10ttcctggggtacaagtgtatgtatgtgagtatgtgt(A)1056 1241503 1241558 TTTCCGTAAATTTGATCCGC CATACACTTGTACCCCAGGAA 238

Ai09B548 Araip.B09 548 p3 (ATT)19 57 1242271 1242327 AACCTCCTATCGTTACAATTACAAA AACCGGTTGGATCAGTGAAT 279

Ai09B552 Araip.B09 552 p3 (ATT)5 15 1245861 1245875 ATTGTACTGGCCAATGGAGG CTTGGCTTTTGGAGCAAGAC 268

Ai09B560 Araip.B09 560 c (A)10gaaagtgaaatgaaaacaaaatcaatttagttaacaatacatgttaagattattaatt(A)1078 1252582 1252659 CGGTTCCTTTAAGTCTTGGG GGCACCACCAACTATGAACA 278

Ai09B561 Araip.B09 561 p2 (AT)6 12 1253173 1253184 TGGAGTACAGCAGCAAAATAGTTA TGATTCTTTAGCATTGTTGTTTTCT 280

Ai09B562 Araip.B09 562 p3 (CCA)9 27 1254011 1254037 CCTCCGCCACCAATTACTTA GGCAGTGGAGAAGGTGGTAA 131

Ai09B563 Araip.B09 563 p3 (CCA)7 21 1254176 1254196 CACCACCCCCTAAGCCTATT ACTAGCGGTGGTAGTGTGGG 226

Ai09B565 Araip.B09 565 p3 (ATT)7 21 1268349 1268369 CCCCAGTCCCCACAATATC CAGAAAGGAAGAACGAAACCA 280

Ai09B568 Araip.B09 568 c (T)11ctattcagttaatattgttaatttgttagttagttctgtaccaa(T)1065 1271966 1272030 GCTGTCGCCATTTTCTTCAT TGCTGCTAACCCGATTTTTC 271

Ai09B574 Araip.B09 574 p3 (TGA)6 18 1283565 1283582 GATGGTCGCTGATGTGTTTG TCGTAGACAATGGCTCCACA 127

Ai09B584 Araip.B09 584 c (AGA)6tttggagaataaaaagaacaaagcggggtttgtgaaagggttgttgttgggtttggtcctgagtt(GAA)598 1322524 1322621 AGGAGGATTGCTCTGAGGGT GAACCCTTCTCAAAACCCCT 249

Ai09B586 Araip.B09 586 p3 (GAA)5 15 1323539 1323553 ACACCCAAAATTCGTTGCAT AAGCGCTACATTCAGAACCG 174

Ai09B588 Araip.B09 588 p2 (TA)7 14 1326843 1326856 TCTTCCATTTCCAATGGGG TCATCATCTTGGATCCCCTTA 275

Ai09B589 Araip.B09 589 p3 (CTC)5 15 1328036 1328050 TAAAAGGTGGTGGAAGTGGC TGGTATGGTCGTTTCCCATT 265

Ai09B590 Araip.B09 590 p2 (AT)6 12 1328742 1328753 AAAAATGGTGAATCAAATCTTGAAC TTTTTCTATCGTAGGGGTAGGA 158

Ai09B591 Araip.B09 591 p2 (TA)8 16 1329493 1329508 TTGATCTCTCTGCCATTAGCAA TTTTGGCACACGAAGGCTAT 266

Ai09B593 Araip.B09 593 p3 (TAT)12 36 1330732 1330767 TTTTGGGTCATACAATGAGTGAA CACACAGTCACACACTCACACC 177

Ai09B594 Araip.B09 594 p3 (TTA)7 21 1331219 1331239 CGAATGCACAAGAATTTCCA TCAACTATTAATGGCAACAAGCA 277

Ai09B596 Araip.B09 596 p2 (TA)6 12 1334525 1334536 TGGAAGGGCATTGTAAATCA GGGACAATTGGTATAGGGACC 235

Ai09B597 Araip.B09 597 c (A)10ttagtgtagggactcaattaaaaagaaaaaaaagtataggaacctaattgaaaattttacgaaactatagagaccaacagagtaattaaacatttatt(TAA)7129 1334667 1334795 GGTCCCTATACCAATTGTCCC TTGATAGCCCCTAACACTCCTC 212

Ai09B601 Araip.B09 601 p2 (AT)6 12 1340019 1340030 GCCTTAGCTTGTAGCCCTTTT CCATCATGCATGGGACACTA 221

Ai09B603 Araip.B09 603 p3 (TAA)5 15 1345257 1345271 CCAGGTTGGTTAACAGGTGG TCAAATGTTGTGTTGAAATGTTGA 270

Ai09B605 Araip.B09 605 c (GAT)5ctacgaggttgtttcatagtgttattcttctttgaattctcagccgtcagatcttgcggtgatgatgatccaacggtgttttggagaagagtg(GAA)5123 1346301 1346423 TGGTGTAGCTGGTGTCATGG TGCAACCATCTTTCTCTTCTGA 278

Ai09B612 Araip.B09 612 p2 (AT)11 22 1357668 1357689 CCCGATAACCCGAATATCAGT CATGACATTCTCATTTTTATATTGGTG 138



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B633 Araip.B09 633 c (C)14tcttttttttctctcccaatataatcaacattgtatgacaa(T)1065 1390755 1390819 AGACCGGTTTGTTGTTGGAG ATGGCATAGCAGCCTTTGAT 230

Ai09B635 Araip.B09 635 p3 (GTG)5 15 1394941 1394955 CATCGTTCTCTCGCTTCCTC ACAATCACTCCTCCGATCCA 255

Ai09B637 Araip.B09 637 c (TC)8(TA)8 32 1396438 1396469 TGGAAACAATTGAATAACTTTCTTTG GAAGTTCGTCGATCCACTCG 274

Ai09B640 Araip.B09 640 p3 (AAT)15 45 1401290 1401334 GCGCCACAATATTCCAAAGT TGAATCTGGATCACTTGCCA 252

Ai09B642 Araip.B09 642 p3 (CCA)5 15 1402729 1402743 TTCACCTTCCTCACTCCACC ATGGTGGTGGGTTCTTGTTC 172

Ai09B643 Araip.B09 643 p3 (ATC)5 15 1402866 1402880 TTCACCTTCCTCACTCCACC GGGGTGTGGTGGGTTCTATT 252

Ai09B645 Araip.B09 645 p2 (TA)6 12 1406914 1406925 TATGGGGTACAGCACACACC TCACCTCTCCAAACAAAGGC 111

Ai09B646 Araip.B09 646 p3 (AAT)9 27 1407783 1407809 CGTAATGTAGCGCCTCTCGT GAAAAGGAAGCTTGTAATGAGCA 170

Ai09B650 Araip.B09 650 p3 (TGA)5 15 1428151 1428165 ATGCAGGAACCACCATTGTT GGCCTTGTTCTTCGTATGGA 165

Ai09B651 Araip.B09 651 p2 (AT)9 18 1428721 1428738 TGCTTTTGAAAGCCATGAGA TGAGTGGCCACCATACAAAA 207

Ai09B655 Araip.B09 655 c (T)10catttttatctcatctttgaagaaaaaaaaatagatcctaca(T)1062 1440168 1440229 GAAAACAGAAAATAAAATGAGAAGAAA TGAAGAAAGCAAATGGATGAAA 231

Ai09B661 Araip.B09 661 c (A)12tgcatttattatttgtaaagtccttctcttttcta(T)10agtaattaaatacttctatgctttctctttctctcctcatatatatttgtttttttctgtaaaataaaggggtg(TA)6143 1448404 1448546 TTGGCCAATGACAAACTCTT TGAGGTGGGTTCTACTCCCA 262

Ai09B666 Araip.B09 666 p2 (TC)9 18 1472481 1472498 TGAGGTTTCACCCTTTGTCC GGGACTTAATTAAAAATTTGGTAAAA 244

Ai09B668 Araip.B09 668 p2 (TA)6 12 1473771 1473782 ACTTTGATCCATGACAATAATAAAAA GATACCAAGGCTCTGATACCAT 280

Ai09B674 Araip.B09 674 c (TC)18ttccacccc(A)1055 1478891 1478945 CATGCATCTTGGATTCCCAT ATCCGCACCATGAATCAAAC 277

Ai09B675 Araip.B09 675 c (TTA)6ttggtgtgtgattttttcaagttacttttccttttgct(A)1066 1479078 1479143 CATGGTGCGGATTTGAATTA AACCTCCCACTTCCTCGATT 186

Ai09B678 Araip.B09 678 p3 (TTA)6 18 1488051 1488068 CAGAGTTGGTGATGCGAGAA ACCAAATCATCCCTTTTCCC 251

Ai09B679 Araip.B09 679 p2 (GA)8 16 1491241 1491256 GACTATTGCGGGCATTGAAC TTTAACTTTTGCAGGGCTGG 222

Ai09B681 Araip.B09 681 c (T)14cgccatttgtttcaggttagtacattcccaacacgtatattcaattttatattatcattttagaaaaaaaaatcaattacccg(AT)7111 1501875 1501985 GCGTTTCTCCAGAAGGTAAGC TCTTAAAACCATGTGCATTCG 213

Ai09B683 Araip.B09 683 p3 (GTT)5 15 1506894 1506908 ACGCTATGGTCGTTGATTCC GGGATCGTGTTCTCACTGGT 164

Ai09B685 Araip.B09 685 p3 (ATA)8 24 1509173 1509196 CATTTGAACTATAACTCATTGGCA AACAAATCTGAAAAAGGAAGATTAAA 280

Ai09B690 Araip.B09 690 p2 (CT)6 12 1520548 1520559 CGTCGGTCTCTCTCTTTTCG TTGAATAATAACGCTGCCGA 175

Ai09B693 Araip.B09 693 p2 (AT)8 16 1526091 1526106 TCCAGGTTGTCTCTTTAATTCC CGCACACACTAATTTGAACCA 280

Ai09B714 Araip.B09 714 p2 (TA)6 12 1582397 1582408 TGTCAAAGACTCGTGGTATAATCC TCAAAATCTTTTCATAGTTAAAACACA 257

Ai09B715 Araip.B09 715 p3 (TAA)6 18 1583241 1583258 TTTTCAGCCCAAAAACATTG AACGGGAGCATAGAAAGCAG 280

Ai09B716 Araip.B09 716 p4 (TTTA)5 20 1583416 1583435 TTTTCAGCCCAAAAACATTG AACGGGAGCATAGAAAGCAG 280

Ai09B718 Araip.B09 718 p3 (ATA)6 18 1586250 1586267 GGGCAGCTTATTCTCACGTA CTCTTACCCAAAATGAAATAACAAT 280

Ai09B721 Araip.B09 721 p3 (ATA)13 39 1589574 1589612 GTTTAGCGGCGATTTGAAAC TTTCCGAGAGAGAAAGCCAA 269

Ai09B722 Araip.B09 722 p3 (TAT)6 18 1590096 1590113 AAGTCATTCAAACTGGTCAAGAGA TGTTAGCCTCCTAACACTCTTCTTT 280

Ai09B723 Araip.B09 723 p2 (CT)8 16 1590528 1590543 GGATTTGCCTTCATGTGCTT TGCCACTTAGGCTTTGTTTTG 245

Ai09B724 Araip.B09 724 p3 (TGA)6 18 1591058 1591075 CATTGCCACCATGCAAATTA TTCAATGCACTACAATCAGTACG 232

Ai09B725 Araip.B09 725 c (CTT)5ctcatgatattaataataacgataattcttcttaatttcttctta(ATT)6agcttatgagc(T)12101 1593027 1593127 CAGCCAACACTCCAAGATCA AAGAAACAACAATCTATCTCAAACATT 224

Ai09B732 Araip.B09 732 p2 (GA)13 26 1604422 1604447 GCTATCGCAATGGCGTGATA AAATGTCCATGTGGCACTCA 280

Ai09B734 Araip.B09 734 p2 (GA)9 18 1609068 1609085 TCCATAATCTTCATCCCCCA GGTATTCCGGCGATATCAGA 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B739 Araip.B09 739 p4 (TTAA)7 28 1613687 1613714 TTCACAGCCAATAGCCTCCT TTGACATAACTGTGGTTACTCCC 258

Ai09B740 Araip.B09 740 p2 (AG)7 14 1614388 1614401 TTGTGGGAACCATGTGATTG CTCATTAAACCCCACCCCTT 262

Ai09B741 Araip.B09 741 c (A)11ttcaatccgacatccggtcctgacaattatctcgaaaggacaacgaggtccttgtgc(A)12gtcaatgttatttttttttggtacaggagctaatcagtcc(A)11131 1615648 1615778 AACTCAAAACAGCCCTTGACA AAAATATCAAATTCGGCCCC 205

Ai09B743 Araip.B09 743 c (A)14tctaatccggcccctgacaattacttcgaaaggacaacgaggcccctgtaccaaaaaaaatcaatgttattttttttggcacaggggctaatcagtccc(A)10123 1618384 1618506 AGAAAAACCCAAATCAGCCC CAAATCCGGCCCCTAATAA 226

Ai09B748 Araip.B09 748 c (AG)7aagaggaaccctacttacggaaccgacttggattggcgacgaagattttgatggttggaagaagaagcggcaatatattaatacttggtgcggct(GAAGA)5134 1630300 1630433 GCGATTCCTGATGTAACCAAA TTTGGAAGCTTAAACCCTTGA 251

Ai09B749 Araip.B09 749 p2 (TA)6 12 1631385 1631396 AGCAGCGCGTATTTTGATCT GGGGGTCAACTCACATGTTT 272

Ai09B751 Araip.B09 751 p2 (AG)6 12 1648998 1649009 GAGAAGCCTCCATGGTTGAA ACCAAGGAAGGACCAGAGGT 138

Ai09B757 Araip.B09 757 p3 (GCT)5 15 1672389 1672403 GCCGGGAGAGAAACAGAAC AACAGTTCAGCTCCAGTGGC 206

Ai09B759 Araip.B09 759 p3 (GCT)5 15 1678262 1678276 GAGAAACAGAACGCGTGTGA GTCCAGGTACATCCAAACGG 156

Ai09B765 Araip.B09 765 p2 (TC)7 14 1708074 1708087 GCCTCCCTTAATCTTCTCCC TCATTTGGACAGACCCAACA 279

Ai09B767 Araip.B09 767 p2 (AT)6 12 1714743 1714754 CGAAGCCCGATTAAAATTGA CGTGAAAGCACGTGGAGTAA 199

Ai09B771 Araip.B09 771 p3 (TTG)5 15 1718563 1718577 GGGCTTTGGCAGTGTGTATT ATTCACAGCATGAGTTGGCA 199

Ai09B777 Araip.B09 777 p3 (TCA)5 15 1727473 1727487 CCAGAAGCCGTTCGTCTAAG CAAATTCCGTTCCAAGTGCT 250

Ai09B778 Araip.B09 778 p2 (CT)6 12 1731066 1731077 GAGCTAGGGCAAACTTGCAG GGAAGGGGAGATTCGTTGTT 237

Ai09B779 Araip.B09 779 p2 (GT)10 20 1731373 1731392 TCCTTCTCCCCCTCTTCTTC TGTATTAATTTTCGAGGGCAAAA 247

Ai09B780 Araip.B09 780 p2 (AT)8 16 1733066 1733081 CCCAAGCACATAGCAAAAGA GCCTCACTTTCGGGTTGTAA 252

Ai09B785 Araip.B09 785 p4 (ATAA)5 20 1773966 1773985 CCTGGGTTAATGGGAATGTG TTCACCACCTATGCATTGATCT 208

Ai09B786 Araip.B09 786 p2 (GT)8 16 1774128 1774143 AAAGGGACAAAATTACCCCAA TGTATGGCCAAGTGAGCTAAAA 215

Ai09B790 Araip.B09 790 c (A)10tttcaaagtgatttgattttactattttaaaattttctagtgctttggt(A)1271 1786393 1786463 GGACTCCTTGTAAGACACTTTGG TTTTGAACCACAAATAAGTAAAACA 279

Ai09B801 Araip.B09 801 p4 (CTAT)6 24 1821866 1821889 GAAAGTGCCAACGAAGAAGG CATTGTTTCCTTTAGTTTTTCTTTTT 254

Ai09B805 Araip.B09 805 p2 (CT)6 12 1828331 1828342 CGTGAAGGAGGAAGCAAAAG CTCCACGGTTGAAACCAAAT 255

Ai09B806 Araip.B09 806 p3 (GAA)5 15 1834795 1834809 CCACTCCTCAAACCCACACT TTGGTCTTCTGTGAACTGCG 238

Ai09B807 Araip.B09 807 p3 (ATG)5 15 1835959 1835973 AAGAGAGGGTGGGCCTAATG TTTTGTCATCAAAGGGGCAC 275

Ai09B815 Araip.B09 815 p2 (AT)6 12 1852076 1852087 TCGATGAAGACATACACCAAGC CAGATTTCAAGTGGCCAACC 279

Ai09B817 Araip.B09 817 c (T)16ccaaacaatcacaaatcggacggtccgatttgtgatttcgaaaataaaaaaatttttaatgttaaaatcggaccatccgatttttattt(A)10tgcaaaacggaccatgtgatttttagttttc(T)10156 1853315 1853470 TTCTCAATGATGGTGCCTCC ACGGTCCGATTTGTTTGAAG 241

Ai09B818 Araip.B09 818 p2 (CT)6 12 1858533 1858544 AGCTAGGGCAAACTTGCAGA AGGGGAGCTTCGTTGTTACC 233

Ai09B822 Araip.B09 822 p3 (CAG)5 15 1874187 1874201 TATACAGGTGCCCTCCCAAG CCAAGATGTTACCCCATGAAG 242

Ai09B830 Araip.B09 830 p3 (TAT)6 18 1887852 1887869 GAGGCATTTGGCTGATTTTT GGCCTATTTTGGGGTTCAAT 178

Ai09B839 Araip.B09 839 p2 (CT)7 14 1903970 1903983 TGTGTTCTCTTGTAGGATGCC AACGCACACTATCGGAAGGT 280

Ai09B845 Araip.B09 845 c (TA)6tgcactcctctcaataacttactcatttcttcatcgctcatttgaattatcaccggttctcatagaaaagaga(ATT)8109 1909702 1909810 AAAGGCTTATCAAATTCTCCGA CAGCACCGTCAGATTCCTCT 271

Ai09B848 Araip.B09 848 p2 (AT)8 16 1916754 1916769 AAGGTACTGTTGCCCACACC TGAAAGGCTCACCAAGTTCA 214

Ai09B850 Araip.B09 850 c (GAA)5a(AAG)5 31 1919728 1919758 CTTCATTGTAACCCTCCCCA CCCAATTTCCCTTCCTCCTA 273

Ai09B853 Araip.B09 853 p3 (TAG)9 27 1928247 1928273 CCCTCCTCTTAGGTCTTGGG GAATTAGGAGACAACTTGGAAGG 202

Ai09B854 Araip.B09 854 p3 (GAA)5 15 1930545 1930559 GAGGACGATGGTGGAGAGTG GACTCGCGAATGTTGTTGAA 126
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Ai09B858 Araip.B09 858 p3 (AAT)6 18 1934743 1934760 ATCCAACTTGGCAAACAAGC CATTGGAAATGCAGATGTGG 204

Ai09B867 Araip.B09 867 p2 (AG)14 28 1951202 1951229 TTCTTCGTCCTTTTCCCCTT TGCAAAAACCACAAAGCAAA 233

Ai09B874 Araip.B09 874 c (A)10tcaaatattaaattcatatattatatcgacacttcatcaaaattt(TA)667 1967076 1967142 CCCATTCCATGAATTTTCTCA TAGGCGGTATAGCTTAGGCG 279

Ai09B876 Araip.B09 876 p2 (AG)9 18 1974390 1974407 AAGGGTGTGTGAGAGATCCG TGCATGCCATTGTTTTGATT 148

Ai09B877 Araip.B09 877 c (A)10caac(A)10 24 1976053 1976076 TCTTTTTGGCTTTAGTCCGGT ATCCACACAAAGGGAAGTGG 267

Ai09B879 Araip.B09 879 p3 (TTC)6 18 1980310 1980327 GCTGACGGATCTGAATGGAT TTTGCAATATGGGAACGACC 267

Ai09B883 Araip.B09 883 p2 (TA)6 12 1995511 1995522 GGGATCCCCTTATCGTGTTC TGACAAGAAATGCCACCAAG 245

Ai09B892 Araip.B09 892 c (A)11tttctcattcagtcatcacctttgttgatgcccgtttggcatttctcagaaatactgaaatac(T)1084 2023420 2023503 AACCCACCATGCCAAAGTT TTTTTCAAGATGGATCAATGTAATTT 277

Ai09B893 Araip.B09 893 p3 (CAA)5 15 2024295 2024309 GAGCCAAAAGAAAGAGCGAA TTCCGTGATTGCAATTTTGA 195

Ai09B901 Araip.B09 901 p2 (TA)7 14 2042973 2042986 TGGTACTAAATTTCATGACACACA AAAAAGTGGTGCGCATGTTT 259

Ai09B906 Araip.B09 906 p3 (AAG)7 21 2069541 2069561 GAGGAAGAAGAACGTGCAGC TTCTTTCGTTTCTTGCCTTCTC 223

Ai09B908 Araip.B09 908 p3 (ATG)5 15 2072120 2072134 GCCTCTGTGCCTCTGATGTT CGAAAATACCATTCCCCCTT 208

Ai09B909 Araip.B09 909 p3 (TAT)5 15 2073482 2073496 AGGAAAGCATGGGAAATCCT TCCGATCCCAAATCCAAATA 245

Ai09B916 Araip.B09 916 p2 (AT)11 22 2082849 2082870 TCCGCATAATTAAACCTTCTCTTT GCTCTACATCCGTGTATCCGA 280

Ai09B917 Araip.B09 917 p3 (CAT)7 21 2083461 2083481 GGAGGCCTTACAGTTGCAGA AACAGCCACGGTTGAAGAAC 172

Ai09B920 Araip.B09 920 p3 (TTC)5 15 2087902 2087916 GCAGGACGAAAACTATGGACA AAAATGGTGCGACACAACAA 220

Ai09B922 Araip.B09 922 c (TC)13gatgtttctggtgtgttgttgtaggatttgaggaatgaataatgaaggttatgatttgtatgactttg(AT)6106 2092098 2092203 TACTGCGGATCTTTGAAGGC TTTCTCTTCATTAAATTCCTTCCC 166

Ai09B939 Araip.B09 939 p2 (AG)9 18 2132375 2132392 TGTTGCCTAAGCAGGATTTG AACAGCCAATAACAGCCTCG 268

Ai09B942 Araip.B09 942 c (A)11ggac(A)10 25 2134841 2134865 AAGAAACCAAGCACCATACAA ATTGTGGTTTCAAAAGGCCA 207

Ai09B943 Araip.B09 943 p3 (ATA)6 18 2136413 2136430 TCGTCATTGATTGATTAGCGTC TCACATTTCCTCATCATCCATC 274

Ai09B946 Araip.B09 946 p2 (AT)11 22 2141295 2141316 TGGTTCAAACTCTCGACTCTAATG AGTTATTGGCCTATCGGGCT 225

Ai09B950 Araip.B09 950 p2 (CT)7 14 2146344 2146357 GGCGGTAAATTCGACGATAA GGTGGTTTGTGGGAGAGAGA 132

Ai09B953 Araip.B09 953 c (TA)8gtcatcaaaaaaaattatg(TA)647 2148893 2148939 GCACGCTAATTCTATTGCCA CATGTATGCTACAACTTGAGGGA 271

Ai09B954 Araip.B09 954 c (T)10aagatataaatggagagataaaaagataaaaacaa(T)1055 2153796 2153850 GGAGAAAAATGTCGTGATCAATG CCGCCACTAAAAATTGTGGA 279

Ai09B956 Araip.B09 956 c (AT)6aa(AT)14 42 2156889 2156930 CAGGAGTGGGGAGTTGAATTT TGGTATCATCAACGATCTTGTTTT 276

Ai09B959 Araip.B09 959 c (T)10gctttcttgtaagtattagcattagtgaaattttccc(T)1057 2165866 2165922 GAGCTCCTACGTTCCACAGC CAAAGAACAGCTGCAACAGG 260

Ai09B960 Araip.B09 960 p2 (TA)8 16 2167150 2167165 TGGGTACGTTCATTATCCACC TTTGAAACGGGAAGAGGTTG 218

Ai09B961 Araip.B09 961 c (A)14taaacc(A)10 30 2167306 2167335 ATCAACCTCTTCCCGTTTCA CGCACATATTTCCCGCTATT 270

Ai09B963 Araip.B09 963 p3 (TTC)8 24 2178813 2178836 CAGTTTCCATTGCATCCCTT CGCGGAAGAAGAAGATGAAG 110

Ai09B964 Araip.B09 964 p4 (TAAT)5 20 2182319 2182338 TTCAACGCAACAACCAACAT CAATTTTACACAAAAACATCTGAAGG 240

Ai09B965 Araip.B09 965 p2 (TA)6 12 2183906 2183917 TGCTGAACCCTCCTATTCCA TGGTCAGCTCACTCATCTGC 238

Ai09B970 Araip.B09 970 c (A)11ttaattcatattaagaaaaaacacaccaattattcataatgatgaattacacaaaacctttttctatatc(A)1091 2187292 2187382 CCCTCAGATTTTAATACTTCTCCAA GCATTACCCATCTTTTCATGG 266

Ai09B980 Araip.B09 980 c (T)11aatttaaaccgataaaaaaataacatagatatagttatatttctaaagatgagtatttaacc(T)1083 2231301 2231383 AACCAGCAAAGAAAAGTGAGC AAACACACGTGTCCATTTCA 280

Ai09B981 Araip.B09 981 p3 (GAC)6 18 2232939 2232956 CACATATTCATCCCAAAAATTTCA GCTTCGTCTCACTTTCGTCC 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B990 Araip.B09 990 c (TC)9aatgttcttctcttgaggtaatcgattttgtttgttggttgtgtgattc(AG)679 2255313 2255391 TCATTGATCCTACTGGTGTGTTG GAGAGAGAAGCCCCCTTGAT 255

Ai09B993 Araip.B09 993 p3 (AAC)5 15 2260765 2260779 ACCCTCCAACTCTTCCCACT TTTCCAAGTTCCCAACAAGG 213

Ai09B1005 Araip.B09 1005 c (T)10gtaaaaatagccaaatagaatcttaaaatag(T)1051 2281482 2281532 GGCTCAAACAGGTGAAAAATG TGATTCATGTTGGTCCCTGA 266

Ai09B1007 Araip.B09 1007 c (A)10ttaaccttgaggaaaaaaaag(T)1748 2288947 2288994 ACGAGCAAATGGGATGAAAG CCTTTGAATTAAACGGCCAC 236

Ai09B1013 Araip.B09 1013 c (A)10catccaatccggtccttg(T)10gggcctcgttgtctttcgaagtaattgtcaggggctgttttggatttttctcatcttttattgattgaaatgt(A)11gtttctcaaaaccctagcgcagctc(CT)8163 2297837 2297999 CTCACCCGACCTTTGACAAT CACCACAGCCAGCCTAGATT 279

Ai09B1025 Araip.B09 1025 c (T)10caattacaataatctcgaataagcttttgattgcaag(T)1057 2321297 2321353 CAACCGTCGTCCTTTAGCTC TGATTCTTCATTTCCTGCCA 219

Ai09B1031 Araip.B09 1031 p2 (TC)7 14 2332256 2332269 CCAGCACTCCTCTCTTCCAC TGGATCTGGACTCCCATAGC 194

Ai09B1036 Araip.B09 1036 p3 (AAT)21 63 2350513 2350575 GGGGGTATTGGATTTCACCT CCAATAAGCATGCGTGAAGA 278

Ai09B1047 Araip.B09 1047 p3 (ATA)6 18 2369619 2369636 TTAAAAGAAGAATTAACGAGACACG CATGTCACTTGTGAGTGGTGAG 270

Ai09B1051 Araip.B09 1051 p2 (AT)6 12 2390485 2390496 TCACTCTCATGATGGTGTCCTT TCGACTCGAAAATCACAGTTG 214

Ai09B1057 Araip.B09 1057 p2 (AC)6 12 2397529 2397540 TAAAAGGCAACTTGGCAATC TGTACAAGTGTTTTGAATATGCTTT 118

Ai09B1061 Araip.B09 1061 p2 (AT)6 12 2410191 2410202 GAGTTCCCTTGAGCTGTTCG TTTTAGGCATTAAACACCCCC 216

Ai09B1063 Araip.B09 1063 p4 (ATTT)7 28 2413150 2413177 GATGAGTCGATGAAGACGAGAA TGCAGGGATCCAATTAAAAA 199

Ai09B1064 Araip.B09 1064 c (T)10ctttttaattggatccctgcacta(T)1145 2413290 2413334 TCGATGAAGACGAGAAACTCAA TTTAGTTGGATCCCTATAAAATTAAGC 261

Ai09B1065 Araip.B09 1065 p2 (TA)7 14 2414341 2414354 TGATCGAAATTCAGGTGCAG GCAACCATTCTTCTACTTCGG 213

Ai09B1080 Araip.B09 1080 c (A)10taaaaattctatagaataaatttttaaaattttaaatataggataattttagttg(T)1075 2446671 2446745 TCCTAGTCAATGTCCTGTCACAA GGGTAGAGGCACAAAGGTACA 176

Ai09B1081 Araip.B09 1081 p2 (TA)9 18 2452018 2452035 AGAGTCAAGCGACCTCCAAA GTGGCACATTTACCATGCTG 271

Ai09B1084 Araip.B09 1084 p3 (ATA)15 45 2457601 2457645 GCATGTAGTACGCTTAAGAAGCAA TGAGCCTTGTAACTGGAGCA 143

Ai09B1094 Araip.B09 1094 p3 (TTA)5 15 2476474 2476488 CCTCCTTCCACTTTTAGACAAGA TTCACCCATGAAAATGGAATC 280

Ai09B1095 Araip.B09 1095 c (TC)12tt(TC)6ttagag(AGA)8gtcacagagaaacatggcttcttctctgaatgtgttatctcaaccatgccacccaacaattttgccatctttcacttg(TTC)5161 2476857 2477017 TTTCAACTCTGCGGCTAACA TGGGTTAGGAAGTGAGAGAGC 275

Ai09B1099 Araip.B09 1099 p2 (AT)18 36 2487806 2487841 CAATTGATGACCATGCCAAA CAATACATAGAGCGGGGCAT 273

Ai09B1101 Araip.B09 1101 p3 (AAT)6 18 2492199 2492216 AAAGGCATGCTTAATTTCCTCA TGTTGTTGTGCACGTTTTGA 113

Ai09B1102 Araip.B09 1102 c (A)10taccaacacggcccctaagatttacttttatgggactaattagtctgtgtcaaaaaaagtcaatgtta(T)1088 2492586 2492673 GAAAAATTCAAAATAGTTCCTCACAA TCTCGAAAGGACAACGAGGT 224

Ai09B1103 Araip.B09 1103 p4 (AAAT)5 20 2493086 2493105 CACGCATGTCGGTTATATGG ATTAAACTTCCCCCTTCCCC 128

Ai09B1105 Araip.B09 1105 p2 (TA)6 12 2495295 2495306 TCCAGTGTGCATAAATTCTTTTG AAGGGACAAAAGTGGGACAA 150

Ai09B1108 Araip.B09 1108 p2 (AT)9 18 2498701 2498718 TCGAGTGTAATTTCAGGGATCA TTCGTCATTTCATTTCCTTGC 259

Ai09B1109 Araip.B09 1109 p2 (AT)7 14 2501566 2501579 TTGATTGTTAATGGCAATGTCAG CTTCTGCCATGGTTGATGTT 278

Ai09B1110 Araip.B09 1110 p3 (AAT)12 36 2502148 2502183 TTGGTCCGAGTAATTGATACCC ATATTGATTTTGGGATGGCG 239

Ai09B1111 Araip.B09 1111 p2 (TG)7 14 2504423 2504436 TGCATAAACCGCTACAACCA TTCAGCCCATCACACGTAAA 229

Ai09B1112 Araip.B09 1112 p2 (AC)15 30 2506238 2506267 TATAGGCAAAGCAGCACACG CGCAAATGCATTGTTTCACT 252

Ai09B1113 Araip.B09 1113 c (A)10ctactaagaactaatttgtctaatattctaaaatttgggacgaatgtat(A)1069 2508332 2508400 CCCTCAAATTGATCTCTAACCA CATGCAAGTTCAGAAACCAAA 248

Ai09B1114 Araip.B09 1114 p2 (TA)7 14 2510089 2510102 GGAAACATTTCAAGTGCATGG CCAACTTGGTTTCTTTAAGATCA 242

Ai09B1116 Araip.B09 1116 c (A)10gact(A)10 24 2511089 2511112 CGATAATAACGACGATGATGACA TTTTTAATTTATTTTCTTTCCCCC 106

Ai09B1129 Araip.B09 1129 p2 (AT)7 14 2540438 2540451 GCCAATTTAAAAATGCACCAA ATTATGCACCCCCAAATCCT 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B1131 Araip.B09 1131 p3 (ATC)5 15 2551731 2551745 CAAGGACCTGTTTGTCCTTTTC TGGAGATGATGGTGAGGATG 280

Ai09B1132 Araip.B09 1132 p3 (TTC)5 15 2551953 2551967 TCTCCGTTGAGCTCCATTCT GCACGCACTGTGATTCAAAC 250

Ai09B1133 Araip.B09 1133 p3 (TAT)6 18 2553433 2553450 CATTCAAACGGCTAAATGGG TCAATGATCCTTCAAACCTTCA 258

Ai09B1137 Araip.B09 1137 c (ACTA)6aaaggaggtatagtgaatggtgaatgatagtgatagatgataattaaagaaaaagaagagaagaaaaaagaaaagaagcgaagaaatggag(A)16131 2557446 2557576 GCAACAACAATATCAATAATCCAA GGCACGACTCTGTTACCACAC 268

Ai09B1139 Araip.B09 1139 p2 (AT)7 14 2559320 2559333 TTGAACAGTTTATAGTGCATCTTGTT GTCCAAGTGTCCAACCCATT 116

Ai09B1140 Araip.B09 1140 c (TA)6aattcaagtttttcgtatttgaagtaattagtatata(AT)865 2560051 2560115 AATTGGCTAAACGCCTTGAA TCAATAAACAGAGCAATTTCATCA 153

Ai09B1144 Araip.B09 1144 p3 (CTC)5 15 2568840 2568854 CCCAAGGTAATGCCTCTTGA ATAACCACTCTTGCGCCATC 213

Ai09B1149 Araip.B09 1149 c (A)13gaaagaccattgttatattttaacaattgtgaaaagtattgaatgcactttacttcttt(A)1082 2574869 2574950 AATTGGCTAAATAAATCAACGAA TTTCTTTCGTTTGTCTGTGCAT 194

Ai09B1151 Araip.B09 1151 p2 (AT)10 20 2583988 2584007 TGGCTAATGTTGGTGGGTTA CAGGTACTCCCATGAAGACG 280

Ai09B1153 Araip.B09 1153 p2 (AT)10 20 2591188 2591207 GGTGGGTTATTTAGCCACGA TGCAGGTACTCCCATGAAGA 271

Ai09B1155 Araip.B09 1155 p2 (TA)8 16 2595017 2595032 AGTGCCAGCTTGAACCAAGT CGTCCATGTTTTAATTTCAAGG 237

Ai09B1159 Araip.B09 1159 c (A)10ggctttagtctaatccatatcagcttgaagg(T)1354 2601871 2601924 TTTTGTTTATAAAAGCGTTAATTCCA CTCTAATTCGTAAACAACTCCACA 266

Ai09B1160 Araip.B09 1160 p2 (TA)7 14 2602105 2602118 CCATAACCTAAATTGATGTACGCA AAAAGAAGGTGCATGCTTTGA 227

Ai09B1167 Araip.B09 1167 p2 (AT)6 12 2612835 2612846 TCTTTGAGAGTTGTTTGCCA CGTTATCTTATTAACTTGACTGACCAA 279

Ai09B1169 Araip.B09 1169 p3 (GAT)5 15 2619299 2619313 TCACAAAACTTTGCCCACAA ACCCAATACTCCCCAAAAGC 149

Ai09B1172 Araip.B09 1172 p3 (ACA)5 15 2622807 2622821 TGCATGACTAATTCAACTTTATCCTT AACATGTGGGAAGAAGACCG 273

Ai09B1173 Araip.B09 1173 p3 (GAT)6 18 2627046 2627063 TGTGGACCTCCACTCACAAA ACCCAATACTCCCCAAAAGC 165

Ai09B1177 Araip.B09 1177 p2 (TA)6 12 2631982 2631993 AAAAAGACTTTGAGAATTGAGGC CTGTCGAAAAACTTGACGCA 156

Ai09B1178 Araip.B09 1178 c (AT)8tgtcatcatgttcattttac(T)1147 2633205 2633251 TTACCAAGGTTGGATGTGTGA GGCTTTAAAGACCGAGATTGAA 265

Ai09B1185 Araip.B09 1185 p3 (GCA)5 15 2659140 2659154 ACGATCGGCAAGATCCATAC TGGGTGGGTCAACTTTAAGC 227

Ai09B1187 Araip.B09 1187 p4 (AAAT)5 20 2665283 2665302 TTCCGTCACCTCAAAAATCA TGCCCATTGATATAAGCGTG 246

Ai09B1188 Araip.B09 1188 c (GT)9(GA)10 38 2666311 2666348 AGCGAAGCACCCATTGTTAC TAGGGTTGCGTTTCGTTTTC 203

Ai09B1189 Araip.B09 1189 c (T)10aaataaaatcggacccttcgtttacacttttta(T)11attttttaaaccgaaaacggaccctccgttttacaagttttgtttttttaatgtttccttaagagaaaacggacactccgtttttggatttttctttg(T)10162 2666831 2666992 AGGTGTGGGATAGCGAGAAA GAAACTCGGAGGATCCGTTT 279

Ai09B1190 Araip.B09 1190 p3 (ATA)6 18 2667684 2667701 TTAAAAGAAGAATTAACGAGACACG CATGTCACTTGTGAGTGGTGAG 270

Ai09B1191 Araip.B09 1191 p2 (AT)7 14 2668870 2668883 TCTAAATTGTTCTTGGTCATAGGATT TCGCAGGTCAAAGGAAACTC 259

Ai09B1193 Araip.B09 1193 p2 (TA)10 20 2671114 2671133 TGACAGTCGCAGGTCAAAGA AAGGACATTAATAATCCGGAAAGA 239

Ai09B1197 Araip.B09 1197 c (T)11ggtgacttaatgtttggtttgtttaatataaatccatcgttctattaagatcaaaatataccttttaaatatttg(A)1197 2680420 2680516 TTGCATGGAACAAGTAGCCA TCAATTATGTTTGGATATAACGATTTT 207

Ai09B1199 Araip.B09 1199 p2 (TA)6 12 2684953 2684964 TCGTACATTTATTTTCAAGATTTTCC TGACCCTCGGCTTCTCTTTA 147

Ai09B1207 Araip.B09 1207 p2 (AT)8 16 2700514 2700529 GGTTGATTGGGAACCAAGAA CAAAATTTGATTGATGTGTAATTTG 250

Ai09B1209 Araip.B09 1209 p3 (TAA)18 54 2701711 2701764 GCATCTTTTTCATGTCCCTCA ATTGTGTCCACCTTGCCAGT 264

Ai09B1211 Araip.B09 1211 p3 (AAT)14 42 2706357 2706398 TTGGAGCATTTTCACTTTTTCA CCACCACAAAATGTCATCCA 277

Ai09B1213 Araip.B09 1213 c (A)10caaagacaataacttttcctttgcgtgtagaataagatgatcttcg(A)1167 2708305 2708371 TTTGCCCTCTTGTTTATTTGG CCAAAAAGATCATTTGTTCCG 220

Ai09B1221 Araip.B09 1221 p2 (AT)8 16 2715903 2715918 TGCCAATAACCTTAGCCTTCC GGACCTGTGTGAGAGTTGGG 276

Ai09B1224 Araip.B09 1224 p3 (CCA)5 15 2720922 2720936 ATGCAACATAAGCCCAAAGG CAGTGCAAGAACATGGGAGA 226
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Ai09B1225 Araip.B09 1225 p2 (AT)6 12 2721652 2721663 TGGGATGCCACATCAGAGT TGTGGATTGCAAGAAATGGA 230

Ai09B1226 Araip.B09 1226 p3 (CTC)5 15 2733225 2733239 TTTCCAAAGTGCTCCCTCAC GGAGGAGAAACACGATGATGA 185

Ai09B1227 Araip.B09 1227 c (A)11gatgaataag(A)1031 2734481 2734511 TCCTTTTTCCAAGTGATTTTGG GCTCCTCATCTTCTGGTGCT 194

Ai09B1240 Araip.B09 1240 p2 (TA)16 32 2776748 2776779 CACACGAACTTTTCTCTATTGCTT CGCAAAACAAAATTATTCGTAAA 194

Ai09B1245 Araip.B09 1245 p2 (TA)6 12 2793047 2793058 TTGTGGCGTCTCTTTCTCCT GCTAATTTGTGCTATGTTCCAAAA 179

Ai09B1247 Araip.B09 1247 c (AT)6(GT)16 44 2798252 2798295 GCTTGGAGTTTGACTCTATGGAA ACCATTGGACAGTCCCTCTG 210

Ai09B1249 Araip.B09 1249 p2 (TA)6 12 2799090 2799101 CCTCACTGAGCGTCTGGAGT TTCCAAACTAGACCTGCGAAA 241

Ai09B1251 Araip.B09 1251 p3 (TCT)5 15 2801367 2801381 AATCTCATCCCATCCCATCA GGCTTGATCTTCTCTGCACC 156

Ai09B1253 Araip.B09 1253 p3 (GTT)5 15 2802344 2802358 TGTTGCTGAATTGGCTGAAG ATTCCCCATTTCTCAAACCC 257

Ai09B1256 Araip.B09 1256 p2 (TA)6 12 2805020 2805031 CTAAGGTGTTGCCATTGCTG TGAGTAGATTCCCCCAAGTGA 209

Ai09B1257 Araip.B09 1257 p2 (TA)6 12 2809293 2809304 AGATGTTGCCATTGCTGTGA TGAGTAGATTCCCCCAAGTGA 213

Ai09B1262 Araip.B09 1262 c* (A)11(AG)6* 22 2819279 2819300 GCAAACCAGAAACTTTAGGGC TGCAACCTTGGATGCATTT 221

Ai09B1265 Araip.B09 1265 p2 (AT)8 16 2826743 2826758 CTTCAATTCCCATCGTGCAT TCCACATTATTTGAAAACACCA 189

Ai09B1276 Araip.B09 1276 p3 (AAC)5 15 2846393 2846407 TACCACCGCACCATAGAACA GGGTGATGGCTTAAGCAGAG 202

Ai09B1281 Araip.B09 1281 c (A)11ttcaccttctgtattcacttgatgacttcttttgcataaaatttaaaaaacaaaaattactagaaatg(A)1291 2861845 2861935 TGTGTATTAAATTTTCATCTTCGG TTTCACACCAATCTCACACCA 212

Ai09B1289 Araip.B09 1289 p3 (TAA)5 15 2885075 2885089 TCCGAATACGAAATTCTCAGG TTTTAGATCTTCGAAAATTATTCTCAT 178

Ai09B1291 Araip.B09 1291 p3 (AAG)5 15 2887853 2887867 GCGATGATAACGGGAAAGAA TTATTTGCGTAAATTGCCCC 184

Ai09B1292 Araip.B09 1292 p2 (TA)8 16 2891255 2891270 GAGTTCCGCTACAGGGCATA AAATGGAGGGTCCGTTTTCT 192

Ai09B1295 Araip.B09 1295 p2 (CT)6 12 2892055 2892066 CCCTCAGAAGTTCCGACTCA CTCTCTTTGCTCTGGGCTGT 203

Ai09B1296 Araip.B09 1296 p2 (CT)7 14 2892168 2892181 ACAGCCCAGAGCAAAGAGAG CATCAGTTGCTTACCAGCCA 187

Ai09B1298 Araip.B09 1298 p2 (GA)6 12 2896886 2896897 TGGCTGAATCCTAAGCCATT TTTCGGCATCGGTAGTTTTC 244

Ai09B1300 Araip.B09 1300 p3 (ATT)7 21 2897605 2897625 GGCCCTATTTCCCTTGACAT AATTAGTCAACGCGAATGGAT 278

Ai09B1303 Araip.B09 1303 p2 (AT)8 16 2905560 2905575 CGGTGCGCCTTATTATTGTT GGAGGGTACAAATAAAAAGTATTGA 201

Ai09B1304 Araip.B09 1304 p3 (AAT)14 42 2905859 2905900 TCAATACTTTTTATTTGTACCCTCC GCATGGCCAAAATAATTCACA 270

Ai09B1306 Araip.B09 1306 c (A)11gaagaaaagatttgtggatagaaaaggagaaataaattcccaagtgataaagaattgaaggagagttggatagcacttacacttacacatcatgtt(CA)6119 2912734 2912852 GCTGAATCAGGTCCTGTAGAAAA GGAGTTAACTGCAGCAAGCC 204

Ai09B1309 Araip.B09 1309 p3 (TTC)7 21 2914375 2914395 CCTAGGATTAATCTCCTTTCATGG GCTAGATTTGCCATGCCTTC 201

Ai09B1310 Araip.B09 1310 p3 (GAA)7 21 2914703 2914723 CAATGTTCTCCAACAAGCCA GGAGCTTGAAAATTGCCAGT 157

Ai09B1320 Araip.B09 1320 p2 (CA)6 12 2943709 2943720 ACAAAAGTGCCCTGACTTGG AGAGGTGGTAGGGAGGGAGA 236

Ai09B1325 Araip.B09 1325 p2 (TA)6 12 2958930 2958941 AATTGTAGCATTGCCAACGA AAATGTTGAATTCTTGCACGG 196

Ai09B1326 Araip.B09 1326 p3 (ATG)6 18 2962222 2962239 CGTCCGGTAAAGGAGGTACA TCCATCAGTGGAGAATGTGC 257

Ai09B1328 Araip.B09 1328 p3 (AAT)6 18 2963894 2963911 TGACAATCAACCAATGCAACA ACATCAAGAGGGCATGGAAG 263

Ai09B1330 Araip.B09 1330 p2 (TC)6 12 2966995 2967006 GGTTTCAAGAACCACCGAAA CAGCTTCCTTGAAATTCCTTG 266

Ai09B1331 Araip.B09 1331 p3 (CTT)5 15 2969221 2969235 TACGTGGTGACCAGCTGAAA CATCAGCAGCAGCCTGAGTA 242

Ai09B1332 Araip.B09 1332 p2 (GA)8 16 2978782 2978797 TTGCGTCTTGCGAACAGATA GCTGGTAGATGACACCCTGC 280
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Ai09B1333 Araip.B09 1333 p2 (GA)8 16 2978904 2978919 TTGCGTCTTGCGAACAGATA GCTGGTAGATGACACCCTGC 280

Ai09B1339 Araip.B09 1339 p3 (TAA)8 24 3017665 3017688 CCACAAACACAATTTAATTACAGAAA CCTTTTGCTTTCAGGTTCAAA 280

Ai09B1345 Araip.B09 1345 p3 (ATT)15 45 3028611 3028655 GGAATGTTGCTTTTGATGAGG ACACAAAAGTTGCTGGCTCC 254

Ai09B1347 Araip.B09 1347 p3 (ATT)17 51 3036340 3036390 TCATAAGAAAATAGAATTATAACGGGT CGTTTTCCCTCCAAAATGAG 280

Ai09B1348 Araip.B09 1348 p3 (AAC)5 15 3042124 3042138 ACAGAATGGAACGCTTTTGC CGTTTGATTCATGTAGCCGA 235

Ai09B1349 Araip.B09 1349 p4 (TCTT)6 24 3045482 3045505 TGATATCACTCAGAAGTCGCGT AAAATGAAAGCAGGCAAAAA 142

Ai09B1351 Araip.B09 1351 p3 (TAT)5 15 3049028 3049042 TCTTTAATCTTAACTTTTCGATAGCCA AATATTGGTGCCTACCACCG 258

Ai09B1354 Araip.B09 1354 p3 (TTA)5 15 3051720 3051734 CAAAGACCTCGTTGTATTTTGAA TATTGCTTTCTAACCGGGGA 260

Ai09B1359 Araip.B09 1359 p5 (TATTT)6 30 3060405 3060434 TGTGACCCTGGGAGATGTTT GCATGGACTGCATTTTGCTA 239

Ai09B1365 Araip.B09 1365 c (T)10aattaatatcatcttcaatattacaaatcgttttaaaatcatccttttcgtacaaaacattaatttatggatgattttacccttctaataattataaa(T)12120 3071459 3071578 TTTTTCGTCTCTAATGTCTTGGG CAGTGATGGTGGTGAAGGAA 264

Ai09B1366 Araip.B09 1366 p2 (TA)8 16 3073627 3073642 AATTCCGCCACATACATATCA TACGTGAAGATTGCCAGCAG 197

Ai09B1367 Araip.B09 1367 c (A)10taatctagtaactatcgtcgagatttctagttatgatccgagggtatatgtctatatgaactttttttgataattatatacgtttaagcc(T)10110 3074631 3074740 TGGTAATGTTACGGAGACAAAAA AGCTGCTACCACCTCCATTT 270

Ai09B1368 Araip.B09 1368 p3 (AAT)15 45 3076697 3076741 ATACAACAACCCATCGGAGG ACTTGCATTGTGTGGTGAGG 223

Ai09B1372 Araip.B09 1372 p2 (AT)6 12 3078935 3078946 ACCACCCTACTTGCAGATGG AGTGGCGGATAATGGAACTG 153

Ai09B1381 Araip.B09 1381 c (A)10tcatagtctaatcttgatatgataattgatatagaaaagattcaatg(AAT)572 3099292 3099363 GGTGAAAGGAGAAATGAATCAA TTTGGGTTGGTCTTTGTGTG 174

Ai09B1385 Araip.B09 1385 p2 (AT)8 16 3115058 3115073 TGCCATGAGTTTTATTGTGGA TTTTGTTTCAAGTTTCGCCA 240

Ai09B1386 Araip.B09 1386 p2 (TC)7 14 3122755 3122768 CCTCCACCATCTCTTTCCAA ATGTGTTTGGGGAGTGGAAG 191

Ai09B1389 Araip.B09 1389 p2 (AT)6 12 3128689 3128700 GCCACCTAACATGCTGACAA AGGTCATCTAACATGGCCAAC 151

Ai09B1392 Araip.B09 1392 p2 (TC)7 14 3134736 3134749 GCGGCAGATCTGAAGATGAT GACGGAGAAGACTACCGTGC 260

Ai09B1393 Araip.B09 1393 p2 (TA)8 16 3135810 3135825 TTTGAGAGGCTAAAGTGTGATCTCT TGTATGTTTGCGTGTGTGTG 236

Ai09B1398 Araip.B09 1398 p2 (TA)10 20 3142512 3142531 AAGCTCCAGACTCGACTTGC CTCCCGGTTCTCATTCCATA 280

Ai09B1399 Araip.B09 1399 c (AT)12gcatgcccatgggagaatccgggaagttaaagtgtccggtcacatcttgcgacagagggccaacaaatagtctcaaatacacaaaccacataataatc(T)10132 3143308 3143439 GGAGTCAAACTCCAAACTCAAA GAAGGGTGGCAGAAATTCAA 260

Ai09B1400 Araip.B09 1400 p2 (AT)7 14 3152786 3152799 GCCGCAATCAACTATTTTGG TCATCGTTGAATTTGTAATTTAAGTGT 233

Ai09B1401 Araip.B09 1401 c (T)11aatatttgagtcactgcaccaatttttttttagttgagtctctatacaattaagtccattactactaaaagagacctaatt(A)10102 3153417 3153518 TTTTCTTTTTAATTGAGTCTTTGCAC CCATTGGCAATATTTAATTGGTT 263

Ai09B1402 Araip.B09 1402 p2 (GT)6 12 3162227 3162238 CGCTACCTTAGTGAACCCCA GTGACCCAACGCAAGAATTT 255

Ai09B1409 Araip.B09 1409 p2 (CA)6 12 3173767 3173778 CCTTCTTCTCGTGGAGTTGC CGAACCTGAAACCAAAAGGA 141

Ai09B1420 Araip.B09 1420 p2 (TA)7 14 3197102 3197115 GGCCAATTCTCTACCCATTTT AGTTGTGTGGCAGTGCTGAG 203

Ai09B1421 Araip.B09 1421 p2 (TA)6 12 3201836 3201847 ACCGATAGGGATGTTGATGG TGCAGGCAGCTTCATCATTA 246

Ai09B1425 Araip.B09 1425 c (A)10tta(T)10 23 3209025 3209047 CGCTTGAAACTCACCCTATAATC CGTGGCAATAGCCTTATCAAA 279

Ai09B1431 Araip.B09 1431 p3 (CTC)6 18 3226852 3226869 TCCTCCTCATCCTCCTTCTTC GGGGGAGATATAGGTGGTGG 126

Ai09B1434 Araip.B09 1434 p3 (CAA)5 15 3227346 3227360 GCAAAATCACTAAGAAAAGGAGGA TGTGAATGTTTCTGCATCCC 166

Ai09B1446 Araip.B09 1446 p2 (TA)7 14 3285187 3285200 TGTAGCCTTAGGTTTCTCATTATTTTT TGCCTGTTTTGATATGGCTATG 280

Ai09B1447 Araip.B09 1447 p2 (TA)15 30 3290300 3290329 CATCTATGTCATGGAGTGCCA CCACTTCCAGATGGTCGTTT 249

Ai09B1450 Araip.B09 1450 p2 (TA)13 26 3307830 3307855 AGCCAATCGAGCAACCTAAA GCAAAGAAAGCAAGGAATGC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B1451 Araip.B09 1451 p2 (AT)6 12 3308646 3308657 GGGGAATAAAGATGCATAAGATG GCTGAATTTTGGTGTTGGAAA 280

Ai09B1453 Araip.B09 1453 p3 (CCT)8 24 3310958 3310981 AAATTTTATGAGCATGGGCG TTTGCCAGACTAGGGAGGAA 203

Ai09B1454 Araip.B09 1454 p2 (TG)6 12 3311637 3311648 TGGTCTTTGCTTGCCTTTCT GCAAACCATGATAAGTGTGGG 155

Ai09B1459 Araip.B09 1459 c (CTT)5caatgttgcgacttcttc(T)1043 3332590 3332632 TCGCGCACGTAGGTTTTT GCAGAATCAAGTGAACCTCAA 280

Ai09B1463 Araip.B09 1463 p2 (TG)6 12 3344517 3344528 CAGTTCTCCCTGGTCTCTGC TGCCAATGAGTATGGGTCTC 260

Ai09B1464 Araip.B09 1464 p3 (AAG)5 15 3348083 3348097 TGGCATTAATTGCTCCACAC CGTGCCTTGGATCTTCTTTT 248

Ai09B1465 Araip.B09 1465 p3 (TCA)5 15 3357310 3357324 CTGCCATGAGACATGGTTGT AAGGAGGAGAAGCCGAAAAG 124

Ai09B1466 Araip.B09 1466 p2 (TA)7 14 3368948 3368961 TCGAGCTTGAGTTTGGATGA TCACGAGCTGGCTCAAATAA 274

Ai09B1471 Araip.B09 1471 p4 (ATGT)5 20 3381510 3381529 TGGAGATCCAAATTATGTAAGTTTTT CCTTCTTCTTTCATTCGTTCA 280

Ai09B1474 Araip.B09 1474 p4 (AAAT)6 24 3388817 3388840 TGGCCAGTGTTGTTATGTAATG CACGAATTATGAGAAGGCATGA 205

Ai09B1479 Araip.B09 1479 p2 (AT)6 12 3402716 3402727 TGGTGCCAAGTGAATCAGAA TCAAAGTTATGAGATCATTTGAAAAA 109

Ai09B1481 Araip.B09 1481 p3 (CCT)6 18 3408033 3408050 TGGAAGGACAACGATCACAA TGTTTGCCTTTACCCGAATC 221

Ai09B1482 Araip.B09 1482 p2 (AT)6 12 3411253 3411264 TCTCTTCTACCTTCGAGTGCAT TTCACGGACTAAGCACCGTT 211

Ai09B1483 Araip.B09 1483 p2 (GT)6 12 3418589 3418600 AGGGAAAGAAAGGTGGCCTA TCCAAGATGATTGGGAGAGG 186

Ai09B1486 Araip.B09 1486 c (TTC)26attttttaagtgtttcatctttatcgtcgtgtttctcctcgttcttcttgactgcacatttttcatcttcttcctcctcatcttctacac(CTT)5183 3428351 3428533 TTTTCTTTCTCCATGCCTCC GAGGAAGAAGAACGTGCAGC 237

Ai09B1492 Araip.B09 1492 p3 (TCT)5 15 3434411 3434425 TCTCTTCCTCCTCTTCTTCGG TAAAGGTTGGAGCCATGAGG 239

Ai09B1501 Araip.B09 1501 c (GTT)6gcttttttctgctttttcta(TTG)5(CTG)568 3450767 3450834 GATCGGAGAAGGAGGAGAGG AATCTCAAATCCCACCACCA 209

Ai09B1509 Araip.B09 1509 p3 (CCT)7 21 3474426 3474446 TTTCGCAACAGCTTTGAATG TGTTTGCCTTTACCCGAATC 229

Ai09B1510 Araip.B09 1510 p3 (GGT)5 15 3476846 3476860 CATACGAACACGGAGGGAGT CAAACACACATTCACGCCTC 224

Ai09B1511 Araip.B09 1511 p3 (TAA)5 15 3479091 3479105 TCTTTCAAAATAACAGATGTAGACACA TCATCAAACCCTCCTTTTGC 252

Ai09B1512 Araip.B09 1512 p2 (AT)8 16 3479900 3479915 AAGAACCACAAAACAGAATCAAA TCTTTGTGTTGGGGTTGAAA 265

Ai09B1515 Araip.B09 1515 p2 (AT)9 18 3484084 3484101 TTGCTTGAGGATATGTGCCA TTGATCCACTTCGGGACATC 208

Ai09B1516 Araip.B09 1516 p2 (AT)6 12 3488529 3488540 CAAGGATTGTGTTTTGGATGAA CAACACATACGATCTTTGCTCA 252

Ai09B1518 Araip.B09 1518 p2 (CT)6 12 3499686 3499697 TAGTCGCTGTGACTCCCTCC GAGAGATTCGAGTTGGCGAC 222

Ai09B1523 Araip.B09 1523 c (T)10attctttttattttacttaagtaaaataaaaagaat(A)1056 3507447 3507502 AATTCTGATGCCTTTTCCCC TGGGTCCTTGTTTGGTTCAT 246

Ai09B1524 Araip.B09 1524 p3 (TGT)18 54 3507825 3507878 CCACTCCAAGTTTCTCCACC TGGTATTGGAGGAAGGTTCG 206

Ai09B1525 Araip.B09 1525 p4 (TATT)5 20 3508108 3508127 CGAACCTTCCTCCAATACCA GCCAAAAATTCCAAGTTCCA 252

Ai09B1527 Araip.B09 1527 p3 (TTC)6 18 3516919 3516936 GAGGGCTGTGGAAACGATAG GAAGACATGCCAAAGGAGGA 278

Ai09B1531 Araip.B09 1531 p3 (CTT)6 18 3524791 3524808 TCGAATATGGCTTGAAAGGG GCGCCAAGTCTTCATTTCTC 186

Ai09B1533 Araip.B09 1533 p4 (AAAG)5 20 3530213 3530232 TTGGTGAAAGAGAGGCTTCA ATGAAACTTCCTCCTGGGCT 220

Ai09B1534 Araip.B09 1534 p4 (AAAG)5 20 3531896 3531915 CCCAAGCCTTCTGTCTTCAG TTGAGAATTCATTCAGCCCC 253

Ai09B1548 Araip.B09 1548 c (T)11cttttatttgagtctctgcactaattttttttagttgggtctctatacaattaagccaattattatcaagagggacctaattg(A)10104 3555185 3555288 TTTTAATTGGGTCCCTGCAA TTTGCAAAAGTTTCAATTAGGTCTC 216

Ai09B1549 Araip.B09 1549 p3 (ATA)6 18 3557539 3557556 CATGGATCATCTTGGTGGAA TGAGATAAAACATTTTGGCACTTT 183

Ai09B1558 Araip.B09 1558 p2 (AG)7 14 3588076 3588089 AAAGAATGTGGAAAATGGCG GAATCAAGGGAGCTTTTCCC 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B1565 Araip.B09 1565 p2 (AT)10 20 3602094 3602113 GACAGACAGCGGACCCTTTA GCAGCTAGTTGAGGCCAATC 198

Ai09B1566 Araip.B09 1566 p2 (TA)8 16 3604205 3604220 CACAGAGAGGCTGCAAACAG ACGCCACATCAACATTCAAA 268

Ai09B1567 Araip.B09 1567 p2 (CT)8 16 3604768 3604783 GGTGATTGATGGAGCTTGGT GCAAGTTTGCAACCATGAAA 125

Ai09B1575 Araip.B09 1575 p2 (AT)11 22 3623781 3623802 CAAATCGAGAGGCTGCAAAT GCCACATCAGCATTCCAATA 247

Ai09B1576 Araip.B09 1576 p2 (CT)10 20 3624361 3624380 GGGTTTGGTGATTGATGGAG GCAATTGCAACCATGAAACT 126

Ai09B1583 Araip.B09 1583 c (TC)6tt(TC)8 30 3633458 3633487 AACCTTTCTTTTCGCCGTTT CCCTGCACTCACTCATTCAA 160

Ai09B1588 Araip.B09 1588 p2 (TA)8 16 3643269 3643284 ATCCAGGGTCTAGAATGGGG TAACATGGGAGACCCGAGAC 251

Ai09B1595 Araip.B09 1595 p2 (CT)6 12 3653227 3653238 CCCAACACCATCATCATTCA TGGGATTCAGGAGAATGGAG 136

Ai09B1598 Araip.B09 1598 p3 (TTA)21 63 3664436 3664498 ATCTGTGGCGGATTGAGATT CCATTATGCGAATGACATCGT 276

Ai09B1601 Araip.B09 1601 c (GT)6ttgt(GA)12 40 3671974 3672013 GGTGCTCAGAAGAATGAATGG AGATGCAGTTCGCCTATGCT 276

Ai09B1606 Araip.B09 1606 c (T)11aaccccaaaaaga(AG)738 3676387 3676424 TGAATATCAATTGCACCATACAAA ACGGTGTTGATGCCTCACTT 212

Ai09B1610 Araip.B09 1610 c (T)11ggtaggaattattgttgaattttactctatcatcgtttgaaatt(A)1065 3681862 3681926 TGCATTGCATGGGATAAAAT AGCCCATGATATGGAAGTGG 225

Ai09B1616 Araip.B09 1616 p3 (ATA)8 24 3695282 3695305 CGGGAAGTTGATACTTAAGAGTCGT CGTGAAGATGATTTTAAGCGA 279

Ai09B1618 Araip.B09 1618 p2 (TA)14 28 3696636 3696663 GAGGTTGCGATGGGAGTCTA TCACACAAGTGGTGGGTCAC 280

Ai09B1619 Araip.B09 1619 p2 (TA)7 14 3696912 3696925 GTGACCCACCACTTGTGTGA AAATGCAATGAAAATGAGAGAAAA 129

Ai09B1623 Araip.B09 1623 p2 (TA)6 12 3704740 3704751 GATTGAAAGAAAGGGTTTGGC CAGCTTTTGCTTTTTAGATTTGC 110

Ai09B1628 Araip.B09 1628 c (A)15ttgcgctttatttttcttcgttttcagtttttcaccccacaatttatgtttttc(T)1180 3714529 3714608 ACAAACAAAAATCGAACCCG TTAATGAAGCGAGTGCGTTG 278

Ai09B1634 Araip.B09 1634 p2 (TC)9 18 3725688 3725705 AGTGCAGAATCAATGGGAGC AAAGAATGTGGAAAATGGCG 188

Ai09B1636 Araip.B09 1636 c (T)12(A)12 24 3728613 3728636 GCAAGACCGTGAGTCATTTTC TCAGCTTCAATGGTTTTCCC 178

Ai09B1639 Araip.B09 1639 p3 (GAA)6 18 3735103 3735120 TCCTTGTGGTTGATCGCATA GCCACGCTGGAGTGTCTAAT 246

Ai09B1641 Araip.B09 1641 p3 (ATA)10 30 3736853 3736882 TCTTAATGCAAACCAACCTGAA CACTTGCACCTACTCATGATCC 204

Ai09B1642 Araip.B09 1642 c* (A)11(AT)7* 24 3737729 3737752 CAACCACTCAATTCTTGCCA TTTGGAGGTTACAAATTTATTGGA 118

Ai09B1648 Araip.B09 1648 p2 (TA)6 12 3758005 3758016 TGCATTGTGATATGAGGCAA CAGCAATGGCAGAAAATGAA 276

Ai09B1652 Araip.B09 1652 c (TCTT)5tg(TTTC)542 3767492 3767533 GCACGAGAAAACATTCACCA TGAACGAGTTCTGATGCTGC 246

Ai09B1659 Araip.B09 1659 p2 (TA)7 14 3786988 3787001 TGAAGCCAATTGCATTGTGA TTTTTGTTTGGCATGAACGA 271

Ai09B1670 Araip.B09 1670 c (T)10atttttttgcatgagtatgggaagaagaaaatattatttatttattttatttttgtcc(A)1078 3811765 3811842 CGCACAGGTCAGTGAGAGAG GCTATGCCATTCTGGGTTGT 164

Ai09B1674 Araip.B09 1674 p2 (AT)6 12 3845396 3845407 GGGAGATGACATCCAATGGT TGTTTGTCATGTTTTTGCCC 202

Ai09B1675 Araip.B09 1675 p2 (TA)7 14 3854671 3854684 CCTCACTAGCCATCTTACCCC AGCATCAGCTGCATAAAGAGG 207

Ai09B1694 Araip.B09 1694 p2 (AT)9 18 3923481 3923498 AAATTTGCATGAGCTCCACA GGTAATTTTGGGGTGGCTTT 246

Ai09B1698 Araip.B09 1698 p4 (AGAT)6 24 3932135 3932158 TTGAAGTGCCATTCCATTTG ATGAGGTACCAACCTGGTGA 270

Ai09B1700 Araip.B09 1700 p2 (CG)6 12 3936916 3936927 AGACAATCCGAGTTGGTTGG TCTGAAAAGTTGCATCCGAA 208

Ai09B1701 Araip.B09 1701 p5 (TTTAT)5 25 3938609 3938633 TCGTGCCTCTTCTGTGTTTG CGCACACTCTTCTCTCCCTC 269

Ai09B1703 Araip.B09 1703 c (A)10gtgacagttggctaaaaaacatgacaatgcgagtgttggtcatgaaatagggtctacaatccacaagggggatctagttaattaagaatacaa(T)10113 3944506 3944618 TCCTAAGCGCTAGTAACGGC AACAAAACGATAAGCCATGTCA 241

Ai09B1708 Araip.B09 1708 c (T)10caattaagtccctcttagtagtaattggcttaattttatagggacccaactaaaaaaaaagaattgatatagggacctaaataaaagg(A)10gtgtagggacccaatt(A)10134 3958706 3958839 TTTCTTTTTAATTGGGTCCCTG CGCAAAATTTTCAATTAGGTCC 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B1710 Araip.B09 1710 p2 (TA)14 28 3961077 3961104 TTCCCAACACATCCTCATCA CTTTTCAATCAAGTGCAGCG 244

Ai09B1716 Araip.B09 1716 p2 (TA)6 12 3966789 3966800 GGTGGACTTTTTAAATAGAAAACATAA TCAACCACACACTGAATTTCG 162

Ai09B1721 Araip.B09 1721 p3 (ATC)5 15 3991500 3991514 GCCCATATCATTCCTGTTCC TGTTTGCTTCAGCAGTCAATG 185

Ai09B1722 Araip.B09 1722 p2 (TA)7 14 3992343 3992356 GGGCATGGAGCACTTGAGTA TTCATGTAAGTGGCTTGTGGA 258

Ai09B1725 Araip.B09 1725 c (GCA)5aagaagacctttcagaatatttgatatatggagtaatagattttagttatggggtgatgagtttttttaagattatgtcg(TA)10115 3998836 3998950 CATGATGGAGAAGGCAGGTG GAAGATTTGAACCCACAACCTC 275

Ai09B1730 Araip.B09 1730 p2 (AG)6 12 4008489 4008500 TGCTCCCTGTTAACAATGATATG GCTGGAATTTGCAAGAAAGC 210

Ai09B1731 Araip.B09 1731 p3 (TAT)8 24 4009185 4009208 AAACTCCTCTTGGCCGTACA GCACTGGGTTACCAGGAGAA 227

Ai09B1732 Araip.B09 1732 c (AAT)8acaaaggattgaaagaaagatcttacaaaagaagttggctccaagactgaggagaaggttctggaatttcagccaccaaaggattgaaaggaatt(GAA)6137 4009733 4009869 AAGAAAGGCCTATTCATTGGA GATGGCTGGGAACCCTAATA 278

Ai09B1733 Araip.B09 1733 p3 (AAT)16 48 4012104 4012151 TGAGAAAGTCTAGAGTGCCAACA AGGATTGCGAATTGGACTTG 264

Ai09B1735 Araip.B09 1735 p2 (AT)6 12 4015933 4015944 TCAAATTCTGAAAAATCAAAAGTGTC GCTGCCTAGTGCCTTTCATC 248

Ai09B1737 Araip.B09 1737 c (T)10ctggcttgtatggcttggacttatccatcttagatatca(ATT)564 4019780 4019843 GTTCAAATCTGCCAGGGAAA AGTTGTTGATGTGGTCCGAA 186

Ai09B1739 Araip.B09 1739 p3 (ATT)11 33 4021912 4021944 TTTGTGTCGGATTCAAACCA GACATAACAGTCCTCCGTACAAAA 264

Ai09B1740 Araip.B09 1740 c (T)10caattaagtccctcttattaacctaaatataaggaaaaaaaagtgtaaggactcaatt(A)10tttggtgcaaggacttaattaaaag(A)10113 4023276 4023388 TTTTTCTTTTTATTTGGGTCTTGC CGCAAAATTTTCAATTAGGTCC 170

Ai09B1742 Araip.B09 1742 p2 (AT)11 22 4025503 4025524 TTGATGCATTGAAATTGTAGATCA TGATGGTTAAAATAAACAGTCATGG 251

Ai09B1744 Araip.B09 1744 p2 (TA)10 20 4028123 4028142 TCGGTTCGGATAATTGGGTA GGGTAATCGACTACAACCCG 277

Ai09B1746 Araip.B09 1746 p5 (TCGGA)7 35 4034214 4034248 AAGGGTTGATAGGGGTGTCC TACCAACACAAAATCCGCAA 244

Ai09B1751 Araip.B09 1751 c (CCT)5tctcttcctcctccttctccttattcatttcttattgaaatttcttctcctcttttcttttcatccttctccttcttt(ATC)6111 4048348 4048458 TGTCTTCTTCTTCTTCACCCTTG TGACGATAACGATGATGACCA 231

Ai09B1754 Araip.B09 1754 p3 (AAG)5 15 4049700 4049714 TTGGTCTCGTTGTTCTGCAC TTTCCTCCTACTCTCTTTGGTGA 238

Ai09B1755 Araip.B09 1755 p3 (TTG)16 48 4051262 4051309 GGCGATGTTGGTATTCCACT AACTCCCATGTCGTCGAGTC 223

Ai09B1759 Araip.B09 1759 c (TTG)5ttattattattg(TTA)542 4058395 4058436 CTCGTTGTGTCGTGCTTCAC CCAATGGCTCCACCTAACAT 264

Ai09B1760 Araip.B09 1760 p3 (TAT)9 27 4059146 4059172 CAACAGTACGGGGTTCACCT ACCGAACGGAAGATGAAATG 253

Ai09B1761 Araip.B09 1761 p6 (TTATTG)8 48 4059786 4059833 GGATGGCCACTGATACTGCT AACTCCCATGTCGTCGAGTC 275

Ai09B1762 Araip.B09 1762 p3 (TAT)9 27 4060528 4060554 GACCTCAGTAGCAAGTCCCG GATCCTGAAACTGCTGGGAA 272

Ai09B1763 Araip.B09 1763 c (A)10tctgacacctcaaaaaaagtagcctgtgttttgcatctc(A)1160 4063091 4063150 GAAGCCACTTGAGCGAGTCT TTAACAAAATGCAGCTTGCG 197

Ai09B1764 Araip.B09 1764 p2 (TC)8 16 4064495 4064510 TTTGCTGCCACAAATCATTC GAGTTGTGGAAAAGGGGGAT 270

Ai09B1768 Araip.B09 1768 p3 (TAA)5 15 4078401 4078415 TTCCTCAAGCGCTTCAATTT GCTCAACGCTCAACACTCAA 214

Ai09B1773 Araip.B09 1773 p2 (AT)6 12 4086952 4086963 TAAAGTGGTACCTCACCGGC GAAAATTCCCCACAATCGG 271

Ai09B1778 Araip.B09 1778 p3 (AGG)5 15 4095350 4095364 TGAACATCCACATCCGAAAA TTGTCTTGCTGTTTTCACGC 257

Ai09B1784 Araip.B09 1784 c (T)10ctccaaattaaaataccaattaaataagacttccattccacaagccaatgctactgttcatgtcagtggttgaatcatagcatt(A)10104 4102845 4102948 TTATATTCCCGGGGTCCATT CGCCACACATATGCATTACC 219

Ai09B1788 Araip.B09 1788 p3 (TCT)6 18 4109163 4109180 TCAGTTTTCTCCTCAACACAACA AAGATGAGGAGGGTGAGGGT 153

Ai09B1791 Araip.B09 1791 p3 (TAA)5 15 4112966 4112980 CGACTCCACCTGAGTTTTCA CGTGAGAAGGGGTCAATGAT 225

Ai09B1792 Araip.B09 1792 p2 (TA)10 20 4115263 4115282 CCACAAATTTTTGCACATGG GGAAAGCACGTATAATGAGGG 210

Ai09B1793 Araip.B09 1793 p2 (GT)6 12 4118137 4118148 GGAAGACGCCTCCTTCTCTT GTCTTCCCAACCCTAACCCT 138

Ai09B1796 Araip.B09 1796 p2 (TA)14 28 4123659 4123686 TTTCGCATGTCGAGGTCATA TCTCGATTAATCCGGTCGAA 263
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Ai09B1799 Araip.B09 1799 p2 (TC)8 16 4137278 4137293 TGTCTTATGCTCTAATTTTGCATTTT GAAGTCAAGCGCCTTATCCA 280

Ai09B1805 Araip.B09 1805 p2 (TA)6 12 4145065 4145076 AAAGTGCTCAAATTGCAACAGA GCTGGCTATTTCTGCTGTCC 258

Ai09B1806 Araip.B09 1806 p3 (ATA)12 36 4146744 4146779 TTGTCCTCATCCCTCGGTTA TCTCACTCTCTTTCCCCCTTT 274

Ai09B1807 Araip.B09 1807 p3 (GAA)6 18 4147182 4147199 GCAACCCAAAAGAGAGAAGC TGGAGCTGTGTCTGAGGTTG 230

Ai09B1811 Araip.B09 1811 p3 (GAA)6 18 4151651 4151668 GCAACCCAAAAGAGAGAAGC TGGAGCTGTGTCTGAGGTTG 230

Ai09B1813 Araip.B09 1813 c (A)13c(A)10 24 4152279 4152302 TTTAAAGGGGGAAGAGGGTG TGTGAAAGTTCCCCAAACAA 257

Ai09B1816 Araip.B09 1816 p3 (ATA)10 30 4161124 4161153 CAGCGTTTAAGGATGTAACGG CTTTTGTGTCGTCCTTCGTTC 245

Ai09B1819 Araip.B09 1819 p3 (TCA)6 18 4165841 4165858 TTGTTGAAGGAACATTGGCA GAAGGATGAAAATGGAGGCA 102

Ai09B1820 Araip.B09 1820 p4 (TAAT)5 20 4165988 4166007 TGCCTCCATTTTCATCCTTC AAGTGGCTGCGGATGTAGTT 191

Ai09B1828 Araip.B09 1828 p3 (ATG)5 15 4176133 4176147 AATTGTTGGTGAAAAACGGG TCTTTGCAAGGAGGGAATAA 272

Ai09B1830 Araip.B09 1830 p3 (GAT)6 18 4177012 4177029 ACCCGCACGCACTAGATAAC GAGGCAGAAGGATATGCAGC 183

Ai09B1831 Araip.B09 1831 p2 (GA)7 14 4178445 4178458 TCCGTTGAGAATTGGTCTCC GTTCCGTTGCGTTTTACGTT 203

Ai09B1835 Araip.B09 1835 p4 (AAAT)5 20 4183587 4183606 AAAAATTGGCGCAAGAATTG TGTTTGACAAGGGAAAAGAACA 217

Ai09B1840 Araip.B09 1840 p6 (CAACCA)5 30 4189440 4189469 TCAGAATCGAACCCATCTCC CCTCACGTCTTGCTTCTGCT 235

Ai09B1841 Araip.B09 1841 p2 (AT)8 16 4189976 4189991 TTCCGACCCTCAACATAAGG TCCCTTTAATCAAGTGTTAAACAAAA 268

Ai09B1843 Araip.B09 1843 p2 (TA)8 16 4194752 4194767 GGGTCATGTTTGGATACCATT TTTCTAGAAGAGGTGGTTGTTACATT 244

Ai09B1845 Araip.B09 1845 p2 (TC)10 20 4207247 4207266 TATGCCTCTTCCCCTTCCTT GCCTTTTGAAATTCCCTTCC 170

Ai09B1846 Araip.B09 1846 p2 (AT)8 16 4207937 4207952 CCGTGAGTCGGTTAAGGGTA CCAAACTGAAGAATCACTCATGC 275

Ai09B1848 Araip.B09 1848 p3 (TAA)9 27 4209209 4209235 TGGTGATGACCAATAATCCTAAG TTTTTCCTCCTACTGCATCTTC 275

Ai09B1852 Araip.B09 1852 p3 (TTC)5 15 4221596 4221610 AACCTCCAGTGACTTCCCCT GTTCGCTTGAAATGCTGTGA 277

Ai09B1853 Araip.B09 1853 p2 (TA)6 12 4229203 4229214 GCTTGTTGGAGTTAGAGGCG CCTCCATTGGTGATGAGAGAG 187

Ai09B1859 Araip.B09 1859 p2 (AG)6 12 4247482 4247493 TGACCAGAACAAACTTGCATTC CCAGAATTTTGCGTTGGTTT 114

Ai09B1869 Araip.B09 1869 p3 (GAA)6 18 4288988 4289005 CCTAACATGCGCGTTACTGA ACAGAAGGAGATCGAAGGCA 183

Ai09B1870 Araip.B09 1870 p3 (AAG)5 15 4289657 4289671 CCTCCTCATCTTCTGCTGCT CTCCTTCGTCAAAATCACCA 239

Ai09B1871 Araip.B09 1871 p3 (AAG)7 21 4289818 4289838 TTCTGGTGATTTTGACGAAGG TATAAACACGCCGTTTCACG 210

Ai09B1873 Araip.B09 1873 p2 (TA)6 12 4299584 4299595 AGCAACTCACGTTCACCTCA ACATGCCATGCATCCAAGTA 257

Ai09B1877 Araip.B09 1877 c (T)10ctttcttagtttttgtttatttttttttaagtcacc(A)11tcaagctcataa(AAAT)797 4304368 4304464 TCAGCGAGACTGCCTTTCTT GGGTCAGACTCAGGTCTAGGG 255

Ai09B1879 Araip.B09 1879 p3 (TAT)6 18 4309128 4309145 TTCCGATCATGTACAAACACAA GTGCCGGTCCTAAGATTGAA 264

Ai09B1883 Araip.B09 1883 p3 (GAA)6 18 4325325 4325342 GCAGTAGAAAATGAAGAGGCAA GCAAATTTGGATGTAGCACG 162

Ai09B1885 Araip.B09 1885 p3 (AAG)5 15 4326219 4326233 GTGGTGTTGATGACGACGAT TGTTTTTCTCCGTGCCTCTT 148

Ai09B1889 Araip.B09 1889 p3 (TAT)18 54 4336947 4337000 AGAAAAGATAATGTGTGGCCG TGAATGCACTATTTCGCTTCT 276

Ai09B1891 Araip.B09 1891 p2 (TC)7 14 4345253 4345266 GGCTGTTGGTTAGTTGGCTC AAGCAGGAGCTAGCAGAACG 234

Ai09B1903 Araip.B09 1903 p2 (TA)7 14 4390367 4390380 AACAGAAGTTTTCTTTTCCCAGAA TTGCAACCGACGAATAATTT 258

Ai09B1907 Araip.B09 1907 c (A)12tttactccgttcaaaatttaattcaaaagataagaaaggattaccaacgaacgg(A)10gacgatgctataaagaaattttttttatttttgatattagattattaatgatatttttttgaattgtagattgttgtggtg(T)12169 4398321 4398489 CCAGAACAAAGTCTAATAAAAGGAAA CAAATACAAAATTCAAAAAGTCCG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B1913 Araip.B09 1913 p2 (AT)9 18 4415065 4415082 ACTCGAGCTCACAAGTTGGC AAAAGTACCGATTAAATGCATATAGGA 264

Ai09B1916 Araip.B09 1916 c (TA)8ccaatacgaatacacaattctttcacttgcatcccagtagtattttctaaggaaaggaatagttgcatcctatggtagccctttaacccctttttccc(T)20134 4423510 4423643 TCACAAATCATTGAAATGGAGC TTCGATGAACCTAACTGATGGA 229

Ai09B1921 Araip.B09 1921 c (A)14cagaaggagatcgaaggcaaagagagaacgcttttccatacaaatcatacaagtcatttatattcacgccgtttttacgt(TTC)5109 4436051 4436159 TGGGTGTATTTTTGTAATCATTCG TACTGAACCATCTTCGCGTG 245

Ai09B1925 Araip.B09 1925 c (A)14cagaaggagatcgaaggcaaagagagaacgcttttccatacaaatcatacaagtcatttatattcacgccgtttttacgt(TTC)5109 4437654 4437762 TGGGTGTATTTTTGTAATCATTCG TACTGAACCATCTTCGCGTG 245

Ai09B1930 Araip.B09 1930 p3 (AAT)26 78 4443978 4444055 TTGGGCTAACCTTTTTGGTTT GAATCGAACACGTTCACTGG 277

Ai09B1931 Araip.B09 1931 c (AAT)7aac(T)10 34 4448285 4448318 GGCCCTAAACCCAATGAAAT TGGGTGGCTAGAGCGTTATT 278

Ai09B1934 Araip.B09 1934 c (A)10cttcatatttgttgatgaaaacatgcattggacggatacttttattttatcg(T)1072 4457936 4458007 TATTGCTGCACCATTGACCT TCCCGACTGACCTCATTCTC 244

Ai09B1935 Araip.B09 1935 p2 (TA)9 18 4458445 4458462 TGCTTCAATATTGTTCATGCG TGGCATATGATAACAAGAACCA 173

Ai09B1936 Araip.B09 1936 p2 (AT)6 12 4460672 4460683 TTTGTCCTTCTAACTTCTTCTTTACA TTTTCAAGATCTCGTTCCAAAAA 278

Ai09B1937 Araip.B09 1937 p3 (ACA)8 24 4462140 4462163 CAAACATTGGAGACAAAAACGA ACATGACAGAGCACAATGGC 204

Ai09B1939 Araip.B09 1939 c (AT)9taaa(AT)7 36 4465881 4465916 TGCTCTTAGGACTTCGCTGA GTCCCCCTCACTTGTGACAT 274

Ai09B1940 Araip.B09 1940 p3 (TTA)11 33 4466888 4466920 TTTCGATCCTGAAGCAATCC CAACCCCGTAATTTGAGACG 253

Ai09B1949 Araip.B09 1949 p3 (GAA)7 21 4486506 4486526 ACGACATGAACATCGACCAA GTAGCAGAGAAGCGAGTCCG 261

Ai09B1950 Araip.B09 1950 c (GAG)5aaggaacgcg(A)1136 4491168 4491203 GCAACTCAGCAAAGTGTCCA CACGCGCTACTTAACGGTTT 257

Ai09B1951 Araip.B09 1951 p2 (TA)10 20 4492685 4492704 TTAGCCCAACCAATAGGACG GGAAGAAGAAGAACAACAACGA 268

Ai09B1957 Araip.B09 1957 p3 (TCT)6 18 4505832 4505849 TTTTCGGTGTATGTGTGCTGA GGAGGAGGTGTTGGTGAGAG 194

Ai09B1958 Araip.B09 1958 c (CTT)6t(TCA)5 34 4506367 4506400 TGTGTGCTGATAAGTTTTGCAT CAATTTAAGTTCATCCTCTTCCAAA 251

Ai09B1959 Araip.B09 1959 c (GAG)5aaggaacgcg(A)1136 4506957 4506992 TACGCGAAGAAAAAGGAGGA CACGCGCTACTTAACGGTTT 177

Ai09B1961 Araip.B09 1961 p3 (GAG)7 21 4514139 4514159 ATGGGACAATAGGAGGTCCC ACTTGCCGGTTAGTTTGTGG 100

Ai09B1962 Araip.B09 1962 p2 (AT)6 12 4517292 4517303 ATTTAATAGGGGGAGGGGGA CTCCAGGCTTGGCTCACTAC 239

Ai09B1963 Araip.B09 1963 p2 (TA)11 22 4517422 4517443 ATTTAATAGGGGGAGGGGGA CTCCAGGCTTGGCTCACTAC 239

Ai09B1970 Araip.B09 1970 c (A)12gataatgctagttttttaagtctctttctatacatgcacaataatccaatatacaatagattcctaaattaatcagccgcaaagaagaaattgaaatt(A)12122 4540431 4540552 AAGCAATCGCTCAAATGACA AAGACCGAAAACAACAAGGG 253

Ai09B1987 Araip.B09 1987 p2 (TA)8 16 4576590 4576605 TGCGCGACCTTATCTTAAGTG TTTAACAAAGTTGCTGGCCC 215

Ai09B1988 Araip.B09 1988 p3 (CTT)5 15 4577252 4577266 TCGTCTTCTCTGCACCACAC CCGTGAAGAGAGAGGCTTTG 127

Ai09B1989 Araip.B09 1989 p2 (TG)8 16 4577732 4577747 CTTATCGGGCAACACGAGAT TCGCTTCCAAAACCAAAAAC 265

Ai09B1990 Araip.B09 1990 p2 (TA)7 14 4580819 4580832 TTGCAATGCTCATTCTCACC CTTTGTTGCTGTGGCTCTCA 256

Ai09B1991 Araip.B09 1991 c (CTG)5ttgctgttgctgttgt(TGC)958 4582602 4582659 GATGTGTCTGCAATTGTGCC CCTCCAGCCAGGTTCAAATA 239

Ai09B1993 Araip.B09 1993 p2 (AG)6 12 4586864 4586875 ATACTGGGAAATCAGCGACG GTGAAGAAGGAACAACCCCA 215

Ai09B1994 Araip.B09 1994 c (T)13aaccaaagataggagactcgaatccgcaacctcttaataattgagtatggggagactatgccatttgagctattactcattggctttgataa(T)10115 4587143 4587257 TTGTGCAATAAAACCAAATAAAAG TCGAATCAAAAGAAATAACCATC 280

Ai09B1995 Araip.B09 1995 p2 (AT)8 16 4588053 4588068 CATTTTTCTTAAGCTTTTCATTCAA ACCGTGTTTCGGTTTAGCAG 143

Ai09B1997 Araip.B09 1997 p3 (AGG)5 15 4590277 4590291 GCAACTCCACTTAACCGAGC AGGTCACCGAATCGAACAAT 192

Ai09B1998 Araip.B09 1998 p2 (GA)8 16 4596633 4596648 TCAGCTAAATCAAACCCCCT CTTCTAACCAGCAAGCTCCG 256

Ai09B1999 Araip.B09 1999 c (CTT)5gttgcatgttcttcttcctcttcctcttcttcttcttttctttcgtttcttgccttctctttctc(CTT)595 4597325 4597419 TCATATTAACGCGCTTCCAA CACCCAAAATTCGTTGAAGT 248

Ai09B2000 Araip.B09 2000 p3 (ATC)5 15 4599582 4599596 GCAACACAAAAGAATTTGGC TGAGTCCCAGTCTTCCAATTTT 253
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Ai09B2005 Araip.B09 2005 c (T)10caaacaaatcggaccgtccgatttaaataaaacaccatat(A)1161 4609137 4609197 AATTGGACCCTCCGATTTGT CTCACGCCTGAAGTTATGAGG 215

Ai09B2008 Araip.B09 2008 p2 (AT)9 18 4615428 4615445 AAGCAATCCAAGTGGCAGTAA TGAGTTTGTGTGTGCGTCAA 147

Ai09B2009 Araip.B09 2009 p2 (AT)6 12 4615569 4615580 TGACGCACACACAAACTCAA TTCAGGTACGCCTCCGTATT 239

Ai09B2010 Araip.B09 2010 p2 (AT)6 12 4615709 4615720 TGACGCACACACAAACTCAA TTCAGGTACGCCTCCGTATT 239

Ai09B2011 Araip.B09 2011 p4 (AATT)5 20 4616312 4616331 ATAGTAGGCCCCAAGAAGCC TTGGCATTTATGATGAGACTTGA 117

Ai09B2027 Araip.B09 2027 p3 (TAT)9 27 4649159 4649185 TCTTCGGCTTTTGGCTTTTA GAAAAATTTTAAGATTAGTCCATTCCA 255

Ai09B2030 Araip.B09 2030 p3 (ATC)5 15 4651105 4651119 AATGGGCTGCAATTGAGAAG TCCTCTTCAGCAACCTTGAA 190

Ai09B2032 Araip.B09 2032 c (A)12ttcaatccagtccctgacaattatctcgaaaggacaacgaggtctttgtgcacaaaaaaagtcaatgttattttttttggcacaagggctaatcagtc(A)11121 4653033 4653153 AAACTCTAAACGGTCCATGACAA AAAATATCCAATTTGGCCCC 196

Ai09B2033 Araip.B09 2033 p2 (AT)7 14 4654255 4654268 AAGCTTTTGTTCATGGACCC AAGCCCATAACTACATGAAAATGA 279

Ai09B2034 Araip.B09 2034 p2 (TA)10 20 4659919 4659938 GCTTTTCGCTGTCTTCTTCG TTTCTGGAGTGCTGGCTACA 196

Ai09B2038 Araip.B09 2038 p3 (TGA)5 15 4663104 4663118 AGGTGCCCTTTTCTTGTCCT TCATTGCTCTCCTGAAACCC 142

Ai09B2045 Araip.B09 2045 c (T)11cctttttctattttgtattatgctcttggaatttatgagtagctactaaacagtt(TA)780 4676159 4676238 TGTCCTTCGTATTGACCTTGG ATTTCATCGTGTGGCTTTGC 233

Ai09B2046 Araip.B09 2046 p2 (AT)9 18 4676549 4676566 TGAACCGAATCATAAACACCC TGTGTGCCAAAAATACCCAA 216

Ai09B2047 Araip.B09 2047 c (T)12ac(A)10 24 4677522 4677545 TCTCGCCACAAAGATAAGCA TGGTATATTCGAGCCTCACTCA 241

Ai09B2049 Araip.B09 2049 p2 (AT)7 14 4685202 4685215 ATGCATGGCACTTCCAAACT GATGGCAATGCCGAAGATAG 233

Ai09B2054 Araip.B09 2054 p3 (ATG)5 15 4692591 4692605 ATGACTTCAGGGACGGACAC ATGGAGGATCAACCTGCAAC 245

Ai09B2056 Araip.B09 2056 c (A)11gatctgaaccggttcgtgtttctaaaaccggctggttcaccggtttttactagaaccaaccgggtgaaaccgattttcacttattc(T)10107 4694028 4694134 AGGTGAGAGTGAGAGGGCTG AGTGAACTGGCCATGGAATC 262

Ai09B2063 Araip.B09 2063 p2 (TA)6 12 4708952 4708963 GGGGTGACATGAAAAGAAAA GCCACAGACACTCAATTCAAG 280

Ai09B2067 Araip.B09 2067 p2 (TA)11 22 4715879 4715900 GTGGCCACTCGATTAACTCA AACTTGAATGCCTTTAATTTCAATA 265

Ai09B2068 Araip.B09 2068 p2 (AG)6 12 4718826 4718837 TTGATGCTCATCCACTGTCA ACAAGCCGTTATCACCAAGG 262

Ai09B2073 Araip.B09 2073 p3 (TTA)9 27 4728045 4728071 ATCGTGATTCATCTCGCCTT AATCAGCTCAAATAACTTAAATTTGTC 223

Ai09B2075 Araip.B09 2075 p3 (TTC)9 27 4730692 4730718 ACACTCCGACGAACAAAACC ACGGGGAAAATTGGAAGAAG 132

Ai09B2076 Araip.B09 2076 p3 (TGG)6 18 4731216 4731233 GTGCGTGAATTTTTGTGGTG ATAAGGGTAGGGGTGATGGG 267

Ai09B2084 Araip.B09 2084 p3 (GAA)7 21 4769456 4769476 GCAGAAATAGTAGGAACAAAGCAA ACACGTAAACCGCTACTGCC 272

Ai09B2088 Araip.B09 2088 p3 (ATC)5 15 4780892 4780906 TGTGCATTTTGAGCTGGAAG ATTGTCTTTTGCTGCCCAAT 159

Ai09B2093 Araip.B09 2093 p3 (AGA)5 15 4786405 4786419 TCACCGTTCAAACCTTAGGC CCGGTGACATGACAAATGAG 218

Ai09B2096 Araip.B09 2096 p3 (TCT)5 15 4788677 4788691 TTGGCACAAGTCCAACAAAA TTCAAATTTGGCAAGAAACTCA 166

Ai09B2097 Araip.B09 2097 p2 (TA)7 14 4789610 4789623 AGGGAGCCGCTCAAATAAAG ATAGGGTTAGGATTTAGAGTTTTCAA 246

Ai09B2107 Araip.B09 2107 p2 (AT)8 16 4805856 4805871 TCATGTGAAAGAAGGATTGCAT TTGTCGTAGGCCCCTTTTTA 188

Ai09B2109 Araip.B09 2109 c* (A)15(AC)7* 28 4809715 4809742 TCCACAGCCCACTATCAACA CTTGCCAGCAAATCTTGTCA 268

Ai09B2117 Araip.B09 2117 p2 (GA)7 14 4830017 4830030 GGGAATTGGAAGCAGTGAAA TCGGTCTTTTAGGGCTCTCTC 113

Ai09B2122 Araip.B09 2122 p3 (ATC)5 15 4844387 4844401 TGTTTCAGGTTTTGCAGCAG AAACAACTTTCTCGCTGACCA 132

Ai09B2126 Araip.B09 2126 p3 (ATA)6 18 4846356 4846373 TGGGAAAAGCTACAAGGTGG CCATTGGAAGGAGCAACAAT 229

Ai09B2130 Araip.B09 2130 p2 (TA)19 38 4848947 4848984 TCTCTCCTGAATGATGTCTTTCTTT CCAATTGCAATGAGAAAGTGA 280
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Ai09B2139 Araip.B09 2139 c (T)10caattttttccttttcttcatatgca(T)11gcatttttttgttaatttttctttcttcctcctcattccgatgttgactcattgatgttttttcttttacatttttaa(T)10135 4860634 4860768 CCCAACATCCTATGCAACAC GGACACAAAAAGAAAAAGAAGAAA 280

Ai09B2144 Araip.B09 2144 p3 (AAT)6 18 4866765 4866782 TGTTAATAAACAACTTTTTGGTTGTC CGAAAACTTTTAAGACAAAATTGAAA 280

Ai09B2146 Araip.B09 2146 p2 (TC)7 14 4868085 4868098 GGGACATTGTAACTTGATGTGC TGGTCTCCTTTACCAGCCTC 210

Ai09B2147 Araip.B09 2147 c (A)10gattttttttgagttatttttttaaaaaagatcttataaaaaaataaaagtaattttatgtttgaaatgc(A)1292 4868306 4868397 TGATCCATGCGTGCATTATT TCAAATTAATGTGTTTGTTTGGG 202

Ai09B2149 Araip.B09 2149 c (A)10tataaaccacaaatttgaccctcaaatttgtggtatc(A)1562 4869293 4869354 TTGAGCCTTAGATTTGTGTGGA GAGTCATGGAATGAAGCCGT 272

Ai09B2156 Araip.B09 2156 p4 (AATA)5 20 4875477 4875496 GCCCTAACACTTGCAAGGAA CAAGAAACAAACAAGCACCCT 258

Ai09B2159 Araip.B09 2159 p3 (CAT)6 18 4878962 4878979 AGATTCCTGCAACCCACAAG ATCGGTGAAATTGGACTTGG 274

Ai09B2163 Araip.B09 2163 c (A)13ttataaccacaatggaggaaggcaaaggagtaggatggaggcaattcaaatgagaatgt(A)1082 4886486 4886567 AAAAGACATAACGCTATTTGTCTACG ACAATGTAATCTGTAGCTTCACTCTAA 280

Ai09B2167 Araip.B09 2167 c (GAG)6gtgttggtgagagagtaaaacaaaaagaaacttgagaagttaaaacaaaaagaaaaagatgaataagaaaagaaa(AAG)5108 4892660 4892767 TGATGATGGAGGAGAAGGAGA TTTTCGGTCTATGTGTGCTGA 278

Ai09B2168 Araip.B09 2168 p3 (AAG)5 15 4893196 4893210 TGCTGCATTTTTCTTCTTCTTC CCATCCTCCTCATCTTCTGC 277

Ai09B2169 Araip.B09 2169 c (A)11tttactttgtgaaccgtgtttgtaataaatgcatg(T)10ggtcagctaataaatgcacgg(T)1289 4894022 4894110 TACTAGCCCCCAAGCTCAAC AAAAAGCATTTATCTCTGCCC 182

Ai09B2174 Araip.B09 2174 p2 (AT)9 18 4911955 4911972 TTGTTGCTTTTTGCTCCACA TGATAAGGGCACGTTAGCTG 252

Ai09B2176 Araip.B09 2176 c (A)10gaaaatgaatatttattactctatccagcaaata(T)1357 4920352 4920408 TTAATGGGTGCGTTTGAACA ACGAAAAATATTGGTCACTAACCT 257

Ai09B2178 Araip.B09 2178 p2 (TA)6 12 4921372 4921383 ATGCCATTAAATGTGAACGC GCGTGTTGCCAAAATGATAA 280

Ai09B2180 Araip.B09 2180 p3 (TTA)10 30 4925917 4925946 TTGGCAATCAGTTGTGAAAAA TGAATAGCCAAAATGAATAGGGA 245

Ai09B2182 Araip.B09 2182 p3 (TCC)6 18 4941480 4941497 TGGGATTTTACGTTATCGTCG TACGCGAAGAAGAAGGAACG 100

Ai09B2183 Araip.B09 2183 p3 (AAG)5 15 4941754 4941768 TCCTCTTCGTCTCCTTGATGA CGTTAATCGTTTTGCACAATTC 222

Ai09B2186 Araip.B09 2186 p4 (AAAT)6 24 4945685 4945708 AGCGTTCATGAATCGGATCT TGTCCAATCCATTGACCAAA 244

Ai09B2188 Araip.B09 2188 p2 (TA)6 12 4949226 4949237 AAGGATGAACACCATCCCAA TGGATAAGCGCTTTTTGCAT 234

Ai09B2191 Araip.B09 2191 p3 (ATA)17 51 4952611 4952661 AATTAATTTTCATACAGTCATTGCATA TGGTAAGAATGAACAACAAATAAAGC 262

Ai09B2192 Araip.B09 2192 c (T)14ccttcacacgcgcgtccttaacatctttattcttcttgttcttcactttctcttctgtgttccctccttctttctccaattctc(T)17115 4953932 4954046 TGGATTTCAATTGCATAGGTG TTTATCCTCTTCTTGTTTTTGTTCA 277

Ai09B2195 Araip.B09 2195 c (T)26aaattatttactcatac(T)1053 4963830 4963882 AATAACGCATTGCCCATAGC TAGCAAGGATGGATCTTCCG 197

Ai09B2198 Araip.B09 2198 p3 (ATT)5 15 4976019 4976033 TTCAAGTACGCGAACAAGTTT TGGTTAGCATTGCACCTCAC 239

Ai09B2199 Araip.B09 2199 p3 (TTG)31 93 4978635 4978727 GATTCATATAGCCGACCCCA GAATCCGCGACCTCTTAGG 198

Ai09B2205 Araip.B09 2205 p3 (AAT)5 15 4987030 4987044 AGAATTCAGGCAATGGTGGT CCATGCACACCCCTATTTTT 280

Ai09B2206 Araip.B09 2206 p2 (AT)7 14 4990692 4990705 ATAATGCGCCAACAAGAACC CTGCAACTGAGTTTCCACCA 129

Ai09B2210 Araip.B09 2210 p2 (AT)6 12 5007794 5007805 TTCTTCTTCTGTCAGGCCGT TGAAGGGGAGAAAGAATACTGG 276

Ai09B2212 Araip.B09 2212 p3 (ATT)6 18 5009502 5009519 TGTTGCTTTGTGATTTTGTTCC AAGAAAGCTTGAAAAATACTGTTGG 193

Ai09B2217 Araip.B09 2217 p3 (TAA)5 15 5016734 5016748 CCTCCAAATCCGGTCATAAA TGTCATGAAACCACTTATCCCA 246

Ai09B2218 Araip.B09 2218 p3 (TAA)5 15 5017203 5017217 ACCCTAGCGGGATCCAAA TGATAAAAACTTAACCACAAATTCA 199

Ai09B2229 Araip.B09 2229 p5 (AAATA)6 30 5046279 5046308 TTTCAACGTTGCTCTTGCTG TGCAGCATTACATAAGGAAGGA 229

Ai09B2231 Araip.B09 2231 p3 (TTA)12 36 5047028 5047063 CCAACTGGGAATATGTCACCT TGGGCTGTTGTTGGTCAGTA 271

Ai09B2239 Araip.B09 2239 p2 (TC)18 36 5070787 5070822 CTCCCCTCTTCCTTTTCACC AGTAATGGGGAAGGGCAAAC 272

Ai09B2240 Araip.B09 2240 p3 (TGT)5 15 5072641 5072655 TCATCGTGTCATCATGCCTT TGCAAATAGGACAACACGGA 239
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Ai09B2241 Araip.B09 2241 c (AC)7ataa(AT)10 38 5074492 5074529 TCAGGCAATATCTTTTAAGCACC TGAAAAGTGGATACGCCACA 170

Ai09B2243 Araip.B09 2243 p2 (TA)6 12 5075207 5075218 GGCAGTGGGAGTTTGTGATT GCTGGAAATTTGAAAGCAGG 118

Ai09B2244 Araip.B09 2244 p3 (ATA)5 15 5075364 5075378 GCTTTCAAATTTCCAGCACA GGAAGATGGCACGAGTACAAA 227

Ai09B2245 Araip.B09 2245 p6 (AAGAAA)6 36 5078113 5078148 GCAAGCAATATAAGCCACTGC TGCCATACTTCAAACTGCGA 248

Ai09B2249 Araip.B09 2249 p2 (AT)6 12 5103533 5103544 TTTGTGCTGGCTTGACTTGA CTTGAGGGGGAGTGTTGAAT 280

Ai09B2250 Araip.B09 2250 p2 (AT)8 16 5108849 5108864 CGAATGGAGTGAGACAAGGA CTTGCTGTCAAACCCAAACC 277

Ai09B2252 Araip.B09 2252 p3 (TAT)5 15 5129367 5129381 TGCTTGGTTGCACCTATGAG GCTTGGGATCTCTCCATGTT 264

Ai09B2254 Araip.B09 2254 p2 (AT)8 16 5129962 5129977 TGGGACCAGCTTACTGTGTACT ACAGGCACACAAGGAAGGAT 148

Ai09B2257 Araip.B09 2257 p3 (AAT)7 21 5140674 5140694 GCAGCTCTTTTGTTGGCTTT CCAACATGGTAAGCTTGGAGA 252

Ai09B2260 Araip.B09 2260 p3 (AGA)5 15 5144572 5144586 TCTTCTGATCCTCGTGGCTT AAAACCTTGCGTTGAATGCT 268

Ai09B2266 Araip.B09 2266 c (ACC)7agcagaacaaaaccaccaccaccacatcatcatggtcatca(TCG)5(TCA)798 5162413 5162510 GGTTCCCAAAGTTTCGGTTT TTCTGCGCTTCTGTTCTTCA 241

Ai09B2267 Araip.B09 2267 p3 (AGA)10 30 5162837 5162866 CCAGAACCCAGAACCCATAA ACCACACCACCACCACCT 219

Ai09B2273 Araip.B09 2273 p3 (AGA)5 15 5183400 5183414 TGAAAAAGAAAAAGGAGCACAA GGGGTCTCGCTATACATCCA 198

Ai09B2274 Araip.B09 2274 c (TTC)5aatccgtgagttcccat(TTC)547 5184797 5184843 CCCTTGGCACCTTAATCAGA CCTAAATGCAGAGACTCACGG 238

Ai09B2277 Araip.B09 2277 p2 (TA)6 12 5197181 5197192 CCATTGGACAGTCCCTCTGT TGATCGGGCACTTTAACTCC 253

Ai09B2279 Araip.B09 2279 p4 (AATT)5 20 5202155 5202174 TTTCCAATAAAGTGGTTTGGTACA AGGGGTTGAGGGAAGTTGTT 234

Ai09B2292 Araip.B09 2292 p2 (GT)8 16 5269291 5269306 CAGCATGAGCTAAGTGTCACG CCTTCTAGGGTATTTCAGGACC 152

Ai09B2293 Araip.B09 2293 p2 (GT)7 14 5273352 5273365 ACGTCTACGCATTAGGTGGG AAAGCGTTCTCAAACACTCTAAAAA 104

Ai09B2295 Araip.B09 2295 p2 (AG)10 20 5276161 5276180 AGAGGGGAAAAGAAAGGCAG TTCAAAGGGCAAGGGTAGTG 280

Ai09B2296 Araip.B09 2296 c (TG)11c(GT)13(GA)967 5284230 5284296 TAACCACCTAAGCACAGGGC CCGTTCTCCTCTCCTCTCCT 163

Ai09B2297 Araip.B09 2297 p2 (CA)6 12 5285579 5285590 GGCGACATTGCTTTTCAGAT TTGGGTTCAAAGTCTTTCGG 163

Ai09B2301 Araip.B09 2301 p2 (AT)9 18 5324822 5324839 GCGGTTCAGTCACGACATTA TTGCCCACAAACAAAATTAGG 214

Ai09B2306 Araip.B09 2306 c (TTC)6ttttttttaatgtcttcttattgttgatgttattgttgtttaa(T)1172 5350879 5350950 ATCATCGTCGTTGTCACTGC GCATTGGTATCTTTCCAATTTCA 200

Ai09B2313 Araip.B09 2313 p2 (AG)6 12 5380206 5380217 TCCACGGTTGAAAACAAACA AAGAGGCAGAGATTGGAGCA 243

Ai09B2315 Araip.B09 2315 c (A)10tcctatggttgttttgaagcaaacattaattggcccctcctccaaatcc(T)1069 5396928 5396996 GCATCGCTACTGCCAAGAAT ATCACGCACCTCGAAAGACT 269

Ai09B2316 Araip.B09 2316 p2 (AT)14 28 5403920 5403947 TCCACGTGAATCTTGAACCA CCTTCACTGACGGACACTTG 273

Ai09B2324 Araip.B09 2324 p2 (AG)7 14 5424364 5424377 ATAGAAGGGGAAGCCTCCAA GTCAAGATGGAAGACCCGAA 183

Ai09B2326 Araip.B09 2326 p2 (TA)7 14 5435453 5435466 CAAAATCTGCTGTCCCCCTA AGGGTGCATGAAGTTGTTCC 276

Ai09B2328 Araip.B09 2328 p3 (TGT)5 15 5443819 5443833 GACAGGATTCTCGTGTGGGT GCCAAACGACCAAATTTTCA 270

Ai09B2332 Araip.B09 2332 p2 (GA)7 14 5461213 5461226 AGGAGGGAGAAGAGAGACCG TTCTCTGTCGCAATCTCGTG 117

Ai09B2338 Araip.B09 2338 p3 (AAT)17 51 5480531 5480581 GGTGGGATTGAATAATTGGTG TGCCAAATTTTTGAACTTTTGTT 280

Ai09B2340 Araip.B09 2340 c (A)10gttttttattggaattgaaaagaattc(A)1653 5503682 5503734 TGATGACTCTCAAATTGATGAAAGA TCAGCATATGTGCGAATAGGT 188

Ai09B2341 Araip.B09 2341 p2 (AT)7 14 5504399 5504412 CACAACACTCACGAAGCGAT TATTTTTGCGAGCCGAGTCT 123

Ai09B2345 Araip.B09 2345 c (AT)6ttttttttaaccaaagataaaaaatttaaacctataaatttttaa(T)1067 5513921 5513987 ACAAGAAAAATGACAAAATGGAA CGTAGCTCCCCCAGATACAG 227
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Ai09B2346 Araip.B09 2346 p3 (TTG)7 21 5520569 5520589 GGAGGGTGGATGAGATGAAA GATTTTATAAATCTCTTATGCCATGC 260

Ai09B2350 Araip.B09 2350 p2 (AT)16 32 5533105 5533136 AAATCGACAAAGACGACGGT GATGTTTGTGACTGCATCCG 244

Ai09B2357 Araip.B09 2357 p2 (TC)6 12 5541812 5541823 AACTTCTCAACGGCAACACA GGACCGAGCTAAGAAGGAGAA 255

Ai09B2363 Araip.B09 2363 p3 (TTG)5 15 5556267 5556281 CACAAAGAATTAAAAGTGATGATGG TTGTCGTCCCAATAAGGCTC 196

Ai09B2364 Araip.B09 2364 p3 (TAT)5 15 5558824 5558838 GCTCCTATAAAGACGCGCAA TTGAGTTAGCAATAATCTAGACCAGC 191

Ai09B2369 Araip.B09 2369 c (A)10tcaaaattcatataccttgcttacagcgaaatgtgttattaaaaagtt(A)1169 5577197 5577265 CGAGACACCAACTCAACGTG TCAAAATTCAGATGTAATTAGCAAGAA 263

Ai09B2370 Araip.B09 2370 p3 (CAA)6 18 5578614 5578631 CAAAACCCTTCTTCCTCACC AACCCTGAACCCATAAACCC 149

Ai09B2371 Araip.B09 2371 p3 (AAG)6 18 5579785 5579802 AGAGAAGGAGGAAGGCGAAG ACGTGCTCCATACACACGAA 101

Ai09B2379 Araip.B09 2379 p2 (AT)9 18 5591474 5591491 GAGTTTGAAATTTCGCACATGA CTTGCGGGGTTAATTGAGAG 280

Ai09B2381 Araip.B09 2381 p3 (AAT)6 18 5594027 5594044 AAAAATCAATCCTGCACCTGAT TCTTCTCCATGCTCACATGC 198

Ai09B2386 Araip.B09 2386 p2 (TA)9 18 5607016 5607033 GCCTCTGCTATTTTTCTACTCTTTC GTTTCTGTGTGCAGCTTGGA 280

Ai09B2391 Araip.B09 2391 p2 (TA)9 18 5613293 5613310 AAACTCAATTCCAAAAGGTCACA TCTTGGTTTTGGTGGAAAAT 262

Ai09B2392 Araip.B09 2392 p3 (ATA)6 18 5613435 5613452 CCCCATGTTACATTATTTTCCA TGGACACTGCATCAATGCTT 263

Ai09B2393 Araip.B09 2393 p3 (ATG)5 15 5614925 5614939 GATTCAGCAGAGGAAGCAGC AGATTTCAACATGGCCCAAC 198

Ai09B2394 Araip.B09 2394 p2 (TA)6 12 5615278 5615289 ATCCCAATTGAGACCATCCA GAACTGCAAAAAGGGTAAGGC 185

Ai09B2395 Araip.B09 2395 p2 (AT)6 12 5618180 5618191 TTTGAGAGAAAAAGAAAGAAACCAA AAAAATTAGAACCGTGAACATCA 251

Ai09B2396 Araip.B09 2396 c (AT)7ac(AT)6 28 5618504 5618531 TGGTAAGAAACTTGGGAAAAACC TTCAATGAGGCAAGTTGAAAAA 199

Ai09B2400 Araip.B09 2400 c (CAC)5taccattatcatcatggcc(TCA)652 5620402 5620453 CAACCAGAAGTCCAAGCTGA CACCACCACCACCTTCTTCT 258

Ai09B2401 Araip.B09 2401 c (AAG)7gtggtggtggtgcggtgcctcttccccctcccttttctcacgcccccttctctctctttctttc(T)1095 5620598 5620692 CAACAATATTCCATAACAAATTTCACA CAAAATGGACCTCAAAGTTTCAA 280

Ai09B2404 Araip.B09 2404 c (CCA)7ctaaccccatct(TC)849 5628461 5628509 CCACAAAAGTTGAAAACGTTGA AGAGTTGACGGATTATGGCG 256

Ai09B2405 Araip.B09 2405 c (TTG)5ctttatgtgaagaagatgataatggaagtata(GTG)562 5629121 5629182 GAATGGAACAGGGGTGAGAA TCTCTTCTTCGTGTGAGCCA 251

Ai09B2410 Araip.B09 2410 p2 (TA)10 20 5634859 5634878 CCTTCCATTCTCACCAAACG CAGGATCAATGGCTTGGTTT 169

Ai09B2413 Araip.B09 2413 p2 (TA)11 22 5638508 5638529 GGCCCAAGAGACAAAAACAA CGTCCTACGAGAATCCCAAA 247

Ai09B2415 Araip.B09 2415 p4 (AGAA)5 20 5640555 5640574 CGAAGTTTGTGTGAGTGAAGC TTCCTTGGTGGTGCTTTAGG 174

Ai09B2416 Araip.B09 2416 p3 (AAT)5 15 5642882 5642896 CCCTCCAAATCCAAGTCTCA GGGCTTTTGTACAATATGGAGG 261

Ai09B2417 Araip.B09 2417 p3 (ATC)5 15 5643168 5643182 ACTTCCTTTGTTCCCTGTGG TGATTTTGGATTGTGAGGCA 109

Ai09B2419 Araip.B09 2419 c (T)10caattaagtccctctcagcagtaattagcttaattt(A)10ttggtgtagaaactcaaataaaagaaaaaaaagtgtaagaatcaaattaaaagaaaaatttggtgcaaaaatt(A)11140 5653464 5653603 TGCAAAATTTTCAATTAGGTTTC TGCGTTTGATTTTGAAAAGG 275

Ai09B2421 Araip.B09 2421 p2 (CT)15 30 5654133 5654162 GTCGCCTCAGTTTTGGTAGG AAACAGCGAGGACCAGAGAA 192

Ai09B2422 Araip.B09 2422 p3 (GGA)6 18 5656438 5656455 GGAGAGAACATTCGGGATCA TCAAATCCTCGTGGTGAACA 247

Ai09B2425 Araip.B09 2425 p2 (AT)6 12 5659561 5659572 TCCGCATAATTAAACCTTCTTTTT GCTCTACATTTGCGTATCCGA 280

Ai09B2427 Araip.B09 2427 c (GAA)5gacgctccgtgtgtaaatgagcgtg(AGA)1791 5663171 5663261 GGAGGAGAAGGAGGAGAAGG TCAATACACACGAAATCGCC 162

Ai09B2429 Araip.B09 2429 c (TC)8aa(AC)7 32 5664748 5664779 GCCTAGTGTTTGAGCCGAAG TCCCGTTCACACTTTTCTCC 152

Ai09B2435 Araip.B09 2435 p2 (AT)6 12 5683338 5683349 TGTTGACGTGAAAAATAAATTCC TTGTTTGCTGCATGGATTGT 242

Ai09B2436 Araip.B09 2436 p3 (GGT)5 15 5688838 5688852 TCCCCATCCAAAGAGATTGA TGACAAAGTTGGAACGGACA 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B2439 Araip.B09 2439 p3 (AAT)5 15 5691279 5691293 TGACCACACCACATAATCCA TGTGTTGGGTCTTCCTCCTC 255

Ai09B2440 Araip.B09 2440 p2 (TA)6 12 5695642 5695653 TAGAGCTCATTGCGGTCAAC TGGAAGTCGAATTAGGACGG 280

Ai09B2441 Araip.B09 2441 p2 (AT)6 12 5699968 5699979 TGAATATTTTCATCCTCCTTAGTCA TAGGGACCCCGCTTATGTCT 200

Ai09B2446 Araip.B09 2446 p3 (AAT)6 18 5712725 5712742 GAACCCAACCACATGAAAAA GCGATAAATAACGACGATTCTAAA 280

Ai09B2447 Araip.B09 2447 c (A)10ttaat(A)10tcaactaaaaacagttataatttatcttatttaatatttattaattattgtgataattaatgaatgaacgttaaataaggtaaattctgacta(T)10128 5713779 5713906 TGCATTCAAGATTGAGTAATGCT CACAACATTTTTCCCCTTTTC 279

Ai09B2448 Araip.B09 2448 p3 (CTC)6 18 5716141 5716158 CAAAGGGTCCATGAGGCTAA CCTCACCAGAAGAGCCAGAC 216

Ai09B2460 Araip.B09 2460 c (A)15cctataattaattaacactacactattttgatatacatcgagtgtgtgtggagaaaaaaatg(A)1390 5779871 5779960 TGCCAAGAAGCAATAGCTCA TGTGCTCTCATGCATTGACTC 232

Ai09B2466 Araip.B09 2466 c (ATA)7ac(AAT)6 41 5792326 5792366 TGAAGACAAGTAGTAACGGGTCAA GGCTTCCAAAACCTCATCAA 243

Ai09B2474 Araip.B09 2474 p2 (AT)6 12 5809342 5809353 TGAAAACCTCATGGACCAAA TTTTGCACTCAAACAAAATAGTTG 278

Ai09B2475 Araip.B09 2475 p2 (AT)7 14 5809867 5809880 CTTCTCTCGCAAGCAAATGA CGCTGCTAACTCCCACTTCT 198

Ai09B2477 Araip.B09 2477 p2 (GA)6 12 5814027 5814038 TAGCCATGGAATGGACAACA CCACCTCCAACAATCACACA 214

Ai09B2482 Araip.B09 2482 p3 (AAT)6 18 5842371 5842388 GGTGAATAGGGTGAATAGATGAAA AAAAGCAAAAAGCCCCAAAT 200

Ai09B2484 Araip.B09 2484 p2 (TA)13 26 5846483 5846508 TTTCCATGCACAGACTCACA GCACTAAAGTGCATGATAACTGAA 204

Ai09B2487 Araip.B09 2487 p2 (TA)10 20 5857205 5857224 CACAATCTCCATGCCCTTCT GAACATGCAAGCAACCCTTT 208

Ai09B2495 Araip.B09 2495 p2 (AT)8 16 5918969 5918984 TTTTTCGTTGCAGCACTTTG TTCTTCCCTTATGGATGTGGA 235

Ai09B2503 Araip.B09 2503 p2 (TG)8 16 5937527 5937542 ATTGATTGCCAGCATGTGTG GTCAATGGGTCCATGTAGGG 275

Ai09B2504 Araip.B09 2504 p2 (GA)16 32 5940120 5940151 CAGCAGAGGAAGGAACAAGG TTACGTTAATGGCACTTGGC 232

Ai09B2507 Araip.B09 2507 p2 (TA)9 18 5949453 5949470 TTCCATGGTGTAGCTGGACA ACCATTTTCAAAGCCACCAG 226

Ai09B2509 Araip.B09 2509 p3 (AAT)6 18 5951990 5952007 AACAAACTTCGGATGCACAA CCTTGTTCTTTGGGAATAGGG 278

Ai09B2511 Araip.B09 2511 p2 (AT)7 14 5970785 5970798 AAAATGTGTCATCTTTACGTTGTTTT AACCACATGCACGAACAATG 155

Ai09B2512 Araip.B09 2512 p3 (CTT)5 15 5974367 5974381 TTTTCGGTGTATGTGTGCTGA TTCTTCCAAGTAATTTTGTTCCA 255

Ai09B2513 Araip.B09 2513 c (A)13gaagaaacacataatggaacaaaattacttggaagaagatgaacttacattcgtttaact(A)1083 5974498 5974580 TCATTTTCTGCTGCTTCTTCTTC CCCAAATTTGTTGCAAATATAGAA 280

Ai09B2514 Araip.B09 2514 c (CTT)5tttt(TCA)7tcttttttttattcatctttttttcttgttttatcttctcacgtttcttcttgttttactcttttaataagaataaaaac(A)10130 5975313 5975442 TTCTCCCTCCTCCTCATCTT TTGAACAAATGTAAGTTCATCACC 230

Ai09B2518 Araip.B09 2518 c (T)13ggacgagttactgagtgtcatatattcgttggacttggcatcactg(T)1170 5978881 5978950 GGGTTTTAGTGTTACCGGGTT AGCCCAAGGTTCACACAATC 269

Ai09B2523 Araip.B09 2523 p3 (TTC)7 21 5997487 5997507 TTTCCTTCTGCACTGCCTCT CGTCGTGCTCGTCTTGATTA 280

Ai09B2524 Araip.B09 2524 p4 (AATA)5 20 6001059 6001078 CCTCAGCTAACCACCAATTTTT CAAACCTCAAGGGGAGATTG 201

Ai09B2532 Araip.B09 2532 p3 (TTC)5 15 6036805 6036819 GAACGTCTTGCAGCTCCTCT TCCTTCTCCCTCCCTCTCAT 189

Ai09B2542 Araip.B09 2542 p3 (GTT)5 15 6061276 6061290 AATTCATGCAATGCTACGACA TAGGGATGCAACAACCACAA 244

Ai09B2546 Araip.B09 2546 c (A)10tatcttcagtgatgatgaaagaggaactaccttatcccatctagcttgtatctaggtctttgtttttttgactcttttaattctgttttattac(A)10gatgt(A)10ttaaaagaggttgtattacct(A)11161 6072904 6073064 TCCACCTTGTTGTGTTGACC CGGTGAATTTGTCAACCTCC 216

Ai09B2548 Araip.B09 2548 p3 (TAT)6 18 6078386 6078403 GGTGAGAGGGCAAGACAAAA TTGGTTTTCTACTACTTGTGTTATCTG 279

Ai09B2553 Araip.B09 2553 p2 (GA)6 12 6089177 6089188 CTCAGGAGAGTATCAGGGCG CTCATGTGCCTTCAACCTCA 257

Ai09B2557 Araip.B09 2557 p3 (ATT)15 45 6109446 6109490 TCGTGTGAGCAAAGAAAGTGA CGAAGCCAAGGACCTAAGTG 279

Ai09B2559 Araip.B09 2559 p2 (AT)10 20 6123665 6123684 AGAAAGTGTAGCGTGACCCAA CATACATAAATTTTGATTTTGAGCA 149

Ai09B2561 Araip.B09 2561 p2 (TA)9 18 6131023 6131040 GAATTACTCCTGGATGGCGA CACGAATAAAAAGTTGAACAGTGAA 106



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B2562 Araip.B09 2562 p2 (AT)12 24 6131645 6131668 AAGGGATTTATGCCATTGGA TCACAGACGAGCAATCATGTC 210

Ai09B2564 Araip.B09 2564 p3 (TAA)18 54 6137345 6137398 ATGACCGGATCAATTACCGA TGCTATTTTCACAAAAATTCAAAA 278

Ai09B2566 Araip.B09 2566 p3 (AAT)6 18 6138409 6138426 CTCACAATAATGCACTCGCTG TCAAATTGTGAACGAGGTGG 256

Ai09B2567 Araip.B09 2567 p3 (ATA)9 27 6142922 6142948 CTCACAATAATGCACTCGCTG GAAGGCTAAGAAAAGGAAGGC 229

Ai09B2569 Araip.B09 2569 p2 (TC)9 18 6151167 6151184 CTCCCTCTCTGCTAACCCCT CACACACCATGCACAAAACA 202

Ai09B2571 Araip.B09 2571 c (AT)6tt(A)10 24 6161755 6161778 TTTTGCGAACCACTCACAAC TCGATAAAAATCAATAAAAAGGTCAA 271

Ai09B2572 Araip.B09 2572 p3 (TAA)5 15 6165023 6165037 CATACCTCCGTTTTCCCTCC AGGTGAATCGGGTAACAAAGA 274

Ai09B2573 Araip.B09 2573 p2 (TA)6 12 6168563 6168574 CCCTATTGACCCATTTGTGG TTATGTGCATGCATGGTGTG 253

Ai09B2575 Araip.B09 2575 p3 (TAT)8 24 6175015 6175038 GCCCCTTGTTCTTTCTTTTG CAAAATGCCCCATCTGAAAC 164

Ai09B2577 Araip.B09 2577 p2 (AT)6 12 6184083 6184094 GGATTACATTATCTCCGTCAGCA CGAAGAGTATAAGCATGATTGATTG 262

Ai09B2592 Araip.B09 2592 p2 (AT)14 28 6220444 6220471 TCGGTTCAAATTTTTACTGGAA TCGGTTCAAATTTTTACTGGAA 160

Ai09B2603 Araip.B09 2603 p2 (AT)19 38 6254623 6254660 TTCGTGAACCACTCACAACC AAACCATTAAATAAGTTGAATCAGTTC 269

Ai09B2606 Araip.B09 2606 p3 (TTC)5 15 6271816 6271830 TGATCCATTATTCTTTGTCTCATCA AACTCAAAAGTTAACGCAATGG 166

Ai09B2607 Araip.B09 2607 p2 (GA)6 12 6275975 6275986 CGAGTTTCATTTGTTGAGCG CCTTTCCGAATGTGTGACCT 219

Ai09B2609 Araip.B09 2609 p3 (TTA)6 18 6279929 6279946 CACAAATTCAGCCCAACAGA TCTCAGGTTCAAAAGTGGCA 263

Ai09B2613 Araip.B09 2613 p2 (TA)6 12 6284707 6284718 AACTAGGCAATAACTTTCTTCAGGA AAGGGTTACAAGCCACGTTC 277

Ai09B2614 Araip.B09 2614 p2 (AT)9 18 6292454 6292471 TTGGTCATGTGTAATGCCCT CACCCATCACTGGATCACAA 124

Ai09B2616 Araip.B09 2616 p3 (ATT)6 18 6311484 6311501 CATTGAAGGCACTCACAGGT TAGGAAAACCCATGGCAGAG 280

Ai09B2617 Araip.B09 2617 p2 (AT)9 18 6314127 6314144 AACAGCAACGATGTATCCCC TCCCTTTATCATTTTTATGCGT 254

Ai09B2620 Araip.B09 2620 p3 (AAT)16 48 6317188 6317235 AGCCCCTTATTATTGCTTTCTT CACAAAATGCCCATCTGAAA 252

Ai09B2624 Araip.B09 2624 p3 (TAT)16 48 6328029 6328076 GATCTACATAGGTTCCCACATTGA ACCCAAAATGTCCCATCTGA 112

Ai09B2629 Araip.B09 2629 c (A)10gtactagaaaaat(A)1235 6351677 6351711 AATCGGACTATTCGATTTTCAA TGTAAATTGTAGCTTCTCAAAAAGG 239

Ai09B2631 Araip.B09 2631 c (TAT)16agtatttatgagtttcaaaggggaaattttgggtcatgatgaaaatttgatgaatattttatgaattttattatgaaaaatctcatcactgtagttag(T)12158 6358820 6358977 TCTACATAGGTTCCCACATTGA ATCGGAGATGACAACGGATT 271

Ai09B2633 Araip.B09 2633 p3 (TAT)6 18 6384455 6384472 TGTCGTAACTCCATCTCAAAAA CATGACCCAAAATGTCCCAT 148

Ai09B2637 Araip.B09 2637 p3 (TCA)5 15 6393293 6393307 ATGTGGTCTGCCATGAGACA TGAAGAAGGAGGAAAAGCCA 136

Ai09B2639 Araip.B09 2639 p2 (AT)9 18 6413676 6413693 CTGCGCCACTCTGATAGCTT TCGCCTTATGCTTCTTTTCAA 274

Ai09B2640 Araip.B09 2640 p2 (TA)7 14 6414094 6414107 AGCAATTTTTGCAAGAGGGA AATATCATGCTTTCGGCTGC 220

Ai09B2645 Araip.B09 2645 p2 (AC)6 12 6431720 6431731 CGAGGTAAAATGCCAATGCT CAAACCTCTTGCTTCTTGGC 205

Ai09B2651 Araip.B09 2651 p2 (AT)8 16 6439478 6439493 TTTGGTGGATGGATTGTTAGG CACCGTCCGGTTCTAGGTAA 197

Ai09B2656 Araip.B09 2656 p3 (AAG)5 15 6452617 6452631 CTTCCCTCACATTCCCTCAA TTGGCATGGTTGTGATTTGT 261

Ai09B2658 Araip.B09 2658 p3 (TGA)6 18 6453385 6453402 CAGACCCGGAACAAATAACG ACCAGAAAGACCCACAAACG 145

Ai09B2659 Araip.B09 2659 p3 (TAT)5 15 6454739 6454753 TCGAATCAAAAGAAATAACCATC TGGACCAATCCTTTCAAGTG 251

Ai09B2660 Araip.B09 2660 p2 (TA)6 12 6458144 6458155 TCAAGGTTGCACTCTTGCAC TCTTGGTTCCTAGCATTGTTGA 194

Ai09B2661 Araip.B09 2661 p2 (TA)6 12 6466024 6466035 TGTATTCATATATGGCTTTGAATCCT TCACAACATATTTAATGATCTGATTTT 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B2662 Araip.B09 2662 c (T)12acttatagatttgtgctgcttctttttc(T)10gtttctctta(T)1474 6468798 6468871 TCGTTTTTACAGCAAGTGTCA TCTTTTCTTCTTTTTCTTCTGGATG 260

Ai09B2665 Araip.B09 2665 p5 (ATTTT)5 25 6472147 6472171 CCCAAAACCTAACCAGAAGAAA TGACAGCTAGTATGCCGTTGA 218

Ai09B2669 Araip.B09 2669 p2 (CA)10 20 6490058 6490077 ACACCTGCGAGAATTTCCAC GGGGTGTTATTCCAATGGTG 270

Ai09B2670 Araip.B09 2670 c (TC)13aataatagattcttg(T)1051 6490340 6490390 TGGAAGATGCAAAAGCAAAA ACTTCAGGAACCCACGTGAC 237

Ai09B2671 Araip.B09 2671 c (T)10ctcccatgttgcatggatttcttttatttcttg(T)1053 6492801 6492853 CGCTTTAGTCGAAGAGGTGC AGCTAAGTGCACCGGTGTTT 250

Ai09B2673 Araip.B09 2673 c (AG)6aa(AG)8 30 6498638 6498667 ACAAAGCCGGTAGTTCCCTT ACATATATGGCGAGCCAGGA 156

Ai09B2680 Araip.B09 2680 p3 (AAC)6 18 6510829 6510846 TTCCACTTCATAGCACCTGAGA GTTTTAATGCAGACTCGGGC 231

Ai09B2681 Araip.B09 2681 p3 (TTG)5 15 6520820 6520834 AAATTTGCGTTGGAAAGTGG CCGTTACTGCTGCTCAATCA 210

Ai09B2685 Araip.B09 2685 c (T)12gttgct(AAATA)543 6539498 6539540 CGGAGTGGTGTCTCCTTGAT GGGCTCAGACTGGAGACTTG 125

Ai09B2688 Araip.B09 2688 p6 (GGAGGT)5 30 6543838 6543867 AAGCTGGGTTTTCTCACTGG AATCGTCCCTAAGGTCTGGG 258

Ai09B2696 Araip.B09 2696 p3 (TTG)5 15 6557119 6557133 GGATTCTGCTTTTGCTTCCA CCTCTTCTTCCCCTTCTTCC 280

Ai09B2700 Araip.B09 2700 c (GT)7aaaccgctgctggcagcagcggtttacgtga(GT)759 6571405 6571463 TGTAAACCGCTACTGCCTGC GACACACACACGTAAACCGC 180

Ai09B2701 Araip.B09 2701 c (AC)9tcacgtaaaccgctgctgccagcagcgattt(AC)967 6573681 6573747 ACATAATCCGCGGCTACAAC TGTGCATAAACCGCTACTGC 229

Ai09B2705 Araip.B09 2705 p2 (CT)6 12 6579029 6579040 TGGACATAAGTACCTGCCCC TTGGGATGATACATACTGAGCG 241

Ai09B2708 Araip.B09 2708 c (TC)7(T)10 24 6586846 6586869 GTTGCCAACCCATTTCTTGT GTTGCATGGGAGTGATGAGA 193

Ai09B2710 Araip.B09 2710 p2 (GA)7 14 6592279 6592292 CTTGGTTGGGCCAGATTCTA CACAACATGAGATCCGTTGG 143

Ai09B2711 Araip.B09 2711 c (TC)6tgaccgaaccggtttgcat(GAA)649 6592993 6593041 AAGAGGCAAAAGTTGGAGCA CTCCACGGTTGAAACCAAAT 250

Ai09B2715 Araip.B09 2715 p2 (TA)8 16 6597616 6597631 CATGCTTTGATGGACAAGGA TGGTAATAGAAAGCAAAGTTACGC 267

Ai09B2717 Araip.B09 2717 p2 (AC)6 12 6602595 6602606 GCCGAGTTTGAGCTTGGATA GCTCACAAGCTGGCTCAAAT 246

Ai09B2726 Araip.B09 2726 p3 (TTG)5 15 6617000 6617014 CCTGCCATCACCTTGTCTCT ACAAAGCTTGGAGGCAGAAA 178

Ai09B2733 Araip.B09 2733 p3 (TTA)5 15 6631530 6631544 TGATATACGTGAATCGGGTAACA CTCCGTTTTCCCTCCAAAA 275

Ai09B2735 Araip.B09 2735 p3 (ATT)5 15 6633973 6633987 TGTGGCTGATGAAGCTGGTA CATTTCGACGACGAATTTACTG 278

Ai09B2736 Araip.B09 2736 c (T)10attgattacatactggtcaaaatttaacaaaattattgacgctaaa(T)1369 6637025 6637093 GAGTCAGTAATTTTTGTGATTTGTAGC TCTTCTTCAATCGGGACTCG 229

Ai09B2738 Araip.B09 2738 p3 (ATT)5 15 6637743 6637757 TGATCGGTTTTCTTCCCAAG GAAGCCCTTCAATCCAGATG 268

Ai09B2739 Araip.B09 2739 p2 (TC)12 24 6639138 6639161 GAGGGAACTGATGGAATGGA AGGGGACTCATGTCCTGATG 223

Ai09B2746 Araip.B09 2746 p3 (CTT)7 21 6651593 6651613 ACACTGATGTGGTTGTCGGA ATATGTCGTTGCGTCCCTTC 188

Ai09B2747 Araip.B09 2747 p2 (TC)7 14 6656961 6656974 TGCACTTAGCAGCTGAACCA AATCTTAGCCCCTTTTTCGC 213

Ai09B2749 Araip.B09 2749 p2 (GA)10 20 6658302 6658321 AAAAGGGGTTAGGGGTCCTT AACCGCAAACCCTTTCTTCT 206

Ai09B2759 Araip.B09 2759 p5 (CTTCT)5 25 6718932 6718956 GGACTCCTCCGTGACACACT TGATTTTGGCAAATTTCTTTCTC 267

Ai09B2760 Araip.B09 2760 c (TC)7(TA)10 34 6720213 6720246 TATGCTCTCGTCTGAAGCCA CAGGACCGAACACATGGTAA 221

Ai09B2761 Araip.B09 2761 p2 (TA)6 12 6727535 6727546 CGCACATAAATGACAAACACAA TCATTTGTAATGGCTGGCCT 191

Ai09B2763 Araip.B09 2763 c (TTC)5tttgccatagcggaaggggacacagcgacgaggtgctgccaagtcgaagggaacgcggaagggacgcagcggcatgtt(GAA)5108 6728577 6728684 GCTCTAGTGATGTTTCCGGC TCTTCAACATGTCGTTGCGT 278

Ai09B2766 Araip.B09 2766 p2 (AG)12 24 6733076 6733099 AGCAACAAATGTGTCGCAAG CTGCGTTTTGGTCACTTTCA 274

Ai09B2769 Araip.B09 2769 p3 (TCT)5 15 6747043 6747057 GGTGAGGGGTTGATTTCCTT CATCATCATCATTTGCAGCC 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B2771 Araip.B09 2771 p3 (GAA)5 15 6751998 6752012 TTGGGTTTTGCATGGGTTAT CCTCCAAGGTTGAAACCAAA 103

Ai09B2772 Araip.B09 2772 c (TC)6tggccaaactggttctgttt(GAA)547 6763800 6763846 TCAAGGGCCAGAAGTTCATC CCTCCAAGGTTGAAACCAAA 200

Ai09B2773 Araip.B09 2773 p3 (AGA)5 15 6766215 6766229 GAATTCCAGGAGAGCAGCAC GCATTGCATATGGTCCACTG 189

Ai09B2777 Araip.B09 2777 p2 (TA)8 16 6783235 6783250 TTTGAGTTGTGTTCGGCTTG TTCGTAGTTAGAATGCTTGATTGA 243

Ai09B2780 Araip.B09 2780 p2 (GA)6 12 6787187 6787198 TTGATTGAGTGACGTGACCG CCAAGTCCAATCACAAACCC 217

Ai09B2786 Araip.B09 2786 p3 (TAT)9 27 6812028 6812054 TGATTAAATTAGCGTCCACGAA GCATTACTTTAACAACAGTAACAACAA 126

Ai09B2790 Araip.B09 2790 p3 (GAT)6 18 6821412 6821429 CATTCCAAAAGCCACCAACT ACTGGATCAAACTTTGCGCT 256

Ai09B2791 Araip.B09 2791 p3 (TTA)7 21 6821973 6821993 TATCTCATTTGAAGCCCCGA AAAAACTTGGCCACCATGAG 189

Ai09B2793 Araip.B09 2793 p2 (TA)6 12 6829954 6829965 GCAAAGCAAACAAAATTAATACCA ATGGCCCAATAATGCTCGTA 196

Ai09B2799 Araip.B09 2799 p3 (AAT)5 15 6847413 6847427 AGGATAACCATCTGCACACCT AAAAAGTCGGGGATCGATTT 280

Ai09B2800 Araip.B09 2800 c (C)10aaaatcatatctgaaccaaccatttac(CAT)552 6849147 6849198 GCTTGATTCATGGGTTTTCG ATGGGGATGATGGTGAAAAA 118

Ai09B2801 Araip.B09 2801 p5 (GGGTA)5 25 6850552 6850576 AACCCACGAACCAAGTTCAG TGAGGTGCGGGTAGAGTAGG 276

Ai09B2805 Araip.B09 2805 p2 (AC)8 16 6855182 6855197 GAGCCCCAAATTCAAAGACA GCTACCGGTTGCAGATGATT 220

Ai09B2810 Araip.B09 2810 p3 (TTA)5 15 6864613 6864627 TGGCTACACCTCTAATTGGTCTC TCACTCACTCTAACAACAACAACAA 141

Ai09B2813 Araip.B09 2813 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 6867093 6867146 CCACATACTGTTACGGCACG GAAGGAGAAAGAGAAGGCAAGA 119

Ai09B2815 Araip.B09 2815 p3 (AGA)9 27 6868126 6868152 GAGGAAGAAGAACGTGCAGC CGCGCATTAACTCATTTTGA 220

Ai09B2823 Araip.B09 2823 c (TA)6aggggagacttaattaatttatatactaatttc(A)1055 6892033 6892087 TGCGGTGGAGAAATTTAAGG CATGGAAACGAAACATACGG 228

Ai09B2832 Araip.B09 2832 c (T)10atgtcattacttctttttttctggttgtacgttctttttcttc(T)11atttttctctttcgttatcgttgtcaccaacaccatcacctatttctcctctttcttc(T)12134 6904761 6904894 TCGAAAGTCCCATGAAAGAAG TGGTGGAGGAGAAAGAGGAA 267

Ai09B2833 Araip.B09 2833 p3 (TCA)7 21 6905316 6905336 AACACGAAGACATTTGGGTG TTTTCTTCTTCTTTGTTTGATTTTT 253

Ai09B2834 Araip.B09 2834 p3 (TCA)5 15 6905728 6905742 TGCAGCAAATTTGGGTGTAT AGGAGGAGAAGGAGGAGGTG 266

Ai09B2835 Araip.B09 2835 p2 (AT)8 16 6907389 6907404 GGTACCTCCCTTTATGCGGT GCAACACTTTTAGTGACACGC 210

Ai09B2850 Araip.B09 2850 p6 (TAAAAT)5 30 6993959 6993988 CTGCTCTTCTTCCTACATGCC AAATTGGATGTAACTGCTAATCCTT 279

Ai09B2851 Araip.B09 2851 c (A)10ttttaacttgatttagggtg(T)1040 6994644 6994683 CAGTGGAGAGGGAGTTTGGA CATGCATGGCAAATAGCAAC 263

Ai09B2852 Araip.B09 2852 p3 (TTG)9 27 6997907 6997933 CCTTGCTCCTAACCCATTCA AAATTTTTGCCAAACTTCAAAGA 232

Ai09B2853 Araip.B09 2853 p3 (TAA)10 30 6998297 6998326 AAATCGAAAATTTTTGGGACAA TCAACCTTGCAGCACATAGC 198

Ai09B2855 Araip.B09 2855 p3 (GAC)8 24 7009127 7009150 GTAGGCCATGAGGATGAGGA TCATTGCGGAAGTACAGTCG 184

Ai09B2859 Araip.B09 2859 c (AGA)7taccataatgggatgagaggaggtccccaagttgc(GAG)880 7031537 7031616 AACGAATTTGGGACCATCAA GATGCCAAGAAGAGGTCTCG 258

Ai09B2860 Araip.B09 2860 p2 (TA)7 14 7038056 7038069 CACCGATGTTCCCGATATACTT GGAAACCGTGTTTATTGTTGTT 259

Ai09B2863 Araip.B09 2863 c (T)10aatttttattaatagttaagggtaatttggtccaaaaaaatagaaaaggacgattttaaagcgtttttaaacgttgaggatgattttaac(A)13113 7055408 7055520 GGGTGGGGTGGGATTTTT TTTTTCGTCCCCAAGGTCT 184

Ai09B2865 Araip.B09 2865 p2 (AT)6 12 7057154 7057165 ATCCGATTGTGGGGAATTTT TGGATGGAGTATGGACAGCC 277

Ai09B2867 Araip.B09 2867 p2 (TC)12 24 7063050 7063073 TTCCTTCTTCCCCAGAAACA GAAAATTGGAGAATGGGGGT 188

Ai09B2881 Araip.B09 2881 p2 (AT)8 16 7096122 7096137 TCCGCATAATTGAACCTTATCTT CTCTTTACGGATCGGATTGC 279

Ai09B2889 Araip.B09 2889 p2 (AC)6 12 7110290 7110301 GAAAGGGAGGAAACAAAGCA CTGGCAACCAGTGCAGTAAG 221

Ai09B2890 Araip.B09 2890 p2 (AT)9 18 7115292 7115309 TGAAACAGCCATGGATGAAA GCTATGCAACTGGCAAACAG 274
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Ai09B2892 Araip.B09 2892 p3 (CAA)6 18 7116820 7116837 GAACGAAAATACCCTTCCCC CTGCTTTTTGCCTTCTGCTT 280

Ai09B2896 Araip.B09 2896 p3 (CTT)7 21 7131475 7131495 TTGAAGGTGGTGATGACGAA TGACGTCCTTTCCCAAGTTC 163

Ai09B2899 Araip.B09 2899 p3 (AAT)14 42 7134201 7134242 GGAAGAATCCCACATTTCCA TGTGTCTTGGCTAATTGTTGTTG 190

Ai09B2906 Araip.B09 2906 p3 (ATG)7 21 7146299 7146319 AGAAATCCCACATGCCAAAG TTGTGGTGCAACCTAGGACA 255

Ai09B2907 Araip.B09 2907 c (A)11tattacggtca(TAT)537 7162441 7162477 GCTCAATCAATAGTTGAAATTCATTC TGGATAACAAATGAAGTCATGAAAA 245

Ai09B2910 Araip.B09 2910 p2 (TA)9 18 7163910 7163927 TGATGTAAAAACGATCACAAAAAGA TCGAACCACACTCAAGGTAAA 265

Ai09B2913 Araip.B09 2913 p3 (TAA)7 21 7169500 7169520 TCAAACGAAATTAGGCATCAA TCTGTCCAAAGGTCAAAGCC 270

Ai09B2917 Araip.B09 2917 p4 (ATCT)5 20 7185268 7185287 AAAGAGGGGCTAGGGTTTCA AACCGATCGATTTTGTCAGG 268

Ai09B2918 Araip.B09 2918 p2 (AT)7 14 7185597 7185610 TGGTTGGCTCGATAGAAACC TGGAAATACTTGCTACGATTAGAAAA 250

Ai09B2924 Araip.B09 2924 p2 (CT)7 14 7202963 7202976 TCGAGTGCAAGTCAAGATGG CCACGGTTGAAACTGTTGAA 177

Ai09B2933 Araip.B09 2933 c (T)13attcttatcggtgagacccgtcaga(T)1149 7236606 7236654 TTGACATTTCACCAATGGACA AACATGCAAATGTGTTTGAAGAA 207

Ai09B2934 Araip.B09 2934 c (A)12gttgacgtgatc(T)1236 7238152 7238187 TTGACGTGATCTTAATCCAATGA TCCCAACAAAACTTATGCCA 172

Ai09B2946 Araip.B09 2946 c (CTT)7ctcacactcgtttacgtacggagcgtcttcttcttcgcat(TCC)679 7269960 7270038 ATCGTGGCATCCAAGTTAGC TGCTTCTTCACCAGGGAGAG 258

Ai09B2949 Araip.B09 2949 p2 (AC)6 12 7280497 7280508 CAAACTTCCTCACAATTCACCA GCTAAAGTTGGACAACAATGGA 183

Ai09B2950 Araip.B09 2950 c (T)10cgtttaaaatatttgattgc(T)1242 7281281 7281322 GCAAAGCTTACATTTGTTTGG ATCATGCGACTTGCTGAAAA 275

Ai09B2951 Araip.B09 2951 p2 (TA)7 14 7283469 7283482 TCCGGTCCGAGTTTGATAAC CCATGGAGTGAGCTTCAACA 195

Ai09B2954 Araip.B09 2954 c (A)10tggttaaatatgctgtttcaaaagcataagaatatctacatactagagtttaattacgaccaattaaatataagcca(AC)9105 7296748 7296852 AGGCCTTACCTTTCTGAGCC TCCGGTTCTTGTGCTCTTTT 181

Ai09B2955 Araip.B09 2955 c (A)15gaggtgtcccacagaaaaaattttaagagtatttcaaaatttttaacttaaaaaattctaaatattttttaaggaga(T)11103 7297580 7297682 TTGTGTTCGTGGTTCCAAAA CGTGATTTCGAGTCTCACTCC 221

Ai09B2957 Araip.B09 2957 c (GT)6(GA)14 40 7302774 7302813 GGAAGACGTACGGTTTGGAA CGCATCTGCAATTTCTTTCA 259

Ai09B2962 Araip.B09 2962 p3 (ATA)5 15 7332133 7332147 ATCGATGACTGTGAATCCGA AACCACCGTTCACCTTTGTC 221

Ai09B2963 Araip.B09 2963 c (A)10gactttgcaac(T)1334 7333688 7333721 TTTTATCATGGGGGAGGTCA GATGGCAATTTTGTTTGCCT 201

Ai09B2966 Araip.B09 2966 p2 (TA)7 14 7339743 7339756 TTTTTCCCCCAATCTCCATA TTCTTGATGCCCTTTGTATGC 280

Ai09B2968 Araip.B09 2968 p3 (CTT)8 24 7355721 7355744 GTCACCTTGGCATGAATGTG AGAGACTCGCCAAGAAGCAA 150

Ai09B2971 Araip.B09 2971 p4 (AATA)5 20 7362865 7362884 TGAAATCGAGAATAAAAAGAAAGAGA AGGGGCATTAGCATTAAGCA 248

Ai09B2972 Araip.B09 2972 p2 (TC)6 12 7364673 7364684 GGATGGCTAGATGTTCTGGG ATGCAATGTGGATGTAGGCA 236

Ai09B2976 Araip.B09 2976 c (A)11ttagggtttaaaattgtgctgatttttttagattgtcaaacatcaaaataa(T)1072 7380170 7380241 CGATTTGTAGACGGCCAAAT CAATTTACTTGGTCAATCGATTTTT 181

Ai09B2982 Araip.B09 2982 c (T)10ggcacaggggcctcgttgtcctttcgaagtaattgtcaggggccgggttggga(T)1275 7387207 7387281 TACCTCATCCGACCCTTGAC CCAAATCAGCCCTTGACAAT 252

Ai09B2985 Araip.B09 2985 p3 (ATT)7 21 7392537 7392557 AAGCAACAACCCAACTCAAAA GCTTTAGGTGCAGAGTTTTTCAA 277

Ai09B2986 Araip.B09 2986 p5 (TTTAA)6 30 7393470 7393499 TTGAACCGGTTAGTCTGATCC TTTACGCCATAAAGCTAAACCT 279

Ai09B2987 Araip.B09 2987 p3 (CAT)5 15 7394894 7394908 TCTGAACTAGCCGCTCCACT GCGATGACCGGTACTCCTAA 182

Ai09B2988 Araip.B09 2988 p2 (TA)7 14 7399345 7399358 AAAAGGTGAAGCACAGGAGG TGCAGCAAGTGAAGCCTAGA 169

Ai09B2989 Araip.B09 2989 p3 (ATC)5 15 7399518 7399532 TCTAGGCTTCACTTGCTGCAT TTTGTTCCTTCATTTCCCAAA 183

Ai09B2990 Araip.B09 2990 p2 (TA)6 12 7401332 7401343 TTGTTCATGTGCAAGGGTTT GAACCAGTGAACCAATTGCC 268

Ai09B2992 Araip.B09 2992 c* (ATACAT)5(AT)8*44 7403006 7403049 TGACATATAAACCACATATACGAACAA TGTGGTTCAATGATTGTGAACT 245
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Ai09B3001 Araip.B09 3001 p3 (TAA)5 15 7419312 7419326 TGTGGTTAAGAGCTTGTCACG TTCGTTTTCATATTTCAGATACTTTTA 280

Ai09B3006 Araip.B09 3006 p2 (AG)6 12 7433497 7433508 GCCATCCTTGTGATGGTCTT TTGCTACATGCAACTCAGGG 204

Ai09B3007 Araip.B09 3007 p3 (TAT)6 18 7444296 7444313 TAGCATCTCCTCCATCCGTT CTGCAAAACAGCCAAACATC 106

Ai09B3008 Araip.B09 3008 p2 (CT)8 16 7444770 7444785 TTTGGTTTGGTTTGGATGGT ATTGCACACCAGAGGAAAGG 195

Ai09B3009 Araip.B09 3009 p2 (TC)21 42 7444926 7444967 CCTTTCCTCTGGTGTGCAAT GAAAAGAGAAGAGGGAGGCG 257

Ai09B3016 Araip.B09 3016 p3 (TAT)7 21 7465345 7465365 GCATTGAAGTTGACATTGAGGT CGGTTTGTAATTGCTTTCTCAA 120

Ai09B3023 Araip.B09 3023 p4 (TTTA)5 20 7494688 7494707 GTTGTGGGTTCGAGTCTCCT CAAATTTTGATGAGAGAACAAAGAA 242

Ai09B3024 Araip.B09 3024 p2 (TA)15 30 7502627 7502656 AGGAACCGAATGAAGAAGCA TTGGTTTTCAGAACCTTGCC 254

Ai09B3026 Araip.B09 3026 p2 (TA)8 16 7511136 7511151 GCTAGGTTGTGCAGAAGAAACA TGTCAATCATGAACGAGGGA 277

Ai09B3030 Araip.B09 3030 p2 (CT)7 14 7520824 7520837 GGCAAGGACAGAACAGGCTA GAAGGGGAGCTTTGTTGTTG 269

Ai09B3031 Araip.B09 3031 p2 (GT)8 16 7521134 7521149 CGCCTCTTCCTTTCTCCTTT CCCCTTTTCTAAACCCTAACCA 230

Ai09B3033 Araip.B09 3033 p3 (ATT)5 15 7524405 7524419 CAGCAGGAAAGCAGAGGTTC CACGGAGATTGTCGGTATGA 202

Ai09B3034 Araip.B09 3034 p2 (CT)19 38 7524671 7524708 AATGATCACGATTTCGCACA TTGGCAAACAGTAAAAGCAAA 252

Ai09B3035 Araip.B09 3035 p2 (TA)6 12 7524837 7524848 ACACCAAGGCGCATACTCTC TGTCGGCAAATAGTAAAAGCAA 267

Ai09B3037 Araip.B09 3037 p2 (TA)6 12 7532110 7532121 TGAGAACCCTTTCGAGGATG CGTAATACCGCTCCCAAAAA 277

Ai09B3039 Araip.B09 3039 p2 (GA)8 16 7543975 7543990 GGTGAGGTAGGTGGGGTTTT GTTTTGCATGCCACTTTGTG 233

Ai09B3041 Araip.B09 3041 p2 (AG)13 26 7558842 7558867 TGCACGAATTAAAGACGGTG TGTTCTTGTCAAATTTGGATGG 120

Ai09B3042 Araip.B09 3042 p2 (TA)7 14 7567966 7567979 CACCCAACCCAATTTAGTGC TGTCTGAGGTACGAATTTTCTAGATG 230

Ai09B3048 Araip.B09 3048 p3 (ACC)5 15 7575578 7575592 GCTCCCCACTAACCACTTCA TCTGTTCGACAAGAGCGAGA 165

Ai09B3049 Araip.B09 3049 p2 (CT)7 14 7575898 7575911 CTCCTCATCACCGAACCAGT AGGGCGAAAAAGAACACAGA 239

Ai09B3053 Araip.B09 3053 c (A)10ggtagaatt(A)1029 7579929 7579957 CATGCATAGCATGGTTTCAA GCTAAGCTTTTGATTATACCCGA 270

Ai09B3054 Araip.B09 3054 c (A)10gaagtaaataagtaaattacatatattactatattacccaaagtactttggtaac(A)1075 7586277 7586351 TGTGGTGACGAATGATATTTTTG TTTTAGTGGTGGTTCAATTGGTT 246

Ai09B3055 Araip.B09 3055 c (TGA)6ccatgatgataattgtggtagtggtgatgggttctggttcagcttgggcttctgttctactcctggttgattttggaaaagttc(TGA)6120 7596680 7596799 ATTTCTGAGTTTTGGGTGGG CATCACCACTACCACCACCA 208

Ai09B3057 Araip.B09 3057 c (TGA)6ccatgatgataa(TGG)545 7598833 7598877 TTTTCTGAGTTCTGGGTGGG AAAGCAGAACAGAAGCCCAA 134

Ai09B3058 Araip.B09 3058 c (TGA)6ccgtaatgataa(TGG)648 7599035 7599082 ATGGTGGTGGTAGTGGTGGT TCCCCAAAATGAACTGAAGC 166

Ai09B3063 Araip.B09 3063 c (A)11gcaatgtttacgattgatcttagttttggctctaagactaatctcagcccttgatttgaaacagaaaggaagagctcctttctc(T)15110 7605076 7605185 TTTTCTGTTCTATCATTTCTTCTTTTT GAAAAGATCAAATCAAATGTTTATTCA 279

Ai09B3065 Araip.B09 3065 p2 (TA)6 12 7608131 7608142 TAGCTCATTTTGGGACCAGG TCACTTGGAGTTGGAGGACC 207

Ai09B3068 Araip.B09 3068 p3 (AGA)8 24 7621407 7621430 AGTTCGTCCCAGATGACACC AGACATGCCCCTTTCAGTTG 213

Ai09B3070 Araip.B09 3070 p2 (TA)6 12 7625460 7625471 GAAAGTGCAAGAAAATAACGGTG GACTGGGAGTTGGAGGATGA 254

Ai09B3075 Araip.B09 3075 p3 (TAT)8 24 7640350 7640373 CGAAGACATTTGGACGGATT AAAAATGAAGACGACGACGA 204

Ai09B3076 Araip.B09 3076 p3 (TCA)5 15 7644662 7644676 GCTTTTATCGCCACTTGCTC CGGATCATGTGCTATTGTGG 160

Ai09B3077 Araip.B09 3077 c (A)13ggtaaaaaagaaat(A)1138 7649370 7649407 CGGTTTCAATATGATAATCACCAA TGTAGTCGCAACAATCAATCAA 159

Ai09B3084 Araip.B09 3084 p3 (TAT)5 15 7699188 7699202 TCAATGTTACGATTTCCGAAGA TCAGCTTGACCTTCAGGATTT 200

Ai09B3086 Araip.B09 3086 p2 (AT)10 20 7701085 7701104 TGGTGGTTTTGCTATTTTATGTTC TTTTAAGATTTTGCTATTACGTCTCTT 220
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Ai09B3090 Araip.B09 3090 p3 (TGG)6 18 7719981 7719998 ATGGTGGTGGTAGTGGTGGT AATTTATTCCGTCCCTTGCC 267

Ai09B3092 Araip.B09 3092 c (T)12(CT)6 24 7722333 7722356 TGGCATTGCTGAGAGATTTG CTCTGCTTCCCCTGATTCAC 271

Ai09B3093 Araip.B09 3093 p3 (AGA)5 15 7725833 7725847 ATTCCAGATGCCTCCTCCTT AGAGGCATGGCACTTTCAGT 204

Ai09B3098 Araip.B09 3098 p2 (GA)6 12 7735193 7735204 TTGGACTTGTGGCTTGAATG ATCCCAATATCCCACCAACA 209

Ai09B3099 Araip.B09 3099 p2 (CT)9 18 7738019 7738036 TCAAAGGGCAAGGATAATGC ATTGCACACCAGAGGAAAGG 229

Ai09B3100 Araip.B09 3100 p2 (CT)6 12 7742968 7742979 TAGCGACGAGCTCCTTCAAT AAAGAGAAGAGGCAGGGAGG 251

Ai09B3103 Araip.B09 3103 p2 (TA)7 14 7745966 7745979 GCTAGGTTGTGCAGAAGAAACA TGTTTGTTGGGATTGACAGAA 237

Ai09B3105 Araip.B09 3105 c (TTC)15cactgcaccatcgcccctgccgcaccaccgcaccgcaccctcgccgcaccaccgcactgcaccaccaccac(CTT)8140 7755023 7755162 ATTGTTGTGTTTGGGTCCGT AGAAGAGGAATTGGTGGTGC 223

Ai09B3106 Araip.B09 3106 c (TGA)7cgacgatgatgataat(GTG)5ggttc(TGG)572 7755302 7755373 TTGTTGCTTAAATTTGTTGTGGA TGGGGTTCAAGTTTAATCATTTC 268

Ai09B3116 Araip.B09 3116 p3 (GAA)5 15 7784523 7784537 TCCTCGCCTCTGAAACTGAT AGGGAAGCCACTGGGTAACT 215

Ai09B3119 Araip.B09 3119 p3 (ATT)5 15 7796488 7796502 CCGATAGAGGGACCATTGAA AAGCAGAACGTTTTGGAAGC 280

Ai09B3123 Araip.B09 3123 p2 (TA)6 12 7814765 7814776 CAATTGAACTGGGAAGCACA TCTTAGCGCGGAGATCAAAT 208

Ai09B3128 Araip.B09 3128 p2 (TA)6 12 7824386 7824397 TCAGTTGGCGTAGTGCTTTTT TTTACCATTTGGACGGGAGA 218

Ai09B3132 Araip.B09 3132 p3 (AAT)15 45 7833801 7833845 TGGCAATAATTTGGCCTGTT TCGATTTTTGTAGTGTTAGCCC 188

Ai09B3133 Araip.B09 3133 p2 (TA)6 12 7834054 7834065 CAAAAATCGATAGCAAAGTTAGGAA TCCGATCTGTGAACACCCTA 280

Ai09B3136 Araip.B09 3136 p4 (TAAA)6 24 7840751 7840774 GTTTTGCTCATTGGGCATTT TTAGTGGCAGTTCCCGAAAG 277

Ai09B3140 Araip.B09 3140 p3 (ATT)14 42 7851428 7851469 CTGATTATTGATGCCATGCG TAAATAACCAGGGCATTGGG 250

Ai09B3142 Araip.B09 3142 c (TC)6ctaata(T)10 28 7852431 7852458 GGCATGCCAAGTGTTCTTTT TCCACGCTATAGTTCAAAAATTG 276

Ai09B3145 Araip.B09 3145 p2 (AG)7 14 7860243 7860256 ACGCAAAGCTGATGTGGAGT GCAGCATGCCAGCATATAGA 157

Ai09B3148 Araip.B09 3148 p2 (TA)6 12 7863584 7863595 TCGCAGGTCAAAGGAAACTC GATATTAATAATCCGAAAAGACCAA 222

Ai09B3152 Araip.B09 3152 p3 (TAA)23 69 7889310 7889378 TCAGTCATCAACCCATTGTTAGTC TGCCTTAAGTGAAACAAAGAATCA 219

Ai09B3153 Araip.B09 3153 c (CTT)6ctgcg(CTT)641 7893680 7893720 ATACATGCGCCCAACACATA TGCGAGTAAACAAGCGTGAG 118

Ai09B3154 Araip.B09 3154 c (AGA)26(AGG)6 96 7894567 7894662 TGCAACGTAACCAGATCGAA AACGTGCTGCAACCTAAAGC 248

Ai09B3157 Araip.B09 3157 p3 (TTA)17 51 7895891 7895941 TTGGATCAAATCGGGTCTAAT TACGTTATATGAGGCGCGTG 206

Ai09B3159 Araip.B09 3159 p5 (ATAAG)5 25 7923669 7923693 AATAAAGGGCCCAAATGGAG CCTGGGTGCTCCAGTGTATT 186

Ai09B3161 Araip.B09 3161 p2 (AT)8 16 7928164 7928179 GGAAAGCCAAGGAAACAACA TCGCTAGGCATCTGGATCTT 255

Ai09B3164 Araip.B09 3164 c (TA)10aaataaattgaacaaattaatttcttatgaatcccatttaaatttaaccaaaagattaagaacgataataaatttgatcgtgtaagtttcgccatctt(A)11129 7942108 7942236 CAGTGTAAACAAGATAAGAGAAGGG CTCCTTCGATGAGGCTGTGT 266

Ai09B3167 Araip.B09 3167 p2 (CT)9 18 7947263 7947280 TCCACACTCTCACCTAGGATTTC TTCGTTGGAGGTCCTTTTCA 223

Ai09B3170 Araip.B09 3170 c (CA)8(TA)7 30 7955000 7955029 AAAATTTTCCCGAGGCAGAC CTGCAGAGGTTGGATGGAGT 249

Ai09B3171 Araip.B09 3171 p3 (AGG)9 27 7957132 7957158 TGAAGATGAAACACGCGAAG AATTGGGCCAAACTCAACAG 220

Ai09B3175 Araip.B09 3175 p2 (AT)11 22 7968206 7968227 CAAATGATGCATGCTTGTCC GCCACCACTTGTTTCAGGTT 264

Ai09B3176 Araip.B09 3176 p3 (GTA)5 15 7969431 7969445 CAACAGCGTTAGAACCAGCA AAGGAGGCCATCTTTCCTGT 264

Ai09B3182 Araip.B09 3182 p3 (AGA)6 18 7992754 7992771 GAAGGATCTCCTACCCCAGG GGATTAGCTGAAGCTGCTGG 248

Ai09B3183 Araip.B09 3183 p3 (GAA)10 30 8002979 8003008 CGGTGGCCTCCTTTTACTTT TTCTCTGCTCGCATTCTTCA 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B3184 Araip.B09 3184 c (GAA)5tgcgaatag(AGA)539 8003110 8003148 TGAAGAATGCGAGCAGAGAA CAACCCCCTTACACGTTTGT 215

Ai09B3185 Araip.B09 3185 p3 (TTC)7 21 8006010 8006030 CGCGTTTTTCTTCTCTGCTT GGTTCAGTGGCCTCCTTTTA 250

Ai09B3186 Araip.B09 3186 p3 (GAG)5 15 8007002 8007016 GTTCAGTGGAGTTGGCCATT GGAGAAGAATCGCGAGAAGA 270

Ai09B3192 Araip.B09 3192 c (A)10ctaaaaacggatcttccgttaacaatttttg(T)10cctttaaaacaaaacggaccctccgtttttag(T)1396 8015789 8015884 CGGACCCTCCATTTACACTG TCGAACGATCCGATTAGAGG 198

Ai09B3195 Araip.B09 3195 c (AAAT)5taaaaaaaattatataaaatttg(AT)757 8029614 8029670 GAGAAGGAGTGCCCATTTTG AAGCTTTCCTTGTTCACATGC 256

Ai09B3201 Araip.B09 3201 c (CTG)8ttgctgttgctgttgctgttgca(GCT)5gttgttgt(TGC)8agaagaagttgc(TGT)13145 8040990 8041134 GGTGGTAGTGTGAGGCCAGT ACAGCAGCAGCAACAACAAC 269

Ai09B3205 Araip.B09 3205 p2 (TA)6 12 8050246 8050257 CAAACTCCAATTTGACAAACCA TCAAAATCAAGTTGGCAATCA 160

Ai09B3207 Araip.B09 3207 p4 (TTAA)5 20 8054320 8054339 TAGAACGTCCTTCCCTTTGG CTCAACATTGCTGCTATGGG 245

Ai09B3208 Araip.B09 3208 p3 (AGA)5 15 8054706 8054720 CCGCTTCAAATCCAGAAGAG CCATATCACCACAACCACCA 116

Ai09B3209 Araip.B09 3209 p2 (TC)12 24 8055495 8055518 TCACAAACAAACACACACAAGAA CCACCTAACATGCACTATCCA 248

Ai09B3211 Araip.B09 3211 p2 (AG)7 14 8057862 8057875 AAAATCCAATTACGGCCACA CCCCTCCTCCTTGTGATTTT 134

Ai09B3224 Araip.B09 3224 c (A)10ttagtgtaaaaatccaatt(A)1241 8077271 8077311 TGGGTTCTTGCACCAATTTT TCGCGAATTTTTCAATTAGATTC 145

Ai09B3229 Araip.B09 3229 p3 (ATA)6 18 8091871 8091888 GGGAATTTTATTATGCAGGAAGG TTGGTACCTCCTATCGAACAA 196

Ai09B3230 Araip.B09 3230 p2 (TA)6 12 8092417 8092428 GCATGCAGGTGCAACTAAAA GCATGCATCTTTGCATTATGA 200

Ai09B3237 Araip.B09 3237 p3 (TTC)5 15 8101322 8101336 GCTAAGGGAGGACGCACATA TCATGACAAAAGCAGCACTGT 269

Ai09B3240 Araip.B09 3240 c (A)13tcactctattatta(T)1138 8110898 8110935 TCAAATGGCATAGTCTCCCC ACCGTCCGATTTGCTTATTG 247

Ai09B3244 Araip.B09 3244 c (A)10tataagaaaaacaaaagaacaaaag(A)1146 8132774 8132819 TTCAAGTGTGGGAACCTTGG GGCATTTTGTCCCCTTTTCT 262

Ai09B3246 Araip.B09 3246 p3 (TCT)6 18 8139119 8139136 CTGTGCCTGCTCCTAACCTC AAACTGAATAGTGGTGGCGG 183

Ai09B3251 Araip.B09 3251 p2 (GA)6 12 8156448 8156459 TGCTTGTCCTCAAGCAAAGA TTTTTAATACCGGCCATCCA 231

Ai09B3254 Araip.B09 3254 c (A)10tttattttctttcttttcattttttcttcatcc(A)1053 8165977 8166029 GGGTGGAGTTGTGGAAGAGA GGGAAGAAAATGAGACGGAA 263

Ai09B3263 Araip.B09 3263 p3 (CAA)5 15 8186184 8186198 CAACAACAACACCACCAACA CTAGAAAAGGCACGGAGTCG 249

Ai09B3265 Araip.B09 3265 p3 (CAA)7 21 8190912 8190932 GCACCACCATCTCATTTCCT AATGAGGGAGGAAGAACCGT 142

Ai09B3268 Araip.B09 3268 p2 (AT)6 12 8196552 8196563 AAAAGTCTCCATCCCACACG CAGTGCGAATTAAATTACATGAGAA 191

Ai09B3274 Araip.B09 3274 p2 (TC)6 12 8211614 8211625 AAAAATAGAATGGTTAGGTTGGGA TTTTTGTGCCTCTGTAGTATTTCTAA 237

Ai09B3276 Araip.B09 3276 p2 (AT)7 14 8215143 8215156 CCGTGGATGAAGAGTTTAATCA TTCGTGTATTATGCCGAACAA 228

Ai09B3277 Araip.B09 3277 c (A)10ttaattttaatgcactattaatataaaataat(TA)654 8215313 8215366 TTCGGCATAATACACGAATACA CGCACAAGAGTTTGCCATTA 246

Ai09B3285 Araip.B09 3285 p2 (TA)6 12 8227522 8227533 CGAAAACCAAATTAGAAAACGAA AGTAATGCCAGGGTCTCGAA 259

Ai09B3288 Araip.B09 3288 c (A)11ttaatatttcccccaaaaccatttttaaactttaatttcccaaatacga(T)1171 8229679 8229749 GCATTTAAGTAAGGATGAGCCTG AGTTCGCAGGAGATTAGGCA 161

Ai09B3290 Araip.B09 3290 p3 (TCT)5 15 8231940 8231954 ATAGCGCAGCACTTCTTCGT AGCTTCCAAAATCGAAACCA 194

Ai09B3292 Araip.B09 3292 p3 (TTG)7 21 8234311 8234331 TCGTTTGATTCATGTAGCCG CCGTTCATCTTTCCTATTCAGTG 180

Ai09B3294 Araip.B09 3294 p2 (TA)6 12 8235229 8235240 AAAAAGTTCAGAGGCCGGAT TGGTCATGCAACAAATGAAA 225

Ai09B3296 Araip.B09 3296 c (GA)9t(AG)9 37 8246648 8246684 TCTCATTGCCCATCAACAAA ACCTACACTTTCCCTCGCCT 255

Ai09B3298 Araip.B09 3298 p2 (AT)8 16 8250742 8250757 CCCAAACAATTTAGCGAAGG TTCCCACCTGTTTCACTTCC 229

Ai09B3299 Araip.B09 3299 p3 (CAC)5 15 8253968 8253982 GGATCCAAAACCAAACCCTT ATCTCACAGAAAGCCCTCCA 195



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B3303 Araip.B09 3303 p2 (AT)7 14 8267991 8268004 AATTCCCCCGAAGCAGATT CTCTGTGCGATTTGGGATTT 211

Ai09B3304 Araip.B09 3304 p2 (TA)7 14 8269004 8269017 GCACTGATGGTAGGAGCTGA TTGAATAATGCATTGGATCACC 114

Ai09B3305 Araip.B09 3305 p3 (TCA)5 15 8269209 8269223 CCATCAACTAGAATTCTTGACCAG GAAAACCAAAACTAGCAAAACAG 237

Ai09B3307 Araip.B09 3307 c (A)10ggttttttttggtgact(A)1138 8275451 8275488 GCCACACGAGGAACTCAAAT TTTAATTAGGTGAGTTTTGGATCAAG 233

Ai09B3308 Araip.B09 3308 p2 (TG)7 14 8282631 8282644 AAAGCTTATGGTGTACGCGG CAACTTAACTTCCCAAAAGCG 201

Ai09B3310 Araip.B09 3310 c (CTT)5tt(TCA)6 35 8284221 8284255 AAAATGCAGCATCAAAGAAACA AAAAAGGTAAAATAAGAAGGAAAAGAT 214

Ai09B3315 Araip.B09 3315 p2 (TA)6 12 8314875 8314886 CAACATCATCATTCTTCTCCCA GCTCGTAATTCGACCGGTAA 256

Ai09B3321 Araip.B09 3321 p2 (CT)12 24 8323569 8323592 GTGCACTGCAGTTGCTGAAT TCCGATGCACTGAAGTTGAA 153

Ai09B3324 Araip.B09 3324 c (CTC)5ttcctcttcc(TCT)19tcctcttcc(TCT)6tcg(T)10122 8335049 8335170 TGCGTTATTCAACGTTTCCT TCTCCTCATCCTCTGCTGCT 243

Ai09B3328 Araip.B09 3328 p2 (AG)9 18 8345995 8346012 CTCCACGGTTGAAACCAAAT GAAAGCAAAAGTGGAGCAGG 251

Ai09B3333 Araip.B09 3333 p2 (GA)6 12 8361789 8361800 ATACCGGTGTCCAACACGAT CCTGTGTTTTCCCACCTCAC 250

Ai09B3335 Araip.B09 3335 c (A)12tcgaaaaactgtctgaaaaccgatgaatcgaaccaaacccaaactcgaaccattctcattttttcttc(A)1191 8365340 8365430 ATGCCGGAGATGACATAGGA CGCCTCTTCGTCTGCATTAT 223

Ai09B3341 Araip.B09 3341 p3 (GAT)6 18 8408019 8408036 GCCGGTACTCTTGTGATGGT TCCTGGTAACCCCTGCTATG 246

Ai09B3342 Araip.B09 3342 p3 (ACC)5 15 8413415 8413429 ACCACCAACTCCACCATCAT TGCATTAGAGGTCAGGGGTC 256

Ai09B3344 Araip.B09 3344 p3 (TTC)6 18 8431668 8431685 ATTTTCGTTGACCAGCATCC CTTGGTGTGGTCGTGTATCG 187

Ai09B3345 Araip.B09 3345 p2 (TA)8 16 8433801 8433816 TTTATTGTATTGTTTACAACGGTAAGA CCATGTCAGCAACATCGTTT 221

Ai09B3351 Araip.B09 3351 p3 (ACA)5 15 8446720 8446734 TGGAGAGTATTAATGAAATTGGAAAA ACATGACAGAGCACAATGGC 280

Ai09B3353 Araip.B09 3353 c (A)18(CA)9 36 8461126 8461161 TCTGTGGCTACAAACAAGAAACA CTGTGGTTGTTGCTCATTCC 276

Ai09B3354 Araip.B09 3354 p2 (TA)6 12 8465739 8465750 TGTGTTCATGGCCAACCTAA AATTCGGTTGAGCCCCTACT 209

Ai09B3356 Araip.B09 3356 p3 (CTC)5 15 8472977 8472991 AGAGATGGCGAAGACAAACG ACCTCACCAGAAGAGCCAGA 249

Ai09B3357 Araip.B09 3357 p2 (CT)6 12 8478939 8478950 ATTTTTAATGGGTCTGGGGG TCCAAAAGACACCCCATCTC 276

Ai09B3358 Araip.B09 3358 p2 (AT)10 20 8480555 8480574 ACTAACCCTCGTTCCCGACT GAAGATGAGACGGCCACTGT 271

Ai09B3363 Araip.B09 3363 p3 (TTG)5 15 8499125 8499139 TTTCTGAGTTCTAAGTTCTGGGTG CGAAAATACCCTTCCCCTTC 279

Ai09B3368 Araip.B09 3368 p2 (AT)7 14 8514320 8514333 TTATTTTTCCTCCCCCAACC TCGTTGTCAACCAAAACCAA 268

Ai09B3373 Araip.B09 3373 p3 (ATT)22 66 8536989 8537054 TTCAATTCCACCCATCACAA GTCAACAGCAGCACCTGAAA 193

Ai09B3375 Araip.B09 3375 p4 (CACG)5 20 8541756 8541775 CATAGAAACGCTTTGGCACA GTTATTGTGGAAGGAGGCCA 270

Ai09B3377 Araip.B09 3377 p2 (TA)8 16 8551489 8551504 AATGCCAATTTTTAAATATACCTCA TTTGGTGAAATAACACCGTAACA 280

Ai09B3378 Araip.B09 3378 c (T)10ctgccttcaattgggttatgcaagcttttatttatttttttc(T)1163 8553204 8553266 ACCCACTACCTGTGCTCACC ATGAAGGTGGGCTGTGAGAG 192

Ai09B3380 Araip.B09 3380 p2 (TA)8 16 8556708 8556723 GCCATTTTTCCCTTTTCCTT AATCAATCAGACTCTGCGGC 144

Ai09B3384 Araip.B09 3384 p4 (TTAA)5 20 8567975 8567994 GCACACTCAATCCACAAATCA GAGCCGGCAAGTAACATTTC 230

Ai09B3386 Araip.B09 3386 p2 (AT)7 14 8569497 8569510 GCTTGGTTTTCCTTGACTGC TGCTTGATCATGTACCCACTG 236

Ai09B3387 Araip.B09 3387 c (T)12gtttttttgttttttg(T)1038 8570847 8570884 GGGACTGCCCTTTACAATCA CCAATCACGCATGCTAAAGA 252

Ai09B3389 Araip.B09 3389 p2 (AG)14 28 8572581 8572608 GAGAGAGGGAGATCGCATCA TCGTCGTTCTTCTCCTTCGT 202

Ai09B3391 Araip.B09 3391 p6 (AAGAGC)5 30 8573415 8573444 GCACCCTTCTGGAATATGGA TGGATTTGGAAGTTTGGAGG 157



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B3392 Araip.B09 3392 p3 (GAT)9 27 8576495 8576521 ACACATGCGTCTCGAATGAA TTTCGTTATCGTCGTCACCA 275

Ai09B3402 Araip.B09 3402 p3 (TTG)5 15 8617596 8617610 AAGTCAACCACCTGTGTCCC CACTTCATCTCTGGCACCTG 150

Ai09B3408 Araip.B09 3408 c (A)10taatgacaatgacaataacgatgataataaaaag(A)10tataacagcctataaatggtgtaa(T)1088 8631710 8631797 GAAAAAGAGAAAAATCAAGGAAAAA TGAGACGGTTCTGTTTGCAT 217

Ai09B3409 Araip.B09 3409 p3 (ATA)5 15 8633902 8633916 CATCCAGCGATGAGGAGAAT CGCTTTGTGGACAATCTACG 246

Ai09B3410 Araip.B09 3410 p3 (AAT)6 18 8634201 8634218 ATTCAAGGATGGACCACGAG CCTCACCAAAAGCTTTACCG 279

Ai09B3417 Araip.B09 3417 p5 (TTTTA)5 25 8646147 8646171 TTTCAAAATTCAAATCTTTTTCCA TGAAGAGAGAGAAATTGGTTAGGAA 275

Ai09B3418 Araip.B09 3418 p5 (TTTAT)5 25 8646358 8646382 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 191

Ai09B3421 Araip.B09 3421 p2 (AC)6 12 8659006 8659017 GCCCACTAACCTTGGCATAA GGAGTTCACGGCAGTGGTAT 220

Ai09B3427 Araip.B09 3427 c (T)11ataattaagagagtaaagtatgatctttttctattaattttagaagtaaaac(A)1073 8709341 8709413 GCCCCACAAACATCAAAGAG GCGACGAGTATATGTTGGCA 268

Ai09B3437 Araip.B09 3437 p3 (CCT)5 15 8752205 8752219 TTCTATTTGCGACCCCTGTC GCATTCAAAAATTCCTTTCCC 251

Ai09B3438 Araip.B09 3438 p5 (CTTTT)5 25 8754639 8754663 AAAGTCCCAGAGAAATTGATGC TTCTTTTCCCTTTAACTTGAATCC 273

Ai09B3441 Araip.B09 3441 p2 (AT)6 12 8759265 8759276 CCAGCAAAGAAAAGTGAGCC ATGTTTGCGCAGCCTTTTAG 208

Ai09B3444 Araip.B09 3444 c (A)10tctaggcaacaatgcaaca(T)1039 8765480 8765518 TTCTCCCCCTTCTTCTTCTTC TTGTTTTCACCCTCTTAACATGAA 279

Ai09B3446 Araip.B09 3446 p3 (ATA)5 15 8768093 8768107 GACGGTGAGGGAGAAATTGA CTCGTGGTCCATCCTTGAAT 276

Ai09B3450 Araip.B09 3450 p3 (AGA)8 24 8779411 8779434 AACGCGAAGAAGAAGGTGAA AAATACACGCACCCAACACA 140

Ai09B3455 Araip.B09 3455 c (AT)12tctaactatttg(A)1147 8791597 8791643 TCGGTTTTTACACCGGAAAG TCAGACCCAGATCAGCATCA 225

Ai09B3462 Araip.B09 3462 p3 (ATT)8 24 8810815 8810838 GCGTTTGAATCTTTCGGGTA TAATTACCCAGATCAGCCCC 253

Ai09B3463 Araip.B09 3463 p3 (TTG)5 15 8811612 8811626 AAAACCGACAGAACACCCAG TTTGAAAGACCACACCCTACAA 249

Ai09B3469 Araip.B09 3469 c (T)10ctttgtttgattttttttctcccaaaaagaattatgagaatatgaaataagaaaat(GAA)581 8825840 8825920 ATCGTCGTGTTTCTCCTCGT CTCCTCCTCATCTTCTGTTGC 150

Ai09B3472 Araip.B09 3472 p2 (GA)7 14 8827214 8827227 TGCCATGCCATTTATAAGCA GCGATTTGGAGAGTGGAGTC 241

Ai09B3474 Araip.B09 3474 c (GT)6aaaccgctgctggcagtagcggtttacgtga(GT)757 8828526 8828582 TGTGCATAAACCGCTACTGC TACTTCTCCACATTTGGCCC 232

Ai09B3475 Araip.B09 3475 p2 (AC)8 16 8832195 8832210 ACATAATCCGCGGCTACAAC TGTGCATAAACCGCTACTGC 178

Ai09B3476 Araip.B09 3476 p2 (TC)7 14 8840315 8840328 CAAATCCCCTAGTTCACCCA CTCCTCGTTTGACCCATCAT 215

Ai09B3479 Araip.B09 3479 c (A)10gaaaaagacttaaataaaatagcatgtattaaagactgagcaatcaaaaagttgtttcaaaagaaaa(AAT)592 8844119 8844210 TCATGTTTTGAATTCGTCGG TGCGGTGATGACAACAAAAT 210

Ai09B3486 Araip.B09 3486 p2 (AT)8 16 8853490 8853505 TGTCATGTTGTACATTTTGATTGTC TGAAATCAAATCTTTTCTGCCA 248

Ai09B3492 Araip.B09 3492 p2 (TA)6 12 8878244 8878255 TTGTTTTTGAATCACATAACTTTCTTC TGTGGTTATATTTCAACCATCAGT 120

Ai09B3494 Araip.B09 3494 p3 (TGG)5 15 8880799 8880813 GATGAAGAAGGGGGTAAGGG CCAATCAACACCAACACCAA 141

Ai09B3496 Araip.B09 3496 p2 (GA)28 56 8895716 8895771 AACTTTGCGAAGAAGGCAAA CCGCGATTCACACTTTCTCT 132

Ai09B3502 Araip.B09 3502 p2 (GA)8 16 8908131 8908146 GGGTGTTCAATATGATGGGG GACAATGCTTGGATTGGGTAA 169

Ai09B3506 Araip.B09 3506 p2 (TA)9 18 8917832 8917849 TCCATAATTTTTGAAAACCACTGTT GCTTGTAGCCATTAGGTATGGAA 255

Ai09B3508 Araip.B09 3508 p2 (CT)15 30 8930885 8930914 ATGGTGCAGGGATGAGAAAG AGAGTGGTGGAGGTGATTGG 162

Ai09B3514 Araip.B09 3514 c (T)10ctttgtttga(T)11gcttttattcttgctaaaagagtaaaataaaaagaaacttgagaagat(A)14(GAT)5108 8960510 8960617 CGTGTTACACCCAAATTTACTGC CCCCCTCCTTATCTTCTGCT 276

Ai09B3515 Araip.B09 3515 c (A)12gaatgaggaa(GAG)5gtgatggtgttggtgacgacgataacgaaagagaaaaataac(GAA)594 8961083 8961176 TGATGATGGAGGAGAATGAGG TATATTCACGCACGCACGTT 192

Ai09B3518 Araip.B09 3518 c (T)10gaattatctaaaaaagattttataaaaataagtaacaggactaaagacttataaaacctttcttaaattcac(A)1294 8963806 8963899 TGCTAAGTCAAAGAAGGGAGGA TTGGACTTGTTTTGACACACA 222
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Ai09B3519 Araip.B09 3519 p2 (AT)8 16 8967218 8967233 TTGACTCGGTTAATAAAAGCTTAAAA AAACCACATACACGAACAATGTA 280

Ai09B3524 Araip.B09 3524 p3 (AAT)13 39 8982476 8982514 TGATTGCACTTCATGGTTTTT TCTCTACAAAAGAAAACAAAGGGAA 126

Ai09B3525 Araip.B09 3525 p2 (TA)11 22 8990559 8990580 TGTATCCTAGCCGGCCTAAA GGTGGCACAACTCTCAAGGT 276

Ai09B3528 Araip.B09 3528 p3 (TTA)5 15 9004034 9004048 TCCAAGATTTTGAGTGTGTTTTC CATGAGAGAGGGGATTCCAA 223

Ai09B3530 Araip.B09 3530 p2 (AT)20 40 9007058 9007097 TCTGATACAAGTCAAACATGACTCTAA CCCTGAACGCCAATGACTAT 267

Ai09B3533 Araip.B09 3533 p2 (AT)7 14 9011398 9011411 TTTTGGGACATGCTAATGACA AACGCCAATGACTATTGTTTGA 279

Ai09B3535 Araip.B09 3535 c (TAT)10(TGT)7(TAT)772 9013296 9013367 CACGGAGAACATGCAATACC AAATACAACTTTGTGGTATGCTTCA 131

Ai09B3541 Araip.B09 3541 p3 (TTA)6 18 9032847 9032864 TGTCTTAGAGATTGAATTTTGATGTAA CCTTAAAATTTGGTGATTTTTCG 199

Ai09B3544 Araip.B09 3544 p2 (TA)9 18 9036718 9036735 TGGTGAATCAAATCTTAAACTGG GACAAATTGATTTAACCGAAAAA 236

Ai09B3547 Araip.B09 3547 c (A)10ctgagacttcacttaaatattaatagttaataattaaaatattaattgatctctttctataatttcttctaacaa(T)1095 9046872 9046966 TTCTCTTACCTTTTTAAAATCTCAACG AGAGAAATCAAGCAAATTCAAGA 257

Ai09B3562 Araip.B09 3562 p2 (TA)6 12 9101506 9101517 CTATTCGGTGCAGTTGAGCA TAGAAATGGAAAATTGGGCG 257

Ai09B3565 Araip.B09 3565 p2 (AG)8 16 9111333 9111348 TGTGCCTAATAATGAACAACTAAAA TGAAACATATGATAACGAAATACATGA 255

Ai09B3566 Araip.B09 3566 c (A)10tatttctctcactatttataaaatgtttgctttagcgttagaaagaagagaagcacgcttgagtgcattgaacgcttcctccttatgtttatatg(T)11116 9117425 9117540 CCGACGAACTCAACCAATTT GTTCAGTACCGCAACGGATT 276

Ai09B3567 Araip.B09 3567 p2 (TC)6 12 9118046 9118057 ATCCCCAACTACCACCATCA GTAGCATGCGAGGGAGGATA 160

Ai09B3568 Araip.B09 3568 p2 (AG)27 54 9118695 9118748 TGGAGCAGTAATGGGAAAGG CCCAAGGAAAGACCGAAAAT 259

Ai09B3569 Araip.B09 3569 c (AG)21gggg(GA)658 9118850 9118907 ACGCCACCAGAGAGAACAAT CCCCTCTTCCTTTTCACTCC 156

Ai09B3570 Araip.B09 3570 p3 (TGG)5 15 9124198 9124212 TTACCAACAAAGGTCCAGGC AGAAGATCTCGCCGTCAAAA 106

Ai09B3572 Araip.B09 3572 p2 (AG)8 16 9130659 9130674 AAGGCAGAGTGATGCGAGAG CACCTAAAAATTTACACGCACA 270

Ai09B3577 Araip.B09 3577 p3 (AGC)5 15 9134215 9134229 CCACAGCAACAGAAGGATCA CACTCAAGGGTCCAAGGAAA 170

Ai09B3579 Araip.B09 3579 p3 (ATA)5 15 9139703 9139717 TGTTGCAATCACGAATGGTT GCTGCTGATAGTGAATGCAAA 114

Ai09B3581 Araip.B09 3581 c (T)10gtcgctctc(T)1231 9143873 9143903 AAACTTAATTATGATCACAGCATGA GCCGAATAAAAATTTCAATAATAACG 266

Ai09B3589 Araip.B09 3589 c (T)15atgtacggtgtattttggctattgtctactc(T)1157 9184936 9184992 GGCCGTAGGGTTCTTGTTTT AATTTCGGGAAACAGCTTGA 277

Ai09B3590 Araip.B09 3590 c (T)11aac(T)10 24 9185223 9185246 TTCCCGAAATTTTCTTTCCA TCGGATTAATGACTCGGATGA 253

Ai09B3591 Araip.B09 3591 p2 (TA)6 12 9186450 9186461 AGCAGAGTCAAATTGAAAGCC AAAAATTATGTGCCGTGCAT 220

Ai09B3598 Araip.B09 3598 p4 (AGAT)5 20 9195947 9195966 GACAGCGCCTAACACTCCTC TCAAAATTAAGTAGTTTGTTTGGAAAT 236

Ai09B3599 Araip.B09 3599 p3 (AAT)6 18 9198123 9198140 AGGAACAACAGCTGCAAGGT CCAATGACCCACATCACAAA 278

Ai09B3600 Araip.B09 3600 p3 (TTA)7 21 9198364 9198384 TTTGTGATGTGGGTCATTGG CCTCATAGTTTTAGCATACGGAGG 267

Ai09B3604 Araip.B09 3604 p2 (TA)10 20 9214106 9214125 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 276

Ai09B3605 Araip.B09 3605 c (T)10aataaatataaaaagtagggtgaggtatttttc(T)1053 9220180 9220232 AGACTCGGAAGGAGTGGGAT TGTGTCCAACTTATACTTCGGG 170

Ai09B3610 Araip.B09 3610 p2 (AT)17 34 9225277 9225310 ACGCCCAAACTTAGAGGACC AACATCCTAGACCAATGGCG 226

Ai09B3612 Araip.B09 3612 p3 (TCT)7 21 9226117 9226137 GTGTGGCACTTTCTGTCCCT TAATCGAGTGAGGGCTTGCT 266

Ai09B3613 Araip.B09 3613 p3 (TAA)7 21 9232658 9232678 TGATTGCAACCGTCACCTTA TCCTCTTGTTCGAGCCATCT 257

Ai09B3617 Araip.B09 3617 p2 (CT)7 14 9236208 9236221 CATTTCGCCAGAAATCCAAC GACGAAGACTTGGTGGCAAT 245

Ai09B3619 Araip.B09 3619 p5 (AAGAT)5 25 9248211 9248235 GAGCTCGGACAAAACGCTAC CCTGGGTGCTCCAGTGTATT 214
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Ai09B3620 Araip.B09 3620 p5 (AAGAT)5 25 9254243 9254267 GAGCTCGGACAAAACGCTAC CCTGGGTGCTCCAGTGTATT 214

Ai09B3622 Araip.B09 3622 p3 (TTC)5 15 9257460 9257474 TGTCATCAAGACTCAACGCC TCGCTTGAGAGTGAGGGTTT 250

Ai09B3623 Araip.B09 3623 p3 (TAT)5 15 9257666 9257680 TCTCAAGCGAAGGAGTTGGT ACACCCAACAATGTTCCCAT 226

Ai09B3624 Araip.B09 3624 p3 (AAC)6 18 9266398 9266415 TTTCAATAACTATTTCCGGTACGA GTCATCAATAGGCCCCAGTT 274

Ai09B3625 Araip.B09 3625 p2 (AT)8 16 9268545 9268560 GAGAATCAAATTCGCAACTTTTT CGTGTAAACTCCTACATCAGCA 247

Ai09B3626 Araip.B09 3626 p2 (TA)6 12 9270830 9270841 CCCTTTTTCAACCCCACTTT ACCTTCGAACACCAAAACCA 217

Ai09B3630 Araip.B09 3630 p2 (AT)11 22 9275283 9275304 TCATCAGAAATCTTTTCCAATCAT GGTCCCTTAGGACCACATTG 252

Ai09B3634 Araip.B09 3634 p2 (CT)7 14 9299268 9299281 CCCTTCCATTGCTTCATTCT GAGAGAAATGGGAGAGAGGG 224

Ai09B3636 Araip.B09 3636 p2 (GA)12 24 9299834 9299857 GAGAAGGCTGTGAGCGAAAG CTGCCCTCTTCCTCCTCTCT 229

Ai09B3637 Araip.B09 3637 c* (GA)6(GAG)7* 31 9299988 9300018 AGAGAGGAGGAAGAGGGCAG TCTAACCCGTCAAAAATCCG 257

Ai09B3641 Araip.B09 3641 c (GA)13agggagg(GA)849 9324456 9324504 AGAGAAAGGCAAGGTGGAGA GGAGAGAGAGAGGGGAAGGA 262

Ai09B3643 Araip.B09 3643 c (TC)6ttcatctctctctctttttttcctctttctctctctctttctctttcataatctctctcctcctc(CT)6tctgctctttttctcactcactca(CT)9131 9324896 9325026 CTCCCCCTCTCCTCTCTCTT GAGTGGAAGAAAAGGAAAGACAA 252

Ai09B3644 Araip.B09 3644 p2 (AG)12 24 9325405 9325428 AAGGGGGAAAGAGAAAGGAA CCGGTTAACCAAAACTAAAACC 250

Ai09B3645 Araip.B09 3645 p2 (AT)7 14 9327222 9327235 TTTAATGGGCATGATTGTGAA TTGGGGTTTAGTTGTGACCA 248

Ai09B3652 Araip.B09 3652 p2 (TC)7 14 9356970 9356983 CGATGATTAAGCTCCCGAAA CCAGGATCGAGGGAGAGAGT 255

Ai09B3653 Araip.B09 3653 p3 (TAA)8 24 9357412 9357435 GAAGGGGTTAGGAGGGTGAG AGCTTTCGAAACGGACTTCA 166

Ai09B3656 Araip.B09 3656 p2 (TC)12 24 9363009 9363032 GGACTCGGATAGAAGCTCCG GTCCATAGCCGCTACCGTT 253

Ai09B3657 Araip.B09 3657 p3 (AAT)39 117 9363457 9363573 GAAGGGGTTAGGAGGGTGAG AGCTTTCGAAACGGACTTCA 256

Ai09B3661 Araip.B09 3661 p4 (CCTT)7 28 9374978 9375005 GTTACCTGATTGGCCACGTT TTTGTTGATGCTCCGATTGA 110

Ai09B3663 Araip.B09 3663 c (T)11g(T)11 23 9375762 9375784 GCTATCATTCTCTCAGCGCC TATCTGTTCATCGCTCGCAC 208

Ai09B3666 Araip.B09 3666 p3 (AGA)5 15 9382305 9382319 CCGAAGAGGGAAGGAAAGAA CAAAATCGTACGAAGGTGGC 102

Ai09B3668 Araip.B09 3668 p3 (AGC)5 15 9388134 9388148 CCACAGCAACAGAAGGATCA CACTCAAGGGTCCAAGGAAA 170

Ai09B3669 Araip.B09 3669 p4 (TATC)8 32 9389932 9389963 GGGACCAAAAACACCAAGAA TGTCTCCTGAAAGTTGGGTTT 251

Ai09B3672 Araip.B09 3672 c (A)15cactttgaagggagcatgcaatagaagagcaaaattcatatgacaatttttatcactgcactatgtgagaaggggcaaaaagaaaaagg(A)10114 9393685 9393798 TCGTTTATCTGCTACCATGGATT TGGTCCATCGATCTTTTTCA 237

Ai09B3675 Araip.B09 3675 c (AT)9agtgaaaatgaaattgtgattgaatcagttccgtgtgaacataaaaggtgtagaatttgttagttttttttca(T)11102 9396676 9396777 TGGCTCAGGAATTGGAAAAG AACCAAACAAAAAGTGCAATCA 279

Ai09B3680 Araip.B09 3680 p2 (AT)12 24 9405284 9405307 CATGAACTCACTCGAACTCCC AATTCGTGAGTTGGCTCGAT 258

Ai09B3684 Araip.B09 3684 p3 (GAT)7 21 9411641 9411661 CAAGATCCTGGACGTGAGGT CTGTGCGTATACCCTTGCCT 253

Ai09B3687 Araip.B09 3687 c (T)10aaatgtctttaattttttacaacacttactagcaaaatgctaaca(T)1065 9417093 9417157 ATCAAAAACCTCAATAAAAACGA GGTGAAGCCTTCCATTGAGA 244

Ai09B3692 Araip.B09 3692 p3 (GAA)5 15 9444399 9444413 TGATGATAATAACAAAGGAGGAAAA TCGACAAAAAGATTGCTGAGG 252

Ai09B3694 Araip.B09 3694 p3 (CGT)10 30 9452009 9452038 ATCCCCAACCCTCTACCAAC CGGAGACGAACTCAAGAAGG 269

Ai09B3695 Araip.B09 3695 p2 (TG)10 20 9455851 9455870 GCTGCATTTTACGATGAATGA AAAATTTGTGGCAGTGCAAA 208

Ai09B3696 Araip.B09 3696 c (A)11gatgataatgataatgataataacaaggaagaggagg(A)1765 9457458 9457522 CAACACATGCACCCTTCATC TCCTTTTCTTTCTTTCCTCTTCC 272

Ai09B3699 Araip.B09 3699 p2 (AG)9 18 9463763 9463780 ATACCGGCCTTCTTGGTTCT CGTCTTCTCTTCTCCCATCG 151

Ai09B3700 Araip.B09 3700 c (A)10gcaaaaacaaaccgtttcaaaaataaatttacagcggaaacca(AAAT)573 9464054 9464126 AAGAGCTCCCTGTCCAAAAA AAGTTAATCATTAGATCAACCCCAA 250
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Ai09B3716 Araip.B09 3716 p4 (TAAA)5 20 9513128 9513147 CCGTTACAACTTACACGCTGC TTGGTTCGTTGTTTCCATGA 158

Ai09B3717 Araip.B09 3717 p3 (GAA)7 21 9513299 9513319 TCATGGAAACAACGAACCAA CATGAAAGGAATACGGGTGC 129

Ai09B3730 Araip.B09 3730 c (A)16ttagcatgacttttttatattttttatttttgtgtttattaggttgagaaatatcatgcaccttagatcttgatttatgctaagattcttt(A)10117 9538657 9538773 TCTCGTTACAGAAGGAGGGAA CACTCCATTCCTTTTGGATCAT 196

Ai09B3731 Araip.B09 3731 c (CAT)5cgtcatcg(TCA)950 9541932 9541981 TGAACTAGATGCTCCCCCAC CCAGTTCTCCTCCGTGTGTT 209

Ai09B3739 Araip.B09 3739 p3 (CAG)5 15 9559462 9559476 AAGAAGGGGTGGAAGAGGAG ACGTGTGTTGTTGCTGCTTC 264

Ai09B3744 Araip.B09 3744 c (A)10tc(T)11 23 9593012 9593034 GGCAAATGTGTTAAGGGCAT AAGCGTTTTGAAGTGAAGTGTT 258

Ai09B3745 Araip.B09 3745 p2 (AT)6 12 9594696 9594707 CACGAATGGAGTGAGACAATG ATATGCTCCAGCTTGAGGGG 258

Ai09B3746 Araip.B09 3746 p2 (AT)12 24 9600416 9600439 CGAATGGAGTGAGACAAGGA GCGGTCCCTCCATCATATCT 264

Ai09B3751 Araip.B09 3751 p2 (AG)16 32 9603456 9603487 CTGCATAGGCATCATAGACCA TTACCCGTAGCTTCCCACAG 188

Ai09B3752 Araip.B09 3752 c (T)10ggttaataaaagaagaatatcatcaagatggagaatataagtcagtgtccgttaattttcataaataattgttgccatgatata(T)10104 9603967 9604070 CCAAAATGAGAAATCCTGATGG GGGGGTTCTTTTTGTGCTTT 250

Ai09B3753 Araip.B09 3753 c (T)10gcttttaaactttcataa(T)1240 9604337 9604376 AGCCATTAGCCCAATTCCTC AATATATTCAGGGGCAGGGG 267

Ai09B3754 Araip.B09 3754 c (T)10gcttttaaactttcataa(T)1240 9604975 9605014 AGCCATTAGCCCAATTCCTC AATATATTCAGGGGCAGGGG 267

Ai09B3756 Araip.B09 3756 p2 (TA)7 14 9605515 9605528 CAAAGTGAAAACCTCCTGCAA TGCATAAGCAACTGTGGCA 255

Ai09B3772 Araip.B09 3772 p2 (CA)7 14 9645556 9645569 CCTCTCTGCCAAGTACCAGC GGTTTCAGACTCTCCCAAGAAA 256

Ai09B3773 Araip.B09 3773 p2 (TA)8 16 9647676 9647691 GGAGGGGGAGAGTGAGAAAT TTTGGCGGATGAAAGTTACC 227

Ai09B3775 Araip.B09 3775 p3 (GAA)6 18 9651862 9651879 CCTATCGGAAGTCGAAGTGG TGGAACCTAACAAGCCAACC 240

Ai09B3776 Araip.B09 3776 p3 (AGA)17 51 9654279 9654329 AAGACGCTTCGTGCGTAAAC CAACGCTTCTTCTCCTCCAC 101

Ai09B3778 Araip.B09 3778 p3 (TAA)5 15 9656191 9656205 TGGGTCTCGTTCGAATTACAT AATTAAATTCATCGTGTTATTGGTT 262

Ai09B3783 Araip.B09 3783 p2 (AT)8 16 9670387 9670402 GAGACAACATTGGTGCATGG CATTCATTCCAACTCAACGG 238

Ai09B3785 Araip.B09 3785 p2 (AG)9 18 9675039 9675056 GGCCTTGTTTGGTAACAGGA CTCATCGCAAACCCTAGCTC 262

Ai09B3786 Araip.B09 3786 p3 (TTA)5 15 9676634 9676648 GCAGCTGCTCTCTTTGATGTT TGTGAAGCATGAGACTGCAA 238

Ai09B3789 Araip.B09 3789 p2 (AT)8 16 9682326 9682341 TTTTTCTGGTCGTTGGTTCA CCTACATTAGCATGTTTGACGC 229

Ai09B3790 Araip.B09 3790 p3 (AGG)7 21 9686382 9686402 AAAGAAGAAGCAGAAGACGCA CCGTGAATAAAACGGGCTTA 151

Ai09B3793 Araip.B09 3793 p2 (AT)6 12 9688579 9688590 AAATGTTTGCGGAGCAAAAG CAATCATGCAAATATTCATTCATC 269

Ai09B3797 Araip.B09 3797 p4 (ATAA)5 20 9694791 9694810 GAACGAATAAAAGACTTAAAATGACAA GGTTCTCCTTTTTGTATCCATGTT 199

Ai09B3798 Araip.B09 3798 p2 (TA)8 16 9696889 9696904 TGCCATGCAAGCAACATTAT AAGAAAAATAAAAATAGAAAGATTCGG 226

Ai09B3800 Araip.B09 3800 c (A)10ttgctttaaaaagaaaaatagc(A)1446 9701321 9701366 AACAAGGGCAAAAATCACAA TCACTTGTTTCTTCCACTACACTT 262

Ai09B3801 Araip.B09 3801 p3 (TCT)6 18 9701559 9701576 AAGCATAGTCCCTTAGCTTCCA TGCATGCACGTAAACACACA 144

Ai09B3802 Araip.B09 3802 c (TA)6aacaataccctaaaattgataaggac(ACA)656 9701907 9701962 TCGGATCCATGCTTCTAACC AAGGCAGAAAAAGAAAAGAAAACA 237

Ai09B3803 Araip.B09 3803 p2 (TC)7 14 9704042 9704055 TCCAAATTATGATTTCCCATGA AACACTTGTAGGACAATGCACG 175

Ai09B3804 Araip.B09 3804 c (TC)11caagct(TTC)1058 9709813 9709870 ACACCAGTGCTGCTTCTCCT TTCCAGAACCGTCTTTCCTG 184

Ai09B3806 Araip.B09 3806 p2 (TA)7 14 9719185 9719198 GAGGCAAACTTGAGCTTGGA TCACGAGCTGGCTCAAATAA 274

Ai09B3807 Araip.B09 3807 p3 (TGC)7 21 9720849 9720869 CACCACCTCTGTGGTCCTTT CAAGGACATCAGCTGAGCAA 160

Ai09B3809 Araip.B09 3809 p3 (TGC)5 15 9729449 9729463 CACCACCTCTGTGGTCCTTT CAAGGACATCAGCTGAGCAA 154
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Ai09B3818 Araip.B09 3818 p2 (TA)6 12 9763107 9763118 TGCCAATGTTGTATTTGCGT TCACATCTCCACTATCCGCA 210

Ai09B3823 Araip.B09 3823 p2 (GA)8 16 9775044 9775059 GTGAGCATGGTGGATTGTTG AAAGGAACAAGCGGGAAAAT 186

Ai09B3824 Araip.B09 3824 c (T)10cataataaaatttttccttcttgttgggc(T)1049 9775168 9775216 GGGGTTTTGAGTTTTTGGGT GGCCCGTTTAGTAAAGCCAC 150

Ai09B3830 Araip.B09 3830 c (T)11cttcatcccttctaaggtatacttttttttccttaaaaatcgcttcattcttaatttttgtatgtaaaccatatgaatgcaaaaaa(AT)6109 9785263 9785371 GTTGAGGGCGAATCACAAGT TGGATTAAGACACAGTCAAAGAAA 211

Ai09B3834 Araip.B09 3834 p2 (GT)12 24 9789983 9790006 CACCATTTAAGCGGTGATGA TGGTGCATATGTCCCCTTTT 260

Ai09B3835 Araip.B09 3835 p2 (GT)12 24 9793397 9793420 CACCATTTAAGCGGTGATGA TGGTGCATATGTCCCCTTTT 260

Ai09B3838 Araip.B09 3838 c (TTA)8ttgatttgtatgcatgactaataacaattacctcgatccatgaggttgcaatgatctagggcctcttaaaaattggtgtacttttttg(T)11123 9797165 9797287 TCGCTACTGCTCCACATTTC AAAATTTGCTGCCCCTAACA 280

Ai09B3839 Araip.B09 3839 c (AAC)9(AAT)5 42 9797894 9797935 CAACATTAACGTTTGATATCATTTTT TTCATTCATAGCTATCACACCAAG 230

Ai09B3841 Araip.B09 3841 p2 (AC)6 12 9801604 9801615 TTTGAGGCAAGAGGGACATT GCAGTCAGCTCCTTCGATTC 244

Ai09B3846 Araip.B09 3846 p5 (TGAAC)5 25 9811472 9811496 GCCGGTTATGCATCTTTCAC TCCACAACACAACACAATGC 240

Ai09B3847 Araip.B09 3847 p5 (TGAAC)5 25 9811649 9811673 TGCATTGTGTTGTGTTGTGG TGCAGTTCAGTTCAGTTCACA 213

Ai09B3848 Araip.B09 3848 p2 (TA)9 18 9813765 9813782 GCTTTTGTTGATTAAATGTTGGC AAGTGGATTGATAGGAGAGTGAGA 214

Ai09B3850 Araip.B09 3850 p2 (TC)9 18 9816002 9816019 TCAAATGCGAAACCCTTCTC ACCTCCGATTGACGACAAAG 181

Ai09B3856 Araip.B09 3856 p3 (TTC)7 21 9827056 9827076 TTAGGTTTCGGGAAGAAGAGG CAATTCACAGGAGGAGGAGG 172

Ai09B3857 Araip.B09 3857 p2 (GA)6 12 9828789 9828800 CGTCATATTTACAATTACCGCC TCGCTACTCATCCCGTTACC 204

Ai09B3858 Araip.B09 3858 p2 (TA)8 16 9829926 9829941 CCAACCAAATCCCCAGTAAA GTGCCCAATCGGTAATCACT 266

Ai09B3859 Araip.B09 3859 c (T)10gtcaaaaactttatagaaacaaagttcttttagtggttcaggtcgtatttttggattagattagggggaatatt(A)1094 9830633 9830726 GGACCATTCCTACAAGTTAAACA AAATAGACAATCCGTTTAAATCTTTTT 256

Ai09B3860 Araip.B09 3860 p2 (AT)8 16 9831589 9831604 TCAACTTCAAGGGTCCATCC TTGCAAAGCTTCTCATTGCT 215

Ai09B3862 Araip.B09 3862 p3 (TCA)9 27 9843000 9843026 AGCAGAAGCAGATGCACAAA TGCTGAAAATTGCTGCTGAA 248

Ai09B3863 Araip.B09 3863 p3 (GAA)5 15 9843494 9843508 ACAGGGATTGAGGGAGGG TGGTCCCCAAGATTTCAGTT 279

Ai09B3866 Araip.B09 3866 p2 (TA)7 14 9851209 9851222 TCTACGAGGCATGGAGGTTC TCAACAATTCTCAAATCAGCG 278

Ai09B3871 Araip.B09 3871 p3 (AGA)5 15 9859525 9859539 CCGTGTTCTCAATTCAGGGT GGAGAGCGATTTGTTGTGGT 260

Ai09B3873 Araip.B09 3873 c (T)11gttt(TA)9 33 9865697 9865729 AATTAATAAATGGTACGACAGGCT TCCATGCGTATTTAACATCATCA 267

Ai09B3878 Araip.B09 3878 p3 (ACT)5 15 9867886 9867900 TGAGGCAATGGTGATAGCAA GGGGAAAAGAATCTCAGTGC 268

Ai09B3879 Araip.B09 3879 p2 (CT)8 16 9873026 9873041 ATGGTCCCGTGCTCTAGAAA TTGCGTGAAAGCAGAAATTG 270

Ai09B3880 Araip.B09 3880 c (T)10gttgactaatgataaat(A)1138 9873758 9873795 ACTCTTGGCACACGGAGACT CAACTAACTAGTTTGGGCCCTTT 256

Ai09B3885 Araip.B09 3885 p2 (AT)7 14 9899297 9899310 GATTCCCTCTCAACAACCGA TGTCATAAACATGCCTCTCAAAA 268

Ai09B3888 Araip.B09 3888 p3 (TGA)6 18 9900570 9900587 TGCCCCCTCAAAATAACATT CCTCACCATTTCCATTTTGG 193

Ai09B3889 Araip.B09 3889 p3 (ATT)12 36 9900740 9900775 TGCATGAATCCAAAATGGAA TCTCCTCTTTCAGTGAGATTTTATTTC 265

Ai09B3891 Araip.B09 3891 p3 (ATT)8 24 9901346 9901369 TGCCACTGTTCAAAGACAAAA ATGGCACCAGCCCACTATAC 249

Ai09B3892 Araip.B09 3892 c (T)10gttttcttctgtaatggcaaaaggataaatcatgggttagtgagccatttaggaaaagttatgagg(A)1187 9902180 9902266 CGTTGGAGCATTTCACCTTT CCGAAACAAACATCTTCATGG 205

Ai09B3897 Araip.B09 3897 c (T)10agtcttcttctattcttttttcctcttttttctgcatcatcgg(T)1265 9920490 9920554 GGCAAAAATGTCCCCAATAA AAAAAGAAATAAAAGAAGAGTGCATAA 260

Ai09B3900 Araip.B09 3900 p2 (AG)6 12 9922694 9922705 CGACCATATTTCGAGGGCTA AACTCTGGGTCCGATTTGTG 206

Ai09B3905 Araip.B09 3905 p3 (TCT)6 18 9928906 9928923 TGCCCAAGAACACAAAATCA CTTACACCTGCTGCTGTGGA 149
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Ai09B3906 Araip.B09 3906 c (AAG)6aggaagaggaagaagaacgtgcagc(AAG)5gagaaagagaaggcaagaaatgaaagaa(AAG)16134 9930784 9930917 GAGGAAGAAGAACGTGCAAGA CTAAAAACGCGATGCAAGGT 221

Ai09B3909 Araip.B09 3909 c (TCA)5catta(CT)1856 9936145 9936200 CGTGAAAGATTCGAACACTGA GAGAGGGACCCGAAAATAGC 271

Ai09B3911 Araip.B09 3911 c (T)10gacaaattttctgtgattaaccccattagcagcacgctttaaaataggaaaaaaatgttataaccagcactgc(A)1295 9936981 9937075 TTGATGATGTTCTTTTTGTTCATGT CCTATGAAAGATCAACTCCAAAA 244

Ai09B3913 Araip.B09 3913 p3 (TTG)5 15 9938311 9938325 TGGATCCTAAGGAAATTGCG GCAAAGGATAACCGCAACAG 260

Ai09B3916 Araip.B09 3916 p3 (AAT)6 18 9947226 9947243 TCCGAATCACTAATGTCCCA GCAAAAAGTGATTACCCAGTTG 275

Ai09B3917 Araip.B09 3917 p3 (AAG)5 15 9947824 9947838 GACCGATCTTCTGCTCTTCG ACGGCTAACTGAGCTGGCTA 277

Ai09B3921 Araip.B09 3921 p3 (AAT)6 18 9952411 9952428 TTGGTTATTGCCTTCTTGGG GGCAGTTCCATGAACACCTT 269

Ai09B3922 Araip.B09 3922 p2 (AT)6 12 9953353 9953364 AAAAGAAAAGGTTCTAAGTTCCAGC ACTAACGCTTTTGCAGTCGG 277

Ai09B3926 Araip.B09 3926 c (AAG)10agtgaaactgaaaaaccctagcagccgc(GA)1384 9958488 9958571 GTCGCCATTTGTGGAAAACT GGTTGCTCTCTGTGGGTTTC 256

Ai09B3928 Araip.B09 3928 p2 (AT)13 26 9980630 9980655 CCTCTGAGCGTTGCACTTTT TCAGAGTATGCCCAGAAGCA 253

Ai09B3931 Araip.B09 3931 c (AT)6aatggtcttcattggatgaagattaatagatctcatttattaaat(TA)669 9998599 9998667 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 244

Ai09B3934 Araip.B09 3934 p2 (GA)7 14 10007686 10007699 CCCACAGAACTTCATTGCCT TGCAGCTTGTGCATTTTGAT 174

Ai09B3936 Araip.B09 3936 p2 (CT)18 36 10011383 10011418 GGTCTTAATTTTCCCGCCAT TGCATTGCATAATGGAGCAT 196

Ai09B3937 Araip.B09 3937 c (TTG)5(TTC)6ttatttcttcttcaattgc(TGT)5(TCT)685 10011555 10011639 CTTCTGTGGGATGCTCCATT AATCCCACAATTGCAAAACA 274

Ai09B3938 Araip.B09 3938 c (TTA)5ttgttgttgttgttattattatgataattataatcatcaatctcatcaat(TCA)683 10018619 10018701 CAGCTCTACCATCGTCGTCA AACTGCAGGAAGGAATTAGGG 255

Ai09B3939 Araip.B09 3939 c (T)11ccatttttgtagtggtccaatatg(T)1045 10019367 10019411 TAGCTCCTCAAGGACTGCTG AGAATGGGGGCAACAAGAAT 213

Ai09B3947 Araip.B09 3947 p3 (TAT)7 21 10039046 10039066 ATGAGCTGGAAGTTTGGCAG CCAATCAAGTTTGATGGCAA 140

Ai09B3948 Araip.B09 3948 p4 (AAGA)6 24 10042427 10042450 ATGGGCTGGACTTGCAATAA GACCAATCTTTGCATGCATCT 145

Ai09B3949 Araip.B09 3949 c (T)10c(T)12 23 10043290 10043312 CCCAACAGTGGGTTAGGAGA CACAACAACATAGGATGGCG 253

Ai09B3952 Araip.B09 3952 c (T)11actacagagtcctttaatttttacattgttcctctaa(T)1058 10050936 10050993 CAGGGGTGGAGCCTAGTACA GGAGGGGCCAACATAAAAAG 134

Ai09B3955 Araip.B09 3955 p3 (TTA)5 15 10059600 10059614 GTCTGCCGGGTTAGCAGATA GCAAAAGCCTTTCCACCATA 233

Ai09B3957 Araip.B09 3957 p2 (TA)6 12 10069464 10069475 CCGCAACTTTCATAAATTCACC TGGAAATCAAGCAAAAGGGA 197

Ai09B3961 Araip.B09 3961 p3 (TCC)5 15 10093029 10093043 GCTGACTTTGGTGGCTGATT GAAGATGGTGATGATGATGAAAA 195

Ai09B3966 Araip.B09 3966 p3 (ATA)15 45 10099447 10099491 TGAAAAAGTGAAAAGGGAGCA CTATTTGGAGAGGTGGGCCT 146

Ai09B3967 Araip.B09 3967 c (A)10taagt(A)12 27 10100072 10100098 GGGGGCAAAAAGCTCATAAT CGTTTCCATTCTTTGTCTTCC 275

Ai09B3980 Araip.B09 3980 c (TA)6tg(TA)17 48 10145543 10145590 TTCAGCTACCAGTACTTGGCTTC CGAACCAAATTGGATGAACA 206

Ai09B3983 Araip.B09 3983 p2 (TC)8 16 10154625 10154640 GCAAAATTATCCAAACCCGA GGAGGAGGAGGAGATGGAAC 261

Ai09B3986 Araip.B09 3986 c (A)11tatttttaataaatctcggaggatccgttttgattttagaaaaaacaaaaaaaaacaaaaaggtctaaacgaagagtccgttttgattttaag(A)10114 10155990 10156103 GACCGAAAAATTTGGAGCAA CGGATCATTCGAGTTCTGTG 279

Ai09B3987 Araip.B09 3987 c (A)10cccta(T)10 25 10156344 10156368 TTTCAGCCAAAAACTGTCCC GCTCCAACATTTTCTAGCAAGG 201

Ai09B3988 Araip.B09 3988 c (A)11cctaattaccccaactcttctttttgtctctttgaccaagaataaccctaaaataaaaacaaaaaggcaagataaagaag(A)10101 10156514 10156614 TGCTAGAAAATGTTGGAGCAAA TTGCACTAAACTTGGAACATAGG 230

Ai09B3994 Araip.B09 3994 p3 (CCT)7 21 10167637 10167657 CGTACACACATTCTTCTTCATTCC ATAACGATAACGACGATGCG 235

Ai09B3997 Araip.B09 3997 p4 (AAAT)7 28 10170916 10170943 CCAAAGCAAACAAACAAGCA GCTGCCCCTAACACTCCTTT 115

Ai09B3998 Araip.B09 3998 c (T)12aagtttgtgttgatgtttctatgaacgcataacgtttggcggttaaac(T)11aaattttattcaagttggttttttatggcaaatgtagcaagtgtttgaaggatttagttc(T)14145 10171373 10171517 CTGTTCTTCGTTTTGGCACA AAATCCCAACATGGACGGTA 270

Ai09B4000 Araip.B09 4000 p3 (CTG)7 21 10174759 10174779 ACTGGGCATTGATTAGGTGC CCTCAGGTCTCATCTCAGTTCC 162
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Ai09B4003 Araip.B09 4003 p3 (GAA)7 21 10191718 10191738 AACGCGGTTTCATGTGGTAT TAACCGGGCTGTTAATTTGC 270

Ai09B4007 Araip.B09 4007 c (T)15aaaccgttggtaactttaagtcctcgactaaaacaaataaataatggaacaccgaaaaagaaaat(A)1191 10195864 10195954 CAGTCTGAGTTACTACCATTTGACG GCAACTTTCTTCAAAGAAGGAGA 253

Ai09B4008 Araip.B09 4008 p2 (TA)6 12 10218892 10218903 TGTTTTGGCCTTTCTTCACA TTGGGTTTCGAAAATGCCTA 278

Ai09B4011 Araip.B09 4011 p3 (AAG)6 18 10221117 10221134 GCTGCTTCTTCTTCAAAAACG TCTTCAACCGTTACTGCACG 217

Ai09B4012 Araip.B09 4012 c (AAG)5gtgcagtgaaaacgtgtagtaatggttgaagaaggagaaagagaaggcaagaaacgaaagaa(AAG)10107 10221247 10221353 AAACGTGCAGTAACGGTTGA TTCTTGGGCACGTTCTTCTT 202

Ai09B4016 Araip.B09 4016 c (TAA)6tgggaactactaaacttgccaaattacttttgctatttttcaccttattaacacttgctactcctaaagtcatacaaggttatactcatgtc(T)10cttctctcattacttca(CTT)5152 10237365 10237516 TCCCATCACTCCCTTATTTGA GAAGTGAGACATGATAGAATTGAGTTT 280

Ai09B4017 Araip.B09 4017 p3 (TTA)5 15 10238457 10238471 CCTGTTGAAGGAAATGACCC GGATGCATGGGATTAGGATG 217

Ai09B4020 Araip.B09 4020 p2 (AT)6 12 10239716 10239727 ACGCTTAGCCTGCAAGTTGT CACACACAAAAATGGGACCT 224

Ai09B4021 Araip.B09 4021 p2 (AT)8 16 10241712 10241727 CCCCAAGGACGAAGTATGAA AGCATAGGGTCGCAATAGGT 276

Ai09B4024 Araip.B09 4024 p2 (AT)6 12 10246425 10246436 CTGCTATGTTCCTGGCTGGT GGTCTATTTCTGCCCGAACA 240

Ai09B4026 Araip.B09 4026 p2 (TA)7 14 10247843 10247856 AACCCCTTCTCCCGAAGTTA TCAATTCATCCAACTTAAACGC 261

Ai09B4041 Araip.B09 4041 p2 (AT)10 20 10277942 10277961 TGATACAAATTTTAGCAAGCATGA GAGATTGAATTTTGATGCGATTT 236

Ai09B4043 Araip.B09 4043 c (A)10gacatatatttatagatatttatgaatattaattt(A)1055 10278785 10278839 TCCTTAAAATTTGGTTATTTTTCG ACATCAATATATGGTTGAATTGTATTG 279

Ai09B4044 Araip.B09 4044 p2 (AT)7 14 10280672 10280685 TTTCAAAAATTTGTAACGCATGA AGTGAATCAAACTTGGCACG 253

Ai09B4050 Araip.B09 4050 c (A)11ccccaatccggcccctgac(A)1040 10304329 10304368 GCCCCTGACAATTACCTTGA TCTTGCTGCTTCCTTGGTTT 264

Ai09B4053 Araip.B09 4053 c (T)10catatctttcaaaaagctttgtacagtattc(T)1657 10310116 10310172 AATTAAGGGGTTTTTCCCCA AAACTTCTTTCTTTCAATCTTTTATGA 278

Ai09B4054 Araip.B09 4054 p3 (TAT)5 15 10310558 10310572 TGGTCCCTTCTATCGAACAAA CATGAGCATGAAAATGGGAA 214

Ai09B4055 Araip.B09 4055 p3 (TCC)5 15 10310955 10310969 AAAGCGTCCTAAACGTCGTC TCGGATATTGGTGGAGGTGT 144

Ai09B4056 Araip.B09 4056 p2 (AG)6 12 10311933 10311944 GAGAGAGAGAATTGCATTTGTTTTATT ATGCCCATTCCCATGTAAAA 189

Ai09B4058 Araip.B09 4058 p2 (AG)6 12 10318189 10318200 TCTCGTGCTGATAACGTGTTG TCGGAGAGAAATATAAGCACACA 276

Ai09B4059 Araip.B09 4059 p3 (TTA)7 21 10318616 10318636 AAATGATACCTAATTAACGATAGGAAA CAGTCTGATGGACAGAAGAGAGT 276

Ai09B4060 Araip.B09 4060 p2 (AC)10 20 10319887 10319906 AAAACAGAGATGGTGAGGCG CTTAGCTTCGCAGGCTGAGT 263

Ai09B4066 Araip.B09 4066 p2 (AT)8 16 10363234 10363249 TGGACGAAAAGTCACGAAGA TCGGGTATTACGACGACTCT 280

Ai09B4069 Araip.B09 4069 p3 (TTA)18 54 10378035 10378088 CACGGCAAGATAACTGTTGAG ACTACGAATTTTGGAACCCA 277

Ai09B4070 Araip.B09 4070 p4 (AAAT)5 20 10379156 10379175 AAAATTTGATCAGAATCTCGTGC TCATGTATAAATAGAGGCCTTTGC 280

Ai09B4075 Araip.B09 4075 p2 (AG)6 12 10409485 10409496 TGAAAGAAGAGGGAGATGGC AATCAATAAATTGACCAGCGTT 261

Ai09B4079 Araip.B09 4079 p3 (GGA)5 15 10418380 10418394 TTGTTGTCTCGGCTGTTGAG AATAACAGCAGAGCGGAGGA 236

Ai09B4083 Araip.B09 4083 p2 (GA)11 22 10436005 10436026 GGTTAGGGCCACACTGTTGT AGCTCTGCCACGTTCTCATT 279

Ai09B4086 Araip.B09 4086 c* (A)10(AAG)5*aataaagtg(A)11c(A)10gaagaaaaaaacc(A)1077 10444685 10444761 TGTTCTTGTTTTCGTTTGCG TCACGAACATTTGAAGCACG 229

Ai09B4087 Araip.B09 4087 p3 (AAG)5 15 10447285 10447299 TTCCTCTCCCTCCCTCTCAT GGCGAAGAGGAAGAAAAGGT 258

Ai09B4088 Araip.B09 4088 p2 (AT)6 12 10453732 10453743 GGAGTCCAACTCCAAGCTCA CCTTCTGTCGCAAGATGTGA 208

Ai09B4089 Araip.B09 4089 p2 (TA)13 26 10454613 10454638 AGCTGTTAAGCCGCCTTTG ATATCAATTTTCGTGGGCGA 214

Ai09B4090 Araip.B09 4090 p2 (AT)7 14 10457102 10457115 AGTCTGCGAACTCAAGGCTG CCTCCGGTTCTCATTCCATA 276

Ai09B4091 Araip.B09 4091 p2 (AT)11 22 10457647 10457668 CACTGGTGGAACAACCCTCT ATTTGTTGACCCTCTGTCGC 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4092 Araip.B09 4092 p2 (TA)6 12 10458529 10458540 CTCTCCCGCGTATGCTAATC TGAAGTATGGAAATCAAAGGCA 167

Ai09B4094 Araip.B09 4094 p2 (GA)6 12 10462164 10462175 TAGAACCGAACCTGAAACGC TCAATTTTCCGTTAGGGATCA 145

Ai09B4096 Araip.B09 4096 p2 (AG)6 12 10469197 10469208 TGAAAGAAGAGGGAGATGGC AATCAATAAATTGACCAGCGTT 261

Ai09B4097 Araip.B09 4097 p3 (AAT)17 51 10471347 10471397 TATCTGGTTTTCGCACATCG TGAAAGTTGAAGGTTTAGATTGTCAT 260

Ai09B4099 Araip.B09 4099 p2 (TA)10 20 10472813 10472832 GAGATAAAAGCGCAACGCTC ACACCTGAAGCGAAGTGGTT 247

Ai09B4100 Araip.B09 4100 p2 (TC)6 12 10477030 10477041 CCATCTGCACAAACACTGCT AACCGTGTGGATCAGTTTCC 252

Ai09B4104 Araip.B09 4104 p3 (TTC)5 15 10491000 10491014 TCTTGTTTCTCCGTGCCTCT GAAGGAGGAGGAAGAGGTGG 101

Ai09B4108 Araip.B09 4108 p3 (AGA)5 15 10492548 10492562 CAAGAAGGAGGAGAAACGGA AAAAAGCACGCTCACCCATA 145

Ai09B4109 Araip.B09 4109 p2 (GA)7 14 10493142 10493155 CTACGGTGACTGTTGCCCTT TGTTTTGGACACACGGAAAA 151

Ai09B4117 Araip.B09 4117 c (A)10tactctaacaaacagtgactctagaattaaacttgtattatcataaaattgaaaagaaactaaatt(A)1086 10518528 10518613 GGGAAAGAATTTGGTTTGTCC TTTTGCAGCTCTTTCGATTC 255

Ai09B4122 Araip.B09 4122 p2 (AG)7 14 10549371 10549384 GGGGCTCACTCTTTTTCTCC GCTTTGAGACCTTTTGCGAC 156

Ai09B4123 Araip.B09 4123 p3 (AAT)5 15 10551566 10551580 CCTCAAAACAAACGCTACCC AAAAATCTAGGAGTCAGCAACTTT 279

Ai09B4124 Araip.B09 4124 c (T)11gttttttttg(T)1031 10552984 10553014 GGAGCATCAAGTTCCATGTG GCTTTGGAACATTAACTAGTTTAGCA 271

Ai09B4125 Araip.B09 4125 p2 (CT)6 12 10558247 10558258 TCTCACTCACGCACAAGACC CGACAACACCCTCTATCCGT 242

Ai09B4135 Araip.B09 4135 p3 (TTG)5 15 10576611 10576625 TCGTTTGATTCATGTAGCCG ACCAGTGGTTGGAAACTTGG 201

Ai09B4136 Araip.B09 4136 p3 (TAA)7 21 10577639 10577659 TGCATTGGTTGTGCGATAGT AAATTGCTGGGTGGAAGTTG 227

Ai09B4139 Araip.B09 4139 c (AAT)5aaatagataaaaggtcctctgatcccactaatcttattagtaatcaataa(TCT)683 10587827 10587909 ATGTTTCTCCACAAAACATTGA TGCATGCCAAAATAATTCCA 207

Ai09B4140 Araip.B09 4140 p3 (ACA)5 15 10588151 10588165 GAGGCCTGGTTTTGGTTACA CCATCAGGAGAATGAACATGG 199

Ai09B4142 Araip.B09 4142 c (CCA)5actgctactccaccaccattatcaacatcatcatcac(CAT)670 10589196 10589265 CGTCAGAATCAATTTTGTCCC GTGGAGTGGCAGTGGGTATT 223

Ai09B4144 Araip.B09 4144 c (AC)6(TC)6 24 10596300 10596323 GGGCAAATACAGGAGGATCA CCCCCACTACTTGGATTTAACA 128

Ai09B4149 Araip.B09 4149 p2 (GA)6 12 10614851 10614862 ACCAGAGAGTGAGAGGGGGT CGTAGAAGCCGAAAGTGAGG 237

Ai09B4150 Araip.B09 4150 p3 (TTA)6 18 10615606 10615623 GCTGGTAAACATCATTGCTGG GGTGAACATGATTTTGGGGT 233

Ai09B4155 Araip.B09 4155 p2 (AT)6 12 10626482 10626493 CTCTGCCATCTCCCTTCATC GTTCCTCAATGGGCTGTTGT 270

Ai09B4156 Araip.B09 4156 c (AT)15aaataataaaaagaattaaagaaattttcaacacaataaaatgatttaaaat(TA)898 10630406 10630503 AAAAATTTTAGGAATGCACATACA CACATGATTCTTTGAGGCCA 174

Ai09B4163 Araip.B09 4163 p3 (CAT)5 15 10665292 10665306 TCAAAAATCATCAACCCATCA TCAAGTTTGGTGTTGGAGCA 226

Ai09B4174 Araip.B09 4174 p2 (AT)6 12 10683395 10683406 GGGTACCAACATATTACCTGCC CCGCTACGTTACCAACAACA 233

Ai09B4175 Araip.B09 4175 p3 (TAT)6 18 10683622 10683639 TGTTGTTGGTAACGTAGCGG ACTCAGCCGTGGCTAAAGAA 273

Ai09B4178 Araip.B09 4178 p2 (AC)14 28 10693977 10694004 GTTTGGCCACTGCTCTTTTC CGAGTGGATGTTAGCATTGTG 216

Ai09B4179 Araip.B09 4179 p2 (CT)6 12 10696732 10696743 CTCTCTCTCTCCTTCGCACG AAGAAGAAAGGAGAGCGGTTG 165

Ai09B4185 Araip.B09 4185 c (A)12cattctccaaacttgtttagcaaaaattagatttcactctataatag(T)1170 10700482 10700551 TTTGTTGGACAAATCAATCACTC TGACCTGCAACTTCCTGTTG 207

Ai09B4187 Araip.B09 4187 c (CT)6agctactctctttgtcattc(T)1042 10709835 10709876 CCTATCTTGCAGCGCCTTAC CCTCCAAACGTCCCAAAATA 250

Ai09B4189 Araip.B09 4189 p2 (AG)6 12 10717269 10717280 CCCTGATTCCCAATCTGAAA GAACCTTGGCAACAGTGGTT 186

Ai09B4190 Araip.B09 4190 c (TG)10tagcattgcagcttcta(T)1047 10718696 10718742 TTCAAATCAAGCTGTTCCCC CAGACAGCAGTTCAAACCCA 244

Ai09B4193 Araip.B09 4193 c (ATT)5gtcatcatttttttcatg(T)1245 10724436 10724480 GCGTGCTTCTTTTCCATTGT ATTTCTGGGCATGTGGTTCT 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4204 Araip.B09 4204 p2 (CT)9 18 10769137 10769154 GATGCAGCAGCAAGCATAAA GCTGAGGTCTCCATTGTCGT 177

Ai09B4208 Araip.B09 4208 c (GTT)5ctgattccattatccattattgtggttcttcctgtgattctg(GTT)572 10797733 10797804 TCACTGCCGCTAGAGTGAGA AAAGCAGAAGCAAAAGCAGC 204

Ai09B4209 Araip.B09 4209 p2 (AG)7 14 10799586 10799599 GACCAGTTCATGCGGTCTTT CCTCTCCCACTCATTTTGGA 150

Ai09B4210 Araip.B09 4210 p2 (CT)6 12 10811133 10811144 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 228

Ai09B4211 Araip.B09 4211 p2 (CT)10 20 10822174 10822193 TTGCAATGGATCTCACCAAA TTGGAGATCTCATCTTGGGG 236

Ai09B4212 Araip.B09 4212 p3 (TAA)6 18 10833741 10833758 GCAGCAAGTGAGGTGGTTTT CCACTGCTCTCGTAATGCAA 221

Ai09B4213 Araip.B09 4213 p2 (TA)6 12 10839722 10839733 AAATGTAAATCCTCCTTCGCC TCTCGTGCTGATAACGTGTTG 262

Ai09B4214 Araip.B09 4214 p3 (TTA)7 21 10840808 10840828 ATTTTGTTTCAAATGGCGCT AATTTGCACTATCCGCAAGG 257

Ai09B4219 Araip.B09 4219 p2 (AT)6 12 10872570 10872581 CTCTGAAATTCCTCCCCCTT AAAAGAAACAAATACGGCATGT 102

Ai09B4230 Araip.B09 4230 p2 (AT)7 14 10907107 10907120 TGGATTCAAACTCCTATCACTTATTT CATCTGGGCTGGGTTCTAAA 259

Ai09B4236 Araip.B09 4236 c (A)11gacatatatttgaaatttaagtttggtgattataacttttggacaacctttgttttcttttaatctcttggagcacgagatga(T)14108 10917330 10917437 TTGAAGACATACAAATAAGATGGCA GCACCGATAAACCATATTTCAA 259

Ai09B4237 Araip.B09 4237 c (TC)10(TG)9ta(AG)1978 10930671 10930748 CCACATACATGGTTTAGGGGA CTCCATTGCTTCTGTCCAGC 255

Ai09B4239 Araip.B09 4239 p2 (AG)13 26 10934024 10934049 CCCAGAAAGCCTGATCAAAT CACACCTTGCAGAGAAGCTG 235

Ai09B4241 Araip.B09 4241 p2 (AG)11 22 10939598 10939619 CGAAGGAGAATCAGAATCGG CAAACACAACACAAAATCTCCC 184

Ai09B4243 Araip.B09 4243 c (A)10g(A)17caagaaat(A)1147 10944110 10944156 GAAGATGGCGGAGACAAGAG GTTGGACTCGCCTTCCTTTT 106

Ai09B4244 Araip.B09 4244 c (T)10ggtcagagaatgttatgattcttgttttc(T)11cattttgggtcgtatttctctgttggtcaattctctaattctcttacctcccaagtcgttaattaaattatcttgaaactaatgtttgtgctt(A)15158 10952849 10953006 TTGCTTGTCTAAGGATTTGGG GCGGTAAAGCTGTCGGAATA 276

Ai09B4245 Araip.B09 4245 p3 (TTC)31 93 10953862 10953954 AGAAGAGGGGGAAGGGAAAG CAGCAAAATTCTGCAATAAGCA 266

Ai09B4253 Araip.B09 4253 p2 (GA)7 14 10968482 10968495 AACCCATGAAGCACAAAAGG TTGCCATTCCTTCTTTGACC 254

Ai09B4257 Araip.B09 4257 p3 (TCT)5 15 10978310 10978324 CTGAAATACACAGCCCAGCA CATGATCAAGGGCATCACAG 262

Ai09B4258 Araip.B09 4258 p3 (TTA)16 48 10980364 10980411 CGATTGTATTATCCTTCAAGCCA CCAAACGTTAGGGACAAAAA 262

Ai09B4259 Araip.B09 4259 p2 (TG)6 12 10984287 10984298 CAAAGAAGGAATGGCCAAAA AAGTCAGGAAAAGCGAACCA 122

Ai09B4262 Araip.B09 4262 p2 (TG)6 12 11016397 11016408 GTGGTTGTGAATTTGGGGAG TTTTCAGCAAAAGCGAGTCA 163

Ai09B4264 Araip.B09 4264 p2 (GT)9 18 11018957 11018974 AAAAATATTGGCTAATTATTACCGTG TGGATGGGACTTTCCACAAC 255

Ai09B4265 Araip.B09 4265 p3 (TAT)5 15 11019665 11019679 CAATTTTCTTGCTCGTGCTG TGACCATGATATAAGCCCCC 183

Ai09B4266 Araip.B09 4266 p3 (ATT)5 15 11027262 11027276 TAGAAAGGGGGACAAGAGGC GCTACATGCAACCCTAAGCC 247

Ai09B4272 Araip.B09 4272 c (T)12ctcatcatcatcatcgtcttcttc(T)1046 11033776 11033821 TTCCTCTTCCTCCTCCTCATC TGCTGCATTTTCTTCTTCTTG 275

Ai09B4273 Araip.B09 4273 p3 (GGA)5 15 11034403 11034417 TGAGGAGAAACGCAAAGAAGA ACGCGCGCTACTCAATAGTT 103

Ai09B4274 Araip.B09 4274 p2 (TA)10 20 11039095 11039114 AGGAAACACTTGGTCCATCG CCATAAAAGGTCCCACTTAAACA 271

Ai09B4277 Araip.B09 4277 p3 (ATA)13 39 11042647 11042685 TTCCAACGACAAATTCACCA TGGTCCAACTGAAGATGTGG 253

Ai09B4278 Araip.B09 4278 p3 (CTT)6 18 11054032 11054049 ATAGAAGGGGAAGCCTCCAA TGGTGAAGATTGGTGCAAAA 163

Ai09B4279 Araip.B09 4279 p2 (AG)6 12 11054596 11054607 TCTTTTTCTTGGTGCCATCAT CCAAAGGGATTTGGGAAAGT 204

Ai09B4280 Araip.B09 4280 p3 (TCT)5 15 11057158 11057172 GTTCGGTGGTTCCTTTGTGT CATCCTCTTCATCGCACTCA 248

Ai09B4281 Araip.B09 4281 p3 (CTT)6 18 11061164 11061181 ATAGAAGGGGAAGCCTCCAA TGGTGAAGATTGGTGCAAAA 163

Ai09B4282 Araip.B09 4282 p2 (AG)6 12 11061728 11061739 TTGCTGTGAGGTGATCGAAG CCCATTCAATTGGGTTATGG 243
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Ai09B4283 Araip.B09 4283 p2 (AT)7 14 11062953 11062966 TGTTGTATTGAAGCTCCCTGA CCATTGTTGCAATGATCCAC 163

Ai09B4287 Araip.B09 4287 p2 (AT)9 18 11072598 11072615 ACCATTTGACCTGCCTTAGC TCCATATATGCCGAGGAAGC 261

Ai09B4291 Araip.B09 4291 c (A)13cagaaaag(A)10taaaaaaataagacaaagaccgcacagtgtgccacacacagtgagagtgctgaaaactcttttcattaaaccacaccacactaccacctcttc(CTT)7145 11083048 11083192 CGGAACGGAAAACGAAGTAA CCTGATTGATCTGTGAAGGAAG 279

Ai09B4298 Araip.B09 4298 p3 (AAT)5 15 11094032 11094046 GCCTCAAGAATCAATTCCCA TTTTTCCTCTGCTGCCAACT 190

Ai09B4299 Araip.B09 4299 c* (A)11(AG)6* 22 11094640 11094661 TGCATGCTACTTTCCAATAAGA TTCCTCCAAAATTAGTAAACCTCC 278

Ai09B4304 Araip.B09 4304 p2 (AT)6 12 11118388 11118399 GATCCGACCAGTCAGCATTT ATGCAACCACACGTTAAAGC 274

Ai09B4306 Araip.B09 4306 p4 (TAGA)5 20 11119634 11119653 TGAGATTGCATTGGTTGCTG GGTTTATCAACCTGCCCACA 241

Ai09B4307 Araip.B09 4307 p3 (AAT)5 15 11121654 11121668 TGAAGGGTGAAAAGGTCCAA TCACCAATCAAATTCAAATGC 190

Ai09B4310 Araip.B09 4310 p4 (TTTA)6 24 11127476 11127499 TGGTGAAGCAGAAGCACAAG GCAGAACGACGTAGCATCAA 261

Ai09B4315 Araip.B09 4315 c (TA)10(CA)8 36 11166824 11166859 TTGTCTCCTCCTACTTTCCCA TTGAGAACCAGCAAAGACGA 243

Ai09B4317 Araip.B09 4317 c (T)11cgccatttttttc(T)1135 11182286 11182320 CCGCTTAGGCCATGATTTTA AAAGCAGTGAATGCAGAAAGC 236

Ai09B4318 Araip.B09 4318 p3 (AAG)34 102 11183697 11183798 AAAATGTTTGCTCGTCCTCG CTCCCAAACCCAACCCTAAT 278

Ai09B4321 Araip.B09 4321 p2 (AG)11 22 11206814 11206835 AGCCAGTTGATGTGATGCAG TCAAGCAACAACCTTTTGGA 220

Ai09B4339 Araip.B09 4339 p2 (AT)6 12 11283991 11284002 CTGGATTGCATGCTTCTTGA AGGTAGGAGGAAGAGGTGCC 259

Ai09B4340 Araip.B09 4340 p3 (TGA)5 15 11287583 11287597 TTCCCTACGCTCTTCTTCCA TGATCCAAAAGCACAATCCA 190

Ai09B4343 Araip.B09 4343 p3 (TGA)5 15 11289792 11289806 TCCCTACGCTCTTCTTCCAA GTGCAAGAATGAAAGGGGAA 268

Ai09B4352 Araip.B09 4352 c (GAG)7aagaagattctgcgtgcgcgaagaataaggaa(GAG)568 11317467 11317534 GATGGCGATAACGAAAGAGG CTCGCGCTTCTTCTTCTTCT 177

Ai09B4357 Araip.B09 4357 p2 (AG)10 20 11358100 11358119 TGTTTGTCTTTTGCAATGGG TTGTGGCAAGAACCTAACCA 257

Ai09B4358 Araip.B09 4358 c (A)11catatcagagtataattgtatataatatcaaactcattaatgactt(A)12ctaacatagcatagtataatagtatatgatattaaactcatcaatgattt(A)13ctaacatggcagaatataatagtatatgatatcaaactcatcaatggttattt(A)12197 11365591 11365787 TCCCAAGACAATTATTAGTAGTTCCA TTGGTATCATGTATCATGGTCTGTT 274

Ai09B4368 Araip.B09 4368 p3 (CAA)11 33 11390276 11390308 GTTAAAGACAAAATATTCAACACAGAA TGAAGCATACCACAAAGTTGTATTT 268

Ai09B4369 Araip.B09 4369 p3 (AAT)8 24 11390438 11390461 TGCTTCAACAACAACAACAACA CGGAGAACATGCAATACCAC 254

Ai09B4372 Araip.B09 4372 p2 (AT)10 20 11393182 11393201 CGCTGAACGCCAATGACTAT TGGTACATGCTAATGACATTGAAA 279

Ai09B4376 Araip.B09 4376 p2 (TA)9 18 11396955 11396972 CCAAATATCCCTCCCTCCAT TCCAAATACCAAGTCTTTCCA 222

Ai09B4377 Araip.B09 4377 p3 (TAA)5 15 11399960 11399974 TGAGAGAGGGGATTCCAATG TCCAAGATTTTGAGTGTGTTTTC 221

Ai09B4378 Araip.B09 4378 p5 (AATCA)5 25 11405534 11405558 AGACTCCTCGGACAGCCAC GCTTCTGAGAGTGTTTCCCG 246

Ai09B4380 Araip.B09 4380 p2 (AT)24 48 11407943 11407990 AACCCGACAAGTCCAGTTTG TCGGGCACGTATAAATTTCC 177

Ai09B4381 Araip.B09 4381 p2 (TC)7 14 11409626 11409639 GGGGTCTCCATTGACAAAGA GAAGGAGATCGCATAGCTGC 272

Ai09B4382 Araip.B09 4382 c (AC)10(AT)14 48 11419679 11419726 AACAAGCTCCTAACTCAGCCC GAAGTGAAGTGGTTACCGGG 248

Ai09B4385 Araip.B09 4385 p2 (CA)7 14 11432455 11432468 TCGATGGTGATGGAGAATGA TCTTGTTAGTTTGGCGCAGA 166

Ai09B4387 Araip.B09 4387 c (CTT)5gctgcacgttcttcttcctcttcc(TCT)554 11435721 11435774 CGAACCGTATTGCACGTTTT GAAAGCAGAGAGAAAAGCACG 144

Ai09B4389 Araip.B09 4389 p2 (TC)6 12 11442356 11442367 GGCAGCTGAGGTTTTCAAAG AGAGTCTCGTGCTGATAACGTG 259

Ai09B4390 Araip.B09 4390 p2 (TC)6 12 11447644 11447655 GGCATAATCCTAAATGGGCA TGTGAAGAGAGAAAGTAAAAAGTGTC 271

Ai09B4392 Araip.B09 4392 p3 (GAG)6 18 11463223 11463240 CAGGGGATCAAGAGGACAAA AGGTCTGGAGGCGTTAGGAT 190

Ai09B4395 Araip.B09 4395 p4 (AAAT)6 24 11472713 11472736 GCCATTTTTCTATAACCCCCA TGCCAATGCAAATGAAACTC 214
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Ai09B4397 Araip.B09 4397 p3 (ATT)15 45 11478775 11478819 AGTGGTTTTGGCATTTGGAG ATCGAAGTGTTGGACAGGCT 261

Ai09B4399 Araip.B09 4399 p3 (TTC)5 15 11484439 11484453 TGGCCCCCTCATATCATAAA GCAGAACAAAGGAGAGGCTG 152

Ai09B4403 Araip.B09 4403 p4 (AAAT)5 20 11491750 11491769 AACTTTGGCCACTCCAAATC CTTCACCCCTGGCTCAGTAA 280

Ai09B4405 Araip.B09 4405 p2 (CT)7 14 11512879 11512892 AGCTTCCAAGGTTGAAACGA AGTGGAGCAGATGGAGCTGT 243

Ai09B4414 Araip.B09 4414 p3 (ATT)6 18 11543975 11543992 TTTATGGAATTTGCATTTTTCG TTCAGAAATTATTCACTGGATACTCA 273

Ai09B4418 Araip.B09 4418 p2 (TC)6 12 11564201 11564212 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 268

Ai09B4423 Araip.B09 4423 p3 (AGG)5 15 11580664 11580678 CAGGCTGCAAGGTTTTTCTC TGAAGTCAAAAGGAATGCCC 224

Ai09B4427 Araip.B09 4427 c (A)11gaaaaagaagacgaacgtgtgcaatgcaactctgggaagtcacc(A)1368 11591518 11591585 TTGTCATGTCTTCAGAAATAAACG AAAAATGTTCTCCCAGAGTTGC 230

Ai09B4430 Araip.B09 4430 p2 (AT)6 12 11595885 11595896 AGTCAACGTCTGGGATTTGG CAGCGGTTGTTATGTCGTTG 222

Ai09B4437 Araip.B09 4437 p2 (TA)6 12 11628603 11628614 TCTCGTGCTGATAACGTGTTG TGAGACAGTAACAATAAACATATGCAA 207

Ai09B4438 Araip.B09 4438 p2 (TC)7 14 11633560 11633573 TTGTTATTCCGACAAACGGA ACGGCTAGCAACTAACGCAT 256

Ai09B4440 Araip.B09 4440 p2 (AT)7 14 11635952 11635965 TTGACCGAAAAATAGTGAATCAAA TTTTAAAGGGTTGCCTCAGC 224

Ai09B4466 Araip.B09 4466 c (T)10attttttagcatgtttgacaaatttctagtagtaaaagtaaaagcactag(A)1070 11723623 11723692 TGTTTGTGTGCCATAAACTTGA GTTTGGGTATTTCGTGCAAA 280

Ai09B4469 Araip.B09 4469 p3 (TAT)8 24 11726677 11726700 ATCTTGTTTGCGTGGGAATC TGCATAAGTCCCTCCACCAT 239

Ai09B4472 Araip.B09 4472 p2 (TC)12 24 11735439 11735462 CCTAACGTTCAGGGAGGATG TGGAGAGGGTGAGAGAGGTG 269

Ai09B4473 Araip.B09 4473 c (AAT)5aaaattagtaaaagtacatgcgcaataaaattacaattctaattggaattatttttctaacaggcattgtacatagtatcatatactaaaaattttac(TAT)5128 11747236 11747363 CCGCAAGACAAACATCTTCA TTCAAAATCACTAAATGTGTCAAGTTC 210

Ai09B4480 Araip.B09 4480 p2 (TA)7 14 11776102 11776115 TGGTGTTTTGGGATGCTGTA AAGCTCCAAACTCGACATGC 200

Ai09B4483 Araip.B09 4483 p2 (AT)6 12 11780693 11780704 ACACCACCCCATAATTGCAT TGCAATTTGTTGGTACATTTTTG 145

Ai09B4485 Araip.B09 4485 p2 (TA)17 34 11786623 11786656 TCCAAATATGCAGCAAAATGA ATGACGCATGCCAAACATAA 227

Ai09B4492 Araip.B09 4492 p2 (AT)7 14 11821216 11821229 GAGAAACGAGATTGGGTTGG TTCAACTCAAAATTCACCAATCA 186

Ai09B4493 Araip.B09 4493 p4 (AAAT)5 20 11822794 11822813 GCATATCCGCGTATCCGTAA TCCGATCTGCACTAAAACCA 280

Ai09B4494 Araip.B09 4494 p2 (GT)6 12 11823555 11823566 CCTCGAGCTCTCATCTTTCG CTAGTACTCCGCAACCCCAG 255

Ai09B4504 Araip.B09 4504 p2 (TA)10 20 11843685 11843704 TTCGCTGTTTTTGTTTACCTCA CAAAGACCGATTGAAGAGGAA 193

Ai09B4506 Araip.B09 4506 c (T)10c(A)12 23 11853704 11853726 GCGAAGATGGAAAACCTTTG TTCCGTGGGACGAAACTAAC 217

Ai09B4511 Araip.B09 4511 p2 (TC)6 12 11863793 11863804 ATTGTGCTTGGACTTCCCTG CCGAGATGAGAAGCACACAA 249

Ai09B4513 Araip.B09 4513 p2 (AT)8 16 11870279 11870294 AAACTCCCGTCATGGAAAAA AACGAAACACTTTTCACGGG 247

Ai09B4518 Araip.B09 4518 p3 (TTA)15 45 11892180 11892224 ACGAAGTGCCCTAAGGTCTG TTTCGTTACCACTCACGAGAT 254

Ai09B4528 Araip.B09 4528 c (T)11aataaaataaataaatgcaattttaac(A)1250 11914893 11914942 CATTTTAGCATCTCGCAGGG AACGTGGCAAAAGGATGTCT 120

Ai09B4531 Araip.B09 4531 p4 (TTTA)6 24 11923887 11923910 TGATGTAGTCTCTACCCGTCATTC GTGCTCTAGCAACACCACCA 261

Ai09B4532 Araip.B09 4532 p2 (GA)6 12 11927979 11927990 CAACAAAGTGTCTGCTTTGGA CAAGGAAGATCAATCACTCACC 273

Ai09B4533 Araip.B09 4533 p2 (TA)8 16 11929038 11929053 TGTCATGCATTTTTCACATGG AGCAACTGCCTCTGTGGACT 251

Ai09B4534 Araip.B09 4534 p2 (AT)6 12 11929477 11929488 TGAATTCGACCTGGGCTATC TACTTTCTTCGGAGCGCATT 207

Ai09B4536 Araip.B09 4536 p2 (AT)6 12 11939489 11939500 GTAGTCCTCCTCCAAAGCCA CGTGACAAGCATCTAACAGTCC 223

Ai09B4537 Araip.B09 4537 p3 (ATA)16 48 11940306 11940353 AAGAGTGTTGCGCCAATTTC ATTCGATGGACACACCCATT 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4538 Araip.B09 4538 p3 (TAA)5 15 11949806 11949820 TCCTGCTGCTAACAAACCAA TGATCTGCAACTGCTTCTGG 141

Ai09B4539 Araip.B09 4539 p2 (TA)6 12 11951045 11951056 ACCGCGTGAGTGTATTAGGG CGATTAACCGAACCGAAAAA 211

Ai09B4540 Araip.B09 4540 p2 (AT)9 18 11957240 11957257 CTGCGCCAATTCCAAGTTAT TCACCTGTTAGGCAATGCAG 253

Ai09B4541 Araip.B09 4541 p3 (TTA)5 15 11959159 11959173 TCCCCATATGTCAGATTTCCA GACTCCTCTCGATTGGCAAC 273

Ai09B4549 Araip.B09 4549 p2 (AG)6 12 11984602 11984613 TGAATTTCATGCACTGCACC TCTGTCTCTTTTTGGTAGAAACCTG 225

Ai09B4550 Araip.B09 4550 p3 (ATC)5 15 11985886 11985900 TGATCCAAAAGCACAATCCA TTCCCTACGCTCTTCTTCCA 190

Ai09B4553 Araip.B09 4553 p3 (TTA)25 75 11995753 11995827 TCCCCATATGTCAGATTTCCA TGTGTTTTTGTCCTTCTCATCA 259

Ai09B4554 Araip.B09 4554 p2 (TA)11 22 11997715 11997736 GGAGTCAGTCTCTCCGCATT CCTTCTCATCACAAGGCAGG 279

Ai09B4561 Araip.B09 4561 p2 (TC)15 30 12030658 12030687 CTTTTGCTTGAAGCCCTGAC TCTCCTTTAATGAGCTTTCAGC 192

Ai09B4562 Araip.B09 4562 c (TC)22(TG)14 72 12031348 12031419 TCGGAGTGTTGACAAAGCTG TTGCAGACGATAGGATCTTCC 280

Ai09B4565 Araip.B09 4565 c (T)11aataaaagggtgattttaaaaataattttaatgttggagccgatttcg(A)1271 12035492 12035562 TGGTATTTTGGGAGGTCGAG CCCCTAGATTGGGTCGAAAT 175

Ai09B4567 Araip.B09 4567 p2 (AT)6 12 12040932 12040943 AGCTTTTCAAATGAGGTCGG TGCTAACTCATGCCAGTGCT 170

Ai09B4570 Araip.B09 4570 p5 (TTTTA)6 30 12047891 12047920 ACAAGCCACCATAACAAGGG CCAACGTGCTCTTTGCTTTT 193

Ai09B4572 Araip.B09 4572 p2 (TC)8 16 12050402 12050417 GGGGGAGAGATATGTGGGTT GAATACTCGCACCGCATTTT 227

Ai09B4573 Araip.B09 4573 p3 (ATT)5 15 12050837 12050851 AATGAACCGTGCAGTAGCCT TCAACACGAGAGAATTTGCG 234

Ai09B4574 Araip.B09 4574 p2 (AT)6 12 12052103 12052114 CTAGGTCCAGTTGTGGCAGG CCCAGCAACCCTAGTTTGAG 252

Ai09B4578 Araip.B09 4578 p3 (TGA)5 15 12056891 12056905 GCGCTAGATCCGAAAAGTCA TGATCCAAAAGCACAATCCA 180

Ai09B4580 Araip.B09 4580 c (T)11atcggacattattactagactgcctttatttatgtg(T)1259 12060022 12060080 AACCATTCAAGAATCATGTTAAGAA ATTGGACCCAGTCGAATGAT 236

Ai09B4583 Araip.B09 4583 p4 (GGAG)5 20 12065497 12065516 CAGCTTCTGGGAGGTTTGAG CAGAATTGGCTGAGCTGTCA 152

Ai09B4584 Araip.B09 4584 p2 (AT)6 12 12069746 12069757 TTCCTACTTGCGTGACACAATC TCACCACAATTCCTACAACAAGA 101

Ai09B4586 Araip.B09 4586 p3 (ATA)5 15 12073087 12073101 AGTCTGGTGGCTAGGTTTGC CGAACTAGCTCAATTTTGCTTC 166

Ai09B4590 Araip.B09 4590 c (TA)9(T)10 28 12078549 12078576 GGTGAATCAAATCTTGAACTGG TGGTGAATTAAATCTTGAACTGG 276

Ai09B4610 Araip.B09 4610 p3 (TAT)5 15 12139172 12139186 GATGTAATCGTCGAATGAAAGC TCATTCCAACCACCCTTTTC 168

Ai09B4611 Araip.B09 4611 p3 (TAA)20 60 12140703 12140762 TTTGGTGATGAATATTTTTGTATATGT TGAACCCATCACTTGTATGCTC 279

Ai09B4612 Araip.B09 4612 c (A)11tcaattggttggattagattaaaaaaaaccac(T)1255 12145152 12145206 TGACCCATGCTCATCCCTA CCGTGTAATTTGAATTCGGG 280

Ai09B4613 Araip.B09 4613 p2 (AT)6 12 12149392 12149403 TTTTAATATCGGGTAGAATAATGAAAT TGTGATATGACCGTAACATTTTGTC 262

Ai09B4619 Araip.B09 4619 p3 (TAA)5 15 12164580 12164594 TTGGACCAACGAAAGCTACA TCCCCCTAACTGTCACTGCT 145

Ai09B4625 Araip.B09 4625 p2 (AT)9 18 12176248 12176265 TGATGATGAGTGCATGTCCC TCCTCATATTTGGGGACCTTT 273

Ai09B4626 Araip.B09 4626 p2 (AT)10 20 12180270 12180289 GCATATGATGCATGCCTGTC AAGTACCGTGACTTGCCACC 279

Ai09B4628 Araip.B09 4628 p2 (CT)7 14 12197263 12197276 CTTCTTATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 268

Ai09B4629 Araip.B09 4629 p3 (TAT)5 15 12197598 12197612 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 265

Ai09B4630 Araip.B09 4630 p2 (AT)8 16 12218820 12218835 AGTCCGCGAAGTCAAAACTG TGTTTTTCAGATGCAGGTCG 280

Ai09B4631 Araip.B09 4631 p2 (TA)6 12 12219579 12219590 GCATATGATGCATGCCTGTC CTACGACGTAAGGGTGACCG 240

Ai09B4633 Araip.B09 4633 p2 (AT)6 12 12223356 12223367 GCTCTTAACTCAGTCCGCGA GAAGCTAAGTGGTTGTCGGG 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4634 Araip.B09 4634 p2 (AT)10 20 12224045 12224064 AAATGCACTTAGGCACACCC ATGACGTAAGGGTGACTGGG 235

Ai09B4636 Araip.B09 4636 p2 (GA)8 16 12226677 12226692 GAAAGACAGTGGTGGGCAAT TCTTCCCTCCGCTACGACTA 151

Ai09B4638 Araip.B09 4638 p2 (GA)6 12 12227719 12227730 TCCAAGAGAAAATCGTTGCC TGCACCCTCCTCTTCTCACT 237

Ai09B4647 Araip.B09 4647 c (GT)6gaaacatgggtgtaatgcctaatattggaggctgtccaatccacttgacc(A)1173 12238144 12238216 TTGCCACCCCTCTTTTAATC TCCAAAGAGAAAGAAAACACTGAA 272

Ai09B4656 Araip.B09 4656 c (TC)7c(T)10 25 12255299 12255323 GGGGAAATAAAGCCTTGGAG TCCTTTTGGAAGAGGATGATTC 271

Ai09B4667 Araip.B09 4667 p2 (TA)6 12 12268537 12268548 TTGCAACAATAAACAGATGCG AGCTTCGTGCTGATAACGTG 208

Ai09B4672 Araip.B09 4672 p3 (TGA)5 15 12281799 12281813 TCTCTCCGTTCCCTACGCTA GTGCAAGAATGAAAGGGGAA 277

Ai09B4679 Araip.B09 4679 p3 (TGA)5 15 12307625 12307639 TTCCCTACGCTCTTCTTCCA TGATCCAAAAGCACAATCCA 190

Ai09B4680 Araip.B09 4680 p2 (CT)6 12 12308931 12308942 TCTGTCTCTTTTTGGTAGAAACCTG TGAATTTCATGCACTGCACC 228

Ai09B4681 Araip.B09 4681 p3 (TGA)5 15 12313707 12313721 TTCCCTACGCTCTTCTTCCA TGATCCAAAAGCACAATCCA 190

Ai09B4684 Araip.B09 4684 p3 (TGA)5 15 12316591 12316605 TTCCCTACGCTCTTCTTCCA TGATCCAAAAGCACAATCCA 190

Ai09B4685 Araip.B09 4685 p3 (TGA)5 15 12319461 12319475 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai09B4686 Araip.B09 4686 p2 (CT)6 12 12327821 12327832 TGAAGATAATACCTATCCCTCTGGA AGCGACGTAGTGACGGACTT 169

Ai09B4687 Araip.B09 4687 p2 (AT)7 14 12343152 12343165 TTTTGGTTCCTAACGTAGAGGC CTTCCCCCTCTTCTTCCTTG 225

Ai09B4689 Araip.B09 4689 p2 (TC)6 12 12344784 12344795 TGGCCCTTTTGTCATTTTTC CTTGTTTGGCCAGTGATGGT 235

Ai09B4698 Araip.B09 4698 p3 (AAT)6 18 12357163 12357180 AAGCTATGGCACCAACAAGG GCTGCATCACAAATTGCATC 259

Ai09B4700 Araip.B09 4700 p2 (GA)6 12 12360312 12360323 CCTCTCCCTTGTGTTGAAGC CCACCTCCAACAATCACACA 129

Ai09B4701 Araip.B09 4701 c (TAT)7tg(TTA)8 47 12360446 12360492 TGTGTGATTGTTGGAGGTGG GGCCCGTATGTGTAGCAACT 259

Ai09B4702 Araip.B09 4702 p3 (TCT)5 15 12360667 12360681 GTTGCTACACATACGGGCCT ATCGTTTGGGTGAATTCCTG 245

Ai09B4704 Araip.B09 4704 p2 (TC)6 12 12364094 12364105 ATTGGATTCATTGCTTTGGG CGTAGACACGCACACACAGA 220

Ai09B4708 Araip.B09 4708 p2 (AG)14 28 12376534 12376561 GAAACATATGGTTGATGTTAAGCAC AAACTTTGCTGATAAGGTCGAAA 199

Ai09B4710 Araip.B09 4710 c (CTT)5gctgtacgttcttcttcc(TCT)548 12379458 12379505 ACCGTTACTGCACGTTTTCA CCTCCTCATCTTCTGCTGCT 225

Ai09B4711 Araip.B09 4711 p3 (GAA)5 15 12379833 12379847 AGCAGCAGAAGATGAGGAGG GCGCTACTCACCATGCATTA 241

Ai09B4717 Araip.B09 4717 p3 (ACA)5 15 12396888 12396902 TGCCTTCTGTGAAATATTTGTTG TGTTTGATCCATGTAGCCGA 188

Ai09B4720 Araip.B09 4720 c (TAA)5caataataat(AAC)540 12406097 12406136 CCAATGGCTCCACCTAACAT GGCCCACTGATACTGCTTTT 221

Ai09B4721 Araip.B09 4721 p3 (ATA)11 33 12406987 12407019 TTTTCTGGGCAACAAATTCC TTTGGATCATCCTCAATTGGT 267

Ai09B4723 Araip.B09 4723 p3 (TTG)5 15 12415201 12415215 GGGAGTGAGTGAGTAACCGC TCCAAGATCACCAGTCACCA 246

Ai09B4725 Araip.B09 4725 p2 (TA)8 16 12417571 12417586 CGTCTCCGCTAATACCCAAA GGAAAGGAACGCCACAAATA 137

Ai09B4735 Araip.B09 4735 p3 (GGT)5 15 12441642 12441656 TGCTTTTGCTTTTGCTTTGTT TCGTCCCCAACGTTTTATGT 252

Ai09B4736 Araip.B09 4736 p2 (AG)9 18 12445228 12445245 GGTGGTGAGTCCACCAAGAT AGATGCGACTCTCTTGAGCC 205

Ai09B4740 Araip.B09 4740 p3 (ATG)5 15 12467344 12467358 GAGGTGGATCGACGAGCTAA GGTGGTGTTGTCGTGGTACA 228

Ai09B4742 Araip.B09 4742 c (T)10atgtttgttttcttaatttgattatgagctaattatattatttgatatattgctgatatttataattatagatggata(T)1098 12473302 12473399 TGACTTTCAAACCCTTATTCTTCA GAATTCCAGCCCACATGAAC 254

Ai09B4743 Araip.B09 4743 p2 (AT)7 14 12477742 12477755 AGTCAAGGTTAGTGTGCCCC ATAGAACATGACGCATGCCA 238

Ai09B4745 Araip.B09 4745 p2 (TA)6 12 12494225 12494236 TTGGACCAAACCTTTACATTTT GGCGCGTATATTTCACGTTT 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4746 Araip.B09 4746 p3 (TTC)12 36 12494424 12494459 AAACGTGAAATATACGCGCC GATGCTCTGTGCGTAAACGA 132

Ai09B4747 Araip.B09 4747 p3 (TTG)5 15 12495461 12495475 AACCCTGAACCCATAAACCC TGTTCGGTTCATTTTGCACT 158

Ai09B4752 Araip.B09 4752 p3 (ACA)5 15 12514163 12514177 CGGCCAATATTTATCAAAATAAGA TTGATTCATGTAGCCGACCC 214

Ai09B4753 Araip.B09 4753 p2 (CT)6 12 12514451 12514462 TTCACCCCTTGTCCATCTTC TGGTCATACGCGATTGGATA 179

Ai09B4756 Araip.B09 4756 p2 (TC)7 14 12525624 12525637 TCCTCTCTTCTCGCGTTCTC ACCCACCCCTTACAGAGAGG 170

Ai09B4757 Araip.B09 4757 p3 (TTG)12 36 12526987 12527022 GAGAATGGAGTGCTCCTTAAAAA TTTTCGGTACGTGCCAGTTT 133

Ai09B4758 Araip.B09 4758 p2 (TA)6 12 12527854 12527865 TGAATTAACAAAAAGTATAACACTCCA AGGGAAAATGGAGGCTAGGA 162

Ai09B4759 Araip.B09 4759 p2 (CA)6 12 12527967 12527978 CCTCCATTTTCCCTCCTCTC TCAACAAGAACAACAAGGCG 101

Ai09B4765 Araip.B09 4765 c (TGA)6ttttctgagttctgggttcttgttgttgttgttcttctgcttctagctgctt(TTG)5ttcttttgagttcagatgatgattttctgagttt(TGA)5134 12568027 12568160 TTTTTGTTTTTCTGAGTTTTGGG TCAACCAAAAGCAGAAGCTG 269

Ai09B4767 Araip.B09 4767 p2 (GA)9 18 12579763 12579780 TCTCCCAGTCGTCTCTACCG TTACCGGCATATTTTCTGGC 177

Ai09B4769 Araip.B09 4769 p3 (TGA)5 15 12590759 12590773 CTTGAGGGAGCAAGTTCAGG ATCCTCCCGATTCAGGATCT 211

Ai09B4775 Araip.B09 4775 p2 (TC)6 12 12609171 12609182 TCATCGACTCACTGCTCGTC AGTTGATGCACCTTTGGACC 251

Ai09B4778 Araip.B09 4778 p3 (TGG)5 15 12629215 12629229 GCAGAGACACGGAGAGAAGG GAAATTTGAAAACGCGAGGA 237

Ai09B4779 Araip.B09 4779 c (TA)7tcatt(TA)33 85 12639162 12639246 TTCATTGTACCCTCGCCTTT AAAAATGGGACATTAGTGATTCG 231

Ai09B4780 Araip.B09 4780 p3 (AAT)7 21 12639466 12639486 TCGAATCACTAATGTCCCATTTT TTGAACCGTGTGAGTTTGGA 268

Ai09B4784 Araip.B09 4784 p2 (AT)6 12 12646890 12646901 GTGGCTTTTTGTCCCTTTCA TTGATGGCATTGCATGAACTA 199

Ai09B4787 Araip.B09 4787 p3 (ATT)5 15 12667745 12667759 CCTTGTTGCTTCAGGGTCTT GCACGTCATGATCGTACCAG 277

Ai09B4789 Araip.B09 4789 p2 (AT)8 16 12670705 12670720 TGAGATCGTTGGTGATTGTGA AACATAATAACCAATTAAAAGGTGACA 225

Ai09B4790 Araip.B09 4790 p3 (ATT)5 15 12672431 12672445 CCTTGTTGCTTCAGGGTCTT GCACGTCATGATCGTACCAG 277

Ai09B4791 Araip.B09 4791 c (A)10tcaaatggagtcgatctattcaattttttctttaatttatctttca(T)1167 12678353 12678419 TCGCTTTCTTTTATACTCTTGTAAGG TCCGATCCTCTGTGATAGCC 218

Ai09B4794 Araip.B09 4794 p2 (TA)8 16 12682812 12682827 CCATCTCGCTTATTCGTGGT TAGTGCCCGCCATACTTTTC 269

Ai09B4796 Araip.B09 4796 p3 (ACC)5 15 12686401 12686415 AGGAACTTGAAAACGCGAGA ACTCGGAGAGAAGGAAGCCT 232

Ai09B4806 Araip.B09 4806 p3 (ACC)5 15 12701092 12701106 GAACTTGAAAACGCGAGGAA GACTCACCCTCACCATCACC 185

Ai09B4807 Araip.B09 4807 p4 (ATTT)5 20 12707491 12707510 AGAAGTTTCCCAACCCCTGT CAACGGAAACAAAGTAAAACGA 157

Ai09B4808 Araip.B09 4808 p2 (TA)9 18 12711953 12711970 TTGTCCCAACCCATCAATTT TGCTTGTCCTCAAGCAAAGA 174

Ai09B4810 Araip.B09 4810 p2 (CT)7 14 12724468 12724481 CGACTCCTCTCCCAATACCA AGGAAGGGAAAGCTGAGAGG 205

Ai09B4811 Araip.B09 4811 p2 (TC)6 12 12731149 12731160 AGATTTCAGAACGCATCGCT CAGAGAGAGGATCCCCAGGT 243

Ai09B4816 Araip.B09 4816 p2 (AT)6 12 12741600 12741611 CATGAATGATAAATTCTTCAGCG TCGTGAGGTTAATGTTCGCA 269

Ai09B4818 Araip.B09 4818 c (A)10gaaaaaaacaaaaaaaacaagaaat(A)1045 12745637 12745681 GAAGATGGCGGAGACAAGAG CTGGGGTGTTTTCTTCCTGA 203

Ai09B4819 Araip.B09 4819 c (AC)7(AT)6 26 12757250 12757275 GGTTACCTTCGCGAACTGAG CAGAGGTGGTGAGGTATTACGA 276

Ai09B4822 Araip.B09 4822 p2 (TC)6 12 12763932 12763943 TGCATCCATTCAAAGAGAGC CTAAAAGAACATTAAACCTGGGTC 148

Ai09B4826 Araip.B09 4826 p3 (TCT)5 15 12782821 12782835 TCCTCCAGATAGAGCTCCGA CCAGCTGGAACTGTGTGAGA 277

Ai09B4828 Araip.B09 4828 p4 (TTTC)7 28 12789514 12789541 TCTCCCCCTTTCTCCTCTTC CCCTTTTACCCCACCATCTT 147

Ai09B4830 Araip.B09 4830 p2 (TA)6 12 12793820 12793831 CCAATGCAAGAACTGTGCTG TTCCCTGTCCTTGTCCTTTG 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4833 Araip.B09 4833 p3 (AAT)8 24 12806892 12806915 GATCAGCCCAGAAGATCTCG TTTCAAGCCAAAAATTCATCC 231

Ai09B4834 Araip.B09 4834 p3 (TAT)6 18 12809914 12809931 GCTGAATTTATCTTCCGACTGC TGCATTATCCATTAGCACCTAGAA 270

Ai09B4836 Araip.B09 4836 p2 (AT)9 18 12812310 12812327 CCTTGCATTACCATCACACG GGGTCTTACATCCTACCCACC 276

Ai09B4838 Araip.B09 4838 p2 (TA)6 12 12837387 12837398 CGCCTTAATAGACGAGGCAG GAGGATCGAGGCTGAGAATG 268

Ai09B4840 Araip.B09 4840 p2 (TA)9 18 12851799 12851816 GGTTTATCAACCTCCCCACA TGGTTTGGCCTTAATTACACA 240

Ai09B4841 Araip.B09 4841 c (A)11gagtaaactagaaactttagattttcaagaatcacaacaatccacacac(TA)672 12861361 12861432 CCCTTTTAGCATACGATAACTTGA GGGTTGTGTGTTCTTTGGCT 266

Ai09B4842 Araip.B09 4842 p2 (AT)6 12 12870614 12870625 ATTCCTTGAGCGTTGCACTT TTGCACTTTCTATTTTGTAACACCA 192

Ai09B4845 Araip.B09 4845 p2 (AG)11 22 12891476 12891497 CTGCGTTTTGACCCAGTTTT AAAAGGGACATTGAACCTGAAA 223

Ai09B4847 Araip.B09 4847 p2 (AG)20 40 12894544 12894583 TTTTGACCCAGTTTTCAGCC AAAAGGGACATTGAACCTGAA 242

Ai09B4848 Araip.B09 4848 p2 (AT)20 40 12896722 12896761 ATGCATGCCTTCTTTATGGC GGGATCGACCTCACTCACAT 260

Ai09B4849 Araip.B09 4849 p2 (AT)8 16 12898844 12898859 CCATGCATTTTCATTCCAAA CGTGTTCCAGGTTGACACTC 227

Ai09B4856 Araip.B09 4856 p3 (CTT)5 15 12922267 12922281 TGTAACCCAATGTGGTCCCT GTTCCACCCAGCACAGAAAT 107

Ai09B4862 Araip.B09 4862 p2 (GA)6 12 12949133 12949144 AAGATGATTCGCCTCCCTTT ACACTAGTTCGCTGCCCAGT 224

Ai09B4864 Araip.B09 4864 p2 (TA)24 48 12955644 12955691 TCCCTCGCCTTTGTCATTAT TCACAATTTTCGATCCCTCTT 260

Ai09B4869 Araip.B09 4869 c (T)10atacc(A)15 30 12976131 12976160 CGATAACAATTTTAGGGTGACCA AAAAAGCGTTCCAACAAATAGA 212

Ai09B4870 Araip.B09 4870 c (T)13ccttttctttttttaataa(T)1042 12976584 12976625 TGAGTCAGGAGACATGGACA CTTTGATCCATTACCTGCGG 243

Ai09B4873 Araip.B09 4873 p2 (AT)8 16 12988556 12988571 CCAACGCGAAAGAAAAACTC TTTTTGGGATGTGTTTTGGA 279

Ai09B4875 Araip.B09 4875 p2 (TA)8 16 13004240 13004255 CACATTTAAATACGAAAATTGCCA TGAATGCACTGCGTCCTAAC 172

Ai09B4877 Araip.B09 4877 p2 (AT)7 14 13016515 13016528 TATATGAATGGCGATGAGCG CGACTGGATCCGGTGAATTT 173

Ai09B4880 Araip.B09 4880 p2 (AT)6 12 13027615 13027626 TTGAACTCACAATATGCCATAAAAG CCATGGATATGCCCTCTTGT 280

Ai09B4881 Araip.B09 4881 p2 (AT)6 12 13036542 13036553 TGTATACAGTGCCGTTTGCG CGGTAATTGGAGTTTCCACG 278

Ai09B4882 Araip.B09 4882 c (T)10cttttctttcttgtatatttttttcttttcttttttttgcactgtatg(T)1169 13041444 13041512 TTCGCCTCAAATCTTGTAGGTA TTCAATTTCAATTCTTGTCTTGTTT 279

Ai09B4883 Araip.B09 4883 p4 (AATA)8 32 13042587 13042618 GCAGTTTCTGATGTATGCACG GACGTATGCATTGATAGCCAAA 130

Ai09B4884 Araip.B09 4884 p2 (TA)6 12 13046269 13046280 AGCATCTGGAGACCCTCCTT GAAGCTAAAGCCGGTCAGAG 218

Ai09B4889 Araip.B09 4889 p4 (AAAT)5 20 13080194 13080213 TCTTGCTAGTGGGCTCCTTC CTTGAAGGCAATGTTGAGCA 260

Ai09B4891 Araip.B09 4891 p2 (GT)7 14 13098118 13098131 AAGAATCCCCGGTTCTCATT CAGATCCGGATTCTCCAAAG 180

Ai09B4892 Araip.B09 4892 p2 (TA)6 12 13098237 13098248 GGTTGACTTTGGAGAATCCG CCGCACTTGAAATGTTGAGA 199

Ai09B4895 Araip.B09 4895 p2 (TA)22 44 13113737 13113780 TTTTCCCTTGCAAATTGGAC TAACATGACACACATGGGCA 256

Ai09B4896 Araip.B09 4896 p4 (TATT)5 20 13115578 13115597 AGCAGCGAAGGGAGACATTA GTTGGTGGACGCGTATTTCT 279

Ai09B4898 Araip.B09 4898 p2 (GA)12 24 13116795 13116818 GCTCTCGCTAGGAACACCAC GGAAATAACCTCAGCCACCA 273

Ai09B4901 Araip.B09 4901 p2 (AT)9 18 13135447 13135464 TGTCAAGCCATCAATACTTAGCA AACACACCCTGTTTTCATTTCT 279

Ai09B4911 Araip.B09 4911 p2 (AG)7 14 13162929 13162942 AAATCCGGAGTGTGTTTTCG AGTCTCTGTAGCTCGCTCCG 176

Ai09B4915 Araip.B09 4915 p2 (AT)6 12 13171133 13171144 CCACCATCTTAAGAGCAAGCA TTGCAAATTGTCTTCCAAAATC 259

Ai09B4925 Araip.B09 4925 p3 (ATA)6 18 13215559 13215576 TCATAATGCAAACGAACCTGA AAGTTGCACCCACTCGTGAT 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B4939 Araip.B09 4939 c (A)12tgcaaccatctttcaaaccatttcatctgaactacacgtaaattctaagagaaaacaacacaaaat(A)1391 13244331 13244421 CAGATTTTTGCATTGCCTCA CAAATAGGACTTACCCCAAACG 259

Ai09B4943 Araip.B09 4943 c (A)10tccaacctgtcccctaacaattacttcgaaaggacaacaaggcttttgtgc(A)10gtcaatatta(T)1192 13247959 13248050 AAAAATCCAAAACAGTCCCTGA CACATCCGATCCCTGACAAT 252

Ai09B4944 Araip.B09 4944 p2 (TC)12 24 13252145 13252168 TTGGGGTGGATTCCAAATAA CCTTCTCAAAACCCATCGAA 210

Ai09B4949 Araip.B09 4949 p2 (AG)10 20 13269130 13269149 TGCTTAATTAAAACGGTACACTCC CAGTGCCATTCTCCTTCCTC 134

Ai09B4953 Araip.B09 4953 c (AG)6atagagagagaa(AG)1146 13276692 13276737 TCAAGATCAGAAGTGGGGAGA TGAGCGAACATTTTAGGCAA 261

Ai09B4954 Araip.B09 4954 p2 (TA)9 18 13281247 13281264 TGTCCTTAATATTTTTAATTTGTGTCA TGGCTCAATGACTTGACGAA 278

Ai09B4961 Araip.B09 4961 p3 (ATA)7 21 13290779 13290799 AAAAGTTGCGAACTTGCGAT CATGTCATTGTCTCATTGCC 147

Ai09B4962 Araip.B09 4962 p3 (TTG)6 18 13297879 13297896 GCAGAAGGAATCAGAGCCAC GCAACAACCAGATGCAGAAG 237

Ai09B4963 Araip.B09 4963 c (T)11ctcttttttttta(T)1741 13301318 13301358 TTACTTTGGGGCGTTTTGTC CGTTTGGTTTGAAAATTGGG 193

Ai09B4967 Araip.B09 4967 c (TA)7tgatctggcaaataaactaaagaaaattacaagaactaaaaccgtaaaataataataatactaataactaataaggaatgagtaaatat(A)16119 13308551 13308669 AAATTTCCGTTGAATCGAATTG TATGGAAGCCAGGAAACACC 229

Ai09B4970 Araip.B09 4970 p3 (ACA)5 15 13310429 13310443 CGCTTCAATGCAAACAACAT CATGTTGAAATTCGGTGCTG 226

Ai09B4974 Araip.B09 4974 c (T)10atatttattatc(ATT)537 13314782 13314818 CCCAATCATATGACGACGTG ACTCCACCCTGGATGTTCCT 211

Ai09B4975 Araip.B09 4975 p3 (ATA)5 15 13315013 13315027 ACATCCAGGGTGGAGTTGTT AAAGAGACTCCTTTGTGGCAA 182

Ai09B4980 Araip.B09 4980 p4 (TATT)7 28 13320728 13320755 TTATCACCCACTTGGCCACT GCGACAAACCCTTAAATGGA 175

Ai09B4982 Araip.B09 4982 c (A)11gaaaaagaacaggtataatctgtattctcaaacacgaatg(A)1061 13321298 13321358 TTAAACCATCCTTCCCATGC CGCTTAGTGCATTCTTACCCA 197

Ai09B4984 Araip.B09 4984 c (T)11agtcacc(A)1129 13344626 13344654 TGGACATTTCTTCTGTTAAGCATT AAGGAGTGGTAGAGCACGGA 140

Ai09B4985 Araip.B09 4985 p3 (CAT)7 21 13359472 13359492 TGAACTAGATGCTCCCCCAC TTAGTTGGTGAGGCTGGACC 225

Ai09B4988 Araip.B09 4988 p2 (TA)8 16 13362226 13362241 ATCTTTTCGCCAATTTTCCC GGGTCATATTTAATTTCCCAGC 269

Ai09B4994 Araip.B09 4994 p2 (AT)7 14 13372831 13372844 CATTGCCACCTCTAACACGA TGGAAATGCAATACAATGAGG 248

Ai09B4995 Araip.B09 4995 p2 (TA)8 16 13373573 13373588 TCCCTGGAAATACCTGCAAC ACAAAAAGAAGCCCTGACCC 272

Ai09B4999 Araip.B09 4999 p3 (ACC)5 15 13379483 13379497 AAATTCCTCCAAACCCATCC GTTATGATGGGGTACTGCGG 127

Ai09B5000 Araip.B09 5000 p2 (AT)8 16 13435130 13435145 TGCAGAAATGAAGATGGGGT AAAAATGTGGAACAGCACAATG 217

Ai09B5001 Araip.B09 5001 p2 (AT)7 14 13435880 13435893 ATCTTCCTCCAACGCACACT TAACTCGATCACCACCACCA 144

Ai09B5002 Araip.B09 5002 p2 (GA)8 16 13436041 13436056 TGGTGGTGGTGATCGAGTTA ATAACCACCCCACTCAACGA 213

Ai09B5003 Araip.B09 5003 p3 (GTG)5 15 13436180 13436194 CGTTGAGTGGGGTGGTTATC TTTTCATCCACCACCACAAA 124

Ai09B5005 Araip.B09 5005 c (CCA)5gtagtatcatcatggtcatcatcaccatcatcagaatttttttcaaaatcaaccgaaatcaaccagaagtccaagatgaacaagaac(CCA)6ttatcatcatag(TCA)7(GAA)5168 13437349 13437516 TTTCTCACTCCACCACCTCC GGTGATGGTGGGTTCTGTTT 257

Ai09B5009 Araip.B09 5009 p3 (AAT)17 51 13441140 13441190 GGAGTTGAAATCCTGCTTTG TCCTCCCATTCCTACCATTG 268

Ai09B5010 Araip.B09 5010 p4 (AATA)5 20 13446650 13446669 AAGTGTGAACGTGAAAGGGG CGATTGGATTTGTTCTCGGT 227

Ai09B5019 Araip.B09 5019 c (A)12ggaaaatagtaaacaaatatttcggcataagtcttgtagacccattctagaatgttccatgataaagttaatttgac(A)13102 13474741 13474842 CCTTTTACCGTAGGGATGGG CATTGCAATTTTCCACGGTA 257

Ai09B5020 Araip.B09 5020 p3 (AAT)5 15 13485492 13485506 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai09B5021 Araip.B09 5021 p2 (GA)6 12 13485864 13485875 GGATGTGGGAGGTATAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 262

Ai09B5022 Araip.B09 5022 p2 (TA)7 14 13487231 13487244 CGGTTGTGAATTTGCTGAGA TGGAATTACACACTTGCTAAGCC 268

Ai09B5023 Araip.B09 5023 p3 (TTC)5 15 13506859 13506873 CTCTTCTTTCTCTGCGACGG CAAAGGGGAACGATTGAAGA 110

Ai09B5024 Araip.B09 5024 p2 (AT)6 12 13507189 13507200 TCAAAGGAACGATAGTGAAGAGG CTCTCCCTTCCCCAAAACTC 159



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B5025 Araip.B09 5025 p2 (TA)6 12 13507707 13507718 TTGGCCGATTTGATCATTTT TTTCATTTTAGAATCACACACTTGC 260

Ai09B5030 Araip.B09 5030 p2 (TA)7 14 13517961 13517974 ATTCCGAAGTCGGTTCCCTA CAAAACCGAAAGATCAAAAAGC 241

Ai09B5032 Araip.B09 5032 p2 (GA)6 12 13521279 13521290 TGCTTGTCCTCAAGCAAAGA TGAAAATTTTGGTTCCCAGG 277

Ai09B5033 Araip.B09 5033 p4 (TATT)6 24 13526685 13526708 GGAAACACCAAACTTAATTTCAGA CTTCTCAAAAGTCTTGGCGG 246

Ai09B5034 Araip.B09 5034 p2 (TA)6 12 13532309 13532320 CCTTTTGCATTGAGCCTATCTT TTGGGTCTTACATTCCACCC 220

Ai09B5047 Araip.B09 5047 p3 (AAT)8 24 13573477 13573500 ATGCTCATCCCTACCACCAG TCTGTTTTGTTGGCCTGAAA 266

Ai09B5051 Araip.B09 5051 p3 (ATA)5 15 13581330 13581344 GAAATCGGATGCAGAGGAAA TGTGGCACAAGTACTGGAGAA 277

Ai09B5053 Araip.B09 5053 c (T)12cacatctcacatatatttgcacttgtttgccttttaccaatcaagtatcgtaatattaaaagaaaccc(T)1191 13590172 13590262 TTTGGAGCGAGTCCTCTTAAC TTGCAAATTTGGACACTGGT 274

Ai09B5058 Araip.B09 5058 p2 (TA)11 22 13609237 13609258 GGTTCTGGCAAAATAACCGA AATGGAACAACCCTCGTCAC 259

Ai09B5060 Araip.B09 5060 c (T)10ggcacaggggcctcgttgtcctttcgaagtaattatcaggggccgggttgag(T)1072 13620784 13620855 ATCTCGAAAGGACAACGAGG GCCCTGACAATTACCTCGAA 244

Ai09B5061 Araip.B09 5061 p3 (ATT)9 27 13626008 13626034 CTTAGCGATAAATCCCGCCT GGAGGAACCATGATAGTCGC 112

Ai09B5063 Araip.B09 5063 p3 (TCT)5 15 13628563 13628577 TCTTTTTGGTTATACGCGCC AGCAGAGGAGAACAGCGAAG 145

Ai09B5064 Araip.B09 5064 p3 (AGA)6 18 13629507 13629524 TCAGATTCAGAACACCTGCG TTTGCGCACACAAATTCTTC 189

Ai09B5066 Araip.B09 5066 p2 (CT)9 18 13632105 13632122 AATTCTGCCATTCGTCCAAG AAAAGGGCCTAGTGAAAGGC 204

Ai09B5067 Araip.B09 5067 p2 (TG)8 16 13636156 13636171 CTGAAGCACATTGCATTCCT CGTTTTGCATATCATCTTCTGG 257

Ai09B5072 Araip.B09 5072 p2 (AT)7 14 13643252 13643265 CGGCAAAACTGAGTCACTAAA TCACATCATTTATTGCGACG 194

Ai09B5073 Araip.B09 5073 c (AT)6gacaaagagacaataattttaatgt(A)1047 13643435 13643481 CGTCGCAATAAATGATGTGA TTTCGGGTTCGAATCTCACT 276

Ai09B5075 Araip.B09 5075 p2 (TC)11 22 13645986 13646007 TGCGTTTCACCAATTTATCG CGATGACAACATCCAGCAAC 278

Ai09B5077 Araip.B09 5077 c (TA)8atttttaagtgtattaatatatcgatgttttattcatttttaattgttaaaagtcactgaaacattgatataacgatatattatttaaaaactttct(TA)8129 13648787 13648915 TTTTACTCAAACTTACTTTAAGGGTTC GGCAAATAGATAATATTACGATGCTTT 274

Ai09B5078 Araip.B09 5078 c (A)10tactcaattcgattcctgaactttatttttatgggactgattaatttttgtgtcaaaaaaaataacatttattttttttgacacagagattaatcaat(A)10118 13649409 13649526 CGAAAAGCTAATGACGATTTTGA CAATTATCTCAAAAGACAACGAGA 280

Ai09B5082 Araip.B09 5082 p3 (TAA)6 18 13665753 13665770 TGGTCAAATGTTAGAGGCCA TCACCACACTACGCACAACA 279

Ai09B5084 Araip.B09 5084 p3 (TTA)17 51 13674901 13674951 TGATGAAAATTCCACCACTCA TCGCAAGGCAAATATCTTCA 259

Ai09B5086 Araip.B09 5086 p2 (AG)6 12 13680337 13680348 TCCTTTTTCTCTGTCCCTGC AACATCTCTCCCTCACCCAC 177

Ai09B5087 Araip.B09 5087 p2 (AG)8 16 13680576 13680591 AAAGAAATTTTGAAAAAGGGGG TCTTCTCTAACTTCCCAACTCCTT 156

Ai09B5094 Araip.B09 5094 p2 (TA)8 16 13697663 13697678 AAAACCAAACCCACCAAGTG ACCCGTCCCCGATGTATATT 260

Ai09B5109 Araip.B09 5109 p4 (TTAT)6 24 13744607 13744630 ATTTGAACCGCTTGCTATGG GGAGATCAAGGGTTTTCTGG 271

Ai09B5111 Araip.B09 5111 p2 (TA)15 30 13749740 13749769 TAATTTCAGAGGTGCCCCAG GATGCGAGAACTGTGCTGAA 236

Ai09B5116 Araip.B09 5116 p3 (ATT)5 15 13761217 13761231 ATTGCACCTCTTGCACCTTT TTCTGCTGCCAACAACAATC 250

Ai09B5117 Araip.B09 5117 c (T)11cacctctttatcaataagtacaacttttttgtagaaaaatac(A)1063 13787570 13787632 TGTTCCAAATACTCCAATAATACCAA CCAAAAGAAAAGATGAGGATGG 165

Ai09B5124 Araip.B09 5124 c (TC)7cccttcccctctttctcccctcccctctctttgttttcctctctctttcccatttcgctctctccccatcctctctctcttcttctcttcct(TC)8cttctcctctttctcccctttccctttctttctctttatccttctctccctctcctt(TC)9197 13816820 13817016 TTTCTCTCCCCCTCCTATCC GAAGAGAGAAAGAGGGAAGGG 247

Ai09B5125 Araip.B09 5125 p2 (CT)6 12 13817135 13817146 TCTCTCTCTCTCCCCTTCCC TCTCCAAAGCAATAGAGAGGG 268

Ai09B5126 Araip.B09 5126 c (GA)9aagaaggaaagaaa(AG)6aaagagaggtgagggagagagagaaaggagaaaaagggaagaaagagagaggaagaagaggg(GA)7120 13817392 13817511 TGAGAGAAGGCTGTGAGAGAAA ACTCATCTCTCCCATTCCCC 251

Ai09B5127 Araip.B09 5127 c (AG)6ggagagaaggaaagagagaca(AG)645 13817785 13817829 GAGAGAGGGGGAGAGCAAAG TTTCTCCACCTTCCCTTTCTT 156

Ai09B5129 Araip.B09 5129 c* (GAG)5aaagaagaaaat(GA)7gggaggaag(GA)19agggagagaaagag(GA)6(AGA)13*gaaagaagggagggagagagaaagagagaggaagg(GA)7199 13822303 13822501 AGAGAGAGGAGGGGGAGAGA CTGGTTTTATTCAAACTCCAAAA 263
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Ai09B5136 Araip.B09 5136 p2 (TC)8 16 13841074 13841089 GCCATGATCCCGTGTCTAAG AAACTGTGACACCCCTCCAG 261

Ai09B5138 Araip.B09 5138 p2 (AT)10 20 13854564 13854583 GTGAAGGATTTAGGGTGGCA ATCGGGATAAAAGTCCCCAC 278

Ai09B5141 Araip.B09 5141 p2 (TC)7 14 13860925 13860938 TCCCTTCCATTGCTTCATTC ATGGGAGAGAGGGAGAGAGG 240

Ai09B5142 Araip.B09 5142 c (TC)14ttcttctcttccttctctctctttctctctcctttcttctttt(TC)6c(CT)16116 13861056 13861171 CCCTCCTCTCTCTTTGTTTTCC GAAAGGGGAAGGGGAGAAAG 244

Ai09B5143 Araip.B09 5143 c (CT)6ttctg(TC)6cctcctctctctttctctctcccatctctctt(TC)7cttatcctctttctttccctctttctctctcttct(TC)7124 13861303 13861426 TCTTCCCTCCTCTCCCTCTC TCTTTTCTCTTCTCTCCAAAGCA 259

Ai09B5146 Araip.B09 5146 p2 (TC)8 16 13866354 13866369 GCCATGATCCCGTGTCTAAG CAGCGGTTTGTGCTTGAGTA 199

Ai09B5149 Araip.B09 5149 p2 (TA)8 16 13880205 13880220 CGCTAGGCATCTGGACTTCT TCAAGGCTGGCCAGAGAATA 210

Ai09B5151 Araip.B09 5151 c (TGA)6ggccatgatgataa(TGG)650 13906419 13906468 GCACCACCACCTTCTTCTGT CCCAACCAAAACCACCACTA 274

Ai09B5152 Araip.B09 5152 c (GGT)8tgattttggggtgaagggagaagggtatttttgtccgagggacgattttaaaacaaactgaaactttggggaccatttcgtagc(A)10118 13906578 13906695 TTTGGTTGGGCGTAGACTTC TCACAAATTCATGGAGCAGC 201

Ai09B5153 Araip.B09 5153 p2 (AT)18 36 13909186 13909221 CGAAGTTAAGGGTAGCCGAA TCTGCTGCGAAGTTGTTCAT 226

Ai09B5154 Araip.B09 5154 p2 (TA)6 12 13914019 13914030 CATGGGACCTAGCCTCAAAA TTTTCGCTGTTGCCTTTTCT 230

Ai09B5156 Araip.B09 5156 p3 (TTC)5 15 13915267 13915281 TTCTTCTTCTGACGTGGCCT TTCCAACTCCACGAACAACA 205

Ai09B5160 Araip.B09 5160 p3 (GAA)5 15 13929179 13929193 ACCCCAGATCTTTTGCTCCT TTCTTCTTCTGACGTGGCCT 254

Ai09B5161 Araip.B09 5161 p5 (TTTTA)5 25 13930131 13930155 GGAAAATGAAGGGAGCATCA GGTGGGGGCAATACTAACCT 219

Ai09B5162 Araip.B09 5162 p2 (AT)9 18 13930457 13930474 TCCTCATGAAGCACTGAAGC TGACTGTCATGCCTATTGCC 254

Ai09B5163 Araip.B09 5163 p2 (AT)38 76 13934588 13934663 ACAGGGGCATACAGAGGTTG CAATTGGAGGATTGGGATCT 252

Ai09B5165 Araip.B09 5165 p3 (AAT)17 51 13940732 13940782 GGTGAGCTTCAATCTGTTTGC AATACACGGGTAATTGAAATAGTTTAT 280

Ai09B5166 Araip.B09 5166 c (A)12(CT)6 24 13942712 13942735 ATTTATTATTATTGAAACGGATGTGA TTTTGTATTTCTTTGTTTATGCCA 263

Ai09B5167 Araip.B09 5167 c (T)11cctttttccgactcataagca(T)1042 13946576 13946617 AATTTCTTCTATCCCCAATAATAAAAA AAAAAGCTAGAATATGGCGACAA 246

Ai09B5171 Araip.B09 5171 p3 (AAT)6 18 13954837 13954854 GAAGAGTCTGGGCACCTACG AGCAATCTCCTTGCCAGAAA 192

Ai09B5173 Araip.B09 5173 p2 (TA)6 12 13955536 13955547 TCAAATCTAGGGAGTTCTGCAA AGCCGTAACAACTTCATCTGC 228

Ai09B5174 Araip.B09 5174 p2 (TA)7 14 13958166 13958179 TCAGCCTTTGGTCAGCTTTT CAGAGAGACACACCCATCCA 270

Ai09B5175 Araip.B09 5175 c (A)10gaaagatgattccacggtaaatgatgatgacaagtgataaagttgg(TA)668 13960604 13960671 AGGATTCGGCCTTTTGGTAA TTTTTCTCACTCTCTTCAACTTGC 217

Ai09B5180 Araip.B09 5180 c (T)10aattcttttatgatttggaccaatatttatgggctattattgtgatgacttagtaatattttcttgaataaccgcc(T)1399 13974056 13974154 CCTTTTTACACTGGTAACTTCTTCTTC GATGGCACATGTGGCTAAGA 162

Ai09B5181 Araip.B09 5181 p5 (ATTTT)5 25 13978467 13978491 GGAGTCATTGAGGTGGGAAA GCGCAACCAACTATTCCTGT 162

Ai09B5182 Araip.B09 5182 p5 (TGAAT)5 25 13996149 13996173 TTTGAATTAAATGGAGGGGG CAAACACAGTACTCATGGCGA 160

Ai09B5183 Araip.B09 5183 p3 (AAG)24 72 13997712 13997783 GAGGACGGAGAAGGAGGAAC CCAAGTTGGCTCAACACAAA 279

Ai09B5185 Araip.B09 5185 p2 (TC)6 12 13998367 13998378 CCGCTAACCTTTAGCCATTTT GGGATGATTGAATGTGGAGC 126

Ai09B5192 Araip.B09 5192 p2 (AG)8 16 14026274 14026289 AGCGTGGCAAAGATGAAGAT ACGCTCTTGATTGGGTGTTC 188

Ai09B5195 Araip.B09 5195 p3 (TAC)5 15 14030440 14030454 AAAAAGGGACACTTCGACCC GGTGATGATGACGGTAGAGGA 280

Ai09B5198 Araip.B09 5198 p3 (ATA)5 15 14035317 14035331 GTGTCCGTGCACTTTCTCAA GCCAAACATCAAGAGAATTAATCA 202

Ai09B5199 Araip.B09 5199 p3 (AAC)5 15 14039905 14039919 ATAATGCCAACCCGACACAT TAATGATGGTGTGCCAGGAA 259

Ai09B5200 Araip.B09 5200 p2 (CT)12 24 14042196 14042219 TTTTGAATCTATTTCGGGCA GGAGCAACACAACCTCGTTC 259

Ai09B5201 Araip.B09 5201 p5 (TAAAA)5 25 14042600 14042624 GAACCCAATTGAAAGGGAAA CACATGAAAACAACTGCACG 237
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Ai09B5202 Araip.B09 5202 p3 (ACC)5 15 14043248 14043262 AACACCACTGCCAACATCAA GTTGCGGGTTGGAATAAAGA 264

Ai09B5207 Araip.B09 5207 p2 (AT)10 20 14053694 14053713 TGTGCCACTCTGATAGCTCG TGGTTACTTTTTCCCTTGCC 252

Ai09B5208 Araip.B09 5208 p2 (AT)8 16 14054591 14054606 CAAGTCTGGCTGCTAAACCC CTACGTCGTAAGGGTGACCG 170

Ai09B5212 Araip.B09 5212 p2 (TA)6 12 14078615 14078626 CTCGACCTGCAAAGCTAAGG AGAGACACCTCGTTGAGCGT 247

Ai09B5213 Araip.B09 5213 c (ATA)5c(AT)6aaacgaaagcatagactaggtaatcgaaaataggtaaatcaaatag(TAA)5tag(TAA)12128 14080427 14080554 GCGATAATGATAAACTTGAGTGGA TGCCAAACTTCAAAGACAGAAA 254

Ai09B5214 Araip.B09 5214 p3 (TAA)8 24 14080922 14080945 TGGGACAAAATTGAAACAAAA AGGCGACGAAAGACAAAAGA 242

Ai09B5217 Araip.B09 5217 p2 (TA)9 18 14083224 14083241 TGAGCTCTTTCTGTCTGGTCC ATGCAAGTCAGGTTCGGATT 271

Ai09B5218 Araip.B09 5218 p2 (TC)8 16 14084047 14084062 GAGAGTGGCAAGGAGGTGAC GCATATCATCGAAAATCCCC 273

Ai09B5219 Araip.B09 5219 p2 (AT)6 12 14084434 14084445 TCAATCAAATTACGGGAGGC GGGTAATCCTTGTGGGGACT 264

Ai09B5220 Araip.B09 5220 p3 (CTC)5 15 14086083 14086097 CGTTCTTCTTTGTATCCCGC AGCTGGCAGGCTCACTTAAC 224

Ai09B5222 Araip.B09 5222 p3 (AAG)5 15 14093988 14094002 GAACGTAAGTTCATCATCTTCCAA TTTTCGGTGTATGTGGCTGA 236

Ai09B5223 Araip.B09 5223 c (GAG)9atggtgttggtgacgacgataaca(AAG)772 14094362 14094433 GATGATGCAGGAGAAGGAGG TCGTGCCGTTACTACACGTT 151

Ai09B5225 Araip.B09 5225 p3 (TTG)9 27 14098068 14098094 ACCGACCCTACCTAGTGGGA CACAAAAACAACCTTCAACACAA 272

Ai09B5227 Araip.B09 5227 c (T)10gtatgttcttaagataagatattttaaaagt(A)1051 14105063 14105113 TTCCATGAATCCACCTAAAATG TTTGTCACCATCATTCTTTTGC 221

Ai09B5230 Araip.B09 5230 c (T)10agcaaatgcagaatcttctttctttatgttttggttttgatttgtcttcataagtattggattgatattttattttgagtattatgaag(T)10109 14109020 14109128 TTGCTCCACTACCTCTGCTG TTGCAGGCCCAATACTTCAT 277

Ai09B5241 Araip.B09 5241 c (AG)6gctaaccatctaagtaactagctgacttggctgcttgttattagcataacagaaagactaactttatttctagactcttctataagttgcta(GT)6116 14147020 14147135 CCAAACCATGAAGGTAAAAGGA TGCCCATTAGTTTGAGGGAG 201

Ai09B5245 Araip.B09 5245 p3 (AAG)6 18 14170640 14170657 ACGCGAAGAAGAAGAAGACG ACGTGAAATACACATGCCCA 118

Ai09B5250 Araip.B09 5250 c (T)11attttaatcgaaacgatgtcatttcaagtgaag(A)1054 14194036 14194089 GGAGGCTTGAGCTAGGGTTT AGCTTGCTGACCGAATAGGA 198

Ai09B5251 Araip.B09 5251 p2 (CA)8 16 14198711 14198726 GTTTGGAAACCTTTCTTCGC TCCTTTCATTTTAATTCATGTCCA 161

Ai09B5258 Araip.B09 5258 c (ATTT)5attattctatgctttaaagacttgttacttaaaatgtttaatttattattt(CAA)586 14224029 14224114 TGTCAAATGTTAATGTCGCCC TGCATGATGTATGCCAATAACTC 245

Ai09B5259 Araip.B09 5259 p2 (AT)9 18 14224901 14224918 ACATCACCATTCTCGGTCAA TTTTGAAAAATTAACCGTCAGGA 250

Ai09B5261 Araip.B09 5261 p3 (CAA)6 18 14226448 14226465 CAACTGTTAATGTCACCCTTGG CATGATGTATGTATGCCAATAACTCA 248

Ai09B5262 Araip.B09 5262 p2 (TA)7 14 14229341 14229354 TTTGGTTCCATAATTTGCTTTG CTGACGATTTCGAAGAAGTTGA 211

Ai09B5263 Araip.B09 5263 p2 (TA)7 14 14231571 14231584 AAAGGGGTTCTTGGATTTGG CGAGCAGTTGAGTTTTCACG 209

Ai09B5266 Araip.B09 5266 c (T)10caatctcacccaaatttccaaacggaaatgtttggtaac(A)1059 14234140 14234198 ATCACATTTAGGCAGGGCAG GTTACGGCTGTTTTTGGCTG 193

Ai09B5268 Araip.B09 5268 p2 (TC)6 12 14249323 14249334 AATTGATGGCTCCGAATCTG CCTGTCTCGGGTGATGACTT 170

Ai09B5274 Araip.B09 5274 p5 (TATCT)5 25 14265454 14265478 AGACACTCCGACGCTCAAGT TTCGAATTCAAACGTCTCCC 166

Ai09B5278 Araip.B09 5278 p2 (TA)6 12 14268450 14268461 TGGTTCTTGGATTTGGTCGT AGCGTTAGCGCAGTTGAGTT 235

Ai09B5282 Araip.B09 5282 p2 (TA)7 14 14280280 14280293 AACGTCATTCCAGTGCTTTTG TGTAGCCTTTTGTCCCTTTTT 240

Ai09B5288 Araip.B09 5288 p2 (AT)8 16 14292350 14292365 TGCAAAAGTAGAACGTGCAAA TTTTCAACGGGGACAATCTC 201

Ai09B5293 Araip.B09 5293 p2 (TC)7 14 14310960 14310973 CTGCAAAAACCAAAAAGGGA CCAACGGTACCCACAACAAT 102

Ai09B5294 Araip.B09 5294 c (A)10ttatctttagaatttctcatgtgaattttttgcttttttatattgatataaaatttttg(A)1079 14311719 14311797 TTCAAGGGTTGAAATGAATTTTT TTGACAACGAATTTTAATCGGA 219

Ai09B5300 Araip.B09 5300 p3 (ATA)10 30 14330343 14330372 GCCTACATGGATTCCCTCAA AAGACGTACAAACGTTCGGC 266

Ai09B5309 Araip.B09 5309 p2 (TA)6 12 14356717 14356728 CTCACAACACTTGCTCGCAT ATGGAGCCACCAAAGACAAC 233
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Ai09B5310 Araip.B09 5310 p2 (AT)7 14 14358812 14358825 ATAGGCGTGACCACCAGAGA CCGGATCTCTGTCCAAAAGA 273

Ai09B5315 Araip.B09 5315 c (T)11atcatcatcaccg(TCT)539 14372092 14372130 AAATGGCTGAGGTGTGGTTC TGAGAAGGTAAAACAAAAAGGAAAA 273

Ai09B5316 Araip.B09 5316 p3 (AAG)5 15 14372696 14372710 TGCTACAAAATTACTTGAAAGAGGA TCAGAATAAAAATGCACCCAAA 215

Ai09B5320 Araip.B09 5320 c (T)11ctactcatccttttttatttttatcgtcatcatctttgttgtttttatc(T)1171 14385223 14385293 GCTGTCCTTGCTACGGTCAC GTTGGGTGTCAATGGCATGT 245

Ai09B5321 Araip.B09 5321 p2 (AT)9 18 14386205 14386222 CAACCCGTATACCCGATCAT AAACTAAACTCATCAAAATCCAAACA 253

Ai09B5326 Araip.B09 5326 c (TG)7aaacatgggtgtaatgcctaggattgggggctgcccaattcacttgaccaac(A)1379 14397244 14397322 CTGAGGCTGGTTGTTGGTTT ACTGAGCACAAAGAAGGGCA 267

Ai09B5327 Araip.B09 5327 p2 (GT)6 12 14398887 14398898 TGAGCAGCGATCATTAAGCA AATGAGGGCAACAAACTTGG 217

Ai09B5331 Araip.B09 5331 p3 (AAT)5 15 14405183 14405197 AAGCTATTCCATTCCCATCG CTGTCATCATCGACAAACCCT 191

Ai09B5332 Araip.B09 5332 p3 (TTA)9 27 14407129 14407155 GGACAATCTAATAATGTTAAAAGCCA CACACTGATTCGAACTATGCAA 279

Ai09B5336 Araip.B09 5336 c* (ATT)6(T)12* 28 14418266 14418293 TTTGATGCATTCTTGTCTCAATG CACATGCACACGAGTTCAAA 251

Ai09B5337 Araip.B09 5337 p3 (AAG)5 15 14421754 14421768 CAAAGGAATCTGGTTCTGCC GCGACATTCAACCGAAAGTT 254

Ai09B5338 Araip.B09 5338 p3 (GTG)6 18 14422066 14422083 AACTTTCGGTTGAATGTCGC TCCAACCAAACGAAACACAA 265

Ai09B5340 Araip.B09 5340 p4 (TATT)5 20 14422862 14422881 CGGTTCGACCTGACAGATTT GAAACGACCCCGTTTCAGTA 114

Ai09B5341 Araip.B09 5341 p3 (GGT)5 15 14423181 14423195 GTCTCCGGTCTGTCAAGCTC CTCGAAGCAAGAAGACCCAC 245

Ai09B5342 Araip.B09 5342 p2 (TA)8 16 14427613 14427628 CTTGCTTCCACCTTCCAGAC TTGTTGATTCCACGGGTTTT 273

Ai09B5343 Araip.B09 5343 c (GA)14gctcctatttctttctgtcaatccaagtgcaacctatgtgtttgattgtgaacttttatcattccttttgggtgtctatcatgcc(TAAT)6137 14428068 14428204 GCAGGTATCACTCTATTCTTATCTTCC GCATGATCCTCCAATTTAAGC 279

Ai09B5346 Araip.B09 5346 p2 (AT)8 16 14475363 14475378 TCAACCACTCAAAGGAAAAGG TGCCACTCTTGTTCCTCAAA 213

Ai09B5347 Araip.B09 5347 p2 (GA)7 14 14475761 14475774 TCAGAAGTAGGTTCCGGTGG ACCACATTTCCCAGATCCAA 233

Ai09B5351 Araip.B09 5351 p3 (AGA)5 15 14503811 14503825 AATTCATGGTTTGGTGGCAT CCATCAGCAACATGAGGAAA 183

Ai09B5359 Araip.B09 5359 p2 (AT)6 12 14518934 14518945 CGCGGTAAATATCCACATCC TCGCGGATATCTGCTCTACA 254

Ai09B5360 Araip.B09 5360 p2 (AT)6 12 14519177 14519188 ATCCGATCCGATGAAAATTG TCGCGGATATCTGCTCTACA 217

Ai09B5361 Araip.B09 5361 p2 (AT)6 12 14519420 14519431 ATCCGATCCGATGAAAATTG TCGCGGATATCTGCTCTACA 217

Ai09B5362 Araip.B09 5362 p2 (AT)6 12 14519663 14519674 ATCCGATCCGATGAAAATTG TCGCGGATATCTGCTCTACA 217

Ai09B5365 Araip.B09 5365 p3 (TTA)9 27 14521854 14521880 GCACTCTTCAAGGTCCTCCA ACCAAATTGTGCACCACAGA 175

Ai09B5368 Araip.B09 5368 p2 (TA)9 18 14534139 14534156 TTTCAAACGTGTGTGGGTGT GGGGTTACGGTTTTCTCCAT 193

Ai09B5370 Araip.B09 5370 p2 (GT)7 14 14538049 14538062 TGCTCATTTCGCACGTGTAT CATTCACACACACACCCACA 219

Ai09B5371 Araip.B09 5371 p2 (GT)7 14 14538556 14538569 CGTGTGCGTGTTTTTCATTC CACGTACGAAACAAGCGAAA 130

Ai09B5372 Araip.B09 5372 p2 (GT)7 14 14538866 14538879 GCTTCGCACGTGTGTACATT GCGCAAAATGAACGAAAAAG 204

Ai09B5373 Araip.B09 5373 p2 (GT)7 14 14540203 14540216 CTCGTTTCGCACGTGTATGT GCGAAAAATTTGCACACGTA 172

Ai09B5374 Araip.B09 5374 p2 (GT)12 24 14541554 14541577 TGGTGTGTGTTTTTGCTCGT TCACAGGTTCGAAACAAACG 261

Ai09B5376 Araip.B09 5376 p2 (GT)6 12 14542968 14542979 CGCATGTGTGTATTTTTCGC ACACACACGTGCAAAACGAT 138

Ai09B5380 Araip.B09 5380 p4 (TTAT)5 20 14558871 14558890 GGCAACAACAAATGTCACAAG CCTGGAGATGACACACATGG 187

Ai09B5384 Araip.B09 5384 p2 (TG)6 12 14570026 14570037 TCGTTTCACGCGTGTATTTT CACGTGCAAAACTAGCGAAA 245

Ai09B5387 Araip.B09 5387 p2 (AC)6 12 14576884 14576895 CGTGCAAAACGAGCATAAAA TTCATTTCGTACGTGTGCGT 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B5388 Araip.B09 5388 p2 (AC)6 12 14577044 14577055 AAAACACACGTGCGAAATGA GGACATGGCTGTTTTTCGTT 229

Ai09B5389 Araip.B09 5389 p2 (AC)8 16 14577831 14577846 AACACACACACCCAAAACGA ACACGTGTTCGTGTTTTTCG 220

Ai09B5390 Araip.B09 5390 c (GT)9ttttcgctattttcatgggtgtgtgttatttgctcgtttcgcac(GT)878 14579413 14579490 CGCTTGTATTTCGTCCGTTT CTGACACGTGCAAAACGAGT 223

Ai09B5391 Araip.B09 5391 p2 (GT)6 12 14579940 14579951 GTTTTGCTCGCGCATATTTT ACACACACGTGCGAAAAGAG 180

Ai09B5394 Araip.B09 5394 p2 (GT)6 12 14583515 14583526 CGCACGTGTCTGTGTTTTCT AAAACACATGTGCGAAACGA 221

Ai09B5396 Araip.B09 5396 c (T)10gtgttttttcgctggtttctctcgtgtgttttttttcggtcattttgcacgtgta(TG)7tttttttgtgtttatcgctcgtttcgcacgtgtgtatatttttctctcattttgcacttatgtgtgtttgtcgcttatttcgcac(GT)7178 14586523 14586700 TTTTCCACGTGTGTGTGGTT CGAAACGAGCGAAAAACAA 269

Ai09B5397 Araip.B09 5397 c (T)11gtgtttttcgctcatttcgcacgtgtgtgtggtttttgtgttttttagtcattttgcac(GT)886 14587047 14587132 TGTGTTTTTCGCTCATTTCG CAGACACGTGCGAATCAAGT 236

Ai09B5399 Araip.B09 5399 p2 (GT)6 12 14587694 14587705 TTTCACACGGGTGTGTGTTT AAAATACGGGAATGTGCCAA 258

Ai09B5400 Araip.B09 5400 c (AC)6gtgcgaaacgggtgaaaaatacccacatgcaaaacgagcgaataacacacacgtgtgaaactagcgaaaaagaaaaaa(AC)6102 14589801 14589902 AAAAACACGCATACGTGCAA GCGTATTTTTCGCTCGTTTC 248

Ai09B5402 Araip.B09 5402 c (T)11gttcatttcgcacc(TG)943 14592743 14592785 TTGTGTTTGTCGCTCGTTTC AACATGCACATGCGTGAAAT 215

Ai09B5403 Araip.B09 5403 p3 (GAA)5 15 14594391 14594405 TCACCATTAGCAACCAGCAA TGTCCGGAACCCAGTAACTC 261

Ai09B5404 Araip.B09 5404 c (ATGA)6ttgggggaagaggggaggggggtttgggtcatgcgtggatgatccgtttc(T)1084 14594668 14594751 GAGGACCTGCCGAGTTACTG GGTTCAGAGTAAACGACGCC 280

Ai09B5405 Araip.B09 5405 p2 (GT)6 12 14595319 14595330 TTTCGCACGTGTGTGTTTTT GCGGACGTACTAACCGAAAG 183

Ai09B5406 Araip.B09 5406 p2 (GT)9 18 14595700 14595717 ATCGTTTCGCATGTGTGTGT GCACGTACGAATCGAGTGAA 170

Ai09B5407 Araip.B09 5407 p2 (TG)6 12 14596447 14596458 ATGTTTTTCATCCGTTTCGC AACACACGCACACACAGACA 221

Ai09B5409 Araip.B09 5409 c (GT)10ttatttttgtttttcactcgttacgcacgtgtgtgtg(T)1067 14597290 14597356 CGCACGTCTGAGTCTGTGTT AAACATGCACAGGTGCAAAA 195

Ai09B5410 Araip.B09 5410 p2 (GT)6 12 14597750 14597761 CACACTCGTTTTCCATGTGC ACGAGCGAAAAACACACACA 257

Ai09B5412 Araip.B09 5412 p2 (TG)7 14 14598263 14598276 TTTTGCTCGTTTCGTACGTG CACAAAAACGCACACACACA 201

Ai09B5413 Araip.B09 5413 c (GT)16ttttttgtctttcgctcgtttcgcacgtgtgcgtgttttttgctcgtttcacacaagtgtgtctatgtg(T)10gtgttttttctcgttttgaacgtgtgagtttttcgctcgtttcacaa(GT)9atgtgtg(T)11194 14598462 14598655 TTTCGCATGTGTCCGTGTT GTGCAAACGAGCGAAAAAC 280

Ai09B5414 Araip.B09 5414 p2 (GT)30 60 14599400 14599459 ACGTAATGGGTGATTTTCGC ACACACGTACAAAACGAGCG 216

Ai09B5415 Araip.B09 5415 c (T)10cttttatgtgtttttcgctcgtttcgcacgtgtgtgtgatttttgcttgtttcacacatgtgtgtgtttttttggtgatcttataattttttaac(T)10115 14599615 14599729 TTTCGCTCGTTTTGTACGTG TGAAAAATGCACACACCAGC 269

Ai09B5416 Araip.B09 5416 p2 (GT)11 22 14601230 14601251 TCGCACGTTTGTGTGTTTTT CACAGTGTGAAAGGAGCGAA 229

Ai09B5417 Araip.B09 5417 p2 (GT)7 14 14601353 14601366 GTATTTTTCGCTCGTCTCGC CACACACACGTGCAAAGTGA 250

Ai09B5418 Araip.B09 5418 p2 (GT)13 26 14601928 14601953 ATTTCGCACGTGTGTGTGTT GCGAAACGAGCGAAAAATAG 259

Ai09B5419 Araip.B09 5419 p2 (TG)6 12 14602121 14602132 GTGCCTTTTTCGCTCATTTC AAAATACACCCGTGCGAAAC 189

Ai09B5420 Araip.B09 5420 c (GT)11tgttttttttgtgtttttcgcacgtgtgcgtgttttttgctcgtttcgcacgtgtgtgcatttttcgctcgttttgcaa(GT)6113 14602425 14602537 CGTTTCGCACGTGTGTCTAT ACGAGAGAAAAACACGCACA 253

Ai09B5421 Araip.B09 5421 p2 (AT)8 16 14608082 14608097 TCACAAAGGGCATTTTAGGG TTCAACTCATTGGCTCGTGA 108

Ai09B5422 Araip.B09 5422 c (AAAT)5aaaatgtctctcttgttaaacgtaagcagggaagttgagatttcc(T)1075 14608825 14608899 CAGATGCCACCTGCAAAGTA AAAGCACAAGCACCTCTTCG 258

Ai09B5423 Araip.B09 5423 p3 (TAT)9 27 14610537 14610563 TATCAACCGTTAACCGGAGC TAGGGTTCATGGAAGCAAGC 164

Ai09B5428 Araip.B09 5428 p3 (TCT)5 15 14613961 14613975 TGGCCTGAAATAATGTTGGTT GAGGAAGAAGAACGTGCAGC 265

Ai09B5429 Araip.B09 5429 c (CTT)5gctacacgttcttcttcctcttcctcttcctcttctctttctccttcttcaaccgttactgcacgttttcgctgcac(CTT)6gctacaca(TTC)6136 14614192 14614327 CGTTTCTTGCCTTTTCTTTCTC TGGAAATCGAGAATAACGAAGA 279

Ai09B5437 Araip.B09 5437 p3 (CAA)5 15 14638044 14638058 TCGATGCAACCCACTAAAGA CACTGGAATTTGTGGCATTG 126

Ai09B5438 Araip.B09 5438 p3 (AGA)5 15 14646976 14646990 GTTGATTTGGCTGCAGATGA GAGGGAAATTCAATGTCTTGC 164

Ai09B5442 Araip.B09 5442 c (TTG)5tttgtatatgactaagaaaaaacaatagagttttgatccgatttgattaagttagactaactgaatttttataaaaattgagtctatactttataatttc(T)13128 14654040 14654167 CGTTTGATTCATGTAGCCGA GAAATCCGAATCTCTCTTCCG 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B5446 Araip.B09 5446 p2 (AT)7 14 14669584 14669597 TTTTGGTCCTCTGTTCCCAC CACCCTACCACACACAGAGG 249

Ai09B5454 Araip.B09 5454 p4 (TTTG)5 20 14693207 14693226 CTGGAGGACTCATGTGCTTG TTTGTACACCAAAATCAGCCA 269

Ai09B5463 Araip.B09 5463 c (A)11tagaacagttttttttgtagtaaataaatcaattcttgataaaaaaaaatgtgttgacaaaaaaaaatc(T)1090 14738644 14738733 GCCATCAACCATCACTCAAA CGCTGATGGAGGTTCTGTCT 180

Ai09B5465 Araip.B09 5465 p3 (AAT)5 15 14748706 14748720 TGTCCTTGCCATTTTTCTTCA CCAAGGCACCTTGTTGATCT 274

Ai09B5466 Araip.B09 5466 p4 (AAAT)5 20 14749694 14749713 TTTGATCAGAGTCTCGTGCTG TCCGCAAATAAACTCTTTCTCTC 203

Ai09B5467 Araip.B09 5467 p2 (AG)6 12 14749883 14749894 TTGATCAGAGTCTCGTGCTGAT TGGTAGACACATTTTACACAGCAA 270

Ai09B5468 Araip.B09 5468 p3 (AAG)5 15 14755225 14755239 CCAAGTGAAGGATGAGTCGAA CAGCATCACCCTGAAAGTCA 191

Ai09B5472 Araip.B09 5472 p2 (TA)10 20 14775755 14775774 AATTGTGGTTTGGCATGGTT AAGCTTTTGGGATGAGATGTTT 212

Ai09B5474 Araip.B09 5474 p2 (CT)21 42 14779214 14779255 CCATTACTCCAAAAGGCCAA GCAGCGAATCAAAACCCTAA 245

Ai09B5479 Araip.B09 5479 p2 (AT)8 16 14792100 14792115 GGAAAGAACCTTGTGCCAAA TTAAATGAACTTTTTCAACCATAGC 223

Ai09B5480 Araip.B09 5480 p3 (ATG)17 51 14793761 14793811 GCCAATGACAAATCCACCAT TTTTCATGCACCTTTGGATCT 254

Ai09B5485 Araip.B09 5485 p3 (TCA)5 15 14806212 14806226 TGCACCAATCCAACAAAGAA CAATTTAAGACTAATAGGATTCTGCAC 265

Ai09B5489 Araip.B09 5489 p3 (AGA)6 18 14814976 14814993 TTGTTATCGGCATCAGCATC AAGGAATCGGAGAGAGGAGC 143

Ai09B5493 Araip.B09 5493 p2 (AG)20 40 14819662 14819701 TCCCATATCTGGCAAGCAA GGATGCTGCCGTTGTATTTT 259

Ai09B5501 Araip.B09 5501 p2 (TA)9 18 14834709 14834726 TGTCCTTTGAGTGCGTTTTG CAAGGATGAGCAAGTTCTTTGA 212

Ai09B5504 Araip.B09 5504 p2 (AT)6 12 14839706 14839717 TTTTTCCCAAATCCTATTATATGC CACAAACACAGAATAACAACTTTTG 251

Ai09B5508 Araip.B09 5508 p2 (TA)8 16 14852083 14852098 GAGAGTACATGTTTATCTTGTGCCA TGAGAGTCTCCTTCCTTTACCG 265

Ai09B5511 Araip.B09 5511 p3 (AAT)6 18 14855684 14855701 TGGTTAAATGTTTGGGCCAT CAACCGATCCGAGTAAGCAT 197

Ai09B5514 Araip.B09 5514 c (CT)7cccttcactttctctctccccttc(CT)6cctctttctcccccctctctcccttctctctctcttttccatttcttccttctctc(CT)9ccgtctctcttcctatctctctctcccttctctctctcctttcca(TC)6181 14859861 14860041 CCAGTTTTTATGGTTCAGTTTAGTTTT AGAGAGACGAGAAGGGAGAGG 280

Ai09B5516 Araip.B09 5516 p2 (CT)9 18 14860471 14860488 CCCCTTCCCTTCTTTCTCTC TTTTCCCCCTCCCTTCTCT 275

Ai09B5517 Araip.B09 5517 c (AG)6gaggag(GA)630 14860645 14860674 ATCCCTCTTCTCTCTCCCCC TCTCCTTTCCTCTTCCCCTC 238

Ai09B5518 Araip.B09 5518 p2 (AG)6 12 14860812 14860823 GGAAAAAGAGCGCAAGAGAG TCTCTCCCCTATCCCTCCTC 194

Ai09B5519 Araip.B09 5519 c (GA)9ggatgggaagagagaggaagataaga(AG)962 14860958 14861019 GGGATAAAGGGAGAAAAGGG TCTCTCTCCTTCCCCTCTCA 169

Ai09B5520 Araip.B09 5520 p2 (AG)18 36 14861247 14861282 GGGGGAGAGAAGGGAGAGA TCCTCTTCCCCTTTTTCTTTT 270

Ai09B5521 Araip.B09 5521 c (AG)6gaagaggggaaggagagagagagggagagaaga(AG)6gaagaggggaaggagagagagagggagagaaggggagagagaggagggggagagagggaaaga(AG)10140 14861419 14861558 GAAAAGAAAAAGGGGAAGAGGA CCCCCTCTCTCTCTCACTCTC 260

Ai09B5522 Araip.B09 5522 c (TA)50tgtatttttttt(TA)20152 14864561 14864712 TCGTACCGTCCCATTCTACC GGAATATTCATCATACACAGCCAA 258

Ai09B5523 Araip.B09 5523 p2 (AG)6 12 14866963 14866974 CTCACCAGCAGCAGTAGCAC GACAACGGTGAGGAACCAGT 262

Ai09B5524 Araip.B09 5524 c (T)10c(T)15 26 14875581 14875606 CCAGCCCTCCTCTTCTTCTT TGTTCTTGGTGGCGTTCATA 252

Ai09B5528 Araip.B09 5528 c (CA)6(TA)8 28 14891540 14891567 TGTTCATAAGGAGGAAAATGTTGT TCTGTCTGTTGCAAAATGTAACTCT 222

Ai09B5531 Araip.B09 5531 p2 (TA)9 18 14892369 14892386 TGAAAGTTCTAGCTTGTGGGTC TGTGTGGTGGCTTGACTTGT 256

Ai09B5533 Araip.B09 5533 p2 (TA)6 12 14895235 14895246 GGAATTGCCTTAGCTAGGGTTT GGCAATTATGGGATTCATGG 151

Ai09B5535 Araip.B09 5535 p3 (GGA)7 21 14900844 14900864 GCTGCAATAAAAGAACGACGA CCCCTATCATGCACGTTTTC 159

Ai09B5540 Araip.B09 5540 p3 (ATT)5 15 14930129 14930143 TTGGATCATTTTTAATGGATATGTCT CGGTAATAATAACTGTATGTTCCGGT 213

Ai09B5541 Araip.B09 5541 p3 (TAT)12 36 14930613 14930648 CGTTTTTGTCACGGCAGATA TTTCGATTCCGATCCTCAAC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B5542 Araip.B09 5542 c (CAC)6aaccaccaccatcaccact(AACACC)567 14930836 14930902 GTTGAGGATCGGAATCGAAA TGGTTGTGGTTGTGGTTGTT 245

Ai09B5543 Araip.B09 5543 c (A)10taaattaagaaatataaaacataacctacgttttgttgttaaaaaaatgaataaaatgcaacctgtgttttgcaaattgttcgttt(A)11107 14933467 14933573 GAAAGAGGAATGGAGGTTTGG AATTAAGAGCCTGCAAACGC 258

Ai09B5547 Araip.B09 5547 p3 (TAT)16 48 14945606 14945653 ATTGCAGTGCACCATCCTTT CCTCATTGCTCCTTCGACAT 265

Ai09B5548 Araip.B09 5548 p2 (AT)8 16 14946535 14946550 GGGTAGGCTACTCAATTCGC AAAAGAAAGATATTTCGATTGTTATTG 280

Ai09B5550 Araip.B09 5550 p5 (GATAG)5 25 14947555 14947579 CCTACCCTATCCGCACTTCA CCTACCCGCACCCTAAAACT 268

Ai09B5552 Araip.B09 5552 p2 (TA)6 12 14950699 14950710 TCGTAGGTATATTTCCACCACTCA TTTTTCCCATCGTAACCACC 255

Ai09B5556 Araip.B09 5556 p2 (TA)12 24 14962983 14963006 ACCTTATGGGGGTGAAGAGC ACTCGACCTGCGAAGCTAAA 220

Ai09B5557 Araip.B09 5557 p3 (TGT)5 15 14964527 14964541 ATGAGTATGCGTTGATGGCA CTCGTAAGATTCGCGGAAAG 273

Ai09B5558 Araip.B09 5558 p3 (CAC)5 15 14964902 14964916 CTTTCCGCGAATCTTACGAG GATTAACGAGGCTCTGGTTGT 264

Ai09B5560 Araip.B09 5560 p2 (AT)10 20 14989377 14989396 CCTAGGTCTTGGACATGGGA AAGATCGTCACAATGCAAGC 277

Ai09B5561 Araip.B09 5561 p2 (AT)17 34 14989944 14989977 TTGAGCTTTTTACACAAATCTGG TGGGTTGTTATATTTGGTAGGTGA 280

Ai09B5565 Araip.B09 5565 p2 (TA)7 14 14999405 14999418 TAACCGGCCTAACACAAAAA GCCCACAAACTCAGCCTAAA 280

Ai09B5568 Araip.B09 5568 p2 (TA)9 18 15008667 15008684 GTGTCCGTGATCTTGCCTTT TTACCGTGTACAATGAGTGTGTG 217

Ai09B5573 Araip.B09 5573 p4 (TAAA)6 24 15021868 15021891 GGTCACATGAGTGTCTCCGT TGCCATCCATTGCTAACAGA 272

Ai09B5575 Araip.B09 5575 p2 (CT)7 14 15029479 15029492 GACCAACAGCCTCGTTCATT ATGCTTGGTGTTGAGCTGTG 222

Ai09B5576 Araip.B09 5576 p2 (GA)7 14 15034653 15034666 AAGCCCGATTCTGATGATTG CCAATCGTGAAAACACATGG 211

Ai09B5579 Araip.B09 5579 c (A)10taggc(A)11 26 15039013 15039038 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 240

Ai09B5582 Araip.B09 5582 p3 (TAT)11 33 15043257 15043289 AAAATCATTTACCCCAGAATTCAA GTTAATTTTACATTCGAATTCTTTTTC 186

Ai09B5589 Araip.B09 5589 p3 (TAT)9 27 15070243 15070269 GAGCAAGATTTGTTGGCACA TGTTTGACCGACAGCAGAAG 224

Ai09B5590 Araip.B09 5590 p3 (CTC)6 18 15073286 15073303 ATATTGTGGGAACCCCATGA GACCATGCAATAACCAACCC 200

Ai09B5593 Araip.B09 5593 p2 (AT)7 14 15083193 15083206 TATGGGCTATGGGCTATGGA AACTCACATATACACACACCCG 198

Ai09B5595 Araip.B09 5595 p2 (AT)7 14 15084832 15084845 TGGTAGATGGGGAGTTGGTC CAAGGGTCATCACAGCTCAG 278

Ai09B5596 Araip.B09 5596 p2 (AT)6 12 15090692 15090703 TCTACGTGGACAAAGGACCC TCATGAATTAGGAAAAATTAGGTCAA 159

Ai09B5599 Araip.B09 5599 p2 (TC)7 14 15092289 15092302 AATTTGAAGTTTGGGAGGGG GTCCAAAGGTGAAGGGTGAA 167

Ai09B5600 Araip.B09 5600 p2 (TC)7 14 15104696 15104709 CACCAAAATCCCTCTTTCTCA GGTGAGTCCAAAGGTAAAGGG 171

Ai09B5601 Araip.B09 5601 c (A)10tccttttaaacgttt(A)1035 15104819 15104853 TTGCACCTTCCTCCTCTGTT TGAAAAACCATCACAATCATCC 251

Ai09B5605 Araip.B09 5605 c (T)14aaaaaaaaggggaaatgtttaatatataaccaaatgagtaaggaacaagcacaaaagataaacaaatatactcac(A)13102 15110394 15110495 GCATTGACATAAACTAAGGCCA TGCAAATTTATTGCCATGTGA 181

Ai09B5608 Araip.B09 5608 p2 (AT)7 14 15111976 15111989 ATGCTTCCACATGCAACTCA TTGCGTTGTGCTAAAATTCG 200

Ai09B5609 Araip.B09 5609 p2 (TA)7 14 15123026 15123039 TGGGTTGGTTGATTACCTGA GTCCTGCATTTTCAATCGGT 200

Ai09B5611 Araip.B09 5611 p3 (ATT)6 18 15126180 15126197 CTTTCGTTCGGAAAGGAGAA CAGTTTGAAACGTTTGATAAGATAAA 271

Ai09B5616 Araip.B09 5616 c (CT)16cacaaacaaaaatgttgagtcctctccaaatgttctcaaaatcatcatcaa(CTT)598 15158079 15158176 AAGGGGCAAAGTTGTAACCC TGGGAGAGTACGAGGGTTTG 267

Ai09B5617 Araip.B09 5617 p2 (CT)9 18 15159417 15159434 GAAGAGGCTGGAGAGGGAAT TGGTAAAATTGTTCACAGATCCA 193

Ai09B5620 Araip.B09 5620 c (CT)6gcttccagtgttgccgccaccaccacctaccgccacgaccaagaccaccaccgtcggcacccctctttttcctcattcaaaaccatcaccacca(TC)16138 15181544 15181681 AATCACAAACCCTCTTCCCC GGTTGACGGCCACAGATATT 264

Ai09B5621 Araip.B09 5621 c (T)10aac(A)10 23 15185334 15185356 CCTTATTGCCGTTAGACCTGA ATGTCTTTTGTGTCGCTCCA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B5625 Araip.B09 5625 p2 (AG)8 16 15201276 15201291 AATTTGAACCTAAACAAAATAGTTCAT AGCCCCTAAAGTATTCGGGA 233

Ai09B5626 Araip.B09 5626 p3 (TTA)39 117 15203036 15203152 AAGCTGCAGAATGGTTTTATTT GAGAAGTCTCTGTGAGATAACCTGTG 280

Ai09B5629 Araip.B09 5629 c (A)11gaaagaaagagcaagcagaaaaatccaataaccatttaaactaaaaggcaaagggt(A)1077 15211441 15211517 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 224

Ai09B5634 Araip.B09 5634 c (TA)7cgtgtattatcattatgaatatttatatatatattattgtttggataatacattaagg(TA)684 15232162 15232245 TGGTAACAAAAATTTTCAGCCAT TGTCAAATCGCTCTCATGTAAAA 264

Ai09B5637 Araip.B09 5637 p2 (AT)8 16 15240516 15240531 GCCTAACATGCTTCACTTGTTT TTCAGACATGCATACAAGCTATTT 278

Ai09B5640 Araip.B09 5640 p2 (AT)7 14 15256283 15256296 GCTCTTCCGGAGCCTTCTAT TCGCACACCATTCTCAAAAG 116

Ai09B5641 Araip.B09 5641 p2 (TA)11 22 15262775 15262796 GATTTTATCCTTGGCGATGC AAGTTGCATTGCCTCCAATC 133

Ai09B5642 Araip.B09 5642 p2 (AG)13 26 15267858 15267883 CAGAGTCGAAGAAGGTTCCG GTCCCTTTTCGGTTTTTGGT 278

Ai09B5645 Araip.B09 5645 p3 (TAT)5 15 15279527 15279541 CGATCCAATCCAATCCAAAC TGCGGTTTCGTCAATTAAAA 277

Ai09B5650 Araip.B09 5650 p3 (AAT)5 15 15300479 15300493 TTGCATCATGTGACAATTTTTG TCCATCCCCTCTTGAATGAA 194

Ai09B5652 Araip.B09 5652 p4 (TTTC)5 20 15312957 15312976 CCGGTGACCTAGGTTGCTAA ACCGAAAGGCAAAAAGTCCT 276

Ai09B5661 Araip.B09 5661 p3 (AAG)5 15 15332492 15332506 CCGGAGATTATCAAGACCGA GCTCCATTTTCTTGGTTGGA 214

Ai09B5662 Araip.B09 5662 c (GTG)6(GCG)6 36 15334750 15334785 GAAGTCGACAATGATGGCAG TGTGGTTAAAGTGTCCCAACA 221

Ai09B5666 Araip.B09 5666 p3 (GAA)6 18 15342907 15342924 CTCCATTTCCTTGGCGTAAG CCTTTCCCCCTTCTTTTTCA 264

Ai09B5673 Araip.B09 5673 p3 (AAT)5 15 15369171 15369185 CAACACCACCCACTTCTCCT ATGTTTTGTGCCGTTGATGA 274

Ai09B5675 Araip.B09 5675 p2 (TA)11 22 15377752 15377773 GCGAGATGCTGAAAAGTCGT TCTGTTGTGCCCTATTTTTCG 235

Ai09B5683 Araip.B09 5683 c (T)12cattttta(TTTTC)650 15391672 15391721 TGGTAGAAGACAGGATGGGAA GGCATCAAAGGCTAATTCCA 216

Ai09B5684 Araip.B09 5684 p2 (TC)6 12 15392338 15392349 GGCAGATGTGATATGAGAACCA GGCCTCCATCATTGCTTAAA 238

Ai09B5686 Araip.B09 5686 p2 (TC)21 42 15399114 15399155 CGTTGAAAATATCTGCCGGT AGCAGCAAGGGCATTGTAGT 247

Ai09B5688 Araip.B09 5688 p4 (AAAT)5 20 15403632 15403651 CTTGGTAAGCTTTTGTCGGG GGTTAAACCAACCATTCTTTGC 157

Ai09B5689 Araip.B09 5689 p2 (CA)6 12 15408025 15408036 TTGTCAAATTTCAGGGACAAAA CTTTGTGCCATGGGACTATTT 261

Ai09B5690 Araip.B09 5690 c (CT)9tcctctctctctcctttccctcttccg(CT)6tcttccctccctctctccccctcctt(TC)8tt(TC)7115 15413631 15413745 TCTCTCCCCACTCTCTCTCC GAGAGGGAAAAGGAAAATAGAGA 255

Ai09B5693 Araip.B09 5693 c (TC)7ctatcc(CT)6g(TC)747 15415117 15415163 CCCCTTTCTTTCTCTCTCCC TTTCTCCCCCTCTTTTCTCC 270

Ai09B5694 Araip.B09 5694 c (GA)6aagaggaagagaaaggggagggggagagaggacggagaggagagaaacaaaaggggaaagaggaaaaagagga(AG)8aaagaaagaggggaggaggagagcgagagaggagggagaggagagagagaaaaagga(AG)8174 15415540 15415713 GAAGGGAAGGAGAGAGAGGAA CTCCATCCAACCGCTTCTC 265

Ai09B5696 Araip.B09 5696 p2 (GA)6 12 15422140 15422151 GTGGACGGTGGTGAGAGAAT TTGGTGTGGAATGTCGAAGA 147

Ai09B5697 Araip.B09 5697 p4 (AATA)5 20 15422782 15422801 AAGTTTGCGTGTCTCTTCATTTT TCTTCAATATGAACCATTCGTCA 217

Ai09B5698 Araip.B09 5698 c (A)16cccaacccggcctctgagctttacttttatgggactgattagtccctgtgccaaaaaaagtgaatgttgtttttttttggcacaggggctaatcagtcc(A)10125 15423040 15423164 ACCTCAAAAGACAACGAGGC ATCTCGAAAGGACAACGAGG 211

Ai09B5702 Araip.B09 5702 p2 (TA)6 12 15476419 15476430 GGAAGCGGAGTAGTCCTGTG ACTCAGCCTACGAAGCCAAG 210

Ai09B5704 Araip.B09 5704 p2 (TA)6 12 15482086 15482097 ACCTGTAGCTGAAAGGGGGT TCTGTGATTGTGGGTGTGCT 188

Ai09B5705 Araip.B09 5705 p2 (TA)6 12 15483403 15483414 ACCGAGCTGCTGAAAAAGAA TTGCTTGTATTGAGGGTTGTTC 225

Ai09B5708 Araip.B09 5708 p2 (AT)10 20 15509602 15509621 TCATTAGGGGTGTCTATGTCG GTTAGGTTAGGTGGCTGCGA 263

Ai09B5712 Araip.B09 5712 p2 (TA)21 42 15519937 15519978 CAGCTCGAACTCGACTCGTT ACACTTCAAACGATGGGGAC 262

Ai09B5713 Araip.B09 5713 p3 (TCT)5 15 15520208 15520222 AGTCCCCATCGTTTGAAGTG AATCGCAACCCTTGAGTGAC 258

Ai09B5715 Araip.B09 5715 p2 (TA)12 24 15525149 15525172 GGGGACCAGATTAGTACTTTACCC CGAGCTGGCTCAAATAATAGG 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B5726 Araip.B09 5726 p3 (CAA)6 18 15557525 15557542 CAGAAGCAACCAAAGCATCA AGAAGAGAGGAACGAAGCCC 248

Ai09B5733 Araip.B09 5733 c (A)10c(A)10gtctcaataaaaaatgcaagtaatacaatttataactaaaagtccaaaactcaagggcacgggcaaatactcaactgaagtcacaacttat(A)10122 15561855 15561976 AAGCATTGATGGTATGGTTCG TCAAAATTACTGGTCCCTAACATTC 216

Ai09B5735 Araip.B09 5735 p3 (TTA)15 45 15571969 15572013 AATCATGACCATGCATCTCC AACGAAGAAAAACCACCACAA 219

Ai09B5740 Araip.B09 5740 p2 (TA)6 12 15588231 15588242 CACCTTTAATTTGAGGGAGGA TGTATCACGTCATGTCCCGT 255

Ai09B5742 Araip.B09 5742 p6 (GGTGCC)5 30 15594877 15594906 CATGTAGCGAATTTTGGGCT CAAAGAACTTACCTGGGGCA 148

Ai09B5746 Araip.B09 5746 p2 (TA)6 12 15604658 15604669 CAAATGCGATTCTCTCTCTCTTT TACGCACGACTCACAACACA 213

Ai09B5750 Araip.B09 5750 p3 (CAT)11 33 15620926 15620958 TTCTGTGTATCTCTGGCCCC AAGGTGAAGTGTCGAATGGC 247

Ai09B5751 Araip.B09 5751 p2 (AT)8 16 15624614 15624629 AGGTGCTTGACTTTACCGGA GCTTTTGTTTCGTATGAACGG 114

Ai09B5752 Araip.B09 5752 p2 (AT)6 12 15625360 15625371 AGGCTCAGAAAAAGCATCCA CGTGTCATGTAGGCATAGTGAA 276

Ai09B5756 Araip.B09 5756 p3 (ATT)5 15 15638209 15638223 AAGTTGCACACTTGCACCAC GATAAGCAGCTTGCTGGGAC 185

Ai09B5757 Araip.B09 5757 p3 (CTT)6 18 15638748 15638765 GCTGACAACACCTCCATCCT TCGTAGCAGCAGAACGAAGA 239

Ai09B5759 Araip.B09 5759 p3 (TAT)5 15 15639386 15639400 GTTCAGCGCTAGTGACCACA AGGAAAGCATGCAATATGGG 147

Ai09B5766 Araip.B09 5766 c (A)14ctcttacttaaaaaagcgtgttagaaatataatnnttatcagcttaaattt(A)1378 15655510 15655587 TGTTTAAATTTTTGGGAGAAGTGA TCCTTCAAGTTCTTGCATATTTGA 260

Ai09B5768 Araip.B09 5768 p2 (AT)10 20 15664781 15664800 TAGGGTCGATGTTCTCCTGG GAAAGAAAAATGCAGCAGCC 221

Ai09B5770 Araip.B09 5770 c (A)10tggttttctatgtcataattcttatatttatattttttttcttttgaaact(TTA)576 15690391 15690466 CAGCCAAGATTGCTGGATTT TGACGAATTTTTCACATTCACA 264

Ai09B5772 Araip.B09 5772 p3 (ATT)8 24 15703734 15703757 TTTAATTGATTGTGTCTTTATGTCTCA TTTCCACCCCAAATTTTGAT 275

Ai09B5777 Araip.B09 5777 c (T)10c(A)12 23 15709890 15709912 CTCCGTCAGCTGAATCAACA GGAACAAATTTTCATAAGTGCTTG 261

Ai09B5782 Araip.B09 5782 p3 (TCT)9 27 15726841 15726867 ACCCTAACTCACAAATGGCG CACCGCAACAGTTACCCTTT 232

Ai09B5783 Araip.B09 5783 p3 (AGA)26 78 15728484 15728561 GTCAAAAGGGTGCGAGAGAG ACCCTAACTCACAAATGGCG 219

Ai09B5784 Araip.B09 5784 p2 (AT)16 32 15743455 15743486 TTGCTTTTCTTGACCTGCAC CGTTAGTACGGTTTGCGCTT 220

Ai09B5788 Araip.B09 5788 p3 (CTT)5 15 15758103 15758117 CAGTGAACGAAAAACGCTGA TGTTTGCCGCTTCTTCTTCT 152

Ai09B5789 Araip.B09 5789 p3 (AAT)20 60 15763484 15763543 CGGTGGATATCGAACCCAAT GGTCCCACACTTTGAATAGCA 241

Ai09B5790 Araip.B09 5790 p3 (ATA)5 15 15763781 15763795 TGCTATTCAAAGTGTGGGACC TATCGACACGCTGTTTTTCG 262

Ai09B5796 Araip.B09 5796 p2 (GT)7 14 15769823 15769836 AGACAAAATCAGATTGGGCG CAGTCAATCCCGTGTTCCTT 275

Ai09B5799 Araip.B09 5799 p3 (TCT)5 15 15780960 15780974 CACGTTTTCACTGCACCTTC CGTGCAGTAACGGTTGAAGA 118

Ai09B5800 Araip.B09 5800 p3 (TTC)7 21 15781082 15781102 ACTGCACGTTTTCACTGCAC GAGAAGGCAAGAAACGAAAGAA 223

Ai09B5812 Araip.B09 5812 p4 (AAAT)5 20 15822237 15822256 CAACAATATTTTAAGAAGCCAACG TTGATCGGATCGGATTTTGT 277

Ai09B5813 Araip.B09 5813 p2 (AT)9 18 15831468 15831485 ATTCGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 206

Ai09B5818 Araip.B09 5818 p2 (AT)7 14 15861166 15861179 TATGTTGGCGCATGATTGTT CATTGTGCTCTCTCAAGATCAA 280

Ai09B5822 Araip.B09 5822 c (TC)6(TA)9 30 15871220 15871249 CACTTGCCAAAACCACACAC AATTTGCGCATACAAGAATAATTT 263

Ai09B5826 Araip.B09 5826 p2 (AT)7 14 15894921 15894934 GAAATACCTGTCTCGGGGGT GATAACGTGAGGGGCTGAGA 263

Ai09B5827 Araip.B09 5827 c (T)10cgaaaa(T)10gatttttgaaaaata(T)1051 15898096 15898146 TTTTGAAAAAGAGTTAGTGATTTTTG TCTTTCCCTTTTTCTCTCATCAA 279

Ai09B5830 Araip.B09 5830 c (T)12ggttatacccga(T)1135 15909896 15909930 ATCCTGCCACTACCACCAAG GGTTTAGTGAAGCCCATCCA 233

Ai09B5833 Araip.B09 5833 p3 (ATC)5 15 15948289 15948303 TGCTGTTTGTTTCAATGGGA ACGCAAAAAGGTGGTGAAAG 108
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Ai09B5834 Araip.B09 5834 p2 (AT)10 20 15949937 15949956 TTCCAATTTTGCTCGGTTTC CGTCCCCTATAAAGACGAGAGA 217

Ai09B5837 Araip.B09 5837 p2 (AC)7 14 15952670 15952683 CTTCCAACCAACAACGGAGT TTGAAGAAGATGGGGTTTGG 239

Ai09B5843 Araip.B09 5843 p2 (TA)8 16 15967022 15967037 CAGGTATGTCTTGGCACAGG CGGATGTATTTTTATTTTTAACGG 258

Ai09B5844 Araip.B09 5844 p3 (GAA)5 15 15976500 15976514 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai09B5845 Araip.B09 5845 p2 (AG)6 12 15980402 15980413 TTGAAAAAGAGGGAGATATTTTCG TGTGATTCCTTGTGAATCAAGTC 280

Ai09B5849 Araip.B09 5849 p2 (AG)6 12 15989383 15989394 GGGGGAATCAATAGCAACAA GTTGGGAACATTGAACCTGG 164

Ai09B5850 Araip.B09 5850 p2 (TC)6 12 16001883 16001894 TTCTTCTCCCTCCCTTCCTC TGAGAACACCAAGTAAAAAGGAAA 212

Ai09B5851 Araip.B09 5851 p2 (TA)8 16 16008228 16008243 GCTTTTCAGAATCACAACAATCT GGGTTGTGTGTTCTTTGGCT 205

Ai09B5852 Araip.B09 5852 p2 (AG)8 16 16010208 16010223 ACGTCACGTGCAGAAAACTG GTTGGGAACATTGAACCTGG 269

Ai09B5853 Araip.B09 5853 p2 (AG)10 20 16013303 16013322 GGTCCAACAACAAAGGCAGT AAAGGCAAAGATTCAACCCC 187

Ai09B5864 Araip.B09 5864 p3 (AAC)5 15 16042623 16042637 GAACCGTTCAAGAAAGCCTG ATTGATGCTGCTGCTGTGAC 227

Ai09B5865 Araip.B09 5865 p3 (TCT)6 18 16042833 16042850 GTCACAGCAGCAGCATCAAT GAGCCGGAGTCCATGAATAA 153

Ai09B5866 Araip.B09 5866 p2 (TA)8 16 16043415 16043430 CAACATTGCTTTGTGTTGGG TGAGAATATGAGGAAGCAAGAACA 247

Ai09B5867 Araip.B09 5867 p3 (ATT)6 18 16044227 16044244 GGTGGATGGGACCACATTAG TTTCCACTTTTCTTCAAGGCA 278

Ai09B5868 Araip.B09 5868 p3 (ATA)6 18 16045525 16045542 GCAAAGTTATGGTGTCTTCTCCA TGTTTATTGCTGCCTTGCTG 245

Ai09B5872 Araip.B09 5872 p2 (AT)6 12 16049264 16049275 TGCATGAAGTCATGAACGAAG AGCTGTGTTCTGTTCATTTGATG 240

Ai09B5873 Araip.B09 5873 c (A)16gaaactacatagtaaaaaggagtgaaactttaaaacat(A)1266 16049838 16049903 TCAAACACTTCAAACCACAAGC TGATGATTCTCTCATTGGCG 279

Ai09B5874 Araip.B09 5874 p2 (AG)9 18 16051033 16051050 GATTTTGGACCCCTTTGGAT TGCCACGTCACAAATCTCTC 252

Ai09B5878 Araip.B09 5878 p2 (TA)8 16 16063589 16063604 AGCTCCAAACTCGACCTGTG TGAGCATCTGCAATTTCCTG 245

Ai09B5880 Araip.B09 5880 p2 (AT)10 20 16065225 16065244 TGGCAAAATTTAAGGGTCCA CGTGAAAACGTAGGCTAATTGA 272

Ai09B5882 Araip.B09 5882 p2 (TA)9 18 16070421 16070438 CACAACATGGTCCTGACTGG GGAATAATTGCATGATGGGC 273

Ai09B5884 Araip.B09 5884 p3 (ATA)11 33 16073101 16073133 GTACGGTTTGGTTTGCGATT GGTGGGGAAAATTAAGGGAA 183

Ai09B5885 Araip.B09 5885 p3 (CAA)6 18 16074996 16075013 CATGCCGATGACAAATTCAA GCAGATGTGACAAACGCACT 269

Ai09B5887 Araip.B09 5887 p2 (AT)7 14 16076589 16076602 CTTTGTTTGGCTGCGCTATT GAAAACAGAGATAATGTAGTGTGTGTC 165

Ai09B5888 Araip.B09 5888 p4 (TATT)6 24 16077820 16077843 CGGGATCAAAGGTATTCCAA ATTGAAATGGAAACAACAGGA 175

Ai09B5893 Araip.B09 5893 p2 (AT)6 12 16083256 16083267 CTTCTAACGGGATTGCCAAA ACTTTTGGTTTCTTCGCACG 228

Ai09B5894 Araip.B09 5894 p2 (TA)7 14 16099862 16099875 GGTTTAGGTTTCGCGCATT TGCATCCCAATCAACATACG 271

Ai09B5895 Araip.B09 5895 p3 (CAT)5 15 16102566 16102580 TGCGATTTTGTTTTACCCGT GGAGGAGAAGAAAACGACAATG 273

Ai09B5896 Araip.B09 5896 c (CTC)5ctt(CTC)7tttcttttctcgtttgaattttttcgatctcttccttccctt(TCC)12117 16102683 16102799 TCATTATCGTCGTCGTCACC TGTTTGTGTTTCGCCATCAT 257

Ai09B5897 Araip.B09 5897 p5 (TTCGG)6 30 16103269 16103298 TGATTTGGTTCGGTCAGTTTT TTAATTCGGTTCGGTTTTCG 278

Ai09B5900 Araip.B09 5900 c (A)10ttagtagtcactttccgttcaaatgtaacttaaaaaaatagcttaaggaactcatgtaactaatat(A)1187 16112351 16112437 TATCCTGGTCCCATCGTTTT CCTATATCTTAGGAACTAAAATCGCA 198

Ai09B5901 Araip.B09 5901 c (T)10ctttt(TTC)5tctttttccttcacaggagtagaaacactctccttctctta(T)1081 16112607 16112687 CGATAAAAGTGGAGACAAAGATGA TTTTGGACTAAATTACCATAACAAAAA 155

Ai09B5906 Araip.B09 5906 c (TA)6tcccttctacttaaaacagattgaacaagaaattatttgtcaaaccttattttctcc(T)1079 16129704 16129782 CACACAACAACAGAAGGTCACA GACACGATTAGATCGCTTTCTTT 264

Ai09B5907 Araip.B09 5907 p3 (AAT)9 27 16131015 16131041 ATTCTGACACCCCCTTCCTT TGGGAATTTGGGTTTGGTTA 228
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Ai09B5910 Araip.B09 5910 p3 (ATT)6 18 16135634 16135651 CCAAGAACAACACAACAACAGA CTCTCGGGTATCAACTTCACG 269

Ai09B5911 Araip.B09 5911 c (TTG)5aacactgctcggactcatagtcagtgacagagattggaaattgcactcacc(ATT)6actactattttgatttgcctccgctgaagatgaagatgagcaacaagtttgtgccaaccatgatgacttgtaaaccccgttgccggctatgagagc(ATG)7201 16136174 16136374 GGTTCATTCCACTCACCACC TGATAGCAGAAGCAACCACAA 257

Ai09B5914 Araip.B09 5914 p2 (TA)8 16 16149435 16149450 GCAGGATTTGAATGCTCCTC GACCAGCCATAGTTTGTTTCG 280

Ai09B5916 Araip.B09 5916 p2 (TA)6 12 16154376 16154387 GCCCCCACTCTGATTTGATA TGAGTGACGGCTGAGATTTG 162

Ai09B5920 Araip.B09 5920 p3 (ATT)7 21 16174340 16174360 GAGAAATAGGAGCTATGGTGCC GGATGAAAACACCCATGTCC 124

Ai09B5924 Araip.B09 5924 p2 (TA)6 12 16182185 16182196 TTGATACATGGTTGGGCTTG CTGGTCGCTTGTTGATCTGA 232

Ai09B5926 Araip.B09 5926 p3 (CGA)5 15 16202372 16202386 GGCTAACGAATCCAGGTGAA TAATGAATACCCCCATCCCC 190

Ai09B5927 Araip.B09 5927 p2 (TA)8 16 16208299 16208314 GGATTCATCAATTTCCCCAC GAATTGCTTCTTTGCTTCGC 197

Ai09B5928 Araip.B09 5928 p2 (TA)11 22 16208694 16208715 CACTCGGTGTCTAAGGGTCAA GAATTGCTTCTTTGCTTCGC 272

Ai09B5929 Araip.B09 5929 p2 (TA)10 20 16210122 16210141 CCATGCGAAAGATGCAATAA AACCGAAGGTGGAGGAACTT 272

Ai09B5930 Araip.B09 5930 p2 (AG)7 14 16211594 16211607 CTTGTGTTAGCCACTGCGAG CTACAACCCCTCAACCCCTT 192

Ai09B5931 Araip.B09 5931 c (T)10gttataatttcagagaaattatatttgtattattctttagtatatcactcgtgtaagccttttctattacatataaga(T)1098 16219796 16219893 GAGGGGAGATGGGAATCAAT TTTGGACGAAAAATTTGTATGC 276

Ai09B5934 Araip.B09 5934 p4 (TCTT)5 20 16236879 16236898 TAGTAGTTTTTGGGCCGTGG CATACACGCACACAACTCCA 264

Ai09B5935 Araip.B09 5935 p2 (TA)11 22 16238865 16238886 TCCTGTACCTCGACCACCTC GCCAAAATTGTGGGTGAAAT 197

Ai09B5946 Araip.B09 5946 c (AT)6(AG)8aaagaaactattagtagtgtataaaagagaagataattttattgttgtaa(AG)690 16288804 16288893 GCTTGTAGCATTCGAGACCC CACACAATTACAAATACTCCCCTTT 272

Ai09B5947 Araip.B09 5947 c (CT)6attttcgaaaatatcttcccctttttttaaaaatttcttttaattaactaattattttatttttattttgaattttcg(A)13103 16293600 16293702 CCAACTTCCTAACTTTTTATCTTTTCA GATGAGAGAGGGGAACTTTCG 279

Ai09B5948 Araip.B09 5948 p2 (CT)6 12 16293845 16293856 TCGAAAGTTCCCCTCTCTCA GAATGCCTTTTTCTCTGTCCC 229

Ai09B5949 Araip.B09 5949 p3 (TTC)5 15 16294516 16294530 CTTCTTGGCCGAAACACTTC CGGTCTTAGGTGCCATCAAT 161

Ai09B5951 Araip.B09 5951 c (T)10ataattgaggaagtaaaataatgtaatttttaaccttttaacattttttctca(T)1174 16302269 16302342 TGCAGTATTACACAATGCCCTC CGCTGGATTAATGTGGTGTG 260

Ai09B5953 Araip.B09 5953 p4 (AAAT)7 28 16306222 16306249 ATGAACAACCACTGCCACAA TGCTTCCCAATCTCTCGTTT 142

Ai09B5955 Araip.B09 5955 p3 (TCC)8 24 16309444 16309467 GCAGGAGAGTAGCAAATCGG TTCACCCCATCAAAACCAAT 231

Ai09B5957 Araip.B09 5957 p3 (TTA)7 21 16315814 16315834 TGGAAATGGGTGTCATTGAA CGGAGCTTCTCAAGATGGAC 169

Ai09B5958 Araip.B09 5958 c (A)11cagaaattatatatatttaatttgtattagaaaaaaatattcttttaattgttttataaaaaga(T)1085 16316458 16316542 TCATTGTCTGTTCGTCCTGG AAGCATTTAATTTCCATATATAGGTGT 247

Ai09B5959 Araip.B09 5959 c (TATT)5tatattattacaaatatatttttgataattttattcaattagaatataaagttatcac(A)1391 16318965 16319055 TTCATGAATCCAATAAAAACATCA AGCCTTCTTTGTCAACTTATTATTATC 268

Ai09B5973 Araip.B09 5973 p3 (AAG)5 15 16345111 16345125 AAGTGCCACTCATCCCAAAC ATTTCTCCTCCGTCGGTCTT 193

Ai09B5979 Araip.B09 5979 p2 (TA)13 26 16357330 16357355 CTTCGAATTACCTGACCCGA TCGGTACAAAAACGCTTCG 271

Ai09B5981 Araip.B09 5981 c (AT)11tcaaaagagcattagatgccaattttgatgtattttttttaagcattattagaaaat(A)1089 16358547 16358635 CCAAAAGATCAAATACGAGAAACA TTTGTGTAAAATCACCAATTCTAAAAA 183

Ai09B5983 Araip.B09 5983 p2 (AT)6 12 16359242 16359253 CCTTATGCAGCGATAGGGAC TTAAAAAGGGTGTGGTTCGG 180

Ai09B5987 Araip.B09 5987 p2 (CT)8 16 16365700 16365715 TCTTCCTCTCTCTGGCCGTA GAGGGAAGGAAAGAACAGGG 212

Ai09B5991 Araip.B09 5991 p2 (TA)7 14 16372943 16372956 TTTTGGGGGTGAAGTGCTAC AGCGTTGCGCTTTTATTTTC 196

Ai09B5997 Araip.B09 5997 p3 (TTA)5 15 16388448 16388462 CTTCGAGTTATGGCGGTGAT GCCACCTCCTCCTTCTTCAT 280

Ai09B5998 Araip.B09 5998 p3 (TTG)6 18 16388594 16388611 TTGGAGTTTGGGGTGCTACT ATTACCGGGACGAACAGACA 173

Ai09B6000 Araip.B09 6000 c (A)10g(A)10gaaagagttgtacaatcaacattagcataagctaaagtatacatagatcaaaggaatttaagtggaaaaaatatataaatatatattt(A)12121 16389343 16389463 TCCCGTTACTGTTGACAAACC AAAAGGTTGCCCAAAATGC 275

Ai09B6002 Araip.B09 6002 c (CT)6caatgttctaatatttttccaaccactgccaccaccaccactaacccatc(CT)674 16393386 16393459 CTATCATCTCCTCCCCTCCC TGATGGTGAAGCCCTTTTTC 255
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Ai09B6003 Araip.B09 6003 p3 (CTA)5 15 16393802 16393816 GCCCCTCCTCCTAGTGTACC CCTGCTGCATAACAAAAGCA 166

Ai09B6006 Araip.B09 6006 p3 (AAT)9 27 16404659 16404685 ACATAAAGCTGGGTCATGGG GGTCCTAATTGCAAAAACTTGG 279

Ai09B6007 Araip.B09 6007 p3 (AAT)6 18 16405074 16405091 GGAACCCAATTGAAAAAGAAAA ACTCTGTGGGGTCTGCATTT 216

Ai09B6009 Araip.B09 6009 c (AAT)11c(ATG)7 55 16406425 16406479 GGGTCCAGCTTACACTGTGG AGCTCAAGCCAAGGAACTGA 225

Ai09B6010 Araip.B09 6010 p3 (GCT)7 21 16406751 16406771 GGTCCTGACATCCTTGGAGA AGCAACAACTGGCTTCACCT 259

Ai09B6012 Araip.B09 6012 c (TGC)5tgattctgcagctgacctgccgccgaagcagaaccgccgaaattcatttggccgccgtacaacccagcctgctgccgcataacgccaa(GCT)6121 16409507 16409627 AAGACTCGACCCTCCCAACT ACCATGAACCCTATGTCCCA 234

Ai09B6016 Araip.B09 6016 c (T)10atgataaataaattcgatctgaacaaaatattgtatgaa(T)1059 16413290 16413348 GAGGATCCAAATCCTTCTTTTT CAACCTGTATTAGATCACCTTTTCA 279

Ai09B6020 Araip.B09 6020 p2 (TC)10 20 16432132 16432151 GTCCTGGAAACACTTTGGGA ACCCAGAGAGGCACAGAGAA 200

Ai09B6029 Araip.B09 6029 p3 (TTC)5 15 16469105 16469119 AACCCTAACTCCCATCCCAC TTGCCTTCCCTTTCCTCTTT 270

Ai09B6034 Araip.B09 6034 p2 (TA)7 14 16506166 16506179 TCTCAAAGCCATCTGCTATCC CCCCTTCTCTTAGCCACTGA 213

Ai09B6035 Araip.B09 6035 p2 (GA)6 12 16509242 16509253 GGGTTGGAGGTGATGAGAAA CCCATTTGGATAATAACCGC 228

Ai09B6037 Araip.B09 6037 p2 (TA)8 16 16512360 16512375 CGAGATACGGAAAGTAAGGCTG TAACGTCTCCACACGCTGAG 277

Ai09B6038 Araip.B09 6038 p3 (CTT)5 15 16516743 16516757 ACCATCCGCAACATTTTTGT CCTCTTCCTTTCCTCCGAGT 243

Ai09B6040 Araip.B09 6040 p2 (TC)6 12 16526103 16526114 TCTCAAAACCCAAAAATATCCG GGCGACACCACTGGAATAGT 263

Ai09B6041 Araip.B09 6041 c (T)10cgt(A)10gataaaaataattagttaaaaaaaacagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)8104 16536905 16537008 TTCATTTCCACTTATGTCCATGAT TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai09B6043 Araip.B09 6043 p3 (AAT)5 15 16546836 16546850 TGTGCGAACTTGCACTATCC TGAAAATTCCACCACTCATCA 240

Ai09B6044 Araip.B09 6044 p2 (TA)6 12 16550276 16550287 AAGAGGTTCCATCCCCATTC AAAGTAACCCACGACCTCCC 112

Ai09B6045 Araip.B09 6045 p2 (AC)11 22 16555619 16555640 GACCCTGACGACCACAAAGT AGGTTGAGTTCGGAGCTTGA 231

Ai09B6047 Araip.B09 6047 p2 (TC)14 28 16573005 16573032 ATGAAGAATTGTGGCCCTGA TTTCTGAGTCCGAGCCATCT 279

Ai09B6049 Araip.B09 6049 p2 (TA)8 16 16576443 16576458 CTGCCTTTGACTCATGTGGA TATTCATCGCACTTGTTCCG 230

Ai09B6050 Araip.B09 6050 c (GA)6aggagagtcgtgccactggagagaatcaccattgaaaatgaggatgaggaaggagaatcaccgtcg(GAGAGT)5108 16587851 16587958 GAGAGCGAAGGAGAATCGTG ACATGCACACCACTTTCAGC 276

Ai09B6055 Araip.B09 6055 p2 (TA)7 14 16602607 16602620 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 194

Ai09B6057 Araip.B09 6057 p2 (AT)14 28 16614373 16614400 GAGGCTCTTGTTGAGGAGCA TTCAAGGTGACTATTCCCGC 133

Ai09B6058 Araip.B09 6058 p3 (CAA)6 18 16617794 16617811 GATCATTCCCACTTAGCCGA TCTCTGGACAGTTGGAGGCT 280

Ai09B6061 Araip.B09 6061 p2 (TG)22 44 16627072 16627115 TGACCATTTGGGAAGATGCT CATTTCTTTGTGGTGCTGAAAA 279

Ai09B6062 Araip.B09 6062 c (CT)14ataacta(TC)10cctctataactatcttgctgaaattcttttatcctaata(T)10104 16627953 16628056 TCTCGAGTTTCGATCAACCC AATGGTGGCTTGCTATACCG 271

Ai09B6071 Araip.B09 6071 p4 (AATA)6 24 16652827 16652850 TAAATGTGATTTCCCCCGAA TGCTAGAGGATGGGAATGATCT 213

Ai09B6075 Araip.B09 6075 p2 (AG)20 40 16665585 16665624 AATGGTGGCTTGCTATACCG TCAAAATTTGCACCTCCCTC 152

Ai09B6076 Araip.B09 6076 p2 (AC)72 144 16666782 16666925 CATGGTAAAAATTATCACATACACAA TGGTCTTGATGGATAAGCAGG 243

Ai09B6082 Araip.B09 6082 c (A)10(T)11 21 16685676 16685696 TTTAATTGAATCCATGCACCA CGAGGGGTATTTGTTAAAACTTTC 264

Ai09B6083 Araip.B09 6083 p2 (AG)7 14 16691196 16691209 AAAGAACAAGCTGTGACATGGA TAAAGTGTGGGAATGCACCC 245

Ai09B6084 Araip.B09 6084 p2 (TA)10 20 16692077 16692096 GAATGTCATGCAATGCAACC CAAAATCCAGTGAGGGTTCAA 280

Ai09B6085 Araip.B09 6085 p2 (AG)8 16 16693047 16693062 ATAGCCCAGCTGCAAGAAGA AGCTTCCCTCCTCTCCTCAG 103

Ai09B6086 Araip.B09 6086 p2 (GA)6 12 16693507 16693518 GAGACCAAGAGAGAGGCGTG GTTCCAATGGCCACAGAACT 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B6088 Araip.B09 6088 p2 (AG)6 12 16701588 16701599 CAAAGAACAATCTGTGACATGGA TAAAGTGTGGGAATGCACCC 244

Ai09B6091 Araip.B09 6091 p2 (TA)6 12 16713188 16713199 CACTCTTTGAGGCAAGGGAC TCACACCCTCATCAATCAACA 278

Ai09B6093 Araip.B09 6093 c (A)11g(A)13 25 16718752 16718776 TAGATGCTCCGTTTTGCTGA ATGCAGTGTTCCGACAACAA 168

Ai09B6097 Araip.B09 6097 p3 (CAC)5 15 16729292 16729306 CCACCACCCTTCTTTTCCTT CATTGTTGTTGCTGCTGCTT 131

Ai09B6102 Araip.B09 6102 p5 (AGAAA)5 25 16736455 16736479 AACTGTCCGCGTCTAAATCG TGCAGGAATTGTTGTGGTGT 278

Ai09B6103 Araip.B09 6103 p3 (GTG)5 15 16739044 16739058 AACATTTGTCACGGAGGAGG TCCCCACTAACCACTCCATC 165

Ai09B6105 Araip.B09 6105 p3 (AAT)6 18 16742613 16742630 TATCAGTGTGCTGGGATTGG CAACCAGAACGTCTTCATCG 246

Ai09B6111 Araip.B09 6111 c (T)10(A)10 20 16756015 16756034 AAATTACGCGTATGTCACACTAAA TTTTTGTGTTAATGTTGTCTTGTTATG 258

Ai09B6113 Araip.B09 6113 p2 (TA)6 12 16767166 16767177 ATCCGGGCTTTTCTTTAGGA GAAAATAATGATAATCTCATAACACCG 273

Ai09B6114 Araip.B09 6114 p2 (TA)11 22 16769515 16769536 TGGTGGATGTCTCACAATGG AGGAACGAGAGACTACGGCA 271

Ai09B6115 Araip.B09 6115 p3 (GAA)5 15 16781157 16781171 TTTTTCGTCCGAAATCTTTTT AAGCCGAGCCAGAGGTAGAT 230

Ai09B6116 Araip.B09 6116 p2 (AT)7 14 16785836 16785849 TTTGACCCCACTATGATTGAA TGCGCTTGAATCTTTTGGAT 273

Ai09B6118 Araip.B09 6118 p3 (TCT)5 15 16791799 16791813 GTGGTCTCAATCCAGGCACT ATCTGAGGATGGGACTGCTG 279

Ai09B6122 Araip.B09 6122 c (A)10cgtccaagaaaaaacatgttgacatatggagaactg(T)1157 16806135 16806191 TCCGAGCGTATTCGATTTTC CGTCAGTCAGAGCTTCCCTC 229

Ai09B6124 Araip.B09 6124 p3 (ATG)15 45 16809838 16809882 GTTTCTAAGTGGCGCAAACC CACCACCACCACTACCTCCT 173

Ai09B6125 Araip.B09 6125 c (TCT)11tcgcgt(TCC)657 16810619 16810675 CTTCCAAGCAATTTTGGCAT AGGAACGCGAAAAAGAATGA 197

Ai09B6127 Araip.B09 6127 c (GAG)6(GAA)5 33 16815841 16815873 CTCCCGTCTTCTTCATTTGC GTGTAACCCAATGTGGTCCC 168

Ai09B6128 Araip.B09 6128 c (T)10gtat(TTC)5 29 16817726 16817754 GCTTTGTTGAAGTTTGCTGTG AAAAGGTATTGTTGGTGACAATGA 269

Ai09B6129 Araip.B09 6129 p3 (AAG)7 21 16818651 16818671 GTATGGTGGTGGTGACGATG CTCGCTACACATCCAAGCAA 168

Ai09B6130 Araip.B09 6130 p2 (CT)6 12 16819044 16819055 CTTGCAAGCACAATGCTGAT AGAGGGAAGGGGAGAGAGTG 278

Ai09B6133 Araip.B09 6133 p2 (AT)7 14 16827087 16827100 CAAGAGGCAATCTAGCTTAACCA AGTGCGACAAATTGGAATGA 254

Ai09B6134 Araip.B09 6134 p2 (AG)15 30 16828125 16828154 TCAATGATGTTTTTAATGGTGTGA TGTTCTTGCAAGTGTGGCAT 161

Ai09B6137 Araip.B09 6137 c (A)11ggcttaattactctgttaatctctataatttcgtgaaattttcaattaggtctctatactttttttctttttaattgggtccctgtatcaa(T)10112 16861026 16861137 TTTTCCTCTTTTGAGGTTCACTC GCTAGGTCCCTGTACCAATTTTT 260

Ai09B6140 Araip.B09 6140 c (A)10gaattttaatataagataaataaataaatatag(TA)961 16861935 16861995 ATTGCACGTTCACACCTTCA GCTCCTCGTACTTTCCCTTTT 275

Ai09B6148 Araip.B09 6148 p3 (AAT)6 18 16870362 16870379 TGTCCTCTCAGCATTGTTGG TTCTGATGATGGATGGGGTT 248

Ai09B6150 Araip.B09 6150 p2 (AG)7 14 16872179 16872192 GAGAATGAGAAAAAGAAAGAGAAAGA TCTCCAAAATTAATAAACCTCCTCC 258

Ai09B6151 Araip.B09 6151 p6 (ATTTTA)5 30 16872352 16872381 GGAGGAGGTTTATTAATTTTGGAGA CATGGCATTCTCTAATCGCA 201

Ai09B6154 Araip.B09 6154 p3 (AAT)6 18 16875015 16875032 TCATGTTGCTTAAGGTTTCGG TTTCTGTTGCTAGACAAGGACAAC 216

Ai09B6160 Araip.B09 6160 p4 (ATCT)6 24 16888918 16888941 TGCCTTCCCATATTTAGCACA TGCGAGTTTTATCTTTGTAAATGAA 279

Ai09B6161 Araip.B09 6161 p2 (TC)7 14 16894043 16894056 TGGGCTTTCATTACTGTCCC ATGGAGAAGGGTACGCTGTG 221

Ai09B6162 Araip.B09 6162 p3 (GAA)6 18 16895218 16895235 TTCCATGTGTTGCAGGAGAG GCATCATCATCGTCGTCATC 155

Ai09B6168 Araip.B09 6168 p3 (TAA)5 15 16903581 16903595 CGACCGGAAAATAAACTGGA TTCATTTCCTTTTACATGCCA 180

Ai09B6170 Araip.B09 6170 p3 (ATC)5 15 16908467 16908481 CTGCGATCTCATGGCATCTA CGATTATGATGGCCGGTACT 244

Ai09B6173 Araip.B09 6173 c (T)10atttttattcttgttaaaagagtaaaacaagaagaaatttgagaagataaaatat(A)10gataaataagaaaaaaaaagaaa(ATG)6116 16913338 16913453 TCCTCTTTCAAGTAATTTTGTACCATT TGTGGGAGTTTGTTAAAATGTCA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B6174 Araip.B09 6174 p2 (TG)7 14 16916481 16916494 TCTCTCTCCCTTTGTCGCTC CATCTCACGACATTGGATGC 150

Ai09B6176 Araip.B09 6176 c (A)10gaaaagaagaaaagaaattttaataaaaaaaagaaggaggaagaggaggaagaggaggaggagatggtgttggtgacgatgataacg(A)10107 16917506 16917612 AACAACGAGATAACTGATGATGGA TGCTGCACGTTTTTCTTCTTT 164

Ai09B6177 Araip.B09 6177 c (CT)6t(TC)6atatgtccataaacgcttgtcccttctataattgc(T)1070 16918043 16918112 CTTCATGTCCCGGAACTGTC GCAAGCGATGGCATGTAATA 164

Ai09B6183 Araip.B09 6183 p2 (TA)11 22 16931307 16931328 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 277

Ai09B6190 Araip.B09 6190 p2 (TA)8 16 16946006 16946021 TTGTGAATTTACTTCTCATGATCCA CCATTGGGATAGACAGGTGA 274

Ai09B6196 Araip.B09 6196 p3 (GCT)5 15 16951704 16951718 ATGAGGGTTAGCCATTGCAG CCATTTACAGGCCGAGACAT 238

Ai09B6197 Araip.B09 6197 p3 (AAC)6 18 16953818 16953835 AGTCTACCTGCTTGCTCCCA TACTGCCAGGTTGGTTTTCC 262

Ai09B6199 Araip.B09 6199 p2 (GA)6 12 16958257 16958268 CATTCTCTCTTCACAGCCCC CTTTTCGAGTTTCCGACTGC 212

Ai09B6200 Araip.B09 6200 c (T)11cttttcttcttcctttttttc(T)1143 16959546 16959588 GGTGCTGTTTCTTCTTCTTGTCA AATGACAATGATGGTGGCAG 154

Ai09B6204 Araip.B09 6204 p2 (TC)11 22 16965508 16965529 TCGAAAACCAACTAACAACTTTTTC TTCGAACACAGAGAGAGGGG 263

Ai09B6206 Araip.B09 6206 p2 (AG)6 12 16982330 16982341 GTTGGAGCTCTTGAACCGAG GGGCTAGGAATCCTTCTTGG 186

Ai09B6212 Araip.B09 6212 p2 (AT)8 16 17015226 17015241 TTTGCAACTCCTTACACACCA AAATTTGGATAAAATCCTAAGCGA 237

Ai09B6213 Araip.B09 6213 p2 (TA)8 16 17016140 17016155 TCGCAGGTCAAAAGAAACTCT ATCTAAATTGTTCTTGGTCATAAGATT 263

Ai09B6218 Araip.B09 6218 p4 (ACAT)7 28 17048043 17048070 TTGCATGGGAAGAGGGTAAC CCTAGCTAGTGATGAGAATGGCA 222

Ai09B6219 Araip.B09 6219 p4 (TTAT)5 20 17048596 17048615 ATCGATCCAATCCAATCCAA CAACAATGACATAACAAGTTTCAACA 255

Ai09B6220 Araip.B09 6220 p2 (TA)7 14 17051765 17051778 TGTTTTTCAGATGCAGGTCG TCTCAAAACAAAAAGCGCAA 257

Ai09B6221 Araip.B09 6221 c (CTA)18(TTA)5 69 17051986 17052054 TTGCGCTTTTTGTTTTGAGA CGTTTTGTGTAACACCCTACCA 204

Ai09B6222 Araip.B09 6222 p2 (TC)8 16 17067627 17067642 ACAAACCCCGTAAGTTTCCC GTTTTGAACCGTCGCAATTT 204

Ai09B6234 Araip.B09 6234 p3 (CTC)9 27 17088905 17088931 GAGATGGCGAAGAAGAATGC AAGAAATCACAATGGGCTGG 166

Ai09B6235 Araip.B09 6235 p2 (AT)9 18 17096468 17096485 CTTATCATTGGGGCAGGGTA ATGCCACGTGTCAGGTCAGT 267

Ai09B6241 Araip.B09 6241 c (A)12tcaatagcaatctaatggtagcatgccttgtcacagccttcgtggctcactaaatttcaataagacaaattaatt(A)1198 17105967 17106064 TGCGGCAACAAATTTCAATA TTTTAGTGAGCCACGAAGGC 186

Ai09B6242 Araip.B09 6242 p2 (CT)11 22 17106380 17106401 AACCGGTTAACCAAAACCAA GAGAGAGAGAAGGAAAAGAGTGTG 137

Ai09B6243 Araip.B09 6243 p2 (TC)6 12 17106697 17106708 TCTCCCTCTCTCCCCTCC GAGAGAAAGAGAAAAGCGGG 171

Ai09B6244 Araip.B09 6244 p2 (TC)6 12 17106845 17106856 CCTCTCTCCCCATGCTCTATC GAGGGGGAGAAAGAGGGTAA 136

Ai09B6245 Araip.B09 6245 c (CT)7cccatatctctctcatttctcctctctttccccttctctctctttatcccctctccctc(CT)7ttctcccctctcctctgtttctctctccttttttctt(TC)23170 17106966 17107135 TCCCTCTCTCCCCTCCTCTA GAAAGAAAGAAAGAAGGAAAGGAA 238

Ai09B6246 Araip.B09 6246 p2 (AG)8 16 17107348 17107363 TTCTCCTCTTCTCTCCAAAACG TCCCTCTCTCCTTCCCTCTC 249

Ai09B6249 Araip.B09 6249 p2 (GA)20 40 17117534 17117573 AGTTGGCAACAACTTGGGAG CCTTTGCACTAGCTTGCTGA 186

Ai09B6250 Araip.B09 6250 p2 (AG)15 30 17119385 17119414 GAGTAGGCAGCAGTCCTTGG TCTCCCACAAGCCTCCTTTA 260

Ai09B6251 Araip.B09 6251 c (AC)7(TC)7 28 17124425 17124452 TTGCTGAATTGGATTTTGTCC AACACCTTCATCTGCCAAGG 277

Ai09B6253 Araip.B09 6253 c (GAA)17(GAT)16(GAA)6117 17133876 17133992 TGGTTAAACCCAACACAGCA TGTAACCCAATGTGGTCCCT 224

Ai09B6254 Araip.B09 6254 c (A)10tcacagcgattctgatctaaatccaatcgcagctatttactcaattattatttcgcaagtaaaaaacacaaacac(CT)10105 17134349 17134453 TCGATGCAATTTGTGAATCTC CCGTCCCACAAAGAAAAGAA 259

Ai09B6255 Araip.B09 6255 p2 (CT)8 16 17139170 17139185 CCGAACTCGTCTCTGCTAGG CACTGCTTGTTTGTGCTCGT 248

Ai09B6256 Araip.B09 6256 c (TTA)6tatgatttttaatttaaatttttaaaaaatatgattacatctttttactg(TTAT)588 17146530 17146617 GGGGAGTCTATGTCATTTGAGC TGGAACCTGATTCTTAGCCG 269

Ai09B6258 Araip.B09 6258 p2 (CT)11 22 17147466 17147487 CATCTTCTCGACGTTCCTCC CGGAAGTGACAGTGACGAAA 197
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Ai09B6262 Araip.B09 6262 p3 (AAT)13 39 17158463 17158501 ATAGCTCTTCCGGAGCCTTC CGATCAAGTATTCAATTTAACTGTGC 251

Ai09B6266 Araip.B09 6266 p2 (AC)6 12 17171927 17171938 ATGGGGCTAAGGTAAGGGTG GAATAATTCGGGGGCATTTT 145

Ai09B6269 Araip.B09 6269 p3 (TCA)5 15 17202241 17202255 ACAACCCCAAATAAGGCAGA TCGTTCTGAGAGGGTGGTTC 123

Ai09B6271 Araip.B09 6271 p4 (ATTT)11 44 17218237 17218280 TCGATCCATCTCACAACTCG CAGCATGTGTTTCGCAATCT 276

Ai09B6272 Araip.B09 6272 c (AAG)5aaaaagaacacggagaagatgacaatgataagaac(AAG)565 17219467 17219531 AGCAAAGAGATTCAAGCCGA AAATGCACCCTACGAACCAG 184

Ai09B6276 Araip.B09 6276 p2 (AG)17 34 17229985 17230018 TGGTCATACGCGATTGGATA CACCCTCTTGACTGGGTGTT 172

Ai09B6277 Araip.B09 6277 p3 (TTG)12 36 17230291 17230326 TGGCGTCATTTGATTCATGT ACAAATCCCTTGCATGCTTA 128

Ai09B6279 Araip.B09 6279 p3 (GAA)5 15 17246181 17246195 CAATATACGGCGCTCTCCAT CCACCCCTACTCCCAAAAAT 269

Ai09B6280 Araip.B09 6280 p2 (GC)6 12 17251538 17251549 TTGTGTAGTGGGTTTGGGGT GCTCTGAGCAACTCAGTCTGG 235

Ai09B6283 Araip.B09 6283 c (C)15acccc(A)11 31 17260058 17260088 ATTAGCCTTTGGCACCTCAA CGGCTTAGTGTGGAATTTGG 229

Ai09B6284 Araip.B09 6284 p2 (GA)24 48 17261120 17261167 GCAACATATTGTCCATCCCC ATTTGGGATTATGGCAACGA 190

Ai09B6289 Araip.B09 6289 p3 (CTT)5 15 17276234 17276248 TGTTTTTCGTCCCAAACCTC ACGAAGGGGAAGGAAAGAAA 187

Ai09B6290 Araip.B09 6290 p3 (CTT)5 15 17283738 17283752 CAATTTTTCAAATCACGCATTTT TCTCGTCCACTACTCCACTTGA 279

Ai09B6291 Araip.B09 6291 c (A)13gaagaagacatagaagaaaaacctatgtgtaggaatttgaaagaat(GAG)574 17284496 17284569 TGGGCAATTTTTGTTTCATTT CTTCGTCTTCTCCTTCTCCG 275

Ai09B6295 Araip.B09 6295 c (T)11c(T)10 22 17287930 17287951 TCAAAATAATAACACCGAAACAAA TGATGATAATTAAAGAAAATGAGCG 154

Ai09B6297 Araip.B09 6297 c (GA)16t(AG)9 51 17289104 17289154 TCCCTTTTCTCCCCGTAAAC GCGGATTATACTGAGCTCGC 228

Ai09B6299 Araip.B09 6299 p3 (TAT)5 15 17298703 17298717 CCAACCGAAAACCATATAGCA AGCATTGAGACCATGCTTCG 240

Ai09B6302 Araip.B09 6302 c (T)10atattgtttggatgaaaagaaagtaagaagaaa(T)1154 17306585 17306638 GAAGAAAAGAAAATGAAAAGGAAGAA TCCAAATTTGCGGAGAAATC 263

Ai09B6304 Araip.B09 6304 p4 (TATT)5 20 17307018 17307037 CCGCAAATTTGGAAAGAAAA CGTGTTTGTTTGGAGGTAGGA 279

Ai09B6306 Araip.B09 6306 p3 (ACA)6 18 17315444 17315461 CTCAACCCAGTGATGTTATCCA GGTGGTGGTGGTCTTCTTGT 261

Ai09B6307 Araip.B09 6307 p3 (ACC)5 15 17315588 17315602 TGAAAGAACTGGGTCGAAGG CGACGTTCGCTTTATTTGGT 162

Ai09B6314 Araip.B09 6314 c (AGG)5agaaagaaaca(GAGAAG)662 17325074 17325135 TGGTGTTATTGGTGACGACG TCACGCACCTCCTCTTTCTC 206

Ai09B6317 Araip.B09 6317 p2 (TA)8 16 17351561 17351576 TGCAATATCCAAGGTCCACA ACATGGCTTATCCTGGATGC 189

Ai09B6318 Araip.B09 6318 c (AT)10(GTAT)11 64 17353232 17353295 CATTGGTGCATTTCTATGAGTGA GGATGTTGAAATGGCACTTG 269

Ai09B6320 Araip.B09 6320 p2 (AT)18 36 17368995 17369030 AAGTACCGTGACTTGCCACC AACCCGACAATTCCAGTTTG 238

Ai09B6321 Araip.B09 6321 p2 (AT)10 20 17369743 17369762 CTGAGCTCCTGAAGCGAAGT CTAACTCAGCCCGCAAAGTC 221

Ai09B6323 Araip.B09 6323 c (T)10ggatga(T)10 26 17374025 17374050 TTTTTAATGATGGTCGCCGT CGGTAACAACAACAACAGCAA 117

Ai09B6325 Araip.B09 6325 c (TA)10(CA)14 48 17376747 17376794 ACTAGCCCCTGATTCAGCCT TCCTGGGAAGCGAAGTAGTC 276

Ai09B6326 Araip.B09 6326 p2 (TA)7 14 17387444 17387457 ACTAGCCCCTGACTCAGCCT TTTTCAGATGCAGGTCGAGA 280

Ai09B6328 Araip.B09 6328 c (A)10ctaagcaagatcttgaatgaataaactaaatcatactaatctaaccaagcaaaggaggaaagggatgtctctgaatctgaactacaaat(A)11110 17402869 17402978 CAACCTTCATCCAGTCATTGTT CTGCTCATTGCTCACGTCTC 240

Ai09B6330 Araip.B09 6330 p2 (TA)7 14 17404790 17404803 TTTTTCATTACGGTATTACTTTCATTT TCTCTCTCCTTTAATTCTTGTCAAA 205

Ai09B6331 Araip.B09 6331 c (CTT)6gctgcacgttcttcttcctcttcc(TCT)660 17417499 17417558 GTTAACGCACTTCGAACCGT TCCTCTTCATCTTCTGCTGCT 252

Ai09B6332 Araip.B09 6332 p3 (GAG)5 15 17421832 17421846 TGGAGGATTTTGATGATTGATG TGTCATTTTTCTTCGCGTTT 278

Ai09B6333 Araip.B09 6333 p3 (ATT)6 18 17422959 17422976 CAAGAACTTGATCACAAAATCTGA AAAATTTCATTCGACAATGATGA 246
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Ai09B6336 Araip.B09 6336 c (CT)6tttctttttactctatcttctttaatcgtcc(CT)655 17427919 17427973 CTGCAGCACTCTCCCCTT AAGATGGAGCTCGCAACAAC 230

Ai09B6337 Araip.B09 6337 p3 (TTC)5 15 17428142 17428156 GTTGCGAGCTCCATCTTCTC AAAACGCATCGTTAGGAGGA 194

Ai09B6340 Araip.B09 6340 p4 (AAAT)7 28 17460823 17460850 TCCTTTTCAAAACATCCTAACCA CCAATGGAGGGTATGCAGAT 267

Ai09B6343 Araip.B09 6343 c (A)10gaattggtatagagacctaaataaaaag(A)10gtgtagggacccaattaaaaaaaaatttgtgcaaggactcaattaaaag(A)10107 17483224 17483330 TCTGTTGGTCCTATAGTTTCGTGA GCGAAATTTTCAATTAGGTTCC 269

Ai09B6348 Araip.B09 6348 p2 (AT)7 14 17490004 17490017 TCTCTCTCCTTTAATTCTTCTCAAAA TTTGATTTTGAGCATATAACTTTGTTT 158

Ai09B6357 Araip.B09 6357 p3 (TGA)5 15 17545983 17545997 AGGAGCCTGTGCCTGAACTA CGAGACAAAGGGAGGATGAG 161

Ai09B6364 Araip.B09 6364 p3 (GAG)6 18 17556748 17556765 CCAATTGCACCTGAACAAAA GATCATCGCGTAATAGACGG 263

Ai09B6365 Araip.B09 6365 p2 (TA)9 18 17560306 17560323 TAACTGATATCCGGGCTCCA ACAGATCACAGCTTCCCGTC 229

Ai09B6366 Araip.B09 6366 p3 (GTT)9 27 17561688 17561714 ACACGGGGTGATCAAAACTC AATGGAATGCATGGAGGAAG 232

Ai09B6372 Araip.B09 6372 p3 (TAT)5 15 17573187 17573201 ACCGATCCAATTCAATCCAA TTCAACAATATCTTAAAAAGCCAATG 238

Ai09B6373 Araip.B09 6373 p2 (TA)7 14 17573357 17573370 TGTTGAAACTTGTTATGTCATTGTTG GGTGTGCTTTGAATCGGTTT 242

Ai09B6387 Araip.B09 6387 c (A)11cataaaaaaagg(A)1033 17629332 17629364 TGAAAATGATCCTGTGTTTCAA AGGCTGCAGGCAGTAAACTC 280

Ai09B6391 Araip.B09 6391 c (ATT)6tatttttcca(T)1139 17645547 17645585 TCAACTTCGAAACCACATGTTC GCCAGGCATGGTTTAAGAAA 114

Ai09B6392 Araip.B09 6392 p3 (AAT)7 21 17645825 17645845 GCATGTTTTCTCCACGACAA TCATTATCCTCCTAGCATTCTCC 120

Ai09B6394 Araip.B09 6394 c (T)10c(T)11 22 17650936 17650957 TATCCGCGAGCTTCAATTTT AAGAAAGGAAGGAAAAACACG 204

Ai09B6395 Araip.B09 6395 p3 (TTC)5 15 17652098 17652112 CCAAGTTGTTGAAAGAAATCCA AAAACACAACGTGAACCAAAA 197

Ai09B6397 Araip.B09 6397 p2 (AG)7 14 17661598 17661611 CGGTTAGTTAGAGCGGATGC GCCTAACTCTACCCTTCCCG 262

Ai09B6401 Araip.B09 6401 c (A)10ttctgatatgagcatttgtatatactctaatatactccc(A)1766 17670898 17670963 AGCGTGCCTAACACAAAACC CCAAAAACAAATAAACAAAAGGC 260

Ai09B6409 Araip.B09 6409 p2 (AT)6 12 17712242 17712253 CAGCGTAACACACTAGCGGA TGCATGCGTGATGTTCTTTT 133

Ai09B6410 Araip.B09 6410 p2 (CT)11 22 17716476 17716497 CGAAAGCTACTTCCACCTCG GGAAAGGGGGTGAAGAAAAG 270

Ai09B6418 Araip.B09 6418 c (A)10taatggactttatactatatttttttgacaatcttctattataatattaactgaaattgatgttataatgttagttctttagcattatt(A)12111 17727642 17727752 TTACATTGTATAACCAATATTGTAGCC GACCGCATCGATCTTCTTTG 272

Ai09B6420 Araip.B09 6420 p3 (TTC)15 45 17731710 17731754 GCACCAATTTTGTCCCTGAT TGTGCTTGATCGCAGAGAAC 239

Ai09B6423 Araip.B09 6423 c (TTA)13ttgagtga(AT)1067 17739013 17739079 ACAAAAATATCAAATAGTTTCAACCTT TCCCCAACGTTTCTCTTTGT 277

Ai09B6429 Araip.B09 6429 p3 (ATG)9 27 17767823 17767849 TACTTCCGCTGCGTGTTATG CGAAAGCTAAAAAGCCCCAT 150

Ai09B6432 Araip.B09 6432 p2 (TA)7 14 17776851 17776864 GGATATGGGCGCAGAAGTTA AATTTTAAACCGCAACACCG 264

Ai09B6433 Araip.B09 6433 p2 (TA)7 14 17783590 17783603 GGATATGGGCGCAGAAGTTA AACTTTAAACCGCAACACCG 278

Ai09B6437 Araip.B09 6437 p2 (AT)7 14 17795058 17795071 CCGTAAGTCAGACGGACACG TCATGCGACAATTGGGATAA 262

Ai09B6439 Araip.B09 6439 c (A)10ttacataactctcttacggcttgtttgaacgaacttttnatatcaaggatgaatatataatttttaattttgt(TTA)598 17798717 17798814 TTGGATAAGAGAATTTGTTCTTCG ATCCAATTTGGTGTTAGGCG 266

Ai09B6451 Araip.B09 6451 p3 (ACG)6 18 17863571 17863588 CGAAGTGTCCGTGCTTCATA GCCGTCTCGTCTTCTTCATC 228

Ai09B6455 Araip.B09 6455 c (AATAAC)8aataataat(AATAAC)7(AAT)6aac(AAT)11(AAC)7174 17885429 17885602 CGTAAAACAGAGGTGGTGTGG TACCCGTTTTTCAATGCTCC 253

Ai09B6456 Araip.B09 6456 p2 (AT)18 36 17885856 17885891 GCTAAGGCTGGTCGGAGAAT AAGTGGATTTTTGGGGCTTT 278

Ai09B6457 Araip.B09 6457 p2 (AT)13 26 17890828 17890853 AAAGTCCCAAATGCATGCTC AGGTATGAGGAGGTAGGGTGC 271

Ai09B6460 Araip.B09 6460 p2 (AG)6 12 17907397 17907408 CCGGGAGAACTGAGAAGAAA TGAGAAAGTACGAGGAGCCAA 216

Ai09B6462 Araip.B09 6462 p2 (AG)8 16 17909688 17909703 AGGGCGAAAAAGAACACAGA GGGGCTACCTTCTCCTCATC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B6463 Araip.B09 6463 p2 (GA)7 14 17910173 17910186 GTGGTTTGTGGTTGATGCTG ACCCACGAAAGTTGAAAACG 220

Ai09B6464 Araip.B09 6464 p2 (AG)7 14 17920357 17920370 TTTTTGGGCTGTTTTTGACC GAACCTCGAATGAAGAAGCAA 215

Ai09B6465 Araip.B09 6465 c (AGG)5aacgcaaagaagaaggcgaagaagaagaagacgctccgtgcgtaaatgagcgtg(AGA)893 17924066 17924158 TTGTGTTCGGTTCATTCTGC TTTCTCTTCTCCATCACGCA 271

Ai09B6466 Araip.B09 6466 p2 (CA)8 16 17924668 17924683 TCCCCGCTATTCCCTAAAAT TGCAGAGATGTTGGATGGAG 200

Ai09B6467 Araip.B09 6467 p3 (ATT)7 21 17925368 17925388 GAGCAAATCTGAGGACGGAG CGATCCCTATCGTAATTATTCGT 276

Ai09B6468 Araip.B09 6468 c (AT)7aatagccttcattggatgaagattaatagatctcatttattaaat(TA)671 17925558 17925628 AATCGTAGAATCACTAAAAATAGGACA AGTCGCAGGTCAAAGGAAAA 244

Ai09B6474 Araip.B09 6474 p2 (TC)7 14 17936034 17936047 CATCCGGGAAAGTGAAGAAA CACAAGAGGACAAATTGCACA 260

Ai09B6482 Araip.B09 6482 p2 (CT)8 16 17962590 17962605 TCCTACACCCAGAGTGGTCC GAAGAAGAGAGAATGAGAGAGGC 208

Ai09B6484 Araip.B09 6484 p3 (AGA)6 18 17968744 17968761 TTCTTCTTCTTCTTTGGTTGATTTTT CTAGAAGGGGTGAAGGGAGG 208

Ai09B6485 Araip.B09 6485 c (T)14gtttttattcttgttaagagagtaaaataagaagaaacttgagaagataaaacaaaaaaaagatgaataagaaaaaaaattaaa(GAT)6(A)11127 17971178 17971304 CCATTATGTGTTTCTTCTTCTTCTT CCCTCATCCTCATCTTCTGC 190

Ai09B6486 Araip.B09 6486 p3 (GGA)9 27 17971767 17971793 TGATGGAGGAGAAGGAGGAA ATCGTTGTTACCAACCCCAC 100

Ai09B6489 Araip.B09 6489 p2 (AG)7 14 17982356 17982369 CGTCCCAAATGCCTTAGAAA TCAGTGTTCTCGCATTGTCC 163

Ai09B6501 Araip.B09 6501 p2 (TC)18 36 18017978 18018013 CACAAAGTGGAAGGCAGGAT CAGGCAATTCCAGGACAAAT 176

Ai09B6502 Araip.B09 6502 c (A)10gaaataaaattcccaattaaccaactttttaacaagcaattctgggaaggtttaagaagtgaaactaatgccctccctactcc(A)11104 18019199 18019302 GCCCCACTTTTCTGAATGAA TTCAGTGGATATGGCTGGTG 251

Ai09B6503 Araip.B09 6503 p3 (TTA)5 15 18021977 18021991 TATGCTCAAGCCTGAGGTGG AATGCCAGGCCTTCCATACT 274

Ai09B6507 Araip.B09 6507 c (T)10gttatttattgtctttgatttttagaaagataaaacttgtattttaataattctgatataagtctaagtatataaccttatgtga(AT)6107 18029026 18029132 TCTTTTCTTTCCTCCATCGAA TGAACCGAAACTTTAATCGAAAA 267

Ai09B6512 Araip.B09 6512 p3 (TAA)6 18 18039286 18039303 GAAAAACCGCAGGAAGACAA AACGGCAGATTACTTCGGTG 201

Ai09B6513 Araip.B09 6513 p3 (ATC)5 15 18044711 18044725 CGGAAGGCAGAGAAAACAAG AGCTGAGCCTCGCAAATAAA 268

Ai09B6515 Araip.B09 6515 p3 (TGT)5 15 18049149 18049163 GGATCCTCGTGTGGGTTATG GCCAAACGACCAAATTTTCA 272

Ai09B6517 Araip.B09 6517 p2 (AT)11 22 18056131 18056152 GGATCCTCGTGTGGGTTATG AACGACCAAATTTCCAGAAAAA 280

Ai09B6520 Araip.B09 6520 p2 (TC)11 22 18087445 18087466 TGGGCCAAAGTAAACCGTAG AAAGCGATAAACGGAAGGGT 184

Ai09B6521 Araip.B09 6521 p2 (AT)8 16 18088420 18088435 TTGGAAATATTATGACATTTGTACACT GGGGAGTCTATGCCATTTGA 141

Ai09B6523 Araip.B09 6523 p2 (TA)6 12 18089325 18089336 AAATGTGTCACGTCATAGAGGC CAACGCAATGAAGCAAGTGT 251

Ai09B6525 Araip.B09 6525 p2 (TA)6 12 18093958 18093969 GCGCAATGAAGCAAGTGTAA AAATGTGTCACGTCATAAAGGC 229

Ai09B6526 Araip.B09 6526 p2 (AT)7 14 18094882 18094895 AATTAAAAAGTGATATGTCATAAAGGG AAGACATAAACCAATCAAACTTACG 183

Ai09B6528 Araip.B09 6528 p3 (GAG)6 18 18102390 18102407 ACCAGAAGCGCCAGACTCTA AGATGGCAAAAACAAATGCC 244

Ai09B6529 Araip.B09 6529 p2 (TC)8 16 18104105 18104120 TGGGCCAAAGTAAACCGTAG AAAGCGATAAACGGAAGGGT 178

Ai09B6530 Araip.B09 6530 p3 (TGT)5 15 18136231 18136245 GTCCCACTGCTTTTGTTTGG CATCCCATTCCTGCAGTTTT 179

Ai09B6534 Araip.B09 6534 c (T)14caagttttaaaataggtcgtgggttgatggtggagcagtttgatattctgtcgtggaggtaagttctttccttaatactcattaatcaag(T)10114 18148760 18148873 TGCGTGACCAAGATTGAAAG CGTGTTTCTTTTTATAAACATTGGA 225

Ai09B6535 Araip.B09 6535 p3 (GAA)5 15 18155632 18155646 TGAACATGAAAGTTGGTGCC AATCGGATGGTCTGATTTGC 252

Ai09B6537 Araip.B09 6537 p3 (AGG)5 15 18157265 18157279 GAAACGCAAAGAAGAAGGAGAA CCAGGGTGAATACCTATACCGA 221

Ai09B6539 Araip.B09 6539 p2 (GA)10 20 18168940 18168959 GACAATGTCCGGGCTCATAG ACCCAGTCATCTTCACCCAG 199

Ai09B6544 Araip.B09 6544 p3 (TTC)6 18 18189604 18189621 TTGATGACGAAGACGACGAG CTCTCCCTGCAGGAACTGAC 222

Ai09B6546 Araip.B09 6546 p2 (TA)6 12 18192630 18192641 CGACGCTGGACTTTTGCTAT TCCTCGTACTTTCCCATTCG 150
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Ai09B6548 Araip.B09 6548 p2 (TA)6 12 18196151 18196162 TTGGGAGATTTTCTGCAAGG CGCGAGTTTGACAACATTGA 252

Ai09B6551 Araip.B09 6551 c (TTA)8tttttacgttgt(TTA)860 18201328 18201387 CATGCCACGTGACACTTGAT TAAACCGCCTTTGATTTCCA 231

Ai09B6552 Araip.B09 6552 c (ATA)5aagaaagctaaggcggcttataagccttcataagtcatacctatatatatgaacatcgtaag(A)1087 18201495 18201581 TGGAAATCAAAGGCGGTTTA ATTGCAAGAAATCAAAGCCG 250

Ai09B6553 Araip.B09 6553 p2 (TA)6 12 18204691 18204702 CATTTGGAATTGGAGCAGGT AAAAGATTGGATAAAATGAAACAGAAA 260

Ai09B6555 Araip.B09 6555 p2 (AT)9 18 18209435 18209452 TGGATGGAGTATGAACGACG CTGTGGGGACTGTCTCGAAT 278

Ai09B6556 Araip.B09 6556 p3 (GGT)5 15 18218594 18218608 CAGCCTCTCATCCTCACCTC CCACCAGATTCACCGAAATC 274

Ai09B6558 Araip.B09 6558 p2 (TA)11 22 18221141 18221162 CCGACAAGTCCGGTTTTCTA AGAGACGAGATTCCCTGGGT 225

Ai09B6559 Araip.B09 6559 p2 (AT)6 12 18228163 18228174 CTAACTCAGCCCGCAAAGTC GAAGTGGTTGTCGGGTCACT 207

Ai09B6560 Araip.B09 6560 p2 (AT)9 18 18228892 18228909 AACATTTGGATTGTCCCTCG TCCCTGGGTAAAGTACCGTG 207

Ai09B6565 Araip.B09 6565 c (CT)8(AT)6 28 18257732 18257759 ATTTGAAGCAAAATGGCCTG CTCAATTCTATGGTTTGGAATGA 226

Ai09B6566 Araip.B09 6566 c (A)10tttattactgatttcgcctgcagttttgcaaaataaatggaaaagaaattgaagagagtagctcaaa(T)1087 18258161 18258247 CCATCGGGTGTATTTAGGACTC GGTTCGAGCAACCTCCAATA 271

Ai09B6567 Araip.B09 6567 c (CTA)8(TTA)8 48 18260058 18260105 GAATCGAGTTTCCTTCAGGATTT GTCACCGGCCAATGAATTAC 256

Ai09B6572 Araip.B09 6572 p3 (ATC)6 18 18264571 18264588 TACCACCTTTACTGCTCCCG TTCTTCCTCTTCCAACGTGAA 263

Ai09B6574 Araip.B09 6574 p2 (AG)6 12 18276746 18276757 TTGCAACAATCCACAAGCAT ATTCCTTCTTTCCCCCTTCC 252

Ai09B6576 Araip.B09 6576 p2 (AT)22 44 18299152 18299195 TGATAAGGTTGGGGCTCTTG TTCAATCATCAACCCACCAA 207

Ai09B6577 Araip.B09 6577 c* (AT)6(ATA)15* 55 18304373 18304427 ATGCCCTTGTTCCCTACAGA AAAATGATAAAAGGACAAGAGAGATT 253

Ai09B6579 Araip.B09 6579 c (AT)36ggtgattgatgaattgaatctttgtttgaaaattgagacatgaaatgttgattatgatgtgagattatgatatg(AT)9164 18319557 18319720 AATGGATGATAAGGTTGGCG CAAAGATTCAATTCATCAATCACC 243

Ai09B6589 Araip.B09 6589 p2 (GA)8 16 18334419 18334434 CTGAGCGACGTAGTGATGGA CCTACTACCTACCCACGCGA 263

Ai09B6594 Araip.B09 6594 p2 (TC)8 16 18383930 18383945 CGTGAAGCTCCTCCCTATCA GTGGTGGCACAAGAACCTTT 126

Ai09B6595 Araip.B09 6595 p3 (ATG)5 15 18387239 18387253 AACAATGAGGAGGACGATGG GACCATGACCACAACCACAA 246

Ai09B6597 Araip.B09 6597 c (A)12cagcagcaataacaacaaaagaatgaacataaggagaaaacacgtgaagaagaaggaacgcgaaaaagaaggaggagaat(GAG)5107 18426822 18426928 TTGGCCATTTTGGTTCATTT GCGAGAAGATTTGGCAAGAA 271

Ai09B6598 Araip.B09 6598 p3 (AAG)5 15 18431536 18431550 GAAGTGCACAATCGCCACTA TGTATTTGCAGCCAATTTCG 266

Ai09B6599 Araip.B09 6599 p3 (TTC)5 15 18431740 18431754 TTGGCTGCAAATACACAAAAA TCCTCCTCATCTTCTGTGGC 279

Ai09B6601 Araip.B09 6601 p3 (ATT)31 93 18439236 18439328 AATGAGTAGTAATACATGCACAGTCAA TGCATTTAAGTTTCAAATATGATGT 277

Ai09B6602 Araip.B09 6602 p2 (GA)7 14 18440878 18440891 TTGAGAATATTGAACCGCCC GTGGTTCTCCTCACCGTCAT 191

Ai09B6603 Araip.B09 6603 p2 (GA)13 26 18441003 18441028 ATGACGGTGAGGAGAACCAC GATGGAAGACGGTGGTGAGT 141

Ai09B6604 Araip.B09 6604 p2 (AT)7 14 18454629 18454642 TTTGGACAACTGACGGTTCA GCATGCAATTGACACCAAAC 189

Ai09B6605 Araip.B09 6605 p2 (CT)7 14 18456249 18456262 CTTTTTGTTTGTTTCTTATCTTTTTCA TCGAATTTGGGTGAGATGAAG 280

Ai09B6606 Araip.B09 6606 p2 (TC)8 16 18456417 18456432 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 219

Ai09B6608 Araip.B09 6608 p3 (TTC)5 15 18473774 18473788 CTGCTTCAATCTCGTGCAAA TCGACGTGTGGCTTTGTTAG 243

Ai09B6609 Araip.B09 6609 p2 (AT)6 12 18475004 18475015 TTGAACGTTATGCAACGTGAG TATCTGCCCGTGTGTTTTCA 225

Ai09B6610 Araip.B09 6610 p2 (TA)7 14 18475131 18475144 TTGAACGTTATGCAACGTGAG TATCTGCCCGTGTGTTTTCA 225

Ai09B6611 Araip.B09 6611 c (TA)6ataatattatatgttgtaatg(TA)645 18476571 18476615 TCTCGTGCTGATAACGTGTTG AAACATATGCAATTCTCTCTCTCTTT 194

Ai09B6614 Araip.B09 6614 p3 (CAC)8 24 18487838 18487861 CGTTGATGGTCAGAATCGAA TGCTTCTTGGTTTGGTGTTG 216
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Ai09B6615 Araip.B09 6615 p3 (GAT)5 15 18492779 18492793 GGATTTGGGCTTGTTTTCAA TCTTCAAGGTTTCCATTCGG 253

Ai09B6616 Araip.B09 6616 p2 (TA)7 14 18493388 18493401 GGACGAAAATGGAGATCGAA TACAGTGGTGGCTGTGAGGA 239

Ai09B6621 Araip.B09 6621 p2 (AT)25 50 18514940 18514989 GGGGACAAAATTACCCCAAT TTTAATGCACCAATGCAAAC 265

Ai09B6622 Araip.B09 6622 p2 (AC)7 14 18516356 18516369 GGGCTAAGGTAAGGGTGAGG GGTAGCCAGGCATGAATTTG 126

Ai09B6624 Araip.B09 6624 p2 (TC)6 12 18520720 18520731 CGCATATTTTCACCTTTCAATG TGGCAACTTAAATCAAAGAGAACA 280

Ai09B6626 Araip.B09 6626 p2 (TA)6 12 18533801 18533812 TGTAGCCTTAGGTCTCGTTTTT ACTTCATTCTAGTATTTTTGGATCATT 249

Ai09B6627 Araip.B09 6627 p3 (AGA)5 15 18541740 18541754 ATCAAAGCTTGAAGGAGGCA AAGCCTTCAGTGGGGATTTT 244

Ai09B6634 Araip.B09 6634 p2 (AT)10 20 18577615 18577634 TTTCTTTCCATCCTTGGCTT CATCAAATTCAGACCAAATTGAA 242

Ai09B6637 Araip.B09 6637 p5 (TGTCT)5 25 18578850 18578874 TTTTTGTATTTTTGTTCTTTGTGTCTT CCGGAATTTCAATTTTGTCTC 167

Ai09B6639 Araip.B09 6639 p3 (TTA)16 48 18584835 18584882 CGTTTTGGAAGGAACACTTTTT CAAGCTTCCACCGCTCTAAC 268

Ai09B6642 Araip.B09 6642 p3 (AGA)7 21 18611204 18611224 CACCAAATGGCAGAACAATG TATCAGAACAAGGCAAGGGG 202

Ai09B6647 Araip.B09 6647 p2 (AT)11 22 18635054 18635075 AAGCATAATCACATTCCAAATTTATG AGGCTAGTTGAGCGATGTGC 280

Ai09B6652 Araip.B09 6652 p3 (GAA)5 15 18659760 18659774 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai09B6653 Araip.B09 6653 p2 (AG)9 18 18661916 18661933 TGAAGAATCCAAACACAAGGG TTTCTTATCTTTTTCAAAACCACC 268

Ai09B6656 Araip.B09 6656 p3 (CAA)9 27 18668460 18668486 TTTTACCACCCCAGAAGACG GGTCGTAGACTGCTTCCGAG 272

Ai09B6670 Araip.B09 6670 p2 (TA)8 16 18717358 18717373 CCGCGTTGGATCACAATAAT AACCAACCTCATCCAGAATACA 280

Ai09B6675 Araip.B09 6675 p2 (TC)17 34 18730577 18730610 CCTCTGCATCATCATCACCA ATTGTTGTTTGGCTGAAGGG 142

Ai09B6676 Araip.B09 6676 c (TTC)6cattaatacaatagaacctcaccatcaca(TTC)562 18730770 18730831 CCCTTCAGCCAAACAACAAT GTGGGACGGAATGTGGTAAG 198

Ai09B6679 Araip.B09 6679 p3 (TAA)5 15 18750059 18750073 CGGAGGCAATAGGTGGTTAC TGTAAAGATGTTGATCGTTCTGA 261

Ai09B6680 Araip.B09 6680 c (AGA)5acaacaacaacaaggaaaagagatatgagaactcgtatacgagttacacaaact(TA)1089 18760459 18760547 TTCATACGAAATAACAGAGATAGAGGA CCTCAGCTCCTCCACCTAGA 278

Ai09B6681 Araip.B09 6681 p2 (TA)7 14 18760940 18760953 GGGCCAACAACTTTTGTGTT AAATCGTTGGGTTCGATTTG 197

Ai09B6683 Araip.B09 6683 p2 (TG)6 12 18763920 18763931 TGTTTGTTCGGTGGAAGTGA ATGAAACTGGCCCGCTAAG 231

Ai09B6687 Araip.B09 6687 c (A)11gaaagaaaaaaataaaaataaaaaatcgtaaaatactcatagaaagaaaaagcagaaaacacataaaagaagaagaaaagaaaaaagatag(A)15117 18786140 18786256 TGTTTGCTTCCTATGTTTTTCTCA ACATCCCCAAACACACCCTA 241

Ai09B6688 Araip.B09 6688 p3 (GAA)5 15 18787693 18787707 TTGCTGATCGGAACACTGTC CAGATCCATGGCCCTCTTTA 116

Ai09B6690 Araip.B09 6690 p2 (AT)6 12 18792671 18792682 TTCCCCACAATCCTCGAATA ACGGAGAGAATGCAGAGGAA 239

Ai09B6698 Araip.B09 6698 p2 (AT)7 14 18832315 18832328 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 214

Ai09B6699 Araip.B09 6699 p2 (AT)6 12 18832563 18832574 TTGTCCCATGTGCATTGATT TGGGAAATTTCATGGGAACA 231

Ai09B6701 Araip.B09 6701 c (CT)7t(TC)9 33 18839001 18839033 GTTGGGAACATTGAACCTGG ATCCAAGCCCAGAAACACAG 229

Ai09B6702 Araip.B09 6702 p2 (TA)6 12 18841546 18841557 AACTGAACCATGAACACCCC CAGAATCACAACAATCCACACA 250

Ai09B6703 Araip.B09 6703 p2 (AG)8 16 18859222 18859237 TTTCTGGGTTGTTTTCGACC GGAACATTGAACCTGAGAGGA 250

Ai09B6706 Araip.B09 6706 p2 (TA)10 20 18864564 18864583 GGAAGCATGCTCATGTGAAA TTTTCAGGGTTGTAATGGGG 160

Ai09B6708 Araip.B09 6708 c (T)10cttg(T)10 24 18875355 18875378 TTCACTTGACACCTTCACGC AAAAACAAAGCTTGCGAAAAA 232

Ai09B6709 Araip.B09 6709 p2 (GA)7 14 18876069 18876082 AGATGATTCGCCTCCCTTTT TCATTATGAAGAATGCGCGA 254

Ai09B6713 Araip.B09 6713 p5 (TCAAT)5 25 18911857 18911881 CCGAACCGAAAAGTTACTCA TTGAATGAGTGCGATTTGGA 239
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Ai09B6717 Araip.B09 6717 p3 (GGA)7 21 18927665 18927685 CACAAACCATGATCGCTGAC GTTTCTGCAGCATAACGCAA 263

Ai09B6719 Araip.B09 6719 c (GA)17gnnnnnnnnnnnnnnnnnnnnnnnnn(GA)1080 18928729 18928808 TAATTAAAATGAAGCGGGCG TCCTGCCTACCTAGTGAGGTG 277

Ai09B6721 Araip.B09 6721 p2 (TA)31 62 18942342 18942403 TCATGAGGTCTTTTCAGGGG TTGGTACATGAGTATGGGAATCA 247

Ai09B6725 Araip.B09 6725 p3 (ATT)6 18 18971274 18971291 TGGCTGCTGAAACAACAAGA TCACGTTTTTCCATCTTCGTC 280

Ai09B6727 Araip.B09 6727 c* (A)13(AT)9* 30 18981258 18981287 TGAAGCAAGAAAAAGCAGCA TTTTTGTCCTTGCCTTTTGG 172

Ai09B6733 Araip.B09 6733 p3 (AGA)7 21 19062255 19062275 TGGTTTTGGCTCCTTTTCTG CCTCCCTCCATCTTTTCCAT 264

Ai09B6734 Araip.B09 6734 p2 (AG)7 14 19064082 19064095 GGGAGATGAGAGAGAAGGGG TTCTTACCTTTTCAAAATTTGTTTCA 271

Ai09B6737 Araip.B09 6737 c (TTC)5tttttctttttc(T)1037 19070244 19070280 GGTTGCAGATGGGTTTGATT GCCTTCAAAGGCTGAAAAAG 139

Ai09B6739 Araip.B09 6739 p3 (TCT)15 45 19078981 19079025 TCTCAAGATCTGTGGACCCC TTAGAATGTTGCTCGCCCTC 264

Ai09B6745 Araip.B09 6745 p3 (TGG)5 15 19092566 19092580 ATCTTGCGGCATTCAAAATC TGACAGAATCACCACCACTGA 197

Ai09B6746 Araip.B09 6746 c (T)10(A)10 20 19102294 19102313 TCTTCTTTTGACTTTCCCATTTTT CTCCCAGTGAGGTATCCCAA 280

Ai09B6747 Araip.B09 6747 c (A)10gattcttgaaataagaaaaagcagccaaaagaaaaaggaaagaaaaagagaaagaaaaagt(A)1081 19105566 19105646 TATTTTGATGTGGTGGCCCT GCCTTGGATTCTTGCTCTTG 263

Ai09B6750 Araip.B09 6750 p2 (CT)6 12 19108979 19108990 CTTTTTGTTTGTTTCTTAACTTTTTCA ACACAACTGTGAGGATGGCA 268

Ai09B6751 Araip.B09 6751 p3 (TAT)5 15 19109289 19109303 TCACATCTCTGCCATCCTCA CAGAGTCCTTTCAGGTTCCG 217

Ai09B6752 Araip.B09 6752 c (A)10taggcg(A)10 26 19111298 19111323 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 217

Ai09B6759 Araip.B09 6759 p2 (CT)6 12 19143146 19143157 TGCATCCATTCAGAGAGAGC CCAATTGGGCAACATCTGTA 223

Ai09B6761 Araip.B09 6761 p2 (TC)6 12 19149385 19149396 TACGAAGGGATTTCTGTCGG AAGCACAGAAAGTAGCGGGA 247

Ai09B6763 Araip.B09 6763 c (TG)7tc(TA)8 32 19152692 19152723 CTCAAATCAATTGGTGCCCT GCGATTTTGGGTGACAAGTT 189

Ai09B6764 Araip.B09 6764 c (TC)6ttcattttgaatctccc(CT)845 19167552 19167596 CGACGGTAACGACCCTAAAA GAGAGTAGGCGGCAAAAGTG 209

Ai09B6765 Araip.B09 6765 c (CT)9ccttctctccctctctctctttctccccatctccctcc(CT)9cccttttctttctctcat(TC)6104 19171159 19171262 CCAGTTTACAATACAGTGCACCA AAAGAGAAAAGAAGAGGGATAGGG 280

Ai09B6766 Araip.B09 6766 c (CT)9cccccttttccttt(TC)848 19171625 19171672 TCTCTCTCCTTCCCCTCTCA GGGATACAGGGAGAAAAGGG 180

Ai09B6772 Araip.B09 6772 p2 (TA)8 16 19179224 19179239 CACAATCACACCGCATGATA TCGTGTGACCATACCATTTGA 278

Ai09B6773 Araip.B09 6773 p3 (GAA)5 15 19180160 19180174 CCAATGACAACGTGAATGGA CCAAGATTGTACCCAGAACCC 272

Ai09B6776 Araip.B09 6776 p2 (TC)7 14 19185764 19185777 GGAACAATAACGGCGATGAT TAGTGGTGAGGGAATCTGCC 191

Ai09B6779 Araip.B09 6779 c (CT)6ttctctct(CA)734 19187966 19187999 ATAGCCCCTAGCACTCCTCC TCTTGATGGCTATCTTGGGC 174

Ai09B6780 Araip.B09 6780 p3 (TTA)6 18 19188455 19188472 TGCCCAAGAACCATCTTCAT GGAAGAAGTGGGAAAAAGGG 278

Ai09B6782 Araip.B09 6782 c (T)11aatttatctttctaaatttttgaagatattattatcatttaagaatgttatttactcattttaatattactaaccagcattattcttcta(T)11112 19190749 19190860 TTTCAACTCTTTTATCCCAATACA AAGTCAGCCACCAGCATAAAA 280

Ai09B6785 Araip.B09 6785 p2 (CT)22 44 19200578 19200621 CATGAAATACCCAGCCATCA CGGTGGAGGATGATCTGTTT 266

Ai09B6790 Araip.B09 6790 p2 (TC)6 12 19278867 19278878 CCGCGTAGCGTTTTTAGTTC TGTACCGGTAGATTGGCTGG 169

Ai09B6791 Araip.B09 6791 p3 (AGG)6 18 19280848 19280865 AGTGATGGACGACAATGGTG TCACTTTCGCTCCAAAATCC 108

Ai09B6794 Araip.B09 6794 c (CT)6gagttcagattttcttcttcttttcttctactcacacaaggacctctatactgtggtataaaggatccc(TAT)699 19284344 19284442 CCTCCTCACATCACTCACCA TTCTTGTCCTTGCTCCTGCT 181

Ai09B6795 Araip.B09 6795 p3 (TTC)5 15 19287500 19287514 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 185

Ai09B6796 Araip.B09 6796 p2 (CT)8 16 19290721 19290736 CGCCAATTTTCACTTTCCAT TGGAAAGCAATGGTAACACA 280

Ai09B6798 Araip.B09 6798 p2 (CT)6 12 19299835 19299846 TTTTTGGGCTGTTTTTGACC TTGGCAACATTTGTAGGTACG 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B6799 Araip.B09 6799 c (TA)6(CA)6 24 19301125 19301148 ACCCAAGGGGAAGGTATCTG GAACCTCCAGTTCTCACCCA 222

Ai09B6802 Araip.B09 6802 c (AT)8ctcaactgtaaaagtgctttatcattatctaaggtttggc(TA)872 19319926 19319997 GAATGTCATGCAATGCAGTCT CCCATCTCAACTGTAAAAGTGC 247

Ai09B6805 Araip.B09 6805 p3 (TGA)6 18 19333690 19333707 AACGAGGATTTATCCGCAAA TTGTGTCCAGTGGAGGTTGA 206

Ai09B6807 Araip.B09 6807 p3 (CAA)6 18 19341216 19341233 GCAGCAGAGGCAAAAGAAGA ATCAAGCCCTGTTGTTGCTT 264

Ai09B6811 Araip.B09 6811 p3 (CTC)5 15 19365662 19365676 ATTTCCCTCGGTAATGGTCC GGGATCTTTGTCGCTGTTGT 233

Ai09B6812 Araip.B09 6812 p3 (CTC)5 15 19365867 19365881 ACAACAGCGACAAAGATCCC AGACACCGGTGGATGTCACT 242

Ai09B6813 Araip.B09 6813 p3 (TCA)5 15 19372597 19372611 GCTACTGCATCTACCCAGGC GGGATGAAGTGAGGGGAGA 232

Ai09B6814 Araip.B09 6814 p3 (TTG)7 21 19373026 19373046 TGGCGTTGTTTCATTCATGT ATCGAATCAAGGGAGGGAAG 114

Ai09B6815 Araip.B09 6815 p2 (CT)6 12 19377119 19377130 GGCAAGAATGGATTTGAAGG CGGCTTAAGGGTAAAGCTCA 226

Ai09B6818 Araip.B09 6818 p2 (AT)6 12 19395437 19395448 ATTGCTGGCCTTTTGTGCTA TCCCAAAACCTCAATCAAGC 278

Ai09B6819 Araip.B09 6819 p2 (TA)8 16 19395596 19395611 ATTGCTGGCCTTTTGTGCTA TCCCAAAACCTCAATCAAGC 278

Ai09B6820 Araip.B09 6820 p2 (TA)8 16 19395726 19395741 GCTTGATTGAGGTTTTGGGA AGGCAATGAGTCACTGTTCAAA 154

Ai09B6821 Araip.B09 6821 p2 (TA)8 16 19397528 19397543 TTTTCATGGACAATTCCCAA AATGCTGGCCAAATGCTAAT 204

Ai09B6830 Araip.B09 6830 p2 (GA)6 12 19419184 19419195 TAGTGGTCGACGATGATGGA GAATTAGTGGGACGCTGCAT 225

Ai09B6835 Araip.B09 6835 p3 (AGG)11 33 19444636 19444668 AAGAAGAAGGAACGCGAAGA GCGCTCATCCAATGTTTGTA 101

Ai09B6837 Araip.B09 6837 c (A)10gataaagaatattttttttattgaaattaattgttgattgaa(AT)664 19447296 19447359 TCTTTTTCACGGAGGATACGA ACGACATCCAGTATTAAACCGT 250

Ai09B6845 Araip.B09 6845 p3 (AGG)5 15 19460130 19460144 CATGAGAAGGTAAAACAAGAAGGAA TGACATCACACAAACGAACTCA 199

Ai09B6846 Araip.B09 6846 p3 (AGG)5 15 19460579 19460593 GGAGGTGGAAGAGGAAAAGG TTTAATTATCGTCGTCGCCA 116

Ai09B6847 Araip.B09 6847 p3 (AAG)5 15 19460827 19460841 AAGGAGGAGCAAAAGGAAGG GTCATGGCCCCATTGTCTAC 150

Ai09B6848 Araip.B09 6848 p3 (GAT)6 18 19463215 19463232 ACCTGAGGCAGTTTTGGTTG TTTCATCGCTATCATTGGCA 248

Ai09B6850 Araip.B09 6850 p3 (CGT)5 15 19466180 19466194 GTTGGTGTCGTCCTCCATCT CAATCCACAGCGAGAGAACA 188

Ai09B6851 Araip.B09 6851 p3 (TCC)6 18 19478120 19478137 CGCTTTTCAAATCATGTACCTTC AAGGGAAGAGGAGGAGGAGA 178

Ai09B6853 Araip.B09 6853 p3 (CTT)5 15 19481180 19481194 CCTTCATCTTTCTCCTCCTCG TCAGCCTCTTCCTAGCAATTTT 206

Ai09B6855 Araip.B09 6855 p3 (TCT)5 15 19481557 19481571 CCTCCTCCTTATATTCTGCTGC TCTTCTTTGTCGCGTTCCTT 245

Ai09B6861 Araip.B09 6861 p2 (CT)6 12 19499152 19499163 TCGAAATTTCCCCTCTCTCA GCCTTTTTCTCTGTCCTTGC 224

Ai09B6862 Araip.B09 6862 c (A)10g(A)10 21 19502782 19502802 TGAAGCAAGAAAAAGCAGCA TCCTCTGATGCTCAAAGCCT 194

Ai09B6863 Araip.B09 6863 p2 (AC)6 12 19506574 19506585 TCCCCCAAAACCATCATAAA GCGGAAGAAGGTTGTGAAAA 226

Ai09B6864 Araip.B09 6864 p3 (ATT)5 15 19521316 19521330 AGGGTTGTTTGTGTCCGAAT TGACAACAGACCTTGGATGC 262

Ai09B6866 Araip.B09 6866 p2 (CT)6 12 19522350 19522361 GCCGAGTATTGTTGTCCGAT AAGGTGGAAGAAAGATGGGG 273

Ai09B6868 Araip.B09 6868 p2 (AT)9 18 19524625 19524642 CTGAACTCTGCATTTGCCCT TCTTCGGAGTTCTTGTTCTGC 258

Ai09B6875 Araip.B09 6875 c (A)10taaatcaattattagtaaaaaaaattttgaaaaatt(A)1056 19553207 19553262 TTGGCACAAGATTTAATCAAAGAA TCGAGTTTGGACAACTGACG 267

Ai09B6876 Araip.B09 6876 p2 (AT)6 12 19561195 19561206 CCTTGTGCATCCTCTTTGGT ACGATAATGATGGAGGACGG 201

Ai09B6878 Araip.B09 6878 p2 (AT)6 12 19591172 19591183 CACACGGAAAATGAGTGTGG TGGAGTCTTGCGTAGGAAGC 259

Ai09B6879 Araip.B09 6879 c (A)14tacaatacattaaaaaagaaaaaaatttataatatcc(A)1566 19591382 19591447 GCTTCCTACGCAAGACTCCA GGTGTGGGACAGCGTAGTTT 170
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Ai09B6881 Araip.B09 6881 c (T)11caaaactggcttttgttttttattttaaccatcatttttcacactcaaaaaattatagttccaataaaataattaataaact(A)11104 19593338 19593441 AGCCCCAATTGCTATTTTGA TTTGGAAGATCTCGAAAGGC 257

Ai09B6883 Araip.B09 6883 c (T)11caaaactggcttttgttttttattttaaccattttttttcacactcaaaaaattatagttccaataaaataattaataaact(A)11104 19602811 19602914 AGCCCCAATTGCTATTTTGA TTTGGAAGATCTCGAAAGGC 257

Ai09B6885 Araip.B09 6885 c (A)13catatttccgcttccaa(T)10aaaaaagagaaaagaataaaaacatataaaaaacaagtcagaaaataaaataagtacttattttttttaagg(A)10122 19606930 19607051 CGTTGTGGCTGCAAGAATTA TGGCATCTTTTGTTTGTGCT 213

Ai09B6887 Araip.B09 6887 p2 (TA)11 22 19610443 19610464 TCGGGTCATCTTCCATTTTC CAGTTCTTCAAAACCGCCAT 202

Ai09B6888 Araip.B09 6888 p3 (CAG)5 15 19616132 19616146 ATGACCCGGTTCCCTTATCT CCCTCCGATCTCACCTTTCT 138

Ai09B6889 Araip.B09 6889 p3 (CAG)5 15 19622994 19623008 AACCCTAACCCAGTAACCCG CTCTCTTCCTCCCCTGCTTC 194

Ai09B6890 Araip.B09 6890 p2 (TA)6 12 19625492 19625503 TCCCTTTCAGGATATGGGTG TTTAAACCGCAATACCGCTC 279

Ai09B6893 Araip.B09 6893 c (ATC)5tctttttttttctattcatcttttccttcttgttttactttttcaagttttttcttattttactctcttaataagaataaaaacaacaaaaattaaac(A)10123 19632927 19633049 CCTCCTCATCTTTTGCTACTGG GAAGGTATGTTCATCCTTTTCTCA 209

Ai09B6900 Araip.B09 6900 p3 (TTC)5 15 19641406 19641420 GAGATGCGAAACGGTTCTTC CACGATGAGGATGAAACACG 155

Ai09B6905 Araip.B09 6905 p2 (AT)10 20 19646622 19646641 TTGGTATCACATCGAGCAGC AGCTTTTGTGTGCCCATTTT 201

Ai09B6907 Araip.B09 6907 p2 (TG)8 16 19649489 19649504 AACATCTTGGGCAATGGAAC TCGCCATTGGTGTTTATTCA 138

Ai09B6911 Araip.B09 6911 p3 (TTG)6 18 19666577 19666594 GCAGAAGGAATCAGAGCCAC GGAAAATCCAGACCAACATCA 267

Ai09B6917 Araip.B09 6917 c (TC)10ccttcacc(CT)1048 19673336 19673383 CTCTATCTCCCCTCTCACGC AGGGAGACAAAGAGAAGGGG 221

Ai09B6919 Araip.B09 6919 p2 (TC)7 14 19674163 19674176 CCCTCCCTTCTCTCTTCCTC TTTTCTCTCCCTCCTTCTCTCTC 264

Ai09B6920 Araip.B09 6920 p2 (GA)8 16 19674329 19674344 CCCTCTTCTCTCTCTCTCTCCC CCCCCTCTCTCTCCTTCTCT 211

Ai09B6921 Araip.B09 6921 p2 (AT)6 12 19678622 19678633 GGCTGCCGAGAATTATTTGA GCTCAAGCATTTTGGCTGAT 188

Ai09B6926 Araip.B09 6926 p3 (TTC)5 15 19703760 19703774 CACCACTCACATCCATCCAC CGGTCTTAGGTGCCATCAAT 276

Ai09B6927 Araip.B09 6927 c* (A)11(AT)8* 26 19705200 19705225 TGAATACAGGAAGCTTGCGA TTTGCTCTTGCCTCTTGGTT 123

Ai09B6928 Araip.B09 6928 p3 (AGA)5 15 19722434 19722448 GTTTCCTCTTCCAGGGTTCC CTCCCTCTTCTCACCCACAC 260

Ai09B6930 Araip.B09 6930 p3 (AAT)5 15 19730156 19730170 CAAGCCACTTGAGAAAAGGG TGTTTTGCTTTGTTTCGTGC 124

Ai09B6931 Araip.B09 6931 p3 (TAA)13 39 19733243 19733281 AAGCACAGCTCTTGCATCTG TTGCCGTTTGTTTTGGTTTT 277

Ai09B6933 Araip.B09 6933 p2 (GA)6 12 19741131 19741142 ACAGGGAAGGGAAGGAAAGA TGCGTCACTATCTCATGTCTCC 176

Ai09B6937 Araip.B09 6937 p3 (CCA)6 18 19753613 19753630 AACGCTGACACATCTACCCA CCACCGAACCTATATCACGC 278

Ai09B6938 Araip.B09 6938 c (TTG)5ctttatgtgaagaagatgataatggaggtata(GTG)562 19754210 19754271 AAGGGGCAAGAGAGAGGAAG AGTTCAAAGGCACCATCACC 206

Ai09B6940 Araip.B09 6940 p2 (TA)8 16 19756753 19756768 AGAGAGTGGCTCCTATGGCA CGTGTGCAACCCTAAGAACA 257

Ai09B6944 Araip.B09 6944 p2 (CT)23 46 19770773 19770818 GCGACCGCGTCAATTAGTAT AAAACCTTGTAAATGGGGGTG 249

Ai09B6947 Araip.B09 6947 p2 (CT)7 14 19786305 19786318 TCTTGTGATTTCTTGTGAATCAA TGAAAAAGAGGGGATATATTTTCG 278

Ai09B6949 Araip.B09 6949 p3 (TAT)5 15 19786654 19786668 TTCACTTCCCCTTCTCATCG CAGGTTCTGGATCTGCTTCC 259

Ai09B6950 Araip.B09 6950 p2 (CT)7 14 19787752 19787765 TCTTGTGATTTCTTGTGAATCAA TGAAAAAGAGGGGATATATTTTCG 278

Ai09B6952 Araip.B09 6952 p3 (TAT)5 15 19788101 19788115 TTCACTTCCCCTTCTCATCG CAGGTTCTGGATCTGCTTCC 259

Ai09B6953 Araip.B09 6953 p2 (AT)13 26 19790566 19790591 TTAGGTTACATTATACGCACGC CAGTTGTGATTTGGGTTATAGTGC 102

Ai09B6954 Araip.B09 6954 c (AT)7actgacgcacacacacaaacgcaaacaagttcatatatatgcgtgtaaca(ATTT)688 19792700 19792787 TGAATCACAACTTTACAACTTGGC TTTTTGGATTGCGTAGCACA 253

Ai09B6956 Araip.B09 6956 p2 (AG)7 14 19798155 19798168 TGCCGGATCTGTTGTAAAAT TTCCAACATATGAAAAAGTGCAA 280

Ai09B6959 Araip.B09 6959 p3 (TAT)8 24 19830366 19830389 AAAATTTTCCCTCTCCCATCTT TTCTTGTCCTTGCTCCTGCT 238
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Ai09B6961 Araip.B09 6961 p2 (AC)8 16 19843451 19843466 TGCTCATGCCTACACACCTC GCTATCAGAGTAGCGCAGCC 249

Ai09B6963 Araip.B09 6963 c (TC)6actca(CT)11(CA)855 19853718 19853772 CTTTCCTCTAATCGCATCGC GGGCTCACAACGACAAGTTT 196

Ai09B6966 Araip.B09 6966 p3 (CCT)5 15 19863211 19863225 TCAAGGTACCTCTCTCCCCA ATCCAGTCACATCCGTCTCC 278

Ai09B6970 Araip.B09 6970 p2 (TA)7 14 19883442 19883455 AGGAGGGGAAGAAGACCTGA CCCCATTTTAAAAGTTCCCA 227

Ai09B6971 Araip.B09 6971 p2 (AG)8 16 19886044 19886059 CTGGACCTACTGCTTCTGCC GTGCCCTTTTCTCCTTTTCC 217

Ai09B6972 Araip.B09 6972 c (A)10taga(AT)6 26 19886583 19886608 GGGATTTCCCAAATGACCTT CTTGAAGCTTTTGGCTGTTG 189

Ai09B6982 Araip.B09 6982 p3 (TAG)6 18 19920889 19920906 TTCCAAGGCCTTCAACTCTT TGTGGCCATCCAGAGTAGTG 277

Ai09B6983 Araip.B09 6983 p3 (TAG)5 15 19921738 19921752 CAAAACGGAAAAGGGTAGCA CAACATAATTTTAGCCCATGCTT 244

Ai09B6984 Araip.B09 6984 c (A)10cacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaatggtaagc(AT)12106 19922865 19922970 GTCTATGATGACTATGCAAATATTGTT TGAAAATGCACATGTACCTAAGGA 279

Ai09B6985 Araip.B09 6985 c (TA)7a(T)10 25 19923665 19923689 TCAATACTCACTGCTCAATACACAA TTTTCTCCTAAAAAGCCAAAAA 277

Ai09B6988 Araip.B09 6988 p3 (TAA)5 15 19925972 19925986 GATGGGAATCACACGAAACC CTATCTCCAGCAGGCACCTC 228

Ai09B6990 Araip.B09 6990 p2 (GA)9 18 19926515 19926532 ACTGGGTGATGAGGGTTGAG CCTCACAATATGGTGGGTCC 229

Ai09B6991 Araip.B09 6991 c (T)10attattgttgttgttatac(T)1039 19926935 19926973 CAATATGCACGTAAATCACATATTTTT TTCATCTTCTTCTTGTATCCTCTCA 219

Ai09B6992 Araip.B09 6992 p2 (AC)6 12 19927228 19927239 TGAGAGGATACAAGAAGAAGATGAA GGAAAGAAAAATCTAGGGATGTAGC 268

Ai09B6995 Araip.B09 6995 p4 (AAAT)5 20 19952803 19952822 TCAACAATATTTTTAAAAGCTAACGA CGATCCAATCCAATCCAAAC 235

Ai09B6999 Araip.B09 6999 p2 (AT)8 16 19966177 19966192 GTAACGGTTTTGGGAGGTGA AAAAATGCGGGATGTTACACT 194

Ai09B7000 Araip.B09 7000 p3 (GAA)5 15 19970770 19970784 TAGAATATTGCTCGCCCTCG CACATCCATCCACTTTTCCC 271

Ai09B7001 Araip.B09 7001 p2 (AG)6 12 19972776 19972787 GGGTGAGGAGAGCAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai09B7009 Araip.B09 7009 p2 (AT)12 24 20023618 20023641 ACGGGTAAAACAAAATCGCA CTGTATTTTGGGGTGTTGGC 217

Ai09B7017 Araip.B09 7017 p2 (TA)6 12 20045382 20045393 TAGGGCCGATTCTGTTGTTC GCCTCAAATTTCAGCATCTCA 187

Ai09B7021 Araip.B09 7021 p3 (TCA)6 18 20053514 20053531 ATTCCTGCACCACATCCTTC GGGACCAACTCGAACTGAAA 152

Ai09B7025 Araip.B09 7025 c (AAT)7aaaagtcagttaattaattaattatgcagtagttgttgcttagttt(TC)883 20074700 20074782 TGAGCAAAAGTGCAAAACCA CACTTGCTTTGGATGCTTGA 267

Ai09B7026 Araip.B09 7026 p2 (AG)7 14 20075726 20075739 TGGGTGCATTGTCATGTTTT CCTTGCTCCTTGCATCAGTT 223

Ai09B7029 Araip.B09 7029 c (A)12g(A)10 23 20082339 20082361 TTGCTAAGTTTTACCGCATTGA GACGCAATACTAGCCAGGGA 189

Ai09B7030 Araip.B09 7030 p2 (AT)7 14 20083888 20083901 GGCGAGGGGTATAGTTGTGA ACGACAATCCTAGCCACCAC 186

Ai09B7035 Araip.B09 7035 p3 (GTC)5 15 20092426 20092440 CGTCACCATCCTCTTCCATT ACCGTCGGATATGTCAGGAG 251

Ai09B7036 Araip.B09 7036 p3 (TTC)5 15 20092703 20092717 TCATTATCGCTCTCATCCCC TTTCACTCGCCGAAGAAGAT 175

Ai09B7038 Araip.B09 7038 p2 (AG)6 12 20103386 20103397 ATTGCTTACTGGCGGCATAC GTCATCGCCGAACTCTTCTC 251

Ai09B7042 Araip.B09 7042 p3 (CGG)5 15 20115584 20115598 CTCCCTCCTCTGGTTCCTTC GTCCTGTGCCTTGTCCATTT 123

Ai09B7043 Araip.B09 7043 p2 (TA)14 28 20138786 20138813 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 278

Ai09B7044 Araip.B09 7044 p2 (TA)11 22 20144468 20144489 TATGGACCGATGGTTGGTTT TAAACTGCAATACCGCTCCC 222

Ai09B7053 Araip.B09 7053 p3 (TTA)5 15 20176459 20176473 GGTAAAATGGTAACTTAAACGGAGA ATTGATCCAACAAAATTGAACTC 203

Ai09B7057 Araip.B09 7057 p2 (AG)6 12 20192352 20192363 AAAGTGGGGGAATCAATCAA AACCAAATTGGCAACATCAA 234

Ai09B7058 Araip.B09 7058 p2 (AT)23 46 20198164 20198209 CCCCTTTTTCAATCAAAATACA TGGATACTCTTGTTTTGGTTGTTG 280
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Ai09B7059 Araip.B09 7059 p3 (TGG)5 15 20198708 20198722 GCTCATCCTTCTGATCCTGC CGCGAGAGAAGTGGTTAAGG 225

Ai09B7060 Araip.B09 7060 p3 (TTG)5 15 20233530 20233544 CATGAGGTGGTCAAACGAGA GCAAGGTCCTATGCAGCTTT 248

Ai09B7067 Araip.B09 7067 p2 (TA)8 16 20249586 20249601 TCTGTCGAATTTCGCCTACC TGTCTTCTCCAGAAACCCGT 149

Ai09B7068 Araip.B09 7068 p2 (TA)6 12 20252665 20252676 AAATGGGGTCTGATCAAGCA TCCTCACCAAAGCTTGGACT 250

Ai09B7071 Araip.B09 7071 p2 (AT)13 26 20268790 20268815 AAATCGCAAAATGAAAAGCG GCTCCTCATAGAGGTTGAGGG 243

Ai09B7072 Araip.B09 7072 c (CA)7(TA)7 28 20270705 20270732 AAACCAACCACAAACCAAGC ATATGGTGAGGTTTTGCCCA 271

Ai09B7084 Araip.B09 7084 c (T)10cgtaaaaaaaaattaaaattaattagttaataaaaaaaaagagatttttgaaaaagagggaggatattttcgaaaatt(AG)7102 20294057 20294158 TCCTGGACTGTTCATTTCCAC TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai09B7087 Araip.B09 7087 p2 (CT)7 14 20307516 20307529 CTTTTTGTTTGTTTCTTAACTTTTTCA GATGAGGGAGAAGGATTTTCG 228

Ai09B7089 Araip.B09 7089 p3 (TAT)5 15 20307847 20307861 TCGAAAATCCTTCTCCCTCA GTTCTTGTCCTTGCTCCTGC 232

Ai09B7090 Araip.B09 7090 p3 (TTC)5 15 20309265 20309279 AAACACTCCCCACTCTCCCT CGGTCTTAGGTGCCATCAAT 150

Ai09B7091 Araip.B09 7091 p2 (AT)12 24 20320360 20320383 GCGGAGCTACAGGAGCATAG CTGGCAAAAGTCCTGTTCGT 230

Ai09B7092 Araip.B09 7092 p2 (AG)8 16 20321240 20321255 GGAAACGGTTCATAAGCCAA ATGCATCCATTCAGAGGGAG 241

Ai09B7101 Araip.B09 7101 p3 (TTA)5 15 20348754 20348768 AATGCTACAAGGCCCACAAC TTTCTCATGCATCTTTTTCATCA 231

Ai09B7103 Araip.B09 7103 p2 (AG)18 36 20354379 20354414 CAGGAAACATCAAAATCCCAA GATCTGCCTATGGCGTTGTT 218

Ai09B7105 Araip.B09 7105 p3 (CTT)5 15 20356091 20356105 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 113

Ai09B7107 Araip.B09 7107 c (A)11cgaagaggaagaggaagaggaag(AGA)5ggaagaggaagag(GAA)680 20356676 20356755 TGCTGCTTCTTCGTCTTCAA TGCGTTATTCAACGTTTCCT 177

Ai09B7111 Araip.B09 7111 c (A)17ggg(A)11 31 20364543 20364573 TGTCGAGGTCTAAACACGCT TTAATTGCCCTTGCCTTTTG 126

Ai09B7112 Araip.B09 7112 p2 (TA)11 22 20365874 20365895 TGATCATTTTTAACTAAACACGCTAT GCATGTGACTTCAAGACGGA 271

Ai09B7113 Araip.B09 7113 p3 (TAA)5 15 20366750 20366764 GATGAGGTCAGTGTGTTCAACC TCAACACAATTTTCCCCTGA 266

Ai09B7115 Araip.B09 7115 p3 (ATT)9 27 20367090 20367116 ATCCTTTTTCCCCTCAATGC CCAATTTGAACATCCGGACTA 179

Ai09B7116 Araip.B09 7116 p2 (TA)7 14 20373355 20373368 CAGAGATACTAATAAGAGGCACAACTT TCCCTGCTTAAGACTGTATTTGA 266

Ai09B7117 Araip.B09 7117 p2 (AT)8 16 20378125 20378140 TGCTTGTGTTGAGGGATGTT TTTGGTTTTTCAATGTAACGAA 280

Ai09B7118 Araip.B09 7118 p2 (TC)16 32 20384819 20384850 ATTTTTCGACGGTAACACGC AGGGGCTGGGTAAAGAGAGA 274

Ai09B7119 Araip.B09 7119 p3 (AAG)5 15 20392458 20392472 GCAGCATCAAGTGAACCTCA TTCGCTTTCCTCCTTCTTCA 269

Ai09B7120 Araip.B09 7120 p2 (TA)9 18 20394007 20394024 GATTTTGCGTTCCGATCAAT TGTTACGTGTATATTAAAATCAGCCA 258

Ai09B7122 Araip.B09 7122 c (T)10cttcatttcactcttgggtacgctgaagaagagataatcacatttaaaaaccctaaccctaattcaccg(A)1089 20395092 20395180 TGGCCCAAAAATAGACCAAT AGTAAACGGCTCGTCAATCG 249

Ai09B7123 Araip.B09 7123 p2 (AT)7 14 20396263 20396276 CTCTGTCGCAAGATGTGACC CCCTCTATGTACGCATTTCCA 228

Ai09B7124 Araip.B09 7124 p2 (AT)8 16 20397335 20397350 AACATGTCATGCCATTTCACA CAGAGAACCCTGTTGTGCCT 243

Ai09B7125 Araip.B09 7125 p2 (TA)22 44 20398654 20398697 AGATGCAGGTTGAGAGGCAC AAGGTAAGGCCGACCAAAGT 274

Ai09B7126 Araip.B09 7126 p2 (GA)7 14 20404020 20404033 GAACAGCTTGGGGAGCTATG ATCAATGGCCCAAATTCAAG 138

Ai09B7129 Araip.B09 7129 p2 (AT)6 12 20418553 20418564 AACGCTTCCAAGGATAATCG TTTGTCAACAGAAAGATACTACGTAAA 280

Ai09B7133 Araip.B09 7133 c (A)11gagaaatgcttttctatatctctaacacgtcttctttaaagtatgggtgatttttttataaga(T)1084 20420633 20420716 GAAGGTTTGAATAAATAATCCATGA CCTTCCGCTTTGTCATTACTC 280

Ai09B7134 Araip.B09 7134 c (A)13t(A)10 24 20422422 20422445 GACTGTCGTCTTCGTGTTGG GCCATTGACGGTTGATCATT 270

Ai09B7136 Araip.B09 7136 c (AAT)7g(ATA)10 52 20424774 20424825 TGTGGAAGAGCATGAATTGC GGCCAAGACACAATCCTTTC 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7137 Araip.B09 7137 p4 (ATAG)7 28 20425031 20425058 CCCCTCCCAGTTTCGTAATC TCATCAAATGCATCAGCCAT 275

Ai09B7141 Araip.B09 7141 c (AT)6(TA)8 28 20433052 20433079 TGATGAAAGTTGATGTATGTTGGA TCAAGGCAAAGAATAAATTGACA 261

Ai09B7150 Araip.B09 7150 p2 (AT)7 14 20463072 20463085 TCATGAGAATGGAAATGAATCAA AGAGGAGGAGAGGCAACACA 243

Ai09B7151 Araip.B09 7151 c (T)10gccctttcttcgtcaatttcttttccatccccttctactttcttctcctaa(T)1071 20463646 20463716 AACGCGCTTGTAGCTTGTTT TGAATTAGAAGGGGAACGAAAA 271

Ai09B7157 Araip.B09 7157 p3 (GAA)7 21 20477266 20477286 CGATTGGATATCACATGATGG CGAAAAGGCAAATCCAATGT 198

Ai09B7160 Araip.B09 7160 p2 (TA)6 12 20487446 20487457 TCTAGCCAGCCTTACCTTCG TGAAACGTGGGTATCACTATGC 279

Ai09B7164 Araip.B09 7164 p3 (TCA)5 15 20530481 20530495 CCCCTCCTCCTTCTTTTGTC GAAGACGATGACGATGACGA 120

Ai09B7165 Araip.B09 7165 p3 (AGG)7 21 20535594 20535614 AAATGCAGCAACAACAGCAG ATATCCCGCATTCCTCCTCT 150

Ai09B7168 Araip.B09 7168 p2 (AT)19 38 20545948 20545985 GTCTGAGAGACGGCGAAGAT AAGCGAGCTTGATGAAAAGC 227

Ai09B7169 Araip.B09 7169 p2 (AT)20 40 20546942 20546981 AAAAGATGAACAGATTAAAATGATTG GTGCAGCTTCAACCAGCATA 231

Ai09B7172 Araip.B09 7172 p2 (TG)6 12 20556684 20556695 TGTCAATGGGGGTTTTCTTC TAGAAATGGAAAACTGGGCG 207

Ai09B7174 Araip.B09 7174 p2 (TC)7 14 20568616 20568629 GCAAGGTAGAAATCCGAAATTG AGGCTGTGGAGTGGAGCTTA 163

Ai09B7179 Araip.B09 7179 p4 (AAAT)5 20 20596639 20596658 AACAAAGGACTTTCGCTCACA CGTGTTCTGTCTATTGTGCTTG 272

Ai09B7181 Araip.B09 7181 c (T)19gaagttagctttagttttgcccatagcaactgcatcagttgaaagaac(T)1178 20600999 20601076 TCTACTCAACTTTTGGCACTTGA TGATGAAGCTGACTCTTTATGACA 257

Ai09B7184 Araip.B09 7184 c (AT)16gtttttgaaaaatc(A)1056 20606994 20607049 TCGAGTTTGGACAACTGACG TTAACAGCCAGCCAGGTTTC 224

Ai09B7195 Araip.B09 7195 p3 (TCC)5 15 20653889 20653903 AAAGGGTCCAGGAGGCTAAA AATCACAATGGGCTGAGAGG 116

Ai09B7197 Araip.B09 7197 p3 (ATA)11 33 20661382 20661414 TTGACAAGGTGCTTCTGTTTTC ACCTTGTGATGGACATTGGA 181

Ai09B7198 Araip.B09 7198 c (A)10taattgtcatattaaaaatgatag(A)1347 20707131 20707177 CGTGAGATTATTGAACTTTTTCTGG TGGGAGAGTCCTTTCCTGAG 197

Ai09B7201 Araip.B09 7201 c (ATT)18nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncttatttttc(ATA)8154 20709491 20709644 TTTGGCTCTTAGAAGGTCTAAACA AATCCGCAACCTATTGGAAA 277

Ai09B7204 Araip.B09 7204 p3 (CTT)15 45 20726278 20726322 CTTGCCCAATGCTTCTTCTC AAGACGCTTCGTGCGTAAAC 101

Ai09B7205 Araip.B09 7205 p2 (AC)6 12 20734477 20734488 TCTTCACTAACCTAACCCTACCCA CGCCTTTCCTTTTCCTCTTT 150

Ai09B7206 Araip.B09 7206 c (AGG)5(AGA)6 33 20740681 20740713 AGGAAGAATGCGAGCAGAGA CTCACCCCTCACTCGTTTGT 157

Ai09B7211 Araip.B09 7211 c (T)11gaaaaaaata(T)1031 20767895 20767925 GAAATTTGCCAAACACACTAAAAA GGTTGTTTCTCCCGGTTGTA 229

Ai09B7215 Araip.B09 7215 p2 (TA)6 12 20770680 20770691 GTGCCTCCAAACGAATAAGG CCAACAAATGGGAACCAACT 158

Ai09B7217 Araip.B09 7217 c (A)10tttaattactctattggtcctata(T)10cttttaattgagtcattgcaccata(T)1180 20789470 20789549 GGAGGGCATGCATAAGAAAA AAAATTTGGTGCAAGAATCCA 221

Ai09B7227 Araip.B09 7227 p2 (TC)7 14 20838501 20838514 ATGCACCCATTCAAGGAGAG TCGGGGTTTAGAAGGTGAGA 258

Ai09B7229 Araip.B09 7229 c* (A)10(AG)6* 21 20844592 20844612 TGGGAAACCTTTTGGAAACA TAGGAATGGAAATGGAACCG 237

Ai09B7231 Araip.B09 7231 p2 (TA)10 20 20862356 20862375 TCACACTTTTCGTTTTGCGA CCTTGTCTCTGATGGTTGGC 276

Ai09B7234 Araip.B09 7234 p5 (TTATT)6 30 20873643 20873672 TTTCGAAAATCCTTACCCCTT AAGGGAGATGACGTGGATTG 176

Ai09B7235 Araip.B09 7235 p2 (TA)6 12 20898753 20898764 CAATTGTGTTCATGGAAGATGC TGAAACATAACTGAATTGACTAAGGAA 271

Ai09B7236 Araip.B09 7236 c (A)10g(A)12 23 20900090 20900112 TCCTCTAACCTACATGCAACAA GGGTTTTAGCTTATGGGCCT 214

Ai09B7239 Araip.B09 7239 c (A)11ttacaaggaatttaaaagaaatgaaaagatatggaaaaaattctacag(A)1069 20904239 20904307 AAAACGACGGTGCAGAATTT ACTCACGCACACTCACATCC 175

Ai09B7241 Araip.B09 7241 c (T)10ctttcattttatttttttcttttcatcatttttttttcttt(TA)867 20916678 20916744 TTCACTTTGGGGCATTTTGT CTTGGGAACATTGGATGGAA 253

Ai09B7243 Araip.B09 7243 c (AG)6gaaggcggtgatggtggcgcggaggcggaggcggaggcggtggcgcggtgggatttcgaccgggaggaggaagagaggagt(GA)7107 20920106 20920212 GACGATAGGGCAGCAGAGAC CCTCCCTCATCATCACCTTC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7244 Araip.B09 7244 p2 (GC)6 12 20920413 20920424 GAAGAAGATGGAGGTTGGGG CACGCGTTCTTTCCTCTTTC 191

Ai09B7247 Araip.B09 7247 p3 (TTC)5 15 20929704 20929718 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 142

Ai09B7248 Araip.B09 7248 c (A)10taggcg(A)10 26 20930785 20930810 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 239

Ai09B7252 Araip.B09 7252 c (T)14caatattcatgtaaacggtctctttgtagacatgatacatgatagagttcaacggcgtcgtttgatctatgtagccgaccccacctagtgggacagggtt(TTG)5129 20956647 20956775 TCAGGTTTTCTTTTTCGGACA GGGACCCTAATTTGGACTCT 245

Ai09B7253 Araip.B09 7253 p3 (AGA)7 21 20960321 20960341 TCTGTTTTGGCCAAGAGGTT TGGCTTCTCCCTTATCATCG 149

Ai09B7255 Araip.B09 7255 p4 (TTTA)5 20 20963780 20963799 TCAAAGGTTGAAGTGAGAGCAA TCTTTTCTCTTGAAAAATGAGTGAA 274

Ai09B7256 Araip.B09 7256 c (A)13gaaaaagtgtaagt(TTTA)547 20969975 20970021 TACCGAATTGATTGTGGGGT TCAAACTGGATTCCACGTCA 208

Ai09B7258 Araip.B09 7258 p3 (CAT)7 21 20975946 20975966 TCTCCAGGATCATCTCCACC GGCCATAGAGAAGGTAGGGG 155

Ai09B7259 Araip.B09 7259 c (A)11ttaaaaatttgctaaataatgcctgacctaacttataaaaacttgtttataagaaccataacaaaacagtaaataatgcatgacctaattg(A)10112 20979134 20979245 ATATAGCGTTGGGGTTGCAC ACTCCCGTGTTAGATCCATTT 258

Ai09B7265 Araip.B09 7265 p2 (GA)11 22 20991487 20991508 GAAGCACCTGAAGTGGAGGA TTTGACCCACCCTTTCACTC 172

Ai09B7271 Araip.B09 7271 p2 (AT)6 12 21040096 21040107 AAGATGAACAGCATGCAGGA TTTGGTGGTTTTGTTTCAGAGA 145

Ai09B7275 Araip.B09 7275 p3 (AAG)5 15 21047686 21047700 CCTCCTCATCTTCTGCTGCT TATTAACGCGCTTTCGAACC 248

Ai09B7276 Araip.B09 7276 c (A)14gaaagacaagagaaagatgaatcaacaagggagagaatgacaaaagagttgtgatttgctaagtattaccttattc(TCT)5105 21048544 21048648 TTTAAGAATCGATTTAGAATACTCCTC CATGGAACAACATTTGAAAACAA 274

Ai09B7277 Araip.B09 7277 p2 (AG)6 12 21049698 21049709 CTAACCACCACCGCCATAGT CGACATACAACGGCACAGAC 248

Ai09B7282 Araip.B09 7282 c (T)10c(T)12 23 21084602 21084624 GTTGCACAGTCGCACTTGTT TCAGCTTTCTCCCATTGCTAA 226

Ai09B7284 Araip.B09 7284 c* (A)13(AAT)9* 38 21094642 21094679 ACCCACTTCATGACTCTGGC TTGGCAGGCAATAAACATCA 190

Ai09B7285 Araip.B09 7285 p2 (AT)6 12 21098773 21098784 TCCCGGGATCTCTACGTACC CCTCCCTCGTATTTTGAATCAT 275

Ai09B7286 Araip.B09 7286 p2 (AT)8 16 21099195 21099210 CGGGGATCTTCGTTCTGTT AGGAGATTGGGATCGGATTT 250

Ai09B7288 Araip.B09 7288 p3 (AAG)8 24 21104140 21104163 CTTACAGATCGCAGCCATGA TCAGGATTACATCCCAAGCC 247

Ai09B7301 Araip.B09 7301 p4 (AGAT)10 40 21125347 21125386 CGCGTGTGCATACACAAAAT GGAGAGTCATCGATTGATCCTTA 268

Ai09B7303 Araip.B09 7303 p2 (TA)8 16 21126608 21126623 GAGGGTGAAGACCAACTGGA CGCCATGTGAGCATCTGTAT 269

Ai09B7310 Araip.B09 7310 p2 (TA)6 12 21146303 21146314 AAATACGCCTGGACACACCT TCTTACATGACACGGGGACA 277

Ai09B7311 Araip.B09 7311 p3 (CCA)5 15 21147733 21147747 TTCACCCAATGGAGGTTCTC GATTCTCGCGATGATTGGAT 279

Ai09B7313 Araip.B09 7313 p2 (AT)9 18 21149977 21149994 TGGATATCCGATAAAATAGAAATTCA CCAACCCGTAGATCTGACCA 272

Ai09B7314 Araip.B09 7314 p2 (TG)6 12 21150341 21150352 AATCAAGTACCCACGACCCA GGGAAGAGTAAGAGTGTTAGAGTGG 240

Ai09B7316 Araip.B09 7316 p3 (TTA)5 15 21157347 21157361 ATGAACGCACCAGAGTTTCC CATGCCGATGACAAATTCAC 249

Ai09B7318 Araip.B09 7318 p2 (AC)6 12 21174925 21174936 CAGAACGAGCGAAAACACAA CTTTTCTCACGTGTGCGTGT 120

Ai09B7320 Araip.B09 7320 p2 (AC)8 16 21177666 21177681 ACGAGCGAAAAACGCATAAA GCTCGTTTCGCATGAATGTA 189

Ai09B7322 Araip.B09 7322 c (AC)7gtgcgaaatgagcgacaaacatgcatacgtgcagaacgagcgaaaacacaaaaaaaattcaaaaaaa(AC)795 21178348 21178442 ACACACATGAGCGAAACGAG TTTCGCAGCTGTGTCTCTGT 236

Ai09B7323 Araip.B09 7323 c* (A)10(AC)7*atacacgtgagaaacaagcaaaaaacacaaaaaaaaaccacacacacgtgcaaaacgagcgaaaaactcacatacatgcaaaacgagcgaaaa(AC)6128 21178690 21178817 ATACACACGTGCGAAACGAG GTATGCGTGTTTTTCGCTCA 240

Ai09B7325 Araip.B09 7325 c* (A)10(AC)7* 23 21179177 21179199 CACTTGCGAAACAAGCAAAA GGTCCGGTTTTCAGAACCTT 271

Ai09B7329 Araip.B09 7329 p2 (GC)6 12 21236892 21236903 TTTCTTTGAAGAAGGGCACC GATGGTTGAATTGCAAGGGT 175

Ai09B7330 Araip.B09 7330 p2 (GC)6 12 21237047 21237058 ACCCTTGCAATTCAACCATC CGTTAGTTTTGGCACAAGCA 130

Ai09B7331 Araip.B09 7331 p2 (AT)9 18 21241896 21241913 GGTGGGTCACTGGTTGAACT TCCTCTTGAAGAAAGGGGCT 274
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Ai09B7335 Araip.B09 7335 c (AAAT)7aattaaaaataaaaatatttttttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(ATAA)7146 21265265 21265410 TTTCGAAAATCTTCACCTATTTTT CTGGACTGTTCATTTCCGCT 271

Ai09B7337 Araip.B09 7337 p2 (AT)7 14 21279509 21279522 GCGGAGCTACAGGAGCATAG GCATTCATGAACACGAACTGAA 241

Ai09B7338 Araip.B09 7338 c (T)10cttc(T)10 24 21309435 21309458 TTGGCTTTTTCTGCTTGCTT TGTGGTGACAATGCTTCCTG 262

Ai09B7339 Araip.B09 7339 p2 (AG)7 14 21312407 21312420 GGAAGTCCATGAAACTTGCAG ACATCTTTCCCTCACCCACC 156

Ai09B7341 Araip.B09 7341 p2 (AC)9 18 21322033 21322050 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 238

Ai09B7342 Araip.B09 7342 p3 (CTT)5 15 21324752 21324766 TCCCTTGAGCTCTTCCTTGA AGCAAGTGGAGAAAGCCAAA 203

Ai09B7345 Araip.B09 7345 p2 (TC)6 12 21351547 21351558 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 218

Ai09B7346 Araip.B09 7346 p2 (TC)6 12 21354421 21354432 CCTCTTATCTTTTCAAATTGATTTTC TGAAAAAGAGGTTAGTGATTTTCAA 159

Ai09B7348 Araip.B09 7348 p2 (AG)7 14 21368343 21368356 ACAGATGGAAGAGGGGGTTC AACTCCCTCTCTCTCTAATTTTCG 254

Ai09B7351 Araip.B09 7351 p3 (ATT)27 81 21434117 21434197 TAATGCACTAATGACGCGGA CCCACCATGGTATGATTGTTC 271

Ai09B7354 Araip.B09 7354 p2 (TC)19 38 21463254 21463291 CGCGTTACCATCGGATTTAT CGGGAGTGGAGATGGTTAGA 195

Ai09B7370 Araip.B09 7370 c* (GA)13(AGA)8*gagaagggac(GA)1485 21524285 21524369 AGCCAAGGGGTAGAAGTGGT CCTAAATGGAGCAGGGATGA 271

Ai09B7375 Araip.B09 7375 c (T)10ccgccta(T)10 27 21570177 21570203 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 243

Ai09B7381 Araip.B09 7381 c (CT)6cattttcgaaaatatctctcccctttttcaaaatttcttcttaatttattaattattttaatttt(A)1087 21599507 21599593 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 217

Ai09B7383 Araip.B09 7383 p3 (GGT)5 15 21610322 21610336 GAAAAGAATGGGGTGAGGGT TAAAGCGTTTGCGTCAGTTG 243

Ai09B7384 Araip.B09 7384 c (T)11cacttctt(TA)1141 21613373 21613413 TAGGGCATTTTGTCCCCTTT AGTGTGGGGAAAAGTGGGTT 233

Ai09B7396 Araip.B09 7396 p4 (AGTT)5 20 21656028 21656047 TTGGGATCGTGCAATCACT GCAGCATCCCAGAACAGAAT 274

Ai09B7398 Araip.B09 7398 p3 (AAG)6 18 21656481 21656498 CGAGACAATCACGAATGCTG CTTTGATCCCTAAGCCCTCC 251

Ai09B7399 Araip.B09 7399 p3 (GAT)10 30 21659232 21659261 GTGTAATGGTGGCAGTGGTG TACCCTCACCCTTTCCCTCT 132

Ai09B7406 Araip.B09 7406 p2 (AG)10 20 21685654 21685673 GCAGCCTGGAAACATTTAGG GTGGCCTGACTGTGGTTTCT 251

Ai09B7407 Araip.B09 7407 p3 (AAT)11 33 21687584 21687616 CAACAAAATAATGCAATAAATGTTCA CACGAGTTTGTGCAGCAGAT 240

Ai09B7413 Araip.B09 7413 p3 (AAG)5 15 21709182 21709196 GAACGTCCAGGAAAAACCAA TAAACGCCGTGCTTGATATG 277

Ai09B7416 Araip.B09 7416 c (TA)16(T)10 42 21716251 21716292 TTCAAGCCATCTACACCCCT AGGGACACAATTGATTCTTCA 234

Ai09B7432 Araip.B09 7432 c (TA)6(TC)6 24 21778210 21778233 GAGCTCTGGTTTGGGAGAAA TGGCTTTAAGCAGAGCCAAT 174

Ai09B7434 Araip.B09 7434 c (A)10caaataatattttataacataaacagcagattgtgaa(AT)659 21787456 21787514 ATCCCCCTGATGCTTTATCC AAAGCACTGTTGTTTTGGGTG 261

Ai09B7436 Araip.B09 7436 p6 (CCGTCA)7 42 21791845 21791886 TAAAGAAAAACACCTGGGGG AGCACCGAGTGTAGGAATCG 132

Ai09B7440 Araip.B09 7440 p2 (TC)11 22 21798699 21798720 GCAACCTTGCGTAGCATACA TCTCGTGCTGATAACGTGTTG 241

Ai09B7441 Araip.B09 7441 c (T)10aattaggtcccttttggtagtagttggtttaattatatagggactcaacg(A)10ttgggtgcagagactcaaataaaag(A)10105 21805039 21805143 TGGTGCTGGTTATTGAAGAGTG TTGAGTCCTTGCACAATTTTT 280

Ai09B7442 Araip.B09 7442 p2 (TA)13 26 21811781 21811806 TGCTTATTAAGTCATGTTTTCTCCT ACGGACCTAGAGGGGTGAGT 154

Ai09B7458 Araip.B09 7458 p3 (GTG)5 15 21870780 21870794 AGCTGGCAGCAATGGTAGTT GTTGCTCCTCTGCCAAAATC 263

Ai09B7460 Araip.B09 7460 p2 (TA)11 22 21874039 21874060 CCTTGAAAACACGCAATGTG GAGAATCATCTCTCAGCGTCAA 263

Ai09B7461 Araip.B09 7461 p2 (TA)11 22 21878828 21878849 CTTGAGGGGGAGTGTTGAAT CGAATGGAGTGAGACAAGGA 234

Ai09B7469 Araip.B09 7469 p3 (GAA)7 21 21899220 21899240 CGAGGATTTAAGGCTTGCAG CCGTCGGTTTCTCGTTACAT 138

Ai09B7474 Araip.B09 7474 c (A)10ttagaacagtttttttgtagtaaataaatcaattcttgataaaaaaaaatgtgttgac(A)1078 21903592 21903669 GCCATCAACCATCACTCAAA AGAGAAGGGCTGTGGTGCTA 255
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Ai09B7478 Araip.B09 7478 c (T)13cattgttcttattaatttttcataattttattttttatttttatatcattttctaaatttttttaag(A)1090 21909077 21909166 AAATAGAGACATTGTGTCCAAAAAT GGTCGTGGTTGGTTATGAGAA 270

Ai09B7479 Araip.B09 7479 p2 (AT)8 16 21913088 21913103 TCACGAGCTGGCTCAAATAA GCCGAGTTTGAGCTTGGATA 277

Ai09B7482 Araip.B09 7482 p2 (CT)21 42 21920539 21920580 CACTGCATTCTGCAACCCTA GCGAATGGTTAAGGGATCAA 172

Ai09B7487 Araip.B09 7487 p3 (ATT)5 15 21927599 21927613 TGACAGATCCAAGTGAACATGA AACATACGACACAAATCATTAATCC 275

Ai09B7489 Araip.B09 7489 p3 (TGA)6 18 21932791 21932808 TCATTTTTCAAGTAATTTTGCAGC TCCTCTTCCTCCTCCTCCTC 210

Ai09B7490 Araip.B09 7490 c (AAG)5atcagaagatgatgatgataatgatgatggtgatgaaa(AAG)568 21933611 21933678 CCTCTTCCAAGTAATTTTACAGCA CCCTCATCCTCATCTTCTGC 232

Ai09B7491 Araip.B09 7491 c (GAG)5(GTG)5 30 21934095 21934124 TGATGGAGGAGAAGGAGGAA ATTTACATTCACGCGCACAC 176

Ai09B7497 Araip.B09 7497 p2 (TG)8 16 21947221 21947236 GCCAAGAAGAATTGGCTCAG GGACAGTACCTGCACGGTTT 270

Ai09B7500 Araip.B09 7500 p3 (CTT)5 15 21954320 21954334 CATTGCGACCCTTAACCACT GCTCTACTGTGCAGCTCATCC 263

Ai09B7506 Araip.B09 7506 p2 (AT)11 22 21978983 21979004 GTTGGGTGGAAGCAGGTTTA GTAGCACCTCGTGAGGATCG 164

Ai09B7508 Araip.B09 7508 p3 (GAG)5 15 21987942 21987956 AGGGAGAGGAGAAGAGGCAG AAGGTCCAAGAGGCCAAGAT 143

Ai09B7517 Araip.B09 7517 p3 (AAG)5 15 22035485 22035499 CCACTGATACCTCCACCACC GGGGAAAAGAAGAGGGAGAA 267

Ai09B7521 Araip.B09 7521 p3 (ATT)6 18 22046320 22046337 TGTTGCTCTCAAAAGCGTTG AAGCAACGCAATCAAACCTC 280

Ai09B7522 Araip.B09 7522 p3 (TAA)5 15 22046682 22046696 TGAAATTATAAAAACGTTTGTCACG GGAGGACTTTGTACCAGCCA 244

Ai09B7523 Araip.B09 7523 p3 (GAG)6 18 22049675 22049692 TCATCGCCGAAAGGTTAGTT TTGTTTCGCGTTGTCTCATC 260

Ai09B7524 Araip.B09 7524 p3 (TTC)6 18 22051027 22051044 CCTCAACTCGAAGGAGGGAT TTTGGTGCGGCTTATTTTTC 230

Ai09B7534 Araip.B09 7534 p5 (TTATC)5 25 22100740 22100764 CCTTTGTCACTGGAGGATGG GCCCGAATAGAGGAACATGA 280

Ai09B7535 Araip.B09 7535 p5 (TTATC)5 25 22103346 22103370 CCTGGGTGCTCCAGTGTATT AACACGACCCAAATCCAAAG 166

Ai09B7537 Araip.B09 7537 p2 (AT)7 14 22107482 22107495 AAAACTTGAGACATTGGTTGAGG TTTGGGATATTTTTGTCCCC 273

Ai09B7541 Araip.B09 7541 p3 (AGA)5 15 22129009 22129023 AAATTTCCTGTGCTATGCCC AAGCCTCCATAAGCCTCCAT 242

Ai09B7543 Araip.B09 7543 p2 (TA)11 22 22130356 22130377 TCAAGGCTCAAGACTCGGTT CTGAGGCATGCTGGAGACTT 269

Ai09B7544 Araip.B09 7544 p3 (TAT)9 27 22147667 22147693 TTCCCCTCCTTTCTTCCACT GCTGCCATCTCCTCTTTCTG 259

Ai09B7545 Araip.B09 7545 c (C)10tcccctatatatagccctccattcttcctcattttcacacaacacaaccctctcttctctacttggccgaaacacacttcacccctcttctccatatt(TTC)5123 22150414 22150536 TAAAACCAATTTCCCACCCA TAGAATATTGCTCGCCCTCG 211

Ai09B7548 Araip.B09 7548 p2 (TA)7 14 22182531 22182544 TCAAGGCTCAAGACTCGGTT GGCATGCTGGAGACTTTTGT 257

Ai09B7549 Araip.B09 7549 c (TCT)5tcgcgtccttcctcttcctcag(CTC)655 22186285 22186339 GCACGAGGCTTTACGTTTTC TTGGACTCGTTGTCTTGCAC 183

Ai09B7550 Araip.B09 7550 p3 (AAG)5 15 22194660 22194674 CGGTCTTAGGTGCCATCAAT GCCGAACCTACTCCCTCTCT 241

Ai09B7551 Araip.B09 7551 p2 (AG)6 12 22198232 22198243 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai09B7552 Araip.B09 7552 p2 (TA)8 16 22202218 22202233 TGTTTTTCAGATGCAGGTCG ACTAGCCCCTCACTCAGCCT 273

Ai09B7553 Araip.B09 7553 p2 (AT)6 12 22202345 22202356 TGTTTTTCAGATGCAGGTCG ACTAGCCCCTCACTCAGCCT 273

Ai09B7557 Araip.B09 7557 p2 (TC)21 42 22216646 22216687 GACACTGCGCTAACACCAAA GTTGGCAAAGTGTCCTCCAT 179

Ai09B7558 Araip.B09 7558 p2 (AT)7 14 22222428 22222441 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 269

Ai09B7559 Araip.B09 7559 p3 (AGA)5 15 22223197 22223211 AGTGGAGAAGGGGGTAATGG CGCGTGGATTCGAAAATATAA 170

Ai09B7562 Araip.B09 7562 p2 (TC)6 12 22233905 22233916 GAAACGGCAGCCAGAAATTA TTGGAGACCATGGATGATGA 249

Ai09B7566 Araip.B09 7566 p2 (AT)7 14 22241632 22241645 TCCAATTTCCATCCACCATT AACCCTATGCTCCGATACCA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7567 Araip.B09 7567 p2 (TC)11 22 22244368 22244389 GCACATGATCTGGTGGCATA TTCTTTAAACAACCACCGGC 196

Ai09B7569 Araip.B09 7569 p2 (AG)18 36 22248203 22248238 TCCCTCTTCTCTCTCTCCCC TTCTTTCTTTGCCCTCCTCTC 268

Ai09B7570 Araip.B09 7570 p2 (GA)7 14 22248465 22248478 GAAAGAGAGAGAGGAGGGCA CCCTCTTTTTCCTCTCCCAT 181

Ai09B7578 Araip.B09 7578 p2 (TA)7 14 22283147 22283160 ATACAAAAGCGCGAAGCATT AGGCCTAAACTCCACAGGCT 135

Ai09B7580 Araip.B09 7580 p6 (CGCTGA)6 36 22294696 22294731 CATTGACACCGAGCAAGAGA GCCGTTACCAGCATCCTTAC 171

Ai09B7584 Araip.B09 7584 p2 (TA)6 12 22306572 22306583 GTAATGACCCGACCTGGTGT CAGGCTTGGTAGCACAGTGA 272

Ai09B7591 Araip.B09 7591 p2 (AG)26 52 22354620 22354671 CCCAACCTTCCCAGTAGTGA CGTGAACCCTTCTTTCCTCA 263

Ai09B7592 Araip.B09 7592 p3 (GTC)5 15 22355318 22355332 GTCGGTAATTTTGGCGTTGT ATCGCCTAGTCTGCCACCT 279

Ai09B7594 Araip.B09 7594 p6 (TCTTTT)5 30 22364446 22364475 AGGCCCTCCTATCCACTGAT GGTGGCAATGCTTTTTGTCT 274

Ai09B7595 Araip.B09 7595 p3 (AGA)12 36 22370595 22370630 TTAGAATGTTGCTCGCCCTC CACACATCCCTCCATCTCCT 100

Ai09B7596 Araip.B09 7596 p2 (AG)6 12 22372275 22372286 GGGTTCGAATTTGGTGAGTG TTTCCTATCTTTTTCAAAACCACC 245

Ai09B7597 Araip.B09 7597 p5 (TAAAA)6 30 22376567 22376596 AAGAAAGAACAATGAACACAAATTC TCGAGTTTGGACAACTGACG 276

Ai09B7598 Araip.B09 7598 p2 (GA)8 16 22398966 22398981 GGAGGTGGTTGTCAATGGTC CTTCCTCAACGTCCTCTTCG 224

Ai09B7606 Araip.B09 7606 p2 (GA)7 14 22445518 22445531 TGTGGTTGCATGTTCATCCT CTCTCTCCACTGGAAGCCC 242

Ai09B7610 Araip.B09 7610 p2 (CT)8 16 22467150 22467165 TACATCTCGAAACCCCGTTC GTGGAGCAAGGTAGGGTTGA 270

Ai09B7611 Araip.B09 7611 p2 (TA)7 14 22467294 22467307 TCAACCCTACCTTGCTCCAC TCACAGCTGAAATCAAACGC 243

Ai09B7612 Araip.B09 7612 p3 (GAT)8 24 22467682 22467705 GTCTTCGATTTCGTCAGCGT CCATTTCATCAACCATTCCC 277

Ai09B7617 Araip.B09 7617 p2 (AG)7 14 22477747 22477760 CGGGAAAACTGAAAATGGAA CTTCTCCATCTGTCATCGCA 260

Ai09B7618 Araip.B09 7618 p2 (GC)6 12 22477941 22477952 CTGCGATGACAGATGGAGAA ACTCTAAGCCCCTAGCCCAA 259

Ai09B7621 Araip.B09 7621 p3 (CCT)6 18 22491070 22491087 CCTACTCATCAAGCGGGTTC AGGAGCTCCCATACCAGGAT 209

Ai09B7623 Araip.B09 7623 p2 (TA)15 30 22498682 22498711 ATTGTTGCGTCTTGTGATCG CAAAACCAGCTAAATGAGGACA 265

Ai09B7624 Araip.B09 7624 p2 (CA)6 12 22503282 22503293 TTTATTTTGTTGTGTTCGCTCA TCAGAAGGAGTCAGGTGCTG 245

Ai09B7627 Araip.B09 7627 p2 (AT)13 26 22516927 22516952 TGACATTCAAAGTGTTCTTGCAT TGACTTGACTAACAAGAAACAACCA 215

Ai09B7628 Araip.B09 7628 p2 (CT)6 12 22517699 22517710 TTTTTGAAAACCACTAACAACTTTT ACAGAGAGGGAAAGGGTTCG 247

Ai09B7630 Araip.B09 7630 p2 (TA)6 12 22527710 22527721 ATCCCAAATTAGCCAAACCC TGTTCAAACGAAATAGGTAATACTGTG 133

Ai09B7631 Araip.B09 7631 p2 (AT)7 14 22528404 22528417 TCCACAAATCCAGGACCAAT AAAACCGTGAATCTTAGAAACCA 245

Ai09B7634 Araip.B09 7634 p3 (GTG)5 15 22532810 22532824 GAGGGAGATCGGAAGGGTAG TACTGGAATGGCGACATGAA 262

Ai09B7636 Araip.B09 7636 p3 (CTT)5 15 22535037 22535051 ATCCAAGGATGACCTTGTCG CCCTAAACGTCTTGGGTCAA 268

Ai09B7640 Araip.B09 7640 c (T)10aaattttttttaccggtgcggacgcgttatgcacgcttccgcgcgccttttatctttc(T)1078 22539160 22539237 GACATGAGAAGGGTAAAATTAAAAA GGACCAAAAATAAATATGAGAGAGAAA 263

Ai09B7645 Araip.B09 7645 c (T)10aaagagaaaaacccaaatcagcccctgacaattacctcgaaagacaacgaggcccctgac(A)1080 22550332 22550411 AGCAAACCACCCACAGTTTC GGCCAGGTTGGGTTTATTTT 215

Ai09B7650 Araip.B09 7650 p2 (AT)7 14 22556168 22556181 CTTACAAAGGGACGACGCTC GCTCTCCCTGTATGCGTAGG 248

Ai09B7653 Araip.B09 7653 p2 (AG)8 16 22563132 22563147 CATGCCGCAACAGATCTAAA TAGCAAAGTAGAGTGCGCGA 229

Ai09B7655 Araip.B09 7655 p2 (AT)6 12 22575311 22575322 GCCATTGATTCGGTGAGAAC TGTATTCAAGTTTTGGAAATAGAAAAA 138

Ai09B7658 Araip.B09 7658 p3 (ATT)5 15 22581590 22581604 CGGACAATAAATTGCACCAA AGCCGCAATCGGAATTAAG 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7660 Araip.B09 7660 p3 (TTC)5 15 22589245 22589259 CGCCTATGCTTTTCTGCTTT TCCTCAACGTTCAAAAACGC 253

Ai09B7661 Araip.B09 7661 p2 (TA)14 28 22593996 22594023 CGACGGAATTCATCGTTTTT TTCTTGGTTAATCGGGTCAAA 185

Ai09B7665 Araip.B09 7665 c (AT)7(AG)7 28 22600545 22600572 TCTTTTCCCCAAAATTATTCCA TGGGACCAATAGAGTGGCTT 264

Ai09B7666 Araip.B09 7666 p2 (TC)10 20 22613896 22613915 AGGCACGCTACCTAAAGCAA GCATCTCCTTCTCTTCGGTG 180

Ai09B7670 Araip.B09 7670 p3 (TCT)33 99 22620510 22620608 TTCATCATCTTTCTCCTCCGA CACCCTTAGGTCGGCTGTTA 253

Ai09B7671 Araip.B09 7671 p3 (AAC)8 24 22626330 22626353 TGTCAATGGCTCCACCTAAA TTTGTTTTGACATGGGAGCA 238

Ai09B7672 Araip.B09 7672 c (A)10taataacannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntacacctacacgtaatagtaaa(AAT)6109 22627133 22627241 CAGTGCAGAATGTCCCTTCA TCCCATTCCTTAAACCATCAA 257

Ai09B7674 Araip.B09 7674 p3 (AAC)8 24 22638398 22638421 GTTTCATAGGTTTGGGCTGC CAGTTGAAACCGATTAGACCAA 277

Ai09B7675 Araip.B09 7675 c (CTT)6ttaaattcacacttcttcttcactccggatgctacg(TCT)5cctcctttagttatttttcaatttcgttaccgtcgtcaccaacaacacctcttcctct(TCC)5tattggaatttcgtctcctccttctttttcattcttctcctc(CAT)6202 22643284 22643485 TTTCTTTTTCCTGTTTTCTCCC GACAATGACGATAACGATGATGA 256

Ai09B7678 Araip.B09 7678 p2 (AG)6 12 22654212 22654223 TGTCAACAGACTGCACCACA GGGAGAGAGTGGAATGTTGG 234

Ai09B7679 Araip.B09 7679 p3 (CTT)5 15 22661408 22661422 TTGGCCCAACACAAAAGAAT ACGTGAAGAAGAAGGCGAAA 186

Ai09B7680 Araip.B09 7680 p3 (GAG)7 21 22663216 22663236 TGCATAGAAGAAAAACGCGA GTAACTTTCACTCCACGCCC 160

Ai09B7681 Araip.B09 7681 p2 (TC)9 18 22669488 22669505 ATCGTCGGGTATTTTCAACG GTGAATGGGAGAATGCTGGT 267

Ai09B7682 Araip.B09 7682 p3 (TAT)6 18 22670186 22670203 TGGGTTAATCTTCGGTGAAA TTGAGTTTCTTTTGAATTTACTGTCA 280

Ai09B7685 Araip.B09 7685 p2 (TA)6 12 22687963 22687974 AATGGGGTATAGGGATGTTCG CGTTCCGGAAAACACAGATT 255

Ai09B7686 Araip.B09 7686 c (T)10ctttctttttctatatacatttttttcttttcttttc(T)1057 22695951 22696007 GGGCATTTTGTCCCCTTTAT AACTTTGGGACATTGGTTGG 240

Ai09B7687 Araip.B09 7687 p2 (CG)6 12 22696423 22696434 AGGCTCAAAATCGGCTAACA ATTGCACTTCCGCAACTTCT 249

Ai09B7688 Araip.B09 7688 c (GC)6acagcgtgcttacgcgccgatggccg(T)1553 22696540 22696592 GCGCACAACTCTCTGGTTTT AGGAGCTCTTGGGCATTTTT 135

Ai09B7690 Araip.B09 7690 p2 (TA)13 26 22714560 22714585 GCCAATGCCTCAATCAATTT GCCAATGCCTCAATCAATTT 146

Ai09B7692 Araip.B09 7692 p3 (TTC)5 15 22719077 22719091 CATTCCCAACCTTCTTTTGC TTTTGTTGCTGCTGTTGAAA 204

Ai09B7706 Araip.B09 7706 c (A)17ttttatagtcaaattactaatgagatcatcatccttgaagtcctatgc(T)1176 22755261 22755336 TGCAGTCTTGCAAGGTGATT CAAAGTATGAAACAATACACAAAATCG 196

Ai09B7708 Araip.B09 7708 c (A)11gatacaattcatacaaaattaatttttgcttaaaatatatcttttgttttattcaggctttgttgattaa(T)1091 22769591 22769681 TTCCACAGACGATTCCAACT TCCCTGCCTTCATTTGATTC 269

Ai09B7709 Araip.B09 7709 p2 (GA)7 14 22771128 22771141 TGGCAATGCAACCAAACTAA TTCGGAGAAGAACTAATGAAAGC 140

Ai09B7715 Araip.B09 7715 c (CTC)6ctt(CTC)8 45 22810830 22810874 AGCCCCACTACACATCCAAG TGGTTCATTCGATCATCACAA 226

Ai09B7716 Araip.B09 7716 p3 (ATG)8 24 22811252 22811275 AAGACAATGGCGATAACGATG CTGTTTTCTTCTCCCTTGCG 221

Ai09B7719 Araip.B09 7719 c (T)12acaaaattcttaagaaacactt(A)1044 22813185 22813228 AATTCCTGGAGATGTGCGTT TTAAGCTGAAACCCAATGCC 244

Ai09B7725 Araip.B09 7725 c (A)10gaaaattgtcatcttgtatg(CT)744 22820288 22820331 TGATTGTATTTGAGCCTAATTGGA TGCTGACAAGTGTGGAAAGC 233

Ai09B7727 Araip.B09 7727 p2 (GA)19 38 22828465 22828502 AAGGAGAAGTCCTTGCGATG AGATCTGCCCCTTCTTTTCC 147

Ai09B7728 Araip.B09 7728 c (TAA)5ttgaagaaaaaaaatccgagattaacaatcctaaaccaa(T)1165 22829540 22829604 CATAGCAACTCAAGGACAACAA CTCATCTAAGAAGTCGCGGG 242

Ai09B7730 Araip.B09 7730 c (GA)22gcgcgcgagagagagcgagagagaggaacttatgaggatggcacggtggcggaggc(GAA)5115 22841068 22841182 GCAACGACAAGTCTGTGGAA GGAGAGAGGCAGAGAGCAGA 259

Ai09B7733 Araip.B09 7733 p2 (AG)7 14 22851744 22851757 TTGGACGATTTTACCCTTGG GACGACGAGGAGGAAGAAGA 263

Ai09B7734 Araip.B09 7734 p3 (GGT)6 18 22851894 22851911 GCCTCTTCTTCCTCCTCGTC GGTATTGGTGGCAATGAACC 136

Ai09B7736 Araip.B09 7736 p3 (AGA)6 18 22853693 22853710 TCAGTGTTTAAAACTTTCGTGGA TGACGCCATCTCAAATTAAGG 264

Ai09B7738 Araip.B09 7738 p3 (AAT)18 54 22868947 22869000 TGTGCGAACTTGCACTATCC GAGGATCCTGAAGGAAATATTGG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7739 Araip.B09 7739 p2 (TA)8 16 22870354 22870369 CATCGTCTATCATAAATGGGCA AAGGTATTTAAAATGTGACATGCAA 213

Ai09B7743 Araip.B09 7743 p3 (CAC)5 15 22879071 22879085 TGCTTCACGCAAGAGAATTG TGTTGTTTGAACAGGGGACA 153

Ai09B7745 Araip.B09 7745 c (TA)6agttgtttatttttgactgatttacctcttgatttcatatacttttcc(TA)978 22880719 22880796 TTAATTTGGGGTGAAAAGCAA AAAATGTCAACCACATGCACTC 254

Ai09B7747 Araip.B09 7747 p5 (TTATC)5 25 22886513 22886537 CCTGGGTGCTCCAGTGTATT GAAAAGCCCAAAGAAGGGTC 197

Ai09B7756 Araip.B09 7756 p3 (AAC)5 15 22904088 22904102 GGTGTTACACTCGCTGCGTA AATCAGCTTAACCGGAAGACC 166

Ai09B7761 Araip.B09 7761 c (AAT)6(A)14 32 22915900 22915931 AAACCTCGTTCCCCTACTTTC CAGATCTGCACATCCTTCCA 231

Ai09B7762 Araip.B09 7762 p2 (TA)6 12 22921138 22921149 CGTTTACACGAGTGATGCGA GAAGGTTACAAAATGGCCGA 280

Ai09B7766 Araip.B09 7766 p2 (GA)6 12 22944465 22944476 GAGAATAGGGGAGGGACGAC CTCCCTCTTCTTCGTTGCAC 277

Ai09B7767 Araip.B09 7767 p2 (AT)9 18 22947249 22947266 TTGTGGTTTAGGAAATTGAGGAA TTTCGAAAGGCAATGCTCTA 222

Ai09B7769 Araip.B09 7769 p3 (TGG)5 15 22952272 22952286 TTGGAGACCATCCCTTTGTC CTCCTCCCTCCAACAATTCC 104

Ai09B7771 Araip.B09 7771 p2 (AG)6 12 22957597 22957608 TTCAGCCCAATTCAGAATCC AACCTGAGAGGAAATTGAAGTCC 193

Ai09B7772 Araip.B09 7772 p2 (TA)6 12 22965174 22965185 TTTGTGTCCCTTTGGGTTTC CAGGGATAAGCTAACGCGAG 164

Ai09B7774 Araip.B09 7774 p3 (TAA)5 15 22977878 22977892 GTAAGGCGTTACGGACCTGA GAGTTCCCTCGTCCTTATTGC 229

Ai09B7775 Araip.B09 7775 p2 (TC)6 12 22980128 22980139 CAATTGGCCGAACTTAAGGA CACCGAATGAACTTGCAAAA 248

Ai09B7781 Araip.B09 7781 p2 (TA)9 18 23004973 23004990 TCAAGAGAGTGGAATCTTGAGC TTTTCCTCTTTGTGTTCCATCA 197

Ai09B7782 Araip.B09 7782 p2 (AC)7 14 23016858 23016871 CACTCACCTCACCAAACCCT CCCGTTTCCGTTTTCTTCTT 125

Ai09B7783 Araip.B09 7783 p3 (GTG)5 15 23065560 23065574 GAGCCATCCCATGCTTCTAA TTCTTTCTTTCCCCCAATGA 146

Ai09B7785 Araip.B09 7785 p2 (AT)6 12 23078193 23078204 TTTGTGGTTTAGGAAATTGAGGA TCTTTCGAAGGCAATGTTTT 221

Ai09B7787 Araip.B09 7787 p2 (TA)6 12 23082658 23082669 TGTGGTCAAAATCGGAGTCA CAAAACCAGCTAAATGAGGACA 243

Ai09B7789 Araip.B09 7789 p2 (AT)13 26 23090075 23090100 ATTCGGTGTTCCTCATCACA CTTGACCGGTTCGGTTTTTA 264

Ai09B7790 Araip.B09 7790 p3 (ATA)7 21 23091034 23091054 TGAGTTTAGTGCGGATTGGA TTTGTGTGATATACAAAGCAATTATCA 253

Ai09B7793 Araip.B09 7793 p3 (TTA)5 15 23098998 23099012 TGAGTGCAGGTACCATTTGC CTTTTCAGGAGGCACTGGAC 279

Ai09B7794 Araip.B09 7794 p3 (GTG)5 15 23106058 23106072 GCTGGAGCAATATGCATGAC ACTCCTCCCTCCAACAATTC 147

Ai09B7796 Araip.B09 7796 p3 (AGA)9 27 23118653 23118679 GCTTTTGTCTTCCCTTTCCC AACCACATCTCCCTCTCCCT 195

Ai09B7797 Araip.B09 7797 c (A)10(T)10 20 23120048 23120067 GTTTGGAAGCCTCAGTCCAA TTTGTGGGCTCATCTTGTTG 243

Ai09B7798 Araip.B09 7798 p2 (CT)6 12 23131281 23131292 TTTTTGTTTGTTTCTTACCTTTTTCA AAGGGGGTTCAAATTTGGTG 261

Ai09B7802 Araip.B09 7802 p2 (AT)8 16 23185111 23185126 CGCTAACGTAACCGAAACAA CGGTTTTAACTTTGCAAGCC 119

Ai09B7803 Araip.B09 7803 p2 (TA)7 14 23185322 23185335 GGCTTGCAAAGTTAAAACCG TAGGATGTGAGGCAACTCGC 254

Ai09B7805 Araip.B09 7805 p2 (TA)9 18 23198756 23198773 GCCTTAGGTCCCTCGTTGTT TCAATTGAATAGTTTGATCCATTGTT 280

Ai09B7806 Araip.B09 7806 c (AT)7(AC)6 26 23201412 23201437 TAGCGAAAGTTGGCCTCTGT GCTATTCCTTTTGGTTGGTCTC 158

Ai09B7808 Araip.B09 7808 p2 (CT)7 14 23203642 23203655 TTGGAGAGCTGTGTCAATGC TCGCCTATCTCATCAAACCC 270

Ai09B7809 Araip.B09 7809 c (T)10aatcttttcatcaaatcattatatgcatagac(A)1557 23208718 23208774 AAGAATGGAAATTTGTGGTCG CGGATCCAATCAGTGGAGAT 206

Ai09B7811 Araip.B09 7811 p2 (TA)10 20 23292587 23292606 TGGAGAGGCAGGATTTTGTT AACGAGCTAACTTGCGTGCT 211

Ai09B7816 Araip.B09 7816 p3 (GAT)6 18 23313577 23313594 TGAGTTTTGACGACGATGATG TGAAGCTGAAGCATCACCAA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7817 Araip.B09 7817 p2 (AT)6 12 23316868 23316879 ACCCTGGTAAACAGCAAACG TCCAGTTTACGCACCAACAA 271

Ai09B7821 Araip.B09 7821 p2 (CA)6 12 23324442 23324453 ACCTGTAGCTGAAAGGGGGT TGCTTGTTTGCGCATATCTC 221

Ai09B7822 Araip.B09 7822 p3 (AAT)12 36 23325712 23325747 TTCTTACTTTTTGTTTCCTTAATGGTT TTGTAAGACCCCAAGTTTTCG 273

Ai09B7823 Araip.B09 7823 c (AT)22c(TG)7 59 23333074 23333132 CTAGTTAGGCGTCTGGGCAC ACAAGCTCTCAACTCAGCCC 276

Ai09B7825 Araip.B09 7825 c (AT)9gtacttagctctctctctccgcataacttgttcttttggtcctcttagaggtttatggagaggcaggattttgtttatgtacatttgggttttgaatatg(TA)8(TG)15164 23357339 23357502 TGTTTTTCAGATGCAGGTCG GGCTGGCCGGAGAATATTTA 274

Ai09B7829 Araip.B09 7829 p2 (TC)12 24 23381373 23381396 TCTTTTTAAATATGGAATCACATGG GGATCACTGGGTCAACTGGT 280

Ai09B7831 Araip.B09 7831 p2 (AG)6 12 23390428 23390439 AACCCTAACCCAGTAACCCG TCTCCTCTGCAGCAACTCAA 148

Ai09B7833 Araip.B09 7833 p2 (AT)6 12 23415417 23415428 TGGATTGCAAAATCCCTCAT TGACTCTTGGTTAGTTGTGTCTCC 273

Ai09B7837 Araip.B09 7837 p2 (TA)10 20 23439344 23439363 TTTGGTCGTTACACCACCTTT CAGAAAACGGACGAAGAAGC 275

Ai09B7838 Araip.B09 7838 p2 (TC)6 12 23441364 23441375 ACTCAAAAACCCTTACCGGC CACGAGAGAAGGACACACGA 278

Ai09B7839 Araip.B09 7839 p2 (TG)8 16 23441867 23441882 GCATGTGTGTGTGCTTGTTG CGTCACTAACCTAAACCCTACCC 110

Ai09B7841 Araip.B09 7841 p2 (AT)11 22 23467293 23467314 GTGCATGCTCATGTGAAACC GCCTAGCTACCCATAATTCCC 270

Ai09B7842 Araip.B09 7842 p2 (GT)14 28 23467476 23467503 GGGGATAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 266

Ai09B7846 Araip.B09 7846 p2 (GA)7 14 23482593 23482606 TTGCCAAACAAGTCCTTAACAA TCCCCTTTCTTCCTTCTTCC 269

Ai09B7847 Araip.B09 7847 c (T)16acctaacattacctaacaaatagaatataaacttcgattcaataaaatgtaataaacagctatatacatgtgattcatcattcaagtgaaaag(A)16125 23495202 23495326 TGGTAACCAAAGAAAATCAGTCAA AAAACAATACAACAATCCCTTGC 269

Ai09B7858 Araip.B09 7858 p4 (TATT)5 20 23512431 23512450 CTATGGCTGGGTGCTGAAAT ATTTGTTCCTTGAACGCCAG 280

Ai09B7859 Araip.B09 7859 p2 (TA)12 24 23522003 23522026 TCGATCTGCAAAGCAAAGGT TGTTTTTCAGATGCAGGTCG 176

Ai09B7860 Araip.B09 7860 c (GA)8a(AG)16 49 23525969 23526017 GGCAGTAATGGCAACAAGGT TGTGAAACCCTTCCCTTCAC 219

Ai09B7861 Araip.B09 7861 p2 (TA)8 16 23527579 23527594 GACGAAGAAGAGTGATGAGCAA ATATGTATGCGTGTCCCCGT 170

Ai09B7864 Araip.B09 7864 p2 (AG)13 26 23531855 23531880 TGACGAATGCAATTCCAAAA CCCTTCGCAAATTTTCTTCA 227

Ai09B7865 Araip.B09 7865 p3 (AAT)5 15 23532833 23532847 TATGATGGTGGGAAAGGGAA CATCGTCTCAAAATGAGTGGAA 238

Ai09B7868 Araip.B09 7868 p2 (AG)15 30 23543849 23543878 AGGTGGCTACCGGAGAAAAT TTACCGTCGGATTTACAGGC 270

Ai09B7872 Araip.B09 7872 p2 (AG)7 14 23565644 23565657 AGAGTGGGTGGAGGTGATTG GCGTTTACACGTCAACATGG 200

Ai09B7874 Araip.B09 7874 c (TG)12ta(TG)11tt(TG)764 23578853 23578916 GGCATTTTTGTCCCCTTTTT TGGGAAACTTGGAACATTGG 279

Ai09B7878 Araip.B09 7878 p3 (TAA)20 60 23596484 23596543 AAATCCGAAAATCACTAAACAAAA CCGTACGTGCAATATTCGGT 280

Ai09B7882 Araip.B09 7882 p3 (AAC)5 15 23612382 23612396 TTGCAAGAGACTTCTCAACCAC ACATGACAGAGCACAATGGC 163

Ai09B7884 Araip.B09 7884 p2 (TA)6 12 23613275 23613286 TCAAAATTCAAGAAGATCCACAAA TTTTCTTACATTATTACATTTTCCTGG 247

Ai09B7885 Araip.B09 7885 p2 (AG)14 28 23615124 23615151 CACCAAGGGAGAAGAACTCG AACCACCTCGTGACACCTTC 200

Ai09B7888 Araip.B09 7888 p3 (CCT)5 15 23620553 23620567 GCCGATCTCTCCTTGTTCAG CCAAATTCTCCCCAGTAGCA 271

Ai09B7889 Araip.B09 7889 p3 (AGA)6 18 23625275 23625292 AGTGGTCTTGATGGGCTTTG AACCACATCTCCCTCTCCCT 246

Ai09B7891 Araip.B09 7891 p2 (AG)7 14 23631112 23631125 GACACACCAAGGGAGAGGAA CAGTAGCAACGATGGCAGAA 200

Ai09B7901 Araip.B09 7901 p2 (AT)14 28 23661125 23661152 CTTCACAATTCCTCAACCCAA GAGCCATTCATGATAGTGGGA 162

Ai09B7902 Araip.B09 7902 p2 (TA)6 12 23674378 23674389 CGCTAGTTGGCATTTTGGTT CGATTCGAGAGGGAGAGAAA 183

Ai09B7905 Araip.B09 7905 c (TA)11(TG)7aatgccgtaagaaaggtaagaaag(A)1070 23682281 23682350 AGCATCGTTGTGGTAAAGGC GCCAACGTGTAGAGGAGGAG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7906 Araip.B09 7906 p2 (TA)6 12 23684044 23684055 CCTCCGGTTCTCATTCCATA AGTCTGCGAAGTCAAGGCTG 267

Ai09B7907 Araip.B09 7907 p2 (TA)6 12 23686000 23686011 AATAAAGAAAGCCAAGGCGG GCCAACGTGTAGAGGAGGAG 206

Ai09B7908 Araip.B09 7908 p3 (TTA)13 39 23690759 23690797 CGTCAGGGGTATATTTGATGC CCAATAGTCAGGCAGGGAAA 270

Ai09B7909 Araip.B09 7909 p2 (AT)8 16 23691372 23691387 CCTTCCTTTCCTTGGGCTAC AGAGAACAAGTTAGCAAAACCCT 201

Ai09B7914 Araip.B09 7914 p4 (AAAT)5 20 23702781 23702800 CTCCTGGAGGAGCTTCCTTT CAGGAATTGAGTTAGCCCCA 179

Ai09B7915 Araip.B09 7915 c (T)10caatgctatatatcgtaattgtc(T)1043 23703532 23703574 TAATGAACCCTTCCCAACCC CACATGCAGCTTGAGCTTTT 198

Ai09B7919 Araip.B09 7919 p2 (AT)10 20 23715346 23715365 GAATTGCAAAGGCTGGATGT GGTTCCCTTTTACGTCAGCA 204

Ai09B7920 Araip.B09 7920 p2 (AT)10 20 23715518 23715537 CAAAGCTTCCAACTCGGTTC TGCTGTTTTTCAGATGCAGG 274

Ai09B7921 Araip.B09 7921 p2 (TC)6 12 23719066 23719077 TTATCTTTTTCAAAACCACCTAGC GAGAGGGTTCGAATTTTAAGAAGA 280

Ai09B7922 Araip.B09 7922 p3 (GAT)5 15 23733845 23733859 GTGAAGCTCAAAGGCAAAGG ATGTGGTCTGCCATGAGACA 248

Ai09B7923 Araip.B09 7923 p4 (TTTA)6 24 23743354 23743377 TTTCCAAGAGGTCTATTTCACCA TCAACGAACATCAGCTTCCA 264

Ai09B7925 Araip.B09 7925 c (GTC)6(GTT)5aaagtatta(T)1052 23747778 23747829 AGAGGGTGAAGCTTCGTGAG GGTTCGCGGTTATCTCGTTA 275

Ai09B7926 Araip.B09 7926 p3 (TTA)5 15 23749264 23749278 TTGCTCTCATCCATCTCCCT ATTAGGATGATGAGCTGCCC 218

Ai09B7927 Araip.B09 7927 c (A)11gaaaaatggtaaaatgcaacctacattttgtaggttgcatgttaaataatattaaaacgctaattgcaacctgcgttttgcaagattaaaat(A)10113 23750759 23750871 CGTAACTTGCGTTTTGTGAAG TGTCAGTGCATAACGCAATC 179

Ai09B7928 Araip.B09 7928 p3 (TAT)6 18 23751899 23751916 TCAGTGCAGTTGTGCTACCC TAGTGTTTGGCACGGATTCA 222

Ai09B7937 Araip.B09 7937 p3 (TTG)5 15 23769137 23769151 GACAGGGAAAAACGCTTCAG CAAGCAGAAGTAGAAGCAGAAACA 234

Ai09B7939 Araip.B09 7939 c (T)11gggtttcaggtgaaaaatattacaagatgagtgaacaaattagagaagaa(T)1071 23780463 23780533 AACGTGCATTGAATCTGCTG CATATTCTTCTCATCATTTGAAAACC 259

Ai09B7944 Araip.B09 7944 p4 (AAAG)7 28 23792511 23792538 TTCCCAGAAAATTCTCACCG ACTCAACGCTTCCAAGAGGA 244

Ai09B7945 Araip.B09 7945 c (CTT)5ttcttttcccttcttcttcttccctttcctttttatgggagaagaaacactctctttctcttgc(T)1190 23803928 23804017 AAGTAGCGGCAAAAGCAGAG TCATCCCTAAAGTTTAAAACCAAA 223

Ai09B7946 Araip.B09 7946 p3 (AAG)13 39 23812997 23813035 GACGATGATGGTGATGGTGA CATCCAGACCCTCATCCACT 276

Ai09B7947 Araip.B09 7947 p3 (TTC)6 18 23815172 23815189 GGGAGCATCCCCTTATTATGA CATCAACCCAGGAAAAGAACA 277

Ai09B7951 Araip.B09 7951 p3 (CTT)8 24 23836004 23836027 GCCAAAGAAGCATGTTTTCA CCTGAGAAGAAACGTGGAGG 260

Ai09B7952 Araip.B09 7952 p3 (AAG)5 15 23836323 23836337 TTTGGATGTTCTTTTCAACGAG CGTGACATGACAAACGTGGT 267

Ai09B7956 Araip.B09 7956 p3 (AAT)5 15 23850619 23850633 TTTCATGCAGCAAAAACGTG GGAGCCAGAATTGTTCAAAGG 106

Ai09B7957 Araip.B09 7957 c (T)10aagtgaggaaacgcaaaatacatccttataaaccaactactacttaggtccgtttggaaaactctaaaagcta(T)10c(T)12106 23861042 23861147 TCCCATACATATTTCAAGTGGC GCTTTTGAAAATAGGAGAAGTCACA 270

Ai09B7959 Araip.B09 7959 c (TC)6(T)10 22 23877824 23877845 TCACCACATGTGCATTGATCT AACTGTGGGAACTTGGGTTG 279

Ai09B7960 Araip.B09 7960 p4 (GTGA)6 24 23884751 23884774 TTTCTGTTGCGAGTCACGTC TGGTAACAATGGCTGCAAAA 256

Ai09B7962 Araip.B09 7962 p2 (CT)7 14 23888979 23888992 TTGTAGATGGCTGCTGTTGC CGAACAATTTACCATCGCCT 236

Ai09B7964 Araip.B09 7964 p2 (CT)7 14 23890804 23890817 TTGTAGATGGCTGCTGTTGC CGAACAATTTACCATCGCCT 236

Ai09B7968 Araip.B09 7968 p2 (AT)8 16 23918426 23918441 CCGTTTCCATCTCTTGGTGT GCGAACGCTTCACGTATGTA 237

Ai09B7969 Araip.B09 7969 p2 (AT)8 16 23919243 23919258 AGCCTTCACCAACCTACCCT GTCGGGTTTGGCACAATAAC 266

Ai09B7973 Araip.B09 7973 p2 (CT)6 12 23940993 23941004 TTTTGTTTGTTGCTTATCTTTTTCA GGAGTTCGGATTTTTGGTGA 278

Ai09B7974 Araip.B09 7974 p3 (TTC)5 15 23944735 23944749 CCCCTTTTCTCTTCTTGGCT TGATGGGCTTGTGAGATGAA 261

Ai09B7980 Araip.B09 7980 p2 (GA)8 16 23966900 23966915 AGAGAAAGGGGGTAAACCGA TCCCTCACGAGCTCTCTCTC 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B7981 Araip.B09 7981 p2 (AG)9 18 23967092 23967109 ATAGCCGTTGTCACCTTGCT ATCTGGCAGCAGAGAGGATG 208

Ai09B7982 Araip.B09 7982 p2 (AT)7 14 23968786 23968799 GCAGTGGCTTACCACCACTT AACCCGACAAGTCCAGTTTG 205

Ai09B7983 Araip.B09 7983 c (GA)7a(AG)12 39 23971118 23971156 TTTGGCGAAAAACAACTTGA CGCGCCATCCTCTTTATGTA 272

Ai09B7987 Araip.B09 7987 p3 (TAT)18 54 23978977 23979030 GCCACACTCATCAACCTCCT TCTTCAAGCCCAGAAAAATGA 279

Ai09B7988 Araip.B09 7988 c (TAT)26tagtatgttgaaatatga(TAT)16144 23979964 23980107 AAAGTGTTCACCAAGTGTTTGA TCTTCAAGCCCAGAAAAATGA 231

Ai09B7989 Araip.B09 7989 p2 (CT)6 12 23992733 23992744 CTTGAATGCCATTTTCGGAT ACCATCTTGCTCCAACCAAA 276

Ai09B7996 Araip.B09 7996 p2 (AG)6 12 24033835 24033846 GCTAAGAGTGGAGCGGAATG GGAACATTGAACCTGGATTTG 188

Ai09B7997 Araip.B09 7997 p2 (AT)6 12 24040678 24040689 GGAGACAAAGTTACCCCAATG TTTCAAGGTTGTAATGGGGC 225

Ai09B7999 Araip.B09 7999 c (AT)7(AC)9 32 24045460 24045491 CCTTTCATAAACACTTTTTCATTG TTCCTTTTCAGGATATGGATGA 271

Ai09B8000 Araip.B09 8000 p2 (CT)11 22 24048559 24048580 CCTCTCCTCTGTCGCAACTC CCTCACAACCCTAACCCTGA 204

Ai09B8005 Araip.B09 8005 p2 (TC)9 18 24099186 24099203 AAATTCAAAACCCACCCTCC TCACGGAAAATCACACCAAA 159

Ai09B8013 Araip.B09 8013 p2 (GA)6 12 24118076 24118087 GACTTCTTTGGCGACGTCAT TGTGCGAGCGAGAGAACTAA 249

Ai09B8014 Araip.B09 8014 p2 (CT)6 12 24119294 24119305 TGGATCCGAATTGGAAGAAG AGCCTTTTTCTTCATGGGCT 262

Ai09B8015 Araip.B09 8015 c (A)11taataacaaatgtatcttcatcttattcaattcattaagcaaagaaagcaagcaacagc(AT)682 24130801 24130882 TCCTCCATCATAATACAAAAGTAATCC TTTTTGTTTGGGAGTTTATGGTTT 230

Ai09B8016 Araip.B09 8016 p2 (TA)6 12 24132395 24132406 TGACAAATATTCGAATTATAGTGTGTT CGGTCGTACACGGTACATACA 172

Ai09B8017 Araip.B09 8017 p2 (TC)8 16 24134993 24135008 ACGTGGTGACCATCAATGAA TTCTTTTGATCAACTCTCATCTCA 131

Ai09B8018 Araip.B09 8018 p3 (CGA)5 15 24142722 24142736 GGTGGCATACGGACATCAC TTCCGACGGTAATGTCAACTT 280

Ai09B8020 Araip.B09 8020 p3 (AAT)5 15 24150421 24150435 CCTGGAATGGAAGAGGTGAA TTGCTATTGCCAAACCGAAT 161

Ai09B8021 Araip.B09 8021 p2 (CT)6 12 24152358 24152369 AACCCAACCCCTCATACACA TCCTTCCACACAGATGTCCA 277

Ai09B8022 Araip.B09 8022 p3 (ATT)5 15 24156548 24156562 CAGCTCCTTTCCCTCAGAAA AGAAACAGTCGGAGGGGACT 248

Ai09B8026 Araip.B09 8026 p2 (GA)6 12 24181328 24181339 ACCATGGGAGTAGATGCGAC TTCTCCTCTCCCTAGCACGA 190

Ai09B8032 Araip.B09 8032 p3 (CAT)5 15 24201091 24201105 TTATCGCTTTGCCGTTTAGG GACCACTCGAACCAATCCAT 222

Ai09B8034 Araip.B09 8034 p3 (TTA)6 18 24202641 24202658 TTCAATTTGCAGGAAGACACA TTGACTTGCATCTCACCCAA 106

Ai09B8040 Araip.B09 8040 p2 (AT)6 12 24244753 24244764 GCCTTTGTAGAAAAAGGGGG GCTCGGACCGATTATCTTCA 172

Ai09B8041 Araip.B09 8041 p3 (TTC)34 102 24247941 24248042 ATTTTACACGCGCCACTTAT CGTTGAATCAATCCAGATCCA 279

Ai09B8042 Araip.B09 8042 p4 (ATTT)5 20 24263664 24263683 GAAACAATTTGGTCTTGGGC CGTTTCTACGAGTTAAAATGCG 272

Ai09B8043 Araip.B09 8043 p3 (ATT)6 18 24264601 24264618 GCAAGAATATTAAACAGAATTCAAAGC TGCTTCAAAGCCTCCTAACAA 277

Ai09B8045 Araip.B09 8045 p3 (TTG)5 15 24271775 24271789 ACGTAGAATGGGAATGCTGC TTGAAAGGGAAAAGCCAAGA 192

Ai09B8046 Araip.B09 8046 p3 (TTG)5 15 24273070 24273084 TTTCCATGATTGCAATTCCC CTGTGTCTGGAAGTGGAAGG 131

Ai09B8048 Araip.B09 8048 p2 (TC)7 14 24275756 24275769 GAGTTCTCCCCTCTCCCTTC GAATGTCATGTTGCACCTTTTT 133

Ai09B8061 Araip.B09 8061 c (A)11gtactaatggcatagtagattaacagaacaaatttataatac(A)1467 24294987 24295053 GGTCCAAACCACACCAAAAC AAAAATATGCCATGTGATGAGC 217

Ai09B8064 Araip.B09 8064 p4 (AAAT)5 20 24300735 24300754 CAACGCAAATCCAAACACAC ACTTTTGACTTCCCTTGCGA 240

Ai09B8075 Araip.B09 8075 p2 (TA)7 14 24326262 24326275 AAAAAGTGGATACAAAAGCGAAA TTCCACTTCCTGTCCCAAAA 104

Ai09B8078 Araip.B09 8078 p2 (TA)6 12 24327701 24327712 GCAGCTAAACAGCGTTAGGG TGGGCTCCAGGAACAGTCTA 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8086 Araip.B09 8086 p3 (TTA)5 15 24344304 24344318 CGCTGATGTTATTGCTGTGG GCGACTGCCCGTATTCTATT 259

Ai09B8089 Araip.B09 8089 p3 (GAA)5 15 24354934 24354948 AACGAGGATGATGAAGGCAA TACCGGTTTCGTTTCGATTC 214

Ai09B8093 Araip.B09 8093 p2 (AG)12 24 24360993 24361016 AGCGACGTAGTGACGGACTT CAAGACAGAACGGGCTTTTC 276

Ai09B8095 Araip.B09 8095 p3 (TAA)5 15 24368619 24368633 CGTATATATCCAAGGAAGAATTTTAAG TTCTCCTCCCTCCAACTTCA 255

Ai09B8099 Araip.B09 8099 c (T)12cttttttttctttttgcatctttttttttgcatatcatcctctc(T)1066 24386116 24386181 GCCTTTTGGTTTAAAGGGCT TGGCTCTTGAAAGAATGATGG 199

Ai09B8100 Araip.B09 8100 p2 (GA)7 14 24400875 24400888 TGTCACGACCTAACCACGTC CTCCCTCTTCCTCTGCCTG 239

Ai09B8101 Araip.B09 8101 p2 (TA)7 14 24404227 24404240 GGATATGGGCGCAGAAGTTA GCAAAACCGCTCCAAAAATA 257

Ai09B8102 Araip.B09 8102 p3 (TTA)52 156 24404440 24404595 TGATTATGGGTGGGCGTAAT TCCCAAAATTTTCACAGTCTCA 272

Ai09B8103 Araip.B09 8103 p3 (TGG)7 21 24405189 24405209 TCCCCTTGAAGGAGTCACTG TCAATCTCACACCCCACAAA 180

Ai09B8104 Araip.B09 8104 p3 (TAA)29 87 24408069 24408155 TTCCGCTTCTTATACGGTGG AACAGGCACTGGTGAAAAGC 257

Ai09B8105 Araip.B09 8105 p2 (GA)6 12 24423538 24423549 GAAAGAGGCAAAACTGCTGC GCACTGCAATGTTGATGAAA 238

Ai09B8106 Araip.B09 8106 p2 (AG)20 40 24423997 24424036 GCAACGACGAATCTGTGAAA TGCAACCCAGACAGCAGTAG 175

Ai09B8111 Araip.B09 8111 p2 (TA)6 12 24464123 24464134 CCGTTTACGTGAGCATTGTG GAAGAAGAGAGGGTGGGGAC 260

Ai09B8112 Araip.B09 8112 p2 (TC)6 12 24468344 24468355 TCCAGTAGTGGAGAGGCAGC AAGTCTGAGTCCTCGCCATC 198

Ai09B8116 Araip.B09 8116 p2 (TA)16 32 24484679 24484710 TTTCCCATTCAGATGGAAGC TTTCCCATTCAGATGGAAGC 262

Ai09B8123 Araip.B09 8123 p2 (GA)6 12 24525569 24525580 CCTCAGCAAATCAGGGGTTA GGGTTAGCAATTGCAGGGTA 212

Ai09B8125 Araip.B09 8125 p3 (ACT)5 15 24539379 24539393 GGTTACGGTTTTGTGGTGCT AGCGTCGTCACTCTGTTCCT 100

Ai09B8131 Araip.B09 8131 p3 (CTC)5 15 24560362 24560376 AAAAATGCCCCTTTTCCACT TGAATCTGTTGTTGTTGGATTTG 239

Ai09B8132 Araip.B09 8132 p3 (AAC)8 24 24560666 24560689 ACAGCATCCAGAAGCAATCC GCTGCTACTGCAACCACCTT 219

Ai09B8133 Araip.B09 8133 p2 (TC)7 14 24561330 24561343 ACGACGACGAGGAACAAGAG TTGGACGATTTTACCCTTGG 265

Ai09B8136 Araip.B09 8136 p2 (CT)8 16 24577767 24577782 TTTCCCATGCAAATCCAAAT ACCGATTACAGTGGTGAGGC 111

Ai09B8138 Araip.B09 8138 p3 (TAA)6 18 24582852 24582869 TTTTAGAAGGATTATGGTACGTTATGA TGGCCCTAATTCTAGGGATTT 245

Ai09B8139 Araip.B09 8139 p2 (AG)6 12 24588205 24588216 GCTGGAAGTGGAGCAGAATC TGGAAAAATAAACAAATCAACAAGA 247

Ai09B8140 Araip.B09 8140 c (TA)6ttaaactcaaattggaccgtccgaccgctttcatgatcattcgaatttttttaaacaataaaatcgaaccatccaatcagtgaacggcccgcgc(A)13ggaaaaccagaaatcgctgggtccgatttcaaggcctgcaaaattttttccatctagcaaagaaatcgctgggtctaatttctttgggc(A)11219 24589135 24589353 TTTCCTCCATCATCCCTCAG CCACCGATTTCTTGCTTGAC 274

Ai09B8146 Araip.B09 8146 p3 (ATT)5 15 24599660 24599674 ATGCCACGTGGAGATGGATA TCATTTAGAGTTTGATCTTTGTTGA 233

Ai09B8152 Araip.B09 8152 p3 (GTT)6 18 24624989 24625006 TGCACGTAAGCTGCAATGAC TCTTTTTGGATTGTGAAATTTGAGT 279

Ai09B8153 Araip.B09 8153 p2 (AT)10 20 24626036 24626055 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 252

Ai09B8168 Araip.B09 8168 c (CT)8t(TC)9 35 24687441 24687475 CTTCCGTTGAAGCATTGGAT GATCGGAGATCGGAGAAACA 196

Ai09B8170 Araip.B09 8170 p2 (TC)15 30 24690651 24690680 CCGTTCTCTCATCTCTTCATCC AACTTTGCACCAAATCACCC 174

Ai09B8174 Araip.B09 8174 p2 (AT)6 12 24696845 24696856 AGGAATGCATTACCATTGGC TCCTTCATTCAATACAGACACACA 216

Ai09B8176 Araip.B09 8176 c (A)11tttaataattcaacatgttcaatataattaattaagcctacagaagagggacatgtaacgtttaaactttaaaatatggtg(T)11103 24710496 24710598 TACCGTAGCATCCCCCATAA TTCAGTCTCTACGTATCTCTTAATTCG 256

Ai09B8178 Araip.B09 8178 c (A)10ggcc(A)13 27 24732160 24732186 CGGGTCTTACAGAAGCCAAA GCTGATGGGTCCCTCTTTTT 219

Ai09B8179 Araip.B09 8179 p2 (CT)25 50 24738267 24738316 CTTCCGTTGAAGCATTGGAT TCGGAGATTGGAGAAACACC 210

Ai09B8180 Araip.B09 8180 p2 (AT)17 34 24747233 24747266 TGATCTGCATTTGCTTTTGC TGCTTCTTCATTGTGAGATAACC 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8181 Araip.B09 8181 p3 (ATA)5 15 24750637 24750651 TGTTGCAATGAACAACTTTGG TGCACATGTTCCACACCTTT 197

Ai09B8184 Araip.B09 8184 p2 (AT)11 22 24756140 24756161 CCACATGTTGCACGAATCTT GGCTTGACACATTTATGAAGAGAA 279

Ai09B8185 Araip.B09 8185 c (A)10ttgaggacaatgcttatac(A)1039 24759761 24759799 TGTTATGTGTGTGAAATTATGGATG CCTGAAGGTCATATGCTATTTTTG 280

Ai09B8187 Araip.B09 8187 c (A)10tattaatatactaaaa(TAT)541 24773068 24773108 TCAAACTTCAATTTTTGTTTCTCG CCTTTGCCAAAAAGAAGCCT 267

Ai09B8190 Araip.B09 8190 c (T)10aatatcatagaacaaagactaggaaggaagggaatgaagagaatg(A)1065 24783488 24783552 TTTACGAGAGATGTGAAGATTTGC TGATCGCGTCTGTTCATTCT 165

Ai09B8195 Araip.B09 8195 p2 (AT)6 12 24793324 24793335 TGGTTACTGGTCACTGCTGG GGAACACGTGAATTGCACAC 118

Ai09B8196 Araip.B09 8196 p2 (TA)6 12 24793780 24793791 CACCAAAAAGAATTTTGAAATATACG TGCAATCATGGACAGAAACAA 268

Ai09B8197 Araip.B09 8197 p2 (CA)6 12 24797160 24797171 TGCAACCAGAAGCACATACA TTGCCAGTACATTGTTGCGT 279

Ai09B8201 Araip.B09 8201 p3 (AGG)7 21 24803297 24803317 TTTCCACCACATACCAATCA AGAGCGGGAATGACACAAAT 280

Ai09B8202 Araip.B09 8202 c (T)10aattttccggtaatcagcatatactttgaagtgggatgagatttgggagtggttgagatgttagtaggtgataaaaa(T)1097 24803737 24803833 TTGTTCTCTGCCAGTGTTCG TGTTTTAGGGTGAAAATCAAAATC 278

Ai09B8204 Araip.B09 8204 p2 (TA)7 14 24820624 24820637 TCACATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 273

Ai09B8206 Araip.B09 8206 p2 (AT)9 18 24834423 24834440 GCTACAGCAGGGAGAGATGC TTGTTTGCTTCCCAAATTCC 180

Ai09B8209 Araip.B09 8209 p2 (CA)8 16 24849530 24849545 GCTTCCTCCACAGTTTCTGG AGCATTGCATGAGGATTGTG 272

Ai09B8212 Araip.B09 8212 p2 (CT)6 12 24855895 24855906 ACCGAACTGCTGAAGAGGAA CGAAGATGAACTTCCAAAGGA 278

Ai09B8213 Araip.B09 8213 p2 (AT)11 22 24856031 24856052 TCCTTTGGAAGTTCATCTTCGT CCTTCGTACCATCGAAGGAG 254

Ai09B8214 Araip.B09 8214 p2 (AT)8 16 24857328 24857343 CCCTAGGGTATTAGGTGTCCG CGTGATTCATTGGATGAAGA 249

Ai09B8217 Araip.B09 8217 p2 (TA)7 14 24864607 24864620 TCATGGTTCCCTGTCTCAAA GGACATTATAATCCGAAAAGATCAA 152

Ai09B8218 Araip.B09 8218 p3 (AAT)10 30 24864905 24864934 CTTCCTTAAGGCACATTCGG TGTGAGAGATATAACACCGCGA 245

Ai09B8224 Araip.B09 8224 p3 (GTG)5 15 24901852 24901866 AACCGATTACAGATGGCGAG TGCATCAACCATCAAGTGAA 270

Ai09B8228 Araip.B09 8228 c (TA)7ttcntatttaacttaatttaat(TTA)1169 24909741 24909809 ATGCCATGCTTCTTTCACCT GCTCTAGCTAGCGTTGCGTT 169

Ai09B8230 Araip.B09 8230 p3 (ATG)7 21 24912048 24912068 TCCAATACAAGCTTTCCTTTCTC GGTAGCATCATTGGAGGCAT 106

Ai09B8231 Araip.B09 8231 p3 (ACT)6 18 24912300 24912317 GGCCTGGAATTAACATCCCT CTGAAGTAGTGGCGGTTGTG 221

Ai09B8234 Araip.B09 8234 p2 (TA)6 12 24915157 24915168 GCCTGTGAAACTAAGGCTGG AGATGCAGGTCAAGAGGCAC 245

Ai09B8236 Araip.B09 8236 p2 (CT)6 12 24924885 24924896 TGAACCTGATAAAAAGAAACAATCC TTCTGGGATGTTTCTGACCC 210

Ai09B8237 Araip.B09 8237 p2 (TA)10 20 24926230 24926249 TTCACCACTTATTTTGGGGC TGCATTGAGAAAAATAAAAGAAAAA 119

Ai09B8239 Araip.B09 8239 c (A)10tcatatctttttcaaaacttcctaaccactttctctctcctcattttttcgaaaatcttcacccatttttatttattttattttaatttatttttg(AAAT)7134 24972221 24972354 TTTTCCCTCTATTTTAAAGCATTTTT CCATGATGGAGAAAGGGAGA 258

Ai09B8240 Araip.B09 8240 p2 (GA)6 12 24974382 24974393 GAAAAAGAGGGGAGATATTTTCG CTTGGTGTTTTTCCCTCCAA 258

Ai09B8245 Araip.B09 8245 c (T)11gtttttagttttggactatgacaaatttgcaactttaaactttac(T)1167 24993702 24993768 CACCACTAATAAAGCGAGCAAA TGCAATTGGAATGTTGGAAA 271

Ai09B8247 Araip.B09 8247 c (A)11ttctatttttgatgtttaatgttatttagttcatgttaataaaaaaattatatttttatattttttgttgagtatttaatttgtgacgtc(AAT)5116 24997007 24997122 CGATGCGTATGTCTAATGTGTTT TTAATATTAGCATGGACAATAACAATG 218

Ai09B8248 Araip.B09 8248 p3 (ATT)6 18 24997479 24997496 ATTCAGGACTTAAAAAGGAAAAATAA AACAACAACAACAATAACAACAACAA 210

Ai09B8250 Araip.B09 8250 p3 (TTC)5 15 24998407 24998421 TTTCTTCCATACGCGTCTCC ACGCGAGCAAAGAAGAAGAA 201

Ai09B8254 Araip.B09 8254 p2 (AT)7 14 25021349 25021362 ACCCTTCCGCATTGACATTA CGGATAACATGACTGTTGCG 222

Ai09B8257 Araip.B09 8257 p3 (ATA)15 45 25028305 25028349 TGTAAGAAACTTTTGGTTGAGTTTT GGTACATGCGCAGTAAAATTG 257

Ai09B8260 Araip.B09 8260 p2 (TA)10 20 25032874 25032893 GCAGGGATGGAAGTTCCTG GGTTTAGGGTTACAAAGGCCA 272
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Ai09B8262 Araip.B09 8262 p2 (AC)6 12 25040130 25040141 CTTGGCCGATTTTCACGTAT CTGTGGGTACGGTGAGGTCT 244

Ai09B8266 Araip.B09 8266 p2 (GA)17 34 25074011 25074044 GGAAAGGCAAGGAATTGGAT TGAAACGGGAAAGTGTGATG 239

Ai09B8268 Araip.B09 8268 c (T)11cgt(A)10ttaaaattaattagttgaaaaaaaaacagaaatttttgaaaaagagggaggatatttttgaaaatt(AG)7104 25105387 25105490 CCTGGACTGTTCATTTCCACT TCTTAACTTTTTCAAAACCACCTAA 280

Ai09B8269 Araip.B09 8269 c (A)10gaacagaagaagaaaacataaaataaagaagaagaatataaaagtaaggagggaagaagaaaagaaaaaccttgataatggtggt(GA)7109 25107003 25107111 TTTGCAACAATTCACAAGCA TTCCCTTTCTTCATTCTTCCC 259

Ai09B8270 Araip.B09 8270 p2 (AT)8 16 25111050 25111065 TCCTCACACACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 204

Ai09B8275 Araip.B09 8275 p2 (AT)11 22 25130823 25130844 TTGACTTGAGACATGAGAAGAACA CCATGCAGTGCTTTTTGAGA 154

Ai09B8280 Araip.B09 8280 c (A)11gataaaagat(A)10gcagaaaatggagagagcaattactacaaaaagcgaa(T)1280 25138907 25138986 TGGTATATTGGAGGAATGAAAAA CCCCACCATACGTTAATTCG 164

Ai09B8281 Araip.B09 8281 c (AT)6tttttacaacatttcattcaaaaaattatcacacgtcacttacagataatcaaaatgtattatatttaagtct(A)1196 25139495 25139590 TCGAAATTGGGAGTAGTTGG TGTCAGCAAATATTGGACACACT 178

Ai09B8282 Araip.B09 8282 p2 (TA)8 16 25143809 25143824 TGCTCTGGCCGATTTATCTT AGACTCACGTCAACGTTAGCAG 145

Ai09B8288 Araip.B09 8288 p2 (AT)8 16 25153772 25153787 AACCATCAAGCGCAATACTAAA GAGATGCCGGTGAGAAATGT 203

Ai09B8293 Araip.B09 8293 c (T)10attttctttcttcctttgattgtaatttcaaatttttttaaa(T)1062 25162118 25162179 TGCAGTCCTTGATGACTTCCT TGAATTTGAGAGAAGCGTGAGA 268

Ai09B8294 Araip.B09 8294 c (GTG)11ttggtgt(TGG)761 25166390 25166450 TGTTTGCTGTTGGTTGGTGT ATCGAAACCGTCCCTCTTCT 223

Ai09B8295 Araip.B09 8295 p2 (TA)9 18 25166724 25166741 TCCCACTTTGGATTTTTCCT TTAGTCAAGGGTCCAATGCC 218

Ai09B8297 Araip.B09 8297 p3 (ATA)6 18 25171248 25171265 GGAAACATGACAAGCCAGAAA AGATCATCTTGAGCTCCCCA 232

Ai09B8298 Araip.B09 8298 p3 (ATT)7 21 25171862 25171882 CCTGAACCACATCAAGAGCA TTGTCGTGGTTGAATATAATCCC 252

Ai09B8299 Araip.B09 8299 p3 (CAC)5 15 25173859 25173873 CACCCCTCCTTTTCTCCTTC GCGGTGGTTTGAGACAATTT 185

Ai09B8301 Araip.B09 8301 p3 (ATA)5 15 25179695 25179709 ACCCAGTCTCAATGCTTGCT TCTTCGCGACAGACAGAGAA 234

Ai09B8306 Araip.B09 8306 c (T)10caatacatttcaactaatcaaaacaaaattcatgccattataggaatcaaaactaatagaac(A)1284 25219400 25219483 CACCCCAACCCAAACAAAT TGAGGTTGTGGGAAGAATGA 270

Ai09B8308 Araip.B09 8308 p2 (AG)18 36 25226891 25226926 CCCAGTCGCAAATTCTTCAT TTTCAAGTGCCCAAATCCTC 186

Ai09B8309 Araip.B09 8309 p2 (AT)8 16 25238358 25238373 AGCAAGGAATGGAACCTCAA TTGCTGTATTTCATGCGTTTT 195

Ai09B8310 Araip.B09 8310 p3 (GGT)5 15 25238785 25238799 GTTCGGCGTTGATTCTTGTT ACTGGGGCATACAAAGTTGC 192

Ai09B8311 Araip.B09 8311 c (A)13gagaatcatcacccccttggtatatttggtgacatttctatctga(T)1068 25241229 25241296 TGGCTCTATTTTAGACCCGTG ACGACAACGACGGTGGTAAT 273

Ai09B8312 Araip.B09 8312 p2 (GA)7 14 25241878 25241891 TGAAAAATGGCAATTGGAGG AAGTTGAGCCGTAAGCCAAG 253

Ai09B8313 Araip.B09 8313 p2 (TA)10 20 25242130 25242149 CGAGTTAGCTTAAATAACATGAACATA GCTCGTAAATTGGCTCGATTA 280

Ai09B8314 Araip.B09 8314 p2 (AT)9 18 25242308 25242325 CGAGTTAGCTTAAATAACATGAACATA GCTCGTAAATTGGCTCGAT 280

Ai09B8317 Araip.B09 8317 p6 (TCCCCT)5 30 25243928 25243957 CACAAACTTGCACTCCGAAA GATAGTGAGCGTTGGGGAAA 182

Ai09B8319 Araip.B09 8319 p2 (AT)8 16 25246046 25246061 TCTCTCTCCTTTTATTCTTCTCAAAA TTTTGAGCATATAACTTTGTTTAGGTT 155

Ai09B8320 Araip.B09 8320 p3 (TTA)20 60 25246307 25246366 CACAAATTTTGCTTCAATTCCA AGTGCGGAGTAGCCTGTGTT 279

Ai09B8321 Araip.B09 8321 p2 (TG)6 12 25247435 25247446 ACCGGGGACCAATTTGTTAT TCAACCTGGATCATATCTCGAA 260

Ai09B8324 Araip.B09 8324 p2 (TA)9 18 25258872 25258889 GCAAGGAACCCAAAAGACAA TTTCAGATGCAGGACGTGAG 225

Ai09B8327 Araip.B09 8327 p2 (AG)11 22 25305482 25305503 AACGAACAAATGGGTGCTCT CTCATTCATGGAGCTGCTTCT 272

Ai09B8329 Araip.B09 8329 c (TC)8cttttcctctcctctctttctctctcttttt(TC)761 25308497 25308557 CCATATATCTCTCCTTTCTCCCC TTTCTCTCTCTCTTCTCTCTCGC 276

Ai09B8330 Araip.B09 8330 p2 (GA)6 12 25308881 25308892 GAGGGGAGAGAGACAGAAAAA CCTTTCTCCCCATGCTCTCT 123

Ai09B8344 Araip.B09 8344 p3 (GTT)5 15 25350600 25350614 GCCTTGTGTCTTATCTCGGC CCAAGGAAACACCTTACCGA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8347 Araip.B09 8347 c (TC)13ttatattt(TC)13ttctattttccctctctc(T)1189 25368931 25369019 CAAAGCATCAATAATAGCAACG GAGGTTGTGGGTTCGAGTCT 160

Ai09B8348 Araip.B09 8348 p4 (TTAT)5 20 25369228 25369247 GACTCGAACCCACAACCTCT TCTCGTGCTGATAACGTGTTG 250

Ai09B8349 Araip.B09 8349 p2 (TC)6 12 25374372 25374383 TCCAAGGAGGTGTGTTGTGA CGTTGCTATTATTGATGCTGTG 211

Ai09B8352 Araip.B09 8352 p3 (GAA)6 18 25384009 25384026 TGCAGAGAAGAAAAATGCGA TGTTTTACACGCGCCTCATA 224

Ai09B8353 Araip.B09 8353 c (CAA)5ccacaaaaacaaaaacaaa(C)1145 25384830 25384874 ACTCCTCCATTTCCCAAACC CTGAATTGGCTGAAGGGAAA 253

Ai09B8354 Araip.B09 8354 p3 (TTA)7 21 25386096 25386116 GGGGACGATTTTGATTTTGA CACGTCATGCTAGGGAGAGG 277

Ai09B8356 Araip.B09 8356 p2 (TA)6 12 25389467 25389478 AAAATAAAAGTGCAACCAAAATGA CCAGACGTCGGAGATGTTTT 255

Ai09B8357 Araip.B09 8357 p2 (AG)13 26 25394284 25394309 TTCCACTGAACAAAACGCAC CATGCCTCCTCCCCTTTAAT 258

Ai09B8360 Araip.B09 8360 p2 (TA)7 14 25401331 25401344 AGGTAGGCCAGGGCTAAAAA ATGGTTCGTGCTCTCAAATG 157

Ai09B8361 Araip.B09 8361 p2 (TA)12 24 25408900 25408923 GACAGCGTACTGATGGAGCA AATTCCTCACTGTCCGGATG 220

Ai09B8362 Araip.B09 8362 p2 (TA)6 12 25410172 25410183 CAGATTCAAGTGGTCCAGGAA AAGAAAAGTGGTTGGTTGGG 239

Ai09B8363 Araip.B09 8363 p2 (TA)8 16 25415154 25415169 TTTTGCGTTACCCGTTTTTC TGTAAACAACTGCGAAATCCA 251

Ai09B8364 Araip.B09 8364 p2 (AG)6 12 25427413 25427424 GCAATGGCAACTTAAATCAAGA CGCATATTTTTCACCTTTCAA 280

Ai09B8365 Araip.B09 8365 p2 (AG)6 12 25434045 25434056 TCAATTAGAAATCTGTAACATGGAA GGAGAGCTCGCATATTTTTCA 226

Ai09B8366 Araip.B09 8366 p4 (AAAT)5 20 25437308 25437327 AGAGGTTGCAGGTTCGAGTC TTAATGTGTGCTGTCGGAGG 145

Ai09B8368 Araip.B09 8368 p3 (TCT)5 15 25452836 25452850 CCGCTGATAACTTCCCACAT TTGCTGATCGGAACACTGTC 159

Ai09B8374 Araip.B09 8374 p2 (GT)6 12 25467339 25467350 TGCTTGTTTGTTTATTTTGGCA GAAGCATGGAACGTTGGAAT 227

Ai09B8375 Araip.B09 8375 p4 (AAAT)5 20 25468548 25468567 GGGGACAAAATACCCCAAAG TCCATGGTTGTAGTGGGGTT 251

Ai09B8376 Araip.B09 8376 p2 (TA)6 12 25493073 25493084 GCCGCTCATCTCGACTTCTA TTTCAGAATTTTATTTAATCCTAACCA 264

Ai09B8377 Araip.B09 8377 c (T)11ctttattttttctctttcaatattaaaaagcgaggatattaaacttatttttatgtgtttatctaaggtttagtttgg(T)11100 25493617 25493716 AATGGATTTGGAGTGTGCGT TTTGTGCTTAAAAATAATGTGCTTT 251

Ai09B8383 Araip.B09 8383 p3 (ATT)9 27 25503987 25504013 TCTCATCTATATTGATTACGCAAGTTT AATTCGGCACCGATTTAGTTT 255

Ai09B8385 Araip.B09 8385 p3 (CAT)8 24 25509484 25509507 TGGTTCAAAAACCCAACCTAA TCAATTTGAGTCCCATTCCA 202

Ai09B8386 Araip.B09 8386 p2 (TA)8 16 25512195 25512210 TCAAGTGTTAGCGTATCCAGTCTT CCACACAGAATATACCAACACACA 277

Ai09B8389 Araip.B09 8389 p2 (AG)18 36 25524251 25524286 ACACTCATCAGACGTGCAGC CTGCCAATAAATCCAACGGT 241

Ai09B8390 Araip.B09 8390 p3 (GGA)5 15 25526286 25526300 TAGGGTTTTAGCGTTGTCGG TAATGGTGGATGAGCAAACG 217

Ai09B8392 Araip.B09 8392 p3 (ATG)7 21 25532959 25532979 CCTCAACAACCACCCTCACT TACACACCATCCTCTGCCAA 207

Ai09B8394 Araip.B09 8394 p3 (GAA)6 18 25543171 25543188 TTCCACGCTTTTGATTCCAT GCAGAAGCAATCCAGAATCA 280

Ai09B8398 Araip.B09 8398 p2 (GT)6 12 25548966 25548977 AAATGGTTACGCCGTTTGAG CAAACGAAAATGCCAATGTG 138

Ai09B8400 Araip.B09 8400 p6 (TTCCTC)6 36 25551100 25551135 CGCGCATTAACTCATTTTGA CGTGCAGAAACGAAAGAAAA 208

Ai09B8401 Araip.B09 8401 p2 (AT)6 12 25555164 25555175 GTACGCACACGTATCGCAAA TCTCCCCCTTTATTTTGGAA 278

Ai09B8402 Araip.B09 8402 c (T)10aattttc(A)10 27 25560347 25560373 TCGAGTTTGGACAACTGACG GTTTGGAAGCCTCAGTCCAA 228

Ai09B8403 Araip.B09 8403 p3 (TTC)5 15 25564446 25564460 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 246

Ai09B8406 Araip.B09 8406 p2 (TA)6 12 25581370 25581381 TCCGAAGTACGAATTTTCTAAATG AGCTCTTTTCTAAAAATATTGGCA 258

Ai09B8408 Araip.B09 8408 p3 (CCA)7 21 25584954 25584974 AATCCTTCAACCACAGGCAC TTTGAGTAGTGGGCTTTGGG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8410 Araip.B09 8410 p2 (TC)6 12 25589377 25589388 ATTGAGAGAACCCTAGCCCC ATCTTCAACCTTGCTTCCGA 196

Ai09B8412 Araip.B09 8412 p3 (GAA)5 15 25592315 25592329 GACCGGCAAGACAAAGAGAC ACCTTCATTGGCTTCAGCAC 255

Ai09B8414 Araip.B09 8414 c (T)10gtctttgtatgctgctgctgcttcttacatacatcattattgctgtggttatttctttttcttcttttc(T)1291 25595743 25595833 GTTTCATATTCCACACGGCA TGGAAGATGTGGAGGAGAAAA 221

Ai09B8431 Araip.B09 8431 p2 (AT)11 22 25628918 25628939 AGCCTAGAGAGCGTAGGGAA AAAATTCAATGGGGCACTTG 265

Ai09B8432 Araip.B09 8432 p2 (TA)7 14 25635303 25635316 CCTGCAAACCAGTTGTCTCA TGTACCACCAGCCACTCTTG 241

Ai09B8434 Araip.B09 8434 p3 (TAT)5 15 25640608 25640622 TCAAGTCCGAGTTTTACCGA GCTCGGCCAAGAGAAAAATA 261

Ai09B8435 Araip.B09 8435 p2 (TA)8 16 25643352 25643367 CTAGTTCGGGCACCAGCTTA GCAATCCTGCTTCTCCAAAA 184

Ai09B8439 Araip.B09 8439 p2 (AT)7 14 25669648 25669661 CGAGAGGCATCTCACTAGGC AAGCTCCTAACTTAGCCCGC 245

Ai09B8441 Araip.B09 8441 c (TC)6(TA)7 26 25684697 25684722 GAGAAGAGGTCGGGTAGCCT GAGGCATCTCACTAGGCGTC 194

Ai09B8442 Araip.B09 8442 p2 (AT)6 12 25686954 25686965 CCATACCTTGACCGATTTCC ACTCTCAGCCTCCTTTTCCC 232

Ai09B8445 Araip.B09 8445 p2 (TA)20 40 25690777 25690816 TTAAGGCCGAGGATCGTCTT TGAGCATGTGGTAGACCTCG 259

Ai09B8447 Araip.B09 8447 p2 (TA)7 14 25696389 25696402 AGTAAGGCTGGTGCAGGAAA TCTTACTCGCATCAAAATTGG 249

Ai09B8450 Araip.B09 8450 p3 (ATA)5 15 25705718 25705732 ATGTCCACAATCTTGCGTCA GATGGAATTCTTGGACCCCT 266

Ai09B8458 Araip.B09 8458 c (T)10cgcatgcaagaatttttc(T)1240 25728205 25728244 TTGCTCTTGCCTTTTGGTTT GGTGGCATTGCTTTTGTTTT 277

Ai09B8459 Araip.B09 8459 p3 (TGA)5 15 25737540 25737554 CAGAAAAAGGGACCCACTCA GAGGAAGTTCTCATGCTGGG 231

Ai09B8463 Araip.B09 8463 p3 (ATC)8 24 25750010 25750033 AAGTCATATTTTGTGTCATACAATCAA TTATGCCCAAACATAGGGGA 222

Ai09B8465 Araip.B09 8465 c (A)10ggtgcctcatgtattgctcactgagcttg(A)1049 25765654 25765702 GGGTGGTTGAATTCCTTTCA TCTTTTTCATGCATTACATCACC 229

Ai09B8468 Araip.B09 8468 p5 (AAAAT)5 25 25782751 25782775 ACAAGCGATCTCCGTCACAT CCTTTGATGTTCTGGCCCTA 225

Ai09B8469 Araip.B09 8469 p3 (CAA)5 15 25784997 25785011 ACTTCTTCCGCTTTTGGGTT CTGTGATTTTGTTCCGCCTT 233

Ai09B8470 Araip.B09 8470 p3 (ATA)16 48 25785861 25785908 CGCCGAAATTAATGGAAAAA GTTCGAGTGCCCGAAAATAA 279

Ai09B8471 Araip.B09 8471 c (A)10gtagtataactttgtttaggttaacatacataaattttgattttgagcatataactttgtttaggttaataaatacatacatttcaattttgag(TA)7118 25787374 25787491 TTTGTGGATCTTCTTGAATTTGA TCTTACATTACAACATTTTGCTGGA 236

Ai09B8473 Araip.B09 8473 p3 (ACA)5 15 25795396 25795410 TCCGTTATTGGCGTTTCTTC AGGCTTCTTCGCTGAGTACG 265

Ai09B8475 Araip.B09 8475 p2 (AT)7 14 25804066 25804079 GCCACGTGACACTTGACAT TTTCTTACATTATTACATTTTGCTGGA 249

Ai09B8476 Araip.B09 8476 p2 (AT)6 12 25805382 25805393 GTCTTGTTCTGTCCGTGCCT TACCCCGTTACCCTAAGCCT 214

Ai09B8484 Araip.B09 8484 p2 (TC)8 16 25855415 25855430 CACTTGGCACTGCCTGTAAA GGCTTTGCTGTGAAGGAATC 232

Ai09B8487 Araip.B09 8487 p3 (CAT)19 57 25864459 25864515 AAATGGTCCCCAAAGTTTCC TTGGGTTCTTTGCATGATGA 223

Ai09B8489 Araip.B09 8489 p2 (TG)8 16 25877799 25877814 CCTCCGGTTCTCATTCCATA CTGCACACAACCCAAAAAGA 231

Ai09B8490 Araip.B09 8490 p3 (GAA)5 15 25879859 25879873 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai09B8491 Araip.B09 8491 p3 (ATT)5 15 25882013 25882027 GTTTGCTCCAATGGTAGGGA GCAGGAGCAAGGACAAGAAC 245

Ai09B8493 Araip.B09 8493 p2 (AT)11 22 25885596 25885617 TTGGCTTTTTCTGCTTGCTT TCGGTTATCCAGCCAAACTC 152

Ai09B8494 Araip.B09 8494 c* (TA)7(TATG)7* 40 25886238 25886277 TTCAGATGCAGGACGTGAAG AACAAAGGCCGGTCAGAATA 243

Ai09B8496 Araip.B09 8496 c (CAT)5ca(GAT)6 35 25887173 25887207 TGTCATCAAAAGCAGAAAATGG TGCCATTAAGGGTGATTGTG 251

Ai09B8499 Araip.B09 8499 c (AAAT)6aaaaataaaaaatataaataaataaatataatattaatattcactacaattaatatctcaatataatagaaataattc(AT)6114 25901203 25901316 CCCGAGTCTTCTTAAATTTTGATT GGTTTAAACATCTGACAACACATACA 268

Ai09B8500 Araip.B09 8500 p2 (AT)8 16 25901772 25901787 TGCACACTACACACACCACG TTCGGCAGAACTGGTAGCTT 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8502 Araip.B09 8502 p3 (AAC)6 18 25902940 25902957 TCCTAATCTGGCACAGGAAAA TGCAAATGAAAACGATGGAG 240

Ai09B8504 Araip.B09 8504 p4 (TTTA)5 20 25915639 25915658 CAATCTTGGGCCGATTTCTA CAAGCATTTCAAGTGCCAAA 258

Ai09B8507 Araip.B09 8507 c (TC)6tt(TC)6 26 25923465 25923490 GTACTACCCCTCCCCGTTGT TTCAATCTTTCAAACTCAACCA 268

Ai09B8510 Araip.B09 8510 p2 (GA)9 18 25937827 25937844 ACACACACAAACACGGGAGA AAAAAGGGTACGGGATGCTC 266

Ai09B8513 Araip.B09 8513 p3 (TCA)5 15 25958655 25958669 TCCTTTTCGCTTTGCTCAAT GTACACTGATGTTGGGCCGT 247

Ai09B8515 Araip.B09 8515 p2 (AG)10 20 25975099 25975118 GGTTATAAAGTGGGGGAATGC CCAATTTGGCAACATAAGTCAA 256

Ai09B8516 Araip.B09 8516 p4 (TTTA)5 20 26001246 26001265 TCCTGGACTGTTCATTTCCAC CGCGCCTAACTATGGAGAAG 240

Ai09B8517 Araip.B09 8517 p3 (TTA)9 27 26002810 26002836 TGAACTTCGGCCTACAGAAA ATGTCCGTTGGTGATGATGA 264

Ai09B8518 Araip.B09 8518 c (A)11ttcaga(T)10 27 26012353 26012379 TTTTGTGTGTTTTTCTTTTTCATCA AGCTAGGTAAGAGAAGATAAGGAATTT 277

Ai09B8522 Araip.B09 8522 p2 (TA)11 22 26035611 26035632 GCGCGACGTGTTTTAATTTT ACCTGTAACCACCCTACCCC 140

Ai09B8523 Araip.B09 8523 p4 (TAAA)5 20 26065146 26065165 GACCACTTTCTCTCCCCTCA CCAATGGAGGGTATGCAGAT 245

Ai09B8524 Araip.B09 8524 c (TTTTC)5tc(T)15 42 26081236 26081277 CCACATATTCATGCATCCCA GTGTGGGAAAATTGGGTTTG 266

Ai09B8525 Araip.B09 8525 p4 (ATTT)8 32 26083285 26083316 CGCGTGACTCTCTGCTTCTT CTAGGTGGCAGACAACCCAC 272

Ai09B8526 Araip.B09 8526 p3 (GTT)5 15 26091339 26091353 AGGGAGAGGGGAGTGTGAGT ACCACCATTCACAGCAACAA 178

Ai09B8527 Araip.B09 8527 c (CT)6aattttcgaaaatatctcccccctttttcaaaaatttcttttttattaactaattatttttttttatttttatttgaattttc(A)11106 26098457 26098562 TCATCTTTTCAAAATTTGTTTCAACT GAGGGGGAAGTGAATTTTCG 276

Ai09B8528 Araip.B09 8528 p3 (TCT)5 15 26100075 26100089 ACCCACCTCACCCTCTCTCT CTTGCCTTCCCTTTCCTCTT 245

Ai09B8530 Araip.B09 8530 p5 (ATTTG)6 30 26109437 26109466 TTGACTTGTTTCTGGTCTTGTCA GGACGATTTTGATTTTTGGC 171

Ai09B8531 Araip.B09 8531 p2 (AT)6 12 26110474 26110485 CGAGAATGATGGTGAGTGGA TGAAGCTTGCTTCCAGTCCT 241

Ai09B8533 Araip.B09 8533 p3 (GAT)5 15 26113505 26113519 TCAGTTGTGCTGGAGATTGC TCTCCGTGGTGTGTCATCAT 276

Ai09B8534 Araip.B09 8534 p3 (CTT)8 24 26116639 26116662 TGAGGGTTTCAATTTCTGGG AATAAGCAAGTGCCTGCTGC 120

Ai09B8536 Araip.B09 8536 c (A)10taaaagaagaaaactgatatacaaaacataaaaaaatagagtaag(A)1065 26125036 26125100 GACTTTCCTTTTTCAAATCGGT ATTCTGGGACCGCTTCACTA 278

Ai09B8544 Araip.B09 8544 c (GAA)5gag(GAA)533 26147383 26147415 GGAAAAGAAAAAGAAGACGCAA GTTTACCCAAACTGGGCCTT 183

Ai09B8555 Araip.B09 8555 p3 (ATT)14 42 26176296 26176337 TTCAAATAAAACCCAGCAGAA GAAAGCCGTATGCAATTTGA 245

Ai09B8556 Araip.B09 8556 p6 (ATAACA)6 36 26181364 26181399 ACGGGATTAGCCAATGAACA AACCCTCAACCATAAACCCC 273

Ai09B8557 Araip.B09 8557 p2 (TA)11 22 26186251 26186272 GGCCTTTCCCTTTACGTTTC CTTATCCTTGGCGAAATCCA 278

Ai09B8561 Araip.B09 8561 p2 (AT)7 14 26197336 26197349 AAAGCCCCATTATTGACACA AAGCCGTGTACGGAGATGAC 261

Ai09B8564 Araip.B09 8564 p2 (TC)8 16 26242379 26242394 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 250

Ai09B8565 Araip.B09 8565 p2 (TC)7 14 26248932 26248945 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 248

Ai09B8567 Araip.B09 8567 p2 (TC)11 22 26257915 26257936 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 256

Ai09B8568 Araip.B09 8568 p2 (TC)10 20 26263451 26263470 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 254

Ai09B8570 Araip.B09 8570 p3 (TTA)5 15 26269252 26269266 TCTTCCTCATAGCCAACCTCA TGTTTAGGGTCCGTTAGCAA 217

Ai09B8575 Araip.B09 8575 c (T)18gttttctttcttatcttctttc(T)15ctaaaaagc(T)15ctaaaaagc(T)15ctaaaaagc(T)15127 26300688 26300814 TTTTTCCATGTCTTGGTTGATG TGAAAGAAGAGAAGGAGAAATGG 269

Ai09B8582 Araip.B09 8582 p3 (TCT)6 18 26328950 26328967 TCGAGCATTTAGCAGCTTCA GGCCAAAAAGCAACAAAAGA 265

Ai09B8583 Araip.B09 8583 p3 (CTT)5 15 26330091 26330105 TTTTCGGTGTATGTGTGCTGA CTTCGCGTATTGCATCTTCA 248
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Ai09B8584 Araip.B09 8584 p3 (AGG)8 24 26330306 26330329 TGAAGATGCAATACGCGAAG CGCTGTTAAGAGCAAAGCCT 212

Ai09B8587 Araip.B09 8587 c (T)10cttttttaaatccaagtcctttgtgaatttttttcatttcatatcattgtttagtattcatataaatgat(A)1090 26355478 26355567 AAATCAATCACTCTCATTTTAACAAA TTCGTGAGATTTATGAAAAATACCT 277

Ai09B8589 Araip.B09 8589 p2 (CA)7 14 26357187 26357200 AGAGAGAGGAGGAGGGGGTT ATGGTGGTTGTGGAAGTGGT 258

Ai09B8590 Araip.B09 8590 c (CTT)6ctcacgctcgtttatacatggagtgtcttcttcttcggcttcttcttcatgttcctcctcctcctcattctcctc(T)10103 26364383 26364485 TTTAGGTCACGCGCTCTTTT ACCAGGGAGAGAAGGAGGAA 271

Ai09B8591 Araip.B09 8591 c (GAG)5gaagt(GGA)5ggtaaacgtgaatttgaaagaagaagaagatgacgtatccgtgtatttga(AAG)5100 26365291 26365390 TCAGAACACTTGCGTCCATT CGTCATTACACGCGCTTTATC 268

Ai09B8593 Araip.B09 8593 p3 (TAA)5 15 26367862 26367876 TCGAAATCATTAAATGTGTCAAGTT ACTATCCGCAAGGCAAACAT 223

Ai09B8598 Araip.B09 8598 p3 (TTG)5 15 26399217 26399231 GACAAAGGGTGAAAGGCAAA GCAATCAAAGGCACTCCAAT 249

Ai09B8600 Araip.B09 8600 p3 (TTA)6 18 26408132 26408149 TGCCTTACAGCAAAGAAGCA GCATGTGCAGTCTCTTGGAA 103

Ai09B8603 Araip.B09 8603 p3 (CAC)5 15 26420911 26420925 CCCTGCTATTGGCACCTTTA GCTTCTGCTTCTCCATTGTTG 261

Ai09B8604 Araip.B09 8604 p2 (AT)6 12 26423120 26423131 TTTTTCATTCGGAAGATTTTATTC GCTTTCTTTCCTTTGGTTTGG 280

Ai09B8609 Araip.B09 8609 p3 (TTG)7 21 26425495 26425515 TACGAAAGCAAGCCACATTG AGTGTATGCACCCCTTCCAG 230

Ai09B8611 Araip.B09 8611 p2 (TG)7 14 26430755 26430768 GGTGGCTGCAGAGAGGTTAG TTTTTCTGTGGAAATGGGGA 279

Ai09B8617 Araip.B09 8617 c (T)14agtgagacaaataagaaaataagagaaacagaac(A)1260 26446072 26446131 TTTTTGTTTTGGTCTTTTCTTTTT AATCAGAAGCTTCGAACCCC 194

Ai09B8618 Araip.B09 8618 p2 (AG)6 12 26449893 26449904 TAAGATGGGAGAGGGGGAAT TTCCCAACTTCTTATCTTTTCAA 280

Ai09B8621 Araip.B09 8621 c (AT)10t(ATC)6 39 26463332 26463370 TTCAAAGCCCACCAAAACTC AGTTGGGGCTCTTGATGATG 265

Ai09B8624 Araip.B09 8624 p2 (GT)7 14 26488858 26488871 CGAAACTCCGGATCAAAAGA CAAATCGGACCAACCAGACT 185

Ai09B8627 Araip.B09 8627 p3 (AAT)7 21 26518339 26518359 GCCTCAGAAAGTCAGAACAGG GAGGGTTCTGGCCACAAATA 217

Ai09B8628 Araip.B09 8628 p3 (AGA)5 15 26518705 26518719 CTCACCACCACCACCATACA GAAGGGCCTCCTTCTGATTC 270

Ai09B8631 Araip.B09 8631 p3 (TCA)6 18 26524269 26524286 ATTATCGCATTGGAGGTTGC TGGATTCCAAGGGTAGTTGC 232

Ai09B8632 Araip.B09 8632 p3 (GTT)5 15 26524711 26524725 AGGAACTGCTTGACCTCGAA CTCCACCACTGCACTATCCA 267

Ai09B8634 Araip.B09 8634 p5 (TAAAA)5 25 26536499 26536523 CCATGATGGAGAAAGGGAGA TCCTCACACACATCTTTTTCAA 193

Ai09B8636 Araip.B09 8636 c (T)10ctc(T)10 23 26541885 26541907 TACTTTGGGCATTTTGTCCC GTGAGGAAGTTGGGTTTGGA 206

Ai09B8639 Araip.B09 8639 c (T)10cttccttcttttttcttcttcctctcttgaaaaaaaatatatatatttctaaa(AAT)10aac(AAT)5aaataaataacttacaaatgtaaaaaaaataaaataaaaatttaaaataataag(A)11176 26553176 26553351 CGGATTTGCACCCTATTTTT GCAAATGTAATAAAAGAAAATGGAA 274

Ai09B8641 Araip.B09 8641 p2 (TG)11 22 26565309 26565330 TGCTTCTTTTGCCCGAGTAT GGCCCAGCATTCTGAAGTAG 197

Ai09B8645 Araip.B09 8645 p3 (GCG)5 15 26577999 26578013 AAGAAGAAGCAGGGCAGTCA CCGCCGCTCTACTTATTTGT 119

Ai09B8650 Araip.B09 8650 p3 (TGT)8 24 26600805 26600828 TGGAGGGAGATGCAAATAGG GGGACACATTGGACGAGACT 182

Ai09B8651 Araip.B09 8651 p2 (AT)6 12 26603518 26603529 AGACGATTTTAATGCACGCC TCAATTCTCTACACTTTATACCAAACA 192

Ai09B8652 Araip.B09 8652 c (AAG)5aataaagagaaggagaagaagaagaaggaaagaagaaggatctgcgcgaatttggaagaag(A)1187 26606540 26606626 GAAGAAAAACCTGCGTGTGC TCTTCTTCTTGTCCTCCTCGTC 145

Ai09B8653 Araip.B09 8653 c (A)10taaataataaaaagacaggtggctctatcatgcatcatcacattactttttcatatgtataaagag(TA)688 26608473 26608560 GCAGACTTAAACGGGTCAGC GTCACCAAAATCCAAGCCAC 247

Ai09B8666 Araip.B09 8666 p3 (GAG)6 18 26657868 26657885 GCAAGAGCATCCGCTTTAAC CAAAGAGTTCAGGAGGCCAA 236

Ai09B8667 Araip.B09 8667 p2 (AT)25 50 26660426 26660475 TGCCCATTGAATCATAAAGGA CAGATCCACTCGAAAGCCTC 260

Ai09B8668 Araip.B09 8668 p3 (CTC)5 15 26662497 26662511 AGATGGCAAAAACAAACGCT GGTTTAGGAGTAGGTCGGGC 199

Ai09B8669 Araip.B09 8669 p2 (AT)7 14 26670002 26670015 GTCGTGTTGGGTACCGACTT TGGGTGACTCAAATGCACATA 249

Ai09B8671 Araip.B09 8671 p2 (TA)6 12 26672144 26672155 CTGCTCATTGAATCATAAAGAAGA TCATGTAATGAAAGGTGAAGTGTC 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8674 Araip.B09 8674 p3 (GAA)5 15 26675848 26675862 TTTCTCGTTGTTTTTGTTTCG GCGATCTGAGATGGAGGTGT 150

Ai09B8675 Araip.B09 8675 p3 (TAA)8 24 26677856 26677879 GTATGGCCGAGCAAAAGATT CGAAACAAAAGCAGGTGTGA 123

Ai09B8686 Araip.B09 8686 p2 (TC)8 16 26715307 26715322 CCCATTTTCAGTTTTCACCG CTGTTTCGAATCTGTTGCCA 242

Ai09B8689 Araip.B09 8689 p2 (TA)6 12 26720500 26720511 TTCTTGTCAAATTTGGATGGG CCATGTATAATTAGTGTGTGCATAAAT 262

Ai09B8690 Araip.B09 8690 p3 (TTA)6 18 26720900 26720917 AATCACAATTGATTATTGATACCCT TGCACACATTATTAGTGACCCA 125

Ai09B8693 Araip.B09 8693 p3 (TAT)7 21 26724175 26724195 TTTTTAAAATACAATGCATGTACCG TGGTGCACACATTAATGACGA 107

Ai09B8696 Araip.B09 8696 p2 (AT)6 12 26736782 26736793 AGGTCAGGAAGATATCGGGC TCATTGGCACCTTACATCCA 164

Ai09B8701 Araip.B09 8701 p3 (CAA)5 15 26786955 26786969 AAGGCCCTTGCTATTTGGTT AGAAGGTAGCCCAGTGGCTT 238

Ai09B8702 Araip.B09 8702 p3 (TTG)7 21 26788781 26788801 TCCATGTAGTTGACCTCACCC TGTTCTAGTGGAGGATTGGGA 271

Ai09B8708 Araip.B09 8708 p2 (AT)8 16 26797852 26797867 CGGTTTCAATTCTGACCCTC TCATCAATAATGAAAACCCCAA 171

Ai09B8713 Araip.B09 8713 p2 (TA)10 20 26815050 26815069 AGTGGGAAAAGCTCAGATCAA GGGGTGTTGGGAGTAAACAC 275

Ai09B8714 Araip.B09 8714 p2 (CA)7 14 26820128 26820141 ACGGCAGCAGAAACTCTAGC GGGAGTAAGAGCACAAATAGAAGC 225

Ai09B8715 Araip.B09 8715 p2 (CT)9 18 26821680 26821697 CCCCTACCTCAAAACGCATA TGCGAAAGTGAACAAAGCTG 115

Ai09B8717 Araip.B09 8717 c (AC)7(AT)10 34 26833364 26833397 ATCAACAAAGCCGACCAAAC CACCCTCCTTGATGCTAAAAA 242

Ai09B8719 Araip.B09 8719 p2 (AG)6 12 26838180 26838191 CCTTCCAAGGTTGAAACCAA GAGTGGTGACCAAGGAAGGA 141

Ai09B8720 Araip.B09 8720 p2 (TA)16 32 26850214 26850245 GCCTGTAATCGGGTTAGCGT ACCCAGATGCTCCATTTCAC 255

Ai09B8723 Araip.B09 8723 p3 (TAA)16 48 26856507 26856554 TCACGTTTCTATCCCTTCTTTTG TCAAGTCCGATGTTTACCGA 224

Ai09B8724 Araip.B09 8724 p2 (GA)15 30 26861040 26861069 AGCACTAGCCGAGTCCATGT GCCGGTAAATTCGATGGTAA 209

Ai09B8731 Araip.B09 8731 c (ACC)5ctcatgtgatatacagtctgtcc(A)1452 26870660 26870711 GCCACAGCTCACAACAGCTA CAACCCGAAGAAAAAGAAGG 280

Ai09B8732 Araip.B09 8732 p3 (ATC)6 18 26870923 26870940 CTTTTTCTTCGGGTTGTTGC GAAGTGTGATCAGAAGCAGCAG 191

Ai09B8736 Araip.B09 8736 p2 (TA)7 14 26877393 26877406 CGCAACCGGATTATGAGTTT TCGAAAACGTGACGAACAAG 100

Ai09B8738 Araip.B09 8738 p2 (TA)6 12 26888031 26888042 CAGTATAACAGAATCACAACAATCCA AAAGAAGGGCGAACACACAG 277

Ai09B8740 Araip.B09 8740 p2 (AT)7 14 26892228 26892241 TTTTCAAAACGCTTGTCTTTTAT CAATTGTCATGATTCAATTTCCA 155

Ai09B8742 Araip.B09 8742 p3 (GAA)6 18 26894089 26894106 AAATCTCTGTGATTAATTTCTTCCG GCAAAGTCACTTGCACTTCC 259

Ai09B8744 Araip.B09 8744 p2 (TA)6 12 26905090 26905101 CGGTTCTCGTTCCATACGAT AGCCTGTGAAGCTAAGGCTG 274

Ai09B8745 Araip.B09 8745 c (A)10taggcg(A)10 26 26910240 26910265 TTTGGACAACTGACGGTTCA TGCTCTTGCCTCTTGGTTTT 221

Ai09B8747 Araip.B09 8747 c (T)10aaattatttttcaaaaatctttcaaaaattcctcctttgttttcaaaaaatttttc(A)1278 26921901 26921978 AGATTCCTTTTTGATCCGGC CAGGCTCCAACATGCTTCAT 264

Ai09B8749 Araip.B09 8749 c (AT)9(GT)23 64 26926392 26926455 TTTCCCGTTGGTAAGGTGAG TCTCCAAAGTAATGGCACCC 222

Ai09B8750 Araip.B09 8750 p2 (TA)6 12 26928164 26928175 TCCCTGGGTAAAGTACCGTG GACAAGTCCGGCTGCTAAAC 232

Ai09B8751 Araip.B09 8751 p2 (TA)9 18 26928827 26928844 TTAACATGCTGAGAACCCCC CCTCTATGCGGTGCAAAAGT 213

Ai09B8752 Araip.B09 8752 p2 (AT)6 12 26934077 26934088 GTGCTAGGTGGGAGACAACC TTGTGCTAAAGGCACACCAG 274

Ai09B8756 Araip.B09 8756 p2 (GT)6 12 26967953 26967964 TATGTGATGCAAATGTGGGG GGGCTAAGGTAAGGGTGAGG 150

Ai09B8757 Araip.B09 8757 c* (A)11(AT)8* 26 26970085 26970110 GAGAGACGACCCGAGGTTTA CATTGGGGTAATTTTATTCCCT 278

Ai09B8758 Araip.B09 8758 p2 (GT)11 22 26972019 26972040 ATGCAAAAGTGGGGATTCTG GGGCTAAGGTAAGGGTGAGG 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8759 Araip.B09 8759 p2 (AT)7 14 26974271 26974284 TCATAACTTCTACATCATAACCTGCAT TTGGGGTAATTTTATCCCCTATTT 209

Ai09B8760 Araip.B09 8760 p2 (GT)6 12 26974442 26974453 GCAAAAGTGGAGATTTTGGG GGGCTAAGGTAAGGGTGAGG 142

Ai09B8761 Araip.B09 8761 p4 (TTTA)5 20 26977735 26977754 TCAATTTTTGGAGGCGTTTC TTGAATTTGCTCAATGCTTGTT 218

Ai09B8766 Araip.B09 8766 c (AC)6(AT)7aatatggagttttattaaacaaaatcattacatatttatacttttagtatacatagccatatgcaaataaactgcataatccacatccatgcaag(T)11132 27009583 27009714 ACCTATTCTGTGGAAAAGTCACA TCTGATGCAGAGATGGGTAAGA 198

Ai09B8768 Araip.B09 8768 p2 (AT)9 18 27014230 27014247 TTTAGAGGGGGTTGGGTAGAA GCCCTCTCTAACCAATTTTCA 279

Ai09B8773 Araip.B09 8773 p2 (AG)6 12 27031073 27031084 GAGAAAGTGGGACGCAGAAG TGCAGGATTACGAAAAAGCA 242

Ai09B8775 Araip.B09 8775 p2 (GA)11 22 27038581 27038602 TTGCCATTGCTTGAGAGTTG CACCCAATTTTGCAAAGGAT 165

Ai09B8777 Araip.B09 8777 c (TA)8tgcagctcttctgcaaattaaatcgccgccatatgtgtctctacatgc(AT)676 27042387 27042462 TACTGTGCAAGAGCCACTGC CGTTGCTTGGAAATTAAGGC 235

Ai09B8780 Araip.B09 8780 c (TCT)6gcctctgtttgcaccgctccgccacctccttatctcctttctcttttcc(T)1077 27048855 27048931 CCTCCTCTGCTCCTTTTTCC GCACAGAGCTAAACTCAGGTCC 266

Ai09B8784 Araip.B09 8784 p3 (TAT)5 15 27053448 27053462 CGGTGCTAACAGTGGTCAAA ATTGGCACTTCTACGGCAAG 279

Ai09B8785 Araip.B09 8785 p2 (TA)8 16 27056268 27056283 CGTCTGGACTCTTAAAGCGG AACAAGCTCCTGACTCAGCC 236

Ai09B8786 Araip.B09 8786 p2 (TA)6 12 27076878 27076889 TATCGCTTCGTGAGTGTTGC TCGATAAGGACGATTCTTGG 204

Ai09B8796 Araip.B09 8796 p3 (TAT)5 15 27097853 27097867 GGGATTGTGCCAAAAATGAC CTCGCCTCCATTGATTGATT 139

Ai09B8798 Araip.B09 8798 c (T)10c(T)11 22 27106262 27106283 CACAAAAGAGGGCAGGAAAG TGGTTTTAATTGTTTGTCGTGTG 241

Ai09B8799 Araip.B09 8799 p3 (TTA)5 15 27110107 27110121 AAGGGGTAAGCCGTTTCTGT TCAGTTCAAGATTTGAGTCACCA 205

Ai09B8804 Araip.B09 8804 p2 (TA)6 12 27117250 27117261 TCGATTTAAACTTTTGGTTGACA CCAGTCGGAACTCTTACGGA 220

Ai09B8805 Araip.B09 8805 p2 (AT)9 18 27117640 27117657 CTTGTGTGAGACTCTCGCGT TCGTTAAACATTAATGGCAGCTT 265

Ai09B8806 Araip.B09 8806 c (TTTA)5tttgatacacgtttaatattagttttaggtgac(AT)869 27117974 27118042 GCAACAAAAATAATGGTGTATGTGA TAGCATAAGCGTCATCCACG 280

Ai09B8807 Araip.B09 8807 c (T)11catcctaaattgatgtttttttttata(T)10gaatttttttattacaaatgtgaatgtctctatttctttaaaaattttataa(T)10attttatagatatctaattatttttatcaaaatataactggatattttttttgttaagcattagga(T)10186 27118353 27118538 TGGATGTTTCTTCTGCTAAGGA TGGAGCATGAATTGTTTTTGA 278

Ai09B8808 Araip.B09 8808 p2 (AG)6 12 27120355 27120366 ATAGCTCTTCAGGGGGCAAT TGCATATCAAGCATTCTGCC 229

Ai09B8812 Araip.B09 8812 p2 (AT)6 12 27126549 27126560 GACAACTGCATGTGAGTCTTTACC AGAAGGACACTCATGCCACC 275

Ai09B8813 Araip.B09 8813 p2 (GA)7 14 27128120 27128133 AGAGAGCGCGAAGATCAGAG ATTTAGGACAGCGATGCCAC 236

Ai09B8814 Araip.B09 8814 p5 (ATTTT)7 35 27130997 27131031 TGAGCTCATCAAACGTCCAA CGTTGGATTGTTACGTCGATT 276

Ai09B8816 Araip.B09 8816 p2 (TA)8 16 27140335 27140350 TTCCCTCGCCTTTAACTTTG CCAGCTGCACCACTCTGATA 229

Ai09B8817 Araip.B09 8817 p3 (ACC)5 15 27148029 27148043 TCCCCAACGTTTTATTTGGT TGCTTCTTCTTTTGCTTTTGC 280

Ai09B8818 Araip.B09 8818 p2 (GA)10 20 27148718 27148737 TGTTCACGACAAAGGTCAGG GGCAATGGAATGGGTAGAGA 182

Ai09B8823 Araip.B09 8823 p2 (GA)6 12 27167948 27167959 TCCATATCCCTGGTGTTGGT CCTGTCGGTTCGTTTCTCTC 142

Ai09B8826 Araip.B09 8826 p3 (GGT)5 15 27171367 27171381 CACATCCATGGTGCAATGTT ATCACCATCATCATCCCCAT 106

Ai09B8829 Araip.B09 8829 p2 (AT)10 20 27187637 27187656 TGAACGAAATGGGAGATCTGA ACTTCATCACTGACCCGGAG 231

Ai09B8830 Araip.B09 8830 c (TG)8(TA)6 28 27202087 27202114 TCACGTGGATCAGAGTTAGCC TGAACGAAATGGGAGATCTGA 238

Ai09B8834 Araip.B09 8834 p2 (TA)7 14 27210386 27210399 AGAGGTGGTGAGCCATTACG CGTGAGTGTTGCGCTTTTTA 139

Ai09B8836 Araip.B09 8836 p3 (TAA)5 15 27227562 27227576 CTTTTCAGGAGGCACTGGAC TGAGTGCAGGTACCATTTGC 279

Ai09B8838 Araip.B09 8838 p3 (GAA)5 15 27232653 27232667 ACCAAGCTCGAAGGAAGACA GTGGAAATGGAATGGGAATG 167

Ai09B8839 Araip.B09 8839 p2 (AG)6 12 27240756 27240767 AAGGAACATTAAACCTGGATCG ATGCATCCATTCAGGGAGAG 153



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B8841 Araip.B09 8841 c (A)10(T)10 20 27264633 27264652 GAGGGAAATTGTGGGAACCT TTGGGGTAATTTTGTCCCCT 212

Ai09B8842 Araip.B09 8842 p3 (AAT)12 36 27267720 27267755 TAGGAGAGGTGCTGCCAAAA TGAAGTACCCAAAGGCCAAA 227

Ai09B8843 Araip.B09 8843 p3 (TTA)5 15 27270063 27270077 CAGGAAACAAACGAAAAGCC GGGCTGAATTTTGGAGACAA 236

Ai09B8846 Araip.B09 8846 p3 (AGT)5 15 27283812 27283826 TGAAAAAGAAAAATTGGCATCA TTTACTTGGGAAAATGGCGT 257

Ai09B8848 Araip.B09 8848 p3 (TAA)6 18 27285950 27285967 GTAAAATGCAGCTGAAGCCA CCCCTCGTGCATAATCAAAT 277

Ai09B8849 Araip.B09 8849 p2 (AT)9 18 27286864 27286881 AATAAAGCACTTCGGGGGAG TATGCCATATACGTCCCCGT 256

Ai09B8853 Araip.B09 8853 p2 (AT)9 18 27291403 27291420 TGCACAAATTAAACAGACAAAATG GCGTTGTTGGGGTTTGTATT 205

Ai09B8860 Araip.B09 8860 p3 (CTT)7 21 27325005 27325025 AGGAGAGAGAGGGATCCGAG AGCAGAAGCAGAGCGGTTAC 162

Ai09B8861 Araip.B09 8861 p3 (TCC)5 15 27328500 27328514 CGCTCTGCTTTTCATGTTCA AGTCCATCAATTCTCGTGGG 248

Ai09B8868 Araip.B09 8868 p2 (AC)6 12 27353782 27353793 GCTCAAAAGTAGGCCAAACG GAGAACGATGCGTGACCATA 238

Ai09B8869 Araip.B09 8869 p4 (GTGC)5 20 27357045 27357064 GAAGCAAGGGGAAAAACTCC TAACCATTGGACACGCACAC 150

Ai09B8870 Araip.B09 8870 p2 (AT)10 20 27360092 27360111 GAATAAATGAGTGACGGCGG CATGCTTATGAATGAGGGGG 236

Ai09B8872 Araip.B09 8872 p3 (AAT)16 48 27374114 27374161 AGCCCAATGTTGTGTCCTGT TTGGACAAAAGAGTATTGTATGGAA 159

Ai09B8874 Araip.B09 8874 p2 (TA)6 12 27381760 27381771 CGTCAATGCAAAATTCGATG AGGTTGTGATAATTCGAAACAAA 199

Ai09B8881 Araip.B09 8881 p3 (TAT)6 18 27398977 27398994 TCATTTGATATTTATTCTCAATTCTCA CCGCTACTAATCCGACGGTA 279

Ai09B8885 Araip.B09 8885 p4 (ATAA)5 20 27411165 27411184 GGGACCCAATTGAAAAGAAA TCGTTGCTTTAAAGTAGGGGAA 280

Ai09B8886 Araip.B09 8886 p2 (CT)6 12 27415497 27415508 TGACCTAGTTTTTGGCCCAG GAATGATAAAGTCTTCAATGGAGGT 233

Ai09B8890 Araip.B09 8890 p2 (TA)10 20 27427275 27427294 CCATCAGAACCAAGTCACCC TGTTACGATCGCATTTATCTTCA 106

Ai09B8891 Araip.B09 8891 p2 (AG)6 12 27429205 27429216 GAGCTTCAGCGAAAAACGAC ATCCTTCATCAACGGTGCTC 189

Ai09B8894 Araip.B09 8894 p3 (AAT)8 24 27444427 27444450 CCCTGCAGCTTTATTTGCTT TCATCTCCTGTTTGGTCCTTC 259

Ai09B8899 Araip.B09 8899 c (AAT)6aggggtcctttttaccatggtatagaggtccctgtgtgagtagaagaaaagaagaagaaaaaattcgaacac(AG)7104 27474593 27474696 CAGGTTCTGGATCTGCTTCA CGAAAACCCTCTTTCTCTCTCA 261

Ai09B8902 Araip.B09 8902 p2 (AG)7 14 27480066 27480079 TCAATTTTGTCTCCTGCGAA TGGACTTGTCCCGAATAGGA 212

Ai09B8904 Araip.B09 8904 p3 (CTT)5 15 27481131 27481145 CAAAGATCTCAGCCACACCC AAGCAAAAGGGAAGTGGAAAA 240

Ai09B8905 Araip.B09 8905 p3 (AGA)11 33 27485164 27485196 CCTATGACTCGGAGGTGGAA CTTTTCCAAGAACCCTTCCC 238

Ai09B8906 Araip.B09 8906 p2 (AG)6 12 27499259 27499270 AGAGAAGGGCGGTTGAATCT TGCACTTAGCAGCTGAACCA 240

Ai09B8910 Araip.B09 8910 p3 (CAA)23 69 27504916 27504984 TCAAATGGCATAATTTCCCC TTGAGATTCAAGTGAAAACGGA 235

Ai09B8912 Araip.B09 8912 p2 (AT)6 12 27505838 27505849 CGAGACGAAATTCGAACCAT GGACGGACCCACGTTTAATA 247

Ai09B8913 Araip.B09 8913 c (A)10gaattggtatagggacctaaataaaag(A)1047 27507839 27507885 TCGTGAACTTTTCAATTAGGTCC TTCGCGAAATTTTCAATTAGG 254

Ai09B8916 Araip.B09 8916 p3 (AAC)5 15 27511350 27511364 TTCAGACAGTCCTAAGCGCA AACGCTAGGATAGAATTCACCG 259

Ai09B8917 Araip.B09 8917 p3 (ATA)8 24 27511524 27511547 CGGTGAATTCTATCCTAGCGTT TCCCCTAACCCTAAACCTTACA 263

Ai09B8918 Araip.B09 8918 p3 (AAT)5 15 27511952 27511966 GGGTTTGTTTAGGGTTTAGGA CGGCCTAATTTTGGGCTAA 276

Ai09B8920 Araip.B09 8920 p2 (AT)6 12 27514604 27514615 ATCCCGTTTCCTGAGTGTTG TGAGATCCCATCCCTCAAAC 212

Ai09B8921 Araip.B09 8921 p3 (ATA)6 18 27517944 27517961 GGGTCTGTTAGCGAGTTTTCA AGGGATTAGTGCCCTACCGT 227

Ai09B8926 Araip.B09 8926 p3 (TTA)5 15 27529959 27529973 TTCATTTCACATGGCAGAGC TCTCAGATGCTGACATGACCA 236
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Ai09B8933 Araip.B09 8933 p3 (GTT)5 15 27564518 27564532 GGCGCTGTAAGAGTTGAAGG TATTGTGATTAGGCTCCGGG 199

Ai09B8938 Araip.B09 8938 c (AT)8ac(AG)9 36 27577341 27577376 ACAAACCATTCCAGTCCAGC GCACATAAGGGCGATCCATA 264

Ai09B8942 Araip.B09 8942 p3 (AAT)5 15 27586917 27586931 TGAAGGATTCGGCTACCATC CATTCTTTGTCTCCCCCTCTT 263

Ai09B8943 Araip.B09 8943 c (T)10cgaaaacaaaagaaaaatttttgaaaga(T)1048 27588176 27588223 GGTTGGAAACCTCAGTCCAA GGGGATTGTTCGAGTATGGA 259

Ai09B8944 Araip.B09 8944 p3 (ATT)5 15 27592793 27592807 AATTTTGAACCTAATTCGGGC GTTGAGAATGGTTCGGTTGG 214

Ai09B8946 Araip.B09 8946 p2 (AT)6 12 27601193 27601204 CAAATTAATCAGTTTGTAAGGGGA TTTAAAATTCTGCCAAAATAACTAAGA 261

Ai09B8948 Araip.B09 8948 p3 (TTC)5 15 27602661 27602675 ATGCAGATGCAGATGCAGAG TCTGGGTATGGCAAATGTGA 257

Ai09B8950 Araip.B09 8950 p2 (AC)6 12 27614362 27614373 ACCTCCACTTCTGCTCTCCA TGGAATGTGAGGTGGCAATA 231

Ai09B8951 Araip.B09 8951 p2 (AG)18 36 27625578 27625613 CATGGAAACATCAATTGCATTA GCTGCTTTTGACCCAGTTTC 260

Ai09B8955 Araip.B09 8955 p3 (AAT)6 18 27637665 27637682 TTGCTGAAAAATGAACTGGAGA TCAGCAAAATAATTACCCAAATCA 240

Ai09B8956 Araip.B09 8956 c (A)11cactcagtatatatattaaaagcatacagatatatacagaaaaagagaaaccatgatgtggatttttcttctgctttc(T)11100 27639801 27639900 ACTAAAACATTGGGCTGCGT CATAGAATACAGAAGTCATTCATTGC 243

Ai09B8957 Araip.B09 8957 c (T)13aaaaccgaaaataccttgtttttttttaaaaaacacacatatacaaatcacaacactttac(AT)788 27641098 27641185 GTCACGCTTTTGACTGTGCT GGGATAGAAATCGTGATTGTAATG 264

Ai09B8959 Araip.B09 8959 p2 (TA)11 22 27650299 27650320 TCATCCCTTCATAAATAAAAATGC TTTAAAACCGTGGTTGGCTC 248

Ai09B8961 Araip.B09 8961 p2 (CT)21 42 27661906 27661947 GATCAGAGCTGAGGCTCCAC AAGAATTCATGCGGCATAGG 275

Ai09B8962 Araip.B09 8962 c (TC)8ttctctcctctcttctctgattcacacgctctctcccttt(TG)1178 27662150 27662227 GATGACCTCCCCTCCTCTTC CACATTTCCCCTTCCCTTTC 200

Ai09B8965 Araip.B09 8965 p2 (AG)6 12 27695882 27695893 AAAATGTTTGCTCGTCCTCG ATTCAAACCATTTCCCTCCC 199

Ai09B8967 Araip.B09 8967 p3 (ATT)6 18 27709587 27709604 CTCTGATTTGCCGCTTCTTC GAGATCACCATGCTACGAGAGTT 264

Ai09B8968 Araip.B09 8968 p5 (AAAAG)5 25 27725131 27725155 TGAAGCAAGAAAAAGCAGTGAA ATCCATTGATGCTCAAAGCC 179

Ai09B8973 Araip.B09 8973 p2 (GA)8 16 27739872 27739887 GGGAAGAAGAAAAGAAAACCTTG AGTGGCATAAAACGGGTCAC 225

Ai09B8975 Araip.B09 8975 p2 (GA)6 12 27765730 27765741 AGAGAGAGGGAGAGGGTTCG TCAAAACCACCTAAATACTTTTCTCTC 276

Ai09B8977 Araip.B09 8977 p2 (TA)11 22 27767432 27767453 TTATTGGATTCACCTTGGGG GGAGGGAAGTTTGGGAACAT 246

Ai09B8978 Araip.B09 8978 p2 (AG)6 12 27784591 27784602 AAAGGTTTGCTCGTCCTCAA TATTCCCCAAAAACCCATCA 262

Ai09B8983 Araip.B09 8983 p5 (AAGAT)5 25 27802289 27802313 AGAGCATTGCCTACGAAAGA CGCGTCTTCCTCAACAATTT 272

Ai09B8985 Araip.B09 8985 p3 (TGT)5 15 27803164 27803178 TCATTGTTGCAGGAGGTTGA GGAAACCATGATGACACTGG 268

Ai09B8986 Araip.B09 8986 p3 (TGT)5 15 27806489 27806503 TTCAAGGAGGATACCAACGC AATCTTGGCAACCATGATGA 202

Ai09B8987 Araip.B09 8987 p3 (TGT)5 15 27809822 27809836 TTCAAGGAGGATACCAAGGC AAAGCGGAATGGAGTCAGAG 280

Ai09B8988 Araip.B09 8988 p2 (TA)7 14 27814710 27814723 TGGGAGGAGGTTGAAAAAGA TTGCTTTTATCTTTCATAGGCCA 223

Ai09B8989 Araip.B09 8989 p2 (TA)11 22 27815247 27815268 GTGAGGATTCTTGAGGCTCG GCGCATGCAATTTTGTAACTT 267

Ai09B8990 Araip.B09 8990 p3 (TGT)5 15 27818034 27818048 GGAGGATACCAAGGCTCTGA TGTAAAGCGGAATGGAGTCA 279

Ai09B8991 Araip.B09 8991 p2 (TA)16 32 27822886 27822917 TGGGAGGAGGTTGAAAAAGA TCTTCTACCTTAGCGTATGACAACA 247

Ai09B8997 Araip.B09 8997 p2 (GT)6 12 27829642 27829653 GAGTCTCTCCCCTGCATCAA GTAGCAGCCATAGCCGTAGC 132

Ai09B9005 Araip.B09 9005 c (T)11cttgggagcttcgttgtcctttcgagataattgtcaggagccggatggggtatttacttttattttatc(T)1090 27851061 27851150 ACGAGGTCTCTGTGCCAAAA TGCATGATTTTGTTCGATCC 274

Ai09B9006 Araip.B09 9006 p3 (CTT)5 15 27851827 27851841 ACACCCAAAATTCGTTGAAG TGACATCAAGCTCTGAAATCGT 111

Ai09B9007 Araip.B09 9007 p3 (AAG)5 15 27851965 27851979 TCCTCCTCAGCTGCTTCTTC CGTTTCTTGCCTTCTCTTTCTC 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9008 Araip.B09 9008 p3 (AAG)9 27 27852126 27852152 GAGAAAGAGAAGGCAAGAAACG TCTTCTTTCTCCGTGCTTCC 200

Ai09B9009 Araip.B09 9009 c (A)10gtttttttttaattttatt(A)1140 27853537 27853576 GAGAGGCTGCAAACTTGCTC GCATTTGCTGTTCCATGCTA 187

Ai09B9013 Araip.B09 9013 p3 (GGT)6 18 27874983 27875000 CCATGGTTGCTTGATGTCAC CACCACCTCATTGTCACCAC 227

Ai09B9015 Araip.B09 9015 p2 (AC)7 14 27884638 27884651 AAACGGGAATTTTGACACCA GGAGCTCCGGATCAAAAGAT 245

Ai09B9016 Araip.B09 9016 p3 (TGA)5 15 27888768 27888782 GAGGTTGGAGTCTGCTCAGG GCACAGGAGGAGGGTCTACA 218

Ai09B9017 Araip.B09 9017 p2 (TA)6 12 27901757 27901768 CAAAATCCAGTGAGGGTTCAA GGTCAAGGGATTAATTGGTTTG 243

Ai09B9019 Araip.B09 9019 c (AAG)5t(AGA)5(TGA)1267 27914166 27914232 AACACAGCAAACTTGCACCA GGATCAGAGCGATCATGTCA 248

Ai09B9021 Araip.B09 9021 c (AG)6tgt(GA)8(GT)7(GA)18aagagagatataggaacttacataaagaggatggcgcggcggcgg(AGA)26204 27929079 27929282 CATGCAGATTCACAAATCACAA GAGAGCTGCCGGAGAGTAGA 267

Ai09B9023 Araip.B09 9023 p2 (TA)8 16 27935191 27935206 TGGCAGAATACTCGCTTCCT TTCCAAAGTTATGCCTGGCT 191

Ai09B9024 Araip.B09 9024 p2 (AT)7 14 27936878 27936891 TCGACCTGACCACTCATTCA CCTTTCTCTGTTCTCGACGG 273

Ai09B9028 Araip.B09 9028 p2 (TA)9 18 27945484 27945501 CCCATAGTAGCGAGATCCACA GAATTTTGGTCTGAAGGACGA 244

Ai09B9031 Araip.B09 9031 c (T)10cataaattaagaggttattggtttttaattagttattaaaaaaatttt(A)1068 27956344 27956411 ATTTCTTCAAAATGGCGCTG TGAAGGTCAAGATGAACACGA 206

Ai09B9034 Araip.B09 9034 p2 (AT)6 12 27981372 27981383 CGAGCCTTTAACTCGAAACG ATGGTTAGGTTTTCACCCCC 255

Ai09B9035 Araip.B09 9035 c (CT)6t(TC)8tgtgttctgatcctcgacggcgacaacgttggtagtgacgcccactagcaccgtcctcctctccatcctctttcccct(TTC)6125 27985626 27985750 CTCGTCTCCTTCTCCACTCG TCATCTTGCACTCATGCACA 268

Ai09B9036 Araip.B09 9036 p2 (AT)9 18 27986247 27986264 TTGGGGTCTTACATCCTACCTC ACCATCGCCTGTTAAACCAT 257

Ai09B9037 Araip.B09 9037 p3 (AAC)5 15 27990395 27990409 CAAGGTTCTTTGCTCCAAGG ATCCATCCTATTCCGGCTCT 208

Ai09B9038 Araip.B09 9038 p2 (CT)7 14 27996574 27996587 TTGATTTTCAAATTTGTTTCAACT TTTTGAAAAAGGTTAGTAATTTTTCG 194

Ai09B9039 Araip.B09 9039 p3 (TCT)5 15 27998689 27998703 TCAACATCTCTTTCCCACCC TGATGGGCTTGTGAGATGAA 261

Ai09B9041 Araip.B09 9041 p2 (TC)6 12 28005664 28005675 CCGCACAACTTACCCTGATT AAGAAAAACCTTGATAATGGGGA 150

Ai09B9063 Araip.B09 9063 p2 (TC)6 12 28092414 28092425 CCCAGACACCCAACAAAAGT CTCGAGCAGAGGAGAGGAGA 173

Ai09B9064 Araip.B09 9064 p2 (CT)7 14 28092729 28092742 GCTGTGTCACCGTTGTAGGA GACGACCCGAGGTTTGAATA 276

Ai09B9069 Araip.B09 9069 p2 (TA)12 24 28107150 28107173 GAAAAACCAAAGAAAATTAAAGAAAGA CAAAGCCGAAAGTTCAGAGG 206

Ai09B9070 Araip.B09 9070 p3 (TCA)5 15 28135396 28135410 CACGCATAGGGTCAAGGTCT GGCCTCAAACATAGGATGTCA 152

Ai09B9074 Araip.B09 9074 p2 (CG)6 12 28188577 28188588 CAACTAAAGCTGCCTTTGGC TGGTGTTTGGAAGTGTTGGA 207

Ai09B9076 Araip.B09 9076 p2 (AT)7 14 28197331 28197344 CTTGGGACATTGGTTGAGGT GGGCATTTTTGTCCCTTTTT 206

Ai09B9077 Araip.B09 9077 p2 (AG)6 12 28210989 28211000 ACATTGAACCTGGGATCGAG TTCTGGGCTGTTTCTGACCT 216

Ai09B9082 Araip.B09 9082 p3 (AGA)6 18 28237421 28237438 GTGCCATCAATGGTTATGGA TCAACATCTCTTTCCCACCC 179

Ai09B9083 Araip.B09 9083 c (T)11caaaaattcgaataaaaaaaataaaataattagttaaattaaaaagaaattttgaaaaagagggaagatattttcgaaaatt(AG)6105 28240706 28240810 GGAGCAGAGATGTGAGATGAAG TTGTTTGTTTCTTCTCCTTTTCAA 280

Ai09B9086 Araip.B09 9086 p4 (TAAA)6 24 28264391 28264414 AATGTGGTGGCATTGCTTTT CTTGCTCTTGCGTTTTGGTT 280

Ai09B9087 Araip.B09 9087 p4 (TTAT)6 24 28271877 28271900 TTCACATACTCATGCATCGGA GTGTGGGAAACTGTGGGAAC 280

Ai09B9088 Araip.B09 9088 p3 (TTC)5 15 28284585 28284599 TCGAAAGGAAATACCATCGC CACGCAACGAACAGAAGAAA 210

Ai09B9089 Araip.B09 9089 c (A)10gaaatagaaaaaacaaaaatgaaatgaaaaaaaaatgatatagtaataagatgggaacaaaagttatcccaaaga(AT)12109 28288111 28288219 AGGAAATTGGTGCACATTCA CCAAATCACAAAAATGCAACC 273

Ai09B9090 Araip.B09 9090 p4 (AAAT)6 24 28303811 28303834 TTGGCTCTTGAAAGAATGATGA TTGGATCCTTGCTCTTGCTT 244

Ai09B9091 Araip.B09 9091 p3 (AAC)6 18 28318441 28318458 CAACAGCTGAGGCTACACCA TCCATCTGGAGAGCCATCTT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9097 Araip.B09 9097 p3 (TGA)6 18 28327786 28327803 GAGTGGAGAGGCGATGAGAC ACTGGCAGATTTATCCACCG 117

Ai09B9098 Araip.B09 9098 p2 (AT)8 16 28330376 28330391 CGCTTATTGGTTTGAACGGT TTTGTACTTTGAGGAATGCCA 169

Ai09B9102 Araip.B09 9102 c (TA)7(T)10 24 28339301 28339324 TTCACCACTTACTTTGGGGC TGGGAAAAGTTGAATTTGGAA 225

Ai09B9105 Araip.B09 9105 p2 (TA)7 14 28342096 28342109 GCTCTCGCGTGACTTTTTGT AGGTAGGAGACAACCCACCA 266

Ai09B9107 Araip.B09 9107 p2 (TC)9 18 28348217 28348234 GACGAGTGACGAGTGACGAA GAGAAGAGAAGCAGTCCCCC 237

Ai09B9111 Araip.B09 9111 p2 (CA)11 22 28369138 28369159 ATCCGATTGTGGGGAATTTT ATACAATGGAGGGACGCAAC 248

Ai09B9117 Araip.B09 9117 p3 (AAT)26 78 28383192 28383269 CGTCAAATTTGTAACGGTCG TGCCTTGTAGCTGCTCAAAAT 273

Ai09B9118 Araip.B09 9118 c (ATA)5ttattattattatgtgcttctggtttgaattggcttgattcgaatttaatttaagattatg(ATT)694 28385614 28385707 TCGAATCAAGCCAATTCAAA CGCACACAAGCACTAATTCAA 224

Ai09B9121 Araip.B09 9121 p3 (TAT)17 51 28391274 28391324 TGCCTAATTTATCTAGTGATATGCCA TCTATTTTTCACATACAACCAGTAGC 276

Ai09B9127 Araip.B09 9127 c (TA)15tttctttttttttctctttttctc(T)1064 28412580 28412643 TGGGGTAATTTTGTCCCCTT GAAAATTGTGGGAACATGGG 260

Ai09B9134 Araip.B09 9134 p3 (GTC)5 15 28432784 28432798 GTTCCCTTCCCCTAACGAAG TAAAAACTCCGAACGGACCA 278

Ai09B9137 Araip.B09 9137 p2 (CT)6 12 28451467 28451478 TGCTTTTATTTCTTTTCTTAAATTTCG AGAGAGAGGGAGAGGGTTCG 181

Ai09B9138 Araip.B09 9138 c (T)10ctatcatccttcttattttatatgcta(TTTTC)562 28467490 28467551 CCTGATTTTTCTTTTCCCTCC AAGTGCAATAATCCACAAGCA 275

Ai09B9158 Araip.B09 9158 p3 (AAT)5 15 28516023 28516037 CCCACGGAGATTGTTGGTAT TTGCCATGGAAAGGAGTAGG 247

Ai09B9162 Araip.B09 9162 p2 (AT)8 16 28533961 28533976 TCCTCACCTTCCACCATCTC TGTTTACAGCCGATGACTTAGG 219

Ai09B9164 Araip.B09 9164 p4 (AAAT)5 20 28546725 28546744 CCAAATTTTCCTCCGTTCCT CGACTAACTGGGAAACACCAA 231

Ai09B9176 Araip.B09 9176 p2 (AT)11 22 28586289 28586310 AGTCACACTTACGGCTGCG CCTCGCTTTTAATTTTGCAAGT 238

Ai09B9177 Araip.B09 9177 c (AG)9gagagaac(CT)638 28589909 28589946 AAACCTGGGATCGAGAGTCA GTGGCCCAGAAAACACAGAT 194

Ai09B9178 Araip.B09 9178 p2 (AG)7 14 28592625 28592638 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAAA 179

Ai09B9179 Araip.B09 9179 c (T)13gtatccccttatttatatgcttgaaaactaac(T)1156 28593559 28593614 ATCCCATGTGCATTGCTTTT AAATTTTGGGAAGCAGGCTC 154

Ai09B9180 Araip.B09 9180 c (T)10aactgaaaaatgcaggatgcagtgattaacatgaatgctatgcatgattccaggttaatgttaaaat(A)1087 28596350 28596436 TGGTGTTTTTCGCGATATGA CCATGGTATGGTCGCTTCTT 204

Ai09B9181 Araip.B09 9181 p2 (AG)6 12 28600497 28600508 TCCCAAAACAAGAAGAAGTCC GGCCCAGATCCAAGTACAGA 162

Ai09B9182 Araip.B09 9182 p2 (AG)11 22 28603653 28603674 AAACCTGGGATCGAGAGTCA CATCCATTCATGGAGAGGCT 150

Ai09B9185 Araip.B09 9185 p3 (ATA)5 15 28616649 28616663 GCAAGCGCCTTCACTACAAT TTCAAAAGAAGAAACACAAATGGA 257

Ai09B9186 Araip.B09 9186 p3 (TTG)6 18 28619494 28619511 TTCCTTCATCATTCATCGCA CCATGAATCTCACCCCAATC 279

Ai09B9187 Araip.B09 9187 p2 (AG)8 16 28619767 28619782 GATTGGGGTGAGATTCATGG TCTGATGTGGCAATTGGAGA 194

Ai09B9191 Araip.B09 9191 p5 (TTATT)5 25 28629924 28629948 TCTTAAAATCAAATCTTTTTCAAACC ATCTTGGAGGGTGTTGTTGC 238

Ai09B9193 Araip.B09 9193 p2 (TA)6 12 28654013 28654024 AATTAGCTTAGTTTACCCTTTTAGCA GGGTTGTGTGTTCTTTGGCT 279

Ai09B9195 Araip.B09 9195 p2 (CT)6 12 28659543 28659554 CCTTCCAGTTGGGAGAAACA GTCTTTCACGGCTTCTCAGC 260

Ai09B9196 Araip.B09 9196 p3 (CCT)5 15 28668330 28668344 AAATGAGGTTGTAGGCCGTG GTTTCGCAATGTGTTTGACG 203

Ai09B9199 Araip.B09 9199 c (CCT)5tcttctcttctt(CTC)748 28680697 28680744 CGAAGTCGGTCTAACACAAACA GAACACCTGCATCCATTCAA 279

Ai09B9200 Araip.B09 9200 p3 (AGA)5 15 28681539 28681553 AAGAAGAAAACTTGCGTGTGC TTCTTCTTCCAAATTCGCGT 118

Ai09B9205 Araip.B09 9205 c (T)13agataatctg(A)1033 28723429 28723461 AGCGCTGCTCTTGTGAAACT GGTGGGAGACAACTCACCAT 268

Ai09B9206 Araip.B09 9206 p3 (CTT)5 15 28724470 28724484 TTTCAAACGTCTTGGAAGGG AACCGTTCAACAACTGGAGC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9210 Araip.B09 9210 p3 (GAA)6 18 28740864 28740881 CACGCTTTTGATTCCACTGA AACAGAAGCAGAAGCAATCCA 276

Ai09B9211 Araip.B09 9211 c (T)10ctgtcttctttcttgttatttttc(T)10ctcttttttaaaaaggaacaagtccaaaaagaggataaacaaaaagag(A)10ggaaaaaacttacaatagt(A)11132 28741811 28741942 GCCTTCGTATTGGATGTGTCT TGAAAAGTTGTAAAATTCTGGAAAAA 279

Ai09B9216 Araip.B09 9216 c (T)10attttttagcgtgtttggcaaatttatagtaataaaagtaaaagtactagaaaaatt(A)1077 28748543 28748619 TTTGCGATGAAAGGATTGAA GAGAATTAGCCAACAACTTCCAA 277

Ai09B9217 Araip.B09 9217 p3 (AAT)6 18 28755463 28755480 GTTCTTGTCCTTGCTCCTGC CCCTCTCTCATCCCCCTCTA 218

Ai09B9218 Araip.B09 9218 p2 (AG)6 12 28755793 28755804 TAGAGGGGGATGAGAGAGGG TTTCTTACCTTTTTCAAAACCACC 223

Ai09B9219 Araip.B09 9219 p2 (TA)6 12 28760560 28760571 CTGACAGCAGCCCATTATCA CTTCCTCGCATCCACCAC 255

Ai09B9221 Araip.B09 9221 p2 (AG)7 14 28763317 28763330 CAGCTTCATTCAGAAAGGGG GAAATTTGGAATCGAGCAGC 267

Ai09B9224 Araip.B09 9224 p3 (TCA)14 42 28767220 28767261 TGCATGAATTTTTGCACACC ATGGGATTCATGTGGAAGGA 267

Ai09B9226 Araip.B09 9226 p3 (GAA)5 15 28780724 28780738 CCTATGACTCGGAGGTGGAA TCTTTTTGGCCGAATACACC 220

Ai09B9227 Araip.B09 9227 p2 (AG)7 14 28783974 28783987 CTGAAAGGTGCTTGCTGGAT CCTCACTCACCAAAAATCCG 258

Ai09B9229 Araip.B09 9229 p2 (GC)6 12 28796796 28796807 TGGTGTTTGGAAGTGTTGGA TGACGCATACGCGTTACTCT 221

Ai09B9230 Araip.B09 9230 p2 (TA)7 14 28800305 28800318 TACTTTGGGGCATTTTGTCC ATGGGGAAGTGAATTTGGAA 206

Ai09B9232 Araip.B09 9232 p2 (TC)7 14 28806210 28806223 GGGCAGAAACGACAGAGAAG AAGGGAAGAGAGAGGTTCGC 219

Ai09B9236 Araip.B09 9236 p2 (AG)27 54 28822839 28822892 GTCTCTTTGATTGAACAAACTACAAT GCCACAACCTCTTCACTTTG 280

Ai09B9237 Araip.B09 9237 p3 (TAT)5 15 28824247 28824261 TCGATTAAATTTTGGATTTGGTT GTGGAAAGTGTGGGGTCACT 243

Ai09B9238 Araip.B09 9238 p3 (AAC)6 18 28825254 28825271 TTCTGCTACTTTAAACATTCAAAATTC CATGCATCTTATGAGTAATAGCGG 220

Ai09B9241 Araip.B09 9241 p2 (AT)8 16 28845243 28845258 TGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 261

Ai09B9242 Araip.B09 9242 c (AAT)6aaaaatatattattacaat(ATAA)557 28853589 28853645 TATTGGGAATTTGGGTGCAT TCACCCCATATGCATTGATCT 234

Ai09B9243 Araip.B09 9243 p2 (GT)6 12 28853789 28853800 TCAATGCATATGGGGTGAAA GGGCTAAGGTAAGGGTGAGG 197

Ai09B9244 Araip.B09 9244 c (T)10gcatatatatttttttctgcaagcttttcactactttttcttgcttcaagaatcaa(T)1076 28856402 28856477 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 197

Ai09B9245 Araip.B09 9245 p2 (AG)6 12 28881573 28881584 AGGCTACAGAGTGGGGGAAT TTGAACCTGAACCAAGGGAG 164

Ai09B9246 Araip.B09 9246 p4 (TTTA)9 36 28897665 28897700 GGGTTAGCATATGACCCCAG TCCTTTTCAAAACATCCTAACCA 221

Ai09B9255 Araip.B09 9255 p3 (GAA)5 15 28952909 28952923 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai09B9257 Araip.B09 9257 c (A)12(TA)9 30 28977284 28977313 CAACAACTAGGATGCAAAACACA TTTGCGTTCATGTGGTGAAT 222

Ai09B9258 Araip.B09 9258 p2 (AG)6 12 28980566 28980577 AGAACAGGGGGTGAGAACCT CTCAGCTGTGCCACCAGAC 122

Ai09B9261 Araip.B09 9261 p2 (TA)9 18 29001358 29001375 GCGGATATTAATTCCTTTAATCTTG GGCACTTTCATAGTCAAAGAACAA 272

Ai09B9263 Araip.B09 9263 p2 (AT)6 12 29003173 29003184 TTTCATAGCCCAACAACAACC TTGAGTGGTGTACAAAGGAAAGAA 276

Ai09B9264 Araip.B09 9264 p2 (TC)7 14 29013956 29013969 GAAATTGCAGAAAACGCTCC AAACCTGGGATCGAGAGTCA 230

Ai09B9265 Araip.B09 9265 p2 (TA)6 12 29019939 29019950 CCCATCTCAATTGTAAAGGCA AAAGTGGTGGAATGTCCTGC 199

Ai09B9266 Araip.B09 9266 p2 (TC)8 16 29020821 29020836 GAAATTGCAGAAAACGCTCC GGGAAGCTTAAAGCAAAGGAA 257

Ai09B9267 Araip.B09 9267 p2 (TA)14 28 29031604 29031631 TAGCATTGGGTTTTGGCTTC TTTCAACCACAATCCAACCA 202

Ai09B9268 Araip.B09 9268 c (T)10aattttatcacatacgcattgatcttttattaacttaacattggggtaattttgtccccttatttatttatttatattatatattttttctc(T)11113 29035352 29035464 TCATGCCTAGCTACCCATAGTC TTTTGAATATTGGAAAATTTGGG 263

Ai09B9272 Araip.B09 9272 p2 (TC)9 18 29059750 29059767 CTTCTTAACATTCCCGCCAA GGAGGAAGGAGAGGGTTTTG 250

Ai09B9276 Araip.B09 9276 p3 (TAA)5 15 29067049 29067063 ACGATTCGAACTATGACCCG GTGGCCCTGTGGATAAAGAG 272
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Ai09B9277 Araip.B09 9277 c (A)15gaaaacctaaaaaaaatctttagataat(TCA)661 29078604 29078664 ATTCCCTGCATCGACCATT TCGACACCATGAAAAGAGGA 272

Ai09B9278 Araip.B09 9278 p2 (AG)6 12 29085581 29085592 ATGGGGGAATCGATAAGGAC AAAGGAACATTGAACGTGGA 191

Ai09B9279 Araip.B09 9279 p2 (TA)9 18 29096434 29096451 TTGGGATGTCAATGCCCTAT TAAGTGTGGGGAGGTCGTTC 203

Ai09B9283 Araip.B09 9283 p3 (GCA)5 15 29116835 29116849 GCACATCGGTTCTCACACAC GGAGAAGAAGGAGAAGGGGA 258

Ai09B9284 Araip.B09 9284 c (AGAAGG)8(AGA)975 29128630 29128704 AAAACGCGAACAGAGGAGAA CACGCGCCTCATATAACGTA 201

Ai09B9286 Araip.B09 9286 p2 (CT)8 16 29149847 29149862 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 278

Ai09B9287 Araip.B09 9287 c (CT)6ccgttcatgaccatcccttctgttttccattcaccactcacatccatacacacatccctccatctcctccata(TCT)5100 29190684 29190783 AAATGGGTGCAGGGATGTTA TTAGAATGTTGCTCGCCCTC 270

Ai09B9288 Araip.B09 9288 p2 (AG)8 16 29194017 29194032 CTTACCCCTACCCAACAGCA CTCAGTTCTGGCCTTCCTTG 229

Ai09B9291 Araip.B09 9291 p3 (CAT)10 30 29200414 29200443 TTCGTTTTCTCCCCTCTCCT GGATCCGACAATGTCATCAA 263

Ai09B9298 Araip.B09 9298 p2 (TA)6 12 29218573 29218584 CTACTTCCACAGCATTGCGA CCAACTTCCCGTAAGGCATA 161

Ai09B9300 Araip.B09 9300 p3 (AGA)5 15 29225896 29225910 CAGGTAGCATTCGGATGGAT GGCTTTCCAATGCCACTAAA 151

Ai09B9303 Araip.B09 9303 p3 (TCT)6 18 29242298 29242315 CGCTCCTTTGGTGGTTATGT AGAAAGGAGGCCAAAGCAGT 155

Ai09B9307 Araip.B09 9307 p3 (CAA)5 15 29286461 29286475 ATCATCTCTGGCACCTGACC TCCAGTCGGAATTGGAAAAG 130

Ai09B9310 Araip.B09 9310 p2 (CT)6 12 29314576 29314587 GGAACATTGAACCTGTGATGAA CCAGCAAATTCTGGGTTGTT 220

Ai09B9311 Araip.B09 9311 p3 (TCA)5 15 29315340 29315354 TAGAGATGGAAGTGCCCTCG TAAAAGGGACCCACTCGTTC 106

Ai09B9313 Araip.B09 9313 p2 (CT)6 12 29327984 29327995 CATTGAACCTGTGATGAAGAAGA CTCGGCCCAGAAAATACAGA 184

Ai09B9314 Araip.B09 9314 c (ACG)5(ATG)12acgacgatgatgatgt(AGG)6aagaagaagaagaacgcaaagaaaaagaagaaacac(A)10131 29332977 29333107 AAGAGGACGATGATGGCAATA TTCACATCACTTGCTTTTTCTTC 181

Ai09B9316 Araip.B09 9316 p2 (AT)7 14 29339306 29339319 CATTGTTCTTGCTGCCATTG GCTCTCTAAGAAGCCCGAAC 126

Ai09B9318 Araip.B09 9318 p3 (GAA)5 15 29340450 29340464 ATGAAAGAAGCCAACCATGC CCTCCGACGCTCAGTCTAAC 156

Ai09B9321 Araip.B09 9321 p2 (TA)6 12 29347880 29347891 TTTGCACGAATTCTTGGTTG GAATCGTAGGTAGTAGCCATTAGG 262

Ai09B9322 Araip.B09 9322 p2 (AT)7 14 29353210 29353223 TCGCCAAAAATCTGAGTTCC TGACTGTGGTGTGATGATTCAA 195

Ai09B9323 Araip.B09 9323 p3 (TTA)5 15 29355678 29355692 AGCTTTGCATATTGCCCAAC TGATGGTAGCTTAACCGAATTG 117

Ai09B9324 Araip.B09 9324 c (CTC)5tttcgtgcacgcagattcttcttctgcttctcctccccctcctcctccatc(TCT)581 29356825 29356905 CCCCACGCTTCTTCTTCTTT TGGTGACGACGATAACGAAA 179

Ai09B9325 Araip.B09 9325 c (AGA)9agcgcgggagagaag(AGA)557 29357793 29357849 GGAATGCGAAGAAGAAGACG GCAATTTCGGCATTCAAGTT 184

Ai09B9329 Araip.B09 9329 c (ATT)5(GTT)11 48 29367740 29367787 TGGCGGTATCTTTAGGAAGG ATCTGTCCCTGCTTGCAATA 245

Ai09B9330 Araip.B09 9330 p3 (TAA)12 36 29368603 29368638 GACTAACTTGGGTGGATTTGG GATTACATGTTTGTTGGCGG 260

Ai09B9334 Araip.B09 9334 p4 (AATT)5 20 29373249 29373268 CCTGGTAGCCACAACCAACT ACTTGCACGTGTTCTTCGTG 230

Ai09B9335 Araip.B09 9335 p3 (AAT)7 21 29377793 29377813 TGATGATTCTCCCGCTTTTC ATGCAATTGGCTTGCTTCTT 269

Ai09B9337 Araip.B09 9337 p2 (AG)6 12 29384659 29384670 CTAGAAGTGCAGACGGCGAT ACGTGGCTACCTTCTCCTCA 261

Ai09B9338 Araip.B09 9338 p3 (GTG)5 15 29384927 29384941 CGGCTCTAGAGTTACTGGCG CATCTGCATCATCTTCCCCT 206

Ai09B9342 Araip.B09 9342 c (A)10gtagagttattagtatgttgtttggataaataagagagaatggatggaaagaaaatag(A)1078 29396548 29396625 TCGGACCTTATGCTTTGTTTG TTTTCTTTCTTCTCACTTTTCTTTCA 199

Ai09B9344 Araip.B09 9344 p3 (TTC)7 21 29399716 29399736 CACGCGCCTCATATAACGTA GAAGAAAAAGACGCTCCGTG 176

Ai09B9356 Araip.B09 9356 p2 (TC)7 14 29443412 29443425 ATGCATAAGGGTGGTGAGGA CCGTCTGTCGATAGTACCCG 205

Ai09B9357 Araip.B09 9357 p3 (TAA)18 54 29443701 29443754 GCGTTCGTAAAGTTCATGGG TCAAAATTCAAGAAGCTCCACA 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9358 Araip.B09 9358 p2 (TA)6 12 29443998 29444009 TGTGGAGCTTCTTGAATTTTGA ACATTATCACATTTTGCTGGAA 226

Ai09B9361 Araip.B09 9361 p3 (TTC)18 54 29448954 29449007 CGGTTCACACCAGTTTGTTG CCACGATGAGGATGAAAACA 266

Ai09B9368 Araip.B09 9368 p2 (CT)7 14 29474381 29474394 CTTTTTGTTTGTTTCTTATCTTTTTCA CAGCTTGCATTCCATTCAGA 221

Ai09B9369 Araip.B09 9369 p3 (TTC)5 15 29476770 29476784 AGCCCTCCATTCTTCCTCAT GCTCACCCTCGAGCAATAAA 134

Ai09B9374 Araip.B09 9374 c (T)23gctggaatttgttagtaaatg(T)1054 29505592 29505645 TGGTGCCAACTTCTCTCTCA ACTTGACACGTGTTGGGTCA 217

Ai09B9375 Araip.B09 9375 p3 (AAT)6 18 29506553 29506570 CCAAATGGGTTGGTCATGTA TGGCATTTACCTCCTCATCA 272

Ai09B9377 Araip.B09 9377 p3 (ATT)6 18 29525737 29525754 AAGCCATGTCTCGATGCTCT GGCAACAAGATCCTTGAACC 195

Ai09B9381 Araip.B09 9381 p4 (AAAT)5 20 29535619 29535638 GAAAACAAGAGGATGCGGTG GACCCAGTGAACATAGAAAGCA 259

Ai09B9393 Araip.B09 9393 p2 (CT)6 12 29562235 29562246 GGTTCATAAGTCAGTTGGGCA GGCCCAGAAAACACAGATCA 269

Ai09B9395 Araip.B09 9395 p2 (CT)6 12 29568743 29568754 AGCCAGTTGGGCAACATAAG TTCGGCCCAGAAAATACAAA 264

Ai09B9396 Araip.B09 9396 p2 (TA)6 12 29572926 29572937 TCCATGATTAACAATGATGTAAACAA TGTGCATGGATGAAGCTAGG 268

Ai09B9399 Araip.B09 9399 p3 (AAC)5 15 29578849 29578863 AACCGAGAAGGCAGAGACAA ATTTGAGGGACCTGCTGTTG 164

Ai09B9400 Araip.B09 9400 p2 (GT)7 14 29579711 29579724 CCGGAAAATTGTAGTGATCCA GGGAATGTGAGCCCCTTAAT 249

Ai09B9401 Araip.B09 9401 p2 (TA)11 22 29584622 29584643 TGCCTCTCATGCCTCTTTCT GGCTTGTCAGTGGCTTTCTC 274

Ai09B9406 Araip.B09 9406 p2 (TA)28 56 29597892 29597947 TCTGCAGTTTCTCATCCATGTT CAAAAGGGTATCTATGGTCGG 166

Ai09B9407 Araip.B09 9407 c (A)11c(A)10 22 29598216 29598237 ATTCCTAGCTTCACCCATGC CGCATGGCACAAAATTAAAA 217

Ai09B9410 Araip.B09 9410 c (TA)14(TGTA)18100 29628872 29628971 CTGAGGCATGCTGGAGACTT GAAACCTAAGGGAAACCCCA 276

Ai09B9411 Araip.B09 9411 p3 (AGA)5 15 29638227 29638241 TAGAATGTTTCTCGCCCTCG CCTAATTGGTGCAGGGATGT 280

Ai09B9412 Araip.B09 9412 p2 (GA)6 12 29638347 29638358 GGAGGGATGTGTGTATTCGG CCTAATTGGTGCAGGGATGT 212

Ai09B9413 Araip.B09 9413 p2 (TA)6 12 29646670 29646681 GGGGCATTTTTGTCTCCTTT CTTGGGACATTGGTTGAGGT 216

Ai09B9415 Araip.B09 9415 p2 (TC)8 16 29655123 29655138 GCCATAAAGGGGAGAAAAGC GGGTGTAATGGGAAGGTGTG 209

Ai09B9416 Araip.B09 9416 p4 (AAAT)6 24 29657147 29657170 TGAAGCAAGAAAAAGCAGTGAA ATCCACTGATGCTCAAAGCC 209

Ai09B9418 Araip.B09 9418 p2 (TA)10 20 29680160 29680179 TTGTGAAGCTAGTTTGTAAATTGGA ATCCTCCGGGACCTAATCAA 165

Ai09B9421 Araip.B09 9421 c (AAAT)5taataaaaataaata(T)1045 29683902 29683946 CTTGGTGTTTTCCCTCCAAA TGATGGAGAAAGGGAGATGA 280

Ai09B9427 Araip.B09 9427 c (CCA)8acaccaacaccaacaccaacaccacaaccagcaccacagccagcaccaccacaactaccaccaccaacaccaacaccaacactaa(CAC)8133 29717064 29717196 CCCTCATCACTACCAGCACA TTTTTAATTTATTCCTAAACTACCCCT 254

Ai09B9428 Araip.B09 9428 p3 (TTA)6 18 29717407 29717424 TCAACGTGAGGGACCAAAAT AGTCACGGTTTCATGGTTCC 241

Ai09B9429 Araip.B09 9429 p3 (ATT)7 21 29720743 29720763 GTTAGTGGGTTGCGGAGTGT TATTCATATGGCTTTCCGCC 276

Ai09B9430 Araip.B09 9430 p3 (TAT)6 18 29720866 29720883 CATTACATTCATTTGGCGGA TTGATTCCCTAATGGCTTCG 126

Ai09B9433 Araip.B09 9433 p4 (TTTA)7 28 29748320 29748347 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACCTTCTAACCA 174

Ai09B9434 Araip.B09 9434 p2 (AT)10 20 29752138 29752157 CGAAGATCTTTGCTCCTTGG AGACCAACGCGAACCATAAC 277

Ai09B9435 Araip.B09 9435 c (A)10gagaagttagatcgtaataagagagaagcattttgcaatctatccttgtgatctataaataaaaaaaaat(A)1090 29764125 29764214 CAAGGCAATGTCATGGGTTA TGCAGAATTTTGTATGATGATGAA 167

Ai09B9438 Araip.B09 9438 p2 (CT)9 18 29767965 29767982 TCTCCCCTTCCCCTATCTTT AGAAGGGGGAGAAAGAGCAC 256

Ai09B9439 Araip.B09 9439 p2 (CT)7 14 29768159 29768172 CTCCCCTTCCCCTATCTTTG AGAAGGGGGAGAAAGAGCAC 255

Ai09B9444 Araip.B09 9444 p2 (GA)10 20 29793298 29793317 CGAACACAGTGAAGAAGAGAGG CCCCACTTTTTCAAAATTCCT 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9447 Araip.B09 9447 p2 (TA)8 16 29799136 29799151 CCATTCACATCATCCAATCA GGACCGTGCAATGCTTAAAT 258

Ai09B9448 Araip.B09 9448 p2 (AG)6 12 29801760 29801771 GGGGAAAGAACCTGTGTTGA TCTGACAGCTACCACCACCA 245

Ai09B9450 Araip.B09 9450 p2 (CT)6 12 29807604 29807615 CCCCAAATTGCATTAAATAGAAAA GGGGGAATCAACGAGAGAAC 278

Ai09B9454 Araip.B09 9454 p2 (TA)6 12 29822254 29822265 CACCTTCCCTTTTCCACCTT ATTTCTTGTCCCCAACCCTT 203

Ai09B9455 Araip.B09 9455 p2 (GA)8 16 29829554 29829569 AAGGACATCACCGACCTGAC GAGAGCTCGCGATCTACCAG 125

Ai09B9459 Araip.B09 9459 p2 (GA)15 30 29859437 29859466 TCGAACATAGAGAGGGAGAGATG TTTCGAAAACTCCTCACCACTT 272

Ai09B9462 Araip.B09 9462 c (T)11gtttttttaaccggacagatgggctcatcataaaataaaattcacaaattagtctttaattta(T)1084 29864119 29864202 TGTACTGTCAAATTGGCGGA TTCATCTTTCTAAAACATTTCCCA 196

Ai09B9463 Araip.B09 9463 p2 (GT)6 12 29865574 29865585 TTTGCCCTATGAAAACCTAAATG AACCCGAAGATATGTCCCAA 113

Ai09B9465 Araip.B09 9465 p3 (AAT)5 15 29877153 29877167 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 266

Ai09B9468 Araip.B09 9468 c (T)16ctggctaattgtagaaaaaattaggtagctttgtggggaaacaatttttttttatataacagtgaagattgtgggggttataaacctctgcta(T)10119 29894668 29894786 AGTCTTGCATAATGGGGCTT CTAACAACTGCCGCAATTCA 266

Ai09B9469 Araip.B09 9469 p2 (GA)7 14 29904234 29904247 CAGGGCCACAGAATCAGAAT TCAATTCTCTTCCCCACCAC 249

Ai09B9470 Araip.B09 9470 c (AGA)5ggttggaggtttggggaaatggggtgcgcgactgcgcagtgtgcttcgcgagctagggttatccctatttttgaatcg(GC)6105 29904454 29904558 GTGGTGGGGAAGAGAATTGA CGTAGGACCCACGTTCTCTC 240

Ai09B9473 Araip.B09 9473 p3 (ATA)6 18 29917576 29917593 CACATGAATCACTCCAAAATCC TTTTTGGCCATTTGTTCG 265

Ai09B9474 Araip.B09 9474 p3 (AAT)8 24 29917833 29917856 TCGAACAAATGGCCAAAAA ATTGGTTCCTTAAATGGGGC 223

Ai09B9476 Araip.B09 9476 p2 (AT)7 14 29920100 29920113 CCTCAACAAGAAACCAACCAA CATTCTCTGATCTGAAGTTTGGAA 200

Ai09B9481 Araip.B09 9481 p2 (TA)7 14 29927741 29927754 TTTTCATTGCACACCTGCAT CCTGAAAAATTTGGATTTGGTC 226

Ai09B9482 Araip.B09 9482 p2 (AG)6 12 29927922 29927933 GACCAAATCCAAATTTTTCAGG GGCATCCCTTAAAAGTCGCT 172

Ai09B9489 Araip.B09 9489 p2 (TA)9 18 29968293 29968310 TCTGGTTTTATTCTCATTTAATTCCA TCAGATGGGCACATAAGGTTT 245

Ai09B9490 Araip.B09 9490 p2 (TC)18 36 29971215 29971250 CGACGGCAAATCCACTTAAT CAGGAAATCAGAGGGGTTGA 220

Ai09B9491 Araip.B09 9491 c (A)10tttttcaaaaatattttcaaaattttctcatctgttttcg(A)1060 29974090 29974149 TCGAGTTTGGACAACTGACG CAGCCAGGCTTTACATGCTT 215

Ai09B9492 Araip.B09 9492 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattaattttatttattatttttgatttc(A)14106 29974649 29974754 TCATAAGTTTGGTTTTCAACTGAC AATGAGATGGGAGAGGGAGAA 274

Ai09B9495 Araip.B09 9495 p2 (GC)6 12 29986350 29986361 TTGAAAAGCTAACATCCGGG GCGAATTCACTTTAGTGGGC 129

Ai09B9500 Araip.B09 9500 p3 (GAA)5 15 30002598 30002612 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai09B9501 Araip.B09 9501 p2 (AG)7 14 30004199 30004212 TGCTAATCGAGAGAAGGGGA GCGAGGAACAGCGTAATAGC 195

Ai09B9502 Araip.B09 9502 p2 (GA)6 12 30009333 30009344 TCAGAGAGAGAGGGTTCGGA TCGAAAATATCTTTCCTCTTTTTCA 236

Ai09B9503 Araip.B09 9503 p2 (AG)12 24 30009499 30009522 GAAGGAGATGAGAGAGAGAGAAAA TTCAAATTTGTTTCAACTAACTAACCA 269

Ai09B9504 Araip.B09 9504 p2 (AC)9 18 30020830 30020847 CCGAGGGAAAATTGTTGAGA ATGGCCCTGCCTTTTATCTT 216

Ai09B9509 Araip.B09 9509 p2 (CT)6 12 30061000 30061011 TTCTCATCTTTTTCAAAACCACC CCACAGTATAGAAGTCCCTGTGTG 261

Ai09B9510 Araip.B09 9510 p3 (AAT)5 15 30061424 30061438 GCAGGAGCAAGGACAAGAAC AAATTGTTTGCTCCAATGGC 250

Ai09B9511 Araip.B09 9511 p4 (TTTA)10 40 30066533 30066572 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 280

Ai09B9514 Araip.B09 9514 p2 (TA)6 12 30092720 30092731 TCATGAGGACTTTCCACAAGG AAATAGGGGACAAAATGCCC 196

Ai09B9516 Araip.B09 9516 p2 (AG)7 14 30095926 30095939 ACCTGGCAGAAACACAATCC TCCTAAGAGAGAGGAGAGAGCA 256

Ai09B9517 Araip.B09 9517 p3 (TTC)5 15 30110711 30110725 ATTGTTGCAGGACAACACCA GGAAGCTTGCTGAGGAGAGA 269

Ai09B9520 Araip.B09 9520 c (TAAA)5tagaaagagat(GA)643 30128861 30128903 AGAGAGGGAGAGAGGGTTCG CCTTTTTCTCTCTCCAATTTTCG 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9522 Araip.B09 9522 p2 (GA)15 30 30138945 30138974 AACGTGGTGGTAACAGAGGC CGTCGGATTATTCTGGCAGT 262

Ai09B9523 Araip.B09 9523 c (GAT)12ggagaagaaggataaaaagga(AGG)572 30140252 30140323 CGAATTCAGAAACACTTGCG CCATCGTCACTAACAACACCTC 269

Ai09B9529 Araip.B09 9529 c (T)10cgttctccatgaaattagagaatcacccaaag(A)1153 30169697 30169749 GCAAGTGCGCAATACTCAAC ATATGGCCCCTCTCACTCAA 272

Ai09B9530 Araip.B09 9530 c (A)10t(A)10 21 30172801 30172821 AAGCCATCTAGAATCTTCTACGTCA ATTTCAAGGATGGGTGGTGA 212

Ai09B9531 Araip.B09 9531 c (A)10t(A)10 21 30174249 30174269 AAGCCATCTAGAATCTTCTACGTCA ATTTCAAGGATGGGTGGTGA 212

Ai09B9532 Araip.B09 9532 p3 (TGA)5 15 30175126 30175140 CCAGAGGAATCGAACAAGTGA CATACACAACCCTCCCCAAC 236

Ai09B9535 Araip.B09 9535 p3 (ATA)5 15 30202070 30202084 TGCGAACTTGCACTATCCAC TTGGCTATTTGATCAATGATGG 184

Ai09B9536 Araip.B09 9536 p2 (GA)6 12 30205785 30205796 CCATATTAGGTCCAAGCCCA CCAAACCCTTGCTCACTCTC 114

Ai09B9537 Araip.B09 9537 p2 (AT)8 16 30208754 30208769 TGATGTTCTCACCCGTTTCA ACCTGTGAAGATAAGGCCGA 262

Ai09B9539 Araip.B09 9539 p2 (AG)13 26 30212342 30212367 GGGATCTGTCTGGTACTGCAA CCAAACCCTTGCTCACTTTC 257

Ai09B9540 Araip.B09 9540 p2 (AT)7 14 30215030 30215043 GCTGGTTTTTCTCCACGAAG CGTAAGCAGAACGACAGAAGAA 262

Ai09B9541 Araip.B09 9541 p2 (AT)7 14 30215505 30215518 CGTGATACCTCACCTCCGTT AGGCGGAGTTTGTTATTCCA 223

Ai09B9542 Araip.B09 9542 p3 (GGT)5 15 30217281 30217295 TGGGTGGTGGTGTCACTAGA CCACTATCTCAAATTCCAATCCA 280

Ai09B9544 Araip.B09 9544 c (TA)11(GA)7 36 30225689 30225724 AAGAGCAGTAACGCCAAGGA TTGCTGACTAGGCGGAGTTT 278

Ai09B9551 Araip.B09 9551 p2 (AT)6 12 30246461 30246472 ACTCAATTTAGTGCCGGACG CAATTTGTTGGGTATATTTCATCTCA 239

Ai09B9558 Araip.B09 9558 p3 (GAG)6 18 30264269 30264286 GCGAACGTTGGGATAGATGT CTAAAGCAAGGTCTCGCACC 253

Ai09B9561 Araip.B09 9561 p3 (GAT)7 21 30267546 30267566 TTTTGGATATGTGGGTTCCTT TCCCTCTTCTTTCCCCATCT 203

Ai09B9569 Araip.B09 9569 p3 (TTC)5 15 30285813 30285827 AGCCCTCCATTCTTCCTCAT GGATCTCTTGATTTGCAGCC 220

Ai09B9575 Araip.B09 9575 c (A)12gagaaaagaaaattggc(A)1443 30300840 30300882 CTGAGATGCCTCAAGGGAAG ATCCACTGATGCTCAAAGCC 260

Ai09B9577 Araip.B09 9577 p2 (TA)6 12 30316925 30316936 AAAACCATCCAAAAACTAACGTG TCGAAAATGTCACAAAGCAG 176

Ai09B9579 Araip.B09 9579 c (TTA)6tggtctctggataatgatccattattagtgcctctcattattggaaatggtctagtagctattagatcttgcctaccattataactctctacatgcgaac(TAT)10148 30317815 30317962 CACTACTAGCAGGCCCTCCA GAGGCATTATTCCAAGCAGG 233

Ai09B9585 Araip.B09 9585 p4 (TATG)14 56 30327542 30327597 CCAAGACGTTAGGGACGAAA GCTTCCGGACAACGATCTAA 269

Ai09B9590 Araip.B09 9590 p3 (CCT)10 30 30333342 30333371 AATCGCCCCTCTTCTTCTTC AGGAAGTGACAGTGGGTTGG 221

Ai09B9591 Araip.B09 9591 c* (AT)12(T)10* 33 30346835 30346867 AGGCCCTCCTAAGCATTGAT TGGCTCTTGAAAGAATGATGAA 261

Ai09B9593 Araip.B09 9593 c* (AAG)5(G)18* 32 30354998 30355029 TGCAAATGCAATAAACAAAAGAA ATGGACTTTCTGCGTTCCAC 247

Ai09B9595 Araip.B09 9595 p2 (CT)13 26 30371943 30371968 AAAAGCGGCGTAAATTCAAA AATAGGTGGATGTTGCAGCC 279

Ai09B9596 Araip.B09 9596 p2 (TA)9 18 30375184 30375201 ACACAATCCTGCCTCTCCAT GCGGAGTGGTTACAGGGTTA 132

Ai09B9597 Araip.B09 9597 p2 (AT)6 12 30381681 30381692 TGCAAAGTCAAGTTTGGTCG ATCTGGACTCTTGAAGCGGA 217

Ai09B9600 Araip.B09 9600 c (A)15caaaaaaataagagcaaggagatagaacgggtctgatcatgtaataagacacaaacatagataaacatagaaaaaaatttt(A)16112 30394064 30394175 AAAGGTGATGGATTCATAGGACA TCACTAAGGTGGACCCGTTC 266

Ai09B9602 Araip.B09 9602 p3 (CAT)7 21 30434112 30434132 GCGAGTCTGAAGGGAAACTG GATCAGGTCCGAGTTCTTGC 267

Ai09B9605 Araip.B09 9605 p2 (GC)6 12 30462945 30462956 AGAAAGAGAGGGAGAACGGG ACGATTCTCTCAATGGACGC 267

Ai09B9610 Araip.B09 9610 p5 (AAGAT)6 30 30544148 30544177 CAACCCTAGGGAGAAAAGGG CTGACTTGTTGGACTGGCAA 272

Ai09B9613 Araip.B09 9613 p3 (TGA)6 18 30558872 30558889 GGAAAAAGGGACCCACTCAT AAGTTTTCATGCTTGGTGGC 232

Ai09B9618 Araip.B09 9618 p3 (TAA)8 24 30575243 30575266 AGAGTGAGTCAGTTCAACGGTTA ATGTGGGATTTGGGATTGAA 261
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Ai09B9622 Araip.B09 9622 p2 (TA)8 16 30612286 30612301 ATTTTCGCCCTCAAAAATCC TGGGATGATGATGAACGAGA 129

Ai09B9626 Araip.B09 9626 p3 (TCA)5 15 30635619 30635633 CAGAAGTTAACATTAAACGCTGATG GATGGTTGAGGGAGTTGGAA 206

Ai09B9627 Araip.B09 9627 c (T)10ctatttactctcgtttagtcacaatcttaaaaacataaaatactaaatataagaatgaaaatagaaagacagtcaaatcttttc(T)11105 30643005 30643109 CCATCTGTCCATCTCTAACTATAATGT TTTGTCATGCAAAAAGGGG 277

Ai09B9630 Araip.B09 9630 p3 (AAT)10 30 30654960 30654989 GCGATCATTCGAAACCCTAA TTTCCGATTTAATTGGCGAG 263

Ai09B9631 Araip.B09 9631 p2 (GA)7 14 30655285 30655298 TGAGAATCTTGGAGAAGCCG CTTTCGTAGCTTCGACCCAG 149

Ai09B9632 Araip.B09 9632 p3 (CTT)26 78 30659113 30659190 TAACTTTCACTCCATGCCCC TGCAGAGAAGAAAAATGCGA 275

Ai09B9633 Araip.B09 9633 c (T)10caaaaataaaaaaaataaaaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(GA)7101 30672188 30672288 GAATGAGATGGGGGAGGAAT TTTCTTATCTTTTTCAAAACCACC 232

Ai09B9636 Araip.B09 9636 p2 (TA)8 16 30683636 30683651 AATCGTAGGCTCAAATTGGCT CCCAACACTTTTGCATTTCA 270

Ai09B9642 Araip.B09 9642 c (TA)12(GA)7ggc(AG)653 30746693 30746745 GTCACCAATTGCTCCAGGTT CCGATAAGTCCGGTTTGCTA 235

Ai09B9644 Araip.B09 9644 p3 (TGT)5 15 30757930 30757944 TCAAACTATGGAATGTCTTGTGC ATCAGCAATTTCCTTTGGCA 267

Ai09B9645 Araip.B09 9645 p3 (TGT)5 15 30760297 30760311 TCAAACTATGGAATGTCTTGTGC ATCAGCAATTTCCTTTGGCA 267

Ai09B9646 Araip.B09 9646 c (A)10gagaaaaacaaaag(A)10tgtagaaaaagaaaaag(A)1162 30768681 30768742 TGAAGATCTTGGGAATTGGG GGACATTTTGTCCCCTTTTT 168

Ai09B9648 Araip.B09 9648 c (T)12ggtgactatatattatataatatacatgtaataattatatatatagt(A)1170 30771803 30771872 TAGACCAACCCATTCGGGTA CAAATTTTTATAGGACGAAGATTGTG 257

Ai09B9649 Araip.B09 9649 c (GA)8(GT)7 30 30773189 30773218 AAAAGTGAATTGAGATGTTTCGC ATGGAGCAGTGGAATTAGCG 244

Ai09B9652 Araip.B09 9652 p2 (TA)6 12 30788923 30788934 TTTGATGTGGAATTGCGTGT TTCAAACTGAAAAGCACCAAAA 240

Ai09B9653 Araip.B09 9653 p3 (TTA)9 27 30789633 30789659 ACCCCGTTGACCTCATTTTT CAAGCACCAATTTCCTAGGCT 254

Ai09B9655 Araip.B09 9655 c (T)11cctttttcacttattttgtgcttctttgc(T)1050 30800640 30800689 ATGGCCTAAGGCTCCAAAGT CAAGCAGGGGCACTGTTTAT 270

Ai09B9656 Araip.B09 9656 c (TG)7gtgttggtaggcggcttccttagtgagcgcccaagtgagtgctcaaaggagcgctagtgtgtgcat(TG)896 30806221 30806316 ACTGAATTGAGTGCCCAAGG TCAAAACCTCAACACCACCA 253

Ai09B9657 Araip.B09 9657 p2 (AT)8 16 30809691 30809706 AGGGGACAAAATGCCCTAAA GGGGCTAGGGTCAAGGTAAG 211

Ai09B9658 Araip.B09 9658 c (A)13ccaagccacgcccaagcgcaaa(GC)647 30818133 30818179 TCAAGTTGTTTGAAAAATCCCC GGCCCAAAAGTGACACAACT 220

Ai09B9659 Araip.B09 9659 p2 (TA)9 18 30821554 30821571 CTCTTGTTTTGGTTGTTGCAC GTGGTGCCCTAAAAACGAGT 254

Ai09B9661 Araip.B09 9661 c (TC)17tt(TC)8 52 30837575 30837626 TTCCTTCTCCCTTCTTCCTTC TGAGGAATAATGACGCGAAT 259

Ai09B9663 Araip.B09 9663 p2 (AT)9 18 30843187 30843204 ATGGGTTTATCAACCTCCCC CCCATCTCAACTGTAAAAGTGC 275

Ai09B9664 Araip.B09 9664 p2 (TA)6 12 30843762 30843773 GGGGAATTCTTTTGTGTCTCC GGAAGCATGCTCATGTGAAA 121

Ai09B9668 Araip.B09 9668 p4 (TTAG)5 20 30867673 30867692 ATCCACCACTATCATTCGCC CCAAGCAACAAAGTGTGACC 237

Ai09B9670 Araip.B09 9670 p3 (AAG)5 15 30888069 30888083 AATGGGGATCAAGGAACACA ATTTGGTGTTGCGTGAGATG 168

Ai09B9672 Araip.B09 9672 p3 (GTA)7 21 30896820 30896840 ATTTGTGCGTGGGAAGACTC TGTCAGACACCACCCTTTCA 203

Ai09B9677 Araip.B09 9677 p3 (AAT)5 15 30917058 30917072 CCTTTTCCTTTCACACCCAA AACGCAAGCAACAACAACAG 255

Ai09B9684 Araip.B09 9684 p3 (AAG)5 15 30956610 30956624 AACCGTTCAACAATTGGAGC TTCAACCGTCTTGGAAGGAG 226

Ai09B9691 Araip.B09 9691 c (A)12tagccatgttgttagccagcatttctccaaagtctagaactttagaatggatgactagatttaaattcagagacataggtaaccatcatatcaagattta(T)10122 30987460 30987581 AATAATCATTCGTCTCAACTCTCAA GTCACATAAAGGGCCCAATG 208

Ai09B9696 Araip.B09 9696 p3 (TTA)21 63 31002518 31002580 TCCATTCCTCTTGACTCATGATA TGGTGTCTTCTCCGACAGAAC 271

Ai09B9700 Araip.B09 9700 p2 (TA)19 38 31030242 31030279 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 245

Ai09B9701 Araip.B09 9701 p2 (CT)6 12 31058890 31058901 GCTAGAAATGGGCACAGAGC GAGGGGTTTTGGAGAAGAGG 252

Ai09B9706 Araip.B09 9706 p2 (TC)13 26 31074205 31074230 TGCGTTTGGTTCTGAGTCAC ATTTAGAGTGGCGTTGCCAT 231
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Ai09B9707 Araip.B09 9707 p2 (TA)7 14 31075107 31075120 AACTCGCTCCTATTGTCCCA AAATCACAAAGTTGCTGCCC 234

Ai09B9714 Araip.B09 9714 p2 (TA)6 12 31091641 31091652 AACAACAGACGGACTCACCC TGATGCTAAAGTGAAGGGGG 259

Ai09B9715 Araip.B09 9715 c (ATT)5(GTT)34 117 31092316 31092432 GAGAAATAGGAGCTATGGTCCC TTTTTCAGAACAGGCGCAAT 191

Ai09B9720 Araip.B09 9720 p2 (TA)8 16 31100307 31100322 CTTTGATACACGGTTGGGCT GGAAAGCACATCTCACTCGG 204

Ai09B9722 Araip.B09 9722 c (A)10ttattaaaataataaatgtctaagtgattaaaaattgatcataccaaaaaagagattgaggatgag(A)1086 31110361 31110446 AGCCATAAAAGGCACATTCA AAATAAAGTCTGGACCCAAGG 280

Ai09B9724 Araip.B09 9724 p3 (AAT)18 54 31114193 31114246 TTTTTCCACTTTTTCATATTGTTG CGATCATCATCATCATTAACCG 199

Ai09B9725 Araip.B09 9725 p4 (AAAG)5 20 31114397 31114416 ATATGAAGCAAGGGTGGTGG TCTCAGCTTTGGTGGGTCTT 243

Ai09B9727 Araip.B09 9727 p2 (AT)8 16 31121805 31121820 TGAAGCTAGGGGAAATGAGG AACAAAGGAGGGGAGCCTAA 276

Ai09B9729 Araip.B09 9729 p2 (AT)8 16 31151340 31151355 CCTTAGTTTTCTTCGCACGC AACACCCTACCACACAGAGCTT 170

Ai09B9731 Araip.B09 9731 p2 (AT)7 14 31163496 31163509 AGAGCGAGATTGAGCGACAT TCACGAACCGACAAATGCTA 267

Ai09B9734 Araip.B09 9734 p3 (TAT)15 45 31180727 31180771 TGTTCTTGCCTCAGATGGTG CTCTTGACATCTTGGCAGCA 269

Ai09B9737 Araip.B09 9737 p2 (AG)6 12 31195047 31195058 TGGGAGAATCCATCATTCAA TTGCATTAACATGGATCAAAGG 261

Ai09B9746 Araip.B09 9746 p2 (AT)18 36 31238124 31238159 TGATTTCTTTGAAAACCGGAA AGGTTCTCACCCCCTACAGC 276

Ai09B9747 Araip.B09 9747 p2 (AT)29 58 31245068 31245125 GGCACATTTTGGCCTTAAAA CAGGAATCGGATGAAGCATT 212

Ai09B9748 Araip.B09 9748 c (T)11aatttttc(A)10 29 31253040 31253068 TCGAGTTTGGACAACTGACG AGCCAATTGGGCAGTAAATG 213

Ai09B9749 Araip.B09 9749 c (T)10aagtttaaaactaaaatttcaagtg(T)1550 31263688 31263737 TGCCAAATACAAAATACTTTTCTCAA GGAGGATTTGTTTGTCTTTTCAA 234

Ai09B9750 Araip.B09 9750 p2 (AT)10 20 31264525 31264544 AGGAGCCTGTGACTCGAACA TTCAGGAACCAGATGAAGCA 274

Ai09B9752 Araip.B09 9752 c (A)10tgtcatattattattgtcaaattggtcaaaaatttatttgtttttaacaattaaatccctcactaatttgatgtcaaaactaaatca(T)10107 31268563 31268669 AGTCATTGGCCTGTCGAGTT TGATAATGACCTGGCACATTG 222

Ai09B9754 Araip.B09 9754 p2 (AT)9 18 31276349 31276366 CAACTGCGCCACTCTGATAG TGTTTTCCCTCACCTTTAATTTTG 243

Ai09B9755 Araip.B09 9755 p3 (GAA)7 21 31287943 31287963 AAGGGATTGGAAGCTTTGGT CATTGAGCTTCTTCCTTCGC 211

Ai09B9758 Araip.B09 9758 c (A)10ttcaaattatatggaaaaaaacatccaaatcacattgaaaaaacattcacatcataaagtccaatacatttcctactaatggac(A)11105 31290023 31290127 GAATGGGAAGGTGCAAGTGT GGATGTTTTTGGTAGTTTGTGGA 261

Ai09B9762 Araip.B09 9762 p3 (TAT)16 48 31335862 31335909 TTGCCAAATTGGTATATCAAAAA CCAATTTTATTAACGTGACACAATG 252

Ai09B9765 Araip.B09 9765 c (T)12aaaatttttgaaaataaaac(A)1244 31351971 31352014 TGTTGATGGTTTGGAAGCCT ATACCAAGTTTTTGGCGCTG 272

Ai09B9766 Araip.B09 9766 p3 (TTA)5 15 31354487 31354501 TTTTCTTGATTGATTTTTCTAAGAAGT TGAAAGAAATATTGACCGTTTGA 280

Ai09B9767 Araip.B09 9767 p3 (AAT)6 18 31355126 31355143 ATGGGAACTTGCACTATCCG TCAGAAAAACGATTTCAATCAAGA 146

Ai09B9768 Araip.B09 9768 c (AT)9aaacaaaaaagagtg(T)1043 31356561 31356603 CAGAATTTTGTACTGATAACGTGTTG GGTCTGAGAGGCTCAAGTTTTC 279

Ai09B9774 Araip.B09 9774 p3 (AAT)6 18 31362107 31362124 CCGTTGATCATTTAAGACAAAACA TCTTCCTCGGCAGACTTCTT 277

Ai09B9776 Araip.B09 9776 p2 (AT)6 12 31377180 31377191 TCTCTCAACCCAATCCTACCC ATCCGTCTAATTCGCACGTT 256

Ai09B9778 Araip.B09 9778 p3 (TAA)12 36 31384835 31384870 GATCCTGAAGGAAATATTGGTCA TGCACAGTCAAATTGAATTCTTG 237

Ai09B9779 Araip.B09 9779 c (A)10gctatgcttttaccacaccaaacttagaatgttgcttgccctcgagcaaaagaagaaagaatagt(AGA)590 31388586 31388675 GGCCTTAGGTGCCATCAATA CACACATCCCTCCATCTCCT 142

Ai09B9782 Araip.B09 9782 c (T)10g(T)10 21 31402620 31402640 TCGTGGAGGAACCATACCTT TCAAAACGGATGATGCATTG 118

Ai09B9783 Araip.B09 9783 c (TTAT)9tacttttatgatcttttgtc(T)1066 31406680 31406745 AATATATGTTGTTTGATTCTTAACGC TTTTTGTGATCTTTACCCAACG 138

Ai09B9789 Araip.B09 9789 p2 (TA)7 14 31430128 31430141 CTCACTAGCCATCTGACCCC CATCAACTGCATGAAGAGGG 204

Ai09B9790 Araip.B09 9790 p4 (CTCG)5 20 31433714 31433733 GAAGAGGAAGGGTGAGGGAC GACGAGGAGCAGTGATGACC 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9792 Araip.B09 9792 p4 (CTCG)5 20 31439612 31439631 GAAGAGGAAGGGTGAGGGAC GACGAGGAGCAGTGATGACC 181

Ai09B9796 Araip.B09 9796 p2 (TC)7 14 31445967 31445980 CTCCACAGCTTACACTGGCA TCTAGTGTCCGCCAAGTTTT 205

Ai09B9808 Araip.B09 9808 p3 (AAT)5 15 31465212 31465226 GGACCGATCCAAACTGAAAA AGAGGGCAGATGGGTTTCTT 216

Ai09B9809 Araip.B09 9809 p2 (AG)6 12 31470584 31470595 ATGAAGGTGGTAAGGAGGGG CACTCTTCCCCAAAAACCAA 143

Ai09B9810 Araip.B09 9810 p2 (GA)6 12 31473795 31473806 GGAGGAAGAAATTCGAACACA TTTCGAAAACAACTCCCCAC 266

Ai09B9813 Araip.B09 9813 c (AG)7(AC)7 28 31498004 31498031 GCAGCGGTAGTAGCTCGTTC AAGCGTGAACCTTCTTTCCC 172

Ai09B9814 Araip.B09 9814 p3 (TCA)5 15 31499358 31499372 CACAGTTGGCAGAGATAGCA TCGTTGCCTTGGTTTTCTTC 201

Ai09B9817 Araip.B09 9817 p3 (TTC)6 18 31509279 31509296 TCCTTAGCCGAAACCACAAC GCTTTTGTCTTCCCTTTCCC 200

Ai09B9818 Araip.B09 9818 p3 (GAA)5 15 31510877 31510891 TCCATTGTGGAATGTGGAGA ATATGCCTTGGAGGTTGTGC 251

Ai09B9820 Araip.B09 9820 p5 (TATTT)7 35 31519517 31519551 TCGAGTTTGGACAACTGACG TCAAAGAAATTCGAAAATTCAACA 231

Ai09B9823 Araip.B09 9823 p2 (TA)7 14 31534692 31534705 GATATGGGCGCTGAAGTCTC ACTTTAAACCGCGAAACCG 272

Ai09B9825 Araip.B09 9825 p2 (AT)7 14 31540834 31540847 TTGTTAGCCAACTTTGAGCCT CTTTAGGGCATTTTGGTCCC 150

Ai09B9827 Araip.B09 9827 p2 (TA)8 16 31553149 31553164 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 264

Ai09B9829 Araip.B09 9829 p4 (AAAT)5 20 31571512 31571531 TCGAGTTTGGACAACTGACG GTTGAAACCTCGGTCCAAAA 236

Ai09B9830 Araip.B09 9830 p3 (TTC)5 15 31576418 31576432 CATCCACTCTTCCCCAAAAA GCAATGCTTTTACCACACCA 279

Ai09B9833 Araip.B09 9833 p4 (TATT)6 24 31601706 31601729 CCCATAATCTCACTTTTGCATC TATTGGGAATTTGGGTGCAT 247

Ai09B9835 Araip.B09 9835 c (AT)7(AC)8 30 31619535 31619564 TGTAACACCCTACCACGCAG TTCTGTTTACGTGTGCGACG 204

Ai09B9836 Araip.B09 9836 p2 (AT)13 26 31619890 31619915 CGAGACTCGACCTGCAAAGT ATGTACCTCGGTGAGCGTCT 259

Ai09B9837 Araip.B09 9837 p2 (CA)25 50 31620650 31620699 GGGGGAGACAAAACTCCAAG TGGGTAAAGATCATGATAAAACCA 274

Ai09B9839 Araip.B09 9839 c (A)10gaaaa(T)10 25 31629222 31629246 CCTGCTTTTCTCCTTCCTCC TGCAATAGACAAAAGGAAATGG 253

Ai09B9840 Araip.B09 9840 c (AATA)5aaatactaaaaaaaattt(A)1048 31629772 31629819 GAATCAAATGCTTTCATGCG CAAAAGGAAATGGAAGAAGAGAA 240

Ai09B9843 Araip.B09 9843 p3 (AAT)7 21 31637957 31637977 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 217

Ai09B9847 Araip.B09 9847 c (T)10gctttctaattgttgttctactttcttatatacaatttcttggtttaggaaattaatctg(T)1181 31652964 31653044 TCGGTTTGGCTTTAGTGAAGA CAAATGGCTACCTCACAAATCA 269

Ai09B9848 Araip.B09 9848 p3 (TTC)5 15 31653532 31653546 GGGGTATACCATTTCTGGTTAAT TTCAACATTTCTGAATTAAAACAACA 193

Ai09B9849 Araip.B09 9849 p3 (AAT)9 27 31657010 31657036 GTATGGACAGCTTTCACCGC AATTCAAGATGAGGAAATCCTTT 249

Ai09B9850 Araip.B09 9850 c (T)14gtgtaagaaattcgtcaataacctattttaaacatccaaattggtggccgaattaacat(A)1083 31659188 31659270 TGTTCTCCATCTCAACACTTTTT GGAGGAAGAATTAGTACCCCAA 274

Ai09B9851 Araip.B09 9851 p3 (TCA)6 18 31665081 31665098 CAAGTAGCTAGCAGCCAATCA TTCCCGACCTGCATTCTAAC 244

Ai09B9858 Araip.B09 9858 p2 (AG)6 12 31688266 31688277 TTTCTGGGCTGTTTTTGACC CCTGGAATTAAGAAAACGAAGAAA 201

Ai09B9859 Araip.B09 9859 p2 (AT)8 16 31698298 31698313 CAAGCATAGAATTTGCGTCG GCTAGCCTTTACTTCGCAGG 148

Ai09B9860 Araip.B09 9860 p2 (AT)6 12 31698480 31698491 GAAATCAACCTTTGAGAGGGC TTCCACCGGAAAGTGAAGAC 109

Ai09B9862 Araip.B09 9862 p2 (GT)8 16 31711157 31711172 TTGGCACCATTGTTAGGGAT TGAATTCTAAGTTGCGCACAG 264

Ai09B9866 Araip.B09 9866 c (A)13gttttcaaaaatctttcaaatttttcttctttgttttcg(A)1062 31751667 31751728 GGGGATTGTTCGAGTATGGA CCAAAGCAGTTTGGGTATGG 248

Ai09B9868 Araip.B09 9868 p3 (TCT)5 15 31753397 31753411 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTC 152

Ai09B9869 Araip.B09 9869 p2 (AG)6 12 31767491 31767502 TCAGCGATTTCTAGCCCACT AGGATCAAGGCAAGAGAGCA 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9870 Araip.B09 9870 c (TTG)6c(TGT)5ta(TTG)757 31774842 31774898 GGACTCAAATTATTTTGTTTCACCA CCGTTGACAGGTGAAAAGGT 279

Ai09B9871 Araip.B09 9871 p2 (AG)7 14 31782727 31782740 TGCCAAAAAGCTCCCTTCTA TCTTGGGTTGGGAACGTTAG 275

Ai09B9872 Araip.B09 9872 c (TA)6(TG)13 38 31794902 31794939 TCCTTAGGCGTCTGAGCTTC TAAGCTCCTAACTCAGCCCG 248

Ai09B9873 Araip.B09 9873 p2 (CT)9 18 31804449 31804466 TCCCCTTTCTTCCTTCTTCC TCCTTAACAATCCACAAGCAAA 259

Ai09B9874 Araip.B09 9874 p2 (AT)20 40 31807192 31807231 ATGGAAAGATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 244

Ai09B9875 Araip.B09 9875 p2 (AG)6 12 31819920 31819931 AAGCAGAGCTTTTTCCCACA AACCCAACCCCCTTTTACAC 221

Ai09B9880 Araip.B09 9880 c (T)10c(T)10 21 31914653 31914673 TTCCCCTTCTTCCTTCTTCC CCAAATAAATTTCCAGCACCA 211

Ai09B9883 Araip.B09 9883 p2 (AT)7 14 31931069 31931082 CCCACCATGGTATAGTCGCT TGTTTTTCGCAATATGACGC 217

Ai09B9884 Araip.B09 9884 p2 (TA)6 12 31936095 31936106 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 275

Ai09B9885 Araip.B09 9885 p2 (CT)7 14 31945340 31945353 TGGAGCTCCGGTTTTAGAGA ATTTTGGTCCTAGATGGGGC 214

Ai09B9889 Araip.B09 9889 c (AAT)5(GAT)21 78 31953836 31953913 TTGTGTGCTTGTTTTGAACTGA TCTCCTCCTCCTCTTCCTCC 271

Ai09B9890 Araip.B09 9890 p3 (GAA)6 18 31954093 31954110 AGTAGCAGCATCAAGGGTGG TGGTTCTCATGCAGGTGAGT 278

Ai09B9894 Araip.B09 9894 p2 (AC)6 12 31976157 31976168 AACACACGAGCATGTACCCA AGCCAACTTTGAGCCTACGA 221

Ai09B9895 Araip.B09 9895 p5 (AAAAT)5 25 31987926 31987950 TGGCTCCTTCCATCTCTGAT TCAAATCTTTTTCAAACCTTTTCTC 209

Ai09B9897 Araip.B09 9897 c (GT)11(GC)6gt(GTGC)556 31992056 31992111 TGAGTGGTGGTGAGGAATGA AAATTCCCAATTCCAAACCC 189

Ai09B9899 Araip.B09 9899 p2 (AG)6 12 31996286 31996297 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 219

Ai09B9903 Araip.B09 9903 p3 (CAT)5 15 32021473 32021487 AGAAGTCTTGACGGAAGGCA GAGCAGGTTCAGGTTCTTGC 144

Ai09B9906 Araip.B09 9906 p3 (AAC)14 42 32061071 32061112 TTTCAACCCTGTTCTTCTCCA TTGCAAAAGCTAAGTGCCAA 157

Ai09B9907 Araip.B09 9907 c (AG)7aa(AG)14 44 32063515 32063558 CCCAAAGTGGGCTAAACAGA TATGGCTCCCTGAAGGTGAC 220

Ai09B9909 Araip.B09 9909 p2 (CT)6 12 32071610 32071621 CGTCTTATCTTTTCAAAATTTGTTTC ATGAGATGGGGGAGGGATAA 274

Ai09B9912 Araip.B09 9912 p3 (CTT)5 15 32078942 32078956 TGGTCCCTTATCCCCTTTTT GGGGTGTTACACGAGACGTT 197

Ai09B9914 Araip.B09 9914 p3 (AAT)8 24 32084555 32084578 AAAGAAGCCTTGCTCCTTCC CGCGTTGGTTTATCCTTGAT 274

Ai09B9917 Araip.B09 9917 p3 (TTA)5 15 32094991 32095005 CCCAATTCTCTTCACACCTGA CTTCTCAAGGAATTGCAGGG 192

Ai09B9921 Araip.B09 9921 c (TTA)18ttgatcg(A)13gaaggaatagnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnggatat(TA)7134 32112396 32112529 AGAGTTGCTAAAACTCCATCAAA CCAAGAATGAAGCATGCAAT 280

Ai09B9922 Araip.B09 9922 p2 (AT)12 24 32114363 32114386 GCGAAGACTTAGTGCGGAAC GAGCCTTCGCGAATACAAAA 264

Ai09B9923 Araip.B09 9923 p3 (TCT)11 33 32126466 32126498 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 255

Ai09B9924 Araip.B09 9924 p2 (AG)6 12 32132188 32132199 AACTCTAGGATTACTATTCACCACAAT CGGATCATCTTTTCCATGCT 246

Ai09B9925 Araip.B09 9925 p3 (ATA)5 15 32135741 32135755 CTTGCACTATCTGCAAGGCA TGATGAAAATTCCACCATTCA 240

Ai09B9927 Araip.B09 9927 p3 (CTT)8 24 32138520 32138543 TCTTTCTCCACATGGCATCA CATTGGTGTTTGAGCCACAG 221

Ai09B9933 Araip.B09 9933 c (A)12gatcagtacttgcttaatgaaagcataccccatggcagaaagaggaag(A)1171 32157394 32157464 CTCTACGCTGCCCTGCTATC GGGAATGCATGGTTATGTCC 209

Ai09B9936 Araip.B09 9936 p2 (AG)6 12 32175051 32175062 GGCTACAGAGTGGGAGACACA TGGAGTTCATAAACCAAATTGTCA 264

Ai09B9938 Araip.B09 9938 p3 (TTC)5 15 32187610 32187624 ACACAACCCTCTCTTCCCCT TAAAATATTGCTCGCCCTCG 115

Ai09B9939 Araip.B09 9939 p2 (AG)6 12 32209899 32209910 GGGGTGATTTCTGGGCTATT GAAACATTGAACCTGGAATTGA 220

Ai09B9944 Araip.B09 9944 c (CT)7cgtgtgtgtcttc(CT)945 32240591 32240635 CATTCTTCCTCTCTGCCCTG GTCACAGCTACTGTCGTCGC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B9946 Araip.B09 9946 c (A)14ctaaactaaacttttctaccccttctta(T)1052 32252241 32252292 TTCATTTTCATGGAGAATTGTATG AACACTCTTCACGTTTTACCTGG 122

Ai09B9948 Araip.B09 9948 p2 (AT)11 22 32257142 32257163 ATAAAAGAGCGCTTGTTGGG CCAAACTTAGTTCCTTGCCA 246

Ai09B9949 Araip.B09 9949 p2 (AT)16 32 32259898 32259929 TTTTATTCCTTTGGGCCCTC TGTGGTGGCAATACTTTTTGTT 277

Ai09B9950 Araip.B09 9950 p3 (GAA)5 15 32267794 32267808 TTTGTCTTCCCCTTCCCTTT TCTCTTCTTGGCCGAAACAC 196

Ai09B9951 Araip.B09 9951 c (AAT)7agagatcctttataccacagtatagaggtccttgtttgagtagaagaaaagaagaagaaaatctgaactc(AG)6103 32270161 32270263 TTCTGAAAGGTTCTCCCTGG TCACCAAAAATCCGAACTCC 262

Ai09B9952 Araip.B09 9952 p2 (AG)6 12 32270499 32270510 TGGTGAGTGATGTGAGGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai09B9955 Araip.B09 9955 p2 (TA)10 20 32284711 32284730 CCAGTTAGAGGTGCCCAAAA AACACGAAGCTTGCGAAAAA 245

Ai09B9960 Araip.B09 9960 p2 (TA)17 34 32309825 32309858 TTTCAAGGTTGTAATGGGGC TTTCAAGGTTGTAATGGGGC 102

Ai09B9961 Araip.B09 9961 p4 (ATTT)6 24 32310161 32310184 CATTGCATTGGGGTAATTTTT GAAAACTGTGGGAACATGGG 219

Ai09B9966 Araip.B09 9966 p3 (TAT)6 18 32362664 32362681 TCACATCTCAACCCTCCTCA CAGGTTCTGGATCTGCTTCA 207

Ai09B9974 Araip.B09 9974 p2 (TA)7 14 32400074 32400087 TACTTTGGGGCATTTTGTCC TGTGTGGAAGTGAATTTGGAA 232

Ai09B9978 Araip.B09 9978 p3 (TTC)5 15 32412063 32412077 CGTAAACCTTTTTCGCGTTC TGTCGAGTCACAGGCTCCTA 222

Ai09B9980 Araip.B09 9980 p5 (TTATC)7 35 32435312 32435346 GAACTGGCTGCGCTACTGAT GCAACCCAAGCCTACAGAGA 277

Ai09B9981 Araip.B09 9981 p5 (TTATC)5 25 32445541 32445565 CTGGGTGCTCCAGCATATTT GCATGTCATCACTCACCCAA 107

Ai09B9984 Araip.B09 9984 p2 (CT)6 12 32458201 32458212 TTGATTTTCAAATTTGTTTCAACT GAAGATGAGACGGGGAAGTG 261

Ai09B9985 Araip.B09 9985 p3 (TAT)7 21 32458526 32458546 CACTTCCCCGTCTCATCTTC CTTGTCTTTGCTCCTGCTCA 224

Ai09B9987 Araip.B09 9987 p3 (GGA)5 15 32468051 32468065 TTCTCGAGTTCAGGGGAAGA TACCAGAAGGTCCAGGATGC 197

Ai09B9990 Araip.B09 9990 p5 (AAATA)6 30 32483640 32483669 TGGAATTGCTGAAGCAAAAA GGTGGTCTCAATGCTGGTTT 174

Ai09B9992 Araip.B09 9992 p3 (AAT)6 18 32507277 32507294 AATTCCCTTCCTGCCAAAAC TCCCCTGTTTTGTTTTCAGG 260

Ai09B9993 Araip.B09 9993 p3 (TAA)14 42 32508762 32508803 CCAGTTGAAAACACATCACGA TTCCCAGTCTTAAACCCACG 261

Ai09B9994 Araip.B09 9994 p3 (AAT)14 42 32511409 32511450 TGCGTAAGGTACAAACGCTG TGGTCAACTTTTGTGTAGTGCTG 216

Ai09B9995 Araip.B09 9995 p2 (GA)15 30 32518071 32518100 TGAGGGAGGAAAGGAAGTGA CTCTTCTCCTCCGCACAGAC 272

Ai09B9996 Araip.B09 9996 p3 (AAT)5 15 32521365 32521379 AATTCCCTTCCTGCCAAAAC TCCCCTGTTTTGTTTTCAGG 265

Ai09B9998 Araip.B09 9998 p3 (AAT)5 15 32525590 32525604 AATTCCCTTCCTGCCAAAAC TCCCCTGTTTTGTTTTCAGG 265

Ai09B10002 Araip.B09 10002 p2 (AT)19 38 32545340 32545377 TGTGTCCCATACTCCCTTCC TGTGTCCCATACTCCCTTCC 212

Ai09B10004 Araip.B09 10004 p6 (AATAAA)5 30 32553828 32553857 TAAAGCGAGAGGGGTGAGAA TTGCAAACGTGTGCCTTATT 268

Ai09B10005 Araip.B09 10005 p2 (GA)7 14 32555158 32555171 GACAGCTTAGCAGTTGCGTG ATCTCCCCTCTCTCTGCTCC 254

Ai09B10009 Araip.B09 10009 p2 (TA)8 16 32592093 32592108 CCACGTAACTTTTCATCCCTG GAGCAGTGACGTGCAAGTGT 279

Ai09B10010 Araip.B09 10010 c (GA)11ttgattttggttccaagttgattaactcgtggaattt(AG)1181 32593604 32593684 TTGGAAAATTGGAAGCCAAC CCACGAGTTAATCAACTTGGAA 205

Ai09B10011 Araip.B09 10011 p4 (AATA)6 24 32594858 32594881 TGCAGAACGAACCATATCCA ATAATGGATGCTCGCTCTGG 161

Ai09B10012 Araip.B09 10012 p3 (TAA)6 18 32595658 32595675 AAACGCCGTTGGTAACGTAG GGCACGGAAAAAGAAGAAGA 280

Ai09B10013 Araip.B09 10013 c (TTC)5atcttcttcttcttcgtttctgcacgttcttcttcc(TCT)772 32595929 32596000 TTTTTCCGTGCCTCTTCTTC CCTCCTCATCTTCTGCTGCT 254

Ai09B10015 Araip.B09 10015 c (GAA)5gagtaggagaagaagaaggagaagaaaaaggaagagg(AGA)567 32596482 32596548 CAAAGAGAGAACGCACAAAAGA CCGTCTCCTTCTCCTTTTCC 174

Ai09B10017 Araip.B09 10017 p3 (TAA)6 18 32597523 32597540 CTGTGCACTTGCCAGTTTGT CTGGATGCATGAAAATTCAAC 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10018 Araip.B09 10018 p2 (TA)6 12 32601401 32601412 CATCACAAAACCACCCCTTC ACTCGCTGGACTTGGTTCAT 279

Ai09B10019 Araip.B09 10019 c (A)13tt(A)12 27 32604366 32604392 TGGTCTGTTTCTCAGCTCCA CCATGAGGTCTCGTTGGTTT 154

Ai09B10020 Araip.B09 10020 p3 (CAC)5 15 32612426 32612440 TCTCTCCTTCCCTGTCTCCA CGCAGATTAGCAAAGAAGGG 262

Ai09B10021 Araip.B09 10021 c (GA)8ggatgaggtta(GTG)542 32613002 32613043 TTCTTCCCCAATCTGCAAAC CTGCATCATCTTTTCCCCTC 134

Ai09B10022 Araip.B09 10022 p2 (TA)6 12 32613797 32613808 ATGACAAATTGGACGGTTCG TGAGGAGGTGAGAGACGAAGA 103

Ai09B10023 Araip.B09 10023 p2 (AG)7 14 32615182 32615195 GAAGTGTTGGTAGGTCCCCA GGCTTGTCTTTTTCTCCCAA 149

Ai09B10030 Araip.B09 10030 p3 (GGA)6 18 32645056 32645073 GATACCACAAGGGGACGAGA TTTCTGATTCTGGGATTCCG 213

Ai09B10031 Araip.B09 10031 c (A)29cattaatgttcaacagggttcaaggacaatcaaggtacttgacc(A)1285 32659546 32659630 ACGGTAGATCACCGGTTTTG TGCATGAACCTTGATTGTCC 246

Ai09B10034 Araip.B09 10034 c (A)10gaaaaaaaaatataggc(AT)639 32679317 32679355 TGTAGGAAAATTGGGTTTGGA TTACTTTGGGGCATTTGGTC 222

Ai09B10035 Araip.B09 10035 p2 (TC)15 30 32683833 32683862 TTCCCTTGTCTCGATCCCTA CTAGATGCGCTTTTTCCTCG 256

Ai09B10036 Araip.B09 10036 p2 (TC)25 50 32684384 32684433 TCGTCAGCTGGTTAATGTCG GAGCTGTGCTCCAAGACTCC 244

Ai09B10037 Araip.B09 10037 p2 (TA)8 16 32689408 32689423 TCATCAATTCCCCCACACTT TTGCTTCTTTGCTTACCCCT 206

Ai09B10038 Araip.B09 10038 p2 (TA)18 36 32690907 32690942 GCATAATGCAATAACTATGGATGAA GGAGAATTTGTCATTTTGGGG 268

Ai09B10039 Araip.B09 10039 p3 (GTG)5 15 32692444 32692458 GAGCTTCGCTGGAGAAGAGA GGGTGCCCTGTTACACCTTA 260

Ai09B10047 Araip.B09 10047 c (ATA)8atgttc(AAT)751 32706871 32706921 CCCAAAATTTTTACGGTCTCA TTGATGGAGGGAAGTTGGAG 243

Ai09B10054 Araip.B09 10054 p3 (CAA)7 21 32723850 32723870 CCTTCCCTTCCTCCACTACC TGATAGTGCTCTTGCCGTTG 164

Ai09B10056 Araip.B09 10056 c (T)12ctc(T)13g(T)3766 32728735 32728800 TCCAGACGGGGTTGATTTAG AACAATTGAGGATCCCCTCC 241

Ai09B10060 Araip.B09 10060 c (T)10agatatttttac(T)1032 32734961 32734992 GTGGAGTGGCAGCATGATAA TTGCTATTGCTCATTCTTTGGA 274

Ai09B10061 Araip.B09 10061 p4 (AAAT)7 28 32736903 32736930 TTACTTGGTACGACCCGGTG AAGACTAACTAGGAAGCACCAAACTT 257

Ai09B10062 Araip.B09 10062 c (A)12cagc(A)16 32 32741280 32741311 CCGTGCATGTTTGAATTTGA AGCCATGGACCTTGCTTTTA 166

Ai09B10067 Araip.B09 10067 p2 (TA)7 14 32759925 32759938 CATGAGGTCTTTTCAGGGTTG ATCAATGCACATGGGACAAA 212

Ai09B10072 Araip.B09 10072 c* (TATT)6(TTA)5*ttttattttattttatttttttgatgaacatgaaagcaaacataacatatcaatgcacatgggttttc(T)11113 32801701 32801813 TTCACCACATATGCATTGATCTT GTGTGGGGAATTGTGGAAAC 273

Ai09B10073 Araip.B09 10073 c (A)13c(A)10 24 32819357 32819380 TCGAGTTTGGACAACTGACG GTCCACGGACTCATGTGATG 265

Ai09B10078 Araip.B09 10078 p4 (AAAT)6 24 32849029 32849052 TCCTTACCACTTTCTCTCCCC GGTTAGCATACGACCCCAGA 202

Ai09B10082 Araip.B09 10082 p2 (AT)12 24 32866221 32866244 TCAAGAAAGGAAGATAAGCGG GGGCACCAATTGATCTGAGT 170

Ai09B10083 Araip.B09 10083 p4 (AACT)6 24 32867233 32867256 AGCATGCAATTGGGAATAGG TCCAACACTTCCAAACACCA 170

Ai09B10085 Araip.B09 10085 c (C)10aaaacataaatacataaataaataaataaaacataaata(AAAT)985 32875860 32875944 TCTCCCCTCCTAGCAACGTA TGCTTGTCCTCAAGCAAAGA 266

Ai09B10086 Araip.B09 10086 p2 (CT)6 12 32884318 32884329 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 276

Ai09B10090 Araip.B09 10090 c (TCT)5tcctcgcggtgctcagcctttctctcctctctctgtg(T)1062 32900519 32900580 TGCTTGGCGGATTAGAGACT CCCCCTTTCATCACTTTCAA 218

Ai09B10093 Araip.B09 10093 p2 (TC)6 12 32923695 32923706 TCTCCTTCATTCACCCCAAC AGTGGCACTAGGACACCACC 254

Ai09B10101 Araip.B09 10101 p2 (TC)7 14 32969444 32969457 TTTTCAAATCTTTTTCAAACTAATCC AAAGGGGAAGGTGATTTTCG 114

Ai09B10102 Araip.B09 10102 p2 (CT)7 14 32972859 32972872 CCCATCACCTCTTCACCACT AAAATGTTTGCTCGTCCCTG 280

Ai09B10105 Araip.B09 10105 p3 (CAA)5 15 32979610 32979624 ATGCCTGTGGCACATCTGTA TCCCTTCCAATGTTTTTCCA 279

Ai09B10106 Araip.B09 10106 p4 (AATA)5 20 32982747 32982766 TACGACATCGTTTGGGAACA TGCCATTTGTTTAACAGCGA 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10111 Araip.B09 10111 p2 (AG)6 12 33018468 33018479 GCTCATCCTCGAGCAAAAAT CCACCCAAAACTCACCCTAA 109

Ai09B10114 Araip.B09 10114 p2 (TA)11 22 33032926 33032947 TGAGCTTCTTCGAAATTTCATT TTGCATTTTCTCGATTTTGG 240

Ai09B10117 Araip.B09 10117 p3 (AGA)8 24 33084911 33084934 TCCATCTCCTATGACTCGGG CACACATCCCTCCATCTCCT 216

Ai09B10119 Araip.B09 10119 c (T)11gaaaat(A)10 27 33089574 33089600 GCCAGCCAAACTTCAGCATA AATGATCACGATTTCGCACA 236

Ai09B10121 Araip.B09 10121 p2 (TA)6 12 33119755 33119766 TCCCATCTCAATTGTAAAGGAAC GGGTTTATCAAACTCCGCAC 271

Ai09B10123 Araip.B09 10123 c (A)10cttagttgtttcttatgagtcaagtcaaattttcaatttaaaaatcttatattttttaaaaatttttcaaaaataaaatctttttcatttttctatcatg(T)11121 33132988 33133108 AATTTCGAAAATTTGAGTTGACA GAAACAAAATTAAGAAAAAGATTTGGA 203

Ai09B10124 Araip.B09 10124 p3 (AAG)5 15 33137491 33137505 CGTTCAATAACTGGGGCAAG ATCAATTTCAACCGTCTCGG 280

Ai09B10126 Araip.B09 10126 p4 (TTTA)7 28 33146173 33146200 GGCCCTGGAGATGATGTAAA TCCTTTTCAAAACTTCCTAACCA 164

Ai09B10127 Araip.B09 10127 p2 (GA)6 12 33150908 33150919 CAATTTTGCAACAATCCACAA TCTTTCTTCCCCTTCCTTCC 259

Ai09B10129 Araip.B09 10129 p2 (AT)17 34 33157290 33157323 TTTGATTTTGGGAAGTTGGG GAACTTTGAACTTTGGGGCA 265

Ai09B10131 Araip.B09 10131 p2 (CT)6 12 33175134 33175145 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 278

Ai09B10132 Araip.B09 10132 p3 (TTC)5 15 33190930 33190944 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai09B10135 Araip.B09 10135 p2 (TA)10 20 33237292 33237311 GAAGGGAAAATGGTAGGGCT TGCCTATCTTGCAGGTTGTG 229

Ai09B10136 Araip.B09 10136 p2 (TA)11 22 33237901 33237922 CTGGGGTAATTTTGTCCCCT CACATCACTAGCCTTAAGCGG 280

Ai09B10139 Araip.B09 10139 p5 (TTATT)5 25 33252769 33252793 AAAAGCTCAGCAAGGTCCAA CGTTTAACGCCCAAAATAGC 274

Ai09B10140 Araip.B09 10140 p2 (AG)17 34 33255298 33255331 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 254

Ai09B10145 Araip.B09 10145 p2 (AT)6 12 33300939 33300950 CATGAAGCATGCCTGTCCTA GTGAAGTGTGGCAGGCACTA 243

Ai09B10147 Araip.B09 10147 p2 (CG)6 12 33306066 33306077 TGAAATAAGACACCGACGCA TGTTTGGGAGTGTTGGATGA 198

Ai09B10148 Araip.B09 10148 p3 (TTA)5 15 33308233 33308247 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 239

Ai09B10149 Araip.B09 10149 p2 (GT)6 12 33309245 33309256 AGCCAACTTTGAGCCTACGA AGCATGTACCCAATTCCCAA 156

Ai09B10151 Araip.B09 10151 c (TTA)8ttttatatttttaaaagaaag(A)1257 33325232 33325288 TGCAATGAATGAAAACAAGGAA TTGCACCCTGTTTTTCTCCT 257

Ai09B10152 Araip.B09 10152 p3 (TTA)7 21 33343016 33343036 TGCAATGAATGAAAACAAGGAA TTGCACCCTGTTTTTCTCCT 241

Ai09B10153 Araip.B09 10153 p2 (GC)6 12 33343310 33343321 GGAGAAAAACAGGGTGCAAA AGTTGTGCCCACTTTATGCC 237

Ai09B10158 Araip.B09 10158 c* (A)11(AT)6* 22 33373582 33373603 AACAAAGGAAGCTGGGGAGT TGGTGTTCCTTTGGTCTTTTC 270

Ai09B10159 Araip.B09 10159 p2 (AT)7 14 33374384 33374397 CTAACGGAACACCAAACTTAAAA GGTGTCCGTTTAGTGTTTTTCTTT 110

Ai09B10160 Araip.B09 10160 p2 (AT)9 18 33377516 33377533 CCTACCAAACAAAACCTTACGC CGACCTTTTCTTTGCGAGTC 279

Ai09B10161 Araip.B09 10161 p2 (GT)6 12 33393423 33393434 GATAGTGGATTCGGCCAAGA CAGAATCTCCACCTACCCCA 279

Ai09B10162 Araip.B09 10162 p2 (CT)6 12 33404563 33404574 TTGATTTTCAAATTTGTTTCAACT TCAGAGAGAGAGGGTTCGGA 278

Ai09B10163 Araip.B09 10163 p3 (TCT)6 18 33407854 33407871 CCATTCATGGTCATCCCTTC TTGTCTTCCCTTCCCCTTTT 226

Ai09B10166 Araip.B09 10166 p2 (CT)6 12 33416814 33416825 CCTTCTCCCTTCTTCTTCCAA TTGCAACAATCCACAAGCAT 229

Ai09B10168 Araip.B09 10168 p3 (CTT)5 15 33432635 33432649 TCTTGACTTTCCCATGGAGG TACCAGAAACCCCAGTGGAC 133

Ai09B10170 Araip.B09 10170 p2 (GT)7 14 33441452 33441465 CCTCCCTTCTCTCTTCCGTT CACCCATTCCCTAAAACCAA 170

Ai09B10172 Araip.B09 10172 p2 (AT)6 12 33454709 33454720 GTAATGGGGTTAAGGCAAGG GGAAATTTGGGAAGCTAGGC 143

Ai09B10173 Araip.B09 10173 p2 (GT)6 12 33461566 33461577 ATGATTCAGGCCATCGTTTC ATGTCCCAAGTTTTCCCACA 220



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10178 Araip.B09 10178 p3 (GAA)5 15 33506927 33506941 ACTCGGAGGTGGAAGCTTTT TCCCCCTTCTCCTCCATATT 192

Ai09B10180 Araip.B09 10180 p3 (GAA)5 15 33513127 33513141 CTCGGAAGTGGAAGCTTTTG CCGAACCTTACCTCCCTCTC 200

Ai09B10185 Araip.B09 10185 p2 (TA)7 14 33527896 33527909 TTTCAAGGTTGTAATGGGGC AGGCGAAAGCTTGGGTTAAT 102

Ai09B10186 Araip.B09 10186 p4 (TTAG)6 24 33542988 33543011 CTGTACTTCACCACCCACGA CCAAAGAAGTTCATGAAGGCA 265

Ai09B10187 Araip.B09 10187 p2 (GT)6 12 33549279 33549290 TTGCCTCATCATCCAATTCA CATGAAGGGAACAAGTGTGTG 229

Ai09B10190 Araip.B09 10190 p2 (GT)6 12 33554267 33554278 TTGCCTCATCATCCAATTCA CATGAAGGGAACAAGTGTGTG 229

Ai09B10193 Araip.B09 10193 p2 (CT)6 12 33571035 33571046 TTGATTTTCAAATTTGTTTCAACTG CGAACACAGATGGGAGAGAAG 266

Ai09B10196 Araip.B09 10196 p2 (CT)7 14 33582255 33582268 GCGACCGCGTCAATTAGTAT AAAACCTTGTTAATGGGGGTG 217

Ai09B10198 Araip.B09 10198 p3 (TTG)11 33 33606423 33606455 TTGGTTAGGCTCCAGGTGTT TGGAAGATCTTGAAGCACGA 162

Ai09B10199 Araip.B09 10199 p6 (GGTGAG)5 30 33607291 33607320 AGACTGAGAGAGCGACGAGG CTCTCTTGAGCTCGGCACTT 147

Ai09B10201 Araip.B09 10201 p2 (CT)6 12 33613386 33613397 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 276

Ai09B10202 Araip.B09 10202 p2 (TC)6 12 33613551 33613562 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 216

Ai09B10204 Araip.B09 10204 p2 (CT)11 22 33620873 33620894 GCCAATTTTGCAACATAAGTCA GGGGAATCGAAGAGGATGAT 251

Ai09B10205 Araip.B09 10205 p2 (TA)7 14 33622896 33622909 GCTCAAAAACTCACGGGTTG GAATCACAACAATCCACACACC 211

Ai09B10206 Araip.B09 10206 p2 (AT)6 12 33623080 33623091 AAGGTGTGTGGATTGTTGTGA TTCTGCATTTTGCACTTTGG 206

Ai09B10207 Araip.B09 10207 p3 (TCT)7 21 33629855 33629875 ACCCTCTCTTCTTCCCCTTG TGGCCACAACTTCATAGCAG 279

Ai09B10211 Araip.B09 10211 p2 (CT)8 16 33634160 33634175 GGAACATTGAACCTGTGATTGA GACAGACGCCACGTACAAGA 274

Ai09B10212 Araip.B09 10212 p3 (TCT)6 18 33645940 33645957 TCTTCCCCTTGGCCTAAACT TGGCCACAACTTCATAGCAG 267

Ai09B10213 Araip.B09 10213 c (A)10(T)10 20 33649231 33649250 GGGATTGTTCGTGTTTGGAC TTGAAAAGGCACAAGAAAAACA 241

Ai09B10215 Araip.B09 10215 p4 (TAAA)6 24 33650240 33650263 TGGAAATGAACAGTCCAGGAG CCATGATGGAGAAAGGGAGA 228

Ai09B10216 Araip.B09 10216 p3 (AGA)5 15 33653612 33653626 AGTGGTCTTGATGGGCTTTG CTCTACACTCTCCTTGGCCG 263

Ai09B10217 Araip.B09 10217 p2 (CT)7 14 33664249 33664262 CATAAGCCACTTTGCCAACA TGGGAGAATCGAAGAGGATG 250

Ai09B10221 Araip.B09 10221 p3 (TTG)5 15 33728075 33728089 TTTTTAACGAGATATTTTGAGAAAGG TGGCAGGTATCGAACTTGATAAT 107

Ai09B10226 Araip.B09 10226 c (AAAT)5aatgttgcaaaatatcggaaggacgag(A)10tgaaaaaattagcaacaatagcataaacagaaaaacaaagaagaggaggaggtaatagacaaaaaagatgaacaaatatg(A)10147 33737469 33737615 TTCTTCTTTTTGTTTTACCTTCTCA GAAGACACCAAACTTAAAGAATTGAA 277

Ai09B10229 Araip.B09 10229 p3 (GAA)5 15 33790367 33790381 CGGTCTTAGGTGCCATCAAT CATCTCTCTCCCCCTCTCCT 145

Ai09B10230 Araip.B09 10230 p2 (AG)7 14 33792866 33792879 TTCTTGTCCTTGCTCCTGCT TTGATTTTCAAATTTGTTTCAACT 184

Ai09B10239 Araip.B09 10239 p3 (TAT)5 15 33828304 33828318 AAAAATTTGCATGTCAAAGCG TTCAAATTGGTCAGAATTTCTTTG 178

Ai09B10243 Araip.B09 10243 c (AAG)6aaa(AAG)536 33830667 33830702 ACCACGCTATCAAGGCGTAA TCCAAGGCTTAACAGAACGC 258

Ai09B10244 Araip.B09 10244 p3 (TAC)5 15 33831989 33832003 CAACCTGGAGCAAGTGGAAT AGCAAGGATGGTGGTTTGTC 204

Ai09B10245 Araip.B09 10245 p2 (TA)6 12 33834748 33834759 CCAGGCTCTATGGGAATGAA CCCTTTCCTTCAAAGGCTTC 159

Ai09B10248 Araip.B09 10248 p3 (GCT)5 15 33854134 33854148 TTCACTGTCTTCGCTGGTTG ACCTAAGCCCCAGGTTCATT 266

Ai09B10249 Araip.B09 10249 c (T)10c(T)11 22 33859837 33859858 CAATCCGAACAATGATGCAC CAAGTTCGATTTCCCCTTCA 271

Ai09B10251 Araip.B09 10251 c (A)10gagagagagaaaaagagaaaaagaaaaa(AT)752 33887240 33887291 GAAACTGTGGGAACATGGGT TCACATGTGCATTGATTTTTCA 276

Ai09B10252 Araip.B09 10252 p2 (AT)74 148 33889491 33889638 CTGGCAAAAATCCTAACGTC AATTAATTCACATTCTCAAGGAGTC 263
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Ai09B10257 Araip.B09 10257 c (A)15tcctaattcttagtacataaaaaaatttataaaatatataaaagaacatctatttagtat(A)1085 33913646 33913730 AACTCTGCTTCCAACAATCCT GATGGTACCAGCCAAAAATCA 225

Ai09B10261 Araip.B09 10261 c* (T)10(TCA)5* 24 33919767 33919790 TCTTCCTCCTCCTCATCTGC TCTCCTCTAATGCTGCACTTTTT 280

Ai09B10263 Araip.B09 10263 p2 (AT)9 18 33923307 33923324 GGACATTTTGTCCCCTCCTT TTTGATTTGGGAGAGTTGGG 251

Ai09B10265 Araip.B09 10265 p2 (AG)6 12 33934879 33934890 ATAGGTGAGGGGGTTTTTGG TTAACGCTAGGAATGGGCAC 273

Ai09B10266 Araip.B09 10266 p2 (AG)6 12 33936995 33937006 CCAATTGGGCAACATCTGTA CGCCAATTTTCACTTTCCAT 211

Ai09B10269 Araip.B09 10269 p2 (AG)6 12 33943400 33943411 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 218

Ai09B10271 Araip.B09 10271 p2 (TA)6 12 33963504 33963515 AAATGTTTTTCTCTCCCATTGC ATGCCATGCAATGCAATCTA 194

Ai09B10273 Araip.B09 10273 p2 (AT)9 18 33985631 33985648 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 265

Ai09B10277 Araip.B09 10277 p3 (AAT)5 15 34014283 34014297 GGGGAAAGTTGTGAAAAGCA TCCCTTTTTACATGGTGTCAGA 243

Ai09B10278 Araip.B09 10278 p2 (GA)8 16 34014510 34014525 TCTGACACCATGTAAAAAGGGA TTCTTCTTTCCCCCTTCTCC 201

Ai09B10280 Araip.B09 10280 c (CCT)6ct(TTC)10 50 34037914 34037963 AGAGAGACAGCGCGAGAGAG TCCAAATTTAAGCCAAATCACA 253

Ai09B10281 Araip.B09 10281 p2 (TC)6 12 34038940 34038951 ATGCATCCATTCAGGGAGAG TCAAAACAAGAAGAAATCCTAAATCC 114

Ai09B10288 Araip.B09 10288 p3 (TTA)13 39 34049210 34049248 CTTGGCTGCTTGGGTTTTAG CAGACAGCATAGCCCAACAA 271

Ai09B10291 Araip.B09 10291 p2 (AT)7 14 34055689 34055702 GGTGCCATTTTGTTAGCGTT AGCGTGACTTTATTTATAGCATATTTT 223

Ai09B10292 Araip.B09 10292 p3 (AAT)5 15 34059742 34059756 GAACTCCGCTTGATGCTTTC AATGCATGAGCTTCACGTTG 243

Ai09B10294 Araip.B09 10294 p2 (GA)10 20 34076030 34076049 CTTCGATCTGCAAGTCCACA CCACTACAGCGCTACTTCCC 205

Ai09B10299 Araip.B09 10299 p4 (TTTA)5 20 34105498 34105517 AAGAGTGCTCAAGGCTGAGG CTTGCCAGTGAGCTCCTTCT 240

Ai09B10302 Araip.B09 10302 p2 (GT)9 18 34132549 34132566 GGGGACAAAATTACCCCAAT ATATGCATGGCCAAGTGAGC 217

Ai09B10303 Araip.B09 10303 p2 (CT)6 12 34140533 34140544 CACCAGACTGGCGTTTAACA TGATAGGTGAGGGGTTTTCG 257

Ai09B10307 Araip.B09 10307 p5 (AAGAT)5 25 34158485 34158509 CAAATCTAAAGGCAGCCCAA GCCTCTGATCCTTCATCACC 267

Ai09B10309 Araip.B09 10309 p2 (CT)6 12 34188482 34188493 TTGTTTGTTTCTTACCTTTTTCAA TGGTGAGTGATGTGAGGAAGA 280

Ai09B10310 Araip.B09 10310 p2 (GC)6 12 34214547 34214558 CTGTCAAGCCCGACTTCTTC CCCAAAATGAGCTGCAAAAT 236

Ai09B10312 Araip.B09 10312 p3 (GAA)5 15 34222655 34222669 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 244

Ai09B10313 Araip.B09 10313 p2 (AG)7 14 34229419 34229432 AGAAGGGGATGAGGGAGAAG TTGATTTTCAAATTTGTTTCAACT 252

Ai09B10318 Araip.B09 10318 p2 (CT)6 12 34246492 34246503 CTTTTGTTTGTTTCTTATCTTTTTCAA TCGAATTTGGGTGTGATGAA 256

Ai09B10320 Araip.B09 10320 p3 (GAA)5 15 34271386 34271400 GCTTTTGTCTTCCCTTTCCC CCTCCATTCTTCCCCATTTT 240

Ai09B10321 Araip.B09 10321 p4 (AAAT)5 20 34274344 34274363 TTCCTGACCACTTTCTCTCTCC GGGGTTAGCATATGACCCCT 210

Ai09B10324 Araip.B09 10324 p2 (AG)7 14 34291172 34291185 TGAGAGAGAAAGAGGGTTTTCG TTGATTTTCAAATTTGTTTCAACT 256

Ai09B10326 Araip.B09 10326 p2 (AG)6 12 34300263 34300274 AAAAAGAGGAAGGTGATTTTCG AAATGTCAATCACATCTTTTTCAA 183

Ai09B10327 Araip.B09 10327 p2 (CT)6 12 34306217 34306228 ATCCATGGGAATGAGCAGAG TAGGGTTCCCAAAAGTGTGC 256

Ai09B10328 Araip.B09 10328 p5 (AAGAT)5 25 34311292 34311316 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai09B10332 Araip.B09 10332 p2 (AG)7 14 34349938 34349951 GTGTGGGGAAATTATGGGAA TGGGGTAATTTTGTCCCCTT 228

Ai09B10334 Araip.B09 10334 p3 (ATT)5 15 34354013 34354027 TATTTGCTATTGCCAAACCG GCAAGTTGCATCAGGCAGTA 228

Ai09B10336 Araip.B09 10336 c (AT)7acctcttctttacattgttactccaacattcca(AT)761 34358597 34358657 GCTCCAATGAAGGCTCCTC AGTGCGCTTTAGTATGGCGT 279
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Ai09B10339 Araip.B09 10339 p2 (AG)6 12 34379258 34379269 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 248

Ai09B10347 Araip.B09 10347 p3 (CAA)5 15 34429927 34429941 AAGAGCAACGTTTCAGCCAT GGCAGCTGCAAAGAAGGTAA 271

Ai09B10348 Araip.B09 10348 p2 (CT)8 16 34433495 34433510 CATCCAATCATGAGGAGGCT AGCCAATTGGGCAACATAAG 226

Ai09B10351 Araip.B09 10351 p2 (CT)6 12 34437218 34437229 CCCTGCACTCAAAGTGGATT TTGAAAAAGGGGAGATATTTTCA 268

Ai09B10352 Araip.B09 10352 p3 (TAT)5 15 34437557 34437571 TCACATCCTTTATCTCCCCC TTACTCCTTTCCATGGCTGG 273

Ai09B10354 Araip.B09 10354 c (AT)6aaaaaaag(A)1030 34443484 34443513 GTGGGTTTGGAAACATTTGG TACTTTGGGGCATTTTGTCC 222

Ai09B10355 Araip.B09 10355 p2 (CT)9 18 34444591 34444608 TAGGGGCTATAAAGTGGGGG CATACGCCAATTGGACAACA 256

Ai09B10356 Araip.B09 10356 p3 (ATC)22 66 34448879 34448944 TCCTTCGTAAAATATCTTTTGATTCC TCAAAATTCTGATTTCCGTGC 276

Ai09B10357 Araip.B09 10357 p3 (ATC)27 81 34450653 34450733 TCAAGTTCGATTTTGCCGAT GGTGTCATCACAAGCTTCTTTC 269

Ai09B10358 Araip.B09 10358 p2 (AT)8 16 34453060 34453075 GGCCTGGAGTGTTGATTTGT AGGATTTGCGAGGACAGCTA 150

Ai09B10361 Araip.B09 10361 c (ATT)6(ATC)11 51 34503545 34503595 AAGTCGGATTTTTGCCGATA TGTCATCACAAGCTTCTTTCTTTT 245

Ai09B10362 Araip.B09 10362 c (T)10cgcatatatctc(T)1133 34504223 34504255 CACCCTTGCCTTTTGGTTTA TGATGTGGTGGCAATGCTAT 278

Ai09B10364 Araip.B09 10364 c (TA)7aaagaatgaaattctaaaagatacagatatcaagctccagactta(TG)7tatgtgt(TA)10(CA)6ccacatatatatacatatatattttagccttcttttcgatcttgtg(TA)7172 34517310 34517481 CCCTCCTAGAGGTTGACTGG AAACAAGATCGAAAGAAGGCT 266

Ai09B10366 Araip.B09 10366 p5 (TTTAT)5 25 34522613 34522637 CTCAAATCTTAAAATCAAATCTTTTTC TCCGAAGCCTAAAAAGCGTA 210

Ai09B10368 Araip.B09 10368 c (A)11tttcaatcaattggggtgccctatagataaaatccttgaaaaactttattattttgactaagcttattt(TA)692 34558009 34558100 AGCTCAAAAACATGATCCACAA TTAAGTGTGGGGAGGTCGTC 260

Ai09B10369 Araip.B09 10369 p2 (AC)6 12 34558509 34558520 AGTTCTAAGTTTGCACGCGG CACAATTGCTTGATTTTCGC 191

Ai09B10370 Araip.B09 10370 p3 (ATT)23 69 34561114 34561182 TTCCCACCTCCACCATTAAC TGAATATTGTCCTGGTGCTTTC 259

Ai09B10372 Araip.B09 10372 p2 (TA)7 14 34603484 34603497 TGAGCCCAGAGCTTGGTATT GCCGTAAAACAGAGGTGGTG 230

Ai09B10373 Araip.B09 10373 p3 (TTA)5 15 34612106 34612120 TCTTCCTGATGGGAAAGCAC AAAACAATGCCGGAAAGAAA 263

Ai09B10374 Araip.B09 10374 p3 (AAT)7 21 34616611 34616631 AACCAATCAAGCCCTAAGAGG GTGTCTTGGCAATCAAGGCT 273

Ai09B10375 Araip.B09 10375 p3 (AAT)7 21 34616973 34616993 AGCCTTGATTGCCAAGACAC TGGTAAACACTTGAACACCACG 217

Ai09B10376 Araip.B09 10376 p3 (AAT)7 21 34617752 34617772 TCATCGAAGGTTTATTTTGTTTT TGGTAAACACTTGAACACCACG 232

Ai09B10377 Araip.B09 10377 p3 (AAT)7 21 34618532 34618552 TCTCAGGATAAGTTTTCACTTTCAA TTTGCTTGCCAATTCATGTC 274

Ai09B10379 Araip.B09 10379 c (A)10gagagaaataatag(TAA)2084 34628560 34628643 TGGGTTTGGCAATATTTGGT TAACTTGGGGCATTTTGTCC 233

Ai09B10381 Araip.B09 10381 c (T)13gagaaacaaaaagagaaagagttgatggaattgaaatggatttagtgtgatgaatggttgaaccaacaaactacttatatatgta(T)10108 34670433 34670540 TCACTCCATCTTCATCGTTTCT GACGGGACTAAATTCAAAGCA 258

Ai09B10382 Araip.B09 10382 p3 (AAT)17 51 34673952 34674002 TTACGAGAACAACAGACGCC TCTCTAAGCTCGTCCTCCCA 157

Ai09B10385 Araip.B09 10385 c (T)10ctatgatgatga(T)1133 34687595 34687627 TCCCCCTTCACCCTTTATCT AAAAATTGGTGCAAGAACTCAAA 272

Ai09B10388 Araip.B09 10388 c (A)10tgaataag(A)11gaagaagatggtgatgatgatg(A)1162 34692804 34692865 GTTGGTGTTGGTGGGAGAGT CCTCCTCCTCATCTCTGCTG 139

Ai09B10389 Araip.B09 10389 c (AAG)31(ATG)13aaa(AAG)5150 34693224 34693373 TCTTCTTCTTCTTTGTTTGATTTTT TTCTTCTCCCTCCTCCTCATC 280

Ai09B10390 Araip.B09 10390 p2 (AT)9 18 34701093 34701110 CGCCACTCTGGTAGCTCAA ATTGTTTTTCCCTCGCCTTT 259

Ai09B10394 Araip.B09 10394 p2 (AT)6 12 34720724 34720735 TCGGGGCACATGAAACTAAT TATCTCCGGACTTGTGGTCC 147

Ai09B10402 Araip.B09 10402 p2 (GA)8 16 34739668 34739683 TGAAAAATAACATCGCAGTGCT ACAGCTGCCATGGAAGAAAC 170

Ai09B10403 Araip.B09 10403 p3 (TGG)5 15 34740720 34740734 CCCCAAGATCTGGAGTCAAA CCTCTTCACCTTCCTCACCA 204

Ai09B10404 Araip.B09 10404 p2 (AT)6 12 34741877 34741888 CCAGTATTCGAGCTGCTTCC TGTAATATGTTGCACTTCACTCTTG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10408 Araip.B09 10408 p2 (AT)16 32 34751219 34751250 GAGGGATATTAGGCATGGCA ATGGGATCTGAGGCATTGAG 216

Ai09B10410 Araip.B09 10410 p3 (TTG)7 21 34754577 34754597 ACATGACAGAGCACAATGGC ACTGGTTCCCTATGACACGC 223

Ai09B10412 Araip.B09 10412 p2 (TA)12 24 34756101 34756124 AGGATCCTCGCCTCATTCTC AATGCGTGTGTTTTGTTGGA 264

Ai09B10413 Araip.B09 10413 c (AAG)5aggaagaggaagaagaaggtgcagc(AAG)555 34756806 34756860 CCTCCTCATCTTCTGCTGCT ATTGCACGTTTTCACTGCAC 225

Ai09B10423 Araip.B09 10423 c (A)10gaaaaaaaaatagcgaaaaaaaag(A)1246 34778121 34778166 TGAAGCAAGAAAAAGCAGTGAA AGGCCAGGATTTTGTTCCTT 240

Ai09B10424 Araip.B09 10424 p3 (ATG)23 69 34782688 34782756 GCAAGAGGGGAGATTGAGATT TCGTTCTCGTCCTCGTCTTT 260

Ai09B10428 Araip.B09 10428 p2 (TA)8 16 34790202 34790217 CTTGTCATGCCAATGCCTAT TCCTGGAGAAGGTTCCATTG 232

Ai09B10430 Araip.B09 10430 c (AAT)9(CAT)18 81 34814439 34814519 ATCAAAGGTGCCACCCAAT GCCTCTATCGGTGCATTACAA 280

Ai09B10433 Araip.B09 10433 p2 (AT)12 24 34838484 34838507 AGCAAGAAAAAGCAGCCAAA CTCCCAATAATCCACCCCTT 255

Ai09B10434 Araip.B09 10434 p2 (AT)9 18 34850865 34850882 TTCATTCACTCGTCAACCCA AGTAGGGCTTGGTGTGTGGT 167

Ai09B10435 Araip.B09 10435 p2 (TC)6 12 34851670 34851681 ATATGGCTCCCGGAAGGTAG GGGCCAAAAAGGCTAAAAAC 163

Ai09B10438 Araip.B09 10438 p2 (AT)6 12 34888175 34888186 ATTTGGGTGAGTGGGCTAAA TAGGGCACCAATTGATTTGA 278

Ai09B10439 Araip.B09 10439 p4 (AACT)6 24 34889192 34889215 TGATGTTGACATAACATCCCG TCCAACACTTCCAAACACCA 196

Ai09B10451 Araip.B09 10451 p3 (ACC)5 15 34940473 34940487 TTCAAATGCAAAACCCTTCC GTGAGGAAGAGAATGCAGGC 205

Ai09B10452 Araip.B09 10452 p3 (AAG)5 15 34944375 34944389 TGGTGTTGTTGGTGATGACG ACACACGCGCATTTCAATAA 159

Ai09B10459 Araip.B09 10459 p2 (AG)9 18 34965238 34965255 TTTTGCCTCATAATTCAAGCA CACTTTTCAGGCAGGTTCGT 247

Ai09B10460 Araip.B09 10460 c (GAT)5accataccgttaccccttcacccaattttttcttttaaattgggaattttttcttttacgaactttatag(T)1297 34965560 34965656 AGCGGAAGGAGTGTGAAGAA TCCACTAAAAACATTCCCTGC 236

Ai09B10461 Araip.B09 10461 p2 (CT)6 12 34973926 34973937 ACACCAGGATTGGCAGAAAG ATAGGTGAGGGGTTTTTGGG 176

Ai09B10463 Araip.B09 10463 p2 (GC)6 12 34989607 34989618 TTCTTTGAAGAGGGACACCG GGCACAAAGTGGGCATAACT 106

Ai09B10464 Araip.B09 10464 p2 (CG)6 12 34990016 34990027 CGCGCCTTCTTCATTAACTC CAAGGCGCGAAGGTATTAAA 203

Ai09B10465 Araip.B09 10465 p2 (TC)6 12 34992625 34992636 CAAGCATGAAAGTTTTGAGCC AGGCCATTTGGAAAAAGTGA 192

Ai09B10467 Araip.B09 10467 c (A)10ggt(A)10 23 34999973 34999995 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 234

Ai09B10469 Araip.B09 10469 p3 (TAT)5 15 35007195 35007209 CCCCCTCTTTTCTTCCACTC TTCAGCTGCCATCTCCTTTT 246

Ai09B10470 Araip.B09 10470 p5 (TATTT)5 25 35015530 35015554 GATGAGGCGGATCTTAGCTG CTAAGCTCGGATCAGGCAGT 257

Ai09B10474 Araip.B09 10474 p3 (GAA)5 15 35034962 35034976 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai09B10475 Araip.B09 10475 p2 (AG)6 12 35039987 35039998 GGAAGATGGGGTTCGAATTT CCTCCCTCTTTTTCAAAATTTCTT 218

Ai09B10481 Araip.B09 10481 p2 (CT)6 12 35101810 35101821 CGCGACTTGAACGTAACAGA AAGAACCTGGGATTGAGAGTCA 241

Ai09B10485 Araip.B09 10485 p2 (CT)6 12 35109634 35109645 TTTGTTTGCTTCTTACCTTTTTCA CTTGCTGTGGCTAGGAAAGG 190

Ai09B10490 Araip.B09 10490 p3 (ATT)15 45 35158036 35158080 GCGTTTGGAATGGAAGACAT TTTTGGAATATCTTCTTTACTGTTGC 268

Ai09B10491 Araip.B09 10491 p2 (AG)7 14 35163995 35164008 CATGGAAGAATTCATAGATCCAA AATGCACCCATTCAAAGAGG 236

Ai09B10492 Araip.B09 10492 p2 (TA)6 12 35164878 35164889 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 276

Ai09B10495 Araip.B09 10495 p2 (AG)8 16 35180493 35180508 CATGGAAGAATTCATAGATCCAA AATGCACCCATTCAAAGAGG 238

Ai09B10496 Araip.B09 10496 p2 (CT)6 12 35182594 35182605 AAGGATCATCCAGGCCTTCT TGGAGACAAGGGAGAGAAACA 177

Ai09B10498 Araip.B09 10498 c (ATT)31taataa(ATT)18153 35185053 35185205 TGGATGGGAAGAACATAGTAAGA TTCCCATTCAATTTCAATCAGT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10499 Araip.B09 10499 c (TC)9(TA)10 38 35190956 35190993 GGATTTGGAAGCCACGTTTA GCATTTCTGCTGAGAGAGGAA 280

Ai09B10503 Araip.B09 10503 p2 (CT)7 14 35219014 35219027 CCTTTTGGTTGTTTCTTAACTTTTTC TGAGATGGGGGAGGGATAAT 232

Ai09B10506 Araip.B09 10506 p2 (AT)14 28 35234966 35234993 CAACCCGACAAGTTCGATTT CTTGCCACCACATGTACCAG 220

Ai09B10507 Araip.B09 10507 p3 (AGA)5 15 35241888 35241902 TGAAAACGGAGGAACAGAGG GACAGCATGGTGCTCTCCTT 103

Ai09B10518 Araip.B09 10518 p3 (ATT)18 54 35288671 35288724 TGTATAATCTTCACTTACTCACTTCCC GACGATTTCGATTCTGGCAC 146

Ai09B10519 Araip.B09 10519 p2 (TC)12 24 35291525 35291548 GCCAATTGTTTGGTTATGGC GGACCAGGTTTTTGGAAGGT 277

Ai09B10521 Araip.B09 10521 p4 (CTTT)5 20 35301627 35301646 TTTCGTGAAAAATGGGAAGC GCACACACGTGTCTCCTCTAA 218

Ai09B10523 Araip.B09 10523 p2 (AT)8 16 35304218 35304233 AGTGCGTCGGAAACGTAGAT CTGGAAGGACAGCGAAAAAG 274

Ai09B10524 Araip.B09 10524 c (A)11gaaaaaagaaagcacatcaccaag(TAA)26113 35304864 35304976 TTTTGGCGGTTTAGTGGTTT GAGTTCCCTCGCTTGTTTCTT 260

Ai09B10526 Araip.B09 10526 c (GAT)22ttttcttttctttcgttcctttggaggttacggtagaacctttcattatatatat(ATG)15166 35323857 35324022 TGTCACTGATGATGATGTTGGA TGAATTTTTGTTGCTGATATGATTC 277

Ai09B10528 Araip.B09 10528 c (CT)7g(TC)7 29 35329409 35329437 AAGCTTTGTTCGGCGTTTTA TACTGCAGCAGACTCATCGC 215

Ai09B10529 Araip.B09 10529 p3 (AAG)7 21 35329832 35329852 TTTTTGGGGTAGCTAATCGG TTTTCATCGTTGATGGTTTGA 263

Ai09B10530 Araip.B09 10530 p2 (CT)7 14 35341722 35341735 CGGCCCTCTTCTCTTCTTTT GCAACCCTTCTTCAGCAAAC 211

Ai09B10535 Araip.B09 10535 p2 (GA)10 20 35372213 35372232 CACTGCGTAGAGGATGACGA ACTCAGCGGCTCAAAATCAC 263

Ai09B10536 Araip.B09 10536 p3 (GAG)6 18 35375759 35375776 ATGAAGAAGAAGCAGCAGCA TGCAAAATTACTTGGAAGAGGA 264

Ai09B10537 Araip.B09 10537 p3 (AAG)5 15 35376149 35376163 CCTCTTCCAAGTAATTTTGCAGT TTCCTCTTTCTCCTCATCTTCTG 211

Ai09B10538 Araip.B09 10538 p3 (GAT)7 21 35376525 35376545 TGCTGCATTTTCTTCTTCTTCTT TCCTCCACATTTTCATCTGCT 272

Ai09B10539 Araip.B09 10539 p3 (AAG)5 15 35376928 35376942 TTGAATGAATGTTGGTTCATTTTT TTTTGCATATTTCAAAACTCTTCC 238

Ai09B10542 Araip.B09 10542 p3 (GAA)5 15 35384127 35384141 TCCAACAAAACATTGGAACAA GATTTTGGATGTCTCGTTTTTG 256

Ai09B10543 Araip.B09 10543 p2 (TA)13 26 35387660 35387685 TAAACTCCGTGGGCTACGAC TAAACTCCGTGGGCTACGAC 114

Ai09B10544 Araip.B09 10544 p2 (AT)10 20 35390833 35390852 TGCAATCCAATCAATCATGTG TGAGATCTATTAATCTTCATCCAATG 257

Ai09B10546 Araip.B09 10546 p2 (TA)10 20 35414834 35414853 ACCACCCCTCTAGCAACCTT AGCTTTGGGTGAACGTTTTG 280

Ai09B10548 Araip.B09 10548 p2 (AG)6 12 35422109 35422120 TGTTCGGCTATAGAGGGTGG AAGATTGGTGCAGGGATGAG 245

Ai09B10550 Araip.B09 10550 p3 (AGA)5 15 35425946 35425960 CTAGAGGTTTCTCCGGCCTT TTCAATCATATCCCCTTGGC 189

Ai09B10555 Araip.B09 10555 p5 (TTATC)5 25 35445889 35445913 AGGGTGGTGGTAACTGCAAG GATACAGGCGGTTCCTTTGA 216

Ai09B10557 Araip.B09 10557 p5 (TTATC)9 45 35456265 35456309 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 200

Ai09B10558 Araip.B09 10558 p5 (TTATT)7 35 35475093 35475127 CAGTTTTTAATTTCCTTTTAATTTCTG CCATGATGGAGAAAGGGAGA 149

Ai09B10559 Araip.B09 10559 p3 (TTA)6 18 35488723 35488740 TGTTAGTATGAATCCATCCAATTTT TGGAACCATCTTTTGTTGTCC 214

Ai09B10562 Araip.B09 10562 p2 (AC)11 22 35499277 35499298 GAGATCCCTCATGTAACACCCT TTCCTTTTCATCGATACGGG 208

Ai09B10564 Araip.B09 10564 c (AT)12(AC)6 36 35516152 35516187 GGGAACACTCACGTACCGAT CTGGCATAAATTTCGCAGGT 175

Ai09B10565 Araip.B09 10565 p2 (TA)6 12 35517463 35517474 CTACCACGGATCAGCGTTCT AAAGGACTTCCAGAAAGATTGC 230

Ai09B10568 Araip.B09 10568 p3 (ATT)5 15 35570232 35570246 TTGCCATGGAAAGGAGTAGG CCCACGGAGATTGTTGGTAT 240

Ai09B10571 Araip.B09 10571 c (A)14gaaagaaaaatagcgaaaaaaaagagaaaag(A)1055 35575708 35575762 TGGTGGCAACACTTTTTGTT TGGCTTTTTCTGCTTGCTTT 267

Ai09B10572 Araip.B09 10572 p3 (ATT)5 15 35577882 35577896 TTGCCATGGAAAGGAGTAGG CCCACGGAGATTGTTGGTAT 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10574 Araip.B09 10574 c (AT)11(GT)11 44 35581912 35581955 AAAATTTTGGAAAATGGGTGC TTTTTCTTTTCTTTGGGGCA 165

Ai09B10575 Araip.B09 10575 p2 (AT)9 18 35582667 35582684 TGTCCATACTTGCTTGGGAA GAGAATGATCCAAAGGGCAA 151

Ai09B10577 Araip.B09 10577 p2 (CT)6 12 35602180 35602191 TGTTTCTTATCTTTTTCAAAACTACCT GGTGAGGAGAGCAGAGATGTG 280

Ai09B10579 Araip.B09 10579 c (A)14gcttgcagaaaaaaaaatggcgaaaaaaaatag(A)1057 35607695 35607751 GAATGAATGCTTGAACAGTGC TGCTCTTGCCTCTTGGTTTT 260

Ai09B10584 Araip.B09 10584 p2 (CT)6 12 35639199 35639210 TGCAGGGATGAGAAATCCTT GTTTGGGAGGGAAAGTGGTT 271

Ai09B10586 Araip.B09 10586 c (T)10aaaaaaaatctttc(A)1034 35659446 35659479 GGGGATTGTTTGAGTTTGGA TTTACAGCCAACCAGGCTTC 240

Ai09B10589 Araip.B09 10589 p2 (CT)6 12 35660838 35660849 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGCAGTGATGTGAGATGAAG 277

Ai09B10590 Araip.B09 10590 p3 (TTC)5 15 35664319 35664333 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai09B10592 Araip.B09 10592 p4 (TAAA)5 20 35669017 35669036 TTTTCCAAATCATACCCTTTTCA ATGACCCCAGAGTCCTCCTT 216

Ai09B10593 Araip.B09 10593 c (TTGA)7ttgtt(TTGA)761 35672482 35672542 TGCACTTTCTTGAGCCTTCA CAATCTCATGATTTGGAGCA 274

Ai09B10594 Araip.B09 10594 p4 (AAAT)5 20 35682637 35682656 TGAAGCAAGAAAAAGCAGCA TCAATCTGCCCTCATTTTCC 145

Ai09B10598 Araip.B09 10598 p5 (TTATC)5 25 35700884 35700908 GTCGTGGGCTGACCTTCTTA GCCCAAATAGAGGAACACGA 153

Ai09B10599 Araip.B09 10599 p2 (GA)8 16 35718292 35718307 CCTCACCGTGGAATCTGAGT AGGAGCGTGACAGAGGTGTT 276

Ai09B10600 Araip.B09 10600 p3 (TTC)5 15 35727785 35727799 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai09B10601 Araip.B09 10601 p5 (TTATC)5 25 35732659 35732683 AGAGCTGTCGTGTCCGACTT GATACAGGCGGTTCCTTTGA 272

Ai09B10603 Araip.B09 10603 p5 (TTATC)5 25 35744117 35744141 TTCGACTTGTGGGATTAGCC GATACAGGCGGTTCCTTTGA 260

Ai09B10604 Araip.B09 10604 c (T)13gttaactt(TAA)31114 35760662 35760775 TTTTTCTTAATGGCTTCGGC GGATAGGATGTAACACTCCGAATTT 268

Ai09B10605 Araip.B09 10605 p3 (TAA)11 33 35767001 35767033 TCGGCCACTTCTTTCTTTTC CCAGGGAAATGTAAAAACCAAA 277

Ai09B10606 Araip.B09 10606 c (T)10aatggagaatttgctcatgatttgtggtggtcacgttttgacttttcttaatttggtgccatgtatat(TC)792 35767462 35767553 TTCCATCTCTCATGCTTATCCTC CGGTAGCCATAGATTTGAAGC 265

Ai09B10609 Araip.B09 10609 p4 (TTAT)5 20 35769901 35769920 AGCATATGGAACACACAAAAGC TCTCGTGCTGATAACGTGTTG 125

Ai09B10619 Araip.B09 10619 c (A)11gaca(AT)7 29 35814144 35814172 GCATTAACATATAAACCACATACACG TTGATTAGACATTCAAATCCTACCA 250

Ai09B10622 Araip.B09 10622 p2 (TA)6 12 35830315 35830326 CGACTCGGCAGATTTAGACC TTTGTTAGTCAATTTATAGTCATCGG 272

Ai09B10624 Araip.B09 10624 p2 (TA)6 12 35844459 35844470 CGTTTGCCACCCCTACTTTA TCGCTTTTCGTTAGCTCTGA 265

Ai09B10626 Araip.B09 10626 p2 (CA)6 12 35845575 35845586 TACCCCCACACCATCCTAAA GAAAGCTCCCTGCATTCAAC 263

Ai09B10629 Araip.B09 10629 p3 (AAT)28 84 35862437 35862520 TTTCAGTGCGGTTGAGATTG TTGAATTCATGTTAGTGGTCAAAA 280

Ai09B10634 Araip.B09 10634 c (TA)7ttaattttaaaa(AT)638 35899596 35899633 GACGCCTAAAACGCCTAAAA TGCACATGCAATCTTGAACT 280

Ai09B10635 Araip.B09 10635 p2 (AT)6 12 35900910 35900921 AACACGCTTCTGGTTGATCC GGTCACCACGGTTTATGAGG 225

Ai09B10636 Araip.B09 10636 p3 (AAT)12 36 35907901 35907936 ATAGTCCCAACCACCACTGC TTTACCGGTTCCTTGTGAGG 267

Ai09B10638 Araip.B09 10638 c (T)13gttttatattcaaataaaatttattatatgagaatttttttttg(A)1067 35911133 35911199 CCCTCTTGATAAAAGAAGGAGC TGAGGATAAATGAGAGATTCAAATG 176

Ai09B10641 Araip.B09 10641 p2 (GC)6 12 35917702 35917713 GGCGCGAAGGTATTAAACTG CCTGAGGCACAACCTCTCTC 132

Ai09B10642 Araip.B09 10642 p2 (GC)6 12 35917957 35917968 GGAGGTGTTTTGCAACTGGT AGTTATGCCCACTTCATGCC 242

Ai09B10651 Araip.B09 10651 p2 (GA)6 12 35978150 35978161 TTGCCACCACATTTAACCAA TCTTTCTCTTCCCCAAATCC 229

Ai09B10652 Araip.B09 10652 p3 (TCT)6 18 35998357 35998374 TCTGTGGTTGCACAAATGGT TCTGCACGCCTAGTGTTGAG 279

Ai09B10655 Araip.B09 10655 p3 (TCT)5 15 36009251 36009265 TTTAGTCGCTTAGGCCAGGA AGTGAAAAGCTTGCGGAAAA 205
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Ai09B10656 Araip.B09 10656 p2 (GA)7 14 36011275 36011288 ATAGGTGAGGGGTTTTTGGG CATAGGAAGGGGCGTTTACA 193

Ai09B10660 Araip.B09 10660 p2 (GA)6 12 36017273 36017284 GCAGAGCTATCACCGAAAGG TCATCCTGCTACCACACTGC 164

Ai09B10661 Araip.B09 10661 p2 (TA)10 20 36022673 36022692 TGGAATGTTATGCAATGCAAC CAAAATCCAATGAGGGTTCAA 273

Ai09B10662 Araip.B09 10662 c (T)10atcccatgtgcattgcttttattttgcatttgggaattcttttgtatccccttttattaaatgctgaaaaataactttctctc(T)10103 36023151 36023253 TCCCACTTGTTGTTACATGCTC CTCAGAAAATTTGGGAAGCA 205

Ai09B10664 Araip.B09 10664 c (A)11g(A)10 22 36039833 36039854 GCAGTGAAAAGAAAAGCTTGC TGCTCAAAGCCTTGAATCCT 165

Ai09B10665 Araip.B09 10665 c (AAC)10gatgacgacgacgacaatgacg(ATA)567 36042751 36042817 TTGTTAGCCAGTGCCAATGA CGATGTTGGTGTTCCACTTG 162

Ai09B10667 Araip.B09 10667 p3 (TAA)6 18 36043876 36043893 AATTACTCATAGCCCGACGA GGGACTAAGATTCAACCCCC 243

Ai09B10670 Araip.B09 10670 p3 (ATT)7 21 36047226 36047246 GCATGGAATAATTGAAATCCAAA TTTCTACTCTCGCTGAGGCA 174

Ai09B10671 Araip.B09 10671 c (ACA)9at(AAC)5 44 36048186 36048229 CTCAATTCTGCCTCCTCTGG GCCGAATTAGCTTAAGCACG 273

Ai09B10672 Araip.B09 10672 p2 (TC)12 24 36058486 36058509 CGACGAAAATCACTGCAGAA GTTGCGGGTTGACAAAGAAT 146

Ai09B10674 Araip.B09 10674 p3 (TTA)8 24 36071895 36071918 TGGGAGTTTTGTATTATGCCA CACTCACTCACTGATCATTTTGG 250

Ai09B10677 Araip.B09 10677 p4 (ATTA)6 24 36084714 36084737 TGGTGCAAGAAAGTGCATAAA CTCCCCCAAATTCTGGTTTT 252

Ai09B10679 Araip.B09 10679 p2 (TA)7 14 36086726 36086739 CCTCTTCTTGAACTGGCTGG GATACCCTTATCCGGCCCTA 250

Ai09B10683 Araip.B09 10683 p3 (TGT)6 18 36094285 36094302 TTGCCAAGCTTCCTCTGAAT GGTTGGACCAGTGAACCAGT 231

Ai09B10685 Araip.B09 10685 c (AC)6atc(CT)11 37 36099664 36099700 TCAAGATGCCATAGACAGCAA GGCAATTGTGCATTAGCCTT 246

Ai09B10686 Araip.B09 10686 p2 (CT)7 14 36104864 36104877 AACTCTCCCTCTCCCTCCCT TTCCAAAATGTTTCAAACGC 151

Ai09B10688 Araip.B09 10688 p3 (TTC)6 18 36110785 36110802 AACCGTACAACCACCACCAT GGGAAAACGAAGGAAAAAGC 183

Ai09B10691 Araip.B09 10691 p2 (GA)8 16 36131261 36131276 TCCTCACCATCGATCAATCA TTTGTTGATCAGCCAAATGC 217

Ai09B10692 Araip.B09 10692 p2 (AT)14 28 36140894 36140921 TTTAGCCATGCTTAGCCACC TTGCCTGCTCATTACGACTG 245

Ai09B10694 Araip.B09 10694 c (T)13acttttttttctgttttatttttttatttttttctcttgttgtcacatgtgtatc(T)1078 36164721 36164798 TGAACCATGATACTTGATAAAATTCC GAAACTGAGAGGACCAAGAATCA 173

Ai09B10695 Araip.B09 10695 p4 (TATT)11 44 36167909 36167952 CACCACATATGCATTGGTCTTT TGCACACTCATGTGAAACCA 237

Ai09B10704 Araip.B09 10704 p2 (AT)6 12 36205254 36205265 GGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 257

Ai09B10705 Araip.B09 10705 c (TTAT)5at(TA)7tttttttttctttttctc(T)1064 36205479 36205542 CCCACTTTTGTATGATTCCCA TTTGGGAACCTACTCATGAAAAA 262

Ai09B10707 Araip.B09 10707 p2 (AG)7 14 36211616 36211629 ATGCAAGCAATCCCCTAAAA CCCCTTTCTATCTCACCTCTCA 280

Ai09B10708 Araip.B09 10708 c (T)10ctttactccccctgccacgcggacgcgtcgctggtgcgatcgcgtcgcgcggcgagaaaa(T)1282 36212189 36212270 GCTGCTCCTGCGTAACTTTC CGCGGTATGATCGTTCTTTT 216

Ai09B10717 Araip.B09 10717 p2 (AT)7 14 36238947 36238960 CGTGGCTAATATTGGCAGGT CAGGATATTTGCTTTTCAACACTG 215

Ai09B10718 Araip.B09 10718 c (A)10gtcctttaaatac(A)1033 36240111 36240143 CCAGCATCGACAAGAGACAA TGGAAGAACTCCCTCACAGG 212

Ai09B10721 Araip.B09 10721 c (T)13gaaatgaccacgagataaaacataaattttatataaataatatggggaaaaaatgtgttaaaagagataaataaaaagagacaaaaaaaaag(A)10115 36247139 36247253 CAATCAGCACAATTGTTTTTAGA TTTTGGGACTGATGTGTTGC 249

Ai09B10724 Araip.B09 10724 p4 (CAAA)5 20 36265359 36265378 GGAGGAACCTGGGAAGACTC ACTGAATTGGGTAGTTGCCG 225

Ai09B10725 Araip.B09 10725 p3 (CAT)5 15 36299853 36299867 AGAAGCTTTGGCAGACGGTA GGGATCAGGTTCGGGTTATT 136

Ai09B10728 Araip.B09 10728 p2 (CT)8 16 36325164 36325179 TTGATTTTCAAATTTGTTTCAACT GAGGGGGAAGTGAATTTTCG 260

Ai09B10729 Araip.B09 10729 p3 (TAT)5 15 36325496 36325510 ATCCGAACCCCCTCTCTCT CAGCTGCCATCTCCTCTTCT 276

Ai09B10730 Araip.B09 10730 p3 (TTC)6 18 36328648 36328665 ATATGGCCGAAACCTTACCC CGCCCTCGAGTAAGAGAAGA 173

Ai09B10731 Araip.B09 10731 p3 (CAT)7 21 36342212 36342232 GAACTAGATACTCCCCCGCC AAAGGGTTGAGGATGCATTG 130



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10735 Araip.B09 10735 p2 (AT)6 12 36349668 36349679 AGATATTCACTGGCCCATGC TCCTCCAATTCAGTAAGACAAGAA 230

Ai09B10738 Araip.B09 10738 p3 (GAA)5 15 36360384 36360398 CAAGAGGAAGACAGGGTGGA GCCATGTCTACCTGCAACAA 264

Ai09B10744 Araip.B09 10744 p3 (GAA)33 99 36373304 36373402 GCAGTGGCAAGATGGAAAAT TGGAGCATGGTTACCAACAA 201

Ai09B10748 Araip.B09 10748 p2 (AT)8 16 36421497 36421512 CCTGTGAAGATAAGGCTGGC TCTCTCCGCGAAGTGAAGAT 190

Ai09B10750 Araip.B09 10750 c (T)10ctataggatttcttctattgtctttacttttcatttaaatttcttgtaacttttatttttatgcacatttacttttcaagcaaaactttattttttctg(T)10119 36438621 36438739 TCGAAGAAACAAGGTTTGGAA GCCTTCGACGAAATTGAAAG 255

Ai09B10754 Araip.B09 10754 c (CT)6attttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattattttatttttattttgaattttcg(A)10101 36448854 36448954 TTTCTTACCTTTTTCAAAACCACC AGAGGGTTCGGATTTTTGGT 278

Ai09B10755 Araip.B09 10755 p2 (CT)6 12 36449097 36449108 AACATCTCTCCCTCACCCAC TGCCTTTTTCTCTGTCCCTG 178

Ai09B10757 Araip.B09 10757 p2 (AC)6 12 36471521 36471532 TGACATGAAGAAAACAAGTGTGTG CACTTCGTGTCAATTGGGTG 251

Ai09B10760 Araip.B09 10760 c (A)10g(A)10ga(AG)635 36495601 36495635 GGTGGCAATGCTTTCTGTCT AGCCTTGGGATCCTTTTCAT 256

Ai09B10761 Araip.B09 10761 c* (AAT)12(AATA)8*65 36509495 36509559 TATTGGGAATTTGGGTGCAT TCACCACATATGCATTGATCTTT 200

Ai09B10762 Araip.B09 10762 p2 (GT)6 12 36509702 36509713 TGGGTAGCTAGGCATGATTTT GGGCTAAGGTAAGGGTGAGG 128

Ai09B10763 Araip.B09 10763 p2 (AT)6 12 36521578 36521589 TTTTGGTGCTTTTCTATTGTTTTT ATATTCTTTTTGAATCAGGATAATGTT 271

Ai09B10766 Araip.B09 10766 p4 (TTAT)5 20 36536277 36536296 CCTAGCTACCCAAAATTCCCA GGGTACCTACTCATGTGAGACCA 232

Ai09B10767 Araip.B09 10767 p2 (AT)14 28 36564998 36565025 TGGGAAACTTGAGACATTGG TGGGGTATTTTGACCCTTTTT 238

Ai09B10768 Araip.B09 10768 p2 (CT)6 12 36570844 36570855 CCCTAAAACCTAGAAAGAGGAGA GCTAGTGAAAGAGCCCAACG 236

Ai09B10769 Araip.B09 10769 p3 (AAC)6 18 36577297 36577314 TTCGGTTCTGTAGGCTTGGT CTGGTGTTGTGGTTCCAGAG 275

Ai09B10770 Araip.B09 10770 p2 (CT)7 14 36601892 36601905 GGAACAATGAACCTGGTATGAA CGAAAATCAGCGTGTTTGAA 272

Ai09B10772 Araip.B09 10772 p3 (AAT)6 18 36615656 36615673 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 267

Ai09B10773 Araip.B09 10773 p2 (AG)10 20 36616000 36616019 AGAATAAGATGGGGGAGGGA TTTCTTATCTTTTTCAAAACCACC 235

Ai09B10774 Araip.B09 10774 p2 (CT)7 14 36619581 36619594 GAATGATTAACCCAACTTTACCC GTCCATTTTTGGCAACTCGT 221

Ai09B10775 Araip.B09 10775 p2 (GT)7 14 36621192 36621205 AGCCAACTTTGAGCCTACGA ACACACCTTTTCCCAACCAA 174

Ai09B10776 Araip.B09 10776 p2 (GT)6 12 36633367 36633378 ATGCAAAAGTGGGATTTTGG TTTCAAGGTTGTAATGGGGC 159

Ai09B10781 Araip.B09 10781 p2 (AG)9 18 36641112 36641129 TCGACGACCCACTTCCTTAC TTTTTGTTCGGTTCCGTCTC 145

Ai09B10783 Araip.B09 10783 p2 (AG)6 12 36653609 36653620 AATTCGCCCCTAGCAATTTT GAACCTGGAATGCAGAAGAAG 233

Ai09B10785 Araip.B09 10785 p2 (AT)6 12 36659514 36659525 GGGCTAATATGGTAATCGATGG ACTTTTTCGTTCCTCCGTCA 269

Ai09B10790 Araip.B09 10790 p3 (GAA)5 15 36673614 36673628 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai09B10791 Araip.B09 10791 p2 (AG)7 14 36675834 36675847 GAAAAAGAGGGGAGATATTTTCG TTGCTTGTTGAGAAAGATTCAAA 274

Ai09B10792 Araip.B09 10792 p2 (CT)6 12 36679402 36679413 ACTTGGTGCAGGGATGAGAT TTGGAAGGGAAAGTGGTTTG 232

Ai09B10795 Araip.B09 10795 p3 (AAT)5 15 36702960 36702974 TGAACCAGTTTGGATGCTCA AATTCCTTCCAACCATGCAA 228

Ai09B10797 Araip.B09 10797 p2 (CT)6 12 36707962 36707973 TGTTTCTATCTTTTTCAAAACCACC GGAGATGAGAGAGAAGGGGAA 256

Ai09B10798 Araip.B09 10798 p3 (TAT)5 15 36708321 36708335 GAACCCCCTCTTCCATTTGT TGCCATCTCCTCTTCCTGTT 270

Ai09B10800 Araip.B09 10800 p2 (TA)7 14 36714543 36714556 CCACTCCCTTACCCTTCACA GCATTCTTTTGTTCTTCTCCG 113

Ai09B10804 Araip.B09 10804 p2 (TG)6 12 36729259 36729270 TATGCTGCTAAGGGCTGGAT TAGAAGTCGAGCGCTACCAA 256

Ai09B10807 Araip.B09 10807 p3 (TAA)5 15 36732370 36732384 CCAAACGTTGGGGATAAAAA TTTCTTTTGCTCTCTTTTCTCTCA 136



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10808 Araip.B09 10808 p2 (GA)6 12 36732491 36732502 CCAAACGTTGGGGATAAAAA ACAAATTAAAATATGTCATCCGATACT 237

Ai09B10817 Araip.B09 10817 c (T)10caaattatatc(T)1031 36752321 36752351 AAACACATCCACAGCAAAAGG GAACGGAGTAATGCTGCCTC 224

Ai09B10820 Araip.B09 10820 p2 (AT)6 12 36753562 36753573 TTTTTGCTAATGAATTACCGTCA TGATCAAATGTGTCTTATAAATTTCG 196

Ai09B10823 Araip.B09 10823 c (T)10cttcttttttttctattttttttcc(T)1045 36766257 36766301 TCTTGAGCTTCACTTTGGGG TTGGAATATTGGGAATTGGG 239

Ai09B10825 Araip.B09 10825 p2 (TA)8 16 36767790 36767805 AAGCAAAGGAATGCACAACA CCGAACGCATTGAATTTTCT 257

Ai09B10826 Araip.B09 10826 p4 (CATT)5 20 36768996 36769015 TAGGGAATCTGTGCCCTGTC TGTGCGAAAATGATGATGAAG 280

Ai09B10832 Araip.B09 10832 c (A)12(GA)7 26 36789734 36789759 TATGTGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 247

Ai09B10835 Araip.B09 10835 p2 (CT)6 12 36820187 36820198 GAACCTGGAATGCAGAAGAAG TTTCTGGGCTGTTTTTGACC 217

Ai09B10836 Araip.B09 10836 p2 (AT)14 28 36821569 36821596 CCACATATTCATGCATCCCA TGGGTTTGGAAACATTTGGT 275

Ai09B10837 Araip.B09 10837 p2 (CT)6 12 36831638 36831649 TTTTCAAATCTTTTTCAATTAACCA ATGAGCGGGAGAGAATTTCA 261

Ai09B10838 Araip.B09 10838 p3 (TCT)5 15 36834994 36835008 CTCCCAAACCCAACCCTAAT TGGAGGTTTCTCTGGCCTTA 278

Ai09B10842 Araip.B09 10842 p2 (AG)6 12 36839014 36839025 TGGGGGAGGTATAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 230

Ai09B10844 Araip.B09 10844 p2 (CT)9 18 36844058 36844075 CTCTTCTTCCCACTGCTGCT ACTGCGAATTTGAGGCAGTT 223

Ai09B10849 Araip.B09 10849 p2 (CT)6 12 36873692 36873703 GAGAGCTCGCCAATTTTCAC TTGGCAACATTTATAGGTACGAA 178

Ai09B10851 Araip.B09 10851 p2 (CT)6 12 36880024 36880035 GAGAGCTCGCCAATTTTCAC TTGGCAACATTTATAGGTACGAA 178

Ai09B10852 Araip.B09 10852 p2 (GC)6 12 36880795 36880806 TGCTATCACTCTCACCGACG AGACAATGGTGGTGGGTTGT 188

Ai09B10853 Araip.B09 10853 c (AT)11gaaa(AAAT)546 36883681 36883726 TGGTTCACAAAGAAATCCCA TGTCCCCTTTCATTGCTTTC 110

Ai09B10858 Araip.B09 10858 p4 (ATTA)6 24 36911509 36911532 GCCCCTAGCATTCCTCTTTT TCCTTGTAAGGGAACGAGTCA 260

Ai09B10860 Araip.B09 10860 p3 (CAA)6 18 36930068 36930085 CCGTGTCGTGTCATGTCTGT GCGTTTCTTGGTTCATGGTT 270

Ai09B10865 Araip.B09 10865 p3 (ATA)5 15 36936898 36936912 TGAAAAATTGACACCTCACTTCA AGACCATGGTGTTATTATGTATGC 275

Ai09B10866 Araip.B09 10866 p2 (TA)6 12 36938512 36938523 GAAAGCTCACGAGCTGACTTAAA TAAGATGCGGATGCATCAAT 280

Ai09B10867 Araip.B09 10867 c (TA)8gtcactc(AAT)29110 36940695 36940804 GTCCTCCGTCCAAAAATAAAA AAATTTTTAACTTAACCGAAGAAAAC 277

Ai09B10869 Araip.B09 10869 p2 (TA)6 12 36953112 36953123 GGGGTGATCTAGCATTGGAA CCAAAACTTGGATCCCTCAA 200

Ai09B10871 Araip.B09 10871 p2 (CA)6 12 36964629 36964640 CGCACAGACACCTTGTGAAA AAACAGACTGCCATTCCCAG 190

Ai09B10872 Araip.B09 10872 p2 (TA)7 14 36966299 36966312 CGCTTTTTGATTCTCGGTTT TCTCACAAAGAACACCCACTG 178

Ai09B10875 Araip.B09 10875 p3 (AGA)6 18 37006401 37006418 AGTGGTCTTGATGGGCTTTG CTCTACACTCTCCTTGGCCG 266

Ai09B10876 Araip.B09 10876 p3 (AAT)5 15 37008009 37008023 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai09B10879 Araip.B09 10879 p3 (TTC)6 18 37018485 37018502 TCTACCCCACAAGACCAAGC AGGAGTCTCCAACCTTGGGT 164

Ai09B10881 Araip.B09 10881 p2 (AG)7 14 37043674 37043687 GAGGGGGAAGTGAATTTTCG TTCCCAACTTCTTATCTTTTCAA 278

Ai09B10882 Araip.B09 10882 p2 (AG)7 14 37044038 37044051 TTTGACTCATAAGAAGCAACTTGA TTTCAAAATATCTTCTCTAACTTCCCA 191

Ai09B10886 Araip.B09 10886 p2 (AC)6 12 37058201 37058212 TCGACAACTTATTACCACCATGA GTTAGGTGGCTGAACCCAAA 229

Ai09B10891 Araip.B09 10891 p2 (GA)6 12 37076781 37076792 CCACGCAAACAGAGATCAGA AGCAGCTTCTTCATCCCCTT 185

Ai09B10892 Araip.B09 10892 p2 (AT)9 18 37088386 37088403 CCATAGGATAGGATGGAGCG CAGCACCACAACCACCTTTA 277

Ai09B10895 Araip.B09 10895 p4 (AAAT)6 24 37101025 37101048 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B10896 Araip.B09 10896 p2 (TA)10 20 37107424 37107443 CCCATCTCAATTGTAAAGGCA GCATGTCCTCATGCTAAGTCC 249

Ai09B10900 Araip.B09 10900 p3 (CAA)8 24 37118207 37118230 CCCATTAAACAGCCAGCAAT GTGGATGATGCTGAGGGAAT 256

Ai09B10904 Araip.B09 10904 p3 (CAA)11 33 37128862 37128894 CCCATTAAACAGCCAGCAAT GTGGATGATGCTGAGGGAAT 265

Ai09B10908 Araip.B09 10908 p3 (AGA)5 15 37138072 37138086 GATGCTGCCTCTTCTCCAAC ATGCACTGCCATCAGTTTCA 153

Ai09B10909 Araip.B09 10909 p2 (TA)8 16 37138628 37138643 GTTTTGCGTTTCTGTCCCAT CAAAACCAATGCCACCATAG 267

Ai09B10910 Araip.B09 10910 p2 (AT)6 12 37139464 37139475 CTTATGCCACCCTTAGCCAC GTTGAGTGAGCGCGTGTTTA 154

Ai09B10912 Araip.B09 10912 p4 (ATTT)5 20 37144722 37144741 TGGGATAGGACCTCCAGTCTT TATTCAAACCTCGGGTCGTC 204

Ai09B10914 Araip.B09 10914 p3 (AAT)17 51 37160556 37160606 CCTCAACTCATTGTGGCTCA TGCCCTGCTTATAAGTTCCTC 215

Ai09B10915 Araip.B09 10915 p2 (AT)9 18 37166650 37166667 CGTCATATGTGTTTCGCTCG CACAAAATTCAGTGAGGGTTCA 246

Ai09B10917 Araip.B09 10917 p2 (TA)8 16 37180295 37180310 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 271

Ai09B10918 Araip.B09 10918 p2 (CT)6 12 37192286 37192297 TGTGGAATCGTTTTTCCCTC CCATCATCATGTCCACAAGTTC 229

Ai09B10919 Araip.B09 10919 p3 (AGA)5 15 37195053 37195067 GTCAAACACATGGTATGCGG CCACTCCTCTTCTCCCCTCT 247

Ai09B10922 Araip.B09 10922 p2 (TG)11 22 37236341 37236362 CAATGAGTGCACAATTTCGG CTAGCTCATCCCAAGCCAAG 229

Ai09B10924 Araip.B09 10924 p3 (TCT)6 18 37256373 37256390 TCAACATCTCTTTCCCACCC CTCTGGCTTTAGGTGCCATC 192

Ai09B10932 Araip.B09 10932 p3 (CAC)5 15 37265866 37265880 GGTCCCAAAGGTTTTTAGCC AGCGTTGGTGGTGGTGTT 225

Ai09B10933 Araip.B09 10933 p3 (AAG)5 15 37266640 37266654 CTGGCAGAAGGTGTTCCAAT GGGTGGGGAGAGAAAGAAAG 196

Ai09B10934 Araip.B09 10934 c (TA)8tgatatatttttgg(TA)1662 37267092 37267153 TTGTTGTGAGTTTGTATGTAGATGAGA TGTGACACATTTTGGTTGTAAAATTAG 225

Ai09B10935 Araip.B09 10935 p2 (TA)14 28 37268024 37268051 CTGTCTGAACAAAGTGGACCAT TTAAACATGCGGCAATCAAA 161

Ai09B10937 Araip.B09 10937 c* (A)10(AT)7* 23 37271448 37271470 AATTGCGTGTAGCCCAACTC TGGCCTTGATTGTGTTATTTG 228

Ai09B10938 Araip.B09 10938 p2 (TA)7 14 37274555 37274568 TCCCATTTATTTTATTTTATTTTCGG TTGTTTGGCTTATACCATTCAAAA 256

Ai09B10942 Araip.B09 10942 c (TTA)6tatttgaagtgttgtgattggtt(TGTA)561 37286686 37286746 GAGGGATAGGAGACGTTGATTG TAAAATGTCACGCTTCCGGT 275

Ai09B10944 Araip.B09 10944 p2 (TA)8 16 37297854 37297869 GCTCATTAGCTCGTAAGCTGG TCAAGCTCGACTCATCGAAA 232

Ai09B10945 Araip.B09 10945 c* (A)15tcat(A)10(ACT)5*43 37299510 37299552 TTTGACCACCTTGGACATCA TAGCGCATCATGGTGTCATT 259

Ai09B10955 Araip.B09 10955 p2 (TC)12 24 37337697 37337720 CAACACCTCTCCTACCCCCT GGGGGAATTGAGAAAGGAAC 273

Ai09B10956 Araip.B09 10956 p2 (GC)6 12 37342664 37342675 TTTAGAAAACTCCATGGGCG ATTCTCCATGCTCTTCCCCT 232

Ai09B10958 Araip.B09 10958 p5 (AAATA)5 25 37348429 37348453 CGAAAAGATTCAAATCAAGAACG TGAAGGATTGTCTTGCTCCA 267

Ai09B10962 Araip.B09 10962 p2 (CT)6 12 37365676 37365687 TGTTTCTTAACTTTTTCAAAACTACCT TGAGGATGGCAGAGATGTGA 280

Ai09B10964 Araip.B09 10964 p2 (TA)9 18 37378387 37378404 AGCAGTCCTGTTGGGAGAGA TAAACGTGTAGGCACGGACA 206

Ai09B10966 Araip.B09 10966 p3 (GAA)5 15 37388682 37388696 AATAAACTGGTTCGTTGCGG AATTTTGTGGATTTTACACTACCATT 127

Ai09B10969 Araip.B09 10969 p3 (ACA)5 15 37410028 37410042 AAAACACTGCCAAAAAGCGT TGCTTCTGGTAGCTTCTGCTT 260

Ai09B10973 Araip.B09 10973 p3 (CAA)5 15 37436591 37436605 AGAAAGAGGAAGCCAGAGGG TAAGCTTGCTCATTCAGGGG 192

Ai09B10974 Araip.B09 10974 p2 (TA)6 12 37441541 37441552 GGACCTTATTGGTGAGCATGA TCAAAATCAACCCTTCCACA 212

Ai09B10976 Araip.B09 10976 p2 (TA)8 16 37445326 37445341 CACACAAATCTTTTCTCTACTGCTC ATGGCCAATATTTATCAAAATAAGA 259

Ai09B10977 Araip.B09 10977 p3 (TAA)6 18 37447352 37447369 TTGTGATATTTGCTTTTGCTCA TGTTGGGGATAAAACGTCACT 236
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Ai09B10978 Araip.B09 10978 p2 (GA)17 34 37448802 37448835 CAGATAAAACTGCAACGGCA GCCACATTTCTCCTGCTGAG 169

Ai09B10979 Araip.B09 10979 c (T)10cgcatgcaagcttttgc(T)1239 37473887 37473925 TTTAGTCGCTTAGGCCAGGA TTGAAGCAAGAAAAAGCAGC 201

Ai09B10981 Araip.B09 10981 p6 (AAAATA)5 30 37501384 37501413 GGCTAAAATATGAACTAAAGTGCAAC ACCACCACCACAGAGACTCC 274

Ai09B10982 Araip.B09 10982 p2 (CA)6 12 37510616 37510627 ATAAAACAAGCCCAAATGGC TGGAGGAGGCAACATACATTC 279

Ai09B10984 Araip.B09 10984 p2 (GA)7 14 37530810 37530823 ATGGAAGGAGATGTGGTTCG GTTTAACGGCAGGATTGCAT 246

Ai09B10985 Araip.B09 10985 p2 (AG)6 12 37572615 37572626 GAGGGATTTTTGGGGAAGAG GCACCAGACTGGCGTTTAAT 250

Ai09B10986 Araip.B09 10986 p2 (AG)6 12 37582469 37582480 GAGGGATTTTTGGGGAAGAG GGGTGTTTAACGCCAGAAAA 274

Ai09B10987 Araip.B09 10987 p3 (ATT)5 15 37596241 37596255 TTATTGCTTTTTGGATTGGGA CAAGTTAGGGAACTACTCGCTCA 275

Ai09B10989 Araip.B09 10989 p2 (TC)6 12 37604922 37604933 TTTGAGCCTATTGCATGGTT GGGCTCAAAATTGGTTAGCA 219

Ai09B10990 Araip.B09 10990 p2 (AG)6 12 37614312 37614323 CCTGATCAAAAGAGAAAATCCTG AGGGCTCGCCAATTTTTACT 127

Ai09B10991 Araip.B09 10991 p3 (CAT)8 24 37620250 37620273 TCTCCAGCACCTTCTCCTGT TTGGTTCCTGAATTTCCTGC 228

Ai09B10992 Araip.B09 10992 p3 (GAA)7 21 37620751 37620771 TCTGGTGGAAGAGAAATTGGA GTAAGTGGCGGTGGTTTAGG 251

Ai09B10998 Araip.B09 10998 p2 (TA)6 12 37632142 37632153 CGATTGTCGGTTCAGTTTTG ATTCATCATCATCACCACCG 180

Ai09B10999 Araip.B09 10999 p2 (TA)6 12 37632255 37632266 TGTACGATTCGGTGGTGATG TCAAGCAACTAGCCGAAACC 141

Ai09B11004 Araip.B09 11004 p2 (TC)8 16 37677989 37678004 TCATTGTTTCAGAAGGTTCATTG AACACCTTCATCTGCCAAGG 250

Ai09B11007 Araip.B09 11007 p2 (CT)14 28 37684909 37684936 CCATTTTCCCTTTCCCAACT CGTCCATGGCTTTCAAGTTT 214

Ai09B11008 Araip.B09 11008 c (A)10tatgcagacgtgtttttc(T)1341 37685107 37685147 AAACTTGAAAGCCATGGACG TGTCTTGAACTTGCACTCCG 181

Ai09B11009 Araip.B09 11009 p4 (ATTT)6 24 37697712 37697735 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACATCCTAACCA 154

Ai09B11013 Araip.B09 11013 p2 (CT)6 12 37741885 37741896 AACACTCCTCCACTATCAGCAA CTTTGTCCTTGCTCCTGCTC 178

Ai09B11014 Araip.B09 11014 p2 (TC)6 12 37744405 37744416 TGCAGGGATGAGAAATCCTT AAGGGTTTTATGGGGAGGTG 104

Ai09B11016 Araip.B09 11016 p2 (CT)6 12 37748913 37748924 TTTCTTATCTTTTTCAAAACCACC TTGGTGAGTGATGTGAGGGA 268

Ai09B11017 Araip.B09 11017 p3 (TTC)5 15 37751439 37751453 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai09B11019 Araip.B09 11019 c (A)10gagaaaaaca(AT)2264 37757387 37757450 GTTTGGGAGAGTTGGGAACA ACTTTGGGGCATTTTATCCC 279

Ai09B11021 Araip.B09 11021 c (A)12gagaaag(A)1029 37781765 37781793 TGAAGCAAGAAAAAGCAGCA TATTCCTTTTTGGCCCTCCT 173

Ai09B11023 Araip.B09 11023 p2 (TG)6 12 37800327 37800338 CCATTTCTCCCTTCCCTCTC GTTTCCCCTCCCTAAACCAG 145

Ai09B11024 Araip.B09 11024 p3 (TTG)5 15 37802456 37802470 CTCAGACAAGGACATTGGCA TCCCATTCTTCCTCATCCAG 225

Ai09B11025 Araip.B09 11025 p2 (AT)12 24 37804999 37805022 TGTTTTTCAGATGCAGGTCG AGCCTGTGAAGCTAAGGCTG 265

Ai09B11026 Araip.B09 11026 p2 (TA)6 12 37807893 37807904 GTGCCCCTTTTCTACACGAA GCCTTGATCACCAATAAGCC 270

Ai09B11028 Araip.B09 11028 p2 (TC)6 12 37813001 37813012 CTCTCTCCTTTGCTCTCCCC AGAGGGAGAAAGAGGGCAAT 105

Ai09B11029 Araip.B09 11029 c (CT)6tctctctctcctctccttccctctctctcatttctcctatcttttccctta(TC)8ttcccttttcctctttctatatctctctctttttttttcttttctctctt(TC)6141 37813120 37813260 CCCTCTCTCCCCTCCTCTA AGAGAGAGAAAGAAGGAAAGGAA 205

Ai09B11032 Araip.B09 11032 p2 (CT)6 12 37823220 37823231 TCCAAATCCAACAAGAGTTCA CAAGCCAAATATTGAAGGGG 272

Ai09B11033 Araip.B09 11033 p2 (GC)6 12 37823394 37823405 TCATCTTTAGTGGGCCAAGC CGGATGGAAGAAATGAGGAA 271

Ai09B11035 Araip.B09 11035 p2 (GA)8 16 37831243 37831258 GGAAGAGAGGGGGAGAAAGA CCTTTCATTGCTTCGTTCCT 211

Ai09B11036 Araip.B09 11036 p2 (CT)9 18 37832150 37832167 GTCTGGGGTGAAAACCAAAA TGGAGGAAGAGAGAGCCAGA 239
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Ai09B11040 Araip.B09 11040 p2 (AG)6 12 37843014 37843025 AGCAGAGGGTTGGTCTAGCA TGTGGCTGTAGGACTTGTCG 147

Ai09B11047 Araip.B09 11047 p2 (AG)8 16 37875416 37875431 TGACAGAATTCGCAATCAGC CCTGGAATCTGAGAAGAAGTTGA 226

Ai09B11049 Araip.B09 11049 p2 (TA)6 12 37878400 37878411 AGTCAGGGGGATTCGAGACT CAGCCTCTTGTCAACATCCA 178

Ai09B11053 Araip.B09 11053 p2 (AG)6 12 37920922 37920933 TTTTGACCCAGTTCTCGACC CATTGAACCTGTGATTGAAGAAA 218

Ai09B11057 Araip.B09 11057 p2 (AG)7 14 37931059 37931072 AGTTCTCGGCCCATAAAACA GGAACATTGAACCTGTGATTGA 215

Ai09B11062 Araip.B09 11062 p2 (CT)6 12 37949331 37949342 TCTTGCATGCATCACATGTTT GTGATTTTTGAAAATGGTTTTTG 248

Ai09B11063 Araip.B09 11063 p3 (TAT)5 15 37949670 37949684 TCTCCCTCACATCATCACCA TTACCCTTGCTCCTGCTCAT 173

Ai09B11065 Araip.B09 11065 p2 (AG)6 12 37957825 37957836 GGAGTGGAGAGAGGGGTAGG CAGGATCCCCAACTACCTCA 262

Ai09B11070 Araip.B09 11070 p2 (CT)6 12 37975065 37975076 TTTCTTATCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGAGA 267

Ai09B11071 Araip.B09 11071 p2 (CT)6 12 37975301 37975312 TCCCCCTATTTCAAAATTTCTTT CCCAAGCATAGAGGTTCCCT 279

Ai09B11072 Araip.B09 11072 p3 (TCT)6 18 37978131 37978148 CAAAATCTCTTTCCCACCCA TGATGGGCTTGTGAGATGAA 260

Ai09B11079 Araip.B09 11079 p3 (CCA)7 21 38019957 38019977 CGAAACCGTCCCTCATCTAA TTGGTTGGTGTGATGCAGAT 261

Ai09B11080 Araip.B09 11080 p3 (ATC)5 15 38020219 38020233 ACCCAGAGCTCAGATCCAGA CGTTTCTGCTCCTCCTCCTC 236

Ai09B11084 Araip.B09 11084 p2 (TC)17 34 38038342 38038375 ACTCGAGTGCAACTTCAGGG CCTGAGAGTCGTACCACCGTA 217

Ai09B11085 Araip.B09 11085 p2 (AT)7 14 38038657 38038670 AACGATATACGGACAAGGCG GTACCCTAGCCGGCCTAAAC 128

Ai09B11087 Araip.B09 11087 p2 (TC)6 12 38056075 38056086 CCGTACACGAACGTGTCATT TAAAATGATTCGCCTGCCTT 235

Ai09B11089 Araip.B09 11089 p3 (TCT)5 15 38065469 38065483 GTTACGCGACTTGGTGTCCT CCTTCAAAAGCGAATCTTGC 246

Ai09B11091 Araip.B09 11091 p3 (CTC)5 15 38068382 38068396 TTTCGTTATCGTCGTCGTCA CGAGACGCATGTGTTTTTGA 279

Ai09B11092 Araip.B09 11092 p2 (CA)7 14 38072585 38072598 CCGCACACACATCCATCTAC ACGCATCTTTATGCATGCTG 217

Ai09B11095 Araip.B09 11095 p6 (CTCTTC)5 30 38081791 38081820 GAATTTTCGGTGGATTTATACTGA AGAAAATGGTGATGATGATGGA 132

Ai09B11097 Araip.B09 11097 p2 (AG)8 16 38087877 38087892 GGGATGTGTGGAAAACAAACA CAAAGCCAAAAGGGAAGAAA 280

Ai09B11100 Araip.B09 11100 p2 (AG)7 14 38132501 38132514 CAAAGGAACGTAAAACCTGGA GGCCCAGATCCAAGTACAGA 201

Ai09B11101 Araip.B09 11101 p2 (TA)6 12 38137006 38137017 GTTCGTTGGATTCTTACGCC CCATGGTATGGTCGCTTCTT 271

Ai09B11102 Araip.B09 11102 p2 (AG)8 16 38139575 38139590 TAACCAGAACCAAAAGGGGA GGCCCAGATCCAAGTACAGA 276

Ai09B11103 Araip.B09 11103 p3 (AAT)5 15 38152490 38152504 TTTTACAATCTTCGATTGCCG GGAAAAGCACTAACAAGCCAA 261

Ai09B11104 Araip.B09 11104 p2 (GA)6 12 38157506 38157517 ACAAGGCAGAAGAGGAAGCA GTTTTTGGCGGCTAGAACAG 220

Ai09B11105 Araip.B09 11105 p2 (CA)8 16 38160800 38160815 CCTCGCAAGAGTCCTTTGAC GACCACTGAGAGTGCTTCCC 269

Ai09B11106 Araip.B09 11106 p2 (TA)7 14 38163531 38163544 GGTTACGAATCGTGATGGCT GGGGCCTTTAACTTGAAACC 196

Ai09B11108 Araip.B09 11108 p3 (TTC)5 15 38171207 38171221 GAACCTAACACCCTCTCCCC GCTTTTGTCTTCCCTTTCCC 276

Ai09B11109 Araip.B09 11109 c (A)11g(A)10 22 38172848 38172869 TGAAGCAAGAAAAAGCAGCA AATCCACTTTGAGTGCAGGG 278

Ai09B11112 Araip.B09 11112 p2 (CT)14 28 38187464 38187491 GCAACAACAACCCCAATCTC ACCTCAATTTGGGGAAAACC 216

Ai09B11114 Araip.B09 11114 c (T)10aattaatta(ATT)534 38191315 38191348 TCCTGGAGTTCTTTGGGATG CTTGCAATGAAAGCGTACCA 241

Ai09B11118 Araip.B09 11118 p3 (GAA)5 15 38199197 38199211 GCACCCACAGCTACAAGTGA TTCGAAATAAACCAGTGCCC 277

Ai09B11119 Araip.B09 11119 p2 (AG)7 14 38214803 38214816 ATTCGCCAGAAAAAGAAGCA ACTCTTCTCTGCCCAGCTCC 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11120 Araip.B09 11120 c* (TCT)5(T)14* 28 38215106 38215133 GATTGCATAAAGACGTGCGA AACTCCATCAAATCCATCCG 275

Ai09B11122 Araip.B09 11122 p2 (CT)6 12 38220155 38220166 TTTCGAAAACCACTAACCCC GGGAGAAGAAGAAGAATTTGAACA 219

Ai09B11123 Araip.B09 11123 p2 (TC)6 12 38226494 38226505 AGAAAGGGGAGAAAAGCTGG GGTATTTGGGGAAGGGTGTT 215

Ai09B11127 Araip.B09 11127 c (CT)7aattttcgcaaatatcttcccccttttttcaaaatttctttttaattaactaattatttta(T)1085 38261784 38261868 TTGATTTTCCAATTTGTTTCAA GAGATGAGAGAGAAGGATTTTCG 257

Ai09B11128 Araip.B09 11128 p3 (TTC)5 15 38265125 38265139 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai09B11131 Araip.B09 11131 p2 (GT)6 12 38277468 38277479 GGAGCCTTATTGACCCCATT CATGAATGTGCACCCATTTT 214

Ai09B11132 Araip.B09 11132 p2 (AG)6 12 38280173 38280184 GAAAAAGAGGGGAGATATTTTCG TCTTGTGATTTCTTATGAATCAAGTC 277

Ai09B11133 Araip.B09 11133 p2 (TA)6 12 38297999 38298010 CTGCGCCACTCTGATAGCTT CGGATATGGACGACGAAGTT 271

Ai09B11134 Araip.B09 11134 c* (TGC)6(CT)10* 37 38300792 38300828 CTTAGCGGCCTTCTTTCTCA GTGAACCGCCAGGAAGTTAG 223

Ai09B11135 Araip.B09 11135 p2 (AT)6 12 38301711 38301722 GGTCGTACATTCCATCCACC ACCTTTTTGCATCGAGCCTA 230

Ai09B11136 Araip.B09 11136 p2 (CT)15 30 38307679 38307708 CCTCTCTCTCTCGGTTCTGC AAGAGGAAGGAAGGGAGGTG 143

Ai09B11138 Araip.B09 11138 p2 (AG)6 12 38315191 38315202 TTGGGCTATTTTTGACCCAG GGAACATTGAACCTGGAATGA 222

Ai09B11139 Araip.B09 11139 p2 (CT)6 12 38322762 38322773 TAAAGGGGCGTTTTACATGC GGATTGGATAGGTGAGGGGT 170

Ai09B11140 Araip.B09 11140 p3 (CTT)5 15 38322966 38322980 AAAACCCCACCTACCTCACC GCTTTTGCCTTCCTTTTCCT 254

Ai09B11141 Araip.B09 11141 c (CA)21(GA)13 68 38326634 38326701 GAGTCAGGGAGAGGGGGTAG CCAATCTAGGGTGGCCTGTA 219

Ai09B11144 Araip.B09 11144 c* (AT)7(T)10* 23 38376576 38376598 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 220

Ai09B11146 Araip.B09 11146 p3 (ACC)5 15 38382709 38382723 TTCTCTTCTTCCCTCCACCA GCGTATGAACGAAGCTAGGG 242

Ai09B11151 Araip.B09 11151 c (T)10a(T)10 21 38402628 38402648 ACTTTGGGGCATTTTATCCC TGGGATTGGCAATATTTGGT 202

Ai09B11154 Araip.B09 11154 p2 (AG)7 14 38435507 38435520 AATGGGGGAATCAACAACAA GGAACATTGAACCTGTGACTGA 166

Ai09B11155 Araip.B09 11155 p2 (AG)7 14 38440926 38440939 AAACCTGGGATCGAGAGTCA CACGTCGCAGTGACAGAAAT 262

Ai09B11159 Araip.B09 11159 p2 (TA)14 28 38449356 38449383 TCTCTGGCGAATCTTTTTGG CGTATGCTAAAAGGGTAAACTAAGC 278

Ai09B11160 Araip.B09 11160 p2 (TA)6 12 38449551 38449562 CCCTTTTAGCATACGATAACTGTGT CACGGGTTGTGTGTTCTTTG 263

Ai09B11161 Araip.B09 11161 p2 (AG)6 12 38451541 38451552 CAGAAAACGCCCTCAGTGAT GGAACATTGAACCTGTGATTGA 241

Ai09B11162 Araip.B09 11162 p2 (AG)6 12 38452822 38452833 GGGCCCAAGTTCAACTCATA TCTAGGGCTGGATAATGGGA 269

Ai09B11170 Araip.B09 11170 p3 (ATT)12 36 38500635 38500670 TAATCCCTGTGCCCTGTTTC AGCAAATCCCCATTGAACAC 171

Ai09B11174 Araip.B09 11174 p3 (AAT)7 21 38525891 38525911 GTTCTTGTCCTTGCTCCTGC CTCATCTCACACCTCTGCCA 187

Ai09B11176 Araip.B09 11176 p3 (TAT)32 96 38536384 38536479 TCTGTACCATGCTGAAACTTTG GCCATCCCGAAACAGATTT 273

Ai09B11179 Araip.B09 11179 p3 (TTA)5 15 38549014 38549028 CGTTGACCAATTCCAAACCT AAGTGGTGGTTTCTATGGCG 103

Ai09B11181 Araip.B09 11181 p3 (TTG)5 15 38557112 38557126 TAGGAGGTGGAGGAGGAGGT TCTTGGTTGTTGCCTCATCA 238

Ai09B11182 Araip.B09 11182 p2 (TC)17 34 38557331 38557364 TGATGAGGCAACAACCAAGA TTCTTGTGCCAACCCTCTCT 240

Ai09B11183 Araip.B09 11183 c (TA)6cacac(ACAT)537 38564358 38564394 TGACTTGGAGAAACAGGGCT GGAGCCTTGAAGAAAAGGTTG 274

Ai09B11185 Araip.B09 11185 p2 (CT)6 12 38576521 38576532 TGTTTGTTTCTTATCTTTTTCAAAACT GGAGAGCAGAGATGTGAGATGA 279

Ai09B11189 Araip.B09 11189 p3 (TTC)5 15 38600136 38600150 AGCACCCCCTATTTCCCTAA AGATGGCCATGGAGAAAGG 128

Ai09B11190 Araip.B09 11190 p3 (AAT)24 72 38601472 38601543 CGTAGTTGTATTTTGCTTGGTTTG CAATCGGAATGTTTATGCCC 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11193 Araip.B09 11193 p3 (AAC)5 15 38643590 38643604 CAAACACACTCCACCGATTG TAATGTAGATCGGGCGAAGG 245

Ai09B11196 Araip.B09 11196 p2 (TA)6 12 38653086 38653097 GGTACACGACGAACTCCGTT GCTAAAGAAATCGATCAACCAAA 232

Ai09B11197 Araip.B09 11197 c (T)11gcataagg(A)1029 38653599 38653627 ACCAAATTGACTGAAATTCGAT TTTGTTAACTAACATTTCTCTTTTTGC 101

Ai09B11200 Araip.B09 11200 p3 (AAT)5 15 38656239 38656253 ACACGAGACCACATTTTCCA TTTGTGTTGATGACTCCAAGAA 263

Ai09B11205 Araip.B09 11205 p4 (TTTA)6 24 38678701 38678724 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 169

Ai09B11207 Araip.B09 11207 p4 (TAAA)7 28 38688772 38688799 CCACTTTCTCTCTCCTCATTTTT TATGACCCCAGAGTCCACCT 197

Ai09B11208 Araip.B09 11208 p2 (AT)31 62 38701371 38701432 CATGAAACCAAGCTGCTGAG TTTTTGGTGAATTTAGCTTTGC 274

Ai09B11211 Araip.B09 11211 p3 (GAA)5 15 38707823 38707837 ACAGCAGAGCTCCACACCTT GAATACACCCCTCCCTCCTC 214

Ai09B11212 Araip.B09 11212 p2 (AG)7 14 38710485 38710498 TGTGGGATGAAAAGGATGAAG TTGATTTTCAAATTTGTTTCAACT 275

Ai09B11213 Araip.B09 11213 p3 (AAG)6 18 38714679 38714696 GCTTTTGTCTTCCCTTTCCC CTTAACCCCTCTCCCTCCAC 272

Ai09B11214 Araip.B09 11214 p2 (GA)6 12 38717129 38717140 CCAAACACAAGGGTGAGGAT ATTCCCTCTCCCCTTTTTCA 261

Ai09B11217 Araip.B09 11217 p3 (ATT)5 15 38729721 38729735 TGTGCTCACAAAGGTCTTGC TTTTATTCTTTTAGTGGCTTTGGC 270

Ai09B11218 Araip.B09 11218 p2 (TA)7 14 38731576 38731589 GAAGGGTAGGATTTGTTTTTGAGA CATGATCGTAAAAGTCCGGG 214

Ai09B11219 Araip.B09 11219 p2 (GT)9 18 38734969 38734986 GCACATCTTTTGTCCTAAGCG ACAAATTCCCCCACACTTGA 110

Ai09B11221 Araip.B09 11221 p2 (TA)9 18 38743160 38743177 AGGTGAGCAAGTATGCCAGTC TATGGGGGTTGGTGTTGAAT 280

Ai09B11226 Araip.B09 11226 p2 (AT)6 12 38747326 38747337 TCTTTGTAACTCTTTGCACACCA TGGGATCACACACTAACGAGT 248

Ai09B11230 Araip.B09 11230 p2 (AT)6 12 38763131 38763142 CACAGACTAACGCTCTAGCCAA TGGTGTCAATTACATGCCTTTC 273

Ai09B11231 Araip.B09 11231 p2 (TA)8 16 38765355 38765370 ATCCGCTCATCAGGTTCAAT TGGTGGAATGAAATGCAATG 278

Ai09B11233 Araip.B09 11233 c (AT)9(AC)6 30 38778540 38778569 TTACCTTGGGCATTTTGTCC GAACGTTGGTTTGGGAATTG 263

Ai09B11236 Araip.B09 11236 c (T)10aattggtccctgcaccaaatttttttttcaattgagtccgtacactttttttccttttatttgagtccatgcaccaa(T)1097 38820755 38820851 TTGGTCCCTATAAATTCGCAA TTTTCAATTAGGTCCCTCTTGG 195

Ai09B11240 Araip.B09 11240 p2 (CA)6 12 38836084 38836095 AAACGGGGGACAAAATTACC AATAGAGAGCACGACGCGAT 262

Ai09B11244 Araip.B09 11244 c (T)10attttcataattttgttgtttttttaactcttttc(T)12gtgttttttttcattttttgttgttgaatttttttag(T)10104 38843643 38843746 TCAAATTCCAATTGATGCCC CACGTTTTAGGATTTTTGTTTCA 279

Ai09B11249 Araip.B09 11249 p2 (AT)7 14 38876582 38876595 ACCGCAATACCGATCAAAAA GATATGGGCGCAGAAGTCAC 264

Ai09B11251 Araip.B09 11251 p2 (AT)7 14 38897187 38897200 TTCTCCCTCAAAAATCCGAA CGGAATCCTAGCGACGATAA 194

Ai09B11252 Araip.B09 11252 p2 (AT)9 18 38899834 38899851 GCAAACACGGATAATGCAGA TGAGCACTATATCTCGGGGG 263

Ai09B11253 Araip.B09 11253 p2 (CT)13 26 38908909 38908934 GAGGATTCGGAACCAGAACA TGCACCAGAGGAAAGTGAGA 254

Ai09B11254 Araip.B09 11254 p2 (AT)8 16 38910439 38910454 TTGCATTTTTCTTGGCTTGT CAACCACACAATTAGGCTCAAA 254

Ai09B11255 Araip.B09 11255 c* (A)11(ATTT)6* 34 38920065 38920098 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 176

Ai09B11257 Araip.B09 11257 p2 (AG)6 12 38939341 38939352 CCCAGATCCAAGTCCAGAAA GGGCAAAAGGAGAGAAATCC 174

Ai09B11258 Araip.B09 11258 p2 (AG)8 16 38942213 38942228 GCATCCATTCCTGAAAAGGT CATGAAGGGTTCATAAGCCAA 261

Ai09B11259 Araip.B09 11259 p2 (TC)6 12 38959755 38959766 GCCATGCAAACAGAAAGTCA GCTTGTCCTCAAGCAAACAA 279

Ai09B11261 Araip.B09 11261 p3 (GAT)5 15 38977411 38977425 TTGGTTGAGTTGGTGATGAGA CATTCCAAACCCCCTTCTCT 173

Ai09B11263 Araip.B09 11263 p2 (TA)8 16 38998137 38998152 TGGTTTATCAACCTCCCCAC AGTTCCCTGCTTTCATGAGC 272

Ai09B11264 Araip.B09 11264 p2 (CT)6 12 39017440 39017451 CATGTGAATCAAGTCATTAATTGTG TTTTGAAAAAGGGGGAAGAT 280
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Ai09B11265 Araip.B09 11265 p3 (TTC)5 15 39018637 39018651 TCTTCTTGGCCGAATACACC CCCATGACTCGGAGGTAGAA 217

Ai09B11266 Araip.B09 11266 p4 (AAAT)5 20 39025499 39025518 CAAAATATTGGGAATTCGGG TCCCATACTCATGCACCAAA 228

Ai09B11269 Araip.B09 11269 p2 (CT)6 12 39041691 39041702 GTTGCTCACCTCCTGGCTAC GCTCACAGTGATGGCGACTA 214

Ai09B11271 Araip.B09 11271 p3 (TTG)5 15 39053524 39053538 ACATGACAGAGCACAATGGC CCATTTAATCAATTCAATACAAATAGA 259

Ai09B11272 Araip.B09 11272 c (T)10gttgcttaggattttttgtgttaaaatttaattacaaatttaatt(ACA)570 39055693 39055762 GCCATTGTGGTTTTCTGTCA TGGCGTCATTTGATTCATGT 166

Ai09B11279 Araip.B09 11279 p2 (CT)6 12 39068634 39068645 GGGCTAGGAATCCTTCTTGG TCAAACCCTGGTTGTTCTCC 234

Ai09B11280 Araip.B09 11280 c (T)10aattttgtctgtcttgagtctcatggaaaaaggcaaacaatgaggtttgtaagaaaaagccatagagcgaaaaaaggcagagagtgcaaaatt(A)11114 39068838 39068951 GAGGCAAGGAGTGAGAGTGC CCCACAGAATCATGAAACACA 263

Ai09B11281 Araip.B09 11281 p4 (AAAT)9 36 39078918 39078953 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 168

Ai09B11284 Araip.B09 11284 p2 (TA)6 12 39102534 39102545 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai09B11291 Araip.B09 11291 c (T)10atttcttattttttttcttttttttc(T)1046 39139334 39139379 TGTCTCCGAAGACGATGTTG GAAGATGGCGGAGACAAGAG 119

Ai09B11294 Araip.B09 11294 p3 (AAT)5 15 39145198 39145212 GCAATGCAAGGATCTAATTGAA GGAGGAGGAAATGGAGAAGG 207

Ai09B11295 Araip.B09 11295 p3 (AAT)5 15 39146563 39146577 AAGAACGCGAAGACGAAGAA TGCTAGCTCAGGTGATTACGG 267

Ai09B11296 Araip.B09 11296 p2 (TA)6 12 39152062 39152073 AACTCAAACACCCGAAGGAA TGTTTCGTTCTGTATTTCTCTGC 262

Ai09B11298 Araip.B09 11298 p2 (TA)7 14 39174696 39174709 GCTCACATAAAAGCCCAGGA AGATGAGGGGAGACTGAGCA 159

Ai09B11299 Araip.B09 11299 p3 (ATC)5 15 39185663 39185677 AGAGAAACCGCATCGTCATC CATCTCCAGACCACGGAGTT 257

Ai09B11301 Araip.B09 11301 c (T)14gctttttggttgccccttttcagtggcttt(TTC)559 39200454 39200512 AAGTTCAAACCATTGGTGCC TCTTTGGCCATGAAAAAGAAA 116

Ai09B11304 Araip.B09 11304 p2 (CT)8 16 39231048 39231063 GCCAGAAGCATAACATGGGT AAAACCTTGGTAATGGAGGTG 259

Ai09B11305 Araip.B09 11305 p4 (AAAT)6 24 39233311 39233334 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 195

Ai09B11308 Araip.B09 11308 p2 (TA)17 34 39249162 39249195 AGGCAGATTGGTGGGACTTA CTGAGTCCTTGGTTGTGCAT 176

Ai09B11309 Araip.B09 11309 p2 (TA)11 22 39255853 39255874 GAACTTTGAACTTTGGGGCA TGGGAAGTTGGGAACATAGG 262

Ai09B11310 Araip.B09 11310 p5 (GAAAA)5 25 39263536 39263560 TGAAGCAAGAAAAAGCAGTGAA TTTATTCCTTTGGCCCTCCT 231

Ai09B11313 Araip.B09 11313 p2 (TC)6 12 39337373 39337384 AAACGCCAGAAAGGGAAGAT GAGGGATTTTTGGGGAAGAG 237

Ai09B11316 Araip.B09 11316 p3 (TAT)5 15 39363205 39363219 TCACATCTCAACCCTCCTCA CAGGTTCTGGATCTGCTTCC 205

Ai09B11318 Araip.B09 11318 p4 (AAAT)10 40 39380403 39380442 CAGACCCCTATCCCCTATCC GCAGAGAATTCCCAGTGAGG 268

Ai09B11319 Araip.B09 11319 p3 (ACA)7 21 39383948 39383968 CATCAAACTCGTGGTCCCTT CATGAGGTGGTCAAACGAGA 244

Ai09B11320 Araip.B09 11320 p2 (AT)6 12 39410916 39410927 CAATTGGGATATCAATGCCC TTAAGTGTGGGGAGGTCGTC 197

Ai09B11321 Araip.B09 11321 p2 (TA)7 14 39417642 39417655 TAAGCACGCAATTAGGCTCA GGCATTTTTGGGTGACAAGT 256

Ai09B11322 Araip.B09 11322 p2 (TC)8 16 39426097 39426112 GGCCTAAATTCAAACCGTGA CAGATAGGAGAGGGCTGACG 133

Ai09B11323 Araip.B09 11323 p2 (AG)12 24 39429964 39429987 CTAGGCTGCTTTTGACCCAG CCCTAAAAACCTAGAGAGTGGAGA 172

Ai09B11325 Araip.B09 11325 p2 (TA)6 12 39447689 39447700 GGGTTTGGAAACGTTTGGTT TTACCTTGGGGCATTTTGTC 262

Ai09B11326 Araip.B09 11326 p2 (TA)8 16 39452915 39452930 AAATGCAACCATGCAATCAA TCAAAACATCCACACACCTTG 234

Ai09B11328 Araip.B09 11328 p3 (ATA)5 15 39462270 39462284 CCCAGATTGACCCTAATTCAA TCGTTAACCCGATTACAGGC 219

Ai09B11333 Araip.B09 11333 p3 (AGC)5 15 39495162 39495176 AAATCACCCAACAGCCAAAC TGTCCTTGCTTCTCCCTGTT 274

Ai09B11337 Araip.B09 11337 p2 (GC)6 12 39512610 39512621 TATGAAATGGCCCAGAGAGG GCCTACACTAAGCCACCAGC 148
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Ai09B11338 Araip.B09 11338 p2 (GC)6 12 39524078 39524089 CACCCGAGAGTTGAGCCTAC AAGTGGTGGTGGTGGATTGT 267

Ai09B11344 Araip.B09 11344 p2 (AT)11 22 39615833 39615854 GGAATCTCATGCAATGCAATC CCAGTGAGGGTTCAATAGCTC 276

Ai09B11348 Araip.B09 11348 p3 (TCT)5 15 39638919 39638933 CACCCCACCTACCTTCAAAA TGGAGGTGGAAGCTTTTGTC 257

Ai09B11351 Araip.B09 11351 p2 (CT)12 24 39669368 39669391 TCAAAAATCACTAACAACTTTTTCAA AACACAGAGAGAGGGAGAGGG 264

Ai09B11354 Araip.B09 11354 c (TC)11tt(TC)19 62 39694322 39694383 GAATTGCCTGCTGGAATGTT TGCCAGTCTCCTCTTCAACC 174

Ai09B11356 Araip.B09 11356 p2 (TC)6 12 39702446 39702457 TAAAGTGTGGGAATGCACCC CAAAGAACAATCTGTGACATGGA 255

Ai09B11359 Araip.B09 11359 p2 (TC)6 12 39708977 39708988 GTGAGAATGCACCCATTCAA CAAAGAACAATCTGTGACATGGA 249

Ai09B11361 Araip.B09 11361 c (TC)11g(CT)8a(TC)11ttccttctctt(TTC)588 39711602 39711689 CCTAACCAAACCCAACCCTT GAGGCTCACGATGGAAGAAC 237

Ai09B11362 Araip.B09 11362 c* (A)19(AC)7* 32 39713823 39713854 ATTCAAGTGTGGGGGAAAGG TCCACATCACATATGCATTCC 227

Ai09B11363 Araip.B09 11363 p2 (AT)8 16 39725321 39725336 CCAGACTCAATCTGTGAAGCC CTGAGCAAGCGGAGTTTCAT 206

Ai09B11364 Araip.B09 11364 p4 (TGTA)5 20 39731032 39731051 GTTGTTATTTTCCCTCGCCA ACCGGATCGACTTTTCTTGA 209

Ai09B11366 Araip.B09 11366 p2 (AG)7 14 39748980 39748993 TGAAAAAGAGGGAGGATATTTTCA CTTGGTGTTTTCCCTCCAAA 270

Ai09B11369 Araip.B09 11369 p4 (AAAT)5 20 39756209 39756228 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 279

Ai09B11372 Araip.B09 11372 p3 (TTA)5 15 39767450 39767464 AGGATGGGATGTAGCCATTG TCAGGCGGATATCAAATGGT 237

Ai09B11375 Araip.B09 11375 p2 (GA)8 16 39809397 39809412 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 250

Ai09B11377 Araip.B09 11377 p3 (TCT)5 15 39817437 39817451 TTCTTGTGGTGGGGTATGGT ACGACTCTGAACCGGAGAGA 170

Ai09B11378 Araip.B09 11378 p2 (TA)6 12 39824963 39824974 CGGGCCGAGACTAGTTGATA TTCGTCGATTGCTCATACTCA 139

Ai09B11379 Araip.B09 11379 p2 (TA)8 16 39826054 39826069 AACCTTTTTGCATTGAGCCT TTATCCATGTGGGGAGGAAA 213

Ai09B11380 Araip.B09 11380 p2 (TA)7 14 39826938 39826951 CGCTTGTTGGGTAGTTTGGT TTTCGTCATCGAAAATTGGT 276

Ai09B11381 Araip.B09 11381 p3 (ATC)5 15 39832118 39832132 CACCAAAATCATCAACAAGCA TTGAATGATTGGGTGTACGA 280

Ai09B11382 Araip.B09 11382 p2 (TC)7 14 39834345 39834358 AGTGACAATGGGGTTTCACC TTAGAATGAAAAATCGGGCG 210

Ai09B11383 Araip.B09 11383 p2 (TA)18 36 39834935 39834970 CGAGCAATGATCACCACTGT GGGATGAGAACCTAGCCACA 130

Ai09B11388 Araip.B09 11388 p3 (AGA)7 21 39851854 39851874 TTAGAATGTTGCTCGCCCTC CCACATTCCTCCACTCACCT 110

Ai09B11391 Araip.B09 11391 p2 (AT)9 18 39858776 39858793 CCCCTGATGTTTTCGAATGT CCATTTGTAACGACCCTTCC 270

Ai09B11392 Araip.B09 11392 p3 (TGA)5 15 39862883 39862897 GCATGAAGAATCGGAAGGAG TCAAACTCAATGGGAAAGGG 151

Ai09B11394 Araip.B09 11394 p3 (GAA)7 21 39866257 39866277 ATCCACCCTTCTTCCAAAGG GCATCATAGCTTGTGGAGCA 266

Ai09B11396 Araip.B09 11396 p3 (GAA)6 18 39899205 39899222 GATTGAAAACTCCGGTGGAA TTGCTCCACTCCTTCCAAGT 236

Ai09B11397 Araip.B09 11397 c (T)10aattgtagagaaacaaacataacttatcaatgtacatggattttctattatttttctattttgg(T)1185 39914649 39914733 TGGGGTAATTTTGTCCCCTT CGAATATTGGGAATTTGGGA 185

Ai09B11400 Araip.B09 11400 c (T)10aataactaaataaaaaccaataacctcttaatttacgaaaaagcaaaaat(A)1070 39918794 39918863 TGAAGGTCAAGATGAATGCG AACGAGGATTTATCCGCAAA 278

Ai09B11401 Araip.B09 11401 p2 (AG)6 12 39929589 39929600 GAATGGAAAACCGAGCGTTA ACACCACCCCTTTCTCCTCT 135

Ai09B11402 Araip.B09 11402 p2 (AT)12 24 39930178 39930201 TGGCCCATAGGATAGGATTG TCCTCACAATCCCCAAAATC 262

Ai09B11404 Araip.B09 11404 p2 (GT)16 32 39944909 39944940 AAGAACCGACAGTCAAACCG ACACCACCCCTTTCTCCTCT 257

Ai09B11405 Araip.B09 11405 c (AAT)6aaa(AAT)1154 39950986 39951039 AGTGGTGACCGACATTGTGA TTTCATGCAATGGCTTTGTG 249

Ai09B11406 Araip.B09 11406 p3 (TTG)5 15 39952147 39952161 AAAATGGCGTCGTTTGATTC AACCACCCTCAAGGTTCCTC 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11409 Araip.B09 11409 p3 (CTT)11 33 39963280 39963312 AAACGTGAAATATACGCGCC AACGCAAAGAAGAAGGCAAA 134

Ai09B11410 Araip.B09 11410 p3 (GAA)5 15 39965149 39965163 TCGAAAGTGCAGATCGAAGA CCCCTGTTTGTTTTACACGC 260

Ai09B11412 Araip.B09 11412 p4 (TTTA)5 20 39975156 39975175 TGCAATAAAAGAAAACGGAAGA GAATGTTCACGTACGCATGG 199

Ai09B11415 Araip.B09 11415 p3 (ATT)5 15 39999260 39999274 CGGACAAATTTAAGCCGGTA TTTCGGTGCAACAAAATCTG 242

Ai09B11417 Araip.B09 11417 p2 (TC)17 34 40006077 40006110 ACGCTCACTAACCACCCAAC CTTTTTGTCCTCTTGCTCGG 263

Ai09B11419 Araip.B09 11419 p2 (CA)7 14 40008999 40009012 GCTCTGTCCTTGATGCCACT GACGCATTTGGTTTTATGGG 268

Ai09B11420 Araip.B09 11420 p2 (CT)9 18 40009800 40009817 GGTAGTTCCGGTAGCCACAA GAGAGAGTTCGCGAGGAGAA 203

Ai09B11422 Araip.B09 11422 p2 (TC)10 20 40027157 40027176 AAGTGCTCTTTCCAACGACG GAGAGTGCTGTGAGGGAAGG 270

Ai09B11424 Araip.B09 11424 p2 (TC)6 12 40034278 40034289 GTAGAGGCGTGGTCAGAAGC AGATTTATCACCGCAGCCAC 170

Ai09B11425 Araip.B09 11425 c (A)10ttagcaaaattagtcgtaaaattcaa(T)1046 40048042 40048087 TTACTGTCGAATTTTGCCCC CAGTGATGATGACGATGACG 267

Ai09B11426 Araip.B09 11426 p2 (CT)6 12 40050893 40050904 TTTCTTATCTTTTTCAAAACCACC TCGAATTTGGTGAGTGATGTG 277

Ai09B11427 Araip.B09 11427 c (TTTA)5ttaa(T)10 34 40057648 40057681 TGCAATAAAAGAAAACGGAAGA TGAGAAATTTCACCCCCAAG 238

Ai09B11432 Araip.B09 11432 p2 (TA)6 12 40112106 40112117 TGCCTCCTTTCTGTATCAGTATGT CGTCCAATGAATGCTCCAA 279

Ai09B11434 Araip.B09 11434 p2 (AT)6 12 40116384 40116395 TGCAGCAGTATGTAACCAAAAA TACGAGATTGTGGTCCCCTC 217

Ai09B11437 Araip.B09 11437 p2 (AT)6 12 40129075 40129086 TGCAGCAGTATGTAACCAAAAA TACGAGATTGTGGTCCCCTC 217

Ai09B11440 Araip.B09 11440 p2 (GA)6 12 40135688 40135699 TGTGTTCTGCGTCCATGATT AAGGGGGAATGTTAGTTGGA 266

Ai09B11444 Araip.B09 11444 p2 (GA)6 12 40156087 40156098 AATCTATGGAACGCTCACCG AAAATGAAAAATACCGAAGGCA 165

Ai09B11445 Araip.B09 11445 p3 (GAA)5 15 40159304 40159318 TGATGGGCTTGTGAAATGAA AGCCCTCCATTCTTCCTCAT 260

Ai09B11447 Araip.B09 11447 p2 (AT)9 18 40165578 40165595 CAAGTTCTAGGTTCGGCCTG AGCGCTTCACCACTTCTGAT 155

Ai09B11450 Araip.B09 11450 p2 (AT)6 12 40180760 40180771 GGCAACATGGCTTAGCAATAA TCAAGGTCCGCTTGATCTTT 162

Ai09B11453 Araip.B09 11453 c (TA)7(TG)17 48 40187782 40187829 GAAGCGAAGTGGTTACTGGG AACAAGCTCCAAACTCTGCC 254

Ai09B11455 Araip.B09 11455 p2 (CT)8 16 40194267 40194282 CAGACGGAAAAGAAAATCCG GTGGAAGGAGCTCGTGTGA 274

Ai09B11456 Araip.B09 11456 p3 (AGC)5 15 40199552 40199566 TAGTGCTGGGGGCTATTTTG AATGGGTATCCAAAGGGCTC 265

Ai09B11457 Araip.B09 11457 p2 (TA)10 20 40202324 40202343 TCCTCACCTTCCACCATCTC GCCAAATTTCAAACCTCTAAACC 268

Ai09B11458 Araip.B09 11458 p2 (AT)8 16 40203449 40203464 AGCAATGACACCCAAACTCC GGTGCTTGGGTAAGGTGAGA 175

Ai09B11459 Araip.B09 11459 p2 (CA)18 36 40210242 40210277 TCCAATGTTTGCAACCAAGA CCGGTGTTTAGGCTCGAAT 227

Ai09B11463 Araip.B09 11463 p2 (AT)6 12 40226171 40226182 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 184

Ai09B11464 Araip.B09 11464 p2 (CA)11 22 40229028 40229049 CATAGCCCCACATCCTACCA TGGCAATTGATATTGTGGTGA 184

Ai09B11470 Araip.B09 11470 p3 (GAG)7 21 40248261 40248281 CAGCAGCAGAGAGAACAACG TCTCTTCCCTCTCTGTCGGA 131

Ai09B11475 Araip.B09 11475 p3 (AGA)6 18 40254821 40254838 AGAACCCACCACCAAATTCA CTGTGATCCGCCATTGTTC 253

Ai09B11476 Araip.B09 11476 p3 (AGA)9 27 40255104 40255130 CCTCTCTTCTTCCCGAAACC CCGTCCGTGTTGTATGAAAA 279

Ai09B11479 Araip.B09 11479 p2 (TA)6 12 40258291 40258302 TAGTCATCACCGTCTCGCAC TTTTGAAGGGTTAGAATTGAGTAAA 195

Ai09B11481 Araip.B09 11481 p2 (TA)10 20 40265496 40265515 GAAAATCTTCGGATTATGAAGC TTTCCAACTCTTTTGCCACC 279

Ai09B11483 Araip.B09 11483 p2 (CT)7 14 40274674 40274687 TTTCTTATCTTTTTCAAAACCACC TTTTGTGAGTGAGGGAGAGATG 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11485 Araip.B09 11485 p3 (TTC)5 15 40276546 40276560 CCGAAACACACTTCATCCCT CGGTCTTAGGTGCCATCAAT 153

Ai09B11486 Araip.B09 11486 p3 (AAT)6 18 40281209 40281226 AAATTGATCCTTGAAGCAAAACA GTGCTCAGATCCTTTGGCAT 228

Ai09B11490 Araip.B09 11490 p2 (AT)7 14 40292825 40292838 ACCGCTCCCAAAAATACCTT GGCGCAGAAGTTACGAAGAG 220

Ai09B11493 Araip.B09 11493 p2 (TA)8 16 40349711 40349726 GCACTAGCTTCGTGTGAACG TACCTGAGCGAGTCAGGGTC 267

Ai09B11501 Araip.B09 11501 p3 (TTA)9 27 40423375 40423401 TTCGTTATTGCCGTTCAGTG TGCAACAACACCATCACTAGTCT 279

Ai09B11503 Araip.B09 11503 p3 (GAA)9 27 40426109 40426135 GGCTTTGAATCGAACCACAT TTGATGCACGCAGAAGAAAC 237

Ai09B11504 Araip.B09 11504 p3 (TGA)6 18 40426399 40426416 TGCTGGTGCTGTTGTTCTTC CCTCAGCTTATCCCTCTCCA 174

Ai09B11506 Araip.B09 11506 p3 (CTG)5 15 40439516 40439530 GCAAATTTGGTTTGGCTCAT TTCCTCATGGCGGTCTACTC 269

Ai09B11512 Araip.B09 11512 c (TC)10(TG)8 36 40469274 40469309 TCGCTGCTTATCCCATTACC CTCAGATGAAACTGCAACGG 188

Ai09B11514 Araip.B09 11514 p3 (TAC)5 15 40473490 40473504 GGCTCACAAAAGCCACCTTA CAGAATGATTCCCTCGCTTC 206

Ai09B11524 Araip.B09 11524 p3 (GAA)5 15 40518623 40518637 GAAAGAAGAGAAGGCACCAGA AAGCCTAAAGAGGTGGGGAA 247

Ai09B11526 Araip.B09 11526 p2 (TC)8 16 40519333 40519348 GGTAGGTGGAGATTGTGGGA AGGGAGAAAGAAGGAGTCGG 207

Ai09B11528 Araip.B09 11528 p2 (TC)8 16 40526217 40526232 CTCTTTCTTCCTCAGCCACG ATCAGCATCTTCCATCCACC 215

Ai09B11533 Araip.B09 11533 c (T)10aatg(A)11 25 40545181 40545205 AGCTGTAGTGAACAGAGCGAAA TTGAGAAAATGTGGACGCCT 201

Ai09B11534 Araip.B09 11534 p4 (AAGG)5 20 40545749 40545768 CCAAAAGTCAGTTCAAGCGG AGACAGTGAAAGGGACGGTG 240

Ai09B11535 Araip.B09 11535 p2 (AC)6 12 40554932 40554943 TGGAAAGATGCAATTCCTGT CGCGTTTAGTTGTCGTGTGT 213

Ai09B11536 Araip.B09 11536 p3 (CAT)19 57 40559514 40559570 GCACCTTTTATGCCTTTGGA AACCAAAGCTTACTGGCGAA 227

Ai09B11539 Araip.B09 11539 p3 (AAT)5 15 40568294 40568308 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai09B11541 Araip.B09 11541 p3 (AGA)5 15 40570618 40570632 CGGTCTTAGGTGCCATGAAT CACACCATCACTCCCTCCTT 206

Ai09B11544 Araip.B09 11544 c (CT)8aattttcgaaaatatcttccctctttttcaaagatttctttttaattaactaattatttttatttttattttttatttcaaaaattttcg(A)11117 40597984 40598100 TTGTTTCTTAACTTTTTCAAAACTACC GAATAAGATGGGGGAGGGAA 240

Ai09B11549 Araip.B09 11549 p2 (TA)9 18 40613272 40613289 GTGGGCGGTCAAATTAGTGT CCGCCCACAGATTACTATCA 194

Ai09B11552 Araip.B09 11552 p3 (TTC)5 15 40637189 40637203 AAATGGTCGAACTTACCCCC CGGTCTTAGGTGCCATCAAT 238

Ai09B11555 Araip.B09 11555 p3 (ATC)6 18 40647367 40647384 CCCCTCTCCAAAGGCATAAT CAGGACTGAGCCCAATGAGT 238

Ai09B11556 Araip.B09 11556 p3 (AGA)16 48 40650510 40650557 TCCCATCAACAAATTCAGCA TTTAAATACTTCGCCGCCC 218

Ai09B11557 Araip.B09 11557 p5 (TTATT)5 25 40655178 40655202 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 243

Ai09B11561 Araip.B09 11561 p3 (TCC)9 27 40677161 40677187 ACGCCTCCTACCAGAAGGTT ACCCCGAGGTCTTATGCTTC 234

Ai09B11567 Araip.B09 11567 c (TCT)8(CTT)6cg(TCTTCC)5(TCT)11tcg(T)10120 40727841 40727960 AACTCGTTTTGAATGGAGCG GAGGAAGAAGAACGTGCAGC 234

Ai09B11569 Araip.B09 11569 p2 (TA)6 12 40730895 40730906 GGAAGCATGGTGAAAATGGT TCCAAATTCAGGTTGCATGA 197

Ai09B11570 Araip.B09 11570 p3 (AGA)6 18 40733302 40733319 ATTCCATGGAGCGAGAAATG CATCTTCCACCTCACCACCT 227

Ai09B11575 Araip.B09 11575 p2 (GC)6 12 40764900 40764911 AGGGCTAGGAAGGGATCAAA TTTCCCACCAAAAACTCAGC 257

Ai09B11576 Araip.B09 11576 p6 (TTAGGA)5 30 40772450 40772479 TTTCTGGGCTGTTTTTGACC TTGAACCTGGAATGAAGAGAAG 248

Ai09B11579 Araip.B09 11579 p3 (TTC)5 15 40780836 40780850 ATTTATCACACACCACGCGA TGCAATGAATGAAAGTATGCAA 267

Ai09B11580 Araip.B09 11580 p2 (AG)6 12 40783642 40783653 ATCGCTGAGGGTGATTTCTG GGAACATTGAACCTGGAATGA 252

Ai09B11581 Araip.B09 11581 p2 (CT)6 12 40790976 40790987 AATCATATCTTGTGATTTCTTGTGAA AAAAGGGGGAAGGGATTTTC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11582 Araip.B09 11582 p3 (TTC)5 15 40792952 40792966 TCACATCAATCTCCCTTCCC GCTTTTGTCTTCCCTTTCCC 271

Ai09B11583 Araip.B09 11583 p2 (TA)9 18 40798625 40798642 TAGCTACCCGTGATTCCCAC AAAAAGGGGACAAAAATGCC 237

Ai09B11584 Araip.B09 11584 c (TA)9(T)11 29 40798748 40798776 GGCATTTTTGTCCCCTTTTT TTGGGAATTGGGTACATATTCA 159

Ai09B11588 Araip.B09 11588 p3 (ATT)29 87 40834180 40834266 TGTTCATCAGTGTACCAATTATATTCA GGGGTAGAATGTAAGACCCCA 212

Ai09B11590 Araip.B09 11590 c (TGA)5gatttttaatgagaatgatgatgattaagagactgataaagaaaatgatgatgaatatgaaattgttagagagag(TGA)5105 40883540 40883644 TGAATCGTGAAAATGATGATGA CGTTATCATTCTCATGGACAGTCT 238

Ai09B11593 Araip.B09 11593 p2 (TA)9 18 40907712 40907729 TGGTTTATCAACCTCCCCAC AGTTCCCTGCTTTCATGAGC 274

Ai09B11596 Araip.B09 11596 p2 (AT)9 18 40926165 40926182 TTTGCATTTGGGGTAATTCA GGAAGCATGCTCATGTGAAA 147

Ai09B11599 Araip.B09 11599 p5 (AAGAT)6 30 40936400 40936429 GCCCAAATAGAGGAACACGA GGTACCTGCAAGAGACTCCG 263

Ai09B11603 Araip.B09 11603 p2 (TC)9 18 40947862 40947879 AGAAATGGGCAACAAACTGG ATGGAAGTGAGTGGTGGAGG 225

Ai09B11605 Araip.B09 11605 c (A)10c(A)14 25 40960784 40960808 AACGCCAGGATTGTGGATAG TGAGGGGAGATTTTGAAAAAGA 265

Ai09B11606 Araip.B09 11606 c* (A)10(AG)6* 21 40962727 40962747 TGTGGTGGCAATACTTTTGG ATCCACTGATGCTCAAAGCC 267

Ai09B11608 Araip.B09 11608 p2 (CT)6 12 40972424 40972435 TTGGCAGAAAGGGACATTTT GGAGATGGAGGGGGTAGTGT 204

Ai09B11614 Araip.B09 11614 p2 (CT)7 14 41010642 41010655 TTCGAATACACTCCCTCTCTCA CAGGTTCAGGATCAGCTTCA 266

Ai09B11616 Araip.B09 11616 p2 (TA)11 22 41017291 41017312 GCACTTGCTGGTCAGTGGTA CACAGATTAACGCTCTAGCCAA 267

Ai09B11618 Araip.B09 11618 p4 (TAAA)6 24 41017936 41017959 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 242

Ai09B11626 Araip.B09 11626 p2 (AT)26 52 41055689 41055740 TGCATCAACTAAGTGTGGGG TGGGGTAATTTTGTCCCCTT 265

Ai09B11627 Araip.B09 11627 p2 (AG)7 14 41060471 41060484 GGGAAGATAGCACAGAAGCG ACAAGCTTCTCACCACCACC 226

Ai09B11628 Araip.B09 11628 c (AT)7agccaaaccttagataatgataaagcacttttacagttgagatgggagagaaaaac(A)1181 41066441 41066521 TGCAACTACCTAAATGAATGATGC CAAAATCCAGTGAGGGTTCAA 262

Ai09B11634 Araip.B09 11634 p3 (AAT)5 15 41094670 41094684 GCTCATGAATTAAGTATGGGGAA TTCACCATTTACTTTGGGGC 258

Ai09B11636 Araip.B09 11636 p2 (TC)7 14 41112917 41112930 TTTCCTCTTCAAATCCTTTTCA AAAGAGGGAAGGGATTTTCG 221

Ai09B11638 Araip.B09 11638 c (TGA)7gatttttaatgagaatgatgatgattaagaaactaataaagaaaatgatgatgaatatgaaattgttagagagag(TGA)5111 41122400 41122510 GAGGACGGTGACTTAAACTTGG TCACCATTCTCTTTATCAGTCTCA 263

Ai09B11639 Araip.B09 11639 p3 (ATT)5 15 41125856 41125870 CATGCTAGGGTTGTGCAAGA CTTTTGCCAGCAAACTTCGT 229

Ai09B11641 Araip.B09 11641 p3 (CAC)5 15 41135088 41135102 ATCCACTAACCCCAGTCACG TAGGGATCAGAGAGATGGCG 250

Ai09B11643 Araip.B09 11643 p2 (AT)9 18 41152834 41152851 TTGTGCGGAGTTGTGAAAAG CCGCTGAAGTCACGAAGAGT 267

Ai09B11645 Araip.B09 11645 p2 (TA)6 12 41167445 41167456 ACCCAAATTTGAGCACAAGC AGGCATTGAACCCTTGTGAG 169

Ai09B11646 Araip.B09 11646 p2 (AT)12 24 41169728 41169751 GATGTAACGACCCGCATTTT TCAGGGAGCCACATATCAGA 220

Ai09B11647 Araip.B09 11647 p2 (AT)8 16 41170369 41170384 ATGAAAATAAGTGAGGGTTCAAAT TTTTAAGATCACTCTTTGCTCTTCTC 276

Ai09B11651 Araip.B09 11651 p2 (AC)8 16 41181688 41181703 TGTTTTTCAGCGAGCATTTG AAAAGACATGGACGGTACGC 142

Ai09B11652 Araip.B09 11652 p2 (AG)13 26 41181810 41181835 GCGTACCGTCCATGTCTTTT CAATCCCAATCGTTCTCCAC 153

Ai09B11653 Araip.B09 11653 c (TA)6ttttttctttt(TA)941 41187696 41187736 GGCATTTTTGTCCCCTTTTT TTGATTTTGGGAGAGTTGGG 266

Ai09B11660 Araip.B09 11660 c (AAT)6atggatcctttataccacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactcaaaa(AG)6104 41303734 41303837 TTCTTGTCCTTGCTCCTGCT ACCCACCAAAAATCCGAACT 171

Ai09B11661 Araip.B09 11661 p2 (AG)6 12 41304067 41304078 AAAGAAATTTTGAAAAAGGGGG TGCATGCATTCATTGTTTTG 229

Ai09B11664 Araip.B09 11664 p2 (TA)8 16 41320886 41320901 TCCCCCTTTGACTATTTCTCA AAAGGAACTGGAAGCAAGGT 148

Ai09B11669 Araip.B09 11669 p2 (AT)9 18 41355749 41355766 TGCAACTACCTAAACGCATCA TTTTGGGTGTTTTGGGAGAG 272
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Ai09B11670 Araip.B09 11670 p5 (TTATT)5 25 41364397 41364421 CCAAAGCAGTTTGGGTATGG TCGAGTTTGGACAACTGACG 264

Ai09B11677 Araip.B09 11677 p3 (TTA)8 24 41387350 41387373 GGGTGGCTGGGTACAAATAA GGTCACCGCATAAAGCAAAT 215

Ai09B11682 Araip.B09 11682 p2 (TA)9 18 41428122 41428139 ATGGGAGAGCGAAGTTGCTA GTGCTAGGTGGGAGACAACC 231

Ai09B11683 Araip.B09 11683 p3 (AGA)5 15 41433246 41433260 TCGTCCTCGAGCAAAAGAAG ACCCCACAGGATCATCTCAG 182

Ai09B11684 Araip.B09 11684 p2 (AT)6 12 41439531 41439542 ACCCGGGAGCAATACTCTCT GTGAAGTGGGGCTTTTGGTA 278

Ai09B11687 Araip.B09 11687 p2 (AT)38 76 41463951 41464026 TCAACTCACCAACAAGCCAC GAGTTTTCCCCCTAACCTCG 203

Ai09B11688 Araip.B09 11688 c (T)10aaattaaaaagaaattttttaaaaagagggaagatattttcgaaaatt(AG)976 41474246 41474321 CAAGGGAGGTTCAGAGGGAT TTGGTTTTCAAAATTTGTTTCA 251

Ai09B11690 Araip.B09 11690 p2 (TA)7 14 41485292 41485305 CGCTTAAGTGTGGGGGAGTA TGAAATCAATGGTGAGAGATCA 227

Ai09B11691 Araip.B09 11691 p2 (AT)12 24 41485476 41485499 CCATTGATTTCATAGGTAGGACC CACGCAAAAAGATGCAAAAA 172

Ai09B11696 Araip.B09 11696 p2 (AT)7 14 41500628 41500641 TTGGAAACATTTGGTTTGAGAA TTCACCACTTACTTTGGGGC 245

Ai09B11697 Araip.B09 11697 p3 (CAA)7 21 41506017 41506037 TAAAACTCAGGAGCCGGGTA TTCATGAGGTGGTCAAACGA 202

Ai09B11699 Araip.B09 11699 p2 (AT)6 12 41511562 41511573 ATAATGGGGCTGTTGGATGA TCCGAGAGATTGAAACCTGC 220

Ai09B11700 Araip.B09 11700 c (T)16ggttaattcttgagtttagcactatgtgtgtgttatctaacataa(T)1071 41516404 41516474 CAAAATTTCATGTATGACACAAAGA GCTTCATTTGGAATTCTACCCA 218

Ai09B11705 Araip.B09 11705 c (ACA)5(TAA)6 33 41522259 41522291 AAAATTGGTGCAGGAATCCA AGTTTGACAAATCGATCCCG 181

Ai09B11706 Araip.B09 11706 p4 (TCTT)5 20 41544023 41544042 TCGTAACAATTGCAATGAAACTAGA TGTGCATGTGTGTGTGTTGA 248

Ai09B11710 Araip.B09 11710 p2 (CT)6 12 41570968 41570979 ACCCTTACCGGCAACTTTTT AGTGTCAGTTGCCGTCCTCT 256

Ai09B11712 Araip.B09 11712 p2 (CT)6 12 41585985 41585996 CTCCCAGCACACCTTCAGAT GAACTGTGAACGTGAGGGGT 218

Ai09B11713 Araip.B09 11713 p2 (AT)8 16 41599101 41599116 GGGAGGGACATAAAAAGACG TCCTTTCAGCAGCTCAGTCA 255

Ai09B11716 Araip.B09 11716 p2 (TA)7 14 41642735 41642748 AGCTCCTTCAATTTCAGCCA TTTCAAGGTTGTAATGGGGC 235

Ai09B11717 Araip.B09 11717 p2 (AT)8 16 41688122 41688137 ACAACACCACTAACCACCCA GGTGATTATGGTTATGATGGGG 206

Ai09B11720 Araip.B09 11720 p3 (TTA)5 15 41698163 41698177 AAGAAATAAAAGAGTTTGGTGTCCA ATTGATTTGGGCTGCTCTTG 123

Ai09B11721 Araip.B09 11721 p2 (AT)7 14 41699039 41699052 TTACACCGGCCATAACTCGT GAGACGATTGTCCCCACACT 138

Ai09B11722 Araip.B09 11722 p2 (AT)7 14 41700373 41700386 TTACACCGGCCATAACTCGT GAGACGATTGTCCCCACACT 138

Ai09B11723 Araip.B09 11723 p2 (AT)7 14 41701276 41701289 TTACACCGGCCATAACTCGT GAGACGATTGTCCCCACACT 138

Ai09B11724 Araip.B09 11724 p2 (AT)7 14 41702444 41702457 TTTACATCGAAAATAACTACCTGTGT ATTGGCCATTCAGCTTTGTT 268

Ai09B11727 Araip.B09 11727 p2 (TA)7 14 41710012 41710025 TGTGCAGTACCACAAACAGGA TGATGATGAATTGTTGATGCAG 253

Ai09B11730 Araip.B09 11730 p2 (TG)13 26 41714875 41714900 TGCAAATCGGAGCACTGTAG AACGCTAAGTGATTGGACCG 208

Ai09B11731 Araip.B09 11731 p2 (TA)13 26 41716961 41716986 GACGATGTTCTCACCCCCTA CAATCACAATCCTCGTGTGTG 251

Ai09B11732 Araip.B09 11732 p2 (TA)9 18 41722216 41722233 CGCGCTTTGTAATTCCGTAT GCCTTACCTCGTGCCATAAA 155

Ai09B11736 Araip.B09 11736 p2 (TA)12 24 41757083 41757106 TTCCAAGTTCAATTCGGAGG CCTGAATTTAGGCCTTGCAC 240

Ai09B11738 Araip.B09 11738 c (T)10cgtaaaaaaaaatttaaaaataattagttaaaaaaaacgaaatttttgaaaaagaggggagatattttcgaaaattt(GA)699 41768342 41768440 ATGCCTTGAGGTGGGGTATT CCCTATCTTTTCAAAATTTGTTTCA 260

Ai09B11740 Araip.B09 11740 p3 (TTC)5 15 41777296 41777310 TCCATTCCAACGAGTTTTCC AGGAGGTAGTGGTGGTGACG 254

Ai09B11741 Araip.B09 11741 c (CTT)5tttcatcatcatcgtcttc(T)1044 41778217 41778260 AAAACTCTTCATCTTCCTCCTCC TTGAATGATGTAGATTCATCCTCTT 234

Ai09B11742 Araip.B09 11742 p3 (CAA)5 15 41778721 41778735 TTCCTCATCTTCTGCTGCTTC AAAAGCAAGCACACAAACACA 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11744 Araip.B09 11744 p2 (CT)9 18 41789215 41789232 CCAATTTGGCAACATAAGTCAA TTTTTCAGCCCAGATCCAAG 275

Ai09B11745 Araip.B09 11745 p2 (TA)6 12 41791276 41791287 GGGTTGTGTGTTCTTTGGCT CCTTTTTGCATACGATAATTTGG 262

Ai09B11746 Araip.B09 11746 p2 (AG)6 12 41805179 41805190 GCCTTCAGATGTAAAGCAACAA CATTCAAGGAGAGCTCGCTAA 273

Ai09B11747 Araip.B09 11747 p2 (GA)16 32 41813679 41813710 GAGGAGAGGGTTCGAATTATGA AAACCCCTAGCCACTTTTTCA 254

Ai09B11749 Araip.B09 11749 p2 (TA)6 12 41830319 41830330 AGTTCCCTGCTTTCATGAGC TGGTTCATTAACCTCCCCAC 268

Ai09B11753 Araip.B09 11753 c (A)10tctacgttacataaaaaaaattcaaatcacataaaattcagtgtcagaattgtagatgttttttttgtaattagatgtg(T)1099 41847460 41847558 CAAATCACATAAAATTCAGTGTCAGA TTGTGGATGTTTTGTTATCCG 273

Ai09B11755 Araip.B09 11755 p3 (ATT)5 15 41873218 41873232 GAAGGGGTAGCAATCAGCAT TTGATTGGCCCCATTTTATG 278

Ai09B11760 Araip.B09 11760 p2 (GA)7 14 41893870 41893883 TTTGGTTGTTAATATTTTTCACAGAA TCGATGCTCTTCTCGATTCC 144

Ai09B11762 Araip.B09 11762 p2 (GA)6 12 41912126 41912137 ATGATGAGGAGGGTGAGACG AGCCACTCAATCCCTACCCT 126

Ai09B11763 Araip.B09 11763 p2 (TA)12 24 41915772 41915795 TTGACCTTCCCAACGTCAGT AATTTTGAAGGATTAGAATTGAGTAAA 262

Ai09B11765 Araip.B09 11765 p2 (AT)8 16 41921697 41921712 CGAAGTGGATCTTTTGGGAC TCTGTGTCCATGTCTCATGCT 205

Ai09B11768 Araip.B09 11768 p6 (TTAAAA)5 30 41932256 41932285 CACGCGACTGACGATAATGA TGCCATGTTACCATCGGATT 249

Ai09B11769 Araip.B09 11769 c (T)12atcatgaatttttttcttttcttttcatcattca(T)1056 41933992 41934047 GGGCATTTTGTCCCCTTTAT GCCTAGGCTAGTGCGAGTGT 280

Ai09B11774 Araip.B09 11774 p3 (ACA)5 15 41978691 41978705 ATCACCAACAAGGAGGCAAC CCTTGGCTTTGGTTTTGGTA 223

Ai09B11778 Araip.B09 11778 p3 (AGA)5 15 41993519 41993533 CGGTCTTAGGTGCCATCAAT CTCTACACTCTCCTTGGCCG 170

Ai09B11779 Araip.B09 11779 p3 (AAT)5 15 41995154 41995168 GTTCTTGTCCTTGCTCCTGC GAAAAATTATCCCTCCCCCA 234

Ai09B11782 Araip.B09 11782 p2 (TA)9 18 42004915 42004932 CCCAAATTTTTCCCACTTTTG GGGAATTTGGGAACCTACTCA 280

Ai09B11784 Araip.B09 11784 c (A)10caaaaaaagagagagaaaaagag(A)1043 42028890 42028932 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 237

Ai09B11786 Araip.B09 11786 p2 (AT)8 16 42039425 42039440 TTGAGCCTTCGTGAATACAAA TTCAGCTACAGGTGCAAAGG 269

Ai09B11787 Araip.B09 11787 c (AAT)5tcaaggctgatggtgaggaatgattattgtggggttaaagtttattagttgtcatgattt(TA)891 42041537 42041627 CTCCTTTTCCTTCCTTCGGT ACGCTTTAACCTGGCCTGTA 276

Ai09B11791 Araip.B09 11791 p2 (TC)6 12 42092062 42092073 ATGCATCCATTCAGAGGGAG TGGATCCAGAGTTACTCCCAG 126

Ai09B11793 Araip.B09 11793 p2 (TC)9 18 42099837 42099854 ATGCATCCATTCAGAGGGAG TGGATCCAGAGTTACTCCCAG 132

Ai09B11795 Araip.B09 11795 p2 (TA)9 18 42109236 42109253 CAAAATCCAATGAGGGTTCAA ATGCCATGCAATGCAATCTA 275

Ai09B11796 Araip.B09 11796 p2 (AG)6 12 42111918 42111929 AGGGGACAAGCAGAGACTCA GGAACATTGAACCTGGAATTG 166

Ai09B11797 Araip.B09 11797 c (TG)21tc(TG)11 66 42117252 42117317 TGGGTAGCTAGGCATGATTTT TTTCAAGGTTGTAATGGGGC 206

Ai09B11798 Araip.B09 11798 p2 (AT)9 18 42121382 42121399 CCTCACGTTCAGGTCCAAAT GGAACGACTGTTCCACCACT 244

Ai09B11800 Araip.B09 11800 p2 (TA)10 20 42149155 42149174 GAGCCAAGCTTGAGCCTAGA CGACTCACCAAAAGCTCACA 213

Ai09B11803 Araip.B09 11803 p3 (TTA)5 15 42176045 42176059 CAACAAGTGACGAGAGCATCA GGAGGATTAGAAGCAAGTGAGG 234

Ai09B11808 Araip.B09 11808 p2 (AT)14 28 42210409 42210436 TGAATTTTCTCTCCTTTAATTTCTTT GGTCGCTGATAAAATCGGTC 276

Ai09B11811 Araip.B09 11811 c (A)10ggaaaaaaag(T)1131 42226030 42226060 CCAAATTGTGCCACTTCCTT AGTGCTCCTTGTTCTGCGTT 232

Ai09B11814 Araip.B09 11814 p2 (AG)7 14 42239216 42239229 AGGGGACCGTAGGAAAAAGA GACAACAGTAGCAGTGGCGA 229

Ai09B11817 Araip.B09 11817 p2 (AT)17 34 42248587 42248620 TCACTTTGTTTGCTCTTCTCTGA GATCACTTTATTTGCTCTTCTCTGA 270

Ai09B11820 Araip.B09 11820 p2 (GA)6 12 42272377 42272388 GGAGGGAAGAAGAAAAGAAAACC CGCGTCAATCAGTATAAGCG 216

Ai09B11822 Araip.B09 11822 p2 (CT)6 12 42312774 42312785 TTGCATTCATTCATTGTTTTGA GAAAAAGAGGGAAGAGATTTTCG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11825 Araip.B09 11825 p2 (TA)6 12 42323371 42323382 ATGGCCAAGTGAGCCTAAAA ACAAGACCCCAAGAAAAGGG 259

Ai09B11826 Araip.B09 11826 p2 (AG)8 16 42323801 42323816 TCATGGTTTTTCGCTTAGGG TTTCCCATTCTTGTGTGCAT 246

Ai09B11829 Araip.B09 11829 c (A)10gaagaaaagaagaaaagaaatg(A)10ccccaaatgcaaaat(A)1067 42328892 42328958 TTGCATGTTTATTTGATTTTATGC TTGAATTTTGTCCCATGTGC 246

Ai09B11830 Araip.B09 11830 p2 (TA)6 12 42329130 42329141 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai09B11831 Araip.B09 11831 c (A)10gaaataaggaaagaaaggggggagaaaggcagggcgcgcagctttaaaactgattcgcgcaaccg(GC)687 42331988 42332074 GTGGGTTGTGGAAGGAGAAG GTGACAGTCGCAAAATCCCT 251

Ai09B11834 Araip.B09 11834 p2 (AC)6 12 42340714 42340725 TTTCCACAAATTCTCCCACA CCCATATGGACAACCCTCAC 185

Ai09B11837 Araip.B09 11837 p2 (TA)6 12 42351950 42351961 AGCCCTGCTGTAGTTTTCCC CCCCAACCTTCATGTTCACT 146

Ai09B11838 Araip.B09 11838 p2 (TC)6 12 42352431 42352442 CGCATATTTTCACCTTTCAATG ATGGGAAGCAATGGCAACT 280

Ai09B11839 Araip.B09 11839 p2 (TA)6 12 42353270 42353281 TGTACGAAGGGATTTTTGCC CAGGACATGGACGAGGAAGT 272

Ai09B11841 Araip.B09 11841 p3 (GAA)5 15 42370542 42370556 AAGTGTAGTGCCACCGGAAG TCCCAACCCCTTTTCTTTCT 138

Ai09B11842 Araip.B09 11842 c (GC)6acagtgcactggcgcgtcggtgctcatttttcatttttctatctc(T)1067 42371074 42371140 GAAATGGGCATAACTCTCGG GGGAGAATGCTATGTTTTGGA 226

Ai09B11843 Araip.B09 11843 p2 (AT)28 56 42373638 42373693 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 253

Ai09B11846 Araip.B09 11846 p4 (TAAC)5 20 42395981 42396000 TGCTTTGAAGGCAATGTCAC CCCTTCAACCATCATCCAAC 270

Ai09B11847 Araip.B09 11847 p2 (AC)9 18 42406174 42406191 CAATCAAAATCAACCCTTCCA TGAGGACCTTCTTGGTGAGC 236

Ai09B11848 Araip.B09 11848 p3 (TTG)9 27 42409541 42409567 TAGTAAACACCCGTCCAGGC AGGTTTTACGCCACAGAGGA 278

Ai09B11849 Araip.B09 11849 p2 (TG)7 14 42412288 42412301 ACAGCTCGCAATCTTTCGTT ATGATTGTTGGAAGTTCGGG 231

Ai09B11850 Araip.B09 11850 c (AT)6acat(AC)9 34 42412768 42412801 TCAAAATCAACCCTTCCACA TGAGGACCTTCTTGGTGAGC 233

Ai09B11852 Araip.B09 11852 p2 (TA)6 12 42414290 42414301 TTGGCAATCATAAGAAGGCA TGGTTGTTGGTCAATTTGGA 273

Ai09B11854 Araip.B09 11854 c (AGA)5aagaagaaaaaaaggaaagaaagaagatgaa(AG)2596 42422287 42422382 TTGCAATTCAACAAACAAACAA TTGTCCCAGTGACCCCAC 278

Ai09B11855 Araip.B09 11855 p2 (AT)8 16 42430075 42430090 AACAGGGAGCTCACCAAATG TCCTTGAGGCACATATGACG 277

Ai09B11857 Araip.B09 11857 p2 (GA)10 20 42434968 42434987 GAAGGAGTGGTGAGGGGTTT CAGAAACAAGCAACTTGGCA 257

Ai09B11861 Araip.B09 11861 p2 (AT)6 12 42476879 42476890 ATGGGTTTATCAACCTCCCC TTCTTTCCCATCTCCTTTGC 272

Ai09B11867 Araip.B09 11867 p2 (TC)6 12 42497582 42497593 CAACCTGGACGGTGAGAAGT ACTCCGGAAAATAAAGGCGT 279

Ai09B11869 Araip.B09 11869 p2 (GT)6 12 42510417 42510428 TTGTGCAATGGTGACACAAC CGTGTTCTTCCTCCTGCTTC 243

Ai09B11871 Araip.B09 11871 p2 (AT)7 14 42511502 42511515 TTGGGAACATGGGGTAGAGA GAACTTTGAACTTTGGGGCA 243

Ai09B11872 Araip.B09 11872 p2 (AT)8 16 42535093 42535108 GCCTATGGCATTCTCAGGAC ATTTTGGTGTGTTTTGGGGA 182

Ai09B11873 Araip.B09 11873 p2 (GC)6 12 42543829 42543840 AAATTAACCATCGACGCACC GAAGTGGCACAAAGTTGGCT 211

Ai09B11874 Araip.B09 11874 p2 (GC)7 14 42544101 42544114 AGCCAACTTTGTGCCACTTC AGACAGTGGTGGTCGGGTAG 266

Ai09B11875 Araip.B09 11875 p2 (TA)6 12 42546043 42546054 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 264

Ai09B11883 Araip.B09 11883 p2 (AT)6 12 42577907 42577918 CGTGGCAACCAAGGAGTTAT AATTCCTCCCCTTGATGCTT 271

Ai09B11884 Araip.B09 11884 p3 (TAT)16 48 42592046 42592093 AGCCCTGGCCATAATTTGTT ACATATGGGGGCTGAGATGA 279

Ai09B11887 Araip.B09 11887 c (A)10tcaattctttc(A)1132 42599348 42599379 TGGGTAGAATGTAGGTGTAGTCCA GACCTTGAAGGACCATGGAA 217

Ai09B11888 Araip.B09 11888 p2 (GA)8 16 42599692 42599707 CCACCAAAGACATTCCCATC TCACGATAATGAAAACCCTGAA 227

Ai09B11889 Araip.B09 11889 c (A)10tcaattctttc(A)1132 42607608 42607639 TGGGTAGAATGTAGGTGTAGTCCA GACCTTGAAGGACCATGGAA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11890 Araip.B09 11890 p2 (GA)8 16 42607952 42607967 CCACCAAAGACATTCCCATC TCACGATAATGAAAACCCTGAA 227

Ai09B11896 Araip.B09 11896 c (CCT)9ttatgaccattttgccccttattgttctt(TCC)777 42612980 42613056 CTTCCCCTGTCCCTTGAGAT GCAAATTGATCCCTCCAAGA 178

Ai09B11901 Araip.B09 11901 p4 (ATTA)6 24 42620270 42620293 GCATGCATCATTTAAAATAAGCTAGT TTGAGAGGTCCCTTTGATGG 270

Ai09B11903 Araip.B09 11903 p2 (AT)8 16 42622729 42622744 CGCTCGAAAACGTCAAAGAT AGCGAAGATTGTCTTTTGGG 254

Ai09B11904 Araip.B09 11904 p2 (CT)6 12 42628113 42628124 AAACAAGATCCAACAAGTGTTCA TGAGGGGAGAATGAACCAAG 273

Ai09B11908 Araip.B09 11908 p2 (TA)8 16 42648319 42648334 TCAAATGTGGCCAAGTCAAA TCTCTTCCGTTGCAGTAGCA 233

Ai09B11912 Araip.B09 11912 p3 (AAT)6 18 42653513 42653530 GATTGAAACTTCTCCGCTGG GATAGGCTTCCTCCCTGGTC 116

Ai09B11913 Araip.B09 11913 p2 (AT)9 18 42654439 42654456 AAAAAGGACATTAATAATCCGAAA TCGCAGGTCAAAGGAAACTC 234

Ai09B11915 Araip.B09 11915 p2 (TC)9 18 42657355 42657372 TTTTTGTTATTGTGGCGCTG AAATCCTCAGGGACCTTTGAA 271

Ai09B11916 Araip.B09 11916 c (TCC)5ctctcctcc(T)1034 42658434 42658467 GAGCTGCTCAACTGCAAGAA GGGAACAGGAGGGGTAGAAA 152

Ai09B11917 Araip.B09 11917 p5 (TTATC)6 30 42660144 42660173 CCTGGGTGCTCCAGTGTATT CAAGCTATCCGACCTCTTCG 245

Ai09B11918 Araip.B09 11918 p2 (AT)11 22 42670186 42670207 TAGGCCTAGCCATGAAAGGA AGGAGGATCAAGAAAGGGGA 236

Ai09B11922 Araip.B09 11922 p2 (GT)7 14 42687396 42687409 TTGTTAGCCAATTCGAGCCT TCAACCAATGTTCCAAGATTTC 167

Ai09B11926 Araip.B09 11926 c (TCT)5ttgtcttattttttctttttatattcttgttaagatcagagagtaaaataagaagaatcatgagaaggtaaaataagaaagagaagatgaat(A)10117 42706960 42707076 TTGCAATCTTATTTAGTTGAATGACTG TCTTCCTCCTCCTCCTTCTTC 234

Ai09B11928 Araip.B09 11928 p2 (TA)12 24 42733726 42733749 GGTTTGGGAATCGGGTATTT GGGCATTTTGTTCCCTTTTT 215

Ai09B11933 Araip.B09 11933 p3 (TTG)7 21 42757043 42757063 CTCCGATGACCTTGCTGAGT GCCAGTGGAAGCAGAGAAGT 253

Ai09B11934 Araip.B09 11934 c (GGT)6gaacgatgtgattagactaagaaaaaatataagggtatttttgttcgataaatgttgaaagaacgaatttagtaccaaataaaacgttgaggtcaatt(A)12128 42757452 42757579 TTGTTGATGGATTAAAATGAACAGA TGGCCAACTCTTCACAAAAA 278

Ai09B11939 Araip.B09 11939 p3 (TAT)5 15 42772101 42772115 CCACTTGTGCCTCCAGATTT TGGAAGGATCAACAGAAGCC 226

Ai09B11944 Araip.B09 11944 p2 (TC)6 12 42778208 42778219 TTCACTCTCCCCTCTTCCCT ACTGCGTCTTCAGTGCTGTG 253

Ai09B11947 Araip.B09 11947 p2 (TC)6 12 42783249 42783260 CCTTCTCCCCTCTCACTTCC ACTGCGTCTTCAGTGCTGTG 213

Ai09B11948 Araip.B09 11948 p2 (AT)10 20 42787282 42787301 AAGGAGACACAAAATTACCCCA AATGGGGTTAAGGCAAAGGT 251

Ai09B11950 Araip.B09 11950 p2 (TA)6 12 42792275 42792286 GCCCGAGTGCAACTGTTAAA TCCCACTTTAGTTTGAGGGG 275

Ai09B11951 Araip.B09 11951 p2 (TA)6 12 42800313 42800324 AAGCAGCAGCTCCTAATCCA GCCACCCTACAATGAGGAGA 248

Ai09B11955 Araip.B09 11955 p2 (GA)6 12 42822542 42822553 TTGCCAAACAAGTCCTTAACAA CCCCTTTCTTCCTTCTTTCC 267

Ai09B11956 Araip.B09 11956 p3 (TAC)7 21 42833915 42833935 TTGGGATGAATATCCAGATGC AATGAACACAATGCGTGGAA 209

Ai09B11959 Araip.B09 11959 p2 (TA)7 14 42836762 42836775 TCTCCTTTTTCCTCTTGTCTTTTC TGTTATGTGACACAATGTGACTGTT 238

Ai09B11960 Araip.B09 11960 p2 (AT)6 12 42838436 42838447 AGCAAAGGACGACAAAGCAT GCCTTAACTCCGCAGACTGT 255

Ai09B11962 Araip.B09 11962 p3 (AGA)5 15 42845834 42845848 ACCATCTTCTTGGCCACAAC CGAAATACTAAGCCCCCTCC 279

Ai09B11967 Araip.B09 11967 p3 (TTC)5 15 42857202 42857216 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai09B11971 Araip.B09 11971 p2 (AT)9 18 42882803 42882820 GGGAGCCCGAGGTACTTATC CCTACCCTTCAAGGCTCCTC 272

Ai09B11972 Araip.B09 11972 p2 (TA)12 24 42903760 42903783 GTACCCTAGCCGGCCTAAAC AACGATATACGGACAAGGCG 120

Ai09B11973 Araip.B09 11973 p2 (AT)6 12 42906371 42906382 GGTGCAGGTGACTGGTTTTT GGTGGCACACTTCAAGTCCT 242

Ai09B11977 Araip.B09 11977 p2 (AT)7 14 42927908 42927921 TGACCTTGACGTATTGGGAA AGCTTACGGGCATGAAGAGA 277

Ai09B11979 Araip.B09 11979 p2 (TA)6 12 42939472 42939483 CCGGACTAAGGGATATGATGG CATGCTGCTTCTTTTTATGGTG 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B11984 Araip.B09 11984 p3 (TTA)15 45 42952272 42952316 CAACGGATCAGAAAGCATTG GGGGAATCAGGAGTGAACAA 249

Ai09B11985 Araip.B09 11985 p2 (GA)9 18 42952781 42952798 ATGGGAAAAGGACATGGTGT AGCTTCCTTTCCTACGAGGG 280

Ai09B11987 Araip.B09 11987 p3 (ATA)5 15 42960581 42960595 CATGAGCTTTGACCAAGCAA AAGTCGCTCAAAGTCGCAAT 241

Ai09B11992 Araip.B09 11992 p2 (AT)8 16 42968861 42968876 CAAATCCGGACATCTGCTCT GATTCGGTCCGATTTTCAGA 175

Ai09B11993 Araip.B09 11993 p2 (TA)6 12 42970633 42970644 GTTAGATCCCGGTTGGACCT TTTTGTCCCGCTTTCTCAGT 280

Ai09B11995 Araip.B09 11995 p2 (TA)11 22 43010353 43010374 CCTTGCTTTCTAAGGCTTGC TGGGGAAAGTTGAATTTGGA 255

Ai09B11996 Araip.B09 11996 c* (GT)9(T)11* 28 43012403 43012430 TTTTCTTCACAACGCACTGG GTGCTAGGTGGGAGACAACC 238

Ai09B11999 Araip.B09 11999 p4 (TTTA)5 20 43024450 43024469 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 262

Ai09B12003 Araip.B09 12003 p2 (CT)9 18 43047116 43047133 CCAGCGAATTCTGGACTGTT AACATTAAACCTGGGATCGAGA 232

Ai09B12005 Araip.B09 12005 p2 (CT)6 12 43052496 43052507 CATCCATTCATAGGACGGCT AACATGAAAGCCATAAGCCAA 240

Ai09B12010 Araip.B09 12010 p2 (AC)6 12 43088890 43088901 TGGCTAAGGTAACGGTGAGG ATGTGATGCAAAAGTGGGAA 151

Ai09B12011 Araip.B09 12011 c (AAT)6tttatatttttagtactcaaataaggggatacaaaaattccccaagtgcaaaat(A)1082 43100201 43100282 TTTTATGGGAACATGGGATGA TTGTCCCATGTGCATTGATT 228

Ai09B12016 Araip.B09 12016 p3 (TTA)5 15 43148078 43148092 GCAACATGCTTTGAATTTTGA TTCCACCAATTTTGACACCC 264

Ai09B12019 Araip.B09 12019 p3 (AAT)16 48 43159374 43159421 ATTTACGCAACCCAATTCAA AAATTCTTAACAGATATCTTGTGCTTT 219

Ai09B12020 Araip.B09 12020 p3 (TGC)5 15 43162483 43162497 AGCAGGAGGGAGAGGCTTAG TCCTATCCATAGCTACGCGG 261

Ai09B12023 Araip.B09 12023 p2 (CT)6 12 43171040 43171051 TCTTGTGAATCAAGTCATTAATTGTG AAACAGGGAAGGGATTTTCG 276

Ai09B12024 Araip.B09 12024 p2 (AT)8 16 43182558 43182573 GAGAGAGGATGTGGGGGAAT GATGCAAGAACGTGGGTTTT 241

Ai09B12025 Araip.B09 12025 p2 (TA)12 24 43193919 43193942 TGCCACGATTTCTTTCTTCC GAAAAAGAGTTGGCCGAAGG 246

Ai09B12026 Araip.B09 12026 p2 (TA)6 12 43203212 43203223 TTGTGTCCTTTTGGGTTTCC AGGGATAAGCTAACGCGAGA 156

Ai09B12027 Araip.B09 12027 p2 (TA)6 12 43211323 43211334 CGCATTCGGATTTGAGTTTT TTCCGAGATGGCAAGGTATT 234

Ai09B12028 Araip.B09 12028 p3 (TTC)19 57 43212061 43212117 GAAAAGGGAAGGGTTATGCC TTCCAACATCACCCATGAGA 260

Ai09B12030 Araip.B09 12030 p3 (TTA)5 15 43217248 43217262 CCTTCATCTTTCAGCATATAAGTCA GGTCCTTTTAATTTTGGTTATGC 278

Ai09B12033 Araip.B09 12033 p3 (TAA)5 15 43232476 43232490 GGGAATTCGCGTACCAGTAG CACAAGCAAGTGTCAATATCCAA 272

Ai09B12034 Araip.B09 12034 p2 (GA)6 12 43240520 43240531 CTTCTTCCTGTTGCCACCAT TCTCCCTCTCTTCTTTGCGA 268

Ai09B12037 Araip.B09 12037 p2 (AG)6 12 43254311 43254322 CCAACCATGGAGGAGAGAGA TCCCTCTCTTCTTTGCGAAC 244

Ai09B12041 Araip.B09 12041 p2 (CT)6 12 43288539 43288550 TGCATTGCATAATTTTCATGTTT AAAGAAATTTTGAAAAAGGGGG 253

Ai09B12047 Araip.B09 12047 c (A)11tcttctgtgcgcacgcacaggcttatacgtgcgcacacttcttacacccccttctgtccagagcattcgcacgacttgtgcggacgcaa(C)11111 43342768 43342878 TACCCCTTTTTCGCTCTGTG AATTTTGCCCAAAACAGCAC 239

Ai09B12050 Araip.B09 12050 p2 (TA)7 14 43378960 43378973 TTCAGATGCAAGACGTGAGG ACCACATCACACTCGAAACG 255

Ai09B12053 Araip.B09 12053 p2 (AG)6 12 43405623 43405634 GCCAGCCCCTCTGATCTAA TTTCTTATCTTTTTCAAAACCACC 263

Ai09B12055 Araip.B09 12055 p3 (TTG)11 33 43417795 43417827 CTTGAAAGAGCTCAATGGCA GATTTGACAAAATAACATCACTTCG 208

Ai09B12057 Araip.B09 12057 p2 (TA)7 14 43420113 43420126 GATAGGTTTTTCGTCGCAGC AAATGGGTTTGGGACATTGA 186

Ai09B12058 Araip.B09 12058 c (A)10gaagcgggcatcggtgcacaagcgcgctgt(GC)652 43424861 43424912 TGCTTGTAGATTAGGAGAGTGCC GGCACAACTCTCGGGTTTTA 130

Ai09B12060 Araip.B09 12060 p2 (AT)21 42 43426581 43426622 TGGGAATTGGGTACATGCTT ACTTTGGGGCATTTTTCTCC 192

Ai09B12062 Araip.B09 12062 p2 (TC)9 18 43474478 43474495 CGAAAACTCTTCATCACTTTTTCA AACACAGAGAGGGAGAGAGGG 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12063 Araip.B09 12063 p2 (TA)7 14 43482829 43482842 ATTATTCTTCCCTCGCCATT GCTTTCGATTGCGTCACTCT 239

Ai09B12066 Araip.B09 12066 p2 (AG)6 12 43497270 43497281 GGTGAGGTAGGTGGGGTTTT ATGCCAAAAATGGGCAGTAG 270

Ai09B12067 Araip.B09 12067 c (TTTA)7attcgaaaatgaaataaattaaaataaaataaacaaaaaatggttgaaaattttcgaaaaaaaag(A)10103 43507549 43507651 CCAATGGAGGGTATGCAGAT CTTCCTAACCACTTTCTTTCTCTC 264

Ai09B12068 Araip.B09 12068 p2 (AG)7 14 43515084 43515097 GGACATTGAACCTGGGATTG CTCTAGCGATTTTTGGGCTG 231

Ai09B12072 Araip.B09 12072 p3 (ACC)5 15 43550441 43550455 CCTTTCTTCTCTGCAACCCA CGGGTAGGGTGACTGGTAGA 275

Ai09B12075 Araip.B09 12075 p2 (TA)6 12 43561448 43561459 CAAGCCAAGCTCAGGTCAAT GGGGTCTATTCTATTTTTATTCACTCC 280

Ai09B12077 Araip.B09 12077 p5 (TAAAA)5 25 43566575 43566599 CGTTCCACCAAAACAAAGGT ATCATCAAAAGCTGGTTGGC 215

Ai09B12079 Araip.B09 12079 p2 (AG)6 12 43582541 43582552 ATGGATGGATGTGGATTGGT AACGCTAGGATTGGCAGAGA 230

Ai09B12082 Araip.B09 12082 p3 (TAT)7 21 43587233 43587253 CCCCTTCCTTTCTTCCACTC GCCATCTCCTCTTGCTGTTC 246

Ai09B12085 Araip.B09 12085 p2 (GA)8 16 43603404 43603419 ATGGGGGATGATGACTCAAA TTTTCCCCTTCCCCTTTCTA 228

Ai09B12086 Araip.B09 12086 p2 (AT)7 14 43609354 43609367 ATATACTTTGGCCGGCCTTT GAAAACGCATTGCACTTGAA 157

Ai09B12093 Araip.B09 12093 p5 (ATAAG)5 25 43644693 43644717 CACGGATCCTACACCCAGAA TGAATACCTGGAGGGACCTG 261

Ai09B12094 Araip.B09 12094 p2 (AT)11 22 43644975 43644996 TCCATCTCTCAACCCGTACC CCCGTATTCATGTAGCATTCC 177

Ai09B12097 Araip.B09 12097 p2 (TA)7 14 43656531 43656544 GTTGCAATGGGGCTAAGGTA CAAAAGTGGGAATTTTGGGT 141

Ai09B12098 Araip.B09 12098 p3 (TTC)5 15 43663399 43663413 TCCAGATCAGCCAATTTTCTT GAACATGCAAGCAACCCTTT 276

Ai09B12102 Araip.B09 12102 c (A)16cgagcatccgcgcgcaagcgcgctgt(GC)654 43699789 43699842 TGAACATTTTTCAAAGACCAAAAA GAGTGTGATATGCACCACCG 182

Ai09B12105 Araip.B09 12105 p2 (CA)6 12 43717414 43717425 ACACAAACAGCAACCACACC CCTCTCCTTCCTTCTTCGGT 136

Ai09B12106 Araip.B09 12106 p2 (AT)8 16 43730407 43730422 TGGAAAATTGTGGAAGCAAA TGGGGTAATTTTGTCCCCTT 152

Ai09B12111 Araip.B09 12111 p4 (TATT)5 20 43765826 43765845 CGCAATTTTTAAGCGTGGAT GATTAGATCGGATCCGCAAA 265

Ai09B12113 Araip.B09 12113 p3 (TCT)5 15 43766959 43766973 TGCCTTCCTTGTATTCCTCG GGCCAAGCAACTATTGGAAA 270

Ai09B12117 Araip.B09 12117 p2 (TA)6 12 43801962 43801973 TCAAGGTTGTAATGAGGCCA GGGGACAAAATTACCCCAAC 254

Ai09B12118 Araip.B09 12118 p2 (GA)7 14 43804806 43804819 GCCAAACAAATTTAGAACAATCC CCTCCTTCTTCCTGCTTCCT 254

Ai09B12129 Araip.B09 12129 p2 (AT)11 22 43933197 43933218 TGCGCAACTCTGATAGATCG TTGTTCCCTCGCCTTTATCTT 276

Ai09B12130 Araip.B09 12130 p3 (ATT)16 48 43939570 43939617 CGAAAGCGTGAGCTTTGATA GCATGATCCTAACCAATCTGAA 248

Ai09B12131 Araip.B09 12131 p3 (AAT)5 15 43942107 43942121 CATGCTTCCTCTCCATGGTT ACATCCTTTGTCTCCCCCTC 271

Ai09B12132 Araip.B09 12132 p2 (GA)6 12 43945562 43945573 TTTTGAAAAAGGGGGAAGAT TTGGCTTTCAAAATTTGTTTCA 122

Ai09B12139 Araip.B09 12139 p2 (TA)32 64 43963804 43963867 CTTTGGATTTCCTTTGGGGT GATCGATAATGCAACGAGCA 222

Ai09B12141 Araip.B09 12141 p3 (AAT)5 15 43969047 43969061 CAGGTTCTGGATCTGCTTCC TCAAAAATTATCCCTCCCCC 263

Ai09B12142 Araip.B09 12142 p2 (AG)6 12 43978426 43978437 CGGCCCAGAAAACACATATT TGGAAAAGGTTCATAAGCCAA 274

Ai09B12143 Araip.B09 12143 p3 (TAC)6 18 43981199 43981216 CTGAAGGACCCTGCATGATT CAAGTGGCCTATTGGATTGG 213

Ai09B12147 Araip.B09 12147 p2 (CT)7 14 43987518 43987531 GGAGATCGTGGAAGCCATTA GCTGCAAAACTACCACCGTT 264

Ai09B12148 Araip.B09 12148 p3 (TTC)9 27 43987698 43987724 AACGGTGGTAGTTTTGCAGC TCCAAATTTAAGCCAAATCACA 183

Ai09B12151 Araip.B09 12151 p2 (TG)8 16 43993708 43993723 TTTGGTGCTAGATTGTGGGA AGGGCATCAGCACAAAAGAT 273

Ai09B12152 Araip.B09 12152 p3 (TTA)7 21 43995861 43995881 ATCGCAAAACTGGACCAATC GACTCGGTTTCAACTGATGTGA 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12153 Araip.B09 12153 p2 (AC)6 12 44001667 44001678 TCAAGCTGACAATCTCCGTG GCTGCGACGATTACCAAGAT 257

Ai09B12154 Araip.B09 12154 p2 (AT)9 18 44002496 44002513 CCTCTAGGAGGGACAAAGCA CATTCTGGGAGCATCTGTCA 256

Ai09B12155 Araip.B09 12155 c (AT)6nnnnnnnnnnnnnnnnnnntatgcaa(CT)854 44006124 44006177 TGACCATTGCATGAATTGAA CCTGTAGGTGGAATGGCTTC 280

Ai09B12156 Araip.B09 12156 p3 (AAG)5 15 44008698 44008712 GCTGCTAACACCTTCACCATC CAATGGCTCCAAAGTAGGGA 279

Ai09B12160 Araip.B09 12160 p2 (AT)11 22 44017495 44017516 TGACCGTTGCATGAATTGAA ATTCGTGGAACATTTGGAGC 225

Ai09B12162 Araip.B09 12162 c (AT)6tttttctc(T)10 30 44039912 44039941 TTTGTCACATGTGCATTGATTC TGGGGAATTTTATGGGAACA 232

Ai09B12168 Araip.B09 12168 p2 (CA)7 14 44084450 44084463 GTGACCCGGTTACCTTCTCC CCTTCCCCTCTTCCTTTCTG 270

Ai09B12169 Araip.B09 12169 p2 (CA)7 14 44088875 44088888 TAACTATGCAGCAACAGCCG CCTTCCCCTCTTCCTTTCTG 109

Ai09B12170 Araip.B09 12170 p2 (AG)12 24 44093251 44093274 AGAGAGAGGGAAAGGGTTCG CCCTCTAAATTTCGAAAACCAC 267

Ai09B12171 Araip.B09 12171 p2 (GA)6 12 44104038 44104049 GAGAGAAGGAGGGAATTTTCG TGCATCACATGTTTTGATCTTTT 279

Ai09B12181 Araip.B09 12181 p2 (GA)9 18 44170040 44170057 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 235

Ai09B12183 Araip.B09 12183 p3 (AGA)5 15 44173335 44173349 AAAAAGCGACCACACCAAAC TTTTCCATCCACCACTCACA 125

Ai09B12187 Araip.B09 12187 p2 (CT)10 20 44197132 44197151 GCGTTATTGAGAAAGGGTGC ACTCACGGCGGTTAGCTTAG 280

Ai09B12188 Araip.B09 12188 p2 (GA)18 36 44201057 44201092 CAAGCATCAAGTCGTCGGTA TCTTGCTTTCATTCCCAACC 208

Ai09B12192 Araip.B09 12192 p2 (GA)15 30 44209554 44209583 GTATTTAGCTCCCGGGTCGT CAATTGCCATGTTTGTGGTC 255

Ai09B12193 Araip.B09 12193 c (AT)8ac(AT)6 30 44221275 44221304 CGGTCATGAACGAAACAAAT TCAACAATTTGGCTATTGGTAA 270

Ai09B12195 Araip.B09 12195 p2 (TA)11 22 44228766 44228787 GACGTGAGACACCTTGCTGA GAGAATCCCCAAAAAGACCC 214

Ai09B12196 Araip.B09 12196 p2 (TG)9 18 44229117 44229134 GCGCTTTTCTGTTTAACGCT AACCAGACGGGATAAGAGCA 217

Ai09B12200 Araip.B09 12200 p2 (AT)6 12 44235109 44235120 CGTTGAATCCTCCAACGAAT TCCTCCGGAGTACCTAAGAAGTT 140

Ai09B12207 Araip.B09 12207 c (T)10aaacaagagcttcctttgcgtttaatttacttaatttttacatagatttttttttcttttatcttatata(T)1090 44260383 44260472 CTTCAACGCAATGAAGCAAG TCTGGAATTCGATCCTGTTG 266

Ai09B12209 Araip.B09 12209 c (TTC)5aacctaataaaattcgtcattctcctctgttcgtgtttttcttcattattgatctgcattgaattcaacgtaataagctcccccg(TTC)7121 44262186 44262306 CGTAAATCTTGTTCTCTTTTCGC CGATTCAAAATTGAACAATCCA 275

Ai09B12210 Araip.B09 12210 p2 (AT)6 12 44268466 44268477 CGCATCCCAAGCTCAATAAT ATTTGTTGACCCTTTGTCGC 250

Ai09B12211 Araip.B09 12211 c (AT)13gtatacgta(AAT)1374 44269158 44269231 TTTCTTTTTCTCTTCGTTACGC GAATGTAGCGACCCTCAATTTT 280

Ai09B12212 Araip.B09 12212 p2 (AT)6 12 44271266 44271277 AGCTCCTAACTCAGTCCGCA TGTTTTTCAGATGCAGGTCG 258

Ai09B12213 Araip.B09 12213 p2 (AT)6 12 44272162 44272173 CCATTGGACAGTCCCTCTGT ATTTGTTGACCCTTTGTCGC 274

Ai09B12214 Araip.B09 12214 c (AT)8(AC)6gcnnnnnnnnnnnnnnnnnaattgtatc(TAA)571 44272910 44272980 TCTTCGTTACGCTATTCTTTCTCTC TGGATAATGTAGCGACCCTCA 273

Ai09B12217 Araip.B09 12217 p3 (TAA)12 36 44279134 44279169 ACCATTCAACAAGAGGCACC TAAAGAGCCCCCACATCAAG 238

Ai09B12218 Araip.B09 12218 p2 (AT)11 22 44290179 44290200 GGCAGAGAAAGTGAGTTAGAGGA TGAAATAGACTGGGATGGGG 221

Ai09B12220 Araip.B09 12220 p2 (AT)6 12 44293788 44293799 AGCATCACAAATAGAATTTTACCA TCGTTATAAAAACAACGCCAA 229

Ai09B12221 Araip.B09 12221 p3 (AGA)6 18 44305806 44305823 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai09B12222 Araip.B09 12222 p2 (AG)6 12 44310593 44310604 GAGGGGGAAGTGAATTTTCG TTTTTGTTTGTCTCTTAACTTTTTCAA 224

Ai09B12223 Araip.B09 12223 c (T)10attttctaa(T)1029 44311615 44311643 TCGAAAAATGCAAGATGCAC GAAAGCTTGGCTGGCTAGTG 251

Ai09B12229 Araip.B09 12229 p3 (AGA)5 15 44370544 44370558 GCAGTGCACACATTCAACAA CCACCACCATCCATCTCTCT 257

Ai09B12232 Araip.B09 12232 c (TTTC)5ttcttctcttctttctttcttttatttcttctttcttctctt(TTC)15107 44379786 44379892 CCACACAGGTTGCGATACAT TGCCGGAGAAGAGAAGAAAG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12236 Araip.B09 12236 p3 (TTC)5 15 44413055 44413069 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 204

Ai09B12238 Araip.B09 12238 p3 (TAT)5 15 44415981 44415995 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 209

Ai09B12240 Araip.B09 12240 p3 (TGT)5 15 44424642 44424656 TGGTCCTTGGGATTACCTCA ACGAATATCCGCAGTTCCAG 257

Ai09B12241 Araip.B09 12241 p2 (CT)6 12 44429024 44429035 GGAACATTGAACCTGAAATTGA TTTGAATTCACAACCAGCGA 253

Ai09B12245 Araip.B09 12245 c (CA)8tatccttcagaagaccagaaaatcagaacccaaatttcataaccataataaaaaaaac(TAT)589 44447082 44447170 TGCATTAGGATGACCAACCA ATCTGTATCCCGGACTGGGT 232

Ai09B12247 Araip.B09 12247 p2 (CT)6 12 44455758 44455769 TCTTGTGAATCAAGTCATTAATTGTG TTTTGAAAAAGGGGGAAGAT 280

Ai09B12249 Araip.B09 12249 p2 (AC)10 20 44467706 44467725 CCCATTTTCCAACATTTTTCTC AAACCAATATGGCCAACCCT 252

Ai09B12250 Araip.B09 12250 p3 (GAA)5 15 44488184 44488198 CGGTCTTAGGTGCCATCAAT TTTGCATCCCTCCATTCTTC 212

Ai09B12251 Araip.B09 12251 p2 (AG)6 12 44490641 44490652 AGCTTGCTCAGCTTTTGAGG TTTTCTATCATTTTCAAAACCACC 146

Ai09B12258 Araip.B09 12258 p2 (AG)23 46 44522136 44522181 TCGCACAGCTATCAGACTGG TCTAACCGATGTGGGCCTTA 272

Ai09B12259 Araip.B09 12259 p2 (TA)6 12 44523749 44523760 GGGGTTTATCAACCTCCCAA GGCTTGGCTATATGATTCCTTG 216

Ai09B12260 Araip.B09 12260 p2 (TA)6 12 44524996 44525007 AAGAAGGGCGAACACACAAG CAGAATCACAACAATCCACACA 273

Ai09B12264 Araip.B09 12264 p3 (TGT)5 15 44540229 44540243 TCCTCCAAAATATGAGATAAGCAA TCTTTTCGATGCCATAAATGC 279

Ai09B12267 Araip.B09 12267 p4 (AAAT)5 20 44554404 44554423 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 268

Ai09B12270 Araip.B09 12270 c (CT)7aactttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttgattt(A)11ttttcg(A)10113 44567970 44568082 TTTTTGTTTGTTTCTTAACTCTTTCAA AAGATGAGAGAGAAGGAATTTTCG 238

Ai09B12271 Araip.B09 12271 c (A)10taggcg(A)10 26 44575570 44575595 TGAAGCAAGAAAAAGCAGCA ATGCCACAAGCACATGGTTA 239

Ai09B12272 Araip.B09 12272 p3 (TTC)6 18 44578424 44578441 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 205

Ai09B12275 Araip.B09 12275 p3 (AAG)5 15 44588229 44588243 ACACTTGGGAGGCACAAAAG TCTAGGTTTTGATTCATGCTCTC 279

Ai09B12276 Araip.B09 12276 p2 (AG)8 16 44592330 44592345 GCTTCCAGGCTTGAACCATA TGGTTGCATGTCACTGCTTT 120

Ai09B12277 Araip.B09 12277 c (AC)7gcg(CA)8 33 44595308 44595340 TCAACATTTCAACAGCTGCC GGCATAATTTTCTCCTCATTGG 232

Ai09B12283 Araip.B09 12283 p2 (TA)6 12 44634490 44634501 TGTGGGAGAGGATTCGTCAT TCACATCATCCAATCACAACTTC 239

Ai09B12284 Araip.B09 12284 p4 (ACAT)8 32 44634699 44634730 GCTATTGCATGTTGCATTTTTG AATGCCCAAAAAGGGATTTC 273

Ai09B12285 Araip.B09 12285 p5 (AAGAA)6 30 44635288 44635317 TCAAGTGTGGGGGAATTTGT CCCATTTATCCCTTTCTCACA 231

Ai09B12288 Araip.B09 12288 p4 (AAAT)8 32 44642510 44642541 TTTCTCTCTCCTCACTTTTTCG CTGGACTGTTCATTTCCGCT 176

Ai09B12289 Araip.B09 12289 p3 (GTT)5 15 44660286 44660300 TCTTGTTGCTTGAGGCTTGA TCATGAATTTCTTGGCTGGA 150

Ai09B12290 Araip.B09 12290 p3 (TAA)5 15 44660735 44660749 CCAAAAAGTTCAGGGGTCAA AGACTCAAAACTGCCATCCTAA 176

Ai09B12291 Araip.B09 12291 p2 (GT)6 12 44661275 44661286 TCAAATAGATGGTGGTGCGA CTTTGACTTGCAGAGTGGCA 269

Ai09B12292 Araip.B09 12292 p2 (AT)8 16 44677001 44677016 GCTTGTTTCAAAGGTTGGGA GATCCAAACACCAACGTCCT 276

Ai09B12295 Araip.B09 12295 p2 (TA)10 20 44681434 44681453 CAGACTCGGTCTGCAAAGGT TTTCAGATGCAGGACGTGAG 185

Ai09B12298 Araip.B09 12298 c (CG)6ccatgcgtgcttgggcgcggatgcgatagggacaactg(GC)662 44695457 44695518 AAAGGAGGAAAACAGGGTGC CCTACTTTGTGCCAGGCAAT 175

Ai09B12299 Araip.B09 12299 c (T)10aaagaagcacaaatacaaaattcattactctcctaatctataaacattctaaagcaagcaaaattcaaatttaacatcaaatctttttgg(T)11111 44695649 44695759 GTATGATATGCACCACCCGC TTGTTGCATTCATGCTTTGA 258

Ai09B12302 Araip.B09 12302 p2 (TA)10 20 44734262 44734281 GTGGGGAGTGACCGTCATAG AGACTGGGGTACTGGCTCCT 219

Ai09B12303 Araip.B09 12303 p3 (ATA)6 18 44735348 44735365 AAGTTGGAAACACTGGGTGG TTGAACTTTCACTTTGGGGC 233

Ai09B12304 Araip.B09 12304 p2 (AT)22 44 44742577 44742620 GAAAATCCATGTGCATTGATAAG GCCTAGCTACCCATAATTCCC 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12312 Araip.B09 12312 p2 (AT)8 16 44776182 44776197 AAAATGTCACGCTTCTGGCT CTCGCCTTTGACTTTGGAAG 219

Ai09B12313 Araip.B09 12313 p2 (AT)6 12 44786227 44786238 TCGCCCTCGAAAATTGATAC CATTTGCCTTGCAATCACAC 176

Ai09B12318 Araip.B09 12318 p2 (AT)6 12 44811600 44811611 ATGGGTTTATCAACCTCCCC TCTCATTTGCAAAAGTGCCT 259

Ai09B12321 Araip.B09 12321 p2 (GC)6 12 44847145 44847156 TTGAAGAAGAGCACTGACGC CGTAGGTTTTGGCACAAGGT 277

Ai09B12322 Araip.B09 12322 p2 (AT)9 18 44850549 44850566 GGTATACTTGGGAAATTCGGG GGGCATTTTTATCCCCTTTC 203

Ai09B12330 Araip.B09 12330 p2 (GA)6 12 44894931 44894942 TTGCAACAATCCACAAGCAT TTCCCTTTCCTTTCTTCTTCC 243

Ai09B12332 Araip.B09 12332 p2 (GC)6 12 44901431 44901442 GCCAACTTTGTGCCATTTCT TGGATTGTGGAAGAAGGAGG 249

Ai09B12333 Araip.B09 12333 p2 (TC)10 20 44918052 44918071 CGTTTAATGCCAGAAAGGGA GGTATTTGGGGAAGGGTGTT 235

Ai09B12336 Araip.B09 12336 p4 (TTTA)6 24 45004936 45004959 GGGTTAGCATATGACCCCAA CCTAACCACTTTCTCTCTCCTCA 212

Ai09B12337 Araip.B09 12337 p2 (GA)8 16 45009263 45009278 ATAGCACACCCTGGAGGAGA ACGTCCTAGGGGGATCAAAT 147

Ai09B12342 Araip.B09 12342 p3 (TCT)5 15 45024826 45024840 ACCCCACAGGATCATCTCAG TGTCTTCCCTTCCCCTCTTT 239

Ai09B12343 Araip.B09 12343 p4 (ATTT)5 20 45035562 45035581 TGATTTTTGAATTTTGAATTTTGG GTTGCTGGGAAATTGCAAAC 273

Ai09B12344 Araip.B09 12344 p2 (CT)6 12 45036482 45036493 CCTGTGATTGTAGAAGCAATCC TTTTTGACCCAGTTTTTGGC 207

Ai09B12351 Araip.B09 12351 p3 (GAA)5 15 45067101 45067115 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177

Ai09B12352 Araip.B09 12352 p3 (ATA)5 15 45069559 45069573 GCTGCCATCTCCTCTTCTTG GAACCCCCTCTTCCATCTGT 271

Ai09B12355 Araip.B09 12355 p2 (AG)8 16 45081839 45081854 ACGACCCAAAAACGCTACAC AGCACCCAAAAGCACCATAC 162

Ai09B12356 Araip.B09 12356 p2 (AC)7 14 45094593 45094606 GCATGAATTGTTGGAATGAGG ATCCGCTCATCAATGCTTTT 261

Ai09B12361 Araip.B09 12361 p2 (AG)10 20 45131920 45131939 CAAACCGGGCACTTATCCTA GCCGGATCAAAAGTTATGGA 243

Ai09B12364 Araip.B09 12364 p2 (TC)6 12 45153443 45153454 TTCAAGGAGAGCTTGCCAAT TGGATCCAGAGTTACTCCCAA 119

Ai09B12366 Araip.B09 12366 p2 (AT)7 14 45157982 45157995 CCCAATTCTAATTTTTATGCACTTG CAAAATCCAGTGAGGGTTCAA 223

Ai09B12369 Araip.B09 12369 p5 (TTCTC)6 30 45168967 45168996 CGTGTCACCTTCCGTGTATG GGAGATGGAGAATGATGACGA 137

Ai09B12372 Araip.B09 12372 p3 (TTG)5 15 45185297 45185311 CTTCAAGTGGTCCTCCTCCA CCAAATTCACCAGCAGGAGT 202

Ai09B12373 Araip.B09 12373 p2 (TA)7 14 45188016 45188029 TGGATCCTTAATTAGCTTTGGC GGGGTATTTTGTCCCCTTTT 280

Ai09B12374 Araip.B09 12374 c (A)10gagaaaag(A)1230 45205061 45205090 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 184

Ai09B12375 Araip.B09 12375 p2 (AT)7 14 45211321 45211334 TCCATGTGCATTGATATGTGTG GCTGCCCAAAATTCTCACTT 221

Ai09B12376 Araip.B09 12376 p3 (CTT)5 15 45219587 45219601 CCCATTTCCATCTGCAACTT GTGGTGAAGGTTAAGGGGGT 170

Ai09B12377 Araip.B09 12377 p6 (TATTTT)5 30 45221942 45221971 CACTTCTCACACCAGCCTGA TGCAAGTACTGAAAGACAAGATAAGA 195

Ai09B12378 Araip.B09 12378 p2 (TA)8 16 45222221 45222236 GCATATGATAACATGGATTAATTGAAA CAGGTTGTGTGTTCTTTGGC 264

Ai09B12379 Araip.B09 12379 p2 (TA)6 12 45223487 45223498 CCCAACTCAATTATGACAGTGC ATGGGTTTATCAACCTCCCC 267

Ai09B12380 Araip.B09 12380 p3 (ACC)5 15 45236143 45236157 CCATCTCTTCTCCACCTCCA CATATCAAGGCATCGAATGGT 254

Ai09B12381 Araip.B09 12381 p4 (AAAT)6 24 45240706 45240729 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 266

Ai09B12384 Araip.B09 12384 c (T)17gtaatctgaaaaatgcagaatgcagtgttaatatgaatgtgatgcaaaactccaggttcaatatgacaaaataaaataaaattcaaaaac(A)10117 45265853 45265969 TTTTCCTCCTAACGCACTGG AACTGAAAGTGCAAGGTGGG 248

Ai09B12387 Araip.B09 12387 p2 (CT)6 12 45315476 45315487 TCGAATACTCTCTCTATCATCTCTTTC CAGGTTCAGGATCAGCTTCA 272

Ai09B12393 Araip.B09 12393 p3 (TTC)5 15 45358461 45358475 CTTCAATCAGACGAGCCTCC ATGCGAAAAGAGGAGAACGA 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12397 Araip.B09 12397 p2 (TC)10 20 45364687 45364706 CCCTCCCATCTCTCTTCGT GGAGAGAGAAACAAAAGGGGA 242

Ai09B12398 Araip.B09 12398 p2 (AG)6 12 45365093 45365104 TCTCTCCTCCTCTTTTCTCCAA TTCTCTCCTTCCCTCTTCCC 242

Ai09B12401 Araip.B09 12401 c (T)12gc(T)10 24 45370297 45370320 CCACCGGATACATAAATGCC TGAAGCAAGAAAAAGCAGTGAA 266

Ai09B12404 Araip.B09 12404 p2 (AG)7 14 45387524 45387537 CAAGAAAGGAAGGGAAAGGG ACGATGGTGACGTTCCTCTC 182

Ai09B12407 Araip.B09 12407 p2 (TA)6 12 45398281 45398292 TCCTTGGAAACAATTGCTCA TTTTGCACTACTAATTGCCATAAA 218

Ai09B12408 Araip.B09 12408 p3 (TTG)5 15 45398771 45398785 TTCAACACCAACAAAAGCCA TTCACCAGGGAGAGAAGGAA 238

Ai09B12410 Araip.B09 12410 p4 (AAAG)6 24 45399888 45399911 TCGCTACACTTGCTTTCCTTC CGTCCCTCTCTCCCTCTCTT 124

Ai09B12411 Araip.B09 12411 p2 (TA)18 36 45403486 45403521 TTTGCAAGTTTTGTAAGAGGGA TGCGTCACTCTGATAGCTCG 239

Ai09B12412 Araip.B09 12412 c* (A)10tacagcagcaacaacaacaaaagaatgacgataagaaaaaaatatgtgaaaaagaagtaacgcaaaaaaggaggagaat(GAG)5gaatgcaaaaaagaaagcaaagaagaagaagg(AGGAGA)5(AGA)5*178 45403890 45404067 TTCTGTTCCGCACAATTTGA TTCTTCTTCTTCTTTTTCGATGC 275

Ai09B12413 Araip.B09 12413 p2 (TC)6 12 45410991 45411002 CCCTATTCTTCTCCCCCAAA TATCGGTGGGTGGGTTTAAG 219

Ai09B12418 Araip.B09 12418 p2 (AT)9 18 45426180 45426197 TCCCATTTGCACACAGAAAA TGTAGTGGTGGAATGAACTGAGA 136

Ai09B12419 Araip.B09 12419 p3 (AAT)6 18 45429852 45429869 CCATTTTGAAAAGGTGCCAT GCAAGACACGGGAACATACA 229

Ai09B12420 Araip.B09 12420 p2 (AT)6 12 45432491 45432502 CCATGTCTGCACTTCTGCAT TTTGGGGTGGCTTTGATTTA 279

Ai09B12421 Araip.B09 12421 p2 (AG)7 14 45433524 45433537 GCCCAGATGAGAGAAACTGC AGCTCCCTTCCTCAAAGCTC 200

Ai09B12425 Araip.B09 12425 p3 (CTT)7 21 45446144 45446164 TCCATTTTCAAACACAGCGA AAAGATGGAATTTGAGGGGG 277

Ai09B12429 Araip.B09 12429 p2 (TA)7 14 45461161 45461174 TCCAAATATGCAGCAAAATGA TTTTTATGACAAGTGGGCCAT 218

Ai09B12431 Araip.B09 12431 p2 (AT)19 38 45464617 45464654 TAGCTCCTGACTCAGCCTGC TAGTCCCTGGGATGTTTTGG 236

Ai09B12432 Araip.B09 12432 p3 (TCT)5 15 45475299 45475313 AGCCATGATATGCCTTGGAG GGAGCTGTCATGGAAAGGAA 212

Ai09B12434 Araip.B09 12434 p2 (GA)7 14 45482409 45482422 AGAGAGAAGGAGAGCGTTCG CGAAAATCACTAACCACGTTTTC 245

Ai09B12438 Araip.B09 12438 c (T)25a(T)14 40 45503133 45503172 CAAGGCCCACATCCAAATAC TGCAAGATTCCTGAAATTCATA 247

Ai09B12440 Araip.B09 12440 p4 (TAAA)5 20 45517196 45517215 TTGGTGTTCCTTGGTGTTTTC CCAATGGAGGGTATGCAGAT 189

Ai09B12451 Araip.B09 12451 p2 (TA)6 12 45656097 45656108 CCCATCTCAACTGTAAAGGCA ATGCCATGCAATGCAATCTA 182

Ai09B12454 Araip.B09 12454 p2 (AT)6 12 45666602 45666613 ATGCCATGCAATGCAATCTA CAACATCCAGTGAGGGTTCA 275

Ai09B12456 Araip.B09 12456 p2 (AG)7 14 45679114 45679127 GTAGAGGGGAGGGTGAGAGG GACGGTAATCGTGCCCTAAA 137

Ai09B12460 Araip.B09 12460 p3 (CTT)5 15 45695523 45695537 AACGCTTTCAGTTTGTTCGC ACCGAGCCTGAAAGTTCAAA 216

Ai09B12464 Araip.B09 12464 c (T)10c(T)11 22 45697943 45697964 GGATCCCTTCTCATCTGCCT GCAATGGCATAGGCACTTTT 249

Ai09B12465 Araip.B09 12465 p2 (CT)20 40 45699795 45699834 TTGAATGTGCTGCGAATAGC TGTGGGGAAAATTTTAAAGCA 244

Ai09B12467 Araip.B09 12467 p2 (AT)7 14 45703306 45703319 AGAACCACACCAAACAAATCG CAAATCAATGGGTCGGTTTT 236

Ai09B12468 Araip.B09 12468 p3 (AAG)5 15 45703734 45703748 GGGAATTGGGGAAATGAAGT TAGGGGTGAGGGAGGAGTCT 238

Ai09B12470 Araip.B09 12470 p2 (TC)7 14 45713621 45713634 TGCATTTTGGTTTTAAGGGC GGTGGCAATGCTTTTTGTCT 267

Ai09B12476 Araip.B09 12476 p2 (CT)6 12 45749681 45749692 CGTTTAACACCAGGAATGGG GAGGGATTTTTGGGGAAGAG 268

Ai09B12477 Araip.B09 12477 p2 (CT)6 12 45758114 45758125 CTTGGTGTTTTTCCCTCCAA TCAGAAAACTCAGGGGAGGT 262

Ai09B12478 Araip.B09 12478 p2 (AT)10 20 45776359 45776378 ACACAGTGGCTCACCCCTAC ACATGTCCAGTAGCGAACCC 188

Ai09B12479 Araip.B09 12479 p2 (TA)19 38 45776972 45777009 CTGAACGTGCTGGAGACTCTT CGTCACCTTGACACGTTTGT 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12482 Araip.B09 12482 c (AG)10ggttcaaattattagatgagtagaagagaagtgttagtaaataaataaaataaatagaaagagat(GA)697 45787846 45787942 GAATGAAGAAGGAAGAAGAAGAAA TCACTAACCACTTTTTCAAAATCC 275

Ai09B12484 Araip.B09 12484 p2 (TC)7 14 45793104 45793117 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGGGAGAGA 250

Ai09B12485 Araip.B09 12485 p3 (TTC)5 15 45796364 45796378 ATTCAAACCATTTCCCTCCC AAGCAATTGCCTTCCCTTTT 274

Ai09B12488 Araip.B09 12488 p2 (TA)6 12 45806376 45806387 GGATTGCACAATTGCAAACTA CCCCAGGAAGAGGAACAAAT 254

Ai09B12489 Araip.B09 12489 p2 (TA)6 12 45811533 45811544 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 274

Ai09B12490 Araip.B09 12490 p3 (ACA)5 15 45840351 45840365 GAGGGATAATGCACAAGGGA ATAGCCCTCGTCCCGTTTAT 265

Ai09B12491 Araip.B09 12491 p2 (GC)6 12 45846465 45846476 ACCAGCTTAAACACCTGCCA AGGAGTAAGAGATGCGCCAA 136

Ai09B12494 Araip.B09 12494 c (AG)6ggggttcggatttttggtgagtgaggaagagatgttagtaaat(A)1368 45857162 45857229 TTCTTGTCCTTGCTCCTGCT TTTCGAAAACTTCCCCCTCT 249

Ai09B12495 Araip.B09 12495 p2 (AG)6 12 45857371 45857382 AGAGAGAGAGAGGGGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 263

Ai09B12497 Araip.B09 12497 c (T)10cgaaaacaaaggaaaaatttttcaaaaatttttga(AT)1065 45858467 45858531 TTGAAACCCCAGTCCAAAAG TCGAGTTTGGACAACTGACG 265

Ai09B12499 Araip.B09 12499 p3 (CAC)10 30 45868958 45868987 ATCACAAAAGAGCTGTGGGG ATGATCACTGCTCGTTGCAC 274

Ai09B12501 Araip.B09 12501 c (A)10tattttttggctcaatttgttttcc(AT)851 45885645 45885695 TTTTCCTCACCCATTTGTCC GTTCAAGGGCGTTGACATTT 275

Ai09B12502 Araip.B09 12502 c (CTT)10ctgatactaacgatgtcgattca(TCT)5actttgaattcttgttgtgg(TTC)6106 45887167 45887272 AAACTTCCAATCCCCAACAA CTTCGAGAGAACACGGAAGG 203

Ai09B12503 Araip.B09 12503 p3 (GCC)5 15 45887472 45887486 CGGAATAAGAGCGAAACTCG AGAGCATCGAGGAAACGCTA 206

Ai09B12504 Araip.B09 12504 p3 (GGA)8 24 45887691 45887714 CTAGCGTTTCCTCGATGCTC GCGCCTTCAAGAACAGTTTC 195

Ai09B12505 Araip.B09 12505 c (A)26g(A)21 48 45913614 45913661 TTGTTGGCTCTTGAAAGAATGA TGGCTTTTTCTGCTTGCTTT 207

Ai09B12509 Araip.B09 12509 p3 (ATT)5 15 45923230 45923244 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 251

Ai09B12512 Araip.B09 12512 c (AT)15aggttgtatgctaacttacgatt(TA)869 45931700 45931768 GCCAGCTTAGGGGTTTTCTG AAACATACACAAGGCCAGCA 235

Ai09B12513 Araip.B09 12513 p2 (TA)8 16 45935560 45935575 GCCAGCTTAGGGGTTTTCTG AAAAGATTTGCGAGGACAGC 246

Ai09B12514 Araip.B09 12514 p2 (TA)6 12 45941946 45941957 CTACCCTGAATGGGAGCAAA GACCCGTATGGTACACGACC 232

Ai09B12515 Araip.B09 12515 p2 (AT)9 18 45951148 45951165 CAGCTGTAGGTGAGCTGTCG AGCTACCATTGGCAGGATTG 254

Ai09B12519 Araip.B09 12519 p2 (AT)9 18 45958244 45958261 TCTGTATGAACCAGAGCCCG AGAGGAGGGGTGTGAGTGAA 211

Ai09B12522 Araip.B09 12522 p2 (AG)6 12 45974598 45974609 GAGCAGTGATGCGAGATGAA TGTTTGTTTCTTATCTTTTTCAAAACT 269

Ai09B12524 Araip.B09 12524 p2 (CT)7 14 45982039 45982052 AAGTGGGGGAATCCATTCAT GCCTTCAGATGGGAAGCAAT 279

Ai09B12534 Araip.B09 12534 p2 (AG)6 12 46045835 46045846 TGGCAACTTAATTCAAAGCG GGAGAGCTCGCCAATTTCTA 278

Ai09B12535 Araip.B09 12535 p2 (AC)6 12 46049449 46049460 TATTGTGCCATCATGCCCTA GCAGTCAACTCCTCGGATTC 228

Ai09B12538 Araip.B09 12538 p3 (TTC)5 15 46059572 46059586 TCTTGACTTTCCCATGGAGG TTGACGTTCGGACACTCAAG 207

Ai09B12545 Araip.B09 12545 p2 (AG)6 12 46130386 46130397 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 215

Ai09B12547 Araip.B09 12547 p3 (AAT)6 18 46133735 46133752 CAGGTTCTGGATCTGCTTCC GCCTCCTCACAGTTGTGTTTC 195

Ai09B12548 Araip.B09 12548 c* (AG)8(AGTT)5* 34 46134080 46134113 AAGATGGGAGAGGGAGAATTT TTTTCAAAATATCTTTCCTAACCTCC 269

Ai09B12553 Araip.B09 12553 p3 (GAA)5 15 46163080 46163094 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 245

Ai09B12554 Araip.B09 12554 c (T)10cgaaaacaaaggagaaaattttgaaatatttttgaaaa(T)1159 46164809 46164867 CGCCTGACATACTCATTCCC TTTGGACAACTGACGGTTCA 258

Ai09B12555 Araip.B09 12555 c (TA)6(T)10 22 46168086 46168107 CACATGTGCATTGATTTTTCC AAAACTGTGGGAACATGGGT 280

Ai09B12558 Araip.B09 12558 p5 (TTTAT)9 45 46178635 46178679 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12560 Araip.B09 12560 p2 (AT)10 20 46198705 46198724 TCAAGGTTATAATGGGGCTGA CAAAAGTGGGAAAAATTTGGG 170

Ai09B12562 Araip.B09 12562 p3 (TTG)7 21 46207579 46207599 TTTCCTCCTCATCATCCTCG CTCATCCCTCCATTCTCCAA 241

Ai09B12563 Araip.B09 12563 p3 (ATT)6 18 46207936 46207953 TTGGAGAATGGAGGGATGAG CCAAAAGGAAAAAGGACCAA 251

Ai09B12565 Araip.B09 12565 p2 (TC)9 18 46235351 46235368 TTGGATAACCCTAAGGCGTG GCAGTTGAGGGAGGACAGAG 238

Ai09B12566 Araip.B09 12566 p3 (ACC)5 15 46237946 46237960 TAGAGCTAGAGCAGCGGAGG TCTTCGTGGGTCTCCTCATC 279

Ai09B12568 Araip.B09 12568 p2 (TA)7 14 46242086 46242099 TGATGTGATCGTAAGCCCAA TTCTGCTTCATCCCAAGTAGG 219

Ai09B12571 Araip.B09 12571 p2 (AC)7 14 46258416 46258429 CCAATGTCTCAAGACTTCCCA ACAAGCCTGAAAGCGAAAAA 109

Ai09B12573 Araip.B09 12573 p2 (GC)6 12 46259653 46259664 CACAGGTGGTAGGCACAGAA CCATACGTTGACCCGAAAGT 224

Ai09B12577 Araip.B09 12577 p2 (CT)22 44 46280088 46280131 GCATTGGATTGATGTTGGTG GGGCAGCAGAGCTAAACAAC 222

Ai09B12580 Araip.B09 12580 p2 (AT)8 16 46298542 46298557 GCATGTCCTTATGCTAATTCCA TGCTTTTTCTCCCATCTCAA 248

Ai09B12581 Araip.B09 12581 p2 (AG)6 12 46305892 46305903 GCTGGAATAAAAATGCCTTCA CGCCAATTTCCACTTCTCAT 275

Ai09B12584 Araip.B09 12584 p2 (AC)6 12 46313222 46313233 CATGCATTTTTGCTTTGGTG CCGCACATTCATTTGGTAGTT 252

Ai09B12585 Araip.B09 12585 p4 (TTTA)5 20 46313494 46313513 AACTACCAAATGAATGTGCGG TGACACACTTGCAGACATGC 217

Ai09B12586 Araip.B09 12586 p2 (TA)6 12 46316915 46316926 GTTGTAATGGGGCTAAGGCA GGGGACAAAATTATCCCAATG 244

Ai09B12587 Araip.B09 12587 p2 (TA)6 12 46317172 46317183 TTGGGATAATTTTGTCCCCTT TGCGTAAATTGAGTGTGGGA 222

Ai09B12588 Araip.B09 12588 p2 (TA)6 12 46322289 46322300 GTTGTAATGGGGCTAAGGCA GGGGACAAAATTATCCCAATG 244

Ai09B12591 Araip.B09 12591 p2 (TA)8 16 46357346 46357361 TCCCCATCTCATTTGCTAAAA ATGGGTTTATCAACCTCCCC 269

Ai09B12592 Araip.B09 12592 p2 (AG)6 12 46359922 46359933 ACATTGAACCTGGGATCGAG TTTTGACCCAGTTTTCAGCC 206

Ai09B12595 Araip.B09 12595 p2 (CT)6 12 46363670 46363681 CGTGTCGCAGTGACAGAAAT GGACATTGAACTTGGGATCG 267

Ai09B12596 Araip.B09 12596 p2 (AT)6 12 46382749 46382760 TGGGAACAAAAGTTGTTAAGGG CATTGGGGTAATTTTTGTCCC 186

Ai09B12597 Araip.B09 12597 p2 (TA)7 14 46383344 46383357 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 162

Ai09B12598 Araip.B09 12598 p2 (TA)11 22 46391211 46391232 TGGGGTAATTTTGTCCCCTT GTATCCGCTAAGTGTGGGGA 222

Ai09B12600 Araip.B09 12600 p2 (AT)7 14 46406117 46406130 TCCTTTCTTTCTCCGTCCCT ACAAGGAAATGAAACGTGGC 272

Ai09B12606 Araip.B09 12606 p3 (TTA)5 15 46445402 46445416 CCAATTTCTCATACCTTGCCA CAAGGAATTGCAGGGAGGTA 146

Ai09B12610 Araip.B09 12610 p2 (AC)11 22 46496092 46496113 TGTGCCACTCTGATAGCTCG TGTAAGAGGGATGGGACTTTG 233

Ai09B12612 Araip.B09 12612 p3 (TAA)9 27 46521582 46521608 AGTTATGCAATCCCACCGAA TGAAGCGAAATTTAAAGAACAAA 186

Ai09B12614 Araip.B09 12614 p2 (TC)6 12 46556537 46556548 CCGCACAGCTTACCCTAATC AAGAATGAAAAAGAAAACACGGA 270

Ai09B12617 Araip.B09 12617 p2 (TC)7 14 46576815 46576828 CGTGCACCAACCACCTAACT GGGAGAGAGGGTTCAAATTACA 278

Ai09B12620 Araip.B09 12620 p2 (TA)6 12 46587669 46587680 TTTCACTACTTACTTTGGGGCA TGTGGGAAAGTTGAATTTGGA 225

Ai09B12622 Araip.B09 12622 p2 (GT)7 14 46595070 46595083 AGCCTTGAAGCGAAAAACAA TTATTCCCCCAATGTCCAAA 112

Ai09B12623 Araip.B09 12623 c* (A)11(AT)9* 28 46595254 46595281 TGGACATTGGGGGAATAAAA TTTATTGGGTTTCGCTTTGC 262

Ai09B12624 Araip.B09 12624 p3 (TTC)7 21 46596765 46596785 CAAGGATTGAAGGGGAATCA GAGGAATCATAAATGCAACAACA 221

Ai09B12625 Araip.B09 12625 p2 (AT)14 28 46600420 46600447 CGGTGAGGGTTCAATAGCTC AAGCGAAGGGGTATGACATTT 279

Ai09B12626 Araip.B09 12626 p2 (CT)6 12 46604530 46604541 TTTTCAAAAAGTTGGTTTCAAAAT GGGTTAGTGATTTACGAAAATGGT 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12627 Araip.B09 12627 p3 (TAT)5 15 46604867 46604881 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai09B12628 Araip.B09 12628 p3 (TTC)6 18 46606170 46606187 GCCCTCCATTCTTCATCAAA TGGACCTTGACTTTATCCGC 233

Ai09B12631 Araip.B09 12631 p2 (TA)8 16 46645454 46645469 TGGGGTATTTTTGTCCCCTT TGAAAATCATGGGATTGGGT 184

Ai09B12635 Araip.B09 12635 c (AT)7a(GT)9 33 46674710 46674742 TTGATGATGGTTTGGATGGA TCATTTGTTTTCAACATGAACCA 208

Ai09B12636 Araip.B09 12636 p2 (TA)20 40 46676801 46676840 GGAGGGTAGGTTGGAGAAGG GCCAAAGGCAATCCTAGAAC 218

Ai09B12637 Araip.B09 12637 p3 (AGA)5 15 46687484 46687498 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 164

Ai09B12643 Araip.B09 12643 p3 (AGA)5 15 46704381 46704395 CTGGCCTTAGGTGCCATAAA ACACTAAGCCCCCTCCATCT 152

Ai09B12644 Araip.B09 12644 p2 (AG)6 12 46704681 46704692 GGTATGGGAGGGAAAGTGGT ATGCCAGAATTGGCAGAAAG 271

Ai09B12645 Araip.B09 12645 p2 (AT)10 20 46713179 46713198 GAAGATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 194

Ai09B12646 Araip.B09 12646 p4 (AAAT)7 28 46731107 46731134 CAATGGGAAATTGTGGGAAC TGGGGTAATTTTGTCCCCTT 229

Ai09B12649 Araip.B09 12649 p2 (AT)6 12 46753334 46753345 CCATGGTATGGTCGCTTCTT GTCGCTTGGTTGGTGTTTTT 214

Ai09B12651 Araip.B09 12651 p2 (TA)6 12 46757110 46757121 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai09B12652 Araip.B09 12652 p2 (TC)6 12 46757934 46757945 GCTCGCATATTTTTACCTTTCAA TGGCAACTTAAATCAAAGAGAACA 271

Ai09B12655 Araip.B09 12655 p3 (AAT)5 15 46766871 46766885 CAGGTTCTGGATCTGCTTCC TCACATCTCAACCCTCCTCA 203

Ai09B12656 Araip.B09 12656 c (T)11cgaaaattcaaaataaaaataaaataattagttaattaaaaagaatttttgaaaaagagggaagatattttcgaaaatt(AG)6102 46767118 46767219 AGAAGGAGATGAGAGAGAAGGAA CTTCTTATCTTTTCAAAATTTGTTTCA 274

Ai09B12658 Araip.B09 12658 p2 (TC)6 12 46800780 46800791 CAGCAAATTCTGAAGCCCTC CCTGGATCCGGAGTTACTCTT 207

Ai09B12661 Araip.B09 12661 p2 (TC)6 12 46812167 46812178 AGCGAATTCTGAAGCCCTTT AACTTGGATCCGGAGTTACTCTT 208

Ai09B12664 Araip.B09 12664 p3 (TTC)5 15 46828689 46828703 TACTCATGGTTGGGTTGCCT GGGAAGGTCCAAAGAGGAAT 260

Ai09B12665 Araip.B09 12665 p4 (ATAG)6 24 46831775 46831798 AAAACAGATGGGACACCAAA CAAGAAAAACAATCAAGAGGGG 267

Ai09B12667 Araip.B09 12667 p2 (AC)6 12 46847848 46847859 TCCGGCACACTAACCCTTAC CCTTCCTCGAGCTCTCCTCT 184

Ai09B12670 Araip.B09 12670 p2 (AT)9 18 46854101 46854118 TTGGTACCCATGCCTAAGGA TGATGCTTGAGTTGTGCCTC 252

Ai09B12671 Araip.B09 12671 p2 (TA)7 14 46858687 46858700 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 275

Ai09B12676 Araip.B09 12676 p3 (TGT)5 15 46882892 46882906 GTTGTTCTGAGGCGCTTAGG ACAATGGGACTCAGAGGTGG 125

Ai09B12680 Araip.B09 12680 p3 (AAG)6 18 46928052 46928069 GCTTTTGTCTTCCCTTTCCC ATATGGCCGAACCTTAACCC 253

Ai09B12683 Araip.B09 12683 p2 (TA)18 36 46939168 46939203 ACTGTGGATTTTGGTGGCTC GTAGGAATTGCTTCCACCCA 272

Ai09B12685 Araip.B09 12685 p2 (GT)7 14 46969825 46969838 TTGGGTAGCTAGGCATGATTTT AGTCGCTCAAGTGTCAGGGT 265

Ai09B12688 Araip.B09 12688 p3 (TTC)5 15 47042862 47042876 CCCCTTTTCATTGGGTTAGG TTTCCAAGGCTCAGAGGAGA 179

Ai09B12689 Araip.B09 12689 p2 (CT)6 12 47055235 47055246 ACATGGTGCAGGGATGAGAT GAATGGTGAGGTATGTGGGG 206

Ai09B12691 Araip.B09 12691 p2 (AT)8 16 47065236 47065251 ATGGGTTTATCAACCTCCCC TCCATCTCATTTGCTAAAATGCT 267

Ai09B12696 Araip.B09 12696 p2 (CT)6 12 47117087 47117098 TAAAGTGGGGAATTGCATCC AAAAGGAACCTTGAACCTGGA 162

Ai09B12698 Araip.B09 12698 c (A)11gaaaaaaagaaaaaaaa(AT)844 47120524 47120567 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 232

Ai09B12699 Araip.B09 12699 p2 (CT)6 12 47121897 47121908 AACCAGCGAATTCTGGACTG AAAAGGAACCTTGAACCTGGA 227

Ai09B12704 Araip.B09 12704 p2 (TA)6 12 47164017 47164028 ATGGGTTTATCAACCTCCCC CCAACTCAATTGTGAAGGTGC 258

Ai09B12705 Araip.B09 12705 p2 (AT)6 12 47164379 47164390 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12707 Araip.B09 12707 p2 (TA)6 12 47165248 47165259 ATGGGTTTATCAACCTCCCC CCAACTCAATTGTGAAGGTGC 258

Ai09B12708 Araip.B09 12708 p2 (TA)8 16 47166494 47166509 GCTGTGTGTTCTTTGGCTCA TCACAATTTCGTGCACCAGT 241

Ai09B12711 Araip.B09 12711 c (T)10gtagtgtttattatcattagta(TTG)650 47181006 47181055 AGACCTATGGCCACGAGAGA CCCTTCCAACTTGCACTTGT 264

Ai09B12712 Araip.B09 12712 p2 (AT)12 24 47196274 47196297 TAAACCGCAATACTGCTCCC GGCGCAGAAGTTACGAAGAG 261

Ai09B12714 Araip.B09 12714 p3 (TTG)5 15 47207676 47207690 GAGGACAACCTCAAGGACCA TAAAAGAAGGCCGTTCACCA 187

Ai09B12717 Araip.B09 12717 p2 (TA)9 18 47212958 47212975 TTTGCAAGAAATCAAAGGCT CGGACAAAAACACAGAATATCA 190

Ai09B12723 Araip.B09 12723 p2 (AT)10 20 47226281 47226300 GGAGGGATCACAGGAGTGAA GTGAGTTTCGAGGATTGGGA 229

Ai09B12728 Araip.B09 12728 c (C)16(A)13 29 47245156 47245184 CTCTCCCCGACAATTTTTCA TGCAATATTTTGAAATTCCTTTTG 243

Ai09B12731 Araip.B09 12731 c (AT)8ttgtttttttttgaatttttatattgtatttttttatgtttttgc(T)1071 47259564 47259634 GCACGGAGGAAAAACAAAAA ATTTCAGAACAGGAACCGGA 186

Ai09B12733 Araip.B09 12733 p2 (GC)6 12 47293922 47293933 GCGCCGAAGTGATTTTACAT GTGGGCCACGTGAGAGTATT 173

Ai09B12738 Araip.B09 12738 p4 (TATT)5 20 47323439 47323458 GGGGACACCAAACTTAATTTCA ACTTGCCGGTTAGTTTGTGG 226

Ai09B12741 Araip.B09 12741 p4 (TATT)5 20 47342325 47342344 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 220

Ai09B12744 Araip.B09 12744 p2 (GA)7 14 47380397 47380410 GAGAGAGCGAGGGAGTGAGA TCCCCAAAAATCTTCAATGC 278

Ai09B12746 Araip.B09 12746 p2 (GC)6 12 47384524 47384535 TTTTAGTCTCTTTCCCGCCA ATGGGCGCACACACATACTA 174

Ai09B12748 Araip.B09 12748 p2 (AG)6 12 47401896 47401907 GAAGGAGATGAGGGAGAAGGA TTTTTGTTCTTTTCTTACCTTTTTCAA 226

Ai09B12750 Araip.B09 12750 p2 (TC)6 12 47411710 47411721 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai09B12753 Araip.B09 12753 p2 (AT)6 12 47417283 47417294 ACCCCAGCTACCATCCCTAC GCCATGCAATGCAACCTAAT 264

Ai09B12754 Araip.B09 12754 p2 (TC)6 12 47418164 47418175 AAGCTCCAAATGACACGACC TGGATCCAGAGTTACTCCCAA 279

Ai09B12755 Araip.B09 12755 p2 (CT)6 12 47421039 47421050 GGGCAGCAACCTGGTATTTA AGTATTTGGGGAAGCGTGTG 165

Ai09B12756 Araip.B09 12756 p2 (AG)6 12 47423894 47423905 GAAAAAGGGGGAGATATTTTCG TCTTGTGATTTCTTATGAATCAAGTC 273

Ai09B12758 Araip.B09 12758 p3 (AAG)5 15 47430051 47430065 CCATGGGAAAGTCCAGTCAT ATTCCCTTGTGCTCTCCCTT 272

Ai09B12764 Araip.B09 12764 p2 (TA)9 18 47456837 47456854 CCGCTCAATTATCCACTTTGA TTTCCATCAATAATACTGTGACATACA 205

Ai09B12768 Araip.B09 12768 p3 (AAT)21 63 47467239 47467301 AAAATCGTTTATCAATCTCCTTGA TTCCCGATCCATCTCTCAAC 252

Ai09B12770 Araip.B09 12770 p2 (AG)6 12 47477595 47477606 AGTTTCAAGCCCGAAAGTGA GGGCAAAACAAAGGAATCAA 263

Ai09B12771 Araip.B09 12771 p2 (TA)9 18 47495495 47495512 GCCTAGGTGCCAGCTTAGTG CATTCGGTGATTCAGCCTTT 151

Ai09B12773 Araip.B09 12773 c (ATG)5ata(ATG)5 33 47501218 47501250 AGAATAGCGGTGTGGTTTGG TGCATTGACATGTTCCATTGT 157

Ai09B12781 Araip.B09 12781 p3 (GAA)11 33 47543878 47543910 CGTCAAAGTCAATCCAGATCC CACGCGCCTCATATAACGTA 172

Ai09B12783 Araip.B09 12783 p2 (AG)14 28 47550803 47550830 AGGCGCGTATGAAATGAAAG ACCGTCCTCTCTTTTTCCCA 267

Ai09B12784 Araip.B09 12784 p2 (AT)8 16 47554635 47554650 CTGTAGCGGATTACGTGCAA GGAAATTGAAAATGCATGTGG 275

Ai09B12785 Araip.B09 12785 p2 (AT)10 20 47561632 47561651 GCGAGACTAAGCGACATAATGA ACCCGTTAAATACACGCGAA 206

Ai09B12787 Araip.B09 12787 p3 (TTC)5 15 47569684 47569698 CCTATCTTCTTCCCCTTGGC TTGCCTTCCCTTTCCTCTTT 212

Ai09B12790 Araip.B09 12790 c (CT)6t(TC)8 29 47582686 47582714 TCCTCACGAATCCAAAGGAC TGGAAAAGAGAGAGAAGCGG 169

Ai09B12792 Araip.B09 12792 p2 (AC)11 22 47590335 47590356 AGGCTGAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 241

Ai09B12801 Araip.B09 12801 c (A)10ttcaaaa(AAAT)537 47640143 47640179 TTAAGTATGGGGAACCGTGG TGGGGTAATTTTGTCCCCTT 204
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Ai09B12802 Araip.B09 12802 p2 (GT)6 12 47640325 47640336 GGGGACAAAATTACCCCAAT ATGTTTGGCCAAGTGAGCTA 211

Ai09B12805 Araip.B09 12805 p2 (CT)6 12 47654849 47654860 TTGATTTTCAAATTTGTTTCAACT TGAGAGAGAAAGGGAATTTTCG 256

Ai09B12806 Araip.B09 12806 p3 (TTA)5 15 47655180 47655194 GCTCTCCTCACCCTTGTGTC TGCCATCTCCTCTTCCTGTT 280

Ai09B12807 Araip.B09 12807 p3 (TTC)5 15 47658071 47658085 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 243

Ai09B12808 Araip.B09 12808 p2 (CT)6 12 47662803 47662814 GAATCCATTCATTCATGGGG ACATTGAACCTGGGATCGAG 154

Ai09B12810 Araip.B09 12810 p2 (AG)6 12 47678238 47678249 GCTGCAGAATAGGGGAAACA GGAACGTTGAACCTAGAATTGA 159

Ai09B12811 Araip.B09 12811 p2 (TA)8 16 47684079 47684094 GGTTTGATTGAAATTCGGGA TGCAATTAAGCTCAAAAACCA 238

Ai09B12812 Araip.B09 12812 p3 (AAT)33 99 47685389 47685487 TGTGGGGAACTGTGGAAACT GGGCAATTTTTGTCCCCTTA 280

Ai09B12813 Araip.B09 12813 p2 (GT)7 14 47685639 47685652 AAAAATTGCCCCAATCGTTA CGAGGTTGTAATGGGGCTAA 244

Ai09B12814 Araip.B09 12814 p2 (AG)6 12 47686764 47686775 GCAGAAAGTTGCAGAAAGGG GGAACATTAAACTTGGAATTGAGAA 240

Ai09B12815 Araip.B09 12815 p2 (AG)10 20 47688598 47688617 ACAAGGGAACGGGAAGGTAG GAGGGATCCAAATCAACCAG 249

Ai09B12816 Araip.B09 12816 p2 (AG)10 20 47690125 47690144 ACAAGGGAACGGGAAGGTAG GCTTCTAATTTCTTTCCTTCTTTTGA 213

Ai09B12817 Araip.B09 12817 c (CT)7g(TC)6tg(TC)6tg(TC)757 47694617 47694673 TAGCGGCTCTTTCCACATCT ACGCTGCCAAACTGTCAAG 229

Ai09B12818 Araip.B09 12818 p2 (AC)7 14 47717086 47717099 GGGCTAAGGTAAGGGTGAGG GCAAAAGTGGGAATTATGGG 144

Ai09B12819 Araip.B09 12819 p5 (TTTTC)5 25 47717275 47717299 CCCATAATTCCCACTTTTGC TGCATACTCATGTGAGACCAGA 256

Ai09B12821 Araip.B09 12821 p2 (TA)19 38 47739204 47739241 TGTTGTTGGAATTGATGTTGG CCAAAAATTCACGGCCTCT 130

Ai09B12823 Araip.B09 12823 p2 (TA)8 16 47741388 47741403 CCTAGCTGGCCTAAACTTCG TCACAACTCGGAACCACTCA 167

Ai09B12824 Araip.B09 12824 p2 (TG)12 24 47742021 47742044 TGTGAGGGTAAAGGAGGGTG CCCCATTTTATGAACCCTAACC 112

Ai09B12825 Araip.B09 12825 p2 (CT)9 18 47742831 47742848 CTATTTGCGCTCCTCTCCAC CAATGCTGGTGGTTGTCACT 269

Ai09B12828 Araip.B09 12828 p2 (TC)6 12 47748687 47748698 CGAAAATATCTTCCCTCTTTTTCA TTCGAATTTGGGTGAGATGA 215

Ai09B12829 Araip.B09 12829 p3 (AAT)5 15 47749026 47749040 AGCAGGAGCAAGGACAAGAA AAATTGTTTGCTCCAATGGC 251

Ai09B12830 Araip.B09 12830 p3 (TTC)5 15 47751473 47751487 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai09B12833 Araip.B09 12833 p2 (TC)6 12 47756275 47756286 TCTCTCTCCTTTTTCAAAACTTCC TCATTCCCACTTGGGTTCAT 264

Ai09B12835 Araip.B09 12835 p2 (GT)7 14 47773269 47773282 GATTGAGGCCATCGTTTCAT ATTCACCCAATGTCCCAAGA 230

Ai09B12838 Araip.B09 12838 p2 (AT)7 14 47796296 47796309 TAGATGGGATCCGGTGTGAT CGGCTCTACAAAAGCCACTC 277

Ai09B12841 Araip.B09 12841 c (A)12ttagaattaaaagaaaattaactaattaattattgactaactaaaaagttattctccgtacttcaaaaaatttaga(T)12100 47799588 47799687 ACAGCTCTCCCTTACTACATTTACA AAAGAGACAAATAATGGTTTTGGC 278

Ai09B12842 Araip.B09 12842 p2 (TA)6 12 47809978 47809989 CAAACTGCACCCAAAAACCT CATGCATTCGAGCCCTTATAG 240

Ai09B12843 Araip.B09 12843 c (TGA)19(TTA)5(TTCTTG)6108 47811645 47811752 ATGTTTTCGATCCCCTCTTT CGCGGGAATGATTATAGTGG 241

Ai09B12846 Araip.B09 12846 p2 (GT)16 32 47828946 47828977 TGGATGGGTTAGGACTCAGG CGCACCATAAATAATACCCATT 261

Ai09B12847 Araip.B09 12847 p2 (AT)8 16 47839723 47839738 TGCCTAAAACCAAACCAATGA GGATTCGACCCTTACTCACG 194

Ai09B12855 Araip.B09 12855 p2 (TC)7 14 47897660 47897673 CACCACCTCCGGTAGCAC TCAACATCCAAGGGAAAACA 255

Ai09B12857 Araip.B09 12857 p3 (AGG)5 15 47913693 47913707 ATGAAGGAAGTGGTGGCAAG TCTCTTGATGCTGTGCTGCT 194

Ai09B12858 Araip.B09 12858 p3 (AAT)5 15 47928691 47928705 AGCAGGAGCAAGGACAAGAA GTTTGCTCCAATGGTAGGGA 246

Ai09B12864 Araip.B09 12864 p2 (GC)6 12 47959843 47959854 GATTGGCTGTTTCTTCACCC CGATGCCTTGATGTGTTTGT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B12865 Araip.B09 12865 p3 (CTG)5 15 47963855 47963869 TATGTCGACTCAGGTGCAGG CGTGGAAGGATGATGATGTG 226

Ai09B12866 Araip.B09 12866 p3 (TTC)8 24 47978702 47978725 ACCCAGGGTCTTTTTCATCC AACCAAGGAACCAAGCACAC 237

Ai09B12871 Araip.B09 12871 p2 (AG)12 24 48007695 48007718 ACGAATAGCCACCACTCACC CCTCCCTCTCTACAACGACG 212

Ai09B12872 Araip.B09 12872 p2 (AG)24 48 48008021 48008068 ATTATGACGTGCCGAGAAGG AACCACCACAGCAGCCAC 279

Ai09B12875 Araip.B09 12875 p2 (CT)9 18 48028139 48028156 TCAAAACCACCTAACTACTTTTCTCTC GGGGAGGGTTCGAATTTTAAG 274

Ai09B12876 Araip.B09 12876 p2 (CT)6 12 48038628 48038639 AACATTTTCCTCCCAAACCC AGAGCTTTTCCCACACCAAA 230

Ai09B12877 Araip.B09 12877 p3 (TCT)5 15 48048048 48048062 TCCTCTTCTTCGATTCTTCTCC CCGCCATATTATGATCCACC 218

Ai09B12883 Araip.B09 12883 c (CT)6cctcctctttctccctctcctctctccccctctcttcccctttctttctctctcctctccctcctttctctctctccctcccttctctcttcctctt(TC)15139 48065187 48065325 AACAAAGCATCTCCAAACGC TAAGGGAAGGGGGAGAGAGA 271

Ai09B12884 Araip.B09 12884 p2 (CT)8 16 48065469 48065484 TCTCTCTCCCCCTTCCCTTA TCCCTCTTCTCTCTCTCCCC 272

Ai09B12885 Araip.B09 12885 c (GA)9aagagga(AG)8aaacaaaatgg(GA)6aaagaggaagagagagagaaacaaaatag(GA)10113 48065732 48065844 GAGAGAAATAAGGAAAGGGGG AAACTCCCTTGCTCTCCCTC 197

Ai09B12886 Araip.B09 12886 p2 (GT)7 14 48067788 48067801 TTGGGTGGGTTTCATAGAGC GGCCAAACGTGCTAAAAATG 268

Ai09B12888 Araip.B09 12888 c (TA)10(GA)7 34 48076229 48076262 TGCATGAGCTTAATTTAGGAAGG CAGTGTTGGTCTTGGTCCCT 199

Ai09B12889 Araip.B09 12889 p2 (CT)6 12 48081008 48081019 TTTGCTATTTGGCGGTCCTA GGCAGAGAGAAGCATATTGGA 240

Ai09B12894 Araip.B09 12894 p2 (TA)6 12 48106758 48106769 GGGTCTTACATCCTACCGACC TTATAGCCTTTTGCCGCCTT 279

Ai09B12899 Araip.B09 12899 p3 (TAC)5 15 48119713 48119727 TCTGCCTCGTCTTCCTCATT AAGAATCTGACTTTTTCCCTAAAAC 212

Ai09B12904 Araip.B09 12904 c (CA)15(TA)13 56 48148621 48148676 TGGGGTATTTTGTCCCTTTTT TCATATGCATTGATGCTCTTGT 209

Ai09B12905 Araip.B09 12905 p2 (AC)6 12 48149769 48149780 CTCCACTTCCATGGTTGCTT TGTGTAAATTGTGGCAAGGC 230

Ai09B12910 Araip.B09 12910 p2 (AT)6 12 48195208 48195219 TGTTGTATACTGTTGATGGGTTTAG TGTACCTAAGGGGTTATTTGTAATG 209

Ai09B12911 Araip.B09 12911 c (TAT)9tg(TTA)5aagtt(A)1059 48196012 48196070 AATGTGATGAGTAACATTTTGATGA ACATGCCACGTTTTGTTTCA 280

Ai09B12913 Araip.B09 12913 p3 (ATA)5 15 48217569 48217583 TCCAAAATCCTACAGGGACG ACTGGTTGCTCCTGCGTAGT 153

Ai09B12917 Araip.B09 12917 c* (A)10(AT)8* 25 48242753 48242777 TGAAGCAAGAAAGAGCAGTGA AGCACATGGTTAGGGACACC 247

Ai09B12918 Araip.B09 12918 p2 (TA)7 14 48249575 48249588 CCACCGGATACATAAATGCC TGTTGGTTCTTGAAAGAATGATG 279

Ai09B12920 Araip.B09 12920 p3 (TTA)6 18 48253748 48253765 CGCACCATGTGATAAACAGG TTTTCATTCCGTTTCTTCCC 225

Ai09B12922 Araip.B09 12922 p3 (GAA)5 15 48285304 48285318 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 205

Ai09B12923 Araip.B09 12923 p3 (GAA)5 15 48285558 48285572 TTTGATGAAGAATGGAGGGC TACATCCTTCTTGGCCGAAC 235

Ai09B12925 Araip.B09 12925 p2 (GA)7 14 48291078 48291091 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 276

Ai09B12926 Araip.B09 12926 p2 (TC)8 16 48311939 48311954 ATGCATCCATTCAGGGAGAG CCTGATCAAAAGAGATAATCCTGAA 145

Ai09B12927 Araip.B09 12927 p2 (AT)7 14 48318209 48318222 TGGGAAACCTATTGGGAACA TTGCATTTGGGGAATTCTTT 224

Ai09B12928 Araip.B09 12928 p2 (TC)6 12 48319641 48319652 ATGCATCCATTCAGGGAGAG CCTGATCAAAAGAGATAATCCTGAA 143

Ai09B12930 Araip.B09 12930 p2 (TA)14 28 48350318 48350345 GGCATTTTTGTCCCCTTTTT GGGTATGGGAAACTTGGGAT 249

Ai09B12931 Araip.B09 12931 p2 (GC)6 12 48352196 48352207 AATAGGCACCACTTTGGCAC GCTTGTAGATTAGGAGAGTACCCTGT 143

Ai09B12933 Araip.B09 12933 p4 (TTTA)9 36 48363908 48363943 CCATGATGGAGAAAGGGAGA TTGGTGTTCTTCCTTCATGTTC 162

Ai09B12934 Araip.B09 12934 p2 (AT)6 12 48367542 48367553 TGGGAAACCTATTGGGAACA TTGCATTTGGGGAATTCTTT 206

Ai09B12938 Araip.B09 12938 p5 (TGATA)7 35 48376568 48376602 AAGTTGGTAATTTGCAATAGATACG GCTTCTTCTTTGTCAACGCC 194
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Ai09B12944 Araip.B09 12944 p5 (TTATT)8 40 48404890 48404929 TCTTAAAATCAAATCTTTTTCAAACC GGGTTGATCAGATCCTCGTG 249

Ai09B12945 Araip.B09 12945 p2 (AT)10 20 48419246 48419265 CCGCTCCAACATACTTTTGC TGAGAACCCTTTCGAGGATG 262

Ai09B12948 Araip.B09 12948 p2 (TA)8 16 48428744 48428759 TCAATGGATGAAAAAGTGCG CGGTGGCTAGGTTAGGGTTT 277

Ai09B12949 Araip.B09 12949 p2 (AG)7 14 48429013 48429026 TTTCCTTTTTCCCCAAAACC GCAACGATGATGACAACCAG 185

Ai09B12950 Araip.B09 12950 p2 (GA)8 16 48429219 48429234 CTGGTTGTCATCATCGTTGC CTCCATCACCAAAGACGGTT 267

Ai09B12953 Araip.B09 12953 p3 (TAT)5 15 48452281 48452295 GCTCGTGGTGTCCAATTCAT ACAGAACCTGGTGCCAAAAT 225

Ai09B12956 Araip.B09 12956 c (T)11c(T)10 22 48466189 48466210 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 168

Ai09B12957 Araip.B09 12957 p3 (GAA)5 15 48466765 48466779 CGGTCTTAGGTGCCATCAAT TAAAGCCTCCCATTCTCCCT 211

Ai09B12958 Araip.B09 12958 p2 (AG)8 16 48469495 48469510 AGAATGAGATGAGAGAGGGAAAA TTGATTTTCAAATTTGTTTCAACT 266

Ai09B12967 Araip.B09 12967 c (TCA)9(TTA)5 42 48477807 48477848 GGAGGGACGTGAACCTTACA GCTGCCGTTACTATTTTCGC 194

Ai09B12969 Araip.B09 12969 c (T)10ctttttcttttct(TTTA)543 48481585 48481627 TGGGTAATTTTGTCCCCTTTT GGGAAGATTTGGGGAACATT 221

Ai09B12971 Araip.B09 12971 p2 (CT)6 12 48492187 48492198 TTGATTTTCAAATTTGTTTCAACT GAGAGAGGGAAAGGATTTTCG 255

Ai09B12972 Araip.B09 12972 p3 (TTC)5 15 48495939 48495953 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai09B12974 Araip.B09 12974 c (T)10cttttttttcgccactttttttttc(T)1045 48499368 48499412 GGCTATTGGCTTTTTCTGCTT TTTGATGTGGTGGCAATACC 280

Ai09B12975 Araip.B09 12975 p2 (AG)7 14 48500680 48500693 AAGAACCTGGGATTGAGAGTCA CTTCCAGCGATTTCTGAAGC 220

Ai09B12981 Araip.B09 12981 p2 (TA)7 14 48529907 48529920 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 269

Ai09B12982 Araip.B09 12982 p2 (AG)9 18 48533063 48533080 TTGGGGAAGAGTGAATGAGG TCCCTCAAGATCTGTGGACC 130

Ai09B12985 Araip.B09 12985 p2 (CT)7 14 48546914 48546927 CTTATCTTTTCAAAATTTGTTTCAACT AGAAGATGAGAAGGGGAAGTGA 276

Ai09B12986 Araip.B09 12986 p2 (AC)13 26 48562958 48562983 CGGAATAAAAGCGCAATGTT GCGAAGTGGTTATCGGGTTA 217

Ai09B12988 Araip.B09 12988 p2 (CT)17 34 48569615 48569648 GATCACCGTTTCTGCAGGTT CCAGTCCCAGAGACGAGAAG 207

Ai09B12990 Araip.B09 12990 p3 (CTA)5 15 48580553 48580567 GGCAGAAAGGAAAGTTGCAG TAAAGGGGTCTGGGGGTTAG 198

Ai09B12992 Araip.B09 12992 p2 (AT)7 14 48601789 48601802 TGGGATAATTTTGTCCCCTT GGGAGCTGTGGGAACTTAGG 195

Ai09B12993 Araip.B09 12993 p2 (GC)6 12 48604022 48604033 CGTACGCGTTATGTACGTGG CATTCGATGCCTTGATGTGT 206

Ai09B12996 Araip.B09 12996 p2 (TA)7 14 48613311 48613324 CCCATCTCAACTGTAAAAGTGC ATGGGTTTATCAACCTCCCC 265

Ai09B12997 Araip.B09 12997 p3 (ATA)6 18 48614054 48614071 TCCATAACAATGCAACATTCG GGACCCGTGTAGTTGTTTGC 231

Ai09B12999 Araip.B09 12999 p2 (TC)12 24 48622863 48622886 GAGAGTGCAAAATGCACAGC TGGGTTGTGAGTTTCCTCAA 209

Ai09B13000 Araip.B09 13000 p2 (CT)6 12 48644063 48644074 CCTGGAATGAAGAAAACAAAGG GCCATAGAGAAAAACCAGCG 253

Ai09B13002 Araip.B09 13002 p3 (AAT)5 15 48646918 48646932 ATGCAAGCAACCCTTCAAGA TTTTTACCTTCTTTCCCCTTTTT 279

Ai09B13004 Araip.B09 13004 p4 (TAAA)6 24 48649551 48649574 TCACCATAGGGGGTTTTCAA CCAATGGAGGGTATGCAGAT 277

Ai09B13006 Araip.B09 13006 p3 (TAT)14 42 48668035 48668076 TGAGAAAATCCTAAAACAACTCTCG CGTGTATATCCAATCATATAACGTCAC 264

Ai09B13007 Araip.B09 13007 c (T)10g(A)10 21 48681464 48681484 AGAACACACAAAGGACACCAAA CGGAAATTGTTCGGATTTGA 280

Ai09B13008 Araip.B09 13008 p4 (AAAT)5 20 48685353 48685372 TACTCGTTTCGATCCCTTCG TGCATATTGGAAAGAGAACCG 273

Ai09B13009 Araip.B09 13009 p2 (TA)6 12 48687171 48687182 CTTTTGATGGTGCCGTTTTT CGGAGGGTCCGATTTACTTT 262

Ai09B13011 Araip.B09 13011 p2 (TA)6 12 48688020 48688031 TGAAGTTTGTGTGAATTGACATAGTT ATGCGACCACCAGGAACTTA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13012 Araip.B09 13012 c (A)11tggtgggattgaaataactatcattctatatattaaaaaaaagacattaatattccaatc(T)1384 48688392 48688475 AGAGCCACTAGAGACAGCACCT CCATGGAGAGCTAGTGTTTGA 263

Ai09B13022 Araip.B09 13022 p2 (AT)8 16 48706466 48706481 CCCCCTTTTCAATCAAAACA GACCGGTGTTTGCATTTATGT 279

Ai09B13023 Araip.B09 13023 p3 (CTG)5 15 48707088 48707102 AATGGTGGTAAGGATGCTGC AACTCCGTTCTCAAGCCAGA 109

Ai09B13024 Araip.B09 13024 p2 (GA)9 18 48709571 48709588 AGGTAACAAGGTGGTGCTGC TTCCATTTCTCCCTCCATTG 240

Ai09B13026 Araip.B09 13026 c (CG)7cagcgcgcttacgcgtggatgcagcagggacaatc(CG)661 48722290 48722350 GAGGAAGGAGAAAAGCAGGG ATTGCACTTCCGCAACTTCT 192

Ai09B13038 Araip.B09 13038 p2 (AT)6 12 48811999 48812010 ATTGCCTAAATCCAAACCCC TTGGAACGTTGTTGTGTGGT 104

Ai09B13039 Araip.B09 13039 p2 (AT)6 12 48812578 48812589 CCTCCCCTCCTTACGTCTTT ATAAGCGAAGCGACAACACC 254

Ai09B13043 Araip.B09 13043 p2 (CT)8 16 48832419 48832434 CAAGTTATGGCTCCCGAAAA AGTGCTAACGGGTTGGACTG 169

Ai09B13049 Araip.B09 13049 p2 (CT)6 12 48873020 48873031 TCACCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 269

Ai09B13052 Araip.B09 13052 c (T)14ccttttttttcttttc(T)1141 48902142 48902182 TCAGGCCAAGATTTCATTCC TGAAGCAAGAAAAAGCAGCA 237

Ai09B13053 Araip.B09 13053 c (T)15ccttttttttctttcttttttcaccattttctttcttgcatgcatatatatc(T)1178 48902345 48902422 TCTTTTCCTGCATTTTTGGG TGATGCTGGCTCTTAAAAGAAT 241

Ai09B13054 Araip.B09 13054 p2 (TC)6 12 48908071 48908082 GTGCTTCTTCTTCCTGTGGC GAGGAATGCATGAGCATTGA 270

Ai09B13055 Araip.B09 13055 p3 (GAA)7 21 48912038 48912058 CATGCAGGATTCAAACCAAG TTGTTGAGTCTTTGATTTTTGC 164

Ai09B13056 Araip.B09 13056 c (T)12a(ATT)5 28 48922976 48923003 AACGAAAATTGATGTTCCCG AATGAAGGGAAAGCCACAAA 214

Ai09B13058 Araip.B09 13058 p3 (GAA)17 51 48926839 48926889 TGAGTTCCTTGGGTTCGATT TCGTTCCAACCTCGTCTTCT 226

Ai09B13059 Araip.B09 13059 p3 (AAT)12 36 48927285 48927320 CGATTCGCAGAGGAAAGAAG ATTTTACACTGGGACGACGG 278

Ai09B13062 Araip.B09 13062 p3 (TGA)12 36 48934015 48934050 GATCAGGTCCGAGTTCTTGC TGAAGGGGTACCGCATCTAC 266

Ai09B13069 Araip.B09 13069 p3 (CTT)8 24 48952587 48952610 TTCTTTTTCACGTGCCTCCT TAGAAAGCGGAGTCGGAAAA 156

Ai09B13073 Araip.B09 13073 c (A)11gggcatcggcgcgctagcacgctgt(GC)648 48961011 48961058 ATAGGGAGCTCTTGGGCATT TCTCAAAGGACTTGCAGGGT 258

Ai09B13074 Araip.B09 13074 p2 (GC)6 12 48961163 48961174 ATAGGGAGCTCTTGGGCATT TCTCAAAGGACTTGCAGGGT 258

Ai09B13075 Araip.B09 13075 p3 (GCT)5 15 48972666 48972680 TGCAAAGGCTTGTTTGTGAA AGCATCAGGTAAGTCCAATGC 256

Ai09B13078 Araip.B09 13078 p2 (AT)7 14 49008566 49008579 GAGGATATGCGGTTGAAGGA TTGCAAATATGAGCTGACGC 245

Ai09B13088 Araip.B09 13088 p2 (CT)6 12 49066796 49066807 GGCAGGGAAGACACAATGAT AGCAAGATTATTGGATGCCG 168

Ai09B13091 Araip.B09 13091 p2 (GA)6 12 49087806 49087817 GGTTGGTTCAATCAAGGGAA CCCACATACCTCCACTCACC 242

Ai09B13092 Araip.B09 13092 p2 (AG)6 12 49094474 49094485 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 199

Ai09B13096 Araip.B09 13096 p4 (TTAG)5 20 49124034 49124053 TCCAACACTTCCAAACACCA TCCCATTTGTACTTAGCAGCA 181

Ai09B13098 Araip.B09 13098 p5 (ATTTT)5 25 49132062 49132086 TTAACAGCCAGCCAGGATTC TTGTGCGGAGTTGTGAAAAG 261

Ai09B13099 Araip.B09 13099 p2 (TA)7 14 49158762 49158775 GTGATTTTCTCCCCGTTTCA GGAATCTGGGTGCCTACTCA 116

Ai09B13101 Araip.B09 13101 p2 (CA)6 12 49162235 49162246 CCTCGCAAGAGTCCTTTGAC TTCCCTGGGATACTTAGCCA 252

Ai09B13102 Araip.B09 13102 c (A)12gagaaaaacaacaaaatgatatc(T)1045 49166968 49167012 CAAAGTGTTCTTGCATGCATTT CGAAAATTATGAGCAAAATAAGGG 180

Ai09B13103 Araip.B09 13103 p2 (CT)9 18 49167794 49167811 TCCACCAAACTACTTTTCTCTCTC AGGGAGAGGGTTCGAATTTT 280

Ai09B13104 Araip.B09 13104 c (AT)7(GT)61 136 49191807 49191942 GGGACTTATGCAATGCAACC TTGATTTAATCCCTGATTGTGC 266

Ai09B13105 Araip.B09 13105 p2 (AC)7 14 49192350 49192363 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 250

Ai09B13107 Araip.B09 13107 p2 (TA)9 18 49193175 49193192 TCAAAAACTCACGGGTTGTG TGGCATATGAGAAATTGATTTGA 273
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Ai09B13108 Araip.B09 13108 c (TG)7c(GT)10 35 49196278 49196312 GGCGTAACTTTGAGAGACAGG AGAAACAAAAGCGTGAAGGG 229

Ai09B13110 Araip.B09 13110 c (TC)9(TA)11 40 49215491 49215530 TATTTTGGGGCATTTTGTCC TGTGGAAAAATTGGGTTTGA 242

Ai09B13115 Araip.B09 13115 p3 (AAG)6 18 49228809 49228826 CAGCATCTAATTCGAACCCC TTGAACTTGGAAACTCGGCT 143

Ai09B13119 Araip.B09 13119 p2 (TC)6 12 49231909 49231920 CTATCATCTCCTCCCCCTCC AAAAAGTCGCAGCCTTTGAA 279

Ai09B13120 Araip.B09 13120 p2 (AT)7 14 49234714 49234727 TCCTTTAATTCTTGTCAAAATCTCTC AACAAAGTTATATGCTCAAAATCAAAA 268

Ai09B13121 Araip.B09 13121 p2 (TA)8 16 49234941 49234956 TTTGATTTTGAGCATATAACTTTGTTT TCTCTCTCCTTTAATTCTTGTCAAA 162

Ai09B13122 Araip.B09 13122 p3 (TGA)5 15 49238630 49238644 TGATACACGCTTGAGCGAAC TATCCGGTGGTGCTACATGA 228

Ai09B13124 Araip.B09 13124 p3 (TTC)5 15 49243265 49243279 TACGCTCCAACTCCTAGCCA AGAATCGCGATGGAGAAAAA 126

Ai09B13126 Araip.B09 13126 p3 (TCA)5 15 49259883 49259897 CCACTCACCATTACCATCCA TTGAGGTTTGAAAAGGGGTG 222

Ai09B13127 Araip.B09 13127 p2 (TA)6 12 49261204 49261215 TTTGATTCTATTCCGGGCAC AACAGGATGCTTTGGCAACT 200

Ai09B13128 Araip.B09 13128 p2 (TA)18 36 49263227 49263262 TTACGCTTGTAGCGCTTGTG GTCCCAATGGAGCGTTCTTA 227

Ai09B13129 Araip.B09 13129 p2 (AT)10 20 49265314 49265333 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 277

Ai09B13132 Araip.B09 13132 p2 (TA)8 16 49274768 49274783 ATTATGAGTCGGGTTTGGCA AGCCTTCACCAACCTACCCT 279

Ai09B13134 Araip.B09 13134 p3 (AAT)8 24 49281662 49281685 CTCAATGTCTTGGGCCCTTA TGGTTCATATTCGAAATTGAGATG 270

Ai09B13140 Araip.B09 13140 p2 (CT)8 16 49299970 49299985 TAGTGCTACCCCTCCCAGTG TCGCTATTCATGATTGTGCC 189

Ai09B13142 Araip.B09 13142 p2 (TC)6 12 49314344 49314355 TTTCGAAAATATCTTCCCCC CGAACACAGATGGAAGAGGG 254

Ai09B13143 Araip.B09 13143 p3 (TTC)5 15 49315262 49315276 GCCCTCCATTCTTCATCAAA GCTCTCTTGCTTGCTCCATC 217

Ai09B13144 Araip.B09 13144 p4 (TTTA)5 20 49320372 49320391 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 222

Ai09B13145 Araip.B09 13145 c (T)10cgcctata(T)1129 49328201 49328229 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGCA 258

Ai09B13146 Araip.B09 13146 p3 (GAA)5 15 49329837 49329851 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai09B13147 Araip.B09 13147 p2 (AG)6 12 49332840 49332851 TTCTTGTCCTTGCTCCTGCT ACATCTCTCCCTCACTCCCC 177

Ai09B13148 Araip.B09 13148 p2 (AG)7 14 49333090 49333103 GGGGAGTGAGGGAGAGATGT CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai09B13149 Araip.B09 13149 c (T)10cgaaaacaaaggagaaatttttgaaagatttttgaa(T)1157 49334462 49334518 CACGCCTGACATTCCCTATC CGGTTCATCTTGTTGCTCAG 248

Ai09B13152 Araip.B09 13152 p2 (AT)7 14 49359058 49359071 AACACCCCGTTACCCTAAGC CGCAGGCTGTGAGTAGTCCT 172

Ai09B13154 Araip.B09 13154 p3 (TTC)5 15 49374136 49374150 CTTCAAAGAAGCGCTATCCG TGGAAGTGAAGAGGGATGAGA 201

Ai09B13158 Araip.B09 13158 p3 (TTC)10 30 49391140 49391169 CAAACAAATCCAACCAAGTCG TCGGCGTGTCTCTTGTAGTG 199

Ai09B13161 Araip.B09 13161 c (AG)8g(GA)6a(AG)1050 49395759 49395808 AGGAGCAAGGCGTACAGAGA GCTGTTTTTAAGTCAGCCGC 269

Ai09B13162 Araip.B09 13162 p3 (ATC)5 15 49396038 49396052 GAGGCGAAGCTACGAGAAAA AACCAAAACGACGATAACGA 250

Ai09B13164 Araip.B09 13164 c (TA)8tg(TGTA)8 50 49402790 49402839 AAGGTAGGCCTGGTGTGATG CATTCACAGCGACAGCAGTT 268

Ai09B13165 Araip.B09 13165 p5 (TTATC)7 35 49415405 49415439 TCCGACTTGTTGGACTTGTG ATAAGGGCGGTTCCCTTAAA 265

Ai09B13167 Araip.B09 13167 p3 (TGA)5 15 49429505 49429519 TCCAGGGTCATCTTGTAGGC GGAATCGAAGCAACAGAAGC 208

Ai09B13169 Araip.B09 13169 c (CTT)5tatcatcatca(TCT)644 49453331 49453374 AAAACTTTTTCTCTTCCTCCTCC TGTAGGCTCATCCTTTTCCAA 225

Ai09B13170 Araip.B09 13170 p3 (GAG)11 33 49454309 49454341 GCAGCAACAACAACAGCAAT TGCCGTTCTTCTTCGTTTTT 178

Ai09B13172 Araip.B09 13172 c (TTA)5(TCA)6 33 49462541 49462573 TGCGAGTTTCCTCTATCGGT TGATTTCAGGCAAGAACTGG 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13173 Araip.B09 13173 p2 (CT)7 14 49464499 49464512 TAGGGTTTCACAGAGGTCCC CTCGTTTTGTTGCGTACCCT 266

Ai09B13174 Araip.B09 13174 p2 (CT)7 14 49471108 49471121 TGATCCATGGACACCCCTAT TTTTCAATTCATCCTTCTTCACTTT 177

Ai09B13178 Araip.B09 13178 p3 (TAC)5 15 49492807 49492821 TTGTGGCACCAAAAACTGAA CCTCACCAGTATCTCCGAGG 108

Ai09B13180 Araip.B09 13180 p2 (TA)8 16 49494544 49494559 ATTCGTGCACCAGTTGGCTA TTTTCGTTCCCTAAAACTCCA 267

Ai09B13181 Araip.B09 13181 p2 (GA)16 32 49498201 49498232 CAAGCCCGTTAGCAACAAAT CTTGCTGATTTGACGTCTGC 198

Ai09B13182 Araip.B09 13182 p2 (AG)16 32 49514216 49514247 CGTTAGCAACAAATCCCTCC TTGCTGATTTGATGTCTGCC 189

Ai09B13188 Araip.B09 13188 p2 (GT)6 12 49533025 49533036 GGGGACAAAATTACCCCAAT GGGGCTAAGGTAAGGGTGAC 235

Ai09B13189 Araip.B09 13189 c (TTCTT)6tcctttctgtt(TG)653 49553235 49553287 TTGTATTGCGTCGTCTCTCG GCACCCTCACTCATTTCACA 153

Ai09B13192 Araip.B09 13192 c (A)10cccaataccattaaataaaacgtgaaatacacgcgtctaacacacacgaaactgctcttacccaatgcttcttc(TCT)599 49555267 49555365 CCAAGTTCATCCAAGTTGGTC GAGGAAGAGGAGGAGGAGGA 199

Ai09B13198 Araip.B09 13198 c (A)11ctcaacacaagtaacggcataataatggtattatatattttattgaaatagttgggtagg(TA)683 49568479 49568561 CGCACATAGTCTCAGGATGC TGTCCAAACCTCAAAATCCC 165

Ai09B13199 Araip.B09 13199 p3 (AAG)5 15 49570914 49570928 TCCGTCCATTCATTTCAATTC TGCCTTCATCGTTCTCCTCT 276

Ai09B13204 Araip.B09 13204 p2 (TA)8 16 49577659 49577674 ATTCGTGCACCAGTTGGCTA GCTTTTCGTTCCCTAAAATTCC 268

Ai09B13208 Araip.B09 13208 c (T)12(A)10 22 49600261 49600282 CGCTCTTGCATGACTCTCTG AAGCAAAGTGCTAGGTGGGA 238

Ai09B13210 Araip.B09 13210 c (ATA)15gtcacacacacataaaaatagtctctct(CA)991 49604363 49604453 AATGTCCCGCTTCTGACTGT TTTTTGTAAAGAGGGATAGGAGTCA 235

Ai09B13211 Araip.B09 13211 p2 (TC)19 38 49606518 49606555 CGAATCCATCTTCTTCTCCG GGGAATAAGAGAGGAGAGGGG 264

Ai09B13212 Araip.B09 13212 p2 (AT)6 12 49607399 49607410 TTCAGTGTCTTACATCCTACACCA TTGCCATATGAATATCCTGCC 143

Ai09B13213 Araip.B09 13213 p3 (ACT)5 15 49617246 49617260 ACAGGCCTCGACTCACAAGT ACCGGAGGGTTAGAGCAACT 228

Ai09B13214 Araip.B09 13214 p2 (AT)15 30 49624798 49624827 CATTTTGTTTAACCAATTTTTCCA TGTGCCTTTGGTTGTGTTGT 251

Ai09B13215 Araip.B09 13215 c (T)11acgcacacatgattgatgcgttcgcgtcaatgacgcttgcgcgtcgtgtgcctccaccgc(T)1081 49628025 49628105 TTGTGCAAAAGGCATGAGTC TTCTTCCAGGAACCGAACAC 181

Ai09B13217 Araip.B09 13217 c (GC)6cactgacgtgcccgcgccatctgctagcactctcaccgacgtgccagcgcacctt(GC)679 49641273 49641351 CGCGTGCCTACCTTACTGAC AGGCCTTAAATTGACTTGCG 197

Ai09B13221 Araip.B09 13221 p2 (AT)6 12 49671757 49671768 TTTCCCTCGCCTTTATCTTT CCGGCTGCGCTACTCTAATA 280

Ai09B13222 Araip.B09 13222 p3 (AAG)5 15 49673156 49673170 TCCGTCCATTCATTTCAATTC TGCCTTCATCGTTCTCCTCT 276

Ai09B13226 Araip.B09 13226 p3 (ATG)5 15 49695909 49695923 AAATCGGTCTGGTCATGGAA CATGGTCAGTCATGGATATCGT 254

Ai09B13229 Araip.B09 13229 p2 (TA)9 18 49702292 49702309 TGCGCTAACTAGCGTCTTGA TGAAAATTGTTAAGTTTGAATGCC 213

Ai09B13236 Araip.B09 13236 p2 (CT)8 16 49723383 49723398 TAAACGCCAGAAAGGGAAGA GGAGGGTGTTATGGGAAGGT 219

Ai09B13239 Araip.B09 13239 c (T)10cgaaaacagatgtgaaaatttttgaaagatttttttgaaa(T)1060 49731253 49731312 TTGAGACATGGCCTTACAGC TCGAGTTTGGACAACTGACG 227

Ai09B13243 Araip.B09 13243 p3 (TAA)5 15 49771034 49771048 CAAGATCCAGAACCTCCAACA GTCGAAGGGTGTGTTCCATT 201

Ai09B13245 Araip.B09 13245 p4 (TATT)5 20 49775318 49775337 TGCTCTTGCCTTTTGGTTTT GCAGTGAATACAAAGCTTGCAG 117

Ai09B13253 Araip.B09 13253 c* (AAAT)5(AAT)6* 35 49799483 49799517 CAAAGTGATCGCGCATAGAA GTTGGGGAAAACCCAATTTT 225

Ai09B13256 Araip.B09 13256 p2 (CT)6 12 49819756 49819767 CCCCCTCCCATCTTCTTCTA AAGTGAATGGATCCACCTGC 199

Ai09B13257 Araip.B09 13257 p3 (TGT)5 15 49826481 49826495 TTGGACGATTTGATCACTGG TTGTTCAAGACCTCCAAAATGA 182

Ai09B13265 Araip.B09 13265 p3 (TGA)6 18 49845094 49845111 TGAAGCAAAGGCTGAATGTG ACATTGAAGCTGGAGGCAGT 226

Ai09B13266 Araip.B09 13266 p2 (AG)6 12 49846322 49846333 AGCTTCGTGCTGATAACGTG GCCTCTGATAATTACACACAGCA 246

Ai09B13270 Araip.B09 13270 c (A)15gaagaagaaaaagccagtgaaaaagggcaaccaaaaagc(A)1468 49860305 49860372 GGTGGTATGCATGTTTGATTG AAGTTCAAACCATTGGTGCC 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13273 Araip.B09 13273 c (T)11gaaatttgcatcattttatttatttaatttatttttaatttcgttaaatt(A)1071 49891452 49891522 CGAAAATCCTCACCCAAAAA CCATGATGGAGAAAGGGAGA 204

Ai09B13274 Araip.B09 13274 p2 (AG)7 14 49903029 49903042 CATGGAAGAATTCATAGATCCAA TCCATTCAAAGAGAGCTGGC 230

Ai09B13275 Araip.B09 13275 p2 (AT)6 12 49908268 49908279 GGGATTGGTATGGTGCAAGT GCATTCTGCATTTTTCATGC 259

Ai09B13276 Araip.B09 13276 p2 (AG)7 14 49910757 49910770 CATGGAAGAATTCATAGATCCAA TCCATTCAAAGAGAGCTGGC 230

Ai09B13277 Araip.B09 13277 p4 (TATG)9 36 49916608 49916643 TCCTTTTCAGGCTTCTCGTT CAAGGATGTGGGTTTTGTCC 186

Ai09B13278 Araip.B09 13278 p2 (AT)8 16 49922349 49922364 AGGGCATGCCTTTGTATTTG ACCTTGGGGCATTTTTATCC 280

Ai09B13279 Araip.B09 13279 c (A)12gcaataaaagaaaaaa(AT)742 49925125 49925166 ATGTGGTGGCTTTCCTTCTG TTGCTCTTGCCTTTTGGTTT 258

Ai09B13282 Araip.B09 13282 c (ATAC)5ac(ACAT)5atattctct(TA)663 49935984 49936046 GCTCACGAGGACAAACTGCT GATACGTGTGTGTTTGCGCT 243

Ai09B13284 Araip.B09 13284 p2 (TC)6 12 49953467 49953478 GGTCGCGAGCTTCTCTTCT GCTGCCTAATTGAGCTGAGG 266

Ai09B13285 Araip.B09 13285 p2 (TC)6 12 49958534 49958545 TGCAGCTCAGTAACAGCGAC GAAAACCAGAGTCGAGGCAG 237

Ai09B13287 Araip.B09 13287 p3 (CAC)5 15 49965211 49965225 TCAACCCCATTTCACCCTAA GGGGGTGGGTAAGAAGAAAG 125

Ai09B13288 Araip.B09 13288 p3 (CAC)5 15 49965338 49965352 ACCACCCTCACCTCCTTTCT CCTGGTGTGTGGAAGAACAA 180

Ai09B13289 Araip.B09 13289 c (A)10g(A)10 21 49975627 49975647 TGAATGAATGCTTGAACGATG GCCTTGGATCCTTTTTACCC 253

Ai09B13290 Araip.B09 13290 p2 (TC)8 16 49980961 49980976 TGAAATCAACAAGAGTGCATGA AGAATTGGAAAGGAATGGGG 272

Ai09B13291 Araip.B09 13291 p2 (AG)7 14 49998815 49998828 ACCCTGCTTTGGATCTTCCT TGCTTGCATAGGTAACCGAA 221

Ai09B13292 Araip.B09 13292 p2 (TC)6 12 50011004 50011015 CGTCTCCCCTTCTCTCCTCT CTTGCCGGTTAGTTTGTGGT 210

Ai09B13293 Araip.B09 13293 p2 (TG)7 14 50011608 50011621 GCTTGTCAATAGGGTGTGGG ACCGCTGTTTTGGAAAATGA 278

Ai09B13294 Araip.B09 13294 p2 (GT)7 14 50014063 50014076 CTGATGGTGCTTCATGGTTG TTGCAAGATTTGGCTCAATG 241

Ai09B13302 Araip.B09 13302 p2 (TA)8 16 50039653 50039668 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 275

Ai09B13303 Araip.B09 13303 p3 (GAC)6 18 50050664 50050681 CATATTCGTAATTGGAAACTGCC CTGACCACTCGACCCAAAGT 280

Ai09B13304 Araip.B09 13304 p3 (TAA)8 24 50050881 50050904 TGGAGTTCAGATCTGCGATG GATGCAACAATCTTTTCGATCA 182

Ai09B13307 Araip.B09 13307 p4 (AAAT)6 24 50053033 50053056 TCTTATGGCTGCTGACATGG CCAGACAAAAGTTCAATAGCCA 277

Ai09B13308 Araip.B09 13308 p2 (AC)8 16 50062894 50062909 CAGGGTTGTAATGGGGCTAA CAAAAGTGGGAATTTTGGGT 158

Ai09B13309 Araip.B09 13309 p2 (AT)14 28 50063084 50063111 CCTAGCTACCCAAAATTCCCA TCCATGTGCATTGATATGCT 272

Ai09B13311 Araip.B09 13311 c (ATG)7aaagaagaagaggataaagatgaaactaaaagaggaaaaacaatcaaatg(A)10gaaagagtgaggggggaaag(A)10111 50082468 50082578 AGAAGAAGAAAACAATGCCGA CGTAATCAAATCCAATCAAGTCA 203

Ai09B13314 Araip.B09 13314 c (A)11tttctcatcagttttcg(A)1038 50099699 50099736 CGGGGATTGTTCGAGTTTAG TTGAAGACCAATCCCAAAGC 266

Ai09B13315 Araip.B09 13315 p2 (CT)8 16 50101073 50101088 TTGTGATTTCTTGTGAATCAAGTC TTGAAAAAGAGGGAGATATTTTCG 280

Ai09B13319 Araip.B09 13319 p2 (TC)16 32 50122167 50122198 TCCATCATTCCCCTTCTCTG CCACCACTCACTCCAACCTT 243

Ai09B13320 Araip.B09 13320 p3 (TCT)5 15 50139686 50139700 ACCCACCTCACCCTCTCTCT TGTCTTCCCTTCCCCTCTTT 232

Ai09B13328 Araip.B09 13328 p2 (GA)8 16 50181893 50181908 AGAGAGGGAGAAATGGTTCG TTTTATTTCTTCCCTTAATTTTCG 174

Ai09B13330 Araip.B09 13330 p3 (AAG)6 18 50196822 50196839 CGGTCTTAGGTGCCATCAAT AACAAAACCCTTTCATCCCC 181

Ai09B13332 Araip.B09 13332 p3 (AAG)6 18 50205848 50205865 CGGTCTTAGGTGCCATCAAT AACAAAACCCTTTCATCCCC 181

Ai09B13333 Araip.B09 13333 p3 (ATT)5 15 50208928 50208942 GTTTGCTCCAATGGTAGGGA GCAGGAGCAAGGACAAGAAC 245

Ai09B13339 Araip.B09 13339 p2 (AC)6 12 50230600 50230611 GGCTAAGGTAAGGGTGAGGA GGGGACAAAATTACCCCAAT 231
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Ai09B13340 Araip.B09 13340 c (TATT)9tatgctaa(TTATT)569 50230752 50230820 TTCCCACTTTTGCATCACAT TTGGGTGCCTACTCATGAAA 243

Ai09B13344 Araip.B09 13344 p5 (TTATC)5 25 50246173 50246197 CCTGGGTGCTCCAGTGTATT GGGACACAGCCCAATCTAAA 167

Ai09B13345 Araip.B09 13345 p2 (TA)10 20 50264054 50264073 TATTTTCATATGCGTGCGGA CACACGATAACAGCCGAATG 226

Ai09B13347 Araip.B09 13347 p2 (AC)8 16 50270784 50270799 AAGGTCATCAAACCACCAGC GGTCCGTCGATTCTAACGAA 248

Ai09B13352 Araip.B09 13352 p2 (CT)10 20 50288892 50288911 TTGTTTCTTATCTTTTTCAAAACTACC TTTGGTGAGTGATGTGAGGAA 278

Ai09B13353 Araip.B09 13353 p2 (AT)9 18 50294361 50294378 TTTAGCTGCTTAGGCCAGGA CAGTGAAAAACACAAAGCTTGC 205

Ai09B13354 Araip.B09 13354 p2 (TA)8 16 50295658 50295673 CTCCCTCGCAACTCTCTGTC GTTAAAGAAGCGCTTGTCGG 270

Ai09B13357 Araip.B09 13357 p2 (TC)6 12 50346672 50346683 TTAACACCAGAAAGGGGCAC GAAGGGTGTAATGGGAGGGT 278

Ai09B13361 Araip.B09 13361 p5 (AAGAT)6 30 50374419 50374448 AAAGGGCCCAGATAGAGGAA AGGATGACCTTTCTGGGGAT 155

Ai09B13362 Araip.B09 13362 p3 (GAA)5 15 50377510 50377524 AAAAAGGAGCAGTGGCAAGA ATTCTCCTTTCTTGTGGGGG 142

Ai09B13363 Araip.B09 13363 p2 (CT)6 12 50382999 50383010 CCTGGAATTGAGAAGAAGCAA GACCCAGTTTTCAACCCAGA 202

Ai09B13364 Araip.B09 13364 p2 (CT)7 14 50391362 50391375 CCTGGAATTGAGAAGAAGCAA TTATCAGAAAATGCTGGGGG 242

Ai09B13365 Araip.B09 13365 c (T)10agaattagcttatgtttagtcacttaggttg(T)1051 50392525 50392575 GCACCCCAACACTCATATCC GGGTTAGTGGCCATACCAAA 245

Ai09B13366 Araip.B09 13366 p2 (AT)9 18 50397799 50397816 TGGTTTATCAACCTCCCCAC GAGCTGCCTTCTTGCATCTT 240

Ai09B13367 Araip.B09 13367 p2 (TA)10 20 50416980 50416999 ACCTTGGGGAATTTTTGTCC GGAATGGGAAACTTGGGAAT 235

Ai09B13371 Araip.B09 13371 p4 (CTAA)6 24 50438283 50438306 GCAGAAATGGACAGCAACAA ACTCTGCCCTGTTTCACCAC 227

Ai09B13372 Araip.B09 13372 c (T)10c(T)10 21 50439984 50440004 TCTCTTTGGGGCATTTTGTC GGGAATATTGGGAATTGGGT 216

Ai09B13373 Araip.B09 13373 p2 (GC)6 12 50442226 50442237 CTCTTAAAGGTGGCGTCGAG CTCTATGCCTCTCCTGTGCC 143

Ai09B13374 Araip.B09 13374 p2 (GC)6 12 50442343 50442354 CTCTTAAAGGTGGCGTCGAG TTCACAGAGAGTTGAGCCCC 280

Ai09B13375 Araip.B09 13375 p2 (GC)6 12 50442477 50442488 GGGGCTCAACTCTCTGTGAA GCCTACACTAAGCCACCAGC 162

Ai09B13378 Araip.B09 13378 p2 (TC)6 12 50455780 50455791 TTTACAGAATACGCCCCCAG CCTGGATCCAAAGTTACTCCC 220

Ai09B13380 Araip.B09 13380 p2 (TC)6 12 50463816 50463827 TTTACAGAATACGCCCCCAG CCTGGATCCAAAGTTACTCCC 220

Ai09B13382 Araip.B09 13382 p3 (TCC)5 15 50476438 50476452 AGGGGTGTCGTCACTGGTAG ACACACCATCTGAGCCATCA 248

Ai09B13384 Araip.B09 13384 c (AT)9agagagagaa(AG)640 50484011 50484050 CTAAGCTTTACCTCGCGTCG ACGAGCCGTGGCTAGATTC 269

Ai09B13388 Araip.B09 13388 p3 (GAA)5 15 50503732 50503746 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai09B13390 Araip.B09 13390 p2 (TA)7 14 50511930 50511943 AGAAAATCCACAAGCGAAGC ATATAATCTGCCCCCTTCCC 272

Ai09B13391 Araip.B09 13391 p2 (AG)8 16 50545052 50545067 AAGGGTATTTGGGGAAGGTG GTTTAACGCCAGAAATGGGA 188

Ai09B13392 Araip.B09 13392 p3 (AGA)6 18 50556964 50556981 CCGGTCTTAGGTTCCATCAA TCTCCATTCACAGTCATCGC 244

Ai09B13394 Araip.B09 13394 p3 (AGA)6 18 50572246 50572263 CGGTCTTAGGTGCCATCAAT TTTCCATTCACAGTCATCGC 243

Ai09B13398 Araip.B09 13398 c (T)10cttttatttggatccctgcaccaatttttttttagttgggtccctatacaattaaatcaattactgttaagaaggacctaattg(A)10104 50653376 50653479 AATTAAGTCCGTGCACCAAA TCTGTTGGTCCCTATAGTTTTGC 229

Ai09B13399 Araip.B09 13399 p2 (TA)9 18 50654211 50654228 AAGAAAGAGCAAGAGCAGTAGCA CACTCAACGCTCAAGTCCAA 185

Ai09B13402 Araip.B09 13402 p2 (CA)15 30 50659569 50659598 TTCGCGAATACGAAACAAAA TGTGCGGAACTACAAGAGCA 253

Ai09B13403 Araip.B09 13403 p2 (AT)13 26 50661113 50661138 TGCAAAGGCTTAATGCAGAA TGAGACTTCGCGAATACAAAA 263

Ai09B13410 Araip.B09 13410 p2 (AT)10 20 50690972 50690991 GCCTCTTGTGCTACAACCCT TGGTTCTTTTCCTCAGTCCG 202
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Ai09B13416 Araip.B09 13416 p2 (TA)24 48 50732208 50732255 AATTAATTTTGGGATGCCCT TTTTAAGTGTGGGGAGGTCG 237

Ai09B13418 Araip.B09 13418 p2 (GA)8 16 50777522 50777537 GAGGACGATGCTGGTTAGGA GTGAGGGTTTCGGAACAAGA 253

Ai09B13420 Araip.B09 13420 p2 (AT)8 16 50788099 50788114 ACCTGGGGTTGAGTACATGG CCACCCTAGCCCATAGTTCA 219

Ai09B13423 Araip.B09 13423 p3 (ACA)7 21 50799047 50799067 AAATGCGTTATGCTCCAACC AACATCCAGTCAGGAGGGTG 243

Ai09B13424 Araip.B09 13424 p2 (AT)9 18 50802580 50802597 TGAAGGTCACAAGGAGAGGC AATTTGCAAAGGGATGCAAG 249

Ai09B13426 Araip.B09 13426 c (TTG)7ttatttgttttgaggggtaaaaaaaaa(G)1462 50811816 50811877 AGCCTTGTAAACTGGCAGGA TCCAGCTCCACAAGTAACCC 276

Ai09B13430 Araip.B09 13430 p2 (AT)6 12 50822295 50822306 TTTTCGCAGATGAGATCCAA CACATCTGGTCACAAGCACTG 263

Ai09B13442 Araip.B09 13442 p2 (TA)6 12 50900412 50900423 CCATATGACGTCTCTCCGGT CCGGTTGATTAGCTGTGGTT 203

Ai09B13443 Araip.B09 13443 c (T)11cc(T)11 24 50910504 50910527 TGCTCTTGCCTTTTGGTTTT GGCCCTTGAAAGAATGATGA 216

Ai09B13453 Araip.B09 13453 p2 (AG)7 14 50977646 50977659 TGGGATAATCCATTCATTCAATC CATGGGAAGGTTCATATGCC 261

Ai09B13454 Araip.B09 13454 p2 (CT)6 12 50978817 50978828 AGAATGGCGAAAACGAAGAA TTTCTGACCCAGTTTTTGGC 185

Ai09B13455 Araip.B09 13455 c (TA)7(T)11 25 50980893 50980917 CATTGGGGTAATTTTGTCCCT GTGGAGAAATTGGGTTTGGA 199

Ai09B13456 Araip.B09 13456 p2 (CT)8 16 50988974 50988989 TAGTGAGGATGACGACAGCG AGGGAAGAGAGAGAGAGGCG 262

Ai09B13457 Araip.B09 13457 p2 (CT)6 12 50989132 50989143 TCTCTCTCTCTCTTCGGCGT GAAAGAAGGGAGAAGCAGGG 274

Ai09B13461 Araip.B09 13461 p3 (TAA)17 51 51027702 51027752 CTTGTAATCGACGCCTCTCC CTTAATCCCATGCTTGCACC 271

Ai09B13462 Araip.B09 13462 p2 (GA)6 12 51036996 51037007 CACCTTCAAGGGAGAATTGC CAGACTCCTCCAGTTCCTGC 247

Ai09B13470 Araip.B09 13470 p3 (ATT)5 15 51059940 51059954 ATCAAACCAGGGGTCCAGTT TCACGAACATTTGAAGCACG 278

Ai09B13471 Araip.B09 13471 c (A)11gaagaagaataaagtg(A)10caaaaaaggaagaaaaaaacc(A)1472 51060452 51060523 TTGTCGCGTCTTTCATTTTG TCACGAACATTTGAAGCACG 248

Ai09B13473 Araip.B09 13473 p2 (AG)8 16 51068440 51068455 AGCAGAAGCGGCAAAAATAA TAGCCTTTTACAGCCACGCT 174

Ai09B13475 Araip.B09 13475 c (A)10tcatatatataaagaaaaaaaatgatgaaaagaaaagaaaaaaatgtgtatag(A)11gagaaaagcaataaaggggacaaaatgccccaaggtgaagctcagtaagaatcagtgcataagtattgagaaatg(A)12161 51088245 51088405 TGTCTGACAAACCCTCAGCA CCCATTCTTCACTTTTTCTTACA 236

Ai09B13477 Araip.B09 13477 p2 (TC)6 12 51113590 51113601 TGAAACCTAGGGTGGAATGC ACAAGTTCAGCACACGCAAC 257

Ai09B13478 Araip.B09 13478 p3 (GAA)5 15 51123049 51123063 TCATCAGCTTGATTTGTTTCAGA TTTGCTCGCGTTATAGGCTT 247

Ai09B13479 Araip.B09 13479 c* (AAG)25(AAGA)13*124 51123184 51123307 GCTGAAGTCAATCCAGATCCA CAACGTAAACCTGCTGTTGC 280

Ai09B13481 Araip.B09 13481 p3 (TAT)8 24 51135221 51135244 CCTCCCTCTCTGTGTTCGAG GTTCTTGTCCTTGCTCCTGC 174

Ai09B13482 Araip.B09 13482 p3 (TTC)5 15 51137946 51137960 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai09B13483 Araip.B09 13483 p2 (TC)8 16 51150665 51150680 AATCATATCTTTTTCAAAACCACCT TGGGTTCGAATTTTTAGAAGAAG 279

Ai09B13487 Araip.B09 13487 p2 (CT)6 12 51172896 51172907 CATAAGCCAATCTGGCAACA TCCAAGTCCAGAAGGCACA 280

Ai09B13488 Araip.B09 13488 p3 (AAT)5 15 51174309 51174323 TTTTTGCTATTGGGGAATTTTT TGGGGAACTTTATGGGAACA 215

Ai09B13490 Araip.B09 13490 p2 (CT)6 12 51193689 51193700 CTGGCACTATTATGGGCGTT GAGGTGATTGGTGAATGGGT 260

Ai09B13493 Araip.B09 13493 p2 (AG)14 28 51221390 51221417 GAAATCAGATGGGCCAAAGA TTGATGTGGTTTGATTTGGG 268

Ai09B13497 Araip.B09 13497 p2 (TA)6 12 51252377 51252388 AAATGTCAGCTGCACACTAAAAA GCTAGGATCCTCAATAATCATCA 236

Ai09B13498 Araip.B09 13498 p2 (TC)8 16 51259040 51259055 CGAAAATCACTAACCACTTTTTCA TCGAACACAAAGAGGGAGAGA 255

Ai09B13499 Araip.B09 13499 c (AT)10gaagggaacaaaaattccccaaagtcaaggttcaataaaagtcaatgcatnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(ATA)15144 51265944 51266087 AACCATATGCATTGATGTTCTTG GGCATTTTTGTCCCCTTCTT 275

Ai09B13500 Araip.B09 13500 p5 (TAAGA)5 25 51274922 51274946 AACACGACCCAAATCCAAAG CCTGGGTGCTCCAGTGTATT 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13503 Araip.B09 13503 p3 (GAA)5 15 51282820 51282834 TGTCTTTGTTGCTCCTCCCT CCCACAACACAACCCTCTCT 244

Ai09B13504 Araip.B09 13504 c (AAT)6agggatcttttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)6102 51285234 51285335 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 171

Ai09B13505 Araip.B09 13505 p2 (AG)6 12 51285569 51285580 GAGGGGGAAGTGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 258

Ai09B13508 Araip.B09 13508 p5 (AAGAT)5 25 51288567 51288591 AACACGACCCAAATCCAAAG CTTCGTCACTAGAGGGTGGG 266

Ai09B13511 Araip.B09 13511 p2 (AT)6 12 51314713 51314724 ACCCCAAAGAAAACCCAAAG TGGTTTTCAGATGCAGGACA 222

Ai09B13516 Araip.B09 13516 p2 (CT)7 14 51367954 51367967 CCTTCCTCCTTCTTCCTTCC GAACATGCAAGCAACCCTTT 280

Ai09B13517 Araip.B09 13517 p2 (AT)9 18 51370806 51370823 GGGACAAAATTATCCCAACG TTGTAATGGGGCCAAGGTAA 253

Ai09B13519 Araip.B09 13519 c (TTAT)6at(TA)7(T)10ctttttctctttttctc(T)1077 51379884 51379960 TTTTCATTAACTTAGCATTGGGG GAAACTGTGGGAACATGGGT 265

Ai09B13529 Araip.B09 13529 p2 (CT)7 14 51449286 51449299 CTTCTTATCTTTTCAAATTTTGTTTCA GAAGGAGATGAGGGAGAAGGA 269

Ai09B13530 Araip.B09 13530 p2 (AC)6 12 51461117 51461128 AGCATGTACCCAATTCCCAA CAAGCCTTAAAGCGAAAAACA 163

Ai09B13532 Araip.B09 13532 p4 (AATA)6 24 51465118 51465141 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 127

Ai09B13534 Araip.B09 13534 p5 (TTATC)5 25 51480278 51480302 AGCAAGGGTATTAAGCGGGT AACACGACCCAAATCCAAAG 213

Ai09B13535 Araip.B09 13535 p2 (TA)7 14 51545417 51545430 GGTAACCCTCGGAACAAAGAG TCGTGTCGTTGTTTTGTTTGA 279

Ai09B13536 Araip.B09 13536 p3 (AAT)6 18 51545980 51545997 TAGATTTTGAGCCGCTTTGG CCAGCAAACTTTGAACTCGG 232

Ai09B13537 Araip.B09 13537 p2 (TA)10 20 51562478 51562497 CGTTTCTCGTGAGCGTTGTA AGGTCCGTTGAGAAAAGGGT 247

Ai09B13538 Araip.B09 13538 p2 (AT)36 72 51572442 51572513 TTTTGGAAAATGGATGCACA TGCATCTTTTTCATTCAAATCC 270

Ai09B13540 Araip.B09 13540 p3 (TCA)5 15 51618297 51618311 CCTCTCTTACCCCCAACTCC CGGGGAAGTCTTTGGAAAAT 242

Ai09B13542 Araip.B09 13542 p4 (TTTA)5 20 51621825 51621844 TTTGGTGTTCTTTTGGTCTTTC ACCGGCATAAATCTTCTCCA 238

Ai09B13543 Araip.B09 13543 p2 (AG)6 12 51642562 51642573 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 189

Ai09B13550 Araip.B09 13550 p4 (TTTC)5 20 51668104 51668123 CCTCCCTTCTTTTTCACATCC TGCAAGCAACCCTTATGAAA 265

Ai09B13551 Araip.B09 13551 p2 (AT)10 20 51670802 51670821 GAAAATTGTGGGAACATGGG TTGGGATAATTTTGTCCCCTT 233

Ai09B13554 Araip.B09 13554 p2 (TA)6 12 51700187 51700198 TGACTTAAGTGTGGGGGAGG CACATCATTCAATCACAATCCA 273

Ai09B13560 Araip.B09 13560 p2 (AG)6 12 51723922 51723933 ACCCAATCGACACACACGTA TGTGAGCAGAAGGAAGCTGA 248

Ai09B13561 Araip.B09 13561 p2 (AG)7 14 51724264 51724277 TCGTCGAGGGAGAAGAGGTA GGCAATAGGACATGAGGGAG 251

Ai09B13563 Araip.B09 13563 p5 (TTTAT)5 25 51744298 51744322 TTGGTGTCCTTTAACATTTCCTC GGCATCGAATGGAATTAAGG 201

Ai09B13566 Araip.B09 13566 p2 (GA)8 16 51770230 51770245 CCCAGTGAGGGTTTTTGTGT TGCCAACCAAGAATCAAGAA 219

Ai09B13569 Araip.B09 13569 c (CT)6attttcgaaaatatcttcccctttttttcaaaaatttctttttaattaactaattattttatttttattttgaattttcg(A)11103 51779880 51779982 TTTCTTACCTTTTTCAAAACCACC GGGAGATGAGAGAGAAGGGG 223

Ai09B13570 Araip.B09 13570 p3 (TAT)5 15 51780206 51780220 CCCCTTCTCTCTCATCTCCC GTTCTTGTCCTTGCTCCTGC 219

Ai09B13571 Araip.B09 13571 p3 (TCT)6 18 51782898 51782915 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B13572 Araip.B09 13572 p2 (GT)6 12 51801171 51801182 GCTTGATTTTGCTTGAATGC AATTCTAAGATTGCACGCGG 187

Ai09B13573 Araip.B09 13573 p2 (AT)10 20 51801601 51801620 GTGGCAATCCAAAAAGTCGT TCAAATCAATTAGCATGCCC 274

Ai09B13579 Araip.B09 13579 c (CT)8aggttcgacggtgtcaacggcgatggaggtacggtgatggctctggacagtaactccctcacgag(CT)693 51874426 51874518 TACTGGGCAAAGGTGACGAT GGAGAGTTGCAATGGGAAGA 274

Ai09B13580 Araip.B09 13580 p2 (TA)7 14 51885337 51885350 CCGTAGGAGAACCCGTACAA GCTTGGTATCCATGTCAATCC 194

Ai09B13587 Araip.B09 13587 p2 (CT)6 12 51903232 51903243 AACCCCTCACCCTAACATCC TGGAGTGACAGTTGAGGCAG 127



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13590 Araip.B09 13590 p3 (TAA)8 24 51911992 51912015 GCGAGTTGAGTGCAATCTGA ACCGGAATTGCAAGACTTTG 279

Ai09B13591 Araip.B09 13591 c (A)10ttgtgtttttgtttgagtctagtgtcaaattttaagtttggtgtcaattgcatgttttaatttttcaaa(T)1089 51924878 51924966 TGAAAGCTTGGCTGGCTAGT AGATCATGAAGACCACCATGC 276

Ai09B13593 Araip.B09 13593 p2 (AC)7 14 51951115 51951128 AACCCTAATAGCCGCAACCT GCGGTTCTCTCACTCTCTGG 241

Ai09B13598 Araip.B09 13598 p2 (AC)44 88 52051700 52051787 CTCATGGGATGCGATCTACC CCCATCATTTTGCCCTATGT 205

Ai09B13601 Araip.B09 13601 p2 (GC)6 12 52065358 52065369 TTGAAAGAAAAAGGCGTGCT TCCGAGAGTTGAGCCAAAGT 231

Ai09B13603 Araip.B09 13603 p3 (TTA)24 72 52086061 52086132 TTGCACTATTCGCAAGACAAA TTTGTTAAACTTCAGGGACAAAAA 280

Ai09B13604 Araip.B09 13604 p3 (TTA)5 15 52087511 52087525 AATCGAAAGCTTCTGGGACA TTTGCGTTCGTTAAGTACTTTTG 278

Ai09B13605 Araip.B09 13605 p3 (TTA)6 18 52093183 52093200 TGCATCTGAATTTCAAGTATGATGTAT TCCTTGCCATTTTCTTCAAA 218

Ai09B13608 Araip.B09 13608 p2 (TC)19 38 52095272 52095309 GTAGGGTTTTCAGGCATTCG TTGGAAAAGAAAGACCATAGCC 247

Ai09B13610 Araip.B09 13610 p3 (ATA)28 84 52105112 52105195 GGAACCGTAGGAACTTGGGT GAACCGGTTGAACCTATGGA 254

Ai09B13611 Araip.B09 13611 p3 (ACC)5 15 52105572 52105586 GCAAGTGGTGCAGCATAAAA GATTTTGGGTGACGGAAGAG 226

Ai09B13612 Araip.B09 13612 p4 (TAAA)5 20 52111590 52111609 CCTAACCACTTTCTCTCTCCTCAA CCATGATGGAAAAAGGGAGA 148

Ai09B13614 Araip.B09 13614 p2 (TC)10 20 52125048 52125067 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 161

Ai09B13615 Araip.B09 13615 p2 (TA)8 16 52134824 52134839 AAATCTGCAAAACCAGTGGC TGCGTTAGCTTCGTGTGAAC 213

Ai09B13621 Araip.B09 13621 p2 (TA)9 18 52154656 52154673 CCACTTTCTTCGGCAAACAT TTGCCGAACTTGCTCCTATT 243

Ai09B13624 Araip.B09 13624 p2 (CT)9 18 52164101 52164118 GAGAGCTCGCCAATTTTCAC CATGGAAAGGGTTCATAAGTCA 208

Ai09B13626 Araip.B09 13626 p3 (GAA)5 15 52180914 52180928 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai09B13628 Araip.B09 13628 p4 (ATTT)25 100 52186547 52186646 CCATGATGGAGAAAGGGAGA CGGCATGAGTCTCTAAACCC 191

Ai09B13629 Araip.B09 13629 p2 (AG)6 12 52188018 52188029 AAGATGGGAGAGGGAGAATTT TTTGTTTGCTTCTTACCTTTTTCA 224

Ai09B13632 Araip.B09 13632 p3 (TCC)5 15 52204142 52204156 CATCACACGTCACCGTTAGG CTGTGCCCATTCCAGAGTTT 237

Ai09B13633 Araip.B09 13633 p2 (CT)6 12 52213592 52213603 CATTGAACCTGGAATTGAGAGA TTCTGGGCTGTTTTTGATCC 201

Ai09B13634 Araip.B09 13634 p2 (CT)7 14 52215136 52215149 ACGTAGCGTTGGAATTACCG AGCAATGACAGGGGCATTAG 263

Ai09B13642 Araip.B09 13642 p4 (TTCT)6 24 52266544 52266567 AGAAAGAAGCGGAAGAAGGG GCTCCTAAAAGAAGAAGTAAGAGCA 229

Ai09B13644 Araip.B09 13644 p3 (TTG)11 33 52272370 52272402 TGGACTTGAAATTGAATCCTTG CCAATGTTCCAAATTCTCCC 263

Ai09B13645 Araip.B09 13645 p3 (ATA)7 21 52272685 52272705 TCATGTGCATTCATCTTTTGAA CATGATTGAGGCCATTGTTT 266

Ai09B13646 Araip.B09 13646 c (GAA)8a(AAG)7 46 52276126 52276171 GGATGTGCGACAACAATGAC CGTCTTCATTCAGAGCCTCC 210

Ai09B13652 Araip.B09 13652 p3 (TTC)19 57 52291923 52291979 GTGACAGGCGCCTAATCCTA GAAAAAGATGAACGACGAAGC 277

Ai09B13654 Araip.B09 13654 p2 (AG)6 12 52296574 52296585 AACCCAAGCCCAGAAACAC AAATCAAATTGGCAACATCAA 273

Ai09B13655 Araip.B09 13655 p2 (AG)7 14 52302717 52302730 AACCCAAGCCCAGAAACAC AAATCAAATTGGCAACATCAA 275

Ai09B13659 Araip.B09 13659 p2 (TC)10 20 52321985 52322004 AGGGGTGTGCAAAAACAACT GAAAGGAGAAAGAGAGAGGAAGG 259

Ai09B13660 Araip.B09 13660 p2 (TC)20 40 52322108 52322147 TTTCTCTCTCCCCCTTCCTC TGCGCAATCATCAGAGAGAG 202

Ai09B13661 Araip.B09 13661 p2 (TC)6 12 52322253 52322264 TCCTTTCTCCCCTCCCTCTA CTCCATTCATTCATCATGCG 245

Ai09B13665 Araip.B09 13665 p2 (GA)6 12 52341581 52341592 AAAATACCCCCAAAAAGCGT TTTTTACATTCTCTCTCTCCCCC 263

Ai09B13666 Araip.B09 13666 p2 (GT)11 22 52346012 52346033 TGATTGAGGCCATTGTTGAA TTCTTCCAATGTTTCCCACA 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13668 Araip.B09 13668 c (AAT)7a(TAT)7 43 52357180 52357222 TGGGATGTTGCTCCAGTTTT TGGGATGTTGCTCCAGTTTT 280

Ai09B13669 Araip.B09 13669 p2 (TA)8 16 52360234 52360249 TGAGCCTTCACGAATACGAA TGCGGAGCTACAAGAGCATA 246

Ai09B13676 Araip.B09 13676 c (CT)6ccgtcgcatctctcttcagctggcgtcgatgaagacaacgacacggtgacgggctcggcggcaacgctcctcgcggttccggcgacggggatgatggcg(TC)7125 52400638 52400762 ACCAAGGACAGCGACGAC CGAATTTGAGGGAGAAGGAA 222

Ai09B13677 Araip.B09 13677 c (GA)7cgccgtcatccccgtcgccggaaccgcgaggagcgtcgccgccgagcccgtcaccgtgtcgttgtcttcatcgacgccagctgaagagagatgcgacg(GA)6124 52403021 52403144 TGCTAGGGAGAGGTATCCACA ACCAAGGACAGCGACGAC 265

Ai09B13678 Araip.B09 13678 p2 (AT)10 20 52413585 52413604 AAGTGGGGAAAAAGTGACCC GGTGCATGTGTGGATGATGT 140

Ai09B13680 Araip.B09 13680 c (A)11gaggaacgggcatataaaatgtattttaaaggcacataaagtggagtgatgtgacaagcaggcaaaaagt(A)1091 52422854 52422944 TACTGGATCCTGTGGCCTTT ATTGAATGGGCAAGCTGACT 278

Ai09B13681 Araip.B09 13681 p2 (AG)9 18 52432818 52432835 CGCGATCTGCAGAAATAACA TCCTAAGAGAGAGGGGAGAGC 194

Ai09B13687 Araip.B09 13687 p3 (TTA)7 21 52465649 52465669 ATTGCTAACTTGTTGCTGTTTTT TGCAGAAATTTTTGGGGAAA 278

Ai09B13691 Araip.B09 13691 p2 (TC)13 26 52476551 52476576 ACCAAAAACGTGATTCCAGC GGGCCAACAAGCTAAAACAA 269

Ai09B13692 Araip.B09 13692 p2 (AT)8 16 52478568 52478583 ATGCCATGCAATGCAATCTA AAACACAAAATCCAGTGAGGG 276

Ai09B13693 Araip.B09 13693 p2 (AT)11 22 52486432 52486453 ATGCCATGCAATGCAATCTA CATAACCAATTGAATCCGCC 244

Ai09B13694 Araip.B09 13694 p3 (TCT)11 33 52489803 52489835 TCAACATCTTTCTCCCACCC TTAGAATGTTGCTCGCCCTC 140

Ai09B13695 Araip.B09 13695 c (A)14taggtg(A)10 30 52490620 52490649 TTGGCTCTTGAAAGAATGATGA TTTTGCTCTTGCCTCTTGGT 197

Ai09B13696 Araip.B09 13696 p2 (GT)6 12 52491761 52491772 CGTCAGTCTCTTCCCCTCTG CAGCAGCAGTAACGCTTCAA 231

Ai09B13697 Araip.B09 13697 p2 (TC)6 12 52494916 52494927 CAATTTTCAAAAATCACAAACCA CAGAGAAGGAGAAAGGGTTCG 250

Ai09B13700 Araip.B09 13700 p2 (TC)18 36 52516048 52516083 TTCACTCCTTTGCTCCTCGT AGGAGAAGACACTGTCGCGT 127

Ai09B13702 Araip.B09 13702 p2 (CT)8 16 52520190 52520205 GTGTTTACACGCCAACATGG GGTGGTTGCTATTGGGAAGA 204

Ai09B13703 Araip.B09 13703 p6 (AAAAAG)5 30 52521355 52521384 GCAGTGAAGAGCTTGCAGAA TAGTTTAGCCGCTTAGGCCA 185

Ai09B13704 Araip.B09 13704 p3 (ATG)5 15 52533470 52533484 TTGATGAATTGGAAAGAGAGGAA AACCACTGCATCTACCCCAG 257

Ai09B13705 Araip.B09 13705 c (TA)7ttttttttcttttg(AT)1048 52544331 52544378 TTCACTTTGGGGCATTTTGT TGAAAATCATGGGATTGGGT 193

Ai09B13706 Araip.B09 13706 p2 (TA)6 12 52567377 52567388 GTGGTGAGGCATTACGACCT TCACTTTCGTGAGAGTTGCG 140

Ai09B13710 Araip.B09 13710 p2 (AG)6 12 52576744 52576755 TTCTTGTCCTTGCTCCTGCT ACTCACCAAAAATCCGAACC 178

Ai09B13711 Araip.B09 13711 p2 (AG)6 12 52576965 52576976 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ai09B13712 Araip.B09 13712 p3 (CTT)6 18 52590605 52590622 CCTGCTGCTTTGTGTCCTG AAGAAGAAGAAGCGGTGGTG 116

Ai09B13713 Araip.B09 13713 p3 (TGA)5 15 52590833 52590847 CACCACCGCTTCTTCTTCTT GTAACCCTCCACCCCTCTTC 224

Ai09B13714 Araip.B09 13714 p3 (TGG)5 15 52591013 52591027 GAAGAGGGGTGGAGGGTTAC CCATATCACCACAACCACCA 194

Ai09B13719 Araip.B09 13719 p2 (GA)8 16 52624403 52624418 AACACAGAGAGGGAGAGAGGG TTTTATTTCTTCCCTTAATTTTCG 180

Ai09B13722 Araip.B09 13722 p3 (AAG)5 15 52638020 52638034 ACTCGGAGGTGGAAGCTTTT TCCCTCCTTCATTTCCACAC 261

Ai09B13724 Araip.B09 13724 p5 (TTTTA)5 25 52654697 52654721 GAAGTTGCAGAACTGCGTGA ATTCATCTCGAGCAATCCCA 225

Ai09B13728 Araip.B09 13728 c (A)11tggtttcctatgataaaattatttaaaacactaaaaattcactaaaaattttaaattacctttttttaactttaatctcaacac(T)10105 52665935 52666039 CGCAACCATCCAAAGGTATT TGTTTAAGTTTTTGAAGGATTGAA 258

Ai09B13730 Araip.B09 13730 p2 (TC)8 16 52684491 52684506 ATGCACCCATTCAAAAGGAG AACAGTCAGCAACATGGAAGAA 228

Ai09B13731 Araip.B09 13731 p2 (TA)7 14 52689456 52689469 TTGCTCTTGCCTTTTGGTTT GGTGGCATTGCTTTTGTTTT 226

Ai09B13732 Araip.B09 13732 p2 (GA)7 14 52690692 52690705 CGGTTCGTCTTCCCTATGAG CAATTGCCATGTTTGTGGTC 234

Ai09B13733 Araip.B09 13733 p2 (AC)19 38 52693809 52693846 ATGTTTCCCACAAATTCCCC GCACATCATTCACCCAAGTG 142



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13735 Araip.B09 13735 c (T)10aatcacaactcatatgcattgttattgttactttactttggggcactttgtcccctttc(T)1079 52713549 52713627 TGGGGTTAGGGTAAAGGTGAG CCATATGCATTGACACCTTTGT 273

Ai09B13736 Araip.B09 13736 p2 (TA)7 14 52715906 52715919 TCACTTTGGGCATTTTGTCC TGATTTGGGAGAATTGGGAA 266

Ai09B13737 Araip.B09 13737 p4 (CTAA)5 20 52722801 52722820 GAACTCCACACCAAGCAACA TTTCCTCCTTCAACCACCAC 235

Ai09B13740 Araip.B09 13740 p4 (TTAT)5 20 52736164 52736183 CGACTAACTGGGAAACACCAA TCTTTCCAAATTTTCGTCCG 240

Ai09B13747 Araip.B09 13747 c (TA)7(TG)18 50 52761973 52762022 CGCTGAGCGTGCTAGAGACT GTAAAACCGACAATGCGTCA 280

Ai09B13749 Araip.B09 13749 p2 (TA)6 12 52771894 52771905 TCTTTTTGATCCCCACACCT ATTTTGGGGAAGTTGGGAAC 245

Ai09B13751 Araip.B09 13751 p3 (GAA)5 15 52780966 52780980 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 269

Ai09B13752 Araip.B09 13752 p2 (AG)8 16 52784550 52784565 AGCGGAGATGTGAGATGAGG TTGTTTCTTATCTTTTTCAAAACCAC 273

Ai09B13754 Araip.B09 13754 p3 (TGA)5 15 52788547 52788561 GTGCTTGGGAACAAGCAACT GCAGACAGGCAGGGGTATTA 223

Ai09B13758 Araip.B09 13758 c (T)15cttgtttttttgttttttgctttttttg(T)2265 52799060 52799124 ACGGGTAAATGCATCCAGAG TGAAGCAAGAAAAAGCAGCA 179

Ai09B13761 Araip.B09 13761 p4 (TTTA)6 24 52828237 52828260 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 160

Ai09B13764 Araip.B09 13764 p3 (TAT)6 18 52891011 52891028 GACGACACAGTCGCAAAGAA TCATCTGAGAGTGCTGGTGC 269

Ai09B13769 Araip.B09 13769 p4 (GTTA)5 20 52910281 52910300 CTTCTTCAACCACCATTCCC AACTTGGTGGGTGCAAAATC 240

Ai09B13772 Araip.B09 13772 p2 (GA)8 16 52920954 52920969 AGAGAGAGGGAGAGGGTTCG CGAAAATCACTAACCACTTTTTGA 249

Ai09B13773 Araip.B09 13773 p2 (CT)7 14 52936425 52936438 GCACCAGATTGGCGTTTAAT TGAGGAGTTTTTGGGGAAGA 254

Ai09B13779 Araip.B09 13779 p2 (CT)6 12 52959827 52959838 TGCATGCATTCATTGTTTTG GAAATTTTGAAAAAGAGGGGAGA 239

Ai09B13780 Araip.B09 13780 p2 (CT)7 14 52959998 52960011 TCCCCTCTTTTTCAAAATTTCTT GGGGTTCGAATTTTGTGATG 225

Ai09B13781 Araip.B09 13781 p3 (TCT)5 15 52961138 52961152 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B13782 Araip.B09 13782 c (TA)6aagatcagagtttcaaaatacacagtatcaagcacctaactcaacctgcaaagcaaaggccggccggag(TA)795 52969281 52969375 TTGCATCAAACTCAAACGGA CCCTCCTAGAGGCTATTTTGG 228

Ai09B13783 Araip.B09 13783 p3 (ATT)19 57 52973940 52973996 AGGATGCATTACCATAGGCG GCCACCTTGGCTTTCTTTCT 273

Ai09B13784 Araip.B09 13784 p2 (TA)13 26 52978469 52978494 CCCTATTTCCATCGCTTTCA CGCGAATACGAACCAAAACT 268

Ai09B13786 Araip.B09 13786 p2 (CT)6 12 52994252 52994263 CTTTTTGTTTGTTTCTTATCTTTTTCA CCAAACACAAGGGTGAGGAT 277

Ai09B13787 Araip.B09 13787 p3 (TAT)5 15 52994570 52994584 ATCCTCACCCTTGTGTTTGG GTGCTTGCTGGCTTGTTGTA 248

Ai09B13788 Araip.B09 13788 p3 (TTC)5 15 52997569 52997583 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai09B13791 Araip.B09 13791 p3 (AAG)5 15 53014447 53014461 CCGGTCCAACATGAGAAAGT TTTCCATTGGGAAAGAGAGC 216

Ai09B13792 Araip.B09 13792 p6 (CATTTG)5 30 53026568 53026597 AAGCAAAGTGCTAGGTGGGA CAACACCAATGGAAAATTAGTGA 273

Ai09B13793 Araip.B09 13793 p2 (AT)12 24 53030467 53030490 GCATGTGGGGAATTCTTTTG TGTGGGAAACCTATTGGGAA 219

Ai09B13795 Araip.B09 13795 p3 (GGT)5 15 53061573 53061587 GCACTTGTGTTAGCCACTGC TCTACCTCCCTAACCCGACC 235

Ai09B13800 Araip.B09 13800 c (CT)9ccctcgctgtgatctattga(T)1048 53076981 53077028 TTCCTCCTCCTCCACTTCAG AAGGGCATTGGAGGCTACTT 126

Ai09B13805 Araip.B09 13805 p2 (AT)6 12 53109783 53109794 TTTTCAGGGTTGTAATGGGG GGGACAAAATTACCCCAATGT 252

Ai09B13807 Araip.B09 13807 p2 (GA)8 16 53114852 53114867 TCACAAGCATATAATGAGGGG TTTCTTCCTTCTCCCTTCCC 244

Ai09B13811 Araip.B09 13811 c (T)10atgcagtacgcaaatacaaatacaggctatatgcagctatatgcagagattatgagaagagtcattaac(A)1089 53134039 53134127 TCTTTACGTCGATTGTGCGA GTGCTAGGTGGGAGACAACC 254

Ai09B13814 Araip.B09 13814 p2 (AG)9 18 53147281 53147298 AGCCAGAGAAAGGGGGAATA AGCCAATTGGGCAACATAAG 259

Ai09B13816 Araip.B09 13816 p2 (GA)6 12 53175198 53175209 CCCAAATAAATTTCCAACACCA TCATTCTCTTCCCCAAATCC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13819 Araip.B09 13819 p2 (CT)6 12 53196813 53196824 TTTCTTATCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGATG 270

Ai09B13820 Araip.B09 13820 c (CT)7gagttcagattttcttcttcttttcttctactaacacaaggacctctatactgtgatataaaggatcca(TAT)598 53197052 53197149 TCCTCTCCCTCTCTCATCTCC CAAAGAAGAGGGCACAGAGAA 199

Ai09B13821 Araip.B09 13821 c (A)10gaaaaaaaaataggc(A)1035 53199349 53199383 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 214

Ai09B13824 Araip.B09 13824 p2 (TA)11 22 53207698 53207719 AGTATAACAGAATCACAACAATCCAC GTGCGAAACACACAGGAATG 280

Ai09B13825 Araip.B09 13825 p2 (AG)8 16 53209762 53209777 AGCCAGAGAATGGGGGAATA AGCCAATTGGGCAACATAAG 256

Ai09B13826 Araip.B09 13826 p3 (CAT)5 15 53219506 53219520 GAGACCGACCCAAAATTTCA TTCGGTATACTTGCCGAAGG 209

Ai09B13832 Araip.B09 13832 p3 (CTG)5 15 53286043 53286057 ACCAACAGGTATGTCGGCTC AGGTAGCTCAGCCCTCATCA 109

Ai09B13835 Araip.B09 13835 p3 (AGA)6 18 53304514 53304531 CGAACACATGGTATGCAGTG GCCACCCTCTTCTTCTTCCT 250

Ai09B13838 Araip.B09 13838 c (A)10taaatacaaaaaaataatataaaaaaatttaataaaatcatcaaaacc(A)1068 53312794 53312861 TTTGGACAACTGACGGTTCA TCAAACAAGAACACAATGCACA 255

Ai09B13839 Araip.B09 13839 p2 (TC)6 12 53314056 53314067 TCAAATACTCTCCCTCTTCTTAAAAT AGAGAAGGAGAGGGCTCGAAT 117

Ai09B13845 Araip.B09 13845 p2 (TA)12 24 53337782 53337805 TGTTTCTCTCGCCTTTATCTTT CAAGGGAGAATTGCAAAATCA 272

Ai09B13849 Araip.B09 13849 p2 (GC)6 12 53363275 53363286 TTGAGTGCATCGGAATGCTA GTATTTGGCCCAAGAGTGGA 176

Ai09B13851 Araip.B09 13851 p2 (GA)15 30 53375091 53375120 TGGCTAAACGAACCAAAAATG CTCTTCTCAAACCCAGTGCC 151

Ai09B13853 Araip.B09 13853 p2 (TA)7 14 53401399 53401412 CACCATTTAAGTGTGGGGGA CCATTCACAACCAATGTCCA 275

Ai09B13854 Araip.B09 13854 p2 (TA)18 36 53402798 53402833 TTGCAAGTTGCTTCATTTTCA TCCTCATGCTCAACCAAACA 264

Ai09B13860 Araip.B09 13860 p3 (TTG)8 24 53456504 53456527 TCTCTGGACAGTTGGAGGCT TCCTAGAGGTCTGCCCTTCA 251

Ai09B13861 Araip.B09 13861 p2 (TA)6 12 53458343 53458354 CCTCACGTCTTGCATCTGAA TTTGCAAGATTTGGAAAGGG 245

Ai09B13862 Araip.B09 13862 p3 (TTG)8 24 53463812 53463835 CCCTGTTTCTGCTTCTCTGG GCTCCTAGAGGTCTGCCCTT 266

Ai09B13863 Araip.B09 13863 p2 (AG)7 14 53488283 53488296 CGTGTATTAGGGGTTGGGTG AGAAAGGGGAGAAAAGCTGG 224

Ai09B13864 Araip.B09 13864 p2 (AG)10 20 53491174 53491193 CCTTGTCCTTGTTCCTGCTC CACTCCTCCTCAATTAGAAATTCG 191

Ai09B13871 Araip.B09 13871 p2 (GC)6 12 53517725 53517736 GTAGGCACAACTTTGGCACA TTCTCTCATCACGCACCTTG 142

Ai09B13875 Araip.B09 13875 p2 (TA)12 24 53545079 53545102 AAATCCATTTCGAGTGCAGG GGCTAGGGTCAAAGTGTGGA 245

Ai09B13877 Araip.B09 13877 p2 (TA)17 34 53548628 53548661 AAGTCAAGGTTGGCCAGAGA AGGTCGAGAGGCACTCGTTA 280

Ai09B13878 Araip.B09 13878 p2 (TA)10 20 53550598 53550617 ACCAACACCAAGCCAAACAT TGCCTTGATCATTACGTGGA 174

Ai09B13879 Araip.B09 13879 c (GT)6gcgcgtgt(GTGC)748 53553814 53553861 CCTTTGGTTCTCACCCCATA TCAAAGTTGGCCGGAGAATA 258

Ai09B13881 Araip.B09 13881 p3 (ATG)5 15 53556013 53556027 AGCTGAACAGCTATGATGATGA TGCACTACCAAATAAATTCTCTAAACC 183

Ai09B13884 Araip.B09 13884 p2 (TG)10 20 53559698 53559717 TATTCCCTTAGTCTTCGGCG AAAGGACACCAGTCACCAGG 235

Ai09B13886 Araip.B09 13886 p5 (AAAAG)5 25 53580207 53580231 TTTGTGGGGACACATTGGTA CACCTTCACTCATGCATCTTCT 280

Ai09B13887 Araip.B09 13887 p2 (CT)7 14 53582006 53582019 TCCTTTCAAAATTTGTTTCAACT TCCTCTGTCCACGTCAATCA 263

Ai09B13890 Araip.B09 13890 p2 (GT)6 12 53631168 53631179 CGAAACGGGGAAGTGAGATA CCATTCAACACAACACACCC 221

Ai09B13896 Araip.B09 13896 p2 (TA)10 20 53658322 53658341 TCATTGAGAACCTCCCGTTC ACTCGACCTGCAAAAGCAAC 218

Ai09B13897 Araip.B09 13897 p2 (AG)6 12 53662348 53662359 CCTCACAATAGCCACACCCT GGTGCGAGTTCTGTCTCTCC 256

Ai09B13899 Araip.B09 13899 c (TG)22tttgaatgaaagaatcagtaaacgagaagcttgaaaag(A)1092 53688801 53688892 GGTGGTACAACTCAAGGTGG TCGAACGCATTTTACCTTCC 190

Ai09B13900 Araip.B09 13900 p2 (TA)6 12 53699118 53699129 CAAAATCCAGTGAGGGTTGAA AAAGTGGTGAAATCTCATGCAA 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13901 Araip.B09 13901 p3 (AAC)6 18 53703856 53703873 GACTGCCCAAATCAAGGGTA AGTAATTTGAGGGGCCTGCT 279

Ai09B13902 Araip.B09 13902 p3 (AAC)6 18 53711690 53711707 GACTGCCCAAATCAAGGGTA AGTAATTTGAGGGGCCTGCT 279

Ai09B13906 Araip.B09 13906 p3 (ATG)28 84 53751910 53751993 CAAAGTTTCGGAAATTAGATAATAAAA CCGACAGTGAGGAGTATTACGA 280

Ai09B13907 Araip.B09 13907 p3 (TAA)8 24 53752780 53752803 TGAGACTTCCTGCTTTTTCCA CTGCGCCATTCTGATAGTGA 224

Ai09B13908 Araip.B09 13908 c (CTT)5tttcttcgagccctccgccgcgccatcctcttcatgtaagccccccc(CT)11ttatcactttgtggcattgtgattcttctccttagcccgccactgtgccattctcttcatgtaagttcctctatctctcacg(CT)6178 53754265 53754442 GAGAGAGGCAGAGAGCCATC GCAATGACGAATCTGTGGAA 278

Ai09B13912 Araip.B09 13912 p2 (TA)11 22 53772652 53772673 GCCCGTTAACAACAACCAAA CTTTGCAGCATTTTGTGAGG 280

Ai09B13913 Araip.B09 13913 p2 (TC)6 12 53775352 53775363 CTTCGGTCAACACCTTCCAT CACCAACTCCTCTCACCTCC 217

Ai09B13914 Araip.B09 13914 p3 (TAT)5 15 53781895 53781909 TGATTGTCAGGGTGTTTTGC TTTGGCATGCATTCAAATAAA 253

Ai09B13919 Araip.B09 13919 p2 (CT)6 12 53813799 53813810 CCAGTGGCATAAAATGGGTT AAAACCTTGTTGATGGGGGT 255

Ai09B13925 Araip.B09 13925 c (T)13ctttttttgcttc(T)1642 53849059 53849100 TTTTTCGGTGCTTTCTTTTTC GTGGCCTTGCATTGAATTTT 226

Ai09B13929 Araip.B09 13929 c (T)10gggttgctttgttttaaatgttcctattgttgttgtgtttttgctgtgatttaaatgttcttttgactc(T)1089 53897116 53897204 GCATACACGGATCAAATCATTG TGACCAAAACCAATCAACCA 175

Ai09B13935 Araip.B09 13935 p2 (TC)9 18 53930973 53930990 AAAAACTCCTCACCACTTTTTCA AGAGAGGGAGAGAGGGTTCG 244

Ai09B13936 Araip.B09 13936 p3 (GAA)5 15 53938097 53938111 CCCTCGAGCAAGAGAAGAAA ATATGGCCGAACCTTAACCC 170

Ai09B13937 Araip.B09 13937 p2 (AG)6 12 53941386 53941397 TTTTTGCCCAGGTGTAGAGG TCACCAAAAATCCGAACTCC 114

Ai09B13938 Araip.B09 13938 p2 (AG)8 16 53941609 53941624 GATGAGAGGGGGAGGTTTTC TTGATTTTCAAATTTGTTTCAACT 241

Ai09B13940 Araip.B09 13940 p2 (AG)6 12 53947625 53947636 GTTCTTGTCCTTGCTCCTGC TCACCAAAAATCCGAACTCC 179

Ai09B13941 Araip.B09 13941 p2 (AG)9 18 53947848 53947865 GATGAGAGGGGGAGGTTTTC TTGATTTTCAAATTTGTTTCAACT 243

Ai09B13944 Araip.B09 13944 p3 (AAT)5 15 53984615 53984629 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai09B13947 Araip.B09 13947 p4 (TTTA)5 20 53993370 53993389 CCATGATGGAGAAAGGGAGA CGAAAATTGCTCTTAAAATCCAG 212

Ai09B13950 Araip.B09 13950 p3 (AAG)5 15 53999284 53999298 ACTCGGAGGTGGAAGCTTTT CTTAACCCCTCTCCCTCCAC 275

Ai09B13951 Araip.B09 13951 c (AC)6ag(AC)15ag(AC)10(AT)780 54005869 54005948 GCTCCTAACTTAGCCTGCGA TCTGCTGCAAAGTGGATCTT 280

Ai09B13952 Araip.B09 13952 p2 (TG)12 24 54018529 54018552 TTTTTCTCGCCTTTGTTATTGTT GGAGCCTTTACCTGAAATCCTT 270

Ai09B13954 Araip.B09 13954 p2 (TA)7 14 54040823 54040836 CAGCATGCGATAACATGGAC AGGCTGTGTGTTCTCTGGCT 262

Ai09B13955 Araip.B09 13955 p2 (TA)6 12 54041708 54041719 GGGGACAAAATTATCCCAAT TGTAATGGGGCCAAGGTAAA 242

Ai09B13960 Araip.B09 13960 p2 (TC)6 12 54070913 54070924 TCATTAATTTCGAAAATCACTAACCA TTCGAACACAAAGAGAGGGG 263

Ai09B13962 Araip.B09 13962 p2 (GC)6 12 54084395 54084406 ACTGGAAGCGTGCGAGTAGT AATGAGAAATGGGACGCAAC 121

Ai09B13970 Araip.B09 13970 p3 (TAA)5 15 54148293 54148307 CTCGGATCGTCTTCTCAAGG AAACTGGGAGCAAAATCCAA 219

Ai09B13972 Araip.B09 13972 p3 (GAG)5 15 54170678 54170692 GAATGAACCTGTGCTCACGA CAAAAGAATGCCCCTACTGC 208

Ai09B13974 Araip.B09 13974 p3 (AGA)5 15 54174478 54174492 GGATTCTCCAATCCTTGGGT CACCCCCATCCTCCTTCTAT 158

Ai09B13975 Araip.B09 13975 p2 (TA)7 14 54177370 54177383 TCCTTGAAAATGTCATCCATTG CATTTTGCACTTTGGGCTGT 246

Ai09B13979 Araip.B09 13979 p2 (AT)6 12 54220932 54220943 CACACATGCATGCCTACTTCT AGCCAAAAACAGCCATAACG 217

Ai09B13980 Araip.B09 13980 c (T)10gagaatccgtgcccccttttttaatattggttctctgtttactttccttcctt(TC)675 54223160 54223234 TATGCGCTAGTTGGCATTTG GAGGCTTCACTCTCATCAAACA 279

Ai09B13983 Araip.B09 13983 p2 (CA)8 16 54228276 54228291 GAATACCCTCACTTTCGCCA CTCCTCTCCTCCCTCTGGTT 213

Ai09B13984 Araip.B09 13984 p2 (TC)6 12 54228605 54228616 CGAGATGGAGAGAGAGGACG TTGAAAGTTCAAACGCTCCC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B13986 Araip.B09 13986 p4 (TTTA)5 20 54231590 54231609 CCCTGCAACACAGGATTTTT TCCAAAAGCCCTTCTCTCAA 242

Ai09B13987 Araip.B09 13987 c (AT)7ag(A)10caatgagggacctaaggctacacttatatatagtagctatagtatac(A)1083 54232696 54232778 TGAATACTCATTTATGATCCTCGTTT AGCGTAGCCTTAGGTCCCTC 149

Ai09B13988 Araip.B09 13988 c (A)11catacacacacatacaaa(TAAT)549 54233840 54233888 GGCCTGCTTCAGTTTTGTTC TTGGTTTTCTCTTCATTAATTATCCA 270

Ai09B13989 Araip.B09 13989 p3 (TCT)6 18 54235862 54235879 CTATTTTCGCGCCACTCTTC GAACATCACATCCTGAAAAGCA 216

Ai09B13990 Araip.B09 13990 p3 (TAC)5 15 54240097 54240111 AGGGAGTGTGAAACAAGGGA GCACAATCCACAGAAGCAGA 262

Ai09B13992 Araip.B09 13992 p4 (CATA)11 44 54245104 54245147 AAAGCTTCTGACTTGGCTCG GGAGCTTTCTGAAGCGAAGA 272

Ai09B13993 Araip.B09 13993 p2 (AG)6 12 54248742 54248753 CTCGGCCCAGAAAACATAGA CCTGGAATTGAGAAGAAGCAA 194

Ai09B13994 Araip.B09 13994 p2 (GT)6 12 54254012 54254023 AAGGGGACAAAATTAAGCCAA TTTCAAGGTTGTAATGGGGC 256

Ai09B13996 Araip.B09 13996 p3 (TTC)6 18 54258467 54258484 GGACTGAGGCTTCCAAATCA GCCCTCGAGCAATAAACAAA 252

Ai09B14000 Araip.B09 14000 c (TA)6aaaaaaagaaaaaaagaaaaaaatgaaatg(A)10gtataaaaaaataaaaatatatatttccagc(ATAA)6107 54295573 54295679 CCATGTGCATTGATATGTTATGG AACATTGGGGTAATTTTGTCC 161

Ai09B14002 Araip.B09 14002 p2 (CT)7 14 54299169 54299182 CGAATACACTCTCTTTCATTTCTTTC AAGTTCCGGATCAGCTTCAA 263

Ai09B14004 Araip.B09 14004 p2 (CT)6 12 54300747 54300758 GGAACATTGAACCTGGAATGA GTAGATTTCGTCCCCAGCAA 268

Ai09B14005 Araip.B09 14005 p2 (AG)10 20 54317454 54317473 GTGGAAGAATCCGTCCATTC CATAAGCGAATTTGGCAACA 260

Ai09B14007 Araip.B09 14007 c (CT)6gtaaaactacatctaaaacctaaaattatgaataatgaatgttgttttc(TGT)576 54321695 54321770 ACATTGAACCCGGAATGAAG CCAGTGATTTCTGGGCTGTT 260

Ai09B14008 Araip.B09 14008 c* (AGAAGG)5(AGGAGA)10(AGA)5*agg(AGA)29192 54356060 54356251 GGACGTGCCTAAGTGTATGGA AAAATGGGAATCATCTACAAAAAT 275

Ai09B14009 Araip.B09 14009 p3 (TTA)5 15 54376954 54376968 TTGAATGGCATGCTTAGTGC CACAAAACAATAAGAAGGGACG 115

Ai09B14012 Araip.B09 14012 p3 (TAT)6 18 54379085 54379102 AAGAGCCATGTCTCGATGCT TCAGCAAACGTTTTTCGTTC 267

Ai09B14013 Araip.B09 14013 c (TA)10(CA)6 32 54381860 54381891 CAAAGCTCTGTTGCAAGGGT GTAATGCACGCATATCGCAA 244

Ai09B14015 Araip.B09 14015 p3 (ATT)5 15 54389932 54389946 GAAAAAGGCTTGCTATTGCG ATCCTGCAATGGAAGAGGTG 172

Ai09B14016 Araip.B09 14016 p2 (GA)6 12 54391265 54391276 AGAGAGAGGGAGAGGGTTCG CCCCTTTTTCAAAATTCCTTT 227

Ai09B14017 Araip.B09 14017 p2 (AT)22 44 54392844 54392887 GCCAGGCTTCAACATGTCTT ACGCGGAGTTGTGAAGAAGT 276

Ai09B14018 Araip.B09 14018 p2 (CG)9 18 54407501 54407518 GGAGAAAAACAGGGTGCAAA TAAAACCCGAGAGTTGTGCC 252

Ai09B14021 Araip.B09 14021 p2 (CT)6 12 54410441 54410452 TTTCTTACCTTTTTCAAAACCACC GCAGAGATGTGAGATGAGGAGA 263

Ai09B14028 Araip.B09 14028 c (TA)6aagcttgcttctagttatccttagtattgcattttaattatgg(TA)2095 54481384 54481478 GGAGGACCGAGCTTGATTTA AAGCAGAACAAGCTCAAAACA 276

Ai09B14030 Araip.B09 14030 c* (A)11g(A)10(AT)9*39 54486301 54486339 CAAGTGTGGAAAAACTTGGGA TTTACCTTGGGGCATTTTTG 229

Ai09B14031 Araip.B09 14031 p2 (AT)6 12 54494622 54494633 GGTTGTAATGGGGTTAGGGTT GGACAAAATGCCCCAAAGTA 238

Ai09B14032 Araip.B09 14032 p2 (GC)6 12 54499310 54499321 AGGGGGAGTAGGAGTGGAGA GGCACAACTACGATGCACAC 231

Ai09B14035 Araip.B09 14035 p2 (CT)6 12 54515142 54515153 AGGGAGAGGAGGACGTGAAT AAAGAAATTTTGAAAAAGGGGG 194

Ai09B14036 Araip.B09 14036 p2 (TC)6 12 54515307 54515318 CCCCCTTTTTCAAAATTTCTTT ACAGATGGAAGAGGGGGTTC 233

Ai09B14037 Araip.B09 14037 p3 (TCT)5 15 54516289 54516303 ACCCACCTCACCCTCTCTCT TGTCTTCCCTTCCCCTCTTT 234

Ai09B14040 Araip.B09 14040 p3 (CTT)5 15 54534032 54534046 TTTCAAACGTCTTGGAAGGG GCCCCAGTGGACAAGATAGA 154

Ai09B14043 Araip.B09 14043 p2 (GA)9 18 54542834 54542851 AGATATGTGGTTCGGCCAAG CCTAAATGGAGCAGGGATGA 229

Ai09B14045 Araip.B09 14045 p2 (AG)6 12 54548019 54548030 AGGGTATTTGGGGAAAGGTG AGCGTTTAATGCCAGGATTG 167

Ai09B14048 Araip.B09 14048 p2 (TA)6 12 54570353 54570364 TAGCCCGTCTCCATATGTCC TGAAGGCAAAATGGTGGAAT 267
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Ai09B14049 Araip.B09 14049 p2 (CT)6 12 54587254 54587265 AACGCTAGGATTGGCAGAAA GGTGAGGTAGGTGGGGTTTT 242

Ai09B14052 Araip.B09 14052 p2 (GT)6 12 54607450 54607461 AGGTGTTGCTTCATCATCCA GAGGTGAGCGAATAGGCTTG 258

Ai09B14053 Araip.B09 14053 p2 (TA)7 14 54609822 54609835 GTGGCGGAGGATCTACGATA ACATCATCCAATCACACTCCA 264

Ai09B14054 Araip.B09 14054 p2 (AT)69 138 54610599 54610736 TGTTTCATTTAAGTGTGGGAGAA GGCATATGCTATTCAAATCATCC 279

Ai09B14055 Araip.B09 14055 p2 (AT)9 18 54611490 54611507 TGGAAGAATTTTGGGAAACA TTCCTTCACTGAGGGGTCAC 183

Ai09B14056 Araip.B09 14056 c* (A)11(AT)7* 24 54618012 54618035 TGGAAAACATAACAGGAATGAAA TTGATCTTGAGTTGAGGGGTT 239

Ai09B14059 Araip.B09 14059 p3 (GAA)5 15 54638711 54638725 CGGTCTTAGGTGCCATCAAT CACCACTCACATCCATCCAC 256

Ai09B14060 Araip.B09 14060 p2 (AG)7 14 54641779 54641792 AAATAGAAGGAGATGAGAGAGAAGAA TTGCTTTTCAAAATCTGTTTCA 280

Ai09B14061 Araip.B09 14061 c (T)12gtattttcttttaa(T)1036 54642826 54642861 GCAATTGACACCAAACTTTCAA ACATGCTAGAGCTTGGCTGG 252

Ai09B14064 Araip.B09 14064 p2 (AT)7 14 54648603 54648616 TGCTGGGTGCATACTCATGT TATTGAACCTTGCTTTGGGG 262

Ai09B14068 Araip.B09 14068 p2 (AT)11 22 54675504 54675525 ATCTTGGAAATTGGGTGCAT GGGACATTTTTGTCCCCTTT 211

Ai09B14069 Araip.B09 14069 p6 (CATATA)5 30 54679172 54679201 ACCCAGAGCAAGTGGACAAC ATGGAGGCGAAAGTATCGTG 200

Ai09B14071 Araip.B09 14071 p2 (AG)7 14 54703854 54703867 GGTGAAGAGATGATGGGGAA CAGAAAAGGGGAACAAGCTG 263

Ai09B14075 Araip.B09 14075 p2 (TA)10 20 54742347 54742366 TTTGGGGTAATTTTGTTCCC TGGGACATTGGTTGAGAAGA 237

Ai09B14076 Araip.B09 14076 c (A)10ccc(T)10 23 54743825 54743847 TGTGAATGCAATGGACAAAAG AGTTATGCCCAGTTTGTGCC 196

Ai09B14077 Araip.B09 14077 p2 (TA)6 12 54751684 54751695 CCCAACACTTTTGCATTTCA CCACACCATTAGGCTCAAAA 259

Ai09B14078 Araip.B09 14078 c (A)12gcaaacaaaaaaaatgatgagaaaataaaaagaga(AT)659 54752208 54752266 GCGAAACTTGGAACATTGGT TGGGGTATTTTGTCCCCTTT 261

Ai09B14079 Araip.B09 14079 p2 (GT)6 12 54758499 54758510 CCCTCACTCTCTCGATCTGC CCAACCTACCCTTACCCCTT 176

Ai09B14080 Araip.B09 14080 p2 (AG)6 12 54759313 54759324 TCCGAGAACCAAGTTATGGC TGCCCATTCTCAAGGATGAT 261

Ai09B14081 Araip.B09 14081 p3 (ATA)5 15 54763266 54763280 CTTGCACTATCCACAAGGCA GGGATGACAAAGGAAAGGAA 277

Ai09B14082 Araip.B09 14082 p2 (AG)20 40 54764338 54764377 TCGTTAGAGCTTCGTGCTGA TGCCCATTCTCAAGGATGAT 266

Ai09B14084 Araip.B09 14084 p2 (GT)6 12 54772513 54772524 TTAGTTCTTCTCCTCCGCGA ATGTTCAAAATAGCCGCCAC 207

Ai09B14086 Araip.B09 14086 p2 (AT)10 20 54781895 54781914 GCTGCGCCACTCTGATAGTT TTCCCTCGCCTTTAATTTTG 224

Ai09B14087 Araip.B09 14087 p2 (AT)7 14 54789046 54789059 ATCAAAACGTTACGCTTCCG TTGCAAGTCTTGTAGGAGGGA 239

Ai09B14090 Araip.B09 14090 p3 (TAA)6 18 54811720 54811737 AAAAATGAAGCTCATATTAAAGAATGT AAGGCGGAGGCTAGAAGTTT 116

Ai09B14091 Araip.B09 14091 p2 (TA)6 12 54812066 54812077 AAACAAAGTTAATGCAAAACAAAA CACACAAACATTTTCTCTACTGCTC 210

Ai09B14093 Araip.B09 14093 p2 (CT)6 12 54820549 54820560 GGAACATTGAACCTGGAATTG GATTTCTGCGCTCCTTTTTG 217

Ai09B14094 Araip.B09 14094 c (TC)42gacttccctt(TC)25144 54831079 54831222 AACCATTTTCCTCCCAAACC TAGTGTTGGTTTCGGCCAAG 273

Ai09B14096 Araip.B09 14096 c (T)10cgaaaattaaaataaaaaattaaaataatttgttaattaaaaagaaattttgaaaaagaggggaagatattttcgaaaatt(AG)6103 54843299 54843401 GGGGTGAGGGAGAAGAATTT TTTTTGTTTGTTTCCTATCTTTTTCA 228

Ai09B14099 Araip.B09 14099 c (T)10caaaaattatttg(A)1134 54844454 54844487 TGAGTATGCAATTGACACCAAA TGACCCTTTGATTGGAGCTT 212

Ai09B14109 Araip.B09 14109 p2 (CT)10 20 54899633 54899652 GCCGATAAGTTCGACGGTAA CAGCAATAACAGCGCGATAA 266

Ai09B14112 Araip.B09 14112 p2 (TC)6 12 54919275 54919286 CGAAAATCACTAACCACTTTTTCA TCGAACACAGAGAGGGAGAAA 249

Ai09B14114 Araip.B09 14114 p2 (GA)19 38 54926709 54926746 TGTGAATCACGATTCCGTGT TTCAGTTACCGTCGCTGTTG 187

Ai09B14118 Araip.B09 14118 p2 (CA)7 14 54944493 54944506 TACGCGTGAGAGACGCATAC AAAAGAAAAGCACACGACGC 175
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Ai09B14119 Araip.B09 14119 p2 (GA)6 12 54951648 54951659 TTGCAACAATCCACAAGCAT TCCCCTTCCTTTCTTCTTCC 241

Ai09B14123 Araip.B09 14123 p3 (AAT)5 15 54982804 54982818 GAAATTGAACGTGCAAGCAA TTTGAGTCATTATCCCTCACCA 101

Ai09B14124 Araip.B09 14124 p2 (GA)7 14 54983034 54983047 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 235

Ai09B14126 Araip.B09 14126 p2 (TA)7 14 54996413 54996426 CGCATTCATGTTAACCGTTG TATTGTGCAAGTGACGCGAT 273

Ai09B14128 Araip.B09 14128 p2 (TA)6 12 55000365 55000376 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 274

Ai09B14129 Araip.B09 14129 p2 (AT)15 30 55013112 55013141 CAGCTTTGGTGAAAGCATCA GAGCATGTAGTCAAATCTTATGGAA 211

Ai09B14131 Araip.B09 14131 p3 (TTA)5 15 55014450 55014464 TCACCACTATCAGCCACCAG CGACATACTTGCTCATCATTTCA 274

Ai09B14134 Araip.B09 14134 p3 (ATA)28 84 55020371 55020454 TACCTCCCTGCAATTCCTTG CGGTGTGCAGGTGTGAATTA 249

Ai09B14135 Araip.B09 14135 p4 (CTAT)7 28 55020948 55020975 GCTGCTAAGGCAAACCAAAC TGCATTCTAGGGCAGTTTCA 218

Ai09B14136 Araip.B09 14136 p2 (AT)10 20 55023431 55023450 AGCTGCAGATTGGGATTGAG ACATGGCCTTGAGCGACTAT 269

Ai09B14143 Araip.B09 14143 p2 (CT)6 12 55069291 55069302 TGCCATATTGGCTCAAAACA GAGGGATTTTTGGGGAAGAG 123

Ai09B14148 Araip.B09 14148 c (TTATT)5ttcggtttcc(A)1045 55115096 55115140 TTTCGAAAATCCTTACCCTTTA TTCCACTTTTGTCCATGACG 198

Ai09B14149 Araip.B09 14149 p2 (AG)6 12 55131349 55131360 TCAAATAACTGTCTGTAACACGGAA AGGGAGCTCGCATATTTTCA 223

Ai09B14152 Araip.B09 14152 p2 (AG)6 12 55147517 55147528 TCAAATAACTGTCTGTAACACGGAA AGGGAGCTCGCATATTTTCA 223

Ai09B14156 Araip.B09 14156 p3 (TTC)5 15 55159846 55159860 TTCCTTGACACCTCAGGACC GCTTTTGTCTTCCCTTTCCC 196

Ai09B14160 Araip.B09 14160 p2 (GC)6 12 55181356 55181367 GGTGGGTTGTGGAAGAAGAA TTATGCCACTTTTGTGCCTG 249

Ai09B14161 Araip.B09 14161 p2 (GC)6 12 55181677 55181688 CGCGTGCTTGTGGTATTCTA TTCAGGCTAAAAACCCGAGA 269

Ai09B14165 Araip.B09 14165 p2 (TA)6 12 55211957 55211968 GAATGTCATGCAATGCAACC AAGAAATTCCCCAATGCAAA 248

Ai09B14166 Araip.B09 14166 c (A)10gaaaatatggataatgaaagt(A)11gaaaagaagacaacatataaaaataagaagaaaaatagaaaagtaaggagggaagaagaaaagaaaaccttgttaatggggt(GA)7138 55233555 55233692 CAACAATCCACAAGCATATAATGA TTCCCCAAATCCTATTTTTCC 280

Ai09B14169 Araip.B09 14169 p3 (TTA)13 39 55248588 55248626 CCCCAATTGATCCCTAACAA AACGTCGTAAACTGGTCCCT 275

Ai09B14174 Araip.B09 14174 p2 (TC)7 14 55301434 55301447 GCCAGTAGCATGAAATGGGT AAAACCTTGTTAATCGGGGTG 261

Ai09B14176 Araip.B09 14176 p2 (CA)6 12 55307110 55307121 GGGGAGAATGCATGAAGAAA CGTGCGCGTCTCTATGTAAA 102

Ai09B14178 Araip.B09 14178 p2 (TA)29 58 55314680 55314737 CTCTTGTTTTGGTTGTTGCAT GTTTGCCCCTTCTTCAATCA 195

Ai09B14179 Araip.B09 14179 p2 (AT)11 22 55336756 55336777 ACCATGGAGTGATTTTGGGA AACCAAGCAGACAAGAAGCA 275

Ai09B14182 Araip.B09 14182 p2 (AT)6 12 55347842 55347853 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 247

Ai09B14188 Araip.B09 14188 c (CT)9aattttcgaaaatatcttccctctttttcaaaaattctttttaattaactaattattttaatttttgatttttattttcaaaaattactaacatttttc(A)15132 55374993 55375124 TTTTTGTTTGTTTCTTACCTTTTTCA GATGAGGGAGAAGGATTTTCG 233

Ai09B14189 Araip.B09 14189 p2 (CT)6 12 55375246 55375257 TCGAAAATCCTTCTCCCTCA AGCCTTGTTGAGGCTTTTGA 233

Ai09B14191 Araip.B09 14191 p2 (CT)6 12 55379102 55379113 CACTCCTCGTCACCTTTTCA CAGAGAGTGAGAGAGGGTTCG 240

Ai09B14194 Araip.B09 14194 p3 (AAT)5 15 55412912 55412926 TATTTTTGGCTGCCATTTCC GGGATCCCTATACTGTGGCA 224

Ai09B14199 Araip.B09 14199 p2 (GT)6 12 55449144 55449155 GTCCCCTGCATTTTCAATTC TGTTCTGCCACTCTTTGGCT 280

Ai09B14200 Araip.B09 14200 p2 (TA)6 12 55450583 55450594 GGGCATTTTGTCCCCTTTTA GTGTGGGAAATTGGATTTGG 221

Ai09B14203 Araip.B09 14203 p2 (AT)16 32 55453658 55453689 AACGCGATATACGGACAAGG GTACCCTAGCCGGCCTAAAC 130

Ai09B14204 Araip.B09 14204 p3 (CTT)5 15 55457125 55457139 TTCAAACATCTTGGAAGGGG AACCCCAGTGGACAAGACAG 154

Ai09B14206 Araip.B09 14206 p5 (TTTTC)7 35 55478184 55478218 CTCATGCATGCTTCTTTTCAA GGGGGATTTCTGGGAAATAG 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14207 Araip.B09 14207 p2 (AC)7 14 55478400 55478413 CTATTTCCCAGAAATCCCCC CCGATATTGTCAACCCTTGC 192

Ai09B14208 Araip.B09 14208 p2 (AT)21 42 55478901 55478942 ATCAATGGAATGCCCAAAAA GCGTTATTTAAGTGTGGGGG 277

Ai09B14209 Araip.B09 14209 p2 (CT)6 12 55483790 55483801 GGAACATTGAACCTGGAATTG TTGGAGAAAAACCATCGACC 276

Ai09B14212 Araip.B09 14212 p4 (CTAA)5 20 55539169 55539188 GCAACCATAATTCAGCAGCA GCGTACGCACAACCCTATTT 280

Ai09B14214 Araip.B09 14214 p3 (TTC)6 18 55549432 55549449 CTTTCTTCCACCTTCACCCA TTCAAACATCAACAACCCACA 271

Ai09B14216 Araip.B09 14216 p2 (AT)7 14 55555779 55555792 ATTCGCTAGCTGAAGGTGGA CGTGCAAAAGTAAAAATGCC 263

Ai09B14217 Araip.B09 14217 c (TTTAT)5tttaatttcggttttcaatt(TA)1065 55588744 55588808 ATCCCCACCCACATCTTTTT CCATGATGGAGAAAGGGAGA 208

Ai09B14218 Araip.B09 14218 p3 (AAT)5 15 55605646 55605660 GTTCTTGTCCTTGCTCCTGC CCCCCTCTTTTCTTCCACTC 121

Ai09B14219 Araip.B09 14219 p3 (TGA)5 15 55614171 55614185 ACCCAACCGGAAGTAACCAT GAGTTCGCTTGCTTCACTCC 215

Ai09B14221 Araip.B09 14221 p2 (TA)6 12 55622109 55622120 TGCTTTCACCACTTGCTTTG GTGTGGGAAAATTGGGTTTG 226

Ai09B14228 Araip.B09 14228 p4 (ATAG)5 20 55660718 55660737 TTGCCTGGGAATTTATTTGC AGGGCGAGCAACTTATTCAA 127

Ai09B14230 Araip.B09 14230 p3 (AAT)6 18 55683307 55683324 GCTGCCATCTCCTCTTCTTG CCCCTCTTCCATCTGTGTTC 271

Ai09B14231 Araip.B09 14231 c (T)10c(T)10 21 55686863 55686883 GGAAGCCTCAGTCCAAATGA GGGGATTGTTCGAGTATGGA 273

Ai09B14234 Araip.B09 14234 p3 (TTC)6 18 55702865 55702882 TGGGTTAGGGAGCTCTGTTG ATATCCATCCAACCCCCAAT 238

Ai09B14237 Araip.B09 14237 c (A)10gaatgaaatttttgtttttaattaaaaggtttctggtgcattgg(A)1064 55709377 55709440 ACTTGAAGGGACCTGGACCT CCCAGATATTTTTGCAGAGAAAC 263

Ai09B14242 Araip.B09 14242 c (AT)6(AG)6(AC)636 55734310 55734345 TCCCAAGACTCCAAAATGCT CATATGCAAGTCGAGAGCCA 221

Ai09B14245 Araip.B09 14245 c* (GT)6(T)10* 21 55766993 55767013 AAGGATATTGCCTCCGTCCT TCTCCCGATCATAGCAGCTT 224

Ai09B14246 Araip.B09 14246 p3 (AGT)5 15 55768791 55768805 TTCCTTCTTAATTCGGCGGT GCCAAGACGCTATGTGTGTG 143

Ai09B14247 Araip.B09 14247 p3 (TAT)5 15 55769165 55769179 GGCCTAAACATCGCTGACAT AAATTGGCACCAACAAGGAG 202

Ai09B14249 Araip.B09 14249 c (A)10gacgaattaaaaacatgaaattaaagacaaagaaacaacaacaacaat(ATA)1191 55774851 55774941 ACCACAATGTAATGGCCACA CGATCGATGATCGTAACATTC 271

Ai09B14252 Araip.B09 14252 p2 (TA)8 16 55786341 55786356 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 280

Ai09B14258 Araip.B09 14258 p3 (TTC)5 15 55822490 55822504 CACACACCCCTCCATCTCTT GCTTTTGTCTTCCCTTTCCC 182

Ai09B14259 Araip.B09 14259 p2 (CA)6 12 55838611 55838622 CGGAAAGTAAGGGGCAGAAT CCCTCCCTCTTTTCTCTGCT 233

Ai09B14260 Araip.B09 14260 p2 (CA)6 12 55842713 55842724 TTCCCTTTCCTCAGCTTCTG CACCAATCAGCAACAGCAAC 206

Ai09B14264 Araip.B09 14264 p2 (GA)9 18 55862778 55862795 AGAGAGGGAGAGAGGGTTCG TTTCGAAAACTCCTAACCACC 251

Ai09B14267 Araip.B09 14267 p2 (AT)7 14 55883689 55883702 TGACCAAGGAGAATGCATGA GGTTGTAATGGGGCTAGGGT 181

Ai09B14268 Araip.B09 14268 p2 (TA)9 18 55886848 55886865 ATTAAGCTTCACCTTGGGGC TTGATTTTGGGAAAGTTGGG 221

Ai09B14271 Araip.B09 14271 p3 (TTG)5 15 55915669 55915683 TGATTGCTCCTCTGCCTTTT ATTGCCAACAACATCAACGA 273

Ai09B14278 Araip.B09 14278 p2 (TC)6 12 55962088 55962099 CAGTAGCACCGAACGAGTCA GAAAAACCTTGGTAATGGTGG 266

Ai09B14279 Araip.B09 14279 p2 (CT)6 12 56005133 56005144 CGTTAAACGCCAGAAAGAGG ATAGGTGAGGGGTTTTTGGG 213

Ai09B14285 Araip.B09 14285 p2 (CT)6 12 56022092 56022103 TGCAGGGATGAGAAATCCTT AGATGGAGGGGGCTTAGTGT 188

Ai09B14286 Araip.B09 14286 p2 (TC)6 12 56035489 56035500 TTGAAAGAGAAATTGGAGAGTGA CTCATTTTAGGCCCAATCCA 204

Ai09B14287 Araip.B09 14287 p2 (AG)6 12 56052207 56052218 GGGTTTTTGGGGAAGAGGTA TGCAGGGATGAGAAATCCTT 124

Ai09B14291 Araip.B09 14291 c (TCA)5tcgttg(TA)8(T)1047 56077791 56077837 CAGCCATGGAAAAGCTTGAT CAGTAGCTTTTGCCTGAGGG 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14292 Araip.B09 14292 c (TC)6ta(TC)12 38 56082881 56082918 CTTTGGGTTCCTCCTGTTGA CTTCCTCCAGCTTTATTCGC 200

Ai09B14293 Araip.B09 14293 p3 (GAG)5 15 56085999 56086013 TCCTCCTCTGGGATTCTCCT CCCTTATTCTTAATTGTGTTACCC 240

Ai09B14295 Araip.B09 14295 p3 (TGA)5 15 56102069 56102083 GAGAAGGATTTGCGAAGTGG CGGGAAGTTAAAGTGTCCGA 228

Ai09B14297 Araip.B09 14297 p4 (TTAT)5 20 56111261 56111280 ATTTGCCCAAATTTTCCCTC GGAAGCATGCTCATGTGAAA 206

Ai09B14298 Araip.B09 14298 p2 (GT)7 14 56133786 56133799 GATCCATGGACGTTTGAGGT ACAGGTCAAATCAGGCCAAC 181

Ai09B14301 Araip.B09 14301 p2 (AG)6 12 56171604 56171615 CAGCAATTTTTGGGCTGTTT GGAACATTGAACCTGAAATTGA 242

Ai09B14302 Araip.B09 14302 p3 (TTA)5 15 56172100 56172114 AAAGTGGGAGCAGAATTCAA AAACCTCGGGTCGTCTTCTT 222

Ai09B14305 Araip.B09 14305 p4 (AAAT)7 28 56199007 56199034 CCTAACCACTTCCTCTCTTCTCA CCAATGGAGGGTATGCAGAT 245

Ai09B14311 Araip.B09 14311 p2 (CT)6 12 56234306 56234317 TGTTTCAACCAACTAACTAACTTTTTG AGAGGTTCCCCTGTGTGAGT 278

Ai09B14312 Araip.B09 14312 c (A)10tataagcg(A)10tataagcg(A)10tataagcg(A)1064 56237760 56237823 TGAAGCAAGAAAAAGCAGCA TGGCCCTAAGCACTTTGTTT 188

Ai09B14317 Araip.B09 14317 p2 (GT)9 18 56271918 56271935 TCACAATTTCGTGCACCATT AGAAGATGCAAAAGCCAGGA 248

Ai09B14318 Araip.B09 14318 p4 (AAAT)8 32 56281723 56281754 CCACTTGCACATCTCAGCAT TGGGGTAATTTTGTCCCCTT 229

Ai09B14319 Araip.B09 14319 p2 (GT)6 12 56281894 56281905 GGGGACAAAATTACCCCAAT TGTTTGGCCAAGTGAGCTAT 204

Ai09B14322 Araip.B09 14322 p2 (GT)6 12 56306080 56306091 ATTACAAGCCTGAAAGCGGA AGCATGTACCCAATTCCCAA 168

Ai09B14325 Araip.B09 14325 p2 (TC)7 14 56374925 56374938 ACCTCCACTAGTGTGCCGTC AAAAGCCATAAGCGAAGCAA 188

Ai09B14326 Araip.B09 14326 p2 (AC)8 16 56380967 56380982 GGGCTAAGGTAAGGGTGAGG TGGGTAGCTAGGCATGATTTT 130

Ai09B14329 Araip.B09 14329 p3 (TTC)5 15 56428060 56428074 TGATCTTTCCCTTTGCTGCT CCGGCATTTAACCAACAGAT 224

Ai09B14330 Araip.B09 14330 p2 (TA)6 12 56456764 56456775 TGGACCTCCAAATACCATGT CCCCTGGTATAATACATTCCCA 195

Ai09B14331 Araip.B09 14331 p3 (GTT)5 15 56457171 56457185 TGATGACTCAAGTCCCTGATTTT TGTGTCACCGTGAGAGCAAT 175

Ai09B14334 Araip.B09 14334 p3 (TTC)5 15 56476514 56476528 CATCCACTCTTCCCCAGAAA AAAGGTTTGCTCGTCCTTGA 191

Ai09B14336 Araip.B09 14336 p3 (AGA)5 15 56503364 56503378 GCCAAAAATTCCAGAAGAAGG AGGCTTGGACTGCCTTATGA 273

Ai09B14338 Araip.B09 14338 p2 (CT)8 16 56516163 56516178 TTCCTTCTCCATTCCCCTTT CAAGTCACAAGCATATAATGAGGG 245

Ai09B14340 Araip.B09 14340 p3 (ATG)6 18 56524296 56524313 CCAACTTCATTATCATGCGCT TCCTATTCCAAATCCATTGTCA 218

Ai09B14342 Araip.B09 14342 p2 (AT)6 12 56525129 56525140 TCCTTGATCATATGGTTAGAATCG TCAACTTTCATGATTATTTCGTTCTC 214

Ai09B14345 Araip.B09 14345 p2 (TC)6 12 56537445 56537456 CCTTGGCTCCGTCAAAAATA TGAAATCTGAAGCATGAAAACAA 252

Ai09B14346 Araip.B09 14346 c (T)10ctttcaattttcgcacaccaagtgtttgttctatttcctaaatcaaaagttcatatcaaataggagtatctaactttactttgagagcttgg(AT)8118 56537817 56537934 TTGCTCTTTTCCGTTTGATTTT GCAAATAAACAATATTACTAATGCAAA 269

Ai09B14348 Araip.B09 14348 p2 (TC)6 12 56539917 56539928 CCTTGGCTCCGTCAAAAATA TGAAATCTGAAGCATGAAAACAA 252

Ai09B14349 Araip.B09 14349 c (T)10cttttcaattttcgcacaccaagtgtttgttctatttcctaaatcaaaagttcatatcaaataggagtatctagctttactttgagagcttgg(AT)9121 56540358 56540478 GTGATGCAATTTTAGTGTTTGTTC GCAAATAAACAATATTACTAATGCAAA 262

Ai09B14350 Araip.B09 14350 p3 (GAG)5 15 56543410 56543424 TCCAATTGGCAATGTGTTGT CATCAAGCATATCATCAGCCA 100

Ai09B14351 Araip.B09 14351 p5 (GAGAA)5 25 56544148 56544172 TGCCATACCATAAACTTTGAAGC CTGTCCCCTCCTTCAGTTTT 140

Ai09B14355 Araip.B09 14355 p2 (AC)6 12 56570863 56570874 CAGGGTTGTAATGGGGCTAA ATGTGATGCAAAAGTGGGAA 166

Ai09B14356 Araip.B09 14356 c* (AT)6(T)10*ctttttctttttctctc(T)1048 56571099 56571146 ATTCCCACTTTTGCATCACA CATGTGCATTGATATGTTATATTTGC 279

Ai09B14360 Araip.B09 14360 c (CT)6aattttcgaaaatatctccctctttttc(A)1353 56581704 56581756 TCCTTTTCAAAAATTTGATTTTCA ACAAGGGTGAGGAGAGCAGA 277

Ai09B14365 Araip.B09 14365 p2 (GA)6 12 56632254 56632265 AGGAGATGGAGGGATGTGTG ACCCCACAGGATCAACTCAG 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14366 Araip.B09 14366 p3 (TTC)9 27 56670329 56670355 TCGGAATGTAACGTGAGCAA ACTATCGGAGGTGGTGGTCA 269

Ai09B14368 Araip.B09 14368 p2 (GA)6 12 56684188 56684199 AAGGGGGAAGAAGAAAAGAAAA GCGACCGCGTCAATTAGTAT 240

Ai09B14372 Araip.B09 14372 c (T)10ct(TA)6(T)1034 56703269 56703302 GAACTTTGAACTTTGGGGCA TTGGAAGTTGGAAACATGGG 248

Ai09B14374 Araip.B09 14374 c (A)10taagaaaaataaaaaaaa(AT)946 56708639 56708684 GAAGAGTTGGGAACATTGGG GGCATTTTTGTCCCCTTCTT 256

Ai09B14379 Araip.B09 14379 p2 (TA)6 12 56744219 56744230 TTCTGCATTTTGCACTTTGG TCAATTTGAATCTTAGGATGGC 278

Ai09B14380 Araip.B09 14380 p2 (AT)6 12 56745453 56745464 CAAAAATCCAGTGAGGGTTCA TGGAATCTTATGCAATGCAATC 264

Ai09B14381 Araip.B09 14381 p2 (CT)7 14 56760807 56760820 CTTTTTGTTTGTTTCTTATCTTTTTCA TTGGTGAGTGATGTGAGCAA 280

Ai09B14383 Araip.B09 14383 p2 (CT)6 12 56808998 56809009 ATGCATCCATTCAGGGAGAG GGAAACGGTTCATAAGCCAA 238

Ai09B14384 Araip.B09 14384 c (T)10cgaaatttttgaaattaaaaataaaaaatagaaataattagttaattaaaaagaaatttttgaaaaaggggaggatattttcgaaaatt(AG)6111 56841592 56841702 GAGATGGGAGAGAAGGAAGGA TTTCTTAACTTTTTCAAAACCACC 232

Ai09B14385 Araip.B09 14385 p2 (GA)8 16 56841851 56841866 GAAAAAGGGGAGGATATTTTCG TGTTTGTTTCTTAACTTTTTCAAAACC 238

Ai09B14389 Araip.B09 14389 c (T)10caattttaattttattctgttttgtttatttttgagtttta(T)1061 56845284 56845344 GTGCTAGGTGGGAAACAACC GTTGCGTGGGAAGTGTTTTT 235

Ai09B14391 Araip.B09 14391 p2 (TA)10 20 56856577 56856596 TATCTGTGCGAATTTTGCGA TCAAGTTGTCTTTTGGGGTTG 107

Ai09B14392 Araip.B09 14392 p3 (GAA)5 15 56879891 56879905 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai09B14395 Araip.B09 14395 p3 (TTC)5 15 56890143 56890157 AGCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 259

Ai09B14396 Araip.B09 14396 c (A)10tagcgaaaaaaaatagaaag(A)1040 56892159 56892198 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 169

Ai09B14400 Araip.B09 14400 p3 (AGA)5 15 56918381 56918395 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 126

Ai09B14401 Araip.B09 14401 p2 (AG)6 12 56920922 56920933 TGCCTTTTTCTCTGTCCCTG CTAACATCTCCCCCTCACCC 180

Ai09B14402 Araip.B09 14402 p2 (AG)6 12 56921162 56921173 GGGTGAGGGGGAGATGTTAG TTTTTGGTTGTTTCTTATCTTTTTCA 269

Ai09B14404 Araip.B09 14404 c (A)10ttc(A)12 25 56935427 56935451 TGCATTCATCACACGTTTTG TCGAATTTGATGAGAGAAAAAGG 124

Ai09B14405 Araip.B09 14405 p2 (CT)6 12 56943336 56943347 TTTCTTAACTTTTTCAAAACCACC AAGATGGGAGAGGGAGAATTT 225

Ai09B14406 Araip.B09 14406 p2 (AC)6 12 56973755 56973766 GGCTAAGGTAAGGGTGAGGG GGGGACAAAATTACCCCAAT 229

Ai09B14415 Araip.B09 14415 p3 (AGA)6 18 57080272 57080289 TATCTCCCATGACTCGGAGG ACCCACCTCACCCTCTCTCT 267

Ai09B14416 Araip.B09 14416 p2 (TA)6 12 57093882 57093893 CTACCGCCGCATCTAACTTC CAAAATCCAGTGAGGGTTCAA 261

Ai09B14419 Araip.B09 14419 p2 (AT)10 20 57116136 57116155 TGATTTAGCCCTTGATTGTGC CAAAATCCAGTGAGGGTTCAA 221

Ai09B14423 Araip.B09 14423 p2 (CT)6 12 57142348 57142359 TTGAAAAGAACTAAAAGGAATCCTAAA CGTGCTGGACGTATCAGAAA 223

Ai09B14424 Araip.B09 14424 p2 (TA)6 12 57158817 57158828 GCAGTGTGCAGCTTGAGATT ACAATATAGCGGAGGGGGAG 279

Ai09B14425 Araip.B09 14425 c (T)11aaattttctg(TA)1551 57165049 57165099 TCACCTGTAAAGCGTAGCCA TTTTTGTTGGAAGATCATTTTTATT 269

Ai09B14427 Araip.B09 14427 p2 (CT)8 16 57169123 57169138 TCTTCTCTCCTCCATTGCGT TTGTTTACCCTCGATCACCC 257

Ai09B14430 Araip.B09 14430 p2 (TA)9 18 57177863 57177880 AGCCGGCTTAAACTCTGTGA AGGATTTGAAAAGCGCAAAA 124

Ai09B14431 Araip.B09 14431 p2 (AG)6 12 57184340 57184351 ATCCAAGCCCAGAAACACAG CATTGAACCTGGAATGCAGA 176

Ai09B14432 Araip.B09 14432 p5 (TTTTA)5 25 57190595 57190619 GCATCGAGGACGATGCTATT ACAATCCAAAGTGCAAAATGT 225

Ai09B14433 Araip.B09 14433 p2 (TA)7 14 57198002 57198015 AGCTAGCCGGCTTAAACTCC TCTAGAAGCCCGATGAAGGA 173

Ai09B14435 Araip.B09 14435 c (A)10g(A)10 21 57208795 57208815 TGAACTTGGTTGAAATGCTGA GGAAGGTAAAGGAGCTTTGCT 209

Ai09B14437 Araip.B09 14437 p2 (AT)8 16 57214465 57214480 TGTGGTTTCTGTGATTTTCTTTG CTGCAAATCCACCTCAACCT 257
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Ai09B14441 Araip.B09 14441 c (C)10(A)10 20 57219535 57219554 TGAAGAAAGCACAGCCACAC CTTTTAGATGGAGCTGGGGG 252

Ai09B14442 Araip.B09 14442 p2 (CT)13 26 57229401 57229426 CTCCCTTCAGTTCCGTTGAA GGAATTGGGAAAAGTGTGGA 182

Ai09B14449 Araip.B09 14449 p4 (TCTT)9 36 57246477 57246512 TTTCCCCCTTTCTCCTCTTC CCATCCTTTCCCAAAAACCT 114

Ai09B14450 Araip.B09 14450 p2 (GC)6 12 57250029 57250040 TGTTGGATGAGGGGTAGGAG GTTGCACCTACACTGCGCTA 271

Ai09B14452 Araip.B09 14452 p3 (TTG)9 27 57297853 57297879 ACATGACAGAGCACAATGGC ACTAACCGGACACCAAACTTTA 279

Ai09B14455 Araip.B09 14455 c* (A)10(AAT)5* 23 57309292 57309314 TCTCACGTGTTACAGTACTTTATGTG TTAATGTGTTAACTTTGGTCACTAGC 267

Ai09B14456 Araip.B09 14456 p5 (AAAGA)6 30 57314537 57314566 ATTGAGGGTGTTGGAGCAAG GATCCTTTCTCTGTGCCCTG 100

Ai09B14458 Araip.B09 14458 p2 (TC)7 14 57316544 57316557 GCTTCCTTTTGTCACTGTGCT ACAATTAGGGGCGGAGCTAT 272

Ai09B14459 Araip.B09 14459 p2 (TA)6 12 57317209 57317220 CAAAAAGGAAAAATTAAGATAGTTTCA GATCCGAGTTCACGAGGGTA 229

Ai09B14460 Araip.B09 14460 p2 (TA)6 12 57319692 57319703 TGTCCCAAACATCATCGAAA TCTGTCCAACTCAAGCCTCC 177

Ai09B14462 Araip.B09 14462 p2 (AT)7 14 57332714 57332727 GCGTTCTTGGGTGACAATTT TTTCAAATCAATTGGGGTGC 173

Ai09B14467 Araip.B09 14467 p3 (TAT)11 33 57408917 57408949 TTGATTTTTAGCAAAACAGCATAA AAAATTAAGCTTCGTCATTCCG 258

Ai09B14468 Araip.B09 14468 p2 (TA)10 20 57413033 57413052 TCCACACTCTAATCAGATAGAAGTAAA TCAAAAGATTTTCCTTCCAAAAA 280

Ai09B14469 Araip.B09 14469 p3 (AGA)8 24 57414645 57414668 GGGGCAAAGACATTGACACT CGTCGCGATTTTTGCTTAGT 189

Ai09B14475 Araip.B09 14475 p3 (AAT)6 18 57430741 57430758 TGGCTTTTTCTGCTTGCTTT CCCCCGTCTCATTCTATTCA 261

Ai09B14476 Araip.B09 14476 p2 (AG)6 12 57431013 57431024 ACACAACTGTGAGGATGGCA CCTAGCTTCTTATCTTTTCAAAATCTG 270

Ai09B14483 Araip.B09 14483 p2 (AG)9 18 57446759 57446776 GAAGGAGGTGAGGGAGAAGAA AATCCTATCCTTTTGTTTCAATCAT 264

Ai09B14486 Araip.B09 14486 p3 (AAT)8 24 57468040 57468063 CAAACGCAACCCAACTACCT AAAGCGCCATTGGACAATAC 131

Ai09B14488 Araip.B09 14488 p4 (TTAG)6 24 57473627 57473650 CACTCCACCATTCACGACAC CCAAAGGAGATTCTCAAAGGC 272

Ai09B14494 Araip.B09 14494 p2 (GA)6 12 57540519 57540530 AACAATCCACAAGCAAACCA TTCCCCTTTCTTCCTCCTTC 248

Ai09B14499 Araip.B09 14499 p3 (GAG)5 15 57556786 57556800 CCCAGTACTCTCCCAAGCAA CTATCCAGAGGACGTCCCAA 146

Ai09B14506 Araip.B09 14506 p2 (CT)7 14 57604457 57604470 TGGAACGCTGCATTTTATCA CGAACCATGAGACCCAAGTT 263

Ai09B14508 Araip.B09 14508 p2 (AC)6 12 57618543 57618554 TTTCTGATATGTGCGGATGC AGGTGCCAAAACACAAAAGG 256

Ai09B14509 Araip.B09 14509 p2 (GT)6 12 57621870 57621881 TGTGATGCAAAAGTGGGATT GGGCTAAGGTAAGGGTGAGG 148

Ai09B14510 Araip.B09 14510 p2 (GT)7 14 57626842 57626855 ATAAGGGCACAAGCTACCCA TCCTAGTCGCGAATTTGGAT 130

Ai09B14511 Araip.B09 14511 c (AC)9at(AC)14 48 57638948 57638995 TGCATAGACACGACAAGAACAG CGCCATGTATTAGAGGCTTG 278

Ai09B14513 Araip.B09 14513 p2 (TA)13 26 57651583 57651608 CCCATTCTCTTAGCTACTGATTACC CATCCAACAGTATTGATTGCC 275

Ai09B14514 Araip.B09 14514 c (A)10tttgtagcgacaaaggttgaatatttagcatgacg(A)1055 57660117 57660171 TTTCGTCTTCAAGTGTTTGTGA TGTGATTGCGGCTTATAATTTG 256

Ai09B14518 Araip.B09 14518 p2 (TA)6 12 57666868 57666879 AGAAGCAAGTAATCGCTGGG CCAAACACCGGTATGGGATA 274

Ai09B14519 Araip.B09 14519 p2 (CT)6 12 57669905 57669916 TGGGAAAATAAATAAACCAACAAGA TTTTGACCCATTTTTCGACC 277

Ai09B14521 Araip.B09 14521 p2 (CT)11 22 57682181 57682202 GGAATTTTTGGGTCTTCCGT ATCGGAGATCAGCGAAACAC 145

Ai09B14523 Araip.B09 14523 p2 (CA)8 16 57696682 57696697 ACACTCACCTTCGAACACCC CTCCTCTCCTCCCTCTGGTT 224

Ai09B14524 Araip.B09 14524 p3 (TGC)5 15 57699870 57699884 ATCCGGTTCTGCCCTAATTT CACAACACTGCTACCAGCTCA 251

Ai09B14529 Araip.B09 14529 p3 (TCT)5 15 57748723 57748737 GAACCAAAACCAGCCCTACA GGAATTCCATTGGAGCTTGA 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14531 Araip.B09 14531 p3 (GAA)5 15 57782852 57782866 CCCTCGAGCAAGAGAAGAAA CCCACCCAAACCTACCCTAT 185

Ai09B14532 Araip.B09 14532 p4 (ATTT)6 24 57788727 57788750 TGCCTCTATGCTGATGGTTG TCGAGTTTGGACAACTGACG 276

Ai09B14535 Araip.B09 14535 p2 (TA)7 14 57820518 57820531 TCACCACTTACTTTTGGGCA GTGGAAAAAGTGGGTTTGGA 195

Ai09B14536 Araip.B09 14536 p2 (AT)8 16 57830318 57830333 CATCATCCAATCACAACCAA GGGGAGTATTCGCTACTTTTTAGG 280

Ai09B14537 Araip.B09 14537 p3 (TAA)15 45 57831772 57831816 TTTTTCCTTGATGGCCTCG GAGCTAGTTGTAACGACCCACA 258

Ai09B14538 Araip.B09 14538 p3 (TCT)5 15 57832342 57832356 ATCCACTGAAAACGACGCTC GGAGCCCAGGTGACTAGATG 235

Ai09B14540 Araip.B09 14540 c (AT)8aa(AT)21 60 57847002 57847061 CACATCATCCAATCACAACCA TTTCTAGTGTTGCATTCTCATTTTG 141

Ai09B14541 Araip.B09 14541 p3 (TTC)5 15 57853895 57853909 TCGGATGCAATGTAATCGAA CCTAAATGCAGAGACTCACGG 169

Ai09B14543 Araip.B09 14543 p2 (AG)6 12 57859965 57859976 GGGAAAGAAATGATGGGGTT GTGATGGCTGCTGAACTGAA 243

Ai09B14544 Araip.B09 14544 p2 (TA)14 28 57862971 57862998 TCGATTCTCAAAATACTGCTCAA TGCTGATGTTGTTTGGGTTG 139

Ai09B14546 Araip.B09 14546 p2 (TC)6 12 57864040 57864051 TTCTTCTCAGTCAACGGGCT GCTGTAGCCAGAATTGAGGG 226

Ai09B14547 Araip.B09 14547 c (ATC)13attatcatcatctaattcatacgagagtgtcgaagatgaagcctacaag(CCT)5ggttttgaaagtgagagtagtcaaaactctccaaaagtacaaagaaaaaaaaag(A)10167 57870226 57870392 TTGCGAAGATGAGCTTGTTG TTTTCGGTGGTGATTTGTGA 247

Ai09B14549 Araip.B09 14549 c (AATA)5gaaagagat(GA)641 57878166 57878206 GAAATTCGAACACAGAGGGG CGAAAATCACTAACCACTTTTTCA 256

Ai09B14556 Araip.B09 14556 p3 (AAT)5 15 57924300 57924314 ATCCTGCAATGGAAGAGGTG TGGTTGCAAAGTCAGAGTGG 231

Ai09B14560 Araip.B09 14560 c (T)10ccatttttttcttttctatactttttttttctttttctttttc(T)1063 57944082 57944144 CTTTGCTTTGGGGCATTTT GTGTGGGAGACTTGGGACAT 278

Ai09B14561 Araip.B09 14561 p2 (CT)6 12 57954114 57954125 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 230

Ai09B14562 Araip.B09 14562 p3 (ATT)8 24 57954339 57954362 CCCTCACCATATGCTTGTGAC TTGTGAAAAGCAAGCATTGAA 202

Ai09B14565 Araip.B09 14565 p2 (TG)15 30 57969963 57969992 CCGCAACCGATCTACAAACT CAAAATGACAATTGACGAGGG 119

Ai09B14566 Araip.B09 14566 p3 (ACA)6 18 57977423 57977440 CACCACAGCAAAACCAACAG TTCCACCTATGATTCCCCTG 265

Ai09B14567 Araip.B09 14567 p2 (AT)10 20 57985445 57985464 AGGCGAAAGCTTGGGTTAAT TTTCAAGGTTGTAATGGGGC 106

Ai09B14569 Araip.B09 14569 p3 (TTA)5 15 57995550 57995564 TGGGAGGATCTGGTTATTGG TGATGGTTGATTGCCATCTG 202

Ai09B14576 Araip.B09 14576 p2 (TA)14 28 58018574 58018601 TGCATATGATTGAGGCCATT GGATTGTAATGGGGCTGATG 280

Ai09B14577 Araip.B09 14577 p3 (AAT)5 15 58047458 58047472 CCGACAGAAATCCCTTCGTA TCAAACCAATTTGTCCCTTGA 225

Ai09B14578 Araip.B09 14578 p2 (AT)9 18 58049377 58049394 CACCACATATTTTGGGGCAT TGGGGAAAAGTAGGTTTGGA 225

Ai09B14581 Araip.B09 14581 c (AT)6actaaaagcataaagctacaagataaagctacgaaatatcaag(AC)23101 58056111 58056211 CTCGCGAGCTCTTTCCTCT TGGGCTGTGGCTAGTTCTTT 278

Ai09B14582 Araip.B09 14582 p2 (AG)6 12 58061371 58061382 TGGGATTTGATAGGTGAGGG GGGTACCAGACTGGCGTTTA 268

Ai09B14584 Araip.B09 14584 p2 (AT)12 24 58088385 58088408 GGCTACTACAGGGTGTCCGA CCTTGCCGACCTGTAGAGAG 278

Ai09B14588 Araip.B09 14588 p2 (AG)8 16 58125457 58125472 TCCCAAAACAAGAAGAAATCC GGCCCAGATCCAAGTACAGA 170

Ai09B14589 Araip.B09 14589 p2 (AT)8 16 58136521 58136536 TTGATTTTGGGAAAGTTGGG ACTTTGCTTTGGGGCATTTT 276

Ai09B14590 Araip.B09 14590 p3 (TCA)5 15 58148075 58148089 TGGTTGAGCGACTTCAACTG TTATGCCGAACTCCAAGGTC 247

Ai09B14592 Araip.B09 14592 p2 (AG)7 14 58153292 58153305 AAGCAGAGCTTTTTCCCACA ATTTTCCTCCCAAACCCAAC 234

Ai09B14593 Araip.B09 14593 p2 (TC)10 20 58158314 58158333 TACAGCTCACGTGGATGAGG CCACCCCCTTCTTCCTAAAC 166

Ai09B14598 Araip.B09 14598 c (A)11tttttctcttttgttttcg(A)1242 58187715 58187756 TTTGGACAACTGACGGTTCA TTACTCCTTTCCATGGCTGG 278

Ai09B14599 Araip.B09 14599 p3 (TAA)11 33 58189716 58189748 TGGTGAAAAAGTGTAATATTTGGG GGGACAAACAGAGTAATTAAACCAA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14601 Araip.B09 14601 p2 (AG)16 32 58193579 58193610 GGCTTGGAACCATTTGAAGA GAAATGGCTACCTTGGACGA 271

Ai09B14603 Araip.B09 14603 p2 (AT)8 16 58196936 58196951 CGCTAGCTGGTTCCTGATCT TTTGGATCCATTTTTCTCCTG 276

Ai09B14604 Araip.B09 14604 p3 (TAA)16 48 58200133 58200180 TGAATGCACTATTTTCGCTTC AATAACCGGTGCCATTATCA 280

Ai09B14605 Araip.B09 14605 p2 (TC)7 14 58210884 58210897 TCTCTCTCCCTCCCTTCCTC TGCGCCTAATAATGAGCAAT 169

Ai09B14606 Araip.B09 14606 c (T)10gtgattcacaattaatatatacattgttcgtgtatgtggtttatatgttaatgtttttattgattctcttta(T)1294 58211140 58211233 GCTCATTATTAGGCGCACAC AAAGAGCAACAAATTAAAGAGACACA 259

Ai09B14607 Araip.B09 14607 p4 (GATA)8 32 58216037 58216068 ACACGTGTCTCAACCGAACA CAAGCTTGTGCTGCTTCTCTT 274

Ai09B14610 Araip.B09 14610 c (TAT)5tcctttctatatatacacacat(AC)19(AT)27129 58230978 58231106 ATTGTGTGAATGCTTCGTGC TCATGCCATAAAGCAAAGCA 249

Ai09B14613 Araip.B09 14613 p2 (AC)7 14 58255087 58255100 ATGCATGTATGGCCAAGTGA GGGGACAAAATTACCCCAAT 217

Ai09B14615 Araip.B09 14615 p2 (AT)8 16 58268148 58268163 AACAAATGAAGCCACCAAGC CCCATTTTCCAGCCCTAGAT 278

Ai09B14620 Araip.B09 14620 p3 (TAT)5 15 58370463 58370477 CCTCTGCCATCTGTGTTTGA TTCTTGTCCTTGCTCCTGCT 167

Ai09B14622 Araip.B09 14622 c (A)10gatagcg(A)1128 58373782 58373809 TTGGCTCTTGAAAGAATGATGA TTTGGCTTTTTCTGCTTGCT 172

Ai09B14631 Araip.B09 14631 p2 (AG)7 14 58517933 58517946 GGAGAGAAGGGTAGGGTTCG AGAAAGGGGAGAAAAGCTGG 273

Ai09B14632 Araip.B09 14632 c (A)12gagaag(A)1230 58542097 58542126 GCAAGAAAAAGCAGCAAAGAA ACTTCTGGGGCCTACTTGGT 255

Ai09B14635 Araip.B09 14635 p5 (TTGTT)5 25 58561702 58561726 GGCATGAAGTGGGTACAAGG AGCTTAAACACCTGCCAAGAA 196

Ai09B14639 Araip.B09 14639 p2 (CT)7 14 58588616 58588629 TGAACCTGGAATGGAGAAGG ATGCATATGCGTGACAGAGC 276

Ai09B14641 Araip.B09 14641 p2 (CT)7 14 58607463 58607476 TTTCTTATCTTTTTCAAAACCACC ATTTTTGGTGGGTAGGGGAG 271

Ai09B14642 Araip.B09 14642 c (CT)7ttctgagttcagatttttctcttcttcttttcttctactaacaataaggaacctctttactgtgacatagaggattcctcttc(T)11108 58607710 58607817 CTCCCCTACCCACCAAAAAT GCCTTTTTCTCTGTCCTTGC 173

Ai09B14643 Araip.B09 14643 p3 (TTC)5 15 58610306 58610320 CCATCCACTCTTCCCCATAA CGGTCTTAGGATTTTGCTCG 273

Ai09B14646 Araip.B09 14646 p3 (TTG)5 15 58676554 58676568 TGCATTGACATTTGGGGTAA TTAGGGACAAGGGGAGCTTT 273

Ai09B14648 Araip.B09 14648 p3 (GAA)6 18 58693254 58693271 CCCCTAATGAAAATGGGGTT TTTGGACGTGAACTTTCAGTTTT 136

Ai09B14652 Araip.B09 14652 p2 (AC)6 12 58719528 58719539 GTATATACCCGCTCCCCGAT TTGGGCCTACAATTAACCCA 199

Ai09B14653 Araip.B09 14653 c (A)10gttgattttgttttttgcggtggttaaatatgtgtatttgctgcaccattagttgaaaatgataatgtaatagtgataatggtgaattaggtatttg(TA)6119 58746672 58746790 CCATCTTTGGTTTCCTCACAA TGGTGCAACAAATATCACATAAA 280

Ai09B14655 Araip.B09 14655 p2 (GA)6 12 58751587 58751598 GTTCGAATTCGGGTGAGATG TTTCTTAACTTTTTCAAAACCACC 157

Ai09B14665 Araip.B09 14665 c (A)10tttggaaaatgggtgcattcatgtatgagctattgaaccatatgcattgtcttttac(A)1481 58835840 58835920 TAAGTGTGGGGGAATTTTGG GGTTAGGGTCAAGGTGGGAT 253

Ai09B14667 Araip.B09 14667 p3 (AAG)6 18 58841815 58841832 AAAGAAGAAGAAGAGGGCGG AAGAAGAGAGACAGCGCGAG 212

Ai09B14671 Araip.B09 14671 c (T)10caaattttcatatttcaatccatttttcttgaataaacatgttcccatactttcatttttcaaactttttctttccaaaaaaaatttt(A)10108 58880149 58880256 TAAACGCCCAAAAGAGGCTA TGAGAAGAGGTTGAAGAAGAATTG 267

Ai09B14675 Araip.B09 14675 p3 (AAT)6 18 58910441 58910458 TGAACATGCAAATAACCCAAA CCCCTCTTTTTCACATCCAT 280

Ai09B14676 Araip.B09 14676 p2 (AC)6 12 58913827 58913838 GCTACCCTCTTCCCCAAGAC GAGCTCTCTCCTCGCTCAGA 194

Ai09B14681 Araip.B09 14681 p2 (TC)6 12 58995873 58995884 GCCGAAAGTGAGAACAGGAG GAGAGCACGAGCGAGAGAAT 259

Ai09B14686 Araip.B09 14686 p2 (CT)6 12 59060492 59060503 AGTGGCATAAAACGGGTCAC AAAACCTTGTTAATGGGGGTG 253

Ai09B14689 Araip.B09 14689 c (T)10cgcctata(T)1432 59079759 59079790 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 246

Ai09B14690 Araip.B09 14690 p3 (AGA)6 18 59080614 59080631 TTAGAATGTTGCTCGCCCTC TCTCTCTCACCCAATCCCAC 117

Ai09B14691 Araip.B09 14691 p2 (AG)6 12 59082930 59082941 TGCCTTTTTCTCTGTCCCTG CTAACATCTCCCCCTCACCC 180

Ai09B14692 Araip.B09 14692 p2 (AG)6 12 59083168 59083179 AGAGGGTTCGGATTTTTGGT TGTTTGTTTCTTATCTTTTTCAAAACT 279



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14694 Araip.B09 14694 p3 (CTT)6 18 59102923 59102940 GGAGAGAGGCAGAGAGCAGA CTTACATGAAGAGGATGGCG 149

Ai09B14699 Araip.B09 14699 p2 (TA)6 12 59136473 59136484 GTTTTGTGTGCCGAGGTCTT TGGGGCAACAATCCTCTAAG 117

Ai09B14700 Araip.B09 14700 p3 (ACC)5 15 59137056 59137070 CGAAGCATTGACCTCAGGAT CCTGCTTACCGGTGTGATTT 197

Ai09B14707 Araip.B09 14707 c (GCC)5agcccaccgccggcgaccaca(CT)750 59182471 59182520 TCTCTTCGTCTTCTCTGCCC CAAGAATGAGGTGCGAAACA 256

Ai09B14711 Araip.B09 14711 p2 (AG)7 14 59221485 59221498 ATAGGTGAGGGGTTTTTGGG TTAACGCCAGGATTGGTAGC 181

Ai09B14713 Araip.B09 14713 c (T)10cacctctcttttttc(T)1035 59250184 59250218 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 213

Ai09B14714 Araip.B09 14714 p3 (AGA)6 18 59272215 59272232 CACCCTCCTTTTGCGTATGT CACACATCCCTCCATCTCCT 255

Ai09B14715 Araip.B09 14715 p2 (GA)6 12 59273835 59273846 GGGTTCGAATTTGGTGAGTG TTTCGAAAATATCTTCCCCC 237

Ai09B14716 Araip.B09 14716 p3 (AAG)5 15 59284305 59284319 ACGGTTGCATTTGATGTTGA ACGAATTTGCAAGCTCCACT 253

Ai09B14718 Araip.B09 14718 p3 (AAG)5 15 59290040 59290054 GAACCTCCATGGGAAAGTCA TGATTGCAACTTAGGGGGAG 246

Ai09B14720 Araip.B09 14720 p5 (AAAAG)5 25 59292718 59292742 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 238

Ai09B14725 Araip.B09 14725 p2 (GC)6 12 59323951 59323962 AAGCCAAAGGTTTCAAAAAGC ATGCCTTCCCCTTCATTTCT 231

Ai09B14726 Araip.B09 14726 p2 (CT)8 16 59336895 59336910 TTGAATACTCTCTCTCTCACCTTTTTC CAGGTTCAGGATCAGCTTCA 271

Ai09B14727 Araip.B09 14727 p3 (TTC)5 15 59340243 59340257 AAACATTTCCCTCCCAAACC AAGCAGAGCTTTTTCCCACA 240

Ai09B14732 Araip.B09 14732 p2 (AC)6 12 59373294 59373305 AGCATGTACCCAATTCCCAA GAGATACCTCTCCCCAAGCC 257

Ai09B14733 Araip.B09 14733 p2 (AT)15 30 59385150 59385179 TCATCCAATCACAACTTCTTTCT CAAAGCTTAAGTGTGGGGGA 216

Ai09B14738 Araip.B09 14738 p2 (TA)11 22 59446291 59446312 GCATGTCCTCATGCTAAGCTC CCAGTGAGGGTTCAATTGCT 280

Ai09B14739 Araip.B09 14739 p3 (AAT)17 51 59451542 59451592 GGTGGCATTGCTTTTGTTTT TTGCCTTTTGGTTTAAAGAGC 269

Ai09B14748 Araip.B09 14748 p2 (AG)6 12 59515516 59515527 CCGAGGAGAAGGAGAGGAAG AAGCTTCTCGGACGGTGATA 250

Ai09B14749 Araip.B09 14749 p2 (AG)6 12 59519514 59519525 TAGATTGGGTGGGAGAGTGG ACTTGGTGCAGGGATGAGAT 235

Ai09B14752 Araip.B09 14752 c (AGA)5aggtatggaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaacagaagggatgaccatgaatg(GA)6102 59552303 59552404 TTAGAATGTTGCTCGCCCTC GAATTGTATGCAAGGGCGTT 273

Ai09B14753 Araip.B09 14753 p2 (AG)7 14 59555790 59555803 AGGAGCGCAGAGATGTAGGA TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai09B14756 Araip.B09 14756 p5 (AAAAT)6 30 59570709 59570738 TTGCTAATTTCCAAAATCTTTTTAATC TGATGGAGAAAAGGGGATTG 217

Ai09B14758 Araip.B09 14758 p3 (AAC)11 33 59598644 59598676 ATCTTGTTCGGTTCTGTGGG CTGGTGTTGTGGTTCCAGAG 275

Ai09B14761 Araip.B09 14761 p3 (AGA)5 15 59604629 59604643 AAATTGATGCGTTTCCGAAG ACCTTGTTCTCTTGTCGCGT 233

Ai09B14762 Araip.B09 14762 p3 (GAA)5 15 59606339 59606353 CCGTACCCTACCCTACCCAT TGATTTGGTGTGCTCTCTGC 260

Ai09B14766 Araip.B09 14766 c (T)11atttaagcattacataattgca(TTC)548 59616057 59616104 AAGATGCCATCAGACAACCC TGTGTAGCCTGGCTCCTTCT 275

Ai09B14767 Araip.B09 14767 p2 (AC)6 12 59616802 59616813 GAAAAAGTGAAAACCGGCAA TTCTCTTCTTCCCCTCCTCC 241

Ai09B14768 Araip.B09 14768 p4 (TAAA)5 20 59628419 59628438 GGGAACTTGGGTTGATGAAA TCCCACTTTTTCGTTACATGC 274

Ai09B14770 Araip.B09 14770 p2 (CT)6 12 59653227 59653238 CATCCATTCATGAGGAGGCT TGTCTTCAGATGGGAAGCAGT 271

Ai09B14771 Araip.B09 14771 p3 (AAG)6 18 59655639 59655656 CCCCTAATGAAAGTGGGGTT TGGCTTTGAACTTGTTTTTGG 242

Ai09B14775 Araip.B09 14775 p2 (AT)6 12 59691344 59691355 TGGGAAGCATGCTCATGTAA TTTCAAGGTTGTAATGGGGC 252

Ai09B14776 Araip.B09 14776 p2 (AT)9 18 59695686 59695703 AAAGCGGAAGAACGTACAACA TTCGATTAATCTGACTTGATGATCT 259

Ai09B14777 Araip.B09 14777 p2 (AC)8 16 59700499 59700514 ACCCAAGCAGCCACAACTAC TTCTTCGTTTGTCCCTCACC 117



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14778 Araip.B09 14778 p2 (GA)6 12 59701041 59701052 CGAGCATGATGAGTGAAGGA CAAATGGTGGCAGACACAAC 218

Ai09B14781 Araip.B09 14781 p2 (AC)6 12 59720355 59720366 TCAAAAATGAAGCCCTAGCC ACCCCACTTCCCTTTCTGTT 122

Ai09B14782 Araip.B09 14782 p2 (TA)6 12 59723693 59723704 TATGGGTGCAGAAGTCACGA AACTTCAAACTGCAAAGCCG 265

Ai09B14783 Araip.B09 14783 p2 (GC)6 12 59733547 59733558 GCACAAGTGTGGCACAAGTC CATACACCTGGGCCAAAAAC 201

Ai09B14786 Araip.B09 14786 p2 (AG)8 16 59764974 59764989 CTGTCTCGGGAACAGGGTAG TCTGCACAGGTCACTTTTCG 261

Ai09B14787 Araip.B09 14787 p2 (CT)6 12 59770488 59770499 TGGCAAATTTCTTCTCCAGC AAACCTGGGATCGAGAGTCA 235

Ai09B14789 Araip.B09 14789 p2 (TC)6 12 59776531 59776542 TGCATGCATTCATTGTTTTG ACAGATGGAAGAGGGGGTTC 250

Ai09B14790 Araip.B09 14790 c (A)10tataggcg(A)1028 59785185 59785212 TGAAGCAAGAAAGAGCAGCA TTATTTGCCCTTGCCTTTTG 165

Ai09B14793 Araip.B09 14793 p2 (CT)6 12 59789389 59789400 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTTGAATTTGG 222

Ai09B14794 Araip.B09 14794 p3 (TAT)7 21 59789646 59789666 CCAAATTCAAACCCCCTCTT TTCTTGTCCTTGCTCCTGCT 163

Ai09B14796 Araip.B09 14796 p2 (CT)7 14 59798321 59798334 GCAAATTTCTTCTCCAGCGA GGTGAATAAAAATGGAAACGAAA 277

Ai09B14797 Araip.B09 14797 p3 (TTA)5 15 59798828 59798842 TTCCAATTTCTAATACCTTGCCA AACCTTGGGTCGTCTTCTCA 167

Ai09B14798 Araip.B09 14798 c (TTC)5tttctttcttggggttctttctccttg(CTT)557 59801167 59801223 TGATCTTTCCCTTTGCTGCT TTGAGCAATGCCAAGAGTTG 236

Ai09B14802 Araip.B09 14802 p2 (AG)8 16 59815121 59815136 GGGTTTGAATTTGGGTGAGA TTTCGAAAATATCTTCCCTCTTTTT 224

Ai09B14803 Araip.B09 14803 p3 (AAT)5 15 59826657 59826671 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 251

Ai09B14805 Araip.B09 14805 p3 (TCT)5 15 59849113 59849127 TCAACATCTCTCTCCCACCC CCCTCGAGCAAAAGAAGAAA 110

Ai09B14807 Araip.B09 14807 c (T)10cgcatatcatcctctctc(T)1038 59859170 59859207 TGGCTTCTTCTGCTTGCTTT TTTTGATGTGGTGGCAATACTC 263

Ai09B14809 Araip.B09 14809 p2 (AT)6 12 59872373 59872384 TTCACCACTTACTTTGGGGC TGCCTTAATTTGAATCCTTGG 272

Ai09B14812 Araip.B09 14812 p4 (ATTT)6 24 59913630 59913653 TGCCTCTATGCTGATGGTTG CGGTTCATCTTGTTGCTCAG 260

Ai09B14814 Araip.B09 14814 c (T)10ctacatttctc(T)1031 59924391 59924421 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 226

Ai09B14817 Araip.B09 14817 p2 (TA)7 14 59938787 59938800 AACATCATGAGGTCTTTTCAAGG TGCACTGGGACAAAATTCAA 232

Ai09B14821 Araip.B09 14821 p2 (GA)7 14 59952112 59952125 GTATTTAGCTCCCGGGTCGT CAATTGCCATGTTTGTGGTC 226

Ai09B14822 Araip.B09 14822 p2 (AG)6 12 59954130 59954141 TGCATCCATTCATGAGACAAA TGAACCTGGTAATTGAGCAGAA 179

Ai09B14826 Araip.B09 14826 p4 (TAAA)5 20 59969373 59969392 CCTTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 167

Ai09B14828 Araip.B09 14828 p3 (GAA)5 15 59981640 59981654 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai09B14829 Araip.B09 14829 p2 (GA)6 12 59983158 59983169 ATTTTGAAAAAGGGGGAAGA TCTTGTGAATCAAGTCATTAATTGTG 280

Ai09B14833 Araip.B09 14833 p2 (TA)6 12 60000308 60000319 AAGTAGCGCCAAAACTCGAA GCCAAACATGGAAAAAGGTG 205

Ai09B14834 Araip.B09 14834 p2 (AT)7 14 60000616 60000629 CGGCAGTAAGGCTTATTCTGT TCATTCATCTTATGTTTCCCAAAA 184

Ai09B14835 Araip.B09 14835 c (A)13taaaaaacagtgatctagtaatattttagctgaacctgcatgtcgtcttggtaaacaagctactgtatctaagctaacagactttgacctacctaca(AAT)5125 60004736 60004860 GGACAATATTTGGTCCGGAAG AGAAATTGGTTTTGCGGTTG 251

Ai09B14839 Araip.B09 14839 p2 (TA)9 18 60025989 60026006 TCTCAAATCAATTGGGGTGC TGGTTTGGTTGAAAATAGGGA 156

Ai09B14848 Araip.B09 14848 p3 (AGA)5 15 60077773 60077787 TTGCCTTCCCTTTCCTTTTT ACACGAAACCTAACCCTCCC 276

Ai09B14850 Araip.B09 14850 p3 (ACA)5 15 60115427 60115441 GAGAAGAAGGCGAATGATGC AGGAGTCACGCCTATGGTTG 245

Ai09B14851 Araip.B09 14851 p4 (TAAA)5 20 60117480 60117499 CCTAACCACTTTCTCTCTCCTCA CTGGACTGTTCATTTCCGCT 177

Ai09B14855 Araip.B09 14855 p3 (ACA)5 15 60147401 60147415 GGATGTGATTCTAGCGGCAT AAGCCACGCCTTACTTGAGA 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14860 Araip.B09 14860 p3 (GAA)5 15 60159483 60159497 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 186

Ai09B14861 Araip.B09 14861 p2 (AG)8 16 60161926 60161941 GAGAGAGGGAGAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTGA 224

Ai09B14863 Araip.B09 14863 p4 (CTTT)6 24 60174175 60174198 CAAGTGTGCAATGTTGGAGG ATTGAATCAAACCCCCTTCC 271

Ai09B14866 Araip.B09 14866 p3 (TTG)5 15 60273035 60273049 CCAAGGTGATAAGCTGTGGC GGAAAGGCATTGTTGGAGAA 234

Ai09B14869 Araip.B09 14869 p4 (TTTA)5 20 60299857 60299876 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACATCCTAACCA 157

Ai09B14871 Araip.B09 14871 p2 (TA)6 12 60303924 60303935 ACGTTGGCTCTTGGTCATTC TTTCCAATTTTAGATCCCCAAA 242

Ai09B14873 Araip.B09 14873 c (T)13atcaccacacatatgcattgatttttattgaaccttgaactttggggcattttgtccccttttttattacaattctttctctttcttttc(TA)8tttttttccttttgttgttctcattca(T)10156 60331646 60331801 CCCATTCTTCACTTTTAACACACA GAGAAATTTTGGGAATTGGG 276

Ai09B14875 Araip.B09 14875 p4 (AAAT)6 24 60350939 60350962 TTCGAAAACAAGGAGCATCA CCATGATGGAGAAAGGGAGA 121

Ai09B14876 Araip.B09 14876 c (A)10g(A)19 30 60355532 60355561 TACATGTGGTGGCAATGCTT GCTTTGGCTTTTTCTGCTTG 272

Ai09B14878 Araip.B09 14878 p3 (TGG)5 15 60366236 60366250 AGAAAGAAGGGTTGCGTTCA TCCCCTCCTAACCCCATTAC 176

Ai09B14880 Araip.B09 14880 p2 (CT)6 12 60373501 60373512 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGAGAGCAGAGATGTGGGA 271

Ai09B14881 Araip.B09 14881 p3 (TTC)5 15 60377566 60377580 TACCTCCCTCCCTTCCCTAA ATGCTTTTACCGCACCAAAC 190

Ai09B14887 Araip.B09 14887 p2 (AT)6 12 60443431 60443442 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 159

Ai09B14891 Araip.B09 14891 p2 (AC)7 14 60458693 60458706 AGCATGTACCCAATTCCCAA CCCAAATGGCCTTACCTTTT 249

Ai09B14893 Araip.B09 14893 p2 (TC)8 16 60463189 60463204 TAAAGTGTGGGAATGCACCC AACAGTCTGCAACATGGAAGAA 245

Ai09B14895 Araip.B09 14895 p2 (TA)7 14 60471276 60471289 GAACTTTAGCTTGGGGCATTT TTGGGTATGGGAAACTTGGA 242

Ai09B14898 Araip.B09 14898 p3 (TAT)5 15 60497849 60497863 GAACCCCCTCTTCCATCTGT GCTGCCATCTCCTCTTCTTG 271

Ai09B14899 Araip.B09 14899 p3 (TTC)5 15 60500118 60500132 ACACAACCCTCTCTTCCCCT ACGCCAACCTCACATTTTTC 260

Ai09B14900 Araip.B09 14900 p2 (AT)6 12 60503674 60503685 TTCAAATCCAATTTAATCAAAACTACC CCCTTCGGCAAGTATACTGAA 278

Ai09B14904 Araip.B09 14904 p2 (CA)6 12 60570831 60570842 TATTTGGAGTTGGGCTTTGG GAATGATGAATGTAGCAACAAGAAA 232

Ai09B14907 Araip.B09 14907 c (TC)8tttctctctctgtgaacctcggcaatt(TC)655 60595601 60595655 AAAGAGCAAGGAATTGGGCT TTCGGTTGCTAAAATGGGTC 213

Ai09B14908 Araip.B09 14908 p3 (AGC)6 18 60598274 60598291 TGCTGCTTCTCAATTCATGG CTCGCTCATCATCAAAGCTG 235

Ai09B14912 Araip.B09 14912 p3 (CTT)12 36 60606267 60606302 GCATAGCGTCACTTTGCCAT AGAAGAAGCTTTGATGCGGA 171

Ai09B14913 Araip.B09 14913 p3 (CTT)5 15 60606576 60606590 TCCTCCTCCTTCCCTCTCTC ATGGAGCTTTGGTGTGGAAG 199

Ai09B14914 Araip.B09 14914 p2 (AT)6 12 60607386 60607397 CCACACAGAGCTTTACGCTT TCTACGCTTAATCGTTCGGG 180

Ai09B14915 Araip.B09 14915 p2 (AT)10 20 60607590 60607609 CCCGAACGATTAAGCGTAGA TTTTGGGGAGCTGTAGTTTG 278

Ai09B14919 Araip.B09 14919 p2 (AG)6 12 60672564 60672575 ACAGATGGAAGAGGGGGTTC TTCCCTCTTTTTCAAAATTTCC 222

Ai09B14920 Araip.B09 14920 p4 (ATTT)5 20 60673646 60673665 GCAATTGACACCAAACTTTCAA ACAGAGTTTTTGGTGCCGTT 193

Ai09B14921 Araip.B09 14921 p3 (CTT)5 15 60679066 60679080 AGAGCACCTCACCTAAGGCA GGCTGTTGTCTCCGATCAAT 128

Ai09B14923 Araip.B09 14923 p3 (GAA)5 15 60727964 60727978 CACTCAAAACAAGGGGCATT GCATGGCAACACCAAACTTA 225

Ai09B14925 Araip.B09 14925 p2 (TG)6 12 60744743 60744754 CCTCAAATTGCATTAAAAGAAAA GCGGAAAAAGGGCTAAAAAG 253

Ai09B14926 Araip.B09 14926 p4 (AAAT)6 24 60747472 60747495 TGAAAATCTTCACGCATTTTTG CCATGATGGAGAAAGGGAGA 125

Ai09B14929 Araip.B09 14929 p3 (GTG)5 15 60757168 60757182 AATAGCCGAAATGTTCACCG GATGAGGAGACCCATGAGGA 269

Ai09B14931 Araip.B09 14931 p2 (GA)6 12 60767303 60767314 AGAGAGAGGGAGAACGGAGG TATTCATCAAAACACGCGGA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B14936 Araip.B09 14936 p2 (GT)8 16 60781542 60781557 AGCCAACTTTGAGCCTACGA TCCCAAGACTTCCCACACTT 154

Ai09B14939 Araip.B09 14939 p2 (AG)6 12 60810316 60810327 ATTTTGAAAAAGCGGGAAGA TTGATTTTCAAATTTGTTTCAACT 122

Ai09B14940 Araip.B09 14940 c (T)10cgaaaacaaatgagaaatttttgaaaggtttttgaaaaaaa(T)1263 60811658 60811720 CCAAAGGAATTTGGACATGG TGCGAGTTTGGACAACTGAC 259

Ai09B14942 Araip.B09 14942 p2 (TG)6 12 60822536 60822547 GCAAAGAGCATGAATTAAAACC TATTTGGAGTTGGGCTTTGG 194

Ai09B14943 Araip.B09 14943 p2 (GA)20 40 60830513 60830552 GTACCAACGACAATGGGGTC AACCTACAAGCTTCTCGCCA 199

Ai09B14948 Araip.B09 14948 p3 (GAA)7 21 60849248 60849268 CATGACTCGGAGGTGGAAGT TCACACAACACAGCCCTCTC 247

Ai09B14950 Araip.B09 14950 p3 (GAA)5 15 60874693 60874707 TAGAATATTGCTCGCCCTCG AGCCCTCCATTCTTCCTCAT 144

Ai09B14951 Araip.B09 14951 p2 (AG)6 12 60876699 60876710 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 229

Ai09B14953 Araip.B09 14953 p3 (TAT)8 24 60882182 60882205 TCTGCTCTCCTCACCCTTGT AAGGTGCTTGCTGGATTGTT 263

Ai09B14954 Araip.B09 14954 p3 (TTC)5 15 60901008 60901022 CCTATCTTCCCCTTCTTGGC GCTTTTGTCTTCCCTTTCCC 210

Ai09B14956 Araip.B09 14956 p2 (TA)8 16 60909265 60909280 TTATCGTGTGAACGCTTTGC GTCTTCCCTCATGCCGTAAA 175

Ai09B14957 Araip.B09 14957 p2 (AT)10 20 60912462 60912481 TTTTTCATTGCACAAGCACT GGTAAACTCTGCAATTTTGGGA 238

Ai09B14959 Araip.B09 14959 p2 (TC)10 20 60913022 60913041 CACCACTCATGGTGTGCTTA TTTAGCTCACCTGTGACCCC 241

Ai09B14960 Araip.B09 14960 p3 (TAA)7 21 60913626 60913646 TGTTTCACTTGTGCAGGGAG TGGAGATTGGAGAGCATTTTG 103

Ai09B14961 Araip.B09 14961 p2 (TA)7 14 60914876 60914889 TAAAGAAGTGGTGGCGAGGT TTCGGAGGTCGAATATGGAG 239

Ai09B14962 Araip.B09 14962 p2 (AT)18 36 60915926 60915961 GTCAAACTCCAAGCGCAAAT TAGACGCAGTGGCTCATCAC 201

Ai09B14963 Araip.B09 14963 p2 (AG)6 12 60925370 60925381 CTAGCCGGAACAAGGAACAG TAAATTTGAAGCGCAAACCC 275

Ai09B14967 Araip.B09 14967 p3 (TTA)5 15 60927642 60927656 TCATATTTGCTATTGGCATTTTT GAAAGAACAACGTTGCGACA 277

Ai09B14972 Araip.B09 14972 p3 (TTC)5 15 60944266 60944280 TTTCCTTTGGGAAAGAGAGC ATCCAAACACCAAAACCCAA 244

Ai09B14975 Araip.B09 14975 p2 (TC)6 12 60963994 60964005 GGCTCGCATATTTTCACCTT GGAAGCAATGGCAACTTAAATC 280

Ai09B14978 Araip.B09 14978 c (A)10tttgggcaattaggtaatgctcatgcatttcactaattaaaacatatgcattcatagt(A)1078 60976647 60976724 AATTTTGGGAAGCATTGGTG TGCATTTTCTTTTCAAACATGG 192

Ai09B14980 Araip.B09 14980 p3 (CTT)6 18 60990454 60990471 TTTTTGGTTTTCACGGCTTC CCCCTAATGAAAGTGGGGTT 182

Ai09B14981 Araip.B09 14981 p2 (TA)8 16 60992313 60992328 TGGGTATCAGTTTTGGGAGC CGCCATGGTTTGGTAACTTT 157

Ai09B14982 Araip.B09 14982 c (T)12aatttcaaagtcatcgggtactcgctacccgaaccgaaccaacccactcttaatcggtttggtttggttcaggtacaagc(A)11103 60996579 60996681 TGTTTGCATTATTTTTGTTGATGTT TGGTTCGGGTTCAAGGTAAA 251

Ai09B14987 Araip.B09 14987 p2 (GC)6 12 61065346 61065357 ATTTCATGCTAGGCACCCAC GGCACAGGTTAGGCACAAGT 165

Ai09B14988 Araip.B09 14988 p2 (GC)6 12 61065667 61065678 GCCTACTTTGTGCCAACCTT ATGCTTCAAGCCGACAATCT 280

Ai09B14994 Araip.B09 14994 p2 (CT)6 12 61164736 61164747 AGGGAAGAAAAGATGGCGTT AGTGGTGGAGGTGATTGGAG 267

Ai09B14997 Araip.B09 14997 p2 (CT)6 12 61222857 61222868 AGCCAATTGGGCAACATAAG AAATCCAAGCCCACAAACAT 280

Ai09B14998 Araip.B09 14998 p2 (TA)8 16 61225296 61225311 ATGGGTTTATCAACCTCCCC GCTTTAACATAATTTAGGCTTGGC 251

Ai09B14999 Araip.B09 14999 p2 (TA)9 18 61228341 61228358 GGGTTGTGTGTTCTTTGGCT AACAGAATCATAACAATCCATACACC 205

Ai09B15000 Araip.B09 15000 p2 (CT)6 12 61238845 61238856 AGCCAATTGGGCAACATAAG ATCCAAGCCCAGAAACACAG 278

Ai09B15004 Araip.B09 15004 p2 (TG)6 12 61265796 61265807 TTTCCCAGCTTTCTTCTGGA AAGTAGCCGAACCCACACAC 173

Ai09B15005 Araip.B09 15005 p3 (AAT)6 18 61267532 61267549 GGGTCGATCCCATAGAGGTT AAAGCTTGCCATGAAAAGGA 255

Ai09B15006 Araip.B09 15006 p2 (AG)6 12 61285377 61285388 TGCCTCAAGCCTTGGTTATT AGCTTGGTGCAAAGGAAAGA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15008 Araip.B09 15008 p2 (TA)8 16 61315367 61315382 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 226

Ai09B15012 Araip.B09 15012 p2 (AC)6 12 61347334 61347345 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 231

Ai09B15013 Araip.B09 15013 c (T)12gaatcataaagcaaacataacataacaatgcacatgagtttttaa(T)1168 61347523 61347590 TGGGGTAATTTTGTCCCCTT GGAGCTTGGGTTGATGAAAG 201

Ai09B15014 Araip.B09 15014 p3 (AAG)5 15 61348441 61348455 GACGGTTTGCTCCAACTGAT TATTTGGCATCCACCCAACT 184

Ai09B15015 Araip.B09 15015 p3 (AAC)6 18 61362348 61362365 AGCCTATGTGATGAGGCTGG GTGGTTGAAGTGCCAGGAAT 205

Ai09B15016 Araip.B09 15016 p2 (TA)14 28 61368821 61368848 GGTGCCAATTCGCTACATAAA TTGCTTCATAATGTTTTTAGCCC 276

Ai09B15017 Araip.B09 15017 p2 (CT)8 16 61373598 61373613 TTGGAGAGCTGTGTCAATGC TCGCCTATCTCATCAAACCC 272

Ai09B15018 Araip.B09 15018 p2 (AG)6 12 61400976 61400987 ATAGGTGAGGGGTTTTTGGG CGTTTAACACCAGGAATGGG 245

Ai09B15023 Araip.B09 15023 p2 (TG)6 12 61422182 61422193 TCTGAGAGTTTCGGGCAGAT AAGTAGCCGAACCCACACAC 277

Ai09B15024 Araip.B09 15024 p3 (AAT)6 18 61423916 61423933 TCAGGCGGATATCAAATGGT AGGATGGGATGTAGCCATTG 236

Ai09B15025 Araip.B09 15025 p2 (AG)6 12 61443960 61443971 CTTCTTCATGCAAATCCGGT AGCTTGGTGCAAAGGAAAGA 102

Ai09B15031 Araip.B09 15031 p2 (AC)6 12 61470794 61470805 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 231

Ai09B15032 Araip.B09 15032 c (T)12gaatcataaagcaaacataacatatcaatgcacatgagtttttaa(T)1067 61470983 61471049 TGGGGTAATTTTGTCCCCTT ATGGGAACTTGGGTTGATGA 203

Ai09B15033 Araip.B09 15033 p3 (AAG)5 15 61471900 61471914 GACGGTTTGCTCCAACTGAT TATTTGGCATCCACCCAACT 184

Ai09B15036 Araip.B09 15036 p3 (AAC)6 18 61484407 61484424 AGCCTATGTGATGAGGCTGG GTGGTTGAAGTGCCAGGAAT 205

Ai09B15037 Araip.B09 15037 p2 (TA)14 28 61488102 61488129 TATGTGGAGTTGCGGACAAG TCTTCTGGTCTTTTTCCTGTCA 232

Ai09B15038 Araip.B09 15038 p2 (CT)7 14 61490176 61490189 TTGGAGAGCTGTGTCAATGC ATCCACTCAAGAACCATCGG 227

Ai09B15040 Araip.B09 15040 p3 (TAT)5 15 61506857 61506871 GGGTTTCTTTGTCCCCTTTG GGATCCTTGATTGGCTTACG 257

Ai09B15041 Araip.B09 15041 p2 (GC)6 12 61509504 61509515 AAGAGGAAGAGGGGTGTGGT CGTTCATGCGTCTCTTGCTA 175

Ai09B15042 Araip.B09 15042 p2 (GC)6 12 61509826 61509837 CATAAGGTTGGCCCAAATGT GGGCCAAATACCCAAAAGTT 202

Ai09B15043 Araip.B09 15043 c (GC)6acattgcgctagcgcatcggtgcccatttttcatttttctatctgttc(T)1171 61509982 61510052 AACTTTTGGGTATTTGGCCC GGGAGAATGCTATGTTTTGGA 219

Ai09B15044 Araip.B09 15044 p2 (AG)9 18 61512328 61512345 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 181

Ai09B15046 Araip.B09 15046 p2 (AT)6 12 61517348 61517359 CCAATTTGTGTGAAACGCAC TTGCGTCATATCGCGTAAAA 141

Ai09B15047 Araip.B09 15047 p2 (AG)6 12 61519972 61519983 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 177

Ai09B15049 Araip.B09 15049 p2 (TA)11 22 61529678 61529699 CTCTTTTTGCGAAAGCACCT GTGCTAGGTGGGAGACAACC 237

Ai09B15050 Araip.B09 15050 c (T)10cgaaaattaaaagaaaaaattaaaataattagttaattaaaaataatttttgaaaaagagggaagatattttcgaaaatt(AG)6102 61537321 61537422 TGACAAAGAAGAGGGCACAG TTTCTTATCTTTTTCAAAACCACC 277

Ai09B15051 Araip.B09 15051 p2 (TA)13 26 61554201 61554226 TACTTTGGGGCATTTTGTCC ATTTTGGGGAAGTTGGGAAC 251

Ai09B15052 Araip.B09 15052 c (T)10caattaattgggatgccctatagataaatttcttgaaaaattttattattttgactaagcttattt(TA)13102 61554802 61554903 TGGCTCAATTCTCACATGCT CCCAACACTTTTGCATTTCA 246

Ai09B15053 Araip.B09 15053 p3 (AAG)7 21 61581114 61581134 TACCAAAAAGATGGCCAAGG CCCAGTTGAATCCCTCTTGA 185

Ai09B15054 Araip.B09 15054 p4 (ATAA)5 20 61589011 61589030 AACCCATGTGCATTGATATGTT AGCTACCCGAAATTCCCACT 201

Ai09B15055 Araip.B09 15055 p2 (GT)6 12 61589170 61589181 TGCTAAAGTGGGAATTTCGG TGGGGATAAGGTAAGGGTGA 145

Ai09B15056 Araip.B09 15056 p2 (AT)18 36 61597536 61597571 TGCAATTCTAATTCATCCACTCA TCCAGTGAGGGTTCAAAAGC 256

Ai09B15061 Araip.B09 15061 c (T)10caattaattgggatgccttatagataaatttcttgaaaaattttattatttcgactaaccttat(TA)17108 61614137 61614244 GCTCAAAAATCATGTTCCACAA TTAAGTGTGGGGAGGTCGTC 280

Ai09B15064 Araip.B09 15064 c (A)10tctatgcttttaccacaccaaacttagaatgttgctcgccctcgagcaaaagaagaaggaat(AGA)690 61619255 61619344 CCACATATTGCAAGGAAGAGC TTCAACATCTCTTCCCCACC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15068 Araip.B09 15068 p3 (TTC)5 15 61652321 61652335 GTGGTTCCGCATCTCCTAAA TCGGTCTCCCGATTCTTATG 199

Ai09B15076 Araip.B09 15076 c (T)10a(AT)23 57 61695042 61695098 CTGCAACACAAATGCCAAAT TCAGAAGCATTGTCACCTGC 197

Ai09B15079 Araip.B09 15079 p2 (CG)6 12 61711240 61711251 GTACGCGTCACTCTCGGAAT TGGTGTTTGGAAGTGTTGGA 153

Ai09B15080 Araip.B09 15080 p2 (GT)9 18 61718203 61718220 TGCGTGATTTTCATTGTTCC GAGTTCTAAGTTGCATGCGG 275

Ai09B15083 Araip.B09 15083 p3 (GTT)5 15 61742427 61742441 AAGGATAGGTGATTTGGGGG ATCACCAACAAGGAGGCAAC 279

Ai09B15087 Araip.B09 15087 p2 (CT)6 12 61757306 61757317 TTTCTTATCTTTTTCAAAACCACC GAAGGAGATGAGGGAGAAGGA 217

Ai09B15088 Araip.B09 15088 p3 (TTC)5 15 61760905 61760919 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai09B15099 Araip.B09 15099 p2 (AG)6 12 61889814 61889825 AAAAAGAGGAAGGTGATTTTCG TCCAATCTTTTCAAGTTTGATTTTC 153

Ai09B15102 Araip.B09 15102 p3 (AAT)6 18 61894116 61894133 TGCACTGTTCAAGCATTCATT TTCAGCAACAACAACAACACAG 269

Ai09B15103 Araip.B09 15103 p3 (ACA)5 15 61932119 61932133 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai09B15109 Araip.B09 15109 p4 (TTTA)5 20 61983284 61983303 GGGTTAGCATATGACCCCAG TCTTTTTCAAAACTCCCTAACCA 242

Ai09B15118 Araip.B09 15118 p2 (AG)6 12 62031973 62031984 TGAGGTGATTGGTGAAGGGT ATGGTGCAGGGATGAGAAAC 136

Ai09B15125 Araip.B09 15125 p4 (AATA)7 28 62060247 62060274 TTGGAAATTTGGGTGCCTAC CCGAATTTTCTTTAATTTCACCA 231

Ai09B15127 Araip.B09 15127 p3 (TCT)5 15 62086387 62086401 AACTCTAATGGCCGAACCCT TAAAATGTTTGCTCGTCCCC 186

Ai09B15130 Araip.B09 15130 c (T)11aaaaaataaaagttgctaaaaagcaaccaaatgtcaaaagtcagccacagaaatt(A)1177 62102558 62102634 TCAAAGACTGCCTAAAGGGC GAGATTTTGAATGGGCCAGA 280

Ai09B15131 Araip.B09 15131 p2 (AT)10 20 62110022 62110041 TGAAAAGTCAACTCCACCCC GACGTTCAATGCCCATTCTT 167

Ai09B15132 Araip.B09 15132 p3 (TCT)6 18 62115756 62115773 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B15135 Araip.B09 15135 c (A)10taataaaaatgttttc(A)1137 62141340 62141376 ATTCTGACCTCGCTGCACTC TGAAACCCCAGTCCAAAAAG 256

Ai09B15137 Araip.B09 15137 p2 (AT)9 18 62142206 62142223 AGCATTCTTGCTTGCATCAC TCCAAATTTTCGAATTTGATGAG 141

Ai09B15138 Araip.B09 15138 p2 (CT)6 12 62142758 62142769 TTTCTTAACTTTTTCAAAACCACC AACCAAGGTCACACAGAGCC 279

Ai09B15140 Araip.B09 15140 p4 (TTAT)5 20 62147469 62147488 CCCAGCTACCCATAACCTCA TAATTGGAAATTTGGGGTGC 261

Ai09B15142 Araip.B09 15142 p4 (ACAT)5 20 62154547 62154566 GAGAGATTTTGAAATTGCATCC CAACCACCCAATTGAAGCTC 221

Ai09B15143 Araip.B09 15143 p2 (AT)11 22 62187603 62187624 TGGAATGTTATGCAATGCAAC CCAATTTCAGTGAGGGTTCAA 242

Ai09B15146 Araip.B09 15146 p2 (GT)6 12 62244691 62244702 ATGAGGACGACGATGGTGAT TTAACCTCCCTCAACGCAAC 277

Ai09B15151 Araip.B09 15151 p2 (TA)6 12 62294393 62294404 TGATCTGCTGGTGGTCATTC TATATATGGGCCGAGCTGGA 275

Ai09B15154 Araip.B09 15154 p2 (TA)12 24 62310478 62310501 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTATTAAAAAGGACA 255

Ai09B15155 Araip.B09 15155 c (AG)8ttcggatttttagtgagtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)7atttttgaaa(T)12113 62319781 62319893 AGGGATCCTTTTTACCCAAG TTTCGAAAATTACTAACCTTTTTCA 242

Ai09B15156 Araip.B09 15156 c (T)13gaaaataaa(T)1032 62321367 62321398 CCAAAGGAATTTGGACATGG GGGGATTGTTCGAGTTTTGA 253

Ai09B15164 Araip.B09 15164 p3 (TTC)5 15 62357053 62357067 AATAACACAAAAGCGCACCC ATTCCCCAGACATTGCTGAC 123

Ai09B15165 Araip.B09 15165 p4 (ATTT)5 20 62357326 62357345 GCCTCAATCAGAGCTCAACC TAAGGGCCTTCAGAAAAGCA 194

Ai09B15166 Araip.B09 15166 p3 (TTG)5 15 62358390 62358404 ATCTGCCCTGTTAATTGGCT CAGCTTAACAGTTTTGGGGC 190

Ai09B15168 Araip.B09 15168 p2 (CT)6 12 62390165 62390176 TTTCTTATCTTTTTCAAAACCACC CAGAGAAAGAGAGGGTTCGG 255

Ai09B15169 Araip.B09 15169 p3 (TCT)6 18 62391353 62391370 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B15172 Araip.B09 15172 p2 (AT)10 20 62395550 62395569 GAGGTTTAGGGAGAGGCAGAA AATCGCAAAAGTTCAACGCT 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15177 Araip.B09 15177 p2 (CT)8 16 62429449 62429464 GAAAGGGGAGAAAAGTTGGC GGTATTTGGGGAAGGGTGTT 219

Ai09B15182 Araip.B09 15182 c (AT)7gataaagaaaaagaaaaaaaaactatatataaaaaaaaag(A)1064 62447074 62447137 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 228

Ai09B15183 Araip.B09 15183 p2 (AG)7 14 62448487 62448500 ATTGAACCCAAGGATTGAGG GATCCAAATCCAACAAAGGG 280

Ai09B15184 Araip.B09 15184 p2 (AC)7 14 62450243 62450256 CCCTTTTATTCCCCCAATGT CCCAAATGGCCTTACCTTTT 206

Ai09B15188 Araip.B09 15188 p2 (TA)6 12 62484462 62484473 TATAGGGTGCATGGTGCCTT ATCTCTCACCAACAGCCCAC 249

Ai09B15193 Araip.B09 15193 p3 (TTC)5 15 62510769 62510783 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai09B15195 Araip.B09 15195 p2 (TA)8 16 62523467 62523482 TAACTTTCCGTGATCCAGCC TTTGATGACGATCCACCTGA 243

Ai09B15198 Araip.B09 15198 p2 (GT)14 28 62545657 62545684 GGGGACAAAATTACCCCAAT TTCATTACCGGCAAAAATCC 195

Ai09B15200 Araip.B09 15200 p3 (TCA)5 15 62553713 62553727 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai09B15202 Araip.B09 15202 p2 (GA)13 26 62569927 62569952 CCAAACTGGCCAGGCTATTA GCATTTGAACGCAACTTGAA 277

Ai09B15207 Araip.B09 15207 p2 (AC)10 20 62599859 62599878 TCCTTCTACCTTCTGTTCCTCG TGGTCAGAGACGAAAATGCC 258

Ai09B15209 Araip.B09 15209 p2 (TC)8 16 62613408 62613423 CAATCATATCTTTTTCAAAACCACC GATGAGAGAGGAAGGAAATTCG 232

Ai09B15211 Araip.B09 15211 p2 (TA)6 12 62645885 62645896 TTGCTTGATGAAACCCAGAG GCGGAAAATGGCTGTAGGTA 225

Ai09B15213 Araip.B09 15213 c (A)14ttagacatggcttaacagccagccaggatttaacgtatctcacgaaactctagaattcattcttaaaaactcttaagaacaaa(T)10107 62654568 62654674 GCCAAGCTTCAGCAAAACAT GACGGTTCATCTTGTCGCTC 271

Ai09B15215 Araip.B09 15215 p2 (AG)8 16 62665844 62665859 TGGCAACTTAAATCAAGAGAACA AGGGAGCTCGCATATTTTCA 279

Ai09B15217 Araip.B09 15217 p2 (AG)6 12 62672080 62672091 CAATGACAGCTTCTTCCACG AGGGAGCTCGCATATTTTCA 262

Ai09B15223 Araip.B09 15223 p3 (GAA)6 18 62752562 62752579 CCCATAATGAAGGTGGGGTT AGGGGAGGACTTTTTGAACA 234

Ai09B15225 Araip.B09 15225 p3 (GAA)6 18 62763333 62763350 CCCTAATGAAGGTGGGGTTT AGGGGAGGACTTTTTGAACA 233

Ai09B15226 Araip.B09 15226 c (A)10gaaaaaaagatataagtagaatgagaaaagccaaaagtggcagtaaagaaaacaaaaaag(A)1080 62766853 62766932 TGGTGGTATGTATGTGTGATCG AGTACAAAGACACCACAGGCA 267

Ai09B15229 Araip.B09 15229 p3 (TCA)5 15 62813868 62813882 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 158

Ai09B15233 Araip.B09 15233 p3 (GAA)6 18 62893533 62893550 TGGCAAATTGTGGGTAATTG AAGGGGACTTTTGGACACTT 248

Ai09B15235 Araip.B09 15235 p3 (TCA)5 15 62971421 62971435 CTTTTGGAGTTCGCTTGCTT TGCAGAGCATCATACAAGCC 116

Ai09B15243 Araip.B09 15243 p3 (TCT)5 15 63116748 63116762 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 269

Ai09B15247 Araip.B09 15247 p2 (AC)7 14 63137384 63137397 GGGCTAAGGTAAGGGTGAGG CAAAATTACCCCAAATGCCA 229

Ai09B15253 Araip.B09 15253 p2 (TA)10 20 63213976 63213995 GCAAAGGCTTGATAAAACCAC AACCGACACCAGTATGAGGG 253

Ai09B15258 Araip.B09 15258 p3 (AGA)6 18 63265046 63265063 TTAGAATGTTGCTCGCCCTC CACAGGACCATCCCTTCTGT 189

Ai09B15259 Araip.B09 15259 p2 (AG)7 14 63267801 63267814 TTCTTGTCCTTGCTCCTGCT TCACATCACCAAAAATCCGA 169

Ai09B15260 Araip.B09 15260 c (T)12aaaaaagttagcagttttttttcgaaaaaataaaaataaaataattagttaattaaaaagaaatttttgaaaaagggggaagatattttcgaaaat(AG)6120 63267939 63268058 GGTTCGGATTTTTGGTGATG TTCTTACCTGTTTCAAAACCACC 274

Ai09B15262 Araip.B09 15262 p2 (AG)6 12 63282136 63282147 AGAGTGGTGGAGGTGATTGG TGTTTAACGCCAGAAAAGGG 269

Ai09B15266 Araip.B09 15266 p3 (CAC)5 15 63313035 63313049 AACCGCCTTTGCACTCTCT GAGGGGGAAGAGTAGAGGGA 152

Ai09B15267 Araip.B09 15267 p2 (AT)8 16 63316944 63316959 TGGATTAATTAGTTTGGTTTACCC GTGTGTTCGTTGGCTCAAAA 278

Ai09B15270 Araip.B09 15270 p4 (TTTA)5 20 63343368 63343387 GGGACGTTTTGTTCCCTTTT CGCGTTGTGAAAAGTGTGAT 266

Ai09B15271 Araip.B09 15271 p2 (AT)8 16 63345672 63345687 TCACAATCAAAAGCCAAACTG TTGCATTGGTGTGGTGAACT 192

Ai09B15272 Araip.B09 15272 p2 (CG)6 12 63349581 63349592 GACACGTACAGCGTGTGTCC GGATTATGAGCGCTTCTTGC 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15273 Araip.B09 15273 p2 (CT)9 18 63358410 63358427 TTTCGAAAAACACTGACCACTTT TTGCCGGTTAGATTTGTGTG 274

Ai09B15274 Araip.B09 15274 p4 (ACAT)6 24 63367274 63367297 ATTGCATGTTGCATTTTTGC ATGGAATGCCCAAAAAGAGA 266

Ai09B15282 Araip.B09 15282 p2 (AC)6 12 63414259 63414270 GGGCTAAGGTAAGGGTGAGG TGATTGAGGCCATCATTTGT 275

Ai09B15283 Araip.B09 15283 p3 (GAA)5 15 63419710 63419724 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 244

Ai09B15284 Araip.B09 15284 p3 (AAT)5 15 63421250 63421264 TTCTTGTCCTTGCTCCTGCT GAGCCACGTCAGACTTCTCC 227

Ai09B15288 Araip.B09 15288 p2 (CT)6 12 63437401 63437412 TCAGTATCAACGCAAGTCGC GGAAGGAGGGAAGAAGAAAAGA 224

Ai09B15290 Araip.B09 15290 p2 (AT)7 14 63440230 63440243 TGTGAAAGGGAAATTCTGGG TTTTCAAGGTGTAATGGGGC 166

Ai09B15291 Araip.B09 15291 p4 (ACAT)5 20 63446062 63446081 ATTGCATGTTGCATTTTTGC ATGGAATGCCCAAAAAGAGA 262

Ai09B15293 Araip.B09 15293 p5 (AAAAT)5 25 63460017 63460041 TTTTTGATTGCTAATTTCCAAAATC TGGGGTTAGCATATGACCCT 279

Ai09B15295 Araip.B09 15295 p2 (TC)16 32 63545136 63545167 TTCCCTCACCCACTTACAGG AGCTCCTTCGCCATTTTCTT 264

Ai09B15297 Araip.B09 15297 c (GAA)5gctccacgcgtatgtgaatttgaaacaagaagaaggagaagg(AGA)675 63557696 63557770 ACGCGAAAAAGTGAGGAGAA AATTTAGAGGCACCCGCTTT 152

Ai09B15305 Araip.B09 15305 p2 (CT)6 12 63571277 63571288 GATCCAAATCCAACAAAGGG TTGAACCCAAGGATTGAAGG 277

Ai09B15307 Araip.B09 15307 p2 (GA)6 12 63582580 63582591 AGTCCCCACTTTAACACCCA TCCCCTCTCCTCTCCCATAC 241

Ai09B15309 Araip.B09 15309 p2 (CT)6 12 63597594 63597605 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 269

Ai09B15310 Araip.B09 15310 p3 (TTC)5 15 63601153 63601167 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai09B15312 Araip.B09 15312 p3 (CAT)5 15 63627320 63627334 CATCATCCCGGTTCAAGATT GATTGTCCCTGATGACCCTG 155

Ai09B15313 Araip.B09 15313 p2 (TC)6 12 63787357 63787368 TTCACTTGACACCTTCACGC CAGTGAAAAACACAAAGCTTGC 253

Ai09B15316 Araip.B09 15316 p2 (TC)6 12 63971596 63971607 GCCTTTTGGTTTAAAGGGCT AATGAATGCCTGAACAATGC 266

Ai09B15318 Araip.B09 15318 p2 (TC)6 12 63987244 63987255 GCCTTTTGGTTTAAAGGGCT TGAATGAATGCCTGAACAGTG 268

Ai09B15319 Araip.B09 15319 p2 (TA)6 12 64041339 64041350 GGGGACAAAATTACCCCAAC TGTAATGGGGCCAAGGTAAA 242

Ai09B15325 Araip.B09 15325 c (A)10gaaaagaaaaatggc(A)1035 64113051 64113085 CCGGAACAGTGCATATGTCTT AGGGCTATTGGCTTTTTGCT 278

Ai09B15326 Araip.B09 15326 p3 (TTG)5 15 64118153 64118167 CACACCATTGGCTTTGACAG AATCCACCAGCAGGAGTGAC 261

Ai09B15327 Araip.B09 15327 p2 (AG)6 12 64151624 64151635 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 217

Ai09B15339 Araip.B09 15339 p3 (CTT)5 15 64352261 64352275 GCATGGCCTAAAGTTCCAAA TTGCTCAATTGCATTGGATT 252

Ai09B15346 Araip.B09 15346 p3 (TCA)5 15 64398933 64398947 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 156

Ai09B15351 Araip.B09 15351 p2 (CT)6 12 64733281 64733292 AAAGGAACATTGAACCTGTGA CCCAGAACCAAGCCTAGAAA 207

Ai09B15353 Araip.B09 15353 p2 (GA)8 16 64751179 64751194 GGGGAAGAAGAAAAGAAAACC GCGACCGCGTCAATTAGTAT 241

Ai09B15357 Araip.B09 15357 p2 (GA)6 12 64767363 64767374 GGGGGAAGAAGAAAAGAAACC GCGTCCGCGTCAATTAGTAT 237

Ai09B15359 Araip.B09 15359 c (A)10ttcaga(T)10 26 64779904 64779929 CTTGGTGTTTTCCCTCCAAA AATTCGGTGAGGGGAGAGAA 255

Ai09B15360 Araip.B09 15360 p2 (GT)8 16 64789456 64789471 CAAGCCTTGAATCGAAAACA ATACATGAGCATGCACCCAA 171

Ai09B15363 Araip.B09 15363 c (TTTTA)5ttgaaactaaagttttgcatcacattcgtattaacactgcattcttcatttttcag(A)1091 64826425 64826515 GTGCTAGGTGGGAGACAACC TTTCTTTCCAACGCACACAC 238

Ai09B15366 Araip.B09 15366 p2 (AT)9 18 64838423 64838440 CAGCCAGGCTTCACATATCA TTGTGCGGAGTTGTGAAAAG 238

Ai09B15368 Araip.B09 15368 p2 (AT)14 28 64855300 64855327 CAGCCAGGCTTCACATATCA TTGTGCGGAGTTGTGAAAAG 248

Ai09B15372 Araip.B09 15372 p4 (TGTT)5 20 64881208 64881227 CAAGTGCTTGGGGAACAAGT CAAGCCACAACAACATGGA 278
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Ai09B15374 Araip.B09 15374 p2 (CT)6 12 64893004 64893015 GGAACATTGAACCTGGAATGA GTTTTCAGCCCAGAAAGCAC 212

Ai09B15377 Araip.B09 15377 c (TCT)5attccttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1087 64986339 64986425 ACCCACCTCACCCTCTCTCT CTTAGGTGCCGTCAATGGTT 264

Ai09B15380 Araip.B09 15380 p2 (CT)7 14 64990552 64990565 AACTTCCAAACTTCTTATCTTTTCAA GAAGGAGATGAGGGAGAAGGA 278

Ai09B15384 Araip.B09 15384 p2 (AT)6 12 65049852 65049863 TAGAGGGTGGGACTTGCATT GACCAGAATGCCCTGTTCAT 267

Ai09B15388 Araip.B09 15388 p2 (CT)8 16 65082767 65082782 AGACTTCACCCCGGTAACCT TGGTGTGATGAGAGGATGGA 113

Ai09B15389 Araip.B09 15389 p3 (TAA)5 15 65083607 65083621 CTTCAGTTGGGGTCCACAGT TGATTCCAGCAGTAGAAGAGGA 253

Ai09B15391 Araip.B09 15391 c (TA)9(TG)10tt(TG)754 65085468 65085521 AATGGGCCACTTTTGTTCAC GAAATGAATGAATGGCCACG 213

Ai09B15397 Araip.B09 15397 p2 (AC)6 12 65098271 65098282 ATGTCCCAAGATTTCCCACA CCCAAATGGCCTTACCTTTT 186

Ai09B15398 Araip.B09 15398 p2 (GA)7 14 65122607 65122620 GGGGGAAGAAGGAAAGAAAA CGCGTCAATCAGTATAAGCG 228

Ai09B15401 Araip.B09 15401 p2 (GC)6 12 65179561 65179572 CTCTAAGCCCCTAGCCCAAC GGAGAAGAAGAAGATGGGGG 244

Ai09B15402 Araip.B09 15402 p2 (CT)7 14 65179852 65179865 CCTCATCATCGCCTTCTCAT GGGTAAGGCAGCAGAAACAG 254

Ai09B15403 Araip.B09 15403 c (A)12tg(A)10 24 65183366 65183389 ACAAAATGCCCCAAAGTGAA GGGGTTAGGGTCAAGGTAGG 240

Ai09B15405 Araip.B09 15405 p3 (TTA)6 18 65187112 65187129 TTCACTACTTGGTCCCCACC GGCATACGGAGGAGTGAAAA 161

Ai09B15406 Araip.B09 15406 c (A)10ga(T)10 22 65210384 65210405 ACCGAAAACCCTTTTTCACA ACGTTCCATGGGTCTTGTTT 229

Ai09B15408 Araip.B09 15408 p2 (CT)7 14 65238539 65238552 CCACAGGATCACCTCAGGAT AGGAGATGGAGGGATGTGTG 229

Ai09B15409 Araip.B09 15409 p3 (TCT)5 15 65238688 65238702 CCGAATACACACATCCCTCC CTTGGAGGTGGAAGCTTTTG 202

Ai09B15412 Araip.B09 15412 p2 (GA)6 12 65274933 65274944 CCTTTCACACACACACCCAG CGTCCTCTCTCTCCATCTCG 212

Ai09B15418 Araip.B09 15418 p4 (TAGT)5 20 65339005 65339024 TCATCCAACACTCCCAAACA AAAAGGTGACAAAATCCCCC 230

Ai09B15419 Araip.B09 15419 p3 (GAA)5 15 65346192 65346206 CGGTCTTAGGTGCCATCAAT CTTCTTGGCCGAAACACTTC 161

Ai09B15423 Araip.B09 15423 p2 (GT)6 12 65365976 65365987 TGATTGAGGCCATCATTTCAT ATGTCCCAAGTTTTCCCACA 218

Ai09B15425 Araip.B09 15425 p2 (TA)20 40 65398871 65398910 TGGGGTAATTTTGTCCCCTT TCCCAAATTGAATCTTTGGTT 271

Ai09B15433 Araip.B09 15433 p2 (AT)12 24 65472672 65472695 CCATCAGTAAGGGTTCAATGC GCATGTCCTCATGCTTAGTTGA 272

Ai09B15434 Araip.B09 15434 p2 (AT)6 12 65477585 65477596 GGTGGTGCCCTAAAAATGAG ATTTTGGTTGTGCGCACTCT 246

Ai09B15435 Araip.B09 15435 p3 (TGG)5 15 65480015 65480029 AGAAGGTGCCGTACCAACAG TTGCTACCGTTTCCTACGCT 278

Ai09B15436 Araip.B09 15436 p3 (TGG)5 15 65491787 65491801 AACACCTGGTCTATGCGGTC GGCAGTTGAGGTAGCAGGAC 168

Ai09B15440 Araip.B09 15440 p3 (GAT)5 15 65536562 65536576 AAGTTCGAGTTCTTGCGCTC TGAAGAAGTCGGCACAACAG 158

Ai09B15446 Araip.B09 15446 p3 (TCT)5 15 65559312 65559326 TGAGGCTTTGGAGATGCTTT TTCATTCGCACTTCAACCTG 203

Ai09B15447 Araip.B09 15447 p2 (AT)6 12 65568494 65568505 GAACCCTCACCGGAAGTGTA TGGGAATTGGGTACATGCTT 242

Ai09B15449 Araip.B09 15449 p2 (GC)6 12 65579151 65579162 TAACACCCTCACTGACGTGC CCACCAGAAGAGGTGGTTGT 223

Ai09B15450 Araip.B09 15450 p4 (AAAT)5 20 65582105 65582124 GAAACAATTGTGTGAGGCCC TTCTTTGTCCCCTTTGTTGC 104

Ai09B15452 Araip.B09 15452 p2 (AG)6 12 65587410 65587421 GAGGGGGAAGTGAATTTTCG TTCCCAACTTCTTATCTTTTCAA 276

Ai09B15457 Araip.B09 15457 p2 (TA)6 12 65635295 65635306 TCCTTTCCCTCACCCTTCTT AGTTCATACAAAGCCCACGG 178

Ai09B15458 Araip.B09 15458 p2 (TA)6 12 65660268 65660279 GGCTTCAAAGAAACTTTGGATAAA GGGTTGGTAAAGCACAAAGC 227

Ai09B15459 Araip.B09 15459 p3 (AAT)7 21 65667990 65668010 TTTGATTTTGGGGAAGTTGG TTGAACTTTCACTTTGGGGC 270
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Ai09B15460 Araip.B09 15460 p2 (GT)6 12 65668125 65668136 TGTGTGGTGATCAAAAGGGA TAAAGGGGCTAGGGTCAAGG 180

Ai09B15464 Araip.B09 15464 p2 (AT)11 22 65683064 65683085 TGTGGGGAATTTTATGGGAA TTTGTCCCATGTGCATTGAT 223

Ai09B15469 Araip.B09 15469 p2 (CT)6 12 65710499 65710510 TTTTGTTTGTTTCTTATCTCTTTCAGA ACAGATGGAAGAGGGGGTTC 275

Ai09B15472 Araip.B09 15472 p2 (AC)6 12 65716483 65716494 GCATGTACCCAGTTCCCAAT CCCAAATGGCCTTACCTTTT 248

Ai09B15473 Araip.B09 15473 c (A)10ttttcttcttttcgtttttccaatataatttttgaaaaaaaatac(A)1065 65718673 65718737 TTTGGACAACTGACGGTTCA AGCCTCGGTCCAAAAGAGTT 268

Ai09B15475 Araip.B09 15475 c (A)11gaaaagaaaaatggtg(A)1037 65724207 65724243 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 137

Ai09B15478 Araip.B09 15478 p3 (AAT)5 15 65740480 65740494 TGTTGAAGCAGATCCTGAACC AAGTTGTTTGCTCCAATGGC 225

Ai09B15482 Araip.B09 15482 c (AT)10agaaagtgagaatagaaggtcaagggtacagnnnnnnnnnnnnagctcctagctcagcctgcaaagataaggctggtcggagaatatttaa(AT)8127 65779026 65779152 AAATTAAAAGCGCAACGCTC TCCACTCAAATCAAACCAAAA 244

Ai09B15484 Araip.B09 15484 c (TA)9atatacttgcatgcatatagatttatatatatag(AT)664 65793063 65793126 TGCAAGTTGCTTCATTTTGG GGCAAGCAAGTTATTCAATGC 247

Ai09B15489 Araip.B09 15489 p3 (GAA)5 15 65825253 65825267 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai09B15491 Araip.B09 15491 p2 (AG)7 14 65828350 65828363 GCGTACTGAAAATTGGGTCG TCGAAAATATCTTCCTTCTTTTTCA 154

Ai09B15492 Araip.B09 15492 p3 (AAG)5 15 65838662 65838676 ACCCAATTGGATGAAGATCG CTGCCCTCACACACTTTTCC 269

Ai09B15496 Araip.B09 15496 c (T)10ctatatttttttcgcctattattttttttcttc(T)1053 65871582 65871634 CGCGCCATTTAGAGTTCTGT TGAAGCAAGAAAAAGCAGCA 194

Ai09B15498 Araip.B09 15498 p2 (AG)6 12 65888537 65888548 TCGTCGAGGGAGAAGAGGTA CTAACTCCGACGGCAATAGG 260

Ai09B15500 Araip.B09 15500 p2 (GC)6 12 65900885 65900896 TTCTTTGAAGAAGAGCACCGA GCGTCGATGGTTAAATTGCT 179

Ai09B15501 Araip.B09 15501 p2 (GC)6 12 65901040 65901051 ACTCGAGAGTCATGCCCACT AGACGCGTGCTTAAGGTGTT 260

Ai09B15503 Araip.B09 15503 p2 (GT)6 12 65922909 65922920 GCTCTCTCCTCTCCTGGGTT ACGGAACAAACACACACGAA 245

Ai09B15504 Araip.B09 15504 p2 (GT)6 12 65927497 65927508 CTCCTTCCTTCGTGAACAGC CAACGGAACAAACACACAGG 216

Ai09B15505 Araip.B09 15505 p2 (GC)6 12 65928327 65928338 TACAGCTAGCACCCTCACCG TAGTGGTGGTGGATTGTGGA 187

Ai09B15507 Araip.B09 15507 p2 (GT)6 12 65937240 65937251 ATGTGATGCAAAAGTGGGAA TTTCAAGGTTGTAATGGGGC 165

Ai09B15510 Araip.B09 15510 p3 (TTC)6 18 65952386 65952403 CCTAACCCCTCTCCCTTCAC CCCTCGAGCAAGAGAAGAAA 160

Ai09B15512 Araip.B09 15512 p3 (TTC)6 18 65956599 65956616 CCTAACCCCTCTCCCTTCAC CGGTCTTAGGTGCCATCAAT 238

Ai09B15515 Araip.B09 15515 p2 (CT)6 12 65972923 65972934 TCTTACCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 274

Ai09B15516 Araip.B09 15516 p3 (TTC)5 15 65976913 65976927 AAACACAACCCCTTCTCCCT TGATGGGCTTGTGAGATGAA 238

Ai09B15517 Araip.B09 15517 c* (AT)10aaaag(A)10(AT)7*48 66017953 66018000 TTTGGGTATGGGAAACTTGG CAACCTTTGTCCCCTTTTTG 241

Ai09B15523 Araip.B09 15523 p2 (TG)24 48 66055545 66055592 GGGGGTTGATGAATGTGAGT TCCAAACCAAACCACCTTTC 208

Ai09B15525 Araip.B09 15525 p4 (AACT)5 20 66080396 66080415 CCAAAGACATTCTCAAAGGCA CACCCACAACACTCACCCTT 278

Ai09B15526 Araip.B09 15526 c (T)11cacatatcatcctctctttttttttc(T)1047 66086342 66086388 TTCACTTGACACCTTCACGC GAAGCAAGAAAAAGCAGTGGA 242

Ai09B15529 Araip.B09 15529 p4 (TTTA)5 20 66105228 66105247 CCATGATGGAGAAAGGGAGA TTTTTGAAAACCTTCACCCA 126

Ai09B15534 Araip.B09 15534 p3 (GAA)5 15 66138461 66138475 CGGTCTTAGGTGCCATCAAT CAACACACCCCTCTACACCC 180

Ai09B15536 Araip.B09 15536 p2 (TA)8 16 66152899 66152914 GCATGTCCTCATGCTTAGTTGA CAGTGAGGGTTCAGTGCTTG 262

Ai09B15545 Araip.B09 15545 p2 (CT)10 20 66250451 66250470 TTGTTTCTTATCTTTTTCAAAACTACC TTTGGTGAGTGATGTGAGGAA 278

Ai09B15546 Araip.B09 15546 p3 (TCT)8 24 66252574 66252597 TCCATACACACATCCCTCCA GGCTCAGATGTGGAAGCAAT 209

Ai09B15547 Araip.B09 15547 p2 (AT)6 12 66277521 66277532 TGCTTCGCAGGTTGAGTCTA GTAAACAGAGATGGCGAGGC 219
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Ai09B15550 Araip.B09 15550 c (GC)6cgattgtccctgtcacatccgcgaccaagcacgcatg(GC)661 66290549 66290609 AGTTGTGCCCACTTTATGCC GGAGAAAAACAGGGTGCAAA 190

Ai09B15552 Araip.B09 15552 c (A)10ttatgttcaaa(AT)6aataaaataaaataaaataaagaaaaagaaaaaaa(AT)1088 66292255 66292342 ACTTGGGACATTGGTTGAGG GGCATTTTTGTCCCCTCTTT 280

Ai09B15553 Araip.B09 15553 p3 (CAA)5 15 66314568 66314582 TTTACAGCAGGCCAGAGCTT TTACGTTCGGATTGACCACA 134

Ai09B15557 Araip.B09 15557 p2 (AT)7 14 66356148 66356161 TGCAACATGGGAATTGAGAA ATTTTCTCCCATCATCTGCG 239

Ai09B15558 Araip.B09 15558 p2 (CT)8 16 66356794 66356809 GCACAGCTTCCCTAATTTGC GGGGGAAGAAGAAAAGAAAAA 159

Ai09B15559 Araip.B09 15559 p2 (AT)6 12 66359695 66359706 GTGAAAGGAAAATTCCGGGT TTGTAATGGGGCCAAGGTAA 148

Ai09B15560 Araip.B09 15560 p3 (TTA)5 15 66378392 66378406 AGGAAACGGAAGAGGAAGGA TCGACTTCTGTCCCTCTTACAA 129

Ai09B15561 Araip.B09 15561 c (A)10tgcatacaaaaatattctcctatttgtacgctagatcataatgcattgtatgtctagac(T)1180 66381199 66381278 CATGCTGTGCACATCGATAAA TTTTTAGGAGTTGTCATTTCTTTTTCT 278

Ai09B15565 Araip.B09 15565 p2 (CA)6 12 66391395 66391406 ACGTACACGCCCATCACTAA AGCTTTTGAGGTCAACGGAA 189

Ai09B15567 Araip.B09 15567 p2 (TC)8 16 66393500 66393515 TATATTCGAATCGCGAACCC GCCAGAGATGGTTTATGGGA 101

Ai09B15569 Araip.B09 15569 c (AT)6agatat(AG)6 30 66396039 66396068 TCATTGTTGGGACTTTCTTCG CCATCAAAAGCCTTGTTTTTC 222

Ai09B15574 Araip.B09 15574 p2 (TG)6 12 66412259 66412270 AGTTTTAATTCCCGGGTCGT CTAGCTCATCCCAAGCCAAG 260

Ai09B15580 Araip.B09 15580 p3 (GAA)5 15 66438905 66438919 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 165

Ai09B15581 Araip.B09 15581 p2 (AG)6 12 66444469 66444480 TGAGAGAGGGAGAGGATTTTCA TTTCTTATCTTTTTCAAAACCACC 210

Ai09B15587 Araip.B09 15587 p4 (TTTA)5 20 66466639 66466658 AAGGCTGTGGGATACAGTGG TATGGAATGAGAACCGGAGG 229

Ai09B15588 Araip.B09 15588 p2 (TA)6 12 66468463 66468474 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 274

Ai09B15589 Araip.B09 15589 c (TC)7(T)12 26 66469018 66469043 CCCCTTTTATTCAAATGCTGA TGTGGAAAACCTTTTGGGAA 180

Ai09B15598 Araip.B09 15598 p3 (AGA)6 18 66496291 66496308 CTCGGATGTGGAAGCCTTTA TTGGCTGAAACCAAATCTCC 209

Ai09B15599 Araip.B09 15599 p3 (AAT)5 15 66497646 66497660 TTATTTTCGGCTGCCATCTC CTCCCCCTCTTTTCTTCCAC 253

Ai09B15600 Araip.B09 15600 p2 (AG)6 12 66497983 66497994 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTATGAATCAAGTC 280

Ai09B15602 Araip.B09 15602 c (T)10cgaaaacaaaggaaaaatttttgaaatatttttgaaatg(T)1059 66499389 66499447 CAACAGCAGGTGGATTAGCA GGCAACTGACGGTTCATCTT 280

Ai09B15607 Araip.B09 15607 p2 (TA)6 12 66508926 66508937 GTGTGGGAAAATTGGGTTTG TTCACCACTTACTTTGGGGC 228

Ai09B15610 Araip.B09 15610 p3 (TTA)6 18 66521211 66521228 CATAATTCCCTTTTTCAACCCA TGGGAAATTACGGGAACAAA 264

Ai09B15612 Araip.B09 15612 p3 (AAT)5 15 66523401 66523415 CACATGGGCTTTTTCACAAAC CCCCACTATATGCTTGTGGC 142

Ai09B15613 Araip.B09 15613 p2 (GA)6 12 66523630 66523641 GCCACAAGCATATAGTGGGG TTCTTCTTTCCCCCTTCTCC 242

Ai09B15615 Araip.B09 15615 p3 (GAA)5 15 66540141 66540155 GCTTTTGTCTTCCCTTTCCC CTCTCCCTCCTCTCCTCCAT 181

Ai09B15618 Araip.B09 15618 p3 (TGA)5 15 66552529 66552543 TTGGGGAACAAGCAACTTTC TGCAGATAGGCAGGGGTATT 221

Ai09B15620 Araip.B09 15620 p4 (TTTA)5 20 66566775 66566794 GGCAAAGGCTATGGGATACA TATGGAATGAGAACCGGAGG 233

Ai09B15623 Araip.B09 15623 p2 (AT)12 24 66595953 66595976 GGTTTATCAACCTCCCCACA TGCTTTTTCTCCCATCTCAA 280

Ai09B15624 Araip.B09 15624 p2 (AG)6 12 66619377 66619388 CAGTCTGCAACATGGAAGAA GGCCCAGATCCAAGTACAGA 280

Ai09B15625 Araip.B09 15625 c* (AT)8cacgctgccgcgtgggtcatgcggtcgcgtgggtggtgtttctcgcaatatgatgcgatcgcatggggcatgcggtcgcgtcgtgcaccccc(T)10(TA)7*131 66624405 66624535 TATTGTGCAAGTGACGCGAT GCATTCTGCATTTTTCATGC 268

Ai09B15626 Araip.B09 15626 p2 (AG)7 14 66627100 66627113 AACAGTCTGCAACATGGAAGAA GGAAATGCACCCATTCAAAG 235

Ai09B15633 Araip.B09 15633 p2 (CT)6 12 66704745 66704756 AATTTTCAAAAATATCTCCCCC GGGTTCGAATTTGGTGAGTG 240

Ai09B15634 Araip.B09 15634 p3 (TTC)5 15 66715494 66715508 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15636 Araip.B09 15636 p4 (AAAT)6 24 66740198 66740221 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 250

Ai09B15638 Araip.B09 15638 p2 (TA)11 22 66776799 66776820 CAAACTCCAATGAGGGTTCAA TCATGCAATTCCAATTTATCCA 228

Ai09B15639 Araip.B09 15639 p2 (GA)6 12 66789687 66789698 TTTTGAAAAAGAGGGAAGGGA TCTTGTGATTTCTTATGAATCAAGTC 279

Ai09B15643 Araip.B09 15643 p2 (TA)9 18 66813970 66813987 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 198

Ai09B15644 Araip.B09 15644 p2 (TG)6 12 66826195 66826206 TTGCTGCAACTTTTTCATGC ACCCTCATGGACAGACAAGC 271

Ai09B15646 Araip.B09 15646 p3 (AAG)7 21 66909385 66909405 CCACCAATCAACAACGACAG CCATGACTCACTCCTACGCA 124

Ai09B15647 Araip.B09 15647 p2 (TG)6 12 66909656 66909667 TGCGTAGGAGTGAGTCATGG CCCACAAACAAGCACAGAAA 268

Ai09B15650 Araip.B09 15650 p2 (AT)16 32 66913120 66913151 GCTTGGGAATTTGATTGTTTG CGATTTAAGCCAGCTGCTATG 224

Ai09B15651 Araip.B09 15651 p3 (TTC)5 15 66937716 66937730 GCCTTCGAACCCAAGTACAC GCACGCCAGTTTAACTTTCC 195

Ai09B15652 Araip.B09 15652 p2 (AC)7 14 66945240 66945253 CCAATGTCCCTAGTTTCCCA AGCCAACTTTGAGCCTACGA 158

Ai09B15654 Araip.B09 15654 p2 (TA)20 40 66954218 66954257 CTTCTTGAACAGGTCAGGGC CAACATTCAGTGATTCAGGCTT 159

Ai09B15659 Araip.B09 15659 p2 (TC)12 24 67016730 67016753 AGAAAAACAGGCCATGATGC AAAGAATGGGAGGTCGAGGT 197

Ai09B15660 Araip.B09 15660 p2 (TA)9 18 67019170 67019187 AAGGTTGTAATGGGGTCAAGG GTGGGAAAATTATGGGAAGC 151

Ai09B15662 Araip.B09 15662 p2 (TA)8 16 67020047 67020062 AAGAAGGGCGAAACACACAC TTCATAATCACAACAATCCACACA 271

Ai09B15668 Araip.B09 15668 p2 (GC)6 12 67045989 67046000 AAGGGGGTGAGAAAGACAGG TTGCCAACTGACTCAAGCAC 264

Ai09B15675 Araip.B09 15675 p3 (ATT)5 15 67080890 67080904 TGCAATCAAATTCAATCCCC TTGCGAGAAATCTGATACACAA 208

Ai09B15676 Araip.B09 15676 p2 (TC)15 30 67081308 67081337 AGAGTCAACGTTTGGTGCCT TGAGTAGTTGGCATCTCTTTCG 193

Ai09B15682 Araip.B09 15682 p3 (TTC)5 15 67145927 67145941 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 246

Ai09B15685 Araip.B09 15685 p2 (GA)6 12 67155128 67155139 ACGGGGGAAGAAGAAAAGAA GTTTAAGTGCAAGTCGTGCG 221

Ai09B15687 Araip.B09 15687 p2 (GA)9 18 67163083 67163100 ATGCAAGCAACCCCTTAAAA CCTTCTTTCTCACTTTTTACACCC 275

Ai09B15689 Araip.B09 15689 c (TA)10ttagttgcttaatgcaacccagagctatatt(TA)1071 67167828 67167898 AACAGAGCAACCAGAGCAGAG GGGGAAGTGGAAAATAGCTG 280

Ai09B15693 Araip.B09 15693 p2 (CT)6 12 67221626 67221637 TTTTTGTTTGTTTCTTACCTTTTTCA GAAGCAGAGATGTGCGATGA 280

Ai09B15696 Araip.B09 15696 p2 (AG)6 12 67258589 67258600 ATCACGGCGTTTAGGTTCAC CTTGCCCTATTGAGAGGCAG 253

Ai09B15697 Araip.B09 15697 c* (CT)7(T)10* 23 67258825 67258847 AGCGCAACTAAGAAAGGCTG ACATGATAGCCCCTCTGGTG 257

Ai09B15699 Araip.B09 15699 p2 (AG)6 12 67277927 67277938 ATGTCCTCAGCGATTTCTGG GGAACATTGAACCTGTGATTGA 238

Ai09B15702 Araip.B09 15702 p2 (TA)7 14 67287203 67287216 GCTTGGTTTACCCTTTTAGCA TGTCATGCAAGTAGAAATCAAGAG 261

Ai09B15704 Araip.B09 15704 p3 (GAA)6 18 67336073 67336090 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 210

Ai09B15705 Araip.B09 15705 p3 (AAT)5 15 67337168 67337182 TTCTTGTCCTTGCTCCTGCT TCGAAAATTCTCCCTCTCCC 237

Ai09B15712 Araip.B09 15712 p2 (TA)14 28 67417862 67417889 CCGTGGCTAGATCCCTATGA CCCAATTGAAGGCTTGAAGA 268

Ai09B15714 Araip.B09 15714 p2 (CA)6 12 67418352 67418363 TGGCTATTTCTTTTTCTCCCC GTCCCCTGCATTTTCAACTC 260

Ai09B15715 Araip.B09 15715 c (TA)10cacttagatacatattacattttttcc(TAA)562 67454581 67454642 AAAGGAGAAGGGTAAGGAGGG GCCCTAAGCTTTGATTTGGA 229

Ai09B15716 Araip.B09 15716 p5 (TTATC)5 25 67455654 67455678 CCTGGGTGCTCCAGTGTATT AGGGAAAAACCCAAATACGG 195

Ai09B15718 Araip.B09 15718 p2 (CT)6 12 67483355 67483366 CGTTAAATGCCAAAAATGGG ATGGGGAAGAGTATTTGGGG 204

Ai09B15721 Araip.B09 15721 p2 (AT)8 16 67489429 67489444 CTTGGGACATTGGTTGAGGT CCCATGATTCCCACTTTTTC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15722 Araip.B09 15722 p4 (TTAT)5 20 67498831 67498850 CCCTTTTTCAACCCATACTCA GGGAAATTGTGGGAACAAAA 255

Ai09B15723 Araip.B09 15723 p3 (AAT)5 15 67501298 67501312 GGGGAAAGTTGTGAAAAGCA TTCTTTTCCCTTTTTACATGGTG 249

Ai09B15724 Araip.B09 15724 p2 (GA)9 18 67501525 67501542 CACCATGTAAAAAGGGAAAAGAA GCTAAACCTCGATTGCCAAA 276

Ai09B15727 Araip.B09 15727 p2 (AG)6 12 67516774 67516785 AATTATGGGTGGGTTTGGGT AAATCCTTGACACCCACAGG 210

Ai09B15729 Araip.B09 15729 p2 (CT)7 14 67524273 67524286 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGG 268

Ai09B15730 Araip.B09 15730 p2 (TG)7 14 67534937 67534950 GGGCAGTAGCTCTTCCCTCT GTTTCCCTTTCCTCAGCCTC 140

Ai09B15731 Araip.B09 15731 p2 (TG)7 14 67540180 67540193 ATAAACGGCGACGATGACTC GTTTCCCTTTCCTCAGCCTC 231

Ai09B15733 Araip.B09 15733 p2 (CT)7 14 67554987 67555000 GGAACATTGAACCTGGAATTG CGCTACCTGCAGAAATCACA 247

Ai09B15734 Araip.B09 15734 p2 (AG)6 12 67568054 67568065 AGTTCCAAAAATCAGCGTGG GGAACATTGAACCTGTGATGAA 251

Ai09B15735 Araip.B09 15735 p3 (GAA)6 18 67580473 67580490 CGGTCTTAGGTGCCATCAAT CCTATATGGCCGAAACCTCA 252

Ai09B15736 Araip.B09 15736 p2 (GA)7 14 67582731 67582744 AGCAGTGATGTGGGAGAAGG TCTTTTCAAAATTCGTTTCAACT 261

Ai09B15737 Araip.B09 15737 c (A)10tatttttgatttttatgattttctaatttttttgtattaa(T)1161 67583655 67583715 TGAACATGCAATTGACACCA TATTAAGCCATGCCTGACCC 230

Ai09B15739 Araip.B09 15739 p2 (AG)8 16 67596091 67596106 TCAAAGAACAATCTGTGACATGG CAAAGGGAGCTCGCATATTT 224

Ai09B15742 Araip.B09 15742 p2 (AG)7 14 67605773 67605786 CGAAGAACAATCTGTGACATGG CAAAGGGAGCTCGCATATTT 221

Ai09B15743 Araip.B09 15743 p2 (AG)6 12 67615766 67615777 TAGGTAAGGGGTTTTTGGGG ACGTTTAATGCCAGGATTGC 211

Ai09B15745 Araip.B09 15745 p3 (GAA)6 18 67636674 67636691 CGGTCTTAGGTGCCATCAAT CCTATATGGCCGAAACCTCA 252

Ai09B15746 Araip.B09 15746 p2 (AG)7 14 67639068 67639081 CGAAAATTCATTTTGAAAAGGGT CCTAACTAACTTTTTGGTTGTTTCC 178

Ai09B15747 Araip.B09 15747 c (T)13ctcc(T)11ctttgtgattttatttttatttttttattttttta(T)25cttc(T)11103 67645341 67645443 TACTTTGGGGCATTTTGTCC TGATCATGCATTCAATAATTTAACC 240

Ai09B15751 Araip.B09 15751 p3 (AGA)6 18 67675208 67675225 CTCACCCTCGAGCAAAAGAA ACCCACCTCACCCTCTCTCT 203

Ai09B15752 Araip.B09 15752 p2 (AG)8 16 67676639 67676654 TTCTTGTCCTTGCTCCTGCT CCTCATATCACCAAAAATCCG 172

Ai09B15753 Araip.B09 15753 c (T)13gaaaaaagttagtag(T)10cgaaaaaataaaaataaaataattagttaattaaaaagaaatttttgaaaaaggaggaagatattttcgaaaat(AG)7126 67676779 67676904 GGGTTCGGATTTTTGGTGAT TCTTACCTTTTTCAAAACCACCT 280

Ai09B15754 Araip.B09 15754 p2 (CT)6 12 67677983 67677994 GGAACATTGAACCTAGAACTCAAA TTTCTGGGCTGTTTTTGACC 247

Ai09B15757 Araip.B09 15757 p3 (TTG)5 15 67697547 67697561 TCCCAGTTGAATCCCTCAAG CAGGGCCAGAAAATGAAGAG 144

Ai09B15758 Araip.B09 15758 p2 (GA)7 14 67699100 67699113 ATTTTGTTTGCCCTCAATCG TCTTCTCTCCTCCATTGCGT 252

Ai09B15762 Araip.B09 15762 c* (TTA)6(TA)12* 40 67737302 67737341 TGGGGTAATTTTGTCCCCTT CCAAATTGAATCTTCGGTTAGC 269

Ai09B15767 Araip.B09 15767 p3 (AGA)5 15 67764084 67764098 ATGCCTTTTCCACACCAAAC CCACAGGATCACCTCAGGAT 206

Ai09B15772 Araip.B09 15772 p2 (AG)6 12 67783874 67783885 TGACCCAAGCTAACAAAGGG GGGAGGCCTTCATATTCACA 275

Ai09B15777 Araip.B09 15777 c (A)11gacaaggaattaaattgaataagttattttaaggtttgggaagcatgctcatgtgaaatcaaaataattaaattaccatgtgcattgaaaa(AAT)5117 67799321 67799437 TGGGGAATTTTATGGGAACA TTTCTTCCATGTGCATTGATTC 241

Ai09B15784 Araip.B09 15784 p3 (AAT)5 15 67841623 67841637 CAGGCGGATATCAAATGGTT TTGCCATGGAAAGGAGTAGG 190

Ai09B15785 Araip.B09 15785 p3 (AAG)6 18 67845434 67845451 CGGTCTTAGGTGCCATCAAT ACCCCCTCACTCTCCCTCTA 146

Ai09B15789 Araip.B09 15789 p2 (GT)6 12 67877862 67877873 TTGCTTGGTTGCCTTAACCT CCGCTCATCAGTAAGAACCA 216

Ai09B15791 Araip.B09 15791 c (A)11gag(A)10 24 67886552 67886575 TGCTTTGTCCCCTTCATCTT TGTTCTGTTGCCATTTTTGG 260

Ai09B15792 Araip.B09 15792 p2 (AT)6 12 67893532 67893543 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 257

Ai09B15793 Araip.B09 15793 c (A)20caaaaaac(A)1139 67896751 67896789 TTGCGACATTGGGTGAATAA TTTGGAGAATTTTTGTCCCC 210
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Ai09B15797 Araip.B09 15797 c (A)10tcc(A)12 25 67919661 67919685 ATTGAAAGCTTGGCTGGCTA GCATATGCAAGTGACACCAAA 245

Ai09B15798 Araip.B09 15798 p2 (CT)6 12 67948048 67948059 TTTGCATTCAACCCCTTTTC CGAATCATCCCAGGTCAGAT 243

Ai09B15806 Araip.B09 15806 p2 (AG)6 12 68008820 68008831 CAACGATTTCTGGGCTGTTT CCTGTGATTGTAGAAGCAATCC 227

Ai09B15808 Araip.B09 15808 p2 (AG)6 12 68048978 68048989 ACAGATGGAAGAGGGGGTTC AACTCCCTCTCTCTCTAATTTTCG 254

Ai09B15811 Araip.B09 15811 p3 (AAG)7 21 68054578 68054598 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai09B15814 Araip.B09 15814 p2 (AG)6 12 68074282 68074293 TCGCAGTGACAAAAATCAGC CGAAACATTAAACCTGTGATCG 276

Ai09B15816 Araip.B09 15816 c (TC)7acccccattaacaaggttttcttttcttcttccccccttacttttctattattc(T)1078 68091211 68091288 ACAGCTTCCCTGATTTGCC TCCAAGTAAAAAGGAAAAAGAAAGA 271

Ai09B15817 Araip.B09 15817 p3 (TAT)5 15 68095685 68095699 CACTCTTTGTCTCCCCCTCTT TTATTTTCGGCTGCCATCTC 260

Ai09B15819 Araip.B09 15819 c (A)10tctatgtgcattgataagctatgtttatttttatgtttatgt(A)1062 68099885 68099946 CATGATCGAGAACCGACAGA TGGGGTAATTTTGTCCCCTT 280

Ai09B15822 Araip.B09 15822 p2 (CT)6 12 68117448 68117459 AGATCTGTGAACCCCACAGG GGTGATTGGTGAGGGGTATG 100

Ai09B15823 Araip.B09 15823 p3 (ACA)7 21 68129318 68129338 CCCCAGCATCATACAGAGGT TGTTCCCAGTTGAATCCCTC 270

Ai09B15824 Araip.B09 15824 p2 (AG)6 12 68137429 68137440 TCGCAGTGACAAAAATCAGC CGAAACATTAAACCTGTGATCG 276

Ai09B15825 Araip.B09 15825 c (A)10tcc(A)11 24 68157456 68157479 ATTGAAAGCTTGGCTGGCTA GCATATGCAAGTGACACCAAA 243

Ai09B15826 Araip.B09 15826 c (A)10gaagaaaaaagaaaaaaaaataggcg(A)1046 68157786 68157831 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 221

Ai09B15828 Araip.B09 15828 p2 (TC)6 12 68160565 68160576 GCATAGCTTCCCTGATTTGC AAAAACCTTGTTAATGGGGG 150

Ai09B15831 Araip.B09 15831 p3 (AGA)5 15 68177598 68177612 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 164

Ai09B15832 Araip.B09 15832 c (T)11gaaaattaaaataaaaaattaaaataattagttaattaaaaagaatttttgaaaaagagggagatattttcgaaaatt(AG)7ttagttaggtagttttgaaaaagagggagatattttcgaaaatt(AG)7161 68180715 68180875 TTGAAAAATGGTTAGTGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 254

Ai09B15835 Araip.B09 15835 p2 (CT)6 12 68191133 68191144 AGACCCCACAGGATCCCTAC AATTGTGAGGTGATGGGGAA 122

Ai09B15836 Araip.B09 15836 p3 (AAC)6 18 68201885 68201902 TCAATGTGGGGGAGATGATT TAGGGTTGCACTTCTGCCTC 277

Ai09B15837 Araip.B09 15837 p3 (AAC)6 18 68205202 68205219 TCAATGTGGGGGAGATGATT TAGGGTTGCACTTCTGCCTC 277

Ai09B15838 Araip.B09 15838 p2 (TA)9 18 68213751 68213768 TCCCATTTCAATTGTAAAGACAC ATGGGTTTATCAACCTCCCC 277

Ai09B15839 Araip.B09 15839 p2 (AT)8 16 68242586 68242601 TTCACCACTTACTTTGGGGC GTGTGGGGAAGTGAATTTGG 242

Ai09B15841 Araip.B09 15841 p3 (TAT)17 51 68259361 68259411 AAAACTGCCTTCCTGAGACG CAAAAAGTTTGGGGGTCAAA 186

Ai09B15843 Araip.B09 15843 c (AG)6gt(TC)6 26 68281911 68281936 AGGAACATTGAACCTGTGATTG GACAGACGCCACGTACAAGA 275

Ai09B15846 Araip.B09 15846 p2 (CT)7 14 68300381 68300394 CATGAATGGTTCATAAGCCAAA GCCAAAGAATGGAGGAATCA 263

Ai09B15847 Araip.B09 15847 p2 (TA)32 64 68301392 68301455 TGCAATGTTGTGATTTGGAA CCCTTATTTTGGTTGTTGCAC 240

Ai09B15848 Araip.B09 15848 p2 (TA)6 12 68310400 68310411 CTGAATCAAGAGTGGCACGA CTCCCATTCACTGACCCAAT 247

Ai09B15850 Araip.B09 15850 p2 (TA)6 12 68318919 68318930 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai09B15851 Araip.B09 15851 c (T)10ca(T)10 22 68319128 68319149 TGTCCCATGTGCATTGATTT TCCCAAGTTGAATCCTTGGT 277

Ai09B15854 Araip.B09 15854 p2 (AG)7 14 68324036 68324049 GAACATTAAACCTGGGATCGAG GAAACCAGCGAATTCTGGAC 221

Ai09B15860 Araip.B09 15860 p2 (TA)7 14 68367307 68367320 TACTTTGGGGCATTTTGTCC TGGGGAAAGTTGAATTTGGA 236

Ai09B15867 Araip.B09 15867 c (A)10tgattcttgaagcaagaaaaagcagcaaagaacaaagcttgcagaaaaaaa(AT)979 68448139 68448217 TTCAACGCCAGTTCTTCTGA TGGCTTTTTCTGCTTGCTTT 245

Ai09B15868 Araip.B09 15868 c (A)10tcaaaattattttttctctctattttaaaagtaaattttcgaaatctatttctaaaattcaga(T)1083 68449723 68449805 TGTTCCTTGGTGTTTTCCCT TGGTTAGAAGGTTTTGAAAAGGA 234

Ai09B15869 Araip.B09 15869 p4 (TAAA)6 24 68449939 68449962 TCCTTTTCAAAACCTTCTAACCA CCATGATGGAGAAAGGGAGA 169
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Ai09B15873 Araip.B09 15873 p2 (AT)9 18 68477213 68477230 TGATTCTATGTTCCCCGCTT TGGTTTATCAACCTCCCCAC 278

Ai09B15875 Araip.B09 15875 c (T)10attcacttgaatataaagcttgcatgtagttaaattaattcacattctcaaggagtcatg(TA)1294 68522959 68523052 CAACCTCCCCACACTTAAACA TCCATCTCAATTGTAAAGGCAC 279

Ai09B15876 Araip.B09 15876 p2 (GA)6 12 68542052 68542063 GAATTTACAACAATCCACAAGCA TTCTTCTCCCTCCCTTCCTC 264

Ai09B15888 Araip.B09 15888 p3 (AAG)5 15 68681719 68681733 TACCAGAAACCCCAGTGGAC CATGGGAGGTTGTGCTTCTT 266

Ai09B15890 Araip.B09 15890 p3 (TGA)5 15 68695694 68695708 CCAAAGTAAGTTCAAAGGCCC TTTTGGAGTTCGCTTGCTTT 204

Ai09B15893 Araip.B09 15893 c (A)12ttacaacaagctaaaagatcaaaattaaaatgcaatgaatgaaagtaagcaaatgcaataaaagaaaatggaagaaaaaaaattttttttagtat(TTTA)10147 68717272 68717418 GGCACCAAAATAATGCAAGAA CCTTTCTTCTTCCTCTCTTGAAAA 279

Ai09B15895 Araip.B09 15895 c* (A)10(AT)7* 23 68742565 68742587 GAAATTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 227

Ai09B15899 Araip.B09 15899 p2 (TA)6 12 68793288 68793299 CAAAATCCAGTGAGGGTTCAA AGTGGTGGAATCTCATGCAA 277

Ai09B15903 Araip.B09 15903 p2 (CT)7 14 68812187 68812200 TCTTTTTCAATTTAAGTTTCAATCACA AAAGAGGGAAGGGATTTTCG 197

Ai09B15905 Araip.B09 15905 c (A)10tggcgaaaaagaaaagag(A)1038 68826342 68826379 TGAAGCAAGAAAAAGCAGTGAA CTTTAGGCCCTCCTTTCCAC 213

Ai09B15906 Araip.B09 15906 c (A)10tagtttcatcaatc(T)1539 68829860 68829898 CGAAAATCTTATTTGCAGGC AATTGGAACGCAATGAAAGC 262

Ai09B15908 Araip.B09 15908 p3 (AAC)6 18 68835860 68835877 GAGTGCCAGGAGACCAGTTC TGTGGTGTTGGTGAAGGTGT 237

Ai09B15909 Araip.B09 15909 p2 (TA)9 18 68836321 68836338 ATGGAGAGTTGGTTCCCACA TGATCATCATCATTCATCAAACA 256

Ai09B15910 Araip.B09 15910 p2 (AC)6 12 68836689 68836700 GCTACCTCCATGTGGAAGACA GGGGTGTGTGCCATTACTCT 100

Ai09B15911 Araip.B09 15911 p3 (ATA)16 48 68838527 68838574 TGATGCAAGCACCTTCTTTG GCTAAGCCACCATCAAAACC 172

Ai09B15915 Araip.B09 15915 p2 (TC)7 14 68840848 68840861 TTAGCAGAACACCCTACCCG AAGGGAAAGAAGAGTTCGGC 137

Ai09B15916 Araip.B09 15916 p2 (TA)9 18 68841455 68841472 TAAAACCGCATAACCGTTCA GCTTTTATTTTTCCCTCGCC 189

Ai09B15917 Araip.B09 15917 p2 (TC)9 18 68844434 68844451 CGACTCAACACCAAACCAGA GCCAGAGAGAGAAGCTCGAA 220

Ai09B15918 Araip.B09 15918 p2 (CT)6 12 68844602 68844613 ACATGGGCTCTATGGTGAGG TTGGCCAAAGGAGAAGAAGA 252

Ai09B15919 Araip.B09 15919 p3 (ATA)16 48 68847528 68847575 TGTTAATGAAAGGTTTGTAGTGTAAAA TCAAAACTCAGCAAAATTATCAACA 264

Ai09B15920 Araip.B09 15920 p3 (TTC)5 15 68855340 68855354 TCTCTTCTTGGCCGAAACAC CGGACTTAGGTGCCATCAAT 163

Ai09B15921 Araip.B09 15921 c (A)10ggtg(A)10 24 68856556 68856579 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 241

Ai09B15922 Araip.B09 15922 p2 (AC)7 14 68869087 68869100 AAGGTGTTGGGTGATGAAGC GTGACCCAAAGAGGTGTTGG 130

Ai09B15923 Araip.B09 15923 c (T)10cgccatttttcttttc(T)1137 68877614 68877650 AGGCCCTCCTATCCACTGAT GCAGTGAATACAAAATCTTGCG 207

Ai09B15924 Araip.B09 15924 p2 (AG)6 12 68881245 68881256 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai09B15931 Araip.B09 15931 p2 (AC)8 16 68937485 68937500 TGGAATGTTGGAATGAGGTG TCGCAATTCCTTAATTCTTGC 270

Ai09B15933 Araip.B09 15933 p2 (TA)7 14 68947203 68947216 AACTGTGGGAACTTGGGTTG TTCCCACTTTTGCATCACAT 230

Ai09B15938 Araip.B09 15938 p3 (TAT)5 15 68988994 68989008 TCTCCCCTTCTTTTCTTCCA TTATTTTCGGCTGCCATCTC 254

Ai09B15939 Araip.B09 15939 p2 (TA)6 12 68994097 68994108 CACTTGTAAAGCGTAGCCACA ACTTCATTCTAGTATTTTTGGATCATT 270

Ai09B15940 Araip.B09 15940 p2 (GT)7 14 68996486 68996499 CTCCTCTCCTCCCTCTGGTT TGAATACCCTCACTTTCGCC 212

Ai09B15941 Araip.B09 15941 p3 (AAG)5 15 69001304 69001318 GAACCTCCATGGGAAAGTCA TGGAGAGGTTTCCAGCAACT 234

Ai09B15943 Araip.B09 15943 p2 (AT)7 14 69004407 69004420 GTGGGGAAGTGAGTTTGGAA TTCACCATTTACTTTGGGGC 245

Ai09B15945 Araip.B09 15945 c (A)14gttttcaaaaatctttcaaatttttcttctttgttttcg(A)1164 69048544 69048607 TTTGGACAACTGACGGTTCA CCAAAGCAGTTTGGGTATGG 237

Ai09B15947 Araip.B09 15947 p2 (CT)6 12 69049900 69049911 CGTCTTATCTTTTCAAAATTTGTTT GAATGAGATGGGGGAAGGAT 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B15948 Araip.B09 15948 p3 (ATT)5 15 69050237 69050251 TCGAAAATTATCCTTCCCCC CAGGTTCTGGATCTGCTTCC 263

Ai09B15951 Araip.B09 15951 p2 (AG)7 14 69067536 69067549 CAGTCTGCAACATGGAAGAA GGCCCAAATCCAAGTACAGA 279

Ai09B15952 Araip.B09 15952 p2 (TA)6 12 69068420 69068431 GAATGTCATGCAATGCAACC ATGTTTTCTTTCCCATCGCA 196

Ai09B15955 Araip.B09 15955 p4 (ATTT)5 20 69079505 69079524 GAAGAGGAGGGTGTGTTTCG TTCCTCTAAACCTTTCGGCA 161

Ai09B15957 Araip.B09 15957 p2 (AG)7 14 69088916 69088929 TCTGCAACATGGAAGAATCC GGCCCAAATCCAAGTACAGA 276

Ai09B15960 Araip.B09 15960 p3 (AGA)6 18 69103789 69103806 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai09B15962 Araip.B09 15962 p2 (GC)6 12 69114151 69114162 GCACAAGTGTGGCACAAATC GCAAAAAGCAAGGAAAATGG 268

Ai09B15963 Araip.B09 15963 c (ATC)7(ATT)11 54 69156760 69156813 TCCTGGTCGAAATACAAATGC CTGCCATTACTATTGCCGCT 175

Ai09B15964 Araip.B09 15964 p2 (CT)7 14 69162056 69162069 CCTGAGGGTCTTGGTCATTC GGAGATTTTGCTCGGAGTTG 260

Ai09B15965 Araip.B09 15965 c (ACC)6agaacagaagcctacgcccaaccaaa(ACC)662 69175544 69175605 GATTTCATCCCCGACCTTTT GTGGTAGTGGTGGTGGGTTC 280

Ai09B15966 Araip.B09 15966 p3 (TCA)6 18 69175720 69175737 CCACCACCACCATATCATCA TGATTGTATTAATGCCCTGCTG 238

Ai09B15967 Araip.B09 15967 p2 (TA)10 20 69177919 69177938 GAGCAACAAAGAGACACACAAAA AAAAAGACGTGTCATCTTTAGGTTG 225

Ai09B15971 Araip.B09 15971 c (A)11tctttcgaaaatttctcttttgttttc(A)1250 69206965 69207014 TCGAGTTTGGACAACTGACG GCCAAAACCTCAGTCCAAAA 277

Ai09B15972 Araip.B09 15972 p3 (TTC)5 15 69211525 69211539 ACACACCTTCCCCCTCTTCT TCTAGAGGATTCCCCGGTCT 163

Ai09B15973 Araip.B09 15973 c (A)10taggcaaaaaaaaatagaaag(A)1041 69211968 69212008 TGAGTATCCGGAGATCCGAC TTGCTTTTGCCTCTTGGTTT 252

Ai09B15979 Araip.B09 15979 c (AG)7ttcagatttttggtgggtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)7atttttgaaaatta(T)10113 69249914 69250026 AGGGATCCTTTTTACCCAAG TTCTGTTCCCTTATTTTAATTTTCG 266

Ai09B15980 Araip.B09 15980 c (AG)7ttcagatttttggtgggtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)9atttttgaaaatta(T)11118 69250193 69250310 GGTTCCCTTATGTGAGTAGAAGAAA CGAAAATATCTCCCTCTTTTTCA 279

Ai09B15981 Araip.B09 15981 p2 (AG)6 12 69250430 69250441 TGAAAAAGAGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 280

Ai09B15985 Araip.B09 15985 p2 (GA)7 14 69258827 69258840 TGAGAGAAAACGGAGGTTCG AACCTCAGATTGATGGCGTC 137

Ai09B15991 Araip.B09 15991 p2 (AC)6 12 69312528 69312539 GTTGGGTCGAACGGACTAAA GCCACAAATGGCTCGTTAAT 232

Ai09B15992 Araip.B09 15992 p2 (AC)6 12 69315277 69315288 GGGCTAAGGTAAGGGTGAGG GGGAATTATGGGTAGTTAGGCA 135

Ai09B15995 Araip.B09 15995 p2 (AG)6 12 69339675 69339686 ATAGGTGAGGGGTTTTTGGG GCATTTTTGCACACCACTTG 155

Ai09B15997 Araip.B09 15997 p2 (GA)7 14 69357106 69357119 TCGCCTATCTCATCAAACCC TTGGAGAGCTGTGTCAATGC 270

Ai09B15998 Araip.B09 15998 p2 (TA)12 24 69378134 69378157 GCACAAAACTTGATTTGATTGG TCATGCATTCATTGTTAAAGACA 269

Ai09B15999 Araip.B09 15999 p2 (AT)6 12 69407992 69408003 CATCATGAGGTCTTTCCAAGG GGTTGGGTTAAAGCTTGGGT 113

Ai09B16000 Araip.B09 16000 p2 (AG)6 12 69410885 69410896 AACCAGTGCAACAATCCACA TTCCTTGTCCCTTCTTCCTTC 232

Ai09B16004 Araip.B09 16004 c (T)10(A)11tttcaga(T)1038 69414294 69414331 AAGTTTGGTGTTCCTTGGTGTT TGAGGGAAGAGAAAGTAGTAAGGAAG 265

Ai09B16005 Araip.B09 16005 p4 (AAAT)7 28 69414454 69414481 TTCCTTACTACTTTCTCTTCCCTCA CCAATGGAGGGTATGCAGAT 246

Ai09B16009 Araip.B09 16009 p2 (CT)6 12 69459382 69459393 CGTTTAACACCAGGAATGGG GGTGAGGTAGGTGGGGTTTT 265

Ai09B16018 Araip.B09 16018 p2 (AT)7 14 69519640 69519653 TGGGTACCCGATAACTTTGAA TGTTGGTAATTGGTTCGGGT 279

Ai09B16023 Araip.B09 16023 p2 (AT)6 12 69543882 69543893 AATACCTTGTTCCCGGCTCT AGACTCACGGGATGCAATCT 212

Ai09B16024 Araip.B09 16024 c (AT)17aataagcttagtcaaaataataaaatttttcaagaaatttatctatagggcatcccaattaattg(A)10109 69545785 69545893 AATCGGTGTTTTTGGGATGA GCTCAAAAATCATGTTCCACAA 256

Ai09B16025 Araip.B09 16025 p2 (AT)15 30 69546466 69546495 ATTTTGGGGAAGTTGGGAAC TACTTTGGGGCATTTTGTCC 254

Ai09B16029 Araip.B09 16029 p2 (AT)6 12 69565910 69565921 GCAAAGTGCAGACAACCAGA TTGTTGCGAAAGCACCTATG 229
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Ai09B16033 Araip.B09 16033 p2 (AT)7 14 69593070 69593083 GCAGAATGAGCCTGAAGACC TTGTTGCGAAAGCACCTATG 259

Ai09B16035 Araip.B09 16035 c (A)12gggcatcggcgcccaagcgcgcagt(GC)6cggtgtggtttcacaactcctagtactaaaacccgagagttgtgcccactttatgcctactttgtgccaggcgatccgcgcgtaagcacgcatg(GC)6155 69618776 69618930 TGAATTTTGGTTGCTTTGGA ACGGATGCGATAGGGACAAT 250

Ai09B16038 Araip.B09 16038 p2 (AT)6 12 69621268 69621279 TCGTCTTATGACCTTTGCCC TCCCCACACTTAAACCAAGC 210

Ai09B16040 Araip.B09 16040 p2 (GC)6 12 69627081 69627092 TCCCTTGCTAACACCCTCAC GGGAAGTGGGAAACAGAACA 105

Ai09B16041 Araip.B09 16041 p3 (AAT)7 21 69632372 69632392 CATGCATTGAACGATTGGAC TTCTTTGTCCCCTTTGTTGC 128

Ai09B16042 Araip.B09 16042 c (A)10gagaaagagag(A)1334 69656951 69656984 CAGCAGTGAAAAGCTTGCAG CACCCTTGCCTTTTGGTTTA 116

Ai09B16043 Araip.B09 16043 p4 (TTTA)6 24 69675568 69675591 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAATCTCCTAACCA 160

Ai09B16044 Araip.B09 16044 p2 (AC)7 14 69678108 69678121 GGGCTAAGGTAAGGGTGAGG TGGGAATTTTGGGTAGCTAGG 137

Ai09B16045 Araip.B09 16045 p4 (TTAT)5 20 69678262 69678281 CCTAGCTACCCAAAATTCCCA AACCCATGTGCATTGATATGTT 203

Ai09B16046 Araip.B09 16046 p2 (GT)6 12 69686265 69686276 GGGGACAAAATTACCCTAATGC TTTCAAGGTTGTAATGGGGC 247

Ai09B16048 Araip.B09 16048 p2 (AT)12 24 69713217 69713240 TGAGGGTGTGTATCATTTGGG GGCATTTTTGTCCCCTTTTT 221

Ai09B16050 Araip.B09 16050 p2 (GC)6 12 69723926 69723937 CTTGGGCAGCTTAGAAATCG AAAGAATTGGGAATGCATCG 214

Ai09B16052 Araip.B09 16052 p2 (CT)6 12 69731895 69731906 GCTCTGGGAATGGAAAACAA GCAAGTAAAGCTGAGCCCAC 244

Ai09B16054 Araip.B09 16054 p2 (AC)7 14 69745087 69745100 GCATGAATTGTTGGAATGAGG CGCTACTTGTTTGGTTGCCT 234

Ai09B16061 Araip.B09 16061 p2 (CT)6 12 69805710 69805721 AACATCTCTCCCTCACCCAC TCAGCTTCAACATGAATGCC 191

Ai09B16065 Araip.B09 16065 c (A)12caaaagagaaaagaggcaatggcgcgcaagcgcgttgt(GC)662 69822592 69822653 GAAGGAATTGAGTTGCCATTG GGCACAACTCTCGGGTTTTA 277

Ai09B16067 Araip.B09 16067 p2 (AG)6 12 69834163 69834174 ACAAGTTGTGTGTTCGCAGC AGCCTTAAGTGTGGGGAGGT 269

Ai09B16070 Araip.B09 16070 c (AT)6aaatatagctctgggttgcatcaagcaacta(AT)757 69895480 69895536 TCTCTCTGGGTTGCATCAAG CCAGAGCAGAGTAAAGAGATACAGA 233

Ai09B16074 Araip.B09 16074 p3 (TAT)5 15 69934750 69934764 CCCCCTCTTTTCTTCCACTC TATTTTCGGTTGCCATCTCC 250

Ai09B16076 Araip.B09 16076 p3 (TCT)6 18 69942159 69942176 GCCACGTGGATTCGAAAATA GGTGAGGGTTTCGGGTTAGT 243

Ai09B16078 Araip.B09 16078 c (T)11c(ATTTT)6 42 69958071 69958112 TTCACTTTGGGGCATTTTGT ATGGGATAAAAAGGGGCAAT 209

Ai09B16080 Araip.B09 16080 p2 (AG)6 12 69960657 69960668 GACGATAGGGCAGCAGAGAC CTCACCCCTCTCTTCCTCCT 210

Ai09B16083 Araip.B09 16083 p2 (AC)6 12 69971722 69971733 TGACAAACCAACAAACGACA CCATTTGGCTAGCATCGAAT 269

Ai09B16084 Araip.B09 16084 p4 (AACT)5 20 70006911 70006930 GGCCAAAACACGCAATTTAG CCACCACCAGACTCACCTTT 270

Ai09B16085 Araip.B09 16085 p2 (AT)8 16 70007375 70007390 GGGCAGAGACCTTGTTTTGA GTCTCCCTCTTTTGGCCTCT 223

Ai09B16087 Araip.B09 16087 p3 (AAT)5 15 70067964 70067978 AGGTTCTGGATCTGCTTCCA TCACATCTCAACCCTCCTCA 202

Ai09B16096 Araip.B09 16096 p3 (ACA)5 15 70100789 70100803 CCTCTGTTTCTAGGACTTTACCCA CAATGCTCCATATGCCACAG 271

Ai09B16097 Araip.B09 16097 p3 (GAT)8 24 70110510 70110533 TGAAACAGCACAAAAAGGGA GCCGAAGTGCCTAAGAGAGA 114

Ai09B16098 Araip.B09 16098 p2 (GA)8 16 70112366 70112381 CTGAAGGCCCAAGATTCAAG GCACTAAACGCAGCATCTGA 243

Ai09B16104 Araip.B09 16104 p3 (GAG)5 15 70119338 70119352 GAGAGCCTGGTAGTCATCGG TCATACTCATCCCCACGTCA 169

Ai09B16105 Araip.B09 16105 p2 (AG)15 30 70119783 70119812 GGGATTTCGTCCACTGAGAA ACGTTCCAAGTTCCACGTTC 261

Ai09B16107 Araip.B09 16107 p3 (TCC)5 15 70120690 70120704 TTCCTCTTTCGCGTCGTTAT AAGGGACAAAAAGAATCCACAA 219

Ai09B16110 Araip.B09 16110 c (A)13gagagagagaaaagaaaaaaaaattgtatacag(A)1056 70165419 70165474 GGGAACATTGGATGGGATAA TTCACTTTGGGGCATTTTGT 210

Ai09B16117 Araip.B09 16117 p2 (AT)14 28 70279472 70279499 AGTCGGTGTTTTTGGGTGAC GCAAAGGCTTGATAAAAACCA 264
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Ai09B16118 Araip.B09 16118 c (A)10taaaaataattagttaattaaaaaaaaattttgaaaaagagggaagatattttcgaaaatt(AG)683 70300022 70300104 ATGAGATGGGGGAGGGATAA CTTTTTGTTTGTTTCTTAACTTTTTCA 232

Ai09B16119 Araip.B09 16119 p2 (TA)6 12 70313614 70313625 GCTATTTTCCGTTTCCCCAG AATCCCGACATTTATCCGGT 167

Ai09B16120 Araip.B09 16120 p2 (AT)8 16 70347093 70347108 GGAACATGGGTTAATAGGGAA TCACCACATGTGCAATGATCT 279

Ai09B16126 Araip.B09 16126 p3 (TGA)5 15 70503542 70503556 GGCCCACAAATAAATCATGC CAACCTTTTGGAGTTCGCTT 193

Ai09B16131 Araip.B09 16131 p2 (AG)7 14 70565775 70565788 AGCGATTTCTGGACCCTTTT TGGAAACATTGAACCTAGAATGG 231

Ai09B16133 Araip.B09 16133 p2 (AT)7 14 70571631 70571644 TTACGCTTTTGGTTGCATCA ATCGTTTTTCCCTCGCTTTT 258

Ai09B16134 Araip.B09 16134 c (T)10cgccatttttcttttc(T)1137 70603176 70603212 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 130

Ai09B16135 Araip.B09 16135 p3 (AAG)6 18 70604885 70604902 TTGCCTTCCCTTTCCTCTTT TTTCTTCTTCCCTTGGCTGA 206

Ai09B16136 Araip.B09 16136 p2 (AG)6 12 70608333 70608344 GGGGGAGAGAATTCGAAAAT TTCAAATCTTTTTCAAATTAACCACTT 249

Ai09B16139 Araip.B09 16139 p2 (TA)7 14 70642981 70642994 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 277

Ai09B16141 Araip.B09 16141 p2 (AT)7 14 70666127 70666140 TATCCGCTCATCATGAACCA TCAAATTCTAAGGGGCATGG 143

Ai09B16146 Araip.B09 16146 p2 (GC)6 12 70712142 70712153 GGAGAATGCCCTGTTTTTCA GCGGATGTGATAGGGACAAT 199

Ai09B16147 Araip.B09 16147 c (T)10ctttctcttcttcctctcttg(A)10tttttttctctcttttatt(A)1272 70712321 70712392 GCCGATTGTCCCTATCACAT TGCAATAAAAGAGGATGGAAGAA 275

Ai09B16148 Araip.B09 16148 c* (A)10(AT)10* 29 70713936 70713964 TTGATTTTGGGAGAGTTCGG GAACTTTGAACTTTGGGGCA 272

Ai09B16149 Araip.B09 16149 p2 (GC)6 12 70715137 70715148 GTCAAGCCTGACCTCTTTGC AAATGAGCTGCAAAATCGCT 230

Ai09B16151 Araip.B09 16151 p4 (TTAT)5 20 70736847 70736866 TTTTCATTAGCTTAACATTGGGG GAAACTGTGGGAACATGGGT 217

Ai09B16154 Araip.B09 16154 c (A)10gacttcactctccgtagggggacgcagagttcttttccggataagaatgaggatttgag(T)1685 70764047 70764131 CGTGCTCACGCATAGAATTG CCATGTTGGATATCATGTTGGT 237

Ai09B16157 Araip.B09 16157 p2 (GC)6 12 70809067 70809078 TGGTGTTTGGAAGTGTTGGA TTTGTGAACGCTATTCGCAC 270

Ai09B16159 Araip.B09 16159 p2 (CT)8 16 70822465 70822480 TCAGTATAAGCGCAAGTCGC GGGGGAAAGAGGAAAAGAAA 223

Ai09B16161 Araip.B09 16161 c (A)10taataataaac(A)1031 70840155 70840185 GTGTGGGAAAAGTGGGTTTG ACTTTGGGGCATTTTATCCC 211

Ai09B16162 Araip.B09 16162 p3 (AAT)5 15 70853577 70853591 TTCTTGTCCTTGCTCCTGCT CCCTCCTCACAGTTGTGTTTC 164

Ai09B16163 Araip.B09 16163 p2 (AG)6 12 70853918 70853929 TTTTGAAAAAGAGGGAATATATTTTTG TCTTGCATGCATCACATGTTT 274

Ai09B16165 Araip.B09 16165 p6 (ATTTTT)5 30 70854814 70854843 ACGCCCAACATACTCATTCC GGGGATTGTTCGAGTATGGA 279

Ai09B16166 Araip.B09 16166 p4 (AAAT)5 20 70880340 70880359 CGGTTCATCTTGTTGCTCAG CTGATGGTTGGAAGCCCTTA 247

Ai09B16167 Araip.B09 16167 p3 (TTC)5 15 70881718 70881732 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai09B16168 Araip.B09 16168 p2 (GT)6 12 70909181 70909192 GCGATTCTCCGAACGGTAT GGGCTAAGGTAAGGGTGAGG 277

Ai09B16170 Araip.B09 16170 p2 (AT)7 14 70918252 70918265 TTGGGAATTGGGTACATGCT GGGACATTTTTGTCCCCTTT 180

Ai09B16173 Araip.B09 16173 c (T)10aacatctggtgaaaatagccaatattgtaattatcaagttaaactgcttatattatactctctcaatgagcaa(T)1093 70952939 70953031 CTCTACTTCCAAACGCCAGC AAAAGGCAGTCCAGTGCATAA 250

Ai09B16177 Araip.B09 16177 p3 (AGA)5 15 70967539 70967553 AGCCACACTAAGCCTCAGGA CCCCAATTTCATTAGGAGGA 270

Ai09B16178 Araip.B09 16178 c (A)10g(A)10 21 70976094 70976114 TTGTTGGCTCTTGAAAGAATGA AGGCCCTCCTATCCACTGAT 247

Ai09B16181 Araip.B09 16181 p2 (CT)8 16 71014859 71014874 AACACTCCTCTTCTACTCATAATTCG TCCTCTCCAGAGTGTTGTGC 273

Ai09B16183 Araip.B09 16183 p2 (TC)14 28 71022805 71022832 TTCTTCTTTCTCTGGCAGGTTC CCCAGAAAAATCGAAGCATT 270

Ai09B16186 Araip.B09 16186 p2 (TA)6 12 71045446 71045457 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 268

Ai09B16191 Araip.B09 16191 p3 (TAT)5 15 71086798 71086812 TCACATCTCAACCCTCCTCA TTCTTGTCCTTGCTCCTGCT 175
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Ai09B16192 Araip.B09 16192 p2 (TA)6 12 71091973 71091984 CCTTTTTAGCACATGATAATTTGGA GCTGTGTGTTCTTTGGCTCA 263

Ai09B16194 Araip.B09 16194 c (A)10gaaaaaaaaagtggcaa(AAAT)547 71105119 71105165 GGTGGCATTGCTTTTGTTTT GCTTTTGGCTTTTTCTACATGC 275

Ai09B16197 Araip.B09 16197 p3 (TAA)6 18 71129897 71129914 GCACCTAGTGCTTCACCTACG GTGCTGTCGGTGTCAGTGTC 258

Ai09B16199 Araip.B09 16199 p2 (TA)10 20 71137820 71137839 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 217

Ai09B16201 Araip.B09 16201 c (TA)9gncattaagac(AT)1967 71168112 71168178 TCGAGGAGCCTTGAATAACG GCGAAGTGGATATTTTGGGA 233

Ai09B16202 Araip.B09 16202 c (A)10gaagaagaaaaaaataggc(A)1140 71175604 71175643 TGAAGCAAGAAAAAGCAGCA ATGAGAGCCCACTGTCAAGC 185

Ai09B16204 Araip.B09 16204 p3 (TTC)5 15 71179868 71179882 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai09B16209 Araip.B09 16209 p2 (GA)6 12 71224599 71224610 GCTCCTTTGCGAAGATGATT TCATTATGAAGAATGCGCGA 252

Ai09B16211 Araip.B09 16211 c (TAAA)5tttgaaaatttaaaagaaaaaataaacagaaaaataaaattaactgggtaacactaaacttaaatccaaaaataaa(T)10106 71227786 71227891 CTGCGGATACACAAGCAGAA CCTTTCCCGTACCTTTTTCC 269

Ai09B16213 Araip.B09 16213 c (A)10tcttctttttcgtttatcccaattaattttc(A)1051 71241434 71241484 TCGAGTTTGGACAACTGACG GAAACACATGCAAGACACCAA 244

Ai09B16215 Araip.B09 16215 p3 (TGT)5 15 71258564 71258578 GCCTTAGGTGAGGTGCTCTG GGATGGCAAGGCAATTCTAA 145

Ai09B16217 Araip.B09 16217 p3 (AGA)6 18 71272360 71272377 GTGATGGGCTTGTGAGATGA CACACATCCCTCCATCTCCT 240

Ai09B16220 Araip.B09 16220 c (A)12(GA)7 26 71289262 71289287 TGGAAATGCCCCTATGTCTC TGGCCCAGGAAACTAAAATG 196

Ai09B16223 Araip.B09 16223 p5 (TAAAA)5 25 71369650 71369674 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 204

Ai09B16226 Araip.B09 16226 p3 (TCT)5 15 71410698 71410712 ACCCACCCACTCAAATTCAA GTGGCGTCTTCCTCTTCTTG 266

Ai09B16231 Araip.B09 16231 p3 (TGA)5 15 71463392 71463406 TGCAGAGCATCATACAAGCC TTTTGGAGTTCGCTTGCTTT 116

Ai09B16234 Araip.B09 16234 p4 (AATA)5 20 71478236 71478255 GGGAACATGGGTTAATAGGGA TTGGGGTAATTTTGTCCCCT 183

Ai09B16236 Araip.B09 16236 p3 (CTT)5 15 71501395 71501409 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ai09B16239 Araip.B09 16239 p3 (GAA)5 15 71514515 71514529 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai09B16241 Araip.B09 16241 c (T)11(A)11 22 71518861 71518882 TAGCCAGTCAAGCTTCAGCA TTTGGACAACTGACGGTTCA 276

Ai09B16242 Araip.B09 16242 c (A)11taacccaaataccgtcatgccacgttagttttccacaattcctgtacgc(CT)1182 71522680 71522761 CCTCTCCAACCCAGGTAGC GGCACAAGAATGGGAATAGC 278

Ai09B16244 Araip.B09 16244 p2 (TA)10 20 71527196 71527215 TGGGAGCTTCTAAAAGCGAA ACCGGCCAGAGCATACATAC 229

Ai09B16246 Araip.B09 16246 p3 (GAA)5 15 71530270 71530284 CCCTCGAGCAAGAGAAGAAA ATATGGCCGAAACTAACCCC 169

Ai09B16254 Araip.B09 16254 p2 (CT)8 16 71588798 71588813 ATGCCAGAAATGGGTAGCAG ATAGGTGAGGGGTTTTTGGG 211

Ai09B16263 Araip.B09 16263 p2 (CT)7 14 71642648 71642661 AGTCCTTGACCCCTCAGGAT AAATTGGAGGAGATGGAGGG 217

Ai09B16265 Araip.B09 16265 p3 (TCC)5 15 71652794 71652808 TGCTATTATGAGCTGGTGCG GAACGTAGCTCGTTTGGAGC 155

Ai09B16266 Araip.B09 16266 p3 (ATG)7 21 71652957 71652977 CCGGAAGCTGTCTCCTAATG TGGCTGACCACAGATGAGAG 267

Ai09B16268 Araip.B09 16268 p2 (AG)7 14 71677669 71677682 GGGGGAATCAAAGAGACACA GGAATGTTGAACCTGGAATGA 163

Ai09B16271 Araip.B09 16271 p3 (ATA)5 15 71683906 71683920 ATGCAATCCACGTCACAAAA GTGGTCGAGATTGCTCGTTT 221

Ai09B16272 Araip.B09 16272 p2 (AG)7 14 71684248 71684261 GCAATCTCGACCACCAAAAT CTCTCTTCCGACACTCCCAC 251

Ai09B16276 Araip.B09 16276 p2 (CT)15 30 71694936 71694965 CCATCCCAACCAATCAGAAC TGGCTGAAACTGAACCACAA 205

Ai09B16277 Araip.B09 16277 p3 (TAT)12 36 71706085 71706120 TGTTTCAAAGGATGTTGCTGA TTGCACAATCTGTAAGGCAAA 238

Ai09B16283 Araip.B09 16283 p3 (TTC)5 15 71727964 71727978 TACATGGCCGAACCTTAACC CGGTCTTAGGTGCCATCAAT 246

Ai09B16284 Araip.B09 16284 p2 (TA)19 38 71744991 71745028 TTGAGCTTTCCTTTGGAACA GGTGTACTTGGGAACTTGGG 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16285 Araip.B09 16285 p2 (CT)6 12 71759367 71759378 GTAGGTGCCTGGCATGAAGT TTAAACACCTGCCAAGAATGC 190

Ai09B16297 Araip.B09 16297 p2 (CA)13 26 71840650 71840675 GGCAAGGGCTTAATTGATGA GCTTTGTTTGCAGACCCAAT 131

Ai09B16302 Araip.B09 16302 p2 (TC)16 32 71846312 71846343 GCCGTCATCTCCTCCTTCTT GCCGCCAATAATTCTAGCCT 272

Ai09B16304 Araip.B09 16304 p2 (CT)6 12 71866339 71866350 TGACACCTCAGGATTGTGGA TGAATGGGGAGGTAGGTGAG 193

Ai09B16305 Araip.B09 16305 p2 (AT)9 18 71870769 71870786 CTTGGTGTTTTCCCTCCAAA TCGAAAAATGAAGAGAGAGAAAGAA 265

Ai09B16306 Araip.B09 16306 p4 (AAAT)6 24 71870973 71870996 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 280

Ai09B16308 Araip.B09 16308 c (AAT)5ttg(T)11 29 71877675 71877703 CCCATTTGGTATAAATAGAATGAAA AAGAACAATAAAAGCAGGTAAAAACA 208

Ai09B16311 Araip.B09 16311 c (A)11gaattagtatagggacctaaataaaaggaaaaaaaagtgtagggacccaatt(A)1073 71896827 71896899 CCAATTGAAATCCTCAAGTCAA TTTAATTAAGTCCTTGCACCAAA 280

Ai09B16316 Araip.B09 16316 p2 (GA)8 16 71980957 71980972 AGCTCGGTTATTTGCACCAG CCTTGGATAACTGGCAGGAA 171

Ai09B16317 Araip.B09 16317 c (CT)8cccccccctctttgtcacaccctccactacactgcatgcacgcactcgtgacccatggcccctggcccctccttcagtttttaattactgcc(CTTCT)5133 71981208 71981340 GCCAGTTATCCAAGGCCATA TTAAAGGGTGATGGGGTGTG 279

Ai09B16318 Araip.B09 16318 p2 (CA)9 18 71991917 71991934 CAACAATTTGGAAGCCATTG GCACACCACGTGTTTGTTCT 221

Ai09B16319 Araip.B09 16319 p2 (AT)10 20 71992786 71992805 CAACGGACCCAAGGATAGAA TGCACACTACAAGAAAAGAGAGC 242

Ai09B16320 Araip.B09 16320 p2 (AT)31 62 71998307 71998368 CCAACCTTTGTTTCGCAAGT TTGGAGAGGAGAGGAAACCA 212

Ai09B16324 Araip.B09 16324 p3 (AAT)5 15 72025711 72025725 GTTCTTGTCCTTGCTCCTGC TCGAAAATTCTCCCTCTCCC 236

Ai09B16325 Araip.B09 16325 p2 (AG)6 12 72026046 72026057 TGAGGAGGGTTGAGATGTGA TTTGTTTCCTAACTTTTTCAAAGC 275

Ai09B16326 Araip.B09 16326 c (AG)7ggttcgaattataagaagaagagaagtgttagtaattaaataaataaatagaaagagat(GA)685 72051681 72051765 GAATGAAGAAGAGAGAAGATGAAGAA CGAAAACTCCTCACCACTTTTT 280

Ai09B16329 Araip.B09 16329 p2 (TC)6 12 72065727 72065738 CTTGCTCCCACTCACAGTCA CAAAAGAGAAGGGCGCTTTA 158

Ai09B16334 Araip.B09 16334 p2 (AG)6 12 72113241 72113252 CAGCGACAGCAACCAGTAAA TCTTCTCCGACTCCTCGAAA 233

Ai09B16346 Araip.B09 16346 p3 (TGG)5 15 72201227 72201241 TATGCGATCAAGATGTCCCA AGCAGCAGTAGCACCACCTT 127

Ai09B16347 Araip.B09 16347 p2 (GC)6 12 72203805 72203816 AGGGAGAGACGAAGAGGGAG CAAAGATTTGGAAGAGCCCA 132

Ai09B16348 Araip.B09 16348 p2 (TA)6 12 72216998 72217009 TACTTTGGGGCATTTTGTCC TGGGGAAAGTAGAATTTGGAA 232

Ai09B16351 Araip.B09 16351 p3 (AGA)13 39 72253207 72253245 ACAATAAAGCATGGAAACAACA CAAGGACTGAAGGGGAATCA 271

Ai09B16357 Araip.B09 16357 p2 (CT)6 12 72314484 72314495 TGCAGGGATGAGAAATCCTT TGGTTCGGCTATAGAGGGTG 248

Ai09B16364 Araip.B09 16364 p2 (GA)9 18 72347234 72347251 TTTCCAACACCAAGTAAAAAGGA ACAGCTTCCCTGATTTGCC 270

Ai09B16367 Araip.B09 16367 p2 (AG)6 12 72392980 72392991 GGGGGAAGAAGAAAAGAAAA AGCATAAAACGGGTCACGAG 250

Ai09B16369 Araip.B09 16369 p3 (TGT)5 15 72398103 72398117 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai09B16370 Araip.B09 16370 p2 (GC)6 12 72402955 72402966 AGGCACAAACCAATCCACTC TAGGCCAAAGGCATAGTGCT 156

Ai09B16371 Araip.B09 16371 p2 (GT)6 12 72404454 72404465 TGATTGAGGCCATCATTTCAT CCCTTTTATTCCCCCAATGT 242

Ai09B16372 Araip.B09 16372 p3 (AGA)17 51 72406478 72406528 GAGGAATCATAAATGCAACAACA GCCAAGGATTGAAGGAGAATC 238

Ai09B16377 Araip.B09 16377 p3 (GAA)8 24 72498433 72498456 TCTGCAACTCTTGCCACATC GCTTTGCCTAAGAATGCTGG 141

Ai09B16378 Araip.B09 16378 p2 (AT)6 12 72500670 72500681 GCATCTGCAAGGTGCAATTA TAGGGGGACCTCTCTGGTCT 187

Ai09B16379 Araip.B09 16379 p2 (TA)6 12 72502400 72502411 AGTGTGTTGATTATAAACTTGTTGCT ACAGAACCTGGAAGAGTTTACG 262

Ai09B16381 Araip.B09 16381 p2 (AT)7 14 72504359 72504372 AGTCTCACCAAACTCCGACG CGTGACTACCGTTGGAACCT 260

Ai09B16382 Araip.B09 16382 p2 (TC)6 12 72509277 72509288 ATTCAAAAGAGAGCTCGCCA TGGATCCAGAGTTACTCCCAA 119



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16385 Araip.B09 16385 p2 (TC)6 12 72517097 72517108 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 178

Ai09B16386 Araip.B09 16386 c (T)10g(T)12 23 72518289 72518311 TTCACTTGACACCTTCACGC CAGTGAAAAACACAAAGCTTGC 218

Ai09B16388 Araip.B09 16388 p2 (GA)6 12 72518981 72518992 TATAAGCGCAGCGTCAACAC CGCATCAATTGCATAAATGG 277

Ai09B16391 Araip.B09 16391 p2 (TA)9 18 72523515 72523532 AATATTTGCTGGGAAAGAAAAA ACTATGCGCAAACCTTCTGG 280

Ai09B16392 Araip.B09 16392 p2 (AC)16 32 72532100 72532131 ATGCCTCAAGCGCTTAGTTT ATTTTGTTCCGCTCCCTTTT 255

Ai09B16394 Araip.B09 16394 p2 (GA)8 16 72542986 72543001 CTGCCGATCTATCTTGGAGC TCTCTCTTCGTGAAGCCCAT 258

Ai09B16395 Araip.B09 16395 p2 (AG)6 12 72543176 72543187 GAGATCGGGCAGAGAGAGTG AGCCGCAGTGGTAATGAAAC 259

Ai09B16397 Araip.B09 16397 p3 (ATA)5 15 72547561 72547575 CGATTTGATGAACATTTCTTACTC GAACCCTATTCCTACCCCCA 125

Ai09B16401 Araip.B09 16401 p2 (AG)8 16 72556511 72556526 ATAACCTGATGGTTGCTGCC AATATGCAGCTTCACGACCC 280

Ai09B16405 Araip.B09 16405 p3 (TTC)5 15 72592452 72592466 ACACAACCCTCTCTTCCCCT CTTCCCTTTCCCCTTTCTTG 209

Ai09B16408 Araip.B09 16408 p3 (GAG)6 18 72628748 72628765 TAGGATGGAAGACGGAGCAC AACTTTTCCCAGATGCCTCA 142

Ai09B16412 Araip.B09 16412 p2 (GT)7 14 72654962 72654975 AGCCAAATTTGAGCCTACGA TTTATTCCCCCAATGTTCCA 168

Ai09B16421 Araip.B09 16421 p3 (TTC)5 15 72692491 72692505 TTAGCTTCCCATGGAGGTTC ATTTTAGCCTCCCAACGCTT 218

Ai09B16424 Araip.B09 16424 p2 (AT)21 42 72754586 72754627 AATTTCAGAGGGGTAGGGGA GAGCTTTCACGAATATGAACCA 191

Ai09B16425 Araip.B09 16425 p2 (TA)8 16 72757451 72757466 GAGGTGGCGAGGTATTACGA GGTTGGTCTGGAGCTTGGTA 235

Ai09B16426 Araip.B09 16426 p2 (TA)6 12 72757590 72757601 GAGGTGGCGAGGTATTACGA GGTTGGTCTGGAGCTTGGTA 235

Ai09B16427 Araip.B09 16427 p2 (AG)14 28 72758660 72758687 CCACACAGCTCTCTTCACCA TGATGACCCAGATGAACCAA 223

Ai09B16430 Araip.B09 16430 p2 (CT)8 16 72806331 72806346 CCTATCCTTTCAAAAGTTGTTTCA GAATGAGATGGGGGAGGAAT 272

Ai09B16431 Araip.B09 16431 p2 (AT)9 18 72810348 72810365 GTCTAAGCTTTACCCCGCGT TGAGCCGTGGCTAGATTCTT 252

Ai09B16432 Araip.B09 16432 p2 (AT)7 14 72810911 72810924 GTTGCGATCTGCATCTGAAA AAGGCTATGGGACAGTGGTG 243

Ai09B16434 Araip.B09 16434 p2 (AC)24 48 72821587 72821634 TCCCTTTTTCAATCAAAACACA TTTTGGTAGTTGCGCACTTTT 177

Ai09B16435 Araip.B09 16435 p3 (TGG)5 15 72822195 72822209 CGAGATGTCGCAGGATACAA CGAGGACGACAAGGAGGTTA 263

Ai09B16437 Araip.B09 16437 p3 (AGA)5 15 72835674 72835688 CTAGAGGTTTCTCCGGCCTT TCCCAAACCCACCCATACTA 276

Ai09B16438 Araip.B09 16438 c (CG)6ccttgcgcttgcacgtggcttgggttggtttttttttc(T)1060 72850555 72850614 CCAGAGTGTCGAAATGCGT CTTGGCTTGCAAGTTTCCTC 229

Ai09B16439 Araip.B09 16439 p2 (TA)7 14 72856092 72856105 CCCTGCTGAGAACCCTGTAA TACGTATCAATCGCAAAGCG 227

Ai09B16441 Araip.B09 16441 c (CT)19aacaaattttttaacagagagatcatattatcccaaaataaaaaggttgagggtcgaagtgtcctttt(TC)8122 72858866 72858987 GTAGTGACGATCGTGGAGCA AAGGACACTTCGACCCTCAA 260

Ai09B16443 Araip.B09 16443 p3 (AAT)8 24 72864200 72864223 CAAATGGTCAAACCCACACA ACCCCTCCTGGAAAAGGTAA 262

Ai09B16445 Araip.B09 16445 p3 (TTC)5 15 72893746 72893760 CACCACCTTTCATTCCTTGG GATGCAGACCCTGTTTGGTT 248

Ai09B16447 Araip.B09 16447 p2 (CT)6 12 72913587 72913598 ACTTGGTGCAGGGATGAGAT TGAGTGGTGAATGGGTGAAA 104

Ai09B16451 Araip.B09 16451 c (TCA)16(TTA)8tatgcggttcggttttcagttccactcttcac(AACCG)5cat(ATA)5atgat(ATG)7173 72973746 72973918 AACCGTTTTAAACCGCTCAA GGCTGCCGCTGTATCTGTAT 277

Ai09B16456 Araip.B09 16456 c (TTAT)5attatatatttttttttctttttctcattttcc(T)1063 73017225 73017287 CCTAGCTACCCAAATTTTTCCA GGAATTTTTGGGAACCTACTCA 276

Ai09B16458 Araip.B09 16458 p2 (CT)6 12 73025668 73025679 GGAACATTGAACCTGGAATTG CCATTCGATGCCATTAGATGT 117

Ai09B16459 Araip.B09 16459 p2 (AT)10 20 73026338 73026357 TCTTTTCAAGGTTGTAATGGGG GGGGATAAAATTACCCCAATGT 263

Ai09B16460 Araip.B09 16460 p2 (TC)6 12 73026608 73026619 TTGGGGTAATTTTATCCCCTATTT TGAGGAACTGTGGGAACTTG 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16461 Araip.B09 16461 c (AGA)6tagaaaagatagaaa(AAG)1475 73028642 73028716 TGGAGGATGTGAGTGAGAGAGA CATGGCCAACTCAGTTTTCA 224

Ai09B16462 Araip.B09 16462 p2 (AT)6 12 73029231 73029242 TGTGCGTCGAGTGTCATCTT CGTATGTCTATGCGCCAATG 213

Ai09B16464 Araip.B09 16464 p2 (AT)6 12 73048449 73048460 AGGTCAGGACCTGGGATGTT CAATATTTGGTGATCCAGCCT 115

Ai09B16466 Araip.B09 16466 p3 (TTC)5 15 73069378 73069392 AACACAACCTCTCTCCCCCT GCTTTTGTCTTCCCTTTCCC 185

Ai09B16467 Araip.B09 16467 p2 (CT)6 12 73083474 73083485 TGCAGGGATGAGAAAATCCT AGTGGAGGGGGATATGGTTC 263

Ai09B16470 Araip.B09 16470 p3 (TAT)5 15 73096743 73096757 TCCCCCTTTTTCTTCCACTT GCTCCTGCTCATGTGACAAA 108

Ai09B16474 Araip.B09 16474 p2 (TA)6 12 73135760 73135771 AGAGCCATTCTCCCCTGATT CCATGCAAAAGATGTAAAATGC 246

Ai09B16475 Araip.B09 16475 p2 (TG)6 12 73137659 73137670 GGAGCATACAATTGGGAGGA TTTAATGAAGGCACGCACTG 274

Ai09B16478 Araip.B09 16478 p2 (CT)6 12 73146398 73146409 CGAAAATCACTAACCTCTGTTTCA AACACAGAGAGAGGGAGAGGG 247

Ai09B16481 Araip.B09 16481 p2 (AT)11 22 73165236 73165257 TTTCCGTCGGTAATTTGAGC TTGAATGAGTTGAATTATATGCAAAG 232

Ai09B16483 Araip.B09 16483 p3 (TGA)5 15 73173169 73173183 ATGAACAAGAACCATTGGCA TTTTGGAGTTCGCTTGCTTT 249

Ai09B16486 Araip.B09 16486 p2 (TC)6 12 73197264 73197275 AGAAAGGGGAGAAAAGCTGG ATAGGTGAGGGGTTTTTGGG 266

Ai09B16488 Araip.B09 16488 p3 (TGG)6 18 73214321 73214338 GACAGAACGTGAAAGCCGTT TTGTCCCCATCTACGGATGT 188

Ai09B16489 Araip.B09 16489 c (GAG)5tagtagtgtataagctagacaggttccagagtagggtgactcttgtgtgagttggagcctgatattataaaacctagagtg(TA)6108 73214519 73214626 GGCGTGTCAAAGTGACTCCT AAGGCTCAGCTTAATGCACC 280

Ai09B16494 Araip.B09 16494 p4 (TACA)5 20 73246392 73246411 AGCCTGTGAAGCTAAGGCTG AAGATGGGAGTTGGGCTTTT 196

Ai09B16495 Araip.B09 16495 p4 (TACA)5 20 73252405 73252424 GAAGCTAAGGCTGACCGGAG AAGATGGGAGTTGGGCTTTT 189

Ai09B16496 Araip.B09 16496 p3 (ATC)6 18 73253513 73253530 ATCTCTGGCACACTCGTCAA GGTGTTGGCAATGTTGAATG 260

Ai09B16498 Araip.B09 16498 p3 (GAA)5 15 73287902 73287916 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 205

Ai09B16499 Araip.B09 16499 p2 (GA)6 12 73290674 73290685 GGAGGGTTGAGATGTGAGATG TGTTTCTTAACTTTTTCAAAACTACCT 280

Ai09B16506 Araip.B09 16506 p3 (CAT)5 15 73341271 73341285 TTGGGATATAGTCCCCGTCA GGTGTTGGCAATGTTGAATG 173

Ai09B16508 Araip.B09 16508 p2 (AT)10 20 73343286 73343305 CATGCCGTAAAGCAAAGGTT CTTATTTCCTTCATCGGGCA 114

Ai09B16511 Araip.B09 16511 c (A)10ttggtgcaaggaccaaat(A)1038 73350068 73350105 TGGGTCCCTACACCAATTTT TTTAGTTTGGAGCATTTTACCG 207

Ai09B16512 Araip.B09 16512 p2 (AT)7 14 73351778 73351791 CAAATTGCCACTTGAGTTTGA GTGCATGACCCCCAATTTAC 267

Ai09B16516 Araip.B09 16516 p3 (AGA)29 87 73388134 73388220 CCCAACTCAACACCCTGCTA TCAATGGACTTCATATGACGAGA 247

Ai09B16522 Araip.B09 16522 p2 (AT)7 14 73403160 73403173 AATTGCATCACACTCGAACG TCGCAGGTCGAGGCTAGTAT 101

Ai09B16524 Araip.B09 16524 p2 (TA)6 12 73413587 73413598 GCACAATGTTTTTCTTTCCCA GAATGTCATGCAATGCAACC 202

Ai09B16525 Araip.B09 16525 p2 (TC)18 36 73414468 73414503 GCACCCATTCAAGAGAGAGC AACAGTCTGCAACATGGAAGAA 250

Ai09B16526 Araip.B09 16526 p2 (AG)8 16 73419497 73419512 TGAAAGGGAAATTTAAAACAAAGAA GGCCCAGATCCAAGTACAAA 218

Ai09B16528 Araip.B09 16528 p2 (GA)6 12 73428932 73428943 CAAAATCCTTCCCCACACAT TATCAAGGGCTGGGAGAGAA 251

Ai09B16529 Araip.B09 16529 p2 (AT)10 20 73430938 73430957 TCCTAATCACAATCAAAGCCAA ATTCTGTTGCTTGCATTCCA 192

Ai09B16532 Araip.B09 16532 p2 (TC)15 30 73454830 73454859 GCACCCATTCAAGAGAGAGC AACAGTCTGCAACATGGAAGAA 243

Ai09B16534 Araip.B09 16534 p2 (AG)7 14 73461168 73461181 AGCCAACCCAGATACTGAAA GGCCCAGATCCAAGTACAGA 249

Ai09B16536 Araip.B09 16536 p4 (AAAT)5 20 73470605 73470624 CCACTTTCTCTCCCCTCATTT TCCTGGACTGTTCATTTCGAC 166

Ai09B16540 Araip.B09 16540 p3 (CTT)5 15 73504361 73504375 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16542 Araip.B09 16542 p4 (TTTA)6 24 73511654 73511677 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 272

Ai09B16546 Araip.B09 16546 p2 (TA)6 12 73568484 73568495 TGAGCCTCATGATGATCTGC CAGTTTACACCTCGTCAACCC 254

Ai09B16547 Araip.B09 16547 p2 (GA)6 12 73578375 73578386 TGGAATAAAAATGCCTTCGG AGGGAGCTCGCCAATTTAGT 279

Ai09B16551 Araip.B09 16551 c (GA)7ggaaggagaggagagagaaaaacaaaaggg(GA)6a(AG)669 73601682 73601750 TGGGGAGAGACAGAGAGAGAAG CCAGTTACTCCCTCCCTTCC 260

Ai09B16555 Araip.B09 16555 p4 (TTTA)6 24 73629352 73629375 GAAAGGGAGATGATGTAAAATAGAAAA TTGGTGTTTTCCCTCCAAAA 280

Ai09B16558 Araip.B09 16558 p2 (CT)6 12 73661296 73661307 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 246

Ai09B16560 Araip.B09 16560 c (A)10g(A)10 21 73687671 73687691 TGATTTAAGTGCGGGAAATTG TGGGACATTTTGTTCCCTTT 251

Ai09B16563 Araip.B09 16563 c (CT)6ttg(AT)8 31 73708912 73708942 AATTGGATAACCCCCAATCC CAGGTTTTGAATTTGAGCCTCT 230

Ai09B16564 Araip.B09 16564 p6 (TTTATT)5 30 73710207 73710236 TGTAAAATTTGGGGGAGCCT ATACCGTGATCCCTGACTGC 236

Ai09B16566 Araip.B09 16566 c (T)14cttctttttctttttaggtgtgaaacggaaacgtgttatgagtgtcggaagaagt(GAA)687 73722747 73722833 GAGAAACCAAGCAAGCGAAC ACAGCCACTCGATCCACTCT 238

Ai09B16567 Araip.B09 16567 p2 (TA)11 22 73723351 73723372 CCCTGATATTGTATCCGGTCA CGGAAAGGATGCTGAAATTG 236

Ai09B16568 Araip.B09 16568 c (T)14cttctttttctttttaggtgtgaaacggaaacgtgttatgagtgtcggaagaagt(GAA)687 73724486 73724572 GAGAAACCAAGCAAGCGAAC ACAGCCACTCGATCCACTCT 238

Ai09B16569 Araip.B09 16569 p3 (CAA)5 15 73726303 73726317 AAATCCGGACCAACATCAAA GCAGAAGGAATCAGAGCCAC 260

Ai09B16577 Araip.B09 16577 p2 (AT)6 12 73771433 73771444 AATTGGTTTGGTTTGGTTCG CAAAGCTTCCAACTCGGTTT 195

Ai09B16584 Araip.B09 16584 p2 (CT)11 22 73808653 73808674 TTAGCCTAAATCGGGTCACG AAACCTTGTTAATGGGGCTG 235

Ai09B16587 Araip.B09 16587 p2 (TA)13 26 73814943 73814968 GGAGCAAAATTGAACTAGGCA TGCATTTTGTGGATTTCTGG 222

Ai09B16590 Araip.B09 16590 p3 (AGA)5 15 73829490 73829504 CTCGAAGGTGGAAGCTTTTG CCTCTCCCTCCATCTCCTCT 195

Ai09B16594 Araip.B09 16594 p2 (GT)6 12 73850776 73850787 TTGGGTAGCTAGGCATGATTTT GGGCTAAGGTAAGGGTGAGG 127

Ai09B16595 Araip.B09 16595 p2 (AT)6 12 73867779 73867790 CACACTCGAAACGTCGAAGA GCCTTGTCTTTGCAGGTCA 103

Ai09B16596 Araip.B09 16596 p2 (TA)6 12 73875742 73875753 GAGTGTTTGATGGCTGACGA CCGAGTGGTCTTGCTTCTTC 186

Ai09B16598 Araip.B09 16598 p2 (TA)7 14 73887355 73887368 TTTCTGTTGGGGATGCTACA CCAACAAGGCAATGATGTTG 280

Ai09B16601 Araip.B09 16601 c (TC)8ta(T)11 29 73893737 73893765 AGCATTGGCGTTGATTTCAT TTCTAGTTCGGTCCCTGGTG 255

Ai09B16602 Araip.B09 16602 p3 (TAA)10 30 73907937 73907966 CACGACGTGTCAATCTACCG TTGGACTTGTACCCACCCTC 229

Ai09B16603 Araip.B09 16603 p2 (TA)7 14 73916115 73916128 ATAATGTGGTGGCAAGGGAG TTCATTCTTAGCTGGAAGCCA 107

Ai09B16605 Araip.B09 16605 c (GAT)6gaaa(AAG)537 73922471 73922507 TGTGTTTCTTCTTCTTCTTTGTTTG TTCTCCCTCCTCCTCATCTTC 177

Ai09B16608 Araip.B09 16608 p3 (TCA)6 18 73931488 73931505 AAAACTCTCTCCACCCTCACC GGTGGGAAGTAAATGGCAGA 261

Ai09B16612 Araip.B09 16612 p2 (TC)6 12 73942625 73942636 ACCACACTCGGTGTGTCACT TGCCCCCTAGTGCTAACATC 274

Ai09B16613 Araip.B09 16613 p3 (ATT)7 21 73946413 73946433 ACAATGATGACCCCACCACT TGCAATGCATGTGTACAGGA 203

Ai09B16616 Araip.B09 16616 p2 (AG)18 36 73964512 73964547 GTGGGCTAAACCGATTGGAC GGTTTGAAGTGGAGGGTGAA 189

Ai09B16617 Araip.B09 16617 p3 (TGA)5 15 73966424 73966438 GGACGGTGACTTAAGCTTGG TCCATCAATTTCACATTCATCA 183

Ai09B16618 Araip.B09 16618 p2 (AG)12 24 73970537 73970560 CCTAAAGTTAGGCCAACGGG GGGTTTTGCTCTCCCTTCTC 167

Ai09B16619 Araip.B09 16619 p2 (TA)7 14 73995098 73995111 TTTTTCAAATGACGCAGACG TGCATTTGCATTTGCACTCT 202

Ai09B16621 Araip.B09 16621 p2 (GA)6 12 74008761 74008772 TCGAACACAGAGAGGGAGAGA TCTCTTTTTAAATTTCGAATACTAACC 172

Ai09B16624 Araip.B09 16624 c (T)12gaaaaatttttaataactcaataaaaaccaataacctcttaatttacgaaaaagc(A)1178 74023934 74024011 TGAAGGTCAAGATGAACACGA CTAGATCGCGCGAGAGTTTC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16625 Araip.B09 16625 p3 (TTA)16 48 74041134 74041181 TTGCCATTTGGTTTAAAGGG GCAGGAAAAGAAAAAGCACG 207

Ai09B16626 Araip.B09 16626 p5 (TTATC)5 25 74069382 74069406 CCTGGGTGCTCCAGTGTATT GCAAATGTAAAACCATGCGA 201

Ai09B16627 Araip.B09 16627 p2 (TA)6 12 74080386 74080397 AAGTTCACGTACAAACCGGG TTAACTAATAACCCCGGCCC 228

Ai09B16630 Araip.B09 16630 p2 (AT)6 12 74121199 74121210 TGATGGGAATCAAAAGGCTC TCGAGTTTGGACAACTGACG 252

Ai09B16632 Araip.B09 16632 p3 (GAA)5 15 74132384 74132398 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai09B16635 Araip.B09 16635 p2 (GA)6 12 74145957 74145968 CAGAGAAGGAGAGAGGGTTCG TTCGAAAACCACAAACAACTTTT 243

Ai09B16636 Araip.B09 16636 p2 (AT)6 12 74147540 74147551 TGATGGGAATCAAAAGGCTC TCGAGTTTGGACAACTGACG 252

Ai09B16640 Araip.B09 16640 c* (AT)11(T)10* 31 74182791 74182821 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 216

Ai09B16646 Araip.B09 16646 p2 (AC)7 14 74228804 74228817 GAGCATGTACCCAATTTCCAA CCCAAATGGCCTTACCTTTT 250

Ai09B16649 Araip.B09 16649 p2 (TC)6 12 74238403 74238414 TCTCTCTCCTATTTTTCAAAACTTCC CCTGGACTCTTCATTCCCAC 272

Ai09B16650 Araip.B09 16650 p5 (ATTTT)5 25 74247412 74247436 ACAACCCACCACGGTATGAT CACAATTCCAGCCCAACTTT 247

Ai09B16651 Araip.B09 16651 p2 (AT)7 14 74271484 74271497 TCGATTGCTAGCCTCTTCCT GATAAAAGAGTGCGGGTGGA 169

Ai09B16652 Araip.B09 16652 p2 (AT)18 36 74271626 74271661 TCCACCCGCACTCTTTTATC CGGTATCTGGGTTGCTCAAT 205

Ai09B16654 Araip.B09 16654 p2 (TG)6 12 74275741 74275752 CAATGAGTGCACAATTTCGG TGCAGTTGCAACAAGGAAAG 247

Ai09B16655 Araip.B09 16655 p2 (TC)6 12 74288481 74288492 GAGGTCTTACAGCAGCCGAG AAGAAGAGCCACGCTACTGC 178

Ai09B16656 Araip.B09 16656 p4 (TAAA)10 40 74294645 74294684 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 272

Ai09B16663 Araip.B09 16663 p2 (GA)6 12 74333449 74333460 AGAAAGGGAGAGAGGGTTCG TCCTTTTCAAATCTTTTTCAAAATTC 238

Ai09B16664 Araip.B09 16664 p2 (AT)11 22 74337864 74337885 ATGGGTCAACAACGGAATGT GGTAGCTTTCTACGGGGGTC 241

Ai09B16671 Araip.B09 16671 p4 (ACAT)5 20 74401004 74401023 TGCTTGTTGAAAATTAGGAAAAGA TGAAAATGTGCAACCACACA 266

Ai09B16672 Araip.B09 16672 p2 (GT)6 12 74401492 74401503 CCATATGGCCAACCCTTACA ATATTTCCCACGAATTCCCC 189

Ai09B16675 Araip.B09 16675 p2 (AT)6 12 74420802 74420813 ACCCTTTTGGCTTGGAGTTT TTGTCCCATGTGCATTGATT 191

Ai09B16678 Araip.B09 16678 p2 (CT)6 12 74461056 74461067 GGCAAGAAGTTGGCGTTAAA GAGGGATTTTTGGGGAAGAG 220

Ai09B16682 Araip.B09 16682 p2 (CT)6 12 74514574 74514585 GGAACATTGAACCTGGAATTG GCGCTACCTGTAAAAATCGC 245

Ai09B16683 Araip.B09 16683 p2 (CT)6 12 74522452 74522463 TTGGAAACATTGAACTTGGAA TTTGAACCAGTTTTGGGACC 210

Ai09B16684 Araip.B09 16684 p2 (AT)6 12 74523895 74523906 TTGGGGTATTTTGTCCCCTT TGTGGGGAAAGTGGGTTTAG 228

Ai09B16685 Araip.B09 16685 p6 (CATAAT)8 48 74547459 74547506 TTGGACTGTCCCTCTATCGC AGTGCGGTGTATGCTGTGAG 162

Ai09B16686 Araip.B09 16686 c (AT)10gttcaaaagggataaactttagtgtggataataggttaaaaattaatttatgcttacagggatagtatacatacatataggcacgcacg(AT)11131 74555557 74555687 CGGTTGAGGGTTATCCATGT TGCCAACATACTACATATCCTTTTG 275

Ai09B16687 Araip.B09 16687 p2 (AG)15 30 74557862 74557891 TCCTAAACCCCAATTTCACAA GCTGTGTTTGTTACCGACGA 260

Ai09B16688 Araip.B09 16688 p3 (TTG)6 18 74559981 74559998 GCAACATGTGAAGAGCTGGA TGCTGCAGGGATCACACTAC 156

Ai09B16692 Araip.B09 16692 c (A)12tgttatttgtaccattcttggtattaataatatatagaaaaaggaaaaaaatatacaagaaatgttaccttaat(A)1298 74582186 74582283 AATGTCAAAACCGGCAGATG TGATTCGCATTTGTCATGGT 262

Ai09B16698 Araip.B09 16698 p2 (CT)6 12 74599102 74599113 TTTTCCATCCTAATTTCGTGC TTTTGCATGCTTCTTTTCCA 170

Ai09B16699 Araip.B09 16699 p2 (AT)8 16 74611571 74611586 TGCACCAACTAAGGGACACA ATCAAATCGTGGCAAGAAGG 236

Ai09B16701 Araip.B09 16701 p2 (TA)6 12 74626526 74626537 TTTTCGGGAAGCAAAGATTG GGGATTAAACCACCGTCCTT 206

Ai09B16702 Araip.B09 16702 p2 (AT)7 14 74627724 74627737 GCTGGTTTTTCTCCACGAAG CGTAAGCAGAACGACAGAAGAA 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16704 Araip.B09 16704 p5 (CTTTT)5 25 74639228 74639252 GGCACCTCGTAGATCATATATTCA CACAAACTGCTCTTTTTGTTCC 213

Ai09B16707 Araip.B09 16707 p2 (TA)7 14 74655804 74655817 CGCAACACTCCGATTGATAA TTTGTGTCCCTTTGGGTTTC 209

Ai09B16713 Araip.B09 16713 p2 (AG)7 14 74683770 74683783 AACAACAACGTACGGCACAC AGACACACCCTAACCACCCA 136

Ai09B16718 Araip.B09 16718 p3 (GAA)6 18 74694094 74694111 CCAATTTCAACAACAATTGCC TGAGGGGACTTTTTGAGACG 193

Ai09B16719 Araip.B09 16719 p3 (GAA)6 18 74698752 74698769 CCAATTTCAACAACAATTGCC TGAGGGGACTTTTTGAGACG 195

Ai09B16723 Araip.B09 16723 p2 (AC)7 14 74773419 74773432 AAGGAAGCGTGAATTGTTGG TCACAACTTGTTTGGTTGCC 242

Ai09B16725 Araip.B09 16725 p2 (CT)6 12 74989724 74989735 GGAACATTAAACTTGGAATGGA GATAGTGCCGCGACCTGTAT 268

Ai09B16726 Araip.B09 16726 p2 (TA)7 14 74991018 74991031 CTATCGTTTACTTCGGGGCA TGGAGAAATTGGGATTGAAAA 263

Ai09B16730 Araip.B09 16730 p2 (TC)12 24 75009279 75009302 TCTTCGTCCTCTTTTCCCTG GGCCAGTAGCACATGTTTGA 248

Ai09B16739 Araip.B09 16739 p2 (AT)9 18 75111372 75111389 TGACTCCCCTTTCCATCTTG GGGCATGGTTGGTTATTCAC 201

Ai09B16740 Araip.B09 16740 p3 (AAT)5 15 75120386 75120400 CCGGCAGTACTAAAGAAGCC AAAGGCTTGCTATTGCCAAA 220

Ai09B16742 Araip.B09 16742 p2 (AT)7 14 75256109 75256122 TGACTCCCCTTTCCATCTTG AAGGGGTATGGTTGGTTATTCA 200

Ai09B16744 Araip.B09 16744 p3 (GAA)5 15 75274651 75274665 ACAAGCACGTGGTTAGGGAC CACACAACCCAACCCTCTCT 254

Ai09B16745 Araip.B09 16745 p3 (AAT)7 21 75277163 75277183 TTCTTGTCCTTGCTCCTGCT CACCCGTGTGTTTCTTTCCT 163

Ai09B16746 Araip.B09 16746 p2 (AG)6 12 75277501 75277512 TGAGGGAAGCAGAGATGTGA TTTCTTATCCTTTTCAAAACCACC 268

Ai09B16748 Araip.B09 16748 p3 (GAA)6 18 75318252 75318269 GCTTTTGTCTTCCCTTTCCC AACACACCTCCCCCTCTTCT 188

Ai09B16749 Araip.B09 16749 p2 (AG)7 14 75320711 75320724 GGTTCCCTTTAGGTGAGTGGA CCAACTTTTTGTTTGTTTCTTATCTTT 262

Ai09B16750 Araip.B09 16750 p2 (GC)7 14 75328936 75328949 TTGCCAACTGACTCAAGCAC AAAGGAGGTGAGAAAGGGGA 276

Ai09B16761 Araip.B09 16761 p3 (GAA)5 15 75616622 75616636 CTCGGAGGTGGAAGTTTTTG AGCCCTCCATTCTTCCTCAT 258

Ai09B16762 Araip.B09 16762 p2 (AG)6 12 75619511 75619522 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 231

Ai09B16764 Araip.B09 16764 c (T)10ggttttttttcttc(T)10g(T)10cactttaatgcttcttc(T)1173 75706528 75706600 TCACGAACATTTGAAGCACA AAGAGTCCAGTGTTTTTCGCA 258

Ai09B16766 Araip.B09 16766 p2 (CT)10 20 75713229 75713248 CTCGCACCAGTAGCATGAAA AACCTTGTTAATGGGAGTGGG 272

Ai09B16769 Araip.B09 16769 p2 (TA)9 18 75736021 75736038 CCTGACTTTGCCTAAACAAGC TGCCGTATTAGTCATGTCAACC 262

Ai09B16770 Araip.B09 16770 p2 (TA)8 16 75745211 75745226 GCTAACAAGGGGCCAACATA TGGCAACTCAATCAAACATGTAA 272

Ai09B16772 Araip.B09 16772 p2 (TA)8 16 75757455 75757470 CACAGATTAACGCTCTAGCCAA GGGGATTGTTCCTGTTTGAA 174

Ai09B16774 Araip.B09 16774 p2 (TC)14 28 75763005 75763032 ATTGAAAGAGCCCTAACGCA ATTTTGGTTGTTGAGGCAGG 280

Ai09B16779 Araip.B09 16779 p2 (TA)8 16 75803948 75803963 ATGCCACAAGCACATGGTTA GAAAAACACAAAGCTTGCGA 212

Ai09B16783 Araip.B09 16783 c (A)10ggggggggcatcggcgcgctagcacgctgt(GC)652 75840789 75840840 GAATGCTGAGATTGGTGCAA TTTGTACCAGATGTTGCGGA 109

Ai09B16784 Araip.B09 16784 p2 (GC)6 12 75840945 75840956 TCCGCAACATCTGGTACAAA GAAGGAGAAAAGCATGGTGC 173

Ai09B16785 Araip.B09 16785 p4 (AATA)8 32 75863426 75863457 TGAAAATCTTGGGAATTGGG GCTTTTGGACATTTTTCTCCAC 187

Ai09B16788 Araip.B09 16788 c* (T)13aagttcaatttctctattaatttcaaggatgagatattccccctttcaaaaagaatttgatttcc(T)11(TA)6*100 75887426 75887525 CTCTCTTCCCCCTTTTGACA GGGGAATTATGCATGCTTTT 197

Ai09B16789 Araip.B09 16789 p2 (TC)7 14 75897775 75897788 CCTAAATGGAGCAGGGATGA GGAGATGGAGGGGGATATGT 205

Ai09B16796 Araip.B09 16796 p2 (TA)7 14 75927026 75927039 AGATCACCATGGACAAAGGC GCACCCCATAATGTCCAAGT 273

Ai09B16797 Araip.B09 16797 p2 (GA)11 22 75927163 75927184 CCCCCATCGAGTAGTATGGA GCTAACAGCTGATGGGTTCC 189



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B16798 Araip.B09 16798 p2 (GA)12 24 75927290 75927313 CAGCTGTTAGCAGCAGGTTG TAGCAGGGACGGTTGTGATT 226

Ai09B16801 Araip.B09 16801 p2 (GA)30 60 75937475 75937534 AAAATGGTTGTAATCTCCCCC TCAGCTCAGAGCATGTCCAG 226

Ai09B16802 Araip.B09 16802 c (A)10ttatacatttaactttttatttatttaaattttaattaatctttgataaattttaggctttggttttctattttt(A)1297 75945313 75945409 CAACCAAATTTGTTCTCCCA CACACCCATCACCTCAAATG 238

Ai09B16806 Araip.B09 16806 p3 (TTG)5 15 75956979 75956993 GGTGATGAGTTGTGGCTTCA TCCAGGAAATGGAGGAACAC 191

Ai09B16809 Araip.B09 16809 p2 (TA)6 12 75985794 75985805 TGAATCCTTGGTTAGCTTGGA TTCACCATTTACTTTGGGGC 231

Ai09B16810 Araip.B09 16810 p2 (GC)6 12 76001571 76001582 CATAAGGTTGGCCCAAATGT ACTCACATCAGGCACTCACG 162

Ai09B16813 Araip.B09 16813 p2 (GA)6 12 76021847 76021858 CACACACACCCAGATCCAAG CGGAACAGCCTCATTCTCTC 239

Ai09B16814 Araip.B09 16814 p2 (CT)9 18 76022041 76022058 CCTCACTTTCGGCTTCTACG GCCTGCAGAGACATCGAAAT 115

Ai09B16816 Araip.B09 16816 p3 (CTT)7 21 76023906 76023926 TCGTAAAGAAAAGGGGAGGG TTCCAAAATCACCCATGAGA 258

Ai09B16820 Araip.B09 16820 p4 (AATA)7 28 76070761 76070788 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 135

Ai09B16821 Araip.B09 16821 c (TC)6cctcttctccttttctctccccctcctctctctctttctctccctcc(CT)875 76085575 76085649 TGCACCAGTTTAAATCAGTTCAT GGGGAGAAAGAGAGAGAGGG 280

Ai09B16822 Araip.B09 16822 c (TC)6ccctttttttccccttcccccctctttctcttc(CT)9cccttttccttttctctttctctccctctctcttcttatcttc(CT)6118 76085846 76085963 TCTTTTTCTCTCTCTCCCTTCCT GAGAAAGAGGGGCAGGGG 249

Ai09B16823 Araip.B09 16823 p2 (CT)6 12 76086094 76086105 TCTCACTCTCCCCCTATCCC GGAAGAAAGAGCGCAAAAGA 158

Ai09B16824 Araip.B09 16824 p3 (CTC)5 15 76086210 76086224 ATCTCGCTCCCTCTCTCTCC TCTCTTCTCTCTTTTTCCCCC 271

Ai09B16825 Araip.B09 16825 p2 (GA)8 16 76086552 76086567 AGATATAGAGTGAGAGAAGGTTGAGAG TTTTTCTTCCCTCTCCCTCG 278

Ai09B16826 Araip.B09 16826 c (GA)8aagaaaaagggagagcgaggaaaaggagggagagagagaaaggaagagagaagggag(GA)787 76086717 76086803 GAGAGGGAGAGAAAATAGAAAGAGA CCCTCCCTTCCCCCTTCT 246

Ai09B16827 Araip.B09 16827 c (AG)7aagaggaagaaagaggagaaggagagagagaa(AG)7aa(AG)776 76086923 76086998 GGAAAGGGGAGAAAAAGGAA TCCCTCCCCTCTCTCTGTCT 145

Ai09B16829 Araip.B09 16829 p2 (TC)9 18 76089330 76089347 GGTAGTGGTGGATTTGGTGG GACCAGTCGTCGTCTCCATT 165

Ai09B16830 Araip.B09 16830 p2 (TA)7 14 76091713 76091726 TTGAAACCTATCGACATATATCACC TGGTGGGATTCTACTCCATGT 230

Ai09B16834 Araip.B09 16834 p3 (TGT)5 15 76115222 76115236 GCCTTAGGTGAGGTGCTCTG GCTCCAGCATGAAGACAACA 236

Ai09B16836 Araip.B09 16836 p2 (AG)6 12 76125260 76125271 TTTTTCGGACCAAATCCAAG GAACATTGAACCTGGAATGGA 209

Ai09B16837 Araip.B09 16837 p2 (TA)6 12 76132681 76132692 AGAAATCAATGCACATGGAGG TGTAATGGGGCCAAGGTAAA 211

Ai09B16839 Araip.B09 16839 p2 (CA)7 14 76167220 76167233 GGGCTCTTCTCTGCATTGAG AGCAACTGGAATGTAGGTATCG 221

Ai09B16840 Araip.B09 16840 p2 (AG)6 12 76167641 76167652 AGAAACGGCGATCAAAGAGA CTTCGCCCTTCACACTTAGC 266

Ai09B16841 Araip.B09 16841 p2 (TA)6 12 76169867 76169878 TTCACCACTTACTTTGGGGC TAAGTGTGGGGAAAAGAGCG 227

Ai09B16845 Araip.B09 16845 p2 (TA)8 16 76187103 76187118 TGCAACCCAGAGCTTCTGTA CGATTTTCCGCATACGATTT 179

Ai09B16848 Araip.B09 16848 p4 (AACT)6 24 76216879 76216902 CCCTTTTTAATACTCAGCAGCAA TCATCCAACACTCCCAAACA 182

Ai09B16851 Araip.B09 16851 p2 (TA)6 12 76264616 76264627 GGACCGTGCAACGTTTAAGT AATGGAACGCTCTAAAAGGGA 276

Ai09B16852 Araip.B09 16852 p3 (ATA)5 15 76265363 76265377 AGTGTGGGGGAAGATTTGTG CAATCACTCATGCATTCTTCTTTC 280

Ai09B16854 Araip.B09 16854 p2 (TA)26 52 76271071 76271122 GGGCGCAGAGTGTTGATTAT GGGCGCAGAGTGTTGATTAT 202

Ai09B16855 Araip.B09 16855 p2 (GT)6 12 76282188 76282199 TCAGATAAATGGTGGTGCGA TTGCAGGACGGAGCTAGTTT 220

Ai09B16856 Araip.B09 16856 p2 (TA)10 20 76283152 76283171 GCCAGCTTATGGACTCCTTG TGACATCATTCAGTCATCTAGCC 159

Ai09B16858 Araip.B09 16858 p3 (ATA)7 21 76284677 76284697 TTTAAACTCATGAAGAAATACCGA CAACCCGAATTTTCATGTCA 244

Ai09B16860 Araip.B09 16860 c (T)10aatctg(A)10 26 76291945 76291970 TCTTTTCTTCCCAACGCACT TAGGTGGGAGACAACCCATC 216
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Ai09B16862 Araip.B09 16862 p2 (AT)8 16 76305799 76305814 TGTCAACAACTTTGCTTCGG TTGCATATCAACTGTAGCCACC 197

Ai09B16863 Araip.B09 16863 p3 (ACA)7 21 76305997 76306017 TGGTGGCTACAGTTGATATGC TCCATCTAGCTCATCCCACC 215

Ai09B16865 Araip.B09 16865 p3 (AAT)6 18 76314425 76314442 ATGTTGGCCACAAAACACAA TCCCAAACGTTGGAGAAAAA 196

Ai09B16868 Araip.B09 16868 p2 (TC)6 12 76341849 76341860 TCTTTTTCAACTAACCACTTTTTCAA AGAGAGGGAGAGAGGGTTCG 213

Ai09B16870 Araip.B09 16870 p3 (TTC)5 15 76350680 76350694 AGCTTCTCTTCGACCACCAA GGCAGTGAGACAAAGAAGGC 204

Ai09B16873 Araip.B09 16873 p5 (AGAAA)5 25 76380901 76380925 TATTGCATGGATGATTCCCA TCACAATGACAATGCTGCAC 138

Ai09B16876 Araip.B09 16876 c (T)10gtactgcacttttcaagaaagctacctc(T)1149 76383642 76383690 TTCTAATCCCAATAGATATCCCAGA GCATTTTTCCTTTAAATTCATGC 224

Ai09B16877 Araip.B09 16877 p2 (AC)6 12 76384166 76384177 CGCTTTCGGCTATGCTACTC GTCCTTTCCCTCGCCTTATT 272

Ai09B16878 Araip.B09 16878 p3 (TGA)5 15 76386762 76386776 GGTGTTGATGGAGCTGGTTT TCACTGACCCAAAGCAAGTG 262

Ai09B16879 Araip.B09 16879 p2 (TC)6 12 76408983 76408994 TTCTCCGTCAGAGCATCCTT ATCACACTTTGTCGCTGTCG 262

Ai09B16880 Araip.B09 16880 p4 (TGAT)5 20 76416296 76416315 GCATGCATGTCGTAGCTCAA GCAATCATGAAACTAACAATTCG 280

Ai09B16881 Araip.B09 16881 c (AT)16gtgtgtgtg(A)1051 76438450 76438500 GGTGGCATTGCTTTTGTTTT TTTTGATCTTGCCTTTTGGTTT 279

Ai09B16883 Araip.B09 16883 p2 (CT)7 14 76490008 76490021 ACCGTATGAAGATCCATCGC ATGCAAGCAACCAAACACAA 127

Ai09B16884 Araip.B09 16884 p4 (TAAC)5 20 76491521 76491540 AACCTCAACAAAGAGTCCAACAA CTCTCCTTCAACCGTCATCC 230

Ai09B16885 Araip.B09 16885 c (A)10gagggacctaaggctacgcttatatacagtagctatagtatacgg(A)1267 76495320 76495386 AGAGGGACCTAAGGCTACGC CCAAAGGCTACGCTTTTCAG 244

Ai09B16890 Araip.B09 16890 p4 (TTAA)5 20 76542167 76542186 CCATATGAAGCAGTAGTGGGG TTTCGAAAATCCTCACCCAT 272

Ai09B16892 Araip.B09 16892 p2 (TC)6 12 76566846 76566857 GGAATGCACCCATTCAAAAG AACAGTCTGCAACATGGAAGAA 233

Ai09B16893 Araip.B09 16893 p2 (TC)6 12 76573828 76573839 GGAATGCACCCATTCAAAAG AACAGTCTGCAACATGGAAGAA 233

Ai09B16894 Araip.B09 16894 p3 (TTG)5 15 76577538 76577552 TTCGGATCTTCAAGTGGTCC AAACCCAACAAATCCACCAG 216

Ai09B16897 Araip.B09 16897 p3 (GTG)5 15 76626760 76626774 GGAACCTGGTAGGCGTATGA CAGTCACGCGAAACCTACCT 266

Ai09B16899 Araip.B09 16899 p2 (AT)10 20 76642839 76642858 GGGTTGTAATAGGGCTGAGG TGCACATGGGATAAAATTCAA 219

Ai09B16901 Araip.B09 16901 c (T)10ctttctttttctccttttttatttttttctt(TA)17tta(T)1088 76655941 76656028 TTCACCACTTACTTTGGGGC GTGGGAAAAGTGCATTTGGA 257

Ai09B16902 Araip.B09 16902 p3 (CAC)5 15 76663487 76663501 TTCAAATCCATTAACCCCCA GCAAAACCTGGTAGGCGTAT 232

Ai09B16905 Araip.B09 16905 c (TTTTTA)6ttttctatcttcttcttctttctctacttttgactttaaggaggagcttcttgtctattgaaagtctctttcttttctttc(T)10127 76686641 76686767 CATCTAACTGGACGCTCTTTGA CGCCTCCTCAGAGTCTTCTC 256

Ai09B16907 Araip.B09 16907 p4 (CTAA)5 20 76701150 76701169 CCAAAAGCATTCTCAAAGGC TCACCACCCACCATACTCAA 270

Ai09B16910 Araip.B09 16910 p2 (CT)9 18 76709683 76709700 CTCCCGGAAGGTGATAATGA CTAAAAGCGCTAACGGGTTG 176

Ai09B16911 Araip.B09 16911 p2 (GA)14 28 76717716 76717743 ATATGACCCGGTGCACTTGT ACCATGGAGATGGAGTAGCG 208

Ai09B16912 Araip.B09 16912 p2 (TA)8 16 76724792 76724807 GAGGACATGGTGTTTGGCTT AAAGTGCAACGCTCAGGAAT 268

Ai09B16913 Araip.B09 16913 p3 (ATT)30 90 76724914 76725003 ATTCCTGAGCGTTGCACTTT CGTAAAGCTGAGGTGGTGTG 205

Ai09B16914 Araip.B09 16914 p2 (TC)7 14 76728251 76728264 TTAGCCGCCTTTTTGTATGG CAGGGTATGTTCGGTTGCTT 203

Ai09B16917 Araip.B09 16917 c (TAT)6tgtcgtcgtcgtcttcattg(TTA)1480 76739623 76739702 GATATAACAACCCGAACTTTTGAA GGCTAATCGAATGGAATCAA 280

Ai09B16918 Araip.B09 16918 p2 (CT)8 16 76748652 76748667 AACCCCGATTGCCAAATTAT CACCATGTAAAAAGGGAAAAGAA 263

Ai09B16919 Araip.B09 16919 p3 (ATT)6 18 76748881 76748898 TTCTTTTCCCTTTTTACATGGTG GGGGAAAGTTGTGAAAAGCA 253

Ai09B16921 Araip.B09 16921 p2 (AT)8 16 76755543 76755558 AGCACACAAACTGCTGTTGC AGCAGCTTTCCGAAATTGAA 263
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Ai09B16922 Araip.B09 16922 p2 (TG)6 12 76759977 76759988 GGTCATGGCTTGCATAGGAT GCCAATAGCAACAAACCTCA 164

Ai09B16924 Araip.B09 16924 c (A)12gaatataaacttaactaatg(A)1547 76762480 76762526 ATGGCTTTATGCCAAATGCT CCTTAAATAAATACCTGCTAAAAGACC 182

Ai09B16928 Araip.B09 16928 p2 (AT)8 16 76774140 76774155 GGTGGTACAACTCTTAGGTGGA GTACCCTAGCGGGCCTAAAC 265

Ai09B16933 Araip.B09 16933 c (AT)7acagtggagataataaatatctaagcaagtctataaaac(A)1265 76806773 76806837 ACTCGGCATGCGAAGATAAC TTTCAGATGCAGGACGTGAG 278

Ai09B16944 Araip.B09 16944 p3 (CAT)6 18 76866688 76866705 GTGACACCACTACTGCCACG AGTATGGAGGCCGAGGAACT 152

Ai09B16945 Araip.B09 16945 p3 (GAT)6 18 76867555 76867572 TGAAGGAGAGGGAGAGGTGA GTGACACCATTACTGCCACG 118

Ai09B16946 Araip.B09 16946 c (CT)16(ATCT)9 68 76873038 76873105 CGCAAATGGTATGTCAATCG TCCCATTTCAGCACAAATCA 167

Ai09B16950 Araip.B09 16950 p3 (TTA)5 15 76924042 76924056 TTTTATTCCTTTGGGCCCTC TGAAGCAAGAAAAAGCAGCA 254

Ai09B16953 Araip.B09 16953 p2 (AT)6 12 76994711 76994722 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 271

Ai09B16960 Araip.B09 16960 p2 (GT)6 12 77078074 77078085 TGGGAAACTCGAGGGACTTA AAATGCTAACGGATTGGACC 264

Ai09B16962 Araip.B09 16962 p2 (GT)6 12 77080189 77080200 TGGGAAACTCGAGGGACTTA AAATGCTAACGGATTGGACC 264

Ai09B16965 Araip.B09 16965 p4 (AAAT)7 28 77091826 77091853 TCCTAATCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 254

Ai09B16966 Araip.B09 16966 p2 (AT)6 12 77100041 77100052 CCGGATACGATTTTCCGTTA CTCTGCTCTGATTTCTTTGCTT 257

Ai09B16967 Araip.B09 16967 p2 (AT)22 44 77108150 77108193 ATGCGCAGACAAGAATGATG TTGCTTAATGCAACCCAAGA 271

Ai09B16968 Araip.B09 16968 c (T)12(A)11 23 77118711 77118733 TTACGTCGAAAACTCAGGGG CGCGGTATGATCGTTCTTTT 272

Ai09B16970 Araip.B09 16970 c (T)10gaaataagtttg(A)1032 77154570 77154601 TGAGAAGAGGTTGAAGAAGAATTG GTCGTTAAACGCCCAAAAGA 265

Ai09B16971 Araip.B09 16971 p5 (AAAAT)6 30 77160288 77160317 TGACGGAGAAAGGGAGATGA CGAAATTTTCCTTTAAAAATTCAGA 243

Ai09B16973 Araip.B09 16973 p3 (CAT)5 15 77164798 77164812 AGAGGCATCGCGTCTACTGT GACGGTAAGATCGTCCCTGA 188

Ai09B16974 Araip.B09 16974 c (AG)10aaagaggaagagagaagggagaa(AG)6aagagagaa(AG)778 77179531 77179608 TGCATCAGTTTAAACCAGTTCAT CTTCGCCCTCCTCTCTCTCT 280

Ai09B16975 Araip.B09 16975 p2 (GA)8 16 77179779 77179794 AGAGGAGGGCGAAGAAAGAG TCTCTCCCCCTTCCCTTATT 176

Ai09B16980 Araip.B09 16980 p3 (ATC)5 15 77202189 77202203 CAATCGCCGCTTTATCTAGG AATTGCGCACGTTAGGATTC 226

Ai09B16981 Araip.B09 16981 p3 (AAT)8 24 77203278 77203301 CCAAACATGAGGACGAAAAA AGCCGTGTGGTGTACTTTCC 280

Ai09B16992 Araip.B09 16992 p2 (TA)12 24 77270532 77270555 GGTTTATCAACCTCCCCACA GGCCTTGGTTGTGCATAAAT 241

Ai09B16999 Araip.B09 16999 p2 (TA)7 14 77316431 77316444 AACCTGCAAAGCTAAGGCTG TGTTTTTCAGATGCAGGTCG 264

Ai09B17000 Araip.B09 17000 p2 (AT)9 18 77320776 77320793 GGCAAACCCAAATAATGCAC CGTGTTGTGGTGTTCTGTCC 154

Ai09B17001 Araip.B09 17001 p2 (AT)6 12 77323988 77323999 TCTCCAGTTTCCAGCCCTAA GCTCCACCAAAGCTCAAACT 228

Ai09B17002 Araip.B09 17002 p2 (AT)7 14 77332804 77332817 TTAATTAGCGGCCGAAACTC AAGCTTTTCTTCATGCCACAA 276

Ai09B17004 Araip.B09 17004 c (A)10tatgtatatataaaaaaat(A)1039 77347854 77347892 TGTGGGGAAAAGTGGTTTTG TTCACCACTTACTTTGGGGC 272

Ai09B17007 Araip.B09 17007 p4 (TTTG)5 20 77373017 77373036 GGTTGTCACCGACTTCGTTT TCCAAGGCCTGAAATCACTC 274

Ai09B17014 Araip.B09 17014 p2 (GC)6 12 77432656 77432667 GGCGCGAAGGTATTAAACTG CCTGAGGCACAACCTCTCTC 132

Ai09B17016 Araip.B09 17016 c (CT)6tat(TC)6 27 77464955 77464981 CACAAGCACCCCTACCCTAA AGGGAAGAGGAATGGAGGAA 240

Ai09B17019 Araip.B09 17019 p2 (TA)6 12 77469394 77469405 TGCAAGTTGCTTCCTTTTGA GGAAAACAATCAGGAGGGGT 238

Ai09B17022 Araip.B09 17022 c (CT)6aattttcgaaaatatctccccccttttttttcaaaatttctttttaattaactaagtatttcaatttt(A)10cttaattttcg(A)11112 77481297 77481408 TTCTCACCTTTTCAAAATTTGTTTA GAGATGAGAGAGAAGGAATTTTCG 280

Ai09B17023 Araip.B09 17023 p3 (TTC)5 15 77484481 77484495 CCCATCACCTCTTCACCACT CGGTCTTAGGTGCCATCAAT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17024 Araip.B09 17024 p2 (AT)17 34 77495488 77495521 TTTTCAGGGTTGTAATGGGG CAAAAGTGGGAAAAATTTGGG 188

Ai09B17029 Araip.B09 17029 p2 (AT)6 12 77517730 77517741 AGCATTGGGTTTGGTTTCTG TTGCTCTTGCCTTTTGGTTT 263

Ai09B17031 Araip.B09 17031 p2 (TA)6 12 77538038 77538049 CTTGCTTTGTGCTAGCCTCC GGCAAAAATGCAAAACATGA 253

Ai09B17032 Araip.B09 17032 p4 (TCAT)6 24 77554699 77554722 CAAGCTCGGGAACACAGAAT CATTGAATCCGGAATTGAGAA 180

Ai09B17034 Araip.B09 17034 p2 (GT)6 12 77577539 77577550 TCGTGAAGCTTTGAGCTGTG ACAGCAGGTAAGTGAGCGGT 262

Ai09B17035 Araip.B09 17035 p2 (CT)6 12 77610239 77610250 GATCCAGTCCACTTGCTGGT CTGCGAAGAAGGAAATGAGG 219

Ai09B17036 Araip.B09 17036 p2 (TG)6 12 77610366 77610377 TCCTTTGTTTTGAGGGCAAC CCCAAACCCAATTACCTGAA 209

Ai09B17037 Araip.B09 17037 p2 (AG)6 12 77624620 77624631 TCTTGAAGCAAGAAAACGCA GCAACATTCTCTGTGGCAAA 271

Ai09B17039 Araip.B09 17039 p2 (AG)6 12 77678406 77678417 GAAGGGGATGAGAGAGAAGGA TTTCTTATCTTTTTCAAAACCACC 218

Ai09B17046 Araip.B09 17046 p2 (AT)21 42 77711497 77711538 GAAAAATCTTGGGAATTGGGT CCCATTCTTCACTTTTCCACA 257

Ai09B17048 Araip.B09 17048 c (TA)10tg(TGTA)1894 77720573 77720666 TGGATAGAACCACCGTGAGA CGTCATACAAAAAGAACCCG 246

Ai09B17049 Araip.B09 17049 p2 (TA)8 16 77723996 77724011 AGCCCCATGTGCTCAATAAG TGAGGGTTGATTCTCTTGGTG 251

Ai09B17050 Araip.B09 17050 c (AC)16(AT)6 44 77725523 77725566 CACTTTTGGCCACGCTTTA TTGTTCAAGGACTCACGTCTT 279

Ai09B17053 Araip.B09 17053 c (AG)6gaaggcggtgatggtggcgcggaggccgaggcgcggtggaatttcggccgggaggaggaagagaggggt(GA)795 77747803 77747897 GACGATAGGGCAGCAGAGAC CCTCCCTCATCATCACCTTC 266

Ai09B17054 Araip.B09 17054 p2 (GC)6 12 77748099 77748110 CTGCTGCTGCAATCACAGAT CTCTTTCTGCTCATCCCCAC 209

Ai09B17059 Araip.B09 17059 c (T)10ctcatctcatttgcaaaaacatgctttattatttgagggttagc(TA)1176 77776049 77776124 TCCAGTGAGGGTTCAAAAGC CAGTTTCCTTCAAAGCTCCG 223

Ai09B17062 Araip.B09 17062 p3 (AAT)5 15 77791261 77791275 TTTACTCAGCTGGCCCACTT CATTCTTTGTCTCCCCCTCTT 252

Ai09B17064 Araip.B09 17064 p2 (TC)6 12 77810717 77810728 ACCTCGGTGAGTTAGGGGAT GCCCGTAGAATTTAGGCTGA 208

Ai09B17066 Araip.B09 17066 p2 (AT)17 34 77823596 77823629 TTGGGGTAATTTTGTCCCCT TGGGAACATGGGTTAATAAGG 274

Ai09B17067 Araip.B09 17067 c (AT)17(GA)9 52 77830384 77830435 CCCTAAGCCTTATCTCATGCC CGGGCTGTGGCTAGTATCTT 236

Ai09B17068 Araip.B09 17068 p2 (CT)7 14 77835314 77835327 GGTTTTGTGAACTTGGCGTT AATGGTGCAGCAATCATCAA 217

Ai09B17069 Araip.B09 17069 p2 (AT)8 16 77856534 77856549 GGCAGAGGTGGTGTGGTATT GCGCTTTTCTTTTTGCAACT 117

Ai09B17070 Araip.B09 17070 c (TCT)5tt(CTC)6 35 77856774 77856808 CTCTCGCGTGAACGAAAACT GAGGAGATGGATGTGGTGGT 280

Ai09B17072 Araip.B09 17072 p4 (TATG)8 32 77873887 77873918 AGATTTTGTGTGCCTAAGCCT TTGATGAAAATTCTAGACCAACGA 200

Ai09B17075 Araip.B09 17075 p3 (TTC)5 15 77891293 77891307 TAATTTGAACCCTCTCCCCC TCCTCTCCAGAGTGTTGTGC 254

Ai09B17078 Araip.B09 17078 c (TA)6tttttttttcttttttc(T)1241 77947203 77947243 TGGGGTAATTTTGTCCCCTT GGAAATTGTGGGAACATTGG 215

Ai09B17082 Araip.B09 17082 c (T)10cgaaaccagatgagagatttttgaaaatatttttgaaagaa(T)1263 77960659 77960721 AATTGCAAGCCTCAGTCCAA AGTTTGGACAACTGACGGCT 258

Ai09B17086 Araip.B09 17086 p2 (TC)6 12 77985968 77985979 CTACTTTTCTCTCTCCAATTTTCG AGAGAGGGAGAGAGGGTTCG 268

Ai09B17087 Araip.B09 17087 c (A)11gaaaaaatatgcgaaaaaaaag(A)1043 77990109 77990151 TGGTGGCAATACCCTTTGTT GGATCCTTTTTACCCTTGCC 278

Ai09B17089 Araip.B09 17089 c (T)10atcacaacttatatgcattgattttattgaacttcacttttgggcattttgtcccctttttatttcttttctttttctattttttttc(T)10108 78023171 78023278 ACCCATTCTTCACTTTTCCAT TGAAGATCTTGGGAAATGGG 276

Ai09B17090 Araip.B09 17090 p3 (TTC)5 15 78027779 78027793 CCAAGGATTGGGGTTGATAA CAAGGGGGTGTTCATTTTTG 280

Ai09B17091 Araip.B09 17091 p2 (AC)6 12 78052265 78052276 AAAACGAGAAGCACAACGCT TTTGGGAGACTTTGGATTGC 188

Ai09B17093 Araip.B09 17093 p2 (AG)6 12 78057402 78057413 CGCTAAACCTTCCATAGCCA GCTTCAGCGATAACGTAGCC 249

Ai09B17095 Araip.B09 17095 p2 (TC)7 14 78077104 78077117 TATGAAGAGTGTGCGACCCA TGAAGATGATTTGCCTCCCT 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17096 Araip.B09 17096 p2 (AT)9 18 78086189 78086206 AGCCACTTAGGCCAGGATTT GTGAAAAACAAAGCTTGCGA 182

Ai09B17097 Araip.B09 17097 p2 (CT)6 12 78094394 78094405 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGAGAGGGAAA 245

Ai09B17099 Araip.B09 17099 p3 (TAT)6 18 78094740 78094757 TCACATCTCAACCCTCCTCA TTCTTGTCCTTGCTCCTGCT 179

Ai09B17100 Araip.B09 17100 c (TTC)5atctattctttctcctcttgctcgagggcgagcaatattctaagtttggtgtggtaaaagcataagc(T)1193 78096066 78096158 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 244

Ai09B17101 Araip.B09 17101 p2 (CT)6 12 78108754 78108765 TCAAAACCACCTAACTACTTTTCTCTC GAGAGAGGGAGAGGGTTCAAA 277

Ai09B17103 Araip.B09 17103 p3 (TCT)5 15 78121710 78121724 CCATTCATGACCATCCCTTC TTAGAATGTTGCTCGCCCTC 127

Ai09B17105 Araip.B09 17105 p2 (TC)9 18 78123106 78123123 AGAGCTCGTTGAGAGCTTCG CCAAACGAACCAAAAGTGCT 256

Ai09B17107 Araip.B09 17107 p2 (AT)10 20 78127127 78127146 GGGGAAACAAATAAATGCCTC ATACTGGCCAACTTGAGGGG 256

Ai09B17110 Araip.B09 17110 p2 (AG)6 12 78146306 78146317 TTTTGACCCAGTTTTCTGCC GGAACATTGAACCTAGAATGGA 217

Ai09B17112 Araip.B09 17112 p2 (GT)7 14 78171252 78171265 TGAGAGTGCTTTCCTGGGAT CCTCGCAAGAGTCCTTTGAC 226

Ai09B17113 Araip.B09 17113 p4 (AATA)5 20 78175785 78175804 GAAGCTATGTCGGAACTCTTGG TCAGGGCTTTCTCAAAAGACTC 220

Ai09B17115 Araip.B09 17115 c (T)10cttttctttcattaactcgtgaacgtcattagcttaccttattcaccttattttcatttacttctgttgcgc(T)1193 78180019 78180111 CACCCACCCTCTGTCTTCAT TGCAAGGGATAGAACGAAGT 175

Ai09B17117 Araip.B09 17117 p2 (AT)15 30 78183692 78183721 CTGATCAACACCCAACCCTC CTGAAAACAGGACGGGACAT 237

Ai09B17121 Araip.B09 17121 c (TG)10aagtcttgtgattggtat(TA)1058 78202278 78202335 TTGGTGAGTCCGTGTGGTTA TCTTTCGTTTTACAAGCATCCA 279

Ai09B17122 Araip.B09 17122 p2 (TG)7 14 78207050 78207063 TCATCAGATAGGAGTCATGATTGT GCTTCCATCTGCGCTACTCT 269

Ai09B17131 Araip.B09 17131 p2 (AT)6 12 78257232 78257243 AAATCCCGATGTCAAAATGG AGCCAAAGGGGTGAGAGTTC 272

Ai09B17132 Araip.B09 17132 p3 (AAG)5 15 78257957 78257971 ACAGTGGATCGATTTCAGGC TCTTGACTTTCCCATGGAGG 269

Ai09B17135 Araip.B09 17135 p2 (AG)6 12 78262262 78262273 TGAGGAGGCTTTCACATTCA AAGCCAAAAGGGAAAAATCC 277

Ai09B17136 Araip.B09 17136 p3 (TTA)5 15 78262753 78262767 CAAAGTGGGAGAAAAATCCAA CTTCTCAAGGAATTGCAGGG 209

Ai09B17137 Araip.B09 17137 c (T)10atg(TA)6 25 78284295 78284319 TTGTCCCCTTTAATTGCTTTG CGAAAAACCATGAATGTCCC 275

Ai09B17138 Araip.B09 17138 p3 (GAA)5 15 78287162 78287176 ACCAAAAGAGGTGGTCATCG TAGTTTTAAAGCTTCGCGCC 161

Ai09B17140 Araip.B09 17140 p2 (CT)6 12 78300900 78300911 TTGTTTCTTATCCTTTTCAAAAACC TGAGGGAAGCAGAGATGTGA 272

Ai09B17141 Araip.B09 17141 p3 (TTC)5 15 78303031 78303045 CACCACTCACATCCATCCAC CGGTCTTAGGTGCCATCAAT 262

Ai09B17143 Araip.B09 17143 p2 (TC)6 12 78306819 78306830 TTTTCTTTCCCCCTTTCCTC TTGCAACAATCCACAAGCAT 260

Ai09B17144 Araip.B09 17144 p2 (TA)7 14 78311963 78311976 AGGTGCGAAGGCTTACTGTG CTTTTGGGAATACGAACCGA 257

Ai09B17147 Araip.B09 17147 p2 (CG)6 12 78320128 78320139 GTGTGCATACGCGTCACTCT AGGGGTAGAAGACGGGAAGA 199

Ai09B17148 Araip.B09 17148 p2 (TA)8 16 78324953 78324968 TATCAAAACTCGGGACTCGG TTCAGATGCAAGACGTGAGG 250

Ai09B17150 Araip.B09 17150 p2 (TA)14 28 78383069 78383096 TTGAGAAGAGTTGTGATGATTGG TTGAGAAGAGTTGTGATGATTGG 184

Ai09B17151 Araip.B09 17151 c* (AC)7(CACG)17*cannnnn(CA)17(TA)8136 78389136 78389271 TCATTTCTAACAACAACAAAAGCC TTGAGATGAGTTGTGATGATTGG 237

Ai09B17153 Araip.B09 17153 p4 (CTAA)6 24 78403164 78403187 TTCAGCATCAAGAAACAGCAA CCTGCCCTGTTTCACTCATT 243

Ai09B17154 Araip.B09 17154 p3 (TAT)5 15 78409666 78409680 GGTGTTGGAATTTTATCTGGG TGCCATAGGCTTTTTCACAA 173

Ai09B17156 Araip.B09 17156 p2 (AC)6 12 78429948 78429959 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 232

Ai09B17160 Araip.B09 17160 p3 (AGA)5 15 78471705 78471719 AGCAATTGCCTTCCCTTTCT ATTCAAACCATTTCCCTCCC 229

Ai09B17161 Araip.B09 17161 c (TAAA)5tagaaagagat(GA)643 78482341 78482383 GAAATTAACCCCAAAAAGCGT CGAAAATCACTAACCACTTTTTCA 267
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Ai09B17165 Araip.B09 17165 p3 (TTC)5 15 78503678 78503692 ACACAACCCTCTCTTCCCCT AGTGGTCTTGATGGGCTTTG 276

Ai09B17166 Araip.B09 17166 p2 (TC)7 14 78510424 78510437 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 270

Ai09B17167 Araip.B09 17167 p3 (AGA)5 15 78515451 78515465 TCCTCCAAACAAACCGAAAC AGTGATTCCAAATTCGGTGG 239

Ai09B17168 Araip.B09 17168 p2 (TC)6 12 78519138 78519149 TGCACTTAGCAGCTGAACCA TCTTAGCCCCTTTTTGCTGA 222

Ai09B17173 Araip.B09 17173 c (A)10gaaag(A)11 26 78534707 78534732 GCAGTGAAGAACAAAGCTTGC AGGCCCTCCTATCCACTGAT 193

Ai09B17175 Araip.B09 17175 c (T)12aacaaattttcaagcagcatcttcagccaatgtctttgaaagcacataccagtaccataactg(A)1085 78559952 78560036 AGAGGTCCAATCACCATTGC TTGGCCAGACAATGACTCAA 277

Ai09B17176 Araip.B09 17176 p2 (TA)12 24 78561850 78561873 CCATCATGCCCATCTTCTCT ACCATGTTTGCCTTTTCTGC 275

Ai09B17178 Araip.B09 17178 p2 (AG)6 12 78753838 78753849 GAAGGGGATGAGAGATGAGAGA TTTTCAAATCTTTTTCAATTAACCA 266

Ai09B17186 Araip.B09 17186 p2 (CT)8 16 78965195 78965210 TGCCGTAAAACAAAACACCA ACCTTAATCGGAAGGTTGGG 274

Ai09B17190 Araip.B09 17190 p3 (TTG)5 15 78976663 78976677 TTGATTCATGTAGCCGACCA TCTCGTAGGGGAGGAGAGTG 104

Ai09B17191 Araip.B09 17191 p4 (TATG)7 28 78978021 78978048 TGGAGCAAGCTATGGGATCT CACCTTGACTGCAAATCTGA 257

Ai09B17194 Araip.B09 17194 c (AT)7taatctaatc(T)11cttc(T)1049 78988873 78988921 TGTGCTCAGGAGATCAGGTG TCCCTTTACAACAACCCCAG 160

Ai09B17198 Araip.B09 17198 c (GAG)6acgagaagaagaagaacctgcgtgcacaaatttaaa(AGG)569 79002839 79002907 TCAGCAGCATCAAATGAACTT CCTACTCCTTCTGCTTCTCCA 280

Ai09B17199 Araip.B09 17199 p3 (GTG)5 15 79003594 79003608 CCTCTCAACGATGCCATTTT ACATGAGCACCTTTCCTTGG 245

Ai09B17200 Araip.B09 17200 p3 (CAA)5 15 79003975 79003989 CTCGTAAGATTCGCGGAAAG GGTTCAGAGTCCTTGCCTGA 198

Ai09B17201 Araip.B09 17201 p4 (AAAT)5 20 79004844 79004863 ATCACTGAAAAATAGAAAACGTCA TACCCTCCAACGACCACTTC 280

Ai09B17204 Araip.B09 17204 p2 (CT)7 14 79017749 79017762 TGTTTAACGCCAGAAAAGGG GGTGAGTGTTATGGGGGAGA 272

Ai09B17206 Araip.B09 17206 c (TA)11t(TA)7 37 79025708 79025744 TCGTTAGGCGTCTGGACTCT CAACCCTGCCTCTCCATAAA 171

Ai09B17207 Araip.B09 17207 p2 (TA)6 12 79026235 79026246 TCGTACCTTGAGCATTGTGC CAGTCCGTCTTTCAGGCTCT 230

Ai09B17209 Araip.B09 17209 p2 (TA)8 16 79041702 79041717 AGAATGTCGTCAATTTGCCA CATTTTGCACTTTGGGCTGT 241

Ai09B17210 Araip.B09 17210 p5 (ATAAA)5 25 79041977 79042001 CAGCCCAAAGTGCAAAATGT TATAAGTGTGGGGAGGTCGC 201

Ai09B17214 Araip.B09 17214 p2 (GA)6 12 79080487 79080498 GAGAAGGGGTGTCATTCCAA CACCTCCTAGAGATCCCGAA 200

Ai09B17217 Araip.B09 17217 c (T)10cacttctttc(T)1030 79092587 79092616 GACAAGAGGCACCAGAGTCC CCCCAACTCAAATGAAACTCA 215

Ai09B17218 Araip.B09 17218 c (T)15ctttcgaaaatgagttgtttatattgtgttttatcatatactatatcactttcttactcgggaattaacctgatccaaagtaactcttg(T)13117 79094054 79094170 GACCTCGTCAGGTAACGAACA AGGAAATGGAAAACATGGCA 262

Ai09B17219 Araip.B09 17219 c (T)15ctttcgaaaatgagttgtttatattgtgttttatcatatactatatcactttcttactcgggaattaacctgatccaaagtaactcttg(T)13117 79103710 79103826 GACCTCGTCAGGTAACGAACA AGGAAATGGAAAACATGGCA 262

Ai09B17221 Araip.B09 17221 c (T)11aatcaatacctgaataacctatgattactttgaaatggattttgat(A)1370 79105783 79105852 AAGTCACCATCCTCCACGAA TGTGTAATTTATGCGCTGATTG 280

Ai09B17222 Araip.B09 17222 c (ATG)39(AGG)8 141 79106202 79106342 TGAGAAAGTAAAACAAGAAGGCG AAAAACTTCTTGCGTCACAGTT 262

Ai09B17223 Araip.B09 17223 p3 (GAT)6 18 79106523 79106540 TTTAACTGTGACGCAAGAAGTTTT TCTTCTTCCTCCTTCTCAACG 199

Ai09B17224 Araip.B09 17224 c (ATG)7gtgatgataataatgaaggagaaggaaaaaaagaaaaaaaaagaaatcaaatga(GAG)7gtgatgacatcgacaacaacgaaagagaaagatg(A)10gagaagaagaaaaagtagaaatagtaggagtgtaaat(AAG)5192 79107265 79107456 TTTTTGCTATCGTTAAACTAATTGTGA TTTCTTCGTACGCTCTTCTTCA 276

Ai09B17227 Araip.B09 17227 p2 (GA)6 12 79128043 79128054 TATAAGCGCAGCGTCAACAC CGCGTCATTAGCATACATGG 275

Ai09B17228 Araip.B09 17228 c (T)10attattctacttct(A)10cttacgtcc(T)11cgtttannnnnnnnnnnnttcgtttc(T)1090 79129618 79129707 TTTGATTGCTTAGATTAGGCATTTT ACTACGGGGACACCAAACTT 280

Ai09B17233 Araip.B09 17233 p2 (CT)6 12 79147582 79147593 CCCTCCTTCCCTAGTTCTCG AGAGAAAGGGGAGCTCGAAG 197

Ai09B17239 Araip.B09 17239 p2 (GA)6 12 79186382 79186393 TTTTGAAAAAGGGGGAAGAT TTGTGATTTCTTGTGAATCAAGTC 280

Ai09B17243 Araip.B09 17243 c (TA)6cggtttctatgttaaaaattg(T)1144 79233167 79233210 TCTTTTCTCCAAACCGGTCC CCAGTTTACACCAGTTCACAAAA 181
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Ai09B17244 Araip.B09 17244 p2 (TA)6 12 79235737 79235748 ATCACGTTTTCGACTACGCC CCCCTTACAGATTTCTCGCC 280

Ai09B17246 Araip.B09 17246 p2 (AG)10 20 79271876 79271895 TTTCTCTTTGTTTTCTTTCTTCCC TTCTTTCTCTCTTTTCATGACCG 271

Ai09B17250 Araip.B09 17250 p2 (CT)6 12 79316869 79316880 AAGAACATTGAACCTGGAATTGA GACCCAGTTTTTGACCCAGA 186

Ai09B17251 Araip.B09 17251 p2 (TA)9 18 79318324 79318341 TGTGCCACTCTGATAGCTCG TTTCCCTCGCCTTTATCCTT 255

Ai09B17252 Araip.B09 17252 c (GCA)5gcggcgcctcctctccctcacgacacctctctctctttgcccga(TC)671 79321664 79321734 GGCGGACCAGAGAAGTAGAA ATCCGAGAGAGCTGTGAAGG 253

Ai09B17253 Araip.B09 17253 p2 (TA)9 18 79325498 79325515 TGCACCACTCTGATAGCTCG TTTCCCTCGCCTTTATCCTT 255

Ai09B17254 Araip.B09 17254 c (GCA)5gcggcgcctcttctccctcacgacacctctctctctttgcccga(TC)671 79332168 79332238 ACCAGAGAAGCAGAAACGGA ATCCGAGAGAGCTGTGAAGG 248

Ai09B17256 Araip.B09 17256 p2 (CT)6 12 79338131 79338142 GGAACATTGAACCTGGAATTG TTTTTGGGCTGTTTTTGACC 201

Ai09B17258 Araip.B09 17258 p3 (GAA)5 15 79350999 79351013 CTCGGAGGTGGAAGTTTTTG AGCCCTCCATTCTTCCTCAT 258

Ai09B17259 Araip.B09 17259 p2 (CT)6 12 79356808 79356819 TAAACGCCTAATCTGGCACC GAGGTGATTGGTGAATGGGT 272

Ai09B17261 Araip.B09 17261 c (AT)19a(GT)7 53 79361373 79361425 TGAGAACATTTTTATGCGACAA TTTAGTATTTCAGAATCACAACAATCC 271

Ai09B17262 Araip.B09 17262 p3 (ATA)5 15 79378972 79378986 CTGCAGCAGGGTGATGATTA GTCTCCCCCTCTTCTTCCAC 245

Ai09B17263 Araip.B09 17263 p2 (GT)6 12 79391745 79391756 GAGGGTTTCAAGATGAACGC ACTCCCCTTCCTCCCATTTA 160

Ai09B17264 Araip.B09 17264 p4 (AAAT)7 28 79399609 79399636 CTTTTGGCACCTTTGCCTAC CAAGTCACGAAGCACCAAAA 277

Ai09B17265 Araip.B09 17265 c (AT)6gaataaaaagaaaaaaaatatagaaaaaaaag(A)1054 79401177 79401230 AAACTTGGGACATTGGTTGG TACTTTGGGGCATTTTGTCC 256

Ai09B17267 Araip.B09 17267 p3 (TTA)5 15 79465818 79465832 CAGAGGGATAGGAGTTGTACCTG TCGTACCGAAAGTAAGGCGT 233

Ai09B17272 Araip.B09 17272 p2 (TA)7 14 79511636 79511649 TGCTTGTCCTCAAGCAAAGA CAAGACCACCCGTAATCACC 280

Ai09B17273 Araip.B09 17273 p2 (TA)8 16 79511762 79511777 GGTGATTACGGGTGGTCTTG TTATCACAATCCCCCTCACC 133

Ai09B17274 Araip.B09 17274 p3 (GAA)5 15 79514969 79514983 AGGCTTTCACCACACCAAAC GCCCTCCATTCTTCATCAAA 163

Ai09B17275 Araip.B09 17275 p2 (AG)6 12 79517674 79517685 GAGGTGGTTCGAATTTGGTG TTTTTGTTTGTTTCTTACCTTTTTCA 280

Ai09B17278 Araip.B09 17278 p3 (TGT)5 15 79537772 79537786 ATTCCACCTCTGATTCCCCT GCAAGCTCAACCTTCTCCAC 280

Ai09B17280 Araip.B09 17280 p2 (TA)6 12 79556828 79556839 GCAAACATCATGAGGCCTTT TGGGTAGCTAGGCATGATTCT 167

Ai09B17283 Araip.B09 17283 p3 (TTA)15 45 79579337 79579381 ATCACTCCCTCCTCACTGGA ACACACGTTGCATGACCATT 223

Ai09B17285 Araip.B09 17285 p3 (TTA)17 51 79581840 79581890 CCTATGATCACCCCCTCCTT TCAGAGTCCAGCTGTCCCTT 240

Ai09B17289 Araip.B09 17289 p3 (ATT)8 24 79589339 79589362 CCCAAATTTTTATGCCAACA GGATGAAAGATAATTGATGAAGCA 279

Ai09B17290 Araip.B09 17290 c (TAT)9(TGT)14 69 79589495 79589563 TGCTTCATCAATTATCTTTCATCC CAAGTTCTGGAGCTGCTGAGT 222

Ai09B17293 Araip.B09 17293 p3 (TTC)5 15 79599834 79599848 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 271

Ai09B17296 Araip.B09 17296 p2 (AT)6 12 79611866 79611877 ATGGGTTTATCAACCTCCCC CCAACTCAATTGTGACAGTGC 264

Ai09B17297 Araip.B09 17297 p2 (AT)9 18 79612230 79612247 TGTAATGGGGCCAAGGTAAA GGGGACAAAATTACCCCAAC 248

Ai09B17298 Araip.B09 17298 p2 (CT)6 12 79619810 79619821 CATTGAACCTGGAAATTGAGAA TCCAGCGATTTCTAGGCTGT 214

Ai09B17300 Araip.B09 17300 p3 (TAA)12 36 79659120 79659155 TTTTCAAACATAAGTTTCTTGCTATGT GGATTGAAACGAAAATCATGGA 277

Ai09B17302 Araip.B09 17302 p2 (CT)7 14 79714877 79714890 AAAAGGAACATTGAACCTGGAA CCCAGTTTCAAACCCAGAAA 224

Ai09B17303 Araip.B09 17303 p2 (AT)6 12 79715973 79715984 GAGTTGTAATGGGGCTGAGG GCACATGGGACAAAATTCAA 211

Ai09B17305 Araip.B09 17305 p2 (CT)6 12 79721579 79721590 CATTGAATCTGGAACTCAGAAGAA ACAATCAGCAATTTCTGGGC 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17306 Araip.B09 17306 p2 (TA)9 18 79728449 79728466 GTGTGGGGAAACTGTGGGTA CATTGTGGTAATTTTGTCCCC 256

Ai09B17307 Araip.B09 17307 p2 (AG)6 12 79729619 79729630 TTTTTGACCCAGTTTTTGGC GGAACATTGAACCTGGAATGA 235

Ai09B17308 Araip.B09 17308 p4 (TAAA)5 20 79737028 79737047 CAGAGTGCAGAGAACTCCCA TGTTTGATTGCTTAGATTAGGCG 273

Ai09B17310 Araip.B09 17310 p3 (ATA)8 24 79739263 79739286 TTTTTACATGGCTGTGCGAA TTGGTGATGTTGGTGCAACT 182

Ai09B17313 Araip.B09 17313 p3 (TTA)5 15 79742198 79742212 TTCATTTCACATGGCAGAGC TCTCAGAAGCTGACATGACCA 237

Ai09B17314 Araip.B09 17314 c (A)10ccccccaaaaaattgggtttactttttggccatacttggtgaaaatttttcaaattttgatatcaatcatttctactttttgagttgtggggtcg(T)10115 79742550 79742664 CGTCTTGCTTCACAGGAACA TCTCTGCTTCCTGCATGATT 279

Ai09B17315 Araip.B09 17315 p2 (TA)11 22 79744520 79744541 CGACGAGGCTTTTACAGAGG TTCTTGATTTTTGGTTCGGTG 230

Ai09B17316 Araip.B09 17316 p2 (AT)13 26 79745475 79745500 TGAAAATAAGCAAGGGTCCAA TTAAGTCTGCGCCTCTAAAGC 244

Ai09B17317 Araip.B09 17317 p2 (TG)6 12 79759399 79759410 TTCACGAGCAGCATTGGTAG AAAACCCTGACCCAGTACCC 261

Ai09B17318 Araip.B09 17318 p2 (AT)11 22 79775207 79775228 CCATCGCCGACATAATAACC GATGTTGCTGACATGGCATT 271

Ai09B17320 Araip.B09 17320 p4 (AAAT)6 24 79781511 79781534 GGAACCTACTCATGTGAGACCA CCACCCAACATTTCCACTTT 264

Ai09B17325 Araip.B09 17325 p2 (TA)7 14 79789400 79789413 TCTTTCCCTTCCACATTTTCA CAGAGGAAGGTGAGTGCAAAC 277

Ai09B17329 Araip.B09 17329 c* (T)10(TTA)5* 23 79799495 79799517 CCCCGAATGATCTCAGTTGT TCACGAAACCAAAAGAAAGGTT 125

Ai09B17330 Araip.B09 17330 c (T)10cttatcatttggtatcagattttaggttaatttttattaatttatatttagttttcttgtgt(A)1082 79799818 79799899 TGGTGTTGATAAGTTAGGTTGAGAA AAGACAAAGATGACCAGAACATAAA 280

Ai09B17332 Araip.B09 17332 p3 (TAT)6 18 79802538 79802555 TCAATTCGCATACTCTGTCTCAA TGCCCAACAAATTAAAACTTCA 219

Ai09B17333 Araip.B09 17333 p3 (CAA)16 48 79804660 79804707 TCCGCATTAGAGTCCTTTGG CAGGGCCAACTTCGTATCAT 261

Ai09B17334 Araip.B09 17334 p2 (GA)6 12 79807430 79807441 AGGCTGCTAGGGTTTTGTGA AAATGAACCGAATCGACCAG 275

Ai09B17339 Araip.B09 17339 p5 (AAGAT)5 25 79846422 79846446 CAGCCCAAGCCTACAGAAAG CCTGGGTGCTCCAGTGTATT 147

Ai09B17340 Araip.B09 17340 p3 (TTC)5 15 79857648 79857662 AATACCCCTCTCCATCACCC GGCTATTGCCTTTCCTTTCC 252

Ai09B17343 Araip.B09 17343 p2 (TA)17 34 79864142 79864175 TTTGGGTATGGGAAACTTGG TTTGAGACATTTTTGTCCCCTT 216

Ai09B17347 Araip.B09 17347 p2 (CT)7 14 79899172 79899185 GGAACATTGAACCTAGAATGGA TTTTTGACCCAGTTTTTGGC 216

Ai09B17350 Araip.B09 17350 p3 (TTC)28 84 79906228 79906311 TTGGATTGGGGAAGGTGTAA TTTCCACACAAATCACCCAA 269

Ai09B17351 Araip.B09 17351 p3 (CTT)5 15 79908208 79908222 GCACCCAATTTTTCCTTTCA TTTGATGCAAGTGTTTGATTGA 173

Ai09B17353 Araip.B09 17353 c (CT)8catctctttctattttatttatttactaacacttctcttctactcataattcgaacc(CT)685 79912011 79912095 TTTTCAAAAACCACTAACCACTTTT AAGGAAGAAGAAGAAATTCGAACA 264

Ai09B17360 Araip.B09 17360 p2 (TA)7 14 79942499 79942512 GGTCATTTGCCAAGCTTCAT TCATAAATTTTCCAGTAGACGCA 134

Ai09B17365 Araip.B09 17365 p3 (CCA)5 15 79959406 79959420 TCGAATTCGTCCCTCTTGTT GTAAAAACGCGTTAGGGGTG 273

Ai09B17366 Araip.B09 17366 p3 (TAA)5 15 79960163 79960177 CAAATGAGGCCCACACAACT ATGAACCCTTCCTGTTCCCT 128

Ai09B17368 Araip.B09 17368 p3 (GAA)5 15 79973068 79973082 CGGTCTTAGGTGCCATCAAT TTGGCCGAAACATAAACCTC 157

Ai09B17372 Araip.B09 17372 p2 (TC)9 18 79998486 79998503 ATGCATGCCATGTCTGTGTT ATTTGGACTCAAAAGGCCAC 102

Ai09B17373 Araip.B09 17373 c (T)10c(T)12 23 80000800 80000822 TGCAGGGTGGTTCTTCTTCT TCCCCCTAGTGTTCCTATGC 274

Ai09B17378 Araip.B09 17378 p2 (AC)6 12 80010873 80010884 ACGGAACAAACACACACGAA GAGATGCAACTCCGTTCACA 134

Ai09B17379 Araip.B09 17379 p2 (TA)7 14 80020676 80020689 AAAGCGTAGTTATTTTGCGAGG GCCAGCTTAGGGACTTCTTG 273

Ai09B17380 Araip.B09 17380 p2 (TA)12 24 80025809 80025832 CAACATTCAGTGATCCAGCC AGATGATGCTCCACCTTTTGA 267

Ai09B17381 Araip.B09 17381 c (T)10ctctc(T)10 25 80034318 80034342 TTGCTCTTGCCTTTTGGTTT TGTTGTGGTGGCAACACTTT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17385 Araip.B09 17385 p2 (AT)8 16 80089016 80089031 TGGGTAGCTAGGCATGATTCT GGCTAAGGTAAGGGTGAGGG 134

Ai09B17386 Araip.B09 17386 p3 (AAC)5 15 80098903 80098917 GAGGGATAATGCACAAGGGA GGAGGAGGATTGGTTGGATT 220

Ai09B17388 Araip.B09 17388 p3 (AAC)5 15 80117857 80117871 TGTCGTTGCCAATGTGAACT GTGGTGATTTTGGTTGGCTT 229

Ai09B17392 Araip.B09 17392 p2 (AT)8 16 80153808 80153823 TCTGGTGGCAATACTTTTTGTTT TACCCTTGCCTTTTGGTTTG 276

Ai09B17395 Araip.B09 17395 p2 (AG)6 12 80191898 80191909 CTCTCCAAGTTGTTGCCTCC CATGCATGCAAAAGGAAATG 207

Ai09B17396 Araip.B09 17396 p2 (GC)7 14 80210979 80210992 TGAGAGTCATGCCCACTTTG ACACGTGCCTGAGTGAATTG 254

Ai09B17399 Araip.B09 17399 p2 (GA)6 12 80230952 80230963 TTCGAACACATAGAGAGAGAGGG GGGGATTGTTTGAGTTTGGA 214

Ai09B17401 Araip.B09 17401 p3 (GTT)5 15 80249608 80249622 GAGGTGCTCGGTAAGTCTGG AGAGACAATTCCAACCACGG 187

Ai09B17402 Araip.B09 17402 p4 (TTTA)6 24 80255705 80255728 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 150

Ai09B17405 Araip.B09 17405 p2 (CT)8 16 80274296 80274311 CATGCTTTTCTCCTTCGATT TAGAGAATGCCAGAACGGGA 280

Ai09B17406 Araip.B09 17406 p2 (CT)6 12 80286823 80286834 CTCAGGATCTATGGACCCCA TTGAATTTGAGTGGGTGGGT 185

Ai09B17407 Araip.B09 17407 c (A)11gaaagaaaaaaaatggcgaaaaaaaat(A)1048 80287867 80287914 CGTTGGCTCTTGAAAGAATGA TTGGCTTTTTCTGCTTGCTT 183

Ai09B17413 Araip.B09 17413 p2 (CT)6 12 80341424 80341435 CCCCTTTTTCAAAATTCCGT AGAGAGAGGGAGAGGGTTCG 229

Ai09B17415 Araip.B09 17415 p2 (TC)6 12 80372769 80372780 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 179

Ai09B17419 Araip.B09 17419 p2 (AC)6 12 80384054 80384065 TCTCTAAACCAGCAGCAGCA ACGGGTAGCATTGGCAGTAG 230

Ai09B17420 Araip.B09 17420 p3 (CAC)5 15 80388382 80388396 CGCTTTTTGGCATTGTTTTT ACTAATGGTGGTGGAGTGGC 243

Ai09B17422 Araip.B09 17422 p3 (TTC)7 21 80417831 80417851 GCTCTTTCCCCTTGTTGCTT GGCAATGGCAAGAGTTGATT 198

Ai09B17425 Araip.B09 17425 p2 (TA)6 12 80442004 80442015 CGGTGGAGCTTCTCAGAGTT GCATAAGACATATATGAAAATGCAA 273

Ai09B17426 Araip.B09 17426 p2 (TA)7 14 80442145 80442158 TTGCTTCTAGTTTGTCTTTAGTATTGC CATCATCCAACCGTAACCAA 109

Ai09B17428 Araip.B09 17428 p3 (AAT)5 15 80466654 80466668 GGGAATTTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 243

Ai09B17431 Araip.B09 17431 p2 (AG)6 12 80475122 80475133 CGACCCAGTTTATGACCCAG CCTCGAATTGCATTCACAAA 278

Ai09B17433 Araip.B09 17433 c (TA)6tg(T)10c(T)1035 80495546 80495580 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 224

Ai09B17434 Araip.B09 17434 p2 (TA)16 32 80506037 80506068 CCCATTTTTCAAGGCTCCTA TCCGTCCTTCAGGCTCTACA 187

Ai09B17435 Araip.B09 17435 p2 (AT)8 16 80507070 80507085 AAACAAATTTTCGAGGGCAA GAAGGAGGAGGCTGAAGTGA 280

Ai09B17436 Araip.B09 17436 p2 (AT)21 42 80509122 80509163 TGCTTTGCAGGTCGAGTCTA AATCAGAGGTGGTGAGGTGC 265

Ai09B17439 Araip.B09 17439 p3 (TTC)5 15 80520009 80520023 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 248

Ai09B17446 Araip.B09 17446 p2 (TA)6 12 80558728 80558739 AAGCCACCATGACAAGGAAC GCACAGCTCCTGCGTAACTT 278

Ai09B17449 Araip.B09 17449 c (A)10gtggc(A)13 28 80584627 80584654 TGAAGCAAGAAAAAGCAGCA TTTTTGCTCTTGCCTTTTGG 136

Ai09B17450 Araip.B09 17450 p2 (TC)9 18 80589102 80589119 TAGGCGTTCCAATTTTCTGG ATGGCAAAAATGGCAAGAGT 272

Ai09B17451 Araip.B09 17451 p3 (TAA)7 21 80591506 80591526 TCGTACCAAAACTAAGGCGT CCCTCGCCTTTATTGATTGA 279

Ai09B17456 Araip.B09 17456 p2 (TA)6 12 80622667 80622678 TGGGGTAATTTTGTCCCCTT TGGGAAAATTGTGAGAACATTG 215

Ai09B17457 Araip.B09 17457 p2 (GA)6 12 80627868 80627879 CCACAAGCAAACCATAAGGAA TTCCCCTTTCTTCCTCCTTC 247

Ai09B17463 Araip.B09 17463 p2 (TA)10 20 80652245 80652264 GGATTCATCATTTTGGGGTG TGCTATTCACATCATCCAATCA 237

Ai09B17464 Araip.B09 17464 p3 (TTC)6 18 80663328 80663345 CCCTCTCCTTCACTCACCAC TTGTTCTTTGGGGTGGTCTC 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17465 Araip.B09 17465 p2 (AT)8 16 80670724 80670739 CTCGCCTTTGACTTTGGAAG GCCACTCTGATAGCTCGGTC 197

Ai09B17467 Araip.B09 17467 p4 (TATC)7 28 80684164 80684191 CGTCAAATATGGCCTCATCA TCTTTGGATTTTGATTGCATTG 278

Ai09B17468 Araip.B09 17468 c (AAT)10aa(ATT)2092 80684761 80684852 CATTTCTTTTCTCCTTGGGG GGGGGAACTTGGGTAGAAAA 247

Ai09B17471 Araip.B09 17471 p2 (AG)6 12 80694280 80694291 ATGGGCCAAACATACCAAAA TTGTTACCCACCCTCACCTC 156

Ai09B17475 Araip.B09 17475 c (AG)13acaa(AG)8aagggaaggagagagagggagagagagagtagg(GA)8gcaaggagagagagaggggg(GA)6aggagaggggga(AG)6151 80710931 80711081 AGGAAAATGGGAATGAGAGG TCTCTCCCACTTTCTCTCTCC 270

Ai09B17476 Araip.B09 17476 p4 (CTAA)5 20 80712474 80712493 TGGTATGCACGAATGTCCAA ACCACCCAGGACACTCACTT 249

Ai09B17478 Araip.B09 17478 p2 (GA)9 18 80725481 80725498 TGCTGCTCATCCTTATCGC GTTCTGCCTCATTGCTCCTC 222

Ai09B17479 Araip.B09 17479 p2 (GA)7 14 80732310 80732323 TGCTGCTCATCCTTATCGC CATCGCTCCTCTTTCTCTCG 213

Ai09B17485 Araip.B09 17485 p3 (ATT)25 75 80766230 80766304 TGAAGTAGTCAATCGCCACG CATTTGCATTAAACCAACAATCA 272

Ai09B17486 Araip.B09 17486 p4 (TCTT)10 40 80772327 80772366 CGTTTCCTCCCTCTCCTTCT TAACCCTCCCAACCCTATCC 222

Ai09B17489 Araip.B09 17489 p2 (AT)9 18 80788424 80788441 ACACTTCCGATGAGGGTTTG CATGGAGAAAAGCGTAGCCT 227

Ai09B17490 Araip.B09 17490 p2 (TA)7 14 80797405 80797418 TGAGTTCAACACTCACTTTCTTCA TGCAGGTAGGGTAGGGTACG 131

Ai09B17492 Araip.B09 17492 p2 (AT)7 14 80805781 80805794 TAAAACTGAGGTGGCGAGGT AATATTCTCCGGCCAGCTTT 276

Ai09B17493 Araip.B09 17493 p4 (ATTC)7 28 80807095 80807122 CGAACCACAATGCTTGCTAC TGAAGTGTGCGAAAAGGATG 209

Ai09B17494 Araip.B09 17494 p3 (AGA)5 15 80824575 80824589 CAGGTTCAGGATCTGCTTCA TGAATTCTCTCCCCCTCTCA 259

Ai09B17497 Araip.B09 17497 p2 (CT)6 12 80832586 80832597 TTTGTTTGCTTCTTACCTTTTTCA AAGATGGGAGAGGGAGAATTT 224

Ai09B17498 Araip.B09 17498 p3 (TCT)5 15 80835057 80835071 TCCATTCATGACCATCCCTT GAAGTGCATCCCCTGAGGTA 255

Ai09B17502 Araip.B09 17502 p2 (AT)8 16 80866898 80866913 TGGGTAAGAACAACATCGCA TTCTTGGCCCTCTGCTCTTA 125

Ai09B17503 Araip.B09 17503 p2 (AT)6 12 80879507 80879518 TTGGGAATTGGGTACATGCT GGCATTTTTGTCCCCTTTTT 190

Ai09B17505 Araip.B09 17505 c (T)10ctctttaaattttctgtaaattcatgttagagt(A)11cgaaatttttttctttttttaattttgtttttgcaattattctatctttaagtcagtgtctgaaaaaaac(A)10c(A)10145 80888722 80888866 CACGTTCCATGGGTCTTGT CGAAATAGGCTTCAGGGTTG 275

Ai09B17508 Araip.B09 17508 p2 (TA)10 20 80916077 80916096 TTCACCTGACTTGCGTTTTG GATAACATTCCGTGATCCAGC 247

Ai09B17511 Araip.B09 17511 p2 (CT)6 12 80962910 80962921 ATTCAAACCATTTCCCTCCC AGTAGTGGTTTCGGCCAATG 138

Ai09B17516 Araip.B09 17516 p2 (TA)6 12 80988980 80988991 TACGCGTTGGTCACGTGTAT CACCCCACCATGGTAAATTC 202

Ai09B17518 Araip.B09 17518 p2 (TA)6 12 80999709 80999720 TTGGACTTCTGAAGCGGAGT TGAGAATAGAGGGCCGAAGA 251

Ai09B17519 Araip.B09 17519 p2 (TA)7 14 81001367 81001380 ATCCGTAACGTCTTTGGTCA GAGCTTATTTCTTCATCGGGC 252

Ai09B17520 Araip.B09 17520 p2 (TA)7 14 81005344 81005357 ATCCGTAACGTCTTTGGTCA GAGCTTATTTCTTCATCGGGC 252

Ai09B17522 Araip.B09 17522 p2 (TA)6 12 81019847 81019858 GTCGTGGGTGCCTGTTTATT TGAAATCCGGGTAAAAGGAA 273

Ai09B17523 Araip.B09 17523 p2 (AG)8 16 81023334 81023349 CTTGGGATCGTCGGATCTTA CACCCACTAATCACCCCATC 203

Ai09B17525 Araip.B09 17525 p2 (TG)6 12 81030443 81030454 AGCCATGACCTTGTCAAACC TTGAGCGAGTGGATAACGTG 229

Ai09B17526 Araip.B09 17526 c (AAG)6aacgacgaagctaattacggcaaagttaatccagatccataatgcagagaacaaggaattttattaggtt(GAA)10gacgacgaacag(AGA)5145 81032574 81032718 AAATTGATGCGTTTCGGAAG TGTTCTCTTCTTGCGTTTTCG 273

Ai09B17527 Araip.B09 17527 p2 (GA)14 28 81035473 81035500 CGATGGCGACTAAGTGATGA CAACTTGACTAGGCCTTCGC 233

Ai09B17533 Araip.B09 17533 p2 (AT)7 14 81115044 81115057 TGAGAATCTTGGGAATTGGG CCTTGGGATATTTGTGTTCCC 204

Ai09B17537 Araip.B09 17537 p2 (GA)7 14 81138250 81138263 GAAAAATACCGGAGGGGAAA TTACACAGCAACCTGCCTTG 244

Ai09B17538 Araip.B09 17538 p3 (AGA)5 15 81148086 81148100 GGAAAGAACAAAAGTGCATCAA CCCAAGGATTGAAGAGGGAT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17541 Araip.B09 17541 p2 (GT)6 12 81168583 81168594 TTTTTGGGCCTTTAATTCCA CCACAAATTCTCCCCACACT 144

Ai09B17542 Araip.B09 17542 c (A)11g(AGAAA)6 42 81168720 81168761 AGTGTGGGGAGAATTTGTGG TTCTCACATTCACTCACGCAT 242

Ai09B17547 Araip.B09 17547 p2 (CT)6 12 81194134 81194145 CCTGGAATTGAGAAGAAGCA CAGCAATTTCTGGGCTGTTT 227

Ai09B17548 Araip.B09 17548 p2 (TA)17 34 81195017 81195050 AAGACTCATGCAACGCAATG GCTTAGGTCAATCAAGGATTCAA 250

Ai09B17551 Araip.B09 17551 p2 (GC)6 12 81227926 81227937 GCTTTGTTGCTTTTGTTGGA ATGGTTAAATTGCCAGGGTG 248

Ai09B17552 Araip.B09 17552 p2 (GC)6 12 81228403 81228414 CCTGAGGCACAACCTCTCTC GGCGCGAAGGTATTAAACTG 132

Ai09B17554 Araip.B09 17554 c (AC)33(AT)6 78 81233110 81233187 CTTGGGACATTGGTTGAGGT TGGAGTATCTTTGTCCCCTTTT 242

Ai09B17557 Araip.B09 17557 p2 (AT)10 20 81262041 81262060 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 253

Ai09B17561 Araip.B09 17561 p2 (TA)11 22 81293072 81293093 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 212

Ai09B17564 Araip.B09 17564 c (AT)7(GT)6atatatatatg(TA)1159 81304936 81304994 GACATGTTCATGCATTCAATAATTT TTCACCACTTACTTTGGGGC 237

Ai09B17566 Araip.B09 17566 p2 (AT)7 14 81319154 81319167 TTGAGATTCCCTTGTCCCTG ACATGTCAGGTAGCGAACCC 147

Ai09B17567 Araip.B09 17567 p4 (TATG)21 84 81319847 81319930 GCGTTTTTGGTCTTGCTTTG GACCTTAGTTAAAACACCCCTAGAAA 201

Ai09B17570 Araip.B09 17570 p3 (AGA)5 15 81330050 81330064 GTGAACTTTCGTTTTCCCGA ACAGCGTTGTAGCCGTTTCT 206

Ai09B17574 Araip.B09 17574 p2 (CA)6 12 81363333 81363344 GTGCGTTCATCCCTACCATT CGCACACTAGGTGGAAAACA 209

Ai09B17575 Araip.B09 17575 p3 (ATA)5 15 81365736 81365750 GGGTAAGCACTCATGCATTC TCCCATTCATCTCCTTTCTCA 240

Ai09B17576 Araip.B09 17576 c (AC)13(AT)7tccaaaaatacttttgttcggtaacgtacatccatacataccatacaacttacaaaacttgcaaagagtac(AT)6123 81368520 81368642 AAACCGTATAACCGCTCCAA TTGTACCATCGCCTTTATCTTT 275

Ai09B17577 Araip.B09 17577 p3 (AAT)5 15 81375058 81375072 TTATTTTCGGCTGCCATCTC TCCCTCTTCCACCTGTGTTC 280

Ai09B17581 Araip.B09 17581 p2 (GA)8 16 81405405 81405420 GAACACAGAGAAGGAGAGAGGG AACTCCTCACCCCTTTTTCAA 230

Ai09B17583 Araip.B09 17583 p2 (AT)6 12 81429347 81429358 AGGTGGCAACCCATGTAGTC AACTCAATTGGGGCCCTATAA 269

Ai09B17589 Araip.B09 17589 p2 (CT)6 12 81438123 81438134 TTTCGAAAATATCTTCCCCC GGGTTCGAATTTGGTGAGTG 222

Ai09B17590 Araip.B09 17590 p3 (TCT)7 21 81440955 81440975 ACCCACCTCACCCTCTCTCT TTAGAATGTTGCTCGCCCTC 155

Ai09B17594 Araip.B09 17594 p2 (TA)11 22 81471460 81471481 CACGAAATCCAGTGAGGGTT TGGAATGTTATGCAATGCAAC 279

Ai09B17595 Araip.B09 17595 p2 (AT)8 16 81473699 81473714 TTGGAAAACACTGGGTGAGA TTTTGTCCCCTTTTTGTTGC 219

Ai09B17598 Araip.B09 17598 p2 (TA)8 16 81504456 81504471 TTACTTGGGGCATTTTGTCC GCACCCCAATTGATTGAAAA 213

Ai09B17600 Araip.B09 17600 p2 (TA)6 12 81515569 81515580 AAAAACGGTTGCTGTTTTCC TTGCTGTCGCTTTCACAGTT 139

Ai09B17601 Araip.B09 17601 c (A)10gtaaagtgaacctttaacagcgtgctatatacacacacac(TA)1376 81516172 81516247 GTTGATGCCTTGTGTTCCCT CAGTTTTCCCAAACAACTATGATG 252

Ai09B17602 Araip.B09 17602 p3 (TTC)5 15 81520341 81520355 GCTCTTTTCCCTTGCTGCTT GGCAATGCCAAGAGTTGATT 192

Ai09B17604 Araip.B09 17604 p2 (CT)8 16 81538119 81538134 CGCATCAATCAGTATCAGCG GAAAACCTTGTTAATGGGGG 227

Ai09B17608 Araip.B09 17608 p3 (AAG)5 15 81583685 81583699 ACAAGGATCAGCCACAGCTC CTTTCCCATGGAGGTTCTGA 186

Ai09B17609 Araip.B09 17609 p2 (TA)6 12 81598379 81598390 TAATGGGGCCAATGTAAAGG GGGACAAAATTACCCCCAAC 240

Ai09B17612 Araip.B09 17612 p3 (ACA)5 15 81630571 81630585 TGGTACAATCAAGGTGGCAA TGCCTTAGGTGAGGTGCTCT 176

Ai09B17614 Araip.B09 17614 p2 (GC)6 12 81642209 81642220 GTCGCCGGTAAGTAACCAGA GCACAGCTACACTCACGCAT 239

Ai09B17615 Araip.B09 17615 p2 (GC)6 12 81642531 81642542 TTTGTACCAGGGAGTTTGGG TTTGTGCCCATTTCATGCTA 136

Ai09B17618 Araip.B09 17618 p3 (AAG)5 15 81647046 81647060 CCCATGGTGTTTGATGTTGA GAAATTGCAAGCTCCACTCC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17620 Araip.B09 17620 p5 (AAAAT)5 25 81659503 81659527 GGACGGGGTGAGAACTCATA AAATCTTTTTCAAACCTTTTCTCTT 115

Ai09B17623 Araip.B09 17623 p2 (TA)8 16 81669933 81669948 ATCAATGCACATGGGACAAA CCAATGCAAACATCAAGAGG 247

Ai09B17627 Araip.B09 17627 p2 (CT)7 14 81706603 81706616 TAACGCCAGGAATGGGTAAG ATAGGTGAGGGGTTTTTGGG 243

Ai09B17629 Araip.B09 17629 p5 (AAAAT)6 30 81713057 81713086 TGCTAACCGAATTCAAAAGAGA TTGGTGTTTCCTTGTTGAGAAA 208

Ai09B17631 Araip.B09 17631 p2 (TA)8 16 81723668 81723683 ACCACGTTTTCTGAGGGTTG TATTCAATCCGTCCTCAGGC 224

Ai09B17632 Araip.B09 17632 p2 (AT)8 16 81727283 81727298 ATGGTTTAGGTTTCGCGTGT TTCCACATGAACACCACTCAA 273

Ai09B17633 Araip.B09 17633 p3 (TTG)5 15 81727435 81727449 TTGAGTGGTGTTCATGTGGAA CAACCCTACCCTAAAACCTCA 218

Ai09B17634 Araip.B09 17634 p2 (TA)8 16 81729456 81729471 GTTCTGTGGCGAAGTGGTTT CGAGTAAAGGGCCAAGAACA 256

Ai09B17635 Araip.B09 17635 c* (TC)6(TA)11(TATT)9*68 81729802 81729869 TAAGGGTTGCGCTTTTGAAT GAGCCTCTCTTTGTAACACCC 229

Ai09B17636 Araip.B09 17636 p2 (TC)6 12 81745510 81745521 GGTGCTCCTCACCTACAACC GACACACACACTCCCACACC 280

Ai09B17638 Araip.B09 17638 p2 (AG)6 12 81751170 81751181 GGCAAGGATTGGATTCAAAA ATGCTCACGCATCTTTTGGT 227

Ai09B17640 Araip.B09 17640 c (GA)17aagtgagtgagtgagagaaatagatagagcatattttacgatgaaacttgtgaaccagaattagtgggaggtgtgtatgtgtgtgtgt(AG)8aa(AG)6152 81769690 81769841 TCAGTGGCTTGTGTGTGTGTT TGGTTCACAACTTTCGTCACA 260

Ai09B17643 Araip.B09 17643 p2 (GA)13 26 81805371 81805396 AGAGAGAGGGAGAGGGTTCG TTTCGAAAACCACTAACAACTTTT 258

Ai09B17646 Araip.B09 17646 p2 (CT)6 12 81823137 81823148 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTCGGAAATGGTTTTTGA 176

Ai09B17648 Araip.B09 17648 p3 (TCT)7 21 81825794 81825814 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 128

Ai09B17651 Araip.B09 17651 p2 (TA)22 44 81839395 81839438 CAAATTCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 252

Ai09B17652 Araip.B09 17652 p2 (GA)8 16 81846339 81846354 TCGAACACAGAGAGAGGGAGA CCTTTTCAAATCTTTTTCAATTAACC 210

Ai09B17655 Araip.B09 17655 p3 (ATT)5 15 81863188 81863202 AAAGGCTTGCTATTGCCAAA ACCCTGAGAATCCTGCAATG 178

Ai09B17656 Araip.B09 17656 p2 (GA)8 16 81864524 81864539 GAGGGAGAGGGTTCGAATTT TCAAAATCACCTAACTACTTTTCTCTC 276

Ai09B17657 Araip.B09 17657 p2 (GT)18 36 81882837 81882872 AATTTTTGGGCTCGATGAGA AAATACTAACGGGTTGGACCG 273

Ai09B17658 Araip.B09 17658 p2 (CT)7 14 81890715 81890728 TTGAACCTAGAATTGCGAAGAA CGTTTGTAAAGGGACGGAAA 226

Ai09B17661 Araip.B09 17661 c (T)18gcaaatttccaagcagcatcttcagccaatgtctttgaaagcacataccagtaccatgactgg(A)1091 81905942 81906032 GCAGAAGAGGTCCAATCACC ACCACCAATTTTGTTTCCCA 150

Ai09B17665 Araip.B09 17665 p2 (GC)6 12 81931772 81931783 GTGTTTGGTCGTGTTGGATG CCTTTCGCACAAACCAACTT 253

Ai09B17674 Araip.B09 17674 p3 (TCT)6 18 82005728 82005745 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B17680 Araip.B09 17680 p3 (TCT)7 21 82011380 82011400 TCAACATCTCTCTCCCACCC AATCCATTTTGAGTGCAGGG 247

Ai09B17682 Araip.B09 17682 p3 (TCT)6 18 82016480 82016497 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B17684 Araip.B09 17684 p2 (GT)6 12 82021388 82021399 ACAAAAGTGGGAATTCTGGG CAGGGTTGTAATGGGGCTAA 155

Ai09B17690 Araip.B09 17690 p3 (TTC)5 15 82050983 82050997 CTCCCAAACCCAACCCTAAT TGCCATTGATGGTTATGGAA 255

Ai09B17693 Araip.B09 17693 p2 (AT)7 14 82099696 82099709 GGTGAGGCTTGGGAACATTA TTCACTTTGGGGCATTTTGT 264

Ai09B17694 Araip.B09 17694 p4 (ATAG)5 20 82104858 82104877 TCATGCCATAAAGCAAAGGA TAGTCGGCCTAAACTTTGCG 271

Ai09B17696 Araip.B09 17696 p2 (TA)8 16 82114726 82114741 AAAGGGGATGCATGCTATGA TCCTGCTTTCACTCATGTCG 268

Ai09B17698 Araip.B09 17698 p2 (TA)6 12 82121279 82121290 AAAGGGGATGCATGCTATGA GCCCTGCTTTCACTCATGTC 264

Ai09B17700 Araip.B09 17700 p2 (AT)6 12 82125818 82125829 TTCACAACATCCAATCACACTACT CGCGACTTTTTGGGTGTAAA 259

Ai09B17701 Araip.B09 17701 p2 (TA)12 24 82132357 82132380 TGGTTTATCAACCTCCACACA CCCTGCTTTCATGAGCTGTC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17703 Araip.B09 17703 c (A)11gagaaaaaaaatggc(A)1036 82147958 82147993 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 276

Ai09B17704 Araip.B09 17704 p2 (GA)7 14 82162883 82162896 TTGCAACAATCCACAAGCAT CCTTCTCCCTTCTTCTTCCAA 219

Ai09B17706 Araip.B09 17706 p2 (AT)15 30 82171966 82171995 GCAGGAAACTCTGCTCTGCT TTAATTGTTGCTTGAGGCGA 223

Ai09B17709 Araip.B09 17709 p2 (AT)8 16 82185143 82185158 GGGTTGTAATGGGGTTAGGG CGTTATCGATCGGAGTGTTG 278

Ai09B17710 Araip.B09 17710 p2 (TA)11 22 82185471 82185492 GGAGAAGCCAAAAGAAACCC TTTCAGATGCAGGACGTGAG 227

Ai09B17712 Araip.B09 17712 p2 (TA)7 14 82215396 82215409 AGCACATGGTTAGGGACAGC GCAAGAAAACGCAGTGAACA 249

Ai09B17713 Araip.B09 17713 p2 (AT)10 20 82225828 82225847 GGGCATTTTGTTCCCTTTTT TCATGGAATTGGGTACATGC 178

Ai09B17718 Araip.B09 17718 p3 (TGA)5 15 82271117 82271131 GTCCAAGTTATTGCTCCCGA TCTGGCCCATTCAAAATCTC 212

Ai09B17722 Araip.B09 17722 p3 (AAG)8 24 82295087 82295110 CCCCAACCTAATCCATTGTG TCTTTTCATTGGGTTAGAGAGC 234

Ai09B17724 Araip.B09 17724 p3 (AAG)7 21 82311128 82311148 AGGGTTTGTGGCTTTTCCTT GTAAGCCTTCCCTCCTTTGG 108

Ai09B17726 Araip.B09 17726 c (T)10ctttctttctcttttttttcttttattttcgccatttttgtttttttttgttttttttggttttaagggctattggatttttctgcttgcttttc(T)10ctttctctctctttttttcttttattttcgccatttttg(T)12166 82336192 82336357 GCCTTTTGGTTTTAAGGGCT TGAAGCAAGAAAAAGCAGTGAA 255

Ai09B17727 Araip.B09 17727 p3 (AAT)7 21 82341307 82341327 TTTTTGATTGCTAATTTCCAAAATC CCATGATGGAGAAAAGGGAA 225

Ai09B17728 Araip.B09 17728 c* (A)11(AT)9* 28 82348976 82349003 TGAAGCAAGAAAAAGCAGTGAA TTGGACCTCGACTTTAACCG 166

Ai09B17731 Araip.B09 17731 p2 (AT)6 12 82419767 82419778 ACCGAGCCATAGCAGAAGAA AAAAATCAAACGCCGAAGATT 262

Ai09B17732 Araip.B09 17732 p2 (TG)7 14 82440561 82440574 GGCCTTAGTTGAACCCAACA CACAACAAAACCCTAAAGCCA 183

Ai09B17733 Araip.B09 17733 p2 (AG)6 12 82450897 82450908 TGGACCCAAGAATTGAGAGG TTCATGCAAAAATGGCAAAA 252

Ai09B17734 Araip.B09 17734 c (A)12gggcatcggtgtccaagcgtgcatt(GC)649 82453225 82453273 TGTTGAATTGCATTTTGCTTG GGCACAACTCTCGGGTTTTA 235

Ai09B17736 Araip.B09 17736 p2 (AG)8 16 82474358 82474373 AAGTTGTTTGCTCCAATGGC CTTTTGTTTGTTTCTTAACTTTTTCAA 248

Ai09B17740 Araip.B09 17740 p2 (TA)14 28 82501119 82501146 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 241

Ai09B17743 Araip.B09 17743 p2 (CT)6 12 82507943 82507954 TCTTTTCCAACTTCCTAACTTCTTAT TTTTGAAAAAGGGGGAAGAT 145

Ai09B17744 Araip.B09 17744 p3 (TAT)5 15 82508243 82508257 CCTCACAGTTGTGTTTCTTCCA GTTCTTGTCCTTGCTCCTGC 161

Ai09B17749 Araip.B09 17749 c (T)12aactgaaaaatgcaggatgcagtgattaacatgaatgctatgcatgattccaggttaatgttaaaat(A)1089 82539811 82539899 CCGCACGATTCTAGCCTAAC CCATGGTATGGTCGCTTCTT 279

Ai09B17750 Araip.B09 17750 p2 (AG)6 12 82544276 82544287 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 178

Ai09B17751 Araip.B09 17751 p3 (TTC)5 15 82546126 82546140 GACTGAAATTCCCTCCCCTC ACCCAATTGGATGAAGATCG 277

Ai09B17752 Araip.B09 17752 p2 (AG)6 12 82551919 82551930 TGGATCCAGAGTTACTCCCAA TTTACAGAATACGCCCCCAG 219

Ai09B17757 Araip.B09 17757 c (A)10tatctttccctttttctctcatcaaattcgaaaatttgagttgactttttcaaaaattttt(A)1283 82557835 82557917 TGCATTGCATCATTTTTCTTG GAAGTTTGAAAAGATTTGATTTTTG 219

Ai09B17758 Araip.B09 17758 p2 (CT)7 14 82558393 82558406 TTGTTTCTTAACTTTTTCAAAACTACC GAGGAGGGCAGAGATGTGAG 279

Ai09B17759 Araip.B09 17759 c (AT)6cacgcggccgcgtgggtcacgcggtcgcatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgtggtctcgtcgtgcaaccccc(T)11116 82576144 82576259 CCAACTTTCTGTTCGTTGGA CCATGGTATGGTCGCTTCTT 280

Ai09B17760 Araip.B09 17760 p2 (AG)6 12 82578967 82578978 CCTGGATCCAAAATTACTCCC TGACAGAGGCCACGTATCAG 243

Ai09B17764 Araip.B09 17764 p3 (TCT)5 15 82619793 82619807 ACCCCACAGGATCATCTCAG TGTCTTCCCTTCCCCTCTTT 279

Ai09B17766 Araip.B09 17766 p3 (TCT)5 15 82639057 82639071 ACCCTTCACCACTCACATCC CTTGGAGGTGGAAGCTTTTG 259

Ai09B17769 Araip.B09 17769 p2 (AG)8 16 82647010 82647025 TACATGTGGTGGCAATGCTT TTGGCTTTTTCTGCTTGCTT 240

Ai09B17772 Araip.B09 17772 p3 (TCT)6 18 82667999 82668016 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 246

Ai09B17776 Araip.B09 17776 p2 (CT)6 12 82717636 82717647 TTGATTTTCAAATTTGTTTCAACT TGAAAAAGAAGGAAAGGATTTTTG 118



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17777 Araip.B09 17777 p2 (TC)6 12 82717801 82717812 CAAAAATCCTTTCCTTCTTTTTCA GAGGTCCCGGTGTGAGTAGA 279

Ai09B17778 Araip.B09 17778 p2 (TA)9 18 82740508 82740525 CTTACCTTTACCTTGGCCCC TTAATTCACATTCTCAAGGAGTCA 250

Ai09B17779 Araip.B09 17779 c (T)11gaataccgaaat(TAAAA)548 82749993 82750040 CCATGATGGAGAAAGGGAGA TCTTTTGAAAATCCTCACCCA 206

Ai09B17782 Araip.B09 17782 p2 (CT)6 12 82761480 82761491 GCCGCACAACTCAACCTAA CACCATGTAAAAAGGGAAAAGAA 277

Ai09B17789 Araip.B09 17789 p2 (TA)10 20 82830716 82830735 CCTTGCCTTGTCTTTGCTTC TTCACCAAATCTTGGTTCACTG 198

Ai09B17790 Araip.B09 17790 p4 (AAAT)7 28 82841766 82841793 TGATTTCCCTTTGGTTTTCG CCATGATGGAGAAAGGGAGA 199

Ai09B17794 Araip.B09 17794 p3 (TCT)5 15 82916129 82916143 ATGCCAACTTCGTTCCAGTC AGTGGCCAGAGACGGTAGTG 264

Ai09B17796 Araip.B09 17796 p2 (GA)7 14 82925660 82925673 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTCTTCAAAACCACC 279

Ai09B17797 Araip.B09 17797 p2 (AG)6 12 82948170 82948181 GTGGGGATCTATGGTGGATG AGCGTTTAATGCCAGGATTG 267

Ai09B17799 Araip.B09 17799 p2 (AT)9 18 82955710 82955727 TGGTGGAATCTCATGTAATGCT CAAAATCCAGTGAGGGTTCAA 278

Ai09B17802 Araip.B09 17802 c (CT)8t(TC)9 35 82975009 82975043 GCCAGAAATAGGCACAGAGC GGTATTTGGGGAAGGGTGTT 245

Ai09B17803 Araip.B09 17803 c* (A)13(AG)6* 24 82977328 82977351 GCAGTGAAAAGCTTGCAGAA CCGCTTAGGCCATGATTTTA 194

Ai09B17805 Araip.B09 17805 p2 (TA)10 20 82999146 82999165 CAGCCAGGCTTCACATATCA CGAGGATGGTTCGAGTATGG 211

Ai09B17806 Araip.B09 17806 p2 (AG)6 12 83014647 83014658 AAGCAAAGTGCTAGGTGGGA TGCTCCAGCGTGACTCTCTA 244

Ai09B17807 Araip.B09 17807 p2 (CT)6 12 83015305 83015316 TTCTTCCTCCTCCCCTCTTC TTGCAACAATCCACAAGCAT 246

Ai09B17808 Araip.B09 17808 p2 (CA)6 12 83042870 83042881 AAAGTCCCAAATGCATGCTC CCGTTCGTTCTTGTAGAGCC 141

Ai09B17809 Araip.B09 17809 c (TA)8(TG)21 58 83056555 83056612 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 273

Ai09B17818 Araip.B09 17818 p2 (AT)10 20 83131598 83131617 TTAGGGTTGTAATGGGGCTG AAAAGTGGGAAAAATTCGGG 170

Ai09B17821 Araip.B09 17821 p2 (CA)6 12 83151758 83151769 AGAAGAACACCGGCCCTAGT TTTTGCCGACAAATTGCATA 224

Ai09B17822 Araip.B09 17822 p3 (ATT)9 27 83153880 83153906 CCGTATCTCCATTAGGCGAA AAAATCAGCCAAAAACAACCA 234

Ai09B17826 Araip.B09 17826 p3 (AGA)5 15 83190335 83190349 TCCAACCATCACACAACCAC ACATGTCATCAGGTTGCCTC 262

Ai09B17828 Araip.B09 17828 p2 (AG)6 12 83194324 83194335 GGGGGAATCAAGAGACACAA GTTGGGAACATTGAACCTGG 164

Ai09B17834 Araip.B09 17834 p2 (TC)7 14 83242612 83242625 CCGACCACGTCACCTTACTT CCTTGTCAATGGAGGTGAAA 213

Ai09B17836 Araip.B09 17836 p3 (AGA)6 18 83270398 83270415 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 278

Ai09B17837 Araip.B09 17837 p2 (AG)7 14 83273213 83273226 ATTTTTGGGGAGTGAGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai09B17839 Araip.B09 17839 p3 (GTT)5 15 83306471 83306485 AGGGGTGGACTTTGTGATTG CGTAATTCTTCAAGACCGGC 201

Ai09B17847 Araip.B09 17847 c (A)10ttaaaaataattagtaaaaaaaaacaaaatttttgaaaaagagggaagatattttcgaaaatt(AG)685 83432964 83433048 CTGTTCATTTCCACTTATGTCCA TTGTTTGTTTCTTAACTTTTTCAAACT 280

Ai09B17849 Araip.B09 17849 p2 (CT)7 14 83436167 83436180 TCTTGTGAATCAAGTCATTAATTGTG AAAAAGGGGGAAGGGATTTT 265

Ai09B17851 Araip.B09 17851 p2 (AG)7 14 83453282 83453295 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 279

Ai09B17854 Araip.B09 17854 p2 (AG)6 12 83479726 83479737 TGGAATGAATAAAAGTGAAAGGG CTTCCAGCGATTTCTGAAGC 261

Ai09B17855 Araip.B09 17855 p2 (AG)6 12 83488162 83488173 CAAAGAACAATCTGTGAAATGGA CCATTCAAATAGAGCTCGCA 225

Ai09B17860 Araip.B09 17860 p3 (ACA)5 15 83543924 83543938 TACTGATGAATGTCCGCAGC TCTGTGGTCCTTGGGATTGT 272

Ai09B17863 Araip.B09 17863 p3 (AAG)5 15 83627943 83627957 TGGAGGAGGTCAAGGAGAGA CAAGGAGCATCACCACCTTT 136

Ai09B17865 Araip.B09 17865 p6 (AGTAGG)5 30 83644636 83644665 ATTCAGAGGGCTGCATTAGG GGGTTCAGTGGATCATTGCT 279
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Ai09B17872 Araip.B09 17872 p5 (AAAAT)5 25 83716823 83716847 CCAATGGAGGGTATGCAGAT TGATCACTTTCTCTCCCCTCA 252

Ai09B17874 Araip.B09 17874 c (A)10tcataaaatcgtaaaaatc(A)1039 83733901 83733939 AAGCCATGTCTAACCCTCAGA ATGCATGAATGCAATTTTCG 250

Ai09B17875 Araip.B09 17875 p2 (TC)7 14 83735100 83735113 CGAAAATATCTCCCTCTTTTTCAA ACAGATGGAAGAGGGGGTTC 217

Ai09B17883 Araip.B09 17883 p2 (AT)6 12 83790596 83790607 GGGACAAAATTATCCCGATG TTTCAAGGTTGTAATGGGGC 254

Ai09B17885 Araip.B09 17885 p2 (AT)8 16 83803133 83803148 TGCTTGAATTTTCATGTTCCC GGTTTATCAACCTCCCCACA 269

Ai09B17886 Araip.B09 17886 c (T)10agcattaaaaatgcacaacagagaatgtaataaatttatattttaatatt(A)1171 83813921 83813991 AGATGGGATGTATGGGCATT CCGTTTTGGGAAGAATGAAA 242

Ai09B17887 Araip.B09 17887 p2 (AG)6 12 83815165 83815176 ATTTTGGTTGTGGGGTGTGT ACCGCTAAGCTTTCCCTTTC 163

Ai09B17890 Araip.B09 17890 c (ATT)5aaagtttaaaaaaaaagaaaaaagaaaggaattggccaacgccataaagaaataaaaaaaaagaaacatgatggcttatatgtgtacaagtt(TA)6119 83824226 83824344 TGGAGTAGGATATAAAACCCCAAA GTTTGGATGTCATGGGGAAG 246

Ai09B17892 Araip.B09 17892 p2 (TA)6 12 83826181 83826192 CACACAGTTAAAAGGCAATAAACAA TTGATCAGAGCCTCGTGTTG 255

Ai09B17893 Araip.B09 17893 p2 (TA)6 12 83830421 83830432 TCAACTCTCCCTCACTTCTTACG TTCATGGAATCACGTTCTTTTC 268

Ai09B17896 Araip.B09 17896 p3 (TAT)5 15 83842426 83842440 CAGCTTCCATAGCCGTTGAT CGACAGCAACTGTGTCGATT 256

Ai09B17897 Araip.B09 17897 p3 (GTA)5 15 83846025 83846039 TGGTCAGGAAGCTCTTTTGC TCCCAATGAGGAACTGTTACAA 269

Ai09B17900 Araip.B09 17900 p2 (AT)13 26 83879810 83879835 TCATGCAATTCCAAATTATCCA GTCGTCATCTCTGGCGTTTT 279

Ai09B17901 Araip.B09 17901 p4 (TATT)6 24 83886204 83886227 TGGGAAAATTCAACACCGTT CCTTTCTTCTTCCTCTCTTGGA 246

Ai09B17902 Araip.B09 17902 p2 (AC)9 18 83891301 83891318 TGTAATGGGGCTAAGGCAAG GGGGACAAACTTACCCCAAT 240

Ai09B17905 Araip.B09 17905 p2 (GC)6 12 83902901 83902912 ACATGTACCAGGAGGGCAAG AAGCATTTTCGACCATCCAC 244

Ai09B17913 Araip.B09 17913 c (A)12tctttcaaaaatttttcttttgttttcg(A)1050 83965975 83966024 TCGAGTTTGGACAACTGACG GTTTGGAAGCCTCAGTCCAA 258

Ai09B17915 Araip.B09 17915 p2 (CT)7 14 83967437 83967450 TTTTTGTTTGATTCCTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 228

Ai09B17916 Araip.B09 17916 p3 (TTC)5 15 83974899 83974913 CCCTCTATCCCTTTCTTGGC CGGTCTTAGGTGCCATCAAT 171

Ai09B17917 Araip.B09 17917 p5 (AAGAT)7 35 83992356 83992390 GACCCAAATCCACAAGCAGT GGGGGTACCTGCAAGAGACT 252

Ai09B17921 Araip.B09 17921 p5 (AAGAT)6 30 84017072 84017101 GCCCAATAAAGGGTCCAAAT CCTGGGTGCTCCAGTGTATT 195

Ai09B17923 Araip.B09 17923 c (A)11taaatccaaaaagatttgttgttaaatttgaattttgcttgctttagaatgtttatagattaggagagtattaaattctgtgtttgtgcttcttt(A)17123 84023661 84023783 TTGTAGTTAGATTGCATTTTGCTTG GTGGGCACAACTCTCTGGTT 273

Ai09B17924 Araip.B09 17924 p2 (GT)6 12 84024717 84024728 TGAGGCCATTGTTTCATTAGC CACGACTTCCCACACTTGAA 208

Ai09B17925 Araip.B09 17925 p6 (AAAAAG)5 30 84024875 84024904 TTCAAGTGTGGGAAGTCGTG CACTTTGTTTTGGGGCATTT 244

Ai09B17926 Araip.B09 17926 p2 (TA)6 12 84029331 84029342 TTTCAAGGTTGTAATGGGGC ATTCAATGCACATGGGACAA 222

Ai09B17927 Araip.B09 17927 c (T)10catttttcttttc(T)1033 84029539 84029571 TTTTGTCCCATGTGCATTGA TGGGAACATGGAATGATATGAA 225

Ai09B17928 Araip.B09 17928 c (T)10caatttaaattagtgaaa(T)1038 84030141 84030178 CAGGTTGTGTGTTCTTTGGC GAGGTCGATACCGATCTTCG 271

Ai09B17931 Araip.B09 17931 c (T)13agtat(TTTA)5tcattattatactattattattattttgttattaaaaaaaatttcatttatattaaaaggaaaaaaaattttctaagagaggaaggag(A)10136 84063840 84063975 GCTCAAAAACCATGTTCCAAA TTCTCCTTCCTCCTTCCTCC 246

Ai09B17932 Araip.B09 17932 c (A)10ct(A)11 23 84079152 84079174 AAATGTCCTATGAATCCATCACC TTGAGGTTCAGAATGATTGGC 238

Ai09B17935 Araip.B09 17935 p2 (GA)6 12 84085512 84085523 TCGAATTTGATGAGTGATGTGA TGTTTGTTCCTTATCTTTTTCAAAACT 280

Ai09B17936 Araip.B09 17936 p2 (CT)6 12 84093620 84093631 ATGCATCCATTCAGGGAGAG TCCTGAAAGCGAATAAAATCC 127

Ai09B17940 Araip.B09 17940 p2 (CT)6 12 84122852 84122863 TTTCAGCCCAGAACACACAG AGCCAATTGGGCAACATAAA 274

Ai09B17941 Araip.B09 17941 p2 (CT)6 12 84126986 84126997 ATGCATCCATTCATGAGCAA AAGCCAATTGGGCAACATAA 230

Ai09B17943 Araip.B09 17943 p2 (TA)9 18 84138864 84138881 GGTTTATCAACCTCCCCACA TTTGATCAAGTGGGCAAGAA 166



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B17944 Araip.B09 17944 p2 (GA)8 16 84141718 84141733 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 256

Ai09B17946 Araip.B09 17946 p3 (AGA)6 18 84154115 84154132 AGGTGAAGGTCATCATTGGC CACACAACCATCACACACCA 211

Ai09B17948 Araip.B09 17948 p2 (AC)8 16 84187305 84187320 CACATGAATTTCCACCCAAA AATGTAGCACATCCCAAGCC 201

Ai09B17949 Araip.B09 17949 p2 (AT)12 24 84190212 84190235 ATGGGTTTATCAACCTCCCC CCATCTCATTTGCTAAAATGCTC 274

Ai09B17954 Araip.B09 17954 c (CTT)6ttttcaaatttacgaatgcgttt(TTC)556 84232341 84232396 CCAAGTTTATCCCAATGATTCAG GGGTGAAAAGGAAGGAGGAG 267

Ai09B17955 Araip.B09 17955 p2 (AT)8 16 84234288 84234303 GTAAAGCAAAGGGCGACAAA CCTAAACTCTGCGGGCTATG 267

Ai09B17956 Araip.B09 17956 p2 (AT)7 14 84240121 84240134 GATTGAACCCTCACCGGATA CAAATGCAAGCTCACTTAGCC 227

Ai09B17959 Araip.B09 17959 p3 (GAT)5 15 84243988 84244002 GCAGAGTTAGGGTTCGGACA TCCCAATTCACCTTCCTCTG 144

Ai09B17963 Araip.B09 17963 p2 (CT)6 12 84305825 84305836 ACAAGCTTCTCACCACCGAC TGGGGGAGACAGAGAAGAGA 116

Ai09B17965 Araip.B09 17965 p4 (TATT)6 24 84330211 84330234 GAGCTTTGGCTTTGTCTGCT TACATGTGGTGGCAATGCTT 267

Ai09B17967 Araip.B09 17967 p2 (AG)6 12 84334200 84334211 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 182

Ai09B17970 Araip.B09 17970 p2 (AG)6 12 84342257 84342268 CCTGGATCCAAAGTTACTCCC GGCCCAGATCCAAGTACAGA 184

Ai09B17971 Araip.B09 17971 p2 (AT)6 12 84357722 84357733 TTTCAAGGTTGTAATGGGGC TCTCTTCCCCATTGTTGCAT 182

Ai09B17972 Araip.B09 17972 p3 (GAA)5 15 84374676 84374690 CGGTCTTAGGTGCCATCAAT AACACAACCCCTCTATCCCC 180

Ai09B17973 Araip.B09 17973 p2 (AG)7 14 84377740 84377753 GATGGGAGAGGGAGGATTTT TTTTTGTTTGATTCCTAACTTTTTCA 226

Ai09B17978 Araip.B09 17978 p2 (CT)11 22 84381986 84382007 AACTTCTCACCACCGACCAC TGGGGGAGACAGAGAAGAGA 123

Ai09B17979 Araip.B09 17979 p2 (TA)7 14 84385421 84385434 ACCCTTACTTCGGTTGTTGC GTGGTGCCCGAGAAATAGAT 256

Ai09B17981 Araip.B09 17981 p2 (CT)8 16 84418553 84418568 CTCTCCCTCTCTCATCTTTTTCT CCTTATCCTTGTTCCTGCTCA 237

Ai09B17984 Araip.B09 17984 p3 (TTC)6 18 84424733 84424750 CTCTACACTCCTCTTGGCCG AGTGGTCTTGATGGGCTTTG 266

Ai09B17985 Araip.B09 17985 c (A)10taggcgaaaaaaaaatag(A)1240 84426553 84426592 TTGAAGCAAGAAAAAGCAACAA GGACAGCTTGGTTTAGCTGC 255

Ai09B17989 Araip.B09 17989 c (ATA)5gttttttttattatggttatgaaatctgggttctgattttctggtcttctgaaggata(TG)889 84450300 84450388 TTCTGGTGCTTTTTCCAATTTT CACCAAGCAACCCCATTTAT 270

Ai09B17993 Araip.B09 17993 c (AT)6acaaaaaaaatagaaaaag(A)1041 84462622 84462662 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 224

Ai09B17994 Araip.B09 17994 p2 (AT)7 14 84468910 84468923 CCCCAAATGAAAATTAACCG AAAAACAATGCCAAAAAGCA 207

Ai09B17996 Araip.B09 17996 c (CT)14catctctttctatttattttgtttatttactaacacttctcttctacttttctaataattcgaaccata(TC)7111 84483206 84483316 TGCTTTTATTTCTTTTCTTAAAATTCG TTCCTTTATGTGTCAGAGGAAAA 271

Ai09B18000 Araip.B09 18000 p3 (TTC)5 15 84502362 84502376 CACCACTCACATCCATCCAC GCTTTTGTCTTCCCTTTCCC 228

Ai09B18001 Araip.B09 18001 p2 (TA)14 28 84507684 84507711 CAAAGTCCAGTGAGGGTTCAA TTGTGTTGGATCGTTTTCCA 238

Ai09B18003 Araip.B09 18003 p3 (GAA)5 15 84521324 84521338 ACCTCTACCCCCTTGGAGAC CCACTCTGCATGACCAAAAC 271

Ai09B18005 Araip.B09 18005 p3 (GAA)5 15 84531630 84531644 GCTTTTGTCTTCCCTTTCCC AACACAACCCTCTTCCCCTT 216

Ai09B18006 Araip.B09 18006 p2 (AG)6 12 84535058 84535069 TGAGAGAGGAAGAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 232

Ai09B18012 Araip.B09 18012 p2 (AT)9 18 84572123 84572140 CGTGGCCTAAGACTCCAAAA AGCCTTGATGACGGAGTTTG 199

Ai09B18019 Araip.B09 18019 p2 (CT)6 12 84598851 84598862 CGAAAACAACTAACCACTTTTTCA CGAACAGAGAGAAGAGAGAGGG 254

Ai09B18020 Araip.B09 18020 p3 (AAT)6 18 84600195 84600212 TGGAAGGATCAACAGAAGCC GCCTCCAAATTTCTGATGGA 221

Ai09B18021 Araip.B09 18021 p4 (TAAC)9 36 84607778 84607813 AACCTCAACAATGAATCCCAA TCCCTCTTTCAACCACCATC 247

Ai09B18022 Araip.B09 18022 p2 (TA)6 12 84610565 84610576 TCGATTCCTCCACACTTAAACA TTAATTCTGTGCTTGGCCCT 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B18023 Araip.B09 18023 c (A)14ttttcaaaaatctttgaaaaatttctcctttgttttcg(A)1062 84614615 84614676 AGCTGGACAACTGACGGTTC CAGGCTTCAACATGCTTCAT 227

Ai09B18025 Araip.B09 18025 p3 (TAT)5 15 84616296 84616310 TCCACTCACCTAAAGGGAACC ACCAAGGTCACACAGAGCCT 280

Ai09B18026 Araip.B09 18026 p3 (TCT)5 15 84617202 84617216 TGTGGACCCCACAGGATAAT GCTGAGCTTGAGTGTTGCAC 265

Ai09B18027 Araip.B09 18027 p2 (TA)7 14 84619264 84619277 GGAAAAGATGCAAAATGCAA CAACGCTTAAGTGTGGCAGA 199

Ai09B18028 Araip.B09 18028 p3 (AGA)6 18 84626011 84626028 CCTATGACTCGGAGGTGGAA CCATCACTCCCTCCTTTTCA 261

Ai09B18029 Araip.B09 18029 p2 (AG)6 12 84628612 84628623 GAAAAAGAGGGAAGAGATTTTCG TTTCGAAAATTTGGATTGACTT 269

Ai09B18030 Araip.B09 18030 p2 (CT)6 12 84643089 84643100 AAATACACATTCGGCCATCC TCACGGAAAAACACACCAAA 127

Ai09B18038 Araip.B09 18038 p3 (TTC)5 15 84691070 84691084 AATTGGCCGAAACACACTTC AGTGGTCTTGATGGGCTTTG 255

Ai09B18041 Araip.B09 18041 p2 (CT)7 14 84695453 84695466 TTCCCAACTTCTTATCTTTTCAA GAGGGGGAAGTGAATTTTCG 274

Ai09B18049 Araip.B09 18049 p2 (GT)11 22 84783341 84783362 TTGGGTAGCTAGGCATGATTTT GGGCTAAGGTAAGGGTGAGG 137

Ai09B18050 Araip.B09 18050 p4 (TTTA)5 20 84802265 84802284 CTTGAAGGCAATGTTGAGCA CTTACTGGCGTTTTCTTGCC 273

Ai09B18051 Araip.B09 18051 p4 (TTTA)5 20 84803860 84803879 GAGCAAGAGTGCTCAAGGCT CTTACTGGCGTTTTCTTGCC 258

Ai09B18055 Araip.B09 18055 p4 (TAAA)6 24 84817495 84817518 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 254

Ai09B18056 Araip.B09 18056 p4 (ATGA)7 28 84831408 84831435 GCCTCTCTCTCGAGAAAACTACA CGTGCAGAAATTGCAAAAGA 183

Ai09B18062 Araip.B09 18062 p4 (CTTT)6 24 84857984 84858007 ACTCCCAAGACACCACCAAC GCTTTTGGACAATGGAGGAA 142

Ai09B18065 Araip.B09 18065 p2 (TA)9 18 84866456 84866473 AAGTGTGGGAAAACTGTGGG CATTGGAGTAATTTTGTCCCC 243

Ai09B18066 Araip.B09 18066 p2 (AT)8 16 84868239 84868254 TGCAAACGTACTCACGAAGC CTGGCTTAAACTCCGCAAGT 108

Ai09B18067 Araip.B09 18067 p3 (AAT)5 15 84878361 84878375 CCTTGCGGATAGTGCAAGTT TGTCCTTGCCATTTTCTTCA 245

Ai09B18068 Araip.B09 18068 c (AC)6attcactcactttcactcttcctcctagcctccagcctcatcagcaaacacccctcaccttgaaatacacacacat(AC)6100 84881981 84882080 CAAAACAAACCCGAACCCTA CCCTCTCTCTCTCCCTTGCT 177

Ai09B18069 Araip.B09 18069 p3 (TCA)5 15 84886194 84886208 ATGCAGACAGGCAGGGTATT TTGGGGAACAAGCAACTTTC 221

Ai09B18070 Araip.B09 18070 c (GAA)6aggggaggtgatgaagaaggaagaagagagaaataagaaagaaagggggtagagaggcagggctcgcagctttaaaactggttcgcgcaaccg(GC)6123 84908195 84908317 GTAGGGCTACCGGAAGTGGT TCCTATGCTAGGGGCACAAC 280

Ai09B18073 Araip.B09 18073 p2 (TA)6 12 84948467 84948478 GATTGATTGAGTTGGTGTTGTCA TTCCAAAATTTCAATCAACCA 234

Ai09B18076 Araip.B09 18076 p2 (TA)9 18 84970952 84970969 AGTTTTCCCTTGCCCTTGTT TCAAACATGCGCATATAACCA 168

Ai09B18077 Araip.B09 18077 p2 (AC)7 14 84972899 84972912 TCTTCCTCCTAGCCATCACC GAGGTGGGTTGGACAGTGAC 147

Ai09B18078 Araip.B09 18078 c (GA)8tgtgtctgagagagaaagagacagagacaaaaagac(AG)664 84973030 84973093 CCAGAGGGAAGAGAGAGCCT TCCTGGTGACTTCACAGACG 269

Ai09B18080 Araip.B09 18080 p3 (ACA)5 15 84990695 84990709 AAAAATCAATTAAATCCCCCA AACATCCAGTCAGGAGGGTG 242

Ai09B18083 Araip.B09 18083 p2 (GA)13 26 85000916 85000941 TTTGTGGCCTTACTTGGAGG CATGGTAATGTTTGCATGGC 266

Ai09B18088 Araip.B09 18088 p2 (TC)7 14 85023097 85023110 TGTTTGAAGGACGGATTTGA TCTGGAAAATGAACCTCTCCA 162

Ai09B18093 Araip.B09 18093 p4 (TTTA)5 20 85055801 85055820 CCATGATGGAGAAAGGGAGA CCTTTTTCAAAACTTCCTAACCA 167

Ai09B18094 Araip.B09 18094 p2 (TC)8 16 85060628 85060643 TGGTTAAAGAAGGAAATGACGG CGTTTATTGAAAACGAGGAGC 271

Ai09B18101 Araip.B09 18101 p2 (AG)6 12 85099733 85099744 CTAGAGGTTTCTCCGGCCTT ATTTTCCTCCCAAACCCAAC 279

Ai09B18103 Araip.B09 18103 p2 (TA)9 18 85133087 85133104 TCACCGAGCTGAAGAATGAA CTGTGCTCCTCGGTGAAGAT 265

Ai09B18106 Araip.B09 18106 p3 (ATC)5 15 85158610 85158624 GTGCCTGGTCACATCTTACG CAGGTTTTAGGCTACGAAATACG 243

Ai09B18108 Araip.B09 18108 p2 (AT)8 16 85170863 85170878 GTTTGTCAACCTCCCCACAC TCTTTCCCATCTCATTTGCAG 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B18109 Araip.B09 18109 p2 (GA)7 14 85174577 85174590 CAGCATTCCGGCTAAAATTG CCCTCTCCTACCCCTCTCAC 256

Ai09B18110 Araip.B09 18110 p2 (AG)6 12 85178736 85178747 AATCAACCCAAGTGCTGGAA AATGCATCCATTCAAAAGGG 198

Ai09B18119 Araip.B09 18119 p2 (TA)7 14 85222832 85222845 AGAGCAGATACACAGCCGGT GCACAAGGGCTAAAGGTATTG 247

Ai09B18125 Araip.B09 18125 p2 (TA)7 14 85255143 85255156 CGGTGAATTTGCAGATGTTG TGCGTAGGCACAAGAGATGA 274

Ai09B18129 Araip.B09 18129 c (A)10gtaggttttttggatggagaaatatttttattttataatatttcactatacagaaaat(A)11caatgagggatctaaggctacacttatatacagtagctatagtatac(A)11137 85262604 85262740 CATGCATTGTTTTCTGTGGC ATAAGTGTAGCCTTAGGTCCCTC 247

Ai09B18132 Araip.B09 18132 p2 (CT)8 16 85276817 85276832 AACGAGAGCTACGTCACCGT TTCACTTCATTCATCACCGC 225

Ai09B18133 Araip.B09 18133 p2 (TA)7 14 85276973 85276986 GCGGTGATGAATGAAGTGAA TGATCTGGATATGCTGGCAA 259

Ai09B18135 Araip.B09 18135 c (T)12gctatttttctc(T)1034 85284499 85284532 GAGACAGCTTGGTTTAGCCG TGAAGCAAGAAAAAGCAGTGAA 254

Ai09B18140 Araip.B09 18140 p2 (GA)6 12 85319756 85319767 TCAGGTTGTGCTCCTCAGTG TCATTATGAAGAATGCGCGA 275

Ai09B18143 Araip.B09 18143 c (A)10tcatgcacc(A)1029 85355282 85355310 TTGGTGTCTGCATAGGTGGA CCGTGACTTTTCTTGGAGGA 226

Ai09B18145 Araip.B09 18145 p3 (AAG)5 15 85387868 85387882 CACTTCAGAGGGCCAAAGAG GGTGTATGTCCCCTTGCACT 171

Ai09B18146 Araip.B09 18146 p2 (AT)8 16 85390032 85390047 CCAGGGATGCTAATGAAGGA CTCAACACACAAATCACGGC 236

Ai09B18151 Araip.B09 18151 p2 (GA)6 12 85499618 85499629 AACTCACCGGTGGTGAAGAG CGATTTGGGTGTTATCAGGG 231

Ai09B18152 Araip.B09 18152 p4 (TAAA)6 24 85532957 85532980 CCACTTTCTCTCTCCTCATTTTT CCCCCAGAGTCCTCCTAGAC 192

Ai09B18155 Araip.B09 18155 c (TTAT)5ttacttaattacttgaatatttttttgttgttttg(T)1065 85558383 85558447 TCCCACTTTTGCACATTTCA GGGTACCTACTCATGTGAAACCA 248

Ai09B18156 Araip.B09 18156 p2 (TG)6 12 85565561 85565572 TTGACGCTCTTGATGACGAC TACCCCCTTTCTCCCAAAAC 213

Ai09B18158 Araip.B09 18158 c (A)10gcaatgttttttccacaccaaacttagaatgtttgctcgtcctcgagcaaaagaagaaaggaat(AGA)589 85599164 85599252 CTAGAGGTTTCTCCGGCCTT CCTAATTGGTGCAGGGATGT 256

Ai09B18164 Araip.B09 18164 p3 (ATT)5 15 85631417 85631431 CCAATTCACACACATATGCATTC TGTGGGGTAAATTTGTGGAAA 272

Ai09B18168 Araip.B09 18168 p3 (AAT)6 18 85661195 85661212 TGCGATCTCCTCTTCCTGTT CACATTCATTGTCTCCCCCT 255

Ai09B18169 Araip.B09 18169 p2 (AG)9 18 85661538 85661555 GATGGGAGAGGGAGGATTTT TCTTTTCAAAATTTGTTCCAACT 269

Ai09B18172 Araip.B09 18172 p5 (AAGAT)5 25 85713655 85713679 GAGCTCGGTCAAAACGCTAC GCACGGGTATTAGGCATGTT 262

Ai09B18174 Araip.B09 18174 p5 (AAGAT)5 25 85721981 85722005 CAATGAGGGCCCAAATAGAA CCTGGGTGCTCCAGTGTATT 187

Ai09B18175 Araip.B09 18175 p3 (AGA)6 18 85725388 85725405 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 278

Ai09B18178 Araip.B09 18178 p5 (TTATC)5 25 85760477 85760501 TGTTACTGGAGGGTGGTGGT CAGAGGAACACGACCCAAAT 265

Ai09B18179 Araip.B09 18179 p3 (AGA)5 15 85793198 85793212 AGGTTTAGGTGCCGTCAATG TTTTCCATCCACCACTCACA 168

Ai09B18180 Araip.B09 18180 c (T)11gtgagtgagggagagatgttagtagatgaataaacaaatagaaggagataagagagaagataattttcaaaaattatttttg(A)11104 85795497 85795600 ATGGATCCACCTGCAGAAGT TCCCTCTTTTTCAAAATTTCTTTTT 279

Ai09B18181 Araip.B09 18181 p2 (AG)6 12 85795727 85795738 TTTTGTGAGTGAGGGAGAGATG TTTTTGTTTGTTTTCTACCTTTTTCA 276

Ai09B18183 Araip.B09 18183 p2 (CT)7 14 85813219 85813232 GGAGGCTAGCTCCAATAGGG GCAAAATGAAAATGGAAGGG 219

Ai09B18186 Araip.B09 18186 c (CT)6aattttcgaaaatatctcccccttttttttcaaaaatttcttaactaattaatcttatttttattttttttt(A)1296 85821912 85822007 TCCTTTTCAAAATTTGTTTCAACT GAATGAGATGGGGGAGGAAT 271

Ai09B18188 Araip.B09 18188 c (T)10cgctttctcttc(T)1032 85842179 85842210 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 192

Ai09B18189 Araip.B09 18189 p4 (TTAT)6 24 85850116 85850139 CCATGATGGAGAAAAGGGAA TTTTTGATTGCTAATTTCAAAATCC 144

Ai09B18192 Araip.B09 18192 c (A)12ctaaaaagatttttgttaaatttgaattttgggtgctttagaatgtatgtaggttaggagagtgccctgtttctgctttatgcttt(A)11109 85865517 85865625 TTGCATTTTGCTTGAAGTGC GTGTGCGACAAAGACCAGTG 220

Ai09B18195 Araip.B09 18195 p3 (TGA)5 15 85874053 85874067 GGCGTTGGCTTTGATATGAT GGCTTCCCTATTGCCTTAGC 263

Ai09B18196 Araip.B09 18196 c (A)10ggcg(A)10 24 85895250 85895273 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 215
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Ai09B18199 Araip.B09 18199 p3 (TTC)5 15 85908515 85908529 ACACACCTTCCCCCTCTTCT GAAGCATTGTCACCACATCAA 197

Ai09B18201 Araip.B09 18201 p2 (TA)6 12 85920017 85920028 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 207

Ai09B18203 Araip.B09 18203 p2 (CG)6 12 85921729 85921740 GGAGAAAAACAGGGTGCAAA AGTTGTGCCCACTTTATGCC 239

Ai09B18204 Araip.B09 18204 c (A)10tatgattcttttttctttattg(A)1042 85940849 85940890 TTGGATTTTGAATTTTGGAATTT CATTTTATTGTTTTTCTCTTTCCTCA 280

Ai09B18205 Araip.B09 18205 p2 (TA)7 14 85948006 85948019 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 271

Ai09B18208 Araip.B09 18208 p2 (TA)7 14 85999821 85999834 TTTGGGAACTTTGGTTGAGG GGACATTTTGTCCCCTTGTT 160

Ai09B18209 Araip.B09 18209 c (TAT)6catcatct(TCA)2498 86011210 86011307 TTTTCGTCCTTGACGTCTGA GGACAATTTTGATTTTGGCCT 223

Ai09B18211 Araip.B09 18211 p4 (TTTC)6 24 86019828 86019851 GGCAAAACACTTGCCCTAAG TGCAACATGTGTGGAATTCTT 188

Ai09B18213 Araip.B09 18213 p2 (GT)6 12 86037626 86037637 CTTAGCTTTGGCATGCTTGA ATTTACACATGCACCCACCC 265

Ai09B18214 Araip.B09 18214 p2 (CT)6 12 86039510 86039521 TCATATCAATATCACAAACACTGGT TGAGCCTTGAATCTCTCAAGAA 257

Ai09B18217 Araip.B09 18217 p2 (CA)7 14 86100762 86100775 GTGAAACAGGGGAGGTGTGT TGCGCACACTCTCTTACACC 245

Ai09B18218 Araip.B09 18218 p4 (CATT)7 28 86101036 86101063 GTGCGTACACACAAGAGCGT GGAACATTGAACCTGGAATTG 144

Ai09B18219 Araip.B09 18219 p2 (AT)6 12 86110094 86110105 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 267

Ai09B18221 Araip.B09 18221 p2 (AT)7 14 86149476 86149489 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 274

Ai09B18222 Araip.B09 18222 c (A)10caaaacttaaatactcatatag(T)1143 86169831 86169873 TCTGGTTTGGTAATTGGATTTTT TTATAGGGCTTTGACCACCG 230

Ai09B18225 Araip.B09 18225 p3 (AAG)5 15 86189479 86189493 ATGGGCTTCTAGGCACTCAA TCTTGACTTTCCCATGGAGG 216

Ai09B18228 Araip.B09 18228 p2 (TA)6 12 86195812 86195823 ATTCAATGCACATGGGACAA GGCTAAGGTAAGGGTGAGGG 205

Ai09B18230 Araip.B09 18230 p2 (AG)6 12 86216392 86216403 GGGGATCAAGGAGACAATTC ATCGTTGTTGGGAGTTTGGA 263

Ai09B18232 Araip.B09 18232 p2 (GT)6 12 86221226 86221237 CAAAAGTGGGAACTTTGGGT GGGCTAAGGTAAGGGTGAGG 142

Ai09B18235 Araip.B09 18235 p4 (ATTA)5 20 86228639 86228658 TCTTTTGCCGTTATGAAAAGC GCTTCAGGGACACTACTGAGG 272

Ai09B18237 Araip.B09 18237 p2 (AT)9 18 86245400 86245417 TCACATCTCAACGTAAGCGG TGTTTGTGACGAGTCTGGGA 217

Ai09B18238 Araip.B09 18238 p2 (AG)6 12 86246552 86246563 AGGAGAGGAGTAGAAGCCGC TGGTGGACCTAAAAGCAAGG 280

Ai09B18239 Araip.B09 18239 p2 (AT)8 16 86251223 86251238 TTCCCTCGCCTTTGTCTTTA AAATATCACGCTTCCGGTTG 267

Ai09B18240 Araip.B09 18240 p2 (AT)6 12 86256688 86256699 CATTGTAATGGGGCTAAGGG GGGGACAAAATTACCCCAAT 239

Ai09B18241 Araip.B09 18241 p2 (AC)7 14 86257073 86257086 TTCCCAAATCTTTCCCACAC ATTTGCCACTTTGAGCCTTT 158

Ai09B18242 Araip.B09 18242 p3 (CAA)5 15 86259618 86259632 AGGGACTCAGCAGCAATAACA GCTGCTGTTTGGGAATGACT 265

Ai09B18244 Araip.B09 18244 p3 (ACA)7 21 86312337 86312357 TTATTTTGCGTGCCTAACCA TGCAATTGAATGTACAGCGA 243

Ai09B18247 Araip.B09 18247 c (T)10attctgaaaaagaaaatgcagaatgcagtgttaatatgaatgtgatgcaaaactccaggttcaatat(AATAA)5102 86354567 86354668 ATGCTCTCGCGTGACTTTCT GTGCTAGGTGGGAGACAACC 268

Ai09B18249 Araip.B09 18249 p3 (TCC)6 18 86358109 86358126 TCGTCTTCCTCTTCCTCTTCC TGAATTTAATTTCGATGCATTCTG 267

Ai09B18254 Araip.B09 18254 p3 (ATA)7 21 86361134 86361154 GCCAAAAGAGATGCCAAGAG CATTTGCCATTCTTGCCTTT 148

Ai09B18256 Araip.B09 18256 p2 (CA)6 12 86366770 86366781 TCTAACCCAGCTCCTTCAGC ACCCCTCCTTCACGAGTTCT 252

Ai09B18257 Araip.B09 18257 p2 (TA)8 16 86375720 86375735 CAAAATCCAGTGAGGGTTCAA GGAATCTCATGCAATGCAATC 276

Ai09B18258 Araip.B09 18258 p3 (TTC)5 15 86379240 86379254 GCGCAATTATTTCCATGCTT GGAAGGGAAAGAGGGAAGAG 273

Ai09B18263 Araip.B09 18263 p2 (AT)13 26 86410808 86410833 TGCATGTTAGGTGATAGCTTAGG AAGCATTGAACCCTCACTGG 279
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Ai09B18266 Araip.B09 18266 p2 (AT)6 12 86438743 86438754 TTCACTTTGGGGCATTTTGT CTTGGGACATTGGTTGAGGT 256

Ai09B18267 Araip.B09 18267 c (A)10ggag(A)10 24 86461223 86461246 AAACCTTGATGCACCGATTC CGTGACACTCTTTTTGGAGGA 193

Ai09B18268 Araip.B09 18268 p3 (ACA)5 15 86484319 86484333 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai09B18269 Araip.B09 18269 c (TC)8accaccattaataaggttttcttttcttcttccccccttacttttctattattcttcttattttttatgttatcttcttttcttc(T)12113 86489217 86489329 ACAGCTTCCCTGATTTGCC TCCAACACCAAGTAAAAAGGAAA 280

Ai09B18271 Araip.B09 18271 p2 (CT)7 14 86495783 86495796 TGGAAACATTGAACCTGGAA AGCGATTTCTGGACCCTTTT 231

Ai09B18284 Araip.B09 18284 p3 (ATT)5 15 86631168 86631182 ATTGATTGGATGAAGGCAGC CCCACGGAGATTGTTGGTAT 220

Ai09B18288 Araip.B09 18288 p4 (TTAT)5 20 86632826 86632845 TTCGAAATTCCCTCTCTCTCA GGTTCAGGATCAGCTTCAACA 270

Ai09B18289 Araip.B09 18289 p3 (ATT)5 15 86639094 86639108 CCCTACACAAAGCTTGCCAT TAAGGGTCGATCCCACAGAG 264

Ai09B18292 Araip.B09 18292 c (TA)8aatttttctttc(T)1038 86654747 86654784 TTCCCTTTTTCAATCCATACTCA GGGAAATTGTGGGAACAAAA 277

Ai09B18296 Araip.B09 18296 p2 (CA)6 12 86742176 86742187 GTGAAGCTGGCCAAAATACC GTTGGTCTTCCTCTTCACGC 204

Ai09B18297 Araip.B09 18297 p2 (TG)6 12 86755302 86755313 TAGTCTGCAAAGCGAGCAAA CTTCTACCCCTGGCATTCAA 205

Ai09B18300 Araip.B09 18300 p3 (AGA)6 18 86772042 86772059 ATCTCCCTTGGCTCAGAGGT CACACAACCCTCCATCTCCT 206

Ai09B18301 Araip.B09 18301 p2 (GA)11 22 86775193 86775214 ATAGGGATCCTTTTTGCCCA CGAAAATATCTCCCTCTTTTTCAA 268

Ai09B18302 Araip.B09 18302 p2 (AG)10 20 86775379 86775398 TTGAAAAAGAGGGAGATATTTTCG TTTTCAAAACGAATTTCAACCA 149

Ai09B18311 Araip.B09 18311 p2 (AC)13 26 86872989 86873014 GACGAGCTTTTTGGCAAGTC AAAGAGCAGGTGGGCAATAA 239

Ai09B18312 Araip.B09 18312 p2 (AC)10 20 86873903 86873922 TTTTGGATGACGTTTGTGGA GCGGGCAATAAGTTCCTGTA 223

Ai09B18313 Araip.B09 18313 p2 (CT)6 12 86882373 86882384 CTTTTTGTTTGTTTCTTAACTTTTTCA GAAGATGAGAGGGGAGAGGG 228

Ai09B18315 Araip.B09 18315 c (A)10gag(A)10taggcg(A)1039 86883959 86883997 TGAAGCAAGAAAAAGCAGCA ATGCCACAAGCACATGGTTA 246

Ai09B18316 Araip.B09 18316 p2 (AC)10 20 86887902 86887921 GACGAGCTTTTTGGCAAGTC GCGGGCAATAAGTTCCTGTA 220

Ai09B18317 Araip.B09 18317 p2 (AT)13 26 86895813 86895838 GATGCAAAAATGCAACATGC GATTCGTCATTTTGGGGTGT 216

Ai09B18318 Araip.B09 18318 p3 (GAA)5 15 86902711 86902725 AGTAGTTGTCGCCGGTGAGT GCGTCCTCTCCTAACACCCT 221

Ai09B18319 Araip.B09 18319 p2 (GC)6 12 86902831 86902842 TGGTGCATTGTGGAAGAAGA GAACCAACTTTGTGCCACCT 256

Ai09B18320 Araip.B09 18320 p2 (GC)6 12 86903309 86903320 ACGAAGTGGGCATGACTCTC AATTCTTTGAAAAAGGGCACC 106

Ai09B18323 Araip.B09 18323 p3 (AGA)6 18 86917222 86917239 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 276

Ai09B18324 Araip.B09 18324 c (AAT)6agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)6102 86919935 86920036 AGGTTCTGGACCTGCTTCAA CCTCACTCACCAAAAATCCG 200

Ai09B18327 Araip.B09 18327 c (T)10ctc(T)10 23 86948607 86948629 AGCCACTTAGGCCAGGATTT TGAAGCAAGAACAAGCAGTGA 192

Ai09B18333 Araip.B09 18333 p2 (CT)6 12 86995572 86995583 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAAGAGGGGGTTCAAATTC 271

Ai09B18337 Araip.B09 18337 p2 (AT)9 18 87004424 87004441 TTCCCGGATACGATTTTCTG TTGCTTAATGCAACCCAAGA 222

Ai09B18339 Araip.B09 18339 p2 (CT)6 12 87033101 87033112 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai09B18340 Araip.B09 18340 p3 (TTC)5 15 87036741 87036755 AACACAACCTCTCCCCCTCT TGGGATCACCTTCTTCTTGG 279

Ai09B18341 Araip.B09 18341 p3 (AAG)5 15 87038944 87038958 CATGCCAACATTGAACCAAC TTGTCGTGCTCTTTCCCTTT 234

Ai09B18344 Araip.B09 18344 p3 (TGA)5 15 87064207 87064221 TGCAGAGCATCATACAAGCC GAGTTCGCTTGCTTCACTCC 111

Ai09B18350 Araip.B09 18350 p2 (AT)8 16 87123462 87123477 GTTGCTGGGGATTGTTGAGT TGCATGAAAAGGATTTTTGG 249

Ai09B18352 Araip.B09 18352 p4 (ATTT)7 28 87161538 87161565 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B18353 Araip.B09 18353 p2 (AT)13 26 87169600 87169625 AAATGAGAGGGTGTGCTTGG GGCGAATTCTTCAGATTCCA 246

Ai09B18356 Araip.B09 18356 p3 (AAT)5 15 87196243 87196257 TTATTTTCGGCTGCCATCTC CCCCTCTTCCATCTGTGTTC 280

Ai09B18362 Araip.B09 18362 p2 (TC)6 12 87254948 87254959 ATGCATCCATTCAAAGAGGC CACTGATCAATTCAAGTGCTGG 194

Ai09B18364 Araip.B09 18364 p3 (TCT)5 15 87275157 87275171 ATCTATGGGGTGCAAACTGC TTGTCTTCCCTTCCCCTCTT 267

Ai09B18366 Araip.B09 18366 p2 (GC)6 12 87306082 87306093 AAGAAAAGTGCTTGGTGGGA GAAAATGGAAATTCGCAACC 273

Ai09B18367 Araip.B09 18367 p2 (GC)6 12 87306237 87306248 ACCATTGCCAGTTGACCATC TCAGGCACAAAAGTGGCATA 278

Ai09B18368 Araip.B09 18368 p2 (GC)6 12 87306558 87306569 TATGCCACTTTTGTGCCTGA TAAACTGATTCGCGCAGATG 133

Ai09B18370 Araip.B09 18370 p2 (AG)6 12 87322138 87322149 TGGATCCAGAGTTACTCCCAA CCATTCAAAGAGAGCTTGCC 120

Ai09B18372 Araip.B09 18372 p2 (TA)6 12 87336155 87336166 GGCATTTTTGTCCCCTTTTT TGGGAACCTTGAGACATTGG 238

Ai09B18373 Araip.B09 18373 p2 (AG)7 14 87360286 87360299 AAGATGAGAGGGGGAAGTGAA TCTTTTCAAAATTTGTTCCAACT 269

Ai09B18376 Araip.B09 18376 c (T)10gccaattttcttttc(T)1338 87363255 87363292 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 181

Ai09B18377 Araip.B09 18377 p3 (TCC)5 15 87365932 87365946 AGAGCTCATGAAGGGCAAAA TACTTGGTGTAGCCGAACCC 179

Ai09B18379 Araip.B09 18379 p2 (CT)6 12 87370223 87370234 AAATCCAGGTGCAGAACACA CCAATTGGGCAACATCTGTA 268

Ai09B18382 Araip.B09 18382 p2 (CT)15 30 87381295 87381324 CATGAAAAGGTTCATAAGCCAA AAAGTGGGGAAATCCATTCA 259

Ai09B18384 Araip.B09 18384 p2 (CT)7 14 87401938 87401951 CATGAAAAGGTTCATAAGCCAA AAGTGGGGGAATCCATTCAT 245

Ai09B18385 Araip.B09 18385 p2 (TA)11 22 87416220 87416241 GTAGGTCGAAAGGCACCTCA GACCTGCAAAGTTAAGGCCA 276

Ai09B18386 Araip.B09 18386 p4 (AATA)6 24 87420324 87420347 GCTTGAAAGATCGGATAGCG GTGACCGAGGAAGAGACGAG 238

Ai09B18388 Araip.B09 18388 c (T)10aatttacttgccaaaacgacgtcgttttggtttttc(A)1258 87421473 87421530 ATCGGTGAACCAGACCTTTG TTTAGGGGGATTAGGGTTGG 266

Ai09B18391 Araip.B09 18391 c (TTA)6ttgttgttg(TTGTTA)663 87438842 87438904 CATTGGGGTAATTTTGTCCTC TTGGGAATTTGGGTACCTACT 267

Ai09B18395 Araip.B09 18395 c (CCA)6ttatcatcatgg(TCA)6gaacttctccgaaatcaaccaaaatcaaccagaagcataatagaagcccaagctgaaccagaac(CCA)6130 87459622 87459751 CCCATTCTTCCCAAAAATCA CCATTGTTCTTCTGATGATGATG 239

Ai09B18396 Araip.B09 18396 p3 (TCC)5 15 87463368 87463382 CTCATTAAGCCCTCCCAACA CACGTTGTAGGTGGAGCAGA 189

Ai09B18398 Araip.B09 18398 p2 (TC)6 12 87481559 87481570 CCTCTCAACCTCCATCTTCG AAACTGAGGGGAGGAGGAAA 271

Ai09B18399 Araip.B09 18399 c (TA)7gaaaaaaaataataatgatgaaaagaaaaataaaatgaaag(A)10gaagaaaaaaaataaaaggggacaaaatgccccaaagtgaagtcaataaaaaggaatcaatgcataagtgttgtgaaatg(A)11156 87485291 87485446 CCTTATGCATTGATGTTCGTG TGCGAGCTATTCTAACTACCCA 254

Ai09B18403 Araip.B09 18403 p2 (AG)6 12 87508656 87508667 CTGACCCAAGGTCACACAGA TTTCTTATCTTTTTCAAAACCACC 278

Ai09B18405 Araip.B09 18405 p2 (TC)6 12 87553592 87553603 TGCAGGGATGAGAAATCCTT GAGTGAGAGGGGTGTGTGGT 242

Ai09B18407 Araip.B09 18407 p2 (TA)6 12 87589301 87589312 GGTGTTGCACACCAAAACAA CCAAACTTAGTCCCTTGCCA 253

Ai09B18409 Araip.B09 18409 p2 (GT)7 14 87596663 87596676 AGCCTTGAAGCGAAAAACAA AGCATGTACCCAATTCCCAA 162

Ai09B18411 Araip.B09 18411 p3 (TTG)7 21 87603086 87603106 GTGTGGTGGTGGTTGAAGTG TGACAACACAAGGTTGGCAT 250

Ai09B18414 Araip.B09 18414 p3 (TTC)5 15 87626678 87626692 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai09B18418 Araip.B09 18418 p2 (GC)6 12 87686266 87686277 TTGGTCTTGCATGAAGTGGA GCACGCAGATATAGCGTTCA 211

Ai09B18419 Araip.B09 18419 p2 (AT)7 14 87699062 87699075 CACAGCACCGCTCCTAAAAT CACCCCCTACAAATTTCCCT 274

Ai09B18420 Araip.B09 18420 p2 (GT)7 14 87704236 87704249 TTCCTCCTTCCACTGGTGAC TGTTGGATTTAATTTGGGTTTCA 269

Ai09B18421 Araip.B09 18421 c (ATAC)6(AT)14 52 87709112 87709163 TTTAAACCGGAGTACCGCTC TGTTCCCTCGCCTCTATCTT 233

Ai09B18422 Araip.B09 18422 p2 (GT)6 12 87712804 87712815 TCCCCCTTTCTTTCTTGCTT TGTTGGATTTAATTTGGGTTTCA 214
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Ai09B18423 Araip.B09 18423 c (CTTT)5ctcagaccgaaagagagta(TG)7caaggctgagagggtgaggaagagtgacggcgtgagggtagtgagagtg(GT)10122 87718798 87718919 CAGCGTGTCTCCCTCTTCTC TTTTTACCTAAAACCCTAATTTTGGA 216

Ai09B18424 Araip.B09 18424 c (A)15ccaaaaagatttgttgttaaatttgaattttgcttgctttagaatgtttatagattaggagagtattaaattctgtgtttgtgcttctttaat(A)12120 87724821 87724940 TGCATTCATGCTTTGCTTAGA AGTGTGATATGCACCACCCG 264

Ai09B18425 Araip.B09 18425 c (AAAAT)5tt(A)11 38 87725252 87725289 GCACCCTGTTTTCCTCCTTT GCAAATGCAATAAAAGAAATTGG 150

Ai09B18426 Araip.B09 18426 c (T)10atgttaggactacttggttagggtgatgatttcttttccaagaaaaattgttttagggcaccctaccaatttg(A)1093 87726085 87726177 TTCTAAGTGTGGGGAGGTCG GCTCAAAAACCATGTTCCAAA 273

Ai09B18431 Araip.B09 18431 p2 (CT)8 16 87743407 87743422 GACGGAAAAGAGAATCTGTCAA CGGAGAGAGGAAGAAGCACA 279

Ai09B18433 Araip.B09 18433 p2 (AG)9 18 87750335 87750352 AAAGAAGCAACACCGGAAGA CCTGTTGAGAGGCAGCTTTC 241

Ai09B18434 Araip.B09 18434 p2 (TA)8 16 87763900 87763915 AGCACCCTTTTGTTTTATGCT GCACCAAATATTGGAGGAGG 275

Ai09B18438 Araip.B09 18438 p2 (AT)6 12 87777430 87777441 TTGGGAATTGGGTACATGCT TTCACTTTGGGGCATTTTGT 206

Ai09B18439 Araip.B09 18439 p2 (TA)9 18 87785973 87785990 TGGCATATTGACCAGTGAGTG AGAAGAAGGAGGGAAGACGC 267

Ai09B18442 Araip.B09 18442 p3 (TAT)7 21 87797927 87797947 GACAAATCAAAATATGTCATCCGA TTTGCTGAACAACCAGATCG 268

Ai09B18445 Araip.B09 18445 p3 (AAC)5 15 87822500 87822514 CCATGAATCTCACCCCAATC ATCATTCGTCGCAACAACAA 271

Ai09B18446 Araip.B09 18446 p2 (AG)7 14 87822998 87823011 GGATGGGGGATGGAGATACT TTAACCACCAAAAACGCCTC 212

Ai09B18449 Araip.B09 18449 c (T)10cttcttctaacactg(T)1035 87826660 87826694 ACTATGCACCCGGTTTATGC CCGTTATGGGGTGTTAAATGA 278

Ai09B18455 Araip.B09 18455 p2 (AT)6 12 87848749 87848760 AGTGTTGCATAAGCAAAGGC TGCAAAGGAAATGATGACGA 222

Ai09B18458 Araip.B09 18458 p2 (TA)7 14 87853330 87853343 CGAGGATGGAGCAATGAAAT TCTTGCAATTTGTCCTTATTGA 216

Ai09B18462 Araip.B09 18462 p3 (AAT)5 15 87863213 87863227 TCTGTCTGGAATGCAAGCTG TTGCCAAACCTGTTTCTTCC 231

Ai09B18464 Araip.B09 18464 p2 (TA)6 12 87872586 87872597 AACGGAAAAACAACTCAACCTT ATCCATGTAGGTGAGCGGAG 275

Ai09B18467 Araip.B09 18467 c (CT)6aattttcgaaaatatcttccccctttttcaaaaatttctttttaattaactaattattttttttatttgaattttcg(A)1099 87879139 87879237 TTGTTTCTTATCTTTTTCAAAACTACC TCGAATTTGGTGATGATGTGA 280

Ai09B18468 Araip.B09 18468 p3 (TTC)5 15 87881457 87881471 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai09B18469 Araip.B09 18469 p3 (GAA)22 66 87886537 87886602 CCTGAAATATGGACGTGGAGA TCATCCTTTTATCGCTCTTTAGTTG 252

Ai09B18473 Araip.B09 18473 p2 (AT)9 18 87894224 87894241 AGACTCGGCTTGCGAAGATA TTCATATGCAGGACGTGAGG 271

Ai09B18474 Araip.B09 18474 p2 (CT)6 12 87906119 87906130 GCTAGGATTGACAGCAAGGG ATAGGTGAGGGGTTTTTGGG 174

Ai09B18479 Araip.B09 18479 p5 (AATTA)5 25 87938233 87938257 CGTTCATTCGCAATTCACAC AGACCGGGTTCGTTTTTCTT 142

Ai09B18480 Araip.B09 18480 p3 (ACC)5 15 87939553 87939567 CACCATCACCACCACTACCA TCGCTTTTGGACTTGTAGCC 204

Ai09B18482 Araip.B09 18482 p3 (CAT)6 18 87949936 87949953 CGGACAATTTTGCCCTTAAA GGCAATAGTGACAGCGATGA 130

Ai09B18484 Araip.B09 18484 p2 (AT)6 12 87955042 87955053 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCAA 279

Ai09B18494 Araip.B09 18494 p5 (TTTTA)5 25 88013809 88013833 CAATTTTCTCCCGCATCAAT AATCACCTCACCACCCTCAG 258

Ai09B18496 Araip.B09 18496 p2 (AG)9 18 88026091 88026108 GTGCCAAGGTTGTGCCTACT GCAAATGCAATAAAAGAAAATGG 186

Ai09B18500 Araip.B09 18500 p3 (TCT)5 15 88031389 88031403 CCATTCATGGTCATCCCTTC CTGGCCTTAGGTGCCATTAG 259

Ai09B18504 Araip.B09 18504 p2 (AT)10 20 88051465 88051484 TGTTTTTCTCTCCCGTCTCAA ATGGGTTTATCAACCTCCCC 278

Ai09B18505 Araip.B09 18505 p4 (AATA)5 20 88066436 88066455 AAGTGTGGGAAAACTGTGGG TTGGGGTAATTTTGTCCCCT 200

Ai09B18509 Araip.B09 18509 p4 (ACTA)5 20 88081935 88081954 TTCAGCAGCAAAATCTCAACA AACCCTGTTTTCACACCACC 228

Ai09B18513 Araip.B09 18513 p4 (AAAT)5 20 88093175 88093194 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 268

Ai09B18516 Araip.B09 18516 p3 (TTC)5 15 88127266 88127280 TACCTTCTCCACCCCACAAG AGGGATTGGCTACTGCCTTT 211
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Ai09B18517 Araip.B09 18517 p2 (CT)6 12 88129928 88129939 TTTCTTATCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGATG 268

Ai09B18518 Araip.B09 18518 p2 (CT)7 14 88130165 88130178 TCGAAAATCCTTCTCCCTCA CAGGTTCTGGATCAGCTTCA 249

Ai09B18519 Araip.B09 18519 p3 (TTC)5 15 88130763 88130777 CTTCTTGGCCGAAACACTTC CGGTCTTAGGTGCCATCAAT 161

Ai09B18521 Araip.B09 18521 p2 (AT)8 16 88141962 88141977 ACTTGTGTAGTCCGTGCATGA AAATGAGCTAGTTTACGAATTTCAA 100

Ai09B18534 Araip.B09 18534 p3 (TTA)15 45 88186990 88187034 AACGAGTTTGAGAAACAACAAAA GCAAACACAAACCCAAATCA 265

Ai09B18538 Araip.B09 18538 c (TC)9(TA)11 40 88206340 88206379 GCTGTCTCTATGGGCTCTGG TTCATAATCACAACAATCCACTCA 209

Ai09B18541 Araip.B09 18541 p2 (GA)6 12 88246820 88246831 AAGGAAGTGAAAGTTAGTTAGGTGG TTCTCTCATCTTTTTCAAAACCACT 122

Ai09B18542 Araip.B09 18542 p2 (AT)6 12 88247203 88247214 AAGATTTGATTTTTGAAAACTTGACA TGTCCCCTTGTGTTTTCCTC 245

Ai09B18543 Araip.B09 18543 p3 (ATT)11 33 88249650 88249682 TTTTTGCTGGTTTTCGGACT TTTCATCAGTGCTTCGTGGA 133

Ai09B18545 Araip.B09 18545 p2 (AT)8 16 88273980 88273995 ACCTCGCGTCGTAAAGAAAA ATATCCTCCATCGGGCTTCT 112

Ai09B18547 Araip.B09 18547 p2 (CT)6 12 88307021 88307032 CGGGGATGAGATATCCTTGA ATGGATGGATGTGGATTGGT 146

Ai09B18548 Araip.B09 18548 p3 (TCC)5 15 88316777 88316791 TGAGGTTCACCCATCTCCTC TCCACCAGAGTGGGACTTTC 246

Ai09B18552 Araip.B09 18552 p2 (CT)7 14 88351462 88351475 CGCGTCAATCAGTATAAGCG GGGGGAAGAAGAAAAGAAAA 234

Ai09B18555 Araip.B09 18555 p3 (TCC)5 15 88364561 88364575 CAAAAGAATGCCCCTACTGC TGTACTCGCGAATGGTTTTG 199

Ai09B18556 Araip.B09 18556 p2 (GT)6 12 88374396 88374407 ATTACAAGCCGGAAAGCAAA CCAATGTTCCAAGTTTTCCC 108

Ai09B18557 Araip.B09 18557 p2 (TA)7 14 88387871 88387884 GCGAATTCGTAGCACTCACA TAAACTTCGCGGGTTACGTC 167

Ai09B18558 Araip.B09 18558 p2 (AG)6 12 88393033 88393044 AAAACAAGAATTGAAGTGCTGAAA GTGAATTCTTGGCCTCCAAA 204

Ai09B18559 Araip.B09 18559 p2 (TA)8 16 88409733 88409748 AAAGCGTGAAGTTGAAAGCA GTACCCTAGCCGGCCTAAAC 146

Ai09B18560 Araip.B09 18560 p2 (AT)10 20 88414829 88414848 GTTGAAACCTCGGTCCAAAA TCGAGTTTGGACAACTGACG 234

Ai09B18563 Araip.B09 18563 p2 (AG)6 12 88428342 88428353 ATAGGTGAGGGGTTTTTGGG AACGCTAGGATTGGCAGAAA 178

Ai09B18566 Araip.B09 18566 p2 (AT)8 16 88467270 88467285 CGAATGATGTTCTCACCCCT TCTCAAATACAAGTCCCGCC 177

Ai09B18567 Araip.B09 18567 p2 (CT)6 12 88478317 88478328 GGAACATTGAACCTGGAATGA TGGGCTATTTTGACCCAGTT 246

Ai09B18568 Araip.B09 18568 p3 (TTA)26 78 88479720 88479797 TACTTTGGGGCATTTTGTCC GTGGGGAAAGTGAGTTTGGA 276

Ai09B18569 Araip.B09 18569 p2 (CT)6 12 88485412 88485423 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTTTTTGACC 251

Ai09B18572 Araip.B09 18572 p2 (TA)9 18 88502258 88502275 TTGTCCCCTTTCTCTTATTTGC TGGGTTTGAAAATATTTGGTTTG 207

Ai09B18573 Araip.B09 18573 p3 (CTT)5 15 88505528 88505542 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 269

Ai09B18575 Araip.B09 18575 p2 (CT)6 12 88508783 88508794 TTGCAATCATATCTTCTTTTTCAA AAAGAGGGAAGGGATTTTCG 219

Ai09B18576 Araip.B09 18576 p3 (AAG)6 18 88514707 88514724 TCTTCTTGGCCACAACTTCA TGGCCAAAACACACACATCT 264

Ai09B18578 Araip.B09 18578 p2 (AG)6 12 88531893 88531904 AAAGAGGGAAGGGATTTTCG TTGCAATCATATCTTCTTTTTCAA 219

Ai09B18589 Araip.B09 18589 p2 (GC)6 12 88574704 88574715 GTCCAAATGAGGCGGTTCTA CTTGTTTCATTCCCCCTTCA 244

Ai09B18590 Araip.B09 18590 c (A)15cgggaatcggcgcccaagcgcgcagt(GC)653 88577557 88577609 GTGCTAGGTGGGAGACAACC AGGCATAAAGTGGGCACAAC 277

Ai09B18593 Araip.B09 18593 p3 (AAG)6 18 88586369 88586386 CCCATGACTCAGAGGTGGAG AAATGACCGAACCCTAACCC 266

Ai09B18594 Araip.B09 18594 p3 (CAT)5 15 88617763 88617777 AGAAACTTTGGCAGAAGGCA TCCAGGGTCATCTTGTAGGC 194

Ai09B18596 Araip.B09 18596 p4 (AAAT)6 24 88626741 88626764 TCGAAAATCTTCGCCCATT AAAAACATTTCAGAGGGGCA 130
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Ai09B18599 Araip.B09 18599 p3 (AAT)6 18 88651160 88651177 CCAAGAGATGATTGAGGCCA TTGCTTTTGGGGAATTTTTG 160

Ai09B18600 Araip.B09 18600 p3 (TAA)5 15 88662438 88662452 TGATCGTACCAAAAGTGAGACG CCCTCACCCTTGTTGCTTTA 273

Ai09B18601 Araip.B09 18601 p2 (CT)8 16 88664882 88664897 CTTCAGCAACAACAGCGGTA TGTTGAGCTGGTTGCCATAG 237

Ai09B18602 Araip.B09 18602 p2 (CT)7 14 88665331 88665344 AATCACCGTTCACAACAGCA GGAGGATGAGAGTCGTGAGC 265

Ai09B18603 Araip.B09 18603 p2 (GT)8 16 88667414 88667429 CGCTCTCCGCTGTTTCTTAT CCCTAACCCCTTCTACCCAA 270

Ai09B18604 Araip.B09 18604 p3 (GAA)6 18 88670948 88670965 CCCTCTCCCTCCCTCTCATA AAGTGACGGTAAAGATGGCG 274

Ai09B18606 Araip.B09 18606 p4 (ACAT)5 20 88674616 88674635 GAAATTGTGATTGGATGACATGA CAATGGAATGCCCTAAAAAGG 216

Ai09B18607 Araip.B09 18607 p2 (GT)6 12 88675104 88675115 CCATATGGCCAACCCTTACA TTCCCACAAATTTCTCCACA 185

Ai09B18610 Araip.B09 18610 p3 (CAT)5 15 88700888 88700902 AGAGACTTTGGCAGAAGGCA CCCAGATGACCCTGATGAAT 249

Ai09B18611 Araip.B09 18611 p3 (AAT)7 21 88709923 88709943 GGAAATTTTATTGGAACATGGG TTGCTTTTGGGGAATTTTTG 194

Ai09B18614 Araip.B09 18614 p2 (CT)9 18 88740085 88740102 AGCAACAACAGCAGTAGCGA AGAGAGAGCAACGTGGAGGA 273

Ai09B18615 Araip.B09 18615 p2 (GT)6 12 88740604 88740615 GGATCCCACTCTCTCTTCCC TCCGGTATACTTGCCGGTAG 225

Ai09B18616 Araip.B09 18616 p2 (GT)7 14 88742206 88742219 TGCTTCACCCTTTAAGCTCC CCCTAACCCCTTCTACCCAA 242

Ai09B18618 Araip.B09 18618 p4 (ACAT)5 20 88756856 88756875 AAAATTGTGATTGGATGACATGA TGGAATGCCCTAAAAAGGGT 213

Ai09B18619 Araip.B09 18619 p2 (GT)6 12 88757345 88757356 CCATATGGCCAACCCTTACA TGCATGAGTGATTACCCATTTT 252

Ai09B18620 Araip.B09 18620 p2 (GC)6 12 88758164 88758175 AGCGGGAGAACAAATGAAGA AAGTGAGCTGCAAAATCGCT 253

Ai09B18621 Araip.B09 18621 p3 (AAC)6 18 88774567 88774584 CACGTGAGGGGTGTCCTACT CACCACACATGCAACATGAA 273

Ai09B18622 Araip.B09 18622 p3 (GAA)18 54 88783606 88783659 CGGCGAGACAGAGAAGGTAG AGCTTCTCTTCGACCACCAA 214

Ai09B18624 Araip.B09 18624 p2 (TA)6 12 88787807 88787818 GCAGTTGAACCGACAAGTGA TCGGTACCACCTATTGAGCC 223

Ai09B18625 Araip.B09 18625 p2 (TA)9 18 88788391 88788408 AGGGTGATAGAGCGGAGGAT GGATCATAGATACCAGATAAACAAGA 261

Ai09B18629 Araip.B09 18629 p2 (CT)6 12 88829810 88829821 AAGGCTGAGCAACTAACGGA GCTGTCGAGCTTCCAAGAGA 187

Ai09B18630 Araip.B09 18630 p2 (GT)6 12 88830187 88830198 GGATCCCACTCTCTCTTCCC GTTCTCTCACTCTCACCGCC 123

Ai09B18631 Araip.B09 18631 p2 (TG)7 14 88830301 88830314 GGCGGTGAGAGTGAGAGAAC TTCAAACCCTAAATTCCCAA 138

Ai09B18633 Araip.B09 18633 p3 (ATA)19 57 88834166 88834222 CCGGGACTTATTTCAATCTTTG CATGCACACTTTGGATTTGG 210

Ai09B18634 Araip.B09 18634 p2 (TA)7 14 88842957 88842970 AGTTGGCCTAAACTCTGCGA TGACAAAGCGCTACGACAGT 223

Ai09B18636 Araip.B09 18636 p2 (CT)11 22 88847913 88847934 CAAAATAGTGTGCAGCCGAA GTAGAAAGGGGGTGAGGGAA 121

Ai09B18638 Araip.B09 18638 p3 (CTC)6 18 88850981 88850998 TGTGGCAATGTATGATTGGG TATCCACCATCAGCATCCAA 254

Ai09B18642 Araip.B09 18642 p2 (AT)7 14 88872049 88872062 GCCTAAGAAATGCATGAAAACC GCGTTGCGCTTTTTAGTTTC 183

Ai09B18644 Araip.B09 18644 c (AT)7(AC)7 28 88874087 88874114 CTTGCCATCACCACAACAAC CCATAGGATAGGCTGGAACG 253

Ai09B18652 Araip.B09 18652 p3 (TTC)7 21 88958624 88958644 TCCTTCGAACCAAAATACCA TGGCTTCTGTTTCTCCTGCT 272

Ai09B18653 Araip.B09 18653 p2 (TC)7 14 88958959 88958972 AGCAGGAGAAACAGAAGCCA GGGGAAGAGAGAGGTGGAAC 232

Ai09B18657 Araip.B09 18657 p2 (TA)8 16 88980004 88980019 AAGCTCCAGACTCGACTTGC CTTGTGGAACCGCTGGTATT 185

Ai09B18658 Araip.B09 18658 p2 (AT)6 12 88982805 88982816 TGGATAGGAGTTTCAGGGGA CTCGACGATCCTTCCCACTA 251

Ai09B18659 Araip.B09 18659 p3 (GAA)5 15 89007524 89007538 CTTGCCTTCCCTTTCCTCTT GCCCTCCATTCTTCATCAAA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B18660 Araip.B09 18660 c (A)11(G)13 24 89026697 89026720 CGTGGAATGGGAGTAACTTG CGTGGCTTAATGTTCTTTGG 270

Ai09B18666 Araip.B09 18666 p2 (CT)6 12 89092420 89092431 AACATCTCTCCCTCACCCAC CAGGTTCTGGATCAGCTTCA 202

Ai09B18667 Araip.B09 18667 p3 (TCT)6 18 89095409 89095426 TCAACATCTCTCTCCCACCC CCCTCGAGCAAAAGAAGAAA 110

Ai09B18668 Araip.B09 18668 p2 (AG)6 12 89101347 89101358 TGAATACAAAAGCTTGCGAAAA AACCGCTTAAGCCAGGATTT 236

Ai09B18671 Araip.B09 18671 p2 (GT)6 12 89107428 89107439 GCCAATTTGAGCCTACGATT TGTCCCAAGTTTTTCCACACT 150

Ai09B18674 Araip.B09 18674 p3 (CTT)6 18 89114768 89114785 CCCAATTTGCAACCAACTTT GGAAATTACAACAAAAGAATAGAGGAA 261

Ai09B18675 Araip.B09 18675 p2 (TA)18 36 89122576 89122611 CCACACAATTAGGCTCGAAA CCCAACACTTGTGCATTTCA 265

Ai09B18676 Araip.B09 18676 p2 (TG)13 26 89128431 89128456 TCCATGAAGAAAACCCCAAG CCTGGGTGAATGTAGTGGCT 124

Ai09B18677 Araip.B09 18677 p2 (AT)8 16 89129674 89129689 CGCCAAAGTTGGTCAAAAAT TGAAGTGGTTGAATTTGATGCT 268

Ai09B18681 Araip.B09 18681 p2 (AT)6 12 89143493 89143504 TCGTTTGCATGAGTCAAAAA CCTAAGGCTCGACCTATTTCC 280

Ai09B18682 Araip.B09 18682 c (TA)7tcatggggcacaattcatggtacaagctaagaagaaaggagtatcaattctttttatacagatagaataaggagatatttgttatgtatatatgtggc(ATT)5127 89143848 89143974 AGAAACCAGCCACCAGCATA CCATTCCTGTCTGAAAGGTTGT 279

Ai09B18685 Araip.B09 18685 p2 (TA)7 14 89157348 89157361 AGCGAAAACTTTGGGCTG TTAGTTCATCGTAACCGAAGC 145

Ai09B18686 Araip.B09 18686 c (A)10ccgatagaattcacgatagctgatatcaaaagc(TA)961 89173917 89173977 ATAAACGTGGCAAGGATTGG CGATGGTGGTTTCAAGAACA 247

Ai09B18689 Araip.B09 18689 p5 (AAAAT)5 25 89176777 89176801 AAAATCGATGGCTTGCTGTC AAAAGTATTTTCGCCCTCCG 153

Ai09B18691 Araip.B09 18691 p2 (AT)6 12 89202306 89202317 GGGAACAATTGGTGAAATGG CGTTTCTCGTGAGCGTTGTA 201

Ai09B18692 Araip.B09 18692 p3 (ATT)5 15 89210879 89210893 GTTTGCTCCAATGGTAGGGA CAAGAAGAGGAGATGGCAGC 123

Ai09B18693 Araip.B09 18693 p2 (AG)6 12 89211403 89211414 AAAGAGGGAAGGGATTTTCG TTGATTTTCAAATTTGTTTCAACT 114

Ai09B18698 Araip.B09 18698 p2 (TA)8 16 89258176 89258191 TACTTTGGGGCATTTTGTCC GTGTGGGAAAAGTGGGTTTG 230

Ai09B18703 Araip.B09 18703 p2 (GA)6 12 89299906 89299917 CGAACACAAAGAGGGAGAGG TTTTCAAAAACTCCTCACCACA 251

Ai09B18706 Araip.B09 18706 p4 (AATA)5 20 89312007 89312026 TGTGGGAACTTGGGTTAATGA CCAAAATTTCCACTTTTGCAT 277

Ai09B18708 Araip.B09 18708 c (TC)6atctctttctatttatttatttaatcactaacacttctcttcttcttaaaattcgaacccc(CT)685 89367647 89367731 TGAAAATCACTAACCACCTTTTCA GAATGAGAAGAGAAAAATTTGAACAC 268

Ai09B18715 Araip.B09 18715 p2 (GA)11 22 89391377 89391398 TCTCTCTGGGGTTATTGCTGA TCGGAACCAAGATCCATTTC 186

Ai09B18716 Araip.B09 18716 c (GA)8aatgggggtttgggtcacagtgacagagagaatggggattgtatgactaatagtaataagtgctgcatcatagcgttaaaattccgtcctaaacag(A)10122 89391574 89391695 GAAATGGATCTTGGTTCCGA TGATTTCCTGCCATACTCGT 244

Ai09B18717 Araip.B09 18717 p3 (ATT)5 15 89394178 89394192 CATGGGAATTGCTTGGTAGA TCGCTCCCAGACCACTAGAT 270

Ai09B18718 Araip.B09 18718 p2 (TA)8 16 89408343 89408358 AAGCCCCAAGATACAAGGAA GCCTTGGAGGCTTTTGTTTA 213

Ai09B18722 Araip.B09 18722 p2 (GA)6 12 89458434 89458445 GAAATTTTGAAAAAGGGGGAA CTGAAGCTTGGCTGGGTATT 223

Ai09B18732 Araip.B09 18732 p2 (TG)7 14 89500215 89500228 GGGCTGTGTTCTACTGGCTC TCGACAAACATACCGTCGAT 262

Ai09B18733 Araip.B09 18733 p2 (AT)8 16 89503295 89503310 TATTGTTGAATTTTGCCCCC CAAGCTTCCAAAAAGCCAAG 168

Ai09B18735 Araip.B09 18735 p2 (TC)7 14 89509324 89509337 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 270

Ai09B18739 Araip.B09 18739 p6 (TTTTAT)5 30 89513828 89513857 TTATGAAATATAAAGGTGGATTGGT GTCAGGAATCGGATTGGGTA 279

Ai09B18741 Araip.B09 18741 c (T)12gtatatttcttaaatttgaaaattttatgtaattttgg(T)1363 89514627 89514689 GGAAGAGTTGGACAGCCAAG TACTTGCAATGTGGGATGGA 254

Ai09B18745 Araip.B09 18745 p3 (GAA)5 15 89520744 89520758 TCCTTTTTCTTCGCGTGTTT TTTCGATGTATGTGTGCTGAGA 259

Ai09B18746 Araip.B09 18746 c (AAG)6atgatgatgatgaaa(AAG)548 89521131 89521178 TGCTGCATTTTCTTTTTCTTCC TCCCTCCTCCTCATCTTCTG 272

Ai09B18747 Araip.B09 18747 p3 (ATG)5 15 89521709 89521723 GGAAGAAGAGGAGGAGGTGG GCAAATTTGGGTGTAACACGA 277
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Ai09B18748 Araip.B09 18748 c (A)10gatgatgataatgatgataataaaa(AAG)550 89522091 89522140 AAAAGTGTTTCTTCAAATGCTGC CCCTCCTCTTCATCTTCTGC 269

Ai09B18749 Araip.B09 18749 p3 (GAG)6 18 89522553 89522570 GGAGGAGAAGGAGGAAAAGG TTTCGTTATCGTCGTCACCA 106

Ai09B18753 Araip.B09 18753 p2 (CT)7 14 89540929 89540942 ATGCATCCATTCAGAGGGAG TGAAAGGGAAGTTTAAAACAAAGAA 168

Ai09B18755 Araip.B09 18755 p3 (GAA)5 15 89548004 89548018 GCTTTTGTCTTCCCTTTCCC ACCTCCATCCCTCTTCCCTA 273

Ai09B18756 Araip.B09 18756 p2 (CT)6 12 89557288 89557299 ATGCATCCATTCAGAGGGAG TGAAAGGGAAGTTTAAAACAAAGAA 166

Ai09B18757 Araip.B09 18757 p2 (AT)10 20 89576207 89576226 TGTCGGAGTTCTAGGATGGC AAACTCCAGACGCTTACCGA 167

Ai09B18758 Araip.B09 18758 c (CT)6aattttcgaaaatatcttcccctttttcaaaaatttctttttaattaactaattatttttatttttatttttgatttcaaaaaattttcg(A)10112 89579072 89579183 AAATTGGTTTTCAAAAATTTGTTTC GGATGGGGGAGGTATAATTTTC 276

Ai09B18759 Araip.B09 18759 p3 (TAT)6 18 89579416 89579433 TCTCCCCTTCTTTTCTTCCA TTATTTTCGGCTGCCATCTC 260

Ai09B18760 Araip.B09 18760 p3 (TTC)6 18 89580287 89580304 GTGCAAGCTGCTAAACCCTC GCTTTCATCTTCCCTTTCCC 278

Ai09B18763 Araip.B09 18763 p2 (AT)7 14 89589918 89589931 CTTTTGCGTGGAAACATACAA AACATGGCCAAGGTAAGGTG 267

Ai09B18764 Araip.B09 18764 p3 (GTT)5 15 89612427 89612441 AGTGATTTGAGGGGCTTGTG ATCACCAACAAGGAGGCAAC 254

Ai09B18765 Araip.B09 18765 p2 (AT)11 22 89630856 89630877 CCCTGCTTTCATGAGCTACC AACGGTTTATCAACCTCCCC 274

Ai09B18769 Araip.B09 18769 c (TA)8ttctctaccatatacatataaaaaaaag(A)1054 89665468 89665521 CATTTGGTTTGGAAATTGGG TATCTTGGGGCATTTTGTCC 222

Ai09B18773 Araip.B09 18773 p2 (AT)7 14 89688536 89688549 AAGAGGATGGAGGCATCAAC CACTGTCATAACACGGTGCC 275

Ai09B18774 Araip.B09 18774 c (AC)8caa(AC)6 31 89698807 89698837 AGTGAAACCCTAGCCACCCT CTTCCTTTCCTTCTCCTCGG 136

Ai09B18775 Araip.B09 18775 p3 (AAT)6 18 89707932 89707949 TCGCATTATTCTCTCGCCTT TTTTAAAAAGCTTAGGGTTAAAATGAA 266

Ai09B18778 Araip.B09 18778 p2 (CT)13 26 89718088 89718113 TCAAGGAAACTAAAGCAAAGGAA TAAAGTGAAAACGTTGGGGG 267

Ai09B18785 Araip.B09 18785 p2 (AG)7 14 89798778 89798791 TTGGGAGGAAAAGTGGTTTG TAGTGCAGGGATGGGAAATC 270

Ai09B18788 Araip.B09 18788 p2 (AT)9 18 89823801 89823818 TTCTTTTTCGTTTTTCCCGA CAAGAAGACTGGCCAGGAAC 227

Ai09B18791 Araip.B09 18791 p2 (CT)6 12 89834766 89834777 TCTCATGATTTCTTGTGAATCAA GAAATTTTGAAAAAGAGGGAAGA 241

Ai09B18792 Araip.B09 18792 c (A)10gatagcg(A)1027 89838569 89838595 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 220

Ai09B18797 Araip.B09 18797 c (T)10gaa(T)10ca(AAAAT)550 89887248 89887297 TTATGTGAAAGCCTCGGTCC TCGAGTTTGGACAACTGACG 211

Ai09B18803 Araip.B09 18803 p2 (AC)6 12 89907299 89907310 TCCTCATCTGGCCTACCATC TCCGTTTCTTTGTCTGACAGC 246

Ai09B18808 Araip.B09 18808 p4 (TAAC)6 24 89933547 89933570 TCAGCAGAATCAGCAAATCAA CGTGACCTCCCCTATCTCAC 247

Ai09B18809 Araip.B09 18809 p2 (TA)8 16 89938998 89939013 GCTGGGACTTTGTCCATTGT GCGAAAATTAAAAGCGCAAC 279

Ai09B18810 Araip.B09 18810 p2 (TA)7 14 89942636 89942649 AAGTGTTGCCTTAGGTCTCTTTTT ATTTCATTCTAGTACTTTTGGATCAAT 265

Ai09B18811 Araip.B09 18811 p2 (GA)19 38 89946314 89946351 TGAAACGAATGGGATTGAAA TCTCTGCACCTGCAAATCAC 223

Ai09B18812 Araip.B09 18812 p2 (TA)6 12 89953768 89953779 TTTTAGCCCTTGATTGTGCAT GGGTTTATCAAACCTCCCCA 225

Ai09B18813 Araip.B09 18813 p2 (TA)12 24 89961385 89961408 GATTACGGCAAACTCTCATGC GCCTGCAGACTTGTACCTCG 275

Ai09B18816 Araip.B09 18816 p2 (AT)17 34 89991843 89991876 TTTGGTTTGAGAATTGGGTG TACTTTGGGGCATTTTGTCC 221

Ai09B18824 Araip.B09 18824 p3 (AAT)5 15 90050667 90050681 ATCTGACATGGATTTTCTTTTTAAC TTTCTTTTCTCGTTGCTCTATACG 267

Ai09B18825 Araip.B09 18825 p2 (AG)6 12 90050850 90050861 ATGGGCCAACTAAATCATGG CGTCACTCGAAACAGGTGAA 230

Ai09B18828 Araip.B09 18828 p3 (CTT)5 15 90054315 90054329 CGCTTCAAACCGTTCTTTTC TCTCCTCCTCATCTTCTGCTG 219

Ai09B18831 Araip.B09 18831 p3 (TCT)5 15 90059687 90059701 CCTCTCCCATGCCTCATAGA GAAGCAGTGGCAAGAGACAA 219
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Ai09B18834 Araip.B09 18834 c (A)10gttttc(A)11 27 90083572 90083598 AGGGATTGTTCGAGTTTGGA GAAAGTGGAAACCTCGGTCC 234

Ai09B18835 Araip.B09 18835 p2 (TC)7 14 90086379 90086392 CCTTTCTCTCCTCTGCTCCC AGATGGCTCACGAGTGAAGG 215

Ai09B18836 Araip.B09 18836 p2 (CT)6 12 90094925 90094936 ATTCAAACCATTTCCCTCCC GAGTAGTGGTTTCGGCCAAG 140

Ai09B18840 Araip.B09 18840 p4 (AAAT)6 24 90123304 90123327 TTTCTCTCTCCTCACTTTTTCG CCAATGGAGGGTATGCAGAT 240

Ai09B18843 Araip.B09 18843 p2 (TA)6 12 90133622 90133633 TTGGGACATTTTGTCTCCTTTT GCCTGTTATACCCCTTTGTTCTT 280

Ai09B18847 Araip.B09 18847 p2 (AC)6 12 90156940 90156951 GAGCGAGGGTAGTTTGCTTG GCCTTAAGAGTGTGACCGCT 255

Ai09B18848 Araip.B09 18848 p2 (AG)6 12 90157882 90157893 GAGAACCTACCGGTGGTGAA CTGGCCTGTTGAGAGGAAAC 212

Ai09B18849 Araip.B09 18849 c (A)15cggccatcggcgcgttagcacgctgt(GC)653 90160109 90160161 GAATGCTGAGATTGGTGCAA GGAAGGAGAAAAGCAGGGAG 270

Ai09B18850 Araip.B09 18850 c (A)11taataataatataataatac(TAAA)5atact(A)1167 90160454 90160520 CCTGCTTTTCTCCTTCCTCC TGAATGAAAATAAGCAAATGCAA 242

Ai09B18853 Araip.B09 18853 p2 (TC)6 12 90189221 90189232 GGCCCAGATCCAAGTACAGA CAGTTTGCGACATGGAAGAA 280

Ai09B18856 Araip.B09 18856 p2 (AT)13 26 90196963 90196988 GCACAATGTTTTTCTTTCCCA GAATGTCATGCAATGCAACC 197

Ai09B18857 Araip.B09 18857 p2 (TC)6 12 90197876 90197887 ATGCACCCATTCAAAAGGAG CAGTTTGCGACATGGAAGAA 229

Ai09B18858 Araip.B09 18858 p4 (TACA)6 24 90199008 90199031 CAGTCAATTTCCCCATGCTT TTCAGCGATACACACCTTTTG 247

Ai09B18860 Araip.B09 18860 p2 (GC)6 12 90213057 90213068 CCGGTGGTGCATTTCTTACT GGGCACAGAATAGGCACACT 227

Ai09B18861 Araip.B09 18861 c (TTC)5tcccatcacctcttctcttctccttcttcttccatacttcaccaccgtctccagccactcatcggcg(ACC)597 90213415 90213511 CGCCCTATCTCTTCCCTCTT AGAAGAGATGTAGTGCCACCG 161

Ai09B18865 Araip.B09 18865 p2 (CA)8 16 90231267 90231282 GAGTGGATCAAGCCCAAGAA TCTGAAGACTCTCCTCCAAAGAG 138

Ai09B18867 Araip.B09 18867 p3 (ACA)5 15 90236701 90236715 AGCACCACACATTACACCGA GTGATTTTGGTTGGCTTGGT 276

Ai09B18868 Araip.B09 18868 p2 (CT)6 12 90243384 90243395 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTCCCTTTAGGTGAGTGGA 261

Ai09B18871 Araip.B09 18871 c (A)10gg(A)10 22 90261430 90261451 TTTTTGTTTATAAATTTCTGCGCTT AGAAACGCTTGGGAAAAACA 279

Ai09B18876 Araip.B09 18876 p4 (TTAT)5 20 90265948 90265967 GGGAAAATTATTCTAAAGGACCG CCAATGTTAATTAATAAGATGGCAAA 277

Ai09B18880 Araip.B09 18880 p4 (AAAT)5 20 90276519 90276538 ATGGGAACTTGGGTTGATGA TGGGGTAATTTTGTCCCCTT 202

Ai09B18882 Araip.B09 18882 c (TAA)19tac(TAA)781 90282184 90282264 TGTCCTGTCTCGATTTACATGC TGGATCTTACTTTGCATGGTG 272

Ai09B18886 Araip.B09 18886 p4 (AATT)5 20 90287676 90287695 CGACACCGACTCGAAGTACA AAAATCACGCTGGATCTTGG 274

Ai09B18888 Araip.B09 18888 p3 (TCA)6 18 90309968 90309985 TGGAATGTGGGAGAGAATCC CCCTTCCTTATGGCATGTTC 207

Ai09B18889 Araip.B09 18889 p2 (AT)9 18 90312798 90312815 GCTTTTGTTTTTCATTGGCA TGCTATTGGATGCGTGACAT 266

Ai09B18890 Araip.B09 18890 p4 (TTAG)6 24 90317811 90317834 ACACCCCTGTTTTCTCACCA TTCAGCAGCAATATCTCAACAAA 261

Ai09B18891 Araip.B09 18891 p2 (AT)8 16 90319110 90319125 TTTAAACCGCAATACCGCTC TGGTCTATTGTACCCTCGCC 195

Ai09B18893 Araip.B09 18893 p3 (AAT)6 18 90329359 90329376 GCTGCCATCTCCTTTTTCTG GTCTCCCCCTCTTCTTCCAC 244

Ai09B18894 Araip.B09 18894 p2 (AG)6 12 90329703 90329714 TGAGGATGGAAGAGAGGTGAA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai09B18895 Araip.B09 18895 p2 (CT)7 14 90331219 90331232 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTCAAATTTGGGTGAGA 265

Ai09B18896 Araip.B09 18896 p3 (TTC)5 15 90334820 90334834 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai09B18897 Araip.B09 18897 p2 (TA)6 12 90343528 90343539 TGTAATGGGGCCAAGGTAAA AAAGTGGGAAAAATATGGGAAAA 150

Ai09B18899 Araip.B09 18899 p2 (TC)6 12 90348410 90348421 CGATCGCATGAGTGATATGG TAAGCCGCCATAACAGGAAG 255

Ai09B18903 Araip.B09 18903 c (A)11g(A)10 22 90372082 90372103 TTGAGGCTCCAAATAATACAAAA CCTTTCATCTCACTTCTCCCA 260
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Ai09B18905 Araip.B09 18905 p2 (TA)10 20 90412107 90412126 TGCGAATTGCGATAAGAATG ACGCAAGACTGAGGTGTGC 136

Ai09B18908 Araip.B09 18908 p2 (CT)7 14 90418878 90418891 CAAAAATTGCTCTTATCTCTTCG TGTGGTTTTCTTGTGTTGCAT 179

Ai09B18909 Araip.B09 18909 p2 (AT)7 14 90423855 90423868 GTGGACTTGCCGAGTCTTGT TATACCTTGGCCGATTTCCA 271

Ai09B18910 Araip.B09 18910 p2 (TA)7 14 90424978 90424991 AAGCCTAGTAATGGGTTGAAGC GGATCCTAACCTCCCACCAT 277

Ai09B18911 Araip.B09 18911 p2 (TG)21 42 90429882 90429923 CCGAGTCTTGTCCCAATTTT TCCAAGGTTCCACGATCTTC 266

Ai09B18912 Araip.B09 18912 p2 (TA)7 14 90431356 90431369 GTAGGCGTCTGGACCTTCTG AGCCTGTGAAGCTAAGGCTG 220

Ai09B18916 Araip.B09 18916 p2 (TA)12 24 90457268 90457291 GTTTCATGTGAACGTTTGCG TAAGGCCATCATTCCACTCC 248

Ai09B18917 Araip.B09 18917 p2 (TA)12 24 90458612 90458635 CACGGGCTGAGCCTAGTAAC CTAAGCCTTACCTCATGCCG 270

Ai09B18918 Araip.B09 18918 c (T)10cgccatttttcttttctcttctc(T)1043 90468341 90468383 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGAA 186

Ai09B18919 Araip.B09 18919 p5 (TAAAA)5 25 90473577 90473601 TGATGCAGAAAGGGAGATGA TTTCGAAAATCCTCACCCAC 199

Ai09B18921 Araip.B09 18921 p2 (GA)7 14 90492258 90492271 GGGGTTCGAATTATGAGTAGAAGA TCATCCTTTTCAAAACCACCT 279

Ai09B18922 Araip.B09 18922 p2 (AT)6 12 90510031 90510042 TTGACTAGCAATCCAGTGCG GGGACATAAAAAGTGCACGG 271

Ai09B18923 Araip.B09 18923 p3 (TGG)6 18 90514100 90514117 AACATAAAAATGGGGAGGGG AAGGGGCGAAAATCAAATTC 258

Ai09B18924 Araip.B09 18924 p2 (TC)6 12 90522637 90522648 TTCCTTCTCCCTTCTTCCTTC AGTGCAACAATCCACAAGCA 244

Ai09B18925 Araip.B09 18925 p2 (GA)7 14 90528392 90528405 GGGGTTCGAATTATGAGTAGAAGA CTCATCATTTTCAAAACCACCT 280

Ai09B18931 Araip.B09 18931 p2 (AG)6 12 90545444 90545455 CACACAAACACACCCACACA TTCAATTTCCACACGGCATA 160

Ai09B18932 Araip.B09 18932 p2 (TA)7 14 90547026 90547039 TGCCCTGTGAAAATTTAGGC TGCATCCCAATCAACATACG 242

Ai09B18933 Araip.B09 18933 p3 (TTG)5 15 90547171 90547185 TGTTGATTGGGATGCAGAAG CAACCCTACCATGAAACCTCA 265

Ai09B18937 Araip.B09 18937 p2 (GT)6 12 90561650 90561661 TGGATCCATGAAGCACAAAG CCAACAAGAACAAAGCCCAT 271

Ai09B18939 Araip.B09 18939 c (A)13gagaaagaaag(A)1034 90573375 90573408 GTGTGGGAAATTTGGGTTTG TTTTGTCCCCTTTTTATCGC 212

Ai09B18941 Araip.B09 18941 p2 (TC)14 28 90587761 90587788 TGCAGATCTCAGTGAAACCG CACTGCGAAATCGCTAAACA 269

Ai09B18942 Araip.B09 18942 p3 (CAG)5 15 90588152 90588166 TGGGAATTTTGCAGTCATCA GACAATGCAGGGTCCAAGTT 225

Ai09B18945 Araip.B09 18945 p2 (TC)19 38 90594060 90594097 GGTTGGAGTTGGAAGTTGGA AATCAAACGAACGCAAGGTC 172

Ai09B18946 Araip.B09 18946 p2 (TA)9 18 90602979 90602996 CCGACTTTGAAATGGACGTT AAATGAGAAGATCGGCCCTAA 166

Ai09B18950 Araip.B09 18950 p3 (TTC)6 18 90611619 90611636 ATGTTTTTCTTCGTGCCGTT AGAAGGAGAAAGGGGAGGTG 114

Ai09B18951 Araip.B09 18951 c (CTT)5tt(TCA)7 38 90612115 90612152 TTCTTCTCCCTCCTCCTCATC AGATGTAAGTTCATTCTCTTCCAAA 213

Ai09B18953 Araip.B09 18953 p3 (ATA)5 15 90613214 90613228 TTTTCAATCGAGAGAAAGTGATCT TAGCAATTGATCGACCCTCC 271

Ai09B18954 Araip.B09 18954 c (A)11caaattacttaggaaatatgcatttagattgtacttttttttctttg(A)1068 90614279 90614346 CGTGAAGTAAGGGCAAAACC CATCGTTGAGACCCTTTTGG 278

Ai09B18956 Araip.B09 18956 p4 (TTAT)5 20 90620751 90620770 GACCAGCTGTGTTGCTGTCT TTCTGATCCCATAACCCAGC 153

Ai09B18958 Araip.B09 18958 p3 (AAT)7 21 90628313 90628333 AGGCTTTAGTCCAACCGACA TCGGATTCAGATAAATATTGCG 252

Ai09B18961 Araip.B09 18961 c (A)10caatttaataagccttcttaaagtactatatcaaaacacgatttaac(T)1471 90635603 90635673 CACACCTCATAAGCTTCTTTTTGA GGTGGCTGTGGACAAGATTT 245

Ai09B18966 Araip.B09 18966 p2 (TA)8 16 90655138 90655153 TTCCCTCGCCTTTAATTTTG GCTGCGCCACTCTGATAACT 221

Ai09B18972 Araip.B09 18972 p4 (AAGA)6 24 90685034 90685057 GGTGCCATTTGAGTGTGATG CCCACCTTCCAGATCTTTCA 271

Ai09B18973 Araip.B09 18973 p3 (TCT)6 18 90691331 90691348 GAGCATGGTTGCCCACTACT AAAGAGAGGCAATGGCAAGA 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B18976 Araip.B09 18976 p3 (AGA)6 18 90709069 90709086 AGGTGCCCTCAATGGTTATG TCAACATCTCTCTCCCACCC 182

Ai09B18977 Araip.B09 18977 p2 (GA)7 14 90710320 90710333 ATCAGCAGGGATGTAAAGGC TGTTTCTTATCTTTTTCAAAATCACC 245

Ai09B18979 Araip.B09 18979 p3 (AAG)5 15 90711658 90711672 AAAAACAATGCCAAAAAGCG ATATGGCCGAACCTTAACCC 250

Ai09B18982 Araip.B09 18982 p2 (CT)7 14 90764117 90764130 AACTGATTTTCAAATTTGTTTCAACT AGGAGGTCGGTCGCTTTATT 280

Ai09B18983 Araip.B09 18983 p2 (CT)7 14 90769497 90769510 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGGGGAGCAGAGATGTGAG 243

Ai09B18984 Araip.B09 18984 c* (TAT)5(T)10* 24 90769791 90769814 CTCACATCTCTGCTCCCCTC TTCTTGTCCTTGCTCCTGCT 179

Ai09B18985 Araip.B09 18985 c (CT)6ccattcatggtcatcccttctgttttccatttaccactcacatccatacacacatccctccatctcctctata(TCT)5100 90782520 90782619 CAGAGTAGCATGCAAAGGCA TTAGAATGTTGCTCGCCCTC 278

Ai09B18987 Araip.B09 18987 p3 (TTC)6 18 90801403 90801420 TGCTATTTGATGCCTGTGCT TTTTCCACAATCAGCCAACA 199

Ai09B18988 Araip.B09 18988 p2 (GA)18 36 90809082 90809117 GGGGAAGAAGAAAAGAAAACC GACGCGACCATGTCAATTAG 257

Ai09B18989 Araip.B09 18989 p2 (TA)9 18 90827458 90827475 CAAATTCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 273

Ai09B18991 Araip.B09 18991 p2 (AT)7 14 90839219 90839232 TGATTTTGTGATATCGGGCT AACTAATCTCACCGTAGAACTCCC 138

Ai09B18992 Araip.B09 18992 p3 (AAT)5 15 90842090 90842104 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 238

Ai09B18998 Araip.B09 18998 p2 (AG)8 16 90901263 90901278 TGCCTTTTTCCTTGTTCCTG AACATCTCTCCCTCACCCAC 180

Ai09B18999 Araip.B09 18999 p2 (AG)6 12 90901503 90901514 AGTTCGGATTTTTGGTGGGT TTTCTTATCTTTTTCAAAACTGCC 269

Ai09B19001 Araip.B09 19001 p3 (TGA)5 15 90909324 90909338 GTTGTGAAGGACGGCAAAAT TGAAGAAGTCGGCACAACAG 105

Ai09B19004 Araip.B09 19004 p3 (TAT)5 15 90925412 90925426 AATGGCAAGAATGGAGATGC AACAGGAGAAGGAGATGGCA 116

Ai09B19005 Araip.B09 19005 p3 (AAT)5 15 90925602 90925616 TTATTTTCGGCTGCCATCTC TGTGTTTCTTCCATCTCCCC 267

Ai09B19006 Araip.B09 19006 p2 (AG)6 12 90925930 90925941 ATGAGATGGGGGAGGGATAA CTTTTTGTTTGTTTCTTAACTTTTTCA 237

Ai09B19007 Araip.B09 19007 p3 (AAC)7 21 90928401 90928421 CAGGCTAGAGCTTACAAAACTGC CACCAGGAGCATTGAGAACA 136

Ai09B19008 Araip.B09 19008 p2 (TA)6 12 90933651 90933662 GTTTGGTTTGCACTTTTAGCTT TCAAGAGTTCCCATTATGCTCA 271

Ai09B19009 Araip.B09 19009 c (A)18(TAA)13 57 90934298 90934354 CAAACCAAAACACCATGTGC TGGTCTTCCCAATTTTTCCA 245

Ai09B19010 Araip.B09 19010 p2 (TA)7 14 90934942 90934955 CCAACTCAATTGTGAAGGTGC ATGGGTTTATCAACCTCCCC 260

Ai09B19013 Araip.B09 19013 c (TG)7(TA)9cacacacacg(CA)858 90945314 90945371 ATCAGGAAGACGATTGGCAG TAGAGGATAGGCTTCGGGCT 214

Ai09B19014 Araip.B09 19014 p3 (AGA)8 24 90950589 90950612 TTAGAATGTTGCTCGCCCTC ACCCCACAGGATCAACTCAG 265

Ai09B19015 Araip.B09 19015 p3 (ATT)5 15 90953512 90953526 GGTGCAGTAAAGTCACCAAGC GCAGGAGCAAGGACAAGAAC 193

Ai09B19016 Araip.B09 19016 p2 (AG)6 12 90953781 90953792 GTTCTTGTCCTTGCTCCTGC CATCTCTTCCTCACTCCCCA 172

Ai09B19017 Araip.B09 19017 p4 (ATTT)5 20 90955340 90955359 TGGAAGCCCCTATCCAAAAT TCGAGTTTGGACAACTGACG 253

Ai09B19018 Araip.B09 19018 p2 (TC)6 12 90957634 90957645 CGTTGATGTTACACACAAGCAA TCTCCTGCTGATAACGTGTTG 211

Ai09B19020 Araip.B09 19020 c (A)11ttaaagaaaactttaattttaaaaaaattaatctatc(T)1058 90966603 90966660 CCTGGAGTTCAATTACGGGA ACAAATTTGCCCTCACGCT 141

Ai09B19024 Araip.B09 19024 p3 (TTC)5 15 90968460 90968474 TAGATTGCCACGCTGAAGTG TGGTTTTTGTACCCATGCAG 185

Ai09B19025 Araip.B09 19025 p3 (ACA)5 15 90968810 90968824 CGTGAACCATCATCACCATC TTAGGTCCACCCAAAACGAC 124

Ai09B19026 Araip.B09 19026 p3 (ATT)9 27 90971863 90971889 ATGAGAAACAGCCTGCCAAG GACTCGTTCTCTAAACGCCAA 243

Ai09B19027 Araip.B09 19027 c (AT)9tgtatccccttatttaatttcttaataattttttttatc(T)1067 90975737 90975803 TTTTCAGGGTTGTAATGGGG CCCAAGTTGAATGCTTGGTT 278

Ai09B19032 Araip.B09 19032 p2 (TA)12 24 91003011 91003034 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B19034 Araip.B09 19034 p3 (TGA)5 15 91007494 91007508 ATGGCTAAGCTCAAAGGCAA ATGTGGTCTGCCATGAGACA 251

Ai09B19036 Araip.B09 19036 p3 (ATA)5 15 91019573 91019587 CAATTTCATCATTTCAACGCA TTCAATGTTTATCAAACACCAACA 252

Ai09B19037 Araip.B09 19037 p2 (AG)25 50 91038189 91038238 GGGCAGCAGAGCTAAACAAC GGGGTGATTGACGATGATCT 279

Ai09B19040 Araip.B09 19040 p2 (AC)7 14 91063678 91063691 TTTTTAATGAACACCCAAAGCA CCATATGGCCAACCCTTACA 222

Ai09B19041 Araip.B09 19041 p2 (AT)10 20 91064207 91064226 ATCAATGGAATGCCCAAAAA ATCGCTAACTTCAAGGGGGT 261

Ai09B19047 Araip.B09 19047 c (T)11gttgctttatcttggggcatctttgtcccctttcattgctttctctcttttcttttctcttctc(T)1085 91124279 91124363 TGTATATGGCCAAGTGGGCT ACCCCAAGAAAAGGGGATAA 272

Ai09B19049 Araip.B09 19049 p2 (GC)6 12 91150705 91150716 AGACGCGTGCTTGAGGTATT CCCTTGCAATTTAACCATCG 184

Ai09B19050 Araip.B09 19050 p2 (AG)6 12 91164144 91164155 AAAAAGAGGGAAGATGTTTTCG TCAAACCTTTTTCAAAACCAA 230

Ai09B19051 Araip.B09 19051 c (T)10gaaaaagataagataagaagatatttttgaaaagatatgattgaaattggttttgaaaaaggtttga(T)1087 91164269 91164355 AAAAAGAGGGAAGATGTTTTCG TCTTGTGATTTCTTGTGAATCAA 280

Ai09B19055 Araip.B09 19055 p3 (AGA)5 15 91230418 91230432 CAAGGTTCCAAGGAAATCCA TTTTTGTTTTGAGCAATGAACTAGA 204

Ai09B19056 Araip.B09 19056 p2 (AG)6 12 91234329 91234340 GACATGCCGTGATCTGTACG GGAACATTGAACCTGGAATGA 263

Ai09B19060 Araip.B09 19060 p2 (CT)20 40 91246645 91246684 AAACCAACCTTCCTTCTCCG AGCGCAGAAGCAACAGAAAT 250

Ai09B19063 Araip.B09 19063 p2 (AG)6 12 91298448 91298459 GATGAGGGAGAAGGATTTTCG TTTTTCTTTGTTTCTTACCTTTTTCAA 222

Ai09B19065 Araip.B09 19065 p2 (TC)11 22 91324596 91324617 CTTCCTTCACAATTCTGGGC AACTGGGAGGGAGAGAGAAA 241

Ai09B19066 Araip.B09 19066 c (AT)8(AC)9 34 91334232 91334265 TGGCATAGCCCCTTTAACTG TGCAACCCTCTGCCTCTAGT 160

Ai09B19073 Araip.B09 19073 p2 (TA)12 24 91392448 91392471 TTAAATGCACATGGGACCAA TGCAACTACCTACATGCATCA 228

Ai09B19074 Araip.B09 19074 p2 (AT)6 12 91394976 91394987 CAAACTCGTGGAGCTGACCT TTGAAGCTTTGATTGTGTGTGA 249

Ai09B19079 Araip.B09 19079 p3 (AAT)5 15 91450609 91450623 GTTCTTGTCCTTGCTCCTGC CAAAAATACCTCCCTCTTTTTCAA 138

Ai09B19082 Araip.B09 19082 p2 (TA)6 12 91468437 91468448 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai09B19083 Araip.B09 19083 p2 (AT)18 36 91477125 91477160 CCCAATTGAATCTTTGGTTAGC TGGGGTAATTTTGTCCCCTT 252

Ai09B19085 Araip.B09 19085 p2 (CT)6 12 91526033 91526044 AGAAAGGGGAGAAAAGCTGG TTAGGGGTTGGGTGTGAGAG 264

Ai09B19089 Araip.B09 19089 p3 (TTG)5 15 91557977 91557991 GAGCAGTTGTTTTGCACCAA AAACCCAACAAATCCACCAG 186

Ai09B19093 Araip.B09 19093 p2 (GC)6 12 91574294 91574305 GAGGAAGGAGAAAAGCAGGG ATTGCACTTCCGCAACTTCT 192

Ai09B19096 Araip.B09 19096 p2 (CT)6 12 91601691 91601702 AAGAACCTGGGATTGAGAGTCA TAAAGTGGGGAAATGCATCC 146

Ai09B19101 Araip.B09 19101 p3 (GAA)5 15 91619201 91619215 GCTCTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai09B19102 Araip.B09 19102 p2 (AG)7 14 91627098 91627111 ATTTTTGGGGAGTGAGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai09B19106 Araip.B09 19106 p3 (CAT)5 15 91677865 91677879 AGAAGCTTTGGCAGACGGTA TCCAGGGTCATCTTGTAGGC 194

Ai09B19107 Araip.B09 19107 p2 (AT)8 16 91688702 91688717 CCCAATTGACTTGCTTGTAGC GAGTTCAAAAATCACTCCCCC 169

Ai09B19108 Araip.B09 19108 p2 (TC)6 12 91697269 91697280 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 218

Ai09B19113 Araip.B09 19113 p2 (TC)6 12 91705780 91705791 AAAGGAGCTCGCCAATTTCT CAAAATGCACCTTCGCAGTA 280

Ai09B19114 Araip.B09 19114 c (T)11a(T)10 22 91720189 91720210 TGCCTCTATGCTGATGGTTG TGACGGTTCATCATGTTGCT 279

Ai09B19115 Araip.B09 19115 p3 (GAA)5 15 91722930 91722944 GCTTTTGTCTTCCCTTTCCC AATTCCGAATACACCCCTCC 195

Ai09B19117 Araip.B09 19117 p3 (GTT)15 45 91729400 91729444 ATGTTCCTACAAGCAACGGC TCTAAGCTCATCAAGAAATACCGA 260

Ai09B19121 Araip.B09 19121 p5 (TTTTA)5 25 91737488 91737512 TTCCTTATCTTCTCTTACCGCTT GATGTGGGTGAGGATTTTCG 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B19122 Araip.B09 19122 c (A)11caaaaagaatttttgttaaatttgatttttgattgttttaaaatgcttgtagattaggagaatgccctgtttttc(A)18gcgggcatcggcgcccaagcgcacagt(GC)6143 91756003 91756145 TTTGGTTGTTGGTTAGTTTGCTT GGAGTTGTGAAACCACACCG 277

Ai09B19123 Araip.B09 19123 p2 (GC)6 12 91756395 91756406 AGTTGTGCCCACTTTATGCC GGAGAAAAACAGGGTGCAAA 238

Ai09B19126 Araip.B09 19126 c* (A)13(AT)9*taaaag(A)1046 91758203 91758248 TGGGAATTGGGTACATGCTT GCATTTTTGTCCCCCTTTTT 171

Ai09B19127 Araip.B09 19127 p4 (AAGA)5 20 91764874 91764893 TTGCCTTCCCTTTCCTCTTT AACCCCTCCTTCCTTCTTCA 250

Ai09B19136 Araip.B09 19136 c* (A)10(AT)7* 23 91852789 91852811 TCGAGTTTGGACAACTGACG TTTGGGTATGGCTTTTCAGC 265

Ai09B19137 Araip.B09 19137 p2 (CT)6 12 91854158 91854169 TCTCTTATCTTTTTCAAAACCACC CGAGGAGAGCAGAGATGTGA 273

Ai09B19142 Araip.B09 19142 p3 (TAT)14 42 91886194 91886235 CAGGCTCCCATCTTGCTAAA AACAGGAAGGAGCGAGTGAC 204

Ai09B19143 Araip.B09 19143 p3 (ATT)5 15 91888307 91888321 CCACTTCCTTATCTTGTTGGC GCTTTGGAATTCAAGGTGGA 270

Ai09B19150 Araip.B09 19150 p2 (AG)7 14 91901006 91901019 TTTTTGACCCAGTTTTTGGC CCTGTGATTGTAGAAGCAATCC 209

Ai09B19152 Araip.B09 19152 p2 (AG)6 12 91907944 91907955 CTGGGCTATTTTTGACCCAA AGCAACTTTGAACCTGTGATTG 227

Ai09B19153 Araip.B09 19153 p2 (AC)7 14 91913602 91913615 CAATAACCAAACGGGCCATA CCCCAATGCATATGTGATGA 154

Ai09B19155 Araip.B09 19155 p2 (AG)6 12 91914476 91914487 TCAAGCAAAATATACATGCAAGC AAGCAATTGGGTGGAGTTTG 280

Ai09B19156 Araip.B09 19156 p2 (CT)21 42 91923582 91923623 TCCCCTTCCAAGAAGGAAAT AAAATCTGTTCGGCCAAGTG 211

Ai09B19157 Araip.B09 19157 p3 (TTC)5 15 91925423 91925437 TGAAGTCCAAGCAAAGGAGG GGAAGAACAAAGGTGCATCAA 254

Ai09B19158 Araip.B09 19158 p2 (GT)6 12 91929743 91929754 TTGAATGCTTTCATGCCTCTT AGGAAGCGTGAATTGTTGGA 260

Ai09B19160 Araip.B09 19160 p2 (GT)6 12 91942407 91942418 CGAGCACACAAGAATGAGTGA GTTCTAAAATTGTGCGCGGT 108

Ai09B19161 Araip.B09 19161 c (TCA)5ttaattcatatctcattcagttgcaattc(ATT)662 91961819 91961880 ACCTGGAGCAAGTAGTGGCA TTGAGAGGGAGTTTGGAAGC 253

Ai09B19162 Araip.B09 19162 p3 (CAA)5 15 91964271 91964285 GCAGAAACAGAACCAGAAGCA GTTGCTCGTCGTCGTTCAG 276

Ai09B19163 Araip.B09 19163 p3 (AAG)8 24 91964435 91964458 GCAGCAGTAGGTCAACAACAA GCTGCTCTTCTTTGCTCGAT 255

Ai09B19166 Araip.B09 19166 c (TCC)8ttcttcttcgcgcacgcagattcttcttttgcatctcctcctcctccttc(TCT)589 91973249 91973337 TTTTTGAACACCGCTAATCC GGTTGGTGTTGTTGGTGATG 243

Ai09B19167 Araip.B09 19167 p5 (GAATT)6 30 91973705 91973734 AACGTGTTCGGTTCATTATGC CAAAACACCTGTGTCTATAATTTGG 192

Ai09B19168 Araip.B09 19168 p2 (AT)7 14 91974978 91974991 GCATTATCCAAAACAAGAGAACAA TTGGACCGGAGGTAACAAAG 199

Ai09B19170 Araip.B09 19170 p3 (AAG)5 15 91976658 91976672 ATCCAGCGCAATAGCAAACT AAATCACAATCCTCGTGGGA 198

Ai09B19176 Araip.B09 19176 c (T)14gatgcacatggtaattgaatcactttgattttctcatgagcatgcttcccaaatttatttttatttc(T)1091 92010551 92010641 TTGATCCCATGTGCATTGTT GGGAAACCTTTTGGGAACAT 226

Ai09B19180 Araip.B09 19180 c (AT)7ac(AT)8 32 92035730 92035761 GCGTCATATTGCGAGAAACA TGGGTTTGGTATTGTGCAAG 217

Ai09B19182 Araip.B09 19182 p2 (CT)6 12 92056060 92056071 AAAACGCTCATGGCAAATTC TCCTGAAAGCGAATAAAAATCC 214

Ai09B19183 Araip.B09 19183 p3 (AGA)5 15 92061221 92061235 CCAGCAAGACAATTGCAAAG CTTTGGATCTTGGGTGGAGA 168

Ai09B19184 Araip.B09 19184 p2 (TA)12 24 92083006 92083029 GATAACCGGTCCGAGCATAA GCGAAGATTCTTGGTTCTCG 225

Ai09B19185 Araip.B09 19185 p2 (TC)6 12 92098550 92098561 TCCCTCTTTTTCAAAATTTCTTTTT TCGAATTTGGGTGAGATGAA 203

Ai09B19186 Araip.B09 19186 p3 (TCT)20 60 92101117 92101176 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 167

Ai09B19188 Araip.B09 19188 c* (A)10gaatatggaaaag(A)10(AT)7*46 92126451 92126496 CATTGGTTGGGATAGATGGG CTTTACCTTGGGGGCATTTT 263

Ai09B19189 Araip.B09 19189 p2 (AG)7 14 92129405 92129418 TAGTTCGACTGGTTCAGCCC TCTCCTCTTCTTCCCTTGCC 214

Ai09B19193 Araip.B09 19193 c (GTA)6acagtactagtaatagtt(GAA)757 92134153 92134209 AACCCCCTCTTGAATTTGCT TATCATCATCACCGTCACCG 267

Ai09B19194 Araip.B09 19194 c (A)11gaagaaagaggataagaaagaaaatg(A)10gcaataatgacgatgataataataataaaaaaaaatagcaatcgtatt(A)12107 92136688 92136794 TCATGATAACGAAAGGAGAAAGA TGCATACTTGTGTTGCAAAAAT 223
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Ai09B19200 Araip.B09 19200 p2 (CT)7 14 92181386 92181399 TCTGGGCGTTAACAGGGTAG TTAGGGAGGAACAATGGCAC 273

Ai09B19205 Araip.B09 19205 p2 (AG)6 12 92201661 92201672 GATGAGGGGGAGATAATTTCG TCAAATCCTTTTCTTTTTGTAATCC 258

Ai09B19207 Araip.B09 19207 p2 (AT)6 12 92210233 92210244 ATTCGGTGATTCAGCCTTTG GGACAGGTCAGGACTTGGAA 103

Ai09B19208 Araip.B09 19208 p2 (CA)6 12 92211227 92211238 GGAGCTAGTCTGCCCAACAC GTGGGACGACCACTGAGAGT 206

Ai09B19210 Araip.B09 19210 p2 (CA)6 12 92215539 92215550 ACCCACTGCAAGAGTCCATT TGAGAGTGCTTTCCTGGGAT 225

Ai09B19211 Araip.B09 19211 p2 (AC)6 12 92230354 92230365 GGGCTAAGATAAGGGTGAGGA AAGGGAACAAAATTACCCCAA 234

Ai09B19213 Araip.B09 19213 p2 (CT)6 12 92250213 92250224 TCGAAAATTTTGGTTTGGTTTT TGATGGATCTATGGATATAACTTGGA 272

Ai09B19218 Araip.B09 19218 p2 (AT)7 14 92278994 92279007 CTTGGGACATTGGTTGAGGT CTTTGGGGAATTTTTGTCCC 229

Ai09B19220 Araip.B09 19220 p3 (TTC)5 15 92285685 92285699 ATATGGCCGAACCTTAACCC CCCTCGAGCAAGAGAAGAAA 170

Ai09B19222 Araip.B09 19222 c (CT)6tctctctctctttctccct(TC)745 92292901 92292945 CTTTCTTCGCCCTCCTCTCT TCCCTCTTCTCTCTCTCCCC 221

Ai09B19229 Araip.B09 19229 c (A)11tactaaatacaagaacatttaatcaaatatttaaaaaatttttactttaaaatagttggactttttttgctcatatatatataatg(TAA)5112 92299418 92299529 TCCCATCTGTAAACACCCCT TCGATAACAAGATTAGGGACTTACAA 275

Ai09B19230 Araip.B09 19230 p3 (TAT)5 15 92300017 92300031 TTGGTTTCGCCGTTGATAAT GGTCTTGAGTCTAACAGTTTCATATCC 136

Ai09B19231 Araip.B09 19231 p4 (TTTA)6 24 92312130 92312153 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 255

Ai09B19233 Araip.B09 19233 p2 (CT)6 12 92326590 92326601 AGTGGCATAAAACGGGTCAC AAGAAAACCTTGTTAATGGGGA 274

Ai09B19240 Araip.B09 19240 p2 (AT)10 20 92354629 92354648 TCTGAGTGGCCTCCAATTTT CCGTCCTTAGCGTTTGAAAG 266

Ai09B19241 Araip.B09 19241 p2 (AT)8 16 92354951 92354966 TGGGCTTAATTAGGGCACAC TTGGTCTGTTTTGGACATGC 271

Ai09B19243 Araip.B09 19243 p2 (AC)7 14 92356304 92356317 TAAGCGGGTGTGTGAGTGTG TCTTCCGCGCAAGTATTTTT 183

Ai09B19244 Araip.B09 19244 p2 (AT)11 22 92360232 92360253 AGCAGCAGCGGATAACTTTT TCCGCTAATGCTTTATCCCT 277

Ai09B19253 Araip.B09 19253 p2 (TA)6 12 92398821 92398832 GCTAATTGGCAGTTGATATTTTG TTAGGGTCGGTGAGAGGTTTT 221

Ai09B19256 Araip.B09 19256 p2 (TG)9 18 92403511 92403528 GACAATCTTGACTGTTCTGTTTCA CCCCTCTCTCCCTAGCTACC 236

Ai09B19257 Araip.B09 19257 p3 (ATT)5 15 92404316 92404330 CATGCTTCCAAATTTCCCTT GGCTCACACAAGAATCATGC 231

Ai09B19259 Araip.B09 19259 p4 (TTTA)7 28 92411496 92411523 CCAATGGAGGGTATGCAGAT TCCTTACCACTTTCTCTCCCC 255

Ai09B19260 Araip.B09 19260 p3 (TTA)5 15 92416671 92416685 GAAGAACCCACCAATGATGC CCACACTTGGCAAAGAAACTT 258

Ai09B19262 Araip.B09 19262 p3 (TTA)21 63 92419506 92419568 GGTTAAGATGAAAAAGCAGAAATTG TTGGGGGTTAAAAGAATGTGA 246

Ai09B19267 Araip.B09 19267 p3 (TTG)6 18 92443386 92443403 TGATGCATGACAGAGCACAA ATCCTCGTGGTTTCGAATTG 162

Ai09B19272 Araip.B09 19272 p2 (TC)9 18 92464501 92464518 AGTGGTGGCTGGATTTGTGT TCCCAGAAGAAATAGTGCCC 280

Ai09B19276 Araip.B09 19276 p2 (CT)10 20 92466832 92466851 GGCGTTTCTGTTTTGGTTTG ATCGGCAGATGTTCTTGGAA 228

Ai09B19277 Araip.B09 19277 c (A)13gaaaagaaaaaagatagctatttctgactttttctgtacctaacctttttttgtccccccataaatttgttcaaagg(A)11101 92470232 92470332 TCAACTTCAAGCTCAGAAGGG CCTGGGGCCTTAGTACACAA 224

Ai09B19279 Araip.B09 19279 p2 (AG)7 14 92484276 92484289 AGGTTCGAATTTGGTGAGTGA TTTCTTATCTTTTTCAAAACCACC 278

Ai09B19283 Araip.B09 19283 p3 (ATT)5 15 92519898 92519912 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 169

Ai09B19287 Araip.B09 19287 c (AT)14agaaaaagaaaaaatat(A)10c(A)1167 92551987 92552053 ATGGGAAACTTGGGACATTG GGCATTTTTGTCCCCTTTTT 229

Ai09B19292 Araip.B09 19292 p2 (AG)6 12 92567209 92567220 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 220

Ai09B19298 Araip.B09 19298 c (GC)6acagtgtgctggcgcattggtgcccatttttcctttttctcttc(T)1066 92604588 92604653 CATGACTCTCGGGTTATGGG TGCCATGTTTTGGATAATGC 208

Ai09B19299 Araip.B09 19299 p5 (TTTCT)5 25 92607366 92607390 TGGCTTTTTCTGCTTGCTTT TGGTGGCAACACTTTTTGTT 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B19301 Araip.B09 19301 p4 (TTTA)5 20 92619726 92619745 CCAATGGAGGGTATGCAGAT TCGAAAATCTTCACCCATTTTT 217

Ai09B19304 Araip.B09 19304 c (T)12aaaaaagaaatataaggacatgtaggtgtaaaagcatgaaagtattaataaagagaagagttattgaagaag(A)1094 92629493 92629586 GCTCCTGCGTAACTTTCTGC CGCGGTATGATCGTTCTTTT 219

Ai09B19305 Araip.B09 19305 p2 (AG)6 12 92643185 92643196 TTGGTGAGTGATGTGAGGGA TTTCTTATCTTTTTCAAAACCACC 267

Ai09B19307 Araip.B09 19307 p4 (TTAT)5 20 92659248 92659267 CATCACATACTCATGCATCAACTT GGAAACTTGGGTTGACGAAA 276

Ai09B19308 Araip.B09 19308 p2 (GC)6 12 92661411 92661422 CGCAGAAGTGGTTTTTCACA ACAAGTTGGATTTGGGCTTG 179

Ai09B19311 Araip.B09 19311 p2 (TA)8 16 92668432 92668447 ATTCCGCACTTTTGGTTGTT GGTGGTGCCCTAAAAATGAG 257

Ai09B19314 Araip.B09 19314 p2 (CT)7 14 92679549 92679562 TCAAATTTTCAAAAATCATTAACCA GAGAGAGAGGGAGAGGGTTCA 255

Ai09B19316 Araip.B09 19316 p4 (TTTA)8 32 92696488 92696519 GGGTTAGCATATGACCCCAA TCGAAAATCTTCACCCATTTTT 184

Ai09B19317 Araip.B09 19317 c (A)17tttcgaaaatttcttttggttttct(A)1456 92708214 92708269 AACGTGGTGTTTATGTTCATGG TGGAGGGAAAATACCAAGGA 267

Ai09B19320 Araip.B09 19320 p3 (TCA)5 15 92722884 92722898 CCAACCAAATTCACATTTTCC ATGGGTGTGGATGACGATTT 262

Ai09B19321 Araip.B09 19321 p2 (AT)11 22 92723344 92723365 AAGCTTGATCCAAAGCCTCA ATTTCCCCAATCCTCTTTGG 165

Ai09B19324 Araip.B09 19324 p4 (TTTA)6 24 92749251 92749274 TATTGGATGCTTGAACCGTG TCCCTCAATGAAAACCTCCA 165

Ai09B19326 Araip.B09 19326 p2 (GA)6 12 92757877 92757888 CTTGTCCTTGCTCTTGCTCA TCGAAAAATCACTAACCTTTTTCA 207

Ai09B19328 Araip.B09 19328 p2 (AT)21 42 92763531 92763572 TCCACCACATATGCATTGATCT TAAGTGTGGGGAAATGTGGG 225

Ai09B19329 Araip.B09 19329 p2 (TA)6 12 92764189 92764200 TCAAAAACTCACGGGTTGTG TGGCTTGATTGAAAATAGGGA 251

Ai09B19333 Araip.B09 19333 c (T)13gtcgtgagatatgatgagcttgatcatggtgttacagcggttggttatggtacaccactgaaaggagtaagggagggtacataaggatgagg(A)11116 92795817 92795932 CCGAAATATACACAATGTGCG GTGGCGATTCCACATAATCC 250

Ai09B19334 Araip.B09 19334 p3 (GAA)6 18 92798209 92798226 AAGGTAACCACCATGCGAAG CCACCATTCTCACCCAATCT 267

Ai09B19338 Araip.B09 19338 p4 (AAAT)7 28 92827047 92827074 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 202

Ai09B19340 Araip.B09 19340 p5 (AACAA)6 30 92838530 92838559 AGGAAGAACAGCCGAATGAA CGTGGTCATTTTCGTCTCCT 268

Ai09B19341 Araip.B09 19341 p6 (TTTTCT)6 36 92838891 92838926 GCAGAAGATGACGGAAGAGG TCCACACACATTGAGAAGTACAAA 218

Ai09B19342 Araip.B09 19342 p3 (GAA)5 15 92843293 92843307 CAAGCAAGTTCAATCCAGCA ACCTAAGGTTGGGTTGCCTC 195

Ai09B19343 Araip.B09 19343 p2 (AG)6 12 92859111 92859122 AAAGCAAGGCTTTTTCCACA CCATCCATCATAAACCCACC 277

Ai09B19345 Araip.B09 19345 p2 (GA)7 14 92872190 92872203 GGACAATGGAATGCAAGAGG CCCCTTCCCGTTTCTATCTC 126

Ai09B19346 Araip.B09 19346 p4 (ATTT)5 20 92872868 92872887 TTTTCTTTACTCCCCCTGCC CGCGGTATGATCGTTCTTTT 192

Ai09B19347 Araip.B09 19347 p3 (AAG)7 21 92888669 92888689 TGACAACACAAGGTTGGCAT GTGGTTGAAGTGCCAGGAAT 248

Ai09B19349 Araip.B09 19349 c (T)11ctaatttttttttgctc(T)1038 92905319 92905356 TGCTCTTGCCTCTTGGTTTT TGTTGATGTGGTGACAATGCT 269

Ai09B19350 Araip.B09 19350 p3 (GAA)5 15 92906275 92906289 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 275

Ai09B19351 Araip.B09 19351 p2 (AG)6 12 92909104 92909115 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 225

Ai09B19353 Araip.B09 19353 p3 (TTG)6 18 92925186 92925203 GGTTCACTTGGCTCCATTGT GTGGTGGCTGTTAACCCACT 277

Ai09B19354 Araip.B09 19354 p4 (TAAA)6 24 92940455 92940478 AGTTTGGTGTTTTCTGGGTGA CCATGATGGAGAAAGGGAGA 245

Ai09B19365 Araip.B09 19365 p2 (GT)6 12 93017151 93017162 GATTGAGGCCATCGTTTCAT TGAGCATGTACCCAATTCCC 280

Ai09B19367 Araip.B09 19367 p2 (AC)6 12 93025865 93025876 AAGTGGGTGAATTGGTGTGA GCTTGATTTTTGCTTGAATGC 232

Ai09B19369 Araip.B09 19369 p2 (AT)21 42 93030712 93030753 GGTGGTGCCCTAAAAATGAG ATTTTGGTTGTGCACACTCTT 276

Ai09B19374 Araip.B09 19374 p4 (GTTA)6 24 93071718 93071741 CCACCCTTTAATCATCATCCA TCACACATGAAAGATTCACAACC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B19375 Araip.B09 19375 c (T)10ctttctctttctttatttttttc(T)1245 93076178 93076222 ACCTTCACACCACAAGCACA CAGTGAAAAACACAAAGCTTGC 225

Ai09B19376 Araip.B09 19376 c (T)16c(T)15 32 93081403 93081434 TGGCTTTTTCTGCTTGCTTT TGAACGCTTGAACAGTGCAT 248

Ai09B19377 Araip.B09 19377 p3 (ATT)6 18 93134915 93134932 CATTGACAACAGTGATGCCC AATCCCACGGAGATTGTTTG 276

Ai09B19380 Araip.B09 19380 p3 (ATT)5 15 93145774 93145788 TTGCCATGGAAAGGAGTAGG GAATCCCACGGAGATTGTTG 244

Ai09B19383 Araip.B09 19383 c (A)11ttttcctttattttcgaaaag(A)1042 93166820 93166861 TCGAGTTTGGACAACTGACG GTCAGGCTTCACATGCTTCA 244

Ai09B19385 Araip.B09 19385 p3 (TTC)5 15 93171834 93171848 CTTGGCCGAAACACATCTCT GCTTTTGTCTTCCCTTTCCC 195

Ai09B19388 Araip.B09 19388 p2 (GC)6 12 93200136 93200147 AAATGAGCTGCAAAATCGCT ACAGAGGTTCAAATGAGGCG 179

Ai09B19392 Araip.B09 19392 p2 (GT)6 12 93220128 93220139 TGCATGCTTCTTTTGTGACAT TTACGGTGCATCTTCCATGA 221

Ai09B19396 Araip.B09 19396 p3 (TTA)5 15 93254514 93254528 TGAGCTTCAATAATCCCAACC TTGTAAATTGGGGGTTTTGG 261

Ai09B19397 Araip.B09 19397 p4 (AAAT)5 20 93258702 93258721 TTTGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 269

Ai09B19399 Araip.B09 19399 p2 (TA)7 14 93278667 93278680 GAAAACGCATCACACTCGAA ATCTTGGGACTCGGTGTTTG 230

Ai09B19400 Araip.B09 19400 p2 (AG)7 14 93286688 93286701 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 165

Ai09B19401 Araip.B09 19401 p2 (AG)8 16 93286911 93286926 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 271

Ai09B19407 Araip.B09 19407 p2 (TC)6 12 93338886 93338897 AAGCAACCTGGCATTTAACG ATAGGTGAGGGGGTTTTTGG 240

Ai09B19409 Araip.B09 19409 p3 (AGA)8 24 93380119 93380142 GAGGAATCATAAATGCAACAACA GGATTGAAGGGGAATCAACA 197

Ai09B19410 Araip.B09 19410 p3 (CTC)6 18 93385166 93385183 GACGACCCGAGGTTTCAATA TCATTGGCCCTTTTTCTTTG 274

Ai09B19412 Araip.B09 19412 c (T)10cttttttctatatatatttttttcttttcttttctttttcacttt(TA)871 93407840 93407910 GGGCATTATGTCCCCTTTTA GCATCGGTTGAGGTAAGAGC 242

Ai09B19413 Araip.B09 19413 c (T)10cttttttctatatatatttttttcttttcttttctttttcacttt(TA)871 93409393 93409463 GGGCATTATGTCCCCTTTTA GCATCGGTTGAGGTAAGAGC 242

Ai09B19415 Araip.B09 19415 p2 (TA)7 14 93421448 93421461 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 278

Ai09B19416 Araip.B09 19416 p3 (GAA)5 15 93446475 93446489 GCTTTTGTCTTCCCTTTCCC AAACCCCCTCCTTTCCCTAT 270

Ai09B19417 Araip.B09 19417 p2 (AG)6 12 93449584 93449595 AAGGGTGAGGAGAGCAGAGA TGTTTCTTATCTTTTTCAAATCTACCT 280

Ai09B19420 Araip.B09 19420 p2 (AT)6 12 93460411 93460422 GCATTCTGCATTTTTCATGC TGGCCAATTTGTGAGAAACA 207

Ai09B19422 Araip.B09 19422 p2 (TA)7 14 93464412 93464425 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 274

Ai09B19425 Araip.B09 19425 p3 (AAG)5 15 93501368 93501382 CCTATGACTCGGAGGTGGAA ATCTCTACCCCACCCAATCC 241

Ai09B19427 Araip.B09 19427 p2 (TA)6 12 93508351 93508362 TAAGCCATTCCTGCCCTATG GATTCCTTGAAAATTGGACCC 152

Ai09B19438 Araip.B09 19438 c (AG)12ttcggatttttggtgagtgaggaagagatgttaataaataaataaaataaatagaaggagat(GA)698 93607567 93607664 CCCAAGTATAGAGGTTCCCTTATG TTTCGAAAATTACTAACCTTTTTCA 235

Ai09B19439 Araip.B09 19439 p2 (AG)6 12 93607816 93607827 CGGATTTTTGGTGAGTGAGG TTGTTTCTTATCTTTTTCAAAACTACC 269

Ai09B19440 Araip.B09 19440 p2 (GA)7 14 93608446 93608459 CAAATTTTCGAATTTATGAGAAGAAA TGCATGCATTCATTGTTTTG 138

Ai09B19441 Araip.B09 19441 p2 (AT)20 40 93608692 93608731 TGCAAAGAAAACATGCAAGA TGCCTAACCCTCAGATTGGA 269

Ai09B19442 Araip.B09 19442 p3 (CAA)5 15 93615079 93615093 CACAGGAACAGCCATTCAAA AGCTGCTACGGTGTTGTCCT 255

Ai09B19444 Araip.B09 19444 p2 (AT)7 14 93623481 93623494 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 232

Ai09B19445 Araip.B09 19445 p3 (AAT)6 18 93641956 93641973 CAGAGGGAGGTGGCTTTACA TCCACTTTGCAGGTTTTTGA 266

Ai09B19453 Araip.B09 19453 p3 (TAT)7 21 93648449 93648469 CACCGACCCTTCAAGTTCAT AAATTCAAAGTTGAAACACAGATG 217

Ai09B19456 Araip.B09 19456 p3 (GAA)5 15 93653466 93653480 ATCCTCAACACTTGCCTTGC TTTCATCTCTTCCGGTTTGG 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B19460 Araip.B09 19460 p2 (TA)9 18 93679296 93679313 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 275

Ai09B19462 Araip.B09 19462 c (CA)7c(CA)8(TA)41113 93694966 93695078 CTCAAGCCCTTAGGCAACTG CTTCAGCAAAGGCACAAGGT 257

Ai09B19464 Araip.B09 19464 p2 (TA)19 38 93713599 93713636 TGGGATCGACCCTTACTCAC CCTAAACTCCGCAGGCTGTA 277

Ai09B19466 Araip.B09 19466 p2 (TA)7 14 93734857 93734870 AGTGGTGGAATCTCATGCAA CAAAATCCAGTGAGGGTTCAA 279

Ai09B19471 Araip.B09 19471 p3 (TCT)6 18 93765228 93765245 AAATGGCCAAACTTAACCCC CTTCCCTTTCCCTTTTCTGG 244

Ai09B19473 Araip.B09 19473 p3 (TTA)6 18 93784534 93784551 TCACTTGACCTTTCCCTTGC CAAGGAATTGCAGGGAGGTA 241

Ai09B19475 Araip.B09 19475 p4 (ATCT)5 20 93798248 93798267 CCCATAATCCATAATTCGTTTCA TTTGATTGTTTGTTTTCACCAA 138

Ai09B19476 Araip.B09 19476 p3 (AAT)6 18 93806081 93806098 TTCTTGTCCTTGCTCCTGCT TCACTGCTCTCCTCACCCTT 172

Ai09B19477 Araip.B09 19477 p2 (AG)7 14 93806423 93806436 GCAGTGATGTGAGATGAAGAGG TGTTTGTTTCTTATCCTTTTCAAAACT 275

Ai09B19479 Araip.B09 19479 p2 (TA)9 18 93811521 93811538 GACTCATTTTTCCCAAGCCA TTGCTCCTATTTCAATTTCTTTTG 261

Ai09B19480 Araip.B09 19480 p2 (GC)6 12 93845521 93845532 TTTCTTTGAAGAAGGGCACC GATGGTTGAATTGCAAGGGT 175

Ai09B19481 Araip.B09 19481 p2 (GC)6 12 93851141 93851152 ACGGCATCGAATGGAATAAA TGTGGCACAACTCTCTGGTT 263

Ai09B19482 Araip.B09 19482 p2 (CG)6 12 93851345 93851356 AAAGCCAGAGACTTGAGCCA GGAGGAGATGGAGGGAGAAG 234

Ai09B19483 Araip.B09 19483 p2 (GA)8 16 93857687 93857702 TTCTTGTCCTTGCTCCTGCT CGAAAATCACTAACCATTTTTCAA 280

Ai09B19485 Araip.B09 19485 c (A)10ttcaga(T)10 26 93886756 93886781 CTTGGTGTTTTCCCTCCAAA TGAGGAGAGAGAAAGTGGTTAGG 244

Ai09B19486 Araip.B09 19486 p3 (AAG)6 18 93893504 93893521 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 187

Ai09B19488 Araip.B09 19488 p4 (AAAT)7 28 93899734 93899761 TCCTTTTCAAAACTTCCTAACCA CCAATGGAGGGTATGCAGAT 269

Ai09B19490 Araip.B09 19490 p4 (TTTA)5 20 93923185 93923204 CTTGAAGGCAATGTTGAGCA CTTACTGGCGTTTTCTTGCC 273

Ai09B19492 Araip.B09 19492 p2 (AG)6 12 93948097 93948108 ATAGGTGAGGGGTTTTTGGG GCACCAAACTGGCGTTTAAT 257

Ai09B19494 Araip.B09 19494 p3 (AGA)6 18 93955581 93955598 GCCTTAGGTGCCATCAATGT ACAGGATCCCCACCTACCTC 280

Ai09B19496 Araip.B09 19496 p2 (AG)8 16 93957215 93957230 GGAGATGAGAGCGAAGGAAA TTCCTATCTTTTTCAAAACCACC 217

Ai09B19499 Araip.B09 19499 p3 (AAT)5 15 93966550 93966564 TCTTATCCTTGCTCCTGCTCA TCACATCTCTGCCATCCTCA 172

Ai09B19501 Araip.B09 19501 p2 (AG)7 14 93966874 93966887 ACACAACTGTGAGGATGGCA TTTCTTACCTTTTTCAAAACCACC 272

Ai09B19503 Araip.B09 19503 p3 (TGA)5 15 93977754 93977768 TGGTTGCATCTCTTTGACCA GGAGGCAGTAACAAGGCAAG 265

Ai09B19506 Araip.B09 19506 p2 (CT)6 12 94004557 94004568 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 278

Ai09B19507 Araip.B09 19507 p3 (TTC)7 21 94006887 94006907 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 209

Ai09B19508 Araip.B09 19508 p5 (AAGAT)5 25 94023159 94023183 TAGAGGAGCACGACCCAAAC CCTGGGTGCTCCAGTGTATT 175

Ai09B19509 Araip.B09 19509 p3 (AAC)6 18 94038210 94038227 CAGGGCCAGAGAATGAAGAG GGTTGACTTGGCTCCATTGT 251

Ai09B19514 Araip.B09 19514 c (A)10ttttttttaataactaaataaaaaccaataacctcttaatttatgaaaaagaaaaaataaaaacaaaaataaaaacaaataaacaaacaaaaagc(A)10115 94086786 94086900 CAAGATGAACGCGAAGAACA CCGCAAATTTCTAGACCACG 269

Ai09B19515 Araip.B09 19515 p2 (AT)7 14 94089573 94089586 TTTCCCCTCGTCGTTTATTG GCACTAAAAGTCTGGGCGTC 252

Ai09B19519 Araip.B09 19519 p3 (TAT)5 15 94114854 94114868 GCAAGGAACTGATGAAAACCA TGGTGTTAACCTGCACCAGT 198

Ai09B19520 Araip.B09 19520 p2 (TA)12 24 94121816 94121839 TTCCCACTTTTGCATCACAT TATTGGGAATTTGGGTGCAT 241

Ai09B19521 Araip.B09 19521 c (A)10tttcattgaaaaaaag(T)1036 94129989 94130024 TACGTTTGGATATCTCATACAAAAA TGTTTGTTTGGGCGTCATTA 276

Ai09B19524 Araip.B09 19524 p4 (ATTT)5 20 94134894 94134913 ATCATTCCGATTTTCTCCCC ACGTGTCCAATACGCTCTCC 231
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Ai09B19527 Araip.B09 19527 p2 (AG)7 14 94138650 94138663 TGGGTGAATTCGTTGAAGTG TGATTGAGCTCTCACATAATTAAAA 204

Ai09B19530 Araip.B09 19530 p2 (AT)6 12 94141821 94141832 GCCTGTCCGGTACTGTGTTT CGTGCCTCACTTCTTTGTGA 262

Ai09B19531 Araip.B09 19531 c (TC)6acttggggatcctgtctctgcccatggctctgtttgatggcaatggactcaga(GGC)580 94146545 94146624 TGGTTCAGACAAAGACGACG GAGGAGAAAAAGCACAACGC 269

Ai09B19535 Araip.B09 19535 p4 (AAAT)9 36 94169813 94169848 TCGAAAATCTTCACCCATTTTT CTGCTGTTTTGTTTGCTCCA 174

Ai09B19536 Araip.B09 19536 p2 (AG)6 12 94204927 94204938 GCGTGCTGGATGTATCAAAA CCTGGAATTGAGAAGAAGCAA 248

Ai09B19537 Araip.B09 19537 c (A)10taggc(AT)9aa(AAAT)555 94209742 94209796 GTGGGAAAGTTGGATTTGGA GGGGCATTTGTCTCCTTTTT 252

Ai09B19540 Araip.B09 19540 p2 (TA)6 12 94231492 94231503 AGTGGAACGTCACCAAAAGG GGATTCCGCCCTAGGTAGTC 239

Ai09B19543 Araip.B09 19543 p2 (GA)6 12 94265622 94265633 TTCCCTTGATTCCAAAGTGG TCCCATCCACCATTGTACCT 189

Ai09B19544 Araip.B09 19544 p4 (TATT)6 24 94271625 94271648 TGACCCCAGAATCCTCTTTG TTCCTGACCACTTTCTCTCTCC 197

Ai09B19548 Araip.B09 19548 p3 (TCT)11 33 94282131 94282163 CATACCCACATCCCTCCATC TAGAATATTGCTCGCCCTCG 100

Ai09B19552 Araip.B09 19552 p2 (TC)6 12 94291508 94291519 CAACATGGTGCAGGAATGAG GTGGGTTTGGGAGGAAAAAT 279

Ai09B19553 Araip.B09 19553 p2 (AG)6 12 94302356 94302367 CCACGTGCAGAAAACGTAGA GGAACATTGAACCTGGAATTG 255

Ai09B19557 Araip.B09 19557 c (A)10tgaaaaactaaaaatatt(TAAA)756 94317156 94317211 AACTGTGGGAACTTGGGTTG AACATTGGAGTAATTTTGTCCC 221

Ai09B19558 Araip.B09 19558 p3 (CTT)5 15 94319555 94319569 GCTTCTCTTTGCTCGTCACC AGGCAGTGGAAAACCTAGCA 280

Ai09B19560 Araip.B09 19560 p2 (AT)9 18 94361607 94361624 GGGGTGATCTAGCATTGGAA CCAATATGCCCCAAAACTTG 216

Ai09B19563 Araip.B09 19563 p2 (TA)7 14 94394178 94394191 GAGCTTATTTCTTCATCGGGC AAGCTCCTCAATTTCAGCCA 270

Ai09B19564 Araip.B09 19564 p3 (AAT)7 21 94398690 94398710 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 174

Ai09B19567 Araip.B09 19567 p2 (GC)6 12 94416996 94417007 ATGAAGGGGTGAGTGTGTCC TTCCAGAGAGTTAGGCCACC 186

Ai09B19569 Araip.B09 19569 c (T)12ctctttttttttcttctctttttctttcattttatttttttcttttcatcatttttttcttctttcctt(TA)693 94422977 94423069 TTCACTTTGGGGCATTTTGT AAGCTTGGGAACATTGGATG 268

Ai09B19572 Araip.B09 19572 p3 (AGA)5 15 94429909 94429923 TCGGAGGTGAAAGCTTTTGT ACACCCACCCACTCAACTTC 211

Ai09B19574 Araip.B09 19574 p3 (TCT)6 18 94453238 94453255 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 240

Ai09B19578 Araip.B09 19578 p2 (TA)10 20 94507129 94507148 TCTCATTTGCAAAAACATGC ATGGGTTTATCAACCTCCCC 263

Ai09B19579 Araip.B09 19579 p2 (TA)12 24 94520360 94520383 TTTCAGATGTAGGACGTGCG GCTTGCGGAGATAACCAGTC 279

Ai09B19580 Araip.B09 19580 p2 (AG)6 12 94522200 94522211 AGGCTACAAAGTGGGGGAAT CATTGAACCTGGAATGGAGAA 173

Ai09B19582 Araip.B09 19582 c* (A)19(AT)9* 36 94526825 94526860 ACCATGGAAACTTGGGTTGA TTAGCATTGGGGGTAATTTTT 256

Ai09B19586 Araip.B09 19586 p2 (GC)6 12 94573373 94573384 TGCTTTGCTTTGAATAGTGCAT ATGGTGAAATTGCAAGAGGC 272

Ai09B19587 Araip.B09 19587 p2 (GC)6 12 94573828 94573839 ATCCCTCGCTAAACCCTCAT GAAGACGATGGTGGTGGAGT 187

Ai09B19591 Araip.B09 19591 p2 (TC)6 12 94593606 94593617 CAGAAAGGGGCATAGAGCTG GGTATTTGGGGAAGGGTGTT 279

Ai09B19592 Araip.B09 19592 p4 (AATA)6 24 94608250 94608273 GAAACTGTGGGAACATGGGT TTGGGGTAATTTTGTCCCCT 188

Ai09B19593 Araip.B09 19593 p2 (GT)6 12 94608410 94608421 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 228

Ai09B19594 Araip.B09 19594 p2 (AT)9 18 94614472 94614489 TCCCTTTGGTGCCATTAAAA CCTTCCCCATTCCCATATCT 272

Ai09B19595 Araip.B09 19595 p2 (AG)6 12 94617625 94617636 TCAAAGAACAATCTGTGACATGG AATGCATCCATTCAAAGGAGA 235

Ai09B19598 Araip.B09 19598 p2 (AT)7 14 94637539 94637552 AAAGCCACAAGTGAAGCGAC CCACCCCCTGATTAGATTCC 268

Ai09B19601 Araip.B09 19601 c (TG)6ta(TG)19 52 94662128 94662179 GCCTAAACTACGTGGGTTGC AGATACAAAGCGCGAAGCAT 227
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Ai09B19602 Araip.B09 19602 p3 (ACT)5 15 94663386 94663400 TCACCCACCAACTCACAAAA TGCTATGCATTGATGAGGATG 202

Ai09B19604 Araip.B09 19604 c (T)10cattcttttataaattatagaaataaaaatgcaaatcaaatatatccttg(T)1272 94664437 94664508 GCACCAAGTGATTTGTTTGG CCAGACATGTACTCATTACTTCCTC 273

Ai09B19605 Araip.B09 19605 c (T)10ctaataaggttttgc(TAA)643 94666153 94666195 ACTCTGCCGCTGTATCCACT GGAGCCTTTAAGAGTGGCCT 206

Ai09B19610 Araip.B09 19610 p2 (AG)6 12 94713155 94713166 ACAGATGGAAGAGGGGGTTC TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai09B19611 Araip.B09 19611 p2 (TC)6 12 94730512 94730523 GCCGTTTTGGAACAAGTGAT GAGCAGATCCTGCGAAACAT 179

Ai09B19612 Araip.B09 19612 c (T)10gtctctgtacgttcttttataacacactatactgtcatctaattgatatggccagtctgacctccccgtcg(T)1293 94734172 94734264 TGAATGTTGCTGTGGTTGAT ATACCTGCATTGAGCGCTTT 237

Ai09B19618 Araip.B09 19618 p5 (TTTAT)6 30 94785558 94785587 AAAAATCAAATCTTTTTCAAACCTT TTTAGAGGGTGTTGTTGCCC 264

Ai09B19620 Araip.B09 19620 c (A)14t(A)13tatatataaatatatatataaaacac(A)10g(A)10gaaaaaaaagaagtgagaaaaag(A)10108 94789596 94789703 TGATTTAAGTGTGGGAAAATTGG TTCACCACTTACTTTGGGGC 185

Ai09B19624 Araip.B09 19624 p2 (AG)8 16 94803935 94803950 CGGTGAGGGGTGTCTAATGT ACAAGGTTCTTGGCTGTTGG 157

Ai09B19625 Araip.B09 19625 p2 (CT)6 12 94815408 94815419 GGATCTCCTCACCAAGTCCA TTTTCAAGCCCCAAAACATT 221

Ai09B19630 Araip.B09 19630 c (T)10gattttttccttcttttttttggctttttgctg(T)1154 94836292 94836345 GGCTTTTTCCTCTTGCCTTT ATTTTGATGTGGTGGCATTG 254

Ai09B19632 Araip.B09 19632 p3 (TCT)5 15 94841954 94841968 GGTGCTGAAGGCTTTGCTAC GTCCAACTGACCGGATGTCT 130

Ai09B19633 Araip.B09 19633 p2 (GA)6 12 94849033 94849044 GGAAGCAGAGACAGGGAAAA ACTCACCCAACCCCTCTTCT 165

Ai09B19635 Araip.B09 19635 p2 (GA)6 12 94850132 94850143 GGAAGCAGAGACAGGGAAAA ACTCACCCAACCCCTCTTCT 165

Ai09B19637 Araip.B09 19637 p3 (TCT)6 18 94869603 94869620 CATCCTCCCTCAGATGGTGT AGAAGATGGCCAAAGTGGTG 245

Ai09B19639 Araip.B09 19639 p3 (TTG)5 15 94895918 94895932 GACCAGCTGTTGGCTTTGTT CACAGGAACAGCCAGTCAAA 165

Ai09B19640 Araip.B09 19640 p2 (AT)6 12 94897294 94897305 CAAAAATCCGCCTCATCAAT TCATTCTCCCAGTCAAGGCT 228

Ai09B19643 Araip.B09 19643 p2 (CT)6 12 94925618 94925629 CTTTTTGTTTGTTTCTTATCTTTTTCA ATGGAAGAGGGGGTTCAAAT 278

Ai09B19644 Araip.B09 19644 p3 (TCT)5 15 94928895 94928909 GGAAGAGCTGGTGCTAAACG CCCTCGAGCAAAAGAAGAAA 280

Ai09B19647 Araip.B09 19647 c (A)10gag(A)10 23 94947959 94947981 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 183

Ai09B19649 Araip.B09 19649 p2 (AT)13 26 94954383 94954408 CCAATTGAATCTTTGGTTGGA TGGGGTAATTTTGTCCCCTT 270

Ai09B19650 Araip.B09 19650 p3 (AAG)7 21 94956841 94956861 GAGGAATCATAAATGCAACAACA GTGGCCAGCGAATTCTAAAG 277

Ai09B19652 Araip.B09 19652 p2 (AC)8 16 94960144 94960159 TCACCCAATGTCCCAAGATT CCCAAATGGCCTTACCTTTT 197

Ai09B19653 Araip.B09 19653 c (TTTA)6a(TTAT)545 94962851 94962895 GCAAATGCAATAAAAGAAAATGG GCTCCTCCCTTACTTCACCC 197

Ai09B19655 Araip.B09 19655 p3 (AGA)8 24 94966450 94966473 GAGGAATCATAAATGCAACAACA GTGGCCAGCGAATTCTAAAG 271

Ai09B19656 Araip.B09 19656 p3 (GAA)5 15 94975322 94975336 ATGGAGCGTTGGATGAACTC AGCCCTCCATTCTTCCTCAT 246

Ai09B19657 Araip.B09 19657 c (T)10ggatttttgtata(T)1033 94979708 94979740 TCAAGACTCAAACAAGAAACACAA AAAGCTTGGCTGGCTAGTGA 211

Ai09B19659 Araip.B09 19659 p2 (TA)6 12 95016751 95016762 AGCCTCCCCACACTTAAACA TTTCTTTCCCATCTCATTTGC 256

Ai09B19660 Araip.B09 19660 p2 (TA)6 12 95024219 95024230 CCTAATGGGTCATGCAATTCT CAAAATCCAGTGAGGGTTCAA 230

Ai09B19661 Araip.B09 19661 p2 (CT)7 14 95028842 95028855 GCTATAAAGTGGGGGAATGC AGCCAATTGGGCAACATAAG 243

Ai09B19664 Araip.B09 19664 p2 (CT)7 14 95034131 95034144 TGCATCCATTCATAGAGAGGC AGCCAATTGGGCAACATAAG 226

Ai09B19668 Araip.B09 19668 c (A)10t(TAA)8 35 95054855 95054889 GCTTGCTTCAAGCCAACAAT CACATTCAAGAAATGCAAGGA 256

Ai09B19670 Araip.B09 19670 p2 (CT)6 12 95077498 95077509 CCCATTTTGCATTCAATCTCT TCAGAAAGGGAGTTGGGTTG 269

Ai09B19673 Araip.B09 19673 p6 (AAAAAT)5 30 95093588 95093617 CTAAAGTGCACAATGCGGAA TTTTAAGTGTGGGGAGGTCG 180
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Ai09B19674 Araip.B09 19674 p2 (AT)6 12 95096951 95096962 CTTTCTGGGTGTTGGATCGT GTGCTAGGTGGGAGACAACC 248

Ai09B19684 Araip.B09 19684 p2 (GA)6 12 95143755 95143766 GCACGTTCGAGTTACGGTTT GCGTTGGCACTGGTAGTGTA 226

Ai09B19689 Araip.B09 19689 p2 (AT)10 20 95155147 95155166 ATCACTAGAACCGCCACCAA ATCGGAAAGCACTTGACAGG 269

Ai09B19692 Araip.B09 19692 p3 (TTA)20 60 95164077 95164136 TCTCTGTCCTCACTCCAATCC GGCTTTGCTTGGAAATTTTG 267

Ai09B19693 Araip.B09 19693 c (AT)8ggatcgtatatacaatgagctgaaaagattgctgaaagggtcaatgtgcagattttctgtt(A)11cctcaatcatcaaccaact(A)11118 95164980 95165097 CCAGGCAATATTCTGGAACAA AGCTGCTCAGAACGGTCAAT 253

Ai09B19694 Araip.B09 19694 p2 (GA)17 34 95166481 95166514 TATAGGGCAGCTCTTGCAGC AGGCATTAAGCCTTGCACAC 268

Ai09B19695 Araip.B09 19695 p2 (GA)7 14 95174519 95174532 ACAAGGGTGAGGAGAGCAGA CGAACATCACTAACCATTTTTCA 127

Ai09B19696 Araip.B09 19696 p2 (AG)6 12 95174668 95174679 ACAAGGGTGAGGAGAGCAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai09B19700 Araip.B09 19700 p2 (CA)6 12 95199472 95199483 AAATCACAATCCTCGTGGGA CCTGCGAAGACCTTTTTGAG 221

Ai09B19701 Araip.B09 19701 p2 (AT)6 12 95219639 95219650 TGACGGTTCATCATGTTGCT TGCCTCTATGCTGATGGTTG 259

Ai09B19703 Araip.B09 19703 p2 (AT)7 14 95227923 95227936 ACTTGGGACATTGGTTGAGG TGAACTTTACCTTGGGGCAC 245

Ai09B19704 Araip.B09 19704 p2 (AG)6 12 95229306 95229317 CCAAGGATTGAAGGGGAAAT GGACAGTTCGACCCAAGGTA 280

Ai09B19705 Araip.B09 19705 p3 (GAA)5 15 95241761 95241775 CTGACCTCCTCTTTTTCCCC TACTCATGGTTGGGTTGCCT 132

Ai09B19707 Araip.B09 19707 c (TG)7ta(TG)7 30 95303115 95303144 TTTTTGTAAAGAGGGATAGGAGTCA ACCACTAGAATGCCACGCTT 264

Ai09B19710 Araip.B09 19710 p2 (AG)6 12 95321010 95321021 TCGCAGTGACAAAAATCAGC GGAATCCTAAATCCAAGAGAGATG 234

Ai09B19714 Araip.B09 19714 p2 (TA)6 12 95339408 95339419 GCTTAGTTTGCCCTTTTAGCA GGGTTGTGTGTTCTTTGGCT 273

Ai09B19715 Araip.B09 19715 p2 (TA)6 12 95343969 95343980 GGGCCAAATAAATAGCCCAT AAAGGCAAACTGCTAATGCAA 276

Ai09B19717 Araip.B09 19717 p2 (TA)6 12 95351592 95351603 ACGGTTTCCATGAAAGCATC AGGAAACGTGGACTAGGTGC 177

Ai09B19718 Araip.B09 19718 p3 (AAT)15 45 95351763 95351807 GCACCTAGTCCACGTTTCCT TACCCAAGCTGCCTTCACTC 270

Ai09B19723 Araip.B09 19723 p3 (TTA)5 15 95374906 95374920 TAGCGACCATATTCTTCGCC GCTGGTGACTTTGTCTACCAAAA 278

Ai09B19724 Araip.B09 19724 p3 (TTA)11 33 95378084 95378116 TTGCTGACAGTTCCAAGTGC CCAAAATCCTACAGGGACGA 275

Ai09B19726 Araip.B09 19726 p2 (AC)7 14 95383642 95383655 CTGCGCGTGACTTCATTAAA CAATGGAAATAGCTAAAATCCAAGA 257

Ai09B19729 Araip.B09 19729 p2 (CT)6 12 95409543 95409554 CATCCATTCATGAGGAGGCT GCCTTCAGATGGGAAGCAAT 249

Ai09B19732 Araip.B09 19732 p3 (GAA)5 15 95476042 95476056 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 180

Ai09B19733 Araip.B09 19733 p2 (AG)6 12 95478680 95478691 GGAGCAGTGACGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai09B19738 Araip.B09 19738 p2 (AG)6 12 95505194 95505205 TCCCAAAACAGGAAGAAATCC GCAAGGTAGAGCTCCGAATG 275

Ai09B19741 Araip.B09 19741 p2 (AG)6 12 95513045 95513056 TGGATCCAGAGTTACTCCCAA AGCGAATTCTGAAGCCCTTT 202

Ai09B19742 Araip.B09 19742 p3 (CTT)5 15 95515666 95515680 TTTCTCACCGGTTTTCTATTTTG CCCCTAATGAAAGTGGGGTT 163

Ai09B19744 Araip.B09 19744 p3 (GAA)5 15 95522284 95522298 CCCCTAATGAAAGTGGGGTT GAACTTGCTTTTAGACTTTTTGACA 231

Ai09B19746 Araip.B09 19746 p3 (GAA)5 15 95527778 95527792 CCCCTAATGAAAGTGGGGTT TTTCTCACCGGTTTTCTATTTTG 164

Ai09B19749 Araip.B09 19749 p3 (TAT)11 33 95536105 95536137 AAGAGGCAACCGACTATGGA ATGCAAGTTATGCACCCCTC 278

Ai09B19750 Araip.B09 19750 p2 (AG)7 14 95544654 95544667 ATGGATGGATGTGGATTGGT ACAGGATCCCCACCTACCTC 171

Ai09B19754 Araip.B09 19754 p5 (TTATT)8 40 95575569 95575608 TGAAGGCAATGTTGAGCAAG TTGCCAGTGAGCTCCTTTTT 279

Ai09B19756 Araip.B09 19756 p2 (TC)6 12 95589295 95589306 AAGCACAACATGAGTCACGC GAAAAGGAAAGAGGGAAGAAGAA 278
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Ai09B19758 Araip.B09 19758 p3 (ATG)6 18 95595630 95595647 TCCATTATCATGCGCTTTCA AAATTCAACGAATCAGCAATCA 255

Ai09B19762 Araip.B09 19762 p2 (CT)6 12 95647485 95647496 GAAATTGGCAGCAACCTAGC ATGGATGGATGTGGATTGGT 252

Ai09B19764 Araip.B09 19764 p3 (TCT)5 15 95684789 95684803 CCTACTCCCACCCACTCAAA GCTTTTGTCTTCCCTTTCCC 199

Ai09B19765 Araip.B09 19765 p2 (AT)8 16 95687987 95688002 ATTCCTTCCACACGATTCCA CATGTCGTGGCATGAGATTA 139

Ai09B19767 Araip.B09 19767 p2 (TA)9 18 95695753 95695770 CGCGTCGTAAAACAAAGGTT TTTTGCGCTTTTCAAATCCT 194

Ai09B19769 Araip.B09 19769 c (AT)9gaaaatccaaaagacactcaacatacaaagttataggacctgtgtctccaaaataactttt(A)1089 95702800 95702888 GTTCGCGAAAATAATCAGCC TGGAGTTCTCCCATTTCACTC 258

Ai09B19777 Araip.B09 19777 p3 (CAT)5 15 95757559 95757573 TGAAGGGGTACCGCATCTAC TTTGAGGGATCAGGTTCAGG 261

Ai09B19781 Araip.B09 19781 p2 (TC)6 12 95769578 95769589 TCAAAAATTTGATTTGCAAAATATC AATTTTGAAAAAGGGGGAAGA 176

Ai09B19782 Araip.B09 19782 p3 (TTC)5 15 95770945 95770959 TCCTCTCTACTTGGCCGAAA CGGTCTTAGGTGCCATCAAT 168

Ai09B19783 Araip.B09 19783 c (A)10gaaaaaaaacacccttcccccctcttctccatatt(TTC)560 95771203 95771262 TGAAGCAAGAAAAAGCAGCA CGGTCTTAGGTGCCATCAAT 206

Ai09B19785 Araip.B09 19785 p3 (AAT)6 18 95798683 95798700 GTTCTTGTCCTTGCTCCTGC TTCCCCTTCTCTCCCATCTT 234

Ai09B19786 Araip.B09 19786 p2 (AG)6 12 95799023 95799034 GGAGAGAAGGGGAATTTTCG TTTTTGTTTGTTTCCTAACTTTTTCA 222

Ai09B19791 Araip.B09 19791 p2 (TC)6 12 95831196 95831207 AACACAACATGGGTCACACG GAAAAGGAAAGAGGGAAGAAGAA 277

Ai09B19792 Araip.B09 19792 c (TA)10tg(TA)7 36 95836612 95836647 TTGATAAGTGGATTTCTGGCG ATTGTTGCTAGGGTTGTGGC 232

Ai09B19793 Araip.B09 19793 p3 (TTG)5 15 95843674 95843688 TGTCACAGCAACATGTCACAA CCATCATAAACCCCATCACC 259

Ai09B19794 Araip.B09 19794 p3 (AGA)6 18 95852650 95852667 TCACCCTCGAGCAAAAGAAG TCAACATCTCTTTCCCACCC 113

Ai09B19795 Araip.B09 19795 p2 (AG)6 12 95855754 95855765 GCCCTTTTCTTTATCCCTGC AACATCTCTCCCTCACCCAC 177

Ai09B19796 Araip.B09 19796 p2 (AG)6 12 95855996 95856007 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 277

Ai09B19799 Araip.B09 19799 p3 (AGA)6 18 95865737 95865754 TTAGAATGTTGCTCGCCCTC CCACAGGATCACCTCAGGAT 280

Ai09B19800 Araip.B09 19800 p2 (AG)6 12 95867232 95867243 ATGCCCTTTTCTTTGTCCCT AACATCTCTCCCTCACCCAC 179

Ai09B19801 Araip.B09 19801 p2 (AG)6 12 95867475 95867486 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 278

Ai09B19802 Araip.B09 19802 p3 (AGA)5 15 95878364 95878378 CCCTCTCGGTAGTGATTGGA CATCTTGGAAGGGGTCTTCA 227

Ai09B19803 Araip.B09 19803 p2 (AG)6 12 95881347 95881358 TTACTTGGCCGAAGCCATTA AACGGATCACATTAATCAAGCA 184

Ai09B19806 Araip.B09 19806 c (A)10tgttttcaaaa(T)1031 95898513 95898543 TCGAGTTTGGACAACTGACG CCAGGCTTCACATCCTTCAT 195

Ai09B19807 Araip.B09 19807 p2 (CT)6 12 95899843 95899854 TCGAAACTAATTTCAATCATATCTTTT GAGAGAAGGAGGGAATTTTCG 274

Ai09B19808 Araip.B09 19808 p3 (ATT)6 18 95900181 95900198 TCACACGGGGATCCCTATAC TTGCCGGTTAGAATTGTGTG 272

Ai09B19812 Araip.B09 19812 p2 (AT)6 12 95934833 95934844 ATCATACTCAGAAACCGGCG CAAACATTGCCTTTTGGGAA 280

Ai09B19814 Araip.B09 19814 p3 (GAA)5 15 95939053 95939067 CTCGGAAGTGGAAGCTTTTG TCTTCTTGGCCGAATACACC 213

Ai09B19815 Araip.B09 19815 p2 (AG)6 12 95941526 95941537 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 215

Ai09B19818 Araip.B09 19818 p2 (AC)6 12 95946063 95946074 TGAAAAGACTTAGGGAACAAGGA TAGAAGGCACCACCAAGAGG 217

Ai09B19819 Araip.B09 19819 p2 (AT)6 12 95974301 95974312 ACCACACAGAGCTTTACGCC TAGTCGGCCTTATCTTCGCA 259

Ai09B19820 Araip.B09 19820 p5 (AAGAT)5 25 95990041 95990065 GAAAGATAAAGGCGGTTCCC AAGGATCATGATAAAACCACACAA 233

Ai09B19823 Araip.B09 19823 p4 (TTTA)6 24 96007173 96007196 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 242

Ai09B19824 Araip.B09 19824 p2 (TC)7 14 96009559 96009572 CGCCACACAGCTCAATCTTA GGGAAGAAGAAAATAAAACCCTG 167
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Ai09B19826 Araip.B09 19826 p3 (TGA)5 15 96021036 96021050 ACGTTGTGAGGGACGGTAAG ACCGCATCCACTGTCCTATC 190

Ai09B19828 Araip.B09 19828 p2 (TA)6 12 96068011 96068022 GATATGGGCGCAGAAGTCAC TTTAAACCGCAATACCGCTC 267

Ai09B19830 Araip.B09 19830 p3 (AGA)7 21 96085138 96085158 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 198

Ai09B19831 Araip.B09 19831 p3 (AAT)5 15 96087003 96087017 CTTGCCATCTCCTCTTCCTG TCACATTCTTTGTCTCCCCC 254

Ai09B19832 Araip.B09 19832 p2 (AG)6 12 96087344 96087355 CGAAAATGGTTTTGGAAAAATG TGGTTTTCAAAATTTGTTTCAACT 207

Ai09B19834 Araip.B09 19834 p2 (GC)6 12 96091942 96091953 AAATGAGCTGCAAAATCGCT GTCAAGCCTGACCTCTTTGC 230

Ai09B19836 Araip.B09 19836 p2 (AT)12 24 96117311 96117334 GGACAACATTACCCCAATGC AACCCAAGCTTTAACCCAAC 185

Ai09B19837 Araip.B09 19837 p2 (AG)7 14 96123126 96123139 TGAAAAAGAGGGTGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 280

Ai09B19838 Araip.B09 19838 c (T)10caaa(T)10 24 96124485 96124508 CAGGCTTCAACATGCTTCAC CGAGTTTGGACAACTGACGA 194

Ai09B19839 Araip.B09 19839 p3 (GAA)5 15 96129252 96129266 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai09B19840 Araip.B09 19840 p3 (AGA)6 18 96132360 96132377 TGGAAGCTTTTGTGTTCCCT CACACATCCCTCCATCTCCT 190

Ai09B19841 Araip.B09 19841 c (T)10cgaaaataagaatcaaaaattaaaataattagttaattaaaaagaaattttgaaaaagagggaagggatttttgaaaattg(GA)6103 96135594 96135696 AAGATGGGAGAGGGAGAATTT CCAACTTTTTGTTTGTTTCTTATCC 236

Ai09B19842 Araip.B09 19842 p2 (AG)6 12 96140301 96140312 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 183

Ai09B19843 Araip.B09 19843 c (T)10aaaattttttgaaaaagtcaatccaaattttcgaaatttatgagagaaaaaaggaaaga(T)1079 96141060 96141138 TGAAAATTTGAGTTGACTCATAAGAAA TGCATGCATTCATTGTTTTG 203

Ai09B19846 Araip.B09 19846 p2 (TA)7 14 96152280 96152293 ACGTTTTGCGCTTTTCAAAC CCTGAGCCTTACCTCACGTC 157

Ai09B19848 Araip.B09 19848 p2 (TA)8 16 96158208 96158223 TTTTAGAGGGGCAGGACTTG CGCACTAAAAGTCCAGGTGC 209

Ai09B19849 Araip.B09 19849 p2 (CT)6 12 96158895 96158906 CACCCCCTTTCTCAGATTCA GGAAAAGGGGCTAAGGAATG 139

Ai09B19851 Araip.B09 19851 p4 (AATA)9 36 96162455 96162490 ATATGCATAGGGCAAAACCG TCAATGTGATGATTGGCGTT 197

Ai09B19852 Araip.B09 19852 c (T)10ctattttctcttctgttcaacaaaaaaagt(A)1252 96165011 96165062 CGATAACCCACTCCTGTGGT TGAATTAAACGCACCATGTGA 262

Ai09B19858 Araip.B09 19858 p2 (CT)6 12 96187752 96187763 TTTTTGTTTGTTTCTTAACCTTTTCA AGGCATTTACATCCCTGCAC 249

Ai09B19859 Araip.B09 19859 p2 (GA)7 14 96192856 96192869 TTGCAACAATCCACAAGCAT TTCCCTCCTTATTTCTTCCCTC 262

Ai09B19862 Araip.B09 19862 p2 (AG)7 14 96220096 96220109 TAAGAGGCTGGGAGTGAAGG TTGCATTAAAAGGAAATGGAAA 277

Ai09B19863 Araip.B09 19863 p2 (TA)8 16 96226028 96226043 ACCATGGAGTGATTTTGGGA AACCAAGCAGACAAGAAGCA 267

Ai09B19869 Araip.B09 19869 p2 (AG)6 12 96283017 96283028 TGGGATTTGATAGGTGAGGG GTTTAACGCCAGGAATGGG 254

Ai09B19870 Araip.B09 19870 p3 (AAT)5 15 96299895 96299909 AATTGAACATGCAAGCAATCC CACACACACTCTCTCTCCTCCA 267

Ai09B19878 Araip.B09 19878 p3 (TTC)5 15 96354993 96355007 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai09B19883 Araip.B09 19883 p4 (TTTA)6 24 96405440 96405463 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 211

Ai09B19885 Araip.B09 19885 p2 (TA)12 24 96410364 96410387 ATACTTGGCATGGGAATTGG TACTTTGGGGCATTTTGTCC 229

Ai09B19886 Araip.B09 19886 p2 (TA)7 14 96413698 96413711 CGCACACAGAAGAAGCTACC TTCTGATTCTAAAACGCGTCAA 195

Ai09B19888 Araip.B09 19888 p2 (AT)10 20 96424617 96424636 GTTTGGACTTCGGATTGAGC CTACGCTTCTGGCCTTTGAG 279

Ai09B19892 Araip.B09 19892 p2 (TA)6 12 96460582 96460593 GCAACGAGCAAAGGATAAGC CCTTTGTTCTCGGGACTCTG 279

Ai09B19896 Araip.B09 19896 p2 (CT)6 12 96470710 96470721 TTTCTTTACTTTTTCAAAACCACC GGATGGTCCATTCTGAAAGC 249

Ai09B19902 Araip.B09 19902 p3 (CAG)6 18 96492963 96492980 TTCCAACGACCACAATGCTA GTCGAAGTTGCCCAGAGAAG 160

Ai09B19903 Araip.B09 19903 p3 (TAT)5 15 96500782 96500796 GGTGGATTCATCTTCCACTCA TCATCTTGCTGCAGTTGCTT 255
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Ai09B19906 Araip.B09 19906 p3 (TCA)8 24 96517658 96517681 CTTCGTCTTCATCCTCGTCC CATCCAATGAGCAACACCAG 270

Ai09B19910 Araip.B09 19910 c (AC)21(AT)8gcacatagggcaaaatgataggcaatgtatgaactctaccaa(T)10110 96543683 96543792 TGGGATGCAACCTACCTACC TGAAGGGTTTGAAGCTCGAT 273

Ai09B19915 Araip.B09 19915 p2 (CT)6 12 96567227 96567238 TGCAGGGATGAGAAATCCTT GAAGGGTTTTTGGGGAAGAG 128

Ai09B19917 Araip.B09 19917 p3 (ATT)5 15 96578559 96578573 TGCACTTGGGGAATTTTTGT TGTGGGGAATTTTATGGGAA 201

Ai09B19925 Araip.B09 19925 p2 (AT)6 12 96633201 96633212 CCTCATGCTAAGCCCAAGAG TCCATCTCAATTGTAAAGGCAC 223

Ai09B19926 Araip.B09 19926 c (A)15g(A)10 26 96641331 96641356 TGTTCATGGTAATTGGCTATCA GGAAACACCAAGGAACACCA 276

Ai09B19931 Araip.B09 19931 p3 (TTA)5 15 96688660 96688674 CCAGTTCTTCTTACCTTGCCA TATTCAAACCTCGGGTCGTC 173

Ai09B19932 Araip.B09 19932 p2 (AT)7 14 96692869 96692882 TAAGTGTGGGGAAAAGTGGG TACTTTGGGGCATTTTGTCC 227

Ai09B19936 Araip.B09 19936 p2 (TA)11 22 96730065 96730086 GTCAGGACCTGGGATGTTGT AGGATTCACCCTCCTTTTGC 276

Ai09B19939 Araip.B09 19939 p3 (ATT)6 18 96748664 96748681 GCCTCCAAATTTCTGATGGA TGGAAGGATCAACAGAAGCC 221

Ai09B19942 Araip.B09 19942 p2 (GA)6 12 96755138 96755149 GAAATTTTGAAAAAGGGGGAA TCTTGTGATTTCTTGTGAATCAA 237

Ai09B19947 Araip.B09 19947 p2 (AT)10 20 96788771 96788790 GAAGAGTCTTGCGCTTGGAT CAGGCAGAGCTTTAGCCATT 276

Ai09B19949 Araip.B09 19949 c (TG)13tagcatgctgttaaaggttcactttac(T)1063 96805190 96805252 CGAGGTCATTTATGTTCCTTGA CACACATAAATTAACGGCCTGA 280

Ai09B19950 Araip.B09 19950 p2 (AT)7 14 96806554 96806567 CCTTTTCTCCTTTTAAATGAACCAT TGACATGGCAAACAAAGATAGAA 235

Ai09B19952 Araip.B09 19952 p3 (ATC)17 51 96830607 96830657 GCTTATTTCAAATTTTTCTGGTCAA GCTGCCATTACTATTACCGC 181

Ai09B19957 Araip.B09 19957 p2 (AG)8 16 96857178 96857193 GATGAGGGAGAAGGATTTTCG TTTGTTTGTTTCCTACCTTTTTCA 220

Ai09B19960 Araip.B09 19960 c (A)11gttttc(A)11 28 96860136 96860163 CGGTTCATCTTGTTGCTCAG TGGGCTGGAGTGATTAGTTG 274

Ai09B19961 Araip.B09 19961 p2 (AG)8 16 96861405 96861420 AGGCGTCCCATTACTCACAG TCACATCACCAAAAATCCGA 252

Ai09B19962 Araip.B09 19962 p2 (AG)8 16 96861648 96861663 TCGGATTTTTGGTGATGTGA TTTGTTTGTTTCCTACCTTTTTCA 279

Ai09B19967 Araip.B09 19967 p2 (GT)11 22 96881549 96881570 AAGGAAGCATGGATTGTTGG GAATGCTTTCACGCCTCTTT 264

Ai09B19968 Araip.B09 19968 p4 (TAAC)7 28 96882249 96882276 TCAGCAGCAAATCTCAACAAA AACCATCATTCACCACCCAC 153

Ai09B19973 Araip.B09 19973 p3 (TCT)5 15 96972089 96972103 ACGCCCTGTTTCTTCCTTCT AAGAGATGTAGGGCCACCG 155

Ai09B19975 Araip.B09 19975 p2 (AG)6 12 96984812 96984823 GCCCACAGATTCGAGAGAAG ATCATTGTCAGGGCTCTTGC 266

Ai09B19976 Araip.B09 19976 p2 (CT)6 12 96992137 96992148 CTTTTTGTTTGTTTCTTAACTTTTTCA AATGAGATGGGAGAGGGAGAA 238

Ai09B19977 Araip.B09 19977 p3 (TAT)5 15 96992476 96992490 AGCCTCCTCACAGTTGTGCT CAGGTTCTGGATCTGCTTCC 197

Ai09B19978 Araip.B09 19978 p3 (TCT)6 18 96994426 96994443 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B19982 Araip.B09 19982 p3 (GAA)5 15 97039116 97039130 TCTTCTTGGCCACAACATCA CTTGGCCGAAACACATCTCT 278

Ai09B19984 Araip.B09 19984 p2 (AG)9 18 97042474 97042491 GGGTGAGGAGAGCAGAGATG CTTTTTGTTTGTTTCTTATCTTTTTCA 277

Ai09B19987 Araip.B09 19987 p2 (CT)6 12 97056922 97056933 TGCATGAAAAGAAATTGAGATCC GGGGGATGAACGAAGTAGTC 280

Ai09B19988 Araip.B09 19988 p2 (AT)6 12 97103914 97103925 TTGTAGGCTCAAAAGAAAATAATCA TGCATGTCCTATGGCTGATG 278

Ai09B19992 Araip.B09 19992 p3 (AGA)5 15 97131196 97131210 TTTCCTCTTCCAAGGTTCCC CGGACCCTCTCTATTCACCA 260

Ai09B19993 Araip.B09 19993 p2 (TA)12 24 97138428 97138451 TTCACCACTTACTTTGGGGC TTGGAAACATTTGGTTTGAGAA 217

Ai09B19995 Araip.B09 19995 p2 (AG)7 14 97145852 97145865 GGGGGAATCCATCTATTCGT CATGAAAAGGTTCATAAGCCAA 243

Ai09B19996 Araip.B09 19996 p2 (AG)6 12 97152704 97152715 TTTTTGACCCAGTTTTTGGC CCTGTGATTGTAAAAGCAATCC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20010 Araip.B09 20010 p3 (TCT)5 15 97254486 97254500 CCACAGGATTCCCACATACC TAGAATATTGCTCGCCCTCG 218

Ai09B20015 Araip.B09 20015 p4 (TAAA)6 24 97265155 97265178 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 252

Ai09B20019 Araip.B09 20019 c (AG)6ggggttcggatttttggtgagtgaggaagagatgtt(AATA)672 97319631 97319702 TCCTTTTTGCCCAGGTGTAG TTTCGAAAACTTCCCCCTCT 187

Ai09B20022 Araip.B09 20022 p3 (GAA)5 15 97331909 97331923 GCTTTTGTCTTCCCTTTCCC CCTTCTTGGCCAAAACACAT 197

Ai09B20030 Araip.B09 20030 p2 (CT)6 12 97382330 97382341 GAGAGCTCGCCAATTTTCAC CCAATTGGGCAACATCTGTA 206

Ai09B20032 Araip.B09 20032 p2 (TA)6 12 97394157 97394168 CAAATTCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 267

Ai09B20033 Araip.B09 20033 p2 (CT)6 12 97394851 97394862 GAGAGCTCGCCAATTTTCAC CCAATTGGGCAACATCTGTA 206

Ai09B20038 Araip.B09 20038 p2 (AT)9 18 97440335 97440352 GGCCTAAACTTTGTGGGTTG CGAAGCCTTCACACACGATA 139

Ai09B20041 Araip.B09 20041 c (T)11c(A)10 22 97454887 97454908 CGATTTCGCGTACCAAGTTT CCATGCTTCACATGCTTCAT 267

Ai09B20043 Araip.B09 20043 p3 (TCT)6 18 97465038 97465055 TCAACATCTCTCTCCCACCC TCGCCCTCGAGTAAAAAGAA 114

Ai09B20044 Araip.B09 20044 p2 (CT)10 20 97487883 97487902 GCCTTTACACCCATGCTGAT ATTAGGGTTGGGTTTGGGAG 169

Ai09B20046 Araip.B09 20046 p2 (AT)8 16 97492762 97492777 CTTGTCCCGAAGCAAAGAAG TGCCAAATCCAATTCCTTTC 249

Ai09B20050 Araip.B09 20050 p2 (CT)7 14 97510799 97510812 TTCCCTTTTTCAAAACCACC GGAGCAGTGATGTGAGATGAAG 262

Ai09B20052 Araip.B09 20052 p2 (AC)9 18 97542817 97542834 ACTTGCCGGTTAGTTTGTGG TACGCGTCAACGATACTTGC 193

Ai09B20054 Araip.B09 20054 p2 (TA)6 12 97544896 97544907 ATTTTCGTTCCCACACTCCA AAATTCAAAGGCCAACGTGA 186

Ai09B20057 Araip.B09 20057 p2 (TG)10 20 97568548 97568567 CCCACGGATTTCTCTTTTCA AAGCGCACATGCATACAAAC 206

Ai09B20058 Araip.B09 20058 p2 (AG)19 38 97588908 97588945 TGATGGTATCCACAGCCTTTC ACGTCCAAACCACCTGAGAC 263

Ai09B20059 Araip.B09 20059 p3 (GAT)6 18 97591133 97591150 ATGGTGGAGGGGTTAGGAAT TTTTCGGCTTGTCAAATTCA 221

Ai09B20061 Araip.B09 20061 p2 (TA)7 14 97598739 97598752 GCTCTGGAGAGAAATTAAAGGC GCATGGATGCAACTAAACCA 250

Ai09B20066 Araip.B09 20066 p2 (TC)8 16 97608072 97608087 CTCTCCCTTCTCGCGTTCTA AAGGGGAAGAGGGAAACAGA 185

Ai09B20069 Araip.B09 20069 p2 (TA)9 18 97612074 97612091 TTTTGGGGATACCTATGTGTGTT TGGAAGTTTTATATTATGCCACAAA 140

Ai09B20071 Araip.B09 20071 p2 (AT)11 22 97614660 97614681 AAAGTGGGGAAAAGTGACCC ACGGTGCATGTATGTGGATG 154

Ai09B20077 Araip.B09 20077 p2 (AG)7 14 97646846 97646859 ATTGCAGAAAATGCTCCCAG GGAACAATGAACCTGAATTGAA 245

Ai09B20078 Araip.B09 20078 p5 (TATTT)5 25 97650433 97650457 TTAAGTGTTGGGAGGTTGCC TGTGCAAGTACTGAAGGGAAAA 141

Ai09B20079 Araip.B09 20079 p2 (AT)7 14 97650723 97650736 GCTTAAATTGCACTTTTGGCTT TCAATGTGAATCTTTGAATGGC 250

Ai09B20080 Araip.B09 20080 p3 (AAT)6 18 97651379 97651396 GTGCATGCTCATGTGAAACC TGGGGTAATTTTGTCCCCTT 144

Ai09B20081 Araip.B09 20081 p2 (AG)7 14 97652686 97652699 CTGCAGAATGGGGGAATAAA CATGAGAAGGTTCATAAGCCAA 264

Ai09B20082 Araip.B09 20082 p2 (AT)11 22 97660392 97660413 CCAAATGACGCGGTTCTAGT TTCTGTCACGCTGATTTTCG 159

Ai09B20083 Araip.B09 20083 p2 (AC)11 22 97675103 97675124 TTGTAATGGGGCCAAGGTAA TCAATGCATATGGGGTGAAT 218

Ai09B20086 Araip.B09 20086 p2 (TA)6 12 97704339 97704350 GACAAAATCACCCCAATGCT TTTCAAGGTTGTAATGGGGC 252

Ai09B20088 Araip.B09 20088 c (AG)8ttcggatttttggtgagtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)791 97714021 97714111 AGGGATCCTTTTTACCCAAG TTTCGAAAATTACTAACCTTTTTCA 244

Ai09B20089 Araip.B09 20089 p5 (TTATC)6 30 97717677 97717706 CCTGGGTGCTCCAGTGTATT GAAAGATAAAGGCGGTTCCC 134

Ai09B20090 Araip.B09 20090 p3 (AAG)6 18 97735211 97735228 GCTTTTGTCTTCCCTTTCCC GCCGAATCTTAACCCCTCTC 280

Ai09B20092 Araip.B09 20092 p2 (AG)8 16 97747615 97747630 AAGAACCTGGGATTGAGAGTCA CTCCCAGCGATTTTCTGAAG 223



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20093 Araip.B09 20093 p5 (TTATC)6 30 97749146 97749175 CCTGGGTGCTCCAGTGTATT CCGACCTCATCTCAAAGAGC 261

Ai09B20096 Araip.B09 20096 p3 (AGG)5 15 97784200 97784214 CCACAGGTCAGACCAACAAA CTTGCGCCACTATCTAAGGC 244

Ai09B20097 Araip.B09 20097 p2 (CT)6 12 97791806 97791817 TTGATTTTCAAATTTGTTTCAACT CCAAACAGAAGGGTGAGGAG 266

Ai09B20099 Araip.B09 20099 p2 (GT)8 16 97800403 97800418 GCGAATTAGAGCACCGTAGC GAAAACCGGGCGTTAATTTT 236

Ai09B20100 Araip.B09 20100 p2 (AC)10 20 97812337 97812356 TCATCAAGGGAGAGATTGTTGA TTTTTCTTGGTTCACCCGTC 260

Ai09B20110 Araip.B09 20110 c (T)10cgccta(T)10 26 97841931 97841956 CGCCACAAACACATGGTAAG TGAAGCAAGAAAAAGCAGCA 271

Ai09B20111 Araip.B09 20111 p3 (GAA)5 15 97843023 97843037 CGGTCTTAGGTGCCATCAAT GAAACTTAACCACCCCTCCC 240

Ai09B20112 Araip.B09 20112 p3 (AAT)5 15 97849857 97849871 GGGGAAAGTTGTGAAAAGCA TTTGAGTCATTATCCCTCACCA 219

Ai09B20113 Araip.B09 20113 p2 (GA)7 14 97850085 97850098 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 233

Ai09B20117 Araip.B09 20117 p3 (CAT)6 18 97862348 97862365 AAATTCAACGAATCAGCAATCA TCCATTATCATGCGTTTTCAA 241

Ai09B20118 Araip.B09 20118 p3 (AAT)27 81 97862703 97862783 CAAAAAGTTACTAAAATTTGGTGTCC TGAACGTGGATGGAAATGAA 264

Ai09B20120 Araip.B09 20120 p4 (TTAT)5 20 97876245 97876264 TCAGTTCCTCAACACATGTCAA CAGAAGCCAATGATGGAACA 279

Ai09B20121 Araip.B09 20121 p3 (ATA)8 24 97883053 97883076 CCTTTTTACACTGTCGCAGC AATTCCTTGTTTGACACTGGC 109

Ai09B20122 Araip.B09 20122 c (CAA)7(TAA)16 69 97884059 97884127 GTTGATCGAGATGCTAGCGG ACTACAATCACCACGACTACCA 231

Ai09B20123 Araip.B09 20123 p2 (AT)6 12 97894416 97894427 ACCGCAATACCAATCCAAAA CAAGATATGGGCGCAGAAGT 265

Ai09B20124 Araip.B09 20124 p2 (CT)6 12 97897827 97897838 CGCAGCTCTCTCTTCTCCAT GCTAGTCGCCGTCCTTTATG 111

Ai09B20126 Araip.B09 20126 p2 (CT)6 12 97937865 97937876 TATAAAGCGGGAGAACGCAT AAACCTCGGGTCGTCTTCTC 278

Ai09B20127 Araip.B09 20127 p2 (AT)7 14 97953132 97953145 TTGAAAAGCTTGGGAATTGG GAACTTTGAATTTTGGGGCA 215

Ai09B20130 Araip.B09 20130 p3 (TAT)5 15 97959141 97959155 TGGTCATTTTTCTTTTGGGC AAGAAATCCCAATATGTAGCCAA 174

Ai09B20131 Araip.B09 20131 c (T)11aacactttgcacttttatacagattcatc(T)1050 97962228 97962277 TCTCCAAGTTTAAGATTGAGGAAG CAAATTCAGCGTTCTGACCA 268

Ai09B20134 Araip.B09 20134 p4 (ATAA)5 20 97970188 97970207 AATTGAACTGCTCTGTGGCA TCCAAGAAAAGGAAAATCCA 212

Ai09B20135 Araip.B09 20135 p2 (TA)7 14 97970637 97970650 TGATCATGTATTTTCTCCACATCA TGCATTTATTCCCATCTCTGAA 252

Ai09B20138 Araip.B09 20138 p2 (GA)17 34 97988540 97988573 AGTGGCGACAAAGCAGAAGT TCATTCAACGCAAAATCATCA 155

Ai09B20141 Araip.B09 20141 p3 (ATA)7 21 97999822 97999842 AGATCATGCTTCAATTCGGG TGAAAACCCTATTTTTCTACTTTCTCA 222

Ai09B20144 Araip.B09 20144 p3 (TTA)5 15 98011775 98011789 GCTGCACTACTCTGATGGCA TGCTAGTCATTATTGATTTTCTCCA 268

Ai09B20149 Araip.B09 20149 p2 (GA)10 20 98033466 98033485 TAGCAGCGTTTCCTTTCCAT AGAGATGATGGCTCGGCTAA 277

Ai09B20150 Araip.B09 20150 p2 (GA)6 12 98046314 98046325 TTGCAACAATCCACAAGCAT CCTATTTGCTCTTTTCCCTCC 275

Ai09B20153 Araip.B09 20153 p2 (CT)6 12 98080145 98080156 TCTTGCATGTTTTCTTTGCG GAAATTTTGAAAAAGAGGGAAGA 152

Ai09B20155 Araip.B09 20155 p4 (ACAT)5 20 98119445 98119464 TGTCTGTTGGTACCTGGTGG GTTCAGCTTTCAACATGCCA 215

Ai09B20165 Araip.B09 20165 p3 (ATT)5 15 98155454 98155468 TATCATCATCTGGGGGTGGT TCTTGATGGGATCATCTGCC 219

Ai09B20167 Araip.B09 20167 p2 (GA)18 36 98157299 98157334 TGGCAGTACCGGCTCTAGTT ATCGGAGTTCCGTAGCTCAA 272

Ai09B20171 Araip.B09 20171 p2 (AG)7 14 98169657 98169670 TTGAGGTGATTGGAGAAGGG TGCAGGGATGAGAAATCCTT 134

Ai09B20173 Araip.B09 20173 p3 (TAA)5 15 98175727 98175741 GGGTGCTTTGCTTTGTTGTT AAAAGGAGCTGAGTTTACAAGCA 179

Ai09B20177 Araip.B09 20177 p2 (CA)6 12 98181174 98181185 TCAGAAAGCACACATGCACA CCGCTAGAATGCCTTTTCTG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20178 Araip.B09 20178 p3 (TTA)16 48 98187720 98187767 GCACAAAGAAATAGAACATCTCCA TGATTTCAGGCAAGAACTGG 201

Ai09B20179 Araip.B09 20179 p2 (TG)6 12 98196277 98196288 CCAATTTCACAATGGCTTGA GTGTGGGTTCTAAAATTGCG 209

Ai09B20182 Araip.B09 20182 p2 (AT)6 12 98200569 98200580 TTGATTTTGGGAGAGTTGGG GAACTTTGAACTTTGGGGCA 270

Ai09B20183 Araip.B09 20183 c (TC)6atctctttc(TATT)541 98208436 98208476 CCAATTTTTGAAAATCACTAACCA AACACAGAGGGGGAGAGAGG 259

Ai09B20186 Araip.B09 20186 p4 (TTAG)5 20 98238122 98238141 TCCAACACTTCCAAACACCA TCCCGTTTAGTACTCAGCAACA 174

Ai09B20188 Araip.B09 20188 c (T)10c(T)10 21 98262971 98262991 GGTGTTCCTTGGTGTTTTCC TCGAAAAACTGAGGAGAGAGAAA 274

Ai09B20190 Araip.B09 20190 p2 (AC)6 12 98292225 98292236 CGCCCACCATAACTAGCATT TGCTTGCATGAGTTTTGAGG 230

Ai09B20197 Araip.B09 20197 p2 (GA)6 12 98382973 98382984 TGCCAAACAATTTGCAATACA TTCTTCCTTCCCCCTTCTTC 254

Ai09B20202 Araip.B09 20202 p2 (TA)8 16 98403618 98403633 CCTCCGGTTCTCATTCCATA TGACTCAGCCTGCAAAGCTA 172

Ai09B20203 Araip.B09 20203 c (TAT)19t(TA)6 70 98403842 98403911 GAGCGTTGCGCTTTTTACTT TCAGTTCGTCCTCAGGCTCT 272

Ai09B20204 Araip.B09 20204 p3 (AAC)7 21 98414976 98414996 CTACAACCGAGGAGGCAGAG AGTAATTTGAGGGGCCTGCT 174

Ai09B20205 Araip.B09 20205 p2 (TA)8 16 98420800 98420815 CATGCCTGTTTCTACATGCC TCCTCTCCTTGCTGGTGTCT 277

Ai09B20222 Araip.B09 20222 p2 (CT)17 34 98507476 98507509 CTATCGGCGAAGATTTTGGA TGCCCTTGTCTCTTTTACCAA 213

Ai09B20223 Araip.B09 20223 p3 (TTC)5 15 98515307 98515321 CCTTCTTCCCCTTCTTGGAC ACTCGGAGGTGGAAGCTTTT 222

Ai09B20227 Araip.B09 20227 p2 (TC)6 12 98567463 98567474 CCCTTACTGGCAGTGCTTTT GATCCGAAAGAGCAGTGAGG 238

Ai09B20231 Araip.B09 20231 p2 (TA)6 12 98573244 98573255 GGATATAACAACCCCCGAAA TTTCGGTGGAGGAAAGAAAA 223

Ai09B20233 Araip.B09 20233 c (AAAAT)6aaaaaaataatttaatattaata(T)1063 98574997 98575059 CCCTCCCCTGTTCTTCTTTT AACGCACCATGTGGTAAACA 230

Ai09B20236 Araip.B09 20236 p2 (AT)7 14 98577751 98577764 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 221

Ai09B20241 Araip.B09 20241 p2 (AG)12 24 98585160 98585183 AATGACGCTCAAACAAGCAA TGTTTTGGGTCCTAATTGAAACA 259

Ai09B20243 Araip.B09 20243 p2 (AC)67 134 98607203 98607336 CCAAACGTGTAAAGGCACAA TAAACTCCGCGAGTTGCAG 244

Ai09B20244 Araip.B09 20244 p4 (ATAC)14 56 98608262 98608317 GAGGTGGCCAGGTATTACGA AGGTTGAGCTTGGAGCTTGA 271

Ai09B20247 Araip.B09 20247 p2 (AT)9 18 98628032 98628049 GCGTCATATTGCGAGAAACA AGCGCAGTGAACGTGTTATG 185

Ai09B20249 Araip.B09 20249 p4 (TTTA)6 24 98655237 98655260 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACATCCTAACCA 164

Ai09B20250 Araip.B09 20250 p2 (TA)8 16 98662969 98662984 ATCAAGTTCAATAACCGCCG AGGTGTCATGCATATGGGCT 244

Ai09B20251 Araip.B09 20251 p2 (TA)8 16 98682421 98682436 ATCAAGTTCAATAACCGCCG AGGTGTCATGCATATGGGCT 244

Ai09B20252 Araip.B09 20252 p2 (AT)12 24 98682815 98682838 GAATCCCGATGAAGGAATGA TATTGTCGGCCTAAACTCCG 236

Ai09B20253 Araip.B09 20253 p2 (GT)8 16 98693650 98693665 GATGCTCCTCCCTCCTCTCT TCAAAAATGAAGCCCTAGCC 174

Ai09B20256 Araip.B09 20256 c (TTTA)6tttttttattaaaa(T)1048 98722649 98722696 GCAAATGCAATAAAAGAAAATGG GTACGCGTCACTCTCCGAA 279

Ai09B20262 Araip.B09 20262 p2 (TC)8 16 98761100 98761115 AGTGAAACCCTCACCCCTCT TTTCGTGCACCAAGTACCAG 268

Ai09B20263 Araip.B09 20263 p2 (AT)9 18 98776165 98776182 GAGGTTAACGCCAACTGGAA TGCACCTTTCTTTCAAGGCT 189

Ai09B20264 Araip.B09 20264 p3 (TTA)5 15 98787355 98787369 GCTTGAGATTTAAAGCGGAATTT TTCTCTTGCATTTTTCTAAATGTCTT 276

Ai09B20267 Araip.B09 20267 p2 (AG)6 12 98803005 98803016 TTTCTGACCCAGTTTTTGGG AACCTGGAATTGAGAAGGCA 209

Ai09B20275 Araip.B09 20275 p3 (CAA)6 18 98830405 98830422 ATGGCCTTTATGGCACTGAG TCCTTTTCCGTTTGTTCTCG 274

Ai09B20276 Araip.B09 20276 p3 (GAG)6 18 98831006 98831023 GAGGTGGGAGGAGTGAAGGT CAATTCGATACGAAAGCCAA 244
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Ai09B20277 Araip.B09 20277 p4 (AAAG)5 20 98831724 98831743 TATCAGCCGCCATTCCTAAC TTACGTGCATCAAGCTCCTG 230

Ai09B20281 Araip.B09 20281 c (A)10tatagtg(A)10 27 98842226 98842252 TTTGAAAAACCTTTGACGCA ATGGAATCCCTTCCGTGTAA 172

Ai09B20283 Araip.B09 20283 p3 (AAT)5 15 98845310 98845324 TTCAATCAGAATTTTCCCACAA AGCCTGTCCTATTTTCCGGT 256

Ai09B20284 Araip.B09 20284 p4 (AAAT)5 20 98846892 98846911 TGTTGGAGTGCTTTCTGCTC GCAGTCTTGTTGGAGGGTCT 228

Ai09B20285 Araip.B09 20285 p3 (ATA)16 48 98847229 98847276 TGGGGTAAAATGTGCACTCA CCTCCCTGGAAGATTTCCTT 259

Ai09B20287 Araip.B09 20287 c (TCTCC)6(TCTTC)1080 98853365 98853444 CCAGAACTGCCCTATACCCA GGAGAAGGGAGGCTAAATGG 201

Ai09B20290 Araip.B09 20290 p2 (TG)11 22 98860664 98860685 ACGCGGATAAAGAAGGAGGT ACTCTTACGCGCACTTGACC 162

Ai09B20293 Araip.B09 20293 p2 (CT)6 12 98879220 98879231 CTTTCCCAAAGTTCCCATGA TGAAGAAGGGGGTTAAGCAG 262

Ai09B20295 Araip.B09 20295 p2 (CT)7 14 98890550 98890563 TAATGGCAGAAAAGGGCATC GGGTGTTATGGGAAGGTGTG 243

Ai09B20296 Araip.B09 20296 p2 (CT)9 18 98895523 98895540 CACCAAAACCACGAAAATCC GGTCCAAACCCAACCCTTAT 257

Ai09B20297 Araip.B09 20297 p2 (AG)6 12 98901607 98901618 TAGAAAACCGGGCGTTAGTG TGGAGCTTTGAAGGAGGAGA 228

Ai09B20298 Araip.B09 20298 p3 (ATG)5 15 98902274 98902288 TGGTTGATAAGGATTGTTGGAA CAACAACACCAACCACTCTCA 157

Ai09B20300 Araip.B09 20300 p2 (AG)6 12 98945914 98945925 TAGGAATGGAAAACCAAGCG GGAGCTTTGAGGGAGGAGAT 233

Ai09B20301 Araip.B09 20301 p3 (ATG)5 15 98946581 98946595 TGGTGTTTGGAGTGCTTGAG TTCACACCAACATTTCACATCA 275

Ai09B20305 Araip.B09 20305 p3 (TTC)10 30 98982455 98982484 CTCACTTGCGCTGTCACTTC GGCCTGCATGATTTGAAAGT 276

Ai09B20306 Araip.B09 20306 c (TTA)8(TTG)7 45 98982690 98982734 CGTCGTTTCATTGCTGTGAT ATAATCCACCGCGAAAGTCA 195

Ai09B20307 Araip.B09 20307 p3 (AAC)5 15 98992610 98992624 GCAGCTGGAACATTCACAAA TAAACCATAACCACCCCTGC 236

Ai09B20310 Araip.B09 20310 p2 (GA)7 14 98993844 98993857 AAGGGGGCTCGAAGACAG ATCCTCTTCTCCTCGCGTC 280

Ai09B20312 Araip.B09 20312 p2 (TC)7 14 99004401 99004414 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 223

Ai09B20313 Araip.B09 20313 p3 (AAC)5 15 99013734 99013748 GTGTGGTGGAGGATTGCTTT TTCTACAGGGAGTGTTCGGG 267

Ai09B20314 Araip.B09 20314 p3 (TCT)6 18 99018619 99018636 TTCCTCCTCTTCCCTCCATT CACAGCGGTGCAGTATCTGT 230

Ai09B20315 Araip.B09 20315 p3 (GAG)10 30 99021687 99021716 CTGCTTCTGCAGCACATCAT GGCTCTGCAGGTTACTCAGG 273

Ai09B20316 Araip.B09 20316 p2 (TA)9 18 99022244 99022261 ATTTTGCACTTTGGGCTTGT TGTAACCATGCAATTAAGCTAAAAA 277

Ai09B20320 Araip.B09 20320 p2 (TA)6 12 99034637 99034648 TGATTTAGCCCTTGATTGTGC AGCGGTTTATCAATCTCCCC 239

Ai09B20323 Araip.B09 20323 p2 (TA)14 28 99068803 99068830 CAACCTCCCCACACTTAAACA TCCATGTTCCCTGCTTTCAT 279

Ai09B20324 Araip.B09 20324 p4 (TTAT)7 28 99069416 99069443 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 216

Ai09B20327 Araip.B09 20327 p2 (GA)6 12 99076734 99076745 TGGGGGAGGTATAATTTTCG TTTCTTAACTTTTTCAAAACCACC 211

Ai09B20330 Araip.B09 20330 p2 (TA)7 14 99110367 99110380 ATGGGCACCAAACAATTCAT GAGACTGAAATCGGCGGTTA 204

Ai09B20332 Araip.B09 20332 p2 (GA)6 12 99127807 99127818 TTTTTGAATGAGGGAGAGATGTT CTTTTTGTTTGTTTCTTAACTTTTTCA 274

Ai09B20335 Araip.B09 20335 c (T)10gga(T)10 23 99128839 99128861 TTTCGAAAAATGCAAGATGC TGATTAAAGCTTGGCTGGCT 261

Ai09B20336 Araip.B09 20336 c (A)12(T)12 24 99129121 99129144 CCATGCTTCACATGCTTCAT TACCAGGATTTGTTCGAGCC 279

Ai09B20337 Araip.B09 20337 p2 (GT)6 12 99138553 99138564 TTTCAAGCACGCTAGGATGA CTCCCGCTTTCCTTGTTGTA 272

Ai09B20340 Araip.B09 20340 p2 (AT)7 14 99150351 99150364 TTCGATTAGAAAAAGGAAGTCCC CGTCGTAAGATGGCATTCTG 276

Ai09B20345 Araip.B09 20345 p3 (AGA)7 21 99163324 99163344 GTTTCTCTGGCCTTACGTGC TCAACATCTCTTTCCCACCC 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20346 Araip.B09 20346 p2 (AT)6 12 99174705 99174716 TGGTTTGCTAACCCTTGGAC GGTAAAGTACCGTGGCTTGC 203

Ai09B20348 Araip.B09 20348 p5 (TTTAT)5 25 99182741 99182765 ACGGTAAACGCTGAATCTGG AGAAGAGAAGAAGAGGCCCG 249

Ai09B20355 Araip.B09 20355 c (TG)6(TA)8 28 99226107 99226134 TCGCTAGGCATCTGGAGTTT AGACTGCGAAGCTAAGGCTG 238

Ai09B20358 Araip.B09 20358 p3 (TGT)5 15 99242141 99242155 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCTG 279

Ai09B20361 Araip.B09 20361 p3 (ATA)23 69 99257347 99257415 AGCCCATCCACAACTTCAAC GCATCCCGTTTTACATGCTT 237

Ai09B20364 Araip.B09 20364 c (TG)10(GA)21 62 99260081 99260142 CCCTGAAGGTTGGGAACAGT GTAAAATGGGGTGGAGATGG 276

Ai09B20366 Araip.B09 20366 p2 (TC)8 16 99269069 99269084 TGAGGACACAGGTGACTGAAA GTCGTTGTCCGGATCTTGTT 256

Ai09B20369 Araip.B09 20369 p2 (AT)15 30 99272988 99273017 CCATATTTGAACTTGAATTTGTCC GGGTCGAGTAAGGGTCTCAA 268

Ai09B20370 Araip.B09 20370 p2 (TA)9 18 99275047 99275064 ATTGCACATCTTCCCAGTCC TTGGATGCACATGTAAAACTGA 267

Ai09B20371 Araip.B09 20371 p3 (GTG)5 15 99276031 99276045 GGCAAAGGCTTCTTACAACG TGGTCAAGGCTACACCAACA 154

Ai09B20379 Araip.B09 20379 p3 (TAT)9 27 99298384 99298410 CTCTTCCCCTTGAGTTCAGC GCACGTTATGACCATACCAAAA 277

Ai09B20381 Araip.B09 20381 p3 (TTA)10 30 99339987 99340016 TGGAATTTGGCTTGCTTTTC GCAGATTAGCAGTGTGGCAA 121

Ai09B20382 Araip.B09 20382 p2 (AC)8 16 99346042 99346057 GCTGCGCCACTTTGATAACT TTCCCTCGCCTTTAACATTG 255

Ai09B20383 Araip.B09 20383 p2 (AC)8 16 99347867 99347882 GCTGCGCCACTTTGATAACT TTCCCTCGCCTTTAACATTG 255

Ai09B20384 Araip.B09 20384 c (T)12acttttat(A)10 30 99350179 99350208 TTTAAACCCCCTCCCCTTTA TGCAGAGAAGTCCCTGTGAA 275

Ai09B20386 Araip.B09 20386 p2 (TC)6 12 99353719 99353730 CGTCATTAAGGAAGTTCCGC TATAAGCGCAGCGTCAACAC 232

Ai09B20392 Araip.B09 20392 p2 (AT)6 12 99376252 99376263 GCATGAGGCCACGTTTTATT GGAAAGCCAATGCATGTAAA 183

Ai09B20394 Araip.B09 20394 p2 (TA)7 14 99384211 99384224 GGATATGGGCGCAGAAGTTA AATTTGATCCTTTTGCAACATT 246

Ai09B20398 Araip.B09 20398 p3 (AAT)8 24 99411447 99411470 GTTCTCTGCTCTCCTGTGGC CGTGAGTTGTAAGACCCCAAA 280

Ai09B20399 Araip.B09 20399 p2 (AT)8 16 99415029 99415044 AAAAATCGAAAAGGAAGATGAA GACACCACAACAAAAACACCA 152

Ai09B20402 Araip.B09 20402 p2 (AT)6 12 99420983 99420994 TGAGCCCTTCTTCTTTCCAA TCCAATCATATCCACAACCAAA 254

Ai09B20408 Araip.B09 20408 p3 (GAA)5 15 99440015 99440029 GCTTTTGTCTTCCCTTTCCC ATACACCATCCCCCTTCTCC 186

Ai09B20412 Araip.B09 20412 p3 (GAA)5 15 99462720 99462734 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai09B20413 Araip.B09 20413 p3 (AAT)5 15 99463963 99463977 GCTTTTGGGGAGGAAAGAAC CCTCCCTCTCTGTGTTCGAG 237

Ai09B20416 Araip.B09 20416 p3 (GAA)5 15 99470617 99470631 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai09B20417 Araip.B09 20417 p3 (AAT)7 21 99471914 99471934 GTTCTTGTCCTTGCTCCTGC CCTCCCTCTCTGTGTTCGAG 169

Ai09B20420 Araip.B09 20420 p3 (GAA)5 15 99477427 99477441 GCTTTTGTCTTCCCTTTCCC CCCTCCCTTCCCCATATAAA 264

Ai09B20421 Araip.B09 20421 p3 (AAT)5 15 99479697 99479711 TTCTTGTCCTTGCTCCTGCT CCTCCCTCTCTGTGTTCGAG 165

Ai09B20430 Araip.B09 20430 p3 (GAC)5 15 99541958 99541972 TAATTGGCGAAATGTGGAGG ATGATGCAAGTCATCAGCCC 101

Ai09B20434 Araip.B09 20434 p2 (AG)6 12 99576491 99576502 ATAAGATGGGGGAGGGAAAA TTCCCAACTTCTTATCTTTTCAA 278

Ai09B20435 Araip.B09 20435 p2 (GA)6 12 99583807 99583818 TATGTGGGCACAAGCAGATG ACAAATCTCCTCCGATCCCT 280

Ai09B20437 Araip.B09 20437 c (TA)11(T)13 35 99602473 99602507 TGGGGTAATTTTGTCCCCTT TCAACTAAGTGCGGGGAAAC 249

Ai09B20439 Araip.B09 20439 c (TTTTA)5ttttcttttaatttcggtattc(A)1057 99609072 99609128 TTTCGAAAATCCTCACCCAT GGGTTAGCATATGACCCCAG 271

Ai09B20442 Araip.B09 20442 p2 (AG)6 12 99626101 99626112 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20444 Araip.B09 20444 c (GAA)5atggag(GA)735 99630443 99630477 TAAAATATTGCTCGCCCTCG ACACAACCCTCTCTTCCCCT 113

Ai09B20451 Araip.B09 20451 p2 (TA)10 20 99671466 99671485 TAAGTGTGGGGAAAAGTGGG GTCGGGAACAAAGAATCGAG 251

Ai09B20452 Araip.B09 20452 c (T)10aaatttaaaattaaaaataattagttaataaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)797 99678866 99678962 TAGAATAGGATGGGGGAGGG TTGTTTCTTAACTTTTTCAAAACTACC 232

Ai09B20454 Araip.B09 20454 c (T)11cgaaaacaggtgagaaaattttgaaatatttttgaaaaatttttgaaaagaaaat(A)1076 99713638 99713713 CCAAAGCAGTTTGGGTATGG TCGAGTTTGGACAACTGACG 251

Ai09B20456 Araip.B09 20456 p2 (CT)6 12 99728363 99728374 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 253

Ai09B20458 Araip.B09 20458 p2 (TA)6 12 99736493 99736504 TTTCTTTCCCATCTCATTTGC TCATTCGGAGCTTTTCCTTG 222

Ai09B20462 Araip.B09 20462 c (A)10tgttttc(A)12 29 99750796 99750824 TCGAGTTTGGACAACTGACG GGCTGGAAGCCCCTATCTAA 250

Ai09B20463 Araip.B09 20463 p2 (CT)6 12 99752172 99752183 CTTTTTGTTTGTTTCTTATCTTTTTCA AGGGTGAGGAGAGCAGAGAA 226

Ai09B20465 Araip.B09 20465 p2 (AT)13 26 99762156 99762181 TCGAGTTTGGACAACTGACG TGATGGGAATCAAAAGGCTC 272

Ai09B20466 Araip.B09 20466 p2 (CT)6 12 99763721 99763732 TTTCGAAAACTCCTCACCACTT TCGAACACAGAGAGGGAGAGA 254

Ai09B20468 Araip.B09 20468 p2 (TA)9 18 99773344 99773361 TTTCCAAACCTCGTTCCATC TGTGGTTGTATTGGTTGGTGA 242

Ai09B20471 Araip.B09 20471 p2 (CT)6 12 99807883 99807894 TGTTTGTTTCTTATCTTTTTCAAAACT GAGAGGGTTCGAATTTGGGT 279

Ai09B20472 Araip.B09 20472 p3 (TTC)5 15 99811552 99811566 TTCTTGGCCGAAATACAACC CCTGACTCAGAGGTGGAAGC 215

Ai09B20475 Araip.B09 20475 p2 (AT)12 24 99861394 99861417 GAATCTCAATAAGAATTGGCTTCT TGTTAAACAAGCCCAACAAAA 219

Ai09B20477 Araip.B09 20477 c (CT)7ttttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttttattttttttaatttcaaaaattttcgg(A)11111 99865210 99865320 TTTCTTAACTTTTTCAAAACCACC ATGAGATGGGGGAGGGATAA 227

Ai09B20478 Araip.B09 20478 p3 (ATT)5 15 99865549 99865563 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 262

Ai09B20481 Araip.B09 20481 p2 (TC)6 12 99889026 99889037 TCAAATTAATCCTATCTTTTTGTTTGA TGGGGATGAGAGATGAGAGAA 267

Ai09B20483 Araip.B09 20483 c (A)10(T)11 21 99893316 99893336 TGAAGGTCAAGATGAACACGA GCTAGGGAATTGCAAACGTG 209

Ai09B20485 Araip.B09 20485 p2 (CT)7 14 99907851 99907864 TGTTTGTTTCTTATCTTTTTCAAAACT ACAGATGGAAGAGGGGGTTC 274

Ai09B20486 Araip.B09 20486 p3 (TCT)5 15 99910600 99910614 CCTCCACTTACCTTCCCTCC CTCTGGCTCTAGGTGCCATC 267

Ai09B20489 Araip.B09 20489 p3 (AGA)5 15 99919786 99919800 CCCCTTCTGGAGTGAATGAA AGGGGGAGGAGCTCTATTTG 123

Ai09B20491 Araip.B09 20491 p2 (AT)10 20 99940484 99940503 TTGGCTTCTAATTGTATGGGAA TGTTAAACAAGCCCAACCAA 186

Ai09B20492 Araip.B09 20492 p2 (TC)6 12 99946884 99946895 CGCATATTTTTCACCTTTCAA GCAATGGCAACTTAAATCAAGA 280

Ai09B20497 Araip.B09 20497 p2 (TA)6 12 99968610 99968621 TTCTTCCGAATGTTTCAGGG ATCGACCTGCGAAACTAAGG 103

Ai09B20498 Araip.B09 20498 p3 (CAA)5 15 99970303 99970317 TTCCAAGACATGGAGGAACA GACAAGTGTTGGTTGGGGTC 254

Ai09B20499 Araip.B09 20499 c (AT)11aaaggcctctacactgtttagaaactaagccattgatcctgggggaaatgcagctagctagctctattc(ATA)7112 99977082 99977193 GTGGTCACAATCAACTCCCA CCTCTTCGCCTGATAGTGACA 240

Ai09B20501 Araip.B09 20501 p2 (CT)7 14 99980128 99980141 CGTTCTTCTCCTTCGTGAGC CTTCACTCTTCACCATCGCA 129

Ai09B20502 Araip.B09 20502 p2 (AT)9 18 99985029 99985046 TACCGAAACACCATCGTTGA AAGACAAGAAATTATTTTGCACATC 243

Ai09B20503 Araip.B09 20503 p2 (AT)9 18 99986449 99986466 TACCGAAACACCATCGTTGA AAGACAAGAAATTATTTTGCACATC 243

Ai09B20505 Araip.B09 20505 c (A)10caaaaaagctatgcttttaccacaccaaacttagaatgttgcttgccctcgagcaaaagaagaaagaat(AGA)697 100016300 100016396 CTGGCCTTAGGTTCCATCAA AACCCATATGGCCGAATACA 169

Ai09B20506 Araip.B09 20506 p2 (AG)6 12 100018686 100018697 TTTTGAAAAAGGGGGAAGAT TCTTGTGATTTCTTGTGAATCAA 280

Ai09B20509 Araip.B09 20509 p4 (AACT)5 20 100021442 100021461 TCCCTTTTTATGCTCCCTTTC TGGTGTTCAAAGCAAACCAA 277

Ai09B20510 Araip.B09 20510 p2 (TC)9 18 100029201 100029218 AGCCTTAAGTGTGGGGAGGT GAATCATTACTCCAACCAAGCA 157

Ai09B20511 Araip.B09 20511 p2 (AT)12 24 100032206 100032229 AGTCCAGACTGGCCAGAGAA TGTTGCTTTTCAGATGCAGG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20514 Araip.B09 20514 p2 (AG)9 18 100054703 100054720 GGACGATACTGAGCGACGTA TACCTGCCCCATGGAATAAA 211

Ai09B20520 Araip.B09 20520 p2 (TC)6 12 100109659 100109670 AATTTCGTGCACCAGTCTCC AGGAGGAGAAAAGAGACCGC 224

Ai09B20521 Araip.B09 20521 p2 (TA)6 12 100159929 100159940 TTTTCGTCCTCGAAAATTGA GCCTTGCCTTACCATCACAT 238

Ai09B20522 Araip.B09 20522 p2 (AT)8 16 100160128 100160143 ATGTGATGGTAAGGCAAGGC AACCCCGACAAGTTTCACAG 262

Ai09B20524 Araip.B09 20524 c (TA)8ctttaattatcaccttatgtatcctggagctatttacaaggttg(TA)876 100168503 100168578 AACTCCGCAGGCTGTGACTA AGCGGAATTAAGAAACGCAA 191

Ai09B20526 Araip.B09 20526 p3 (GGT)9 27 100190020 100190046 TGGCCTAAATTGGATGATGC TGGACCAGAAAAATCAAATGG 274

Ai09B20527 Araip.B09 20527 p2 (AC)6 12 100190877 100190888 AGAGTCCATGAGCGCTTTTC CTTTTGTTAGTCGGAAGGGC 265

Ai09B20528 Araip.B09 20528 p2 (TA)7 14 100211702 100211715 CCGCCATAATTACCAAGTTTTT GCTGCGGCTAGTTCTCTATGA 279

Ai09B20529 Araip.B09 20529 p2 (CT)9 18 100220901 100220918 ACAACCCACCTACCCCTACC AAGCAGAGCTTTTTCCCACA 275

Ai09B20531 Araip.B09 20531 p3 (ATA)6 18 100237830 100237847 GGTGAACATGATTTTGGGGT GCTGGTAAACATCATTGCTGG 233

Ai09B20532 Araip.B09 20532 p2 (TC)6 12 100238592 100238603 CGTAGAAGCCGAAAGTGAGG ACCAGAGAGTGAGAGGGGGT 241

Ai09B20536 Araip.B09 20536 p2 (TA)6 12 100258118 100258129 AACTTTAAACCGCAACACCG CCCCTACAATTTCCCCTTTC 271

Ai09B20540 Araip.B09 20540 p2 (CT)6 12 100269113 100269124 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTCGAATTTGGATGAGA 278

Ai09B20542 Araip.B09 20542 p2 (TA)11 22 100295935 100295956 ATCACAACAATCCACCCACC TCAATGTGAATCTTTGAATGGC 241

Ai09B20543 Araip.B09 20543 p2 (TA)10 20 100296700 100296719 GGGGACAAAATTACCCCAAT GGCTAGGGTAAAGGTGAGGG 243

Ai09B20544 Araip.B09 20544 p3 (CAA)5 15 100301460 100301474 GGAAAGGCATTGTTGGAGAA AAGGTGATGAGCTGTGGCTT 232

Ai09B20545 Araip.B09 20545 p3 (GAA)7 21 100316012 100316032 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 223

Ai09B20546 Araip.B09 20546 c (T)13gaaaatagatgagaagtttttgaaaggtttttgaaaaatttttgaaaat(A)1072 100319855 100319926 CATGACTTTACAGCCAGCCA TTTCGTGCACCAAGTTTTTG 269

Ai09B20547 Araip.B09 20547 p2 (TA)12 24 100326461 100326484 TTCACTTTGGGGCACTTTGT GGAGAATTGGAAACATTGGG 259

Ai09B20550 Araip.B09 20550 c (T)12cttttgttctgctgccacctttggctttttcttttctctttttgtttttc(T)1375 100356346 100356420 AGTACAAAGACACCACAGGCA AAGTGGTGGTATGTATGTGTGATTG 265

Ai09B20552 Araip.B09 20552 p2 (AG)7 14 100388970 100388983 TTGCTGCCGCTACTGATAGA CTCTCCTCTTTGTTGGCGAC 134

Ai09B20554 Araip.B09 20554 p2 (TA)12 24 100392098 100392121 TCCCTCGCCTTTATCTTTACC ATGTCATGCTTCTGGCTGTG 242

Ai09B20556 Araip.B09 20556 p2 (AG)15 30 100396062 100396091 TTGGGGAAGAAAGGATAGGG ACGCAATTTTCGATGGTCTT 236

Ai09B20558 Araip.B09 20558 p3 (ATT)6 18 100398152 100398169 GGGAATTCGCCTCATGATAA AGGGACTTGAACCCTTACGA 268

Ai09B20564 Araip.B09 20564 c (CT)6tcttcacccattcacgaatcacctcaatacctcttcccccc(A)1063 100440861 100440923 ACACCAGGATTGGCAGAAAG GGGTGGAAAAGTGGTTTGAA 272

Ai09B20567 Araip.B09 20567 p2 (GA)9 18 100454075 100454092 CAGCCTTGTGCACACCATAG AAGTGCTAGCTCTCCCTCCC 134

Ai09B20569 Araip.B09 20569 p2 (CT)6 12 100457592 100457603 CAAACCATGTCAGCATCTCAA GGTCTCGAACCTCCAATGAA 223

Ai09B20574 Araip.B09 20574 p3 (GAA)5 15 100464305 100464319 AATTCCGACTTGTTGGATGG ATATGGCCGAACCTTAACCC 261

Ai09B20575 Araip.B09 20575 p2 (AG)9 18 100467860 100467877 AGGGGGTTCGAATTTAGGTG TGTTTGTTTCTTATCTTTTTCAAAACT 267

Ai09B20578 Araip.B09 20578 p3 (CAC)5 15 100475203 100475217 GGGTGTTTGGAATTCGTTTT CCGCTCATCAATCATATTTCA 280

Ai09B20583 Araip.B09 20583 p2 (TA)6 12 100492424 100492435 TAAGCCATTTGCTCCCATTC GTTTATGCCAACTTTCCCCC 256

Ai09B20584 Araip.B09 20584 p2 (AG)8 16 100493952 100493967 GAGAGCTCACGAGGGAGAGA TGATAGTGGCAGAGCACGAC 175

Ai09B20587 Araip.B09 20587 p2 (TC)6 12 100504467 100504478 TCAGGGAGAGCTCGCATAAT TCAAAGAACAATCTGTGACATGG 222

Ai09B20589 Araip.B09 20589 p3 (GAA)5 15 100531953 100531967 CGGTCTTAGGTGCCATCAAT CCTATATGGCCGAAACCTCA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20590 Araip.B09 20590 p3 (AAT)6 18 100534308 100534325 TTATTTTCGGCTGCCATCTC CCCCTTCCTTTCTTCCACTC 255

Ai09B20591 Araip.B09 20591 p2 (AG)6 12 100534623 100534634 GCACAAGGGTGAGGAGATGT CTTTTTGTTTGTTTCTTATCTTTTTCA 268

Ai09B20592 Araip.B09 20592 p2 (AG)6 12 100537041 100537052 AAAAAGAGGGAAGATGTTTTCG TCTTGTGATTTCTTGTGAATCAA 274

Ai09B20593 Araip.B09 20593 p4 (TTAG)6 24 100559394 100559417 CCCTCATTCAACCACCATTC CAAGCATGAGCGAGTCAAAC 210

Ai09B20595 Araip.B09 20595 p2 (TA)7 14 100563453 100563466 GGACAAATGTTAGCCCCAAA GGGGCTAGGGTCAAGGTAAG 224

Ai09B20602 Araip.B09 20602 p4 (TAAA)6 24 100707415 100707438 CCTAACCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 248

Ai09B20605 Araip.B09 20605 p2 (GA)6 12 100783917 100783928 TATAAGCGCAGCGTCAACAC GTCCGCGTCATTTGCATAC 278

Ai09B20614 Araip.B09 20614 c (A)11gtcatgcaccaatgat(A)1542 100913035 100913076 TTGGTGTCTGCATAGGTGGA CCGTGACTTTTCTTGGAGGA 263

Ai09B20615 Araip.B09 20615 p2 (GT)6 12 100927288 100927299 TGTTTTGTCCCCTGCATCTT TGCCACTCTTTGGCTATTTCT 277

Ai09B20616 Araip.B09 20616 p2 (GT)8 16 100979429 100979444 TTGTCCCCTGCATTTTCAAT TGCCACTCTTTGGCTATTTCT 278

Ai09B20618 Araip.B09 20618 p2 (AC)6 12 101063597 101063608 CCCTAAAACCCTGACCCAAT TTCCCGATTCTACCTTCCCT 123

Ai09B20619 Araip.B09 20619 c (T)10gaaattttgagtgcatgcaagtttgaaaagtgtagtgttgtgaataatcaagcatcttaattattgaattatagaaaactgtactaa(ACAG)7125 101069968 101070092 CACACAACCAGAACCACCAC CATCAGATATTGCTGTGATTGAAA 265

Ai09B20624 Araip.B09 20624 c (CAA)8t(AAC)15 70 101172973 101173042 TCTGAGGTACCCCAACAAGG TGTTTGATCCATGTAGCCGA 186

Ai09B20626 Araip.B09 20626 p2 (TA)6 12 101190260 101190271 TTTGATTGTTGCATTGCACTT GTATGGATGCCGTGATGGAT 243

Ai09B20627 Araip.B09 20627 p3 (CTT)5 15 101207852 101207866 TTTCAAACGTCTTGGAAGGG AACCCCAGTGGACAAGACAG 155

Ai09B20628 Araip.B09 20628 p2 (AG)6 12 101209156 101209167 AAGAACCTGGGATTGAGAGTCA CATCCATTCATGAGGAGGCT 118

Ai09B20632 Araip.B09 20632 p2 (CT)12 24 101250161 101250184 TCTTTTCAAAAATTGTTTCAACTAAC AAAAAGGGGGAAGGGATTTT 127

Ai09B20633 Araip.B09 20633 p3 (TTC)5 15 101253049 101253063 CAACCCTACATGGCCGATAC CGGTCTTAGGTGCCATCAAT 252

Ai09B20635 Araip.B09 20635 c (AT)6(A)11 23 101256539 101256561 GTGCTAGGTGGGAGACAACC TCTTTTCTTCCCAACGCACT 235

Ai09B20637 Araip.B09 20637 c (TA)6atg(A)10 25 101258600 101258624 TAAGTGTGGGGAAATTGGGA TTCACCATTTACTTTGGGGC 258

Ai09B20638 Araip.B09 20638 p2 (TG)25 50 101268311 101268360 TGGAGAAACAGGGTTTTGTT GCGAAGTCAAGACTGGCTG 251

Ai09B20641 Araip.B09 20641 c (A)10gaattaacataaattacagacggaaaacaaaatccgtcgataattctgtcggtaaaattaa(T)1182 101285310 101285391 CAGACGAAATTTCAGAGGGA AGCTCGATTGGGTGGTGATA 273

Ai09B20642 Araip.B09 20642 p2 (CT)6 12 101285861 101285872 CTCGTTCGCAGAACAAATCA ACCAAAACCTGGAAGCATTG 205

Ai09B20643 Araip.B09 20643 c (TAT)22atgctaagctagcttgctgtgaggttttttccaattttcatacagtatggataacattatagtaaagagtactactactttgggttt(TA)6165 101287236 101287400 GATGCAGCAGAGAGCTTCAA TGTTTCAATGACAGGAAAAGCA 218

Ai09B20644 Araip.B09 20644 p2 (AT)6 12 101291762 101291773 GGGCTTTTACAGAGGGACAA ACTGGCCGGAGAATACACAC 266

Ai09B20645 Araip.B09 20645 p2 (GT)11 22 101291875 101291896 TCGTCGATAACCAAAAATTCG TCCTAACTCAGCCCACGAAG 256

Ai09B20646 Araip.B09 20646 c (T)10catcattatcaccaa(CTT)5ttttcttattcatctttttc(T)1070 101296575 101296644 CCTCCTCGTCATCTTCTGCT AAATGTAAGTTCATCCTCTTCCAA 218

Ai09B20647 Araip.B09 20647 p3 (GAG)5 15 101297363 101297377 AAGGAGGAAAAACACGACGA AGACTCACCCACAAAAGCGT 225

Ai09B20651 Araip.B09 20651 p2 (CT)7 14 101302673 101302686 TTCTTCCTCTCGGTGACCAT AAAGGGAGGAGAGGAGTTGC 187

Ai09B20652 Araip.B09 20652 p2 (TA)6 12 101309543 101309554 TGTATCCTAGCCGGCCTAAA ACGGTGGTACGACTCTCAGG 271

Ai09B20653 Araip.B09 20653 c (TAT)5cgtc(GTT)6ag(TAT)5cgtcgtc(GTT)885 101317321 101317405 TGTTTGTTTATTTGTTATTGTTGTTG GAGAGCCTTCTTTTATGCACG 179

Ai09B20655 Araip.B09 20655 p2 (CT)6 12 101320003 101320014 CCCAAACAATTAACTGCGAA GCAAGGGATGGAAGCAAATA 156

Ai09B20659 Araip.B09 20659 c (T)10gccttctc(T)1028 101330975 101331002 TTTAGCTGCTTAGGCCAGGA TCGTTGGCTCTTGAAAGAATG 280

Ai09B20662 Araip.B09 20662 p2 (AT)9 18 101363342 101363359 AGACGATTCCGGCCTTTTAT GCTTCAAAAACACCCAAGGA 168
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Ai09B20663 Araip.B09 20663 c (AAT)5taaaaaaatt(A)10taaaaataaaaaataataaaaaaatg(AT)673 101369616 101369688 TATCCACCAAATTCAGCGTG GGGACAGAATAAGACGTCCG 210

Ai09B20665 Araip.B09 20665 p3 (AAC)5 15 101386523 101386537 AGGAACAGGGACAAGGAACC ATTCACTGGGGGAACAACAA 273

Ai09B20666 Araip.B09 20666 p3 (TTA)8 24 101391325 101391348 GCCACGTTTTGTTCCATTATC CCAGAGGAAGCTAGCTGTGTAA 272

Ai09B20668 Araip.B09 20668 p3 (AAT)12 36 101408950 101408985 GCACCAAACTGGACAAACCT CCCACATGACGATGTATTGGT 186

Ai09B20671 Araip.B09 20671 p2 (AG)9 18 101413328 101413345 TTGGGCAGAACCAAGAAGAC GCACCGTTAGACCCCAATAA 256

Ai09B20673 Araip.B09 20673 p3 (AAT)12 36 101436348 101436383 GCACCAAACTGGACAAACCT CCCACATGACGATGTATTGGT 186

Ai09B20676 Araip.B09 20676 p2 (AG)9 18 101440726 101440743 TTGGGCAGAACCAAGAAGAC GCACCGTTAGACCCCAATAA 256

Ai09B20683 Araip.B09 20683 p2 (AT)11 22 101485747 101485768 GCGTGGATATTACGGCAACT CCACACCACCTCTGTTTTACG 251

Ai09B20684 Araip.B09 20684 p2 (AT)7 14 101493863 101493876 ACACAATCCTGCCTCTCCAT TCGTTAGGCGTCTGGACTCT 149

Ai09B20685 Araip.B09 20685 p2 (TA)6 12 101504839 101504850 AAGTGTAGCCTTAGGTCCTTCA TGGTTATGCTTAATTTAGTGTGAGATG 275

Ai09B20688 Araip.B09 20688 c (AT)8a(AT)10 37 101508091 101508127 GCCTAATGAACTGAGCCAGC TGCATAGAGAAAAAGAAGGAAGC 227

Ai09B20693 Araip.B09 20693 p2 (GT)6 12 101526422 101526433 ATGCCCATGCATTATCCAAT TTTCTAAATTAGGCGCCCTTT 209

Ai09B20694 Araip.B09 20694 c (CT)6tctttgcccagctccgccggttcctaccgccggccaccgccgccgttagcccaccgccggcgacatttctctctctctttctcttactcctcttctct(TTTC)5130 101533984 101534113 GAAACCTGCCCTGTTGAGAG CTCCGGTGGTGGATAGAGAA 213

Ai09B20696 Araip.B09 20696 c (CT)6ccctcactcttctctcttctcacttctcacttctcactgtttgcatgcaaatgagattaatctcatg(AT)691 101545672 101545762 ACGCCAACACGTAGAAGAGG TTTTATACAACATCATCATCAGAACA 277

Ai09B20698 Araip.B09 20698 p2 (TC)8 16 101582738 101582753 ACACATATCACGGCATCGAA TGCATGAAAACAGTGAGAAGAGA 262

Ai09B20700 Araip.B09 20700 p2 (CT)6 12 101585422 101585433 CCTCTGGCTCACGTTTTCTC ACCACTGCTAAGTCACCGCT 125

Ai09B20703 Araip.B09 20703 p2 (TA)9 18 101602539 101602556 CGAAAAATTTACGGTGCCAT AGAAAAAGAATTGGCCGAGG 264

Ai09B20705 Araip.B09 20705 p3 (AGA)5 15 101610502 101610516 AATCCCGAACAGAAATTCCA TCAACAACGACGACTGCTTC 205

Ai09B20712 Araip.B09 20712 p2 (AT)6 12 101622328 101622339 TCTCTTTTTCCTTCTTCTTCTTTCTTT AGTGAAGTGTGTGTGTGAGAGAGA 247

Ai09B20714 Araip.B09 20714 p2 (CA)7 14 101628635 101628648 TTGGATTTTGTGGTGCTGAA TGACCATTTGGGAAGATGCT 270

Ai09B20715 Araip.B09 20715 p4 (ATCT)6 24 101629190 101629213 GCAACCCTATAACGCAAAGC ACCACTCATATTGGTGGGGA 268

Ai09B20724 Araip.B09 20724 p2 (CT)6 12 101675131 101675142 CTTTTTGTTTGTTTCTTAACTTTTTCA TGAGGATGGCAGAGATGTGA 279

Ai09B20725 Araip.B09 20725 p3 (TAT)5 15 101675459 101675473 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 204

Ai09B20727 Araip.B09 20727 p2 (AT)12 24 101686589 101686612 AGGCTCAAATCTCACATGCTT GCGATTTTGGGTGACAAGTT 274

Ai09B20728 Araip.B09 20728 p4 (TAAC)5 20 101687662 101687681 GCAGCAATTAATGGTAAACAAGG TCATCCAACACTCCCAAACA 178

Ai09B20731 Araip.B09 20731 p2 (AT)12 24 101727237 101727260 GAGGCTCTTGTTGAGGAGCA AACCCACCAAATCCACCATA 186

Ai09B20732 Araip.B09 20732 c (CA)18(TA)6 48 101734233 101734280 AACCCACCAAATCCACCATA GAGGCTCTTGTTGAGGAGCA 207

Ai09B20733 Araip.B09 20733 p2 (AT)7 14 101735499 101735512 TGGGAGGTTAGCAGGATTTG GCTCACGTCTTGCATCTGAA 254

Ai09B20736 Araip.B09 20736 p2 (AT)12 24 101771384 101771407 GAGGCTCTTGTTGAGGAGCA ACATGCTTGCCCACCATTAT 108

Ai09B20737 Araip.B09 20737 c (CA)19g(AT)6act(CA)63180 101774092 101774271 TCCAACAATATCCAATCCACC TTGGACTTTCCATCTGTCGC 257

Ai09B20738 Araip.B09 20738 c (CA)17g(AT)6 47 101775481 101775527 AACCCACCAAATCCACCATA GAGGCTCTTGTTGAGGAGCA 207

Ai09B20739 Araip.B09 20739 p2 (AT)6 12 101777104 101777115 CCCACCAATTCCACCATATT TGCTGGAAATGATTGTGAGTG 267

Ai09B20740 Araip.B09 20740 p2 (AT)7 14 101778631 101778644 TGGGAGGTTAGCAGGATTTG AAATTCGCATGGGTGAGAAC 226

Ai09B20745 Araip.B09 20745 p2 (TC)13 26 101802736 101802761 CGAAAATCACTAGCTCTGTTTCAA GTTCTTGTCCTTGCTCCTGC 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B20747 Araip.B09 20747 p3 (ATC)11 33 101808295 101808327 AGGATTTCAAACCTTTGGGG CAGTTTTATTGCGGTTCGGT 134

Ai09B20749 Araip.B09 20749 p2 (CT)6 12 101817795 101817806 TGGCAACATAAAGAAATCAACG TCAGGCCCGAAAATACAGAT 266

Ai09B20752 Araip.B09 20752 p2 (AT)6 12 101825604 101825615 GCATGGCTTCTTCTTCAAGG TTCATTTCCTGGCATCCTTC 192

Ai09B20753 Araip.B09 20753 p3 (GAA)9 27 101846943 101846969 CCCTCGAGGTACGTCACATT CGTTTGTTATACACGGGCCT 152

Ai09B20754 Araip.B09 20754 p5 (TTTTA)5 25 101861891 101861915 GTGCTAGGTGGGAGACAACC GCTGCTCCTGCGTAACTCTC 260

Ai09B20755 Araip.B09 20755 c (A)10gaaaaaaaaagagaaaaaaa(AT)744 101863576 101863619 GAAACTGTGGGAACATGGGT TGGGGTAATTTTGTCCCCTT 222

Ai09B20756 Araip.B09 20756 p2 (AT)10 20 101863832 101863851 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 258

Ai09B20757 Araip.B09 20757 p3 (TTC)5 15 101891030 101891044 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai09B20760 Araip.B09 20760 p3 (GTT)5 15 101921235 101921249 CGCAGGAGCTTAGAATGGAT GGTCGATGAATTATTTTGGGA 249

Ai09B20761 Araip.B09 20761 c (T)14ataaaaggaaaacggagcattcgattag(T)1052 101926715 101926766 GCTGAAACATGGTGCAAGAA ACAGGAACACAAAGGTCCGT 280

Ai09B20763 Araip.B09 20763 p2 (TA)6 12 101929544 101929555 TCGATGCCCAGAGTCTCTTT TCATGAGTGTTGCGCTTTTC 229

Ai09B20764 Araip.B09 20764 p4 (ATAC)14 56 101929734 101929789 AAAACGAAAAGCGCAACACT TTTGGAGACACGGGTTCTGT 248

Ai09B20768 Araip.B09 20768 c (A)11gaaaaaatggtgaaa(AAAAAG)556 101956965 101957020 GTGAATACAAAAGCTTGCGG AGCACATGGTTAGGGACAGC 232

Ai09B20773 Araip.B09 20773 p2 (AG)7 14 101975851 101975864 GGTGAGGTAGGTGGGGTTTT GAAATGGGCAGCAGACTAGC 263

Ai09B20775 Araip.B09 20775 p3 (CTT)5 15 101984373 101984387 CTAGCTCGCAAAGCACACTG CCAAGGACTGTGGGGAAGTA 135

Ai09B20778 Araip.B09 20778 p2 (TA)9 18 101990072 101990089 TGTTTTTCTCTCCCATTTCAA ATGCCATGCAATGCAATCTA 197

Ai09B20779 Araip.B09 20779 p3 (GGT)5 15 102032901 102032915 CTACGAATTGAAAGAGCGGC TTACCCCTATCTGAACCCCC 164

Ai09B20780 Araip.B09 20780 p3 (GGT)5 15 102034385 102034399 CTACGAATTGAAAGAGCGGC TACCCCTCCCATTACCCCTA 175

Ai09B20782 Araip.B09 20782 p2 (CT)7 14 102074751 102074764 CCGCACAGCTAATCCTCAAT CACCATGTAAAAAGGGAAAAGAA 278

Ai09B20783 Araip.B09 20783 p3 (ATT)5 15 102074977 102074991 TCACTCTCTCTCTCTCTCCTCCA ACATGCAAGCAATCCCCTAA 264

Ai09B20786 Araip.B09 20786 p2 (CT)6 12 102107385 102107396 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 276

Ai09B20787 Araip.B09 20787 p3 (TTC)5 15 102110877 102110891 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai09B20789 Araip.B09 20789 p2 (GC)6 12 102126256 102126267 AGGCACAGAGGTGGCATAAC ATACAAAGCGAGCACGGAAT 226

Ai09B20791 Araip.B09 20791 c (AAG)5aaaagagataagagggagagtaagggcgcatcggtggtgtggatggagaagaatgaagaagaagaataagatgtaa(TTG)5106 102137935 102138040 TTGCTCATCCCTGATCAAAA AAAACAACCACCAACCTCCA 266

Ai09B20793 Araip.B09 20793 p4 (ATAC)8 32 102150755 102150786 GCCACTCCGATAACAAGGAT TTTGGAAAGAGGAATAGGAATTG 280

Ai09B20794 Araip.B09 20794 p3 (AAC)5 15 102157034 102157048 ATGCCTTCCCGTTTTCTCTT GAGGTGCTCTGTAAGGCTGG 167

Ai09B20795 Araip.B09 20795 p4 (ATAA)5 20 102163318 102163337 GGAATTTGGGTGCCTACTCA CGAAATTCCCACTTTGCATC 215

Ai09B20799 Araip.B09 20799 p2 (CA)6 12 102206427 102206438 TGTTCTGCCACTCTTTGGCT TTGTCCCCTGCATTTTCAAT 278

Ai09B20802 Araip.B09 20802 p4 (ATAA)5 20 102234715 102234734 GGAATTTGGGTGCCTACTCA CCAAAATTCCCACTTTGCAT 228

Ai09B20803 Araip.B09 20803 p2 (CA)8 16 102238449 102238464 TCACTCAATTATGGCCTCCG TTCGGTTTCGGATGAACACT 267

Ai09B20804 Araip.B09 20804 p2 (CA)7 14 102244974 102244987 CAGCCCAAATTTCTCGTTTC AAATCGCCGTCAACAAAAGT 277

Ai09B20813 Araip.B09 20813 c (GAA)5atattcctttaaaactgaaattcaaagttg(A)1055 102275889 102275943 TCCAAGGCCATACAACTTCC ACTGCATCTCACCCGTCTTC 207

Ai09B20823 Araip.B09 20823 p2 (AC)25 50 102323820 102323869 ATGGTGACAGAGCGAAGGAT CGCATTGCTTTACCATCAAA 259

Ai09B20827 Araip.B09 20827 p4 (TAAA)5 20 102352809 102352828 GCCGGGGATTGATAGTGATT AACGCACCATGTGGTAAACA 261
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Ai09B20831 Araip.B09 20831 p2 (CT)7 14 102372664 102372677 GTCAGGCGAAAAAGGGAAAT TTTAGGCCCGAAAATGAAGA 271

Ai09B20832 Araip.B09 20832 p3 (AGA)5 15 102378010 102378024 CGCGTCAAGCAGTAAAGACA CGGCAGTTCCTTTGAGATTC 266

Ai09B20837 Araip.B09 20837 p4 (TATT)5 20 102392211 102392230 CGTGCTCTCATTGCAGGTAA CCGTGGATCACAGTCAGACA 244

Ai09B20839 Araip.B09 20839 p2 (TC)9 18 102400440 102400457 AACGATTCCGAAGAGCAGAA ATAAAAGGAGAGACGGGGGA 208

Ai09B20845 Araip.B09 20845 c (A)13tatcactctcctaattattaatctttttattgccgaaattgaatttccagtacgtttagaaagtagtgattaatttttttatcggtgaatgatg(A)10117 102413028 102413144 AAATCTGAAAAGAGTAAATCACAAAAA TTGCCTGCAAGAAAAAGTGTT 279

Ai09B20846 Araip.B09 20846 c (TTC)5gtcttcttcttcttcacatgcctacttcaccctttcaccc(CAT)570 102413506 102413575 AGATCCCAAAGCTCCAACCT AAGAAAGTGCTGGTGTTGGC 267

Ai09B20847 Araip.B09 20847 c (TGA)6tgttgattttgattctactaaggtgcctaggagaatcagtgggtttggtggtagagtgttgaatagtaa(TGG)5tgatggggatagtaatgcacctggttcaggtgatgggaa(TGG)5156 102413920 102414075 GTTGCGCCTCTTCAAGGTAG CTGGAGGACTATGCACAGCA 244

Ai09B20849 Araip.B09 20849 p2 (TC)6 12 102418059 102418070 CAGGTCCTCTCAGAACCGAA TAGGCTTGGTTTTTCATGCC 172

Ai09B20851 Araip.B09 20851 c (GT)8(GA)16 48 102420799 102420846 ATTTCTCAGCTTCTGAGCGG CCCGGGACTCTTCCATATTT 250

Ai09B20858 Araip.B09 20858 p3 (ATG)7 21 102427573 102427593 GCACCAGTGAGTCTGGTTTG TTGCCACAACACCACCTATT 173

Ai09B20865 Araip.B09 20865 p2 (AC)7 14 102434562 102434575 AGTCGCGGTAGCAGTGAAGT CCGGAAGTGTGAACTTTGGT 202

Ai09B20866 Araip.B09 20866 p2 (AT)17 34 102434813 102434846 TTAAACCGCAATACCGTTCC TGGTTTATTGTACCCTCGCC 226

Ai09B20870 Araip.B09 20870 p3 (ATA)6 18 102449726 102449743 TCCTTATTTTTAATTCAAGCGGA GACGTTAAGTGTTACGACCCG 274

Ai09B20874 Araip.B09 20874 p3 (AGA)7 21 102460491 102460511 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 128

Ai09B20875 Araip.B09 20875 p2 (AG)7 14 102462328 102462341 AAGATGGGAGAGGGAGAATTT CCCAACCCCTTATCTTTTCA 280

Ai09B20880 Araip.B09 20880 c (AT)6aggcg(A)10 27 102475782 102475808 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 254

Ai09B20882 Araip.B09 20882 p2 (CT)7 14 102479285 102479298 TTTTGTTTGTCTCTCATCTTTTTCA ATGAGAGAGGGAGAATTTTCAA 257

Ai09B20883 Araip.B09 20883 p2 (TG)7 14 102483715 102483728 GCAGGAAACTGGACAGGGTA TCCATTAATGAACCCATCAGC 235

Ai09B20884 Araip.B09 20884 p2 (TA)7 14 102485170 102485183 ATGCAGGTCGAGAGACACCT CTGGCCGGAGGATATTTACA 212

Ai09B20885 Araip.B09 20885 p2 (TA)9 18 102485373 102485390 GCTGAGCTCGAAGCTTGAAT TCGTGAAATTAAAAGCGCAA 137

Ai09B20886 Araip.B09 20886 p2 (AG)8 16 102486217 102486232 ATCCAAGCCCAGAAACACAG TGGGAAGGTTCATAAGCCAA 275

Ai09B20888 Araip.B09 20888 p2 (TA)8 16 102492747 102492762 ACACTTCTTCACACCCAGCC TCACAACTAATAAGCTAAAAGTGCAAA 276

Ai09B20889 Araip.B09 20889 p2 (AT)9 18 102492973 102492990 TTTGCACTTTTAGCTTATTAGTTGTGA TTGTCAATTTACCAACATTTATTGC 235

Ai09B20894 Araip.B09 20894 p3 (GAA)5 15 102513865 102513879 GCTTTTGTCTTCCCTTTCCC ACCTACCTTCTTGGCCGAAT 205

Ai09B20895 Araip.B09 20895 p2 (AG)6 12 102515801 102515812 AGGAGAGCAGAGATGTGGGA TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai09B20897 Araip.B09 20897 p3 (TTC)6 18 102523339 102523356 GATTGGTCAGCATTGCCTTT AACAACAACCAGATTTGGCA 105

Ai09B20898 Araip.B09 20898 p2 (TC)8 16 102536355 102536370 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAAGAA 219

Ai09B20900 Araip.B09 20900 c (T)10ccatctcatttgctaaaatgctttattatttaagggttggc(TA)663 102543368 102543430 CAAAATCCAGTGAGGGTTCAA TTCATGCAATGCAACCTAATTT 270

Ai09B20901 Araip.B09 20901 p2 (TC)8 16 102544268 102544283 GGCCCAAATCCAAGTACAGA TGATTAATTCAAGTGCGGGA 248

Ai09B20902 Araip.B09 20902 p3 (AGA)5 15 102549255 102549269 CCCTCGAGCAAAAGAAGAAA ATGCCTAATTTGGTGCAAGG 271

Ai09B20904 Araip.B09 20904 p2 (AG)6 12 102551772 102551783 TTCTTGTCCTTGCTCCTGCT TCGAAAATCCTTCTCCCTCA 231

Ai09B20905 Araip.B09 20905 p2 (AG)10 20 102552018 102552037 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 218

Ai09B20909 Araip.B09 20909 c (T)11aaaagctataaatatctttttattagaagcaatatttgataccctataataagtgatatgg(T)1486 102563410 102563495 CATGATAAAGTGGTGTATGTGTAAGAA AAATTCGAGTTTTGGATATAGGAA 257

Ai09B20910 Araip.B09 20910 p2 (AT)12 24 102563703 102563726 CACCACCCCTATCCATATCC TCTTTTGATGCGTATTGCGT 235
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Ai09B20911 Araip.B09 20911 p2 (AT)13 26 102567756 102567781 AAACCAAAGTGCCACCAAAC AAACCAAAGTGCCACCAAAC 174

Ai09B20912 Araip.B09 20912 p2 (TA)10 20 102573178 102573197 CCATTTGCTTTGGGACATTT GTGGGAAAAGTGGGTTTGAA 229

Ai09B20916 Araip.B09 20916 c (AG)86aa(AG)6 186 102600136 102600321 TGTCCTGTCACCGCTATCAC ATCTTGCTCCAACGATGCTT 277

Ai09B20919 Araip.B09 20919 p4 (ATCT)9 36 102631587 102631622 TCCTATTTGGAGAGTAAATTTTGTTTT TAACCTGCCAGTTGTGTGGA 248

Ai09B20920 Araip.B09 20920 p2 (CA)7 14 102632773 102632786 TGCACAAAATAAGGAGTTCCG TGTTCATGCTTTCCATCTGC 136

Ai09B20921 Araip.B09 20921 c (AAT)6(GAT)10 48 102633206 102633253 CTCCGAGACAGGAGTTTCTCA TGAAAGGAAAGCTCCTCCAA 175

Ai09B20923 Araip.B09 20923 p2 (GA)6 12 102637524 102637535 AAAAATGTGCACCTAATAATAAGCAA CTCTCCCTCCCTCTCTCTCC 165

Ai09B20925 Araip.B09 20925 p2 (TA)7 14 102643108 102643121 GCATTCTCTTTCCAATTCAACC TGTGGGGAAATTTATGGGAA 220

Ai09B20926 Araip.B09 20926 p2 (AC)9 18 102643266 102643283 TTCCCATAAATTTCCCCACA CACATCATTTGCCCTAAGCA 115

Ai09B20932 Araip.B09 20932 p2 (AT)6 12 102693947 102693958 TGAAGCAAGAAAAAGCAGTGAA GAACAGCTTGATTTAGCCGC 217

Ai09B20935 Araip.B09 20935 c (GAA)12a(AAG)9aacaagaagaagaacacgaacag(AGA)5102 102708444 102708545 CAATCCAGATCCATAATGCAGA TTTTTCCCACCCACACACTT 276

Ai09B20941 Araip.B09 20941 c (T)12atcacaaagaagatgcatatgttttaaatgatgaatgcatgagtgattaccca(T)1075 102740931 102741005 TCATGTCCACTCATGCATCTT GTTAATCAAGCGTGGGGAGA 226

Ai09B20944 Araip.B09 20944 p2 (AG)6 12 102759794 102759805 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 166

Ai09B20945 Araip.B09 20945 p2 (AG)6 12 102760014 102760025 AGAGGGTTCGGATTTTTGGT CTTTTTGTTTGTTTCTTATCTTTTTCA 266

Ai09B20947 Araip.B09 20947 p2 (AT)7 14 102764434 102764447 TCCTCTCCTTGCTGGTGTCT GCCTATTCCTTGCATGCTTT 270

Ai09B20948 Araip.B09 20948 p3 (GAA)5 15 102774140 102774154 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 206

Ai09B20949 Araip.B09 20949 p2 (AG)7 14 102777262 102777275 CTTGTCCTTGTTCCTGCTCA TCACCAAAAATCTGAACCCC 164

Ai09B20951 Araip.B09 20951 p3 (TGT)5 15 102785444 102785458 TTATCCGCTCATCAGTGCTC CACCTTGGCAGCTACTCACA 251

Ai09B20952 Araip.B09 20952 p2 (CT)21 42 102799492 102799533 AGCAAGCAAGCAGACAGACA TTGAAGTTTACCCCTGCTGC 236

Ai09B20953 Araip.B09 20953 p2 (TA)6 12 102807436 102807447 GTTCATCAACCTCCCCACAC AGTTCCCTGCTTTCATGAGC 266

Ai09B20956 Araip.B09 20956 c (CTT)13ctctcatgcg(CTT)564 102828703 102828766 TGTCACTACACGCGTCTTTTC AGAAGAAGAATCTGCGTGCG 189

Ai09B20957 Araip.B09 20957 p2 (AG)6 12 102831574 102831585 AACTGCCACTATGCGGCTAT ACTGTCAGCCGGCTCTAATG 170

Ai09B20958 Araip.B09 20958 p5 (GAATT)5 25 102835027 102835051 AGTGAATTGAATGGATGCAGG AAAATCAAATTCAAAACACCCG 101

Ai09B20959 Araip.B09 20959 p3 (AAG)24 72 102835461 102835532 GACGCAGGTGTTTTGAATTG TAAATCACGCGCTCCTTCTC 280

Ai09B20960 Araip.B09 20960 p2 (AT)6 12 102838312 102838323 GGGTACTGATTTTGAACAAGTGC TGAATCAGGGGAAAAAGGAA 194

Ai09B20961 Araip.B09 20961 p2 (TC)7 14 102838561 102838574 TCCTTTTTCCCCTGATTCAA GTGCACCACTGATCCACAAC 275

Ai09B20965 Araip.B09 20965 p2 (CT)6 12 102891034 102891045 GCTTACCCAAATCTGCCAAA GGAGGGACGAAGAAAAGAAAA 168

Ai09B20966 Araip.B09 20966 p2 (TA)6 12 102894657 102894668 AGCTCATGAAAGCAGGGAAC TTCACTTTGTTAGCTCACTTAGCC 258

Ai09B20967 Araip.B09 20967 p3 (AAT)6 18 102896246 102896263 CAGGTTCTGGATCTGCTTCC TCACATCTTTGCCATCCTCA 206

Ai09B20968 Araip.B09 20968 p2 (GA)9 18 102896587 102896604 GAAATTTTGAAAAAGGGGGAA AATCAGAATCTTCGTGGCGT 203

Ai09B20971 Araip.B09 20971 p2 (CT)6 12 102913102 102913113 AGAACGGACCTCCTCCTTGT GAACTGCGAAGAGAGAGGGA 256

Ai09B20972 Araip.B09 20972 p2 (TA)12 24 102915487 102915510 AAAGCGCAACTCTCAGGAAA GAGTTCTTGCAGCGAAGTGG 280

Ai09B20975 Araip.B09 20975 p3 (TTC)18 54 102919858 102919911 CCGAGGTAATTTCCTGGTCA GATGGGACCATTGGATGAAG 116

Ai09B20980 Araip.B09 20980 p2 (AT)7 14 102938343 102938356 CTCCAACTCATTCATGCCCT TTTCCATGTTCCCTGCTTTC 204
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Ai09B20984 Araip.B09 20984 p3 (TTC)5 15 102957838 102957852 TGATGCACAAAGGGAGACAA AGAAGGTGCCCTGTTGAAGA 273

Ai09B20985 Araip.B09 20985 p2 (AG)6 12 102987741 102987752 TTCTTGTCCTTGCTCCTGCT GAAAACCTCCCCCTCTCATC 219

Ai09B20988 Araip.B09 20988 p2 (GC)6 12 102995949 102995960 TGTTTGGAGGTGTTGGATGA TGCCTTTGGCACAAACCTAT 193

Ai09B20991 Araip.B09 20991 p2 (AT)6 12 103015686 103015697 CACCAGGGGTGGTAATTTTG GGCATTCAGATCTTGGGTGT 204

Ai09B20992 Araip.B09 20992 p3 (CTT)24 72 103016015 103016086 CCTTTCTTCCCTTCCTCCAC AGGGGTGAAGGTGTGTATGG 233

Ai09B20995 Araip.B09 20995 c (TA)7accccaaagttatcccaaaacaaacacctgt(TA)963 103019140 103019202 TCGACCTACGAAGCTAAGGC AGGTCGAGTTTGGAGCTTGA 269

Ai09B20996 Araip.B09 20996 p2 (TA)7 14 103019402 103019415 TCAAGCTCCAAACTCGACCT AACGTCTGGAGACCCTCCTT 205

Ai09B20997 Araip.B09 20997 p2 (TG)8 16 103020161 103020176 GATTCATGGAAAAACCCCAA AGACATGAGGGGCTGTTTTG 256

Ai09B21010 Araip.B09 21010 p3 (TTG)7 21 103058170 103058190 ACATGACAGAGCACAATGGC TCGCCCTCATCTAATCCAAC 264

Ai09B21014 Araip.B09 21014 p2 (TC)6 12 103069084 103069095 TTCATGAAAGTAAAAATGGCAAAA GATGCTTTTGAACCCAAGGA 261

Ai09B21015 Araip.B09 21015 p2 (AT)10 20 103077111 103077130 GGTTTATCAACCTCCCCACA CCCATCTCAATTGTAAATGCAC 280

Ai09B21016 Araip.B09 21016 p3 (AGA)6 18 103082497 103082514 GGATCTCTTGATTTGCAGCC CACACATCCCTCCATCTCCT 273

Ai09B21019 Araip.B09 21019 c (T)10cactttatgcttcttc(T)11acaataatgaaacgcaaacgaaaacaaaaacacaagaacaaaaagaaagacgcgacaaacactggactctc(T)10118 103092162 103092279 TCCTCGAATCTTGTAGGTGGA TGGTATCAGAGCTCAGGTATTAGA 279

Ai09B21020 Araip.B09 21020 c (T)11gcactttatgctttttttaaacaataatgaaacacaaacgaaaacaagaacacaataacttaaagaaagacgcaacatacactggactc(T)10110 103092549 103092658 CGTCCTCGAATCTTGTAGGTG TGGTATCAGAGCTCAGGTATTAGA 257

Ai09B21021 Araip.B09 21021 p2 (AT)6 12 103098306 103098317 CGACTAATGTCAAATTAATGATAAACA CCCACATGATGGTCATAACTAGG 280

Ai09B21022 Araip.B09 21022 p3 (ATC)5 15 103106260 103106274 TCATTGCTGCTGATACCGTC TTTTTGTGTTGTGCAACAATTT 199

Ai09B21023 Araip.B09 21023 p3 (TCA)9 27 103107927 103107953 TTCCTCTTCCTCCTCCTCATC TTTTTCTCCTTCTTCTTTGTTTGA 177

Ai09B21024 Araip.B09 21024 p3 (ATC)15 45 103108652 103108696 TCCGTAGCTTTTGAAACATGC ACAAGCACCAACAGCAACAC 169

Ai09B21025 Araip.B09 21025 c (A)12ttaaacaaagaagaagaagaaacacgtaatgctgtaaaattacttgaaaaacgatgaacctacattcattcatcc(A)1097 103111617 103111713 GAGGGTGTTACAATCATCATCTTC TGCTACAAGTAGTCAAATACACAAAAA 280

Ai09B21026 Araip.B09 21026 p3 (TCA)13 39 103111877 103111915 TGAACCTACATTCATTCATCCAA AGAAGAAGACGATGACGACGA 260

Ai09B21027 Araip.B09 21027 p3 (CAA)5 15 103112397 103112411 CCTCCTCTTCATCTGCTGCT CGCTCCTCCTCCTCTTTCTT 227

Ai09B21029 Araip.B09 21029 p3 (CCA)7 21 103114171 103114191 TGTTTTGGTCCTTCACGTTG ATTCTGGTGGTGGTGTTGGT 222

Ai09B21030 Araip.B09 21030 c (CCA)6acaacaccaacaccaacaccacaaccagcaccaat(ACC)5agtaccaa(CAC)9103 103114293 103114395 CAGTACCAACACCACCACCA TGCATCTGTTGAATTTTGCTG 266

Ai09B21033 Araip.B09 21033 c (T)10c(T)10 21 103136273 103136293 CCGCTTAGGCCATGATTTTA GCAGTGAACACAAAGCTTGC 178

Ai09B21034 Araip.B09 21034 p2 (AG)11 22 103138221 103138242 GAGAAGGGTAGGGTTCAGCC CATGGTGGGATGAGAAATCC 238

Ai09B21039 Araip.B09 21039 p4 (ATAA)5 20 103180866 103180885 GGGAACTTGGGTTGATGAAA GCTACCCATAATTCCCACTTTT 277

Ai09B21040 Araip.B09 21040 c (A)16ccaagccacacgcaagcacaaa(GC)650 103191966 103192015 TGGGCTTAATTTTGCACCTT CCTTGGCCCAGATAGTTGAA 162

Ai09B21042 Araip.B09 21042 p3 (TGA)5 15 103198268 103198282 GGCCCACAAATAAATCATGC CAACCTTTTGGAGTTCGCTT 193

Ai09B21044 Araip.B09 21044 p3 (TGA)5 15 103200129 103200143 TTGGGGAACAAGCAACTTTC ACCTTTTGGAGTTCGCTTCC 147

Ai09B21046 Araip.B09 21046 p2 (AT)30 60 103201054 103201113 AAAGTGTGGAGAGGTCACCG CACAATCAACAACTATGATGCAAA 246

Ai09B21047 Araip.B09 21047 p2 (AT)6 12 103204202 103204213 TACTTTGGGGCATTTTGTCC TGTCATTCAAGTGTGGGGAA 277

Ai09B21048 Araip.B09 21048 p2 (AC)6 12 103204403 103204414 TGTCACAAGTTTCCCCACAC ACAAGCCTCTAAGCGGAAAA 101

Ai09B21050 Araip.B09 21050 p2 (TA)6 12 103216386 103216397 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai09B21054 Araip.B09 21054 p2 (CT)10 20 103262434 103262453 GGGTTGTTTTTCGCAACTGT CGCCATAACAGGAAGCTCAT 278
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Ai09B21057 Araip.B09 21057 p2 (AT)7 14 103292514 103292527 TTTCAGGATTGTAATGGGGC GGGAATTTCGGGTAGCTAGG 153

Ai09B21058 Araip.B09 21058 p2 (AT)6 12 103306270 103306281 CAAAGCCGCTCCAAAAATAC CTGGTTCTGGATTGAACCGT 263

Ai09B21059 Araip.B09 21059 p2 (TA)6 12 103309402 103309413 AGCTGCGGCTAGTTCCCTAT CGTTCACACGAAGCTAACGA 101

Ai09B21062 Araip.B09 21062 p2 (GT)9 18 103311843 103311860 AGCTCACTTACCCAAATGGC AGCATGTACCCAATTCCCAA 261

Ai09B21066 Araip.B09 21066 c (T)10gaaattgaaattgaaagatgataatttgtaacatgtttatgcatgaaattttggatggaaccatgaaaatttg(A)1093 103331768 103331860 TGATGAGTTGAAAAAGATTTGAGAA GCCAAGAATGTGGAGGAGAG 256

Ai09B21070 Araip.B09 21070 p3 (GAA)6 18 103375373 103375390 AGTGTAGTGCCACCGGAAAA TTCTTTCTCCCTCAACCCCT 149

Ai09B21071 Araip.B09 21071 p2 (CG)6 12 103375566 103375577 GTGAGGGTGCTAGCAGAGGA AACCCTGTGCCAAAAGTGAC 232

Ai09B21072 Araip.B09 21072 p2 (AT)7 14 103382627 103382640 TATCACGGCATCGAATGAAA CCATATGCATTTGTCATGGAA 270

Ai09B21073 Araip.B09 21073 p2 (AT)15 30 103383449 103383478 CACATCATCCAATCTCAACCA CGTGTCCACCAGCTAAAGGT 278

Ai09B21075 Araip.B09 21075 p2 (AT)11 22 103401008 103401029 GGATTGTAATGGGGCTAAGG GGGACAAAATTACCCCAATG 253

Ai09B21078 Araip.B09 21078 p2 (AT)6 12 103431652 103431663 CAAAGCCGCTCCAAAAATAC GCAGAAGTCACGAGTCACGA 234

Ai09B21079 Araip.B09 21079 p2 (AT)7 14 103441666 103441679 TCGGACATTACGACGACACT GGGATGGGTGATTTTGAATG 279

Ai09B21080 Araip.B09 21080 p2 (GT)8 16 103447384 103447399 AGCTCACTTACCCAAATGGC AGCATGTACCCAATTCCCAA 259

Ai09B21087 Araip.B09 21087 p3 (GAA)6 18 103524301 103524318 AGTGTAGTGCCACCGGAAAA TTCTTTCTCCCTCAACCCCT 149

Ai09B21088 Araip.B09 21088 p2 (CG)6 12 103524494 103524505 GTGAGGGTGCTAGCAGAGGA AACCCTGTGCCAAAAGTGAC 232

Ai09B21089 Araip.B09 21089 p2 (AT)6 12 103536195 103536206 TATCACGGCATCGAATGAAA CCATATGCATTTGTCATGGAA 268

Ai09B21090 Araip.B09 21090 p2 (AT)15 30 103537015 103537044 CACATCATCCAATCTCAACCA AGCTTCCATCTCCCCAGATT 246

Ai09B21094 Araip.B09 21094 p2 (CT)6 12 103552244 103552255 TTCCTATCTTTTCAAAATTTGTTTCA GAGAGAAGGAGGGAATTTTCG 260

Ai09B21095 Araip.B09 21095 p3 (TTC)6 18 103554649 103554666 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 244

Ai09B21096 Araip.B09 21096 p5 (AAAAT)5 25 103571231 103571255 TGCACTTGCCGGTTAGTAAG CCAAACAGAATTAAACGCACC 262

Ai09B21098 Araip.B09 21098 p2 (TC)7 14 103573347 103573360 CACAAATTTGGTCACGCAGA TATAAGCGCAGCGTCAACAC 263

Ai09B21099 Araip.B09 21099 p4 (AAAT)5 20 103574020 103574039 CAGTGAAAAACACAAAGCTTGC TTCACTTGACACCTTCACGC 238

Ai09B21100 Araip.B09 21100 c (A)12tctttcaaaaatttttcctttgttttc(A)1251 103585842 103585892 CGGTTCATCTTGTTGCTCAG GGAACAACAGCAGGTGGATT 278

Ai09B21101 Araip.B09 21101 p2 (CT)7 14 103587282 103587295 TCTTGTGAATCAAGTCATTAATTGTG TTTTGAAAAAGGGGGAAGAT 273

Ai09B21102 Araip.B09 21102 p3 (TCT)7 21 103589086 103589106 ACACACATCCCTCCATCTCC TCTTTCCATCTCCATGGCTC 216

Ai09B21106 Araip.B09 21106 p3 (TCT)7 21 103600209 103600229 ATTTCCCACCCAATCCTACC CTCGGAGGTGGAAGTTTTTG 233

Ai09B21107 Araip.B09 21107 p2 (AG)6 12 103614658 103614669 TTTTTGGCCCAGTTCTTGAC GGAACATTGAACCTGGAATGA 242

Ai09B21111 Araip.B09 21111 p2 (TG)8 16 103631049 103631064 GGACCTGGCCATGTTAGAGA AAACCACCAACTCAACCCAT 181

Ai09B21116 Araip.B09 21116 p2 (TA)7 14 103671554 103671567 TCCATCTCTCAACCCGTACC ACTCAAATATTGTGGAAAGAATTGTA 196

Ai09B21124 Araip.B09 21124 p3 (AAT)5 15 103693818 103693832 CAGGTTCTGGATCTGCTTCC TTCGAAAATTATCCCTCCCC 264

Ai09B21125 Araip.B09 21125 c (T)10aaaattaaaaataaaaataattagttaattaaaaagaaattttttaaaaaaaaggaagatattttcgaaaatt(AG)695 103694074 103694168 AGAATAAGATGGGGGAGGGA TTTGTGTTTGTTTCTTAACTTTTTCAA 235

Ai09B21129 Araip.B09 21129 p3 (AAG)20 60 103709782 103709841 GCCAAATGAAACCCAAACAC GGACCCTTCTGATGATCCAA 216

Ai09B21130 Araip.B09 21130 p3 (CTT)8 24 103710019 103710042 GGAATGGTGCATGCTCTGTA GGACCATGGTTGCATCTGTA 264

Ai09B21134 Araip.B09 21134 p2 (GT)6 12 103719462 103719473 CTCCCCTTGTCTTTTCCTCC GTATCAATTTTCGAGGGCGA 248
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Ai09B21135 Araip.B09 21135 p2 (GT)6 12 103726246 103726257 TTCCCTTCTGATTGCAGCTT TACAGTCGCCAGAAACCCTC 251

Ai09B21137 Araip.B09 21137 p3 (AAG)5 15 103743496 103743510 CTCCATGGGAAGGTCAAGTT ATTCCAAGCTCCACTCCCTT 196

Ai09B21140 Araip.B09 21140 p3 (AGA)8 24 103763461 103763484 GCACAGAGAGACGAAGCGAT TTTCGATGCCTGAGAAAACC 280

Ai09B21143 Araip.B09 21143 p2 (TA)16 32 103777213 103777244 AACCGAAGGTGGAGGAACTT AAAGCAAAAATGCCAAATGC 200

Ai09B21144 Araip.B09 21144 p2 (GA)8 16 103779361 103779376 GTATAGCTCGACCAGCTGCC TCATAGGTAACGGAGGTGGC 242

Ai09B21153 Araip.B09 21153 c (T)11cgcctatatatatattttttc(T)1143 103827713 103827755 TTGCTCTTGCCTCTTGGTTT GCAAAGAACAAAGCTTGCAG 118

Ai09B21154 Araip.B09 21154 p3 (GAA)5 15 103828663 103828677 CCCTCGAGCAAGAGAAGAAA ATCCCCACCTACCTCCATTC 240

Ai09B21156 Araip.B09 21156 p3 (GTG)5 15 103876328 103876342 TGCAAATGGTGTTGCTTCAT CCCACCCTCATTCTCATCAC 278

Ai09B21157 Araip.B09 21157 p2 (TA)6 12 103881843 103881854 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai09B21158 Araip.B09 21158 p2 (TA)6 12 103885998 103886009 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 274

Ai09B21163 Araip.B09 21163 p3 (TTC)5 15 103909810 103909824 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai09B21167 Araip.B09 21167 p2 (CT)10 20 103918300 103918319 CCTAAATGGAGCAGGGATGA GGGAGGGAGATGGTTTGAAT 238

Ai09B21168 Araip.B09 21168 c (T)10cagaaaataagggcattaaggtttttaggaagtgtttgaatttagagaaaaagagg(A)10cagacaagtgaatttttttattgtttggatggagaataaaaattgagtggaaaaaaatatgatatgaatcttatga(T)10162 103926473 103926634 TGACGGTTACAAACCGAAAA TCCATTTTCTTTCCATTTTCATC 268

Ai09B21173 Araip.B09 21173 p2 (AT)7 14 103932626 103932639 CTCTAGTGCCACGCCTCTTC TCTTTGGTAATTGGTTCGGG 229

Ai09B21177 Araip.B09 21177 p2 (TC)13 26 103949858 103949883 CAATTCAACCACATATGCATCC TGGGTTTGAGTGTGTGTGCT 270

Ai09B21180 Araip.B09 21180 p2 (GC)6 12 103960857 103960868 AAAGGAAAATAGGGCAAGGC TGGTGAAACACCTCAAGCAC 263

Ai09B21181 Araip.B09 21181 p2 (GC)6 12 103961178 103961189 GTGCTTGAGGTGTTTCACCA TACCGGAGAGTTATGCCCAC 254

Ai09B21182 Araip.B09 21182 p2 (GC)6 12 103961333 103961344 GTGGGCATAACTCTCCGGTA AGGGTGTGCAAAAGCAAAGA 131

Ai09B21184 Araip.B09 21184 p2 (AG)7 14 103972386 103972399 CATCCATTCATGAGGAGGCT AGCCAATTGGGCAACATATC 225

Ai09B21188 Araip.B09 21188 p2 (CT)6 12 104024833 104024844 CAAAACCACCTAACTACTTTTCCA AGAGAGAGGGAGAGGGTTCG 264

Ai09B21190 Araip.B09 21190 c (AT)8(GT)14 44 104036429 104036472 AGCTTGTGGAGCTTATTGGG TTGGGCAAGATTTCATCACA 232

Ai09B21191 Araip.B09 21191 c (AT)8(GT)19 54 104036683 104036736 TTGTGATGAAATCTTGCCCA ACCACCAAGTCTCCAAATGC 273

Ai09B21202 Araip.B09 21202 p2 (CT)6 12 104056349 104056360 TGTTTCTTATCTTTTTCAAAACTACCA GGGTTCAAATTTGGGTGAGA 255

Ai09B21203 Araip.B09 21203 p2 (GA)7 14 104060606 104060619 ATGGGGGATGATGACTCAAA CCCCCTTCCCCTTTCTATCT 223

Ai09B21205 Araip.B09 21205 c (CT)6ccattcatggtcatcccttctgttttccattcaccactcacatccatacacacatccatccatctcctccata(TCT)7106 104068212 104068317 AATGGGTGCAGGGATGTAAA CGGTCTTAGGTGCCATCAAT 280

Ai09B21207 Araip.B09 21207 c (T)10c(TA)6ttttttttcgcc(T)1045 104092960 104093004 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 189

Ai09B21209 Araip.B09 21209 c (T)13gaaagcaattttaaa(T)1240 104097562 104097601 CTTACAGCCAGCCAGGATTC TTTCGTGCACCAAGTTTTTG 253

Ai09B21210 Araip.B09 21210 p2 (CT)7 14 104105666 104105679 CAAAACCACCTAACTACTTTTCCA AACACAGAGAGAGGGAGAGGG 280

Ai09B21211 Araip.B09 21211 p2 (TA)6 12 104108243 104108254 TAAGTTTGGTGTTGGGAGGC CTCCAGGGTGTGCAATTTTT 253

Ai09B21216 Araip.B09 21216 p3 (AAT)5 15 104129212 104129226 AACAAAGGTTGGAAAGCTGAA CAACAGAAACCTTCAAGGCA 278

Ai09B21226 Araip.B09 21226 p2 (GA)16 32 104143517 104143548 CCCTCCGAAACAGAACAGAA CCCTTCCTGCTCTCATCAAA 278

Ai09B21230 Araip.B09 21230 p2 (CG)6 12 104165355 104165366 AATAAGCCATCGACACGGAC TGTTTGGGAGTGTTGGATGA 195

Ai09B21231 Araip.B09 21231 p2 (CG)6 12 104171574 104171585 AATAAGCCATCGACACGGAC TGTTTGGGAGTGTTGGATGA 195

Ai09B21232 Araip.B09 21232 p2 (AT)13 26 104175993 104176018 GCACCATGTTAATTTTGGGG CAAAGACACGACCACCAGAG 184
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Ai09B21236 Araip.B09 21236 p4 (TATT)5 20 104187928 104187947 CCAATTTTTGAAAATCACTAACCA AGAGAGAGGGAGAGGGTTCG 188

Ai09B21237 Araip.B09 21237 c (T)10ctttttctttttcttttc(T)1038 104198743 104198780 CGTGACACTCTTTTTGGAGGA AAACCTTGATGCACCGATTC 207

Ai09B21239 Araip.B09 21239 p2 (TA)27 54 104200916 104200969 GCTCAAATCTCATAGGTTGTGTGT TTGTCAATTAACCAACATTCCA 252

Ai09B21243 Araip.B09 21243 p2 (CT)8 16 104280886 104280901 TTGATTTTCAAATTTGTTTCAACT GAGAGAGGGAGAGGATTTTCG 258

Ai09B21244 Araip.B09 21244 p2 (CT)7 14 104281131 104281144 AACATCTCTCCCTCACCCAC TGCCTTTTTCTTTGTCCCTG 182

Ai09B21245 Araip.B09 21245 p3 (TTC)5 15 104285221 104285235 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai09B21248 Araip.B09 21248 p4 (TTTA)7 28 104305764 104305791 CTACTGGCTCCAATGGAAGG TCCTGACCACTTTCTCTCCC 258

Ai09B21254 Araip.B09 21254 p3 (AAT)5 15 104317203 104317217 AGGAATGATCACGATTTCGC CCAGCCAGGATTCAACAAAT 244

Ai09B21255 Araip.B09 21255 p3 (AAT)7 21 104333886 104333906 TTATTTTCGGCTGCCATCTC CCCCCTCTTTTCTTCCACTC 257

Ai09B21256 Araip.B09 21256 p2 (AG)6 12 104334241 104334252 GGGGGAGGGATAATTTTTGA CTTCTTATCTTTTCAAATTTGTTTCA 266

Ai09B21259 Araip.B09 21259 p2 (GC)6 12 104356243 104356254 AGTTGTGCCCACTTTATGCC AGGAGAAAGACAGGGTGCAA 240

Ai09B21260 Araip.B09 21260 p5 (TTATC)5 25 104357750 104357774 CCTGGGTGCTCCAGTGTATT GGGACACAGCCCAATCTAAA 167

Ai09B21262 Araip.B09 21262 p5 (TTATC)5 25 104374730 104374754 CCTGGGTGCTCCAGTGTATT GCCCAATAAAGGGTCCAAAT 191

Ai09B21263 Araip.B09 21263 p5 (TTATC)5 25 104385299 104385323 CTTTGTCACTGGAGGGTGGT AGGCCTACAGAGAGAAGGGC 242

Ai09B21269 Araip.B09 21269 p5 (TTATC)5 25 104421201 104421225 CCTGGGTGCTCCAGTGTATT AAAGGCGGTTCCCTTAAAGA 129

Ai09B21273 Araip.B09 21273 p3 (TTC)5 15 104457609 104457623 TCTTCTTGGCCGAATACACC GCTTTTGTCTTCCCTTTCCC 201

Ai09B21274 Araip.B09 21274 p4 (TTTA)8 32 104474465 104474496 CCAATGGAGGGTATGCAAAT TCCTTTTCAAAACTTCCTAACCA 272

Ai09B21276 Araip.B09 21276 p2 (AC)6 12 104493435 104493446 TTTTATTCACCCAATGTCCCA TGATTGAGGCCATTGTTTCC 231

Ai09B21279 Araip.B09 21279 p2 (AC)6 12 104500493 104500504 TGGGTTCTAAAATTGCGTGC GCTTGATTTTTGCTTGAATGC 184

Ai09B21280 Araip.B09 21280 p2 (GC)6 12 104507391 104507402 TGACTCCCCTTCAATCCTTG GTTGCTTCGGGTATAGGGGT 160

Ai09B21281 Araip.B09 21281 p3 (AAT)5 15 104508801 104508815 AGCAGGAGCAAGGACAAGAA ATTGTTTGCTCCAATGGTGG 249

Ai09B21282 Araip.B09 21282 p2 (AT)18 36 104516918 104516953 TGCCCAACTTTTCTCACTTTG GGAAGCATGCTCATGTGAAA 209

Ai09B21284 Araip.B09 21284 p3 (TCT)6 18 104538009 104538026 CCCATCACCTCTTCACCACT GGCCTTAGGTGCCATCAATA 150

Ai09B21285 Araip.B09 21285 p3 (ATT)5 15 104557913 104557927 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 169

Ai09B21287 Araip.B09 21287 p2 (TA)11 22 104564026 104564047 GCATGATTTAAGTGTGGGGG CCAAGCAAGACAAGCTCAAA 262

Ai09B21291 Araip.B09 21291 p2 (CA)9 18 104589654 104589671 TAACGGGACATACTGCAACG CTGGAGCTCGTCTGGAAGTC 210

Ai09B21293 Araip.B09 21293 p2 (TC)6 12 104605143 104605154 CGAACAAAATGGTGTCAACG TGGCCACTTAGTGACACCTG 223

Ai09B21297 Araip.B09 21297 p3 (ACA)5 15 104637474 104637488 ACCGTGGCAGTCACACATAA GCCTTAGGTGAGGTGCTCTG 217

Ai09B21298 Araip.B09 21298 p3 (AAT)7 21 104646328 104646348 GGAAATTGTGGGAACAAAGG CTTGGCTTAGCATTGGGGTA 225

Ai09B21299 Araip.B09 21299 p2 (AT)6 12 104646583 104646594 TACCCCAATGCTAAGCCAAG CCTATGAAATGCAATGCAACC 268

Ai09B21305 Araip.B09 21305 p3 (TTA)12 36 104678013 104678048 GCCTAGCATCAGATTGAAAACA TGCATTTTGGTGGTTAGTGG 244

Ai09B21308 Araip.B09 21308 p2 (AT)7 14 104688106 104688119 CCGCTGTATCCCAAAGTCAT CAGCCAATAGGGCAGACATT 247

Ai09B21309 Araip.B09 21309 p2 (TG)6 12 104690761 104690772 CGCGAGTTGAAGTGAGGAGT ATTAGGAATGGAAAACCGGG 222

Ai09B21310 Araip.B09 21310 p2 (TA)8 16 104691653 104691668 GTCCACATCCAATCCGAACT GGATGTAATCAGGTCCGGTG 209
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Ai09B21312 Araip.B09 21312 p3 (GAA)5 15 104722981 104722995 GCTTTTGTCTTCCCTTTCCC CCCTCCATTCCTCCTCATTT 243

Ai09B21313 Araip.B09 21313 p2 (AT)10 20 104732939 104732958 GGTCGGATTTTAAGTCGGGT AAAAATGCAAGCCTAAGCGA 127

Ai09B21315 Araip.B09 21315 p2 (CT)8 16 104744435 104744450 TAACGCCAGAAATGGACACA GGTATTTGGGGAAGGGTGTT 257

Ai09B21317 Araip.B09 21317 p3 (ATT)6 18 104762252 104762269 TCAATGGCATAAAGTAAGAACCTTT CGTCCTCTTCATCTTCCTTCA 263

Ai09B21318 Araip.B09 21318 p2 (AT)9 18 104764135 104764152 CCGATACTCACACACGGAAA ATTTTCTAGCCGGCCTTGTC 143

Ai09B21325 Araip.B09 21325 p3 (CTT)5 15 104798646 104798660 CATGGGAGGTTGTGCTTCTT CCAGAAACCCCAGTGGATAA 267

Ai09B21326 Araip.B09 21326 p2 (AT)9 18 104802438 104802455 TAGAAAATCGCATCGCACAC TGGATATTTTGGAGAAACAGGTG 224

Ai09B21329 Araip.B09 21329 p2 (AG)6 12 104826650 104826661 TGGTCAACCTTTACCAGAGCA GGCCCAGATCCAAGTACAGA 257

Ai09B21330 Araip.B09 21330 c (T)10cttggttgccttttttttcagtggcttt(TTC)553 104837162 104837214 AAGTTCAAACCATTGGTGCC TGAATGTCTTTGGCCATGAA 116

Ai09B21331 Araip.B09 21331 p4 (TCTA)6 24 104850099 104850122 AGACAAGATCAAGGGATGGC GGGTTCGATTGCTCAATTCT 274

Ai09B21332 Araip.B09 21332 c (GC)6acagtgtgctggcgcgtcggtgcccattttttctttttctcttctc(T)1068 104859245 104859312 GTGGGCATGACTCTCAGGTT TGCCATGTTTTGGATAATGC 217

Ai09B21333 Araip.B09 21333 p2 (CT)6 12 104868188 104868199 TGATTTCTTGGGAGTCAAGTCA AAAAAGAGGGAAGAGATTTTCG 266

Ai09B21335 Araip.B09 21335 p3 (TAT)5 15 104874995 104875009 CGAAAATCGCTAACCCCTTT GTTCTTGTCCTTGCTCCTGC 279

Ai09B21336 Araip.B09 21336 p2 (CT)6 12 104917084 104917095 TGAAGTTCATAAGCCAAATTGAAA AAGTGGGGGAATCAATCCAT 270

Ai09B21337 Araip.B09 21337 p2 (AT)7 14 104917382 104917395 TGGTACATACAGGTCGCTGC TGGAAAGCTAACATCTGGGG 177

Ai09B21338 Araip.B09 21338 c (TA)7(T)18 32 104918504 104918535 TGGGATATTTTGTCCCCTTTT GGAAACGTTTGGTTTTGGAA 205

Ai09B21339 Araip.B09 21339 p3 (GAA)5 15 104919892 104919906 TGCAATGAATGAAAGTATGCAG GATCAGCGCCAGAATTCCTA 200

Ai09B21340 Araip.B09 21340 p4 (TAAA)5 20 104930232 104930251 CCTTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 168

Ai09B21341 Araip.B09 21341 p2 (AT)6 12 104942271 104942282 GCAGCGAAGTAGATTTTGGG GCTAAGGCTAGCGGGAGAAT 188

Ai09B21343 Araip.B09 21343 p3 (TCT)5 15 104948302 104948316 TTTTGATCCCATTTCCTACCC CTCTTGAGGGCTGGAGTCTG 124

Ai09B21344 Araip.B09 21344 p3 (TCT)6 18 104948507 104948524 AGTTACTGTCGTCTGCCGCT GAACCAGACGAGGATTGCAT 180

Ai09B21346 Araip.B09 21346 p2 (CT)12 24 104955302 104955325 ACATTAAGCTCCATGCCACC TATCGTGGGGTGTTGTTTGA 227

Ai09B21347 Araip.B09 21347 p2 (TC)10 20 104955458 104955477 CACCATTTTCAATCCCCATC GGCGGTTTTGACCTTGACTA 205

Ai09B21348 Araip.B09 21348 p3 (ATC)5 15 104956389 104956403 AGGTTACGCCACTGTTCACC GTGCAAGGCTAAACCCTGAG 226

Ai09B21354 Araip.B09 21354 p2 (TA)9 18 104967900 104967917 GGGTTGTGTGTTCTTTGGCT TTGCACTTTTAGCTTATTAAGTTGTGA 237

Ai09B21355 Araip.B09 21355 p3 (TTC)5 15 104974351 104974365 AGATACCTGCTTTGGGGGTT TCCGATGGACAGTAAGGAGC 196

Ai09B21357 Araip.B09 21357 p2 (AG)6 12 104993937 104993948 ATTTTTGGGGAGTGAGGGAG CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai09B21363 Araip.B09 21363 c (TA)8(T)10 26 105011431 105011456 TGGGATAATTTTGTCCCCCT GAAACTGTGGGAACATGGGT 248

Ai09B21365 Araip.B09 21365 p5 (AAAAT)5 25 105020879 105020903 TGGAAACTTGGGTTGATGAAA TGGCATTGGGGTAATTTTGT 249

Ai09B21366 Araip.B09 21366 p4 (ATAC)6 24 105046248 105046271 TTCTACCAACAAGCTTCGGG TGAGTGTGATGCGCTTTTGT 178

Ai09B21367 Araip.B09 21367 p2 (AG)8 16 105057113 105057128 TGTGTGAAAAGGAAGGAGGG GACACTCCAAAGGGCGTTTA 246

Ai09B21372 Araip.B09 21372 p3 (TTC)5 15 105129698 105129712 CCATAGGCACCATGACCTTT CCCTCGAGCAAGAGAAGAAA 270

Ai09B21374 Araip.B09 21374 p2 (AG)9 18 105137114 105137131 GAAGGAGAGGAAGGTGAGGG TCAAATTATCCTTCTCTCCACCA 235

Ai09B21375 Araip.B09 21375 p5 (TTTTC)5 25 105141650 105141674 CTGCATGTGTTGTGCAACTG TCAAAGCTTCACATTGAGCA 146



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21376 Araip.B09 21376 p5 (TTTTA)8 40 105151996 105152035 TTCACTTGACACCTTCACGC GAAAAACACAAAGCTTGCGA 244

Ai09B21380 Araip.B09 21380 p2 (GA)7 14 105159356 105159369 AGATGATTCGCCTCCCTTTT TCATTATGAAGAATGCGCGA 269

Ai09B21382 Araip.B09 21382 p2 (CA)6 12 105169522 105169533 GAGTTTTGGTTTGTGTGGGC ACGCATGATGTTGTGCGTAT 140

Ai09B21384 Araip.B09 21384 p2 (TA)10 20 105189581 105189600 GCCAGCCTAAACTCCGTAGA CAATGTCGCATAAGGCAGAA 216

Ai09B21386 Araip.B09 21386 p3 (TTA)9 27 105193916 105193942 ATGTCCCCCAAGTGAGATTG TGGGTTGTTAAACTTGGTGAA 194

Ai09B21387 Araip.B09 21387 c (CA)6tatat(ATG)5 32 105198035 105198066 CAATGAACGGATCACAGTGG GAAGCCTTTGGCTTGTTTGA 250

Ai09B21388 Araip.B09 21388 c (AG)8g(GA)7ggaatataatgtggtgagttgagtatagctcaatcttagctgggctatatgtagaacttcaatgaccctatagtctaccaaaatatctt(A)12132 105198273 105198404 GGCTTCTTTGAAGTCAACAATCT TTTTGCTATGCCAACTTCCTT 280

Ai09B21389 Araip.B09 21389 p3 (CAA)5 15 105201785 105201799 CCGACAGCAACAACAACAAT TCACTGCGTCGTCTCTGTTC 238

Ai09B21393 Araip.B09 21393 c (TA)6attagaatgtattttatactttc(T)1146 105234874 105234919 TTGTTACATTGATTGAGTTTGAAGA CAAAATCATAGAAAATTTTGGCA 244

Ai09B21394 Araip.B09 21394 c (TA)7(T)10 24 105240548 105240571 GGCATTTTTGTCCCCTTTTT TTTGGGTATGGGAAACTTGG 262

Ai09B21396 Araip.B09 21396 p2 (AG)6 12 105253453 105253464 CTAGAGGTTTCTCCGGCCTT AGACCCCATAAGATCCCCAC 257

Ai09B21398 Araip.B09 21398 c (A)12ctattccccaatacgacgtcgttttatatttatt(A)10ctaatccccaattatcttcaccaattctcttcttcacactgttgttcttcgtctttttcaatttcat(AAC)6141 105291627 105291767 GCTACCGGAAAACTGAGCTG TGTGATTTTTGCTAGCTCTGATG 215

Ai09B21400 Araip.B09 21400 p3 (ATA)6 18 105298704 105298721 TTTTGTAGGTGCCACGATCA CACGAAAAATTAAGCGAAAACA 216

Ai09B21401 Araip.B09 21401 p4 (AATT)7 28 105299164 105299191 TGCGATTTTGTTTCAAATGAT CGTGTCTCCAACCAAGGAAC 280

Ai09B21402 Araip.B09 21402 p2 (TA)6 12 105302611 105302622 ATCAAGAAACCATGGGCAAG GCCGATAAACCTTAGGGCTC 240

Ai09B21405 Araip.B09 21405 p3 (TAA)15 45 105304943 105304987 TCCAATATTAAAAACAAAAAGTGTGC GGCCTCAGAAAATGTGATGG 276

Ai09B21406 Araip.B09 21406 p2 (GA)12 24 105333441 105333464 CTGCAACCCAACAATTTCCT GCGCTGCTGTCTCTCTCTCT 257

Ai09B21407 Araip.B09 21407 p2 (TA)8 16 105336875 105336890 ATATGGGCGCAGAAGTTACG AACTTTAAACCGCAACACCG 279

Ai09B21414 Araip.B09 21414 p2 (AT)6 12 105352898 105352909 GGTTTAGGTGTCGGTTTGGA GTGGCAGATTTGGATGGAGT 244

Ai09B21416 Araip.B09 21416 p2 (TA)9 18 105356363 105356380 TCCAGAAAAACTGAAAAATGGTC TCTCTGCCACCTAGGCAGTT 236

Ai09B21421 Araip.B09 21421 p2 (AT)9 18 105380657 105380674 GATGGGGATTAATTCTGGGG ATCTGGGCCAATTTGAGATG 275

Ai09B21424 Araip.B09 21424 p4 (ATTC)5 20 105386673 105386692 CAGAGTGGAGCTGGAAGGAA AGGAGAAACCAAGGCAAACA 280

Ai09B21426 Araip.B09 21426 p2 (TA)6 12 105399705 105399716 CGCTAGGCGTCTGAAGTTCT GCCTGCAAAGCTAAGACTGG 223

Ai09B21428 Araip.B09 21428 p2 (AT)6 12 105408794 105408805 CAATTCATGCACCAAGCATC CTCCCATCATGCTCCTCAAT 272

Ai09B21433 Araip.B09 21433 p5 (AAAAT)9 45 105427424 105427468 GGTTCATCGTGTTGCTCAGA GTGGTTTGGAAGCCTCAGTC 275

Ai09B21435 Araip.B09 21435 p2 (CT)6 12 105428919 105428930 CGAAAATCACTAACCCCTTTTC GTTCTTGTCCTTGCTCCTGC 280

Ai09B21436 Araip.B09 21436 p3 (TTC)5 15 105432279 105432293 CCTAACCCCTCTCCCTTCAC GCTTTTGTCTTCCCTTTCCC 271

Ai09B21439 Araip.B09 21439 p4 (TTTA)6 24 105479496 105479519 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACATCCTAACCA 168

Ai09B21449 Araip.B09 21449 p3 (TAT)23 69 105501974 105502042 AGAGTTGCTAAAACTCCATCAAA GGAGTTACGGATCGCAAGAA 275

Ai09B21451 Araip.B09 21451 c (T)13cag(A)10 26 105511217 105511242 AGGCATAATGTTTGCCCAAG GGGAACACTAAGGGGAGCAC 171

Ai09B21452 Araip.B09 21452 p2 (TA)9 18 105513976 105513993 CTTGTATTTTCCGCTTTGCG TTTTTGCCTTCGAAAATTGA 241

Ai09B21453 Araip.B09 21453 c (TA)11tcatatgagg(TTA)547 105514461 105514507 GCTTAGAGTTACTAAAGCTCCATCAA TCTCTCTTGTCACCATTTGCAT 274

Ai09B21455 Araip.B09 21455 p2 (GC)6 12 105525404 105525415 GACAATGGTGGTGGTTTGTG ACTCATACCTTCACCGACGC 186

Ai09B21456 Araip.B09 21456 p2 (GC)6 12 105525881 105525892 TTCCATATAGCTCCATCGGC TTCTATGAAAAAGGGCACCG 222



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21458 Araip.B09 21458 p2 (AT)6 12 105542405 105542416 TCCGAACCAAATCAATGACA TTGAAAGAAGCTAAAACCAAAACA 203

Ai09B21460 Araip.B09 21460 c (A)10gatgaataaaaaaattattt(A)1141 105544486 105544526 AAAGTCAGATTTTGACCCGTG CTGTCATTCCTTTCGCGATT 253

Ai09B21464 Araip.B09 21464 p2 (TA)7 14 105550309 105550322 AAAACCGCGTAACCTTTCAA AGGATATGGGGGACGAAGTT 250

Ai09B21465 Araip.B09 21465 p2 (CT)9 18 105553033 105553050 TTCCCGGTAGTGGATCTCAG ATGGAGGAAGCCAGTTGTTG 250

Ai09B21467 Araip.B09 21467 p2 (TC)6 12 105559769 105559780 GTAGTGGCGTTCTCTAGCGG TTGAGTCTGTCGCCATCAAG 132

Ai09B21468 Araip.B09 21468 p4 (CTTT)5 20 105560161 105560180 ACAGTGACGACGCAGACAAC CCTCACCCACACACTCACAC 179

Ai09B21471 Araip.B09 21471 p2 (AT)6 12 105564313 105564324 TTGGTGCAAAGACAAGTTCTG ATCCTCATGGATGGGCAATA 198

Ai09B21472 Araip.B09 21472 p2 (GA)13 26 105567730 105567755 CCGTCCCTGGTGATACTCAT TAACGGGTTTCCTGGAAGTG 258

Ai09B21473 Araip.B09 21473 p3 (AGA)5 15 105573538 105573552 TTGAAGATTGTCATGTGCTCAA GTTTGCCACATTGGAGGTTT 213

Ai09B21474 Araip.B09 21474 p2 (CT)7 14 105574774 105574787 GAAGAGAAAGAAGGGGGTGG AGAGCAAGCGAGATCTGAGG 167

Ai09B21475 Araip.B09 21475 c (A)10ggattagcaacaatgcatatatatacatatatttaaagaagcagagcgctataatttaattaaatacttaatttaaaaagtcacac(A)11107 105577097 105577203 TAAAAATCTCGATCCGCAGG TCCCTTTTCCATTTGCTCTTT 257

Ai09B21477 Araip.B09 21477 p2 (TC)26 52 105579424 105579475 ACGGGTTTATTTGAAATCGG CGCGATGAATGTTTCAGTTG 257

Ai09B21483 Araip.B09 21483 p3 (GAA)5 15 105589033 105589047 GAAGAAGAAGCGGCAAACAC TTGAAGAAGAAGACCGCCAT 193

Ai09B21487 Araip.B09 21487 p2 (CT)12 24 105595585 105595608 TGCTCCACTTGTTGTGTTGAG GGGGGAGAAAGAGAGAAGAGA 274

Ai09B21490 Araip.B09 21490 p3 (TAC)5 15 105598721 105598735 CAGTTCACAAGAGCCACCCT CTCCGCAGATGGAAACTAGC 272

Ai09B21491 Araip.B09 21491 p4 (TAAA)5 20 105615411 105615430 AGAAAGGGAGAGAGGGTTCG CTACTTTTCTCTCTCCAATTTTCG 263

Ai09B21493 Araip.B09 21493 p2 (TA)6 12 105620253 105620264 AACCAACTCGACACCAGACC GTTGAGCAACTCGCTGTGTC 252

Ai09B21494 Araip.B09 21494 p2 (TA)8 16 105622446 105622461 TGAGATGTCGATGATGATGATT ACCGTTTCGAGTGTGATGTG 279

Ai09B21495 Araip.B09 21495 p3 (ACA)5 15 105627341 105627355 AGCAAGCTCAACCTTCTCCA TTCCACCTCTGATTTCCCTG 280

Ai09B21496 Araip.B09 21496 p3 (TTA)10 30 105639371 105639400 CGTTTGGTGGGTTAAGGAGA GTGCTAGGCCATTCAGGGTA 218

Ai09B21500 Araip.B09 21500 p2 (TA)11 22 105666210 105666231 TTTTGTTAATTGGAGTTCCTTATTTTT CTCATATCATCGGATATCGAACT 280

Ai09B21503 Araip.B09 21503 p2 (AG)8 16 105679101 105679116 TTCAAAAATTCCGACAACCC TGAACATCCGATTCTCCCTC 151

Ai09B21505 Araip.B09 21505 p4 (TTAT)5 20 105685703 105685722 ATGGCCAATTTCTTTGGTTG CATTTGATGACATTGTGCCG 221

Ai09B21506 Araip.B09 21506 c (A)10gttattgtagtaaattgatttttgagttagattagttaaagttttgtctaagccaac(TA)781 105686399 105686479 TCAGATCAAGCTACTAGCATTTGG TCAACATCATCTTGCTTCCG 273

Ai09B21510 Araip.B09 21510 p2 (TA)6 12 105691756 105691767 TTTCACATAGACCACTCAATTTCA TGAAGACAATTAAATCTGGTCGC 156

Ai09B21511 Araip.B09 21511 p3 (GAA)5 15 105695702 105695716 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 277

Ai09B21512 Araip.B09 21512 c (T)10aaaaatcaaagattaaaataattaaataaaaaaagaaattttgaaaaaggggggagatattttcgaaaatt(AG)795 105697128 105697222 AAGATGGGAGAGGGAAAGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 235

Ai09B21518 Araip.B09 21518 p2 (AG)15 30 105710212 105710241 TCGCAAAATCAGTAAGCAAAAA CTTTGGTCGCGACATGATAA 188

Ai09B21523 Araip.B09 21523 p2 (TA)6 12 105713014 105713025 AACCATTTAACATTGTACGCGA TGAGAAAATAAGGCTTGACAAACA 109

Ai09B21525 Araip.B09 21525 p2 (TA)8 16 105713637 105713652 GGCCAACAAGAGACAACGAT TGGACTAATTTTTATCACACTGGC 101

Ai09B21532 Araip.B09 21532 p3 (GTA)5 15 105724521 105724535 TCACTGCTTGCAATTTCACC GCAATACTCAATTCACCCCC 152

Ai09B21533 Araip.B09 21533 p2 (AT)10 20 105725621 105725640 TGCTTCAATACTGTTCATGCG TCATCACACAATTACAAGAGCAA 256

Ai09B21536 Araip.B09 21536 p2 (AT)6 12 105731938 105731949 TGTGTATGGATTGTTGTGATTCTG TGCACGTTTTTCTTTTGCTG 237

Ai09B21542 Araip.B09 21542 p2 (CT)6 12 105787922 105787933 CATGAAAAGGTTCATAAGCCAA TTTCGGCCCAGAAAATACAG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21544 Araip.B09 21544 p2 (AG)8 16 105791403 105791418 AACAGTCTGCAACATGGAAGAA CCATTCAAAGGAGAGCTTGC 226

Ai09B21546 Araip.B09 21546 p2 (CT)6 12 105795362 105795373 AACATGAAAAGGTCATAAGCCAA CCATTCATTCATGGGAGGAC 233

Ai09B21549 Araip.B09 21549 p2 (AT)6 12 105805474 105805485 TGCATTGATCCTGCATTAATCT CCCATTAGGCCATTAGAGCA 174

Ai09B21551 Araip.B09 21551 p3 (TTA)9 27 105806044 105806070 CCATGGTGGTTGGAGAAGAG TTGGTGATTGCTAATGAGTCG 280

Ai09B21553 Araip.B09 21553 p2 (TC)6 12 105807730 105807741 TCGCCTTCCTCATTCTCACT GAGCGAAAGAGAATTGTGCC 133

Ai09B21554 Araip.B09 21554 p2 (TA)9 18 105809815 105809832 GCCGAGCTTGAACTTGGATA TCACGAGCTGGCTCAAATAA 270

Ai09B21555 Araip.B09 21555 c (TG)9(TA)10 38 105811474 105811511 TTTGAGCTATCCGGCCTAAA CGTGAAGCATCACACACGAT 156

Ai09B21556 Araip.B09 21556 p3 (TGG)5 15 105816048 105816062 TTGCTTTCTGCATCTGCATC CCTCACCACTACCAGCACAA 228

Ai09B21558 Araip.B09 21558 c (T)10(ATA)17 61 105823181 105823241 GTCACACGGAACCCATCTTT TGACTTATTCAATTCAGAAATCACC 278

Ai09B21559 Araip.B09 21559 p2 (AT)9 18 105824031 105824048 TGGATTTTAATGCTTGTTTATGGA AAAAAGAAACCTCCGTCGAAA 270

Ai09B21561 Araip.B09 21561 c (A)11caaaggggttaatgaacataaaaaagagtagaatgacactagg(GAT)569 105832698 105832766 CAATATGGCCCCATAACTGC TAACCATATCCACCCCCATC 213

Ai09B21563 Araip.B09 21563 p2 (AT)6 12 105846458 105846469 CTGAGCTCCTGAAGCGAAGT TCAAAAGGAACAAGTCATGCAG 104

Ai09B21564 Araip.B09 21564 p2 (AT)10 20 105846706 105846725 TGCATGACTTGTTCCTTTTGA CGAAGTCAAAACTGGTCGGA 267

Ai09B21566 Araip.B09 21566 p2 (TA)7 14 105857043 105857056 TTTGGTTGTTGTGGAGGTCA AATCCATCGCGGTACTGAAC 253

Ai09B21567 Araip.B09 21567 p2 (AT)6 12 105860850 105860861 ATTCACTGCCAAAAGCACAA ATGTTTCCCGGTACACCTGA 268

Ai09B21569 Araip.B09 21569 c (T)11ctgtttggtaagtaatatttttagtctatccaatatttttcaaaatttttaaaattgacttcaaaattttatgac(A)15101 105876624 105876724 CAGCCCACTAAATAGCCGAG GTGCACACCAAAGCAAACAT 256

Ai09B21570 Araip.B09 21570 c (CT)7ttctttctt(TC)1349 105877841 105877889 CGTGTCCTTTACCGTCGAAT TGAAACCCAGTAAGATGCCA 248

Ai09B21571 Araip.B09 21571 p2 (TA)6 12 105886140 105886151 TAGGGCACCAATTGATTTGA TGGGTAAGTGGGCTAACTGAA 278

Ai09B21572 Araip.B09 21572 p2 (TA)8 16 105896882 105896897 GATAAAATGGGTTTGGGGCT CCCCTTGTGACTTCCAAGAA 193

Ai09B21574 Araip.B09 21574 p2 (AG)6 12 105907870 105907881 TCAAATCATAACATGGGAAGGA ATGCATCCATTCAGGGAGAG 228

Ai09B21576 Araip.B09 21576 p2 (CT)7 14 105919980 105919993 GTTGGGAACATTGAACCTGG AAACCAACGTGGCAGATTTC 257

Ai09B21579 Araip.B09 21579 p2 (CT)11 22 105935487 105935508 AGTGGCATAAAACGGGTCAC GAAAACCTTGTTAATGGGGTG 265

Ai09B21581 Araip.B09 21581 p2 (AT)9 18 105938050 105938067 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 254

Ai09B21582 Araip.B09 21582 c (T)10ctattttttcgcta(T)1034 105939411 105939444 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 209

Ai09B21583 Araip.B09 21583 p3 (GAA)6 18 105941269 105941286 GCTTTTGTCTTCCCTTTCCC CTCTCTTCCCCTTCTTGGCT 211

Ai09B21586 Araip.B09 21586 p3 (TGT)5 15 105964948 105964962 TGCCTTAGGTGAGGTGCTCT TGGCAGCCACACATAACTTC 214

Ai09B21589 Araip.B09 21589 p2 (AT)6 12 105985143 105985154 GACCCGGTTTGCAAAGATAA TTTCAGATGCAGGTCGTGAG 276

Ai09B21592 Araip.B09 21592 p2 (CT)7 14 105994316 105994329 TTTTCAATGTGCTTTTATTTCTTTTC TTGAGAGAAGAGAGAAGGATTCG 193

Ai09B21593 Araip.B09 21593 p5 (AAAAG)5 25 106020320 106020344 ACTTTGGACATTGGTTGGGA TTGAGCTTCACTTTGGGACA 270

Ai09B21594 Araip.B09 21594 c (A)11gaaaa(AT)6acaaaataaataaaaatatatatcaaaagaaaaaaatagaaaaagaaaaagaaag(A)1093 106023770 106023862 GGAAAAACTTGGGACATTGG TTGGGGTATTTTGTCCCCTT 262

Ai09B21595 Araip.B09 21595 p3 (CAC)5 15 106039864 106039878 TCCAGCCCATCAACCTCTAC CAGGGTTTGGAATTGTTGCT 238

Ai09B21599 Araip.B09 21599 p3 (TTC)5 15 106068413 106068427 CAACACACCCCTTTACACCC CCACCGGATACATAAATGCC 235

Ai09B21601 Araip.B09 21601 c (AG)17g(GA)6aaaacccaagccacatgcaagaacaaat(CG)687 106074246 106074332 AAGTTGTTTGGAAAACCCCC ACCCAAAAGTGGCACAACTC 260

Ai09B21602 Araip.B09 21602 c (TA)6(TG)19ttttgcatcttagttgttgattgtgattagaaaatttctggattgctaaaaatatagtcaaccctttttatataagaaatgtgttt(TG)8ta(TG)6166 106078535 106078700 TGTTTTGGTTGTTGCACACTC TCACAATCAACAATTAAGATTCAAAA 219
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Ai09B21604 Araip.B09 21604 p2 (TA)6 12 106082398 106082409 CGGAAGGGAGGAAGAAAAA CCATGAGGCCTGTGATTTCT 280

Ai09B21616 Araip.B09 21616 p2 (CA)21 42 106116919 106116960 AAAATTCCGCATCCAATGAC GGACCAAATTGACTTGAGGAA 254

Ai09B21618 Araip.B09 21618 p2 (AT)6 12 106123540 106123551 GGCATGCCCTAAAAACAAAA CACTGTTTGTATGATCCCCG 266

Ai09B21621 Araip.B09 21621 p3 (TTC)5 15 106148232 106148246 AGCCGTTACTGCACGTTCTT CTTCGTGTTACACCCATATCGT 141

Ai09B21623 Araip.B09 21623 p3 (GAG)6 18 106149051 106149068 TGAAGATGAAACACGCGAAG AAGTTAGGCCAAACCACACG 139

Ai09B21624 Araip.B09 21624 p2 (TA)10 20 106162465 106162484 CGACCTCCCAGTTTCAGGTA TCAATGTGAAGCTTAATGCCTTT 272

Ai09B21627 Araip.B09 21627 p2 (AC)36 72 106174265 106174336 GGCCCAAGTCCAACATACAC AGTTATGGCTCCCGGAAGAT 259

Ai09B21629 Araip.B09 21629 p3 (AGA)7 21 106206824 106206844 ATTTCTGGAAAGCCCTGGAT TCAACATCTCTCTCCCACCC 141

Ai09B21631 Araip.B09 21631 c (A)11gagaaaaatggcg(A)1034 106227896 106227929 TTGGCTCTTGAAAGAATGATGA TCTGCTCTTGCCTTTTGGTT 210

Ai09B21632 Araip.B09 21632 c (TA)14tc(TG)13 56 106236245 106236300 AGGACTTATGCAATGCAACCT TGCAAGTTTGCGAACTCTTTT 237

Ai09B21633 Araip.B09 21633 p2 (TA)12 24 106236885 106236908 CTGGGGTAATTTTGTCCCCT TGGAGAAATGTGAGAACTTTGG 193

Ai09B21637 Araip.B09 21637 p2 (AT)7 14 106250054 106250067 CAATTTCTCATATGCAACGGA TTGGTGAACCATTCCAGACA 200

Ai09B21638 Araip.B09 21638 c (TTAG)8(TTAC)7 60 106257686 106257745 CCAACCATTACCCACCACTC TCATGGGTAATCAGCAGCAA 190

Ai09B21639 Araip.B09 21639 c (T)11c(T)10 22 106261153 106261174 TTTTCTTTGGGCCCTCCTAT TTGTTGGCTCTTGAAAGAATGA 250

Ai09B21640 Araip.B09 21640 p3 (TAT)6 18 106264484 106264501 GGGCTAGGGTGAAGGTAAGG AGGGGACCAAAACCGTAAAC 271

Ai09B21641 Araip.B09 21641 p2 (GC)6 12 106267797 106267808 CTCATGGCACAACTCTCTGG CCGGTGGTGCAATTCTAACT 210

Ai09B21643 Araip.B09 21643 p2 (TA)8 16 106287382 106287397 CTTCAACTCACGAGCTGACCT TTATCATGAAATGTTTGTAGAATGACT 265

Ai09B21644 Araip.B09 21644 p2 (CT)7 14 106293161 106293174 TCTTTTCAAAATTTGTTTCAACC AGATGGGAGAGAAGGAGGGA 274

Ai09B21645 Araip.B09 21645 p3 (TAT)6 18 106293509 106293526 CCCCCTCTTTTCTTCCACTC GCTCGAACAATCCCTGGTAA 267

Ai09B21646 Araip.B09 21646 c (T)10gaaaaaacttttgatttttcg(A)1041 106303273 106303313 TCGAAAAATTCAACAAGAACAAAA AGTTTTTGGACGACCCAGTG 232

Ai09B21648 Araip.B09 21648 p2 (AG)9 18 106309569 106309586 TCACGAGACGCAACAAGTTC CTCTCCCTCCTCCCTCATTT 149

Ai09B21650 Araip.B09 21650 p3 (TAT)6 18 106314575 106314592 GTCTGCATCCTTCCCAAAAC AACCGCAGAAAATTGACCAG 195

Ai09B21663 Araip.B09 21663 p2 (TA)10 20 106354797 106354816 GTGATGATGCGGTGAGAATG CCCATCCCCACTAATCTCTG 187

Ai09B21664 Araip.B09 21664 p3 (AGA)5 15 106356565 106356579 GACGACGCAGTAAGGAGGAG GAGTGTACTCGTCCCGGTGT 249

Ai09B21665 Araip.B09 21665 p3 (TTA)5 15 106358895 106358909 TTGCCATGGAAAGGAGTAGG CAGGCGGATATCAAATGGTT 190

Ai09B21666 Araip.B09 21666 p3 (ATA)6 18 106369823 106369840 CATAGCTATAGGCTTGTAGCATTTTT GTTGCCATTACTATTGCCGC 280

Ai09B21667 Araip.B09 21667 c (T)11gtgtctctttttcttcttctttctccgtgcttcctcgtcc(TCT)566 106372346 106372411 ACTGAAGGAGATCGAAGGCA TACTGAACCATCTTCGCGTG 219

Ai09B21668 Araip.B09 21668 p3 (TTA)5 15 106372863 106372877 CCAAACAACATGGCACAAAG CAGAAAGGCAGAAAGGTTGC 216

Ai09B21671 Araip.B09 21671 c (TTA)5t(AAC)5 31 106374819 106374849 GCCTTCGACCTTATCAAGAGG CCTCACCTAGTGGGACAAGC 223

Ai09B21679 Araip.B09 21679 p3 (TTA)6 18 106401209 106401226 TCAGCTCATTCATTATTTGCTTTT GAGACGAAAATGTCCACAGGA 254

Ai09B21680 Araip.B09 21680 p2 (CT)8 16 106401886 106401901 TGAAGGAAAAAGGAGCTGGA GGAGAAATGGCGATTGTGTT 278

Ai09B21688 Araip.B09 21688 p2 (TC)18 36 106494856 106494891 TTCTCTTAAATTTCGAATACTAACCAA CAAACACAGAGAGAGGGGGA 197

Ai09B21689 Araip.B09 21689 p2 (AG)9 18 106503609 106503626 CGTAAAACCTGGATTGAGAGTCA TTTACAGAATACGCCCCCAG 236

Ai09B21690 Araip.B09 21690 p2 (TA)7 14 106504498 106504511 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21692 Araip.B09 21692 p2 (AG)7 14 106512377 106512390 AACAGTCTGCAACATGGAAGAA AATGCACCCATTCAAAGGAG 231

Ai09B21697 Araip.B09 21697 p3 (ACC)5 15 106570405 106570419 CTCGGCTAGACGTCGTTCTC AACACCTGGTCTATGCGGTC 198

Ai09B21698 Araip.B09 21698 p2 (AT)6 12 106571050 106571061 CCATGTGGTGAACCTTCAGA TTTTCAATCAAAACGCATTTCTT 278

Ai09B21701 Araip.B09 21701 p2 (AC)7 14 106588232 106588245 TGGGGCTAAGGTAAAGGTGA GGACAAAAATCACCCCAATG 235

Ai09B21704 Araip.B09 21704 p2 (GA)6 12 106618516 106618527 GGAAAACCCTTAAGCGAAGC GCACAAAATCTAAGGCACGC 273

Ai09B21708 Araip.B09 21708 p2 (TA)21 42 106632105 106632146 CTGAGGCATGCTGGAGACTT TGCGAAGATAACCGATCTGA 269

Ai09B21709 Araip.B09 21709 p2 (TA)6 12 106641730 106641741 GCCTCCTTACCTGCGGTATT GACAGCTAGCCTGCATGTTG 231

Ai09B21711 Araip.B09 21711 c (A)10gtatagttaaagtaactataagtctttggtgttatttttcttttctc(T)1269 106647935 106648003 CTCGACCAACCCAAATTGAT TCTAACCCTCATCACATTCCTC 219

Ai09B21714 Araip.B09 21714 p2 (TA)6 12 106650606 106650617 TTTGGGTAACATTCATCCCC TGGGTGTTGCGTGATCTAAG 220

Ai09B21715 Araip.B09 21715 c (T)10aaaatcataaaaacagaatttaacactctcctaacctataaacattctaaagcaaccaaaattcaaatttaacaaaaatctttaag(T)11107 106659892 106659998 TGCTTAAGCGTGGATTGAAA GGCTGCTTGAAGTGCAAGTT 185

Ai09B21716 Araip.B09 21716 p2 (TA)6 12 106679269 106679280 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai09B21717 Araip.B09 21717 p2 (TA)6 12 106679628 106679639 TTTCAAGGTTGTAATGGGGC GGGGACAAAAATTACCCCAA 254

Ai09B21718 Araip.B09 21718 p2 (TA)6 12 106679853 106679864 TGGGGTAATTTTTGTCCCCT TCACCTTTGTTAGCCCCTTG 132

Ai09B21720 Araip.B09 21720 p3 (TTG)5 15 106706580 106706594 GGTTGACTTGGCTCCATTGT ACAGGGCCAGAGAACAAAGA 252

Ai09B21721 Araip.B09 21721 p4 (AAAT)6 24 106725067 106725090 GCATCTCCTTCAGCAAGACC TGAACCCTATTCTTCAATTCTGC 261

Ai09B21723 Araip.B09 21723 p2 (GA)7 14 106756653 106756666 ACGTTGATGTCTGTGGGTGA ATGCACTGACCGAATTGTGA 253

Ai09B21724 Araip.B09 21724 p2 (TA)6 12 106766031 106766042 CATTTTGCACTTTGGGCTGT TGTCATCCATTGACCAACATTT 242

Ai09B21725 Araip.B09 21725 p2 (AT)12 24 106766856 106766879 AGGGGACAAAATTACCCCAG AATGGGGTTAAGGCAAAGGT 257

Ai09B21728 Araip.B09 21728 p2 (CT)6 12 106785090 106785101 TTGTTTCTTATCTTTTTCAAAACTACC GGGTGAGGAGAGCAGAGATG 278

Ai09B21729 Araip.B09 21729 p3 (TAT)9 27 106785422 106785448 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 179

Ai09B21730 Araip.B09 21730 p3 (TTC)5 15 106787186 106787200 ACCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 204

Ai09B21733 Araip.B09 21733 c (TCA)7tttttttttcttattcatctttttcttcttattttaccttcttgag(T)1279 106800114 106800192 TCCCTCCTCCTCATCTTCTG CAGCATTATGTTCTTCGCTTGA 166

Ai09B21734 Araip.B09 21734 c (CAT)5caccatcttcttctttttttttcttattcatattttccttcttattttaccttctcaagtttcttcttgttttactctcttaagaagaataaaaac(A)12123 106800496 106800618 TCCTCCTCCTCATCTTCTGC CATCTTCCAAGTAATTTTGCAGC 217

Ai09B21735 Araip.B09 21735 c (A)11tcaaatat(AGA)5aacatatattgctgaaaaattatttggaagaggatgaatttacattcattcaactaaaagaaagaaagaaataat(A)11120 106801010 106801129 GCTGCTTCTTCTTTTATTCATCA AAAATGTTTCCTTTAATGCTGC 280

Ai09B21740 Araip.B09 21740 p2 (AT)8 16 106819081 106819096 GGCATCGGATCCAACTAAAA CGACTCTTGTCGTTTCCCTC 230

Ai09B21743 Araip.B09 21743 p5 (TTATT)5 25 106846241 106846265 CATTTTTCGAATATCCTTACCCC AGGGAGATGATGTGGATTGC 187

Ai09B21748 Araip.B09 21748 p2 (AC)17 34 106888959 106888992 TCAGAGGTGGCGAGGTATTC TCTTTTGCTTTCTGCCATCA 189

Ai09B21753 Araip.B09 21753 p2 (CT)9 18 106927774 106927791 GTGCGAGAACAGACCTCCTC AAGAGAGAGGGAGACCGCAT 256

Ai09B21755 Araip.B09 21755 c (GA)7agggagagagaggggggggaaggaagggggagagagagggagaggggagagaaatagggagaaaagaagagagagaagggg(GA)6ggagggggagagagaaaaggaaaggagaaagagaaaaat(GA)7(G)10170 106930151 106930320 TCTTTGATGCACTAATTTCAACTC CCTAGTTTCTATCCCACTCAGTGTT 273

Ai09B21758 Araip.B09 21758 p2 (AT)8 16 106958087 106958102 ATGATCTTTTGCCACCTTGC AAAGGCGAAAAGTTCTCGGT 185

Ai09B21759 Araip.B09 21759 c (GT)7catg(TA)6 30 106964862 106964891 TGTATACGCGGCTGACATTT TGGCTGTATGTGTTGAGGTC 163

Ai09B21760 Araip.B09 21760 p2 (TA)22 44 106966056 106966099 TGAAAAAGACACGGATGGTG CTAATCAATGGAACGCCCTC 198

Ai09B21762 Araip.B09 21762 p2 (AT)6 12 106971868 106971879 TAAAGTGGTCCACCTCGTCC GATGCGAGAACTGTGCTGAA 172

Ai09B21764 Araip.B09 21764 p4 (TTTA)6 24 106977718 106977741 CCATGATGGAGAAAGGGAGA GGTGTTGTTTTCCCTCCAAA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21769 Araip.B09 21769 p5 (TAAAA)5 25 107013358 107013382 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 203

Ai09B21773 Araip.B09 21773 p2 (TA)7 14 107040449 107040462 AACATCATTCTAGTACTTTTGGATCA TAAGTGTAGCCTTAGGTCTCATTTTT 247

Ai09B21778 Araip.B09 21778 p5 (TTATC)5 25 107069346 107069370 GGGACCGAGTCCGAGATATT CAGGTCAGGACAATCCGACT 275

Ai09B21779 Araip.B09 21779 p2 (CT)6 12 107071435 107071446 CCTGTGATTGAGAAGCAATCC AGGCTGGAGAATGGAGGAAT 162

Ai09B21780 Araip.B09 21780 p3 (AAG)7 21 107081806 107081826 AGATCTCATGCCCACGAAAC GGTTGACATCCTCCCTCAGA 199

Ai09B21781 Araip.B09 21781 p3 (AAG)8 24 107092711 107092734 AGGGCTAGGGAGCATAGAGC CACCAGCTGGACACATCATC 205

Ai09B21782 Araip.B09 21782 p5 (TTATC)5 25 107093087 107093111 ACCTGCAAGGGACTCTGATG AACACGACCCAAATCCAAAG 242

Ai09B21783 Araip.B09 21783 p2 (CT)7 14 107105514 107105527 CCTGTGATTGAGAAGCAATCC AGGCTGGAGAATGGAGGAAT 164

Ai09B21784 Araip.B09 21784 p3 (GAA)6 18 107116325 107116342 TGCTTTTAGCACACCAAACG AGCCCTCCATTCTTCCTCAT 166

Ai09B21785 Araip.B09 21785 p2 (GA)6 12 107132145 107132156 ATGAAAACCCAAAACCTCCC AGCATTCTGTGCCTCGTTCT 230

Ai09B21787 Araip.B09 21787 c (T)10gaaa(T)10 24 107146943 107146966 CCAAAGCAGTTTGGGTATGG GGGATTGTTCGAGTTTGGAC 237

Ai09B21788 Araip.B09 21788 p3 (AGA)5 15 107147152 107147166 TTAGAATGTTGCTCGCCCTT CCATTCACCACTCACATCCA 101

Ai09B21789 Araip.B09 21789 p2 (AG)8 16 107148710 107148725 AAGATGGGAGAGGGAGAATTT CTTCTTATCTTTTCAAATTTGTTTCA 273

Ai09B21791 Araip.B09 21791 p2 (AG)6 12 107150795 107150806 AAAAACAATGCCAAAAAGCG TTGATTTTCAAATTTGTTTCAACT 178

Ai09B21793 Araip.B09 21793 p2 (AG)9 18 107156662 107156679 GAGGGTTTGGATTTTTGTGAG TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai09B21796 Araip.B09 21796 p2 (GA)6 12 107168446 107168457 GCACCAGAGCAATGAGTTGA TTCTCTTTCTTCTTTTCAAAAATTCC 210

Ai09B21799 Araip.B09 21799 p2 (CT)8 16 107205597 107205612 CAACATGGTGCAGGAATGAG GATTTGGGAGGGAAATGGTT 250

Ai09B21802 Araip.B09 21802 p2 (AC)8 16 107232835 107232850 TCAATCAGTGCTTATCGGAGG GTGTTATTGGTTGCCATCCC 264

Ai09B21803 Araip.B09 21803 c (AC)6gcacacacacatg(CA)1249 107233065 107233113 CACGAGGAGAAGAGCAGACC GTTTATCACGCGTGTGCG 172

Ai09B21804 Araip.B09 21804 c (CG)7(CA)8(GA)744 107236069 107236112 TCGCATTTATCCGATCATCA CTTTTCTCCTCGCCATCAAG 114

Ai09B21807 Araip.B09 21807 p2 (TA)6 12 107271818 107271829 GGCGTCTGGAGTTCTGTAGC AGCCTGCAAAACTAAGGCTG 215

Ai09B21815 Araip.B09 21815 c (A)10gtctctctttatactcttcaatcttagagtgaagtatcaatttagttcctctttatttttacaaaagacaacacaacttttcaggttatg(A)15115 107337107 107337221 CCAATACTAAATCATGGCACCTG TGAATAACAAGGGGTGAAGTAGC 249

Ai09B21817 Araip.B09 21817 p3 (TAT)5 15 107352411 107352425 AAAGATAGATAAGATGCTCACGCA TGCTAATCTGGATTGTTGACTTG 273

Ai09B21818 Araip.B09 21818 p3 (TGA)5 15 107354164 107354178 TGAGAAAAACAAGACAAACCCA TCAATCCCTAATCCACTGCC 157

Ai09B21824 Araip.B09 21824 p2 (TA)7 14 107366330 107366343 GCCTTAGGTCCCTCATTGTT GAATACTCATTTATGATCATCCCA 249

Ai09B21827 Araip.B09 21827 c (TC)6catttttcgaaaatcttcacccatttttatttatttcattttaatttattttattttcg(AAAT)591 107379037 107379127 TCAAATCAAATCCTTTCAACCA GGGGTTAGCATATGATCCCA 246

Ai09B21833 Araip.B09 21833 p3 (TCT)5 15 107399832 107399846 TGCAGGTTTTCACCGTACCT CCTCCTCATCTTCTGCTGCT 222

Ai09B21837 Araip.B09 21837 p2 (AG)6 12 107427130 107427141 ATGAGAGGGGGAAGTTTTCG AATTGATTTTCAAATCTTTTTCAAC 238

Ai09B21841 Araip.B09 21841 c* (A)10(AT)8* 25 107462458 107462482 CTTGGGACATTGGTTGAGGT CCCATGATTCCCACTTTTTC 275

Ai09B21844 Araip.B09 21844 p2 (CT)6 12 107487580 107487591 GGATTGGTGAAGCTTGGTGT AACCCTGTGCTTTGCACTCT 221

Ai09B21845 Araip.B09 21845 p3 (GAA)5 15 107512662 107512676 CGGTCTTAGGTGCCATCAAT CCTCTATTCCCCTTCTTGGC 170

Ai09B21851 Araip.B09 21851 p2 (AT)7 14 107562975 107562988 TGAAAGTCCCGGATGAACTC CCATTGGACTGTCCCTCTGT 132

Ai09B21852 Araip.B09 21852 p2 (AG)6 12 107570887 107570898 TGGATCCAGAGTTACTCCCA ATTCAAAGAGAGCTCGCCAA 120

Ai09B21854 Araip.B09 21854 c (T)10aaatgaaaaatgcaggatgcagtgatgaacatgaatgctatgcatgattctaggttaatgttaaaat(A)1087 107576434 107576520 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21855 Araip.B09 21855 p2 (AG)6 12 107585765 107585776 TGGATCCAGAGTTACTCCCA TTTACAGAATACGCCCCCAG 217

Ai09B21856 Araip.B09 21856 p2 (AG)7 14 107588543 107588556 GAACCTGAGAGGAAGTTGTAATCC TTCAGCCCAATTCTGAATCC 198

Ai09B21857 Araip.B09 21857 c (T)10caaattggtagggtgccctaaaacaa(T)1046 107591128 107591173 GGGCTCAAAACTCACATGCT TTGCATTGCATAATAGGTTGC 225

Ai09B21859 Araip.B09 21859 p3 (ATT)17 51 107620182 107620232 TCGACCTTTCAAGGCTCCTA CACCCTACCACACAGGGTCT 169

Ai09B21860 Araip.B09 21860 p3 (ATT)13 39 107629843 107629881 AGACCCTGTGTGGTAGGGTG CATAAAGCTGAGGTGACAGGG 182

Ai09B21861 Araip.B09 21861 p3 (ATT)11 33 107643998 107644030 TTCTGAGGTTTGCGCTTTTT TAAAGCTGAGGTGGCAAGGT 156

Ai09B21862 Araip.B09 21862 p2 (TA)9 18 107665117 107665134 GATGATGCTTGTTGGACGAA CACACACACACACACAGCATC 276

Ai09B21863 Araip.B09 21863 p2 (TG)15 30 107665347 107665376 TTTGGTGCTTGTTGGATGAA TTCGAAACTTCAAACCTCCA 243

Ai09B21864 Araip.B09 21864 p2 (TA)6 12 107667473 107667484 CGCTTTTTGATTTTGCGATT TAAAGCTGAGGTGGCAAGGT 123

Ai09B21866 Araip.B09 21866 p4 (AGTT)5 20 107684628 107684647 CAATTCTGCTACTGCGGACA AATGGCGCAATTATCAGACC 190

Ai09B21867 Araip.B09 21867 p2 (AT)7 14 107687451 107687464 TTTTTCAGAATCACAACAATCCA GAATGGCGAAACACACAAGA 273

Ai09B21868 Araip.B09 21868 p2 (TA)6 12 107692505 107692516 TCACATTCACAGCAATAATCCA TGATGGTAACGTAGCTCCCC 263

Ai09B21869 Araip.B09 21869 p3 (ATG)30 90 107693073 107693162 ATCCCTTAATGGCTTCCAGG AGGATGTAAGACCCCAATTTTT 279

Ai09B21870 Araip.B09 21870 p2 (AT)12 24 107697059 107697082 CAAGCTTGCAACAATGTCCA TTTCGTACGGAGATAGGGGA 270

Ai09B21874 Araip.B09 21874 c (T)12aaattatttttcaaaaatttttcaaaaatctttcaaaaattcctcctttgttttcgaaaaatttttc(A)1190 107714684 107714773 TTTGGACAACTGACGGTTCA CAGGCTCCAACATGCTTCAT 213

Ai09B21876 Araip.B09 21876 p2 (CT)6 12 107716135 107716146 TTGGTTTTCAAATTTGTTTCAACT AATAGGATGAGAGAGAGGGGG 276

Ai09B21877 Araip.B09 21877 p2 (AG)6 12 107719031 107719042 AAAAAGGGAAGGGATTTTCG TTCAATCACATCTTTTCAAAATCAA 188

Ai09B21878 Araip.B09 21878 p2 (TG)7 14 107730426 107730439 GTGCGATCATGAGGTGCTAA TCATAAATCAATGGTGGCGA 249

Ai09B21879 Araip.B09 21879 p3 (CGA)5 15 107732941 107732955 GAGAAACGACGGTGGACAAT GGAAGCGTGAGCTTTGGTAG 202

Ai09B21880 Araip.B09 21880 p2 (CT)6 12 107734012 107734023 GACAACGGTGAGGAACCAGT CACCTTCACCAGCAGCAGTA 266

Ai09B21883 Araip.B09 21883 c (T)10ggacccacttaaaaaatgtatgatcacacttgagaaaaatat(A)1062 107757869 107757930 TCTCGACCGTTTAGTGGTCC TTCCATCTAAAAATGGATTCTCTT 234

Ai09B21886 Araip.B09 21886 p2 (GT)6 12 107769513 107769524 GAGAGTGTTCTTCCCCTCCC GGCCCAACTAAACTAAGCCA 104

Ai09B21887 Araip.B09 21887 p2 (TC)6 12 107792975 107792986 CCCAAAAACACTCTCAATTTTTG GAACACTTGGAGCAGCACAA 180

Ai09B21891 Araip.B09 21891 p2 (TA)6 12 107804578 107804589 CCAACAAGGCAATGATGTTG GAGTGCTTAGAATTTTCAAAAACCA 146

Ai09B21892 Araip.B09 21892 c (A)10tattttc(A)11 28 107817830 107817857 TTTGGACAACTGACGGTTCA AAGCCCCAGTCCAAAAGAAT 253

Ai09B21893 Araip.B09 21893 p2 (CT)6 12 107819259 107819270 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai09B21894 Araip.B09 21894 p3 (TTC)5 15 107822239 107822253 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 209

Ai09B21895 Araip.B09 21895 p3 (AAT)6 18 107826863 107826880 TCAGCAGTGTAAATAAGCCACAA TTTTAAATTCTATCACGAGGTAAAGC 277

Ai09B21897 Araip.B09 21897 p2 (TC)8 16 107848169 107848184 CCCTCCTCTCTTTCTGTCTCC TCTCTTGCGCTCTTTCTTCC 239

Ai09B21899 Araip.B09 21899 p2 (AG)8 16 107848807 107848822 GGGAAGAAAAGAGAAAAAGGGA TCTCTCCCCCTCATCTCTCA 195

Ai09B21904 Araip.B09 21904 p3 (TAT)53 159 107865081 107865239 TCTTTGCCTATGTTATTCATCATTG TTCACTTTTGGCTACACTTTTCA 273

Ai09B21905 Araip.B09 21905 p2 (TA)6 12 107877638 107877649 GAAGATAACCAGCCCGAACA TTGTTGAGGCATGCTGAAAG 241

Ai09B21908 Araip.B09 21908 p4 (CTAC)7 28 107907876 107907903 CGCTATTTGGTTGAAAGGGA TGTATCCATTGAAGGCGTGA 279

Ai09B21910 Araip.B09 21910 p4 (TATT)7 28 107914172 107914199 TCCCCTCATCTGTCTTGCTT GACCCACAGCCAAATCAAAT 170
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Ai09B21912 Araip.B09 21912 c (T)10agttgggcccttataaatttaagtcaattactactaagagggacttaattg(A)1071 107924565 107924635 TTTAATTGGGTCCCTACACTTTTT TCAGGCATTGACTTGCATCT 247

Ai09B21917 Araip.B09 21917 c (A)10gaattaaaaaaattattcttcaataaaatagttgactaatgtcaactacttaaaagttag(T)1383 107963090 107963172 TTTTTAGGTATTTCTGCTTTATTGTTT TTACACATGGCCTTGGAAAT 225

Ai09B21923 Araip.B09 21923 p2 (AC)7 14 107979343 107979356 AGGAAGCATGAATTGTTGGG TCGCTTGATTTTTGCTTGAA 276

Ai09B21926 Araip.B09 21926 p2 (TG)20 40 108004614 108004653 GATGTAGGTCGAGAGGCACC GTTAAGGCCGGCCAGAGTAT 279

Ai09B21928 Araip.B09 21928 p2 (AC)8 16 108015560 108015575 ACCCCGAACCCTACCACTAC TGAAATCCCCTTTCCTTCCT 139

Ai09B21934 Araip.B09 21934 p2 (GA)6 12 108038698 108038709 GAAGGAGGTGAGAGAGGGAGA TTGATTTTCAAATTTGTTTCAACT 263

Ai09B21940 Araip.B09 21940 p2 (TA)7 14 108057360 108057373 TGGGGTATTTTTGTCCCCTT CTTGGGACATTGGTTGAGGT 215

Ai09B21941 Araip.B09 21941 p2 (TA)6 12 108059485 108059496 GCCTTTTGTCCCTCATTTTT CATTCCAATATTTTTGGTTCATTG 257

Ai09B21945 Araip.B09 21945 p3 (AGA)6 18 108085670 108085687 TTGTCTCCCCTTTCCCTCTT AACCACATCTCCCTCTCCCT 182

Ai09B21946 Araip.B09 21946 c (A)10cc(A)11 23 108100981 108101003 TCGAGTTTGGACAACTGACG AGAGGACTGGCCAAGAACAA 273

Ai09B21949 Araip.B09 21949 p3 (AAG)5 15 108116410 108116424 GTTGGTGATGGAGAGGAGGA CTGCAGCCTCTTCTCGAAAT 123

Ai09B21951 Araip.B09 21951 c (TA)9ttagattagataggaacaatgaaaaggtacatacttttacaataaaaataagttattggtacttgaacaaagttagggtg(A)10108 108130518 108130625 AGTGCTTTGTGTTTGTTGAAGA GACATCATCACCAACGATGC 226

Ai09B21952 Araip.B09 21952 p5 (TTTTC)5 25 108139918 108139942 CATCGCTTGGTGTTTAGGGT GAAAAATGGGTGCACATTCA 257

Ai09B21956 Araip.B09 21956 p2 (CT)7 14 108201136 108201149 TGTTTCTTATCTTTTTCAAAATCACCT TCGAATTTTTGGTGGTGTGA 274

Ai09B21957 Araip.B09 21957 c (CT)6gagttcagattttcttcttttcttctactaacacaaggacctctatactgtggtataaaggatcca(TAT)593 108201380 108201472 TTTCAAAAATTCCTTCCCCC TTCTTGTCCTTGCTCCTGCT 228

Ai09B21958 Araip.B09 21958 p3 (TCT)6 18 108203924 108203941 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B21963 Araip.B09 21963 p2 (CT)6 12 108225319 108225330 CGTTTAACACCAGGAATGGG ATAGGTGAGGGGTTTTTGGG 244

Ai09B21964 Araip.B09 21964 c (A)10ggatatatgc(A)1030 108227283 108227312 TGGCTCTTGAAAGAATGATGG CACCCTTGCCTTTTGGTTTA 183

Ai09B21966 Araip.B09 21966 c (T)11gaaaaccgaaat(TAAAA)548 108244386 108244433 CCATGATGGAGAAAGGGAGA TTTGAAAATCCTCACCCACA 198

Ai09B21967 Araip.B09 21967 p3 (TTA)5 15 108253625 108253639 TTGCCATGGAAAGGAGTAGG GTCGATCCCACGAAGATTGT 248

Ai09B21969 Araip.B09 21969 p3 (TCT)5 15 108258845 108258859 ACCCTTCACCACTCACATCC CTTGGAGGTGGAAGCTTTTG 265

Ai09B21971 Araip.B09 21971 c* (A)10gagagaaaag(A)10(AT)7*43 108267559 108267601 AAGTGTGGGAAAACTGTGGG TGGGGTAATTTTGTCCCCTT 239

Ai09B21972 Araip.B09 21972 p2 (CT)6 12 108278348 108278359 CAATCCTGAAAGAAAGAGAAATCC GGGCTATTTTCGACCCTGTT 190

Ai09B21973 Araip.B09 21973 c (T)11ctaatgcactggtgacgcggacgcgtcagcgacgctgccgcgtcgcgtgcgtgctttgttcttc(T)1691 108280728 108280818 ACGTCTCTAGCCACGCTCTC GTGCTAGGTGGGAGACAACC 279

Ai09B21975 Araip.B09 21975 p2 (CT)6 12 108283936 108283947 CCTGATAAAAAGAAACAATCCTGAA ATCAGCGTGGCAGATTTCTT 239

Ai09B21976 Araip.B09 21976 p2 (TA)7 14 108287585 108287598 GAAACCCAAAGCAGATGAGC CTTCACTCTGGGCCTTCTTG 271

Ai09B21981 Araip.B09 21981 p3 (ATT)7 21 108337053 108337073 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 175

Ai09B21983 Araip.B09 21983 p3 (CGC)5 15 108341147 108341161 CTCACCCACGGTACACACAC TGCGTTCGACCTCTCTCTCT 203

Ai09B21985 Araip.B09 21985 p2 (CT)6 12 108350307 108350318 TTTCTTACCTTTTTCAAAACCACC AAGGAGATGAGAGGGAGAGAGAA 218

Ai09B21988 Araip.B09 21988 p2 (TA)7 14 108361388 108361401 TTCCTATCTCATTTGCTAAAGTGC GGGTTTATTAACCTCCCCACA 262

Ai09B21989 Araip.B09 21989 p2 (TC)6 12 108362264 108362275 AAATGTGGAAATGCACCCAT TCCCAAAACAAGAAGAAATCC 126

Ai09B21990 Araip.B09 21990 p3 (TTA)5 15 108366160 108366174 GGGTGGTTGTATGCACGATT GCAAAAACACCACAAATCTCC 239

Ai09B21991 Araip.B09 21991 p3 (ATT)16 48 108368046 108368093 CTTGTAATTTGTAAGACTCCAGATTTT TCGGCCACTTTCTCCTTTTT 280

Ai09B21993 Araip.B09 21993 p2 (GA)6 12 108368398 108368409 CTAACCGGTTTTGCATGCTT TCCCTTTGAAATTCCGTCTG 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B21994 Araip.B09 21994 p3 (GAA)8 24 108369473 108369496 ACGACTACGTTCCAGGTGCT GAAGCTAGAATCCGGCACAG 206

Ai09B21995 Araip.B09 21995 p3 (TTA)5 15 108370922 108370936 TGTTGGCTATGGTCAAGGTG TCAAATTCAGGCATACTTGTGG 252

Ai09B21996 Araip.B09 21996 p3 (ATT)5 15 108376756 108376770 TTTTCGAGGACGAAAATTTGTA AGGCATTCAGCCACTTTCTC 280

Ai09B22005 Araip.B09 22005 p2 (AT)7 14 108397544 108397557 TTCACTCCACATCGTACTTCTAGC AGCGTGCATGCAAATACAAG 275

Ai09B22008 Araip.B09 22008 p2 (AT)9 18 108460579 108460596 TTTATGGGACAAAAATACACTTATTGA TTCTTTTGTGGCGGTTCTCT 216

Ai09B22016 Araip.B09 22016 p2 (TA)7 14 108510839 108510852 TGGGTTAGACCCCAAAGATG TACCAAGGCTGTAATCGGGT 246

Ai09B22018 Araip.B09 22018 p2 (AT)8 16 108520660 108520675 CTTTCCAGTTGAGTGGATTCG AACTCCATTTAGTGCCACGG 139

Ai09B22021 Araip.B09 22021 p2 (TA)8 16 108527448 108527463 CCCATTTCTATGGTGCAAGG GCACTTTACGTAGGGCCTGA 278

Ai09B22023 Araip.B09 22023 p2 (AT)6 12 108536712 108536723 TTCATGATAATGCCAAACCTAAAA TCTTGTAGTGCGTTTTGCCA 242

Ai09B22024 Araip.B09 22024 p2 (TC)45 90 108537133 108537222 CGGTGGATAAATCTGCTGGT CGAGAATGATGGTGGTGATG 277

Ai09B22025 Araip.B09 22025 p2 (AT)6 12 108544035 108544046 GCGCATAAAATTGTTGGGAT CATGTCAATATAATTGAAGATGTGGA 209

Ai09B22026 Araip.B09 22026 p2 (TG)8 16 108544391 108544406 AGAAGCGACTTGTACCAACGA GGTCCCAGCCTAACTAAACG 140

Ai09B22028 Araip.B09 22028 p2 (CT)6 12 108548080 108548091 GGAACATTGAACGTGTGATGA GATTTCGCAACCAGCAATTT 228

Ai09B22030 Araip.B09 22030 p2 (CT)6 12 108557054 108557065 GGAACATTGAACCTGTGATGAA GATTTTGCAACCAGCGATTT 228

Ai09B22032 Araip.B09 22032 c (T)10ctatatattattttttttcgccta(T)1246 108622491 108622536 TATTGAACCTTGCTTTGGGG TGAGAATCTTGGGAATTGGG 191

Ai09B22033 Araip.B09 22033 p2 (AT)6 12 108630630 108630641 TTTCGTGCACCAAGTTTTTG CAGCCAACCAGACTTCAACA 218

Ai09B22034 Araip.B09 22034 p2 (AT)16 32 108634574 108634605 TGGTTAGTTGTGCGGAGTTG TTCCAGGAATCATGCAATGT 230

Ai09B22035 Araip.B09 22035 c (T)10cc(T)11 23 108644212 108644234 ATTTCTGGAAAGCCCTGGAT TGAAGCAAGAAAAAGCAGCA 266

Ai09B22036 Araip.B09 22036 p3 (AGA)7 21 108645149 108645169 TCTTTCCATCTCCATGGCTC CACACATCCCTCCATCTCCT 215

Ai09B22037 Araip.B09 22037 p2 (AG)6 12 108647596 108647607 GAGAGAGAAGGGGAATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 235

Ai09B22044 Araip.B09 22044 p2 (AG)6 12 108709990 108710001 GAGAGAGAGTTAGTTAGGTGGTTTTGA AACTTCCCAACTTCTTATCTTTTCA 261

Ai09B22046 Araip.B09 22046 c (T)12agtaaaaata(T)1335 108711511 108711545 TGGGCTGGTGTGATTAGTTG TGCTGTCATCTTGTTGCTCA 274

Ai09B22047 Araip.B09 22047 p3 (TTC)5 15 108721767 108721781 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai09B22051 Araip.B09 22051 p2 (TC)6 12 108739332 108739343 TCGCTTCTTTAGCTTCTTCCTC AAAACCATTTTCTGCAGTCACA 119

Ai09B22054 Araip.B09 22054 c* (AAG)24aaa(AAG)14(AAGA)11*158 108767606 108767763 AACCATATGGATTGATGGTGTAT CCTAGCTACCCATTTCATTGC 217

Ai09B22057 Araip.B09 22057 c (T)10gccatttttc(T)1030 108787022 108787051 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGAA 171

Ai09B22061 Araip.B09 22061 c (AT)7acacagaaaat(A)10gcaatgatggatctaaggctacacttatatacagtagctatggtatac(A)1194 108816439 108816532 TGGCAACTTAAATTTTGTTTAAGGA GTGTAGCCTTAGGTCCCTCG 274

Ai09B22062 Araip.B09 22062 p2 (AG)10 20 108817453 108817472 CAGGAGGGACATGGAGAAAA TAAATCCGACGGTAACGAGC 123

Ai09B22063 Araip.B09 22063 p2 (TC)7 14 108820199 108820212 CACATGCAGTCACAAGCACA TTGCCATTTTTGGCTCTACC 247

Ai09B22064 Araip.B09 22064 p6 (GGCGGA)5 30 108820448 108820477 GGTAGAGCCAAAAATGGCAA TCAACCGTCTCAGAGAACCC 174

Ai09B22066 Araip.B09 22066 p2 (TA)6 12 108822713 108822724 TGACCTTTATTTAATTAGCTAGGTGC TCATTATTCGCAGACGCTTG 280

Ai09B22067 Araip.B09 22067 p3 (ATT)5 15 108823523 108823537 GTGATGGTGATGATGATGGG CTTCCTGTTCCAGCCAAGAC 276

Ai09B22069 Araip.B09 22069 p3 (CAC)5 15 108824770 108824784 CAAATCAAAATCGTTTCCGC AAGAGGAACATGACCATCGG 246

Ai09B22071 Araip.B09 22071 p3 (AGA)6 18 108828891 108828908 CGAAAGGTAGGCGTTCTCTG GTGCCACCACTCCGTATTTC 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22073 Araip.B09 22073 p2 (CT)7 14 108851532 108851545 GAGTTCATGAGCCAAATTGGTA GCCAGAGAATGGAGGAATCA 237

Ai09B22074 Araip.B09 22074 p2 (CT)7 14 108868024 108868037 GAGTTCATGAGCCAAATTGGTA GCCAGAGAATGGAGGAATCA 237

Ai09B22075 Araip.B09 22075 c (AGA)6tatggaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaacagaagggatgaccataaatg(GA)6102 108879588 108879689 CGGTCTTAGGTGCCATCAAT ACCTCAGGTCTGTGGACACC 278

Ai09B22076 Araip.B09 22076 p2 (AG)7 14 108881974 108881987 CTCGAACACAGAGAGGGAGG TGTTTCTTATCTTTTTCAAAACTACCA 275

Ai09B22077 Araip.B09 22077 p2 (CT)6 12 108890218 108890229 GAGTTCATGAGCCAAATTGGTA AATGGAGGAATCAAAAGGGG 227

Ai09B22083 Araip.B09 22083 p6 (AAAAAT)5 30 108906219 108906248 AAGCAGTGAAAAACACGAAGC GACAGCTTGATTTTAGCCGC 135

Ai09B22084 Araip.B09 22084 p2 (TA)10 20 108909708 108909727 CAGCCAAAGATAACATCGCA TCGAAGACATACGAGGATTGG 267

Ai09B22085 Araip.B09 22085 p2 (AT)8 16 108910957 108910972 GCAAAACTCCTTAACACATCCA CTCAGCTTTCTTGCCAAACC 211

Ai09B22086 Araip.B09 22086 p3 (CTT)5 15 108920319 108920333 GCTGCAAAACTACTTTGAAGATGA TGAAGAAGATGATGATGATGAAA 280

Ai09B22087 Araip.B09 22087 p3 (TCT)5 15 108920725 108920739 CCTCCTCATCTTCTGCTGCT TTCACCCTCTTTCAAGTAATTTTG 208

Ai09B22088 Araip.B09 22088 p3 (AAG)5 15 108920922 108920936 TGCTACAAAATTACTTGAAAGAGGG GCAGCAGAAGAGGAGGAAGA 244

Ai09B22092 Araip.B09 22092 p2 (TA)6 12 108950705 108950716 GCCACGGTTTATGAGGAGAA GCTTCTTCACCCACTTGCTC 274

Ai09B22095 Araip.B09 22095 p3 (AAT)6 18 108960481 108960498 CACGTGCATGATACGGGTTA TTAAATGGCGTTGTGCATGT 250

Ai09B22096 Araip.B09 22096 c (T)10gcagttttccagtttgaaaatcccttcaaaacagcgccgtttttggccttc(A)1273 108962624 108962696 ATTGAACCGGCAATTAACCA TCCGTTAGGGTTTCCATCTG 242

Ai09B22098 Araip.B09 22098 p3 (AAG)5 15 108965679 108965693 TCATCCATTTCTCTCACTCACC AAAATGAAATCGCACGGTTC 262

Ai09B22099 Araip.B09 22099 p2 (TA)7 14 108967515 108967528 TACGGTGATCCGATGGTTTT GGTCAATTCTTGTCACCCTGA 247

Ai09B22105 Araip.B09 22105 p3 (CTT)5 15 108979506 108979520 CAACCTCTTCCTCTTGGCAG CAGCCACAGCTCTATGTGGA 217

Ai09B22108 Araip.B09 22108 p3 (CTT)5 15 108985649 108985663 TCTTGACTTTCCCATGGAGG TCAACAAATGGAGCAAGCAG 243

Ai09B22111 Araip.B09 22111 p2 (GA)6 12 108994320 108994331 GTTGTCGCTGAGGAAGGAAG CTCTTCCAGTGACCAGCTCC 236

Ai09B22113 Araip.B09 22113 p3 (GAA)6 18 109000571 109000588 CGGTCTTAGGTGCCATCAAT ACCCTAAATGGCCGAAACTT 253

Ai09B22114 Araip.B09 22114 p2 (GA)7 14 109002782 109002795 GGAGCAGTGATGTGAGATGAAG TTTTTATCTTTTTCAAAACCACCT 272

Ai09B22120 Araip.B09 22120 p2 (TA)7 14 109019233 109019246 AGCTGCTTCTTGTGCCGTAT GGCTCTATTCAGCTTCACCG 154

Ai09B22121 Araip.B09 22121 p3 (CCT)5 15 109019385 109019399 AACAATGCCACCACCATTTC CAGCCAAAAATGCATCAAAA 280

Ai09B22122 Araip.B09 22122 p3 (CTT)5 15 109022316 109022330 TTGGCATTCTTGAAGGTTGA CAAATTGCCAGCATCATCAC 245

Ai09B22124 Araip.B09 22124 c (T)10aaaaccaaaat(TAAAA)546 109040469 109040514 AAAATTGCTGGCTCTGATGG TCATTTTCGAATTCCTTAGGTTG 193

Ai09B22128 Araip.B09 22128 p2 (AT)16 32 109066111 109066142 TCACCTCTACAACCACCTTGC TTGATGCCATTCACCTGTTT 185

Ai09B22129 Araip.B09 22129 p2 (AT)6 12 109068911 109068922 CGTCAACGAAGGTACCGATT TTTTCGCCCAAATTTCCATA 271

Ai09B22131 Araip.B09 22131 p2 (CT)11 22 109075815 109075836 TTTTTGTTTGTTTCTTACCTTTTTCA GGGGTTCGAATTTGGAGAGT 261

Ai09B22132 Araip.B09 22132 p3 (TTC)6 18 109077774 109077791 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 210

Ai09B22134 Araip.B09 22134 p2 (AT)10 20 109088132 109088151 TTGAGCCTAGCCGTGACTTT AAGGCTTTGAGCACCACTGT 154

Ai09B22137 Araip.B09 22137 p3 (TTC)6 18 109100062 109100079 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 209

Ai09B22140 Araip.B09 22140 p2 (CT)6 12 109112178 109112189 CATGGAGTTCATAAACCAAATTGA AAGAAAAACCCAACAACTTTTCA 245

Ai09B22142 Araip.B09 22142 p2 (TA)6 12 109129840 109129851 TGTCATGCAATGCAATTTAATC CAAAATCCAGTGAGGGTTCAA 279

Ai09B22143 Araip.B09 22143 p2 (CT)6 12 109153216 109153227 TCTAGCGATTTCTGGGCTGT AAACCTGGGATCGAGAGTCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22146 Araip.B09 22146 p2 (CT)6 12 109159672 109159683 CCAGTGATTTTTGGGCTGTT AAACCTGGGATCGAGAGTCA 221

Ai09B22147 Araip.B09 22147 p2 (TA)26 52 109166768 109166819 CAGGTTGTGTGTTCTTTGGC CAGAATCACAACAATCCACACTG 238

Ai09B22148 Araip.B09 22148 p2 (CT)7 14 109175920 109175933 TGCAGGGATGAGAAATCCTT ATAGGTGAGGGGTTTTTGGG 136

Ai09B22153 Araip.B09 22153 c (ATAC)9ataaatacatatatac(AT)37126 109196143 109196268 CGAACTCAACCTGCGAATCT CCCTCCTAGAGGTTGACTTGG 224

Ai09B22154 Araip.B09 22154 p3 (TTA)14 42 109197037 109197078 GTCCGGTAGCTAATCCGACA TCGATCTTAATTATTGTCAAGTAGAAA 273

Ai09B22158 Araip.B09 22158 p2 (TA)6 12 109200646 109200657 TTTGCATAAGGAGGGAGCAT CACTTTTTCAACGTCCACCA 225

Ai09B22160 Araip.B09 22160 p2 (TA)6 12 109202179 109202190 TTTGCATAAGGAGGGAGCAT CACTTTTTCAACGTCCACCA 225

Ai09B22162 Araip.B09 22162 p2 (AC)20 40 109205086 109205125 CCTTTTGCATTGAGCCTTCT CTGGGTCTTACATTCCACCC 260

Ai09B22163 Araip.B09 22163 p2 (TA)11 22 109209023 109209044 TTTTCCCTCGCCTTTATCTTT GGGACTATGATCTGGGCTGA 229

Ai09B22164 Araip.B09 22164 p3 (CAT)5 15 109218958 109218972 AAACCAGCCTCCAGTGAAGA TGTTCTTTCAAGGGTTGAGTGTT 233

Ai09B22167 Araip.B09 22167 p3 (AAT)6 18 109226172 109226189 GGCTCTGGATCTGCTTTCAC GAACCCCCTCTTCCATCTGT 179

Ai09B22168 Araip.B09 22168 p2 (AG)6 12 109226508 109226519 AGAGGGGGAGTGAATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 220

Ai09B22170 Araip.B09 22170 c* (ATAC)19(AT)9(TATG)9*127 109253859 109253985 ACCTGCAAATCTAAGGCCG CCCTCCTAGAGGTTGACTTGG 221

Ai09B22175 Araip.B09 22175 c (GC)6(AC)11aa(AC)20(AG)1096 109260719 109260814 GAGGGTTAGCTGCTGGTGAG GTACGGGTCTCCCCTCTCTC 194

Ai09B22176 Araip.B09 22176 p2 (TA)8 16 109263829 109263844 TTTTTCCCTTGCCTTTATCTTT ACAACCGGGACTACGATCTG 240

Ai09B22177 Araip.B09 22177 p3 (CAT)5 15 109273629 109273643 AAACCAGCCTCCAGTGAAGA AGCTTGGATGGCCATTTTCT 256

Ai09B22181 Araip.B09 22181 p2 (TA)6 12 109276578 109276589 TTTGCAGCTTTGCATAAGGA GAAATTTATGCCCCCACCTT 278

Ai09B22183 Araip.B09 22183 c (A)12caccttgatgcactgattcagggatacaattgatccttcatg(A)1064 109283766 109283829 GATGAAGGCATCAATTGTGGT TCTTCTCATTCATCCATTTAATTTGT 264

Ai09B22184 Araip.B09 22184 p5 (TTATC)5 25 109288694 109288718 TGCTGCTGATCCTTTGTCAC CAGAGGAACACGACCCAAAT 279

Ai09B22185 Araip.B09 22185 p3 (TGA)5 15 109291763 109291777 CGAACTCCAGGGTCATCTTG CAGGCTTGGAAGAAGTCAGG 224

Ai09B22187 Araip.B09 22187 p3 (GAA)5 15 109315566 109315580 CGGTCTTAGGTGCCATCAAT ACACAACCCCTTCTCCCTCT 148

Ai09B22188 Araip.B09 22188 p2 (AG)7 14 109319434 109319447 GAAAAAGGGGGAGATATTTTCG TCACCTTTTCCAAAAATTTGATT 173

Ai09B22190 Araip.B09 22190 p2 (TA)11 22 109328762 109328783 TTTGCGAAGATAAACTGGCA CAAATGCAGGTTGAGAAGCA 265

Ai09B22191 Araip.B09 22191 p2 (AT)16 32 109341271 109341302 TTTGATTTTGGGGAAGTTGG TGAACTTTGGGGCATTTTGT 270

Ai09B22193 Araip.B09 22193 p2 (TA)7 14 109358356 109358369 GGCATTTTTGTCCCCTTTTT ATTTGGGAATTGGGTGCATA 121

Ai09B22197 Araip.B09 22197 p3 (TAA)5 15 109399348 109399362 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 174

Ai09B22198 Araip.B09 22198 p2 (AG)11 22 109399688 109399709 GAAAAAGAGGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 275

Ai09B22200 Araip.B09 22200 p5 (TTATC)5 25 109408273 109408297 AGACACTCCGACGCTCAAGT TTCGAATTCAAACGTCTCCC 212

Ai09B22204 Araip.B09 22204 p3 (GTA)5 15 109442352 109442366 ATTCCACTTGCTCTGGGTTG CTTGCCCTATGGCTGATGAT 217

Ai09B22208 Araip.B09 22208 p2 (CT)6 12 109465423 109465434 CCCTTCCACCCTTCTTCTTC GAGACAGGTTGTGTTTGCCA 238

Ai09B22209 Araip.B09 22209 p4 (ATTT)5 20 109473034 109473053 CGCCACAATCACATGGTTAG TGAAGCAAGAAAAAGCAGTGAA 280

Ai09B22211 Araip.B09 22211 p3 (AAT)5 15 109485250 109485264 TATTCAAACCTCGGGTCGTC TCCCTTGACTTTCCTTTGCT 265

Ai09B22212 Araip.B09 22212 p2 (AT)6 12 109507052 109507063 AATGCATCCATCAAGTGCAA TTGTTGGTTTTGGGAATGCT 128

Ai09B22214 Araip.B09 22214 p2 (AG)7 14 109519639 109519652 GAAATTTTGAAAAAGGTGGAAGA CCTTGTGATTTCTTGTGAATCAA 226
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Ai09B22217 Araip.B09 22217 p3 (GAA)5 15 109522990 109523004 CAAGTCACGAAGCACCAAAA CGCGTCCGTTTCTTGTTATC 264

Ai09B22220 Araip.B09 22220 p4 (AAAT)6 24 109549588 109549611 TCGAAAATCTTCACCCATTTTT CCAATGGAGGGTATGCAGAT 240

Ai09B22227 Araip.B09 22227 p3 (TTA)5 15 109592168 109592182 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 237

Ai09B22234 Araip.B09 22234 c (A)11caaattgagatatatgggattttctacccagaaagaaaaactaacgttccaatac(T)1076 109634110 109634185 GGCCAAATGCATTGTTTTCT AAATGGCCATCCAAACTGAG 245

Ai09B22235 Araip.B09 22235 c (T)10ctg(A)12 25 109634597 109634621 TGCCATTAGTGTGCTTTCCA GAATTCAAACAAATTGTCGGTT 146

Ai09B22237 Araip.B09 22237 c (T)10c(T)10 21 109644487 109644507 TCACTCATGCATACTCTTTCCAA TGTGTTAATCAAGTGTGGGGG 269

Ai09B22238 Araip.B09 22238 p3 (TCT)7 21 109667900 109667920 CGAACTTTAACCCCTCTCCC CGGTCTTAGGTGCCATCAAT 243

Ai09B22242 Araip.B09 22242 p6 (TTTATT)5 30 109691593 109691622 TGAAGGCAACATTGAGCAAG TCTCTGTTTTGTGTGCCGAG 242

Ai09B22243 Araip.B09 22243 p2 (GA)6 12 109703337 109703348 TCCTTAACAATCCACAAGCAAA TTCCCCTTCTTCCTTCTTCC 253

Ai09B22244 Araip.B09 22244 p4 (AAAT)8 32 109705761 109705792 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 174

Ai09B22246 Araip.B09 22246 p3 (GAG)8 24 109729750 109729773 TTCTTGAGTTCAGGGGATGG TTGCTTTCCTCCGACTTGAT 180

Ai09B22249 Araip.B09 22249 p2 (AG)6 12 109737633 109737644 AGGCTGGAGAATGAGGGAAT TTCATAAACCAACATTTGGGAA 241

Ai09B22255 Araip.B09 22255 p2 (GC)6 12 109755666 109755677 ATGCATGCCTGAGTGAACTG CTTGGACCAAAAACCCAAGA 269

Ai09B22260 Araip.B09 22260 p2 (AG)6 12 109800029 109800040 GTTTGGGAGGGAAATTGGTT GGTGTTTACACGCAACATGG 276

Ai09B22261 Araip.B09 22261 c (T)10cttttctttctc(T)1032 109811768 109811799 TTTATTCCTATGGGCCCTCC TGGCTCTTGAAAGAATGATGG 240

Ai09B22262 Araip.B09 22262 p4 (TTTA)5 20 109818403 109818422 TCCTTCTGGGCTGTTCACTT TCGAAAATCATATCCAGAATTTTTC 242

Ai09B22263 Araip.B09 22263 p2 (GA)6 12 109823781 109823792 GTGCAGTGAAGTCACCAAGC TTTCTTATCTTTTTCAAAACCACC 109

Ai09B22265 Araip.B09 22265 p3 (AAT)6 18 109829615 109829632 TTATTTTCGGCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 256

Ai09B22266 Araip.B09 22266 c (T)11gaaatcaaaaataaaaaataaaaataattagtt(A)10gaaatttttgaaaaagagggaagatattttcgaaaaat(GA)9110 109829876 109829985 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 249

Ai09B22273 Araip.B09 22273 p2 (AG)7 14 109858631 109858644 CGGTTACCGCCACTTATAGC AAACACCCTTACCGACAACG 210

Ai09B22278 Araip.B09 22278 p2 (TA)7 14 109883504 109883517 CAAAACAATAAACGACGAGGG AGGTTCAGGAATCCTTGGTG 105

Ai09B22279 Araip.B09 22279 p2 (GC)6 12 109887148 109887159 ATATGTCAACCACCCGGAAA GAGGAAGGAGAAAAGCAGGG 243

Ai09B22280 Araip.B09 22280 c (A)10gaaaa(T)10aataataaaaaaaatataataataaataaataaataaaatactaaaaaaattaaaaatatataaaaaaaa(T)10105 109887334 109887438 ATTTGCACCCTGCTTTTCTC GACAAAAGGAAATGGAAGAAGA 253

Ai09B22283 Araip.B09 22283 p3 (TTA)7 21 109924516 109924536 GGCCTTCAATTGGAGAACAA GCTTAATCATTAGAACGAACCTCA 256

Ai09B22284 Araip.B09 22284 p2 (TA)6 12 109932158 109932169 TTTCAAGGTTGTAATGGGGC GGGGACAAAAATTACCCCAA 254

Ai09B22285 Araip.B09 22285 p2 (TA)10 20 109932381 109932400 TGGGGTAATTTTTGTCCCCT GCCCCTTGAGCTTTTAATCC 218

Ai09B22288 Araip.B09 22288 p3 (CTT)5 15 109963287 109963301 TCTTCACGGTTTCTCAACCA TCACCCTAATGAAGATGGGG 176

Ai09B22291 Araip.B09 22291 p2 (TG)6 12 109983256 109983267 TTTGGATGAGGGTGAAGGAG AGATTAGCCGAACCCCCTTA 110

Ai09B22295 Araip.B09 22295 c (T)10aggatttgaatgattctttatcttatgttttgg(T)1154 109998026 109998079 TCTTGTTCCTGAATTTTGGACTT TCGGACGTTATTGATGTGGA 249

Ai09B22299 Araip.B09 22299 p2 (TC)24 48 110017430 110017477 GGGATGAGAAATCCTCGACA TAGGTGGGGTTTTAGCAACG 207

Ai09B22300 Araip.B09 22300 p3 (AGA)5 15 110023367 110023381 GCCACAATCTGAGGTCCAGT CCCTCCATTCCTCCTCATTT 215

Ai09B22301 Araip.B09 22301 p2 (GA)7 14 110026780 110026793 ACAGATGGAAGAGGGGGTTC TCGAAAATATCTTTCCTCTTTTTCA 233

Ai09B22302 Araip.B09 22302 p2 (AG)8 16 110026946 110026961 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai09B22305 Araip.B09 22305 p3 (GAG)6 18 110039121 110039138 AAATAGGTTCCGAGGAGGGA CAAGAGGCCAAAAAGAATGC 189
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Ai09B22309 Araip.B09 22309 c (T)10ctttttctcctttttttctt(TTA)22ttgttattatta(TTG)10138 110066912 110067049 GGACATTTTGTCCCCTTTTATT GGTTTAAGAATTGGGTGTTGC 277

Ai09B22311 Araip.B09 22311 p2 (CA)6 12 110075176 110075187 ACATGCTTTCATCAGTGGCA CACAGATACGTGTGATCGCC 248

Ai09B22312 Araip.B09 22312 p3 (TTC)11 33 110090816 110090848 TTTTCGAATTCTTCTCCTCTCTTT CTTCCGGAGTGTTGTGCTTT 277

Ai09B22315 Araip.B09 22315 c (CTT)7t(TTC)5ttaccaccgaccccaccgccgcaccgccacccgttgcccgccg(CTT)595 110103535 110103629 TGCTACTTGTGGTAAGCAGCC TTCAGCAACAACAATGTTCCA 268

Ai09B22316 Araip.B09 22316 p3 (TGA)5 15 110103751 110103765 TCTTCTTACCACCGACCCC CGTCATCCTCATCAGAACCC 272

Ai09B22317 Araip.B09 22317 p3 (ATG)9 27 110103945 110103971 TAGATGGTGATGGAGTGGCA TTCTTCGGACCAAAATGTCC 204

Ai09B22321 Araip.B09 22321 p3 (GAA)5 15 110123127 110123141 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai09B22322 Araip.B09 22322 p2 (AG)6 12 110126161 110126172 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 273

Ai09B22324 Araip.B09 22324 p2 (AT)11 22 110134724 110134745 CCCTTGGCTTATTTCTGTTTTT GGCTTTGCAATTATGAGACG 280

Ai09B22328 Araip.B09 22328 p4 (ATAA)5 20 110139646 110139665 CCAAATAAATCTAAGAACCGACG TGCTTTAGCGTGCTTCATTTT 220

Ai09B22330 Araip.B09 22330 c (A)10c(A)10 21 110142434 110142454 CGTTGCACAAATGTGATTCTG CTACCTTACCCAACCCAGCA 251

Ai09B22332 Araip.B09 22332 c (TGA)5ttttctgagttgagttcttgttttttttagtttgagttctgggttgtttttctaagtttgagttctggatctgagttctaggttctgatgag(GAT)5122 110145024 110145145 CGTCTTCTGCTTCTTCTGGG TGCATCACACCAACCAAACT 241

Ai09B22333 Araip.B09 22333 c (GTA)5ggagtagtcttggatcttgagtctaggtcttgagtttgaatctttttgttgggtcttgagtttgattttttttgttcttgagttgagtcttt(TAG)5122 110152947 110153068 CTTTGGGTGATAGTGGTGGG GAAGACCCAACCGAACTCAA 275

Ai09B22334 Araip.B09 22334 p2 (AT)6 12 110162253 110162264 GTGGGGAAATTGTGGGAACT TCACATGTGCATTGATTTTTCA 272

Ai09B22336 Araip.B09 22336 p4 (GAAA)5 20 110167595 110167614 GCACCGGAAGAGAGAACTCA TCTCTGTCTAGCTCCGCCAT 166

Ai09B22337 Araip.B09 22337 p4 (GAAA)5 20 110169437 110169456 GAGAGAACTCATCGGTGGTGA TTCTCTTCTTTGCCCAGCTC 162

Ai09B22339 Araip.B09 22339 p2 (TA)6 12 110187152 110187163 GGAGCCTTTGAAGGGAAGTT AGGTTGAGCCTGGAACTTGA 103

Ai09B22340 Araip.B09 22340 p2 (CT)32 64 110188734 110188797 TTGGAATTCCGGATCAAAAG ACGGACCGAACCAGTCATAC 255

Ai09B22342 Araip.B09 22342 p2 (AG)7 14 110204296 110204309 TGCCTTTTTCTCTGTCCCTG TCGAAATTTCCCCTCTCTCA 228

Ai09B22343 Araip.B09 22343 p2 (AG)6 12 110204540 110204551 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 277

Ai09B22344 Araip.B09 22344 p3 (AGA)5 15 110209875 110209889 ACTCGGAGGTGGAAGCTTTT AGCCCTCCATTCTTCCTCAT 259

Ai09B22345 Araip.B09 22345 p2 (AG)6 12 110213793 110213804 GGAGATGAGGGAGAAAGAGGA TTGATTTTCAAATTTGTTCCAA 260

Ai09B22346 Araip.B09 22346 p2 (AT)9 18 110216765 110216782 TAAAAGTGCAACGCTCATGG ACTTGGTTTTCTCTCCGCAT 253

Ai09B22347 Araip.B09 22347 p2 (TA)11 22 110217312 110217333 GACGACCCGAGGTTTGAATA GGAGAGGCAGGATTGTGTGT 270

Ai09B22350 Araip.B09 22350 p2 (GC)6 12 110245802 110245813 TGAGGGGTAGAAGAAGGGAA GCTTTTCGCACAAACCAACT 237

Ai09B22353 Araip.B09 22353 p3 (AAT)5 15 110267033 110267047 CCTGAGAATCCTGGAATGGA TTGCTATTGCCAAACTGTGC 170

Ai09B22355 Araip.B09 22355 p3 (AAT)5 15 110279726 110279740 CCTGAGAATCCTGGAATGGA GTTTGCTATTGCCAAACCGT 172

Ai09B22356 Araip.B09 22356 p2 (GA)6 12 110285791 110285802 GGAGGGAAGGAGAAAAAGAAAA AATGGCATAAAACGGGTCAC 279

Ai09B22358 Araip.B09 22358 p2 (GC)6 12 110309176 110309187 AGGGTGTGCAAAAGGTGAAG GTGGGCATAACTCTCGGGTA 132

Ai09B22362 Araip.B09 22362 p3 (TCT)6 18 110356687 110356704 TCAACATCTCTTTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai09B22364 Araip.B09 22364 c (T)10ccgcata(T)10 27 110368517 110368543 CACCCTTGCCTTTTGGTTTA TGGTGGCAATACTCTTGCTCT 271

Ai09B22374 Araip.B09 22374 p3 (AAG)6 18 110438435 110438452 GAATGTGAGTTCATTCTCTTCCAA TCTTCCTTCTTCTCATCTTCTGC 195

Ai09B22375 Araip.B09 22375 c (T)11gtttaatttttttcatttttattcttgttaagagagtaaaacaagaaaaaacttgagaaagtaaaataaaaaggaaaagatgaataagaaaaaaaagaa(GAT)6128 110439110 110439237 CCTCTTCCAAGTAATTTTGTAGCA TCTCTCTGATTCTCATCTTTTGC 210

Ai09B22377 Araip.B09 22377 p2 (TA)19 38 110441753 110441790 TGTCTGAGATACGAATTTTCTAGATG ATGGTCTGAATTTGCACGAA 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22380 Araip.B09 22380 p2 (TA)6 12 110460020 110460031 CTTTGTTTCCAAAGCGCAAT CAGATCCACTACTGTCGCCAT 245

Ai09B22383 Araip.B09 22383 p2 (TA)7 14 110485144 110485157 TCCTTGCTTCCCAAAATCAC TCATTGTTTCCAAATGCAGC 233

Ai09B22384 Araip.B09 22384 p2 (TG)6 12 110500097 110500108 ACAGCTTGCCAAACTTCGTT CACCCCATGGATTTTTGAAC 131

Ai09B22385 Araip.B09 22385 p2 (AC)7 14 110504819 110504832 GGGCTAAAGTAGGGGTGAGG ATCAATGCATGTGCGGTAAA 202

Ai09B22386 Araip.B09 22386 c* (TTAT)6(TTA)9* 47 110504970 110505016 TTTACCGCACATGCATTGAT GTGTGGGAAACTGTGGGAAC 234

Ai09B22389 Araip.B09 22389 c (T)13gggaagaggtattgaggtgattggtgaagggtatttggtgaagggtgttatgggaaggtgtgaaga(AG)793 110514020 110514112 TGGATGTGGATTGGTGAAGA GAGCGTTTACACCCCAACAT 238

Ai09B22391 Araip.B09 22391 p3 (CTC)6 18 110524101 110524118 AATTGGGGCAAGAACAAGTG CTCCTTGCCAAAATGGTTGT 269

Ai09B22396 Araip.B09 22396 c (AT)12(GT)7 38 110535554 110535591 TAATAACGACCATCTCCGCC TCCTAAGCCGAATTTATTAAACA 224

Ai09B22400 Araip.B09 22400 p3 (TTC)6 18 110546679 110546696 TCCGATGACTGAGAAAACCC CAACAACGGCACAGAGAGAC 277

Ai09B22401 Araip.B09 22401 p2 (CT)19 38 110546951 110546988 GTCTCTCTGTGCCGTTGTTG TCACAATGCTTTTCTTCCTTCA 221

Ai09B22402 Araip.B09 22402 p2 (TA)6 12 110552728 110552739 AGCCAAAATAAGGGTGTGGT GAGAGGGGAAGAAGGAGGAA 241

Ai09B22403 Araip.B09 22403 p2 (AT)10 20 110561905 110561924 GCAGTGAAAAGCTTGCAGAA TTCACTTGACACCTTCACGC 256

Ai09B22405 Araip.B09 22405 p2 (TC)6 12 110588705 110588716 GACCAACAGCCTCGTTCATT TGCTTGGAGTTGAGCTGTGA 223

Ai09B22406 Araip.B09 22406 c (CAC)10caaatccagaaaaaacactgttcatgg(TCA)6acagaaaattcaagcaacattcactttgaagaagaaggagaaa(AAG)5133 110600420 110600552 CCTCTTCACCTTCCTCACCA TCTTCCTCTTCATATCGCCG 216

Ai09B22409 Araip.B09 22409 p3 (TTC)6 18 110604647 110604664 AAAACCCGCCATCCTCTATC CAACGGCACAGAGAGACAAA 261

Ai09B22410 Araip.B09 22410 p2 (CT)9 18 110604919 110604936 TTTGTCTCTCTGTGCCGTTG TCGCAATGCTTTTCTTCCTT 204

Ai09B22412 Araip.B09 22412 c (T)10gctatttatatttaatatatacacacatgcactttttttcttt(TA)665 110610580 110610644 CATGGTTGAAACGTAGCCAA AAATGAGAGGGGGAGAAGGA 261

Ai09B22415 Araip.B09 22415 p2 (TC)6 12 110627647 110627658 ATGCATCCATTCAGGGAGAG CCTGGATCCAAAGTTACTCCC 128

Ai09B22419 Araip.B09 22419 p2 (CT)7 14 110636782 110636795 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 130

Ai09B22421 Araip.B09 22421 p3 (GAA)5 15 110646073 110646087 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai09B22422 Araip.B09 22422 p2 (GA)6 12 110649015 110649026 AGGGTGAGGATAGGAGCGAT TCGAAAATTCCTCCCTCTTTT 219

Ai09B22426 Araip.B09 22426 p2 (CT)7 14 110659244 110659257 TGTTTGTTTCTTATCTTTTTCAAAACT CAGATGTAAGAGGGGGTTCG 271

Ai09B22427 Araip.B09 22427 p3 (TTC)5 15 110665557 110665571 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 180

Ai09B22431 Araip.B09 22431 p3 (TTC)5 15 110705812 110705826 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai09B22434 Araip.B09 22434 c (AACT)5ttttgtttgtttcttatctttttcaaaaccacctaactaa(CT)672 110710749 110710820 CTTGTGAATCAAGTCATTAATTGTG AAAAAGAGGGGAGATATTTTCG 280

Ai09B22435 Araip.B09 22435 p3 (TTC)5 15 110714105 110714119 CACCACTCACATCCATCCAC CCCTCGAGCAAGAGAAGAAA 262

Ai09B22438 Araip.B09 22438 p3 (ATA)5 15 110720830 110720844 TGGGAAAATTGATTTGGGAA AAGGTATGCTTCGTTCCCCT 266

Ai09B22440 Araip.B09 22440 p2 (TC)6 12 110728308 110728319 TTCAGAGAGAGCTCGCCAAT AAGTTTTCATTCCAGCGGGT 269

Ai09B22443 Araip.B09 22443 c (CTT)5tttt(ATC)8ttcttc(T)1160 110734882 110734941 TCTTCTTCTCCCTCCTCCTCA TTGAACGAATGTAAGTTCATCATC 225

Ai09B22444 Araip.B09 22444 c (AGG)6aagaggaggaggaggaatgcagagaaaaaacaacagttgtggttttgatc(GAA)583 110735506 110735588 AAACACGCGAAGAAAAATGG CCCAATAAAAAGGACGCTCA 217

Ai09B22448 Araip.B09 22448 p2 (AT)6 12 110757202 110757213 CATGGTCAATTTTGTCAGCG CCAAGTTGAGTTTAATTTTGGG 195

Ai09B22450 Araip.B09 22450 p4 (ATAA)7 28 110761267 110761294 GGAGCGAGCAGATCGAGTAT TGCAATTTCCCTGCAATACA 276

Ai09B22455 Araip.B09 22455 p3 (TTC)5 15 110784909 110784923 ACCCACCCACTCAAATTCAA CTTAGGTGCCGTTGATGGTT 221

Ai09B22457 Araip.B09 22457 p2 (TC)6 12 110792318 110792329 AGTCCTTGGTCCCTCTGGAT TGTGTAAATGGTTCGGCAAA 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22459 Araip.B09 22459 c (A)10g(A)12 23 110799741 110799763 GTGCTAGGTGGGAGACAACC TCCTTGAGGCACATATGACG 241

Ai09B22460 Araip.B09 22460 p2 (AT)11 22 110801796 110801817 GTGGGTTTGGAAACATTTGG TACTTTGGGGCATTTTGTCC 220

Ai09B22463 Araip.B09 22463 p2 (TA)8 16 110823039 110823054 ATGGTGGTACGACCCTCAAG CTTAGCCGGCCTAAACTTCG 264

Ai09B22466 Araip.B09 22466 p2 (TC)6 12 110868052 110868063 TAGAAGGGGCAGAAGCAGAA TTTTCCTAGATCAGCACGCC 241

Ai09B22467 Araip.B09 22467 p2 (GA)6 12 110880708 110880719 CAGAGAGGGAGGAAGGGTTC TTTCGAAAAATCCTCACCACTT 245

Ai09B22470 Araip.B09 22470 p2 (TA)6 12 110891145 110891156 GGCTTGGCATGGTTGTTAAT TCCCCTAAATGAAGCACAAGA 256

Ai09B22473 Araip.B09 22473 c (A)11gaaaaaaataaatgaaaaaaaagagagaaagaaaaaaaaag(A)1163 110898019 110898081 GGGCACTTGTTCATGCATCT TTGCTTAGGGCATTTTGTCC 159

Ai09B22474 Araip.B09 22474 p2 (AT)8 16 110900689 110900704 GTCGGCCTAAACTCCGTAGG GCGTAAGCACGAACAAGACA 150

Ai09B22475 Araip.B09 22475 c (T)13gggcttgtatggtcgaacttattgaataaaaatatatgtatttccatgttaataagttcgatgtaaagatatgttttag(T)11103 110901076 110901178 TTCTTTGTCCGAGTTGGAGTTT AAATGATTTCACTTTGCATAACATAA 220

Ai09B22477 Araip.B09 22477 p3 (ATT)5 15 110908248 110908262 CTATTGCCGCCAAAACTCAT TTAAGTTTAATGAAATGTCTCATTTTG 273

Ai09B22480 Araip.B09 22480 c (A)10tatttccatttagttttcaaaaattt(A)1248 110934541 110934588 CCAAGTTTTTAGCGCCATTG TGGCTTTACAGCAAGCCAG 267

Ai09B22484 Araip.B09 22484 p2 (TA)6 12 110952751 110952762 AACCTAGCCGGCCTAAACTT AGCGTGAAGTCGAAAGCAAT 126

Ai09B22485 Araip.B09 22485 p2 (TA)9 18 110953053 110953070 CCTTGAGAGTCGTACCACCA CCGAGTTGAGTTTAATTTTGGG 191

Ai09B22486 Araip.B09 22486 p2 (TA)8 16 110959136 110959151 TTCTAAATGGGCATCCAAGG AAGTGAGAAAAGTTTAAAGGTGTTG 279

Ai09B22487 Araip.B09 22487 p4 (TAAC)5 20 110959964 110959983 ATCTCTTGCAACATCAGCCC CCCAAGATCGATGGTCACTT 245

Ai09B22493 Araip.B09 22493 p3 (TTA)5 15 110988982 110988996 ATGGCTGTTTTTGGCTGATT AACATTTGGCTCTCCATGAAA 100

Ai09B22495 Araip.B09 22495 p2 (TC)9 18 111006703 111006720 TCCCTTCCATTGCTTCATTC AGGCATAGGAGGGGAGAGAG 274

Ai09B22496 Araip.B09 22496 c (TC)8ta(TC)6attctctctttatg(TC)758 111006841 111006898 CTCTCTCCCCTCCTATGCCT TCCAAAGCGAGAGAGGAAAA 228

Ai09B22497 Araip.B09 22497 p2 (GA)7 14 111007351 111007364 GAAGGGAAAAGAGAGGAGAAAA CTCTCTCTCCCCATGCTCTC 260

Ai09B22498 Araip.B09 22498 c (AG)11aagagaggga(AG)644 111007647 111007690 GAAAAAGAAAGGGGAGGTGG CTCTCCTCTCTCTCTCCCCC 140

Ai09B22499 Araip.B09 22499 p2 (AG)8 16 111007829 111007844 GAAAAAGAAAGGGGAGGTGG TCCTTCTCTCTCTCCCCATC 280

Ai09B22500 Araip.B09 22500 p3 (AAT)18 54 111008559 111008612 GGTTCTTGACGTTGCCATTT TTTGGTATGGTTTTCACACCC 166

Ai09B22503 Araip.B09 22503 p3 (CAG)5 15 111014287 111014301 AACCCTAACCCAGTAACCCG CCATGAGTGTTGCGTTCTGT 105

Ai09B22504 Araip.B09 22504 p2 (AC)7 14 111028259 111028272 TGGGGTTAAGGTAAGGGTGA TCGATGCATATGTGGTGAAA 200

Ai09B22505 Araip.B09 22505 p3 (AAT)5 15 111047650 111047664 AATCTTGGGAATTGGGAACA CGCACACTCATGCATTCTCT 243

Ai09B22508 Araip.B09 22508 p2 (TC)7 14 111060207 111060220 CAATCATATCTTTTTCAAAACCACC GGGTTCAAATTTTAAGAAGAAGAGAA 280

Ai09B22509 Araip.B09 22509 p2 (TC)6 12 111060380 111060391 CAAAAATCACTAACCACTTTTTCAA TCGAACACAGAGAGGGAGAGA 245

Ai09B22514 Araip.B09 22514 p2 (CT)8 16 111096685 111096700 AGCACCGTTACCAAGGAATG TGACGGCAAGGAGAAGAGAT 275

Ai09B22518 Araip.B09 22518 p3 (AGA)6 18 111114266 111114283 TTTCCCTTTCCCTCTCCATC TTCTGGGATGTTCAGGAATTG 266

Ai09B22519 Araip.B09 22519 p2 (TC)6 12 111119727 111119738 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 206

Ai09B22520 Araip.B09 22520 p2 (TC)6 12 111121429 111121440 GACTGTTCAGACAGCGGTGA AGGAGAGGAAGGAGATTCGC 246

Ai09B22521 Araip.B09 22521 p2 (TC)9 18 111128648 111128665 GACTGTTCAGACAGCGGTGA AGGAGAGGAAGGAGATTCGC 252

Ai09B22523 Araip.B09 22523 p3 (ATG)7 21 111146111 111146131 AGGTGTTGGCAATGCTGAAT GTGCTCGTCACACTCTCCAA 168

Ai09B22527 Araip.B09 22527 p2 (AT)12 24 111178815 111178838 AACGGGCATTTAAGATTCACA AAACTCACGGGTTGTGTGCT 127
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Ai09B22528 Araip.B09 22528 p2 (AG)8 16 111215034 111215049 TCCAATGATCAATTCAAGTGC GGCCCAGATCCAAGTACAGA 253

Ai09B22529 Araip.B09 22529 p2 (TA)6 12 111215922 111215933 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 279

Ai09B22532 Araip.B09 22532 p2 (AG)7 14 111237294 111237307 TCCAATGATCAATTCAAGTGC GGCCCAGATCCAAGTACAGA 251

Ai09B22537 Araip.B09 22537 p2 (CT)6 12 111248924 111248935 TCTCATCTTTTTCAAAACCACC GGGTTTGAATTTGGTGAGTGA 280

Ai09B22538 Araip.B09 22538 c (T)11agaaaattaaaaagatgcaattgacaccaaacttataatgtgacacaagactcaaacaagaaacacaaaattctttttggttttatgattttgctaa(T)11119 111271849 111271967 CTGGCCAAGAACAACTTGAA TCTTCTTTTTCGTTTTTCCCAA 223

Ai09B22540 Araip.B09 22540 p2 (TG)7 14 111288001 111288014 CGGTGATTTAAACTGTCGCA GGCAAAAGAAGAGAAAGGTTCA 266

Ai09B22541 Araip.B09 22541 c* (A)10(AAAT)6* 31 111299123 111299153 TTGGTGTTCCTTGGTGTTTTC TCCTGGACTGTTCATTTCCAC 277

Ai09B22545 Araip.B09 22545 p3 (ATT)5 15 111318973 111318987 CGAAAATTATCCCTCCTCCA TCTTATCCTTGCTCCTGCTCA 235

Ai09B22550 Araip.B09 22550 p2 (CT)6 12 111343733 111343744 TTGATTTTCAAATTTGTTTCAACT TGAGGATGGCAGAGATGTGA 275

Ai09B22551 Araip.B09 22551 p3 (TAT)6 18 111344022 111344039 CCATCCTCACAGTTGGGTTT GCTGCCATCTCCTCTTCTTG 265

Ai09B22552 Araip.B09 22552 p3 (TTC)5 15 111347948 111347962 CTCTTCCCCAAAAACCCTTC ATGCTTTTACCACGCCAAAC 269

Ai09B22553 Araip.B09 22553 c (A)10tataggtgaaaaaaaatatagaaag(A)1045 111349137 111349181 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 253

Ai09B22555 Araip.B09 22555 p2 (AT)6 12 111358877 111358888 TCTTTAATTGGCCAACCTGC TGCTAGCCAATGTGGTTTGA 263

Ai09B22560 Araip.B09 22560 p2 (CT)6 12 111378450 111378461 TTGCCTATTAAGAAAGGTTCAATC GGAATTTTGAAAAAGAGGAAGATG 271

Ai09B22562 Araip.B09 22562 p2 (CT)8 16 111387700 111387715 ACAGCTCAACCTCAATTGCC TTCCTCTTCTTGCTGGTGGT 274

Ai09B22563 Araip.B09 22563 c (AT)6ttctatttctttttc(TA)639 111396782 111396820 GGGCATTTTTGTCCCTTTTT GGGACATTGGTTGAGAGGAA 222

Ai09B22565 Araip.B09 22565 c (A)11gaaaatggc(A)1030 111431461 111431490 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 239

Ai09B22573 Araip.B09 22573 p2 (AG)7 14 111452725 111452738 AGTCTTTAACCCTTGGCCGT GGGGCCGAAGAAAAACTCTA 228

Ai09B22574 Araip.B09 22574 p2 (AT)6 12 111459903 111459914 CCCACCAACAGAAGCAGAAT CTAATGCACCTATGACGCGG 272

Ai09B22576 Araip.B09 22576 p2 (AG)7 14 111481700 111481713 GCCCGGAACACACAGATTAG CCTGGAAATTGAGAAGAAGATGA 197

Ai09B22580 Araip.B09 22580 c (TATT)5aacatctcttcctcagtcaccaaaaatccgaacccct(TC)669 111503176 111503244 TCGAAAACTTTCCCCTCTCA TCCTTTTTGCCCAGGTGTAG 183

Ai09B22581 Araip.B09 22581 p3 (TTC)5 15 111505838 111505852 AGCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 259

Ai09B22583 Araip.B09 22583 p3 (AAT)14 42 111529986 111530027 CATCCGAACCAAACCAAACT AGGTGTTAATTTCATGGCGG 261

Ai09B22585 Araip.B09 22585 c (AT)6(ACA)5 27 111539746 111539772 TGATCCAAAGCATCAACCAA AACATCCAGTCAGGAGGGTG 274

Ai09B22588 Araip.B09 22588 p2 (TC)6 12 111564293 111564304 CTCAACCCCTCTTCCCTTCT AAGCAGTCCAAAAGCAGCAT 265

Ai09B22589 Araip.B09 22589 c (A)11gaaaaaaa(AT)6aaaggaaagaaaagaaaaaaaatgatgatgaaaagaaaaataaaatgaaagaaaaaaac(A)13103 111566336 111566438 GGGAACATTGGATGGGATAA GTGAGCTTTACTTTGGGGCA 278

Ai09B22590 Araip.B09 22590 p2 (TC)7 14 111569492 111569505 AGTGTGGGGAGGTCAGTCAC GCAAGCAACTACTACCATGCAA 114

Ai09B22591 Araip.B09 22591 c (A)10gaaaaaaaggaaaaaaaagaaaaaagag(A)1048 111570179 111570226 TTGGGTGCTTACTTGTGTGAA TTGGGGTGATTTTATCCCCT 160

Ai09B22592 Araip.B09 22592 p2 (CT)6 12 111578458 111578469 ACGTTGAACCTGGGATTGAG GATCCCAGCAAATTCTGGAC 228

Ai09B22596 Araip.B09 22596 p2 (AT)6 12 111586929 111586940 ATTGATCGAAGCAAGTTCCG TCGCTGCTTCGAATTTCTTT 271

Ai09B22599 Araip.B09 22599 p2 (CT)12 24 111611080 111611103 TAAAAATTTCCCCGTTCGGT AAGAGACGCATGAAGGAGGA 174

Ai09B22601 Araip.B09 22601 c (T)13gtttaaatgtagccgactccacctagtgggacaaggct(TTG)669 111612789 111612857 CTGGTATGGGATGTGAGCTG GGTGTAGTCATTGCCGTTCA 222

Ai09B22603 Araip.B09 22603 p3 (TTG)10 30 111620490 111620519 TGCTGTCCGGAAATTTTCTT CTCGACCGAGTAGTGCATTG 270

Ai09B22605 Araip.B09 22605 p3 (TTA)6 18 111634575 111634592 GGGGCTTCAATAATCCCAAT GGAGCAGTATGTTGAATGGC 234
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Ai09B22607 Araip.B09 22607 c* (A)11(AAAAG)5* 32 111638984 111639015 TGTGGGAACATGGGTTGATA TGGGGTAATTTTGTCCCCTT 244

Ai09B22608 Araip.B09 22608 p3 (TTA)5 15 111640886 111640900 GAGTCGTCAAACTCAAACATGC GAGCAGTATGCTGAATGGCA 280

Ai09B22610 Araip.B09 22610 p3 (AAT)7 21 111657302 111657322 TTCAATTTTAATTTCGCGGC TCCATCTTCCAAAGAAATGCT 229

Ai09B22612 Araip.B09 22612 p2 (AT)15 30 111665045 111665074 TGCGTGATTCATACGACTTCAT CCAAAAATAAATGCATAATACCAA 273

Ai09B22615 Araip.B09 22615 c (A)10ttaataaaatcataaaaccaaaaaatattttgtgtttcttgtttgagtctagagtcaagttttaagtttggtgtcaattgcatctttttaaatttct(A)10117 111679569 111679685 CGGTTCATCTTGTTGCTCAG TGAAGACCATGAAGAATGCAA 278

Ai09B22619 Araip.B09 22619 p2 (TA)8 16 111703981 111703996 AGGGTATGAGAGCAATCACCA ACACCAAAAGATTGGCCTTC 228

Ai09B22620 Araip.B09 22620 p2 (AT)9 18 111704745 111704762 TCAGCAACGAGGAGTTCAAA AACATGCAATTCTGCTGCAA 269

Ai09B22625 Araip.B09 22625 p2 (AT)6 12 111735604 111735615 TGAAACTCATGGGATTGGGT CTTCACTTTGGGGCATTTTC 200

Ai09B22626 Araip.B09 22626 p2 (TA)6 12 111745899 111745910 TGTGTTTTAATATGGTTTGGCCT GGTTTATCAACCTCCCCACA 247

Ai09B22627 Araip.B09 22627 p2 (TC)6 12 111751677 111751688 TGCATCCATTCAAAGAGAGC CAGTCTGCAACATGGAAGAAA 245

Ai09B22631 Araip.B09 22631 p2 (TC)6 12 111763117 111763128 TGCATCCATTCAAAGAGAGC CAGTCTGCAACATGGAAGAAA 245

Ai09B22643 Araip.B09 22643 p2 (AG)8 16 111837416 111837431 ATGGATGGATGTGGATTGGT CGCCAGAAATAGGTAGCAGC 264

Ai09B22645 Araip.B09 22645 p2 (CT)16 32 111858846 111858877 AGCCATCGTTGCTTATACCG GATGAAACTGCAAGGGCAAC 207

Ai09B22648 Araip.B09 22648 c (A)12caaaacacaaaaaaaaagcgttgtgttcttataaaaaaaaagcaacagtctc(A)1276 111871364 111871439 TCTTTTGCCAACACACCTTG CGACGCAACGATAAGAGGA 278

Ai09B22651 Araip.B09 22651 c (TC)6(AC)8 28 111886856 111886883 GGGCAGGTGTAGTTCCCTTT TGCAGCAACCAAAGTTTAGAGA 215

Ai09B22653 Araip.B09 22653 p2 (AT)6 12 111891326 111891337 TTCAAATGTTAGGGACCAAAA GATTCTTAACGGCAGGATCG 247

Ai09B22654 Araip.B09 22654 p3 (CTT)5 15 111894653 111894667 CCTTCTCCCTAACACCACCA TGGTGAAATGGCAACAAGAG 127

Ai09B22660 Araip.B09 22660 p3 (TCA)5 15 111921178 111921192 GAGGCTCATGAAACCAAACC GACTTGCTGGTTCCGATGAT 134

Ai09B22673 Araip.B09 22673 p3 (TTA)6 18 111968473 111968490 TGAAATTGCTTCTGGGTTGTT TCAACATCCAGAACCTCCAA 261

Ai09B22674 Araip.B09 22674 p2 (AT)7 14 111969593 111969606 GGATTCAAGAGGGGCTAAGG TTGAAGCATTCTCTTTTTCAACA 256

Ai09B22675 Araip.B09 22675 p2 (AT)11 22 111980368 111980389 GATATGGGCGCAGAAGTCAC ACTGCAATACCGTTCCCAAA 256

Ai09B22676 Araip.B09 22676 p2 (AT)12 24 111982936 111982959 GGGCCTAAAGAGACGTATCCA TGGTAGTTTCAGTCCCATTATCAA 247

Ai09B22684 Araip.B09 22684 p2 (TA)8 16 112020302 112020317 TTACCACCCCATTGGGATAA TGAGAGGGTTCCACGGTTTA 254

Ai09B22685 Araip.B09 22685 p3 (TTA)12 36 112021827 112021862 GAGAGGAACCTATGAGCACTTTT AAGCGTGGTATCCTCCTACG 261

Ai09B22691 Araip.B09 22691 p2 (AT)6 12 112034603 112034614 GCAAATTGATGCATACCACC CGGGAGTCACGTTGAACTTT 265

Ai09B22692 Araip.B09 22692 p3 (GAA)5 15 112038397 112038411 TTTTGGGTTTTTGGTGTTGC TGCACTAATTTTCCATCCCA 157

Ai09B22696 Araip.B09 22696 c (AC)19(AT)10 58 112047159 112047216 CAGCCCTCAAAACCTCAACT TTGCTTATGTGAAGCTTGGG 238

Ai09B22699 Araip.B09 22699 p2 (GA)6 12 112056920 112056931 GAGATTTTGAAAAAGGGGAAAGA TCTTGTGATTTCTTGTGAATCAA 253

Ai09B22700 Araip.B09 22700 c (TC)13tt(TC)7 42 112067301 112067342 GTGTCGCTGTCTTCCTCCTC TTCAACGAAATACGGATTCAA 271

Ai09B22701 Araip.B09 22701 p2 (TC)7 14 112072291 112072304 AGAGCCCCTTTTTCCTGAGA CAAAATCGCAACACAAATTCA 197

Ai09B22702 Araip.B09 22702 p2 (AT)6 12 112077671 112077682 GTTGGAATTGGAGGCAAGAA CACATAAAATGGACGGGGAC 140

Ai09B22724 Araip.B09 22724 p3 (TCG)5 15 112169570 112169584 CTCGGTAAATCCGACGGTAA CTTATTAGGGCCACGGGAA 273

Ai09B22726 Araip.B09 22726 p2 (AT)6 12 112181668 112181679 TTTACCCCCTTTTTCGATCA ATGTGGTGAATTTTCGGACA 259

Ai09B22727 Araip.B09 22727 p3 (TGC)5 15 112182251 112182265 TAAAGTGAAACATGCGCTGC GGACGACGACAAGGAGGTTA 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22728 Araip.B09 22728 p2 (AG)7 14 112184877 112184890 AGAGAACAGAGAGGAGGGGC TCTCATTTAACCAGGGACGC 231

Ai09B22731 Araip.B09 22731 p2 (AG)8 16 112200001 112200016 CGCGCTAGAATGGGTTAGAG TGTTTTGATGACCCGCAATA 257

Ai09B22734 Araip.B09 22734 p2 (AT)10 20 112207947 112207966 TTGTTGGGAAACTGAACCAA AACCCAGCTTTACTTGCCG 163

Ai09B22738 Araip.B09 22738 c (CTC)5gtctttcttcttcttccaaattcgcacacgcaagttcttcttctt(TCC)1193 112231352 112231444 TAAATCACGCCCTCCTTTTC TTGGTGTTAATGGTGATGACG 231

Ai09B22743 Araip.B09 22743 p5 (AAAAT)5 25 112237386 112237410 ATGCCTTCTTTTTCCAAGCC TGTGAAACGAATGAAAACAATTT 246

Ai09B22745 Araip.B09 22745 c (A)11g(A)10 22 112239688 112239709 TTCATTAGCCGTTGCTTTTT TTTGCATGAACTCTGCGATT 258

Ai09B22752 Araip.B09 22752 p2 (TC)8 16 112246017 112246032 GGAAATGAAGGTAGCCCTCTC GGGTTGGGCTTCAGATTTTT 229

Ai09B22753 Araip.B09 22753 p2 (AG)10 20 112246182 112246201 CCCAACCCACTCTCCTCTCT AATGCTTGCGCTTCTGATCT 213

Ai09B22756 Araip.B09 22756 p4 (ATTT)5 20 112254112 112254131 TTTTCATTGAGCCTTTGTCAC AAAAAGGATTGGATAGAATTCACCT 252

Ai09B22760 Araip.B09 22760 p2 (AG)8 16 112281939 112281954 TGGAAGAATCCATAAATTAAATTGC AGCGAATTTTGAAGCCCTTT 269

Ai09B22761 Araip.B09 22761 p2 (AT)6 12 112282765 112282776 ATGGGTTTATCAACCTCCCC TGCTTTTCTCTCCCATCTCAA 275

Ai09B22763 Araip.B09 22763 p2 (AG)7 14 112290296 112290309 AAAGAGATAATCCTGAAAGCGAA AAATCCAAGTCCAGAAGGCA 183

Ai09B22766 Araip.B09 22766 p3 (TTC)5 15 112296830 112296844 TCTTCCCACCCTCAACAGTC TCGTCAGGAGATGGCTTCTT 170

Ai09B22768 Araip.B09 22768 p2 (TA)7 14 112300601 112300614 TGGGGTAATTTTGTCCCCTT TGCATCAACTAAGTGTGGGG 253

Ai09B22771 Araip.B09 22771 c* (ATA)13(AATA)5*55 112311258 112311312 TCATTGTGATTCTCCATGCAA CCAACAAGTGGTATCAGAGCC 266

Ai09B22772 Araip.B09 22772 p3 (CAA)5 15 112311459 112311473 GGCTCTGATACCACTTGTTGG GAAGATGGACAAGGGGTGAA 241

Ai09B22784 Araip.B09 22784 p3 (GAT)6 18 112378092 112378109 GAGGAGGGTCACATGAAGGA TCCCTTCTCTCCCAGTCTCA 223

Ai09B22786 Araip.B09 22786 p2 (TA)25 50 112382125 112382174 TTTTGCTGTAACCCTAGCCG GCGTGTTTGGAAGAACAAGG 158

Ai09B22788 Araip.B09 22788 p2 (TC)6 12 112389356 112389367 TTGCATGTTGGTTTTTGCAT CTCCTTGAATCCAACCCTGA 157

Ai09B22789 Araip.B09 22789 p2 (TC)6 12 112398846 112398857 TTGAAGAGCAAGCCAAGGAT CCTCCAAGGTTGAAACCAAA 180

Ai09B22790 Araip.B09 22790 p2 (AG)8 16 112400030 112400045 CCCAAGGCCCATAAACTACA TGGCCACAAATAACTCGTCA 192

Ai09B22791 Araip.B09 22791 p2 (TA)30 60 112403134 112403193 TGCAGGTTGTGACTAGTGGCT ATGATTGGAACCATTTGGGA 126

Ai09B22792 Araip.B09 22792 p3 (CAT)5 15 112410349 112410363 TTTTTGCAGGGAAAGAATGG CTGATGGTTGCAATAATGTGAA 227

Ai09B22793 Araip.B09 22793 c* (AT)7(TATG)15* 71 112410866 112410936 TTCCTATCACCAAGTCCCCA TGTGCCTTTTTGACCCTTGT 265

Ai09B22797 Araip.B09 22797 p2 (AT)8 16 112433325 112433340 TTTCTGTTTGGCGTATTTTGG TTTACGCCTTTATGGTTGCC 264

Ai09B22800 Araip.B09 22800 p3 (TTG)5 15 112446175 112446189 AAGAGAGAAAGGCTGAGGGG CTACCACTCGCAGCAACAAG 233

Ai09B22803 Araip.B09 22803 p4 (AAAG)5 20 112476074 112476093 AAATCAAACCCAAAATCCCC GCAGCTTCCCTTCCTCTTCT 240

Ai09B22804 Araip.B09 22804 c (TC)9(TA)9 36 112479662 112479697 CAAATTTAAATGAGACTTTCCATAACC TTTTTCATGATTCTTTCAAGTGATG 267

Ai09B22805 Araip.B09 22805 p2 (AT)12 24 112480581 112480604 TTCTTCTTCAGCAGCTCGGT ACAATTCACCAGCCGTTTTC 272

Ai09B22806 Araip.B09 22806 p3 (TAA)7 21 112493911 112493931 ATGCAAGCCACGTTCTTTTC CGGTCTAAACCACCCTTACG 199

Ai09B22808 Araip.B09 22808 p3 (TTA)6 18 112496137 112496154 GATGTAAGACCCCAAGTTTTCG TTTTCTTAATGGCCTTTGCC 275

Ai09B22809 Araip.B09 22809 p2 (TA)6 12 112496735 112496746 TTCTTCTTCAGCAGCTCGGT CCTCAACAATTCACCAGCCT 273

Ai09B22810 Araip.B09 22810 p2 (AT)7 14 112503280 112503293 CCTCAACAATTCACCAGCCT TTCTTCTTCAGCAGCTCGGT 275

Ai09B22818 Araip.B09 22818 p2 (TA)7 14 112539804 112539817 CTCACCCATGGTTCAAAGGT TTGAGTTTGGTTATCGCCCT 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22822 Araip.B09 22822 p3 (AGA)6 18 112556933 112556950 CGGTCTTAGGTGCCATCAAT ACCCACCCACTCAAATTCAA 161

Ai09B22828 Araip.B09 22828 p2 (CT)9 18 112576399 112576416 TTTTTCAAAACCACCCAACT AGGGGGTTCGAATTATGAGT 280

Ai09B22830 Araip.B09 22830 p2 (AT)11 22 112590668 112590689 CGTGTCGCTGTTTTCTTTCA AGTTTTTCCCTCGCCTTTGT 188

Ai09B22831 Araip.B09 22831 p2 (CT)9 18 112593299 112593316 AGCGATGAATCACAGCTCCT AGGGAGAGTCCGAGGGATAA 166

Ai09B22832 Araip.B09 22832 p2 (GT)6 12 112593444 112593455 AGCGATGAATCACAGCTCCT ATACCCTAATCCCAGCTCCC 232

Ai09B22833 Araip.B09 22833 c (AT)15aattaaggaaaaatct(ATAC)15106 112596066 112596171 CAACACAATTCGCTCTAGGTTG TCAGTGTCAGCAAAGTTGGG 277

Ai09B22834 Araip.B09 22834 c (AG)12aaatgaaggagggccttgtaacaccctaccacacagagctttacacgtaggatgtaaaacagaggtgacaaggcgctacgacctctaaaag(TA)11137 112596962 112597098 CCGTGCCATACTAGTCGAGG TTTTGTCCCTCCTAGAGGTTGA 254

Ai09B22845 Araip.B09 22845 c (A)14gaaaaagtcaaaaccaaagtcccaaacttaaaagaaaat(A)1164 112644293 112644356 AAACCTCAAAACCAAACCCC AAGTTTGCAACTTCCCATCG 250

Ai09B22846 Araip.B09 22846 p3 (CTT)7 21 112654354 112654374 CTCTGCTTCTCCCTCCATTG TGACCGAAGATGATGACCAA 156

Ai09B22847 Araip.B09 22847 p2 (CT)6 12 112659134 112659145 CAAAACCAGCTAAATGAGGACA ATGATCCAAGGAGCGACAAG 174

Ai09B22849 Araip.B09 22849 p3 (TAT)12 36 112671884 112671919 TTTTCACTCTCACTTTCATTCTTCA TGTTACAATGGGTAACCGGA 179

Ai09B22852 Araip.B09 22852 p4 (TTAG)5 20 112682431 112682450 ACCCCTGTCTCACACACTCC GCAGCCATAAACAGCAACAA 223

Ai09B22854 Araip.B09 22854 p3 (TTA)5 15 112687075 112687089 AAGGGATCTCCGTTTGTTGA CCAGGGCAAGACTAGCACAT 261

Ai09B22855 Araip.B09 22855 p2 (AT)8 16 112696821 112696836 AAATCCGATCACTGGACCTG CGAAGAGCTATTTTTGGGCA 171

Ai09B22857 Araip.B09 22857 p2 (CT)7 14 112732115 112732128 TCCTGAAAGCAAAAGAAATCC AAGCCCAGAAGGCAAAGATT 148

Ai09B22862 Araip.B09 22862 p2 (CT)6 12 112770468 112770479 ATGCATGCAAGATGAGATGG CCGATCCAAGCTCAATTGTT 254

Ai09B22864 Araip.B09 22864 p2 (CT)10 20 112772899 112772918 ACGAGCTCCCTTAAACCCTC CCCCTTCTATGAACCAACGA 202

Ai09B22865 Araip.B09 22865 c (GTG)8aagaggagaatgatgatgatgagggtaatttggtccaaaaaaataaaaaaggacgattttaaagcgtttttaaacgttgaggatgattttaac(A)11128 112774036 112774163 CTTGGTGTTGGTGTTGGTTG CCAAGGTCTGGGGTCAAAAT 221

Ai09B22871 Araip.B09 22871 p2 (TA)6 12 112791691 112791702 CAATTAGATGAGGCCAAGCC ACGTACCTAACAAGCACTATCATTT 262

Ai09B22872 Araip.B09 22872 c (TA)8tgcaaattaataaagctttacaatcataagtgaatttcaggtagtggcatttagctcttacaactctagagg(AGT)5103 112795091 112795193 CAGAAACCTACTCAATCAGCCA GGTTGATTTTTGTTATTTCTCCG 190

Ai09B22874 Araip.B09 22874 c (T)10gttttattttttataaaaacaaaaataaacaaataaacaaaataaaaacaaaataaaaaatattgtaataacatcaaaaagaaaaagacgagaagaaat(A)10119 112799731 112799849 CATCGTCACCATTTTAATCCTTT GGCTAAAAATGCCGTCTTGA 279

Ai09B22875 Araip.B09 22875 p3 (ATA)5 15 112801077 112801091 GCTGTCATTACTATTGCCGCT TGCAAAATGTATTCAAAGTCAATG 266

Ai09B22877 Araip.B09 22877 p2 (AT)7 14 112808250 112808263 TATCGTAAAATCGGCCAAGG TTGTGTTGGATCGTTTTCCA 266

Ai09B22878 Araip.B09 22878 p2 (TG)13 26 112810240 112810265 AAACCATGCAATTCCACTCC CTCCACATCCTACCTCAACCA 235

Ai09B22879 Araip.B09 22879 p2 (TA)7 14 112812314 112812327 GAAGCGAAGAACTCTTGGGA AGCTTCCAACTCGGTTTGTG 193

Ai09B22881 Araip.B09 22881 p2 (TA)7 14 112826298 112826311 CAGGGAACTCACCCTGTGAT TGTCATGCATACCCAAGAGG 122

Ai09B22883 Araip.B09 22883 c (A)14ga(AG)6 28 112838877 112838904 ATTCGGTTGCCTTTGCATTA TTACCAACCAGGCAACCAAC 126

Ai09B22884 Araip.B09 22884 c (TGA)7acttgaaatagcgtctttcacc(GAT)7gcaattcctgcaaataaattgcaaaacatcagatccgattcacagaatactgggagtgtctcccctctaagtgaaaatggtaaaac(T)11161 112842343 112842503 GAAATTGTATCAGCAGCGCA CCAGCTCAACAGTTTGAGAGC 277

Ai09B22887 Araip.B09 22887 p2 (AT)9 18 112853296 112853313 TCTTAACCGTTTGAGTGCAATG CCCAGCCATTTATCTTTTGTT 225

Ai09B22888 Araip.B09 22888 p2 (TA)9 18 112856822 112856839 TTTTGCCTCTTTTATAACTGTTTGTTT CATGACCCGCAACAAAAATA 271

Ai09B22889 Araip.B09 22889 p2 (CT)6 12 112877719 112877730 TGGACCCTACAGGATCTCCA GTGATTGGTCAATGGTGGGT 275

Ai09B22890 Araip.B09 22890 p2 (AG)6 12 112882466 112882477 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTGTTCAAAACCACC 275

Ai09B22891 Araip.B09 22891 p2 (AG)6 12 112885078 112885089 GAAAAGCAAAAGCTTGCGAA TTCACTTGACACCTTCACGC 228

Ai09B22892 Araip.B09 22892 p2 (AG)8 16 112885687 112885702 GTGCAAATCAGAAGAGGGGA TTCTCTCTCCTGGCGTTGTT 150



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22894 Araip.B09 22894 c (AT)6acccccttttcttaannnnnnnnnnnnnnnnnnnnnnnnnnatacataaatatataaataa(CT)6(AT)799 112893220 112893318 TCTCAATCCCATTCCCTGAC GGGACATAAAAAGTGCACGG 220

Ai09B22895 Araip.B09 22895 c (T)11ctgcaagctttg(T)1235 112911843 112911877 TGGCTTTTTCTGCTTGCTTT TTGATGTGGTGACAATGCTTC 276

Ai09B22897 Araip.B09 22897 p3 (AGA)5 15 112912753 112912767 CTTTGTCTTCCCTTCCCCTC TTTTCCATCCACCACTCACA 194

Ai09B22903 Araip.B09 22903 p2 (AT)16 32 112927869 112927900 AAAGAGCACAATGCAAGATGA TGCTTTTGGAGAAGAGGTAGAAA 267

Ai09B22905 Araip.B09 22905 p2 (AT)8 16 112934055 112934070 AAGCATTGACACCCATCCTC TTTTGATGGATTAGGACCCG 231

Ai09B22909 Araip.B09 22909 p3 (ATG)6 18 112956886 112956903 ATGTGAAGAGCCACCTTTGG AAAGGCATCTGAATCCTCCA 183

Ai09B22915 Araip.B09 22915 c (T)12g(A)10 23 112990344 112990366 AGACATCCACCCTCACAATG TGCAGCAGAAAGGAAGTTAAGA 118

Ai09B22918 Araip.B09 22918 p3 (GAA)5 15 112993515 112993529 AAAGATGAAGGGCTCGGATT CCTCCAAGGTTGAAACCAAA 166

Ai09B22928 Araip.B09 22928 p4 (TTTC)10 40 113030237 113030276 GGTTTCACCCTTCACTTGGA GATCTTTTCGCAACCACACA 117

Ai09B22929 Araip.B09 22929 p4 (TAAT)6 24 113033210 113033233 AACGCGTTGGGTTGACATA CGTTATCAACAGTATTTCTGCCA 229

Ai09B22930 Araip.B09 22930 p2 (AG)8 16 113039180 113039195 CAGAGGGGAGTGAGAGACCA CAGCTCCTTTTTCGCACATT 261

Ai09B22931 Araip.B09 22931 p3 (TTG)5 15 113059707 113059721 GCGAACCCACCTAGTGAGAC ACTGTGCTGTGAAATGCCAG 274

Ai09B22937 Araip.B09 22937 c (ATG)7gagaagaaagatgaaaaaaaaggagatgaaattccaataggaagaggaagaagtgttattagtgacgagtaactaaatt(A)12112 113075634 113075745 CAAATGAACCGAAAACTGTCC ATGCTTTTCTCCCATTGTGC 278

Ai09B22938 Araip.B09 22938 p2 (AG)27 54 113080548 113080601 CCGTGTTCTTTGCCGTAGTT CAGCCGTTCAAGAGGTTCAT 265

Ai09B22940 Araip.B09 22940 p2 (AG)27 54 113085327 113085380 CCGTGTTCTTTGCCGTAGTT CTGTTCTCACTCGCCTCCTC 226

Ai09B22943 Araip.B09 22943 c (AT)6ggccaagtgagctataatatgaatctttgactaacctaagctctcaccta(AC)674 113089714 113089787 TCTTCTCACGGTTGTAATGGG GAGGGACAAAATTACCCCAA 255

Ai09B22945 Araip.B09 22945 p2 (AT)7 14 113106122 113106135 GCGTCGGAAAAGAGCAGATA CCTACCCTTCAAGGCTCCTC 279

Ai09B22946 Araip.B09 22946 p3 (ATA)5 15 113107956 113107970 TCCATGTCGATGTTGCAGTT TTGTAGTTTGTTTGTCGACTATGGA 269

Ai09B22948 Araip.B09 22948 p2 (AG)6 12 113116712 113116723 AAACCATGCAATTCCACTCC AAAACCTAGAGAGATGGGAGAGC 212

Ai09B22949 Araip.B09 22949 p4 (ATAA)5 20 113123676 113123695 TGAACATTGGGAATTTGGGT AGCATTGGGGTGATTTTGTC 150

Ai09B22950 Araip.B09 22950 p2 (GT)8 16 113123840 113123855 AGTGGGAATTTTGGGGTAGC GGGCTAAGGTAAGGGTGAGG 142

Ai09B22957 Araip.B09 22957 p2 (AC)11 22 113167607 113167628 CGGTAATGTTCTTTTACATGCG TGAATGCATTTCCCACTGAA 272

Ai09B22961 Araip.B09 22961 c (A)12gaatcttttaagttgcatatcactaata(AAT)555 113171802 113171856 TGGCAAGGGTGACCATATTT TTGGGAACCCAATCTGAATC 248

Ai09B22962 Araip.B09 22962 p3 (TGT)6 18 113177951 113177968 AACGGGTAAAGGCTTGTCCT GTTGAAAACCCCTCACTCCA 196

Ai09B22963 Araip.B09 22963 p3 (GAA)5 15 113178074 113178088 TGGAGTGAGGGGTTTTCAAC TTCTTCTCCAATTGCTCCGT 258

Ai09B22966 Araip.B09 22966 p3 (GAA)5 15 113181329 113181343 AAGGGGGTTGAATCTATGGC CACCAATGTTGTGGTGGAGA 253

Ai09B22967 Araip.B09 22967 p2 (CT)22 44 113182432 113182475 TGGACATTGCTTTTCTTGATTG GCCCAAATTGTTTCAAGCAT 267

Ai09B22968 Araip.B09 22968 p3 (TCA)6 18 113183865 113183882 TGCCACTCTGTCTCTGGACTT CAGAAAAAGGGGCCTACTCA 260

Ai09B22969 Araip.B09 22969 p2 (AT)8 16 113184172 113184187 TAAAACAGAGGTGGCGAGGT AGCTTCGTAGGCTGAGTTGG 259

Ai09B22970 Araip.B09 22970 p3 (AAT)7 21 113187596 113187616 CAAGGAATTGCAGGGAGGTA GACCAAGTGGGAAAAATCCA 207

Ai09B22971 Araip.B09 22971 c (T)10ctttttttttgtatccccttatttaattacttaata(T)10caatgcacatggtaatttaataattttgatttcacatgagcatgttcccaaaatttcaaataacttattcaatttaattttc(T)10148 113189426 113189573 TCTTTTTATTTTGCATTTGGGG TCCCAAGTTGAATCCTTGGT 272

Ai09B22973 Araip.B09 22973 p3 (CTT)5 15 113192500 113192514 GCATCAATTTCAATCGCCTT CTCAAAGTGATCCCATGGCT 229

Ai09B22974 Araip.B09 22974 p3 (AAT)5 15 113193988 113194002 CAAGGAATTGCAGGGAGGTA AGGCTGACCAAGTGAGAAAAA 206

Ai09B22975 Araip.B09 22975 p2 (AG)7 14 113195349 113195362 GCCCGAAAATGAGGACAATA CCCTAAAACCTAGAGAGAGGAGAGA 138



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B22977 Araip.B09 22977 p2 (CT)8 16 113209406 113209421 AACGAACTTTTTGTTTGTTTCTCA GAGAGAGGGAGAGGATTTTCG 231

Ai09B22978 Araip.B09 22978 p3 (TTC)5 15 113214061 113214075 CCCATCACCTCTTCACCACT CTCCCTCGAGCAAGAGAAGA 280

Ai09B22979 Araip.B09 22979 p3 (TTC)5 15 113217465 113217479 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 277

Ai09B22983 Araip.B09 22983 p3 (AGA)5 15 113241180 113241194 TGATTTCTGTTGATAAGCGCA AGCTTGTGTGCCCAGATAGG 251

Ai09B22995 Araip.B09 22995 p3 (AGG)8 24 113272508 113272531 TTGATTTCACGACAAGGCTG CTCTGTGTCCTGCTTCCACA 203

Ai09B22999 Araip.B09 22999 p2 (CA)6 12 113275718 113275729 CCAAGAGGTTACCAGCCAAA TGGACTTCGTGTTGAAGCAG 265

Ai09B23000 Araip.B09 23000 c (T)11aaacatactcatgcattttc(T)1041 113276874 113276914 TGTAATGGGGCTAGGGTCAA CCCAAAGCAAAGTGAAGCTC 231

Ai09B23006 Araip.B09 23006 c (A)11gaccctacccccaccctcacccatcagcatctcttcgct(TC)662 113287654 113287715 GTGGCGAAAATCAAATTCGT TAGGAGGAAGGGAAATTGGG 203

Ai09B23007 Araip.B09 23007 c (CTT)5t(TTC)5 31 113287837 113287867 TCTCTCTCCCCAATTTCCCT TTCATTGTAACCCTCCCCAC 280

Ai09B23013 Araip.B09 23013 p2 (AG)8 16 113296787 113296802 AAAGGTATTTTAATCATGCCTCTTATT TTGACAATGATTCCATCTCAGC 261

Ai09B23014 Araip.B09 23014 p3 (AAT)5 15 113296960 113296974 TGAGATGGAATCATTGTCAAGC AGGAACAGGGAATTGGGAAC 139

Ai09B23015 Araip.B09 23015 p2 (AT)6 12 113297982 113297993 TGACAACGACAACTTCATCG TCGGTGTGTAATGAAACCTTTG 254

Ai09B23016 Araip.B09 23016 p3 (TTG)5 15 113298177 113298191 CAAAGGTTTCATTACACACCGA TCAATTTTGAACCGATCACAG 255

Ai09B23019 Araip.B09 23019 p2 (TA)7 14 113307248 113307261 TGCAGCAGAGGCATTATTGA TCCGTAAACCTCCATTATACACA 250

Ai09B23021 Araip.B09 23021 p2 (TA)6 12 113314642 113314653 AATCATATCCCTTTCCGCCT TGGTTTAATTTGTCAGAGCATTATC 260

Ai09B23025 Araip.B09 23025 c (T)11caaacatcatattctaagactatatataataattctttgcatctaaaaacattttcagcttttcacatttatattctggactgaaagttccattattc(T)13122 113321965 113322086 TCCATCAATATGTTTTATTAATTTCG TGACAACTTGACTTGAATTACAAAAG 272

Ai09B23029 Araip.B09 23029 c (A)11gaaaaatgcaaatatggaatgtttaattagaacagaaaagataaaga(T)1068 113329131 113329198 TTTAAAACACAACGTGAACAAAAA TTGGAAAAAGATTCTAAACCCG 277

Ai09B23030 Araip.B09 23030 p3 (AAC)21 63 113331678 113331740 AGTCCAAAATTCACCTTCCG CGCCTTGCTTATCTCTTTTTC 246

Ai09B23031 Araip.B09 23031 p2 (AC)14 28 113331868 113331895 GAAAAAGAGATAAGCAAGGCG GGTCGACTTGGAGAAACAGG 169

Ai09B23033 Araip.B09 23033 c (AAG)5atgatgatgaagataat(GAA)650 113335669 113335718 TGACTGTAGATTCATCCTCTTCCA AAATCCAGAATGCACCAAAA 251

Ai09B23034 Araip.B09 23034 c (AGG)9tggtggtggtggtgacggcgacgatgataatgaaagagaaggatgagaaaaaagaaggaggcaaagaacaagcagcacctagtagcaatatg(GAA)5134 113336248 113336381 TGATGATAACGACAATGATGATGA TGCGCACCTCTTCTTTACCT 251

Ai09B23037 Araip.B09 23037 c (A)10gcaatgtcgtgtaagtttgaagtaacgacgaatctatttaaaaaatctatgctaacatatgatg(CACGGA)5104 113341047 113341150 TTGGCAATGAATTCGATAAAAA TGTGTCGGCGTATCTCATGT 275

Ai09B23039 Araip.B09 23039 p4 (CATT)5 20 113349828 113349847 TCGTGGAAGCCAATTACTCC ATTTACTTTGGCAGGCACCA 199

Ai09B23041 Araip.B09 23041 c (TC)12aaatacacaca(CT)953 113355994 113356046 CAACGACCGTACACCATCAG GTGTGTGTTTGCGTGTGTGT 189

Ai09B23043 Araip.B09 23043 p2 (TC)7 14 113362957 113362970 GCGCGTGATCCAATATTACC TGAGGGAGAGAGAGGGTGTT 137

Ai09B23045 Araip.B09 23045 p2 (TC)7 14 113380162 113380175 TGGCAGGTGAAAAGGGTAAG GGTGGCAATGACAGAGAGGT 249

Ai09B23050 Araip.B09 23050 p2 (TA)8 16 113410979 113410994 TCAGGATCATTGCCATTCAA TCGCTTTAGTCGTTAGCACA 199

Ai09B23052 Araip.B09 23052 p3 (TTC)5 15 113418404 113418418 GCCGAAACACAACCTCTCTC CGGTCTTAGGTGCCATCAAT 154

Ai09B23055 Araip.B09 23055 p2 (TA)8 16 113441275 113441290 GAATGAGCCTAACGAGCGTC TAATGCAACTATGACGCGGA 252

Ai09B23056 Araip.B09 23056 p2 (AT)13 26 113445300 113445325 CCCTGCTTTCATGAGCTGTC GTGGTTTATCAACCTCCCCA 275

Ai09B23057 Araip.B09 23057 p2 (AC)7 14 113448528 113448541 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 253

Ai09B23059 Araip.B09 23059 p4 (AAAT)5 20 113464016 113464035 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 201

Ai09B23064 Araip.B09 23064 p3 (GAA)5 15 113510481 113510495 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai09B23070 Araip.B09 23070 c (AT)7aaaataaaaaaatatagaaaaag(A)1047 113540842 113540888 CTTGGGACATTGGTTGAGGT GGGACATTTTTGTCCCCTTT 234



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23071 Araip.B09 23071 p2 (TA)8 16 113550621 113550636 GCTAGGCGTCTGGAGTTTTG CCAAAGGTGGCTGGAGAATA 200

Ai09B23072 Araip.B09 23072 p2 (AT)7 14 113550941 113550954 CACGTGAGCGTGACACTTTT AAGGCGGTGAGGTATTACGA 124

Ai09B23076 Araip.B09 23076 p2 (AT)6 12 113561012 113561023 TGGCCTTCTTCGATTTGTCT TTTAACAAAATTGCTGGCCC 257

Ai09B23078 Araip.B09 23078 p2 (TA)7 14 113593545 113593558 GTGTAGCCTTAGGTCTCATTATTTTT GATTATGTCTTTGAATTGTGTAAGGA 231

Ai09B23079 Araip.B09 23079 p2 (CT)6 12 113595201 113595212 CAAGCCCTAGCAATGGTGAT ACCCAGTCACCCTCACTCAC 268

Ai09B23080 Araip.B09 23080 c (A)14ttccaaacctttaacaaaagacatccaaaacac(A)1158 113602811 113602868 GGCTATTTTCGGATGTCGTC CCCTTAAGCTGTGAATTTTTCG 236

Ai09B23083 Araip.B09 23083 p2 (AT)17 34 113650902 113650935 TGCATTGATAAGCTATGCTCATTT GGCCAAGGTAAGGGTAAGGA 257

Ai09B23086 Araip.B09 23086 p3 (TTA)5 15 113661734 113661748 TGCTGCTTTGTTCGCTTAAA CGTGTTTGGACAACTAACGG 273

Ai09B23087 Araip.B09 23087 p2 (GA)8 16 113663800 113663815 TCTTTGAACATTGCTGGTGG TGCAATGCTGTGTTTTGGTT 229

Ai09B23090 Araip.B09 23090 p2 (AG)8 16 113689494 113689509 CCGACCTTAGGTGCCATAAA CAGGATTCCCACCTACCTCA 278

Ai09B23092 Araip.B09 23092 p5 (AAGAT)7 35 113695735 113695769 ACAGAGATAAGGGCGGTTCC TGTTGGACTGACTGCACCTC 269

Ai09B23093 Araip.B09 23093 p3 (GAA)6 18 113705367 113705384 GCTTTTGTCTTCCCTTTCCC TCTCTTCTTGGCCGAAACAC 204

Ai09B23097 Araip.B09 23097 c (A)11gaaaaaaaaagtaggcg(A)1038 113740227 113740264 TGAAGCAAGAAAAAGCAGCA TATTTGCCCTTGCTTTTTGG 156

Ai09B23098 Araip.B09 23098 p3 (TTC)5 15 113751185 113751199 CCCTCTCTTCCCTTTCTTGG GAATATTGCTCGCCCTTGAG 108

Ai09B23102 Araip.B09 23102 c (T)10caactaactaactaactttttgtttgtttcttatctttttcaaaaccacctaactaa(CT)679 113791422 113791500 TCTTCTTATCTCACCTTTTCCAA GAAAAAGGTTAGTGGTTTTTCG 258

Ai09B23103 Araip.B09 23103 p2 (CT)6 12 113791659 113791670 TTTCGAAAATATCTTCCCCC GGGTTCGAATTTGGTGAGTG 235

Ai09B23107 Araip.B09 23107 p2 (AG)21 42 113825192 113825233 GAGGAGCTTGTCCAACTTGC CTCTCCCTCTCCTCAGCCTT 133

Ai09B23108 Araip.B09 23108 p2 (AT)9 18 113825864 113825881 TATAGACTCCGCCGTCATCC CCATGGGTTGGGGTTCTTAT 112

Ai09B23112 Araip.B09 23112 c (TG)22cgtatagattctccctatgtatatatgttttgcttttgcacctcatagaggtttatggagaactagtgttgcttttatgtattttgggttatgaat(TA)8156 113878319 113878474 CTGCAGCGAAGTGGATTTTT TCAAGCTCCAAACTCAGCCT 271

Ai09B23117 Araip.B09 23117 p5 (ATAAA)5 25 113925185 113925209 GAAAATGTGCAAGTACTGAAAGGA CCATAGAGACAGCACCAGCA 234

Ai09B23119 Araip.B09 23119 p2 (TA)7 14 113955472 113955485 AGTGAAACTGGCCAAAATGC CAACACTCACGAGAAACGGA 180

Ai09B23120 Araip.B09 23120 p2 (CT)15 30 113959767 113959796 AAAAGAGGGCAGAGCTAGGG CGAGCTATCATCCTCCTTGC 229

Ai09B23121 Araip.B09 23121 p2 (TC)18 36 113959909 113959944 GCAAGGAGGATGATAGCTCG TCAAAGGAAACCTTGCCATC 271

Ai09B23123 Araip.B09 23123 p2 (CT)12 24 113961711 113961734 AACGGCAGAAGCATCTCCTA GCCCGAGTGTGAGAAAGAAG 268

Ai09B23124 Araip.B09 23124 p2 (AT)9 18 113963715 113963732 TGCAAAACTCACGATTGGAT CTCTGGTCGGTCTTTGCTTC 145

Ai09B23126 Araip.B09 23126 p2 (TA)6 12 113976623 113976634 TTTTGCGCTTTTCAAATCCT TCGCGTCTAAAGCAAAGGTT 139

Ai09B23127 Araip.B09 23127 c (ATAC)9(AT)7 50 113977312 113977361 CGAGTTCCATCCAAACCACT GGGTGGTTGAAATGCATGA 257

Ai09B23128 Araip.B09 23128 p2 (AT)6 12 113977803 113977814 CCACGGTTCGCTTTCTAGTC TTTTCGTGCCCAGTACTTCC 215

Ai09B23129 Araip.B09 23129 c (AAC)5aataaaaac(AAT)539 113979219 113979257 ACGGCTGATTTGCTTACTGC CGTCGTCGTGTCTCACAATC 278

Ai09B23130 Araip.B09 23130 c* (AGA)12(AAGA)5*52 113980596 113980647 GCGATTTCGGTTGTGGTAGT CCAAAATCTTCATCGCCATC 192

Ai09B23131 Araip.B09 23131 p3 (TAA)5 15 113986448 113986462 AAAGATTGCTTTGGCTTTTGA TTTTAAAAGTTGCAAACACAAGTACA 206

Ai09B23132 Araip.B09 23132 c* (AT)6(TATG)7*ta(TATG)5tag(AC)776 113988917 113988992 GCATGTAGTCGGGTTAACGG TAGATATGGGCCAGACTCCG 279

Ai09B23133 Araip.B09 23133 p3 (AGA)7 21 113992323 113992343 AAGCCCACAAACACAACTCC GATCGGAGTTTCGGATTGAA 165

Ai09B23135 Araip.B09 23135 p5 (AGAAA)5 25 113996908 113996932 AGGCCACTGGCTCAATTATG TATTGAACTTCACCTGGGGC 169



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23141 Araip.B09 23141 p4 (ATAC)17 68 114051493 114051560 TCACAACCAAAATGATAAACAGA GGGATAGTCTGGGTGTCAGG 235

Ai09B23142 Araip.B09 23142 p2 (AC)10 20 114060952 114060971 GCTTCAAGCCAACAATCCTC CTGCAAGCAGAGTTTGGATG 181

Ai09B23146 Araip.B09 23146 p2 (AG)6 12 114076014 114076025 GTTTGGGAGGGAAAGTGGTT ACATCAGGATCTGTGGACCC 205

Ai09B23151 Araip.B09 23151 p2 (TC)18 36 114113069 114113104 CCGCACACATATGCAGGTTA TTCAGCAATATTTTGAGGCAGA 269

Ai09B23157 Araip.B09 23157 p2 (AT)12 24 114130897 114130920 GGTTTATCAACCTCCCCACA TTGGACCACCAAACTCACAA 256

Ai09B23163 Araip.B09 23163 p2 (GA)10 20 114139042 114139061 GGAGGAAGCAGAAAAGAAAACC CCACACAGCTTCCCTGATTT 171

Ai09B23167 Araip.B09 23167 p3 (TCT)5 15 114155474 114155488 GGAATTGGTACGGAAGGGAT TCCAAGTCAGCGACCCTATC 202

Ai09B23172 Araip.B09 23172 p4 (TTAT)13 52 114171310 114171361 CCCAAAATCCCACTTTTTCA TATTGGGAACTTGGGTGCAT 272

Ai09B23175 Araip.B09 23175 p2 (CT)17 34 114193867 114193900 CCTCAAAGGCATCCTTGATT TTTGTTCGTGACTGTGCTCC 221

Ai09B23179 Araip.B09 23179 p2 (AG)6 12 114201465 114201476 CGAACCACTGACTCATCAGC GAAATCAAGCTCGCAAGGTC 188

Ai09B23186 Araip.B09 23186 p2 (AG)6 12 114229907 114229918 GAATGTCTTCTCGTCGAGGC ACCCTTCTTGAAGCTTCCGT 211

Ai09B23194 Araip.B09 23194 p2 (TA)7 14 114244929 114244942 TGCTTTTAGCCCTTGGTTGT TCTCCTGCACTTAAACAAAGCA 249

Ai09B23196 Araip.B09 23196 p2 (TC)14 28 114250481 114250508 GCCTCCGTTGATTACACACA TTCCTAAAACTTCGTTAGAGTTTCG 252

Ai09B23197 Araip.B09 23197 p2 (TC)6 12 114255600 114255611 GCCTCCGTTGATTACACACA TGCTTGAAAGCAGAAGTCAA 224

Ai09B23200 Araip.B09 23200 c (AAG)6aggaagaggaagcacggagaaagaagaacaagaaaaagaggcac(A)10cgtgaaaacggcgtgaatataaatgacttgtgtgatttgcatggaaaagcgttctctctttgccttcgatcgccttctg(T)10161 114257514 114257674 TACTGAACCATCTTCGCGTG CCATCATCTTCAAAACAATTTCA 279

Ai09B23202 Araip.B09 23202 p2 (GA)11 22 114272008 114272029 CGACGACAGTAGTGGCAAGA TTTGAATCGCAAACCCTCTC 217

Ai09B23203 Araip.B09 23203 p2 (CT)7 14 114277010 114277023 TCCATAAACCAATTTGGCAAC GGGAGAATCCATTCATTCATTG 259

Ai09B23208 Araip.B09 23208 p2 (AT)9 18 114302256 114302273 AAAAACGAGAAAGTATTTTTGGTACA TCTGCAGGTCCTATAGTTTTCG 251

Ai09B23209 Araip.B09 23209 p2 (TA)7 14 114302647 114302660 TCAACCTCCCTTTTCTAAACCA CAAATAGAACATGGCTCCGA 252

Ai09B23211 Araip.B09 23211 p2 (TG)7 14 114304470 114304483 TGCACATGGCATAGATTATCA CATCATGCGTTCAGTTCGAT 179

Ai09B23213 Araip.B09 23213 p2 (TC)14 28 114310229 114310256 CCTTAGCTCAGCCCAAACAC GAATCAGCAGAGCTCCTAACC 247

Ai09B23215 Araip.B09 23215 p6 (GGAGGT)6 36 114324751 114324786 GTATTGGAGGGGGATCTGGT AGCACTCAGTGGTCAGCTCC 139

Ai09B23216 Araip.B09 23216 p4 (TTTA)5 20 114331278 114331297 GATTTGGGCTCATCTGCATT TTTTGTTACTTTGGTGTCGGG 261

Ai09B23217 Araip.B09 23217 c (T)11(A)11 22 114332792 114332813 AGTTGCAGTGGCTTGATGTG TTGGTTGCAATTACGGTTGA 243

Ai09B23220 Araip.B09 23220 c* (T)10(TCA)5* 24 114340908 114340931 TCCTCCTCATCTTCTGCTGC CATCCTCTTCCAAGTAATTTTGC 208

Ai09B23221 Araip.B09 23221 p3 (TCT)5 15 114341517 114341531 TGGCTGACTTTGGTAGCTGA CCGCTCATCAGTAAACAAAAAG 265

Ai09B23224 Araip.B09 23224 p2 (TA)7 14 114349629 114349642 GAGTTCGAAGTGGTGGGTGT TATTTGCGGTTTGGTTTTCC 247

Ai09B23226 Araip.B09 23226 p2 (TG)26 52 114353449 114353500 TTACCCTGTTTTTCCGAACG CGAGGCATAAGTCAATGCAA 181

Ai09B23227 Araip.B09 23227 p3 (ATC)19 57 114367032 114367088 ACTGCCTACTACCTGGGGGT CTTTCTAGGCCCTTTTGCAC 278

Ai09B23228 Araip.B09 23228 p2 (GC)6 12 114371265 114371276 TGTTGGATGAGGGGTAGGAG CCTACACTGCGCCATCACTA 253

Ai09B23231 Araip.B09 23231 p2 (CT)7 14 114373818 114373831 TGTTTCTTATCTTTTTCAAAACTACCT GGGTTCGAATTTGGTGAGTG 280

Ai09B23232 Araip.B09 23232 p3 (TAT)8 24 114374148 114374171 CCCCTCTTCGATCTGTGTTC TTCTTGTCCTTGCTCCTGCT 158

Ai09B23234 Araip.B09 23234 p2 (CT)8 16 114392510 114392525 TCTTTTCAAAATTTGTTCCAACT AGAATAAGATGGGAGAGGGAAA 271

Ai09B23235 Araip.B09 23235 p3 (TAT)5 15 114392847 114392861 TCTCACATCTCTGCCATCCTT CCCACTTGTGCTTCCAGATT 191



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23241 Araip.B09 23241 p4 (TTAA)5 20 114425580 114425599 CACCAAAGCGATTATGCAAG CAAGGCTCCAGGATTTTCAG 163

Ai09B23242 Araip.B09 23242 p2 (TC)6 12 114428135 114428146 CGCATATTTTCACCTTTCAATG GCAATGGCAGCTTAAATCAA 279

Ai09B23243 Araip.B09 23243 p5 (AAGAT)5 25 114438450 114438474 GAAAGATAAAGGCGGTTCCC TGCACTGCTGATCCTTTGTC 247

Ai09B23245 Araip.B09 23245 p3 (ATT)5 15 114447130 114447144 CCACCGAGAAAACTTGGAAA CAGATCCACAATCAACCGTG 221

Ai09B23248 Araip.B09 23248 p2 (AT)6 12 114456676 114456687 TGGAATGGAGGAGTTTGAGG CACATTTCAAGCAACATAACTCG 269

Ai09B23249 Araip.B09 23249 p2 (GT)23 46 114458352 114458397 CTGTTTGCAAGCAAAGTTGG CAACCCAATATCCCAAAATACA 268

Ai09B23250 Araip.B09 23250 p2 (TG)6 12 114460040 114460051 ATTTTGTTCTCCCCATGCCT GACGACTTTGAACTGCCACA 277

Ai09B23251 Araip.B09 23251 p2 (AG)9 18 114465192 114465209 AGCAAGATTATTGGATGCCG GAAATGAGGCAGGGAAGACA 185

Ai09B23253 Araip.B09 23253 c (AAT)5aaaaaaattttaataaaatcat(A)1148 114481329 114481376 CGAGTTTGGACAACTGACGA AAAAGATGCAATTGACACCAAA 248

Ai09B23254 Araip.B09 23254 p2 (AT)12 24 114486095 114486118 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 255

Ai09B23256 Araip.B09 23256 p2 (AT)9 18 114513214 114513231 AGAGCACTAGGTGGCCAGAA TCTGAAATGTTCCTGGTCATAGAA 263

Ai09B23260 Araip.B09 23260 p2 (AG)21 42 114538196 114538237 AACGAAGATGGGCTCACAGT ATCTATTGCCTCCAGCCCTT 190

Ai09B23261 Araip.B09 23261 p3 (TAT)6 18 114538786 114538803 AGGTCGTCGGTAAACCCATT TTCCTTTTCTCGAAGATGCC 240

Ai09B23262 Araip.B09 23262 p3 (TAT)6 18 114540160 114540177 TGGCATTCCCTACATTTTCTG CCATTAAAGGAATTTTTAATCCGA 236

Ai09B23263 Araip.B09 23263 p2 (AT)6 12 114543940 114543951 GCATGCATGTACGGAGAACTT TCTGTTTGATTGTGGATGATGA 259

Ai09B23265 Araip.B09 23265 p2 (TC)6 12 114557500 114557511 ATGCATCCATTCAGGGAGAG CCTGATCAAAAGAGATAATCCTGAA 141

Ai09B23266 Araip.B09 23266 c (TA)8aaggaaatattatacgagaagcctgaaaaggagtgattataatacgtaattt(TA)884 114570772 114570855 GGTGGTACGACTCTCAAGGTG CCGAATGCGTTGAATTTTCT 220

Ai09B23275 Araip.B09 23275 c (TA)6ttccacatgtcaactttcaatttgtgggtcaatctttggccatttttagacaccattatcttggtcaccaaagaactcccc(AT)8109 114580964 114581072 AAATAAACGAGATAAAATTGAGAGACA CGTGCTAGAACTTGAACGAGC 270

Ai09B23277 Araip.B09 23277 p2 (TA)6 12 114595375 114595386 AGCGAAGAACTCTGGGGACT CTCTACCAGCGAAGCAAAGG 180

Ai09B23281 Araip.B09 23281 p2 (TA)9 18 114619925 114619942 AGCGAAGAACTCTGGGGACT GCAAGATCGAAACAAAGGCT 261

Ai09B23284 Araip.B09 23284 p2 (AG)16 32 114633180 114633211 AAAATTTTAGTTGCTTTGTTTTCC GCCACCTTTCTCCTGCTAAG 277

Ai09B23285 Araip.B09 23285 p2 (AG)16 32 114634245 114634276 GCGACGGTGACTAAGTGATG CTACCCCTTCACAACTCCCA 219

Ai09B23288 Araip.B09 23288 c (TA)9tctgtatccttggaagtcagctcttg(TA)656 114649350 114649405 AGGTACCTTGGGGCTTCTTG TCATAAAACCGAGGTGGTGAG 263

Ai09B23289 Araip.B09 23289 p3 (TTC)5 15 114657589 114657603 GATCCTCAATGTGTTTGCCA TTTGGAGGCCAAGTCAAATC 241

Ai09B23292 Araip.B09 23292 p4 (AAGA)6 24 114666650 114666673 TGGTACACAAGGGTCGTTCA TAAATGGCAAGACCCCTCCT 164

Ai09B23302 Araip.B09 23302 p3 (ATT)5 15 114719073 114719087 AAATTATAAAATGTATTGGGGTAAGAA CAATTTTCTGCTTACCCTTTTTG 240

Ai09B23304 Araip.B09 23304 p2 (TA)9 18 114725629 114725646 TGAGAGGGAGGAGTGGCTAA CGGTTTGAAAGAGGGAACAA 182

Ai09B23305 Araip.B09 23305 p2 (AG)7 14 114736151 114736164 TTTTTGACCCAGTTTTTGGC CATTGAACCTAGAATTGAGAAGCA 235

Ai09B23306 Araip.B09 23306 p2 (AG)8 16 114743030 114743045 TTTCTGGGCTGTTTTTGACC CCTGGAATTGAGAAGCAATCA 214

Ai09B23307 Araip.B09 23307 p2 (TA)8 16 114745477 114745492 ATATTCTGCCTCCCATTTGC TGCAGACAACCAAATTCCTG 255

Ai09B23310 Araip.B09 23310 c (TG)6(AG)7 26 114748190 114748215 AAAGAATGGCAACAATGTATCA AAACTAAAGATAGAATGTCATAACCCC 212

Ai09B23311 Araip.B09 23311 p2 (AT)6 12 114748848 114748859 TCCATAAAATGAACAAAACCAAGA TTCTTCTTTCATTTGGCTTGC 213

Ai09B23312 Araip.B09 23312 p3 (AAT)5 15 114748976 114748990 TGCTAATTGCAAGCCAAATG GCCCAGAATGGTGAACTGAT 201

Ai09B23314 Araip.B09 23314 p3 (CTT)5 15 114749851 114749865 TTCATGTGACCCCCTAAAGC CGTTACATTGTCCGTTTCCTC 247
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Ai09B23318 Araip.B09 23318 c (A)13tcatgaaatatagtataaatgcatgtaagtatctgaagtcaacctgac(T)1071 114761811 114761881 CAGGAGAAGTTTAGAAGAATAGGGA CGTAACATTTTTAACAAAAGAAACTGA 251

Ai09B23320 Araip.B09 23320 p2 (TA)7 14 114763384 114763397 TCCTTATTAGCACTAGCGTCCC CTGTGCACAATGGTTAATTGG 181

Ai09B23321 Araip.B09 23321 p2 (AT)9 18 114765005 114765022 ACACCTCGCCGGTAAGTATG ACCCATCCCATGAATACTCG 167

Ai09B23322 Araip.B09 23322 p2 (GT)6 12 114766480 114766491 AGGAAATTTCGCTCGTTTCA GAAAAACACAAACACGTGCG 245

Ai09B23323 Araip.B09 23323 c (GT)6(TTTA)5 32 114766774 114766805 CTTTTCTCACGTGTGCGTGT CGAAACAAGCGAAAAACACA 221

Ai09B23324 Araip.B09 23324 c* (A)10(AC)9* 27 114768388 114768414 CACACACGTACGAAACGAGC CACATGTGCGTATTTTTCGC 235

Ai09B23325 Araip.B09 23325 p2 (AC)7 14 114768521 114768534 AACACGTGCGAAATGAATGA TGTGTGCGTATTTTTCGCTC 154

Ai09B23326 Araip.B09 23326 c* (A)11(AC)7* 24 114768818 114768841 TACGCACACATGTGAAACGA TGCACGTATGTGTTTTTCGC 237

Ai09B23327 Araip.B09 23327 p2 (AC)12 24 114769655 114769678 ACACACACGTGCGAAATGTT TGTGTTGTGTTTCGCTCGTT 177

Ai09B23329 Araip.B09 23329 c* (A)10(AC)7* 23 114770313 114770335 AAAATGAGCGAAAAACACGC GCTCGTTTCGCACGTATGTA 241

Ai09B23331 Araip.B09 23331 c (ATAA)5aaacacacacatacacacgtgcgaaatgagcaaaat(AC)668 114770887 114770954 CGAAATGAGCGAAAAACACA TTTTCACTGGTTTCACACGC 229

Ai09B23333 Araip.B09 23333 p2 (CT)9 18 114773656 114773673 TGGGAAGGTTCATAAGCCAA TCCATTCATTCACACAACGAA 274

Ai09B23334 Araip.B09 23334 p2 (AT)8 16 114775085 114775100 TTCACCATTTACTTTGGGGC GGAAACGTTTGGTTTTGGAA 231

Ai09B23335 Araip.B09 23335 p2 (CT)7 14 114777458 114777471 TGGGAAGGTTCATAAGCCAA TCCATTCATTCACACAACGAA 272

Ai09B23336 Araip.B09 23336 p2 (AT)8 16 114778824 114778839 AAATCCTGCAAGTTTCAATGG TGGATGATGTGATTATTGCACC 243

Ai09B23338 Araip.B09 23338 p5 (TATTT)5 25 114792988 114793012 ACCATGACAAGGAGCTCACC GCTGATGCAGGCACTATGAA 190

Ai09B23339 Araip.B09 23339 p3 (TTA)8 24 114793662 114793685 CCCCCTCTTTTTCATATCCA ATGCAAGCAACCCTTCAAGA 278

Ai09B23340 Araip.B09 23340 p2 (TA)18 36 114795197 114795232 CCATGTGCATTGATATGTTATGG TGGGGTAATTTTGTCCCCTT 189

Ai09B23341 Araip.B09 23341 p2 (TG)6 12 114804158 114804169 TTGCGTTCAAATTAAACCACC GTGATGCCAACCAAACATCA 168

Ai09B23345 Araip.B09 23345 c (T)11aatttgataaggatatagccacgcttttaaagcatggcaataggg(T)1066 114848229 114848294 TTTTGGAGTGTATTAGAGTGCATGT ACACAAACCCGAGATGGAAG 271

Ai09B23347 Araip.B09 23347 p2 (AT)8 16 114856144 114856159 ATTGCCTTTTGAGTGGCTTC CAGGGAGCTGCAATACAACA 280

Ai09B23348 Araip.B09 23348 p5 (CAAAA)5 25 114873614 114873638 TGTCAAAATAATTGCCAAAAGAA TCTTCATTTTTCCCTGTCGC 268

Ai09B23349 Araip.B09 23349 p2 (AT)11 22 114875249 114875270 TTGTTAGTAACGTAGCGGAATTGA CGTCGGTAGCTCTGATGGTT 138

Ai09B23352 Araip.B09 23352 p3 (CTT)10 30 114878418 114878447 TCTCCTTCTCCATACCACCG CCCCTCTCTTCATGGTCATC 236

Ai09B23355 Araip.B09 23355 c (T)13gtgaaaacctaaacatacatgtacatgcaaaatcagatacaactttaag(AT)8(AC)1098 114886857 114886954 TTAAAACCGCATAACACTTCG TGGAAGACGAAGCTTCAGGA 271

Ai09B23356 Araip.B09 23356 c (T)10gtgaaaacctaaacatacatgtacatgcaaaatcagatacaactttaag(AT)977 114887477 114887553 GAAAGCAGTTACCTACGCGG TTTTCCCTCGCCTTTATCTTT 247

Ai09B23357 Araip.B09 23357 c (T)10gtgaaaacctaaacatacatgtacatgcaaaatcagatacaactttaag(AT)977 114893471 114893547 TTAAAACCGCATAACCTTTCG GGAAGACGAAGCTTCAGGAG 248

Ai09B23362 Araip.B09 23362 p2 (AG)6 12 114911550 114911561 AGTGATTTCTGGGCCCTTTT GGAACATTGAACTTGGAATGAA 226

Ai09B23366 Araip.B09 23366 p2 (AT)16 32 114926755 114926786 TGATGCTTTTAGTTTTATGGGC TGACAATCATCCGAAACCAA 260

Ai09B23367 Araip.B09 23367 p2 (TA)10 20 114929128 114929147 CATGCGTCACACAGGTCTTT GTCAACCAATTGGACGGTTC 232

Ai09B23368 Araip.B09 23368 p3 (GAG)6 18 114929714 114929731 GGAGGCAGAGAAAAATGTCG TCCTTTTACGAATCCCATGC 116

Ai09B23375 Araip.B09 23375 p2 (AG)6 12 114950702 114950713 TGCAGCAGAAACAGAAATGG CCGGGTAGGAAGGGTAGTTC 181

Ai09B23376 Araip.B09 23376 p3 (TTC)5 15 114971678 114971692 CCCACCAACCTCAACTCACT AGCAACGCTTTTACCACACC 271

Ai09B23377 Araip.B09 23377 p2 (AG)6 12 114982225 114982236 AAAAGAACATTAAACCTGGGATCT TTTACAGAATACGCCCCCAG 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23382 Araip.B09 23382 c (A)10ggaaaaaaggaaaaatcatgtgttcatccttatcactctaattgagaaagtaaagt(A)1177 114998492 114998568 CCAAAAACATGGCCCAAATA TGTTCATCGTTGATCCTCGT 179

Ai09B23384 Araip.B09 23384 p2 (TA)10 20 114999392 114999411 GACGACCTTCCTCATCCCTA TTGAGAGGGAAAATCCGTTG 258

Ai09B23386 Araip.B09 23386 p2 (AT)6 12 115006854 115006865 GAATCCTCCTCTGCCACAAC AGAAACCGTTCCACTGCATC 208

Ai09B23387 Araip.B09 23387 c (A)10ggtatatggatttaagtgcaatgttttttattgc(T)1256 115007370 115007425 ATTTGCAGAGCTGGAATGCT CCTCTACAAGCCATGTGCAA 157

Ai09B23388 Araip.B09 23388 p3 (TAA)5 15 115010391 115010405 GACAGCAAGCATGGAAGTCA TGCAAAATCGCATTTGAGAA 220

Ai09B23389 Araip.B09 23389 p3 (AAC)7 21 115011352 115011372 AATCACCAAAATGCACCTCC GACCCCACTTATTGGGACAA 276

Ai09B23392 Araip.B09 23392 p4 (AGAT)8 32 115024301 115024332 TGCATTCTAGGGCAGTTTCA GCTGCTAAGGCAAACCAAAC 218

Ai09B23393 Araip.B09 23393 p3 (TTA)19 57 115024814 115024870 CGGTGTGCAGGTGTGAATTA CTATGTGAGACACCGCTGGA 248

Ai09B23394 Araip.B09 23394 p3 (ATT)5 15 115026527 115026541 GCTGGGATCTGATTTTGGAA ACGGTCATACAACCTCAGCC 273

Ai09B23396 Araip.B09 23396 p2 (AT)6 12 115030838 115030849 TGTGATCACCAAACAACCAAA TCATTTAATTTATTTCATACACCATGT 212

Ai09B23398 Araip.B09 23398 p2 (TA)7 14 115035215 115035228 GGAACCAAGTTCCCTTGACA CTGGGCTATGTACACCCGAT 264

Ai09B23403 Araip.B09 23403 c (TA)6tgccaagttgccaaccattatattataatttaagaaaattccatagctctttattactacatgttgatggggtccaaaattccactccccctctc(T)14121 115046103 115046223 TGTAAATCTTGGTGAAATCACATT TCAGTTCTCCTAACATTTCTCTTTG 277

Ai09B23409 Araip.B09 23409 c (TC)6taacctctcgccttcca(CT)845 115069994 115070038 TCGTGAATCCTCTGTCCCTT AGAAACGACAGCAAAAGCGT 242

Ai09B23410 Araip.B09 23410 p2 (AT)6 12 115070344 115070355 TGTAAACGCTTTTGCTGTCG TTCGGTTCTGTTTTAATTTTCAAG 244

Ai09B23415 Araip.B09 23415 c (T)10ggggatgaacatcattttccaatgcagacctaataatgttctgtgtgttgctttatttgcagtaaacatgaaaaagatcattaac(A)10105 115082980 115083084 CACCGCCGCTATGTTATTTT GAGTCACACACCATCATCACAA 280

Ai09B23418 Araip.B09 23418 p2 (AT)9 18 115088622 115088639 TCCTCAAAAGATTTTCTTTCCAA TTTTAAACGCTTGAGCTTGTTTT 173

Ai09B23419 Araip.B09 23419 c (AT)10aaaacaactaanngcacacacacaaatgcaaacaaattc(AT)773 115090752 115090824 TGCACACACAATTAAATCTTTAGACA GTGATAAAATCGTTGCACGC 181

Ai09B23420 Araip.B09 23420 p2 (TG)24 48 115101508 115101555 CTTGTGCATTAGGAGAGTGCC TGCTATTCGCACAAATCCTG 197

Ai09B23421 Araip.B09 23421 p2 (TA)6 12 115105636 115105647 CTCTACAGGGACCATCCCAA GGGGTTTGGGTTTCAACTTT 243

Ai09B23423 Araip.B09 23423 p2 (AG)7 14 115112667 115112680 GGAGATGGCAGTGAATTGGT TTCACTTATCACCATCGGCA 254

Ai09B23428 Araip.B09 23428 c (T)12acaaaattaactctacttattcatagataaatttatcaatattttaaattttc(A)1580 115131426 115131505 CCATCAATAAATTTTACCCAAAAG TTTTCATGTCATGCATGGGT 228

Ai09B23429 Araip.B09 23429 p3 (TAA)5 15 115138408 115138422 TCAACAAGAAACCGACGATG CGGTTCGATTGGTTTTCAGT 250

Ai09B23430 Araip.B09 23430 p3 (TTC)5 15 115144978 115144992 CCCTACATGGCCGAAACTTA TGCTGCTTTTTCTTGCTTCA 266

Ai09B23437 Araip.B09 23437 p2 (AC)16 32 115196686 115196717 TTCTCGAGTCCCAACCAAAG AAAGATTGAGGATTGGTTGAGTG 174

Ai09B23438 Araip.B09 23438 p2 (CA)7 14 115203894 115203907 TTCAAACTTTGCCACCCTTC AATGCTAGCAACCTTGATGGA 227

Ai09B23441 Araip.B09 23441 p2 (GA)6 12 115210674 115210685 AGAGAGGGAGAGAGGGTTCG CCTTTTTCTCTCTCCAATTTTCG 265

Ai09B23447 Araip.B09 23447 c (T)12gaacaagtaagcattttcactaaaaaaaataacatgcaaaacctaccgaaaaataacattaaaaacat(A)1191 115227837 115227927 AAAATCTCGGGAGGCAAGAT AGGTTTTGGATGTTCTCATCA 260

Ai09B23448 Araip.B09 23448 c (T)12gaacaagtaagcattttcactaaaaaaaataacatgcaaaacctaccgaaaaataacattcaaaacat(A)1191 115228798 115228888 AAAATCTCGGGAGGCAAGAT AGGTTTTGGATGTTCTCATCA 260

Ai09B23455 Araip.B09 23455 p5 (TTTTA)5 25 115255905 115255929 CAACTTCCAAAATTCAAAATTCA TGAAGAGAGAGAAATTGGTTAGGAA 245

Ai09B23459 Araip.B09 23459 p2 (AT)6 12 115272625 115272636 TGCATAAATTTGATGTAACAATGG CAAGCAACACGCATCTGTTT 228

Ai09B23461 Araip.B09 23461 p2 (CT)6 12 115281994 115282005 CGAAAATCATTACTCACTTTTTCAA TTCGAACACACAGAGAGGGA 251

Ai09B23463 Araip.B09 23463 p3 (GAA)6 18 115290796 115290813 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 209

Ai09B23464 Araip.B09 23464 c (AAT)5atggatcctttatatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatctgaactc(AG)799 115293545 115293643 TTCTTGTCCTTGCTCCTGCT CCATCAAAAATCCGAACTCC 167

Ai09B23465 Araip.B09 23465 p4 (TTAT)7 28 115306496 115306523 TTGAGCCTAGCCGTGACTTT CAGTTGCAGAGTACGCCAAA 188



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23466 Araip.B09 23466 p2 (AT)6 12 115309008 115309019 ATCGAACCAAATCGAACCAC CTGGTCCTCACAACACCCTT 254

Ai09B23469 Araip.B09 23469 p2 (CT)7 14 115340355 115340368 CATCGCGTTTTCTCTTTTCC GAGGGAAGAAATCCGAAAGG 147

Ai09B23470 Araip.B09 23470 p2 (TG)7 14 115340479 115340492 CTTCTTCTTCCCGTTCTCCC GCGCACAACAAACCCTATTT 255

Ai09B23471 Araip.B09 23471 p2 (AT)8 16 115342515 115342530 ACACCCTACCACACAGAGCC GGGCCGGTTACCTTATATGC 276

Ai09B23472 Araip.B09 23472 c (AT)14aataaaaatattttctttttcatttttttttccaaaataattttcgaaaaatac(A)10tttacaaaatcataaaatcaaaaata(T)10128 115356176 115356303 TTTGGACAATTGACGGTTCA AAAAAGATGCAATTGACACCAA 251

Ai09B23474 Araip.B09 23474 p3 (TAT)32 96 115380616 115380711 CGTTTACGTGAGCGTTACGA GAGGTGGCGAGGTATTACGA 205

Ai09B23475 Araip.B09 23475 p2 (TC)6 12 115384250 115384261 CTGGAGAAGGCGGTAAGATG AAATCGGGGGATTAGTGTCC 277

Ai09B23476 Araip.B09 23476 c (AT)9cttacgtttcttcgtacgcaagttttccgtttacgtgagcgttacgacgtttgttttaaactttccttcaaaagctcctcgttataaaattcctttcaac(TAT)10148 115385351 115385498 GTTGAGCCTGGAGCTTGAAT GAGGTGGCGAGGTATTACGA 232

Ai09B23477 Araip.B09 23477 p2 (CA)7 14 115387585 115387598 TTGTCACAGTTCCGGTTGTG GAAATTAACCCCAAAAAGCG 253

Ai09B23482 Araip.B09 23482 p2 (TA)7 14 115401718 115401731 GATGGCTGATGAATTTCTTGC TATTTAGGGCGACGGTGTTT 271

Ai09B23492 Araip.B09 23492 p2 (AT)16 32 115461158 115461189 ACTAGCCCCTCACTCAGCCT AGCGAAGTAGTCCTTGGGTG 252

Ai09B23493 Araip.B09 23493 p2 (AT)7 14 115469197 115469210 ACTAGCCCCTCACTCAGCCT CTTCTGGATCTTGGAAAGCG 249

Ai09B23494 Araip.B09 23494 p3 (AAT)9 27 115472824 115472850 TTAATCAGGGCCGTTTGTCT ATTCGGCCCAATAAGAAAGC 280

Ai09B23495 Araip.B09 23495 p3 (TTC)26 78 115484628 115484705 CTTTCTTCTCTGCTCGCGTT CCAGAGGAGAATGACGAAGC 179

Ai09B23496 Araip.B09 23496 p2 (AG)6 12 115487035 115487046 CTGGATCACCACTTCTGGGT TCTCTTCCACTGCCTTCGTT 216

Ai09B23501 Araip.B09 23501 p3 (AAT)5 15 115501314 115501328 TTGCTTTGGTGGAATACTTGC GTGGGCCACTTGAATCTCAC 265

Ai09B23508 Araip.B09 23508 c (T)10aattattgtcttattttaaa(T)1444 115531232 115531275 AACGGATAAGAGATGGTGTATGAA CATATATAATAATGTTCAACCGAAAGA 218

Ai09B23510 Araip.B09 23510 p3 (AAG)6 18 115539366 115539383 AAAGAAGAAGAAGAGGGCGG AAGAAGAGAGACAGCGCGAG 211

Ai09B23515 Araip.B09 23515 c (TAA)20(CAA)5 75 115554644 115554718 CATCATCAACTCCCATGTCG CTTGCGCGACGGTATTATTT 257

Ai09B23516 Araip.B09 23516 p3 (ATA)6 18 115555942 115555959 AAATTATTCTCGTTATGATACCCAA GCCGTCGATTTTAACGATGT 109

Ai09B23518 Araip.B09 23518 p3 (GGT)6 18 115565686 115565703 TGAACCTTTGGTCATAGCCC AACTTTCATCCTCTCCCGGT 231

Ai09B23519 Araip.B09 23519 c (AAC)10aaa(AAC)6(AAT)772 115566293 115566364 TTGTCACCTAAAGTGCGTCG CCTCACAATGAGCTCGTCAA 224

Ai09B23520 Araip.B09 23520 p3 (AAT)23 69 115567186 115567254 TTCCTGATCGACTGCAAAAA CAAGTTCTCAAAATGATTCCATTG 273

Ai09B23521 Araip.B09 23521 p3 (TAA)10 30 115571815 115571844 TAGGGCATGCTGAGGCTTAT CGGTCCTAAAATACCTGGCA 244

Ai09B23525 Araip.B09 23525 c (A)10ttttggtgcagggacccaattaaaaggaaaaaaagtagagggatctaattgaaaatttcgcgaaactataggagagaataattaaaca(T)10108 115588340 115588447 AAACGGTTTTATTACGGTAGGGA TAAAAATGCATGGCCTCTCC 239

Ai09B23527 Araip.B09 23527 p2 (AC)6 12 115599318 115599329 CTTTGCTGGTTGGTGAAACA TGTTGAGCAAGACTCCGATG 218

Ai09B23528 Araip.B09 23528 p3 (ACC)6 18 115607115 115607132 GGCAATTGTAAAGGCCAAGA CTCATCCGAAGAGATTGAGGA 151

Ai09B23530 Araip.B09 23530 c (CT)10ccctctccctctccctctcc(CT)856 115610514 115610569 CCTTGCTGAATTTTTGAAGGA TGAAGTACATCCACCACTTCATT 260

Ai09B23531 Araip.B09 23531 c (AG)6ggagagagttcggtc(GA)843 115610861 115610903 TTGATCAGTTGATCTTATCTTAATGC AAACCTAAGCTCTACATCCTTATCC 238

Ai09B23536 Araip.B09 23536 p2 (AG)8 16 115628482 115628497 GTTGTCGGGGAGATGAGAGA AATCCGACGATAACTGTGCC 140

Ai09B23537 Araip.B09 23537 p2 (AG)19 38 115631373 115631410 AGCGGTAGAAGCAACGACAT AATCCGACGATAACTGTGCC 271

Ai09B23540 Araip.B09 23540 p2 (AG)16 32 115644833 115644864 AGAATGGGAGGTGAGAGGGT CAGTGAAGGCGTCAAATTCA 270

Ai09B23541 Araip.B09 23541 p2 (AT)7 14 115661677 115661690 GCTCACGAGCTGTCTCAAAT TCGTGAGCTGGCTTGAATA 275

Ai09B23542 Araip.B09 23542 p2 (AT)7 14 115663123 115663136 GCTCACGAGCTGTCTCAAAT TCGTGAGCTGGCTTGAATA 275
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Ai09B23545 Araip.B09 23545 p3 (TTG)6 18 115669188 115669205 AACATCCAGTCAGGAGGGTG TAAAACATCTTGCCCCTTGG 246

Ai09B23550 Araip.B09 23550 p3 (AGA)16 48 115707881 115707928 GAAGACGTTCCGTGGGTAAA TGGCAAGCTTAAGCGAATTT 254

Ai09B23558 Araip.B09 23558 p2 (AT)6 12 115738908 115738919 ATCCATGATCACGACGGAAT GAAAGCACTCAACTCCAACCA 234

Ai09B23559 Araip.B09 23559 p2 (TA)7 14 115743640 115743653 GCTCTCATGTTTCTTTCGGG TCGTGAATGCGAAAACGATA 188

Ai09B23564 Araip.B09 23564 c (T)10acgtttatatttttttttccgttacacttccc(T)1153 115777578 115777630 GCCGGAGATTGATTGTGATT AAGGACAACGTAACAGGGGA 194

Ai09B23566 Araip.B09 23566 p2 (TC)6 12 115779766 115779777 GCATCATTTGCATACATGGC TATAAGCGCAGCGTCAACAC 271

Ai09B23568 Araip.B09 23568 c (A)10tgcataaaaccataaagtctttgaagtatgatttatcaaaatttgttgaaggatccaataacttggataaaattttagctgttcaaagatccatttc(A)13120 115784250 115784369 TGAAATTCAAAGTTTACAAGGAAAA GAATAGTGTGAAATTTTTATGTTTTGA 276

Ai09B23575 Araip.B09 23575 p2 (TA)11 22 115818824 115818845 TCGTTTTCCAAAATATCCATCA CCGTAATGATCAATTGAATATGTTT 278

Ai09B23577 Araip.B09 23577 c (A)10cccaatccggcccctgatattttttttgggactaattagcccctgtgccaaaaaaataacattga(T)1085 115829633 115829717 CCCGACAATTACCTCGAAAG CCCCTGACAATTACCTCGAA 165

Ai09B23582 Araip.B09 23582 p3 (CAG)6 18 115847115 115847132 CTCATCAACGAGAAGCCTCC GGCGCTGTACCAACAGGTAT 175

Ai09B23585 Araip.B09 23585 p2 (AG)6 12 115872051 115872062 AAAGGCTGGGGAGTGAAGAT TGAAACCAAGAAAGCAAAGAGA 223

Ai09B23588 Araip.B09 23588 p2 (TC)21 42 115891565 115891606 GAAAGCTTGGTGGGTTACCA TCCTACGCAGCAGAATCAGA 273

Ai09B23590 Araip.B09 23590 p2 (CT)6 12 115900537 115900548 ATCAAGGGCTAGGAATCCGT TTCAAGCCCTGGTTGTTCTC 242

Ai09B23591 Araip.B09 23591 p2 (TC)10 20 115901148 115901167 TTGCACTTAGCAGCTGAACC TGTCTCGTAAGCAGCCAAGA 131

Ai09B23592 Araip.B09 23592 p2 (CT)7 14 115902102 115902115 ACAACGACTTCCCCAGTGAC AGGAGCTGTAGTAGTCGCCG 268

Ai09B23594 Araip.B09 23594 p2 (AT)8 16 115908791 115908806 AGCACCTGAGGCACACTCTT AAAAATCCCCTTCCGTATCAA 258

Ai09B23596 Araip.B09 23596 p2 (CT)6 12 115916667 115916678 CTTTTTGTTTGTTTCTTAACTTTTTCA AGCTTCCACATCCGAGTCAT 264

Ai09B23601 Araip.B09 23601 p2 (TC)6 12 115937320 115937331 TGTTTCTCTCCTCTCCGTCC ATTTTGGAGAAAAGAGGGGG 257

Ai09B23603 Araip.B09 23603 p2 (CT)6 12 115940703 115940714 GCCACTGAACATGGTTTGTC TGCATCAGCACACAGAAGTG 202

Ai09B23608 Araip.B09 23608 p3 (GAA)5 15 115981876 115981890 AAGTGTAGTGCCACCGGAAG TGTTTCCCACTTCTCAACCC 149

Ai09B23609 Araip.B09 23609 p2 (GC)6 12 115981997 115982008 GGGTTGAGAAGTGGGAAACA TCCCTTGCTAACACCCTCAC 110

Ai09B23610 Araip.B09 23610 p3 (GAA)5 15 115985954 115985968 AAGTGTAGTGCCACCGGAAG TGTTTCCCACTTCTCAACCC 149

Ai09B23613 Araip.B09 23613 p2 (CT)11 22 116033515 116033536 TTGCTTCCTCAGCTCTTTGG AGTCCATCTCGCCTGTGAGT 233

Ai09B23614 Araip.B09 23614 c (TC)9tt(TC)8 36 116033804 116033839 GGAAGGGAGTTTTCCCTCTG GCTGCTACCTTCTCTGGTGG 253

Ai09B23617 Araip.B09 23617 c (T)10gaaaatatttttattattta(T)1040 116054083 116054122 CAGGCTTCAACATGCTTCAT TTTGGACAACTGACGGTTCA 232

Ai09B23618 Araip.B09 23618 p2 (TC)10 20 116059027 116059046 TTCTTCCTTGTGTGCGTCTG AATGTGGGAGAGGGAAGAGG 277

Ai09B23619 Araip.B09 23619 p3 (TTC)5 15 116059223 116059237 CGTCGCCGATACATCTCTCT GGGAAGGAAATGGAACCTGT 254

Ai09B23623 Araip.B09 23623 p4 (TTTA)6 24 116108909 116108932 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACCTTCTAACCA 169

Ai09B23627 Araip.B09 23627 p3 (AAT)14 42 116120904 116120945 AAATGACACAACCGTCAGCA TTTTGGATTCGTTCCCCTTA 261

Ai09B23628 Araip.B09 23628 p3 (AAT)14 42 116121915 116121956 TTGGTTCTCAAAACACACGC TTTTGTTAATTCCAACAACACACA 251

Ai09B23631 Araip.B09 23631 c (AT)8(GT)27 70 116135078 116135147 CCAGACCATGTGTAACACCCT CCGTTATTCCCCGACATTTA 240

Ai09B23633 Araip.B09 23633 p3 (TTA)5 15 116151602 116151616 TTGGACTCAAAACTGCATTCC ATTCGGAGGTCAAAATGCAA 260

Ai09B23635 Araip.B09 23635 p3 (TTA)25 75 116155832 116155906 TGGACTCAAAACTGCATTCCT TTTCAAAAAGTTTGGGGTTCA 228

Ai09B23636 Araip.B09 23636 c (A)10tatatataaaagaaaaaaa(AT)743 116164981 116165023 TGGGAATATTGGTTGGGATG TTACTTGGGGCATTTTGTCC 260
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Ai09B23642 Araip.B09 23642 p3 (ATT)8 24 116236492 116236515 ATGCTTTGTGCAACACGTTC TGGTGACATCATTGTGGTGA 277

Ai09B23644 Araip.B09 23644 p2 (TA)7 14 116237417 116237430 TCAGAACTAAATCCGTGATCAAA ATCTGCAATAGGATGCAGCG 249

Ai09B23645 Araip.B09 23645 p2 (GA)14 28 116241756 116241783 AAAGAAGAGGGCACAACAGC ATGATCCGAACTGCGTTACC 221

Ai09B23648 Araip.B09 23648 p4 (AATA)13 52 116246299 116246350 CTGTGTACGCCTACAGGCAA TGCAGGTTGAATCACTTCACA 267

Ai09B23649 Araip.B09 23649 p2 (AT)7 14 116250212 116250225 TTCAACAGATCACACCACTCAA GAGACCCTTGCCTCTCCTTT 190

Ai09B23652 Araip.B09 23652 c (TC)15c(CT)8 47 116251968 116252014 GCTTCTACGATTTGGCTTCG CACGCGTATTTAGGAGGAGC 269

Ai09B23655 Araip.B09 23655 p2 (CT)7 14 116259960 116259973 AATTTACCGTCGGCACAGTC AGGGTTCAAACGCCACTAGA 213

Ai09B23663 Araip.B09 23663 p2 (AG)6 12 116282330 116282341 ACGGGGACACACTTTCATTC TGGCAACATAAAGAAATCAACG 219

Ai09B23668 Araip.B09 23668 p2 (CT)7 14 116295255 116295268 TGCATCCATTCAAGGAGAGC TGAGAGGATGGGATGTAGCC 275

Ai09B23670 Araip.B09 23670 p2 (AT)6 12 116312663 116312674 CCATGGTATGGTCGCTTCTT GTTGGATCCTTACGCCGATA 275

Ai09B23671 Araip.B09 23671 p2 (CT)6 12 116316633 116316644 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 259

Ai09B23676 Araip.B09 23676 p3 (ATG)11 33 116352983 116353015 AGCACCAACATCAACACCAA ACCCTTTTTATCCCACCGTC 248

Ai09B23677 Araip.B09 23677 p2 (TC)10 20 116355547 116355566 CAGTAGCCAAGTCGATTAAAACTT AGAGCATTGTCGGCGTACTT 180

Ai09B23679 Araip.B09 23679 c (AT)8(AG)10 36 116357947 116357982 GCAAGCGCTCCAATTACTTC GGATGATCTCTCCCTCCTCC 217

Ai09B23683 Araip.B09 23683 c (A)10ttt(A)10gatgtaaattacaacttttcaaaaaagata(T)1063 116365780 116365842 TGCAGCACTCTTGCTGGTTA CACACTTATGCTTGTTTGGTTGA 273

Ai09B23688 Araip.B09 23688 p3 (AAT)5 15 116376786 116376800 TGTGCTAGTGTCTTGCCACC AGATGCCCCTAGCCAATTTT 206

Ai09B23689 Araip.B09 23689 c (A)10gagtagtactgtaccggtaattgatgatgatgaaaaaccg(A)1060 116377858 116377917 GCAATAATTCAATGGTCAATGATAAA CATGCAATGGTTGATCACAAG 179

Ai09B23694 Araip.B09 23694 p2 (TA)10 20 116411438 116411457 CCTGTCCCACGAAGACCTAC GGATATCCAACGGTATCCATGA 275

Ai09B23695 Araip.B09 23695 p2 (TA)11 22 116420887 116420908 GGCTTACCACCACGTGTACC CAAGCCAACCCGACAAGTAT 183

Ai09B23696 Araip.B09 23696 p2 (TA)31 62 116428716 116428777 AGGGTTTAGCAAACCGGACT ACCTTTGGACTGTCCCTCAA 278

Ai09B23697 Araip.B09 23697 p2 (AT)10 20 116429472 116429491 GCATGACTTGCTCCTTTTGA GCGAATTAAAGCGCAATGTT 230

Ai09B23700 Araip.B09 23700 p3 (TGG)7 21 116433590 116433610 GGAGGTGGGGGTTTCAGTAT CCAGAATCGAAATCGTCTCTCT 280

Ai09B23703 Araip.B09 23703 p2 (AT)8 16 116437444 116437459 TCAGAAGCATTGTCACCTGC TCTTGCATGCAGCTTTTGAG 145

Ai09B23704 Araip.B09 23704 p3 (TAA)18 54 116443075 116443128 AATGGATATGGTTCGGGAAA GAGCAGTAGCGTGGAGGAAG 272

Ai09B23707 Araip.B09 23707 p3 (TCA)7 21 116451152 116451172 GCAAGCTGCTGTATTGGAGTT CAATGGGAGGATTCATGTCC 280

Ai09B23710 Araip.B09 23710 p2 (TA)7 14 116455431 116455444 TTGCTGATCCCTGAGAGTTTC CCTTGGATTATAGTCATGCAAATG 272

Ai09B23713 Araip.B09 23713 c (T)16gctatattttttttc(T)1142 116490131 116490172 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 212

Ai09B23716 Araip.B09 23716 p2 (CT)8 16 116504788 116504803 TGCATGCAAAAGGAAATGAA GATCTCTCCAAGTGCTTGCC 212

Ai09B23717 Araip.B09 23717 c (CT)13cnnnnnnnnnnnnnnnnnnnnnnnnntatcttctt(TC)1591 116508084 116508174 CAGCGATGGCTTTACAAACA GAGATGGAGTGGGAAGAGCA 246

Ai09B23722 Araip.B09 23722 c (TCA)12ttatcatcatca(TCT)769 116526849 116526917 TTGGCGCTAAAATCTCCCTA TGTGAGTGAACCCCACAAAG 256

Ai09B23724 Araip.B09 23724 p2 (AT)6 12 116531829 116531840 CGCGAAACATTCACACAAAG GCTGCGGCTAGTTCCTTATG 106

Ai09B23726 Araip.B09 23726 p2 (AT)12 24 116540698 116540721 CGAGCCTTTACGAATAAGAACC TCGTATTTTCTGGATTCGGG 235

Ai09B23727 Araip.B09 23727 p4 (TTTA)8 32 116560207 116560238 CCATGATGGAGAAAGGGAGA TTAGTGTCCCTTGGTGTTTCC 201

Ai09B23728 Araip.B09 23728 p2 (TA)6 12 116566766 116566777 TTCTCACGGTTTTCTCACCC GGCTGCATGCTTTTATCCAT 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23730 Araip.B09 23730 p2 (AT)7 14 116583917 116583930 CAGGAAAACAAAAAGCCTTCA CGACGTTCTTACCCCCTACA 241

Ai09B23732 Araip.B09 23732 p2 (CT)7 14 116586361 116586374 TTGGCTTGATGCTTCTGATG TCTTGTCCCTACCCAATCCA 152

Ai09B23735 Araip.B09 23735 p2 (TC)6 12 116612818 116612829 TTGAGCCTAATAGCGTGGCT TTTCGCTTTCGGCTTGTAAT 268

Ai09B23736 Araip.B09 23736 c (A)12gaaaagagaaaagaaaagaagagattcaaacaaagcaagaaaagaaaag(A)1071 116613238 116613308 GGGGACATTGGTTGAGGTAA TCACTTTTGGGGCATTTTGT 229

Ai09B23737 Araip.B09 23737 p2 (TG)41 82 116613810 116613891 CCGAGGGAATAGAGTGCAAA TGCCGTTGTCTACTTGGTCA 279

Ai09B23738 Araip.B09 23738 p2 (GA)11 22 116619056 116619077 TATGTGAGTGGTCGCCAAAA TTGATATGTCGCCTGGAAGA 279

Ai09B23742 Araip.B09 23742 p2 (CT)7 14 116649299 116649312 TTTTTGTTTGTTTCTTAACTGTTTCAA AATGAGATGGGAGAGGGAGAA 239

Ai09B23745 Araip.B09 23745 c (T)10atttttttatta(T)1032 116657675 116657706 TACTTTGGGGCATTTTGTCC TGTGGAGAAATTGGGATTGA 235

Ai09B23753 Araip.B09 23753 p4 (TTTA)6 24 116687100 116687123 TCCTGGACTGTTCATTTCCAC CCTTACCACTTTCTCTCTCCTCA 173

Ai09B23754 Araip.B09 23754 c (AAG)5atggtgatgatgataag(A)1143 116694410 116694452 TGAATGTAAGTTCATCTTCTTCCAA TTCCTCTTCCTCCTCTTCGAC 234

Ai09B23761 Araip.B09 23761 c (TG)7gtactctccactttgtatgtagttgtattttgtcccacctagaggttgactttggagaaccaggatatatatctatgttttgggtttatttttggttt(TA)9130 116722793 116722922 TGGAGGCTCTACTGAAGCAAA GCCCCACGACTTCTAAAAAC 280

Ai09B23768 Araip.B09 23768 c (TCC)6(TTC)15 63 116740168 116740230 AGTCAACTGTTCAAGCCAAGC CTCAAATGGCTGATTCCTCA 253

Ai09B23770 Araip.B09 23770 p5 (AAAAT)5 25 116748797 116748821 TGATGCGGATTGCAAATAAA TTTCGAAAATCCTTACCCCTT 169

Ai09B23772 Araip.B09 23772 c (ACA)5tataccaatcatatccacaaccaaatagatccaaaatacgcata(AT)977 116782561 116782637 ATGACTGACGCTCAAGGGAC TGTTGCTTCGAATAAGGGTT 265

Ai09B23773 Araip.B09 23773 p2 (AT)6 12 116788052 116788063 CATTTTCAAAGGGTTGCCTC TGAGCCCTTCTTCTTTCCAA 254

Ai09B23781 Araip.B09 23781 c (T)10caaaataagctagtaca(T)1037 116808208 116808244 GGATCGTCAAAATGGGCTAA AGTCGGATTTTAGGTCGGGT 222

Ai09B23784 Araip.B09 23784 p2 (TG)11 22 116812328 116812349 TGCATCTCGTGTTTATTTGCTT CCTATCCCTCATACAGCCGA 257

Ai09B23786 Araip.B09 23786 p2 (AG)6 12 116815923 116815934 ATTTTGGTGGCTAGGCAGTG CGTCAGATTTATCCGTCGGT 269

Ai09B23788 Araip.B09 23788 p2 (AT)8 16 116816757 116816772 CCTAAGCGTTACCTCATGCC AGCTAGCCGGCTTAAACTCC 247

Ai09B23790 Araip.B09 23790 p2 (AT)6 12 116829557 116829568 CTAAGCCTTACCTCATGCCG TGTATCCTTCATCGGGCTTC 111

Ai09B23791 Araip.B09 23791 p2 (AG)6 12 116832177 116832188 CCTTAGATGGGAAGCAATGG TGATTTAGATTTAGTTGAGAGGGAGA 270

Ai09B23792 Araip.B09 23792 p2 (AT)7 14 116841670 116841683 CAACAATCCTCATCAACCACA TCCCTTAGTCCCAAAAATCC 193

Ai09B23793 Araip.B09 23793 p2 (CT)6 12 116846883 116846894 AAATGGCTCATCAATCGGAG ACGGACCAAAAATGCTTACG 216

Ai09B23796 Araip.B09 23796 p3 (GAT)21 63 116860249 116860311 TGGGATCGACCCTTACTCAC CAATCCCACCACCACTATCC 244

Ai09B23797 Araip.B09 23797 p2 (GT)6 12 116868330 116868341 CTCCTGGCCCTTTTCTCTCT CCCTAACCCTGAAAAACCCT 125

Ai09B23798 Araip.B09 23798 c (A)11tttttttttc(A)1031 116870023 116870053 TCGAGTTTGGACAACTGACG CTTTACAGCCAGCCATGCTT 222

Ai09B23799 Araip.B09 23799 p2 (CT)7 14 116871347 116871360 TTTCTTATCTTTTTCAAAACCACAT AGAGGGTTCGGATTTTTGGT 279

Ai09B23800 Araip.B09 23800 p2 (CT)7 14 116871591 116871604 AACATCTCTCCCTCACCCAC AGCTTGCTCAGCTTTTGAGG 177

Ai09B23801 Araip.B09 23801 c (A)10c(A)12 23 116873735 116873757 TGAAGCAAGAAAAAGCAGCA GTCCCTCAATTTCAGCCAGA 262

Ai09B23802 Araip.B09 23802 p2 (AT)7 14 116884164 116884177 GCCACCACTTGTTTCAGGTT ATGCATGCCTATCCTATGGC 250

Ai09B23804 Araip.B09 23804 p3 (TAG)7 21 116891701 116891721 TCGTGATTTTACATTACCGCA GGACAGCAAGTTCCTGATAGC 249

Ai09B23806 Araip.B09 23806 p2 (TA)8 16 116932583 116932598 GGCATGGAGAACGATTGAGT GCTTTTTCAGCTTTCAACGG 223

Ai09B23811 Araip.B09 23811 p2 (TA)8 16 116949570 116949585 TCCTTTTCTGTTAGGTTCCATCA CTTCCCTGGGTACAAAGCAA 278

Ai09B23812 Araip.B09 23812 p2 (TA)6 12 116952767 116952778 AACCACCTGGGCAATTTGTA AATTCCCTGGGTTAAAACGG 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23813 Araip.B09 23813 p2 (AG)8 16 116957628 116957643 GGCTTGGAGGCAGCATATTA AGGACTGAGCGACAAAGCAT 256

Ai09B23818 Araip.B09 23818 p2 (TC)10 20 116968736 116968755 TGAAAGGCTGTGTTTTGGTG GGGAGGGAGAGGGTTAGAAA 177

Ai09B23819 Araip.B09 23819 p4 (GAAA)5 20 116979419 116979438 CCCCTTTTCCCAAATACACA TGGCGCTCTCTCTCTTCTTC 169

Ai09B23820 Araip.B09 23820 p2 (GT)6 12 116984866 116984877 AAGGGATAAAATCATCCCAAA GTTGTAATGGGGCTAAGGCA 239

Ai09B23821 Araip.B09 23821 p2 (AG)11 22 116987010 116987031 CTTTCCCGCAATTTCTTGAG CCTCCACTCCATCGTGTTTT 255

Ai09B23822 Araip.B09 23822 p2 (AT)6 12 117021294 117021305 GCCACTCTGATAGGAAGGGG AATCATTCTTTCCTCGCCTTT 251

Ai09B23827 Araip.B09 23827 p2 (TC)7 14 117041253 117041266 GGCAAGAAGTTGGCGTTAAA TGATAGGTGAGGGGTTTTGG 231

Ai09B23830 Araip.B09 23830 p2 (AT)6 12 117058390 117058401 CGTATCCGTCTTGTCCCAAT TGAAGCAAAACGTGGTTGAG 227

Ai09B23833 Araip.B09 23833 p2 (AT)6 12 117063686 117063697 ACTCGCATTGTATTCGTCCC GGGTGGAGTGGAATAGGGTT 249

Ai09B23837 Araip.B09 23837 c (TCTTCC)8tcttcttcactcaccgtggattatgaacgactt(CTCTTC)5ctccatgtatttcttcgttattctctttgccttttcattaattgttttacttgcgtttattattggtatttttgtttcc(T)11201 117075934 117076134 CCAAAGCGCTACACTCACAG CAAAACGATTTCAAAGCTTGATT 279

Ai09B23838 Araip.B09 23838 c (T)10atgaaatagattagacaacctctctctc(T)1149 117078805 117078853 TAAAATTGCTGGACAGAGCG TTCTCATTCATGAAGCCCATC 238

Ai09B23839 Araip.B09 23839 p2 (TA)6 12 117083030 117083041 GAACCAACAGCAGGGGATAG CCCCTGATGCTTTATCCCTA 279

Ai09B23840 Araip.B09 23840 p4 (TATT)7 28 117091097 117091124 TTCACCACATATGCATTGATCTT GTGTGGGAAATTGTGGGAAC 260

Ai09B23841 Araip.B09 23841 p2 (AG)6 12 117091842 117091853 CCAAGCAAAACATACATGCAA TACTAATGGCACGGAGGACC 162

Ai09B23842 Araip.B09 23842 p2 (AT)10 20 117094414 117094433 GAATGTCATGCAATGCAATCTAA CCAGTGAGGGTTCAATAGCTC 274

Ai09B23844 Araip.B09 23844 p3 (TTG)5 15 117108535 117108549 TGTCCTTGTGCAATAGAGCG AACGGTGGAAATCAGAGGTG 218

Ai09B23848 Araip.B09 23848 p2 (AT)10 20 117132170 117132189 AATGCCATTTGTGCAAGACA GGAACAGTGGCGTTTTTGTT 219

Ai09B23849 Araip.B09 23849 p4 (AAAT)6 24 117137342 117137365 CCACTTTCTCTCCCCTCATTT CCATGATGGAGAAAGGGAGA 154

Ai09B23852 Araip.B09 23852 c (T)10ctttctttttcttttctctcttttctttctttttttgtttttttgcctctcttttc(T)1076 117157039 117157114 CACCCTTGCCTTTTGGTTTA TGAAGCAAGAAAAAGCAGTGAA 163

Ai09B23853 Araip.B09 23853 p2 (AG)6 12 117158911 117158922 TTGAAGGGTGAGGTAGGTGG TGCAGGGATGAGAAATCCTT 202

Ai09B23857 Araip.B09 23857 p4 (TTTA)8 32 117218101 117218132 GGGTTAGCATATGACCCCAG TCCTTACCACTTTCTCTCCCC 213

Ai09B23858 Araip.B09 23858 p2 (AT)7 14 117230028 117230041 CTTAGCGTCTCGCTCCTGAC TATAGGCACAGCACGAATGG 262

Ai09B23861 Araip.B09 23861 p2 (AT)6 12 117249511 117249522 GGGACTCTACCCTGTCCCTC AGAAGCCGAAATCGAAACAA 227

Ai09B23863 Araip.B09 23863 p2 (AT)6 12 117250321 117250332 TTTCCTTGTTCTATTTTATGGGC GGCCCAAATCAATAGGTAATCTT 199

Ai09B23865 Araip.B09 23865 p2 (CT)16 32 117251387 117251418 TGTCGTCATCGCTGCTTATC CAACGGCGACTAAGTGATGA 186

Ai09B23866 Araip.B09 23866 p2 (AT)12 24 117257656 117257679 TGAAGATCTTGGGAAATGGG TTCACACACCCATGCATTCT 274

Ai09B23867 Araip.B09 23867 c (T)10ctttttcacaaaaatttg(A)1038 117267024 117267061 GTAGCGCCTCCAAAGATCAC TCCACTTTCACTTGGTGTGG 235

Ai09B23868 Araip.B09 23868 p2 (AG)7 14 117271883 117271896 AATCGGGCCATGCATACTAA ATGCATGCAAGATGAGATGG 279

Ai09B23869 Araip.B09 23869 p3 (GAT)5 15 117273760 117273774 TGAAACAGCAAAAAGGACCA AGCCACCCTATCCCTTGACT 269

Ai09B23874 Araip.B09 23874 p3 (ACC)5 15 117295868 117295882 ACTGGAGCTTGCCTGGTAGA TCATCGTCAGTTTGTCGCTC 192

Ai09B23876 Araip.B09 23876 p3 (TTC)7 21 117311502 117311522 CTTCCTCCAGCGACTACCAC TTGCAAAGTTGAAGGATGGA 257

Ai09B23877 Araip.B09 23877 p2 (TA)13 26 117313082 117313107 GATCATGTTCATGCACGGAG GATGCAAAAATGCAACATGC 242

Ai09B23878 Araip.B09 23878 c (CT)10t(TC)10 41 117322807 117322847 CTAACCACCCCATCATCACC ACCGTCTTGAAGAAAGCCAA 157

Ai09B23879 Araip.B09 23879 p3 (GTG)5 15 117323156 117323170 ATAAGGGGGACGACGAAGTT CCACTAACCACCCCATCATC 227



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23881 Araip.B09 23881 p2 (GA)18 36 117331211 117331246 CTCATCACGAACACCATAGCA TGTGCCTCGTTTCTCCTTCT 167

Ai09B23882 Araip.B09 23882 p2 (AC)6 12 117338179 117338190 ATGCAAAATGCATGAGTCCA AAAAATGTTGGTCGTCCCAT 226

Ai09B23884 Araip.B09 23884 p2 (AT)9 18 117357610 117357627 TGCGGTTCTTACATTCTCCC CTTTGGCAACTTGTTGGGTT 142

Ai09B23885 Araip.B09 23885 p3 (TCT)6 18 117375170 117375187 CTTAACCCCTCTCCCTCCAC CGGTCTTAGGTGCCATCAAT 235

Ai09B23888 Araip.B09 23888 p2 (TA)6 12 117381871 117381882 GTGATGCAGCAGAAGACGAG TCCCCAAATTCTCATTCCAA 279

Ai09B23891 Araip.B09 23891 p2 (AT)6 12 117414543 117414554 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 236

Ai09B23893 Araip.B09 23893 p3 (AAG)5 15 117462583 117462597 TGCTGCAAAATTACTTAGAAGAGG GATGAGGAGGAGGAAGAGGAA 234

Ai09B23898 Araip.B09 23898 p2 (CA)6 12 117500843 117500854 ATCAAAGTGCCCCTAACCCT TGGAAGTAAGGGAAACCGTG 175

Ai09B23899 Araip.B09 23899 c (ATT)23atata(T)1084 117507179 117507262 TTCTTCTCACGCAAGTAATCCA CCACACAGAGCTTTACGCTT 248

Ai09B23902 Araip.B09 23902 p2 (AG)6 12 117532429 117532440 TCAGAGAGAGAGGGTTCGGA TTTCTTATCTTTTTCAAAACCACC 278

Ai09B23903 Araip.B09 23903 c (TA)7(T)11 25 117533767 117533791 ACATGTGGAGGCCTCAGTCT TTTGGACAACTGACGGTTCA 260

Ai09B23904 Araip.B09 23904 p2 (AT)6 12 117535860 117535871 TCCGGCTACGCTACTCTGAT GCTTATTTCTCCCTCGCCTT 277

Ai09B23907 Araip.B09 23907 p3 (CAA)5 15 117544802 117544816 AAACCGCATCACACATCAAA CTCAAATCGTCAGTGAGCCA 224

Ai09B23908 Araip.B09 23908 p3 (AAT)5 15 117547138 117547152 AACATTGCCCTCAAGGTTGT TGGTGTTGCTTTGTTGAAGC 245

Ai09B23909 Araip.B09 23909 p2 (TA)18 36 117548366 117548401 TAAAACATGGGTGCCAGTCA GCCAACGTCTTCACGATTTT 278

Ai09B23911 Araip.B09 23911 p2 (AT)9 18 117566498 117566515 CCCCCTTTTCAATCAAAACA CCGGTATTTGCATTTATGTGG 280

Ai09B23912 Araip.B09 23912 p3 (TGG)5 15 117567051 117567065 GAGGCTGCTGGACCTTAGTG GCGGTAAATGAGGTAGCAGG 254

Ai09B23913 Araip.B09 23913 p2 (CG)6 12 117570383 117570394 TTATTGAATGGGCCTTACGC AGAGAGAAAAACCCAAGCCA 201

Ai09B23914 Araip.B09 23914 p2 (TC)6 12 117577981 117577992 CAGTTCGTAGGTTTTCCCGA AAGCAGAGAGATCGGAGCAG 229

Ai09B23916 Araip.B09 23916 p2 (AT)13 26 117598148 117598173 GCTCCTGACTCAGCTTGTGA AAGCGGAGTAGTCCCTGGAT 223

Ai09B23918 Araip.B09 23918 p2 (TA)9 18 117608346 117608363 AGGTTTCTGGTCTCTGCGTG GCTTCATGATGCAAATAAAATAAGAA 178

Ai09B23919 Araip.B09 23919 c (TA)12tgtatatatttctgaacactatcttattggagagacaaaatctccagtggcaagaatac(TTAGT)6113 117612771 117612883 GATGAAGGCTGGACCTGGTA GATCTCAATCTTCTATTCTTGCCA 254

Ai09B23920 Araip.B09 23920 p4 (ACAA)7 28 117617823 117617850 CCTTTCCTCCAATCCTCCAT GGACGTGTTTGCTTGGCTAT 244

Ai09B23922 Araip.B09 23922 p2 (TA)12 24 117621545 117621568 CAAAGGTGGTGAGGGACAAT CCCTCGGTTCTCATTCCATA 193

Ai09B23923 Araip.B09 23923 p2 (GT)15 30 117623847 117623876 TGGATGTCAGAAGTTATGTGCC GCAACAGAAATACCTCCCCA 234

Ai09B23925 Araip.B09 23925 c (AT)6tgcatttaaatttgtccttaatgtttaatttgattttaaaataatccttgtcagttaaa(T)1081 117627708 117627788 TGTGCCATGAGTTTAAAATATGAAT TGGTTGTGATGGAGATGCTT 258

Ai09B23926 Araip.B09 23926 p2 (TA)7 14 117656583 117656596 AGCCTTCGCAAATACAAACC CCCCTATTTCCACCCTTGTT 217

Ai09B23927 Araip.B09 23927 p2 (TC)6 12 117658143 117658154 TACGTCACCGTCAACTTCCA CCTCATCCATTCATTTAACCG 214

Ai09B23929 Araip.B09 23929 c (A)12ggaatgtttacgatttgaagttgctcaatccatcttaa(AAT)668 117668668 117668735 TTTGTCTGGAGATATGTGAGTTTG TTTTTATCGTGGGGGTCAAC 280

Ai09B23930 Araip.B09 23930 p2 (TA)10 20 117677067 117677086 TTCTTTAAAGTTTTTGATTTAATGTCC AAACTCGTTTGAAACTTGGACC 249

Ai09B23932 Araip.B09 23932 p3 (TTC)5 15 117679626 117679640 AGTGCGCCTAAACAAAAGGA TCTAGCTTCATTCGACGGTG 238

Ai09B23936 Araip.B09 23936 p2 (CT)6 12 117681688 117681699 TTGATGCGATCATTACCGTG CCATGCAGTCTTTGGAGGTT 177

Ai09B23938 Araip.B09 23938 p2 (AG)6 12 117687900 117687911 GCCGAGCTACAGTGGGTTAG TTCAAAGCGCAAAACCTCTT 179

Ai09B23940 Araip.B09 23940 p3 (AAG)6 18 117692396 117692413 TCCACTAGCATGGCATTGAG AGCTTATGATCGTGCAGCCT 163



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B23945 Araip.B09 23945 p3 (TCT)5 15 117703424 117703438 TCCTTAATGGCCAAAACGAC GAGCAGAAGAAGAGGGCAGA 271

Ai09B23947 Araip.B09 23947 p2 (TA)8 16 117715052 117715067 CCAGAGGCCGTAATTTGGTA GGTGAGAACCTAACCCCACA 262

Ai09B23950 Araip.B09 23950 p2 (CT)6 12 117719547 117719558 CTTTGACGACAACGACTCCA AGAAAGGGAGGGAGAAGCAG 225

Ai09B23951 Araip.B09 23951 p2 (GT)8 16 117719687 117719702 GCGATCACCCTCACTCTCTC ACCCTAACCCAAACCCAAAA 194

Ai09B23953 Araip.B09 23953 p2 (AT)6 12 117732126 117732137 AACGCGTTTGGATAAACAGG CTAGCCAACCAAAACTTCGC 110

Ai09B23954 Araip.B09 23954 p2 (AT)6 12 117735299 117735310 GGGTGAGTCAGTTCAATGGTC AATCAGCCAAAAACAGCCAT 171

Ai09B23956 Araip.B09 23956 p2 (TA)6 12 117739745 117739756 CAGGGTGAGTCAGTTCAATGG CACTGGTCATAGGACAGGCA 268

Ai09B23962 Araip.B09 23962 p2 (AT)7 14 117770181 117770194 ATGCATGCCTATCCTATGGC ATCGCAAGATGTAACTGGGC 258

Ai09B23965 Araip.B09 23965 p3 (GAC)6 18 117786172 117786189 TTACAGCGATGAGCATGACG AAGGGAAGGAGAGGGAGACA 270

Ai09B23966 Araip.B09 23966 p2 (GT)7 14 117806265 117806278 TGAAGTGCATGTTTTCTTTTGTG AAGGAAGCGTGAATTGTTGG 177

Ai09B23968 Araip.B09 23968 p2 (GA)6 12 117819339 117819350 CAATAATAAGGGGGTCCTAATCTG TATGCGTCCAGTCCAACTGA 223

Ai09B23971 Araip.B09 23971 p2 (TA)8 16 117825203 117825218 GTTGGATCCTTACGCCGATA CCATGGTATGGTCGCTTCTT 258

Ai09B23972 Araip.B09 23972 p2 (AG)6 12 117827561 117827572 GATGGGAAGTAATGGCAACTT CGCATATTTTCACCTTTCAATG 280

Ai09B23977 Araip.B09 23977 p3 (TTA)9 27 117855791 117855817 CGAACCAATCCAATTATCCG TTCGGATTGGATCAGTTAAGG 246

Ai09B23980 Araip.B09 23980 c (A)10c(A)10 21 117865089 117865109 CCCAGTATTTGTCGCGTCTT GAAGCACGTATCATTCTCCTCC 272

Ai09B23981 Araip.B09 23981 c (A)10caaaaaaaagcatacagtgcaaaa(AT)748 117866218 117866265 TTTTTCGTTTGCGTTTCATT TCACGAACATTTGAAGCACA 221

Ai09B23982 Araip.B09 23982 p2 (TA)12 24 117867063 117867086 GCTCTGAGATGCAAAGCAAA TTTAAATTTCGTGAAGCCCG 205

Ai09B23993 Araip.B09 23993 p3 (ATA)13 39 117921193 117921231 TGGATATATAAGGGCCTTCGG TGTTGAACTCCGTTTGCTTG 235

Ai09B23998 Araip.B09 23998 c (T)10ctagaattttagttctctcttttaatagtaaaaatttaaaaaatatatatataaca(AAAG)794 117940393 117940486 CAAACACATGGTGAGTAACTTTGA TGCACATCATGCTTCAAAAA 275

Ai09B24001 Araip.B09 24001 c (T)11at(TG)6 25 117951631 117951655 GGTTGAGTGAGCTGAGACCC AGGTGCCTCTCTTTTCTCCC 170

Ai09B24004 Araip.B09 24004 p2 (AT)10 20 117961079 117961098 TTTTTAAATGATTTTGGGGTTCA AGAACTGGGCTTTGTTTGGT 108

Ai09B24005 Araip.B09 24005 p2 (TA)20 40 117961346 117961385 TCACAAAGATCACAACTCCAAAA GTGGCGGCTAATCATTTGTT 210

Ai09B24007 Araip.B09 24007 p2 (CT)9 18 117965670 117965687 GACCAGATCCTTCCTCTCCC TGCGGCAACATACACAGAAT 241

Ai09B24008 Araip.B09 24008 c (AG)11tgagaggaagagagtgagtgagtgagcaat(AG)970 117973638 117973707 GGTGGCTTGCGATATGGTAT CCATCCCTCACTTGCTCACT 182

Ai09B24009 Araip.B09 24009 p2 (AG)9 18 117975039 117975056 GCGCTTTTGAAGAATCTCGT TTCTCGGGTTTCAATCAACC 241

Ai09B24010 Araip.B09 24010 p2 (CA)7 14 117976719 117976732 GACCTTGTCGTGCTGGAAAT TGACCATTTGGGAAGATGCT 277

Ai09B24011 Araip.B09 24011 p4 (GATT)5 20 117977178 117977197 GCAAGTTTGTAAGGCAAAGC TCACCAGTCATACTTATTGGGAA 277

Ai09B24013 Araip.B09 24013 c (TA)8(TG)26 68 117997503 117997570 TGGTTTATTGTACCCTCGCC TTAAACCGCAATACCGTTCC 245

Ai09B24021 Araip.B09 24021 p2 (CT)8 16 118014727 118014742 TGACATCCAAAGGATTCAGTTTT GCAGCGAAACTTGTCCACTT 279

Ai09B24022 Araip.B09 24022 p2 (TA)9 18 118020624 118020641 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 262

Ai09B24024 Araip.B09 24024 p2 (AT)6 12 118034151 118034162 GATATGGGCGCAGAAGTCAC ACCGCAATACCGATTCAAAA 250

Ai09B24025 Araip.B09 24025 p2 (TA)15 30 118041523 118041552 GATATGGGCGCAGAAGTCAC ACCGCAATACCGATTCAAAA 265

Ai09B24026 Araip.B09 24026 p2 (TA)9 18 118042528 118042545 AGTTTGGTCATTTGTGGGATT TGAAACATGGCTCATATGCCT 188

Ai09B24029 Araip.B09 24029 p2 (AT)6 12 118047293 118047304 CAAGACAGTAATCGGCCTCTG TTTTGAAAATTGCACCAGACA 269
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Ai09B24031 Araip.B09 24031 p3 (AAC)6 18 118048909 118048926 GGAGTAAGTTTCGCTCCCAG TGTAGCCGACCCCATTTAGT 276

Ai09B24034 Araip.B09 24034 p4 (TTTA)5 20 118063221 118063240 CTCCTAAGCCAGCCACTGAC TCAAAAGTTGCATCATGCGT 181

Ai09B24035 Araip.B09 24035 p2 (AT)6 12 118064067 118064078 TGACGTCAATCTCAAAGACCA TTTTTCCAATCCAAACAAAGG 215

Ai09B24036 Araip.B09 24036 p5 (AAATA)5 25 118068645 118068669 CTCTTATGCCGTTTTAGGGG CCCCTGCCCAGTATTTTCTT 274

Ai09B24038 Araip.B09 24038 p2 (TC)6 12 118110834 118110845 GGAACATTGAACCTAGAATGAAGAA ACGTATCAGAAATCGCTGGG 231

Ai09B24043 Araip.B09 24043 p3 (AAC)5 15 118122457 118122471 TCTTTAATGATTGGGCTCGG TTCAGTTCACCGATTCACGA 150

Ai09B24045 Araip.B09 24045 p2 (AG)10 20 118127176 118127195 TTTTGAAATATCAAGCCGGG AAACGACTCGTCAATCGGAG 247

Ai09B24046 Araip.B09 24046 c (A)10taaataaaaatatacaaaaatcc(A)1144 118132390 118132433 GCTGGCCATCAAGCTTTAGA AAAAATGCAATTGACACCAAA 226

Ai09B24047 Araip.B09 24047 c (TCT)5gctattctttcttcttttgctcgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1090 118136274 118136363 CAAAATCTCTTTCCCACCCA GGGAGCTTTTGTCTTCCCTT 232

Ai09B24050 Araip.B09 24050 p2 (GT)6 12 118153853 118153864 GCTTGGGAAGATTGAGGTGA GGAAAATCGGGCGTTAATTT 215

Ai09B24053 Araip.B09 24053 p3 (CGT)5 15 118160419 118160433 CACCTTAGTTCACCGCCATT GAGAGATGCAACGGAGGAAG 168

Ai09B24056 Araip.B09 24056 p2 (TA)7 14 118167914 118167927 CTATCACCACTGGCCTTGCT TGCACCCAATCAGCGTATTA 127

Ai09B24057 Araip.B09 24057 p2 (AG)7 14 118169013 118169026 CACTGGTCAGCTTGGACAAA TCGATAATTCGATGCAGTGG 221

Ai09B24058 Araip.B09 24058 c (TA)7catacatatatatacacatacagaacaagttgagctttcttttcagcataataatggaac(T)1286 118171945 118172030 GTGGAGCTATTTTCCCACCA CAGGAACCACTGAACAATTCC 144

Ai09B24062 Araip.B09 24062 c (T)10gccttcatgcttgtggtgtggtgtggatgatcc(T)1154 118181992 118182045 TTCCCGGTGAGTTAGGTACG ACGAGGCAAAAACACTGGAG 219

Ai09B24064 Araip.B09 24064 p2 (AT)8 16 118187298 118187313 ATCAAACTGTCACGCTTCCG TTTTCCCTCGCCTTTATCTTT 275

Ai09B24066 Araip.B09 24066 c (T)10ctcttctattgaatcaaaatcagg(TTC)549 118208603 118208651 ACCTGGGTTTCGCTTTTCTT TAGGCCAATGGATTTTGGTC 213

Ai09B24067 Araip.B09 24067 p3 (CTT)5 15 118209544 118209558 CAGCTTCTAACGCCTCCAAC CATGTCAATGCACTCATCCC 243

Ai09B24069 Araip.B09 24069 p3 (AAT)8 24 118212439 118212462 TCTCTCCACCAAACGCTACC CTGCAAGAATTTCCGTCACA 213

Ai09B24070 Araip.B09 24070 p2 (AG)6 12 118213591 118213602 GGGGATGCAAAATTTGAACA AAATCTAACCCAACAGGCCC 171

Ai09B24080 Araip.B09 24080 c (TTA)6(TAT)5 33 118227017 118227049 CCTTCTAATATCCGGTGGACA ATGTAAGCAGGAATCCGCAG 255

Ai09B24081 Araip.B09 24081 c (T)12gcgatttaaaacgacgtcgtttcttt(A)1957 118228383 118228439 GTCATCCAACCGAAGAAGGA GGCTAGGGTTACAAAACGCA 203

Ai09B24085 Araip.B09 24085 p3 (TTC)6 18 118242716 118242733 ACAACACAACCCTCTCGTCC GCTTTTGTCTTCCCTTTCCC 222

Ai09B24087 Araip.B09 24087 c (A)10gaagaagataaccctagcccgtttcg(TTC)963 118257137 118257199 GGCGTTGTTTCTCCTGTCTC TGAGTTGGGATACGCTGTGA 276

Ai09B24088 Araip.B09 24088 p3 (AGA)5 15 118266320 118266334 TGGAGGCAATTGTCTTTCCT CACACATCCCTCCATCTCCT 187

Ai09B24089 Araip.B09 24089 p2 (AG)8 16 118268445 118268460 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 229

Ai09B24092 Araip.B09 24092 c (T)12gggtttcaggtgaaaaacattacaagatgagcgaacaaattagagaagaa(T)1072 118274435 118274506 AACGTGCACTGAATTTGCTG CATATTCTTCTCATCCTTTAAAAACC 262

Ai09B24095 Araip.B09 24095 p2 (TA)10 20 118296544 118296563 AAGCTTTTCTCTCCCATTTCAA CAACCTCCCCACACTTAAACA 280

Ai09B24096 Araip.B09 24096 p3 (ATC)7 21 118300531 118300551 GCAAAGAACAACAATGGAATCA TTTGCTGCTTCTGCTTCTGA 244

Ai09B24098 Araip.B09 24098 p3 (AAT)5 15 118303365 118303379 CATTTGATCAATGATGGAAAAGTT GGAATTGTTTTTCTAAGAAGCATTGT 261

Ai09B24100 Araip.B09 24100 p2 (CT)6 12 118307333 118307344 CCATGCATGTATAAATAGGGGC GAGAGGAGGAATATTAGCCGTG 271

Ai09B24102 Araip.B09 24102 p3 (CTT)6 18 118312200 118312217 GTGTGCCTTTTGAATCGTCA CCAGAAAAAGGGTGGTCGTA 236

Ai09B24106 Araip.B09 24106 p3 (GGT)6 18 118317763 118317780 TGTGAGCTCTGAAATTGGCTT TCAGGGCTTTCTTGTCAATG 232

Ai09B24109 Araip.B09 24109 p2 (AT)7 14 118328801 118328814 CAGGTACGCTTCCGCATTAT GATCCAGTCGCACGTATATGA 237



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B24112 Araip.B09 24112 c (T)10atttttattttatttttagtgtttttcatttttaaattttat(A)1062 118345639 118345700 GGTGTTCTGTGTTCAATCCAAG GCAGAGAGCAACATCTGCAA 209

Ai09B24115 Araip.B09 24115 p2 (AT)6 12 118353841 118353852 CAACTCTTTGCACGCCATAA TCCTCATCGATTCTGTTTCAA 264

Ai09B24116 Araip.B09 24116 p2 (AT)9 18 118355010 118355027 TCAAAGTGAGTGAGTTCAATGG TCCAATCAATCACGTGTCAAA 229

Ai09B24117 Araip.B09 24117 c (CT)10t(TC)17 55 118358687 118358741 AGCGCTGATGAAACATACCA AAAGCAGAAGCGATGGAGAA 183

Ai09B24118 Araip.B09 24118 p2 (TC)10 20 118361885 118361904 TGCATGCTTGGATTCTCTTG GAGTTGTGACGGCTTGTGTG 255

Ai09B24119 Araip.B09 24119 p3 (CAT)5 15 118362134 118362148 CACACAAGCCGTCACAACTC CACCCTTTGCACTGAAACCT 277

Ai09B24122 Araip.B09 24122 p2 (GA)8 16 118372632 118372647 TTTCTTGGTGGGAGGTGAAG CTACTCACCTCACCCTTCGG 201

Ai09B24123 Araip.B09 24123 p3 (GAA)5 15 118379734 118379748 TGGGTAGCGGTAGTAGTGGG TCTCTGTCTCATCAACCCCC 142

Ai09B24126 Araip.B09 24126 c (T)13gagtaaatacctcactcgacaattatctcgaaaggataacgaaat(A)10tacccaattcggtttttgatttttttttgggattgattagccactgtgc(A)10tattgacttttttgacacaggagttaatcagtcccataaaagtaaagctcaggatccgggtagata(T)10203 118389907 118390109 TCTGTCATTGAATTGTTGCCA TAATTATCTCAAAAGACAACGAGACT 267

Ai09B24130 Araip.B09 24130 p2 (GA)6 12 118404514 118404525 AGGGAAGCGCAGTACAGAGA AGACCACCACCTCTGTCCAC 145

Ai09B24133 Araip.B09 24133 p3 (GGC)5 15 118438883 118438897 AAGGGGAAAGAGAGAGGTCG CGATAGTACGCTGTGTGCGT 224

Ai09B24135 Araip.B09 24135 p4 (TTTA)6 24 118457685 118457708 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAA 128

Ai09B24140 Araip.B09 24140 p3 (ATT)6 18 118468445 118468462 TGGCTGAAAATTTTTGTTTCC TTGGTTAAGGGAAGCACCAC 182

Ai09B24141 Araip.B09 24141 p2 (AC)7 14 118472087 118472100 CCAAGATTAGACCGAACGGA CCTTCCTCTCCACCATTTCA 144

Ai09B24143 Araip.B09 24143 p2 (CA)7 14 118488627 118488640 CGCACACACACACACAAAAA TGTCCCTCCTAGAGGTCGAA 239

Ai09B24144 Araip.B09 24144 p2 (TC)6 12 118502619 118502630 TTGGTGACCCGCAATAATTT CAGCGGGACTGATAGAGAGG 169

Ai09B24145 Araip.B09 24145 p3 (AAT)5 15 118504670 118504684 CCAACGATGACAAAACATGC AGGGAATTGTGGTGTCTGGA 273

Ai09B24147 Araip.B09 24147 p2 (GA)18 36 118508577 118508612 GCATGCTAGCTGAACATGACA CCCCTTTACCCCTCTCTCTTT 194

Ai09B24148 Araip.B09 24148 p2 (TC)7 14 118517424 118517437 CATTGTCACAGACCTCCCAA AAAAGTTGAAAAAGAATGACCGA 104

Ai09B24150 Araip.B09 24150 p2 (TA)8 16 118534746 118534761 GTTTGTTTCTTTTGGCGTGC GCGGATCGGAGCTCTATTTA 280

Ai09B24153 Araip.B09 24153 p4 (AAAT)5 20 118541180 118541199 GGGACTAAACCCATCCGATT TTACCAATGCAAGTTGGCAC 235

Ai09B24155 Araip.B09 24155 p2 (GA)9 18 118555741 118555758 GGGGGAAGAAGAAAAGAAAA CCCCAGATTTGGCAAAAATA 273

Ai09B24158 Araip.B09 24158 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttttatttttttta(T)1095 118582887 118582981 CTTTTTGTTTGTTTCTTAACTTTTTCA GGATGAGAGAGATGGAGGGA 247

Ai09B24159 Araip.B09 24159 c (TTC)5atctattctttcttttattgctcgagggcgagcaaaattctaagtttggtgtggtaaaagcataagc(T)1193 118596059 118596151 CTTCTTGGCCGAAACACTTC CGGTCTTAGGTGCCATCAAT 161

Ai09B24161 Araip.B09 24161 p3 (AGA)6 18 118607948 118607965 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai09B24162 Araip.B09 24162 p2 (AG)6 12 118609972 118609983 AAGATGGGAGAGGGAGAATTT TCTCATCTTTTCAAAATTTGTTTCA 265

Ai09B24168 Araip.B09 24168 p3 (TTC)5 15 118614189 118614203 CTTCTTGGCCGAAACACTTC CGGTCTTAGGTGCCATCAAT 161

Ai09B24174 Araip.B09 24174 c (T)10aaaatcaaaaataaaaataagaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6101 118654377 118654477 TCGAAAATGGTTTTTGAAAATTG ACTTTTTGTTTGTTTCTTAACTTTTTC 195

Ai09B24175 Araip.B09 24175 p3 (GAA)5 15 118654639 118654653 TGAAAAAGTTAAGAAACAAACAAAAAG TTGGCCGAAACACTTCCTAC 197

Ai09B24179 Araip.B09 24179 p3 (GAA)5 15 118672433 118672447 CGGTCTTAGGTGCCATCAAT CTTCTTGGCCGAAACACTTC 161

Ai09B24181 Araip.B09 24181 p3 (TTC)5 15 118679165 118679179 TAAAACCAATTTCCCACCCA CGGTCTTAGGTGCCATCAAT 275

Ai09B24182 Araip.B09 24182 p3 (AAT)5 15 118687553 118687567 TATTTTTGGCTGCCATCTCC TTTCTTCCACTCACAAAGGGA 243

Ai09B24187 Araip.B09 24187 c (TCA)8(ACA)7 45 118732015 118732059 GCCACACCTAGTGCGAAGTAA AAACGTTGGGAACAAAAACG 271

Ai09B24190 Araip.B09 24190 p2 (TA)6 12 118737837 118737848 GGTTGGTGGGAGTGAAAAGA GCAATAAAAGAATGACGATGAAGA 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B24196 Araip.B09 24196 p2 (TC)6 12 118752227 118752238 CCGATGGTAATTTTGCCCTA TTACTGGCGAATGCAGACAC 235

Ai09B24198 Araip.B09 24198 p3 (GAA)5 15 118758780 118758794 CCCCTAATGAAAGTGGGGTT TTTGGGGGATTGAACTTTTG 255

Ai09B24200 Araip.B09 24200 p2 (AT)7 14 118795939 118795952 GCGAAGATAAACCAGCCTGA TCAGATGCAGGTCAGGTGTC 271

Ai09B24203 Araip.B09 24203 p2 (TC)6 12 118814885 118814896 AAAAGGGCATTTTTGCACAC GGTGAGGTAGGTGGGGTTTT 225

Ai09B24205 Araip.B09 24205 p2 (AT)10 20 118842454 118842473 GGAACAAAGCTCAAAGTCGC TAGCCGGCCTAAACTCTGAA 222

Ai09B24206 Araip.B09 24206 p2 (AT)20 40 118847265 118847304 AGGCTCAACACCTCACCAAC GGATCCAATCAGCTTGAGAGA 272

Ai09B24207 Araip.B09 24207 p4 (TTTA)7 28 118856417 118856444 TGGAACATTTTGTCCCCTTT GTGGGAAAAGTGGGTTTGAA 255

Ai09B24208 Araip.B09 24208 p3 (ACC)7 21 118874876 118874896 AACCACAACCACAACCACAA TGTTTGGTGTTGTTTCCTGC 115

Ai09B24209 Araip.B09 24209 p2 (TC)8 16 118876006 118876021 GTCGTGTCTTCTTCGCTTCC TGACAACCCAGATGCGTAAA 197

Ai09B24210 Araip.B09 24210 p3 (TAA)12 36 118893797 118893832 TAAAGCTGAGGTGGCAAGGT TTCGCAGGCTGAGTTAGGAT 276

Ai09B24211 Araip.B09 24211 p2 (AC)8 16 118900786 118900801 CAACCCTCAGAAAACGTGGT TTAACCGGACGTGAGTGATG 268

Ai09B24212 Araip.B09 24212 p2 (AT)10 20 118901043 118901062 AAGGCCAGCCAGAGTTTACA CACCTCGGTAGGCGTCTTAG 231

Ai09B24213 Araip.B09 24213 p2 (AT)7 14 118909461 118909474 GCGCTACTCTGATAGCTCGG TTCATTGTACCCTCGCCTTT 259

Ai09B24214 Araip.B09 24214 c (TTA)6(TTG)8 42 118929210 118929251 TCATCAAGACTCTAGGCAGTTCA TTGTTTTGTAAGTATGTGCAGCAA 274

Ai09B24215 Araip.B09 24215 p3 (TAT)7 21 118930569 118930589 TTGAAAACTACATGTCACTTAACAGAT GCAAGGCTAAATAAGATGGGC 264

Ai09B24218 Araip.B09 24218 p3 (TTA)11 33 118941955 118941987 TTTGAGCAGTATTGGCCTCTC CATTTGGAGGAATGGCATGT 230

Ai09B24219 Araip.B09 24219 p3 (AAT)11 33 118944518 118944550 CGAGACCTACGAGAAATAAGAAAAA ATTTACGCTTTGCAGGTTGC 127

Ai09B24220 Araip.B09 24220 p2 (TA)6 12 118965248 118965259 TGGTTTACTGTACCCTCGCC AACTTTAAACCGCAACACCG 207

Ai09B24221 Araip.B09 24221 p2 (TA)7 14 118971284 118971297 TGGTTTACTGTACCCTCGCC AACTTTAAACCGCAACACCG 209

Ai09B24225 Araip.B09 24225 p2 (TA)8 16 118974666 118974681 ACCTAAGAGGTCGCGGATTC TCGTCATCAAAGCGTAAGTTCT 149

Ai09B24227 Araip.B09 24227 p2 (GA)13 26 118976416 118976441 ACTGCGGCAAAGAAGAATGT CGCAGTGGACTTTTCAGTCTC 256

Ai09B24228 Araip.B09 24228 c (GA)12gtttaaataacaaaaaagaaaaaatagaattgaaaatgactgaaagaaag(A)1084 118976664 118976747 ACTGCGGCAAAGAAGAATGT AGGGGAGCTTCCATTACTCG 261

Ai09B24229 Araip.B09 24229 p3 (CTT)5 15 118977760 118977774 TGTAAACACGCGCTCACATT TTCGTGATCGAAATGAGAAAGA 258

Ai09B24230 Araip.B09 24230 p2 (AT)6 12 118986506 118986517 TGCCATTTCCTTAATTGTTGTG TTTCTTGGGCTGGTTCATTT 255

Ai09B24233 Araip.B09 24233 p2 (TC)10 20 118988476 118988495 TGCTTCTGTTTTCCCTCTGAA GAGAAGCACGCAAAGGAGAC 246

Ai09B24235 Araip.B09 24235 p2 (AT)7 14 118990879 118990892 AAACGCAGAGAACGAAGGAA ACACGGGACACAAGACATGA 280

Ai09B24237 Araip.B09 24237 c (TGA)5tggggttttggtttaacttgggcttctgattgattttgttgttc(TGA)7ccatgatgataa(TGG)5cgggttgtggttcagtttggacttctggttgattttgattgattttggaggaagttc(TGA)7185 118993076 118993260 CTGATGGTTGATGGTTCTTCTG GAACCCACCACCACTACCAC 276

Ai09B24238 Araip.B09 24238 p2 (CT)7 14 118995589 118995602 CAGAGCACAATCACCGAAAA AAGTGAGCGGTGAGAGGAGA 210

Ai09B24245 Araip.B09 24245 p3 (TCA)6 18 119004810 119004827 CCTCCTCATCTTCTGCTGCT TTTGCAGCATTATGTGTTTCTTC 184

Ai09B24246 Araip.B09 24246 p3 (TTC)5 15 119005344 119005358 GGCTGACTTTGGTGGTTGAT TCCCTTCTTCTTTTGATTTTGC 272

Ai09B24253 Araip.B09 24253 p2 (CT)6 12 119032185 119032196 CTTTTTGTTTGTTTCTTATCTTTTTCA AGAGGGTTCGGATTTTTGGT 267

Ai09B24254 Araip.B09 24254 p2 (CT)6 12 119032406 119032417 TCTCTCCCTCACTCACCAAAA TTCTTGTCCTTGCTCCTGCT 172

Ai09B24255 Araip.B09 24255 c (A)10caacaaatgaagaagaaaatagaagagataatatgaaaaaaaaatagaaataagaaaaaaaaagagaagaagggaaag(A)1098 119042872 119042969 GCATTCAAGTGTGGGAACCT TGCTTTAGGGCATTTTGTCC 263

Ai09B24256 Araip.B09 24256 p2 (AG)6 12 119044364 119044375 TTGGAGATCTCATCTTGGGG TTGCAATGGATCTCACCAAA 228
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Ai09B24257 Araip.B09 24257 p3 (TTC)5 15 119048293 119048307 CATCATCCACTCTTCCCCAT CCCTCGAGCAAGAGAAGAAA 254

Ai09B24259 Araip.B09 24259 c (CT)6ttttttccccctctcc(CT)11ttctctcttcctccctctctctctccctttctctctccttcccttctcc(CT)6111 119069707 119069817 GCACCAGTTTAAACCAATTCA GGGGAGAGAGGGAGAGAAGA 244

Ai09B24261 Araip.B09 24261 p2 (AT)7 14 119076164 119076177 AAATTGGCAGTTGGGATCAG TTTGTCTTTTGCTTCCTTCCA 130

Ai09B24262 Araip.B09 24262 c (A)10ggaaagaga(T)1029 119076897 119076925 CCTTGTGTCATGTGTTATTGTCC AGAGGTTGCAGGTTCGAGTC 230

Ai09B24263 Araip.B09 24263 c (TA)6aaaaaataaacaaaggcaccaccaactactcccaccatagttaactttcttttttctttttc(T)1791 119077460 119077550 ATGGAGGAGGGCAAGTAACC ATGTTTCCCATGAAAACCGA 197

Ai09B24265 Araip.B09 24265 c (A)10tcatattctaaaaattaaagttcaaatatcttgtttgaggaattaaataattttttattttatttaag(A)1088 119084534 119084621 TCACCTTAGATTCGTTGGGG TTGGATTTGAAAATGAAACCG 174

Ai09B24266 Araip.B09 24266 p3 (TGA)5 15 119086205 119086219 GCATATCTCCAACCCGAAGA CGGTCCCCATGATCAATAAC 137

Ai09B24271 Araip.B09 24271 p2 (TA)6 12 119097471 119097482 AGTCTCGTGCTGATAACGTGT TGCAACAATAAACAGATGCGA 280

Ai09B24275 Araip.B09 24275 c (T)13catttccttcttttgcaattcaggaacttcaagtgaccaaaaataaaaggatggttttaa(T)1184 119123820 119123903 CCCCTCATGTCTGCATTTTT AATACCACCCTTCTCCCACC 251

Ai09B24276 Araip.B09 24276 p3 (TGG)5 15 119124188 119124202 TCTTTTCCGTCTTCATTGCAC TCCAAAACCTTATCTACGCCC 280

Ai09B24279 Araip.B09 24279 c (T)11caccatgtgacgacttagtcttattttaac(T)10ggtaaatgattatatttttaaaattctaataattctgcatgttcaatttaaaaaattatggaagtgatttcataccataattt(A)14148 119127437 119127584 GCCACTACAATCTCACTGCG TCGTTGGTAGATCCAATTATTTATG 261

Ai09B24280 Araip.B09 24280 p3 (ACC)6 18 119129980 119129997 AAGAGGTTGTGGTGGTGGAG TGGGTCACTCGTAGCTGTTG 181

Ai09B24282 Araip.B09 24282 p2 (AG)7 14 119131255 119131268 CAAGATGGAACAGATGCGAA TCTCCTTTGTTGTTGTTGCG 245

Ai09B24285 Araip.B09 24285 c (T)12aatagatattaaacttgcactagaagttttt(A)1053 119133298 119133350 TCTCATGGATAAAGTAGTTTTGTTGA CCATCAACGGAGTTTTCTTCA 270

Ai09B24287 Araip.B09 24287 p3 (AGA)5 15 119140861 119140875 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 245

Ai09B24290 Araip.B09 24290 p2 (CT)11 22 119150448 119150469 TAAATTCGAACCGCAAATCC CCACGCATCCTTTGAAAGTT 172

Ai09B24291 Araip.B09 24291 p2 (AC)9 18 119150732 119150749 AATGTTATGCTTCCGGCTGT CCAATTTTGTAAGAGGGATAGGAA 262

Ai09B24293 Araip.B09 24293 p2 (GA)9 18 119159927 119159944 CCTTATGGGGCAACAAAGAA ACCCTCTCCTCTCCACCATT 220

Ai09B24294 Araip.B09 24294 p3 (GTT)5 15 119163789 119163803 GTCGATTCCACGAGGATTGT CCGAAAAAGATAAACATCTCCG 202

Ai09B24295 Araip.B09 24295 p2 (TA)8 16 119184035 119184050 TTATCACTTTGCTTTGGGGC TAAGTGTGGGAAAGCTTGGG 255

Ai09B24297 Araip.B09 24297 p3 (TAT)5 15 119187644 119187658 GAACCCCCTCTTCCATCTGT TTCTTGTCCTTGCTCCTGCT 153

Ai09B24298 Araip.B09 24298 p3 (TTC)5 15 119189257 119189271 GCCGAAACACATCACCTTCT GCTTTTGTCTTCCCTTTCCC 191

Ai09B24299 Araip.B09 24299 p4 (TAAC)5 20 119192646 119192665 GGCAATTCTTATGCACTTGG CCCACCACTATCATTCACCA 274

Ai09B24301 Araip.B09 24301 p5 (TATTT)7 35 119201648 119201682 TTGGTGTTTCCTTGTTGAGAAA GGCTAACCGAATTCAAAAGAGA 222

Ai09B24302 Araip.B09 24302 p5 (AAGAT)6 30 119208623 119208652 CAGTAAAGGGCCCAAATGAA CCTGGGTGCTCCAGTGTATT 192

Ai09B24305 Araip.B09 24305 p5 (AAGAT)5 25 119229473 119229497 CAGCCCAAGCCTACAGAGAG ACTTGCTGGCTGGCTGTACT 273

Ai09B24306 Araip.B09 24306 p2 (CT)6 12 119237106 119237117 TCGACTTTTTGTTTGTTTCTTATCTTT ACAGATGGAAGAGGGGGTTC 192

Ai09B24307 Araip.B09 24307 p3 (TTC)5 15 119240545 119240559 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 178

Ai09B24310 Araip.B09 24310 p5 (ATAAG)5 25 119260723 119260747 AGAGGAACACGACCCACATC CCTGGGTGCTCCAGTGTATT 169

Ai09B24312 Araip.B09 24312 c (T)11(G)11 22 119269257 119269278 GGGCTTCTCAGAAAACTTTGG TTTCCTTCATTTCACGCCTT 178

Ai09B24314 Araip.B09 24314 p3 (GAA)5 15 119293407 119293421 ACTCGGAGGTGGAACCTTTT AGCCCTCCATTCTTCCTCAT 258

Ai09B24315 Araip.B09 24315 p2 (AG)6 12 119296461 119296472 TCCAAACACAAGGGAAAGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 265

Ai09B24319 Araip.B09 24319 p3 (TAA)7 21 119312386 119312406 ATCGCGTAGCCATTAGGTTG TCTAGCTATATGGTTGGAAACACC 275

Ai09B24320 Araip.B09 24320 p3 (CAT)7 21 119331771 119331791 ATCGCATCTATCGTCCCATC GGGCAGTGTAAATGCTGCTT 279
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Ai09B24322 Araip.B09 24322 p5 (AAGAT)5 25 119341630 119341654 AACACGACCCAAATCCAAAG CAAGGGACTCCGATGCTTAT 235

Ai09B24323 Araip.B09 24323 p3 (TGA)5 15 119343364 119343378 CTAATTACGCCGAGCTCCAG ACATCGGGATCAGACTCAGG 271

Ai09B24326 Araip.B09 24326 p2 (AG)10 20 119362296 119362315 CCCTAGTGAGGTTGTGCCAT CTCAATTCATTCCCTCGCAT 172

Ai09B24328 Araip.B09 24328 c (T)10ggtgac(TA)6 28 119384052 119384079 TCCTAATTAAGATGGTCCAGCAA GGGCTGAGCTAGAACAGGAA 267

Ai09B24329 Araip.B09 24329 c (A)10tttttcaaaaagctttcaaaaaatttctcctttgttttcg(A)1060 119395538 119395597 TCGAGTTTGGACAACTGACG ACAGCCAGCCAGGCTTTAG 222

Ai09B24331 Araip.B09 24331 c (CT)6aattttcgaaaatatctccctcctttttcaaaaattctttttaattaaccacaaggacctctatactgtggtataaaggatccc(TAT)7117 119396939 119397055 TTTCTTACCTTTTTCAAAACCACC CTTGTCTTTGCTCCTGCTCA 192

Ai09B24332 Araip.B09 24332 p2 (CT)6 12 119397414 119397425 TCGAAAATTCTCCCTCTCCC AAACTTGCAGTTCTGCTGCAT 257

Ai09B24333 Araip.B09 24333 p3 (TTC)5 15 119400236 119400250 ACCCATATGGCCGAACATTA GATTCTCCGATCTTAGGGGC 258

Ai09B24334 Araip.B09 24334 p2 (CT)6 12 119436122 119436133 GGAACATTGAACCTGAAATGAA TTTTTGGGCTGTTTTTGACC 224

Ai09B24336 Araip.B09 24336 p2 (TA)8 16 119439465 119439480 TTACGCCGATTTGTAGGGTC CTGCATCAGCATCTGCATTT 261

Ai09B24345 Araip.B09 24345 p2 (GA)13 26 119490541 119490566 TGCCAAACAAATTTAGAACAATC TCCTCCTCCCTTCTTCCTTC 279

Ai09B24356 Araip.B09 24356 p2 (AT)12 24 119571924 119571947 ATCAAGCTCCGTACTCGACC GCAATCGAAGTTGGGATGTT 226

Ai09B24361 Araip.B09 24361 c (A)10gagataatttttcagaccaaaaacagtaaaagattcaaaatttttactgaattg(T)1074 119583866 119583939 TTGTTATGCATCTCGCCAAA TCAAGGCTCTTGTCTCCTTTTC 194

Ai09B24362 Araip.B09 24362 p3 (TTC)5 15 119587551 119587565 AACACAACCCTCTCTTCCCC GCTTTTGTCTTCCCTTTCCC 218

Ai09B24363 Araip.B09 24363 p2 (AG)6 12 119590638 119590649 ACCCCAAAAATTCTAACCCG TCCTCCTTCTTCTCCGATCA 127

Ai09B24366 Araip.B09 24366 p3 (AAT)5 15 119615709 119615723 CAGGTTCTGGATCTGCTTCC TTCGAAAAGTATCCCTCCCC 265

Ai09B24367 Araip.B09 24367 p2 (AG)7 14 119616054 119616067 AGAATAAGATGGGGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 243

Ai09B24372 Araip.B09 24372 p2 (AT)9 18 119631834 119631851 GTGCACTTGCCGGTTAGATT GCTCCAGGTTGAGATTCGAG 278

Ai09B24373 Araip.B09 24373 p2 (TA)8 16 119639614 119639629 TGCCCTTAGGAGTAGGTTTGAA GGCCCAAAAATTCACCAATA 209

Ai09B24379 Araip.B09 24379 c (T)10cacatactcatgcattctctttttgatcaccacacatatgcattgatttttattgaactttactttggggc(AT)693 119694622 119694714 AACCTAAACTTCCCACCTAACC AAAAATTTTGGAAATTGGGTACA 278

Ai09B24380 Araip.B09 24380 p2 (AG)16 32 119699781 119699812 CTCGGCCCAGAAAATACAGA GGAACATTGAACCTGGAATGA 220

Ai09B24382 Araip.B09 24382 p2 (GA)11 22 119706281 119706302 GCCCAGAAAACACTGATTGG GGAACATTGAACCTGGAATGA 210

Ai09B24383 Araip.B09 24383 p3 (TAA)5 15 119727661 119727675 GCTGCTCCATTCTCATTCCT AGGGGTCTTGACTCCAGAGA 244

Ai09B24387 Araip.B09 24387 p3 (AGG)5 15 119732257 119732271 CGTTAAGTGCACCACCATTG AAAAAGCCTCCAACTCGCTT 167

Ai09B24389 Araip.B09 24389 c (GAT)6(AAT)6 36 119735582 119735617 CACACTAATATTTTGAACATGTGATCT GCCGTCATCCTTGCTATCAT 265

Ai09B24397 Araip.B09 24397 c (A)12tacagcatttta(T)10aataaataaatgacattttgttttagactga(T)1176 119767570 119767645 TGTGGAGAAATTCGGTTTGA CACGTGGATCTCAACAACAA 225

Ai09B24399 Araip.B09 24399 p3 (CCT)7 21 119776510 119776530 CCCTCTGTTCGTCCTCCATA GCAGGACAGCAATAACACGA 254

Ai09B24400 Araip.B09 24400 p2 (AT)8 16 119778828 119778843 AAGGGGGTGTTTTGATTGAA CCTCCACCTAACCTACAACAACC 265

Ai09B24401 Araip.B09 24401 p2 (AG)6 12 119780145 119780156 GCATAAGCCAAATAGGCAACA GGAAATGCATCCATTCAAGG 232

Ai09B24403 Araip.B09 24403 p4 (AATT)5 20 119798217 119798236 GTGCATTGCGCGAATAGT TGTTTTGGAATTATGGTGTCG 280

Ai09B24404 Araip.B09 24404 p2 (CA)8 16 119798416 119798431 TCGACACCATAATTCCAAAACA AGGATTTTCAATCAAATGGAGA 171

Ai09B24405 Araip.B09 24405 p2 (TA)10 20 119811723 119811742 TTTCCTACGAACAGCCCAAC AAAATTTCAGGGGATTTGGC 272

Ai09B24410 Araip.B09 24410 p4 (TTAT)8 32 119828193 119828224 TCAGTTCCTCAACACATGTCAA TGAAATGCACATGTAGCCAAG 254

Ai09B24411 Araip.B09 24411 p3 (TCA)5 15 119835400 119835414 AATTTTGTGCGTAAATTTTTGTAA AATTGAATTTCCAACGCATCT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B24415 Araip.B09 24415 p2 (AT)7 14 119867187 119867200 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 248

Ai09B24416 Araip.B09 24416 p2 (CT)6 12 119871629 119871640 TTTTTGGTTTCTTAAACTTTTTCAA AATGAGATGGGAGAGGGAGAA 235

Ai09B24417 Araip.B09 24417 p3 (TAT)5 15 119871968 119871982 TCGAAAATTCTCCCTCTCCC TGGATCTGCTTCCACAAGAA 256

Ai09B24419 Araip.B09 24419 p2 (CT)6 12 119879191 119879202 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 275

Ai09B24420 Araip.B09 24420 p3 (TTC)5 15 119883820 119883834 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai09B24421 Araip.B09 24421 c (A)10gaaaagatggcttcattatctttgcttttgattcattgttcttgtgcttcattg(T)1175 119895963 119896037 TGCTTCATTGTTGTTGCTGA TAAAACCGTCTTTCGGACCA 248

Ai09B24426 Araip.B09 24426 p2 (AT)9 18 119900703 119900720 GGGCCGTGTATAGCATGAGT TAACGTGAGAGCGACACCTG 256

Ai09B24432 Araip.B09 24432 p2 (TG)7 14 119914504 119914517 GAGTTGTTTCTCTTGGAATCGG AAAAAGGCAGAGCATCAACA 256

Ai09B24434 Araip.B09 24434 p2 (AT)15 30 119916652 119916681 AAAGTGACAATCCAAGAACACTGA AAATCCTCCATCCACCATCA 100

Ai09B24435 Araip.B09 24435 p2 (TA)23 46 119918573 119918618 CGGTTCTCACCCCATACTGT CTCAGCCTGTGAAGCCAAG 272

Ai09B24437 Araip.B09 24437 p2 (AT)7 14 119937054 119937067 GATATAGCAAGGCTGGCACG CGGATCGTGACACTCAAATG 263

Ai09B24438 Araip.B09 24438 p2 (TC)7 14 119940414 119940427 TGCTCTTGCCTTTTGGTTTT TACATGTGGTGGCAATGCTT 269

Ai09B24441 Araip.B09 24441 c (AAT)7tttatattttcagtactcaaataaagggatacaaaaattccccaagtgcaaaat(A)1085 119961788 119961872 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 236

Ai09B24444 Araip.B09 24444 p2 (TA)6 12 119983145 119983156 CGTTGCTTTGATTGTTTTTATTG TGGGTTATTTAGCCACGGTT 278

Ai09B24451 Araip.B09 24451 p2 (TG)9 18 120020115 120020132 TGCTTATGTGCTCTAGCCGA GCAAACGTAAACCGAGAAGG 246

Ai09B24453 Araip.B09 24453 p2 (TA)6 12 120029738 120029749 GGATATGGGCGCAGAAGTTA TTTAAACCGCAATACCGCTC 276

Ai09B24458 Araip.B09 24458 p2 (AG)7 14 120039303 120039316 GCAAATTATGATTTCAAAGAGCAA AGCTCTACCCCTCCCAGTGT 201

Ai09B24462 Araip.B09 24462 p3 (TCA)19 57 120059326 120059382 TTTTCCCGCTTCTTCTTTCA TCACTCTGAAATGAACCGAAA 219

Ai09B24463 Araip.B09 24463 p3 (CTT)5 15 120059889 120059903 AAAAACTCTTCCTCCTCACCTT ATGCATCCAAACCCATCAAT 270

Ai09B24464 Araip.B09 24464 p3 (CTT)5 15 120060256 120060270 GGGTTTGGATGCATTTTTGT CCTCTCAAGAGAGTGAAGAAGGA 224

Ai09B24465 Araip.B09 24465 p3 (CTT)6 18 120060757 120060774 TGCACTTGGTCTGTGGTTGT TTTTTCTTGGTTTTATTCCTCACA 224

Ai09B24468 Araip.B09 24468 p3 (AGA)8 24 120070642 120070665 GCTCTCTTGGTTGCTCCATC GGCCGAATACACACATTCCT 278

Ai09B24469 Araip.B09 24469 p2 (AG)6 12 120073173 120073184 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 278

Ai09B24472 Araip.B09 24472 p2 (GA)6 12 120085220 120085231 AGATGATTCGCCTCCCTTTT CATTAAGGAAGTTCCGCGAC 252

Ai09B24474 Araip.B09 24474 p3 (TGT)5 15 120097347 120097361 GAGGTGCTCTGTAAGGCTGG TACTGATGAATGTCCGCAGC 244

Ai09B24477 Araip.B09 24477 p4 (TTTA)5 20 120111790 120111809 GGCTTAGCACAATCCAAAGG TCACACCAAGTATTTGGCACA 236

Ai09B24478 Araip.B09 24478 p3 (GTT)5 15 120113301 120113315 TTTGGTTCATGTAGCCATGC GGAAGCTGGTGTGAGTGTGA 148

Ai09B24479 Araip.B09 24479 p3 (CTT)5 15 120113854 120113868 CTGAAACGTGGGAAGATGGT TGCATCAGTTGCTCATTGCT 266

Ai09B24480 Araip.B09 24480 p2 (AT)6 12 120114333 120114344 TGTTCCTGCCACATTGTTTC GGTGCTGCTTTGTATTGTGG 231

Ai09B24482 Araip.B09 24482 p2 (AG)10 20 120117780 120117799 ACGCTAACGAGTTGGACAGG CCGGAAGTGGAGGATGAATA 160

Ai09B24488 Araip.B09 24488 p2 (CT)7 14 120175655 120175668 GGCAAGAAGTTGGCGTTAAA TGGGATTTGATAGGTGAGGG 237

Ai09B24489 Araip.B09 24489 p2 (CT)7 14 120182432 120182445 GGGGAGGTCGGTAATTGACT CACTGGTGTTTGTGTGTTCG 263

Ai09B24493 Araip.B09 24493 p2 (TA)6 12 120216293 120216304 AAAAGAAAGTGAAACGTGGCAT CTGGCAAAAATCTCGTTCGT 268

Ai09B24496 Araip.B09 24496 p3 (ATC)9 27 120233311 120233337 CTGGAGTTAAACGCCCAAAC TCCAAATGTGAAAAATGGCA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B24500 Araip.B09 24500 p2 (CT)8 16 120236071 120236086 CGAAAATCACTAACCACTTTTTCA GAACACAGAGAGAGGAAGAGGG 259

Ai09B24504 Araip.B09 24504 c (T)10cgcctattttttttc(T)1035 120269307 120269341 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 166

Ai09B24505 Araip.B09 24505 p3 (AGA)6 18 120292007 120292024 GTGCCATCAATGGTTATGGA CACATCCATCCATCTCCTCC 138

Ai09B24507 Araip.B09 24507 p2 (AG)7 14 120317021 120317034 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 211

Ai09B24511 Araip.B09 24511 p3 (TAT)6 18 120338734 120338751 TCACATCTCAACCCTCCTCA GTTCTTGTCCTTGCTCCTGC 179

Ai09B24512 Araip.B09 24512 p3 (TTC)5 15 120341121 120341135 AAACCTTTCCCTCCTCCCTT GCTTCCCTTCCCCTCTTTTA 181

Ai09B24513 Araip.B09 24513 c (T)11gc(T)10 23 120344520 120344542 GGATCCTTGCTCTTGCCTTT ATGGTGGCATTGCTTTTGTT 277

Ai09B24515 Araip.B09 24515 p2 (AC)8 16 120364196 120364211 GCTTCTTAAGTTCATCGCCC AGGGTAGGTAAATCCGTGGC 222

Ai09B24517 Araip.B09 24517 p3 (ATA)13 39 120367916 120367954 TTGCCATTACTATTGCCGTT TCCTAGTCAAAATTCAAATGCAAA 259

Ai09B24519 Araip.B09 24519 p2 (TA)6 12 120372999 120373010 TTTGGAAATACACCTAAACTCTTTTT TCTTCACTACTCCATTAGCTACCGT 205

Ai09B24520 Araip.B09 24520 p3 (ACC)5 15 120378644 120378658 GCAAGTGGTGCAGCATAAAA CCCATTCCTTATGGGAATCA 217

Ai09B24521 Araip.B09 24521 p2 (AC)8 16 120389519 120389534 TTTGGGGAAAAGATTGATGC AGTCGTTCGTTTCCTGAAAAA 223

Ai09B24522 Araip.B09 24522 p2 (AT)9 18 120390023 120390040 GTTATACCCCTTCCCTTGCC AGAATGTCACGCTTTTGGCT 179

Ai09B24523 Araip.B09 24523 c* (GTT)6(T)11* 27 120391524 120391550 AAAAGCCAAAATCATGCGAG GTGGAAGACAAACCTGGGAA 208

Ai09B24525 Araip.B09 24525 p2 (TC)18 36 120397865 120397900 TGATGAAAGGCGTCTCACAG ATTTGTGCACCAAGCTACCC 184

Ai09B24531 Araip.B09 24531 p2 (GA)6 12 120423379 120423390 GGTGACTGACAGTTCCAGCA CTCTTTGCCCTCTGTGAAGC 139

Ai09B24532 Araip.B09 24532 p2 (TA)6 12 120425783 120425794 ATGAATCCGCCAAAGAACAA GAGCAACTCACGTTCACATCA 280

Ai09B24534 Araip.B09 24534 p2 (TA)8 16 120432235 120432250 GTATGTCGAGGCTTGCATGA GAATGTTGCTATCCACAACACC 121

Ai09B24540 Araip.B09 24540 p3 (AGA)5 15 120454631 120454645 GTGCCATCAATGGTTATGGA TCAAGATCTGGGGACCTCAC 201

Ai09B24541 Araip.B09 24541 c (A)11ttttttttgaaaaagatatg(A)1041 120456208 120456248 GCAAAAGGGAAAAGCACATC TCAAAAATTTCAAGTTTGTTACTTGC 268

Ai09B24543 Araip.B09 24543 p2 (GA)6 12 120461130 120461141 GTGCGACGGATAGAAGAAGC GTTACTGATGAAAAATCCGACTG 239

Ai09B24560 Araip.B09 24560 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattcttatttttatttttaattttaaaaatttttcg(A)11114 120492784 120492897 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 244

Ai09B24562 Araip.B09 24562 c (CT)6aattttcgaaaatatctcccctctttttcaaaaattttttttaattaactaattattttaatttttattttaattttcg(A)10101 120513049 120513149 TTTCTTATCTTTTTCAAAACCACC AGGGGTCCTTTTTACCACAGT 276

Ai09B24563 Araip.B09 24563 p3 (TCT)5 15 120514613 120514627 TTTTCCATCCACCACTCACA TTAGAATGTTGCTCGCCCTT 105

Ai09B24566 Araip.B09 24566 p3 (TTC)6 18 120519574 120519591 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 245

Ai09B24570 Araip.B09 24570 p2 (AT)6 12 120539238 120539249 ATTGGGGTAGTTTTGTCCCC AAAAACAATGCCAAAAAGCG 161

Ai09B24572 Araip.B09 24572 c (A)10tttatatcataaaaaatac(A)1241 120546203 120546243 CCACCCCAACTAAAATGAGTG TGACAAAATTTGCTTGTCATTC 261

Ai09B24573 Araip.B09 24573 p3 (GAT)6 18 120547852 120547869 GTGATTGTACCCGAGGCAGT CCACCCATAACTGGAGTGGT 278

Ai09B24574 Araip.B09 24574 p2 (AG)8 16 120554038 120554053 TGTCGAGCACCATGTAATCAA AATAATGCTTATCCCGCACG 221

Ai09B24576 Araip.B09 24576 p2 (AC)7 14 120558326 120558339 ATGTGCTAAGGGACACTGCC AAGAGCCGGAGTGAACACAT 243

Ai09B24578 Araip.B09 24578 p3 (GAG)5 15 120563847 120563861 AATTTCGGTGCATTCTGGTC TACCACCACCTCCACTCCTC 247

Ai09B24579 Araip.B09 24579 p3 (GAG)7 21 120568810 120568830 TTCTGGATTTAATTTCGGCG TGTTATTATCACCACCACCGC 274

Ai09B24586 Araip.B09 24586 p2 (TC)7 14 120606688 120606701 CTGAAAAGAAAGCCCAAACG GTCGTGATCGTCTCCCTCAT 246

Ai09B24588 Araip.B09 24588 p2 (GA)6 12 120614289 120614300 TTGTCTCTCTAACGAGAGTTCCTT TGCGCAACGCAAATACTAAG 256
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Ai09B24589 Araip.B09 24589 p2 (CT)6 12 120620452 120620463 CCCATGATAGATGCCCTCTG GCGAGTGTTGAGGAAGAAGG 196

Ai09B24590 Araip.B09 24590 p3 (AAT)6 18 120622729 120622746 TAGATTTAAACCGCGCATCC CCCTATTATAATTTTTACGATTACCAG 231

Ai09B24591 Araip.B09 24591 c (ATTA)6ataac(AAT)544 120623468 120623511 TTTTCAATGCACGAGTTATTCA AACGTGTGCATGTGCTGTTT 213

Ai09B24592 Araip.B09 24592 p3 (ATT)5 15 120624731 120624745 CGTGATTTTACTTTTCTTGCCA CATTGTTGTCCATGGAGCTG 205

Ai09B24593 Araip.B09 24593 p2 (TG)6 12 120625139 120625150 AGCTCGTTTTTCGACATCGT TCATCCCCTTAATTCCAACC 237

Ai09B24595 Araip.B09 24595 p2 (CG)6 12 120628922 120628933 TGGTGTTTGGAAGTGTTGGA TGCCTTTGGCACAAACCTAT 196

Ai09B24598 Araip.B09 24598 p2 (TC)9 18 120656686 120656703 CACAACCACAAAACCCAAGA TCAACCGGTCTGTGTTTTACA 166

Ai09B24600 Araip.B09 24600 p2 (AT)8 16 120666362 120666377 CCTCAATTTTTAAACCGCGA TTAGGGTAACAAATACATACATTTCAA 188

Ai09B24602 Araip.B09 24602 p2 (TA)7 14 120666594 120666607 CATACATAAATTTTGATTTTGAGCAT TCCTCTAATTCTTGTCAAAATCTCTC 165

Ai09B24607 Araip.B09 24607 c (CA)7gccttctaagtttcaaaaaatcaccaaaaccttagcaccaatcctccgctaagcttccaaatgcccccaatcaattcca(AT)9111 120695498 120695608 CGCGTTTAGTCCAAGGTAGC GAGTTTATCGGGCTTGGGTT 267

Ai09B24608 Araip.B09 24608 c (A)10t(A)10 21 120704102 120704122 TCTCTTCCCTCTTAAAAATTCAAAAA ATGACCCCAAAGTCCTCCTG 254

Ai09B24612 Araip.B09 24612 p2 (AT)6 12 120731508 120731519 AATTTGTTCTTGGTCAAAGGATT TCAAAGTGAGTTAGTTCAATGGTCA 155

Ai09B24618 Araip.B09 24618 p2 (CT)10 20 120769630 120769649 TCTTCTTCCCCCTCCATTTT ACAGGGGAAGGTATGGAACC 263

Ai09B24619 Araip.B09 24619 p3 (CAG)5 15 120772208 120772222 TGTGTGATGAAGGGGAATGA ATAGGTGGGCTCAGGTGCTA 259

Ai09B24620 Araip.B09 24620 p2 (TA)6 12 120772771 120772782 CACCGTTTGTGACCGATGTA AAGAAGGGTCAACTGGGTTTT 251

Ai09B24624 Araip.B09 24624 p2 (TA)8 16 120794549 120794564 TTGAAAACATAATGCCAATTTTT TTTCTTTATCCATAATTCTGTATCCTT 175

Ai09B24626 Araip.B09 24626 c (T)12ctgccttcaattgggttatgcaatcttttatttatttttttc(T)1064 120796643 120796706 TCGATTCAAGATTTGATTTACTGA CGGGTATATGACCCCTTGAC 246

Ai09B24628 Araip.B09 24628 p3 (ATT)9 27 120799905 120799931 AGTCTTGCCCACATTATCCG TAAACGTGAATCCGTCCCTT 110

Ai09B24631 Araip.B09 24631 c (T)10cta(T)10 23 120812505 120812527 TTTATTGGACCTTGCCTTGG TGTGGGAAATCTTGGGACAT 264

Ai09B24632 Araip.B09 24632 p2 (AC)6 12 120812723 120812734 AGCATGTACCCAATTCCCAA CTAAGGCGGAAAACCAATGA 159

Ai09B24635 Araip.B09 24635 c (TC)17tggcatcacccatggacgacagcggacaacaatgacggcagcaacgagcttaagccacaacaaagaacggctgaacaacaccgttcttcctttcttctgg(CT)9152 120829803 120829954 AACATCTTCGCCTCCTTCCT CATCACCATTGAACCAACCA 204

Ai09B24636 Araip.B09 24636 p3 (TCT)8 24 120830886 120830909 AACTCCCTCATCCATCCTCC TTGAGGCATAAAGCAAGGCT 124

Ai09B24638 Araip.B09 24638 p3 (CAA)5 15 120835454 120835468 AGCTGGAGGGACAACAGAGA TGCCTTAGGTGAGGTGCTCT 116

Ai09B24640 Araip.B09 24640 p2 (AT)6 12 120856838 120856849 TGCTTGTCCTCAAGCAAAGA AAGAAGCAAGTTAGGCGCTG 258

Ai09B24641 Araip.B09 24641 p3 (GAG)6 18 120875359 120875376 ATTGGGGACCATCGAATGTA CCAAGAAAAGATCTCAGGCG 246

Ai09B24647 Araip.B09 24647 p2 (TA)8 16 120898051 120898066 TTGTTTATTATTTATTTTCTTTGGACC GGCCTTCAATGCAACAATTT 175

Ai09B24648 Araip.B09 24648 p2 (TA)9 18 120907039 120907056 TTTAAACCGCAATACCGCTC TGAACGCAGAAGTCACGAAG 253

Ai09B24649 Araip.B09 24649 p2 (CT)6 12 120909677 120909688 TTACCGGCAGAGCGTTATCT TTGTCACAGAGTCAGTCGCC 237

Ai09B24651 Araip.B09 24651 p3 (AGA)6 18 120914866 120914883 TTAGAATGTTGCTCGCCCTC TCAACATCTCTTTCCCACCC 125

Ai09B24652 Araip.B09 24652 p2 (GA)6 12 120915019 120915030 GGGTGGGAAAGAGATGTTGA TCAATGGTGCAGGGATGTAA 218

Ai09B24653 Araip.B09 24653 p2 (AG)6 12 120917058 120917069 TGACAAAGAAGAAGGCACAGAA TCCTCACATCACCAAAAATCC 144

Ai09B24657 Araip.B09 24657 p2 (GA)27 54 120942149 120942202 CAACATTGCCACCATATCCA ATGGCAAGACACGTGAAACA 248

Ai09B24658 Araip.B09 24658 c (AG)14aa(AG)17 64 120953825 120953888 TGTTCTCCATGGATCGTTGA TTCAGCGAATACAACTCATTTTC 173

Ai09B24661 Araip.B09 24661 p3 (TTG)8 24 120966474 120966497 TTCTGTTCTAATCCCGCCAC TGCATTTGAAACCTTTGCTG 237
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Ai09B24664 Araip.B09 24664 p2 (AC)7 14 120977100 120977113 CAACATAACCCTAATTTTATCTAAACC TGTTGAGTGTGTGACCGTGA 105

Ai09B24672 Araip.B09 24672 p3 (TTA)5 15 121053075 121053089 TTGTGTGGCTCCTTTTTCAA ACTTATGAACCCCTGGAGGC 265

Ai09B24675 Araip.B09 24675 p3 (ATG)5 15 121055055 121055069 GGAGAGGAAGCGACATACGA CAAACATGGAAACTCTTAAGCAAA 249

Ai09B24684 Araip.B09 24684 p2 (TC)9 18 121088630 121088647 TTCATGTCTTATCTTTTTCTAATTTCA TTGAATTTTAATTGTTGAATTTTCG 267

Ai09B24687 Araip.B09 24687 p2 (AT)11 22 121106159 121106180 AACAAGCTCCTGACTCAGCC GCGGAGTGGTTACAGGGTTA 224

Ai09B24688 Araip.B09 24688 p2 (AG)9 18 121109478 121109495 GAAAGGGAGACTGAGATGCG GGACGGCAACCAAGTCATAC 188

Ai09B24691 Araip.B09 24691 p3 (TAA)10 30 121122734 121122763 AAATCGTAGTTAAGAAATTTCAATGAT TCTCAATCTCCTTGATGTTATTTTTG 248

Ai09B24696 Araip.B09 24696 p2 (TC)13 26 121134590 121134615 CGCCATAATCCGTCAACTCT GTACACCAGGAGGAGGGACA 249

Ai09B24697 Araip.B09 24697 p2 (GA)6 12 121135393 121135404 CGATGCTCTACGAGTGTGGA CCACTATCATCTCCTCCCCC 104

Ai09B24698 Araip.B09 24698 p3 (ATC)5 15 121136170 121136184 AGTGGATCCCAACAAAGCCT TGAAATTGATGACAAACTCGACA 279

Ai09B24699 Araip.B09 24699 c (A)11gacaatagatagagagtatatagaaactacac(A)10ttaaaaaagataaagacttatgttctacaata(T)1095 121137257 121137351 CAATTTTCATTCTCTTTTTGAAGTCAT GGAGCCACTAATTAGCCGAA 279

Ai09B24700 Araip.B09 24700 c (A)10gacaacagataaagagtacataaagagtacaaagaatacacag(A)1063 121138941 121139003 CTGTTCTAAAATTCAATATGAAAGGA AACAATGAAAGGAGACAAAGAGC 213

Ai09B24701 Araip.B09 24701 p2 (TA)10 20 121142383 121142402 TTTCAGATGCAGGACGTGAG AGATAACCGGTCCGAGCATA 276

Ai09B24702 Araip.B09 24702 p3 (TTA)6 18 121144462 121144479 TTCGCCTAATGGAGATACGA CAATTTCAGTTTCCTAACATCTCTCA 280

Ai09B24704 Araip.B09 24704 p2 (TA)10 20 121146871 121146890 TGTGGTCAAAATCGGAGTCA CAAAACCAGCTAAATGAGGACA 248

Ai09B24706 Araip.B09 24706 p4 (TAAA)6 24 121153168 121153191 GTGGGACCCATATCTCCCTT CAAGCGAGTAAATGGCATAAG 224

Ai09B24707 Araip.B09 24707 p2 (AT)7 14 121155101 121155114 TGTGGCGATCGTATCACATT AGTCAGATCCCCGACTTCCT 270

Ai09B24708 Araip.B09 24708 p2 (AT)9 18 121164896 121164913 CGTTAATCTCCGGTTACCCA CGATGATTTGGATTTATGAAATTAGA 278

Ai09B24710 Araip.B09 24710 c (ACA)5atgtaatcaagcaaaagcaggagcagaaacagaagcaggagtag(AAC)574 121171692 121171765 TCAGACCAAAATGCCCTTTC GCTTCTGGTTGCTTCTGCTT 247

Ai09B24712 Araip.B09 24712 p3 (AAT)5 15 121175311 121175325 ATTGGTCTATTGCCACGCTC ATGGATGTTGTATGTTGGCG 260

Ai09B24714 Araip.B09 24714 p2 (CT)6 12 121179542 121179553 GGTCTTTCAGCTTGTCCTCG AATCCCTTCTTCCCTCTCCA 198

Ai09B24715 Araip.B09 24715 c (A)12ctttaatattaagtcttaatttttttttaactttagaaaaattttctgaaatac(T)1076 121179826 121179901 GAGAGGGTAGAGGGAGGGTG ATGTAGTGGGCGAACTTGCT 268

Ai09B24729 Araip.B09 24729 p2 (CT)9 18 121255555 121255572 CGAAATCCCTCCGATGAATA CCCACCCCCTCAAAAATAAT 138

Ai09B24734 Araip.B09 24734 p3 (AAT)12 36 121272719 121272754 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 270

Ai09B24739 Araip.B09 24739 p3 (AAG)5 15 121291264 121291278 ACCACCACCACCACCAGTAT CACCACCACCATTTCTTCATC 215

Ai09B24740 Araip.B09 24740 p4 (TAAA)5 20 121297390 121297409 CCACTTCCTCTCTCCTCATTTTT CCCAGAGTCCTCCTGAACTG 183

Ai09B24742 Araip.B09 24742 p2 (CT)7 14 121316739 121316752 TTAGCCTAAAACGGGTCACG AAAACCTTGTTAATGGGGGTG 265

Ai09B24743 Araip.B09 24743 p2 (AT)6 12 121319302 121319313 GGGGACAAAATTACCCCAAT TCCAAGGTTGTAATGGAGCC 252

Ai09B24744 Araip.B09 24744 p3 (AAG)5 15 121333806 121333820 TGCCATAACAGAAAAAGCCA TAAGCTGTGGGATCAGGCTC 238

Ai09B24745 Araip.B09 24745 p2 (TG)6 12 121342944 121342955 TCCTTGGTTCAAGGCTCCTA GCACTCTGTTTTTGTAACACCC 151

Ai09B24746 Araip.B09 24746 c (TC)6ta(TC)19 52 121344514 121344565 TCATCACATTCTCCTTCCCC CATCACAATAGCGAGGAGCA 260

Ai09B24752 Araip.B09 24752 p2 (TA)6 12 121365295 121365306 CAAGACTCATTGGTGAAGCG AAACCAAAGCGACAACCATT 279

Ai09B24756 Araip.B09 24756 c (TAT)5(TGT)14 57 121384775 121384831 AAGTTGCACCCACTCGTGAT TCATAATGCAAACGAACCTGA 204

Ai09B24759 Araip.B09 24759 p3 (AGA)5 15 121392102 121392116 TTGCCTTCCCTTTCCTCTTT GCTGAACCCTAAACCTTCCC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B24761 Araip.B09 24761 p2 (TA)8 16 121403945 121403960 TCGCGTGACTCTCTGTTCAC GTGCTAGGTGGGAGACAACC 240

Ai09B24763 Araip.B09 24763 p2 (AT)7 14 121407932 121407945 CCGTGATATAATACACTCACAAACA AGCAAATCGGATGATGAGTT 280

Ai09B24765 Araip.B09 24765 p3 (AAT)7 21 121420385 121420405 GAACATGCAAGCAACCCAAT TCCCCTCTTTTTCACATCCA 274

Ai09B24767 Araip.B09 24767 p2 (AT)19 38 121458115 121458152 CCGACTTCCAGGGGTTAGTT GGCTCAAAAACTATGTTCCAAA 280

Ai09B24773 Araip.B09 24773 p4 (ATTT)5 20 121493496 121493515 CTTCAACCAACATGTGCGTAA TCCCGATTTTTGTAGTGCCT 270

Ai09B24776 Araip.B09 24776 p3 (ATA)5 15 121497858 121497872 AGCACATGGGAAACAAAAGG CCCCATGTTCATATGCCTCT 244

Ai09B24780 Araip.B09 24780 p3 (AAC)20 60 121508062 121508121 CTATTGCAGCCGCTATCTCC CATCGACCCTCTACCTCCAA 247

Ai09B24782 Araip.B09 24782 p3 (TGA)5 15 121521284 121521298 TCCCCAGAGTACACCAGAGG AAATCAAGCGTTGCCAAAAG 181

Ai09B24787 Araip.B09 24787 p3 (ATT)6 18 121544368 121544385 GGTGGAAGAAGCGTGACAGT GGAAACTCGATTCCACCTTG 210

Ai09B24788 Araip.B09 24788 p3 (ATT)6 18 121548897 121548914 GGTGGAAGAAGCGTGACAGT GGAAACTCGATTCCACCTTG 210

Ai09B24789 Araip.B09 24789 p3 (ATT)6 18 121551379 121551396 GGTGGAAGAAGCGTGACAGT GGAAACTCGATTCCACCTTG 210

Ai09B24790 Araip.B09 24790 c (A)10catgcaagcgaaaattttgtacgtgcgaaatcacccttgcaccctttacaaaatcaattgag(A)1284 121554718 121554801 CAATCCCACACCACACAAGA TGGAATCCGTACACATGAAAA 217

Ai09B24791 Araip.B09 24791 p3 (AAT)7 21 121557906 121557926 TCGGATTCTGATTCATTCCC GAACTTCAAAGCCAGCAACC 125

Ai09B24792 Araip.B09 24792 c (A)10gagaaataatgaaaaggggacaaaattacccctatgagaaattcaataaaaatcaatgcatatgtgattgaattgaatttaatacatga(GT)14127 121570899 121571025 TGGAAACCATATGCAGTGATGT CAAGCTTAGTTACCCAAAATCTCA 203

Ai09B24794 Araip.B09 24794 p3 (ATA)6 18 121579469 121579486 TTTTTCGGTCAAGAGTCCAA GCGGAATTTATCTTCCGACT 276

Ai09B24795 Araip.B09 24795 p2 (TA)10 20 121580200 121580219 CTCTTGTCAACTTTGGATGGG AGTAAGTATCTCCATTAAAAATCCGT 262

Ai09B24797 Araip.B09 24797 p2 (GT)13 26 121584388 121584413 ACGCAAATGCATTGTTTTCA CAACGCAACACACGTAAACC 235

Ai09B24798 Araip.B09 24798 p2 (AC)10 20 121586492 121586511 TTCAGCCCATCACACGTAAA TAAATCCTACAACCAGCCGC 228

Ai09B24806 Araip.B09 24806 c (T)11aattttcttttttc(T)12ggtatacaa(T)1157 121612510 121612566 AACAAAAACTGGTAGCAAGCAA AAATCAGTTTGGATTTGAACACTC 271

Ai09B24807 Araip.B09 24807 p3 (TAT)5 15 121612897 121612911 TCCAATTCAAACTGCACAATG CAAATTTTAAATAACCAACAACAACA 258

Ai09B24811 Araip.B09 24811 p3 (GAG)5 15 121616493 121616507 AGGAGGCATGTAAGGTGGTG GGGCTTCTCACAGTATCCCA 199

Ai09B24812 Araip.B09 24812 p3 (TTA)5 15 121618115 121618129 GCACTGATTGGGCTTGAAAT CAGCAAGAAGAATTGGGTTCA 249

Ai09B24814 Araip.B09 24814 p4 (TAAT)7 28 121620088 121620115 TGGAGAAGAGAACCATCGAA TTCTTGGCTTAGCGTGAGGT 257

Ai09B24818 Araip.B09 24818 p3 (AAC)6 18 121641998 121642015 AGTTGTTCCACAGTTCACATGG AACCCTTACAGTCTTCGGTTGA 145

Ai09B24819 Araip.B09 24819 p3 (AAC)5 15 121644909 121644923 CTTTTCGATGCCATAAACGC TCCAAAACATGAGACAAGCAA 278

Ai09B24821 Araip.B09 24821 p3 (GAA)5 15 121651037 121651051 CCCTCGAGCAAGAGAAGAAA CACCACTCACATCCATCCAC 263

Ai09B24826 Araip.B09 24826 p3 (GTT)5 15 121669171 121669185 GAGCAGATTTTTCATTTCTTTCG CACCGTCATGTTATGTTCGC 188

Ai09B24827 Araip.B09 24827 c (TTA)5gtattttcg(A)1034 121671878 121671911 TTACTTGGTACGACCCGGTG GGGCAGGAACAAAAGAAAAA 253

Ai09B24828 Araip.B09 24828 p4 (ATAA)6 24 121672055 121672078 CCCTCCCCTTTTCCTTTTT AAGTCCCTGTGAAGTAACCTGTG 280

Ai09B24829 Araip.B09 24829 p2 (TC)6 12 121677287 121677298 CAGAAGCACAAACTGGGTCA TGCTTGTCCTCAAGCAAAGA 233

Ai09B24830 Araip.B09 24830 c (A)10tatatatataattt(A)1034 121678940 121678973 TGTTGGCTCTTGAAAAGAATGA GCTTGCTTTTTCTGCTTGCT 177

Ai09B24831 Araip.B09 24831 p2 (AG)8 16 121682065 121682080 ATCTGCCGGAATGGTTGTAG ATCATGCTCGGAAGATTTGG 177

Ai09B24838 Araip.B09 24838 p4 (AATA)6 24 121744743 121744766 GGGAAAACTATGGGAACATGG CATTAGGGTAATTTTGTCCCCA 212

Ai09B24839 Araip.B09 24839 p3 (TCT)5 15 121752652 121752666 ACCAAACCCTATCCCAAACC TTGGGTGCCATAAGTGTGAA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B24840 Araip.B09 24840 p2 (AT)13 26 121756712 121756737 AATAGGAGCCTGTGGCTCAA AGGAACCGAATGAAGAAGCA 279

Ai09B24841 Araip.B09 24841 p2 (TC)6 12 121759230 121759241 CTCTCTCATTCCCGTTCGAG AGGGAGCCAAGGAAGAAGTC 265

Ai09B24842 Araip.B09 24842 c (T)10c(A)11 22 121765473 121765494 TCTTGTGATTTCTTGTGAATCAA TGAAAAAGATAAGAAACAAACAAAAAG 234

Ai09B24843 Araip.B09 24843 p2 (CT)6 12 121765669 121765680 CTTTTTGTTTGTTTCTTATCTTTTTCA ATGAGAGAGGGGGAATTTCG 222

Ai09B24844 Araip.B09 24844 p3 (TAT)10 30 121765996 121766025 TTTCGAAATTCCCCCTCTCT TTCTTGTCCTTGCTCCTGCT 250

Ai09B24846 Araip.B09 24846 p2 (TC)6 12 121775511 121775522 CTCTCTCATTCCCGTTCGAG AGGGAGCCAAGGAAGAAGTC 265

Ai09B24847 Araip.B09 24847 c (T)13gacggtggatacatgctacttgaggctttaattcagttactttatttatgggtcgtactatacagtggtattggccga(AT)9109 121779826 121779934 ATGCTCCGTACAGAACGCTT TTCTTATTCCATCGCACGCT 280

Ai09B24850 Araip.B09 24850 p2 (AC)6 12 121789591 121789602 ATTTTCTTGATCTACCACACAGTTAG GAAAATATTTCTTTTTATTTCCGGC 226

Ai09B24852 Araip.B09 24852 p3 (AGG)5 15 121800884 121800898 GGGTGGAGGAGAAGGAAGAG TTTTCAGAGATGGGGACAGC 203

Ai09B24853 Araip.B09 24853 p2 (TC)7 14 121803289 121803302 TCTTTTAAACATTCACGATGTGC TTTATGAATCAGCCTGTGCG 119

Ai09B24854 Araip.B09 24854 p2 (AG)8 16 121805495 121805510 CCATTCTCAAAAATCACGCA TTTTCCTTTGGATGGATTGC 170

Ai09B24855 Araip.B09 24855 p3 (TTC)6 18 121806628 121806645 CTGATTGTGGGGAGTGTGTG AGTCGGTTTGATTTGGATCG 253

Ai09B24859 Araip.B09 24859 p2 (TC)7 14 121810546 121810559 AAACCTCAGCCAAACCTTGA ATTCGACAGCAATGTGCAAC 133

Ai09B24866 Araip.B09 24866 p2 (AT)11 22 121826331 121826352 GGCTCAAATCTCACTTGCTTG CCGTCGAGGATTTTAGGTGA 280

Ai09B24868 Araip.B09 24868 p3 (TTA)5 15 121838188 121838202 CGGAGATTACGAAGGGTTGA CTGACGCGCTAAGTCATGATA 263

Ai09B24872 Araip.B09 24872 c (T)11gtttttttcttcttctttttttttg(T)1046 121862277 121862322 TCACGAACATTTGAAGCACG TGTTCTTGTTTTCGTTTGCG 225

Ai09B24879 Araip.B09 24879 p5 (TTCGG)5 25 121896258 121896282 CCATGGAAGAATGGGAGAGA CCGATTGAAAAACCGAAAAA 262

Ai09B24887 Araip.B09 24887 p3 (CTC)7 21 121918693 121918713 GAGATGGCGAAGAAGAATGC ACCTCACCAGAAGAGCCAGA 254

Ai09B24890 Araip.B09 24890 p4 (TTTA)7 28 121937791 121937818 CAAAAGGAAATGGAAGAAGAGAA GGATTTGCACCCTGCTTTT 251

Ai09B24897 Araip.B09 24897 p2 (TA)6 12 121969403 121969414 GCCATAGCTACCGACGATGT GAAAGTGAAATTGGAGGGAAAA 241

Ai09B24898 Araip.B09 24898 p3 (TTA)23 69 121970021 121970089 CGATTTACGTGGACTTTGGC TAATCTCCGGTTACCCATCG 248

Ai09B24900 Araip.B09 24900 p3 (CCT)6 18 121972771 121972788 TTTTCCGACTTGATTTGGCT AAGAGGTCCCCAGACTGTGA 245

Ai09B24903 Araip.B09 24903 p3 (ATA)5 15 122010912 122010926 TGAATTGTTGATTCTTTTTGGACA CAATTGATTCGATTTGCGTG 224

Ai09B24904 Araip.B09 24904 p3 (TAA)8 24 122011467 122011490 AAAACCCGTTTGCAACTCAG TGCAAAATTGGTATCAGAGCC 213

Ai09B24910 Araip.B09 24910 p3 (AGA)6 18 122026484 122026501 TGGTTAAACCCAACACAGCA TGTAACCCAATGTGGTCCCT 149

Ai09B24911 Araip.B09 24911 p3 (TAT)5 15 122030740 122030754 GACAAATCAAAATATGTCATCCGA AAGAAAGTGGTGAAAATTTAAAACTAA 276

Ai09B24914 Araip.B09 24914 c (AT)42tata(T)11a(T)28128 122050725 122050852 GCACGGAGGAAAAACAAAAA ATTACGGCTCGCCTTTAGGT 254

Ai09B24917 Araip.B09 24917 c (T)10g(T)11 22 122053295 122053316 GGTGGAAAACGAAAACGAGA AAATTCCGCACCAAGTTTTG 274

Ai09B24919 Araip.B09 24919 p3 (ATA)15 45 122057256 122057300 AAAACCCGTTTGCAACTCAG GCTTGGATTTTACCTGTCGC 176

Ai09B24926 Araip.B09 24926 p3 (ATA)6 18 122065359 122065376 AGGACGATTTGTGCATTGCT AAAAGCACGGATAAAAGAGGT 189

Ai09B24930 Araip.B09 24930 p2 (TA)6 12 122068805 122068816 CTGCGATAATTTTCGGTTCG TGTGGCACATTTTGGTTGTAA 217

Ai09B24939 Araip.B09 24939 p2 (TA)6 12 122095868 122095879 TCGTTAGGCGTCTGGACTCT ACACAGTCCTGCCTCTCCAT 144

Ai09B24941 Araip.B09 24941 p3 (AAT)5 15 122104719 122104733 TTTGACTGGAATGCAAGCTG TGCCAAACCTATTTCTCCCA 230

Ai09B24944 Araip.B09 24944 c (A)13cttttaaaataaaaaggttttcg(A)1046 122110785 122110830 TTGGATCATTTTCCCGAGAG CTTTACAGCCAGCCATGCTT 257
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Ai09B24946 Araip.B09 24946 p2 (CT)8 16 122112130 122112145 TTTTTGTTTGTTTCTTATCCTTTTCA GGGAGATGAGAGAGAAGGGG 257

Ai09B24947 Araip.B09 24947 p2 (CA)6 12 122125250 122125261 CCCATCACCAAAAATTGTCC TGTGGAAATGGGAGTTGTGA 230

Ai09B24948 Araip.B09 24948 c (TA)21aatgaaatctattaatcttcatccaatgaagac(TA)687 122128427 122128513 TCCTATTGACAAATATGCGGT AAAATGAGACATTAGTGATTCGGA 251

Ai09B24949 Araip.B09 24949 p3 (AAT)6 18 122128683 122128700 CGTACATCTCGTTATTACGATCCC CAGGCCTTCCCATTTTCATA 253

Ai09B24950 Araip.B09 24950 p2 (TA)7 14 122134875 122134888 AAAATTATGAATGTTGGATGCC CCCATGCTGCTTTTGTCTTT 210

Ai09B24954 Araip.B09 24954 p2 (AG)67 134 122145891 122146024 CGCCCAGGCTTATAGTGAAG CCTTTCTCCTGTCGAGTCCA 222

Ai09B24956 Araip.B09 24956 p3 (TCT)10 30 122147739 122147768 CCCAAACGTTGGGATAAAAA GGGGGAGGAAGAGAAGAAAA 245

Ai09B24957 Araip.B09 24957 p3 (TCT)9 27 122148458 122148484 ACAAAAGGAGATCGAAGGCA AAGTATCCGTCGAGTGTCGG 277

Ai09B24958 Araip.B09 24958 c (TTCA)5attcaattattttattattattcctctttcttttc(T)1267 122149631 122149697 AAACGATGCCAAATTCCAAA AGCATGCGTGTTTGATTCAG 197

Ai09B24962 Araip.B09 24962 c (A)10tctacaatatatgttaatggtcaataatacacataaaatgt(A)1061 122155889 122155949 CGTTAACGAGCTTTTGGAAGA AAGTTTGTCTAATCCCTTGGCA 280

Ai09B24963 Araip.B09 24963 p3 (ATG)10 30 122158033 122158062 TGGCAAGTTGTTACCTTAATAGTGA GGGGACGATTTTGATTTTGA 125

Ai09B24970 Araip.B09 24970 c* (TGA)6(A)10* 27 122173915 122173941 CATCCTCTTCCAAGTAATTTTGC CCTCCTCATCTTCTGCTGCT 210

Ai09B24973 Araip.B09 24973 c (TTC)5ctcctcttcctcttcctcttcg(T)1148 122179770 122179817 AATGCGTTATTCAACGTTTCC ACACCCAAAATTCGTTGCAT 209

Ai09B24974 Araip.B09 24974 p3 (AAG)7 21 122180298 122180318 CGATGAAGAAGAACGTGCAG AAACACGCTTCGAACCATTC 169

Ai09B24975 Araip.B09 24975 p3 (TTG)10 30 122185342 122185371 TTGATTCATGTAGCCGACCC ATGTTTGAGGCCACGTGAAG 241

Ai09B24978 Araip.B09 24978 c (A)13taaagatgcattcaatggttaaaaataacctgacaccatctatcaa(T)1069 122188700 122188768 TCAAGGAGTTTTGAAGCCGT TATGTTCAAGGGGAAATGCC 189

Ai09B24979 Araip.B09 24979 p2 (AT)18 36 122189186 122189221 TCCGAAACACTGCATCAAAG TTGGAGAGGAGAGGAAACCA 232

Ai09B24980 Araip.B09 24980 p3 (ATC)6 18 122191998 122192015 AACCCAACCACAGCATTAGC TGAAACCTACCCTGGAGTGG 258

Ai09B24983 Araip.B09 24983 c (A)10gagtgggggagaaaattgaaagagaattgaaacgaattgaaatggttatctctcctaacatctcttctaacaactgacacggataaataaaac(A)10113 122193669 122193781 AAGCGTGAAGTTGATGCAGA TGGTTTCAATTTTCTCCCCA 166

Ai09B24989 Araip.B09 24989 p3 (ATG)5 15 122202140 122202154 CATGCGGAAGAGTACAACCA ATACTCCGGCTTTCGTGAAG 225

Ai09B24996 Araip.B09 24996 p2 (CT)6 12 122222438 122222449 GCCAGAAGCATAACATGGGT AGAACCTTGGGAATGGAGGT 258

Ai09B24998 Araip.B09 24998 p2 (GA)6 12 122254324 122254335 AATAAAAACAGGGGAAGGGG GATGCAATTGCTGTGGATTG 274

Ai09B25001 Araip.B09 25001 p3 (CAT)6 18 122258166 122258183 TCACCACCACCATCACTACG TCGAAAATAAGCACACAAACAAA 240

Ai09B25002 Araip.B09 25002 p3 (CTT)5 15 122258984 122258998 TTCAAAACTCTTCCTCTTCCTTC CAAGAAGAAATTTGAGAAAGTAAAACA 141

Ai09B25005 Araip.B09 25005 p3 (ATT)6 18 122262556 122262573 TCCAACGTTTTTCTTCGTCA CATGTGGACGATGACACTGG 274

Ai09B25006 Araip.B09 25006 c (TCA)5ccatcttcttcttcatttttcttttattcatctttttcttttgttttaccttctcaagtttcttcttgttttactctcttaacaagaataaaaac(A)10120 122263215 122263334 GTGCGTTTCTCTCTGCCTTC TGCAGCATTTGTGTTTCTTTTT 256

Ai09B25008 Araip.B09 25008 p3 (GAG)5 15 122264322 122264336 CGTCCTCCTCATCTTCTGCT TCGATGAAAACCACAACTGC 250

Ai09B25009 Araip.B09 25009 p3 (GAT)5 15 122267404 122267418 CCTAGAGACAGGAACGTCCG CCTTCATCTTCTCCGTCGTC 226

Ai09B25014 Araip.B09 25014 p2 (CT)6 12 122300051 122300062 TTCTTACCTTTTCAAAATTTGTTTCA GGGAGATGAGAGAGAAGGGG 269

Ai09B25015 Araip.B09 25015 p2 (AT)6 12 122305846 122305857 TGCAGAGAAGTCCTTGTGAGG CCCCTCTCTCCTTTATACCG 280

Ai09B25016 Araip.B09 25016 p2 (TA)12 24 122309030 122309053 TTTCAGATGCAGGACGTGAG GTGAAGTTAACCGGTCCGAG 277

Ai09B25019 Araip.B09 25019 p2 (TA)7 14 122311659 122311672 TGTCAAGTGTGTGTTGTGGTG CCTTGAAATGCATTGTGTCC 220

Ai09B25022 Araip.B09 25022 p3 (ATA)5 15 122314640 122314654 AATTGCCCCATTACAATTTGA CGAGTCGATTTTTAAGAAAGAACA 216

Ai09B25023 Araip.B09 25023 c (A)10gtatatgaacttaattacaaatttaataaaactattggtacc(A)1062 122315107 122315168 TTGAGTTTTAAATGATTGTTCAACG GCATTTCTGACATAGAAAAATAGTGG 262
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Ai09B25024 Araip.B09 25024 c (TAAA)5taagagtaaaat(TA)644 122315791 122315834 CTGCTTCATTTCGTGCACAT AGGGGTGTTAGGAAGCCAAT 202

Ai09B25025 Araip.B09 25025 p2 (TA)8 16 122316100 122316115 ACCTCGAGATCCTCCTGTGA CAGACGAATAATCACCATCCG 256

Ai09B25030 Araip.B09 25030 p3 (AAT)5 15 122326303 122326317 CATGGGAGAACCCTATGGAA TGGAGGACCTTGCTTCAGTC 263

Ai09B25033 Araip.B09 25033 p3 (AAT)5 15 122344170 122344184 TGGAGCCTCACAGATGTTCA GGGAACCTCTATACCTGGGC 157

Ai09B25034 Araip.B09 25034 p2 (AG)8 16 122344503 122344518 ACAGATGGAAGAGGGGGTTC TGTTTGTTTCTTATCTTTTTCAAAACT 277

Ai09B25037 Araip.B09 25037 p2 (CT)7 14 122353979 122353992 TCTTTCCTTATTGACAACCGC CAGAGCCAGATCAAAGCAAA 245

Ai09B25039 Araip.B09 25039 p2 (AT)8 16 122374768 122374783 TTGCGTCACACTCATGAAGA CACTGGAGGGGTGTAGCAGT 210

Ai09B25040 Araip.B09 25040 p3 (GAA)11 33 122381572 122381604 CGTGCAGAAACGAAAGAAAA GCCCCACTCAAACAGTTCAT 214

Ai09B25042 Araip.B09 25042 c (GT)7ttgcgcgcacgc(A)1137 122383644 122383680 ATCTCGTCTCGCAGCTTTGT CAGGTGCTACTGGCTTCCTT 228

Ai09B25046 Araip.B09 25046 p2 (AC)6 12 122398430 122398441 CATTCTGATGCTTGCATGGT GAGATTGCATGGTGTGCCTA 273

Ai09B25047 Araip.B09 25047 p2 (AT)6 12 122402373 122402384 CACTCGAAACATTGAAGGCA CTAGTTGGCCTTGTCTTCGC 155

Ai09B25051 Araip.B09 25051 p2 (AT)6 12 122421995 122422006 TGCACCTGAATTTTCACCAA ACAATGAGGGGATAGCATCG 231

Ai09B25052 Araip.B09 25052 c (T)11aaatttgtataaatttttatctagacttttttttattttatttatcttacactaaaattc(T)12(A)1194 122422540 122422633 TGAAAACCTCATGTTCATTCCA CTAACATTTGAGTTTGATCTTTAGTGA 253

Ai09B25059 Araip.B09 25059 p2 (TA)7 14 122445125 122445138 AGCCTTTGTAGGAAAAGGGG TTTGTGTCCCTTTGGGTTTC 237

Ai09B25060 Araip.B09 25060 p3 (GTT)5 15 122451569 122451583 TACTCCCGGATGGTGACTTC CTTTGCACCTAGAGGTTCGC 145

Ai09B25065 Araip.B09 25065 p3 (GGT)6 18 122472340 122472357 TGGTGTTGCGATAAGAGCAG GGCCTGGGTTAACTCGTGTA 210

Ai09B25071 Araip.B09 25071 p2 (TA)7 14 122506067 122506080 AGCTGCACAAATTCAGTTGG TTTTTATCGCCAAATCGGAC 183

Ai09B25072 Araip.B09 25072 p3 (CCT)7 21 122513317 122513337 CCCTGGTGCTGCTGTTACTT TCGGTTCATTCTGGATTTGA 248

Ai09B25073 Araip.B09 25073 p3 (ATC)5 15 122534700 122534714 TCAAACTCCTCCTCTTCCTCC CATTCCTCCTCCTCCTCCTC 274

Ai09B25074 Araip.B09 25074 p3 (GAG)6 18 122534918 122534935 TCCTCTTCCTCCTTCTTCTTTTT AACGTTCGTATTCCGCATTC 280

Ai09B25076 Araip.B09 25076 p2 (AT)12 24 122540471 122540494 GCATCCCCATGAGTCTATGC TGAGCGTTGCACCTTTATTG 231

Ai09B25080 Araip.B09 25080 p3 (CAA)5 15 122547091 122547105 TCCACACCACCACTTTTTCA GCGGTGGTCTCAGACAATTT 219

Ai09B25084 Araip.B09 25084 p3 (ATT)8 24 122563605 122563628 TGTTGTTTATTTGTTAGAATGGACTTG CAGAAAAAGCATTATTCCCCTG 243

Ai09B25088 Araip.B09 25088 c (CAT)6cgcactcccaccttcgaggaacactgtttctgcaaccttctcctcctcttgctttgact(CAA)695 122589395 122589489 TGTTTTGATACGAAGCACGAA ACCGAACAATTATGGAAGCG 224

Ai09B25090 Araip.B09 25090 p3 (TAT)5 15 122596780 122596794 CGATTAAGTACCAAAAGTTGAATAAAA CCGCACCTTTCAACAGAAAT 211

Ai09B25092 Araip.B09 25092 c (A)10tatttaaattctaaataacataaaaaatggttaaatataattttagtccttataattttggtcgaaaatcaaatgcgttcttaag(T)10105 122597421 122597525 CCCGGCCAATAATAATTTGAA TTTGTCCAAAGAAACGGTTTTA 280

Ai09B25093 Araip.B09 25093 p2 (GA)6 12 122599193 122599204 TTAGGAAGGGATGAGGGACC ACAAACACATCAAGGCATCG 264

Ai09B25095 Araip.B09 25095 c* (TTA)10(TA)6* 40 122605730 122605769 TTCACCATTTACTTTGGGGC TGTGGGGAAAGTGGGTTTAG 266

Ai09B25096 Araip.B09 25096 p4 (GAGG)6 24 122620652 122620675 ATTCCTCATGAGACGATCCG ACTCTCATCTGCTTTCCCCA 232

Ai09B25097 Araip.B09 25097 p2 (AG)8 16 122622185 122622200 AGCAGAGAAGAAGACCGCAC AACAACGGCAACGAGGATAC 177

Ai09B25098 Araip.B09 25098 p2 (AT)11 22 122623965 122623986 TTTAACTTTTCGGGTTCCCC ATTGGACAGTCCCTTTGTGC 193

Ai09B25101 Araip.B09 25101 p3 (ATA)27 81 122631679 122631759 TCTCTTCCAACCAACAGCAA CGACTTTTGCTTTGAGCTTTC 252

Ai09B25102 Araip.B09 25102 p3 (ATT)20 60 122650530 122650589 CATCGATGCCCTTAAACACA CTGGACCTCACGTTCAGGAT 191

Ai09B25104 Araip.B09 25104 p3 (CTT)5 15 122664775 122664789 CAAGACGGGTACTCTGGTCC AGGAATGCGACAAGGAAGAA 270



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25107 Araip.B09 25107 p2 (TA)6 12 122673885 122673896 AAAGCATGAACGAGGCAAAT ATAGCTCTTCCGGAGCCTTC 267

Ai09B25108 Araip.B09 25108 p2 (TA)6 12 122677258 122677269 AAAGCATGAACGAGGCAAAT TTGCACATTTGGGTAAAGGA 223

Ai09B25109 Araip.B09 25109 p2 (AT)11 22 122679709 122679730 AGTTCTAAAGGGGCTGAGGG TTTTGGGAAAGAGCAAATCG 126

Ai09B25110 Araip.B09 25110 p3 (TTG)10 30 122680509 122680538 TGGCGTCATTTGATTCATGT CCCTTTCAGCACCATTGTTT 201

Ai09B25112 Araip.B09 25112 p2 (TA)6 12 122684098 122684109 CAGAACAAAGATTTTAATTTTCAGCA AACCTTAAGGACCAAAACAGGA 163

Ai09B25117 Araip.B09 25117 c (GGT)5gttggtgctggtgctggtgctggtggtggtgttggtggtgctgttggtggaggttgtagcggtggtgttggtattagtgt(TGG)6113 122695105 122695217 GGTAGAGGTGGGAGATGGGT CCCTCACCACTACCAACACA 242

Ai09B25120 Araip.B09 25120 p4 (AATA)5 20 122698525 122698544 CGATTCTCAGCATATGATTCAA GAACAATAATCATGTGAATGCTTTA 221

Ai09B25122 Araip.B09 25122 p2 (TA)10 20 122700898 122700917 AGACCAGACCTCAAGAGGGG ATCTCGTTGTCCGTTCTTCC 255

Ai09B25123 Araip.B09 25123 p3 (AGC)5 15 122701188 122701202 GGAAGAACGGACAACGAGAT ATGATCCCCTTCATGTCCAA 206

Ai09B25124 Araip.B09 25124 p2 (TC)15 30 122706580 122706609 TTGATGCCGTATCCATGAAA TGATTATGAGGGTGGGCATT 194

Ai09B25125 Araip.B09 25125 p2 (AG)19 38 122707380 122707417 CGGTGACAAAGATGATGGTG CGTTGACAAATGTACCCATGA 249

Ai09B25127 Araip.B09 25127 p5 (AAAAT)6 30 122728824 122728853 TGATGGAGAAAGGGAGATGA TTCAAAACTCCCTAACCACTTTC 280

Ai09B25131 Araip.B09 25131 c (TA)8ccaaacactaaaaaatcacataaaaactccaaattactcttatcatcatctgcatcatctttttccct(CCA)599 122740225 122740323 GCCGAGCTTGAGTTTGGATA AGGAGAGAGAGAGGATGGGG 176

Ai09B25132 Araip.B09 25132 p2 (TA)8 16 122741516 122741531 CAGTGTTTTCAACTTTCATGGG GCTCGAACTTACGAGTTGGC 227

Ai09B25137 Araip.B09 25137 p3 (GAA)5 15 122764435 122764449 CGGTCTTAGGTGCCATCAAT TACACCTCTCCCCCTCCTCT 148

Ai09B25139 Araip.B09 25139 c (A)10tttttgaaaac(T)1031 122768566 122768596 GCCTAACATGCCCTATCCAG ACGGTTCATCATGTTGCTCA 254

Ai09B25140 Araip.B09 25140 p3 (ATC)10 30 122772927 122772956 TCGCTCATGCATCTTCTTTC TTTTGGAAAAATGGGTAAGCA 243

Ai09B25141 Araip.B09 25141 p2 (AT)6 12 122773704 122773715 CAATGGAACGCCCTAAGAGA CATTGCATTGCACTTTGCTT 163

Ai09B25142 Araip.B09 25142 p4 (TTTA)5 20 122792958 122792977 AAGAGTCGTCACCTCCGTTG CCCATGTCAAGTTGGGAATC 256

Ai09B25143 Araip.B09 25143 c (A)12ttcttttgttaattgttgtctgttgacttgtgattttgaatgattcatatcgattttgaccaa(T)1186 122805231 122805316 GCTTGCACATGTAAAAAGACTCA ATTCCAAACACTGTCTCCGC 245

Ai09B25145 Araip.B09 25145 p2 (AG)9 18 122824053 122824070 TTGACCTTGGGCTTCTCTTC CTTCGTGTTCTTCCTGCTCC 220

Ai09B25154 Araip.B09 25154 p2 (TC)10 20 122852071 122852090 TCCCTCGTGAATCCTAATCTC GACCCAAAACCAGAAGACGA 253

Ai09B25155 Araip.B09 25155 p2 (TC)6 12 122860981 122860992 GGAAGTAGGGGTGTGCAAAA GGAGAGAGAGAAGAAGGGGG 252

Ai09B25156 Araip.B09 25156 p2 (TC)7 14 122861116 122861129 TCTCTCCTCTCCCTCGATCC AAAAGAGAGAAAGGAAGGGAAG 208

Ai09B25157 Araip.B09 25157 p2 (TC)7 14 122861329 122861342 TCTCTCTCCCCTTTCCCTTC CCCCCTCCCTTCTCTCTCTT 275

Ai09B25158 Araip.B09 25158 p2 (AG)9 18 122861543 122861560 CGCTCCCTCTTTTCTTCAAA TTCTCCCCTATCCCTCTTCC 280

Ai09B25160 Araip.B09 25160 c (GA)7ggaagagggataggggagagagagaatgagagaaagggatagagagggagaaaag(GA)7gggagagagagaaagacaaagagag(GA)8124 122862089 122862212 AGGAAGGGGAGAGGAAAGG AAACCAATTCATAAAAATAAAACCA 280

Ai09B25161 Araip.B09 25161 p2 (CT)10 20 122867364 122867383 CTTGTGTGCCCAACACAGTT CAGGAACCGAAAACTTCAGG 280

Ai09B25163 Araip.B09 25163 p2 (AT)24 48 122882083 122882130 GCAACCCAAGAGAACAACGA TCTGAGCGTCAAATTAGGGG 238

Ai09B25164 Araip.B09 25164 p2 (AT)7 14 122889289 122889302 ATGGGTTTATCAACCTCCCC TCCATCTCATTTGCTAAAATGCT 265

Ai09B25165 Araip.B09 25165 p2 (TA)6 12 122897283 122897294 GTGGTTTATCAACCTCCCCA TGATTTAACCTTGGCTGTGC 243

Ai09B25166 Araip.B09 25166 p2 (TA)8 16 122897648 122897663 GGTTGTAATGGGGTTAAGGC GGGGACAAAATTACCCCAAT 248

Ai09B25167 Araip.B09 25167 p2 (TA)6 12 122898535 122898546 CAATGTGAATGTTTGAATGGC GCTTAATTTGCACCCCTAGC 246

Ai09B25168 Araip.B09 25168 p2 (AT)8 16 122898714 122898729 GCTAGGGGTGCAAATTAAGC TATAAGTGTGGGGAGGTCGC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25170 Araip.B09 25170 p2 (AC)6 12 122913496 122913507 TTGATTGAAAGCCAATTAGCAA TTTCTTTCTGAGGGTGGGTG 226

Ai09B25171 Araip.B09 25171 p3 (ATG)5 15 122919715 122919729 ATGAGCCTAAAACCGAGGTG CCTCAATCCGAGAGTTCCAA 247

Ai09B25173 Araip.B09 25173 p3 (AGA)7 21 122931230 122931250 CCTATGACTCGGAGGTGGAA CCCACCTCACCCTCTCTGTA 274

Ai09B25177 Araip.B09 25177 p3 (TCG)5 15 122938832 122938846 CCACCGTCGAAAGAAGAGAG AAAAACGCGAGGAACATGAC 267

Ai09B25178 Araip.B09 25178 p2 (CT)23 46 122938985 122939030 ATTTCGAAGATCAACGACGG CTCTTTAACGGTGACAGCGG 201

Ai09B25180 Araip.B09 25180 p2 (AT)15 30 122946502 122946531 GATAACCGGTCCGAGCATAA TGCTTTGGGCTTTATTTTGG 211

Ai09B25181 Araip.B09 25181 p2 (CT)6 12 122955131 122955142 CACAGAGCTGGCGTTTAACA GAGAGAGGGTTAGGGTTCGG 260

Ai09B25184 Araip.B09 25184 p2 (TC)7 14 122990428 122990441 AGGGAAGATAAGCTGGCGTT GTTTTTGCGGAAGGGTGTTA 212

Ai09B25186 Araip.B09 25186 p2 (CT)7 14 122995089 122995102 TTGATTTTCAAATTTGTTTCAACT GAGGGGGAAGTGAATTTTCG 260

Ai09B25187 Araip.B09 25187 p3 (TAT)5 15 122995419 122995433 CGAACCCCCTCTCTCTTTCT GCTGCCATCTCCTCTTCTTG 273

Ai09B25188 Araip.B09 25188 p3 (TTC)5 15 122997049 122997063 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai09B25189 Araip.B09 25189 p3 (TTG)6 18 123001495 123001512 GAGGCTGAAGGAGATCGTTG AAGCAATCCAGAAACAACAACA 250

Ai09B25190 Araip.B09 25190 p3 (TTG)6 18 123001643 123001660 TGCTTCTAGATGCTGTTGTTTTTC CCATTTTTCACCGGTTCACT 279

Ai09B25192 Araip.B09 25192 p2 (AT)7 14 123003370 123003383 AGGCTCAACCTGCGAAACTA GGCGTCTGGACTTACTCTGC 219

Ai09B25193 Araip.B09 25193 p3 (ACA)5 15 123013280 123013294 CCAAATAGGAAAAGTGGGCA TCAATGAGATGGTAAACGGGA 257

Ai09B25194 Araip.B09 25194 p2 (AT)13 26 123018983 123019008 CAACCAAAAACCAAGCTGAAA GCATGAGTCCACCAAAACCT 246

Ai09B25195 Araip.B09 25195 c (A)10gaaaagaaataaaaaagaaaaaacat(A)1248 123020188 123020235 CGTCAAGATGGCAGAAACAA TGACAAAATGCACCCAAAAA 240

Ai09B25196 Araip.B09 25196 c (T)12aaacaaacgtgctcaacacaataaagtagagcaaaaagaagaattaaagacacaaaataacgacaactaagtt(A)1196 123028745 123028840 TTGGTGTCAATATTTTGGGAG GTCAACGTTCGCAAAATTCA 260

Ai09B25199 Araip.B09 25199 p3 (CAT)7 21 123043306 123043326 TTTTGTTCCTAACGCTTCGAT GCAATGGTGAAGATGGTGTG 269

Ai09B25201 Araip.B09 25201 p4 (AATA)5 20 123060282 123060301 AGAGTCTCGTGCTGATAGCG CTCTATCTCTCGCCGTAGGTG 186

Ai09B25202 Araip.B09 25202 c (T)10ctttttttcttgataaaataagaagaatcataagaaagtgaatcaagaaggagaagataaataaaaaaagaagaaaataacgataaaag(AGA)5ggaggatgaggagttttaagttatgcaaaatttat(A)11160 123061172 123061331 TTGGTGGTTTTGCAGCATTA TTTTGGTGTCAAAATTGAGAATC 247

Ai09B25203 Araip.B09 25203 p2 (TC)6 12 123069537 123069548 AAACCCCACTTTGCTCCTTT GGGTTCGAACACCGAAGTAA 194

Ai09B25204 Araip.B09 25204 p3 (ATT)6 18 123070194 123070211 TTGGGGAAAATGTGTTGGAT ACCCCACGGCATTAACTAAA 278

Ai09B25211 Araip.B09 25211 p3 (TCC)7 21 123076721 123076741 TTTGTTGCAAAATTTCGGTG GGAAGAAGAAAAAGCAGCAGG 227

Ai09B25212 Araip.B09 25212 p3 (AGA)5 15 123077350 123077364 CTTCTGGTGCTGCTTCTTCA CGTGTTCCTCCTCCAACATT 245

Ai09B25216 Araip.B09 25216 c (AC)9(AT)8 34 123089312 123089345 AACTCGTGAACTGGTGAGCC AGCTCACGAGCTGACTCAAA 266

Ai09B25219 Araip.B09 25219 c (T)12aaaatttattaattaaattttgattcctttaactttttgttatttacactttttc(T)1481 123092606 123092686 TGCCGATTCCTAACATTCCT TGAGAAAATGGCGTTGATTG 272

Ai09B25226 Araip.B09 25226 p2 (TC)7 14 123120019 123120032 TCATTATGAAGAATGCGCGA AGATGATTCGCCTCCCTTTT 269

Ai09B25227 Araip.B09 25227 p3 (TTA)7 21 123122882 123122902 ACTTGCCGGTTAGTTTGTGG CCAAAATCAGCGAAGGGATA 229

Ai09B25229 Araip.B09 25229 p2 (AT)9 18 123132997 123133014 GAGGGTGTTGGCTCTTGAAA ACACCTTCACACCACAAGCA 241

Ai09B25243 Araip.B09 25243 p2 (TA)6 12 123205097 123205108 GGATATGGGCGCAGAAGTTA CGCAATACCGATCCAAAAAT 265

Ai09B25245 Araip.B09 25245 p2 (AG)6 12 123216691 123216702 TTTTGGAAAAGAGGAAGGTGA CATCTCTTTCAAAAATCAAATTCAAA 198

Ai09B25250 Araip.B09 25250 p3 (GGT)5 15 123252583 123252597 TTACGGTAGTCTGGCCCATC CTCAATCCATACCCCACCAC 273

Ai09B25253 Araip.B09 25253 p3 (GTT)5 15 123263359 123263373 TGCTTTTGATGAGGTGCTTG ATCACCAACAAGGAGGCAAC 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25254 Araip.B09 25254 p2 (TA)7 14 123273167 123273180 TGCTTTTTCTCCCATCTCAA ATGGGTTTATCAACCTCCCC 273

Ai09B25256 Araip.B09 25256 p3 (TCA)5 15 123286876 123286890 AAGGGGCACCACATCTACTG GGAGCTTGACCTTTCCCTTT 226

Ai09B25258 Araip.B09 25258 p3 (TAT)5 15 123293783 123293797 AAAACATGTGGGTCAGTGGA CCATTATTCGATTGTAGTCTTTGG 274

Ai09B25261 Araip.B09 25261 p3 (CCA)6 18 123320719 123320736 AGTTGTCTGCTCGATTGCCT TGTGGTGACAGGGGATATGA 118

Ai09B25262 Araip.B09 25262 p2 (TG)6 12 123321116 123321127 ATGGGTTGATGGAAAGTGGA TCAAGCCTTCAAAAATTGGG 243

Ai09B25263 Araip.B09 25263 c (TA)6tcattgaaaattttgaaaatgggagcactcatgtacgaactactaaaccatatgcatttacttttactttca(AT)798 123331979 123332076 TGGAGGAATTTCGGAAAACA TTTCTCTTTTCTTTGGGGCA 207

Ai09B25264 Araip.B09 25264 c (TGA)14(CGA)5 57 123334869 123334925 GAGGAAAACGAGACGGATGA AAATCCACAACAAGAACCGC 210

Ai09B25265 Araip.B09 25265 p3 (TTG)5 15 123335610 123335624 TCCCAATTCGGTTGCTATTT TTGCAGTTCTTGATCCAAAAGA 214

Ai09B25266 Araip.B09 25266 p2 (TG)21 42 123337199 123337240 TTAGGAGCAGTGGTGCACAG TGAAAACACCAGCACGTTGT 270

Ai09B25268 Araip.B09 25268 p3 (TTC)5 15 123346683 123346697 TTCTCAAGCATTTGGAACGA CTAGAGCCAGGCCTCACAAC 260

Ai09B25269 Araip.B09 25269 p2 (AG)8 16 123353004 123353019 AACATGAAAGCCATAAGCCAA TGGGGGATTACATCCATTCA 254

Ai09B25270 Araip.B09 25270 c (T)12aattgaactttgaaccttggggcattttgtcccctttttattgtttttcttttttttcttcctttttcttttctttc(T)1099 123357743 123357841 TCCCTTTTGATCACCACACA TGAAAATCTTGGGAATTGGG 223

Ai09B25272 Araip.B09 25272 p3 (GAA)5 15 123362477 123362491 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai09B25275 Araip.B09 25275 p3 (TCT)6 18 123385393 123385410 ACCCCACAGGATCATCTCAG TTAGAATGTTGCTCGCCCTC 259

Ai09B25276 Araip.B09 25276 p2 (GT)10 20 123394056 123394075 GCCTAAGCAAAACCCATCAA ATGCCTGTGAACTTGAGCCT 140

Ai09B25277 Araip.B09 25277 c (CTT)7ctatgttcgcgttcttcttcttg(TTC)559 123402325 123402383 GCGTGATCAACCTTTCTCAA TGCAGAGAAGAAAAATGCGA 183

Ai09B25280 Araip.B09 25280 p2 (AT)20 40 123428904 123428943 TGCAAAAGTGAAAATTTTGGG ATGTCCCAATGCAAACATCA 220

Ai09B25283 Araip.B09 25283 c (A)10ttttcttttgttttcg(A)1036 123447500 123447535 AACGGTTCATCCTGTTGCTC TTTGGGTATGGCTTTTCAGC 217

Ai09B25284 Araip.B09 25284 p2 (CT)6 12 123448873 123448884 TCTTGTGAATCAAGTCATTAATTGTG GAAAAAGGGGGAGATATTTTCG 276

Ai09B25285 Araip.B09 25285 p3 (AGA)5 15 123461114 123461128 CCATCCGCATACCTACTAAAATG ATGATTTCCACGTCACCACC 259

Ai09B25286 Araip.B09 25286 p3 (TGG)6 18 123463126 123463143 TCGTCATCACCCTCCTTTTC GAAGCTCGACCTCAATGTTCA 273

Ai09B25287 Araip.B09 25287 p2 (AT)6 12 123463954 123463965 ACCCCCTTTCCTTCACTGTT TGGAAGGAAATCATATGGCA 228

Ai09B25288 Araip.B09 25288 p2 (AT)6 12 123465067 123465078 CCTCCACCTCATCAGCATCT GGATGCGGGCATTAATAAAA 161

Ai09B25291 Araip.B09 25291 p3 (TAA)6 18 123469450 123469467 TGGACAAGTCCCTAATGCCT TGCATGGCTTCATCATAGGT 160

Ai09B25294 Araip.B09 25294 c (AAG)5atacaacatcaagg(AGA)750 123482998 123483047 CATCAACAAAAATGCATCCAA GCATGTTCACTGTCATCGCT 249

Ai09B25296 Araip.B09 25296 p2 (AT)11 22 123484311 123484332 GAACCTTCGCGAATACGAAC AGTGCGGAGTTAGAGGAGCA 195

Ai09B25297 Araip.B09 25297 c (TA)6ttcaagccaagtttggctttttcttgatttattttgtttctttatggcttcggccat(TAA)996 123487123 123487218 CCATGGAAGCTTTCACGTTC TGTTCAAACATTAGAGCTTTCTCC 261

Ai09B25298 Araip.B09 25298 p2 (AG)8 16 123494828 123494843 GGGGGAATCAAAGAGACACA GGAACATTGAACCTGGAATGA 165

Ai09B25299 Araip.B09 25299 p3 (TTA)5 15 123496892 123496906 CTTGCCGGTTAGTTTGTGGT CAATCACAGTCAATCCCCG 184

Ai09B25300 Araip.B09 25300 p2 (AC)18 36 123502824 123502859 GTTAAAGAAGCGCTTGTCGG TTTACTTTTCACGCACACGC 259

Ai09B25306 Araip.B09 25306 c (A)14gaaaaccccccaaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnncccccaccccc(CA)785 123520591 123520675 TTGCACAGACTTGAACGACG GGGGTGTTGGGTGTTTACTG 148

Ai09B25310 Araip.B09 25310 p3 (CTT)6 18 123548956 123548973 CGGAGACAGAGGTGGATCAT ATTTTCGACCGAAGTACCCA 156

Ai09B25314 Araip.B09 25314 p2 (AG)9 18 123564698 123564715 AGATGGAGGTGTTTGTTGGG ATTCAAACCATTTCCCTCCC 154

Ai09B25317 Araip.B09 25317 p3 (TAT)5 15 123590361 123590375 CCCCCTCTTTTCTTCCACTC CAGGTTCTGGATTTGCTTCC 151



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25319 Araip.B09 25319 p2 (TA)6 12 123591785 123591796 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai09B25320 Araip.B09 25320 p2 (AG)15 30 123599159 123599188 GAGCCGATTGCATCACTTTT GGTTGTCCGTTCCTTAGCTG 193

Ai09B25322 Araip.B09 25322 p3 (AAG)5 15 123605076 123605090 GGAGGTTTCTTCTTCGGAGG CAGCGTCCTCAATAAGCACA 209

Ai09B25323 Araip.B09 25323 p4 (TTAT)5 20 123605303 123605322 TGTGCTTATTGAGGACGCTG TCCTCCTCGCCTGAGTAAAA 273

Ai09B25330 Araip.B09 25330 c (T)13cttttttttaaaaaaa(T)14a(T)3074 123614242 123614315 CTTATCTGTCGCAGCATCCA TCAGACACCCCATGTTGATTT 244

Ai09B25331 Araip.B09 25331 p2 (AC)7 14 123618224 123618237 TGGCATCCTACCACAGTCAA AGTATGCGATGCAAATGGAA 203

Ai09B25332 Araip.B09 25332 p3 (AAT)6 18 123619570 123619587 TGACTCACAACGAAACGTGA GCCGCTAGGTTCTCAGCTAAT 276

Ai09B25333 Araip.B09 25333 p2 (AG)6 12 123620323 123620334 TTGAAGCGTGAACTGGAATG GGCAATATCATCACCTCCGT 207

Ai09B25334 Araip.B09 25334 p2 (AT)8 16 123620747 123620762 CGGATCTTCCCTTCAGTTTG ATTGGCAGAAGTTGGCAGAT 143

Ai09B25338 Araip.B09 25338 c (AAT)5aacaacaataata(ATC)543 123647408 123647450 TAGCAGTCAGGTGCAAATCG GCCGACCCAATCTAGTGAGA 254

Ai09B25340 Araip.B09 25340 c (A)13cactgttctgagttgttgtgagttgtgcttggagtt(GAA)9gctgg(ATA)699 123651608 123651706 CCCAGGCACAAGTTCTTTTC ATTCGAATCTCCTGTTTCCG 277

Ai09B25342 Araip.B09 25342 p2 (GT)7 14 123657351 123657364 CCCTTTCCAGTTAAGGGAGG AAGCAACAAATGTGAGCGAA 246

Ai09B25344 Araip.B09 25344 c (TAT)10tg(TTA)5 47 123661153 123661199 GTTGCCAAATTGACGGACTT AACGGGATTTGCTAAAAATGT 237

Ai09B25353 Araip.B09 25353 p2 (AG)6 12 123677264 123677275 TGAGGGTCGGAATTTCAAAG CAATAGATGATGTGGATTGTGGA 171

Ai09B25357 Araip.B09 25357 p2 (TC)19 38 123690253 123690290 GTGGAAAATATCAATGGCGG TCCACAGTCTGTTCCAAATCC 273

Ai09B25358 Araip.B09 25358 p2 (AC)6 12 123694310 123694321 CTTGCCTGCAATCTCTGTGA AGATAGTCCAACCTGGCTGC 179

Ai09B25369 Araip.B09 25369 p3 (AGA)5 15 123757893 123757907 GGAGAGGGGAGAAGAGAGGA GCGAACCCTATTAGTCGCAC 201

Ai09B25372 Araip.B09 25372 p2 (AT)14 28 123763947 123763974 AAGGTATGGTTTTGGTTTCTCG TTCACAGCCAACATAACCCA 280

Ai09B25373 Araip.B09 25373 p2 (AT)9 18 123768081 123768098 ATCGGCCAAGGTATGGTTTT TCACAGCCAACATAACCCAA 276

Ai09B25374 Araip.B09 25374 c* (TATAT)5(TA)6*(T)1042 123770165 123770206 TCTTACGTTTCCTTGTACGCAA CAACGATGGAGCGAGTGTAA 232

Ai09B25375 Araip.B09 25375 p3 (ATA)21 63 123771436 123771498 TCGATGCCAGTGACTCTACCT GATAGCGCCTGTTCCTCAAG 168

Ai09B25376 Araip.B09 25376 p3 (TTA)6 18 123775407 123775424 TGCAATTAAGTCTCGAAACGA AACGAAAGTGACGGAAAGACT 224

Ai09B25378 Araip.B09 25378 p2 (TC)14 28 123786296 123786323 TTCGAAAACTCCTCACCACTTT GAGGGAGAGGGTTCGAATTT 257

Ai09B25383 Araip.B09 25383 p2 (TA)9 18 123831537 123831554 GGTAAGAAAAGGATCATAGATACCAGA AGGGTGATAGAGCGGAGGAT 271

Ai09B25384 Araip.B09 25384 p2 (CT)6 12 123836315 123836326 GCATCCATTCAGGAGAGAGC CCAATTGGGCAACATCTGTA 224

Ai09B25389 Araip.B09 25389 p3 (AGA)5 15 123847364 123847378 TTGCCTTCCCTTTCCTCTTT CACACATCCCTCCATCTCCT 178

Ai09B25390 Araip.B09 25390 p2 (AG)8 16 123849467 123849482 AAAGAGGGAAGGGATTTTCG TCACATCTTGTGATTTCTTGTGAA 279

Ai09B25392 Araip.B09 25392 p2 (CT)6 12 123864520 123864531 TCCTTATCTTTTCAAATTTGTTTCA GGAGATGAGAGAGGAAGGAGAA 248

Ai09B25393 Araip.B09 25393 p3 (TTC)5 15 123866950 123866964 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai09B25394 Araip.B09 25394 p2 (TA)7 14 123872852 123872865 TGATGCTGGTTGTGCTTTACA CACAGAGGCCTTCTTCAAGC 234

Ai09B25397 Araip.B09 25397 c (AG)8aa(AG)7 32 123887307 123887338 AACGGGATAAACCGATTGAA TAAGGAGAGCTATGCGAGGC 249

Ai09B25398 Araip.B09 25398 p3 (TAA)17 51 123889010 123889060 AAGGGGAGTGACTTGGGAGT TCATATATGCATCTCCGGCA 243

Ai09B25399 Araip.B09 25399 p2 (TA)7 14 123893934 123893947 GGACAAAATCCGTCGGTAAC GGCCTAAGAAGCATGTTTTCAA 269

Ai09B25400 Araip.B09 25400 p2 (AC)15 30 123895587 123895616 AAACGTTGACCGAGGATTCA TGGTGGTACGACTCAAGGTG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25406 Araip.B09 25406 c (TAT)5tcataaaaaactttgatacggtacaaagttaattagcataaaaatgactagaaagcgagaatcttgttaagctacaaatt(TTA)5110 123916040 123916149 GTGCTTTGAATGAGTGCTGG TTTTCAAAACCAAGGACAAAA 267

Ai09B25416 Araip.B09 25416 c (A)10gaagaaacccaataagctaaacttacactattgcaaagaatcatgacacttcaaatcagaatgcctattgttgaaacaaaacgaataaacc(A)11112 123971893 123972004 TTTTGATAATGAAATTTCCAACGA AGGATTGGATGTCATCAGGA 241

Ai09B25419 Araip.B09 25419 p2 (TA)9 18 123976109 123976126 AAACGTTGGAGACAAAAACGA CGAAAGCTCATAGACTAGCTCAAA 280

Ai09B25423 Araip.B09 25423 c (T)10gatgtataa(T)1029 123984965 123984993 GCATTTTTACAGACCAGCCA TCAATGAAACCCATCTATGCC 250

Ai09B25425 Araip.B09 25425 p2 (TA)6 12 123988725 123988736 TGCTTTTGGATGTGAAATTGG AGATAAATGGTTAAACACTAAATGAGC 269

Ai09B25427 Araip.B09 25427 p2 (AT)9 18 124000132 124000149 TGTTGACTCTCCACCTGCAA CAAAAGCAAAAGCTGTAGATTGG 270

Ai09B25429 Araip.B09 25429 p2 (GA)10 20 124001671 124001690 GAGAGGGAGAGGGAGAGGAA CCTTCTTCCTATTGAGCCCC 113

Ai09B25435 Araip.B09 25435 c* (TA)9(TATG)6* 40 124016186 124016225 TGTTTTTCAGATGCAGGTCG GGCTGGCCAGAGAATAGTCA 266

Ai09B25436 Araip.B09 25436 p2 (GT)6 12 124020130 124020141 AAACGGTACGACGATTGGAG GGTTTAGCCCGAAGTTAGGC 239

Ai09B25437 Araip.B09 25437 p2 (GT)6 12 124029810 124029821 TGGTGAATAGTGGCAATGGA GGGTCAAACGGGCTAAAAAT 171

Ai09B25440 Araip.B09 25440 p3 (TGC)5 15 124044253 124044267 GGTGGCTGTGGGTAAGTGAT TGCTTGTTCCACTTTCTCTCC 132

Ai09B25441 Araip.B09 25441 p2 (AC)6 12 124048283 124048294 CAAAGTTTCCACCTTCTCAACA GGAGATCATTGCTATGCAAAA 230

Ai09B25445 Araip.B09 25445 p3 (TTA)12 36 124070258 124070293 TGTCCCTTTGGTAAACATTTGA TGTTGAACACAACATAGCTTTGAA 131

Ai09B25446 Araip.B09 25446 p3 (ATA)14 42 124070877 124070918 CAAATGTCCCTTTGGAAAACA TTGATCGCGTACTCCAAACA 261

Ai09B25448 Araip.B09 25448 p2 (GT)7 14 124079111 124079124 GGTCCATACCACCCTCATTG TCTAGACGGCATGTTGGACA 170

Ai09B25449 Araip.B09 25449 p2 (TA)6 12 124079790 124079801 TGGTAATGGCATGTTGGCTA GGTTGCTTTGTGCTATGTGC 264

Ai09B25450 Araip.B09 25450 p3 (TTA)5 15 124079980 124079994 GCACATAGCACAAAGCAACC TCACTATATCAGCTATGACAATTAGGA 219

Ai09B25453 Araip.B09 25453 p3 (GAA)5 15 124088540 124088554 GCAAAACTGGTGAGGGAAGA TCACCAAGGGAAATTGCTTC 260

Ai09B25455 Araip.B09 25455 p3 (GAG)5 15 124093261 124093275 CGCAATAAGCAACGCTATGA ATGGGCTCTGGTTGTGTAGG 218

Ai09B25456 Araip.B09 25456 c (TA)7ttttttcctttttttctttttttc(T)1048 124111819 124111866 TTTTATTGAACTTAGCATTGGGG AACTGTGGGAACTTGGGTTG 274

Ai09B25457 Araip.B09 25457 p2 (AG)6 12 124120900 124120911 GCAATGGCAATTTAAATCAAAGA GGGAGCTCACATATTTTCACC 279

Ai09B25458 Araip.B09 25458 p2 (TA)7 14 124121775 124121788 CCCCGCACTTAAACACTAGC TTTCTTTCCCATCTCATTTGC 253

Ai09B25460 Araip.B09 25460 p4 (AAAT)6 24 124123469 124123492 TCCTTTTCAAAATCTCCTAACCA CCATGATGGAGAAAGGGAGA 109

Ai09B25462 Araip.B09 25462 p2 (AG)6 12 124137424 124137435 AAGCAATGGCAACTTAAATCAAA GGAGCTCGCATATTTTCACC 280

Ai09B25463 Araip.B09 25463 p2 (TA)9 18 124138299 124138316 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 273

Ai09B25467 Araip.B09 25467 p3 (AGA)6 18 124149493 124149510 TTAGAATGTTGCTCGCCCTC CAACTCCACAAATGGCCTCT 155

Ai09B25471 Araip.B09 25471 p3 (CAC)5 15 124181434 124181448 TCCTCAACGTTCAAAAACGC GTAATGAAGACCGGTGGTGG 260

Ai09B25472 Araip.B09 25472 p3 (TTC)21 63 124181709 124181771 AGAAGAGGGGGAAGGGAAAG TCAAAACTCAGCAATGAGCAA 265

Ai09B25478 Araip.B09 25478 c (A)12gaagaaaaagaacataaataaaaataatggaaaagtgaaaagtgaagaaagaaagaaaagaaccttgataatggatgtgaaaaataagggggaaaggt(A)10120 124211286 124211405 TCATCCAATTAAATTTCTAACACCAA TCCCTTCTCCCTTCTTTATTCC 227

Ai09B25485 Araip.B09 25485 p3 (AGA)7 21 124246365 124246385 AGTGGTCTTGATGGGCTTTG ACCCACCCACTCAAATTCAA 262

Ai09B25486 Araip.B09 25486 p3 (ATT)5 15 124249104 124249118 GTTTGCTCCAATGGTAGGGA GCAGGAGCAAGGACAAGAAC 245

Ai09B25487 Araip.B09 25487 p3 (AAT)5 15 124251441 124251455 CCCACGGAGATTGTTGGTAT CCCTTACAGAAAGCTTGCCA 257

Ai09B25494 Araip.B09 25494 p2 (AT)7 14 124270821 124270834 CTCTTGGGAGCGAAAAATTG TTGCTTAATGCAACCCAAGA 191

Ai09B25495 Araip.B09 25495 p2 (GA)10 20 124274403 124274422 CCTTTTGACAACAAGTAGCGA GACAATACCCCCTCCCAAAT 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25502 Araip.B09 25502 p4 (TTAT)5 20 124293259 124293278 ACCAGCAGGGTTTAGGGTTT TCGTCAAGAAGACATCATCACA 206

Ai09B25508 Araip.B09 25508 p3 (TTG)6 18 124303344 124303361 CGGGATCAGTAGGGAACTTG AAAGAAGGTCCTCATCACACA 280

Ai09B25509 Araip.B09 25509 p2 (TA)9 18 124333221 124333238 GGGGACAAAATTATCCCAATG GGGCTAAGGTAAGGGTGAGG 248

Ai09B25511 Araip.B09 25511 p2 (CT)7 14 124337819 124337832 TGCATTATTTTGGTGCTTCG GCCAAATAATGAGGGTCTCAA 246

Ai09B25514 Araip.B09 25514 p3 (TAT)8 24 124341140 124341163 TACCGACAATTTTCCTGCGT GGATTCGACCCTTACTCACG 191

Ai09B25515 Araip.B09 25515 p2 (AC)6 12 124354624 124354635 GGAGGAAAGTGTTTTTGTTGATA GCAGTGAGAGGAACAATAATGAC 280

Ai09B25516 Araip.B09 25516 c (AAG)6aggc(A)11 33 124356191 124356223 AACCATCTTCGCGTATTTCG ACAGAAGGAGATCGAAGGCA 179

Ai09B25517 Araip.B09 25517 p3 (AAG)5 15 124356751 124356765 TGTGGTGTTGATGACGATGA AACGGAAGATCATGGAGTGC 200

Ai09B25521 Araip.B09 25521 p3 (CAA)5 15 124365976 124365990 CACCACAATTGGTTGAGCAC TATGCAATGGCTGCATCTTC 200

Ai09B25528 Araip.B09 25528 p3 (ATA)5 15 124393483 124393497 ATCTTGGAATCTGCCTGTGG TGGTGGCTAACCACATTTCA 183

Ai09B25530 Araip.B09 25530 p3 (ATA)5 15 124395328 124395342 AGTGCACATGCATTTAGGGTT TGGTGGCTAACCACATTTCA 135

Ai09B25536 Araip.B09 25536 p2 (TA)6 12 124411020 124411031 TGTTGGCGCAACATATCAAC CATACCCAAAGATTCGCTGC 199

Ai09B25537 Araip.B09 25537 p3 (CAA)5 15 124414878 124414892 GGAAAGGCATTGTTGGAGAA CCAATGTGATGAGTTGTGGC 234

Ai09B25539 Araip.B09 25539 p3 (AGA)6 18 124441033 124441050 TTGTCTTCCCTTCCCCTTTT CACACATCCCTCCATCTCCT 178

Ai09B25540 Araip.B09 25540 p2 (AG)6 12 124445330 124445341 AAAGGTGCTTGCTGGATTGT TCACCAAAAATACGAACCCC 249

Ai09B25542 Araip.B09 25542 p4 (ATTT)7 28 124446971 124446998 AGCCAGTCAGGCTTCAACAT TCGAGTTTGGACAACTGACG 237

Ai09B25543 Araip.B09 25543 p2 (TA)6 12 124449828 124449839 CGTATGGATCCTGGGAAGTG TGACTCAGCCTGCAAAGCTA 236

Ai09B25550 Araip.B09 25550 p2 (CT)7 14 124469377 124469390 TGTTTGTTTCTTATCTTTTTCAAAACT GGCAGTGATGTGAGATGAGG 276

Ai09B25551 Araip.B09 25551 p3 (TTC)5 15 124471097 124471111 ACACACCCCTCTCTCTCCCT CTTGGAGGTGGAAGCTTTTG 226

Ai09B25560 Araip.B09 25560 p3 (AAT)6 18 124508024 124508041 TGGACATCACTTTGTGGAACA AACCATCCGAAACTTTTGTCA 210

Ai09B25566 Araip.B09 25566 p3 (ATT)13 39 124520525 124520563 CATATGTTTTTAGTTAAGGTGGTTTG CCAAAAATTTTCGAGACAGCA 224

Ai09B25571 Araip.B09 25571 p2 (AT)9 18 124526789 124526806 TCTATATGGACCAGAGCCCG TAGCATAGGCCACGCATAAG 127

Ai09B25572 Araip.B09 25572 c (TTA)9aagtt(A)11gaaaagattggccgaagccattgagagaacgaagaaagagatagaacgtggcttactatgcatgtgtgtgtatattgtttactatgc(AT)15160 124531494 124531653 TTCATTATTTAGTTAGGACTCGGGA TTTCCTAATCTTCTTTTCCTTTGG 277

Ai09B25584 Araip.B09 25584 p3 (TAT)5 15 124585197 124585211 GTCTATGCTTTCTTCCGCCA CAATGCACCTTCTTTTCAGATG 242

Ai09B25585 Araip.B09 25585 c (T)12ggtgatagtaggggccaaagtcccat(A)1048 124585375 124585422 AGAGGGAAGCAAACAAGCAA GAGAGGGGCGTTCTTTTACC 124

Ai09B25586 Araip.B09 25586 p2 (TC)6 12 124590827 124590838 ACAACATACGGAAAGCCCAG CCGTCGAACCTGTCCCTAC 189

Ai09B25589 Araip.B09 25589 p4 (TTTA)7 28 124626676 124626703 CCAATGGAGGGTATGCAGAT TCTTGATCACTTTCTCTCTCCTCA 258

Ai09B25591 Araip.B09 25591 p2 (TA)7 14 124636282 124636295 TTTTCAGATGCAGGTCGAGA ACTAGCCCCTGACTCAGCCT 280

Ai09B25592 Araip.B09 25592 p2 (TA)7 14 124636593 124636606 TTTTCAGATGCAGGTCGAGA ACTAGCCCCTGACTCAGCCT 280

Ai09B25593 Araip.B09 25593 p2 (AT)6 12 124637111 124637122 ATTCCTTGAGCGTTGCACTT TTGCACTTTCTATTTTGTAACACCA 192

Ai09B25595 Araip.B09 25595 c (A)10tatttttcaaaaaatctttcaaaaatttctcctttgttttcg(A)1062 124644752 124644813 TTTGGACAACTGACGGTTCA GCCAGGCTTCAACAAATCAT 215

Ai09B25596 Araip.B09 25596 p2 (CT)6 12 124646236 124646247 TTTCTTAACTTTTTCAAAACCACC ATGAGATGGGGGAGGGATAA 224

Ai09B25601 Araip.B09 25601 c (T)10accaaagatatccgcgacctcttaagtaaatacgaggagactatgtcactattaaattagc(T)1687 124675751 124675837 GATTCCGACTTCCGAGTCAA GTTGTGGGTTCGAGTCTCCT 262

Ai09B25604 Araip.B09 25604 p3 (GAA)5 15 124678969 124678983 AAGGGGGAATGGAAGAAGAA CCAAAATCGTATGGAGGTGG 103



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25606 Araip.B09 25606 p2 (AT)10 20 124682895 124682914 AGGAGAGTGAGTGACCCTGG TGTCGGTGACACACTTCGTT 243

Ai09B25609 Araip.B09 25609 p2 (AT)7 14 124690677 124690690 CAGGTCGTCTCCCAATGAGT TTGAGAAAATCCCAACAAGGA 195

Ai09B25610 Araip.B09 25610 p2 (AT)11 22 124692561 124692582 GCATTGTGATAATTTTGTCCCC GAAAAATTGTGGAAACATGGG 228

Ai09B25616 Araip.B09 25616 p2 (AT)7 14 124717466 124717479 AAACAGATCAATTCCTGCGG TACCAGTTTCCATCACAGCG 253

Ai09B25617 Araip.B09 25617 c (A)12ctaagaatttgatataaatctaccggccaatattaattagtaagctaagttaaggttcaatcactacataagccaaatagg(A)13106 124719748 124719853 TGCCTTTTGGAAACTTATGC TTGATTATCTGCCACCACGA 280

Ai09B25620 Araip.B09 25620 c (AT)8tttattatgatgaaatattttacataattaaaattataattctagtagtttataaataatgaa(AT)1099 124722143 124722241 TTTATTAATTGGAGTTCCTTATTTTCA CATCTTGCTTTATGGGAGGA 238

Ai09B25623 Araip.B09 25623 p2 (GA)10 20 124740494 124740513 GCTCTAAGCGTTCCCAACAG GCGGATTTTGTCGAAGGTAA 266

Ai09B25624 Araip.B09 25624 p2 (TA)6 12 124755530 124755541 TTGGTGGGAGTTCCAAGAAG ACAATGGCAACCCAATTCAT 173

Ai09B25625 Araip.B09 25625 p4 (TCTT)5 20 124756135 124756154 CTGTTTCCCCTGTTTCTGCT TGGAAATTTGAAAAGAGAGGGA 161

Ai09B25628 Araip.B09 25628 p2 (AG)6 12 124771002 124771013 TCATAAAGGCGAGAAAAATCC AGATCCAAGTCCAGAAGGCA 171

Ai09B25631 Araip.B09 25631 p2 (AG)9 18 124779674 124779691 TCATGAAGGCAAGAAAAATCC AGATCCAAGTCCAGAAGGCA 177

Ai09B25635 Araip.B09 25635 c (A)10ggatttcactaattt(A)1035 124788034 124788068 TCTCTTCCCAACACCAATGTC CAGGTTGTGTGTTCTTTGGC 258

Ai09B25638 Araip.B09 25638 p2 (AG)10 20 124810649 124810668 ATTAGGGTTGGGTTTGGGAG CCTAAATGGAGCAGGGATGA 258

Ai09B25639 Araip.B09 25639 p2 (AC)7 14 124823644 124823657 AACCCATTCAACACACCACA TGGATAGAAATGACGGGCTC 184

Ai09B25640 Araip.B09 25640 p2 (AT)6 12 124828480 124828491 TATCTTTTCCAAATTCGCCG TCAAAAATTCGAATCACGCA 268

Ai09B25642 Araip.B09 25642 c (T)11cggtagaagttaacggtgacgtaggttctcttctccttgaatttggtcaattggagttctaagagacacagacgatttctaatg(T)10105 124832634 124832738 AAATGCTTGCATGGAGGAAC TACTCGAGGCTCCGAAGAAG 273

Ai09B25653 Araip.B09 25653 p5 (AATAA)5 25 124861026 124861050 TGGCTTAGGCTTAATCTGTAACTTG CAGGCTAAGCTCAAACTTATGAA 251

Ai09B25657 Araip.B09 25657 p3 (CGA)5 15 124879674 124879688 GAACGGCGACTTAAACAAGC AGCAGTGCAGCACACACTCT 263

Ai09B25658 Araip.B09 25658 c (T)13cttttt(A)10 29 124891552 124891580 TTTATGGCACACGGATTTCA TTGGCAGTAGTACGGCAAGAT 270

Ai09B25659 Araip.B09 25659 c (A)12tattgatttagacataattataaatatcttgccgtactactgccaaagaatttaagtttttgaatattaaaccttatctag(AAT)6111 124891736 124891846 GGCCCGATACGTATATGCAA TCCCGAAAAATAAATCTTACTATGCT 270

Ai09B25662 Araip.B09 25662 p3 (TCA)5 15 124895819 124895833 GCAATTTGAACTCCTTTGGG GCTAGCCGAGACGTGGTAAG 241

Ai09B25663 Araip.B09 25663 p2 (CA)8 16 124896644 124896659 GGAGGGCTTCATCTGTCTCA TTTGCACCCTTTGGAAAAGT 279

Ai09B25664 Araip.B09 25664 c (GA)6gcaaagagaaaacgttcaacaacttaagctgaagctgaaatttctagttggagttcgttacttctagcttcagttgaacctcactgaaccc(A)12115 124899130 124899244 AGGAGGAGAGAGAAATGGTGG CGATAAGCAGGTATTTTCAAGGA 239

Ai09B25674 Araip.B09 25674 p2 (AG)6 12 124932824 124932835 GATTTCTGGGCTGATTTGGA TTTGAAATTGAGAACGAACAAGA 200

Ai09B25677 Araip.B09 25677 p2 (AG)9 18 124938888 124938905 AGGAGGAAGATGTGGTGTCG GAAGACCCCCTCCTTGTCTC 259

Ai09B25683 Araip.B09 25683 p3 (TAA)5 15 124957682 124957696 GAGTGCTTTTAATGGTGATACCG GTCCAGGACCACCAACTTGA 277

Ai09B25691 Araip.B09 25691 c* (TG)6(TA)9(ATAC)5*47 124992050 124992096 TGTGGTTTTCAGATGCAGGA AGGAGAACCCAAAAGAACCC 255

Ai09B25694 Araip.B09 25694 p2 (TA)12 24 125020436 125020459 TCTCGGGACTTTATTTGGGA TCAAGACTCAAGGCTCGGTT 239

Ai09B25696 Araip.B09 25696 p2 (AT)7 14 125023205 125023218 TGTTAAAAACGGGACTTGTGG TGAGGACAGTATGGCTGCTC 250

Ai09B25699 Araip.B09 25699 p3 (ATG)5 15 125056842 125056856 TCCACCATCATTAGCATCTACG TTTTGAGGAATGGAAACCTTTT 259

Ai09B25701 Araip.B09 25701 p2 (TA)6 12 125058508 125058519 CGTGATGCAAGGCTAATTTGT CATCCATGATGCAAGGACAT 152

Ai09B25705 Araip.B09 25705 c (A)13cttcttttgtcacggttaagaaatttacgtgctatttttttgataaattgtgtacaatttaaaactttc(CTT)25157 125082771 125082927 CATCAATTAATCGGAAACGACA CGAAGATTGTTCTTGTTAAGAGAGTG 260

Ai09B25707 Araip.B09 25707 p2 (TC)6 12 125084205 125084216 AAAACCACCGCACCTAACAC CGCATTTAATGGGAGGAGAA 269

Ai09B25708 Araip.B09 25708 p2 (AC)10 20 125098596 125098615 TTCACAACCGGTATGCATGT AAGGCACCAGGCTTACATTG 160



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25709 Araip.B09 25709 p4 (TTCT)5 20 125100253 125100272 GGCCGATGTATCTCTGGAAA AGAACCTCTGCCACAGGAGA 199

Ai09B25710 Araip.B09 25710 p3 (CTT)6 18 125108004 125108021 ATAGCGCGAAATGAGAAACG GAACCACGATGAGGATGAAAA 164

Ai09B25711 Araip.B09 25711 c (A)11gatgaataagaaaaaaaagaagatggtaatgatgataaaaaa(AAG)568 125108522 125108589 CTCTTCCAAGTAATTTTGCAGC TTCTTCCTCTTCCTCTTCCTCA 211

Ai09B25712 Araip.B09 25712 p2 (TC)10 20 125110208 125110227 CTCACTTCTCCCTCCGTCTG GGCGAAGATAGCAAGACAGG 107

Ai09B25713 Araip.B09 25713 p2 (AG)7 14 125117560 125117573 GAATTTGGTTTTGGTGGTGC CAGCCCTGCTTCGTTATCAT 174

Ai09B25715 Araip.B09 25715 p2 (CT)9 18 125129950 125129967 GTTGGGGATGCGAATAGAAA TTCCATTGGCTTGAAGAACA 239

Ai09B25721 Araip.B09 25721 p2 (AT)6 12 125145490 125145501 TCTGCTTTTTGCCATGTGAC CATGCCTTATTGCGTGCTTA 210

Ai09B25723 Araip.B09 25723 p2 (CA)10 20 125151879 125151898 CGTTGATCTGTTAATGGCCC CATCTTGTTGGTCGCTGCTA 103

Ai09B25724 Araip.B09 25724 p3 (AAG)5 15 125155816 125155830 TCCACCGTGATCATTAGCAA TGTTCGTGATTGCTGCTAGG 256

Ai09B25725 Araip.B09 25725 p3 (GAA)9 27 125156234 125156260 GAAGCAGTGAGCGAAGAAGG CACAAAGCCCAGCATACAGA 189

Ai09B25732 Araip.B09 25732 c* (A)15(AC)6* 26 125200664 125200689 TTGACAAAAATGAAGCAAAACA AAACACATTTTCCAGGCGAA 239

Ai09B25733 Araip.B09 25733 p3 (TTC)12 36 125202157 125202192 GGCAATGGCTACTTCCAACT TCAAAGCCAGGTTCTTGGAG 164

Ai09B25734 Araip.B09 25734 c (TC)10ttcgcttaaaaccctaattcccctttctctctcccttctcccttctctctttctttgcgtccttggagcttcgaacgaacaacagactctccctcttcta(CT)7134 125214306 125214439 CGTTTGAACATTTTCCCAAGA CCCTTCTCCGTAAGGGTTCT 270

Ai09B25735 Araip.B09 25735 p3 (CCT)6 18 125214711 125214728 GCACAACGCTTCATCTTTGA GAGGAAGGGTGAGAAGGAGG 119

Ai09B25738 Araip.B09 25738 p3 (CTT)6 18 125225979 125225996 ATGAAATCCAAACACGCACA ATGCAGCAACAACAACCGTA 244

Ai09B25743 Araip.B09 25743 p4 (CACT)5 20 125249849 125249868 ATGGAGGAGAACACTGCCAC TTTGGTGTAGTAAACGGGGC 220

Ai09B25746 Araip.B09 25746 p3 (AGG)7 21 125261154 125261174 CAAACTCGTCGGGTCTCATT GGGGAAGATATGCACCTGAA 245

Ai09B25747 Araip.B09 25747 p3 (TTC)10 30 125262624 125262653 CCATTGAAAGCATGCCTATTT CAGATTGCACTTTGCATTTGA 155

Ai09B25751 Araip.B09 25751 p3 (TAA)7 21 125275176 125275196 AAATTTGGCCATGTGCTACG TCAATGAGATTGTTGTTAATTTTGG 273

Ai09B25755 Araip.B09 25755 c (A)13g(A)10 24 125291611 125291634 ACCCTCCACCTTGGATTTTC GGTACAAACAATGATGGGGC 153

Ai09B25756 Araip.B09 25756 p6 (GGTGAA)5 30 125292124 125292153 GCTTCACCAGTGTTGTTGCT CCCACACCCAAAAATCAAAT 229

Ai09B25760 Araip.B09 25760 p3 (GAT)5 15 125302452 125302466 ATGTTCCCAAGAAGGTCGTG GCTTTTTGCTCTGTTTTCGC 252

Ai09B25763 Araip.B09 25763 p3 (AAT)8 24 125304822 125304845 TGAATGCTTAAAAGCTGCAAGA CAACTTGTGTTCAAAAATACCCA 217

Ai09B25767 Araip.B09 25767 c (T)11agaattaacaacgttagatcaaccacttattctaataaatatatgtgataatctaccaaaaatct(A)1490 125320344 125320433 AACGCTTTGATTAGGCTTTGTT TTAGAAACCAGGCCACAAAA 149

Ai09B25768 Araip.B09 25768 p2 (TA)8 16 125323366 125323381 GCCTTAGGTTCCTCATTATTTTT TGCCTATTTTGATATGGCTATGTT 278

Ai09B25773 Araip.B09 25773 p3 (AGA)7 21 125361366 125361386 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 150

Ai09B25774 Araip.B09 25774 p3 (ATA)5 15 125379731 125379745 ACTGCCAAATCGAGGAAGAA TTTGACAAATCAAAATATACAATGAGA 262

Ai09B25776 Araip.B09 25776 p3 (ATA)5 15 125381274 125381288 CCCATAAAGACGCATAAAACG GCTGACTTTTTGTTTTGCGG 213

Ai09B25779 Araip.B09 25779 c (T)13at(A)10 25 125390070 125390094 TTGCGAAAAACGGAAAGAAT TTTCCTTAACGTTGATGGGG 167

Ai09B25781 Araip.B09 25781 p2 (GA)18 36 125396829 125396864 TGAACATCAACCGGACAGAA CTAAATTCAAACGCGAAGCC 239

Ai09B25782 Araip.B09 25782 p3 (GGA)5 15 125400662 125400676 CAGCAACAGGACGAAGATGA CATCACCACCAAACCCTTCT 234

Ai09B25783 Araip.B09 25783 c (TC)6ccctctctctccccattctctctcccctctcactctctctcctttcc(CT)7ccctcccttcccctctctctctccctctatctctctctccctctctctcttcctctctctt(TC)6146 125410077 125410222 GCACCAGTTTAAACCAGTTCAT AGAGAGCGGAAGAGGGAAAG 273

Ai09B25785 Araip.B09 25785 c (TC)6ttta(TC)7 30 125411266 125411295 CCCTCTCTCTCCCTATCTCCA AAAAAGAGCGCAAGGAAAGA 271

Ai09B25786 Araip.B09 25786 c (CTC)6tctctcctct(TC)946 125411407 125411452 TTCTCTCTTTCCTTGCGCTC TCCTTCTCTCTCTCTCCCCC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25796 Araip.B09 25796 p2 (CT)13 26 125445255 125445280 CCACTCTCCTTTCGTTGCTC AAGCCGCAAAGATCTGAAAA 183

Ai09B25799 Araip.B09 25799 c (CT)14(GT)10ggaagaacctctacatactcatcgtg(CT)788 125446620 125446707 GAAACCATGTTATATGGCAAGC CCTGACTTGTGGTGGGAAGT 275

Ai09B25805 Araip.B09 25805 c (T)10aatacaagttatatac(T)1036 125459071 125459106 GTTTAAGAACCCTGAGGGGG TCTCAAAGGTGTGAGCATTTT 207

Ai09B25809 Araip.B09 25809 p2 (AT)8 16 125477480 125477495 AAATGATTAATCGAGAAGCCAAA CAATAATCTCCGGCTACCCA 269

Ai09B25812 Araip.B09 25812 p2 (AT)8 16 125512029 125512044 ACGTGAGTGAATGAATGGCA GTATTTCTGCCTCTGCCTGC 277

Ai09B25815 Araip.B09 25815 p3 (TTC)7 21 125527575 125527595 GGCGCCATTACTCACTCTTC CGATCAGAAAAACGGTGGTT 207

Ai09B25816 Araip.B09 25816 p2 (GT)6 12 125530801 125530812 CACTGCAAGGCATGGTCTAA TATTGGCTTCTTGTCCCACC 261

Ai09B25818 Araip.B09 25818 c (T)10ccgtttttttcttcctttgta(CTT)17cactctgaatgctaca(TCT)5113 125536776 125536888 GGATAATTCTCCGCATCCAA AGCAAGAGGAGGAGGTGTTG 241

Ai09B25820 Araip.B09 25820 p2 (AT)8 16 125552173 125552188 TCCAACTTGCATTGGTGGTA TCTCATGCATTATATTCTTTTTGGA 222

Ai09B25825 Araip.B09 25825 p3 (TGT)5 15 125555492 125555506 ATTAGGTGCTGGCTTTGGTG GGAAGTGTGCAAGAAATGGAA 195

Ai09B25826 Araip.B09 25826 p3 (GTA)5 15 125556714 125556728 TTTTGCAATTTTGGAGCCAT CAAGGTCAAGAGAGAAACAATGC 169

Ai09B25827 Araip.B09 25827 c (AG)7aaaaagagaaagtggataaaagggaaaagggagggaaagaagggaagagaaaaaagagagaa(AG)790 125558549 125558638 GCTCCTTAAAAACCTTGATGATG CCCTATTGGGACCCTCATTC 274

Ai09B25829 Araip.B09 25829 c (A)14gaataacaatggcatcctccctcgatctttatacaaaaatttctctttaagtaaggtagaaggcaactatatctaag(A)10g(A)10112 125559872 125559983 TCGAATTTGAACCTTTTACGC TTTTTCACCTCGTATACCCTTC 237

Ai09B25833 Araip.B09 25833 p2 (CA)9 18 125584274 125584291 GCACACCGGATCTTCCTATC CGTACGGTTCAGTTCGGAAT 260

Ai09B25835 Araip.B09 25835 p2 (TA)7 14 125594941 125594954 TTTTCAATCAATTGGGGTGC GCGTTTTTGGGTGACAAGTT 170

Ai09B25847 Araip.B09 25847 p2 (GA)7 14 125652948 125652961 GATCTTGCTCGACAACACCA ATAAATACCCAGCCCCAACC 274

Ai09B25848 Araip.B09 25848 p2 (CT)6 12 125662228 125662239 TTCTTCTTTCTCTCTCTTCTATTTTCG GAGGTCCTTTGAGAGGGTTAGAA 196

Ai09B25849 Araip.B09 25849 p2 (AC)7 14 125669664 125669677 GGGGCTAAGGTAAGGGTGAG TGCAAAAGTGAGAATTTTGGAT 147

Ai09B25851 Araip.B09 25851 c (A)10tttataaaacc(A)1031 125692703 125692733 TTTGGACCGAAGCTTTCACT TCGAAAAATGCAAGAAAAGGA 262

Ai09B25852 Araip.B09 25852 p2 (CT)9 18 125696762 125696779 GCCAGAAAGGGAAGAAAACC GGTGAAGAGGTGACAGGGAA 269

Ai09B25854 Araip.B09 25854 p2 (GA)7 14 125711493 125711506 ATAAGCGCAGCGTCAATACC TCATTATGAAGAATGCGCGA 220

Ai09B25856 Araip.B09 25856 p2 (CT)6 12 125715249 125715260 TTCCCAACTCCTTATCTTTTCAA AAAAAGAGGGAAGATGTTTTCG 129

Ai09B25858 Araip.B09 25858 p3 (TCT)5 15 125717590 125717604 ACCCACCTCACCCTCTCTCT TGTCTTCCCTTCCCCTCTTT 234

Ai09B25859 Araip.B09 25859 p2 (CT)16 32 125722970 125723001 TGAACCAGGAAGGTTGAAGC TCCAACCCAAGTCCAAGAAG 179

Ai09B25869 Araip.B09 25869 p3 (TTA)7 21 125770667 125770687 ATGCAGCAATGCAATGAGAT GTGCGATTACCTTGTCGTGA 214

Ai09B25872 Araip.B09 25872 p2 (AT)9 18 125777365 125777382 AAACGATTGGACTATCCCCC TCCCTGGGTAGACGTAGTGG 206

Ai09B25874 Araip.B09 25874 p2 (TC)14 28 125786886 125786913 CAGATTTTTGCTCAGGTCCC CTGTTCGCGCTGTCATCTC 275

Ai09B25878 Araip.B09 25878 p2 (GA)6 12 125824833 125824844 AGTAGAAGCGGCACGGTAGA GCCGGTAAATCCGACAGTAA 249

Ai09B25882 Araip.B09 25882 p2 (GA)7 14 125832555 125832568 GAAGCTAGATGGATGGACGG TACCTGCTTTCTCGAGCCAT 278

Ai09B25888 Araip.B09 25888 p2 (AG)7 14 125842846 125842859 TGGTGAGTGATGTGAGGAGG TGTTTGTTTCTTATCTTTTTCAAAACT 278

Ai09B25891 Araip.B09 25891 p2 (AT)6 12 125847412 125847423 AGCGGTTTATCAATCTCCCC TTGATTTAGCCATTGATTGTGC 253

Ai09B25894 Araip.B09 25894 p2 (CT)7 14 125859899 125859912 GCAAAATAAAGGAATCAATAAGAGAA AGAGTGAGGCTGGGAGGAAT 236

Ai09B25907 Araip.B09 25907 c (AG)8gtcataccatgtgcaataaaattctcaatagaagcttagtttcaac(AT)674 125913973 125914046 TATGCAAATGAGCGAGAGCA CCTAGAGCAGAGTGCGTTGA 271

Ai09B25908 Araip.B09 25908 p2 (AT)6 12 125914749 125914760 CTTGGAACGCGTGAGTACAA ATTGGCTGGAACTTGACTGC 257



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25913 Araip.B09 25913 p4 (TATT)6 24 125924955 125924978 CAGGTTGTGTGTTCTTTGGC TACCGATCTCCGTGGGTTAG 277

Ai09B25914 Araip.B09 25914 p2 (TG)6 12 125940208 125940219 TGTTTTGTAGAGTCAACGGACAA TTCAATTTTTGCAAACTTTCATGT 215

Ai09B25916 Araip.B09 25916 p2 (AT)8 16 125946209 125946224 GGCCTACGTTGATCTTACTCAC TCAATTACCAAAAATTGAGTTAGAAAT 278

Ai09B25921 Araip.B09 25921 p3 (TTC)5 15 125957956 125957970 CAAGGATCCATCGTTGAGAAA CCTCATGCATGCTACCTTCA 252

Ai09B25923 Araip.B09 25923 p2 (AG)8 16 125960351 125960366 CGCGAGGAAGAAAAGATCAG CTTTGCCATTTCACCAACCT 211

Ai09B25924 Araip.B09 25924 p2 (TA)6 12 125968013 125968024 TTTGCTAGGCGTCTGGAGTT ATAATATCAAGCTCCGGCCC 235

Ai09B25925 Araip.B09 25925 p2 (TG)12 24 125968216 125968239 TTTTGACACTCCGCTCTTGTT TGGTGTACCACCCTACCACA 261

Ai09B25926 Araip.B09 25926 c (AT)6acatatccaaaacccaaatatacataaacaaaatcttgcctttccataaacctctaagaggatcaagagaacaagttatgcggagagaaaactaag(TA)8124 125970200 125970323 TCAAGACTGGCCGGAGAATA GGACTCTTGAAGCGAAGTGG 190

Ai09B25927 Araip.B09 25927 p3 (TGA)6 18 125976554 125976571 AGCTCGGGCTGATTATGCTA GACTCAGGCTGACCGACTTC 270

Ai09B25928 Araip.B09 25928 c (AG)17ataa(AG)6 50 126000553 126000602 TCACCAGGTCACCATCAAGA CAAACCCTAGCAGTGGTGGT 175

Ai09B25936 Araip.B09 25936 p2 (AT)8 16 126021730 126021745 TCATGCATTCTTTGCCATTC AAATTTTGGAAAATGCGTGC 195

Ai09B25944 Araip.B09 25944 p2 (AT)19 38 126073150 126073187 CATTTTATTTTAGAAGAGGTTGGG CTTTCTCTCCCTCGGCTCTT 275

Ai09B25946 Araip.B09 25946 p2 (CT)6 12 126079015 126079026 TGCATATCTTATCTTTTTCTAATTTCA GGAAGAGGAGAGTTAGTTAGGAGG 269

Ai09B25947 Araip.B09 25947 p2 (AT)10 20 126083385 126083404 GCAAAAGAAAAAGCATGTTGC GAAGTTAGATGCGGCGGTAG 166

Ai09B25948 Araip.B09 25948 p2 (TA)7 14 126090728 126090741 AACCAACGAGGACGATGTTC GCCCAATTCAAATCATTATCC 254

Ai09B25949 Araip.B09 25949 p3 (ATT)16 48 126092871 126092918 CATGCGCACACATGGTATAA GCTTGTTCCCTTTATTTGGC 280

Ai09B25950 Araip.B09 25950 p3 (TTA)16 48 126094426 126094473 CAGCAAGTGCACTGGGTAAT GCAAGCCACGTTAACACTTTC 280

Ai09B25951 Araip.B09 25951 p2 (TA)6 12 126097105 126097116 GCCTTAAACTTTTCCCTCGC TTCGCGAATACGAATTGAAA 190

Ai09B25952 Araip.B09 25952 p2 (AT)10 20 126097935 126097954 TTCATTCCAAACAATCCACAA GGAGGAATTGGCCAAGGTAT 250

Ai09B25954 Araip.B09 25954 c (A)11ctattttc(A)10 29 126115895 126115923 TTTGGACAACTGACGGTTCA ACTAGCCAGCCAAGCTTTCA 257

Ai09B25957 Araip.B09 25957 c (A)10gaaaagaaaaatggc(A)1035 126121228 126121262 TGCTTGAACAGTGCATGTCTT TGGCTTTTTCTGCTTGCTTT 234

Ai09B25958 Araip.B09 25958 p2 (TA)11 22 126142102 126142123 CCCATCTCAACTGTAAAAGTGC GGTTTATCAACCTCCCCACA 280

Ai09B25960 Araip.B09 25960 p3 (TTC)5 15 126166666 126166680 CACCGTTCTCCTCTACTCGC TTATTGTGATGCGTTTCGGA 213

Ai09B25961 Araip.B09 25961 c (GAA)6cgacggagcttattatgttgaatttaatgcagatcaataatgaataatgcgagcagagaagataaatgtgaacagaggaaaatgacgaattttattaggt(AGA)9145 126167174 126167318 TCATTCAGCTGATTTGAAGTTGA AAAAATATTATTGTCGACTTCTCCTT 260

Ai09B25964 Araip.B09 25964 p2 (TA)9 18 126208490 126208507 TGCTTTTCTCTCCCATTTCAA CAACCTCCCCACACTTAAACA 277

Ai09B25965 Araip.B09 25965 p3 (AGA)5 15 126212360 126212374 TAAAATGTTTGCTCGTCCCC CCCATCACCTCTTCACCACT 278

Ai09B25967 Araip.B09 25967 p3 (AGA)5 15 126238846 126238860 CTGGCCTTAGGTGCCATAAA AAATACCCCTCCTCACCACC 216

Ai09B25970 Araip.B09 25970 p2 (AT)21 42 126258984 126259025 CGAACCCTCACTGGAAGTGT ATGGAGAAGTTGCATTTGGA 272

Ai09B25973 Araip.B09 25973 p2 (AG)9 18 126276761 126276778 ATTAGGTTCGGAAAGCCGTT ATCTGAATGGACGGAGATGC 162

Ai09B25974 Araip.B09 25974 p2 (CT)8 16 126276919 126276934 GCATCTCCGTCCATTCAGAT TGCCCTAAACAACGACTCAA 231

Ai09B25978 Araip.B09 25978 c (T)11cttaccttttttttcttgagtaaaatcttaaaggac(T)1057 126320083 126320139 CATCCATCAATACACTTCAAGCA TCCAAACATAGACAAGCCTTCA 266

Ai09B25981 Araip.B09 25981 p3 (TAT)5 15 126324026 126324040 GGGAGGGGTAGGAGTCAAAT GCTGTCATGCAAAACCAAAA 133

Ai09B25984 Araip.B09 25984 p2 (TA)11 22 126340063 126340084 GAATGGCGAAACACACAAGA CAGAATCACAACAATCCACACA 278

Ai09B25987 Araip.B09 25987 p3 (AAG)5 15 126365117 126365131 CGCCAAATGAGTCATCTCAA TCGGATCAGAGGTCAAAACC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B25988 Araip.B09 25988 p2 (AC)8 16 126371973 126371988 CCAAGGTGGTAATGGGGTTA TAGGGGAATAAAACCACCCC 267

Ai09B25989 Araip.B09 25989 p2 (AG)8 16 126373270 126373285 AGAATGAAGCATCGTCCTCG ACCACTGTCCACACTGTCCA 206

Ai09B25992 Araip.B09 25992 p3 (CAT)5 15 126384763 126384777 CCGGTTCAGGATCTGACAAT CCTTACGCTCTTCAGCTTGG 184

Ai09B25994 Araip.B09 25994 p2 (AG)6 12 126416169 126416180 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTAACTTTTTCA 231

Ai09B25996 Araip.B09 25996 p2 (AT)10 20 126436727 126436746 TGGTTTTTAGAGGGGAAAGGA TCGTACTAAAAATCCGAGCG 235

Ai09B25998 Araip.B09 25998 p2 (AT)11 22 126452299 126452320 AATATAAACCAAATCTTAAACCGTTC TCATGTTATTTTTGTTAAAATTAGGC 226

Ai09B25999 Araip.B09 25999 p5 (GTAGG)5 25 126453236 126453260 AGAACTTTAGGGTGCGGGTT CCCTATCCGCAGATTGAAAA 113

Ai09B26002 Araip.B09 26002 p2 (AT)7 14 126511353 126511366 TTTAACTCCTTGGGTTCCCC ATTCGAACTCCGCATGAATC 153

Ai09B26006 Araip.B09 26006 c (AG)6aa(AG)17 48 126522650 126522697 GAAGATCTCCAAAGCCAACG TTTGGAGAAGGAGTGAACGAA 271

Ai09B26008 Araip.B09 26008 p3 (CAT)5 15 126540290 126540304 TTGGAAGAAGTCGGGACAAC AGCTCGACCTCACCCTTTTT 139

Ai09B26009 Araip.B09 26009 p2 (TC)6 12 126549506 126549517 TCCTTCCTCCTTCCTCCTTC GAACATGCAAGCAACCCTTT 278

Ai09B26012 Araip.B09 26012 p2 (CT)6 12 126580491 126580502 TCCTGAAAGCAAAGAAATCCT TGGGCTGCTTTTGACCTAGT 188

Ai09B26019 Araip.B09 26019 p3 (TGA)13 39 126648000 126648038 GGGACCAACTCGAACTGAAA TGGCAAGTTTCCTCTGCTTT 230

Ai09B26020 Araip.B09 26020 p2 (AG)20 40 126649728 126649767 GCCAATGTTCACATGTTTGC AGCAAGTGGAACAAAGCTCG 103

Ai09B26022 Araip.B09 26022 p4 (AATT)5 20 126658419 126658438 TGATCAACATCTGCAGTCGAA TGCAACCCAATTTCATGTTT 181

Ai09B26025 Araip.B09 26025 p3 (AAT)6 18 126662868 126662885 TGGATCTCACATCTTAACCCC ACCGCGCAATGTGCTATAAT 277

Ai09B26026 Araip.B09 26026 p4 (TTAT)5 20 126667657 126667676 GCATGTTCAATTTGTTATACATTTTTC AAACGGTTTGGATTGGTTTAGA 266

Ai09B26027 Araip.B09 26027 c (A)10gaa(AT)9 31 126676083 126676113 CGGATTCACACCCTGTTTTT TGTGCAAATGCAATAGACAAAAG 229

Ai09B26039 Araip.B09 26039 c (TATT)6tttatttttttatagttatttattaattgagt(TA)668 126733858 126733925 CTTGTCCCCAAGCAAAGAAA TATATATACGCCCCCTCCCC 247

Ai09B26041 Araip.B09 26041 c (A)12catattctcatcccctacataatgctagctttgagcacttagataaactagttaactagtttgctgtttccaaatcagtagtttattccttttg(A)14120 126746111 126746230 CTGTTGCACACCAAAGCAAT TGCCAATATTCCTCATGCAA 228

Ai09B26043 Araip.B09 26043 p2 (CT)6 12 126766254 126766265 TTTCTTATCTTTTTCAAAACCACC GGTTCGGATTTTTGGTGATG 268

Ai09B26044 Araip.B09 26044 p2 (CT)8 16 126766491 126766506 TCGAAAATCCTTCTCCCTCA TGCCTTTTTCTCTGTCCCTG 224

Ai09B26046 Araip.B09 26046 p2 (AT)8 16 126782184 126782199 GCCTTTCGTACTACCAGAATCG TTCGTTCCTTAGACTTTGCTTTC 268

Ai09B26047 Araip.B09 26047 p2 (AG)6 12 126784527 126784538 GGTATTTGGGGAAGGGTGTT GGGGCGTTTACACGCTAATA 138

Ai09B26048 Araip.B09 26048 p3 (ATT)5 15 126801971 126801985 CCACTTGTGCCTCCAGATTT AACAGAAGCCTCAACAAGGC 216

Ai09B26049 Araip.B09 26049 c (A)11ccaagccacgcacaagcgcaaa(GC)645 126808534 126808578 TGCTAAGGTGTCCATACGTCC ACACAGAGTTGGCCCAAAAG 278

Ai09B26050 Araip.B09 26050 p3 (ACC)5 15 126811769 126811783 CAGAACCCTCTTCCTCCACA GTCGGCTCCTCACTATGCTC 236

Ai09B26051 Araip.B09 26051 p2 (TA)14 28 126812352 126812379 CTCTTGTTTTGGTTGTTGCAC GGTGGTGCCCTAAAAATGAG 266

Ai09B26056 Araip.B09 26056 p5 (TTATC)5 25 126829206 126829230 CCTGGGTGCTCCAGTGTATT AAAGGGCCCAAATAGAGGAA 190

Ai09B26057 Araip.B09 26057 p3 (TTC)5 15 126839419 126839433 ACACAACCCTCTCTTCCCCT CTCGAAGGTGGAAGCTTTTG 230

Ai09B26058 Araip.B09 26058 p5 (TTATC)11 55 126846412 126846466 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 215

Ai09B26060 Araip.B09 26060 p3 (AGA)18 54 126862142 126862195 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 231

Ai09B26061 Araip.B09 26061 p5 (TTATC)6 30 126866923 126866952 CCTGGGTGCTCCAGTGTATT ATGTTTAGCGACAAGCCGAC 274

Ai09B26062 Araip.B09 26062 p2 (CT)6 12 126878722 126878733 GGCCCAAATCCAAGTACAGA GGGACAATCATGAAAGCAAGA 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B26064 Araip.B09 26064 p3 (AAT)6 18 126880534 126880551 GATCAGGGTCCATTTTGTCC TTTTTAGAAACTGATTCTGGGTG 134

Ai09B26065 Araip.B09 26065 c (A)10g(A)11 22 126881758 126881779 ACAACGGACGAATATCTGCC TTCACAATACCGGACCATCA 229

Ai09B26067 Araip.B09 26067 p3 (AGA)6 18 126888895 126888912 AGAAAAGGGGTGAGGGTTGT AAGCTTCACCGCTACCTCAA 130

Ai09B26068 Araip.B09 26068 c (T)10atgtatcttttatttttatttttcagtttgtcttgtttttggtatgcgttttatttttggtatggggtttgtgcttgattttttggtttttg(T)14116 126891059 126891174 CCAAGTTGGTTTATTTGGAATTTT GTTTGAGTCCCACCAACACC 271

Ai09B26076 Araip.B09 26076 p3 (ATT)14 42 126923457 126923498 AATTCCTTTGCTTTTGCAGTG TTTTCATGATAGGGAAGCCG 181

Ai09B26079 Araip.B09 26079 p4 (TAAT)6 24 126934794 126934817 TGACAGCACAACTGGTCACA TCAGATGTGAGTGTTGATTTAGGA 272

Ai09B26080 Araip.B09 26080 p3 (AAT)6 18 126935801 126935818 GGAATGCATGTGTTGTTGCT CCTGACTCAATGAAGGTCTCCT 280

Ai09B26084 Araip.B09 26084 c (T)10ctctctcttctttgctgtgtttatggttcttaatatgctaaacagacaatcaacttagtctttaaaataatattgttaatataaataatgc(A)12113 126944292 126944404 TTTTCATCCCAAACTACCCAA TTAACTGAAATTAACGGTTATAGTGCT 171

Ai09B26091 Araip.B09 26091 p2 (AT)11 22 126971720 126971741 AAATATCCAATTAACATGTGCCA TGGGAGTTAATTTTGTTAAAAGGA 199

Ai09B26092 Araip.B09 26092 c (T)10aaattagaaacaatgatcaaaacaaacattttttaaattctgaaaatttgaaaacaaaa(T)1079 126972132 126972210 TGAATTTATGCAATGACATTATGC TGAAAATTTAGGTGGTGTTTGG 253

Ai09B26098 Araip.B09 26098 c (A)10tctaaaattggtcaaaaatttggtaaattaatcattttcagcggttaatcatttttaataatagaacatc(A)1090 126995356 126995445 CCCAATGTGAAAGGAGCATT ATTACGCCCAAACCTAGGGA 258

Ai09B26101 Araip.B09 26101 p3 (AAC)5 15 127008600 127008614 TTAGAAGATGCGCACAGCAG GCATTAGGAGCAACAGGAGC 148

Ai09B26102 Araip.B09 26102 p2 (TA)6 12 127019472 127019483 TCCGCACCTTAAATCTCCTG TCCGTTTTAACTCGATTGGA 275

Ai09B26107 Araip.B09 26107 p2 (AT)9 18 127059425 127059442 AATTTTGGGAGTGGGAGAAA AACACTGCTGCGCCTTATCT 197

Ai09B26109 Araip.B09 26109 p3 (AAT)6 18 127067825 127067842 AAAAACTGTATAATGGAAAACGACA ATCCGTCCTCAATTCTCCTG 217

Ai09B26113 Araip.B09 26113 p2 (TC)11 22 127070390 127070411 CCCTAGTGCTACCCACCAAC TGATTGAGGGTCAAGCAACA 271

Ai09B26114 Araip.B09 26114 p5 (TCTTC)6 30 127074044 127074073 GCTGTCTCCTCCTCCTTCCT ACCTCTGCCCTATCGGCTAT 274

Ai09B26115 Araip.B09 26115 p3 (ATT)31 93 127082877 127082969 AAAAATATTCGCCACTTAATCAAT CAAACTTGCATTATCCGCAA 264

Ai09B26116 Araip.B09 26116 p2 (TA)6 12 127083283 127083294 TGATAGAAGGCTCCAGAAGAGC CCGGAAGAAAGTGAGGGTAA 235

Ai09B26119 Araip.B09 26119 p2 (TC)7 14 127098166 127098179 TAGTGCTCCCATGGCTTCTC AACCGATTCAAGTCTGCTCG 280

Ai09B26120 Araip.B09 26120 p2 (TA)6 12 127100224 127100235 TCAACCACTCTTGCCTTGTTC CGGATAAATATGGCAAAACAAA 280

Ai09B26122 Araip.B09 26122 p3 (ATA)10 30 127114010 127114039 TGGACTTGGACCAGTAGCTC TTTCGATGTATAAGGCAGACCA 189

Ai09B26126 Araip.B09 26126 p5 (GCATA)5 25 127148897 127148921 GGCATATCGGTCAAAACACC GATTGGTCCTCCCTCTCCTC 211

Ai09B26129 Araip.B09 26129 c (AC)7at(AC)6 28 127165118 127165145 TTGTCATCGCTCATCTTGCT TGGATTGGGTGTAAAAAGGC 217

Ai09B26135 Araip.B09 26135 c (CAC)11caacaccaaccaacaccaacaccaagaacaccaaacaacagcaacaacaccataccaccacaaccaccatcaacaccaacag(CAC)5130 127179558 127179687 ACCACCTCCACTGCTACCAA TGATGTTGGTGTTGGTTCGT 228

Ai09B26138 Araip.B09 26138 p2 (AG)7 14 127192167 127192180 AACTTGAGGGCAAGCTGAGA GGATCAGAATGCCATCTTTGT 231

Ai09B26148 Araip.B09 26148 p2 (GA)9 18 127222332 127222349 GTGTCAAGAAATCGGACCGT CAGTATTCCCCAAGCTCTGC 104

Ai09B26152 Araip.B09 26152 c (T)10ctttattttttttgccatttttttctttttc(T)1152 127234172 127234223 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 246

Ai09B26153 Araip.B09 26153 p3 (GAA)5 15 127253957 127253971 CGGTCTTAGGTGCCATCAAT CCGAAACACACTTCACCCTT 154

Ai09B26154 Araip.B09 26154 p2 (AG)7 14 127255808 127255821 GATGAGGGAGAAGGATTTTCG TTTCTTATCTTTTTCAAAACCACC 213

Ai09B26157 Araip.B09 26157 c (T)10atgattttctaatttttttggaaaa(T)1045 127256820 127256864 GCATATGCAATTAACACCAAACTT TTCATGAAGCATGTGAAGCC 248

Ai09B26158 Araip.B09 26158 c (T)11cgaaaacaaaggagaaatttttgaaa(T)1047 127257064 127257110 CATGGTTTGGAAGCCTCAGT CGGTTCATCTTGTTGCTCAG 241

Ai09B26162 Araip.B09 26162 p2 (AT)8 16 127296648 127296663 GTGGAGAAATTGGGTTTGGA TGAGGCATTTTGTCCCTTTT 221

Ai09B26164 Araip.B09 26164 p3 (AGA)6 18 127321967 127321984 TGGTTTGAAGAGCTTTTGGC CCCCCATCCATCTCCTCTAT 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B26166 Araip.B09 26166 p2 (AG)6 12 127325756 127325767 AAAGAAATTTTGAAAAAGGGGG TCTTGTGAATCAAGTCATTAATTGTG 275

Ai09B26172 Araip.B09 26172 p2 (GT)7 14 127372806 127372819 AGAATGAAAATGTGCTGGGG CCCGAAATTTCACCATCTGT 125

Ai09B26174 Araip.B09 26174 p3 (TTA)26 78 127395397 127395474 GCGTTGAACACTCCACACAC GGTCCCAAAGGTTCCAGTTT 276

Ai09B26181 Araip.B09 26181 p2 (AT)6 12 127424750 127424761 CAAATCCAAATCAAGAGAGAACAA TGTTTATGCATGTGATGGCA 194

Ai09B26189 Araip.B09 26189 c (T)11aatttaaatt(A)1031 127449077 127449107 GAAATGGCCTTCGATTCTCC CGGACCCTTCCAAACACTTA 278

Ai09B26192 Araip.B09 26192 p3 (TAT)6 18 127461194 127461211 CCCCCTCTTTTCTTCCACTC ATGTGCTTGTCCTTGCTCCT 124

Ai09B26193 Araip.B09 26193 p3 (TTC)5 15 127462786 127462800 GCCCTCCATTCTTCATCAAA CTCTTGTCTTCCCTTTCCCC 242

Ai09B26200 Araip.B09 26200 p2 (AT)7 14 127480244 127480257 TTTTGTAGTGACTCTAAATCCAATTTT CGAGACATATATTGGTGTCAACC 278

Ai09B26201 Araip.B09 26201 p2 (AG)7 14 127480639 127480652 CGGAGAAGGGTTAGTGCAAG CATGGAATGCTGTGTTTTGG 255

Ai09B26205 Araip.B09 26205 p2 (TA)10 20 127486089 127486108 CAACATGGGAGTCCAACAAA GCGCTCATGATGTGTAATTGA 220

Ai09B26210 Araip.B09 26210 p3 (TTC)5 15 127496947 127496961 GCACACTCACCCCTACTGAAA TGGATATTGGCATCGCTACA 253

Ai09B26211 Araip.B09 26211 p2 (TA)22 44 127501660 127501703 GCATTCAAAATCTGTGGGAGA GAGTGACAAATGGCATCGAA 232

Ai09B26216 Araip.B09 26216 p3 (GGT)5 15 127512713 127512727 AAATAGGAGGAGGTGGTGGC ACCACCAGAGCCATATCCTG 122

Ai09B26217 Araip.B09 26217 p3 (AAT)6 18 127514831 127514848 TACCCCCAATGCACAATACC GGCATTATTGCCTTTTCCAA 263

Ai09B26218 Araip.B09 26218 p2 (GA)13 26 127519695 127519720 CCATTCCCTTCTCCTTCCTC CCAATGCTGTGAAACCCTCT 186

Ai09B26219 Araip.B09 26219 p2 (AT)7 14 127521013 127521026 CAAAATATTCAAGCTCCGGG GCGAAGTCGGGTTGATGTAT 199

Ai09B26221 Araip.B09 26221 p2 (CT)10 20 127537882 127537901 ATTAGACCCCTCCGTCGAGT GCAGCTAGGGTTTCTGAACG 274

Ai09B26227 Araip.B09 26227 p2 (GT)7 14 127560412 127560425 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 254

Ai09B26229 Araip.B09 26229 c (ATAC)5atatatatc(TATG)549 127564367 127564415 TTTTTGTAAATTCACGTCTGAGGA CCGTAGTCAGACAGTTCCAACA 280

Ai09B26231 Araip.B09 26231 p3 (TTA)17 51 127573113 127573163 TTGTCTCTATCCCAATCGCC AAAAGGCACTTGCAAATTGA 259

Ai09B26243 Araip.B09 26243 p2 (TC)14 28 127615910 127615937 CGGTTGACCAAAACCAAAAC GGAAAGGGAAAAGAGAGGGA 211

Ai09B26245 Araip.B09 26245 p2 (GA)6 12 127616925 127616936 GGAGGCGAAGATATAGGAGGA CTCTCTCTCCCTCTCCCCAT 242

Ai09B26246 Araip.B09 26246 p2 (AG)6 12 127617251 127617262 TGGGAGAGAGCGAAAAGAAA TCTCTCCCCCTCCTCTTCTC 121

Ai09B26252 Araip.B09 26252 p3 (AAG)6 18 127625758 127625775 GGAGAAGAAGATCCCGAAGG TCCCTCGAAGTAATGGTTGG 243

Ai09B26257 Araip.B09 26257 p3 (ATG)9 27 127640640 127640666 GAAGAGGTGCTTCAACTGCC ACCGCTCACCATTCATCTTC 158

Ai09B26260 Araip.B09 26260 p2 (CT)6 12 127644555 127644566 TAGAGCAACAGAAGCCCTGC TGAGTTGGTTTGGATCCATTT 237

Ai09B26268 Araip.B09 26268 p2 (AT)7 14 127684471 127684484 CAAAACAACAACCACTAAACAATG GGTTGATTATGCTTGACGGG 238

Ai09B26269 Araip.B09 26269 p3 (ATG)6 18 127685860 127685877 CTCGAAGAGGTGCTTCAACC ACCGCTCACCATTCATCTTC 152

Ai09B26270 Araip.B09 26270 p2 (TA)6 12 127688433 127688444 AAAAACCACCTATTTTACCACAACA CCCAATTATTTTTGCATCACG 239

Ai09B26271 Araip.B09 26271 c (A)13ttcttaatacttctaccatctctatcc(A)1151 127692045 127692095 TGCATGTAGTTCAAATCCCTGA CATTAAAATCAATCATTGCAAGC 261

Ai09B26272 Araip.B09 26272 p4 (CTCA)5 20 127692635 127692654 GCCGGTTTTCTCATTTTGAA CTAGACGGAGCAAGTGAGGG 176

Ai09B26275 Araip.B09 26275 p2 (TA)7 14 127707963 127707976 TCAGCTTCATGACAGGGTTG TGCCATGTTTCTAATCTATGCG 129

Ai09B26278 Araip.B09 26278 p2 (TA)6 12 127721807 127721818 TTCCATGACAATGACCATTCA TGCCTCTGATGACAAGTTGG 229

Ai09B26281 Araip.B09 26281 p4 (TAAA)5 20 127727001 127727020 AAAATTCGATCCATCAACCAA TTTTGCAAGAAGTTGTGTTCTCA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B26283 Araip.B09 26283 c (CT)6(AT)9 30 127729800 127729829 GGGTGGCCTATTCTGCCTAT AGACAACCTTGTGCGTTGAA 261

Ai09B26284 Araip.B09 26284 p3 (TTA)5 15 127733344 127733358 TCCCACTCCTACTCCTACCG CTGAGTTTGACACAAGGCCA 149

Ai09B26286 Araip.B09 26286 p3 (ATT)9 27 127739562 127739588 CTGGCCTTTCTCCATATTCG TGTGGTCGTTGGTGTTTGTT 135

Ai09B26289 Araip.B09 26289 p2 (AT)11 22 127750784 127750805 TGAAATATGCAAAAATGCAACA TTAAGTGTGGGGAGGATTCG 226

Ai09B26291 Araip.B09 26291 p2 (TA)11 22 127758246 127758267 CGTTCGACCAACCCAAGTTA CCGAACTTCATAGGGACGAG 274

Ai09B26292 Araip.B09 26292 p2 (TA)6 12 127758710 127758721 TCATCACATGTCAACATATCTAACC AGACACATGAGAACATGTGAATTT 272

Ai09B26299 Araip.B09 26299 p3 (AAT)6 18 127772309 127772326 CGTCCTTTCTACGGGATTCA GTTTTCCGCGAGAGAGAATG 133

Ai09B26302 Araip.B09 26302 p3 (ATA)14 42 127777284 127777325 AAGTGAGTCAATTCAATGGTCG TCATGCTAATCCGACAAAGG 267

Ai09B26304 Araip.B09 26304 c (T)10ctttggattcttcttttgatatagtgatgtattagactcttagctctaatggcttgtttggccagtgatgattgtttcaatggttgagag(GA)6112 127799104 127799215 CTTTGCCCCAGAATCAAAAA CCCTTCTTTTATACCTACCACCA 258

Ai09B26312 Araip.B09 26312 c (A)10tnnnnnnnnnatttttgacaatcacttaattgttaaat(A)1361 127831214 127831274 TGATGAAAGGACTCCAACAACA CCTAAAGTAATTTTACAAGTGCCCA 272

Ai09B26318 Araip.B09 26318 c (T)10a(ATT)6 29 127844386 127844414 ATAGCATGTCTCGCCCACAT TATGTGGCTTGTGCCTTTCA 194

Ai09B26319 Araip.B09 26319 c (T)10a(ATT)6 29 127844577 127844605 ATAGCATGTCTCGCCCACAT AGCTGGTTGATGTGGCTTTT 200

Ai09B26321 Araip.B09 26321 p3 (TCC)5 15 127846211 127846225 CATCTCCGGAATCTTGCTCT TAAGCTCCGAATCTCTCCGA 220

Ai09B26323 Araip.B09 26323 p3 (GAA)6 18 127846664 127846681 GAGGTGCGTGAAACTGGAAT CCCCACTCACCCATTCTTAC 178

Ai09B26328 Araip.B09 26328 p2 (AC)6 12 127851564 127851575 TGAATTGAAGGTGTGTTCGC TGACATGGTAGATGGGCGTA 226

Ai09B26329 Araip.B09 26329 p2 (TG)6 12 127852456 127852467 TAGACGCAGTGATAGGGGGT GGTTCCGTGGTCACAATCAT 145

Ai09B26330 Araip.B09 26330 p3 (TCT)5 15 127852679 127852693 TCCCATGTGTCATGTGTGTG CAAGTTTGAGAAAATTAGATGCGA 274

Ai09B26331 Araip.B09 26331 p2 (AT)10 20 127854766 127854785 TGTACACATAATATTTTCCTCCGTT GGCAAGATCAGCACACAAGA 176

Ai09B26335 Araip.B09 26335 p2 (AT)6 12 127865354 127865365 ATATACCCTCGCAAATCGCA GCGGACAATGAGCTTTTCAT 207

Ai09B26339 Araip.B09 26339 p2 (TA)6 12 127875238 127875249 GCTTACGAGCTGGCTCAAAT CCGAGCTTGAGCTTGGATAA 272

Ai09B26346 Araip.B09 26346 p4 (AAGA)5 20 127895685 127895704 GTAGCAAATTCAGCCGGAAA CAGGGTTTTAGCTTTCTTCCC 272

Ai09B26348 Araip.B09 26348 p2 (GT)7 14 127902194 127902207 CTGAACAAAAAGGCTCCTGC TTGTGTGTTTTCCCCCTTTC 242

Ai09B26351 Araip.B09 26351 p3 (AGG)9 27 127904700 127904726 AATCACAAGTAACGCAGCCC CTAGGGTTGGTGTTCGTGCT 269

Ai09B26359 Araip.B09 26359 p6 (CTCAGC)8 48 127927492 127927539 CCCTCGATATGGTTGTTGCT TGCTGAAACTGCTGAGGATG 244

Ai09B26360 Araip.B09 26360 p4 (TCTT)8 32 127928178 127928209 CAATGCAACAACAACAACCC TGCAATTTGGGACTTTCATGT 275

Ai09B26361 Araip.B09 26361 p3 (TTA)7 21 127929322 127929342 AGCAACAAGGGAACAAATGC CAAGAGAAGTGCTCCTACATGC 217

Ai09B26362 Araip.B09 26362 c (A)12(CA)9 30 127931106 127931135 CCTTCTTTCAAAGCATTTGTTG TCTTTAAATTGTACAAACATGGAACA 249

Ai09B26364 Araip.B09 26364 p2 (AT)54 108 127935132 127935239 CAATAATGTTTTCAGAGTAAAACACC AAGCAACACACAAATCCACCT 208

Ai09B26367 Araip.B09 26367 p2 (TA)6 12 127946142 127946153 TCCATGGATGTCAACAGAGC TCTCACGACCCACAAATTCA 272

Ai09B26368 Araip.B09 26368 p3 (ATA)25 75 127993169 127993243 AAATCCATCGAAGCTGTTGG ATTGAGAAGGCAAAAACGGA 266

Ai09B26371 Araip.B09 26371 p3 (TAT)11 33 128009725 128009757 TGAAGGTGCATTTGAAAGGA GCAAAACTGCAAAACTGCAA 237

Ai09B26373 Araip.B09 26373 p2 (CT)6 12 128014315 128014326 CAGGGACCAGAATTCCTTGA TTATGATGGGTTTTTGGGGA 235

Ai09B26374 Araip.B09 26374 c (A)11ttttttttcaa(AAT)640 128019849 128019888 GCCAAACACCACAAACAACA TTGTTTTCAGTATCTCGGATGTG 252

Ai09B26375 Araip.B09 26375 p3 (TAT)8 24 128020309 128020332 AACGGTTTCATGGAGCAAAA GGCCAATTTTAAGGGCTAGG 264
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Ai09B26378 Araip.B09 26378 p2 (TA)6 12 128023306 128023317 TTTAATGAGATACACATTTTCATTTTG CGACAAAATAATTCGGAGAACA 199

Ai09B26382 Araip.B09 26382 p2 (TA)6 12 128028815 128028826 TTGGCTTTCTTGATTAGCCG GAGAAAAAGGAAGGGAATGAATG 124

Ai09B26383 Araip.B09 26383 p4 (TTAA)5 20 128028929 128028948 TTGGCTTTCTTGATTAGCCG TTCGGATACCAAATCAATAATTAGC 199

Ai09B26387 Araip.B09 26387 p3 (CAT)5 15 128042307 128042321 TTCCGTCTTCACAAATGAACC AAGCTTGGTGGGCTTGAATA 255

Ai09B26390 Araip.B09 26390 p2 (AT)6 12 128047873 128047884 CGGAATGCGAGAGAGAACAT CCGAATCACGCGATGTAATA 137

Ai09B26391 Araip.B09 26391 p2 (AC)14 28 128048339 128048366 TGCTAACGGGTTAGACTGGG GGAGCACCGTAGCTCAAGAT 193

Ai09B26393 Araip.B09 26393 p3 (GTT)5 15 128061558 128061572 TTCACTTTCTCATGAAAGCTATTTT AATTTGGTTTTGGTTTTGGTT 246

Ai09B26394 Araip.B09 26394 c (CT)7ccctccctccctctcccccttcctctctctttctctctcacttctttctcttcttct(TC)16103 128061792 128061894 GGTTAACCAAAACCAAAACCAA GAGAGGAGGGGGAGAGAGAA 273

Ai09B26395 Araip.B09 26395 c (CT)8ccctc(CT)6t(TC)646 128062000 128062045 TCCTCTTTGTCCTCTCCTTTT GGGAGAGAGATAGGAGGGAAG 206

Ai09B26396 Araip.B09 26396 p2 (GA)6 12 128062714 128062725 GGATGGGGAGAGAGAAAGAGA CTTCCCCTCCCCTTTCCTT 153

Ai09B26399 Araip.B09 26399 c (T)10gccatttttcttttc(T)1035 128067896 128067930 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 131

Ai09B26402 Araip.B09 26402 p2 (CT)6 12 128086186 128086197 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGCAGTGATGTGAGATGAA 278

Ai09B26404 Araip.B09 26404 p3 (AGA)5 15 128090645 128090659 ACTCGGAGGTGGAAGCTTTT CCCTACCCCTCTCTCCACTC 277

Ai09B26405 Araip.B09 26405 p2 (AG)8 16 128090915 128090930 AGAGTGGGTGGAGGTGATTG GCCATAAAGGGGAGAAAAGC 249

Ai09B26407 Araip.B09 26407 p2 (CT)6 12 128097465 128097476 GGTAGCAGAATGGGCGTTTA TTGAAAGGTGAGGGGTGAAG 254

Ai09B26409 Araip.B09 26409 p2 (AT)12 24 128113939 128113962 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 245

Ai09B26413 Araip.B09 26413 p2 (CT)7 14 128125485 128125498 TGAAGCATGTGAAGTCTGGC TTTGAAAAAGAGAGAAGATATTTTTGA 267

Ai09B26414 Araip.B09 26414 p3 (TAT)5 15 128125825 128125839 CGAAAATTCTCCATCTCCCA CAGGTTCTGGATCTGCTTCC 262

Ai09B26416 Araip.B09 26416 p2 (CA)6 12 128140091 128140102 TCTCTCACCCACCCCTACAC CTTCTCCCTCCCTACGCTCT 134

Ai09B26419 Araip.B09 26419 p2 (TA)6 12 128151255 128151266 ATCGGTTTATCAACCTCCCC GCCCTTGATTGTGCATACCT 244

Ai09B26421 Araip.B09 26421 p2 (AT)6 12 128152637 128152648 CCAAATGCTCATATGTAAAGCG TATAAGTGTGGGGAGGTCGC 252

Ai09B26422 Araip.B09 26422 p2 (AG)8 16 128156058 128156073 GAAAGGTGGTGCACGGTACT CTGCATCACCACCATTGAAG 204

Ai09B26424 Araip.B09 26424 p2 (GA)6 12 128179530 128179541 GCAGTAAAGCACAGGAAGGC AATGAGTTGCAAAACCCTGC 238

Ai09B26425 Araip.B09 26425 p2 (TA)7 14 128180559 128180572 TTTATACGTTAGCATTCATTTCATTT TCTGTAGACACGTTAAAATCAGAGAT 280

Ai09B26430 Araip.B09 26430 p2 (CT)10 20 128204350 128204369 GCCAGGATTGCACTCTAAGG AGTGGAGGTGATTGGTGAGG 179

Ai09B26432 Araip.B09 26432 p2 (CT)13 26 128216932 128216957 CCCAGTGAAGAAGCAGGAAG TCAAAGGCTGAAAGAGAGGG 253

Ai09B26436 Araip.B09 26436 c (A)11caaaatttctatttagttggctcaaaatcaaaacatagagaatgtacc(TAA)677 128228993 128229069 CCAAAATATCTACAATGTTCACCA CCTTGTTTGATTTTATGAAAGTGAG 224

Ai09B26437 Araip.B09 26437 p3 (CAA)9 27 128229591 128229617 TCCCACAAGGTAAGCTAAAGGA TTTGGCATGCGTTAAATCAA 275

Ai09B26438 Araip.B09 26438 p2 (TC)6 12 128230832 128230843 CGTTTGAACCGGACAGTTTT GTGCTAGGGTTCTGTGGAGC 148

Ai09B26443 Araip.B09 26443 p2 (AC)6 12 128250300 128250311 GAAAACCGGGCGTTAATTTT GCTCAAGATATCGCGGAAAG 228

Ai09B26444 Araip.B09 26444 p2 (TG)16 32 128254861 128254892 AGCGGCGGCTAGATTCTTAT CTAAGCCTTACCTCGCATCG 270

Ai09B26448 Araip.B09 26448 p3 (TCG)5 15 128272432 128272446 GAGGGAGATCTACGAGTGCG CGCTCCTCCTCCCTAACTCT 233

Ai09B26450 Araip.B09 26450 p2 (CT)11 22 128282476 128282497 CGAAAATCACTAACGACTTTTTCA AGGGAGAGGGTTCGAATGAT 253

Ai09B26451 Araip.B09 26451 p3 (AAT)5 15 128283802 128283816 TGCCATATTGGCTCAGAACA AAAGGCTTGCTATTGCCAAA 273
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Ai09B26452 Araip.B09 26452 p3 (AAT)6 18 128291038 128291055 AATTCCAAGCCAAACACCAC TCTCTGTGATTCTCTGAGCTGC 210

Ai09B26453 Araip.B09 26453 p6 (AATAAA)5 30 128291509 128291538 CGGTGACAGAAGCAACAGAG GGCCAAATTAAAGGGCTAGG 241

Ai09B26454 Araip.B09 26454 p3 (AAT)8 24 128293099 128293122 AATTCCAAGCCAAACACCAC TCTCTGTGATTCTCTGAGCTGC 216

Ai09B26455 Araip.B09 26455 p6 (AATAAA)5 30 128293576 128293605 CGGTGACAGAAGCAACAGAG GGCCAATTTTAAGGGCTAGG 241

Ai09B26456 Araip.B09 26456 p3 (AAG)10 30 128302163 128302192 TCATTACGTCGGTCCATCCT CCAAAGGATCCATCATTGAGA 271

Ai09B26458 Araip.B09 26458 c* (A)11(AC)8* 26 128305572 128305597 CCTTCTTTCAAAGCATTTGTTG TCTTTAAATTGTACAAACATGGAACA 246

Ai09B26461 Araip.B09 26461 p2 (AT)12 24 128311250 128311273 TTTGCTTTGAGGTAGGGATGA TGCTTGACTTCTAAACACCAAA 249

Ai09B26466 Araip.B09 26466 p2 (CT)6 12 128341506 128341517 GATGGGTCTAGGGGGAGGTA TGTGAGAGCCAAACTGCAAC 191

Ai09B26468 Araip.B09 26468 p4 (AAAT)5 20 128352791 128352810 AAACATGGATGCTTTGGCTC TGTGGCATTCTTCACACCAT 276

Ai09B26469 Araip.B09 26469 c* (A)11(AT)9* 28 128358506 128358533 GATTAGCACCACCAACAGCA TTTCGTGGTTGGTTTTAGGG 164

Ai09B26470 Araip.B09 26470 c (T)10ctctgcgaattgtgattgatagttatgcaaa(CT)1265 128358995 128359059 GCAGTTCATGATTGCAGCAG GGCTAACGCCTTTTTCTGGT 220

Ai09B26476 Araip.B09 26476 p2 (AT)7 14 128367033 128367046 GTTCGGCTCACTGAAAGGTC CCGAGCTTGAGCTTGGATAA 250

Ai09B26477 Araip.B09 26477 c (T)12ggtttttttgtttttttttg(T)1042 128367589 128367630 TCACGAACATTTGAAGCACG TGTTCTTGTTTTCGTTTGCG 208

Ai09B26478 Araip.B09 26478 c (A)12gaaagaataaaaaaggagaggtttatgaaggcaacaaccctagcacccaagctaccagctgcactaatagcaaaaataccaaacacctttagat(A)13119 128371837 128371955 GGGAAAAACAACCGCATACA CGCTTGGTACAGTTTTGCAT 224

Ai09B26480 Araip.B09 26480 p2 (AT)8 16 128374438 128374453 TTCTCCACAACAATTCTTCAGC TGCCCTTCTCTGCTTCAAAT 256

Ai09B26481 Araip.B09 26481 p2 (GA)6 12 128374832 128374843 TCTTTTCTCAATTGGGGTGC TTCCGCTGACTTTGCTCTTT 138

Ai09B26486 Araip.B09 26486 p2 (TC)12 24 128386667 128386690 AGCAGCAAGTAGCAACAGCA GAAGGTGAAGGGGAAGAACC 262

Ai09B26488 Araip.B09 26488 c (TC)6(TA)6 24 128388115 128388138 CAAGTTGAATGGTCGGTTGT AATGGATGGACATGGAAACG 280

Ai09B26492 Araip.B09 26492 p2 (AT)7 14 128394836 128394849 TATGACCGCAATCCAATCAA TTTTCAAAGTGAGTCAGTTCAATG 238

Ai09B26494 Araip.B09 26494 c (T)12caaagtttgtatattgtaattttaagatctaagaatcgatgttctcattccttgaatgttagattga(T)1291 128400761 128400851 TCCATCATTTAAAGGTGTCCAA TACAAGCTACGGGTTGGGAG 259

Ai09B26497 Araip.B09 26497 p3 (ATT)5 15 128402490 128402504 AACGGGGTTAATATTCCTGC TCCATGGTTGACCAAACTCA 251

Ai09B26499 Araip.B09 26499 p3 (ATT)6 18 128407566 128407583 AGGGGCTTCATATTCCTGCT CAGCTGCAATATCCTTTCCG 279

Ai09B26500 Araip.B09 26500 p2 (TA)6 12 128408364 128408375 TTTAACCTCCTGTATGACTCACTTAAT GTTTGCAGCGTGATTCTTCA 261

Ai09B26510 Araip.B09 26510 p2 (CT)21 42 128485378 128485419 GAACACTGTCAACCGGCTCT AGTCGCACTAAAATTCCCGA 124

Ai09B26511 Araip.B09 26511 p3 (TAA)5 15 128493406 128493420 CAAGTGACAAGATTGGGTCC CCAGCTAGCAGGCCAAAATA 277

Ai09B26514 Araip.B09 26514 p3 (GAA)5 15 128514827 128514841 TCTTTCTCAAACCCCATTCG GTGTTTCCAATGCAGGCTTC 273

Ai09B26516 Araip.B09 26516 c (A)11cttagataaatcactctcaattcattctactcttacaatttcatttttctcaattttttttcaa(T)1186 128524684 128524769 ATTAAATCTACCATTGGCAAGC TTCCAAAAATCCGCTAATGC 162

Ai09B26523 Araip.B09 26523 p2 (TA)9 18 128551526 128551543 CTTGGCTCTTGGGAAAGTCA TCCAATTCCATGTGGAAGAA 240

Ai09B26524 Araip.B09 26524 c (TAT)6taaattaaagttaagagtaagactcaaacttacgatttttaagtgaatataaaaaattatatcatttgaactgtagttcgttag(ATT)6g(TTA)7142 128551678 128551819 GAGCGAAGAATCGTGGCTTA CACTTGGATTCAAGGTTTCCA 255

Ai09B26527 Araip.B09 26527 p3 (TAT)5 15 128554183 128554197 CGTGTTTTTGGTCATTTTTGT TTCGACGATAAATATAATCGGTTT 189

Ai09B26534 Araip.B09 26534 p2 (CT)6 12 128590994 128591005 CCTGTGATTGAAGAGAAGTAGCC GGAAAGGAAGCATGCAAAAG 277

Ai09B26536 Araip.B09 26536 p5 (TTTAT)12 60 128598796 128598855 TGCAAGGAATAAAAGTATGCAAAT TCCGCTCATCACTCTTCTTTC 223

Ai09B26542 Araip.B09 26542 p2 (AT)10 20 128644916 128644935 CAACACCCCTTCCTACCTCA GTGGTGAAGCTTGTTGGGAT 277

Ai09B26544 Araip.B09 26544 p2 (TA)10 20 128648335 128648354 AGGGACAGGGATCGAAGTCT AACCACGGTGAGAGGATTTG 189
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Ai09B26545 Araip.B09 26545 p2 (TA)7 14 128650387 128650400 ACCGCTCAGTTACTCGCAAT TTGATGATTAACTGGCCAAAAA 233

Ai09B26547 Araip.B09 26547 p6 (TTATTG)5 30 128652007 128652036 CAACAAACCTTTTGCTTTCCA CCATACAATCCATTAAAATCATCA 217

Ai09B26548 Araip.B09 26548 p4 (TATT)7 28 128660833 128660860 ATTCCCACTTTTGCATCTCA GGGAACATGGGTTAATAGGGA 280

Ai09B26549 Araip.B09 26549 p2 (TA)6 12 128664220 128664231 GTGACGTTTGCACGTCATTC GTCTTCCTCTTGGAGGACCC 242

Ai09B26552 Araip.B09 26552 p2 (TA)14 28 128692819 128692846 TTCCCCATGCTAAAGGTTTG GTGGTGATCCAAAGCGAAAG 277

Ai09B26553 Araip.B09 26553 p2 (TA)10 20 128695208 128695227 TTGGAATTTTCTCCCTCCTG TAATGATCCTCTTCACCCGC 269

Ai09B26555 Araip.B09 26555 p2 (GT)6 12 128697471 128697482 CAAAAGTGGGAATTTTGGGT TTTCAAGGTTGTAATGGGGC 157

Ai09B26566 Araip.B09 26566 p2 (CT)6 12 128755481 128755492 TTCTTATCTTTTCAAAATTGATTTGC AATAAAAATTGGGTTGCCTCC 258

Ai09B26574 Araip.B09 26574 p2 (AG)9 18 128787483 128787500 TGGATCCAGAGTTACTCCCAA CATAGCGAATTCTGAAGCCC 208

Ai09B26578 Araip.B09 26578 p2 (AG)6 12 128796781 128796792 TGGATCCAGAGTTACTCCCAA ATTCAGAAAGAGCTCGCCAA 118

Ai09B26582 Araip.B09 26582 p2 (CT)9 18 128815272 128815289 TTTTTGTTTGTTTCTTATCTCTTTCAA AGCGGAGATGTGAGATGAGG 280

Ai09B26583 Araip.B09 26583 p3 (TTA)7 21 128815611 128815631 CCCCTTCCTTTCTTCCACTC GTTCTTGTCCTTGCTCCTGC 129

Ai09B26589 Araip.B09 26589 c (T)11gcctatttttttctc(T)1036 128899113 128899148 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 245

Ai09B26590 Araip.B09 26590 p3 (AGA)7 21 128900084 128900104 TTAGAATGTTGCTCGCCCTC ATCCCATAGGATCTCCACCC 171

Ai09B26591 Araip.B09 26591 p2 (GA)6 12 128903151 128903162 GGGTTCGAATTTGGTGAGTG TCTCATCTTTTTCAAAACCACC 257

Ai09B26596 Araip.B09 26596 p3 (TCA)5 15 128920131 128920145 CAACATCCTTGGGAGGAGAA GTGGAGGATGGCAAGATTGT 217

Ai09B26597 Araip.B09 26597 p2 (TC)9 18 128923048 128923065 AGGCCCTCCTATCCACTGAT GCAGTGAAGAACAAAGCTTGC 138

Ai09B26600 Araip.B09 26600 p3 (TCT)6 18 128959048 128959065 CGCCACCACATTTCTCTCTC CTTGTGTTAGCCACTGCGAA 167

Ai09B26602 Araip.B09 26602 p2 (AG)6 12 128967722 128967733 CGGTCAAGGTGGGTATGAGT CTCACCCCTTCATAACCGAA 104

Ai09B26605 Araip.B09 26605 c (GA)15gc(GA)8 48 128978249 128978296 CGAACAAAGAGAAGAGAGAGGG TTCCCTCTTCTTAAAATCCGAA 153

Ai09B26608 Araip.B09 26608 p2 (AG)12 24 128982930 128982953 TCTGTAGAAAATGCCCCCAG GGAACATTGAACCTGTGATTGA 267

Ai09B26610 Araip.B09 26610 p2 (AG)6 12 128991294 128991305 AGCGATTTCTGGACCCTTTT GGAACATTGAACCTGTGATTGA 237

Ai09B26613 Araip.B09 26613 p3 (TGA)5 15 129006904 129006918 CGAGCTGATTATGCCGAACT GCAGAGGATACAGCTGGAGG 203

Ai09B26617 Araip.B09 26617 c (T)10caaaaaataattttttgtgtctttgttaaaaatgtt(A)10caaagaaaactcccttctgccttatgtgctctctctaata(T)10106 129027060 129027165 TTTTTGATTACGTGAATATTACATTGC GAAAGCATCACAAGGGAGGA 263

Ai09B26621 Araip.B09 26621 c (T)12(A)11 23 129038521 129038543 CATTCTCAATTTCGTTCGTTGA TTTTCGAAGATGTATGGGGC 177

Ai09B26624 Araip.B09 26624 p3 (AAG)7 21 129046502 129046522 ATAGCAGCACCTCTCCGTGT GTCAGTGACATTTCCGGGAT 236

Ai09B26626 Araip.B09 26626 p2 (AG)6 12 129065378 129065389 TGAAGAAGGGTTAGTGATTTTCG TTGATTTTCAAATTTGTTTCAACT 226

Ai09B26628 Araip.B09 26628 p3 (GAA)5 15 129074981 129074995 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 207

Ai09B26629 Araip.B09 26629 p2 (AG)6 12 129077197 129077208 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 230

Ai09B26632 Araip.B09 26632 p3 (AAT)5 15 129096043 129096057 AGTGTGCCATAGACCTTCGC GTTCCTCGCAATGAGCTTTC 203

Ai09B26635 Araip.B09 26635 p2 (GA)9 18 129103023 129103040 TGAAACCTGAAAGCATAGAATTGA ACCGTGGCAATAGCCTTATC 280

Ai09B26636 Araip.B09 26636 p3 (GAA)5 15 129103570 129103584 GCTTGCAAATGTGACCCTTT AGCAAAAAGGGGAAGGAAAA 238

Ai09B26639 Araip.B09 26639 c (AAG)5atggtgataatgatgat(A)1244 129107277 129107320 TTTGCAGCATTGTGTTTCTTC TTCCTCTTTCTCCTTCTCATCTTC 194

Ai09B26642 Araip.B09 26642 p3 (TCA)6 18 129116109 129116126 GAAAGAGCAAGCCACCAGAG GGCGATCTCGTTTGTTGAGT 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B26644 Araip.B09 26644 p2 (CT)6 12 129117606 129117617 CTTCTTCACGCTCCTTTCGT AATGAGGGTCCTTGTTGACG 160

Ai09B26645 Araip.B09 26645 c (A)11gaagatttaaatttgtgatttcttaagtggatatagaaagattatgtcatttgaattataactcgttgatttatcattaattagtttgca(AAT)11134 129118180 129118313 TCAGGCTGAACATCCAGTGA CACCTTAGCACTGCCCTTTT 267

Ai09B26649 Araip.B09 26649 p2 (AT)6 12 129133329 129133340 CTGAACGGTGAGGAGAGGAG GAGACCCGTTTAATCCCCAT 237

Ai09B26651 Araip.B09 26651 p4 (AAAT)5 20 129145684 129145703 AACCACCTTCTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 244

Ai09B26654 Araip.B09 26654 p2 (AT)23 46 129160355 129160400 CTCCTAACTCAGCCTGCGAA CGTCTGGACTCTTAAAGCGG 265

Ai09B26661 Araip.B09 26661 p2 (AG)6 12 129209059 129209070 GCCAAGGGGGTAAGTGTGTA CAAACTGTTTCCCTCCCAAA 121

Ai09B26665 Araip.B09 26665 p2 (TC)6 12 129253006 129253017 ATCCGACAGTAACAGTGCCC CACGGGGAGGAGATATGAGA 154

Ai09B26667 Araip.B09 26667 p2 (TA)6 12 129269375 129269386 TAGGTGAGGGAAGGGGTCTT ACACTCTCAACCCAACGTCC 111

Ai09B26668 Araip.B09 26668 c (T)10cgcctgtattttttttctc(T)1039 129276884 129276922 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 182

Ai09B26670 Araip.B09 26670 p2 (CT)6 12 129280391 129280402 AACACCCTGGAGGAGGAACT GAGGTGATTGGTGAATGGGT 243

Ai09B26673 Araip.B09 26673 p4 (ATGT)14 56 129301291 129301346 TTGTTAATTATCTTGGGCATCC TGTTTCCCACCCCACTTATC 276

Ai09B26675 Araip.B09 26675 p3 (AAT)6 18 129307662 129307679 AGTAAACACTAAACCTAAATTGGAAAA GCATAATTGCATTTCAAACATACAC 229

Ai09B26676 Araip.B09 26676 c (TAA)6tat(ATA)5 36 129311172 129311207 CGGGTTTCTTCGTGATCATT TCTGATCCAATCCGCATACA 152

Ai09B26678 Araip.B09 26678 p2 (AT)6 12 129314113 129314124 AGCTACGCATGATTTGGTCC TTCAACCATCATATCCAACTACA 167

Ai09B26682 Araip.B09 26682 p2 (CT)7 14 129320390 129320403 TTGGTTTTCAAAATTTGTTTCA GAAAAAGAGGGAGGTATTTTCG 278

Ai09B26683 Araip.B09 26683 p3 (TTC)5 15 129322223 129322237 TCCTTCGGACCAAAATACCA ATGCCGAATGCAGTGTGATA 142

Ai09B26688 Araip.B09 26688 p2 (CT)17 34 129333030 129333063 ATGACATCACGCAGCTGAAC GCGAGAGATGAGAGGGTGAC 136

Ai09B26689 Araip.B09 26689 p3 (AGT)5 15 129333784 129333798 TTGTTCAGAGCAGGGTAATGG GGCAAGGAGGAATAAGACCC 222

Ai09B26690 Araip.B09 26690 p3 (AAT)5 15 129335104 129335118 TGTGGGGATAAGCATCCTCT CCAAACCACTGGAAAAGTTGA 275

Ai09B26692 Araip.B09 26692 p4 (TTAT)5 20 129337874 129337893 CGTTCATTTATGCAATTTGTGG GAACCCAGATGATAGGCATGA 272

Ai09B26693 Araip.B09 26693 p2 (AC)6 12 129340192 129340203 AGCTGACCTCATTGTTTGGC GCTCCGCCCCTGTACTAAG 273

Ai09B26695 Araip.B09 26695 p3 (CTT)6 18 129347585 129347602 CCCGTTTCGCTCTCTCACTA GCATTGCTCTTCTGGGACTC 198

Ai09B26698 Araip.B09 26698 p2 (CA)8 16 129354776 129354791 AGGCAGGGGTAAAATCGTCT TCTGGCAGATCAAGCTGAAA 273

Ai09B26701 Araip.B09 26701 p3 (TTA)22 66 129362065 129362130 GACGCTATGAATGCACCAGA CTCCCCTGCGAATGGTATAA 266

Ai09B26702 Araip.B09 26702 p3 (CAA)15 45 129366590 129366634 CGATTTCAATTCGAGGATCA GTTCGTGACATTACGCGTTC 240

Ai09B26703 Araip.B09 26703 c (AT)8ag(AC)8 34 129371797 129371830 TACGCCACTCTGATGGTGAG TGGGTTAGGAGTCGTGATGA 271

Ai09B26704 Araip.B09 26704 p2 (AG)6 12 129384833 129384844 GCCAGAGAATGGGAGAATCA CACGGAAAGATTCATAAGCCA 263

Ai09B26708 Araip.B09 26708 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttcttttttattaactaattatttttatttttgattttaaaaaattttttc(A)10110 129404026 129404135 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATAGGAGAGGGAGAATTT 241

Ai09B26710 Araip.B09 26710 p3 (TTC)6 18 129405745 129405762 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 209

Ai09B26717 Araip.B09 26717 c (TCT)5tttctttcgtttcttaccttctctttctccttcttcttctttttgctgtacg(TTC)5c(TCT)598 129432551 129432648 CTTCGAACCGTTCTTCTTCC GAAGAGAAGGCAAGAAACGAAA 150

Ai09B26721 Araip.B09 26721 p5 (AAAAG)5 25 129436711 129436735 GTGTGGGTGGGGCAATATAC AAGGCAAAAAGGAAGTGGGT 182

Ai09B26722 Araip.B09 26722 p3 (CTT)7 21 129436854 129436874 TTCTTTTCCTTTCACCACGG ACAGCATGAACCACAATGGA 199

Ai09B26730 Araip.B09 26730 p3 (TTG)8 24 129450801 129450824 TCAGAAATGACTCGTGCCAG TTTCACATGGTAGAGGCATCA 123

Ai09B26731 Araip.B09 26731 p3 (AGG)5 15 129455492 129455506 TCATGAGTTTCACAAGCTTTCAC TTGTTGCTGATGAGGATGGA 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B26736 Araip.B09 26736 c (A)11tctcgatagcaatacaaagcattga(T)11a(AAT)563 129466727 129466789 GAACACATGTAGGGCGCATA TGCTTCTCCTTCTGTGACTTGA 258

Ai09B26737 Araip.B09 26737 c (T)11gttaatttttgtagcattatgtatgtcttctttttctttgtttaattttttta(T)1074 129467938 129468011 TGCGATATTCTTCTCCTCATTTT CAAAACTCCTCTTCTCCTTCTTTG 262

Ai09B26741 Araip.B09 26741 c (TTA)5tcttcttctttctcttg(T)1042 129469502 129469543 TTTTATCTCAAACGTTTTATTTTGTTC TGTCCAATTTTAATCTTTTGGTCA 270

Ai09B26745 Araip.B09 26745 c (A)10tggatctcgggaattaaaag(TA)948 129499477 129499524 GACAAAGTTTGCTGAGGGGA TCTTCCACAAAATTGGATGCT 241

Ai09B26748 Araip.B09 26748 c (A)11cattcaactccataagagtttaattctcataccaataacgattaaaaatatccaattaaccc(A)1184 129512263 129512346 ATCACCAATAACGCGAGACC CTCCTCTCCTTGGTGACCTG 261

Ai09B26749 Araip.B09 26749 p2 (AG)6 12 129513350 129513361 CCTTTTGTCACTACACAACACCA ACCACACAGCTCCACTACCC 278

Ai09B26750 Araip.B09 26750 p2 (AC)7 14 129513960 129513973 CGGCAAAGGATGCTAACCTA TGTGCTTTAAGGTTGAAATTGTT 205

Ai09B26752 Araip.B09 26752 c (CT)11(AT)8 38 129517649 129517686 TCCCGTATGCTTCATGGTTT CACAAAAATGACAAATGGGG 185

Ai09B26755 Araip.B09 26755 p2 (TA)7 14 129521049 129521062 TGAGAAAGAGCAGTGATAGGTTTG CATACCTCAGTTTGAGGGGG 277

Ai09B26757 Araip.B09 26757 p2 (TA)11 22 129525564 129525585 TGGAATTACACACTTGCTAAGCC CGCCTGATGATTTTCCTTGT 230

Ai09B26762 Araip.B09 26762 p3 (CTA)5 15 129549266 129549280 TGCAAGCAACACCAAATCTC CCCAAGCTTGACCTGTGGTA 276

Ai09B26763 Araip.B09 26763 p3 (CCG)5 15 129549657 129549671 TAATTTGAACGTCGGAGTGC AATTGGGCCGGATTATTACC 243

Ai09B26764 Araip.B09 26764 p3 (ATC)13 39 129550369 129550407 GACTCATCACCACGCAAGAA CCTTTGTATGTTAGGGTTAGCACA 210

Ai09B26766 Araip.B09 26766 p3 (AAT)12 36 129564703 129564738 AGGGCCAGGACCACTCTTAT TGAAGAAAGGGAGAAGCCAA 168

Ai09B26767 Araip.B09 26767 p2 (TA)10 20 129564922 129564941 AAAAGAGAACGAAGTAGCGATGA CTTCAGCTTTGACCTTTGGG 277

Ai09B26768 Araip.B09 26768 p5 (TTCTT)5 25 129565854 129565878 ACCCAAACCGTATCCTACCC GAAGAACAGATTGCGGCTTC 267

Ai09B26772 Araip.B09 26772 c (TGA)5tggtgatgatgatgttgataatggtggtggagtggcagt(TGG)672 129575769 129575840 GGGTGTAATGGTGGAGTTGG GATTTTGGTCCCTCACGTTG 269

Ai09B26773 Araip.B09 26773 p2 (AT)12 24 129583498 129583521 TTTGCTCTTGCCTTTTGGTT TGGCTCTTGAAAGAATGAGGA 207

Ai09B26776 Araip.B09 26776 p2 (GA)6 12 129597735 129597746 GGGTTCGAATTTGGTGATGA TTTCTTATCTTTTTCAAAACCACC 278

Ai09B26777 Araip.B09 26777 p2 (AG)6 12 129618363 129618374 CCAGTGATTTCTGGGCTGTT TTGAACCTGGGATTGAGAGG 223

Ai09B26778 Araip.B09 26778 p3 (TGT)6 18 129619316 129619333 CTGCTGCCTGTTGTTGTTGT CCACAAAGAGTTTGCGGAAT 264

Ai09B26784 Araip.B09 26784 p3 (GAA)5 15 129663023 129663037 CATGACTCGGAGGTGGAAGT ACACACCTTCCCCCTCTTCT 204

Ai09B26785 Araip.B09 26785 p2 (AG)6 12 129664547 129664558 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTCA 229

Ai09B26789 Araip.B09 26789 p3 (AGA)6 18 129683748 129683765 CTCTGGCTTTAGGTGCCATC TCAACATCTCTCTCCCACCC 192

Ai09B26790 Araip.B09 26790 p2 (AG)6 12 129686841 129686852 TGCCTTTTTCTCTGTCCCTG TCGAAATTTCCCCTCTCTCA 226

Ai09B26791 Araip.B09 26791 p2 (AG)6 12 129687004 129687015 AGAGGGTTCGGATTTTTGGT TCACCTTTTCAAAATTTGTTTCA 247

Ai09B26794 Araip.B09 26794 p3 (TTC)5 15 129694360 129694374 TGGTCGAATATGCCTTCTCC CTTAGGTGCCATTGGTGGTT 153

Ai09B26795 Araip.B09 26795 c (A)10gaaaagaaaatggc(A)1034 129695335 129695368 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTTTTGGTTTT 134

Ai09B26796 Araip.B09 26796 p3 (GTG)5 15 129698613 129698627 AGTATGGTGGTGGAGGTGGA TTGATGGACAACCATACCCC 216

Ai09B26798 Araip.B09 26798 c* (ATA)7(AT)9* 36 129705090 129705125 TAAGCACGCATGACGCTTAT TGCAATAAAGGAAAATGGAAGAA 260

Ai09B26802 Araip.B09 26802 p2 (GA)6 12 129719539 129719550 AACCTCCCTTGTCTTTCGGT TTGACAAGATGCAAGCAAATC 252

Ai09B26809 Araip.B09 26809 p2 (TC)18 36 129738527 129738562 AAAGACGTTACCGTCGGATG AGTAACCACGGCAAAGGATG 267

Ai09B26814 Araip.B09 26814 p2 (GT)25 50 129760956 129761005 AAAGCAAGGCTTTTCCAACA CCATCATAACTCCCACCCAC 274

Ai09B26820 Araip.B09 26820 p3 (TTA)5 15 129770760 129770774 TTTCACGGTTAAAATTGTCAAGA TTACTTGGTGATTCCGGGAG 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B26822 Araip.B09 26822 p2 (AT)10 20 129774546 129774565 GAAGTTGGATCCTCAACCCA CTTCCATCCACCAGCTTCAT 233

Ai09B26825 Araip.B09 26825 p2 (CT)6 12 129792996 129793007 TGAGAAGAAACAAGACTAAAAACCC GTTTCAAGCCCGAAAATGAA 168

Ai09B26826 Araip.B09 26826 p2 (GT)7 14 129795319 129795332 GCTGTAAAAGCTCCACCACC AGCCTCCAAGATCAACGTGT 276

Ai09B26828 Araip.B09 26828 p3 (GAA)7 21 129805240 129805260 CCCTCTCCCTCCCTCTCATA AAGTGACGGTAAAGATGGCG 277

Ai09B26833 Araip.B09 26833 p2 (AT)6 12 129811259 129811270 TGATCAAGATCAATCACGTTCT CTGATTGGCTGAGAAAAGCC 160

Ai09B26834 Araip.B09 26834 c (A)10gctaacagcatc(T)1133 129811513 129811545 GGCTTTTCTCAGCCAATCAG TGCGTGAGTGGATAATGCTT 249

Ai09B26836 Araip.B09 26836 p2 (AG)20 40 129822003 129822042 CTCTGATGGAAAAGCGAAGG AAGCTGAAGATCTTTGGGCA 223

Ai09B26839 Araip.B09 26839 p2 (AT)7 14 129837072 129837085 ACAGAACATCGCATCACTCG CGAAGAACTCTTGGGACTCG 270

Ai09B26840 Araip.B09 26840 p3 (GAA)6 18 129838967 129838984 CCCCTAATGAAAGTGGGGTT ACTTTTTCTCACCGGTCTTCT 170

Ai09B26841 Araip.B09 26841 p3 (GAA)7 21 129846373 129846393 CTGCTAGCGCCGGTTTTTAT TGGTGGTTTTGTTGGTCTCA 271

Ai09B26848 Araip.B09 26848 p2 (TA)9 18 129874632 129874649 TAACTACGGCGGGAAGTGAG CGACAAACTGACTTGCGAAT 278

Ai09B26850 Araip.B09 26850 c (T)11ata(T)10 24 129887654 129887677 CTCTGGAACAATTCTCGACTCA TGATGTGACATTATTGTTGGTCC 275

Ai09B26852 Araip.B09 26852 p2 (TC)10 20 129890565 129890584 ACTCTGTGCCGTACATGCTG AAACAGAGCGAGCCTTTCAC 277

Ai09B26855 Araip.B09 26855 c (AAC)15(AAT)5 60 129902396 129902455 GAATCACTCAGCAGTTGGCA CGGTGCTACGGAAAAAGAAA 215

Ai09B26858 Araip.B09 26858 p2 (TC)8 16 129924115 129924130 TGCAAAACGTTACCGTCAAA ATCTTTAAACGCCGTTGGTG 190

Ai09B26860 Araip.B09 26860 p2 (CT)22 44 129935240 129935283 ACTCTCTTGTTCCTTCCGGC GGAGCAAAATGCGTGTACCT 273

Ai09B26861 Araip.B09 26861 p3 (AAC)5 15 129937285 129937299 TCCAAAATCCTGGTTATCAAAAA TTGGACAATTTGGTCATCCC 276

Ai09B26867 Araip.B09 26867 c (T)15aattttgaattcctttcttatcttaaaa(T)12ctg(A)1270 129954509 129954578 TCCCTTTATTCAGGCAGTTTC GCTGCCAAGACTTAGATGGC 280

Ai09B26870 Araip.B09 26870 p2 (TA)6 12 129956812 129956823 CTAATGCTTGTTCTAGTTTTGTGAA TCGCTTTTAATGTTTTTCAAAATG 267

Ai09B26875 Araip.B09 26875 p3 (CCA)5 15 129960276 129960290 CCGCTCCTTTCTTTCCTCTT GAGTTGTGGTGGTGGTGATG 226

Ai09B26876 Araip.B09 26876 c (CCT)5actacttctgtctcagatcatcatcatcatgcattcatggccgccatggacactgctt(CTG)588 129960511 129960598 TCTTCTCTCAACCCCACACC TTCCACAAGGGAGCTTTTTG 254

Ai09B26877 Araip.B09 26877 c (TGG)5gaggtggagtgaaatggagatatcaaacttgatacagttgaggacagggtttgaagagagaatgagggag(AAT)6ggtggaggagggtattattttgagag(TAA)8153 129962662 129962814 AAGGGCCAAACTGCAAATAA TCTCAAATCCCAAACATCCC 244

Ai09B26878 Araip.B09 26878 c (CTG)5ttgccaaaaccaataggccttggtgtttggaactcaagctcac(TGA)882 129962940 129963021 GGGATGTTTGGGATTTGAGA GCAATACGATGATGATGCAA 245

Ai09B26883 Araip.B09 26883 p2 (TA)8 16 129977476 129977491 ACCGTAGGGTCGTCAAAATG CCGTTTTATTTGCAGGTCGT 216

Ai09B26885 Araip.B09 26885 p3 (GAG)6 18 129990971 129990988 GGCAGAGAGGAAGCAGAAGA TTTATCCAGGCGCAAATAGG 269

Ai09B26886 Araip.B09 26886 c (T)10nnnnnnnnnnnnnnnnnnnnnnnnn(T)1348 130034808 130034855 TGTCTGACTTCATCCCCTCC GTTCCATCATCCCAGCCTAA 233

Ai09B26889 Araip.B09 26889 p4 (TTGT)5 20 130040815 130040834 TCCCTCTTTCAAGGTTGCAT TGAGGTTCAACACCCATACAAG 189

Ai09B26891 Araip.B09 26891 p2 (TA)6 12 130045203 130045214 TCGTTGCATAATCAAGAGGC GCAAATGGAATTCTATGCGAA 258

Ai09B26895 Araip.B09 26895 p2 (AG)6 12 130057585 130057596 GTTTTCTTGGTGGGAGGTGA CGCGCCCTTAATGGTTAATA 272

Ai09B26896 Araip.B09 26896 p2 (AG)9 18 130067501 130067518 AGGCTGTAGAGTGGAGCTGG TGGCAACATAAGGAAATCAACA 249

Ai09B26902 Araip.B09 26902 c (A)11gattttgatggttaaaagttac(T)1043 130096457 130096499 TTTGCAAAATCATAAAGACCGA CCTAAACGGCGAAAATGAGA 253

Ai09B26907 Araip.B09 26907 p2 (AT)9 18 130107164 130107181 TCATATGTTTTGAACAATGTTTGTTTT GGGCCAAATTCGTCAAATC 251

Ai09B26912 Araip.B09 26912 p3 (AAT)6 18 130118384 130118401 TCTTAAGAAAGCAAGGCCCA GTGTCTTTGCCTCTTCTGGC 157

Ai09B26915 Araip.B09 26915 p3 (CAT)5 15 130121312 130121326 CTGAGAGGGGAATGGAATCA AGAAAATTCTGGGCATGGTG 264
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Ai09B26916 Araip.B09 26916 p3 (ATA)5 15 130122692 130122706 TGGTCATTTGGTTAATGATGGA TTCCTGATTGGAACTGTTTGTC 277

Ai09B26919 Araip.B09 26919 p2 (TA)10 20 130125408 130125427 GCTTTTTATTGCCACGCTTC AGCAAATTTGAGACGGGTTG 240

Ai09B26920 Araip.B09 26920 p2 (TC)6 12 130129266 130129277 TTTGGGCAATAATAGGGCAC GAGCTTGTGACGGTTGGATT 239

Ai09B26922 Araip.B09 26922 p3 (CAT)6 18 130143209 130143226 AGCTGGATTTTGGGAATGCT AGCAAATTGGCTGGAAGAGA 220

Ai09B26924 Araip.B09 26924 p2 (GA)12 24 130159960 130159983 GTGGGGTGGGACTTCTTTTT TCAATTTTGGCAGCTTCCTT 125

Ai09B26929 Araip.B09 26929 p2 (AT)7 14 130182214 130182227 GCGAAGTCGTATCACTCACG CTAGCCGACCTAAACTTCGC 171

Ai09B26931 Araip.B09 26931 p2 (AT)7 14 130187083 130187096 TTTAGGGCGAGACTAAGCGA TGTACCCTCTTCAAGGGACC 191

Ai09B26934 Araip.B09 26934 p2 (TC)9 18 130203899 130203916 TGGCACTGATTTCAACTGATG ACAACAAAGCCTTGTCCCAC 215

Ai09B26935 Araip.B09 26935 p3 (TTG)9 27 130204076 130204102 TGATTCATATAGCCGACCCC CTCTTCGCAATTGGGTCATC 275

Ai09B26942 Araip.B09 26942 p4 (TTTA)6 24 130226146 130226169 GAGCGGCTCTGTTTCTCAAT TCAGAGTCTTGTGCTGATAATGTG 269

Ai09B26948 Araip.B09 26948 p2 (TC)6 12 130242020 130242031 GGAGATTAAGCCTCCGTTGA TCGTTAGAGCTTCGTGCTGA 275

Ai09B26949 Araip.B09 26949 p2 (TC)6 12 130246982 130246993 GGTCATCCAAGGGGGAGTAT TGAAAGAAAGAAAGAGAGGAAGAA 244

Ai09B26951 Araip.B09 26951 p2 (AT)6 12 130254564 130254575 ATTGATGCATTTGTTGGGGT AGTGGAATCATCAAGCCAGC 199

Ai09B26952 Araip.B09 26952 p3 (GAA)6 18 130256987 130257004 ATTCCTCCATTTCCATGTGC CTTGTACCCACCATTTTCCA 212

Ai09B26954 Araip.B09 26954 c (TA)6gctaagagctagatctaaataccaatatatagtaattaagttcacaataactggcacttaga(T)1084 130258302 130258385 GCATCACGAAATGACAGTGG TTCCATAACTGTTTCCAACCG 275

Ai09B26960 Araip.B09 26960 p2 (AT)8 16 130288968 130288983 CCCTCTATCACCCTTCCTCC TCCATTCTCTGAGTGTTGCG 271

Ai09B26967 Araip.B09 26967 p2 (AT)12 24 130307729 130307752 ATGTTCGCGTGTCTTGTACG GGGTCTGCCGCTAACTAATG 240

Ai09B26971 Araip.B09 26971 p2 (TA)8 16 130309398 130309413 TGACAAAATCTATTTGGCAGACA GTGTGGAAGCCCATGATTTC 260

Ai09B26987 Araip.B09 26987 p3 (AAT)10 30 130329535 130329564 TGCACCTTGTTTTTCTCCTTT TTTCAGTTTATGTGTTGGGATGA 240

Ai09B26989 Araip.B09 26989 p2 (CT)7 14 130336667 130336680 GGAACATTGAACCTGGAATGA GAATTCTGGGCTGTTTCTGG 248

Ai09B26990 Araip.B09 26990 p4 (AAAT)7 28 130346885 130346912 AAAATTCATGTGCATTGGCA TGGGGTAATTTTGTCCCCTT 120

Ai09B26995 Araip.B09 26995 p2 (AG)10 20 130367024 130367043 GGAGGGAGGGAGAGAGAGAA TTGAGCCATCGAAGTGACTG 267

Ai09B26996 Araip.B09 26996 p4 (CAAA)6 24 130380711 130380734 GCACGCCATAAATCTTTTTCA AGCACCATTGATGGAAGAGG 200

Ai09B27006 Araip.B09 27006 p2 (AG)9 18 130422956 130422973 CAAGAAAGGAAGGGAAAGGG CGAAAGCTACTTCCACCTCG 278

Ai09B27009 Araip.B09 27009 p2 (AG)9 18 130427806 130427823 CAAGAAAGGAAGGGAAAGGG CGAAAGCTACTTCCACCTCG 278

Ai09B27017 Araip.B09 27017 p4 (TAAA)5 20 130444973 130444992 CATACAATGATAACGGCCAAA TTGCATAAGAGAAAAACAAAACAA 208

Ai09B27018 Araip.B09 27018 p2 (TA)6 12 130445185 130445196 TTGTTTTGTTTTTCTCTTATGCAA GTTCGACCCTTCCCTTTCTC 271

Ai09B27023 Araip.B09 27023 p2 (TC)9 18 130466261 130466278 GCACAGTTCCAGCATAGCAA GCTTAGGGTAACGGGGTGTT 229

Ai09B27024 Araip.B09 27024 p2 (AT)16 32 130466471 130466502 AACACCCCGTTACCCTAAGC TTATTCCTTCATCGGGCTTC 153

Ai09B27025 Araip.B09 27025 p2 (CA)6 12 130474384 130474395 TTGCAACAAGGAAGGGAATC CGTCTCCCAAGGACTAGTGG 264

Ai09B27034 Araip.B09 27034 c (A)10ttcttatcattattatttttaaaaatcaaata(T)1052 130521285 130521336 GTAGGGGAATTGCAAACGTG CATAGCCAAAGGGGTGAGAG 231

Ai09B27036 Araip.B09 27036 c* (A)10(AT)6* 21 130532857 130532877 TTATCCGCTCATCAGGAACC TTGATGTTGAAACTGTTAGGTTTGA 220

Ai09B27037 Araip.B09 27037 p3 (GAA)5 15 130535300 130535314 CATGTTGGGTTTTGCATGAG GCCTTCAAGGTTGAAACCAA 110

Ai09B27042 Araip.B09 27042 p4 (AAAT)5 20 130555890 130555909 GCTGGTTTTGGGTGTGTTTT TCCATAGGCCGTATGAGGAT 161



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27048 Araip.B09 27048 c (A)11tctcactttctcaattatgcactctctatgtgttgtgtatgttatgcaaccttttgcttgatgttctatttttttttgctgca(T)10104 130580250 130580353 GACACTTCAAAATTTTAGGCCA CCAAGTGTTCATATTCAGCAACA 253

Ai09B27051 Araip.B09 27051 p4 (AGTT)5 20 130583274 130583293 TGCAAAGAGAATTGCAGTGG GAGCTGGCGTGATACTCTCC 145

Ai09B27052 Araip.B09 27052 p3 (TAA)6 18 130584776 130584793 TTCGGGATGTATCCATTGGT CGTAGTCTTTTGTAGAGTTTGTACCTT 173

Ai09B27054 Araip.B09 27054 p3 (AGG)5 15 130587769 130587783 TCCTAGTGGACACTGGAGCC AAATGAGGTTGTAGGCCGTG 237

Ai09B27055 Araip.B09 27055 p3 (ATT)7 21 130595754 130595774 GGTAACCTTTCAATGTTGACACA TGATGGATACGGACATTCCC 151

Ai09B27059 Araip.B09 27059 p4 (CATA)7 28 130625712 130625739 GAAAAGGGAATCAATGGGGT CACCATCCCCTGCTGTTACT 213

Ai09B27063 Araip.B09 27063 p2 (AT)6 12 130633528 130633539 AATCATGCATATGAAAAGGGA CGTTCATGCACCCGATAAA 223

Ai09B27064 Araip.B09 27064 p2 (CT)7 14 130645767 130645780 GTTGACACCACCTTCGACCT CAACATCGGAGACGACACAC 210

Ai09B27066 Araip.B09 27066 p2 (TA)8 16 130650112 130650127 TGATGGGTTTGGAATGTCCT GCAACGAATAAGACGCAACA 190

Ai09B27067 Araip.B09 27067 p2 (AT)7 14 130650536 130650549 ATGTGTTGTAACAAAAGAAGAAACA GCTGGTGGCCGTAGGTATTA 176

Ai09B27068 Araip.B09 27068 c (CA)6cgcacacacaagatacaatattaatgatgagggataaataaataacacacacgcacgcgcacacacacg(CA)693 130651268 130651360 TGGCTGCACCACTCTGATAG TTATCCCTCGCCAAAAAGG 255

Ai09B27069 Araip.B09 27069 c (AG)10gaaggagttggaagagttgacggactctggcggcagcaacgagctcagaaaatggaagaagagatagagaggatggggtta(GTG)6119 130654843 130654961 CTACATCACGCAACCATTCG CCCATATTATCATCTGCATCATC 219

Ai09B27075 Araip.B09 27075 p2 (CT)6 12 130670761 130670772 GATCCTCGGCAGTGGTACAT GGGAGAACGGGAAGAAGAAG 247

Ai09B27076 Araip.B09 27076 p2 (CT)6 12 130680591 130680602 TCTTCTCTCCTCCATTGCGT CACTCACGAAACACACACCC 221

Ai09B27077 Araip.B09 27077 p2 (GT)6 12 130680730 130680741 TCTTCTCTCCTCCATTGCGT CACTCACGAAACACACACCC 221

Ai09B27079 Araip.B09 27079 p2 (TA)6 12 130684852 130684863 CAACGATTGATGATGTGAAATG TTTGTCCTCCAGTTACTCCACT 276

Ai09B27081 Araip.B09 27081 p2 (TC)11 22 130686930 130686951 AATCCATTCCATTGCTTTCG GAGAGGAGGGGGAGAGAGAA 274

Ai09B27082 Araip.B09 27082 p2 (CT)13 26 130687102 130687127 CCCCCTCCCCTTTCTTTT GAGGAGGGGAGAGAGAAGGA 112

Ai09B27083 Araip.B09 27083 p2 (GA)10 20 130687401 130687420 TCCTCTCTCTCTTCTCTCTCGC CTTGCCCTCTTTCTCTCCCT 238

Ai09B27085 Araip.B09 27085 c (GA)7aagactatgtaatttggttttgaaattaggttttgattttaatttggttttggttttggttaatcggttaaaaattgg(T)11103 130688061 130688163 GAGAGAAAGAGAGAGGAAGGGG TTATAATGAATGGTAGGGGTGTTT 274

Ai09B27087 Araip.B09 27087 p2 (TA)9 18 130691046 130691063 AAACTGGATTTGGTCCCTCC TGGAAGAGACCTGGTAGGTAAGA 280

Ai09B27089 Araip.B09 27089 p2 (TA)9 18 130691810 130691827 GCAAAAGCGTCATCGCTAAT CACTTCAATCATGAGAATTTTTATTCA 188

Ai09B27106 Araip.B09 27106 p3 (ATA)20 60 130770202 130770261 TTTTTCTTTTTATAATGTCGCAGC GGTCGGAAACTCATGAGGAA 231

Ai09B27108 Araip.B09 27108 c (TA)12(GA)16 56 130788151 130788206 TGGGGTAATTTTGTCCCCTT GTGTGGGAAACTGTGGGAAC 231

Ai09B27112 Araip.B09 27112 p2 (AT)8 16 130831147 130831162 CCGTTCCTCAGGCTCTACAA TGGATTTCTTCACACGCAAG 254

Ai09B27113 Araip.B09 27113 p2 (TC)34 68 130839756 130839823 GGGATATTAAAGAGCATTTTCTGC CCAACCTCCTCAAAACATATCA 278

Ai09B27115 Araip.B09 27115 c (T)10gaaaccattgcttttttcactttacctatttcgttttggaaaatgatttcactaggattcattattattttaaaattttaaatatggttaaaaattaact(A)10120 130844827 130844946 TTGCATTAAGGGTTTTTCCTT TGAACCAAAGGTGCTGACAA 252

Ai09B27117 Araip.B09 27117 p4 (TTTA)5 20 130847334 130847353 TTCATTAGAGTGCACAAAACGAG GAGAAATACAAAATTGTAAGGGAAGAA 210

Ai09B27125 Araip.B09 27125 p2 (AT)10 20 130868023 130868042 TTTTCGTCATTCTTATGCTCATT GGGTGGTAAGGTTTGGCTTT 280

Ai09B27133 Araip.B09 27133 p3 (TCT)6 18 130875901 130875918 GCCAAGACCACTAACCCAAA GTTGCAGTGAGCAGTGGTGT 170

Ai09B27135 Araip.B09 27135 c (T)10cggttgcagctggtaggacttaaacccgagacctctaaaatgagaaggagacgaaataccatgtgagttattggtcgttgac(A)11103 130881670 130881772 CTAATGCATTGGACAACCCC ATCGCACCGACTTTGGATAC 241

Ai09B27137 Araip.B09 27137 p3 (AAT)13 39 130889513 130889551 AATCACAATAATGCACTCGCT TCAAATTGTGAACGAGGTGG 268

Ai09B27139 Araip.B09 27139 p3 (AAT)9 27 130893939 130893965 ACTCACAATAATGCACTCGCT GAAGGCTAAGAAAAGGAAGGC 233

Ai09B27144 Araip.B09 27144 c (TGA)5ccatgaagagaggggcatgaggaaggggtggggggttacggtgaggggcttga(TGG)9tgttgatggtggttgtggtggtatggtgttgttgctgttgtttggtggtcttggtgttggtgttggttggttgtttgtggtggtgtttgtgt(TGG)5202 130910395 130910596 TTTGATGAAATTTGTTGTTGTTGA GCCACCAACATTACCACCAC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27147 Araip.B09 27147 p2 (AT)6 12 130914983 130914994 TGGGTAATAGATGAGCCTTTTGA TCGGTCAAAATTGTGTTGGAT 275

Ai09B27149 Araip.B09 27149 p2 (TA)6 12 130919580 130919591 GGACTTTTAACTCAAAATAGGCCA AAAAACAAGATATCAAATTTACCAGAA 225

Ai09B27150 Araip.B09 27150 p3 (ATT)5 15 130924325 130924339 AATTATTGCTTCATTGGCGG AGGCAGGCTATTTCATGCAG 129

Ai09B27153 Araip.B09 27153 p3 (TCT)6 18 130949964 130949981 CGCACGCAGATTCTTCTTTT CGTGCGTCCATTTAACTCAA 177

Ai09B27156 Araip.B09 27156 p2 (TG)7 14 130953997 130954010 CACCATTTTCAGATTTCTTTTGC TAGGCTGGATCGGGTATGAC 240

Ai09B27158 Araip.B09 27158 p2 (AT)8 16 130967708 130967723 AGCCTAAGCTTTACCTTGCG ATGGCTAGCCGGCTTAAACT 258

Ai09B27159 Araip.B09 27159 p2 (AT)6 12 130975297 130975308 CTAAGCTTTACCTCGCGTCG AGCTTAAACTCCACGAGCCA 250

Ai09B27163 Araip.B09 27163 p2 (TA)10 20 131009434 131009453 TTTGGGTTGATGGGAGATGT CAAGTGCAATGCTCAGGAAA 196

Ai09B27165 Araip.B09 27165 p3 (AGA)16 48 131027389 131027436 ATGAGGAACGCGAAGAAGAA ATAAAATACACGCGCCCAAC 157

Ai09B27167 Araip.B09 27167 p3 (TTA)5 15 131046871 131046885 GAAGGAAATATTGGCCATTTGA TCTATCACATTGCCTGAGCC 279

Ai09B27168 Araip.B09 27168 p2 (TC)6 12 131050859 131050870 TGGTCATCAAAGGGGGAGTA CGTATGAAAGAAAGAAAGAGAGCA 269

Ai09B27177 Araip.B09 27177 c (CCA)5catccatcgatgactggatcagtactgcttccaattccaccgcctccacacatgcattgagaagt(ACC)595 131077005 131077099 AGCACACTGAGCATGGTTTG GGACGAACAACTGGGTGACT 271

Ai09B27178 Araip.B09 27178 c (TA)6tnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)9(AG)11151 131079246 131079396 CCTCATGTCGTAAAGCAAAGG AGCGTTTCGCACATTTGTAA 274

Ai09B27179 Araip.B09 27179 p2 (GA)7 14 131086002 131086015 GCAGTCAATACATGCAAGCAA AGCCTTAAGTGTGGGGAGGT 134

Ai09B27180 Araip.B09 27180 p3 (ACG)6 18 131111432 131111449 ACCCACGTCAACACCTTCTC CACGGACGTCGAGTACAATG 132

Ai09B27181 Araip.B09 27181 p2 (TA)9 18 131112896 131112913 ATGCTTCGCTCCTGTTGATT TTCTTTGCCATTAAAAATGCG 257

Ai09B27182 Araip.B09 27182 p2 (TA)6 12 131113547 131113558 GGCCAACATGTGGCTCTAAT TTTGGGCCTTATCTCCAATC 160

Ai09B27183 Araip.B09 27183 c (T)10agctagcttatagtcttactataagaaaagagagttatttttgctctttaattttgacactcatttattttcaacttactctacta(T)10106 131113806 131113911 GTGTCCACTGTCCACACCAC TGATCCCAAACTGAGAGCAG 247

Ai09B27184 Araip.B09 27184 p2 (TA)6 12 131116782 131116793 TCTTTGGACCAGTCCCTTTTT TTTTTAGAGTCATTTACGTTTGTGC 236

Ai09B27189 Araip.B09 27189 c (A)11tctaacccggctcctgac(A)1241 131132938 131132978 CCCCTGACAATTACCTCGAA CACAGGGGTCTTGTTGTCCT 130

Ai09B27191 Araip.B09 27191 p2 (AT)6 12 131138043 131138054 TCACAAATACTTGGTCGGCA TTGGATATTTGCTTGTCTCATTG 270

Ai09B27192 Araip.B09 27192 p2 (GA)7 14 131142969 131142982 CCACACACGTTGAGATGGAG AATGAGGCTGCAACTACGGT 224

Ai09B27194 Araip.B09 27194 c (T)10atttcaaatcatttttttattaattttcgataattttttctatattttgaattttttttaaataatacttttttctatattttagatg(T)11109 131154657 131154765 ATGTCGTCACCGACTACCGT TCAAACAAGATGAGACATCCAAA 250

Ai09B27197 Araip.B09 27197 c (TTA)12(TTG)7 57 131155421 131155477 TTCGCATTGAGTTGTTTACCT AGGTACGTTTTTAGCGCAGC 271

Ai09B27198 Araip.B09 27198 c* (A)10c(GAA)5(GAAGAG)6*gaagaagacgaagacgaagacgaagaaaaagaagaag(AGA)7117 131157789 131157905 TGCAGAAACGAAAGAAAAGGA CGCGCATTAACTCATTTTGA 275

Ai09B27199 Araip.B09 27199 p2 (CT)6 12 131170893 131170904 CTGCTACACGCCACTGAAAA TGGTCTTTAGGCGTGCTTCT 190

Ai09B27201 Araip.B09 27201 p2 (TA)8 16 131179807 131179822 TGTGGGCAAAATATGGAAAC GGGTAATTTCGTCCCCTTTT 197

Ai09B27202 Araip.B09 27202 p2 (AG)8 16 131180005 131180020 TGAGTGTGTGTGATTTTGGG CAAGCTTAGCCACACAGACG 237

Ai09B27203 Araip.B09 27203 p4 (GTGC)5 20 131180122 131180141 GAGAGAGAGAGTGCGTGCGT TTTCAAGGTTGTAATGGGGC 278

Ai09B27207 Araip.B09 27207 c (A)10gaaagaaaaggaagacaact(AG)642 131201169 131201210 TCAGAGAGGAAAAGGTAAGAGGA CCAGACGTTAGGGACGAAAA 176

Ai09B27208 Araip.B09 27208 p4 (TAAA)6 24 131211327 131211350 AAAGTTTGTTGGAAGTGCGA GCGTACCATGCGTACCTTTT 275

Ai09B27213 Araip.B09 27213 p3 (TTA)5 15 131218911 131218925 AACATTTTATATTGTTGGCGCA GACAAATCCGTGATTAACTTGTATTG 181

Ai09B27215 Araip.B09 27215 c (TTA)5attattagtagaataatactaaaacaatacaagttaataacggatttgtctactaaaatagtaagcatatcactttttt(TTA)5109 131249814 131249922 AACATTTTATATTGTTGGCGCA TCGTTTATCAACTAGCACGCTC 279

Ai09B27220 Araip.B09 27220 p2 (GA)6 12 131259480 131259491 CTCGGAGATGAGGGAGTCAG CCGCACCCTTCTATTTTTCA 278
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Ai09B27224 Araip.B09 27224 c (T)10aaatggtcatttc(T)1134 131262193 131262226 CCCTATCTAATCCATCCGAAA TGTGGTTGTTGGACCTTTTT 278

Ai09B27227 Araip.B09 27227 c (A)10g(A)10gaaaatggc(A)1040 131285555 131285594 TGGCTCTTGAAAGAATGATGAA AGGCCCTCCTATCCACTGAT 253

Ai09B27228 Araip.B09 27228 p2 (AT)10 20 131294984 131295003 TTGTAATGGGGCCAAGGTAA ACCCCAATGCTAAGTCAAGC 243

Ai09B27231 Araip.B09 27231 p3 (TGT)5 15 131302221 131302235 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai09B27233 Araip.B09 27233 p2 (TA)6 12 131312025 131312036 TGCTGAGAGATTGTTATGTTGGTT AGCCACCATCTCTGTTAAAGG 264

Ai09B27238 Araip.B09 27238 p4 (TCAT)6 24 131316945 131316968 CCCCTATGTGTGTTTGGACC AAGCCTAGCCCTTTGCTCTC 242

Ai09B27239 Araip.B09 27239 p2 (AG)6 12 131317260 131317271 CCATGGGAGGATCAAAGAGA CATAAAAGCCTAGGCATACAAAAA 273

Ai09B27242 Araip.B09 27242 p3 (TCT)6 18 131323794 131323811 TTTTCCATTCACACCCCTGT TGAAAGAGAGGGGAAGAGGA 100

Ai09B27243 Araip.B09 27243 p3 (ATA)6 18 131323961 131323978 CCCTGTCCCATCATGTCTTT TTCCACAACGGATAAAGTCG 280

Ai09B27246 Araip.B09 27246 p4 (TATT)5 20 131329478 131329497 CAATGGTTGCACAAAAGAACA TCCCCCTTTTTATCATGCAG 245

Ai09B27249 Araip.B09 27249 c (A)11tctaaaaacgtcatag(T)1239 131336575 131336613 AATTAAAATTGCGGCGTTTC TGGATAAAGAAATGTTGGTGTGA 260

Ai09B27253 Araip.B09 27253 c (A)14tcttaaaacaacaaagctgaaatcttgttggcaccccataattcgctccataattttctcaaatgggtcatggggg(A)11101 131342154 131342254 CGAAAATCCTCCATTCAAGC AATTTTTGCGCTTTTTGGGT 279

Ai09B27254 Araip.B09 27254 p2 (GA)13 26 131342548 131342573 ATTACCCTCCTCCGAACCAG ACTCTCTTTGCAACCTCCGA 162

Ai09B27261 Araip.B09 27261 p3 (ATT)18 54 131354071 131354124 CAAAGACAAATAAAGAATTTGTTTCAA AAATTTGGATGAAAATCATTAACAA 191

Ai09B27263 Araip.B09 27263 p2 (TA)6 12 131356843 131356854 TGTTTTTAGCAATTGAAGTAGACAGA TGCATTTACCCTTTGATTGAA 255

Ai09B27264 Araip.B09 27264 p3 (AGA)5 15 131357704 131357718 TCCGTCCCTCTCATCTCATC AAGGCGAAGAGGAAGAAAATG 253

Ai09B27265 Araip.B09 27265 p2 (TA)7 14 131365998 131366011 CGATCCAAAATCAAACTACCG CACGCCTGAAATTTAATCGG 241

Ai09B27266 Araip.B09 27266 c (T)10c(T)12 23 131366268 131366290 TTTTTCCGGATACAGTTGGG CCTTAAACCATGTGTTTGGATGT 238

Ai09B27270 Araip.B09 27270 p2 (TA)9 18 131377471 131377488 TGTGGCGTTGTGGAATGATA TATCGTGACAAAGCGTGTCC 150

Ai09B27273 Araip.B09 27273 p2 (TA)8 16 131391257 131391272 TTTTTCTCCATCTCTCAACTTTCA ACTTGCATTGTTGGGGTCTC 191

Ai09B27274 Araip.B09 27274 p3 (AAT)5 15 131393282 131393296 TCAACGAAAAAGCTTGCAGA AAAAATGAGGGTCATCTTGGTTT 227

Ai09B27282 Araip.B09 27282 p2 (TA)8 16 131480958 131480973 GGTGACCGGGAGCATATAAA AACCGACATGTCCTGGTAGC 147

Ai09B27284 Araip.B09 27284 p3 (TAT)6 18 131488207 131488224 CCAACACCGCCATTACTTTT TCCGATCTCTTGCCTGAACT 263

Ai09B27285 Araip.B09 27285 p3 (TTG)5 15 131489785 131489799 GCAAACTGCATGGAAGATGA CTTTGGAGGAGGAAGAGGCT 261

Ai09B27286 Araip.B09 27286 p2 (AT)6 12 131490121 131490132 AGCCTCTTCCTCCTCCAAAG ACAGGCACAGTTGCACAAAG 259

Ai09B27289 Araip.B09 27289 p2 (TA)9 18 131497331 131497348 GGCAACCTTAATTTTCCCAC ATAGAAGAACGTGGGAGGGG 249

Ai09B27290 Araip.B09 27290 c (A)12(TA)17 46 131498027 131498072 CGTGCATTACCCGGATTTTA GGCGCACCTTTAGGAAACTA 253

Ai09B27295 Araip.B09 27295 p2 (TA)7 14 131503878 131503891 TGATGATAGTTGCACCACCAC CACGTCATCATAAGGTGGCA 106

Ai09B27296 Araip.B09 27296 p2 (GT)7 14 131504753 131504766 TGCATAAACCGCTACAACCA TCCGCACTTGATGTACTTGC 215

Ai09B27297 Araip.B09 27297 p2 (AC)7 14 131506546 131506559 CCGTGGCTACAACTACGGTT TGCATAAACCGCTACAACCA 208

Ai09B27303 Araip.B09 27303 p2 (TA)7 14 131526872 131526885 GATTATTCAGATCTGGGCCG TGGGCCTTCTTACTTGGATG 214

Ai09B27304 Araip.B09 27304 p3 (ATT)5 15 131527862 131527876 GCTCTTTCACAGACTCGAACC TTAATCACCCACCTTCACACA 229

Ai09B27305 Araip.B09 27305 p2 (AT)10 20 131528471 131528490 TGGTTTGGCCGAGTAATCA TGCCTTAGAAGGAAAGGGGT 279

Ai09B27306 Araip.B09 27306 c (T)11(A)11 22 131528900 131528921 AGATAACAGCGTCGCGGA TTCAACCATGGAATCGATCA 259
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Ai09B27308 Araip.B09 27308 c (AT)10gttaagtataaatataaaatttaatttatttagttttaaaatacttatgttgtggtaat(A)1089 131535915 131536003 AAAAGAAATATGCAATGATTTTGAGA CAAACATGAATGTCTTGGGG 279

Ai09B27312 Araip.B09 27312 p2 (AT)7 14 131541419 131541432 TGGTTATGGGTTTATTTGTCCC TCATTAATCTCCAGTTACCAATCG 277

Ai09B27316 Araip.B09 27316 p2 (CT)6 12 131608503 131608514 CGGTGGTTGCCAGATTAAAA CGCACAGATTTCACTCTACTTCA 261

Ai09B27321 Araip.B09 27321 p2 (TC)6 12 131624262 131624273 CCTAGGGTGGAATGCTTTGA CACATGCAATAGCTCCCTGA 228

Ai09B27322 Araip.B09 27322 c* (AGA)20(AAGA)8*88 131626511 131626598 TTCGATTCAGAAGTGCCGAT CCTTCTTCTCTGCTTGCGTT 280

Ai09B27324 Araip.B09 27324 c (AT)8(AG)11 38 131633732 131633769 AAAAATATGTTAATGTCGCAACAAA TTACCTTTCCGACTTTCCGA 198

Ai09B27328 Araip.B09 27328 c (GA)6gtgtgtctgtaggggataggaagtgagaaagcattaacaaaaaagaaattaacaataaaaaaaaagatttttttttattataaatt(A)10108 131645119 131645226 ATTTTTGTGACGGGAGAACG AACCAAAAATCGCCGTTAAG 267

Ai09B27330 Araip.B09 27330 p3 (CCA)5 15 131663533 131663547 TTGCACCTTGTTAATGGGTTT TGGTGAATGCTACCATGTCCT 232

Ai09B27331 Araip.B09 27331 p3 (AGA)8 24 131670770 131670793 GGGCTGGGAGGATACCATAG ATGCCTGAAGGCCTTAAAAA 115

Ai09B27343 Araip.B09 27343 p2 (AT)6 12 131740031 131740042 GAGACCGAGCGACATAATGA TGAGAATGATATAGCTTGAACTTTGG 220

Ai09B27344 Araip.B09 27344 c (A)10tataaaaaatataatttaaat(TA)1255 131740219 131740273 AATAAAATCATAGAAAATTTTGGCA TGTGTTTGATTCATTCAACTGGA 262

Ai09B27346 Araip.B09 27346 p3 (TTA)16 48 131746226 131746273 GGCATCAACACACACTCACC TTCATGTCTCCCCTTCCTATG 223

Ai09B27348 Araip.B09 27348 p3 (ATA)5 15 131752341 131752355 CCTGGGCCTACCAAAAGAAT TTTGTGATGGGTCGTCTTCA 138

Ai09B27350 Araip.B09 27350 c (T)13caccatgttctctagactggaactccttatctcttatatttctacctgttaaatgatatatctttattcatttaatgt(A)10101 131756345 131756445 TTTCTAATCTTTGAATTATTGATGTTG TCACACCAGAGAGAATTTTACAGAA 226

Ai09B27354 Araip.B09 27354 p2 (AT)6 12 131775292 131775303 AGTTTCGAGGGTTGGGAAGT GGAGGGATCACAGGAGTGAA 224

Ai09B27356 Araip.B09 27356 p3 (ATA)5 15 131782929 131782943 CCCATTACAGGAGGCAAATG ACAAATCCATGGCCACTTAAA 100

Ai09B27358 Araip.B09 27358 p2 (TA)11 22 131789193 131789214 TTTTTGTGTGCATGGTTGAT CTGCTTCCCACAGGAACAAT 181

Ai09B27359 Araip.B09 27359 p2 (AG)7 14 131789727 131789740 TGAAGAGGAAAAGTAAATGAGTGC TATGGATGACCACCAACCCT 220

Ai09B27360 Araip.B09 27360 p2 (AG)6 12 131792494 131792505 TCAAAATGACAATCCGCAAA GCCTAACGTATGAGACACAGCA 257

Ai09B27366 Araip.B09 27366 p3 (ACC)5 15 131801021 131801035 GGGATCTGTTGCCTCTGCTA CCTCGTCGCTCTCTCAGTCT 225

Ai09B27374 Araip.B09 27374 c (TCA)8tt(TC)10 46 131872613 131872658 ACCTCCCACTTCCAAGTCCT AAGTGGTTCATTCGTCCCAG 245

Ai09B27376 Araip.B09 27376 p2 (AG)6 12 131879100 131879111 AGCGATTTCTGGACCCTTTT AATGGGAGGCTCGAAAAGTT 208

Ai09B27378 Araip.B09 27378 c (A)10gtatagggactcaattg(A)1037 131890842 131890878 GGGTTCCTGCACCAATTTTT TTTAATTGGGTCCCTGTACCA 168

Ai09B27381 Araip.B09 27381 p2 (TA)6 12 131894234 131894245 CATGAAGAGAAAAGAAAACACATGA GCAATCAAGAACGCTGCATA 216

Ai09B27386 Araip.B09 27386 p3 (AAT)6 18 131904930 131904947 TCACTCTGCCATTCTATTTTTACA TTGCTCTGCAATTTCCACAC 279

Ai09B27387 Araip.B09 27387 c (T)13atttctctaatttgttttcttcctttct(TA)755 131905123 131905177 GCTGCATAAAAGCAAAAGCC AAGCTAAGGAAGTGTGGGCA 216

Ai09B27392 Araip.B09 27392 c (GT)7(GA)9 32 131914688 131914719 TGTCAACGGCATCACATTTT ACATCTCCATATGCGGCTTC 181

Ai09B27394 Araip.B09 27394 p3 (AAT)10 30 131917540 131917569 CGGATCCACAGCATTACCTT CGGTGCTCATGTTGAGAAGA 144

Ai09B27398 Araip.B09 27398 c (T)10gtgacctaaaaacaaacgaac(A)1142 131938696 131938737 CCTTAAAATCGCTTAGTGAAACAA TGGAACTTCTTTCGTCTTGGA 271

Ai09B27399 Araip.B09 27399 p2 (AG)10 20 131938853 131938872 TCCAAGACGAAAGAAGTTCCA TTATCTGATGCAACCCTCCC 219

Ai09B27400 Araip.B09 27400 p2 (GA)6 12 131940177 131940188 GGGAGCAGACATGTTCGTTT GCCAAGTTCTCCCTTCCTCT 225

Ai09B27401 Araip.B09 27401 p3 (ACC)6 18 131942969 131942986 TTGATGCACAACAAAGGCTC GAGGGTTATGGGGGAGGATA 100

Ai09B27402 Araip.B09 27402 c (T)11gaaattaaagaaattaaaagaaagtaaataaaaaatgatgcaagtttcgaaaattaag(AAAAGA)599 131954842 131954940 CATATGACCCCAGAGTCCGT CTCAAATCTTAAAATCAAATCTTTTTC 234

Ai09B27405 Araip.B09 27405 p2 (AG)6 12 131958900 131958911 AGGATGTCAAGGGAGAGGGT GACGATGACGAGCCCTAAAA 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27407 Araip.B09 27407 p2 (TA)6 12 131960836 131960847 CCCAGTCTAAATGCGACTCC CCTGAGAGTGTGAGATGAGCA 231

Ai09B27409 Araip.B09 27409 p2 (TA)6 12 131968391 131968402 TTTGATTTGGTTGTGCTTGC GCATGTCCTCATGCTAAACTCA 181

Ai09B27410 Araip.B09 27410 p3 (CTT)5 15 131973076 131973090 CCACACGTACGCGTAGAAGA ATGGGAGGAGGGAGAAAGAA 187

Ai09B27415 Araip.B09 27415 p3 (TTA)6 18 131987602 131987619 TCTTGTTCTGCTCCTTCGTCT TTCTAGTTGTGCTTGCAATGG 280

Ai09B27417 Araip.B09 27417 p2 (TC)6 12 131991201 131991212 CTTCCAAAATCAGCGGTTTC TTAGGCAAAGTGGGAAAAGG 159

Ai09B27423 Araip.B09 27423 c (T)16ccactttcttttccttttgcatttcttcttttttacgtctgatgttacg(TCT)580 132000944 132001023 TTTTTCCCCTCAATTTTCTATTT TGGTAGTGTTGGTGACGACAG 279

Ai09B27424 Araip.B09 27424 p3 (CAT)7 21 132001146 132001166 CTGTCGTCACCAACACTACCA TGAACAAAAACGCATCCAAA 249

Ai09B27427 Araip.B09 27427 p2 (TA)14 28 132012240 132012267 GCATTGCGCTTTTAATTTCG ACAAGAACGCACTGCTCTGA 217

Ai09B27428 Araip.B09 27428 p2 (AT)6 12 132019935 132019946 AATATTCTCCGGCCAGCTTT CCCGAACTAGGTGCCTGTAA 144

Ai09B27429 Araip.B09 27429 c (GA)7ggggaaggtgagaagtt(AG)1663 132021175 132021237 AGAGAGTGCGAGGGTGAGAG CGGAGTTACCATCGGAAGAA 239

Ai09B27432 Araip.B09 27432 p2 (TC)6 12 132029377 132029388 TCATTATGAAGAATGCGCGA ATTAGCCTCGCTTTTTGTGC 262

Ai09B27433 Araip.B09 27433 c (A)10gagaattgttattgataatctgaaaaatcataaaattgattcttgaagcaagaaaaagtagtgaaaaacacaaagcttgcg(A)10101 132029978 132030078 GAATGAATGCTTGAACAGTGC TGGATCCTTTTTACCCTTTGC 270

Ai09B27434 Araip.B09 27434 p2 (AT)10 20 132034846 132034865 TGTGGAGGTGGATAGTGACG AAATGTAAGAAGAAAATGCTCACC 170

Ai09B27437 Araip.B09 27437 p2 (AT)6 12 132038534 132038545 CATGTGCAAAAATGGTGTCC TTCGCCTTTCAAAAATACCG 192

Ai09B27441 Araip.B09 27441 p4 (ACTC)5 20 132041542 132041561 AGAAGAATATTCGCGGAGCA GAAAAGTAGTGTGGGGCCAA 265

Ai09B27442 Araip.B09 27442 p3 (TCT)5 15 132041750 132041764 CTTTTCCTTTTCCCCCTCAC CAAGCACACGAATCCTCTCA 275

Ai09B27443 Araip.B09 27443 p2 (AT)7 14 132049408 132049421 AAAATGTCACGCTTCTGGCT CCAAAAATAATGAGGTTTGGCT 259

Ai09B27446 Araip.B09 27446 p2 (TG)35 70 132060058 132060127 CCTCTGGTTCTCACCCCATA CAGTCAAAGTTGGCTGGAGA 279

Ai09B27448 Araip.B09 27448 p2 (AT)11 22 132080297 132080318 TCCTCGATTTGATTTAATTGTGC GACTCAATCGTTAAACCCGC 258

Ai09B27449 Araip.B09 27449 p3 (TTG)6 18 132089602 132089619 ATTCATGTAGCCGATCCCAC TTCAAGTGGTTCCGTTGTCA 191

Ai09B27453 Araip.B09 27453 p2 (AG)6 12 132095103 132095114 TGGCATTGGTTCAGACTTTG TGGGCATATAGTATTTTCTTTGGG 206

Ai09B27455 Araip.B09 27455 p2 (AG)6 12 132096844 132096855 TGGCATTGGTTCAGACTTTG TGGGCATATAGTATTTTCTTTGGG 206

Ai09B27458 Araip.B09 27458 c (A)10tccacaaaactaatttttgttattatttaacggattttttaatatagaaaccgtattgtcctaaaat(A)1289 132098640 132098728 TTTTTGCAGCATCATTTTTATCA AAAAAGGGACTTCGACTCTCG 229

Ai09B27464 Araip.B09 27464 c* (TAAT)8(TAA)15*73 132120167 132120239 TGGATGAGTCAAGGTCCATT CTGGACTACACGCATTACATAAA 255

Ai09B27465 Araip.B09 27465 c (A)13tttattttttttaacaaaagaagcaatatttttttattttt(A)1064 132122320 132122383 AACACCTCACAGATGATAAAGCAA TTCTTTTGGAGGCTATCTTGTG 183

Ai09B27469 Araip.B09 27469 p2 (AT)7 14 132132661 132132674 ACACACAATCCTGCCTCTCC TCTCGTTAGGCGTCTGGACT 150

Ai09B27470 Araip.B09 27470 p4 (AAAT)7 28 132133891 132133918 TCAAACTTAGCTTGGGTTGAAG AAAAATGGTCTCTTTTGTATAGGATT 280

Ai09B27474 Araip.B09 27474 c (A)10tcccttaccaccactcttcaattcctacaaa(AT)653 132141848 132141900 CAATTCCCTCATTAGTTAGAAACCA TTAATCTTCCGACCACTTCCA 185

Ai09B27475 Araip.B09 27475 p3 (ATA)5 15 132147461 132147475 GGTAGACCAGGGGGAGAGAC CTTCCCGGTTTTCCTTCATT 211

Ai09B27477 Araip.B09 27477 c (TCT)7acttctattcttcttcttttccaatactctctcatccttattctttatccgatcttaactacttcattgtaata(AT)6ttatacttagcttgctgatcaatgatgcccnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntataccaagttcgg(ATA)6204 132153875 132154078 CACAAACACACCCCTACTACTCTTT TGTTGGTTGACGGTGTTCAT 280

Ai09B27478 Araip.B09 27478 p3 (ATA)5 15 132159309 132159323 TGCATGTCTCAGCAGTTCAA GCTTCACCTAAGGCATATTTCG 126

Ai09B27480 Araip.B09 27480 p2 (AT)8 16 132161231 132161246 TGTTAAAATGACACTCCCTCTTTTC TGGTAAGCAAAATTTAATGACAAAA 273

Ai09B27485 Araip.B09 27485 p2 (TA)9 18 132175274 132175291 TCCTATATGCTCCATTGCCC TGCTATTGGAATTCTTTGTCCA 275

Ai09B27486 Araip.B09 27486 c (CTT)7cccgccaccgtaccgtcgcccgtttcttcccgccgccgcaccgccgtccgt(TTC)793 132178273 132178365 TTTTTAATTTAATTCCTAAACTACCCC TCCAGAAATTCACAGAATTCACA 213



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27487 Araip.B09 27487 p3 (TGA)5 15 132178643 132178657 TGCTTCTCTGTGTGGAGGTG GCCACTCCACCACCATTATC 197

Ai09B27489 Araip.B09 27489 p2 (CT)18 36 132184643 132184678 CGACAACACTGGTGCAGACT GAGTTACCGCTGCTCTGTCC 127

Ai09B27491 Araip.B09 27491 p2 (TA)9 18 132199170 132199187 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 223

Ai09B27492 Araip.B09 27492 p3 (AAT)8 24 132199354 132199377 TCCGAATCACTAATGTCCCA ATGAAAGTCACCGTTGGAGA 243

Ai09B27493 Araip.B09 27493 p3 (AAT)5 15 132203150 132203164 CGAATCACTAATGTCCCATTTTT GGCTCTAGTGCAAGTGGGAG 242

Ai09B27496 Araip.B09 27496 p3 (ATT)12 36 132211865 132211900 TGGTTACAGGTATGTTAGTTTAGGAA AAAATTTGAACCATGTCACTAACAA 230

Ai09B27497 Araip.B09 27497 p3 (CAC)8 24 132213793 132213816 AATCATACCTTCCCAACCCC TGAGGATGAGGGTTTCTTGG 188

Ai09B27498 Araip.B09 27498 p3 (TCG)5 15 132214000 132214014 CCAAGAAACCCTCATCCTCA CCATGGCTCCAGCAATAGTT 177

Ai09B27499 Araip.B09 27499 p3 (CCT)6 18 132214528 132214545 CCCCACAACAAACTCAACCT TTACCTGAAACCACCGGAGT 190

Ai09B27504 Araip.B09 27504 c (A)11ttggtgcattgactcaaat(A)10gtgtagagactcaatt(A)1066 132218746 132218811 ATGTCCGCGGGATAAAAGAT TTTCTTTTAATTGAGTCCTTGCATT 198

Ai09B27509 Araip.B09 27509 p2 (AG)6 12 132231484 132231495 GTACCTCCATCGCCAACAAT ATTTCCAACAAGCTGAACGG 237

Ai09B27510 Araip.B09 27510 p2 (AG)10 20 132233353 132233372 GCCTTCAGATGTAAAGCAACAA CGCCAATTTCCACTTCTCAT 269

Ai09B27511 Araip.B09 27511 p2 (AG)7 14 132240774 132240787 GCTGGAATAAAAATGCCTTCA CGCCAATTTCCACTTCTCAT 277

Ai09B27512 Araip.B09 27512 c (TG)8tc(TA)8 34 132243929 132243962 TGGCCAAGGTATGGTTTAGG ATTCCATGCATCAACTTCCC 278

Ai09B27513 Araip.B09 27513 p2 (TG)6 12 132245617 132245628 TGTTGCTTTTCAGATGCAGG TCAGCCTACGAAGCTAAGGC 267

Ai09B27515 Araip.B09 27515 p2 (CT)6 12 132253853 132253864 TCCTTCAGTGACAATGGCAA AGAGGGGAAGAGAGAGGCAG 169

Ai09B27516 Araip.B09 27516 p4 (AAAG)5 20 132260894 132260913 TCGCTCACTCACTTACACGG CGACGACAGCAGAGTAGCAG 134

Ai09B27517 Araip.B09 27517 p2 (AG)20 40 132261276 132261315 GGAGATAGGAAGGCTGTCCC TTGACAACAGGAGTGACCCA 179

Ai09B27529 Araip.B09 27529 c (T)11(A)11 22 132278541 132278562 CCCTAAATGTTCGGAAAAACC TCTCACCTTTGTGTTTGGCA 280

Ai09B27531 Araip.B09 27531 p4 (ATTA)5 20 132279882 132279901 TATGGATGTGGGGAGGTAGG TACGTGGCTCGATCACAAGA 120

Ai09B27535 Araip.B09 27535 p2 (TA)11 22 132282738 132282759 TCCCTTTACTATTTCGGGAACA TGAGCTAGTAGGACCCACCC 260

Ai09B27536 Araip.B09 27536 c (T)11gtaatgaaattcgaacccatcacccgtgggcttaacctatgtgtggaatgtggattgagttgggttgaatt(A)1092 132283426 132283517 CAATTCAACTCATATCCTTATCGAC TGCCAACTTATCTTAACGAATTATG 280

Ai09B27539 Araip.B09 27539 p3 (AAT)7 21 132285621 132285641 CCGGCATGTGACTACTTGAA TAACTTCAGGGTCAGGTGGG 223

Ai09B27540 Araip.B09 27540 p2 (TA)9 18 132286183 132286200 TCTTGGAATCCATGCACAAA TCGTCTGATATAGATTCCTTCCG 257

Ai09B27543 Araip.B09 27543 p2 (AT)7 14 132294093 132294106 AAAGTGAAATTCAAACTTTAGAGGAT AAAAAGTTGGGCTTGGGTCT 142

Ai09B27544 Araip.B09 27544 p2 (GA)6 12 132294258 132294269 AGACCCAAGCCCAACTTTTT TCAACATCTCAACCGTCCAG 255

Ai09B27545 Araip.B09 27545 p2 (AT)6 12 132305758 132305769 AACACATTGGTGGGAAGAGC CATGGCTTTTGCCGATTTAT 201

Ai09B27550 Araip.B09 27550 p2 (AT)8 16 132323729 132323744 GCCATCATTACAATAAAACTCGG CACTGAGGTCTGCCTTTTGTC 276

Ai09B27551 Araip.B09 27551 p3 (TCT)7 21 132331721 132331741 CGCGCATTAACTCATTTTGA GAGGAAGAAGAACGTGCAGC 227

Ai09B27552 Araip.B09 27552 p3 (TCT)6 18 132331942 132331959 GCTGCACGTTCTTCTTCCTC CCTCCTCATCTTCTGCTGCT 189

Ai09B27553 Araip.B09 27553 c (AAG)7gtgcagcaagaagaagaaaaagaaagaagaagaacgtgcagaagaagaagaaaaagaaaagaaggtgcaat(GAA)7(AAG)6atgaagaggaagaggaagaagaagaggaagaggaagaagaacgtgcagc(AAG)5195 132332588 132332782 TTCTTCAAAAACGATTTCAGAGC ATGGCACGTTTTAATTGCAC 277

Ai09B27557 Araip.B09 27557 p2 (AT)6 12 132338388 132338399 CGTAATAATCAATTTTATGCCATTTTT GACATGCCTACTGTCCACCC 266

Ai09B27559 Araip.B09 27559 p3 (TCA)8 24 132343311 132343334 ATGATCATCACCACCAGCAA CCCCAAGATGATTCTGAGGA 216

Ai09B27560 Araip.B09 27560 p3 (TAT)15 45 132343824 132343868 CAATTCCAAAAACCGCAATC TTTTGAGGAGTTGTAAGGTTTGG 148



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27562 Araip.B09 27562 p3 (AAT)15 45 132344884 132344928 CGCTCCTCAATCCTCATCAC GAAAAACCACCTGAAATTCTGC 159

Ai09B27573 Araip.B09 27573 p2 (AT)6 12 132362511 132362522 TGATCAAAACTTTTCTGACTCTCC ATGTTGACTGAAAACCCGGA 260

Ai09B27575 Araip.B09 27575 p2 (AG)7 14 132367247 132367260 ATAACGGGATGGCAATTTCA TGGCAGTCCACTTCCTCTTT 263

Ai09B27577 Araip.B09 27577 p3 (AAT)6 18 132368791 132368808 GGACATCGTTCTGGTTACTGA TGATGGTTGTTTTAAATTTTGTCTA 280

Ai09B27578 Araip.B09 27578 p2 (TA)6 12 132371030 132371041 TGATGATGTTGGTTTATGAGGG TTTCTTTTCAATTGGGTCCTT 280

Ai09B27585 Araip.B09 27585 p3 (GGA)5 15 132399628 132399642 GGGGCCATCAAAATTAGCTT GAATTCCGGTTCCTCCTACC 261

Ai09B27589 Araip.B09 27589 p2 (CA)8 16 132411021 132411036 CCTTTCCTCCCAAAAACACA TCATATCCTCCCTCTGGCAC 251

Ai09B27592 Araip.B09 27592 p3 (TGG)5 15 132421321 132421335 ACCATAGGTGGATAAGGGGC ACCCTTCACCATCCCCTAAC 250

Ai09B27596 Araip.B09 27596 p3 (CCA)5 15 132436898 132436912 TAGGGAGGAAAAATGGGGTC GAGGTGGTGAGTGGACTGGT 262

Ai09B27599 Araip.B09 27599 p5 (CAACT)5 25 132439732 132439756 TTGCTCTAGTGGGCTTGGAT CAAGCAAAGGTGGCAACATA 226

Ai09B27600 Araip.B09 27600 p4 (AACA)5 20 132440470 132440489 CTGGCCCCTAACATTCCTCT TGGTGTGACTGCTTTTCAGG 184

Ai09B27604 Araip.B09 27604 p3 (ATT)5 15 132448856 132448870 TGACCATGAGTGGTGGTGAC TGGCTGTTATTGATGGAGAGAA 250

Ai09B27606 Araip.B09 27606 p2 (CT)18 36 132449459 132449494 TCCAAACTCCTCCTCTCTGC TCTCTGAGTTCCTCGCAACC 229

Ai09B27607 Araip.B09 27607 p2 (AT)9 18 132455472 132455489 TAAACCGCAATACTGCTCCC TGGTCTATTGTACCCTCGCC 213

Ai09B27608 Araip.B09 27608 p2 (TC)6 12 132458466 132458477 CTGCTCAGACAGCAATGACG CACAGGGAAGAGACTACGCC 269

Ai09B27610 Araip.B09 27610 p2 (TA)9 18 132463658 132463675 TGGACAAGAGAATTGAGTTGATG GGCAAGTTAGTTGCTGACAGTT 252

Ai09B27614 Araip.B09 27614 p3 (GAA)7 21 132468012 132468032 TGAATCTTCTTCTTCGCGTG TCTTCCTTCTCTTCAACTTTTGC 234

Ai09B27623 Araip.B09 27623 p3 (AAT)5 15 132509223 132509237 TGTAAATTGGGGGTTTTGGA CCAGTTCTTCATACCTTGCCA 100

Ai09B27628 Araip.B09 27628 c (TC)9tggttcacaaaacctcactcccacgcaacgtagcaacactcttcctttataatcagcttcccacaaacgcgctgttttctctcacacacacacttgtctg(TC)6130 132534898 132535027 GTTCAAGGACGTCAATGGCT GCGTGACGGTTACCATTTTT 272

Ai09B27632 Araip.B09 27632 p4 (TTTA)5 20 132544449 132544468 AACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAAAGTGGG 240

Ai09B27634 Araip.B09 27634 p3 (AGT)6 18 132554875 132554892 AGCAACATCACGAGCACATC AGAGCGAGGGTAAGGACCAT 136

Ai09B27638 Araip.B09 27638 p2 (AT)8 16 132562062 132562077 TTGCATGTGTGTCATTGTTGA CGCCATAAATTTTGTTGTCTCA 268

Ai09B27640 Araip.B09 27640 p3 (TAA)16 48 132563771 132563818 CCAACTTCTTCATTCAGGCA ATTGGATTGGAATGGGTTGA 261

Ai09B27646 Araip.B09 27646 p2 (AT)20 40 132590011 132590050 AATTACGAAATGCGAAGCGT AACTCCGGAGGCTGTGACTA 211

Ai09B27647 Araip.B09 27647 c (ACC)9(ATC)8 51 132593357 132593407 CCCTTCTTCCCCAAAATCAT GGTGCTGGTGAAATTCTGGT 219

Ai09B27648 Araip.B09 27648 p3 (CAT)12 36 132593520 132593555 CCACCACCATCATCATCATC TGTGAAATTCTGGGTTCTTGG 247

Ai09B27649 Araip.B09 27649 c (AGA)6agcggtggacggcggccagcggtgcggcggtggagtcggcgg(GAA)575 132593759 132593833 CCAAGAACCCAGAATTTCACA AAAATTTATTTCCCCACCGC 267

Ai09B27650 Araip.B09 27650 p4 (TAGT)5 20 132594694 132594713 CCCCTCCCCTATTTCACATT TCCAATCAGTAATCAGCAGCA 254

Ai09B27652 Araip.B09 27652 p2 (TA)6 12 132604979 132604990 GGCAGAATGGTGGAACTCAT CAGTGAGGGTTCAATGGCTC 280

Ai09B27653 Araip.B09 27653 p2 (CT)6 12 132613383 132613394 GGAACATTGAACCTGGAATTG CGTGCAGAAAGTTGCAGAAA 240

Ai09B27654 Araip.B09 27654 p2 (AT)9 18 132627793 132627810 GACTGTTATTGACCGCCGAT GGTTTTCCATTCGGTTGTTG 276

Ai09B27655 Araip.B09 27655 p3 (GGA)5 15 132648084 132648098 GGGTTTAAGCGGGAGAAATC TCCCTCCTGAGAAAGCTTGA 254

Ai09B27658 Araip.B09 27658 p3 (TCA)11 33 132661075 132661107 TATCTGCAGCAGGAACAGCA GTTGGGGTTAGAGGAGGGAG 155

Ai09B27659 Araip.B09 27659 p2 (TA)6 12 132664580 132664591 AAATGGTGAGGGAATTGATG GCTGGGTTTAGCCCAACTTA 250
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Ai09B27660 Araip.B09 27660 p3 (CTC)5 15 132664831 132664845 CCAAAGCGCTTATTCACCAT AAACACGCGAAGAAAAAGGA 147

Ai09B27663 Araip.B09 27663 p2 (TA)6 12 132666048 132666059 TCTCCTCTTTCGTACACAATCAA GGTGAATAAGCGCTTTGGAA 280

Ai09B27664 Araip.B09 27664 p3 (CTC)5 15 132666299 132666313 CCAAAGCGCTTATTCACCAT AAACACGCGAAGAAAAAGGA 147

Ai09B27667 Araip.B09 27667 p3 (TGA)5 15 132667548 132667562 CCTCTTCCAAATAATTTTAGAGCA TCCTCCTCCTCATCTTCTGC 204

Ai09B27669 Araip.B09 27669 p4 (ATAA)6 24 132673239 132673262 TCTGCACACTTATAGGATCGGA TCCGCAAAACACAAAAATCT 280

Ai09B27673 Araip.B09 27673 p3 (AAT)5 15 132679495 132679509 CCTGAAACCAAAGCAACACA CTGTCAGGGAGAATGGGTGT 257

Ai09B27677 Araip.B09 27677 p2 (AG)7 14 132695074 132695087 TCTCTTCCTCCGACATTGCT TTCCCCCTCTCTCTCCTTTC 231

Ai09B27678 Araip.B09 27678 c (T)15ggtttttgattttgtttttcg(T)1248 132695215 132695262 TTTGTTTGTGTTGGTTGCGT CTGTCCCAACTCCCTAGTGC 254

Ai09B27681 Araip.B09 27681 c (T)10aatttgc(A)12 29 132713071 132713099 TTGAGAAAGAGGAGTGAAAAATCA TCTCCCTCTCTTCCCACCTT 185

Ai09B27685 Araip.B09 27685 p2 (CA)6 12 132727108 132727119 GGAGGGTTTCCAACCGTATT TGATGAATGTAACAACAAAGAATCAA 251

Ai09B27686 Araip.B09 27686 p2 (CA)8 16 132736513 132736528 GAATGAAGGGAAAGGCATCA CCTCAAATTGCATTAAAAGAAAA 279

Ai09B27694 Araip.B09 27694 p2 (TC)14 28 132788488 132788515 TTGTCTTGGGGCATTTTTGT TTGGAAATTCTGGGATTTGG 214

Ai09B27696 Araip.B09 27696 c (GC)6ggatgcccccttttcccctc(T)1042 132793631 132793672 GCTTGTGCATCAATGGCTAA AAACACCTGCCAAGAATGTG 224

Ai09B27697 Araip.B09 27697 p2 (TA)9 18 132808840 132808857 CGTCAGCGTGCATCTATCTG CATAAACCGCCGCTAATTGT 270

Ai09B27699 Araip.B09 27699 p2 (GA)7 14 132815130 132815143 AGCGTCTGTGTCCGTCTTCT ATGGGATCATGAAGCAGGAG 198

Ai09B27700 Araip.B09 27700 p3 (ATG)5 15 132823948 132823962 AGTTCCATGACGGGAAACAC TCTCCGCTTGTGAAGAGAAAA 265

Ai09B27701 Araip.B09 27701 p3 (TAA)9 27 132824961 132824987 GAAAGAAAGAATAGCAGTGGTGC TTGAATTTCTCAATTTGTACGGA 269

Ai09B27704 Araip.B09 27704 p2 (AT)8 16 132830419 132830434 CCGAACCAAACCAATCAAAT TTGAAAGAAGCTAAAACCAAAACA 242

Ai09B27706 Araip.B09 27706 c (A)10taacacaaatgtttaaactgaagatacatcctcaaacatt(A)1363 132833718 132833780 CCATATCCCCCAAAGCCTAT TGTTTCAAATGCAAAACGGA 244

Ai09B27709 Araip.B09 27709 p3 (AAC)5 15 132842575 132842589 GCAATCTTTGGCTGACATGA TCGCAAACTAGTGCCTTTCA 262

Ai09B27712 Araip.B09 27712 p2 (AC)8 16 132850606 132850621 GAAACAACCACGAGAAGGGA ACTTCGCCTGTGAGAGGAAA 209

Ai09B27713 Araip.B09 27713 p2 (AG)7 14 132850969 132850982 ATCGAGATTCATTGTGTGCG GAACGCTCGGTGACTTCTTC 158

Ai09B27721 Araip.B09 27721 p2 (AT)6 12 132884005 132884016 CAGAGACTTCAAGTGTTGCTGAA ATCAAACATTAGGAGCCCCA 145

Ai09B27726 Araip.B09 27726 p2 (TC)18 36 132926686 132926721 GCTCTTCAAGGAGATACGGG TTTTGACGCAAAATCTGCAA 208

Ai09B27728 Araip.B09 27728 p4 (ATTT)5 20 132928674 132928693 TGCAACATTGATGTTCCCAG CAGCCACAAAAGATGAGCAA 102

Ai09B27733 Araip.B09 27733 p2 (AT)10 20 132942287 132942306 CACCACCATCAGAAAAGGCT GCTAGTAGCAAGCTTCCCCA 158

Ai09B27734 Araip.B09 27734 p3 (CTA)5 15 132942738 132942752 GCTTCATCTCGCATGAACAG AGGCACCCTATTGTCGTTTG 252

Ai09B27744 Araip.B09 27744 p2 (TA)10 20 132984389 132984408 CCTCTGGTTCTCACCCCATA CTCCTAACTCAGCCTGCGAA 278

Ai09B27745 Araip.B09 27745 p2 (AT)6 12 132987174 132987185 TCACAAAAGCCAAACACAGC ACGACGCTTGGGTACAATTC 138

Ai09B27752 Araip.B09 27752 p2 (AT)8 16 133015110 133015125 TTGGGTCTTTTCGTTTGGAC TGAATCGTGTTATGCTAGTTGATTT 279

Ai09B27754 Araip.B09 27754 p2 (TA)6 12 133020992 133021003 TGTTTGCTTGGATATGCGAT TGCAAAACTATAGGGATCAACAGA 264

Ai09B27756 Araip.B09 27756 p3 (CTC)5 15 133036938 133036952 CGCCACCCTATAACGGATTA TGGTGTTGTTGGTGATGACG 279

Ai09B27757 Araip.B09 27757 c (GAA)5ggaatgcgaagaagaagaaggaagaacgc(GAA)559 133038124 133038182 AATGCAGCAACAACAGCAAC CGCATTCCTCCTTCTTTGTC 141

Ai09B27760 Araip.B09 27760 p2 (AT)8 16 133040275 133040290 CTTATTGTGACCACCGCCTT GAGGAACAAAATCGGCATGT 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27763 Araip.B09 27763 p4 (TGAT)7 28 133049483 133049510 CCACTCTTTGTAGCTGCCATC TTGATTTTTCCCATCAAGAGC 266

Ai09B27766 Araip.B09 27766 p3 (TTG)5 15 133068697 133068711 AACACCCAGTCAGGAAGGTG TGCTATATCATCTAGAAAATGGTTTCA 257

Ai09B27768 Araip.B09 27768 p4 (AATT)5 20 133071389 133071408 GGGATGAAAAACCATTTGTAGG TCCGAAGCACCTCAAGGTAT 276

Ai09B27769 Araip.B09 27769 p2 (TA)8 16 133072115 133072130 AACATCCAGTCAGGAGGGTG CGCACATTATCGGAATTCGT 278

Ai09B27771 Araip.B09 27771 p4 (TGAT)5 20 133077810 133077829 GCCACCATCTTAGACATTGGA TCAACCACTAATGCTCAAAAGAA 199

Ai09B27772 Araip.B09 27772 p2 (TG)8 16 133084336 133084351 GGCATCAAAAGGGACCAATA ATTTTTGCTTGAGTGGGTGG 203

Ai09B27773 Araip.B09 27773 p2 (TG)6 12 133085234 133085245 GCACTTTAGGCAATCCAAACA TCCTCTTCAACATGGTTTTCC 267

Ai09B27775 Araip.B09 27775 p3 (AAG)5 15 133090469 133090483 CCAAGAAGTGGAAAAGCAGC TCAATTTGAGGGGGCTATTG 274

Ai09B27777 Araip.B09 27777 p2 (AG)6 12 133098759 133098770 GCGACAGATGTGTGTGGAGA GAGAATGAATCAACTCGATGTACG 181

Ai09B27779 Araip.B09 27779 p3 (AAT)16 48 133101007 133101054 AAACTCGTTCTCTTCTTTAATCATACG AGCGTTTTCAACTTTCGTGG 272

Ai09B27780 Araip.B09 27780 p2 (CT)6 12 133101353 133101364 CCACGAAAGTTGAAAACGCT GGGGTGGGATTGAGAAAAAT 229

Ai09B27781 Araip.B09 27781 p3 (TGT)6 18 133105643 133105660 TTCACTGGTGGTTGCATTGT TGCTCCTTTCCACATTCTCC 202

Ai09B27782 Araip.B09 27782 p2 (AG)6 12 133105831 133105842 AATTTGTGGCCTTGGATCTG TACCGTTATCATCATCCGCA 152

Ai09B27788 Araip.B09 27788 p3 (TAA)30 90 133129411 133129500 GTTCGGTTTGTTCGGTTTTT TCCATTCATCTCAATGTCTCTTT 280

Ai09B27789 Araip.B09 27789 p2 (TA)9 18 133130077 133130094 TTCGGTTAATTCGGTTCTCG TGGTTATTTTTGGCTGCACA 209

Ai09B27790 Araip.B09 27790 c (ACAT)5acacattcacgattaagccatgccgttgtttcttcacatggatttccttgcatgctgaagtaactagtagtggtcaaggacccttattcaccaccataac(CTT)6(ATT)12174 133135607 133135780 AGATTTGCTTCATTCTCAAATACA AGCCTCTTGGATCCTCATCA 274

Ai09B27791 Araip.B09 27791 p3 (TAT)5 15 133136059 133136073 GGGTCTTGTAGCACCCACAC AAGACCCTTTTCCCTCACAA 247

Ai09B27794 Araip.B09 27794 p2 (TA)14 28 133151726 133151753 ATGGCTAGCCGGCTTAAACT CTTACCTCGCGTCGTAAAGC 264

Ai09B27795 Araip.B09 27795 p3 (ATA)5 15 133153014 133153028 ACCATTCAAAAATTGCCAAA TTGAGGATTGTTGGAAAGCA 277

Ai09B27800 Araip.B09 27800 p2 (TC)7 14 133166610 133166623 AGTTTAAATTCGCGCCCTTT TTGGGCAAGTCAGAGCTACC 279

Ai09B27802 Araip.B09 27802 c (A)11tataattttttaaagaaaaacgccaaaattcatggatgagaactcaaatattttgcatttttggtttctttctcctctttaatttaatgatacacataga(T)14125 133167137 133167261 AAATGAAATGACTAGAGGCAAAA AACGTTTCAGGTAACCCTCG 197

Ai09B27805 Araip.B09 27805 p2 (TG)7 14 133176286 133176299 AGAAGCGCGTTAAAACCGTA ATCTTCTTCGGAACCCCAAT 210

Ai09B27808 Araip.B09 27808 p3 (AAT)5 15 133185054 133185068 AAGGTTTTGTTTGGCTGTTTTT AGCAGGATGAATTGCTGATTT 273

Ai09B27812 Araip.B09 27812 p2 (TA)6 12 133207316 133207327 TCATCCAACCAATTTAGCTATGG TGTGGTTTGTTGCTGCATTT 236

Ai09B27814 Araip.B09 27814 p3 (ATC)23 69 133213180 133213248 CATGTCCAAATCTATTATGCCAAA ATGCCAGTCCACCTTCTCAA 271

Ai09B27815 Araip.B09 27815 p3 (CAA)5 15 133218718 133218732 TCCAACACGGCCTTTAAGAT GCGAGCCTCTGTGATTTTGT 272

Ai09B27820 Araip.B09 27820 c (T)13(A)11caatgtagaaaaaaagaaaaataaacaaggcaaggtcattaaaca(T)1079 133231120 133231198 AAGAAACCGTCACATAACACAGA TTGATGGTCCATTATATGATGCTT 256

Ai09B27823 Araip.B09 27823 p3 (GAT)5 15 133252237 133252251 AGCAAAGAAAGGGACCCACT GAGGTTCCCTCGGTAGAAGG 103

Ai09B27825 Araip.B09 27825 p2 (AG)6 12 133257529 133257540 ATAGGTGAGGGGTTTTTGGG ACGCCAGTAAGGGTAGCAGA 270

Ai09B27829 Araip.B09 27829 p3 (AAC)5 15 133300446 133300460 CCTCAGGTGACTATCCACTTCC AAAAATAGAAAGTCCCGTTTAAACATT 253

Ai09B27831 Araip.B09 27831 p2 (AT)8 16 133303501 133303516 TGTTAGTATGGAGAGATTTGGAAGG GTACCCGGACGTTGGTTATG 275

Ai09B27835 Araip.B09 27835 p2 (TG)6 12 133317249 133317260 CGGTCTGAGTTGCTTGATGA GAGAGATGCAAGAGTTGGGG 162

Ai09B27836 Araip.B09 27836 c (AT)16aa(AG)8 50 133320577 133320626 AAGGCTTCGAAACTGCTCAA ATATCCTTCATCGGGCTTCA 270

Ai09B27840 Araip.B09 27840 c (T)18catgcactttgaagaacaacctgaag(GAA)559 133326776 133326834 TGAAATTCAGGACGATCAACA CCTCACAGCCATTCCATTCT 136



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27841 Araip.B09 27841 p3 (TCT)5 15 133327759 133327773 ATGCACTCCCAGTTTTACGC TTGGAAGAAGAATATCCAAAAGC 159

Ai09B27851 Araip.B09 27851 p2 (AG)6 12 133350904 133350915 GGCCAATTAGCTCACCGTAG CCAGCTGGCTGATAGGTTGT 158

Ai09B27852 Araip.B09 27852 p2 (AG)7 14 133355615 133355628 TTTTCCTCGATCTCGATTGC CCAGCTGGCTGATAGGTTGT 270

Ai09B27853 Araip.B09 27853 p2 (TA)6 12 133362587 133362598 TCCAAATACAATTATTCACGGA TCAGTTTCAGTCTCTGCAAACAA 243

Ai09B27855 Araip.B09 27855 c (T)13(A)10 23 133367293 133367315 ATGGCTTCTTGGGAGGATCT GCACATTTGGTCTCTTTCACC 278

Ai09B27859 Araip.B09 27859 p2 (GT)9 18 133391690 133391707 CTTGAGTGAGGGGTGGGTTA TCCCTAAAATTCCCAATTTCACT 119

Ai09B27860 Araip.B09 27860 p2 (AT)11 22 133394719 133394740 CAGAATCATATTTTGGCCTACCA AAAATGCTAAATTATAAAGCACACAA 230

Ai09B27862 Araip.B09 27862 p2 (TA)9 18 133400678 133400695 TGACTTAGGAAGCAGTGGCA TCTTTTGTTGCATGATTGACA 232

Ai09B27864 Araip.B09 27864 p2 (TA)7 14 133405273 133405286 TCTTGATTCCCCATGCATTC TTTGTTGCATGAACGACAAAA 189

Ai09B27869 Araip.B09 27869 p2 (AT)10 20 133434168 133434187 AACTAACATGCATTTGGGTTTATAG TCATTTACCCTTTAAATTTGTCAGA 250

Ai09B27877 Araip.B09 27877 p3 (TTC)5 15 133445408 133445422 CTCAATCGCCAAATCCAATC AGGAGCCATCAATGAAGACG 259

Ai09B27879 Araip.B09 27879 p2 (GA)6 12 133449291 133449302 ATTGGGGCAGTTAAAAAGGG TGTGTAAATGTGACTCCGCC 132

Ai09B27880 Araip.B09 27880 p2 (AT)7 14 133450525 133450538 TGACTTAAATTCGACTCATAAACTCG TGAGCTTTCATGGACCCTTT 216

Ai09B27882 Araip.B09 27882 c (A)10gaaaaaag(A)1230 133453304 133453333 CGAATTTGACAAGTTAATTGTTTTGA CGAACAGAAAATGAGATGAGAGC 256

Ai09B27884 Araip.B09 27884 p2 (TA)7 14 133455648 133455661 CCATCAAAATCAATTTTTGGAGT TCTTCTTTTTCCTTGCCATGT 278

Ai09B27885 Araip.B09 27885 p2 (TA)7 14 133455960 133455973 AACTATTATTCCTCACAAGACGAGA GACCACAGAATATATACACATGGCA 280

Ai09B27888 Araip.B09 27888 p2 (CT)6 12 133458964 133458975 CAGTGATGCTGATTGATTCCA CCATGAGGGACAAGGAACAT 129

Ai09B27889 Araip.B09 27889 p2 (AT)6 12 133463327 133463338 CTTCCAAAACAATGGACGGT TGTCAAGCAGAGAAAAGAAAAGAA 269

Ai09B27890 Araip.B09 27890 p2 (TA)7 14 133463609 133463622 CACACCTTTTCAGCTTCCTTTT GCCAGATTTTAAGGGAGGGA 153

Ai09B27892 Araip.B09 27892 p3 (ATG)6 18 133468209 133468226 CTTCCCTGTGCTTGTTTCCT TGAGTTGATGAGTGAATTTGTGG 236

Ai09B27895 Araip.B09 27895 c (T)10atttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)1696 133471575 133471670 TCAGAAGCTAGAGCAAAACGA ACCCCTTTGTTGTAGCCCTT 273

Ai09B27897 Araip.B09 27897 p2 (TA)6 12 133473396 133473407 TTTGATTACAAAATCGTGCAGAA CCTTCTCATGTCCAAAGGGA 239

Ai09B27906 Araip.B09 27906 c (TGA)5ttttctgagttctgagtttatgttgttattctt(TTG)666 133511916 133511981 CCGAGTTCTGAGTTCTGGGT GCTGAACAGAAGCAACACCA 206

Ai09B27907 Araip.B09 27907 p4 (ATTC)5 20 133515112 133515131 AGGGAAATCTGGTTGCCTTT GGGCCTCAGTGAGATCAAAA 176

Ai09B27909 Araip.B09 27909 p2 (TC)15 30 133515646 133515675 TGGATTGTTGCAAGTGGTTG TGACTACCCCTTTTACCCTCA 255

Ai09B27910 Araip.B09 27910 c (TC)9(TG)7ta(TG)1360 133518145 133518204 ACTGGCCATGTTACTGCCTC CTCAAAGCTGGAACCGAAAC 213

Ai09B27911 Araip.B09 27911 p2 (AC)6 12 133522961 133522972 AAGCCAAGTGTCACCGAGAT TGGTCGAACCTCTTGCTTCT 125

Ai09B27918 Araip.B09 27918 p2 (GA)11 22 133526838 133526859 CCATGGTTTGATTGGTTTCTC ACTCGGCTGTGGTTGAGTTT 275

Ai09B27922 Araip.B09 27922 p2 (AT)10 20 133542405 133542424 ACCCTCAAAACCGTATCGCT TTGTTTTTGTTTGCGTACATTTG 263

Ai09B27923 Araip.B09 27923 p2 (AC)7 14 133542590 133542603 CAAATGTACGCAAACAAAAACAA TTTAGGATGGACGAGGAAGC 241

Ai09B27924 Araip.B09 27924 p2 (AT)6 12 133552193 133552204 CAAGATTGCAAGCCTCAACA GCTTGAGGAACTTGTGGGTC 225

Ai09B27925 Araip.B09 27925 p4 (ATAA)5 20 133557156 133557175 ACACTGTGGGAACATGGGTT TTCACATACTCATGCATCAACTTTT 280

Ai09B27926 Araip.B09 27926 p2 (AT)6 12 133563242 133563253 CAAGATTGCAAGCCTCAACA GCTTGAGGAACTTGTGGGTC 179

Ai09B27937 Araip.B09 27937 c (A)10ttataagtaatgtgattaagtaatgaaagtaaaattacattatttagaatgaaagtataaaattat(A)1086 133616992 133617077 TGTAACGTGATTAGAATGAAAGTGT GGACGAAAACGTTAGGAACAA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B27943 Araip.B09 27943 p2 (TC)6 12 133625046 133625057 TGCAACAACAACAGGGAAAA AGCTGCTATCGAGCCTTGAG 176

Ai09B27948 Araip.B09 27948 p3 (AAC)14 42 133656550 133656591 CAAACGTTGAGAACAAAAACGA TCCAAACGCAACCTAATAATTT 280

Ai09B27952 Araip.B09 27952 p3 (AAC)8 24 133662832 133662855 AAATTCGAACACAATGATAAAAGA TCTATCATCCAAACGCAACCT 206

Ai09B27955 Araip.B09 27955 p3 (AAC)6 18 133666767 133666784 CAAACGTTGAGAACAAAAACGA TCTATCATCCAAACGCAACCT 260

Ai09B27956 Araip.B09 27956 p3 (AAT)14 42 133667940 133667981 CCGATTTAAACTGATTTTTAGAATCTT TGAAAAATGGTTTTGACAAACAAA 280

Ai09B27958 Araip.B09 27958 p3 (AGG)11 33 133676249 133676281 TCGTGTTTAGGGGAAGATCG CAAGAGAAGGTCTTGGGTCG 161

Ai09B27961 Araip.B09 27961 p3 (ATT)5 15 133682180 133682194 GCACTGACCACTGCAAGAAA TGTGATCAAGCCTGTGGTGT 263

Ai09B27966 Araip.B09 27966 p2 (AT)6 12 133708622 133708633 GCCATTGATTACCATCAGACC AATTCTTTCGTCATTCTCAATTAAA 186

Ai09B27967 Araip.B09 27967 p2 (TA)6 12 133709225 133709236 CCATAATGACTTGATTCAGCAAA CTACGGGACAAAAGGTCAGG 274

Ai09B27968 Araip.B09 27968 c (TC)7tt(TC)17 50 133715028 133715077 TTTCGCAAGCAAAATTACCC GGCTGGGCTATGTTGATGTT 233

Ai09B27969 Araip.B09 27969 p3 (GAA)5 15 133715461 133715475 ACGCCGAGAGAAGAAGATGA TTTTGTTGTCGCGAGCTCTA 178

Ai09B27970 Araip.B09 27970 p2 (AG)97 194 133715662 133715855 CGAAGAGGGAGGAGAGAAAGA GAGGAAGTAGAAGAAGCTTTAGGTTT 280

Ai09B27972 Araip.B09 27972 c (T)10cgctattttttttc(T)1135 133721243 133721277 TTGCTCTTGCCTCTTGGTTT GCAAAGAACAAAGCTTGCAG 118

Ai09B27973 Araip.B09 27973 p3 (GAA)5 15 133722648 133722662 CGGTCTTAGGTGCCATCAAT CCACCCTACCCACCCTAAAT 261

Ai09B27974 Araip.B09 27974 p2 (TA)7 14 133726883 133726896 ATCTTGGGACTCGGTGTTTG GAAAACGCATCACACTCGAA 230

Ai09B27976 Araip.B09 27976 p4 (TATT)8 32 133731925 133731956 CCACGTTTCTCGTTTTTGGT GAGAGCAATGGATCCCAGAG 270

Ai09B27977 Araip.B09 27977 p2 (AG)10 20 133741703 133741722 GGTATCTGGGGAAGGGTGTT CAATTAAGGGGGCGTTTACA 154

Ai09B27987 Araip.B09 27987 c (A)11gc(A)10 23 133769773 133769795 TGAAGCAAGAAAAAGCAGCA TGCTCAAAGCCTTGAATCCT 120

Ai09B27988 Araip.B09 27988 p3 (AAT)7 21 133773790 133773810 CAGGTTCTGGATCTGCTTCC AAAATTTTTCCTCCCCCATC 264

Ai09B27989 Araip.B09 27989 c (T)11cgaaaatttttgaaatcaaaaataaaaataaaaataattagttaattaaaaagaaatttttgaaaaagggggagatattttcgaaaatt(AG)6112 133774042 133774153 GAATAAGATGGGGGAGGAAA CTTTTTGTTTGTTTCTTAACTTTTTCA 242

Ai09B27994 Araip.B09 27994 p2 (TG)7 14 133790143 133790156 GAGGAAGAGTACACTCAAATGGG GCAACACCTCAGGGCTTAAC 190

Ai09B27995 Araip.B09 27995 p2 (AT)6 12 133791962 133791973 GAAAAGCCAAGGAAACAGCA GGTTCCTCACTAGGCGTCTG 253

Ai09B27996 Araip.B09 27996 p2 (AT)7 14 133792515 133792528 ACAGAAGCCATAAACACGGG TTCCTGGGTTTGCCTAATTG 232

Ai09B27998 Araip.B09 27998 p2 (AG)6 12 133812432 133812443 GAACTGCGAAGAGAGAGGGA GTGCGAGAACAGACCTCCTC 262

Ai09B27999 Araip.B09 27999 p2 (CA)7 14 133813911 133813924 GGCAAGACCCAGAGTCAAAA TCATACCTGGTTGAAATGTTGC 256

Ai09B28003 Araip.B09 28003 p3 (CAT)38 114 133820067 133820180 TTCTTTTTGGTACATAATATTTGGATT CGCGGACAATTTGTATGAAA 275

Ai09B28008 Araip.B09 28008 p3 (TCA)5 15 133849600 133849614 TCTATGTGGTCTGCCGTGAG AAGCTCAAAAGCAAAGGCAG 251

Ai09B28009 Araip.B09 28009 p2 (TG)6 12 133852763 133852774 GAGGAAGAGTACACTCAAATGGG GCAACACCTCAGGGCTTAAC 182

Ai09B28012 Araip.B09 28012 p2 (AT)7 14 133868656 133868669 AAGTGGGAGATTGTTGGGAA AATCTTCAACCAATGAAGACCA 274

Ai09B28014 Araip.B09 28014 p2 (CT)12 24 133871717 133871740 ATTGGAACCGAGAACCCTCT GTAGCGGTAGCAACTTTCGC 191

Ai09B28017 Araip.B09 28017 p3 (TTA)6 18 133878708 133878725 TCAGAAAAACGATTTCAATCAAGA ATGGGAACTTGCACTATCCG 146

Ai09B28019 Araip.B09 28019 p2 (TA)6 12 133926733 133926744 GAAGAAGATTGTGAGTACAAAATTCAC CGTTCGGGTAGGGTTGTCTA 164

Ai09B28021 Araip.B09 28021 p2 (TA)6 12 133928461 133928472 TTTGTGCTTCTTATTTTACGGG TCACAAAAAGCATTGATTCCC 244

Ai09B28027 Araip.B09 28027 c (TA)7ataaaattatatgttgtaatg(TA)749 133934651 133934699 GCTTTGACTTTATCCTTCTGGG TCTCTCTACTTTTTATACTCCTTTCCA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28028 Araip.B09 28028 p3 (TTA)8 24 133935335 133935358 CATAAATTAGTTAAATCATCATCATCG AGAAGGAGGAGGAGGAAACG 203

Ai09B28032 Araip.B09 28032 p2 (TA)20 40 133961394 133961433 CTTAAACTCCACGAGCCGAG GCGTCGTAAAGCGAAGGTTA 267

Ai09B28033 Araip.B09 28033 p3 (CAA)5 15 133964804 133964818 TTGACTCAGATTCGGGCTCT TGGCTTGGATTGATGAGTGA 234

Ai09B28034 Araip.B09 28034 p2 (GA)6 12 133974882 133974893 GGGGAGGAAAGAAGAAAAGAAA GTCAATCAGTTTCAGCGCAA 241

Ai09B28036 Araip.B09 28036 c (TTC)6tta(TTC)1978 133981076 133981153 CACACATCCCTCCATCTCCT TTCCATCTCCCATAACTCGG 278

Ai09B28038 Araip.B09 28038 p2 (CT)7 14 133990150 133990163 TCTTGTGATTTCTTGTGAATCAA AAAGAGGGAAGGGATTTTCG 261

Ai09B28039 Araip.B09 28039 p3 (TCT)15 45 133993285 133993329 ACCCACCTCACCCTCTCTTT GCTATGCTTTTACCCCACCA 202

Ai09B28040 Araip.B09 28040 p2 (TC)6 12 133997659 133997670 TGCATCCATTCAAAGAGAGC CCAATAACAGTTTGTAACATGGGA 255

Ai09B28041 Araip.B09 28041 p2 (TA)8 16 134004071 134004086 CACAAAATCCAATGAGGGTTC TGGAATGTTATGCAATGCAAC 273

Ai09B28042 Araip.B09 28042 p2 (TC)8 16 134005059 134005074 TGCATCCATTCAAAGAGAGC CCAATAACAATCTGTAACATGGGA 259

Ai09B28044 Araip.B09 28044 p2 (AC)6 12 134013558 134013569 ATGTCCCAAGATTTCCCACA GCTCACTCGTCCAAATAGCC 194

Ai09B28045 Araip.B09 28045 p2 (TG)8 16 134016060 134016075 AGAAGATGGAAGAGGACCGT CGTTTTGCAGCTGTACAAGTTT 260

Ai09B28047 Araip.B09 28047 c (T)10cgcctattttttttc(T)1136 134023104 134023139 TTTAGCCGCTTAGACCAGGA GCAAAGAACAAAGCTTGCAG 235

Ai09B28055 Araip.B09 28055 p2 (AG)10 20 134079786 134079805 AGAACAGAAGGGGAAGGGAA AACGCTGACAGAAATGGCTT 202

Ai09B28056 Araip.B09 28056 c (AT)10aatggttttcattagatgaagattaatagatctcatttataaaat(TA)677 134085634 134085710 AAAAAGGACACTAATAATCCGAAA AGAGTCGCAGGTCAAAGGAA 242

Ai09B28063 Araip.B09 28063 p2 (TA)6 12 134110337 134110348 CCCTCGCCTTCATCTTGATA CAAAACCGCTCCCAAAAATA 182

Ai09B28065 Araip.B09 28065 c* (A)11caaaaacattgaataagggggaaagggggacatttaaccaaattttaaatttttattccagaaatacccctaacttaaatt(A)10(AC)10*121 134113305 134113425 TATGGTCCCGAAGGTTTCAG CTGAACCAGCGTGAATTGAA 248

Ai09B28067 Araip.B09 28067 c (CTT)7a(TTC)5actttcgttattgtcatcaccaacaccacga(CCT)1098 134120705 134120802 AGAGTCACGCGCTTCTTGTT CGACAATGACGATAGCGAGA 220

Ai09B28074 Araip.B09 28074 c (TA)6a(T)10gttgaaaaatatgaaatgagagtgggggcaagtgcccctcactactatgcatgggtccgtgcctggttgtggccaattaaacaagaataataataatag(TAA)5137 134149059 134149195 GGCTTTTAACAATTGGACTTTG CTTAGAAACTTGATTTGATAATTCCAT 279

Ai09B28076 Araip.B09 28076 c (A)11taaagatgtttcaaaataagaatttttgggaaacatgctcatgtgaagttaaagaaattaaattaccatgtgc(A)1094 134163075 134163168 TGGGAAACCTATTGGGAACA TCCCATGTGCATTGCTTTTA 225

Ai09B28079 Araip.B09 28079 c (TG)6accgtgagtgagagagggtgcggc(GT)954 134176975 134177028 TTCTGTGTCAGTAGCAGCGG CCTAATTTTCTACCCTTACCCACA 255

Ai09B28080 Araip.B09 28080 p2 (CT)6 12 134183094 134183105 ATCTCGACGGCAGTAGAAGC GAGCGTGTAGTTGAGGGAGC 269

Ai09B28081 Araip.B09 28081 p2 (TG)6 12 134183448 134183459 GCTCCCTCAACTACACGCTC CAGCCTCTCTCACTCACGGT 251

Ai09B28084 Araip.B09 28084 p2 (TA)6 12 134188610 134188621 CAAATGCACCATTCCCTCTT GGTGTCACGGTTTCTGTGTG 119

Ai09B28087 Araip.B09 28087 p3 (GAG)7 21 134195900 134195920 CCTTTTTCTTCGCATTCTGC TTCTTGTTATAGGCTTGAGTTTGG 201

Ai09B28089 Araip.B09 28089 p3 (ATG)7 21 134196424 134196444 GCCAAAACATGCATAGAAACA CCCTCTTCCCTCCTTTTCAT 240

Ai09B28090 Araip.B09 28090 p2 (AT)24 48 134202452 134202499 TGAGTCTTTGTGAATACGAACTGA GTGCGGAACTACAGGAGCAT 276

Ai09B28091 Araip.B09 28091 p2 (AT)8 16 134210642 134210657 AGCTCAGCATGAATTTGCCT GGCCCTCAGAAATTCAATCA 249

Ai09B28093 Araip.B09 28093 p2 (AT)12 24 134214366 134214389 CGATGCCATCTACGTTCAAA TCTTGGCCATCTTTAGCCAT 272

Ai09B28094 Araip.B09 28094 p2 (CT)6 12 134215109 134215120 TGCCACATGTTACTTTTTCATTG TGAGTGAAGGAATGAGAGAGATAGAG 110

Ai09B28096 Araip.B09 28096 p2 (AG)7 14 134217918 134217931 TTGGTCAATCCAAAGCTCACT CGCTCCTCCTCCTCTCTCTT 230

Ai09B28097 Araip.B09 28097 p2 (AT)9 18 134218286 134218303 GTTGAACCGATTGACCCAGT AATGTTGAAGTTGGGGTTCG 242

Ai09B28098 Araip.B09 28098 c (A)12ttcttcgtttgtttatcttttttataccattctatatggattcattcctttagtaaattcatta(T)1086 134219060 134219145 TGTTATTTTTGGATTGTGTAGCA TTCAACAAATTGATATGTCAAACAAA 275

Ai09B28100 Araip.B09 28100 p2 (CT)7 14 134225735 134225748 GGACAGAACTCCCCTTCCTC ACCGTCACTATTGGGTCGTC 113



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28104 Araip.B09 28104 c (A)10gcagcaacatttaaatggtgatagctcatctcacacccgacaatagctcctcccttctgtgtttcctccttttcactgcgtagcatct(TC)14126 134230980 134231105 CCCCACTTGAAAAACCAAAA GTATGAAGACGACGGAGGGA 209

Ai09B28105 Araip.B09 28105 c (TC)8taaccttctc(CT)1250 134231959 134232008 TCGAATTAGTGCAATGCTGC GGTAGAGGGGCTACCAGAGG 216

Ai09B28110 Araip.B09 28110 p2 (CT)6 12 134269353 134269364 GGGTACCAGACTGGCGTTTA ATAGGTGAGGGGTTTTTGGG 258

Ai09B28112 Araip.B09 28112 p2 (TA)11 22 134279454 134279475 GTGCTAGGTGGGAGACAACC TTGGATCTTACGCCGATTTC 233

Ai09B28115 Araip.B09 28115 c (A)10cagagagaacaacaaaaacaaacagagatcagaacaaaaataaaataattaaaaaat(A)1077 134294674 134294750 CCCCATTATCACTGCCAACT TTCAACTCTTCTGACGTGGG 280

Ai09B28116 Araip.B09 28116 p2 (AT)7 14 134297413 134297426 TCCGCATAATTAAACCTTCTCTTT CTCTACATCCGCGTATCCGA 267

Ai09B28117 Araip.B09 28117 p2 (AT)7 14 134298479 134298492 TCCGCATAATTAAACCTTCTCTTT CTCTACATCCGCGTATCCGA 267

Ai09B28118 Araip.B09 28118 p4 (TATC)9 36 134303182 134303217 GTTCAAGGCTTGGCATCAA GTGACACTTGGCTGGCTTCT 137

Ai09B28119 Araip.B09 28119 p3 (ATA)23 69 134304724 134304792 GCTTCTGCCTTTTTCTTTGG TTTTGCCTCCCTGTGATTTC 164

Ai09B28125 Araip.B09 28125 p3 (TTG)6 18 134325574 134325591 GCTTAATGGCGTCGTTTGAT CACAGAGAATGTCGTGTCGG 193

Ai09B28126 Araip.B09 28126 p3 (CCT)7 21 134326629 134326649 CGTGCCTCCTTTTTCTTTTC AGAAGAAGACGCAACATTGGA 131

Ai09B28128 Araip.B09 28128 p2 (TA)10 20 134336812 134336831 TCCTAACTCAGCCCGTGAAG GCGAAGTGGTTATCGGGTTA 207

Ai09B28130 Araip.B09 28130 c (CAA)6taaaagaatgatgattgagagaaaatacgca(AAG)667 134347952 134348018 TTCGGTTCATATGTGAATTGAGTT TTTTTCTTCGTCTTCGCGTT 262

Ai09B28131 Araip.B09 28131 p3 (AAC)9 27 134348789 134348815 TTCGTCCCCAAAATTCATGT TCCTCTGCTTCGTTGTACCC 240

Ai09B28132 Araip.B09 28132 p3 (TGG)5 15 134355141 134355155 TTGTTGTTTGCTGTTGATGGA CACCACCAGCACCTTTACCT 238

Ai09B28133 Araip.B09 28133 p3 (TGG)5 15 134355318 134355332 TGTTTGTTGTTTGGTGGTGG CCATCAGCACCTTTACCTCC 245

Ai09B28136 Araip.B09 28136 p3 (AGA)5 15 134360161 134360175 TGAGCTTGTGCTGCTTCTGT CTCTGCCTTCAAGGTTCTCG 105

Ai09B28137 Araip.B09 28137 p2 (TA)13 26 134362628 134362653 CGTCGGAAATATCCGTCTGT CCGAACATGTACTCATGGTGA 164

Ai09B28138 Araip.B09 28138 c (GAA)8gcgcggggagaag(AGA)552 134364801 134364852 AGAGGAGGAAGAACGCGAAG TTCTTCTTTCCCGGCTCTTT 279

Ai09B28139 Araip.B09 28139 p3 (TTG)14 42 134366725 134366766 ACATGACAGAGCACAATGGC GCGGCTATTTTTATTGCTGCT 277

Ai09B28141 Araip.B09 28141 p2 (TC)6 12 134370291 134370302 GTCGCGACACGGTAACTTTT TGTGTCGCCATCAAATTCAC 175

Ai09B28142 Araip.B09 28142 p4 (TTTA)6 24 134372823 134372846 TCCACATCATTCCAAGTCCA TCTTCCTTGAGCCTGGAGTC 276

Ai09B28144 Araip.B09 28144 p2 (GA)8 16 134379183 134379198 AAGACCCATGCTACTGCCAC CTCTTATTTGCGGCAGCTCT 269

Ai09B28146 Araip.B09 28146 p2 (AT)7 14 134419562 134419575 ACCCGGTTTGCGAAGATAAC TTTCAGATGCAGGTCGTGAG 262

Ai09B28154 Araip.B09 28154 p2 (AT)12 24 134444132 134444155 CAGGTTCAAGAAGCTTTGGC AAATGACAAATGTCGAGGGG 140

Ai09B28159 Araip.B09 28159 c (T)11cacttg(A)20 37 134450785 134450821 TGTGTCCGTCCATTTGTTCA GCAACCAACCAATAATGAAGG 260

Ai09B28163 Araip.B09 28163 p2 (TA)6 12 134468227 134468238 TTGTTCGTTGGGGAAGTAGG ACAAACTTGGATCTGGTCGG 109

Ai09B28164 Araip.B09 28164 p3 (GGA)5 15 134481941 134481955 GAAGAAGCCGAGGAGGAAAT GGCGAAGAAGAACTCCAGTG 177

Ai09B28166 Araip.B09 28166 p2 (AG)12 24 134497647 134497670 TCGGAAGACCTTTACGATGG TCTCCGGTCGTCTTCTTCAT 278

Ai09B28169 Araip.B09 28169 p2 (CA)7 14 134503120 134503133 TGGACGTTGGAAATCTTGTG TGTGCAAACGCTCTTAGCAG 244

Ai09B28172 Araip.B09 28172 p2 (CT)6 12 134513231 134513242 AGAGTTACCGCCGGAAAAAT GGGAGCGTGAGTGGTTAGAG 218

Ai09B28173 Araip.B09 28173 p2 (TC)11 22 134519336 134519357 ATCAACATGGAGGAAAACGC CCATAGTTACCATTGCCGCT 266

Ai09B28177 Araip.B09 28177 c (A)12tttgtaaatggtgtgcagttacgtatatagacatacgacggtaac(T)1269 134522213 134522281 GTAGGTTCAAGGCGCATGAT GCGATGCAGAACGAAAATTA 254

Ai09B28178 Araip.B09 28178 c* (A)13(AC)6*aaatccaatttaagtttgattattgatatttagattgattaaatattttataaaaagttatcaaattaattattaggtgccaaaaactgcacacac(A)10130 134524978 134525107 TTGTCAAAATCAAAGCGAATTTT GTGGAAGCGGATTGGAAGTA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28179 Araip.B09 28179 p2 (TA)11 22 134529442 134529463 CACATTGCCAACCACATTCT ATCAAGTCCCATCCGAAAAA 249

Ai09B28184 Araip.B09 28184 c* (ATA)6(ATAATG)5*45 134539594 134539638 GGATTTACTTAATTCAAGCAATTTGA TTGATCAAAATTCAAATGCAAA 241

Ai09B28185 Araip.B09 28185 p2 (AT)8 16 134540028 134540043 TGCAACAAAGCCACCAACTA GCTTCAGTTTTGAGTGTGCG 238

Ai09B28186 Araip.B09 28186 c (A)10cagctcac(A)1028 134540959 134540986 TGCTGGATGGTGCTAACTCA AAGCTTGTTTCAACAGGTTCATC 176

Ai09B28189 Araip.B09 28189 p3 (ATA)25 75 134559546 134559620 ACATTTTTCCCTCGCCTTTC AAGTGGGGTTTTAAGTATAATTTTGT 261

Ai09B28190 Araip.B09 28190 p3 (AAT)5 15 134568124 134568138 CAGCTTCAAGGAAACATTTTCAA TTCCATTTTTATGACCATTTTGG 270

Ai09B28195 Araip.B09 28195 p2 (AG)13 26 134585932 134585957 AGAGCTTTTTCCACACCGAA ATTCAAACCATTTCCCTCCC 254

Ai09B28199 Araip.B09 28199 c (T)11gaaagcaagagctcaacacaa(T)1042 134598866 134598907 TGAACCATTGCTTTTTGTGTG TTGGATTGAAAACTTTGCTCA 278

Ai09B28201 Araip.B09 28201 p2 (TA)6 12 134607349 134607360 CATTTTTCATCGATGCGTATTT AAGCACGAGGACAAATTAGGA 246

Ai09B28204 Araip.B09 28204 p2 (AT)6 12 134624217 134624228 TTTGTTTGAGGTGCATGGAA CCCTTTATTTTACAGAGGGTATGG 280

Ai09B28206 Araip.B09 28206 c (AT)7gttaaaaaaaagaaaaattcaaacgttcagaaccctcaggccctcacccacccctgcccctt(TC)790 134624749 134624838 CCGGCTTAAAAACTGGTCAA GGAAAAGAAGAGCTCGGTGA 234

Ai09B28213 Araip.B09 28213 p4 (TTAT)6 24 134658858 134658881 AATGGTGGCATGCCTAAGTC GAAGTGGGGCTTCAAACAAA 142

Ai09B28217 Araip.B09 28217 p2 (AT)13 26 134676920 134676945 TTATGAATGGTGGAGGAAAAA CCTTGGGCTCCATTTGATTA 224

Ai09B28221 Araip.B09 28221 p2 (AC)18 36 134699996 134700031 CCATGAGGCCTGTGATTTCT AGGAAAGCATGGTTTGGTTG 268

Ai09B28222 Araip.B09 28222 c (ATT)8ccatccagtcatatacctacaaacacaaatgcacccacacataagtacataacacatacggagagggattaagaaaggaaaaaagaaagaaagaaag(GAAA)5141 134708100 134708240 AACAGTCTTCTTGCACCATTGA CTAGCGCTCTCCCTCTCTCA 259

Ai09B28223 Araip.B09 28223 c (TA)8ttatgtaagaagtcttgtatatgaacctatgcctgc(T)1062 134710710 134710771 TTTTCAGGAACCGGATGAAG CGAATCGCTGATTTGTTTGA 241

Ai09B28225 Araip.B09 28225 p3 (ATT)5 15 134725988 134726002 TCATGTGTAGGTTTTGAAACGG CTTCCCCTAGCACTCTCCCT 279

Ai09B28228 Araip.B09 28228 p3 (GAA)8 24 134762498 134762521 GCAAGAAAATTCAACACCGAA CCCGTTTTTCATTCCCTTCT 236

Ai09B28229 Araip.B09 28229 p2 (CT)7 14 134762912 134762925 TTTACGCCGATTTTCATTCC TTTTGTCCCAATTTCAAGCC 263

Ai09B28232 Araip.B09 28232 p2 (TA)6 12 134764370 134764381 TGAGAATAAATGATCTAGAGCCAA TCTGCAAGAAATTGTCTTTGTTT 223

Ai09B28234 Araip.B09 28234 p2 (AT)6 12 134765418 134765429 TGCTGCTGAGGCTTAATTCAT TGAGGCAAACAGCTTTGTCA 275

Ai09B28242 Araip.B09 28242 p2 (CT)8 16 134830011 134830026 AAATTTCAATCACATCCTTTTCAA AAAAGAGGGAATGGATTTTCG 191

Ai09B28244 Araip.B09 28244 p3 (TTG)5 15 134839067 134839081 ACGCGATTTGAAGAGGCTAA CACTACCGCTGCTCAATCAA 137

Ai09B28246 Araip.B09 28246 p2 (AT)6 12 134843827 134843838 GTCAGCAACTCGTTCGTCAA TCAAGACACGAGCAAACCAG 161

Ai09B28247 Araip.B09 28247 p2 (TA)9 18 134845667 134845684 TGTACATGGAGGACCGTGAA TCATGAATGGGAGGAGAAGC 185

Ai09B28250 Araip.B09 28250 c (CT)12(CA)11 46 134852996 134853041 GAGCGTAAATCCGACGGTAA CATAGGTTGCAGCAGCGATA 224

Ai09B28258 Araip.B09 28258 p2 (AT)6 12 134898158 134898169 TGTCGAAATCACTTTAACACCG CCACATTGCTTTTCTCCCAC 279

Ai09B28260 Araip.B09 28260 p2 (TA)6 12 134901866 134901877 CAATGTCGTTGTTGTCGTTCTT TGATGTTCAAAAATTTTAGCGTTC 159

Ai09B28262 Araip.B09 28262 p3 (CCA)5 15 134913347 134913361 GCTGCAAATGCCACTCCTAT GGGGTACCACGTGATGATTC 132

Ai09B28263 Araip.B09 28263 c (A)12tttaaaaataaataagtttaaaaaagtg(A)1050 134916424 134916473 TCGGAAAGTTCTTAGGTGGC GCAGGTATTTCTTTCCGGGT 273

Ai09B28264 Araip.B09 28264 p2 (AT)6 12 134919787 134919798 GTTTGTGCATGCCAAGTGTT CATAAGATGCAAGCCATGATT 236

Ai09B28266 Araip.B09 28266 p2 (AT)8 16 134921077 134921092 AGAGCGAAATTGAGCGACAT TCCGTCGGTAACCAAAAATC 259

Ai09B28267 Araip.B09 28267 p2 (TA)10 20 134922999 134923018 GCCTCCTTCATTCAGCAAAA CAGTGGCAAGGTATGAGAAGC 277

Ai09B28268 Araip.B09 28268 c (T)10gttttctgacaaaaaatctctctgaaattctgtctgtatttccgtgggaataaatccgtcggaaatatccgtctgtaataactaattttctagtagtg(AT)10128 134928531 134928658 TCGATGGATTCTCTTTTCCG ACCTTCTTCAAGGAACCCGT 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28269 Araip.B09 28269 p2 (AT)6 12 134932963 134932974 CGTCTGTATTTCCGTGGGAT TGGAATTGAATGGGGATCAG 208

Ai09B28274 Araip.B09 28274 p2 (GA)7 14 134956890 134956903 CTCACCCAATCACCCTCACT CATCGCGTTTTCTCTTTTCC 212

Ai09B28275 Araip.B09 28275 p5 (TTTTG)5 25 134957480 134957504 TCCAGCTTCCATGGTTTTTC AAAACGGCATTGCTTCAAAC 251

Ai09B28276 Araip.B09 28276 p2 (GA)7 14 134959433 134959446 CTCACCCAATCACCCTCACT CACCCCCTTCTTCTCTCCTC 232

Ai09B28277 Araip.B09 28277 c (CT)6gagttcagattttctcttcttcttttcttctactcacataagggaacctctatacttgggcaaaaaggatccc(TAT)5100 134966026 134966125 CTCCCTCACTCCCCAAAAAT TTCTTGTCCTTGCTCCTGCT 171

Ai09B28278 Araip.B09 28278 p3 (TTC)5 15 134968426 134968440 CCCCTCCCTTCCCTGTATAA GCTTTTGTCTTCCCTTTCCC 265

Ai09B28280 Araip.B09 28280 c (T)13gtgttttggatgtcttttgttaaaggtttggaa(T)1460 134970085 134970144 CTCCCAAATCTCCCGTCTTT GGCTATTTTCGGATGTCGTC 260

Ai09B28284 Araip.B09 28284 p3 (ATT)24 72 134985930 134986001 AATCTTGCCAACTGCCTCAC AGAAGGGGGTATCGAAATGG 259

Ai09B28287 Araip.B09 28287 p2 (AT)14 28 134997292 134997319 TTTTGAAAATCCTAAATTCTAGTCCT TCGATTAAATCATGTTATTTTTGTCA 253

Ai09B28289 Araip.B09 28289 c (A)11gacgacgaagataacgaaggagaat(GAA)757 134999046 134999102 CGTTGTCGTCACTAACGGTG CTTAAGATTGCAAGGCTCCG 250

Ai09B28291 Araip.B09 28291 p2 (AT)6 12 135000396 135000407 TCGGAAACGGAATAACTTGC CTCAAATTGGAGGGTGCATT 261

Ai09B28294 Araip.B09 28294 p2 (TA)7 14 135012263 135012276 AAGGTGGTGGATGCATTAGC GCTACCAGAACCAATGCCAC 255

Ai09B28295 Araip.B09 28295 p2 (TA)8 16 135012720 135012735 CAGTTAGCCACCAAAACCAA TTGTAATGTCAAGCGCAACG 170

Ai09B28297 Araip.B09 28297 p4 (AAAT)5 20 135013536 135013555 AAGAAAGCAAGAGAATGCGG CAAATTTTTAGACTGAATGTTTTAGGA 225

Ai09B28298 Araip.B09 28298 p3 (ATT)14 42 135020758 135020799 AATCTTGCCAACTGCCTCAC AGAAGGGGGTATCGAAATGG 229

Ai09B28300 Araip.B09 28300 p3 (ATT)51 153 135031749 135031901 AATCTTGCCAACTGCCTCAC TTCTTAATTATGTTCCATGCCA 244

Ai09B28301 Araip.B09 28301 p2 (GA)7 14 135045119 135045132 TGACAGGGAAGGGAGAAGAA AGCAACTAACGGAGACGGTG 271

Ai09B28302 Araip.B09 28302 p3 (TGC)6 18 135045512 135045529 GCTGCTCCATTCCTCTGTTC GACGTGACTCCAACTTCGTTC 227

Ai09B28303 Araip.B09 28303 p2 (GA)7 14 135046487 135046500 AAGAGGAGAGGGAGGAGCTG AAGGCTGAGCAACTAACGGA 263

Ai09B28304 Araip.B09 28304 p3 (TGC)6 18 135046880 135046897 GCTGCTCCATTCCTCTGTTC GACGTGACTCCAACTTCGTTC 227

Ai09B28305 Araip.B09 28305 p4 (ATAA)5 20 135060792 135060811 AAGAGTTCTTGGAGCCGACA ATCCTCGGAGAGTGATTTGG 262

Ai09B28309 Araip.B09 28309 c (T)10gtgttttggatgtcttttgttaaaggttttgaa(T)1053 135067989 135068041 CCTTAAGCTGTGGATTTTTCG CCAAAGGCTATTTTCGGATG 234

Ai09B28312 Araip.B09 28312 p3 (ATT)13 39 135077058 135077096 AATCTTGCCAATTGCCTCAC TGGTTGGATCATTGCTTTTG 239

Ai09B28314 Araip.B09 28314 c (T)11gtgttttggatgtcttttgttaaaggttttgaa(T)1155 135090510 135090564 GCCGTGAATTTTTCGTTTTT GGCTATTTTCGGATGTCGTC 225

Ai09B28316 Araip.B09 28316 p2 (TA)7 14 135099314 135099327 GCTTCTTAAGATTATGTCTTTGAATTG GTGTAGCCTTAGGTCTCATTATTTTT 240

Ai09B28318 Araip.B09 28318 p2 (AT)7 14 135117632 135117645 TCGTGAGCTGGCTCGATTAT GCTCACGAGTTGGCTCAAA 274

Ai09B28319 Araip.B09 28319 p2 (AT)9 18 135118821 135118838 CCAACTTTTCATTATCGACGC TGAATCAAATCTTGAATTGGTCTAAA 233

Ai09B28320 Araip.B09 28320 c (A)11gacgacgacgataacgaaggagaat(GAA)6gatgatgat(GAA)1093 135120566 135120658 TGACGATGGAGTCGTTGTTG GCTCCGTTGATTAGCCTGAC 280

Ai09B28322 Araip.B09 28322 p2 (AT)6 12 135121950 135121961 TCGGAAACGGAATAACTTGC GCTCAAATTGGAGGTGCATT 261

Ai09B28325 Araip.B09 28325 p2 (GC)6 12 135124785 135124796 CAACTCTAAGCCCCTAGCCC GATGGAGGTTGGAGAAATGG 237

Ai09B28326 Araip.B09 28326 p2 (CT)7 14 135125134 135125147 CCCTCTTCCCCTCAGTTTCT GCCTTTATCCGACATCCTGA 261

Ai09B28327 Araip.B09 28327 c (AT)6aaaggaaagaaaaaaaatgatgaaaagaaaaaaataaaatgaaag(A)10gagaagaaaaaaaaataataaaaggggacaaaatgccccaaagtgaagtcaataaaaaggaatcaatgcataggtgttgtgaatcaaat(A)10166 135126999 135127164 GACCTTATGCATTGATGTTCTTG TGCGAGCTATTCTAACTACCCA 271

Ai09B28329 Araip.B09 28329 p2 (TA)6 12 135139341 135139352 TTAGCCACCAAAACCAATGC TTGTAATGTCAAGCGCAACG 164

Ai09B28333 Araip.B09 28333 p2 (AT)27 54 135145299 135145352 CCTCGCTGAGCGTCTAGAGT TGAAACTAAGGCCGGCTAGA 273
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Ai09B28335 Araip.B09 28335 p2 (TA)6 12 135150900 135150911 TGGAGTTGGTTGGTTTTGGT AAGCTCCAAACTTGACCTGC 154

Ai09B28340 Araip.B09 28340 p3 (GAG)5 15 135166808 135166822 TTTGCAACATGATGTGTTTCTTC GCATCGAAATTCAAATCCAAA 227

Ai09B28345 Araip.B09 28345 p2 (AG)9 18 135170044 135170061 TCTCAGACTCATTCTATTTTGTAACGA CAGAAAAATCTAGGTCTTGATTGGA 175

Ai09B28346 Araip.B09 28346 p3 (ATT)5 15 135170518 135170532 TTGCTCACTTTTGCAAAGCA TGTCTTGTGTTATGTCGTGGG 207

Ai09B28352 Araip.B09 28352 p3 (AAG)15 45 135186730 135186774 TGGAAATTTTATTCGCTCCC AGTGGCGTGGACATCTCTCT 245

Ai09B28353 Araip.B09 28353 p4 (AAAT)6 24 135190107 135190130 CCCTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 168

Ai09B28359 Araip.B09 28359 p5 (TTGTG)5 25 135225818 135225842 TTGCTCTGTGCACTTGCTCT AATAGGAGTATCGGCAGGCA 221

Ai09B28360 Araip.B09 28360 p3 (TAA)5 15 135231034 135231048 AATCCCACCCTACCCAATTC TCTTCCAATTGTCTATCTATAAAACG 172

Ai09B28361 Araip.B09 28361 p3 (TCA)5 15 135231993 135232007 GCCATTTTCTGATGATGCAC GGCTTGAAATTCCATCAGGA 169

Ai09B28364 Araip.B09 28364 p2 (TA)10 20 135240963 135240982 TTGGGATAATTTTGTCCCCTT CAGAAAAGCCACAAGTGAAGTG 257

Ai09B28365 Araip.B09 28365 p2 (AT)10 20 135246854 135246873 CGAGGTTTCTTTTTCTACATCAA AGCTGAGAGTTGATTAAGGCAC 115

Ai09B28366 Araip.B09 28366 p2 (TA)7 14 135249094 135249107 AGGTCTTGGCATTGAGCACT ACCCCCTTAGCCAACTTTTG 259

Ai09B28368 Araip.B09 28368 c (AG)7taataaatgattaga(T)1039 135253898 135253936 TGGGGAAAGTTAAAAGGCAA TTGGATCGGAGTGGATTCTC 230

Ai09B28372 Araip.B09 28372 p2 (GT)6 12 135261040 135261051 CAATCAGCACTGCATTAACGA GCTTCCATGACTAATTTTTACATTC 270

Ai09B28373 Araip.B09 28373 p3 (TAT)5 15 135262011 135262025 CCCCAAACATTAAGGACAAAAA AGCTAAGGAGGCTCACACCA 153

Ai09B28374 Araip.B09 28374 c (T)10aatcaaatttttatttttttctttttttcatctc(T)1155 135263941 135263995 AATTCCTAACAAGGAGCCTAGC AGCAAACATTCACTGCACCA 147

Ai09B28375 Araip.B09 28375 p2 (GA)26 52 135270870 135270921 GTGTGCAGGCCCAAAGTTAT TCCTCTGGTGTGTGAGTTCG 240

Ai09B28381 Araip.B09 28381 p3 (GGA)5 15 135285837 135285851 CAAGGATTGAAAGGAGCCAA TCCACATACACCACCTCTCG 258

Ai09B28385 Araip.B09 28385 c (T)12aaaaaatgaaacctataatgtaacattgacttacaatgaatgatgatcaatttacacaccatg(A)1085 135304791 135304875 GCCACACTCTCTATGGACCC GCACATCACACAAACTTTTGCTA 279

Ai09B28389 Araip.B09 28389 p2 (AT)10 20 135336719 135336738 GAGAAGAAGGGGGTTCCAAG TTTATAATATGTTCCTCGAAAATCG 143

Ai09B28395 Araip.B09 28395 p3 (CTC)5 15 135371489 135371503 CGTGCTCATTCTCCTTCTCC TGTTTGCAAAATGTTGGTGTT 126

Ai09B28397 Araip.B09 28397 p3 (GAA)5 15 135372587 135372601 CGACTGAGAGAAAACACGCA TTCGCTTTCCTCCTTCTTTG 113

Ai09B28401 Araip.B09 28401 p3 (AAT)5 15 135380337 135380351 GGCGTCCTTAATTATGCCAA CCAAAGTTGATTTTTCCCCC 120

Ai09B28402 Araip.B09 28402 c (A)12gaaaaagaaaaagatcaagatagcttagctagcacacactaaactactaaagcatgtaaataaataatatataattatatatacgt(ATAA)5118 135380521 135380638 TTTGTCAGGGTATTTGCATGA CCATACATTCTGTGGGGTCC 233

Ai09B28404 Araip.B09 28404 p3 (ATT)12 36 135384069 135384104 GCAAAAGATTAACGCAATTTGA TCACGCATCAAAAACTTGGA 209

Ai09B28406 Araip.B09 28406 c (A)11g(TGA)5 27 135391010 135391036 TTGAGAAGGTAAAAGAAGAAGGAAA CCTCCTTATCATTTGCTGATGC 100

Ai09B28410 Araip.B09 28410 p4 (AAAT)5 20 135397047 135397066 CAACCTCAAAATGTTTGAAAATC GGGTATTTTGATTTGCCCCT 258

Ai09B28411 Araip.B09 28411 p2 (AC)7 14 135397894 135397907 GGGAATTTGTGGACAATACAAAA TTTAGCAACACCTTGACCCC 240

Ai09B28412 Araip.B09 28412 c (TC)8(AC)7 30 135399256 135399285 CAGCAGCAGCAAGTCTTCAA CCCATTTTGCACATACCCTC 277

Ai09B28415 Araip.B09 28415 p2 (GA)12 24 135406388 135406411 TTCCTTGTCACTTGCTGCTG CCCACAGGCCATAATTCTCT 158

Ai09B28416 Araip.B09 28416 p4 (TTAT)7 28 135407585 135407612 TCAGAGACCTTCATTCAATCTCC TCGCGAGTTCGAGTCTCTCT 185

Ai09B28417 Araip.B09 28417 p3 (TGG)7 21 135408567 135408587 CTTCAGTCATGGCCTTTTGA AACTAACCCCTTCATGGCCT 278

Ai09B28418 Araip.B09 28418 p2 (TA)8 16 135415983 135415998 AAACATGGATGCAGAATAGCAA TGAAAAAGTAAAGATATTCAATGCC 279

Ai09B28422 Araip.B09 28422 p2 (AT)8 16 135427177 135427192 AACAATTAAAATGTGCAATGTGAC GGACGAATTTGACCATTTACTCA 263
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Ai09B28423 Araip.B09 28423 p2 (TC)6 12 135427300 135427311 AACAATTAAAATGTGCAATGTGAC GGACGAATTTGACCATTTACTCA 263

Ai09B28425 Araip.B09 28425 p3 (TTA)5 15 135429767 135429781 CAGGTGTTGTATTTTGCTGATGA TCCAATGTGAAGAACAAAGCA 189

Ai09B28434 Araip.B09 28434 c (TC)9ctcaactagcagcaaaaacaatcctcttaaaacatttttttttg(TA)776 135452183 135452258 AAAGATGTGTCTGTGAATTGGAA GCCCCTATAAGTGAAAGTTACGG 276

Ai09B28442 Araip.B09 28442 p2 (TA)6 12 135467768 135467779 TTAAGAATTGCACGCACGAG TCATTTACGATAGCACGTGTAAAA 197

Ai09B28443 Araip.B09 28443 p3 (TAT)5 15 135468436 135468450 GCGCGTAAACTTTGGCTAAC GAGGGTCCAGAATTCGATGA 159

Ai09B28446 Araip.B09 28446 p2 (AG)12 24 135469399 135469422 TAGAGAGAAGTGGGGCCAAA TAGGTGAGGCTCCTCCTTCA 126

Ai09B28447 Araip.B09 28447 c (T)11c(T)11 23 135471589 135471611 AGCAACTAGCAACCCATGCT TGCGTAAACAACTAAGTATGGAGC 271

Ai09B28451 Araip.B09 28451 p3 (AAT)5 15 135477791 135477805 ATCAATGCCTGCAATTCACA AAAAAGTTTCAACTTGTAGTGTCCTT 269

Ai09B28452 Araip.B09 28452 p2 (TA)8 16 135484942 135484957 TGTTAGGTTAGGCTGGTGGC GTTGTTGTTAGGGGTGGCAG 215

Ai09B28456 Araip.B09 28456 p2 (GC)6 12 135506858 135506869 TGCGCATCTCTATGCAAAAC CGATGCCTTGATGTGTTTGT 183

Ai09B28463 Araip.B09 28463 c (CT)9tccctttttatttatcttccacttcacata(CT)6cac(ACA)6atacactattcactctcttctattctcttctctcctcaaattctta(TTC)6145 135521501 135521645 GTCTTTGGTCGGCAAGTGAG GGCGTGCCATAGTTGAGAAT 265

Ai09B28464 Araip.B09 28464 c (A)10ttttgttttgtgctg(A)1035 135523866 135523900 TTTCTTCCCATTTTCGGTTG CATTGTGCCATAACTTGCTCA 273

Ai09B28465 Araip.B09 28465 p2 (TA)9 18 135525169 135525186 GGCACCACTAATGAGCCAAT ATTTGCCCAAAATTTCATGG 253

Ai09B28467 Araip.B09 28467 p2 (TC)6 12 135530671 135530682 TTGCAATTAGAAAATTCATCATCA AAATGGTATCAATTTTGGGCA 170

Ai09B28470 Araip.B09 28470 c (A)10ttgaaaacgatgtaattttgtgtttattt(A)1453 135535378 135535430 CCGTTCGTCGGAATCTTAAA AAGCTTGCTTGTGAGGGAGA 235

Ai09B28471 Araip.B09 28471 p3 (GAA)5 15 135536179 135536193 TCTGAAGATGTTGTTGTTGTTGC CCTCAAATTCGTCCCTGAAA 255

Ai09B28475 Araip.B09 28475 c (A)11ggtgaaaaacgaagcagcaatacattcatcgagcttctttaccaactagtttgttcttctttcttccacttacca(TC)698 135545559 135545656 GCTCTTGTCACGTGCGATAC GAACGGGGTAAGGAGAGGAA 234

Ai09B28476 Araip.B09 28476 p2 (GT)9 18 135548129 135548146 CTGAGCCACAACCCCATAAT TCATGTCTGACCCAATGAACA 176

Ai09B28478 Araip.B09 28478 p2 (CT)14 28 135550888 135550915 TGGTTGCCAGAACTCTGTTG TGCAAAAAGGCACCAAAAAT 275

Ai09B28483 Araip.B09 28483 p3 (AAC)5 15 135569498 135569512 CCCAAAAACTTATATGCGAAAA AAAACCGACAGAACACCCAG 258

Ai09B28484 Araip.B09 28484 p2 (TA)6 12 135572722 135572733 CAACGCGTTACTTCTGGACA ATCACAAAAGCTGGAACGCT 273

Ai09B28487 Araip.B09 28487 c (TTC)23tgcctttattattgttgtttctgattacttctgcttctgattgattatattattttattgtta(TTG)6ttctgtttctgtttctgctcctgcttcttctgtttctacttgattccattgttgattcatcgatgattca(TTG)5235 135580521 135580755 GGCAGTTTTGGGTGGCTC AGAAGCAGCAGCAGGACG 278

Ai09B28488 Araip.B09 28488 p3 (TAT)5 15 135582081 135582095 TTGAAAACATAATGCCAATTTTT TGCTTTTATGTGTAAAACGTCTG 276

Ai09B28494 Araip.B09 28494 c* (T)11(TCA)6*tgatcatcaccatcttc(T)1055 135596742 135596796 TCTTTCTCCTCCTTATCTTGTGC GAATGTAAGTTCATCCTCTTCCAAA 235

Ai09B28497 Araip.B09 28497 p3 (GAT)5 15 135604019 135604033 GCCCTCTATCATTGATGTCTCTTT CAAATGATACAATGTTCTAATTATCCA 276

Ai09B28498 Araip.B09 28498 c (AT)8ttttttatattaggagtgagattcgaattcgattatcgctatcggatttacc(T)14acttttcttttcagttatttacttatttctttttcttcttcatttgtttttttac(T)10147 135604242 135604388 TGGAAAATAACAGTAGTCAAAGAATCA AAAACTGTACCCACCCCACC 246

Ai09B28500 Araip.B09 28500 p3 (GAA)7 21 135605473 135605493 TCCTCCTTCTTCCCCTTCTC TCCTTTTCCTCCTCTCATCTTC 273

Ai09B28515 Araip.B09 28515 p4 (ATAG)9 36 135647263 135647298 CACCACTCATATTGGTGGGAA GAGCAACCCTGTAAGGCAAA 279

Ai09B28516 Araip.B09 28516 p2 (TG)6 12 135647823 135647834 TGACCATTTGGGAAGATGCT CAGTTGCTTGGATTTTGTGG 277

Ai09B28518 Araip.B09 28518 p2 (CT)6 12 135649011 135649022 GAAATTTGTGCCTCGCTCTC GAAATGGTGGCTCGCAATAC 162

Ai09B28519 Araip.B09 28519 p2 (AT)6 12 135651942 135651953 GTCGTGGCTGTTGAAAGGAT CAACACAAAGAAACATACCCACA 278

Ai09B28521 Araip.B09 28521 p2 (AT)6 12 135660106 135660117 TGTGTGTGTGTTGTGTTCTTGTT TTTCTCTTTTTCCTTCTTCTTCTTTC 257

Ai09B28522 Araip.B09 28522 p2 (AT)6 12 135660644 135660655 TTGACCAAATTAAAAAGGTTAAATGA TCTCTTTTTCCTTCTTCTTCTTTCTTT 276

Ai09B28524 Araip.B09 28524 p2 (TC)23 46 135662471 135662516 GGGGTCTTCTCTTCTGATGG TATGGTGATAACGCGTGTGG 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28525 Araip.B09 28525 p2 (CT)24 48 135674429 135674476 GGAAGGTGTTTCCCCTTTGT GGACAAATTTGAGACCAACCA 268

Ai09B28528 Araip.B09 28528 c (T)10gttaa(T)10 25 135676598 135676622 GATTGTCACACGTGGGTAGC ATTACCGAATTTCACACGGC 209

Ai09B28531 Araip.B09 28531 p3 (TAT)13 39 135681479 135681517 TTCAGCTTCTTTTTATAGCTTTTTGA TGTTGGATATTTTTATCGCGTTT 280

Ai09B28535 Araip.B09 28535 p3 (ATT)14 42 135688893 135688934 CTGATCCAATTTTGTCGGAA TCACTTTTTGCTTCTTTGGTCA 267

Ai09B28538 Araip.B09 28538 p2 (TA)6 12 135695042 135695053 CGTATGAGCTCCCCATTTGT TTATTTGTGTGCTTGATTTGGT 276

Ai09B28541 Araip.B09 28541 p2 (TC)6 12 135697710 135697721 CTGAAAATTGGGTAGGCTGG CCACCGAATAGGCAACATCT 171

Ai09B28542 Araip.B09 28542 p2 (TA)6 12 135700376 135700387 GGTGCAACAACTTGTGGAGA CAACGTTGATGAGCAGAAAAA 236

Ai09B28544 Araip.B09 28544 p2 (TA)6 12 135701820 135701831 GGTACAGAAATCGGACCCAA TGGGTCGGAAAAAGAATACA 195

Ai09B28547 Araip.B09 28547 p3 (ATA)12 36 135710452 135710487 TGCCTCCTCTTCTCAACGAT AAACAGGGTTGGGGTGGT 263

Ai09B28551 Araip.B09 28551 p3 (AAT)13 39 135721127 135721165 AACACACAGGACACACAATCTTTT TTCTTGCCCATACGAAGTCA 265

Ai09B28554 Araip.B09 28554 p3 (TAT)5 15 135728322 135728336 CCCACCAAACCAAACTGATT AGCTTGCTTTGGAACCTTGA 119

Ai09B28557 Araip.B09 28557 p2 (AG)8 16 135731297 135731312 CTGATGCCTAGACGGAGGAG GGTGTTATCGTTGCGAAGGT 152

Ai09B28564 Araip.B09 28564 p2 (AT)6 12 135741619 135741630 AATGGTTGAAGGCCAGCTTA AAGTGGTAGCAGTGGTTGGC 250

Ai09B28575 Araip.B09 28575 p2 (AT)7 14 135793988 135794001 TTTCTATTTCTTGCAGGGGAAG TCCCACAGAGATTTTCCACC 225

Ai09B28577 Araip.B09 28577 p3 (AAT)6 18 135795383 135795400 CGGAATATTTTGGTGTTTTTCA GAAGGCAACAACCCATTTTT 276

Ai09B28578 Araip.B09 28578 c (T)10gaattaaagctcgacacaacaggtggagcatagggaccagcagcatagaaaaactagtaact(A)1082 135795666 135795747 TTTTAATGGCCGCACAAAGT CCGGAGATGACAAAGGGATA 245

Ai09B28579 Araip.B09 28579 p2 (AT)7 14 135799048 135799061 AAAATAATGCTCAAATTCGCAA TTTTATTTTCCATCCAATTCAAA 206

Ai09B28580 Araip.B09 28580 p2 (GA)8 16 135800606 135800621 ATTGGATTTTTGGGCTCCTT TTTGAGTTCGATCCAACGGT 240

Ai09B28581 Araip.B09 28581 p2 (GA)6 12 135805395 135805406 TTTTTGGGCTCCCTTCCTAT CGATCCAACGGTTAACGAAT 222

Ai09B28582 Araip.B09 28582 p3 (AAT)6 18 135806173 135806190 TTGAAAGGATTTCGAGAGTTGTC TCGTGCAATATGCATGGTTT 160

Ai09B28586 Araip.B09 28586 c (A)12ttcaactataataaatatacataaaaagttagttatttatatagaatataaattaaaatgtaaaatatacataaaaaataagttaaat(TA)6112 135819634 135819745 GCGGGTTCGAGTCTCATATT CTCCTCCATTCTCGTTGCAT 204

Ai09B28587 Araip.B09 28587 p3 (TAT)5 15 135822144 135822158 AATAACAGTCGGTGCGTTCC TGCCCTATGGCCAAATTAAA 153

Ai09B28591 Araip.B09 28591 c (GT)6(GA)8 28 135826779 135826806 AGACCGCCTGATCAGCTAAA TGTGCAGTATGATGGTCACG 247

Ai09B28592 Araip.B09 28592 p2 (AC)6 12 135829752 135829763 CCGAGAGTCCTCTCAAGCAC TCCCCAACTTTTCTTTGCAC 174

Ai09B28597 Araip.B09 28597 c* (TA)6(A)12* 23 135839992 135840014 AAGACATTTTCCGTCCATCG AAAAGGGATCATGAGCGTTG 191

Ai09B28599 Araip.B09 28599 p3 (CTT)6 18 135854516 135854533 CCTCCTTCTTCCTTTTCGCT GGGATACAAAACTCAATGAGCC 182

Ai09B28601 Araip.B09 28601 p6 (TCTTTC)5 30 135865680 135865709 CAGCAGTGGCATCAAACACT TTTGTTGAAGGCAACAGTGC 176

Ai09B28602 Araip.B09 28602 p2 (AG)7 14 135866579 135866592 GAGAAAGGAGAGGCAGGGTT TGTGTGGGAATAGGAGGAGG 195

Ai09B28603 Araip.B09 28603 c (AT)6(AG)8 28 135869440 135869467 TGACAAATGCTATTTTGGCG CCTCCTTCACTCTTGCTCTTT 279

Ai09B28615 Araip.B09 28615 p3 (AAG)5 15 135894992 135895006 TCAAGAACCTTGGTTGAAGG CAGTTAGGCCTGTGGCTCA 240

Ai09B28627 Araip.B09 28627 p2 (TA)6 12 135913288 135913299 TCATCAACCAATCTAGCCCA TGCATCTCCTTCCACCTTTT 240

Ai09B28628 Araip.B09 28628 p2 (TC)9 18 135913638 135913655 AAAAGGGCTCAGGAGTTTGG GGGAAGAAATGAAACCATGC 275

Ai09B28634 Araip.B09 28634 p2 (TA)7 14 135923309 135923322 GGGGCCAATGTGAAGAAATA CACAAATCTCTTCAGGCAGTCA 220

Ai09B28635 Araip.B09 28635 p2 (TA)6 12 135923803 135923814 CCTGCATAACAGACTCAGCAA TGTGGGTCAATCTTTGGTCA 242



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28638 Araip.B09 28638 p3 (CAA)5 15 135931155 135931169 CATTAACACTGCATAACCAATGAA TTGATTCATGTAGCCGACCA 238

Ai09B28639 Araip.B09 28639 p3 (TCT)7 21 135939475 135939495 CCCACACCTTGCAACTTACC CCCCTGAAACTGAAAGTGGA 148

Ai09B28640 Araip.B09 28640 c (C)14(T)10cc(T)1036 135942738 135942773 GTCGGTTGGAAAGAAGGTCA TGCAGGTGCAGTATAGGGCT 245

Ai09B28641 Araip.B09 28641 p4 (AAAG)8 32 135942991 135943022 TGCAGTCACATGCACCATAA TTTTGCAGACTCCAGAAGGAA 223

Ai09B28644 Araip.B09 28644 p2 (TC)21 42 135947581 135947622 CGCATGAAGGTTTGCATTG TGGCATCTTGTTTTGACCGT 269

Ai09B28646 Araip.B09 28646 p2 (GA)6 12 135952935 135952946 TGGAAGGAGGTTAGTGGTGC CCCACCATGGCAGTTTAGTT 267

Ai09B28647 Araip.B09 28647 p3 (TCA)5 15 135956676 135956690 AAATGGATGCTAGGCACACC TCCCAAGCTGAAGAAGGAGA 170

Ai09B28652 Araip.B09 28652 p2 (CG)6 12 135969192 135969203 GAGGAAGGAGAAAAGCAGGG ATTGCACTTCCGCAACTTCT 143

Ai09B28653 Araip.B09 28653 c (GC)6acagcgtgctaacgcgccgatggccg(T)1553 135969309 135969361 GCGCACAACTCTCTGGTTTT CCCACCATGGTAAAATCCTTT 269

Ai09B28654 Araip.B09 28654 p3 (TTC)5 15 135973431 135973445 GCTGGAGGGAGACCAAAAAT GCAGAGAGATATGTCACCAATTCA 280

Ai09B28656 Araip.B09 28656 p2 (AT)8 16 135976598 135976613 CCAGCCAAGATGGAACTCAT AGCCAATGCCATCTTCAAGT 246

Ai09B28657 Araip.B09 28657 p2 (TA)6 12 135980874 135980885 TTTGATTTCGAAGTTTTGAATAAATC CCGAATCAATTCCTTCACATT 276

Ai09B28662 Araip.B09 28662 p3 (TTC)5 15 135989704 135989718 ATCGGAACCTTGAAATGACG TTTGTGTGCTTGTTGCTGTTT 249

Ai09B28667 Araip.B09 28667 c (T)10ggatgaataaa(T)10gagtttctttgagaaatttgggtgtgaataggtgaggtatagtaattcccttaactattgtatcaggaaatcaaattgagatagaagagtcca(T)10134 135998021 135998154 GGCCCATTTATGATTTGACTC CGGAACAGAACCCAAAATAAAC 265

Ai09B28671 Araip.B09 28671 p3 (AGA)5 15 136008871 136008885 TGAAGCAGACCTTTCAGCAA TTTGAAAGATTTGGGTTGGC 240

Ai09B28673 Araip.B09 28673 c (T)11(A)11 22 136014399 136014420 TGAAAACCAAAGGGAAATCAA CGTGTTTGAACAACTGACGG 266

Ai09B28674 Araip.B09 28674 c (A)11ggcgaaatcaaaggaaaag(A)1040 136022093 136022132 TGCAAAGTGCAAACTACAAAAA ATCTCAAACGGCAGCTTTCT 106

Ai09B28679 Araip.B09 28679 c (CTT)5tttccgtgcctcttcttcttcttcgtttttgaagtgtttcatccttgactgcacgtttttcatcttcttcctcctcatcttctgcaccg(TCT)5119 136031622 136031740 GTAGCATTCCCCTCATTCCA AAGAAGAAGAAAAACGTGCAGC 253

Ai09B28681 Araip.B09 28681 p3 (GAG)6 18 136032351 136032368 AAAGGCAAAGAGAGAACGCA TGTTGGAATTGAGGAATGCT 270

Ai09B28686 Araip.B09 28686 p2 (CT)6 12 136039594 136039605 TGAAACCAGCACAACACACC GAGAGAGTGCGGAGGAGAGA 120

Ai09B28688 Araip.B09 28688 p2 (GA)13 26 136052780 136052805 AACCCTGAATTTGCAACACA TTTGAAAAGCACGTCCATCA 266

Ai09B28689 Araip.B09 28689 p2 (AT)6 12 136053741 136053752 CGGACCCAGAGATTTGTGTA TTGGAGATCTACCCCTGTGT 279

Ai09B28691 Araip.B09 28691 p3 (TTA)6 18 136072451 136072468 AGCGTGCCATCAACTTTCTT TGACCAAAATGGAGTGCTTG 203

Ai09B28692 Araip.B09 28692 c (T)12gattttctaaa(T)1235 136077990 136078024 TTTCGAAAAATGCAAGATGC ATTGAAAGCTTGGCTGGCTA 273

Ai09B28693 Araip.B09 28693 p3 (AGG)5 15 136079100 136079114 AGAAAAAGAAAGGCGTGGTG TTACCGTCGTCGTTGTGGTA 116

Ai09B28695 Araip.B09 28695 p3 (TAA)6 18 136082761 136082778 TCCTGCTGCTAACAAACCAA TGCTGTTCTGTTTGCTGTTCA 187

Ai09B28701 Araip.B09 28701 p2 (GC)6 12 136114951 136114962 GCAGATGGCAGTGGTGACTA GGATTTTTGTACCTGCGGAA 244

Ai09B28704 Araip.B09 28704 p2 (AC)6 12 136124898 136124909 ATTGCGTGAATCTCAGGGAC GGGGAGATTTCGAGCTTACC 234

Ai09B28705 Araip.B09 28705 p2 (TA)6 12 136128311 136128322 CATATGCAGGTCACAACCCA GACTCGCGGAGTTTAAGTCG 231

Ai09B28706 Araip.B09 28706 p4 (TTGT)6 24 136130181 136130204 TGGCGTCATTTGATTCATGT TCTCTGTTCCCTTCAGCGTT 219

Ai09B28707 Araip.B09 28707 p2 (AC)6 12 136135001 136135012 TAGAAATGGAAAACCAGGCG GAAACACGTAGCCACTGACG 277

Ai09B28710 Araip.B09 28710 p2 (AT)11 22 136143900 136143921 CGAGCCTCCTATTTTTGGTG AACGAAGTTTAACTAAATCGGTGT 280

Ai09B28713 Araip.B09 28713 p2 (AT)9 18 136152910 136152927 GTCCTCATCATCACGATCCC AGTGTTGGGTTTGCCTTTTT 200

Ai09B28717 Araip.B09 28717 p2 (AC)6 12 136175263 136175274 CCGATTTGCATCTGGACTCT TGTTTTCCCTTTCACTGAGGA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28718 Araip.B09 28718 p2 (TC)20 40 136176050 136176089 AAAACCCGAAAAGGTGAAGG TGGTGTTAAGAAAGAGCAATAGAAGA 267

Ai09B28719 Araip.B09 28719 p2 (TA)6 12 136182011 136182022 GGCGAACACACAAGAATGAA CGGAATCACAACAATCCACA 269

Ai09B28720 Araip.B09 28720 c (T)17ctttc(T)16 38 136184461 136184498 CACCCTTGCCTTTTGGTTTA GCAGTGAAAAGCTTGCAGAA 119

Ai09B28721 Araip.B09 28721 p3 (AAT)10 30 136211452 136211481 AAATCCTCAACGTACGACCAA TGTGGCTGGATACATTGACC 259

Ai09B28724 Araip.B09 28724 p2 (GA)22 44 136219560 136219603 TTGATCACTTTATCAACCTCCTCA TTTCATTGGATCTTCTTGGGA 280

Ai09B28731 Araip.B09 28731 c (TA)8cactc(AAT)1978 136243651 136243728 CCCCCGTCCAAAAATAAAAT TACCCAGATCAATCCCCAAA 256

Ai09B28732 Araip.B09 28732 p2 (AT)11 22 136245754 136245775 AGGAGATGAAAGGGATGGCT TTTTTGTTGGATTTAATTTTGATG 271

Ai09B28740 Araip.B09 28740 p3 (CAT)5 15 136298676 136298690 ATCAGATGCACCATTGACGA TTCGAACCGACCCATATCTC 258

Ai09B28744 Araip.B09 28744 p2 (AT)7 14 136303960 136303973 GAAGCATAGAAGGCATCGACA TGTGATGAAGAAGGTGCCAA 159

Ai09B28746 Araip.B09 28746 p2 (CT)7 14 136305830 136305843 TTTCAAACGTGAATCCCTCC TGACAATGACCACGTCCCTA 187

Ai09B28751 Araip.B09 28751 p2 (AG)6 12 136312430 136312441 AGGCAGTTGCCGTCATTTAT TCGGCCTCAGCTCTCTATGT 267

Ai09B28753 Araip.B09 28753 c (A)11tgaga(AAT)531 136324505 136324535 GGCCCCAGAAAAACCATTAT TTGTGTTGGAACTTACGAGGG 141

Ai09B28754 Araip.B09 28754 p4 (TTTA)6 24 136329278 136329301 CCCTGCAATTCTTGGACAGT ACCTGGAGTTCCGGTAGGTT 227

Ai09B28756 Araip.B09 28756 p3 (ATA)50 150 136357001 136357150 AGCCGAAGATATCGGTTAGG AGGTTTGTAATTAACAATCAATAGCA 268

Ai09B28758 Araip.B09 28758 p2 (GA)21 42 136360842 136360883 ACATCTGGTTCACGAAAGGG CCACCTCCAACAATCACACA 186

Ai09B28759 Araip.B09 28759 c (T)11(A)11 22 136362833 136362854 CAGAAAAAGACCCAAGCAAAA TTTTGAACGAAAATTAAAGCCA 194

Ai09B28763 Araip.B09 28763 c (T)11ctatttcatagcataattttcttttatttggactctaactgtttttgtttaagttttcatatagaggaaat(A)1092 136366778 136366869 TGAACCTTCTACGTAAATATGAATCAC GCTGAAATGTTGCTCTACAAAATG 276

Ai09B28764 Araip.B09 28764 p3 (CCT)8 24 136367469 136367492 TCGATGATACCACAACCACC ATTTCGGTGCATTTCTGGTC 211

Ai09B28765 Araip.B09 28765 c (AT)7tttctttagcgtaaaatttaaacaatctatcccttaaaaaggcatgaaacctctcttaacttttgtgtctctcttttctttctgatgtttc(T)12117 136368289 136368405 TTTCGGATTTCAAAGCCACT ATGTCACGTGCATCTTCCAA 269

Ai09B28766 Araip.B09 28766 p3 (TGA)6 18 136370373 136370390 TGAATGTAAGTTCATCGTTTTTCAA TCTTTTTCTCCATCCTCCTCA 225

Ai09B28767 Araip.B09 28767 p3 (AAG)5 15 136370892 136370906 GAACCACACCTCAGCCATTT ATATTTATGCGCGCACGTTT 275

Ai09B28770 Araip.B09 28770 c (T)13ccctcccctcacttggggagattaattaaaagtttaataacagttactatggaataaaattaatcttatct(ATA)599 136378854 136378952 CCAAACAACTAATTTGTGACTTTTT CTTGGGAGCCTCTATGGACA 278

Ai09B28773 Araip.B09 28773 p2 (TC)6 12 136388892 136388903 TGGAGGGAAGACGAGAAAGA GGGATAACGGTGAGGTGTTG 199

Ai09B28776 Araip.B09 28776 c (A)10ggaagaaaatatgaaaaaaagttggttcgataagatatttcttgaagattt(A)1071 136391221 136391291 CTATGACCGAAACAAGGGGA CGCCTGTCATCTAATCACCA 192

Ai09B28777 Araip.B09 28777 c (AT)7acta(AT)11 40 136394557 136394596 AATCGCTGGCCAAATTTCTA TGTGACACATTATGAAGGGTAACTT 269

Ai09B28779 Araip.B09 28779 p3 (TAT)16 48 136399878 136399925 TGGAAAAATATGCACGTGGT TGACGTGGCCAATACAGTTG 267

Ai09B28780 Araip.B09 28780 p3 (ATT)9 27 136401173 136401199 CGAAAGTTTTATTCCGGCAG GGAGAATCCAGTAAATTTGGGTT 278

Ai09B28781 Araip.B09 28781 p3 (TTG)11 33 136414992 136415024 CGTTTGATTCATGTAGCCGA TATGGACGACACTGCTGGAG 119

Ai09B28783 Araip.B09 28783 p2 (AT)7 14 136416538 136416551 CACAATCCACACTTCAAGCC GAAAAATAATTTCAAAATTTCTCCGA 184

Ai09B28785 Araip.B09 28785 p3 (AAT)12 36 136420183 136420218 TTTTCCCATCAGCATAAGCC ACCTGCATGGGACTGTATCC 180

Ai09B28790 Araip.B09 28790 p2 (AT)13 26 136431557 136431582 TGAATCAAGAAATTCCTTCAAATG CTCTCTCTTTTCCTGCCCCT 180

Ai09B28795 Araip.B09 28795 p3 (AGA)5 15 136443081 136443095 AAGGGCATTCCCTCTCAAAC TTTCAAGCTGAGGATGGACC 218

Ai09B28796 Araip.B09 28796 p3 (AGA)5 15 136446873 136446887 TGGTCTGTTGGTGTAGACGG TGCTAGCTTAGTTGGCACGA 238

Ai09B28798 Araip.B09 28798 p5 (TAGTT)6 30 136455496 136455525 TTCGTACTTCTGATTCTGCATTG AGCATGGCCACCAATAGAAC 261
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Ai09B28805 Araip.B09 28805 p2 (GA)6 12 136493058 136493069 CATGGGAATTGATCCTCTCAA AGGGACTAATTTGGTGTGCG 222

Ai09B28806 Araip.B09 28806 c (T)12acttttaacttatgaaaatgtatagtattaatgcctggtaaaatttcaaaaccaaattgcagctttctaaaaagctattttagtgcttatggagaagtt(A)11122 136493715 136493836 ACTTAGCTAGGCGGCCTTTT TTTTAAGATAAGAGCGATAACAAGC 277

Ai09B28813 Araip.B09 28813 p4 (AATT)5 20 136522216 136522235 CTGATTTGGTAGCGAGGAGC GCGTGGCACATAGAATCAGA 171

Ai09B28815 Araip.B09 28815 c (A)10tcattttaatgtatttacaatat(A)1043 136524792 136524834 GGGCGTGTGGTAACTACGTC ACACGCCCTGATAATTTTCTT 175

Ai09B28818 Araip.B09 28818 p2 (AT)6 12 136537085 136537096 GCGAGCTCAGGAGTATGCTT CGTGCATGTGTATGAACGATT 232

Ai09B28821 Araip.B09 28821 p2 (AT)6 12 136539554 136539565 GCGAGCTCAGGAGTATGCTT CGTGCATGTGTATGAACGATT 232

Ai09B28824 Araip.B09 28824 c* (A)12(AAG)6* 28 136541652 136541679 CACATCGAATTCATTTCTGGA CGTGTTCACTGTTGTCGCTT 225

Ai09B28830 Araip.B09 28830 p3 (ATT)5 15 136554982 136554996 AAAGGAAAATGAAGGTTTTTCG TCCCAAAAGGAATGAAATCTTG 218

Ai09B28839 Araip.B09 28839 p2 (AT)6 12 136598118 136598129 TTTATTCGGTATTCCTCATCACA GGCCACTCAAAGAATTTGGA 215

Ai09B28840 Araip.B09 28840 p3 (TTG)6 18 136598914 136598931 AAAACAGGTATTTGGCGACG AACACGGATATTTCACCCCA 206

Ai09B28841 Araip.B09 28841 c (A)11tgcaaactagtatacc(A)1239 136605398 136605436 TTTGTGTATGCGGCAGAAAA GTCCCAAAATCAAACCATGC 217

Ai09B28842 Araip.B09 28842 p2 (AG)11 22 136608509 136608530 ATTGCTATGCAGAACCGACC CCTTTGCGTGAGGATGAGAT 185

Ai09B28844 Araip.B09 28844 p3 (AAC)5 15 136612945 136612959 CCTTCTCACTCAACATACACGC AGGCCTCATGATCAAAGGAG 230

Ai09B28845 Araip.B09 28845 p3 (AGG)6 18 136613109 136613126 CATGAGGCCTATGAAGCTAAAA CTGAGTCACCGGTTAGGGAA 265

Ai09B28846 Araip.B09 28846 p3 (CGG)5 15 136614309 136614323 TAGCTCCAAGGCCATGATTC TCTCTCTCCGAAACCCTGAA 132

Ai09B28847 Araip.B09 28847 p2 (AT)6 12 136614530 136614541 CAGCTTGGCAACCACTTTCT GGGCTTTTCTACTTTGAGCC 273

Ai09B28848 Araip.B09 28848 c (AC)6(AT)7 26 136615086 136615111 CAAATGAAGGAATAATAACAATGAAGC CATGCTTTAAAGTTATCACTGACGA 271

Ai09B28854 Araip.B09 28854 c (AG)8aaat(AG)18 56 136640020 136640075 CCCCTCCAGGTGTAAGACAA TCGGAGGCTAGTCTCTGCAT 254

Ai09B28862 Araip.B09 28862 c (CTT)5cctcaaaatttcgaattcaatttctacat(TC)1064 136663002 136663065 TGAAAAAGATAGCCGTTGGTG TGCTGCTGGTCAATGTTCTC 202

Ai09B28865 Araip.B09 28865 p5 (ATATA)7 35 136673582 136673616 TTTCATTGTCCCCCTAGCAC CACTGCAATTCACAGAGCCT 273

Ai09B28872 Araip.B09 28872 p2 (CT)16 32 136702335 136702366 GCCCAACAAAGGAAGCAATA GAGCCATTTGGAAAATCGAA 238

Ai09B28873 Araip.B09 28873 p3 (GCT)6 18 136702774 136702791 CAAGCAAAGTCCAAAGCACA GAGACGCCACCACTCTCTTC 190

Ai09B28874 Araip.B09 28874 p3 (TGC)5 15 136702962 136702976 CAAAGGAGCTGAAGGTGGAG TTGTCGTAAAAGGCACCACA 192

Ai09B28878 Araip.B09 28878 c (T)10gggaaaaaaattggtaagaagagttttcaattaattattaattaattcgtcattaattaaaagcaatgcatgtgtgtcagtgtgtgac(AG)6110 136712490 136712599 TTCTTGGTGGTTGAGTGCTG CGTCACCGACTCACTGTCAC 213

Ai09B28882 Araip.B09 28882 p2 (AT)9 18 136724287 136724304 AAACGTTACCTTGCGTCGTT GCCGTGGCTAGTTTCCTATG 236

Ai09B28885 Araip.B09 28885 p3 (AAC)7 21 136734755 136734775 CACCACCACCTCATTTCCTT CAGTGAGGGAGGAAGAACCA 148

Ai09B28889 Araip.B09 28889 c (ATT)13aataaagttt(A)1261 136762717 136762777 TTAGGAACTATTTCGATAAACAAAAAT TCTCCTAATGTCTTCGGCCT 129

Ai09B28892 Araip.B09 28892 c (A)10gatgtaaattacagcttctcaaaaaagatg(T)1050 136771547 136771596 TGTTTGGGTATTTCATGTAAAAAGA TGGTTTGGCCACCGTTATTA 269

Ai09B28893 Araip.B09 28893 c (T)12aaataaaattcgtt(A)1137 136776972 136777008 TAGTTAGGGATGGCAAAGCG GGAGAAAGAGCGCATGATTT 256

Ai09B28894 Araip.B09 28894 p2 (TA)12 24 136778026 136778049 AGTAAACTCGTGGCGCTGAC TTTGTGTGTTCTATGTTTGTATTTGTG 251

Ai09B28896 Araip.B09 28896 c (AC)7aaa(AG)7 31 136785087 136785117 TGAAAATCTGAATCTTAAGGGAAAA TTTTAGGCCGTCAATATGGC 226

Ai09B28898 Araip.B09 28898 p3 (AGA)6 18 136789629 136789646 CCCAATCCAATCAAAATAATCA TCGTGTCTCCTCATCTGTTCA 266

Ai09B28899 Araip.B09 28899 p3 (TCT)5 15 136794377 136794391 TGTCCGTTACGGTTGTTGAA TAGTGGCATGGAAGAAAGGG 213

Ai09B28900 Araip.B09 28900 p3 (GAA)5 15 136795328 136795342 GAAGAAAGGGTGCGATGAAA ATTGCTGAGGTAGAGGGGGT 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28902 Araip.B09 28902 p3 (TGA)5 15 136799198 136799212 ATTTCTCCAACGCAAAAACG CTCATATCGCCACCCAAGTT 202

Ai09B28903 Araip.B09 28903 p5 (TTGCG)5 25 136799372 136799396 AACTTGGGTGGCGATATGAG AAAGAGAAGAAGCAGCAGCG 258

Ai09B28905 Araip.B09 28905 p2 (TA)9 18 136800873 136800890 GGGACCCATATAATACCCGC AGAGGAGTGACGGCAGAGAA 123

Ai09B28906 Araip.B09 28906 c (T)10atttatttatttcaacatgtttcaa(T)1045 136802640 136802684 GCTCAGATCTGTTCCTCTCCA CGCCACCATAGCTTTCTAGC 280

Ai09B28908 Araip.B09 28908 p2 (TA)6 12 136812840 136812851 CAAACTGCACCCAAAAACCT CATGCATTCGAGCCCTTCTA 240

Ai09B28909 Araip.B09 28909 p3 (TAT)5 15 136814488 136814502 AACCCCAACAGAAATCCAAA CCCTTCCTAATTTCGCCTCT 242

Ai09B28910 Araip.B09 28910 c (TCA)14(TTG)8 66 136817634 136817699 CAACCTGAACCGTCCGATAC GCGGGAAGGATTATAGTGGG 255

Ai09B28911 Araip.B09 28911 p4 (TTTA)5 20 136821131 136821150 GGGCAGAAATTTTGTTAATTGC CAAGCTCTCTGAATATCGCTCA 210

Ai09B28916 Araip.B09 28916 p3 (AAT)9 27 136845489 136845515 TTTGAAAAACAAGTAATCTTTTAGGGA GGATTGATCATTACTTCTGGGG 275

Ai09B28917 Araip.B09 28917 p2 (TA)6 12 136845626 136845637 AAAAATGAAAACAATATTCCTCCTT GCCTTGTTTCACAACCCAAC 201

Ai09B28918 Araip.B09 28918 p3 (AAT)9 27 136847485 136847511 TTTGAAAAACAAGTAATCTTTTAGGGA GGATTGATCATTACTTCTGGGG 275

Ai09B28919 Araip.B09 28919 p2 (TA)6 12 136847622 136847633 AAAAATGAAAACAATATTCCTCCTT GCCTTGTTTCACAACCCAAC 201

Ai09B28921 Araip.B09 28921 p2 (TA)7 14 136853617 136853630 GCATATCATCAAATGGTAAGGC AAATTTGTTTGAAAAATCAGATGAA 258

Ai09B28922 Araip.B09 28922 p4 (TTAA)5 20 136854623 136854642 TGTTAAGTTCCTTCCACACGC CCATTCCTGATTGGCCTAAA 240

Ai09B28923 Araip.B09 28923 p2 (TA)6 12 136857053 136857064 GCTAAATTGTGAGCCAGTGC CAAACAACCCCAAAGACACA 241

Ai09B28925 Araip.B09 28925 p3 (ATA)5 15 136863881 136863895 TGTAGGCGATAAGTTGCTGG GTGGCAGCTTCTTAGCCAAC 242

Ai09B28926 Araip.B09 28926 p2 (AT)7 14 136864508 136864521 AAACCCTCGGAAAGTACACA GGTTTCTTTGAGAACAATGCAC 210

Ai09B28927 Araip.B09 28927 p2 (AT)6 12 136865608 136865619 GCACCAAACACACACCATTT AAAAATTTGGTGCAAAGACTCAA 270

Ai09B28929 Araip.B09 28929 c (TC)12taccttcaattaacaagatccaagatatgacactaacacaaattcctgtgagtacatactattatttcatgcatctcctttctaataaacaccatcatc(ATT)5138 136866584 136866721 TCACATCCCTCTCTCCCTCT TGGATGAGGATGTATGGCAA 243

Ai09B28930 Araip.B09 28930 p3 (TCA)5 15 136870870 136870884 GGTGGAAGGCCCTTATCAAT GATGATCTGAACCGAAGGGA 118

Ai09B28931 Araip.B09 28931 p2 (TA)7 14 136871284 136871297 CATGTCCCAATTCATGACCA ATTAGCACGTGCGTCACAAG 170

Ai09B28933 Araip.B09 28933 c (T)11ctcacatgaatatgaattttactataattttttttcaaacacatataaaaaggatagttctgttcgatttgctacctctctctc(A)16111 136875598 136875708 CGAAATTTCACAAACAAATTTCAC AGTGACCAGATCGCCTGATT 232

Ai09B28934 Araip.B09 28934 p2 (GA)9 18 136881110 136881127 CGAGGAGAGAGAGTGGGTTG AGAGGATAGGCCAGAAGCCT 211

Ai09B28936 Araip.B09 28936 c (A)10tcaaaattcttcaaatcgaatggtccaatttacatgtttcaaaaaaattttaacgttaaagcacaaatctaaaggtcaaatttgtaaattt(A)10111 136881502 136881612 TGGGTAGGGATAGAAAACCG TTGAGATTGTGGTGGTGTTTTT 219

Ai09B28948 Araip.B09 28948 p5 (AACCG)5 25 136911757 136911781 GAACTAAACCGATGGACCGA CAGCAAGGCAGCAATAAACA 248

Ai09B28949 Araip.B09 28949 p3 (TAT)6 18 136912452 136912469 TGTTTATTGCTGCCTTGCTG TCATAATGCAAACCAACCTGA 216

Ai09B28953 Araip.B09 28953 p3 (TTA)16 48 136937146 136937193 TGAAATGGAAGATGCACATGA AGTGGGGATTTTGGGGATAG 262

Ai09B28954 Araip.B09 28954 p2 (TA)6 12 136937724 136937735 CACCCCTCGCTTAACTACCA TCCATTGTCACACAATTTTGAA 176

Ai09B28955 Araip.B09 28955 p3 (TTA)6 18 136940602 136940619 CAGAGAAGTCATTCCCGGC GGGATAGAAGAGGTTGAGGAAAA 280

Ai09B28956 Araip.B09 28956 p2 (TA)6 12 136941160 136941171 CACCCCTCGCTTAACTACCA TCCATTGTCACACAATTTTGAA 176

Ai09B28958 Araip.B09 28958 c (T)10attaaagataggagactcgaacccgcaacctcttaaatgagtatgtggagactataccatttgagttataactcattggctagatttaaatcttg(T)10115 136947708 136947822 GGACAAAAGTCTTCTAAATTTTCGG CCCTGTTTGTGTGGGTATTG 215

Ai09B28959 Araip.B09 28959 c (AT)8tatttttctattacatgacatatttattattatattttaaatttagagtttctttgatctaacattgcagtgaaagaatagc(A)10tg(A)10120 136960093 136960212 CATATGTGTGCGGACTACCG CGATAATCATGTTTAGAATGTTTCCA 273

Ai09B28960 Araip.B09 28960 p2 (GA)6 12 136962980 136962991 CAATTCACAACTCAACTCACACG TCTTCTCACCGTCGTCCTCT 275

Ai09B28962 Araip.B09 28962 c (T)11cacttactttctgttggtgggtcccaaactaaatggagcctacagtttttaaaac(AAAT)586 136963983 136964068 CGTCGTACTGGGGAGCTTTA CCTGGCTCTTAGCCACTTCTT 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B28963 Araip.B09 28963 c (TA)11ttgggggtctacattagctgcatgatcaaaatacaggtaaaatg(A)1076 136970097 136970172 GACATACGGAGGAGTAAAAACAAA TGATCATTCCTTTTCATTCTTAGC 270

Ai09B28967 Araip.B09 28967 p2 (GA)27 54 136984768 136984821 TCTTCCGAATCAAAATTGGC GGTACCTCTCCCTCTCCACC 266

Ai09B28968 Araip.B09 28968 p2 (GT)12 24 136987853 136987876 TGGGCACCAAAAATTGAGTA AAACGCGCATATAAGCCAAT 280

Ai09B28970 Araip.B09 28970 c (AGA)18acgtgcagc(AAG)578 136989789 136989866 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 227

Ai09B28971 Araip.B09 28971 p3 (AAG)5 15 136990040 136990054 CGTGCAGTAACGGTTGAAGA GCGCACGTTCTTGTTCTTTT 206

Ai09B28977 Araip.B09 28977 p4 (ATAG)5 20 137006140 137006159 TCTGAAACATGTCACATCAGCTT GCACTGTACGGACTCCCATT 218

Ai09B28979 Araip.B09 28979 p3 (AGA)10 30 137010190 137010219 TGTAATGCAAATTGGTACGAAGA TTAAAATCCTTTGCGCGTTC 194

Ai09B28982 Araip.B09 28982 p2 (TC)8 16 137014186 137014201 TGTTAAGTCCGTCACCACCA CATGAGAGGTATCAATTTACCCTT 228

Ai09B28983 Araip.B09 28983 p2 (AT)7 14 137016035 137016048 GCAATCACAATACCGAACATGA AGTGGACATCACCACCATGA 252

Ai09B28985 Araip.B09 28985 p3 (GAA)5 15 137019942 137019956 TTCCACAGCAATCAGAACCA GGTGAGTGCTCCTCGTCTTC 203

Ai09B28989 Araip.B09 28989 p3 (AAT)5 15 137028817 137028831 CGATCCCTCGTGAGTCTGTT TTATCATGATTACCACGACCG 255

Ai09B28990 Araip.B09 28990 c (ATTA)6ataac(AAT)544 137030765 137030808 AATCATTATGCAAGTTGATATACACG AACGTGTGCATGTGCTGTTT 255

Ai09B28993 Araip.B09 28993 p3 (ATT)5 15 137036199 137036213 GGATTGAGAAAGAAGTTACGTGTG GCGAAACAGATTCAAGTAATAGACC 184

Ai09B28996 Araip.B09 28996 p3 (ATC)6 18 137042148 137042165 GTATCCAGTGAAGGCCGAAG ACAGCAAGAGACCCACTCGT 116

Ai09B28997 Araip.B09 28997 p3 (TTA)6 18 137051590 137051607 CATGGAAGAAAGGAATGCAAA AGTGGGGATTTTGGGGATAG 280

Ai09B28998 Araip.B09 28998 p2 (TA)6 12 137052141 137052152 CACTCATAGCCACCCCTCAC TCCATTGTCACACAATTTTGAA 181

Ai09B29001 Araip.B09 29001 c (T)10caacttatacatttaaaaatctaattagattcttaattacagatattcttaattctaaaaaaaatagtaaaaattta(T)1097 137055533 137055629 ATGCCAAGATATCGGACTGG CTCACCTTGAGATCGCAGATT 274

Ai09B29002 Araip.B09 29002 p2 (AT)9 18 137058779 137058796 TGTCAGGCATCACTCCCATA AAATGTAGGAGCAAGGAATCCA 243

Ai09B29004 Araip.B09 29004 p3 (GCG)6 18 137066157 137066174 GTGAGATGTGCAGCAGAGGA GCAGCTAGGGTTTTCATCCA 250

Ai09B29006 Araip.B09 29006 p3 (ACC)5 15 137067036 137067050 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ai09B29009 Araip.B09 29009 p3 (AAG)5 15 137075513 137075527 CTCGCAAGAAAATGTTCGGT TCCCAATTTGTTGCCATTTT 112

Ai09B29010 Araip.B09 29010 c (T)11cttcttcttctgctgtctaagttacaacataaagttctttataagaagaatatttgtatca(T)1284 137075801 137075884 AACACGGAAGAAAGAAAGCG TTTTATCACGTAAAATTTCTCATTGAC 261

Ai09B29011 Araip.B09 29011 c (A)11gaacacggtaatttatgcactcgtctatctgttatctatatttaggcttgagtcaaacgcaaagagcttcagtatt(A)13100 137077072 137077171 TTAGTTTTATTTTGGCGTCTGTT ATTGATATTGCCTCCAAGCC 216

Ai09B29013 Araip.B09 29013 p3 (TAT)5 15 137082995 137083009 GCAAGCCGCAACTCTATTGT GAAACGGGTTTGAGTCTCACTT 180

Ai09B29025 Araip.B09 29025 p2 (AG)9 18 137110266 137110283 TGTAGTCGTCGTCCTCATCG TCGTCGTTCTTCTCCTTCGT 162

Ai09B29027 Araip.B09 29027 p2 (CT)13 26 137117171 137117196 GCTGCCTACTCCTTCACAGC AACGACGGCGACTAAGTGAT 220

Ai09B29032 Araip.B09 29032 p3 (ATA)5 15 137129132 137129146 TGGCCAGAATGAATAGGGAC TTGTGACAAATCTTTGCCCTT 222

Ai09B29038 Araip.B09 29038 p2 (GA)6 12 137168534 137168545 TTTGTTCTTTTTCGCCTGCT GGTTGCCTTTGTTGCTGAGT 182

Ai09B29039 Araip.B09 29039 p2 (GA)6 12 137170541 137170552 GCTTCAAGGGGGAAGGTATT CGCCTCTTTTATTCTCTCATTTG 245

Ai09B29041 Araip.B09 29041 p2 (TC)20 40 137180453 137180492 ATTTTTCAGGGGATGCACAG GAGACAATAGAGGCCTCCCC 248

Ai09B29042 Araip.B09 29042 p2 (TC)14 28 137180632 137180659 GGGGAGGCCTCTATTGTCTC TAGCAGCTCAGAAAATCGCA 237

Ai09B29046 Araip.B09 29046 p2 (GA)7 14 137209572 137209585 TGGGATTGAGTGGGAAAGAG GTTAAACGCCAGGATTGCAT 275

Ai09B29049 Araip.B09 29049 p3 (TTA)6 18 137224597 137224614 TTTCCAAAGTCGTACCGAGC TGAGCAATGAGCATGATAGGA 213

Ai09B29051 Araip.B09 29051 p3 (TTG)5 15 137228375 137228389 CTTGATTGCCATTGCCTTTT TGTTGGAACTTGTGAAGACTGG 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B29065 Araip.B09 29065 p2 (TC)7 14 137258827 137258840 TATCTGCCTACCACATGCCA ACCGAAGGAAACTGTATCGC 192

Ai09B29066 Araip.B09 29066 p3 (AAT)7 21 137259144 137259164 GCAGTTATGTGCCCTCCATT TCTGTCCCCAGAAATGGTTC 114

Ai09B29068 Araip.B09 29068 p4 (TTAA)8 32 137265930 137265961 GGCGCATCAAGATTTAGGAA ACTTTGTGGCTGTTGCATTG 230

Ai09B29070 Araip.B09 29070 p3 (CAC)8 24 137267973 137267996 GTCTGGGGTCGAAATCAAAA TGTTGTTGCTGTTTGGTGGT 256

Ai09B29071 Araip.B09 29071 p3 (CAC)8 24 137268108 137268131 TGCCACTAAAACCACCATCA TTGGCCTACTTCTGCTTGAA 280

Ai09B29072 Araip.B09 29072 p2 (TA)6 12 137272672 137272683 ATGGTTAAGTGCTGGCCAAA AAAACCGTCATAACCAATCCA 268

Ai09B29074 Araip.B09 29074 p3 (GAA)5 15 137274968 137274982 AAATGCAACAACAACAACGG CGCTCTGACTCACCGTTACA 165

Ai09B29076 Araip.B09 29076 p5 (AAAAT)5 25 137277859 137277883 GTTCTAAAATTAAAATCACCCATCA TTCAAATTCGGTAATGCTAGGTT 250

Ai09B29078 Araip.B09 29078 p4 (AGAT)5 20 137279528 137279547 CAAGAGTGACCGACCAAAGC AGCTTCACAACAGTTTGGGG 220

Ai09B29088 Araip.B09 29088 p2 (AT)8 16 137303233 137303248 TTCAATGTCGAAACATTTTCTTTT TCCATTTCCATAATTTTTCGTC 280

Ai09B29093 Araip.B09 29093 c (T)10ccagtgtctaaatacaacaaagtgaccaacttcaggtcaaaataattgat(A)1070 137322563 137322632 AAAAAGCAAAATTGAATATAGACCAA TCTAAAATTGGGGCGAAAAA 211

Ai09B29095 Araip.B09 29095 p3 (GTT)5 15 137328108 137328122 CAGGCGGAGTAAATTGGAAA TAGAGCATGAGGGAAATGGG 274

Ai09B29098 Araip.B09 29098 c (CA)15(GA)7 44 137334138 137334181 GATCAATGTCCCCAATCCTG ATACCCTAACCCACCCAACC 260

Ai09B29107 Araip.B09 29107 p3 (TCT)5 15 137365358 137365372 TGGGAGTGTGGTTTGTGAAA AAGGTCATTGCCACGAAAAC 242

Ai09B29110 Araip.B09 29110 c (CT)6aa(CT)6 26 137382622 137382647 TCATTGATTCGTCCTGTCCA CAAGTAAACGAATGGCAAATG 243

Ai09B29112 Araip.B09 29112 p2 (CA)7 14 137384693 137384706 AAGTGGTTCTCCCACACGTC TGTTTGATGGAGGTGGAACA 265

Ai09B29113 Araip.B09 29113 p3 (TTG)5 15 137384856 137384870 TGTTCCACCTCCATCAAACA TGAAAACTGGGGTTCAGTGAC 153

Ai09B29114 Araip.B09 29114 p3 (TGG)5 15 137386019 137386033 GCAAGAACGTTGGATTTGGT CCTCTTCTTCTTCTCCGGCT 253

Ai09B29115 Araip.B09 29115 p2 (TC)15 30 137386204 137386233 GCAGCATGGTGTTAATGGTG CAAACCCGTTTCAGAGACGTA 114

Ai09B29116 Araip.B09 29116 p3 (TCT)5 15 137387302 137387316 TTGGCACAAGTCCAACAAAA CTTCAACGAATTTTGGGTGT 272

Ai09B29117 Araip.B09 29117 c (A)10taaatatagaatcagattcccaaaaaagaaaattaaaattgaaaaaag(A)1068 137391330 137391397 AAACGGTTAAAGTGCATGGC TAGTCAAAGGGTGTCGGTGG 251

Ai09B29129 Araip.B09 29129 c (A)10gtcttgtttatttattatacacgtaccattttggcctttgtattgggatacaatatcatgcacaatatcac(T)1192 137403671 137403762 CATGATCCGTTGCGTAGTTC TCATAACAGAGGACTTCAATTGTGTA 199

Ai09B29130 Araip.B09 29130 c (A)13gaaaatatctgaatgttcaatcttttcagcatacttattagtgctattattattggtt(TC)683 137404556 137404638 GGCACACCATTGGCTACTTC CAAGAGGGAGAACAAAGAACAA 222

Ai09B29132 Araip.B09 29132 p4 (ATTT)5 20 137412863 137412882 GGCCAATGCAAAATTCAAGT TGCGTGCTGGAATCATTTTA 263

Ai09B29136 Araip.B09 29136 p4 (TTTA)6 24 137421159 137421182 TCACTCCTAACAGCCATTAATACAA TGATGTATGTGCTTCTCAATCCA 271

Ai09B29137 Araip.B09 29137 p3 (AAT)5 15 137422553 137422567 TGCAACTTGTCATATCAATAGGC TACGTCCAACGTAACCATGC 252

Ai09B29142 Araip.B09 29142 c (T)11c(T)10 22 137436545 137436566 GGATGAAGTTTGGTGGCACT GCACATACTTCACCCTCTCCA 201

Ai09B29146 Araip.B09 29146 p3 (AAT)5 15 137452365 137452379 TCCCAAAAGGAATGAAATCTTG AAAGGAAAATGAAGGTTTTTCG 218

Ai09B29149 Araip.B09 29149 p2 (TA)7 14 137485598 137485611 ACATGCGTGCCTCAATGTAA TATAGCGCCATTTTGGTTGC 126

Ai09B29150 Araip.B09 29150 p2 (TA)7 14 137490545 137490558 ATTAATCCGCCGGTAAATCC TCTTTCCATTGGCGGTAGAG 231

Ai09B29156 Araip.B09 29156 p2 (AT)7 14 137501640 137501653 TGCGTTTGATGTTTACAATGC TTTTTGTGGTTTTTCTTTGACATC 260

Ai09B29158 Araip.B09 29158 p3 (TTG)6 18 137503536 137503553 TGACAGAACACAATGGCGTC TGGGGGAAATTGACAAAAGA 275

Ai09B29161 Araip.B09 29161 p2 (TC)13 26 137511124 137511149 TGCTACACGCAAAAAGCTCA TTGTTATCCAAAACACCACCC 274

Ai09B29163 Araip.B09 29163 p3 (AAT)5 15 137513075 137513089 TTTTTCAACTGTTTGTTTGACATT TGTGTGTTTGGATTACAGTTTGC 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B29165 Araip.B09 29165 c (T)15acaaaattttg(A)1036 137513911 137513946 CAGCCAACTTAACTGGCACA TCACATTTGTTTTCTTGGATTCAT 246

Ai09B29166 Araip.B09 29166 p2 (AT)7 14 137516248 137516261 TGGAGGTGGTCCAAAAGCTA GAAAACAACCAAACTGGGGA 267

Ai09B29167 Araip.B09 29167 p2 (AT)6 12 137516434 137516445 TCCCCAGTTTGGTTGTTTTC TTGTTCCTTCTCCGTTTTCG 258

Ai09B29169 Araip.B09 29169 p3 (AGA)5 15 137517738 137517752 AAACAAACCAGCCTTTGGTG GCGCCATTTGGAAGTAAATC 259

Ai09B29174 Araip.B09 29174 p2 (AG)6 12 137533949 137533960 AGACCACCAGCCATTTCAAC TTTGACGCGGGTAACTTAGG 228

Ai09B29175 Araip.B09 29175 c (TA)6ttgtgcgtctataacaagcgtgttatgattacc(T)1055 137537579 137537633 TTGGATCGACATCCATGTGT TCAGAACAAAGTGCCAAATCC 256

Ai09B29176 Araip.B09 29176 p2 (AT)8 16 137545117 137545132 TTGTGTGACTGCTTTTCTTCG TGCCTGATATAGACGGACCC 188

Ai09B29187 Araip.B09 29187 c (AAT)5aaaataaataaaagtacatcgcagtaaaattgtattcctgattgaaattatttttctaagaagtactgtacatagtatcatatactaaaatt(TTA)6125 137598820 137598944 AACTTGCACTATCCGCAAGG TGAATTTCCAAATTACTAAATGTGTCA 225

Ai09B29188 Araip.B09 29188 p2 (TA)10 20 137601487 137601506 GCAAGCAATAATAATTCTCTCTTTTT ATCGTGCTGATAACGTGTTG 243

Ai09B29195 Araip.B09 29195 p2 (AC)6 12 137614613 137614624 TGTTTTGATCCCTCACGTTG TCGCACATATGCGTGTTTTT 264

Ai09B29197 Araip.B09 29197 c (T)10atttatagatttttttaaattataatttttactaatgatttcttttaaaaaaatcaaaattttgtttaaatgaaattatgaaccacaa(T)11109 137616524 137616632 GCAGCTCAAATTCAGGAAAAA GGTGGTTAATGCAAATGGTG 271

Ai09B29200 Araip.B09 29200 p3 (AAT)5 15 137620288 137620302 CCCTCCTCCAAATAAGCTCC AAAGTTTGGCCTTCTAAACTAAAAGA 269

Ai09B29201 Araip.B09 29201 p3 (ATA)7 21 137625762 137625782 TTCACCAAAACATGAACAAAACT TTTGTGGCATGAATTATATGAGAG 238

Ai09B29202 Araip.B09 29202 p2 (TA)7 14 137626456 137626469 CTTGGCCACCAAAGACCTAC CACCTCGTTCTCAAAAATTCAA 263

Ai09B29205 Araip.B09 29205 c (TTGTTC)5gaatttctttgagtc(T)1055 137638714 137638768 CTGGGGATTGTTCGAGTTTG TTGACACAAGATTCAAACAAAAGA 270

Ai09B29206 Araip.B09 29206 p3 (TTC)6 18 137639706 137639723 TGCTTCTTTCTCCAATTTTCG TCTTCATTTTCATTTGGGTTCA 218

Ai09B29209 Araip.B09 29209 c (A)19taaaaaaaaagaaaat(A)1045 137660471 137660515 CCCGCCATTTACAATCTGTT TCTTCAAGTGTGGGGAGGTC 138

Ai09B29211 Araip.B09 29211 p2 (CA)9 18 137664779 137664796 AACTCCCATGGTTCATGCTC TCACAGTTGATGCCGATGAT 220

Ai09B29214 Araip.B09 29214 p6 (AATAAA)9 54 137666410 137666463 CACATAATTTGAGCAAATATACGAAA GATCCGTTGGATCGATGATT 212

Ai09B29215 Araip.B09 29215 c (TAA)5aagtaaaaagtgaggaaaacttttatagttaaaaaataagtcataaataattcca(T)1181 137667755 137667835 CGGTACTTCCAAAGGAACCA AAAAGTGGAAGTTCTCCGGC 277

Ai09B29216 Araip.B09 29216 c (TCC)6g(CCA)5 34 137672362 137672395 AGCAACAGCGAGAACAACCT GGCTCCTTGCATGTGAGATT 165

Ai09B29221 Araip.B09 29221 p2 (TA)6 12 137676543 137676554 TCCAAAGGACTTCAGTGCAA TTCCGTTCAATTTTGACCATT 174

Ai09B29224 Araip.B09 29224 p3 (TAA)5 15 137685067 137685081 GTTAGTGCAGAAGGCAAGGC AGGGGACACAAGTCAATCCA 178

Ai09B29225 Araip.B09 29225 p3 (TCA)21 63 137685263 137685325 TGGATTGACTTGTGTCCCCT TGTAGTCTTTGCAGCCTGTGA 264

Ai09B29226 Araip.B09 29226 p2 (TC)6 12 137691008 137691019 GTCCGCGTCATTTGCATAC TATAAGCGCAGCGTCAACAC 278

Ai09B29227 Araip.B09 29227 c (A)10ttaaagaaaaagaaaaagcaagcag(A)1146 137691686 137691731 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 226

Ai09B29230 Araip.B09 29230 p2 (TA)10 20 137700523 137700542 ACTGGGTGACCCTGGAAGTA TCAACTTCTCAAAGTGGGGG 274

Ai09B29232 Araip.B09 29232 p2 (GT)7 14 137717448 137717461 TGAATTTGGTGTGAGTGGGA TCATTGCCTCAACATTCACC 169

Ai09B29234 Araip.B09 29234 c (A)12ctaaactagagagaaggaacaaaatagaaaaatcaaaaaagat(A)1065 137720433 137720497 GTCTCGTTGATCGGAGTGCT CAGATGTATGCATTGCGTGA 255

Ai09B29235 Araip.B09 29235 p2 (AT)7 14 137721836 137721849 GCTTTGGTTGAGGAAGATCG CTATTTCACGAAGCGTGCAG 279

Ai09B29236 Araip.B09 29236 p2 (AT)10 20 137722033 137722052 CTGCACGCTTCGTGAAATAG TGCCAAATCGATCTCATACAA 203

Ai09B29238 Araip.B09 29238 p2 (AT)7 14 137726673 137726686 CCATCAAAAGGGTTGCAGTT TCCCAGGAAGGAATGTTTTG 220

Ai09B29242 Araip.B09 29242 p2 (AT)7 14 137737204 137737217 CAGAGTCTCGTGTTGATAACGTG GGCATCTTTTGATGCATTTTC 256

Ai09B29245 Araip.B09 29245 p2 (TA)6 12 137744956 137744967 TGACGATGACGTCGAAACTT TCTTCATTGAGGGTGATGACA 264
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Ai09B29246 Araip.B09 29246 p3 (CTG)5 15 137745180 137745194 GAAGCACTCAATGCTCTTCTCA ATCATCGCCAAGATCTGCAT 129

Ai09B29247 Araip.B09 29247 p3 (CTT)5 15 137745945 137745959 ACTTAGCGGTGGCTCAGGT TTACAGGCCAGGGTTACTGC 241

Ai09B29250 Araip.B09 29250 p3 (AAT)8 24 137769137 137769160 AGCCATGCTTGACAATAGCA TGGAATGGTGCAGTGTTTGT 226

Ai09B29255 Araip.B09 29255 p2 (AT)6 12 137781583 137781594 TCTTGGTCATAGGATTATTAAAAAGGA TGACAGTCACAGGTCAAAGGA 253

Ai09B29257 Araip.B09 29257 p2 (AT)6 12 137785647 137785658 TGGGAGATTGTTGGGAATAAG TGAGATCTATTAATCTTCATCCAATG 280

Ai09B29259 Araip.B09 29259 p3 (GAA)5 15 137791545 137791559 GCATAGGTGGCAAATGAGGT ACACAACCCCTTCTCCCTCT 195

Ai09B29262 Araip.B09 29262 c (A)12gtaaacataacatgcttgttataaacgcacaataaatgttcatacatgacgatacatac(AT)785 137808507 137808591 AGATGGACCCCGAACATAAA CCAATGCGCTGAATGGTAAT 152

Ai09B29264 Araip.B09 29264 p3 (CTT)5 15 137817320 137817334 TCTTGACTTTCCCATGGAGG AATGGACTTCTAGGCGCTCA 217

Ai09B29271 Araip.B09 29271 p4 (AATA)7 28 137836055 137836082 TGATGATCTTAGAGTGCAAACTTGA CTCGCTACAAGGAAAGCTGG 280

Ai09B29274 Araip.B09 29274 p2 (AT)15 30 137844000 137844029 TTGCTAGGCGTCTGGATCTT CTCAGCCTGCGAAGTTAAGG 253

Ai09B29276 Araip.B09 29276 c (TCT)5tttctttcgtttcttgccttctctttctcctcctccttcttcttcttgctgcaca(TTC)585 137847779 137847863 GCGATCGATTAGGGCTTGTA GAGGAAGAAGAACGTGCAGC 246

Ai09B29278 Araip.B09 29278 c (A)10ttgccaatatatgcaaatgctgcattttaccgatgaagtctgaattctactatctattttgtctttatgttttattcttt(A)10100 137864201 137864300 TTCAGTGAGGGGTTTTGACC TGTCAAAAATTTAAAAAGTTAGGATCT 250

Ai09B29286 Araip.B09 29286 p3 (ATG)5 15 137878559 137878573 AGAGGTGGGGTGATTGAGTG TTTTCTCATAGCCAGCCAGC 129

Ai09B29287 Araip.B09 29287 p2 (TA)9 18 137889979 137889996 GCATGGTCACGCATACAAAG TAAGTTGGCACTGCCTTCAA 266

Ai09B29291 Araip.B09 29291 p2 (AT)6 12 137898822 137898833 CTGCACAACTGCATCAGTACC TGCAATTCATTGACCAACCA 279

Ai09B29300 Araip.B09 29300 p2 (TA)10 20 137932381 137932400 GATTCATGTCATGGGGGTTC GAGGTGCACGGCTAGAACAT 227

Ai09B29301 Araip.B09 29301 p2 (TA)10 20 137932725 137932744 AAAGGATATGGCTTTGGGCT GAGGTGCACGGCTAGAACAT 246

Ai09B29304 Araip.B09 29304 p2 (AG)9 18 137934514 137934531 TTGACCATACCCAGCATCAG ATCTGAACGTGGTTGGGTGT 223

Ai09B29305 Araip.B09 29305 p2 (AC)6 12 137934864 137934875 AAGAAGCTGCTCGTCGTGTC ACAGAACTCACCAACGACCC 254

Ai09B29310 Araip.B09 29310 p2 (GA)6 12 137968590 137968601 TGAGGAGGGTTGAGATGTGA TGTTTCTTATCTTTTTCAAAATCACC 271

Ai09B29314 Araip.B09 29314 p2 (AT)9 18 137977092 137977109 ATGCTCCAACAAGAGCGAGT GCACACACAGCAAGCACTTC 259

Ai09B29317 Araip.B09 29317 p2 (AG)8 16 137992186 137992201 GCCCTCATTTATCAGTTCGC ATCCAAAACGACGCAGTCTC 236

Ai09B29323 Araip.B09 29323 c (AT)6aatagagatgtataaatagaagactctagtattaaaataattagctcaataataatt(TA)7ataatattatatgttgtaatg(TA)6116 138019398 138019513 CGTGTAAGCCGTGCTACTCA CAAATGCGATTCTCTCTCTCTTT 257

Ai09B29326 Araip.B09 29326 p3 (TTG)5 15 138027107 138027121 AATCATTGATGCATTTGCCA GACGTGATGCTTCCTCCAAT 223

Ai09B29327 Araip.B09 29327 c (T)10caattaagtccatcttagtagtaattgacttaattttataaggacccaatt(A)1071 138028179 138028249 TTTTTCTTTTTAATTGGGTCCTTG TTCGCGAAATTTTCAATTAGG 219

Ai09B29331 Araip.B09 29331 p2 (AG)8 16 138038501 138038516 CACACATAACCTGCATTGCC TCCTCCGATCTCCTCTCTCA 264

Ai09B29332 Araip.B09 29332 p3 (CTT)5 15 138038683 138038697 TGAGAGAGGAGATCGGAGGA GCACTGCACTGCGTATTGTT 210

Ai09B29333 Araip.B09 29333 c (A)10taataataatgatgtgtataac(T)1143 138045540 138045582 GTTAATGGCTATGCCGGAGA GATACCCCACAAACGACCAT 202

Ai09B29336 Araip.B09 29336 p2 (AC)13 26 138055980 138056005 AGCCTTGCATTCTCAGCCT TAGTTCTGCTGGGATGAGGG 148

Ai09B29339 Araip.B09 29339 p2 (AG)6 12 138073853 138073864 TTATGGGCCTGGTAAATGGA ATCTCCTAGGCCTTTCAGGG 233

Ai09B29342 Araip.B09 29342 p2 (AG)6 12 138082919 138082930 CTGAGCGACATAGTGACGGA GGCGGACTTTTCTGTTTGTC 255

Ai09B29346 Araip.B09 29346 p3 (TGT)5 15 138095058 138095072 TGCCTTAGGTGAGGTGCTCT TACAATCATGGATGGCAGGA 155

Ai09B29347 Araip.B09 29347 p2 (GA)24 48 138098440 138098487 TCTTTGCACCCAATGTACCA CCACTGCAAATCTCCAATCA 279

Ai09B29348 Araip.B09 29348 p2 (GA)10 20 138103364 138103383 GGGGAGATTTGTTGGGTTTT TTCAAATTTCAAGCCGATCC 249
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Ai09B29349 Araip.B09 29349 p3 (AAT)12 36 138105176 138105211 AAAGGTGGAAAGGTCCGAGT TTTTTGTGAAAATAGCACCGA 131

Ai09B29359 Araip.B09 29359 c (T)13cttcatagaattg(A)1036 138124189 138124224 TTTGAGAGAATGGGGATTGG CCTTTTTCCGTACACAGCAAC 175

Ai09B29362 Araip.B09 29362 p2 (AT)6 12 138129285 138129296 CGCCTCAATTACGTGTAGCA TCCGCCATAGCCTCTAATTG 275

Ai09B29364 Araip.B09 29364 p2 (TA)10 20 138133351 138133370 ACACGTGAAGCTCTGATCCC ATCCGAGATGTGTCCCAAAA 272

Ai09B29366 Araip.B09 29366 p2 (AT)6 12 138139722 138139733 TCATCCAGCAATCATTCCAA AAAATTTAAGAGTGGATAATTTGTGTT 200

Ai09B29368 Araip.B09 29368 c (A)10gatgaataagaaaaa(AAG)540 138140710 138140749 AATTTGCAGTGTGTTTGGCA TGCTGCTGCTTCTTCTTTTTC 280

Ai09B29369 Araip.B09 29369 c (A)10gatgataatgatgatgatgaaa(AAG)547 138141135 138141181 CATCTTCCAAGTAATTTTGCAGC CCCTCTTCCTCATCTTCTGC 203

Ai09B29371 Araip.B09 29371 p4 (TTTA)5 20 138148172 138148191 AACAAAAGGGCAAAGCTACG AAGGTCCGTTCCAAGTGATG 257

Ai09B29378 Araip.B09 29378 p3 (CTT)5 15 138200032 138200046 CTATTGAAGATGGTGGCGGT AGCAGTTAGTTCCACGCGAT 251

Ai09B29379 Araip.B09 29379 p3 (GTG)5 15 138200166 138200180 CCATTATTGGTTTCCATCGC ATATCAGCCACCGCTACCAC 102

Ai09B29380 Araip.B09 29380 p3 (CGC)5 15 138207570 138207584 GAGAAAGGTGACTTGCAGGC GCGGTGAACCCTAGAAACAA 154

Ai09B29382 Araip.B09 29382 c (T)13gtaatatttgctttgtttgtttgtagtttgtactacttttttag(T)1269 138213710 138213778 AGGGGCTGCCCAATTATATC CTTTTGCTCCATTCCCAAAA 244

Ai09B29383 Araip.B09 29383 p2 (TA)6 12 138219649 138219660 CCGTTGAGAGAAGAAGCTGG CCCCTCCTTTCCAAACCTTA 258

Ai09B29386 Araip.B09 29386 p2 (TA)6 12 138220178 138220189 TAGAGGGTCTTGGGTTCCCT TAGGGTTTGGGGCTCTATGA 240

Ai09B29387 Araip.B09 29387 c (T)10aggtcttttttctttgtgttatttttagt(A)1049 138221342 138221390 GTGATTGCTGCCCCCTAATA TTCTAATCTTTGTGTGTATGTGCC 125

Ai09B29390 Araip.B09 29390 p4 (GATA)6 24 138234723 138234746 GCCATAAACAAGAGTTGGCA TGTAGATCACGGTAAGAGAAAGAGAA 144

Ai09B29391 Araip.B09 29391 p3 (GAG)5 15 138246442 138246456 TGAGCAGCAGAGAGAACAACA TGGAAGAACCACTGACAGCA 108

Ai09B29392 Araip.B09 29392 p3 (CAT)5 15 138248116 138248130 ATCCGGATCTTTCTCAGGGT TTTTTGCCCTGGTTTGTAGC 204

Ai09B29393 Araip.B09 29393 c (T)10cataagtttgtgctatactgtaattaaacttaaaaatttggacacaaaaaatagaaaaagaaatcttgttttg(T)1194 138251713 138251806 TTTGTGCAATTTATGCTGGAA TTCAGCCATGGAGTGTGTGT 224

Ai09B29398 Araip.B09 29398 c (TA)6gaaaaggcaaactctactcgatcaagatcaaaacattgctgcatgctttcggatgg(A)1381 138254709 138254789 CGGGAATACGCGAACTACAT TCAGCCAACATACCTTCAACC 260

Ai09B29399 Araip.B09 29399 p2 (CT)7 14 138255693 138255706 TGAGTTCAGAAACCTCTCATTCA GGTCCTGAGGAGTGGAAACA 184

Ai09B29401 Araip.B09 29401 p4 (ACTA)6 24 138264645 138264668 CCCCAATCATAGAATCCAACA ACCCCTTATCCAACACTCCC 250

Ai09B29402 Araip.B09 29402 p2 (TA)12 24 138274138 138274161 CGGACCGTGAGATTTCGTAT AAGGATCTTCCGCCACTTCT 270

Ai09B29403 Araip.B09 29403 c (TA)6tgtttatattatatagcaaattgttagcatattcttgttgtgatcatc(AT)774 138274625 138274698 TGACGCGTGTATCAATAAGGTT TCATCAGCTTCTTCAGGCTTC 219

Ai09B29404 Araip.B09 29404 p3 (ATT)5 15 138274896 138274910 TTGAAGCCTGAAGAAGCTGA TTCTTTGCTTTAGTTTGCCGA 272

Ai09B29406 Araip.B09 29406 p4 (TTAA)5 20 138275353 138275372 TTCAATAATAACGGGGGCAA TGTGTTTCACGGTGGTTGTT 175

Ai09B29413 Araip.B09 29413 p3 (TTA)11 33 138285363 138285395 CAGCGACGAAGAACTTAGGG TCAAATGATTTCGTTGGAAACTT 251

Ai09B29417 Araip.B09 29417 p2 (TA)6 12 138301539 138301550 TCCCTAGCATTTCTCAAAACAAA AAACGCCTAAACCCATGTTG 261

Ai09B29419 Araip.B09 29419 p2 (TG)6 12 138306337 138306348 TACGGTTGGATAGGGTGTGG TCCCACATCAATTTTGATTCC 184

Ai09B29421 Araip.B09 29421 p2 (AT)8 16 138307294 138307309 TGCAAGCATGATTAGAAAAATGA AGCAGGCCTGTTCTCAAAAA 256

Ai09B29422 Araip.B09 29422 p3 (AAC)7 21 138313285 138313305 CGGCACAACAAACTGAACAA AACAATGTGGGGAACAATGG 274

Ai09B29425 Araip.B09 29425 c (A)13ctatc(T)11 29 138329402 138329430 TGTCTGGGAGAGAGATTTTCA TTCGACATTTATTGGACGCA 280

Ai09B29429 Araip.B09 29429 p3 (TTA)5 15 138340283 138340297 GAAAGAAGGAGAAGAAGGAATGA TTCATAACACGGCATCATAATAA 251

Ai09B29430 Araip.B09 29430 p3 (AAT)5 15 138340465 138340479 TTAGGAAATTATTATTATGATGCCG AACTAATTCCAGCATAATTGCAT 256
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Ai09B29431 Araip.B09 29431 c (T)11cattttatgtatgtagttacaggcgaatcggacggaccgaccgcgtgccacacaaatcgctcggtccgattggtgcactgccggttt(A)10108 138344959 138345066 GCGATGAAGAAATGAGGCTT AAATCGGACCCACTGATTTG 265

Ai09B29432 Araip.B09 29432 p4 (TATT)5 20 138345992 138346011 TGGGTATTTCATGCAAAAAGATT TTGTTTGAGCGTCATTATTTTGATA 265

Ai09B29434 Araip.B09 29434 p3 (ATT)5 15 138346460 138346474 GAGGTAGGCAAGGCTAACCA GCAACCCAGAGAATACTTAAACC 119

Ai09B29440 Araip.B09 29440 p2 (TA)6 12 138356543 138356554 AACTTGAAGCCACATGAACCT AGGTAGGCAGTAACCACATCAA 169

Ai09B29441 Araip.B09 29441 p2 (AT)10 20 138356674 138356693 TTGATGTGGTTACTGCCTACCT CATTAAGGTACATATGCATCGATCT 258

Ai09B29442 Araip.B09 29442 p2 (AG)6 12 138356936 138356947 GATGATATTCAGTGTCGTTTACCA TTTTGTGTATTCCAGCACTTTCA 105

Ai09B29446 Araip.B09 29446 p3 (GAA)6 18 138368005 138368022 TAACCAAAAGAACCCCACCA GGTGCCTTATTCAACTTCGC 220

Ai09B29448 Araip.B09 29448 p3 (GAA)6 18 138372907 138372924 AACTCATGCCTCTGCTAATTCA TCTCTGTGTTCTTCTTCTTTCACTG 254

Ai09B29458 Araip.B09 29458 p2 (TA)6 12 138391286 138391297 GATTTTAACGATCGATTTCGG TGTCCGTTAACTTTTTGGTGG 133

Ai09B29461 Araip.B09 29461 p2 (TA)7 14 138395031 138395044 GCCATATGGTTCACCCATTC CACTGTAATTTACCAAAGCTGCAA 199

Ai09B29462 Araip.B09 29462 c (TAG)5cgataataacacttgaaacaatgtcatgtgatatgatatgagatgatgatgatggtgcatgagagagt(ATAC)5103 138395710 138395812 TGGTGTTACACATGAAGAAATATCG TTCCTCTCACCTCACAGGCT 181

Ai09B29463 Araip.B09 29463 c (TC)15tgaagcacaaaactaccaccaccacccccatccctccagaa(T)1081 138395920 138396000 TGATGACGTGACAGAGAGCC TTTCCCCCGAAAATTTAACC 227

Ai09B29465 Araip.B09 29465 p3 (TTA)6 18 138397843 138397860 TGGGAAGCATCATATTGCAG AATCTTGCCGATTCAACCTG 253

Ai09B29466 Araip.B09 29466 p4 (TTTA)5 20 138399541 138399560 TTGGCAGTTGATCCGTAACC TTAAATGACCATGCCCATCA 139

Ai09B29467 Araip.B09 29467 p3 (TTG)5 15 138405264 138405278 TCAACGGAGTCATTTGACCA ATCCAGATTCACCCAACTCG 279

Ai09B29469 Araip.B09 29469 p2 (CT)22 44 138407933 138407976 ATCGCATTTCACTCCCAAAC AAATCAGCGGAACAATCACC 192

Ai09B29473 Araip.B09 29473 c (T)10cttttcctaattctcttcgagcaaaaacctttaaaagaatttggttattttttgaaaaatggttaaaggttaaaagtta(T)1099 138419917 138420015 TGATTACTTGCACTGCCTGC GGGGAAAAATGAAATTCAAGA 215

Ai09B29477 Araip.B09 29477 c (T)11cgcgagagatgcatcttcggttttgttttgatcttaccgtgtgtgcgcgcgccttctatcttattg(T)1188 138427824 138427911 AACTCGCTCTGTGTGTGTGC AATCAGAGGTGGTGAGGTGC 255

Ai09B29479 Araip.B09 29479 p3 (AAG)6 18 138433383 138433400 TCTCTCCTCTGTCCCTCCAA GTTCATGAGCAGCACCTTCA 106

Ai09B29481 Araip.B09 29481 p3 (TAC)5 15 138439363 138439377 TTGCTTTTCTCCATCACCAA CCAACATCACACATGGGGT 202

Ai09B29490 Araip.B09 29490 p2 (AG)6 12 138472210 138472221 TACGACGGAGATGGAGGATT CATGGCCATACCCATTTCTT 272

Ai09B29491 Araip.B09 29491 p2 (AT)6 12 138472444 138472455 TGTTTTGCTTTGCAATCTCG GTGATTCGGTGCTGCTACAA 198

Ai09B29495 Araip.B09 29495 p3 (TTA)5 15 138480473 138480487 AGTAAACCGTGGTGACCTGC AAAATACAATGTGAAAGTGAAAGTACA 269

Ai09B29496 Araip.B09 29496 p3 (AAT)6 18 138483684 138483701 ACCAGAGACCCCATTTTCGT TTGAGGAATGTTTTGGGACAG 272

Ai09B29497 Araip.B09 29497 c (T)10ctgtcccaaaacattcctcaacaaaatt(A)14tccaaacttccaaaaattccaaactcaagaaaaccgccatctcc(CT)6108 138483817 138483924 GGTGTTAGTGAAGGGCTTATTCTT AGGAGAGAGAAAAGGGGTGG 249

Ai09B29498 Araip.B09 29498 c (TG)6(T)11 23 138484894 138484916 AGTTGCTGCTGCTGCTTCTT AGCCAGGAGTCATTTCACCA 177

Ai09B29499 Araip.B09 29499 p3 (TCA)5 15 138490623 138490637 TCACCATCACACCACCTCTT AGACAACGCGATGATGACAA 152

Ai09B29501 Araip.B09 29501 p3 (TTG)5 15 138491182 138491196 CAAGGAAAAATCTTGGACATGG TAACGTAGCGGGACCGATTA 254

Ai09B29503 Araip.B09 29503 p3 (GAA)5 15 138494765 138494779 AACTTACCCAAAAGAGGGTGG CCTTGACTTGCGAAAAGCAT 280

Ai09B29504 Araip.B09 29504 p3 (ATT)7 21 138504870 138504890 GAAGACCATAGATTCAACGTTCC GGGATCCTGTAGTCTTTCCTTC 208

Ai09B29505 Araip.B09 29505 p2 (AT)7 14 138530552 138530565 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 129

Ai09B29506 Araip.B09 29506 p3 (ATT)6 18 138536005 138536022 TGCATAATCTATCACGCAGTCT GATCCTGCAGTCTTTCCTTCA 280

Ai09B29508 Araip.B09 29508 p3 (GAA)5 15 138541409 138541423 CCTTTCCAATAAGCCACTTGA CTCTCTCTCCTGTTGGCTGG 271

Ai09B29509 Araip.B09 29509 p3 (TCT)5 15 138543123 138543137 GCGAACCTAGCCAAATCAAA TGCGTGATAGATTATGCTGGA 267
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Ai09B29510 Araip.B09 29510 p3 (ATT)21 63 138543319 138543381 CCATTCTCTAAGCCATTAAGAACC AATAAGGGATCCTGCGGTCT 235

Ai09B29512 Araip.B09 29512 p4 (TTAT)6 24 138557936 138557959 GAAGGATGTTTGTTGCCCAT TGAAGGGATTCAATAGGACCA 252

Ai09B29513 Araip.B09 29513 p2 (TA)8 16 138558696 138558711 ACAACCTTTTGCCGTATTGC AAAATGGCAACAAGTCCTCAA 185

Ai09B29515 Araip.B09 29515 p4 (AAAG)6 24 138565270 138565293 AAATTAACCCTAGCCGCCAC TCCTCCCCTTTCCTTCTTTC 123

Ai09B29516 Araip.B09 29516 p5 (CGTCG)5 25 138565465 138565489 GAAGGAAAGGGGAGGAAGAA TTGAGATCCCGCTCTCTCTC 235

Ai09B29517 Araip.B09 29517 p3 (GTG)9 27 138568302 138568328 AATATCATGCTAGCGGGTGG ACGCCTTTCCAATCACAAAC 264

Ai09B29518 Araip.B09 29518 p3 (AAC)6 18 138568692 138568709 TTCCAAACCTTCCTCCTCCT ATGCCAAACCAGAACCAGAC 249

Ai09B29520 Araip.B09 29520 p3 (TTA)5 15 138576184 138576198 TGGCAAAAATTGCATTTTCATA TCTCTCACCTTTGCTTCTGG 263

Ai09B29521 Araip.B09 29521 p4 (ATTA)5 20 138577292 138577311 AGCAACTCACGTACTGTCGC TGAATTAAGCCAATTTACGAGG 182

Ai09B29523 Araip.B09 29523 p3 (AGA)5 15 138587726 138587740 TGAAGGAGGAAGAAGAGCGA GAAAATCCCGCGTACAAAGA 198

Ai09B29524 Araip.B09 29524 p5 (TAAAA)5 25 138590893 138590917 TTTTTGCTCTCAAATCAATAAAATTAC GCTAGACGCTTGTCGTAGACC 280

Ai09B29525 Araip.B09 29525 p2 (TA)6 12 138591402 138591413 TGGCAAATCAGCATTCAGTT AGCTCTGATACCATGTGAGGG 280

Ai09B29527 Araip.B09 29527 p2 (TA)7 14 138598818 138598831 ACAAGTGGCAAACCAGCATT GCAGAGAAGTGAAGAAGTGCAA 231

Ai09B29532 Araip.B09 29532 c (TA)10aaattatttgtaaataaaaaataattattaatatatatatg(TA)775 138620080 138620154 TTGAATTCTACTGGCTCATCAAA CCATAGTGCCGATTGGTTTC 277

Ai09B29533 Araip.B09 29533 p2 (AT)8 16 138621162 138621177 CATTGAATATTGCATCAACCG CACAAAGTCTTGAACCGTTTTT 226

Ai09B29542 Araip.B09 29542 p3 (CAA)5 15 138657926 138657940 ATCACCTCATCTTTGGCACC AACTACCCGTGTTCCAGTCG 147

Ai09B29543 Araip.B09 29543 p5 (TTATC)5 25 138659565 138659589 CCTGGGTGCTCCAGTGTATT CAGAGGAACACGACCCAAAT 170

Ai09B29544 Araip.B09 29544 p5 (AAGAT)6 30 138669964 138669993 AGAGGAACACGACCCACATC CCTGGGTGCTCCAGTGTATT 177

Ai09B29545 Araip.B09 29545 p5 (TTATC)5 25 138672941 138672965 TGGTGAGGAGCGACTTCTTT AGAGCTCGGCCAAATCACTA 187

Ai09B29553 Araip.B09 29553 p4 (GAAA)5 20 138693967 138693986 AAAGTTAGCATTTGGCACGC TTCTTTTTCGATTTGCACCC 235

Ai09B29555 Araip.B09 29555 c (A)10gggaatctcaaaaatccagctcagacacccaaaagttggcatgaatcgtgacgtatcagcacacgaagcacacagcaaattcctttcctaaaacacagac(AG)10aagttacctgagcgtggagtgacagaa(AG)6169 138694249 138694417 CCACACCAGTTGAGACCTGA TTCTCTCTCTTCCTCTTCGTCC 260

Ai09B29557 Araip.B09 29557 c (T)10gttctagtccactgctctggtaaaatt(A)1148 138695281 138695328 AACCAAGAGGGAGTGGTGTG GCCTTTTGCAATATGCTCATC 217

Ai09B29558 Araip.B09 29558 p2 (AG)11 22 138699219 138699240 CCTCCTCCTTTACCACCTCC TGCCCTTCTCTTCGTCACTT 168

Ai09B29559 Araip.B09 29559 p2 (AT)6 12 138700282 138700293 CTTTGCGGTGGGACTACATT CGACCATCAACATTTTACCCA 233

Ai09B29568 Araip.B09 29568 p2 (AT)14 28 138733118 138733145 TCTGGAATTTGGCTTGTGAA ACCCCTCTCTGACCCCTCTA 261

Ai09B29569 Araip.B09 29569 p3 (ATA)5 15 138733445 138733459 ATGCTTCCCTTTTATGCCCT TCTGAGGCTCTCAGCAATCA 237

Ai09B29570 Araip.B09 29570 p2 (TA)6 12 138738598 138738609 TGAGATTGCAACAATAAACAAATG CAGCCAATGGGTTAGTGGAC 271

Ai09B29571 Araip.B09 29571 c (T)13aatgaatgctaacaatataggaaattttaatgatcattttattattttaattagttaagttataaatttaccatttcaaattttaaactaattagtcacc(A)11124 138739494 138739617 GCTATCTGGTACGCTAATCAAACA CCACAAACATGATTCAGTTCTCA 245

Ai09B29576 Araip.B09 29576 p4 (TAAT)5 20 138743779 138743798 CCAAGGTGATAATTCAGGGG TATGCGGGTCAACCTCTTCT 236

Ai09B29577 Araip.B09 29577 p4 (AAAT)5 20 138744055 138744074 AGAAGAGGTTGACCCGCATA TCATTGCTGCTTTTGCTTTG 280

Ai09B29583 Araip.B09 29583 p2 (TA)7 14 138751939 138751952 CCATGCAACAATCAAGAGGT TGGCTTTTAAGGAAGGCTGA 242

Ai09B29589 Araip.B09 29589 c (TG)8(T)13 29 138769933 138769961 GATTTCCTACGACCCACTGC ATGCTTCCTGCAACCATTTT 276

Ai09B29590 Araip.B09 29590 p3 (AAT)5 15 138770886 138770900 TGCCAAAGTGTGCATGTAGC GATATGGAGACTCGAACCCG 264

Ai09B29593 Araip.B09 29593 p3 (CTC)7 21 138780095 138780115 CAGGTGTAATGAAACCGCAA GAACCGAAAAGAAGAGGAGGA 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B29601 Araip.B09 29601 c (T)12(A)10 22 138829230 138829251 AAGGCAAAGGTTGGTTTCAA AGCCACATCCAACTTCCTTG 208

Ai09B29607 Araip.B09 29607 p3 (CAC)5 15 138850926 138850940 AAATCACCCCTAAGATTCAACG TTTGGTGCAGATGATGATGG 142

Ai09B29609 Araip.B09 29609 p2 (TA)8 16 138856707 138856722 TTTTCCTGGTTCATTTTGGTTT TTTGGGATTGCATTTCACAG 240

Ai09B29610 Araip.B09 29610 c (AAT)5tataataagagtactaataataacaatagcaagttgcagtaacagtgaagaggatggaataggagaagg(AGA)6102 138860629 138860730 GCCTCCACCATCTCTATCCA TTTGATGTGCCCAGTGATGT 253

Ai09B29611 Araip.B09 29611 p3 (CAA)8 24 138861645 138861668 GGATAGGCATGCACATCACTT TGTGAATGAAACTGGTGGGA 239

Ai09B29612 Araip.B09 29612 p2 (AT)7 14 138861891 138861904 TCCCACCAGTTTCATTCACA GAGCCTGCACCACTCTCTCT 162

Ai09B29613 Araip.B09 29613 c (AAT)6a(GTT)8 43 138862776 138862818 TGATTCTGGACGTTATCAATGAA TTCCTTCTGCCTTTGTCACC 262

Ai09B29614 Araip.B09 29614 c (AG)10(TG)11agagagggtagaagatagtc(ATG)1195 138863240 138863334 TCCTTCGTGCACCATTTACA ACCGGATGTATCTCCACTGC 175

Ai09B29615 Araip.B09 29615 p2 (GT)6 12 138864255 138864266 TCATCGTCGCAAGCACTAAC AGGGCACTGTTGGTGTTCAT 267

Ai09B29616 Araip.B09 29616 c (AGG)6aagaggaagaagaagattgcaacaacaacaactgccatagaagag(GAA)5tgtagtagtagtactagcaa(CAG)6116 138864598 138864713 CTGCCTCCACCATCTTTTTC CCTTTTCATCCCTTCTGCCT 244

Ai09B29617 Araip.B09 29617 p2 (AC)6 12 138865197 138865208 TCATATAATGCGTTCGCAGC GTGCACCACCACATCTTCAC 178

Ai09B29618 Araip.B09 29618 p2 (AG)8 16 138865639 138865654 ACAGCTTTTGCAGCTGGTTT GCCCAATGATGAAAGGAAAA 175

Ai09B29620 Araip.B09 29620 p4 (AAAT)5 20 138879074 138879093 CCACCAAAAAGGAAGCAAAC TGGACATACAATCTCCTGGCT 278

Ai09B29623 Araip.B09 29623 p3 (CAC)10 30 138882041 138882070 CACCACCACTACCACCAACA GTTACGGTGAGGGGGTGAG 156

Ai09B29625 Araip.B09 29625 p3 (CTC)12 36 138890836 138890871 GCCGCTTATCAGAAGGTTCA GACCATCAAAATTGGCATCC 273

Ai09B29627 Araip.B09 29627 c (A)10gggtttacccacttcacttttaataaaaaaactgtcactacgtgtttaattctttttattttt(A)1083 138898871 138898953 TGGGAATATGGGAGTTTGGT TGGCCAAACTTTAGGGACAA 243

Ai09B29629 Araip.B09 29629 p4 (TATT)6 24 138910200 138910223 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 265

Ai09B29633 Araip.B09 29633 p2 (CT)10 20 138923723 138923742 CGGAAGTTTCCCAAATCACA GCATAGTCCGTGTCTCCTCC 278

Ai09B29636 Araip.B09 29636 p2 (TA)11 22 138931700 138931721 CCTACCAAAAGGATCCGACA TCTCACAGGCCAAAGTAGCA 259

Ai09B29639 Araip.B09 29639 p2 (TC)8 16 138943263 138943278 AGAAGGATTGGGTGATGCTG TTAAAAGCCAACGTGGAACG 276

Ai09B29641 Araip.B09 29641 p3 (ATA)9 27 138945141 138945167 TTCTCTTGTTTTTCCGTGCC ATAGGACCCATCCCACATGA 116

Ai09B29642 Araip.B09 29642 p2 (AT)8 16 138945652 138945667 GCTGGGAATTTTCTGTTGGT GCGGACACGACAACTCAGTA 130

Ai09B29644 Araip.B09 29644 p2 (TA)8 16 138953298 138953313 TTTTCAGCATCAAGCTGGG GCGCGTAGAACCTACTCTCG 130

Ai09B29645 Araip.B09 29645 p3 (AAT)7 21 138953811 138953831 ACTGTAGTGTTCGGCAAGCA TTGGTTGAGGTTGGTTCACA 252

Ai09B29646 Araip.B09 29646 c (T)10aaaaatc(A)1431 138956483 138956513 AGAAGCCTTTAATTCGAAACTGT TCTCTGCTTCACCTCCATCA 259

Ai09B29652 Araip.B09 29652 p2 (TA)6 12 138997926 138997937 CCACTCACCATATAGTGCAAGC TCAGGTCTCTTTTCTTATGACGC 278

Ai09B29655 Araip.B09 29655 c (T)10acaaaataaaaaaataaaaatgattattaattatatatcgaataaaacactattgattacctag(T)1488 139002966 139003053 TGTCCAATATAAGGGAAAGAAAAA TGCTTCAACGTGGTGAACTT 247

Ai09B29657 Araip.B09 29657 p4 (TTAT)5 20 139006382 139006401 TCCTTTTCCTTTTTCCAGCA GGGGGTTTATGGAATCTTCA 243

Ai09B29659 Araip.B09 29659 p3 (CCA)6 18 139007861 139007878 TCCGAAGGCAAAATCAAAAC GGTGTAGGGTTTGTGGATGG 200

Ai09B29660 Araip.B09 29660 c (AG)6aatatgatcatgaagaagaagaggag(GAT)553 139009058 139009110 CTCCCCCTCAGTACCAACAA TTGTCGCAATCTCATAACGG 231

Ai09B29663 Araip.B09 29663 c (A)12gagaaggctcagctctctcattt(A)1045 139010339 139010383 GCTGGGTCAGGTTTCCATTA TTTGGAGTACAAAAGTCAAAACGA 279

Ai09B29666 Araip.B09 29666 p2 (TA)11 22 139022008 139022029 TTGCTTATGTGATGCTTGGG CCACTCAATCCGGAACACTT 262

Ai09B29670 Araip.B09 29670 p2 (TA)6 12 139032316 139032327 GTTGTGGTCCTGATGAAGCA AGAGGGGTCACCAATCGAG 134

Ai09B29671 Araip.B09 29671 p3 (AAT)7 21 139033372 139033392 AATAAATAAGTGCGTGGCCG AAGGCTTAATGTAAAAGATGCACA 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B29674 Araip.B09 29674 p2 (CA)6 12 139037185 139037196 AAGGCGGCATTGACTTTTTA TTGTGGGGACGATATATACGAG 212

Ai09B29675 Araip.B09 29675 c (TGA)7agtttcattcatctcttttcttttcttagtactgacaccaatgaagaggagaattgaagcgcatacatcactacctttgtgagtgtgtgt(GA)7gggg(CAA)5144 139040717 139040860 GTGAGGGCAGAAAAGGTTGA TAAACCCTTGAAAGGGGAGG 278

Ai09B29676 Araip.B09 29676 c (GTG)5tttggtaggaagggataattgttgttgatggaacagtgacatgtgttgttgttgt(TGG)585 139043143 139043227 GGTCGTTGATGAAGAAGGGA CCCTTGAGAATCAGTCCCAG 224

Ai09B29687 Araip.B09 29687 p2 (AT)7 14 139050523 139050536 ACCAAAATTTCTGTGCTATGTGT ATCGTCGTCGTCGTTTTTCT 279

Ai09B29689 Araip.B09 29689 p2 (TA)7 14 139063042 139063055 CCATTTTTAGTAGCAAATTTTAATGA CATTTGTGATTGACCCACCT 265

Ai09B29690 Araip.B09 29690 p2 (TA)8 16 139063157 139063172 CCATTTTTAGTAGCAAATTTTAATGA CATTTGTGATTGACCCACCT 265

Ai09B29697 Araip.B09 29697 p3 (TAA)7 21 139069048 139069068 GCCGCCATTGCTTATAGCTT GGTGATATGGATAATTTTTGTAACACT 280

Ai09B29703 Araip.B09 29703 p3 (GGA)5 15 139096359 139096373 ATCCGATTCTAAATTCCCCG CCGTAGGCTTCTTCCTACCC 157

Ai09B29704 Araip.B09 29704 p3 (AGG)5 15 139096848 139096862 TCAGGGATAACTGGTGAGGG TTCTTCGATCCCTTTGATGG 233

Ai09B29705 Araip.B09 29705 p3 (GCA)5 15 139097798 139097812 GTGAAAAGGAGGGGGAAGAG CATTTTCTGCTGCAGTTCCA 132

Ai09B29709 Araip.B09 29709 c (A)10tcaaaagacatattttaaaaacac(TA)850 139106875 139106924 GCACTTCTTTGACAAAAATTCCA TTTGAGCAATCACACACACA 270

Ai09B29716 Araip.B09 29716 p2 (CG)6 12 139124010 139124021 CATCCATCAAGAGGTTGCCT TTTTCCAGAGAGCTGTGCCT 223

Ai09B29718 Araip.B09 29718 c (A)10ttat(A)11 25 139138205 139138229 GCTTCCAATGGGTTTCTTGA CGAACTTAATAACATAGAAGGAGAACA 253

Ai09B29720 Araip.B09 29720 p3 (AAT)5 15 139139749 139139763 AATCCCATCCGGAAATTGTT TTTCGAGGTGAGTGTGCTTG 228

Ai09B29727 Araip.B09 29727 p3 (TAT)6 18 139159868 139159885 AATGAGCTTGTGTGTGGCTG AATTCCGTGGGGGAGAGTAG 175

Ai09B29732 Araip.B09 29732 p4 (CTAT)11 44 139173633 139173676 GCACCACGATAATCATGCAC AGAGAGCATAGGGGAAAGCA 201

Ai09B29737 Araip.B09 29737 p2 (AT)8 16 139195717 139195732 AGAGCTCTTCCGTTAAAATTCA TCTGCCGTATTGAAACACCA 263

Ai09B29738 Araip.B09 29738 c (T)10aatg(ATA)6 32 139197857 139197888 TGCACTCGGTACATTCTTGC CTGGTGGAACTGAAGCCAAT 221

Ai09B29739 Araip.B09 29739 p2 (TA)8 16 139199201 139199216 TCATCCTCCCATCATTCTCA ATCGGGATTTCATCCCTTTT 216

Ai09B29743 Araip.B09 29743 p2 (TA)23 46 139202165 139202210 GCAAACTGAATTACCCATGACA CCTTGGTTGGAATGAGAATGA 271

Ai09B29745 Araip.B09 29745 p3 (ATT)6 18 139205529 139205546 CAGGTCTGGATTCTTCGTCA TCATGCAATTTGCTGCTTCT 279

Ai09B29747 Araip.B09 29747 c (T)10aatg(ATA)5 29 139212803 139212831 CAATGTGCCGTTAGGATACG GCCATTTTAGTAGGGTCAGTTCC 280

Ai09B29750 Araip.B09 29750 c (T)12gag(T)11 26 139220371 139220396 TTTTTCCACGGTCTAGGTGG TGCACAAATGACACTCCATC 267

Ai09B29752 Araip.B09 29752 c (T)12gag(T)11 26 139221778 139221803 AGCACGGGAGAAGAATGAGA TGCACAAATGACACTCCATCT 267

Ai09B29758 Araip.B09 29758 c (T)10atcattatcacca(TCT)538 139238469 139238506 ATTGATCCATGGCTGAACCT TGGTTCTTCTTCTTCTTTGTTTGA 203

Ai09B29759 Araip.B09 29759 p3 (TTC)5 15 139238978 139238992 TTTGGTGGTTGATTTTGGTG CATCGTCGTGTTTCTCCTCA 276

Ai09B29762 Araip.B09 29762 p3 (TCA)5 15 139248084 139248098 GTATACCGATTCGCACTCCG TGAGGGAGAGGATGAGGATG 266

Ai09B29765 Araip.B09 29765 p3 (TTA)5 15 139255824 139255838 TGTCCTTGCCATTCTCTTCA TTGGCTATTTGATCAATGATGG 252

Ai09B29768 Araip.B09 29768 p2 (TC)14 28 139260134 139260161 TTTCGTCTCCTAATGGCTGC TGATGAGTGCCAGCTAAATGA 265

Ai09B29772 Araip.B09 29772 p4 (AAAT)5 20 139299337 139299356 TGACTAAAAGGTCTAGAATTCGATCAT TGCAGGAAACAGAGAACACG 267

Ai09B29774 Araip.B09 29774 p2 (CT)7 14 139300565 139300578 GGAACATTGAACCTGGAATTG GCTACAAAGTGGGGGAATCA 171

Ai09B29776 Araip.B09 29776 c (T)10gtttttttctttttttttggtttcttttttttgtactttatgc(T)1063 139304285 139304347 CGTCCTCGAATCTTGTAGGTG TGTGTTCTTATTTTCGTTTGCG 169

Ai09B29778 Araip.B09 29778 p3 (ATT)5 15 139316726 139316740 CCTTTATTATTGGGCCAGGG TCATAATTTACTGCGATTTTCCC 225

Ai09B29779 Araip.B09 29779 c (T)10cttttgccaattaacaacggcaaccgggactaaagaagagaaagacaaataaataggaccatgactttttattattagttacaacatanatttaat(TA)6118 139320588 139320705 CAAATTTGATTCAGTGTCCATTC TTTGAATGAAGATGAGCGGA 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B29782 Araip.B09 29782 p3 (GTG)5 15 139323206 139323220 TAGTGGTAAGGAGGGGGAGG ACCCGGTTTACCACTCTCCT 139

Ai09B29783 Araip.B09 29783 p3 (GGT)6 18 139323629 139323646 CGGAGAGTGGTACACTGGGT ATTCTCCTCCTCCACCACCT 269

Ai09B29784 Araip.B09 29784 p4 (AATA)7 28 139330726 139330753 AGTTACCACGCTGTGTCACG TCCGATGTGAAAATGACCAA 192

Ai09B29786 Araip.B09 29786 p3 (ATC)6 18 139358818 139358835 CACAATTCTAATCAATGCTGTTGTC TTTCACCTTGCTACCTTGGG 269

Ai09B29789 Araip.B09 29789 p3 (AAT)5 15 139361397 139361411 GGTTCTTCTGAAGGTTTCCG TGGAGTCCACCATCAAAACA 244

Ai09B29790 Araip.B09 29790 p2 (TA)6 12 139362706 139362717 TGCTGACACCGTCATATTCC CTTGAGTTGCGTGCAACAAT 275

Ai09B29792 Araip.B09 29792 p4 (TTAT)6 24 139364192 139364215 GGAAGAAGTTGTTTTTGCTTGC CAGTTTGTGTAGTCGGCAGG 216

Ai09B29793 Araip.B09 29793 p2 (GA)9 18 139367135 139367152 CAACAAAAGGGCGGAAAATA AGGGAAGTGGCTCGTATCCT 150

Ai09B29796 Araip.B09 29796 p3 (CTT)5 15 139370262 139370276 TCGGTGTATGTGTGTGCTGA TCATCTTTCAAGTAATTTTGCAGC 221

Ai09B29797 Araip.B09 29797 p3 (TCC)5 15 139370592 139370606 TGCAACAAATTTGGATGTAACAC ATCGCGAAAAGTCGAAAGAA 214

Ai09B29803 Araip.B09 29803 p3 (CTA)5 15 139387574 139387588 AGCTGATGTTGATGCTGCTG TGTGACAGATCAATCTCTGAAGC 269

Ai09B29806 Araip.B09 29806 p3 (CTA)6 18 139390924 139390941 TTGTTGGTTTTTGGATGGAA GAGTGACCTTCCATTATTCCG 118

Ai09B29807 Araip.B09 29807 c (T)33aatttaattaaccttttgttttttattttaatttccatatttttccattttctttctgattatta(TAT)5113 139398889 139399001 CAAAAAGGGAAGAAGAAGAAAAA CGCATACATGCTGCTCCTT 218

Ai09B29810 Araip.B09 29810 p3 (TTG)7 21 139409253 139409273 TCGTTTGATTCATGTAGCCG TTTGGATCTGGGCCATAGAG 217

Ai09B29813 Araip.B09 29813 c (TC)6cctcccttctt(TC)11tttctctcccttctctctctcctcctatctctctttttccctactctccctc(CT)9115 139421051 139421165 CCGGTTAACCAAAACCAAAA GGAGAGGAGGAGAAAGAGGAA 222

Ai09B29814 Araip.B09 29814 p2 (CT)10 20 139421292 139421311 TTCCCTACTCTCCCTCCTCTCT TGAGGAGAGATAGAAAAAGGGG 276

Ai09B29815 Araip.B09 29815 c (TC)6ttctcttctctcctctccttctctctctcctttctcctctctttttcc(CT)672 139421427 139421498 TCTTTCTCCCCCTCCATTC GAGAGAGAAAGAGAGGGAAGGT 234

Ai09B29816 Araip.B09 29816 c (GA)6tagatagagttgagggggagagagagaagagaaagagaggaggagagagaaaaatgggagagagaaaaatgg(GA)6aagagagagagaaaagaaagagaaaac(GA)7137 139421992 139422128 GGGGAGAGAGAATGAGGAGAA CCCTTCCATTACTTTCGTTCCT 242

Ai09B29817 Araip.B09 29817 p2 (AG)7 14 139429769 139429782 CCCTTTTAGGCTCCCTTCAC TTGGGTTTTGCATGGGTTAT 248

Ai09B29819 Araip.B09 29819 p2 (AG)6 12 139439410 139439421 GGGGAGCTATAGGAACTCCG TTGGGTTTTGCATGGGTTAT 187

Ai09B29823 Araip.B09 29823 p3 (ATG)5 15 139457492 139457506 TTCCAAGATGGATTTCTGGC AGGAAGGAGAAGATCTCGGC 181

Ai09B29824 Araip.B09 29824 p2 (AT)10 20 139460000 139460019 CGGAGCTTGAGGTTGGATAA TCACGAGCTGGCTCAAATAA 206

Ai09B29827 Araip.B09 29827 p2 (AT)16 32 139465283 139465314 TGTGGTGTTGCATGATGTCTT TTGAGGCAGAAATGGTCCTC 201

Ai09B29828 Araip.B09 29828 p3 (AGG)5 15 139471816 139471830 GTGCATCCATTAGCATCACC TTGTCTGGATCCTTTTTGGG 260

Ai09B29829 Araip.B09 29829 p3 (GAG)6 18 139485587 139485604 CAAACGTAGCCCCAGAAGAA TGAAGAAAGCTTCTGCCTCC 264

Ai09B29830 Araip.B09 29830 p2 (AG)6 12 139506493 139506504 TCCTTGAATCAAACCTTGGC ATGAAGGGCTCGAATTGATG 209

Ai09B29833 Araip.B09 29833 p2 (TC)7 14 139511603 139511616 CAACAACGACAGGACTCCCT CGCTGTTGCCATTACAGAGA 132

Ai09B29838 Araip.B09 29838 p3 (TCT)5 15 139518323 139518337 ACCACCGACCAACTCTCTTG AGTCGGTGTTGGAGGAAATG 229

Ai09B29841 Araip.B09 29841 p2 (CT)6 12 139527875 139527886 TGGTAGACCAAGGAAAGCTGA GGCCATATGATCGCAGAAGT 167

Ai09B29845 Araip.B09 29845 c (T)10gggttaattttcaatctttttttcaatattttttctctgtttc(T)1164 139538533 139538596 TACAAAGTCCACCTCCCGTT TCTTTTCATACCACAGGGGC 222

Ai09B29847 Araip.B09 29847 p2 (AT)8 16 139542766 139542781 AGGTCCAATCTGGCATGAAA TGTTGAGTGCACCGACTTTT 236

Ai09B29851 Araip.B09 29851 c (TTC)5atcttcc(TCT)537 139552780 139552816 CGAATAAATCCCAAAAACGC TGCAGCAAGAAGCAGAAGAA 265

Ai09B29860 Araip.B09 29860 p3 (CTT)8 24 139586737 139586760 CTGCCACCTCAATTTTCGAT TTGGGAGTAGCGTGTCACTG 155

Ai09B29861 Araip.B09 29861 p3 (TTG)6 18 139593042 139593059 GCAGAAGGAATCAGAGCCAC TCCAGACCAACATCAAATTCA 261
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Ai09B29873 Araip.B09 29873 p4 (ATCT)5 20 139625441 139625460 TTGTTGCTACTCACAGCCAA TCATTAGAATTGCTGATGTGGC 194

Ai09B29874 Araip.B09 29874 p3 (AAT)7 21 139625977 139625997 TGATGCCACATCAGCAATTC CAAATTTCTCCATCATCTCGTTC 172

Ai09B29876 Araip.B09 29876 c (TA)8(TG)31 78 139631239 139631316 TGCATTCAACAACCTTGGAA CAAGACACACAGTTTGATCGG 186

Ai09B29877 Araip.B09 29877 p6 (ATTTTG)5 30 139632612 139632641 CCATTCAAAACATGCAACGA CAGGTGGTGGGCAATCTACT 276

Ai09B29879 Araip.B09 29879 p3 (GAG)6 18 139658478 139658495 ACCTCACCAGAAGAGCCAGA CTAAAGCAAGGTCTCGTGCC 202

Ai09B29881 Araip.B09 29881 p2 (AT)9 18 139665057 139665074 GAGTTTTCGGCAGATTCCTG TTATCATGCATGGTTTGCCA 243

Ai09B29882 Araip.B09 29882 c (T)11aatttttcaaatttaaaggaaggtattttgcttctgttttcca(TTG)569 139668659 139668727 CTGTTCTCGTCGCAATTCAC AAACAGAAGCAACCAGAAGCA 261

Ai09B29883 Araip.B09 29883 p3 (TTG)5 15 139668871 139668885 TTGTTGATGCTTCTGGTTGC GACCCCTATTCTTCCCCAAA 272

Ai09B29886 Araip.B09 29886 p3 (ATA)5 15 139672489 139672503 AGATTAGAAAGATAAACGGTGAAAAT CCCTTCCATGTCATCCGATA 271

Ai09B29890 Araip.B09 29890 p3 (AAT)5 15 139677202 139677216 CCTTAGCTTCTTCAGGCTTTGA ATACCCCACCGACCATACAA 249

Ai09B29892 Araip.B09 29892 p3 (GAC)5 15 139678623 139678637 CGCTCCTCCTCCCTAACTCT GAGGGAGATCTACGAGTGCG 248

Ai09B29895 Araip.B09 29895 c (A)11gaaaagagagagaaaaaagaaagt(A)17catgaaatagaattacacaagtaactaaaaacatcaaagggcataattttttcttttg(A)14124 139704646 139704769 TTTGGGAGAGAAATGGATGG GATCCGTATTGCTGCTCCTG 273

Ai09B29896 Araip.B09 29896 p3 (CCA)5 15 139705411 139705425 TGTGATCCCTCTGTCTTGGA GTCAAAGGGAGAACAAAGCG 249

Ai09B29908 Araip.B09 29908 p2 (GA)6 12 139737711 139737722 TGCTTGTCCTCAAGCAAAGA GCCATGCAAACAGAAAGTCA 280

Ai09B29912 Araip.B09 29912 p2 (AG)8 16 139769169 139769184 TCAGGAACATTGGTTCAGGT CATGTGGAAAAGGTGGCTCT 280

Ai09B29916 Araip.B09 29916 p2 (AT)9 18 139778249 139778266 ACAAATGCTTTGGAGGCAGT CTCTCGAGTCCCCAACATTC 276

Ai09B29917 Araip.B09 29917 p3 (ATG)8 24 139779054 139779077 TTGTTCTGTCGTGTGCCTCT GGGAAGAGGCATGAGTGGTA 227

Ai09B29921 Araip.B09 29921 c (T)13gcgtaataagaaagaaaggaagagaagcaaaatgaagtagagctgagctaaca(AACT)586 139786610 139786695 CTACTAACCGCAGAGGCAGG TTCAGAGACGACGAGGATGA 263

Ai09B29927 Araip.B09 29927 p3 (AGA)6 18 139792247 139792264 TAACTGCAAAGCACCAGCAG ATGAAGCACTGCAACCACAG 136

Ai09B29928 Araip.B09 29928 p2 (TA)9 18 139793057 139793074 TTGACTGAAAAATAGTGAATCAAAA AAGGAAATGACGTGTGCTAATG 254

Ai09B29929 Araip.B09 29929 p2 (CT)6 12 139795320 139795331 GAGGCCGAGTTCTTCCTTCT AGGTCCCTTCTCACAGTCCA 187

Ai09B29930 Araip.B09 29930 p3 (CTC)6 18 139798090 139798107 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 257

Ai09B29931 Araip.B09 29931 p2 (CT)6 12 139804064 139804075 GAGGCCGAGTTCTTCCTTCT AGGTCCCTTCTCACAGTCCA 187

Ai09B29934 Araip.B09 29934 p2 (TA)8 16 139813601 139813616 GGGGATGGTAAGGATCACCT AATGCGCAAAACCTAAACCA 267

Ai09B29935 Araip.B09 29935 p2 (AT)6 12 139815637 139815648 TGTTTCAGATGCAGGTCGAG CTCCTGACTCAGCTTGCGA 251

Ai09B29939 Araip.B09 29939 p4 (ATTT)5 20 139818140 139818159 GGTTTGTAATCCTAAAGGCGG GGAATGGATCCTCTCCAATG 278

Ai09B29941 Araip.B09 29941 c (T)10ctccattttcttttatcctattgtcaaaattccaatttctttaggctttaacaagagtatttaccggtcgggttgattatattattagtgttttgag(A)11118 139821358 139821475 CCTTCTCACCCTCAACTCCC AAATTCCAACCAATCAAAATCG 192

Ai09B29942 Araip.B09 29942 p2 (TA)6 12 139822476 139822487 ACGTCCAATAATAATGCGGC ATTCACACCCACCAAGCTGT 266

Ai09B29946 Araip.B09 29946 p2 (TA)6 12 139839569 139839580 TTGGGTACGAATAAATCAACAA TTGCCACAATCGTTTACAATG 173

Ai09B29948 Araip.B09 29948 p3 (GAA)5 15 139843783 139843797 CAGGCAACAGGATGAAGGTT GCGTAACTGCGTTCCTCTTC 224

Ai09B29954 Araip.B09 29954 p3 (ACT)6 18 139868436 139868453 CTTCTGGAGGCACTTTGGAG TGATGAAGGGTCATGGACAA 278

Ai09B29956 Araip.B09 29956 p2 (TG)6 12 139870180 139870191 GCTTGCTATGGGAACCAAAC TGGATCGCAAACTCCAGTAA 239

Ai09B29961 Araip.B09 29961 p3 (AAG)5 15 139878288 139878302 TGAGAGAAAACACGCGAAGA ACGCGTTTCAATAACGCTTC 148

Ai09B29963 Araip.B09 29963 c (TTC)5tttttcttcttcgttattgtcgtcatcaacaccacca(CCT)567 139879526 139879592 TATATTTACGCGCTTCGTGC TCTCCGTGTTACACCCAAAT 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B29969 Araip.B09 29969 p3 (GAT)6 18 139914562 139914579 GTGGTGGTGGATTAGGGATG CCTTCAGCCTATTTTCGACG 177

Ai09B29980 Araip.B09 29980 p2 (TA)8 16 139930658 139930673 CAGAATGCATCAATTTGCTTG CTGGTTTCTTGTTTCACGGA 239

Ai09B29982 Araip.B09 29982 c (CTT)6tccttcccccttcttcttcttccctttccccttcgtaggagaaaaaacactctctttctc(T)10c(T)1099 139936447 139936545 TGTATGGAAGTGGCAATGGA CAGCCTTAACATATTGGCCG 273

Ai09B29983 Araip.B09 29983 p2 (TG)6 12 139937313 139937324 TGAATAGAGAGCCGGTTGGT CAGATTCCCTGCATCTCTCC 182

Ai09B29984 Araip.B09 29984 p3 (TTC)8 24 139938440 139938463 CTTCCTCTCCAACCTTGCTG ACGGAAGCCAAATAACGAAA 131

Ai09B29991 Araip.B09 29991 p2 (TA)6 12 139965169 139965180 TGTTTGTTGGTTTCAAGTGGA AGATTTTGACAGACGCACAAA 277

Ai09B29992 Araip.B09 29992 p2 (AT)6 12 139966111 139966122 TCTGATACCCAAATTCACTTGC TGCATTGGCCACATAAAAAG 267

Ai09B29998 Araip.B09 29998 c (TTC)5tccatactgtcacagtatcaattatcaagtgtgcttttggattagcgtgttagaacttagaactcagaacgttaaggtaaaaactaaaaag(ATAA)5126 139984672 139984797 AGAATGAACAGAGGAAGGCG TGATGCCTAAATGATCTAAAAACAA 254

Ai09B29999 Araip.B09 29999 p2 (AT)6 12 139986529 139986540 ATCACAAAAGTTGATGGCCC GCTAGGCAGAATTGCGAAAC 260

Ai09B30000 Araip.B09 30000 p3 (TAT)11 33 139986876 139986908 ATCACACCCAGCCTAAGTGC TATGCAAGGAGGACACCAAA 141

Ai09B30002 Araip.B09 30002 p2 (TA)6 12 139993921 139993932 TGGAATGTGAAAGGGAATGA AAAGCCGGTAATTCCAACCT 260

Ai09B30004 Araip.B09 30004 p3 (TTC)5 15 139996979 139996993 AAATTTTTGGTGGCGAAAGA ACTCCTATAAAGGGAAGGGAAGAA 100

Ai09B30005 Araip.B09 30005 p3 (ATT)5 15 139997765 139997779 GGAGAAAGATGTCAGCTCTGG ACGAAAATGAAGATCGGGTG 259

Ai09B30008 Araip.B09 30008 p3 (TTA)5 15 140015505 140015519 CATTGTTGAGAATTTTGATTAGGAA CTTGAAACCACACAACCATCA 160

Ai09B30010 Araip.B09 30010 p6 (AAGAAA)5 30 140023633 140023662 TGTGGGAAAAATTTTGGGAA GGTTTCGATTCTGACCCTCA 275

Ai09B30020 Araip.B09 30020 p4 (AAAG)7 28 140061700 140061727 TCTTTTCCTTCCCCAAACCT GTGACGCACTCCCTCTCTTC 185

Ai09B30021 Araip.B09 30021 c (TTG)5ttatttacctttttaatattagtaatattattatttgttttgcttttatgttaggtatggtttttattttttaaattgttgttactatttattgttctc(ATT)14156 140064160 140064315 ATGCTTTGAACCTTGATGCC AGCTGGGGCTACACCAATAA 269

Ai09B30025 Araip.B09 30025 c (AAT)5gcaatggaagcaggggaatt(CGG)550 140080146 140080195 ACGTTGGGAAACTGAACAGG CTTGTCCTTCACGAAACGGT 257

Ai09B30026 Araip.B09 30026 c (AGA)5acataaagtagtagggagc(AAT)652 140080538 140080589 TGAAGTTCATCAGCACCGTC ACGCCAAATAGCTTCACACC 264

Ai09B30031 Araip.B09 30031 p2 (AT)6 12 140104779 140104790 CAACCAAGTTGGCTCGATGT CTTGGAATCCTCCTCATCCA 248

Ai09B30032 Araip.B09 30032 p3 (CTC)6 18 140106575 140106592 CTTTTCAGAGATGGCGAAGG ACCTCACCAGAAGAGCCAGA 258

Ai09B30035 Araip.B09 30035 p3 (GAA)5 15 140116930 140116944 CCATACCTTGTAAATTGTGACCAA TTGCTTGCTTGCTTTAATGG 264

Ai09B30037 Araip.B09 30037 p3 (TCT)5 15 140123436 140123450 TGCCTTCAAAAACTTCCTGC CTCGCTACGAACATGCAAAA 212

Ai09B30039 Araip.B09 30039 p3 (ATT)6 18 140129598 140129615 CCAATCCCACTCCAAGAAGA TCAGCTGAGGGTGAAACCTT 266

Ai09B30042 Araip.B09 30042 p3 (TAT)6 18 140131404 140131421 TTTGGTGTAGAAATCATGTGGC TGGAGCTAAATGACCTTGTGAA 222

Ai09B30043 Araip.B09 30043 c (A)11tccaacttgatccttgacaaatacctcgaaaggacaacgagactcctgtgcaaaaaaaagtcaatgttatttttttggcacaggggctaatcagtcc(A)10118 140133640 140133757 CTTTTGATCACATTCAAAATCG ACCCCACTCAACCTCTGACA 278

Ai09B30044 Araip.B09 30044 c (CT)10cactctctatcttttgcggctagggtttttcgttttcc(CT)772 140135408 140135479 AATTCCCAAATAAATCCCGC ATTGCTGTGAATACCCGGAG 266

Ai09B30047 Araip.B09 30047 p2 (AG)6 12 140144259 140144270 TTTTGGGACGATATTGAGCG CCCATTTGTCACCCCTAATG 264

Ai09B30050 Araip.B09 30050 p2 (AT)6 12 140156574 140156585 GCAAGAGCGATAAAAATCACG TTCAAGTTGAGTGCAATAAATACAAA 118

Ai09B30051 Araip.B09 30051 p3 (AAT)13 39 140159834 140159872 TCGAAAAAGGTATTCCATTAATCA GGAGGGTAAAGTTGGAAAAAGAA 271

Ai09B30052 Araip.B09 30052 p3 (AAC)7 21 140161037 140161057 TGAAACAATTTCAAACGTTAGGG CACGCCCACCTTGGTTATAG 180

Ai09B30053 Araip.B09 30053 p4 (TTTC)6 24 140164664 140164687 TTTCCCCCTTTCTCCTCTTC TACCCCATCGTCTTACTGCC 137

Ai09B30054 Araip.B09 30054 p2 (AT)6 12 140167201 140167212 AAGTCCCTGGAACCTGCATA ATGCTTATCATAGTGGGCCG 226

Ai09B30056 Araip.B09 30056 p3 (TAT)18 54 140173700 140173753 TCTCAGGGACGACTATGGGT GGTAAAGTTGGAAAAAGAAAATTTGA 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30058 Araip.B09 30058 p3 (AAC)11 33 140174926 140174958 TGAAACAATTTCAAACGTTAGGG ACCAGCAGCATAACCACCTC 236

Ai09B30059 Araip.B09 30059 p3 (AAC)7 21 140179882 140179902 TCAAACGTTAGGGATAAAATTGAA CATAGCCAGCAGCATAACCA 206

Ai09B30060 Araip.B09 30060 p2 (AT)22 44 140182117 140182160 AAGTCCCTGGAACCTGCATA ATTGCGGAAGTATCACCGTC 250

Ai09B30064 Araip.B09 30064 c (A)10ttcaga(T)10(A)1036 140208463 140208498 TTGGTGTTTTCCCTCCAAAA TTTCGAAAAAGTGGTTAGGAGA 242

Ai09B30065 Araip.B09 30065 p4 (AATA)5 20 140208614 140208633 CAAAATCTCCTAACCACTTTTTCG CCATGATGGAGAAAGGGAGA 146

Ai09B30066 Araip.B09 30066 p2 (AT)6 12 140215656 140215667 AACCAATTGAACAAGAGCCG ATGCTTATCATAGTGGGCCG 276

Ai09B30067 Araip.B09 30067 p3 (ATT)5 15 140217565 140217579 CACGAGCTTTCGTTTCATCA CGTGGAAATTTTAAGGAATAAAAGA 277

Ai09B30070 Araip.B09 30070 p4 (TTCA)6 24 140219442 140219465 CCCTAGATGGCTCTTCACCA TTCTAGGCGAGCAAAGTCGT 154

Ai09B30075 Araip.B09 30075 p3 (AAG)6 18 140233236 140233253 CGTTCCTCCTCCTCTTCCTT TCCACTTCCTCCACCTCATC 255

Ai09B30076 Araip.B09 30076 c (A)10gatgaat(A)11(GAT)852 140233590 140233641 TTTCTTCTTCTTTTTCTTTGTCTGA TTTTCGGTGTATGTGTGCTGA 234

Ai09B30077 Araip.B09 30077 p3 (GAG)5 15 140234117 140234131 TGGAGGAAAAGGAGAAAAAGG TTTTCGGTGTATGTGTGTGCT 272

Ai09B30078 Araip.B09 30078 p3 (AAG)5 15 140234235 140234249 AGGAGGAGGATGTGGTGTTG TTTTCGGTGTATGTGTGTGCT 202

Ai09B30079 Araip.B09 30079 p3 (AAG)6 18 140234613 140234630 TGTGTTTCTTCTTCTTCTTTGTTTG CCTCCTCATCTTCTGCTGCT 195

Ai09B30084 Araip.B09 30084 p3 (CTT)5 15 140243246 140243260 AAATCAAATTCGTCCCCGAC CAAAACTCAGCAAAACTCAGCA 279

Ai09B30085 Araip.B09 30085 p3 (TGG)9 27 140243501 140243527 TGCTGTTGCTTGATGTTTTTG AAGGGGCGAAAATCAAATTC 241

Ai09B30087 Araip.B09 30087 p4 (AAGA)5 20 140247583 140247602 TGTTCAAGTTAAAGACTCATTTTCA TTTCATGTTAGGCCGGTGAT 224

Ai09B30088 Araip.B09 30088 p2 (AG)8 16 140248388 140248403 CATGCAAAGCTATCGCAAAA CCTAAGCAATGTCTGTGTGTTGA 219

Ai09B30090 Araip.B09 30090 c (AG)12aaaagcgtagtgtgtaatatttgagatagtagtaattatgatgtgaatgttaatggaaatggaataggcgttttatgcttatttttc(TTA)10141 140254168 140254308 TGCTTCGTTTTATTCCTGTCC TTGTGTGAATTGAAAGCAAAAAC 266

Ai09B30094 Araip.B09 30094 p3 (TTC)5 15 140263260 140263274 TCTAAGCTTGGTTTTGGGGA TCTCTCTGCACTTGGGTTCA 257

Ai09B30095 Araip.B09 30095 p2 (AG)10 20 140263393 140263412 TTCTTGCTGTGAAAGAGGCA TAAATAACCCCGCCCTAACC 271

Ai09B30098 Araip.B09 30098 p2 (TA)6 12 140269978 140269989 CAAGTGCGATGCCAGAAATA GATTTCATCGAATGCTGCAA 143

Ai09B30101 Araip.B09 30101 p2 (GA)8 16 140274219 140274234 GCGATGGAGACAGATGGTTT CGTGAGAAGAGGACATTGGG 101

Ai09B30103 Araip.B09 30103 c (AG)7(TG)15(AG)17ggggg(GT)29(GA)15171 140277407 140277577 TGAAGGAATATCAAAAAGCCA TGCAGTATGCTCCTCTTCCTG 271

Ai09B30107 Araip.B09 30107 p2 (AT)7 14 140285042 140285055 GAGGAAGCTGGGGAAGAAAC GTGGGACAAGGCTTTGTTGT 236

Ai09B30108 Araip.B09 30108 p3 (AAC)5 15 140285158 140285172 GCTGGGGAAGAAACAAACAA TGACAGAGCATAATGGCGTC 278

Ai09B30114 Araip.B09 30114 p3 (TTA)5 15 140311017 140311031 AGTAGTTTATTCTTCTCATGTGGTTG TGGTAGTGTGCCATTAGATGACTT 279

Ai09B30118 Araip.B09 30118 p2 (TG)24 48 140315879 140315926 TCACCTCATTGAGCATCTGG AAGCCGGGCAGAGTATGTAA 258

Ai09B30120 Araip.B09 30120 p2 (TA)9 18 140331183 140331200 TTTGTACCTGGGCCTTATCG CACTTTGATAGCTTGGGCGT 227

Ai09B30121 Araip.B09 30121 p2 (TG)10 20 140333308 140333327 CGTTGAGCATCTGGAGACAA AGAGTCCCAAATGCATGCTC 246

Ai09B30122 Araip.B09 30122 p2 (TG)8 16 140336452 140336467 AGCATCTGGAGACCCTCCTT TCAAGCTCCAAACTCGACCT 227

Ai09B30126 Araip.B09 30126 c (AT)8(AG)11 38 140342065 140342102 TGGAGAGACTATGCCATTTGAA TGGAAACGATTTCGATTAATTTT 271

Ai09B30134 Araip.B09 30134 p2 (TA)7 14 140358722 140358735 TGTCATCATTTCGGAGCTGT GAAAGAAAGGTGCATGAAGGA 246

Ai09B30137 Araip.B09 30137 p3 (TCA)5 15 140367403 140367417 ACTGCTCTGCTTCACCCAAT TCCAAATCAAGCTCTCCTTCA 268

Ai09B30138 Araip.B09 30138 p3 (ATA)5 15 140368052 140368066 ATCACAAAAATTTGCGGCTC TGTCATCGCCAAAACGAATA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30140 Araip.B09 30140 p2 (AT)14 28 140377469 140377496 TTCAACAATCCAAAACCAAGTT GGAAACAATGCATTTGCGTA 182

Ai09B30159 Araip.B09 30159 p2 (TA)6 12 140428550 140428561 AAATTTGGATGGGACTTTTCA AACCGATAACATAGAGTTTAACAAAAT 151

Ai09B30162 Araip.B09 30162 p2 (AT)12 24 140431042 140431065 GAACATCATTACAGAGAAATCAATGAA AAAATGTGTCATCTTTATGTTGTTTTT 264

Ai09B30164 Araip.B09 30164 p4 (TAGA)6 24 140433205 140433228 GGGGGAAACCCAATTTTAGT TGAAGTGTCTTCAGTCTAACCCA 263

Ai09B30167 Araip.B09 30167 c (TG)11(AG)10 42 140440661 140440702 GTATGCATTCAGCCAATCCC AACTTCGTCTCTGGGCTTCA 267

Ai09B30168 Araip.B09 30168 c (GT)6(AT)9 30 140441134 140441163 CCCTGTTAAGTCAATAGTGCCA GGGAAAGAATTCCTCAGCTTG 230

Ai09B30169 Araip.B09 30169 p3 (ATA)5 15 140441891 140441905 TACGCATATTTTTGGGGGAA CCAAAGTCCGCAATATGCTT 245

Ai09B30173 Araip.B09 30173 p2 (GA)8 16 140459081 140459096 ACAGCAGCATTAAGCAAGCA CTACTAGGGCCCAACCATCA 234

Ai09B30178 Araip.B09 30178 c (GAA)5gatcttcaacttgagtgagggagagagaa(AG)962 140475930 140475991 CTTTGCCACCCTTCATTTGT AGGAAGCAAAATAAGCGCAA 260

Ai09B30186 Araip.B09 30186 p2 (CT)6 12 140479608 140479619 TCAATCAAACAAACGTATGACTAGC TTTTACGTGTCTCTTGGATTTTT 255

Ai09B30187 Araip.B09 30187 p3 (TTA)10 30 140499020 140499049 TGCAAAGTTCAAATGTGGGA AAACAAACAAGATGCAAATGAA 181

Ai09B30188 Araip.B09 30188 p3 (AAG)6 18 140500162 140500179 GGCCTCACCCAAAGAAAAAT ACGAAACAAACGGATAACGC 262

Ai09B30194 Araip.B09 30194 p2 (GA)9 18 140529826 140529843 AACTCCTGACATTTTTAGTCACCA TGCAATCGAATGGAATCAAA 204

Ai09B30196 Araip.B09 30196 p3 (TTG)6 18 140531213 140531230 CATGATAGGGTGCAATGACG GGCCAGATTCCATGATTGTT 169

Ai09B30197 Araip.B09 30197 p2 (CT)6 12 140532125 140532136 CTACTTGCTACCCGAGGCTG AAACCAACACCAGAGCCAAC 268

Ai09B30198 Araip.B09 30198 p4 (ATAA)5 20 140534617 140534636 GTTGTGCATACGGACAGGTG GGGTTTTTGTTTTCATGGGA 265

Ai09B30205 Araip.B09 30205 p2 (AT)6 12 140554842 140554853 CCAGAAAATTTTAGGAGTGGGG TTGTTAATGTGGCAGTTGAGTT 277

Ai09B30207 Araip.B09 30207 c (G)11tttatatatacagtaccatacaaaacagctcagatgggggagaaaaggagagaaccatc(A)1080 140562755 140562834 ACCCAAAACAAAGGCACTCA AGTGGCGAGACACCTCAAGT 248

Ai09B30217 Araip.B09 30217 p3 (TAT)5 15 140582824 140582838 CAGTTGGACCTCAGCAACAA GGGACCTGAAAGTGGTGCTA 174

Ai09B30221 Araip.B09 30221 c (T)10catttttttatttatatattcttacttttttttctttttattcttcttcatattttccttggttatcattattatta(T)1097 140592898 140592994 AACCATTTTTAGTCGGGCAA AACTTTTTATCGTTAAATGAGCAGA 187

Ai09B30227 Araip.B09 30227 p2 (TA)6 12 140603177 140603188 ACTACCCATTGGCCCTGATT TCACCCAAAAACAACAACGA 267

Ai09B30236 Araip.B09 30236 p3 (GAA)15 45 140617931 140617975 TTGTCAAGTGTCTCAACCGC CCTTCATGGCTCTTCCTCAG 228

Ai09B30237 Araip.B09 30237 p3 (AGA)6 18 140618189 140618206 GACACGGTCTGAGGAAGAGC CACCCTCTCGACCATAGGAA 230

Ai09B30239 Araip.B09 30239 p2 (TA)7 14 140619573 140619586 CTGTGCACCTGAGTTTCCAC TCGACTGCACCTGAGTTTCT 231

Ai09B30242 Araip.B09 30242 p2 (TA)7 14 140634330 140634343 GACGAATTCACCATATGCCA AGGAGCAACACCCTGAGCTA 279

Ai09B30245 Araip.B09 30245 p3 (TTC)5 15 140649283 140649297 AACTTTTCAAATCACGCGCT GGCGAAGGAGGAGGAATACT 213

Ai09B30247 Araip.B09 30247 p2 (AG)9 18 140652044 140652061 GCACGTTTTCCCCTAAACAA TGTGTGAACAAGTGTGCCAG 127

Ai09B30254 Araip.B09 30254 p2 (AG)6 12 140663814 140663825 GGAATTCAGGGGAGGTGATT ACCGTTTGGAACCTTGTGAG 173

Ai09B30256 Araip.B09 30256 c (TTG)5t(TTG)7 37 140674865 140674901 GAGCTCAATGGGTGTCGTTT GGTAGTGGACCGGAAATGAA 244

Ai09B30259 Araip.B09 30259 p4 (ATTC)5 20 140680512 140680531 TCTCATCATCTGCAAGAAGCA CATTTATGCTCCGTCGTGTC 243

Ai09B30265 Araip.B09 30265 p6 (GGATGA)5 30 140711641 140711670 ATGAGTGATGATGCCACGAG TCATCCTCACCATCCTCCTC 203

Ai09B30269 Araip.B09 30269 c (A)12tcaatgagtaatagctcaaatggcatagtctcctcatactcaattaagaggttgcgggttcgagtctcatatctttggtaaa(AAAT)7gaagaaagaaagcaaacc(A)12152 140719873 140720024 AAACATGCCACGTTAGCTCC TGCGAGAAAATGATGAGGC 264

Ai09B30270 Araip.B09 30270 c (CAC)5catctcctcctcatcctcctcttttttcatttaaattttttca(T)1068 140722861 140722928 TGGCCAAATCTTCTTCGATT TGGCGATGATAACAATAACGA 230

Ai09B30277 Araip.B09 30277 c (GT)23(GA)14 74 140738447 140738520 GGCCATCAGAAAGAAATTTGG TGATGGGAATTCAGAAGCAA 235
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Ai09B30280 Araip.B09 30280 p2 (AT)9 18 140746910 140746927 TTTTGAAGGGTCAGAATTAAGCA ATGGTGTGAACCTCTTTGCC 252

Ai09B30286 Araip.B09 30286 c (CCA)6ctaaccccatcctctatctctctctccttccattttctgagctcgtcgtcgccgccagagtctatcaactctgtcaactccttc(CT)7116 140763127 140763242 CCCTTATCATCATCTGCATCA CCCAGAGACCACCAAACCTA 233

Ai09B30287 Araip.B09 30287 c (TTG)5ctttatgtgaagaagatgataatggaagtata(GTG)562 140763792 140763853 ATGCAGAGGAGCAGAGAAGG AGTTCAAAGGCATCACCACC 239

Ai09B30289 Araip.B09 30289 p4 (TATG)12 48 140777446 140777493 AGAGACACCTCGTTGAGCGT GTTCCGAACTCGACCTTTGA 250

Ai09B30291 Araip.B09 30291 p3 (TTC)5 15 140784620 140784634 GCTTTTTATTCCTCCGCCTC CCAACTTCCATGACAGGCTT 242

Ai09B30297 Araip.B09 30297 p3 (TCC)7 21 140797717 140797737 ATCAGCCGATGACAGCTTCT ATCTTTTTCGGTTTTGGGCT 221

Ai09B30303 Araip.B09 30303 p2 (TA)7 14 140815561 140815574 TGTGGAACTTCAGTGTTGCC GTGGACGAAGAAACGGAAGA 248

Ai09B30309 Araip.B09 30309 p2 (GA)13 26 140821649 140821674 GGATCAAAAAGATTTTCTGCCA CTGTCGTCCATCGTTAGGGT 213

Ai09B30311 Araip.B09 30311 p3 (CAC)5 15 140835180 140835194 AACCAAGCCAAGGTTAAAAGC GGCACCCAAACCTTTGTCTA 162

Ai09B30313 Araip.B09 30313 p2 (AT)6 12 140838920 140838931 GATTCGCAGATCCGCACTAT CGATCCAACGGATCCTAAAA 140

Ai09B30315 Araip.B09 30315 p2 (GA)7 14 140843392 140843405 TCCATCAGTGCAATTCTCCTC TGAAGGAACTGGTGCATGTG 245

Ai09B30316 Araip.B09 30316 p2 (GA)6 12 140845257 140845268 TCCTTGATCTCAACCCTTGG TGCATGCAATAGATTCGAGC 160

Ai09B30317 Araip.B09 30317 p2 (AT)7 14 140848172 140848185 CCCCTTGGTATTTGGCGTAT GAGCCGAGTCATGTACACCC 264

Ai09B30319 Araip.B09 30319 p3 (TAT)5 15 140851463 140851477 TTAGAGCAGAGTGCTGGGGT AAACTTACACATCAACATTGGGAA 247

Ai09B30323 Araip.B09 30323 p3 (ATA)5 15 140862931 140862945 TTGTGCAGAAATCTAACTGCTTTT CCCCTAGCACTCCCCTTAAT 279

Ai09B30325 Araip.B09 30325 c (A)10ctgtcagagaaatagaaagacaaaaagaagttaacttcatacgtacgagagttatgttaaattaatcacattttatttgaaa(AT)9110 140863785 140863894 AAAAATTCATGGATGAGGATAACTT TCGGAAAAGAAGCATCACCT 239

Ai09B30327 Araip.B09 30327 p3 (GAA)8 24 140870226 140870249 TGAGAGCTGCAGATAGCGAA GTGTGTCTGCTTCCCCAAAT 225

Ai09B30329 Araip.B09 30329 c (T)10ctctttgtcgctctgttcc(T)1039 140876343 140876381 TCAACATTTTCCGGTTTTCC CCGAATCCTGAACCCAGATA 279

Ai09B30331 Araip.B09 30331 p2 (AT)6 12 140884934 140884945 TTTTATGGGGTTTGTGGCTG AATAATGGAGTAGCTGGCGG 158

Ai09B30335 Araip.B09 30335 p2 (AT)6 12 140901618 140901629 TTTCTTACATTATTACATTTTGCTGGA CATACATAAATTTTGATTTTGAGCA 223

Ai09B30337 Araip.B09 30337 p2 (TA)7 14 140901928 140901941 TTTTGATTTTGAGCATATAACTTTGTG TTTCTTACATTATTACATTTTGCTGGA 102

Ai09B30338 Araip.B09 30338 c (A)10cagcaacaacaaaaaaacaaaaacaaaacaaaaacaaacaaaaaac(A)1268 140904198 140904265 TTCCCAAAACCAGGTTAAAAA TCTGCTACACCCAATCCCTC 195

Ai09B30340 Araip.B09 30340 p3 (CAT)5 15 140910377 140910391 CATGAAAACTTCGAATGCTACC TATGAGAGAGGAGGGCGAGA 186

Ai09B30341 Araip.B09 30341 c (A)10gataatgatgatgatgaaa(AAG)750 140914349 140914398 TTCATTCTCTTCCAAGTAATTTTGC TTCTTCTTTCTCCTCCTCCTCA 216

Ai09B30342 Araip.B09 30342 p3 (GAG)5 15 140914828 140914842 AATCGAACCACACCTCAACC TTTCGTTAACGTCGTCACCA 223

Ai09B30343 Araip.B09 30343 p2 (AT)7 14 140914987 140915000 TGGTGACGACGTTAACGAAA TTCAACACGTTGCCTAATTGA 184

Ai09B30344 Araip.B09 30344 p3 (AAT)14 42 140924319 140924360 TGCTTTTTGTAGGTGCTCCC ACATCATTCACCGATCAGCA 278

Ai09B30346 Araip.B09 30346 p2 (TC)6 12 140927361 140927372 TGTGATTTGTTTGCCGAGAA ATGAGAGAATGGGAGAGGGG 245

Ai09B30347 Araip.B09 30347 p4 (AATG)5 20 140927823 140927842 GCTTTTTGCAAGCAGATGGT TCTGATTTTCCATGCCCTTC 243

Ai09B30348 Araip.B09 30348 p3 (TAA)6 18 140928055 140928072 CTCATCAATGACTGCTCCCA AAATGGCACCATCCCAGTAA 237

Ai09B30349 Araip.B09 30349 p2 (TA)13 26 140929352 140929377 CACAATTGCATAACGATTAATTTAG TAAGGCCATGGAACGAAAGT 236

Ai09B30350 Araip.B09 30350 p4 (ATTA)6 24 140931608 140931631 CTCGGCTGAGAACTGGCTAC GCTTGCTAACTGCCTTGTCC 211

Ai09B30354 Araip.B09 30354 c (T)15aagaaccgttaatgaatttct(A)1046 140938363 140938408 AAGAGGTGGCGGGTTTAAGT TCAAACTCAACCGCTACATGA 262

Ai09B30357 Araip.B09 30357 p3 (TTC)12 36 140948384 140948419 ATGGCTCTGGAAGTTGCTGT AATGGACCTGCAAACACACA 131



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30365 Araip.B09 30365 c (T)10cagttttgctagctttttttgtctttaaactttta(T)1156 140974688 140974743 GCCCTAATGATTGCACTGGT TGCTAACAGAAAGCATGAACAAA 262

Ai09B30368 Araip.B09 30368 p3 (ATT)9 27 140978736 140978762 ATAGTTTTTGATGTGCGGGG GAGGAGAAGATCATGTCGCA 237

Ai09B30369 Araip.B09 30369 p4 (AAAT)5 20 140979921 140979940 GCCAACATGTAACCAGCAAA CATGATGTTCGTTTTGTTTCG 189

Ai09B30370 Araip.B09 30370 p2 (AT)6 12 140980540 140980551 TGCTCGATGATTGTCTTCAA TGCACTCATGCAACATCTCA 256

Ai09B30372 Araip.B09 30372 p2 (AT)8 16 140983614 140983629 ACCGTGTGCCTTATGTGTGA CAAAAATCGCCAAAAGGATG 244

Ai09B30374 Araip.B09 30374 p3 (TTC)10 30 140984926 140984955 GTTCCAGCAACTCAAAACCC CAGCAGCAACAGCTTCAGAG 161

Ai09B30375 Araip.B09 30375 p2 (AT)7 14 140985560 140985573 GTTCGTTTCAAATGCCGAGT GCAATGCACCAAAAACAGTG 172

Ai09B30378 Araip.B09 30378 p2 (AT)11 22 140993999 140994020 GCATGTGCACCTCCTACAAA AATCATAAACTATTCCCAGCAAAG 154

Ai09B30382 Araip.B09 30382 p2 (AT)11 22 141028372 141028393 CGCTTCAAGATCACTCCACA TGGGAAATAGACAAGGACCG 183

Ai09B30384 Araip.B09 30384 p2 (AT)10 20 141046839 141046858 GGTGCCACACCTTAAAGCAT TTGTCTCCTCATACTTTCTCTTTCAA 198

Ai09B30393 Araip.B09 30393 p2 (TA)6 12 141085023 141085034 AAACCGTTGTTCAACTTGGC AGGGCCATCTGGGACTCTAT 177

Ai09B30398 Araip.B09 30398 p2 (TA)6 12 141097570 141097581 TCTCTCCCTTTTATTCCGCA CCACCGTGTAAAAATTTGAGTG 244

Ai09B30399 Araip.B09 30399 p3 (TCT)6 18 141101843 141101860 CAATAACCTGCCTCCGATGT ATGGATTTGGATGATCGCAT 271

Ai09B30402 Araip.B09 30402 p3 (TCT)6 18 141109210 141109227 CACGAGAACAAAAGGGGAAA GGCCTTGTATGAGAGGCAGT 272

Ai09B30404 Araip.B09 30404 p3 (AAT)5 15 141112310 141112324 AACGCAAACCAACCTGAAAT TGCACCCACTCCTAACCCTA 224

Ai09B30405 Araip.B09 30405 p2 (TA)10 20 141112528 141112547 GGTTAGGAGTGGGTGCAACT CAAAATTGGCTCCGAAACTC 206

Ai09B30406 Araip.B09 30406 p2 (CT)7 14 141119823 141119836 CATTGAACCTGTGATGAAGAAAA CTGACGATAAGTGACGCGAA 278

Ai09B30407 Araip.B09 30407 p2 (TA)8 16 141123159 141123174 CTTCTAGCATGGTTCCAGCC CACTGCATATTGCATACCGC 260

Ai09B30409 Araip.B09 30409 c (T)11caattgggtccttgtac(T)1038 141132833 141132870 TGCAGGTTCCTATAATTTCATCG AAATGTGAGGGGTGCTTTTG 224

Ai09B30410 Araip.B09 30410 p3 (ATA)5 15 141133960 141133974 TGGGGTGTGTTTTCGGTTAT TCGTTTTGGAAATTGGGGTA 232

Ai09B30417 Araip.B09 30417 p3 (ATG)5 15 141154035 141154049 GAAACACTCGAATGAACCGAA TCTTCCTCTTCTTCGTCCTCC 225

Ai09B30418 Araip.B09 30418 p3 (AAG)6 18 141154241 141154258 GGACGAAGAAGAGGAAGAGGA TCCAAGTGATTTGAATTAAGCG 222

Ai09B30420 Araip.B09 30420 p3 (ATG)5 15 141155583 141155597 CACATGCGTCTCGAATGAAC TCTTCCTCTTCTTCGTCCTCC 228

Ai09B30421 Araip.B09 30421 p3 (AAG)6 18 141155789 141155806 GGACGAAGAAGAGGAAGAGGA TCCAAGTGATTTGAATTAAGCG 222

Ai09B30423 Araip.B09 30423 p3 (TAC)5 15 141157271 141157285 AGTACCTAGGCATAGCCGCA TGGTTCCAGAGTTGTCTCCA 234

Ai09B30424 Araip.B09 30424 p4 (TTTA)5 20 141159261 141159280 TTTTGTAAAGCCGACTTCCTG CTTTTTGGTCTTGGGCTCAG 259

Ai09B30425 Araip.B09 30425 p3 (AAG)6 18 141160321 141160338 TCGATCTTTGGAACACCCTC GAATTGTTTTGCTCCACCGT 252

Ai09B30432 Araip.B09 30432 p2 (TC)8 16 141173382 141173397 TCTCAAGACCATTCCGATCC ACCTTTGCAGGCAATGAAAT 256

Ai09B30433 Araip.B09 30433 p3 (AAT)5 15 141173636 141173650 CCCAAATTACTTGGCTCTGC TGAATGCACAGAGCAGATGA 199

Ai09B30440 Araip.B09 30440 p3 (GAA)5 15 141178398 141178412 AAACGAACAAGATGTGCAGAA CCAGAAAAAGCCATAGCTGC 207

Ai09B30441 Araip.B09 30441 p3 (TGG)5 15 141179070 141179084 GTGAGTCTTAGGCTTTGCCG GCCATGGCCAACTATCTCAT 228

Ai09B30442 Araip.B09 30442 p2 (TA)8 16 141182471 141182486 CAGCTCATTAGCATCGGGAG AATTTTGAAACTGCAAACGGA 251

Ai09B30446 Araip.B09 30446 p2 (GA)9 18 141201783 141201800 CGCCAATAAGAAGGAGCTTG TGAATCGGTGGTTTCCTCTC 239

Ai09B30447 Araip.B09 30447 p2 (TC)7 14 141201952 141201965 GAGAGGAAACCACCGATTCA ACACGAGTGGGAGAGTGAGG 205



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30449 Araip.B09 30449 p3 (ACC)5 15 141210079 141210093 CATCATCCTCATCTGCTCGT GAGGCTGCAAGAACGAAAAC 226

Ai09B30450 Araip.B09 30450 p3 (CAC)5 15 141220189 141220203 AGTAACTGCGACTGCGACCT AGGAGTAGACGAGCAGTGGAA 239

Ai09B30453 Araip.B09 30453 p2 (GA)17 34 141227491 141227524 TTTGGGTATTTTGTCCCCTG GCTTCATTGCTTGCCAATTT 262

Ai09B30455 Araip.B09 30455 p2 (TC)10 20 141237954 141237973 GAAGATGAAACAAGCCCAGC ATTGATGGCCAATTGATGGT 254

Ai09B30457 Araip.B09 30457 p2 (TC)21 42 141241535 141241576 ATGCGAGCGATCTGTTTCTT CCCGTCACTTCTTATCCCCT 278

Ai09B30458 Araip.B09 30458 p3 (GTC)5 15 141248088 141248102 CATTGCAACCAGGGAGTTTT CAGAGGCAATCCGAGAAGAT 170

Ai09B30459 Araip.B09 30459 c (AGA)6tggg(AGA)537 141248685 141248721 ATGGTGGTGGCAGATTTAGC AGGCTTTGTCTTAGGTGGGG 240

Ai09B30460 Araip.B09 30460 c (T)10aattcttagaactaata(T)1037 141253459 141253495 TTGATAATATGTTCTTCAGGCG CGGCAGTTTGAGACCTTGAT 264

Ai09B30465 Araip.B09 30465 p3 (TCA)6 18 141262226 141262243 AACACCCCTTCCTCCTCCTA CAAAAAGAAGAAAAGAAAATGTTGG 230

Ai09B30470 Araip.B09 30470 p2 (AT)13 26 141269873 141269898 AATGTAAAAACGATCACAAAAAGAA ACCATTTTGCATTTTGGACA 179

Ai09B30477 Araip.B09 30477 p3 (TCC)7 21 141281577 141281597 GATTCCAGTGCCTCCTACCA ACGAGAAGAGGTCCCCAGAT 147

Ai09B30479 Araip.B09 30479 p2 (AG)11 22 141287216 141287237 CTGCCATCTCCTCTTCCTGT TGAAGCAGATCCAGAACTTGAA 278

Ai09B30501 Araip.B09 30501 c (A)14(G)10 24 141365434 141365457 TTGGGCCTTGTCTAACCAAC ACTCACAATAATCGTCGCGG 224

Ai09B30504 Araip.B09 30504 p3 (TAA)10 30 141373109 141373138 CCCTTCCTTCTTCTCCGTTC CATTAACAACCTTCTTGCACCA 232

Ai09B30509 Araip.B09 30509 c (T)10aggtttaattatcctcggttaatttattatgaataggttaatggcgaa(T)1068 141400201 141400268 GAGAATATAATAAGGCGGCGTG CATGTCCTGCATTTGGACAC 163

Ai09B30511 Araip.B09 30511 p3 (AAC)5 15 141415732 141415746 CATTGGATCTCGTTTGGGAG TTGTATTGCAAATGTGAATGTCTC 239

Ai09B30515 Araip.B09 30515 p3 (AAT)5 15 141446702 141446716 AAAATTTTTCCGTTGCCAAA CCCTTTTCGAAGGTGGTGTA 280

Ai09B30517 Araip.B09 30517 p3 (TCC)5 15 141450569 141450583 GGACCTCTTCCTCTTCCCTG ATCCCTCCCCAAATCAAAAC 268

Ai09B30518 Araip.B09 30518 p3 (ACC)5 15 141463030 141463044 GCAAGTGGTGCAGCATAAAA GATTTTTGGGTGACGGAAGA 227

Ai09B30520 Araip.B09 30520 c (T)12gtgtttgagagagtagatgaagaaaaag(A)1050 141475174 141475223 TGATACCGTTCACCAAACGA GACACTGGACAGCCTTACCG 257

Ai09B30521 Araip.B09 30521 p2 (AG)6 12 141476571 141476582 TCCATCGAGCTCCTTCTTGT CGTCTGCAAAGTGCAAACAT 239

Ai09B30525 Araip.B09 30525 p2 (GT)7 14 141519611 141519624 TTATCTTGTGGTCCAAGGGC GGAATTGTCGGCATTGTCTT 204

Ai09B30526 Araip.B09 30526 p3 (GTT)5 15 141523034 141523048 TGTTTGACGTTGAGCTCCTG CCATTCCACAACACACTTCG 240

Ai09B30527 Araip.B09 30527 p4 (GAAA)6 24 141523419 141523442 CACCAAAGGGTAGTTGATGGA TAAAGGCATGCCACAAACAA 278

Ai09B30532 Araip.B09 30532 p2 (TA)10 20 141541264 141541283 TGCAACGATTCTGCTACGTT CCATGATTGCAACTTGGAAAA 277

Ai09B30533 Araip.B09 30533 p2 (TA)6 12 141541562 141541573 TGTTTCGTCCTCAAATCAAATG TTCATGAAGAATTGACGCCTT 262

Ai09B30534 Araip.B09 30534 c (T)10catttagccatcctactatattcttgttatcaataaaaattacaatg(T)1067 141542746 141542812 CACCTTCGTTACCATGCACTT TGTTACTGCAGGAATTAAAGATTAAAG 279

Ai09B30535 Araip.B09 30535 p2 (TA)6 12 141549479 141549490 CAATCACAATGGTTTCATGGTT TACTTGGTGCGGAATCAGTG 280

Ai09B30543 Araip.B09 30543 p3 (CTG)5 15 141577292 141577306 ACTTGAAGGCATGAACCACC TTGTCACCTTTTGCATTCTGA 261

Ai09B30546 Araip.B09 30546 p4 (TTTA)5 20 141590052 141590071 AACGAATGCAAGATTTTCCG AACATACGTGACGCCATTCA 108

Ai09B30554 Araip.B09 30554 p3 (TAA)6 18 141604296 141604313 TGAATCATTATCATTTGCACTCAA GCTATACACCGGCCAAACTC 208

Ai09B30558 Araip.B09 30558 p3 (GAG)7 21 141619129 141619149 CGGCTCTGGTTCAGGAGTAG TGTTTTTGCAGAGATGGCAA 223

Ai09B30560 Araip.B09 30560 p2 (AT)6 12 141627224 141627235 AAAATGCTACGTGCACACCA TGCATATTTTGGTGAGTGGC 191

Ai09B30567 Araip.B09 30567 p3 (AAT)16 48 141645022 141645069 TGAATGAATGAAAGAAGAAGGAAA TTAACCTTACACAGTAAATTAGCCTCT 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30568 Araip.B09 30568 p6 (GATGAG)5 30 141647187 141647216 GGTGCCAGAATGTCTGTTGA TTTTACCTGCACTAGGCGCT 259

Ai09B30569 Araip.B09 30569 p3 (TTG)6 18 141654078 141654095 ACATTAGGCAAAGGTGCTGG CTTTTCAGGAGCCATTCAGC 279

Ai09B30573 Araip.B09 30573 c (T)11aaac(T)11 26 141660793 141660818 AACCAAAACCAATTTTTCAGGA AGTGCAATCGAGGTCTTGCT 185

Ai09B30575 Araip.B09 30575 p2 (AC)7 14 141666282 141666295 TGGCAAATTTCCACAACAAA CAGGGCAAATTGTGTTCCTT 150

Ai09B30576 Araip.B09 30576 p2 (AG)6 12 141667169 141667180 TGTGACGCGTACCTCTTGTT GACGCACAGGCAGATCAATA 259

Ai09B30577 Araip.B09 30577 c (T)10ccttttttttccctcttatgaaattaaaaag(A)1051 141672096 141672146 ACAGGCACAACCCCACTTAG TCTGTTTCTGCGAATGTTGC 231

Ai09B30580 Araip.B09 30580 p3 (AAT)5 15 141681336 141681350 CACCTGTCAACAACCTTCCC TATTTGTGGGGAAAACGAGC 177

Ai09B30581 Araip.B09 30581 p2 (TC)7 14 141682520 141682533 AGATTCAATGGGAGTGACCG CGGAGAAGAAGCTTCCATTG 179

Ai09B30589 Araip.B09 30589 p3 (TGA)5 15 141717939 141717953 AATGGCAATACCGCTGAGAG ACAACCTTCTCCTTCCTCGG 252

Ai09B30592 Araip.B09 30592 p2 (GT)13 26 141723410 141723435 GTAGTTTCCAAGGGTGTGGC AAACCAAGCCCATGTTGGTA 190

Ai09B30594 Araip.B09 30594 p2 (TA)8 16 141725031 141725046 TTGCACACACAACGAACAAA GGCCGAGATATGAACTTGGA 110

Ai09B30595 Araip.B09 30595 c (ATT)5tattattatttttttgtata(TG)647 141725985 141726031 TTTGTGAGTGTGAAGGGCAG CTCTCACCCTAGTTGCCAGC 254

Ai09B30597 Araip.B09 30597 p2 (GT)8 16 141728803 141728818 GGTTTACGTGCGTTTGTGTG CGTAAACCGCTACTGGCAAT 104

Ai09B30598 Araip.B09 30598 p2 (CA)7 14 141731829 141731842 TCCCCCTCCATTTGTGAATA GCGGTTTACGTACGTGTGTG 237

Ai09B30605 Araip.B09 30605 c (TC)12tgaggaacaggtgagagaaaatgaacgaagcttgtagcgaaaatgtg(T)1485 141741705 141741789 GTGAATTGGTGGGTGATTCC CAAAAGGCCCAAATGTTAGC 172

Ai09B30606 Araip.B09 30606 c (A)12tctagaccaacttgaattggttaagggatcagcttactctt(A)1164 141741920 141741983 GCTAACATTTGGGCCTTTTG AGGTGTGACTCGAATTTCCG 219

Ai09B30608 Araip.B09 30608 c (ATT)5g(TTA)9 43 141743819 141743861 GCTGATCTTGGGAGACAAGG CATACTGTTTCTGCTTGGCA 179

Ai09B30611 Araip.B09 30611 p3 (GGC)5 15 141751392 141751406 GAAGGGTGGTTGATCTCGAA TTGTCCTTCCTCCCTTTCCT 218

Ai09B30612 Araip.B09 30612 p2 (CT)15 30 141757180 141757209 TCTAAACGGGTCATGTGCTG AGGGATTCGGTTTGAGGATT 178

Ai09B30617 Araip.B09 30617 p2 (AG)20 40 141765637 141765676 CCTTGGTCCAAACTCCAAAG TCTGCCCTGGGTTTTAATTG 264

Ai09B30623 Araip.B09 30623 p2 (TA)6 12 141778061 141778072 TGCATTGCTTCCAACTCTTG CTGTGGGGGAAAAGTAACGA 245

Ai09B30626 Araip.B09 30626 p2 (AG)7 14 141788784 141788797 CTTTATCGGAAAGGGGCTTC AAAACCAAACCAAACCCACA 264

Ai09B30630 Araip.B09 30630 c (T)10atttttatgtaaatttatacccaaaaccacattaacacctattacttgctttcattttc(T)1180 141792061 141792140 GCTTAGATTTTTCTGCTTGTTTTTC AAAAGAATCTCAACCAATTGAAAGAT 260

Ai09B30631 Araip.B09 30631 p2 (AT)7 14 141801132 141801145 GTCCTGGAATTGCGAATAGG TACTCTGCTCTGCTCTGGGG 242

Ai09B30632 Araip.B09 30632 p2 (TA)14 28 141801269 141801296 ATTTTCTGCTTCCCCAGAGC AATCCCGATTTCCCGAATAC 153

Ai09B30635 Araip.B09 30635 p3 (TAT)5 15 141805110 141805124 GCAGGTGCACTCTAGGAACA TTGTTTGGAAAGGAAAATGGA 228

Ai09B30642 Araip.B09 30642 p4 (AATA)5 20 141827363 141827382 TGTAAGTAAAAGATGCCGCC CTACCTCCGTTTCCCCATTT 202

Ai09B30649 Araip.B09 30649 p3 (CAT)9 27 141858664 141858690 CACTCCAAGACTTCATGCCA TTCCCCACTTAGATGCGTTT 206

Ai09B30650 Araip.B09 30650 p6 (TTTGTA)5 30 141861688 141861717 ACGAATTTGAGCAGTGGCTT CCCTATGGGCTAAGGCAAAT 231

Ai09B30656 Araip.B09 30656 p2 (CT)16 32 141885404 141885435 CGATTGAATTTGAACACCCC ACGACGAAGAATCATGCGTA 147

Ai09B30665 Araip.B09 30665 p2 (AG)7 14 141906190 141906203 TAGGACAGTGAGGGTGGCTC GAACTAAAACTGCGGCAAGC 256

Ai09B30666 Araip.B09 30666 p3 (GTG)5 15 141906615 141906629 GCGGCTGAAAAGATTGCTAC CCATTCAATCATCCTCATATGCT 110

Ai09B30669 Araip.B09 30669 p2 (AG)9 18 141920595 141920612 CAGGCTCAAAGTAAAGGCGA CTCATTCCGTTACCGTCGTT 185

Ai09B30674 Araip.B09 30674 p5 (AGGGA)5 25 141936142 141936166 GAGTGTCCCAGCCCAAAATA AGCTTTGCCTTTGCCATCTA 203
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Ai09B30675 Araip.B09 30675 p3 (ACC)6 18 141936347 141936364 CAGAACATTTTGGGAGGGAA CGTCGTCTGAGGCAGTTACA 194

Ai09B30679 Araip.B09 30679 c (A)10tttacgtatagagacccaattg(A)1143 141985975 141986017 AGCTAGCCACTCCAACCAAA CACGCAATGCTCAATTTAATG 273

Ai09B30681 Araip.B09 30681 p3 (GAA)13 39 141992941 141992979 GAGGTGGAGTCGGAATTGAG TTGCAGAAGCAGAAGAAGCA 248

Ai09B30682 Araip.B09 30682 c (CTT)6caacttgcttcttctgcttctgcaactcacttatctacgcttcaagacgaaggtcacccacttttttcattaaatatcgtg(T)11110 141993110 141993219 TGGTGTCTGGAAGTGGAACC TGGGGGTCAGAATATCCTCC 264

Ai09B30683 Araip.B09 30683 p2 (TA)9 18 141996270 141996287 GATGCTTGACCTGTGTGTGG ATTTCACACCATGCAAATCG 164

Ai09B30685 Araip.B09 30685 p2 (GT)7 14 141996933 141996946 ATGAGAAATTGAAGGCGGTG TGCCGACCCAAAAATATCAT 157

Ai09B30688 Araip.B09 30688 p4 (GAGT)5 20 142001436 142001455 CCTAACAACCCCTCCTCCAT ATGAAACTTGGGCAAAGTGG 198

Ai09B30695 Araip.B09 30695 p3 (AAT)5 15 142008411 142008425 TGTGGTGAGGAAGAGTGAGC TGATTCAATCGTTGCTCTGC 108

Ai09B30696 Araip.B09 30696 p2 (TA)6 12 142010971 142010982 TCCCAAAAATTAGAAACAAAAATGA CAAGCAAAGAACACAAACCG 210

Ai09B30697 Araip.B09 30697 p3 (TCT)6 18 142011799 142011816 TGAGGATGAAGCTTGTGGTG ATGCATGCTTCTTCTTCCGT 153

Ai09B30700 Araip.B09 30700 p2 (GA)7 14 142020828 142020841 ATGCAACGGATGAAAAGGTG TCCCACTTTGAATTTCACACA 280

Ai09B30702 Araip.B09 30702 p2 (GA)12 24 142041247 142041270 GGTTATGGGTTTGAGCGGTA AGCCTTGATTGTTGTTGCTG 272

Ai09B30703 Araip.B09 30703 p3 (AGA)7 21 142047746 142047766 CAAACCTCGTAGCAAATGGG CGCCCTCACACAAATCTCTT 237

Ai09B30704 Araip.B09 30704 c (AT)6tggcacaaatcataattcaagtgtcattagc(T)1053 142054634 142054686 TGGTCTTCTATGGATTGCTACA TAGTCACGCAAAACACCCAA 278

Ai09B30705 Araip.B09 30705 p6 (GTGGAG)6 36 142056521 142056556 TTTTATGCGGCAGCTTATCC TACAAATGCACCCGATGATG 277

Ai09B30706 Araip.B09 30706 p3 (GAA)6 18 142057908 142057925 GCAGCTTCTTCTTCCTCGTG TCGTTTTCTCCTTAGCGCAT 235

Ai09B30710 Araip.B09 30710 p3 (GGA)7 21 142076318 142076338 TGTCCTCCCTCTCTTCCTCA CTATGCTGTTGCTGCTTCCA 242

Ai09B30714 Araip.B09 30714 p3 (AAT)5 15 142078350 142078364 AACCAAACAATCGGAAGGCT CAATTTCTGATGGGGCCTAA 178

Ai09B30716 Araip.B09 30716 c (TC)6(TA)8 28 142078847 142078874 TGACCATGAAAACATGCTTGA CAAAACCAAAAAGGGCAGAA 210

Ai09B30717 Araip.B09 30717 p4 (AAAT)5 20 142084368 142084387 CAACAATATTTTTAAAAGCCAACG ACCGATTCAATCCAATCCAA 233

Ai09B30724 Araip.B09 30724 p3 (TAA)5 15 142104573 142104587 CATGCCTACGCTTCATGCTA CCTAGGCTAAATACATTGGTTCTGA 255

Ai09B30726 Araip.B09 30726 p3 (AAT)16 48 142107635 142107682 TGAAAATTAATGTGACTTATTATTGGA AGGGGTCAATGTTTGGTTAAA 242

Ai09B30727 Araip.B09 30727 p2 (GA)9 18 142108430 142108447 GCAGGAAGGGAGAGGGTTAG CGTTATGTTTTGGTGACCCC 148

Ai09B30730 Araip.B09 30730 p3 (AGA)5 15 142112823 142112837 AGAAGGAGAAGGAGGAACGC ACGTGCCCAACACATACAAA 127

Ai09B30731 Araip.B09 30731 p2 (AT)6 12 142112979 142112990 TTGGTTACATAGTTACATAGATGCG TCCTTGAAATTTTCGTGCAA 257

Ai09B30738 Araip.B09 30738 c (T)10caattaagtccctctcaatagtaattggcttaattttatagagatccaactaaaaaaaataattggtatagggacctaaataaaag(A)10106 142128216 142128321 TCTGTTGGTCCCTATAGTTTCG GCAAAATTTTCAATTAGGTCCC 271

Ai09B30739 Araip.B09 30739 p3 (CAA)5 15 142132370 142132384 CCACTCACCATGTTTGACCA CAGTTGTAAGGCCAGCAACA 215

Ai09B30741 Araip.B09 30741 p2 (CT)10 20 142140921 142140940 AACATGCATGCAAATGGAAA TGCAAAGCAACTAAGCTGGA 280

Ai09B30747 Araip.B09 30747 p2 (TA)8 16 142150921 142150936 GCTGTTCATCATTAAAACAAATGC GAGCGTTGGGGATGATTTTA 142

Ai09B30748 Araip.B09 30748 p4 (TTTA)5 20 142151132 142151151 TAAAATCATCCCCAACGCTC GCAGCTGCTCTGTTACGTTG 216

Ai09B30752 Araip.B09 30752 p4 (TTCT)7 28 142159399 142159426 ACCATTTCTCTCTGCTGCGT GAAGGAAGAAGAAGCTGGGG 145

Ai09B30754 Araip.B09 30754 p4 (TTGT)5 20 142159999 142160018 ATGGTTATTGATGGTGCCGT GTTGCCAACCGACTTCATCT 169

Ai09B30755 Araip.B09 30755 c (TGT)5ctactc(T)1233 142165760 142165792 TTTGATTTTGGTCTGGGGAG GATATGGCAAAGCATCACCC 235

Ai09B30758 Araip.B09 30758 p2 (AT)6 12 142167003 142167014 GGGCAGAGGGAAACAATTTTA TTCAAGAGTTTCTTGTGTGCTG 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30760 Araip.B09 30760 c (ATT)9aatttattagtgttattgttcaacgttgatttttattaagaatttaaacctaggcacatattgtaggtttgactttattttttgcacatta(T)10128 142167740 142167867 TGCCTCCGAAAGATTAAGAGTT TCTTTCCACCAAACGCTACC 280

Ai09B30762 Araip.B09 30762 p3 (TGA)8 24 142169168 142169191 AATGGATGGGGATGATATGC GATATGGTGGAGGCTGAGGA 191

Ai09B30763 Araip.B09 30763 c (T)10cttttaattgggtccctgcaccaaa(T)10caattaggtatttcttaatagtaattggcttaattgtataggaaccaaact(A)10106 142169478 142169583 CGCGAAATTTTCAATTAGATCC TTTTAATTGGGTCCCCACAC 216

Ai09B30765 Araip.B09 30765 p3 (TCT)5 15 142170895 142170909 TGACCTTCCAACACCAACAA ACAATGGAGTAGCAGCAGCA 191

Ai09B30766 Araip.B09 30766 c (TTG)5ttcatcatcacttgattttc(ATT)1168 142171138 142171205 TGGTGAAGTTTCTGGTGCAG TGGTAGAGCAAGAAGCAGCA 179

Ai09B30767 Araip.B09 30767 p4 (TAAT)6 24 142171532 142171555 GCTCAACTAGTCCACCTGGC TCTCACTTATTGAACTATTCCCCA 201

Ai09B30768 Araip.B09 30768 p2 (TA)6 12 142172079 142172090 TGTGAATGTCTTCCCCAACA GAGGCCTCTTGTTGGATTGA 227

Ai09B30772 Araip.B09 30772 p3 (TTC)5 15 142179053 142179067 CGGGTTATTGTAAGGCAGGA AAGGAATGCGACGAAAAAGA 270

Ai09B30778 Araip.B09 30778 c (T)11aaattgggtccttgcactaa(T)1041 142197141 142197181 TTTTGTTGATTCTTATAGTTTCGTGA TTGGGTCCCTATAAAATTAAGCC 138

Ai09B30780 Araip.B09 30780 p2 (CA)6 12 142197907 142197918 ATTGTTGAGTTCGGTCCTCG CAAATCACAACAGTCCCACG 197

Ai09B30786 Araip.B09 30786 c (TC)6ttctttttctttctgcaatttcggtcacaagttcaacgaagttcaacatgctgcggtgagccttcatgtgactcgtttccga(TCT)5109 142210662 142210770 CTTCAGCATGCATCTCCAAA AGCCACGCTCTCATCAAAAT 275

Ai09B30787 Araip.B09 30787 p3 (AGA)5 15 142218723 142218737 TCAAAAACGCTTTGTGTTGC AACCAGCCTTCAAAATGGTG 246

Ai09B30788 Araip.B09 30788 c (A)10tatcaacaatcttttaccaagactttgttaattgcataattgacgcagattgcaactcttggacaagaaa(AC)692 142221358 142221449 GTTCTCCAGCAAATCATCCG AAAGATGGTTGGGCTGAATG 221

Ai09B30789 Araip.B09 30789 p3 (CAT)5 15 142222538 142222552 TGGATGGATTTCCTTCACAAT ATGGAACAAGGTGGAAGGTG 251

Ai09B30791 Araip.B09 30791 p3 (TAA)5 15 142223791 142223805 TCATCGTTCACATGCACTAAA CATAGGACCAGGTCAATCGG 165

Ai09B30793 Araip.B09 30793 p3 (TCA)6 18 142226271 142226288 ACTAGCATGCTGCGTTTGTG GTTCGAAAAGGGTTGGAACA 270

Ai09B30794 Araip.B09 30794 p3 (TCA)6 18 142227366 142227383 ACTAGCATGCTGCGTTTGTG GTTCGAAAAGGGTTGGAACA 270

Ai09B30795 Araip.B09 30795 p3 (CAT)6 18 142231869 142231886 TGGATGGATTTCCTTCACAAT ATGGAACAAGGTGGAAGGTG 254

Ai09B30798 Araip.B09 30798 p3 (TCA)6 18 142243911 142243928 ACTAGCATGCTGCGTTTGTG GTTCGAAAAGGGTTGGAACA 270

Ai09B30805 Araip.B09 30805 c (T)10ctttttacactttgtcaaaacaagttggcaaaaagtataaatagtcaacataatttttttcc(T)1082 142280986 142281067 AAATGGTGCCAAAACAATCG CGGCTAATCAATCACAGGGT 258

Ai09B30809 Araip.B09 30809 p3 (ATT)11 33 142288431 142288463 CCCCGTACCACTATTCCTCA ATGAATGGGGCCACTATGTT 272

Ai09B30810 Araip.B09 30810 p3 (TAA)7 21 142288829 142288849 AGCTTGTGTGTGTTGGCTTCT GCGAACTACTGCATCTTCCA 141

Ai09B30811 Araip.B09 30811 p2 (TA)7 14 142289841 142289854 GTTGTCAACTTTCCATCGCA CCTTTCTTGTCAAACCAAGGA 260

Ai09B30812 Araip.B09 30812 p2 (AG)8 16 142291855 142291870 TCTCAGGGAGGACAAAATGG ATTGTGGAATGGGGAATGAA 226

Ai09B30813 Araip.B09 30813 p4 (ATGT)9 36 142292041 142292076 ATTCATTCCCCATTCCACAA TCGTCTCACTCACTCTCTGACC 232

Ai09B30815 Araip.B09 30815 p3 (TAA)6 18 142293362 142293379 TTTGGTTTGTGTTTTTGGCA CCAATGGATTGTGAACATGG 157

Ai09B30816 Araip.B09 30816 c (T)10ctcttttcacattttgtctcgaaataatatcagactttttcaaaaaagaaaaaaaggagtgtgattggaatttgcttattcgat(TATC)5114 142293486 142293599 TCCATTGGAAAAGAATCCGA GAATCCACACCAAAGCGAAT 270

Ai09B30818 Araip.B09 30818 c (T)11ctttggggagaggagagagaggagaggagaggagaggttgttcagactagaattgaataccccttcttatttctttcttttttattt(A)11109 142294303 142294411 CCCTCTCCTTTTGCTTCCTT AACAAGTCGCAGCAATCCTT 278

Ai09B30819 Araip.B09 30819 p3 (TAA)7 21 142295384 142295404 CCAAATGTTGGGCCAAAGTA TGAAGGATTTGGCAATGTGA 278

Ai09B30820 Araip.B09 30820 p3 (TCA)5 15 142295652 142295666 AGTGAGATCACTGAGGCTGCT GCCACAAAATTCAATTGGCTA 267

Ai09B30828 Araip.B09 30828 c (T)11ggtacacctccccaaatgacgtttttgttggtagtgtaatatataggttttatagtggattg(T)1285 142321955 142322039 CAAAATTGGTTCGGTTGAGG GCACAACAACAAAAACAACCA 251

Ai09B30836 Araip.B09 30836 c (T)10ctgattattggtgtatatg(T)1039 142343657 142343695 GTACACCTCCCCAAATGACG GGTTCAACTGGTGAGTCACTG 280

Ai09B30843 Araip.B09 30843 c (A)10gatcttttaaaaaaagatgtaaattacagcttctcaaaaaagatg(T)1166 142365491 142365556 TGTTTGGGTATCTCATGTAAAAAGA AGCGTGTTTGGCAAATTTCT 223

Ai09B30849 Araip.B09 30849 c (T)11gtacacctccccaaatgacgtttttgttggtagtgtaatatataggtttaatagtgggttg(T)1082 142377316 142377397 GCCAAAATTGATGAACCGAC CGCAACAACAATAAAGCACAA 186



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B30857 Araip.B09 30857 p4 (ATAA)5 20 142395038 142395057 GCAAACAAGAGATGGGGAAA TGCCATCTACCTTACACGGA 230

Ai09B30858 Araip.B09 30858 p4 (AATA)6 24 142402256 142402279 AAAATGGGGGACTTGCTCTT TTGGTGGTAAATCAGAGGGAA 121

Ai09B30863 Araip.B09 30863 p2 (TC)6 12 142418285 142418296 CACGTCACATCACACAGCAG GTTGCCGTTGGAAACAGTCT 274

Ai09B30865 Araip.B09 30865 p3 (GTA)5 15 142425291 142425305 GCATTGTCAATTCGTCATGG TTTGAATCATAAATGCCAAAACC 103

Ai09B30875 Araip.B09 30875 p3 (ATA)6 18 142470285 142470302 GACATGCATGGGTAGCATTG CAAACTGGGTTTGGTTGGAG 154

Ai09B30876 Araip.B09 30876 p3 (TGT)5 15 142474324 142474338 CCATTTGTGCTGCTTTCTGA GGTGCAGGTGGAAGTGCTAT 154

Ai09B30877 Araip.B09 30877 c (TTG)5ttaccatgctgatcagagaaagagttgttgctgctgttagtgctgttgcttgaaaggaatggaaggttgaagaggttactg(TTA)5ttgttgttactactattattattag(CTC)5151 142474446 142474596 ATAGCACTTCCACCTGCACC CACCAGGGACTCATGCAAC 269

Ai09B30878 Araip.B09 30878 p3 (GTA)6 18 142475106 142475123 AGAAAGCTCTGTGGGTGATGA CCTCTGAAACATGTACGGCT 267

Ai09B30880 Araip.B09 30880 c (CT)8atcatctcttcatggcatagcaacacgtgaatagagaaaaaaaaggag(A)10gaaaaaataagcggtgttttcgaggtagaatgaaaaaggtg(GA)8131 142476706 142476836 AGCCAACCCAGAAGAGAACA TACACACGGAGGAACAGCAC 230

Ai09B30881 Araip.B09 30881 c (AT)6agctagagaattgtgttgttgttggtgggaaatgaaatgatgaagccatgaaggcttgattttagagattggatc(T)1198 142477694 142477791 AGTGCTATCACCTCCGCATC TGGAACCCCAAGCAAGTATC 266

Ai09B30883 Araip.B09 30883 p2 (CT)11 22 142478677 142478698 CCTTAGCCGCATAACGACAT GTATGTGAGGTCCAGTGGGG 170

Ai09B30885 Araip.B09 30885 p3 (ATA)8 24 142480168 142480191 CGTAGCTCTCCGTCTTCAAGTT TTGATCAAAATTCAAATGCAAA 253

Ai09B30895 Araip.B09 30895 p3 (AAG)6 18 142512696 142512713 AGCAGGATGAGGAGGAAAAA TTCGCATGAAATTGACTGTACC 257

Ai09B30896 Araip.B09 30896 p3 (AAG)7 21 142515074 142515094 GGAGAACGACGAAGGCAATA ACCCCTCACTCGTTTGTCAT 163

Ai09B30900 Araip.B09 30900 p2 (AT)7 14 142536865 142536878 TCCTCCAAATTGACAGGACC CGCAAGTAATGCCAGCTGTA 195

Ai09B30905 Araip.B09 30905 p5 (AATCA)5 25 142552133 142552157 TCAATCTGGAATCGCACATC TCAGTGGTAGTTGAACCGCA 216

Ai09B30907 Araip.B09 30907 p3 (GTT)5 15 142555998 142556012 ATCCATCCCAACCCTAGGAC CACAGACGAGAGCAGGTTGA 246

Ai09B30910 Araip.B09 30910 p3 (GGT)6 18 142560304 142560321 CAGCTACTGCCACACTCCAA GAAGCGGTGAAGAGGAACAG 206

Ai09B30913 Araip.B09 30913 p2 (GA)7 14 142570823 142570836 TAAGCGAAGCGTCAACACC TCATTATGAAGAGTGCGCGA 220

Ai09B30919 Araip.B09 30919 c (T)13ctgggtagaatagacaatctaagttcgttttgttttttgttcgacattataa(T)1075 142587706 142587780 TCTTAGCTAGGGCTCCTTGG TAGGATTGCAAGAAATGGGC 263

Ai09B30920 Araip.B09 30920 p2 (CT)7 14 142589002 142589015 ACGCTACCTTACAGCCGCTA AGAGAAGGAGGGGTGGTCAT 196

Ai09B30921 Araip.B09 30921 p2 (AT)6 12 142590113 142590124 CAAGAGACACCAACAACCGA GCAAGTGCAAATCTGAAGCA 190

Ai09B30922 Araip.B09 30922 p3 (GAA)8 24 142590931 142590954 GAGATCTGGGGCGATGAATA CATGAAATCTTGGGGTTTGG 213

Ai09B30924 Araip.B09 30924 p3 (ACA)5 15 142596236 142596250 CCCCGGTTCAGTAGAAAACA AACATCCAGTCAGGAGGGTG 267

Ai09B30926 Araip.B09 30926 c (ATA)5g(TAA)6 34 142601232 142601265 TCAAAAGTGTGATTGGAAGGA GATACGGGGCGTGCTAATC 275

Ai09B30936 Araip.B09 30936 p2 (CT)6 12 142629238 142629249 ATAACCCCCTCTTCTCGCAT CCTATGACCCCATCTTTCCA 228

Ai09B30937 Araip.B09 30937 c (T)12aaaataaacacatttatctatcagaattttcctttaatttgctcagcagaattattctc(T)1081 142631193 142631273 GGAATGTGTCATGGGGATTC AACTCTGTCCCTAAATGAACGA 239

Ai09B30945 Araip.B09 30945 p3 (GGC)5 15 142648337 142648351 ACCATGCAGGAAAGCAAGAT GCACCACGGTGTATCTGATG 218

Ai09B30946 Araip.B09 30946 p3 (AAT)7 21 142655059 142655079 TAGCAAACTTTTCCGCAACC TAATGGAGCACGCTCAGATG 200

Ai09B30947 Araip.B09 30947 p3 (TAT)6 18 142658051 142658068 CAATTTAAGAGAAAAATTCGCCA TGGGAAGTAAAGGAAGAAAAACTT 280

Ai09B30948 Araip.B09 30948 p3 (CAA)5 15 142658881 142658895 TGGGTCACAATGGACACACT TATGCTCTGTGATTGCAGCC 184

Ai09B30956 Araip.B09 30956 p3 (TAT)7 21 142677858 142677878 GAATTTAAGATGTAACGGTGCAA TCCGTAGCCAAATACTTTACAGC 193

Ai09B30958 Araip.B09 30958 p2 (AT)8 16 142689582 142689597 ACCCGCAGTGGATAGAGTTG TCCATTCCCACTGGCTTTTA 166

Ai09B30960 Araip.B09 30960 c (TA)6aacccccacccccttagccccct(TA)749 142698020 142698068 CAATTCCTTTCCTTTTCCCC AAAGGAGGAGGTAGATCACGG 174
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Ai09B30962 Araip.B09 30962 p2 (GA)16 32 142702785 142702816 GAGCTCAACCTTGGAGTCGT TTTTCGCAACTTTGAAACCC 197

Ai09B30964 Araip.B09 30964 p2 (AT)6 12 142706419 142706430 TGAATTTGCAATGAGAATGTGA AGGGGAGCACCATTGTAAGA 232

Ai09B30965 Araip.B09 30965 p2 (TA)9 18 142708456 142708473 TCCGGCAGAATAATTACCCA TACCCAGATCAATCCCCAAA 273

Ai09B30970 Araip.B09 30970 c (A)10tcatgagcaacaagttgttgc(A)1546 142724749 142724794 GGGCTGAAAAACAACACCAC TGGAGTTGATATAAAAATGATGTGA 187

Ai09B30973 Araip.B09 30973 p3 (ATT)16 48 142727018 142727065 ATGCTTCCATTCGACCGTTA GACCCCCACCTCCTTATGAA 229

Ai09B30974 Araip.B09 30974 p2 (AT)12 24 142727604 142727627 AGGCTAAGAGGCATGCGTTA AAATATCGTTTTTCCAAAGTGC 165

Ai09B30976 Araip.B09 30976 p3 (AAG)5 15 142731044 142731058 ATGAGGATGAAAACGCGAAG CAAGACGGTCCAAACCTAACA 229

Ai09B30978 Araip.B09 30978 p2 (AT)6 12 142741307 142741318 TTGAGAGCGATGAGGAGATG ATCTCTCTCTTTCAAGTTTCAACC 262

Ai09B30980 Araip.B09 30980 c (AG)7aa(AG)6 28 142759914 142759941 GAGCCTGCTCGATTATCCAC GCCAAATTTGAATTCGGAGA 275

Ai09B30984 Araip.B09 30984 p3 (TAA)8 24 142776193 142776216 GACAAATCTGTCGGACACCA AAAACCAATAAATTTTGATGGCA 270

Ai09B30990 Araip.B09 30990 p2 (TC)9 18 142792753 142792770 CATTCGCTCCCTCTTTTCAC CCGGAAGCATTGCCTAGTAA 144

Ai09B30992 Araip.B09 30992 p3 (TTA)5 15 142801369 142801383 CAAGCATCCTTGAAAAGGGA AATTTGCACTATCCGCAAGG 278

Ai09B30994 Araip.B09 30994 c (T)10ctttcttaactttcattcagaaacaag(A)10gagatctaaatgagaaagaaagcactaatgaaactgccactatctctattcaaaaccaaagaggaaccgccacaaagaagaaag(CAT)5146 142809444 142809589 TGCCATATTCTCTTGCCTCC CGCAAGATGGAAACAAGTTCT 280

Ai09B30995 Araip.B09 30995 c (CTT)5cctg(TTC)534 142810203 142810236 CCATGGATTCATTGTTGCTG CCCTGAGATAAACACAAGGGA 216

Ai09B30996 Araip.B09 30996 p3 (TAA)5 15 142810387 142810401 TTTATCTCAGGGACACAATGACA GCGTGAATTTTCGCCTAAAC 274

Ai09B31000 Araip.B09 31000 c (T)10aataaacaaagcaaaacgggagcaacggattgcacaaattttttc(T)1368 142812973 142813040 AGGCCTGCTTCAACTTTTTG AGCAAAACGTCACCGACAAT 208

Ai09B31001 Araip.B09 31001 p3 (TAA)5 15 142814141 142814155 TTTTGCCCACATGATTTGAA AGCCGTTTTGAAAAACAAAAT 100

Ai09B31006 Araip.B09 31006 p2 (AG)17 34 142816757 142816790 GGTAGTGCATTGAAGGGGAA CAGAGAGGAGAAGGCAATGG 135

Ai09B31008 Araip.B09 31008 p2 (TA)6 12 142818528 142818539 CTTACCATGTATTCCGGCGT ATCCCGATCTTGGTTCTCCT 269

Ai09B31011 Araip.B09 31011 c (TAT)5gaataataatgcacaatatgttacaagtagtattctcaataattgtaatcatgcagctgatttattctaac(AT)9104 142821228 142821331 CTGCCATCCATTGTCAACAT AGCGCTAAGGACCCCATTAT 166

Ai09B31012 Araip.B09 31012 p3 (TAA)5 15 142821730 142821744 ATATGAGTGGTTGAAGCGGC CCAATTGGACGGTTTTTGAC 183

Ai09B31014 Araip.B09 31014 c (AAT)5(A)11 26 142822249 142822274 AGGATTGGTCCAGTCACCTTT TCTTCCTCCCCCAAAGTTTC 280

Ai09B31018 Araip.B09 31018 p2 (AT)6 12 142836371 142836382 TCAGCCAAAATTCGAAAACA TGTACCCCCAATGTGGAAAT 161

Ai09B31022 Araip.B09 31022 p2 (AT)9 18 142847501 142847518 TGAAGTTTTGATTGTGTGATTGTG CATGGAGCTGACCTAGACTCG 273

Ai09B31025 Araip.B09 31025 p2 (TA)9 18 142852939 142852956 TCAGAGGTATTCGCAACACAA TTTTAGAGGGGTGGGACTTG 225

Ai09B31026 Araip.B09 31026 p2 (AT)6 12 142854554 142854565 ATTGAGCGCCGAAAATAGAA CGTTGGGGACAAAAACGATA 162

Ai09B31027 Araip.B09 31027 p2 (AT)10 20 142855103 142855122 TTGATGGCAGGATAACATTGA CCAATTTATTTGCAGGTGGG 212

Ai09B31030 Araip.B09 31030 p3 (AAT)5 15 142860885 142860899 AAAAAGCCAACGATAACATAACAA CGATCCAATCCAATCCAAAC 222

Ai09B31036 Araip.B09 31036 p2 (TA)7 14 142873785 142873798 TTTCTTTAAGGCCCAACCGT CAGAATATTCATGGGACGCA 259

Ai09B31040 Araip.B09 31040 p2 (TA)10 20 142882331 142882350 TTCTCCATCCATCCATGTCA GTCATGCCCACTCCTCCTTA 277

Ai09B31041 Araip.B09 31041 c (A)11ggaagggggtggagaaaaatgcaaatctgacatttgcccaaccagg(A)1067 142890055 142890121 TGCGATGAAATGGAATCAAA TCACCTGTAAAAATGTGCAGC 252

Ai09B31042 Araip.B09 31042 c (A)11ctcaaaaaaaattatcaaaaaccagctttaatatttatataatatttatgcaaaacaaaatatacttctatg(T)1396 142890743 142890838 TTCCCTAACCACCGTTTCTG TCAAGAATCCATTTTGTGTCAA 266

Ai09B31043 Araip.B09 31043 p3 (CCA)6 18 142891973 142891990 CAAAAGGGGAAGCCTAGTGA AACAAAACCCAAGGTTGCAG 158

Ai09B31044 Araip.B09 31044 p3 (GAG)5 15 142895676 142895690 GAGGCAACAGCTCCAAGAAC CCTCAGCACTTGCCTACCTC 261
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Ai09B31045 Araip.B09 31045 p3 (AAG)7 21 142895936 142895956 GAGGTAGGCAAGTGCTGAGG CCTTCCTTCCCTCCAATCTC 241

Ai09B31050 Araip.B09 31050 p4 (CCAA)5 20 142909830 142909849 TCTCAAAACTGAAGGCAGCA TCGGCACTTGACTTACTCCA 207

Ai09B31051 Araip.B09 31051 c (A)10tttactgtcggtagttaagtgaaaaaaatttattgataaaaatgatgctataaaaaaaaattgtagtacaaatatctttt(A)11101 142910852 142910952 CACCCAATTTGATTTTTGTCA TTCTCTTCTTTTATTTCTTATTCGATG 225

Ai09B31052 Araip.B09 31052 c (A)10tttggtgtaaggacccaaataaaagaaaaaaaaattgtatggacccaatt(A)1070 142914643 142914712 TCCCTCTTGGCAGTAATTGG CCTTTTAATTGAGTCCTGGCA 138

Ai09B31056 Araip.B09 31056 p3 (TTC)5 15 142929815 142929829 CACACAAAACAACCCCCTCT GCTTTTGTCTTCCCTTTCCC 221

Ai09B31058 Araip.B09 31058 c (A)10tatctttcccttattttactaataaatttcgaaattttggtttaatttggtcaaaa(T)1076 142940457 142940532 CGTGTCTTGTGTCATTTTGTTG TTGATTTTGAAAAAGGCTTGAAA 193

Ai09B31059 Araip.B09 31059 p2 (CT)7 14 142941162 142941175 TTTCGAAAACCAACTAACAACTTTT CAGAGAGAGAAAGAGGGTTCG 251

Ai09B31070 Araip.B09 31070 p2 (AT)8 16 142978449 142978464 TAGAATGTCAAGCTTCGGGC CCTCACTAGGCGTCTGGAGT 255

Ai09B31071 Araip.B09 31071 p3 (ATT)6 18 143006727 143006744 AGGAGACTTGCTTGCGATGT CAAATTTGTTGGTTGACTTTAGAAGA 219

Ai09B31074 Araip.B09 31074 p3 (AAT)5 15 143008976 143008990 ATAACGGATGTGATTGCACG TCAAGTGTCACGTTTTTGCC 266

Ai09B31076 Araip.B09 31076 c (AG)6aaagagtatcaatcatatactctatagtactccgtattttatgccttgagttgtgtggccccaactacaatctaccggctc(T)11104 143023018 143023121 TTTTGCAGGTTGTAGAGCCA TCTGACTCTCCAATTTATGTATCTTC 258

Ai09B31077 Araip.B09 31077 p3 (CAG)5 15 143025086 143025100 CTTGCAGTACGGGACATTCA GGAAGCATCATCGGTCTGTT 242

Ai09B31080 Araip.B09 31080 p6 (ATCTGA)6 36 143035457 143035492 GGTGACAGTGCAGGTGCTAA CAAGTTAAGGGCAGAGCCAG 204

Ai09B31081 Araip.B09 31081 p2 (AG)14 28 143036487 143036514 ATACTGGCCCTGCTTGAATG CAACCACCACTTCACCCTTT 195

Ai09B31083 Araip.B09 31083 p3 (TCA)5 15 143041658 143041672 CACTAGCATGCTCCACTCCA TGACATCCAGCTACGGTTGA 194

Ai09B31084 Araip.B09 31084 p2 (AG)10 20 143042259 143042278 GGAAACCCTAACAGCGATGA CTGCGGGACAAAAAGTCAAT 243

Ai09B31087 Araip.B09 31087 p2 (TA)8 16 143046253 143046268 TGGCAATAGCAACAACGAAA TCAATCACAAACTGTGGGGA 269

Ai09B31093 Araip.B09 31093 p2 (GT)16 32 143055707 143055738 TCCACAAAGGAAATTCACCTG TCACCTGCCTCTGTTCTCTG 254

Ai09B31103 Araip.B09 31103 p4 (TTTC)5 20 143083064 143083083 GAGAGGCAGCTGAACAAACC TTTCTCGGATCTTGGATTGG 277

Ai09B31104 Araip.B09 31104 p3 (CTC)6 18 143083656 143083673 AAGCTGCCAAGTCATCACAA GCGAGAGACGCAAGGTCTAC 199

Ai09B31105 Araip.B09 31105 c (T)14agtttttaggagcaatcgtgaattctattgagcaaaacattgactacgagaaacagcttttaccctttctttcttttcttttc(T)14111 143086450 143086560 GTGCCCATCATTTTGAGCTT GGCACAGAAAACATTGCTGA 191

Ai09B31111 Araip.B09 31111 p3 (AAT)5 15 143095632 143095646 ACGGTGTCCGAAAAGAAAGC GTTGACGTGGCATGCTTCTA 259

Ai09B31112 Araip.B09 31112 p6 (AGGTGC)5 30 143100590 143100619 TTTGCTGAATTGTTCCCTCC ACCTTCACCTTCACCTGCAC 278

Ai09B31113 Araip.B09 31113 c (A)10tctttttttattaaaaa(T)1037 143103414 143103450 TTGCTATTAAAAATTTGTCAAACACAC TTTGAAAAAGGCTTTCGCTC 217

Ai09B31123 Araip.B09 31123 p2 (TA)6 12 143130274 143130285 TGTGCGAATCGAATAGGATG CACAAATAATACAGTCATTTCCCAA 265

Ai09B31126 Araip.B09 31126 p3 (TTG)6 18 143141915 143141932 GGAAAAGATGGTTGGTGTGG CGATTTCGATTTTGACCCTC 279

Ai09B31131 Araip.B09 31131 c (A)11gagaatctaagaac(A)1136 143148045 143148080 TCAATCAAAAACAAAAGTAAAGAACAA CTGGGTGAGTTACGGTTTTC 176

Ai09B31133 Araip.B09 31133 c (GT)6tcaaagtaaatttttaaataattatttact(TA)654 143148547 143148600 TTCGTAACAACTGCATTAATTGAAA TCTTTTTGTTAACCAAGTCCAAC 274

Ai09B31137 Araip.B09 31137 p2 (TA)9 18 143173162 143173179 TATCATCCCACACGCAAAAA GTCCAGGGCAGAATAATGGA 259

Ai09B31146 Araip.B09 31146 p3 (AGA)6 18 143197090 143197107 GTTTGAGGGTCCACGTCACT CTTTCTTTTCACCGCAAAGC 236

Ai09B31147 Araip.B09 31147 p3 (TAA)7 21 143198227 143198247 TTGCATTAACTCCGCTACCC CAGCGTGAAGTCCTTCTTCC 234

Ai09B31150 Araip.B09 31150 p2 (CT)6 12 143209418 143209429 TCGCAAAATAAAATGGAGCA GTTGATGTTGGGATTGGGTC 274

Ai09B31151 Araip.B09 31151 p3 (CAC)5 15 143209564 143209578 GCACACTCCCCTATCGATGT ATGAAATCAATGGCGAAAGC 225

Ai09B31152 Araip.B09 31152 p2 (AG)7 14 143210217 143210230 GAGGTGAAAGTCCGATGCTC TTCACAAAAGTTAAAAACGTTGACA 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B31153 Araip.B09 31153 p3 (TCA)6 18 143210933 143210950 TATCTCTTTGGCGCTCCACT TGTGGTGTGGAAATGGAAGA 106

Ai09B31154 Araip.B09 31154 p2 (AT)6 12 143212488 143212499 ACTCATCTATGAGGTCGCGG GAAACTCCCCACTTTCTCCC 212

Ai09B31155 Araip.B09 31155 p4 (TTCT)6 24 143213081 143213104 GGACAATGCAATCAGGCTCT CCAATCTCTTAACTTGATCCACG 265

Ai09B31157 Araip.B09 31157 p2 (TA)6 12 143226206 143226217 TGAGAAAAACACAAGCAAGCA TTTGATCAGAGTCTCGTGCTG 247

Ai09B31158 Araip.B09 31158 p2 (AT)7 14 143229880 143229893 TATAAAGCCCGTCTTGTGGC CCCTTGCGAATATTCATTGG 251

Ai09B31159 Araip.B09 31159 p2 (TA)6 12 143231534 143231545 TGAGAAAAACACAAGCAAGCA TGCATGGATCCGTACTTGAA 255

Ai09B31160 Araip.B09 31160 p4 (TTTC)5 20 143236930 143236949 GACAATTTTTCAAATCACACGC GCAGCATCAAGTGAATCTCAA 180

Ai09B31161 Araip.B09 31161 p3 (GAA)5 15 143237555 143237569 ACACGCGAAGAAGAAGAAGG GCCCAACTACACGTCCAAAT 276

Ai09B31162 Araip.B09 31162 p3 (CAT)6 18 143240230 143240247 GTGCGAGAGATGTTGCAGAG CTTTGGTGATGTTGCGATTG 223

Ai09B31163 Araip.B09 31163 p2 (GA)6 12 143241886 143241897 TGGTTCAGGCCTGGTAGAAT GCTGCTCTGTCTCTGCCTCT 105

Ai09B31164 Araip.B09 31164 c (T)11acttatataattgttttacctctgttttcatgttctggttttcagatctgtagaaaaactcacaataac(T)1292 143242186 143242277 GCTTGTCTCCAACCAAGGTC AGGGAGAGAAAGGTTCAGCC 262

Ai09B31165 Araip.B09 31165 p3 (CAC)5 15 143243867 143243881 GGAGATACCGGATTTGAGCA TCAAAATCGAAATCGGGAAG 240

Ai09B31166 Araip.B09 31166 p3 (AAT)7 21 143245628 143245648 AAGCCATCGAGACAAACACA TGGACAGTCTCCATGAACCA 141

Ai09B31175 Araip.B09 31175 p3 (AAT)10 30 143272123 143272152 CCGAAATTTACTGATTTACATGACA TTGCCTTCTAACCACTTCGG 199

Ai09B31177 Araip.B09 31177 p2 (AG)7 14 143275334 143275347 CACCTAGTCGAGTTCACGCA GCCGGTAAATCCGACAGTAA 155

Ai09B31183 Araip.B09 31183 p3 (TGA)5 15 143286481 143286495 TTTTTGGCTGATTTTCTTTGG TGATTCTCATCCCTTCCTCC 250

Ai09B31184 Araip.B09 31184 c (TAT)5tttaattttatggaccaagctactgatttttaaaaaataattctt(A)1070 143286702 143286771 GGAGGAAGGGATGAGAATCA CAAAACCCAAAGACTTAGAGGC 253

Ai09B31185 Araip.B09 31185 p3 (TAT)5 15 143287393 143287407 GCCGCTTTAGTAGGTTACGC TAACTGCAACAAAGGCGATG 267

Ai09B31186 Araip.B09 31186 p3 (GTT)5 15 143289019 143289033 GGATTCACGTTTGCCAGAAT AATTGAAGGGCTTGTTCTGC 276

Ai09B31191 Araip.B09 31191 c (TA)6(CT)9 30 143302308 143302337 CTGCGCAGTGTACCGACTAC TGCACAAGAAAAGCCAACTG 279

Ai09B31193 Araip.B09 31193 p2 (AT)8 16 143308814 143308829 GCAACTGGCTTGTGTGCTAA CCAACAGTCTCACAAGAGGGA 146

Ai09B31196 Araip.B09 31196 p3 (CTT)5 15 143317565 143317579 TTTCACACACCTTCATATCTCTCA AATGCAAGCCTTTTCATGCT 168

Ai09B31199 Araip.B09 31199 p3 (AAT)5 15 143322120 143322134 GTGGAGAGCTTGCTGGGTAG AAAGCTAAACTGAAACGCCG 222

Ai09B31201 Araip.B09 31201 p2 (TA)9 18 143326780 143326797 ATTCGATCCGCAACGAGTAG CAGCTACTAAAATCAGCCACCA 269

Ai09B31203 Araip.B09 31203 p2 (AT)6 12 143347214 143347225 TGTACGGCGTTTTTATTTCTCA TAGGATTGGGCATTCCTTTG 211

Ai09B31206 Araip.B09 31206 p3 (TAC)5 15 143352949 143352963 ATAATGGGGATATGGCCTCC AAGGCAAGTTATGGCTGTTTTT 203

Ai09B31208 Araip.B09 31208 p3 (CAT)6 18 143361921 143361938 GTGGAATTGGGATTTGGTTG CCTACTGGCGGTGAGGATAA 211

Ai09B31210 Araip.B09 31210 c (T)12cgggtatttctctgag(T)5785 143371048 143371132 CGATGTCCCCTAAGGGATAATAGT CCGTTTCTTTGATTTCCCAA 263

Ai09B31216 Araip.B09 31216 p2 (AT)8 16 143380093 143380108 GCTGCTGACTTCGTAGCAAA GGGAAGGGAATAATTGGGAA 256

Ai09B31217 Araip.B09 31217 p2 (AT)12 24 143382096 143382119 TAGACTCGACCTGCGAAACA AGGCACCGCACTAAACATTC 246

Ai09B31219 Araip.B09 31219 p2 (AT)6 12 143385275 143385286 TTTGCATTATTCTGTTATTGTTTATTC TGCAGATCGACACATGACAA 263

Ai09B31226 Araip.B09 31226 p2 (TC)8 16 143400586 143400601 TGATTGTGGTGATGCTTTCA CTTCAAGCAAGACAGTGTCCA 209

Ai09B31227 Araip.B09 31227 c (A)10gattactaa(T)1029 143401006 143401034 AATGTTCGGTGAATTACATGG AGGGACAGCAGCTTTTGTGT 234

Ai09B31228 Araip.B09 31228 p3 (TGA)5 15 143401382 143401396 TTCCAAACTATCGGTTTCGC TCATTTGAGCTGAGGGGTGT 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B31229 Araip.B09 31229 p4 (GAAA)8 32 143404103 143404134 AGTCACGAGACCCACTGTCC TAAATATGAGGGGCAAGCCA 253

Ai09B31230 Araip.B09 31230 p4 (TGAG)6 24 143405721 143405744 ATAAAGACACGCCATCCGAA GAAACGAAACGAAGACCGAA 154

Ai09B31232 Araip.B09 31232 p2 (AT)6 12 143409655 143409666 ATTCATGGTTCCTTTTCCCC TGCCATTCTTAATCACCAAAA 171

Ai09B31233 Araip.B09 31233 p2 (TA)6 12 143409928 143409939 TTTGGTGATTAAGAATGGCATAAA TGAGAATGCATTGGTTCAACA 258

Ai09B31234 Araip.B09 31234 p2 (AT)6 12 143411336 143411347 CTTTAAATGTTAATAAACCCATTGTCT ATGCTCCAATGCCTTGTTTT 272

Ai09B31235 Araip.B09 31235 p2 (AG)6 12 143412020 143412031 CCAAACATCGTTTCTTCATCG CAACAGCATCTCAAAGCCCT 252

Ai09B31236 Araip.B09 31236 c (GATA)5tttttatataaatattgtaaaaaataatc(AT)763 143413392 143413454 CCTGGTTACTGTAGCCTATTTCTAGTT GCGACAAAAATATAATTGGTGTTTA 280

Ai09B31237 Araip.B09 31237 p2 (AG)6 12 143413852 143413863 TTTTAAAATGAGATGGCACACAA CAACACACTGACGGAACCTG 275

Ai09B31238 Araip.B09 31238 c (CACT)6gtcggatgcatggccctactgcttccattgcatcactgaagcttagttct(TG)686 143414922 143415007 ATCACGGAGTTTCACTGCCT GCACACTTGCCAATTACCCT 161

Ai09B31241 Araip.B09 31241 p2 (AT)8 16 143416309 143416324 GGGTGCTCACATACATGTCC GAGTTCCGACCCACGATAGA 181

Ai09B31242 Araip.B09 31242 p2 (AT)6 12 143416653 143416664 TGCTAGGCCTGCTAGTGTGA AGTGTTACGGCCAGCAAAAT 256

Ai09B31243 Araip.B09 31243 p2 (TA)6 12 143416835 143416846 AATTTTGCTGGCCGTAACAC TTTGGGTGCATGCAATTCTA 264

Ai09B31245 Araip.B09 31245 p2 (TA)6 12 143428111 143428122 TGGACTTGGCTAAGTAATGGG TGGCCAATAGAAATTCAAAGG 261

Ai09B31247 Araip.B09 31247 p2 (AT)6 12 143431748 143431759 TGCGATTTTTAACTAAGAGGAAGTG GAGGGCTAACACTACAAAAATCG 247

Ai09B31249 Araip.B09 31249 p2 (TC)6 12 143434711 143434722 TCCTATTGGATCAAATTGAGAGGT TTGGTAGTCTGGTACACTTGAAAA 198

Ai09B31251 Araip.B09 31251 p2 (CT)7 14 143435602 143435615 TCCCTGCTACCCAACGTTAC TGCATGAAACTTCATCAGCAA 150

Ai09B31252 Araip.B09 31252 p3 (ATG)5 15 143435934 143435948 GGTGCCTGCTGAGAGAAATC GACCACACAATGCAACCAAG 259

Ai09B31253 Araip.B09 31253 p2 (AG)10 20 143436086 143436105 GGTGCCTGCTGAGAGAAATC GACCACACAATGCAACCAAG 259

Ai09B31257 Araip.B09 31257 c (T)10caatttgctcaacgataaacaattaaacgagagccaatagactatagttcagatgacatagaatgtgagttcaaacctccatatcttatat(A)12113 143440183 143440295 CCCGTGCTCACCCCTATAAT TTGGAATTTGGGATAGGCAA 257

Ai09B31258 Araip.B09 31258 p2 (TA)7 14 143440920 143440933 TGACTGGTGTTGGCTAAAAATG TTGAGAGGATACATCGGCAA 254

Ai09B31261 Araip.B09 31261 c (T)12cc(T)10 24 143445341 143445364 AGTGGGATGATTGATGAGGG AGCGTGCTTACCTTGAATGC 255

Ai09B31262 Araip.B09 31262 p2 (TA)6 12 143447341 143447352 TTAAATTTCGTGAATCCCGTG TGCATTAGTTGAAGAGACTCGG 166

Ai09B31266 Araip.B09 31266 p4 (ATAC)11 44 143456778 143456821 CCAAATTCAAATCACAATCCTC TTTCAGGATGGACGAAGAGTTT 266

Ai09B31267 Araip.B09 31267 p2 (TG)6 12 143460237 143460248 GGTTTCTCTCCTCTGCATCG CTCAGCCACATCCTCACTCA 267

Ai09B31268 Araip.B09 31268 c (TCT)5(CCT)5 30 143464131 143464160 CTTTTTAAATCACGCGCCTC AAAAACAAGACGCAACATTGG 162

Ai09B31274 Araip.B09 31274 c (T)11gtctccctaatattacccttttagttcatagttttaaacattgttgactaactgttagctaaaaacaataaattctatctacccttagta(T)13114 143479937 143480050 TTGCGACAATTAATGAATGC GACAACTCTAACCATGTGGCTTT 215

Ai09B31279 Araip.B09 31279 c (A)10ttagaacagaaacaaaaacttataatgagagtaatcaagcatcatttcattttagaattacacacttgttaagccaaatttactatatatac(AT)6114 143501855 143501968 TCTTAACTCTGAGAAAGAGCAGTGA AAATTTGAGAAGAAACAAGAAACAA 275

Ai09B31281 Araip.B09 31281 p3 (TTG)6 18 143503500 143503517 GACCCCACCTAGTGGAACAA TTAAGAGTCAATTAGGATTGGCA 256

Ai09B31283 Araip.B09 31283 p3 (AAT)5 15 143514550 143514564 GCAAGTCCTCCCAATGTGTT CCAGTCACTCCCACAGGTTT 222

Ai09B31284 Araip.B09 31284 p3 (ACA)5 15 143514683 143514697 AAACCTGTGGGAGTGACTGG TTCTCTGGTAGACCATCCCA 167

Ai09B31286 Araip.B09 31286 p3 (AGA)16 48 143517539 143517586 AGGAGAAGAAGGAGGAACGC CAACACACACGAAATCGCTC 149

Ai09B31289 Araip.B09 31289 c (T)13c(A)10 24 143521601 143521624 AACGTGCTAATTTTGCAGCC ACATGCACATGCTGAGGTG 248

Ai09B31292 Araip.B09 31292 p3 (ACA)5 15 143530727 143530741 TCGAAACACATAACCTATTTTAGGA CGGATGTGAGCTTCACTCAA 170

Ai09B31295 Araip.B09 31295 p3 (ATA)7 21 143545378 143545398 TTGTAGATCTTGCTCACAAAGCA GGTTCACCTTCCAAAGTCCA 235



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B31296 Araip.B09 31296 p2 (CT)6 12 143545638 143545649 GGTGAACCTCCACGAAAGAA GATGTTCCAAACCGAGAGGA 208

Ai09B31300 Araip.B09 31300 p3 (CAT)6 18 143549661 143549678 TGCAACAAAAACACAAACCC CTTTCCGAATAAACCCCCAT 257

Ai09B31311 Araip.B09 31311 p2 (TC)14 28 143565001 143565028 ATTACCGTCGTTGTTGAGCC CGATGGCGACTAAGTGATGA 157

Ai09B31312 Araip.B09 31312 p2 (AT)15 30 143567370 143567399 CGGTGGTACGACTCAAAGTG GTACCCTAGCCGGCCTAAAC 273

Ai09B31313 Araip.B09 31313 c (CT)6(AT)13 38 143571447 143571484 TGCAAAATAAAATTACACGTAAAGAAA TCATTCAACACAACTTGAATACACA 234

Ai09B31315 Araip.B09 31315 p4 (AATG)5 20 143578137 143578156 TGTCAGGGAAATATGGCCTC ATGCGCATGGCTTACAATAA 183

Ai09B31317 Araip.B09 31317 c (TAAA)5catacaatt(A)1443 143582636 143582678 CCACCACCACTGTTGCTACTT TGTGTCTCTTCCATCTGGATTTT 180

Ai09B31321 Araip.B09 31321 p2 (TA)6 12 143587402 143587413 CAGGCAAAGGTAAAACCGAA AAAAGAAGATTCGGTGCGTG 216

Ai09B31322 Araip.B09 31322 p3 (ACT)5 15 143589137 143589151 AGCATCCATTTGTCGGAAAC TGAGACAAGTAGGGCACAGAAA 261

Ai09B31324 Araip.B09 31324 p2 (AG)9 18 143591069 143591086 CGGAGTTGCATGAGTTGTGT GTCATTTTGGGTGGTGTTCC 200

Ai09B31325 Araip.B09 31325 p2 (CT)9 18 143594173 143594190 CGCATGTTTCACATCATTCC CAGAAGGTTTCCAGTTCCCA 162

Ai09B31329 Araip.B09 31329 p2 (TA)7 14 143596899 143596912 TGGATTGCTTAAACGTCGAG GTGGGAGTGGTCCAATTCTG 270

Ai09B31332 Araip.B09 31332 p2 (TC)8 16 143600540 143600555 GGCTCTGTGGAGTCACCTTT GCAAAGCACCCACTTGTTTT 277

Ai09B31336 Araip.B09 31336 p3 (CCT)5 15 143609715 143609729 TGAAGTCGGATATAAGGGCG AATGGGAAAGGATACGCCTC 216

Ai09B31338 Araip.B09 31338 p3 (AAC)6 18 143620456 143620473 TGAATTGTCCATGTTGGGTG GACCGACAGAACACCCAGTT 279

Ai09B31343 Araip.B09 31343 p3 (CCT)5 15 143632865 143632879 CAATTCGAACCTCTTCTCGC CTACTCGGCGAAGTTGAAGG 154

Ai09B31344 Araip.B09 31344 c (GA)11a(AG)9 41 143633930 143633970 GAGCCGCTAACCAGAAGATG GCTGCAGGATGCCAAATTAT 264

Ai09B31345 Araip.B09 31345 p2 (TC)24 48 143652648 143652695 TCAAACGTTGGAACTTAGCG TTGAGGCAACACAGTAACGG 260

Ai09B31346 Araip.B09 31346 p2 (TC)9 18 143655662 143655679 CGAATTCATGCTTCCAAATG GCCTTGCTTCTACCATCTGC 267

Ai09B31347 Araip.B09 31347 p2 (CT)6 12 143660395 143660406 ACGTGGAGGAAGAAGCAGAA ATAGAAGGGGAAGCCTCCAA 271

Ai09B31349 Araip.B09 31349 p3 (GAA)5 15 143661639 143661653 GAAGTGTGGGAGTTGTGGGT TGCTTCAATCACAGACGAGG 253

Ai09B31355 Araip.B09 31355 p2 (AT)15 30 143671908 143671937 AAAAAGGACACTAATAATCCGAAA TGACAGTCACAGGTCAAAGGA 249

Ai09B31360 Araip.B09 31360 p2 (TC)8 16 143688861 143688876 TCACCTCAAATTGCTATCGG AGCTGCAGAGGTCATCGAAT 204

Ai09B31362 Araip.B09 31362 p3 (ATG)13 39 143706212 143706250 GTACCCGATGGAGTTGAGGA TTGCTCCGAAGCTAACAGGT 244

Ai09B31363 Araip.B09 31363 c (A)10ttaatacagcatatagtcctccataggtacacaacaattgcctaagtgcctcacaagtcg(A)1080 143707770 143707849 TGCATAATTCATGATCCAATTCTT GCAGATATTTGAATTTAGTTCATGTT 232

Ai09B31368 Araip.B09 31368 p5 (TGTGT)5 25 143721999 143722023 CTGGGGATGAAAATGAAGGA ACTTGGCCAGTTGTTGCTTT 229

Ai09B31370 Araip.B09 31370 p3 (ATT)7 21 143730194 143730214 GGCGCCTCCTAATTGAAACT TTTTTCCCCAACTGTTGCTC 148

Ai09B31372 Araip.B09 31372 p3 (AAG)5 15 143736365 143736379 TGGACACTCTCCATCGTCAG GCCAAATCCGCCACTATAAA 274

Ai09B31377 Araip.B09 31377 p3 (ATC)8 24 143749522 143749545 CTTTTTCCCTCGCTCTGTTG CCAAAGGAGAATTGGGGATT 250

Ai09B31378 Araip.B09 31378 p2 (TC)6 12 143751370 143751381 ACCATGGGTTTTGGAAACAA GTGACCGTGGCGTTAGTGTA 122

Ai09B31381 Araip.B09 31381 p2 (GA)9 18 143766446 143766463 CAAATCAAGCCAACCCATTT GACGGGATTCAAATCTCCAA 263

Ai09B31388 Araip.B09 31388 p3 (CCT)5 15 143783433 143783447 TCACTCGCTGTCCAATTCAG TAATCTGTCATCCATGCCCA 246

Ai09B31391 Araip.B09 31391 c (A)14gtaatgatgtatcatgtaaataaaatattagccaaaaagagattatacaaagcttagccttcaggagccaaac(T)1198 143787373 143787470 TCGAAGACCCGAGTTTCACT TCAGGTTTCACAGTGACATTGAT 280

Ai09B31398 Araip.B09 31398 p3 (ATT)5 15 143800042 143800056 TGACACGGATATTTGAGCGA AAAATACCGAAGAAAGTCCGC 112
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Ai09B31402 Araip.B09 31402 c (A)10g(A)10 21 143814348 143814368 ATTTCATGTTTTTCAGCCGC AGCTTTGCTGCTTCCATTGT 276

Ai09B31403 Araip.B09 31403 p2 (AT)7 14 143815325 143815338 TTTGGTAAGCGTGAATTTTCATT CAAAATCAATTCCTTTTACATTCCA 276

Ai09B31404 Araip.B09 31404 p2 (TA)34 68 143820651 143820718 TCTCGTGCTGATAACGTGTTG CAAGCAAGCAATAAACAAAATCA 261

Ai09B31410 Araip.B09 31410 p2 (CT)17 34 143838457 143838490 ATTCTGGTCATCCTCATCGC TGTCGTCATACTCATCGGGA 205

Ai09B31411 Araip.B09 31411 c (TCA)5tc(T)10 27 143841044 143841070 CTCCCTCTTCCTCATCCTCC TTCATCCTCTTCCAAGTAATTTTG 205

Ai09B31413 Araip.B09 31413 c (A)10tcaaacaaaaaagaagaaaaaacacataatggtgtaaaattatttggaagatgatggacttatattcattcaactaaaagaaataaataaataaag(A)10116 143841534 143841649 TGTTTTATCTTCTCAAGTTTCTTCTTG GCGTACATGCACCGAAAAT 280

Ai09B31418 Araip.B09 31418 p2 (TA)7 14 143846594 143846607 TTTCAACCGGGAAAGACTTG CCAATTGCTGAAATGATCCA 162

Ai09B31420 Araip.B09 31420 p2 (AT)6 12 143860019 143860030 TTGAATTGGTTTTGACTTGACA CCCAGTCCAGTTCGAGTGTT 211

Ai09B31422 Araip.B09 31422 p4 (AAAT)5 20 143862292 143862311 TTGACACATGCAATTTTGGG TTAATTGTGCTCAAAACCCG 229

Ai09B31427 Araip.B09 31427 p2 (CT)11 22 143875705 143875726 AGGTATCGCGTGAGTTGTCC ACGACAACCGAGGAGAGAGA 177

Ai09B31428 Araip.B09 31428 p3 (GCT)6 18 143875889 143875906 TCTCTCCTCGGTTGTCGTCT CTTCGGCATTGAGGGAATTA 249

Ai09B31429 Araip.B09 31429 c (A)11gtt(A)16 30 143883258 143883287 CACTGCCTGCGTTCAAAATA TGCCTATTTATTTGCCCCAA 279

Ai09B31439 Araip.B09 31439 p2 (AT)16 32 143930300 143930331 TGCTTTTCCCTTTTAGCTTTTC TTTCAAGTCTTTGGTTTGCTG 261

Ai09B31443 Araip.B09 31443 c (T)10caattatgtgataaagtgtgatcttttatcttaaattcttaaagtaagac(A)1070 143939922 143939991 ATCACGAATATCCAGCCAGC TGGGAGTAAACTTTTTCAATTTTT 254

Ai09B31447 Araip.B09 31447 p3 (ATA)5 15 143949691 143949705 CCCCTATTGCTCTTGGATGT TTGTCAACCCAAAATGCTGA 279

Ai09B31457 Araip.B09 31457 p2 (TA)7 14 143981139 143981152 ACTGCCAAGGCAGAAAGCTA TGCTAGCAGATTTGAATGGG 276

Ai09B31460 Araip.B09 31460 p2 (TC)6 12 143985576 143985587 GTGTGTCGGAGACGGTTTTT GAAGAATCCCTGACCTGACG 143

Ai09B31462 Araip.B09 31462 c (AT)8(AC)7 30 143987640 143987669 CGGGTGGTGTGTAAGTTCAA TGGTTGTCGTCAGCCATATT 211

Ai09B31469 Araip.B09 31469 p2 (TC)6 12 144002639 144002650 GTGACGGTAAAACTGCGTGA CATCATCTCCATCACAACCCT 211

Ai09B31471 Araip.B09 31471 c (TG)6(T)11 23 144005239 144005261 GCGAAAATAGTTCAGTTCAGCC TAAGCCAACCCACTCCATTC 187

Ai09B31476 Araip.B09 31476 p2 (TA)6 12 144012303 144012314 TTTTGCACTTGTTGGAAGCA TCCACTTGAAAATAACTGCACG 257

Ai09B31477 Araip.B09 31477 c (T)11atataaaagtaattgacaatacgcgttttacatgtgacatcgttttcatgcgtaatatcc(T)1182 144014474 144014555 ACATGCCAACTTCTTTTGGG TCAACCGAGTGATGTATAAAAAGC 237

Ai09B31480 Araip.B09 31480 c (A)10tcccttcataaataataacaaaagaaagagg(A)1253 144020016 144020068 AGGATTCTCAGGCACACACC TTTGCTCATCCAATCTTCCC 256

Ai09B31485 Araip.B09 31485 c (GTG)6gttgtgttggaggtctgagttttgagttatgagttctgtatctgggttctcgtttttctgggttcttgac(GAT)5tttctaatgtttcttcttaatatttccattattcattattgttgttgttcttctgcttgtagttgctt(TTG)5186 144033634 144033819 TGTTGGTTTTCATTGATCTCTGTT CAACAACCAGAAGCACAACAA 278

Ai09B31488 Araip.B09 31488 c (T)14aaattagccaacctactctatctttgttcttgatcaccatggt(TA)669 144037070 144037138 TCAGCCACTTAATCCAATTTCC TGTTGAAAGAAACGCACATAAA 252

Ai09B31491 Araip.B09 31491 p4 (TTCT)6 24 144041679 144041702 AGACACAATAGCCATGCCCT AAAAACCAAAACTTTGCCGA 221

Ai09B31494 Araip.B09 31494 p3 (TTA)13 39 144047648 144047686 CGGTAGTCAGTGCTCAGTGG GCCAGTACGCATATGCAAAAA 280

Ai09B31498 Araip.B09 31498 p3 (TGT)7 21 144054609 144054629 ATGGCGTCAACGATAACCTC TTCAGCTTCTTCAGCAGCAA 183

Ai09B31500 Araip.B09 31500 p2 (AG)13 26 144059587 144059612 CACGCGTTGAAGAACAAAGA TCAAAACCGCTGTTAGTCCC 103

Ai09B31503 Araip.B09 31503 p2 (GA)9 18 144068196 144068213 CATCTTGCCAAGTTTGGGTT TAATTGGGGCTTTGGATGAG 185

Ai09B31504 Araip.B09 31504 c (GTT)5attgttgtttg(TAA)644 144072022 144072065 ATAGAGCTCAATGGCGTCGT GCTATTCCTTTTGTCGAGGC 267

Ai09B31506 Araip.B09 31506 p3 (CTT)5 15 144074424 144074438 CGGTCAACAAAGAAGGGTGT ATCGCTTCATCTCGTCTCGT 249

Ai09B31508 Araip.B09 31508 p2 (TA)7 14 144075919 144075932 AATTAAACAGTTGCCACCGC GGGTCAATGAACCTTAGCCA 223

Ai09B31513 Araip.B09 31513 p2 (AT)7 14 144083198 144083211 TTCGAAAAGTGATGTTGAATCC TGCATGATCTTTTTCGGTCA 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B31517 Araip.B09 31517 p2 (AT)6 12 144090871 144090882 TTGCTTTCTTTGATGTGGGA GATAACTGAGCACGAACACTTTTT 259

Ai09B31519 Araip.B09 31519 p3 (TCT)5 15 144095159 144095173 ATTGCACGTGAACTAACCCC ATGCACTTGGGCACATACAA 244

Ai09B31525 Araip.B09 31525 p2 (TC)7 14 144101912 144101925 TGATGATGGTGGTGATGGTC TCGGGTTTTCGGTAATGAAG 272

Ai09B31526 Araip.B09 31526 p2 (CT)8 16 144102246 144102261 TCTCTAATTGATCCGACGGC AAAAGCGAGTTGGAAAAGCA 201

Ai09B31527 Araip.B09 31527 c (T)10cgtcgcaaatcataactgtagaataataacatcacta(CT)1271 144102366 144102436 TGCTTTTCCAACTCGCTTTT AAATTCGGACGAAGCAGAAA 267

Ai09B31529 Araip.B09 31529 p3 (AAT)5 15 144115730 144115744 CATCCTGCAAGGTGGATCAT CGGCTGGTGTGTGCTTAATA 269

Ai09B31532 Araip.B09 31532 p3 (TGA)6 18 144121889 144121906 TTCAGCTTTGCACCAAAAGA TCATTGTCAACAAGGGCAAA 247

Ai09B31536 Araip.B09 31536 c (TA)10tgatggcctctacactgtttagaaaccaagccattgatcctgggggaaatgcagctagctagctctat(TAA)7109 144130889 144130997 CCACTTCTTTCTTCTGCCTTTC TTGCAGCAGAGTCACGGTAG 278

Ai09B31537 Araip.B09 31537 p2 (TA)6 12 144133567 144133578 GGATTTGGTAACAGCCCAGA CTCTTCAGCATGTGCCAAAA 248

Ai09B31538 Araip.B09 31538 p4 (CTTT)7 28 144134913 144134940 AATAGGGGCTCCTCCATGTT AAGCAAGTGTTGGAGGTTCG 253

Ai09B31547 Araip.B09 31547 p3 (GCC)5 15 144161070 144161084 GATTCGATCTTCACTTCGCC TCGGTGATCTTACCTCCACC 213

Ai09B31549 Araip.B09 31549 p2 (AT)6 12 144166727 144166738 TCTGATGGATTTTTCACCTCC TAAACACCCAAATCGATCCC 181

Ai09B31550 Araip.B09 31550 p2 (AT)13 26 144167239 144167264 CACTTTTGTACACAGCAACAATCA AAATTTGTTACCTGGAGTCTTCC 280

Ai09B31553 Araip.B09 31553 p3 (TGG)5 15 144176932 144176946 AAATGGGTTTGACATCAGCC TTCTTTCCTCCTCCACAAGC 246

Ai09B31559 Araip.B09 31559 p3 (TTC)6 18 144203767 144203784 TGGAGGTTCTGTCGTTAGGG AATTGCGTTTGGGATGTAGC 256

Ai09B31560 Araip.B09 31560 c (A)11tatcc(AT)10 36 144203940 144203975 CCCCACTAGCTACATCCCAA GCTCACTCTGTCATTGTCGG 193

Ai09B31562 Araip.B09 31562 p2 (TA)8 16 144205341 144205356 GGAACTTAAAGGGATTCTACACCA TCTGCGTGCAATTTTAGCTG 273

Ai09B31568 Araip.B09 31568 p3 (GTG)5 15 144211278 144211292 TGCTGTAAGGGCACATGTTA TATAGGCTCCACCTCTGCCA 276

Ai09B31569 Araip.B09 31569 p2 (AT)8 16 144212429 144212444 TTCACAATTTGCCATCTTGC AGGCACCATAGCATTCACCT 222

Ai09B31571 Araip.B09 31571 p3 (AAT)5 15 144215336 144215350 TGATTTCCTTGATTCCTACCTCA ATTAAGTCAAGCGGTGCCAT 267

Ai09B31573 Araip.B09 31573 p3 (ATA)7 21 144223680 144223700 GACAAAGACAAAGGCAGGCT CATCAAATGGTCAACAGAGAAA 110

Ai09B31575 Araip.B09 31575 p3 (TAT)5 15 144224642 144224656 ATCCAATCCAATCCAAACCA AAAAAGCCAACGATAACATAACAA 220

Ai09B31580 Araip.B09 31580 p3 (ATA)21 63 144233690 144233752 GCCACGATTGGAGACTTGTT TCAAATTTATCCAATGATTTAACGA 222

Ai09B31583 Araip.B09 31583 c (A)11gatgaatagtttttagt(A)1038 144244325 144244362 TCATGTGACGCTTCAAGGAT TGTCGTCAACGTCCAGAATC 279

Ai09B31587 Araip.B09 31587 p3 (CAT)6 18 144257291 144257308 CCACACAACTTGAATAGACACACA GCCTACTGTCGCTTTTCGTC 243

Ai09B31589 Araip.B09 31589 c (T)13aagaaaaaaaatagcatactgttttagcc(A)1052 144261536 144261587 CAAGATTTCGGGGTTGAAGA GATATCACCACCCCTGCTTC 209

Ai09B31594 Araip.B09 31594 p2 (AT)9 18 144281416 144281433 CAGTTTTGTCAAGGATCCAACT CTGTGTCAGGCACTCTCCAA 173

Ai09B31595 Araip.B09 31595 p3 (AAT)11 33 144286729 144286761 TTCTCACGTTGTTTGGCGTA GTGCCTAATTGATGGCAGGT 276

Ai09B31603 Araip.B09 31603 p2 (TC)7 14 144305219 144305232 TTAAAGCGCTAGAAAGGGCA AGCTTACAGTGAAGGGGCTG 148

Ai09B31606 Araip.B09 31606 c (AT)6aaac(A)10 26 144314227 144314252 TGCATGTCAGCATCATCCTC TGAAGGGGATTCTAGCAGGT 270

Ai09B31607 Araip.B09 31607 p3 (TTG)7 21 144315815 144315835 TCGTTTGATTCATGTAGCCG TACCTGCTGACCTTTTGGCT 277

Ai09B31609 Araip.B09 31609 p3 (GAA)5 15 144319906 144319920 CAAGAAGATGGCGGAAGAAG CCTGGCCACTACAATTGCTT 244

Ai09B31618 Araip.B09 31618 p2 (TA)6 12 144341145 144341156 GCCAATGCATGAATGAACTTT ACTTGTGATTACGTGCGATTT 256

Ai09B31619 Araip.B09 31619 p2 (AG)7 14 144341545 144341558 CAAAAAGAAACAGCATTGGGA CCTACCCACACCCACAAAAC 202
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Ai09B31622 Araip.B09 31622 p3 (ATT)11 33 144350236 144350268 CTTGCCCTGCATGATGACTA GCCCCTGGTTACATTCCTCT 214

Ai09B31623 Araip.B09 31623 c (TC)6ctactatcttttttcttattttc(T)1247 144351030 144351076 TAGGCATGTCAAGTCGCTGT CAAACGCCAAGGAAAACAGT 247

Ai09B31624 Araip.B09 31624 p2 (AG)10 20 144351378 144351397 GATGGGAGAGAGTCCCAGGT ATTTCCAAAACCAAAAGGGG 206

Ai09B31625 Araip.B09 31625 p3 (GCA)7 21 144352782 144352802 AGGGAAAAAGCCAACCAACT ACACCACCATGACCATCCTT 209

Ai09B31627 Araip.B09 31627 p2 (TC)12 24 144355212 144355235 CAATTAAGAACCTTGCCCCA ATGTGATCCCTCCCTGTGTC 119

Ai09B31628 Araip.B09 31628 p2 (TA)7 14 144356056 144356069 CAAGAAAGCCAATCTCCTGC GTAGCAATCGAACTCCTGGC 238

Ai09B31629 Araip.B09 31629 p3 (AAT)5 15 144365297 144365311 ACACTATCCGCAAGGCAAAC TCAAAATTATTAAATGTGCCAAGTTC 210

Ai09B31639 Araip.B09 31639 p2 (AG)9 18 144382094 144382111 TTTCCTTTTAAAACCCGTCG ACGCGAGTCTAACACGGTCT 257

Ai09B31642 Araip.B09 31642 c (T)10attcttctttttttgttatcattgtcatc(T)1150 144387951 144388000 CATGCCCGTTAAACCTTTTT CGACAACAGTAGTGACAGCGA 247

Ai09B31644 Araip.B09 31644 p2 (TC)8 16 144389486 144389501 TGATTAAATGGTCAAATCATTCATCT TGAATCAAAAGGGTATGTGAAAG 242

Ai09B31647 Araip.B09 31647 c (TA)11catgcgagaaatttaaaattaaaaagataggcc(AAT)673 144396860 144396932 GCATTGGGCCTGATTTGTAT CTCAATGAGTTGCCTCATGC 204

Ai09B31648 Araip.B09 31648 p3 (TCA)5 15 144397480 144397494 ATGTTGGGAGCACCACATCT GCATCAAGAAGCCAAAGACA 233

Ai09B31649 Araip.B09 31649 p2 (TC)6 12 144398329 144398340 ATTTGGGTGGTACGCTCTTG GAATCTGAGGCCAAACCAAA 125

Ai09B31653 Araip.B09 31653 c (TC)6tt(TC)8 30 144414059 144414088 CAAGCGTGAAACCTACTCTGC CATTGTGATGTTGGATTGCC 250

Ai09B31654 Araip.B09 31654 p3 (TCT)5 15 144414228 144414242 GGGAGAAGAAGATGGGTGTG ATGGTCGTGGTTTGTTGTGA 252

Ai09B31655 Araip.B09 31655 p3 (GAA)5 15 144414352 144414366 TGGCAATCCAACATCACAAT TCATGGTCGTGGTTTGTTGT 154

Ai09B31656 Araip.B09 31656 p3 (CTT)8 24 144414590 144414613 AACTTCCATTCCCTTGACCC CCCGTAATGAGCATTCACCT 231

Ai09B31658 Araip.B09 31658 p3 (TTA)6 18 144415209 144415226 ACTGGCAGTTTCTCAAGCGT CTCCCTCAGTGCTGTGATGA 239

Ai09B31666 Araip.B09 31666 c (T)10gacattttcaaaacgcaacatgcgttttgggtcttccaaaaataaagctgatgcaaaaagtaaaacgcatcctgcgttttattatctc(A)11109 144442309 144442417 AAGCAGGCCTCTCGAATAAA TCATTGAAGTCCAAACGCAA 222

Ai09B31669 Araip.B09 31669 p3 (TTG)5 15 144447195 144447209 AAGACCGACAGATCACCCAG ATGGGCCTCCTTAACCTGAT 264

Ai09B31670 Araip.B09 31670 c (T)10gggttgctttgttttaaatgttcctattgttgtgtttttgatgtgatttaaatgttcttttgattc(T)1692 144448702 144448793 ATGCTTTGAGCATACACGGA TGAGCAAAACCAATCAACCA 188

Ai09B31674 Araip.B09 31674 p2 (AT)6 12 144474384 144474395 CTCAATTAAGAGGTTGCGGG TAGGGGTGTCTATGGATCGG 237

Ai09B31675 Araip.B09 31675 p3 (TTG)8 24 144477332 144477355 GGTTCGGCCTAATGTTTTGA AGCAAACGGTTCAGCTAGGA 179

Ai09B31676 Araip.B09 31676 p2 (CT)9 18 144480027 144480044 GGAGGGATTGGATTGAGTTG CTCTCTGCTCCATTTTTGCC 248

Ai09B31680 Araip.B09 31680 p2 (CT)9 18 144485973 144485990 TTATTCTCCCTCCAACGACG AGCTACGAAGCAGCTGGAAA 151

Ai09B31683 Araip.B09 31683 p2 (AG)10 20 144491097 144491116 TTGCGGAATTGGATTTGTTT GGATGAGCAAAAACGGAAAG 278

Ai09B31689 Araip.B09 31689 p3 (AGA)10 30 144497155 144497184 CCCATCTCGCATCTGAGTTT CCTTTCGAAGATGATGTGGG 258

Ai09B31695 Araip.B09 31695 p2 (TA)6 12 144512439 144512450 GTCCAAACCGTTCTTGCAGT TCCATACCCTCCTTCATTTCTC 250

Ai09B31697 Araip.B09 31697 c (TTA)5ttcttgattcaaacatggacacaagaccactcaa(GT)661 144516027 144516087 GCAGCAGAGGGTTTTGTTTT GACTATGCAATGGCCTGGAT 196

Ai09B31698 Araip.B09 31698 p3 (TAT)5 15 144516435 144516449 CAAGCACTCTGGACCTAGCC GATTGAAATGCAGGAGATGTCA 257

Ai09B31699 Araip.B09 31699 p2 (AT)8 16 144516627 144516642 AATTAGTGGATGCCGCATTG ACAAACAAACCCACCCGTAA 138

Ai09B31708 Araip.B09 31708 p2 (TA)9 18 144528110 144528127 CATTACAGTTAGACGCCGCC CGCATGATGATGCTAGCTGT 155

Ai09B31709 Araip.B09 31709 p3 (AAG)5 15 144529380 144529394 TCCTCCTCATCTTCTGCTGTT ACTGCACGTTTTCACTGCAC 229

Ai09B31710 Araip.B09 31710 p2 (TA)9 18 144530460 144530477 CGACTGCACCTGAGTTTTCA CAAAAGAAGGAGAAACCAACCTT 136
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Ai09B31714 Araip.B09 31714 c (TCT)7tcctcttcctccatgtatttcttcattattctctttgcctttttattagttgttttacttgcgcttattactggtattcttgcttcg(T)12120 144540619 144540738 TCAGTTTCCAAAGCGCTACA TTCCTGTAATCGTTTGGGTG 272

Ai09B31715 Araip.B09 31715 p3 (AAG)5 15 144541214 144541228 CCTCCTCATCTTCTGCTGCT TTACTGCACAATTTCACCGC 199

Ai09B31716 Araip.B09 31716 p3 (AAT)5 15 144544705 144544719 CAATTTTTGTGTATCTTGTGGCTT TTTGGTACACGAACCCAAAT 188

Ai09B31728 Araip.B09 31728 p3 (GAG)6 18 144579645 144579662 ACAATAGGCTGGGAGGGAGT GAGATGGCGAAGAAGAATGC 146

Ai09B31730 Araip.B09 31730 p5 (CTCAT)5 25 144589878 144589902 TTGGTTAATTATCTGGCCGC TGAGACACGATAAAAGGAAGCA 196

Ai09B31734 Araip.B09 31734 p2 (TA)7 14 144595426 144595439 AGTTGTGGCCGGCATTATAG TGATTAAGCAAGTTGGGTTGG 184

Ai09B31737 Araip.B09 31737 p3 (TTA)13 39 144597369 144597407 GCCTCTGATCTGATCTTTCCC GAGACATTGGCCCAAAAAGA 110

Ai09B31739 Araip.B09 31739 p3 (AGA)5 15 144603694 144603708 CTTTCCTTGGCTTCTTGTGG ATGCATGCGCAGACAGATAC 259

Ai09B31745 Araip.B09 31745 p2 (AG)6 12 144612422 144612433 TCAAATTCGTCCCCAATGTT CGGCGACGGATAGACTTTT 208

Ai09B31746 Araip.B09 31746 p3 (GGT)7 21 144612616 144612636 CTCTGGTTTCTCGTCGTCGT CTATGATGGCATTGACGGTG 166

Ai09B31747 Araip.B09 31747 c (GAA)5gatctgaattgcttgattctgtagtttttttattcattttg(T)1167 144612999 144613065 TGAATTGCTTGATGCTATTGCT TCAAATCCAACAACAACCACA 192

Ai09B31749 Araip.B09 31749 p2 (AT)7 14 144615226 144615239 ATGCCTGCTCGTTTTGTCTT CCGTGGCTTGTAAGGAATTT 175

Ai09B31750 Araip.B09 31750 p2 (AT)13 26 144615787 144615812 TGCTGGTCCCTAGACTTTTCC CCACCACTTCTCATGTCACC 251

Ai09B31751 Araip.B09 31751 p2 (AG)6 12 144616853 144616864 CCCACTCTCAACCACCAGTT GTTGGGTCTTCTTCAGTGCC 272

Ai09B31754 Araip.B09 31754 p2 (TA)8 16 144621506 144621521 ATTACGACGCGGTAAGGATG CCCACTATTCCCCGAAATTTAT 271

Ai09B31761 Araip.B09 31761 p2 (AT)6 12 144638802 144638813 CTGGAACTCAGGTGGCAAAT TCAAGTGAGGAGCACCACTG 256

Ai09B31763 Araip.B09 31763 p3 (CTT)7 21 144643373 144643393 CACCTTCACGTGCCATTTATT CAGCAATAGCCTTGGAGGAA 268

Ai09B31765 Araip.B09 31765 c (GT)6(AT)6 24 144644312 144644335 TGGCATTGTGTTAGTCTCCG GGCTACTAGCTTGGTCCATAAAAA 153

Ai09B31771 Araip.B09 31771 c (T)14aatgttcactgtagacaaagttaatttcttttttctttttggtaattag(A)1073 144656103 144656175 TGGTCAGTCATTCAGAGCCTT ATGGGGCTTTTGTGGTTGTA 230

Ai09B31774 Araip.B09 31774 c (TA)7cctactattttcttcttcaatgatg(T)1352 144660957 144661008 AGCTTGGATTTGGATGATGG TATGCTGCATCTGGGTTCAA 267

Ai09B31779 Araip.B09 31779 p3 (TAA)6 18 144671861 144671878 TTTTGCTGAGACAAAGAATTTACAA CTGACCATTGATTCAGTGCC 266

Ai09B31781 Araip.B09 31781 p3 (AAC)5 15 144675414 144675428 TTTTTGTGGGGATCTTTTCG ATTCATGTAGCCAACCCCAC 198

Ai09B31784 Araip.B09 31784 p2 (AG)6 12 144680782 144680793 GTGAATTGTGAAGGGCGAAT GAAGAGGATGGAGGAAAGGG 227

Ai09B31792 Araip.B09 31792 p3 (GGT)5 15 144689991 144690005 GAGGAGTACGATCGCTGGAG CACCACCACCTCCAAACTTC 187

Ai09B31793 Araip.B09 31793 p2 (AT)7 14 144690994 144691007 TGCTAATGGCGGTTATGTCA TGGAAGCCAGTCTAGCAGGA 280

Ai09B31794 Araip.B09 31794 c (T)13gtcaaattaactttatcatggaacattctagaatgggtctacaagacttatgccgaaatatttgtttactatttactc(T)10101 144692030 144692130 CCTTCGACATCCTTATGGGA TTCTATTCGTAACGCCCTGC 230

Ai09B31796 Araip.B09 31796 c (T)10ctgagatagtgtaaaaaaccttggcacgaaatgatctcttggatatcataaatacattgacacctgaataattca(AT)697 144693492 144693588 TACGGCTCTAAGGTATGCGG TTTGCTGCAATTTTGTTGAGA 276

Ai09B31799 Araip.B09 31799 p3 (AAT)5 15 144699550 144699564 GCTTCATACATGGCGACAAA TTGTACAAATTAGGGCAAAGTGAA 100

Ai09B31802 Araip.B09 31802 p3 (TTA)5 15 144701085 144701099 TAGAAACCATCACAAGCGCA AATGGCCCTGCATTCTCTATT 277

Ai09B31804 Araip.B09 31804 p3 (AGG)5 15 144702729 144702743 GAACTTAAACCCTCGCGTCA TTGCGTTCTCGCAATGTAAC 117

Ai09B31808 Araip.B09 31808 p2 (AT)6 12 144713987 144713998 GAGGATGCAACAACATCATCA CACACCAACCTTTTTCCCTT 270

Ai09B31811 Araip.B09 31811 p2 (TC)14 28 144719295 144719322 ACCCTTTCAGGCTTTCACCT AGGAGGGAAGAGAATGGGAA 255

Ai09B31813 Araip.B09 31813 c* (TCT)6(T)12*acctttaacaataagttaattttcaaataatattatcccttaca(T)1083 144724824 144724906 TCCCTCTTTTATTTAAGACGACTCAT GATGCAATATATGCGTGGCA 241

Ai09B31815 Araip.B09 31815 c (T)10atgttgttcctttatttttggtgtagtaccctgatc(T)1157 144731417 144731473 GATCAAAACGGAAGCCACTC CAGTACCGCGACGGATTAGT 215
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Ai09B31818 Araip.B09 31818 c (TAT)6tttggtattataacggggtacgtattatgtttcttc(T)1266 144732237 144732302 TTGTTCTTGCAAAACTATATTGATCC CATAGCCCAAGTCCCAAAAA 197

Ai09B31821 Araip.B09 31821 p3 (TTG)5 15 144734492 144734506 GCTGCTGTGGAGGAGAAGAC TGGACAGAGCAACCATTCTG 228

Ai09B31827 Araip.B09 31827 p3 (AAT)5 15 144750182 144750196 TGTGCGAACTTGCACTATCC TTTGAGGATCCTGGAGGAAA 200

Ai09B31829 Araip.B09 31829 p2 (AG)15 30 144758919 144758948 TTGAGGTCAGTGTGCCAGAG TCATTCTTTCCTCCAAACGC 257

Ai09B31836 Araip.B09 31836 p3 (TCC)6 18 144776224 144776241 CATAACGCACGCATGAAATC TGAAGATGAAACACGCGAAG 123

Ai09B31841 Araip.B09 31841 p2 (CT)15 30 144785754 144785783 CGCCACTTCAAGGTTCTTTT CAGCATTCGAAGCATTTTCA 116

Ai09B31844 Araip.B09 31844 p2 (CT)13 26 144791222 144791247 TCTCTCTCACAACCAATGCG GGAAGGGATTTTGGAGAAGC 243

Ai09B31847 Araip.B09 31847 p3 (ATT)5 15 144801283 144801297 CAGGTGTCTACCCAACATTCG CAGTTCAGTTCTTTCCCCGT 272

Ai09B31851 Araip.B09 31851 p2 (TA)6 12 144804104 144804115 AATAGAGCGCCATGATCCAG AGTTTGGAGGAGAAGGGACC 140

Ai09B31852 Araip.B09 31852 p2 (TC)6 12 144809248 144809259 TCTAAGCCTTTATGGCCCAA TTGCCGTATAAGCAGCAGAG 266

Ai09B31853 Araip.B09 31853 p4 (AAAT)5 20 144809835 144809854 CCAACAATGGCATAACAAGTTT TCCAATTTAATCCAAACCGC 262

Ai09B31855 Araip.B09 31855 p3 (CAC)5 15 144811636 144811650 CCACCTTTATCCCCCAAAGT CTCCCCTTGGGTCTTCTAGG 141

Ai09B31856 Araip.B09 31856 c (T)10agcatagcccactacaccaaaaatgggaatggaggcccactctctgccaccatatg(A)1076 144817245 144817320 GAATCCCCGACATTTGCTTA CACTGCCCCTTCACTTCTTC 247

Ai09B31859 Araip.B09 31859 p2 (AC)8 16 144826295 144826310 TGTTGGTTCCACACTCCAAA TGTGCTTGCTTTCCTTTCCT 240

Ai09B31860 Araip.B09 31860 p4 (TAAA)5 20 144827271 144827290 GCTGCGGAGGACTAGTTGAA AAAGCATGAACTGATCCACTGTT 260

Ai09B31863 Araip.B09 31863 p2 (GT)6 12 144828762 144828773 TGGTAGCATGCGTTACCTGA TGCACCAACCATATCACGTT 136

Ai09B31867 Araip.B09 31867 p4 (AAAT)5 20 144833286 144833305 ATGATAATGGGGCTGCAAAG AATCCTAAATATGCCGTGCG 175

Ai09B31868 Araip.B09 31868 p3 (GGC)5 15 144835026 144835040 GTTCTTTGTCTTCGCTTCGC CTTCTTACCAAGCACTCGGC 267

Ai09B31869 Araip.B09 31869 c (TCT)6tgatcttggaacttggcaatgaaaggagtgattcctgcagctgtaggagaattcagagcctccaaagccatctttaatttattaactac(AG)8123 144835381 144835503 TCGTTTTGATCGCTTCCTCT CCACCGAGTCACCAACTCAT 274

Ai09B31870 Araip.B09 31870 c (AG)7aaactcatgaagaaaacacctccccatgactttttcaaagtcaaaactatgctacgtgatgcccctctactctccctgcactttctaccctcttc(T)14123 144835693 144835815 CGGTGGTGAGTGTTTGAGTG AATTAATGGCACGGCAACTG 262

Ai09B31875 Araip.B09 31875 p2 (AT)6 12 144845211 144845222 GCAGGACATTGCTTTTGACA TTAAAGGCGTTGCTTGCTTT 252

Ai09B31887 Araip.B09 31887 p2 (TG)7 14 144875131 144875144 TGTTCAGCTTCCATCATCCA ATCCGGACAACCAATTTTCA 163

Ai09B31888 Araip.B09 31888 c (T)10attttcattttatggttatatcaaatcataagactcatggttcaaattata(T)1071 144876709 144876779 CCCCTCACACCTACTGTCGT CCGCATACCTACTAAAATGACCA 224

Ai09B31889 Araip.B09 31889 p3 (CAC)5 15 144882141 144882155 GCACACCAATTTTGTTGCAG TGGGACAAGCTCCTCTTCAT 246

Ai09B31890 Araip.B09 31890 p3 (AAT)5 15 144884288 144884302 AGCTTGGACGGTCAACTAGG CTCAACCTCCAAGATCCCAC 241

Ai09B31892 Araip.B09 31892 p3 (GCT)5 15 144889879 144889893 CGCTGGGAGAGAAACAGAAC TCCCTCCTTGGTGTTTCTTG 129

Ai09B31897 Araip.B09 31897 p2 (AG)12 24 144902746 144902769 TAACGCGTCAAAGTCGTCTG GCTCCTCAGTACGCTCAACC 258

Ai09B31899 Araip.B09 31899 p2 (AT)6 12 144904800 144904811 TAAACTCGTGGAGCCGGATT CGGATTTAGAATTTTTAATTTTGTATG 247

Ai09B31903 Araip.B09 31903 p2 (GA)10 20 144910817 144910836 TTACCACTGCCTTCCACACA GGGGGTTGGTCTTTATGGAT 254

Ai09B31904 Araip.B09 31904 p3 (CTT)6 18 144911590 144911607 TTGCTTGACCTCCAGCTTTT GAGGCAGCGGAGAGTAACTG 197

Ai09B31906 Araip.B09 31906 p3 (CAT)5 15 144914312 144914326 CTAAATTTCCGGCACTGCAC ATTTTTCTTTTTCCACCCCG 261

Ai09B31907 Araip.B09 31907 p4 (TTTA)5 20 144918497 144918516 CTTTCCACTTGCACTCACCA ATCCCTTTCATCCCACTCAA 273

Ai09B31910 Araip.B09 31910 p3 (AAT)5 15 144923368 144923382 AATGCAGCAGTGGTGTTGAG TGCCTCTTCACTGATTTGGA 253

Ai09B31911 Araip.B09 31911 p5 (TCTTT)6 30 144924185 144924214 AGCAGCTGGTATGGAGGAAA TCCCACTGCATTGACATAGC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B31915 Araip.B09 31915 p3 (TAT)12 36 144938826 144938861 CGCAAAAAGATTTCTCTGGC CCTCCTCCTTCCTAACGCTT 280

Ai09B31917 Araip.B09 31917 p4 (AATT)6 24 144942107 144942130 TCCTTCCTTCCTTCCTTCGT GCGTCCCTTTGTATGCTCTC 223

Ai09B31919 Araip.B09 31919 p2 (TC)7 14 144943129 144943142 TGTAACCAACTACCGCACCA CTTGGTCACCGGAAAAAGAA 264

Ai09B31923 Araip.B09 31923 p3 (CTT)6 18 144944369 144944386 TCTGCTTCGGATCTCAACCT GGAGAACCTGTTGGAGACGA 124

Ai09B31925 Araip.B09 31925 p3 (GGA)5 15 144949055 144949069 CAAGTGCAGCGGTAATGCTA GGCTACGAAACTTGAAAGCG 277

Ai09B31928 Araip.B09 31928 p3 (TAA)8 24 144956659 144956682 TCATTGTCACAAGGTGGCTC AAGTCATGAAAGCCCACCAG 267

Ai09B31930 Araip.B09 31930 p3 (TAA)8 24 144959586 144959609 TCATTGTCACAAGGTGGCTC AAGTCATGAAAGCCCACCAG 267

Ai09B31934 Araip.B09 31934 p2 (TC)6 12 144974367 144974378 AACTGCTTGGGCTTACGTTG TTTCGAAATTGCCAGAACAA 188

Ai09B31935 Araip.B09 31935 c* (A)19(AG)7* 32 144974915 144974946 TGTCTAGACTGTGGGTGCCA AAGACGGAAGTTGTTTGCCA 278

Ai09B31937 Araip.B09 31937 p4 (CTTC)5 20 144975699 144975718 AATGCTTGCTGGGAGCTCTA TGAAACAACAACGCGGATAA 252

Ai09B31939 Araip.B09 31939 p2 (TA)9 18 144986638 144986655 GGTTAAATTTGTAGGTCACGAGATT AAGGTTTTTGGATTTGCCAC 221

Ai09B31946 Araip.B09 31946 c (A)10ggatagtgggggtggggttggtggtgagagagagggagatgtatagcgatggtgatgatgatacaaagggttagtagtgaggaaaagg(T)15113 144995885 144995997 GTTGGGCTTGTGTCAACCTT CATGAACAACATTTTTCAAACCA 180

Ai09B31950 Araip.B09 31950 p2 (AT)6 12 145000192 145000203 GCTTAAGCAAGTGTCGAGGG GACCAGGATTTTAGGCCTCC 268

Ai09B31952 Araip.B09 31952 c (A)11tcaaaaatacattttctttgtacaaac(AT)854 145002667 145002720 GGAACTGTCTAATCCATCCGA GCGCGCGAGAATTCTATT 280

Ai09B31957 Araip.B09 31957 c (A)10tcaaaaccgaattgggta(T)1038 145016573 145016610 GGACAATAAGGTCTCTGTGCAA CATTCTGTTGCTTCCACGAA 248

Ai09B31960 Araip.B09 31960 p2 (TA)11 22 145024242 145024263 GCTGCATGCCCAATTTAGAG TTGAGATTTGGAACGTGTGAA 138

Ai09B31962 Araip.B09 31962 p2 (AT)6 12 145025916 145025927 CATTAATTTTTCGGCCGTCT CAAAATTGTGGTTCCGATGTT 253

Ai09B31966 Araip.B09 31966 p3 (TAA)5 15 145031136 145031150 TGGGTAATATTGCTCCGTTCA TCCCATTCTCAAGCCTGTTC 250

Ai09B31972 Araip.B09 31972 p3 (CAA)5 15 145049524 145049538 CCAATGATGCAGGTTTCCTT TATGTTTTGTGCAGGGGTCA 167

Ai09B31977 Araip.B09 31977 c (A)10tcatccaaataattacttttacttttttataagatcttttaaaaaaataactcaaaaaaaatttt(A)1085 145063498 145063582 TTTTGCATGAAATATCCAAACAT GGCTCAGTGGTAGAACGCAT 254

Ai09B31978 Araip.B09 31978 c (T)10cgccccccgaacgaag(A)1036 145063778 145063813 CACTCCCGTACGACGAAAAA ACAGAAAACACGCGTATCCC 252

Ai09B31980 Araip.B09 31980 p3 (ACA)5 15 145072229 145072243 AGCAAGCCAAATGACCAAAT GCAGGATCCTTGTGTTGGTT 270

Ai09B31981 Araip.B09 31981 p2 (CT)8 16 145074608 145074623 ATGCACACCCCTAGTTCAGG TACTCGGAGGTTGTGGCTCT 201

Ai09B31985 Araip.B09 31985 p2 (TA)6 12 145083015 145083026 TTTATTTGGTGCTGGGGAAG CCGTGAAATACGGTTCTCATT 275

Ai09B31989 Araip.B09 31989 p2 (TA)6 12 145101046 145101057 CAACGTGGTGAGAAGGTTCA GAGCTGATGATGATGCTCCA 254

Ai09B31990 Araip.B09 31990 c (A)11ttgtcatatacaatatacatattctctacaaatttaatgaaaatttttcgtttttattcagtttcactttttaccc(A)14101 145105017 145105117 CCTTGCTAATGGACACTGAATG AATGAAACCGATAAAATAATAATGGA 279

Ai09B31994 Araip.B09 31994 p3 (ATT)5 15 145129168 145129182 TGAGAAGGGTTTGGAGGTTG TTTGTTCATAACCGAAGCCA 143

Ai09B31996 Araip.B09 31996 p2 (AT)17 34 145137270 145137303 TATTCATTTCGGCCCTTGTT TTTTTGTTGGTGGATTGCTT 237

Ai09B31997 Araip.B09 31997 p2 (AT)10 20 145139864 145139883 TGTTGTGCAACTTATTTTTCCG TGATGAAAAGAGGGAACATGC 246

Ai09B31998 Araip.B09 31998 c* (A)12(AAAG)5* 29 145141804 145141832 TTGAAGCTTCGCTATCAGCA AACATGATTGGCAAAGGAGG 238

Ai09B32003 Araip.B09 32003 p2 (TA)6 12 145149906 145149917 CAAGCATTGCGTATTCTGGA TCGTGATTTAAAGCCGAGTAA 235

Ai09B32005 Araip.B09 32005 c (TA)7ttg(A)10 27 145150735 145150761 AAAGTTGTTCGTGGCTGCTT TACCCATTGCTATTGTGGCA 273

Ai09B32008 Araip.B09 32008 p2 (AT)7 14 145153495 145153508 TGGTGCTGGTTATACAATTTGA TCACATATAAATCAAGTAGAGCTTTCA 271

Ai09B32011 Araip.B09 32011 p3 (GAA)5 15 145172786 145172800 TTTTTATCGGTGGCTCCTTG GCATTGGTCTCAAACCATCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32016 Araip.B09 32016 p2 (TA)6 12 145197609 145197620 AGAAGCTTCGGAATTTGGTG TCCCGTTGTGCATAAAAATG 217

Ai09B32018 Araip.B09 32018 p2 (AT)8 16 145200406 145200421 TGCTTTCCATTTAGTCTCAACA GGTACAATTGAAATCTCATGAACG 264

Ai09B32020 Araip.B09 32020 p2 (AT)6 12 145202474 145202485 TGGCAGACAACGAACTTTCA CCCCTCACGTGTTGACTTTT 192

Ai09B32024 Araip.B09 32024 c (T)11ctttttaatctaattttcacatatatttttgtgtcactgctctgttatg(T)1070 145209591 145209660 CTTCTCTTCCCCCATCAACA CCGTTCATGAAATGTTTGACA 205

Ai09B32025 Araip.B09 32025 p3 (AAT)5 15 145210290 145210304 CACCAAAAGGTACCATTGCC GGCGATTCATTTGGTGATTT 244

Ai09B32026 Araip.B09 32026 p2 (AT)6 12 145210776 145210787 GAGCAGATTGCAAATGGGAT CAAAAGCCCAAGCCAAACTA 262

Ai09B32029 Araip.B09 32029 p2 (TA)7 14 145218859 145218872 TTTGAACCAGAAAATATACCGAA TTGAATGCCGACATTGATTC 271

Ai09B32032 Araip.B09 32032 p2 (TC)6 12 145222636 145222647 TTGCAGGGTAGCACAGAATG ATCACCTCGTAAGCATTGGC 238

Ai09B32034 Araip.B09 32034 c (TA)6tgtgtgtgt(GC)735 145225223 145225257 TCCTGTCAACCACGAAACTG GTTCCGCAAGAAACCAAAAA 235

Ai09B32035 Araip.B09 32035 p3 (CCT)5 15 145233655 145233669 TCCTTCCTCCGTTTCTCTCA TGGATCTGGATTGAAGGGAG 165

Ai09B32037 Araip.B09 32037 p2 (AT)6 12 145236547 145236558 TTGTTGTGATATTCATTTGAACCTT CCATTGGAAAATCTAAGAGAAGAGA 249

Ai09B32039 Araip.B09 32039 p3 (GAA)6 18 145242650 145242667 CCGTTAACTCCAATGGCTGT CAAGTCGCACCTTCTTCTCC 131

Ai09B32040 Araip.B09 32040 c (T)10ctggtatacatcattata(CTT)646 145260195 145260240 GGAAAGTGCACAGAAGAGACAA AGAGCTCCTCCCCCTAATGA 227

Ai09B32047 Araip.B09 32047 p3 (TGT)5 15 145266070 145266084 GCCACCTTCAAAGGAATCAA TCATACCCAACTGGGTCCAT 269

Ai09B32048 Araip.B09 32048 p2 (AG)6 12 145267994 145268005 GGAAGCCAATCAACACCATC CACATTGCCAAATCCTTTCC 242

Ai09B32052 Araip.B09 32052 p2 (AT)6 12 145273277 145273288 CCATCTTGAACAACATGAACAA AAAGAACCCATGTGAATGCC 223

Ai09B32053 Araip.B09 32053 p3 (CTC)5 15 145277371 145277385 TTGTCGCCGTCACTATACCA TGATGATGGAGGAGGAAGAAA 123

Ai09B32056 Araip.B09 32056 c (TG)23(AG)15 76 145282453 145282528 TCCCTTAACAATCCATCAAACC ACACGTTACCCCAACCAGAG 240

Ai09B32057 Araip.B09 32057 p2 (CT)8 16 145283758 145283773 GGCGACATTGCTTTTCAGAT TTGGGTTCAAAGTCTTTCGG 148

Ai09B32067 Araip.B09 32067 c (ATG)5att(ATG)7 39 145309659 145309697 ATCCTTGGAGGAGTTGACCC CAGGGAAGCCACCATAAGAA 275

Ai09B32069 Araip.B09 32069 p3 (TTC)6 18 145312843 145312860 GTCTGAAGCGCCAAAAGAAG TGCTTCAAGGTGCTTTTCCT 275

Ai09B32070 Araip.B09 32070 p3 (GAT)5 15 145313787 145313801 CCTTTGCTTCGACGGATTTA TGAACGTGAAATTGCCTGAA 280

Ai09B32073 Araip.B09 32073 c (TC)6ctctttttcccctcctctctcccttctctttctgtttcccctttct(TC)670 145324773 145324842 TGAAAATCAGTTTTTATGGTTCAG GGGAGAGAGAGAGGAGAGGG 217

Ai09B32074 Araip.B09 32074 c (TC)8cccctctttcttc(CT)743 145324964 145325006 CCTCTCTCTCCCCCTTTCTTT AGAGAGCGAGAGGAAATGGA 150

Ai09B32075 Araip.B09 32075 c (TC)10cctcttttccctgtctcttcccttttgtt(TC)6ttctccctc(CT)7ccctccattctttcttcctatt(TC)8122 145325108 145325229 CATTTCCTCTCGCTCTCTCC GAGAAAGAAGGGAAGGGGG 242

Ai09B32076 Araip.B09 32076 p2 (TC)6 12 145325393 145325404 TCTTTCTCTCTCCCCCTTCC TGTTTTGGAGAAAAGAGGGG 173

Ai09B32077 Araip.B09 32077 c (AG)7gaagagagagaaagagagagaagggaggggggagaaacagcgca(AG)772 145325542 145325613 CCCCCTCTTTTCTCCAAAAC TTCCCCTCCTCTCTCTCTCC 268

Ai09B32079 Araip.B09 32079 p2 (GA)10 20 145326194 145326213 GGAGAGGGAGAGGAAAGGAG TGCATCATTTTAAACCAGTTCAT 268

Ai09B32089 Araip.B09 32089 p3 (TAA)9 27 145350377 145350403 GAAAGATAGAAAAGGGGGCCT CACAAGACGGAATTCGAACA 204

Ai09B32090 Araip.B09 32090 p3 (AAT)6 18 145350580 145350597 GGCAGACCCTTAAATGGAGC CCGAAAAGGAAAATGAAAACA 277

Ai09B32092 Araip.B09 32092 c (TA)9t(TG)8 35 145352891 145352925 GGAGTTTTGGAAAATCTATCACC TTTCGTCTTTTTCGTTTTCTTTTT 278

Ai09B32093 Araip.B09 32093 p3 (ATT)5 15 145353313 145353327 CTCATCAAGTGCGAAAAAGC CATACCACAGTTTTGAGAAAGCC 188

Ai09B32097 Araip.B09 32097 c* (T)10(TA)8* 25 145358272 145358296 CGTCGTATCGGTGTTTCAGT CAAATGCTGGAAGCCCTTTA 242

Ai09B32098 Araip.B09 32098 p2 (AC)6 12 145359316 145359327 TGCAATGGAACAGAACGAAG CCAAACCCAACATAACCCAA 179



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32099 Araip.B09 32099 p3 (AAT)7 21 145360647 145360667 AAATCACAAAACTTGCTGACTCC CAGAGTGAAGGGTGGATGGT 200

Ai09B32101 Araip.B09 32101 c (TCT)8tcatcgtcttcttcttcatcctcctctgt(TTC)671 145361284 145361354 TCTCGCCATCTCAATCCTCT CTTTCAAGCTCACAGGAGCC 202

Ai09B32102 Araip.B09 32102 p3 (TTC)5 15 145361889 145361903 TGCTCTCTTGTTCGTTCCCT TGCAGTCACACCTTGAGTCC 245

Ai09B32104 Araip.B09 32104 p2 (TC)6 12 145363689 145363700 TCATTGATCTGTCCAACCGA TTTACTGCCACTTAGCAGAGC 131

Ai09B32105 Araip.B09 32105 p3 (ACA)5 15 145364752 145364766 TTGTCGGACTCATCGCATTA TCCATGAAGTGGTCAAACGA 236

Ai09B32109 Araip.B09 32109 p2 (TA)6 12 145368944 145368955 CCATAAAAGGTGCCATTTGGT TCTGTCAACTTGCATTGGTTG 247

Ai09B32110 Araip.B09 32110 c (T)11gacaaaactgatcggttcggttcggttttcggttggctcgacaga(AACCG)581 145369291 145369371 CGCAAAATTGAACCGAAAAT TGAAATGGTTAGGGGTCGAG 198

Ai09B32111 Araip.B09 32111 c (A)12ttcaacttggtccctaacaattacttcaaaaggacaacgatgctcctgtgccaaaaaaaagtcaatgttgtttttttgacacaggagctaatcagtccc(A)10tatcagagaccgaattaagtg(T)14156 145370653 145370808 CTTCGAAAGACAACGAGACC AGGAGTGAATACCTCACCCG 240

Ai09B32113 Araip.B09 32113 p4 (TATT)5 20 145373229 145373248 CGAAAATAACTGTAGGTGATGAGTTT AAGGATGAAAGCAGCTGGAG 266

Ai09B32116 Araip.B09 32116 p2 (TA)7 14 145381520 145381533 TGTCAAAAGCTTATTGGAAAACTC GTTGGGTATGACCATGATGC 196

Ai09B32117 Araip.B09 32117 c (T)11ggtattaagacgggccagagccc(A)1044 145381730 145381773 AGCATCATGGTCATACCCAA TAGATGTGCAGACTGCCTGG 279

Ai09B32128 Araip.B09 32128 p3 (AAG)6 18 145398908 145398925 CGAATCTCCTCAGCTCAACC GTCAAGGGTTGGAACGTTGT 169

Ai09B32131 Araip.B09 32131 c (T)12attttgataatac(T)1136 145409335 145409370 GCCTAATGACTTGAGCTGCC GGTGGCTTCGGTGTCTTAAA 257

Ai09B32134 Araip.B09 32134 p5 (TTTTA)5 25 145413343 145413367 AGACCCTGCCACAATCAATC CAGGCATTAGTTCCTGAGGC 269

Ai09B32139 Araip.B09 32139 p3 (AGA)5 15 145437811 145437825 CCGAACACGTACTCATGGTG TTCTTCTGCCTCTCTTCCTCC 258

Ai09B32141 Araip.B09 32141 p2 (GA)12 24 145454544 145454567 TGTGAAGCTCCATGAAGACG ACCCCTCCCTCTTTGTCACT 167

Ai09B32142 Araip.B09 32142 p3 (AAT)5 15 145454898 145454912 TTGAATTGATATCTCATTCCCG GCCAAATAAACAGCCCATTG 197

Ai09B32145 Araip.B09 32145 p3 (CCT)5 15 145466994 145467008 AACAAAACCCACCTCAGCAC GGATGCAAAACAGAGGGTGT 264

Ai09B32146 Araip.B09 32146 c (A)12tttttccttttcttaagcatttaataaatttttaatagtaaagatactag(A)1476 145468071 145468146 TTGGATTTAGAGCTTGTTTGGA GCAAACTTTGTAAGGGCCTG 217

Ai09B32147 Araip.B09 32147 p3 (ATT)9 27 145471767 145471793 TGATCCTCTTCACATGCTGC TGCTGAGGTTGAAGAAGCAA 189

Ai09B32148 Araip.B09 32148 p3 (TCT)5 15 145472083 145472097 TGCTTCTTCAACCTCAGCAA CAACCTCAAAGCCAAAGAGG 210

Ai09B32149 Araip.B09 32149 p3 (ATA)6 18 145476192 145476209 GAAACATCAAGTACTAATTAAATGCAA GGCTATACTTTGTCTTTTCTTGTGG 271

Ai09B32153 Araip.B09 32153 p4 (AATT)6 24 145481887 145481910 GCTCTGTGGTATCAAGTTCACG ATTGCAAGAACTCGTTGGCT 172

Ai09B32154 Araip.B09 32154 p3 (AGG)5 15 145482241 145482255 CGTCGTTTCCTTCTTCAAGC TCGGTGAAGAAAATGGGAAG 240

Ai09B32155 Araip.B09 32155 p3 (AGA)6 18 145482791 145482808 GTGGAGGATTTTCGAGGTGA TGGGGAGAAGAAGAAGAACG 154

Ai09B32162 Araip.B09 32162 p2 (GT)7 14 145501548 145501561 GGACAGCTTTCTCTTCCACG ACGAAAAGTACCCATTCCCA 253

Ai09B32165 Araip.B09 32165 p2 (TC)8 16 145507391 145507406 AAGCCATCAACAACCACCTC TCATCCACAACAACAGAAACAA 165

Ai09B32167 Araip.B09 32167 c (C)14(A)15 29 145513538 145513566 GGTGGGCAATCTTACCTGAA GTACTCGCCTTGTGCCAACT 275

Ai09B32172 Araip.B09 32172 p3 (CTT)19 57 145536881 145536937 CGTGAAATATACGCGCTCAA AACACGAAGAAGAAGGCGAA 160

Ai09B32174 Araip.B09 32174 p5 (TCAAT)6 30 145537381 145537410 AACCGAACACAGTACTCACGG AAACAAGAGAGCGATTTGGG 268

Ai09B32175 Araip.B09 32175 p3 (AGA)5 15 145538659 145538673 GGAGAACGACGAAGGCAATA CGGAAAAACTCTGCATCCAT 236

Ai09B32180 Araip.B09 32180 p5 (AGAAG)5 25 145543521 145543545 CACGAGTCTTTGGAGTGGGT AGAGATCTTAGGGGCCTTCG 215

Ai09B32182 Araip.B09 32182 p3 (TAA)5 15 145546045 145546059 GCAAGAAGCAGCATCAAACA GGAAGTGGCAAAGAATTGGA 225

Ai09B32183 Araip.B09 32183 p3 (TGG)7 21 145547492 145547512 TCAATCACAGCAGAACCAGC ATTTGGTAACTGCTGCCTGG 241
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Ai09B32184 Araip.B09 32184 p2 (TC)9 18 145551217 145551234 CCTGTCCCCACTCTAACACC TAGCAACATGGGAAGAAGGG 256

Ai09B32187 Araip.B09 32187 c (A)12tatagagacctaattgaaaatttcacgaaattatagaaatcaacagaataattaaatct(TTTA)591 145552585 145552675 TGGATTCCTATAAAATTAAGCCAA GCATGCTTAGCTTATTCCACC 210

Ai09B32188 Araip.B09 32188 p2 (CT)11 22 145553528 145553549 AACAGAACCATTCCCTTCCC ACATGGAAAGAGGTTGTGGG 256

Ai09B32196 Araip.B09 32196 p2 (TG)7 14 145562449 145562462 GATATGCCTGGCCCAGTTT TCACGTGAAATTGATAATCGAGA 246

Ai09B32202 Araip.B09 32202 p2 (AT)8 16 145576182 145576197 ATTGATCCCTTCCATGTCCA ACCACCAGAGAGGTGGCTTA 250

Ai09B32204 Araip.B09 32204 p3 (ATA)6 18 145584827 145584844 ATTTGCTAGCAGGTTGCCAT TTCTTAGCGGAGTTGTTGCC 220

Ai09B32205 Araip.B09 32205 p3 (TAA)5 15 145585142 145585156 TTGATGTGACTTGGTGGCAT CCATGTGCTATTCTCCAGTCAA 243

Ai09B32208 Araip.B09 32208 p3 (TCT)5 15 145589656 145589670 ACGAAAAACGCTTATGTGGC ACTATGTCCCCTTCGTCGTG 109

Ai09B32209 Araip.B09 32209 c (A)11ttgaaaacaaggtctagaaataaaaattttc(T)1052 145597073 145597124 AGGACATATGATAGATAAGCCTAAAAA TTGGTCCAAATTTTGTTGAAA 270

Ai09B32212 Araip.B09 32212 c (T)14ctttatctttctcctcttttttttcattttttttattatcgtcattgttatcactatcataccatca(CCT)8105 145606209 145606313 TGCCAACTCAAATCCAACAA TGGAGGATGAAGAAGAAAAGGA 269

Ai09B32213 Araip.B09 32213 p3 (GAT)6 18 145606694 145606711 CCTGCGTATCGAATGAACTG CCAACAGCACCTCTTCTTCC 222

Ai09B32216 Araip.B09 32216 c (T)14gggttggataagaatatatc(T)1145 145609407 145609451 TGCAAAACCTTCAATGTCCA GCAAAAGTTGGGTAAAGGCA 278

Ai09B32220 Araip.B09 32220 p2 (GA)7 14 145614898 145614911 GTGGCATTGGAGATGGTTTT CCAAATTGCACGCTATGCTA 190

Ai09B32227 Araip.B09 32227 p5 (GAGTT)5 25 145634735 145634759 TGTCTAATGTAGCCGCAAAA TGACAGACCTTAATGCAGCG 233

Ai09B32228 Araip.B09 32228 p2 (AC)8 16 145638892 145638907 ACAGCAGAATCTCGGGCTAA TGGTGTGTTGGGAAATGAGA 216

Ai09B32230 Araip.B09 32230 p2 (AG)8 16 145644080 145644095 GCTCTCCGATGAACCGAATA ACGCCGTTAACTTGTGTCGT 257

Ai09B32231 Araip.B09 32231 p3 (AGT)6 18 145645471 145645488 TAGTAGCGGCAAAGAGGCAT TTATCCCGCAATATCCGTTC 245

Ai09B32232 Araip.B09 32232 c (T)10atattgaagtggtggctgtaaaataatgatgatctcactatattattttatataattaaatgttcaggtt(A)1696 145646351 145646446 TCGTACCTCAAAACAAACGC AATTTTCATAGGAGCCGAGG 232

Ai09B32233 Araip.B09 32233 c (A)13caccaaatccgactcctaatattttttttacccaattcgacttctgata(T)10ggaactgattagccctgtgccaaaaaacataacattgccttttttttgcacagggatctcgttgtccttttgaagtaccggattga(T)12170 145648710 145648879 TGAATACTCCACCCGACTCC TTTCGAAAGACAACGAGATCC 243

Ai09B32235 Araip.B09 32235 p3 (ATT)6 18 145649528 145649545 TGTCCTCATTCAAAATTCACACA ATTCATCTTCTCTTCCGCCA 234

Ai09B32237 Araip.B09 32237 p3 (ATT)5 15 145649964 145649978 TTGAGTAGGTAGGGCCTGGA CTTTTGGTGGAGAACATGGC 187

Ai09B32238 Araip.B09 32238 p2 (TA)7 14 145650254 145650267 ACCAAAAGTTTGCTCACCGT CCCAAATCGAGACTGGTTCT 278

Ai09B32239 Araip.B09 32239 p2 (AT)8 16 145650536 145650551 GGGATAGGACCTCCCCTGTA CCTAAAAGAAAAAGCAAACCGA 169

Ai09B32242 Araip.B09 32242 p3 (GAT)6 18 145652686 145652703 GCAAAAGGGGTAAAGGGGTA CAAATTGCAGCAACGAAAAA 234

Ai09B32257 Araip.B09 32257 c* (AT)7(T)10* 23 145686368 145686390 AACGTGGTAGAATCCCGTTG GAATGCTTCACAATTTGATCG 260

Ai09B32258 Araip.B09 32258 c (A)10gagaactcgcatttttgttttc(T)1042 145687804 145687845 TTGAATTACGCTGCTGATCG AATCAAAATGCAACCAAGCC 203

Ai09B32259 Araip.B09 32259 p3 (AAG)5 15 145689514 145689528 TTTACATCAATCCCGCTGGT ATGTCATGCTTGATGCTGGA 277

Ai09B32261 Araip.B09 32261 p3 (AAG)5 15 145696889 145696903 AATTGAGTGCTGACGACCCT CCCGCTTTAAAAAGGAGCTT 279

Ai09B32267 Araip.B09 32267 p3 (TGA)5 15 145715307 145715321 TTCAAATTCTTGGAGGTGGC GGAACACCACAACATGCAAT 263

Ai09B32268 Araip.B09 32268 p2 (TC)9 18 145717776 145717793 TGCACCACCCCTCTACTACC AGAAGAGAAGACGAGCGACG 243

Ai09B32269 Araip.B09 32269 p2 (CT)11 22 145718760 145718781 TTCTTGCAGCACCTTGTCAC ATTAATATGGCGCCAAAACG 257

Ai09B32272 Araip.B09 32272 c (T)11ccgaatcttatggactcaagtcc(A)1044 145731835 145731878 GACATTGAAGGTGGTTGGCT AATTTTGCCATGCACATTTCT 199

Ai09B32274 Araip.B09 32274 p2 (AT)6 12 145734558 145734569 ACAAGTTTGATTTGTCGGGC GGAAGTGACAAAAACGCCAT 263

Ai09B32275 Araip.B09 32275 c (A)10tttgattagtattaatttaaatatt(A)1045 145736650 145736694 TGACCTCTTAAATGAATATGGGAGA TCAAATTCGGAATCCTTTCG 279
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Ai09B32276 Araip.B09 32276 p3 (ATC)5 15 145744410 145744424 CACATACTAAGGCCGCGTTT CGACGGAGAATGTTGAGGAT 145

Ai09B32280 Araip.B09 32280 p3 (AGG)8 24 145754451 145754474 GTTCAAATTTCCCCCTGGAT GGTCAGGGGACCTCTTTCTC 275

Ai09B32281 Araip.B09 32281 p2 (TA)8 16 145759107 145759122 ATCCGTCGTGGATCGATAAG AGAGACTTGGAGCTAGGGGC 263

Ai09B32282 Araip.B09 32282 p3 (TCT)7 21 145761050 145761070 GCAACCAGGGTAGTAGCAGC TCCCTTTGCATTCAAAATCC 104

Ai09B32285 Araip.B09 32285 p3 (TTC)5 15 145766352 145766366 TAGGGAAAACCCAACCTTCC GGAAACGTACAACACCTGGG 172

Ai09B32286 Araip.B09 32286 p2 (AG)8 16 145767104 145767119 AGTCTTGCGTGCAATCCTCT CACCGTTGTCACATTTTCCA 272

Ai09B32288 Araip.B09 32288 p3 (TAA)19 57 145775837 145775893 TAAGGTGGAAACTCAGGTGC GGGAAATGCCAGCTGTAGAA 275

Ai09B32290 Araip.B09 32290 c (ATTAA)6ggttcaaatttcaaagatgttcatgacggtttttttctttctttttg(T)1087 145781307 145781393 GAGGGCAAAAAGGGGATTAG TCAAGCCCAAGAGACTTTGAA 274

Ai09B32291 Araip.B09 32291 p3 (TTG)8 24 145783783 145783806 CACCTTCTGGTGGTAAGGGA TTCTCGGGCTTCAAGAAGAA 208

Ai09B32292 Araip.B09 32292 p2 (TA)6 12 145792526 145792537 AGGGGCAGATGCAGTTACAC AAAGGACCATTGGTTTGTGC 277

Ai09B32294 Araip.B09 32294 p2 (TA)9 18 145794253 145794270 TCCAAAATTGCAAATTGCTT TAACGCTGTATCACCCCACA 208

Ai09B32299 Araip.B09 32299 p3 (AAT)12 36 145803291 145803326 ACAAATCCCAAACGAAACCA GTTGTGGCACCTCCAAACTT 251

Ai09B32301 Araip.B09 32301 p4 (TTTA)5 20 145812437 145812456 CCATGCTTCATGAAAATCACA TTGTTTATCTAGGCCATGTTTCC 210

Ai09B32302 Araip.B09 32302 p3 (AAT)9 27 145812668 145812694 GGAAACATGGCCTAGATAAACAA TCCCTTCGTTTTCTTGCTTG 231

Ai09B32308 Araip.B09 32308 p3 (TAA)7 21 145832542 145832562 TCATTGCACAAAAGCTAGGG GATGGTGAAGAAGCGTGGTT 240

Ai09B32309 Araip.B09 32309 p3 (AAC)8 24 145833266 145833289 ATAAAGCAAGGGCAAGAGCA CAGGGGTTCTGTCTTCCAAA 111

Ai09B32310 Araip.B09 32310 c (TCA)6catacttggagatgcttttattaacaatgtcattgatgattctatcatgattaaaaggaacatgaatcgtgaccaaaaccttattgctatccctaat(AAC)5130 145833418 145833547 GAGCCTTGTGGAAGATGGTC GAACGGTGACGAGTGGTTTT 246

Ai09B32311 Araip.B09 32311 c (T)12aaataggtggtgaccctttcaatgctgaaacaagctatgcccttaattttggagcaagaggaaaaacaagaatcatg(A)1099 145834129 145834227 CAGCCACTTCCTACCAGCTT CATGCTTGAATTTCTAGAGCTGA 261

Ai09B32314 Araip.B09 32314 p2 (AG)8 16 145841239 145841254 CACTGCAAAAAGCAGCATTG CAACGCAAATCCAAACACAC 268

Ai09B32315 Araip.B09 32315 p2 (TA)6 12 145842071 145842082 TGCTTCACATCCAACACCTC ATATTGGTGCAGACGTGCAG 237

Ai09B32320 Araip.B09 32320 p2 (AG)10 20 145849569 145849588 GAGAAAGCGCCACCAATTAC TGTTTGCAGAGAACGAGGTG 204

Ai09B32325 Araip.B09 32325 p3 (CTC)6 18 145854716 145854733 GGCAAAGAAAAACGCTCAAG CTTTGGCTCTGGTTCAGGAG 208

Ai09B32326 Araip.B09 32326 p2 (AT)8 16 145860431 145860446 GCTTCTTTGCTTGGATCCTG TTTCCACCTTACTTGCACCA 264

Ai09B32329 Araip.B09 32329 p2 (AT)7 14 145861793 145861806 TGGCGAAAACTCAAGTACAGTTA AGGAGTATTTTTGAAATTTTTGTCA 278

Ai09B32330 Araip.B09 32330 p2 (AT)6 12 145862543 145862554 TTTCATGCTCCATCAACCCT GAGACCGGGTGAGGTATTCA 199

Ai09B32333 Araip.B09 32333 p2 (TA)7 14 145863429 145863442 TGGAATTCATTTGGGACCAT CACGTGTGTGTTGGAAACCT 168

Ai09B32334 Araip.B09 32334 c (A)10tagttcaatattatcaaacaatataaaaagg(A)1051 145864066 145864116 AAAGAGTGGTGAAGAACTTGAGAAA TTACCGTGCCCGGATAACTA 156

Ai09B32335 Araip.B09 32335 p2 (AT)6 12 145866975 145866986 TGGGCTTTAGTTTATTATGGGG TTACGTATTGGTTTTGCACCA 191

Ai09B32343 Araip.B09 32343 p3 (TTC)9 27 145884020 145884046 CGATAACAAATCCCGCCTTA GCACATGCAGAGACAGAGGA 226

Ai09B32344 Araip.B09 32344 p3 (TTC)5 15 145884172 145884186 ACCACCAACAACCTCAATCC GGGGGTAGGAAGCGTAGAAC 235

Ai09B32350 Araip.B09 32350 p2 (AG)8 16 145895611 145895626 AGGATCCCGTAATGCAACAG AGCAACGGGAACACCATTAC 261

Ai09B32351 Araip.B09 32351 p3 (TCT)7 21 145895884 145895904 GTGTGGTTTGGTCCGAAAAT CAAGCACGGAAAAAGCAAGT 280

Ai09B32353 Araip.B09 32353 p2 (AT)9 18 145907311 145907328 TGTAACTGATCCGTCCCCTT CTGTTTCTGTGTGGATCTGGA 249

Ai09B32355 Araip.B09 32355 p3 (TAT)5 15 145923890 145923904 CCGCCACATATAACACCCAT GCTCATTGCCTGTCACAGAA 202



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32356 Araip.B09 32356 p2 (CT)6 12 145926917 145926928 CAATCCTGGTTGGAAGCAAT CATCCTTTGCAGCAAGTCAA 268

Ai09B32357 Araip.B09 32357 c (A)10cctgcagttttatgattttcttatctgggcctttgggctttgacccattacacacaaaaatttatcatgtg(A)1091 145928616 145928706 GGTGAGCAAAAACATCAACTCA TCCAAACATCCTATAACCAACAAA 217

Ai09B32358 Araip.B09 32358 p2 (AT)9 18 145931898 145931915 CCCTTGGCATTTTCCCTTAT ACTGCACCTGAATTTCCACC 235

Ai09B32362 Araip.B09 32362 c (A)12gaaaaactcaaaataacatctgacaattatctcgaaaggacaagactcctgtgccaaaaaaaattaatgttatttttttgacatagggactaatcaatcc(A)10tatcatagaccgaattgag(T)10151 145941485 145941635 TGTTAAGATAGTTTAATTTTTGGGTGA TCTCGAAAGAATAATGAGGTCC 270

Ai09B32363 Araip.B09 32363 p4 (CTAA)6 24 145942703 145942726 TCTTCCTCGTCTTCTTCGGA GTATTGAAGGCGGCATTGTT 275

Ai09B32366 Araip.B09 32366 c (T)11ggggaatatttaaacgggattaaagt(A)1148 145946777 145946824 GTGTTGGGATTCAGCAACCT ATGCCGCTGAAATAGCTTGT 192

Ai09B32368 Araip.B09 32368 p2 (AG)9 18 145954067 145954084 CTGTAAGGTGGCCGAGAGAA AGCTAGGGAACGTTGGGAAT 175

Ai09B32369 Araip.B09 32369 c (AG)6a(AG)7 27 145954340 145954366 CAATGCATGTTGGTAGGCAC TGTTGCCAAAACAGAACAGG 160

Ai09B32370 Araip.B09 32370 p3 (ATG)6 18 145954478 145954495 TTAAGATGGGTGCCTGCAAT ATGAGAAGAGGTCGAGGGGT 271

Ai09B32371 Araip.B09 32371 p2 (AG)8 16 145955127 145955142 GGTGGTTGAAAGAGGGTTGA TTTTGGGTTCTTGTCTTCCG 135

Ai09B32373 Araip.B09 32373 c (CTT)5ctac(T)10 29 145957602 145957630 TATGCAACCAAGCAACGAAG AGGTGGAGGAGATGGATGTG 157

Ai09B32377 Araip.B09 32377 p2 (TC)15 30 145971527 145971556 GAGGAGAAGGAGGAGGAGGA GGTTATTTTTGAGTGGCGGA 270

Ai09B32378 Araip.B09 32378 p4 (GATG)7 28 145971747 145971774 TGTATTTCGTTGCATTCGGA AAATGACCTGCTGAATTGCC 181

Ai09B32383 Araip.B09 32383 p4 (AAAT)5 20 145985295 145985314 AATTTCAATGTGCAGAGGGC CAACGGCAGATCATCATTTT 202

Ai09B32388 Araip.B09 32388 p3 (TCC)7 21 145996274 145996294 CCTGATGATCATGGTGTTGG ATGTCTTTGTCAGGAACGGC 178

Ai09B32389 Araip.B09 32389 p3 (TTC)5 15 145996557 145996571 GGAGCAAAGGAAACAACAGC CCAGCAGCTTCATGAACTAACA 231

Ai09B32390 Araip.B09 32390 p3 (TCA)5 15 145997042 145997056 CCAGATAGGTGGGAATTTGC TGCTGCTGTTGTCTGAGCTT 227

Ai09B32391 Araip.B09 32391 p3 (TGA)7 21 145997453 145997473 GGCAATGCAGAATCCAAACT CATTCAAACCAAGAAGGTCCA 263

Ai09B32393 Araip.B09 32393 p2 (TA)9 18 145998598 145998615 TGCAGCTGCTGAAGATGTAGA GAGGTGCTGCATAATTAAGCTTTT 241

Ai09B32395 Araip.B09 32395 c (CA)7acacacacac(AT)1146 146002626 146002671 TGACGACTCAAAAGGGAGAAA CCATCATTTCAATTCCCACC 272

Ai09B32396 Araip.B09 32396 p2 (TA)7 14 146002993 146003006 CCACACACACGCATTATGTT CACTTGAGAATCTGGGTGGAG 278

Ai09B32398 Araip.B09 32398 c (ATA)5(ATG)11 48 146010329 146010376 TGGTCAGGAGGGTATTTTCG TTGCTGAAGTTGGCATTTTG 274

Ai09B32403 Araip.B09 32403 p3 (CCT)10 30 146022052 146022081 ACCTTCTGTTGGCTGGTGTT CCTTTGAAAGTGAAAACAGTGG 255

Ai09B32404 Araip.B09 32404 c (A)10ttttagcacaaagacctaatt(A)1344 146023108 146023151 AATTGAGTCCTTGCACCAAA TGGTTTAATTAATCGGATGATTCC 241

Ai09B32405 Araip.B09 32405 p2 (CT)7 14 146023585 146023598 GCATTTCCTCTTCCCCTTTC CTTCACTGCCAGCTGTACCA 162

Ai09B32406 Araip.B09 32406 p6 (CCTCTT)5 30 146033535 146033564 TGCTGCTTCTTCTTTTTCTTTTT GATGGAGGAGGAGAAGGATG 152

Ai09B32415 Araip.B09 32415 p3 (CAC)5 15 146061313 146061327 TCAGTGCCTTGATTCTCGTG GCAAGCAGTGAAGCTGTCTG 270

Ai09B32422 Araip.B09 32422 p2 (TA)10 20 146076746 146076765 TTTGTTGGGGTGAGATCAGA AGGGACAAGAGAAAGCACGA 254

Ai09B32424 Araip.B09 32424 c (T)14ggtaactaggccacca(T)1040 146080666 146080705 CCAAGCCCATCTCGAAAATA CGAAAAAGTTGACTGCATCCT 193

Ai09B32427 Araip.B09 32427 p2 (AG)14 28 146086020 146086047 TTTCTTTAAACAATGGTATCGTCAA GTTAATGGCCCCAAGTATGC 143

Ai09B32428 Araip.B09 32428 p3 (GTG)6 18 146087022 146087039 GATGACTGGTGGTTGTGGTG CAAAAGCTGCACAAAATGGA 100

Ai09B32430 Araip.B09 32430 p3 (TAT)5 15 146088520 146088534 CACTTCAGCTTCTCCCTTGC CATTTCCTCCTATGCTCCCA 248

Ai09B32431 Araip.B09 32431 c (AG)12tggga(T)13gtaaggaagcatgggcttgtttttattttacctat(TA)689 146089204 146089292 CATGGTCATCATCACAAGGC AAAAACAAATCCCAAAGCCC 270

Ai09B32433 Araip.B09 32433 p3 (ATG)6 18 146090783 146090800 CACCGCTATGGCTTTCAACT GTGCTTTCATCACATGGTGG 132



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32434 Araip.B09 32434 p3 (ATT)6 18 146092148 146092165 TTGCCATCATCAAGAACTGC AGGCGTGCATTGGTAGATTC 168

Ai09B32437 Araip.B09 32437 p4 (TTAT)5 20 146098950 146098969 ATTGTCGGTTGTCAGCATTG GAAGAAGATAAAGATGACGAAAACA 194

Ai09B32440 Araip.B09 32440 p3 (TAA)5 15 146102704 146102718 TTCAACCTCAAAACCCGAAC CTGTGCATTGCTGACAAGGT 273

Ai09B32442 Araip.B09 32442 c (AG)6tgcaggcgtttggcgtgacctgtaaggtaaacactgaagcagtgttttatga(AG)778 146115836 146115913 CAACAGCAGCAGCTCATCAT GTTAACGTCTCTTCACCGCC 248

Ai09B32444 Araip.B09 32444 p2 (AT)6 12 146122684 146122695 GGAACTTAGAGTTGCATGTTGC CCGATATTTCAGTTGTTTTAATTG 257

Ai09B32449 Araip.B09 32449 p2 (GA)9 18 146131745 146131762 GGGTGAAGAGTGCAAAGAGC CTTCTCCGACGACGATAACC 214

Ai09B32457 Araip.B09 32457 c (A)11gaataatatagccaatgagtaataactcaaatgacatagtctcctcttattcaattaaaaggttatg(A)1088 146146115 146146202 CAATTAAGAGGTTGAGGGTTCG CCAAGTTATGATGCCGAGGT 237

Ai09B32458 Araip.B09 32458 p2 (AG)6 12 146146450 146146461 AATTGGGGTTGGATTGCATA AACAGGAGCAGAGGAGTGGA 195

Ai09B32460 Araip.B09 32460 c (AGG)6cggctaagttgatggaacaggaataccaagacaagaaggaa(GAG)780 146148606 146148685 CGAAAAGCTCGACACTCCTC CTATTCCCTTCCCCTTCAGC 247

Ai09B32461 Araip.B09 32461 p4 (TTTC)6 24 146149494 146149517 GCTACTTTGCCAGACTGGGT CCTAACATTGGTGCTTGCCT 205

Ai09B32472 Araip.B09 32472 c (T)11gcacagggacctcgttgtcctttcgaagtaattgtcagagactgggttgga(T)1072 146186513 146186584 TCCGGCCTGACAATTATCTC AAAGACAACGAGGCTCCTGA 241

Ai09B32475 Araip.B09 32475 p3 (TAA)5 15 146189081 146189095 GCTGGTGGTATTTGAAGTTCG CAATTTCCCTTACACTGCCG 138

Ai09B32478 Araip.B09 32478 p3 (AAG)5 15 146193856 146193870 GGGTGCTGTGTTGAAGGATT ATTCCCTCACAGGCCTTCTT 239

Ai09B32479 Araip.B09 32479 p2 (AG)6 12 146194056 146194067 AAGAAGGCCTGTGAGGGAAT CTCCCTGAACCACCACTCAT 139

Ai09B32481 Araip.B09 32481 p3 (TTA)13 39 146202186 146202224 TTGCCGGAATACTCTTCATTG CCGAGTCTGCCTCTTCTATCA 270

Ai09B32484 Araip.B09 32484 c (T)12gg(T)10 24 146206135 146206158 TTGGGTCCCACATCCTAGAC CGCAAACCACTCAAGGTCAC 280

Ai09B32485 Araip.B09 32485 p3 (TCT)5 15 146211521 146211535 AGGAGCAGGAGGAAGAGGTC GAGTGGATTGTTGCTGACGA 189

Ai09B32488 Araip.B09 32488 p3 (ATC)5 15 146220397 146220411 TGAATCCTTGGAACCCATGT TGCTTTCCCTTTTGATTTGG 214

Ai09B32489 Araip.B09 32489 p2 (TA)7 14 146220735 146220748 TGTCAAGACTTTGCACCACC CGGCTCTCAAGTATCAACTTCAC 272

Ai09B32490 Araip.B09 32490 p3 (TTC)5 15 146221137 146221151 GCACCTGAGTTTCCACCATT CCCAGAGAAGGGTTCAACAA 255

Ai09B32491 Araip.B09 32491 p2 (TA)6 12 146221531 146221542 CGGAAATGTCTTTGTGGATG TCAGTGGTCATCACTTGTGGA 268

Ai09B32493 Araip.B09 32493 p2 (TA)8 16 146223769 146223784 ATCTCGGTTGTGATGCTTCC GTCGTGTGGGTTTGCTTAGG 204

Ai09B32497 Araip.B09 32497 c (A)11tttcaagtcag(A)1133 146232819 146232851 GGGCTCGTTAATCAGACTCG TTTGAGTATTAGGAGATTGAAGTTTG 138

Ai09B32499 Araip.B09 32499 c (T)10aaatagtgccaaatacgcataccgtgac(T)11cttcataatt(A)1473 146233844 146233916 AGAATGACTCGAAAGAAAAGTCA TGTATTTGGCACGCATTAGC 212

Ai09B32500 Araip.B09 32500 p2 (GT)6 12 146244438 146244449 CACAAGACATGCACAAGAAATG AAGCAGCTCCTTCGATGTGT 218

Ai09B32502 Araip.B09 32502 p2 (AT)9 18 146251100 146251117 TGTCGGTTCTTTCTCCAACC CGTGTTCTTTTTCCTGCCTC 262

Ai09B32508 Araip.B09 32508 p3 (AAT)6 18 146265718 146265735 GCAAGCACATGCAAACAAAT CCCTTCATCCCTTCATCTCA 142

Ai09B32509 Araip.B09 32509 p3 (GAA)9 27 146268397 146268423 CCCTCTCCCTCCCTCTCATA GGCGAAGAGGAAGAAAAGGT 239

Ai09B32515 Araip.B09 32515 p3 (AAG)5 15 146279663 146279677 AGGAGAAGAATATGCGTGCG GCGTTATTATACGCGTTTTATCTTC 162

Ai09B32522 Araip.B09 32522 p3 (ATG)5 15 146288356 146288370 AAGATGGCACATTGACACCA GCTCGACTCGGATACATTGC 128

Ai09B32526 Araip.B09 32526 p2 (TA)6 12 146295286 146295297 TTTCAAGTGTACCGTCATACCG GATTCATAGCATCCGCATCA 262

Ai09B32530 Araip.B09 32530 p3 (GGA)7 21 146301093 146301113 GGATGGAAATGGAAGGTTTG GCACCTGCATCATCATCATC 257

Ai09B32531 Araip.B09 32531 p3 (ATG)6 18 146301266 146301283 ACCACCAATAGTCCTTCCCC CTCATTAATCAGCCTGGCCT 165

Ai09B32537 Araip.B09 32537 p2 (TA)6 12 146315370 146315381 CCTGCACCAACAAATTACCC ATCCATTTGGAGTTCGTGGA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32539 Araip.B09 32539 p3 (GGC)9 27 146322553 146322579 GCATCTGAGTGGCAGCACTA GAGCAATTAGGCCATGTGGT 190

Ai09B32540 Araip.B09 32540 p3 (TCT)7 21 146323569 146323589 ATTCGCTTCCATCCTGAGTG GAAAGCTTCAAACCGCAGTC 198

Ai09B32542 Araip.B09 32542 c (A)10cagaagttcacaatacaattctctttttctttatttatttatttttcaatgccgtggtacggtgttctt(A)1291 146325119 146325209 CATGGTTGTTGAAGAGCTGC TCATGCAAGATGTAATGAGGAGA 258

Ai09B32544 Araip.B09 32544 c (AT)10caatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaggctagttagaataatgaatt(A)10120 146330590 146330709 TCTGGGCTTCCTTCTTTTAGG AAAAAGTGTGTCACTTCAAATCCA 249

Ai09B32546 Araip.B09 32546 p2 (AT)6 12 146332595 146332606 CCGAACCAAACCAATCAAAT TTGAAAGAAGCTAAAACCAAAACA 255

Ai09B32548 Araip.B09 32548 p3 (TTA)5 15 146334460 146334474 GGCACTCGCTTCTCATGTTT CGAGGCCTCAATGCAATAAT 251

Ai09B32555 Araip.B09 32555 p2 (TA)7 14 146358082 146358095 AATGCATGAGCCATGAAACA TGTTCTCGCCAAAGGAGAGT 182

Ai09B32559 Araip.B09 32559 p3 (ATT)5 15 146368428 146368442 CCATAACCACAATTCCCCTG GCTGGAAACTGCAACAGACA 218

Ai09B32560 Araip.B09 32560 p2 (TG)6 12 146370660 146370671 GGGTGAGTTTATGGCGTTTG CTCACTTCCCGCACACACTA 128

Ai09B32563 Araip.B09 32563 c (T)11gttttttttgggcttttggcccc(T)1650 146378677 146378726 GCTCGTCAGTATCGTGCAAA TAGAGGTCGCGAGTTCGAGT 182

Ai09B32568 Araip.B09 32568 p2 (AT)8 16 146384529 146384544 CAATATCAGGCTACTGGCCG GGGAGACTCTTCTCTTGGCA 113

Ai09B32569 Araip.B09 32569 p2 (TA)7 14 146384811 146384824 GCTGCAAGCAAGTCAGATCA CTGCGGTTACCGTATAATGC 149

Ai09B32570 Araip.B09 32570 p3 (ACA)6 18 146385509 146385526 GTGTCCATGAAAGTGACCCC TCGATTGTTTTTGCTGTTGC 106

Ai09B32571 Araip.B09 32571 p2 (AT)8 16 146387712 146387727 TGGAAGCCCACTTAATCGAA GGTTAAAAACTCAACCCGCA 224

Ai09B32578 Araip.B09 32578 p2 (TA)7 14 146398732 146398745 TGATGACATTATAAAAGAACAGAATGA CAATGTTCAAGCTCGACTCAG 218

Ai09B32579 Araip.B09 32579 p2 (TA)7 14 146401275 146401288 CATTTTCTGTTAGCGAGATGG TCAATGCAAATTCACATGACA 270

Ai09B32580 Araip.B09 32580 p2 (TA)9 18 146405078 146405095 GACGGGGAATGAACCATAGA CATGATGCAAAGTTTGTGGC 226

Ai09B32581 Araip.B09 32581 p2 (TA)6 12 146407934 146407945 TCTATATCAGGCTATCGACATGAA CCCTGAGTTCAAGCGAGACT 168

Ai09B32582 Araip.B09 32582 p3 (ATC)5 15 146408278 146408292 TTGGTGTTGTAGTTCTGAGATCG CAGATCAGAAGCACCAGCAT 258

Ai09B32583 Araip.B09 32583 p2 (TA)7 14 146417800 146417813 GCGGAGTGGTTACAGGGTTA ACTCAGCCTGCGAAGTCAAG 188

Ai09B32588 Araip.B09 32588 p2 (TA)7 14 146427048 146427061 CGACTCTATTTTAGTTGTTAGGTGC TCTCTTTCGATGTTACTAAGACGC 231

Ai09B32589 Araip.B09 32589 c (T)12ggtgactagcaataacataattaaagttactatctatcttcctttttatgattcacagctcagaagccataacccgttat(TC)8108 146438564 146438671 CACACTGGATAGAAGATTGGATTC GAGGTGAGGTTTGGTGGAAA 208

Ai09B32590 Araip.B09 32590 p2 (AG)6 12 146441817 146441828 TTTTTGAGCTTCACGTGGGT CCAATTGGTGATCCAAATCC 153

Ai09B32591 Araip.B09 32591 p4 (AAAT)5 20 146442987 146443006 GCCTTCGACCAAAATGAAGT TTCCACTAGAACATCCGACATC 276

Ai09B32593 Araip.B09 32593 c (A)10gaaatgttagcaatttttaatgttactgtttttttttaaagacgatttagtgatatttttcttttagggttcctcctcctc(CT)14119 146453284 146453402 GAAAGACATAGATTCAACCCCC AAATGAAGGAGCGAGGGATT 225

Ai09B32595 Araip.B09 32595 p2 (TA)6 12 146459357 146459368 CCGCATCTTTAGAAGCCATT TAACAGCAGCATGAGCCATC 205

Ai09B32598 Araip.B09 32598 p2 (AT)8 16 146461838 146461853 GGAGAAACCATGGGCAGTTA GGTTGTGCAGTGAGTCCGTA 201

Ai09B32601 Araip.B09 32601 p3 (AAG)5 15 146466355 146466369 CAACTCACTCCCTCTCCTCG AGACCGGTGAGAATCATTGG 241

Ai09B32602 Araip.B09 32602 p2 (TA)6 12 146468334 146468345 AAGAACCAGTTCAGTGGATGC AATTCGTGCCCAAATTGAGT 225

Ai09B32603 Araip.B09 32603 p3 (ATT)9 27 146471985 146472011 CATGATTCGTGAACGTGATTG TTTGACCTTTTGTATCCACATTT 107

Ai09B32609 Araip.B09 32609 p3 (TTA)6 18 146476506 146476523 CAGCTCATCAAACCATCATCA TCCCTTTCTTGCATGCTTTC 275

Ai09B32610 Araip.B09 32610 p3 (AAT)6 18 146479151 146479168 AGGATGGGTGTTGAGTTTGG GCATTGCACTATGCGAAAGA 223

Ai09B32612 Araip.B09 32612 p2 (AT)10 20 146484244 146484263 TTTTTGTCCGTTTGTAGCCC GGAAAATAAACGGGGTTGCT 257

Ai09B32613 Araip.B09 32613 p2 (AT)10 20 146484955 146484974 CGCCTTTTCACCAACAATTT CCCCCATTAGTCTCTGTCCA 203



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32614 Araip.B09 32614 p3 (TGC)5 15 146485418 146485432 ACTGGAATTAACGGTGGCAG GCAACCACAATCACAAGGTG 147

Ai09B32615 Araip.B09 32615 c (GAA)6aagggcaatgtaatgtgaagtcaaaatccagagagaaaaacaattccaataatcaggattttg(CT)795 146487370 146487464 TGTCGCGTAATTTTGGAGTG TGGTTAGCTGGCCACTCTTT 262

Ai09B32616 Araip.B09 32616 c (ACC)9a(CAT)14 70 146488146 146488215 AAAATGGTCCCCAAGGTTTC GCTTCTGCGCTTCTGTTCTT 257

Ai09B32618 Araip.B09 32618 c (AGAAGG)5agaagaaggtggtggtggtgtggtgcggtgatgc(TGG)579 146488505 146488583 TCAACCCAGAACCCATAACA AATTATGCAAAGCACCAGCA 280

Ai09B32620 Araip.B09 32620 p3 (AGA)5 15 146489847 146489861 TTGCTGGTTGCTGATGGTAG CATGTAAGCAAACGCAGACG 273

Ai09B32625 Araip.B09 32625 p3 (CAT)5 15 146502866 146502880 AGCTCTGTGAAAAGTGCGGT GGGGGCTGGTATTTCTTTGT 169

Ai09B32629 Araip.B09 32629 c (GTTGA)5ggtgttcattctataagtgtctttatctctcttactttctctcactcat(TTC)589 146508793 146508881 TCGACTGCACCTGAATTTCT GAAGCCCATGTTACGGTGTC 279

Ai09B32630 Araip.B09 32630 p3 (CCT)5 15 146509110 146509124 ACACCCTCCACAACCACAAC ACCAAGTAACCACGAAACGC 270

Ai09B32632 Araip.B09 32632 p3 (GAA)5 15 146516580 146516594 ACATGGCAACGATGAAAACA TGGGAGGGAGAGATCTTGAG 174

Ai09B32634 Araip.B09 32634 p5 (AACAA)5 25 146524477 146524501 TGCATGAGGGAGATGAGATG AAAATGGCGGAGCTGACTTA 188

Ai09B32635 Araip.B09 32635 p2 (AT)7 14 146531850 146531863 TCCGCATAATTAAACCTTCTCTTT ATCCGCGTATTTGATCCGT 275

Ai09B32639 Araip.B09 32639 p2 (CT)6 12 146543762 146543773 GGAGTGGATCTTCTCCTGTGA TGGACACCGGATTATTAGGG 186

Ai09B32641 Araip.B09 32641 p3 (TAA)5 15 146545155 146545169 TTTTCTTAGGTAGTGAATTGCGT ATGCTGACGTGGACTTCTCA 216

Ai09B32642 Araip.B09 32642 p2 (TC)15 30 146545542 146545571 ATTCCCCTCTCCATTTTGCT CAAGCAACAATGCCACAATC 142

Ai09B32643 Araip.B09 32643 p2 (TG)9 18 146549764 146549781 TCAAATTTGGGGAGTGAAGC TGTGACATTAACACACCCCG 235

Ai09B32646 Araip.B09 32646 p3 (GAA)5 15 146556433 146556447 TTCTTTCGCTTTTTGCCTTC CAGGAATTCACCCAAACGAT 260

Ai09B32648 Araip.B09 32648 p3 (CTT)14 42 146557526 146557567 CTTGAAAGTCACGTGCGATG GTGCATGCAAATGAAAATGC 172

Ai09B32649 Araip.B09 32649 c (T)10gggtgacagatatgattattatttaatcatcttttaaaaaatcattttattacattt(A)11caacatatactaatatccttat(A)10110 146562100 146562209 TTGGGCTAATTGGACTTCCTT GGGGAGATTTTCGGTACCTC 280

Ai09B32650 Araip.B09 32650 c (A)10taaaattataaaataatttgtacattatttaaa(T)1255 146573759 146573813 TCTTTGAAATCAAATTTTAGGCA AAACGATGTTATTTTGTTTTAGCA 243

Ai09B32653 Araip.B09 32653 p2 (AG)9 18 146577061 146577078 CGACGGTGCTAATTGGTTTT TGTGGCTCCTCACCTCTTCT 118

Ai09B32654 Araip.B09 32654 p2 (AC)9 18 146581279 146581296 TGCAGATTTGTCACTGCTCC ATTTCTTGATCCCCTCTGGG 272

Ai09B32655 Araip.B09 32655 p2 (GA)8 16 146583988 146584003 AATCAATTGTAGATCGGGCG AGTGGTTCCACCTAATCCCC 237

Ai09B32657 Araip.B09 32657 p3 (ACG)5 15 146595156 146595170 AGACAGCTTTGACCTCGCAT CGAGTTCGAATGTCCGATTT 229

Ai09B32660 Araip.B09 32660 p2 (CT)7 14 146599412 146599425 GGTTAGTTTTGGGGCTGACA AACTGGCTACGGTCATCACA 109

Ai09B32663 Araip.B09 32663 c (TC)8(AT)11 38 146612981 146613018 TCGAGCAGATTGAGGTTTCC CGAACCGAGTTAGAAAACGC 263

Ai09B32664 Araip.B09 32664 c (T)13gaaaaaagaaataaaatatt(ATC)548 146616742 146616789 GGTGATTCATGGGACTCCAC TTAGCCAGCAGCAAATCCTT 231

Ai09B32666 Araip.B09 32666 p3 (TGA)5 15 146625556 146625570 AGCTGCAAACCAAAGCTTGA TGGTGGCTGCATTTACAAAA 275

Ai09B32670 Araip.B09 32670 p2 (AG)6 12 146631084 146631095 TGAATCTCCAAGAATTGGGGT GTTCACGTCCTTGGTCTGGT 191

Ai09B32671 Araip.B09 32671 c (T)10acatttttttc(A)1031 146635083 146635113 TTCGGATTAAATGGGCTGAA GGCCAGTCCGTTTATCCTTT 271

Ai09B32676 Araip.B09 32676 p3 (TCT)6 18 146657511 146657528 GCTTCTGCGTTTTATGGAGC GCAAAACCCTTAAGCAGACG 182

Ai09B32677 Araip.B09 32677 c (A)10ttatgaagttaattactattgactatatgccaaacct(A)1057 146658964 146659020 TGGAATAACTGGTATTGAAGTTGC CGTAATGCAAGCACACACCT 248

Ai09B32679 Araip.B09 32679 p3 (TTG)5 15 146666615 146666629 TGGCGTTGTTTGATTCATGT AGAGCTGAACCACAACTTGGA 139

Ai09B32680 Araip.B09 32680 p3 (TTC)5 15 146670678 146670692 ACATTTTACCCACCGACCAA GAGAAAGAGAATGCAAGAAACGA 226

Ai09B32689 Araip.B09 32689 p2 (TA)8 16 146702974 146702989 GCGCATATGTATTGCCTGTC GCGCATATGTATTGCCTGTC 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai09B32693 Araip.B09 32693 c (AAAT)5tacagaattttagaag(A)1147 146719481 146719527 GGTAAACTCCCGTCCAAACA TTCTTCTTCGTCGCTTTGGT 275

Ai09B32696 Araip.B09 32696 c (A)10tctatgttattgtcaatagaatgattatgatgaggtggtggttagaagaatgaatttgtcaaggattcaagttttggaaatgagaagtcgcgtaagttg(A)10119 146723187 146723305 TTTCTGTTGAAATGAAGTAATGAACTA AAGATAATCCCCCACTTATTTATTC 280

Ai09B32700 Araip.B09 32700 c (TTAT)5tttggacggggacttagcttatttatcatttctttatcctcaa(T)1174 146727152 146727225 GACCAAACCAAATTAGATGAGACA TTGGCCCATTTCCTGTAATC 209

Ai09B32701 Araip.B09 32701 p4 (AAAT)5 20 146727555 146727574 CCTGGGTTCAATTCAACAATC GGTGCAGAAGATAACCAGAAGA 280

Ai09B32704 Araip.B09 32704 p2 (AT)10 20 146733842 146733861 CAGGTGTGTGCAAAGATAATGAA GCTCAGCTCCACTCACTTCC 269

Ai09B32705 Araip.B09 32705 p2 (AT)6 12 146734369 146734380 GGCTCACCAACTCACGAACT TTGCTGACCAAAGGAACCAT 272

Ai09B32707 Araip.B09 32707 p3 (TTA)5 15 146738809 146738823 ATTCGGGAAATATTCGCCTC GTTGTGCTCTGCATTTTCCA 259

Ai09B32708 Araip.B09 32708 c (T)10ggtgtttgggtcaaccatatcttcttgaacaatcctacat(A)1060 146738981 146739040 TGCAGAGCACAACACAAACA TTTCATATTGGAGGAAGGAGGA 224

Ai09B32709 Araip.B09 32709 p2 (TA)6 12 146740920 146740931 TGCTTCCCTTTTTCTTCAGC CAACTTCCAATCCAAATCCA 259

Ai09B32711 Araip.B09 32711 c (ATT)6(ATC)6 36 146747336 146747371 TCAATCTCCTTGATGTTATTTTGG CACTCTGGGCTTTGGAGATT 217

Ai09B32712 Araip.B09 32712 p3 (TTC)5 15 146756561 146756575 GCATGAGTCAGCACAGATGG TGTCCAATTTTCTGTCGCAA 212

Ai09B32714 Araip.B09 32714 p3 (AAG)5 15 146761472 146761486 TCATACGACCATGTCCCAAA TTGTGCGAACCAGAATACCA 228

Ai09B32715 Araip.B09 32715 p2 (TA)6 12 146762422 146762433 TTTTGCACATAGCACGAAAAA TTTTTCATTGTCACATCTTTTCA 254

Ai09B32721 Araip.B09 32721 p2 (TC)6 12 146783417 146783428 CCTCTGGTCGTCCTCTCAAC GTCTTTGGAGAGCGTGAAGG 157

Ai09B32722 Araip.B09 32722 p2 (AT)26 52 146787643 146787694 GTCGTCTCCCAACGAGTTTC CGATTATGTGATTGTGCTTGC 205

Ai09B32723 Araip.B09 32723 c (TG)11(AG)6aa(AG)1056 146791084 146791139 TTCCATTCATGTGCTGTGGT GCTGTCCATTCTTCTAGGGC 235

Ai09B32725 Araip.B09 32725 c (T)10c(T)10g(T)12cactttattcttcttcttc(T)1366 146801649 146801714 TCGTCTTCGAATCTTGTAGGTG TGTTCTTGTTTTCGTTTGCG 165

Ai09B32726 Araip.B09 32726 c (A)10tatgaaaaggacaataattataaggaagataatttc(T)10gttttttttcttctttatgcttcttc(T)1395 146802440 146802534 TCACGAACATTTGAAGCACG TTGTTTTCGTTTGCCTTTCA 192

Ai09B32729 Araip.B09 32729 c (A)10gatctgctttcaaaaccagcaagatccaaacaccaagtccctgacttttccaacttttaagaaaaccagaattcaattg(A)15104 146810520 146810623 AGGGGAAAAACTGTTCACGA GGTGTTTGGATCTTGCTGGT 233

Ai09B32730 Araip.B09 32730 c (A)10gaattcccaac(A)1031 146812884 146812914 ACTCTCCAATTTTCCCCCAC GCCCCCAACATGTTACACTT 229

Ai09B32737 Araip.B09 32737 p2 (TC)6 12 146827934 146827945 TGGTCAGAAGCTCATCAACG TGGCCATTCACCCTTATCAT 247

Ai09B32738 Araip.B09 32738 p2 (TA)6 12 146831511 146831522 CCAAGTCTGGAGCAATGGAT TTTCAGACTGCAATGGTGGT 280

Ai09B32741 Araip.B09 32741 p2 (GC)6 12 146838568 146838579 GCGTAGGGTCCACATTCTCT AGAGAATGGGTGGTGGTGAG 259

Ai09B32742 Araip.B09 32742 p2 (TC)7 14 146838779 146838792 CCTCCCTCATCATCACCTTC GACGATAGGGCAGCAGAGAC 272

Ai09B32744 Araip.B09 32744 p3 (AAG)5 15 146849100 146849114 TCAGCGACGATGAAGATGAC AGCTGACCCTCCACTGAGAA 265

Ai09B32748 Araip.B09 32748 p2 (AG)9 18 146858174 146858191 GTTCGGGTTCTTCGATACCA AACAGGCATTGGTCTTGGTC 166

Ai09B32751 Araip.B09 32751 p3 (TAT)5 15 146868697 146868711 CAAAACTTGGCCAACATCCT CACTGACTCAATCCCTGCAA 257

Ai09B32753 Araip.B09 32753 c (T)10aacgtgtttggcaaatttctagtagtaaaagtaaaagtagtag(A)1265 146875993 146876057 AATTAGTGCTTGTTTGGGCG ATCAATTATGTTTGGGTATAACGAT 257

Ai09B32755 Araip.B09 32755 c (T)13aatactaccatccaaattttacaattgtcttcgtaccaaaatattttgtttagaaaaagtattgagagcccatactaatcgtgtataatggatt(A)11118 146879262 146879379 GAAGGGAAGAACAGCAGCAG TTTGGATCCGAACATCCCTA 278

Ai09B32756 Araip.B09 32756 c (TCT)5cctagttcttcaagag(CT)1357 146880993 146881049 TGAATCAACCCTTCTTGTGG AGCGATGGCCTTAGTGAGAA 274

Ai09B32757 Araip.B09 32757 c (T)11c(T)10 22 146881311 146881332 TTCTCACTAAGGCCATCGCT ATGTTTGCATCAGCAACAGC 211

Ai09B32759 Araip.B09 32759 p3 (GGT)7 21 146895981 146896001 GTGGATTTTCCTGCACCACT AAGACCAGCCACCAACAAAG 235

Ai09B32763 Araip.B09 32763 c (TAA)7ttgaatactagcaaataattttatcaggatctttaatgctccaccttgtgtgttgaattttttacttt(A)1099 146899809 146899907 TTGAATTCACAGAACAGGGAAA GAATTAGTTACCTTGATGTGGAAGAA 269

Ai09B32764 Araip.B09 32764 p2 (AG)10 20 146902449 146902468 GCTGTTGTTGTGGTCATTGG GCAGCGTGTGATGAGTGTCT 248
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Ai09B32766 Araip.B09 32766 c (T)13atttgaaatgaaatcggaccctccatttacactttttg(T)1162 146905143 146905204 GATATCCCAGCTTCCATCCA CGGAAGGTCTGCTTTCAGTT 268

Ai09B32769 Araip.B09 32769 c* (A)11(AC)7* 24 146910963 146910986 CCCTCTGTTAGGCCAGTCAA CAGGAAGGTCATGAGGAAGC 263

Ai09B32771 Araip.B09 32771 p3 (TTG)5 15 146915289 146915303 CTGTTCAGTGAGGGGGAAGA AGTTCAAAAGCACCACCACC 141

Ai09B32774 Araip.B09 32774 p3 (ATA)15 45 146919559 146919603 CAACCATGGCGAGCTTAAAT CCGAGCAATACTGTTGGGAA 253

Ai09B32775 Araip.B09 32775 p4 (GTAT)5 20 146925674 146925693 GGACCCTTCCAATCGTTTCT ATAGCACGAGCCACAAATCC 208

Ai09B32776 Araip.B09 32776 p3 (AAT)5 15 146925852 146925866 GGATTTGTGGCTCGTGCTAT GCGCAGTGATCAGCACTTTA 207

Ai09B32780 Araip.B09 32780 p2 (TA)9 18 146935311 146935328 TAGTCGACCCCACCTAATGG ATGCATTTCCAATGCTTGTG 276

Ai09B32781 Araip.B09 32781 c (AG)8at(AG)8 34 146937557 146937590 AAAAACAAACGCACAATTCAA CCCCTCCTAAAAAGGTAACCC 142

Ai09B32782 Araip.B09 32782 p5 (ACCCA)6 30 146937993 146938022 CGACATTGGAATTGGAGCTT ACAGCAGAGCAATAAGCCGT 164

Ai09B32788 Araip.B09 32788 c (CT)6tacgctctttctcccctccaccctct(CTC)1068 146994755 146994822 CCCCCTCTCTCTCTTTCTCTC GGACTAGTGTGCCCCAAGAA 220

Ai09B32793 Araip.B09 32793 p2 (CT)7 14 147020561 147020574 TGCAGGTTCCCACTAAAAGC GTGTTGGACATCATGGTTGC 254

Ai09B32797 Araip.B09 32797 p2 (TA)8 16 147063818 147063833 TCCCCGGATAATGCAAATAA TTTAGTGGTGCTGGCAACTG 156

Ai09B32800 Araip.B09 32800 c (ATC)5(AAC)5 30 147069595 147069624 GCCTCAAAGGCTCAAATTCA GCGAGTTTTTGCATTGAACA 242

Ai10B3 Araip.B10 3 p2 (AG)6 12 62476 62487 GCAGCTGCCATTGCTATGTA AGCGGAAAGGAAAAGGAAAG 272

Ai10B5 Araip.B10 5 p2 (GA)7 14 64142 64155 CGAGAACAGACGGAGGAGAG CTGGCTCTGAAGCTACCCAC 121

Ai10B7 Araip.B10 7 p3 (ATA)13 39 67124 67162 AGCCCATCCACAACTTCAAC AGGATCTTCCTGGCCATTCT 234

Ai10B9 Araip.B10 9 c (TG)11(AG)11 44 69826 69869 CCTGAAGGTTGGGGACAGTA GTAAAATGGGGTGGAGATGG 266

Ai10B10 Araip.B10 10 p3 (AAT)10 30 83873 83902 ATCCTGATGAGGCCAACAAC GTAATGAGCGGAGGACCAAA 278

Ai10B11 Araip.B10 11 p2 (GA)15 30 84441 84470 ATTTCATCCCTCGCAATACG ATCTGCCTCTGCCTCATTGT 190

Ai10B14 Araip.B10 14 p2 (AT)6 12 94208 94219 TAGCTGGGAACTCGAGCATT ACAACTTGTTGGCAACCGAT 251

Ai10B16 Araip.B10 16 p2 (CA)8 16 101332 101347 TTTCTGATTCCCCCTTTTCC CGCAATTGTTGTTGCTTTTG 251

Ai10B17 Araip.B10 17 p4 (AAGA)5 20 104761 104780 GAGCTCGATCAACAACGGA CCTCATCAATGGGAAGCAAT 221

Ai10B18 Araip.B10 18 c (AAT)6aaaatgagtagtagtacatgcacattcaaattgaattcttgattgaaattgtttttttaagaagtataatatatactaaaaatt(TTA)6120 129091 129210 AACTTGCACTATCCGCAAGG TTTAAAATTATTGAATGTGCCAAGA 208

Ai10B21 Araip.B10 21 p4 (ATCA)5 20 135157 135176 CGAACGGAATATCTCCCTCA CTTGCCTGTTGGAATTGGAT 259

Ai10B23 Araip.B10 23 p2 (AT)17 34 139443 139476 TGTTGTGTTTTAATTGGTTTCTGT CAACTGTTTGATGTGACAATTGAA 269

Ai10B25 Araip.B10 25 p3 (CTT)5 15 156857 156871 GACTCATCACTTGGCTGGGT TGTTGATGCTGCAACTCCTC 232

Ai10B27 Araip.B10 27 p2 (TA)15 30 164067 164096 TGTACCCTCAACCTCCCATC GGGTTGCCACGGATTACATA 276

Ai10B29 Araip.B10 29 p2 (CT)6 12 172938 172949 AAGGAACGTTGAACCTGGC CAACGATTTTTGGGCTGTTT 244

Ai10B31 Araip.B10 31 p3 (TCA)5 15 176989 177003 TACCATCCCCATACCTCCAA AAGTAGTGACGACAAGGCCG 148

Ai10B34 Araip.B10 34 p2 (TC)10 20 180103 180122 ATCTCAATCTCATGCTCGCC AGTCCGATCCAAACATGAGC 188

Ai10B43 Araip.B10 43 p2 (TA)10 20 202813 202832 CACCACCAAAACCTTGCTCT CCCAGGTACAGGGTCAAAGA 147

Ai10B45 Araip.B10 45 p3 (AAT)5 15 206889 206903 TTGACACAACAGCTCCTTGC CTGTGCAAACTGGGAAACAA 237

Ai10B46 Araip.B10 46 p2 (GA)21 42 210535 210576 GCGAAATTGGGTTGTCAGAT GAGTCATGCCTCTTCCCAAC 266

Ai10B47 Araip.B10 47 c (GA)20gcggaaggagaagagagagaggatg(GA)21107 212039 212145 GCGAAATTGGGTTGTCAGAT TCGGATCCTCTTGTCTTCCA 164
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Ai10B50 Araip.B10 50 p2 (TA)6 12 219490 219501 AATTGAGTCCCACATCTCCG TCCTTTCGACATTGGAGACC 259

Ai10B52 Araip.B10 52 p3 (ATA)16 48 228680 228727 CTTAACGCCACAGAGGAAGC CATAGGGAGTGAGGCATTGG 183

Ai10B53 Araip.B10 53 p2 (CT)8 16 230023 230038 AGGGTTTCGTTGATGGAGTG GGAAAAGCCCTTCTCAGCTT 243

Ai10B54 Araip.B10 54 p4 (TTAT)5 20 231676 231695 GGCTGCAAAATGCATACAGA GAATGCTTTTCCAAGATGGC 268

Ai10B56 Araip.B10 56 p5 (AGAAC)8 40 236976 237015 AGCGGAGCTCAGTTCAACAT AGGAAGCAGCTCCACAGAGA 277

Ai10B57 Araip.B10 57 c (T)10ctacctttagttattagcttatta(CT)748 237452 237499 TGTGCTAAGCTGTCTCCTGC AACAAGCGGCGAATAAAGAA 220

Ai10B61 Araip.B10 61 p2 (AG)6 12 242057 242068 GGTGATGAGGGAGGATGAGA TTTCATGAAGCCCAAACACA 220

Ai10B63 Araip.B10 63 p2 (TG)7 14 243733 243746 ACGGGGTTTAGGGAACAAAT TTCTCGCAATGCTGATTCTG 213

Ai10B68 Araip.B10 68 p2 (TC)14 28 253466 253493 CACAACCTCAACCTCCACCT CCAATCGAAGACAATCGGAG 262

Ai10B72 Araip.B10 72 p3 (ATT)16 48 261494 261541 AGGGTCGCAGGACAACTATG AGCCCATTACCCACCTTGAT 235

Ai10B74 Araip.B10 74 p2 (TA)6 12 279052 279063 CCACTGTTGCCTCCTTTCAT GAAAGAGGACACATGCACGA 206

Ai10B77 Araip.B10 77 p2 (TA)6 12 281105 281116 TTTAACCTTGATTCACCGAAAA TCGTAAGCTGATGAGCCAAA 277

Ai10B80 Araip.B10 80 p2 (AG)7 14 285397 285410 GAAAGGTCAATGGATGACAGC CATCCATCGTTGTCCATTTG 124

Ai10B82 Araip.B10 82 p4 (TTTA)5 20 288782 288801 TGTTCCAAATGATTGGGGTT GCATTTGGCTTTAGCTCCTG 249

Ai10B83 Araip.B10 83 p3 (TTG)5 15 289402 289416 TGATTATCTCAGGGATCGGC AACGCTTCCTTCTTCACCAC 278

Ai10B84 Araip.B10 84 p3 (TGA)5 15 289784 289798 CACCAGGTGTTGCTGATCC CACTCAATGCGCTCAAGAAG 209

Ai10B85 Araip.B10 85 c (TA)6ccttgatagaacctttaatagcaagaactctatatattgtaaataaatatcttccaccatccaaaagtc(T)1091 291442 291532 CAGGACAACGTCTCCCTTTC TGAAGTTGGTTCCTATAACCAATAA 178

Ai10B87 Araip.B10 87 p2 (TA)9 18 292096 292113 TTTATCACCTCGCGTATCGT GATCGATTTCTAGGTTTCGCC 127

Ai10B88 Araip.B10 88 p2 (AT)9 18 292425 292442 AAGGGGCATGATGACTTGAC AAGAAAACATTATTGGTGTTCCG 142

Ai10B90 Araip.B10 90 p4 (ATTT)5 20 305652 305671 CCAAACGGGCTAATACTCTCG TCAAGGGACGATAAATGTTGC 279

Ai10B93 Araip.B10 93 p2 (TA)6 12 322263 322274 TCACGCGATTACGTTTAGTTTG TGCATAAAAGAACGTAGAACCATC 232

Ai10B95 Araip.B10 95 p3 (ATT)5 15 324343 324357 AAAATTCTTTGAAAACCTACAGTTACA CGCTTTGGCGTATTTACGTT 236

Ai10B96 Araip.B10 96 p2 (TA)6 12 325177 325188 GAACTTGGAACGTGTCCTCC TGCAGTTTGCAACCTCGTAG 279

Ai10B97 Araip.B10 97 p2 (AT)8 16 325761 325776 TGGATTGACTCGATCAGCAT CTCAAGTTCTTGTTGGGCGT 214

Ai10B98 Araip.B10 98 p4 (GATA)5 20 327557 327576 TTTTTCAATGGTCGAGAGCTT GGTTTCCAAAGAGTGGATATTGA 184

Ai10B99 Araip.B10 99 c (T)10aattgtcgtttattttattttacattctttaataattatttgaataattgaatagatatttttttattgaagtggatgcatgaggtatttgaaaaagttc(TA)6122 328190 328311 AAAACCAGCTTAAGCAGTCTAAAT CAACGTTGCTCTAACCAAAAA 213

Ai10B101 Araip.B10 101 c (TA)6aacacgtttatatatataaacacgtttatacaataatt(TA)662 330376 330437 CAATTAATAAAGTGATTGACACAAAAA GCCTGCAGCACCTTTAATTT 280

Ai10B105 Araip.B10 105 p3 (AAC)5 15 336003 336017 TGTCAACCACCACAAAGGAA AGATGAAGGAAACGAAGCCA 279

Ai10B108 Araip.B10 108 p5 (AACCG)5 25 340569 340593 TACGGTTCGGTTCGATTTTC GAAGAAGTCTTCGGTGCTGG 204

Ai10B111 Araip.B10 111 p2 (TC)21 42 342707 342748 AAAATGGTTGAAGCAGGTGG ATTGTGATTGGGGATGGAAA 216

Ai10B116 Araip.B10 116 p2 (AT)6 12 349357 349368 AATTGGTCATCAAAGTCGGC ATTGGATTGGACCGTAACAG 280

Ai10B117 Araip.B10 117 p3 (ATT)10 30 349702 349731 TCCGGAGAACACTTTGACCT AAGAGTTGGCAGAAGTTGGC 255

Ai10B118 Araip.B10 118 p3 (TTA)12 36 349983 350018 TGGAAGTGTCTTCGTGGATG TGCTTCCTCATCAACAGCTC 267

Ai10B120 Araip.B10 120 c (TTA)9aagatcaaggtca(T)1050 351530 351579 TGAAGATTGCTATCCTTGGAA CAAGGCAGGGAAATGAAAAT 228
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Ai10B124 Araip.B10 124 p3 (TCA)7 21 355023 355043 TCATGGATGCATGCTTTTCT CGTTTTCAATGTCTTTATTTGAGTG 223

Ai10B127 Araip.B10 127 p3 (ATT)8 24 362599 362622 CACCTTTTGTTTTACTTAAGTCGAGAT GACGATAATCTTTCTCGTTCGTC 134

Ai10B128 Araip.B10 128 p2 (TA)8 16 364237 364252 CAGAATGGCACCACAAAACTT TTATGGGGAAGAGCGAAAAA 247

Ai10B133 Araip.B10 133 p2 (AG)6 12 372205 372216 GTGATGGTTTATCGGTGGCT CTTGGCAGTTGAACCAGGAT 255

Ai10B135 Araip.B10 135 c (T)10at(A)12 24 376189 376212 CTGGCCACAAAACACAAAAG AGCCCTTAAATGGAGGGAGA 264

Ai10B137 Araip.B10 137 p3 (ATT)26 78 383245 383322 CCTCATTCTTCCCTGATCCA AGCGAGCAAGATATGGAAGC 247

Ai10B138 Araip.B10 138 p4 (ATAC)5 20 383903 383922 CGTTGGTGATGACAGTGGAC GTGCACAGCATAAGGCTTCA 235

Ai10B145 Araip.B10 145 p3 (TCA)13 39 394798 394836 ATGCTGTTACATGGGCATCA TTAAGCTGGGGAGGATGAGA 156

Ai10B149 Araip.B10 149 p3 (ACC)5 15 401258 401272 GGAGATTTTGAAGGACAGCG GATCTGAGGCAGGTAGGGTCT 254

Ai10B151 Araip.B10 151 p3 (TTA)11 33 407141 407173 CGCCGACTAAGCTAACAACC GAGGGCCAAAATCATGGATA 241

Ai10B152 Araip.B10 152 c (T)10cttttaattgagtccttgcactaatttttttttaattaggtccttatactttttttttccttttatttaggtccctataccaattc(T)10106 408327 408432 TTGGTCCCTATAGTTTCGCA TTTTAATTGGGTCCCTGCAC 232

Ai10B153 Araip.B10 153 p2 (TA)9 18 408972 408989 GGGCATAGCATGCCATATTT CCCTTCTTCCAAATGGTGTG 271

Ai10B155 Araip.B10 155 p3 (AAT)5 15 423124 423138 AACAACCCAGATGGCAAAAG ACACTGCTCTGCTCCTCCAT 191

Ai10B157 Araip.B10 157 p2 (AT)7 14 425329 425342 ATTTTCTATCGTAGGGTTAGGATTT GGCTAGACAATTTGATTTAACCG 177

Ai10B160 Araip.B10 160 p3 (TAA)5 15 426072 426086 TTCTTTTGGATGTGTGTGCAA AGCCATGCACGGTTGTCTAT 269

Ai10B161 Araip.B10 161 c (ATT)7accccttttgttttatggaa(T)1051 427177 427227 CAGTTTTCTTTTCAAACTCAGCC AATAAGGGCAAGGTTTCGGT 253

Ai10B162 Araip.B10 162 p2 (TA)6 12 427712 427723 TTGCTACCTAGATGCACCACA ATCGAGCCAACTCACGAACT 266

Ai10B164 Araip.B10 164 p2 (TC)6 12 431359 431370 GTGACCAGCTTCAACGGACT AAGCTAAGGCCGAGAGGAAG 176

Ai10B167 Araip.B10 167 c (A)13gtcattaac(T)1234 434383 434416 AGAGGTTGCGGATTCGAGTA GCACGACCAAAAACGAAAAT 110

Ai10B169 Araip.B10 169 p3 (ACG)5 15 441216 441230 GTGCCTCTCAGGCTATCGTC CTTCATCACCATCACCATCG 261

Ai10B170 Araip.B10 170 c* (TGT)5(TTGT)6* 35 441828 441862 TGCAGATTTTATGGAGCCTG GACCACCAATCGGAACAACT 264

Ai10B171 Araip.B10 171 p3 (AGA)7 21 443002 443022 TCTGTAGGGGATCAGGTTGC ATAATCTGCCATGAAAGCGG 126

Ai10B172 Araip.B10 172 p3 (GAT)5 15 443141 443155 CCGCTTTCATGGCAGATTAT GCTTTTTCTTCTGCACGCTC 228

Ai10B180 Araip.B10 180 p2 (AT)6 12 463842 463853 GATCCGCAGATCCACACTAT TCGATACGCATAATTAAACCTTCTC 261

Ai10B181 Araip.B10 181 c (T)10gggactgattagcccttgtgcaaaaaaaataatattaattttttttggcacaaggatctcgttgtcctttcgaggtaattatcagggaccagattgaag(T)10119 465306 465424 TGTTGTGGTGGGTAACCAAG TCCAAAATAGCCCCTGACAA 213

Ai10B185 Araip.B10 185 p4 (TATG)6 24 470167 470190 ACTAGCCAAAAAGGGTGCCT CAAGGCCTCCAAAACACATT 112

Ai10B186 Araip.B10 186 p3 (AAT)6 18 470362 470379 AATGTGTTTTGGAGGCCTTG TTGGTTGGTAGCAGTTTGGC 243

Ai10B188 Araip.B10 188 p2 (TA)6 12 471915 471926 TTATTTCCGCTCCTTTTTCG TGAAACACGTTTGGATCCCT 259

Ai10B191 Araip.B10 191 p2 (AT)6 12 474293 474304 GGGACAAATTAAACGTGACTACG TGGATGCTCGACTGACTCTTT 280

Ai10B192 Araip.B10 192 p4 (TTAA)5 20 474525 474544 GAGTCAGTCGAGCATCCACA CGACTTGATCGACAAGAAGC 234

Ai10B198 Araip.B10 198 p3 (TTG)7 21 477590 477610 CCATGGTTCTGCTTCTGTTTC TCATCATCAAAGCATCAGCAA 256

Ai10B199 Araip.B10 199 p3 (GAA)5 15 477750 477764 TTGTTGTTCTTTGGAGTTGGG TACTTTTCCCCTTCATCCCC 244

Ai10B200 Araip.B10 200 p2 (AT)6 12 478297 478308 AGCACGAAGAGGAGCATCAT GCTGGAGATGGTGTTTACGC 256

Ai10B204 Araip.B10 204 p2 (TA)7 14 490118 490131 TGCAGATTGCTTGGAGTTCA AAGCAAACCTAGGGGTCAAAA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B208 Araip.B10 208 c (T)10ccttccctaatttgataaaattaagaagtaaag(A)1053 502705 502757 GAATTGTACGCACAAAGCGA GCTGTGATTCCCTCACCAAT 238

Ai10B212 Araip.B10 212 p3 (GAG)6 18 510737 510754 CAAAGTTTGTGGGGATGCTT CACATTTACTCCTCTGCCGC 224

Ai10B214 Araip.B10 214 p2 (CT)16 32 512767 512798 GTCTGCTCCGATCTCGATTC TTCTCCAAACTCCACCATCC 104

Ai10B218 Araip.B10 218 c (CT)9ccctttctctctccctccctctcccccttactctctctt(TC)8cctcccttctt(TC)11atttttctctttctcctcctctccttttctctctccctatccc(CT)7163 525801 525963 CCGGTTAACCAAAACCAAAA GAAAAGAAGAGAGAGAAGGGGA 265

Ai10B222 Araip.B10 222 p2 (AG)9 18 537032 537049 TTCTCCCCACAATCTTCAGG CAAGTCAAAATTCACCCAGG 143

Ai10B228 Araip.B10 228 p3 (TGA)5 15 548661 548675 AGTCCAATCAGCAGTGAGGC GGTCCTGTCCGATTTTCAGA 196

Ai10B230 Araip.B10 230 p3 (ATC)7 21 555399 555419 GGTAGCATCCTAGCGCTGTC CTTGCAAATTGTCATGGTGG 187

Ai10B239 Araip.B10 239 p2 (AC)7 14 570599 570612 GGTGTGCAAATGCAATAAGG GACTCGGCAATCACACACAC 221

Ai10B242 Araip.B10 242 p3 (ATT)6 18 575227 575244 ACAGCGCTTCTTGTTTGGAC TCTAGCTAGTTGGAAAGTTGGATT 271

Ai10B245 Araip.B10 245 p3 (TGG)9 27 577974 578000 TGTTGCTGTTGTTTGGTGGT CCATCCTTTCCCGAATTTTT 158

Ai10B247 Araip.B10 247 p5 (TATTT)5 25 582236 582260 GCTGAAAATGAACCAATGGAA GGGTCCCTATAAAATTAAGCCAA 246

Ai10B251 Araip.B10 251 p3 (ATT)7 21 587406 587426 TCATGAAAAGTTCCCTCGTTG TGCACCTGAGTTTTCACCTTT 280

Ai10B252 Araip.B10 252 c (GA)13gg(GA)7agcaatgtgtaactatggcttctgattgtgctcagaaagttgctggcattgaaagcagctcatggattgaattgaagcaccatttttgttaagagttg(A)11151 593793 593943 AAAGCGCGTGCATTTACTG AAACCATGACAAGAGGCAGAA 224

Ai10B274 Araip.B10 274 p3 (ATC)5 15 629069 629083 TCCATTGACAATCAATCAACA TCAAAATAATGGCGCACAAA 254

Ai10B276 Araip.B10 276 c (TGG)7tgagaattattgatgctaccaagcaaccaaaagaagaaaaag(A)10taacagactttatactttatagtaatagttgtagttgtctttgcctttggcttttcataacataaggacatc(ATT)5160 648511 648670 TCTGGGCACTGAAGAAAAGC TCACAAAGCTGTTGAGGTACAC 266

Ai10B277 Araip.B10 277 p2 (GA)9 18 648890 648907 TGAACAAAGGAAGCAACCAA TGCATCAGACTTGTGAACAGTG 177

Ai10B278 Araip.B10 278 p2 (TA)11 22 650052 650073 CCTGGCATCCTCTAATGGAA TTTCACTTTTCATTGATAATCACTTT 226

Ai10B281 Araip.B10 281 c (T)11caattaagttcctcttagtagtaattgacttaattttatagggacccaact(A)1072 656394 656465 AATGCTGCAATGTATATGTTTGAA AATTGAGTCCTTGCACCAAA 272

Ai10B283 Araip.B10 283 p3 (ATG)13 39 667667 667705 TGTCATTTCCAACATGCACAC TTGGCATTGCATGTTTCATT 270

Ai10B288 Araip.B10 288 p2 (TG)7 14 674705 674718 TTACAGCTGCCATGTGCTTC CCGGTTTCATGATGTGATTG 229

Ai10B289 Araip.B10 289 p3 (AAG)6 18 677787 677804 TCATGCAATGGTGAAACCTC CTTCATTGCTCTCCTTTGCC 252

Ai10B290 Araip.B10 290 p3 (TAT)5 15 680578 680592 TGTGCAAAGAACAAGGTTGAG GAACGTCGCTTGAATGATGA 240

Ai10B296 Araip.B10 296 c (A)10gtcactctaacatgcatgtcattgtaagttaaaaaa(AT)658 684862 684919 CATTAGGAGGTGGTTTTGCAC TCACGAAACTATAGGACCAACAGA 253

Ai10B298 Araip.B10 298 p2 (TA)6 12 685635 685646 AAGGTGTTTCCCTTGCAATTT AAAAATAAACCAAAAGCAACCTAAAA 240

Ai10B308 Araip.B10 308 c (A)10ggacggctaaaaaataaacact(A)1143 699179 699221 CCGAAATTTCCGAAACAAAA TTTGTTTTTGTTTGCCACCC 164

Ai10B309 Araip.B10 309 p3 (CAT)5 15 699400 699414 GGTGGTGATTGATGATGTCG ATCATAAGCAAGCCAAACGG 188

Ai10B311 Araip.B10 311 p4 (TTTA)5 20 703755 703774 CACCCTTGGATCAAGGACAT AAATTTGGTGCAGGGACTCA 259

Ai10B313 Araip.B10 313 p3 (ATA)5 15 706136 706150 TCATCCATTTGAAGGAAATATGG TACTTTTTGAACGACGGGGA 265

Ai10B316 Araip.B10 316 p4 (AGTG)6 24 712732 712755 ATGGTTTGGGTCCCACTATG GCTTTTCCAAATGACCCCTT 272

Ai10B317 Araip.B10 317 p3 (CTT)8 24 713801 713824 CCAGATACTGCAAACTGCCA GGGGAATGAATCGATGCTAA 275

Ai10B318 Araip.B10 318 p3 (TGG)5 15 722375 722389 TGGATTCTGATCGGAGGAAC AACACACTCCAAATCTGCCC 248

Ai10B320 Araip.B10 320 p2 (AT)6 12 727151 727162 GCAAATGTGCGCCTTTTATT CTCGAGGGAAAGATCCTGAA 237

Ai10B324 Araip.B10 324 p3 (AAT)5 15 736244 736258 AGAACATGCAGCACAACAAAA GGGACGACAAAGAAAAGGAA 280

Ai10B331 Araip.B10 331 p3 (TCA)5 15 750233 750247 TTTCCATGTTAAGCTTCCCG GGGTGCTTCTGAGGAAGATG 228



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B332 Araip.B10 332 p3 (TCA)6 18 750356 750373 TTTCCATGTTAAGCTTCCCG GGGTGCTTCTGAGGAAGATG 228

Ai10B343 Araip.B10 343 p2 (TC)8 16 767767 767782 CCAACCCCTCAGTCAAGAAA GGATGAAGGGTTTTGAGCAG 267

Ai10B344 Araip.B10 344 p2 (AG)6 12 767895 767906 CCAACCCCTCAGTCAAGAAA GGATGAAGGGTTTTGAGCAG 267

Ai10B350 Araip.B10 350 p3 (ATA)6 18 774088 774105 TTAATCATAGTTTCACTGAGGAAAAA AAAGCATTTTCCCTATCCGC 173

Ai10B352 Araip.B10 352 c (T)10atttttagcgtgtttggcaaatttctagtagtaaaagtaaaagcactagaaaaat(A)1277 777989 778065 GTTTGGGCGCCATTATCTT TGTTTGGATATCTCATGCAAAAAG 270

Ai10B359 Araip.B10 359 p2 (AT)9 18 784498 784515 TTCTTCAGTGGGAACAATTGAG TCGTCTAATTCTAGAACATCTGTTGA 279

Ai10B361 Araip.B10 361 p3 (ATC)6 18 786939 786956 TTGAGAAATCTTTCGTTTGTGC TTGGTGAATCCAAAAGGGTT 158

Ai10B371 Araip.B10 371 p3 (AAT)5 15 823002 823016 TGCCTATTGCTGACCTTTGA TTTTTAAAGTTGACTTGCGTTTATT 234

Ai10B374 Araip.B10 374 p2 (CT)9 18 832576 832593 AAATAAATCCCCCGTGTGTG GAATTCTGGGCAAGGTTGAA 275

Ai10B378 Araip.B10 378 p2 (TG)7 14 842920 842933 ATGAGGTTGTGCCTGGTGTT TTCTCTCCGAACAGAACTTCG 269

Ai10B381 Araip.B10 381 c (T)11atttttctaatacttttacttttactactagaaatttgccaaacacactaaaaaataaaataaaaaattattttttcattgaaaaaaga(T)10110 845466 845575 CTAGACCCCTTTCCCTCTGC TTAATGTTTGTTTGGGCGCT 235

Ai10B387 Araip.B10 387 p2 (CT)7 14 850865 850878 TTTGAGTAAGTTCGTGCCCA AGGAAATCAATGAAGCCACG 192

Ai10B388 Araip.B10 388 p2 (AT)6 12 856265 856276 TTCCCTTGTAAATATATACGCCTG GCCACCCCTGTCTGAACTAA 279

Ai10B397 Araip.B10 397 p2 (TA)7 14 869095 869108 AAGGAAAAGGTTGACGGGTT GGATTGGACTAGGCTCGGTA 277

Ai10B403 Araip.B10 403 p3 (TTA)13 39 882151 882189 AGAAATTGGTGCAAGGACTCA AACAGATCACGAAAAATACTGGG 270

Ai10B405 Araip.B10 405 p2 (TA)6 12 882837 882848 TTCAAGCAGTGGTCACAAGG GAAAGCAATATCCCCAAGCA 170

Ai10B420 Araip.B10 420 p4 (GTTA)5 20 905310 905329 ATTGCAAGGACTATGGCTGC CTGGAAACAGAGGAGCTTGG 273

Ai10B425 Araip.B10 425 c (A)14gaatttttcactg(T)1037 922361 922397 AACGGAGATGTGGCTCAGAC TCTGCAGAGCGAATAGCTGA 179

Ai10B426 Araip.B10 426 p3 (TCT)5 15 932712 932726 ACGTAGTGGATTTTGGTCCG AATGGCGTAGAAGGAAGGGT 149

Ai10B428 Araip.B10 428 p3 (ACG)6 18 961358 961375 AAAAGGGGGTTATGAAAGGG TATCGTCCTCAGCTCGTCCT 207

Ai10B436 Araip.B10 436 p2 (TA)6 12 974505 974516 ACAAAGAAATCTCGTGGCCC TTCTTGATTGATTGAATTGAATTGT 210

Ai10B439 Araip.B10 439 p2 (TC)6 12 982878 982889 GACTCGCTCCGATTTGACTC GTGCACTTGAAATGTTTCCG 221

Ai10B441 Araip.B10 441 c (T)10(A)10 20 986233 986252 GTTTGACGCGAATAGGCAAT GACCACGCACTGTTGGATAA 244

Ai10B445 Araip.B10 445 p2 (AT)6 12 994905 994916 TGCTAGCATGCCCACTAATTT TTGAAAGGCATTTCTGCTCC 114

Ai10B446 Araip.B10 446 c (A)10ttcaaactct(A)1030 998998 999027 TGATTATTAATTGGAACCTAGCAAA AAGTTTTGGATGATTCTTTTTCC 255

Ai10B447 Araip.B10 447 p3 (AGA)6 18 999280 999297 CCCGAAATTCAAGAAAAAGAAA ATTTCTGGATCCGTCACTGG 277

Ai10B450 Araip.B10 450 p2 (AT)9 18 1019423 1019440 TGTGCTGCTATGAGCTACTTCAA AACCCGCAACCTCTTAATTG 276

Ai10B454 Araip.B10 454 p3 (TCT)7 21 1021585 1021605 GTTGGAAGCTGTGGTGGTTT GATCTTCGGTCCCAGTTCAA 225

Ai10B455 Araip.B10 455 p2 (TA)17 34 1021980 1022013 TACATGAGCCCCGAATTCTC TTGTCGCTGTGGAACTATGC 255

Ai10B459 Araip.B10 459 p2 (CT)6 12 1029889 1029900 TGGATTCTCTAAATTTTGATGCG CCCAGAAGAGCTGAGCAATC 167

Ai10B460 Araip.B10 460 p3 (TTC)7 21 1030068 1030088 TCAGCACTGCAGATCCAAAC AAGAATGGAAACTTGCCACG 185

Ai10B465 Araip.B10 465 p2 (TC)12 24 1037503 1037526 TGTCCACTTTTCATGCTTGG GAGCAGAATGCTTGGTCCAT 232

Ai10B468 Araip.B10 468 p3 (TAT)7 21 1040585 1040605 AAGGGAATCGTAATAACAAAGACG CCAATCCATTTATATGATCACCAA 206

Ai10B469 Araip.B10 469 p2 (TA)6 12 1042549 1042560 TCAGAGTCGTCCGAGGTAAAT TTCTTTGATGCATACCTCTGG 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B472 Araip.B10 472 c (T)12aatttagtctctacacttttttttcttttatttaggtccttgtaccaattc(T)1073 1043440 1043512 CTGCTGGTCCTATAGTTTCGC ATTGGGTCTTTGCACCAAAC 230

Ai10B473 Araip.B10 473 p2 (TA)6 12 1043941 1043952 TGAATCTTGATGGCTTGATTTG GTGTGAGGCTCGGAGAATGT 170

Ai10B476 Araip.B10 476 p4 (AAAT)7 28 1050814 1050841 AGGGGGAGATTTATTGGTGG CTCATCTATGGCGCTCCTTC 183

Ai10B482 Araip.B10 482 p3 (TTG)5 15 1056511 1056525 ACAAGATGAGTGGTGGGAGG TTCCCCAACAAACAACAACTT 213

Ai10B483 Araip.B10 483 p3 (TAA)5 15 1069348 1069362 TTGGCAAATCATTATTCTTCTAGC GATTTCAAGGCCTCAATCCA 232

Ai10B484 Araip.B10 484 p3 (CAA)7 21 1070323 1070343 GAGTTTTTGGCGCTGAGAAG CTGGCAACGAACTTTGGAAT 250

Ai10B486 Araip.B10 486 p2 (AT)6 12 1072282 1072293 CCAAAAAGTGGGAAGGTGAA TTCTTGACCGCACCATAACA 264

Ai10B488 Araip.B10 488 p2 (TG)8 16 1073637 1073652 AAATTTTTCATGGGCATCCA TCCACTAGCAAACCACAGTCA 187

Ai10B491 Araip.B10 491 p2 (TA)48 96 1078894 1078989 GTTTCAATGGATCCTGCGAT ACCAGTGTATGGGCTCACCT 258

Ai10B494 Araip.B10 494 p3 (AAT)6 18 1100324 1100341 TGTACGGTGAAAAGGGGAAG GGGTTGATGTTCGTTCAGGA 215

Ai10B502 Araip.B10 502 p3 (CTG)5 15 1125007 1125021 ATTGTGGGGCAGCATAAGAG GTGGCCACACTGTAAACCCT 214

Ai10B505 Araip.B10 505 p2 (TA)7 14 1128133 1128146 TCACAGTGACAATGGAAGCA GCCTGCACAATTTGAGACAA 278

Ai10B506 Araip.B10 506 p3 (ACA)5 15 1128473 1128487 ATGCGTTCTAAACCTGGGTG CGAAACGACTGCCCTAACAT 272

Ai10B508 Araip.B10 508 p3 (GGA)6 18 1132167 1132184 GAAGCTGATGAGGTGGTGGT ACATTCATCGCCTCTTCCAC 135

Ai10B509 Araip.B10 509 c (T)12ggtgactaaatttttttttcttttttaattttaaaaacagtgtaaagacccaattgaaaag(A)1083 1132723 1132805 AACTCTACAAAAAGAGGGGAAAAA TCAGCATGTTAGCCTTTTGAA 278

Ai10B511 Araip.B10 511 p3 (TAT)5 15 1134346 1134360 GAGCAAAATGGAGGCATCTC GCTTATAGGTGTTCTCATACGTGTT 228

Ai10B521 Araip.B10 521 p2 (AT)6 12 1153166 1153177 TGAGCAGAACAGAAGCAAAGT GGGAAAATCACAAGCAGGAA 179

Ai10B522 Araip.B10 522 p3 (TTG)6 18 1155188 1155205 GATCCAAGGAAGCCACAAAA TCACCACACCAACACATTCA 207

Ai10B523 Araip.B10 523 p2 (TA)6 12 1156959 1156970 CGAAATCCCATCATTCTTCTTT TCCTTACCATGATAAAAACGTTGA 279

Ai10B524 Araip.B10 524 p3 (ATT)5 15 1158114 1158128 GGGGTTGCTTCGGCTATTAT TGCATGCATGGTTTTTATTCA 256

Ai10B525 Araip.B10 525 c* (A)10(AT)7* 23 1158616 1158638 TCCCTTCGATTAATTGAGAAGTC TTGTGGTTGTGACACGAGATT 280

Ai10B526 Araip.B10 526 p3 (TTA)5 15 1158848 1158862 AATCTCGTGTCACAACCACAA AAGGCAAGCTCTGACTGTTTTT 177

Ai10B528 Araip.B10 528 c (CTT)5gcagcacgttcttcttcc(TCT)548 1161738 1161785 TCTTCAACCGTTACTGCACG CTCCTCCTCATCTCCTGCTG 231

Ai10B529 Araip.B10 529 p3 (GAA)5 15 1162206 1162220 ATCGTTTGGGTGAATTCCTG GCGCTACTCACCATGCATTA 183

Ai10B532 Araip.B10 532 c (A)10ttagtacaaggactcaaataaaaggaaaaaaaaatatatggactcaattg(A)1070 1163477 1163546 TCTTTTAATTGGGTGCCTGC CGCAAAATTTTCAATTCGGT 216

Ai10B536 Araip.B10 536 c (T)13aaatcctctaaattaactcaacaaggcaccaatttaagatttcagtgaaatcaaaatcgaagagttaaaaagaagg(A)12101 1175519 1175619 AACTTCGGGATCAATACAACAAA AAAATGCTGACACCAAAGCC 232

Ai10B538 Araip.B10 538 p3 (GAA)7 21 1175884 1175904 GGCTTTGGTGTCAGCATTTT AAACGCGCTTTTTGGTTCT 251

Ai10B549 Araip.B10 549 p3 (TTA)18 54 1221747 1221800 GAAATCGTTACAGCGTGGGT TGTTTGGGCCAATTTGATTT 204

Ai10B551 Araip.B10 551 c (A)10cctttagaac(T)1232 1223311 1223342 TCATTTGGGATCAACCATCA TTGATCTATCGAGTTGGGGG 254

Ai10B553 Araip.B10 553 c (CT)6t(TC)8 29 1225525 1225553 TGTGCATAAATCAACCCCAA CAAAACGGAAAGCAGAGGAC 269

Ai10B554 Araip.B10 554 p3 (AGA)7 21 1226130 1226150 AAACCAGCAAGGAACAATGG CTAAAAGCCAGAAGCCATGC 161

Ai10B558 Araip.B10 558 p2 (TG)9 18 1239535 1239552 CCAGTCCATGCATCAAAATG GCAGAAGGGGTGTCTGTAGC 265

Ai10B560 Araip.B10 560 c (T)11ccattttgatttgaataattgaattgtttttaaacattttttg(T)1266 1243078 1243143 CTGGGAGAAGACAACCCAAA GAACTCAAATTCGCGACAGA 195

Ai10B563 Araip.B10 563 p2 (TA)7 14 1252196 1252209 TTGCTTGAACTGTTCTTGTTTCA CTGCAAAGACATGGCTGGTA 253
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Ai10B564 Araip.B10 564 p2 (TA)9 18 1252950 1252967 ATCCAAGTCCTTGATTCCCA ACTGCACCTGAGTTTCCACC 268

Ai10B565 Araip.B10 565 p2 (TA)10 20 1253649 1253668 GCAAACCCATCTCAGAGAACA CAACCTCAAAGGTCACGAAG 271

Ai10B566 Araip.B10 566 p5 (TAAAT)6 30 1257952 1257981 CATAAGAACATTAGCCAAGCAAA CGAACCCACGAGGTGAGTAT 268

Ai10B572 Araip.B10 572 c (T)12agtttatttttggtaaattttgaaatttttttgttggtaattgggttttaataataaattc(T)1083 1266346 1266428 CGGTTGGCTTTGAGTTTAGG TGCCGAAAATGACATAGGAA 268

Ai10B574 Araip.B10 574 p2 (AT)10 20 1269435 1269454 TGGTCATAGGATTATTAAAAAGGACA GGGTATTAGTTGTCCGGAATCA 278

Ai10B586 Araip.B10 586 p3 (CAT)6 18 1298528 1298545 TGAGAATGGCTTGAACCACA GTTGCAGCTGCTAAACATGG 198

Ai10B587 Araip.B10 587 p3 (ACT)5 15 1301154 1301168 CGTCCAGTGGAGGAAAGGTA TTTGACTGTATGATGAATTTGGAA 272

Ai10B591 Araip.B10 591 p2 (TA)15 30 1309532 1309561 TAGATGCAGGTTGAGATGCG CTGCGAAGCTAGGGTTGACT 264

Ai10B596 Araip.B10 596 p3 (AAT)6 18 1337254 1337271 CGGTTAAAAGGGGAAGGAAG GGGTTGATGTTCGTTCAGGA 211

Ai10B597 Araip.B10 597 c (A)13taaacaggggcctttccagccgagtgaactaaattaagtgttttgagtttctataaccaaaaactgaagtgggctatagtttttct(A)10ggatgtgaaannnnnnnnnnnnnnnnnnnnnnnnnnncaaaagagattag(A)12171 1337934 1338104 AGCATGCATTAGGGCAAAAG TGAATAATTGAGCTGACTATTCGAC 263

Ai10B605 Araip.B10 605 p2 (AT)7 14 1351685 1351698 TCCTTAGTCACAATAGACGTTAAAAA TGCTGATTTAGCCTAATGATAGAAAA 221

Ai10B606 Araip.B10 606 p2 (TG)6 12 1352373 1352384 TCACGTTTTAGAAAGTGGGTGA CCACCAGTGTCCATGTCTTG 236

Ai10B607 Araip.B10 607 p3 (ATA)15 45 1354760 1354804 TGTGATGTGGAAAAACATGGA CTGTCTCTCCACCAAACGCT 268

Ai10B609 Araip.B10 609 c (TA)6ataatattatatgttgtaatg(TA)645 1360633 1360677 TGCCAACTCCAATAAACAAAT TGCAATTCTCTCTCTCTTTATTTTTA 280

Ai10B615 Araip.B10 615 c (A)10cac(A)11 24 1374357 1374380 AAAAACACAAATCAAAACCAAGA CCTGGTTTTCTCTTCTCTGGA 228

Ai10B619 Araip.B10 619 p2 (TA)11 22 1385572 1385593 TACACGTGGCAGAAGGATGA ACCTCAAGCACACTGGAAGG 236

Ai10B622 Araip.B10 622 p3 (TTA)5 15 1393166 1393180 GCTCCCAAATAGTTTACTTTCATGT GGTTCAATAATCGGTTCAATTTT 280

Ai10B629 Araip.B10 629 c (GA)6(AG)8 28 1414169 1414196 GCTGGCCACAGTGAGTGTTA AAGAAATTTTGGCGCTCTCA 255

Ai10B631 Araip.B10 631 p2 (TA)7 14 1418511 1418524 TTGGCCATAATCCTTCAACC TTGCTGAAGATCACCACTGC 256

Ai10B635 Araip.B10 635 p3 (ATA)9 27 1440184 1440210 TGGACCAAACAAAACCACTG GCAAAACGAGGTTTAGAGCG 143

Ai10B636 Araip.B10 636 c (T)10cctattttttggttctccaattttatggttacatcaaatcataagactcatgtgtcaaat(TA)988 1448974 1449061 TGCTCACTTTTGATTCTCACTCA TGAAACATGGCTCATATGCCT 260

Ai10B638 Araip.B10 638 p3 (TGA)5 15 1452403 1452417 GAAGGGTTCTCATCGTGGAC GCTGCTCTTTCCATCAAAGG 242

Ai10B639 Araip.B10 639 c (T)12attttgaaactataaatctgagaatcaaataaaaaatacaaatctaagggttagatttgtcatttaaaa(T)1192 1454233 1454324 CAAACCAAAACACCTTGTCAAA CTCAGAATTTGTGTGCGTTGA 273

Ai10B643 Araip.B10 643 c (A)10gaaaaaag(A)1129 1457556 1457584 GGTTTTTGGCATTTGAAACC ATTTTCAACCCGACCCTACC 189

Ai10B645 Araip.B10 645 c (T)10ctttcatctttttctc(T)1137 1459580 1459616 TATTGGGTCCCCATGTGACT CAACAGCAATAAAAGACGATGAA 276

Ai10B646 Araip.B10 646 c (GGA)5aaaggaaggaggagatcaaagaaatttaaatgagaaaacgaggaga(AGG)5agatggaagtggtggtgtggtggtggtgacgacaataaaaaggagaaagataagaaaaaagagaaagagaaa(GAG)6166 1460216 1460381 CGATAATGACAATAACGATAATGATG TGCACCAAAACTAAATCCAAAA 259

Ai10B647 Araip.B10 647 c (AGG)6tggtt(GTG)538 1460652 1460689 ACGGAATTTTGGTGCATTCT TCCTGTTGTTGTTTCTTCTCCTC 270

Ai10B649 Araip.B10 649 p2 (CT)12 24 1469532 1469555 ATCTGACGGTAATTGTGCCC AGTTGGAGTAACGTCGGTGG 182

Ai10B652 Araip.B10 652 p2 (TA)15 30 1475019 1475048 CTCAAAGTGAGTCAGTTCAATGG CCACAATCCAATTAATCATGTG 246

Ai10B653 Araip.B10 653 c (A)12g(GA)6 25 1476034 1476058 TCATTCTTCGCTTTATATGGTCAA ATGCTGTTACACTCCACCCC 239

Ai10B654 Araip.B10 654 c (A)12ctaaaagctaaaaacggagggtccattttgttttaaaggaaaaaaaaacattgttaacggagggtccgttttcagattt(A)11caaaaagtgtaaacggagggtccggtttcatgttaaat(A)11151 1476359 1476509 ATCGGACCGAGCAATTTAGA TGGACCGTCCGATTAGTTTT 275

Ai10B655 Araip.B10 655 c (A)10cctatataggtaattgaattgatatttaaaag(A)1052 1483549 1483600 CACCTCTCACCCCCATATCA CATATTTTGTGTTCGAAATGGA 280

Ai10B656 Araip.B10 656 p3 (AAG)5 15 1486287 1486301 CCTAGAACTCGCTGATCGGA GCAACTTCGATTTCGTCTCC 252

Ai10B657 Araip.B10 657 p3 (TGA)6 18 1487671 1487688 AGTTTGGGGATTAGGCAAGG TTTTTCCTGCGTGGTTTATG 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B659 Araip.B10 659 c (A)10g(A)11 22 1492826 1492847 GCCAGTACCTACTCAGCCACA GCATGCCCTTGTACCAAAAT 208

Ai10B661 Araip.B10 661 p3 (AAC)7 21 1494258 1494278 TGGAGGAACAGGAATCTTGG GGAGCAATTCTCCCTTGTTC 263

Ai10B663 Araip.B10 663 c (ATA)5ttctatgcaga(AT)638 1495581 1495618 TGCATCTCCCAGTTTTCACA GCAAATTTGGTTCTTCCTGC 271

Ai10B664 Araip.B10 664 c (CT)8ca(TC)8(AC)6tctctttct(CA)6gagacagcgacttgaactgctgcttcttctaacaactactaaggtaggttggttcctctctccctctctctctatatttctctctctc(TA)6167 1496854 1497020 CCTGCTCCAGAGTGCAGATT TGAAACTGAAGGAGAGTGAGGA 279

Ai10B668 Araip.B10 668 c (T)17atggttaattataaatctgaggcacacagttttgtggtttaaaa(T)1273 1505141 1505213 TGCCATTACACAAAGAAGGG GCAAATCGATAGGTTAGTTTTGG 267

Ai10B669 Araip.B10 669 p2 (AG)9 18 1507570 1507587 ACCTCATTGATGGCAAGGAC GCACCCTAAGATTTACCGCA 255

Ai10B673 Araip.B10 673 p2 (TC)7 14 1512763 1512776 ACGCTGCCTGTTCTCAATCT TCCACACACACAAGTCGGAT 276

Ai10B678 Araip.B10 678 p3 (TTC)5 15 1529145 1529159 CGCGCTATATAAAGATCCCA CCCCCTGATTTAGCTGACAA 264

Ai10B679 Araip.B10 679 p2 (AT)11 22 1530605 1530626 GGATCAGTGGTGCATTCAAA CCCTAAACCCTAAACCAACGA 275

Ai10B685 Araip.B10 685 p2 (AG)15 30 1553433 1553462 CCATTTTTGACCTTAGCCCA TGGCAATAGGGGAGTCAGAG 222

Ai10B686 Araip.B10 686 p2 (AT)40 80 1557413 1557492 TGTAACAACAACATTAATTGAAAGAA TGTAACAACAACATTAATTGAAAGAA 280

Ai10B690 Araip.B10 690 p4 (TGTA)15 60 1563308 1563367 CATCACTGGAGGACATGACG CATACCAGTACCAGAGCCGC 255

Ai10B691 Araip.B10 691 p3 (ATT)7 21 1564328 1564348 TCCACTTGAACCTCGTCACA AAGTTCTGCGAAATGAGGGA 248

Ai10B693 Araip.B10 693 p3 (ATC)6 18 1565630 1565647 CTGTTTGTTCAGACACATGGC TTCCTGGTTAGGTGGCTTTG 248

Ai10B695 Araip.B10 695 p4 (AAAG)5 20 1566496 1566515 TTCGCTGAAGGTTGTCCTTT GGGATTTGCAGGTTGTGAGT 243

Ai10B696 Araip.B10 696 p3 (ATA)5 15 1566945 1566959 GATCTCGACTGAGCCTCTTCA GCTTGAGACTGCCTGCATTT 277

Ai10B697 Araip.B10 697 p2 (CT)8 16 1571481 1571496 CACATGTATGAATGAGGCCG GGCGATTAAAAGCACGGTAA 271

Ai10B701 Araip.B10 701 p2 (TC)7 14 1573227 1573240 GGAGCAGAAGGAGCATGAAC AAGAAGAGCAAAAGGGAGGG 220

Ai10B705 Araip.B10 705 p2 (TC)22 44 1587322 1587365 GGTGGGGAAGAAGATGGAAT TGGCACGTTAACTGCTTACC 270

Ai10B707 Araip.B10 707 p2 (TA)6 12 1592751 1592762 TTTTGACCAAACCAAAACAAA AACGCACAACACACATGCTT 270

Ai10B710 Araip.B10 710 c (T)10c(T)16 27 1611564 1611590 TATTTTCGGGTAATGCCCAC AAGACCTCTCTGGCTAGCAAAC 280

Ai10B714 Araip.B10 714 c (A)10tcaatttaacattattttgataaaaaaaatctttttttttattttattttttagcgtttgataaatttctagtagtacaagtaaaaatactag(A)10113 1615458 1615570 GCGGGTTCAAGTCTCCTATC TGTTTTGGTATAACAATATAAAAATGC 280

Ai10B715 Araip.B10 715 p3 (TCT)5 15 1617952 1617966 CCGCACCAGAAACTTCGTAT CGTGGTGGAAGATGGTTTCT 153

Ai10B716 Araip.B10 716 p3 (ATA)10 30 1618259 1618288 CCCATGACTTCCTTTTCCAA TGATTCGGTTTGCAGTACCA 183

Ai10B723 Araip.B10 723 c (TTC)5ctccttcaataacaaccactaccccaacc(CTT)662 1633618 1633679 GTAGCATTGGAATTGGCGTT GTGGCGCTGCTTAATATTGG 213

Ai10B724 Araip.B10 724 p3 (AGC)6 18 1633868 1633885 GAGGAGGATCGTCAAAAGGA AGGAGTAGGCGGAGTTAGGC 197

Ai10B725 Araip.B10 725 p2 (TA)6 12 1634103 1634114 GCCTAACTCCGCCTACTCCT GAACGATGTTGTGCATCCTG 195

Ai10B728 Araip.B10 728 p4 (AAAG)6 24 1639748 1639771 ATTCGCTCGTTTGATTGCTT ACTTGAACGAGAACATCCCG 189

Ai10B729 Araip.B10 729 p2 (TA)10 20 1647098 1647117 GGAGGGATGGGAGGAGATTA GTTGGCATGGTTGGAAAGAG 280

Ai10B732 Araip.B10 732 p2 (AT)6 12 1652597 1652608 TCCTTTGATGCAAAGTGCCT GCCACGAATAAACATAATCAAAAA 254

Ai10B735 Araip.B10 735 p3 (ATT)5 15 1654229 1654243 GCCGGTGCTTCAATTACATC AGGCAGCTACACCTGCATTT 236

Ai10B736 Araip.B10 736 p3 (TGG)5 15 1655194 1655208 TGGCCAGCATGTAACCAATA CAAAGAGATTTTTCGAGCGG 194

Ai10B737 Araip.B10 737 p2 (AT)6 12 1655760 1655771 CCATAAGCTCTCCTCTACCTTCA GAAGTTTCAACTCTCCAGCCA 273

Ai10B738 Araip.B10 738 c (A)16ggttccaattataatccagaaactattgga(AT)964 1658838 1658901 CGCAATTTTCAGATCGGATT TATGTCTCCCGGCCACTTTA 273
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Ai10B739 Araip.B10 739 p3 (TAA)9 27 1665391 1665417 TGCTAAGGGCAGCAACTTTT TTGACACTGTGCCTTGTTGC 276

Ai10B740 Araip.B10 740 c (CTCA)5ctactctttttgagtagaaatggtaa(TGG)664 1665700 1665763 CCCATCCATGATCTGAAGGT TGTTTCTGTTTGCGTTCGAG 141

Ai10B741 Araip.B10 741 c (T)12(G)16 28 1667957 1667984 TTTGGCCCAGTAGAATACGC GACATTTATGCTCCCGTTCC 274

Ai10B744 Araip.B10 744 p3 (ATA)5 15 1672843 1672857 CACCACCCTGTTTCCATTTT GCAACAGGATTCCTAACCGA 185

Ai10B749 Araip.B10 749 p3 (GAA)6 18 1702219 1702236 CCATGCAGAAGAAAACAAAGG AGCTGCGCTTGAGACATCTT 275

Ai10B751 Araip.B10 751 p2 (TC)11 22 1705645 1705666 TTTTTATGTCGTGCTTTGCG ATAGGGAGGAAAGAGCCCAA 268

Ai10B765 Araip.B10 765 p2 (AT)7 14 1728118 1728131 CCGATCTGTGAACACCCCTA TGAGGGCTAACAGTGCAAAA 275

Ai10B766 Araip.B10 766 p2 (AT)9 18 1730137 1730154 TAGGGGGACAGCAACTTTTG TTGGTTTGGCCCACTTAATC 198

Ai10B768 Araip.B10 768 p2 (TC)8 16 1734721 1734736 TTCCTTCACAGCTCATGTCG TGTTGAGCTTGCTGTATGGG 183

Ai10B772 Araip.B10 772 p2 (TA)10 20 1751082 1751101 GGAGGCAAATGTTAGGCAAA GAGGATCAATTTGGCAAGGA 240

Ai10B773 Araip.B10 773 p3 (TAT)5 15 1752367 1752381 CATGTTCAATTTGTTATACATTTTTCT ATTACAAGCGGTTTGGATCG 271

Ai10B776 Araip.B10 776 p3 (GAT)5 15 1758732 1758746 CCGTGTCAGTGTCCGTGTAT CCCCTTGGAATAGGGTTTTG 279

Ai10B778 Araip.B10 778 c (T)11gttaataaattcagttggattgatccaagagcaattcatgaaagccctgaa(AT)674 1766443 1766516 AATGCTCATCAATCAAGGGC AGAATCTGTACTTGGAAAAGATTGA 280

Ai10B779 Araip.B10 779 p2 (TA)7 14 1766927 1766940 TGCCGTATACAAATGGGGTT ATCTTCATTCATTCAGCGCC 166

Ai10B781 Araip.B10 781 c (A)10caaacacatacatacacat(TC)641 1768300 1768340 AGAGAGGGGCATGCTTGTAA TTTTTGGGCATAGTAACGAGG 270

Ai10B782 Araip.B10 782 p3 (GAA)5 15 1769057 1769071 AGGTCAGGGAGTGAAGGAGC GGCACATCACCTTCCCATAC 227

Ai10B783 Araip.B10 783 p2 (TA)6 12 1769215 1769226 CAGGGAGTGAAGGAGCAAAA GGCACATCACCTTCCCATAC 223

Ai10B785 Araip.B10 785 c (ATT)5cttag(T)11 31 1769786 1769816 GGCCAGCAGTTTTGTTGAAT GCTTTTGCCTTTTGTACGGA 274

Ai10B791 Araip.B10 791 p3 (TCC)9 27 1786079 1786105 CGTTTTGTTTTCAACCAGGAA TCCCCTTTATAAATCCCAAACA 208

Ai10B794 Araip.B10 794 p2 (AG)6 12 1793505 1793516 CCGTCTCTGTCTCTTCACCA TTGCTAAAGTCATGGGGGTAA 147

Ai10B797 Araip.B10 797 p2 (CT)18 36 1798162 1798197 GGGCCATCTGATCAACATTT AATGGCTTATTTGGCCAGTG 149

Ai10B799 Araip.B10 799 p2 (TC)8 16 1799698 1799713 AGCAGCAGTGATTCACCCTT AAGGGATTTGGTGGTTAGGG 221

Ai10B800 Araip.B10 800 p2 (TC)9 18 1799934 1799951 TTCAAATCTCCAACCCCATC TGGAACCTTCTGGAAACGAC 278

Ai10B805 Araip.B10 805 c (T)10caattaagtcccttttagtagtaattggcttaattttgtagggaccaaact(A)1071 1808489 1808559 GGTTTAATTACTCTGTTGGTCCC TTGAGTCCTTGCACCATTTTT 239

Ai10B810 Araip.B10 810 p2 (AT)6 12 1821268 1821279 TGTTTTGGATGAATTCCCTTG GGTAATTAGACCAAACTGCTTCA 262

Ai10B811 Araip.B10 811 p3 (TTG)7 21 1821532 1821552 AACCAGCCTTTGTACCTATTGC GGGCGGTGCTCTATAAATGA 151

Ai10B814 Araip.B10 814 c (A)10ttagtataggacccaaataaaaggaaaaaaaatgtagagacttaatt(A)1067 1825923 1825989 TCCCTCTTAGAAATCATTGGC CCCCTCAGGATACGAAAGGT 261

Ai10B817 Araip.B10 817 c (ATT)7g(TTA)8 46 1834602 1834647 AAACCCTCACGTTACCTGGA AATCATCCATGGCAAAGCC 265

Ai10B819 Araip.B10 819 p3 (TTA)6 18 1835816 1835833 TATTGGCAACTTAGGCTGGG TTAGAATTCCCTTCCTGCCC 230

Ai10B821 Araip.B10 821 p3 (ATT)5 15 1840260 1840274 GGCTAACTGCTGGCCAAAT GCCACCAATATTCTCGCTGT 269

Ai10B822 Araip.B10 822 c (TG)6tttt(TG)6cacatttggggaatgggggtgtggcggctggaagggtttagggttaag(GTGA)596 1853238 1853333 CCTCTCCGTTCTTCCCTTTC CATTTTCTCCAAAAACAATCCC 198

Ai10B824 Araip.B10 824 p2 (AT)8 16 1869017 1869032 TGTAGATCATATTGAGCATGCAA CCGAGTTCGGGTCAAATAAA 266

Ai10B826 Araip.B10 826 c (A)10ttaata(T)11 27 1873612 1873638 GCACCTCACAATTATCTCAAAAA TGGTGAGAAACAACACGAAAA 259

Ai10B831 Araip.B10 831 c (TTC)7tttttttttc(T)1546 1894198 1894243 TCTATTGAGGCCCAACAAAAA CGCGTTTGATTTGTAATCTTG 267
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Ai10B834 Araip.B10 834 p3 (AAG)5 15 1903267 1903281 GTACCTCGAGGGAAGAAGGG AGTCTTCCATGCAGCCATGT 197

Ai10B838 Araip.B10 838 p3 (AAG)7 21 1911746 1911766 ATGCCAGGAAAATAGGGGAG TAAAGAGGAGCGGTAGGGGT 243

Ai10B839 Araip.B10 839 p2 (AT)7 14 1912086 1912099 TTCGTGCTCAACTGCATCAT GGAAGCTCCTGACATGGAAT 276

Ai10B843 Araip.B10 843 p2 (GT)8 16 1922868 1922883 ATGCTCCACCACAAGTACCC TGTCCCCAAAACAATTGACA 241

Ai10B845 Araip.B10 845 p2 (AG)9 18 1939113 1939130 CATGGCAGACAAAGTGGAAA ACGTTAACCGTTTTTGTCGC 150

Ai10B847 Araip.B10 847 p3 (TCT)5 15 1940711 1940725 GCAGATTGCAGTGAGTGAGG TGATTGAAGGGAGACTTGGG 226

Ai10B852 Araip.B10 852 p2 (AT)6 12 1948108 1948119 TTTAGCATTGTCACCGGTCC GCAACAAATGAGTCTTCCCA 238

Ai10B854 Araip.B10 854 p2 (AT)7 14 1949891 1949904 CTCATCAACATCCGAGAGCA TCGCAAAACAAACTATTCCAA 273

Ai10B856 Araip.B10 856 c (T)10ccttttttaaatcaaaacggaccattcgattaggatttttaactttttttatttttttttcaaactcaaaacggaggatccgttttctgctaacaccg(TA)8124 1950738 1950861 TCGGACGGTCTGATTTCAA TTTCTTGCGCTTTTGATTTTT 275

Ai10B857 Araip.B10 857 p2 (TA)6 12 1951287 1951298 CCGCAAGATCCTCCAAATAA TGAAGCCAAAAATACGAAGG 244

Ai10B866 Araip.B10 866 p2 (GA)14 28 1964526 1964553 TAATGGCGGTTGTGTTCTCA GGCCATGCTTGTTGCTACTT 139

Ai10B868 Araip.B10 868 p3 (ATT)6 18 1966018 1966035 AGCCGTGTGGTGTACTTTCC AGAAACCCCATCCTCCAAAT 189

Ai10B871 Araip.B10 871 p2 (GA)6 12 1974172 1974183 GGAAGGGAGGGAGATCTGAG ACAGCTACGCGATGGAGACT 112

Ai10B872 Araip.B10 872 p2 (AG)7 14 1974349 1974362 TTGCACACCAGAGGAAAGTG AAGAGCAATGATAATGGCGG 221

Ai10B873 Araip.B10 873 p3 (ATA)5 15 1975720 1975734 AGATTAGAAAGATAAGCGGTGAAA CCAAAATTAACAAATTCTCACTCTCA 224

Ai10B874 Araip.B10 874 c (AC)9ctaacagcagcagctgggaatgaaag(A)1054 1976709 1976762 CAAAGAAATCCTAGCCCCCT CGCCTCCCTCTTCTCTTTTC 165

Ai10B877 Araip.B10 877 p2 (CA)6 12 1987241 1987252 CCAAAAGCAGAATTTTCAAACC AGTGGTTGATCTTGTGGGGT 233

Ai10B882 Araip.B10 882 p2 (AG)6 12 1997391 1997402 GACTGAACACAGACGGAGCA TTATATGCGCCTTCGGAATC 275

Ai10B885 Araip.B10 885 p3 (ATT)10 30 1999001 1999030 GGTTGTCACGTGATTATTTGATTT TCCTTGTTCTCTGCTCTCCTG 247

Ai10B889 Araip.B10 889 c (T)13atataaatatgtatgttc(T)1546 2010768 2010813 GTCTCTCTAGCGGGATCCAA CCATCCACTAATCACACACCA 270

Ai10B893 Araip.B10 893 p2 (AT)18 36 2036989 2037024 CGAGCTGGCTCAAATAAGAGA GCCCAGCTCATTAACTCGTG 276

Ai10B894 Araip.B10 894 p2 (AT)6 12 2039078 2039089 ACAAGGCCAGAAAAAGCAGA ATTCCAGGGACCACTTCCTT 277

Ai10B896 Araip.B10 896 p4 (TATT)5 20 2042928 2042947 GCTTGTTTGGGTGAGCTTCT AAAAGCACTGGTAAAATCAAAAA 277

Ai10B898 Araip.B10 898 p2 (AT)8 16 2044378 2044393 GGTGCAACATAGGGCAGAAT CCGGTTCATTAATACGTCCAA 280

Ai10B906 Araip.B10 906 c (T)10gttctctttcttctgctgcttctgtttttgcttccgattagaatcaacatcaacgaccgtg(TCT)792 2053910 2054001 GCTCCTTCCTCAGCTCGTTA GAAATTGCGAGTGAAGCACA 229

Ai10B910 Araip.B10 910 p4 (ATGT)11 44 2066693 2066736 TTGGAGATCCAAATTATGTAAGTTTTT CGACTTTAATTTCTATTTCTAACCACC 267

Ai10B915 Araip.B10 915 p3 (GAT)5 15 2087252 2087266 TCATGGGAAGATTCGGAAAA CAGTTTCGGCCTCTCTCACT 262

Ai10B930 Araip.B10 930 p3 (CTA)6 18 2179733 2179750 CCATCCATAATGACTTGCAAAA GGAGCCGTTAAGTTGAGCAC 238

Ai10B935 Araip.B10 935 c (TC)13(AC)7 40 2187666 2187705 AGAGGGTTGCCTACTTGCCT GTGATTTCCTGGTTGGTGCT 204

Ai10B941 Araip.B10 941 p2 (TA)7 14 2251375 2251388 TTTTGCCAATTAAAAATATTAAGCA ACAGCCACCAACTTGTGATG 191

Ai10B942 Araip.B10 942 p3 (ATC)5 15 2251735 2251749 TGGGGTAGAACTATGACAAAACC CGTGCGGGCTAAAATGTACT 268

Ai10B943 Araip.B10 943 p2 (TA)6 12 2254662 2254673 GACCTTTTGGGTCCTACGGT TCCTTTTTGTTTTAAGGCGG 265

Ai10B948 Araip.B10 948 p2 (CT)16 32 2263223 2263254 TTGGTTTGGTTCCCTTTCAG CACATTTCTTCTGCTTCACCC 275

Ai10B950 Araip.B10 950 p3 (TGA)6 18 2263981 2263998 CCCGTGAGAAAGCAAAACAT GGGAAAAGTGCAAAACCAAA 207
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Ai10B952 Araip.B10 952 c (TC)6ttctctaattatttttctctctatgcctataagtaacttgaat(A)1065 2264814 2264878 GTCACCGTAAAGGCGTTCAT ATGATACCACCCATCCCAAA 218

Ai10B955 Araip.B10 955 p2 (TA)6 12 2270503 2270514 AGGTTCGTGTTCCACCGTAG ATTGGAAAAACATCCACCCC 155

Ai10B957 Araip.B10 957 c (A)11tgaacctttaaaa(AT)636 2275378 2275413 AGCACCACTTGTGGAAAAGC AAGCCCCATAAACAGCCTCT 240

Ai10B958 Araip.B10 958 p2 (TA)6 12 2281294 2281305 AACCAATCTGGGGAGGAAGT GGCAGTAGTTGGTTGGGTCT 235

Ai10B962 Araip.B10 962 p3 (AGA)5 15 2290957 2290971 CCCCTTCATACTGTGCCTGT CCAAATTGACCAACCAGGTC 276

Ai10B963 Araip.B10 963 p2 (TA)9 18 2291129 2291146 TTGGTCAATTTGGAGCATGA GGTTAAAACAACTGAAACACCGA 242

Ai10B968 Araip.B10 968 p3 (AAT)5 15 2296216 2296230 TGTTATAATCATTTCGCATTCCA TATGGGAGATAATAGGCGGC 198

Ai10B972 Araip.B10 972 p3 (TTG)5 15 2313948 2313962 CGTTTGATTCATGTAGCCGA CTAGGTTGCAAAAACGAGGC 183

Ai10B975 Araip.B10 975 c (A)17ccac(A)10ttaaaggatcttgaatataaagaacggaaaaaggagcttgaaatt(A)1086 2321423 2321508 GGGTTTTGAATTAAGAAAGAAACA TGAAATTTGTCCCTACTCCTGG 267

Ai10B978 Araip.B10 978 p2 (TC)11 22 2328763 2328784 TCCGCATTCTTGGAAAGTCT TGATGAGAAAGAGGAAGCAGAA 149

Ai10B980 Araip.B10 980 p2 (TA)10 20 2332930 2332949 CACAATTAATTAGCGCACTATGTTG TGCCAACTTTATAATAGTCATGTTGAT 188

Ai10B981 Araip.B10 981 p2 (TC)8 16 2333821 2333836 CTCCCTCTTCCTCTGTCACG ACCACCATCTTCTCGTCGTC 242

Ai10B983 Araip.B10 983 p2 (CT)13 26 2338716 2338741 GAGACCGGTGAAATGGTGAG AGAAATCAAGCCCATAGCGA 278

Ai10B986 Araip.B10 986 p3 (ATT)6 18 2344358 2344375 ATTATGGCTGGCATGTTTGC TGTCATCAGTCATCGTGTGC 180

Ai10B987 Araip.B10 987 c (T)10caattaagtccctcttagtagtgattgacttttaattttatagggacccaactaaaacaaaaagaattggtatagggacctaaataaaagg(A)10111 2356565 2356675 TTTTTCTTTTTAATTGGGTCCCT TTCGCGAAATTTTCAATTAGG 228

Ai10B990 Araip.B10 990 p2 (TA)7 14 2362458 2362471 AACCCTCGTTCGCCTAAGAT GGCTGAAATTTGAGAATGGG 280

Ai10B996 Araip.B10 996 p3 (TTA)17 51 2394905 2394955 TTTCACGCCTAATTTTTGCC CACTTTCCGTTTGCATGTTG 208

Ai10B997 Araip.B10 997 p2 (GA)19 38 2396430 2396467 ACAAAAATGACCCCAACTGC GAACACTGTCAACCGGCTCT 194

Ai10B998 Araip.B10 998 p2 (AT)6 12 2397768 2397779 CAATTCTGATGTGCCTCCCT CGACTGCGATATCCTCAACA 215

Ai10B999 Araip.B10 999 p3 (AGA)7 21 2406606 2406626 TGCCTTCCATTTCCTCTTTG ACCCACCTCACCCTCTCTCT 248

Ai10B1008 Araip.B10 1008 c (A)12ttcaactaattaagtaaataaataaggggacaaaattaccccaatattaagttt(A)1076 2432089 2432164 GAAAACTGTGGGAACATGGG CCCACTTTTGCATTACATACTCA 277

Ai10B1018 Araip.B10 1018 p3 (TTC)5 15 2481704 2481718 CCCATCACCTCTTCACCACT AATGTTTGCTCGTCCTCCAG 276

Ai10B1021 Araip.B10 1021 p2 (CT)7 14 2513576 2513589 TCCTTCTCCCTTCCCTCTTC TTGCAACAATCCACAAGCAT 245

Ai10B1024 Araip.B10 1024 p2 (CT)6 12 2517015 2517026 TGTTTGTTTCTTATCTTTTTCAAAACT AAGGGGATGAGAGGAGGAGA 229

Ai10B1038 Araip.B10 1038 c (A)10taataataaa(T)1131 2563049 2563079 AGCAGAGGCTGAGAAACTGG AGACGCAAATTCTGATCGGT 261

Ai10B1042 Araip.B10 1042 p2 (GA)6 12 2593526 2593537 TGAGCCACTTCACCCTTTCT CTAGGCTGTGCGATTCCTTC 252

Ai10B1044 Araip.B10 1044 p2 (CT)6 12 2601874 2601885 TCATAAACCAAAATGGCAACA CAAGCCCGAAAACACAGAAT 268

Ai10B1046 Araip.B10 1046 p2 (GC)6 12 2618973 2618984 TGATTTGCCTTTAAGTGGGC CGATGCCTTGATGTGTTTGT 272

Ai10B1047 Araip.B10 1047 c (TA)10ttttctttttgtttttctcatttc(T)1054 2620102 2620155 TTCACTTTGGGGCATTTTGT AACCATATGCATTGATGTTCTTG 170

Ai10B1049 Araip.B10 1049 p2 (GC)6 12 2625766 2625777 TGATTTGCCTTTAAGTGGGC CAAAAGCGGTTTTCCACAAG 134

Ai10B1054 Araip.B10 1054 p2 (AT)7 14 2637652 2637665 CATGGGTTTAGGGACCATGA TCAATTCACTGCGCATCTTC 199

Ai10B1059 Araip.B10 1059 p2 (AC)12 24 2655675 2655698 TCAGACCCAAGCCCACTTAT GTGAGACGACCCGAGGTTTA 256

Ai10B1060 Araip.B10 1060 c (TA)8(T)13 29 2658008 2658036 CACTTTGGGGCATTTTGTCT TTGAATTTGGGAGAGTTGGG 252

Ai10B1066 Araip.B10 1066 p2 (AC)8 16 2673916 2673931 TTTTCTCCTCCTCGCTGTGT AGGAGGCTGAAGCAAGCATA 261
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Ai10B1067 Araip.B10 1067 p2 (TA)8 16 2676243 2676258 TTCACTTTGGGGCATTTTGT TTGAATTTGGGAGAGTTGGG 257

Ai10B1069 Araip.B10 1069 p2 (CT)6 12 2687586 2687597 TTTAGACATATCTTTCTCAAAACTTCC CCATGATGGAGAAAGGGAGA 280

Ai10B1072 Araip.B10 1072 p2 (TA)6 12 2702844 2702855 TTTGATCAAGTGGGCAAGAA GGTTTATCAACCTCCCCACA 156

Ai10B1073 Araip.B10 1073 p2 (AT)12 24 2716975 2716998 TGTTCGTTTCCCTTGTTTTCA GAGAAAGTGGTTAGGAGGTTTTGA 266

Ai10B1078 Araip.B10 1078 p3 (AAT)6 18 2741345 2741362 CAATGGCAAAACCACTGTTG ACGTGAAATCGGCTGTACCT 254

Ai10B1080 Araip.B10 1080 p2 (AT)6 12 2744673 2744684 AAGTGCACATAGCCTAGCCC CCAAAAGCTTAATTTTGGTGC 201

Ai10B1082 Araip.B10 1082 p2 (AT)6 12 2748964 2748975 ATAGTGCGTCTGCACGAAAA AGGGTACGGTTATGCTACGTG 211

Ai10B1084 Araip.B10 1084 p3 (CAT)5 15 2750457 2750471 TCCATTGGCTCCCATACTTC AACCTCGATTTTATGGGCCT 153

Ai10B1085 Araip.B10 1085 p3 (AAT)5 15 2750577 2750591 TCCATTGGCTCCCATACTTC TCATAACCGCTTGTGTTTGC 274

Ai10B1089 Araip.B10 1089 c (T)10cctatttttttttaattattattgagcacagtaaaaattatcttttccttagtttcttgatgagatatttat(TA)694 2761572 2761665 CAGCTTAAGGCAGCTCCAAG AAAAACCCTAACAAAACCTTAAAAA 280

Ai10B1091 Araip.B10 1091 p2 (CT)6 12 2773511 2773522 CTTCTCGATTCCAAATCCCA TGGGATGAGAGAGATAGCCAG 233

Ai10B1095 Araip.B10 1095 p2 (TA)11 22 2783483 2783504 CGAAGAGTCGTCCACATTCA ACCGTTTTTAGAAGGACCCG 277

Ai10B1096 Araip.B10 1096 p2 (TA)8 16 2787497 2787512 TCCTCACTAGGCGTCTGGAT AAGCCAAGGGAACAGCATAA 279

Ai10B1098 Araip.B10 1098 p3 (TTA)5 15 2795846 2795860 CCCCTCACTCCAATTGAAAA TGTTGTAGGGTCAGCACCAG 276

Ai10B1101 Araip.B10 1101 p2 (AT)7 14 2805044 2805057 TCTTTGGCCGATAATTCCTC CCGTGGGCAATATGTTAATG 276

Ai10B1102 Araip.B10 1102 p2 (AT)6 12 2809466 2809477 TCCAGGTTTTTGAGATCCCTC AACTGCGTGCCCAAATTAGT 254

Ai10B1107 Araip.B10 1107 p3 (AAT)7 21 2815314 2815334 AGGGCTTGAAGTGAAAGCAA CCAAAAGAAAATCAAGGGCA 226

Ai10B1110 Araip.B10 1110 p4 (ATAA)6 24 2818195 2818218 CGATATTCAAGTTTGGGAGGA GCCAAACCCTACCATACCCT 246

Ai10B1111 Araip.B10 1111 c (T)11caattaggtccttcttagtagtaattgacttaattgtatagggacccaactaaaaagaaaaaattattggtacaggaactcaaataaaaag(A)10gtgtaggaactcaattg(A)10ttagtgtaggaacccaatt(A)11169 2819079 2819247 TTCACGAAATTTTCAATTAGGTCTC TTTTGTGAAATGTTCAATTAGGTCTC 262

Ai10B1113 Araip.B10 1113 p2 (GA)6 12 2822471 2822482 TTGGACGACATATGTTGAAACTG AGCATTTGGATGGTTGAAGC 274

Ai10B1116 Araip.B10 1116 p2 (TA)6 12 2826776 2826787 CCCACCCTCAAATAAACCCT GCTGATTTTGAGAAAAGAGAGGA 200

Ai10B1117 Araip.B10 1117 p2 (AG)7 14 2828813 2828826 CCCAAAAGTTTGATGGGACT GCCCCATATGGCTGTTCTTA 197

Ai10B1118 Araip.B10 1118 p2 (AC)6 12 2831934 2831945 CGCATTCCAAACTCTCCAAT GCTCAAGATGGTTAAGCAAATG 102

Ai10B1119 Araip.B10 1119 p4 (TTAG)7 28 2837415 2837442 GCATCATGCATAAACACCCA TGTGGTTTCTTTGTTGCTCG 152

Ai10B1121 Araip.B10 1121 p3 (TAA)11 33 2839495 2839527 TTTGCATTCTCCTCCTCCAC AAATCCGTCTCTACCCGTCC 272

Ai10B1122 Araip.B10 1122 p2 (AT)6 12 2844928 2844939 TTTGTATGACATGGTTGTTGAAA GCTCAAATGGCATAGTTTCTCC 212

Ai10B1123 Araip.B10 1123 p3 (AAG)5 15 2856261 2856275 GACCCAAAGCTTGGATTGAA TCGAAGCTCACCAACAACAA 280

Ai10B1124 Araip.B10 1124 c (T)10ccatcctttccctttgca(T)1038 2856409 2856446 GGTGAGCTTCGAAGGTTGTT TCGCATCCAAAGATGTTTCC 272

Ai10B1135 Araip.B10 1135 c (A)10cctactcttactcctactgaaaaatggcatgcgtaatattagcattcaaacatccgataagagatt(A)1086 2890320 2890405 GGGGTAATTTAAAGTCCAAACAA TTGGCTGTTTTCTTTTCTTTTTC 272

Ai10B1136 Araip.B10 1136 p6 (CAAGTT)6 36 2891058 2891093 CATAAAGCGTCTCAGCCACA CCTATGGCTTTGCCATTGTT 126

Ai10B1138 Araip.B10 1138 p2 (TA)7 14 2904075 2904088 TTGTGGTCAAAGACTCCCCT GGAATCTTTTTAAACTTGCCTGAA 267

Ai10B1140 Araip.B10 1140 c (T)10aagaaaaaaagatcttttaaaaaaagatgtaaattacagcttctcaaaaaagatc(T)1176 2905511 2905586 TGTTTGGATATCTCATGTAAAAAGG AACGTGTTTGGCAAATTTCT 225

Ai10B1141 Araip.B10 1141 p3 (TAA)7 21 2906394 2906414 TTCCAAAAATGAAAGTCGGC AGCTTAGCAGAGGAATGCCA 219

Ai10B1145 Araip.B10 1145 p2 (AG)10 20 2911147 2911166 TGGTGGTTAATTGATGATTACAAA GGAATCGTACCCTCCTCTCG 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B1146 Araip.B10 1146 p3 (ATA)7 21 2915536 2915556 ATATAAACGCGAGGAAGCCA GGGATGGTGAAGCACAAGAG 225

Ai10B1152 Araip.B10 1152 p3 (TTA)9 27 2923614 2923640 ACCTTTTGCAGAAGAGGCAC TGGCACACACAACTTCGATT 206

Ai10B1153 Araip.B10 1153 p3 (ATT)7 21 2923816 2923836 ATCGAAGTTGTGTGTGCCAA TCCTTTGAAGAAATGGAAAAGC 147

Ai10B1157 Araip.B10 1157 p2 (TA)9 18 2936419 2936436 TGAATGCCACATGCCTATTT TTAGCTGTGGACAACATCGG 255

Ai10B1158 Araip.B10 1158 p3 (TTC)6 18 2937948 2937965 TCCTCCCCTAAAATTGTCCC AACGACGACAAGGTCGAGAG 235

Ai10B1159 Araip.B10 1159 p2 (GT)6 12 2938996 2939007 CACCAGAACCTTCCATTGGT TGATTAGGCAGGGTTGAAGG 212

Ai10B1164 Araip.B10 1164 p3 (AAG)10 30 2955137 2955166 CGAACCTAGTGGTGACCGTT TTTCTCAACGGCGATTTCTT 248

Ai10B1174 Araip.B10 1174 p4 (TCTT)6 24 2991977 2992000 AATGGGTGTGTGGAGACTGC TTGTCGATTAGTGGCTGCAA 271

Ai10B1178 Araip.B10 1178 p2 (TA)8 16 3007217 3007232 TGGAAGTGGTCAATGCAAAA TTGCCGTATCAAAAGTAGGGA 158

Ai10B1180 Araip.B10 1180 p3 (GTT)6 18 3009903 3009920 GTACAAGGGGGACTGTGCTG TGGCAATCCCTTCTCTCACT 277

Ai10B1183 Araip.B10 1183 p2 (AG)6 12 3020999 3021010 ACAGAAAGCACCAATCAGGC GCATGTGAACCTTGCTGAGA 249

Ai10B1184 Araip.B10 1184 p2 (AG)8 16 3021197 3021212 TCTCAGCAAGGTTCACATGC CATGCTTAGCAGCAAATGGA 230

Ai10B1185 Araip.B10 1185 p3 (TAA)7 21 3023586 3023606 ACCAGGTCCATCACTGGAAA TTTGGATCGGACTATTGCTAA 267

Ai10B1187 Araip.B10 1187 p2 (TA)23 46 3027517 3027562 CACCTATGCATGACCACCAA TATTTGAAATTTGTGCCCCC 277

Ai10B1189 Araip.B10 1189 p2 (AT)6 12 3032906 3032917 TCGCTAATCCCCAAAATTCA GACAGGAGAGTGGCAAGAGG 221

Ai10B1190 Araip.B10 1190 c (ATT)12catttacctactcattattttattatcatgagttatgacatataaatcttctctaaacataaattaaggtgtaggag(A)10123 3035159 3035281 GCAACGCTGACTCACACACT TGTTTTGGGTGATTCAAGTAGG 259

Ai10B1194 Araip.B10 1194 p3 (ATG)9 27 3048515 3048541 CGCCCAAATATCTTCGTGTT CCCTCCTCATCTTCTGTTGC 231

Ai10B1195 Araip.B10 1195 p3 (AGG)9 27 3049022 3049048 GAGGAGAAGGGGGAAAAGAA CCTCTTCCTTCGTTATCATCG 138

Ai10B1196 Araip.B10 1196 p2 (AT)6 12 3051352 3051363 CGTGATTTTGCTTTCTTGCT AGGGAGTCAATGCACAAAGA 234

Ai10B1200 Araip.B10 1200 p4 (TTAT)5 20 3061771 3061790 TCTTTATTTTGAATGCATGTGTTTT ACCATGCAAGAGTATGCTGC 259

Ai10B1201 Araip.B10 1201 c* (A)13(AT)9* 30 3062494 3062523 ATCGACTGAAAATTGCTGGG TATGCAAAACCATGCTTCCC 265

Ai10B1204 Araip.B10 1204 p2 (AG)6 12 3084401 3084412 GCCTCCAGATTTTCAGAGCA CAACTCTTACGTATTAAGTGCGAATC 248

Ai10B1207 Araip.B10 1207 p3 (ATG)14 42 3086160 3086201 CGTCTCAGCGTGATTTACTACA TCTCAAGATTATCCTTTTTAGTCCA 280

Ai10B1208 Araip.B10 1208 p2 (TA)9 18 3086800 3086817 GATATGGCCCTTCGCTACAA AAAACCTTCTTCCTTCCCGA 280

Ai10B1212 Araip.B10 1212 c (T)11aatttatgtataatattggaagtgtctgtgttttttttaaaatgtatttgtgattataa(T)1080 3094661 3094740 CCATCGCACTCCTTCTGTCT CATTACAACTCCCAAATCAAACA 222

Ai10B1213 Araip.B10 1213 c (T)11aatttatgtataatattggaagtgtctgtgttttttttaaaatgtatttgtgattataa(T)1080 3096301 3096380 CCATCGCACTCCTTCTGTCT CATTACAATTCCCAAATCAAACA 222

Ai10B1214 Araip.B10 1214 p2 (TA)14 28 3111582 3111609 CATCGATGGCTCTTTCCAGT TCAACACATCCAAAACTCATGT 221

Ai10B1216 Araip.B10 1216 p3 (TTC)5 15 3119526 3119540 CATCCAGTGGAGCTATGCAA TTGTGGTGTTGTCTAAGAAGCC 251

Ai10B1217 Araip.B10 1217 p2 (TA)10 20 3122210 3122229 TCAATTCATAGATTTTTCCCGT TTTGCTTTTTGTTGGGTTTTT 265

Ai10B1221 Araip.B10 1221 p3 (GAT)5 15 3127312 3127326 TCAAGCTTGGCTTCAATCCT TTGGAAGCAACAGTGTGAGC 275

Ai10B1223 Araip.B10 1223 c (TCAGAA)5ctgttctgtgaagaataaagagttgttttcttcatcagtagtaatgctccctaataagatgaataatt(ATA)5113 3136417 3136529 TTTTGATGTAAAGGGCGGAG TGGCAAACTACAAGTGCTGC 217

Ai10B1224 Araip.B10 1224 p3 (TCA)5 15 3136660 3136674 GCAGCACTTGTAGTTTGCCA TGTTGTCATAGGTGATGGGG 167

Ai10B1225 Araip.B10 1225 c (T)10g(A)10g(A)1032 3138205 3138236 AACCTGTCAAATCACCCGAC GATTCCCATACACCACCACA 269

Ai10B1226 Araip.B10 1226 c (T)11(A)11 22 3139273 3139294 TCAAAAAGTGTGAAAAGAAAGTGG TTCGAAAATTTCCAGTGGCT 192



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B1227 Araip.B10 1227 p4 (TGAA)5 20 3140694 3140713 AAACAGTAGGCCAAGGCTCA TGCACAAGCAAAGGTAGCAG 212

Ai10B1228 Araip.B10 1228 p3 (AGT)6 18 3141514 3141531 GGGTGCATTGTTGTTGACAC GAAAGCTGCTTGAATGGCTC 253

Ai10B1236 Araip.B10 1236 p3 (CTC)5 15 3181188 3181202 ACTTTGGCTGTGATTCCCTG AACCAAAGCAAAAGCTGCTC 274

Ai10B1245 Araip.B10 1245 p4 (TTTA)6 24 3194229 3194252 ACATCCCATGGCTTTACTGC TTGTCTGGGTTAACCGATTTTT 279

Ai10B1246 Araip.B10 1246 c (T)10ggtgactgtcaatcatcaataaaataaaatcataaatttaagatgactaattaataccaattaaagtcgaattatttctaa(T)10101 3196917 3197017 GGAGAGAAAGGTGAAATCTCTTTA GGCACTTATTTTTATAGTGGAGGTTG 280

Ai10B1249 Araip.B10 1249 c (AT)7(AG)6 26 3202330 3202355 GCTCTGCACAAGGCTTTTCT GGTAGCAGGACTAAGCCACG 255

Ai10B1252 Araip.B10 1252 p2 (AT)8 16 3209785 3209800 CCTCTATGTGGGAACTGGGA ATGGAGATGGGGGACAAAAT 231

Ai10B1256 Araip.B10 1256 p2 (CT)9 18 3222978 3222995 GAAGCTTCTTCGACGGTGAC GGGAGAAGAGGAAGGGATGA 258

Ai10B1257 Araip.B10 1257 p2 (CT)8 16 3227953 3227968 GAAGCTTCTTCGACGGTGAC TGGAGGAAGAGAGAGCCAGA 256

Ai10B1258 Araip.B10 1258 p3 (TTG)5 15 3228591 3228605 TCGTGGTTGTTGATTTTGGA CTGCTCTTTGCAAACTTCCC 169

Ai10B1259 Araip.B10 1259 c (GA)17agagaatggggaaggagnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntccccc(CT)31165 3228965 3229129 TTTCTTCTTTGTTCTGCCGC GTCCCAGGAGCTTCCAGTTC 279

Ai10B1260 Araip.B10 1260 p4 (TTTC)8 32 3229438 3229469 CTCTGATTTTTCCCTTCCCC TAACCTAACCACCGCCACTC 116

Ai10B1263 Araip.B10 1263 p2 (AT)6 12 3241679 3241690 AAACATAACAACAATACCCAACGA TGCAAGCATGATTAAGAAAATGA 271

Ai10B1266 Araip.B10 1266 p3 (TAT)5 15 3248040 3248054 GAAACACAGGGCAGAAGGTG AATATCCTTTCCCGTGTCCC 154

Ai10B1268 Araip.B10 1268 p3 (TGC)5 15 3255826 3255840 CTTCCATGCCCAACTTACCA AGCAGCATCAAGTTCTTCCC 122

Ai10B1272 Araip.B10 1272 c (AATT)5aatattttattttaaatcacaagtaataaccaaataacattaacttatattaaaaaaaatttaaattccaaacataaaaattc(A)14117 3270382 3270498 CGGATTTCATTCCTAACAACTG TGGCATATTTTAGAATCCCCTTT 280

Ai10B1274 Araip.B10 1274 p3 (TAT)5 15 3275373 3275387 CAGCAAATATGGCCAACTGA TTCTAATTCCCCTCCAACCC 188

Ai10B1280 Araip.B10 1280 p2 (TC)6 12 3286495 3286506 TGGGATGTGCAGTTTGTTGT GGCACACATGTGCTTCTTTG 238

Ai10B1281 Araip.B10 1281 p3 (ATT)5 15 3287582 3287596 TCTGGCTTTGGTCCAATTTC AAGCAACTTGCAGTGTTGGA 215

Ai10B1285 Araip.B10 1285 p2 (AT)8 16 3298276 3298291 GCTCTTCACTGCAAAAGTCACA AAGGAGCCAGTTCGGGTAGT 255

Ai10B1288 Araip.B10 1288 p2 (TA)6 12 3301324 3301335 GCGTTCAAAACTCAAAATACAAGA TTTTCCTTGCTTGTTGCACT 235

Ai10B1291 Araip.B10 1291 p2 (TA)7 14 3305698 3305711 TTTCGATAAAGGTCCCATGC GGAAGCTGCCCCTTTAACTT 272

Ai10B1292 Araip.B10 1292 p3 (ATT)5 15 3308130 3308144 GGCTATGTTGCACCAGGTACT GCTCAACTCTGCAGCAAACA 252

Ai10B1294 Araip.B10 1294 p2 (AC)6 12 3313706 3313717 GTCACATCCCCCTCTTTCAA TCCCTGTTGCAATCTTTGTG 196

Ai10B1303 Araip.B10 1303 p2 (TA)6 12 3345771 3345782 TCAACACAATGTCCAACCTGA CTTGGAATGGCTCCAGTGAT 196

Ai10B1304 Araip.B10 1304 p2 (GA)10 20 3347304 3347323 GAAAGCTTTGCATACCCCAA CTGCATTCTCTTCCAGTCCC 250

Ai10B1307 Araip.B10 1307 p3 (GAA)5 15 3365704 3365718 CTCCATGAGATATTGCCGCT ACGAACTCATCATGAAGCCC 280

Ai10B1308 Araip.B10 1308 p3 (GAA)5 15 3369106 3369120 CTCCATGAGATATTGCCGCT ACGAACTCATCATGAAGCCC 280

Ai10B1314 Araip.B10 1314 p2 (TA)6 12 3388902 3388913 TTTTGTGGTTGGTGACGAAA CCGAAACCAAATGAGGAAAA 211

Ai10B1315 Araip.B10 1315 p5 (TTTTC)6 30 3390188 3390217 TGTGCAGAAAATCATTTGGC GAAAGGCAAACTCTAAGATGCAA 256

Ai10B1320 Araip.B10 1320 c (TCC)6ttcttcttcaaattcgcgcatgtagg(TTC)559 3406656 3406714 TCCTTTTTCGTTTCCTCCTTC TCGAACACCAATCATGTGCT 259

Ai10B1328 Araip.B10 1328 p3 (TTA)5 15 3424475 3424489 ATGAGAAGAAGCGGACCAAA AGGTGAAAACTCAAGGGCAA 204

Ai10B1329 Araip.B10 1329 p2 (AT)16 32 3429255 3429286 CACAGTAACAATAAACAAATGCAA AAAAATCCACTTTATGAGATTTGAA 279

Ai10B1333 Araip.B10 1333 p2 (AG)8 16 3439489 3439504 GCCAAAGAAGTCTCTAGCATAGG ATAATGGAAACAGATGCGGC 180
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Ai10B1335 Araip.B10 1335 p2 (TA)9 18 3440986 3441003 GCTCTCGTCCACATGCCTA ACCAATGCGTGTATGCTTCA 280

Ai10B1336 Araip.B10 1336 p3 (GAA)5 15 3441720 3441734 ATTGGGATGTTGTTCCCAGA GATCTTCCGTTCGCATTGAT 144

Ai10B1340 Araip.B10 1340 c (TTA)5tcagtgag(ATT)5gttagcc(ATT)1281 3459788 3459868 CATTAATCTCCAGTTACCCATCG TATTGGGCGAATCGAGTTTT 280

Ai10B1343 Araip.B10 1343 p3 (CAT)6 18 3467770 3467787 GTTCTACCAGCACACCCGAT TGGAGGAGAAAAAGGTGAACA 279

Ai10B1344 Araip.B10 1344 p2 (GT)6 12 3471021 3471032 GGATAAATGGAGGGGGAAAC TTGTGCTGGTCGTTGATTTC 262

Ai10B1345 Araip.B10 1345 p3 (TGG)6 18 3473009 3473026 GCAGCACACAGCATTCTCAT ACTGCACCATCACCACAGAG 192

Ai10B1351 Araip.B10 1351 c (CAA)6t(AAC)7 40 3499025 3499064 CTGTTTAATGCAGCAGCCCT AGCCCACTGAACCGAAATTA 132

Ai10B1353 Araip.B10 1353 c (ATG)10(GTG)7ggttctggtttaacttgggttcctggttgattttgttgttc(TGA)7113 3501078 3501190 TTCTTCCGCTTCTGCTTGAT TCACCCCCAAAATTAACCAA 251

Ai10B1354 Araip.B10 1354 p2 (AG)6 12 3507945 3507956 GCATTGCATTCAAAAGTGGA GCAGCACCTTATGCTCTTCC 215

Ai10B1355 Araip.B10 1355 p3 (CCA)5 15 3508291 3508305 ACCTCTTCCAAACATCGTCG CAACCACGCTGCTGCTATTA 137

Ai10B1358 Araip.B10 1358 p2 (TA)6 12 3518011 3518022 CGATAAAATGCTGGAATGGC GTACCTAAACCAGGCTGGCA 176

Ai10B1359 Araip.B10 1359 p2 (AT)8 16 3522919 3522934 CAATCAAAAATTGACGGCTACA CAACTTAAATTTTGGAAAGAGATGA 183

Ai10B1361 Araip.B10 1361 p3 (TCT)5 15 3526465 3526479 TCGTGATTGCTAATCCCCTT GGAAGCGGAGCTATTAGGGT 125

Ai10B1362 Araip.B10 1362 p3 (AAG)7 21 3527069 3527089 TGGTTATTATGGCACGACGA CCCTCAAAAGACACCCAAGA 171

Ai10B1363 Araip.B10 1363 p2 (CT)6 12 3527215 3527226 TCTTGGGTGTCTTTTGAGGG TGTTGTTCAAAATAGTCATTGTTACC 138

Ai10B1364 Araip.B10 1364 p4 (TTTA)6 24 3530822 3530845 TTCAAATTCATTTTAGGTATCAAAGC CCCTTATGTGCCACAAGGTTA 137

Ai10B1367 Araip.B10 1367 p2 (AT)8 16 3536500 3536515 AAAACTCCACCATGCGTCTC AAAAGAGGAGGAGGAGGAAAAA 215

Ai10B1368 Araip.B10 1368 p3 (AAC)5 15 3537214 3537228 ATGTCCGCGGAACAAAAGT GTTGACAATGGCATCGTTTG 238

Ai10B1378 Araip.B10 1378 c (A)10ggtcaatgacgaatttattctttactc(TAA)1273 3562075 3562147 CCAATCCTCGGAGACAAAAA TGTGAGCTAAACTGGTGAAGTGA 135

Ai10B1382 Araip.B10 1382 p2 (TA)6 12 3579404 3579415 TTGCTCTGCCAAACCTTTTT TTTACCATTTTGCCCTTTCG 177

Ai10B1385 Araip.B10 1385 p2 (GA)6 12 3602780 3602791 CAAAATGGTGTGTGGCTTTG TTCGTTCAACTGGGTTTCAA 114

Ai10B1388 Araip.B10 1388 p3 (TAA)5 15 3614142 3614156 TCCCCATTTATGCGAAGAAC AATCATGACTGTCACGGGAA 259

Ai10B1395 Araip.B10 1395 p2 (TC)7 14 3633239 3633252 ACGTGAGGGAGGATCCTGTA GGGGGATTTGGTTCCTTTTA 213

Ai10B1396 Araip.B10 1396 p3 (TCT)5 15 3633433 3633447 TAAAAGGAACCAAATCCCCC TTTCGTGTCGCTTTTGATTG 221

Ai10B1400 Araip.B10 1400 p3 (ATA)5 15 3658885 3658899 TGACCTGTGCTTGATTCTGC TTTCGCTTTTTGGTTGCATT 129

Ai10B1401 Araip.B10 1401 p3 (CCA)6 18 3659798 3659815 AAACCCCAATCACAAATCCA TGAGGAGACGAGGAAGGAAA 136

Ai10B1402 Araip.B10 1402 p2 (AT)7 14 3662427 3662440 CTAACTCAGCCCGCAAAGTC GGACTCTTGAAGCGAAGTGG 207

Ai10B1404 Araip.B10 1404 p2 (TC)7 14 3666282 3666295 TCACGAAAATTAAAAACGCTGA GGCGGTGGTACTGAGAACAT 220

Ai10B1406 Araip.B10 1406 p2 (AG)7 14 3667236 3667249 TGCTGGTGTTATTGAGTCGC CCATCATCTCTCCTCCTTCCT 153

Ai10B1409 Araip.B10 1409 c (TA)7(GA)7 28 3670957 3670984 TTTGGAGGTTCTTCTTTACCCTT CAACGACACACACAACACCA 200

Ai10B1411 Araip.B10 1411 p4 (TAAA)5 20 3683651 3683670 TGGGTCGATCTAAGCCAGTT GACTAATCCGTCGCGAATGT 110

Ai10B1412 Araip.B10 1412 p3 (TAT)14 42 3684791 3684832 TTGCAAGGTACGTGTCTACG TGTCACAAAGCAAATCAAAGG 238

Ai10B1415 Araip.B10 1415 p3 (AGA)5 15 3686350 3686364 TCCAGCCACATAATTGGACA TGCTGCTTCCTTGAGAGTGA 258

Ai10B1416 Araip.B10 1416 p3 (AGA)6 18 3686494 3686511 AGAGCTGCAGATGCTCTGTG CCCTGCGTACTTGGATTGTT 269
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Ai10B1419 Araip.B10 1419 p3 (TCT)5 15 3695388 3695402 TTTTCATGGCGTACTCCTCC AACCGTTTGGGTGTATTTCTG 236

Ai10B1420 Araip.B10 1420 p3 (AAG)5 15 3695816 3695830 GCACGTAAATGAAGAAGGGG TCGTTTCTGCACGTTCTTTG 110

Ai10B1422 Araip.B10 1422 p2 (TC)6 12 3705366 3705377 TGAAACACAAATTCATTATCCGA TGTGGGAGAGATTGGAGGAA 256

Ai10B1423 Araip.B10 1423 p2 (AT)6 12 3709122 3709133 ATGGTGGGTACTGGGTACGA GAGAATAAATCTGTTGGACTGCC 266

Ai10B1426 Araip.B10 1426 p3 (AGA)5 15 3714404 3714418 CCCTTTTCTGTTTTCAACGC GGGAAAATGTCGTCAATGCT 195

Ai10B1430 Araip.B10 1430 p3 (CAA)6 18 3732867 3732884 GTAGTGCCTGCCGGTTAAAA GACCGACGATAGAGGTTGGA 137

Ai10B1431 Araip.B10 1431 p2 (TA)6 12 3738302 3738313 TCCCACTATAAAAAGCTCCATGA CAATTCCTCGTCTCCACCAA 224

Ai10B1434 Araip.B10 1434 p2 (AT)10 20 3745108 3745127 ATTCGGTGTTCCTCATCACA TTTTAAACGCTTGAGCTTGTTTT 202

Ai10B1436 Araip.B10 1436 p2 (TA)7 14 3748385 3748398 TTCATTTCCGAAGAATTCCC GACGGTTTTAAATCTGGGTCC 237

Ai10B1437 Araip.B10 1437 p2 (AG)8 16 3749198 3749213 AGGGTGTTGGCTGTTAGGTG ACAACAACCATTTGCCACAA 118

Ai10B1438 Araip.B10 1438 p3 (TTA)6 18 3751137 3751154 GGGATGACAAAGGAAAGGAA ACTTGCACTATCCGCAAGGT 274

Ai10B1445 Araip.B10 1445 p2 (TA)7 14 3769680 3769693 TTTTGGTTGTTGCAATGAGTG TTTGCTGCAGTGTGTGTTGA 263

Ai10B1446 Araip.B10 1446 c (A)10catcctaatgtctaacataaacaccattcatatagagattttagattcacctaaaagtatttgactaattttttgctgacttggttcagtagc(ATT)5118 3774170 3774287 TCCCTCTCCAAATGCCTAAA CAAAATTTAAAACCCCAAGATCA 249

Ai10B1447 Araip.B10 1447 p2 (CT)6 12 3779462 3779473 GGAACATTGAACCTGGAATTG AGGGGACAAGCAGAGACTCA 166

Ai10B1449 Araip.B10 1449 p2 (CT)7 14 3784399 3784412 GGAACATTGAACCTGGAATTG TGCAGAAATTGCAGAAAACG 249

Ai10B1454 Araip.B10 1454 p2 (AC)7 14 3803488 3803501 TGCCTGTTTTTCGAGAGGAT GGATGGTGAAGGAATGGTTG 244

Ai10B1455 Araip.B10 1455 p2 (AC)6 12 3803682 3803693 CAACCATTCCTTCACCATCC TTCTGAGCCCTCATCTGGTT 218

Ai10B1456 Araip.B10 1456 p2 (AG)9 18 3818424 3818441 CCTGAACTGGCCAAACAAGT CCCTGAATTCCTTTGGTTCA 278

Ai10B1458 Araip.B10 1458 p2 (TA)9 18 3820325 3820342 TGCCTATCAAAATATGTACGGAA TCATGCTGATAACGTGTTGAGA 254

Ai10B1461 Araip.B10 1461 p2 (TA)6 12 3827013 3827024 GCATCCAATTCCTTCTCAACA CGCAAATCTATGGTTAATAATGAGG 280

Ai10B1462 Araip.B10 1462 c (A)11gatttttttttattttttaatgtgtttggcaaatttctagtagtaaaagtaaaagtact(A)1585 3827834 3827918 GCTTGTTTGGGCGTCATTAT TTTGGATATCTCATGCAAAAAGA 273

Ai10B1467 Araip.B10 1467 p3 (TAA)5 15 3830543 3830557 GCCTTTTGCAAACTCCATGT AGAGGAGGAGAGTGAGTGCG 235

Ai10B1469 Araip.B10 1469 c (A)14ggtttgtttggatgaaaatgcatgagtgttctttaagaattaagaggaatgttatttgggacgaaactcatttgggaaattttgg(A)14113 3833613 3833725 TTCAATTAAGAGGTTGCGGG TTCCCAAATGAGTTTCGTCC 235

Ai10B1472 Araip.B10 1472 c (GT)22(GA)10 64 3838561 3838624 ACCAACCAATCATCCGACTC GGGACGAGGGATACAAAAGG 225

Ai10B1483 Araip.B10 1483 p3 (TGG)5 15 3870247 3870261 TTCTGCTGCATTTGCTTCTG ATGCCCTCCACTACCATCAG 275

Ai10B1490 Araip.B10 1490 p3 (AAG)5 15 3883932 3883946 TGAAAGCTTCAACCGTCAAA AGGGGCAGTGTTTCAGTGAG 176

Ai10B1494 Araip.B10 1494 c (TA)8gaa(AG)8 35 3897661 3897695 GGAGAGTCAGGAAGACTGCG GACCATCGCAGGGATTAAAG 268

Ai10B1497 Araip.B10 1497 p3 (AAG)5 15 3903134 3903148 CCAGCCACCTTCCTTTCTTT CAACAGCACCATCCCCTACT 143

Ai10B1498 Araip.B10 1498 p4 (ATTA)5 20 3903676 3903695 TTCTCTCATCAGCAAAGCCA AGTTTTGTTCCCACCAGCAC 204

Ai10B1500 Araip.B10 1500 p3 (AAC)7 21 3905810 3905830 TCGACTACATGGATCAAACGA TCGACTCCACCTAATGAGACAA 218

Ai10B1501 Araip.B10 1501 p2 (AG)8 16 3909273 3909288 CCCGTTCATTTTTGTATGCTT TTGCACATGCCATCAACTAAA 279

Ai10B1502 Araip.B10 1502 c (A)12cacccaatttggcccttgtcttttttatttgggattgattagctcctgtgcaaaaaaaataacattga(T)1090 3911204 3911293 CATGAGTGAATACTGCGTCCA AAATCCAAAACCGCCCTAAC 261

Ai10B1504 Araip.B10 1504 p3 (TTA)5 15 3915993 3916007 AGCCCGATCCTCTTCTCACT TGCTTGGCCAGTGTCTGTTA 279

Ai10B1505 Araip.B10 1505 c (TTCA)6tggcttcttctaacagacactggccaagcatgtttaagtccaagcccacatggcagcatgatatcactatcaccgcca(CTT)5ctagtac(TAG)5139 3916132 3916270 TGGCAAGAGACAGAGAGACAAG TGTCGTCGCAAGAGTAAGGA 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B1506 Araip.B10 1506 p3 (ACT)7 21 3916590 3916610 TCATCCACCTCATCCTCCTC GGAATAGTGGCGGTGTGATT 122

Ai10B1509 Araip.B10 1509 p2 (TC)7 14 3924114 3924127 ATTCAACGGCAATCCATCTC CGATTTTCCCACACCAGAGT 217

Ai10B1510 Araip.B10 1510 p3 (AGG)7 21 3925824 3925844 GGAACTAGGTCACCAACCGA GCCAAAACCCTCTCCTCTCT 159

Ai10B1513 Araip.B10 1513 p2 (TA)6 12 3933940 3933951 CGGAAGAAAAGTGAGAACGC CACCAAAACGTAAAAGACCAA 250

Ai10B1516 Araip.B10 1516 c (T)13gtcgccggccttgcccactttcatgtcgttattattctttatccttccttacaatgcaaaactct(ATA)593 3945829 3945921 TGAATTAAGTTTTCACTTGCCG TCTCTTATCCCATCCATCCAA 251

Ai10B1518 Araip.B10 1518 p3 (ATA)6 18 3947221 3947238 TTCCCTTGGCTTGATGTAGG GTGGCCTGGTTTTACTCCAA 192

Ai10B1520 Araip.B10 1520 p3 (GAA)5 15 3957566 3957580 GTCATAGTCGGCAATGGCTT TGGGAAACACCGAAAGAAAC 234

Ai10B1521 Araip.B10 1521 p3 (CAG)5 15 3964565 3964579 GCTGGAGGACGAGAATCAAG CTCCGGGATTCTCTTGTTGA 239

Ai10B1522 Araip.B10 1522 p3 (AAG)7 21 3967455 3967475 ATAGGCTCATGCGGTTCTTG AGGCTCATTTGTGTGGAACC 233

Ai10B1528 Araip.B10 1528 c (T)10ag(A)13gaaaggtactacaactttacaagacaaaacgacgcctctcccagtagtaccactacttttatgtacaccatacgttaacattagttttcttt(A)10127 3978416 3978542 ACCTCTTGCAACATTCACATT CAAAATTAGGTCCACCATTTTCA 275

Ai10B1529 Araip.B10 1529 p2 (AT)6 12 3982179 3982190 TGGTCCGATTTGTGTATTCTGA TAAACCGCTGTCCCTACCAC 274

Ai10B1533 Araip.B10 1533 p5 (TTATC)5 25 3990291 3990315 CGTGTCCTAACTGCGACTGA TTGATTGTTGATTGATTGAATTG 276

Ai10B1534 Araip.B10 1534 c (A)10ggaagc(AT)628 3991039 3991066 CATAAGCACAAATAATGTTGCCA TGTCATTTTTCAACACGGGA 112

Ai10B1538 Araip.B10 1538 p2 (GA)6 12 3995307 3995318 CATCGCTCCACTCTTGTTCA TTTCAGAGAGCGTGAAGGGT 252

Ai10B1541 Araip.B10 1541 p4 (AAAT)5 20 4007094 4007113 TCCAAAACATTGTGAAAAAGTCA TGGTGCACACTATGGTGAAAA 247

Ai10B1549 Araip.B10 1549 p2 (TA)6 12 4027443 4027454 TTGGGTGATCATTGACCAAG TGCTGCCCTGCTACTCTTCT 241

Ai10B1554 Araip.B10 1554 p3 (ATA)5 15 4039773 4039787 TGAGTGGGAAACATGGATGA TCAACCAAGAATGATGGCAA 201

Ai10B1556 Araip.B10 1556 p2 (TA)11 22 4049616 4049637 TTGTCAAAATTAGGCCAGACAA TGCTTATTTGGTTAGGATTTAGATTT 196

Ai10B1561 Araip.B10 1561 p2 (TA)6 12 4054287 4054298 GCTTGTAAGCCAAAAAGACTTG TGGTCGAGAGAGGATAGGATAA 261

Ai10B1564 Araip.B10 1564 p2 (TA)6 12 4056793 4056804 TTCTCATTTCCTCCATCCATT TGCATGGAATTTGGAGGATT 157

Ai10B1570 Araip.B10 1570 p3 (TTA)5 15 4081277 4081291 ACACGAACATCAAGCAATCG CCAAAGCCAAAGGAAAAACA 236

Ai10B1571 Araip.B10 1571 p3 (CTG)5 15 4081643 4081657 TGCCTTTTCCATTCCTTGAC TTTCTCCCCTTTCAAACCCT 250

Ai10B1575 Araip.B10 1575 p3 (CCA)7 21 4091861 4091881 CATAGGGGCTTGAAGATCCA TGATCCGCATAAGAGAGCAA 194

Ai10B1577 Araip.B10 1577 p4 (CGAC)5 20 4104844 4104863 TTTCACACTTTCAACGCTGATT CCTTTTTGTGTGTCCTTGGAA 260

Ai10B1581 Araip.B10 1581 p3 (ATA)7 21 4111017 4111037 TGATTTCTCGCCTTTGCTTT TGTGGATGTGTCTTTTGGGA 220

Ai10B1582 Araip.B10 1582 p3 (TAT)5 15 4112527 4112541 TGACGAATGGATGTAAGGCA CGCACCAAAGAGAAACAAGA 235

Ai10B1583 Araip.B10 1583 p2 (AT)7 14 4113268 4113281 CATGATGCATGGTGCAACTA TGAGCAACTATGCTTTTGCC 257

Ai10B1584 Araip.B10 1584 p3 (CAA)6 18 4113578 4113595 TCTTCAGCAAAGTCACCCCT TGGTGTACCTGCTTGTGTCC 234

Ai10B1585 Araip.B10 1585 p3 (ACA)5 15 4114111 4114125 AGAGGCAAGGCATGAGTGAT ATTGCCTCCTTGGTTGTTGT 182

Ai10B1586 Araip.B10 1586 p4 (TCAT)5 20 4114938 4114957 TGCATGTCCTTTTGGAAGTG TGTAGGTGAAGACGGCCTTT 275

Ai10B1587 Araip.B10 1587 c (A)10tcaatgttgttttttttggcacaggggctaattagtc(A)12gatcaaaggccgaatttggtg(T)1090 4115192 4115281 ACCTTGAAAGGACAACGAGG AAGAGAGTGGCAAAAGGGGT 269

Ai10B1590 Araip.B10 1590 p3 (AAT)6 18 4125879 4125896 AATCTGCCACTTAACGCAGC TCAGGGGTGACACTTCAACA 265

Ai10B1592 Araip.B10 1592 p3 (TAT)5 15 4127180 4127194 AAGTGGCCACATGAGCTAAGA GATCTGTTGGAATTCCTGGC 220

Ai10B1599 Araip.B10 1599 p2 (TA)6 12 4142519 4142530 TCTCGTGCTGATAACGTGTTG GAGGGGATTTACGTTGCAGA 211



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B1600 Araip.B10 1600 p2 (TA)9 18 4144076 4144093 CCTTGCCACGATTTACGTTT TGCAATTCTCTCTCTTTTTATTTTT 275

Ai10B1601 Araip.B10 1601 p2 (TC)7 14 4144806 4144819 CATGAAATCCAACGTTGTCG TACGAACCAAAGTGGGAAGG 252

Ai10B1603 Araip.B10 1603 p2 (TA)8 16 4149715 4149730 TGCTTTGTCAAATCGAAGAGG CAGATATTCATCGAGGGGGA 168

Ai10B1608 Araip.B10 1608 p2 (AG)7 14 4162091 4162104 AGAGTGCATTGAACCCAACC GTGGTGTGCTGCTGGTAAGA 169

Ai10B1610 Araip.B10 1610 p2 (GT)6 12 4163510 4163521 CAGTGCAGTTTTTGCCTTCA CCCACGCTGTATTAGGCATT 246

Ai10B1615 Araip.B10 1615 c (TTC)5tcgtgacacttcgtggtcttcttcttcgttatttttctctttcgttatcgccgtcaccaacaccaccacctcctct(TCC)5106 4182108 4182213 ATTTACATTCACGCGCCC GCAACGTCATCAATATGGCA 280

Ai10B1616 Araip.B10 1616 c (T)10cttattcatctttcatttcttgttttaccttctcaagtttcttcttgttttattctttcttaacaagaataaaaacaaaaaaagtcaaaca(AAG)5116 4182926 4183041 TCTTTTTCCTTTTTCATTTTCTGC GAATGTAGGTTCATCCTCTTCCA 197

Ai10B1619 Araip.B10 1619 p2 (AT)18 36 4184817 4184852 ACTCACGAGCTGGCTCAAAT CCCAGCTCATTAACTCGTGA 280

Ai10B1622 Araip.B10 1622 p2 (TA)8 16 4189531 4189546 AGTTGTTTGAGGGTGCCTGT ATTGATTTTCGGGTTCAGCA 276

Ai10B1627 Araip.B10 1627 c (T)12aaacgaggtatggatcttgggctagggctaaaaacctacctggtgccccgaccgacccgactgaagggaggccctg(T)1199 4212872 4212970 CAAAACGGCAGCAGATAACA CGGTCACCTGAGCTATGGAT 278

Ai10B1629 Araip.B10 1629 p2 (AT)7 14 4216577 4216590 AAACCTCTCTCGTTAGGGATGA GAAGATCAGAACCACCAGGC 279

Ai10B1631 Araip.B10 1631 p2 (AC)8 16 4229249 4229264 GCTTGTAATGTCAATTGCTTGG CGATGAAAAATTGGCATGTG 236

Ai10B1632 Araip.B10 1632 p2 (AT)6 12 4231744 4231755 TGTCCAGCTAAACGCCTTCT CCTTGTTCCTTTGAACCTATCC 209

Ai10B1633 Araip.B10 1633 p3 (ATG)6 18 4232758 4232775 TATGGCGCTTGTGATACTGC TAGTTGGGGCGAGAGAAAGA 203

Ai10B1642 Araip.B10 1642 p4 (TTTC)5 20 4250335 4250354 GCGCACTGTCTTTCTCTCCT TTACCCCACCGTCTTACTGC 276

Ai10B1650 Araip.B10 1650 p2 (TA)6 12 4270221 4270232 TCGCGTGTAAGTTCAGGAATC CATGAAAAATAAGTTGAAAATCCA 278

Ai10B1651 Araip.B10 1651 p2 (TA)6 12 4274906 4274917 TCAGAATTGGTTTTGTCGCA AGAAACATGGGGAGCAAAAA 241

Ai10B1652 Araip.B10 1652 p2 (TA)6 12 4275554 4275565 AGGCTGCACTACTGAGCTGC GCAACATATCCAACAAGAACCA 252

Ai10B1653 Araip.B10 1653 c (ATT)5atagggcaaacgtaacctattgtaatagtactgttactactgtagaatataatagtccttaattcttgtgcaatattattctgagactccatgaga(T)10121 4276835 4276955 GACAGGTTGCTTCCGATCAT AGAAGTTATGAATTCGCGTCA 255

Ai10B1654 Araip.B10 1654 c (A)11gaaatttataattatatactaatccaaaatttcaagatttttaagtactttttgttttatgttattttttaggtcaaatactaaga(T)12109 4281108 4281216 TGTGGTATGGATAATTTGAGTGAA TCGAGGGTTCAAGGTCAAAC 250

Ai10B1655 Araip.B10 1655 c (A)15gaaaaggcaagggaatgtttgaaatatattgtactggaaatgaatgaaccataaagtcaaaactaggttgaat(TG)6100 4284771 4284870 TGGCATGAGTGCTTCTTTTC AACCTGAAGAGAGGGTGACA 275

Ai10B1660 Araip.B10 1660 p3 (TGC)5 15 4295196 4295210 TCATGGAATCACACCTTGGA AGGATCATCGGAGAGCAGAA 159

Ai10B1661 Araip.B10 1661 p4 (TTTA)5 20 4295794 4295813 CGGGGCTGTAGATAGAGGTG TTCACCCATGAGATAACAACCT 181

Ai10B1664 Araip.B10 1664 p3 (TCT)7 21 4317750 4317770 CAAGTAGCGCTGGCTTTTTC GGGAGAGAGAGGAGAGGGAA 125

Ai10B1670 Araip.B10 1670 p3 (GGT)5 15 4336970 4336984 AGGAAGTCATTCTTCCGGGT TTGCCTGATAATGCTGCTTG 187

Ai10B1672 Araip.B10 1672 c (A)10taccaatattttttcatataaaaaaaaatcagccgttatatgtttttgtgagattcttttcctttacaataatatcacaaaagtgc(TATT)5116 4342562 4342677 AATACGCCTTCCACGTGTTG TGCTCCTATACACAGCGTGC 265

Ai10B1676 Araip.B10 1676 p2 (AT)7 14 4346068 4346081 TTGTGAGTTACATACCTATTTTGTTTG CCACGGAAGACAGAGGCTTA 278

Ai10B1686 Araip.B10 1686 c (CT)8ttctctctttctctcacacacactgatttctagagagagaaaataataacaacgga(AG)990 4353203 4353292 GTCTTGGTACCTTGGGGACA CGCGTAGGGATGGATTAGAA 265

Ai10B1687 Araip.B10 1687 c (TCT)10cttcttcttcttcgtcttcttct(TCTTCC)17(TCT)5170 4354252 4354421 AGCGTAACTACACGCGCC GAGGAAGAAGAACGTGCAGC 280

Ai10B1692 Araip.B10 1692 p2 (TA)6 12 4367364 4367375 TATCTTGCATGCATTCGGAC TTGATTGTATTGGGAAGCTGG 268

Ai10B1695 Araip.B10 1695 p3 (GAC)5 15 4374138 4374152 GAGAGAAGAGCTCGTGTGGG CATGATGGGACTAACACCCC 249

Ai10B1697 Araip.B10 1697 c (CA)7accaa(AAG)740 4382760 4382799 ATCATGCAAAGGGACCAAAA TGATTTTTAGGCCAAGCACA 231

Ai10B1699 Araip.B10 1699 p5 (AAACA)7 35 4385564 4385598 GTCAGATCCCACCTTCCGTA CTTCCATGGCGATTTGATCT 244

Ai10B1700 Araip.B10 1700 p3 (TGA)5 15 4390204 4390218 AAGCTCTTGGCTTTGGCTTT AAGTGTTTGTGGGGAAGGTG 246
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Ai10B1705 Araip.B10 1705 p4 (CTAT)5 20 4396984 4397003 ATCAATACCGCATGCACAAA GGCCATAGCCTCCCTTTATC 185

Ai10B1707 Araip.B10 1707 p2 (AT)8 16 4399140 4399155 GCATCGCCATGAGTAGGTCT TTGAGTGGCACTTAGTTTATTGAC 267

Ai10B1709 Araip.B10 1709 p3 (CAT)13 39 4400810 4400848 TGAGGTGCCATGATATCCAA TGGTTCTCCTACGATGGTCC 250

Ai10B1717 Araip.B10 1717 p2 (AT)6 12 4423556 4423567 GATTGGTTCGGTTCGGATAA TGGTTCGGGTATCGATTTTG 279

Ai10B1720 Araip.B10 1720 p3 (AAG)5 15 4428253 4428267 TCATCATCACCATCTTCTTCTTC TTGCTGCAAATACAGAAAAATG 255

Ai10B1721 Araip.B10 1721 p3 (GAA)5 15 4428657 4428671 AAAAGAACCACGATGAGGATG GAGCGTGTAAACATGCGCT 195

Ai10B1727 Araip.B10 1727 c (T)11aatccaacaaaaataaaataaaacaaaataattctcnnnntatcctttttttcttttaaaaaaatat(ATA)593 4445708 4445800 ACCTGCAAACTTTGGGCATA TCTGCAGGGATTTTAACGAGA 235

Ai10B1732 Araip.B10 1732 c (A)10tatcagttaaa(TAAC)541 4455453 4455493 TTGGCTGAGAAAGGTTGCTT GCTGGCAAGTACCAAGTAGGA 119

Ai10B1733 Araip.B10 1733 p3 (TTA)5 15 4456059 4456073 CTTATGCAGCAACCATTCCC CAAAAGAAGGCATCAAGTGGA 263

Ai10B1735 Araip.B10 1735 p4 (TATG)14 56 4459520 4459575 CACTTCGTCCCAAAATTTCC GGTTTCATTATTCATTTTGGCA 226

Ai10B1737 Araip.B10 1737 p2 (AT)6 12 4460702 4460713 TTTTAACATCATTCATTTCCCA TGTGTGGATGGAACGAAAAA 144

Ai10B1742 Araip.B10 1742 p2 (AT)9 18 4473055 4473072 GCTCACGAACTGGCTCAAAT GCCGAGTTTGAGCTTGGATA 216

Ai10B1747 Araip.B10 1747 p2 (TC)9 18 4480065 4480082 ATAAAAGATCACCCCGGGAC ACTTAAAGGCCAACATGGCA 278

Ai10B1749 Araip.B10 1749 c (A)12gggaaagaaccaacccttcatgtcttc(A)1453 4482030 4482082 TGCTTTCTTTCCTTTGGCAT CCTTTATTGTCCATGTGCCC 263

Ai10B1753 Araip.B10 1753 p2 (TA)6 12 4515658 4515669 ACCCAAAAATGAAGCATCCA TTTCTTCCACCGAAACCAAG 190

Ai10B1755 Araip.B10 1755 p2 (TA)10 20 4516642 4516661 GAAATGGAATTCGAACCAGC GGCCAAAACCAAAGAAACAA 233

Ai10B1759 Araip.B10 1759 p2 (AT)8 16 4538333 4538348 TTTTGAGCATATAACTTTGTTTAGGTT TCCTTTAAATCTTCTCAAAATCCC 148

Ai10B1762 Araip.B10 1762 c (A)10gaagctaaattccgaaaatagagagggaaataatggacctggaagatgagcaagagtacgagcagcaaat(GGA)595 4541135 4541229 TCTGGCACTCTGCTAGGGTT CCAAGCGTCCTCCTGAGTAA 277

Ai10B1763 Araip.B10 1763 p2 (AT)10 20 4542995 4543014 TGTTGGATTTGTGTTGAGCA TTGCTCCTCTTTTCCCAATG 190

Ai10B1769 Araip.B10 1769 p2 (TG)6 12 4560971 4560982 TCAGAGGCCAAAGAACATGA TCACCATTGATCACCAGCAT 274

Ai10B1771 Araip.B10 1771 p3 (ATT)5 15 4573211 4573225 GAATTCTCCTATACAACCGTCAAA TCGAAGGCTTCTTCCTCAGA 264

Ai10B1774 Araip.B10 1774 p2 (TA)7 14 4579674 4579687 CAAATGCGATTCTCTCTCTCTTT AAATCAAACCATAACTGAATTGAAGA 278

Ai10B1776 Araip.B10 1776 p3 (CAT)6 18 4587477 4587494 CCGGTACTCCTTCACTGCTC GCCTAGCAAAGCTGGTTGAC 270

Ai10B1784 Araip.B10 1784 p2 (TA)9 18 4604706 4604723 TCCAAACATGTTAAACACCAAA GAAATCGGGTCCAATCTGAA 231

Ai10B1785 Araip.B10 1785 p2 (AT)7 14 4605018 4605031 TCCATGCTCACCCCTAAATC AGAGCATTGGGAGGACCTTT 132

Ai10B1788 Araip.B10 1788 p2 (AG)6 12 4607623 4607634 CCCTCTTTTGAAGTGCAACG CTTGAATGCCATTTTCGGAT 270

Ai10B1789 Araip.B10 1789 p2 (AG)6 12 4613345 4613356 TCCATCCCACAAAGCTTCTC GCTTGATTTAGCTTGGGATTTC 219

Ai10B1794 Araip.B10 1794 p3 (CTC)6 18 4637049 4637066 CTCCTGAATGGTCCGTTGTT GGCATAAGGCTTCAAAGCAA 130

Ai10B1795 Araip.B10 1795 c (TCA)5(TCT)10 45 4641680 4641724 GCTAAGAAGTATGCCACGCC GGAAGAGGAAGAGGAAGAGGA 257

Ai10B1797 Araip.B10 1797 c (CTC)5atcttctgctgcttcttcttcttcaaaaacgacagatagaaaagcacgtaaatgaagaaggagaaagagaagacaaaaaacgaaagaa(AAG)5118 4642114 4642231 CAGAAATACACCCAAAGGATTACA CTGCACAATTTCACTGCACA 277

Ai10B1798 Araip.B10 1798 p3 (GAA)5 15 4642348 4642362 TGTGCAGTGAAATTGTGCAG TCCATGCTGAATATAGGTGGC 268

Ai10B1799 Araip.B10 1799 p2 (GA)17 34 4659935 4659968 AAGGCACACTGATTTTCGCT TGCGAAGGTCTTTCAAGGAT 201

Ai10B1800 Araip.B10 1800 p2 (GA)6 12 4660290 4660301 GAGGAGGAGTGGGGTTTCTC TAAATGTGAGAGGGCGTGTG 155

Ai10B1801 Araip.B10 1801 p3 (TAA)5 15 4660866 4660880 TCCTCAACACAAGCAAATCAA CGATTTTTAAGTATTAACTCCGTCC 244
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Ai10B1804 Araip.B10 1804 p2 (TA)6 12 4663022 4663033 AACGATTAACACACGCGAAA CCTCGGTATCAACAGGTCAGA 257

Ai10B1807 Araip.B10 1807 c (T)11gtattgttatcttttatgctctacttattatttgctttgcttaatttttattaatttgttagttttttttgtattgttatcttttatgctccacttg(T)11119 4676361 4676479 GCAATGCCAAAGATGACAAA GAAGCAATAGCTCAAATGGCA 268

Ai10B1808 Araip.B10 1808 p2 (TA)6 12 4677109 4677120 AGTTGGTGTGGAGAAATCGG TCGACTATCTACGGTTCGGG 243

Ai10B1811 Araip.B10 1811 p3 (TAC)6 18 4679417 4679434 CAGGTTCTGTGCTCCCTCAT CGTTGTTAGTTGGCGTCTCA 277

Ai10B1814 Araip.B10 1814 p2 (TA)7 14 4691727 4691740 TGCCCCCTGTAGTACGTAGG TGGCATGAACTCATCCTTCA 240

Ai10B1817 Araip.B10 1817 p3 (TCA)16 48 4697220 4697267 TTGTTTTTATCATGAATAGAGTAATCG TTGGCTCCTCATACTTTCCC 249

Ai10B1821 Araip.B10 1821 p4 (TATT)5 20 4712583 4712602 GCGCACTATACGGCAGACTT AAATCTTTCAAGGACGATTTTCA 273

Ai10B1834 Araip.B10 1834 c (TC)12(AC)8 40 4767450 4767489 TACAGCCTCAGCTGGTTTTG GTGATTTCCTGGTTGGTGCT 267

Ai10B1841 Araip.B10 1841 p4 (TAAA)6 24 4781164 4781187 AAGTTGCGTCCACATTCCAT GCTTTCGCAAATGTTATGCT 199

Ai10B1843 Araip.B10 1843 p2 (AT)11 22 4782709 4782730 GTTCGGTTCGGATAATTGGA TAGAACTCGAACCAACTCGC 274

Ai10B1845 Araip.B10 1845 p3 (AAC)9 27 4785416 4785442 AAGGCCTTGTTGCAATCATC GCTCTACAGAAATGGCGAGG 218

Ai10B1846 Araip.B10 1846 p3 (TCC)5 15 4785762 4785776 AAATGGTGGTGGTGGAAAAA GGCTGAAACTGAACATGGGT 277

Ai10B1847 Araip.B10 1847 p3 (TCA)6 18 4786999 4787016 AATCATTCCTCTGGTGCTGG GCCCACAGATGAAAAATCCA 116

Ai10B1849 Araip.B10 1849 p2 (TA)6 12 4788267 4788278 TGGTCAATAAATGTAATTGCAGG CAGCCAATGAAATTGCTGGT 217

Ai10B1850 Araip.B10 1850 p3 (ATT)5 15 4788425 4788439 CGCATAATCAGTCTTTACCAGC GGCCACCTCAAACAAACAAG 249

Ai10B1851 Araip.B10 1851 p2 (AT)7 14 4788599 4788612 CAGCAATTTCATTGGCTGAA GGCCACCTCAAACAAACAAG 231

Ai10B1852 Araip.B10 1852 c (A)10ttgtgttccatacttccatctttctcatgaaacttgagca(T)1363 4788908 4788970 TATGCATCCATCAAAGGCAC CTTTGTTGGGCCTCTATCCA 259

Ai10B1855 Araip.B10 1855 p2 (AG)6 12 4793325 4793336 TTGAAAATTGGTTTTGCCCT ATGAAGCAGAACGCACCTCT 275

Ai10B1857 Araip.B10 1857 p2 (GA)6 12 4801088 4801099 AGAGAAGAAGACGCGAGACG ACTCCCAACTCAGCCTCAGA 156

Ai10B1863 Araip.B10 1863 c (A)10gtgtcattttaacattttacaagagaggagaatgaaattttctc(T)1266 4812110 4812175 TGTATTTAAGGGTATTTTGGTAAGCA CAAGAACACAAGGATTTAAACTGAA 255

Ai10B1866 Araip.B10 1866 p2 (AT)7 14 4815713 4815726 GCAAAGAAATTATGGCGTGTC TTTCAGCCATCTAATTCCACG 206

Ai10B1867 Araip.B10 1867 p2 (AC)9 18 4816163 4816180 CACAATGCAATGCAAGCTCT TGGTGGATACGAAGGAGGAG 137

Ai10B1868 Araip.B10 1868 p3 (ATC)5 15 4816340 4816354 CTCCTCCTTCGTATCCACCA ACCACAAAGCCCTCCTAACC 184

Ai10B1873 Araip.B10 1873 p3 (ATT)5 15 4833718 4833732 TTTTTCCGTTCTTGTTTATATTGTT TAAGCGGTTATTCGCCTCTC 270

Ai10B1879 Araip.B10 1879 c (AGG)5agaagaacctgtgcgaatttga(AAG)552 4848048 4848099 AGAAAAACCTGCGCGTGTAA CACACTCGCTTCTCCTCCTC 108

Ai10B1880 Araip.B10 1880 p2 (CA)6 12 4849858 4849869 AATTGAACAATCCCAAAGCG GCCGCCTCGTAAATCACTAC 272

Ai10B1882 Araip.B10 1882 p3 (GGT)5 15 4853977 4853991 CAATTTGGCTGATGATGGTG GCTATGCTGATGGAGGAAGC 159

Ai10B1884 Araip.B10 1884 p3 (GAT)7 21 4863097 4863117 CTGGGGGACAAAACGTAGTC TCAAATGGAAGTCAAGGTCC 274

Ai10B1889 Araip.B10 1889 p2 (TA)8 16 4867880 4867895 AGAAAGGAAGCGCATGAAGA CCATGGTTGAAGAATGAACG 254

Ai10B1890 Araip.B10 1890 p2 (TA)14 28 4868463 4868490 TCCAACTTTTACATGCAACTAGC TTTTTCTTACTTTTGCCCTACTTT 279

Ai10B1894 Araip.B10 1894 p3 (TAT)10 30 4878295 4878324 GCAATTGACATTATGTGCCG TAAGGAGTCAGGCTGCTGGT 215

Ai10B1895 Araip.B10 1895 p3 (TCG)5 15 4878555 4878569 GAAATTCGTCTCGGAGTTGC AGATTTGTTTCGCGCCTCTA 211

Ai10B1896 Araip.B10 1896 p3 (TCA)5 15 4880634 4880648 AATTTCCACCACACACGATG CAGAAAACCAAAACCAGCAAA 260

Ai10B1900 Araip.B10 1900 c (TTA)5tagcttgatgattgggtgttgtgccgaatatatgaaaaaagcaaccgtggcaattttgcaagaacagcgttgatggagcaccatgatc(ATG)6121 4891887 4892007 TGCTTTTCCCTTTTTCTTTCTTT TAATGTTGTGTGGGCTTGGA 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B1901 Araip.B10 1901 c (T)12atatttattaattactgtttgaatac(AT)956 4892788 4892843 TGTTAACAAAAATGTTTGGGGAT GAAATTCAAACTCGCAACCTC 268

Ai10B1907 Araip.B10 1907 p3 (CTC)6 18 4912509 4912526 TGTTTTTGCAGAGATGGCAA CTTAGAGCGAGGAGGGGACT 215

Ai10B1910 Araip.B10 1910 p5 (TTAAT)6 30 4919243 4919272 ATGGCCTCCATTGCTTAGTG CAAAGGCCTCTGTTATCCCA 232

Ai10B1912 Araip.B10 1912 p4 (ATTA)5 20 4922137 4922156 AAAGCACCTTGTCACCTTGC CCATCACCAACCCTCAAGAT 279

Ai10B1913 Araip.B10 1913 p2 (TA)6 12 4922575 4922586 CACAAGGTCATCAATGGCAC TTCCATCATCAACCAAGTTCC 225

Ai10B1914 Araip.B10 1914 c (T)10aaccctcaaaacgatgtaa(T)1241 4923374 4923414 TTTTGATGCAAATCGGTGAA TGTTGGCGAAACTCTGTGAG 220

Ai10B1916 Araip.B10 1916 c (A)13gaaccggcaaaaactgatttgacttgttggttttgatgcaaattggtgaattagcagatttatgaaatccagactggttcgaa(T)10aaccctcaaaacgatatcgttttaatttttttttg(A)13154 4924234 4924387 CGACCTAAGCAGCCGAACTA GAGTGAGAGAGCAGGTTGGG 259

Ai10B1919 Araip.B10 1919 p3 (ATC)5 15 4926093 4926107 CGATTTGCATCAATTTTACCC GGAGGTTGACAGTGGTTGCT 188

Ai10B1921 Araip.B10 1921 p3 (TGA)7 21 4927193 4927213 GGAGAGGACGGTGAAGATGA CTCGTGCTGATAACGTGTTG 280

Ai10B1923 Araip.B10 1923 p4 (ATAA)5 20 4934369 4934388 GGTGTAGCACCTCCATCGTT GTGCCTCTTGGTTCGTTTGT 140

Ai10B1924 Araip.B10 1924 c (TCT)5tccaaatttacacacgcatg(TTC)550 4936198 4936247 TTGTTCAATTCATGGGTGGTT GAAGAAGAAGGAGGAGGAGGA 192

Ai10B1925 Araip.B10 1925 c (GAG)7aagcagatgaaaaacatacgtgcac(GAA)5tgaaagaagaagaacctataagcacgaatttaaaaga(AGG)5113 4937187 4937299 TTGGTGTTGTTGGTGATAACG TCGTCTTCGTCTTCTCTTTCTTC 190

Ai10B1928 Araip.B10 1928 p2 (TA)6 12 4938998 4939009 CCGTTTGTACATTCACAAATCAC TTAATCAACCAACACGCGAA 221

Ai10B1929 Araip.B10 1929 p2 (TA)7 14 4939137 4939150 ACCAATGACCATATTCGCGT AAGGTTCGCCACAAAAACAC 212

Ai10B1937 Araip.B10 1937 p2 (AG)7 14 4949229 4949242 AAGAAGGTGCGCAGACTGAT CTCTCTGCCCACTGCAAAAC 184

Ai10B1941 Araip.B10 1941 c (T)12agtatagtaaataggaccatactaaaggattggtctaattttaacaacattattaataatccaacccatgaatccaacattcgttttag(A)10tacatctccatat(A)10134 4959113 4959246 TGGTTTTCCTCTTTGTTTAGGC GATATTTCGGTCAGGCGTGT 259

Ai10B1943 Araip.B10 1943 c (TA)8(GA)6 28 4962881 4962908 AAGCTGTAACCTTAACGGCG TGACCGTTTTTGGCTGATTT 265

Ai10B1944 Araip.B10 1944 p2 (CT)16 32 4965385 4965416 CCTTATATCCAAATTCCAAGGC CCTTCACCACCATTTTTGCT 115

Ai10B1945 Araip.B10 1945 p3 (TCC)6 18 4965669 4965686 TTCATTTGGTTTTGTTGCCA AGCAGAAGCAGCAACAGTGA 248

Ai10B1949 Araip.B10 1949 p2 (TA)6 12 4966562 4966573 AACCCACCAAATTGTTTCATTT GGAACGACAGGGACCTATGA 170

Ai10B1951 Araip.B10 1951 p3 (AAT)5 15 4967181 4967195 ACCTTGTGCCACTTCTTTGG GCCCCTTAGTGGCATCATTA 257

Ai10B1952 Araip.B10 1952 p4 (TTTA)5 20 4967665 4967684 CGTAAAACAAAGTTTTTGCATGA CCCAAATGAACATGAGGGAT 258

Ai10B1953 Araip.B10 1953 c (T)10caatttcgtccagaagtgatgtccactcggataagattctacgtaagataagaatcttatattatttttttaattttaaccacttc(T)12108 4968290 4968397 GATGTTGGATGATGTTTGCG AAGGCCCAGAGGGTAGTGAT 271

Ai10B1956 Araip.B10 1956 c (T)12gtgggcctggtgcccttacacttttttg(AT)856 4985108 4985163 ACACTGGCTAGCGTGCAGTA ACCCCAAATCTTAGGGACGA 268

Ai10B1957 Araip.B10 1957 p2 (TC)7 14 4985400 4985413 AACCTTCCCTTCCCCACTAA GCAAGAGGTTCGGTGATGAT 151

Ai10B1962 Araip.B10 1962 p2 (TA)6 12 5004946 5004957 AGGCATTCTATCCGAGATTTG GACTTGTCTGACCTGAAATCTGTT 276

Ai10B1966 Araip.B10 1966 p4 (ATTT)5 20 5025997 5026016 CCTTTCGTTTACTTTATCCCCC GCAGAGAAGTCCCTGTGAGG 259

Ai10B1972 Araip.B10 1972 c (TA)9(TG)6 30 5056634 5056663 TGTTTCGTTAATTGCAGCAGA TCAATCGGTGACTGCATGTT 197

Ai10B1976 Araip.B10 1976 c (A)11cacctaattaatattag(A)10gaaaaaaaaannnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntgaaaattgaatttaaatattagtattga(T)12130 5058643 5058772 CCAATAATTGTGTTGTTTGATAGAA TGTCATTTCTATTGGCCTAATTTTT 280

Ai10B1977 Araip.B10 1977 p3 (TTC)5 15 5059099 5059113 GCATTGGAGTGCTTCCCTAA TGGAAGATGGAAATCGGAAG 271

Ai10B1979 Araip.B10 1979 p2 (TA)6 12 5068625 5068636 TTGCATGAGATATCCAAACATAAAA GGTCCTCCCTACATTCACCA 247

Ai10B1980 Araip.B10 1980 p2 (AC)6 12 5069035 5069046 CCCTCAACTCCCTCATCTCA CACGCAAACGAAAGACAGAA 278

Ai10B1983 Araip.B10 1983 c (A)15caaggttatattttctgtgttcacttcttatttttttttcctcacaaaattct(A)1179 5076495 5076573 TATTAGGCCATAGCAACCCG GGTGACGAAAATGTAGTTGCC 279

Ai10B1984 Araip.B10 1984 c (TAT)5tgttattagcactacaacaa(ATT)859 5078245 5078303 CCAAAATGCAAAGAGTTGGC GACCTGATTAAAAATTTGGTGAAA 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B1991 Araip.B10 1991 p2 (AC)8 16 5091486 5091501 TTGAAACGTTGGTCAGCATC AATCCAAATGCAAACAAGGC 274

Ai10B1992 Araip.B10 1992 p2 (AT)6 12 5092510 5092521 ACATCTCCGACCCAAAACCT GGGAGTGCCCTTTTGGATA 275

Ai10B1993 Araip.B10 1993 p3 (ATG)5 15 5094537 5094551 ATATTTGCATGGACCAAGGC GGTTAAGCGGTTCATGAGGA 212

Ai10B1997 Araip.B10 1997 c (CTT)5atgctgctgctgcttcattcactgcactgagcagaccaaagtagtaacagttattggagtagctactagctagctactaattttaaagctc(TTAT)5126 5117178 5117303 GGCAGGCCACCAAGTATAAG TGGTTTCTCGTACCAACATCAT 280

Ai10B2000 Araip.B10 2000 p2 (AG)6 12 5120212 5120223 TGGGCTTTCTTAGTCATGGG GGGTTGAACTTCATCTTCGC 218

Ai10B2005 Araip.B10 2005 p2 (AT)10 20 5137782 5137801 CCAAACATCTATCCCCCTGA AACCAGCAACAGCGGATAAC 246

Ai10B2007 Araip.B10 2007 p3 (ATT)7 21 5142202 5142222 AGCACCATGCCTTATCCTGT TGTGGGAACTGGCAAACATA 270

Ai10B2009 Araip.B10 2009 c (AAT)7agcacagtagttataaataatttattggtacc(A)1063 5154413 5154475 TGTAATGTATTGCGGGTCCA GGAACGTATATGCCACCACC 184

Ai10B2012 Araip.B10 2012 p3 (TCT)7 21 5161997 5162017 TCTTCTTTTTCCGTGCTTCC GCGCGTTACTGAACCATCTT 125

Ai10B2013 Araip.B10 2013 p3 (TTC)5 15 5162821 5162835 AGGCCATCAAAACGAACAAC GCAACTCCACTTAACCGAGC 262

Ai10B2014 Araip.B10 2014 p4 (ATTA)5 20 5165295 5165314 TAATTTCTTACACGGGCGGA CTCACCCTTCTCATCAATTTCA 157

Ai10B2019 Araip.B10 2019 p3 (ATA)5 15 5177044 5177058 TTACCTTTTGTGCTCCCGAC GGAATTGAGGTGCTTTGCAT 278

Ai10B2023 Araip.B10 2023 p3 (TCC)7 21 5194888 5194908 ATTCACGCTGACGTTCTTCC CGATTCACTTGATGCTGTTGA 280

Ai10B2024 Araip.B10 2024 c (A)10cttacatgtgcttcattagaagaaaaaaaagaaagaagaagagaagaaggaagaggagaagaagaagggaaaaagaaaaatttgtgtaaatt(A)13gaaaaaatacgaagaagaggaaaag(A)10150 5195267 5195416 GAAGAAGGAGGAGGAAGAGAAGA TTTTTAAAATTATGCGCTCCTTC 228

Ai10B2028 Araip.B10 2028 c (A)11nnaaaatcaaac(ATA)1671 5200218 5200288 CATTCATGCAATCCAATCCA TTTGCAGTGTAGTCGCCAAG 268

Ai10B2029 Araip.B10 2029 p2 (AT)8 16 5200796 5200811 TCCCAGGATACAATGAAACCA CATCTGTTCAAAAGCTACGTGA 238

Ai10B2035 Araip.B10 2035 p3 (TCA)5 15 5210386 5210400 TGCTTGGTGGCTAGTTTCCT TGAAACAGCAGAAAAAGGGA 229

Ai10B2040 Araip.B10 2040 c (A)10gaattggtacatggacctaaataaaagggaaaaaagtgtagggacccaattaaaaaagaaatttgttgcaaggactcaattaaaag(A)10106 5236387 5236492 TTTTAATTGGGTCCCTGCAC GCTGGTCCCTATAGTTTCGC 234

Ai10B2042 Araip.B10 2042 c (TTG)12tatatccctttttattctttccgtgtagtgtttaaccttacttttttttacctttttttagtg(T)14113 5238172 5238284 CGTTTGATTCATGTAGCCGA TTCCTTGAACTAAAAGAGAGAATGG 260

Ai10B2044 Araip.B10 2044 p2 (TA)7 14 5245427 5245440 TCAACCTTCTCCACAATGACA GAGCCACATAGCCAAGAAGC 274

Ai10B2047 Araip.B10 2047 p2 (AT)9 18 5250897 5250914 TGACAAAACTGACAAGGGCA TTAGGGCCAGTTTTTCAATCA 273

Ai10B2049 Araip.B10 2049 p3 (TTC)6 18 5254623 5254640 TGATTAATTGCCCATCCCAT GAGGAGGAGGGAGAGGCTTA 150

Ai10B2051 Araip.B10 2051 p3 (ATG)5 15 5257301 5257315 GAAGAAAATCCAGAGCGTGC TGCTATGCCATCATTCTTGC 237

Ai10B2052 Araip.B10 2052 p2 (TA)7 14 5260111 5260124 TTGCTTCTCTAATTTTTGCAAGT TTTTATTATTGAGTCTTTCATTGTTCA 155

Ai10B2055 Araip.B10 2055 p2 (AT)6 12 5265088 5265099 AAGAGTTAATCAATGCAAAACACG GCTCAAATGGCATAGTTTCTCC 269

Ai10B2058 Araip.B10 2058 p2 (AG)9 18 5272322 5272339 CAGACGCCATTTGAGTTGAG ATATAGAAAACGACGCCCCC 278

Ai10B2060 Araip.B10 2060 c (T)11c(A)11 23 5274278 5274300 TTAACATATGAACTTTGCTAACCAAT CGATAAAAGTTTAAAATATTGGAGAAA 279

Ai10B2062 Araip.B10 2062 c (AG)6aaagcaggagggaaaaaaaaataca(AAC)552 5282090 5282141 AGATTTTGCCATGCCATTTC ATAGAGCTCAATGGCGTCGT 222

Ai10B2070 Araip.B10 2070 c (TTG)6tagacaagcataagctttaaaaaaat(A)1054 5305728 5305781 ATTCATGTAGCCGATCCCAC CAATGACAGGACACCAGTGC 197

Ai10B2072 Araip.B10 2072 c (ATG)6gaggaggagaataataaaaaggaaggatgagacgaaattccaat(AGG)680 5307323 5307402 CGATGATGACGATAATGGCA GTGGAACCAAAAAGGAGCAA 259

Ai10B2073 Araip.B10 2073 p5 (AATAA)7 35 5307548 5307582 TTGCTCCTTTTTGGTTCCAC TGTATTTCACAATTTCGCTCAA 186

Ai10B2076 Araip.B10 2076 p3 (TGA)8 24 5316230 5316253 CCGATCGTTTATGTCGGTCT TTTGCTTGCATCCGTATCAG 164

Ai10B2077 Araip.B10 2077 c (A)10cacttttaaaacaagacaaaaaggtacttttaaaataagtactgtgtactc(T)1071 5321214 5321284 TGTGGAATTCAGGACACGTT ATGCAAAAGTTGCTTCCGAT 199

Ai10B2083 Araip.B10 2083 p3 (TCT)5 15 5356174 5356188 CGATTGAATTTTGACATGCG TTCACCCTCAACCCAAACTC 256
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Ai10B2085 Araip.B10 2085 p5 (TCTCA)5 25 5370093 5370117 CTTTTCCTTTCCCTCCCATC TTGGGGTGTTCAGGAATTGT 256

Ai10B2086 Araip.B10 2086 p3 (AGA)6 18 5370237 5370254 CTTTTCCTTTCCCTCCCATC TTGGGGTGTTCAGGAATTGT 256

Ai10B2087 Araip.B10 2087 p2 (AT)8 16 5371272 5371287 TCAGCATTGTGTTTACCGGA TTCACAAACTGCCATAACCAA 203

Ai10B2091 Araip.B10 2091 p3 (GTT)6 18 5389704 5389721 TAAATGCAGGGAATGTTGGG TGCTGTAACTTTGCGCCTAA 280

Ai10B2100 Araip.B10 2100 p2 (TA)6 12 5410539 5410550 GGTGAGGTTTGTTATCTGCCA TGAATTGAATGCCAAGTGTAGG 212

Ai10B2101 Araip.B10 2101 p2 (TG)7 14 5417990 5418003 GTGGACTTGCCGAGTCTTGT CAATCAAGCTTCCAATGGCT 174

Ai10B2103 Araip.B10 2103 p2 (AT)8 16 5428899 5428914 GATGCAGGTCGAGAGACTCC AGTCTGCGAAGACAAGGCTG 234

Ai10B2106 Araip.B10 2106 p3 (CAC)7 21 5434285 5434305 ACCAATACATTCCGCACCAT CCAGGCAAATAAAATTTGAAAAA 165

Ai10B2107 Araip.B10 2107 p2 (TC)8 16 5437400 5437415 TGGTGAAGAAGTTGCAGGTG AGCATAACCCATTAACCCCC 259

Ai10B2108 Araip.B10 2108 c (A)10gagtgacactgttaccacacacaca(CT)647 5438592 5438638 GCACATTTTACCAGGCCACT ACGTTGCCTCTGCAGTTCTT 190

Ai10B2112 Araip.B10 2112 p3 (ATT)7 21 5446760 5446780 AAGATCCACAAATTTTGCTTCAA TTGGGTATCGAAGAAATCACC 103

Ai10B2117 Araip.B10 2117 c (T)10aattatgactatgtcatccgaaaattatccttttactcgtttggtgagtccatcaaaaatcgaatatattaa(TATT)5102 5455504 5455605 TCGATGACCAAAATAAAAATCG TTAATCGGGTTGCATTAGGC 273

Ai10B2121 Araip.B10 2121 p2 (TA)7 14 5461990 5462003 CCACCATCCATTCATGTCAA ATTGTGGCTCACGGATTAGG 276

Ai10B2125 Araip.B10 2125 p3 (ATT)5 15 5464951 5464965 TGGGTCCTTCATCATTGTCA TCCGATCCCTGGTTTGTCTA 270

Ai10B2130 Araip.B10 2130 p2 (AT)6 12 5486840 5486851 CCAGTTTTTATTCTCATTTAATTCCAA GAGTTGACCAAACGAAGGGA 225

Ai10B2131 Araip.B10 2131 p2 (TA)16 32 5487785 5487816 ACTGGTGCCGTTGGTAATTC CACATCCAAAATTCATGGAAAA 278

Ai10B2135 Araip.B10 2135 p4 (TTTA)6 24 5497565 5497588 GTCGCCAACATCACATTCAC AAACATCTACCGCGAAAACG 239

Ai10B2137 Araip.B10 2137 p3 (CTT)6 18 5507967 5507984 CTCCTGAGCTCACCCTCATC GAAGAGCACCGAAATTAGCG 276

Ai10B2138 Araip.B10 2138 c (A)10cgatttttcttcctgggaaaattggggtttttctcgggaaagttttgcagagagcgcggagaacaggggaatttttttc(T)11100 5508340 5508439 AAGGTAGTGGAGCTCGCAGA GTCTCAACTGAAACCCCCAA 263

Ai10B2142 Araip.B10 2142 p4 (AATT)5 20 5533411 5533430 ATTTGACCTAGCACCGATGG ACAAATGGTGTATGGCAGCA 270

Ai10B2150 Araip.B10 2150 p3 (TTA)6 18 5550690 5550707 CCACGTGCTCCCTACAATTT TTCCATTCAAGAAGACGCAA 266

Ai10B2156 Araip.B10 2156 p2 (TA)6 12 5570684 5570695 GGATTCGAATTACTCATACTGGG CGGGGCTCACGATAATACAT 264

Ai10B2157 Araip.B10 2157 p3 (ATG)5 15 5582753 5582767 CTCCCTGAACCACCGAACTA TGTTGGTGTCGAAAATCGAA 187

Ai10B2159 Araip.B10 2159 p2 (TG)6 12 5597427 5597438 CTCCTTCTCTCGGATCCTCC GTTACCCCACCCACACAATC 142

Ai10B2167 Araip.B10 2167 p2 (AG)6 12 5627915 5627926 TGCAACAGAACCAGAAATGG GTCAAGTTCAGGATTGGGGA 218

Ai10B2169 Araip.B10 2169 p2 (AT)6 12 5630272 5630283 TAACCTCACTTTCGGCTTGC CAAAATCCAAGCACATAGCAAA 278

Ai10B2170 Araip.B10 2170 c (A)25ctg(A)10 38 5632118 5632155 AGCAACATCGCTTACTTGGC GGCAAGCTTCTCCGATTTTT 166

Ai10B2172 Araip.B10 2172 p2 (AT)6 12 5639718 5639729 TAACCTCACTTTCGGCTTGC CAAAATCCAAGCACATAGCAAA 278

Ai10B2174 Araip.B10 2174 p2 (AG)8 16 5643484 5643499 GAAAGACGCGACACAGAACA TTTCTCTCTCCTCAGCGAGC 156

Ai10B2178 Araip.B10 2178 c (T)12ggattataaaaagttaaaatttgagtgtttggcactattttaaaaaaagcttcgtcgttgccgtcatggctgtgggtatggggcttcaa(AG)8117 5647241 5647357 GCCAAACACACACATAGCCA TTTCTCTCTCCTCAGCGAGC 198

Ai10B2181 Araip.B10 2181 p2 (TA)7 14 5656310 5656323 GGTTTGTCTTCTTGGAAGCG AAAGCTTCTGACTCGGTCCA 224

Ai10B2185 Araip.B10 2185 p2 (CT)8 16 5667823 5667838 ACAGAGGCGTTAGCACTGGT ACCAGCATCAATGTCTGCAC 235

Ai10B2186 Araip.B10 2186 p2 (GA)6 12 5668427 5668438 GCCGCCAATTCTGTCACTAT TGACAGATTCTTTCCCCACC 193

Ai10B2187 Araip.B10 2187 p4 (TTAT)6 24 5671804 5671827 GCTGAATTGGTAATTGATGTGG GCATCAACTAATCGAGAGCCA 276
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Ai10B2188 Araip.B10 2188 p3 (TGA)5 15 5672673 5672687 TGTTGCATTTGCTTGTTTTGA GCTTCACCATATTCCTTATTCCA 278

Ai10B2190 Araip.B10 2190 p2 (GA)6 12 5674505 5674516 GCCGCCAATTCTGTCACTAT TGACAGATTCTTTCCCCACC 211

Ai10B2191 Araip.B10 2191 p2 (GA)6 12 5676462 5676473 AAGCTAAGGCCGAGAGGAAG GTCCTCTCTGCTACGCGAAC 146

Ai10B2196 Araip.B10 2196 p2 (TC)6 12 5706167 5706178 CATGTTGGGTTTTGCATGAG ACCCTGACTGTTCACCCTTG 141

Ai10B2198 Araip.B10 2198 p3 (GAA)5 15 5711307 5711321 ACAAGGTTTCCGGTGTTCAG GCCAACAGAGACCAACCAAT 176

Ai10B2200 Araip.B10 2200 p2 (TA)10 20 5729647 5729666 CCGGTAATCTCATTGGTGCT AGTTTAGTATGGAGGGGCCG 249

Ai10B2205 Araip.B10 2205 p3 (TTG)6 18 5771872 5771889 ATAGAGCTCAATGGCGTCGT TGGTTTTTGTTGGTGTTGGA 141

Ai10B2206 Araip.B10 2206 c (CTC)5(TTC)5 30 5772100 5772129 CCCCGCACTTTCAAATACAT CAAAACACATGCGTCCATTC 250

Ai10B2207 Araip.B10 2207 p5 (TGAAT)5 25 5772480 5772504 CGTGTTCGGTTTATTATGCAG CACATGCGTCCATTCAACTC 165

Ai10B2208 Araip.B10 2208 p3 (AAG)5 15 5772664 5772678 GAATGGACGCATGTGTTCTG AATCCTTCTCCTCCTCCTCG 190

Ai10B2214 Araip.B10 2214 p3 (CAC)5 15 5788308 5788322 CAGAGACACAACAATAAATTACAATCA CACCCCTGTTTTCAACTTCA 280

Ai10B2219 Araip.B10 2219 p3 (CTT)5 15 5803662 5803676 CACTCAGCGTGTTCGACATT GCACGAAGGATTGGTTTTGT 232

Ai10B2223 Araip.B10 2223 p2 (CA)7 14 5827865 5827878 CTCACCTCATCCCCACTCAT CCCGTCAGCAATCTCTCTTC 139

Ai10B2226 Araip.B10 2226 p3 (CTT)5 15 5832743 5832757 GCCGGTCAGCTTAGACTGTT GTGAGGTTTTGTGTTCCGGT 261

Ai10B2229 Araip.B10 2229 c (TC)6tt(TC)6 26 5853664 5853689 AAGCACGTCGTTGTCTTCCT TGGACAGAAATCAGTGAAATGC 230

Ai10B2230 Araip.B10 2230 p2 (AT)10 20 5859797 5859816 GGTGCCTTCTGTTGAAAGGA CCATCAACCAATCTACCCTGA 278

Ai10B2231 Araip.B10 2231 p3 (AAG)5 15 5861693 5861707 TAGTGGTTGGCCGGTAAAAG TCCCTATTGTAGAGAGCGTCAA 153

Ai10B2235 Araip.B10 2235 p2 (AT)6 12 5881406 5881417 TAAGGTGGAAATGGATTCCG AAGCGTTTTTGGCTTCTTCA 158

Ai10B2245 Araip.B10 2245 p2 (GA)7 14 5899726 5899739 CCCACAGAACTTCATTGCCT ACACGTCCTCATGCAACTGT 217

Ai10B2250 Araip.B10 2250 p2 (GA)6 12 5912894 5912905 GATTCAGCTTCTCTCCGTGG CCACTACGGCGCTACTTCTC 211

Ai10B2261 Araip.B10 2261 p2 (AT)9 18 5956086 5956103 GAAAGCCAAGGAAACAGCAT GTCTGGATATTGGGAAGCGA 274

Ai10B2262 Araip.B10 2262 p2 (AT)9 18 5957267 5957284 CAAAACTCTTCCAAACCCCA TGTGAAGGATGGATGAATGC 237

Ai10B2270 Araip.B10 2270 p2 (AG)8 16 5975553 5975568 CTCACTCTCTTGTTTCCGCC GCCGGAGGAGAGTATGACTG 150

Ai10B2275 Araip.B10 2275 p3 (TAT)10 30 5979282 5979311 CGCCTCATGTGACTGAAGTT ATACGAGGAACACGGGTGAG 265

Ai10B2283 Araip.B10 2283 p3 (ATT)6 18 6003464 6003481 CACAACGTTCACATAAGTGGG TGATTCGATCAGCCAGTTTG 274

Ai10B2284 Araip.B10 2284 p2 (TC)7 14 6006036 6006049 CCCTGAAAAGTGAAAACGGA GCATGATTACCAAACGGTCA 221

Ai10B2286 Araip.B10 2286 p3 (TAA)13 39 6009040 6009078 TCAAATGTTGACAATGATGATGA TTCTCTCTCGTGTTCTTCACAAA 187

Ai10B2289 Araip.B10 2289 p3 (ATA)5 15 6012385 6012399 GGCCACTTGACGTAATTTTCA CCGTTCTATCTATTACTTAAATTTGGA 200

Ai10B2295 Araip.B10 2295 p2 (TA)7 14 6038571 6038584 TGGAGGCATGTGTTAAGCTG CCCAAACGTTGAGGAGAAAA 244

Ai10B2296 Araip.B10 2296 p2 (AT)7 14 6044181 6044194 CCGACTTCTTTAGGGGAAGG ACTTGGAGGGTCCGAGTTCT 226

Ai10B2297 Araip.B10 2297 p3 (AAG)5 15 6047344 6047358 TGCTGCAAAATACTTGAAAAATG AATCAGCCACCAAAGTCAGC 265

Ai10B2298 Araip.B10 2298 p3 (TCT)5 15 6047747 6047761 TCCTCCTCATCTTCTGCTGG TTTGCAGCATTATGTGTTTCTTC 175

Ai10B2299 Araip.B10 2299 p3 (AAG)17 51 6047915 6047965 GAAGAAACACATAATGCTGCAAA AATCAGCCACCAAAGTCAGC 279

Ai10B2300 Araip.B10 2300 c (T)10catcaacatcaccatcttcttcttcttttttttcttattcatc(T)1063 6048319 6048381 TCTTCCTCCTCCTAATCTTCTGC TGAATGTAATTTCATCATCTTCCAA 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B2301 Araip.B10 2301 p3 (GAG)5 15 6049644 6049658 TGAAGATGAAACACGCGAAG CAAGTTGGGCCAAACCTAAA 156

Ai10B2303 Araip.B10 2303 p2 (AT)6 12 6052862 6052873 CCCCCATCAAAGAGAACAAA TTTGGTAGTTGCCTCCAACC 230

Ai10B2310 Araip.B10 2310 p4 (AATA)8 32 6078915 6078946 TATTAGAAGAGAGCCGCCCA CAAATCCAATCCTGTCCACC 270

Ai10B2311 Araip.B10 2311 p2 (TA)6 12 6080789 6080800 TTTTCTTTGTTTGTTTGCTTGC GAGGTTAGAGGCCAATAGCG 254

Ai10B2313 Araip.B10 2313 p3 (AAT)5 15 6086862 6086876 CTACAAATCCCCCATAGCGA AACCAAAGAAAGCCATGCTC 279

Ai10B2318 Araip.B10 2318 p3 (ATG)5 15 6096092 6096106 GGTTGCTGGAGAGAGATTGC AGTGCAGTTCGGAGAAGCAT 198

Ai10B2320 Araip.B10 2320 p3 (ATG)5 15 6109491 6109505 AGATTCTTTGTCGGGCTTGA CTTCTCTTGAGGTTGTGGGG 182

Ai10B2322 Araip.B10 2322 p3 (ATG)5 15 6116421 6116435 GGTTGCTGGAGAGAGATTGC CTTCTCTTGAGGATGTGGGG 109

Ai10B2324 Araip.B10 2324 p2 (AT)10 20 6122598 6122617 TCACAATCCAATCAATCATGTG TGAGATCTATTAATCTTCATCCAATG 258

Ai10B2333 Araip.B10 2333 p2 (AT)10 20 6176196 6176215 AAACCCTAAAACCCTAAACCC AGCAGCGGATAACTTTTTGG 213

Ai10B2337 Araip.B10 2337 p3 (ATA)14 42 6181654 6181695 AAATTTTTCGTTTGAATTTCACTTT TCTGATTCCCACAATCATGC 265

Ai10B2343 Araip.B10 2343 p3 (ATG)5 15 6198638 6198652 GCAACCATCCTCCACAGAAT ATCCGAGCTTTTCAGAGCAA 191

Ai10B2344 Araip.B10 2344 p3 (ATG)5 15 6199255 6199269 GGTTGCTGGAGAGAGATTGC TTCTCTTGAGGATTCGGGG 111

Ai10B2347 Araip.B10 2347 p2 (AG)6 12 6206672 6206683 AAAAACGTGTTTCGTGAGGC CTCTTCTCGGTTCCAAACCC 201

Ai10B2350 Araip.B10 2350 p3 (ATG)6 18 6216475 6216492 GCAACCATCCTCCACAGAAT ATCCGAGCTTTTCAGAGCAA 194

Ai10B2351 Araip.B10 2351 p3 (ATG)5 15 6217095 6217109 GGTTGCTGGAGAGAGATTGC TAGCGTTACATGAAGCAGCG 154

Ai10B2353 Araip.B10 2353 c (A)13ccc(A)11 27 6232640 6232666 GCGATGTTAGATCCTGGGAA GATTGGCTTGTGTTTGCTGA 229

Ai10B2358 Araip.B10 2358 p2 (CT)6 12 6248548 6248559 AACCAACTTTTTGTTTGTTTCCT AAGGGGATGAGGGAGAAGAA 232

Ai10B2359 Araip.B10 2359 p3 (TTC)5 15 6250234 6250248 CCATTCATGGTCATCCCTTC CCCTCGAGCAAGAGAAGAAA 118

Ai10B2360 Araip.B10 2360 c (A)11tag(A)10 24 6251204 6251227 TGAAGCAAGAAAAAGCAGCA TTGCGTTTTGGTTTTAAGGG 150

Ai10B2363 Araip.B10 2363 p2 (AT)6 12 6268306 6268317 GAAGTCGCTTTCAGATTGGC CGCTTAGCTTACATTATACGCA 171

Ai10B2365 Araip.B10 2365 p3 (CAT)5 15 6292609 6292623 AGCAACGAACTTTTTCCCAA GGAGGAAAATGTGGCTGTGT 101

Ai10B2367 Araip.B10 2367 p3 (TCT)5 15 6293087 6293101 TTTTTCCACCACTGTCACCA TGATGGTGAAGCCCTTTTTC 202

Ai10B2368 Araip.B10 2368 p3 (CTA)5 15 6293324 6293338 CCTAACCCCAATTCCCAACT TTTCTTCTCGCTCCTTTCCA 202

Ai10B2369 Araip.B10 2369 p3 (TTG)12 36 6293630 6293665 CGTTTGAAACCACACCACAC TTCTCTCCTTCCGTCTCACC 280

Ai10B2371 Araip.B10 2371 p2 (AT)10 20 6297028 6297047 TGCACAATCTCTTCCACTGC CCATGCATCCATCACCAATA 206

Ai10B2374 Araip.B10 2374 p3 (ACT)5 15 6300756 6300770 GCATTGCATCAATCATTTGC GCCATGGCACTCCATTATTC 262

Ai10B2380 Araip.B10 2380 c (GT)6(CT)6cagatggaaatgaaagaaagaaagaac(GAAA)675 6320301 6320375 AGAGGGAATAGAACCGCCAT GAGCGAGAGCGACAGAGAGT 237

Ai10B2383 Araip.B10 2383 p2 (GA)13 26 6326452 6326477 AAGAAAAAGAGGAGCTGCCA GGGCACGGTAAGCACAGTAT 240

Ai10B2387 Araip.B10 2387 c (A)11gatttgtgtaagaattta(T)1140 6338761 6338800 TCCTTTTGGTCAACCGTGAT CCATACTCCATAACGCAGCA 250

Ai10B2391 Araip.B10 2391 p4 (TTTC)5 20 6342169 6342188 AGTGGCGTATGAAAAGTGGG CTTAGGGAGGTTGGAGGAGG 257

Ai10B2394 Araip.B10 2394 c (T)10cccaaaggtcaaaaagctaagttaggtttaagctttcagttttaatctcatgaag(A)1479 6347789 6347867 ATTGTTGGCAAAAACCGAAG CGTGCATGTGTAATAAGTTAGCAA 263

Ai10B2403 Araip.B10 2403 c (A)12taatgactaaaccaaaggtctaaaaaatat(A)1355 6359141 6359195 CACAATGACAACCTCAACACG CTCTTGGGTGACGACCAAAT 269

Ai10B2404 Araip.B10 2404 c (T)10gcatagtaggacacacatttgttattaatttccgatcttaatcgtctgctactaaagataccgctt(A)1086 6359315 6359400 ATTTGGTCGTCACCCAAGAG CAGCAATGCTAAAATCATTTGG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B2405 Araip.B10 2405 p5 (TGTTT)5 25 6361963 6361987 GTCTCTCTGGTGAGGTGGGA TCTCGACTCGGAAGGAAAGA 223

Ai10B2408 Araip.B10 2408 c (T)10gtttttattcttgagaaggtaaaacaaaaaaaacgatgaataag(A)10(GAT)579 6381118 6381196 AAAAATGTTTCCTTTAATGCTGC CCCTCCTCATCATCTTCTGC 258

Ai10B2409 Araip.B10 2409 p2 (AG)8 16 6382413 6382428 GTGCGAAGAACAGAGGGAAG CGGTGAGGAGAACCAACTCA 243

Ai10B2418 Araip.B10 2418 p2 (TA)7 14 6434460 6434473 GCTTCACACCCCAAAAGAAA TGTTTGAGTTACTGGCCATCC 122

Ai10B2420 Araip.B10 2420 p2 (AT)7 14 6434835 6434848 GGGTGGTATTGTGCTAAAAAGG GATGAATGAATTTTAATTTGGAAAA 227

Ai10B2423 Araip.B10 2423 p2 (AT)7 14 6451715 6451728 TTCAATGGATCTTGGAAGCA TCCAAAGGCTTTTTGCCTTA 169

Ai10B2424 Araip.B10 2424 c (T)10aatttataatttaa(AATT)544 6452850 6452893 TGAGAGAATTGATAAGCCAACAA GAGAGAGGGAGAGGATTTTCG 204

Ai10B2425 Araip.B10 2425 p2 (TA)6 12 6453048 6453059 TTCGAAAATCCTCTCCCTCTC GCTGCCCTCTAACATTGCTC 268

Ai10B2427 Araip.B10 2427 p3 (CCA)5 15 6454412 6454426 TCCGGTTGATGGCTACTTCT AACCAGACCGAAATCAATGG 276

Ai10B2441 Araip.B10 2441 p2 (TA)14 28 6499206 6499233 CCCCGAAAAGAATGTACGTG TGATAAATGCACATCCCCAA 253

Ai10B2442 Araip.B10 2442 c (TA)6ttag(TCTA)536 6500802 6500837 TTGGGGATGTGCATTTATCA TGAAGGGATTCGTGCTGATT 156

Ai10B2443 Araip.B10 2443 p2 (AT)7 14 6506770 6506783 TGATTCATACATACGAGAGTGTACCA TCGTTGTACAGGCTTGAGAAAA 272

Ai10B2444 Araip.B10 2444 p2 (AT)7 14 6507492 6507505 TGATTCAGCCTGCGAAACTA ATGCCAGTCGAGAGACACCT 242

Ai10B2449 Araip.B10 2449 p2 (TA)7 14 6524763 6524776 CAGTGTTGTGGCCTCTCAAA TCGATAAGTGTCGTGTCCGA 279

Ai10B2452 Araip.B10 2452 p2 (TA)9 18 6546698 6546715 TTTGCTTATTCATGCAGGCT AGTGAATCTCACGGCAAGAA 279

Ai10B2453 Araip.B10 2453 p2 (AT)7 14 6547038 6547051 AAGGCCTTAGGTGAAAAGGG GAGAACCACGTGAGGGACAT 279

Ai10B2454 Araip.B10 2454 p3 (TTA)8 24 6547198 6547221 AAGGCCTTAGGTGAAAAGGG GAGAACCACGTGAGGGACAT 279

Ai10B2455 Araip.B10 2455 p2 (TA)6 12 6547641 6547652 GGTGATGCTTCAATTCTTCCTT AAAGTGGATGGGATGGTGTT 215

Ai10B2457 Araip.B10 2457 p3 (GAA)5 15 6554008 6554022 CCTGTTGCCAAAAGAAGCAT TGGCACAGAACTGTATCCACA 187

Ai10B2458 Araip.B10 2458 p3 (ACA)5 15 6555186 6555200 AGACGGGTGATTTCTCAAGC CAGACACAGAGATGGCAAGC 256

Ai10B2459 Araip.B10 2459 p3 (ATT)5 15 6556330 6556344 AGGATTGTGTGGGAATTTCG ACTATTCACCCACCCATTGC 235

Ai10B2461 Araip.B10 2461 p3 (TTA)5 15 6560781 6560795 AGGCTCTGCCTCATTCGATA CCAACCCAAAACACTTCTCC 147

Ai10B2463 Araip.B10 2463 p3 (TTA)5 15 6563660 6563674 CGCTTGCTCGTTCATCATTA CACGAAAAGGCAACTATGACA 206

Ai10B2464 Araip.B10 2464 p3 (CTT)5 15 6563959 6563973 AACCGTACTGCACGTTTTCA CCTCCTCATCTTCTGCTGCT 231

Ai10B2468 Araip.B10 2468 p3 (TTA)5 15 6579887 6579901 ATTGGCTGAAGTTTCCCCTT CAATAAAACGAGGATGAAGATGG 237

Ai10B2472 Araip.B10 2472 p2 (TA)7 14 6588992 6589005 CACGAGCATCGTTGTGAACT TTTCACTTGTTACCTTCTCGGTT 280

Ai10B2473 Araip.B10 2473 p2 (AG)6 12 6591436 6591447 ATCCTAGGGAGCGTTTGGTT GCAGTCAACGACCAAAAACA 265

Ai10B2474 Araip.B10 2474 p2 (TA)8 16 6598587 6598602 CCATTGGACCCTAAACCCTT CGGGAGAGATACCTGTCGAT 280

Ai10B2475 Araip.B10 2475 p2 (AG)9 18 6602282 6602299 CCCCTCCAGGTGTAAGACAA TCGGAGGCTAGTCTCTGCAT 216

Ai10B2480 Araip.B10 2480 p2 (AT)8 16 6613230 6613245 TCCTTTATTTTTCTATCGTAGGGTT AAGTATTCATGAGCCACCGC 242

Ai10B2483 Araip.B10 2483 p2 (AT)6 12 6617277 6617288 TTGCAACTCAATTTCATGTTTTG TCTCGGGTCGAACTCATTTT 245

Ai10B2487 Araip.B10 2487 p2 (TA)6 12 6625580 6625591 AAACACTAAAATTGCTGGTCCC CCTAAACGTTGCATCAAGGG 120

Ai10B2488 Araip.B10 2488 p2 (AT)8 16 6631242 6631257 CCCATAAAAATAGCATGGGTTT TTAAGGCATGTGACCACCAA 268

Ai10B2489 Araip.B10 2489 p2 (TA)8 16 6631707 6631722 TGCGTTCAAGTGCATCAAAT TGAAGGTAACCAGGGAGCAC 134



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B2495 Araip.B10 2495 p2 (TC)6 12 6653951 6653962 TCGTTGATCAGCCAAATGTT ACTCGCAGACCTTTCCCTTT 275

Ai10B2499 Araip.B10 2499 p2 (TC)9 18 6663722 6663739 CACTCTTCATTCTACCGCTCG GGTGACCGCCAATGAGTTAT 151

Ai10B2500 Araip.B10 2500 p2 (AC)8 16 6664367 6664382 CCTAACCCTGCCCACATCTA GATTCCAGCCTTTCCCTTTC 183

Ai10B2501 Araip.B10 2501 p2 (AC)8 16 6666275 6666290 CCCAAATGCACACACAAAAC GAGCTCTTCCTCTCGCTCAA 218

Ai10B2502 Araip.B10 2502 p3 (ATT)6 18 6677426 6677443 AAAATGTTGCTACAGTTGTGACG TGATTGTGGAAACAAACCGA 260

Ai10B2505 Araip.B10 2505 p3 (TAA)28 84 6691212 6691295 ATTTTGCTACCATGAGGCCA CATTCCTCAGTCCACTGCAA 268

Ai10B2507 Araip.B10 2507 p2 (TA)8 16 6694083 6694098 TAAACTCAATCACCCACCCG CCACAATAATCATCCAAACCA 103

Ai10B2514 Araip.B10 2514 p4 (ATTA)5 20 6724425 6724444 GGGTTGTTTCTTCCTTTCGC TTTGTGCAACACACAGGGTT 190

Ai10B2517 Araip.B10 2517 p2 (AT)7 14 6738003 6738016 AGACGCCAAATTGTAGTGCC CGTACACAACAAGCAATCTCTTC 259

Ai10B2523 Araip.B10 2523 p3 (AGG)5 15 6775226 6775240 GTTACCAAAATTGGCCGAGA GAGTTTCGTTCATTCCGAGC 276

Ai10B2527 Araip.B10 2527 c (T)13cctttttatttttc(T)1037 6782224 6782260 TGGATATAGACGCAATGGCA CGGAAAGTAAGTGCGCATAAA 128

Ai10B2528 Araip.B10 2528 p3 (TAA)5 15 6787183 6787197 TTGTCATGGACTAACGTGAAAGA TTACTAACGAGAAAGTTTAATACGTGA 273

Ai10B2531 Araip.B10 2531 p2 (TA)6 12 6796264 6796275 AAGCTTCAGCTTGGTTATTGTTG TCAAATGCAAATCTCTCTCTCTTT 197

Ai10B2534 Araip.B10 2534 p2 (CT)6 12 6797782 6797793 CAGGCTGTCGGAATCCTAAC TTTTGGCGCTTGAATCTTCT 273

Ai10B2535 Araip.B10 2535 p2 (GA)9 18 6811012 6811029 AACTGAACCGGAAGAGAGCA TCTTCATCTTCAGCATCCCC 181

Ai10B2537 Araip.B10 2537 p3 (TTC)7 21 6817916 6817936 CACGCGCCTCATATAACGTA ACGCGAATAAAGGAGAGCAA 147

Ai10B2545 Araip.B10 2545 c (A)10ggctaactaacacttaattaacaagctcaacgttcactattaaattggaacaggtggg(TGA)583 6838846 6838928 GGCCTGCTTGTCAAAAACAT CATTCATTTTGCAGGAGGGT 231

Ai10B2546 Araip.B10 2546 c (ATT)5ccccaacaaggttgttccttgagtatctatgttgttaggactactactattcataatctcaaccttaggcttcattactaaccccaat(TGA)5118 6840728 6840845 CGTTGCCCAAAGTTCTTAGC CACTTTGTTGGTTCTTGCTCA 239

Ai10B2548 Araip.B10 2548 p3 (TAT)5 15 6841773 6841787 ATACCTTCATGGCTCCACCA TGATATGAGACGTGGCAAGG 198

Ai10B2550 Araip.B10 2550 p2 (AT)6 12 6849126 6849137 TCAAATTTGGATGAGACTTTGC CGGTTACCCACCGTAACAGTA 279

Ai10B2551 Araip.B10 2551 p2 (CT)6 12 6855413 6855424 GAGGCCGAGTTCTTCCTTCT AGGTCCCTTCTCACAGTCCA 187

Ai10B2555 Araip.B10 2555 c (T)12cggtggtatatacactgatattttgtttagtgatacaaattgagcaattgggaaattgtaataaactaataaccagataaattgtcaaag(T)10112 6865559 6865670 GACGAAGCACATAGGAAATCATC TCCATTTCCACTGGACAACA 173

Ai10B2561 Araip.B10 2561 p3 (AGG)5 15 6883631 6883645 CGGCTCTGGTTCAGGAGTAG GGCAAAGAAAAACGCTCAAG 205

Ai10B2562 Araip.B10 2562 p3 (GAG)5 15 6890560 6890574 TGAGACCCATGTACTCGCAG TTATTCCCACACCAAGGCTC 267

Ai10B2574 Araip.B10 2574 p3 (ACC)6 18 6914068 6914085 CCACTCCCTAACCCATTTCA TCGGATTGGGAGAAGAGAAA 250

Ai10B2578 Araip.B10 2578 p3 (TTC)14 42 6934755 6934796 ACACGCTCTCTTTTCACCGT TGCAGATGCGCTCTAGAAGA 173

Ai10B2579 Araip.B10 2579 p4 (ATTT)5 20 6942911 6942930 TTATCATCTGGCAAGGTCCC TGGTAACATGGACAGGACGA 244

Ai10B2580 Araip.B10 2580 c (CT)6cccttcctctccctttccctctttctctctcttcctctctttttctctttcttcctctctt(TC)6ccctcttcctcct(TC)14126 6944444 6944569 CCGGTTAACTAAAACCAAAACC GGGTGGAGAGACAATGGAGA 237

Ai10B2581 Araip.B10 2581 p2 (CT)6 12 6944718 6944729 TCTCCATTGTCTCTCCACCC TCTCTCTCTCTCCCCTTCCC 265

Ai10B2582 Araip.B10 2582 c (GA)6tagatagagaggagggggagagagagaagagaaagagaggaggagagagaaaaatgga(AG)7aa(AG)7aaaagaaagagaagag(GA)7130 6944852 6944981 AAGGGGAGGGGGAGAAAG TGAAGTCCCTTCCATTGCTT 238

Ai10B2586 Araip.B10 2586 p2 (TA)7 14 6954602 6954615 GGCCGTGGATATAACTTTTCC ACTTATTGGATGTTGGCATATGTA 278

Ai10B2597 Araip.B10 2597 p2 (AT)7 14 7039773 7039786 AGTCAATACCCCACCACGAA TGTTTTCTGGCTGTAGTTTATTGC 270

Ai10B2599 Araip.B10 2599 p2 (TA)6 12 7040504 7040515 ACCGTGCAAGTTCTTTGCTT ATATTCAAGTCGGACCGTGC 168

Ai10B2600 Araip.B10 2600 p3 (TCT)5 15 7040664 7040678 TCGTTGCAAGCAAATCAGAC ACGAACAGAAGAAGAAGCCG 230
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Ai10B2606 Araip.B10 2606 p3 (AAT)5 15 7048812 7048826 TTGTTTCTAATGAGGTGAGCGA TGATTTGTAAGGAAAAATTCTCG 202

Ai10B2613 Araip.B10 2613 c (ATA)35aagttttaaataaaaattaa(ATT)5140 7077291 7077430 AACAAGTAGAAATTGGTCCATAAAA GGATAGGATTATAGGAATTGTTCCA 265

Ai10B2617 Araip.B10 2617 c (CT)9cccatggctaccacagacccggcagagaagctgaaattagaaacaagcttcgactatgagaagaacgaagagaaaa(AAG)6112 7084557 7084668 TGAAGCCAAAATCCTCACCT CGAAACCGTTAGTCGCACTT 247

Ai10B2620 Araip.B10 2620 p5 (ATCCG)5 25 7092091 7092115 CGATCTGATCCGATGGAAAT TTGATGCACAAGAGGCCTTA 229

Ai10B2625 Araip.B10 2625 c (A)11cttactaccttgatataagttagttgtatctagctttcttctcttcctttttcc(T)1176 7109155 7109230 CAAAAGCTTGCCACAAAAAG AAAATTCAAAACGGTGTAAGAACC 245

Ai10B2630 Araip.B10 2630 p3 (ATA)5 15 7111873 7111887 AATCGGTGAGAAGGAAGGTG GGTTGGGAGTCAGTTGTGCT 276

Ai10B2632 Araip.B10 2632 p2 (TA)6 12 7113913 7113924 AGATTACGAGTTGTTGTGACATTG TTTTTGACACCCTCAAAATGG 159

Ai10B2634 Araip.B10 2634 p2 (AG)6 12 7121326 7121337 TTCGAAGAGGGACGTTGAAT AGCTGCCGCTTTCTTTATCA 108

Ai10B2636 Araip.B10 2636 p2 (AT)7 14 7123855 7123868 ATAGGAGACTCAAACCCGCA AATCTGCCGATAAATCCACC 280

Ai10B2637 Araip.B10 2637 p2 (TC)7 14 7134749 7134762 AAACATTGAACCTGGAATGGA AGCGATTTCTGGACCCTTTT 229

Ai10B2638 Araip.B10 2638 p2 (TA)6 12 7135515 7135526 GGGATTTATCAACCTCCCCA TATGATTTGGCCTTGGTTGT 238

Ai10B2639 Araip.B10 2639 p2 (TA)6 12 7136764 7136775 GAAAAGAAGGGCGAAACACA CAGAATCACAACAATCCACACA 268

Ai10B2640 Araip.B10 2640 p2 (CT)6 12 7142968 7142979 AACCTGGAATGGAGTAATAACCA GGGAGAATCAACAAGGACGA 151

Ai10B2641 Araip.B10 2641 c (T)10cttc(T)10ctttcattttatttttttcttttcatcattattatta(T)1071 7148021 7148091 TTCACTTTGGGGCATTTTGT ATGGGATAAAAAGGGGCAAT 213

Ai10B2643 Araip.B10 2643 p2 (GC)6 12 7151321 7151332 GAAGGATGGGGGAGAAGAAC ACTCTAAGCCCCTAGCCCAA 254

Ai10B2647 Araip.B10 2647 p2 (TA)8 16 7160835 7160850 TGGCATAATTTTTACCTAATTGTAGC TGATAGAATCGTAGCTAGCAGCC 209

Ai10B2651 Araip.B10 2651 p2 (AT)6 12 7168440 7168451 TCCTCAACATTTGGGGTAAA TGACGGCAGGATAACATTGA 240

Ai10B2652 Araip.B10 2652 p2 (TG)7 14 7176385 7176398 ATAGAAACCGCAACCTCCAG CAAATTGATTTTAGCATCATTGTTAAT 228

Ai10B2653 Araip.B10 2653 p3 (AAT)5 15 7184659 7184673 CCTTTGTATCGATTTCGCGT TCGCTCTTGTCCTTTGAGGT 211

Ai10B2654 Araip.B10 2654 p2 (AT)6 12 7199876 7199887 TGATAGGCTGTTTCAGTGCG GAAAGTCACGAGGGTTCTGC 180

Ai10B2655 Araip.B10 2655 p2 (TA)7 14 7201088 7201101 GCATTTTAAAGGTGTATAAATGGGA TGCTTCGTGACGTGGAACTA 248

Ai10B2656 Araip.B10 2656 c (T)10cagactcattctcaac(CT)638 7201521 7201558 CCCACCTCATGAGACTCGTT TTTTTGGGGCGATACTGAAC 228

Ai10B2659 Araip.B10 2659 c (AT)6aatggtcttcattggatgaagattaatagatctcatttattaaat(TA)1077 7213185 7213261 TCTAAATTGTTCTTGGTCATAGGATT TCGCAGGTCAAAGGAAACTC 267

Ai10B2661 Araip.B10 2661 c (CAC)5(CAA)6 33 7216547 7216579 AATCTGAAAGGTCCTTCCCAC TCTTTGTCGCTCATTGTTGC 277

Ai10B2665 Araip.B10 2665 c (T)10c(T)10 21 7248192 7248212 TCAAGCATCCCACCTAATCC GAAATTAACCCCAAAAAGCG 233

Ai10B2669 Araip.B10 2669 p4 (TATG)7 28 7255196 7255223 AATGGAATGCCCACAAAGAG ATTGCATGTTGCATTTTTGC 271

Ai10B2670 Araip.B10 2670 p3 (TTC)5 15 7264366 7264380 ACACACTTCTTGGCCGAAAC TTAGAATTTTGCTCGCCCTC 103

Ai10B2672 Araip.B10 2672 p3 (TGC)5 15 7280436 7280450 TCCACGAAATCACCATACGA CAGCAGCATCATTTCAGCAT 242

Ai10B2673 Araip.B10 2673 c (A)10gaaaagaaaagaaaaaataaaaagaaagaaagcaaaaagaagaaaaaagaaaaagag(A)1077 7282818 7282894 TGAACGTTTGGTTTGGGAAT TACTTTGGGGCATTTTGTCC 255

Ai10B2680 Araip.B10 2680 p3 (TTC)5 15 7348742 7348756 AACGGAAAACGCTAATGTGG ACATGTTGAAAAGGAAGCGG 191

Ai10B2681 Araip.B10 2681 p3 (AAG)5 15 7349037 7349051 TGTTCGTCGCTTCTTCTTCA CCGATGATGGCAGAGAACTT 228

Ai10B2684 Araip.B10 2684 p2 (AT)7 14 7355616 7355629 GTTTTTGCAGTTCTCGAGCC TCATTGATTTCCCCTGCTTC 255

Ai10B2685 Araip.B10 2685 p2 (GT)7 14 7356606 7356619 GACGAAAGGTTTGGTGGGTA AAAGGAGGGTTGAAAAGGGA 176

Ai10B2686 Araip.B10 2686 p3 (ATT)5 15 7356762 7356776 TTTTTCCCGCTATCACAAGG GGGACAAACACACAATCAAATC 222
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Ai10B2688 Araip.B10 2688 p3 (AAT)6 18 7357755 7357772 CATGAGAAAACCAGCAGTGTG TGCCAAAAGATTTGATTTGGTAT 262

Ai10B2689 Araip.B10 2689 p2 (TC)6 12 7358542 7358553 TCAATGTCATCTATTTATACGAAATCA TGTGCCTAATAATGAACAACTAAAA 206

Ai10B2690 Araip.B10 2690 p3 (TTC)5 15 7372936 7372950 GCCCCACCTACCTTCAAAAT ATATTGCTCGCCCTCAAGAA 229

Ai10B2691 Araip.B10 2691 p3 (GAA)5 15 7381479 7381493 CATGACTCGGAGGTGGAAGT TCTTCTTGGCCGAATACACC 216

Ai10B2692 Araip.B10 2692 p2 (GA)6 12 7384250 7384261 AGGGAGAGAGTTCGGATTTTT CGAAAATATCTCCCTCTTTTTCAA 222

Ai10B2693 Araip.B10 2693 p2 (AG)8 16 7384407 7384422 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 175

Ai10B2694 Araip.B10 2694 c (A)10ttttcgaaaacaaaggagaaattttttgaaa(T)1051 7385675 7385725 TTGAAACCCCAGTCCAAAAG TCGAGTTTGGACAACTGACG 246

Ai10B2697 Araip.B10 2697 p2 (AG)7 14 7404619 7404632 GGTGATGTCGCGGTTTAGAT TTGCCGACAACATGAACAAT 253

Ai10B2701 Araip.B10 2701 p3 (GAA)6 18 7423085 7423102 CCAAGAAGAAGTTGAAGGCG CCGTTTCACTTTCGGAGTGT 235

Ai10B2705 Araip.B10 2705 p4 (TTAA)6 24 7444380 7444403 TCTCTGCTCTTCTCCACGGT CCACGCCAACACAAATTCTA 265

Ai10B2708 Araip.B10 2708 p2 (GA)6 12 7465618 7465629 GAGCCAAGAGAGCAGGAGAA CCTGTTCAAGCACCTCTTCC 266

Ai10B2712 Araip.B10 2712 p3 (TGA)10 30 7473301 7473330 AAAACGCAAGAATGGGTGAC CAAACGTAAAACGAGACGCA 273

Ai10B2715 Araip.B10 2715 p3 (GTT)5 15 7480386 7480400 CCATGTAGCCAATTCCACCT TTTGCATGACTGGGTGTGTT 276

Ai10B2718 Araip.B10 2718 p2 (TA)7 14 7486693 7486706 ACTCGGCTTGCAAAGGTAAA CCTCTGGTTCTCACCCCATA 236

Ai10B2719 Araip.B10 2719 p3 (TAA)15 45 7492425 7492469 TTTCTCGCCAAAATGAATGC TGAATAAAGTAACTGGGACAACTTCA 279

Ai10B2721 Araip.B10 2721 p2 (CA)18 36 7494211 7494246 TTTAAACCGCAATACCGCTC TGGACGATGAAGTCACGAAG 244

Ai10B2723 Araip.B10 2723 c (TC)6catttttcgaaaatcttcacccatttttatttattttattttca(AAAT)680 7504688 7504767 TCTTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 161

Ai10B2724 Araip.B10 2724 p2 (TA)6 12 7514036 7514047 CGTCTGGATCTTTAAAGCGG GCCAAAAATGCAGAGGAACT 244

Ai10B2725 Araip.B10 2725 p2 (GA)6 12 7522875 7522886 CAGAGAGAGGAAGAGGGTTCG TTTTTCTTCTCCCTCTTTTTAAAATTC 119

Ai10B2732 Araip.B10 2732 p2 (AC)6 12 7576826 7576837 CGCACACCTAGCATTTTTCA TAAGTGCTGGAAAACAGGGC 226

Ai10B2735 Araip.B10 2735 c (TA)6cacataaatataaagcttagcaagtcacattccatttttttttcttttgttcattcccttaaaggctttcggccg(ATA)6105 7592757 7592861 TTACGGTGACACATGGAGGA TTTGATGCAAATCGAAAACTT 250

Ai10B2736 Araip.B10 2736 c (TAA)11tgataatagtttaatat(TAA)5cgatagtaataataataattataac(AAT)5105 7593230 7593334 TGCCAAACTTCAAGAACAAAAA AAGTTGCACCCACTCGTGAT 240

Ai10B2737 Araip.B10 2737 p2 (TA)6 12 7596700 7596711 AGATGCAGGATACGAGGCAT GAAGCAAAGGTCGGCTAGAA 238

Ai10B2738 Araip.B10 2738 p2 (AC)7 14 7597863 7597876 GACCTGTGGTGAAGGAGGAA GTGGGTTCCGTCACACTCTT 262

Ai10B2739 Araip.B10 2739 c (T)10cttcttcttctctttccgtcgccaatccacttttctctttgtttct(TTTC)576 7600218 7600293 TGAAGCAAGTTTACCAGTTCAA TGGGTCCCTAACTCAAGTGG 249

Ai10B2741 Araip.B10 2741 p3 (GAG)5 15 7609818 7609832 TTTTTGCTTACTGGTGGTGG TCAAAGTTGAAAAGTTTCGGTG 206

Ai10B2746 Araip.B10 2746 p2 (AC)6 12 7615355 7615366 CCAGAAAATCCTGCAACCAT TCGAAGGGCAGAAAGGACTA 278

Ai10B2747 Araip.B10 2747 p2 (AT)12 24 7616335 7616358 TAGCCACCGGTGATCTTCTT TTCTTAATGGCTTCATGGGC 228

Ai10B2750 Araip.B10 2750 p2 (AT)7 14 7624975 7624988 CTACCCGCAACCCTATTGAG GCCATGCTAGAGGAAACTCG 256

Ai10B2751 Araip.B10 2751 p3 (AAT)9 27 7625426 7625452 AAAATCGAAACAAACCGCAC GAAGGGCATCATTGAGGAGA 248

Ai10B2752 Araip.B10 2752 p2 (TA)8 16 7628282 7628297 CCAAAGCTTGGAATGTTGGT CGCGTAAACAAACGATGATG 152

Ai10B2754 Araip.B10 2754 p2 (AT)6 12 7634396 7634407 TTGCCGGCATAAAATGGTA TCTGAGTTTTGTGGGGGAAG 223

Ai10B2755 Araip.B10 2755 p3 (AAT)8 24 7634711 7634734 CTTCCCCCACAAAACTCAGA TTGAAAAGGGCAAAGGAAGA 279

Ai10B2758 Araip.B10 2758 p2 (GA)13 26 7670029 7670054 TGCATCGGGATCTGATTGTA TCGGCTTCATAAGGGAATTG 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B2761 Araip.B10 2761 p3 (TAA)5 15 7676327 7676341 TGGAGGTCGTGTCATTTAAACTT CATCGGCCAATAAGTAAGGC 248

Ai10B2762 Araip.B10 2762 p3 (TTA)5 15 7676822 7676836 TTTATGCCCATAAGCCGAAG CCAGATTCTCATAAACTGAGCTG 185

Ai10B2764 Araip.B10 2764 p3 (ATA)6 18 7679392 7679409 AAGGAACGGAGGAACAACAA GTTTGAGAGGTGGTGGTGGT 197

Ai10B2765 Araip.B10 2765 c (TCA)10(TTA)9 57 7680425 7680481 TTTTTGCATGCTCCTATCCC CTTTTATGCCCTTTCCTCCC 187

Ai10B2768 Araip.B10 2768 p3 (TTG)5 15 7693540 7693554 CCTACAGCCTCTCTTCACCG TTTTGGGCTTGGTGTTTTTC 238

Ai10B2774 Araip.B10 2774 p2 (AT)9 18 7701719 7701736 CCTCAACAATTCACCAGCCT ACGTTTTTCCTTTCAGCAGC 275

Ai10B2778 Araip.B10 2778 p3 (TAA)13 39 7710044 7710082 TTGCAAGAGAGGAGAGTGGAA TTTGGTGACATAATCACTAATGAGG 269

Ai10B2782 Araip.B10 2782 p3 (CTT)6 18 7716627 7716644 ACGCGCTTCCTTAATTTTGA AAAACGCGAGGAAGGAAAAG 170

Ai10B2784 Araip.B10 2784 p3 (AGA)6 18 7718020 7718037 GGAGGAAGAGGAAGAGGTGG TTCACATACAAGCGTTTTTCC 183

Ai10B2786 Araip.B10 2786 c (ATT)13(TAT)23108 7731408 7731515 GTGGACTCCGACCACACTTT AAATGTATATCTCATTATTACGATCCC 272

Ai10B2788 Araip.B10 2788 p3 (AGA)5 15 7740753 7740767 CTTGGAGGTGGAAGCTTTTG CCCACCCAAGCCTACTCATA 227

Ai10B2789 Araip.B10 2789 p2 (GA)6 12 7740904 7740915 TATGAGTAGGCTTGGGTGGG CCTAATTGGTGCAGGGATGT 220

Ai10B2793 Araip.B10 2793 p4 (TTTC)9 36 7752183 7752218 GCTCAGGCGTAACTTTCTGC GTGCTAGGTGGGAGACAACC 255

Ai10B2794 Araip.B10 2794 c (T)11gcaaatatttcg(A)1033 7763480 7763512 TGCACCTTAGCTTGTGAACACT TTTTCCTTTCAAAGCCAATAGA 163

Ai10B2795 Araip.B10 2795 c (TA)11cccaaaga(AAT)957 7765806 7765862 AAAGTGAGTCAATTCAATGGTCA AGAAGTTAATCGGGCTGCAA 255

Ai10B2797 Araip.B10 2797 c (AC)7(TC)6 26 7766797 7766822 AACAAGCAGCCAAGTCAGTT GCTCTGACACCATGAAAGCA 201

Ai10B2801 Araip.B10 2801 c (T)16acaatgtgacaggcaaacaattcttcattctttccatcagaac(T)1170 7787932 7788001 CAACATTCAGGACAGCCACA AGGGCAGTTGGGCTATGTTA 149

Ai10B2802 Araip.B10 2802 p3 (GAA)5 15 7794472 7794486 AGGCATCCATGGAGATTGTC GGGTGTTGAGGTTGAGCCTA 157

Ai10B2807 Araip.B10 2807 p2 (TC)6 12 7814431 7814442 TATCCCCTGTTTACGCGTTC GTGGCAGTGGGAGGTTAGAG 213

Ai10B2811 Araip.B10 2811 p4 (GTGC)5 20 7828352 7828371 ATGTGCGTCTCTTGAGGCTT GAGTGTTGCAGAGAGGGAGG 187

Ai10B2812 Araip.B10 2812 p3 (CTT)5 15 7829042 7829056 CCACTGCTCCTTATGCATGT CAGCACCTTCTAGCACCACA 245

Ai10B2813 Araip.B10 2813 p3 (AAT)5 15 7829285 7829299 TGTGGTGCTAGAAGGTGCTG AGATGGAAAGTGCAAACCTTG 195

Ai10B2817 Araip.B10 2817 p2 (CA)6 12 7831154 7831165 GGTTTGTGTGGGCTTAAGGA TGCAAAAATGCAAATAACGG 174

Ai10B2818 Araip.B10 2818 p2 (TA)6 12 7831289 7831300 GGATGCTATGCTATGCTCCG AATTTTCCCACTTTCCAGGG 256

Ai10B2819 Araip.B10 2819 p4 (GAAA)5 20 7831537 7831556 ATAGGGTTGAAGGAAAGGGG TTCATTTTGCATGGTGGTGT 184

Ai10B2822 Araip.B10 2822 p2 (AG)6 12 7841337 7841348 GGAGGGAGGGTGAGTTAAGC CCATTGCTCCCTCTCTTCAC 278

Ai10B2823 Araip.B10 2823 p2 (AG)9 18 7843678 7843695 GTGGGAGTTTGGGACCATTA TGTGCACGTGGAATTCATCT 110

Ai10B2827 Araip.B10 2827 p2 (TA)7 14 7874926 7874939 TTGTAGCAAATATCTCCATTGAAAA TGGCTATTATCACACTACAAAACAAA 245

Ai10B2828 Araip.B10 2828 p3 (CAT)5 15 7877881 7877895 GTCCGTGGAGTCTCCTCATC TCCGGTAATTGGAGAGGTTG 132

Ai10B2830 Araip.B10 2830 p3 (TCT)6 18 7881931 7881948 CAAGGTTGCTACACATCCAAA AACACGAAGAAGAAGGCGAA 202

Ai10B2831 Araip.B10 2831 c (AGA)5cgtagcatcaagggta(AAG)752 7888879 7888930 AGGAAGAGGAGGAGGAGGTG TTTCGTTTTCTTCTCTCCCG 135

Ai10B2832 Araip.B10 2832 p2 (TA)6 12 7889772 7889783 AGCTCTACTTCTTGCGTCGG CTCAAAGTGAGTCAGTTCAATGG 218

Ai10B2833 Araip.B10 2833 p2 (AG)6 12 7891455 7891466 GCCCGAAAACGTTGATTAGA GCACAATAAAGGAATCAATAAGGG 269

Ai10B2834 Araip.B10 2834 p2 (AT)7 14 7892397 7892410 TTGCACAGCAAGAATGTGAA TCAAGAATTCGGAGCACAAA 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B2839 Araip.B10 2839 p3 (CAT)5 15 7904674 7904688 TTCACAGCAAAAACTCTCCTCA TAGTTGGTTTCGACAAGGGG 247

Ai10B2840 Araip.B10 2840 p3 (GAA)6 18 7919741 7919758 TGATGTTGTGGAGCTGATGA AAAACGTTGAGTTGGCAAAAA 165

Ai10B2843 Araip.B10 2843 p3 (ATA)12 36 7936161 7936196 AGCAAGGGGTGAAATTGAGA TCGTGATTTAGTCTTGTTTGTATGC 226

Ai10B2844 Araip.B10 2844 c (AAG)5(ATG)21 78 7936368 7936445 GCATACAAACAAGACTAAATCACGA TCTTCGTCTTCATCCCCAAG 241

Ai10B2852 Araip.B10 2852 p2 (AT)6 12 7981521 7981532 CATCATCCAATCACAATCCA GTGGGGGAGGTTCTACGATT 263

Ai10B2856 Araip.B10 2856 p2 (CT)7 14 8001374 8001387 AAAAGGACATCAAACTGGCG TGTGAGGAGGTGATTGGTGA 270

Ai10B2858 Araip.B10 2858 c (AT)9acagtattagcataggattatgtcagtaatcatcactatagcaggtgatctgttatagtttaagctgcaggagcgtaatcgtagccaccgtca(TCG)5126 8019671 8019796 TTTTCCACAATTCAAGCACA CTGCCTGAAGGAGATGATGA 271

Ai10B2864 Araip.B10 2864 p3 (GGC)5 15 8041123 8041137 TCTGAAATACCTGAAGGCCG CCTTTGGGTTTGGAGTCTGA 218

Ai10B2865 Araip.B10 2865 p3 (CAT)5 15 8045095 8045109 AAACACAGGCAAAGCACACA CTCTTCCACCATCACCTTCC 280

Ai10B2868 Araip.B10 2868 p2 (GT)6 12 8051976 8051987 AAGACCTAAGTCCGTCCCGT AAGCTGCGCAACCTTAACTC 208

Ai10B2871 Araip.B10 2871 p3 (ATA)18 54 8070848 8070901 TTTTCTTTTTACACTGTCCCAGC AATTCCTTGTTTGACACTGGC 141

Ai10B2874 Araip.B10 2874 c (CAA)8(TAA)8 48 8071883 8071930 TGTTGATCGAGATTCTAGCGG CAATCACCACGACTACCACTG 214

Ai10B2877 Araip.B10 2877 p3 (TAA)5 15 8076734 8076748 TGATGAAGAGTATTGCTTATTTGCTC CAATAATAACGTCACATGTTATCCA 274

Ai10B2886 Araip.B10 2886 c (A)10ggaacgctaaccctaatgtcctaaacggctaccccagtccctagtacccctccttgaaggctatcttcctcacctcatcacaccatagtctctctca(ACCTC)5132 8124625 8124756 GGTTCGAAACACGCTCTCTC CGAGACGAAGCAAAGGAGAC 202

Ai10B2889 Araip.B10 2889 p4 (TAAT)5 20 8137860 8137879 ATGCATCAGTGCAGAGCAAC ACACCCTGCACACACAGGTA 272

Ai10B2890 Araip.B10 2890 p2 (GT)6 12 8138150 8138161 GTACGTACCTACGCCGAAGC GCAACCGTCCCTACACAGAT 128

Ai10B2891 Araip.B10 2891 c (TTC)5acgtattttctcctcatcgttactactattattgttgcattttttttcttttc(T)1179 8138715 8138793 CGCTCCAATTTCTCAACCTC TTCGTCTTGTGTTACCGTCTT 202

Ai10B2893 Araip.B10 2893 p3 (GAT)11 33 8140488 8140520 TTTCGGATCAGACAACACCA CCATCATCACCACCACCATA 219

Ai10B2894 Araip.B10 2894 p3 (GAT)11 33 8141302 8141334 TTTCGGATCAGACAACACCA CCATCATCACCACCACCATA 219

Ai10B2895 Araip.B10 2895 p2 (TC)18 36 8150901 8150936 CAGCACCTTCCATGGTCTTT CAGCAAAGCTCTTCACCACA 246

Ai10B2896 Araip.B10 2896 p2 (TA)8 16 8151495 8151510 TCATGAGGTCTTTTCAAGGTTGT TGCACATGTGATGAGATTGG 225

Ai10B2902 Araip.B10 2902 p2 (TC)6 12 8189336 8189347 TCCATTACTTCCTTCCACCG TGTGTGGAGTTGAACCTGGA 227

Ai10B2904 Araip.B10 2904 p3 (TTG)7 21 8191313 8191333 CCCTTCCTAACATCCATTGC TCTGCATCCCTTTCAAAACA 245

Ai10B2907 Araip.B10 2907 p2 (TC)10 20 8200700 8200719 GCACCAAGAGAAGGCAAGAC CATCTCACACAACACACGCA 249

Ai10B2915 Araip.B10 2915 p2 (GA)20 40 8251002 8251041 GGGAGGAGATTTGTTGGTGA GTGCTGCTTCGTTTCCTTTC 177

Ai10B2923 Araip.B10 2923 p2 (TA)26 52 8261868 8261919 CTCGTGGATACGGTGAGGAT AATCACCAAAGCCACACACA 255

Ai10B2924 Araip.B10 2924 p3 (ATT)5 15 8264497 8264511 TCCGCAGGCTAAGTTAGGAG TAAAACAGGGGTGGTGTGGT 252

Ai10B2928 Araip.B10 2928 p3 (AAT)5 15 8280795 8280809 TCTGTCTGGAATGCAAGCTG TTGCTATTGCCAAACTGTGC 236

Ai10B2929 Araip.B10 2929 p3 (ATC)5 15 8303702 8303716 ATCGGAGGCAATGTGAAATC TCATAGAGCCCCATTCCAAG 250

Ai10B2930 Araip.B10 2930 c (GA)15aa(AG)9aa(AG)766 8306199 8306264 TCAGTGACCCAAAAGGAAGAG TTCTTCTCTGTAAAATGTGGTTCA 163

Ai10B2938 Araip.B10 2938 p3 (TGA)5 15 8320504 8320518 ACTTTGTGGAGATGCCTGCT GGGAGCCCTAAAGTCTACTCAA 220

Ai10B2939 Araip.B10 2939 p3 (ATG)6 18 8321278 8321295 GGCGGTCCTGAGTAGTAGCA GAGAAAAGGCTAAGGGGTGG 214

Ai10B2940 Araip.B10 2940 p2 (AT)6 12 8322913 8322924 CCCAGACAATGAGGGAGATG ATTCTTCTGGGGTTTTCCGT 155

Ai10B2947 Araip.B10 2947 p3 (ATT)5 15 8344794 8344808 TAGCAACAACCAACCAACGA TGTGATGGAGTTGTGCATGA 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B2948 Araip.B10 2948 c (T)11catacctcttctttttcttctccttcttcttcttttttcgtgtc(TCT)673 8346241 8346313 CACGGACATTCCACAATTCA ACGAGGAGAAACACGACGAT 243

Ai10B2949 Araip.B10 2949 p3 (AAG)5 15 8346450 8346464 ATCGTCGTGTTTCTCCTCGT TCTTCCTCTTTCTCCTCCTCA 155

Ai10B2952 Araip.B10 2952 c (TC)8tttctctttctctttctctctccatannnnnnnngccaagcaagccactaacactcagcaacaacaca(AC)6atagctacataagaagcaacccaaagcctc(CT)12150 8355437 8355586 CTTAAGAATTCCAATGGCGG CTACGCAACTCAACGACACC 277

Ai10B2953 Araip.B10 2953 p3 (GTA)5 15 8355952 8355966 ATGCTCAAGGCTTCCTCTCA CCTCTTCTAGGTAACGGGGG 260

Ai10B2954 Araip.B10 2954 p3 (TTA)9 27 8356430 8356456 CTCAAAATCCAACCAGCCTC CTCTCCACAATGCCAACAAA 216

Ai10B2957 Araip.B10 2957 p3 (TAT)6 18 8362571 8362588 GGCCCCATTCCATAATTACC AACACACAGAATGCCAAATCA 254

Ai10B2958 Araip.B10 2958 p3 (TTA)5 15 8362815 8362829 TGCCTTGAGCATACCAATCA ACGAGGGAATTCCTTAATCTTT 258

Ai10B2961 Araip.B10 2961 p3 (TTA)6 18 8368979 8368996 TGTGTTTAACATGGGAGATATCAA TGGGTTAACAATAAAAATGACAAA 255

Ai10B2963 Araip.B10 2963 p3 (TTG)6 18 8381237 8381254 AACATCCAGTCAGGAGGGTG TCAAGCCCAATATGAGTGGA 272

Ai10B2965 Araip.B10 2965 p2 (CA)7 14 8382675 8382688 GGTATTTGGGTGTATGCGGT TCTTTGCCTCGCTCATCTTT 266

Ai10B2969 Araip.B10 2969 p2 (GC)6 12 8396878 8396889 AAGCATTTTCGACCATCCAC AACATGTACCAGGAGGGCAG 226

Ai10B2976 Araip.B10 2976 p3 (ATT)5 15 8429640 8429654 AAAGGCAAGTAGGTTGGAAGT TGTTTGTGCTTGCTGTTTATCA 218

Ai10B2978 Araip.B10 2978 c (AGA)6aaattcactgacctc(GTT)548 8435422 8435469 GAGATTGAAAGGGAGGGAGC ACCGCAATCACAACAACAAA 163

Ai10B2992 Araip.B10 2992 p3 (CCA)5 15 8496656 8496670 CCTTGTTGATGGGTTTGTGA TTGGTGAATGCTACTATACCCTCTC 246

Ai10B2996 Araip.B10 2996 p2 (TA)6 12 8502311 8502322 CAGGTTGTGATAATTCGAAACAA CGAGACCAAGCTTATCCAGC 277

Ai10B3000 Araip.B10 3000 c (AAG)5acgcagcatcagggaagaagaagacatgcgcgaatttgaaaaagaagaagaaaatgggaagaagaagaacttgcgtgcacgaatttgaaaggaggaggg(GGA)6132 8528597 8528728 TGATGGCACCAGAGAATATCA ACGCCTTCTCCTTCTCCTTC 251

Ai10B3009 Araip.B10 3009 p3 (CAC)5 15 8555526 8555540 AAGTGAAGGGTTGGTTGTGC GACGACGAGAAAACGGAGAC 264

Ai10B3011 Araip.B10 3011 p2 (AT)6 12 8558491 8558502 CCAAAAATGTTAAACACCAAACA AACCAACCCGTGTACTCGAC 183

Ai10B3013 Araip.B10 3013 p2 (TA)7 14 8559588 8559601 TGATGCATACTTGATAATGCTGAA CGACGAGATCTTTACCCTTCC 272

Ai10B3016 Araip.B10 3016 p2 (TC)6 12 8579202 8579213 CTACTTTTCTCTCTCCAATTTTCG AGAGAGGGAGAGAGGGTTCG 260

Ai10B3020 Araip.B10 3020 p3 (TAA)5 15 8595423 8595437 AGCTTGGCTTCTCTGGATCA CAGCCATCACTCCCTCTGTT 198

Ai10B3022 Araip.B10 3022 p3 (TAT)5 15 8613214 8613228 CACAAAAGTTGCTGACCCCT GGGAGCAATTGCCAACATA 221

Ai10B3026 Araip.B10 3026 p3 (GTG)5 15 8625966 8625980 CGTTGTCAAGTGGTGGCTTA CAATGGCAATTCCAACACTG 245

Ai10B3027 Araip.B10 3027 p3 (ATT)5 15 8629125 8629139 TGCACTTTACATGCCTTTTGA CAAGCACCACACATCCAATC 247

Ai10B3035 Araip.B10 3035 p2 (TA)7 14 8659081 8659094 CGCAACTTTGTATATCCCCC CGAAGCTGGAGGTTCAAAAG 277

Ai10B3042 Araip.B10 3042 p2 (TA)6 12 8683123 8683134 GGCAACCTTCAGAAGCAGTT ATGCAAAGAACCCAACCATC 201

Ai10B3046 Araip.B10 3046 c (TC)7tttatactcttctctttctttacatgcgatactactcatattaagta(AT)775 8692517 8692591 GGGGAATAAGGCTGAGGTTT TCTCGTGCTGATAACGTGTTG 251

Ai10B3047 Araip.B10 3047 p2 (AT)7 14 8704413 8704426 TCTCTTTCTTTACATGGATACTACTCA TTTTTCTTCCTATTCTTTTCTCTTTTT 262

Ai10B3051 Araip.B10 3051 p3 (TCC)6 18 8707550 8707567 CCTTCGATCTCCATTCTCCA CAGCATATGGTAGGCGGAAT 160

Ai10B3052 Araip.B10 3052 p2 (TC)11 22 8710455 8710476 AATTGATGGCTCGTTGCATT AATTCTTGCATGGGCAATTC 270

Ai10B3056 Araip.B10 3056 p2 (TC)6 12 8719100 8719111 TTTCTCTCTACCCTTCCCACTC TTTTGGTAGAACAAAAATGTAAAGAGA 231

Ai10B3061 Araip.B10 3061 p3 (ATT)25 75 8728716 8728790 CATAAATCAAAGGACTCGGCA GGGTGGATTGTTTGTGGGTA 162

Ai10B3063 Araip.B10 3063 p2 (AG)6 12 8736303 8736314 GAAAAAGAGGGGAGATATTTTCG TTGATTTTCAAATTTGTTTCAACT 117

Ai10B3066 Araip.B10 3066 c (T)10cttttgttcttttgtttttcttatta(T)1046 8742567 8742612 CCCGTCTTCCTCCTCTCTTT TTCAAGTGTGGGAACCTTGG 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B3067 Araip.B10 3067 p2 (GC)6 12 8744937 8744948 AATGAAGGGATGAGTGTGCC TCCAGAGAGTTATGCCACCC 173

Ai10B3068 Araip.B10 3068 p2 (GC)6 12 8745054 8745065 GGGTGGCATAACTCTCTGGA CGCCCTTTAATTCTGCACTC 228

Ai10B3069 Araip.B10 3069 p2 (GC)6 12 8745244 8745255 GAGTGCAGAATTAAAGGGCG CCTGACTGCCCCCTAGTACA 176

Ai10B3071 Araip.B10 3071 p2 (TA)6 12 8758757 8758768 TTGCCAGCATAAAAAGTGGA TGTGGCATTGCATTGTAGGT 221

Ai10B3072 Araip.B10 3072 p3 (CTC)6 18 8760389 8760406 TGGCATGTCAGAAACCAAAA GAAGAAGGTGGGTTTGTGGA 273

Ai10B3073 Araip.B10 3073 p2 (TA)7 14 8762347 8762360 AAATTGTGAATTAAATCTTGAACCG TTCTAGCCCTTTACTCTTATATCGTT 169

Ai10B3074 Araip.B10 3074 p3 (GAA)5 15 8774524 8774538 TAGTCATGACAAAAGCGGCA TCAAGCCTCTTCTCACCGAT 124

Ai10B3077 Araip.B10 3077 c (TTC)5atggtttctattttgtaa(T)1043 8820855 8820897 GGCCAAAGATTGAGCAAGAG TGAACTTGACTAGGACTCACCC 266

Ai10B3078 Araip.B10 3078 p2 (TA)7 14 8825573 8825586 AAGTGTTGTTTCTTGCATTGATGT TGCTGGCCTCTTAGACTTTCTT 217

Ai10B3079 Araip.B10 3079 c (A)11tccaatccgactcctaacaattacctcgaaaggacaacgaggttcctatgccaaaaaaagattaatattttttttggcacaggaactaatcagtccc(A)10tcagaagccaaatttgata(T)15152 8829281 8829432 TGACAATTATTTCGAAAGACAACAA ATTCCACCCGACTTCTGACA 233

Ai10B3083 Araip.B10 3083 p3 (TGA)5 15 8833713 8833727 CTGTCCCAAGCTGAAGAAGG TGTGGTCTGCCATGAGACAT 146

Ai10B3084 Araip.B10 3084 p2 (CA)6 12 8847760 8847771 TCATTCCTCCATCACCATGA CTTCCATCACGGGAACACTT 224

Ai10B3087 Araip.B10 3087 c (A)13ctaaaaacggagggtccgttttgttttaaaag(A)10cattgttaacgaagggtccgttttcaaattt(A)1399 8868411 8868509 CCAAGCGATTTAGAGCAAGG CGAATGTTCCTTTGCCTCAT 229

Ai10B3088 Araip.B10 3088 p3 (TCT)5 15 8868670 8868684 ATGAGGCAAAGGAACATTCG CTAGCGCAAGTGAATAGCCC 272

Ai10B3089 Araip.B10 3089 p4 (AATA)5 20 8879677 8879696 GGTCATCTCAGTGTCACCCC CCACAGGTCCTACCATTGGA 172

Ai10B3092 Araip.B10 3092 p2 (TC)14 28 8887656 8887683 CTTCTTTTCTCCAATGCCCA GCACAACCTACCAAGCACAA 255

Ai10B3093 Araip.B10 3093 p2 (TA)6 12 8893423 8893434 TCAGTGAGGCATAGCCTTGA AGTGCAGTTTTCCAACACCA 140

Ai10B3096 Araip.B10 3096 p2 (AG)8 16 8930750 8930765 GGGGGAAGGGTATTATGGAA GGGTACCAGACTGGCGTTTA 270

Ai10B3098 Araip.B10 3098 p2 (AG)19 38 8939503 8939540 CCTCCACTGAGACCAAAAGG TGGAAGATTGATTTCTCCCG 228

Ai10B3100 Araip.B10 3100 p3 (TTC)6 18 8946554 8946571 AACCACATCTCCCTCTCCCT CCTATGACTCGGAGGTGGAA 206

Ai10B3101 Araip.B10 3101 c (A)10gaagaaaaaagaaaaaaataggcg(A)1044 8948232 8948275 TGAAGCAAGAAAAAGCAGCA GCCGCTTAGGCTAGGACTTT 224

Ai10B3104 Araip.B10 3104 p2 (TC)9 18 8964645 8964662 GTGCCAATTCTGGAGGTGAT TCTTCTTTGCCTTTGTTGCC 244

Ai10B3108 Araip.B10 3108 p4 (ATTT)15 60 8970163 8970222 GCCCTTTTTCTCCCAAATTC TGGTGGGTCCCTAATCTCAA 245

Ai10B3109 Araip.B10 3109 p2 (TA)12 24 8974834 8974857 GGGCATTTTTGTTCCCTTTT TGGGTATGAAAAACTTGGCA 234

Ai10B3111 Araip.B10 3111 p2 (TC)18 36 8981684 8981719 GATGGCATCCTTCGTGTTCT ACACACCTCACTCACCCTCC 272

Ai10B3113 Araip.B10 3113 c (T)10ctcttctttcaaaataaaagatccttaa(TC)752 8987124 8987175 CGGTTCAATCGGATCAAAGT TGGGGTCCACACAACTTTTT 214

Ai10B3132 Araip.B10 3132 p3 (TAT)5 15 9036679 9036693 AATCCGGAGGCAAACAAAAT GAACCCCGCAACCTCTTAAT 272

Ai10B3134 Araip.B10 3134 c (TCC)8ttcttcttcttttttttcttcatcttttttcattatcgtcatcgtcaccacaatcataccaccacatccatctcctcctcctcctt(CTC)6c(T)10139 9037373 9037511 CCTGCTACACATCCAAGCAA TGATGATGGAGGAGGAAGAAA 274

Ai10B3135 Araip.B10 3135 p3 (GAT)12 36 9037970 9038005 CTTGCGGTCTCGAATGAACT ATTTCGTTACCGTCGTCACC 240

Ai10B3136 Araip.B10 3136 p3 (GGT)5 15 9054707 9054721 TTATTATCTCCGTCACCGTCG CTAAAGGACGCGAGGAACAC 190

Ai10B3138 Araip.B10 3138 c (AT)6aaaataaagtggcattgcatgtgatggcgtgttaaagcatgagaaagtaaattaataataataa(TTATT)5101 9076128 9076228 CGGCCCAATAGCAAAATCTA GTACAAATCGATCCCCAACG 272

Ai10B3139 Araip.B10 3139 p2 (CA)6 12 9081955 9081966 GGTCCATAACTGGAGCCTCA GCGCACACACAAGTGAAAAC 259

Ai10B3140 Araip.B10 3140 p2 (TG)7 14 9091221 9091234 CCAAGGTTTTGCAAGTCTCC GGAAGGCTAGAGCTCCCCTA 235

Ai10B3148 Araip.B10 3148 c (A)12ttttcgttgg(T)1234 9100617 9100650 TTTGTTTGGTTTTTGGTCCAT GGTACCCGACTTACCGAACA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B3154 Araip.B10 3154 p3 (TAA)5 15 9118726 9118740 CTCTAACTTTCAGCCACGCC TTTCCATTTTCTTAAGCCCG 161

Ai10B3156 Araip.B10 3156 p3 (TTA)7 21 9123255 9123275 TGCTTGGATTAAAGGTGTGAAA CAGCCTATGACCCAACAACA 181

Ai10B3159 Araip.B10 3159 p3 (AAT)5 15 9126544 9126558 TAATCGAATCGAACCGAACC TTCAAAAATTTGGGAATCGG 120

Ai10B3160 Araip.B10 3160 p3 (AAT)20 60 9126878 9126937 CGATTTTATTGCGGTTCGTT AGGAGCGAGAGAGAGCACTG 263

Ai10B3168 Araip.B10 3168 p2 (AG)8 16 9142505 9142520 TCAAAATACCAACGTGACAACA TTGCTCGTCCTCTTAAATTGG 244

Ai10B3169 Araip.B10 3169 p4 (AAAT)7 28 9156396 9156423 TCATCTGCATTCTGCATTTTG GCGTACACGTCACTGATGCT 268

Ai10B3170 Araip.B10 3170 c (A)13ttttgacgc(AATA)646 9158241 9158286 GGAATTTGGGTGCCTACTCA CCCAAAATTCTCACTTTTGCAT 230

Ai10B3180 Araip.B10 3180 p3 (ATG)5 15 9188524 9188538 ATTGACCTGCTTGATGGCTC CATTACCGGCATCAACATCA 271

Ai10B3181 Araip.B10 3181 p3 (CTC)6 18 9193154 9193171 AGATGGCAAAAACAAATGCC ACCAGAAGCGCCAGACTCTA 245

Ai10B3182 Araip.B10 3182 p3 (AAG)5 15 9204682 9204696 TACGCGAAGAAAAAGGAGGA TTAAAACGCGCTCTCACTCA 130

Ai10B3185 Araip.B10 3185 p2 (TA)7 14 9211179 9211192 TCTCTCTAGCGGGACTCAATTT AGATCTCCCGACCCAATTCT 272

Ai10B3187 Araip.B10 3187 c (GAA)20a(AAG)5at(GAA)8102 9225984 9226085 GGCAGTAGGACGAAGACGAA GAGTCACTGGCTCACTGCTG 261

Ai10B3190 Araip.B10 3190 p2 (TA)6 12 9230947 9230958 TCCAACTTGCCCTCTTTCAT CATGTAAGCCGCACTTCTGA 224

Ai10B3193 Araip.B10 3193 c (A)10tgattttatcgtgaatactgatttgaatatctactttttgatacaaatgtta(TAT)886 9231800 9231885 AAAAGAGATTTTTGTTTGAGTGAATG TTTTTACTAATATATGGCCGATGACA 198

Ai10B3196 Araip.B10 3196 p3 (GCA)5 15 9249742 9249756 TGCCTTTGAGTGAATGTTGC TTTGTAGGAATGGCTTTGGG 162

Ai10B3197 Araip.B10 3197 p2 (AT)7 14 9250384 9250397 ATTCATCCATACCTGGAGCG GCCATTAGGACAGAAAAGCG 214

Ai10B3201 Araip.B10 3201 c (T)11(A)14 25 9253830 9253854 GTAAGGCCAGAAACCGTCTG GGATTTAGGGCTTCCTTTCG 209

Ai10B3204 Araip.B10 3204 c (A)10taaaaatctacaactacataagttct(A)1147 9263065 9263111 CAAACCTTCGGATTCCATGT ATAACCAAATGCACCCAGGA 210

Ai10B3208 Araip.B10 3208 c (TAT)12(TGT)13 75 9272490 9272564 ACCTGGCACTTGTTAATCGC CCGTGCTCTCTTCGAGCTAT 232

Ai10B3213 Araip.B10 3213 c (A)10ttcagccttataaacaaataaccataac(ATTT)558 9287858 9287915 ACTCGCCGGAGCAGTAGAAT CGTTCCAATTAGGGTTTGGTT 277

Ai10B3215 Araip.B10 3215 p2 (CT)11 22 9288922 9288943 AGCTAAAACTCATCGCCGAA CGAAGAGAAGCAACGGAGAC 248

Ai10B3218 Araip.B10 3218 p2 (TG)6 12 9297054 9297065 TTTCAGCTTCCAGAGGCAGT CAGCAAGCTTTTAAGGTGGG 228

Ai10B3223 Araip.B10 3223 p2 (TC)17 34 9311059 9311092 TTTCCTTCCCAAATTTTCCC AAAAATCAAAACGGTGAGCG 217

Ai10B3225 Araip.B10 3225 p3 (TCA)7 21 9318051 9318071 AAGCTTCTTCCACCTCGTGA GCAGCTGCTGTTAGTGATGC 196

Ai10B3232 Araip.B10 3232 p2 (TC)7 14 9351476 9351489 TATCTGCACAGCCTCCTCCT TAAAGCTCAACCCGCATCTT 237

Ai10B3236 Araip.B10 3236 p2 (TG)8 16 9362736 9362751 AAAAGCTATCCTGCCCCAAT CTCCCCTTCTTAACCTCCCC 168

Ai10B3237 Araip.B10 3237 c (T)10ctcttc(T)12cttctctccttcccctgaaagccttctttccttcttc(TTCTT)695 9366117 9366211 TGAATTTGGGGAAGCATTTC CCACAAGAAAAATGACAGAAAAGA 196

Ai10B3239 Araip.B10 3239 p3 (GAG)8 24 9375369 9375392 ATTGGGGACCATCGAATGTA TCAGAAGGTTCAAGATGCGA 245

Ai10B3250 Araip.B10 3250 c (T)10agagaagtggtga(T)1033 9400454 9400486 CCCTAAACCTTTGAGGTGGG AACGGCCTGAAGAATCAAGA 244

Ai10B3252 Araip.B10 3252 c (T)11gaaaacc(A)1129 9401381 9401409 CATGCAGCAATTCATCGTCT ATGTTTTGGTCGTGGTTTCC 137

Ai10B3255 Araip.B10 3255 p2 (AT)9 18 9405616 9405633 TCTCTCTCCTTTAATTCTTGTCAAA CATTTTGCTTGAGCATATAACTTTGT 163

Ai10B3256 Araip.B10 3256 p3 (CTC)6 18 9409603 9409620 ATGGAGCCATCAATCCATTC AAAAGTCACACCCGGAAAAA 245

Ai10B3266 Araip.B10 3266 p2 (TA)11 22 9435350 9435371 TTTCACATGCCATGATCAGC GTTTGAGTTGGCCTTTGGAA 249

Ai10B3268 Araip.B10 3268 p4 (TTAT)5 20 9437525 9437544 GCGTAACATTGGAGCAGTGA TCGTGTGGTGCTAGAAGGTG 215
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Ai10B3276 Araip.B10 3276 p4 (TTAG)5 20 9458581 9458600 TCCAACACTTCCAAACACCA CCAAGGTTCCCACACTTGAA 233

Ai10B3277 Araip.B10 3277 c (A)10tgagaaaaacaaaagaaaaagaaaagaaaaataatatggaaagagaaaaaaaaatag(A)1077 9458881 9458957 TTCAAGTGTGGGAACCTTGG TTTATTGGACCTTGCCTTGG 266

Ai10B3279 Araip.B10 3279 p3 (CCT)5 15 9466522 9466536 TGGTCCGTACTCTCAAACCC TGAGGGACGATAGGAACAGG 125

Ai10B3280 Araip.B10 3280 p3 (AAG)6 18 9467631 9467648 GGTGCTGACAGATGGAGACA CATTTTCCACACCAGCATTG 277

Ai10B3285 Araip.B10 3285 p2 (TA)6 12 9479904 9479915 TGCATCCCTGATAAACAGCA TCCAAATCGATAACTCTCGGA 250

Ai10B3286 Araip.B10 3286 p3 (ATT)5 15 9488598 9488612 ACAAGCAGGGGACATCATTC TAGACCAGAGTGCCAGACCA 159

Ai10B3290 Araip.B10 3290 p3 (TTC)6 18 9519193 9519210 TGTACCACCACCAAGCACAT TGCAAGAGCATGATACCCAA 280

Ai10B3298 Araip.B10 3298 p4 (TTTA)5 20 9542818 9542837 TCTTCATCAATTCATTCGTTGC CCTTCCCCCTAAATGGAAAA 126

Ai10B3299 Araip.B10 3299 p2 (TA)6 12 9552549 9552560 TTTAGTGCAAAATTGATATGCTACC TGTTAAACCCGTGCGATGTA 236

Ai10B3300 Araip.B10 3300 p2 (AG)8 16 9553199 9553214 CGAAGAGGTTGATGAGGGAG CTGCGCAGTTCAGAAAACAC 189

Ai10B3302 Araip.B10 3302 p2 (TA)7 14 9554894 9554907 ACCACCATAAACGGACGGTA AGCGATCACTTGAGCCATTT 244

Ai10B3303 Araip.B10 3303 p2 (AG)8 16 9559858 9559873 GGAGTTTGAGCCATTGTGGT TTCTTTTGCACACAACCTGC 170

Ai10B3304 Araip.B10 3304 p2 (CT)6 12 9560797 9560808 TGTAACGGAGAAGGGGACAG TCAACGGCTAGTTCCAGGTT 191

Ai10B3307 Araip.B10 3307 p3 (CTT)6 18 9572692 9572709 ACGAAACAAACGGATAACGC GGGTCTTCGTTGTTGAGGAA 201

Ai10B3308 Araip.B10 3308 p3 (TCC)5 15 9575716 9575730 TGGTACTGCATCATCAGGCT AATGGACCAACACTAACCGC 219

Ai10B3309 Araip.B10 3309 c (A)13gatttttgtggcggtttctc(TG)1053 9576033 9576085 TTTGTAGTGTCTGCATGCCC TTTGTCAAACAAAACCCTGC 274

Ai10B3314 Araip.B10 3314 p2 (GA)7 14 9582973 9582986 TTTCAACTGGTACAATAGCAAAGA TTTCCCACCCACACTCTCTC 168

Ai10B3321 Araip.B10 3321 c (T)17gatactttggcttggtttagttatatcaaacaaaagtagtaggttatattttattaattagt(A)1089 9617828 9617916 CACGACGTCAGTAGGAACGA TTCTCACCTTTTCCTATGCTATCC 245

Ai10B3335 Araip.B10 3335 p2 (TA)6 12 9674609 9674620 GAGACCCCAAATCAAAGCAA GAAAAGGGAATGCGTCAAAA 154

Ai10B3336 Araip.B10 3336 p4 (TTAT)6 24 9675522 9675545 GGAGAAAATTTCAAGCACCAA TTTTGTTCCTAACGATGATGTTC 227

Ai10B3342 Araip.B10 3342 p2 (AT)6 12 9701974 9701985 TGATGAAGAGCTATGCCTGC TTTTCGATGCAAGTGTCCAA 259

Ai10B3343 Araip.B10 3343 p2 (TA)6 12 9718552 9718563 AAGCGCTACCCAAATTTCAA GGACCCACCCCTTTCTATTT 255

Ai10B3354 Araip.B10 3354 p4 (TTTA)5 20 9755260 9755279 AGTTTGGACATGGATGGAGC TGTTTTGATTAGACAATTGCACG 214

Ai10B3356 Araip.B10 3356 c (T)10aaatcattcaaaaaaatttttctttttcattttcaaaatttattttcgaaaaatatacaaaaaaattaataaaatcataaaacc(A)10104 9774399 9774502 CACGATTTTCCACACCAAGA TGCAATTGACACCAAACTTAAAA 272

Ai10B3361 Araip.B10 3361 p3 (GAT)7 21 9798194 9798214 GCTGAAGCATTTTGAAAGCC TCCAATGAACCTTGTCACCA 211

Ai10B3365 Araip.B10 3365 c (T)12cttttac(T)10 29 9819495 9819523 AACGAGGAGCGAGTGTTGTT TTCCGATTTCTCATTTTGCC 169

Ai10B3368 Araip.B10 3368 p2 (AT)7 14 9822040 9822053 CCAAACATTGGGGACAAAAA AACGCCGAAATGATACAAGG 217

Ai10B3370 Araip.B10 3370 c (T)10gtttaatttatttcagtc(A)1038 9845721 9845758 TGACAAAGATGGCGATGAAG CGCGAATTGAGCCAATAAAT 219

Ai10B3373 Araip.B10 3373 p2 (TA)9 18 9853102 9853119 TGCACCTAAACCATTCACCA TGCCACAATCCAAATCAGAA 221

Ai10B3385 Araip.B10 3385 p4 (ATAG)5 20 9880312 9880331 GCCACTCATATTGTTGGGGA AATGAGCAACCCTGTAACGC 269

Ai10B3386 Araip.B10 3386 c (TG)6tatgtgtgtgtctgtgtgtgtc(TG)748 9880861 9880908 TGGTCTTGATGGATAAGCAGG CTTGGATCTTGTGGTGCTGA 232

Ai10B3387 Araip.B10 3387 c (T)12c(T)10 23 9881024 9881046 TGGTCTTGATGGATAAGCAGG CAGTTGCTTGGATCTTGTGG 238

Ai10B3388 Araip.B10 3388 p2 (TC)42 84 9882086 9882169 AACTCGAAATTTGTGCCTCC TGAAATGGTGGCTTGCAATA 230

Ai10B3391 Araip.B10 3391 c (AT)7acac(AT)6 30 9885316 9885345 CTTAAACCGTGAAACCGCTC CACCCTCGCCTTTATCTTGA 200
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Ai10B3392 Araip.B10 3392 c (AT)6acac(AT)7 30 9889416 9889445 TGCGCAACTCTGATAACTCG CACCCTCGCCTTTATCTTGA 274

Ai10B3397 Araip.B10 3397 p2 (AT)7 14 9911624 9911637 TGGGGAGTGGAATTGTATGTC TTTGTGTTTTTCCTTTTATCTCATGT 280

Ai10B3399 Araip.B10 3399 p2 (CT)9 18 9922589 9922606 GTCGTCGTCGTAGGAAGCTC AAGTCACACTGCTTACCGGC 166

Ai10B3400 Araip.B10 3400 c (T)10cttttaattgggtccctgcaccaaac(T)1046 9928335 9928380 GGTCGTTTCACACGCATAAA GCCAATTACTACCAAGAGGGG 169

Ai10B3403 Araip.B10 3403 p2 (AC)6 12 9942668 9942679 TCAACAACAGGATCAACACCA TGTTATGATGGGAGGTCGAA 257

Ai10B3406 Araip.B10 3406 p6 (AGCCGG)5 30 9961588 9961617 GGAGTCGCAGCAGGAGTTAC TCAAGCATGCTCCCATAACA 273

Ai10B3410 Araip.B10 3410 c (A)10gaagaaagcttgaaaacaaagggttactgctccagaact(A)1059 9969040 9969098 TAAAAATTGACTTGGCCCGT TGCACATGAACAGTGCTGAA 209

Ai10B3416 Araip.B10 3416 p3 (AAT)5 15 9971841 9971855 TCGACAAAAACTGAAATTGTGA CAACCCAAACTTAGCATTTTGA 136

Ai10B3419 Araip.B10 3419 p3 (AAG)5 15 9979192 9979206 TGGTTTGAATCCATTTTCTCG CCTGTTCTCAGAAACAAACGC 273

Ai10B3422 Araip.B10 3422 p2 (TA)6 12 9981897 9981908 TGAAAACAAAGTGTGACGGA TTGGCATTTGGTTGTGAAGA 211

Ai10B3423 Araip.B10 3423 p3 (TAT)5 15 9982308 9982322 TCCTTCTTGACAATTATTAAACCCA AGTGAATCACGAACGCGTAA 269

Ai10B3425 Araip.B10 3425 p2 (CT)6 12 9998123 9998134 CGAAAGAAGATACAGGCGCT TTGGAGTTTCTCACGCCATT 244

Ai10B3430 Araip.B10 3430 p2 (TA)6 12 10030515 10030526 TGCTTGTCCTCAAGCAAAAA AAACCAAGTCTCCCGCTTCT 264

Ai10B3444 Araip.B10 3444 c (AT)6gtgtgtgtgagagagattatagaatttgattttaccac(A)1060 10078388 10078447 GGTCTTTGTCGTTAACTGTGTCT AGGATTAAGCACCAACGCAC 233

Ai10B3459 Araip.B10 3459 p3 (AGA)6 18 10136397 10136414 GAGGAAGAAGAACGTGCAGC CTCCACTCAAACGGTTCCTC 150

Ai10B3465 Araip.B10 3465 p3 (ATT)5 15 10159974 10159988 GGAAGAGTTGGTTAGTGTTTTTGAA TTTTCCTTGCACCTTCCTTG 259

Ai10B3474 Araip.B10 3474 p2 (TA)6 12 10173421 10173432 CCCCAGCTTTCTCATTCAAA TTCACTTGGAAACAGTCGTCA 212

Ai10B3480 Araip.B10 3480 c (TA)6tttgtgttcacaaaacgactacatgtgatgatgtgaacatacataagaagttgagaggttgaattcaataattcagcaattt(A)12106 10185927 10186032 GAATTAACATTGTTGCATGGACTT TCCAGGACTCATTGTGTGGT 269

Ai10B3484 Araip.B10 3484 p2 (AT)6 12 10189548 10189559 CCCATGACGACACAGAGAGA TGATTAAACCGTGTTATTTTTGTCA 223

Ai10B3490 Araip.B10 3490 p3 (TAG)5 15 10192882 10192896 TGTGTGATCTTCGAGGGTTG TGCAGACCAATTGAAAGAGC 273

Ai10B3494 Araip.B10 3494 p3 (ATT)5 15 10203132 10203146 GATCCCGAATTGCCAACTTA ATTTGACTAAGGCCATCCCT 276

Ai10B3495 Araip.B10 3495 p3 (GGT)5 15 10204399 10204413 TTGCTACTTCTTGCTTCGGC AAAAATACCCTCCACCACCA 266

Ai10B3496 Araip.B10 3496 p3 (AAG)5 15 10204854 10204868 TTCTGCAAAGGAGAAAGGGA ACAGAGGTAGCGGCAGAAGT 100

Ai10B3497 Araip.B10 3497 p2 (TA)7 14 10205796 10205809 TCTTGCATGCCTGACTTTTG CGTAGCAATTGTGTAATCATAGCC 152

Ai10B3502 Araip.B10 3502 p2 (TA)7 14 10228534 10228547 TGGGGTAATTTTGTCCCCTT TTGGAAATTTGGGAACCTACTC 234

Ai10B3505 Araip.B10 3505 c (T)10g(T)10gg(T)1033 10248274 10248306 TCATTCCTCCCTTTGAATGC GCACGTTCCAGGATTTTGTT 271

Ai10B3510 Araip.B10 3510 c (AT)7agtcttgcatgcctgacttttgtattggtaaaagttttaattattttggtattgat(TA)784 10253969 10254052 CGTAAATTGGGCGTTTTCAA AAATCTTGGACATAGGTCATCACA 225

Ai10B3512 Araip.B10 3512 p2 (TC)30 60 10257001 10257060 CAGCTCATGTCATCATCGCT CTCAGATGAAACTGCAACGG 252

Ai10B3513 Araip.B10 3513 p2 (CT)15 30 10257232 10257261 CCGTTGCAGTTTCATCTGAG CGACGGCGACTAAGTGATG 184

Ai10B3515 Araip.B10 3515 c (ATA)6atgctgagaaatgatgttgctgctttaggcttctaaccttcgtctttggccatctttttttcttttttttgctg(T)10102 10260313 10260414 AATTAAGAAAAAGAAACGAATCCTG TGTTTTCGATCTTACTGTTTTCG 226

Ai10B3520 Araip.B10 3520 p3 (CAT)5 15 10270791 10270805 TAGCGTTACATGAAGCAGCG GGTTGCTGGAGAGAGATTGC 154

Ai10B3522 Araip.B10 3522 p3 (TCC)5 15 10272523 10272537 AGAGCTCCCTCATCGAATCA TGTTTTGTAGCAACCCGTGA 159

Ai10B3523 Araip.B10 3523 p3 (TTC)7 21 10273186 10273206 CCATGCCTATTCTCACAGCA CCTCTACCAACTCCATTGACA 279

Ai10B3526 Araip.B10 3526 p2 (TG)6 12 10278409 10278420 CATGGAATTGGTGCACTTGA TGCGAGGAACACATGGATAA 142
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Ai10B3530 Araip.B10 3530 p3 (CTT)5 15 10283959 10283973 AATGTAGCCGTTGAATTGGG TCCCTGCAACAACAGAAACA 241

Ai10B3533 Araip.B10 3533 p2 (TC)8 16 10309011 10309026 ACTTTTAGCGAGACAGGGCA TGACGAATTTGAGAGGCAGA 266

Ai10B3534 Araip.B10 3534 p2 (CA)7 14 10313919 10313932 TTTGCCTATTCTCGGTGGTC TCAATAATCGATAATGTGTGTGTGA 161

Ai10B3536 Araip.B10 3536 p2 (TA)7 14 10320042 10320055 AATTTTTGAAAATCACTGTTTTGTT GCTTGTAGCCATTAGGTATGGAA 250

Ai10B3537 Araip.B10 3537 c (TAT)6gttgtttcatttatttgtctttaatttcatgcttttaattcgtc(T)1173 10320769 10320841 CAATGATCGTAACATTCCTGACA TGGCCACTTTTTCTTGCTTT 252

Ai10B3538 Araip.B10 3538 p2 (TA)6 12 10323051 10323062 AATCTTATCACGTGCATGGC AGCACTCGCAGACCATCTTT 257

Ai10B3539 Araip.B10 3539 p3 (TTA)7 21 10324884 10324904 TCCAGATCAGTCCCCAAAGA CCCCCGTCCAAAAATAAAAT 241

Ai10B3541 Araip.B10 3541 p2 (TA)9 18 10331632 10331649 TCTTGGTGAATCCCCTTCTG AGCTCCGTTCCATCATCATC 253

Ai10B3543 Araip.B10 3543 p3 (CAC)7 21 10334098 10334118 TGGGTGACTGCTTAGGGAAG TGGCATATGTGAGTGATTTTTGA 153

Ai10B3544 Araip.B10 3544 p3 (ATA)5 15 10336020 10336034 CGTTTTAAGTTCGGAAACCAA CACATAGGACAACAACCCTACC 280

Ai10B3552 Araip.B10 3552 p2 (TC)18 36 10358715 10358750 TCAAGCAGCGTCTTCACATC ATCTCCGCCTACACAACCAC 252

Ai10B3555 Araip.B10 3555 p3 (TAT)7 21 10369360 10369380 TGCTATTCTTTCACTGCAATGTT TCGACTTCATAGAATTGATATATGCC 189

Ai10B3559 Araip.B10 3559 p6 (CTGTCC)6 36 10388129 10388164 TGTGGGACGACATGCTAAAA AGCGATAGCGATGGAGACAG 279

Ai10B3561 Araip.B10 3561 p2 (GA)8 16 10391007 10391022 ACCACCATCTCATCCACCAT CTTGCAGATGAAATGCCTCA 158

Ai10B3562 Araip.B10 3562 p3 (TAA)5 15 10391949 10391963 CAAGTGATTGGAGAAAGCAAAA TGTCCTTGGAAACACACCAA 201

Ai10B3563 Araip.B10 3563 p3 (TTC)6 18 10392529 10392546 ACGAAGCCACTGTGCTCTTT ATGGCTGCATTTGTACCCTC 174

Ai10B3567 Araip.B10 3567 p2 (TA)11 22 10401507 10401528 CCGAGCTTGAGCTTGGATAA GCTCACGAGTTGGCTCAAA 280

Ai10B3570 Araip.B10 3570 c (AT)6tactacaatgttctaataatatagatcttagcttattc(AT)968 10404644 10404711 TGCACACTCTTAACCACCATTC CAAGTGGAGGCAAACCTCAT 262

Ai10B3572 Araip.B10 3572 p2 (CT)7 14 10408457 10408470 GGCCAGACCCAAAATTAACA GGAACGCGAAAAGAAGAGTG 270

Ai10B3575 Araip.B10 3575 p2 (AT)6 12 10414069 10414080 CGCCAAAAGCTCCAACTAAT CAAGGTTGACTGCAAATCCA 263

Ai10B3576 Araip.B10 3576 p2 (AT)6 12 10414998 10415009 AAATCAGCTATTAAAATCAATCATCAA AAAAGTGAGATTCACGCGCT 246

Ai10B3578 Araip.B10 3578 p2 (AT)6 12 10417595 10417606 TTAAAGAACCACATGCTGCTG TTCCAAGTTGAAAACTGGTGTC 274

Ai10B3583 Araip.B10 3583 p2 (TA)7 14 10427887 10427900 AGGTTTGACAGCAGAAGGGA GGATTGGAATGAATTGCTGG 222

Ai10B3584 Araip.B10 3584 c (CT)6cgt(TC)6 27 10432499 10432525 GAGGCACCAAAACTTGAAGC AGGTACATTAATGCTGATTACGAA 243

Ai10B3586 Araip.B10 3586 p2 (TA)6 12 10440695 10440706 CAGAGAGTTTGCAAAAGAAAGGA TTAGTTAGTTACCAATCGTGATATGC 234

Ai10B3587 Araip.B10 3587 p3 (CTT)10 30 10443510 10443539 TGCTCCCTGTGCTCTCTTTT TGTCAGTTTCGCCCTCTTCT 248

Ai10B3588 Araip.B10 3588 p3 (TTA)5 15 10444434 10444448 CCGTGATCGGTTGTGACTTA CCAGAGCCTCCAGGTAGAAA 219

Ai10B3590 Araip.B10 3590 p2 (TA)6 12 10449458 10449469 CGAACTGAGTTGGAAGCTTTG CGGGAATGAACTGCTCTGAT 275

Ai10B3592 Araip.B10 3592 p3 (TCA)5 15 10466050 10466064 AAACCCAAAGTGCCAATGTC TCATGAAAAGGAGGAGATAAATGA 119

Ai10B3593 Araip.B10 3593 p2 (AT)6 12 10467965 10467976 TCTCCGGATCCGCTATTTTA TGAACTTTTTGAAGCTCGCC 189

Ai10B3597 Araip.B10 3597 c (A)12g(A)10 23 10477669 10477691 AAATCCAACATCTCTCGGTTG GAAGTTGAAAGCCTTGCTGC 212

Ai10B3599 Araip.B10 3599 p2 (AG)6 12 10482205 10482216 GGAGAATTGAATTTGTGCGTC ACACCACGGGACACCATAAC 201

Ai10B3601 Araip.B10 3601 p3 (ATA)12 36 10482834 10482869 GTTTGAAAAGAAAAATAGAGAGAAAAA TGGGATGAGTAGTAAACAAAAATAAAA 280

Ai10B3603 Araip.B10 3603 p3 (TAA)6 18 10488846 10488863 ATGGCCTTTCATCAATTTCG AAACGTGATGAGCGAAGGAT 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B3605 Araip.B10 3605 p2 (AT)8 16 10492232 10492247 TGGCTTTCTACTTTTCACGG ACCGCCGCGACATATTATAG 251

Ai10B3606 Araip.B10 3606 p2 (TA)6 12 10492565 10492576 CATGCTTCTGTTTCCATCCA GTGAGATCGACAATCAGCGA 265

Ai10B3609 Araip.B10 3609 p6 (GAAGAT)5 30 10497256 10497285 AGGATAAGTGGGCACGATTG CAAAAGCATCACCACTGCAC 253

Ai10B3611 Araip.B10 3611 p3 (TCT)5 15 10500149 10500163 GCAACCAAGTCCAACCAAGT TTGGTGTTGTTAGTGATGACGAT 214

Ai10B3613 Araip.B10 3613 c (T)10cttttattag(A)1030 10503743 10503772 GCAGCAAGAATTGATGACGA CATGATAACACCGCACTTGG 161

Ai10B3616 Araip.B10 3616 p3 (TAA)6 18 10506111 10506128 TTCTCCTGATTTTAATTCCTCCA TTACTCAGGTCACGGAAGGG 271

Ai10B3619 Araip.B10 3619 c (AG)7tgagaagctgta(AG)1556 10508895 10508950 TGTGAAAATCCGGGTGTACTT GGAAGCTGAAAGACAGAGGC 213

Ai10B3623 Araip.B10 3623 p4 (AATA)5 20 10513825 10513844 TTGTGTTTGACAGACAAATTAAAAGA TGAAAGTAAAAGTGATTTTATGTTTGG 252

Ai10B3627 Araip.B10 3627 c (ATT)5tc(T)11 28 10528670 10528697 GCATGCAAGGAATGGAAAAC AGGGAGTTGAATTTGCATGG 229

Ai10B3634 Araip.B10 3634 p3 (AAG)8 24 10561899 10561922 CGAGGGTACGACCTCTTCTG GTACGACGTGGAATCGGAGT 241

Ai10B3635 Araip.B10 3635 p3 (GAA)10 30 10565830 10565859 AATGCGAAAACAACGAAACC AAGGATGACACGGACACCTC 241

Ai10B3638 Araip.B10 3638 c (A)12tttatacaatatgattatttagtttattttactttttggtagattgattataggtttatttaaatcaattaatttgattttgtctcta(T)10cttttccgtttagtcat(A)13140 10570504 10570643 TTAGCAATGCCAAGTGGTGA AGTATGTGCAAATTAATCCTTCG 230

Ai10B3639 Araip.B10 3639 c (T)18attttttttaagtcac(A)1751 10571736 10571786 CATTGGAATTGGCATGTTGA GGTGATCAACCTGTTTATCGTTT 280

Ai10B3641 Araip.B10 3641 c (TC)10gctatattgtcgtcttgggtttgttgttacagtgcgtgtctgtgtcttgactc(AG)1195 10575722 10575816 CTGGGTTCGCTCTATTGCTC TGTGAGTCCATCGTCATCGT 200

Ai10B3642 Araip.B10 3642 p3 (ATC)5 15 10598985 10598999 TTCCAACCACATTACCATTTCA CGGCTAAGGTATGGTTTTGG 241

Ai10B3644 Araip.B10 3644 p3 (ATG)5 15 10610631 10610645 AAATTTCTGTCCAAAGGGCA TGCAGTGATGCTGATGATGA 187

Ai10B3645 Araip.B10 3645 p3 (CAT)5 15 10610757 10610771 TTCATCAACAAGGGAGGGTC TCGCATCTGGCTCTAACAGA 220

Ai10B3646 Araip.B10 3646 c (TG)6aaacatgggtgtagtaatgcctaggattgggagctgtccaatccacttgacc(A)1175 10612664 10612738 TTCAAATTCCAGCTGAGGCT AGGGGCATTGGGATGATTAG 249

Ai10B3648 Araip.B10 3648 p4 (TGTA)11 44 10623303 10623346 CGTCATGCAGTAGGTAGCCG AATTTGTGCCAGACCCAGAC 225

Ai10B3653 Araip.B10 3653 p3 (GAG)5 15 10638814 10638828 CACGCAAAGAAAAAGGAGGA TTAACATGCGCATCACGTTT 173

Ai10B3654 Araip.B10 3654 p3 (CTT)5 15 10654661 10654675 TTACGCCCAAACATAGGGAC GGCAACGACGACAATAACAA 210

Ai10B3655 Araip.B10 3655 p2 (CT)6 12 10656129 10656140 AGAAGGAGAGGGAGACGGAG GGATTCTGTAGCATGGGCAC 172

Ai10B3656 Araip.B10 3656 c (T)10ggatatattcttctccttcttcccattaaaatatgcg(T)1057 10656576 10656632 CCATTTTTCATTGGTTTCCG GCAGCCAAGAAAAGAAGCAC 191

Ai10B3659 Araip.B10 3659 p3 (GAA)6 18 10674047 10674064 ACTTGTGTGAAAATTCCGGC GGGAGGCCCAATAACAAAAT 256

Ai10B3663 Araip.B10 3663 c (C)10(T)10 20 10690350 10690369 TGCCTTACCAAACATGTGGA TGGCACGAACAGAACTTTGA 275

Ai10B3665 Araip.B10 3665 c (T)11ag(A)10 23 10699281 10699303 ATCGCATAAGGTTGAATGGC AACTCATTCATGGCCGTTG 208

Ai10B3666 Araip.B10 3666 p2 (GA)6 12 10701702 10701713 GTCTGACCACGGGTAATGCT CCTTGGATCCTTGTCACGTT 270

Ai10B3667 Araip.B10 3667 p3 (TGA)5 15 10703652 10703666 ATTACTGGTCGATGGAAGGC CAATCAGCCAACATCACACC 276

Ai10B3668 Araip.B10 3668 c (A)10gttaatctcaaaagaatgatttca(T)1246 10710477 10710522 GTTAACCTGGTCGCTCCACT ACCAGTGATCTTCCAAACCG 248

Ai10B3670 Araip.B10 3670 p2 (GA)8 16 10719685 10719700 ACGGGTTGCATGAATCAAAT TGCATGCAATAGAAAATGGG 260

Ai10B3673 Araip.B10 3673 c (GA)11a(AG)7 37 10730046 10730082 CAGCTCGAGAATGCAATCAA ACCCAACTCCATCCATAACG 133

Ai10B3676 Araip.B10 3676 p2 (AT)10 20 10735880 10735899 ATTCAAAATTTACACGCGCC TGGTAATCGGCCTGTTTTCT 250

Ai10B3679 Araip.B10 3679 p2 (TA)9 18 10739656 10739673 TTTTTAACTTCTCCATAAGCACTAAA ACGACACAAGACACGCAGAC 196

Ai10B3680 Araip.B10 3680 p3 (AAT)27 81 10742969 10743049 CGTGACTCTGTTTTCCCTCC AACAATAATACACGGGTAATTGAAA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B3684 Araip.B10 3684 p2 (AT)10 20 10751479 10751498 TTGCTTATTATTAGGCGCACA CATATAAATCACATACACGAACAATG 226

Ai10B3685 Araip.B10 3685 p3 (TAA)27 81 10753243 10753323 TGTCCTGTCTCGATTTACATGC TCTTCCTCTCTCAGTCTTCATCTTT 253

Ai10B3686 Araip.B10 3686 p5 (TATAA)5 25 10753863 10753887 GAGGTAGATGAGAGAATTTAGGAAGG TCCCTCTCATTCCTTCAACC 275

Ai10B3687 Araip.B10 3687 p2 (AT)6 12 10754350 10754361 GAGAGTCACATATGACACATTTTGG AAAGGTATAATCAACAACAAGCCA 278

Ai10B3688 Araip.B10 3688 p3 (TGA)6 18 10754825 10754842 TCATCCATGCAATGCAATCT GCGAATCATCGTTTCCAAAT 187

Ai10B3689 Araip.B10 3689 p2 (TA)7 14 10758149 10758162 AGCAAGGCTAGAAAAAGGGG GAGGCTACAAGTAAGGGTTTATGA 255

Ai10B3691 Araip.B10 3691 p2 (TA)6 12 10760364 10760375 CTCCGGTTCTTTCTGCTGAG ATAACGTCACCATCCAAGGC 267

Ai10B3692 Araip.B10 3692 p2 (AT)10 20 10761923 10761942 TTGTCTTTTGAACGGCTGTG GATGCAGGCAGAAGAGGACT 217

Ai10B3697 Araip.B10 3697 p3 (ATA)5 15 10767083 10767097 GGTTGCATTTGTCTGTCCAA TATGAAACCTCATGGCCACC 268

Ai10B3698 Araip.B10 3698 p3 (GGA)6 18 10770826 10770843 GGACACCGCAAATGATTTCT CACCTTCGCATCCAATTCTT 109

Ai10B3700 Araip.B10 3700 c (AG)18aaactattcatagagaataa(AG)6aaagatgtttttagaaatataag(GA)6103 10791144 10791246 TCTCGTGCTGATAACGTGTTG GAGGCTTGATCAGAGGCAAT 273

Ai10B3703 Araip.B10 3703 c (T)10ctattgcaaaaatttgcttccagttagtgtatttatattctttctaattctattgccttattaaaaaaactgaaatgacattaaattt(A)15113 10808707 10808819 AATGAAAATGGATACAAGTTGAAAA TTAGACGGAAGAACTTAGTTGTCTTA 280

Ai10B3705 Araip.B10 3705 p2 (AT)6 12 10817770 10817781 AACAAGCTCCTGACTCAGCC GCGGAGTGGTTACAGGGTTA 214

Ai10B3709 Araip.B10 3709 p2 (AT)8 16 10833712 10833727 CTCACGAGATGGCTCGAACT CATGAGCTGGTGAGCTGAGA 224

Ai10B3716 Araip.B10 3716 p3 (AAG)7 21 10848462 10848482 GAGTAGAGCAGAGAGATTGCATTG GCAACGAGAAGAAGTGGTGG 215

Ai10B3718 Araip.B10 3718 p6 (CCTTCT)5 30 10850945 10850974 TGGCCTTGATTACTCTCGCT ACAGGGGTCTGGAGGAAGTT 241

Ai10B3721 Araip.B10 3721 p3 (ATT)5 15 10861230 10861244 GCACATGAATTGATTGAATACACA CTTCTCCTGCATCCTGGTTT 160

Ai10B3727 Araip.B10 3727 p2 (TA)20 40 10897703 10897742 GGAGTTTTCGGGTCTCTGTTT AAATTCCCATGACAGCACAA 280

Ai10B3728 Araip.B10 3728 p3 (TCT)5 15 10898267 10898281 TACCTAAAATGACGGGACGC AACGCAAAGAAAAAGGCAAA 268

Ai10B3731 Araip.B10 3731 c (CTT)5ggtgacgacgataacgaaagagaagaataa(GAG)766 10903004 10903069 CGCGCTACTCAACGATTTTT CACGTTCTTCACTGCACGAT 169

Ai10B3732 Araip.B10 3732 c (A)11tccaaaaaatttctctcttcttcgttc(T)1351 10903625 10903675 GCAACCCTCATTCTCCAAAA ATGGGTCTTCGTTACCCCTT 275

Ai10B3736 Araip.B10 3736 p4 (TCCG)6 24 10913185 10913208 TTGTCCCTAGCCACATCTCC GAACATGGGTGTTGCGTACA 258

Ai10B3743 Araip.B10 3743 p2 (TC)6 12 10968668 10968679 TATCCCTCTTCCCTCACCCT AGATCAAGTCGACGGGAATG 268

Ai10B3745 Araip.B10 3745 c (TCA)5tctcttccctccac(CTT)8(ATT)568 10973296 10973363 CAATGATTCCCATGTACAGCA CCAGCACAAGCAAACAGAAA 163

Ai10B3746 Araip.B10 3746 p3 (AAT)6 18 10973986 10974003 TCTTTGTCAAGGTGCTGGATT TAGAGGCAATCCATTGAGGG 242

Ai10B3748 Araip.B10 3748 p2 (AG)7 14 10989993 10990006 CCACCAAGCTGAAGTTCTCC CCCAAATTGGAGTTGCAAAG 259

Ai10B3750 Araip.B10 3750 p2 (AT)8 16 11000133 11000148 GCACATGCAAGAGCCATAAA GCAATGAGTTTCAGTGGACC 273

Ai10B3754 Araip.B10 3754 c (A)12(GA)8 28 11013902 11013929 TGAAGCAAGAAAAAGCAGCA TATTCCTTCTTGGCCCTCCT 168

Ai10B3756 Araip.B10 3756 p4 (AAAG)5 20 11025214 11025233 GATACGCTGAGGTCTTTGGC AATCCTTTCTTATGCAAGAATCAA 266

Ai10B3760 Araip.B10 3760 c (T)10cttattcatctttttctttttgttttaccttctcaagtttcttcttgttttactctcttaacacgaat(A)1290 11050119 11050208 TCCTCCTCCTCATTTTCTGC CCTCTTCCAAGTAATTTTACAGCA 181

Ai10B3761 Araip.B10 3761 p3 (GAG)5 15 11050805 11050819 AAGGAGGAGAAACACGACGA GCATCACGTTTTCAAAGCAC 191

Ai10B3764 Araip.B10 3764 p4 (TTAA)5 20 11065755 11065774 CTAATTAGTGCCGGGACAGC CCCGAGAAAAAGTGATGGAA 233

Ai10B3766 Araip.B10 3766 p2 (TA)6 12 11077847 11077858 TCGGACAAATCAATTTAGCAA CATTTTCTTCTCTGTCGTTATAGGG 179

Ai10B3767 Araip.B10 3767 p3 (TTA)6 18 11078306 11078323 TTGACCTTTCGGATCTAGCG TCTCCGGTTACCCACCATAA 207
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Ai10B3769 Araip.B10 3769 p3 (CTC)6 18 11080384 11080401 GGCAAAGAAAAACGCTCAAG CGGCTCTGGTTCAGGAGTAG 205

Ai10B3773 Araip.B10 3773 p2 (AT)7 14 11092325 11092338 CCGTGTGAAGTTGAAAACCA TCTCTCATCTGCAAAAGCCA 279

Ai10B3779 Araip.B10 3779 p2 (AT)13 26 11105370 11105395 ATTGGAGGATGCCATTGAAA GACTCACCCAGAATTTGCCT 260

Ai10B3787 Araip.B10 3787 p2 (AG)24 48 11148991 11149038 CCTGGTGATTATGCATTTGTG TCGCTGCTTTTCTGTTTCTG 271

Ai10B3788 Araip.B10 3788 p3 (AAT)5 15 11149313 11149327 TTGCTCCATTTCATTGTTTGA GAGCTTTGTTACACTCTGCTGC 261

Ai10B3790 Araip.B10 3790 p2 (CA)6 12 11156760 11156771 CAAACTCAACCCAAAACCAAA GGAGCTGCTGATGGATTTTC 234

Ai10B3796 Araip.B10 3796 p3 (ATT)6 18 11169204 11169221 GGACCCGTGTAGTTGTTTGC TCCATAACAATGCAACATTCG 231

Ai10B3798 Araip.B10 3798 p2 (TA)10 20 11177447 11177466 CATAAACCCGAACCAAATCG GCTGTGTGGTGTCGCTTAAA 259

Ai10B3800 Araip.B10 3800 p2 (TA)6 12 11186733 11186744 AATCGTGCTGATAACGTGTTG TAATTGTTAGGGGTCGGGTG 233

Ai10B3802 Araip.B10 3802 c (A)10taaacaacaacaagaaag(A)1139 11187111 11187149 GAGGTAATTGTCAGGAGCCG TGCAATGAGGACCCTTTCTC 222

Ai10B3807 Araip.B10 3807 c (TAA)6tccatttcattattatcatt(ATA)553 11218157 11218209 TCCTTTAACACCAGCCAAGG TTGTGAAATGGGCACAAAAA 254

Ai10B3808 Araip.B10 3808 p3 (ATT)6 18 11219424 11219441 CTAAGGGTGCAATGGAGGAA TCATGTTTAGCAATGGCTGC 271

Ai10B3809 Araip.B10 3809 p2 (AT)23 46 11222024 11222069 CAACAAGTGATCAGATTTGTGTATTT CGCTTTAAGTCTTTAACAAAAGCA 244

Ai10B3812 Araip.B10 3812 p2 (TA)6 12 11252459 11252470 ATGTACCTGGACGCTGCTG TCCCCCTTGATTTCATATCG 273

Ai10B3813 Araip.B10 3813 p3 (TAA)5 15 11259295 11259309 GCACAAATAACTCAACAAGAAACAA AGAATTTAGGCATAGCGTGATT 280

Ai10B3814 Araip.B10 3814 p3 (AAT)5 15 11259421 11259435 TTTGCAATAACACATTTATCCTGAA TTGTTGTTGTGAGAAACTGTTGG 225

Ai10B3817 Araip.B10 3817 p2 (GA)11 22 11266391 11266412 GGTCACAACGAGGAGGATGT TGGCCAAAAGAAAAAGGAGA 274

Ai10B3818 Araip.B10 3818 p2 (GA)18 36 11268829 11268864 GGTCACAACGAGGAGGATGT CTATGAATGATTCGGCCCTC 264

Ai10B3819 Araip.B10 3819 p2 (TA)6 12 11273637 11273648 TGGAGCAGTTTCTGGGTTTT GGAAGTGCGAGCTTTGGTAG 276

Ai10B3823 Araip.B10 3823 p2 (TA)8 16 11282430 11282445 GATGTGGGAAAAATGGTTTGA TGCCCTGTAATGGATTTTTCTT 274

Ai10B3825 Araip.B10 3825 p2 (AT)8 16 11284970 11284985 CCTGGTTTGGTTATTTCAACTT GCTTCAGCTGATGGGAAAAT 280

Ai10B3827 Araip.B10 3827 p3 (TTG)6 18 11299791 11299808 TTGTCCATCTGCCAAGAACA CTGCTTGGTTGATGAATGGA 251

Ai10B3831 Araip.B10 3831 p3 (ATA)9 27 11314049 11314075 GCCGTAAAACAGAGGTGGTG AGTTTTCTTCGCACGCAAGT 183

Ai10B3832 Araip.B10 3832 p3 (CAT)5 15 11324060 11324074 CGGCACAACAGAAGTCTTGA TTGGACAATGTTGTGAGGGA 105

Ai10B3833 Araip.B10 3833 p2 (TG)9 18 11339195 11339212 TTTAGATGCAGGACGTGAGG GCTCGCGAAGTTAAAACTGG 280

Ai10B3834 Araip.B10 3834 p2 (TG)19 38 11339705 11339742 TTCCTGTAGAGCCTGAGGGA GAGGTGCCATCTGGTTCCTAT 235

Ai10B3835 Araip.B10 3835 p2 (CT)19 38 11348381 11348418 CCAAGCCCATTCAGTGATCT CTCCCTTTTGTTGTAGCCCT 280

Ai10B3841 Araip.B10 3841 p2 (TC)10 20 11361289 11361308 TGCTGTGAGAGAAATGGCAG GCGCATTCTTCGATTAAAGG 216

Ai10B3845 Araip.B10 3845 p2 (AC)13 26 11372605 11372630 GATACCAGGGAGCGTTCTTG TTCTCCGTAGATTGCAAACAGA 279

Ai10B3846 Araip.B10 3846 p3 (TGA)5 15 11374778 11374792 TTCGCAAAGAAATCGTGATG TCCTCTTGGTCTTGGTCCCT 186

Ai10B3847 Araip.B10 3847 p2 (AG)8 16 11385550 11385565 TTGGTAGCCTTGAGAATCTGC CACATGTTTTGCCTCCAACA 225

Ai10B3848 Araip.B10 3848 p2 (TC)6 12 11388725 11388736 AAGATCAAAGGGGGTTAGGG GACTAAATCGAGTGACCGGG 160

Ai10B3850 Araip.B10 3850 p2 (AT)6 12 11395681 11395692 TCGTCTCGTCTCTACCCACC GGCAAGTCGGTTTACGTGAT 197

Ai10B3852 Araip.B10 3852 p3 (CAT)5 15 11398235 11398249 CAAGGTGCTCCGATTTTCAT TTGGTGGATAGCTTGAAGGC 204
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Ai10B3860 Araip.B10 3860 p2 (AG)11 22 11419614 11419635 CCCAAGCCCAACCTACATAA TCTCCTCTCTTGCTCCTCCA 104

Ai10B3862 Araip.B10 3862 p3 (CAT)5 15 11424974 11424988 CGGTCTTTAGTGCGGTTCTC TCTACGCTTTGGAGCCATCT 246

Ai10B3863 Araip.B10 3863 p2 (AC)35 70 11427623 11427692 TTATCGCTTTCCGAACGTGT ATGATGAGCCACGGAACACT 212

Ai10B3864 Araip.B10 3864 p3 (AAG)5 15 11429892 11429906 TTGCAACCCTTGAATGATGA GCGTTGAGACAGAACGCATA 109

Ai10B3868 Araip.B10 3868 c (CA)8(TA)6 28 11434104 11434131 CTTGCATTGCATAGAGCCAA TGCAATAGTGGGAAGCAAAA 277

Ai10B3869 Araip.B10 3869 p2 (TA)6 12 11438369 11438380 GACAAAATCACAGACTGGCG GCAACATACTTGCACTATTCGG 263

Ai10B3870 Araip.B10 3870 p2 (TA)6 12 11440327 11440338 AAAATCACAGACTGGCGCTT GCAACATACTTGCACTATTCGG 260

Ai10B3871 Araip.B10 3871 p2 (CT)6 12 11448206 11448217 CTGACAAAGTTGCTGACGGA TCAGACTCAAGACCGCACAC 158

Ai10B3877 Araip.B10 3877 p2 (AT)8 16 11458611 11458626 ATAGAGTGACGATTGAGAGATTCA AGATCACCCGAGTTGCGTAT 224

Ai10B3880 Araip.B10 3880 p2 (TA)7 14 11468052 11468065 CTCCTAACTCAGCCTGCGAA CCCGGGAATGGTACTCCTAT 201

Ai10B3884 Araip.B10 3884 p2 (GA)8 16 11490885 11490900 AATATCGTGATGGCAAAGGC CGTTTTGAGCACACGAAAAA 244

Ai10B3888 Araip.B10 3888 c (A)17caaaattttcagccggtatcagttcaactgtggtct(A)1265 11498909 11498973 TCAGTAGCCACCAGAGCCTT TTGGCTGATGTAGTATTTGGAAGA 227

Ai10B3890 Araip.B10 3890 c (TA)7(TG)10 34 11503230 11503263 GCCATGAAACTACACTGCGA CGCTAATCCCCGAAGTTCAT 227

Ai10B3892 Araip.B10 3892 p2 (AT)6 12 11509385 11509396 TAGGCTCATGGTGCAGTTTG ATTGCAGCTCGATGATTTCC 277

Ai10B3907 Araip.B10 3907 p2 (GA)6 12 11549853 11549864 TATAAGCGCAGCGTCAACAC ATATGGCTATCCACGCGAAC 265

Ai10B3908 Araip.B10 3908 c (T)11attttatagcttgaggtgttcagttcctggaagaacatagctgcatgatcagaaaattagtaagaact(A)1291 11550307 11550397 CCGCGCAACTCTCTGTAACT GGAGGCAACCCGATAAATTC 241

Ai10B3909 Araip.B10 3909 c (A)10gaagcgtagaaaaacgtcgtcattttatattt(A)1153 11556713 11556765 CTTTGGGTCTTCAGCCTCAG TTGAAGAGTTGAAGAAGAAGGTGA 246

Ai10B3915 Araip.B10 3915 p2 (AT)7 14 11563387 11563400 CTAGCTCCTGACCCAACCTG CTGAAGCGGAGTAATCTGGG 229

Ai10B3916 Araip.B10 3916 p3 (AAT)5 15 11567204 11567218 TTATTTTCGCCTGCCATCTC GTCTCCCCCTCTTCTTCCAC 253

Ai10B3917 Araip.B10 3917 p2 (GA)6 12 11567544 11567555 ATGAGATGGGGGAGGGATAA TTTCTTAACTTTTTCAAAACCACC 224

Ai10B3918 Araip.B10 3918 p2 (AT)6 12 11576413 11576424 CGGGGTTTACATAAAGCACAT TCAATTTCCCTCTCAAACAAA 279

Ai10B3923 Araip.B10 3923 c (A)10taataaataatttgtattaaaatgcgtaaaaatac(A)1055 11598167 11598221 CATAATTTCATTTTGTGAGTTGCAC TTGCAATTTATCATTTCACAATTTA 225

Ai10B3926 Araip.B10 3926 p3 (AAT)6 18 11600519 11600536 GACAACTGCCTGTCCTCCTC TTGCTGGAACCTTGTTTTTG 228

Ai10B3930 Araip.B10 3930 p3 (AGA)6 18 11621013 11621030 CAATACACTCATGTTGGCGG GCCCTCCATTCTTCATCAAA 211

Ai10B3932 Araip.B10 3932 p3 (TTG)7 21 11627393 11627413 GAAGATGGACAAGGGGTGAA GGCTAAGAACCCAAGAAGCC 264

Ai10B3937 Araip.B10 3937 p3 (GAA)5 15 11647032 11647046 GAACCACCGTTGAGTTCCAT GAAACAAAATAGCATGCGCC 160

Ai10B3938 Araip.B10 3938 p3 (TGA)7 21 11650924 11650944 AGGGGCTTGTAAGGCTCATC GCTTGATATGGGAGAACCGA 258

Ai10B3943 Araip.B10 3943 p2 (AT)6 12 11671815 11671826 CGTTTTCACATAACGGCACA GCTGGAAGTGAGAGTGAGGG 255

Ai10B3944 Araip.B10 3944 p3 (TTA)14 42 11674831 11674872 AGTGTTCGGACGAACCAGTC CGCGCATAAAATAAAATTGGA 189

Ai10B3948 Araip.B10 3948 p2 (TA)20 40 11682306 11682345 TGAGTCAGGGATACCTAAGTTAAAAA GATTTTCTTTCCAGAAACAATAAAAA 270

Ai10B3950 Araip.B10 3950 p2 (AT)6 12 11682833 11682844 TTTTTACCTATTTCTCTCCTTTCAGTC TTCATGAAATTTTGAGTAACAAGAGC 235

Ai10B3953 Araip.B10 3953 p3 (GAA)5 15 11686726 11686740 TGAAGCACATGGCTCAAATC AAGGGAGGACGTGCATATTG 239

Ai10B3954 Araip.B10 3954 c (T)19ggtgttgatgttgaggtttgagttggagttgaagaaagttggctgaatagggcagttgggctatgttaaggaagtgggtatgagatactatggagatg(A)10127 11687849 11687975 TTAAATGGGTCGGTGTGGAT TGATTGGCAAACAATTCTTCA 265

Ai10B3959 Araip.B10 3959 p2 (AT)9 18 11700916 11700933 AAAACCCTAAACCCTTAAACCC GCAGCAGCGGATAACTCTTT 197



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B3960 Araip.B10 3960 c (T)11aattttaccagagcagtggactagaac(A)1048 11704020 11704067 GCCTTTTGCAATATGCTCATC AACCAAGAGGGAGTGGTGTG 217

Ai10B3962 Araip.B10 3962 c (TC)6tttctgtcactccacgctcaggtaact(TC)1059 11704930 11704988 CATGTGCCACACTAACACCTC CAGTGAACAAAATCGCGAAA 246

Ai10B3965 Araip.B10 3965 p4 (TTTC)5 20 11705362 11705381 TTCTTTTTCGATTTGCACCC AAAGTTAGCATTTGGCACGC 235

Ai10B3966 Araip.B10 3966 p2 (AT)8 16 11707602 11707617 ATCCCCTGATGCTTTATCCC TCCAGCCAATATCAAGGACG 274

Ai10B3968 Araip.B10 3968 c (T)12acctatttttctcccgacattctgaaactctcattgtaagcttccaaacgaacaaaaccatcatataatatatctatt(TAA)7111 11712234 11712344 TGATATTTATAAACCAAAGAAAATCCA TTCGAATAACCCTCCTCTTTGA 257

Ai10B3972 Araip.B10 3972 c (TCC)5tcttactaacatcttttcttctc(T)1048 11728280 11728327 TTGCATGAGATATCCAAACATAAAA TAGTGATGGTGGTGGTGACG 174

Ai10B3973 Araip.B10 3973 p3 (ATC)7 21 11728433 11728453 CGTCACCACCACCATCACTA CAGTTCGAAAACAAGCACACA 280

Ai10B3974 Araip.B10 3974 p3 (CTT)5 15 11729218 11729232 TTTCTCTTCCTCCTCATGTTCTG CTTTTGTCAAACTTCAGGGACA 279

Ai10B3976 Araip.B10 3976 p2 (TA)9 18 11734730 11734747 TTTATCGCTTCGTGGGAGTT CTCGCCCCAAAGTTTGATAC 241

Ai10B3979 Araip.B10 3979 p2 (TA)6 12 11747617 11747628 ATTTTTGCTTCGATGGTTGG CCATGTCAAGAAGAACAACACAA 127

Ai10B3981 Araip.B10 3981 p2 (TC)8 16 11754114 11754129 CGAAAATATCTCCCTCTTTTTCAA ACAGATGGAAGAGGGGGTTC 235

Ai10B3984 Araip.B10 3984 p2 (CG)6 12 11771951 11771962 TGGTGTTTGGAAGTGTTGGA GCGTCACTCTCGGAATAAGC 149

Ai10B3994 Araip.B10 3994 c (A)11tacaatgtaagcataaatatatgtcttagaacaagtcaatttttcctaatacaaatatatgttatttaaatgattctaattttgc(T)10106 11817896 11818001 TGCAGTAAAAATGGCAACCA TTTGTGATGCACCCTCATTG 280

Ai10B3997 Araip.B10 3997 c (T)11acattctttgactcaaattaagatttgagtgtccttattcttcaattctactatgttgcttttttttcatc(T)1193 11831715 11831807 GAGGAACCCTAACTCCCAAAA AAATATCAGCAATTTACCAAATAACA 247

Ai10B3998 Araip.B10 3998 c (T)10attatttgcttttgtatgcaccctatc(T)1148 11834876 11834923 TGTCCCTGCAATCTTCACTTT CACTTGAGGCAAATGCACAC 253

Ai10B3999 Araip.B10 3999 c (A)10tctttcaaaaatattttcaagaatctctcatctgttttcg(A)1060 11840284 11840343 TTTGGACAACTGACGGTTCA GTTTGGAAGCCTCAGTCCAA 241

Ai10B4001 Araip.B10 4001 p3 (TTC)6 18 11844467 11844484 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai10B4008 Araip.B10 4008 c (A)10catcatttcggatattttttatacttatgtttcggatgtttaaattttagaagtttcaga(T)11gcacatgtacattaaaaagtaaatgaaaacaaataatacctttgaattttggatgtttaaattttagatattttaga(T)10168 11859557 11859724 TGTACCACTAAAAATAAATGAAAGCAA AAAAGCATCTAAAATCATTGAAAAA 263

Ai10B4011 Araip.B10 4011 p3 (AGG)11 33 11866226 11866258 GCGAAAGAGGAGAACAACGA CACTCTATGCCCCACTCTCC 223

Ai10B4012 Araip.B10 4012 c (T)10aattaagtctctgttagtagtaattggcttaattttatagggaccaatt(A)1170 11868252 11868321 TTTCTTTTTAATTGGGTCCCTG TGAGTCCTTGCACCAATTTTT 175

Ai10B4014 Araip.B10 4014 c (T)10ctatacacatttttttcttttcttttcatcatcattttttttctttatatatatga(T)1076 11885358 11885433 TTCACTTTGGGGCATTTTGT ATGGGATAAAAAGGGGCAAC 237

Ai10B4016 Araip.B10 4016 p2 (AG)7 14 11888401 11888414 ACAGTGGGAACGACGATAGG CACCACCACCCATTCTCTCT 249

Ai10B4017 Araip.B10 4017 p2 (GC)6 12 11888691 11888702 AGAATGGGTGGTGGTGAGAG TCCTCATTCTCTCAATGGGC 241

Ai10B4029 Araip.B10 4029 c (T)10caatttttaactttattttctttcttggatatatgtatcatc(T)1668 11924279 11924346 CGACTATTCTTCTTGGATATGTTATTT TGCCTCTTTTTCTTTTACCACG 255

Ai10B4033 Araip.B10 4033 c (TA)9(T)12 30 11932083 11932112 GCCAACGAATTATATAGTTTAAATGGA CCACCTTCATGAATTTTTCTGTT 251

Ai10B4036 Araip.B10 4036 c (A)14c(A)23 38 11934860 11934897 TGTGTCCTTCTCGGGATAGC AAGAGTTGACAATTTGATGAGCA 261

Ai10B4040 Araip.B10 4040 p3 (GAA)8 24 11942593 11942616 AACACGCGCGTTACTAAACC ATATTCACGCCGTTTTCACG 100

Ai10B4042 Araip.B10 4042 p2 (TA)6 12 11943817 11943828 AAAATTTTGAGATGCGCGTT AAGGAAATGATAGAATTCACCACA 239

Ai10B4046 Araip.B10 4046 p3 (AAT)5 15 11977193 11977207 ACATGGGAGCTAGCGAAAGA TTCTCAACTTCCCATCACCC 240

Ai10B4051 Araip.B10 4051 p2 (AG)7 14 12006746 12006759 CTCAGATGAAACTGCAACGG ACCCCTTCACAGCTCATGTC 205

Ai10B4057 Araip.B10 4057 p2 (GA)30 60 12014009 12014068 TGCAGCACAATTTCACAACA GCAGCTTCCTATGAGACCGT 239

Ai10B4062 Araip.B10 4062 c (TC)9(TA)10 38 12026177 12026214 GGGTACCAGCTTAGGGGTTT CCGTTAGCAGCAACCAAAA 247

Ai10B4065 Araip.B10 4065 p2 (TA)6 12 12032643 12032654 TCACGAGCTGGCTCAAATAA TCGAGCTTGAGCTTGGATAA 270

Ai10B4071 Araip.B10 4071 c (T)20ggttggtgatgcgtaactaacttgaaaacttcttgcatcagaatttgttactaacttggtggctcaaa(TAAC)5108 12036952 12037059 AGCTCCCCTGTGTTCTCCTT TGAGATGATTGGTTGGTTGG 185



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4079 Araip.B10 4079 c (T)10atagatattgcgacctttgtcc(A)1244 12060164 12060207 TTTGGCCTCTCAAATTCCAT ATTTTTGCCTGTTTTGGTCG 264

Ai10B4088 Araip.B10 4088 p2 (AT)6 12 12097319 12097330 TAATCCTGTGTTCGTGCCTC TTTTTAGCATTTGGATGATCTGA 183

Ai10B4091 Araip.B10 4091 p3 (ACA)10 30 12108277 12108306 CTTGTTCGATTCTGTGGGCT TGTAGTTCCAGAGGGCTGCT 259

Ai10B4093 Araip.B10 4093 p3 (AAG)5 15 12115946 12115960 TTCAGATTCAGATCACCTCCG GGATCTGGATTGACTTTGACG 253

Ai10B4099 Araip.B10 4099 p2 (AC)9 18 12137952 12137969 TAAAGGTGGTGAGGCGCTAC TCGTTTTTCGTGAGTGATGC 123

Ai10B4100 Araip.B10 4100 p2 (AC)11 22 12147148 12147169 TTTTTATCCAATTTTCGTGCAA TCTGCTCATCAGGGTGTCAG 132

Ai10B4101 Araip.B10 4101 c (A)14gaaaaa(T)11 31 12149019 12149049 TCGAGTTTGGACAACTGACG TTGAAATCTCGGTCCAAAGG 256

Ai10B4106 Araip.B10 4106 p3 (GAA)5 15 12175299 12175313 TTTGCATCACCCAAACTTGA GAGCATGGTTGCCCACTACT 272

Ai10B4107 Araip.B10 4107 p2 (AT)7 14 12207247 12207260 AAATCATGGGAACGGGTACA TCCCTTTTGATCACCACACA 238

Ai10B4111 Araip.B10 4111 p2 (AG)11 22 12235394 12235415 GAAAAAGAGGGGAGATATTTTCG TTGGTTTTCAAATTTGTTTCAACT 127

Ai10B4112 Araip.B10 4112 p2 (AT)19 38 12245482 12245519 AGCATGCTCATACCGAAACA TACTTTTGTCAGCGTTCGCA 272

Ai10B4113 Araip.B10 4113 p3 (CAT)5 15 12245856 12245870 CTGCTAGTCACCAGGCATGA AGGTATGAGGTCGTGTTCCG 145

Ai10B4116 Araip.B10 4116 p2 (TA)10 20 12254033 12254052 GGAAGAAAATGGCCTGCATA GCTCTTGGTTGTGGAGAAGC 188

Ai10B4119 Araip.B10 4119 p3 (ACC)5 15 12257983 12257997 ATAGGGTTGAAAATTGGGGC ACTCTGGGTCTCTCATCGGA 101

Ai10B4120 Araip.B10 4120 p2 (AG)7 14 12259067 12259080 AGATTGGGACCTGCATCAAC GTCCTAGGAAGCTGTGTCGC 214

Ai10B4122 Araip.B10 4122 p2 (TA)13 26 12264369 12264394 ACAGCCCGTTAACCTAAGCC CGGTTTTCCGAACCTTGATA 225

Ai10B4123 Araip.B10 4123 p3 (GAA)5 15 12268021 12268035 ATGGCAACAGCAGCATAACA TTTCTGAATGCTCGGTTCTTC 252

Ai10B4124 Araip.B10 4124 p2 (AT)7 14 12268962 12268975 ACCGATTTTCTATCGAACGG CTCCAATTCCTTCGAACCCT 245

Ai10B4125 Araip.B10 4125 p2 (TA)7 14 12269633 12269646 CAAGGTCGCGTCAAGTATGA CAGCTTGAAATGCTCTTGGTT 159

Ai10B4130 Araip.B10 4130 p3 (AAT)5 15 12304961 12304975 ACTGGTGCACGAAATTGTGA CTCCCCCTCTTCTTCCACTC 130

Ai10B4134 Araip.B10 4134 p2 (AT)10 20 12314454 12314473 CCCTTTCGAGGATGATGTTC TTTAAACCGCAATACCGCTC 280

Ai10B4135 Araip.B10 4135 p3 (TGA)5 15 12318074 12318088 TTGGACAACATTGTCAGGGA AGTCTGAGGAGAAGGAGGGC 213

Ai10B4136 Araip.B10 4136 p4 (TTTA)5 20 12341571 12341590 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 274

Ai10B4138 Araip.B10 4138 c (A)10caaaaagctatgctttttaccacaccaaacttagaatgttgctcgtcctcgagcaaaagaagagagaaataagg(AGA)8108 12348482 12348589 TCTTGAGGATTCTCTGGCCT TAACCGAACCCTAACCCCTC 272

Ai10B4139 Araip.B10 4139 p2 (AT)8 16 12352770 12352785 TAGACTTGACCTGCGAAGCA CACTGCATTGAGCATTCTGG 237

Ai10B4140 Araip.B10 4140 p3 (TCT)8 24 12357457 12357480 TGTTGACCGTTTTTGTCCCT TAATTAAGGGCGTGTTTGGC 182

Ai10B4141 Araip.B10 4141 p3 (CAG)5 15 12362081 12362095 TTGGAAGTCCACCATCTTCC TGTTGGCACTGGTTGTGTTT 278

Ai10B4146 Araip.B10 4146 p4 (TAAA)6 24 12400115 12400138 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 254

Ai10B4151 Araip.B10 4151 p3 (ATA)6 18 12418916 12418933 GCTTCTTGCCTTTCCTCCTT TCCGTTGCTCCACTTTATTG 254

Ai10B4155 Araip.B10 4155 p2 (TA)6 12 12424253 12424264 AGAATTGTCGTTAACCAGATGAA CCCGGTAACTGATTTCTTTCC 280

Ai10B4160 Araip.B10 4160 p2 (TA)8 16 12451534 12451549 GGGCATTTTTGTCCCTTTTT TGGGTATGGAAAACTTGGGA 224

Ai10B4169 Araip.B10 4169 p3 (TAT)6 18 12481844 12481861 TGGCAAGAATGAGAGTTTGC TTGGACCTCTTTTTGGCAAC 166

Ai10B4171 Araip.B10 4171 p4 (TTTA)6 24 12486250 12486273 CATTTTTGCATCGAAATTGA TGGCTATCAAGTCAACCCAT 187

Ai10B4175 Araip.B10 4175 p2 (TA)6 12 12504684 12504695 TCACCACATGTGCATTGATCT TATTGGGAATTTGGGTGCAT 219



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4176 Araip.B10 4176 c (T)12cgtaaaagagaataaaaattaattagtt(A)10gaaatttttagggaagagggaagatattttcgaaaatt(AG)7102 12535058 12535159 TGTTCATTTCCACTTATGTCCA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai10B4183 Araip.B10 4183 p2 (AG)6 12 12577236 12577247 AAAACCTGGATCGAGAGTCA GGCGCAGAACACACAGACTA 178

Ai10B4184 Araip.B10 4184 p2 (CT)8 16 12595438 12595453 CCGAAGGGAAATCCTAAGAGA TTTCTGGGCTGTTTTTGACC 190

Ai10B4187 Araip.B10 4187 p3 (CTT)5 15 12603484 12603498 TGTGCCTTGCACTCTCACTC CTTCTCTCTCTCTGGCCGAA 143

Ai10B4188 Araip.B10 4188 c (GT)6(AT)7 26 12605429 12605454 TCCGGTAGCAAACTCTGGAC GGTTCGCTACCACTTGCTTC 273

Ai10B4190 Araip.B10 4190 p2 (TC)6 12 12623763 12623774 TGTTGCACTCTTCTCATCGC GCACTGCTAACCAACGACAA 258

Ai10B4192 Araip.B10 4192 p3 (AGA)5 15 12636122 12636136 CGGTCTTAGGTGCCATCAAT TACATGGCCGAACCTTAACC 243

Ai10B4193 Araip.B10 4193 p3 (AAT)5 15 12638371 12638385 GTTCTTGTCCTTGCTCCTGC GAACCCCCTCTTCCATCTGT 151

Ai10B4194 Araip.B10 4194 p2 (AG)6 12 12638701 12638712 TCGAATTTGGGTGAGATGAA TTTTTGTTTGTTTCTTATCTGTTTCAA 279

Ai10B4195 Araip.B10 4195 p2 (AG)7 14 12641634 12641647 TTGACCCAGTTTTCAGCACA CCAATTTGGCAACATAAGTAATCA 280

Ai10B4199 Araip.B10 4199 p2 (TA)9 18 12647067 12647084 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 214

Ai10B4200 Araip.B10 4200 p2 (AG)6 12 12648233 12648244 TTTTTGACCCAGTTTTTGGC GCATTAAAGTATCTGAAAGCGGA 255

Ai10B4211 Araip.B10 4211 p2 (TA)11 22 12691821 12691842 TTTCAAGGTTGTAATGGGGC GCAAAAGTGGAAATTTTGGG 160

Ai10B4217 Araip.B10 4217 p2 (TA)6 12 12718897 12718908 TTAGGAGAGGGAAGCGTTGA GTAGGTGCGAACAATTTCGG 255

Ai10B4221 Araip.B10 4221 p2 (AC)6 12 12726404 12726415 CGGTTGGTTGATCGAGCTAT GGATAACAATGCGATGGAGG 115

Ai10B4231 Araip.B10 4231 p2 (AT)7 14 12759797 12759810 GGTTCATGAAGATAACCGGC TCCTTATCTCTCGGGGCTTT 107

Ai10B4234 Araip.B10 4234 p2 (AG)7 14 12771428 12771441 GTTGTCCAGCCATCGTCTTT GCATTGTAGCAAGGAGCACA 248

Ai10B4235 Araip.B10 4235 p2 (TA)7 14 12774794 12774807 TTGAGATGCTCTGCATTGCT CGTGGGATCGACCCTTACT 280

Ai10B4236 Araip.B10 4236 p2 (TA)12 24 12800177 12800200 GGATATGGGCGCAGAAGTTA TTAAAACCGCAATACCGCTC 272

Ai10B4237 Araip.B10 4237 p2 (TA)6 12 12801248 12801259 CGTATGCGTGACCCTTGTTT GGGGTCGCACTTTCAAGA 266

Ai10B4241 Araip.B10 4241 c (TCT)5ttctccccctcctcatcctg(CTT)653 12807321 12807373 TGAGTCCTGCTACACATCCAA GGAGAAGGAGGAGGAGGAGA 215

Ai10B4242 Araip.B10 4242 p3 (AGG)5 15 12808007 12808021 CGAATTCAGAAACACTTGCG CCGTCGTTACCAATAACACCT 258

Ai10B4246 Araip.B10 4246 p2 (TA)9 18 12812166 12812183 TGACAGTCGCAAGTCAAAGAA AAGGACATTAATAATCCGGAAAGA 237

Ai10B4251 Araip.B10 4251 c (GTG)6aagaggagaatgatgatgatgagggtaatttggtccaaaaaaatagaaaatgacgattttaaagcgtttttaaacgttgaggatgattttaac(A)11122 12847177 12847298 ATCGATTTCGTCCCTAGCCT AAATTGATTTCGTCCCTAGCC 216

Ai10B4253 Araip.B10 4253 c (TA)6tgtacaattgtaaaaaaccgaaacctcgattcaatt(A)1159 12848439 12848497 TCATAATGACAATCCCTTTGGA CATTAAAGAAAGGCCAGCCA 224

Ai10B4254 Araip.B10 4254 p2 (CT)13 26 12850667 12850692 TCGTGCCCTAAATTTGAACC GGTCTTTCGAGTTGCGGTAG 199

Ai10B4260 Araip.B10 4260 c (T)10ctattttatgttatattttttcatatacctttttgaatagagg(AT)869 12861338 12861406 TCGACCATATCTGATCCACG TTTCCTTCTGAGAGCACACG 265

Ai10B4265 Araip.B10 4265 c (A)10g(A)10 21 12866573 12866593 GTCCAATGACTTCAGCCACA TCATGAAACCACTCATCCCA 280

Ai10B4267 Araip.B10 4267 p2 (AT)12 24 12879410 12879433 TTTGCCCAGAAAAATAAGCAA TTTTTGTAAAGCGGAAATGAGTC 189

Ai10B4269 Araip.B10 4269 p2 (AT)7 14 12885412 12885425 GGTGAGGCATTACGACACCT TTCTAGTCGGCCTTTCTTCG 230

Ai10B4270 Araip.B10 4270 p3 (TTG)5 15 12895695 12895709 GGCGCTAAGGTAGCATGAAG AGCAGAAGCAGGAGCAGAAC 239

Ai10B4272 Araip.B10 4272 p3 (ACA)5 15 12898687 12898701 CGCCCCAATAGAAACAGAAA AAGTTTCGCGAGGATTGAGA 186

Ai10B4279 Araip.B10 4279 p3 (TTG)7 21 12910823 12910843 GTCGCTGGTCTGGAAAGAAG CCCACCACCATCTCATCTCT 258

Ai10B4281 Araip.B10 4281 p2 (TA)11 22 12918805 12918826 GGTCGAATTGGAGAAGTAGGTG CAAGTTCTAGGCTTGGCCTG 234
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Ai10B4282 Araip.B10 4282 c (TGG)7ta(GTG)7 44 12920598 12920641 AAAATCGTCCCCGAACTTTT GAAATCAAAATCGTCCCCAA 280

Ai10B4283 Araip.B10 4283 c (GAT)5acaa(AAG)534 12921642 12921675 CATCTTCCAAGTAATTTTGCAGC TCCCTCTTCCTCATCGTTTG 201

Ai10B4285 Araip.B10 4285 c (A)11gaggaagaggaggaagaggaggacgtggtgttggtgaagacaataacga(AAG)781 12922640 12922720 ATTTTGAATCAGGCAACGCT CACATTCTTCGTCGTGTCGT 280

Ai10B4289 Araip.B10 4289 p3 (AAT)5 15 12949758 12949772 AGCAAGCACCTGTCAGGAAT TCAATGGCAGGAATGGAGAT 143

Ai10B4290 Araip.B10 4290 p3 (TTC)5 15 12952085 12952099 CACTTCCCACTCACCCTCTC GCTTTTGTCTTCCCTTTCCC 184

Ai10B4292 Araip.B10 4292 c* (A)12(AAAG)8* 41 12964211 12964251 AATCCAAGTGTTCATTCATTCAA AACCACCAATCCGTGAAAAC 203

Ai10B4294 Araip.B10 4294 p2 (CT)6 12 12965333 12965344 CAAATCCCTTCTCCCTTTCC ATGTGGAGGAGACGAGGATG 228

Ai10B4299 Araip.B10 4299 p2 (AG)10 20 12976705 12976724 CTGTGCAACCACCTGAAGAA GCGAACTTGGGTACTGGGTA 273

Ai10B4301 Araip.B10 4301 p2 (AG)6 12 12982730 12982741 AAATATTTTAGCATCTATCACTGGCA TGCAACCCAATAGTGAAAAGG 150

Ai10B4303 Araip.B10 4303 c (GT)6(AT)9 30 12983766 12983795 TCGTTCGTTTAAGTAATGGTTAAGAA AGCCACTCCCAGTGACAGAT 197

Ai10B4305 Araip.B10 4305 c (T)10ctctttttttattta(T)10ctcaatgcatatgatttaggtattgaatgcaagaatctgtgctcaacta(T)1094 12994421 12994514 GGCATTTTGTCCCCTTGTTA TGTGGGAAAATTGAGTTTGGA 196

Ai10B4306 Araip.B10 4306 c (AT)8nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(TA)12103 12998871 12998973 TAAACCCTTGGACTGTCCCC AGCCTACGACGTAAGGGTGA 231

Ai10B4307 Araip.B10 4307 p4 (TAAA)6 24 13004381 13004404 GCTCCCTGTGAGATACCAAAA TTCCACTTTTCAAAAATTTGCTC 219

Ai10B4313 Araip.B10 4313 p3 (TAA)5 15 13017027 13017041 GAAGTAAATCAATCGGAGCTTCA AAAAATCCAACTCAACGGTAAAA 275

Ai10B4320 Araip.B10 4320 c (CT)7aaccttctgctctctctttctctcc(CT)651 13060884 13060934 GACACATTGTGGTCATTCGC TAGAGTGAGCAACGCGACAC 243

Ai10B4321 Araip.B10 4321 p2 (TA)6 12 13066137 13066148 CAAATGTGCACCTCAGCATC ATAGGGTTTGGGACAATGCC 107

Ai10B4324 Araip.B10 4324 p3 (CAT)6 18 13071027 13071044 ATCTGGTAACCCCTGCTGTG TGATTTTGGTTTCCAGGGAG 230

Ai10B4326 Araip.B10 4326 p2 (AG)6 12 13081529 13081540 CGTCCATTTTTCCCTCATTC TCCTTGAAGAACCAACCAAGA 246

Ai10B4327 Araip.B10 4327 p3 (TTC)9 27 13082966 13082992 TCACTAACCTCCCACCCTTG TGAGGATAGTGGGTGGGGTA 266

Ai10B4337 Araip.B10 4337 c (A)10ttctgtttagggctcaaattaaggatgaaaaagtggattaccaaaatcaaac(A)1476 13117357 13117432 TCTCATCTACAAGAAGGAATCCAA TGGTGCATGCAGAGAGAAAG 228

Ai10B4338 Araip.B10 4338 p2 (CA)6 12 13121237 13121248 GATATATGTGGGCATTCATGTAAA CTTTCCCCCTTCTTCCCC 280

Ai10B4339 Araip.B10 4339 p2 (AT)6 12 13124079 13124090 GTTTCGCAGGCTGAGTTAGG GAGGTGGCGAGGTATTACGA 234

Ai10B4340 Araip.B10 4340 p2 (AT)7 14 13128390 13128403 TGAATCAAAAGAAATTGAGCAGA TCCACTACGATTTTGTGAAGGA 211

Ai10B4343 Araip.B10 4343 p2 (TA)6 12 13135679 13135690 GCTTAAACCCAAGCGAGATG ATTATCCGAAACACGCAAGC 233

Ai10B4345 Araip.B10 4345 p2 (CT)6 12 13140491 13140502 ATGAGGCGAGTTTGAGCTTG GAAAGCAAGAAACGAGTGGG 276

Ai10B4346 Araip.B10 4346 p2 (TA)6 12 13165104 13165115 TCTGGTTTAAATAATTGAGATTTGGA AGGAGACTGTGGGTGTTTGAA 275

Ai10B4347 Araip.B10 4347 p2 (AT)10 20 13168976 13168995 TTCCAATACCTCGCCAGTTC AATGAAGGGTATGAGCCCAA 257

Ai10B4349 Araip.B10 4349 p2 (AT)9 18 13172055 13172072 CAAGCCCCTTCTCTAAGCCT CAGACGTAAGTCATTTTCATCCC 229

Ai10B4350 Araip.B10 4350 p2 (TA)7 14 13175578 13175591 TTTTCTTCCCTCGTCTTTGTT TAAACAAGCAGGCATAGATCC 230

Ai10B4352 Araip.B10 4352 p3 (TAT)5 15 13197845 13197859 AAACGTGGTAATTGTTTCGG TCGCGGATCTGAGCTCTATT 247

Ai10B4361 Araip.B10 4361 p2 (AT)9 18 13262663 13262680 TGGTTTATCCACGGATGTCA TCTTTCTTAAGCCAATGCTCTT 223

Ai10B4362 Araip.B10 4362 p2 (AT)6 12 13268464 13268475 CGGCTAATGCAAATGGACTT TAATTGCAGCCATTGGTGTC 260

Ai10B4363 Araip.B10 4363 p2 (AT)6 12 13269219 13269230 CACACAGCTAATGCAAATGGA TAATTGCAGCCATTGGTGTC 264

Ai10B4364 Araip.B10 4364 p2 (AT)6 12 13269974 13269985 CGGCTAATGCAAATGGACTT TAATTGCAGCCATTGGTGTC 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4366 Araip.B10 4366 c (AT)6acacataggtacagaaataaaattccttaatactaggagatacaaccaaatcagatatctaaaaaaggagaattttgtc(TA)14119 13276857 13276975 TCAGAACCCGCTCTGATACC TCTGATTCGGTTGTATCTCCTAGT 273

Ai10B4367 Araip.B10 4367 p3 (TTA)5 15 13278533 13278547 TGGGAAGCCAAGGTTTGTAG TACCCTCCAGCTTCATGACC 227

Ai10B4368 Araip.B10 4368 p2 (TA)6 12 13282518 13282529 TTGCAACAATAAACAGATGCG CAGATCTTTTGCAATTTGTTGG 218

Ai10B4369 Araip.B10 4369 c (A)11ctaaaattctattcgtatactcaaattttttttgtttta(T)1262 13295767 13295828 AAGCACTTATCATCCCCCAA GCAATGCCATGTTTGGTACA 206

Ai10B4371 Araip.B10 4371 c (TG)6aaatatgggtgtaatgcctaggattgggagctgtctaatccacttgacc(A)1576 13296225 13296300 CGGGTTCAAATCCTAGCTGA TCTTAGGTTGGCTTTGGCAG 225

Ai10B4372 Araip.B10 4372 p4 (ATAA)5 20 13299104 13299123 TCGTTGTCGTCCAGTTCATC CTTGCAATTCAGTGCCTGTC 272

Ai10B4373 Araip.B10 4373 c (T)10attttttctctgttgt(A)1137 13299512 13299548 TGGGAATTTCTTTGGTGAGG CACGATACTGGGAATTCCTTT 239

Ai10B4375 Araip.B10 4375 p3 (TGT)8 24 13309158 13309181 GTAGGTGGTGGCAACCTTGT CCACCTGCTGTTGCTTATCA 203

Ai10B4377 Araip.B10 4377 p2 (CT)6 12 13310747 13310758 GAGTGGAGCCGAATTTGATAA CTTGATCCTCCAAGCATTCC 265

Ai10B4383 Araip.B10 4383 p3 (TTC)5 15 13322590 13322604 CCTCCTCCTCCTCTTGCTCT GCATTTGGACTCGTTCTCCT 212

Ai10B4390 Araip.B10 4390 c (A)12ctcgtataacgtaactactgtatatacaactttttaggacctaaattaaatggcac(T)1078 13344178 13344255 AAAATCATAGGGGTTAGGCGA GTTGCGAATTCGAGTTTCCT 214

Ai10B4394 Araip.B10 4394 p2 (TC)12 24 13376654 13376677 TCTTCCTTCATCGGTGGAAC TGATGAGAAAGAGGAAGCAGAA 271

Ai10B4397 Araip.B10 4397 p2 (TC)8 16 13394209 13394224 TTCTCCCTCCTCCTCTGTCA CAGGACCACCATCTTCTCGT 248

Ai10B4398 Araip.B10 4398 c (T)11aactggaaataagaagtgacgttgtttggagcatggactaaggaattgataattctctccgcgg(A)1085 13395609 13395693 GCATGGCAATGTAGAACGAA TGTGGGCTGGAAAAAGAAAC 273

Ai10B4401 Araip.B10 4401 c (A)11taggaagaacgaagaatagagaaagagtgaggggagacgaagagatgctgggtgtgggtggggtgggg(T)1291 13402907 13402997 AGCAACAATTCATCATCAATCA CCCAAGGTCTAGGGTCAAAA 277

Ai10B4402 Araip.B10 4402 p3 (ATT)6 18 13411007 13411024 CGTTAGCCCAATTAAGGTGC TGTCATCAGTCATCGTGTGC 234

Ai10B4407 Araip.B10 4407 p2 (TA)7 14 13421266 13421279 CTGTATTTGTGCCCCTTTGG CAAACCGGGATAAGCTAACG 172

Ai10B4408 Araip.B10 4408 p2 (TA)6 12 13429112 13429123 TGTATTTATGCCCCTTTGGG ACTCGAAAGCGCAACACTCT 192

Ai10B4412 Araip.B10 4412 p2 (AT)7 14 13444487 13444500 CACCTCCAAATTACCCACCT CCTGACCTAGGACCCAAAAA 270

Ai10B4413 Araip.B10 4413 p2 (CA)6 12 13448066 13448077 ATGGATGACCCTGCAAATTC TCCTTCTTCCATGCCTTCAC 234

Ai10B4414 Araip.B10 4414 p4 (CTTT)7 28 13451657 13451684 GGTTGCTGGCTTGTTTTGAT TTTTTGAATTAATTTTTCGTTCG 253

Ai10B4416 Araip.B10 4416 p2 (AG)6 12 13454760 13454771 TGATCATCCCGCAAAATGTA TTGTCTGTTTTCTCCAGAGCC 203

Ai10B4422 Araip.B10 4422 p2 (AT)7 14 13474343 13474356 GCAAAACCCAGGGAGTGTTA GCATTAGAACTTCATGCACCA 268

Ai10B4424 Araip.B10 4424 p2 (CA)6 12 13477421 13477432 ATGGATGACCCTGCAAATTC CATGCCTTCACATCCTCCTT 225

Ai10B4425 Araip.B10 4425 p4 (CTTT)7 28 13479211 13479238 ATCCAGCATTCATCTTTCCG TTTTTGAATTAATTTTTCGTTCG 273

Ai10B4430 Araip.B10 4430 p3 (AAT)18 54 13505616 13505669 TGGCATAGATCTTGAAAGGGA TGAAATTGATACTTGAGAGCCG 261

Ai10B4431 Araip.B10 4431 p3 (ATA)9 27 13505831 13505857 TCAATTTCATGTGAAGTGGACC TTCCTCCGAGAAATGAATCC 190

Ai10B4437 Araip.B10 4437 p2 (CT)10 20 13508618 13508637 TGGGTTGGATAATACAGCAACA TCATCAAGGTTCAATGAGCAA 154

Ai10B4438 Araip.B10 4438 p2 (TC)13 26 13519513 13519538 TCCACCCCTTAACACACACA CACTTACGTTAGCCACTGCG 233

Ai10B4439 Araip.B10 4439 p2 (AT)8 16 13519939 13519954 AATCTTCTTGCTCAAAATTGAAA TTTTCTTACATTATTACATTTTGCTGG 265

Ai10B4440 Araip.B10 4440 c (A)11ccagttcttcttcttttttctttttttcatttattatttatta(T)10cgctctaaaagaattccatttcttaatgaacaaaccctccagcaccatctcttcttcttctcctcctc(CTT)8156 13520983 13521138 GTGCGTCCTCCGAACTACTC GCGGGGTTGAGAGAAGAAAT 280

Ai10B4441 Araip.B10 4441 c (A)11ccagttcttcttcttttttctttttttcattttttgttaatta(T)10cgctctaaaagaattccatttcttaatgaacaaaccctccagcaccatctcttcttcttctcctcctc(CTT)8156 13521260 13521415 CGAACTACTCGCTCCTTTCG CGGGGTTAGGGTTTGAGAGA 276

Ai10B4444 Araip.B10 4444 p2 (CT)6 12 13523966 13523977 GCCCTTACACAGCCTTGCTA AATGCAATTAAATCGTCGCC 264

Ai10B4446 Araip.B10 4446 p2 (TA)7 14 13530655 13530668 AATTCATCAAGAGGAGGGCA ATCTCCGAATCTCCGTTCCT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4447 Araip.B10 4447 p2 (TA)6 12 13531156 13531167 GGCTGAAATTTATGGAGACAGA CAGAAGCCTAACGAGATGCC 257

Ai10B4450 Araip.B10 4450 p2 (TA)9 18 13533727 13533744 CGATCTCTATTTTGGTCCTCG TCTCTCTCCTCTAATTCTTGTCAAA 208

Ai10B4452 Araip.B10 4452 c (TTG)7ttctgattttattttccattgttgttgttgttcttttgcttctggttg(T)1079 13536807 13536885 TTGTTGATGCTTCTGGTTGC ACCCTTCTCCTTCTTCCCAA 206

Ai10B4455 Araip.B10 4455 p3 (ATA)5 15 13540889 13540903 TGAAAAGGTTTTTACGTTAATCCA GTTTAGGAAGCTTTGGTGCG 229

Ai10B4456 Araip.B10 4456 p4 (CTCC)6 24 13543280 13543303 CTCCCTCTCCGTGATGTGTT CCCGCTAGGAAGACAATGAG 268

Ai10B4460 Araip.B10 4460 p2 (TA)7 14 13555225 13555238 TCGAGATCATGTGTTAGCCAG GTGAAGCCAAGGCCTAATGA 204

Ai10B4469 Araip.B10 4469 c (TA)6ataatattatatgttgtaatgtg(TA)647 13593778 13593824 TTGATCAGAGTCTCGTGCTGAT AGCCTCTGAACACACACAACA 244

Ai10B4473 Araip.B10 4473 p2 (CT)6 12 13618633 13618644 AGCTGAAACAGCAAGGGTGT CAAAACAAAAGTCATTGCATCC 249

Ai10B4474 Araip.B10 4474 c (A)10tactttagccttca(T)1539 13621493 13621531 TATCGAGCAGCAAACCAATG GCTCTTGCTCGGTGATTGAT 277

Ai10B4475 Araip.B10 4475 c (T)12c(T)16 29 13625405 13625433 TTGCAACCAGAAATCATGTG TTTTGGTTGAGTGATTTTATGACA 279

Ai10B4477 Araip.B10 4477 p2 (GA)10 20 13628690 13628709 AACCACACACAGACACGGAA TTTTAAGCGCGCTCTCTCTC 246

Ai10B4481 Araip.B10 4481 c (T)11ctttgaagttttgcaa(T)1037 13640539 13640575 TGGCTAAAATTTGACTACACCA CGAGTTTCAAAACCCTCCAC 249

Ai10B4484 Araip.B10 4484 p2 (TA)7 14 13655491 13655504 GCAAGTAGTTAAGAATGTGAGGTGA AACGCCTGCAAAACATTACC 196

Ai10B4485 Araip.B10 4485 p3 (TTA)17 51 13656590 13656640 GATCAACTCGGCGATATTGG GAAGTCCACCCGCTACTTGA 270

Ai10B4489 Araip.B10 4489 c (AAG)6aaa(AAG)536 13663438 13663473 ACGCTATCAAGGCGTCAGTT CATCCAAGAAGTGGCATCCT 236

Ai10B4490 Araip.B10 4490 c (AT)14gagagattaatgcatatgattaaagtgttggatgcatgagcatgtgccaaaac(T)1192 13668171 13668262 TACTTTGGGGCATTTTGTCC ATTGGGTTTGGGAACACTTG 277

Ai10B4492 Araip.B10 4492 c (TA)8(T)10 26 13673556 13673581 TGAGACATTTTCCCCCTTTTT TTGGAAACATTGGTTGGGAT 209

Ai10B4493 Araip.B10 4493 p2 (GA)8 16 13677978 13677993 CCCGAGCAAAAGAAGAAAGA ATTTCCCTCCCAAATCCAAC 190

Ai10B4494 Araip.B10 4494 p2 (AG)10 20 13681334 13681353 GGGTTCGAATTTTGAGTGGA TCAATCATATCTTTTTCAAAACTACC 280

Ai10B4497 Araip.B10 4497 p2 (AC)6 12 13686231 13686242 TGTGTGGGTTCTAAGTTGCG TCCAATTCGTAATTGCCTGA 206

Ai10B4502 Araip.B10 4502 p2 (GA)9 18 13705709 13705726 TTCGGATCCAAACTTAGCATT TCCCTCTCATATCGGCATTC 133

Ai10B4504 Araip.B10 4504 p2 (AC)8 16 13709139 13709154 TCCAGAGCAATGCACTACCA TGCCTTTTAAGATAGAAAAGATTCG 196

Ai10B4505 Araip.B10 4505 p2 (AT)8 16 13714446 13714461 CCCATGCAGTCTTTGAAGGT AAAAATGAATAAAAGATGGGAGATTT 187

Ai10B4508 Araip.B10 4508 p2 (TA)8 16 13730328 13730343 TTTTGGGTGTTATGCTTCCC ACCCTCCAGGCTCCTAAAAA 268

Ai10B4510 Araip.B10 4510 c (T)12ggcctaaaaaaaggtagaaaaaatggctactgcttttcttaaaatcatacactccccctgc(A)1083 13743318 13743400 CACCCTCCAAGCTCCTAAAA TGAGCAATGTTCGTTTGTAACC 206

Ai10B4513 Araip.B10 4513 p3 (CAA)5 15 13748940 13748954 GATCCATGGCTTCTCCTTCA TTGGATTGCATGGTTTCTGA 124

Ai10B4515 Araip.B10 4515 c (GT)11(GA)10 42 13757040 13757081 CGCATCAAAAGGGATCTGTC CTTTCCGGCAAATGGTATGT 253

Ai10B4522 Araip.B10 4522 c (AT)6tatctgaaaatattatacattagaaagt(TAA)22106 13775578 13775683 GACATGTCACAAAGGGTAATATACA TTTGAAAAGGATGAAATCCG 267

Ai10B4524 Araip.B10 4524 p2 (GA)6 12 13780712 13780723 TGGAGGGTTTGTAATCGGAG TCCGAACCTCACATTCTTCC 216

Ai10B4525 Araip.B10 4525 c (T)13gctgcttgtg(T)1235 13784377 13784411 GATTGGGGGAAGAAGAGGAG GCCGGTTCGAATAAAACAAG 122

Ai10B4529 Araip.B10 4529 p3 (AAT)5 15 13788231 13788245 CAACACACTCAATCGAACCG TCTGCCCTGATTTTCAGTCA 268

Ai10B4530 Araip.B10 4530 p2 (CT)6 12 13804777 13804788 CACTAGGGAGCATTGGCATT CCTTGATCCAACAGCAGACA 220

Ai10B4531 Araip.B10 4531 c (T)10gtaacatagttaccattaatcataaccagttttttt(A)1258 13811435 13811492 TCATCCCAGAAAATTTAAACAAG ATGCTCAAATGGATTGGTGG 271

Ai10B4534 Araip.B10 4534 p2 (TC)7 14 13837362 13837375 ACCATCGTCTCTCCTCCTTC TGCTGGTGTTATTGAGTCGC 154



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4540 Araip.B10 4540 c (T)10agaaaatgagtaatacttcg(T)1141 13863724 13863764 GCGATAGGAGGGATAGGGTT TGATGCTTCGTTTTTGGGTT 280

Ai10B4543 Araip.B10 4543 c (TG)8aattaaataaatcaaacttta(ATT)552 13879812 13879863 AAACGATGGACCCTAAACCC GAGTACACGCGCAGACAAAA 279

Ai10B4544 Araip.B10 4544 p3 (TAT)5 15 13880176 13880190 ACATTTCTTGAGGCCACCTG AGTCGTCGATCGCGTAGAGT 219

Ai10B4547 Araip.B10 4547 c (ATT)8aacgtcacaaataaatactcattattcaaaatttaattcttgaggccacctgcctaccttcgtcctgaccagctgttttttttattattgttattattaa(TAT)5139 13884064 13884202 CATCCCACACCTGGACAATA TCAAGAAACGTAAATGCCCC 235

Ai10B4552 Araip.B10 4552 p2 (CT)6 12 13897419 13897430 TGCTAAGGGACGAGCAGAAT AATGTGCTTTTAGCCAAGCC 206

Ai10B4554 Araip.B10 4554 p2 (AT)8 16 13901989 13902004 TGCTGCTGATTTGAATTTGG AATGGCATAGCCCCCTTAAC 279

Ai10B4556 Araip.B10 4556 p3 (AGA)5 15 13910976 13910990 CCTCTACAGATCCAGCGTCC TTTGCATGGAAAATTCCTCAG 203

Ai10B4559 Araip.B10 4559 p2 (TC)12 24 13930243 13930266 TTTGCATCGACAGCTCTCAC GAGGAGAAGTTGGCAGTTCG 233

Ai10B4560 Araip.B10 4560 p2 (TG)8 16 13930503 13930518 CGAACTGCCAACTTCTCCTC CTTCCACATTCTGAGACGCA 276

Ai10B4561 Araip.B10 4561 p2 (AT)6 12 13938301 13938312 TTAGCAACGCAGCAGAGTGT TCAACTACAGCCTCAGCCCT 257

Ai10B4562 Araip.B10 4562 c (TTC)6g(T)10 29 13938517 13938545 AACCTCCCAGTTTGAGACGA GCCATGGAAGAGGAAATCAA 276

Ai10B4567 Araip.B10 4567 c (TA)6tttcataaaaatttattgatcatatcaagaattcatctttgcacagtgcctcaaaagtgc(TA)888 13941012 13941099 AAGGCTAGGCAAAACAATGC GTTGGTTGATGGGAGAATGC 226

Ai10B4569 Araip.B10 4569 p3 (TGT)6 18 13943866 13943883 ATGGGAAGCCAATCATCAAG TTTGAAGCTGGAGAGGGAAA 193

Ai10B4571 Araip.B10 4571 c (T)15cataaaacttttgcaatgctgggtgatttggtcatttgcattgttgataaagtttagcgcgtcatgtaccg(A)1197 13948471 13948567 CATGAATTCCGTGATTATGGG TTTTACCAATTTTGACGCCC 221

Ai10B4573 Araip.B10 4573 c (A)12tcaaaacctaggagaacacccaccccaccccttctctctctctgtgtgtg(TC)878 13954027 13954104 TCCATATTTTCGAAGGTCCG ATTTGAGCTCTGTGGGATGG 211

Ai10B4575 Araip.B10 4575 p2 (TA)7 14 13966335 13966348 TTTTCGCAAGAGGGATAGGA ATCAAAATGTCACGCTTCCG 249

Ai10B4576 Araip.B10 4576 p3 (TTA)9 27 13967830 13967856 AAAACGCAGATCAAGCTGGTA TGGCCAAAATGAATAGGGAC 115

Ai10B4580 Araip.B10 4580 p4 (ATTT)6 24 13976651 13976674 ATGGGTTTAATGCTGCCAAA CATTCGGTCTGCACCTTTTT 221

Ai10B4581 Araip.B10 4581 p2 (TA)6 12 13980150 13980161 GCGCCCTATATGCACTTGAT TGGTTGATGGAAGAATGCAA 222

Ai10B4590 Araip.B10 4590 p2 (AT)12 24 14001332 14001355 TGCAAATTCAACCATCAATGT GCACGGAAAAATTTATAAAAGTAAA 279

Ai10B4594 Araip.B10 4594 p3 (AAT)6 18 14005568 14005585 TTTTTCAATAATACATCACCGTTTC TGGCATTGTGAGCAAAAAGA 194

Ai10B4604 Araip.B10 4604 p3 (CAG)5 15 14037141 14037155 TCACAGTGCCTGTTGCATAA TGGCCTTTGTTCTCTTCGTT 147

Ai10B4608 Araip.B10 4608 c (A)11tttgaggttaggttttggaccaaaaatataatataatttaatttaggtacatcaaaatggaactag(A)1188 14052340 14052427 TCTGATTCCTCCCTGCATTT CAACAGGCTGTGGGAAAAGT 277

Ai10B4611 Araip.B10 4611 c (T)10attcaaacgtatccaaa(T)10aaaggtagttagatatgttcaaacgtgtccaaa(T)1080 14055158 14055237 CACGCTCGCACATAAAGGTA TTCCTGACATGCCACGTATC 177

Ai10B4613 Araip.B10 4613 c (T)12aaatttttaatgaaaacgacgtcgtttcaagtgcaggt(A)1161 14059962 14060022 GGCTAGGGTTTGAGGGTTTC CGAACCAGAATGACTCGGAT 191

Ai10B4615 Araip.B10 4615 p3 (TTC)5 15 14063398 14063412 CCAACGGGAGTTTTAGGAGA CCAACCAACTTCAACAGCAA 274

Ai10B4616 Araip.B10 4616 p2 (AT)13 26 14063932 14063957 CCTTCTGTCGCAAGATGTGA GGTTATACAGCCAACCCGAC 216

Ai10B4618 Araip.B10 4618 p2 (TA)7 14 14070874 14070887 CTCCGATCATCTCCTCTGCT CAGAATCAATGTTCAATATTTCAGC 278

Ai10B4619 Araip.B10 4619 p6 (AGAAGG)6 36 14075234 14075269 GAATTGGGCAGAGGTGACAT TGCAAATATCTTGTGATCCCC 164

Ai10B4621 Araip.B10 4621 p2 (AG)7 14 14079407 14079420 AGTGGCGGATGAAGTTGAAG ACCTGTAGCAGGGGAGTGAA 247

Ai10B4624 Araip.B10 4624 p2 (TA)7 14 14087253 14087266 ATGTTAATCATGTGACAAACGAA TTGGCTAATTTATTTTATTGGCA 228

Ai10B4632 Araip.B10 4632 p2 (AC)6 12 14117667 14117678 CCAGAGGTCCGCTCATCTAC TCACGCACACACATATGACG 279

Ai10B4636 Araip.B10 4636 p2 (AT)7 14 14131338 14131351 CGCACAACCTTTCAAAAACA GGACGACGTTCTCACTCCTC 274

Ai10B4639 Araip.B10 4639 p2 (TA)7 14 14146070 14146083 TGGTTGGTAATCGTTGTTTGA AAAGAAAACAAAAATTGCTGGC 210
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Ai10B4640 Araip.B10 4640 c (T)11aaatacaattttatattatactttgacataatagaaattaaattaggg(T)1069 14146676 14146744 CACACTTCAAAATACATCAGCTCTT TTTAACCTGTCGAATAGAAAATATCA 280

Ai10B4642 Araip.B10 4642 p3 (TCT)5 15 14150451 14150465 AATGACCCCCATTTCCATTT GTTTTGACCACACTGCTGGA 272

Ai10B4647 Araip.B10 4647 c (T)12aaataaattatgaaaaatatttattttttcaaaatccattttttagctttatttactgaaatgcacg(T)1190 14179425 14179514 GTGGGAAAGCCATTCTTTGA ATTTAAAGTGGAGTTCGCCG 244

Ai10B4648 Araip.B10 4648 c (A)10gaatcaaaagaacatttaaatcacagcaaaaacacaacaacaataggaacatttaaaacaaagcaaccc(A)1089 14180835 14180923 GGCAGTGCAAATTCAAGAAA TTGTTTTCAGCAATGGGGAT 260

Ai10B4650 Araip.B10 4650 p3 (TGG)8 24 14182712 14182735 ATGTTGTTGCTGTTGCTTGA AAATTCGTCCCCGACTTTTT 180

Ai10B4657 Araip.B10 4657 p3 (TCT)6 18 14192849 14192866 ACCCCACAGGATCATCTCAG CTTCCCTTTCCCTTTTCCAG 279

Ai10B4658 Araip.B10 4658 c (T)10gttttcgaaaaaaaaataataataaaaataaaaaaattttggaatccttatttttctttttcatgattgattttcgaaaaaaaaattaaagaaaatac(A)11119 14195908 14196026 CGGTTCATCTTGTTGCTCAG CACATGCAATTGACACCAAA 280

Ai10B4663 Araip.B10 4663 p2 (CT)6 12 14209290 14209301 TTTCAAAAAGTTGGCTTCAAAA GAAATTTTGAAAAAGCGGGA 173

Ai10B4664 Araip.B10 4664 p3 (TCT)6 18 14214768 14214785 ACCCACCTCACCCTCTCTCT CTTGCCTTCCCTTTCCTCTT 246

Ai10B4666 Araip.B10 4666 p3 (AAG)5 15 14223013 14223027 CACATCCGAAATCTAGGAGAAA CCGTGAACGACACAGAAAAA 200

Ai10B4673 Araip.B10 4673 c (T)14aacttttgtgttc(T)1946 14251155 14251200 ATCACCCTACGTGGTTCTGC GCACAGAGGACCAAACCTGT 169

Ai10B4677 Araip.B10 4677 p3 (CTT)9 27 14256054 14256080 CACACGTCCAACACACACAA AAGGAGGAGAAGGAGGAACG 161

Ai10B4678 Araip.B10 4678 p3 (AGA)6 18 14257852 14257869 AGAGGAGAATGACGAAGGCA CCCACCCTTCATTTGTTTGT 172

Ai10B4680 Araip.B10 4680 p3 (TTA)9 27 14258375 14258401 TGATGAGAGAACAGAGGAAGGA CGATTTCGAATTGGACAAAAA 280

Ai10B4681 Araip.B10 4681 c (T)11aaagatcatggcaattaccttc(T)1245 14259467 14259511 AAACAACACTTGGTTGAATGAAA TTTGCATGATTTGACGGCTA 244

Ai10B4684 Araip.B10 4684 p2 (CA)7 14 14264602 14264615 AGGATCGCATCCAAAACTTG ATGACTATGTGTGGCCGGAT 134

Ai10B4685 Araip.B10 4685 p5 (GGGTA)5 25 14269677 14269701 TGAGAATTGAACCCACAACCT TCTCGACCCTAACCCTACCC 245

Ai10B4688 Araip.B10 4688 c (A)12tcttgaaattagt(A)1237 14297117 14297153 CACCTTTTCACATCTCGCAA TCTACAAGAGCAAATGCCCC 270

Ai10B4692 Araip.B10 4692 c (A)11gataaagcactacattataacattaatatattgtttgaatataagatgaaaaatat(A)1077 14338710 14338786 CGACGAAACTAGCGAAAATG CCATTCACTTTCTCTTTCATCTTTT 280

Ai10B4699 Araip.B10 4699 c (CT)12ccct(C)11 39 14365640 14365678 GGGGCTGTCGTTAACTGTGT GAAGAATTGGTGTTTTGGGG 124

Ai10B4701 Araip.B10 4701 p2 (AG)7 14 14367754 14367767 CCCATAGCTGGACACGTTTT AACCTCCAATCAAACCACCC 174

Ai10B4703 Araip.B10 4703 p2 (AG)6 12 14372157 14372168 TTTGTGATGGTAAGGGCACA CACCATATCACCAACCACCA 201

Ai10B4708 Araip.B10 4708 c (AT)6ac(AT)6 26 14389011 14389036 TGAATTTGTGAAACAAAACATCTTC TCCCATTTCAAAAATACCACG 254

Ai10B4709 Araip.B10 4709 p3 (TCT)7 21 14389774 14389794 AGCATGGACCACAGCATACA GCTTTTCCCACCGATAAACA 280

Ai10B4715 Araip.B10 4715 p3 (ATA)5 15 14409896 14409910 AGTCTCATACCAACACCGCC CATGGTTGCAGCAAAGGATA 158

Ai10B4718 Araip.B10 4718 p2 (AT)9 18 14414453 14414470 TTCAGCTACATGTGCGAAGG GCGAATACGAACCGAAACTT 259

Ai10B4719 Araip.B10 4719 p3 (CAC)5 15 14415823 14415837 TATCATCCGCATCATTCACC AAGGGGCGAGAGAGAGAAAG 273

Ai10B4721 Araip.B10 4721 c (A)10cctagagagaaggaggagttctttctctaaaaaaaactaaaaaaactttaaaacaaaaactaactgttttctaagtatga(GT)6102 14427211 14427312 CAAGATCCAAACCACAATTCAA ATACGCGGAACATCAAAAGC 267

Ai10B4722 Araip.B10 4722 p2 (CA)8 16 14431662 14431677 CCCAAAATTAGCCTAACGGA TGATGGTGGCTATGGTTTCA 181

Ai10B4723 Araip.B10 4723 p3 (ATG)7 21 14434344 14434364 AAAACCGCACTGATCCAAAC GGAAAAGGACTAAGGTGGGC 207

Ai10B4724 Araip.B10 4724 p2 (TG)24 48 14439304 14439351 TCGGTCTAAACTTCGCATGTC AGCGTGTTCAAAAAGCGAAC 182

Ai10B4727 Araip.B10 4727 p2 (CT)6 12 14466405 14466416 CACTTGGTGCAGGAATGAGA GTTTGGGAGGGAAAGTGGTT 233

Ai10B4729 Araip.B10 4729 p3 (AGA)6 18 14488768 14488785 GGGTCAGAATCCAACAGCAT ATCTCTTTCCCACCCAATCC 235

Ai10B4730 Araip.B10 4730 p2 (GA)6 12 14490195 14490206 TGAGGAGGGTTGAGATGTGA TTCTCATCTTTTTCAAAACCACC 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4733 Araip.B10 4733 p5 (TTATC)5 25 14497139 14497163 CCTGGGTGCTCCAGTGTATT GGGACACAGCCCAATCTAAA 168

Ai10B4737 Araip.B10 4737 p2 (TA)7 14 14541160 14541173 GGGAGTTGTAGGCCGAATTT CCTAACCTCCTCAGCACCAA 250

Ai10B4744 Araip.B10 4744 p2 (TA)13 26 14569985 14570010 GCATGGATTGATGTACCTGCT TGAATTGGAGCTATGTTACGG 271

Ai10B4745 Araip.B10 4745 c (CT)10ga(TC)12 46 14574133 14574178 CCTCCCCTTTAACCTTAGCC TCCGGAACCAACAAAAGAAC 245

Ai10B4746 Araip.B10 4746 p2 (AT)13 26 14575741 14575766 GAGGGCAGCTTGTATTGGAG TTAGTGCCCTTCATGCATTTT 224

Ai10B4748 Araip.B10 4748 p2 (AG)9 18 14589299 14589316 AAGGTGACAAACTCCGATGG GGGTAAAATTCAAACGCGAA 254

Ai10B4749 Araip.B10 4749 p3 (TGT)5 15 14589919 14589933 GCTTGATGCAATGGTTTTGA TCATGAACACCACCATCACC 229

Ai10B4751 Araip.B10 4751 c (TGT)7taggttgctattatgcta(TTG)554 14591039 14591092 TTGTGATTATGCTGCCGCT CAGTGCCATAACAACAACAGC 224

Ai10B4754 Araip.B10 4754 p3 (TTC)5 15 14597067 14597081 TCGTCGTCTTCTTCTTCGTG GGTGTATTTGGACTCGTTCTCC 231

Ai10B4757 Araip.B10 4757 p3 (AAG)5 15 14599538 14599552 TGGATTGCGACACATAAACTT TCCGTTTTCTTCTCTCCTCG 272

Ai10B4759 Araip.B10 4759 p2 (CT)6 12 14610501 14610512 TAACGCCAGAAAGGGAAGAA TTGGAGAGAGGGGTAGGGTT 215

Ai10B4761 Araip.B10 4761 p2 (AT)10 20 14614411 14614430 CTTGCCATGGAAGGAGGTAA TATGGACGCAGAAGTCACGA 234

Ai10B4763 Araip.B10 4763 p2 (TC)13 26 14617737 14617762 CCCTGTCGCACTCTCTCTCT AGGAGCTCGTCCTTGTTGAG 142

Ai10B4770 Araip.B10 4770 p2 (GA)6 12 14627969 14627980 CGAGTTGAAGGAAGCTGGAG CCCCCTCTGTTCATGTATGG 277

Ai10B4774 Araip.B10 4774 p2 (TC)6 12 14634796 14634807 AACTAATTCCTCTCTCTTCTATTTTCG GGACTCCCTGTGAGATGTGAA 270

Ai10B4776 Araip.B10 4776 p2 (CT)6 12 14637890 14637901 TAAAACCCTTACCGGCAGTG ACCGTCACCGGAGTAGAGTG 199

Ai10B4778 Araip.B10 4778 p2 (CT)19 38 14644140 14644177 CAATCAAATTGGGGAAATGG AAGAAGCATGGAAATGGTGG 249

Ai10B4782 Araip.B10 4782 p5 (AATAA)5 25 14683640 14683664 TTGCCAGTGAGCTCCTTTTT AAAAGCTCAGCAAGGTCCAA 231

Ai10B4787 Araip.B10 4787 c (A)10ttcaactaaaaacaatgatagaagactctaaacc(A)1054 14696590 14696643 TTCAAAAATTTCAATTGACACCA TGAGTTTGGACAACTGACGG 215

Ai10B4788 Araip.B10 4788 p2 (GA)6 12 14699714 14699725 CCGGTTCTTACAGCGATGAT TTTCGACAGTTCTGTCTGCG 167

Ai10B4791 Araip.B10 4791 c (A)12g(A)10 23 14708164 14708186 GAAACCTCAAATGACTAAGTTTTCAA TGTTGCGCTATGGACTATGG 275

Ai10B4792 Araip.B10 4792 p2 (AG)7 14 14708572 14708585 TAAGCCATGTTGGGTCATCA TAAGCCAAAGAAACCAACCC 221

Ai10B4795 Araip.B10 4795 p3 (TAT)5 15 14716624 14716638 TTGAAAACATAATGCCAATTTTT GCGGCTATGTAGTATTGCTCA 205

Ai10B4797 Araip.B10 4797 c (T)10atttttcttgcaggactcattaaggatt(A)1149 14717273 14717321 TCAATTAAAAAGCACATATGCCA GGCTTGGCTTGCTTAGACAC 269

Ai10B4800 Araip.B10 4800 p3 (ATA)5 15 14720371 14720385 TTGAATTAACGGAAACAAAATCA TTCTTGCTCTGCTCTTTCGC 229

Ai10B4803 Araip.B10 4803 c (TAT)12(TAG)10tatgt(AGA)586 14727979 14728064 TCGTCAAAAGTGAATTTTCTAGTAGTG ACCGTAGGTTTTCCACTCCA 269

Ai10B4804 Araip.B10 4804 c (CTT)6ccttttttctc(T)1039 14729007 14729045 TTTTGACAACGAAAACGAAGTC CTCCTGCAAAGGGAGAAAAG 100

Ai10B4805 Araip.B10 4805 c* (A)11(AAAAG)5* 32 14729250 14729281 TCACGTGAGGGTAAAAGGAAA GTGCCATTCCACCAAAACTT 181

Ai10B4812 Araip.B10 4812 p3 (ATC)17 51 14741907 14741957 CTCTTCGACGATCGCAGTTT TGCAAACTGTCTTGCTCATCA 238

Ai10B4813 Araip.B10 4813 p2 (TG)14 28 14744076 14744103 TTGCATCTTGCTTCATTTGC GGCCCAGCATTCTGAAGTAG 211

Ai10B4815 Araip.B10 4815 p2 (CT)6 12 14754587 14754598 CCTAAATGGAGCAGGGATGA TTTGGGGGAGAGTGAATGAG 157

Ai10B4818 Araip.B10 4818 p3 (AAT)5 15 14769156 14769170 TGAGGCCCATTACTCTAGAACC AGTCGTGTAATCGCATCCGT 236

Ai10B4821 Araip.B10 4821 p4 (AAAG)5 20 14783308 14783327 TGCAATGAATGAAAGTATGCAA GTTATTTTGGCACACACCCC 274

Ai10B4822 Araip.B10 4822 p2 (AG)6 12 14786957 14786968 GGAACATTGAACCTGGAATGA CCAGTTCTCGACCCAGAAAA 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4823 Araip.B10 4823 p3 (AAC)6 18 14790593 14790610 TTCATCTCCAAGTTACCCCAA TTCGGCTATCATCCCTATCG 236

Ai10B4824 Araip.B10 4824 p2 (TA)11 22 14795601 14795622 ATATTCTGGGCCTTTCTGGG GTGCATCACTCTCGAAAGCA 192

Ai10B4832 Araip.B10 4832 p2 (AT)10 20 14819520 14819539 TGACCCTCTACGTACCGAATG ACTTTAGCCCCAATGAACCA 169

Ai10B4833 Araip.B10 4833 p3 (AAT)18 54 14825500 14825553 CAGAATTTGTTGCTTTGGCA GCCATAAATCAATAAAGACTCAGC 123

Ai10B4834 Araip.B10 4834 c (A)10cagccaacaatggataacaacaacaacaatgacctttc(T)1058 14837692 14837749 GAAGCAGAACCAGATGCACA AAAATGGTCCCCAAGGTTTC 216

Ai10B4835 Araip.B10 4835 c (T)15cacattctattttcaacttgttttaactatccgcatttcttttttc(T)1071 14838525 14838595 GGGGTCTTTCTTGACGATGA CATGCATAGCGCGAATTTTA 143

Ai10B4839 Araip.B10 4839 p2 (AT)6 12 14841883 14841894 TCTCTCTCCTTTAATTCTTGTCAAA TGGATTTGTTAGAGACCAGATTGA 159

Ai10B4840 Araip.B10 4840 c (A)10tctacttggtggcatgtggggacaagtgcttccattgagtgtcaaaaacagaaatgttattatcattattatc(ATT)598 14844193 14844290 CAGATACAAATCTACTTGGTGGCA CATGGGTCATATGCACTGAA 227

Ai10B4843 Araip.B10 4843 c (GAG)5aaatgcgaagaaaaaatgacagttgtggttttcattaag(GAA)569 14848221 14848289 TGCGAAGAAAAAGGAGGAGA TGGGCCAAACCTAACAGAAG 214

Ai10B4845 Araip.B10 4845 p2 (TA)8 16 14849085 14849100 GTAATACTCGCCCCCTACCC TAACCGCATAGAATCCGTCC 266

Ai10B4846 Araip.B10 4846 c (ACT)5(AAT)5 30 14849380 14849409 GGACGGATTCTATGCGGTTA TCTTTTGGGACAATGGACAAG 134

Ai10B4853 Araip.B10 4853 c (AG)6aaatgagagaagaagagaacaaagcttgtgatatttcaattatcaatatgaaatcaaaatgtgtcttcacaaag(GA)698 14864231 14864328 CAAATTTCACTAGAGGTAGGACTTTTT GTCGGCAAGTCGGTTGTATT 201

Ai10B4854 Araip.B10 4854 p4 (AAAT)6 24 14873183 14873206 ATCCAGATCACTCCCGTCAC ATCTGCGTGGAAAATGGTTC 148

Ai10B4863 Araip.B10 4863 p2 (AT)7 14 14899831 14899844 CCGTTTGGCAGAAGAAAGAC TGTCGTGATAATACCAATTTCCA 215

Ai10B4865 Araip.B10 4865 p4 (TATT)6 24 14923682 14923705 TTCGTATTAAAATTATCCGATCAAA GACTATTAAATCGAATTAGATCTGCAC 248

Ai10B4867 Araip.B10 4867 p2 (TA)6 12 14934090 14934101 CGCATACAACCAGTGCCTAA GCCATGTCTCCCTCCAACTA 272

Ai10B4869 Araip.B10 4869 p2 (AT)18 36 14937807 14937842 TAAATTCGGGGGCATAATTG ACGGTTGGGCAGATTTGTAG 218

Ai10B4870 Araip.B10 4870 p2 (TA)7 14 14939447 14939460 TTCAATTGAGTGATATTACTTGAAAAA CGAATAGTACCTTTACATGTTGTCCA 251

Ai10B4871 Araip.B10 4871 p2 (TA)8 16 14939949 14939964 GGACCCACTGGATAGGATCA GCTCCGTGTGGAAAGAAAAT 271

Ai10B4872 Araip.B10 4872 p3 (AAT)5 15 14940344 14940358 TGCTCAAACAGTCAAGCTCAA TGGCTACAAAATACAATTTCCG 279

Ai10B4873 Araip.B10 4873 p3 (TAC)5 15 14952124 14952138 CGCCTAATAATGCCTCCAAA CGTATTCACCAAGCACATCG 269

Ai10B4874 Araip.B10 4874 p2 (TC)11 22 14988157 14988178 CGGAGATTCGTGGATCTTGT GGTCCCTCACTCACCAGGTA 266

Ai10B4877 Araip.B10 4877 p2 (AT)8 16 14989778 14989793 GCAATTTGAATCTTGACTTCTGTC GGGGGATTTCTTCCCAAGTA 255

Ai10B4878 Araip.B10 4878 p3 (TTG)6 18 15002830 15002847 TGTCGTCATGATGTCTTTTGC TCCGTATTTTGTTGATTGGG 161

Ai10B4879 Araip.B10 4879 p2 (AT)6 12 15003674 15003685 CTCATGGTCATCATCGCATT TTTCTTTTCAGTTATACGCCATGT 226

Ai10B4881 Araip.B10 4881 p3 (GAA)5 15 15018270 15018284 CCGGTCTTAGGTGCCATAAA CAACCCTTTCTCCCTCTCCT 146

Ai10B4882 Araip.B10 4882 p2 (AG)7 14 15018864 15018877 TGAGACTCTCCCAACACCAA TTTCTTATCTTTTTCAAAACCACC 273

Ai10B4885 Araip.B10 4885 p2 (TA)6 12 15049225 15049236 GAGCAACCTGTTGTTGTTACCAT TTCCTTTCCCACTCTCGCTA 189

Ai10B4886 Araip.B10 4886 p2 (GA)6 12 15060646 15060657 AACAATTTTGGGATGGGAGA CAAATAGAGAAGCATATGTGGCA 100

Ai10B4889 Araip.B10 4889 p2 (AG)7 14 15067603 15067616 TCTCGTGCTGATAACGTGTTG TAGGGGAATAAGGCTGAGGC 249

Ai10B4893 Araip.B10 4893 p2 (AT)15 30 15092225 15092254 GTTTGGGGAGAATTGGGAAT CACTTTGGGGCATTTTTGTT 265

Ai10B4897 Araip.B10 4897 p3 (GAT)12 36 15115777 15115812 TGAATGTAAGTTCATCATTTTCCAA TTCTTCCTCCTCCCCATCTT 237

Ai10B4898 Araip.B10 4898 c (TA)9(TG)7 32 15116707 15116738 TCCCTTTCAGTAGAGCGGAA TCATTAAACCAGCATTAAATCACAA 253

Ai10B4900 Araip.B10 4900 c (TA)6acctaaagtagtagtactctttactacaatgttatccatactgtatgaaaattggaaaaaacctcacagcaagctagcttagcat(ATA)5112 15121871 15121982 GCTACTGCATGCACCATCAA TGCAGCAGAGAGCTTCAAAA 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4902 Araip.B10 4902 p3 (TCT)6 18 15132076 15132093 ATGATATTGCAGCCCCTCAC TGAGGCAGGTGTTGTTCAAG 274

Ai10B4903 Araip.B10 4903 p2 (AT)9 18 15145783 15145800 TTTATAATCGGGCGATGAGC TTTTAATGAGGTGCCAAGCC 168

Ai10B4904 Araip.B10 4904 p5 (TTATC)6 30 15151379 15151408 CCTGGGTGCTCCAGTGTATT AAGGCGATTCCCTTGAAGAT 129

Ai10B4910 Araip.B10 4910 c (AT)7aaaacaagctaatttttaaagtttcaatttacttagtttgattttttaacttaggtatccgtgactcatattagggttttaagtgtttagttg(A)10117 15175900 15176016 GATTTTCTTCCCATAAACAATAAAAA AGCGACTGTTTGATGTGACAA 279

Ai10B4918 Araip.B10 4918 p2 (AC)8 16 15197714 15197729 TTGGTGCAATTGATAAGCAAA GGGGATCAGGGTTTCATTTT 185

Ai10B4919 Araip.B10 4919 p2 (AC)8 16 15208353 15208368 ATTGGTGCAATTGATGAGCA GGGGATCAGGGTTTCATTTT 186

Ai10B4921 Araip.B10 4921 p2 (CT)7 14 15215782 15215795 CCTCACTCACCAAAAATCCG TTCTTGTCCTTGCTCCTGCT 168

Ai10B4922 Araip.B10 4922 p3 (TTC)5 15 15216503 15216517 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai10B4923 Araip.B10 4923 c (T)13cttaccattaactttataagtatggccaaaattaaatatgagagagaaagtaatgaaagatgaaaaatcacaattgacatcattcaa(T)10110 15222166 15222275 GCAATTGGACAGGATAAGCAA GGGAGTGGATTCTCTCCAGT 243

Ai10B4930 Araip.B10 4930 c (CT)13t(TC)11 49 15236914 15236962 GCGACCACCAATTTGTTACC ATTGGAGCAGATTCAGGTGG 252

Ai10B4931 Araip.B10 4931 p2 (AG)6 12 15248208 15248219 AATTCGGCGAAAATTGATTG AGGAGGAAAATTACAAAGGCA 245

Ai10B4932 Araip.B10 4932 p2 (TA)7 14 15249289 15249302 CCGAGCTTGAGCTTGGATAA TCACGAGCTGGCTCAAATAA 277

Ai10B4933 Araip.B10 4933 c (T)10cgccta(T)10 26 15256884 15256909 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 205

Ai10B4935 Araip.B10 4935 p2 (AG)6 12 15274387 15274398 CAGGCCCGACAATACAGATT GCAAAATGAATGAATCAATAAGGA 260

Ai10B4941 Araip.B10 4941 c (TCT)6ttaacctaataagcttcgttgttctcatctgttcgcgttttcttcttcttcgtcg(TTC)588 15308037 15308124 TTTTTCTCGCATTTTCGTTC TCCAAACCTCATCAGCATCA 238

Ai10B4942 Araip.B10 4942 c (TCT)6ttaacctaataagcttcgttgttctcatctgttcgcgttttcttcttcttcgtcg(TTC)588 15310204 15310291 TTTTTCTCGCATTTTCGTTC TCCAAACCTCATCAGCATCA 238

Ai10B4944 Araip.B10 4944 p3 (GAA)16 48 15328096 15328143 GAGATTAATCGGCTGGTGGA CTTCCTCGGTAGCCTTGATG 277

Ai10B4946 Araip.B10 4946 c (GA)9gcggggaatctgttcatttatatattt(A)10cactcctaaaacgacatcatctagtagttagggctgaactaaaaaccgt(A)10114 15352097 15352210 TGAATTTGGGACTTTCCTGC AAAAACTGGTCGAATCGGTG 233

Ai10B4949 Araip.B10 4949 p3 (ATT)15 45 15360802 15360846 CGCTTTACGCTGTTTACGCT TTCCAATCTAGTCAAAGGAAGTTACA 268

Ai10B4953 Araip.B10 4953 p3 (AAC)7 21 15381251 15381271 ACGAAGCTCGAGTTGCAGAG ACATGACAGAGCACAATGGC 233

Ai10B4954 Araip.B10 4954 p2 (GA)7 14 15382830 15382843 ATTTGGCCATCAGAGAATCG GGACTGGAGCTTGCAACAAT 186

Ai10B4956 Araip.B10 4956 p2 (AT)10 20 15401014 15401033 CCACGTTCCCCCTATAATGA TGTTTGATGTTTGTTTTTGTCCA 280

Ai10B4958 Araip.B10 4958 c (T)12gcctctttttcttcttcttctttctccgtgcttcctcttcctcttcc(TCT)780 15403089 15403168 TCGCATACAAGTGATTTTCCA TTCTGGTGATTTTGATGAAGGA 240

Ai10B4959 Araip.B10 4959 p3 (TTC)6 18 15403311 15403328 TTCTCCTTCATCAAAATCACCA CCTCCTCATCTTCTGCTGCT 244

Ai10B4961 Araip.B10 4961 p3 (TTG)8 24 15406446 15406469 TAAAGAGATGGATGGGCCAG CTATATGTGGACGGGAGGGA 246

Ai10B4964 Araip.B10 4964 c (CT)9ccctccctctttctctctcccctcctctccctcctctcttccctcctctcatttctctctccttctctttt(TC)6ccttctctctttctccctctttatcctctttttcttcctctttctctctctttt(TC)7169 15412025 15412193 ATCTCTCTCTCCCCTTCCCC AAAAAGAAGAGAGATAAGAGGGAAGAA 269

Ai10B4965 Araip.B10 4965 c (AG)10aaagaaaggggaggaaaaggagaaagagg(GA)7ggggaaggagaggggagagagcgagagaaggaaaaatagaggagaaaggagaaagatatgt(GA)8aggagaggagag(GA)6164 15412473 15412636 AGAAAGAGAAAGAAGAAAAGGAAAG CCTCCTCTCTCTCCCCTCCTA 240

Ai10B4969 Araip.B10 4969 p3 (ACT)5 15 15420766 15420780 AGCCCTGACTCACAAGAACC ACAACAGCAACATCGCAGAC 238

Ai10B4972 Araip.B10 4972 p2 (CT)6 12 15431497 15431508 TTCAGATTCACATGGTGGGA GTTCGGCTTAAAGTCGGTCA 199

Ai10B4975 Araip.B10 4975 c (TA)9(GA)8 34 15440195 15440228 TGCACATTGAGACACCCATT GGGCAGTTATGGTGTTTGCT 250

Ai10B4976 Araip.B10 4976 c (TA)7(GA)8 30 15440582 15440611 TGTTGACCACTCAAACCCAC GGGCAGTTATGGTGTTTGCT 227

Ai10B4978 Araip.B10 4978 c (T)10caattaggtcccttttggtagtaattggcttaattgtatagggatctaact(A)1071 15448431 15448501 TCCTTTTAATTGGGTCCCTG TTGCAAAATTTTTAATTAGGTCCC 217

Ai10B4980 Araip.B10 4980 p3 (AAT)12 36 15456971 15457006 CCCATCGAAACTGTTGGTCT TGCTCTATTGAGAAGGGAAGGA 225

Ai10B4981 Araip.B10 4981 p3 (TTG)5 15 15461909 15461923 TCTGCCTCTTTGCCTCTGTT AAGAAAAGAAAACACGACTGTGC 184



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B4983 Araip.B10 4983 p3 (GAG)6 18 15466563 15466580 TCCAATTGGCAATGTGTTGT CAACAAGAGCACATCAAAAGGA 234

Ai10B4984 Araip.B10 4984 p5 (GAGAA)5 25 15467456 15467480 TGCCATACCATAAACTTTGAAGC TGGCTTGTCTTTGTTACACCC 201

Ai10B4985 Araip.B10 4985 c (CT)6ccccctactctctctcccttctttcc(CT)9ccttcctatccctctt(TC)8cctcttctccttttctctccccctcatctctctctttctctcc(CT)6143 15469911 15470053 TCCCCCTCTCTCTCTTTCCT GAGCGATGGGGAGAAGTAG 265

Ai10B4987 Araip.B10 4987 c (GA)7ggagggagaggagagagagaaagaaaaggggaagtgagaaagaagagggagagagaggaagagagaaggaat(GA)6gggagaa(AG)6acgaagagagatgggatgatgagagagaaagaaaggggaagagagagggaaatgagg(GA)6186 15470752 15470937 GAGAGAGAGAAACAAAAGGGGT CTCTCCCTCTCTCCTCCTCTT 258

Ai10B4988 Araip.B10 4988 c (TA)12(GA)10 44 15471350 15471393 GTCCCTCCTTTCCCATCAGT TTGTTTGTCTAACCAGTGGCA 269

Ai10B4994 Araip.B10 4994 p3 (CAA)5 15 15519164 15519178 ATCGCAAGCCTACCATCATC TTCTGCACCCTTCTACGACC 135

Ai10B4996 Araip.B10 4996 p2 (TA)6 12 15526683 15526694 CCGGACAAGTCAGTTTACCC TGTGCTTTCTTCTTAGTCCAGACA 187

Ai10B4998 Araip.B10 4998 p2 (AG)7 14 15532922 15532935 AACTAAACATAACCCGGCCC TCCGTCCTCTCTTAACCCCT 210

Ai10B4999 Araip.B10 4999 p3 (AAC)7 21 15535579 15535599 CAAATCACTCCTTTGTTGTCTCA TGGATTGGTGATTTGGTGTG 161

Ai10B5002 Araip.B10 5002 p3 (TTA)13 39 15542201 15542239 ACCTTGCCAAACTAGAGGCA GAAGTCCACTCCAGAGAAGCA 267

Ai10B5003 Araip.B10 5003 p3 (TTA)12 36 15544959 15544994 TCGTAGGATTGTTCTGCACG TTGGTTTCACTCCGGAAAAA 268

Ai10B5005 Araip.B10 5005 c (A)11caaactataaaccctaaattcctcccatcaatccaataatgtcatgaaaatattaatttatattagttaatgatgtttgaacatatgtattaaaatt(A)10118 15555472 15555589 TCCTTCCTATCAACCCAAAAA TGTTGACCACCCCTTGGTAT 245

Ai10B5014 Araip.B10 5014 c (A)11taa(AT)11 36 15573923 15573958 AAAGGCAGAGTCAGTGACGG CCCATGTGTACTTTAAGGGGA 280

Ai10B5015 Araip.B10 5015 p2 (CT)6 12 15575902 15575913 TGCACTTAGCAGCTGAACCA GGGGGTTGAATCTTAGTCCC 233

Ai10B5022 Araip.B10 5022 p2 (TA)6 12 15588188 15588199 GCGCTACTACACGGGTTTTT ACTAAATGAACCTTCGGGCA 176

Ai10B5029 Araip.B10 5029 p2 (GA)6 12 15627295 15627306 GCGGCGTCTTTCACTTACTC TCAGAATCAAATCTTGGGGG 254

Ai10B5033 Araip.B10 5033 c (A)14caaaagaaaaacttaagtcaattagttg(A)1052 15642297 15642348 TCTTAGCCCAATCCCAACAC AGAGAATCCCGGTCGCTAAT 216

Ai10B5034 Araip.B10 5034 p3 (TAA)5 15 15643227 15643241 ATTGCTCTCTAGCTGCCCAC GGGCCGTATACACAACCGTA 254

Ai10B5036 Araip.B10 5036 p2 (AT)7 14 15644522 15644535 CACGGAAAGTTGAGTGCTTTT ATGCATTAGCTTCGTGGCTC 222

Ai10B5038 Araip.B10 5038 p3 (TGT)5 15 15648944 15648958 CCCCTTTCCTAGTTGCAGGT ATCACTTGGCTGGAAAAGGA 254

Ai10B5041 Araip.B10 5041 c (A)10ttggtgtagagacccaattaaaag(A)1044 15652832 15652875 CTTTTATTTGGGTCCTCGCA CAAAATTTTCAATTTGGTTCCT 154

Ai10B5044 Araip.B10 5044 p4 (ATAA)5 20 15658664 15658683 ATTGCATGCCCTATTTGAGG TGCCATTAATACAAGTATGGAACA 202

Ai10B5045 Araip.B10 5045 c* (TA)6(A)11* 22 15660541 15660562 TAGCACACACACATGCAAGC GAAGAATGTTTCTGCAGGGG 127

Ai10B5046 Araip.B10 5046 c (T)10ctacatccaaacaaaatattaatgatttgtgtttttttttgggtcaaatgatttgtgttatacagcattgcatccattactcggataagttgattgaaaa(T)11121 15662735 15662855 CCAAACAACAACATCATGAACA TGAACCTTTGTGACATTGGTATTC 248

Ai10B5048 Araip.B10 5048 p2 (TA)6 12 15666747 15666758 TGACTGAAATTAATGATGCCACA TGTTTGGTAGGGTAGGGTCG 133

Ai10B5049 Araip.B10 5049 p4 (ATAA)5 20 15666930 15666949 CGACCCTACCCTACCAAACA TTTGAGATTAATTTGTTTCGAACATT 226

Ai10B5050 Araip.B10 5050 p2 (AT)7 14 15668296 15668309 GCATATGATGCATGCCTGTC TCCAGGTTGAGGCTCGATAC 245

Ai10B5051 Araip.B10 5051 p2 (TA)6 12 15678661 15678672 TGTCCTAATGCGTTGTGCAT ACCAATAAAAGCACAGGCGA 230

Ai10B5054 Araip.B10 5054 c (T)28nnnnnnnnnnnnnnnnnnnnnnaaatttagtatttattattaattttta(T)11aatattttaaaaattaaaaaaa(T)23133 15686297 15686429 CTTGTATGAAAAGGATGATAGGAAA CAAATTCAAAACACAAATTGCAT 258

Ai10B5059 Araip.B10 5059 c (A)10ttataatatttttttgtgaggtagagaaaattacaataaaagcattctatagttattgaatattgaaatgtc(T)10(A)10102 15704204 15704305 AGTGGCGGAACTTTGAAGAA CGCACTATTTTTATGAATCATCAGTT 179

Ai10B5063 Araip.B10 5063 c (T)11ccttccttgtcggtgcaattttgcaattaaaatgaatggtgtttatagc(A)1373 15708016 15708088 GGAGATTCTTATGCCCGTGA TCTTTTAAAATGAACCACCAAAAA 251

Ai10B5064 Araip.B10 5064 p3 (TTA)13 39 15709120 15709158 CAGTGAAGGTTTGGGACTTCA AAGCTGCAAAAAGAAAAATGAT 280

Ai10B5067 Araip.B10 5067 p3 (TAA)14 42 15711518 15711559 GCGTCTCACATGTTTTAAGAACTAA GGTCTCCACCTTTTATTCATGC 250

Ai10B5069 Araip.B10 5069 p2 (TA)6 12 15716892 15716903 TGGACCATTGCTCATTTTCA TTATGGTAAATAATCCGGGCA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5070 Araip.B10 5070 c (A)10caaagaaagccggctaattgtatgtaattcgatgtaatagttaattagtgtg(T)1173 15718203 15718275 CATGCATGTAACCATTCTTCA ATTGGCTAACGGCAGACCTT 280

Ai10B5083 Araip.B10 5083 c (TC)6acgatcttctttgaatcttcgagatttggcggagagagtgaagagacgcaaacagtgcagaaggttactc(TG)898 15766491 15766588 CTGTGCATCGAGTCCTCTCA TTCCTCCAAAAACGGAGAGA 246

Ai10B5085 Araip.B10 5085 p3 (AAT)8 24 15768436 15768459 GGTTTATGTTTGATATTTTCGTTTTT TTTTAATTTTAGGTGCATTTTTGTTC 208

Ai10B5087 Araip.B10 5087 p2 (AG)9 18 15771842 15771859 CGATGACAAAGGAGACAGCA TCTGGGACCACCTCACTAGG 145

Ai10B5088 Araip.B10 5088 p3 (TAT)7 21 15775686 15775706 CGGGCGATTGTTAAACCTTA CGATATCGCGATCCAGTTTT 261

Ai10B5089 Araip.B10 5089 p3 (TAT)5 15 15780037 15780051 AGAATTCCCTCGCCTTTGTT CGTCATGATCGTACCGAAAG 275

Ai10B5090 Araip.B10 5090 p3 (AAT)7 21 15781198 15781218 AAAAACGAATTAAAAGCATGAAA GATTGAGGAATCAAGCGGAA 261

Ai10B5091 Araip.B10 5091 p2 (TA)6 12 15781932 15781943 GCTTGTAGCCATTAGGTATGAAAAA TTTTTCTAATTGTACCAAGTATCTCCA 161

Ai10B5094 Araip.B10 5094 c (TC)7tg(A)12gcttaacatcacaattcgcaagtacaaaactcacataaaacgcaaatccc(ATTT)598 15802661 15802758 AAAAGAGGGTCTTCCCCTCA GATTCCCTTCTGTTCCGGTT 272

Ai10B5095 Araip.B10 5095 c (AC)7(TC)10(AC)646 15802946 15802991 TTGGCGGTATGGCTTAGAAC CTGCCCACTCAGATCCATTT 264

Ai10B5096 Araip.B10 5096 p3 (TTC)5 15 15803471 15803485 AAGAACGTTTCTTTTCGCCA TCGAGAGCAAGAACCAGTGA 271

Ai10B5100 Araip.B10 5100 p3 (TTC)5 15 15823266 15823280 CCCTCTGTTCGTCCATCATT TGGGCAAGGTTTCAAGTTTC 257

Ai10B5105 Araip.B10 5105 p2 (TA)8 16 15839170 15839185 CACTCCTTTCTTCGCCTCTG TTGCAAGTTTAGACCTTTTGAGG 273

Ai10B5124 Araip.B10 5124 p2 (AG)6 12 15907725 15907736 ATAGGTGAGGGGGTTTTTGG CAGAAAAGGGCAAGAAGCTG 236

Ai10B5125 Araip.B10 5125 c (A)10gaagaaaacaaccacagaaggtggttaaaaaagaaagc(A)1361 15914950 15915010 TGTGTCGCAGAAAAGAAGAAGA CCGAATCTGTCGAAACAAGC 121

Ai10B5126 Araip.B10 5126 p5 (ATTCA)5 25 15920625 15920649 CAATGCTAAATGAACCGAACA TCAAGCATACGAGGTTTGGA 189

Ai10B5128 Araip.B10 5128 p2 (TA)19 38 15928820 15928857 GGAAAACGATGAAAGTCCTCC GCCAAATTTAATGGTGGAACA 278

Ai10B5137 Araip.B10 5137 p2 (AT)18 36 15952434 15952469 GCAACGAAATGGAAGGTGAT ATGTCATGCCAACCACACAT 251

Ai10B5139 Araip.B10 5139 p2 (GA)6 12 15953579 15953590 CGGCTTTAACATGGAGGAAA CAGCTTCGATGACCTTCTCC 200

Ai10B5143 Araip.B10 5143 p2 (TA)8 16 15957639 15957654 TCTTTTTAACCGCTGCGAAT AAAAACCATATGCATTGATATATTACG 239

Ai10B5145 Araip.B10 5145 p2 (TA)6 12 15963841 15963852 AGACAGCCTAATCTCTGCGG CCCGATGAAGGAACAAAAGA 227

Ai10B5146 Araip.B10 5146 p2 (GA)7 14 15976671 15976684 CTCACGCATGGAGCACTAAA CCTCAGTTCGACAACGACAA 220

Ai10B5147 Araip.B10 5147 c (GA)17a(AG)7 49 15976939 15976987 GGAGTTGACGGACCTTGGTA TCCTTTCCACAACAACCACA 214

Ai10B5152 Araip.B10 5152 p3 (CGC)5 15 16004069 16004083 TACCCTTACCCTTATGCCCC GACGTCACCGAACACTTCAA 264

Ai10B5159 Araip.B10 5159 c (T)11caaaaataaaaagaatttacgtacaaagtacaaaacccaacttaccatgagttttctcaaattataatgagtatcattttgataatatttgctatagt(TTA)6127 16014747 16014873 CAAAAATAAAGGAAAATCGAAAAC TCGACATATCCATTATTCACATTG 280

Ai10B5164 Araip.B10 5164 c (GAA)5a(AAG)6 34 16032503 16032536 CAATCCAGATCCATAATGCAGA ATTAGGGGTGTTCACCGTCA 277

Ai10B5165 Araip.B10 5165 p2 (CT)6 12 16033429 16033440 GGGTAGCGTAGATGAGACAAAA AAAATAAATAAATGAGGAAGAGGAAA 220

Ai10B5167 Araip.B10 5167 c (AAAT)6atatgttattacaat(ATAA)559 16040020 16040078 TATTGGGAATTTGGGTGCAT GACATCGGGGTGATTTTGTC 181

Ai10B5168 Araip.B10 5168 p2 (AG)6 12 16040702 16040713 ATTAGAGGCTGCAGAGTGGG TTCATAAACCAAATTGGGAAAA 266

Ai10B5171 Araip.B10 5171 p2 (TA)6 12 16070501 16070512 GGGGCATTTTGTCTCCTTTT TTGATTTTGGGAGAGTTGGG 242

Ai10B5175 Araip.B10 5175 c* (AT)8(ATA)10* 44 16093510 16093553 GAGGTGGCCAGGTATTACGA TGGGTCATTTTGGGATTCTC 137

Ai10B5176 Araip.B10 5176 p2 (TG)6 12 16101382 16101393 CACATGGTTTGTACAAGTTTTGG TTTAGGAATACCTATTCATGAGCAA 185

Ai10B5178 Araip.B10 5178 c (A)10tacacttttttgataagttaaccacacttgaccgttaaacattattgctattcttataattacaatttctttagtgtg(TA)7102 16114668 16114769 GAAGGAAGGAAAGAGCATGAAA CCTAGGAATTTGATTACTCGCA 268

Ai10B5180 Araip.B10 5180 p2 (AT)7 14 16115955 16115968 AAAAACGCAACGCTCAAGAT CCAGCCTTAGCTTCACAGGT 134



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5182 Araip.B10 5182 c (AG)6(TG)16 44 16129724 16129767 TGGAGGAGGACAAAGGTGAG AGCTATTAGAGTGGCGCAGC 195

Ai10B5183 Araip.B10 5183 p2 (AT)13 26 16129981 16130006 TTTAAACCGCAATACCGCTC TATGGACGCAGAAGTCACGA 273

Ai10B5184 Araip.B10 5184 p2 (CT)19 38 16134929 16134966 GCAACCAGAGACACAGCAGA AAGCCACGGACTGAGAAGAA 278

Ai10B5185 Araip.B10 5185 p3 (TGA)5 15 16136314 16136328 GTGTGATGGGGTTGAAGGAT TGTGGGGTGAGTGATTTCAG 259

Ai10B5188 Araip.B10 5188 p2 (AT)7 14 16144638 16144651 TTCATGTAACTTGTCCTATTAAAAATG TCCTTCTATCTTTTTCCTTTTCTCC 223

Ai10B5194 Araip.B10 5194 p2 (TA)6 12 16149686 16149697 TCTGTGACAGGATCTCGCAA CTTGGGGACTAAAATGTCCG 267

Ai10B5199 Araip.B10 5199 c* (A)11(AAAAAT)5*36 16154923 16154958 TCACGGTCTTAAACATCAATGG CTCTGTGGTGCTCAAGGACA 248

Ai10B5211 Araip.B10 5211 p2 (AT)6 12 16207014 16207025 GAGCTCCCAAGCAGCAATTA TTTTGCTTACTTTCCCTCCG 260

Ai10B5214 Araip.B10 5214 p2 (AG)13 26 16215047 16215072 AGGAAGGGCAGTGACAGAAA TGGGCCGTATCTTCAACAAT 275

Ai10B5220 Araip.B10 5220 p2 (AT)6 12 16251912 16251923 AATCATGGACTATCCCCCGT AAATACGAGTTTCCCTGGGC 218

Ai10B5221 Araip.B10 5221 p2 (TA)6 12 16256035 16256046 GCATCAGCTGCATAAATGAGG CACCGGATCGAGTTTTTCTC 264

Ai10B5229 Araip.B10 5229 p3 (GAA)6 18 16291310 16291327 AGGAAATGGGGTGTGTTTTG TCAAGGGGAAGATTTGTTGC 277

Ai10B5230 Araip.B10 5230 p4 (TTAG)5 20 16292949 16292968 CCACCACCATTTACCATTCA AATCACATGGTGGCCAAAAC 280

Ai10B5232 Araip.B10 5232 p3 (AAG)5 15 16296249 16296263 AGGAGATGCAGAACGTCCAT CTTCATTGTTCACCAAGGGC 248

Ai10B5233 Araip.B10 5233 p2 (AT)7 14 16298917 16298930 TGAATTAAGTGTGGAAAAGTGGG TTTGGGGTATTTTGTCCCCT 247

Ai10B5236 Araip.B10 5236 p2 (CT)6 12 16317961 16317972 GAACCTGGAATTGAGAAGCAA GCGGCCTATACGTACCAGAA 247

Ai10B5239 Araip.B10 5239 p3 (TCT)6 18 16338602 16338619 GAAGAAGAAGTGGCCTCACG TGTGGTTTTGTGATTGTGGC 124

Ai10B5247 Araip.B10 5247 c (T)14nnnnnnnnnnnnnnnnnnnnaagacaaggtatttgtttttcaatggtgggcttgggttggtttattgaacaaaagctgaaaattg(A)10109 16366954 16367062 ACTGTTGTTTCAGAACGCCC CATGCCAATGCTACCTTCAA 237

Ai10B5248 Araip.B10 5248 p3 (CAA)6 18 16371978 16371995 GGTCGATGAATTGTTTTGGG GGCTCTGCAGGAGCTTAGAA 235

Ai10B5250 Araip.B10 5250 p3 (TCA)6 18 16384994 16385011 CAGTCTCCGTCCCAGTACCT GGTCCGTTACTTTTTCGCTG 280

Ai10B5251 Araip.B10 5251 p2 (GA)7 14 16385391 16385404 CATCCACAGTTCGAGCAGAA CTTTGCCATTTTCCCTACCA 167

Ai10B5259 Araip.B10 5259 p2 (AT)6 12 16412948 16412959 CTAATGCACTTCGCCATGAA TTGTTCCATGATAGTGTGAATGC 274

Ai10B5260 Araip.B10 5260 p3 (ACC)5 15 16413564 16413578 TGGTGGTGTTGAGGTGTTTG GAGTGTGTTGGTGGTGATCG 128

Ai10B5271 Araip.B10 5271 p3 (GTG)5 15 16450160 16450174 GTGAGATGGGAGGAAGGTGA TACACTTTCGCCATCACCAA 144

Ai10B5277 Araip.B10 5277 p2 (AT)8 16 16468122 16468137 TGTCGAAGCTCAACCAGTCA GCAACTACCCCGATAAACCA 278

Ai10B5283 Araip.B10 5283 p3 (TAA)15 45 16512414 16512458 CCTCCCTTTCTTTTGCTGC GTTCAGGACCCGATGACACT 266

Ai10B5288 Araip.B10 5288 c (AC)12(AT)7 38 16538673 16538710 TTTCAAGGTTGTAATGGGGC TTGGGGTAATTTTGTCCCCT 173

Ai10B5291 Araip.B10 5291 p2 (GT)13 26 16552423 16552448 TGGGTAGCTAGGCGTGATTT GGGACTAAGGTAAGGGTGAGG 141

Ai10B5292 Araip.B10 5292 p2 (AG)6 12 16553523 16553534 GGGACAAGCAGAGACTCAGG GGGTTCATAAACCAAATTGGAA 273

Ai10B5296 Araip.B10 5296 p2 (AG)9 18 16563516 16563533 AGGTATTACCGAGACGCCCT CATTACCCGACCCGATTTTA 270

Ai10B5298 Araip.B10 5298 p2 (TG)7 14 16570568 16570581 CGGATCTTGCAAAACATGAA TGGTTGTTCTTCCACCTCTTT 280

Ai10B5300 Araip.B10 5300 p2 (TA)8 16 16591382 16591397 AATGGAGCCTGTCAAAGGTG GGCAGCAACAAACCATTTCT 214

Ai10B5304 Araip.B10 5304 p2 (TC)9 18 16599382 16599399 ACCTTCTCCCCCTCATTTTG GTGAGAAGCGAAAGGGTGAG 144

Ai10B5307 Araip.B10 5307 p3 (AAT)5 15 16604161 16604175 AAACGCGCCTTTTCTTTGTA AGGTGACGCTTTTCTTTGTGA 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5318 Araip.B10 5318 p2 (AC)6 12 16645048 16645059 CCACCATATTTGCAAGCTGA CTTCTTTGAGGGTCACGAGC 170

Ai10B5320 Araip.B10 5320 p3 (CTC)6 18 16652374 16652391 GGCACGAAAGAAAAGAGCAG AGGCCTCTTTCCTCTGGAAG 256

Ai10B5324 Araip.B10 5324 p3 (TCC)6 18 16671582 16671599 CATATTCGTAGTCGTCGCCA CACATACGATTCTGCCGCTA 279

Ai10B5325 Araip.B10 5325 p3 (AAT)14 42 16671950 16671991 AACCCTAGCCTCCATCCTGT CCATGGCTTCTCTCCAACTC 218

Ai10B5329 Araip.B10 5329 p3 (AGA)5 15 16696613 16696627 CGGAAAGAAGTGAGGTCAGC TTTTGATTCTATCTTTGCCTCCA 148

Ai10B5330 Araip.B10 5330 p2 (AT)7 14 16698178 16698191 CAAGCTTCTAACTCAGCCCG GCGAAGTGGTTATCGGGTTA 210

Ai10B5333 Araip.B10 5333 p2 (TA)8 16 16713565 16713580 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 228

Ai10B5337 Araip.B10 5337 p3 (AAG)5 15 16735422 16735436 TCCTCTTCCAAGTAATTTTTCAGC TCTCCTTCCTCCTCATCTTCTG 187

Ai10B5338 Araip.B10 5338 p3 (GAG)8 24 16735855 16735878 TCGAACCACACTTCAGTCACTT TGTGCCGTTATTGTACGCTT 280

Ai10B5341 Araip.B10 5341 p3 (AAG)5 15 16749147 16749161 CAGTGACGATCGGTAGGGTT TGCCGTTAAGTGGATGTCAA 185

Ai10B5342 Araip.B10 5342 p4 (ACAT)6 24 16749550 16749573 ACTTGTGAAAGGCATCGACC CTGGGAAACGGAATGAAAAA 213

Ai10B5346 Araip.B10 5346 p2 (TA)7 14 16765754 16765767 TTTGATTTGTCTTGGAGGAGG TCTTGGAATCGCCAAATAGG 229

Ai10B5347 Araip.B10 5347 p2 (AT)9 18 16766745 16766762 CTGCTCTCCGAGGTCGTATC GGGCGAATAAAATTTTGGCT 225

Ai10B5349 Araip.B10 5349 p3 (CTT)7 21 16770007 16770027 AGGACTCTCTGGTTTGTGCC AAGCAACACGAAGATCTGGC 200

Ai10B5354 Araip.B10 5354 c (T)10caaaagcttcagtgttaatttcacaaagtttgtgtttcaaattt(A)1367 16775501 16775567 TTGCATTCTTCTTCCACCCT CCAATGAAGTCTCAAAACGGA 223

Ai10B5356 Araip.B10 5356 p2 (AG)6 12 16782720 16782731 TTGGGTGACCAAAGAGAAGC CACCCTCCTGATTGAGTGCT 219

Ai10B5358 Araip.B10 5358 c (CAA)6aaacc(ACA)641 16788028 16788068 AGTTGCCAAGTAGTGCCTGC TCGTTTTTGGGTGTTGGATT 266

Ai10B5362 Araip.B10 5362 p2 (CT)6 12 16802234 16802245 TTTTGTGATTTCTTATGAATCAAGTC TTTGAAAAAGAGGGAGATATTTTCA 279

Ai10B5372 Araip.B10 5372 p2 (AG)6 12 16840239 16840250 AAGCCAGAGAACATGCAGAGA TGGAAAAGGTTCATAAGCCAA 268

Ai10B5374 Araip.B10 5374 p4 (AATA)5 20 16845262 16845281 GGAAACTGTGGAAACATGGG TTTGGGTAATTTTTGTCCCC 201

Ai10B5377 Araip.B10 5377 p2 (TA)9 18 16885788 16885805 CCTTTTATGCATGCTCCACA CCTGAGCAGGCAAACAATATC 279

Ai10B5379 Araip.B10 5379 p3 (AGG)5 15 16887714 16887728 ATCGGCTTTCATCCCTTTCT AACCAGTTCAACCCACAAGG 171

Ai10B5381 Araip.B10 5381 p3 (GAA)5 15 16895311 16895325 TTCCACAGCAATCAAAACCA GGTGAGTGCTCCTCGTCTTC 203

Ai10B5383 Araip.B10 5383 p2 (CT)6 12 16903767 16903778 CACGGTCCAAATCCAAACTT CCCTTGACCATTCACCCTTA 236

Ai10B5385 Araip.B10 5385 p3 (TTC)5 15 16910827 16910841 GGTGAGTGCTCCTGGTCTTC AACAACGGCAACCAAATCTC 238

Ai10B5389 Araip.B10 5389 p4 (TTTA)5 20 16925059 16925078 ACGGGAGAAGGGATTTAGGA TCCATTCAGTTTTCAAGCCC 146

Ai10B5395 Araip.B10 5395 p3 (ATT)5 15 16950813 16950827 GTGCCACAGTTTATGCCAAA GGTCACGATGACGAAACCAT 206

Ai10B5399 Araip.B10 5399 p2 (CT)8 16 16953613 16953628 TCTCCACCTCCCCTTTCTTT GGGGGAGAAAGAGAGAAAAA 218

Ai10B5400 Araip.B10 5400 p2 (GA)8 16 16953885 16953900 CCCCTTCTCTCCTCCTCATC TCCTCTCCCTCCCTTCTCTC 257

Ai10B5402 Araip.B10 5402 p2 (TA)7 14 16955231 16955244 TGGTCGGAATGAACCATTTT ACCATCCACGTTCACAACAA 262

Ai10B5403 Araip.B10 5403 c (A)11(T)11 22 16955887 16955908 AAAGCGTGGCGATAGAGAGA ATTTCGGCTGGATAGGAGGT 266

Ai10B5405 Araip.B10 5405 c (A)11taccattttcggcccctgatctttacttttatgggactgattagcccctgtgt(A)1074 16962708 16962781 TACCTCGAAGGGACAACGAG GGACTGATTAGCCCTTGTGC 138

Ai10B5408 Araip.B10 5408 p2 (TC)6 12 16967210 16967221 CATTAAGTGTGGGGAGGTCG TCAAAATCTCACAGGTTGTGTGT 278

Ai10B5410 Araip.B10 5410 p3 (AAG)5 15 16976061 16976075 TCGAATAATCAGGACTGCGA CGCATCAACTCTTCCTTTCA 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5416 Araip.B10 5416 p2 (AT)11 22 17001007 17001028 TGGTAATTTGATTTAACCAGAGTTT TGGTGATTTATCCGATACCCA 230

Ai10B5418 Araip.B10 5418 p2 (AT)23 46 17002634 17002679 TTGTTGGTTATCATTTGTTGAAA TGATTGAACCGACAAAATCAA 159

Ai10B5420 Araip.B10 5420 c (T)10cctctctgatactttggaagtaaaacgtcccagcaaaactaaataatatattcttagtg(A)1079 17006548 17006626 CCGACCACTGGTGGTGATA CCAACTCGAATATTGGGATTAAA 277

Ai10B5421 Araip.B10 5421 c (A)12tatttggctgaaatgagttttta(T)1045 17006810 17006854 CGAGTTGGCTGATGGTGATA GATTGCGAGTTTGAGTCTCATT 188

Ai10B5424 Araip.B10 5424 p2 (AT)10 20 17022002 17022021 TTTCTGCACTCGCATAGGAA GGCAACTAGGCAATTAGGCA 250

Ai10B5429 Araip.B10 5429 p2 (TC)8 16 17035134 17035149 CTCGTGGAGTTCAGCAACAA TGACTCTTAGCATATCGAGGGG 218

Ai10B5431 Araip.B10 5431 p2 (AT)31 62 17036703 17036764 AGGCCGGCCAGAGTATAAAT AGGAATGCCTCTGGCTTTTT 268

Ai10B5432 Araip.B10 5432 p2 (TA)6 12 17037300 17037311 GTGCATCCCCAAGCTAAAAA GAGTTTCCCTGGTAGACGCA 189

Ai10B5433 Araip.B10 5433 p2 (AT)10 20 17041030 17041049 GCACGCTCAAGCAAAACATA TTAACTTTTCGGATTCCCCC 220

Ai10B5436 Araip.B10 5436 p3 (TAT)5 15 17052682 17052696 TGAAGTTCTTAAATTGGCTATCAA TACTCTTTAGGGTGTGGGGG 165

Ai10B5439 Araip.B10 5439 p2 (CT)6 12 17058774 17058785 CTCCATCAGCGCTCACTACA TTGGGCCAACAACTAAAAGG 262

Ai10B5447 Araip.B10 5447 p2 (AG)8 16 17083541 17083556 GGCAACATAAAGTAATCAACAAGG AGGCTGTAGAGTGGGGGAAT 236

Ai10B5448 Araip.B10 5448 p2 (AT)6 12 17085170 17085181 TGGAGCTGACCTAGACTCGAC TGTCAATTGAATCCTGAAATCTG 212

Ai10B5453 Araip.B10 5453 p3 (AAT)13 39 17099869 17099907 TGGCTCATTCGTGAATCAAT TTGCAGAATAGAAGCAAGCAA 247

Ai10B5458 Araip.B10 5458 p2 (GA)6 12 17107554 17107565 TTGCCTTCTATCTAGCCCGA TCCTCCTTCTTACCCGTTCC 269

Ai10B5459 Araip.B10 5459 p2 (AT)6 12 17114972 17114983 ATTTCAAGGCAACAATTCCC CCATGTGTGAAAATTGGGTG 194

Ai10B5460 Araip.B10 5460 p2 (TC)6 12 17117910 17117921 TTCACTTGACACCTTCACGC GCAGTGAAAAGCTTGCAGAA 238

Ai10B5461 Araip.B10 5461 p2 (AG)6 12 17119897 17119908 ATAGGTGAGGGGTTTTTGGG TGCCAGGAATGGGTAAGAAG 238

Ai10B5462 Araip.B10 5462 p2 (AT)34 68 17131606 17131673 TCGAAAATCGCAACACTACG CTTTTGGGTTGTCTTTTGGG 280

Ai10B5464 Araip.B10 5464 p3 (GAA)5 15 17139119 17139133 CGGTCTTAGGTGCCATCAAT CCCTTATGGCCGAACCTTAT 212

Ai10B5465 Araip.B10 5465 p2 (AG)6 12 17141685 17141696 GAGGGTTCGGATTTTTGATG TTTCATTTGTTTCTCATCTTTTTCA 278

Ai10B5472 Araip.B10 5472 p2 (AT)7 14 17174736 17174749 TGCAGTCACAGAAAGTTGAGC GATATGGACATGATCGTGCG 229

Ai10B5476 Araip.B10 5476 p2 (CT)14 28 17183914 17183941 CCTTCCCTCACCGATCATTA CTAAGGTCACAAAGCGAGCC 252

Ai10B5478 Araip.B10 5478 c (T)12gttttttttgaacgaaacactaacatatgttcaattnnnnnnnnnnnnnnnnnnnt(A)1078 17186344 17186421 TGGACGATCAATCTTCTTCTAGC CTCCCGGTAGGACCTTTTTC 277

Ai10B5482 Araip.B10 5482 p2 (AG)7 14 17197350 17197363 GATTAGAGGCTGGGAGTGGA TGGCAACATAAAGAAATCAACAA 248

Ai10B5483 Araip.B10 5483 p3 (ATC)5 15 17213565 17213579 AGACCCCTAAGGAGCCTCAC TTCAGCGAGAGAACTGTAGAAAGA 279

Ai10B5485 Araip.B10 5485 c (TCA)14tcttttttttccttattcatctttttttcttgttttatcttctcaagttttttcttgttttattctcttaacaagaataaaaaaaatcaaacaaag(A)10148 17229718 17229865 TCCCTCCTCCTTATCTTCTGC TTGAATAAATGTAAGTTCTCCTCTTCT 238

Ai10B5487 Araip.B10 5487 p2 (CA)6 12 17238063 17238074 CGATGGTCTAACCGGAAAAA TGCTTGTGATTGTTTGGTGTT 214

Ai10B5488 Araip.B10 5488 p2 (AG)14 28 17239173 17239200 AAAACCAAAAGCTCTTCGCA ACTTCTCCCTCCAAGACGGT 246

Ai10B5492 Araip.B10 5492 c (T)11ggtcaagtggattggacaatccccaatcctaggcattatacccatgttt(CA)876 17241265 17241340 TCAATCAATTGACCGACAACA CATGTTGGCATATCTGTCCG 221

Ai10B5493 Araip.B10 5493 p3 (TAA)6 18 17243077 17243094 ATAGGCTGCCGTAGACGAAA TGAAACCTTTGGGACCATTT 175

Ai10B5494 Araip.B10 5494 p6 (AAAAAC)7 42 17243278 17243319 TTTCGCTACAAAATGGTCCC TTGAAGTGGCGAGATCCTTC 201

Ai10B5495 Araip.B10 5495 p2 (TA)8 16 17270802 17270817 TTTGAAGCATTTTTGTCCCC TGGGCACATATTCATGCACT 174

Ai10B5498 Araip.B10 5498 p2 (CT)6 12 17273471 17273482 TCTTGTGAATCAAGTCATTAATTGTG AAAGAAATTTTGAAAAAGGGGG 278
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Ai10B5499 Araip.B10 5499 p3 (TCT)5 15 17275878 17275892 CCATTCATGGTCATCCCTTC CGGTCTTAGGTGCCATCATT 190

Ai10B5500 Araip.B10 5500 p3 (TTA)6 18 17283539 17283556 CCCCCAAATTAAGCACAAGA AAATTAGCAAGGCAACGACG 195

Ai10B5501 Araip.B10 5501 p2 (TC)7 14 17283875 17283888 GGTCTAGGTAGCACCCACCA AACTACCAATGCCACCCAAG 189

Ai10B5502 Araip.B10 5502 p3 (AAT)22 66 17285607 17285672 AGGCAACTTGATATTTGTGGG CGGTGCAAATATTGGGACTAA 206

Ai10B5505 Araip.B10 5505 p2 (TA)9 18 17290518 17290535 GACAGGCATTCATCATGTGC TCCGTATCCCATTAATCCCA 278

Ai10B5507 Araip.B10 5507 p3 (ATG)6 18 17301498 17301515 AATCAAAACTGGTTGTGGGC TCATGTCTCCATAAGCTTTCCA 237

Ai10B5509 Araip.B10 5509 p2 (TC)10 20 17311437 17311456 TCAGCTTTCGCGAATCAAG CAATCTCCCTTGAACCTTCG 280

Ai10B5511 Araip.B10 5511 p3 (TTC)5 15 17322649 17322663 ATGGCCGAACCTAACCCTAC GCTAGGCTTTTCCAACACCA 218

Ai10B5513 Araip.B10 5513 c (CT)6gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtataaaggatccc(TAT)598 17326190 17326287 CGAAAATTCACTTCCCCCTC TTCTTGTCCTTGCTCCTGCT 242

Ai10B5515 Araip.B10 5515 p2 (TA)11 22 17332623 17332644 TGACAGAGCGGAGGATCTTT AACCACAAGCGTAAAGGCAC 277

Ai10B5517 Araip.B10 5517 c (CCA)5gaac(CCA)6cattatcatcatgg(TCA)669 17334990 17335058 CTTTTCCCTCTTCCCGAAAC ATAGTGTGGTGGTGGTGGGT 223

Ai10B5518 Araip.B10 5518 c (AGA)6aagaaggagaagaagaattggtggtgcggtggtgaggcg(GAA)9aatacatataaatttctgaaatac(A)10118 17335263 17335380 TCATCATCAGAAATCCACAACA CCCACCTCAAAAGAAACCAA 254

Ai10B5519 Araip.B10 5519 c (T)13ggcttttattttnnnnnnnnnnnnnnnnnnnnnnnnngtaatattaattagtgttttgtttattgatgtgtttta(T)13101 17337620 17337720 CATGTAACGTTTATTGATGTGTTTT CGGATAAAACACAATCTCACTCC 259

Ai10B5521 Araip.B10 5521 p2 (AT)9 18 17338757 17338774 GGTGTACCGAAACATCATCG TCGTTAACCAGAATTAATTTCAAGA 272

Ai10B5522 Araip.B10 5522 p2 (TA)6 12 17340170 17340181 TGGAACGATATTGAGCAACG TTGCCACCCCTAATGAGAAC 261

Ai10B5523 Araip.B10 5523 p2 (TA)8 16 17348619 17348634 CGAAGAAGAAAGGGTAAAAGAAA CATATTCGTTTAGCTTTTGTGAAA 124

Ai10B5524 Araip.B10 5524 p2 (TA)10 20 17354436 17354455 TTTGTGTCCCTTTGGGTTTC GCAACGAGCAAAGGATAAGC 185

Ai10B5528 Araip.B10 5528 c (A)11ctcttggtaataataatttaataataattttctatctttgatt(A)1165 17363400 17363464 AAAAACACAATTTCCACCCAA CTTCCTTCACGGAAACATCG 243

Ai10B5529 Araip.B10 5529 p3 (TTC)22 66 17365681 17365746 TGAAATGGTTTCGCCAATTT AGCACTGGTGGAGTGGAGAC 280

Ai10B5530 Araip.B10 5530 c (T)10c(T)10 21 17372970 17372990 TATTCCTTCTTGGCCCTCCT TGAAGCAAGAAAAAGCAGCA 170

Ai10B5537 Araip.B10 5537 p3 (TTC)5 15 17394811 17394825 TCCCTCATCGTTACTGTCCA ATTCCTCCGCTAAATCCGTT 108

Ai10B5539 Araip.B10 5539 c (A)10g(A)10 21 17399427 17399447 TTTTTCAGTTTGAGGTCTCCTT AACGGAAGTGTAGGATGTGCT 242

Ai10B5540 Araip.B10 5540 p3 (AAT)6 18 17401400 17401417 TGAAATTTGGAACAAAGCCC ATTTCTGTCATTTCGACGGG 280

Ai10B5541 Araip.B10 5541 p3 (ATA)5 15 17401578 17401592 CCCGTCGAAATGACAGAAAT ATAGAAGTGACACGAGCGCA 155

Ai10B5543 Araip.B10 5543 p2 (AT)8 16 17407994 17408009 GGCATTACGACGCCTAAAAA CCTTTTCTTTGCAGGTCGAG 146

Ai10B5545 Araip.B10 5545 p2 (GA)6 12 17415031 17415042 GAAGATGGGAAGGAGGGAAG TAGAAGCATCGGCAACAGTG 218

Ai10B5547 Araip.B10 5547 p3 (GAA)5 15 17421623 17421637 CAAGGTGCCAAAAATATCCG CCACTTTTTGAGGAGCAAGG 275

Ai10B5548 Araip.B10 5548 p2 (AT)8 16 17423672 17423687 ATGAGCATGTAGCGTGCATT GGTAGCTTTTGTGAAGTCGGA 256

Ai10B5550 Araip.B10 5550 p2 (CT)8 16 17457779 17457794 GGCAGAAAAGCTACGTCACC TCTTCGGCTCATAACCGAGT 225

Ai10B5552 Araip.B10 5552 p3 (TTG)6 18 17459148 17459165 ATCCAGGAGGTGATCAAACG AGTGAGATGATGGAGGGTGG 235

Ai10B5553 Araip.B10 5553 c (AG)8aa(AG)6 30 17459569 17459598 TTGAACTACCGGAGAGCCTG TGAGCTCCTTGCAGTGAAGA 275

Ai10B5554 Araip.B10 5554 p2 (GA)12 24 17459723 17459746 AGGGCACTAGCGGAAGAAGT TGAGCTTGGGAGGAGAGAAA 266

Ai10B5555 Araip.B10 5555 p2 (TA)6 12 17462321 17462332 CACATTCACAGCAATAACCCA ATCGACGGTGACGTAGCTTT 268

Ai10B5556 Araip.B10 5556 p2 (TA)7 14 17462798 17462811 CAAGACCGGAAGATCAAAGG GATAAAGAAAGCAAACGTGGC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5557 Araip.B10 5557 p3 (TTG)5 15 17463292 17463306 CACACCTCTTCCACCCTCTC CTCCAACCCATAATCCCCTT 209

Ai10B5566 Araip.B10 5566 p4 (ATTA)8 32 17496491 17496522 TTCATTTTGGAGGGAAAACG TGTATGTGCTGTTGTTGCCA 213

Ai10B5567 Araip.B10 5567 p2 (TA)6 12 17497073 17497084 TCTGGGTGTACAGTGGAGGC AACATGGAATCACCACCCAT 278

Ai10B5569 Araip.B10 5569 p2 (GA)6 12 17501678 17501689 CTCCAAAAACAATGGTGGCT CGACGGTAAAATTGGGGTAA 166

Ai10B5570 Araip.B10 5570 c (T)10gttatgcatgttttttgttcttattcttttttgagtgagagaaat(A)1065 17502220 17502284 TTTTAACCGCGATACAGAAGTTT TCTCTTCTTCCGCATCATCA 248

Ai10B5571 Araip.B10 5571 p3 (TTC)6 18 17503051 17503068 TCCTTTCCAGTGCTCAGTCA TGGAAAAGGAAGTTGGTGCT 176

Ai10B5572 Araip.B10 5572 p2 (AC)6 12 17504886 17504897 TCAAATTTATGCCCATGCAA TTCTTGCTTTTTAACGTTGTCC 196

Ai10B5573 Araip.B10 5573 p4 (TTAA)6 24 17508252 17508275 CAGCTCAATGAAAGCAACAAA ATGCATGGAAAAGCTTCTGG 160

Ai10B5576 Araip.B10 5576 c (A)11taactattttagcagctggaaaattctgattttaataaaacaaa(T)1166 17512364 17512429 TCCGAACTTTTCCATGAAGTG TATAATGGGGTGGTGCAGTG 275

Ai10B5578 Araip.B10 5578 c (T)10gtatgttcttaagataatatattttaaaagt(A)1051 17514774 17514824 GGTGTACCATGATATGATAAAGACA CCGCGGGTAGGGTATAGATT 267

Ai10B5579 Araip.B10 5579 p5 (GGGTA)5 25 17515314 17515338 AATTTTAGGGTGCGGGTAGG GGCAATGGGTAAGGTAGGGT 147

Ai10B5581 Araip.B10 5581 p3 (ATA)5 15 17526697 17526711 TGGATTACATTGAACGCTGTC GGAAGGTTCCTATTGGTTGC 205

Ai10B5582 Araip.B10 5582 p3 (AAG)5 15 17526898 17526912 TGCACAAGCGTGTGTGTAAG AGCACACACCGGGTACTCTC 121

Ai10B5584 Araip.B10 5584 c (T)14(GA)11 36 17531451 17531486 GCCTTGTTCGTGATGCTACC ATGCATGCTGTTCTTGTTGC 226

Ai10B5586 Araip.B10 5586 c (TTC)5tttgtgctcttcctcatttttcttcgcgttccttcttcatattcccgtgttttatcctcttggtcatttttttaa(TTG)5105 17537987 17538091 AACGTTTGTATTCCGCGTTC CCTCCTCATCTTCTGCTGCT 248

Ai10B5587 Araip.B10 5587 p3 (AAG)5 15 17538575 17538589 AAGAAGATGGTGGTGATGATGA ATAGAGCTCGGATTGAGGGC 142

Ai10B5589 Araip.B10 5589 p2 (TA)7 14 17548733 17548746 GATTAGCCGGCCTAAATTCC TGCTAATGCACCTCATCTCG 209

Ai10B5590 Araip.B10 5590 p2 (TG)7 14 17553233 17553246 CAGCAGGCAGGGACTAAAGA GCTCCAGAAAAGAAAACCCTC 240

Ai10B5591 Araip.B10 5591 c (TA)6(TG)30(CG)7(AG)11108 17554707 17554814 GCACGTGCATCCTCTGGT CGAAGCTCGAACACCATTCT 230

Ai10B5592 Araip.B10 5592 p2 (AT)28 56 17556631 17556686 GCAAAAAGGAGACGAGATGC CCAACAGTCTCACAAGAGGGA 245

Ai10B5593 Araip.B10 5593 p3 (ATT)7 21 17562089 17562109 GCGAATCACGTGTTTGAGAT TCCGAATCACTAATGTCCCA 244

Ai10B5594 Araip.B10 5594 p2 (AT)12 24 17562288 17562311 TGGGACATTAGTGATTCGGA TGATAGTCGCAGGTTAAAGGAA 231

Ai10B5595 Araip.B10 5595 p2 (TA)8 16 17566453 17566468 AATTAATAAAGTTATGTGTTCCGAAAT CTCCCCGTTTCCTTTCTTTC 178

Ai10B5597 Araip.B10 5597 p2 (AG)6 12 17581338 17581349 GGAACATTGAACCTGGATCG AGTGACGGAAATCAGCGTGT 252

Ai10B5599 Araip.B10 5599 p3 (AGC)5 15 17584533 17584547 ACTGTCGTGGCACTTTGCTA GCTGCACATGCTCATCAAAT 221

Ai10B5609 Araip.B10 5609 p3 (TAT)6 18 17625506 17625523 TGTTTTTGCCATTTTCTTCAAA TTATGCATTTGACTTTCAAGTATGA 280

Ai10B5610 Araip.B10 5610 p4 (TATT)7 28 17626701 17626728 CTCACGTGATGCGAGTTGAT TGTCCAAAACAGGGCTTAATG 198

Ai10B5612 Araip.B10 5612 p2 (TA)8 16 17629644 17629659 CCCTACTCGATTCTACCCACA ACTCAACCCGTACCAACTCG 243

Ai10B5615 Araip.B10 5615 p2 (AT)6 12 17632907 17632918 TCTGGCCGAAGCAATGTTAT GTGCATGTTTTAAGTGCGGA 265

Ai10B5618 Araip.B10 5618 p2 (TA)9 18 17639498 17639515 CACAAGGACCTTTAGCCTTTG CATGGAAACTATGCACATTGG 212

Ai10B5620 Araip.B10 5620 p2 (CT)6 12 17641836 17641847 TCTCTTTCCCCAAACTGCC CGCATCGTTAGGAGGAGAAG 273

Ai10B5621 Araip.B10 5621 p2 (AG)10 20 17642306 17642325 TTTGCAACGAAAATGGTGAT TTCTCTCACGCACCAATCCT 279

Ai10B5622 Araip.B10 5622 p3 (AAT)5 15 17642711 17642725 TCACTGGTGGCTATATAGGGG TCCAAAGAGAAAGATCACAATAGG 229

Ai10B5623 Araip.B10 5623 p2 (AT)9 18 17643162 17643179 TGCTCATATCATTTACGCGG TGAATCAATGTAAACCATGTTGC 123



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5624 Araip.B10 5624 p3 (TCC)5 15 17643919 17643933 TTTTCGGCGTCAAAATAAAA TTCTTCCTTCGTATAGAATTTTTGTG 277

Ai10B5625 Araip.B10 5625 p3 (TAT)6 18 17645659 17645676 AAAGATTGCAACCATGCACA AAGGAAAGGAATAATACGAGTTGAA 252

Ai10B5629 Araip.B10 5629 p3 (GAT)5 15 17658059 17658073 AAGTTAAAATGCACCCGTGG AAATCATCGCCACCATTTTC 259

Ai10B5631 Araip.B10 5631 c (CT)8(CA)9(CT)8 50 17671160 17671209 CGTGGAATTTACTGGCGAAT AGGAGAGCAGAGGGTTAGGG 258

Ai10B5637 Araip.B10 5637 p3 (TTA)8 24 17693094 17693117 CATCCTCATTCAACCGGAAA AAACGATGAATGGCAATGAA 116

Ai10B5643 Araip.B10 5643 p2 (TC)7 14 17713396 17713409 AACGGAACCTCCATCATCAA TGCTTCATCATCACCGTTTG 236

Ai10B5646 Araip.B10 5646 p2 (TC)7 14 17718205 17718218 ACGGAACCTCCATCATCAAA TCTTCGTGCTTCATCGTCAC 241

Ai10B5648 Araip.B10 5648 p2 (GA)7 14 17720499 17720512 GAAGCAGCTAAGAAGAAACATGC ATATGCACGGACATTTTGGC 195

Ai10B5649 Araip.B10 5649 p3 (ATT)5 15 17729975 17729989 TTTCTTAACAGGGGCAGTGG CAAAACTGACCCCTTTGCAT 241

Ai10B5651 Araip.B10 5651 p2 (TA)6 12 17733496 17733507 TAAAGGAGGCTGCCTTACCA AAAGGGGAGAGAAGTGCCAT 249

Ai10B5652 Araip.B10 5652 p2 (TA)6 12 17733957 17733968 TCATTTTAACATCTCGCAAAAA TGGAAGACTAATCGCAAAAGA 200

Ai10B5654 Araip.B10 5654 p3 (AGA)5 15 17743292 17743306 TCCCCAAGCAAAAGAAGAAA TAAGTTTGGTGTTGGGAGGC 269

Ai10B5657 Araip.B10 5657 p2 (TA)6 12 17752484 17752495 GTCCAAGTTGTCCCCAAGAA ATGATCCTTTCTGGTGGCTG 142

Ai10B5659 Araip.B10 5659 c (T)10g(T)73 84 17767541 17767624 CACCATAGATATTTTATGATGATCACG TGCTAGCTATCAAGAAATAATCCAAA 189

Ai10B5662 Araip.B10 5662 p3 (GGT)5 15 17770264 17770278 TCGTGTTCCTCGTCGTCAT TGGTAGTGACGGTTGAGCTG 162

Ai10B5663 Araip.B10 5663 p3 (TGA)6 18 17770608 17770625 TCACAAACCTTGTGGCTGAG ACCCACTACCACCCCTTACC 279

Ai10B5664 Araip.B10 5664 p2 (AT)10 20 17776347 17776366 GCGACTCTGATAGCTCGGAC ACCCTCGCCTTTATCTTGAG 256

Ai10B5665 Araip.B10 5665 p3 (AAT)19 57 17798726 17798782 CATGAAGCCATTGAAGCTGA CCGGTTCTTCTTCTTCTTGC 250

Ai10B5667 Araip.B10 5667 c (ATTA)5atttattaatc(ATT)752 17802027 17802078 TTCATCATTCATGCGGAACT ATATGAGGGATCGATGTGCC 233

Ai10B5669 Araip.B10 5669 p2 (AT)6 12 17807734 17807745 GGATATGGGCGCAGAAGTTA CTTTAACCGCAATACCGCTC 255

Ai10B5670 Araip.B10 5670 p3 (AAT)5 15 17814756 17814770 TCAACTGTGGCTCAATCGAA TTTGTCTTATTTTGATTTGATCACTTG 238

Ai10B5675 Araip.B10 5675 p2 (AG)6 12 17829183 17829194 ATAGGTGAGGGGTTTTTGGG TTTTACATGCCACTTGGTGC 151

Ai10B5676 Araip.B10 5676 p2 (TA)11 22 17831661 17831682 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 257

Ai10B5679 Araip.B10 5679 p3 (TGT)5 15 17849087 17849101 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai10B5682 Araip.B10 5682 p2 (TA)9 18 17867078 17867095 ATCCTTGGTTCTCGGGACTT ACGTCCTGCATCTGAAAACC 211

Ai10B5683 Araip.B10 5683 p2 (TA)9 18 17867334 17867351 ATCCTTGGTTCTCGGGACTT GATAACCGGTCCGAGCATAA 219

Ai10B5684 Araip.B10 5684 p2 (AT)7 14 17869231 17869244 CTTGCTTCATTGGTGCTTGA AGCAATGACACCCAAACTCC 184

Ai10B5692 Araip.B10 5692 p2 (CA)8 16 17885097 17885112 CCATTGGACAGTCCCTCTGT ACCGGGCACTTTAACTCCTT 232

Ai10B5696 Araip.B10 5696 p2 (TA)6 12 17894601 17894612 CGGGTAAAAGATATTGTGACTGA TTTGCTGCTAAGTGTTGGTCA 165

Ai10B5697 Araip.B10 5697 p2 (GA)23 46 17901102 17901147 GCTGTTGATTGCTTGATGGA TTTCTTTCCTTTTTGGCTGC 250

Ai10B5698 Araip.B10 5698 p4 (TTAT)5 20 17902050 17902069 TCATCTCCGTGTTTAGTGCATC TCAAGTGTCATGAAAAACCTGC 256

Ai10B5701 Araip.B10 5701 p2 (TA)7 14 17917394 17917407 AGACGTCTGGATCTTGGGAA GAAAGCCAAGGAAACAGCAT 263

Ai10B5702 Araip.B10 5702 p3 (ACC)6 18 17921131 17921148 CCACACCCTCCTTTCTTTCA AGAAGGATGGGTGGTCACTG 270

Ai10B5703 Araip.B10 5703 c (CT)8t(TC)18 53 17921451 17921503 CCCTTTGCGAACCAAATTC AGGGCGAAAAAGAACACAGA 230
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Ai10B5710 Araip.B10 5710 p3 (ATA)14 42 17963130 17963171 TGTCTTGTGTATCGTATCCGTTG TCCTTGCATAAAGCCCAGTT 211

Ai10B5719 Araip.B10 5719 c (T)10aaaagaatgttgattatttcaagatttcgcatgtctttaagtagttgttaataagattcttttgcac(A)1390 18009816 18009905 TTTCGATGTGCCATCTTTCA GGCATTTTGTTTCATGCACTT 266

Ai10B5725 Araip.B10 5725 p2 (AT)22 44 18037824 18037867 TGCGCTTTTAGTTTTCACGA TCCCAGAGTTCCCAGACGTA 274

Ai10B5726 Araip.B10 5726 p5 (AAGAT)11 55 18042351 18042405 AGGCAGTCCAAGGCTACAGA GTACCTGCAAAGGACTCCGA 256

Ai10B5727 Araip.B10 5727 p5 (AAGAT)5 25 18060372 18060396 AGGCAGTCCAAGCCTACAGA CCTGGGTGCTCCAGTGTATT 148

Ai10B5728 Araip.B10 5728 c (AC)13(AT)6 38 18061295 18061332 ATTTCTGAGCATTGCGCTTT GCATAGTCAGTCCGTCCCTC 255

Ai10B5735 Araip.B10 5735 c (TA)7(TG)7 28 18090816 18090843 TGGAGTGACTGGGGAGTAGG ATGGGGACCCAAAAATGAAG 251

Ai10B5739 Araip.B10 5739 p3 (AGA)6 18 18105278 18105295 GACTTGACTGCACTTTGGCA GCTTCACTTTCATGTGGATCAG 255

Ai10B5741 Araip.B10 5741 p2 (TA)6 12 18116495 18116506 TCATTTTTCAATCCTTCGTCAA TCGTACATACAAAAACAACAGCAA 259

Ai10B5742 Araip.B10 5742 p2 (AT)8 16 18116862 18116877 CCAGACATTAATGGGCATCC CCTCCGCTCTACCAACTGAG 177

Ai10B5744 Araip.B10 5744 c (T)12a(ATT)5 28 18120398 18120425 AGCATCTAGCGCCAGTCATT TCCTCTTCCTCAACGCACTT 119

Ai10B5745 Araip.B10 5745 p3 (TTA)5 15 18120677 18120691 CTAACCCGTGATGGAAATGG GTTAAAAGAAAATCGTTAAGTGCAT 274

Ai10B5747 Araip.B10 5747 c (TA)13ttataatccatgcctt(TA)756 18123814 18123869 GCAAACAAAGTTCAATCAACCA CCAGGTAACGTTTTTCAGTTTG 211

Ai10B5748 Araip.B10 5748 p2 (AT)6 12 18126735 18126746 TCGATTTTGGGGGTGTAAAA TTCGGATAATTGGATACCCG 278

Ai10B5750 Araip.B10 5750 p5 (TTTAA)5 25 18129397 18129421 GCATGTTGGATGAGGGGTAA TGCCTAGTTAATCCAACACTTGAA 169

Ai10B5753 Araip.B10 5753 c (A)10gaaaaag(A)1027 18138978 18139004 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 225

Ai10B5754 Araip.B10 5754 p2 (AT)8 16 18142090 18142105 TCTTGGTCACAGTGGAGCTG AGCCTCTGCGAGGTACAAGA 110

Ai10B5755 Araip.B10 5755 p2 (AC)10 20 18163437 18163456 TTTGCACTTTTAGCTTATTAGTTGTGA CCTTGAAAAATGTTGTCAATTATCC 208

Ai10B5756 Araip.B10 5756 p2 (TA)14 28 18164694 18164721 TGGTTTGGCCTTAGTCGTACA GGTTTATCAACCTCCCCACA 248

Ai10B5757 Araip.B10 5757 p3 (ACA)5 15 18167653 18167667 GGACGTGATTCTAGTGGCGT TGTGTTGCGCCTAACTCAAG 280

Ai10B5758 Araip.B10 5758 p3 (ACA)5 15 18174590 18174604 AGGATGCGCCTAACTTGAGA GCCTTACTTGAAGGGTGCAG 233

Ai10B5761 Araip.B10 5761 p2 (AT)6 12 18178875 18178886 AGCACGATGAACTGTGTCCA GCTAGCTTCTCGAACCTCCA 231

Ai10B5763 Araip.B10 5763 p3 (GAG)6 18 18196819 18196836 ACCTCACCAGAAGAGCCAGA CAGGAGGCTAAAGCATGGTC 209

Ai10B5765 Araip.B10 5765 p2 (AG)6 12 18218255 18218266 TCATCATTGGTGTGAGGTATCAG GCTTGAGGGGACATGTTAGG 262

Ai10B5775 Araip.B10 5775 p3 (AAT)5 15 18260135 18260149 TTATTTTCGGCTGCCATCTC TTGTCTCCCACTCTTCTTCCA 256

Ai10B5776 Araip.B10 5776 p2 (AG)6 12 18260481 18260492 GAAAAAGAGGGGAGATATTTTCG GCATGTGCATCTTGCATTTT 230

Ai10B5779 Araip.B10 5779 p3 (CAT)21 63 18268871 18268933 CGAACAACCATCGATTTGCT TTTTGCACACAAAATTAATACAGTT 269

Ai10B5781 Araip.B10 5781 p2 (AT)6 12 18272257 18272268 CTGGGACTTACATTCCACCC CGCCGTCTTACTTTACCATCA 261

Ai10B5782 Araip.B10 5782 p2 (TA)6 12 18273771 18273782 ATTGGGACCACTTCACGAAT TGACAACACCTGTTCTGTTGC 249

Ai10B5785 Araip.B10 5785 p2 (TA)10 20 18290827 18290846 ACTTTTTGTTGGCATACGGG TGGCCACCTTAACTTCTTGG 114

Ai10B5787 Araip.B10 5787 p2 (TA)9 18 18296565 18296582 TTTGCATGGTTTTGGTTAATTG TTTTCGTGAAAACCAAAGCA 232

Ai10B5788 Araip.B10 5788 p2 (TA)12 24 18302895 18302918 TTGCTGATTGAGCTGTTTGG AAAACCGCATAACCTTTCGAT 244

Ai10B5789 Araip.B10 5789 p4 (AATT)5 20 18310125 18310144 TGACAGATACGAGGTTGCCA TCAAAATCAGTCCCATACCCA 280

Ai10B5793 Araip.B10 5793 c (TG)7(TA)7tgtatgta(TG)852 18335375 18335426 GTCTGGGCTCCTGAAGTGAA ACTCCTAACTCAGCCTGCGA 246
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Ai10B5794 Araip.B10 5794 p2 (AG)13 26 18335976 18336001 AAAATGGCTGAGATAATTAACAATG TCGAACTGTCCAATTTGTGC 171

Ai10B5796 Araip.B10 5796 p2 (CT)6 12 18336996 18337007 GGAACATTGAACCTGGAATGA TTTCTGGGCTGTTTTTGACC 223

Ai10B5799 Araip.B10 5799 p2 (CA)7 14 18351582 18351595 TCCATTATGCATTGCCATTT TGGACACTTGTGATATTCCACTG 271

Ai10B5805 Araip.B10 5805 p2 (CA)9 18 18363753 18363770 TCAGTGCATGGTGAGCTTCT GAATATCACAGAGGGGGCAA 224

Ai10B5807 Araip.B10 5807 p3 (TAA)19 57 18374360 18374416 CCATAATGGAGGGGGAGACT TGTTCTGAATGAAGTGAATCAATG 278

Ai10B5809 Araip.B10 5809 p2 (GT)6 12 18377078 18377089 CGATTTCGATCTCGCTCTTC GCCCGGCTCCCTAACTATAC 181

Ai10B5810 Araip.B10 5810 p2 (GT)6 12 18380507 18380518 CGATTTCGATCTCGCTCTTC GCCCGGCTCCCTAACTATAC 181

Ai10B5820 Araip.B10 5820 c (CA)9(TA)9 36 18425736 18425771 CGCTATTCCCCGAAATTTAT GTGAGAAGGGTGACAAGGGA 229

Ai10B5823 Araip.B10 5823 p2 (TA)6 12 18450830 18450841 TCTTTCCCATCTCGTTTGCT ATCGAGAACCGACAGATGCT 137

Ai10B5825 Araip.B10 5825 c (T)10c(T)11 22 18454022 18454043 TTTTGCTCTTGCCTTCTGGT TGAAGCAAGAAAAAGCAGTGAA 127

Ai10B5828 Araip.B10 5828 c (A)10tcgttaatccatgttgtgatgaataagaggaatgaacgccgttgac(A)1268 18466350 18466417 AGGCGCTTTAGTCCCGTTAT CCGAACAACAAACCCTCAAT 252

Ai10B5830 Araip.B10 5830 p3 (AAG)5 15 18469056 18469070 CCTCCTCATCTTCTGCTGCT TGCACGTTCTTATTCCTCTTCC 274

Ai10B5831 Araip.B10 5831 p3 (TTC)5 15 18469519 18469533 CTTGGCGCCTTCACTTTCTA TCAAATGGCCAAATAAGTTCC 277

Ai10B5833 Araip.B10 5833 p2 (CG)6 12 18475701 18475712 TGCCTTTGGCACAAACCTAT CCACACCGTTAGGCTCAAAT 270

Ai10B5836 Araip.B10 5836 p3 (TTC)5 15 18485280 18485294 TGAAGTCTTAGCACAAAGTCTCAG GCAATGATAAACGCCATTGA 254

Ai10B5837 Araip.B10 5837 p2 (AG)8 16 18492031 18492046 TCGAACGAAACCCTTGTTTT TCACCTTCAGGGAATTGGTC 274

Ai10B5838 Araip.B10 5838 p2 (TG)7 14 18495630 18495643 TGAGCCTCGACATTGAACAG AGCATGACTCAGCAATGCAC 280

Ai10B5841 Araip.B10 5841 p2 (AG)6 12 18513512 18513523 TTTGATCAGAGTCTCGTGCTG CGTACAACACACACAGAAGCAA 214

Ai10B5842 Araip.B10 5842 p2 (AT)6 12 18521347 18521358 TTCATGGTGCTAGCAAAGAAT TTGGTACTGTTGCACGAACAT 242

Ai10B5843 Araip.B10 5843 p2 (AT)6 12 18522101 18522112 TGCTGTGCAGCAATACTCAA CAGAAAATTTTGGTTGAGGAAGA 275

Ai10B5844 Araip.B10 5844 p2 (TA)7 14 18524145 18524158 CAGTTCAATGGTCGTATCTCCA TCTTTGCAGGTCCCAAATTC 215

Ai10B5845 Araip.B10 5845 p2 (TC)12 24 18541958 18541981 TCATTATGAAGAATGCGCGA ATCCTTAAGCGAAGCGTCAA 235

Ai10B5846 Araip.B10 5846 p3 (CAA)6 18 18545258 18545275 CCATTCCTCTCCCAACTCAA TTTTGATGAATTTGGGTAATGC 204

Ai10B5850 Araip.B10 5850 p2 (TA)8 16 18557396 18557411 CAGTTTTATTATTCTTTTGAATCGC ATGCCCCGTCACTACTATGC 274

Ai10B5851 Araip.B10 5851 p2 (TA)8 16 18557641 18557656 GCATAGTAGTGACGGGGCAT ATTCGAACCCACCTGATTTG 235

Ai10B5852 Araip.B10 5852 p2 (TA)6 12 18568973 18568984 GGTCCGTCACCGATTACATT GCACAGCGATGTGTATAGCC 121

Ai10B5854 Araip.B10 5854 p2 (TA)6 12 18584071 18584082 TGTTGGCTTCTATACCAACCCT CCGGTTCTGCACTTTCATTT 194

Ai10B5858 Araip.B10 5858 p2 (AT)9 18 18594237 18594254 GTGGGTTAACGGGGAAGATT TCGCGGATTTGAGTCTTCTT 222

Ai10B5861 Araip.B10 5861 p2 (AT)6 12 18604354 18604365 CGCCTGCTTTAGACCGTACA TGCAAGATTGGTTGTCAAGG 278

Ai10B5864 Araip.B10 5864 p2 (TA)6 12 18618384 18618395 GCCACGGTTTATGAGGAGAA GCTTCTTCACCCACTTGCTC 274

Ai10B5865 Araip.B10 5865 p3 (AAT)9 27 18619734 18619760 CACCCACATTGGTTTTCTATTTT GGCTGGATACATCGACCAAG 261

Ai10B5868 Araip.B10 5868 p3 (AAT)6 18 18626567 18626584 ATGCAACAATAGGTGAGGGC TGCACGCTAAAATGGTTGTT 210

Ai10B5872 Araip.B10 5872 p2 (TA)6 12 18646524 18646535 GGTTAGGTTGTGATGAATCGAA TTGTGGATCTAGGACGACCC 145

Ai10B5874 Araip.B10 5874 c* (A)10(AAT)5* 23 18651630 18651652 CAAAATGAATAAGTTCGATGGTCA TTTTGTGCCTTCTATTGGAGA 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B5878 Araip.B10 5878 p2 (TC)6 12 18669677 18669688 GCAACCTCCTCTCTCTCCCT TACCCCCTTTCCTTACCCAC 267

Ai10B5882 Araip.B10 5882 p2 (GA)6 12 18677704 18677715 GTGACACTCTCCCACTCGGT TGAGTGTGATGGGTGAGGAA 237

Ai10B5884 Araip.B10 5884 c (T)11ccatttcctggtaaaacgtttc(T)1043 18681099 18681141 TGCTCAAATAAAAATTGCCG TGGTGGGTGTTTTGTTTTCA 237

Ai10B5885 Araip.B10 5885 p3 (ATA)7 21 18682877 18682897 GGCTGAAAGTTTGGGATTCA AAATCAACGAATGCTCCCTG 275

Ai10B5886 Araip.B10 5886 p2 (AG)12 24 18686025 18686048 CCGATTGATCGCCTAAGAAA CAAACTTTGAATTGCGACCC 237

Ai10B5888 Araip.B10 5888 p2 (AT)12 24 18691155 18691178 AGGGGGTGTTACACTCGAAG GGGCAATGGTTGAACAGATTA 221

Ai10B5889 Araip.B10 5889 p2 (CA)10 20 18692287 18692306 GGGTTAATTCTTCAGGGCAA TCAGGTGTCTTGTCCCTTCC 126

Ai10B5890 Araip.B10 5890 p2 (AT)9 18 18700960 18700977 TGCGCGTATGGGTACAGTAA CATAAACCATACCTTGGCCG 273

Ai10B5891 Araip.B10 5891 p2 (TA)9 18 18703267 18703284 CTGTTTTCAGATGCAGGTCG CTGACTCAACCTGCGAAGC 276

Ai10B5895 Araip.B10 5895 p3 (TTC)5 15 18713780 18713794 ACCGTTGCTCTTCTCTGCTT TGCAGAAGCACCAGCATAAG 278

Ai10B5901 Araip.B10 5901 p2 (AT)9 18 18718915 18718932 AACCAAAAATGGCGTTGAGA TGTTTGGTTTTTGTCATTTTGA 278

Ai10B5904 Araip.B10 5904 c (T)10aatcttaattgatgttgtatagtgtaatttcaatcccacaccacacaagatttaagtggg(A)1080 18737020 18737099 AACGTGTTCCTCTTCCAAAAA CAAGGGTGATTTTGCACGTA 234

Ai10B5905 Araip.B10 5905 c (T)15cctttttcttatgtatagaattggaataatttcggattctgattcattccctgtagctgcttctacaaaaga(AAC)6105 18740303 18740407 AGAAGGTGTTGGAGGAGGGT CACCACCACAACCAACAAAA 255

Ai10B5914 Araip.B10 5914 p3 (TGT)5 15 18747514 18747528 CAGCACAGCACAACACAACA GTAACAGCAGCAGCAGCAAG 152

Ai10B5917 Araip.B10 5917 p2 (AT)7 14 18755929 18755942 GATACACACAAAAATCAAAACAAAAA GGTTTTAGGAAGATTTAAAAACGTGA 246

Ai10B5925 Araip.B10 5925 p2 (TC)79 158 18770331 18770488 AGAAATCTGAAATTGAGAAGAAATAAA AGCAGAAGGGGGAATCAATC 280

Ai10B5928 Araip.B10 5928 p3 (TTA)7 21 18785919 18785939 GCATCTTTGGTGAGATTGAAAA CCTTTTAGCTTTGCCGTGAC 273

Ai10B5929 Araip.B10 5929 c (T)10gttaaaaaaaaacatgaaaatttttaaaaaactaaaacaagaaagaaaaaataaagaagaaaaagaaaatgaagataatgat(A)10102 18789448 18789549 TTTTTCTCTTTCTTTTGATCATATTG TCACCCTCTCTTAACAAAAACTTG 280

Ai10B5934 Araip.B10 5934 p2 (CT)8 16 18798348 18798363 GTTACCCAAAATGGTGGTGC CAAGTTCTTTTCGGGCAAAC 227

Ai10B5935 Araip.B10 5935 p3 (CAA)5 15 18801380 18801394 GCAACGTTTGCAACAAGCTA GAGCCAAGTGTTCTCCAAGG 171

Ai10B5938 Araip.B10 5938 p3 (AGA)6 18 18816851 18816868 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 243

Ai10B5939 Araip.B10 5939 p3 (AAT)6 18 18818584 18818601 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 266

Ai10B5940 Araip.B10 5940 c (T)11aaaatcaaaaataaaaaaataagaataattagttaattaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)6104 18818845 18818948 AATGAGATGGGAGAGGGAGAA TTTTGTTTGTTTCTTAACTTTTTCACA 243

Ai10B5942 Araip.B10 5942 c (T)12cgaaaacaggtgagaaaattttgaaatattttttgaaaaatttttgaaaacaaaat(A)1078 18820289 18820366 TGCAAGCCTCAGTCCAAATA TCGAGTTTGGACAACTGACG 226

Ai10B5948 Araip.B10 5948 p3 (AAT)6 18 18837569 18837586 ACTGCCATTTGGACCTTCAG TTGTCACCCCCACTGGTAAT 214

Ai10B5950 Araip.B10 5950 p2 (GA)7 14 18841658 18841671 GGACCAACAAAAACGCTGAT TGGTTTTGTTTCTCCCAAGG 264

Ai10B5953 Araip.B10 5953 p3 (ATA)8 24 18844005 18844028 TGATGAAGCATTAGCATCGC ACTCGATTCGCGAGAGAAGA 203

Ai10B5960 Araip.B10 5960 p2 (TC)7 14 18854537 18854550 TCCTTTTCCTCGCTCTCTCA GAGAAAGAAAGAAACGGGGAT 250

Ai10B5961 Araip.B10 5961 p2 (AG)7 14 18854882 18854895 CCCTCTTTTCTCCCTCTCTCC ACCATGGAGTGATTTTGGGA 278

Ai10B5962 Araip.B10 5962 p4 (AAAT)8 32 18859315 18859346 TTTCGAAAATCTTTCACTCATTTTT TGATGGAGAAAGGGAGATGG 131

Ai10B5964 Araip.B10 5964 p2 (AT)8 16 18883815 18883830 TCCCTGCTTTCATGAGCTGT CATGAAATGCAATGCAACCT 179

Ai10B5965 Araip.B10 5965 p2 (AG)8 16 18885503 18885518 CGTGCAACGCTGTTCTCTTA CCATCCATCCCTTTCTCTCA 212

Ai10B5967 Araip.B10 5967 p2 (AT)7 14 18901147 18901160 GGGTTGCATGTAACACCCTAA TAGGATTGCCTCTGGTGTCC 260

Ai10B5968 Araip.B10 5968 p2 (TG)7 14 18903690 18903703 AGCACCAGAGTGTGTGAACG CCATGTTTTCACTTGTGCGT 144
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Ai10B5969 Araip.B10 5969 p4 (TAAA)6 24 18909147 18909170 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 234

Ai10B5972 Araip.B10 5972 p4 (TTTA)8 32 18928340 18928371 TCCAAAGGTTGTTCACCAGA TGCAACATCAAAGGAAACCA 115

Ai10B5973 Araip.B10 5973 p2 (AT)9 18 18930754 18930771 TCCCTGATTGTGATCTTCTCC TACCACTTGGGGTTTTCCTG 205

Ai10B5975 Araip.B10 5975 c (A)10ttgttctcagtgattgatagagttttcagttt(A)1456 18942313 18942368 GTTATGGGATTCTCCTCCCC GAAGGGTTCCAAAGCCTCAT 247

Ai10B5976 Araip.B10 5976 p2 (TG)10 20 18944616 18944635 AACCTAGCTTTCTCTCGGCA AGCCGAGTTTGAACCTGAAA 220

Ai10B5982 Araip.B10 5982 p2 (AG)6 12 18971105 18971116 TCCTCTCCAGAGTGTTGTGC AACACTTTTCTTCTTCTCATAATTCG 280

Ai10B5988 Araip.B10 5988 c (A)10tctaaaaacagagggtccgttttcttttaaaggaaaaatt(A)1161 18990744 18990804 TCAAATATACCATCGAACGGC GGACCCTCCGTTAACCATTT 116

Ai10B5990 Araip.B10 5990 p3 (TGG)5 15 18996127 18996141 GCTTCTTGAGGGAAGTGTCG CCTATGAGCCACCCTTGAAA 174

Ai10B5992 Araip.B10 5992 p2 (AC)9 18 19016478 19016495 TGGGGATAAGGTAAGGGTGA GGGGACAAAATTACCCCAAT 241

Ai10B5994 Araip.B10 5994 p3 (ACA)5 15 19026281 19026295 ATTTGATGGAGTTTCCGCAG GGTGAGTCACGCCTATGGTT 271

Ai10B5995 Araip.B10 5995 p2 (AT)11 22 19034416 19034437 AGATATCCTTCCCCTTCCCA AAAAAGTGTACGGAGGGAAAAA 271

Ai10B5996 Araip.B10 5996 p4 (AAAT)7 28 19056026 19056053 CCTAACCACTTTCTCTCTCCTCA CCCAGAGTCCTCCTGAACTG 192

Ai10B5999 Araip.B10 5999 p3 (AGA)5 15 19072934 19072948 TTGCCTTCCCTTTCCTTTTT AACCCCTCACCACTCTTTCA 245

Ai10B6001 Araip.B10 6001 p2 (GA)6 12 19100121 19100132 TCGAACACAGAGAGAGGGAGA CGAAAATCACTAACCACTTTTTCA 227

Ai10B6004 Araip.B10 6004 p2 (AG)14 28 19119212 19119239 TGTTTACCGAGGAAGGATCG CGTCACCGATCCACTTTTCT 195

Ai10B6007 Araip.B10 6007 c* (TA)6(A)10* 21 19125609 19125629 TGTGAGAAAATTGGGTTTGGA CCTTGCTTTCTAAGGCTTGC 273

Ai10B6009 Araip.B10 6009 p2 (CT)9 18 19134480 19134497 TCCCTGTATACCCAAATCTTGC TAGAGAGTAGCGAGGGTGGC 254

Ai10B6018 Araip.B10 6018 p3 (ATT)6 18 19164746 19164763 TTGGCATGAAAACTCCATGA AGAAGGGGGTATCGAAATGG 273

Ai10B6021 Araip.B10 6021 p2 (TA)6 12 19170498 19170509 CCACGTTGTTTTCCAATGGT TTGCAGTTTTTGCAGGTTTG 164

Ai10B6027 Araip.B10 6027 p2 (AT)11 22 19187343 19187364 AAAGCATTGTTAGAATCCAATCATC GCTTTCTTTCCTTTTTGGGG 245

Ai10B6031 Araip.B10 6031 c (GA)7aagagagagagggagggagggagggagagagg(GA)964 19191449 19191512 TTGCAACGACGAGTCTATGG TTCTGACGCCTGAGAAAACC 233

Ai10B6040 Araip.B10 6040 p2 (TA)6 12 19208428 19208439 ATTGGACCAAACTTGGGTGT TTACATTTAACCTCCCCCACC 228

Ai10B6043 Araip.B10 6043 p3 (AAT)7 21 19213479 19213499 ATTTGAAGGGACCCAAATGA CGATTATGCTTATGCCATGC 184

Ai10B6044 Araip.B10 6044 c (GTT)5ttgcatgttgttcaagttcacattattaagatgctgatgctgtttcaaaagcccaaggggc(GAA)694 19214050 19214143 TGAAGAATCGATTGAAAGCTCA CGTCGTTTCCTCAAACCAAT 265

Ai10B6045 Araip.B10 6045 c (AGC)6agaagaagaagaaccgccaccaacaaagagatccaaccttgttcttggaaaagg(AGA)587 19214338 19214424 CGGTAGAGGAACTTTCTGCG TTTAACAACGGACACCACGA 217

Ai10B6046 Araip.B10 6046 p3 (TGA)5 15 19214797 19214811 GTTACTGTTTGCGTTGCTGC ACGCCCCTATCTTTGATCCT 278

Ai10B6047 Araip.B10 6047 p4 (CATA)5 20 19215488 19215507 AGAGAGAGGGAAGGAGGGTG TCACGAATGTATTTGTGTGGC 265

Ai10B6049 Araip.B10 6049 p2 (TC)20 40 19216715 19216754 TTTCGAATGTGGCTGAGAGA ACGGCAAGAAATGTGGTTTC 179

Ai10B6051 Araip.B10 6051 p2 (TG)6 12 19220142 19220153 TGTTTCCACCTTTGCCTCTT GCCGATGCTAATGTGTGATG 192

Ai10B6052 Araip.B10 6052 p2 (TC)14 28 19220549 19220576 GCCCTAAATTTGAACCACGA TAGAGAGAGACGGAGAGGCG 101

Ai10B6054 Araip.B10 6054 p2 (GT)6 12 19229346 19229357 ACAACACATTTGCAAGGCAT CCATTGACACCCCATACACA 157

Ai10B6056 Araip.B10 6056 p2 (TA)8 16 19265227 19265242 AACTTTAAACCGCAACACCG GGATATGGGCGCAGAAGTTA 278

Ai10B6057 Araip.B10 6057 p3 (TAT)7 21 19270590 19270610 TTGTCCCCTTTTTATTGTTTCC TTGGGAACATTGGTTGAGGT 240

Ai10B6058 Araip.B10 6058 p3 (AGA)5 15 19272227 19272241 GGGAAGGAAAGAAATGGAAGA GTCACCTCGATTTTCTGCGT 185
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Ai10B6059 Araip.B10 6059 p2 (GA)6 12 19272674 19272685 GAGTTTTTAGCTCCCGGGTC TTGCCTTTCTTGCTTTCCAT 157

Ai10B6060 Araip.B10 6060 p3 (GAA)5 15 19288368 19288382 AGAGTGTTTTTGCTCCGACG GAGGTGGATCGTGGACAGTT 111

Ai10B6061 Araip.B10 6061 p2 (CT)14 28 19290043 19290070 TGAACATTGAACCTGGAATTGA AAAACCAGCGACCTGTATGG 266

Ai10B6062 Araip.B10 6062 p2 (TC)19 38 19297275 19297312 CACCATTCTCCGACATTCCT GGGAGGAGTGAAACCTTGAA 152

Ai10B6067 Araip.B10 6067 p3 (CAT)5 15 19330845 19330859 TCATCATCGCTATCATTGGC CTCATCAGATGGCCGGTACT 142

Ai10B6068 Araip.B10 6068 p3 (CAT)5 15 19335731 19335745 TCATCATCGCTATCATTGGC CTCATCAGATGGCCGGTACT 142

Ai10B6070 Araip.B10 6070 p2 (CT)7 14 19341234 19341247 TCAGAAATGGGCAGTAGCCT ATAGGTGAGGGGTTTTTGGG 206

Ai10B6071 Araip.B10 6071 c (ATA)8aaattcaatccattataattcaaataacataatttttttatatttatttagaagtgacaaatttgagtttctctactaactttag(A)12121 19349193 19349313 TTCGCTAAACCCGCAAATTA TTTCTTCTTTTCTCAACCATTTCC 256

Ai10B6072 Araip.B10 6072 p2 (AT)7 14 19349605 19349618 TCATGACTGAATGACCCCAA TCTCCAACCCATCAGAAACA 155

Ai10B6073 Araip.B10 6073 p2 (TA)9 18 19363817 19363834 AGCGTGAAGTCGAAAACGAT CAGCCTAAACTTCGTGGGTC 122

Ai10B6075 Araip.B10 6075 p2 (CT)6 12 19383908 19383919 TTTGTTTGTTTCTCATCTTTTTCAA CGGATTTTTGGTGAGTGAGG 280

Ai10B6076 Araip.B10 6076 c (TC)8atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaa(CT)995 19384074 19384168 ATTTTCAAAAATCACTAACTCTTTTTC TTCTTGTCCTTGCTCCTGCT 274

Ai10B6081 Araip.B10 6081 p2 (GA)9 18 19416984 19417001 TTGCAACAATCCACAAGCAT TTCCTTCTCCCTTCTTCCTTC 248

Ai10B6082 Araip.B10 6082 c (A)11gttttcaaaaaactttcaaaaatttctcctttgttttcg(A)1060 19429277 19429336 TCGAGTTTGGACAACTGACG CCAGGCTTCACATGCTTCAT 217

Ai10B6084 Araip.B10 6084 p2 (CT)7 14 19430956 19430969 TTTTTGTTTGTTTCTTACCTTTTTCA GCAGTGAATTGAGATGAGGAGA 276

Ai10B6085 Araip.B10 6085 p3 (AAT)7 21 19433618 19433638 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 179

Ai10B6091 Araip.B10 6091 p3 (ATT)5 15 19494842 19494856 CCTTCGTCAAGACTTCATCATTC TGTTCCAACTCAAGGTTCTCC 274

Ai10B6092 Araip.B10 6092 p2 (CT)6 12 19500681 19500692 TTTGGGATTTCTTATGAATCAAGTC GAAAAAGGGGGAGATATTTTCG 273

Ai10B6097 Araip.B10 6097 c (T)11cgc(T)12 26 19538926 19538951 ATGCCACAAGCACATGGTTA GCAGTGAAGAACAAAGCTTGC 209

Ai10B6099 Araip.B10 6099 p2 (AG)17 34 19554230 19554263 GTGCTAGTGGGAGACAACCC AAACCACCTATGACGCGAAC 238

Ai10B6101 Araip.B10 6101 p2 (AG)6 12 19558218 19558229 TTTTTGAGTGAGGGAGAGATGTT TTCTTGTTTGTTTCTTACCTTTTTCA 273

Ai10B6102 Araip.B10 6102 c (A)12ctaaaaaaaaataaaaaat(A)1041 19570023 19570063 GAGTTGCCGGAAGCTTGTAG GGGATTACTGCCATCTGCTT 165

Ai10B6103 Araip.B10 6103 p2 (AT)8 16 19575188 19575203 TCTCGAAAAACTTCGTTTATGATT GTTTGATGAGGCGGTCTTGA 258

Ai10B6107 Araip.B10 6107 p2 (TA)7 14 19592425 19592438 AGAGGCACCTCGTTGAGTGT AAGGGAAAACGGAAAATCGT 257

Ai10B6109 Araip.B10 6109 p3 (AGA)30 90 19605887 19605976 CCTGAGCTTGAGCAGAGGT CTGGTCAAATGGTCACGATG 156

Ai10B6111 Araip.B10 6111 c (T)13cttgttaagaaagtaaaataaggagaagatg(A)1357 19611154 19611210 GCACTGCTTCTCATATTAGACTTGA GGATTGAACCGTTGGTATCG 230

Ai10B6113 Araip.B10 6113 p2 (GA)13 26 19613803 19613828 GAGCGATACAATGGTCAGTTCA TCGTAATACCTCGCCACCTC 144

Ai10B6114 Araip.B10 6114 p2 (TA)6 12 19624025 19624036 GACCCGATTTGCGAAGATAA TTTCAGATGCAGGTCGTGAG 271

Ai10B6115 Araip.B10 6115 p2 (GA)8 16 19627174 19627189 TCCAATCTTGGACCGTTTTC CCCTTGATCCTACCAAACGA 247

Ai10B6125 Araip.B10 6125 c* (GT)6(T)10* 21 19660143 19660163 TCGGTTTCTCCAAATTAAATCAA TTTTAGAGTTTCTTGCGGCG 280

Ai10B6128 Araip.B10 6128 p2 (AT)8 16 19662361 19662376 CGTGTTGGAAGCAAACAATG TGGGTAGGATCTTTGTTGGAG 125

Ai10B6131 Araip.B10 6131 p2 (GA)16 32 19667832 19667863 GTGGGGAGGGGAGAAGTTAG AATCTGACGGTAATCGTGCC 233

Ai10B6133 Araip.B10 6133 p3 (AGA)5 15 19683608 19683622 TGCAGAGAAGAATAACGCGA AGTTCTTTTCACTCCACGCC 213

Ai10B6134 Araip.B10 6134 p2 (GA)6 12 19684158 19684169 CCATTGCTACTGTCACCACC TAGCCGTAACCTCTGCCATT 235
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Ai10B6135 Araip.B10 6135 p2 (TC)11 22 19684767 19684788 TCTTGTTGTGTCCGTATCGC TCGTCGACGCTGTAAATGAG 128

Ai10B6137 Araip.B10 6137 p3 (AAG)6 18 19692781 19692798 CCGGAAGTGTGAACTTTGGT TTCTTCTCCTCCAATGCTTGA 274

Ai10B6138 Araip.B10 6138 p3 (AAG)5 15 19693803 19693817 TGATGAGAAGGTAAAACAAGAAGG TCGTCTGTGTAACCGTCAAAA 266

Ai10B6141 Araip.B10 6141 p2 (CT)13 26 19696505 19696530 TTTATCCGCGAGTAAATCCG TTGCTGACGACGAGACAAAC 212

Ai10B6144 Araip.B10 6144 c (CT)7aattttcgaaaatatcttccctctttttcaaaaatttctattttttttactaattatttttatctttttttacg(A)1098 19702761 19702858 CAACTCCACAAATGGCCTCT TCAGAATCAATATCTTGAAGCTCTTTT 271

Ai10B6145 Araip.B10 6145 p3 (GAA)5 15 19713244 19713258 GGGCACAAAGATGTAAGGGA TGCGCAACATTTAAAGCAAG 190

Ai10B6146 Araip.B10 6146 p2 (TA)8 16 19714475 19714490 GCAGTGTTTTTATCTCCGGC TCTGACAATTCGCACTCTGC 194

Ai10B6149 Araip.B10 6149 p3 (ATA)9 27 19718681 19718707 GGTTTTTCCGTGGCTAATCA TGCAGGTATTCCAATGAAGACA 279

Ai10B6151 Araip.B10 6151 p2 (AT)6 12 19721326 19721337 AATAAATGACAGCCAAGCCC CCTTGGGGGTATTTTGGTTT 255

Ai10B6152 Araip.B10 6152 c (AC)16(AT)6 44 19721454 19721497 CTAAGGCTGGCCAGAGGATA AGTCCTTGGGGGTATTTTGG 220

Ai10B6153 Araip.B10 6153 p2 (CT)6 12 19726308 19726319 GGAACATTGAACCTGTGATGAA TTTTTGACCCAGTTTTTGGC 201

Ai10B6154 Araip.B10 6154 p2 (TA)7 14 19727677 19727690 TTGTGTCACATATGCATTGATCTT AAGTGTGGGAAAACTGTGGG 244

Ai10B6157 Araip.B10 6157 p2 (CT)7 14 19735456 19735469 GGAACATTGAACCTGTGATGAA TTTTTGACCCAGTTTTTGGC 202

Ai10B6168 Araip.B10 6168 p3 (TCT)5 15 19783061 19783075 CAAGTCCAACCAAGTTCCCT GAAGAACACGACGACGATGA 188

Ai10B6170 Araip.B10 6170 c (A)10tctatgtgcattgataagctatatttatttttatgtaaaaaaaaataat(AATA)579 19802870 19802948 AGCCTTAAGCGGAAAAACAA TCAACATTGGGGTGATTTTG 279

Ai10B6173 Araip.B10 6173 p2 (TG)6 12 19815234 19815245 GCAATAATGCTTTTCTAATAAATCAGG TGAACAATTGTGGAGGACGA 123

Ai10B6174 Araip.B10 6174 p2 (TA)9 18 19816770 19816787 ATTTGCACTCTTCCGGTTTG TCTGGGTACCAGTTTAAGGGTT 166

Ai10B6175 Araip.B10 6175 p3 (TTA)6 18 19823557 19823574 CACGCCCAATCTTATCTCGT AAGACTTTTCAAAGATTCTGGGTC 198

Ai10B6177 Araip.B10 6177 p2 (AG)10 20 19847877 19847896 TGTGCCTTGCACTCTCACTC AAGCATCAAGGGCTAGGGAT 279

Ai10B6178 Araip.B10 6178 p3 (CTT)7 21 19849057 19849077 TGGTTGTTCACACTGATTTCAA CCCTCTTCCACCACCACTTA 224

Ai10B6186 Araip.B10 6186 p2 (CT)6 12 19863722 19863733 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGAGAGAAAGAGGATTTTCG 241

Ai10B6191 Araip.B10 6191 c (AG)6atgggcgaaaggggt(AG)741 19882461 19882501 TGTGATAGGGGCCGAGTTAG GCAATGGTTTACCGTCGAAT 267

Ai10B6193 Araip.B10 6193 c (TAC)5aacaacaacaacgccttgtcccactaagtgaagtcggt(TA)665 19885243 19885307 AACCGACCAAGAGCAGAAAG TGCACTTGATGGTAAAGACGA 244

Ai10B6194 Araip.B10 6194 p2 (AG)6 12 19886885 19886896 TCACCCCGACACAAACAGTA GGAACAAAATAGGATTACGGC 215

Ai10B6199 Araip.B10 6199 p3 (AAC)13 39 19913954 19913992 AAAGTCTCGGATCCTTTTTCAA GATCGAATTTGACGTATTTGATTT 256

Ai10B6200 Araip.B10 6200 c (T)11attgtgctcctgttgccg(CTT)7ccaaattcgcacacacaggttcttctttccccctcctcttctcctcctcctcttcctcctctt(CTC)8137 19915364 19915500 CAATTCAATAATGCTCCGCA ACGCGAAGAAGAAGGAACAA 245

Ai10B6204 Araip.B10 6204 p2 (TA)8 16 19937712 19937727 TCGTAATGCCTCACTTTCGTT TGGCAGATTAGCTAGCTGGAG 261

Ai10B6206 Araip.B10 6206 c (A)10tgaattattaggttaacaaaatcaattc(T)1048 19940836 19940883 CGCTTCTTCGTCTATTGTCTCA GCCTCTCATCACTTTTCGCT 238

Ai10B6213 Araip.B10 6213 c (T)14attatatacaacatacatacaataatagtaagtagtgtaatttcagtgatgctaaaatatcttaaagtttttgaatttttatttgatgtactaaataa(T)10122 19960301 19960422 AAAACTTAAATATCTACCGACCAAAAA GGAGCACTCTGGTTTAGTTTTCA 248

Ai10B6215 Araip.B10 6215 c (AGG)6aaaagaa(GAT)5aatagtgaaagaggatgaggaagaacaaaagaaggagaagaaattaaataagaggaggaggagaagat(AGA)5123 19961701 19961823 TTTTGTGTTGGGTACCAATTTTT AAACCCATACACGTTCATCTTTT 241

Ai10B6216 Araip.B10 6216 p2 (GC)6 12 19962387 19962398 GGGTACCCATCCCTCTCCTA GGGGGTCTGTTGGTGATAGA 179

Ai10B6217 Araip.B10 6217 p3 (TTC)7 21 19962510 19962530 TCTATCACCAACAGACCCCC GCTACACGATTGAGCAACGA 265

Ai10B6220 Araip.B10 6220 p5 (AAAAT)5 25 19979897 19979921 AGCCCAACTTTTTGGGAGTT CCGTGGTATGATCGTTCCTT 224

Ai10B6222 Araip.B10 6222 p2 (CT)6 12 19983854 19983865 TTTTTGTTTGTTTCTTAACTCTTTCAA GGGGGAGGGATAATTTTCAA 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B6228 Araip.B10 6228 p3 (AAT)11 33 20009322 20009354 ATCCAGGCCAAGTAGTGACG TGACATACATAGAAAGAGAGACATTTG 273

Ai10B6229 Araip.B10 6229 p3 (CAA)5 15 20011867 20011881 GGTCGATGAATTGTTTTGGG TGACTTATTAGAAATTAGGAATTTGGG 246

Ai10B6233 Araip.B10 6233 c (A)11cacccaaaaaatataaataaataaaacccaagtggacgggtggtgnnnnnnnnnnnnnnnnnnnnntaag(A)1495 20022654 20022748 TGGCCATTTAGCAACATTGA CAACTCAAGCAACTCAAGCAA 204

Ai10B6235 Araip.B10 6235 p2 (TC)7 14 20023347 20023360 TCTTCTCCCTCCCCTCTCTC GCTCTTTCTCCCACTCCCTT 242

Ai10B6236 Araip.B10 6236 p2 (GA)7 14 20023562 20023575 AAGGGAGTGGGAGAAAGAGC TCCCCCTCCCCTTTATTTCT 193

Ai10B6238 Araip.B10 6238 c (ATT)12atgagtccattatgtatatataaagtttttaacaaagccatttgggaacaatgcaaaagacattgacctat(AC)6(AT)6131 20030716 20030846 TTTTTGGTGTTCATACTTCAAGG TGTACATATATGCATTCAAGCCC 254

Ai10B6239 Araip.B10 6239 c (TA)6aaaccaaaagaa(AT)738 20034452 20034489 TGCCTATACTTCTTTTCGTGGA AAAGCATTAATAGGTGTCAAGGA 271

Ai10B6242 Araip.B10 6242 p2 (CT)6 12 20046467 20046478 AACGCTAGGATTGGCAGAAA GGTGAGGTAGGTGGGGTTTT 240

Ai10B6243 Araip.B10 6243 c (CA)6(TA)11 34 20063457 20063490 ACACCAAAGGTGTAGCGACC GGTCACGCTCTTCTCTCTCG 172

Ai10B6244 Araip.B10 6244 p2 (TA)11 22 20065107 20065128 AGCATCTGGAGACCCTCCTT AAGCTCCAGACTTGACCTGC 241

Ai10B6256 Araip.B10 6256 c (TA)6gtcactc(AAT)534 20083333 20083366 TCCTCCGTCCAAAAATAAAA TGGAGATTAGTCCCCAAAGC 278

Ai10B6258 Araip.B10 6258 p3 (AGA)5 15 20086039 20086053 TGAGAATGTGAAACAACAAGGAA CGGTTAAAGAATTTCTGGGTCA 199

Ai10B6264 Araip.B10 6264 p3 (TCC)8 24 20107470 20107493 TCCTCTTCATGGGTCTGGTC AACTTCGCACCATCAAAACC 183

Ai10B6265 Araip.B10 6265 p3 (AGG)5 15 20122698 20122712 AACAAGAAGAAGCAGGCGAA TTCTGCACAATTCAAAACTCTC 210

Ai10B6268 Araip.B10 6268 p2 (AT)8 16 20129241 20129256 TGCGCATATGTCATCAGTTG GCGCAAATTTTTGTGCTTTA 188

Ai10B6271 Araip.B10 6271 p2 (AT)6 12 20134413 20134424 ATAACACGAGGGCGCTCTAA TTTCGGAGTTGCCAAAAATC 195

Ai10B6276 Araip.B10 6276 p2 (TA)6 12 20159489 20159500 CTAAACCCGTACCGAACCAA AAAACTTGGAGGAACAATGGAA 272

Ai10B6277 Araip.B10 6277 p2 (AT)7 14 20159674 20159687 CTAAACCCGTACCGAACCAA AAAACTTGGAGGAACAATGGA 272

Ai10B6280 Araip.B10 6280 p2 (TA)6 12 20170349 20170360 GGGCAAACTTGGCCTTTAAT GCGCTCGACACCAATCTAAT 279

Ai10B6281 Araip.B10 6281 p2 (TA)8 16 20182303 20182318 AATAAAGGAAGCCAAAGGCG GCTCCGGAGAAACTTTTTGA 262

Ai10B6282 Araip.B10 6282 p2 (AT)7 14 20184508 20184521 CTTGCGTGTGAGGCAAACTA TGGAGAGGCAGGATTTTGTT 184

Ai10B6283 Araip.B10 6283 p2 (TA)9 18 20192535 20192552 CTTGCGTGTGAGGCAAACTA TGGAGAGGCAGGATTTTGTT 196

Ai10B6291 Araip.B10 6291 p2 (TA)11 22 20234449 20234470 GCAATACCGCTCCCAAAATA GAGGATGATGTTCTCACCCC 274

Ai10B6293 Araip.B10 6293 p2 (AT)6 12 20253758 20253769 TCAAAGGCTGAGATGTGTGC TGCCATTTTGCTTCAAGTTT 279

Ai10B6294 Araip.B10 6294 p2 (AC)7 14 20257041 20257054 TAATGGGGCTAAGGTAGGGG CAAAAGGGTAGCTAGGCATGA 137

Ai10B6296 Araip.B10 6296 p2 (TC)6 12 20264539 20264550 GGTGGTCGAGTTGGAGGATA TGCAGGTTGATGAACAGAGC 218

Ai10B6301 Araip.B10 6301 p4 (TTTA)5 20 20312436 20312455 TACTTTGGGGCATTTTGTCC GGCTAGCATCCCTATCGTCA 249

Ai10B6310 Araip.B10 6310 p2 (AT)7 14 20351346 20351359 ACGCAGGGTCAAACTATTGC CCATGTGTTCACTTCTTCCG 196

Ai10B6312 Araip.B10 6312 p2 (CT)6 12 20370218 20370229 ACCTCCTCAACAACGATTGG GTTGGAGGGAGAGAAGGTCC 147

Ai10B6313 Araip.B10 6313 p3 (TAA)6 18 20370808 20370825 TTGGCATTTAATCATGTATTCTAATTT TACCCAGATCAGTCCCCAAG 248

Ai10B6320 Araip.B10 6320 p3 (AAG)5 15 20392373 20392387 CCTCCTCATCTTCTGCTGCT CCTCTTCTTGCTGCACGTTA 199

Ai10B6323 Araip.B10 6323 p2 (AT)8 16 20405020 20405035 CGATCCGATCCTATCTGCAT GAAGCTTCGCTGCAACAGAT 241

Ai10B6324 Araip.B10 6324 p2 (CT)7 14 20406957 20406970 ATGGATTTGGAAACGGTGAC GGGAGAGGAAGGATCTGGTC 242

Ai10B6325 Araip.B10 6325 p2 (CT)6 12 20407162 20407173 GACCAGATCCTTCCTCTCCC TGCGGCAACATACACAGAAT 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B6330 Araip.B10 6330 p2 (GA)18 36 20415784 20415819 TTGATCACTTTATCAACCTCCTCA TTTCATTGGATCTTCTTGGGA 274

Ai10B6331 Araip.B10 6331 c (AT)8tc(AATA)5 38 20431207 20431244 AGCACAAAATCAGGAAGGCA TTGGGGTAATTTTGTCCCCT 214

Ai10B6332 Araip.B10 6332 c (AT)8tc(AATA)5 38 20432732 20432769 GCCAAAGAAGCATGTTTTCA TTGGGGTAATTTTGTCCCCT 239

Ai10B6334 Araip.B10 6334 c* (AG)26a(AG)28at(AG)9(GAGT)5*gagcaat(AG)7167 20437003 20437169 TGAAATGGTGGCTTGCAATA CCTCTCTCTCCATCGCTCAC 273

Ai10B6335 Araip.B10 6335 p2 (CA)6 12 20440044 20440055 GACCTTGTGGTGCTGGAAAT ATGGCCTTGATGGATAAGCA 199

Ai10B6336 Araip.B10 6336 p4 (GATT)6 24 20440481 20440504 GCAAGTTTGTAAGGCAAAGC TCACCAGTCATACTTATTGGGAA 273

Ai10B6341 Araip.B10 6341 p2 (TG)8 16 20451739 20451754 GGCATGCCAGCATAATTTCT GCTGCAATATCCCGGTAAGA 229

Ai10B6345 Araip.B10 6345 p2 (AT)6 12 20463405 20463416 TGCATGCACATACGAGTACAAA TCACGGGTATTCAGTACCAATTT 153

Ai10B6347 Araip.B10 6347 p3 (AGA)5 15 20479901 20479915 TGTTGCATCTGTGACAGGAA GGATGCATAACTTGCCAAAA 274

Ai10B6353 Araip.B10 6353 c (T)12ggtgtacttacttcaaaaatatttgctttaacattagaaaggagaaaagtgcgtttaacttttttgaaatttgaacgactttttttatgtttggtta(T)12121 20517548 20517668 TACATTCTCCGCCATTCAGA CGTTGAATGTGAATTTAGAATGTG 280

Ai10B6354 Araip.B10 6354 p2 (AT)13 26 20519321 20519346 ATACTTGAAGGTCTCCGCCA GAACCTTCAACGGTGGCTAA 181

Ai10B6355 Araip.B10 6355 c (CT)7t(TC)7 29 20523004 20523032 TCACCCTTTGTCCATCTTCC GGTACAAAGTGTTGGGTGGC 275

Ai10B6356 Araip.B10 6356 p2 (AG)16 32 20525965 20525996 AGGAAAGTAAGGAACGGGGA GATGGTGACGCTCCTCTCTC 220

Ai10B6358 Araip.B10 6358 p2 (TA)7 14 20530903 20530916 CAGGGTTCGCTACCAGACAT CACCTCCACCAACATAAGGG 253

Ai10B6359 Araip.B10 6359 p2 (TA)13 26 20531537 20531562 CTAGCCGGCCTTTACTTCG AAAGCAAGACCAAAAATGCG 220

Ai10B6367 Araip.B10 6367 p2 (TA)6 12 20558803 20558814 AATGTGTTTCTCGCATTCACC TGCTGCAATCAAATCCTCTT 258

Ai10B6368 Araip.B10 6368 p2 (AT)6 12 20563596 20563607 GGGATGCATTATTTTCAGCC CAAATGCGATTCTCTCTCTCC 141

Ai10B6371 Araip.B10 6371 p2 (AT)11 22 20587829 20587850 TCCATGGTGTCAAACTCCAA CCCTCTGTTGCAAGATGTGA 247

Ai10B6372 Araip.B10 6372 p4 (TTTC)7 28 20589442 20589469 TTTTCCTTCCCCATTTCTCC CCTAACCCACCTAACTGCCA 119

Ai10B6374 Araip.B10 6374 p2 (AT)8 16 20592144 20592159 ATCATCGTGCAAAATGCTCA ACGTTTTCAAGTGTGATGCG 246

Ai10B6375 Araip.B10 6375 p3 (TTC)14 42 20592625 20592666 TGACATCTTCTCTGCAACGC CTACAAGGCGATTTTGGAGC 271

Ai10B6386 Araip.B10 6386 c (TAA)5(TGA)6 33 20639441 20639473 GGCTGGACAAATCATTCCAT TTCATAGTGGCTCTTGCACCT 278

Ai10B6387 Araip.B10 6387 p2 (AT)6 12 20639757 20639768 CTGCCATGTCCTTGGATTTC AGACAACCACCTAAAGCGGG 278

Ai10B6396 Araip.B10 6396 c (CT)7ccacggttcgacaacgacgcgacggcggcggtgaggcccagcgtgccggcgcggtcttcttcttcgctctcctctgctttcaccaga(TC)7115 20691056 20691170 GTCACTCTCTCCCATGGCTC GGGAGTCTGAAGGAGAAGGG 223

Ai10B6398 Araip.B10 6398 p2 (AT)7 14 20697328 20697341 GGTTGTAACGGGGCTAAGGT ATCAATGCACATGGGACAAA 216

Ai10B6401 Araip.B10 6401 p2 (AG)6 12 20717189 20717200 TTGGTCAAAATCGTGAATCG AGGGGGTATGGTACAAGACAA 275

Ai10B6407 Araip.B10 6407 p2 (AT)11 22 20731685 20731706 TTCTCATGTGCAAGTTAACGA TGTCGCATTAAACAGGATTGA 184

Ai10B6408 Araip.B10 6408 c (GA)7gtataattcgaaatgagggggagagagggctgccagagatgggagagacgagagggtt(AG)684 20733508 20733591 GCAACAAACATCCAAAAGCA ATCGAACCGAAAACCTCTCC 259

Ai10B6409 Araip.B10 6409 p3 (CAG)6 18 20734597 20734614 CGCATAAACCCTAATTCCCA GTGAGCTTCCCTCCTCCTCT 182

Ai10B6410 Araip.B10 6410 p2 (TA)7 14 20738175 20738188 AGGATGTGGACGCAGAAGTC ACCGCAATATCGATCCAAAA 233

Ai10B6413 Araip.B10 6413 c (T)10a(T)10 21 20742198 20742218 TTTTGTGACTTTTCCCATTACA TTCATTTTCTTGTTTGAATACCC 212

Ai10B6415 Araip.B10 6415 c (T)11caaaatttatgtgtttaacgcaa(T)1044 20750120 20750163 CAAAACGCTAAAACTTTTCCTACA TTTCTTTTTCTTCCTCCTCTTTGA 222

Ai10B6420 Araip.B10 6420 p2 (TA)7 14 20751510 20751523 GCACTCACGCAGCAGAATTA GACACCATTTTCCACGCTTT 140

Ai10B6421 Araip.B10 6421 p3 (AGT)5 15 20751734 20751748 AAAGCGTGGAAAATGGTGTC AATATGGTGGTGGCTTCTGC 273
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Ai10B6422 Araip.B10 6422 p2 (AT)10 20 20751953 20751972 GCAGAAGCCACCACCATATT GGACAGCTGCTTTGGTTTGT 269

Ai10B6423 Araip.B10 6423 p3 (ATG)5 15 20752677 20752691 TGAGCAGGTGTCAAAGGAGA TGATGATCATGCCACCTCAT 178

Ai10B6432 Araip.B10 6432 c (TTA)8ttgagtgat(TA)6tctaatgaataaatttatcattattgttgttcaaaaaatacaaaaaattatagtacaatattattatgcaat(TAA)5132 20795264 20795395 CGGACATTTTAGTCCCCAAG CCCCAAAATTTTAAAAACGGA 278

Ai10B6437 Araip.B10 6437 p2 (AT)16 32 20814920 20814951 CCAAATACACTCGGAAAGGC AGGACAAACGGAGAAAAGCA 246

Ai10B6442 Araip.B10 6442 p3 (TTC)5 15 20820356 20820370 TCAAAATCAATTTCCCACCC GCTTTTGTCTTCCCTTTCCC 278

Ai10B6443 Araip.B10 6443 p3 (TTA)6 18 20831938 20831955 CATTAAATCGTTAGGGGTGGAA TGTGCATTTCTTTTTATTTTCACG 214

Ai10B6445 Araip.B10 6445 p3 (AAG)6 18 20834278 20834295 GCAGAAAAGAATGGGTGAGG TATCCCGTTCCAAATTCGAG 169

Ai10B6446 Araip.B10 6446 p3 (ATT)5 15 20836916 20836930 GCAATTGTTGGTGCTCTGTG GGCTTCTTGGGCTGGACT 265

Ai10B6448 Araip.B10 6448 p4 (AAAT)5 20 20843488 20843507 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 279

Ai10B6449 Araip.B10 6449 p2 (AT)11 22 20850597 20850618 TGCCATGCAATGCAATCTAA CAAAATCCAGTGAGGGTTCAA 280

Ai10B6454 Araip.B10 6454 p3 (ATT)12 36 20878105 20878140 TCGTGGCTTTACTTTTCGCT TCATACCATCCGATCACAAGA 247

Ai10B6455 Araip.B10 6455 p3 (TTA)5 15 20882403 20882417 TCAGAGATTGCATTGTCGTTT GCGATATCGACAGAAAGGCT 223

Ai10B6456 Araip.B10 6456 p2 (AT)16 32 20885713 20885744 CGGCTGAAATTTGAGAATGA AAAGGGTTGCAAACTACTACAAAA 261

Ai10B6458 Araip.B10 6458 c (T)25g(T)10 36 20890222 20890257 TCCAATTAGATGAGCGGGAC TGAAGCAAGAAAAAGCAGCA 106

Ai10B6460 Araip.B10 6460 c (AAT)5agggatcctttataccacagtatagaggtccttgtgtgagtagaagaaaagaagaagaaaatctaaactc(AG)697 20893211 20893307 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCCGAACTCC 165

Ai10B6461 Araip.B10 6461 p2 (AG)6 12 20893539 20893550 GGAGTTCGGATTTTTGGTGA TTGTTTCTTATCTTTTTCAAAACTACC 277

Ai10B6464 Araip.B10 6464 c (T)12caactctttcacgctgaatttggagataggcaaa(T)1056 20898595 20898650 ATGAAGAAGGGTGTTGTGGG GAGGCAACCCGATAATTTTG 241

Ai10B6469 Araip.B10 6469 p3 (AAT)6 18 20925302 20925319 TGTTGTAGTCCAAACCATAAGCA AGTCCTGACTTATGGACCAACTT 231

Ai10B6470 Araip.B10 6470 p2 (CT)6 12 20926955 20926966 GCAACATAAAGGGATCAATAGGA CCCAAATCTAAGCCCAAAAA 278

Ai10B6471 Araip.B10 6471 p2 (TA)11 22 20928080 20928101 TTTCACGGTTGTAATGGGGT TGGTCCCACATATGAAATCAA 141

Ai10B6472 Araip.B10 6472 p2 (TA)9 18 20928273 20928290 TGATTTCATATGTGGGACCAA TGGAAAAATTGGGTAGCTAGG 234

Ai10B6477 Araip.B10 6477 p2 (TA)6 12 20946020 20946031 TGATTTGAAAACATTGAGGCA GGCTATTTTGTTGACCAAACG 147

Ai10B6480 Araip.B10 6480 p3 (TTA)6 18 20947948 20947965 TTCCATTTTTGTCGGAGATT TGTGCATTTCTTTTTATTTTCACG 184

Ai10B6481 Araip.B10 6481 p4 (ATAC)6 24 20950300 20950323 TGTGCCACTCTGATAGCTCG GTTTCCCTCGCCTTTAGCTT 234

Ai10B6482 Araip.B10 6482 c (ATAC)14(AT)8 72 20957600 20957671 CCGGCTGTGCCACTCTAATA CCTTTTTCAGGTTACGGACG 273

Ai10B6486 Araip.B10 6486 p2 (AT)6 12 20977900 20977911 TTTGAAAACATTTGAGGCACA GGCTGTTTTATTGACCAAACG 249

Ai10B6487 Araip.B10 6487 p2 (CA)6 12 20981705 20981716 TCCTAACCCTGAAACCCTGA TCTTAATGATGACGGGCTCC 221

Ai10B6488 Araip.B10 6488 p2 (TA)6 12 20985070 20985081 AGGATGTGGACGCAGAAGTC TTAAATCGCAATACCGCTCC 248

Ai10B6490 Araip.B10 6490 c (AC)8atag(AC)7atata(TATG)767 20992430 20992496 GACGCAGAAGTCACGAAGAG CCTTTGTTAGGTAACGTACATCCA 280

Ai10B6492 Araip.B10 6492 p4 (AAAG)8 32 20994687 20994718 GCGTCTTGGAGGCACTAGAC TGATGAGTGCCGATTGATTC 198

Ai10B6493 Araip.B10 6493 p2 (TG)7 14 20996029 20996042 GAACAGTGTCGAAAATCGGG CAAAGAAATTTCACAACAGCCT 247

Ai10B6494 Araip.B10 6494 p2 (GT)6 12 21000301 21000312 ACCCCACTTCCCTTTCTGTT GAAGCCCTAGCCCTCAAAAC 114

Ai10B6495 Araip.B10 6495 p2 (AT)6 12 21003192 21003203 CCTAAAAATCGAGTTTGCCA TGCATTGTTATTGTCCATGCT 279

Ai10B6497 Araip.B10 6497 p3 (ATT)20 60 21003995 21004054 AATGTGCCCAACACATTTCA CTGTGGCAGACATTCATCAAA 238
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Ai10B6498 Araip.B10 6498 p2 (TA)9 18 21012188 21012205 AGAATGTCACACTTCCGGCT TCACGAAGGATTGTATTGCG 275

Ai10B6499 Araip.B10 6499 p2 (AT)6 12 21012961 21012972 ACCCAACAAGTTTGGTTTGC CGAGTTTTCCTGGGTAGACG 227

Ai10B6501 Araip.B10 6501 p2 (CT)13 26 21014829 21014854 CTCTTCCTGCAAGCGTTCTC AGCCCATCACCCGTTCTATT 276

Ai10B6502 Araip.B10 6502 p3 (TCA)5 15 21023443 21023457 ACCACACCGTCAGATCCATT CTATGCTGAGCTCCAGGGTC 276

Ai10B6504 Araip.B10 6504 p3 (AAT)6 18 21037454 21037471 TTTGCTCCACCTGTGTGTTG TGATACTAACAGTGACGGAACTAGAAA 279

Ai10B6506 Araip.B10 6506 p3 (TGG)7 21 21044045 21044065 GTGTTCGTCGTCGTCAGAGA CTTGAAAACGCGAGGAACAT 166

Ai10B6507 Araip.B10 6507 p2 (AT)6 12 21044167 21044178 GTCGAAGAGGTGATGGTGGT TGCTGCTTTGTCTTTCATGG 262

Ai10B6514 Araip.B10 6514 p2 (CT)8 16 21067838 21067853 AGGCCACGTACCAGAAATTG GGAACATTAAATCTGGGATTGAG 257

Ai10B6516 Araip.B10 6516 p3 (AAT)8 24 21074800 21074823 TGTGGCATTAACCTACCACG CGCAAGCATAAAAGAAACCA 261

Ai10B6520 Araip.B10 6520 p2 (GT)11 22 21110459 21110480 GCACCATAATCTCCGAGTACC GAGAATTCAAATCCTAAACGAAAT 280

Ai10B6525 Araip.B10 6525 p2 (AT)9 18 21124599 21124616 TCATGAATATTTAACTGCGAAACAA TCTGGTCCAACAGCAAAGTG 262

Ai10B6526 Araip.B10 6526 p3 (TTA)13 39 21126149 21126187 GCTCATAGCGCTGAGAGGAA AATCAACATTGCAGCCAACA 260

Ai10B6527 Araip.B10 6527 p3 (TTA)5 15 21126388 21126402 TGTTGGCTGCAATGTTGATT GAACGACTTGCGTTTTGGAT 279

Ai10B6528 Araip.B10 6528 p3 (CAA)6 18 21126563 21126580 TGTTGGCTGCAATGTTGATT GAACGACTTGCGTTTTGGAT 279

Ai10B6529 Araip.B10 6529 p4 (TAAT)5 20 21126987 21127006 GTTGCTCAAGAGGCGTATCC AAGTCAATAACCTGTTTCAAGATGA 260

Ai10B6530 Araip.B10 6530 p2 (TA)6 12 21135188 21135199 TTCATTACGTTGTCGCTTCG TGGTGCTTCTCAAACTGCAT 167

Ai10B6531 Araip.B10 6531 p2 (TA)9 18 21135625 21135642 TCGCGAGTGTTGTGTTTTTC GTCCATTCTCCATGCTCTGC 232

Ai10B6533 Araip.B10 6533 p2 (TC)7 14 21145091 21145104 TCTTCATTTCTCCCTTTTCCTC TAGCATTATTGGGCGTGTGA 110

Ai10B6539 Araip.B10 6539 p2 (TA)9 18 21177188 21177205 TCATTACGTTGTCGTTTCGC GTCCATTCTTCAGGCTCTGC 267

Ai10B6541 Araip.B10 6541 p2 (AC)7 14 21186494 21186507 ATCATCAAGAGCCACCAACC GAAGAAGCACCATTGCCATT 161

Ai10B6543 Araip.B10 6543 p4 (TAAA)6 24 21192016 21192039 TTCGTAACCACTTTCTCTCTCCTT CCAATGGAGGGTATGCAGAT 257

Ai10B6544 Araip.B10 6544 p3 (ATT)5 15 21213653 21213667 AAGAAATAACTGCAAAGAAGAAAAA TGTAATGTTGGTGATGACGATG 163

Ai10B6547 Araip.B10 6547 p2 (AT)10 20 21217815 21217834 TTCGTCCAGATTGCTTTTGA GGATGCAAAACATTGCGTTA 231

Ai10B6548 Araip.B10 6548 p3 (TAT)5 15 21220442 21220456 TGCACTATTCGTAAGGCAAACA TCAAAATTACTAAATGTGTCAAGTTCA 236

Ai10B6549 Araip.B10 6549 p5 (AAAAG)5 25 21224976 21225000 CCTAAGAGGCCATCTCTGTCA AGGAGCTTGAGAAAGCAGCA 277

Ai10B6550 Araip.B10 6550 p2 (AT)8 16 21229488 21229503 TCCATCCCTGTATCTATCGTCA TGACCAACGAAACTATGAATTTTT 262

Ai10B6551 Araip.B10 6551 p2 (TA)9 18 21234485 21234502 GAGATGTGAGGATGGGATGG TTTTTACCAATTTTAATGTTCCCA 257

Ai10B6555 Araip.B10 6555 p2 (TC)8 16 21240374 21240389 TCTTCATTTCTCCCTTTTCCTC AATAGCATTGGGCGTGTGAT 111

Ai10B6559 Araip.B10 6559 p2 (TC)7 14 21241819 21241832 TCTTCATTTCTCCCTTTTCCTC TAGCATTATTGGGCGTGTGA 110

Ai10B6563 Araip.B10 6563 p2 (AG)6 12 21280704 21280715 TGCAACAGAACCAGAAATGG GTCAAGTTCAGGATTGGGGA 218

Ai10B6566 Araip.B10 6566 p2 (AG)7 14 21295951 21295964 GCTCTGAAGACAATCCCTGC TTTCTCTCTCCTCAGCGAGC 244

Ai10B6570 Araip.B10 6570 p2 (AG)20 40 21338673 21338712 AAGCAGAGCTTTTTCCCACA ATTTTCCTCCCAAACCCAAC 262

Ai10B6574 Araip.B10 6574 p2 (TC)6 12 21367248 21367259 TTAATGCCAGAAAAGGGCAC GGTAGTTGGGGAAGGGTGTT 254

Ai10B6576 Araip.B10 6576 p5 (GATAA)5 25 21375253 21375277 AAAGGCGGTTCCCTTAAAAA AGTAGTGGGGGCTGACCTTT 107
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Ai10B6577 Araip.B10 6577 p3 (CAT)5 15 21380982 21380996 CATCCACAATTCCATCCTCC GAAGGATCAAGTTCGGGTCA 218

Ai10B6578 Araip.B10 6578 p5 (GATAA)5 25 21384042 21384066 AAAGGCGGTTCCCTTAAAAA CCTGGGTGCTCCAGTGTATT 130

Ai10B6580 Araip.B10 6580 p3 (TGA)7 21 21399685 21399705 CAGCAGAAAAAGGGACCAAC GTGGCAAGTTTCCTCTGCTC 224

Ai10B6581 Araip.B10 6581 p2 (AG)6 12 21401009 21401020 GTTGATCCCACCAAGCTGAT AAAATGGTTTGATTTGGGTGA 179

Ai10B6582 Araip.B10 6582 p2 (CT)18 36 21402851 21402886 AAATATCCGCCGGTAAATCC GGAGAACAGAGGTGGAGCTG 265

Ai10B6584 Araip.B10 6584 p3 (GTC)5 15 21407460 21407474 GTCCCTGTCCTCGTCTTCAG GAGAGGGGGATCGAAGGTAG 107

Ai10B6586 Araip.B10 6586 p3 (TCA)6 18 21411758 21411775 GCAACAGTGTGAGCCCATAA TCAAGCTTGGCTTCAATCCT 269

Ai10B6587 Araip.B10 6587 p3 (TTG)5 15 21411971 21411985 GCAAACCAGGAAGGATTGAA GCAACTTGAAGGGTTGCCTA 188

Ai10B6588 Araip.B10 6588 p2 (TA)6 12 21418808 21418819 TGTTCTTGATTATGTGCGTGC ATGGCCGACGGTAAACATAA 127

Ai10B6590 Araip.B10 6590 c (T)10cttttttttgtctacaaacagagacaatggtgggttttgactcttttttattgtacatgaatgtttc(T)1188 21428872 21428959 TTGCTCAAAGTCTCAAACTCATC GCCTAAACCCGATTCATTCA 176

Ai10B6593 Araip.B10 6593 c (A)10tcaacacaacaagatggaatatttaatcaaaactagcaaaaaatcctcaaataggatactattcttggcattaccatcaacaattat(A)10107 21432568 21432674 CCTATTTGCCAGATTCATGGT TTTGTAATATTTGGTTGAGCAGAAA 246

Ai10B6595 Araip.B10 6595 p3 (ATC)5 15 21437310 21437324 GTGCTGCCAAAATGGCTAAT CTTGGAACACCTGGCTCATT 139

Ai10B6598 Araip.B10 6598 c (A)14gtgctacgcgacgcgaccgcatcagcgacgcgtccgcgtcgcaaggggagaagag(A)1079 21468017 21468095 TTCTTCCAGGAACCGAACAC CCAGCGTGACTCTCTGTTCA 134

Ai10B6599 Araip.B10 6599 p2 (TC)7 14 21468372 21468385 ATCGCGTCAATCCGTAAAAG AGATGCTCACGCATCACAAC 230

Ai10B6600 Araip.B10 6600 p2 (AG)7 14 21476501 21476514 TTTTTGACCCAGTTTTTGGC GTTGGGAACATTGAACCTGG 215

Ai10B6601 Araip.B10 6601 p2 (GA)8 16 21478067 21478082 CAGAGAGAGGAAGAGGGTTCG TGAAAACAACTAACCACTTTTTCAA 251

Ai10B6602 Araip.B10 6602 p2 (CT)7 14 21482329 21482342 CTTGGTGTTTTCCCTCCAAA TTTTGAAAAAGGGGGAGGAT 269

Ai10B6604 Araip.B10 6604 c (T)10aaattcattttccaaaacgacgtcgttttggtttat(A)1662 21502134 21502195 GAGAACCGTTGAGAACCAGG GGAGAGGGTTAGCCGTTAGG 253

Ai10B6607 Araip.B10 6607 p3 (AAG)5 15 21508114 21508128 TCCTCATCTTCTGCTGCTTCT ATCGTCGTGTTTCTCCTCGT 271

Ai10B6608 Araip.B10 6608 p3 (GAA)7 21 21508259 21508279 GAGAAACACGACGATGAAGATG TGCCTCCTCTTTTTCTTCTCC 102

Ai10B6611 Araip.B10 6611 c (T)11caaaaaataacatttcattt(A)1041 21510673 21510713 TCCGTGTGGCCTTAACTTTC AAATAGAGGGGAGGGGAGTG 196

Ai10B6613 Araip.B10 6613 p2 (GA)20 40 21518232 21518271 GCAAGGTTTGGCCTCATACA CGTGATCGTCGGTAAAACAA 126

Ai10B6616 Araip.B10 6616 p2 (TC)7 14 21523657 21523670 AGGGTACTTCATCGCCAGTG ATGGCGAATACTTCACAGCC 242

Ai10B6621 Araip.B10 6621 p3 (ATT)6 18 21546998 21547015 GCCGAATTGTCCACTCACTT CAACAACAACGACAACAACAA 267

Ai10B6622 Araip.B10 6622 c (TTG)8tcgtcttcttcctcttcttcttctcctcctcgtcgtcgtcataatcgtagttgttgttgttgtcgttgttgtcgtcgttgtcgtcgtcgtc(GTT)10145 21548310 21548454 GCGGTAGGGATCTAATTGAAAA AACTTGGCCCAGAAAGATCC 280

Ai10B6623 Araip.B10 6623 p3 (GAA)5 15 21581082 21581096 TTCCACAGCAATCAGAACCA GGTGAGTGCTCCTCGTCTTC 203

Ai10B6626 Araip.B10 6626 p2 (TA)6 12 21608618 21608629 AAATGAAAACAGTCCATAATTCGAG TGCAATTCTCTCTCTCTTTACTTTTT 200

Ai10B6627 Araip.B10 6627 c (GA)9agggtagtgccgtagtgggttagggttttttgtgagggaggggaatcggaaaactaagcatttatatgatctattttc(T)11107 21612183 21612289 CCTGAGAGAGAAGAGGGGCT AAAATTGGTCGAATTGCTGG 203

Ai10B6630 Araip.B10 6630 c (CAC)5aagctaaaccctaaaccctaaaccctaaaccctaaacc(CCA)671 21620574 21620644 TGAGGGTTAGGCTGACTTGG GTAGTGGTTCACCTGGGAGC 211

Ai10B6636 Araip.B10 6636 p2 (TC)8 16 21652407 21652422 TGAAGGGTGCAATTAGAGCA GATTGTGGGAGAGGGAGACA 255

Ai10B6637 Araip.B10 6637 p2 (TA)11 22 21656273 21656294 GCGAGCTCAGATGGTGTTTT TCAGTTGTGTTTGCTCAGCC 271

Ai10B6639 Araip.B10 6639 p2 (AG)6 12 21659727 21659738 TGTGGCTGTAAGTACCACACTTTT TCTCAGGAGAAAAACAACAACAA 275

Ai10B6640 Araip.B10 6640 c (A)10taata(AG)6 27 21665007 21665033 TCCTAAAAATTTGATCAGAGTCTCG GGCTAAAGCCTCAGGAGAAAA 266

Ai10B6645 Araip.B10 6645 p3 (GAT)5 15 21689219 21689233 GGTCACCTTGTTGGTAGCGT CACTTTAGCAGCAGACGCAG 183



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B6646 Araip.B10 6646 p3 (GAA)5 15 21695769 21695783 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai10B6647 Araip.B10 6647 p2 (AG)6 12 21699154 21699165 TTCTTGTCCTTGCTCCTGCT AATCCACTTCCCCCTCTCAT 244

Ai10B6649 Araip.B10 6649 p2 (AG)6 12 21722059 21722070 AGGCATCAATCATGCAATCA CGTAATCAACAAGGGAGATGAA 210

Ai10B6659 Araip.B10 6659 p3 (ATT)6 18 21755670 21755687 GGGAAACTATGCCATTTGAGC TGTGTTGAGCTCCCTTTATTCA 238

Ai10B6664 Araip.B10 6664 p2 (TA)7 14 21763588 21763601 AATTGTCATGATTGGCCTCC AGGGGAAAGCTCCCAAAATA 264

Ai10B6665 Araip.B10 6665 p4 (ATAG)6 24 21763980 21764003 CCTTCCCTTCAAAGCCTACC GGATGCTGGGAGTGATCTGT 267

Ai10B6668 Araip.B10 6668 p2 (GT)6 12 21765043 21765054 ATTTGAGTTTGAACGACGGG CACATCAAACCCACCATGAG 218

Ai10B6670 Araip.B10 6670 p3 (CTT)5 15 21767034 21767048 CCGACTCTCCTCCTCTTCCT CATGTTTGAAAACGACACCG 206

Ai10B6672 Araip.B10 6672 p2 (AT)6 12 21775199 21775210 GCTTCTCACGTAGCTTTGGC TGGACATTTTAGCATAGGTGTATTG 252

Ai10B6674 Araip.B10 6674 c (T)10attaaataaaagagtgattactactacaaaattaataattatataattttcaaacac(T)1077 21787490 21787566 CCAGCAGACCAAGGATTTTT TAGCCCGCTTGACTCTTTTT 248

Ai10B6675 Araip.B10 6675 p2 (AG)6 12 21799012 21799023 TGCAACATGGGATTTGAGAA GGAACATTGAACCTGTGATGAA 230

Ai10B6678 Araip.B10 6678 p3 (AGA)5 15 21862990 21863004 TGACTCAGAGGTGGAAGCCT ACCCACCTCACCCTCTCTTT 257

Ai10B6679 Araip.B10 6679 c (T)10cgaaaattaaaataaaaaattaaaataattagttaattaaaaagaatttttgaaaaagagggaagatattttcgaaaatt(AG)6102 21865773 21865874 GGTTCCCTTTAGGTGAGTGGA TTTCTTACCTTTTTCAAAACCACC 251

Ai10B6684 Araip.B10 6684 c (AC)20atcatagtttcaaaagatacagatatcaaactccaaactcgacctgcgaagctaaagtccgccagag(TA)6119 21879436 21879554 ATCACTCACGTCCGGGTAAG CCCTCATAGAGGTTGACTTGG 240

Ai10B6685 Araip.B10 6685 p2 (TA)7 14 21900979 21900992 TGAGCCCAGAGCTTGGTATT TTGTGAAAAGAAAAGCGCAA 118

Ai10B6687 Araip.B10 6687 p2 (AT)8 16 21905803 21905818 GACAGGGGATGTAACACCGT CTTAGCTTCGCAGGTTGAGC 277

Ai10B6688 Araip.B10 6688 p3 (AGA)5 15 21909647 21909661 TCGTCCTCGAGCAAAAGAAT AAGCCTCATTAGTGCAGGGA 229

Ai10B6690 Araip.B10 6690 c (T)11agtcaagagaacttttattgataatattttaggagtaaataggcttaaacaagt(A)12gattttctagaca(T)10100 21923140 21923239 GCATATCCGCACGTCTCAT GGGTCGGATATCGGGTATAA 273

Ai10B6695 Araip.B10 6695 c (TC)6tttttcatttctctattttttatttttaactaacacgtgttataagacacacatgcc(T)1382 21937352 21937433 GCTAAGCTTCGGCTTCACAG ATGACAAAGATGGCGATGAA 269

Ai10B6697 Araip.B10 6697 p2 (CT)6 12 21943861 21943872 CATGAAAGATGGGTCGGTTT GGAAGGAGACGAGCTTGTTG 196

Ai10B6698 Araip.B10 6698 p2 (AG)6 12 21948550 21948561 TAGCCCCTTTTCGCTGAGTA TGATGGAGACTGGATGTAGGC 247

Ai10B6701 Araip.B10 6701 p2 (AG)6 12 21962622 21962633 GGAGGGGTTGAATCTTAGCC AGGCTGCATTGCACTTAACA 245

Ai10B6702 Araip.B10 6702 p2 (CA)7 14 21966123 21966136 GTATCGTGGCTCCCATTACG GGCAGCTATCTGTCAAAGGC 224

Ai10B6704 Araip.B10 6704 p3 (AGG)7 21 21970688 21970708 GTAGCTGGAGCTGGAGGTTG ATAATTTGCAATGGCCTCCA 211

Ai10B6705 Araip.B10 6705 c (A)10gcgataatagaataacaaatagaaaata(T)1351 21973450 21973500 CACGGTGCGAAACTCTACAA TTCCGTAAAACCAAAAACGC 223

Ai10B6706 Araip.B10 6706 p3 (CTT)5 15 21974006 21974020 GGGGTTATCGAAATGGGATT GGTTCCCTCATGAAACGAAA 207

Ai10B6708 Araip.B10 6708 p3 (TAT)5 15 21975413 21975427 CCGCAATTGTTACCTCCCTA GTCCGTGCCGGTAGATTTTA 190

Ai10B6713 Araip.B10 6713 p3 (AGG)5 15 22008785 22008799 TGGGATTTACTGATGGAGCC AGGATCCTCCTCCAGATCGT 213

Ai10B6720 Araip.B10 6720 p4 (TTAA)6 24 22022915 22022938 TGAACTTTCACAATTCCATTGC TTCTTTCCTTGCCCCTTTTT 208

Ai10B6721 Araip.B10 6721 p3 (TAA)21 63 22025273 22025335 GGGTGGAGTGTTTGTGGGTA CATAAATCAAAGGACTCGGCA 165

Ai10B6724 Araip.B10 6724 p3 (TTC)10 30 22030785 22030814 GGCGAGTTAAAAGCTCCAAA AAACGAGTTGAATTGGGGTG 260

Ai10B6725 Araip.B10 6725 p3 (GTA)7 21 22030921 22030941 ATTTTCATATGCCGCTTGCT AAACGAGTTGAATTGGGGTG 156

Ai10B6726 Araip.B10 6726 p5 (ACTTT)5 25 22031232 22031256 CCAGCAGTGCATCGAAAGTA GCGCCAATTCAGCTAAACAC 176

Ai10B6727 Araip.B10 6727 p3 (CAT)5 15 22034090 22034104 GATTCTTCGCAAAAAGCGAC CGGCAAATGTTGAGAGAACA 172
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Ai10B6728 Araip.B10 6728 c (T)10aattgatggaataaaaatgtaatttctaattttttaatgg(T)1161 22035417 22035477 AATTATGAAGTTGGGGGAACG CAAAATCAATGATGATTAACCCTTC 253

Ai10B6732 Araip.B10 6732 p3 (ATC)6 18 22038236 22038253 TTTGCTCCTCCTCCATCATC CACTGAAATTGTTACAAAAGCACA 144

Ai10B6734 Araip.B10 6734 p2 (CT)12 24 22040521 22040544 GGATGTTCAGCCACCATTTT CACTTGTGCACTTCGGGTAA 199

Ai10B6735 Araip.B10 6735 p3 (GAA)5 15 22041103 22041117 ACGACAAGGATGAAACACGC AATCATGCCGTTCTTCTTCG 154

Ai10B6736 Araip.B10 6736 p2 (AT)6 12 22046904 22046915 TCGACTTCAAATGCAAAATAAGA ATCTCCCAGTCTCTGTCCCA 248

Ai10B6738 Araip.B10 6738 p3 (GAA)5 15 22062706 22062720 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 206

Ai10B6739 Araip.B10 6739 p2 (AG)7 14 22065894 22065907 GGGGATGTGAGATGAGGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 272

Ai10B6743 Araip.B10 6743 p2 (CT)6 12 22070994 22071005 TGTTTGTTTCTTATCTTTTTCAAAACT AGAGAGAGAGAGGGGGTTCG 277

Ai10B6744 Araip.B10 6744 p2 (CT)6 12 22071222 22071233 TCGAAAATTCTCTTCCCCCT GGGATCCTTTTTACCCCAGA 142

Ai10B6746 Araip.B10 6746 p2 (AG)11 22 22088182 22088203 TGAATGGATTGTGATGCTCC TGATGAGTCGAATAGAATAAAAGCA 243

Ai10B6755 Araip.B10 6755 c (A)14g(A)10 25 22130707 22130731 CAAGGTCAAAGAGACATGAAGG CTTCTAAGACCCAAAGGAACG 274

Ai10B6759 Araip.B10 6759 p2 (AT)9 18 22141739 22141756 GTCTTGCCACTTCTTGGAGC TTCAAAAATCCCTCCCCTCT 232

Ai10B6761 Araip.B10 6761 p2 (GA)7 14 22151556 22151569 AGGAGAGCTGCGATCAAAAA GGTAAACCCTAGTGGCAGCA 270

Ai10B6763 Araip.B10 6763 p3 (AAT)6 18 22160518 22160535 TTCTTGTCCTTGCTCCTGCT TTCGAAAATTATCCCTCCCC 238

Ai10B6764 Araip.B10 6764 p2 (GA)6 12 22160853 22160864 AGAATAAGATGGGGGAGGGA TTGATTTTCAAATTTGTTTCAACT 264

Ai10B6766 Araip.B10 6766 p2 (AT)8 16 22165682 22165697 AGATTGAGCTTGTGGACCGT TAGCACACTTTCTGCGTTGC 226

Ai10B6768 Araip.B10 6768 c (AG)6ttagttaggtag(T)1034 22182861 22182894 AAAGAGGGAAGGGATTTTCG TCAATCACATCTTTTTCAAAATCAA 198

Ai10B6774 Araip.B10 6774 c (TA)7tgttctgctcctttctcaagttagatttgttagaccggcaaatagaatgtctctttcaaagtcaaggaaactgtac(AT)6102 22191538 22191639 CACACAAAGCTGATTGGGAA CTCAATGGCTGCCACTACAT 280

Ai10B6775 Araip.B10 6775 p2 (AT)10 20 22191840 22191859 CAGCCATTGAGCAAACACAA AAATTTTGCGACAAAAACGC 216

Ai10B6776 Araip.B10 6776 c (T)11gtttcccttttta(T)1236 22192584 22192619 CATTTTGGCTCGTCTTGTCA CTTTGTCTTGGGGAGAACCA 236

Ai10B6783 Araip.B10 6783 p2 (CT)7 14 22211020 22211033 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 276

Ai10B6785 Araip.B10 6785 c (TC)6cctcttctctccat(TTC)541 22217115 22217155 AACCCTCTCTTCCCCTCCTT GCTTTTGTCTTCCCTTTCCC 216

Ai10B6788 Araip.B10 6788 p2 (TA)10 20 22229090 22229109 AAAGTTATTGTTATTTGGGGAAAAA TCGAAATTTACATCTCATCATGC 143

Ai10B6789 Araip.B10 6789 c (T)10cattttctttttcgccatttttctttctttttcgcatgcttatattttttttgcaacatgttttttctttttc(T)1093 22240642 22240734 CATTTTTGGGCAGTAATGGA TGTCATTTGCTTTTGTTTTCTGA 280

Ai10B6794 Araip.B10 6794 c (T)10gggatatttacagcattctgacttatgcactgctgtttagtactttgg(TA)670 22274504 22274573 AGTGTGGGGGAGGCTCTACT GGCTATTCACATCATCCAGTCA 280

Ai10B6797 Araip.B10 6797 p2 (AG)6 12 22289956 22289967 GTTTGGGAGGGAAATTGGTT TGCAGGGATGAGAAATCCTT 228

Ai10B6798 Araip.B10 6798 p5 (ATAAA)5 25 22297575 22297599 TGGCAAAAGAAAATGTGCAA ACCCACACACCCTACAGAGC 248

Ai10B6799 Araip.B10 6799 c (T)10c(T)11 22 22316842 22316863 CCGCTTAGGCCATGATTTTA TTGAAGCAAGAAAAAGCAGC 275

Ai10B6802 Araip.B10 6802 p2 (GA)8 16 22334861 22334876 AGAGAGGGAGAGAGGGTTCG GAAAACTCCTCACCACTTTTTCA 245

Ai10B6806 Araip.B10 6806 p2 (AT)13 26 22344461 22344486 AGCACATGGTTAGGGACAGC GCAGTGAAAAGCTTGCAGAA 155

Ai10B6807 Araip.B10 6807 p2 (AG)12 24 22346496 22346519 GGTATTTGGGGAAGGGTGTT GGCACCATTCTAGGCGTTTA 251

Ai10B6809 Araip.B10 6809 p2 (TA)6 12 22354302 22354313 TGGTTAGGTTCTCAACCCCA CAAACCAATCACAACACTTCAAA 261

Ai10B6822 Araip.B10 6822 p3 (GAA)5 15 22392977 22392991 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 208

Ai10B6823 Araip.B10 6823 p3 (GAA)5 15 22393500 22393514 GGTCCACAGATCCTGAGGTG AGCCCTCCATTCTTCCTCAT 269
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Ai10B6824 Araip.B10 6824 p2 (AG)8 16 22396680 22396695 TGAGAGAGAAAGAGGGTTTTCG TTGATTTTCAAATTTGTTTCAACT 260

Ai10B6827 Araip.B10 6827 p2 (GA)15 30 22407407 22407436 GTGGGCTCTCTTGTTTGCTC AGTCCTTGACCCCTCAGGAT 260

Ai10B6829 Araip.B10 6829 c (T)10ctttctttttctatttttttctttttcttttccatattgttcttctttttcttttgttcttttgttttttctcaaa(T)1096 22416230 22416325 GGGGCATTTTGTCCCTTATT TTGGAATATTGGGAATTGGG 215

Ai10B6830 Araip.B10 6830 p2 (GC)6 12 22418642 22418653 ATGAAGGGGTGAGTGTGTCC TTACACTAAGCCACCAGCCC 185

Ai10B6831 Araip.B10 6831 p4 (TTTA)5 20 22430056 22430075 CCAATGGAGGGTATGCAGAT GACCACTTTCTCCCTCCTCA 248

Ai10B6834 Araip.B10 6834 p3 (AAG)5 15 22443833 22443847 TGTCAACTGTTTTGTTAAGAGAGTCA AAAGATGACGTGGTTGGTGG 278

Ai10B6837 Araip.B10 6837 p2 (TC)6 12 22448198 22448209 TCACTCTCTCGTCCCTCGTT GCCTAGATTCAACCCCCTTC 274

Ai10B6838 Araip.B10 6838 c (T)12gaataaatattttaaatattttatttacaaatatgggtaacttggacacaatttaggttttgtatcttattacttatctcattcataatataaacgaa(AT)6122 22454496 22454617 AAGGGATGGAAGAGAGAATCG TGTGTTCACTCGTTACGTTCA 249

Ai10B6840 Araip.B10 6840 c (TC)9tgcatcaacttggatcgaagtcacccagagcccagaaagcatcggcggcgatgatgaggctctctccctcgcaccagcgtccttg(TC)7cttccctcacagctatgaaggggctt(TC)13169 22459423 22459591 CTTACGTCCCTGCCTCTCTC GAATAGGGGCATCTCATTGC 259

Ai10B6848 Araip.B10 6848 p5 (TCAAT)5 25 22488440 22488464 CGCATAATGAACCTAACGCC TGCACTTCTGAATCGAAACAA 280

Ai10B6849 Araip.B10 6849 c (T)10ctttc(T)10 25 22493250 22493274 AATCTCGTCGATCCTCCTCC TCGGAAATTCACCATCTTCA 155

Ai10B6851 Araip.B10 6851 c (A)11tcataaaaggaaaccctgatccccaacgcacccaaccccattcctctcttctcctctc(CT)681 22496452 22496532 TTTTCGGTTCAGAAACCGTC TTCGTCGATGACAATGAAGC 254

Ai10B6854 Araip.B10 6854 p3 (ACT)5 15 22501429 22501443 TCCGCATCTTCTCTTTCGTT CCGACGCGTACCCTAAAATA 228

Ai10B6865 Araip.B10 6865 p3 (TTC)5 15 22527016 22527030 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 246

Ai10B6871 Araip.B10 6871 c (T)10cgc(AT)6 25 22552065 22552089 GAGACAGCTTGGTTTAGCCG GCAGTGAAGAACAAAGCTTGC 242

Ai10B6872 Araip.B10 6872 p4 (TTTA)7 28 22557134 22557161 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 169

Ai10B6874 Araip.B10 6874 p2 (TC)6 12 22574062 22574073 CAGAAGAGGATGGCACCAGT GATAGGGAGACTGCGTCAGC 241

Ai10B6876 Araip.B10 6876 p2 (CT)6 12 22577416 22577427 CTAAGCCGTGAACCAGCATT GAGGGGAGGAGAAGATGGAG 232

Ai10B6877 Araip.B10 6877 c (TC)6ttttgtgcattaatggtggttcctccttttgccatcgcgagctccatcttctcctcccctcatca(TCT)8101 22577532 22577632 ACCATCCCCTTTCCACTCTC TTCCTGAAGCCAGAAACCTC 256

Ai10B6878 Araip.B10 6878 c (AGTG)5at(AG)7 36 22578025 22578060 GGCTGGGCTATGTTGATGTT GCAGCACCTAAACCACCACT 119

Ai10B6883 Araip.B10 6883 c (T)10aattatgtaaagagaaaacgtcattgacattttgataaaatatcactaatattttgtaa(T)1180 22599390 22599469 TTTGGTCATTTTGGTGGTAGC CCGTGGATCTTTATAAATCGTAA 237

Ai10B6885 Araip.B10 6885 p2 (AT)7 14 22603116 22603129 GTTCAAAATCTGCCGGTACG TCATAAGGGGGTTGGATGTC 250

Ai10B6888 Araip.B10 6888 p2 (AT)7 14 22605478 22605491 CCTTGCTAATGCTTCACCGT AATAAATGAAGGGGGTTGGG 189

Ai10B6889 Araip.B10 6889 p2 (TG)6 12 22610285 22610296 TCGAGAGTGGGTAGAAACCAA AGAACTGGGGAGTCCTTCGT 268

Ai10B6891 Araip.B10 6891 p3 (ATC)5 15 22617674 22617688 TGGCGAAAAATTCAAATGAT TGTGTGAGCCCTGAGAAGAA 253

Ai10B6892 Araip.B10 6892 p2 (AG)8 16 22628999 22629014 CACTGGTGGAAATTTTTGGG GGAACATTGAACCTGTGATTGA 262

Ai10B6893 Araip.B10 6893 p3 (AAT)6 18 22632355 22632372 TGTGGAAAAGTGGGATTGAA ACTTACCTTGGGGGCATTTT 250

Ai10B6894 Araip.B10 6894 p2 (AG)7 14 22633768 22633781 AAATCGCTGGTGGTGATTTC GGAACATTGAACCTGTGATTGA 264

Ai10B6895 Araip.B10 6895 p3 (ATA)5 15 22646416 22646430 TAATCGTGGCTCGTGACAAA TGCATCGATGTGAATTTGAT 216

Ai10B6899 Araip.B10 6899 p3 (AAG)19 57 22656778 22656834 GGTACATACCTGCCAAACGC CCTCTTGTGCGATCTCCTTC 254

Ai10B6901 Araip.B10 6901 p3 (GCC)5 15 22660123 22660137 GTTTCAGGGAAGAAGAGGGG CATCGAGCCAGAAAAAGGAG 129

Ai10B6905 Araip.B10 6905 p2 (AG)6 12 22665452 22665463 AAAACGAGGAAGCCACTGAA ACCCTTTTCCTTTTCCCAAA 234

Ai10B6912 Araip.B10 6912 p2 (AG)6 12 22694237 22694248 AAGTCCTGGCTGTTCTCCCT ATAGATGGCTCGGATTGGTG 198

Ai10B6916 Araip.B10 6916 p2 (AG)7 14 22709413 22709426 TTTATAAATGGCCGGGGTC GAAGCACCAACTTCCAACTCA 258
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Ai10B6918 Araip.B10 6918 c (TC)6(T)10 22 22715719 22715740 ACTACCCTTGCCTTTTGGCT GGTGGCAATGCTTTTTGTCT 266

Ai10B6920 Araip.B10 6920 p2 (CT)6 12 22732537 22732548 CGAAAACCATTACCTACTTTTTCAA ATTCGAATGCAGAGAGAGGG 250

Ai10B6923 Araip.B10 6923 p2 (AG)12 24 22748656 22748679 TTGTGCTTGCAAAGAGAGGA AAACACTCCACCGAACCAAA 279

Ai10B6925 Araip.B10 6925 p5 (AAATA)5 25 22757032 22757056 AAAAGATTGGCATTGGCAGA TTCCCTTCTTTCCCTTCTCA 214

Ai10B6927 Araip.B10 6927 c (T)13gaaaaagaactaagaaaattcgaaatttaacaagaacaaaaataaagactcaaacaaaaagataaaagatc(A)1094 22762610 22762703 CAAAGGGACCAAGATAAAAAGAGA GGATTTGATAAGCAACCGGA 280

Ai10B6929 Araip.B10 6929 p3 (CAA)5 15 22764669 22764683 ATCCACTCACTGTCCCCAAC CAATTTCGTTCTCCACGGTT 258

Ai10B6931 Araip.B10 6931 p2 (AG)8 16 22782162 22782177 GAAATTTTGAAAAAGAGGGAAGA ACAAAAGCTGGCGTTCAACT 255

Ai10B6935 Araip.B10 6935 c (A)10tttggta(T)10 27 22787024 22787050 AAACATGCAATTGACACCAAA TGAAAGCTTGGCTGGCTAGT 244

Ai10B6936 Araip.B10 6936 p3 (TGA)5 15 22791641 22791655 AACCACCACGTGCACATTTA TCCCCTTCATTTTCCATGAG 163

Ai10B6937 Araip.B10 6937 p2 (CT)8 16 22792318 22792333 TGAATGCCTCTAGATCCGAAA AATGACACATACAGCAAAAGCA 117

Ai10B6948 Araip.B10 6948 p3 (ATT)6 18 22858957 22858974 CTCCCTTCTTTTTCACATCCA TTGAACATGAAAACAACCCTTT 278

Ai10B6949 Araip.B10 6949 p3 (CAA)6 18 22874329 22874346 GCAATCCAATTTCCTCCCTT TTGTGGAAAACATTTCGCTG 257

Ai10B6952 Araip.B10 6952 p3 (GAG)6 18 22890884 22890901 AAGAAATCACAATGGGCTGG TTGGCCTTCCTGACTTGTCT 199

Ai10B6956 Araip.B10 6956 p2 (AG)6 12 22906276 22906287 TCAATTCAAATGTTGGAATCAAAT AATTACAGAACACGCCCCAG 280

Ai10B6957 Araip.B10 6957 p2 (AT)19 38 22907145 22907182 CAACCTCCCCACACTTAAACA TTTCTTTCCCATCTCATTTGC 279

Ai10B6961 Araip.B10 6961 p3 (TGA)5 15 22920740 22920754 TTGTTCTTTCAAGGGTTGAGTG GCAGGAAAAGAATGGAGCAA 254

Ai10B6965 Araip.B10 6965 p2 (TA)6 12 22930205 22930216 TGATGAACCTCACCGTGACT CGTCATCCAGCCCACTAATC 277

Ai10B6966 Araip.B10 6966 p3 (CTC)6 18 22931860 22931877 GGCAAAGAAAAACGCTCAAG TAGGCTGAGAAGGAGTCCCA 137

Ai10B6967 Araip.B10 6967 p2 (AT)10 20 22936753 22936772 CCTATTTATTGGGCCAGGGT CTTAATCGCCGACAGACCAT 268

Ai10B6968 Araip.B10 6968 c (TTTA)5tttttggcagacattgagagttgagagctcct(TA)766 22937803 22937868 GTACCGCGTCATGTGCTCTA GCATAAGGGATGAAATGGTCA 263

Ai10B6973 Araip.B10 6973 p2 (AT)10 20 22986433 22986452 CGGCAGAAACTTGGAAACAT CTGCACAAACAACCTGAAACA 274

Ai10B6976 Araip.B10 6976 p3 (GTG)5 15 22989240 22989254 GTGGGGTTAAGGTGTTGGTG GTGGCGAAAATCAAATTCGT 205

Ai10B6978 Araip.B10 6978 p3 (TTA)9 27 22991285 22991311 GTCACTCGGACCAAGTCCAT GCATCACAACACCATTACCAA 251

Ai10B6980 Araip.B10 6980 p3 (TAA)5 15 22996239 22996253 CACCTCATTCTGTGGACCCT CCACCTGCACTCCCACTTAT 218

Ai10B6984 Araip.B10 6984 c (A)10tttcggttttcgattttttttaacacccc(TA)6gagagagacagagagaaaggtaga(T)1085 23013331 23013415 TCAGAACCGAAAACCGAATC TGGCATATGTTCCCCTTTCT 189

Ai10B6989 Araip.B10 6989 p2 (AG)6 12 23028116 23028127 CAAGTGAAGATCTCAGGGGC CACGAGGGAGCATTAGGAAT 279

Ai10B6992 Araip.B10 6992 p2 (AT)9 18 23040886 23040903 TGATTGCCAAAATGAGAACG CATTGGATTCCCCACTACCA 273

Ai10B6994 Araip.B10 6994 p3 (AGA)6 18 23047909 23047926 TGATGGGCTTGTGAGATGAA TCAACATCTCTTTCCCACCC 276

Ai10B6995 Araip.B10 6995 p3 (AAT)6 18 23051491 23051508 TTTTTGTCCTTGCTCCTGCT CCCCTTCCTTTCTTCCACTC 123

Ai10B6996 Araip.B10 6996 p2 (AG)6 12 23051828 23051839 GAGATGAGAGAGGGAAGATTTCA TTGATTTTCAAATTTGGTTCAACT 257

Ai10B7000 Araip.B10 7000 p2 (GA)8 16 23067503 23067518 AACAGAGAAGCAACGACGGT CATCGCTGAACCCTTCTCTC 271

Ai10B7004 Araip.B10 7004 c (A)10ccggtttttaaccggttaaccaaaaccaaaaccaaattaaaatcaaaacctaatttcaaaaccaaattacatactctt(TC)10108 23083477 23083584 AAAACAATTTTAAAAACCATATCCA CCAGAGAATCAACAAAATTTATTTCC 271

Ai10B7008 Araip.B10 7008 c (TC)14ctctttctctcccttctctctctcctcctatctctctttttccctactctccctc(CT)899 23086169 23086267 CCGGTTAACAAACCAAATTACC GGATGGGGAGAGAGAAAAGG 243

Ai10B7011 Araip.B10 7011 c (TC)10cccttccctctttctctctcttcctctctttttctctttcttcctctctt(TC)6ccctcttcctcctctctctctcccttccctctctctt(TC)18155 23087409 23087563 GAGAAGCCATATTCAATTCACTCA GAGAGGGAGGGAGAGAAGGA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B7015 Araip.B10 7015 p4 (TATT)5 20 23095104 23095123 TTCGCGTTGTTTCATCTCAG GGTGAATGGTGATTTAACAAAAGA 179

Ai10B7016 Araip.B10 7016 c (CTT)5ttttatatattggtttgatttattgttactattattactattattaatattattaaaggtaa(ATT)15122 23095345 23095466 TTTATTTGTTGTTGTTGTTAGACTGTT GGAAGAAAGCGTGTGTACTGC 258

Ai10B7023 Araip.B10 7023 c (CT)6aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattttttatttttaatttc(A)1197 23157055 23157151 TTTCTTAACTTTTTCAAAACCACC ATGAGATGGGGGAGGGATAA 227

Ai10B7024 Araip.B10 7024 p3 (TAT)5 15 23157395 23157409 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai10B7027 Araip.B10 7027 p5 (AAGAT)5 25 23164210 23164234 AAAGGCGGTTCCCTTAAAGA TGCACTGCTGATCCTTCATC 239

Ai10B7028 Araip.B10 7028 p2 (AT)6 12 23198053 23198064 GTGTTTCTGTGTCCCGCTTT TCACTCGTGAGTATTGCGCT 237

Ai10B7029 Araip.B10 7029 p2 (AT)6 12 23201416 23201427 TAGTCAGTCCATTCCCCAGG CGTGAGCGTTACGACTTTTG 212

Ai10B7030 Araip.B10 7030 p2 (AT)9 18 23203169 23203186 GTTGAGCCTGGAGCTTGAAT CAACCCAAGCCCACAATTA 192

Ai10B7036 Araip.B10 7036 p2 (TA)7 14 23217018 23217031 TAAAAAGTCTCACGGCCCAC TGCAAAACGAAACCTCACTG 204

Ai10B7038 Araip.B10 7038 p2 (AT)10 20 23218322 23218341 CCACAAACTCAGCCCAATAGA GGGGAGGTTAAAGGGATTTT 280

Ai10B7039 Araip.B10 7039 p2 (CT)12 24 23222657 23222680 TAAAGAAGTCTCACGGCCCA TGAAGGAATAAGAAAAGAAATGATGA 246

Ai10B7040 Araip.B10 7040 c (TTC)6caaattcgtgcaggttcttcttcttcccttctcctcctct(TTC)676 23224102 23224177 ATCACGCACTCTTTTTCCGT GAGGAGGGGAAGAAGAAGGA 185

Ai10B7041 Araip.B10 7041 p5 (TCAAT)5 25 23224845 23224869 GCTTTTTGCATAATGAAGCG ATTGAATGGACGCAGGTGTT 173

Ai10B7042 Araip.B10 7042 p2 (TA)7 14 23226275 23226288 CGCGAATACAAACCGAAACT TCCCTATTTCCACCCCTTTC 278

Ai10B7043 Araip.B10 7043 p4 (TCTT)5 20 23235043 23235062 CTGGATTGGCCGATGTATCT TGAAAAAGAGCAAGCAAGCA 234

Ai10B7048 Araip.B10 7048 p2 (TA)10 20 23267942 23267961 TGCCCGTACTTGTGTTCTTG ATGATTTGCATGCCCAATTT 232

Ai10B7053 Araip.B10 7053 p2 (TA)12 24 23288827 23288850 CCACAATGGTGAAGCACAAA AACACCCGCATTTGAATAAGA 234

Ai10B7054 Araip.B10 7054 p3 (CTT)7 21 23294368 23294388 CAAGTTCCTTCCACTCCACG CGAAGAAAAAGATGAACGACG 256

Ai10B7056 Araip.B10 7056 c (T)14gcgttctttcttcttcttcgccttcttccttttttgtcttcgcattcctcttcctcctcttcctcctc(CTT)6cgtattcttccttcttcttctttgcatttttttccttcttcttcgcgt(TTC)6166 23299069 23299234 CGCATATTTTAATAACGCAAACA CAACAACAGCAACGAGGAAA 237

Ai10B7057 Araip.B10 7057 p3 (AGG)9 27 23300187 23300213 TCAGCATCAAGTGAACCTCAA AATTTGTGCACGCAAGTTCT 209

Ai10B7058 Araip.B10 7058 p2 (AT)10 20 23301769 23301788 CGTGAATAGTCTTCCAAAACAAA GAAATTTGAGGACTACTTTTAGATGGA 258

Ai10B7059 Araip.B10 7059 c (AT)6aatggtcttcattggatgaagattaatagatctcatttattaaat(TA)669 23303641 23303709 TGGTCATAGGATTATTAAAAAGGACA TGACAGTCACAGGTCAAAGGA 250

Ai10B7060 Araip.B10 7060 p3 (AAT)9 27 23315433 23315459 CAGATAAGCAGCAGATGCACA TATTGTTGCTCCACCGTCAG 234

Ai10B7063 Araip.B10 7063 p3 (TAT)6 18 23318389 23318406 TTTGGATCATCTTCAATGGG AATTGTTAGGGACCAATCGAG 278

Ai10B7064 Araip.B10 7064 p2 (TA)7 14 23319644 23319657 ATTGGGGAAGAACAGTGTCG CCTTCAACGTTAGGGACCAA 235

Ai10B7065 Araip.B10 7065 c (A)11tctgacacctcaaaaatcgcagcctacattttgcgtttaccaaaaaaattgacataaaaagcaaaacgcaagctgcgttttgttattcc(A)14114 23321133 23321246 TGGAGGGAAGTCTGAAGTCAC CGCAGTCTGCATTTTGTGAT 251

Ai10B7068 Araip.B10 7068 p2 (CT)6 12 23325639 23325650 GCGATGTAGCAGCAAGCATA CGTGTGTCGCTGATAGAGGA 270

Ai10B7070 Araip.B10 7070 p2 (TC)8 16 23339168 23339183 CCCTTACTTGAAGCGCAATC GAAAAGGAAAGAGGGAAGAAGAA 236

Ai10B7075 Araip.B10 7075 c (T)10attagtgt(TA)630 23362382 23362411 GAAGGGGTGAAAGGACAACA TGGTCGGTATTTCGCATACA 179

Ai10B7087 Araip.B10 7087 p2 (AT)6 12 23404943 23404954 CGCTGAACGCCAATGACTAT TTTGGGACATGCTAATGACA 280

Ai10B7091 Araip.B10 7091 p2 (AT)8 16 23414002 23414017 AACGCCAATGACTATTGTTTGA TGGTACATGCTAATGACATTGAAA 277

Ai10B7092 Araip.B10 7092 p2 (AT)8 16 23415194 23415209 ACAGCTGAATTCATGTCTTCCT GAAAACAACAATAAAATGATGAGATTT 141

Ai10B7093 Araip.B10 7093 p3 (TAA)5 15 23416966 23416980 TTCCAAGACCAAACATGCTG TCCAAGATTTTGAGTGTGTTTTC 187

Ai10B7107 Araip.B10 7107 p3 (TAT)12 36 23448598 23448633 CCGACACACGAACATGGTAA ATTGGGAGCCACACAAATTC 271
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Ai10B7109 Araip.B10 7109 p3 (AAT)6 18 23453150 23453167 CATTGCAACATTCTAGGACCC CCCTAGTTTTCAGCACTCTCTCTC 277

Ai10B7113 Araip.B10 7113 c (T)11gg(T)10 23 23465633 23465655 CCCTTTTGGGTTGTTTCCTC GGACATCATCAAGATGGCAG 204

Ai10B7115 Araip.B10 7115 p2 (AT)6 12 23477463 23477474 GAGATCCGAGGGTTTGGAAT ACCGGATAAACGCAAAGATG 263

Ai10B7120 Araip.B10 7120 p4 (AAAT)6 24 23506710 23506733 GGATTGGATTGTGAATTTTGTGT TCGGATATATCTGCAAAATATAAAAA 270

Ai10B7124 Araip.B10 7124 p2 (CT)10 20 23512461 23512480 AAAGCACAAACCTTCTCCCA GAGAGGATAGGAGGAACGGG 189

Ai10B7127 Araip.B10 7127 c (TGA)5a(AAG)5 31 23517791 23517821 TCTTCCGAGTAATTTTGCAGC TGCATGATTCAAAACTCTTCCT 231

Ai10B7128 Araip.B10 7128 c (GAT)17gaaa(AAG)570 23518575 23518644 GAATGTAGGTTCATCCTCTTCCA TCCCTCCTCCTCATCTTCTG 250

Ai10B7129 Araip.B10 7129 p3 (TTA)5 15 23519721 23519735 TCGAGCTAATCCCGAGAGAA TTGTGGTGTAAAGATCGTCCTG 247

Ai10B7130 Araip.B10 7130 c (T)10gttgtacagacatgttgcttttaatatttatatactatttttttgttttggacttcagcccaatatctgaaacttataaaaaaaatctaaaatttat(A)10117 23520307 23520423 TCTCAACGTGTACGTAATAGAATGAA TGAATGGTCTGGATTTAAAAAGG 270

Ai10B7131 Araip.B10 7131 p2 (CT)6 12 23524691 23524702 TGTTGTCGTCACCACCATCT AGGAGAGAGGAGCAAAAGGG 252

Ai10B7132 Araip.B10 7132 p3 (GAG)6 18 23527783 23527800 GACTCAAGGCCACAGGACC CGGTAAATCCGACGGTAATG 275

Ai10B7135 Araip.B10 7135 c (AT)8cattcttgcctttctttctttctctctt(TC)656 23531066 23531121 CCCAAAACTGCCCTTTACAA GCCAAAGGAAAGATCACCTG 256

Ai10B7139 Araip.B10 7139 c (A)10taaaaatagactattgctaaaacacaaatcaaaatactgtgtatagtagaaaaatagaattttgag(A)1086 23542915 23543000 GCCGGTAAAGCTCTCCTTCT TTGCTACTCAACAGTGTAAGGGA 269

Ai10B7140 Araip.B10 7140 c (A)12cattttcttaatttagttagtaacgatttattgtttttaaattgtgtttgcattgtggttgttgaaatagttgtattgcaccgttgt(TAA)13138 23545650 23545787 AGGGATAACGTGCAACATCA CCGAACTATAGCATTTATAGCCAA 252

Ai10B7141 Araip.B10 7141 p3 (AAC)6 18 23562975 23562992 GGACGAGCTATACAGCAGCC TTTTTCATCGGCTCACACAC 103

Ai10B7143 Araip.B10 7143 p2 (AG)8 16 23569952 23569967 AAACCTGGGATCGAGAGTCA GCGTCGCAGTGACAGAAATA 246

Ai10B7144 Araip.B10 7144 p2 (AT)6 12 23571061 23571072 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 255

Ai10B7147 Araip.B10 7147 p2 (AG)6 12 23576573 23576584 AAACCTGGGATCGAGAGTCA TGGGCTGTTTTCGACCTAGT 209

Ai10B7151 Araip.B10 7151 p2 (TA)13 26 23595803 23595828 GGCATTGCATAGCATTGAGA GCGGTCCACACCAAAAGTAT 251

Ai10B7153 Araip.B10 7153 p2 (AG)9 18 23613461 23613478 CAAGTGCAGGTGAAGATGGA AAGCATTCAGGTTCTCCCCT 200

Ai10B7159 Araip.B10 7159 p2 (AT)6 12 23647792 23647803 TGTAATAATTTGAGAGTCGATAAACAA TGATTATATTTTTAATGTGGAGTGAAA 249

Ai10B7162 Araip.B10 7162 p3 (ATA)13 39 23652937 23652975 AGGACTTGGTGGCTCTTTCA TGCTCATCCAAGATTTCTTCC 275

Ai10B7163 Araip.B10 7163 p3 (GGA)7 21 23655203 23655223 GGTCAGCGCTTTGTTATGGT TTCAACAAATCTGCCACCAA 222

Ai10B7166 Araip.B10 7166 p3 (TCT)19 57 23657775 23657831 GCGCTTTCACGTTTTTCTTC AATTGGAGCGATAGCGAGAA 211

Ai10B7168 Araip.B10 7168 p2 (TA)9 18 23667292 23667309 AACCATGCAACAACATGGG TGTTTCTAAAGGGACATAATGATGAA 111

Ai10B7172 Araip.B10 7172 c (GA)7gta(AG)6 29 23672055 23672083 GCAAAGACTCCAATGTGCAA TCGTTCTACCCTTCCCTGTG 267

Ai10B7181 Araip.B10 7181 c (AT)8(A)10 26 23705060 23705085 GCTCAACCGCAGTACAAGTG ATGGCTCATTTGGATAACGC 240

Ai10B7183 Araip.B10 7183 c (TA)6acactaataac(A)1033 23720477 23720509 TGGTCGGTATTTCGCATACA GAAGGGGTGAAAGGACAACA 182

Ai10B7187 Araip.B10 7187 c (T)10attataaagggacaaaacgtcatacacgttttgt(A)1155 23735092 23735146 CAATTTTAATGCGAAATGCAA CATTCTCAATCCCCAAAGGA 280

Ai10B7188 Araip.B10 7188 p3 (ATT)5 15 23739907 23739921 TATATAGGGGCACTGTGGGC TGTGCATTCAACCTTCCAAA 209

Ai10B7190 Araip.B10 7190 c (A)11cataacccagaaaagagttttattcaataaaaaattctacatcccttcatccatccgacctcctactattttctcagg(A)1099 23741299 23741397 TTCTCGTAAAAGGAAATGTGTCT TTCCAATATCTTCTATTCAACATTGC 170

Ai10B7191 Araip.B10 7191 c (T)13attatcatcaccatattcgtcttc(T)1047 23742330 23742376 AGCACGAAGATTTTGGGTGT TGAATGTAAGTTCATCCTCTTTCAA 237

Ai10B7192 Araip.B10 7192 c (A)10c(A)10 21 23742822 23742842 TGGTTCTTCTTCCTCATCTTCTT CACGTTCCTCCTTCTCCTTC 218

Ai10B7194 Araip.B10 7194 p3 (CTC)6 18 23757237 23757254 GCGCAGGAGTCTTACCAGAG ACCTCACCAGAAGAGCCAGA 233
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Ai10B7197 Araip.B10 7197 c (A)11tatctttccctttttctctcatcaaattcgaaaattaagttgactttttcaaaaattt(A)1382 23763853 23763934 TCATTTTTCTTGTTTTTCTCTTTCA TCCGCTTATCACAACACCAA 279

Ai10B7198 Araip.B10 7198 p2 (TA)6 12 23765242 23765253 AACCAAACATAGGCAAACCG GTCACGTGGAAAGCCGTAAT 249

Ai10B7208 Araip.B10 7208 c (ATG)12accatgatgataa(TGG)6gttcttgttcaacttgggcttcttggttgattttggagaaagttc(TGA)5ccatgatgatac(TGG)5154 23776403 23776556 TGGTGGTGGTTCTGTTTTGA TTCTCCCTTCACCCCAAAAT 252

Ai10B7210 Araip.B10 7210 p2 (AC)10 20 23778576 23778595 CGATCCCAAGTTAGGTCCAA TAGAAACAACGGGCTTAGCG 235

Ai10B7211 Araip.B10 7211 p2 (GA)6 12 23780149 23780160 TTGAAACATGGGAAAGGTCC TCCTCAACTCATCACCACCA 223

Ai10B7212 Araip.B10 7212 p2 (AT)7 14 23786661 23786674 GACGCAAATGCTGATCTTGA TGAGTGGATGGACTGATGGA 178

Ai10B7215 Araip.B10 7215 p3 (TCA)5 15 23814394 23814408 GCAGTTTCGGCTTCTCTCAC CCACATGGGAAGACTTGGAG 262

Ai10B7216 Araip.B10 7216 p2 (TC)6 12 23821790 23821801 CAAGTTTGACGATGGCAGAA GCCGTTGGAGTTTCATTGTC 229

Ai10B7217 Araip.B10 7217 p2 (TC)8 16 23822127 23822142 AGACGTGAGCAGAAGGAAGC ACACCCAGCAACAGAAATCC 141

Ai10B7220 Araip.B10 7220 p3 (ATC)8 24 23831659 23831682 AGGCTTCGAAACTGGAGAGA GAAACTAGCAGTGGGGCAAG 189

Ai10B7225 Araip.B10 7225 p2 (TG)7 14 23841567 23841580 ACGGGGTTTAGGGAACAAAT TTCTCGCAATGCTGATTCTG 213

Ai10B7235 Araip.B10 7235 p3 (AAT)9 27 23858268 23858294 TCTCATCGTCCCGTACTTGT TCAAAATCGAAGTTAATGGCG 220

Ai10B7237 Araip.B10 7237 p2 (AT)6 12 23870530 23870541 TCGATTTCGTAATCATATGGAAGA TTTCCAAACAGTGACCGGAT 262

Ai10B7238 Araip.B10 7238 p3 (GTT)6 18 23870761 23870778 CGGTCACTGTTTGGAAAAGAA CACCGTTGAACACCATGATT 279

Ai10B7242 Araip.B10 7242 c (A)10cgaagcaagaataccagtaataaacgcaagtaaaacaactaataaaaaggcaaagagaataacgaagaaatacatg(GAGGAA)5116 23876221 23876336 TCGTTTGGGTGTATTTCTGAAG CGGGTCTTTTAATGCGTTATTC 259

Ai10B7243 Araip.B10 7243 p3 (TAT)6 18 23879650 23879667 TTTGCTGCCTACTGTTACTGTCA AGGTTGTTGGCAGAGAACGA 192

Ai10B7246 Araip.B10 7246 p2 (AT)10 20 23891587 23891606 ATCATCCAACTGACGGAAGG TGTCGGATTGAAAATAACCG 276

Ai10B7257 Araip.B10 7257 c (T)10ggtttgtacattagagtaggag(TA)950 23926525 23926574 TTTCACGTTTGAATTGATTTGTTT GTTTCACTCGACCCATCCAC 239

Ai10B7259 Araip.B10 7259 p4 (ATTA)5 20 23929330 23929349 TCCTTTTGAAACACAAAACCA ACCACCGATCCTTCTTCCTT 278

Ai10B7268 Araip.B10 7268 p3 (CTC)7 21 23962044 23962064 CTTCAATGTGGCTGGTGCTA AAAAGGAGGAGGAGAAACGC 254

Ai10B7269 Araip.B10 7269 p2 (TA)7 14 23964515 23964528 TATTTGGCTCTGCTGTGCTG GGGTGGTAAAGCTGGGTTTC 133

Ai10B7271 Araip.B10 7271 p2 (TA)7 14 23969875 23969888 ATTTTGCTTGATCCACCGAG GCTTATCTCCCCCTCCATTC 185

Ai10B7275 Araip.B10 7275 p3 (AAT)5 15 23987023 23987037 CCTTTCAGGCTCTGGATCTG GCCTCCTCACAGTTGTGTTTC 197

Ai10B7276 Araip.B10 7276 p2 (AC)20 40 23992928 23992967 AAACCATTTTCTGCACTGGG TCGTGGCAGCTTTATGACAA 276

Ai10B7277 Araip.B10 7277 p2 (AT)6 12 23998891 23998902 CGTGCATGAAGACTTTTTCG CAGGCGTCATCTTTCCAGTT 185

Ai10B7278 Araip.B10 7278 p2 (AT)6 12 23999726 23999737 TGGATATGGGTATGGGTATGG AACGAAAAGGTCTTCATGCAC 219

Ai10B7282 Araip.B10 7282 p2 (AT)12 24 24009054 24009077 TGCATGAAAACGGGTACAGA ATAGCTGACCTTCGCCACAC 261

Ai10B7284 Araip.B10 7284 p2 (AT)16 32 24010580 24010611 TTGTATTCCAACCCGTGTTTT TAATGGTGCTTCCCAGTTCC 201

Ai10B7285 Araip.B10 7285 p3 (TCT)6 18 24011714 24011731 CCCTAAATCCCCAAATTCTCA GCTAGTGTTCAACAACGGCA 228

Ai10B7288 Araip.B10 7288 p2 (CT)6 12 24029215 24029226 GCGTGTGTCTCTCCATAACG AAGTGACACTCCAACACACACC 122

Ai10B7290 Araip.B10 7290 p2 (GA)20 40 24063123 24063162 TAAAGCCACACTCGAATCCC ACTCGATTGACTCCAGTGGC 254

Ai10B7291 Araip.B10 7291 p2 (AT)6 12 24066298 24066309 GCACAATGCTCAAGAATAAGGA CAGATGCAGGTCGAGAGACA 265

Ai10B7293 Araip.B10 7293 p2 (AT)6 12 24071445 24071456 TGGAATCCTTGTGTTTAAAGTGG TGTTCGGCCTTGTTAGCTTT 280

Ai10B7294 Araip.B10 7294 p3 (AGA)5 15 24072140 24072154 GTGAAGAATTTGGGCTTGGA CGGAACCTGAACCTTAACCA 177
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Ai10B7296 Araip.B10 7296 p3 (TCT)5 15 24076257 24076271 TGATCCGAGCATCCAATGTA TGTTTTGCAGCGAAGAAATG 239

Ai10B7298 Araip.B10 7298 p2 (AG)10 20 24086430 24086449 TCCATAACGACTTTGCACCA GACTCCTTTAATGCACCGTGA 264

Ai10B7299 Araip.B10 7299 p3 (TGT)5 15 24090563 24090577 GTTGGGTTCCTGTTTCTGCT CAACCAACCATGGCAACATA 270

Ai10B7304 Araip.B10 7304 p3 (CAC)5 15 24108735 24108749 TGGTCAAACGTGGAACATAA GGAGGATGGAAAAGAAGAGGA 278

Ai10B7305 Araip.B10 7305 c (TCA)18tcttgtattttaccctctttt(ATC)590 24109446 24109535 TCAATGCCACTCAATTAGTTCAA TGACACATGTTCTTGTTAATAGGG 207

Ai10B7307 Araip.B10 7307 c (TTTTC)7tttcta(T)1051 24118308 24118358 ACATTTCTAGCATGGTGGGG TGCCTTCAAAATAAAAATTTCCC 153

Ai10B7308 Araip.B10 7308 c (T)10cggtttttttacgatttttttccgag(T)2965 24118915 24118979 TTGAGAGACCGAAACACAAAAA TTGTTATGGTGATGCCATGC 255

Ai10B7311 Araip.B10 7311 p3 (CAC)5 15 24127009 24127023 GCTCCTGATATGACACCCGT TGAAATTCCCGTGAGAATCC 276

Ai10B7313 Araip.B10 7313 p3 (TAT)6 18 24142194 24142211 TCATGTGTCAGTCCCTTATTCTT TCTAATTACGGAACGCTATTTCAA 269

Ai10B7324 Araip.B10 7324 c (A)10gtggcgaaaaaaataaagaaaaagaaag(A)1048 24193132 24193179 TGAAGCAAGAAAAAGCAGTGAA GCCTTGGATCCTTTTTACCC 147

Ai10B7325 Araip.B10 7325 p2 (TC)6 12 24197438 24197449 GGGCGGACTTTTCTATTTGTC ACGGATTTGAGAGGCAGAGA 247

Ai10B7326 Araip.B10 7326 c (TGA)8aatct(A)13 42 24199345 24199386 TTGTTTTAGAAAATGGAACCAAGA CGTAATTTTGCCACTCTCCC 225

Ai10B7327 Araip.B10 7327 p3 (TCA)5 15 24204100 24204114 ATCCTAACCCCAACACTCCC TCTTGATTGCGAGAAACGGT 192

Ai10B7331 Araip.B10 7331 p2 (TC)7 14 24220464 24220477 GTAGAAGTTTTCCCCACCCG CCCTAATTTGCGCGTATCAT 182

Ai10B7335 Araip.B10 7335 p4 (CATA)10 40 24230201 24230240 GCAACAGGAGGGGATAATCA TACCCTGGCTATGACCCTTG 260

Ai10B7345 Araip.B10 7345 c (CTTT)6tttcctgtgtttctaactaaaatcac(AAT)565 24262486 24262550 TGAGATGGATTGGGGAGAAG TCAACTCTTCAAAATTAAAATCCG 205

Ai10B7349 Araip.B10 7349 c (T)10ataatagatttctaatagaattcaaaaacattaatgctttttaatatttggcataaaaaaaaattagaatggataataataat(A)11104 24265650 24265753 TTTTGAATCATGAATTTCAGGTG CCAACCATTCTTTAATATTGGCA 198

Ai10B7354 Araip.B10 7354 p2 (AG)7 14 24280334 24280347 CGTCATATTTACAATTACCGCC TGAATATCGTGGGAAGCAAA 189

Ai10B7357 Araip.B10 7357 p2 (TA)10 20 24295770 24295789 GCGAGAAGAAGAACGACCAA TTGTTATGCCATTGTTGGCT 273

Ai10B7359 Araip.B10 7359 p2 (AT)9 18 24310776 24310793 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 263

Ai10B7360 Araip.B10 7360 p2 (AT)17 34 24318791 24318824 AGGGTTGTAATGGGGATGAG AAAATTTCCCCAATGCAAAA 266

Ai10B7361 Araip.B10 7361 p4 (ATTT)5 20 24321207 24321226 TCCTAATGCACTTGTGACGC GAGACGACTCGCCATGGTAT 192

Ai10B7362 Araip.B10 7362 p2 (CT)6 12 24324575 24324586 GGAACATTGAACCTGTGATGAA ATCAGCGTGGCAGATTTCTT 256

Ai10B7368 Araip.B10 7368 c (T)11agtcac(A)11 28 24347830 24347857 TTCTTGGCTTGGATTGAGAAA TCAAGGCAATTAACTAGAGGAGAGA 266

Ai10B7371 Araip.B10 7371 p2 (AT)10 20 24375758 24375777 TGATGCACCTGAATAGACAAAA GGGTGCTATGTCGCTCATTC 275

Ai10B7372 Araip.B10 7372 p2 (AG)7 14 24384376 24384389 CGAAAATCAGCGTGACAGAA TGAACCTGGGATTGGAGAAA 249

Ai10B7374 Araip.B10 7374 c (A)10caaaag(A)10 26 24394334 24394359 GGAAACGTTTGGTTTTGGAA TAATTTGGGGCATTTTGTCC 203

Ai10B7375 Araip.B10 7375 p2 (AG)6 12 24395703 24395714 CGAAAATCAGCGTGACAGAA AAAGGAATATTGAACCTGGGA 269

Ai10B7381 Araip.B10 7381 p2 (CT)33 66 24420820 24420885 CCCACGTCTCTCATCTCACA AGGCTTGGTAATGATGGTGG 215

Ai10B7382 Araip.B10 7382 p3 (TTC)5 15 24421102 24421116 ATTCGGATTCACCACACCTC AGCTAGAGAGCCAGAGTGCG 242

Ai10B7387 Araip.B10 7387 p3 (ACA)5 15 24431256 24431270 TGCTTGTTGAAGATGTACTTGATTT AACATCCAGTCAGGAGGGTG 255

Ai10B7388 Araip.B10 7388 p3 (TTA)13 39 24434888 24434926 CGACACCCCTGTAGCAGATT CCATTTCACCCTTTGCTTGT 279

Ai10B7389 Araip.B10 7389 p2 (AT)10 20 24435252 24435271 GCCTTACAAGGTTAATGGAATGA TGTTGTTGCGACTTGTGTGA 275

Ai10B7390 Araip.B10 7390 p3 (CAT)5 15 24435375 24435389 TCCTAAGTCCTCACACAAGTCG CGAAAGGAAGAACGGAATCA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B7393 Araip.B10 7393 c (T)12gggcgggtcgttcactaatcggacaatccaattttattgtttaaaaaaatttgaatcaccatgaaagaggttggacggtccgatttgagttta(AT)7119 24446777 24446895 AATTGGACCCAGCGATTTCT GAAGATGAAGTGGGCTGCTC 183

Ai10B7394 Araip.B10 7394 p2 (CT)6 12 24462995 24463006 CCTGGAATTGGGAAGAAACA AAAAACCAGCGACCTGTACG 257

Ai10B7395 Araip.B10 7395 p2 (AT)7 14 24464109 24464122 CAAGGTTGTAGTGGGGTTAAGG TCAATGCACATGTGGTGAAA 219

Ai10B7399 Araip.B10 7399 c (GA)8ggaacttacatgaataagatggcgcggcggcgggctcggcgg(AGA)573 24485082 24485154 GCTCATAGTGACAGCGACCA TCACTCAATTCCCCCAAAAC 273

Ai10B7401 Araip.B10 7401 c (T)10cttttcggttcttatacaagtttcatattttgttcaacaaaatt(A)1165 24486745 24486809 GCTTATTGCCCGAGCTTCTA TTTTACCTCAGTTTTGATGATTAATTT 239

Ai10B7403 Araip.B10 7403 p2 (AT)8 16 24493227 24493242 CAGGCCTATTGCCATCACTT TTGTGAGTTCAACACTCACTTTTT 229

Ai10B7405 Araip.B10 7405 p2 (TA)11 22 24497349 24497370 TTTTTGTACAGGACACAAGCAA CAGAGTCTCGTGCTGATAACG 252

Ai10B7408 Araip.B10 7408 c (T)11aa(T)11 24 24507981 24508004 TTTTGGCGGTTTGATCACTT GATTGAAAAATCAAAATTTAATCCA 248

Ai10B7409 Araip.B10 7409 p2 (AG)9 18 24521071 24521088 GGGAGGGAAAGGTTTTGAAG GTTTAACGCCAGAAATGGGA 280

Ai10B7414 Araip.B10 7414 p2 (AC)21 42 24535155 24535196 GTGCCACAGTCTCAGGTCAA TCTGGGTTTGGACAACTTCC 262

Ai10B7419 Araip.B10 7419 p3 (ATC)6 18 24546988 24547005 TGAGGTGTGGTTCGAATCTG TGAGAAGGTGAAACAAGAAGAAAA 276

Ai10B7420 Araip.B10 7420 p3 (CTT)5 15 24547683 24547697 CGTAGCAAAATTTCGGGGTA TGAAAAGGCGAAACAAGAATG 199

Ai10B7426 Araip.B10 7426 p3 (ACT)6 18 24551838 24551855 AGAAACACCCATTGTGGAGC AATGATTGTGATGCCTGGGT 188

Ai10B7427 Araip.B10 7427 p2 (TG)6 12 24552720 24552731 TTTGATCATGCTGGTTCTCG TTGGTTTGGCCCACTTAGTC 130

Ai10B7431 Araip.B10 7431 p3 (TTG)5 15 24562210 24562224 CGTTTGATTCATGTAGCCGA TTTTCCTTAGATGTGTTTGGATGA 280

Ai10B7435 Araip.B10 7435 p2 (AT)7 14 24583517 24583530 GCCTACTGCAAAAACTGGGT TCCTGGGGTCGTACTTTCAA 280

Ai10B7436 Araip.B10 7436 p2 (AT)8 16 24589241 24589256 TAGCTTCCGAAACTTGTGGG CAAAATTACAGCCCCTCCAA 245

Ai10B7438 Araip.B10 7438 p2 (AT)19 38 24590583 24590620 TAGGTGTGAGAAGGCAGGTG TATGCCCAGGAGGAACAAAG 250

Ai10B7443 Araip.B10 7443 c (T)10gtctcctc(T)1230 24607681 24607710 TTCGTATAATGGCCTAAAGTGGA TGGAGGTGGTGGTAATAGTGG 255

Ai10B7444 Araip.B10 7444 p3 (CTC)5 15 24611070 24611084 CGTCGTTATTACCACCACCA TTTGTTTGTGTTTTGCCATCA 207

Ai10B7446 Araip.B10 7446 c (A)10tcaatgctgcaaaattattaaaaaaaagaaaaaaaaatgcaacag(CAA)570 24612018 24612087 TCCTCTTCATCTTCTGCTGATTC CGTGTTTTCTTCCAATTGTCC 245

Ai10B7447 Araip.B10 7447 c (TA)6tgcaattttac(T)1033 24612779 24612811 ACTGACGTGGCATGATTCTG GAAGAATTAGCATCACAAGTAGAATTT 278

Ai10B7454 Araip.B10 7454 p2 (AC)6 12 24633819 24633830 GCTTTCGTGTTCCTAGTCGC TTGCAGTTGGGACCTAATGA 250

Ai10B7461 Araip.B10 7461 p3 (AAT)7 21 24650922 24650942 AAACTCCAAGCTCAACCTGC CAAGAGGCACCTTGTTAGGC 232

Ai10B7463 Araip.B10 7463 p3 (GAA)6 18 24659582 24659599 TGCAATTGAATTTTGTTAACCG TTCCACCATTTCATTCTTCTTG 179

Ai10B7464 Araip.B10 7464 p3 (GGA)5 15 24662717 24662731 ATAGGTTTGGTGGTTGGCAG ATACAACCTCCACCACTCCG 193

Ai10B7467 Araip.B10 7467 p2 (GA)6 12 24672486 24672497 CAACATATTTAACCCCTTCTTTTT TGGATAAAACTCATCGGATCAA 132

Ai10B7468 Araip.B10 7468 p2 (GA)7 14 24676280 24676293 GAAGGGAAGTGATGGACCAA TCATTCGAGGAGAGCAAGGT 252

Ai10B7470 Araip.B10 7470 p2 (TA)6 12 24680714 24680725 CGTGGAACAAGCAGCAATTA TGTCATAATATCGTGTGGGGG 176

Ai10B7475 Araip.B10 7475 c* (ACAT)31(AT)7*136 24696240 24696375 GGGTTCTTACATCCTCCCCT GGACGAGATACTTGGGCAAC 269

Ai10B7476 Araip.B10 7476 p2 (AG)9 18 24704401 24704418 GGTATTTGGGGAAGGGTGTT GAGCACCATTCTGGGTGTTT 278

Ai10B7477 Araip.B10 7477 p2 (AC)6 12 24711417 24711428 GGGCTAAGGTAAGGGTGAGG TGGGGAATTGTGGGAACTTA 255

Ai10B7480 Araip.B10 7480 p2 (CT)6 12 24717290 24717301 GGGAAGAATTAAACCTAAGAACCC GGCTGTAGAGTGGGGAATCA 138

Ai10B7481 Araip.B10 7481 p4 (AAAT)8 32 24724125 24724156 ACGGTTCATCTTGTTGCTCC GTTGAAACCTCGGTCCAAAA 233



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B7488 Araip.B10 7488 p2 (GC)6 12 24764432 24764443 CACCCCTCCATACATTGACC AGGCACAAACTGGGCATAAC 213

Ai10B7490 Araip.B10 7490 p3 (GAA)5 15 24768436 24768450 TCTTCTTGGCCACAACATCA ACACAACCCCTTCTCCCTCT 270

Ai10B7491 Araip.B10 7491 p2 (AG)6 12 24770043 24770054 GAAAAAGAGGGAAGGTATTTTCG TCTTGTGATTTCTTGTGAATCAA 277

Ai10B7492 Araip.B10 7492 c (T)12attttatgatttttttttgtattttcttttaa(T)1054 24771064 24771117 TGAATATGCAATTGACACCAAAC GTCATGCCTGACCCTTTGAT 232

Ai10B7493 Araip.B10 7493 p3 (GTG)5 15 24780004 24780018 CCTGGCATGCGTATGAACTA TTAAACCCTATCCGAACCCC 138

Ai10B7494 Araip.B10 7494 p2 (TA)8 16 24781011 24781026 TCCTAATGCACTTGTGACGC CCATGACAGGAAGCTCATCA 257

Ai10B7501 Araip.B10 7501 p2 (AT)12 24 24808273 24808296 CGAGCCTTTGCAAATACGA CGGAGCCGTGACTGAACTAC 270

Ai10B7504 Araip.B10 7504 c (A)10gtt(A)16 29 24824115 24824143 CTGCCGACCACGTTAATTTT GCTTTGTGTGAATGTTTTTCG 249

Ai10B7506 Araip.B10 7506 p2 (AT)8 16 24829799 24829814 TCGAAAATATCTCCCCTCTTTTT TCCTGGACTGTTCATTTCCAC 231

Ai10B7508 Araip.B10 7508 p2 (AG)6 12 24842769 24842780 CCAAGCAAACATACATGCAAA CCCACCTGAAGAAGAACCAA 273

Ai10B7511 Araip.B10 7511 p2 (TA)11 22 24898316 24898337 TTCACCATTTACTTTGGGGC CATAATCACCCACTTTGGGC 247

Ai10B7518 Araip.B10 7518 c (TA)7(T)10 24 24936268 24936291 TGAAATAGAGGGGGTTGGGT GGGAAGTTGGGTTTGGAAAT 179

Ai10B7519 Araip.B10 7519 p6 (ACGCGT)5 30 24937701 24937730 GGAGAAAGGAGGGAAGAAAGA AGAGGCACAAAATCACCCAC 179

Ai10B7521 Araip.B10 7521 p5 (TTATC)5 25 24941786 24941810 CCTGGGTGCTCCAGTGTATT CTTCTCAAAGAGGTCGGTCG 227

Ai10B7522 Araip.B10 7522 p3 (GAT)5 15 24944902 24944916 AGTTCCCGAGGTCGATCTTT AAGCCTTCCTGGTAGCATCA 272

Ai10B7523 Araip.B10 7523 p3 (AAT)6 18 24959754 24959771 TTCTTGTCCTTGCTCCTGCT TCTGCTCTCCTCACCCTTGT 171

Ai10B7524 Araip.B10 7524 p2 (AG)6 12 24960093 24960104 GGGTGAGGAGAGCAGAGATG TTGTTTCTTATCTTTTTCAAAACTACC 278

Ai10B7527 Araip.B10 7527 c (T)11c(T)10 22 24976656 24976677 TTTGGCTTTTTCTGCTTGCT TGGCTCTTGAAAGAATGATGAA 176

Ai10B7529 Araip.B10 7529 p2 (TA)11 22 24988177 24988198 TTCACCATTTACTTTGGGGC CATAATCACCCACTTTGGGC 247

Ai10B7534 Araip.B10 7534 p2 (TG)12 24 25007543 25007566 GCTTCTGATCACTCTTGCTGG ACAAACAATTGCCGGAGAAC 255

Ai10B7535 Araip.B10 7535 p2 (TG)7 14 25007926 25007939 AAACAAGCCAATCAACCAGG CACCAAGCAACCCCATTTAT 255

Ai10B7539 Araip.B10 7539 p2 (TC)6 12 25026164 25026175 CAGACAGCTTAGCCCAGAGG GCTAAAAGAACATTAAACCTGGGA 186

Ai10B7543 Araip.B10 7543 p2 (TA)8 16 25050790 25050805 TGAAATAGAGGGGGTTGGGT GCTCGAACACACAAAACCAG 165

Ai10B7545 Araip.B10 7545 p2 (TC)8 16 25057376 25057391 TTTACAGAATACGCCCCCAG TGAAAGGGAAGTTTAAAACAAAGAA 260

Ai10B7546 Araip.B10 7546 p5 (TTATC)5 25 25066818 25066842 GGGGGTACCTGCAAGAGACT GGAGCACGACCCAAATCTAA 252

Ai10B7555 Araip.B10 7555 p2 (TA)6 12 25127965 25127976 TGAAATAGAGGGGGTTGGGT GTGTGGGAAAGTTGGGTTTG 190

Ai10B7558 Araip.B10 7558 p2 (GC)6 12 25137342 25137353 GTTGTGCCCACATTGTTCTG GGGTGGAGGTAAGAAGAGGG 244

Ai10B7559 Araip.B10 7559 p2 (GA)11 22 25144517 25144538 GGGGGAAGAAGAAAAGAAAA CGCGATCGCATCAATTAGTA 244

Ai10B7564 Araip.B10 7564 p2 (AG)7 14 25225046 25225059 AGGGTATTTGGGGAAGGTTG GGCATTTAACGCCAGGATTA 170

Ai10B7567 Araip.B10 7567 p4 (AAAT)6 24 25243899 25243922 AACCACCTTCTCTCTCTCCTCA AGGGTTATTTCCCCCTGTTG 218

Ai10B7570 Araip.B10 7570 c (T)10aaatttaaaatatttttttcaaatcaaatcctttcaaccatatctttttcaaaacttcctaaccatttttt(TC)897 25251278 25251374 TCTTCGAAAACAAGGAGCATT CATTTCCACTTAGATAAAATGGGTG 280

Ai10B7574 Araip.B10 7574 p3 (AAT)8 24 25271257 25271280 TTTGTGTGGCACATCATCAAT AGAAAAGCAGCTGAACAGGC 190

Ai10B7575 Araip.B10 7575 p2 (TA)7 14 25284410 25284423 TAACGGATCGCGTATGTCAA CGGGTACCAGCTTAGGGATT 243

Ai10B7586 Araip.B10 7586 p2 (AG)6 12 25324118 25324129 AAGAGACCTGAGTTGGCGAC TCGTAGCAATCGTTTGTGGA 270
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Ai10B7587 Araip.B10 7587 p3 (GAG)6 18 25330059 25330076 ACCTCACCAGAAGAGCCAGA AAAGGGTCCAGGAGGCTAAA 217

Ai10B7591 Araip.B10 7591 p2 (CT)6 12 25365225 25365236 TCCCATCACTGATCCTCTCC GAATTGCTGGTGATTTTCCAA 170

Ai10B7592 Araip.B10 7592 c (CAC)5ctcctcctttctttctcatttgaatttattcttctccttcctttttctcctcctc(CAT)585 25365835 25365919 TCGTCATCGCTACTGTCTCTTC TGAATGCTCGCTTATTGAATTG 276

Ai10B7595 Araip.B10 7595 c (A)11ttcacatttgtattatatttctgctcctttctaacctttattttcaattttcccttgctttgctctattggatg(T)11gttcccattattccttgaatttttattacaaaactatcaacttcttgttcttgac(T)10161 25368366 25368526 TTGAATCACAAGTTTTTCGTTATCA TCGTCTTAGCAGGGTGGAAG 248

Ai10B7596 Araip.B10 7596 p2 (TA)7 14 25370380 25370393 CGTTTACACCAAAATCAGCC CCATTTCTCCCAATGTCCTG 228

Ai10B7597 Araip.B10 7597 p2 (GA)7 14 25371588 25371601 CTTGAAACAGCCCTGCATTT AACAGAAGAAGCCAGCATTGA 268

Ai10B7598 Araip.B10 7598 p3 (ATA)13 39 25371912 25371950 GCAATGTCAATCCATTGCTG ATTCCTATTGGGGAACCCAG 219

Ai10B7599 Araip.B10 7599 p2 (TG)6 12 25375267 25375278 AAACGGAGGGCAGATTAAAA AGTCACTGCGAGCTTGAACA 232

Ai10B7600 Araip.B10 7600 c (ATAC)5aaatagtatgcatgggtgcatgccaagtacactactgccccgctataccaggcaaatgaagtgacaccttctcccactctgct(TC)8119 25376952 25377070 GAGTGTTAGCGAATGGGTCC GGCACAAGAAAGTCTGGTCTC 250

Ai10B7601 Araip.B10 7601 p3 (ATT)5 15 25378153 25378167 TTTCAAGGGTTTTGGTTTGG CACTCGTTGTACCAAAAGTCCA 226

Ai10B7606 Araip.B10 7606 p3 (AAT)6 18 25410057 25410074 GCAGGAGCAAGGACAAGAAC GTTTGCTCCAATGGTAGGGA 248

Ai10B7609 Araip.B10 7609 p3 (CAC)5 15 25416640 25416654 CCTCAACTACCACCATCGCT AGAACGGGCGAATATCATTG 210

Ai10B7611 Araip.B10 7611 p2 (AG)7 14 25423057 25423070 TATCGCATTCAGCAAAGCAC GTCACGCTTTTTCCATTGGT 193

Ai10B7613 Araip.B10 7613 c (CT)6tcttcacccattcaccaatcacctcaatacctcttccccatatccttgacacctcaagatctgtggaccccacaggatccccacctaccccacca(CT)6119 25455088 25455206 CAGAAAGGGGCGTTTTACAC ATAGGTGAGGGGTTTTTGGG 272

Ai10B7615 Araip.B10 7615 c (T)10gaaaaagatttgaaaaaaatcaa(T)1043 25478063 25478105 TTGATTGAAAAGAGATGATTGAAGA TTGGTGTCATTTTGTTGTTTTTC 241

Ai10B7616 Araip.B10 7616 p5 (AATAA)5 25 25479850 25479874 CCAACGTGTGAACTTTCAGG TCCAAAAGCGAGTGACAACA 257

Ai10B7617 Araip.B10 7617 c (CT)6ccctctctatttcct(TC)639 25485347 25485385 TAGGTCCCTTTTCCTCTCCC AGAGAGAGAACGGAGGGGG 118

Ai10B7618 Araip.B10 7618 c (CT)6cctctcctttcct(TC)7ccatatctctctactttctcctctctttttccttctctctctctt(TC)696 25485500 25485595 TCTCCTCCCCTTTCTCTCTCTAA GGGAGGGGGAGAGATAGAGC 236

Ai10B7620 Araip.B10 7620 p2 (GC)6 12 25496955 25496966 GCCTACTCTGTGCCAACTCC ATTGGGGAAGAGGGAGAAGA 234

Ai10B7623 Araip.B10 7623 c (CT)9aacttatcacttccg(TC)849 25518263 25518311 AGTGTGCCCTGAATTGGAAC CAGTGGCGACAGAAGCATAA 258

Ai10B7625 Araip.B10 7625 p2 (CT)7 14 25547791 25547804 TCGTAACGGAGTTGATTTTGA TGCCCTTAAATCAGAAACTTGG 269

Ai10B7626 Araip.B10 7626 p2 (AT)6 12 25547919 25547930 GCTCTCACCGCTCTCTCTCT GTGGTGGGGAAGGATAGGAT 251

Ai10B7627 Araip.B10 7627 p3 (GAA)6 18 25549689 25549706 GTTCCAAAGAGGGATGTGGA TTCCCTGATGTGTTTTCTTGG 216

Ai10B7628 Araip.B10 7628 c (TTC)5ttttctttcgtttcttgccttctctttctc(CTT)560 25550482 25550541 TGAACAATCAAATGGCAGTGA GAGGAAGAAGAACGTGCAGC 273

Ai10B7629 Araip.B10 7629 p3 (CTT)5 15 25550693 25550707 GCACGTTCTTCTTCCTCTTCC CCTCCTCATCTTCTGCTGCT 230

Ai10B7631 Araip.B10 7631 c (TCT)5cttttttcattatttttcaattttgttacagtcgtcactaacagcat(CTC)8cttttcttattgaaatttcttctcctccttccttttcatccttctcctc(CAT)7156 25558878 25559033 ACGCACATTCTTCTTCACCC CAATGACGATAACAATGATGACC 210

Ai10B7632 Araip.B10 7632 c (TCA)9tc(T)10 39 25561472 25561510 TTTTCGGTGTATGTGTGCTGA TTCATCCTCTTCCAAGTAATTTTG 274

Ai10B7634 Araip.B10 7634 p3 (CCA)6 18 25562920 25562937 CCCTTTACCACACCACCTCT TGCTTCTGCATTTGCTTTTG 229

Ai10B7637 Araip.B10 7637 p2 (CT)7 14 25581843 25581856 CGAACACCTCCAATTGGTCT TGGGGTTAGGGTACAGCTTG 136

Ai10B7641 Araip.B10 7641 p2 (AG)6 12 25637412 25637423 GGTGAGGTAGGTGGGGTTTT GCATTTTTGCATGCCACTTA 217

Ai10B7645 Araip.B10 7645 p3 (AAT)6 18 25657434 25657451 GTTCTTGTCCTTGCTCCTGC TCTGCTCTCCTCACCCTTGT 175

Ai10B7646 Araip.B10 7646 p2 (AG)6 12 25657780 25657791 GGTGAGGAGAGCAGAGATGTG TGTCTCTTATCTTTTTCAAAACTACCT 280

Ai10B7647 Araip.B10 7647 c (T)10gaaaacatttttatttaaaaaa(T)12gaaaacaaaagagaaatttttgaaagaa(T)1082 25659090 25659171 ACACGCCTGACATTCCCTAC GACAACTGGCGGTTCATCTT 256

Ai10B7652 Araip.B10 7652 c (T)11cgaaaacatatgagagatttttgaaaatatttgtaaaaaaaaa(T)1266 25679845 25679910 AAGCCTCGGTCCAAAAGAAT TCGAGTTTGGACAACTGACG 258
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Ai10B7654 Araip.B10 7654 p2 (AG)7 14 25698362 25698375 GGTGAGGTAGGTGGGGTTTT GGATCTGTAGACCCCACAGG 169

Ai10B7657 Araip.B10 7657 c (CTC)7(TCC)6 39 25747374 25747412 CTTCTCCATCCTTCTCACGC ACGACGACTTCAGAGAGGGA 226

Ai10B7661 Araip.B10 7661 c (T)10gccaattttcttttc(T)1035 25774953 25774987 TTTATTCCTTTGGGCCCTCT TGAAGCAAGAAAAAGCAGTGAA 235

Ai10B7663 Araip.B10 7663 p2 (AT)23 46 25785577 25785622 TCGAGTTTGGACAACTGACG CAGACTTGCCAACGTGCTAT 277

Ai10B7665 Araip.B10 7665 p3 (TGC)6 18 25788467 25788484 AGCAATGCAGAACCAGAACC ATCCCAGCGATCATCTTCAC 199

Ai10B7666 Araip.B10 7666 p2 (AT)6 12 25800659 25800670 GAGCTGAACCTGGTGAGAGG CCCTTGGAAGACCATGCTT 200

Ai10B7670 Araip.B10 7670 p4 (AAAT)6 24 25810954 25810977 CCTAACCACTTTCTCTCTCCTCA TGACCTCAGAGTCCTCCTGG 192

Ai10B7673 Araip.B10 7673 p3 (GGT)5 15 25832494 25832508 AGGAAGAAGCTGCCAAATGA ACAGTGTCTCCCAATAGCCG 260

Ai10B7674 Araip.B10 7674 p2 (AT)9 18 25833916 25833933 TGCACACAGCTGAGCTTATCTTA TTAACATTGCACTGGATGGC 260

Ai10B7677 Araip.B10 7677 p3 (TTC)7 21 25845566 25845586 CTTAACCCCTCTCCCTCCAC GCTTTTGTCTTCCCTTTCCC 275

Ai10B7678 Araip.B10 7678 p3 (GAT)5 15 25853473 25853487 TGCATCTGGGTTCTTGTTTTT CCAGAAGCTGAAGCTGAACC 277

Ai10B7679 Araip.B10 7679 p3 (TTG)5 15 25853628 25853642 TCTGGGTTCTTGCTTTTGTTG ATTTCGTCCCCGATCTTTTT 255

Ai10B7681 Araip.B10 7681 p2 (AT)6 12 25872476 25872487 GGGTTCCATGCTTGAATTTCT CAACCTCCCCACACTTAAACA 280

Ai10B7684 Araip.B10 7684 c (A)10gatattggttagttgaaaatattatagaatgaaaagagatagatttgtttcgaaaatttgaaaaagagttgaattggattg(A)10101 25886071 25886171 TGGGTTTTCAAAAATAGGGAGA TCTTAATCCATAAGCACAAATCC 279

Ai10B7686 Araip.B10 7686 c (T)12gagttcttactaattttctgattatgcaactatgttcttccaggaaccgaacacctcaagctataattt(A)1293 25912058 25912150 GGCAACCCGATAAATTCGTA CCGCGCAACTCTCTGTAACT 244

Ai10B7687 Araip.B10 7687 p2 (TC)6 12 25912559 25912570 GGGGCAAGAAGTGTGCTAAA TGCTTGTCCTCAAGCAAAGA 267

Ai10B7689 Araip.B10 7689 p3 (GAT)5 15 25922809 25922823 CAAATTTGTCGGTACAAAGATCA AAACCCCCACACATTCATAGA 163

Ai10B7691 Araip.B10 7691 p2 (CT)12 24 25932953 25932976 GCCTCCACCACAGCATTTAT AAAGCTCACCGTTGGAGAAA 194

Ai10B7692 Araip.B10 7692 p2 (TC)17 34 25933230 25933263 GCGTACTCCCTCTCCCTTTC GACGGAGAAGAAAATGGCAG 197

Ai10B7696 Araip.B10 7696 p3 (GAA)5 15 25989025 25989039 AATCTGTCCCAGACCACCTG CAATGTGGTCCCTCCCTCTA 273

Ai10B7702 Araip.B10 7702 p2 (GA)6 12 26004569 26004580 GGGGAAGATGTGAGCAGTGT CCCTTTCCTCCCTCTCTTTG 275

Ai10B7703 Araip.B10 7703 c (TTA)19tctaacccta(ATG)685 26005528 26005612 TGTGGACAATCTTCTTCCCC CACAACTTTGATAGCGGCAA 193

Ai10B7705 Araip.B10 7705 p2 (GA)6 12 26011311 26011322 CCTCACCACATGTCATCCAA TTCGGAAGTTCCATGGTTTC 133

Ai10B7707 Araip.B10 7707 c (T)10aatgtagatgaatataaaatatattaggaattgtctacgagaaagttaaattaagttagacaaata(TAT)694 26019771 26019864 GGGCACCGTGTTAAAGATTG GATTCATGTACCACAGGAAAACA 252

Ai10B7709 Araip.B10 7709 p2 (TA)8 16 26024422 26024437 CGTATGGCATAATACATATGTCAAAAA TTGAAACAATTGACTATTACGACTTT 159

Ai10B7717 Araip.B10 7717 p4 (AAAT)5 20 26060581 26060600 CCAGTAAGCCTGTCCTCCAG TAAGTTTGGTGTTGGGAGGC 271

Ai10B7718 Araip.B10 7718 p2 (AT)9 18 26066211 26066228 AGCTTCGCAGGCTGAGTTAG TGCAACGCTCAAGAATAAGG 141

Ai10B7719 Araip.B10 7719 p2 (GT)7 14 26072004 26072017 TATGTCGTAAGTGTGGCCGA ACTGTCCCTCTCTCGTGCAT 135

Ai10B7722 Araip.B10 7722 c (A)12caattcaatgcctcatcatgacc(A)1247 26089795 26089841 TGGATCTCTGTTCTGGACCC GCCACTCCTAGAGGCACATT 280

Ai10B7733 Araip.B10 7733 p4 (AAAT)5 20 26150536 26150555 TTCATCAAGCCCCTGTCTTC GGAGACACCAAACTTAATTTCAGA 277

Ai10B7736 Araip.B10 7736 c (AC)7atac(AT)6 30 26160296 26160325 TCTCATCGAGTTCAGCATGG TGAATAGGCTACGCTTTTCAAAT 178

Ai10B7738 Araip.B10 7738 p3 (TTC)5 15 26166368 26166382 GCACCGCCACTTTTCTTATC ATGGAGAATGGACGGTGAAG 180

Ai10B7739 Araip.B10 7739 c (A)10ctaaaaatattc(AATA)542 26169036 26169077 AAGTGTGGGAAAACTGTGGG TTTGCATCACATATGCATTGAC 244

Ai10B7740 Araip.B10 7740 p2 (TA)10 20 26174895 26174914 AACTAGCCGGCCTAAACTCC TCTGTCCCAATACTGCACCA 140



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B7742 Araip.B10 7742 c (AT)8(AG)10 36 26189530 26189565 TTTGGTTTTGATCGTACCCC ACGAGGACCCCACTACTCCT 264

Ai10B7743 Araip.B10 7743 c (TTC)7tgaactggattttttgtgaaatttctggttgttgattattgtttaaagtgcatgttgcttgatttttctgc(TGA)5ctatgatgatac(TGG)5134 26195643 26195776 ATTTCGTCCCCCAACTTTTT GGAATCAAAAGAACAATCAAGCA 257

Ai10B7745 Araip.B10 7745 p3 (ACA)5 15 26198871 26198885 TCAAGTTCAATAACACTCCCAAAA GGTTCAGTGTCAATTTTGATGG 255

Ai10B7747 Araip.B10 7747 p3 (CTT)5 15 26222391 26222405 GAAACTGCATCTTCCTTGGC GACGGAGCAAGAAGAGAGGA 240

Ai10B7748 Araip.B10 7748 p3 (TTC)7 21 26232434 26232454 GGCGAAGAGGAAGAAAAGGT CCCTCTCCCTCCCTCTCATA 255

Ai10B7749 Araip.B10 7749 p2 (TA)8 16 26233483 26233498 CTCACCTTCCACCATCACCT TGTTTACAACCGGTGACTTAGG 213

Ai10B7754 Araip.B10 7754 p3 (ATG)5 15 26241478 26241492 GCATTGGCTTGTTGTGAAAC TCATCAACACATCCTGATCCA 260

Ai10B7755 Araip.B10 7755 p3 (CTT)5 15 26242322 26242336 TCAGGCCAGATCAAGTTCAA GAGGAAGAAGAACGTGCAGC 246

Ai10B7756 Araip.B10 7756 c (CTT)5gctgcatgttcttcttcc(TCT)960 26242543 26242602 ACTGCACGTTTTCACTGCAC GAAGGCGAGAAACGAAAGAA 209

Ai10B7757 Araip.B10 7757 c (AT)16tgacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnaggtaggtccgtgcttttatt(TA)7120 26243290 26243409 GGTGGTAAGACGCTACGACCT TTTCTGCATAAGCTTTCCACC 241

Ai10B7758 Araip.B10 7758 p2 (AC)8 16 26247624 26247639 AAGCGGCGAAGTTTATTTGA GGTACGACCCAAGGTGGAAT 271

Ai10B7763 Araip.B10 7763 c (A)12caatgttctgagtaaagaatgaagaacagagaacaaaaatt(A)1063 26273265 26273327 CAAATTTCAATCAAGCATTAGCA GCTTGTTCTTCGTTTGCTCC 217

Ai10B7764 Araip.B10 7764 c (CTA)5taatagagtgtgaaag(TAC)546 26274393 26274438 AAACACACCTACTTTTCAACAAGC GCGCAATTTTTGTGAGAACA 276

Ai10B7766 Araip.B10 7766 c (A)13gaaccaagagaacatttaaatcacagcaaaaacacaacaacaataggaacatttaaaacaaagcaaccc(A)1193 26278051 26278143 TGAGCAAAACCAATCAACCA TGGCATTCTTCACTTTCCTG 225

Ai10B7767 Araip.B10 7767 p4 (GAGT)5 20 26280650 26280669 CTATGGTTGGTTGGGTTGCT GCTAAACCTGTCGAGAACCG 200

Ai10B7769 Araip.B10 7769 p2 (TA)8 16 26281958 26281973 GAAGATAACCGGTCCAAGCA AGGTATCCGCCTCAGGTTTT 222

Ai10B7770 Araip.B10 7770 p3 (TTC)5 15 26299337 26299351 CGCCCCGTTTCTAAATTCTT AACAAGTCATGAAGCACCAGAA 262

Ai10B7771 Araip.B10 7771 c (AC)18gcacacgcacacgcacgcgcgcacgcacgcacgcgcgcg(CA)1197 26334511 26334607 TCGAGTCACACTCGTATGGA CGGCCTTAACTTCACAGGTC 185

Ai10B7772 Araip.B10 7772 c (AAT)6agggatcctttttgcctaggtatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)9ttcggatttttggtgagtgaggaagagatgttagtaaataaataaataaatagaaggagat(GA)6183 26339642 26339824 TGTCCTTGCTCCTGCTCATA TTCAAAAACAATTTTCAAAAATCAC 279

Ai10B7773 Araip.B10 7773 p2 (AG)6 12 26339976 26339987 CGGATTTTTGGTGAGTGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai10B7775 Araip.B10 7775 c (AT)6acatatatg(TA)633 26343718 26343750 TGGACAGTCCTTCTGTGTGC GATTGGGTTGGTGGTCAGTC 239

Ai10B7776 Araip.B10 7776 p2 (TA)9 18 26344820 26344837 CAAGAAATCGAAGCCGAAAG GCCTGTAGAGGCGATGATGT 278

Ai10B7782 Araip.B10 7782 p5 (TTCAG)5 25 26378227 26378251 TTGAAGCGGTGATTAGGGTT TCACTGGTAGTAGGGGTGTGC 271

Ai10B7783 Araip.B10 7783 p2 (TG)6 12 26383151 26383162 CCTCAAATTGCATTAAAGGAAAA AAAGGACCAAGGATTGAGGG 258

Ai10B7784 Araip.B10 7784 p3 (AGC)5 15 26384715 26384729 GCCCGAGAAAGCAAACAATA TCTCGGGAGGAGTCTCTGAA 265

Ai10B7794 Araip.B10 7794 c (T)10ccttttgttttttgctttatgc(T)1042 26419329 26419370 TCAAGCCCCTTCTCAAGTTC TTGAGATGAGTGGTTTCATATGGT 212

Ai10B7799 Araip.B10 7799 p2 (TA)10 20 26434073 26434092 GCAAGTTACATGAGTTTGTGCC ATCGATCATGCAGTTAGGGC 150

Ai10B7800 Araip.B10 7800 c (AG)10gct(GA)8 39 26434986 26435024 TGAGATTGTGATTGATGCTGG CTACCCCACTCAGTGTTCCC 202

Ai10B7801 Araip.B10 7801 p4 (TTTA)5 20 26448773 26448792 GGGTTAGCATATGACCCCAG AAACCACTCTTTTCATTTTTCG 186

Ai10B7804 Araip.B10 7804 c (T)10ataattctttaatttatgtcaatactacaactaaaacattgagacactcat(A)1071 26455581 26455651 GAGGAGTAGTTTCATGATGTTAGACAA AAGACTGTATTTGTATCGAAGGGT 251

Ai10B7806 Araip.B10 7806 p4 (TAAT)8 32 26458324 26458355 CTTAACCCCACTCCCAAACA AAGCATGTGCAGGATGATCT 178

Ai10B7809 Araip.B10 7809 p3 (CTT)5 15 26502222 26502236 GAGGTGGTACACCCTCCTCA CCAGTGGACAAGACAGAGCA 178

Ai10B7811 Araip.B10 7811 p3 (AAG)5 15 26514935 26514949 TCGAAACTTTGCTACAAAAGCA TCCATAACTATTTGTGTTAGGCCA 271

Ai10B7812 Araip.B10 7812 p3 (GAT)7 21 26515420 26515440 ATTGCAACACGCAAACTCAG TCCTCCTCTTTCCTTTTTCCA 253
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Ai10B7813 Araip.B10 7813 c (A)10gagaagaaaaaacaacatctgagatgttagtaagaagaagagaaa(GAG)570 26515550 26515619 GATGATGATGGAGGGAAGGA TTAAATCATGCGCCTTTTCC 278

Ai10B7815 Araip.B10 7815 p2 (TC)8 16 26521155 26521170 CTTCTTAATTGGGAAGCAAAAA CTGGAAAGGTGCTGACATTG 278

Ai10B7816 Araip.B10 7816 p3 (TAA)6 18 26522823 26522840 CCACCCACGGTTTATGAAAA GCGTTATCTTTAGAAATGAAAAATGA 280

Ai10B7817 Araip.B10 7817 c (AT)7aatcaaatattttatattttttaagtattagccac(A)1261 26523108 26523168 TCAAGCATCCAATGCAAAAA AAAATCATAAACGTTGGATTTCA 251

Ai10B7820 Araip.B10 7820 p2 (AT)8 16 26527424 26527439 TTCAGACACGCACTGGGTAG CCTGTGTGGCTGTGTCATTC 133

Ai10B7821 Araip.B10 7821 p2 (AT)7 14 26528869 26528882 TTGTCAAGCGTGTTTGTTCC GCTGAAGTCCAAGCAAAAGC 123

Ai10B7822 Araip.B10 7822 p2 (TA)6 12 26530229 26530240 GTTTGAGGGGGATGTTGAGA CGAAGGCATTAATGGCAAGT 278

Ai10B7823 Araip.B10 7823 p2 (AG)10 20 26534295 26534314 AATGAAGATCGCAGCGAAAC TCACTTTCTGCCTCTCCGTT 208

Ai10B7833 Araip.B10 7833 p2 (AT)7 14 26582476 26582489 CAAGGAAATCGGACCTACCA CACCGAAGAGGAGGAATGAA 252

Ai10B7834 Araip.B10 7834 p2 (AC)9 18 26587120 26587137 CCTGAAACCAACCTCCTTCA CCTCCCTTCTCTCTTCCGTT 165

Ai10B7836 Araip.B10 7836 p2 (TG)7 14 26590301 26590314 AGGTTCTCACCCCCTACAGC CACATACAAATCAATCACAACCA 275

Ai10B7837 Araip.B10 7837 p2 (AC)10 20 26591803 26591822 CCTGAAACCAACCTCCTTCA CCTCCCTTCTCTCTTCCGTT 167

Ai10B7838 Araip.B10 7838 p2 (AC)11 22 26595773 26595794 TCCTTCATCCTCTTTCTGCG CCTCCCTTCTCTCTTCCGTT 128

Ai10B7841 Araip.B10 7841 p3 (TCA)19 57 26603842 26603898 TGCACAGTTTAAAATTCTCTGTCA TGATGATGAAGAATAGGAGGAGAA 214

Ai10B7843 Araip.B10 7843 p4 (GCAT)5 20 26606488 26606507 TGAAAATTCAGGTGCAATCG TTAAAGACTCACAATCGCCG 267

Ai10B7844 Araip.B10 7844 p2 (AG)7 14 26612190 26612203 CATGCTTAGGATTGTCCGGT AATCGAAACTCCGGTTTGTG 276

Ai10B7850 Araip.B10 7850 p2 (AG)7 14 26635500 26635513 CATGCTTAGGATTGTCCGGT CGTCGATCGAAACTCTGGTT 280

Ai10B7854 Araip.B10 7854 c (GA)20aagagc(GA)1576 26646941 26647016 AAAATTGGGCCAACGAGTTA CAAGCAACTTGTCAATCGGA 251

Ai10B7858 Araip.B10 7858 p3 (ATC)5 15 26683586 26683600 CAATTCAAAACTCTCATTCCTCC TGATGATGACGACGACAAAAA 193

Ai10B7863 Araip.B10 7863 c (A)13tggtaaaaatcatgacagcagacaaaattaatcaggcaagtagacaacattgatgctgaattctaaccttttcctcatttgattaagcagatccac(A)10119 26694932 26695050 CATCAAAAGATTCAGCATCCA CGTGCTATCCCAACATTCAA 241

Ai10B7864 Araip.B10 7864 p3 (TTA)5 15 26697232 26697246 AAGTTTCGGGATAAACCGAGT GGGATTATAACTGTTTTACCTCTCTTT 265

Ai10B7875 Araip.B10 7875 c (A)13gtttgactactaaaagtaaaacctcactcatactattttgctaaataaaaatacttagtgctaaaattaaagtgttttgaagttcaaccaaatcatgt(TA)11133 26748628 26748760 AACCGGTTTAATTGTTGCCA AAAAGAAGAAAGCCCAGAAGAA 272

Ai10B7877 Araip.B10 7877 p3 (AAT)13 39 26762636 26762674 TTTTTCTCCCAAAAGCTGC TCCAATTTATCACCCATCCAA 253

Ai10B7879 Araip.B10 7879 p2 (TA)13 26 26765068 26765093 TCCACCATCTTTTCCTAGCTTC CAATTTTGCGCCTACTGTCA 243

Ai10B7881 Araip.B10 7881 p3 (TTA)5 15 26770398 26770412 GTCACTGATAAGGGAGGGCA CGGAGCATATGTATCACACCA 247

Ai10B7882 Araip.B10 7882 p2 (AT)11 22 26774803 26774824 TCCTCAAGGAGAAAGGGTAGG AGCAACAAGGATTTTTGGGA 274

Ai10B7883 Araip.B10 7883 p2 (AC)6 12 26780931 26780942 TGAGATTCACCGTTCTGCAA GGACCAAAAATCTCTGAGCG 277

Ai10B7884 Araip.B10 7884 p3 (AGA)5 15 26785679 26785693 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai10B7885 Araip.B10 7885 p2 (AG)6 12 26788713 26788724 TTCTTGTCCTTGCTCCTGCT TCACCAAAAATCTGAACCCC 177

Ai10B7886 Araip.B10 7886 p2 (AT)11 22 26809435 26809456 TGTATGGTTAGGTACTCGGGTAGA CACCATGCATGTTAACCATAAAA 241

Ai10B7888 Araip.B10 7888 p3 (TTC)6 18 26829451 26829468 ACACAACCCTCTCTTCCCCT AGATTTCTCTGGCCTTGGGT 190

Ai10B7901 Araip.B10 7901 p2 (AT)9 18 26862776 26862793 ACCTACGAAGCAAATGTCGG TTTTCGGACTTGGTGTTTTG 228

Ai10B7903 Araip.B10 7903 p2 (CT)6 12 26867773 26867784 TCTTGTGATTTCTTGTGAATCAA GAAAAAGAGGGGAGATATTTTCG 260

Ai10B7907 Araip.B10 7907 p3 (TCA)5 15 26917029 26917043 TACTACCCAAGCGGGTGTTC TGAGATGATGATGAATGAGTTTGA 249
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Ai10B7910 Araip.B10 7910 p3 (ATT)25 75 26926018 26926092 TCAAACATAACAATTTTTCATCCA TTTGGGATGAGAACAGGTCC 265

Ai10B7911 Araip.B10 7911 p3 (AAT)6 18 26926208 26926225 TCAAACATAACAATTTTTCATCCA TTTGGGATGAGAACAGGTCC 265

Ai10B7912 Araip.B10 7912 p3 (TCT)5 15 26933114 26933128 AGTCCCGCTACACATCCAAG TGGTGGTGACCATGAGGATA 174

Ai10B7913 Araip.B10 7913 p3 (ATG)6 18 26933608 26933625 TTGCTTCTCGAATAAACCGAA CTCGCTCCTCCTCCTCCTAT 221

Ai10B7914 Araip.B10 7914 p3 (AAG)5 15 26933774 26933788 ATAGGAGGAGGAGGAGCGAG GTTCCCCCTGCGTTTAATTC 147

Ai10B7916 Araip.B10 7916 p2 (AT)7 14 26936559 26936572 TGAAGGTGAATAGATTTTGGGAA ACATACAACAACCCATTGGC 199

Ai10B7917 Araip.B10 7917 p2 (TA)6 12 26939001 26939012 TCATTCACTACAATGATTAATACCCA TGTAAGGCGATGAAATAAATGAA 257

Ai10B7919 Araip.B10 7919 p2 (CT)6 12 26950445 26950456 AATGGGAGCGAATATGGTTG GGGTTTTTGGGGAAGAGGTA 275

Ai10B7920 Araip.B10 7920 p2 (AT)8 16 26951630 26951645 TGGCTCTTGAAAGAATGATGG TTTACGCTTGCCTTTTGGTT 202

Ai10B7923 Araip.B10 7923 p3 (CAT)5 15 26959650 26959664 CCAATTACTCCTGTACCAGCAA TGAAAACTGTTCTTTTAAGGGTTG 180

Ai10B7927 Araip.B10 7927 p3 (TAA)15 45 26975112 26975156 TGCATAGCTTCCAGGTTCTG CGTCAGGACTTCCAATCCTTT 261

Ai10B7928 Araip.B10 7928 c (A)10gtaaaattgc(AT)938 26979894 26979931 CACCATTAGAAGAATTAGCATCACA CCATGTCAAACATAACGTACAACA 206

Ai10B7929 Araip.B10 7929 p2 (AT)8 16 26980166 26980181 TGTTGTACGTTATGTTTGACATGG CATCATCCTGGGGAGAAAGA 223

Ai10B7930 Araip.B10 7930 p3 (TTA)8 24 26981876 26981899 CTGTCATGATCGTTGTCATTGTT TGCACTGAAATTTTTATGCTTTACA 267

Ai10B7932 Araip.B10 7932 p3 (TTG)5 15 27035320 27035334 TGTATAGCGCCAACAACGAA AGATTCTTGCATCACCGTCC 191

Ai10B7933 Araip.B10 7933 p2 (AT)6 12 27036956 27036967 TGCCAACTTGATTGGACTTG CCCGAAGTAGATTTTCAAGCA 181

Ai10B7940 Araip.B10 7940 p3 (TCT)6 18 27067124 27067141 ACACACATCCCTCCATCTCC GTGGGCTCTCTTGTTTGCTC 265

Ai10B7942 Araip.B10 7942 p3 (AAG)5 15 27083405 27083419 CCTAGACGTCAGGCATCCAT CTCATCCCAACCACCAACTT 240

Ai10B7944 Araip.B10 7944 p2 (GC)6 12 27113860 27113871 TGGAAAGCTAACATCTGGGG ACTAATTGCTCCCCCTTTGC 224

Ai10B7946 Araip.B10 7946 p2 (TA)9 18 27127587 27127604 TGCTTTTCGCTTTATCGCTT AGCAGAACAGTGACCCCAAC 243

Ai10B7947 Araip.B10 7947 p2 (TA)7 14 27130986 27130999 TGTCAAGAGGGATAGGGGTG GCCACTCTGATAGCGAGGAC 256

Ai10B7953 Araip.B10 7953 c* (A)10(AT)10* 29 27191384 27191412 GGAAGCCTCAGTCCAAATGA TTTGGACAACTGACGGTTCA 252

Ai10B7954 Araip.B10 7954 p3 (ATT)5 15 27203395 27203409 TGTTGCTCAGAAGGTGATGG TCTGACTGGAATGCAAGCTG 264

Ai10B7956 Araip.B10 7956 p3 (TAT)5 15 27215978 27215992 AAACTGCCAACAAACCATAACA TCGAAAACTCAAGGACACATAGA 241

Ai10B7957 Araip.B10 7957 p4 (AAGA)14 56 27221256 27221311 CTTTGCCATCAACAACTCCA TGGGACATTCTCCAGTTTCA 254

Ai10B7960 Araip.B10 7960 p3 (AGA)6 18 27223786 27223803 AAGGAAAATTTAACACGATGGG GCTTTCGCTCTCTTGCATTT 148

Ai10B7963 Araip.B10 7963 p4 (TTTA)6 24 27229766 27229789 CCGAAAGATGTGATGATTTTGA GCCTCAAAGAGAAGAGTGGC 133

Ai10B7965 Araip.B10 7965 p2 (AG)6 12 27245526 27245537 CATGCCGGAGGAGAGAGA AGATCAGATGGGTGGCAAAC 219

Ai10B7966 Araip.B10 7966 c (T)10aagaggtgttgagatctcatttga(AT)1054 27248345 27248398 GCAACAATTTTTGGCAGTTTT AGACCAAATCCACTTTGCCA 280

Ai10B7967 Araip.B10 7967 p3 (ATA)15 45 27248802 27248846 TCATACGCTGTGACTGACGA TGAGACGATATAAGAATTTAATTGTGC 279

Ai10B7970 Araip.B10 7970 c (A)15ccctttctggcacttgatctttacttttatgggactgatcttgac(T)1171 27256992 27257062 GCCCCTGACAATTACCTCAA CAACGAGGCCCTTAACAAAA 189

Ai10B7971 Araip.B10 7971 p3 (TAG)5 15 27260945 27260959 GCGCAATTTTTGTGAGAACA CCATCAAACATTCAAACCCC 198

Ai10B7974 Araip.B10 7974 p3 (TAT)5 15 27279135 27279149 CGAAAATTCTCCCTCTCTCTCA GTTCTTGTCCTTGCTCCTGC 147

Ai10B7975 Araip.B10 7975 p3 (TTC)5 15 27280768 27280782 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 232
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Ai10B7979 Araip.B10 7979 p2 (GA)6 12 27285474 27285485 GGATAAACTCAGCTGCTCCG TCCAATGAAAATGGCAAGTG 264

Ai10B7986 Araip.B10 7986 c (TTC)5atctattctttcttctcttgctcgagggcgagcaatattctaagtttggtgtggtaaaagcataannnnnnnnnnnnnnnttctccgta(TCT)6122 27325707 27325828 TCTTCTTGGCCGAATACACC AGGATTCTCCGATCTTGGGT 275

Ai10B7987 Araip.B10 7987 p2 (AC)16 32 27336388 27336419 CTGCGAAACTAAGGCTGGTC TTTCTCCAGCAAGCGAAGTT 234

Ai10B7988 Araip.B10 7988 c (TA)7ttttgcgtgcttataatgtaagctaagcatgttttagttattt(TA)771 27345153 27345223 CTCCTTTTGACGTCGTGGAT GATTTAACAAAAGGTGGAGATCG 191

Ai10B7990 Araip.B10 7990 p2 (AT)10 20 27358403 27358422 TCCACAACCATTCAGCCATA GTGCAATGCATCTTTTGCTT 242

Ai10B7996 Araip.B10 7996 p3 (TTC)6 18 27388365 27388382 CGTTTTCGCATTCCTTCTTC TGCAGCAACAACAGTAGCAA 142

Ai10B7998 Araip.B10 7998 p6 (GGAGAA)5 30 27389504 27389533 CATACGTGCGCGAATTTAGA TGATCGACCAATTACCCAAA 235

Ai10B8000 Araip.B10 8000 c (A)11ttacgaaaagagagaagaaaaaaataattt(A)1152 27392014 27392065 CCCTCCTCCATTCAGTTTGA CTGCATTCATTGCTGCTGAT 230

Ai10B8001 Araip.B10 8001 p3 (TCA)10 30 27392450 27392479 ACCTCTTCGTCACCATGTCC CATAGGTACCCACCTGCCAT 277

Ai10B8004 Araip.B10 8004 p3 (CTT)7 21 27406107 27406127 TTTTCCTCTTCTTCCTCCTGA CTGTCACTGTTGCGCTTTTT 211

Ai10B8012 Araip.B10 8012 p2 (AT)11 22 27470199 27470220 TATGGAGAGGCAGGGTTTTG AGGAGCCTTGAAAAATGGGT 258

Ai10B8021 Araip.B10 8021 p3 (GAA)6 18 27546882 27546899 AACATCGGTTCTTCGGAATG TAGGCATCAGAGGAATTGGC 247

Ai10B8025 Araip.B10 8025 p2 (CT)6 12 27575555 27575566 TTTTTATCTTTTTCAAAACCACCT GGGTAAGGATAGGAGCAGTGAA 274

Ai10B8026 Araip.B10 8026 p3 (TTC)5 15 27585586 27585600 AGCCCTCCATTCTTCTCCAT ACTCGGAGGTGGAAGCTTTT 260

Ai10B8029 Araip.B10 8029 c (CA)6ct(TA)7 28 27615248 27615275 GAATGTGATACGGCACCCTC CAACTTCGGACTTTTGACCC 253

Ai10B8034 Araip.B10 8034 c (AT)6aattctgtttattcttaaaccaaacaaattataaataa(T)1161 27628606 27628666 AAAAAGTTGTGGACCAATTTAGAG AAGCAGCTTATTTTGTGTGCAA 213

Ai10B8041 Araip.B10 8041 p3 (CGG)6 18 27659898 27659915 CTCTACTGCAACGGACACGA TTCTCTTTTTCCCCGAATGA 147

Ai10B8046 Araip.B10 8046 c* (AT)7(T)10* 23 27682731 27682753 TTCTCATTCCCCAGTCAAGG AAGTCCCAGATCGTCTCCCT 233

Ai10B8050 Araip.B10 8050 c* (AT)7(T)10* 23 27696362 27696384 TTCTCATTCCCCAGTCAAGG AAGTCCCAGATCGTCTCCCT 233

Ai10B8054 Araip.B10 8054 p2 (TA)7 14 27708140 27708153 CTTGAAATGCACCAAACCCT TGCTGTTGTAGTTGGTTGCAG 194

Ai10B8055 Araip.B10 8055 p2 (TG)6 12 27711606 27711617 CCTCCCTTCTCTCTTCCGTT CACCCATTCCCTAAAACCAA 176

Ai10B8056 Araip.B10 8056 p2 (GT)11 22 27717625 27717646 CCTCCCTTCTCTCTTCCGTT CCTGAAACCAACCTCCTTCA 169

Ai10B8059 Araip.B10 8059 p2 (AT)9 18 27754140 27754157 TCGTAACACATTTTGGTTTGTCA GCACGCAAGTAATCCTTTCC 230

Ai10B8060 Araip.B10 8060 p2 (AT)8 16 27754370 27754385 AGGAAACCCAAGGAAACAGC TCCTGGGAAGCGAAGTAGTC 264

Ai10B8061 Araip.B10 8061 p2 (AT)7 14 27760443 27760456 CCCAGAGTATGCCCAGAGAC GCACGCAAGTAATCCTTTCC 270

Ai10B8062 Araip.B10 8062 p2 (AT)6 12 27760670 27760681 GGAAACAGCATAACTAGCCCC CCATCAGCCATAGGACAGGT 262

Ai10B8067 Araip.B10 8067 p2 (CT)10 20 27780589 27780608 CCAAGCAAGATATCCAATTATGC ACCGAAAATGTTGCATGTGA 232

Ai10B8068 Araip.B10 8068 c (T)11(A)10 21 27781716 27781736 AAATCACAAAAATGGCTGGC AACGCATATGGTCGAGTTCA 229

Ai10B8069 Araip.B10 8069 c (T)12ctcgaatacctgcaattgctcttttatttatctttaattcggtctaattattttatgttggtggtattctctaatcattctagagataaaaatt(A)10tgaaag(A)10132 27783419 27783550 CAATTTTAAAAGCGTTAATGTTCAA TGCATCAATATTCTTTTCTTCTTCTT 270

Ai10B8070 Araip.B10 8070 p2 (AT)7 14 27784094 27784107 GAAAGTTCAGACGTAAGTCATTTTCA TTTGATTTTGAGCATATAACTTTGTTT 254

Ai10B8071 Araip.B10 8071 p3 (ATT)6 18 27784357 27784374 CAAATTTTTGCTTCAATTCCAA AGTGCGGAGTAGCTTGTGCT 240

Ai10B8073 Araip.B10 8073 p2 (AT)11 22 27788629 27788650 GCCGACTTTGTTGCTCTTTC ACGAACATTTAGGACGACGG 205

Ai10B8075 Araip.B10 8075 p2 (AT)6 12 27805088 27805099 GGTGGCATATTGGTGAATGTT ATCACCACCTATCAACCCCA 233

Ai10B8076 Araip.B10 8076 p2 (TA)8 16 27806639 27806654 TTATGTGCGTGGCACCTTTA TCCCAAAATGCCCAAAATAC 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8078 Araip.B10 8078 p3 (ACC)5 15 27814784 27814798 ATAGAGCAGTGGAGGAGGCA CTGTGTCGGCTCCTTACCAT 269

Ai10B8080 Araip.B10 8080 p2 (TA)6 12 27822903 27822914 CGTGTTGGGTATTGAATTTGG ACCCTCTTAGGCGAGAAAGC 161

Ai10B8081 Araip.B10 8081 p2 (AT)6 12 27823428 27823439 GGTCTTGTGTGCAAAGTGGA CAATCACCACCCATTAACCC 101

Ai10B8082 Araip.B10 8082 p3 (TTA)6 18 27834087 27834104 GGGATCGACCCTTACTCACA AAGGGACGTGAACGAAAGAA 280

Ai10B8083 Araip.B10 8083 p3 (TTA)6 18 27835395 27835412 GGGATCGACCCTTACTCACA AAGGGACGTGAACGAAAGAA 280

Ai10B8085 Araip.B10 8085 c (AAAAT)7aaaaagaaaaaagaaaaaaagagcaagc(A)1073 27839908 27839980 GAAAAACACAAAGCTTGCGA TTCACTTGACACCTTCACGC 259

Ai10B8088 Araip.B10 8088 p2 (TA)7 14 27877198 27877211 ACGCTCTTGCGTGACTCTCT GTGCTAGGTGGGAGACAACC 270

Ai10B8089 Araip.B10 8089 p4 (TAAA)6 24 27883521 27883544 GGGAACATGGGTTAATAGGGA GCTACCCAAAATTCCCACTTT 278

Ai10B8090 Araip.B10 8090 p3 (CTT)5 15 27898892 27898906 TTTAAAACAATTCGGTGCCC TTAGTTCTGGCCATTTTGGG 179

Ai10B8098 Araip.B10 8098 p2 (CT)9 18 27933055 27933072 GCACAGCTTCCCTTATTTGC ACTGATCATCTCGTGGGAGC 258

Ai10B8100 Araip.B10 8100 p2 (AT)16 32 27956739 27956770 CCTTTTTCGCAAACCGATATT ATATCCAGAACCGACGGCTA 280

Ai10B8101 Araip.B10 8101 c (A)10ccaaaaatattcaattag(ATAA)652 27970988 27971039 AAAAACTGTGGGAACATGGG AACATTGGGGTAATTTTGTCC 205

Ai10B8104 Araip.B10 8104 c (T)10cacgtaacttcttttgccaattgaattttctgaattgaaaattgttttattcaattggctttcgagttcatc(T)1092 27989335 27989426 TTCCATGTAACTTCTTTTGCCA AAGACGAACTCGAAAGCCAA 238

Ai10B8106 Araip.B10 8106 p3 (AAG)5 15 27997600 27997614 CCTCCTCATCTTCTGCTGCT GCACGTTCTTTTTCCTCTTCC 230

Ai10B8107 Araip.B10 8107 c (AAG)7aggaagagaaagaagaacgtgcggcaagaagaagaaggagaaagagaaggcaaaaaacgaaagaa(AAG)5aggaagag(GAA)5124 27997720 27997843 CGTGCAGCAAGAAGAAGAAG AAACGCGATGCAAGGTCTAC 273

Ai10B8108 Araip.B10 8108 p2 (AG)6 12 27999617 27999628 ATCAACATGGAGGAAAACGC GGTGGCAGCCTTTCAGTATT 203

Ai10B8109 Araip.B10 8109 p3 (GAG)6 18 28005427 28005444 ACCTCACCAGAAGAGCCAGA CTTTCAGAGATGGCAAAGGC 257

Ai10B8115 Araip.B10 8115 p2 (AT)6 12 28038938 28038949 TTTCCTCCGTTCCTCCATCT GAGCCTCATCAGCCATAGGA 205

Ai10B8116 Araip.B10 8116 p2 (TA)6 12 28044346 28044357 GATCTTGCATGCTCCATCCT AAAATCTTGCGAAGACACCAA 196

Ai10B8123 Araip.B10 8123 p4 (ATTT)5 20 28061963 28061982 TTTGATTGAAGAAATATAACCATTTGA CATGTTTTTAGTTGGTTGACGA 236

Ai10B8127 Araip.B10 8127 p3 (GTG)5 15 28069924 28069938 CAGGGGTAGAGACGAAGCAC CTATCATGCTGCCTGCACTC 101

Ai10B8131 Araip.B10 8131 p3 (CCT)5 15 28086156 28086170 CACGTTTGTCTTCGTACCGTT CACGCCAGCTACTTGATTGA 227

Ai10B8132 Araip.B10 8132 c (CTT)16tt(TCA)6 68 28086606 28086673 TCTTCTTCTCCCTCCTCTTCA TTTCTTTCTTTTGGTTGAATAAATG 280

Ai10B8133 Araip.B10 8133 p2 (TG)6 12 28101495 28101506 GTGGTGCATCACATAGCTGC CAAGTTGGGGCCAAGTCTAA 192

Ai10B8135 Araip.B10 8135 p3 (ATA)5 15 28121671 28121685 GAAATGTGATGGAATCCGGT GGATGAGGTTTTTCCTCACG 276

Ai10B8137 Araip.B10 8137 c (TAA)6caaaaccggtaataataattataataacag(TAA)563 28125098 28125160 CTCTCTCGCGGTTTCCATAG TTTACCTTAGCTGCGGAACAT 266

Ai10B8138 Araip.B10 8138 c (T)10c(T)14 25 28125628 28125652 TGGTTAAACGGGGACACATT TACAAGCCTGCAAAATGCAA 131

Ai10B8140 Araip.B10 8140 c (CAA)5ctaataacttatcaacttataaccttcaaaaaaattgtttccaacaaac(CAA)682 28136989 28137070 ACAAACCAGCAACAACCACA TGGTCCGTTGGAAACAATTT 189

Ai10B8141 Araip.B10 8141 p6 (ATAATG)13 78 28145682 28145759 TTGGTACTCTTCAAAACTTTTATTCA TTGAAACTTTTAACAAACATTAGGGA 249

Ai10B8143 Araip.B10 8143 c (T)11c(T)13 25 28152613 28152637 CCTGATGGGCAAGAGGTAAA TGGGGAGTCATTCGTCTTCT 202

Ai10B8145 Araip.B10 8145 c (T)10c(T)10 21 28158031 28158051 GCAGAATTGGGTGGTGAAGT AAAGTCCAACAGGGAGGAGG 166

Ai10B8146 Araip.B10 8146 p2 (TA)6 12 28163055 28163066 TGGAGAATTTTTCTTGGCCT CAAATGCGATTCTCTCTCTCTTT 244

Ai10B8151 Araip.B10 8151 c (G)10atgttagttgatatagacccttattatactatatgctaaatatagtgaagctggttagttagagattactaactattaacttacc(TTAG)5115 28191693 28191807 CTCCAAGACCCTTCCATTCA TGAATTCTCACCCATTTGGC 280

Ai10B8156 Araip.B10 8156 p2 (AG)8 16 28211419 28211434 AGGCTGTCTTTGGGTTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8161 Araip.B10 8161 p2 (AT)6 12 28218284 28218295 CAAATGATCAAAACAAGGGTCA CACATTTTTATTGATGGGAATTG 191

Ai10B8165 Araip.B10 8165 c (A)10gaaaattagaatatataatttagtgcacaaaaatatcttgattatattttttagagatatacctcctctccctttctc(T)1098 28223909 28224006 TGGCATGTTGGATTGAAAAA TGGTTGAAAGGTAAAGCAAATG 182

Ai10B8167 Araip.B10 8167 p2 (TA)9 18 28228938 28228955 GGAGCCTTTGAAGAAAAGGG ATTTCACCCTTTGGGTTTCC 241

Ai10B8169 Araip.B10 8169 p2 (GA)6 12 28243933 28243944 ACCCTTAAACGAAGCGTCAA CACAAAATCCAGGACACACG 266

Ai10B8171 Araip.B10 8171 p2 (TA)7 14 28262495 28262508 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 238

Ai10B8175 Araip.B10 8175 p2 (CT)9 18 28294627 28294644 TTTTTGTTTGTTCCTTATCTTTTTCA TGAGAGAGAAAGAGGGTTTTCG 223

Ai10B8176 Araip.B10 8176 p2 (CT)6 12 28294875 28294886 CGAAAACCCTCTTTCTCTCTCA AGGGGTCCTTTTTACCACAG 182

Ai10B8179 Araip.B10 8179 p2 (TA)28 56 28316576 28316631 AGAGGACCCAAAAGAAACCC TTTCAGATGCAGGACGTGAG 261

Ai10B8182 Araip.B10 8182 c (TA)8(T)10ctttttctctttttctc(T)1154 28327201 28327254 ATTTGGGGTGATTTTGTCCC TGTGGGAACATGGGTTGATA 236

Ai10B8185 Araip.B10 8185 p2 (TA)11 22 28334480 28334501 GCTGTGTGTTCTTTGGCTCA CAAAATCACAACAATCCACACA 212

Ai10B8189 Araip.B10 8189 p2 (TA)6 12 28370237 28370248 TGTCACAAAACCAATCACTCG GTGAACGTGTTGCGCTTTTA 154

Ai10B8194 Araip.B10 8194 p2 (CT)6 12 28403660 28403671 CTTGGTGCAGGGATGAAAAT GAGAGAGGGTTAGGGTTCGG 277

Ai10B8199 Araip.B10 8199 p3 (AAT)6 18 28434175 28434192 GTTCTTGTCCTTGCTCCTGC TTCGAAAATTATCCCTCCCC 236

Ai10B8203 Araip.B10 8203 p2 (AG)7 14 28437162 28437175 TTTCTGGGCTGTTTTTGACC CCTGGAATTGGAGAAAACGA 233

Ai10B8205 Araip.B10 8205 c (AAG)8(ATG)16 72 28444724 28444795 AAAACAAGAAAAATCATGAGAAGG ATCTCTCTGGACGCAAGCTC 266

Ai10B8207 Araip.B10 8207 p2 (AG)6 12 28462891 28462902 TGGTGAAGGATATTTGGGGA GTTTTGCACGCCTAATTGGT 146

Ai10B8208 Araip.B10 8208 c (CT)8aattttcgaaaatatctcccctttttcaaaaatttctttttaattaactaattattttta(T)10c(A)10tttcg(A)11113 28469380 28469492 CCATTGGCCATGTCTAGTCT AGAATGAGATGGGGGAAGAA 276

Ai10B8209 Araip.B10 8209 c (A)13cctttttcaaaaataatttttctgttaaatcctgtgccaaactttaagtttggtg(T)1381 28472373 28472453 CCCAAACTGGCACAAAAACT ACCGACTAACGCTCTAGCCA 209

Ai10B8211 Araip.B10 8211 c (A)12cctttttcaaaaataatttttctgttaaatcctgtgccaaactttaagtttggtg(T)1279 28488754 28488832 AACGTGGTGTTTATGTTCATGG ACCGACTAACGCTCTAGCCA 189

Ai10B8214 Araip.B10 8214 p2 (AG)28 56 28493008 28493063 GAGAGAGGGAGAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ai10B8217 Araip.B10 8217 p2 (GT)11 22 28499908 28499929 ACAAGCCCTAAAGCGAAAAA ATGTCCCAAGTTTTCCCACA 111

Ai10B8218 Araip.B10 8218 p3 (GAA)5 15 28514072 28514086 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177

Ai10B8219 Araip.B10 8219 p2 (AG)10 20 28515363 28515382 GGAGATGAGGGAGAAAGAGAA TTGATTTTCAAATTTGTTTCAACT 280

Ai10B8220 Araip.B10 8220 p3 (GAT)5 15 28530883 28530897 TCGGTGCATTCTGAATTTGA GTTGTCATCACCACCACCAC 180

Ai10B8221 Araip.B10 8221 p3 (GTG)5 15 28531197 28531211 GAGGAGGTAGAGGTGGTGGC TTACCGACATTTTTCCTCCG 256

Ai10B8225 Araip.B10 8225 p4 (AATA)5 20 28561707 28561726 TTCAAGGCCATAAAACTCGG TTTTGTTGGATGAACGGTGA 217

Ai10B8227 Araip.B10 8227 c (GAA)5(GCA)5 30 28563020 28563049 TTCCGAGACTCGTTCATTCA AGATCCCTGAATTTCCGGTT 173

Ai10B8232 Araip.B10 8232 p2 (TG)6 12 28573970 28573981 GAGTGGAGTGAAGTGAGGGC AATCGAACAAAGCCGAAGAA 248

Ai10B8233 Araip.B10 8233 p2 (TG)6 12 28575408 28575419 GAGTGGAGTGAAGTGAGGGC AATCGAACAAAGCCGAAGAA 248

Ai10B8235 Araip.B10 8235 p3 (TTA)5 15 28586908 28586922 TGTGTTATTCCCTATGAATTTGAA GCACTATCCACAAGGCAAAT 280

Ai10B8240 Araip.B10 8240 p2 (AC)6 12 28611069 28611080 GATCTGCTACGATGTCCAAAAA CCATCATCATGCCTCAAATG 198

Ai10B8241 Araip.B10 8241 p2 (TA)8 16 28612916 28612931 GGATGTCCTCTCTTGTGATCCT GGAAGCTCTAATCTCCACCG 278

Ai10B8248 Araip.B10 8248 c (TA)6tt(A)13 27 28635079 28635105 TGAAGTTGATACCTGAAAGCCA TTGGGTTATTCAAACTAACATTATTCA 268

Ai10B8250 Araip.B10 8250 p2 (TA)6 12 28642496 28642507 GAGCGTTGCGCTTTTATTTC ATGTGTAACACCCTGCCACA 176
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Ai10B8252 Araip.B10 8252 p2 (GA)6 12 28643219 28643230 TGGCTTAGTGAGCACCACTG GTTCTCGCAACTTTGCTTCC 124

Ai10B8253 Araip.B10 8253 c (T)11ctttaattg(T)1232 28646024 28646055 AGGGGTATTTCTGGGGATTG AAGCCGATATCCAACTCGAA 215

Ai10B8255 Araip.B10 8255 p4 (AGTT)7 28 28649920 28649947 TGCCACAACAGACTCAGCTC GGGTTCCTCTTTCCGTCAAT 226

Ai10B8257 Araip.B10 8257 p2 (GA)6 12 28654643 28654654 CTACCAACGTGCGAGACAGA TGCCTTGCTTACCAACTCCT 244

Ai10B8259 Araip.B10 8259 p3 (CGA)5 15 28655922 28655936 GCAGATTCTAGCGACGGAGA ACACCTCACCTCACCTCACC 254

Ai10B8261 Araip.B10 8261 c (T)10ggcacaggggcctcgttgtcctttcgaggtaattgtcaggggccgggttggg(T)1274 28658281 28658354 TCTCGAAAAGACAACGAGGC CCCCTGACAATTACCTCGAA 218

Ai10B8262 Araip.B10 8262 c (AT)12acaaaaaatt(A)1347 28660055 28660101 GCATGATAGTGCTTGTGAATCTTT TGTAGCCTTAGGTCCCTCATTG 248

Ai10B8264 Araip.B10 8264 p2 (AT)6 12 28668844 28668855 GGTTTGGATGGAACCTTTGA TTTCTTTCATAAGAACCAAAATGA 277

Ai10B8266 Araip.B10 8266 p4 (AAAG)5 20 28672400 28672419 GCGAGGGAATAATGCAAAGA CCCTGGAGTGGTCGATGTAT 156

Ai10B8267 Araip.B10 8267 p2 (AT)9 18 28685834 28685851 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 273

Ai10B8268 Araip.B10 8268 p2 (AG)6 12 28690046 28690057 AACCTGGAAGGCCGAGTAAT GTCACGCGAAACCCTATCCT 247

Ai10B8271 Araip.B10 8271 p3 (TTA)5 15 28695431 28695445 CAAAAATTGAATGACGACCG CCACGTTTGTATTGAGCTCCT 272

Ai10B8275 Araip.B10 8275 p3 (AAG)7 21 28721496 28721516 GGTTCATCCTCTTTTTAGTGATTTTG CTCGGTTCAAAACAAGCACA 276

Ai10B8276 Araip.B10 8276 c (GAA)5aaagaatgaggagatttaagaaattcaaatgag(A)1159 28721863 28721921 TCGGTGCATTCTGAATTTGA TCCTCCTCCTCCTCTTCCTC 158

Ai10B8277 Araip.B10 8277 c (A)12cgatgata(ATG)638 28722587 28722624 TGTCCTTGCTCCACTTGTTG TCACCACCACTTCCTTCTCC 149

Ai10B8280 Araip.B10 8280 p3 (AGT)6 18 28727060 28727077 TTTGGTGTGAACAGGAACCA TTTGTTATGGATAATTTGGCCC 262

Ai10B8281 Araip.B10 8281 p3 (GAA)5 15 28729798 28729812 GCAGCAATGACAGCATCAAT CGCACTTAACTAACGCAAACA 230

Ai10B8282 Araip.B10 8282 p3 (TCT)6 18 28730496 28730513 CCGTTTCCTCTTTTCCTTCA CAAGTGCTCGGTAGAAACCC 184

Ai10B8285 Araip.B10 8285 p2 (AT)6 12 28738770 28738781 AAAAATTAAAACCATAGCTCTCACA GCTCCTCATCATTTGTGGGT 261

Ai10B8287 Araip.B10 8287 p2 (AT)8 16 28749707 28749722 TTTTTCAGAATCACAACAATCCA AAGAAGGGCGAAACACACAG 280

Ai10B8288 Araip.B10 8288 c (GC)6cgattcaaaaatagggataaccctagctcgcgaagcacactgcgcagtcgcgcaccccatttccctagcctcca(TCT)5101 28754842 28754942 GCGTAGGACCCACGTTTTT AGGGGAAGAGAAGTTGAGGG 232

Ai10B8290 Araip.B10 8290 c (AT)6aaaggaaagaaaaaaaaatgatgatgaaaagaaaaataaaatgaaag(A)1069 28757656 28757724 GTGAGGTTTGGGAACATTGG TTCACTTTGGGGCATTTTGT 252

Ai10B8292 Araip.B10 8292 p3 (TTC)5 15 28775780 28775794 ATTGCACGAGATCTTGACCC TCATTTTGAGATTGTGAGCTTGA 234

Ai10B8294 Araip.B10 8294 c (A)10tatttttatg(TATT)540 28795813 28795852 CCAATGGAGGGTATGCAGAT AACCACCTTCTCTCTCTCCTCA 251

Ai10B8296 Araip.B10 8296 p2 (CT)12 24 28801540 28801563 TGAAATTATGGGGAGTAAAATGG TTCTCAATTGATTGAATGAAGCAT 270

Ai10B8297 Araip.B10 8297 p2 (CT)9 18 28806563 28806580 TCCGAATTCCTCTCTGATTG TCTCACGATGAAATTGTGATTTTT 247

Ai10B8299 Araip.B10 8299 p2 (AT)9 18 28807392 28807409 AAAAAGGCAGGCAGTGAAGA CCTGACTTTCTCGATAGCGG 194

Ai10B8300 Araip.B10 8300 c (GA)10aaagaaagagaagag(GA)647 28810209 28810255 GAGGAGGGGGAGAGAGAGAA TTCCATTGCTTTCGTTCCTT 165

Ai10B8307 Araip.B10 8307 p2 (TA)8 16 28823118 28823133 ATGACCATTCACGCAATCAA GCTAGCAAACTCCAACCTGC 277

Ai10B8308 Araip.B10 8308 p4 (AGAA)5 20 28841455 28841474 TTCTCGATATTCTGGAACAGGAA GTCGAGCTTTTTCGCATCTC 256

Ai10B8313 Araip.B10 8313 p2 (TA)6 12 28871362 28871373 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 249

Ai10B8314 Araip.B10 8314 p2 (GA)12 24 28874235 28874258 GGGGGAAAGAAGAAAAGAAAA CGTGACCGCGTCAATTATTA 244

Ai10B8316 Araip.B10 8316 p2 (AT)7 14 28894966 28894979 CAGCATCTGCATTTTGCATT TTACGCCGATTTGTAGGGTC 270

Ai10B8318 Araip.B10 8318 c (A)11c(A)10 22 28896867 28896888 CCATGTGCATTGATATGTTATGG CATTGGGGTAATTTTGTCTCC 186
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Ai10B8319 Araip.B10 8319 p3 (AAT)5 15 28904329 28904343 GGCTTAGGTTGATCTTGTTTACTTG TTCAGGGACTATTTTGGGCA 264

Ai10B8323 Araip.B10 8323 c (T)11c(T)10 22 28930740 28930761 TTGCCTTTTGGTTTAAAGGG TGCTTGGACAGTGCATGTTT 226

Ai10B8325 Araip.B10 8325 p4 (TTAT)5 20 28936582 28936601 TTTTCAAAAATCCCTTCCCTC GGGTTCGAATTTTGAGATGAA 223

Ai10B8326 Araip.B10 8326 c (A)10tatagaaag(A)1130 28940298 28940327 TGAAGCAAGAAAAAGCAGTGAA CCACCGGATACATAAATGCC 224

Ai10B8329 Araip.B10 8329 p2 (AT)11 22 28956067 28956088 AGGTCGAACATGTCGAGGAG TCCCATGGACCTTTCAAAAA 255

Ai10B8331 Araip.B10 8331 c (TA)9(GA)10 38 28957339 28957376 CGTTTGCGCCTTTTTACAAT CAGATTGTTCGTTTAAACAGATGG 277

Ai10B8336 Araip.B10 8336 p2 (TA)6 12 28971907 28971918 GAAGTACCCGTCCCGTGATA CAACAAGGGAGGATGGAAGA 188

Ai10B8340 Araip.B10 8340 p3 (ATT)19 57 28975431 28975487 TTGGTTGGACTTAATTACAAAAATAC AATAATGGGGACAAAAATATACTAAAA 274

Ai10B8341 Araip.B10 8341 p2 (TA)8 16 28976778 28976793 TTTGGGGTATTTTGTCCCCT TGATTTTGGGAGAATTGGGA 251

Ai10B8343 Araip.B10 8343 p2 (AT)50 100 28985480 28985579 AATGGAACGCCCTAAAAGAAA CATTCACGTGCACAATTTCA 280

Ai10B8344 Araip.B10 8344 c (T)11c(T)10 22 28986206 28986227 CCGGCAGAGAAGCAATTAAG CGCGTTGTGAAAAGTGTGAT 149

Ai10B8346 Araip.B10 8346 p2 (TA)7 14 29018992 29019005 TCTCAAATCAATTGGGGTGC TACCCCCTTGCTCATCTTTG 249

Ai10B8347 Araip.B10 8347 p6 (TATTTT)5 30 29028149 29028178 TCCCTGGCTTATGTTTTTGG AAAGTGCAAAATGCGGAAAT 154

Ai10B8348 Araip.B10 8348 p2 (AG)6 12 29033876 29033887 GGGGAATCCATTCACACAAT GTTGGGAACATTGAACCTGG 163

Ai10B8350 Araip.B10 8350 p3 (ATA)5 15 29044816 29044830 CTCAAAGGAAGATTGGCAGC TGTCAAAGGATGACCACTGC 266

Ai10B8355 Araip.B10 8355 p4 (AAAT)6 24 29074277 29074300 GGCATGGAATGTCCAATGTT GGAGGGGAAGGGAAAAACTT 212

Ai10B8362 Araip.B10 8362 p2 (TA)7 14 29090435 29090448 CTCGACCTGCGAAGTTAAGG CAAATGCAGAATGCGAGGTA 242

Ai10B8363 Araip.B10 8363 p2 (AG)8 16 29095908 29095923 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 178

Ai10B8364 Araip.B10 8364 c (TG)9(TA)7 32 29098345 29098376 CCCAAGAAGAAGCAAGTCCA ATGTGTTTTTGCATTTGGCA 240

Ai10B8365 Araip.B10 8365 p3 (TTA)6 18 29100682 29100699 CCAAACATTGAGAGAATCAACC TATATTCCGGCCATCAAACG 225

Ai10B8367 Araip.B10 8367 p3 (TAT)31 93 29108028 29108120 TGATGCCTCTGATGGTTTGA GGTCCATTTTTAAGTGCATCA 265

Ai10B8372 Araip.B10 8372 c (A)10tttcttctttttcgttcttcccaaaataattttcg(A)10cc(A)1067 29112897 29112963 ACGGTGGTTCATCTTGTTGC ACACCATGCATGAGTTTTCG 273

Ai10B8378 Araip.B10 8378 p4 (TACA)17 68 29129505 29129572 GCTCCCAAAACGATAAAGCA GGGTGTATTTCGGGTCCTCT 222

Ai10B8384 Araip.B10 8384 c (TA)6(T)10 22 29163226 29163247 ATGCCACGTGTCACAAGATT CTAATGCCACGTGTCAGGTC 277

Ai10B8385 Araip.B10 8385 p2 (AT)7 14 29163867 29163880 ATGATGAGAACAAATTCAAATGAG TGCAATTGGACAAGTGCTGT 139

Ai10B8389 Araip.B10 8389 p4 (TACA)17 68 29170037 29170104 AGCGATAAAGCAAACGAAGC GGGTGTATTTCGGGTCCTCT 214

Ai10B8390 Araip.B10 8390 p2 (AT)23 46 29170262 29170307 AACCAAAATAAACCCAAAAGG TGAAAGCTTCTGATGTTGCG 253

Ai10B8399 Araip.B10 8399 c* (TTA)6(TA)10* 36 29238598 29238633 TCAAAAACTCACGGGTTGTG TGCATATGAGCATTTGGTTTG 280

Ai10B8402 Araip.B10 8402 c (AT)12(AG)12 48 29301076 29301123 GGTGTGGAAATGTTGTGCAG TTCACATTGCAAACCACACA 266

Ai10B8403 Araip.B10 8403 c (AC)9(TC)13 44 29305666 29305709 CTGCTTGTGAAGCAAGGTCA AGAGTGCCATGTACCCCTTG 148

Ai10B8404 Araip.B10 8404 c (AT)9(GT)11 40 29314563 29314602 TGATGAAGTTGAAATTTGATGGA ATACCATTCCAAACGCCCTT 257

Ai10B8405 Araip.B10 8405 p2 (TA)6 12 29318721 29318732 GCATGCAGCGTGATTTTCTA AAGGCAACAAAGAAGAGCGA 247

Ai10B8409 Araip.B10 8409 p2 (GT)17 34 29329084 29329117 CTTCCCCGTTCTCTCTTTCC GATTTTTCCGCTGCTATTGG 208

Ai10B8416 Araip.B10 8416 p2 (CT)9 18 29362469 29362486 CTTTCCAAGCTCCTCCCTCT TCAAAACGCCAACAATAGCA 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8418 Araip.B10 8418 p2 (CT)6 12 29368191 29368202 CTCCTTTTCTCACCCACAGC TAGAACCAATTTTGGTCGCC 252

Ai10B8419 Araip.B10 8419 p2 (TC)9 18 29370619 29370636 GTTGCAATGCAGCAGTGATT CCTTGTTTCACACTCCCCTG 263

Ai10B8420 Araip.B10 8420 p3 (TAC)6 18 29371038 29371055 TTATGGAGATGGGATGGGAG CCTTATCCATTAAACTCCAAGGAA 265

Ai10B8422 Araip.B10 8422 p3 (ATG)5 15 29384444 29384458 GAAATGCGGATGTTGTGATG CGGTTCTTACATTCTCCCCA 263

Ai10B8425 Araip.B10 8425 c (TA)7ataaaattatatgttgtaatg(TA)647 29390718 29390764 GAGTGAGTAAAAGAGTCGCCG TGCAATTCTCTCTCTCTTTACTTTTT 259

Ai10B8426 Araip.B10 8426 p2 (TA)6 12 29396218 29396229 TCTCGTGCTGATAACGTGTTG TGCAATTCTCTCTCTCTTTACTTTTT 189

Ai10B8427 Araip.B10 8427 p2 (AT)31 62 29400094 29400155 ACTTTAAGCGCAGAATCCCA CAAACATCTCTTGGGTTGCAT 263

Ai10B8428 Araip.B10 8428 p3 (AAT)7 21 29410600 29410620 TCGAGTTTGGACAACTGACG CAGCCATCCAGACTTCAACA 203

Ai10B8430 Araip.B10 8430 p3 (CAT)5 15 29417431 29417445 GAGCTCGTGAAGGAGCTGTC GCCTTCCCTGGTTTCTCTCT 254

Ai10B8432 Araip.B10 8432 p2 (AT)6 12 29420910 29420921 GTCCAAGCACACACCAAGTG CCCTAAACGTGATCCGAAGA 155

Ai10B8434 Araip.B10 8434 p2 (TA)8 16 29433612 29433627 CCACCTTTGTTTTGCGAAGT AACGATATACGGACAAGGCG 240

Ai10B8436 Araip.B10 8436 p2 (AC)6 12 29437123 29437134 CCAAAATCCCCGATTTCATA CTTCTTCTCCCTCGGTTTCC 204

Ai10B8441 Araip.B10 8441 c (ACT)7accact(ACTACC)557 29458641 29458697 GCAAGGGCAATGACCACTAT AGCAGCAACAACATCACTGG 187

Ai10B8442 Araip.B10 8442 p3 (CTA)10 30 29458890 29458919 CCAGTGATGTTGTTGCTGCT TGTGACAGCAGTTCCTGGAG 180

Ai10B8448 Araip.B10 8448 p2 (GA)7 14 29479430 29479443 CTTCTGAGTCCGTCTCCAGG CTCTGGCGATGGTGACTGTA 238

Ai10B8449 Araip.B10 8449 p3 (TTA)8 24 29490060 29490083 CCATTTTAGTTGGGGTTCTTCTC CTTGAATGAAATGCTGATCCA 213

Ai10B8450 Araip.B10 8450 p3 (TTG)5 15 29494495 29494509 ACCCTTGACTCAACGCACTT TCACACTGCAGGCTCAGAAC 209

Ai10B8456 Araip.B10 8456 p2 (AT)6 12 29506482 29506493 AATCCGTCGCAAATCTGAGT TGTGCCATTGCCATAACATT 242

Ai10B8460 Araip.B10 8460 p3 (GAG)5 15 29517771 29517785 TAGTGCAGGAGGAGGAGGAG AGTGGCCGAAGTATCCATTG 205

Ai10B8463 Araip.B10 8463 p2 (AG)8 16 29526081 29526096 CTTTCTCAAGACAAGCAAAGGA AATCTTTTCGGACATGGTGG 267

Ai10B8464 Araip.B10 8464 p2 (TC)7 14 29532684 29532697 GCAATCTGAGGAACTATACACAGC TCGTGCTGATAGCGTGTTCT 264

Ai10B8465 Araip.B10 8465 p2 (CT)7 14 29538119 29538132 TGGACGGTTGATTTTATTTTCA TCACAGAGAGATAAAAAGAGAGAGTTT 269

Ai10B8469 Araip.B10 8469 p2 (TA)6 12 29551196 29551207 GGGGTGGAATATTATGCACG TGGTCTTAGGCCCTGTTTTG 180

Ai10B8471 Araip.B10 8471 p2 (TA)6 12 29552814 29552825 GGGGTGGAATATTATGCACG TGGTCTTAGGCCCTGTTTTG 180

Ai10B8474 Araip.B10 8474 p2 (TA)6 12 29571202 29571213 AATAATTTGGGTCAGGCCGT TTGGAAGTTATTACGATGGTCG 259

Ai10B8476 Araip.B10 8476 c (A)10ttttgaaaa(AAAT)955 29586039 29586093 CGTTGCCGGTTCTTCTTC TTCCCAGTGAGGTAACCTGTG 277

Ai10B8478 Araip.B10 8478 p4 (AAAT)5 20 29593854 29593873 AAAATGAATAAAAGAATGTTATTGCG CTTCTCCCCTACCCTTCCAG 265

Ai10B8489 Araip.B10 8489 c (A)12tctctcagactcatgacacaaaacaaaaaatacatcaaaagatatcg(AT)671 29622662 29622732 TCCACCACAATCATGGTAGAAT CAAGACAAAGAGAGTTGAATTTGG 279

Ai10B8492 Araip.B10 8492 p2 (AT)7 14 29625744 29625757 AAGCGCAATGCTCAAGAAAT GGGTATTTGGGGTTGCTCAT 177

Ai10B8495 Araip.B10 8495 p3 (AAT)14 42 29632948 29632989 CCCAAAATGTGAGTAAAGTGTGA CGAGACGCATGTGTTTCTGA 244

Ai10B8496 Araip.B10 8496 c (ATG)5gtggtggaagaaaatgatgaaaaggaaggaggagacgaaattccaat(AGG)783 29635317 29635399 TTCGATGATAACGATAACGGC TGCGCTTCTTCTTCTTTTCC 221

Ai10B8497 Araip.B10 8497 p2 (AT)10 20 29636189 29636208 TCCTCCACAATTATTTCAACCA TTGGTCTATCTTTCTTTTCTTCTGTG 140

Ai10B8500 Araip.B10 8500 p4 (TTAT)5 20 29639222 29639241 TTTTCTCAGTGGTTGGCTTTT CGCATCATATAAATAAACAAACTCAA 162

Ai10B8502 Araip.B10 8502 p2 (AT)6 12 29642009 29642020 AAACCTTTGGACTGTTCCCC TCTGGGTAAAGTACCGTGGC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8504 Araip.B10 8504 p2 (TA)7 14 29644857 29644870 AGCGGTTTATCAATCTCCCC TTGATTTAGCCATTGATTGTGC 185

Ai10B8506 Araip.B10 8506 p2 (CT)6 12 29680727 29680738 TGTTTGTTTCTTATCTTTTTCAAAACT AAAATAAGATGAGGGAGAAAGAGAA 253

Ai10B8507 Araip.B10 8507 p3 (TTC)5 15 29682634 29682648 ACACAACCCTCTCTTCCCCT GCCCTGGTAATGGAAAAACA 166

Ai10B8509 Araip.B10 8509 p2 (AG)8 16 29706737 29706752 TTTCTGGGCTGTTTTTGACC GGAACATTGAACCTGTGATGAA 215

Ai10B8511 Araip.B10 8511 p2 (AT)9 18 29714531 29714548 TGAAGCAAGAAAAAGCAGCA ATCCACTGATGCTCAAAGCC 232

Ai10B8516 Araip.B10 8516 p2 (AT)7 14 29775107 29775120 GTAATGGGGCCGAGGTAAGT GGGGACAAAATTACCCCAAT 246

Ai10B8518 Araip.B10 8518 p2 (TC)7 14 29790996 29791009 TCCATAACCAGCCTTCAACC GTGGTACAGTGGAATGTGCG 217

Ai10B8525 Araip.B10 8525 p3 (TAA)12 36 29817782 29817817 AGCATGCAAATCAATCGAAA TCCTTCTCTCACGTTCTTCACA 165

Ai10B8526 Araip.B10 8526 p3 (TTA)5 15 29818275 29818289 GGATCTACTCTCCTCGCCGT CAGACGCAATCTCACAAGGA 121

Ai10B8527 Araip.B10 8527 p3 (ATT)12 36 29819765 29819800 CCCAAATTGAACATTAACGAGTC TCAGCAAGTGTTGACAGCAA 241

Ai10B8528 Araip.B10 8528 c (T)11cctgcacttgaaacgacatcgtttctaatt(A)1455 29825102 29825156 AACCGAAATGACTCGGTTTG GATGATTGACGATGGAGGCT 197

Ai10B8532 Araip.B10 8532 p2 (AG)6 12 29838233 29838244 GGAGGGAGTGAAGAGGAGAAA TCTCCCTCATCTCCGTTCAT 234

Ai10B8533 Araip.B10 8533 c (GA)20atgagagagagaggaagagggataggggagagagagaatgagagaaatggatagagagggagaaaagg(GA)6gg(GA)6aagacaaagagaggggaggggagaaagaagggaagggg(GA)8188 29838391 29838578 GAGAGGAGGGGGAGATGAAC TCCCTCTTCTCTTTCTTTTCTTTT 242

Ai10B8534 Araip.B10 8534 c (GA)10cagaaagaa(AG)743 29838796 29838838 GGAGAGAGAGAAAGGATGGGA GCACGAGTTTAAACCAGTTCAT 278

Ai10B8535 Araip.B10 8535 p2 (AT)7 14 29839293 29839306 GTTTGAAGCTCTGCCTCCAG TGGACAATTATTCTGGCTGTCA 254

Ai10B8537 Araip.B10 8537 c (TC)6tgctagggcatgcataagggtggtggggaagaagatggaatggcgcgaagtgcctctaacgtt(TC)687 29850008 29850094 GGCGTCGGGTTCAGTAAGT GACTGGATCCGTCTGTCGAT 249

Ai10B8539 Araip.B10 8539 c (AT)13(AC)9 44 29851126 29851169 CTGCGCCACTTTGATAGCTC TCTCTCGCCTTTAGCTTTGC 265

Ai10B8541 Araip.B10 8541 p2 (AT)19 38 29862428 29862465 GCTCGGGTATTACGACGATT TCCCTCACCTTTAGCTTTGC 257

Ai10B8542 Araip.B10 8542 p3 (TGG)6 18 29868358 29868375 TTGCAAGTGTACGGCTTTTG TCCTTCTCTCCACCACTGCT 252

Ai10B8543 Araip.B10 8543 p2 (TA)8 16 29872251 29872266 TCTATTGTTATGTTATCGTTGGTTTTT TACTTGCGGTGTGATTTGGA 204

Ai10B8544 Araip.B10 8544 p3 (TCT)12 36 29872882 29872917 GCCACTACCACAATGCCTTT GTTGCATTTGTTGCATTTGG 202

Ai10B8545 Araip.B10 8545 c (AG)6aaacgttagaggcacttcgcgccattccatcttcttccccaccacccttatgcatgccctagc(AG)687 29878573 29878659 TGGCACGTTAACTGCTTACC AAATGGAAGAAGGATTGGGC 257

Ai10B8547 Araip.B10 8547 p3 (TTC)5 15 29883975 29883989 TTTATGCGTGCACGTTTTTC AATCGAACCACACTTCAGCC 189

Ai10B8548 Araip.B10 8548 p3 (CTT)5 15 29884388 29884402 AATTTGGGCGTAACACGAAG TGTTGTTGTTGCTGCACTTTT 274

Ai10B8549 Araip.B10 8549 p3 (TTC)5 15 29885512 29885526 TTTATGCGTGCACGTTTTTC AATCGAACCACACTTCAGCC 189

Ai10B8550 Araip.B10 8550 p3 (CTT)5 15 29885925 29885939 TTTTCGGTGTATGTGTGCTGA CTTCGCGTATTGCATCTTCA 248

Ai10B8551 Araip.B10 8551 p3 (AGG)8 24 29886140 29886163 TGAAGATGCAATACGCGAAG CGCTGTTAAGAGCAAAGCCT 212

Ai10B8552 Araip.B10 8552 p2 (TA)16 32 29886946 29886977 CTGCCCTTTTTCACCCCTAT GCACTTTTCGTTTTACCGCT 208

Ai10B8554 Araip.B10 8554 p4 (ATAA)5 20 29898770 29898789 GCATTTGACGAAGTTGGGAT GTCGCGTATTTGACGAGGTT 226

Ai10B8555 Araip.B10 8555 p2 (TA)13 26 29902405 29902430 CGAGATTATAACGCTCCGAGTT TTCGGTGGTGATAATGATGAA 273

Ai10B8558 Araip.B10 8558 p4 (AAAT)6 24 29917948 29917971 TCGAGTTTGGACAACTGACG ACAAATTGCTGCCTCAGTCC 274

Ai10B8559 Araip.B10 8559 c (A)10ttttggaatccttattttttctttttcatataattttcg(A)1059 29918297 29918355 ATTGAAAGCTTGGCTGGCTA TCGAAAAATGCAAGATGCAC 260

Ai10B8560 Araip.B10 8560 p3 (TTC)5 15 29920967 29920981 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 277

Ai10B8565 Araip.B10 8565 p2 (AT)6 12 29955042 29955053 GCAGAATGAGCCTGAAGACC ATGCTCCCGTGTGACTCTCT 272



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8568 Araip.B10 8568 p2 (CT)6 12 29983855 29983866 TTTTTATCTTTTTCAAAACCACCT ACAAGGGTGAGGAGAGCAGA 276

Ai10B8569 Araip.B10 8569 p3 (TTC)6 18 29986437 29986454 CACCACTCACATCCATCCAC CCCTCGAGCAAGAGAAGAAA 234

Ai10B8572 Araip.B10 8572 p2 (AT)7 14 29992077 29992090 AAATTGAACTAAAATTGCATCAAA CTCCGTTCATCTTGTCACCA 225

Ai10B8577 Araip.B10 8577 p2 (AT)8 16 29999017 29999032 TACGCAGAAATCGGCTAAGG AAACACCACTCAATCTCAACCA 276

Ai10B8580 Araip.B10 8580 p2 (AT)19 38 30008311 30008348 CTTCAACCATCACCACAACA TATGATGTCTTCTTGGGGGC 220

Ai10B8581 Araip.B10 8581 p5 (AAGAT)5 25 30015772 30015796 CAGCCCAAATCTAAAGGCAG GGTGGTGATGCTGATCCTTT 273

Ai10B8583 Araip.B10 8583 c* (A)10(AT)7* 23 30024226 30024248 AGTGGGTTTGGAAACATTGG TACTTTGGGGCATTTTGTCC 273

Ai10B8584 Araip.B10 8584 c* (A)10(AT)7* 23 30025946 30025968 GTGGGTTTGGAAACATTTGG TACTTTGGGGCATTTTGTCC 273

Ai10B8585 Araip.B10 8585 p2 (CT)25 50 30028406 30028455 TTCCTGAAGGAAGAGGCTCA CTGTTGTGCACCCAGTCATC 207

Ai10B8586 Araip.B10 8586 p2 (GT)6 12 30028850 30028861 CTTCTCTCCTTCCCCTGCTT AACAACACAGCAGCCACATC 116

Ai10B8587 Araip.B10 8587 p3 (TGA)5 15 30032702 30032716 GGGGATGAAGTAAGGGGAGA TGGAATCACTCCACTGCATC 242

Ai10B8588 Araip.B10 8588 p3 (GAA)5 15 30038957 30038971 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai10B8589 Araip.B10 8589 p3 (TGA)5 15 30042191 30042205 AACTTGGGGATGACGTAAGG CATGTCTCGGAACAAGCAGA 263

Ai10B8592 Araip.B10 8592 p2 (TA)17 34 30058012 30058045 CTGAAGAATGGGCGAAACAT AATATTCTCCGGCCAGCTTT 217

Ai10B8593 Araip.B10 8593 p2 (TA)9 18 30060281 30060298 CTTGGTTGATTGCTTTTCCA CAACTGCACCTTGAATCCCT 113

Ai10B8598 Araip.B10 8598 c (T)10ctttttctttctcttcctttcatctttgttgctgttacttatta(T)1064 30072385 30072448 CACATTCATGCACACAGATGA GAGGAAAAATTTGTGATGGCA 158

Ai10B8599 Araip.B10 8599 p2 (AT)7 14 30072796 30072809 TGGATCAATCCGTTTAGTTCG CGCAACGACAATGCTTAGAA 225

Ai10B8600 Araip.B10 8600 p2 (AT)8 16 30073363 30073378 ATGTGCTTCAATTAACGGGG GAATTTCCGAACAGATTTAACCA 224

Ai10B8601 Araip.B10 8601 p4 (TTTA)6 24 30073901 30073924 AACCACTTGTTATCCGGATTTT CGTCCTCCATGCTGTTAATG 279

Ai10B8606 Araip.B10 8606 p3 (CCA)5 15 30082726 30082740 TGAATCTTTCTCCGCGTTCT TGGAAACAACATTGCCAAAA 188

Ai10B8607 Araip.B10 8607 p3 (GTG)9 27 30084842 30084868 CCTCTCAACGATGCCATTTT GTCAAACGCGAACACCTTTT 258

Ai10B8608 Araip.B10 8608 p3 (CAA)5 15 30085228 30085242 TTCCAAACCTTCCTCCTCCT GTGTGGGTCTGTGTTGATGG 191

Ai10B8609 Araip.B10 8609 p2 (AT)9 18 30087079 30087096 AACATGAAAGAGACGGAGGC GTTTTGGTGAAATGCCCAAT 266

Ai10B8610 Araip.B10 8610 p2 (GA)7 14 30099187 30099200 CACTGAAACCCTCTCCCAAA GGCCCTTTCTCTCTCTCCAT 259

Ai10B8611 Araip.B10 8611 p2 (TA)12 24 30102177 30102200 GATATGGGCGCAGAAGTCAC ACTTTAAACCGCAACATCGC 212

Ai10B8612 Araip.B10 8612 p2 (GA)7 14 30105905 30105918 CACTGAAACCCTCTCCCAAA ATCTCTCTTCAGCTGGCGTC 236

Ai10B8613 Araip.B10 8613 c (TC)8ct(TC)6 30 30108585 30108614 GAGTGAGTTTTCTCCTGCGG CATGCCGCAACTGATCTAAA 210

Ai10B8614 Araip.B10 8614 p3 (ATG)5 15 30111773 30111787 CAAAGCTCACCAGGGATGAT TTCCCACTTGGGACAACTTC 236

Ai10B8615 Araip.B10 8615 p3 (TCA)8 24 30115937 30115960 TCATCAATTCATCATCATCCA CGGCTAAGGTGTGGTTTCAG 259

Ai10B8616 Araip.B10 8616 p3 (TCA)9 27 30119094 30119120 TCATCAATTCATCATCATCCAAG TGCACATATTGAGAATCGGC 277

Ai10B8617 Araip.B10 8617 p2 (AT)13 26 30119340 30119365 CAACAAGCACCAAAGCTCAA GGAATTGTTGGATTTCATCCTC 154

Ai10B8620 Araip.B10 8620 c (A)14tgcatattggcatgctactatgttgtccttgtccac(GAT)874 30125763 30125836 TTTTTGGGTTGCTGCTGTTA TTTTCATTGGCGCAAATTCT 260

Ai10B8622 Araip.B10 8622 p2 (AT)6 12 30126927 30126938 AAAGCCAAACGTGGCTTATG GGATAACATGCAAGCTCGGT 135

Ai10B8623 Araip.B10 8623 p3 (AAT)8 24 30130766 30130789 TGAAATCAGCCAAGACAGCA CGAATTTACAAGGTGTGCAGC 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8628 Araip.B10 8628 p2 (AT)6 12 30140008 30140019 TGGAATCGTTTAAACAGAAGATCA TTCTCTTTATTTTTCTATCTCATGGAC 180

Ai10B8629 Araip.B10 8629 p3 (AAT)27 81 30167449 30167529 TTCCTCTTCACCTTCACCGT TTTGTTGTCTTCCACCTACACA 274

Ai10B8630 Araip.B10 8630 p3 (CTC)6 18 30179303 30179320 AAAGGGTCCAGGAGGCTAAA GCGCTTCTTGTTCTCTGGTT 185

Ai10B8642 Araip.B10 8642 p3 (TTC)10 30 30214922 30214951 CTTGGGCAAAGAGCAATCTC GCCGGTTATTATGGCAGAAA 219

Ai10B8644 Araip.B10 8644 p3 (TGA)6 18 30224757 30224774 TGTGCTTCAATTGCTTGACC CACAAAGCACCACCACAGTT 261

Ai10B8645 Araip.B10 8645 p2 (TC)7 14 30252978 30252991 AAATCCAAGTCCAGAAGGCA GGGATCGATAGTCACTCCCA 182

Ai10B8646 Araip.B10 8646 p2 (TC)6 12 30264277 30264288 TACCGTCAAATTTATCCGCC TCCGTTTTAGGCAACGAAAC 238

Ai10B8649 Araip.B10 8649 c (TCT)5tttctttcgtttcttgccttctctttctcttcctacttcttcttactgcaca(TTC)582 30273485 30273566 CAAAACGCGATGCAAGGTA AGGAAGAAGAACGTGCAACAA 258

Ai10B8650 Araip.B10 8650 p3 (CTT)5 15 30273669 30273683 CGTTCTTCTTCCTCTTCCTCTTC CCTCCTCATCTTCTGCTGCT 227

Ai10B8656 Araip.B10 8656 c (T)18ggtaaaggaagggggcttaacagccccaaaagaaaaaaaa(AT)670 30282157 30282226 TGCGGGTTTAATGTTTAGGG AGAATGGCAGATTGGATTGC 274

Ai10B8660 Araip.B10 8660 p2 (CT)6 12 30292234 30292245 TCATCTAAACCGTGAACCCC GAGGGGAGGAGAAGATGGAG 201

Ai10B8667 Araip.B10 8667 p2 (CT)6 12 30332928 30332939 CACCATTCTGGGCGTTTAAT GAGGGATTTTTGGGGAAGAG 220

Ai10B8668 Araip.B10 8668 p2 (TA)15 30 30341222 30341251 GCATGTCCTCATGCTTAATTG TGAGGGTTCCATGCTTGAAT 259

Ai10B8672 Araip.B10 8672 p3 (CCA)5 15 30368992 30369006 CGACCGTAATCTTTTGGCAT AGCCCAAGAGAGCATAGCAA 206

Ai10B8673 Araip.B10 8673 p2 (GA)17 34 30374888 30374921 TCTTCTCCATGCTCACATGC ACCACAGCATAGATCTGCCC 152

Ai10B8674 Araip.B10 8674 p3 (GAT)6 18 30375223 30375240 TGGTTGGGGTTGCTATTAGG AATCCAACCCTTCCCTTCAC 138

Ai10B8676 Araip.B10 8676 p4 (CTTT)10 40 30381008 30381047 TCTACATGACGGCAATGAGC TGTTTCACACGCACACAAAA 150

Ai10B8681 Araip.B10 8681 p2 (GA)6 12 30403941 30403952 AGAAAGAGGGAGAGGGTTCG TTCAAATTAAAATTCGTAAAATTCG 276

Ai10B8682 Araip.B10 8682 p2 (GA)6 12 30404099 30404110 AGAAAGAGGGAGAGGGTTCG TTCAAATTAAAATTCGTAAAATTCG 276

Ai10B8683 Araip.B10 8683 p2 (TA)6 12 30410786 30410797 CAGTTTCAGAGGCTACGAGGA TGGGTATCCACAACCACAAA 214

Ai10B8686 Araip.B10 8686 c (TAT)5tcctttc(TA)838 30415895 30415932 ATGCTTTGCGCTTTTCTGTT GCTTCAACGTATCCTAAGGTCG 239

Ai10B8687 Araip.B10 8687 p2 (TG)6 12 30418156 30418167 TTCTGGGAAACTTGGGATTG AAAACGAGAAGTGCAACGCT 182

Ai10B8690 Araip.B10 8690 p3 (GAA)5 15 30435922 30435936 CGGTCTTAGGTGCCATCAAT TTCTTGGCCGAATACACCTC 159

Ai10B8692 Araip.B10 8692 p2 (AG)8 16 30439552 30439567 GGAGCAGTGATGTGAGATGAAG TTGTTTCTTATCCTTTTCAAAACTACC 278

Ai10B8694 Araip.B10 8694 p2 (TA)13 26 30447824 30447849 TTTTACTGCTCTCCTTACCCTTTC AAACAAAGTTAACGCAAAACAAAA 216

Ai10B8696 Araip.B10 8696 p2 (AG)6 12 30472098 30472109 ATAGGTGAGGGGTTTTTGGG GCACCAAACTGGCGTTTAAT 256

Ai10B8697 Araip.B10 8697 p3 (CAT)5 15 30483758 30483772 GGACGAGTCTGAAGAGGCAC TTGGACAACATTGTGAGGGA 209

Ai10B8700 Araip.B10 8700 p3 (GAA)5 15 30487621 30487635 AGTGGTCTTGATGGGCTTTG ACACAACCCTCTCTTCCCCT 273

Ai10B8701 Araip.B10 8701 p2 (AG)7 14 30490449 30490462 TTTGAAAAAGGCGGGAGATA TCCTTATCTTTTCAAAATTTGTTTCA 127

Ai10B8705 Araip.B10 8705 p4 (GAAA)5 20 30505219 30505238 GGTCACCAAACATTTCCGTT TAAAACGTGGGATTTGAGGG 251

Ai10B8706 Araip.B10 8706 p4 (GAAA)5 20 30506696 30506715 GGTCACCAAACATTTCCGTT TAAAACGTGGGATTTGAGGG 251

Ai10B8708 Araip.B10 8708 p4 (TTGT)5 20 30509729 30509748 GATACGACATAGACGCGCAA GGTCGAGTGGGAAAGAAGAA 278

Ai10B8710 Araip.B10 8710 p3 (CTC)6 18 30511499 30511516 ATCACATGCGCGTTTCAATA ACCTGGACTGCAAATGAACC 187

Ai10B8713 Araip.B10 8713 p6 (CTTCTC)5 30 30521635 30521664 TTCCTAGTTTTGCAACGCCT GCCTCCGTCACCATACAGTT 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8719 Araip.B10 8719 p3 (TTC)5 15 30532759 30532773 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai10B8720 Araip.B10 8720 p2 (AT)11 22 30536260 30536281 GTTTTGCGCTTTGAAATCCT CTTACCTCGCGTCGTAAAGC 157

Ai10B8721 Araip.B10 8721 p2 (AT)18 36 30543445 30543480 TACCTCGCATCGTAAAGCAA AAGCTGTTTTTACTATCTGGTTCTG 261

Ai10B8724 Araip.B10 8724 p2 (TA)6 12 30563278 30563289 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 205

Ai10B8725 Araip.B10 8725 p2 (CT)6 12 30564382 30564393 GTTTCTAACCCAGTTTGCGG GGACATTGAACTTGGGATCG 210

Ai10B8728 Araip.B10 8728 p2 (AC)7 14 30580778 30580791 TCGATCCGATTTTCAGAACC CACCACATCAATATGGGCCT 134

Ai10B8732 Araip.B10 8732 p2 (CT)6 12 30590685 30590696 GAACCCTAAAACCTAGAGAGAGGA ACGTATGTGACAAAGCCACG 209

Ai10B8733 Araip.B10 8733 p2 (TC)6 12 30597064 30597075 TCTCCGTCGCATCTCTCTTT CAAAATTCTTGCTCCCCAAA 233

Ai10B8734 Araip.B10 8734 p2 (TC)6 12 30604152 30604163 TCTCCGTCGCATCTCTCTTT CAAAATTCTTGCTCCCCAAA 233

Ai10B8735 Araip.B10 8735 c (T)11ctttttattttgtcataaactctttgaccgtatctatctttttatttgtaaatattatttggatctatttatttttgttggtag(T)10105 30606152 30606256 TGCTTAGTATGGCTCTTAATTCCT AAGAATGAAATCTGACAAACGAA 280

Ai10B8736 Araip.B10 8736 c (A)10tagcgggttaaaggggctagtttgcgggctaaatgggtgatccgttta(T)1068 30608315 30608382 GCTCGTTTAAATTTCGGGCT TGGATCAAATTTTCGGATCG 165

Ai10B8743 Araip.B10 8743 p2 (TA)10 20 30626348 30626367 TTCAGCCAATGAATGACAGC GCCTGGATGGTTGCATAGTT 200

Ai10B8745 Araip.B10 8745 p2 (TA)6 12 30628650 30628661 ATTACTTTCTTTGAGCGATTGAA TTTATTGAAGAACATCACGCTG 243

Ai10B8746 Araip.B10 8746 p3 (TAT)8 24 30628865 30628888 CAGCGTGATGTTCTTCAATAAA TCTTGTTTCCAACAACCGAA 250

Ai10B8748 Araip.B10 8748 c (A)10gagaaaaa(AT)936 30641263 30641298 TGGAATTTGGATGCCTACTCA TGGGGTAATTTTGTCCCCTT 157

Ai10B8753 Araip.B10 8753 p3 (AGA)6 18 30671715 30671732 TGTCTTCCCTTTCCCCTTCT GCCCTCCATTCTTCATCAAA 227

Ai10B8754 Araip.B10 8754 p3 (AAT)5 15 30674650 30674664 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 170

Ai10B8755 Araip.B10 8755 c (T)15gaaaaaggttagtattttttcgaaatttttttttcaaaaataaaaataattagttaattaaaaagaaattttgaaaaagaaggaaggaattttcgaaaat(GA)7129 30674877 30675005 GGAGGGCAGAGATGTGAGAT TGTTTCTTATCTTTTTCAAAACTACCT 280

Ai10B8759 Araip.B10 8759 p3 (TTA)5 15 30707547 30707561 TTCATGCATCTTTTTCATCCA GAAAAATGGGTGCACATTCA 184

Ai10B8760 Araip.B10 8760 p2 (AT)9 18 30715564 30715581 CCTCGTTTACCCCAATCTCA TTTAGAGGGGGTTGGGTAGC 117

Ai10B8761 Araip.B10 8761 p2 (AT)16 32 30717206 30717237 GCGACGAAGAAAGAATGGAG TCTTGTTGGTGAACATGATTTGA 268

Ai10B8765 Araip.B10 8765 p2 (AG)11 22 30721837 30721858 TCTGTGCCTTGCACTCTCAC TGGATGGCTCAGATTGATGA 240

Ai10B8766 Araip.B10 8766 p2 (TA)10 20 30723605 30723624 TTTAAACCGCAATACCGCTC TATGGACGCAGAAGTCACGA 259

Ai10B8770 Araip.B10 8770 p2 (GA)6 12 30743560 30743571 TTCGAACACAGAGAGAGGGG CCAATTTTTGAAAATCACTAACCA 256

Ai10B8771 Araip.B10 8771 c (A)10taaaagcatgcaattgacaccaaacttaaaatttgacactagactc(A)1066 30744657 30744722 GAACACATGCATGAATTTTTGA TCACTTAAAGCTTGGCTGGC 279

Ai10B8772 Araip.B10 8772 c (T)10attccatgtgcattgtttttattttgcattgggaaatttcttttgtatccccttttatttagatgctgaaaaataactc(T)1099 30757463 30757561 TGTTACATGCTCATGTTTCACTTTT GGGAAACCTTTTGGGAACAT 249

Ai10B8773 Araip.B10 8773 p2 (CT)6 12 30768233 30768244 AACGCCAGGATTAGCAGAAA ATAGGTGAGGGGTTTTTGGG 177

Ai10B8775 Araip.B10 8775 p3 (AGG)5 15 30791418 30791432 GCAGTCTGAGCATCGCAATA GAAGGATGTGCCACTGGTTT 225

Ai10B8776 Araip.B10 8776 p2 (TA)6 12 30791972 30791983 TTGGTTTGACTGAAAATAGGGA TCAAAAACTCACGGGTTGTG 248

Ai10B8778 Araip.B10 8778 p2 (AT)6 12 30793200 30793211 TGCTTGTCTTGCAAGTTTGTG GCATGTCCTCATGCTAAGCTC 252

Ai10B8779 Araip.B10 8779 c (TTG)5tcgtct(TCA)6(TCT)760 30795772 30795831 TATATACGCGTTGTCGCTGC CGATGACGGAAACAATGATG 165

Ai10B8784 Araip.B10 8784 p2 (AT)18 36 30825721 30825756 GGCATTTTGTCCCCTTTTTA GAAACTTGGGACATTGGTTCA 280

Ai10B8785 Araip.B10 8785 p2 (TA)11 22 30835105 30835126 AGCTCAAACATCATTGTTCCA AGGTCGTCTGAGCAATCAGC 261

Ai10B8786 Araip.B10 8786 p2 (CT)6 12 30846022 30846033 TTGTTTCTTATCTTTTTCAAAACCAC GGAGATGAGAGAGAAGGGGAA 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B8788 Araip.B10 8788 p4 (AGAA)5 20 30851953 30851972 ACATCCTCGTCGTCGATTTC ACACTGAGACCGTGGTTGTG 176

Ai10B8790 Araip.B10 8790 c (T)10cttttcttcctctttggtgtttgaatt(A)1047 30868924 30868970 GAAGCCATTGACTTGCATGA AAGTGCACTAAATGTGAATTAAACG 213

Ai10B8791 Araip.B10 8791 p2 (TA)7 14 30869845 30869858 GGGTGTTATACCTAAAATAAGTCACAA TCGCGGTTTATAACCAAATG 237

Ai10B8795 Araip.B10 8795 c (T)10c(T)13 24 30887981 30888004 AGACAATGGTGCTCAAAGCC CCTTGAAGCAAAAGAAACAGC 238

Ai10B8800 Araip.B10 8800 p2 (CT)6 12 30902256 30902267 TGATCTTTTAACAATCAATACGTGA CAATGAGGTTTTAGGGTGCG 135

Ai10B8801 Araip.B10 8801 p2 (AT)19 38 30910690 30910727 GGGGAAGGATTCGCAATTAT GCAAAATGCAAATGAAAAGAAA 238

Ai10B8802 Araip.B10 8802 p2 (TA)9 18 30911526 30911543 GGTGGAGGTGTGTGTGTCAT TGGGATAACTTTTGTCCCTTTT 280

Ai10B8805 Araip.B10 8805 c (CT)11t(TC)8 39 30921893 30921931 ATGATTTAGTGAAACGCGGG GCAGCTTCAGCAGAGGAAGT 216

Ai10B8807 Araip.B10 8807 p3 (TAT)13 39 30928922 30928960 GTATGGATTTGGTGGCCTTG CTTTTACCTGCACCGTGGTT 279

Ai10B8810 Araip.B10 8810 p6 (ATAAAA)6 36 30950983 30951018 TCAAACGTGCAAAAGAGACAA TAGCATCCCCCAAGATGAAG 215

Ai10B8812 Araip.B10 8812 c (A)11ttcaaaatttaaatttttt(A)1040 30956333 30956372 TTTGGTGTCATTTTATTGTTTTTCTC TTGAATTTTGAATTTTGGAAGTTG 256

Ai10B8818 Araip.B10 8818 p2 (TC)6 12 30987338 30987349 CGTCCTCTCTCTCCATCTCG GCACCCTTTCACACACACAC 215

Ai10B8819 Araip.B10 8819 p2 (GT)6 12 30987496 30987507 ACCCCCTCTCACTCTCTGGT TCCACTTTCGTAAACCCTCG 200

Ai10B8820 Araip.B10 8820 p5 (TTATC)5 25 30994561 30994585 GGTACCTGCAAGAGACTCCG AACACAGCCCAAATCCAAAG 245

Ai10B8821 Araip.B10 8821 p5 (TTATC)5 25 31004432 31004456 GGTACCTGCAAGAGACTCCG AAGCCTACGGAGAGAAAGGC 218

Ai10B8824 Araip.B10 8824 p2 (AG)6 12 31032094 31032105 GACAAGCAGAGACTCAGGGG GAAACATTGAACCTGGAATTGA 158

Ai10B8825 Araip.B10 8825 p2 (AT)6 12 31036618 31036629 TTGTGGGAACTTGGGTTGAT GCATTAGGGTAATTTTGTCCCC 217

Ai10B8826 Araip.B10 8826 p2 (GT)8 16 31036797 31036812 GGGGACAAAATTACCCTAATGC ATGGCCAAGTGAGCTGAAAT 203

Ai10B8832 Araip.B10 8832 p3 (TTC)7 21 31047605 31047625 CAGAATTTCCTGGTGCAGGT AGTGCTCGAAGCTTGGAAAG 175

Ai10B8833 Araip.B10 8833 p4 (AAAT)5 20 31055299 31055318 TGGGTTTGGAAACATTTGGT TTCACCATTTACTTTGGGGC 228

Ai10B8836 Araip.B10 8836 p3 (AAC)5 15 31076065 31076079 TCTCCAACCCTGAAGAAAGAA TGTATCAGAATCTTCCTCCAAAA 269

Ai10B8837 Araip.B10 8837 p2 (CA)7 14 31086246 31086259 TGCGCGTGAATTACATTCTT GTAGCAACCATGCCCAACTT 159

Ai10B8838 Araip.B10 8838 p2 (CT)8 16 31090194 31090209 GTTCCTTGGTGTTTTCGCTC CAGTTTTGGGCATGGTCTG 274

Ai10B8839 Araip.B10 8839 c (AGA)5acccagaaacatcatcagaagaagaaataccagaaa(ATC)566 31095384 31095449 GAACAACAACAACAAAAACCCA ACGGCGATGATGATGATTTT 191

Ai10B8842 Araip.B10 8842 p3 (TTG)5 15 31101011 31101025 GCACCCACTCCTGATCCTAA TCTTAATGCAAACCAACCTGAA 137

Ai10B8843 Araip.B10 8843 p2 (CT)6 12 31102630 31102641 GAACCTGAATTGAAGAAATAACCA ATCCAAGCCCAGAAACACAG 190

Ai10B8844 Araip.B10 8844 p2 (AT)12 24 31106603 31106626 GATGATTCGCCTCTCTTTCG CAAGTCTCCCGCTTCTTTTG 232

Ai10B8846 Araip.B10 8846 c (T)10agactgaagctttagactaacattgcatgattcctggaattcttgttaaaaactttgaaatccttatttttctttctccaaataattttcaaaaaatcc(A)11120 31110220 31110339 TGTCCTACTGAAGCTTGGCT ATCGTGCATGGGTTTTCG 280

Ai10B8853 Araip.B10 8853 p2 (CT)6 12 31135060 31135071 TGTCTTCAGATGGAAAGCAACA ATCCATTCAAAGGGAGGCTT 279

Ai10B8858 Araip.B10 8858 p2 (CT)7 14 31157796 31157809 AACATGAAGAGTTCATAAGCCAA GGAGAATGGGGGAATCAATA 264

Ai10B8861 Araip.B10 8861 p3 (ATT)8 24 31165889 31165912 TACCCAAATGTCCGAAAAGG ATTTACCCATTCGTGTTGCC 169

Ai10B8866 Araip.B10 8866 p3 (TAA)16 48 31173036 31173083 GACCCATGCACACTCCTACA CGCCCTTCATAAATGGACA 240

Ai10B8867 Araip.B10 8867 p2 (TA)6 12 31173568 31173579 TGCAACAATAAACAAATGCGA CAAGATGAGAGGGCTTCGAC 271

Ai10B8870 Araip.B10 8870 p2 (CT)6 12 31180003 31180014 TTTCTTAACTTTTTCAAAACCACC AATGAGATGGGGGAAGGAAA 222
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Ai10B8872 Araip.B10 8872 c (A)12ggcg(A)10 26 31182307 31182332 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 259

Ai10B8873 Araip.B10 8873 c (TA)6aattattattgagctaattattttaatactagagtcttctatttatacaactttat(TA)884 31184899 31184982 TGCAACAATAAACAAATGCGA TTTAGCCGTGTTAATTGAATCC 231

Ai10B8877 Araip.B10 8877 c (TCAAT)5tcagaacatctgcgtcc(ATTCA)567 31198980 31199046 CTGCAGAATGAACTGAACACG AAACAAATCAAGCGGACGAG 252

Ai10B8880 Araip.B10 8880 c* (A)10(AC)8* 25 31206850 31206874 CCCACATATTGTAATGGCCC ATGATTGAATGGAGGCCAAA 231

Ai10B8881 Araip.B10 8881 p2 (AT)6 12 31209662 31209673 TAGTGCATTTTGTCCCCACA GGGCATGATCACATGCATAC 163

Ai10B8882 Araip.B10 8882 p2 (AG)9 18 31209919 31209936 GTATGCATGTGATCATGCCC CATTCCAAAACTTTTCAAACACA 239

Ai10B8883 Araip.B10 8883 p3 (TTC)9 27 31212732 31212758 AGAGAGACAGCGCGAGAGAG AACGCAAAATTGGGAACAAG 270

Ai10B8885 Araip.B10 8885 p2 (AG)19 38 31227245 31227282 CAACAGCGACATTCAGAGGA ATGAATGGCCCAGATTCAAG 142

Ai10B8895 Araip.B10 8895 p2 (TA)7 14 31274717 31274730 AAGGCAACTCTTGGCACAAT GGTCTTCCAAGTGTCAATAGGG 240

Ai10B8898 Araip.B10 8898 p2 (TA)6 12 31277382 31277393 TTGACCATAAACCGCCCTAC GGAAGAGAGCTCCATAGCCC 266

Ai10B8905 Araip.B10 8905 c (A)10taatattttc(A)1030 31312073 31312102 CGTGTTGCTCAGATTCGGTA TGCCTCTATGCTGATGGTTG 264

Ai10B8907 Araip.B10 8907 p2 (TA)9 18 31319080 31319097 CAAAATCCAGTGAGGGTTCAA GGATGCCAATTTCTCCAAAA 280

Ai10B8908 Araip.B10 8908 p2 (AT)10 20 31326163 31326182 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 222

Ai10B8909 Araip.B10 8909 c (T)10ctcttttttctttctctttctttc(T)1044 31335086 31335129 TGCTCTTGCCTTTTGGTTTT CAATTATGTGATGTGGTGGCA 268

Ai10B8910 Araip.B10 8910 p3 (AGA)9 27 31351347 31351373 TGATGGGCTTGTGAGATGAA GCCGAATACACACATCCCTC 250

Ai10B8911 Araip.B10 8911 p2 (AG)6 12 31351508 31351519 GGGTGGGAAAGAGATGTTGA CTGGATTCAACGCCAGAAAT 278

Ai10B8912 Araip.B10 8912 c (T)10gatttttttgaaa(T)1033 31353181 31353213 TCTCGTGATGATGGTTTGGA TTTGGACAACTGACGGTTCA 275

Ai10B8914 Araip.B10 8914 p2 (AT)23 46 31364407 31364452 TTGGAGAGGAGAGGAAACCA GCATTCATGTGGTGACGAAC 270

Ai10B8915 Araip.B10 8915 c (T)11cttttttttctttttctatatttttttttctttttttcttttccatattgttttctttttttcttttgttcttttgtttttctcatttttcaaaa(T)10116 31368993 31369108 TTCACTTTGGGGCATTTTGT TGGGACATTGGGTGAATAAGA 274

Ai10B8918 Araip.B10 8918 p4 (TTTA)6 24 31409845 31409868 CCAATGGAGGGTATGCAGAT TTTTTCGAAATTCTCCACTCA 224

Ai10B8922 Araip.B10 8922 p2 (TC)7 14 31432946 31432959 AGCCAGACAGCAGAGGTGAT AGCAAAACATACGTGCAAGC 205

Ai10B8923 Araip.B10 8923 p4 (ATAA)5 20 31433668 31433687 TATTGGGAATTTGGGTGCAT TCACCACATATGCATTGATCTTT 181

Ai10B8924 Araip.B10 8924 p2 (AG)7 14 31446196 31446209 GCAAAGCTTTTGCAACACAA CTAGCATTGAACGCCAGGAT 211

Ai10B8926 Araip.B10 8926 p3 (GAA)5 15 31458444 31458458 CGGTCTTAGGTGCCATCAAT ACCCAAACCCACCCTAAAAG 262

Ai10B8927 Araip.B10 8927 p2 (AG)8 16 31461066 31461081 AGGGGATGAGAGAGAATGGG TTGATTTTCAAAAACTGTTTCAACT 272

Ai10B8929 Araip.B10 8929 p2 (GC)6 12 31468905 31468916 AATTCACGTTAATGGGCCAC GAACCGAAAAGCTGTCAAGC 215

Ai10B8931 Araip.B10 8931 p2 (CT)6 12 31506191 31506202 AAGTGGCAGAATTGAGAATTTGA GGCAACACTTGAGAAAAGGG 247

Ai10B8935 Araip.B10 8935 p2 (CT)6 12 31533896 31533907 ACGCCAGTAAGGGTAGCAGA TGGGATTTGATAGGTGAGGG 280

Ai10B8937 Araip.B10 8937 c (T)10aatttaacgaaattaaaaataaattaaataaataaaatgatgcaaatttc(A)1171 31542831 31542901 TGGAGAAAGGGAGATGATGTG CGAAAATCCTCACCCAAAAA 198

Ai10B8938 Araip.B10 8938 p4 (TTTA)5 20 31555963 31555982 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 163

Ai10B8942 Araip.B10 8942 p2 (GA)6 12 31574119 31574130 AGTGCCATCACCGTTCTCTC TTCTCCCTCACGACACCTCT 204

Ai10B8943 Araip.B10 8943 p2 (GA)6 12 31578963 31578974 ACTGTTCGTCACACCGTCAC CGGACCAGAGAAGCAGAAAC 188

Ai10B8946 Araip.B10 8946 p2 (CT)6 12 31598668 31598679 TTAGCCTAAAACGGGTCACG GGAGGGAAGGAGAAAAGGAA 279

Ai10B8948 Araip.B10 8948 p2 (CT)8 16 31610793 31610808 AGAAAGGGGAGAAAAGCTGG GGTATTTGGGGAAGGGTGTT 218
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Ai10B8956 Araip.B10 8956 p2 (TA)6 12 31699699 31699710 CATGCAAAAGGTGCAAAATG AACCGAAGGTGGAGGAACTT 249

Ai10B8957 Araip.B10 8957 p2 (GA)11 22 31701157 31701178 GATAGGCAACAGTGGCACCT CACTGGTGCCAGAACGACTA 194

Ai10B8959 Araip.B10 8959 p2 (GA)6 12 31706971 31706982 TATAAGCGCAGCGTCAACAC TCATTATGAAGAATGCGCGA 222

Ai10B8961 Araip.B10 8961 p3 (TAT)8 24 31717795 31717818 GCACCAAAACAATGCAAGAA CCCTGTTTTTCTCCTTTCTCC 278

Ai10B8963 Araip.B10 8963 p2 (TA)11 22 31724387 31724408 GCAACAAGGCTTTCAAGGAA TTGGGTCTTACATTCCACCC 262

Ai10B8965 Araip.B10 8965 p2 (AG)6 12 31732249 31732260 GTATGCTGTCACTGCTGCGT CCAAAGGAAACGAAGACCAA 209

Ai10B8966 Araip.B10 8966 c (GT)11(AT)10 42 31734723 31734764 GCTATTGTTTTCCCTCGCCT AAAACCGCATAACCTTTCGAT 201

Ai10B8969 Araip.B10 8969 c (T)11aagagaaacttttatatttattacgagaaaggatgatttttggtaaaaaattaattaattaattgttataaaataatt(A)11100 31739131 31739230 AAATTAAAGAGGATTCGCAGTCA TGTTTTGTTTTGAGTTTTGACCA 262

Ai10B8970 Araip.B10 8970 p2 (AT)11 22 31740055 31740076 TCCTTTAATTCTTGTCAAAATCTCTC CATACATAAATTTTGATTTTGAGCAT 142

Ai10B8971 Araip.B10 8971 c (TA)7ggtttaattactctgcaggtccctatagtttcaccgaattttcaattaggtccctatactttttttcttttcaattgggtccctgtacc(T)10113 31740262 31740374 TTAGGGTAACAAATACATACATTTCAA AGGGAGAAGACAGGGGGTAA 231

Ai10B8975 Araip.B10 8975 p2 (TC)13 26 31749906 31749931 GGCAAACAGTAAGCAGCTTTG CCTTCTCTCTTTGGGGCTCT 184

Ai10B8976 Araip.B10 8976 c (A)11gacatcacaacttcaattcg(TTTC)5agaaaacaccacctgcaaatgaggcacctgaaaccgccgccaacca(CCG)5112 31750033 31750144 TTCCTTTTCTTCCAGAGCCC AAGGATTTCGGAGGAGGAAA 209

Ai10B8978 Araip.B10 8978 p3 (AAG)5 15 31762862 31762876 GGCAACAGCAGCATAACAAA AAATGCTCGGTTCTTCTTCTT 245

Ai10B8984 Araip.B10 8984 p2 (AG)7 14 31783919 31783932 CCAATTGGGCAACATCTGTA ATTCATAGAGGAGCTCGCCA 218

Ai10B8989 Araip.B10 8989 p3 (GCA)5 15 31814946 31814960 CGTATGCGTTAGTCATGCGT GGTGTTTTTCCTAGCCCACA 262

Ai10B8990 Araip.B10 8990 p2 (AG)10 20 31819990 31820009 ATAGGTGAGGGGTTTTTGGG AACGTCAGGATAGGCACAGG 213

Ai10B8996 Araip.B10 8996 c (T)10gcacatggtattttaattaatttggtttcacatgagcatgcttctcaaatattcaaataac(T)1081 31890551 31890631 TGCATTCGGGGTAATTTTTG CCCAAGTTGAATCCTTGGTC 233

Ai10B8999 Araip.B10 8999 p3 (GAA)5 15 31894967 31894981 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai10B9000 Araip.B10 9000 p2 (GC)6 12 31900177 31900188 CCAGCGTTTTGCCATTAAGT CGCAAAAGTGGTTTCTCACA 140

Ai10B9003 Araip.B10 9003 p2 (AT)6 12 31917568 31917579 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 261

Ai10B9008 Araip.B10 9008 p2 (CT)6 12 31938881 31938892 TTTCTTAACTTTTTCAAAACCACC AGAATGAGATGGAGGAGGGA 227

Ai10B9009 Araip.B10 9009 p3 (ATT)5 15 31939219 31939233 CGAAAATTATCCCTCCTCCA ACAAAGAAGAAGGCACGGAA 207

Ai10B9010 Araip.B10 9010 c (A)11gagag(A)10 26 31944370 31944395 GGGAACTTGGGTTGATGAGA TTGGGGTAATTTTGTCCCCT 198

Ai10B9012 Araip.B10 9012 p3 (TTC)5 15 31977027 31977041 TGGACGAATACACCTCTCCC CGGTCTTAGGTGCCATCAAT 157

Ai10B9014 Araip.B10 9014 p3 (GAA)5 15 31982336 31982350 TTTCGAAAAACAGAGAAGAAGAAAA GTTGCCGAGGATTGTTGAGT 240

Ai10B9016 Araip.B10 9016 c (A)11gag(A)10taagc(A)1039 31986431 31986469 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 217

Ai10B9017 Araip.B10 9017 p2 (TA)8 16 31989942 31989957 ATGGCTAGCCGGCTTAAACT GGTCCATCCCTTAGGCTCAT 229

Ai10B9018 Araip.B10 9018 p4 (ATTT)6 24 31994881 31994904 GCAAATGCAATAAAAGAAAATGG TTTGCACCCTGTTTTTCTCC 207

Ai10B9021 Araip.B10 9021 c (A)10gaaaaaaatagcg(A)1033 32006456 32006488 TTGAAGCAAGAAAAACCAGTGA TTCACTTGACACCTTCACGC 263

Ai10B9025 Araip.B10 9025 c (TTC)5caaattcgcgcaagttcttcttcttcccttcttcttctcctccttcttcttctcctcctct(TTC)591 32023807 32023897 CCTTCTCCTTCTCCTCCTCC TTTTGAATTGAATGGACGCA 269

Ai10B9026 Araip.B10 9026 p5 (TCAAT)5 25 32024913 32024937 GCTTTCTGCATAATGAACCGA CACGCATACCTCCTCATCCT 256

Ai10B9027 Araip.B10 9027 p3 (AAG)6 18 32025052 32025069 AGGATGAGGAGGTATGCGTG TCCAACACCAACAAAAACCA 155

Ai10B9032 Araip.B10 9032 p3 (TTC)5 15 32048360 32048374 AGCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 259

Ai10B9033 Araip.B10 9033 p2 (TA)7 14 32053399 32053412 GGCACGAAAGGAACAGAAGA CGCAAGCTACGGCTAGTTTC 126
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Ai10B9034 Araip.B10 9034 c (ATA)5aataataat(ATA)745 32054478 32054522 TCACAGGAAGCAGCTAAGTGAA CAATAATGTCCATGTCACTTGTTT 251

Ai10B9035 Araip.B10 9035 p2 (AT)6 12 32056321 32056332 CATGTCCAATTGTGCATTCAG TGGCTCAATGATTGGATGAA 216

Ai10B9042 Araip.B10 9042 p2 (AT)6 12 32079699 32079710 TTGGCTTATTTCCTATTGTGTAAGG TCCATATGTCACAGGCAGGA 222

Ai10B9043 Araip.B10 9043 p3 (AAG)7 21 32084717 32084737 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 249

Ai10B9046 Araip.B10 9046 p3 (ATT)10 30 32099809 32099838 CATGCTTATTATTACTGTTGCTGAAA ATCGGAACAATGAAGTCTAAAAA 280

Ai10B9047 Araip.B10 9047 p2 (GT)6 12 32117939 32117950 GGCAAAATTATCCCAAGGCT AATGGGGCTAAGGTGAAGGT 233

Ai10B9048 Araip.B10 9048 c (A)10tttataaaatcat(A)1033 32124536 32124568 TCTTCTAAAGCTTGGCTGGC GAAAAATGCAATTGACACCAAA 248

Ai10B9049 Araip.B10 9049 p3 (TCT)7 21 32138534 32138554 TCCCAACAAACACTCTTCCC TTAGAATGTTGCTCGCCCTC 259

Ai10B9052 Araip.B10 9052 p5 (TTATC)5 25 32164527 32164551 CATGGGCTGACCTTTCTGAT GCCCAAATAGAGGAACACGA 150

Ai10B9054 Araip.B10 9054 p5 (TTATC)5 25 32173767 32173791 CATGGGCTGACCTTTCTGAT GCCCAAATAGAGGAACACGA 150

Ai10B9055 Araip.B10 9055 p2 (CT)6 12 32175453 32175464 AAACCTGTACTTGAAGAGAAGTAATCC TTCTGGATTGTTTTCGACCC 216

Ai10B9056 Araip.B10 9056 p3 (TTA)9 27 32176814 32176840 TTGTCCCATGTGCATTGATT TGCTCATGTGAAATCAAAATAATTAAA 180

Ai10B9060 Araip.B10 9060 p4 (TTTA)18 72 32207626 32207697 CCATGATGGAGAAAGGGAGA AGCAATTTTGAGTCTCGTGCT 245

Ai10B9061 Araip.B10 9061 p2 (TA)12 24 32232901 32232924 CGGGTATCTGCGAGGATTTA ATGACGAGGGAGGCACTAGA 179

Ai10B9062 Araip.B10 9062 p4 (TTCT)7 28 32233383 32233410 TCGCCTCACAATCCAGTGTA ATGGCCACCACAGCATTTA 279

Ai10B9063 Araip.B10 9063 p2 (AT)7 14 32239297 32239310 CACACAAGCTTTTCGGTCAA TCATGCGCTTTGAGTTCATC 278

Ai10B9065 Araip.B10 9065 p3 (TCA)8 24 32241455 32241478 TGAATAGCGATCAAACGTCG GGGAAGGAAGTCCCAAGTCT 264

Ai10B9074 Araip.B10 9074 p2 (TA)6 12 32257315 32257326 AGTGGAGGACAGGAGTCGAA CCATAACACGTGTCGTTGAA 128

Ai10B9076 Araip.B10 9076 c (TA)7(T)10 24 32261761 32261784 TTCACTTTGGGGCATTTTGT TGTGGGAAAATTTGGGACAT 262

Ai10B9077 Araip.B10 9077 p3 (TTC)5 15 32271246 32271260 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 244

Ai10B9079 Araip.B10 9079 c (A)10gaaaaaaaatggcg(A)1034 32272937 32272970 TGAAGCAAGAAAAAGCAGTGAA TGCTCTTGCCTTTTGGTTTT 131

Ai10B9084 Araip.B10 9084 p2 (TC)8 16 32298832 32298847 TCAGAATCAATTCTTGGGGC ACCCAGCAACTTCTTCTCCA 165

Ai10B9088 Araip.B10 9088 c (A)11tttcctaacaa(T)1133 32307222 32307254 TCCTAAAGGAAGCGGAAAAT CCACCTCTTTCTTTCCCAAA 280

Ai10B9089 Araip.B10 9089 p2 (GA)8 16 32307708 32307723 TGTTGAAGCAGCTGAATTGC ACACACACGCATAACCCAGA 268

Ai10B9092 Araip.B10 9092 p2 (TA)6 12 32314991 32315002 TCGCAGGTCAAAGGAAACTC GACATTAATAATCCGGAAAGATCA 222

Ai10B9093 Araip.B10 9093 p3 (ATA)5 15 32315160 32315174 GATCTTTCCGGATTATTAATGTCA GCCAAAAGAAAGGAATAAAGGAA 265

Ai10B9095 Araip.B10 9095 c (TC)6ttt(TA)8 31 32320747 32320777 TTTCACCACTTACCTTGGGG TATGGGAAATTGGGTTTGGA 242

Ai10B9098 Araip.B10 9098 p4 (TTAT)5 20 32326480 32326499 GATAGCTCGTGAAAGCAGGG TGGGAATTTGGGAACCTACTC 238

Ai10B9099 Araip.B10 9099 p2 (AT)12 24 32331160 32331183 CCCATGAATGTTTGGCTTCT AGCCTTGCATTTGCTTTTGT 251

Ai10B9100 Araip.B10 9100 p2 (TA)15 30 32335887 32335916 TCCATTAGGGTATTTTTGGCA CGATAGTAGGCCGTCGAAAA 255

Ai10B9101 Araip.B10 9101 p2 (TG)8 16 32339307 32339322 AGGTTATGTCGCTGGAATGC CCGCAACTAACAGCAGAACA 235

Ai10B9102 Araip.B10 9102 p2 (TA)6 12 32339632 32339643 GATTTTATTTTTCCCTCATCGTTT TTAGCACCTCATGATCGCAC 251

Ai10B9104 Araip.B10 9104 p2 (TG)6 12 32346670 32346681 TGCTTGTTTGCGCATATCTC TGTAGCTGAAAGGGGTGGAG 217

Ai10B9105 Araip.B10 9105 p2 (TA)13 26 32347747 32347772 CTTGGATTTTCCCCTCATCA TTAGCACCTCATGATCGCAC 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9107 Araip.B10 9107 p2 (TG)8 16 32352169 32352184 AAATCGGAGCTGGAAGGTTT GGCCCAAATTGGATACACAC 241

Ai10B9109 Araip.B10 9109 p4 (TAAA)5 20 32364693 32364712 GGGTTCGAATTTTGAGTGGA TTTTCAAAAACTCCTCCCCA 240

Ai10B9111 Araip.B10 9111 p2 (TC)8 16 32373045 32373060 GGCACAACACTCTGGTCCTT GCTTGGATTGCAAGTTTCCT 245

Ai10B9113 Araip.B10 9113 p2 (CT)6 12 32376494 32376505 TCTTGTGATTTCTTGTGAATCAA TTTTGAAAAAGGGGGAAGAAA 278

Ai10B9115 Araip.B10 9115 p5 (AAATC)5 25 32387603 32387627 ATCCCTCGGATGCTTTTAGG GCTACTCCAAGCCCATTCAG 194

Ai10B9117 Araip.B10 9117 p5 (AAATC)5 25 32395470 32395494 ATATGAGAAAATGGCCCAGG AATTTTGCCATTCCAATCCA 223

Ai10B9119 Araip.B10 9119 p2 (TA)7 14 32397901 32397914 GCGGTAAACCACTACGAACC TACGGTGCACTTGAGGTGAG 277

Ai10B9124 Araip.B10 9124 p2 (GA)11 22 32407836 32407857 AGCGAAGGAGGGACGATTAT GTTTGGGTAGTGTTGCCACC 222

Ai10B9125 Araip.B10 9125 p2 (GA)11 22 32407973 32407994 GTGGCAACACTACCCAAACC CCTTTAATTACTCCCTAACCCCC 153

Ai10B9128 Araip.B10 9128 p3 (AAT)18 54 32415017 32415070 GTTCTGCATCAAGCACATCG TGGTTCGTAATTTTACTAAACCTGAA 243

Ai10B9134 Araip.B10 9134 p3 (AGA)5 15 32443537 32443551 TGGCAATGCAGATTGAAAAT TTTGGGGTTTGTTTTGTCGT 262

Ai10B9135 Araip.B10 9135 p3 (TAT)7 21 32444204 32444224 CGATTAACGAACGCAATGTG AAGAACGGTAACTCCCTCCG 274

Ai10B9136 Araip.B10 9136 p3 (GGT)5 15 32444554 32444568 CTCCACCTCACAGTCCGATT TTCTAGCGAAGTTGTGCCCT 237

Ai10B9142 Araip.B10 9142 p2 (TC)7 14 32455532 32455545 TCAGTAGCAGTGCCAGGATG CCTTTCACCCTCACCACACT 258

Ai10B9146 Araip.B10 9146 p2 (TC)6 12 32471259 32471270 TCGAAAACCACTAACCTCTTTTTC GAGGGAGAGGGTTCGAATTT 233

Ai10B9149 Araip.B10 9149 p2 (TA)9 18 32488345 32488362 ATGCCACAAGCACATGGTTA TGAAGCAAGAAAAAGCAGCA 247

Ai10B9151 Araip.B10 9151 c (ATTT)6cg(AAAAT)551 32493739 32493789 CCATGATGGAGAAAGGGAGA CCACTTTCTCTCCCCTCATTT 134

Ai10B9154 Araip.B10 9154 c (AT)7tttcagtacttaaataaggggatacaaaaattccccaagtgcaaaat(A)1071 32525541 32525611 GGAAGCATGCTCATGTGAAA CCCAAATTTTCCCACTTTGT 217

Ai10B9155 Araip.B10 9155 p2 (TA)10 20 32536807 32536826 GAATTATTTTGGGGCTCGGT TAAACTCGACTTGCGAAGCA 204

Ai10B9156 Araip.B10 9156 c (TAAA)6aagagat(GA)643 32553410 32553452 ATTCAAACACAGAGCGGGAG TCGAAAATCACTAACAACTTTTTCA 259

Ai10B9157 Araip.B10 9157 c (A)11ttttcg(AAAAT)542 32555049 32555090 AAATAGCCAGCCAAGCTTCA TTTGGACAACTGACGGTTCA 280

Ai10B9158 Araip.B10 9158 p2 (CT)13 26 32564244 32564269 GACAGGGAGGGATTATGGGT AATTGGAAAAGACTGCGGTG 203

Ai10B9159 Araip.B10 9159 p2 (AT)8 16 32564405 32564420 CCTTCATCTTCGTCGTCGTT GGAAATCTTCAATCAATAAGCCA 232

Ai10B9161 Araip.B10 9161 p3 (TCA)15 45 32580939 32580983 AAATTCGCCAAAGTCCACAG TTTGGGATTAGGGTTCATGG 275

Ai10B9162 Araip.B10 9162 c (CAT)15caccatcaccatcac(CAT)884 32581528 32581611 TTGCAAGTGTGGGAACAAGA TAAGATGGATGCCAGCAATG 194

Ai10B9168 Araip.B10 9168 p2 (TC)9 18 32639556 32639573 CCTTCTCCCTTCTTCTTCCAA TTGCAACAATCCACAAGCAT 232

Ai10B9169 Araip.B10 9169 p2 (AT)10 20 32656865 32656884 GCGGAAAATGGCTGTAGGTA CCTTTGAGGCAAGCTCGATA 246

Ai10B9173 Araip.B10 9173 p2 (AT)9 18 32691905 32691922 GGGTTGTGTGTTCTTTGGGT ATCACAACAATCCACCCACC 198

Ai10B9178 Araip.B10 9178 p4 (TTTA)5 20 32719928 32719947 CACATGAGCATGCTTCTCAAA CCTACCTTGTGCATCACCCT 265

Ai10B9179 Araip.B10 9179 p3 (GTG)5 15 32724768 32724782 TAGAGAAATTGGCATTCGGC CTCCCTCGCTCCCTTCTTAC 197

Ai10B9184 Araip.B10 9184 p2 (AT)7 14 32756807 32756820 TGTGATTGTTGAATCTGCTGTG TTTTGGTAGTCGTGCAAGGA 267

Ai10B9185 Araip.B10 9185 c (AT)14(AC)7 42 32768999 32769040 TATTTGAACACCTCCTGCCC TGGCAGTTGGTTTATGTTCAA 270

Ai10B9189 Araip.B10 9189 p2 (GA)16 32 32798197 32798228 TTCAACAAAACAGAGGGAGACA TGAAGTCAATGGTGCTCTGC 225

Ai10B9190 Araip.B10 9190 p2 (CT)7 14 32798529 32798542 TTTCCAGAACGGTGCTTAGG GCAGGTCTTCTTGGGAGTTG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9192 Araip.B10 9192 p3 (ATG)5 15 32800658 32800672 GTCACCAATGACCCATCACA GGACCGATCAACTGCAGAAT 141

Ai10B9193 Araip.B10 9193 p2 (TA)28 56 32808132 32808187 TCCATTATTCGTTTAGAAAATGGTAA ATCCGACACACACACACACA 257

Ai10B9194 Araip.B10 9194 c (TA)8(TG)7 30 32808300 32808329 TTCGTTTAGAAAATGGTAAGAACA TCAACACCGTGAAATTGATTACT 279

Ai10B9195 Araip.B10 9195 p2 (CA)8 16 32810569 32810584 TCTTTTGATCAATTACAACAACGAT AATGGTATGGAATGGTGGGA 242

Ai10B9197 Araip.B10 9197 p2 (AT)7 14 32819143 32819156 AGATTTCTGCGTGTTTTGGG AGCTTGATCCAAAGCCTCAA 248

Ai10B9202 Araip.B10 9202 p2 (GT)6 12 32853853 32853864 GGAAACATGTAGGGGTGTGG TGTTGGATTTAATTTGGGTTTCA 167

Ai10B9203 Araip.B10 9203 p3 (ATA)11 33 32872727 32872759 TTGGTGCTTGAATGCTTTTG GGCACAACTTGCACAAGAAA 241

Ai10B9205 Araip.B10 9205 p2 (TA)7 14 32888309 32888322 CCGAGTCGGACATCCAATTA ATGTTACATCTGCCCCCAAC 163

Ai10B9206 Araip.B10 9206 p2 (AT)11 22 32889594 32889615 GGTTGGAGATGGTAGTGAGGA TGTTGTGCACCAAACTAGTCC 279

Ai10B9207 Araip.B10 9207 p2 (TA)11 22 32892471 32892492 CGTGTCACAAGCTACTAACAACC AAAAATTTTGTCACGTGTGTTG 279

Ai10B9209 Araip.B10 9209 p2 (TG)7 14 32903241 32903254 GGTGTGACGAAGCAGTGAGA GACTGTGAGGAATTTTCCCG 256

Ai10B9211 Araip.B10 9211 p2 (AT)8 16 32917551 32917566 AACCTTTACGAGTACGAACCGA AAAATTTGCCAAACTCGCAC 280

Ai10B9213 Araip.B10 9213 c (A)11catgtgtcatgctt(TA)943 32920280 32920322 TTCCTTGGCTTTTGGTTTTG GAAAACGAAAGGAAACGTGG 161

Ai10B9214 Araip.B10 9214 p2 (TA)6 12 32920454 32920465 CCACGTTTCCTTTCGTTTTC ATTGATTCGATTCGGGTTTG 229

Ai10B9217 Araip.B10 9217 p2 (TA)6 12 32934109 32934120 TTCCTTGTCCTTGTCCCTTG TCCGATAAGAGAACTGCGCT 243

Ai10B9219 Araip.B10 9219 p2 (TA)6 12 32945009 32945020 TGAAAAGGCAAGACTTCGGT CTTTTCTGTGGAGGCTTTGG 265

Ai10B9220 Araip.B10 9220 c (T)11gtg(T)12 26 32946115 32946140 GCCTTATGCCAAGAATTGGA GGATTGTCCATGACCAAGAAA 266

Ai10B9223 Araip.B10 9223 p3 (GAG)6 18 32954388 32954405 AATCACAATGGGCTGAGAGG TCTACCCAATTGGCTTGCTT 192

Ai10B9224 Araip.B10 9224 p2 (AG)6 12 32964811 32964822 AGGGGAGCACAGACATAAGC AACCACCTGAGACGCAATTC 158

Ai10B9225 Araip.B10 9225 p2 (GT)6 12 32969174 32969185 TAGAGCAACGAGGGGAGAGA GAGCAGCTATGGCTTCGTCT 140

Ai10B9226 Araip.B10 9226 p2 (AT)11 22 32976099 32976120 TGCAACCAAATCTTTTTCATCA TGGTGTTGGTATGATGGTGG 275

Ai10B9228 Araip.B10 9228 c (G)11ttggttcgatcgggttttc(T)1040 32979263 32979302 GCGACAATGGAGTGAGATGA AGCGGTCTGGTCCTTTTCTT 210

Ai10B9229 Araip.B10 9229 p4 (AAAT)6 24 33002425 33002448 TTTCGAAAATCTTCACCCATC CCATGATGGAGAAAGGGAGA 132

Ai10B9230 Araip.B10 9230 p4 (AAAT)6 24 33006409 33006432 TCGAAAATCTTCACCCACTTTT CCATGATGGAGAAAGGGAGA 116

Ai10B9231 Araip.B10 9231 p2 (AT)7 14 33026438 33026451 GGGGACAAAATTACCCCAAT GCCAAGGTGAGGGTAAGGAT 239

Ai10B9232 Araip.B10 9232 p2 (TG)18 36 33039941 33039976 CGTGATTTCTGCGCTTTATG CAAGCATGCATACATACAATACCA 219

Ai10B9233 Araip.B10 9233 p2 (AC)13 26 33041980 33042005 AGGGAGGACATTACGACCACT TGTTCTCGCCTTTGTTATCG 265

Ai10B9234 Araip.B10 9234 p2 (TA)9 18 33042200 33042217 AGGGGGTAAGAACCTAACCA GAGGCCGTGATTGATTGAGT 223

Ai10B9235 Araip.B10 9235 p3 (ATT)5 15 33044199 33044213 TCATTTCACCAATCAAATTCAAA GATTTGGATGGAACCCTTGA 235

Ai10B9237 Araip.B10 9237 p2 (TC)6 12 33059542 33059553 ATGCATCCATTCAGAGGGAG CAAAGGAACGTAAAACCTGGA 145

Ai10B9239 Araip.B10 9239 p2 (GA)6 12 33061817 33061828 CACAGCGTCAACACCAAACT TCATTATGAAGAATGCGCGA 216

Ai10B9241 Araip.B10 9241 p2 (GA)6 12 33063802 33063813 AGATGATTCGCCTCCCTTTT TCATTATGAAGAATGCGCGA 255

Ai10B9244 Araip.B10 9244 p3 (TTC)5 15 33078719 33078733 TTTTTGCATCTCTGCTGCAC GGAAGAAGAGGAGGAGGAGG 107

Ai10B9245 Araip.B10 9245 p2 (AT)6 12 33085889 33085900 AAAACCGCATAACACTTCGAT TGGAAGACGAAGCTTCAAGAG 253



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9246 Araip.B10 9246 p4 (TAAA)6 24 33089061 33089084 TTCCTGACCACTTTCTCTCTCC GGGTTAGCATATGACCCCAG 209

Ai10B9253 Araip.B10 9253 c (A)10taccatagaatattgccatggaatctggaagaagaatgcttgca(T)1064 33133749 33133812 TCATTGGTTTTTGGTGACCT TCTATTTCAGGACCTTGCTGC 280

Ai10B9257 Araip.B10 9257 p3 (ATC)9 27 33139364 33139390 TGGATGAAATTTGGCCATTA ACTTTCGGTCACTGATGGGA 126

Ai10B9259 Araip.B10 9259 p3 (TAA)5 15 33148834 33148848 TGGTTACTTTTGTCAGCAAAACA CAACAACCACACACGACACA 262

Ai10B9260 Araip.B10 9260 p2 (TA)6 12 33149706 33149717 ATGGGTCAAGATGAACTCGG TGATGCACTTATTTAAAAAGAAGAAA 239

Ai10B9261 Araip.B10 9261 c (TTC)5caaatttgtgcaggttcttttttttcctttcttcttctcctcctct(TTC)14ttt(TTC)8130 33160770 33160899 CGCGCTCTTCTCTTTCTCAT AGTCAGCATGTGCTTCGTTG 211

Ai10B9262 Araip.B10 9262 c (AGA)5aaaagaa(GAG)5gaagaggagaagcagaagaagaatctacgtatacgaagaagag(GGA)6ggtatgcgtgaatttga(AAG)7136 33161518 33161653 TGTTGGTGATGACGATAACGA TGGTCTAGAGGAAACCTACCCA 274

Ai10B9265 Araip.B10 9265 c* (T)12(TCA)7*cca(TCT)962 33178804 33178865 TCTCCCTCTTCATCTTCTGC TTAGATGGCCAGATGGTTCA 280

Ai10B9267 Araip.B10 9267 p3 (CTT)5 15 33180717 33180731 TGTATTTGCAGCCAATTTCG CGTCGCGAAAAGTAAAGGAA 220

Ai10B9269 Araip.B10 9269 p2 (AT)6 12 33185368 33185379 TCCTTTAATTCTTCTCAAAATCTCTC CATACATAAATTTTGATTTCGAGCA 157

Ai10B9270 Araip.B10 9270 p2 (TA)8 16 33186134 33186149 GCCTTTCGGAAGAAGGAGAT TTTTTCTTACATACATTTTGCTGGA 200

Ai10B9276 Araip.B10 9276 p2 (AG)12 24 33201840 33201863 TTGGCCCAATACATTAAGCA GCTTCGGACTTTAGACGCAC 174

Ai10B9277 Araip.B10 9277 c (TC)9tttattccctcttaaaccttctctagttccacctcgttttcctagtgaatattcacacgttgtagataccacaca(ACAAC)5118 33202025 33202142 GGTCAATTTTGCTGCACCTT TGGTTTCCAATAATCCTGGC 267

Ai10B9278 Araip.B10 9278 p3 (TCT)6 18 33202400 33202417 ATAGCCGATGCACTTGTTCC AATCGTAGTTGCGGAAATGG 112

Ai10B9279 Araip.B10 9279 p3 (ATT)5 15 33202533 33202547 CCATTTCCGCAACTACGATT TTCAGTCCAAAAGGGTCGTC 157

Ai10B9280 Araip.B10 9280 p2 (AT)6 12 33202839 33202850 TGGGTGCCTTAGATTTTGCT ACATCAGAGACACCACGCAG 268

Ai10B9282 Araip.B10 9282 p2 (TA)6 12 33210351 33210362 TGATGACCAAAGCTGGACAA AGTGGCAACATTACATGCCA 255

Ai10B9283 Araip.B10 9283 p2 (TA)9 18 33210485 33210502 TGATGACCAAAGCTGGACAA AGTGGCAACATTACATGCCA 255

Ai10B9284 Araip.B10 9284 p2 (AT)11 22 33214039 33214060 TCAAATGAATCCCCACCATT AGCATCCTTTGACGCATCTT 159

Ai10B9286 Araip.B10 9286 p2 (AT)6 12 33226445 33226456 GTGTGGGAAAAGTGGGTTTG TTCACCACTTACTTTGGGGC 240

Ai10B9287 Araip.B10 9287 p2 (AT)6 12 33231059 33231070 GTGAAAGCTTCGGTCCAAAA TGAAGCAAGAAAAAGCAGTGAA 258

Ai10B9288 Araip.B10 9288 p2 (AG)8 16 33233001 33233016 GGTGAGGGGGTATTTAGGGA CGTTTAATGCCAAAAAGGGA 239

Ai10B9289 Araip.B10 9289 p3 (TTC)6 18 33247424 33247441 CAAGAAAAAGCCCAAATTGC TCAACAACAATTGCAAAGATGA 278

Ai10B9290 Araip.B10 9290 p2 (CT)6 12 33263957 33263968 CACCATTCTGGGCGTTTAAT TGATAGGTGAGGGGTTTTGG 248

Ai10B9294 Araip.B10 9294 p3 (TTC)6 18 33280808 33280825 AGGAAAAAGCCCAAATTGCT TCAACAACAATTGCAAAGATGA 277

Ai10B9296 Araip.B10 9296 p2 (CT)6 12 33300119 33300130 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAGATGGAAGAGGGGGTTC 277

Ai10B9297 Araip.B10 9297 p3 (TCT)7 21 33303157 33303177 CCTAATTGGTGCAGGGATGT TTAGAATGTTGCTCGCCCTC 243

Ai10B9299 Araip.B10 9299 p2 (GA)8 16 33334515 33334530 ACAGAGAGGGGGAGATGGTT TACCCCCGTTTTCAAAATTC 243

Ai10B9301 Araip.B10 9301 p4 (ATAA)6 24 33349045 33349068 AAATAATAGGCATTTGGGAATGT TTCCCAGCATGTACAACTCA 271

Ai10B9302 Araip.B10 9302 p3 (GTT)5 15 33350888 33350902 GGCAAGCTAGCAAATTAAGGG AGCACTGCAACAGATGTGGA 276

Ai10B9309 Araip.B10 9309 p4 (TAGA)7 28 33384975 33385002 TGGCTCTTGAAAGTTGGGTT TGGCTTCAAGGGTATAAGGG 274

Ai10B9313 Araip.B10 9313 c (CA)6tggtctttctaggttattgatacatatattggtgtaggacattgtttgctatgtgctagggtgtgaagcgttgactgttcgatgggttgtcttga(T)11118 33396868 33396985 TCTTCTGATTCAGTTTTCCGGT TAGCCATTCCCACCTAATGG 276

Ai10B9316 Araip.B10 9316 p2 (TA)6 12 33403620 33403631 CACTTTAACTCCCCGGGTTC TAGCAAACCCGAGATGTCCT 279

Ai10B9322 Araip.B10 9322 p2 (AG)6 12 33426154 33426165 GCTATTGCAGGGTTCTCAGG TTTCTTAACTTTTTCAAAACCACC 228
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Ai10B9324 Araip.B10 9324 p2 (CT)6 12 33441489 33441500 TTGAACCTGATAAGGAGTTGGAA AGATCCAAGTCCAGAAGGCA 200

Ai10B9329 Araip.B10 9329 p2 (AT)6 12 33473961 33473972 TGGTCATGCTCTTCCTGTCA CCCTTTTTAAGCTACGACAAAC 147

Ai10B9332 Araip.B10 9332 p2 (AT)6 12 33480494 33480505 TGGTCATGCTCTTCCTGTCA CCCTTTTTAAGCTACGACAAAC 147

Ai10B9336 Araip.B10 9336 p3 (ATT)17 51 33485987 33486037 GGAAAAACAAAAGGAAATGGTG ATGAATCCCCACATCACGTT 204

Ai10B9339 Araip.B10 9339 p2 (GA)6 12 33487622 33487633 GATGGCTGCACAAGAGAAGA TGCTCCTTCTCCCTCCATTA 195

Ai10B9345 Araip.B10 9345 p3 (GAA)5 15 33498225 33498239 CCCTCGAGCAAGAGAAGAAA CACCTCTTCCCCACTCACAT 273

Ai10B9346 Araip.B10 9346 p2 (AG)10 20 33500183 33500202 CAGCTTGCATTCCATTCAGA TTCTTATCCTTTTTCAAAACCACC 233

Ai10B9347 Araip.B10 9347 c (T)10cgaaaacaaaggagaaa(T)1037 33501590 33501626 CCAAAGCAGTTTGGGTATGG GGGATTGTTCGAGTTTGGAC 260

Ai10B9351 Araip.B10 9351 p2 (AT)7 14 33511848 33511861 TTCTTCGATCTCATCCACCC GACCAAAACCCCTCCAAACT 272

Ai10B9353 Araip.B10 9353 p2 (AG)6 12 33513822 33513833 TGAGGAAGGAATCAAGGGTG AAGGAAGAACAACAGCGAGC 276

Ai10B9354 Araip.B10 9354 p3 (CTT)9 27 33513996 33514022 GTGCTCTCCTTGCTGCTCTC CAGAGATTCACCCAATCAACC 271

Ai10B9355 Araip.B10 9355 p2 (TA)6 12 33515255 33515266 TGCAAGCTGATATTTTGCAC TGGTGTTTTGCACCATAATTG 168

Ai10B9361 Araip.B10 9361 c (A)18caggcaacaatggataacaatcagcaaaacaacaacaattatcatcatgg(TCA)789 33564770 33564858 GACGAAAATACCCTCCCCTC TGCTGTTCTTCAGCTTCTGC 255

Ai10B9362 Araip.B10 9362 p3 (CAA)6 18 33564968 33564985 GCTGAAGAACAGCAGAAGCA CCCCTTCCTGTCATAATCCA 218

Ai10B9363 Araip.B10 9363 p3 (AGA)6 18 33568311 33568328 TGGATGTCATTTGGGTTCAA TGGTGAATAGGTGACGTGGA 217

Ai10B9367 Araip.B10 9367 p3 (TCT)5 15 33576870 33576884 TCCTCCTCTTCCGAGGTAAT TCCCGGGTTCATGTAAGTCT 279

Ai10B9372 Araip.B10 9372 c (A)10ccaaa(AAT)530 33606181 33606210 GGGAAACTGTGGAAACTTGG TGGGGTAATTTTTGTCCCCT 192

Ai10B9373 Araip.B10 9373 p2 (GT)17 34 33606363 33606396 AGGGGACAAAAATTACCCCA ATGGGGCTAAGGTAAGGGTG 264

Ai10B9379 Araip.B10 9379 c (TAA)11c(AAT)6 52 33635837 33635888 CTGCCAAAATGAACGTACCA CGAGGCCAACTTCATATCATT 279

Ai10B9382 Araip.B10 9382 p5 (GGCGG)5 25 33643402 33643426 AAAATCCAACTTCCCCCAAC TACAAATAGGGGTGGCAAGC 167

Ai10B9384 Araip.B10 9384 p2 (TA)6 12 33644023 33644034 CGTATGAATGGGACTGGGAT TTCAATGGAGATACTTGCTCAG 141

Ai10B9385 Araip.B10 9385 p2 (TG)6 12 33644189 33644200 CTGAGCAAGTATCTCCATTGAA TCGCAGACCATCTTAATCGTT 276

Ai10B9386 Araip.B10 9386 p5 (AATTG)7 35 33648915 33648949 TCTCAAAGTCCATCCAAGCA TTCATTTCAGAACACCTGCG 129

Ai10B9388 Araip.B10 9388 p2 (AT)6 12 33651313 33651324 TAAATGACGCTATCCCGAGG TCAAATCTCAACACCCACCA 140

Ai10B9389 Araip.B10 9389 p2 (AT)6 12 33654995 33655006 TAAATGACGCTATCCCGAGG TCAAATCTCAACACCCACCA 140

Ai10B9390 Araip.B10 9390 p2 (TA)19 38 33656926 33656963 AATCTGGGAGTTGCCATCTG TCCTCAGCACCAAACAAACA 279

Ai10B9391 Araip.B10 9391 c (CA)6ctcctctccacacttccatcacaaacttgtgaaaaaaatatcat(ATA)674 33659284 33659357 CCCATGGAAGATAAGGCAGA CGTGTGCCGAAGAAGTATGA 261

Ai10B9392 Araip.B10 9392 p3 (ATT)6 18 33660171 33660188 GCAAGATGCTGGGAAGGTAA CATACACAGACACAATGGGACC 271

Ai10B9393 Araip.B10 9393 p3 (AAC)5 15 33663371 33663385 TTCACAGTGCAAGCCTAATGA ACATGACAGAGCACAATGGC 259

Ai10B9400 Araip.B10 9400 c (TG)6tttctaagtattgttccac(GT)643 33682789 33682831 TCCATTATGATATATTTTTGGTGATTC TGTATACCAAAGGCAACCCA 264

Ai10B9401 Araip.B10 9401 p2 (AT)9 18 33686732 33686749 GTGAGACTCATGGGATGCAA TGCACCAAGCGAATAGAGTG 267

Ai10B9402 Araip.B10 9402 p2 (AT)10 20 33691936 33691955 CAAGAGAATTAAATCCCTCATATAAAA GCCTAATTGCGTGGCTACAT 230

Ai10B9403 Araip.B10 9403 p3 (AGA)6 18 33705870 33705887 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai10B9404 Araip.B10 9404 p3 (AAT)5 15 33707807 33707821 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 261



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9405 Araip.B10 9405 p2 (AG)6 12 33708135 33708146 AATGAGATGGGAGAGGGAGAA CTTTTTGTTTGTTTCTTAACTTTTTCA 225

Ai10B9406 Araip.B10 9406 c (T)13aatttttgaaaaagtcaactcaattttcgaatttgatgagagaaaaaggaaaagatattttttga(T)1088 33708635 33708722 AAATTGAAAATTTGATTTGACTCAT TCTTGCATGCATCACATGTTT 202

Ai10B9407 Araip.B10 9407 p2 (GC)6 12 33711792 33711803 AGGCAAGAAGAGGGAAGGAG CCACTTCACACGTACGCACT 154

Ai10B9408 Araip.B10 9408 p2 (CT)18 36 33719854 33719889 TTCGTGTAGCCACAAACAGC ACACTTAGCGGATTGGATCG 157

Ai10B9412 Araip.B10 9412 p3 (CTT)14 42 33730705 33730746 ATGAGAGATGCTAGAGCGGC ACACAAGTCACCCAAGGAGG 209

Ai10B9414 Araip.B10 9414 p3 (TAT)18 54 33733790 33733843 CAGAAATATCAAATGGTTTCAACTT CAAATCAATCCCAACGTTTTT 246

Ai10B9419 Araip.B10 9419 p3 (CAT)5 15 33743278 33743292 TTCTTTCATCTCTTCTTCTTTTTCC GCTCTTCTTCCATTGCCATC 223

Ai10B9421 Araip.B10 9421 p6 (TGGTGA)5 30 33750449 33750478 AAGCCTCTACGCAAGTCAGG ATTCCTCCGATCTCAAACCC 261

Ai10B9425 Araip.B10 9425 p2 (AT)10 20 33754137 33754156 TGCATGCATTCATTGTTTTG TCGAATTTGATGAGAGAAAAAGG 138

Ai10B9428 Araip.B10 9428 p2 (TA)11 22 33766937 33766958 GCGTCACTAACCTGCTTTCC CCAGGTCCCAGAGTGTTGAT 238

Ai10B9430 Araip.B10 9430 p2 (AC)28 56 33792130 33792185 AGCAAGCACACCCTGATTCT TGTGAAAGGGAAATTTTGGG 267

Ai10B9431 Araip.B10 9431 p2 (CT)6 12 33803893 33803904 TTCCCAACTTCTTATCTTTTCAA GAGAGAGGGGGTTCGAATTT 235

Ai10B9433 Araip.B10 9433 p2 (GA)6 12 33807330 33807341 TCCTTAACAATCCACGAGCA CCCTCCTTCTTTCTTTCTTTCC 273

Ai10B9435 Araip.B10 9435 c (A)11ttttaaatatcttaatcctaaaattaaatctttctcaattcttcttcaacctcttctcaaatc(T)10caaaacaaatctatctttttc(A)10115 33825820 33825934 GCATTTAACGCCAGGATTGT TGAAAAAGATATTGATGAGTTTGGA 277

Ai10B9442 Araip.B10 9442 p4 (AAAG)5 20 33860281 33860300 CTGCTCATCAGAGAGACAGAATC TTGGGTGATAAGGTACCCCTC 274

Ai10B9445 Araip.B10 9445 p2 (TA)11 22 33867468 33867489 TTGCATATCATAAAATTCTTCTCCA TTTGGATGAGATTCTAACTGGTTC 260

Ai10B9446 Araip.B10 9446 p2 (TC)6 12 33871151 33871162 TAATTACACACCCCAACGCA AAGCGCGTGAGAGAAGAGAG 225

Ai10B9450 Araip.B10 9450 p2 (AT)7 14 33880155 33880168 TCGCAATGGCAAAAATGTTA CCAACCAAATACACCAACGA 179

Ai10B9451 Araip.B10 9451 c (TGG)6tgttattctcttttcagttgtgacactgaagaatacaagaatcaatggatcggtagttcagataactataatatgatgatg(A)12111 33882413 33882523 CAACCGCCGAGAGAATCTTA CTGCAACTTGTACTTGCTCCC 274

Ai10B9454 Araip.B10 9454 p2 (AT)12 24 33888630 33888653 GCAGTCGCATGTCAAAGAAA GGACATTAATAATCCGAAAAGATCA 235

Ai10B9455 Araip.B10 9455 p3 (TAA)6 18 33889651 33889668 CGCCAGTCCTCTGCATATAA ACGGTGACGGTAGAGACCAG 277

Ai10B9457 Araip.B10 9457 p4 (AAAT)16 64 33907081 33907144 TCCTTTTCAAAACATCCTAACCA CCATGATGGAGAAAGGGAGA 193

Ai10B9458 Araip.B10 9458 p2 (CT)7 14 33909228 33909241 TTGTTTCTTAACTTTTTCAAAACTACC TCAGAAGGACACTTTTTGGTCA 135

Ai10B9460 Araip.B10 9460 p3 (TAT)6 18 33909800 33909817 TCACATCTCAACCCTCCTCA CAGGTTCTGGATCTGCTTCC 206

Ai10B9463 Araip.B10 9463 p3 (TAT)5 15 33922074 33922088 CATAATCATGTTACAATTCACCATT ATCATCAATCCTTGCCTGCT 248

Ai10B9466 Araip.B10 9466 p2 (AG)7 14 33947396 33947409 CCCAAATTCAATCCCAGAAA GAACCTGGAATGAAGAAGCAA 198

Ai10B9471 Araip.B10 9471 p2 (TA)19 38 33987816 33987853 AGAATCTTCTTCCTCCCCCA TGCTTGTCCTCAAGCAAAGA 255

Ai10B9473 Araip.B10 9473 p4 (TTAT)8 32 34005655 34005686 AGCCAGCCAGACTTCAACAT CGAGTTTGGACAACTGACGA 226

Ai10B9474 Araip.B10 9474 p2 (AT)6 12 34020228 34020239 TTGATTTTGGGAAGTTGGGA GAACTTTGAACTTTGGGGCA 260

Ai10B9475 Araip.B10 9475 p2 (CA)10 20 34022760 34022779 TTAAACCTGACCAGGAACGC TGAAGGCATGAGGTTGTGAG 144

Ai10B9477 Araip.B10 9477 c (T)13ggcttcctgccgtatgcgaaaagg(T)1047 34038909 34038955 GGACATGTGGTTTAAATGCG AGGGTCATGAAATTAGGCCC 275

Ai10B9478 Araip.B10 9478 p2 (AT)6 12 34050686 34050697 TTTAAACCGCAATACCGCTC TTTTTGAGACGGTTTCCTTGA 189

Ai10B9481 Araip.B10 9481 p2 (TA)7 14 34099683 34099696 TGCTTATCATGCAAGTTTGTGA CCTCATGCTAAGCTCAAGGG 265

Ai10B9483 Araip.B10 9483 p2 (TA)10 20 34109861 34109880 TATGGGAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 204



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9486 Araip.B10 9486 p2 (TA)6 12 34123695 34123706 TGCATCTGCATATTTGATTGC TTTCAAGGTTGTAATGGGGC 237

Ai10B9488 Araip.B10 9488 p2 (AT)13 26 34136218 34136243 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 260

Ai10B9494 Araip.B10 9494 p2 (CT)7 14 34167546 34167559 TCGCACAGTGGTCTCTCATC TGTGCATGTGAGAGAGAGGG 211

Ai10B9495 Araip.B10 9495 p2 (CT)11 22 34167869 34167890 CCCTCTCTCTCACATGCACA GATGAGAGACCACAATGCGA 245

Ai10B9496 Araip.B10 9496 c (CA)9ctgtgtaagctgcattttttatttctaaccatttttcgcacagtggtctctcatcgtctccctctctct(CA)6ctgtgtaagctgcattcttcatttccaaccatttttcgcatagtggtctctcatcgtctcc(CT)7(CA)11196 34168046 34168241 CGCACAGTGGTCTCTCATTG TGCGAAAAATGGTTGGAAAT 265

Ai10B9497 Araip.B10 9497 p2 (CA)7 14 34168386 34168399 CTCCCTCTCTCTCACGCACT AGACGATGAGGGACCACTGT 160

Ai10B9498 Araip.B10 9498 c (TC)7(AC)6 26 34168697 34168722 TCGCACAGTGGTCTCTCATC TGTAAAAGAGAGGGAGGCGA 204

Ai10B9499 Araip.B10 9499 p2 (CA)9 18 34169024 34169041 TCGCCTCCCTCTCTTTTACA GAACGTCAGTTTCATAGTCACTCA 254

Ai10B9502 Araip.B10 9502 p2 (GA)6 12 34180151 34180162 TGAGAGAGAAGGTGAATTTTCG TCTTTTCAAAATTTGTTTCAACC 256

Ai10B9504 Araip.B10 9504 p3 (TTC)5 15 34182832 34182846 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai10B9506 Araip.B10 9506 p5 (AAAAT)7 35 34191712 34191746 TGAGGAGAGAGAAATTGGTTAGG CTCAAATCTTAAAATCAAATCTTTTTC 133

Ai10B9507 Araip.B10 9507 c (A)10tttgaattttgaaatttttaaaactaagataagataagatagaaattttaaaataaaaatctgaa(T)1085 34192090 34192174 GAATTTTGAAATTTTGGAAGTTGA TTGTGTGTCTTTTGTGTGTTTTTC 263

Ai10B9513 Araip.B10 9513 c (T)12cctc(T)11 27 34223618 34223644 CTAAAGCCCTTGCCTTGCTA TCCTCGCAAAAATTCTAAAAACA 250

Ai10B9514 Araip.B10 9514 c (T)10aaatggagacgttataagatctagcgaaaccatttgaaaatattt(A)1065 34225221 34225285 CAATACCATTTTGGATGGGC CCCAATTGACGATTGAGTCC 172

Ai10B9515 Araip.B10 9515 p3 (AAT)6 18 34226838 34226855 GGGAAAACCTCAAGTGCAAA AAGCCGCAAAAACTGCTTTA 168

Ai10B9516 Araip.B10 9516 p2 (AG)8 16 34227322 34227337 CCCTGCAGGTTTGTTTTGTT CCTCTTCTCCCTCTTCTTCG 237

Ai10B9517 Araip.B10 9517 p3 (TAT)5 15 34228378 34228392 TGGTCATTACTTGGCCATCA CGATAAAACTATAGGGACCGACA 185

Ai10B9518 Araip.B10 9518 c (TC)6ttccacccaatcccactcatatggccgaatacacacatccctccatctcccccata(TCT)686 34233652 34233737 ACAGGATCCCCACCTACCTC TTAGAATGTTGCTCGCCCTC 231

Ai10B9519 Araip.B10 9519 p2 (CT)6 12 34246103 34246114 TTGGTGAAGATTGGTGCAAA TTCAAGCCCTGGTTGTTCTC 190

Ai10B9523 Araip.B10 9523 p3 (CAT)5 15 34261853 34261867 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262

Ai10B9524 Araip.B10 9524 p2 (AT)9 18 34265733 34265750 CATCATCCAATCACAATCCA TGACTTAAGTGTGGGGGAGG 279

Ai10B9525 Araip.B10 9525 p2 (TC)7 14 34266652 34266665 ATTCAGAGAGAGCTCGCCAA TGGATCCAGAGTTACTCCCAA 117

Ai10B9530 Araip.B10 9530 p2 (AG)6 12 34282191 34282202 GTGGCAGAGACAGGGAAGAG GTTCGTCCGCACAGGTCTAT 268

Ai10B9533 Araip.B10 9533 p2 (AG)14 28 34302854 34302881 CAAAATCGCAACACAAATTCA CATCACTTGATCATCGCTGC 262

Ai10B9537 Araip.B10 9537 p2 (AT)8 16 34320603 34320618 GAATGAATGCTTGAACAGTGC GCCTTTTGGTTTTAAGGGCT 239

Ai10B9538 Araip.B10 9538 p2 (AG)6 12 34327432 34327443 TTTGGTGAGTGATGTGAGGG TTTCTTATCTTTTTCAAAACCACC 271

Ai10B9540 Araip.B10 9540 c (T)10gaaaacaaaggaaaa(T)1136 34328822 34328857 GTTTGGAAGCCTCAGTCCAA TTTGGACAACTGACGGTTCA 259

Ai10B9541 Araip.B10 9541 p2 (AT)14 28 34331813 34331840 TCCTTATCTTTCGGGGCTTT CACGACGTGGGGTAAGAGAT 244

Ai10B9542 Araip.B10 9542 p2 (TA)6 12 34332079 34332090 TATCGCTTCGTGAGTGTTGC ATGCAGGCACATGGTGTTTA 259

Ai10B9544 Araip.B10 9544 p3 (GTT)6 18 34337920 34337937 ATTACTGGCATTCACAGGGG CGCCAACAGTAGGCTAGAGG 227

Ai10B9547 Araip.B10 9547 p2 (AG)7 14 34371895 34371908 GAGAGAGGGAGGAGATTTTCG CTTCTTATCTTTTCAAATTTGTTTCA 262

Ai10B9548 Araip.B10 9548 c (T)10cgaaaacaaaagaaaaatttttgaaaga(T)1351 34373210 34373260 TTGAAGACCAATCCCAAAGG TTTGGACAACTGACGGTTCA 278

Ai10B9554 Araip.B10 9554 p4 (TTTA)6 24 34423128 34423151 GATGGAGAAAGGGGGATGAT CCACTTTCTCTCTCCTCAATTTTT 144

Ai10B9559 Araip.B10 9559 c (TA)12agagagatagtgatagagatgaagagaggagaggagaggacagaagagaggagcgtaacacagtgtgagtgacggctagggtttgcttcaactctc(AT)6132 34451985 34452116 GTGTGAGTGACGGCTAGGGT GGGATCTGTTTAATCCCCGT 221



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9563 Araip.B10 9563 p5 (TAAAA)5 25 34468267 34468291 GAAAGAACAATGAACACAAATTCA GGGATTGTTCGAGTTTGGAT 280

Ai10B9567 Araip.B10 9567 p3 (ACC)5 15 34488378 34488392 TGATTGAGCTGGCAAGTGTC GCTCCATGAAGCGAAGTAGG 277

Ai10B9570 Araip.B10 9570 p2 (AT)10 20 34497550 34497569 CGAGCAGGACTGTGTATCCAT GGTCACCTGGACTTGCTTGT 255

Ai10B9571 Araip.B10 9571 p3 (TTG)5 15 34500483 34500497 TGATGCTTATTCATGGTCGC TGCAAATCGACCTAATGCAA 257

Ai10B9573 Araip.B10 9573 p3 (TCT)5 15 34518186 34518200 ATCCCTACACCCCACCTACC CCCTCGAGCAAAAGAAGAAA 138

Ai10B9574 Araip.B10 9574 p3 (TCT)5 15 34558019 34558033 CACCCCACCTACCTTCAAAA CCTATGACTCGGAGGTGGAA 266

Ai10B9577 Araip.B10 9577 p2 (TC)6 12 34573147 34573158 GGTCTGGGCAATAATGAGGA CTTGTGTTAGCCACTGCGAA 251

Ai10B9579 Araip.B10 9579 p3 (ATT)7 21 34582366 34582386 AGGATGGATTGAAGTGGACCT TTCCCACCATCCTCATGATT 194

Ai10B9580 Araip.B10 9580 p2 (AG)6 12 34586331 34586342 CAACCGGCACGAGATATTTT TGAAAGCTTGGCAGTAACCA 279

Ai10B9583 Araip.B10 9583 p2 (AG)8 16 34599796 34599811 GCACGCGATATTTTTCCATT TCTGGACTTGTCCCGGATAG 228

Ai10B9584 Araip.B10 9584 p3 (ATT)9 27 34603324 34603350 GCAGCCATGTCAACCAATTT TTTGAACAACACATGGTCGC 257

Ai10B9585 Araip.B10 9585 p2 (AG)6 12 34608170 34608181 GCAGGAACGAAGAAATGGAG GCTTCCTCAGAAACGCAAAC 199

Ai10B9586 Araip.B10 9586 p3 (ATT)6 18 34613111 34613128 CAGAAAGCCCAACCTTTCAC AGTTTGCACAATTTATTTGAGAGA 272

Ai10B9587 Araip.B10 9587 c (T)10aaaaattaataaatcttttctgacaaatgcaacctgcgtttatgcttttctcttaaacc(A)1079 34616416 34616494 TGAACAGCCCATCTGACAAA AAATGGAGAAGCTCGTGGTG 280

Ai10B9591 Araip.B10 9591 p2 (AG)6 12 34639750 34639761 TCTTGTCCTTGCTCCTGCTT ACATCCCTCCATCACTCACC 174

Ai10B9592 Araip.B10 9592 c (A)10ttttttttgaaaatatattttattttatttttttttgaaagatttttgaaaacaa(T)1378 34642122 34642199 ATGCTGATGGTTGGAAGCTC GGCTCATCTTGTTGCTCAGA 279

Ai10B9594 Araip.B10 9594 c* (AGA)6(AG)19* 53 34647878 34647930 AATTACAGCGGTTGGATTCG TTTCCTCGCTGCTCTCTCTC 270

Ai10B9597 Araip.B10 9597 c (TC)6ccattttgtttctctctctcttcctctt(TC)856 34657184 34657239 TTTCACACCCTCTCTCTCCC GAGAGAGAAATAAGGGAAGGGG 197

Ai10B9598 Araip.B10 9598 p2 (AG)8 16 34657491 34657506 TCCCTCTTCTCTCTCTCCCC TTTCTCTCCCCCTTCCCTTA 270

Ai10B9599 Araip.B10 9599 c (GA)9aagaagaagagagaagggagggagagagacaaaggagggagaggagagagaaagaaaatgggagagggaaaagagg(GA)6aacaaaatgggagagagaaaagagaa(AG)6aaacaaaatgg(GA)12179 34657679 34657857 GGGAAGGGGGAGAGAAAAAT CTCCCCTCTCCCTTGCTCT 264

Ai10B9600 Araip.B10 9600 p4 (AATT)5 20 34678632 34678651 CCATGATGGAGAAAAGGGAA CTAAGCATTCTTTTTCCAAAATCT 215

Ai10B9607 Araip.B10 9607 p2 (TA)7 14 34698856 34698869 GATGAAAAATAATTGAAACAATTGAC TGGGTAATAACGATTTACACGG 280

Ai10B9608 Araip.B10 9608 p3 (TTA)7 21 34702129 34702149 TTTGATATACGTGAATCGGGT CTCCGTTTTCCCTCCAAAA 280

Ai10B9609 Araip.B10 9609 p3 (ATT)13 39 34705050 34705088 TGAACTAAGTTGAATTGTTGGCTC TGTGAGTGTTTTGATAATGCGA 272

Ai10B9612 Araip.B10 9612 c (T)10cattgttaggtttgtgttgtctagctattctgtgtgggtgtattttattttattttgc(TA)884 34706313 34706396 TAGTGGCAGCTTCACCCTTT TAGGCCTCCATTTCGTATGC 244

Ai10B9618 Araip.B10 9618 p2 (AG)6 12 34743250 34743261 AATGAGATGGGAGAGGGAGAA CTTCTTATCTTTTCAAAATTTGTTTCA 261

Ai10B9622 Araip.B10 9622 p2 (TA)7 14 34750636 34750649 CAAAATCCAGTGAGGGTTCAA TTAATTCACATTCTCAAGGAGTCA 172

Ai10B9623 Araip.B10 9623 c (T)10ggtgactaaatagaaaaaaaag(A)1042 34756018 34756059 AAACATAAACCAAAACCCATGC CCATGGAGTGAGCTTCAACA 142

Ai10B9624 Araip.B10 9624 c (T)10gggttgctttgttttaaatgttcctattgttgttgtgtttttgctgtgatttaaatgttcttttga(T)1086 34758504 34758589 TTGAGCATACACGGGTCAAA TGAGCAAAACCAATCAACCA 176

Ai10B9625 Araip.B10 9625 c* (A)10ccaatttaaactggtttctcccttttcctctctctctcccccctttctttctt(TC)11(TCTA)5*tctcccttttgctttctctctcccctctctcccc(CT)6149 34766572 34766720 TGCTTTGTCACATAAGAAATTGG TTTTTGTGTGGACGGATAAAT 276

Ai10B9627 Araip.B10 9627 p2 (AG)9 18 34780529 34780546 TGTACATTCCAACTTCACAAACA TCCCTCCCTCTTCCAATTTC 235

Ai10B9628 Araip.B10 9628 p2 (AG)10 20 34781032 34781051 AAGTGTATCAAGTTGCGGTGG CAATGGTTTACCGTCGGATT 160

Ai10B9632 Araip.B10 9632 p5 (AAGAT)5 25 34809155 34809179 GCCCAAATAGAGGAACACGA GTCGTGGGCTGACCTTCTTA 153

Ai10B9637 Araip.B10 9637 p2 (AG)6 12 34841649 34841660 AAAACCTGGATCGAGAGTCA CATAGCGAGTTCTGAAGCCC 222
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Ai10B9638 Araip.B10 9638 p5 (AAGAT)7 35 34857143 34857177 AAAGGCGGTTCCCTTAAAGA CCTGGGTGCTCCAGTGTATT 136

Ai10B9641 Araip.B10 9641 p2 (AT)8 16 34867662 34867677 TTGGTACCGCAAAGTTAGGG TGGATGAAGTCGACAAGCAG 185

Ai10B9642 Araip.B10 9642 p2 (TA)9 18 34892058 34892075 TTGAATTTTGTCCCATGTGC TGTGGGGAATTTTATGGGAA 182

Ai10B9645 Araip.B10 9645 p2 (CT)7 14 34902602 34902615 TTTTTGTTTGCTTCTTATCTTTTTCA AGAGGGTTCGGATTTTTGGT 258

Ai10B9646 Araip.B10 9646 c (TC)8atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaacc(CT)997 34902736 34902832 TCGAAAATCTCTTCCCCCTT GGTTCCCTTTAGGTGAGTGGA 274

Ai10B9647 Araip.B10 9647 p3 (TTC)5 15 34907745 34907759 TCAAAATCAATTTCCCACCC CCCTCGAGCAAGAGAAGAAA 201

Ai10B9648 Araip.B10 9648 c (A)12(TA)6gcg(A)1037 34908685 34908721 TGAAGCAAGAAAAAGCAGCA TATTCCTTTTTGGCCCTCCT 222

Ai10B9650 Araip.B10 9650 p3 (TGA)5 15 34930966 34930980 TCCAGGGTCATCTTGTAGGC GACTCAGGCTGATTGGCTTC 244

Ai10B9651 Araip.B10 9651 c (A)11ttaagaattgaacgacaagaaatttcat(A)1150 34963206 34963255 TCCCCAATTTTATTGTCTGGA CAATTCTTTCTTTTGTTCTTTCTGT 183

Ai10B9653 Araip.B10 9653 p2 (AT)12 24 34964952 34964975 TCGGGTTAACAGAACTCGAT TCCTATATGGGCCAGACCCT 244

Ai10B9656 Araip.B10 9656 p2 (AT)6 12 34974809 34974820 CAATCGGCATATTTTTGGCT CAATGAAAATTTTTGGTCCCC 190

Ai10B9660 Araip.B10 9660 p2 (AG)19 38 34985445 34985482 ACGCTAACAGGTTGGACCAG AAACGGCTTGTCAATTGGAG 237

Ai10B9661 Araip.B10 9661 p2 (TA)11 22 34985838 34985859 AATCTCCAGTTTCCAGCCCT TGGAGTCCAACAAGCTTTCA 265

Ai10B9662 Araip.B10 9662 c (AG)6aaagagagagg(GA)635 34988409 34988443 TATTAAAGGTTTTGGCCCGA ATCGGAGTTCCGTAGCTCAA 243

Ai10B9663 Araip.B10 9663 p2 (TA)6 12 34989008 34989019 GTTTGAGCTTTGGTGGCTTG TCTCAACACCCATCAACACAA 242

Ai10B9667 Araip.B10 9667 p3 (AGA)6 18 35014840 35014857 TGGAAGCTTTTGTCATCCCT TCAACATCTCTCTCCCACCC 231

Ai10B9669 Araip.B10 9669 p3 (TTC)5 15 35026945 35026959 TACAACCACCACTTCTCCCC TTGCCTTCCCTTTCCTCTTT 214

Ai10B9671 Araip.B10 9671 p3 (TCT)5 15 35037877 35037891 CACACTCCCATCCATCTCCT GGGTCGCATCAAGTATGGTT 143

Ai10B9673 Araip.B10 9673 p2 (AG)13 26 35042519 35042544 TGGAGCTCCTTGTTAGAGGC TCTTGTTTCTCTTTCCTCTTTTTCA 218

Ai10B9674 Araip.B10 9674 p2 (AG)6 12 35042824 35042835 GAAAAAGTCAAACAAAGAATTTTGAA TTTTGGTGTCTTGTTTAGTAATCTTG 272

Ai10B9676 Araip.B10 9676 p4 (CATA)12 48 35048882 35048929 ATCACTCACGTCCGGGTAAG TTTTGCCCCTCCTAGAGGTT 256

Ai10B9678 Araip.B10 9678 p2 (TA)7 14 35067764 35067777 TACTTTGGGGCATTTTGTCC AGATTTGGGAGCATTGGTTG 271

Ai10B9679 Araip.B10 9679 p2 (GT)8 16 35076656 35076671 AGGAGATGAAATCACCCCAA GGGCTAAGGTAAGGGTGAGG 239

Ai10B9680 Araip.B10 9680 c (AG)10aa(AG)17 56 35095235 35095290 AACGCTAACGGATTGGACTG AAACGGATCATCAATCGGAG 234

Ai10B9681 Araip.B10 9681 p2 (TA)6 12 35096010 35096021 TGCTTGATGATGGATTGAATG TCTCAACACCCATCAACACACT 201

Ai10B9682 Araip.B10 9682 p3 (AAG)7 21 35101182 35101202 CTCGAAGGTGGAAGCTTTTG ACCCCCTCACTCTCCCTCTA 196

Ai10B9683 Araip.B10 9683 p3 (ATT)5 15 35103907 35103921 AAGTTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ai10B9684 Araip.B10 9684 p2 (AG)17 34 35136140 35136173 CAGGGGTCAACAAGAGCTTC CCTCTTTTTCTCTCTTCTCTTTTTCA 248

Ai10B9686 Araip.B10 9686 p4 (TACA)10 40 35142145 35142184 GCATCAAATCCCACCATTTC TTGGGAGAAAATCGGTCAAG 219

Ai10B9687 Araip.B10 9687 p2 (AG)6 12 35146296 35146307 AAACCTGGGATCGAGAGTCA TTCTAACCCAGTTTGCGACC 201

Ai10B9690 Araip.B10 9690 p4 (CATA)6 24 35175420 35175443 ACGCGACCTGCAATGTTAAT GAGGCACCTTGTTGAGCTTC 257

Ai10B9691 Araip.B10 9691 p2 (CT)7 14 35180134 35180147 TTCAACTTCCCAAAAATGGC CCCAATTGCAATCAAGCATT 279

Ai10B9693 Araip.B10 9693 p2 (AT)8 16 35181815 35181830 TCTTAAGAACAAAGAGCAATTAAAAA TTTCCCCTCCCGGTATGT 156

Ai10B9697 Araip.B10 9697 p3 (TAT)6 18 35187678 35187695 TCCTAAATAATTCTGGATGGATATAGT AGACATGACAGCTTAACGTTTTT 236



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9701 Araip.B10 9701 c (T)10aatat(TTTA)5ttattattagttttttttattaaaaaa(T)10caagagaggaagaagaaaggtagaaagaaagaagaagaaaagaagaaagaagaagaaaggagaaaggagaaaggag(A)11cagggtgcaaatcgacgcgtacgcgcgcatggcgcgtgcgtcgatg(T)10215 35212310 35212524 GCAAAAGCAATAAAAGAAAATGG TAACGCATACGCGTCACTCT 276

Ai10B9706 Araip.B10 9706 c (GAA)28(GAT)18138 35251915 35252052 TCCTTGTGGTTGATCGCATA TCAGAAGTAGCGCAGCACAT 256

Ai10B9707 Araip.B10 9707 p3 (CAA)5 15 35254058 35254072 TGATTTCCATAGCTTCACACAA GTGTCACAAAAGGGGAGGAA 257

Ai10B9709 Araip.B10 9709 p2 (CT)6 12 35267185 35267196 ACATGCTAAAGCTTGGCTGG GGGTTCGAATTTGGTGATGA 220

Ai10B9710 Araip.B10 9710 p2 (GC)6 12 35274793 35274804 AAGGCTCAAACAAGCTTCCA CACAGGGGTGGCATAACTCT 261

Ai10B9711 Araip.B10 9711 p2 (GC)7 14 35274910 35274923 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 172

Ai10B9712 Araip.B10 9712 p2 (GC)6 12 35275802 35275813 CCATACAAAGCGAGCACAGA CACAGGGGTGGCATAACTCT 223

Ai10B9713 Araip.B10 9713 p2 (GC)8 16 35275919 35275934 AGAGTTATGCCACCCCTGTG AGGGGTAAGTGTGCCCTTCT 131

Ai10B9714 Araip.B10 9714 c (A)12tgag(A)10 26 35276800 35276825 TTCAAGTGTGGGAACCTTGG TTCACTTTGGGGCATTTTGT 273

Ai10B9716 Araip.B10 9716 p2 (AT)6 12 35284869 35284880 TTGATTTTGGGAGAGTTGGG GCATTTTTGTCCCCTTTTCA 262

Ai10B9717 Araip.B10 9717 p2 (AT)6 12 35290335 35290346 CGTTCGGTAGTTTGGGTTGT CAGAAATCGCTTCACTCACG 197

Ai10B9718 Araip.B10 9718 p3 (AAT)14 42 35292093 35292134 CACCTTCTCAACAATGCCAA TTGAACCCATTTCTTTTAATTTCA 268

Ai10B9723 Araip.B10 9723 p3 (GTA)5 15 35309634 35309648 TTTTCAATCCGAATTGTCTGAA ATGCCCAAGAGTTGACCAAA 262

Ai10B9726 Araip.B10 9726 c (T)12c(T)10 23 35350054 35350076 TCCACTATCGCTCAAAGCCT TGAAGCAAGAAAAAGCAGTGAA 154

Ai10B9727 Araip.B10 9727 p2 (GA)6 12 35360747 35360758 AGAGAAAGGGAGAGGGTTCG TCTCTCCAATTTTCGAAAGTCAC 255

Ai10B9728 Araip.B10 9728 p2 (AT)7 14 35367653 35367666 TTGAAAACCGGGCACTAATC CTATTCTCTATGCAGCGCCC 172

Ai10B9729 Araip.B10 9729 p2 (AG)11 22 35403082 35403103 GCTAAACCGATTAGACCGGG GGTTTGAAGTGGAGGGTGAA 152

Ai10B9731 Araip.B10 9731 p3 (TGA)6 18 35422918 35422935 TCACAATTTCGTGCACCAGT ATGCCACTGCTTCTACCCAG 279

Ai10B9732 Araip.B10 9732 p2 (TA)13 26 35424497 35424522 TGGAGTGTTACGATTTTGCG TGCATTCTTTCATGAGAAGCTC 211

Ai10B9734 Araip.B10 9734 c (CT)6cactcacaca(CT)940 35432020 35432059 ATCCTAGGTGGCACTCCCTT GAGGGTATCCTTGATGGGGT 257

Ai10B9737 Araip.B10 9737 c (GA)6gc(GA)6 26 35456361 35456386 CGAATAAGTGGAGCGTTTCAA TCCAATCGCCAATACTCCTC 210

Ai10B9744 Araip.B10 9744 p5 (TTATC)5 25 35487691 35487715 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai10B9745 Araip.B10 9745 p5 (TTATC)5 25 35497124 35497148 CCTGGGTGCTCCAGTGTATT TCAACGATGAAGCGACTGAC 271

Ai10B9747 Araip.B10 9747 p2 (TA)7 14 35500124 35500137 TAGCCCCTCACACACACAAA TTCTTGGCCATGGAATAACC 280

Ai10B9748 Araip.B10 9748 p3 (AAT)6 18 35501116 35501133 ATCCCATGCTCGAAAATCAC GTGCGAAATGTGACGAAAAA 244

Ai10B9754 Araip.B10 9754 p2 (AT)6 12 35522116 35522127 GGGACAAAATTACCCCAATG TTTCAAGGTTGTAATGGGGC 254

Ai10B9755 Araip.B10 9755 p2 (AT)8 16 35532901 35532916 CAACCTCCCAAGGAAGATGA TTTCAATCAATTGGGGTGGT 191

Ai10B9760 Araip.B10 9760 p3 (TCT)7 21 35555324 35555344 CCACTCAATCCCACCCATAG TGATGGGCTTGTGAGATGAA 265

Ai10B9763 Araip.B10 9763 p3 (AAT)17 51 35564702 35564752 CCTTACCAAACTCACCTCGC GGAGTGGAACCAGGTTTTGA 219

Ai10B9765 Araip.B10 9765 c (A)14gataaaataaaatacataaattttat(A)1252 35566343 35566394 TCTCATTTCTGTGGGGCTTT TGCTTAATGTAGTGAATTCTACCGA 250

Ai10B9766 Araip.B10 9766 c (AAAG)5gatagtgagaaaaaaggtctgaaagtgaaatctgaattgaatgtgttcacatgcaaagtggtgagattgttgaaaga(AGT)5112 35566585 35566696 GGAAGAAGGAAGGAAGAAAGGA TTTCATTTGCCGTTCAAACA 164

Ai10B9767 Araip.B10 9767 c (A)10ttttcaatgaaaagattttttttatttttcagcgtatttggtaaatttctattagtaaaagtaatgtagcttctcaaaaaagatg(T)11106 35567921 35568026 TGTAAGTGCTTGTTTGGACTTCA TTTTTATTTTTAGCGTGTTTGGT 200

Ai10B9769 Araip.B10 9769 p3 (TTC)7 21 35570124 35570144 GATGTTGGTGGCAATGGAAT ATGGCAAGTGATCAAGCACA 236

Ai10B9773 Araip.B10 9773 p2 (GA)10 20 35577110 35577129 CATCCAGCCTCTGATCCATT GGCGGAACTCAGTGTCTCTC 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9775 Araip.B10 9775 p2 (CA)11 22 35591564 35591585 ATAAAATCGAGGTGGCGAGA TTGACCGGTTTTAACTTCGC 236

Ai10B9776 Araip.B10 9776 p2 (AT)8 16 35593339 35593354 ACCACATCAAACCAAGTCCC TGGCATCAGAAAGTTGATGG 174

Ai10B9783 Araip.B10 9783 c (A)10taaaaagtagagtataagattgaatttaaacttgaaaggaattactcaagattctcagttttactctatgatttcaaaaaggctaaaagta(T)11112 35620559 35620670 TCGAAAGCAAAGTAAAATGCAG TTGTAATAAGTTCAGTTCTTTTGGAA 238

Ai10B9784 Araip.B10 9784 p2 (TA)10 20 35625274 35625293 TCAGAGAACACTCGTAAAGATCTAAAA TCCTCATAGACGGATTCATGT 194

Ai10B9789 Araip.B10 9789 p3 (TCT)6 18 35638657 35638674 CCGAATACACACATCCCTCC TGATGGGCTTGTGAGATGAA 240

Ai10B9795 Araip.B10 9795 p2 (AT)6 12 35682572 35682583 CTGTTGATTTGGGAATGGCT CACCACCTTTTCCGTTGTCT 125

Ai10B9801 Araip.B10 9801 p2 (AT)6 12 35701028 35701039 CTGTTGATTTGGGAATGGCT CACCACCTTTTCCGTTGTCT 125

Ai10B9804 Araip.B10 9804 c (TA)7g(AT)16 47 35722699 35722745 CATACCTGCGCTGTTCTTCA GCTTAAGAATGCAGGCTTGG 226

Ai10B9805 Araip.B10 9805 p2 (CT)7 14 35730913 35730926 TTTTTGTTTGTTTCTTACCTTTTTCA GTGGGTGAGGGAGAGATGTT 267

Ai10B9806 Araip.B10 9806 p2 (CT)6 12 35731153 35731164 TCGAAATTTCCCCTCTCTCA TGTCACAGTGAAGAGGTTCCTT 161

Ai10B9807 Araip.B10 9807 c (CT)6a(TC)6 25 35757613 35757637 AACGTTCTACCCCTCCCTGT TAATTCGCACGAAAATGCAA 173

Ai10B9808 Araip.B10 9808 c (TTC)9tgcctttattattgttgtttctggttacttctgcttctgattgattatattattttattgtta(TTG)6108 35760630 35760737 GCTAGGGTAGCGCAAAGAGA TCCCCTTCTTTCCCAAAATC 233

Ai10B9810 Araip.B10 9810 p3 (TAT)5 15 35761999 35762013 TTGAAAACATAATGCCAATTTTT TGCTTTTATGTGTAAAACGTCTG 276

Ai10B9812 Araip.B10 9812 p3 (TGA)10 30 35773642 35773671 TAGGCAGTGTGACTGCTGCT GCTGCTGAAGTTGAGGAAGG 223

Ai10B9814 Araip.B10 9814 p2 (TC)6 12 35784049 35784060 GAAGCATCAGCGGTAGTGGT GAGAAAGGAATCACGCGAAG 199

Ai10B9815 Araip.B10 9815 c (T)13g(A)10caaaaaagaagaaaaaaatgcaaaacattcacgtgccctgcatgttcttcttct(TCC)8102 35785060 35785161 GCGAACCCAATTTCACCTAA GAGAAGAAGGTGGTGGTGGA 243

Ai10B9820 Araip.B10 9820 p5 (GTATT)6 30 35789404 35789433 CCATAATAACAGGGCATGGG CGGTTGAGATTGCTGGATCT 214

Ai10B9821 Araip.B10 9821 p2 (AC)6 12 35789828 35789839 TGTTGCTAGAATCCAGTCCTGT TGGTTCCGTGACATTCCTCT 280

Ai10B9825 Araip.B10 9825 p3 (TTA)5 15 35796045 35796059 TTGGCTATTTGATCAATGATGG TGTGCGAACTTGCACTATCC 180

Ai10B9829 Araip.B10 9829 p2 (AT)7 14 35804099 35804112 GGCTGGTTGTGTTGTCCTTT CTCGGCATTAGGAGAAGACG 195

Ai10B9830 Araip.B10 9830 p3 (AAC)6 18 35813280 35813297 CCCTGCCTAATCTTAACCTTCC TTATGGTTGCAATGACAATCTG 209

Ai10B9831 Araip.B10 9831 p3 (CTC)5 15 35814741 35814755 AGCGCGCTACTCACCATTAT AAGGAGGAGAAACACGACGA 177

Ai10B9835 Araip.B10 9835 p3 (GTT)11 33 35856929 35856961 GCGAGTTGTTTGGGGAGTTA TGCTGAAGGTCATGTTCCAA 186

Ai10B9836 Araip.B10 9836 p2 (TA)6 12 35864024 35864035 TGCTTGGACCGGTTATCTTC GGGGTAAACAAAGATCGCAA 158

Ai10B9838 Araip.B10 9838 c (T)10cttctataaaataatcttagaagaagccaaattgtttgtaacatgtttctaaacaccataataacaaggcaatgaaggcatggg(T)10104 35868944 35869047 CGATTGACGGCTTCCTAAAC CTGCAATCCATTGCTGCTAA 248

Ai10B9840 Araip.B10 9840 c (A)10g(A)10caagctg(A)1139 35881189 35881227 ATTTTGATGTGGTGGCATTG TTGCTCTTGCCTTTTGGTTT 256

Ai10B9841 Araip.B10 9841 c* (GA)11(GAT)6* 38 35888073 35888110 GATGATGATGATGAAGGGGG CCCTCACCACTAACCTCCAA 124

Ai10B9843 Araip.B10 9843 p4 (TAAC)5 20 35894228 35894247 AAGCATGAAGAAATCAAAACCAA CCAAACACCATCGATAACCA 275

Ai10B9844 Araip.B10 9844 p3 (CAT)5 15 35897427 35897441 CGGTTTAATCTTAGGCAGCG AGCCTAGCTGCCTGCTAATG 260

Ai10B9847 Araip.B10 9847 p2 (CT)9 18 35909851 35909868 ATCCGCAATGAGTTACCGTC TCACGGAGAAGGGATAATGC 259

Ai10B9850 Araip.B10 9850 p2 (GA)26 52 35913973 35914024 GGCGCAACAACCTTCTTC TCGCCAGTAAATCCCACAGT 280

Ai10B9855 Araip.B10 9855 c (A)10gaataagaacaaatttgagaagcatgctcatgtgaaatcaagacaattgaattaccatgtgcaaaaaaaa(T)1090 35937701 35937790 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 210

Ai10B9859 Araip.B10 9859 p3 (CAC)5 15 35960679 35960693 CGTAGAACTCAAGCTTCCGC CTAGCATCCGACTCACACGA 220

Ai10B9867 Araip.B10 9867 p2 (CT)6 12 35985264 35985275 CTTTTTGTTTGTTTCTTAACTTTTTCA GGTTGCGATGTGAGATGAGA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B9868 Araip.B10 9868 p3 (TTA)5 15 35985590 35985604 TCTCATCTCACATCGCAACC TTCAGGTTCTGGGTCTGCTT 215

Ai10B9869 Araip.B10 9869 p3 (TTC)5 15 35987968 35987982 AAACACTCCCCACTCTCCCT CCCTCAATTTCAGCCAAAAA 245

Ai10B9871 Araip.B10 9871 p2 (TA)8 16 36011274 36011289 CAAATTCCAGTGAGGGTTCAA AATGAGTCATGCAATTCCGA 228

Ai10B9875 Araip.B10 9875 p2 (TA)12 24 36032254 36032277 CGGAGAGAATTTATCCATACAAAA TCATAGTTTTTCCTTGCCTTTG 255

Ai10B9876 Araip.B10 9876 p2 (TC)16 32 36035472 36035503 GCCCCTTCCTTTTCTTCTTT ATCGCGGAGAGGAGAGAGAC 264

Ai10B9881 Araip.B10 9881 c (T)15gttcaaactatccaatctctataatcttctcctgcc(A)1364 36062269 36062332 TTTTCAATAAAACTCCATTTTGC TGTCAAGTTCTTTTGTTCATCACA 238

Ai10B9884 Araip.B10 9884 p3 (AGA)26 78 36097683 36097760 TTTCTTGAGAAGACGACCCG GGAGGTTCAGCGTCTCCTAA 266

Ai10B9885 Araip.B10 9885 p2 (CT)6 12 36098574 36098585 TTACAGAATATGCCCCCAGC AAAACCTGGATCGAGAGTCA 227

Ai10B9887 Araip.B10 9887 p2 (CT)6 12 36103788 36103799 TTTACAGAATACGCCCCCAG TGAAAAGGGAAGCTTAAAACAAA 258

Ai10B9888 Araip.B10 9888 p2 (TA)7 14 36110484 36110497 GTTTTTCAGAATCACAACAATCC GGGTTGTGTGTTCTTTGGCT 204

Ai10B9896 Araip.B10 9896 p4 (AAAT)5 20 36178390 36178409 TGCAAGCAACCCAAAAATAA CTTCTTCTCCCCTTCCATCA 248

Ai10B9899 Araip.B10 9899 c (TTA)19cagtttattaataaatattaaataatgcaaatttagaa(T)12107 36200952 36201058 TTCTTTCTCCCAACGCAATC CTCACCAGTAATGCCAAGTAGA 241

Ai10B9902 Araip.B10 9902 p2 (AT)9 18 36206399 36206416 GCAGTTTGTTCGGCTCTTTC TTAACCCGTGTCCACTCACA 224

Ai10B9903 Araip.B10 9903 p3 (ATT)12 36 36206604 36206639 CCATGTTTGGGAGGTTTGAC CAGCAACAAATTCAGCATTCA 250

Ai10B9904 Araip.B10 9904 p2 (AT)10 20 36221124 36221143 TCTCCATGTCCGTGACAAAA TGAAGCCTTTAAGGGAGCAA 188

Ai10B9913 Araip.B10 9913 p2 (AT)6 12 36249448 36249459 ATTCACGGTTTTCGTCGTTC GGGGAAGTGTAATAAAGCATCAA 216

Ai10B9918 Araip.B10 9918 p2 (AT)6 12 36262704 36262715 GGGGAAGTGTAATAAAGCATCAA ATTCACGGTTTTCGTCGTTC 216

Ai10B9929 Araip.B10 9929 c* (AT)30(T)14* 73 36292706 36292778 TGGTTTAAAGGGTTATTGGCA TGAAGCAAGAAAAAGCAGCA 277

Ai10B9930 Araip.B10 9930 p3 (TGG)6 18 36294883 36294900 CACCACTACACCACCACCAG CCAAAATCAACCAAAAACCC 266

Ai10B9931 Araip.B10 9931 p3 (TGG)6 18 36295056 36295073 TGATAATGGTGGTGGTGGTG CCCTCGGACAAAAATACCCT 246

Ai10B9933 Araip.B10 9933 p5 (AAAAG)5 25 36304295 36304319 AAATTGAGCATGCAAGCAAC TTTTTCACATCATCATCAAGGTT 274

Ai10B9934 Araip.B10 9934 p3 (TTA)12 36 36315376 36315411 TTCTATATGCATGTAATGGGCA TGATGCTTGTGGATTCCTTTT 141

Ai10B9937 Araip.B10 9937 p4 (ATTT)5 20 36354681 36354700 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 207

Ai10B9939 Araip.B10 9939 c (A)10gagaaaaaaaggattt(A)1036 36363873 36363908 AGCCAATTGGGCAGTAAATG TTTTCCTTTTGGTTTAGAGTCTTC 259

Ai10B9940 Araip.B10 9940 p2 (AG)6 12 36376998 36377009 ATCCAAGCCCAGAAACACAG TGAACCTGGAATTGAGAAGGA 198

Ai10B9941 Araip.B10 9941 p3 (TCA)6 18 36379148 36379165 GGAGCAAGTGGAATCAATGC GGGGATGAAGTAAGGGGAGA 254

Ai10B9942 Araip.B10 9942 c (T)13actcatgcaaaatgcaggttatgatcagcattttaatattttttaaacatgcaatttgcattaatgcaggttccgttttacc(T)10105 36395399 36395503 TGTCAGTGCAAAATGCATCC AATGCAACCTACGTTTTGGG 166

Ai10B9946 Araip.B10 9946 p5 (TATTT)5 25 36416841 36416865 TTGCTGTTTCCTTGTTGAGAAA TGCTAACCGAATTCAAAAGAGA 213

Ai10B9947 Araip.B10 9947 p2 (TC)6 12 36429853 36429864 GCTTCAATCCCCCTTACTCC GGAGGGTCCGGTTTTTGTAT 196

Ai10B9948 Araip.B10 9948 p3 (TAA)5 15 36432680 36432694 CTCAAGAAATTGCAGGGAGG TGGGAGCAAAATCCAATTCT 202

Ai10B9949 Araip.B10 9949 p2 (TA)6 12 36435235 36435246 GTGTGTTCGTTGGCTCAAAA CAGAATCACAATAATCCACACATTG 193

Ai10B9950 Araip.B10 9950 p6 (AAAATA)5 30 36435503 36435532 AACCAAAGTGCAAAATACAGAAA CACACCCAGCTTGAGTGAAA 237

Ai10B9951 Araip.B10 9951 p3 (AGA)5 15 36438350 36438364 GTGGGGTTGGATGAGAGAGA TTTGCGTGGATTCAAAATCA 247

Ai10B9952 Araip.B10 9952 p3 (TAA)13 39 36441126 36441164 CAAGGAATTGCAGGGAGGTA TGGGAGCAAAATCCAATTCT 224
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Ai10B9959 Araip.B10 9959 c (CTC)5ttttttttcttatttgaatttctttttctcctttctttttctct(TCC)5gtcg(TCA)16(TCT)24198 36483504 36483701 ATAAACCGACGTTTGGCTCA CGATGATAATGATAACGATAACGA 277

Ai10B9960 Araip.B10 9960 p2 (CT)6 12 36485293 36485304 AAAGTCCAACACGGAGGTTG TTAAAAGCGAAACAGCAGCA 261

Ai10B9965 Araip.B10 9965 p2 (AT)9 18 36517995 36518012 TTTTCGAGTTTCTCTCCCCA TTGGCCGATTTCCAATATGT 278

Ai10B9967 Araip.B10 9967 c (A)11(T)12 23 36543280 36543302 CCATGCTTCACATGCTTCAT GGGGATTGTTTGAGTTTGGA 238

Ai10B9968 Araip.B10 9968 p2 (TA)6 12 36556527 36556538 GGTGAGTTGCTTTGGATGGT GCCTCTAGGCCAAAAACAAA 115

Ai10B9969 Araip.B10 9969 p5 (AAAAT)5 25 36565405 36565429 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTAACCCCTT 185

Ai10B9975 Araip.B10 9975 p3 (ATG)9 27 36598514 36598540 TCCATGGAAGAAGGACAAGG CACCTAGCACAAAAACTCATTCC 250

Ai10B9981 Araip.B10 9981 p2 (TA)6 12 36645026 36645037 GCATGTCCTCATGCTAAATCC TTTCTTTCCCATCTCATTTGC 233

Ai10B9986 Araip.B10 9986 p2 (TC)6 12 36685117 36685128 CCAAGCCTTAAGTGTGGGAA CACAGGTTGTGTGTTCTTAGCTC 271

Ai10B9988 Araip.B10 9988 p3 (ATT)5 15 36692639 36692653 AAAGGCTTGCTATTGCCAAA ATCCTGCAATGGAAGAGGTG 169

Ai10B9989 Araip.B10 9989 p2 (TC)7 14 36699978 36699991 AGGCACATGGTTAGGGACAG TGAAGCAAGAAAAAGCAGTGAA 229

Ai10B9990 Araip.B10 9990 p2 (AG)6 12 36702001 36702012 GGTGAGGTAGGTGGGGTTTT GCAGGATGGGAAATTCTTGA 234

Ai10B9992 Araip.B10 9992 p4 (TTTA)6 24 36716252 36716275 CCATGATGGAGAAAGGGAGA TCCAATCAAATCCTTTCAATCA 198

Ai10B9995 Araip.B10 9995 c (A)10c(A)10 21 36726550 36726570 TGGGTTTGGGAATTACTTGG TTTTCCACAAATCCATGAACC 275

Ai10B9997 Araip.B10 9997 c (CTT)7tttcatcaccatcatcatcatcttc(T)10cttattcatatttttttcttgttttatcttctcaaattttttcttgttttactctcttaacaagaataaaac(A)10138 36750263 36750400 CTCTTCTTCTCCCTCTTCCTCA TCATCCTCTTTCAAGTAATTTTGTACC 226

Ai10B10001 Araip.B10 10001 p2 (AT)8 16 36766094 36766109 AACGTTGGGGACAAAAACAA TGCTAGGTGTGTACATGCAAAA 277

Ai10B10003 Araip.B10 10003 p2 (TA)6 12 36769686 36769697 CCTGTTTCAGCAAACATGGA GGGGTCGCACTTTCAAGA 273

Ai10B10005 Araip.B10 10005 p2 (TA)10 20 36773259 36773278 CATCTGGAGTTCTGCAACGA TCAAGCTCCGAACTCAACCT 230

Ai10B10006 Araip.B10 10006 c (AT)11(GT)11 44 36773457 36773500 AGGTTGAGTTCGGAGCTTGA ACGAAAATAAAAGCGCAACG 264

Ai10B10007 Araip.B10 10007 p2 (AG)9 18 36783911 36783928 GGATCAGGCACCACTTTGTT CTACTTCCCCCACTTCACCA 214

Ai10B10008 Araip.B10 10008 p2 (AG)16 32 36784264 36784295 TGAACCGACACGAGTCAGAG TTGGCTCTCTGCGAAATTCT 259

Ai10B10010 Araip.B10 10010 c (CT)8catacacatacaa(ACAT)653 36787269 36787321 TTTTTCGTTCAAAATCGTCCTT TGTGCTGCTTATCGTGCTTC 272

Ai10B10011 Araip.B10 10011 p3 (TTG)5 15 36798266 36798280 TTTTGTTGACCAACCCTCCT TTCAAAATTTCACAATTTCACG 231

Ai10B10012 Araip.B10 10012 p2 (GA)8 16 36805618 36805633 GTAAGAGGGACGTCGTCGAG ACTACCCAAACAGCGGTGAC 260

Ai10B10013 Araip.B10 10013 p2 (GC)6 12 36815895 36815906 AACATGTACCAGGAGGGCAG GTGGATGCCAAAATTTCACC 182

Ai10B10017 Araip.B10 10017 c (A)10g(A)10 21 36849130 36849150 TGGAAACGTTTGGATTGAGA TTTACTTTGGGGCATTTTGC 216

Ai10B10018 Araip.B10 10018 p2 (GT)7 14 36851679 36851692 TGGGGTAGCTAGGCATGATT GGGCTAAGGTAAGGGTGAGG 129

Ai10B10024 Araip.B10 10024 p2 (AG)7 14 36866891 36866904 CGAAAGTTCAGCAATGCGTA TCCTAAAACCTAGAGAAAGGAGAGA 229

Ai10B10027 Araip.B10 10027 p2 (AG)7 14 36892953 36892966 GATGAGGGAGAAGGATTTTCG TCCTTATCTTTTCAAAATTTGTTTCA 264

Ai10B10029 Araip.B10 10029 p2 (CT)9 18 36907583 36907600 TGAAAGGGAAATTAACAACAAGAA AAAGGAAATGGGAGGAAGGA 237

Ai10B10031 Araip.B10 10031 p2 (TC)8 16 36912595 36912610 TTATCCGCCAATAAATCCGA TGGTTTATTAGGGAGCGACG 249

Ai10B10036 Araip.B10 10036 p2 (TA)7 14 36945236 36945249 GACACCCCACCATGGTAAAC ACCAAGCATTCCAAACATCC 172

Ai10B10037 Araip.B10 10037 p2 (TA)8 16 36952683 36952698 ATGACACCAAAACAGCACCA AGGAGACGTTGGAGAAAGCA 275

Ai10B10038 Araip.B10 10038 c (A)10gtaggcctccccctttagaaaatatatgctgtccgtaatggattgaaaagtagtgtgttatttggattatggatagtggatcatatgcttagtt(A)10114 36955580 36955693 GGCATTAATGGCACTTGCTT TCAAAGAAGAGGGAAGAATGGA 273
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Ai10B10043 Araip.B10 10043 c (TA)12(T)10 34 36978840 36978873 GGCATTTTTGTCCCCTTCTT GAGTTGGAAACATTGGGAGG 258

Ai10B10044 Araip.B10 10044 c (A)11caaaaaaaaatttagttttcgaaaaact(A)1049 36990776 36990824 GACGGTTCATCCTGTTGCTT ATCCAAATTGATGGGAACCA 262

Ai10B10045 Araip.B10 10045 p2 (TC)12 24 36992108 36992131 ATCTTTTCCAAAACCACCCA AGATGAGAGGGAGAGTGTATTCG 226

Ai10B10046 Araip.B10 10046 p2 (TA)9 18 37009356 37009373 AGGATCCACCCACAACAGAA GACACACATATGACGCGGAC 252

Ai10B10048 Araip.B10 10048 c (T)10caattaagtccctttcagtagtaattagcttaattttatagggacccaact(A)10gaattagtataaggacctaaataaaag(A)11109 37024035 37024143 TCATGATCCCTACAAAAAGGG TGAGTCCTTGCACCAAAATTC 278

Ai10B10053 Araip.B10 10053 p5 (ATAAG)5 25 37030890 37030914 TTCGAATTCAAACGTCTCCC AGACACTCCGACGCTCAAGT 166

Ai10B10054 Araip.B10 10054 p2 (AC)6 12 37047560 37047571 TGTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 250

Ai10B10055 Araip.B10 10055 p2 (TA)10 20 37047740 37047759 TGGGGTAATTTTGTCCCCTT GTGGGAACCTGGGTTAATGA 194

Ai10B10056 Araip.B10 10056 p2 (CT)6 12 37051164 37051175 TTTCCAAAACCAATTTCAATCA GAAATTTTGAAAAAGAGGGGAGA 228

Ai10B10058 Araip.B10 10058 p3 (TTC)7 21 37054463 37054483 CCACCCAAACCCACTCTAAA TGGGCTTGAATCTTTCCATC 280

Ai10B10060 Araip.B10 10060 p2 (AT)10 20 37066478 37066497 CCCAATTGAATCTTTGGTTAGC TTGGGGTAATTTTGTCCCTTT 255

Ai10B10062 Araip.B10 10062 p4 (TTTA)6 24 37085555 37085578 CCAATGGAGGGTATGCAGAT TCCCTTACCACTTTCTCTCTCC 255

Ai10B10066 Araip.B10 10066 p6 (AAATAA)5 30 37095289 37095318 TCTCTGTTTTGTGTGCCGAG TGAAGGCAACATTGAGCAAG 248

Ai10B10067 Araip.B10 10067 c (A)10gatatatgtg(A)1030 37111384 37111413 TGATGTGGTGGCAATGCTAT CACCCTTGCCTTTTGGTTTA 279

Ai10B10071 Araip.B10 10071 p2 (GA)6 12 37148491 37148502 CAGCTTCTTCATGGTGTGGA CTAGACTCCCCAGTCCCCAT 234

Ai10B10075 Araip.B10 10075 p2 (AG)11 22 37170514 37170535 CGTTCACACGAAGCTAATGC TGCAAGCTACGGCTAGTTCC 219

Ai10B10076 Araip.B10 10076 p2 (TA)7 14 37173908 37173921 CCGGAAGTGGAGGATGAATA GGCTAAAAACGCTAACGGGT 164

Ai10B10077 Araip.B10 10077 p3 (TCT)5 15 37185415 37185429 CCTACTCCCTCTCCCCTCAC GCTTTTGTCTTCCCTTTCCC 273

Ai10B10081 Araip.B10 10081 c (A)10ctccaaaagacctaccatcaaactcatggttattgacc(A)1058 37201267 37201324 CTGATGTGGGTCGATTGTTG TGAAAGTTCTGTTGGGTTTGA 254

Ai10B10082 Araip.B10 10082 c (AAT)18aaataaaagaaagaagtggcttttagccat(GA)9102 37201979 37202080 GTGTGTTGGTGGGTTTTCAA CCCTTTCTCCCCAATTTTTC 226

Ai10B10085 Araip.B10 10085 p2 (GA)20 40 37217998 37218037 GGACCTAGTGGAGCAGCCTA CATGCCCTTTCCCCTAATTT 198

Ai10B10086 Araip.B10 10086 c (T)12aattg(T)10cacttctgtttctgcttcgatttcttatgtttcttctgtttctgcttttgattccattattgttgttgataatgttgtgat(GAA)6126 37219106 37219231 AGAATCAATGTTGCCGCTGT TAAAATTGCCCTTCGAACCA 262

Ai10B10090 Araip.B10 10090 p2 (CT)11 22 37246954 37246975 ATGGCGGTGACACTCCTTAC ACAAGAACAAGGGCAAATCG 146

Ai10B10091 Araip.B10 10091 p2 (TA)6 12 37248300 37248311 TAGGCTGGTGGATCAAGTCC TGTTTGATTAATTAGAGATTTGGACA 266

Ai10B10094 Araip.B10 10094 p2 (TA)6 12 37252144 37252155 GCTTTTGTCCCATGCGTTAT CCCGACCTCTTCATACTCCA 267

Ai10B10097 Araip.B10 10097 p3 (TGG)5 15 37257671 37257685 GGTGAATATAGTGCTACCATACCCT AATTTCTCCAGCGGTGACAG 213

Ai10B10100 Araip.B10 10100 p2 (AC)8 16 37268989 37269004 AATGTCTTCCCACAAATTCCC CCATATGGCCAACCCTTACA 196

Ai10B10103 Araip.B10 10103 p2 (CT)8 16 37291661 37291676 AAAAGGAACATTGAACCTGGAA GGCGATTTCTGAGCTGTTTC 259

Ai10B10105 Araip.B10 10105 p3 (TAA)5 15 37299200 37299214 AAAAACCTACATCTGGTAAAAATGA TAGCAAGCTGAAGATGCCAA 231

Ai10B10106 Araip.B10 10106 c (ATT)5(GTT)16 63 37300825 37300887 CCATCTCGTGAGCCATCTTT AAGGATGAGTTCGAGGTTCG 264

Ai10B10107 Araip.B10 10107 p3 (ATT)5 15 37301980 37301994 AGCATGGTCTCTGTCCAACC TCTAACAACATCGGGCAACA 271

Ai10B10109 Araip.B10 10109 p2 (CT)6 12 37308396 37308407 TCTTGTGATTTCTTGTGAATCAA AAAAAGAAGGAAGGGATTTTCG 272

Ai10B10110 Araip.B10 10110 p3 (TAT)6 18 37308728 37308745 TCTCTGCCCTCCTCACAGTT AGTCCTTTCGGGTTCTGGAT 208

Ai10B10112 Araip.B10 10112 p4 (AAAT)7 28 37316824 37316851 CCAATCAAATCCTTTCAACCA CCATGATGGAGAAAGGGAGA 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B10114 Araip.B10 10114 p2 (AT)11 22 37328744 37328765 AACTTCCCAAGGTATTAAATGGC AAAAAGTGTGGCTGAATGGG 123

Ai10B10116 Araip.B10 10116 p3 (TTA)5 15 37335611 37335625 CTTCGTAGATCACGATGCCA CTGTCAGCAACAACAGTGGG 193

Ai10B10120 Araip.B10 10120 c (TG)14(TA)10 48 37367752 37367799 AGAAATTTTGGGTAGCGGGT ACTGAGCACCTCAAATTCGG 226

Ai10B10122 Araip.B10 10122 p2 (GT)15 30 37371749 37371778 AAACGTCTACTCGGCCACAT ACCCACCTCGATGAGTTGTC 252

Ai10B10123 Araip.B10 10123 p2 (GT)6 12 37374430 37374441 GAGCTTTTCACAAGGAACGC AATTTTAAAGGTTTGGCCCG 279

Ai10B10124 Araip.B10 10124 p2 (AT)6 12 37379667 37379678 GCCGGCTAGCCATATACAGA CACCTCGGTGAGTTGTCTGA 199

Ai10B10125 Araip.B10 10125 p2 (GT)6 12 37382332 37382343 GCTTGGGAAGATTGAGGTGA GGAAAATCGGGCGTTAATTT 207

Ai10B10126 Araip.B10 10126 p3 (TTG)7 21 37386845 37386865 CTCCTCTGCTTTGCCATTTC TCCATATTCCTTACGCCCAC 268

Ai10B10127 Araip.B10 10127 p3 (TCT)5 15 37388572 37388586 GCTTCGCACTATTTGGTGGT ATCGCAACAAAAGCACACAG 191

Ai10B10128 Araip.B10 10128 p2 (CT)6 12 37393645 37393656 CTGGTACTTGTGGTGCCCTT CAACCAAATTCAAAATGGGG 163

Ai10B10135 Araip.B10 10135 c (A)10ggtgcagcgtagaccccccaattcgaaccaaaaaaaag(A)1159 37409522 37409580 AATTCCTCAAATTCGTCCCC GATGGGATGGAACAGATTGG 227

Ai10B10138 Araip.B10 10138 p3 (CTC)6 18 37420654 37420671 GAGATGGCGAAGAAGAATGC ACCTCACCAGAAGAGCCAGA 251

Ai10B10140 Araip.B10 10140 p3 (TAT)6 18 37428298 37428315 TCACATCTCTGCCATCCTCA TCAGGTTCCGGATATGCTTC 207

Ai10B10141 Araip.B10 10141 p3 (GAA)5 15 37430079 37430093 GCCACAACATCATGGAAGTG ACACAACCCCTTCTCCCTCT 260

Ai10B10142 Araip.B10 10142 p2 (AG)6 12 37432515 37432526 AAAGGAGATGAGGGAGGAAAA CTTCTTATCTTTTCAAAATTTGTTTCA 266

Ai10B10145 Araip.B10 10145 p2 (AT)9 18 37438238 37438255 AAGCTTGAGCCTGGAATTGA CCAAAAACTTACGAGCTGGC 253

Ai10B10146 Araip.B10 10146 p2 (AT)8 16 37440313 37440328 TGGAAATTTTAACTCCGAAAAA CGTTAGGGACCGAAATCGTA 180

Ai10B10147 Araip.B10 10147 p3 (TTG)12 36 37441023 37441058 CTTCCCCTGCAGTGTTGTTT CAAAAGCAGAACCAGAAGCA 241

Ai10B10153 Araip.B10 10153 p3 (TTA)12 36 37446018 37446053 TCTTCCGCCTTATTCCTCTTT TGCTCCAAATCCGGTTACTC 237

Ai10B10157 Araip.B10 10157 p2 (TA)6 12 37462622 37462633 CGGTATGTCGGTCTCGTTTT GGAAAGCACATCTCACTCGG 276

Ai10B10161 Araip.B10 10161 p2 (AT)6 12 37496132 37496143 TGTTTTTCAGATGCAGGTCG CTCCTAACTCAGCCTGCGAA 255

Ai10B10162 Araip.B10 10162 p3 (TTA)11 33 37496358 37496390 TTTTCTTCTCACGCAAGCAA TAAGCCGTAAATCAGAGGCG 175

Ai10B10163 Araip.B10 10163 p3 (TTG)5 15 37511043 37511057 TTGTGTTAGGGTTGGTTCTCA CAAAAGCAGACGATCGACAA 202

Ai10B10164 Araip.B10 10164 p3 (ATA)8 24 37511829 37511852 AGCAAAGCAAAGCCAGAAAA AGAGTGGTGGTGAACCTTGG 252

Ai10B10167 Araip.B10 10167 p3 (GAA)11 33 37517936 37517968 GCAGCAGCATGAAAAGTGAA TCCTTTGGTCCCTAATGTGC 183

Ai10B10173 Araip.B10 10173 p2 (CG)6 12 37554765 37554776 AGGAGGGAGGAGAAAAGCAG ATTGCACTTCCGCAACTTCT 195

Ai10B10174 Araip.B10 10174 c (GC)6acagcgtgctagcgcgccgatgccc(T)1552 37554932 37554983 TGGATGCAGCAGAGACAATC ATAGGGAGCTCTTGGGCATT 227

Ai10B10176 Araip.B10 10176 c (TTC)5tcctgacactttgttttcttcttcttctttttctc(CTT)5attctttttttcattatttttctctttcattattgtcgtcaccaacactaccacca(CCT)5136 37590311 37590446 TACACGCTGTGCACGTTCTT AAGAAGACGACGACGATGCT 269

Ai10B10179 Araip.B10 10179 p3 (TTC)5 15 37592381 37592395 GCAGCAAATTTTGGGGTAAA AAAAGAAGAAGATGGTGATGATGA 171

Ai10B10180 Araip.B10 10180 p3 (GAA)5 15 37592904 37592918 AAAGAACGACGAAGAGGATGA CAACGTTCCTCCTCCAACAT 138

Ai10B10196 Araip.B10 10196 p4 (TTAT)6 24 37648322 37648345 TGGACCTTAATAGGGTTTGAAAAA TGATCAGAGTCTCGTACTGATAACG 280

Ai10B10197 Araip.B10 10197 p3 (AAT)6 18 37649547 37649564 TGAATTTCAAAATTACTATATGTGCCA GCGAACTTGCACTATCCACA 222

Ai10B10207 Araip.B10 10207 c (A)11caaacaaagctggaagagacattttttcttatcaggatttggacaaaagtttctcaac(T)1079 37682563 37682641 TGATAATATGCACCAAAGATTCG GATCGCAGTGAGGAGGTACA 257

Ai10B10208 Araip.B10 10208 p2 (AT)9 18 37683940 37683957 CGACATGAATTGGACAGCAT TCCAAGCACACCCTTAGTGA 277
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Ai10B10213 Araip.B10 10213 p3 (TTC)5 15 37706990 37707004 AACCCTCTCCCTCTCTCTGTG GGCTGCCATGTCTTCTTCTT 275

Ai10B10214 Araip.B10 10214 p2 (AT)10 20 37718892 37718911 GCGGTGCATCAGACATAAAG GTAGCACGGCTATGGGTTTC 278

Ai10B10221 Araip.B10 10221 p2 (AT)6 12 37741406 37741417 CCCATGAGTTGAGGATGCTT CCTTCAAGATTCCACCGAAG 100

Ai10B10226 Araip.B10 10226 c (A)10gaaaaaaagaaaaaaaagagaaaaaaag(A)1048 37756777 37756824 GAATGAATGCTTGAACAGTGC TTGGCTTTTTCTGCTTGCTT 250

Ai10B10228 Araip.B10 10228 p2 (AT)9 18 37775520 37775537 TGAACCCATTGTGTAACACCC TTTTGCGGTTTCGATTTACC 165

Ai10B10229 Araip.B10 10229 p3 (CAA)5 15 37777876 37777890 CCCTACCCCAAAACCTCAGT TGTTGATTGGGATGCAGAAG 262

Ai10B10230 Araip.B10 10230 p2 (TA)9 18 37778022 37778039 TGCATCCCAATCAACATACG GCGTCACTTGTGCTATTCCA 100

Ai10B10231 Araip.B10 10231 p2 (TG)10 20 37787398 37787417 AAAGCACAACGCTCAGGAAT TCTGGCCAGCCTTAGCTTTA 164

Ai10B10239 Araip.B10 10239 c (A)10cacctacaaagagtattttcaagcagataacaagtgctgaattctagcccag(A)10tttaacaaagg(A)1194 37811246 37811339 TTTAATAAAAGCATTTTGTAAGAGACA TTGTGACAGCTAATATCCAACCA 215

Ai10B10241 Araip.B10 10241 p3 (TAT)5 15 37812031 37812045 ATAGCCAGCTCCTTCTGCAA GAACAATAATGAGAAGCCCCA 178

Ai10B10242 Araip.B10 10242 p4 (TATT)5 20 37812297 37812316 TGGGGCTTCTCATTATTGTTC TTAGCTTTTGGTGTTTGGGG 253

Ai10B10244 Araip.B10 10244 p3 (TTA)5 15 37813084 37813098 TCTTTGGCTGTTCATGTTGC ACCCTCATTCCTCCCACTTT 245

Ai10B10245 Araip.B10 10245 p3 (TTA)10 30 37813258 37813287 AAGTGGGAGGAATGAGGGTT GGAAAAAGCATGAAGTGCATC 262

Ai10B10246 Araip.B10 10246 p3 (AAT)6 18 37814642 37814659 TGTTTCACCATATGGCAAGG TTGCATTGCTTCCTCTAAGACA 267

Ai10B10247 Araip.B10 10247 p2 (AC)6 12 37818687 37818698 CAACTGGACCTAAAGTGGGC GTTCTTCCCCTCCCTCACTC 121

Ai10B10248 Araip.B10 10248 p3 (TCC)5 15 37839461 37839475 TTACGTTCACGGGGCTTTAC TGCGAAGAAGAAGGAAGAGG 132

Ai10B10249 Araip.B10 10249 p2 (TC)9 18 37845699 37845716 TTGAACCTGAAATGGGGAAG TGCAGAATGGGAGAAACACA 161

Ai10B10251 Araip.B10 10251 p2 (AG)6 12 37877473 37877484 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 108

Ai10B10257 Araip.B10 10257 p3 (ATT)5 15 37899098 37899112 CATAATAGTCCCCCGTCCAA TACCCAAATCAGTCCCCAAA 264

Ai10B10259 Araip.B10 10259 p3 (TAT)5 15 37911132 37911146 TCAAGCATGAAACCTTGATAGC GTGGAACCTAATTCGTGCAA 158

Ai10B10264 Araip.B10 10264 p2 (TA)8 16 37923260 37923275 TGCAGTCCAGACAGCATACA AAATGACTTTCTTTCCGAGGC 276

Ai10B10266 Araip.B10 10266 p2 (AC)6 12 37924497 37924508 ATTCCCGCACGTGATGATA GTGGTTCGGCCTACCTGAT 272

Ai10B10267 Araip.B10 10267 p3 (AGA)6 18 37925228 37925245 TCGATCGTAACGTTCATTGC GCATCAGGAATGCGGTTAAT 280

Ai10B10270 Araip.B10 10270 p2 (AC)6 12 37951083 37951094 TCGCTCAAGTGTCTAGGGTTG ATGGGTAGCTAGGCCTGAAT 256

Ai10B10271 Araip.B10 10271 c (T)10cttc(T)11 25 37951241 37951265 AATTCAGGCCTAGCTACCCA TGGGAATTTGGGTGCTTACT 243

Ai10B10274 Araip.B10 10274 p2 (GC)6 12 37964756 37964767 TCCCTTGCTAACACCCTCAC GGGAAGTGGGAAACAGAACA 105

Ai10B10275 Araip.B10 10275 p3 (TCT)7 21 37964872 37964892 TCTGTTTCCCACTTCCCAAC AAGTGTAGTGCCACCGGAAG 157

Ai10B10276 Araip.B10 10276 p3 (GTT)5 15 37985070 37985084 GGCTTGTGGTTGGTTGTTCT TTCCAATCAAGGGTGGAGAG 199

Ai10B10277 Araip.B10 10277 p2 (TA)10 20 37989799 37989818 TTTTCAGGGTTGTAATGGGG ATCAATGCACATGGGACAAA 223

Ai10B10285 Araip.B10 10285 p2 (AT)6 12 38073237 38073248 TTTCAAGGTTGTAATGGGGC TGTGAAAGGGAAATTTTGGG 165

Ai10B10290 Araip.B10 10290 p2 (AT)7 14 38132589 38132602 TTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 220

Ai10B10292 Araip.B10 10292 p3 (AAT)10 30 38140182 38140211 TGGCATGCATTCAAATCAA TGATTGTCAGCGTGTTTTGC 194

Ai10B10293 Araip.B10 10293 p3 (GGA)5 15 38159154 38159168 GGATCTAAATTCGCCCCAGT CTGCCCTTGATGATGAGGAT 214

Ai10B10294 Araip.B10 10294 c (T)10ctata(T)11gcctaaa(T)1144 38173374 38173417 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 218
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Ai10B10297 Araip.B10 10297 p2 (AG)7 14 38199279 38199292 GCTATAAAGTGGGGGAATGC CATGAATGGTTCATAAGCCAAA 271

Ai10B10298 Araip.B10 10298 p3 (GAA)5 15 38205163 38205177 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 179

Ai10B10301 Araip.B10 10301 p2 (AG)7 14 38213685 38213698 TTTTTGACCCAGTTTTTGGC TTGAACCTGTGATTGAAGAGAAA 224

Ai10B10308 Araip.B10 10308 p2 (TC)9 18 38261208 38261225 CCAATTTTCAAAAATCACTAACCA GAGAGGGAGAGAGGGTTTGAA 255

Ai10B10311 Araip.B10 10311 p2 (TA)12 24 38273453 38273476 GGTGGCAAGTTATTACGACCTC CTTACGCGAGTGATGCGAT 126

Ai10B10312 Araip.B10 10312 p2 (TA)9 18 38281157 38281174 ATCAACCTGTGAAGCCAAGG CAATGGAACGCCCTAAAAGA 278

Ai10B10313 Araip.B10 10313 p3 (AAT)26 78 38282009 38282086 TGGGTAAACACTCATGCATTC CCTTTTTCACATTCACTCATGC 256

Ai10B10314 Araip.B10 10314 p2 (CT)15 30 38284016 38284045 TAACGGCAGCAAAATGTCAA ACACTCACATGCACGGAGAA 269

Ai10B10315 Araip.B10 10315 p3 (CTA)7 21 38285936 38285956 TGAAATCCACTAATTTCAATCCAA TTGGAGGCTTATTGTGAGCA 273

Ai10B10319 Araip.B10 10319 c (T)12gtaag(A)10 27 38293705 38293731 CTTGTCCCTTTCTCACACCC TGATGAATGTCCAAGCCAAG 143

Ai10B10324 Araip.B10 10324 p2 (TG)8 16 38313520 38313535 ATAGGGGACAAAGTCACCCC CAACAATGCCAAAAAGCGTA 222

Ai10B10325 Araip.B10 10325 c (A)10tatcggtcgctatactaataatttcttgtag(TA)755 38325760 38325814 CTTGGTTAAAAATCGGTCGC CCAAAGCCAAAAACCAAAAA 280

Ai10B10327 Araip.B10 10327 p2 (TA)6 12 38328267 38328278 TTGTGAATCATGGAACGCAT GGTTAATTACTTGATTCAGCGG 200

Ai10B10331 Araip.B10 10331 p2 (TA)18 36 38332870 38332905 AGAAACGATTTTTCTGGGGG TTTGAAGACGACTGCACCTG 133

Ai10B10334 Araip.B10 10334 p2 (TA)9 18 38357182 38357199 GAGAGGCACCTTATTGAGCG TCAAGCTCCAAACTCGACCT 258

Ai10B10338 Araip.B10 10338 p3 (TCA)5 15 38362245 38362259 ACACGTAGCCTTCCCATTGA TTCACCTTTTGTGTGTGGGA 216

Ai10B10339 Araip.B10 10339 c (AG)10ttttattttctctactttgcaagcttcattctatctcattctgtacacacagacacagcacac(T)1093 38362558 38362650 ATCATCATGTGGTGCTGGAA ACCACAACCCAAAAGGTGAA 256

Ai10B10340 Araip.B10 10340 c (AGA)5aa(ATT)6ttgttgagagtattactat(TC)1278 38362965 38363042 CCTCGGGATCCTTTAACTCC CAATTCAGGAACATGTCGGA 203

Ai10B10343 Araip.B10 10343 p2 (AT)7 14 38368993 38369006 AAACACTTGGTCGGCAAAAA TTTCCATTTTTGCTCTTGGA 280

Ai10B10345 Araip.B10 10345 c* (TAT)6(T)10* 27 38372823 38372849 TTTCGAAAATCCCTTCCTTC TGACAAAGAAGAGGGCACAG 269

Ai10B10346 Araip.B10 10346 p3 (TTC)5 15 38374083 38374097 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai10B10347 Araip.B10 10347 p4 (TATG)5 20 38381227 38381246 AAATCAATTCAATAGAACGCCC TTGCATTTTGCATCTTTTGC 269

Ai10B10349 Araip.B10 10349 p2 (AT)8 16 38389681 38389696 GGGGTAAACAAAAATCGCAA CTTTGGGTTTTCTTTGGGGT 205

Ai10B10352 Araip.B10 10352 p2 (AT)6 12 38402841 38402852 CCCAAGTCAAGAGGTGGAAA ATTTTCATGCCTTCTTCCCC 269

Ai10B10355 Araip.B10 10355 p2 (TA)8 16 38427255 38427270 TGGGTCATTTTGGGATTTTC GGCAATAAACATAAACCGGG 150

Ai10B10365 Araip.B10 10365 c (TA)7cgctggccggccttagcttcgcaggtcgtgtctggagcttgatatctctgttttggaactctgatatatac(AT)697 38501823 38501919 TCCCTTCTAGAGATTGACTTGGA TGGACAAGATCAAAGAAAGCTG 191

Ai10B10366 Araip.B10 10366 p2 (TA)11 22 38508809 38508830 TGATGCAGGTTGAGAAGCAC CACCTTACGCACAGAAAGCA 246

Ai10B10367 Araip.B10 10367 p3 (GAA)5 15 38511726 38511740 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 247

Ai10B10369 Araip.B10 10369 p2 (AG)7 14 38513355 38513368 TGAAAAAGGGTTAGTGATTTTCG TTTCAAAATATCTTTTCCAACTTCC 264

Ai10B10373 Araip.B10 10373 p2 (AC)14 28 38530185 38530212 CCAAACAATAAATGTCGAGGG GAAAACCCATTCGAGGATGA 222

Ai10B10374 Araip.B10 10374 c (A)11gcatatgcg(A)1030 38554389 38554418 TGAAGCAAGAAAAAGCAGTGAA CACCCTTGCCTTTTGGTTTA 133

Ai10B10376 Araip.B10 10376 c (T)10gaaaatagaaataaaaataattagttaattaaaaagaaatttttgaaaaagggggaggtattttcgaaaatt(AG)694 38567083 38567176 AATGAGATGGGGGAGGAATAA TCAAAATTTGTTTCAACTAACTAACCA 265

Ai10B10377 Araip.B10 10377 c (T)11aaagcaatttttaaaaaaataaa(T)10cgaaaacaagagggaaaaaaa(T)1277 38568537 38568613 CCAGCCAGGATTCAACAAAT TTTGGACAACTGACGGTTCA 226

Ai10B10378 Araip.B10 10378 c (TA)7ttttttc(T)10 31 38573523 38573553 GGCATTTTTGTCCCCTTTTT TGAAAATTTTGGGAATTGGG 200
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Ai10B10386 Araip.B10 10386 p2 (AG)9 18 38626394 38626411 AAAGGGAAGCACGAACAGAA TTATCCACCCTCCTGACTGG 228

Ai10B10387 Araip.B10 10387 c (TGT)7t(ATA)20 82 38626700 38626781 GGACAAGGCTTCGTTGTTGT CAGAAGCTTCCCACCAAAAA 189

Ai10B10390 Araip.B10 10390 p2 (AT)16 32 38630187 38630218 TACCAACACAGCACCACCAT TTTTCGATTCACGCTTTGTG 213

Ai10B10391 Araip.B10 10391 p2 (AT)8 16 38632819 38632834 CTTACCTCTTTTCGGCCTCC ACCGTGTGGTGTGATGAGAA 270

Ai10B10393 Araip.B10 10393 p2 (TA)8 16 38638063 38638078 ACTCAAATCAATTGGGGTGC CGCTGTACCCCTTTGTTCAT 264

Ai10B10394 Araip.B10 10394 c (TA)6tcagatcgattcacctaaag(A)1143 38645022 38645064 AAGGGTAGAGTAATTTTAAAACCAAA CGTTTATTTAAATGCGTAGGATAAA 280

Ai10B10396 Araip.B10 10396 p2 (AG)9 18 38648828 38648845 GCAGCTGCAAACAAAATGAA GTGACACCCTTGCGAGTCTT 240

Ai10B10397 Araip.B10 10397 p2 (AG)9 18 38655715 38655732 TCGTCGCGTCACCATTAGTA CCTCGCGAGTCTTCTCTCTC 188

Ai10B10398 Araip.B10 10398 p2 (AG)6 12 38656020 38656031 GCTAGCCAGCACGAAGAGAT CAACGCGAACTCCCTCTATT 169

Ai10B10399 Araip.B10 10399 p2 (AT)24 48 38659987 38660034 AAGGTCTTCGCCATCTCTCA AAGGTCTTCGCCATCTCTCA 190

Ai10B10400 Araip.B10 10400 p2 (AT)26 52 38662045 38662096 CTGACCTCCGACCCAAGAT TGTTTGGTTGGAATTGATGTG 231

Ai10B10401 Araip.B10 10401 p3 (TCT)5 15 38663309 38663323 TCCAGTGCACGTTTTTATGC TCGGAGAAGGTGGAAGAAGA 267

Ai10B10403 Araip.B10 10403 p3 (GGA)7 21 38666469 38666489 TTTTGGCCTGAACTTATTTTGAA CCTCCATCTCCTCCTCCTCT 236

Ai10B10405 Araip.B10 10405 p2 (AC)6 12 38675756 38675767 ACTCAGCCTGCGAAGTCAAG TGCCATTCGTTTGATGAGAA 278

Ai10B10406 Araip.B10 10406 p2 (AT)16 32 38676046 38676077 TTCTCATCAAACGAATGGCA GCGGAGTGGTTACAGGGTTA 245

Ai10B10407 Araip.B10 10407 c (T)13gcttgctttttctttttctttctaaa(T)1049 38684298 38684346 TTTAGCCGCTTAGACCAGGA AAAGCAGCAAAGAGCAAAGC 201

Ai10B10410 Araip.B10 10410 p2 (AC)14 28 38690067 38690094 CTCCTAACTCAGCCTGCGAA ATTCAGACTTGTCGGGTTGG 233

Ai10B10413 Araip.B10 10413 p2 (CT)9 18 38697594 38697611 GGCATATACTCCCTCTCCCC CAGCCTCAGAGCCATTTTTC 211

Ai10B10420 Araip.B10 10420 p4 (TATT)6 24 38710573 38710596 GGATCGGATCGGATATCAA GGATTGTGGATTTTGTGTTGG 280

Ai10B10424 Araip.B10 10424 p3 (CAC)5 15 38716749 38716763 GGGCAAACTTGATTGCTGTT CAATGAGGCTGCAGTGAAAA 268

Ai10B10430 Araip.B10 10430 c (T)10ctttttac(T)11 29 38753819 38753847 GTTTGGTGCATTCTGCAGTG AAAGCATTTTTCACAAGAGCC 250

Ai10B10431 Araip.B10 10431 p2 (GA)8 16 38758156 38758171 GCCATGATGCTCTTATGGCT CCCACCTTGTCCTTCATGTT 273

Ai10B10433 Araip.B10 10433 c (TCA)10tcttttttctttttttattcatattttttcttgttttatcttctcaaa(T)1088 38764543 38764630 TTGCAGCAAATTTGGGTATAAT CCATTATGTGTTTCTTCTTCTTTG 226

Ai10B10434 Araip.B10 10434 p3 (CTT)6 18 38765747 38765764 AAACTCTTCCTTTCTCCTCCTCA CTTCGCGTGTTTCATCTTCA 214

Ai10B10435 Araip.B10 10435 p3 (AGG)10 30 38765951 38765980 TGAAGATGAAACACGCGAAG TACATAACGCGGCATGAAAA 119

Ai10B10436 Araip.B10 10436 p2 (AT)7 14 38766449 38766462 CAAGCACATAGTGTTGGGAA TGAGATCTATTAATCTTCATCCAATG 280

Ai10B10437 Araip.B10 10437 p3 (ATA)6 18 38767239 38767256 GTGTTGTTAGACGCCCACCT TTCTCAAATCTCATTTAATTTTCTCAA 253

Ai10B10438 Araip.B10 10438 p2 (TA)13 26 38771982 38772007 TCACAATAAAAGGAATAAGATGCAA TAAAACTCCGGGTTGTCAGG 240

Ai10B10443 Araip.B10 10443 c (TTTA)5ttcttttaatttggacgtacacaacaagcatggaattatttatttgttaaggag(T)1084 38782599 38782682 TGTCATGCACGTTCTCATCA CTTGCTTCGTGTGTTTGAGG 275

Ai10B10449 Araip.B10 10449 p3 (GAG)5 15 38826370 38826384 CTCACCAGAAACGCCAGACT GGCAAAGAAAAACGCTCAAG 241

Ai10B10450 Araip.B10 10450 c (A)10ttcagatttttattttaaaattttttatcttatcttatcttagttttaaatttcaaaattcaaattttttc(A)1091 38829285 38829375 GCCGGAGAATTACAAACGTG TGAAATTTGAATTTGAAACAAGATAAG 210

Ai10B10454 Araip.B10 10454 p3 (GAA)5 15 38845236 38845250 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 276

Ai10B10455 Araip.B10 10455 p3 (AAT)6 18 38846716 38846733 TTATTTTCGGCTGCCATCTC CCCTCATTTCTTCCACTCACA 251

Ai10B10456 Araip.B10 10456 p2 (AG)10 20 38847060 38847079 AAGATGGGAGAGGGAGAATTT CTTTTTGTTTGTTTCTTAACTTTTTCA 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B10460 Araip.B10 10460 p3 (ATA)6 18 38853502 38853519 TGGGAGTCCATTGAATTTGA CAAAGCAAGAAGGCCTTGAC 201

Ai10B10461 Araip.B10 10461 p3 (CAT)5 15 38855858 38855872 TGCCCTTCAACTTACTCAGGA TGAGAACGTGAAACAAAAAGAAA 258

Ai10B10463 Araip.B10 10463 p2 (TA)7 14 38860854 38860867 TTGATTTCAGAGGTGTCCCC GATGCGAGAACTGTGCTGAA 223

Ai10B10467 Araip.B10 10467 p3 (TAA)5 15 38883010 38883024 TCCTTATTCTTTGTCGGACG AATGCATAACCCCTGTCACAT 267

Ai10B10469 Araip.B10 10469 p3 (TAA)5 15 38884526 38884540 CGAAGTGGGAACCTGTTTGT TAATGCATAACCCCTGCCAC 224

Ai10B10470 Araip.B10 10470 p2 (AT)15 30 38889995 38890024 GGATATGGGCGCAGAAGTTA CGCAATACCGATCCAAAAAT 277

Ai10B10471 Araip.B10 10471 p3 (TAA)7 21 38891951 38891971 TGAAAACTTGTTTGTGGCGA ACCTACCCACTCCCACTCCT 203

Ai10B10472 Araip.B10 10472 p3 (ATA)7 21 38899599 38899619 CGGAGTGGGAACTTGTTTGT TGCTGCAAATCGGATAACTG 218

Ai10B10473 Araip.B10 10473 c (TAA)5tgataatac(TAA)642 38900261 38900302 TTCTTTGTCAGATATATGGTTGGTT CCCCTGTCACATATAACAACCTG 279

Ai10B10474 Araip.B10 10474 p3 (TAA)5 15 38902445 38902459 CGGAGTGGGAACTTGTTTGT AGTTAAGAGCTCCCCACGGT 224

Ai10B10475 Araip.B10 10475 p3 (TAA)10 30 38903731 38903760 CGTGATATGGCCAAAGGAGT GGGTTCACAAATCTAAATGTCAAA 215

Ai10B10476 Araip.B10 10476 c (TAA)5tgataatgc(TAA)745 38904847 38904891 CCTTATTCTTTGTCGGATATATGG CACATATAACAACCTGAGTTTTTGAA 280

Ai10B10477 Araip.B10 10477 c (TAA)5tgataatac(TAA)5ttcttttttc(T)1059 38906369 38906427 CCAGTCCTTATTCTTTGTCGG TCTCTCCGGTGGTTAAGAGC 275

Ai10B10481 Araip.B10 10481 p3 (TAA)5 15 38918659 38918673 TCGTCCAGTCCTTTTTCTTTG TTAATGCATAAACCCTGCCA 275

Ai10B10486 Araip.B10 10486 p2 (TA)6 12 38926654 38926665 TGCTGGCTACAGCATTTATGA AAAGTGACACATCACAGAAGGTAA 230

Ai10B10493 Araip.B10 10493 p3 (ATA)5 15 38949655 38949669 TCGTTCATTGGGATTGGTTT TGGAATGTTATTTACTTTTAGTTGCC 279

Ai10B10498 Araip.B10 10498 p2 (TA)8 16 38961002 38961017 TGCAATTTGGGACTGTTCAA AAAAAGCAGGAACGAAAGTAGA 186

Ai10B10505 Araip.B10 10505 p3 (TAT)6 18 38974197 38974214 GTTAGTTGTTGTTGCGGCAT TTTGGTGAAACTATAGGGACCA 177

Ai10B10506 Araip.B10 10506 c (T)10cgttttgttttaaattt(TAA)1469 38991081 38991149 TAATGGCTTGGGCCACTTCT TCGAGTTTTTGAAAATTAAATAATGAG 275

Ai10B10508 Araip.B10 10508 p3 (TTC)5 15 38996302 38996316 AGTTGGTGGACTCAAGGACC CAAGCAAAATAACCAGCAAGG 199

Ai10B10511 Araip.B10 10511 p2 (TA)8 16 39001910 39001925 CTCCAGGCTCTACAGGAACG TCTAGCCGACCTTTTCTTCG 273

Ai10B10513 Araip.B10 10513 p2 (AT)6 12 39013829 39013840 CCAACCAATATTCGCATGAA CATCGCACGGGTTTAACACT 236

Ai10B10516 Araip.B10 10516 p4 (AATT)5 20 39018976 39018995 CGCGGTCAAAGCAGTTAGTT CCCACCTCTGTTTTTCCTCA 192

Ai10B10519 Araip.B10 10519 p2 (AG)7 14 39026307 39026320 TGGACAATCATGAAAGCAAGA ACGCTCCCAGCAATTTCTAA 215

Ai10B10523 Araip.B10 10523 c (A)10tccatgtgcattgataatgttatgtttacttttatgctttc(A)12caaaaaaaatattc(AATA)597 39065747 39065843 AAACTGTGGGAACATGGGTT TGCATTACATACTCATGCATCAAC 279

Ai10B10524 Araip.B10 10524 p3 (TCT)5 15 39068823 39068837 AAATGAGGGGTGAATGTTGC GAAAGGAGGAAACGGAAAGG 163

Ai10B10525 Araip.B10 10525 p3 (GAA)5 15 39090257 39090271 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177

Ai10B10529 Araip.B10 10529 p5 (TTATC)5 25 39120401 39120425 CCTGGGTGCTCCAGTGTATT GCCCAGTAAAGGGTCCAAAT 191

Ai10B10531 Araip.B10 10531 c (A)10(T)10 20 39129992 39130011 CCCTTTTTGCATAAGAATTTGG TCAATCAATTGGGTTAATGCC 158

Ai10B10532 Araip.B10 10532 c (A)10caaaaaaaacaaaaaaaatg(TA)7g(A)10taatgatgaaaagaaaaataaaatgaaag(A)1094 39130643 39130736 ATTGGACGGGATAGAAAGGG TATTGACTCCACTTTGGGGC 258

Ai10B10533 Araip.B10 10533 p2 (AT)6 12 39133279 39133290 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 220

Ai10B10535 Araip.B10 10535 c (T)13actgacc(A)1030 39151980 39152009 GGTGGTGCAGGAGAGAAGAG CCTGCCAACCCTTCTTTTTC 273

Ai10B10536 Araip.B10 10536 p2 (AG)7 14 39154448 39154461 TCGTGCTGATAACGTATTGTGA AAGCGGTGCTTATTTTCTAACA 274

Ai10B10543 Araip.B10 10543 p2 (TC)6 12 39204890 39204901 ATTCAAACCATTTCCCTCCC TCCGGCCTTAGGTATCATTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B10547 Araip.B10 10547 p3 (TGT)5 15 39213455 39213469 AGGTTAGGTTGGTGGAGGCT GTGGGTTACGACCTGCATCT 269

Ai10B10557 Araip.B10 10557 p2 (TC)6 12 39222185 39222196 CCCTCTTCCTCTCCTTGGTC TTGGACAGAGGGACTGATCC 273

Ai10B10558 Araip.B10 10558 p2 (TA)6 12 39223270 39223281 CACCTACCACATGGAGCCTT ACTTACGTTATCGCGTTCGG 192

Ai10B10559 Araip.B10 10559 p2 (TA)13 26 39223407 39223432 CGAACGCGATAACGTAAGTG GTGAGGATCTTCGTTGAGGC 269

Ai10B10560 Araip.B10 10560 p2 (AT)7 14 39233004 39233017 GTCCCAATCCCCAGTTTTCT TTCATCTCACCAACAAGCCA 251

Ai10B10561 Araip.B10 10561 c (AT)12aatgtttggatcagccataatcgcaacttgctt(ATC)675 39236280 39236354 TCGGATGACACACATGTACAGA CAAAGTCCTTGAAAGGCCAG 239

Ai10B10565 Araip.B10 10565 p3 (GAA)5 15 39286497 39286511 ATGGGAGTTGCTTTTTGGTG GCCTCCCAACAAGTGCTTC 141

Ai10B10567 Araip.B10 10567 p4 (TAAA)5 20 39289926 39289945 GTGATTGGTTTGGGTATCGG TTGGGTACTCGATGACTTTGG 276

Ai10B10570 Araip.B10 10570 p3 (AAC)5 15 39298149 39298163 TGAACCAACAACAACAACCAG ACGAAGGCGTTAAGGGAGAC 271

Ai10B10571 Araip.B10 10571 p3 (AAT)5 15 39299622 39299636 TCTCAACCCAGCAACAAGTG ATCCAATCCAATCCCACAAA 204

Ai10B10573 Araip.B10 10573 p3 (AAT)5 15 39300595 39300609 ACCACCCCACGACAAAATAA AAGAAATCCTTTGGACGTTCTG 126

Ai10B10574 Araip.B10 10574 c (CTC)6ttccatcttcttcttttttgcatttctcctcttttttcttacgtgtttgattttcatcgtcgttttttttatta(TTG)5107 39301543 39301649 ACGGTTTTATAGCGCGTTTC TCCTCTTCATCTTCTGCTGCT 277

Ai10B10575 Araip.B10 10575 c (A)10gatgaataagaaaaaaagaagaagatgatgacgatgatgatgaaa(AAG)570 39302108 39302177 CCATTATGTGTTTCTTCTTCTTCTTT TGTAACACGAAGACATTTCGG 272

Ai10B10576 Araip.B10 10576 c (GAG)5gtgatgttggtgagagagtaaaacaagaagaaacttgagaaggtaaaacaaaaagaaaaagatgaataagaa(AAG)5102 39302605 39302706 GGAGGAGAAGAAATTCCAACG CCTCCTCATCTTCTGCTGCT 189

Ai10B10577 Araip.B10 10577 c (A)11gata(ATG)6 33 39303092 39303124 TGTTTCTTCTTCTTCTCTTGTTTGA TTTTCGGTGTATGTGTGCTGA 232

Ai10B10582 Araip.B10 10582 p2 (TC)12 24 39307270 39307293 AGTATAAACGCGCACAACCC TGCACCCAACAGTGTCATTT 210

Ai10B10584 Araip.B10 10584 p2 (GA)15 30 39314793 39314822 AGGAGCTCTCAGGAGCAGTG AATCCGGCTAAAGCAATCCT 249

Ai10B10586 Araip.B10 10586 p2 (GA)6 12 39319533 39319544 ATTGCCAGGAATTGTTCGAG ACTCCCTCTCTTTCCTTCGC 194

Ai10B10587 Araip.B10 10587 p2 (AT)6 12 39323842 39323853 ACCTTGTAGCTGTGCTTCGC CGGAGTCTTACATTTTACCCCA 207

Ai10B10589 Araip.B10 10589 p2 (GA)6 12 39324720 39324731 CCTCACCTGCGATACACTCA CAGCTTCCTCTTCTTCACGC 221

Ai10B10590 Araip.B10 10590 p2 (TA)6 12 39328494 39328505 TGTGAATGGTTTTGTACGTGTG TGTAGTCGGAAGCAACATGC 272

Ai10B10592 Araip.B10 10592 p3 (TAT)12 36 39329578 39329613 ATCGAGCTGCTGGTTAGCAT AAAGAACGAGAGAAATTTTGATGG 230

Ai10B10597 Araip.B10 10597 p2 (TC)6 12 39344837 39344848 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 177

Ai10B10600 Araip.B10 10600 p2 (TC)6 12 39354847 39354858 TTCAGGAAGAGCTTGCCAAT TGGATCCAGAGTTACTCCCAA 118

Ai10B10606 Araip.B10 10606 c (A)11caccaatataaaacagattcagcacatggtcaaaaagggtcaaaattgaaaacttcaagttaaaaccgaaaaagggatcttttcttc(T)11109 39373503 39373611 AATGGATCCGCTTCAGACAC TGCAGCATTCCCATAGTTGA 227

Ai10B10612 Araip.B10 10612 c (A)11tttcaaaaatc(A)1234 39382994 39383027 TGCATGCATTCATTGTTTTG TCGAATTTGATGAGAGAAAAAGG 125

Ai10B10616 Araip.B10 10616 p3 (AGA)10 30 39392408 39392437 AGGAGGAGAAGAAGGAACGC CAACACACACGAAAATCGCT 180

Ai10B10618 Araip.B10 10618 p2 (AT)8 16 39393425 39393440 TTCCTTAATTCTTGTGGGATCAA CCGATTTTAGCGGAGTTTACA 225

Ai10B10619 Araip.B10 10619 p3 (AGA)30 90 39394061 39394150 AAGGAGGAGAAGGAGGAACG AAATACACGCACCCAACACA 225

Ai10B10620 Araip.B10 10620 p2 (AT)8 16 39397056 39397071 CCCTTAATTCTTGTGGGATCA GCACTGGGTGCCTAATGAAT 143

Ai10B10621 Araip.B10 10621 p3 (AGA)9 27 39397755 39397781 ATGAGGAACGCGAAGAAGAA CCAACACACACAAAAATCGC 137

Ai10B10628 Araip.B10 10628 p2 (TC)9 18 39405434 39405451 ACGGTCCTAGTCAGCATTCC CGCTACTTGTGCCAGAGACA 217

Ai10B10629 Araip.B10 10629 c (A)10caaaaacaaaagaacatggcccaaagttctgagcatcaattactaggc(A)1270 39412141 39412210 ATGAAAACTTGCATGGGAGC ACACAATTCGACCACAAGCA 238

Ai10B10632 Araip.B10 10632 p2 (TA)7 14 39431794 39431807 GGTAATTTTGGGGTGGCTTT TTCTTCTCCAGCATTTTATTTTCC 151
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Ai10B10635 Araip.B10 10635 p3 (TAA)6 18 39441690 39441707 GCCCCCTAGCACTCCTCTAT TGTATATTATCATTGCCGTTCATTC 247

Ai10B10638 Araip.B10 10638 p2 (AG)22 44 39444393 39444436 GAGATTGTGATTGGGGATGG GCAAGAAGCCTCTCGTCAAT 150

Ai10B10639 Araip.B10 10639 c (A)11ccttgtcaataaataaaatcaaggtttagactcgcgctttacgcgaaagt(AAC)679 39446175 39446253 AGCGCAACCAATGCAAAAG GGTCAGCAGCAGCATACACT 277

Ai10B10647 Araip.B10 10647 c (TTC)5ctcttcttcttcctcttcctcttcctctttc(TCT)6(TTC)7ttt(TCTTCC)5tcttca(T)11135 39463058 39463192 GGCCTTTTAATGCGTTATTCA TTTCTCCTCATCTTCTGCTGC 266

Ai10B10649 Araip.B10 10649 p3 (AAG)6 18 39463765 39463782 CGATGAAGAAGAACGTGCAG GGCATACAAGCGATTAAGGC 223

Ai10B10654 Araip.B10 10654 c (TC)9ta(TC)7 34 39475684 39475717 GACACAGATTGATGTGGGTGA CAGCAAGAAAATCCCTCCAA 208

Ai10B10656 Araip.B10 10656 p2 (GA)7 14 39495644 39495657 ATCGAGAGAACCGAAGCTCA TTTTCCCTTCTCACCACCAC 252

Ai10B10657 Araip.B10 10657 c (AGA)5tggacgttggggaaatggggtgcgcgactgcgcagtgtgcgtcgcgtgctagggttatccctatttttgaatcg(GC)6101 39495904 39496004 GTGGTGGTGAGAAGGGAAAA CGTAGGACCCACGTTCTCTC 250

Ai10B10659 Araip.B10 10659 p2 (AG)8 16 39525339 39525354 GGTGAGGTAGGTGGGGTTTT TAAAGGGGCGTTTTACATGC 227

Ai10B10661 Araip.B10 10661 p3 (ATT)5 15 39536938 39536952 TTGTTAGCACCGAAAACAAGA CCCAACACAAGCAAATTAGAGA 255

Ai10B10663 Araip.B10 10663 p3 (TCA)7 21 39544070 39544090 CAACAATGGCACAAGAGGTG GCGAGAATGTTGTTGAGGGT 177

Ai10B10664 Araip.B10 10664 p3 (TAA)6 18 39547576 39547593 CAGGATCCAGAACCTCCAAG TGAAATTGCTGTTCTGTTTGTTG 261

Ai10B10666 Araip.B10 10666 c (T)10ctttcttttatatttagtcacc(A)1143 39550517 39550559 CCATGGAGTGAGCTTCAACA TAAATGGATCACCGTCCACC 161

Ai10B10669 Araip.B10 10669 p2 (GA)20 40 39554806 39554845 ACCACACCCGATTATTCCAA TTTGTCTTCGTTGGACCCTC 255

Ai10B10670 Araip.B10 10670 p3 (TTC)5 15 39555937 39555951 TAAGATTGAACTCCGGGCAC GCGTAACTAGCACCACCCAT 273

Ai10B10679 Araip.B10 10679 p3 (TCT)9 27 39567244 39567270 CACATATCAAATCATCATCCTCAGA GCAGGTATGCTTCCACGTTT 196

Ai10B10681 Araip.B10 10681 p3 (TCT)6 18 39568768 39568785 CCCTAAATCCCCAAATTCTCA GCTAGTGTTCAACAACGGCA 228

Ai10B10684 Araip.B10 10684 p2 (TA)13 26 39584051 39584076 CAATGGCAGCTTAAACAAACA TAATGGGCTCAAAAATTGGC 267

Ai10B10687 Araip.B10 10687 p4 (TTTA)6 24 39586602 39586625 ACGCTAGTGGCGCTAAACAT AGAGAGCACGAAGGGATGAA 247

Ai10B10691 Araip.B10 10691 p5 (TTTTC)7 35 39603604 39603638 TAGCTTTGGGGCATTTTGTC TGTGGGAAAATTGAATTGGG 216

Ai10B10692 Araip.B10 10692 p2 (GA)6 12 39604326 39604337 CACTGGTTTTGTGTGTTCGAG CCAATCCTTAAGTGTGGGGA 272

Ai10B10696 Araip.B10 10696 p3 (AGA)6 18 39623065 39623082 TCTTGTCTTCCCTTTCCCCT CTCTACACTCCTCTTGGCCG 205

Ai10B10697 Araip.B10 10697 p3 (TAT)6 18 39634179 39634196 TTTGAACCGTTTCGGTTAGG TGATGTGGCATTAGCATTGTT 264

Ai10B10699 Araip.B10 10699 p2 (TC)6 12 39637564 39637575 AACAACGGATCTCCAACAGC GCTGCCGTCGAGAAAATAAG 279

Ai10B10702 Araip.B10 10702 c (A)12ctagaaatttatta(T)1036 39645981 39646016 TGGGAGCAATAGTCCACCTC GACCACTGGCCAAAAAGTGT 170

Ai10B10709 Araip.B10 10709 c (T)11aggacacaatcg(A)1033 39653852 39653884 TGCTACGCGCAAATTTCTTA TTGAGCTTGTTCAGGAGATGAA 146

Ai10B10711 Araip.B10 10711 p2 (AT)8 16 39661387 39661402 ATCCCCTGATGCTTTATCCC TCCAGCCAATATCAAGGACG 274

Ai10B10712 Araip.B10 10712 p6 (TATTTT)5 30 39664305 39664334 TTTTAAGTGTGGGGAGGTCG AAACTAAAGTGCAAAATGCAAAAA 182

Ai10B10713 Araip.B10 10713 p2 (GC)6 12 39670771 39670782 CCATACGATGCCTTGATGTG GAAATCGCCCCCAGTATTTT 276

Ai10B10717 Araip.B10 10717 p4 (TTAG)6 24 39699249 39699272 CTTCTTTCCCTCCTCCAACC GCCAACACATATCACCAAAAA 185

Ai10B10720 Araip.B10 10720 p2 (AG)6 12 39709464 39709475 GGGTGAATGCATCCAAAAAT CATGAAAAGGTTCATAAGCCAA 240

Ai10B10721 Araip.B10 10721 p2 (AG)6 12 39712956 39712967 GACGAACAAGGGAGGTTCAA CGAAAATATCTTCCCTCTTTTTCA 251

Ai10B10722 Araip.B10 10722 p2 (AG)6 12 39713117 39713128 CAAACAATTTGGCATTCAGC CTTTTTGTTTGTTTCTTAACTTTTTCA 273

Ai10B10726 Araip.B10 10726 p2 (AG)6 12 39721037 39721048 ACACATCGCAATGACGAAAA CCTGTGATTGTAGAAGCAATCC 256
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Ai10B10727 Araip.B10 10727 p3 (AAT)5 15 39726050 39726064 ACCCTATGCTAGTGGGGCAT GTCGTTGCTGTCTCTCCCTC 209

Ai10B10730 Araip.B10 10730 p2 (TA)6 12 39758634 39758645 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai10B10731 Araip.B10 10731 p2 (CT)6 12 39774176 39774187 GCACCAGACTGGCGTTTAAT GAGGGATTTTTGGGGAAGAG 250

Ai10B10733 Araip.B10 10733 c (T)10cgcaagcatatatatttttttcttttattgc(T)1051 39797107 39797157 TGCTCTTGCGTTTTGGTTTA GGTGGCATTGCTTTTGTTTT 268

Ai10B10734 Araip.B10 10734 p2 (GC)6 12 39824115 39824126 TTCTTTGAAAAAGAGCACCGA GGCCCAATCGTAACACAACT 261

Ai10B10735 Araip.B10 10735 p2 (GC)6 12 39824551 39824562 CCCTAGGTCACCCTGGTACA TGAGAAAGGAAGTGGAACGG 169

Ai10B10736 Araip.B10 10736 p3 (CAT)5 15 39832141 39832155 GCCACTCCACCACCATTATC GTGAGGGGAAAGAGAAAGGG 132

Ai10B10737 Araip.B10 10737 p3 (GTG)5 15 39841087 39841101 CCCAAATTTTGTTGGCAGAT ACCAACTGAACTAATGGCCG 224

Ai10B10738 Araip.B10 10738 p3 (GTT)5 15 39841237 39841251 CGGCCATTAGTTCAGTTGGT CCAGCAACAAAATTCAACCC 274

Ai10B10740 Araip.B10 10740 c (TTA)6(TTG)14atgagtga(AT)680 39844698 39844777 CAGTCCCTGTCCATTTTATTTTT TTGTTCCTTTTCTTTTCGGC 274

Ai10B10741 Araip.B10 10741 p3 (GAA)5 15 39845909 39845923 GCAAGTCAAGATGGAAAGGC ATAGAAGGGGAAGCCTCCAA 188

Ai10B10743 Araip.B10 10743 c (CT)6aattttcgaaaatatcttccctctttttcaaaaaaatttcttttttattaactaattatttttattttttatttt(A)1097 39853060 39853156 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGGGAGAGGGAGAATTT 233

Ai10B10744 Araip.B10 10744 p3 (TCT)6 18 39854014 39854031 CTCAGGATCTGTGGACACCA TAGAATGTTTCTCGCCCTCG 213

Ai10B10745 Araip.B10 10745 p3 (AAT)5 15 39865993 39866007 AACCCCCTTCTCTTAGCCAC TGATCAATCCCCAACATTTTT 150

Ai10B10752 Araip.B10 10752 p3 (AAT)5 15 39918732 39918746 CAAGGAATTGCAGGGAGGTA AACCAGGATAGGACTTCCAGC 166

Ai10B10754 Araip.B10 10754 p2 (GC)6 12 39931888 39931899 CACCCTTGCGAATTAACCAT GGACGCATGCTTGAGGTATT 186

Ai10B10755 Araip.B10 10755 p3 (AAT)5 15 39935169 39935183 CCCCAAGAAAAAGGGGATAA CCACGTGGGCTTAAAAGTTG 255

Ai10B10756 Araip.B10 10756 p4 (TATT)11 44 39942031 39942074 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 276

Ai10B10757 Araip.B10 10757 p2 (GA)7 14 39945534 39945547 GGGAGATGGTTCGAATTATGA TTCGAAAACAACTAACCACTTTTTC 275

Ai10B10758 Araip.B10 10758 p4 (AATT)5 20 39951532 39951551 AAACCGAGATGAGAAGAAAAGAAA TCTCTTCCCTCCTCTATTTTCAA 208

Ai10B10763 Araip.B10 10763 p3 (ATA)27 81 39976057 39976137 GCAATCTCCTATTCCCTTTGG TTCCAGAAACTTATGCCCCA 242

Ai10B10766 Araip.B10 10766 p3 (CTT)5 15 39984011 39984025 TACCAAACCACTGCCATTGA AATGGACGACGAAAGAATGC 182

Ai10B10767 Araip.B10 10767 p3 (CCA)5 15 39985036 39985050 CCATGCTTTCCTCTCCTACG CAATGGCGTGTATGGAAGTG 277

Ai10B10768 Araip.B10 10768 p2 (TC)6 12 39985525 39985536 CAGTAACAAGCACGGGTGAA AAAAAGAAGGGGAGGCAGAG 197

Ai10B10772 Araip.B10 10772 p2 (TA)6 12 39990123 39990134 AGCCTTCGTGAATACGAACC AACCAAAAATTTGTGCGGAG 254

Ai10B10775 Araip.B10 10775 p2 (CT)6 12 40011791 40011802 CGTAACAGAAATTGCAGGGG TGAAGGAACATTAAACCTGGG 242

Ai10B10779 Araip.B10 10779 p2 (GA)8 16 40039452 40039467 TTAAAATGGTTGCTCGTCCC TCACATCCACCCTCTCTTCC 261

Ai10B10781 Araip.B10 10781 p2 (CT)6 12 40052921 40052932 TAGTCACCATTGCCCCTTTC TTCCACTCGCCACAATAACA 266

Ai10B10783 Araip.B10 10783 p3 (TGA)6 18 40057206 40057223 TCATTCTCTTTCAAGTAATTTTGCTG TTTCTCTTTCTCCTCCTCATTTTC 221

Ai10B10785 Araip.B10 10785 c (TA)6tt(TA)9 32 40059815 40059846 CACGAAGCAAATTTGTACAATGA TTAAACTGCACTGTCGGACG 276

Ai10B10790 Araip.B10 10790 p2 (AT)9 18 40087427 40087444 CACCCATGTGAATTTTGTGG CGTCCCAAGCGAAATAAGTG 279

Ai10B10791 Araip.B10 10791 p4 (AATA)5 20 40114783 40114802 CCCCAAATTGAATCTTTGGTT TTGGGGTAATTTTGTCCCCT 267

Ai10B10792 Araip.B10 10792 p3 (AGA)5 15 40120884 40120898 ACTCGGAGGTGGAAGCTTTT CCAAAACCAACATACACCCC 275

Ai10B10793 Araip.B10 10793 p2 (AC)6 12 40129966 40129977 CAAACGGGCTAAAAACGCTA GAGCTTTTCACAAGGAACGC 238



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B10795 Araip.B10 10795 p2 (TA)6 12 40141536 40141547 ATGGGCACTGAAGTCTCGAA CAAAACCGCTCCCAAAAATA 256

Ai10B10797 Araip.B10 10797 p2 (AC)9 18 40148856 40148873 GAAATGGAAAACCGGGAGTT CACTGATGGCACGTAAATCG 267

Ai10B10799 Araip.B10 10799 p3 (TTA)6 18 40161436 40161453 CCATGATGGAGAAAGGGAGA GCATTCTTTTTCCAAAATCTTTTTA 227

Ai10B10800 Araip.B10 10800 p5 (AAGAT)5 25 40164103 40164127 GCTCATCAACAATCCGACCT CCTGGGTGCTCCAGTGTATT 243

Ai10B10802 Araip.B10 10802 p3 (AAT)6 18 40173444 40173461 TTATTTTCGGCTGCCATTTC GTCTCCCCCTCTTCTTCCAC 253

Ai10B10803 Araip.B10 10803 p2 (GA)6 12 40173776 40173787 GAAATTTTGAAAAAGGGGGAA TGAGATTTTAAAAACCAAATCGT 252

Ai10B10804 Araip.B10 10804 p5 (AAGAT)6 30 40180845 40180874 AGGCAGTCCAAGCCTACAGA CTTTGTCACTGGAGGGTGGT 262

Ai10B10808 Araip.B10 10808 p2 (AG)7 14 40218031 40218044 CCACAGTATAGAGGTCCTTGTGTG CTTTTTGTTTGTTTCTTATCTTTTTCA 268

Ai10B10810 Araip.B10 10810 p2 (AG)8 16 40232834 40232849 CAGTCTGCAACATGGAAGAGA TAAAGTGTGGGAATGCACCC 261

Ai10B10811 Araip.B10 10811 p2 (TA)6 12 40233294 40233305 GTGTCATGTGCGTTCTGCTT TTTCTTTCCCATCTCATTTGC 246

Ai10B10812 Araip.B10 10812 p3 (TTA)6 18 40233795 40233812 GGGCCAAGGTAAAGGTAAGG AAAGAAATTCCCCAATGCAA 245

Ai10B10814 Araip.B10 10814 p2 (AG)7 14 40246087 40246100 CAGTCTGCAACATGGAAGAGA TAAAGTGTGGGAATGCACCC 259

Ai10B10819 Araip.B10 10819 p2 (CT)6 12 40314305 40314316 CATGGAAAGGTTCATAAGCCA GCCAGAGAATGGAGGAAACA 246

Ai10B10821 Araip.B10 10821 p3 (AGA)5 15 40323047 40323061 GCAATGCTTTTACCACACCA TCACCCCTCTCCATCTCATC 105

Ai10B10823 Araip.B10 10823 p3 (TTC)5 15 40346633 40346647 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai10B10824 Araip.B10 10824 p3 (AAG)5 15 40360773 40360787 GAAGGTTTGGTCGTCCTTGA CCAATCACCTCCACCACTCT 233

Ai10B10825 Araip.B10 10825 p2 (AG)6 12 40361001 40361012 AGAGTGGTGGAGGTGATTGG TAATGCCAGAAAAGGGCATC 217

Ai10B10827 Araip.B10 10827 p2 (TC)6 12 40377794 40377805 TCCCCTTTCTTCCATCTTCC TCCTTAACAATCCACAAGCAAA 261

Ai10B10828 Araip.B10 10828 c (AT)6actatcaactacaaatgcaaattcaactaaaaatatgaaatgtatactaaccaaggtgtaaaatgcaacaaactaa(AT)17122 40385818 40385939 AAAAGGGTAAACCAAGCTCCA TTTGGTTTGTTGCATTTTGC 266

Ai10B10829 Araip.B10 10829 p4 (AGAA)5 20 40389223 40389242 GGTGATAGCGAAATGAGGCT ACTGCCACCGAGACTACCAC 267

Ai10B10832 Araip.B10 10832 p2 (CT)6 12 40413016 40413027 TTTCGAAAACTTCCCCCTCT TTCTTGTCCTTGCTCCTGCT 245

Ai10B10833 Araip.B10 10833 p3 (TTC)5 15 40416360 40416374 AAACCCCCTTCCTTCCCTAT CGGTCTTAGGTGCCATCAAT 233

Ai10B10841 Araip.B10 10841 c (T)10gaaaataaaacg(A)1032 40465776 40465807 GCCAGACAAGCTTCAGCATA TCGAGTTTGGACAACTGACG 193

Ai10B10843 Araip.B10 10843 p2 (AT)6 12 40473658 40473669 TGCAAGTGGGAAATTTTTGG CAAACATCATGAGGCGTTTTT 180

Ai10B10845 Araip.B10 10845 p3 (CAC)5 15 40479118 40479132 TTAAACCCTACCCGAAACCC GGAACCTGGTGTGAGGAAGA 143

Ai10B10849 Araip.B10 10849 p3 (AAG)5 15 40514767 40514781 GGAAGCTCTGCAGAAGAGGA CGTTCATGCGCTTTTCAATA 264

Ai10B10850 Araip.B10 10850 p3 (GAG)5 15 40536812 40536826 CTTGAGCAGTCTGAGCATCG CTGACTCTCCTCGTGCTGTG 180

Ai10B10855 Araip.B10 10855 p2 (TA)8 16 40549539 40549554 TTGTGATGTGGAAAAATATGGA CATGTCATACGAGTTGCCAAA 259

Ai10B10857 Araip.B10 10857 p2 (AT)6 12 40550445 40550456 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 252

Ai10B10860 Araip.B10 10860 p2 (AG)6 12 40574536 40574547 ATAGGTGAGGGGTTTTTGGG GGGCACCAGACTAGCGTTTA 259

Ai10B10861 Araip.B10 10861 p2 (TC)17 34 40589846 40589879 TCCCCTTTCTTCCTTCTTCC TCCTTAACAATCCACAAGCAAA 278

Ai10B10865 Araip.B10 10865 c (A)10gtagtgaatagaactc(AT)638 40603824 40603861 CATTGTTGCAGCTGGTTGAG TAGTTGCCTCACCGGTTCTC 180

Ai10B10872 Araip.B10 10872 p2 (CT)6 12 40641751 40641762 GGCCCAGATCCAAGTACAGA TGAAAGGGAAGTTTAAAACAAAGAA 218

Ai10B10880 Araip.B10 10880 p2 (TA)10 20 40664853 40664872 CACCAAGTGTTTGTTCTTTTTCC CCGAGGTGTAACGTGTGATG 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B10882 Araip.B10 10882 p3 (AGA)5 15 40685951 40685965 TATCTCCCATGACTCGGAGG ACCCACCTCACCCTCTCTCT 264

Ai10B10883 Araip.B10 10883 p2 (AG)6 12 40688565 40688576 TTCCCTTTAGGTGAGTGGGA TTGCTTCTTACCTTTTTCAAAACC 255

Ai10B10890 Araip.B10 10890 c* (A)10(AT)6* 21 40731996 40732016 GTGGAAAAAGTGGGTTTGGA TTCACCACTTACTTTGGGGC 246

Ai10B10893 Araip.B10 10893 p2 (TA)7 14 40761430 40761443 GGAAGACGAAGCTTCAGGAG AAAACCGCATAACACTTCGAT 254

Ai10B10897 Araip.B10 10897 p2 (GA)7 14 40799840 40799853 GAGGGATGATGACTCAAAAGG TCCTTCGTTCTTCTTTCCCC 238

Ai10B10898 Araip.B10 10898 p2 (CA)6 12 40816699 40816710 ACCACTCACAAGCTCACACG CGACAGTGAGTGCACGAGAT 208

Ai10B10899 Araip.B10 10899 p4 (TTTA)6 24 40830997 40831020 CCAATGGAGGGTATGCAGAT CCACTTTCTCTCTCCTCACTTTTT 245

Ai10B10900 Araip.B10 10900 p2 (CT)7 14 40834315 40834328 CCTGGAATTGACAAGGAACAA CTGGAGGATGAGGGAATCAA 166

Ai10B10902 Araip.B10 10902 c (AT)6nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)9121 40849152 40849272 CGACCTTGCAATAAAGCTCA GCAGGCAGTGGCTAGTCTTC 211

Ai10B10903 Araip.B10 10903 p2 (GT)6 12 40852439 40852450 GCTCAAAACCCCAACAAAAA CCATTCAACACAACACACCC 262

Ai10B10905 Araip.B10 10905 c (TTTA)6tatatttatattg(T)1047 40859800 40859846 CATTGGGGTAATTTGGTCCC TAAGTGTGGGGAACTGTGGG 219

Ai10B10907 Araip.B10 10907 c (AT)14(GT)23 74 40871566 40871639 GGGACATGTAGAACTCATGCAA CACTACCAGTAAGGGTTCAGTGC 279

Ai10B10909 Araip.B10 10909 p2 (TA)6 12 40883044 40883055 TGCAATGCAATCCATTCTAAA CAAAATCCAGTGAGGGTTCAA 261

Ai10B10910 Araip.B10 10910 p2 (TA)6 12 40883409 40883420 TGTAATGGGGCCAAGGTAAA GGGGACAAAATTACCCCAAT 246

Ai10B10911 Araip.B10 10911 p3 (TAT)6 18 40890017 40890034 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 256

Ai10B10912 Araip.B10 10912 p3 (CTT)5 15 40893576 40893590 TCCTATTTTGTTCATCCCCG AGGGGAAGGGAATTGATGAC 277

Ai10B10913 Araip.B10 10913 p2 (TC)6 12 40893697 40893708 GTCATCAATTCCCTTCCCCT GCGGTGAGTGGTAGATGGTT 242

Ai10B10914 Araip.B10 10914 p2 (AT)11 22 40897131 40897152 ATGGGATAAAAAGGGGCAGT TTATTGGCTTCACTTTGGGG 261

Ai10B10916 Araip.B10 10916 p3 (GTT)5 15 40930216 40930230 TGCATTGACATTAGGGGTGA GAACCACACCCACCTTTCAT 254

Ai10B10917 Araip.B10 10917 p3 (TGT)5 15 40938976 40938990 TGTGGTGCTCTGTAAGGCTG CGCCCGAATCAAGGATACTA 220

Ai10B10919 Araip.B10 10919 c (T)10agatttttctattgcaaaataaacttgttttcatacaaaataaatataaatttaatacaaatttttatctaatttgtatttgaatatttataatatttc(A)10119 40978582 40978700 GTCGGAAATTGGCAACAGAT TTTTCTTTTAGTTTGATAATACGATGA 277

Ai10B10920 Araip.B10 10920 p3 (ATA)6 18 40994253 40994270 GCAACAAAATTTGGAGAGAAGAA TTGTGCATTTTGTGATGCAA 181

Ai10B10924 Araip.B10 10924 p2 (TA)8 16 41004120 41004135 TGTAATGGGGCCAAGGTAAA TGGGAAAAATTATGGGAAGC 153

Ai10B10925 Araip.B10 10925 p2 (TA)7 14 41004879 41004892 TACGGGTTGTGTGTTCGTTG TTTCTGCATTTCGCACTTTG 247

Ai10B10934 Araip.B10 10934 p2 (CT)6 12 41059187 41059198 TCAAAAACAACTAACCACTTTTTCA GGGGGAGAGGGTTTGAATTA 241

Ai10B10935 Araip.B10 10935 p2 (CT)6 12 41065697 41065708 ACCACCCTGGAGGAGAAACT GAGGTGATTGGTGAATGGGT 271

Ai10B10938 Araip.B10 10938 c (A)10gaaag(A)11 26 41099222 41099247 TGAATAACAAAGCTTGCGAAAA TTTAGCCGCTTAGGCCAGTA 219

Ai10B10939 Araip.B10 10939 p3 (GAA)5 15 41104638 41104652 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 164

Ai10B10940 Araip.B10 10940 p2 (GA)7 14 41108034 41108047 TTTTTGTGGGTGAGGGAGAG TTTCTTATCTTCTTCAAAACCACC 260

Ai10B10944 Araip.B10 10944 c* (ACAT)16(AT)11*84 41131311 41131394 TCATCAGTCCTTCATCCATCA ATGGACAAGTTGATGTGGCA 171

Ai10B10945 Araip.B10 10945 p2 (AT)6 12 41133216 41133227 TAAGGGGCTGTGTGGTGACT TCATCAATCCTTCATCCATCA 277

Ai10B10949 Araip.B10 10949 p3 (TTC)5 15 41148893 41148907 CCTAACCCCTCTCCCTTCAC CGGTCTTAGGTGCCATCAAT 236

Ai10B10950 Araip.B10 10950 p3 (GTG)5 15 41161040 41161054 CCTGGTGTGTGGAAGAACAA AACCACCTAGACCACCATGC 255

Ai10B10953 Araip.B10 10953 p2 (CT)7 14 41194021 41194034 ATGCATCCATTCAGGGAGAG AAAGCGAAAGGGAAGCTTAAA 176



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B10955 Araip.B10 10955 c* (A)10(AT)7* 23 41214093 41214115 TGGCTCTTGAAAGAATGATGG GTTTAGCCGCTTAGGCCAG 279

Ai10B10957 Araip.B10 10957 p2 (AG)6 12 41257466 41257477 TTGAGGTGATTGGTGAATGG GGGCACCAGACTAGCGTTTA 229

Ai10B10958 Araip.B10 10958 p2 (AG)6 12 41264801 41264812 TTGCTTTCAGACAAAATTTAAGC CCCACGTTATCTTTTTCTTTGTTT 261

Ai10B10961 Araip.B10 10961 p3 (AAT)5 15 41286744 41286758 GCACTATTCGCAAGGCAAA TTTGAGGAGCCTGAAGGAAA 190

Ai10B10962 Araip.B10 10962 p2 (AG)6 12 41287808 41287819 TTCAAGATGAAAGAGTTTCGACAT AAATGCCATCATGTGCTCCT 249

Ai10B10963 Araip.B10 10963 c (T)10cgccatttttttctttc(T)1138 41293454 41293491 TCCTCTGATGCTCAAAGCCT TGAAGCAAGAAAAAGCAGTGAA 202

Ai10B10964 Araip.B10 10964 p3 (AGA)5 15 41294347 41294361 CTGGCCTTAGGTTCCATCAA CCACAAGATCCCCACATACC 249

Ai10B10965 Araip.B10 10965 p2 (GA)6 12 41297539 41297550 CAAGGGTGAGGATAAGAGCAA CGAAAATACCTCCTTCTTTTTCAA 214

Ai10B10966 Araip.B10 10966 c (A)11tagcg(A)10 26 41311013 41311038 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 251

Ai10B10969 Araip.B10 10969 p3 (TTC)8 24 41318601 41318624 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 254

Ai10B10970 Araip.B10 10970 p2 (CT)6 12 41323943 41323954 CTTTTTGTTTGTTTCTTATCTTTTTCA TTGAATTTGGGTGAGATGGAG 257

Ai10B10971 Araip.B10 10971 p2 (AG)7 14 41331656 41331669 TTTCAGGTTCAGGGTCTGCT CTCATCAAAAATCCGAACCC 213

Ai10B10974 Araip.B10 10974 p2 (AG)6 12 41339867 41339878 GTTCTTGTCCTTGCTCCTGC TCACCAAAAATCTGAACCCC 179

Ai10B10982 Araip.B10 10982 c (CT)6aattttcgaaaatatcttccctttttttttcaaaaatttcgtttttttttaactaattaatttctattttttttacg(A)1099 41351155 41351253 CTTTTTGTTTGTTTCTTAACTTTTTCA TGATTGAATTCAGCAGCTTGTT 254

Ai10B10983 Araip.B10 10983 p2 (AG)6 12 41357621 41357632 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 185

Ai10B10986 Araip.B10 10986 p3 (GAA)5 15 41387075 41387089 GCTTTTGTCTTCCCTTTCCC CACAACCCGCTTTTCTCTTC 214

Ai10B10989 Araip.B10 10989 p2 (TA)7 14 41407641 41407654 TATCCGAACGAGTGTGATGC CACCCTACCACACAAAGCCT 149

Ai10B10990 Araip.B10 10990 p2 (AT)11 22 41412312 41412333 TTTGTGGTCTGGAAAAACAGG AAAACCGCATCACACTCGTT 241

Ai10B10993 Araip.B10 10993 p2 (AG)6 12 41444380 41444391 GAGGGGGAAGTGAATTTTCG TTCCCAACTTCTAATCTTTTCAA 273

Ai10B10994 Araip.B10 10994 c (T)14gcctcttc(T)1234 41453990 41454023 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 206

Ai10B10997 Araip.B10 10997 c (T)10cattgccctc(T)1131 41458213 41458243 CAACCTCGGATCCCACTAGA CACAAAGAAACCCCCAAAGA 220

Ai10B10999 Araip.B10 10999 p2 (GT)6 12 41478499 41478510 GCATGCTTTGTCCCCTACAT TGGCTATTTCTTTTTCTCCCC 268

Ai10B11006 Araip.B10 11006 p2 (TA)6 12 41531945 41531956 CCATTTCCTTTCACGCTCTC CTGGTTCTGTGAATTCTGCG 199

Ai10B11007 Araip.B10 11007 p2 (AT)7 14 41533018 41533031 TGAATACTTCAGCATCATGGTTG TTGAATTTGTGGTTTGCTGTTC 220

Ai10B11008 Araip.B10 11008 p3 (AAC)12 36 41535122 41535157 GCTATCCTGTTTTGATTTACATGC TTGATTTGAAGAATTCTAAACCGTC 267

Ai10B11009 Araip.B10 11009 p2 (AT)9 18 41538074 41538091 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 269

Ai10B11010 Araip.B10 11010 p6 (AAAATA)5 30 41539507 41539536 GGCTAAAATATGAACTAAAGTGCAAC TCACACCCTGCTTGAGTGAG 226

Ai10B11013 Araip.B10 11013 c (T)10caaaagaggc(A)10cagcttaaaccccttttagcactacctacagctcaaaattaactccagaaatacaaactaacaaaattctatttgg(T)10116 41567804 41567919 GTATGGACATACACGCGCAC TGGTTGTAGGTTGCTTGTGG 213

Ai10B11014 Araip.B10 11014 p2 (TA)10 20 41570532 41570551 TGTAACGGGGTTAGGGTGAA CAAGGCCCCTAAGAAAAAGG 279

Ai10B11020 Araip.B10 11020 p2 (TA)23 46 41620059 41620104 AAACATATGCAATTCTCTCTCTCTTT AATATCCACGGTTAGCACGC 258

Ai10B11022 Araip.B10 11022 p3 (ATT)5 15 41622987 41623001 AGGAGTTGGTGGGTCCTTTT GCTACCCGTGCTCACTCCTA 280

Ai10B11026 Araip.B10 11026 p2 (CT)9 18 41626701 41626718 GGAGGAACTAAGGGCCTCAA TTTCCTAGATCAACACGCCC 211

Ai10B11028 Araip.B10 11028 p2 (AT)6 12 41643641 41643652 TTGAGGATCAACTGAAAAGCA GGTTGGATGAAGTCCAGCTT 271

Ai10B11029 Araip.B10 11029 p2 (AT)6 12 41644224 41644235 TTAAACCGCAATACCGTTCC GGATATGGGCGCAGAAGTTA 272
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Ai10B11030 Araip.B10 11030 p2 (TA)10 20 41657998 41658017 TTCACCACTTACTTTGGGGC TGGGGAAAGTTGAATTTGGA 243

Ai10B11035 Araip.B10 11035 p2 (TA)16 32 41671902 41671933 TTGTAATGGGGCCAAGGTAA GGGGACAAAATTACCCCAAT 269

Ai10B11036 Araip.B10 11036 p2 (GA)7 14 41674765 41674778 GGGAAGAAGAAAAGAAAACCTTG CAGTATAAGCGCAAGTCGCA 223

Ai10B11041 Araip.B10 11041 p2 (AT)7 14 41743458 41743471 CCACATATTCATGCATCCGA GTGGAGAAAGTGGGTTTGGA 208

Ai10B11042 Araip.B10 11042 p2 (CT)6 12 41747982 41747993 TGAACCTGGAATTGAGAAGGA GGCTAGAAAGTGGGGGAATC 168

Ai10B11043 Araip.B10 11043 p3 (TTG)5 15 41767242 41767256 AAGGTGATGAGCTGTGGCTT TCTAATCCACCAGCAGGAGC 161

Ai10B11046 Araip.B10 11046 p2 (TC)7 14 41839434 41839447 TTCAATCATATCTTTTTCAAAACCAC TTGGTTAGAATTCGAAAATTAAAAAGA 159

Ai10B11047 Araip.B10 11047 p2 (CT)9 18 41839612 41839629 CCACATAACTACCTTTCTCTCTCTCTC GGGGAGAGGGTTCGAATTAT 280

Ai10B11048 Araip.B10 11048 p2 (TA)9 18 41844635 41844652 TTGAAGCAAGAAAAAGCAGTGA AGCACATGGTTAGGGACAGC 227

Ai10B11050 Araip.B10 11050 p2 (AG)7 14 41850158 41850171 CATTTTTCAAGGAAGACGAAAAA TGAATGGATGAATCAGATCAAA 280

Ai10B11051 Araip.B10 11051 p2 (CT)9 18 41850720 41850737 GCCGGTAAATCTGACGGTAA CAGCAACCAGTACACGCAGT 182

Ai10B11052 Araip.B10 11052 p2 (AG)6 12 41854985 41854996 CCATTCATGAAGATGTCCTCC TGCGAAGAATTCATAAGCCA 251

Ai10B11054 Araip.B10 11054 p3 (TTC)5 15 41861130 41861144 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 177

Ai10B11058 Araip.B10 11058 p3 (AGA)6 18 41872201 41872218 GCTTTTGCTTTCCCTTTCCT TCAACATCTCTCTCCCACCC 228

Ai10B11059 Araip.B10 11059 p3 (AAT)6 18 41874396 41874413 GTTCTTGTCCTTGCTCCTGC TTTCTTCCACTCACCAAGGG 113

Ai10B11060 Araip.B10 11060 c (T)11cgaaaaattttaaaatcaaaaataaaaataattagttaataaaaaagaaatttttgaaaaagagggaagggatttttgaaaatt(AG)6107 41874650 41874756 AAGATGGGAGAGGGAGAATTT TTGTTTCTTATCTTTTTCAAAACCAA 230

Ai10B11067 Araip.B10 11067 p2 (AG)6 12 41939510 41939521 TTTTGACCCAGTTTTCAGCC CCTGGAATGAAGAGAAGTAGCC 225

Ai10B11070 Araip.B10 11070 p2 (AT)7 14 41945360 41945373 TTTGGTTTAAGAATTGGGCG TGGGGTATTTTGTCCCCTTT 195

Ai10B11072 Araip.B10 11072 p3 (AGA)6 18 41964227 41964244 AGTGGTCTTGATGGGCTTTG AACCACATCTCCCTCTCCCT 245

Ai10B11073 Araip.B10 11073 p3 (AAT)6 18 41965232 41965249 GTTCTTGTCCTTGCTCCTGC TCCTTTGTCTCCCCCTCTTT 133

Ai10B11074 Araip.B10 11074 p2 (AG)6 12 41965569 41965580 AGAATAGGATGGGAGAGGGA TCTTTTCAAAATTTGTTTCAACC 262

Ai10B11078 Araip.B10 11078 p2 (AT)12 24 42005952 42005975 TGGGGAAACCTATTGGGAAC TGCATTTTGGGGAATTCTTT 227

Ai10B11079 Araip.B10 11079 p2 (TA)9 18 42029103 42029120 TAAGGGACCCTAGCTCGTGA ATGAAAGGTTCAAATGGGCA 241

Ai10B11081 Araip.B10 11081 p2 (CT)6 12 42036843 42036854 TCTTGTGATTTCTTATGAATCAAGTC GAAAAAGGAGGGAGATATTTTCG 274

Ai10B11082 Araip.B10 11082 p3 (TTC)5 15 42040263 42040277 AATTTTCCACCCAAACCCTC AGGATTCTCCGATCTTGGGT 275

Ai10B11088 Araip.B10 11088 c (T)10a(T)10 21 42087796 42087816 TGCTCTTGCCTCTTGGTTTT GCAAGAAAATGCAGCAAAGA 127

Ai10B11089 Araip.B10 11089 p3 (AGA)5 15 42088224 42088238 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 144

Ai10B11090 Araip.B10 11090 p2 (AG)6 12 42090747 42090758 GCCCAGGTATAGAGGTTCCC ATCTCTTCCTCACTCGCCAA 125

Ai10B11092 Araip.B10 11092 p2 (GA)6 12 42103332 42103343 GCAAGCATCCCTTGAAAAAG TCTTCCTCCCTTCTTCCTCC 279

Ai10B11095 Araip.B10 11095 p2 (TA)6 12 42119720 42119731 AGCCCAAAAACATGTTCCAC CCCAACACTTTTGCATTTCA 192

Ai10B11098 Araip.B10 11098 p3 (CCT)11 33 42148830 42148862 TTCTTCTTCCGAATTCACGC GCAGCATCAAGTGAAACTCAA 227

Ai10B11099 Araip.B10 11099 p2 (AG)9 18 42150758 42150775 ATGCCCAAGTAACAGAACGG ACAGGGAGATGTTACGGTGC 269

Ai10B11100 Araip.B10 11100 p2 (CT)6 12 42151342 42151353 TCTCTGATCTCCCTCCTTCG CTTAATCTCCCTCCATGCCA 278

Ai10B11108 Araip.B10 11108 p3 (AGA)6 18 42201652 42201669 CGGTCTTAGGTGCCATCAAT CACACATCCCTCCATCTCCT 145



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B11110 Araip.B10 11110 p3 (AGA)6 18 42204066 42204083 TGTCTTCCCTTCCCCTTTTT CGTTCATGGTCATCCCTTCT 224

Ai10B11113 Araip.B10 11113 p2 (CT)6 12 42214035 42214046 TCTTGTGAATCAAGTCATTAATTGTG GAAGTTTTGAAAAAGGGGAAAGA 220

Ai10B11114 Araip.B10 11114 p2 (AG)7 14 42215462 42215475 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 274

Ai10B11117 Araip.B10 11117 p2 (AT)11 22 42231587 42231608 AATCTCCCTTCGGCAAGTGT AACCAATTGGGTGGTACCCT 275

Ai10B11119 Araip.B10 11119 p3 (ACC)5 15 42252500 42252514 GTCACCCAAGCATAGAGGGA TGTTGCCATTTGCTTTCTTG 252

Ai10B11121 Araip.B10 11121 p2 (AT)9 18 42265850 42265867 TCATATGCATTGAGAAAAATAAAAGAA TTCACCATTTACTTTGGGGC 128

Ai10B11124 Araip.B10 11124 c (T)10ctttctattttttttcgccta(T)1041 42282222 42282262 TTGCCTGTTGGTTTTAAGGG AAAGCAGCAAAGAGCAAAGC 151

Ai10B11125 Araip.B10 11125 p3 (AAT)5 15 42285014 42285028 CAGAGTCCTTTCAGGTTCCG TCGAAAATTCTCCCTCTCCC 272

Ai10B11126 Araip.B10 11126 p2 (AG)7 14 42285348 42285361 TGAAAAAGGGTTAGTGATTTTCG TTTCAAAATATCTTTTCCAACTTCC 262

Ai10B11128 Araip.B10 11128 p2 (TC)6 12 42294434 42294445 TACTAATGGCACGGAGGACC AAGCAAAACATACATGCAAGC 161

Ai10B11132 Araip.B10 11132 p2 (TA)6 12 42349599 42349610 AATTATGGGAACAAGGGCGT GGGACATGTAGAACTCATGCAA 243

Ai10B11134 Araip.B10 11134 p2 (AT)6 12 42391507 42391518 TTGTAATGGGGCCAAGGTAA ATTTTGGGTAGCTGGGTGTG 140

Ai10B11136 Araip.B10 11136 p5 (AAAAT)5 25 42415061 42415085 CCCTCAGAGGCTAACTGACG TCGATCTAACTTCTGCCGCT 264

Ai10B11137 Araip.B10 11137 p2 (TA)11 22 42425686 42425707 TCCCACCTAACCTATGACAACC TGGGAATTGGGTACATGCTC 280

Ai10B11140 Araip.B10 11140 p2 (TA)8 16 42439719 42439734 TCATTTTGGGGCGTAAACTC GCAAAAGATGCAAAATGCAA 182

Ai10B11142 Araip.B10 11142 c (T)12aaaaagaagatagccaattaccaagaacataagcaccacgctctagccaattgagctataaatttaaaatgttttaacaaggtatttaataaataaa(T)10119 42458251 42458369 TTTGGCACAAGATTTATTCAAAGA TTGTTTTTCTTGTGCATTTTCG 198

Ai10B11147 Araip.B10 11147 p3 (TAT)6 18 42497628 42497645 CATTCTTTGTCTCCCCCTCTT TGCTGCTTTTTCTTGCTTCA 251

Ai10B11149 Araip.B10 11149 p3 (TTC)6 18 42501374 42501391 AACCACATCTCCCTCTCCCT TCTTCCCCTTCCCCTTTCTA 179

Ai10B11150 Araip.B10 11150 c (T)10aaatggaaataaataaagcttatcaatgcacataga(T)1056 42512007 42512062 TGGGGTAATTTTGTATCCGC GTTAAGGGGATGTGCCATGA 163

Ai10B11151 Araip.B10 11151 p2 (GA)9 18 42514692 42514709 CACCATGGAAAAAGGGAAAA GCTCAACCTAAATGGCCAAA 270

Ai10B11153 Araip.B10 11153 p4 (TTTA)7 28 42535840 42535867 GGGTTAGCATATGACCCCAA TTCCTGACCACTTTCTCTCTCC 209

Ai10B11155 Araip.B10 11155 p3 (ACA)5 15 42549482 42549496 CGCTCATCACAACACCAAAC GAAGATGAACAAAGGGCGAA 271

Ai10B11157 Araip.B10 11157 c (T)10gttcgccatttttcttttctc(T)1041 42566182 42566222 CGCTTTTTCTGCTTGCTTTT TGGTGGCAACACTTTTTGTT 262

Ai10B11164 Araip.B10 11164 c (T)10gccattttc(T)1130 42593944 42593973 AGGCCCTCCTATCCACTGAT TTGTTGGCTCTTGAAAGAATGA 238

Ai10B11167 Araip.B10 11167 p2 (AG)6 12 42622625 42622636 ATAGGTGAGGGGTTTTTGGG CAGAAAGGGGTGTTTTGCAT 163

Ai10B11168 Araip.B10 11168 p2 (AG)6 12 42625211 42625222 CCACTGGTTTGGCATTATCG TTTCGAAAACAAGGAGCATT 269

Ai10B11171 Araip.B10 11171 p2 (AT)9 18 42640863 42640880 TGTCACGGTTAAGAAATTTCGAC AAATCATTTGATGTGAAATAGCC 137

Ai10B11176 Araip.B10 11176 c (TC)6ccctctatcttcttcttctttcttctactatttttc(T)1159 42671754 42671812 TCCCCTTCTTCCTTCCTCAT TGTTTCCCAAGGTTTGAAGG 208

Ai10B11178 Araip.B10 11178 p2 (AG)6 12 42687018 42687029 GAAAGAGGAAGAAAGGGTTTGA TTTTCAATTTGCTTTTATTTCCTT 188

Ai10B11179 Araip.B10 11179 p4 (TTAG)5 20 42697764 42697783 CGACCCTGTTTTCTCACCAC TTCAGCAGCAAAATCTCAACA 250

Ai10B11180 Araip.B10 11180 c (AG)13c(GA)9 45 42699535 42699579 TTTGGAAACTTTGGTTGAGG TTCAAACATTGGGGCATTTT 242

Ai10B11181 Araip.B10 11181 p2 (AT)7 14 42707823 42707836 TGAGACGGACCAGATTGTTAAA TTTATGAAAATAAATGACATCACTGTT 230

Ai10B11185 Araip.B10 11185 c (T)10gttttctttctctc(T)1034 42718818 42718851 AAGCCTTGGATCCTTGCTCT TGGCTTTTGAAAGAGGGATG 212

Ai10B11186 Araip.B10 11186 p2 (AG)7 14 42720541 42720554 AGGCGGAAGTAATGGCTTTT GAAACCTAACCCTAACCCGC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B11188 Araip.B10 11188 p2 (TA)7 14 42726374 42726387 TTCTTTGATTGCAAAACCCC TAGCACTCAATTGCATCCCC 276

Ai10B11189 Araip.B10 11189 p2 (AG)6 12 42737288 42737299 GGTCCCTGTGTGAGTAGATGAA TTTTGTTGGTTTCTTATCTTTTTCAA 263

Ai10B11191 Araip.B10 11191 p3 (AAG)5 15 42741623 42741637 CTCTCTCAAGGCTCCGAAGA AACCCCCTTCATTGGGTTAG 179

Ai10B11192 Araip.B10 11192 p3 (GAA)6 18 42748360 42748377 AGCTCCTCCCCCTAATGAAA TGTTTTCTTTTGGCAACTTTGA 154

Ai10B11193 Araip.B10 11193 p3 (GAA)6 18 42754442 42754459 AGCTCCTCCCCCTAATGAAA TTTGGTTTTCACTGCTTCTCAA 189

Ai10B11195 Araip.B10 11195 c (A)10tgctaaaggcttgtgcaacacatgacactaagcaaacaaggagcaaaggagctctaag(A)1078 42778302 42778379 GTCACACAAAGAGGTGCTGG TGCATCCATCAAACACTGCT 243

Ai10B11196 Araip.B10 11196 c (A)10tcaattttcaattttcaattttaaaaaaattcaatttttaaaatttaaaattcaaattt(A)1079 42788332 42788410 TTGCAAACGTGTGCCTTATT AAACTTGAAGCGAGAGGGGT 259

Ai10B11197 Araip.B10 11197 p2 (TA)6 12 42794367 42794378 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 273

Ai10B11199 Araip.B10 11199 p2 (AT)6 12 42817067 42817078 GTGTGGAAAATTGGGTTTGG TAGGGCATTTTGTCCCCTTT 220

Ai10B11200 Araip.B10 11200 p2 (TC)6 12 42825486 42825497 CGCATATTTTCACCTTTCAATG GCAATGGCAACTTAAATCAAGG 279

Ai10B11204 Araip.B10 11204 p2 (AG)8 16 42851756 42851771 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai10B11205 Araip.B10 11205 p4 (ATTT)5 20 42853060 42853079 GGAAGCCCCTATCCAAAAGA TCGAGTTTGGACAACTGACG 251

Ai10B11208 Araip.B10 11208 c (A)10gagaaaaataaaaagaaaaaatatatatataaaag(A)12(TA)6gaaaaagaaagaaaaagagaagcaataaaaaggagaaaaaatgccccaaagtaaagttcaat(A)10141 42896785 42896925 TTGAAAATCATGGGAATTTGG CTGGAAGCGTGAACTTTGGT 278

Ai10B11209 Araip.B10 11209 p2 (TC)7 14 42903734 42903747 AGCCTTCTCGATGACACGAT GAGGAGCTCAACCTTGTTGC 275

Ai10B11210 Araip.B10 11210 c (TTAT)5ta(TTTATT)552 42932888 42932939 CCAAAATTCCCTCTTTTGCC CCATGTGCATTGATAAGTTGTG 227

Ai10B11213 Araip.B10 11213 p3 (TTC)5 15 42953245 42953259 GCAAGCAAGGTGCATTTACA AGCAACGCTTTTACCACACC 264

Ai10B11217 Araip.B10 11217 p2 (CT)6 12 42983242 42983253 CTTTTTGTTTGTTTCTTATCTTTTTCA CGGATTTTTGGTGAGTGAGG 276

Ai10B11218 Araip.B10 11218 p2 (TC)6 12 42983405 42983416 CGAAAATATCTCCCTCTTTTTCAA CGGATTTTTGGTGAGTGAGG 216

Ai10B11219 Araip.B10 11219 p3 (TTC)6 18 42986441 42986458 ACCCACCTCACCCTCTCTCT AAGCAATTGCCTTCCCTTTT 257

Ai10B11222 Araip.B10 11222 p2 (AT)10 20 42992011 42992030 TCACGAGCTGGCTCAAATAA GCCGAGCTTGAGTTTGGATA 270

Ai10B11223 Araip.B10 11223 p3 (TTC)5 15 42993433 42993447 ACCCACCTCACCCTCTCTCT TTCCATCTCCCATGGCTTAG 280

Ai10B11233 Araip.B10 11233 p2 (TA)6 12 43034986 43034997 TAGGGCACCAATTGATTTGA TAACCACACCATTTGGCTCA 127

Ai10B11235 Araip.B10 11235 p3 (ATT)11 33 43044637 43044669 GTTTCCACTTGGGCGACATA TTTCCTGATTTGTCAACATTCG 275

Ai10B11237 Araip.B10 11237 c (G)14tcgnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(G)1172 43048074 43048145 TCTACGAGTTTCCCTGGTGG TTCCTTGCCCAGCTTTTCTA 254

Ai10B11238 Araip.B10 11238 p2 (TC)6 12 43069396 43069407 AGGCATAGAGCTGGCGTTTA GGTATTTGGGGAAGGGTGTT 240

Ai10B11239 Araip.B10 11239 p2 (AG)6 12 43075146 43075157 TTTCTGGGCTGTTTTTGACC TTGGACCTGGTATTGAAGAAA 211

Ai10B11240 Araip.B10 11240 p3 (AAG)5 15 43077556 43077570 ACGGTTGCATTTGATGTTGA ATGAACTCGCAAGCTCCACT 253

Ai10B11244 Araip.B10 11244 p2 (AG)6 12 43084148 43084159 TTTCGACCCAGTTTTTGACC TTGGACCTGGTATTGAAGCA 199

Ai10B11245 Araip.B10 11245 p3 (GGA)6 18 43084983 43085000 TCTCTCTTCAGAGGTCCCCA CTCCTCTTACCGGAAGGTCC 133

Ai10B11246 Araip.B10 11246 p2 (AG)6 12 43087551 43087562 TGACAAAGAAGAGGGCACAA TTCCTATCTTTTTCAAAACCACC 277

Ai10B11249 Araip.B10 11249 p3 (CGA)5 15 43095022 43095036 GGATGAGGCAGATTCTAGCG ACACCTCACCTCACCTCACC 261

Ai10B11251 Araip.B10 11251 c (A)10tagtgtaaaaactcaatt(A)1139 43096320 43096358 TTTTAATCGAGTCCTTGTACCAAA TTCGCACCTAATGTTTGCAG 272

Ai10B11253 Araip.B10 11253 p2 (AT)12 24 43099350 43099373 AGCTCGGACATTACGACGAC ACCCTCGCCTTTATCTTGAG 254

Ai10B11256 Araip.B10 11256 p2 (AG)6 12 43114201 43114212 CCCCAAACAGAGGGAAAAAT GTGGAGTTTGGCAGCTTCTC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B11258 Araip.B10 11258 p2 (GA)9 18 43120490 43120507 TTTTCCCTTAGGTGCCATGA ACCCTCTCCTCTCCACCATT 159

Ai10B11263 Araip.B10 11263 c (T)10cgcatttttc(T)1232 43172363 43172394 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 181

Ai10B11264 Araip.B10 11264 p3 (GAA)5 15 43177145 43177159 CAACCACAATTGCAAAGATGA AAACCCACATTGCTAGCCC 264

Ai10B11265 Araip.B10 11265 p4 (TTTA)8 32 43183641 43183672 TGTACAAAACCCAAGGCACA CGAAAGCAACCATTGAAAAA 243

Ai10B11268 Araip.B10 11268 p3 (GAA)5 15 43196194 43196208 AGCTCCTCCCCCTAATGAAA TTTTGGGGGACTTTTCTGGT 239

Ai10B11269 Araip.B10 11269 c (A)10gaaaagaaaaatggc(A)1035 43205213 43205247 CATGAAGCAAGAAAAAGCAGTG AGCACATGGTTAGGGACAGC 275

Ai10B11271 Araip.B10 11271 p2 (CG)6 12 43208752 43208763 CTGGAGCACAAGCTCATCC AATGCCCAAGAGCTCCCTAT 268

Ai10B11272 Araip.B10 11272 c (A)14gggcatcggcgcgctagcacgctgt(GC)651 43209000 43209050 ATAGGGAGCTCTTGGGCATT TGCTCCCAGCACAATGTTAG 164

Ai10B11273 Araip.B10 11273 p2 (GC)6 12 43209204 43209215 TGCTAACATTGTGCTGGGAG AGGAGGGAGGAGAAAAGCAG 142

Ai10B11276 Araip.B10 11276 p2 (GT)6 12 43220549 43220560 GTGTGTGATGCAAAAATGGG GGGCTAAGGTAAGGGTGAGG 152

Ai10B11279 Araip.B10 11279 p2 (CT)9 18 43225277 43225294 TTTTCAAATTTGTTTCAACTAACGA AAGGACATGAGAGAGAAAGGGA 271

Ai10B11281 Araip.B10 11281 p3 (TTC)5 15 43228096 43228110 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 215

Ai10B11284 Araip.B10 11284 p2 (TA)8 16 43250578 43250593 GGCATTTTTGTCCCCTTTTT TTGGAGATTGGGTACATGCTT 202

Ai10B11286 Araip.B10 11286 p2 (AG)6 12 43267764 43267775 CCCTGGCATCATACCTCAAT GTGAGAATGCACCCATTCAA 277

Ai10B11292 Araip.B10 11292 p4 (TAAA)5 20 43306874 43306893 GGAGAATCCAAACACAAGGG AAAATTCTTCTCCCTCACCTCC 104

Ai10B11293 Araip.B10 11293 p2 (AT)6 12 43328978 43328989 AGGTTGAAGTGGTGGAATGC CCCATCTCAATTGTAAAGGCA 196

Ai10B11296 Araip.B10 11296 p2 (CT)6 12 43339956 43339967 CCCAGAACAAGCACCAATCT AGGAGATGGAGGGATGTGTG 246

Ai10B11300 Araip.B10 11300 p5 (AATCA)6 30 43353556 43353585 CCACAAACACTCCAGTTCCC GCTGGGAACTTTCAAAGCAG 245

Ai10B11302 Araip.B10 11302 p2 (CA)8 16 43355039 43355054 AAATCCCGTCTCTTCAGGGT GGGTCACTAGGAATTGTGGG 221

Ai10B11306 Araip.B10 11306 c (CT)6aattttcgaaaatcccttccctctttttcaaaattcctttttaattaactaattgttttaacttttaatttaatttaatttttc(T)11107 43382031 43382137 TGTTTGATTCTTATCTTTTTCAAAACT AGGAGGAGGTGAGAGAGAAGAA 241

Ai10B11312 Araip.B10 11312 p2 (TA)8 16 43398936 43398951 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 223

Ai10B11318 Araip.B10 11318 p3 (GAG)10 30 43408556 43408585 ATGGAGAGGAGGGAAAGGAA AAACCCATCTGAATGTTGCC 272

Ai10B11319 Araip.B10 11319 p2 (AT)15 30 43430843 43430872 TGAGCTGTAATTCTTCATCGGA AAAGAGAAAAGCGTGAAGCG 149

Ai10B11320 Araip.B10 11320 p2 (CT)6 12 43439224 43439235 CGTTTAATGCCAGGATTGGT TAGGTTTGGGTGGGAAAGTG 278

Ai10B11324 Araip.B10 11324 p2 (AT)8 16 43452279 43452294 AATGAGTCATGCAATCCCAA AAAAATCCAGTGAGGGTTCAA 228

Ai10B11325 Araip.B10 11325 c* (A)11(AT)12*aaaaagaagtgagaaaaagaaaaag(A)1069 43472494 43472562 GTGTGGGAAAAGTGGGTTTG TTACCTTGGGGCATTTTGTC 235

Ai10B11326 Araip.B10 11326 p2 (AC)7 14 43515831 43515844 ATTCACCCAATGTCCCAAGA CTCACTTACCCAAATGGCCT 205

Ai10B11328 Araip.B10 11328 p2 (AT)7 14 43523656 43523669 GTGTGGGAAAAGTGGGTTTG TTACCTTGGGGCATTTTGTC 223

Ai10B11331 Araip.B10 11331 c (TTAT)5attatat(TA)843 43560245 43560287 GCCTAGCTACCCATAATTCCC AAAATAATGGAGAATCCATGTGC 265

Ai10B11335 Araip.B10 11335 p3 (AAT)5 15 43567438 43567452 ACCCTGAGAATCCTGCAATG ATGGAAAAGGTTTGCGATTG 183

Ai10B11343 Araip.B10 11343 p2 (GA)6 12 43631827 43631838 TAGGGAAGGGAAAAGGGAAG ACCTCTTCTTCACCACCACC 188

Ai10B11344 Araip.B10 11344 c (C)10(T)12 22 43632505 43632526 AGGCCAGTGGCATAAGATTG TGGCCTCTTTGGCTTATTTG 279

Ai10B11345 Araip.B10 11345 p2 (TA)6 12 43640902 43640913 TAACTTGGGGCATTTTGTCC GTGTGGGAAAATTGGGTTTG 232

Ai10B11347 Araip.B10 11347 p3 (GAA)5 15 43656068 43656082 TAGAATATTGCTCGCCCTCG CGAAACTTAACCCCCTCTCC 178
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Ai10B11349 Araip.B10 11349 p2 (GT)6 12 43683891 43683902 TTGAGACTTTCAAAATGCTGGA TGTTCTGCCACTCTTTGGCT 269

Ai10B11352 Araip.B10 11352 p2 (AT)7 14 43700734 43700747 CGGGAGCACAGAGGAATATG TTGAGCCTTCACAAATACGAA 229

Ai10B11353 Araip.B10 11353 p2 (TA)11 22 43700908 43700929 TTCGTATTTGTGAAGGCTCAA GCGTAAAGGCCCAAGATACA 158

Ai10B11354 Araip.B10 11354 p2 (AG)6 12 43701956 43701967 TGATTCACAGGGTGATGGAA CACCCCCAATTTATTTTCCC 202

Ai10B11355 Araip.B10 11355 c* (AATT)5(TAA)14*61 43702559 43702619 TGTCACCTCTCTTTCGTCCC TTTTTGGGGATTTTGGTTTG 251

Ai10B11358 Araip.B10 11358 p3 (GTT)5 15 43713345 43713359 TGCATTGACATTAGGGGTGA GAGCATTCAACCAATCCACC 135

Ai10B11359 Araip.B10 11359 c (TA)6aagaggaaatcaaattctttttgaaagggggaatatctcatccttgacattaatagaaaaattgaactt(A)1091 43727121 43727211 TCAAAATAGGCTTGGTACCCC CCTCAAACTTCTCTTCCCCC 261

Ai10B11360 Araip.B10 11360 p2 (TA)7 14 43732769 43732782 TCTTGCCCTCATCAAATCCT TTGGTCTTCCATGACAGCAG 201

Ai10B11364 Araip.B10 11364 p2 (TA)12 24 43809544 43809567 CTCGGACCAAGTTGGACATT AATGCATCGAGGATTGTTCC 280

Ai10B11365 Araip.B10 11365 c (TATT)6ttcgccatttttttctttcttttttgcatgcattaatttttttctttttttgcaacatgctttttctttttcttttgctg(T)10114 43813976 43814089 TCAATCTGCCCTCTTTTTCC TGCATATTTGAAGTTGGAATTTT 274

Ai10B11367 Araip.B10 11367 p2 (TA)9 18 43856772 43856789 GCTTTAGAGCCATTTTCCCC ACCATGCAAACAAAGCAAAA 267

Ai10B11368 Araip.B10 11368 p2 (AT)8 16 43862285 43862300 GCCCAAGTGTCTAGGGTCAA AAATGCAAGCTCACTTAGCC 184

Ai10B11370 Araip.B10 11370 p2 (TC)6 12 43867659 43867670 CCTTACCCCAACCCTTTCTC TTATCTAGGACCACCGCTGC 265

Ai10B11371 Araip.B10 11371 p2 (CT)8 16 43870674 43870689 TTTCTTATCTTTTTCAAAACCACC GGGTTCGAATTTGGTGAGTG 249

Ai10B11372 Araip.B10 11372 p2 (AT)6 12 43890166 43890177 CCTTAAGTGTGGGGGAGGAT GGCTATTCACATCATCCAATCA 272

Ai10B11376 Araip.B10 11376 p3 (TTC)5 15 43897255 43897269 ACCTTAACTCCCCCTCCCTT TAGAATATTGCTCGCCCTCG 174

Ai10B11377 Araip.B10 11377 p3 (AAC)11 33 43915991 43916023 TCTTGAAATCGCAATTGTTTG CAATGTACAACGGTCATATCGG 205

Ai10B11379 Araip.B10 11379 p2 (TC)6 12 43922504 43922515 TCGAAAATCACTAACAACTTTTTCA AGAGAGGGAGAGAGGGTTCG 245

Ai10B11381 Araip.B10 11381 p3 (GAA)20 60 43955890 43955949 GGCAGTGGCAATAGGAAAAA TTTCTTGTAGGGGAGCATGG 173

Ai10B11383 Araip.B10 11383 c (T)10cttttattttcgcca(T)1035 43970300 43970334 TGCTCAAAGCCTTGGATTCT TGAAGCAAGAAAAAGCAGTGAA 145

Ai10B11384 Araip.B10 11384 p2 (GA)7 14 43970981 43970994 TTTTTGGGGAAGAGTGGATG TAGGCTACAGCTTGGCGTTT 280

Ai10B11386 Araip.B10 11386 p3 (CTG)5 15 43975691 43975705 GTGGTAAGGATGCTGCGACT GCCCTTTCCTACACTGGTCA 270

Ai10B11389 Araip.B10 11389 p2 (TA)6 12 43999401 43999412 TTCACCTTCCGACTTCAACC GCAGTCCTTGTTCGATGTGA 188

Ai10B11390 Araip.B10 11390 c (TAT)12tac(TAT)1378 44013753 44013830 CATGGGGGTAATCTCAAACTG GTTCCAAGCCTCATGCAAGT 226

Ai10B11391 Araip.B10 11391 p3 (TTA)5 15 44016599 44016613 CCAAGGCACCTTGTTGATCT TCCTTGCCATTTTTCTTCAAA 273

Ai10B11395 Araip.B10 11395 p3 (CTT)5 15 44033422 44033436 TCTCCGTGCTTTCTGTTCCT AAAAGGAAGAAGAACGTGCAA 226

Ai10B11399 Araip.B10 11399 p3 (AAT)6 18 44055118 44055135 TAGCTGGTAAGCGGCAAACT CTTCCACTCACACAGGGACC 140

Ai10B11400 Araip.B10 11400 p2 (AG)7 14 44055443 44055456 CACAAAGGTGATGATAGGAGCA TTTTTCAAAACCACCTAACTAACA 279

Ai10B11401 Araip.B10 11401 p2 (AG)6 12 44067428 44067439 CTGTTTCTGGCCCAGTTTTT CATGGAAAGATTCATAAGCCAA 279

Ai10B11403 Araip.B10 11403 p2 (AG)6 12 44074172 44074183 TCGCAGTGATGAAAATGAGC GGAACATTGAACCTGAGAAGAA 245

Ai10B11404 Araip.B10 11404 p3 (CAT)6 18 44089933 44089950 CCCCAATACAAAACCCTTCA TGGAGGTTTGGGTGAGAAAG 162

Ai10B11405 Araip.B10 11405 p2 (TA)13 26 44094045 44094070 TTTTTCCTCGCCTTCATCTT TCGCATAACCTTCCAAAACA 229

Ai10B11407 Araip.B10 11407 p2 (TC)15 30 44100494 44100523 TCTCTCTTCTTTTTCAAAACTTCC AAAAAGGAATTGAAAATTAGTTAGTGA 136

Ai10B11408 Araip.B10 11408 p2 (TA)6 12 44103508 44103519 AGCCTTGGATTTTGGCTACC ATTCCACTCCAACAAGCACC 171
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Ai10B11411 Araip.B10 11411 p3 (AGA)7 21 44120975 44120995 GAGGAATCATAAATGCAACAACA GCCAAGAATTGAAGGGGAGT 199

Ai10B11412 Araip.B10 11412 p2 (AC)7 14 44122648 44122661 AGCATGTACCCAATTCCCAA CCCAAATGGCCTTACCTTTT 252

Ai10B11415 Araip.B10 11415 p3 (AGA)16 48 44127365 44127412 GAGGAATCATAAATGCAACAACA GCCCAATCCAACTCATTTCT 258

Ai10B11419 Araip.B10 11419 p2 (TA)13 26 44140036 44140061 ATATGGGCGACGAAGTTTCA AACCGCATAACCTTCCAAAA 264

Ai10B11420 Araip.B10 11420 c (TC)7ttccccaatcctcttctctttgcccccatccctactgcttccgccctcacagccgccacgcaactcccctttctccccttttcttcttcca(CT)7119 44152485 44152603 CAACGTCTCTCGCCTTCTTC GTTAGTTGCCGGTGGAACAG 264

Ai10B11421 Araip.B10 11421 c (AAT)5aaaataaaaaaataaaaataaaa(AAT)553 44171301 44171353 GGAATCGGGTGCATAGTCAT TATTGAGCTCCACTTTGGGG 204

Ai10B11422 Araip.B10 11422 p2 (TA)7 14 44175935 44175948 GTTGGGATAGCAATTGGTGG TCGTGTGAACGTTTTACGCT 200

Ai10B11423 Araip.B10 11423 p3 (ATC)5 15 44178764 44178778 CAACAAGCACCAAAGCTCAA CTTTTTGGAAGCTTGTGGGA 264

Ai10B11424 Araip.B10 11424 p2 (TA)7 14 44179007 44179020 CAAGCTTCCAAAAAGCCAAG TGAGGAATTGTTGGGTTTCA 182

Ai10B11426 Araip.B10 11426 p6 (TATTTT)7 42 44189605 44189646 TTGAGTGAGCATCAAGGACG TGCAAAATGCAAAAATACTGC 232

Ai10B11429 Araip.B10 11429 p2 (AG)11 22 44230346 44230367 CTGAGCAACGTAGTGACGGA CGTAAAATCTCCACAACCCG 280

Ai10B11432 Araip.B10 11432 p2 (TA)6 12 44257489 44257500 TGTCACGCTTCCGACTACAC AAAAATGTTTCCGGTTTCCA 124

Ai10B11433 Araip.B10 11433 p2 (TA)8 16 44257859 44257874 GGGGTGAGAACCTAACCACA GGATTGATGAGGGTTATGGC 213

Ai10B11434 Araip.B10 11434 p5 (CTCTC)6 30 44261263 44261292 GATGATGAAGACCCCTTCCA TTCTTCACCAACGAAACACG 242

Ai10B11437 Araip.B10 11437 c (TA)7(T)12 26 44290365 44290390 AAAAATTGGACACCAAAACTTG TGGTCAACTGTTTGTATTGGC 157

Ai10B11441 Araip.B10 11441 p3 (TTA)16 48 44298883 44298930 TTCAGAGTTGGTTGTGGCAA CATTAATAGTGACCCATTTAATTTGA 227

Ai10B11442 Araip.B10 11442 p3 (TTG)5 15 44301522 44301536 TGATCCATGTAGCAGTGGGA AAAGAATCAGCTCACTGCCC 255

Ai10B11443 Araip.B10 11443 p2 (AT)7 14 44309759 44309772 CTGTTAAGATTTGGGCAGGC CCAAAGCAGGACCACAGAAT 277

Ai10B11446 Araip.B10 11446 p3 (AGA)6 18 44329100 44329117 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai10B11447 Araip.B10 11447 p3 (AAT)6 18 44332124 44332141 TTCTTGTCCTTGCTCCTGCT TCTCTGCCCTCCTCACAGTT 172

Ai10B11450 Araip.B10 11450 p2 (TG)10 20 44337219 44337238 TTGGGGTGCTAAAACTGGTC TGGCTATGCATTGGCTCTTA 213

Ai10B11451 Araip.B10 11451 p2 (AT)17 34 44337550 44337583 GGGCTTGATGCAGTATCCTC TGATTTGCATGGCAGCTAGA 209

Ai10B11454 Araip.B10 11454 p2 (GA)15 30 44344529 44344558 TCATCCTCACCATAGAGCCC GGCGTTAGCTTTCGTGTAGC 207

Ai10B11456 Araip.B10 11456 p3 (TCT)6 18 44365144 44365161 CCCACCAACCTCAACTCACT TCGTCCTCGAGCAAAAGAAT 242

Ai10B11463 Araip.B10 11463 p4 (AACT)5 20 44381724 44381743 AACATCCCGTTTGTACCCAG TCATCCAACACTCCCAAACA 180

Ai10B11469 Araip.B10 11469 p2 (TC)7 14 44397318 44397331 GGAATGCACCCATTCAAAAG AACAGTCTGCAACATGGAAGAA 232

Ai10B11471 Araip.B10 11471 p3 (ATT)5 15 44424976 44424990 AAAGGCTTGCTATTGCCAAA GCTTTTGACCCTGTGAATCC 185

Ai10B11473 Araip.B10 11473 p3 (TGA)5 15 44435031 44435045 TTTTCAAGTGCTTGGGGAAC TCAGGGAAACGAAACCACTC 223

Ai10B11477 Araip.B10 11477 p2 (AC)6 12 44452159 44452170 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 248

Ai10B11479 Araip.B10 11479 c (A)11g(A)11 23 44465452 44465474 TTTCGTGCACCAAGTTTTTG CCAGCCAAGCTTCAACATATC 252

Ai10B11480 Araip.B10 11480 p2 (CT)6 12 44466864 44466875 TCAAAAACAACTAACCACTTTTTCA AGAGAGAGGGAGAGGGTTCG 250

Ai10B11481 Araip.B10 11481 p3 (TTC)5 15 44470963 44470977 AAACATTTCCCTCCCAAACC GAGCTTTTTCCCACACCAAA 231

Ai10B11488 Araip.B10 11488 p2 (AT)8 16 44503217 44503232 GGTTGTATGGGGCTGAGGTA ATATTGCCCCAAATGCAAAA 243

Ai10B11490 Araip.B10 11490 p3 (TAT)6 18 44537794 44537811 ACCCAAGAACGTGATGAAGG CAGCTTGCACCCCATAGATT 240
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Ai10B11492 Araip.B10 11492 c (TA)15tcatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)10113 44545014 44545126 TGTGAAAACAAAGAAAAGGCA CACAGAAAATAGATTTTTCCCAAA 242

Ai10B11495 Araip.B10 11495 c (T)10aa(T)10 22 44565196 44565217 TCCTCAATCAAAATCCTGGG TCGAGTTTGGACAACTGACG 256

Ai10B11497 Araip.B10 11497 p2 (AG)6 12 44588109 44588120 TGTCTTCAAATGGGAAGCAGT AAAGTGGGGGAATACATCCAT 277

Ai10B11500 Araip.B10 11500 p4 (TATC)5 20 44604895 44604914 TGGACTCATCAACTCCTCCA GCATTGGATCATTTCCTTGC 242

Ai10B11501 Araip.B10 11501 p2 (AG)6 12 44609244 44609255 CCTGTAATGCCGAAGAAGGA ACTTCCTTCCATCCACCTCC 277

Ai10B11503 Araip.B10 11503 p2 (TA)14 28 44630462 44630489 AAATGTAAAAGAAAAATCAACGAAA CAGAAGCATGTCACACGTCA 249

Ai10B11504 Araip.B10 11504 p2 (AG)8 16 44640668 44640683 TTCATGCATGCCTATTTCCA TCGCTGCTTATCCCGTTACT 253

Ai10B11509 Araip.B10 11509 p2 (GT)6 12 44669887 44669898 GCCACTTTGAGCCTACGATT ATTCACCCAATGTCCCAAGA 162

Ai10B11510 Araip.B10 11510 p2 (TA)8 16 44673688 44673703 TCGAATGGGCAAGAGTTTTC GAGACACTCAAGCTCAGCCC 163

Ai10B11511 Araip.B10 11511 c (T)10cacgtacatacttttg(T)1238 44674964 44675001 TTGCTCTTGCCTTTTGGTTT AGTGCATGTTTGATTTTGGAG 218

Ai10B11512 Araip.B10 11512 p2 (AT)6 12 44687406 44687417 GCCCTAAGGTCTTATCTTGGA TCATCAATTCCCCCACACTT 211

Ai10B11513 Araip.B10 11513 p2 (AG)6 12 44695721 44695732 ATTGGAGAGGGGTATTTGGG AGAAGGGAAGAAAAGCTGGC 225

Ai10B11515 Araip.B10 11515 p3 (CTT)5 15 44704682 44704696 ACTTTGTGGGCACTTTTTGG CCCCTAATGAAAGTGGGGTT 229

Ai10B11519 Araip.B10 11519 p3 (CTT)5 15 44718221 44718235 GTCATTGGGCCAGAAACATT CCCCTAATGAAAGTGGGGTT 256

Ai10B11520 Araip.B10 11520 p2 (AT)8 16 44719400 44719415 CTTACCTCGCGTCGTAAAGC ATGGCTAGCCGGCTTAAACT 224

Ai10B11521 Araip.B10 11521 p2 (TA)8 16 44725853 44725868 GGGCATTTTTGTCCCTTTTT TGAAAATCATGGGATTGGGT 197

Ai10B11523 Araip.B10 11523 p2 (AT)6 12 44734478 44734489 TTGAGTCTGCCAGTTTCACG ACTTGCTCCACGCTGAACTT 206

Ai10B11529 Araip.B10 11529 p2 (AC)6 12 44750212 44750223 TCACCCAATGTCCCAAGATT CCCAAATGGCCTTACCTTTT 192

Ai10B11530 Araip.B10 11530 c (AT)7(AG)12 38 44762321 44762358 ACGAACCGCTCTGATACCAC GAGCTATATCCTTCATCGGGC 183

Ai10B11532 Araip.B10 11532 p2 (TA)46 92 44788757 44788848 GATTGTCATGGGTCACCCTC CGACTAGAGGTAAGGCTTAGGG 272

Ai10B11533 Araip.B10 11533 p4 (ATAA)5 20 44789496 44789515 ACGCTGAAGGCAATCCTAGA GGTAGGTAGTGGCAATGGGA 197

Ai10B11534 Araip.B10 11534 p3 (TCA)5 15 44793165 44793179 CCACCCACTCCATTTGCTAT TGAGGAGGTTTGATGAATTGAA 264

Ai10B11535 Araip.B10 11535 p2 (TA)8 16 44793351 44793366 CATCCATCTTCCAACCTCAA TAGGGTTGGCTTGTTTGGAC 226

Ai10B11536 Araip.B10 11536 p2 (TC)6 12 44793888 44793899 TGGAGCTTTGAAGGAGGAGA AAACGAACCAAAAACGCTTC 182

Ai10B11537 Araip.B10 11537 p2 (TC)8 16 44797733 44797748 TTTCAATTTGCTTTTACTTCCTTTC AGAGAGAGGGAGAGGGTTCG 189

Ai10B11539 Araip.B10 11539 c (A)10gagggagaaaaggaaaaaaatgtggc(A)1046 44838563 44838608 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 240

Ai10B11542 Araip.B10 11542 p2 (CT)6 12 44855826 44855837 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGAGAGGGAGAATTTTCAA 229

Ai10B11544 Araip.B10 11544 p2 (AT)18 36 44866876 44866911 TGCTTCGGGATCAACTTAGG GGCAACATACAAATAAAACTATAAGCA 262

Ai10B11547 Araip.B10 11547 p2 (AT)22 44 44908876 44908919 TTTTCAGGGTTGTAATGGGG GCACATGGGACAAAATTCAA 247

Ai10B11551 Araip.B10 11551 p3 (GGT)6 18 44925838 44925855 CTGTTCCGAGGGTTACCTGA GTTGGATAAAGACAGCGGGA 229

Ai10B11552 Araip.B10 11552 p3 (ATT)5 15 44931222 44931236 AAATTGTTTGCTCCAATGGC CATTCTTGTTGGGAGATGGC 131

Ai10B11553 Araip.B10 11553 p2 (AT)9 18 44936055 44936072 TCACATCATCCAATCACAATTTC GTGTTCATGCACGGAGGAC 278

Ai10B11556 Araip.B10 11556 p2 (CT)8 16 44966508 44966523 CTTTTTGTTTGTTTCTTATCTTTTTCA GGAGATGAGGGAGAAGGATTTT 225

Ai10B11557 Araip.B10 11557 p3 (TTC)5 15 44968957 44968971 ATATGGCCGAAACCTTACCC CCCTCGAGCAAGAAAAGAAA 163
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Ai10B11558 Araip.B10 11558 p4 (GTTA)5 20 44973296 44973315 CCATTTTTGCAAGTCACACG TCCAAAACTTAGCACCAAAACA 244

Ai10B11559 Araip.B10 11559 p4 (GTTA)5 20 44975006 44975025 CCATTTTTGCAAGTCACACG TCCAAAACTTAGCACCAAAACA 244

Ai10B11560 Araip.B10 11560 p5 (AAGAT)5 25 44976772 44976796 AACACGACCCAAATCCAAAG TGCTGCTGATCCTTTGTCAC 277

Ai10B11562 Araip.B10 11562 p2 (GC)6 12 44984860 44984871 ATACAAAGCGAGCACGGAAT CACAGGGGTGGCATAACTCT 223

Ai10B11563 Araip.B10 11563 p2 (GC)7 14 44984977 44984990 AGAGTTATGCCACCCCTGTG TTCTTAAAGGTGGCGTCGAT 156

Ai10B11567 Araip.B10 11567 p5 (AAGAT)7 35 45031916 45031950 GCAGCCCAAGCCTATAGAGA TGCTGCTGATCCTTTGTCAC 267

Ai10B11571 Araip.B10 11571 p3 (CCT)5 15 45040983 45040997 GGTGAGAGCTGGTGTTGTGA TTGCTGCTGAGTATGGTTCG 241

Ai10B11575 Araip.B10 11575 p2 (TC)10 20 45069396 45069415 TCAAAAATCAAATTTCTTCTCAAA TGGTTTTGAAAAAGATGAGAGAG 257

Ai10B11577 Araip.B10 11577 p3 (AAG)5 15 45087505 45087519 TCCAACACCAACATAAGAATGC TGCCCTGTTCTGCCTTATTT 242

Ai10B11580 Araip.B10 11580 p3 (TGT)5 15 45098065 45098079 TGCCTTAGGTGAGGTGCTCT GCAAGCTCAACCTTCTCCAC 265

Ai10B11583 Araip.B10 11583 p2 (TC)6 12 45123115 45123126 ACCACCCAACCCTCTTCTCT GGGTGAGAACCTGGGTGTAG 236

Ai10B11584 Araip.B10 11584 p2 (TC)6 12 45125656 45125667 ACCACCCAACCCTCTTCTCT GGGTGAGAACCTGGGTGTAG 236

Ai10B11589 Araip.B10 11589 p2 (AT)6 12 45137045 45137056 TTGGAAACATTTGGTTTGAGAA TACTTTGGGGCATTTTGTCC 204

Ai10B11591 Araip.B10 11591 p2 (AG)7 14 45144580 45144593 CAGCTTCATCCATTTAGCCA GCAAAACCCGAACAAGAAAA 241

Ai10B11593 Araip.B10 11593 p2 (CT)13 26 45147653 45147678 CCCTCCTTCCCTAGTTCTCG CTAGCAAGGGTTCCACCATC 128

Ai10B11594 Araip.B10 11594 p5 (AAGAT)5 25 45154114 45154138 GGCGGTTCCACAGAAGATAA CCTGGGTGCTCCAGTGTATT 123

Ai10B11595 Araip.B10 11595 c (A)10gaaaaaaacaatagcgaaaaaaaatagaaag(A)1051 45162943 45162993 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 135

Ai10B11596 Araip.B10 11596 p4 (AAAT)7 28 45166890 45166917 TCTCCCCTCAATTTTTCTCG CCATGATGGAGAAAGGGAGA 146

Ai10B11598 Araip.B10 11598 p3 (TTC)5 15 45201966 45201980 ACGCTTATGGCCGAATACAC CGGTCTTAGGTGCCATCAAT 162

Ai10B11599 Araip.B10 11599 c (T)10cattttttttgcatgcttatgtattttttttcttttgcaacatgctttttctttttgctgc(T)1182 45205700 45205781 TTGTGCTTGCCTTTTGGTTT TGTGGTGTCATTGCTTTTGTT 279

Ai10B11601 Araip.B10 11601 p2 (TC)6 12 45216048 45216059 CCCCTTCCCCTCTCTACTCA GAAGGGGGAGAGCGAGAGT 160

Ai10B11602 Araip.B10 11602 c (TC)6gctcctctctctttcctttccttctttctctctcttgctcctctctctttcctttctttcttta(TC)688 45216176 45216263 GCTCTCCCCCTTCACTCTCT TGAGAAAAAGCTGAGAGGAAAA 239

Ai10B11603 Araip.B10 11603 p3 (GAG)5 15 45216437 45216451 TCTCTCCAAAGCGAGAGAGC TCTCCCTCTCTCCTTCCCTC 220

Ai10B11605 Araip.B10 11605 p2 (TC)6 12 45221885 45221896 TTTCCTTTTCAAATCCTTTTCA AAAAAGTGGGTACTGGTTTTCG 234

Ai10B11606 Araip.B10 11606 p2 (AG)8 16 45223613 45223628 ACGTACCAGAATACGCAGGG GGAACATTAAACCTGTGATGAAGA 242

Ai10B11609 Araip.B10 11609 p2 (AT)8 16 45241286 45241301 TTGTAATGGGGCCAAGGTAA ACCCCAATGCTAAGTCAAGC 241

Ai10B11610 Araip.B10 11610 p2 (AG)6 12 45266152 45266163 GCTGGAACAATAATGCCTTCA GGAGAGCTCGCCAATTTAGTT 279

Ai10B11611 Araip.B10 11611 p2 (TA)10 20 45275840 45275859 AAACCGCGTCATTTGTTCTC TGTGGGGAAAAGTGGATTTG 182

Ai10B11612 Araip.B10 11612 c (T)10gtaatctgaaaaatgcagaatgcagtgttaatatgaatgttatgcaaaactccaggtttaatat(AATAA)599 45277976 45278074 CTGCTCCTGCGAAACTCTCT GTGCTAGGTGGGAGACAACC 269

Ai10B11618 Araip.B10 11618 p2 (CT)8 16 45303377 45303392 TTTCAATTTGCTTTTATTTCTTTTC TTCGAACACAGAGAGAGAGGG 196

Ai10B11620 Araip.B10 11620 p2 (AT)6 12 45333847 45333858 TTAACTCTTCGGGTTCCCCT GTAGCGAACCGTTGGACAGT 126

Ai10B11621 Araip.B10 11621 p2 (CA)18 36 45336279 45336314 GCCTTTGAAAAACTTGAACCA TCGCGTTTTGCTTATACGATT 270

Ai10B11622 Araip.B10 11622 p2 (TC)8 16 45353349 45353364 GTCTTCTTCCTCTCGGCCTT CGTTGTGCCGTCATAGTGAG 161

Ai10B11623 Araip.B10 11623 p2 (TG)6 12 45353579 45353590 CGTCTCCCTCTCCTTCCTTT GCCACCAACCACTACCTCTC 120
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Ai10B11625 Araip.B10 11625 p3 (CAC)5 15 45367476 45367490 GTCATTGAGATGGCTCAGCA GTATGTCGGGTGTGGTGCTA 258

Ai10B11630 Araip.B10 11630 p2 (AG)6 12 45394727 45394738 TCCAACGTGGTTATCTCTCTCA GGAATGCACCCATTCAAAGA 280

Ai10B11631 Araip.B10 11631 c (T)11actttttcttttcaaacgctgatgttaatatatagaaattgtagtaacaaaatttaaataaattttg(T)1088 45395548 45395635 TCCTAATTGGAACCCAAAGAAA TTTATCTGCACGTTCCACGA 251

Ai10B11634 Araip.B10 11634 p3 (AAT)5 15 45400811 45400825 CAACCACAATGTAATGGCGA TTTCAATTTTCTTGATCATGCTG 232

Ai10B11635 Araip.B10 11635 p2 (TA)6 12 45401537 45401548 TGTCGAATTTGGATGGGACT TCCATTAAAAATCCGTATCGTG 261

Ai10B11636 Araip.B10 11636 p3 (TTA)6 18 45403655 45403672 TTCCCAACTTGGTTTATATGGG GGGGCAAAAGAGGAAGAAAG 176

Ai10B11642 Araip.B10 11642 p2 (AG)7 14 45443132 45443145 GGAGTGGAGAGAGGGGTAGG CAGGATCCCCACCTACTTCA 263

Ai10B11644 Araip.B10 11644 c (TAT)5tgttgttgttt(TTG)541 45449391 45449431 GGGAGTACATACATGTTCTATGCAA CGATTCAATTAACCACCAAGG 225

Ai10B11646 Araip.B10 11646 c (A)10gatatatgcg(A)1232 45463949 45463980 TGATGTGGTGGCAATGCTAT CACCCTTGCCTTTTGGTTTA 276

Ai10B11650 Araip.B10 11650 c (TC)7tt(TC)8 32 45479193 45479224 TTCGTCAGCCGACTCTTTCT AAGAGTCCAATGTGGCAAGG 139

Ai10B11655 Araip.B10 11655 c (A)10tgtcttctggtcaacaacaacagcaatcactaccaccaccaccacttaagaggataaaatccttggtgataggaaattaaaaaggagcagaatttaag(A)10118 45491991 45492108 TTAAATGCTGAATTGCGTGC TTTCCTCCAAAATCAGGTCC 239

Ai10B11657 Araip.B10 11657 c (TTA)21tt(TA)17 99 45493445 45493543 TGATGTTGATTCAATTGTTTTGTG AAGTTTGTTTTGCCCTTCAA 251

Ai10B11658 Araip.B10 11658 c (A)10caatgaagtacaagaataatgaatctgaatctgaatgagaaacacaagaacaataaatcaaaagcaaaaataatgaagccatctcttc(T)11109 45494081 45494189 TCTCCATCACAGCAACAACAG TTGCTTCAACTTTTGTTTCCAA 238

Ai10B11659 Araip.B10 11659 p3 (GCG)6 18 45494704 45494721 GATGTGACGCTTGCAAGAAA GGAAGGAAAAGTGGGGAAAA 149

Ai10B11663 Araip.B10 11663 p2 (TC)18 36 45511044 45511079 GCAGTAGAAATGGAGGCAGC CATCGTCGAGCTCGTAGTCA 278

Ai10B11665 Araip.B10 11665 p4 (TAAA)10 40 45523413 45523452 GAAGGAGAAGAGGAAAAATTCG TTCGAAAATCCCTTCCCTCT 277

Ai10B11672 Araip.B10 11672 c (GAA)5aggagaggtgatg(GAA)646 45540947 45540992 GAGATGTAATGGCACCAGAGG GCCCTGTCTCTTCCCTTTTT 157

Ai10B11673 Araip.B10 11673 c (C)11gcccc(T)10 26 45543053 45543078 TTGTGCGGAGTTGTGAAAAG AGCTTAAACACCTGCCAAGAA 243

Ai10B11674 Araip.B10 11674 p3 (TTC)5 15 45547823 45547837 ATATGGCCGAAACCTTACCC GCTTTTGTCTTCCCTTTCCC 277

Ai10B11675 Araip.B10 11675 p3 (CTT)5 15 45565692 45565706 ATCAATTTCAACCGTCTCGG AGAACAGGCATCAAGGTTGG 203

Ai10B11676 Araip.B10 11676 p5 (TTATC)5 25 45591769 45591793 GATCCTTTGTCACTGGAGGG AGAGAGAGGAACACGACCCA 280

Ai10B11682 Araip.B10 11682 p2 (GC)6 12 45642777 45642788 GCACAAATTCTGGGAAGGAA GCCCAAGAGTTGGGAATACA 171

Ai10B11683 Araip.B10 11683 p2 (TC)6 12 45647371 45647382 TGCTCAAAGCCTTGGATCTT TTGTTGGCTCTTGAAAGAATGA 222

Ai10B11684 Araip.B10 11684 p2 (AG)6 12 45649384 45649395 GGTATTTGGGGAAGGGTGTT ACGTTTAACGCCAGAAATGG 258

Ai10B11686 Araip.B10 11686 p3 (GAA)5 15 45653715 45653729 AGTGGTCTTGATGGGCTTTG ACACAACCCCTTCTCCCTCT 244

Ai10B11687 Araip.B10 11687 p2 (AG)6 12 45655579 45655590 AGAAGGAGATGATGGAGAAGGA CTTTTTGTTTGTTTCTTATCTTTTTCA 227

Ai10B11689 Araip.B10 11689 p3 (TTC)6 18 45665127 45665144 CTCCCCTCACACACTTTTCC ACCCAATTGGATGAAGATCG 266

Ai10B11690 Araip.B10 11690 c (T)10aatttaaaattagttagaattcgaaaattt(A)1050 45669791 45669840 GAGGGAGAGGGTTCGAATTT CGAAAATCCCTCCCCTTTTT 249

Ai10B11694 Araip.B10 11694 p2 (AT)11 22 45683450 45683471 AACCAATTGGGTGGTACCCT AGATGCAGACCACCACTCCT 273

Ai10B11695 Araip.B10 11695 p3 (TGG)5 15 45683710 45683724 CTGTATCGGCTCCTCACCAT TGAGGCAGCTAGACCCTCAT 280

Ai10B11697 Araip.B10 11697 p4 (AAAG)5 20 45690017 45690036 AGGCAAGGACAAGGTTCTGA ACTTTGGTTTCGATGCCATT 243

Ai10B11698 Araip.B10 11698 p2 (TC)7 14 45692954 45692967 GACAAGGCAGCCGTAGAAAA GAGTTGTGACGGCTTGTGTG 168

Ai10B11701 Araip.B10 11701 p3 (AAT)5 15 45723332 45723346 TCATATGACAAAGAAGAGGGCA TTCGAAAATTATCCCTCCCC 218

Ai10B11702 Araip.B10 11702 p2 (GA)6 12 45723666 45723677 TAGAATAGGATGGGGGAGGG TCAAAACTTGTTTCAACAAACTAACA 259
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Ai10B11706 Araip.B10 11706 c (A)10gagaaa(AAG)531 45729521 45729551 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 242

Ai10B11707 Araip.B10 11707 p3 (AAT)5 15 45736816 45736830 CCCAATTGAATCTTTGGTTAGC CACATGCATTGATCTTTGAACTT 267

Ai10B11708 Araip.B10 11708 p2 (TA)6 12 45742288 45742299 GAACATCCCTGCCATCAAGT ATATAGGGGTGGGGAGAACG 272

Ai10B11710 Araip.B10 11710 p3 (GAA)5 15 45750754 45750768 GCTTTTGTCTTCCCTTTCCC ACACAACCCCCTCTTCCTCT 213

Ai10B11712 Araip.B10 11712 p2 (CT)7 14 45763236 45763249 ATCCCCAACTCCACTGTCTG AGCAGGGAGTAAGAACGGGT 149

Ai10B11713 Araip.B10 11713 c (AAAT)5aaaaataaaaattttgagaattgggtacatactcatgtattaatcatgtgtaaatcatatgcattgatattcttgtatctattttagctaaaa(AG)8129 45768785 45768913 GATTGTGGGAGAGTTGGGAA GGCAATTTGTTCCCCTTTTT 228

Ai10B11714 Araip.B10 11714 p2 (AT)6 12 45773405 45773416 TTAAGTGTGGGGAGGTCGTC TGGGATGTCAATGCCCTATT 180

Ai10B11715 Araip.B10 11715 p2 (TA)9 18 45774081 45774098 CTTGGGACATTGGTTGAGGT CTTCACTTTGGGGCATTTTT 275

Ai10B11717 Araip.B10 11717 p2 (GT)9 18 45785852 45785869 TTTCCTCCCATTTTCTCTCC CCCATCAGCAGACACCTTCT 102

Ai10B11719 Araip.B10 11719 p2 (GC)6 12 45811878 45811889 TTGAAAAAGAGCACCGACG GGCATGAAGTGGGCATAACT 102

Ai10B11720 Araip.B10 11720 p2 (GC)6 12 45812033 45812044 GGGCCAATTACCCAAGAGTT CGCATATGTTCTGGCACAAG 215

Ai10B11721 Araip.B10 11721 p2 (GC)6 12 45812302 45812313 TGCTATCACTCTCACCGACG GTAGCGCCACTGGAAAAGAG 232

Ai10B11724 Araip.B10 11724 p2 (TC)7 14 45829535 45829548 CAGCTGGCTCTAATGCTGTTC TATTAACTGCCATTGTGCGG 161

Ai10B11725 Araip.B10 11725 p2 (TA)6 12 45840883 45840894 GGCGCAGAAGTTACGAAGAG TTAAACCGCAATACCGTTCC 262

Ai10B11731 Araip.B10 11731 p2 (AT)10 20 45913852 45913871 GAGCTATTGGCTTTTTCTGCTT GGTGGCATTGCTTTTGTTTT 272

Ai10B11732 Araip.B10 11732 c (A)10t(A)10 21 45920999 45921019 CAACTTATGGGGCAAAGCAC CTTGTCCCCAAGCAAGAAAA 252

Ai10B11733 Araip.B10 11733 p2 (TA)7 14 45928827 45928840 CAGGTTGTGTGTTCTTTGGC TTTCACAATCACAACAACCCA 202

Ai10B11734 Araip.B10 11734 p3 (TCA)5 15 45939193 45939207 CTTTTGGAGTTCGCTTGCTT TTTTCAAGTGCTTGGGGAAC 159

Ai10B11736 Araip.B10 11736 p2 (TA)10 20 45970161 45970180 ATTTTCCATGCGTAAGTCGC TGCTTGTCCTCAAGCAAAGA 260

Ai10B11738 Araip.B10 11738 p2 (TA)15 30 46001340 46001369 GGTTGTATTTAGGAGAGAGGTTGAA TCGTCAAAATGCTTTGATTAAAAA 251

Ai10B11740 Araip.B10 11740 p2 (TA)10 20 46005385 46005404 TGCATTTTTATCACAATCCACAA ACCCATTTTATTTACTGGACCAT 238

Ai10B11745 Araip.B10 11745 p3 (AGA)6 18 46024580 46024597 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai10B11749 Araip.B10 11749 p2 (TA)10 20 46035531 46035550 CTCCTCCCCTTCAACACTCA GCTCCCTTAAATTTCGGTCG 280

Ai10B11751 Araip.B10 11751 c (TTATT)5ttcggtttcc(A)12(T)1057 46050146 46050202 CAAATTCCAAAATTCAAAATTCA AGGGAGATGATGTGGATTGC 173

Ai10B11755 Araip.B10 11755 p2 (TA)6 12 46057846 46057857 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai10B11759 Araip.B10 11759 c (TC)13(TA)9(T)1054 46093745 46093798 TTCACCACTTACTTTGGGGC TGTGGGAAATTGGGTTTAGAA 247

Ai10B11761 Araip.B10 11761 p4 (TTTA)6 24 46102952 46102975 CCAATGGAGGGTATGCAGAT CCTGATCACTTTCTCTCTCCTCA 253

Ai10B11763 Araip.B10 11763 p2 (AG)6 12 46109320 46109331 TTGGGAAAATAAAGAAATCAACAA AGGCTGCAGAGTAGAGCTGG 239

Ai10B11765 Araip.B10 11765 p3 (TGA)5 15 46131411 46131425 TTGATGCATGAAAACCATCG CTTTTGGAGTTCGCTTGCTT 253

Ai10B11769 Araip.B10 11769 p4 (AAAT)6 24 46147794 46147817 TCCTCAGTTTTCGAAATTCTTCA CCATGATGGAGAAAGGGAGA 137

Ai10B11770 Araip.B10 11770 p2 (CT)8 16 46162733 46162748 TCTCATCCTTTTCAAAACCACC TCGAACACAGAGAGAGGGAGA 241

Ai10B11775 Araip.B10 11775 p2 (AT)9 18 46174760 46174777 CCGTAGAATAAAATTCGTCGGA GCAGGTATGCAACCCGTTAT 254

Ai10B11781 Araip.B10 11781 c (TC)8(TA)7 30 46195523 46195552 CTAAACGTTGTGGGCTGAGG ACCTCATGCCGTAAAGCAAA 272

Ai10B11784 Araip.B10 11784 c (T)10ctttcttactcacatacgactcggacgcatcggtgacgctgtcgcgtcgcgtg(C)1174 46232534 46232607 AATTTGTGCCTAAAGCACGC AAGGTGCTAGGTGGGAGACA 272
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Ai10B11786 Araip.B10 11786 p2 (TA)8 16 46257798 46257813 ACTCCGTGGGCTGAGACTAA AGGTCACGACAATTCGAAGG 220

Ai10B11791 Araip.B10 11791 p2 (AG)8 16 46273488 46273503 GCAACAAAGCTTGCAACTCA AAATCAATATCGGAGCACGG 279

Ai10B11792 Araip.B10 11792 p4 (TTTA)6 24 46274242 46274265 AGCCCTTGCTTCGTTTCTTT TTTCAAGTGGGGTCACACAA 136

Ai10B11793 Araip.B10 11793 c (T)11attttac(T)11 29 46276763 46276791 ATGCGATACGGCCAGTAAAA TTGGGCCATTTGTTACAGTG 266

Ai10B11794 Araip.B10 11794 p4 (AAAT)5 20 46288482 46288501 TATTCAATTCGCCGCATGTA CAAAACGGAAAACAAGGTGC 166

Ai10B11798 Araip.B10 11798 p3 (TTA)5 15 46290994 46291008 CCCTTCCCCTGTTCTCTTTC ATTTAGGTATCTTATATTTTAACGGCA 253

Ai10B11804 Araip.B10 11804 c (CTT)5t(TTC)5 31 46298597 46298627 CTGGGGAGAGAAAGAAAGGG TTCAAATTTCAGCAACAACAAA 249

Ai10B11806 Araip.B10 11806 p2 (TA)12 24 46303986 46304009 GCTTATTAGGCTGCGCATGA GCATCCATCTGAACACACCA 263

Ai10B11807 Araip.B10 11807 p2 (TA)7 14 46307766 46307779 CAATCCAGATGAAAGTGAGGG GCATTACATCCATCTGAACACAA 255

Ai10B11808 Araip.B10 11808 p3 (AAG)5 15 46311845 46311859 CAACATTGGACCGGGTAGTT CAACACTTTCACTTTCCGCA 262

Ai10B11809 Araip.B10 11809 c (A)12caaaagcctgcaaaaaagtaagtgtttcttttcggtgtattttgtcaattttattatgtacatttacctgaggattctttgcttttccaagattgaatcc(A)12124 46312928 46313051 TTGTCAGAAGTGAAGAAAGCGA TTTTTAGGAGAATGGGTCCTCA 196

Ai10B11813 Araip.B10 11813 p2 (CT)14 28 46326044 46326071 CTTTTTGTTTGTTTCTTATCTTTTTCA GGGTTTGAATTTGGGTGAGA 277

Ai10B11815 Araip.B10 11815 p2 (TA)8 16 46331722 46331737 TCAGATGCAGGACGTGAGAC CAGACATAACCTGCGAAGCA 273

Ai10B11816 Araip.B10 11816 p2 (TG)19 38 46332061 46332098 TGCTTCGCAGGTTATGTCTG GAGGTGGCGGAGTATTACGA 262

Ai10B11819 Araip.B10 11819 p2 (AG)6 12 46352798 46352809 CCCAACGATTTCTGAAGCAT TCAAAACAAGAATTGAAAATTGGA 215

Ai10B11820 Araip.B10 11820 c (A)10gaaaagcgggcatcggcgcccaagcgcgcagt(GC)654 46356010 46356063 TTGAATTTTGGTTGCTTTAGAATG GATCGCCTGGCACAAAGTAG 199

Ai10B11822 Araip.B10 11822 p2 (AT)6 12 46357831 46357842 TTTGGGTATGGGAAATTTGG GGCATTTTTGTCCCCTTTTT 254

Ai10B11826 Araip.B10 11826 p3 (ATG)10 30 46408178 46408207 TGCACCCTAAATCACAAGCA TGCCATTGCATGTAGTAGTCAA 242

Ai10B11827 Araip.B10 11827 p3 (AGA)5 15 46411383 46411397 CACAAATTGGGAGCACAAAA AGAAATGAGAACCGCACACC 257

Ai10B11828 Araip.B10 11828 p3 (CTT)8 24 46415158 46415181 GGGGAGAAGAGAAGAGGGAA AACAGAAAGCAGAGGCCAAA 272

Ai10B11829 Araip.B10 11829 p2 (AG)6 12 46417049 46417060 GAACATTAAACCTGGGATTCAGA GGCCCAAATCCAAGTACAGA 195

Ai10B11830 Araip.B10 11830 p2 (TC)19 38 46421441 46421478 ACTGCGTTACCGTCGAAAAT AGTGGTGGCAAAAGCAGAAG 266

Ai10B11831 Araip.B10 11831 p2 (AT)6 12 46422169 46422180 TTTAGGGGAGACTCTGTCGAA GCACTAAAACAGTAATTGCAAAGG 280

Ai10B11833 Araip.B10 11833 p2 (CT)10 20 46423209 46423228 AACCTTTAAGAGGAATCCTAATCC GATTTCTGGGCTGCTTTGAC 210

Ai10B11835 Araip.B10 11835 p2 (CT)7 14 46429753 46429766 TGGTTCATAAGCCAAATTGAAA AAGTGGGGGAATCAATCCAT 258

Ai10B11836 Araip.B10 11836 p2 (TA)42 84 46432653 46432736 AAACACACACAAAAGAGATAGAGAAAA AGTTTTCGGGCACCAACTTA 244

Ai10B11839 Araip.B10 11839 p3 (AAT)5 15 46450341 46450355 CAGCCAAATTGATGGGAATC TCGAGTTTGGACAACTGACG 219

Ai10B11840 Araip.B10 11840 p2 (TA)10 20 46453057 46453076 AAGCGTCACCAACTTGCTTT ACCAGAGCCTGGAAAGTTGA 272

Ai10B11844 Araip.B10 11844 p2 (AG)18 36 46499442 46499477 GGCAGCAGAGGCTAGAGAGA AACCACGCTTAATGGAAACG 212

Ai10B11845 Araip.B10 11845 p2 (TA)10 20 46502158 46502177 TTGTTTCATCTCCCTCTCCC AACAAGCATAGCCCCACAAG 129

Ai10B11848 Araip.B10 11848 p2 (AG)6 12 46509763 46509774 CGGGAAGCACTTTGTCTAGC CTTGTGCTGGTTGGTCTTCA 128

Ai10B11849 Araip.B10 11849 p2 (TC)6 12 46514251 46514262 AACTCAGGGAAGCAAAAGCA TCGGTGGCTAGGTGTAGCTT 152

Ai10B11851 Araip.B10 11851 p2 (GA)14 28 46527758 46527785 CTCATGCTCCAGTTTCCTGC AGAGCTCGATGAGAGCTTCG 212

Ai10B11852 Araip.B10 11852 p2 (AC)6 12 46529195 46529206 GCCTAGTGTTGAGGGCATTC TGCTTACGCATAGGGTTGTG 145
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Ai10B11853 Araip.B10 11853 c (CCA)10(TCA)9 57 46530743 46530799 CGGCTAGAGGTAAGGCTCAG AACACCGAAAATTTTAATCGTGA 255

Ai10B11854 Araip.B10 11854 p2 (AG)20 40 46539044 46539083 CCTTCACCCTTTGTTTCAGC ACATGAGGGTTCTCTTCCCC 123

Ai10B11855 Araip.B10 11855 p2 (AT)6 12 46541093 46541104 TGTTTACAGCCGATGACTTAGG AAGGCATAGATTCAACCCCC 191

Ai10B11859 Araip.B10 11859 p2 (TA)6 12 46555797 46555808 TGACCTAAACCTGGTCTGAAATC TTATCTCTCTCCTTTAATTCTTTTCAA 279

Ai10B11863 Araip.B10 11863 c (TAA)11c(AAT)6 52 46562805 46562856 TCAGCAATGAGGATGAGTGC TGGGAATGGTTTGTAATTGTTTT 257

Ai10B11864 Araip.B10 11864 p4 (TTAT)5 20 46565333 46565352 CTTTTTGTCCCCATGGAAAG CAATGGCATCTTCCCTTGTT 184

Ai10B11866 Araip.B10 11866 p3 (TAA)18 54 46569183 46569236 CACCCTGCTCCTCACAATTT TTGGGTTTTGGAGCCATCTA 273

Ai10B11871 Araip.B10 11871 p2 (AT)6 12 46576795 46576806 AAAAGCAACATATCGATACAAAAA GCGTATGCGTGAGAATGCTA 263

Ai10B11873 Araip.B10 11873 p2 (AT)11 22 46577867 46577888 TCTGTCTTCCTTCAGGTTCCA TGAGCAGCAACAAAAGCATC 280

Ai10B11874 Araip.B10 11874 p3 (GAG)5 15 46579958 46579972 GGACCTTCAGCAGCATCTTC TCCTCTAGCTCAGCCTCCTG 263

Ai10B11875 Araip.B10 11875 p2 (AT)6 12 46580542 46580553 TTGATTTGGTTGAAAATGGGA CTCACAGGTTGTGTGTTCTTAGC 239

Ai10B11876 Araip.B10 11876 p2 (TA)6 12 46581685 46581696 TGATTTAGCCCTTGATTGTGC TGGTTTATCAACCTCCCCAC 226

Ai10B11877 Araip.B10 11877 p3 (ATT)5 15 46584806 46584820 TTCGCACTTTTCAGAACCCT GCGTATAAAATATCCACTCATCACC 198

Ai10B11888 Araip.B10 11888 p2 (AT)28 56 46658141 46658196 TGGGGTAATTTTGTCCCCTT TATGGGAAATTGTGGGAACA 231

Ai10B11891 Araip.B10 11891 p4 (TTTA)5 20 46682943 46682962 TACTGGCAACTTTGCTGCAC TCGAAAATCTTCACCCATTTTT 278

Ai10B11897 Araip.B10 11897 p3 (TTC)5 15 46711417 46711431 CCCCTCTTACACGAATTCCA CTAGAGGTTTCTCCGGCCTT 263

Ai10B11900 Araip.B10 11900 p2 (CT)6 12 46728494 46728505 CTCAGGATCTATGGACCCCA GAGGTGTGTATGGTTCGGCT 233

Ai10B11906 Araip.B10 11906 p2 (AT)8 16 46807006 46807021 CATTGATGCAAGACGTAATCA CGGTTCAAGGAGTAAACCGA 249

Ai10B11912 Araip.B10 11912 c (A)10taaaaaaaataaaaaaaagaaagaaaaaaataaaaaaat(AATA)6aaaaataaaaatatatatttccaacataaatg(AATA)5125 46870524 46870648 CCATGTGCATTGATATGTTATGG TTGGGGTAATTTTGTCCCCT 179

Ai10B11915 Araip.B10 11915 p3 (GAA)5 15 46889395 46889409 CGGTCTTAGGTGCCATCAAT GAAACACCTTCCCTTCTCCC 151

Ai10B11916 Araip.B10 11916 c (AT)6taagaaattaaataaggggatac(A)1247 46895387 46895433 GGAAGCATGCTCATGTGAAA TTTTGAATTTTGGCCCATGT 173

Ai10B11917 Araip.B10 11917 p3 (AGA)6 18 46922200 46922217 TCGGAGGTGAAAGCTTTTGT CAATTCCACCCATATAGCCG 220

Ai10B11919 Araip.B10 11919 p2 (AG)6 12 46943797 46943808 AAACCTGGGATCGAGAGTCA TCTGACCCAGTTTGTAGCCC 201

Ai10B11920 Araip.B10 11920 p2 (TA)7 14 46944916 46944929 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 253

Ai10B11922 Araip.B10 11922 p2 (AG)7 14 46950450 46950463 AAACCTGGGATCGAGAGTCA TCGCAGTGACAGAAATCAGC 259

Ai10B11926 Araip.B10 11926 c (TA)10(T)10cttttcttttctct(TTTTA)569 46986308 46986376 TACTTTGGGGCATTTTGTCC GAGGGGAAACATTGGTTGAG 269

Ai10B11927 Araip.B10 11927 p5 (TTTTA)5 25 47034013 47034037 TTGAGCTTCCCACCTAACCT TTAAGTGTGGGAAACGGGAG 244

Ai10B11938 Araip.B10 11938 p2 (TA)7 14 47078018 47078031 CGTTACTCGCTGGTGGGTAT TTTGTGTTTACGGCCTTTCC 192

Ai10B11944 Araip.B10 11944 p3 (TTG)11 33 47100853 47100885 ACATTTCTTGAGGCCACCTG GGGCTTAACCAATGAACGAA 169

Ai10B11947 Araip.B10 11947 c (T)10cgctttctc(T)1130 47130004 47130033 CACCCTTGCCTTTTGGTTTA AAAGCAGTGAAAAGCTTGCAG 113

Ai10B11948 Araip.B10 11948 c (TA)8attggaacctc(T)1138 47148309 47148346 CACACCCACTCGTCAAAATG CGGGGCAAAACTTGTCTAAA 198

Ai10B11949 Araip.B10 11949 c (T)11gtttcttttcatc(T)1034 47149936 47149969 AAATTCTTTGGGACAACCATTG TGTCTCGTAACCAAGCAATCA 235

Ai10B11950 Araip.B10 11950 p2 (TG)6 12 47156114 47156125 GCTAGCGCTCCCAACAATAG TGATTTTTGGTTTGTGTGCG 184

Ai10B11951 Araip.B10 11951 c (A)12caaaacaaaagtactaaagcacccatatatatgacaatttgcctatc(T)1473 47158982 47159054 TTTGCCCATGTTACGTTGTT GCATGAGTGAACTTTGAACCC 226
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Ai10B11952 Araip.B10 11952 c (A)13caaataactcaagaccaaaattcaaaagttgacaataaaaatttatacc(A)1173 47159690 47159762 AATGCAATACTTGCTTGTCCA TCTCATCTTAAATGATTTTCAAACAAA 253

Ai10B11961 Araip.B10 11961 c (TCT)28tcctcc(TCT)30180 47192091 47192270 TCCACATACAAGTCTTTTCACATACA AAAAAGAAGAGGAAGAAGAACGTG 280

Ai10B11963 Araip.B10 11963 c (GAA)5gagtaggagaagaagaatg(AGA)549 47192848 47192896 TCAGAAACCATGAAAATCGAAA GCTCCTCCTTCTCCTTCTCC 233

Ai10B11965 Araip.B10 11965 p3 (TAT)6 18 47194387 47194404 AAATTTAATAATTTAGTGGGGGCA AGTGAACCAGACAACCAGGG 134

Ai10B11966 Araip.B10 11966 p2 (AG)7 14 47194621 47194634 TGCTTGATTTTTCTGTGGGA CCAATATGGACCCAGAGACC 267

Ai10B11970 Araip.B10 11970 p3 (TAA)7 21 47208327 47208347 TTGTTGGACATTTTTATCACGTTT TTGCCAAATTGGTATATCAAAAA 253

Ai10B11972 Araip.B10 11972 p2 (AC)16 32 47216490 47216521 GCCATAAGGCAAAGGTTAATCA ACTTGGGACATTGGTTGAGG 216

Ai10B11973 Araip.B10 11973 p2 (TC)6 12 47221848 47221859 AGGCATGGAAATGAGAAATTG GTCAAGGGAGGGAATCATTG 274

Ai10B11976 Araip.B10 11976 p2 (TA)10 20 47227072 47227091 TGGAATGTTATGCAATGCAAC CAAAATCCATTGAGGGTTCA 275

Ai10B11978 Araip.B10 11978 p2 (AG)6 12 47237218 47237229 TGTACTGGAGAGGAAACGGG AAAACCCGATAACCACCCTC 272

Ai10B11979 Araip.B10 11979 c (TTTA)7tttcgaaaataaaataaattaaaataaaataaataaaaatgggtgaagattttcgaaaaatg(GA)6102 47251932 47252033 CCATGATGGAGAAAGGGAGA TTGGGTTGACTTGGTCAAAA 212

Ai10B11983 Araip.B10 11983 p2 (TA)7 14 47271956 47271969 TTCACCATTTACTTTGGGGC TTGGAAACGTTTGGTTTTGA 248

Ai10B11984 Araip.B10 11984 p3 (TTC)5 15 47275106 47275120 GGAGGTTCAGCGTCTCCTAA TTTCATGCAACCCTTCATCA 182

Ai10B11985 Araip.B10 11985 p2 (CT)19 38 47292070 47292107 GGAACATTGAACCTGTATTGAAGA ACGTATCAGAAATCGCTGGG 271

Ai10B11986 Araip.B10 11986 p2 (CT)6 12 47300436 47300447 TTACAAAACCTTGGCCTTGC CTATCCCCCGGTCAATTTTA 251

Ai10B11988 Araip.B10 11988 p3 (CTC)7 21 47304229 47304249 TCCTCTACATCCACGCGTTA AGAAGAAGACGCAACATCGG 148

Ai10B11989 Araip.B10 11989 c* (A)10(AT)6* 21 47310352 47310372 CTTGGGACATTGGTTGAGGT TGGGGTATTTTGTCCCCTTT 267

Ai10B11995 Araip.B10 11995 p4 (TTTA)6 24 47335409 47335432 CCAATGGAGGGTATGCAGAT TTTCGAAAATCTTTCACTCATTTTT 273

Ai10B12000 Araip.B10 12000 p3 (AAT)15 45 47372585 47372629 CGAATTACTCAAGAAGACGGC AAGACTTGACTTCTAGACACCAAATTA 207

Ai10B12006 Araip.B10 12006 p2 (GT)6 12 47394219 47394230 TGACGCCATCGTTTCAATTA AGCATGTACCCAATTCCCAA 275

Ai10B12008 Araip.B10 12008 c (TA)7(TG)13 40 47402412 47402451 ATGACCTTCAGCAAAGGCAC CCAACGGTTGAATGTTTTCC 232

Ai10B12011 Araip.B10 12011 p4 (AAAT)5 20 47437133 47437152 TCGAAAATCTTCACCCATTTTT GCTTTGCTGCACCATGATAA 266

Ai10B12013 Araip.B10 12013 p3 (ATA)5 15 47449993 47450007 CAGGTTCTGGATCTGCTTCC AATTCCCTCCTTCTCTCCCA 262

Ai10B12014 Araip.B10 12014 c (T)10aaattaaaaataaaaacaattagttaattaaaaagaaatttttgaaaaagagggagatattttcgaaaatt(GA)693 47450250 47450342 AGATGGGAGAGAAGGAGGGA TGTTTCTTAACTTTTTCAAAACCTCC 225

Ai10B12015 Araip.B10 12015 p2 (GA)6 12 47450493 47450504 TGAAAAAGAGGGAGATATTTTCG TGTTTCTTAACTTTTTCAAAACCTCC 237

Ai10B12018 Araip.B10 12018 p3 (TTC)5 15 47453745 47453759 GCAATCATCCAAAGGGATTG AGCAAGCTCAATGAAGCCAT 261

Ai10B12019 Araip.B10 12019 p2 (CT)6 12 47497278 47497289 AACGTCCTAACTTCTTATCTTTTCAA ATGAAGGGGAAGGATTTTCG 269

Ai10B12020 Araip.B10 12020 p3 (TCT)5 15 47498796 47498810 AATCCCACAGGATCCCTACC CGGTCTTAGGTGCCATCAAT 217

Ai10B12021 Araip.B10 12021 p2 (TC)23 46 47515725 47515770 TTGTAAGCTATGTGCGCTCG CCGGTGGTGAAGAAAGAAAA 249

Ai10B12024 Araip.B10 12024 p2 (TA)8 16 47535871 47535886 AACACAAAGGATCTCGACCG TCCCTCCCTTTTCAATTTTT 151

Ai10B12025 Araip.B10 12025 p3 (TGA)5 15 47537368 47537382 TGGGCATGTTCTTAAGGGAG CAGATTTGAATCCGGGAGAG 235

Ai10B12026 Araip.B10 12026 c (T)11gcctc(T)10 26 47542411 47542436 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 213

Ai10B12028 Araip.B10 12028 p2 (AG)7 14 47544380 47544393 TTTGAGGAAGGGTGTTCTGG CGTTTAATGCCAGAAAGGGA 264

Ai10B12029 Araip.B10 12029 c (GA)6a(AG)10 33 47550594 47550626 GAAATGGGAGGAAGGAGAGG ATGGCATCTGGGCAGATTAG 230
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Ai10B12030 Araip.B10 12030 p2 (TA)6 12 47553098 47553109 ACGACGAAGTTCGGAAGAGA CCGTATTGTTCAAAAGACCGT 236

Ai10B12036 Araip.B10 12036 p3 (TTC)5 15 47587431 47587445 GCACAATTCATATCCATGCG ATGCACAAAGTTGAAATGCG 267

Ai10B12038 Araip.B10 12038 p4 (AATA)5 20 47595186 47595205 ACGCTTAAGCACACATGACG TGCAATGAATGAAAGTAAGCAAA 270

Ai10B12040 Araip.B10 12040 p2 (GT)7 14 47596456 47596469 GCCAATTTGAGCCTACGATT CCCTTTTATTCCCCCAATGT 167

Ai10B12041 Araip.B10 12041 c (TA)8tg(TGTA)8 50 47599373 47599422 AGGTAGGCCTGGTGTGATGA TGCAAGCCATTCACAACAAT 274

Ai10B12042 Araip.B10 12042 p3 (TGA)5 15 47603186 47603200 TGAGGAAGTTTGATGAATTGAATG TCAACAATTCCAAATCCAACC 217

Ai10B12043 Araip.B10 12043 p2 (AG)6 12 47613607 47613618 GGGAAGAAGAAAAGAAAACCTTG TCGCGTCAATCAGTATCAGC 226

Ai10B12045 Araip.B10 12045 c (T)10gccaaa(T)10 26 47617575 47617600 TTAATTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 166

Ai10B12046 Araip.B10 12046 p3 (AGA)6 18 47618543 47618560 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai10B12047 Araip.B10 12047 p2 (AG)8 16 47620648 47620663 GCCTTTTTCTATGTCCCTGC CCTCACCCACCAAAAATCTG 170

Ai10B12048 Araip.B10 12048 p2 (AG)6 12 47620881 47620892 CAGATTTTTGGTGGGTGAGG TTTCTTATCTTTTTCAAAACCACC 256

Ai10B12050 Araip.B10 12050 p2 (TA)10 20 47634580 47634599 GTTGGCTTAAACTCCGCAAG TTGAACTTTGCTTTGGGACA 262

Ai10B12052 Araip.B10 12052 p2 (AG)6 12 47664815 47664826 TTGGGAAAGAGGTGTTGAGG CTCACTGGAGATGGCAGACA 277

Ai10B12054 Araip.B10 12054 p4 (AAAT)6 24 47693912 47693935 ATGGGAAAATTGTGGGAACA TGGGGTAATTTTGTCCCCTT 210

Ai10B12055 Araip.B10 12055 p2 (CT)9 18 47724435 47724452 TCTACCACAACCACCGGTAA CCTTGTGAAGAGGAAGAAGGTG 133

Ai10B12060 Araip.B10 12060 p3 (GAA)5 15 47760966 47760980 TCTTCTTCTTCGTTGCCGAT AGCTCGATGAAGTTGACGCT 208

Ai10B12064 Araip.B10 12064 p2 (TA)8 16 47764457 47764472 AGCGAAGGAGAAACAGGTGA TTGCGCTTTTAAATCCTGCT 140

Ai10B12065 Araip.B10 12065 p2 (GT)6 12 47767588 47767599 TGCCTTACCAGTTTCTTGGG AAAAACGCTAACGGATTGGA 261

Ai10B12066 Araip.B10 12066 p2 (GT)7 14 47773768 47773781 ACCGTAAATGGTGTGGCAAT GATGGAAAAACCTGGCGTAA 265

Ai10B12068 Araip.B10 12068 p2 (AG)7 14 47794730 47794743 CAGTGGAAGACAGGGGAAAA GAACCACTGCAACCACTCCT 249

Ai10B12072 Araip.B10 12072 p2 (CT)8 16 47801080 47801095 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTTGGTGAGATGAAGTGTTGG 270

Ai10B12073 Araip.B10 12073 p3 (TCT)25 75 47803242 47803316 TTCAACATCTCTTCCCCACC TCTTGTGGTTTCTCTGGCCT 260

Ai10B12074 Araip.B10 12074 c (A)10gaaacacccccaccctaggttt(A)1446 47810667 47810712 CCCCGAACTTGTACTCTGGA AAGGGTTAGGGAAGGGGAAT 206

Ai10B12076 Araip.B10 12076 c (TGT)5tgctactatgaagtt(GAA)545 47811498 47811542 AAATCAAATTATTGGCTTGGGA AAAAATGCAATCCCCAACAC 270

Ai10B12077 Araip.B10 12077 p2 (CT)8 16 47816047 47816062 TGATTGACGACGATCTCAGG GCCAGCCTAAAAGAAGCAGA 262

Ai10B12086 Araip.B10 12086 p2 (CT)6 12 47893959 47893970 TTTTCAACCTCTTTGGTCGC AGAGAGGTTGTTGGTGGTGG 244

Ai10B12087 Araip.B10 12087 p3 (AGA)9 27 47902605 47902631 CCTATGACTCGGAGGTGGAA CCCATAAACCCCACCTACCT 279

Ai10B12089 Araip.B10 12089 p3 (AGA)9 27 47908444 47908470 TTAGAATGTTGCTCGCCCTC CCCAATAAACACCCTTCCCT 216

Ai10B12091 Araip.B10 12091 p2 (AT)9 18 47922829 47922846 TCAAATCATCCAATCACAATCC TGGGTGTAAACATTCTCTCCTG 244

Ai10B12092 Araip.B10 12092 p2 (AG)8 16 47934732 47934747 GTAAAGCCAAGCCCAAATGA CCCACCCCTTTCTTCTTCTC 277

Ai10B12096 Araip.B10 12096 p4 (TTTA)5 20 47955244 47955263 CCATGATGGAGAAAGGGAGA TCCATTTTAAAGCAAATTTTTGAA 233

Ai10B12098 Araip.B10 12098 c (A)11(G)11 22 47961956 47961977 TTGCGTTGATTTTTCCATGA GAAGCTGCGAAGACCTATGG 217

Ai10B12100 Araip.B10 12100 p3 (AGA)5 15 47990472 47990486 GTCCCTCAATTTCAGCCAGA CACACATCCCTCCATCTCCT 233

Ai10B12101 Araip.B10 12101 c (T)10cgaaaattcaaaataaaaataaaataattagttaattaaaaagaaatttttgaaaaaaagggaagatattttcgaaaatt(AG)7104 47994706 47994809 GAGAGGGGAAATTTCGAAAATAAT CGATCTGGTATACTTGCCGGT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12103 Araip.B10 12103 p3 (AAT)27 81 48016897 48016977 AGCCATATGCATTTGCCCTA TGGGATGACTTTTGTCCCAT 164

Ai10B12107 Araip.B10 12107 c (A)11taaatgtatgaactaaatcaacttgtagttagaaatttggttgagtggcatatcatatgtctcttaaataactacatccgaatttatgtcccaccc(A)10117 48077752 48077868 TCATTGCTCTTCTTGGTTGTT CAACTGCACAACACACTCACA 267

Ai10B12110 Araip.B10 12110 c (TTG)5ctactatgaagtt(GAA)543 48082106 48082148 TTGTTGCATGTTATTGTTGCC CAACACGACGTCGCTTTTTAT 260

Ai10B12117 Araip.B10 12117 p2 (TA)14 28 48173623 48173650 ATGTCCCTTTGGGTTTCCTT AAAATCGTAGCTCGAAAGCG 224

Ai10B12118 Araip.B10 12118 c (T)10atttttctattgcaaaataaatactttagatttgttttctaaatttactccatcaaacacactgtaaattg(A)1192 48174289 48174380 TCCGTCTGTAAATCCGTCTCT AGTCCTGCCCTTCTTTGTTG 276

Ai10B12125 Araip.B10 12125 c (AT)11g(TA)9 41 48210588 48210628 GTGAAGCGTTCACACACGAT GACTAGCCGGCCTGAACTC 212

Ai10B12126 Araip.B10 12126 p2 (TG)6 12 48222968 48222979 TACACCTTCCAACTTGTGCG GCACACCCCTGTGAGTTTTT 158

Ai10B12128 Araip.B10 12128 p3 (TCA)5 15 48264540 48264554 CTGACTCGGGATGACCAACT ATGCCGAACTTCAAGGTCAT 249

Ai10B12129 Araip.B10 12129 c (CT)6aattttcgaaaatatcttccctctttttcaaaatttcttttttattaactaattatttttattttttatttttgatttc(A)11102 48294749 48294850 CTTTTTGTTTGTTTCTTAACTTTTTCA GGGATCCCTGTGTGAGTAGAA 260

Ai10B12130 Araip.B10 12130 p3 (TAT)5 15 48294990 48295004 CGAAAATTCTCCCCCTCTTC TTCTTGTCCTTGCTCCTGCT 128

Ai10B12135 Araip.B10 12135 p2 (GT)9 18 48334857 48334874 GTCGGCACTAGCACTTCCTC ATGTTCGGAACCCTAACCCT 105

Ai10B12137 Araip.B10 12137 p3 (AGT)6 18 48352453 48352470 TCATTTCATTGGGAAGGTCG TAAAAGCGGCAGAAAGGAAA 208

Ai10B12138 Araip.B10 12138 p3 (TCT)5 15 48352756 48352770 TTTCCTTTCTGCCGCTTTTA TCAAATCCCTTTTCGGAGTG 242

Ai10B12143 Araip.B10 12143 p2 (TA)6 12 48388602 48388613 TGCTTTTTCTCCCATCTCAA GGTTTATCAACCTCCCCACA 279

Ai10B12146 Araip.B10 12146 p2 (CT)6 12 48412936 48412947 CTTCTTATCTTTTCAAAATTTGTTTCA TGAAAAAGAGGCAGATATTTTCG 191

Ai10B12147 Araip.B10 12147 p3 (TTC)5 15 48414249 48414263 CCCATCACCTCTTCACCACT CCCTCGAGCAAGAGAAGAAA 277

Ai10B12150 Araip.B10 12150 p3 (TTC)5 15 48435193 48435207 TTTTGGTTGCCCTTTTTCAG TGCCATGCTTGTTCTGTTTC 271

Ai10B12152 Araip.B10 12152 p2 (TA)7 14 48438959 48438972 CAAGGTCGTAATGGGGCTAA TGCACATGGGAAAAATTCAA 213

Ai10B12154 Araip.B10 12154 p2 (GT)6 12 48465406 48465417 GCTTCGGATTTTGGATTTGA TGCATACGCACACAACAGAA 280

Ai10B12155 Araip.B10 12155 c (A)13c(A)11 25 48472982 48473006 CCACCTGCCCTCCTAGTACA TGCAATGAATGAAAACAAGGA 219

Ai10B12156 Araip.B10 12156 p3 (TCT)5 15 48475989 48476003 CTGCAACTTTCCTTTCTGCC TCAAATCCCTTTTCGGAGTG 249

Ai10B12158 Araip.B10 12158 p2 (TA)9 18 48515983 48516000 TGAGTGAATCCCTTTCCAAT CAACCTCCCCACACTTAAACA 277

Ai10B12159 Araip.B10 12159 p2 (CT)6 12 48516824 48516835 GGAAATTGCAGAAGACGCTC AAGGAACATTAAACCTGGATCG 247

Ai10B12163 Araip.B10 12163 p2 (TA)7 14 48556772 48556785 TAACGGGGCTAAGGTAAGGG TGCACATGGGAAAAATTCAA 205

Ai10B12167 Araip.B10 12167 p2 (TA)7 14 48583810 48583823 TCGCTAGGCATCTGAAGGTT AAGCTCGACCTATGAAGCCA 218

Ai10B12168 Araip.B10 12168 c (A)13c(A)11 25 48588558 48588582 CCACCTGCCCTCCTAGTACA TGCAATGAATGAAAACAAGGA 219

Ai10B12169 Araip.B10 12169 p2 (AT)9 18 48603520 48603537 TATGCAGCCATAATGGGGTT TTAATTAGCCATTTTAGCATTCAA 278

Ai10B12171 Araip.B10 12171 p2 (CT)7 14 48624742 48624755 CCATTCAGAGAGAGCTTGCC AAGGAACATTAAACCTGGATCG 148

Ai10B12172 Araip.B10 12172 p3 (TTC)5 15 48629063 48629077 CACTCTTCTCTTCTTGGCCG CGGTCTTAGGTGCCATCAAT 170

Ai10B12174 Araip.B10 12174 p3 (TTC)5 15 48636132 48636146 AAACACAACCCCTTCTCCCT CGGTCTTAGGTGCCATCAAT 150

Ai10B12181 Araip.B10 12181 p2 (CT)6 12 48657295 48657306 CGCCAATTTCCACTTCTCAT AAGGAACATTAAACCTGGATCG 130

Ai10B12183 Araip.B10 12183 p3 (TGC)5 15 48662101 48662115 GGGTCAGCTGGATCACTCTT GCCTTCAACCTTAACCACGA 279

Ai10B12184 Araip.B10 12184 p2 (AG)10 20 48672279 48672298 GGGGGAAATTATGGGAACAT TTGGGGTAATTTTGTCCCCT 240

Ai10B12186 Araip.B10 12186 p2 (GA)10 20 48679833 48679852 TTTGTCCTCACCCTCAGTCC GCACTCCCTTCCTCTCTCCT 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12190 Araip.B10 12190 p2 (TA)7 14 48702959 48702972 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai10B12191 Araip.B10 12191 p2 (TA)8 16 48717793 48717808 TGACACTAAAACAGATTTTGCCA TGGCGCAATATATGAAAGGA 254

Ai10B12192 Araip.B10 12192 c (A)10ttgaaaaaagt(A)1334 48718117 48718150 ATATTGCGCCAAAAACCAAC AACTTCCACAATTAACAGCAACTT 277

Ai10B12193 Araip.B10 12193 p3 (ATT)17 51 48718574 48718624 TCAATGTGTATTCATATTCCAGCA GAGTTGACACGTCCTGGGTT 249

Ai10B12196 Araip.B10 12196 p3 (ATC)6 18 48722213 48722230 TTAAAGATCCCGTTCCTCCC TGAGAAGGTGAAAAAGAAACGA 277

Ai10B12197 Araip.B10 12197 p3 (TCT)5 15 48722787 48722801 AAACTTCTTGTATCACGTTCAAAATG AGCGCATAAATCACGCTTCT 251

Ai10B12200 Araip.B10 12200 p6 (AAAATT)5 30 48764997 48765026 CTATTACAACTCCCCGGCAA CAACTCGTTAGGAGACGACCT 213

Ai10B12202 Araip.B10 12202 c (CT)8aattttcgaaaatatcttccctctttttcaaagtttctttttaattaactaattattttttttatttgaattttcg(A)10102 48769521 48769622 TTTTCTTATCTTTTTCAAAACCACC GGAGCAGAGATGTGAGATGAAG 276

Ai10B12206 Araip.B10 12206 c (AC)12(AG)8 40 48801521 48801560 TTTTTGCCATGTTGTCGTGT TTTGCCTCTTTTCTCGCATT 260

Ai10B12207 Araip.B10 12207 p2 (TA)6 12 48807952 48807963 ATGTTTGCGCAGGCTTTTAG TCTGTTCCTCCGTTTTCAGG 261

Ai10B12211 Araip.B10 12211 p2 (TA)7 14 48814972 48814985 TGGAAAGCTAAATTTTGTTTAAGGA CCAAAGGCTACGCTTTTCAG 276

Ai10B12213 Araip.B10 12213 p2 (AT)6 12 48819761 48819772 AAAGGAAAAGAAAGTGGCCG AGAAATCGAGGTTGGAAGCA 279

Ai10B12214 Araip.B10 12214 p2 (TA)7 14 48839109 48839122 CGTGGGCCTTGTATGAACTT AAAAATGGATCATGTCTTGCAC 150

Ai10B12217 Araip.B10 12217 p4 (TTTA)5 20 48865191 48865210 CCATGATGGAGAAAGGGAGA AAACCACTCTTTTCATTTTTCG 130

Ai10B12219 Araip.B10 12219 p2 (CT)8 16 48885046 48885061 CGCCAAAATGGTGTAGGAAT AAGATGGGGAGGTGTGAGTG 232

Ai10B12221 Araip.B10 12221 p2 (AG)9 18 48896867 48896884 TCATTTTTGCCATGTCGTGT ACTTTGCCTCTTTTCTCGCA 249

Ai10B12222 Araip.B10 12222 p3 (ACC)5 15 48900089 48900103 GGGAGCCTCTACATCAGCAG AATGTAAATCCGCATGCTCC 245

Ai10B12223 Araip.B10 12223 c (AAC)16(AAT)5 63 48908981 48909043 TCTTAATGCAAACCAACCTGAA TTGCACTCACTCCTGATCCT 226

Ai10B12225 Araip.B10 12225 p2 (CT)6 12 48931273 48931284 TTGTTTTCTAACTTTTTCAAAACTACC GGTTCCCTTTAGGTGAGTGGA 256

Ai10B12226 Araip.B10 12226 p3 (TTC)6 18 48934978 48934995 CCCTCCCTTCCCGATATAAA GGAAAGTGCATTTGAGGCAT 253

Ai10B12228 Araip.B10 12228 p2 (TA)6 12 48940340 48940351 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai10B12229 Araip.B10 12229 p5 (GAAAA)5 25 48947424 48947448 TTGCAACAATCCACAAGCAT ATTTCTTCCTTCTCCCTCCC 262

Ai10B12231 Araip.B10 12231 p2 (TC)6 12 48958589 48958600 CCTCTCTTCTTCGTGAACGG GGTCTGAAAGGAGAATGCCA 259

Ai10B12232 Araip.B10 12232 p4 (TTCT)5 20 48958929 48958948 GTGGCTCTCCCCTATTCACA TTCACTCTTCTCTCAGCGCA 247

Ai10B12233 Araip.B10 12233 p3 (AAT)5 15 48970239 48970253 TCATAGGCGTCCCGTTATTC TCACATCTCAACCCTCCTCA 221

Ai10B12234 Araip.B10 12234 p2 (AG)6 12 48970580 48970591 TGAGGAGGGTTGAGATGTGA TTGTTTCTTAACTTTTTCAAAACTACC 280

Ai10B12237 Araip.B10 12237 p3 (TGT)5 15 48974135 48974149 ATTTGAGGGCTGCATGATCT ACAACGGAAATCAGAGGTGG 184

Ai10B12239 Araip.B10 12239 p2 (AG)18 36 48996850 48996885 AATTCCAAAACGCGAGACAG TGAAAATGTTGGATTGGGGT 219

Ai10B12240 Araip.B10 12240 c (AG)9aa(AG)10 40 48997044 48997083 CCCCAATCCAACATTTTCAC CGTTGTTGTTGCTGCTCAAT 139

Ai10B12242 Araip.B10 12242 c (T)10ctaaatttagggtttaaattgagtatctga(T)1151 48998534 48998584 TTATGTTGTTGTACCAGTTTGAATTT GCCGATCAATTTGAACAAAAA 277

Ai10B12245 Araip.B10 12245 p2 (AT)7 14 49007258 49007271 GGAAAGCCAAGGAAATAGCA AGCGAAGTAGTCCTTGGGTG 253

Ai10B12246 Araip.B10 12246 p4 (TTAT)9 36 49021909 49021944 AATTCCTTCCCCCTTTTTCA TACCAAGGGGAAGAGAGGGT 243

Ai10B12248 Araip.B10 12248 p3 (ATC)5 15 49048536 49048550 ATTTGCATGTCACTTTCGCA AAGGCTTGTTTTGGGATTCA 254

Ai10B12250 Araip.B10 12250 p3 (GTG)5 15 49058951 49058965 CACCTCCTCAGCTCCAGTTC TATCCTTCCATCCCATCAGC 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12253 Araip.B10 12253 c (A)11cactagctaactagtaccatggccatgttgtgaatgtgaactttgcctttcttgttgttg(TTC)586 49067406 49067491 TCCAAACTCCCAACAGACAA AGACGATGATGATGACGACG 199

Ai10B12254 Araip.B10 12254 c (ATTT)5ttgggtgtattgttttgatgattttgaggtaagattttaaggttgtgtgagagat(GAA)5gctgaaggggttaacattttattcattaaaagtgatgataatttatttg(T)13152 49067972 49068123 TCCACTAATGGTGTGGACATCT TCATAAACCAAACCCATAAAATG 278

Ai10B12257 Araip.B10 12257 c (A)12gg(A)10 24 49102250 49102273 TAACACCAGCCAACCATCAA AACCGTGACACTCTCCTTGG 216

Ai10B12258 Araip.B10 12258 p2 (AG)6 12 49104078 49104089 CCTCGAATTGCATTCACAAA CATCCATTCATGAGGAGGCT 225

Ai10B12259 Araip.B10 12259 p2 (AG)11 22 49109734 49109755 GAGCAAGGGAAGGTCAAGTG CATCCATTCATGAGGAGGCT 229

Ai10B12263 Araip.B10 12263 p2 (GA)6 12 49159425 49159436 GAACATGCAAGCAACCCTTT CCTTCTTTCTCACTTTTTACACCC 274

Ai10B12264 Araip.B10 12264 p3 (AAT)5 15 49167083 49167097 TTATTTTCGGCTGCCATCTC TCTCCCCTTCTCTTCTTCCA 254

Ai10B12265 Araip.B10 12265 p3 (TGT)5 15 49169008 49169022 GTTCTGGTTCTGCTGCCTGT GACTGCCTCAACCAAGGGTA 162

Ai10B12269 Araip.B10 12269 c (A)11tttagactgatatataacaaacattatagaaactatgtttatgttttataactaaaaatactt(TA)890 49199719 49199808 TCGATTTTAAAACTCTCGTTACCTG GCAACGCACTACAACATTTTT 188

Ai10B12276 Araip.B10 12276 p3 (CAA)6 18 49250805 49250822 CGAAATCACAGGCACAAGAA AGGGACCAGCTTTTGGATTT 186

Ai10B12277 Araip.B10 12277 p3 (TTC)5 15 49261537 49261551 ATATGGCCGAAACCTTACCC TAAAATATTGCTCGCCCTCG 183

Ai10B12280 Araip.B10 12280 c (TA)12(T)10 34 49296472 49296505 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 255

Ai10B12283 Araip.B10 12283 p2 (GT)21 42 49320880 49320921 AAGGGGACAAATTACCCCAA GGGCTAAGGTAAGGGTGAGG 268

Ai10B12284 Araip.B10 12284 p2 (AG)6 12 49326791 49326802 GCAATGGCAACTTAAATCAAA GGAGCTCGCATATTTTCACC 279

Ai10B12285 Araip.B10 12285 p2 (AG)6 12 49346606 49346617 GCAATGGCAACTTAAATCAAA GGAGCTCGCATATTTTCACC 279

Ai10B12289 Araip.B10 12289 p3 (TAC)15 45 49387869 49387913 TCCTCCTCCTTCTCTTTCTCTTC TTGTAGCTCTTCCCCACCAC 180

Ai10B12290 Araip.B10 12290 p2 (GT)6 12 49391928 49391939 GGCGAGAGCTTCACGTAGTC AATTTTAAAGGTTTGGCCCG 253

Ai10B12293 Araip.B10 12293 p3 (AAT)5 15 49412788 49412802 GCTGCCATCTCCTCTTCTTG TCCACTCACCTAAAGGGAACC 232

Ai10B12294 Araip.B10 12294 c (A)10ttttaataactaaataaaaaccaataacctcttaatttacg(A)12gcaaaaacaaatttataaaattctaaaa(T)10101 49420732 49420832 TGAAGCTCAAGATGAACACGA GGAAATTGCAAACGTGTGTCT 238

Ai10B12297 Araip.B10 12297 c (A)10ttaataactaaataaaaaccaataacctcttaatttacg(A)10gcaaaaacaaatttataaaaatctgaaa(T)1097 49426688 49426784 TGAAGGTCAAGATGAACACGA GTTGCCGGGAAATTACAAAC 241

Ai10B12299 Araip.B10 12299 p2 (TC)7 14 49454525 49454538 TCATTATGAAAAATGCGCGA GATTCGCCTCTCTTTTGGTG 265

Ai10B12303 Araip.B10 12303 p4 (AAAT)5 20 49473531 49473550 AGGCAATGCAAGTTCCCTTA TTCGGTTCGATTCTGACTCC 167

Ai10B12304 Araip.B10 12304 p3 (TCT)7 21 49474214 49474234 CTTGCGCATTGAACTTGAAA ATTCCCAATTTCCCCAATTC 198

Ai10B12305 Araip.B10 12305 p2 (AT)8 16 49476181 49476196 GGTTCTTCCCCCTTAACAGC GAGGAACCTTCAACATGGGA 197

Ai10B12307 Araip.B10 12307 p2 (AT)6 12 49480658 49480669 AAACAGTAACCCCAATCCCA GGATAAAGATGTTTGGCACGA 271

Ai10B12311 Araip.B10 12311 p3 (TGA)6 18 49490367 49490384 GCCAAAATATGGTTTTGGTTTC CGAACCTCCCATTTTTCTTC 275

Ai10B12312 Araip.B10 12312 p3 (GAT)7 21 49494855 49494875 CGATCAAGGGATGATTTTGG CGTTCCACAATTTTCTTCAACC 234

Ai10B12313 Araip.B10 12313 p2 (TA)7 14 49498484 49498497 CATGTTGAGCTTGCTGGAGA GACCTGCAAAACAAAGGCTG 226

Ai10B12315 Araip.B10 12315 p2 (CT)8 16 49508946 49508961 TCTTGTGAATCAAGTCATTAATTGTG TTTTGAAAAAGGGGGAAGAT 273

Ai10B12316 Araip.B10 12316 p2 (CT)6 12 49509191 49509202 AACATCTCTCCCTCACCCAC TGCCTTTTTCTCTGTCCCTG 175

Ai10B12317 Araip.B10 12317 p3 (TAT)5 15 49509933 49509947 GGGATCCCTATACTGTGGTATAAA CCAAGCATCTTCCTTGCATT 250

Ai10B12318 Araip.B10 12318 p3 (AGA)5 15 49520237 49520251 CATACGGGGAGTATGAGGGA AGCCTCTGGCTCAAGTGTGT 259

Ai10B12319 Araip.B10 12319 p2 (TA)8 16 49520946 49520961 GGAGGATTCGCTATTTTGGG GGCTAGCTATTCACATCATCCA 271

Ai10B12321 Araip.B10 12321 p2 (AG)9 18 49527552 49527569 GGCCAAAATTGTGTTGGATT TTGCCGAAGGGATTTTGTAG 256



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12323 Araip.B10 12323 c (GA)6a(AG)10gataggggagaaagagagagca(AG)8gggaaggggg(GA)8atagggggagggagagaaagagagagagaa(AG)6139 49546139 49546277 CCAAGATGCTCTGGCATCAG TTTTCACATCTTCTCTCTCCCA 231

Ai10B12324 Araip.B10 12324 p2 (TG)12 24 49557256 49557279 GCAAAGTTTGGTCTTTGGGA TGTCGACTCAACCTGCAAAG 190

Ai10B12325 Araip.B10 12325 p2 (TG)17 34 49557526 49557559 TTGCAGGTTGAGTCGACAAC CTAGGCCGGCCAGAGAATA 277

Ai10B12326 Araip.B10 12326 p5 (AAAAT)5 25 49571868 49571892 CCATGATGGAGAAAGGGAGA CGAAAATCCTTATCCCTTATTTTTC 209

Ai10B12334 Araip.B10 12334 p3 (ACA)5 15 49604971 49604985 AAAGCGGCAATTACAACCAC TTGGGATTGCCTTAGGTGAG 173

Ai10B12338 Araip.B10 12338 p2 (AT)9 18 49644183 49644200 TCCAAAATTGTGGCAAATTACTC CACCACTTTTCTCAACTCTCACA 258

Ai10B12342 Araip.B10 12342 p2 (AT)8 16 49663458 49663473 TCCCTTTTTCAATCAAAACACA GACCGGTGTTTGCACTTATG 278

Ai10B12343 Araip.B10 12343 p2 (AT)9 18 49667798 49667815 CCATTAATTTTCTAATCACAGCCA CGAGGACGATGCTCAATTCT 269

Ai10B12346 Araip.B10 12346 p2 (GC)6 12 49686287 49686298 ACAAGTTGAATTTGGGCCTG CGCAAAAGTGGTTTCTCACA 179

Ai10B12348 Araip.B10 12348 p3 (GAA)5 15 49698966 49698980 TCTTCCCCTTCCCCTTTCTA GCCAAACCACATCACCTTCT 184

Ai10B12349 Araip.B10 12349 c (T)10cgaaaacaaaag(A)1032 49703842 49703873 GGAAGCCTCAGTCCAAATGA AACGGTTCATCCTGTTGCTC 240

Ai10B12351 Araip.B10 12351 c (AT)8aataaataaaaaaag(A)1041 49716736 49716776 TGTGGAGAAATTGGGATTGA TAGGGCATTTTGTCCCCTTT 234

Ai10B12352 Araip.B10 12352 p2 (AC)14 28 49724454 49724481 GCCCAGAAAAACCCTCATTT GGAGCTCCGGATCAAAAGTT 174

Ai10B12353 Araip.B10 12353 p2 (TA)8 16 49727345 49727360 TTTCAGATGCAGGACGTGAG TATCAAGACTCGGGACTCGG 264

Ai10B12357 Araip.B10 12357 p2 (TC)6 12 49753775 49753786 TTTTTGGTTTGATTTTAAAAGTCTTC GGGTTCGAATTTTGAGTGGA 268

Ai10B12360 Araip.B10 12360 p2 (AT)15 30 49786750 49786779 GCATTGCATTGCATGAGA TGGTTTATCAACCTCTCCACA 196

Ai10B12362 Araip.B10 12362 p3 (AAG)5 15 49793631 49793645 CGGTCTTAGGTGCCATCAAT CCATCCCTCCTTCATTTTCA 204

Ai10B12365 Araip.B10 12365 p2 (TG)6 12 49801749 49801760 AGTGTGCGCATGCATAGAAG GACTTTTTGAAACCGTGCGT 257

Ai10B12367 Araip.B10 12367 p3 (TCT)5 15 49805485 49805499 GTCCGAGGTTCAGGTATGGA TGGAAGGTGAACCAACAACA 238

Ai10B12368 Araip.B10 12368 p3 (ACA)5 15 49806761 49806775 GCCAAACGACCAAATTTTCA TCCATATGTCACAGGCAGGA 269

Ai10B12375 Araip.B10 12375 p2 (AT)11 22 49889330 49889351 TTGATTTTGGGAGAGTTGGG TACTTTGGGGCATTTTGTCC 253

Ai10B12378 Araip.B10 12378 p3 (CTT)6 18 49905362 49905379 CAGAAAGGGGACTTTTTGACA AGCTCCTCCCCCTAATGAAA 237

Ai10B12380 Araip.B10 12380 c (A)11gatatattc(A)1232 49914867 49914898 TGATGTGGTGGCAATGCTAT CACCCTTGCCTTTTGGTTTA 275

Ai10B12384 Araip.B10 12384 p2 (TA)7 14 49956410 49956423 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 269

Ai10B12389 Araip.B10 12389 p2 (AG)6 12 49999932 49999943 TGGGTAAAAGGTGATAAAATCCC TTGAACCTGGAATTGGGAAG 211

Ai10B12390 Araip.B10 12390 p2 (CT)6 12 50028855 50028866 CATTTTGGGCAATAACAGGG AAGAAAGCAACACCGGAAGA 267

Ai10B12391 Araip.B10 12391 c (A)10g(A)13 24 50048176 50048199 GGTGTTCACCAAACCTGGAT GTGAACCGTGACACTTCCCT 202

Ai10B12393 Araip.B10 12393 c (A)11ttaagtaattaaataaggggatac(A)1045 50055689 50055733 TGGGGAATTTTATGGGAACA TCTTTTTATTTTGCATTTGGGG 236

Ai10B12397 Araip.B10 12397 p2 (CT)6 12 50086468 50086479 TAACACCAGGATTGGCAACA ATAGGTGAGGGGTTTTTGGG 178

Ai10B12398 Araip.B10 12398 p4 (TAAA)6 24 50095962 50095985 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 246

Ai10B12401 Araip.B10 12401 p3 (AGA)6 18 50106248 50106265 AGCCCAAAACGAGTTTGATG CCCTCCTCTCTTCTTTCCCA 252

Ai10B12404 Araip.B10 12404 c (A)10cttgtgcataacaaagtaaaagtaaaagagtaaataaaggatgccatatttg(A)1072 50110799 50110870 TGGGGAAAGTTTAGGAAGCA CAATGCAACCTTCTCACCAA 244

Ai10B12405 Araip.B10 12405 p2 (AT)6 12 50120635 50120646 ACGACAAGGATTTGGGAGAT CAGAAAATTGGTAGGGGATCA 168

Ai10B12409 Araip.B10 12409 c (A)10ggggcaaaaag(A)1031 50159775 50159805 TGCTGGCTCTTGAAAGAATG GGCTTTTTCCTCTTGCCTTT 208
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Ai10B12415 Araip.B10 12415 p2 (TC)9 18 50215872 50215889 TCTCTCTCCAATTTTCAAAAATCAC TCGAACACAGATAGGGGGAG 271

Ai10B12419 Araip.B10 12419 p2 (TA)6 12 50238796 50238807 CCCATCTCAGTTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai10B12420 Araip.B10 12420 p2 (TA)7 14 50249021 50249034 TACTTTGGGGCATTTTGTCC TGTGGGAAATTAGGTTTGGAA 230

Ai10B12426 Araip.B10 12426 p3 (GAA)5 15 50286972 50286986 CCAATTTCAACAACAATTGCC CCCAAATTGCTAACCCAAAA 257

Ai10B12431 Araip.B10 12431 p2 (CA)12 24 50296057 50296080 CGAGGGAGGAAGGAAGGATA TAGTGATGACGACTGGCTCG 229

Ai10B12433 Araip.B10 12433 p3 (AAT)6 18 50311488 50311505 GCTGCCATCTCCTCTTCTTG CTTCCACTCACACAGGGACC 234

Ai10B12434 Araip.B10 12434 p2 (AG)6 12 50311813 50311824 GGAGCAGAGATGTGAGATGAAG TTTTTGTTTGTTTCTTACCTTTTTCA 278

Ai10B12435 Araip.B10 12435 p2 (AC)12 24 50321814 50321837 CATCATGCTAGCACCCACTC GCTGAGGAGAGCGCTAAAGA 276

Ai10B12436 Araip.B10 12436 c (T)10c(T)10 21 50324343 50324363 TTCACTTGACACCTTCACGC AGTGAAAAGCTTGCGGAAAA 252

Ai10B12445 Araip.B10 12445 c (AC)6aacacaaacacacatgcaccaccactggcgctctccctagcgcttgcaccagcgctcaccagggagtgccacaca(AC)699 50385837 50385935 CCTTAGCACTTGCATCAGCA TGTGAGATGGGGTCAAGTCA 255

Ai10B12446 Araip.B10 12446 p2 (TA)6 12 50389714 50389725 TGGTTTATCAACCTCCCCAC GCCCTTGCTTGTGCATAAAT 235

Ai10B12448 Araip.B10 12448 p3 (AAG)5 15 50394121 50394135 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai10B12455 Araip.B10 12455 c (AC)14tcacactaggcacagcgcttgtgccagcgctcgtgccagtactctcaccagcgctcactcaagagcgctat(AC)7113 50409494 50409606 TCAAGCCTCATGTCAAGCAC CTGGTAAGAGCACTGGCACA 243

Ai10B12456 Araip.B10 12456 p2 (AC)6 12 50418974 50418985 TAGAGAGCGCCACAACACAC GGGGAGAGCACTAGCATGAG 243

Ai10B12457 Araip.B10 12457 p2 (TA)7 14 50424983 50424996 TAGTTAACCGTGGGCCTTGT AAGAATGGATCATGTCTTGCAC 152

Ai10B12461 Araip.B10 12461 p2 (CT)6 12 50468633 50468644 CATTGAACCTTGAATTGAGAAGG AAAATCCAATCCACGCTCAC 279

Ai10B12463 Araip.B10 12463 p3 (AAT)6 18 50477295 50477312 CAGGTTCTGGATCTGCTTCC GCCTCCTCACAGTTGTGTTTC 197

Ai10B12464 Araip.B10 12464 p2 (AG)6 12 50477659 50477670 GAAATTTTGAAAAAGAGGGAAGA TCTTGTGATTTCTTGTGAATCAA 279

Ai10B12466 Araip.B10 12466 p2 (AT)8 16 50486028 50486043 GTCCCAACCTATGAAGCCAA CCTCACTAGGCGTCTGGAGT 246

Ai10B12467 Araip.B10 12467 c (ATAC)5(AT)35 90 50489330 50489419 CAACATATCACCACCCAAACC TGATGATGAGCATGATTGATGA 258

Ai10B12468 Araip.B10 12468 c (C)10tcc(CT)8 29 50494621 50494649 AGCAACATTCCATCCCTACG GGTGTGGTGTGGTGTGGTAA 210

Ai10B12470 Araip.B10 12470 c (A)10ttattttatttaatatttactaattgttataaaatattaaaaaaataaattctgattatttttaattaattattttttattaccaaacatttctaat(A)10117 50496225 50496341 TGATGGGGAGGATATTCCAA TTGGCTGTTTCCTTTTCAGC 252

Ai10B12471 Araip.B10 12471 c (CT)6cccc(CT)10 36 50496923 50496958 TTTGCAACCTCAATTTCGTG TTGCCAGAAAGAATCGAACC 272

Ai10B12472 Araip.B10 12472 p2 (AG)8 16 50498159 50498174 AAGCTAACGGAACACAGCGT TCACTCAAACCCCCACTCTC 145

Ai10B12473 Araip.B10 12473 p3 (TAT)5 15 50516770 50516784 TTGTCATTAATATGGCAGGGG TTTGTGTTATTGTGTTCAGGGTG 229

Ai10B12474 Araip.B10 12474 p3 (TAT)21 63 50517824 50517886 CTCTGTCCTTTAGCATGGGTG AACGACATGACCGTCAACAT 268

Ai10B12475 Araip.B10 12475 c (GT)6gattgtataatagctcactttagtgaat(A)1050 50530541 50530590 TTGTCCCCTGCATTTTCAAT TGTTCTGCCACTCTTTGGCT 280

Ai10B12483 Araip.B10 12483 p2 (AG)6 12 50598279 50598290 AAATTGCAGAAAATGCTGGG CGAACATTGAACCTGGAATTG 231

Ai10B12485 Araip.B10 12485 p2 (AC)6 12 50642752 50642763 CAAAAACAAGGAAGCGTGAA TGGTTGCCCTTACCCTACAA 235

Ai10B12487 Araip.B10 12487 p2 (CT)6 12 50678637 50678648 CCACTTGGTGCATGAATGAG TGGTCATTATGGGTGGGTTT 253

Ai10B12488 Araip.B10 12488 c (A)10gaag(A)10gaagcgaaaaaa(AAT)551 50679593 50679643 AGCAAGAAAAAGCAGCGAAA ATGCCACAAGCACATGGTTA 260

Ai10B12489 Araip.B10 12489 p4 (AAAT)6 24 50682192 50682215 TGGAATGTTGGCTCTTGAAA TTACGCTTGCCTTTTGGTTT 280

Ai10B12494 Araip.B10 12494 p2 (CT)6 12 50732450 50732461 GGAACATTGAACTTGGAATTGA AGGCTGGAGAATGAGGGAAT 163

Ai10B12499 Araip.B10 12499 p2 (CT)6 12 50768622 50768633 CCTTCTCCCTTCTTCTTCCAA TTGCAACAATCCACAAGCAT 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12501 Araip.B10 12501 p2 (CT)7 14 50777935 50777948 CGCCAGAAGCATAATATGGG GAACCGTGGTAATGGAGGTG 259

Ai10B12505 Araip.B10 12505 p3 (AAT)7 21 50831206 50831226 TTGACAAGCCAAGACTACTGTC TTGCTTTATGGGCTTGCTCT 260

Ai10B12506 Araip.B10 12506 p2 (GC)6 12 50842049 50842060 TAAAACCCGAGAGTTGTGCC GGAGAAAAACAGGGTGCAAA 250

Ai10B12508 Araip.B10 12508 p2 (AT)15 30 50843875 50843904 TTCATGCACCATATGTAAAACCA CACTCAATTCTCCTCTAATCATGC 280

Ai10B12512 Araip.B10 12512 c (TCT)30(CCT)7 111 50896701 50896811 ATCACTTACGCTCTCTCGGC GCTCCAAACCTTAACAATGGA 222

Ai10B12515 Araip.B10 12515 p2 (TA)10 20 50913671 50913690 TTGTCAAAACACTCTTCTTTCTTTT TTGATCAAAATCTCGTACTGATAACAT 240

Ai10B12517 Araip.B10 12517 p2 (CT)6 12 50919716 50919727 TTTGTTTGTTTCTGAACTTTTTCAA GAGGGGGAAGTGAATTTTCG 226

Ai10B12521 Araip.B10 12521 c (T)10cgccattcttcttttc(T)1036 50940668 50940703 TGGCTTTTTCTGCTTGCTTT TGAATGCTTGAGCAGTGCATA 234

Ai10B12525 Araip.B10 12525 p3 (AAG)6 18 50973967 50973984 CCCTAATGAAGGTGGGGTTT ACTGCATCTCACCCGTCTTC 173

Ai10B12526 Araip.B10 12526 p2 (CT)6 12 50979282 50979293 TCTTGTGATTTCTTGTGAATCAA GAAAAAGAGGGAAGCTATTTTCG 268

Ai10B12527 Araip.B10 12527 p3 (TAT)5 15 50979627 50979641 TCACATCTCTGCCATCCTCA GTTCTTGTCCTTGCTCCTGC 176

Ai10B12528 Araip.B10 12528 p3 (TTC)5 15 50981774 50981788 TCTCAGAATCTGTGGACCCC CGTCCTCGAGCAAAAGAAGA 232

Ai10B12529 Araip.B10 12529 c (A)10ggcaaaaaaaaatatag(A)1037 50982288 50982324 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 225

Ai10B12531 Araip.B10 12531 c (A)10tttcgatctaaaatcataagaaccaaaatcatacctaatcc(A)12tgaatacaataagaattaatgagttaggaattcttttagtaaaaaatttaatattatgttatga(T)10137 50996473 50996609 TCTGTCCAAAAGAATGATTTGA TGAGTTGGTGATGATGATGTGA 258

Ai10B12532 Araip.B10 12532 p3 (TTA)8 24 50997007 50997030 TGGACCACATAGCAGCTGAG TTTGGTGGTTAACCCTCTGG 270

Ai10B12535 Araip.B10 12535 p3 (TCT)6 18 50999296 50999313 TCAGACTCTAGCAGGCAGCA CTGAAGGAACGGGAAGACAG 241

Ai10B12538 Araip.B10 12538 p2 (GA)8 16 51011958 51011973 TGAAGCAGACGGTTCTGTTG ATTAAGCCAGGTGTGTCGCT 225

Ai10B12541 Araip.B10 12541 p2 (CT)7 14 51038803 51038816 GCGAGTTACCGTCGGATTTA GTTGGAATTGAAAAGAGCGG 248

Ai10B12548 Araip.B10 12548 c (AACT)5ttttgtttcttaactttttcaaaactacctaactaa(CT)668 51071699 51071766 TCTTGTGATTTCTTATGAATCAAGTC TTTTGAAAAAGGGGGAAGAT 280

Ai10B12549 Araip.B10 12549 p2 (TC)6 12 51073639 51073650 TGTGGACCCCACAGGATTAT AGGAGATGGATGGGAGTGTG 233

Ai10B12553 Araip.B10 12553 p3 (GAA)5 15 51079161 51079175 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 165

Ai10B12555 Araip.B10 12555 p2 (AG)6 12 51089412 51089423 GTGCACTTGCCGGTTAGATT TTTCTTATCTTTTTCAAAACCACC 200

Ai10B12556 Araip.B10 12556 p2 (AC)6 12 51133086 51133097 GGGGCTAAGGTAAGGGTGAG GGGGACAAAATTACCCCAAT 235

Ai10B12557 Araip.B10 12557 p4 (TTTA)6 24 51133275 51133298 TTGGGGTAATTTTGTCCCCT TGTGGGACTTGGATTGATGA 210

Ai10B12559 Araip.B10 12559 c (A)10ttatgatatataaagaaagtatttt(A)1045 51155331 51155375 GCCAAAGGCAAAAATTGTCA TGGTAACACTATGTTTATCATGGATT 210

Ai10B12561 Araip.B10 12561 c (T)10gtatactatagctactgtatataagtgtagccttaggtccctcattg(T)10attttc(TA)889 51168124 51168212 ACGCTTTTCAACGCTACTGC CAATTCATTCAAATAAAAATGCAAA 267

Ai10B12563 Araip.B10 12563 c (A)11ggc(A)12 26 51179240 51179265 TGAGTGCTTGAACAGTGCAT TGGATCCGTTTTACCCTTGA 262

Ai10B12564 Araip.B10 12564 p5 (AAGAT)5 25 51194562 51194586 AGAGTTCGGTCGAATCGCTA CCTGGGTGCTCCAGTGTATT 184

Ai10B12565 Araip.B10 12565 p2 (CT)6 12 51204970 51204981 GGGTGTTTAACGCCAGAAAA GAGGTGATTGGTGAATGGGT 246

Ai10B12568 Araip.B10 12568 p3 (CAT)6 18 51213665 51213682 TTGGAAAAGTCAGAGCAGCA TATGGCGAGTTATTGGAGGC 274

Ai10B12569 Araip.B10 12569 p3 (CAA)5 15 51220837 51220851 TGGGAAGAGCAGAAAGAGGA AAGGTGATGAGCTGTGGCTT 250

Ai10B12573 Araip.B10 12573 c (T)10ctttctgtttctcttcttttttgtttc(T)1148 51282228 51282275 TTGATACCTTCACGCCACAA AAAGGCAGTGAAAAGCTTGC 262

Ai10B12574 Araip.B10 12574 p2 (CA)6 12 51285006 51285017 TGCCACTCTTTGGCTATTTCT TGCTTTGTCCCCTTCATTTT 278

Ai10B12579 Araip.B10 12579 p2 (AG)6 12 51310481 51310492 TGGGGAATTTTATGGGAACA TTGTCCCATGTGCATTGATT 232



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12580 Araip.B10 12580 p2 (TA)11 22 51310699 51310720 ATCAATGCACATGGGACAAA AATGGGCCTGAGGTAAAGGT 218

Ai10B12581 Araip.B10 12581 c (A)12ttttcaaaaatctttcaaaaattcttcctttgttttcg(A)1161 51318701 51318761 GGGAATTGTTCGAGTTTGGA CAGGCTTCAACATGCTCCAT 229

Ai10B12582 Araip.B10 12582 p3 (TCT)5 15 51320915 51320929 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai10B12592 Araip.B10 12592 p2 (AT)6 12 51453499 51453510 TTAAGTGTGGGGAGGTCGTC CAAATCAATTGGATGTCAATGC 224

Ai10B12596 Araip.B10 12596 p4 (TATT)6 24 51472432 51472455 CCCATAATCCCCTTTTTCATC CGGAATTTGGGTGCATACTC 242

Ai10B12598 Araip.B10 12598 c (A)10gagaagaagaaattaaacaacaacaataacaatatta(AGG)562 51475138 51475199 TACTGGTTGGGGGAAGAAGA TGCGTTCTTTTCTTTCGGAT 250

Ai10B12599 Araip.B10 12599 p2 (TG)6 12 51475831 51475842 AACCATCCATTGAGGAGGTG TACCGGCACTCGGACTTACT 219

Ai10B12603 Araip.B10 12603 p2 (AG)7 14 51517170 51517183 AAACCTGGATTGAGAGACACTCTT TTTACAGAATACGCCCCCAG 229

Ai10B12605 Araip.B10 12605 p2 (AT)8 16 51518649 51518664 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 274

Ai10B12608 Araip.B10 12608 p2 (AG)7 14 51525923 51525936 AACAGTCTGCAACATGGAAGAA AGGAGAGCTCGCAATTTTTG 236

Ai10B12610 Araip.B10 12610 p2 (TA)7 14 51535533 51535546 CGCACAATTCCATCACAACT AGTGATGGGTGGGAGACAAC 280

Ai10B12616 Araip.B10 12616 p2 (TG)6 12 51558495 51558506 CTTCTTCTTCCCGTTCTCCC TCAATTCGAGGAACCCTCAC 251

Ai10B12617 Araip.B10 12617 p3 (TTC)5 15 51570982 51570996 CTCTTTCCCCTCTCCTCTCC ATCCCCACTTTTAACACCCA 249

Ai10B12620 Araip.B10 12620 p2 (TA)7 14 51574370 51574383 AGAGTGCAAACACTTCCGGT TGCAACTAGGGTGTATGCCA 220

Ai10B12624 Araip.B10 12624 p3 (GAA)5 15 51604750 51604764 CGGTCTTAGGTGCCATCAAT CCTCTCTCCCTCTCCTCCAT 141

Ai10B12629 Araip.B10 12629 p3 (TTG)10 30 51628758 51628787 CATTGGGGTCATGTATGGTG ACATACGGACACGACAACCA 251

Ai10B12631 Araip.B10 12631 c (TTA)7tatgtcactctcaattttatttttcttttattattacgcttattata(ATC)5atatgaacaaaaattatttaattttttatatcaatctcctttgttattaacatttttatgtttttgaagctttttaa(T)10170 51629741 51629910 CAACCTCCGTCCCTAGGTCT TCCAATAACATTACCCATGCC 280

Ai10B12632 Araip.B10 12632 p2 (TA)13 26 51644781 51644806 GGTTTATCAACCTCCCCACA TTTCTTTCCCATCTCATTTGC 278

Ai10B12634 Araip.B10 12634 p2 (AG)6 12 51648668 51648679 GCAATGGCAACTTAAATCAAGA CGCATATTTTCACCTTTCAATG 279

Ai10B12635 Araip.B10 12635 p3 (GAA)5 15 51652310 51652324 CGGTCTTAGGTGCCATCAAT CCTCTATTCCCCTTCTTGGC 172

Ai10B12636 Araip.B10 12636 p3 (TTC)7 21 51674245 51674265 TACCTTCTCCACCCCACAAG GTCTCTAACCTTGGGTGCCA 186

Ai10B12639 Araip.B10 12639 c (T)11atgttgtgctgaccctcattctttaaatgacgctatcccgaggaaagccgtaatagcctcatcttcggcaggctactccgg(T)10102 51680637 51680738 CCTCCACCTCACTTCCAATC TGTCCTCCTCAGGATAGCGT 247

Ai10B12641 Araip.B10 12641 c (T)13acgttgtgctcaccctcgttctttaaatgacgctatcccgaggagggcgagccgtaatggcctcatcttcggcaggttcctccgattttttttcggta(T)11122 51690486 51690607 TTTTCCACCCATCAGAGGAC TCCTTGGGATAGCGTCATTT 259

Ai10B12643 Araip.B10 12643 c (T)11acgttgtactgaccatcgttctttaaatgacgctatcctgaggaggacaactaaaggcaagccgtaatggcctcatcttcggcaggctcctccg(T)10ctgg(T)10129 51690840 51690968 ACACCTAAAGGCAAGCCGTA TGTCCTCCTCGAGATAGCGT 243

Ai10B12648 Araip.B10 12648 c (T)12gtttttttg(T)10 31 51693967 51693997 GACGCAATCTCGAAGAGGAC GAACGAATGTCAGCACAACG 154

Ai10B12657 Araip.B10 12657 c (T)10g(T)17 28 51696580 51696607 AGCCGTAAAGGCCTCATCTT CCTCGGGTTAGCGTCATTTA 234

Ai10B12658 Araip.B10 12658 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatcctgaggaagacacctaaaggcgagccgtaatggcctcatgttcggcaggctcctccg(T)10c(T)10125 51696809 51696933 CACCTCAAGGAAAGCCGTAA ACAGAAGATCCTGCCGAAGA 268

Ai10B12664 Araip.B10 12664 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51706460 51706574 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209

Ai10B12665 Araip.B10 12665 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51706689 51706803 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209

Ai10B12666 Araip.B10 12666 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51706918 51707032 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209

Ai10B12667 Araip.B10 12667 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51707147 51707261 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209

Ai10B12668 Araip.B10 12668 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51707376 51707490 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209

Ai10B12669 Araip.B10 12669 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51707605 51707719 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209

Ai10B12670 Araip.B10 12670 c (T)10acgttgtgctgaccctcgttctttaaatgacgctatctcgaggaggacacctaaaggcgagccgtaatggcctcatcttcggcaggctcctccgg(T)10115 51707834 51707948 AGGAGACCTAAAGGCGAACC AAAACGAGGGTCAGCACAAC 209



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12679 Araip.B10 12679 p2 (CT)6 12 51741983 51741994 CGCCAATTTCCACTTCTCAT CCTGGATCGAGAGTTACTCCTAA 117

Ai10B12684 Araip.B10 12684 p2 (CT)6 12 51759655 51759666 AGGAGCTTTGAACGCATTGT GAAAAAGGGGAGGTATTTTCG 182

Ai10B12685 Araip.B10 12685 p3 (TAT)5 15 51759993 51760007 TCACATCCTTTATCTCCCCC TTATTTTCGGCTGCCATCTC 266

Ai10B12687 Araip.B10 12687 p2 (CT)6 12 51775111 51775122 CGCCAATTTCCACTTCTCAT AGAAACATGAAACCTGGATCG 129

Ai10B12688 Araip.B10 12688 p2 (TA)11 22 51786305 51786326 CCGTGCAATGCTTAAGTGTG GGACCAAAATTGAACTAGGTGC 259

Ai10B12690 Araip.B10 12690 c (CA)7accaaacttaccaatgtttcttatgcaaccaatcaac(CA)21g(AT)12118 51799427 51799544 TTGCTTGTTTCTCAAGCCCT TTCAGCAAAGGCAAAAGGTT 269

Ai10B12694 Araip.B10 12694 p3 (ATT)5 15 51826512 51826526 CCAAGGGCAGAGAAATGAAC GCATTACCCAATGCACTGTT 182

Ai10B12695 Araip.B10 12695 p3 (ATA)5 15 51828325 51828339 GGCTTGTTCATGGTCAGGTT CAATCTCAATTATTTGTGCCACC 253

Ai10B12699 Araip.B10 12699 p2 (GA)6 12 51832411 51832422 CCTTTTCCCTTCACGTAGCA ACGCAACTGACAGTGACGAC 142

Ai10B12703 Araip.B10 12703 c (TC)7ctccat(TTC)535 51875435 51875469 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 214

Ai10B12707 Araip.B10 12707 p5 (AAAAT)8 40 51920012 51920051 CGGGGATTGTTCGAGTTTAG TGGAAACCTCAGTCCAAAGG 267

Ai10B12708 Araip.B10 12708 c (T)11caaaaatttttc(A)1235 51927046 51927080 TGCCTGAGATCACAATTTCG AGCCAGTCAGGCTTCAACAT 245

Ai10B12709 Araip.B10 12709 p3 (TTC)5 15 51931943 51931957 TTCTTGGCCGAATACACCTC GCTTTTGTCTTCCCTTTCCC 198

Ai10B12710 Araip.B10 12710 p3 (TCT)6 18 51951443 51951460 GAAAAAGAAGCAAAAAGAGCACA AATGGAGAAGGCTCGTGAGA 202

Ai10B12711 Araip.B10 12711 p3 (CTT)5 15 51951757 51951771 ACCCATCTCCTGCTTCTCAA TTCAACAACAGCAATGTTCCA 254

Ai10B12712 Araip.B10 12712 p3 (TGA)5 15 51951873 51951887 CGCCCCTTCTTCTTCTTCTT CAACATCACCATCGTCATCC 269

Ai10B12713 Araip.B10 12713 c (TGA)8tggtggtgggtggtggcgggt(GTG)766 51952033 51952098 GGATGACGATGGTGATGTTG TCCCCAAAATTATGCAAAGC 135

Ai10B12717 Araip.B10 12717 p4 (CTTT)11 44 51978570 51978613 GCACTCCCTCTCCTCTCCTT CACCCCCTTTTACCCAAAAT 183

Ai10B12719 Araip.B10 12719 p2 (AT)7 14 51992545 51992558 TCCTCTGTACGTGAATCCCC AACTCCCCGTGTTTCCCTAT 135

Ai10B12720 Araip.B10 12720 p2 (TA)8 16 52001316 52001331 GGGCACCAATTGATTTGAGTA CCACACCATTAGGCTCAAAA 125

Ai10B12727 Araip.B10 12727 p2 (CT)6 12 52049849 52049860 TTTCTTATCTTTTTCAAAACCACC GAGGGGGAAGTGAATTTTCG 208

Ai10B12732 Araip.B10 12732 p3 (TCA)5 15 52080353 52080367 ATCATAAGGGGCCCAAATTC GTGGAGGATGGCAAGATTGT 250

Ai10B12733 Araip.B10 12733 p4 (TTCT)6 24 52093575 52093598 ATCGGCCTTCTCTTCCTCTC CGTCACACCTCATTTTCCCT 140

Ai10B12734 Araip.B10 12734 p3 (AGA)5 15 52095818 52095832 CTCTTCCAAGGTTCCCATGA AGGTGACTCCACTCCCCTTT 275

Ai10B12735 Araip.B10 12735 p2 (TA)6 12 52106754 52106765 TATCGCTTCGTGAGTGTTGC TCGATAAGGACGATTCTTGG 204

Ai10B12741 Araip.B10 12741 p2 (GC)6 12 52140102 52140113 GCCAAAAATCCGAGAGTCAG GACTTCTCATAGCCCCATCG 152

Ai10B12742 Araip.B10 12742 c (CG)6ccactgacgcgcacgcgccctcagctagtaccttcaccgacgcgtcagcgcaccgt(GC)680 52140356 52140435 CGGGTTTATGCCACTTTTGT AGTGGAACAGCGCGAAGTAT 160

Ai10B12745 Araip.B10 12745 p3 (TGG)6 18 52153134 52153151 TTGTTGGTTTTGTTGAATCTGG CGTGAAAATCAAAACCGTCC 247

Ai10B12746 Araip.B10 12746 p3 (TGG)5 15 52156886 52156900 TGAAGTAGGCACGAGGTTGA CAGTGCCAATTATGTGGTCG 171

Ai10B12749 Araip.B10 12749 p3 (CTT)5 15 52165981 52165995 AATGCTGCTCCTCATCATCC TCAGGAAGTCCTCACAGCAA 172

Ai10B12750 Araip.B10 12750 p3 (AGA)5 15 52171739 52171753 TATCTGAGCTTGAGCAGGGG ACCAACCGTTGCATTCTTTC 266

Ai10B12760 Araip.B10 12760 p2 (AT)8 16 52258075 52258090 CCAATGCCTATAGTTTGCATC GCATGAAAAATGCAGAATGC 274

Ai10B12761 Araip.B10 12761 p2 (CT)6 12 52258940 52258951 CCCCTTCCTTCCTTCTTCAT TTGAACATACAAGCAACCCTTTT 272

Ai10B12762 Araip.B10 12762 p2 (AT)17 34 52261871 52261904 TGTTAGGCAAAAGCTTGGGT TTGTAATGGGGCCAAGGTAA 118
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Ai10B12764 Araip.B10 12764 p3 (TTC)6 18 52270824 52270841 ATATGGCCGAACCTTAACCC AGGATTCTCCGGTCTTGGTT 256

Ai10B12765 Araip.B10 12765 p2 (AC)6 12 52283440 52283451 AGCATGTACCCAATTCCCAA CATTGTTAGCCAATTTGAGCC 219

Ai10B12767 Araip.B10 12767 p2 (CT)6 12 52292023 52292034 TCACCTGAACTAAAGCGCAA GAAAAGGAAAGAGGGAGGAAGA 233

Ai10B12769 Araip.B10 12769 p2 (AT)16 32 52294623 52294654 TGGAAAATTGTGGGAACAAA CTCAATTCAGCATTGGGATAA 213

Ai10B12772 Araip.B10 12772 p3 (AAT)5 15 52310349 52310363 CAGGTTTTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 204

Ai10B12773 Araip.B10 12773 p2 (GA)6 12 52310684 52310695 GGATGGGAGAGGGAGATTTT TTGATTTTCAAATTTGTTTCAACT 261

Ai10B12774 Araip.B10 12774 p2 (GA)7 14 52313000 52313013 TTGCCAAACAAGTCCTTAACAA TCTTCCCCTTTCCTTCCTTC 266

Ai10B12775 Araip.B10 12775 p4 (TTAT)5 20 52313680 52313699 GCTCTCGCGTGACTTTCTGT CCCACCATGGTATGATCGTT 222

Ai10B12778 Araip.B10 12778 p2 (CT)6 12 52327019 52327030 GAAAACCTCCCCCTCTCATC GCCCAGGTATAGAGGTTCCC 174

Ai10B12779 Araip.B10 12779 p3 (TTC)5 15 52332789 52332803 ACACAACCCTCTCTTCCCCT CCGGTCTTAGGTTCCATCAA 184

Ai10B12783 Araip.B10 12783 p3 (TTG)5 15 52352663 52352677 TTTGGGTCTTCAAGTGGTCC GGCTGTTGTTGGAGAGGAAG 273

Ai10B12786 Araip.B10 12786 p3 (GAA)5 15 52433574 52433588 CCCTCGAGCAAGAGAAGAAA ACCCTAAATGGCCGAACTTT 171

Ai10B12788 Araip.B10 12788 p3 (AAT)5 15 52443326 52443340 TTCTTGTCCTTGCTCCTGCT TCACATCTCTGCCATCCTCA 174

Ai10B12789 Araip.B10 12789 p2 (GA)6 12 52443657 52443668 GGGAGAGGGAGAATTTTCAA TGGTTTTCAAAATTTGTTTCAACT 253

Ai10B12793 Araip.B10 12793 p3 (AGA)6 18 52486847 52486864 TCTTCCCCTTCCCCTTTCTA CTCTACACTCCTCTTGGCCG 200

Ai10B12794 Araip.B10 12794 p3 (AAT)6 18 52488170 52488187 CAGGTTCTGGATCTGCTTCC TCACATCTCTGCCATCCTCA 204

Ai10B12796 Araip.B10 12796 p4 (TTTC)5 20 52492445 52492464 GAACTCCGGAGGGAGAAGTC AAAAACCACTCACTTTACACCAA 275

Ai10B12799 Araip.B10 12799 p2 (TC)14 28 52523218 52523245 GACCGCGTCAATCAGTATCA GAAAACCTTGTTAATGGGGGA 257

Ai10B12801 Araip.B10 12801 p3 (AGA)6 18 52535897 52535914 TCTTCCCCTTCCCCTTTCTA GCCCTCCATTCTTCATCAAA 236

Ai10B12802 Araip.B10 12802 p3 (AAT)5 15 52539096 52539110 AGGTTCTGGATCTGCTTCCA TCGAAAATTCTCCCTCTCCC 262

Ai10B12803 Araip.B10 12803 p2 (AG)6 12 52539438 52539449 AATGAGATGGGAGAGGGAGAA TCCTTTCAAAATTTGTTTCAACT 270

Ai10B12806 Araip.B10 12806 p2 (AT)9 18 52549771 52549788 GAAATTTGTGGGAACATGGG TCACATATGCATTGGGGTTTT 222

Ai10B12807 Araip.B10 12807 p3 (GAA)5 15 52551768 52551782 CCGACTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 206

Ai10B12808 Araip.B10 12808 p2 (AT)8 16 52584064 52584079 AGTGTTGTTATTTTGCGGGG CTCCTTGAACAAGTCAGGGC 253

Ai10B12811 Araip.B10 12811 p3 (AGA)7 21 52630694 52630714 CTGAACCTTTCCATCTCCCA CTCTACACTCCTCTTGGCCG 242

Ai10B12814 Araip.B10 12814 p2 (TA)6 12 52646586 52646597 AATCCCGGCCCTACTAAGAA TGGCCACATAACAGCAACAT 259

Ai10B12817 Araip.B10 12817 c* (A)13(AT)7* 26 52656422 52656447 GGAAACGTTTGGTTTTGGAA TTTGGGGTATTTTGTCCCCT 258

Ai10B12819 Araip.B10 12819 c (CA)7(TA)11 36 52666973 52667008 TTGGGTCCTCCTATCCACTG TGAAGCGAGAAAAATCAGCA 257

Ai10B12821 Araip.B10 12821 p4 (ATAA)5 20 52684465 52684484 CATCCTGACCACTTTCTCCC AAGCCTTGGATGCCTACTGA 278

Ai10B12826 Araip.B10 12826 p2 (AG)6 12 52732911 52732922 ATGGAGGTGATTGGTGAAGG TGCAATTCCTAGGGAGAACG 248

Ai10B12828 Araip.B10 12828 p2 (TA)10 20 52735981 52736000 CTCAAATCAATTGGTGCCCT TACCCCCTTGCTCATCTTTG 253

Ai10B12829 Araip.B10 12829 p2 (TA)8 16 52737407 52737422 AACTCTCGGGTTTTTGGCTT CTTGGAATGCTTGGATTGGT 180

Ai10B12830 Araip.B10 12830 p2 (CT)7 14 52748861 52748874 TGAATCAAGTCATTAATTGAGATTCTA TTGAAAAAGAGGGAGATATTTTCG 277

Ai10B12832 Araip.B10 12832 c (T)13gtttttctaaacaacattttaaacttaaaacgaacgaaatcttacaaatatctaatcctctcataatttaagacacaaacacgaagaaa(T)10112 52754162 52754273 CGAAACGAATCTTATCAACATCA CGTGTTGAGAGCCCAAAATC 275



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12833 Araip.B10 12833 p2 (CG)6 12 52754406 52754417 ACGGGTGAAATACGGATGAA TCTTTTTGTCCCGCGTTTAG 183

Ai10B12834 Araip.B10 12834 c (T)10atttattatttttatttttatttttttattattt(A)1054 52754640 52754693 TAAACGCGGGACAAAAAGAG GCCTTGTCAAGAGGTGAAGG 259

Ai10B12836 Araip.B10 12836 p2 (TA)10 20 52766961 52766980 AGATCATTTTGGGATTGCTG CCCCTTTTTCAATCAAAACAC 194

Ai10B12838 Araip.B10 12838 p6 (AAATAA)5 30 52767749 52767778 TGATTTTGGGAAAAGTTGGG GAACTTTGAACTTTGGGGCA 244

Ai10B12839 Araip.B10 12839 p2 (GC)6 12 52768909 52768920 ACAAGGAGTTGGAATGCACC ACAAGTTGGATTTGGGCTTG 230

Ai10B12840 Araip.B10 12840 p3 (TTC)5 15 52772508 52772522 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai10B12842 Araip.B10 12842 p2 (TA)9 18 52777024 52777041 TTTCGAGAGTGACGCGTATG CTTGGAATGCTTGGATTGGT 272

Ai10B12843 Araip.B10 12843 p2 (TA)6 12 52780941 52780952 CTCAAATCAATTGGTGCCCT GGACGTCCTCTGGACAGAAA 278

Ai10B12846 Araip.B10 12846 c (T)10ctcctttatttttc(T)1034 52799027 52799060 TTCACCATTTACTTTGGGGC ATTAAGTGTGGGGAAGCGAA 222

Ai10B12852 Araip.B10 12852 c (CT)6gagttcagattttctcttcttcttttcttctattcacacagggacctctatactgtggtaaaatggatccc(TAT)598 52832898 52832995 CCCTTCCTCACTCACCAAAA CTTGTCTTTGCTCCTGCTCA 171

Ai10B12853 Araip.B10 12853 p2 (CT)9 18 52836217 52836234 TTGATTTTCAAATTTGTTTCAACT CTGAACTCAGAGAGAGAGAGGGA 270

Ai10B12854 Araip.B10 12854 p2 (CT)6 12 52836391 52836402 CCGAAAATCACTAACTCTTTTTCAA TTCTTGTCCTTGCTCCTGCT 203

Ai10B12855 Araip.B10 12855 c (A)11tatttcctaaccacttcctctctcctcaatttttcaaaaatcttcactcatttttatttatgtttatcttattttcg(AAAT)5108 52840489 52840596 TTGGTGTTCTTCCTTCATGTTC CCATGATGGAGAAAGGGAGA 250

Ai10B12856 Araip.B10 12856 p3 (TTC)5 15 52851024 52851038 TCTTCTTGGCCGAATACACC CGGTCTTAGGTGCCATCAAT 161

Ai10B12857 Araip.B10 12857 p2 (TC)6 12 52872962 52872973 TTTGAGCCTATTGCATGGTT GGGCTCAAAATTGGTTAGCA 219

Ai10B12860 Araip.B10 12860 p4 (TAAA)5 20 52917741 52917760 CCTTCATTATCCCTTGCGAA TTCACCATTTACTTTGGGGC 234

Ai10B12862 Araip.B10 12862 p2 (AC)12 24 52976131 52976154 ACAATTCAGCAACAAAATTGG CCTATGTTACTGGGTGCAAGG 188

Ai10B12864 Araip.B10 12864 p2 (TA)22 44 52984355 52984398 CGGTTCAAGGAGTAAACCGA TGATGCAAGACGTAATCAATACC 274

Ai10B12871 Araip.B10 12871 p2 (CG)7 14 53017846 53017859 ATGGTGGGTTGTGGAAGAAG CGGGTTTATGCCACTTTTGT 256

Ai10B12872 Araip.B10 12872 p2 (GC)6 12 53018102 53018113 ACAAAAGTGGCATAAACCCG ATCACCCGTTAACCATCGAC 269

Ai10B12874 Araip.B10 12874 p3 (TTA)9 27 53039014 53039040 GCTCTTATGGGAAAACTGCG CCAAATTCTTTGTCCAACTCC 269

Ai10B12875 Araip.B10 12875 p2 (TA)6 12 53042586 53042597 TTCTCTTTCGCTGGACTGGT GCACAAAGAAGAACTGTCCCA 192

Ai10B12882 Araip.B10 12882 p3 (GAA)5 15 53086075 53086089 CGGTCTTAGGTGCCATCAAT TCAAAATCAATTTCCCACCC 275

Ai10B12883 Araip.B10 12883 p2 (AG)6 12 53088665 53088676 AATGAGATGGGAGAGGGAGAA TTTTCAAAATTGTTTCAACTACCTAA 215

Ai10B12887 Araip.B10 12887 p2 (AG)6 12 53125919 53125930 TTCAGGTTCAGGGTCTGCTT AATTGATTTTCAAATCTTTTTCAAC 216

Ai10B12889 Araip.B10 12889 p5 (TTATC)6 30 53139864 53139893 CCTGGGTGCTCCAGTGTATT ACCTCTTCAGGTCCGGCTAT 259

Ai10B12890 Araip.B10 12890 p4 (AAAT)6 24 53150160 53150183 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 169

Ai10B12893 Araip.B10 12893 p5 (TTATC)5 25 53171009 53171033 GCACTGCTGATCCTTTGTCA AACACGACCCAAATCCAAAG 280

Ai10B12895 Araip.B10 12895 p2 (GA)7 14 53213546 53213559 TTTGCAACAATTCACAAGCA CCTTCTCCCTTCTTCTTCCAA 245

Ai10B12897 Araip.B10 12897 p2 (AT)6 12 53215255 53215266 ATGCGCAGACAAGAATGATG TGCAACCCAGAGCTTCTGTA 279

Ai10B12898 Araip.B10 12898 p2 (AT)7 14 53222187 53222200 AACCACACCATTAGGCTCAAA GCGATTTTGGGTGACAAGTT 276

Ai10B12900 Araip.B10 12900 p3 (GAA)5 15 53227684 53227698 CGGTCTTAGGTGCCATCAAT TCTCTTCTTGGCCGAAACAC 163

Ai10B12901 Araip.B10 12901 p2 (AG)7 14 53229495 53229508 GGAGCAGTGAATTGAGATGAGG TTTTTGTTTGTCTCTTATCTTTTTCAA 278

Ai10B12903 Araip.B10 12903 c* (A)11(AT)8* 26 53241973 53241998 TGAGAATCTTGGGAATTGGG GCATTCCCTTCCGATCACTA 263
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Ai10B12904 Araip.B10 12904 p2 (AT)6 12 53260167 53260178 ATGCCATGCAATGCAATCTA CCATCTCAATTGTAAAGGCCC 179

Ai10B12906 Araip.B10 12906 p3 (CTT)5 15 53293190 53293204 CACCATCAACATCCCATCAC TGTAGAAATGGAAGCAGGGG 267

Ai10B12909 Araip.B10 12909 p2 (AT)6 12 53310456 53310467 CCCAAATAGCCTACCTTTCG GGGGCATTTTTGTCTCCTTT 118

Ai10B12911 Araip.B10 12911 p3 (TAG)5 15 53340898 53340912 GAGCTGAAATCTCCAGTTCCC TTTTACCATCCATAATGACTTGC 254

Ai10B12913 Araip.B10 12913 p3 (TTC)5 15 53346260 53346274 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 206

Ai10B12914 Araip.B10 12914 c (A)11gaaatcct(TTC)740 53349864 53349903 TCCCTCAAACATTTTCCGTT TTTGTGATATTTTGTGGTGTTGG 258

Ai10B12918 Araip.B10 12918 c (A)13cc(T)10 25 53403901 53403925 CCAAGATCTTAGGGACGAAAAA GAACTTTCGATTGGGTCGAT 252

Ai10B12919 Araip.B10 12919 p2 (TA)6 12 53408315 53408326 AGGACAAAAGGGGATGTGTG CAATTGTGGCCATAACAGCA 188

Ai10B12920 Araip.B10 12920 p6 (TTAGGA)5 30 53416672 53416701 AGCGATTTCTGGACCCTTTT GAAGAAGATGAAATCCCAATCC 219

Ai10B12924 Araip.B10 12924 p2 (TA)10 20 53429687 53429706 CCAACTCAATTGTGACAGTGC ATGGGTTTATCAACCTCCCC 270

Ai10B12925 Araip.B10 12925 p6 (TTAGGA)5 30 53430532 53430561 AGCGATTTCTGGACCCTTTT GAAGAAGATGAAATCCCAATCC 219

Ai10B12926 Araip.B10 12926 p2 (CT)7 14 53436347 53436360 GGACGTTTACACGCCAAAAT GGGGTTCGTGTATTAGGGGT 210

Ai10B12927 Araip.B10 12927 p2 (CT)7 14 53436474 53436487 GGACGTTTACACGCCAAAAT AAGGAGGGATGAGGGGTTTA 259

Ai10B12929 Araip.B10 12929 p2 (AG)6 12 53452325 53452336 CGGACCTAAAATGCTAACGG TTTCGGATGGTGACAATGAA 177

Ai10B12930 Araip.B10 12930 p2 (TA)21 42 53453512 53453553 CCTTGGAGGCTTGATTTGAG AAATGCGTAGGCACGGATAG 256

Ai10B12931 Araip.B10 12931 p2 (AT)6 12 53455100 53455111 AGGCATGAAGGCATAAATCG GCCTCCTGATTTGGTAGCAC 258

Ai10B12932 Araip.B10 12932 c (A)11gtgaaaagtgggaagcactcacaattaaaccataaaccaatggcacaaacgattaacggctacttcagattttcttttaagcagaataaagggg(A)10115 53455467 53455581 ATGGTTTGCTTTTCCATTGC CCAGATAATGGGGGATAGCA 204

Ai10B12933 Araip.B10 12933 p2 (TC)7 14 53461381 53461394 TTTTGGCAGAAGGAGCACTT AGAGCTGCTGGTTCAAAGGA 206

Ai10B12936 Araip.B10 12936 p2 (AT)7 14 53488502 53488515 TGGAAAAAGTGGATTTGGAA TTCACCACTTACTTTGGGGC 210

Ai10B12939 Araip.B10 12939 p3 (CAC)5 15 53498220 53498234 GCCAAGGAGAAGAGCAACAG AACTTTGAAGCACCAGGCAT 242

Ai10B12940 Araip.B10 12940 c (TGA)5ctacgataatgatgaaaaaaatatatatttttgattgatttgtatgttttgtttcggtacaattgtcataattgacag(A)10103 53498387 53498489 ATGCCTGGTGCTTCAAAGTT GATAACATCACGGCACGGTT 276

Ai10B12942 Araip.B10 12942 p2 (AT)6 12 53499340 53499351 TTTTCACCTGTATCTTTCAATTCG ACATTTTTCAAGCACGAGGG 269

Ai10B12949 Araip.B10 12949 p2 (AG)6 12 53548131 53548142 CATCTGAGCTCCTTCTGCAA TTTCGAAAACAAGGAGCATT 271

Ai10B12951 Araip.B10 12951 p2 (CT)6 12 53554861 53554872 AAAAGGAACATTGAACCTGTGA CCCATTTTTAGCCCAGAACA 209

Ai10B12959 Araip.B10 12959 c (T)10ctctttttctcttttttttc(T)1040 53577633 53577672 TCTTTCTCACATTCACTCATCCA GAGCTTGAACAAATTACCAAGTGA 238

Ai10B12962 Araip.B10 12962 c (GA)6agagtttaataagaaggaagaagaaagaactaaggagagaaaggagaaaattgaatg(A)17gggggagagagagagttaa(T)13118 53592613 53592730 GCCGGAGAATTTGAGAAAAA CGAAGCAATTTACTTTCACCC 275

Ai10B12966 Araip.B10 12966 c (TA)6aaaagaggaaattaaattctttttgaaagggggaatatctcatccttgaaattaatagagaaattgaactt(A)1093 53607372 53607464 TCAAAATAGGCTTGGTACCCC CCTCAAACTTTTCTTCCCCC 263

Ai10B12969 Araip.B10 12969 p3 (TTC)5 15 53618478 53618492 ACATGCGACGCACAATTTTA TGGAAGTGAAGAGGGATGAGA 158

Ai10B12976 Araip.B10 12976 c (A)11gcaaagctgaagctgataacatcccaccctacccccttacc(CT)2092 53673709 53673800 CGGCTGGATTTTTACAAGGA GGGTTTTCTGCTGGGTATGA 181

Ai10B12977 Araip.B10 12977 p2 (TA)8 16 53681649 53681664 TTTTCAGATGCAGGTCGAGA TGACTCAGCCTGCAAAGCTA 274

Ai10B12981 Araip.B10 12981 p2 (TA)10 20 53696566 53696585 GCCTATGGCATTCTCAGGAC CGCAACGCTTAAAAGAAAGG 244

Ai10B12983 Araip.B10 12983 c (TTA)5aaatggatgtgatatgaaatttac(A)1251 53698851 53698901 TTCAATTTGTGTTGTGCAATGA CAATAAAATAAATTGAGAATTAGGGG 190

Ai10B12984 Araip.B10 12984 p2 (TA)7 14 53704606 53704619 CGGATTCCGAGTCCATTCT AACCAGTAAAAGCACAGGCG 204

Ai10B12985 Araip.B10 12985 c (TA)23(TG)13 72 53710361 53710432 TTGTACCCTCGCCTTTATCC CCACAATACCGATCCAAAAA 247



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B12996 Araip.B10 12996 p2 (TC)6 12 53756835 53756846 CGAATTTTCACCAAATTTCCTA GGGAAAGAAGAGGCCAGTGT 150

Ai10B12999 Araip.B10 12999 p2 (TC)21 42 53760907 53760948 ATCTGCCGATAAATCCGATG CCTGCACAAGGAACATTTAGC 270

Ai10B13000 Araip.B10 13000 c (TC)11(TA)8 38 53763206 53763243 CACATTCATGCATTCTTGTTCA AGATAGCCCCCAGTGAGTGA 224

Ai10B13002 Araip.B10 13002 p2 (CT)6 12 53775622 53775633 AGTGGCATAAAACGGGTCAC AAAACCTTGTTAATGGGGGTG 259

Ai10B13006 Araip.B10 13006 p2 (CT)7 14 53790395 53790408 CTCTGTGTTTTCCACCCACA AGTGCATGTCGTCGTTCAAG 269

Ai10B13009 Araip.B10 13009 p2 (TC)6 12 53805198 53805209 AGAGGAGTTGTGATTCAGCCTT CATCAATTTTCCGGTCGAAT 280

Ai10B13011 Araip.B10 13011 p3 (TAA)5 15 53821001 53821015 GGTTTGGTTCGATTTGTTCAG CATTCCTCTTGACGCATGAT 280

Ai10B13013 Araip.B10 13013 c (GT)6tgtgttgtggctgaagggttca(T)1246 53825973 53826018 GTAGCTCGAGATTTTTGCGG TTACTGCACCTGACCCAGTG 264

Ai10B13014 Araip.B10 13014 c (T)12gaaaacattattatta(T)1038 53827528 53827565 CCAGCCAGGATTCAACAAAT GGGGATTGTCTGAGTTTGGA 223

Ai10B13016 Araip.B10 13016 p2 (AG)6 12 53844762 53844773 TGCCTTTTTCTCTGTCCCTG TCGAAATTTCCCCTCTCTCA 226

Ai10B13017 Araip.B10 13017 c (T)11aaaaaggttattagtttttcgaaaattcaaataaaaaataaaataattagttaattaaaaagaaattttgaaaaaaggggaagatattttcgaaaat(AG)7122 53844897 53845018 GTGGGTGAGGGAGAGATGTT TTTTTGTTTGTTTCTTATCCTTTTCA 272

Ai10B13020 Araip.B10 13020 p2 (TA)6 12 53848600 53848611 GGCGAACACACAAGAATGAA CAGAATCACAACAATCCACACA 254

Ai10B13021 Araip.B10 13021 c (GCA)5taataatattaatattaataataattatcttgaagcatttcctagtaagacgag(GAT)790 53861678 53861767 AGAGCAATGGGTGAATTTGG TCGAGAGCAGAAGCAGATGA 266

Ai10B13022 Araip.B10 13022 p3 (TGA)6 18 53861933 53861950 TTCTGCTCTCGATGGTGATG GGATGGCGAGTAGTGGTTGT 267

Ai10B13023 Araip.B10 13023 p3 (AGG)6 18 53862529 53862546 TCCTTATGCCTATCGCTGCT ACCATCTGTTCTCCTGCACC 228

Ai10B13028 Araip.B10 13028 p4 (TTTA)7 28 53878408 53878435 CCATGATGGAGAAAGGGAGA TTTTTCGAAACTTCCTGACCA 173

Ai10B13035 Araip.B10 13035 c (CT)6ttttctttgtcgaagccttcttactg(T)1351 53909338 53909388 GGCTCCACGATTTCCATTTA AACTTCCACAGCCCAATCAA 221

Ai10B13038 Araip.B10 13038 p3 (GAA)5 15 53913270 53913284 TGTTCCTGTGAAGAGAAAATGG ACGAAAATGGTGGCAGAAAC 103

Ai10B13045 Araip.B10 13045 p2 (AT)14 28 53964232 53964259 TGCAATTGGGGAATTTTTGT GGGGAACCTTATGGGAACAT 194

Ai10B13046 Araip.B10 13046 p2 (TA)6 12 53964898 53964909 TCAATGTAAACCTTAGGGTGGC TTTCTGCATTTTGCACTTTAGTT 280

Ai10B13051 Araip.B10 13051 p2 (GA)6 12 54020031 54020042 AGAGAGCAGTGAGGGAAGGG CTTACCGGCAGTGCTTTTTC 254

Ai10B13052 Araip.B10 13052 p4 (CTTT)5 20 54022690 54022709 GCTCCCCCACTCTCCTATTC CCCTAACCCTAAACCCTCCA 185

Ai10B13054 Araip.B10 13054 c (T)10acggtttttttttgttaacttgaataaacagaaattgcagtagtagaatttaaagaagaaaatttcg(T)1289 54035832 54035920 CCCAAAGAAAATTTGAAAGGATAA TGCACGTTTCAGGATTTTTG 210

Ai10B13055 Araip.B10 13055 p2 (AG)14 28 54037567 54037594 AAACGAGTTAGAGGCGACGA CTTTCTCTCTTGCCATTGCC 107

Ai10B13058 Araip.B10 13058 p2 (AT)6 12 54043512 54043523 ACCACATAACAGTGGCCAGG CTGCTTGTTGTGTTGTGCCT 213

Ai10B13060 Araip.B10 13060 p3 (TTC)5 15 54050639 54050653 TAGGGTTTTCCCCAATCCTC AGGCGTTCATGTACAAAGGG 217

Ai10B13061 Araip.B10 13061 p3 (AGA)65 195 54051811 54052005 TTACGGTCCTCAACCTAGAGC TAGGGTTTTCCCCAATCCTC 275

Ai10B13063 Araip.B10 13063 c (A)12ga(AAAAG)539 54063230 54063268 CATTGGGCATTCATTGAGAA TGCATCCTCTTTCCAATTCAC 226

Ai10B13071 Araip.B10 13071 p4 (AATA)5 20 54128800 54128819 CCCCAAATTGAATCTTTGGTT TTGGGGTAATTTTGTCCCCT 258

Ai10B13072 Araip.B10 13072 p2 (AT)7 14 54129025 54129038 AGGGGACAAAATTACCCCAA TTTCAAGGTTGTAATGGGGC 257

Ai10B13076 Araip.B10 13076 p2 (TC)7 14 54156629 54156642 CCCATTTCTTCCTTCTTCCC TTTTGCAATAATCCACAAGCA 253

Ai10B13078 Araip.B10 13078 c (TC)8(T)14 30 54165082 54165111 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 204

Ai10B13080 Araip.B10 13080 c (A)11cttttcaaaaataatttcaaaaatctctcatctgttttcg(A)1061 54171774 54171834 TCGAGTTTGGACAACTGACG CAGGCTTCAACATGCTTCAT 209

Ai10B13081 Araip.B10 13081 p2 (AG)6 12 54191335 54191346 AAGCAGAGCTTTTTCCCACA AAAACCCCACCTACCTCACC 268
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Ai10B13086 Araip.B10 13086 p2 (TC)7 14 54243260 54243273 GGCCCAGATCCAAGTACAGA AAGGGTAAATAGCCAACTCAGA 258

Ai10B13087 Araip.B10 13087 p2 (TA)8 16 54250394 54250409 CAAAATCCAATGAGGGTTCAA GAATGTCATGCAATGCAACC 277

Ai10B13088 Araip.B10 13088 p2 (TC)7 14 54251279 54251292 GGCCCAGATCCAAGTACAGA AAGGGTAAATAGCCAACTCAGA 258

Ai10B13090 Araip.B10 13090 p2 (CT)7 14 54266776 54266789 CATTGAACCTGATAAAGAGTTGGA AGACGCCACGCACTAGAAAT 266

Ai10B13091 Araip.B10 13091 c (T)17gcaattggggaatttttttgtatccctttaattaaataccaaaaa(T)10aatgcacatggtaattcaattgttttgatttcacatgagcatgcttcctagattgagatatattttgaaatatctttattctttc(T)10167 54268132 54268298 CACTTTGTATTGCAATCTCATGC TGGGGAACTTAATGGGAACA 272

Ai10B13093 Araip.B10 13093 p3 (TAT)7 21 54298789 54298809 GAACTTTGAACTTTGGGGCA TGAAAATCTTGGGAATTGGG 187

Ai10B13095 Araip.B10 13095 p2 (AT)6 12 54311976 54311987 GACAAAAATGACCCCAATGC CCAATGCAAACATCATGTGG 277

Ai10B13100 Araip.B10 13100 p2 (GC)6 12 54355899 54355910 TTATTTGAAAAAGGGCACCG ATGGTTGAATTGCAATGGTG 174

Ai10B13101 Araip.B10 13101 c (T)16gcaattggggaatatttttgtatccccttaattaaataccg(A)1067 54358147 54358213 TGCCCAACTTTTCTCACTTTG TGGGGAACTTAATGGGAACA 276

Ai10B13106 Araip.B10 13106 c (GC)6actgtgcgcttgcgcgtagcttcttc(T)1048 54392190 54392237 TAGGGAAACACAAAGGGACG TCCTAAAGGAGATTCGGAGGA 217

Ai10B13107 Araip.B10 13107 p2 (GC)7 14 54405289 54405302 CGGATGGAAGAAATGAGGAG GTGCGCGTCTCTATGTGAAA 119

Ai10B13110 Araip.B10 13110 p2 (CT)6 12 54449239 54449250 CCTTACCTTTTCAAAATTTGTTTCA TTTGAACAAGAGTTAGTGATTTTTGA 239

Ai10B13112 Araip.B10 13112 p3 (TTC)6 18 54451889 54451906 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 243

Ai10B13115 Araip.B10 13115 c (A)10gaaag(A)10 25 54464809 54464833 GTGCTAGGTGGGAGACAACC ATCATTACGCCGATTTCCAG 255

Ai10B13117 Araip.B10 13117 p3 (AGA)5 15 54475225 54475239 AGGATTCTCCGACTTTGGGT ATTTGGCCGAATCCTCTTCT 168

Ai10B13121 Araip.B10 13121 c (TTATT)5ttaatttcggttttc(A)1151 54486429 54486479 TTTCGAAAATCCTCACCCAC TGGAGAAAGGGAGATGATGC 197

Ai10B13123 Araip.B10 13123 p2 (AT)6 12 54498768 54498779 TTTGGTGTCCTTTGTGTCCTT TTCGAAAATGATGAGTAAATAAGGG 227

Ai10B13125 Araip.B10 13125 p3 (TAT)8 24 54510813 54510836 TGCTTTGGGGTATTTTGTCC TGAGAATCTTGGGAATTGGG 233

Ai10B13126 Araip.B10 13126 p2 (CT)7 14 54518633 54518646 CCCACGTCTTCCTCTCTCTG AAAGCGGAGAAACAGGTGAA 190

Ai10B13130 Araip.B10 13130 p2 (TA)9 18 54565075 54565092 TACTTTGGGGCATTTTGTCC TAAGTGTGGGGAAAAGTGGG 241

Ai10B13136 Araip.B10 13136 p2 (CT)6 12 54607011 54607022 TCTTTTTCAAACCTTTTCTTTTTCA CCATGATGGAGAAAGGGAGA 269

Ai10B13139 Araip.B10 13139 p2 (CT)6 12 54648025 54648036 AAAAGGAATTGAAATATGAACCC GAAATATTCTGGGGGCGATT 197

Ai10B13141 Araip.B10 13141 c (A)14caaattttcgaaaattatat(A)11ttttaaaaattttttccaaatcatatctttttctctcctcactttttcgaaaatcataatttttg(T)14124 54660286 54660409 CTTGGTGTTTTCCCTCCAAA TTTATGGAAAAAGGACAACTTAACC 275

Ai10B13143 Araip.B10 13143 p2 (TA)6 12 54668676 54668687 AGTGGTTTTTCAACCTCCCC TTTTCATGTCCCCTGCTTTC 276

Ai10B13146 Araip.B10 13146 p2 (GA)7 14 54674669 54674682 TTGCAACAATCCACAAGCAT TTCCCCCTTCTTCTTCCAAT 230

Ai10B13149 Araip.B10 13149 p2 (AC)6 12 54701648 54701659 GTTGGACCGAACAGGCTAAA CTCGTCGAGAGCTTTGTGTG 253

Ai10B13150 Araip.B10 13150 p4 (TAGT)5 20 54723786 54723805 TTCCACCCCCTTCTTTTCTT CAACATCAAGAAACAGCAAATCA 230

Ai10B13152 Araip.B10 13152 p2 (AT)12 24 54731195 54731218 ATTGCACTTATCGCCTCTGA CGTGAAACGTTCACACACG 226

Ai10B13153 Araip.B10 13153 c (A)12taaaatttgtcgatctaccaattttaactatctatgatcatcatatgtgtcaaaaaga(T)1181 54742262 54742342 TGCCACCAAACATCTACTCG CTAGTTTGACCGGCCACTTC 274

Ai10B13155 Araip.B10 13155 c (CT)7ccttcccttctcccctctctcttcttctctccttctctc(CT)1175 54750681 54750755 AAATTAGTTTTTACATTTTTCCTCTCC AGGAGGAAGAGTGAGAGGGG 275

Ai10B13156 Araip.B10 13156 p2 (CT)6 12 54750890 54750901 TCTCTCTCCTTCCCCTCTCA GAGAGAGAAAAGAAAAAGGGGG 106

Ai10B13157 Araip.B10 13157 p2 (TC)6 12 54751036 54751047 TCTCCCCCTTTTTCTTTTCTC AGGGGAAGAGGGAAGGAGAT 174

Ai10B13158 Araip.B10 13158 p2 (TC)6 12 54751163 54751174 ATCTCCTTCCCTCTTCCCCT TCCCTCTTCTCTCTCTCCCC 220

Ai10B13161 Araip.B10 13161 p2 (CT)6 12 54752682 54752693 TGACCCGCTAATATCCAAGG AGACAGGCTAGCCAAGGTCA 279
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Ai10B13162 Araip.B10 13162 c (A)12tt(A)10 24 54757203 54757226 CCAAGTACCCATTTGGATTAGC GAAAAGCAATTTTGTGTTTAGATAGA 229

Ai10B13163 Araip.B10 13163 p2 (GA)14 28 54758911 54758938 GACAGGAACCAGTGACGGAT TCTCACTTGACGGTGACTGC 221

Ai10B13165 Araip.B10 13165 p2 (AT)25 50 54771979 54772028 CAGCGTTTTCAACTTTCGTG ACACAAACACACGCACACAC 271

Ai10B13166 Araip.B10 13166 p3 (GAT)5 15 54774062 54774076 TGTGTTTCTTCTTCTTCTTTGTTTG CCATCCTCCTCATCTTCTGC 172

Ai10B13167 Araip.B10 13167 p3 (AAG)5 15 54774621 54774635 GGAGGAGGCAGTATTGGTGA GCAAATTTGGGTGTAACACGA 230

Ai10B13168 Araip.B10 13168 c (A)10gaa(GAT)8gaaa(AAG)556 54774997 54775052 TTCATCCTCTTCCAAGTATTTTTGT CAAAACTCTTCTTCTCCCGC 215

Ai10B13169 Araip.B10 13169 c (A)11gaagaaagaggaa(GAG)6gtggtagtgttggtaacgatgataacga(AAG)17121 54775484 54775604 GAGGAAAATGAAGGAGGGAAA TGCGCACGTTTTTCTTTATG 218

Ai10B13170 Araip.B10 13170 p3 (TCT)5 15 54784860 54784874 CCCATAAACCCCACCTACCT CGGTCTTAGGTGCCATCAAT 194

Ai10B13174 Araip.B10 13174 p2 (TC)6 12 54799658 54799669 TGAAAATCCCTTTCCTCTTTTTC TCGAATTTTGGGTGGAAGAG 205

Ai10B13176 Araip.B10 13176 p2 (CT)14 28 54813699 54813726 TGTCAAGGCTGAGACACCTG GCCCCAGAAATCATAAACGA 260

Ai10B13180 Araip.B10 13180 p2 (TA)7 14 54832565 54832578 TTTGAACCTCTTCTCCAGCC CCAAGAAATCGCATTAACGG 228

Ai10B13181 Araip.B10 13181 p2 (AG)17 34 54833279 54833312 TGTCATTGATGACGATGGCT CCAAGGTTTCGTTTCGTCAT 235

Ai10B13183 Araip.B10 13183 p3 (TTG)5 15 54842431 54842445 TGCGACTTTTGAATGTTTGG ATGCATTTTGTCATGGCTCA 231

Ai10B13185 Araip.B10 13185 p2 (AG)6 12 54845403 54845414 TAGCGATTTCTGGGCTGTTT GGAACATTGAACCTGTGATTGA 228

Ai10B13187 Araip.B10 13187 p3 (AAG)5 15 54851448 54851462 CCTCCATGGGAAAGTGAAGA TGGAGAGGTTTCCAGCAACT 231

Ai10B13194 Araip.B10 13194 p2 (AT)15 30 54877177 54877206 GGAATCGGGTGCATACTCAT ACCATCCGTCTCAAGCAAAC 230

Ai10B13195 Araip.B10 13195 c (AT)16agaaaaagaaaggaaaaagaaaagcaataaaaaggggacaaaaataccccaaagttcaaagttcaataaaaatcaatgcatatgtttggtgac(A)15140 54880258 54880397 GGAATCGGGTGCATACTCAT TCACTTTTTCACACACTCATGC 249

Ai10B13197 Araip.B10 13197 p3 (TCC)5 15 54890012 54890026 ATCATGAGGCTCGCTCATCT CGATCCCTGACTTTCCACAT 218

Ai10B13200 Araip.B10 13200 p3 (TCT)6 18 54901844 54901861 TCAACATCTCTCTCCCACCC CTGGCCTTAGGTTCCATCAA 192

Ai10B13201 Araip.B10 13201 p4 (TTTA)6 24 54904192 54904215 TGTTTAAAGCCTTGGATGCC CCTAACCACATTCTCTCTCCTCA 269

Ai10B13202 Araip.B10 13202 p2 (TA)11 22 54909913 54909934 GGCACTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 238

Ai10B13204 Araip.B10 13204 c (T)10ctttttctttttctttttttttctatttttttcttttcatatatattttcttctttttattttctcattgtttttcttctttc(T)10103 54935408 54935510 AGGGCATTTTGTCCCTTTTT TTTGGGAATATTGGTTGGGA 255

Ai10B13205 Araip.B10 13205 p3 (TTC)5 15 54939920 54939934 GCGTACGCGTCACCTAGTTT TGGGGTGAAAAGGAAGAAAA 172

Ai10B13207 Araip.B10 13207 p2 (AT)8 16 54957544 54957559 CTAAAAAGCACATCGCACCA CCAGCCCTAGAATTCTGCAT 278

Ai10B13208 Araip.B10 13208 p2 (AT)11 22 54958417 54958438 TTTGAATCTATTCCGGGCTC TTTATCAGCAACGTGTTGGG 193

Ai10B13210 Araip.B10 13210 p2 (AT)11 22 54966198 54966219 CAACAAGCAACCAAAGCTCA TTGGTGGCGTTTGTGTGTAT 233

Ai10B13211 Araip.B10 13211 p2 (AT)11 22 54966457 54966478 AAGCTTGATCCAAAGCCTCA TCTCAATCCCCATTTTCCAG 277

Ai10B13216 Araip.B10 13216 p2 (GC)6 12 54991525 54991536 CTACACTAAGCCACCAGCCC GGGTGGCATAACTCTCTGGA 279

Ai10B13217 Araip.B10 13217 c (GC)7caacacacgctaaagcaatctctggtacttcgtccagagagttatgccacccctgtgcccccagcccaagcgcatggacgcgcacgcgacatgt(GC)7122 54991657 54991778 TTCACAGAGAGTTGAGCCCC TTCTTAAAGGTGGCGTCGAT 269

Ai10B13218 Araip.B10 13218 c (A)10taagaaaaacaaaagaacaaaag(A)10gaaaacaatatggaaaagaaaagaaaaaaaatatagaaaaagaaagaaaag(A)10104 54994340 54994443 TTCAAGTGTGGGAACCTTGG GGCATTTTGTCCCCTTTTCT 260

Ai10B13219 Araip.B10 13219 c (T)15gaaaaagatttgaatttcgaaa(T)1047 55007894 55007940 TTTTAATTTTGAATTTTGGAAGTTG TTGTTTTTCTCTTTCCTCATTGAA 248

Ai10B13220 Araip.B10 13220 p3 (TAA)5 15 55018351 55018365 ACACCACTCCCTGGTTGAAG GAGTGTTTGGTCCATTGGCT 164

Ai10B13221 Araip.B10 13221 c (T)10g(T)10 21 55020909 55020929 CCATATGCTCAACCAAGGGT AAAATCAAGTATTGGAGATGCTCTT 276

Ai10B13224 Araip.B10 13224 p2 (GA)9 18 55027692 55027709 TTTTCGTAGTCGGGTACTTGC ATATCTTGCGATGGTTTCGC 263
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Ai10B13225 Araip.B10 13225 p2 (TG)9 18 55027981 55027998 CCAAACTGAAGCGAAACCAT TCCCAAGAGTGTCACCAACA 181

Ai10B13227 Araip.B10 13227 c (CCT)8cttccttaccctcgctcctcctcttcctcc(T)1064 55028900 55028963 TTCTCTTTGGCTTTCGTTTTT TTCATCAAGGAGAAGAAATTCCA 234

Ai10B13228 Araip.B10 13228 c (CTT)5tt(TCA)14(TCT)17(TCA)15(TCT)17206 55030792 55030997 TTCTTCTCCCTCCTCCTCATC AAGAATAAAACAAGAAGAAACTTGAGA 266

Ai10B13229 Araip.B10 13229 p3 (TCA)6 18 55031365 55031382 CTCTTCCCATTCCTCCTCCT CATCTTCCAAGTATTTTTGCAGC 217

Ai10B13230 Araip.B10 13230 p3 (GAG)7 21 55032319 55032339 CTCCGTTCGAAAAGACGAAG GTTCCTCTTTGTATCCCGCA 198

Ai10B13232 Araip.B10 13232 p3 (TGG)6 18 55034567 55034584 GACGTGGGGAGGAGTCATT AGCACACTTTGATCCTCGCT 280

Ai10B13235 Araip.B10 13235 p2 (TA)8 16 55090914 55090929 AGCTGGAGTTGCAGTCCATAA ATTTTCCAAGCATCTGCACC 275

Ai10B13236 Araip.B10 13236 p2 (TC)7 14 55091767 55091780 TTGAACCTAAACCGATTCGC AAGCTCGGTTGAGTTGATGG 101

Ai10B13239 Araip.B10 13239 p3 (TGA)5 15 55109331 55109345 TGCTTTTGAATGATGAGGCA GCCCCAAGAGGTTAAATCTG 110

Ai10B13242 Araip.B10 13242 p2 (TA)7 14 55121574 55121587 TACTTTGGGGCATTTTGTCC GTGTGGGGAAGTGAATTTGG 223

Ai10B13245 Araip.B10 13245 p2 (CT)7 14 55145240 55145253 CCTAAATGGAGCAGGGATGA GTGATGGGTAAGGGTGATGG 157

Ai10B13247 Araip.B10 13247 p2 (AG)6 12 55162726 55162737 TTTTTGAAAAGGAGGGAAGATA TCTTGTGATTTCTTGTGAATCAA 265

Ai10B13250 Araip.B10 13250 p3 (GAA)5 15 55202492 55202506 GCTTTTGTCTTCCCTTTCCC TCTCTTCCCTTCTTGGCAGA 207

Ai10B13251 Araip.B10 13251 p2 (AG)7 14 55222411 55222424 TGCCATCTCCTCTTCCTGTT ACTCACCAAAAATCCGAACC 280

Ai10B13252 Araip.B10 13252 c (T)12gaaaaaggttagtaattttggaaaattaaaatcaaaaattaaaataattagttaattaaaaagaattttttgaaaaagaaggagatattttcgaaaatt(AG)9129 55222550 55222678 TTGGTGAGTGAGGGAGAGATG TGTTTGTTTCTTATCTTTTTCAAAACT 280

Ai10B13253 Araip.B10 13253 p2 (GT)6 12 55227813 55227824 GAATGCTTCCATGCCTCTTC GGGTTCTAAAATTGCGCGT 173

Ai10B13257 Araip.B10 13257 p2 (CT)8 16 55257117 55257132 CGTCAATCAGTTTAAGCGCA GGGGGAAAGAAGAAAAGAAAA 228

Ai10B13260 Araip.B10 13260 p3 (GAA)5 15 55263055 55263069 CGGTCTTAGGTGCCATCAAT TTCTTGGCCGAATACACCTC 161

Ai10B13261 Araip.B10 13261 p2 (AG)6 12 55266621 55266632 CGGATTTTTGGTGAGTGAGG TTGTTTCTTATCTTTTTCAAAACTACC 280

Ai10B13269 Araip.B10 13269 p2 (AT)9 18 55360306 55360323 CCCTTCCCTAAAACCCTTCA CCACTCATGCATTTTCTTTCC 258

Ai10B13270 Araip.B10 13270 p2 (CT)7 14 55365622 55365635 AACATCTCTCCCTCACCCAC TGCCTTTTTCCTTGTTCCTG 180

Ai10B13271 Araip.B10 13271 p3 (TTC)5 15 55368460 55368474 AATGACCGAACTTAACCCCC GCTTTTGTCTTCCCTTTCCC 280

Ai10B13274 Araip.B10 13274 p2 (CT)6 12 55384918 55384929 TTTTGTTTGATTCTTATCGTTTTCA TTCTTGAGTGAAAGAGGGGTG 278

Ai10B13277 Araip.B10 13277 p2 (GT)6 12 55408264 55408275 GCACACTAGGATGAGAGAAGTGC TCCTCCTGCTTTCCTTGTTG 268

Ai10B13280 Araip.B10 13280 p2 (AT)6 12 55443886 55443897 GAAAAAGATACGATACGATTTTGAA CCCTTGTGTTTCCCTCCAA 280

Ai10B13282 Araip.B10 13282 c (T)11aaaaatttgattttaaaatatcttttccaacttattatcttcttatcttttcaaaaattgattttcaaaatttgtttc(AACT)5ttttgtttgtttcttatctttttcaaaactacctaactaa(CT)6161 55449970 55450130 TCAAGTCATTAATTGTGATTCTAAAAA TTGAAAAAGAGGGAGATATTTTCG 278

Ai10B13283 Araip.B10 13283 c (CT)9gagttcagattttctcttcttcttttcttctactcacataagggaacctctatacctaggcaaaaaggatccc(TAT)5106 55450340 55450445 TCCTTCTCTCTCATCTCCTTCTG GTTCTTGTCCTTGCTCCTGC 227

Ai10B13285 Araip.B10 13285 p2 (CT)6 12 55455915 55455926 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGAGAGAGAGAGGGTTCGGA 275

Ai10B13286 Araip.B10 13286 c (CT)9gagttcagattttcttttcttcttttcttctactcacataagggaacctctatacctaggcaaaaaggatccc(TAT)5106 55456135 55456240 CATCTCTCCCTCACTCACTAAAAA GTTCTTGTCCTTGCTCCTGC 184

Ai10B13287 Araip.B10 13287 p3 (TTC)5 15 55458439 55458453 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 217

Ai10B13288 Araip.B10 13288 p5 (TTATC)6 30 55509600 55509629 CTGCTGATCCTTCGTCACTG AGGCCTACAAAGAGAAGGGC 247

Ai10B13290 Araip.B10 13290 c (T)10atattttttttgcctac(T)10cttttttttc(T)1057 55513889 55513945 TTTAGCTGCTTAGACCGGGA TGAAGCAAGAAAAAGCAGCA 233

Ai10B13291 Araip.B10 13291 p3 (AAT)5 15 55514252 55514266 GAGAGGTGAAAAGAAGAAGGCA TCGAAAATTATTCCTCCCCC 217

Ai10B13292 Araip.B10 13292 p2 (AT)6 12 55527813 55527824 AGAGTGGGACTCATGGGATG AGAGTGCAAACACTTCCGGT 233
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Ai10B13297 Araip.B10 13297 p3 (AGA)5 15 55598251 55598265 GAGACGGTGGTGAAGTATGGA TAAACCTGGCGCGTCTATCT 119

Ai10B13299 Araip.B10 13299 p2 (AG)9 18 55613771 55613788 CGTACAGTTAAGCGATGCGA TCCTAAGAGAGAGGAGAGGGC 264

Ai10B13301 Araip.B10 13301 p2 (AT)13 26 55639258 55639283 GGTGTACTTGGGAACTTGGG GGAGCATTTTTGTCCCCTTT 277

Ai10B13304 Araip.B10 13304 p2 (AG)6 12 55661573 55661584 AGGCTACAGAGTGGGGGAAT CATGAAAAGGTTCATAAGCCAA 253

Ai10B13310 Araip.B10 13310 p4 (TTAA)5 20 55714281 55714300 TGAGCCAGAGCTAGAGAAGGA TCTTCCCTCCTTGATTTTCG 235

Ai10B13313 Araip.B10 13313 c (T)10actttttctttttgctttctgc(T)1042 55719746 55719787 CCTTTCTTTTGAGCTTTTCGG TTGTGGTAGCCTTGCATTGA 277

Ai10B13314 Araip.B10 13314 p2 (AG)6 12 55721440 55721451 TGCTCATCCTCGAGCAAATA ACCGACAGGAAATCAGTTCG 246

Ai10B13316 Araip.B10 13316 p3 (ATT)10 30 55746722 55746751 CGTTTGAACATAATTTAGTAGCCA TACCTCGGCTCAATCTGGAC 277

Ai10B13319 Araip.B10 13319 p2 (AT)15 30 55757972 55758001 TGCTGCCTTTAATTTTGTGC AATGTGGCTCGCTGATCTCT 248

Ai10B13320 Araip.B10 13320 p2 (GA)9 18 55761248 55761265 CAACAGCTAGCAGGAGAGGG ATCAAAACATTCTCGGACGG 205

Ai10B13323 Araip.B10 13323 p2 (TA)7 14 55767637 55767650 CTCACGAGCTGGCTCAAATA TCGTGAGCTGGTGAGTCAAG 209

Ai10B13325 Araip.B10 13325 p3 (AAT)5 15 55771479 55771493 CCCACCGCACGACTATTACT GTTCTGGTCCCCAACTTTGA 150

Ai10B13329 Araip.B10 13329 c (T)11catttcacaacacttatgcattgattccttattattgacttcactttggggcattttgtccccttttattattttttttcttcc(T)10cattttatttttttttcatcattattatttttttc(TA)7154 55786561 55786714 TGCGAGCTATTCTAACTACCCA CCTTATGCATTGATGTTCGTG 253

Ai10B13330 Araip.B10 13330 p3 (AGA)5 15 55797938 55797952 TCTGCTTCAACAAGAATGCC CACTCACCAAATTCGAACCC 179

Ai10B13331 Araip.B10 13331 p2 (AG)7 14 55798211 55798224 GAAAAAGGGGGAGATATTTTCG TCACCTTTTCCAAAAATTTGATT 173

Ai10B13334 Araip.B10 13334 p2 (AT)8 16 55808755 55808770 GCATGAGTCCACCAAAACCT CCAAGAACCAAGGTGGAAAA 239

Ai10B13337 Araip.B10 13337 p2 (GA)20 40 55835656 55835695 GGAATTCGAACACAGAGAGGG TCTTCTCCCTCTTTTAAGTAATATTCG 159

Ai10B13339 Araip.B10 13339 p2 (CT)6 12 55842167 55842178 AACATGAAAAGTTCATAAGCCAA GGGGAATCAATGGACACAAT 254

Ai10B13340 Araip.B10 13340 p2 (TA)7 14 55844413 55844426 GAAAAGAAGGGCGAAACACA TTTTTAAGAATCACAATAATCCACACA 276

Ai10B13341 Araip.B10 13341 p2 (CT)6 12 55850544 55850555 AAAGGAATATTGAACCTGGATTGA AGCGATTTCTGGACCCTTTT 230

Ai10B13349 Araip.B10 13349 p2 (AT)14 28 55909537 55909564 TGTTTAAGTGTGGGGGAGGA CGTTTGGCAAAAACAAACAA 278

Ai10B13350 Araip.B10 13350 p2 (CT)6 12 55910683 55910694 TTGGGAAAATAAACAAATCAACAA ATTTCTGGGCTCCTTTTTGG 276

Ai10B13351 Araip.B10 13351 p2 (AG)6 12 55915555 55915566 GGTGAGGTAGGTGGGGTTTT CACTTGGTGCAGGAATGAGA 203

Ai10B13353 Araip.B10 13353 p2 (CT)6 12 55922696 55922707 TTTCTTAACTTTTTCAAAACCACC ATAGAATGAGACGGGGGAGG 232

Ai10B13354 Araip.B10 13354 p3 (TAT)5 15 55923035 55923049 TCGAAAATTATTCCTCCCCC AGAACCATGCTTGTTTTGGG 236

Ai10B13355 Araip.B10 13355 p3 (ACT)5 15 55931802 55931816 ACAGGCCTCGACTCAAAAGA CAGAGATCGATGTCCAGCAA 165

Ai10B13356 Araip.B10 13356 p2 (AC)6 12 55934551 55934562 GAAAACCGGGCGTTAATTTT GCTTGGGAAGATTGAGGTGA 214

Ai10B13357 Araip.B10 13357 c (GA)6gggagagaaagagagagcagaaggtt(AG)752 55938665 55938716 GGAGGTGGTAGCCGATGATA TGTGCAACACTGGTTTTGGT 271

Ai10B13358 Araip.B10 13358 p2 (TA)7 14 55940267 55940280 TGCAATGAAACACAATCGGT TAGTTGGCCTAAACTCCGCA 229

Ai10B13359 Araip.B10 13359 p2 (AT)14 28 55942399 55942426 CAACACCCACCATCATCAAA TAGGCCAAGGTATGGTTTCG 256

Ai10B13360 Araip.B10 13360 p2 (AT)17 34 55954535 55954568 TTACGATGCGAGGTAAGGCT AACTCTGCAGGCTGGGACTA 174

Ai10B13363 Araip.B10 13363 p5 (TTTTA)10 50 55995064 55995113 AATTCCTTATCTTCTCTTACCTAGCTT GATGTGGGTGAGGATTTTCG 219

Ai10B13365 Araip.B10 13365 p3 (AGA)6 18 56000426 56000443 TTAGAATGTTGCTCGCCCTC CCCAATAAACACCCTTCCCT 192

Ai10B13366 Araip.B10 13366 p3 (AAT)5 15 56001845 56001859 TTCTTGTCCTTGCTCCTGCT TCACATCTCTGCCATCCTCA 173
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Ai10B13367 Araip.B10 13367 p2 (AG)6 12 56002186 56002197 TGGCAGAGATGTGAGATGAGA TTGTTTCTTAACTTTTTCAAAACTACC 276

Ai10B13368 Araip.B10 13368 p4 (AAAT)6 24 56063694 56063717 TTTTTGAAAATCTTCACCCATTT TATGAAGCAGTGGTGGGGTT 196

Ai10B13369 Araip.B10 13369 c (T)13ataataagaacaataaagtcaattgttatcaaatccggtcgaactgaccaatttacataatttactgaattatggg(T)18107 56095129 56095235 TGAAGACGCACAAAACCTTCT TTTTTGATAAAAAGACAAATATATCCC 260

Ai10B13373 Araip.B10 13373 p2 (GA)7 14 56103156 56103169 GAAAACGTGAGCTGGAGGAG GCTATACCCGGTGACCAGAA 185

Ai10B13374 Araip.B10 13374 p2 (TA)6 12 56105736 56105747 TGTTCTCCATCGCCTTTATCTT TTCCAACTGTGCCACTCTGA 263

Ai10B13377 Araip.B10 13377 p3 (AAT)5 15 56115828 56115842 TTTCGAATTCATCCTTGGAA TACGGGCTATTGGCTTTTTG 226

Ai10B13378 Araip.B10 13378 c (T)13cgtaaaaaaattaaaaataattagtaaaaaaggaaatttttgaaaaagagggaagatattttcgaaaatt(AG)797 56123907 56124003 AACCATGGTGCTTCCTGAAT TTTTCTCTCTCCTCACTAAATTCAAA 277

Ai10B13382 Araip.B10 13382 p3 (TTC)5 15 56133600 56133614 CCCTTCCTTATTTTTCACATCC GAACATGCAAGCAACCCTTT 262

Ai10B13385 Araip.B10 13385 p2 (CT)8 16 56182055 56182070 AGAAATGGGCACAGAACTGG GGGTGTTATGGGAAGGTGTG 268

Ai10B13388 Araip.B10 13388 p2 (CT)6 12 56196826 56196837 TTGACTTTCAAATTTGTTTCAACT GAAGATGAGAGCGGGAAGTG 266

Ai10B13389 Araip.B10 13389 c (CT)6gagttcagattttctcttcttttcttctattcacacagggacctctatattgtggtaaaaaggatccc(TAT)7101 56197075 56197175 TTTCGAAAATTCACTTCCCG CTTGTCTTTGCTCCTGCTCA 233

Ai10B13390 Araip.B10 13390 p3 (TTC)5 15 56199801 56199815 ACACAACCCCTTCTCCCTCT TGCTGCTTTTTCTTGCTTCA 145

Ai10B13392 Araip.B10 13392 p4 (TTTA)5 20 56204287 56204306 TGCCTTTGGGGTTATTTCTG GAGGTTGCAATGCTGGTGTA 247

Ai10B13395 Araip.B10 13395 p2 (CA)6 12 56219854 56219865 GCGCCAAGAAAAAGTGAAAG TCTTTGGTGGTGATTGTGGA 246

Ai10B13396 Araip.B10 13396 p3 (GAA)5 15 56253164 56253178 TAGAATATTGCTCGCCCTGG CCTAACCCCTCTCCCTTCAC 171

Ai10B13397 Araip.B10 13397 p2 (AT)11 22 56263100 56263121 GGGGACAAAATTACCCCAAT GGCTAAGGTAAGGGTGAGGG 246

Ai10B13401 Araip.B10 13401 c (CT)6aatttttg(A)1131 56278154 56278184 TTCTTCTCTTTTCAAAATTTGTTTCA GAAGGGGATGAGAGGAGGAG 274

Ai10B13403 Araip.B10 13403 p2 (TC)6 12 56286111 56286122 AGCACATGGTTAGGGACAGC TCTTGAAGCAAGAAAAAGCAG 195

Ai10B13406 Araip.B10 13406 c (AGA)5acaataaagaaaacgcgaacaaaggagaacgacaaagcttattacgttgaagaaa(AAT)791 56313893 56313983 TGTTGAAGTCAATGCAAACCA CCTTCTGCTGCAACCAAAAT 180

Ai10B13407 Araip.B10 13407 p2 (TA)6 12 56314584 56314595 TGTGTCTCCGTCTGTTGCTT AAAAGCGATAATTTTTGCCG 273

Ai10B13408 Araip.B10 13408 c (T)10cttgagaggacaaagaaaagt(A)1243 56332658 56332700 TTTTTCTCTTGTTTCTTCTTCTTTTC TTTATGGATGAGAACACAAAAATTC 158

Ai10B13413 Araip.B10 13413 p3 (AGG)6 18 56363263 56363280 TGCACACTGAATTTTGAAGCA TTGCTTTTTGGTTCTGGTCA 156

Ai10B13417 Araip.B10 13417 p3 (ATT)6 18 56382349 56382366 GCCAGGTAAGCCTCTCACAA CAACCTGCAGTTGTGTTGCT 228

Ai10B13418 Araip.B10 13418 p3 (AGA)5 15 56383475 56383489 GCGGAAGAGAAGAAGAAGCA TTCGTTTCACTCATTTCCCC 262

Ai10B13419 Araip.B10 13419 c (TA)6actgggggcgtgtgtg(TA)640 56384132 56384171 GTTAACCGTCGATTTTTGGC TCCCACCAACTCACAACAAA 267

Ai10B13422 Araip.B10 13422 p2 (AT)13 26 56389320 56389345 TTAAACCGCAATACCGATCC GGATATGGGCGCAGAAGTTA 279

Ai10B13426 Araip.B10 13426 c (A)10cgcgcaaacagtcacacacacatgaatagttgaatacacactagcaaaatc(T)1475 56415024 56415098 GAATTGGGCAACGACTTTGT AAGCCTTTTCACGCTTTCTTT 230

Ai10B13428 Araip.B10 13428 p3 (CCG)8 24 56419138 56419161 GACCCACCTGAGCCTTGTAA GATCATGGCTGTTGCTGAGA 260

Ai10B13430 Araip.B10 13430 c (AG)13attggtgaaaaagagatagagaaaaaggttaaagatattatcttactaatttatttactgaagaagaaga(AGG)5aagaagaagaggtgagtgatgattattagtgtttgttg(GA)10169 56419591 56419759 CCCCACAAAGGGAGAAAAAT ACGGACGATCCGAAGATAAA 235

Ai10B13432 Araip.B10 13432 c (CT)15atctctctcttattctctca(CT)866 56426086 56426151 TGTAGGTGCAATGCTTCCAA GGGATGGATTCTGAAAGCTC 248

Ai10B13433 Araip.B10 13433 p2 (AG)8 16 56427599 56427614 AAGCCAAGGGACAAGTAGGG GAGAATTCATAAACCAAATTGGAGA 262

Ai10B13434 Araip.B10 13434 p3 (TTC)5 15 56431109 56431123 GTCGAATGGCCAAGACAGTT TGCAGTGAATGAAAGTATGCAA 211

Ai10B13439 Araip.B10 13439 p2 (TA)6 12 56462274 56462285 AGTGTGGTGAGGTCACCGTT TCAACAACTAAGATGCAAAGCA 219

Ai10B13441 Araip.B10 13441 c (TA)7aataaaaaaataaaattttttttaataaatttctcatatataaaagaaag(A)1074 56463049 56463122 TTGAAAAATATTGGGAATTGGG TTAACTTTGAGCTTTGGGGC 187



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B13443 Araip.B10 13443 p2 (GC)6 12 56476044 56476055 ATTGGCTGTTTCTTCATCCG TCGATGCCTTGATATGTTCG 225

Ai10B13444 Araip.B10 13444 p3 (AAC)5 15 56477755 56477769 CCCATCACTGCCAAGAAGAT ATGATGTGGTTGCTCTGCTG 138

Ai10B13445 Araip.B10 13445 p2 (AG)6 12 56485875 56485886 GGAACATTGAACCTGGAATTG GGCCCGAAAAACACAGAATA 192

Ai10B13447 Araip.B10 13447 c (A)11gaaaaagagaaaaa(AT)943 56499326 56499368 TCAGGTAACCCTCGGAACAC ATTGGGCTAATTTTGTCCCC 185

Ai10B13448 Araip.B10 13448 p2 (CT)7 14 56531056 56531069 CAATGCCTCTCTTTCTTGCC GAACAAGGAGAGAGAACCCG 267

Ai10B13449 Araip.B10 13449 p2 (GT)7 14 56537293 56537306 GAGCAAGCTTTCCACGAATC GATCCGCAAGCATCTAAAGC 257

Ai10B13450 Araip.B10 13450 c (AT)7tactcgcgtaagcgataaatatgagagaagaattccaaagatacatatagcaaggcttctgactcagctcgcgaagctagagccggccaaagcaaat(AC)16143 56542122 56542264 GAGGTGGCAAGGAATTACGA GGTCGACTTGGAGAAACAGG 239

Ai10B13451 Araip.B10 13451 p2 (CT)7 14 56549134 56549147 AACACCAGAAAAGGGCACAG ATAGGTGAGGGGTTTTTGGG 269

Ai10B13456 Araip.B10 13456 p2 (AT)16 32 56577785 56577816 GGTGGTGCCCTAAAAATGAG ATTTTGGTTGCGCACACTCT 264

Ai10B13457 Araip.B10 13457 c (GC)7cttgcgcttgcgcgtaggttggcttc(T)1757 56581525 56581581 ACACAGAGTTGGCCCAAAAG TTTTGGAGGTCCTTTGATGC 150

Ai10B13458 Araip.B10 13458 p2 (AT)6 12 56585557 56585568 CCCCCAAAATAAGCACAAGA CGTTTCGGAAAGCGATAAGA 123

Ai10B13459 Araip.B10 13459 c (AC)25(AT)8 66 56585710 56585775 GCGGTTTTCCTTTTCACCTT TTGTCGTTGATGCAAGAATTG 245

Ai10B13461 Araip.B10 13461 c (TATG)13(TA)7 66 56588671 56588736 CTAGGCGTTTGGAGTTCCTG TGTTACAGCCTGCGAAGCTA 273

Ai10B13462 Araip.B10 13462 p2 (TA)29 58 56590048 56590105 TGGGAAGAATCCCAAGCTAA ATGTGACCGGGCACTCTAAC 153

Ai10B13463 Araip.B10 13463 p2 (TA)8 16 56602190 56602205 ATTTCGCGGGATTTACACAG AGGAGCCTTGAAGGTTGGTT 173

Ai10B13464 Araip.B10 13464 c (T)10gccaattttttctttc(T)1036 56604691 56604726 CCTCGACTTTAACCGCTCAG GCAGTGAAGAACAAAGCTTGC 276

Ai10B13469 Araip.B10 13469 p2 (CT)6 12 56636630 56636641 CGCTTATCTGAAATTCTCACCA GAAATTTTGAAAAAGAGGGAAGA 275

Ai10B13470 Araip.B10 13470 p3 (TTC)5 15 56646129 56646143 ACACACCTTCCCCCTCTTCT CCCATAACTTGGAGGTGGAA 206

Ai10B13473 Araip.B10 13473 c (A)11ttaatcattcatcagcacgctcatatgtcgccaa(T)1055 56671261 56671315 TGAATCTCGTTGTGACTTGGG ACCCAACCCTACCCTATTCG 254

Ai10B13475 Araip.B10 13475 p2 (TA)6 12 56673672 56673683 GGAGCTTAACCAATAGCAGAGG CCTTGCAAGAGTAGGCACTCA 241

Ai10B13477 Araip.B10 13477 p2 (AT)8 16 56682204 56682219 TCGAAAATTCGAATCACGC CGAGAGAGAACGTCGACACA 144

Ai10B13478 Araip.B10 13478 p2 (TA)8 16 56685815 56685830 CGAAGCATAATCGGTCCATC AGCCAAATCTTTCATCAGGC 278

Ai10B13482 Araip.B10 13482 c (AT)6taataaccaatttaatattaataacgataattatcattattattc(AAT)23126 56702538 56702663 GCTTGTCCCTCCTCTTTAACTTC CGATTGTATTATTTTTCAAGCCAA 253

Ai10B13484 Araip.B10 13484 p3 (ATT)39 117 56705804 56705920 TGATTTTAATTTCTGAATCTCAGGT TTTCGTGTATTCATGTGTGTTTT 273

Ai10B13486 Araip.B10 13486 c (ATT)8(TAT)13 63 56706748 56706810 AATTCCTTGTTTGACACTAGCAG TGCATCTATCTAATCACTAAGCCAA 251

Ai10B13489 Araip.B10 13489 p2 (AG)6 12 56722333 56722344 GCGAGAAAGAAGGGAAAGGT CTCCCTCTTCTCCTCCATCG 166

Ai10B13490 Araip.B10 13490 p2 (GA)6 12 56722472 56722483 GCGAGAAAGAAGGGAAAGGT CTCCCATCCTCTCTCCCCT 270

Ai10B13494 Araip.B10 13494 p4 (TTTA)5 20 56737829 56737848 CATGATGTCAAGGCTGATCG TTCAAAACATGCATTTCAAACC 225

Ai10B13499 Araip.B10 13499 c (A)10ggc(A)11 24 56763121 56763144 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 218

Ai10B13501 Araip.B10 13501 p2 (AG)6 12 56771338 56771349 GGTGAGGTAGGTGGGGTTTT ATTTTTGCATGCCACTTGGT 215

Ai10B13504 Araip.B10 13504 p2 (AT)34 68 56785580 56785647 AAGGAAGAATAGAGGAAGGAAAAA AATAAAATCGCGAATCGGAA 228

Ai10B13508 Araip.B10 13508 p2 (CT)13 26 56795203 56795228 AGTCCTCAATGGACTGTGGC TTGCATAGATCAAAATTCAGCC 261

Ai10B13509 Araip.B10 13509 p3 (CAA)5 15 56803328 56803342 AAGCATGGAGCACCAAAATC GTTTTCCCATGTCTTCCCCT 243

Ai10B13514 Araip.B10 13514 p3 (CTT)5 15 56813034 56813048 CTTACCGCTACACCACCACC TCCAAATTCAAGCCAAATCA 176
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Ai10B13515 Araip.B10 13515 c* (A)14(AAC)5* 27 56817139 56817165 CAGGATGCAGAAGAGGGAAG TTCAATGACCCTGACCTGTG 243

Ai10B13516 Araip.B10 13516 p3 (CCA)6 18 56817519 56817536 ACAGACGCACCTCGGTATTC TCGAGATGCAGAAGAAGCAA 279

Ai10B13517 Araip.B10 13517 c (CT)11cc(CT)19 62 56818784 56818845 CGTTTCTCCCACTCCCTCTA CGAGTGCGTACAACTAACGG 255

Ai10B13520 Araip.B10 13520 p2 (AC)7 14 56829654 56829667 AAGGAAGCGTGAATTGTTGG TGCTTGAATGCTTTTATGCCT 264

Ai10B13521 Araip.B10 13521 c (T)10g(T)10g(T)1032 56834827 56834858 CACAGACACTTGCCTCAAGC TGCTTTGGATACACCCATGA 162

Ai10B13522 Araip.B10 13522 p2 (GC)6 12 56843790 56843801 TTTACTTTAGTGGGCCACGG AAAAGCATGCAAAATGGGAG 252

Ai10B13524 Araip.B10 13524 p2 (AT)8 16 56862919 56862934 CAAAAAGGGGACAAGCAAAA GCTACCCATGGTTTCCACTT 247

Ai10B13525 Araip.B10 13525 p2 (TA)7 14 56863090 56863103 GGGGATAAAAACACCCCAAG TGTTGTAATGGGGCTAGGGT 235

Ai10B13526 Araip.B10 13526 p5 (ACCCT)5 25 56883128 56883152 TTTGGACCCTACCCTAACCC AAAAATTTGATATTTCTGCGGG 199

Ai10B13530 Araip.B10 13530 p2 (CT)11 22 56892207 56892228 AAAGCCCAATTTCCCAATTC GACAAGAAGAGTTCGGCGAC 165

Ai10B13535 Araip.B10 13535 p2 (TA)26 52 56913673 56913724 AACGTACTTTCCCTCGCTTT CAGACATTGGCTGGTCTTACAG 280

Ai10B13537 Araip.B10 13537 p2 (AG)7 14 56915477 56915490 AAGGTAGATGGGGTTTTGGG ACGCCTAAATGGAGCAGAGA 214

Ai10B13539 Araip.B10 13539 p2 (GA)6 12 56954113 56954124 GGGGCATTGGTTGAGATAAG TACTTTGGGGCATTTTGTCC 182

Ai10B13540 Araip.B10 13540 p2 (AT)9 18 56960933 56960950 TTTGCCACTTTGAGCCTTTT TGGGGTAATTTTGTCCCCTT 144

Ai10B13541 Araip.B10 13541 p2 (TA)7 14 56965256 56965269 TTCACCACTTATTTTGGGGC GAGGAAAGTTGAATTTGGAAACA 237

Ai10B13542 Araip.B10 13542 p2 (TC)14 28 56967269 56967296 TCCTAATGCACTTGTGACGC GTGCTAGGTGGGAGACAACC 251

Ai10B13543 Araip.B10 13543 p2 (CT)6 12 56988728 56988739 CCTCGAATTGCATTCACAAA TGACCCAGTTTTTAGCCCAG 270

Ai10B13546 Araip.B10 13546 p2 (AG)6 12 57005066 57005077 TGCAGCTCAATTGCAAAATC AGCCCGAATAGAGAGAAGGG 253

Ai10B13547 Araip.B10 13547 p2 (AG)6 12 57006533 57006544 TGCAGCTCAATTGCAAAATC AGCCCGAATAGAGAGAAGGG 253

Ai10B13549 Araip.B10 13549 p4 (AAAT)5 20 57012047 57012066 CGTGGATTTGCACCCTATTT TGCAATGAATGAAAGTAAGCAAA 211

Ai10B13551 Araip.B10 13551 p2 (TG)7 14 57013361 57013374 TCATTGAGGCCATCATTTCA CCAATGTTCCAAGATTTCCC 228

Ai10B13552 Araip.B10 13552 p3 (CTT)5 15 57015024 57015038 TGGGTCCAATCCAACTCATT TGCAAAAGAATTACAAGAGAAGAAGA 271

Ai10B13553 Araip.B10 13553 p2 (TA)7 14 57022676 57022689 GTGTGAACGTCTTGGGCTTT TTAAAGGCTGGTTTCATCCG 161

Ai10B13554 Araip.B10 13554 p2 (TA)10 20 57029717 57029736 TGACTCGAGCTCACGAATTG GTTTGAGCCTGGAGTTGAGC 207

Ai10B13556 Araip.B10 13556 p3 (AGA)10 30 57033432 57033461 GAAAAGCAAGCAACTTTGGC ATAAACCACCGCCATTGGTA 247

Ai10B13557 Araip.B10 13557 p3 (TTG)6 18 57033585 57033602 TACCAATGGCGGTGGTTTAT CACCATTTTCCCCTTCCTTT 201

Ai10B13560 Araip.B10 13560 c (CT)7gagttcagtttttctttttttcttttcttctactcacacaaggacctctatactgtggtataaaggatccc(TAT)7106 57038633 57038738 CTCCCTCACTCCCCAAAAAT TTCTTGTCCTTGCTCCTGCT 182

Ai10B13561 Araip.B10 13561 p3 (TTC)5 15 57040648 57040662 TTCAAAACCAATTTCCCACC AGCACATGGATAGGGACAGC 254

Ai10B13562 Araip.B10 13562 p3 (ATA)5 15 57043517 57043531 TTGAGACTTTAGCCGACTGTGA TCGGCGAATATCAGACTTGA 261

Ai10B13563 Araip.B10 13563 p2 (TA)6 12 57047084 57047095 GGTTAGTTTCAGGCACCAGC AAAAGGTCGCAAGAAAACCA 242

Ai10B13569 Araip.B10 13569 p2 (AT)17 34 57059797 57059830 CCCACTAAACTATGACATCACACA GAGCTCAACGAAATCAAGGC 196

Ai10B13574 Araip.B10 13574 c (T)10ctc(T)10 23 57103890 57103912 TTGGCTTTTTCTGCTTGCTT TTGTTGGCTCTTGAAAGAATGA 197

Ai10B13575 Araip.B10 13575 p2 (AG)7 14 57105939 57105952 AAGGGTATTTGGGGAAGGTG TTTAACGCTAGAAAGGGGCA 279

Ai10B13576 Araip.B10 13576 p2 (AG)7 14 57107858 57107871 TGAACCTGATCAAAAGAGATAATCC ATGCATCCATTCAGAGGGAG 151
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Ai10B13579 Araip.B10 13579 p2 (TA)6 12 57113999 57114010 GATCTTTACGCCGATCTCCA GTGCTAGGTGGGAGACAACC 280

Ai10B13580 Araip.B10 13580 p2 (AG)6 12 57116674 57116685 CCTGATCAAAAGAGATAATCCTGAA ATGCATCCATTCAGAGGGAG 145

Ai10B13583 Araip.B10 13583 p2 (CT)7 14 57123733 57123746 CATAAAAGAGAGCAAAGCAAGAAA TTGAACCCAAGGATTGAAGG 262

Ai10B13586 Araip.B10 13586 p3 (TTC)6 18 57138479 57138496 TACCTTCTCCACCCCACAAG TTCTCGTCGTTGAGCAAAAA 105

Ai10B13587 Araip.B10 13587 c (TA)9(T)10cttttatttttctcaatgcatatgattaaattattggatgcatgaatcatgtcctaaaca(T)1199 57140722 57140820 TTCACCACTTACTTTGGGGC TGGGAAAAGTTGAATTTGGAA 245

Ai10B13590 Araip.B10 13590 p2 (GA)9 18 57147365 57147382 GGGGAGAAAAGAGGAAAAGAAA CTTCCCTGGTTTGCCAATTA 164

Ai10B13591 Araip.B10 13591 p3 (TTG)5 15 57152545 57152559 TTCCACCTCTGATTTCCCTG CTACCACAGCAAAGCCAACA 263

Ai10B13594 Araip.B10 13594 p3 (CTT)5 15 57163890 57163904 ATTCCAAGCTCCACTCCCTT GAACCTCCATGGGAAAGTCA 200

Ai10B13595 Araip.B10 13595 p2 (TA)8 16 57171206 57171221 ACGGGTTTATCAACTTCCCC TTTCTTTCCCATCTCATTTGC 271

Ai10B13597 Araip.B10 13597 p3 (TTC)7 21 57174468 57174488 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 203

Ai10B13601 Araip.B10 13601 c (TC)8cctctcctccat(TTC)543 57193418 57193460 AATGGCCGAACCTAACCTCT TCCCTCGAGCAAGAAAAGAA 174

Ai10B13602 Araip.B10 13602 p4 (CTAA)5 20 57196943 57196962 GCATGAAGAATTCAAACCCAA CCTTCTTCAACCATCATCCAA 253

Ai10B13603 Araip.B10 13603 c (T)10attttgcatttggagaatttttgtatccccttatctaaatactgaaat(TA)772 57202721 57202792 CCCAAATTTTCCCACTTTGT GGAAGCATGCTCATGTGAAA 192

Ai10B13604 Araip.B10 13604 p2 (CT)7 14 57210017 57210030 AACCTGAGAGGAAGTTGAAATCC GCCAGAGAATGGAGGAATCA 155

Ai10B13606 Araip.B10 13606 p3 (AGA)12 36 57213194 57213229 TCGTCCTCGAGCAAAAGAAG CTTGACACCCCAGGATCTGT 231

Ai10B13610 Araip.B10 13610 p2 (CT)15 30 57252489 57252518 TGAATTTGAAAAACACGGCA AGAGCATGGTGGATTGAAGG 213

Ai10B13613 Araip.B10 13613 p3 (CTT)6 18 57274024 57274041 CTGAAAGGGGGACTTTTTGA TAACCCAATGAAAAGGGGGT 231

Ai10B13615 Araip.B10 13615 p3 (CTT)6 18 57282678 57282695 CTGAAAGGGGGACTTTTTGA TAACCCAATGAAAAGGGGGT 231

Ai10B13616 Araip.B10 13616 p3 (CTT)6 18 57286413 57286430 CAAGGGCAACACAACTAACAAA AGCTCCTCCCCCTAATGAAA 275

Ai10B13617 Araip.B10 13617 p2 (AT)6 12 57291620 57291631 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 269

Ai10B13620 Araip.B10 13620 p2 (AG)6 12 57299698 57299709 AAAGAGGGAAGGGATTTTCG TTTTCAATTCTTTTTCAATTAACCA 110

Ai10B13622 Araip.B10 13622 p3 (AAT)5 15 57359776 57359790 ACAACCAAGGTTGGCAAGAC GAGGTGCTCTGTAAGGCTGG 204

Ai10B13624 Araip.B10 13624 p2 (TC)6 12 57412701 57412712 AGCCTTAAGTGTGGGGAGGT GGGGTCTTGAAAAGAAACTCA 169

Ai10B13625 Araip.B10 13625 c (A)10gagaaaaaaaagagaaaaatccaaaaatttactgcaac(ATAA)568 57413397 57413464 CAGAAAAACCATGTGCATTGA CATGCCTAGCTATCCATAATCTCA 239

Ai10B13628 Araip.B10 13628 c (T)13cgaaaacaagtgaggaatttttgaaaggtttttgaaaaa(T)1466 57447329 57447394 CCAGCTAGGCTACAACATGC TTTCGTGCACCAAGTTTTTG 275

Ai10B13633 Araip.B10 13633 p2 (GA)14 28 57480865 57480892 TCGAAAAATAGAAGGGAGAGAAGA CCTCTCTCAATTTTTGAAAATCAT 280

Ai10B13634 Araip.B10 13634 p3 (TGA)32 96 57486758 57486853 GAAGTTGTCTTCAATTTATGTGTTGG TCGATAACAAAATTTGGGTACATT 244

Ai10B13640 Araip.B10 13640 p2 (TA)25 50 57535301 57535350 TAACTTCGGGGCATTTTGTC TAAGTGTGGGGAAATTGGGA 242

Ai10B13641 Araip.B10 13641 c (CAA)5taattcaaaccttgaaaattctgc(CAA)554 57552948 57553001 TGCGAGCTTCAGGTTTTTCT TGCTTGTTATTGCCAAGGTG 242

Ai10B13642 Araip.B10 13642 p2 (CT)6 12 57559541 57559552 CAGAAAAGGGCAAGAAGCTG TGGGATTTGATAGGTGAGGG 243

Ai10B13643 Araip.B10 13643 c (A)11gag(A)10 24 57561513 57561536 GGTGGCAATGCTTTTGTCTT TGGCTTTTTCTGCTTGCTTT 262

Ai10B13647 Araip.B10 13647 p2 (TA)18 36 57584573 57584608 TGATAGTCGCAGGTCAAAAGAA AAAAGGACATTATAATCCGCAAA 251

Ai10B13648 Araip.B10 13648 p3 (AAT)12 36 57584780 57584815 TTGCGGATTATAATGTCCTTTTT TGATGCATGTTTGTTGTTGG 262

Ai10B13649 Araip.B10 13649 p3 (CAA)5 15 57585569 57585583 CTCCCTCTCTCAACACCACC ATCTTGGACCTTGCTGCCTA 171
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Ai10B13650 Araip.B10 13650 c (T)16ctgtatactagcagaggacccgtgtcattgtacagactaatagaggttttgtctatgaacaggcattggcaatttctctttgatattttgtactaattc(A)13128 57586976 57587103 TCATCGGATAAACCAAGAGAA CCTCTCCGTTTTCTGAAATTGA 204

Ai10B13654 Araip.B10 13654 p2 (AT)9 18 57602444 57602461 TTTGGGTCTTAAATTCCACCC ACCTTTTTGCATCGAGCCTA 238

Ai10B13655 Araip.B10 13655 c (AC)14(AT)9 46 57605315 57605360 CCATCATGTGCATAAGGCTC TGAACGTTTCACGCTTTTGT 270

Ai10B13656 Araip.B10 13656 p2 (GT)6 12 57611406 57611417 TTGCTTGATTTTCGCTTGAA ATGAAAAATAGGTGCGTGGG 205

Ai10B13658 Araip.B10 13658 c (AC)14(AT)10 48 57626757 57626804 GAAACACAATCGGTCCATCC TGCGTTAGCTTCGTGTGAAC 278

Ai10B13662 Araip.B10 13662 p2 (CT)6 12 57634629 57634640 ACCCTTACCGGCAACTTTTT GTCGTCCTCTATGGCAGAGC 246

Ai10B13664 Araip.B10 13664 p2 (CT)7 14 57641395 57641408 CTGAACTCCCAGCACACCTT TCAACCTTACCGCAGTGTCA 108

Ai10B13667 Araip.B10 13667 p2 (CT)10 20 57673345 57673364 TCTTGGATCTTCCTTCCTCG GCAGCAAAATCAGATACAGGG 276

Ai10B13669 Araip.B10 13669 p3 (TAA)7 21 57674210 57674230 GCAATCCAGCAAGCCTATTC GGCCATTACCATCCACAAGT 256

Ai10B13675 Araip.B10 13675 p3 (GAA)5 15 57685819 57685833 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai10B13677 Araip.B10 13677 p2 (TA)8 16 57695690 57695705 CTAGTCGGCCTAAACTCCGC CGAACCGTTCACACACGATA 177

Ai10B13678 Araip.B10 13678 p2 (CT)7 14 57702573 57702586 AGCGGTGAGCTACAGTCGAT GCTAAGGCTCTGCCATCATC 255

Ai10B13679 Araip.B10 13679 c (T)10gcctctcc(T)1028 57729975 57730002 TGGCTTTTTCTGCTTGCTTT ATTTTGATGGGGTGGCAATA 262

Ai10B13680 Araip.B10 13680 p2 (AG)11 22 57740595 57740616 CGAAAATCAGCGTGTTTGAA GGAACATTGAACCTGGCATT 274

Ai10B13684 Araip.B10 13684 p2 (AG)10 20 57752066 57752085 GAATTCTGGGCTGTTTCTGG GGAACATTGAACCTGGCATT 252

Ai10B13686 Araip.B10 13686 p4 (AAAT)8 32 57771989 57772020 AAGTGTGGAAAAGCTGTGGG GCATTGGGGTAATTTTGTCC 259

Ai10B13688 Araip.B10 13688 p2 (TA)8 16 57787971 57787986 ACTTTGATGCCGTAAAGGCT ACGGACAGTAGGCACGGATA 246

Ai10B13689 Araip.B10 13689 p2 (CT)6 12 57796670 57796681 TTCGAATACTCCCTCTCTCTCA CAGGTTCAGGATCAGCTTCA 269

Ai10B13693 Araip.B10 13693 p2 (AT)8 16 57830065 57830080 CTGCGAAACTAAGGCTGGTC GATTGCCTCTGGCTTTTCTG 250

Ai10B13694 Araip.B10 13694 p3 (CTT)5 15 57839761 57839775 TCCTCTTCTCCTTTTTCCTCA TGAAATTGGTTGCAAATACACA 233

Ai10B13695 Araip.B10 13695 p3 (AAG)6 18 57839896 57839913 TTCCTCATCTTTTGCTGCTTC TGAAATTGGTTGCAAATACACA 219

Ai10B13696 Araip.B10 13696 p3 (AAG)6 18 57840209 57840226 TCATCACCACCTTCTTCTTCA CGAAATTAGCTGCAAATACGC 269

Ai10B13698 Araip.B10 13698 p5 (TTTAT)5 25 57846756 57846780 TTTCGAAAATCCTCACCCAC TGGAAAAAGGGAGATGATGC 196

Ai10B13699 Araip.B10 13699 c (T)10ctttatttttctatattttttttcttttcttttccatattg(T)1061 57852681 57852741 GGGCATTTTGTCCCCTTTAT TTCAAGTGTGGGAACCTTGG 256

Ai10B13701 Araip.B10 13701 p2 (AT)7 14 57859533 57859546 GGTGTTGTTGTCATGATGTTTTG GCGCCATTCTAATAGTTCGG 272

Ai10B13702 Araip.B10 13702 c (TGG)10(TGA)14 72 57862718 57862789 ACCAGCATAATTTTCTATCAAACA GACGTTGGGCTAGGGTATGA 230

Ai10B13704 Araip.B10 13704 p2 (AT)10 20 57869658 57869677 GAGGAGCGGATATAGGGAGG TGTTAGTGCGGCTAGGGTTT 259

Ai10B13706 Araip.B10 13706 c (AGA)5aaacaaggagtgccttgaggatgacgaagaagaagaggaagaggtggaggaagaaaag(GAA)22139 57875557 57875695 AACTATTCAGTGCAAGCGGG TTTTCCACGTCTCTATCGGC 269

Ai10B13710 Araip.B10 13710 p3 (TAC)7 21 57882768 57882788 GAAGCACTGCATGAAATCCA GGCCATACTTGCCATCAAAT 204

Ai10B13715 Araip.B10 13715 c (A)11ttctacacatttttattttttttattataaatgtcattaaaaaactgcattcactaggagaagaagaataagtagatgtt(A)12103 57892537 57892639 TGCATCACTTGATGAGACATTG AATGAAAAATGAATTGCGTGT 280

Ai10B13718 Araip.B10 13718 p4 (TTTA)5 20 57932078 57932097 CCATGATGGAGAAAGGGAGA TTCGAAAATTGCTCTTAAAATTCA 222

Ai10B13719 Araip.B10 13719 p2 (AT)6 12 57939026 57939037 AAATGCGAAGCATTCACACA GGCCTTAGAGGCTTGATTTG 264

Ai10B13721 Araip.B10 13721 p2 (AT)10 20 57951421 57951440 CTACCTTGTTGAAGGCCCAC ACTTAAACTCCGCAGGCTGT 191

Ai10B13723 Araip.B10 13723 p3 (TCT)5 15 57952354 57952368 AATTTCATCCCATCCCATCA CGTCTTCATAACCCACGGAT 258



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B13724 Araip.B10 13724 c (TTA)5tttctattattattatattatcattattattgttacttattatnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)6108 57953245 57953352 TGACCCTATACCTTGAGGACG AAGATCACTCTGTTTGCTTTTCTC 266

Ai10B13725 Araip.B10 13725 p2 (TA)6 12 57959799 57959810 ATTTGGGGGTCAATTTCTCC ATGGGAGGAAGGAAGAGGAA 256

Ai10B13728 Araip.B10 13728 p2 (GA)6 12 57987171 57987182 TATAAGCGCAGCGTCAACAC TCATTATGAAGAATGCGCGA 223

Ai10B13734 Araip.B10 13734 c (A)10tttttcgtaaaaaaaattaaaaataattagttaaaaaaaaagaaatttttgaaaaagagggaagatattttcgaaaatt(AG)7103 58046824 58046926 TGTCCATCTCCACTTATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 280

Ai10B13735 Araip.B10 13735 p2 (AT)9 18 58074981 58074998 CAAACCTAGCTATCCATTCTTCA GGAAAGTTGGGTACATTGGG 224

Ai10B13737 Araip.B10 13737 p3 (CAA)5 15 58082227 58082241 CCAGGACATGGAGGAACACT AAGGTGATGAGCTGTGGCTT 192

Ai10B13739 Araip.B10 13739 c (A)10g(A)12 23 58089616 58089638 TTTGTTTCCTTGCTGCTTGA TCTTTGCCAATTCTTGGCTT 269

Ai10B13741 Araip.B10 13741 p2 (TC)6 12 58109812 58109823 GGAGCTCGCATATTTTCACC GGCAACTTAAATAAAGAGAACAATCA 280

Ai10B13742 Araip.B10 13742 p2 (TC)7 14 58115900 58115913 GCTCGCATATTTTCACCTTTC TGGCAACTCAAATCAAGAGAA 280

Ai10B13745 Araip.B10 13745 c* (AT)11(ATC)14* 62 58131125 58131186 CCATCTTTGAACCTCAACACC AGCATATTGGGAATCGGTCA 238

Ai10B13746 Araip.B10 13746 c (A)22gaaagaacacacaacaacagcac(AAG)560 58132263 58132322 GCAAGTTTTGGCAAATTTTAATG CCGAACAAGTTGGAGCAAAT 222

Ai10B13751 Araip.B10 13751 p2 (AG)6 12 58151980 58151991 GTTCAAGCCCGAAAGTGAAG AAATCAACAAGAGAAGATGGATAAA 258

Ai10B13752 Araip.B10 13752 p3 (CTT)5 15 58168175 58168189 ACTTTGTGGGCAATTTTTGG TCAACCCATTCAAATGAGCA 258

Ai10B13761 Araip.B10 13761 p3 (ATT)5 15 58229525 58229539 TTGGGAGAGTGCTAGGAGGA TGGAAGGATCAACAGAAGCC 274

Ai10B13762 Araip.B10 13762 p2 (TA)9 18 58230149 58230166 AAGCTCTTGACTCAGCCTGC GCGGAGTGGTTACAGGGTTA 215

Ai10B13763 Araip.B10 13763 p2 (TC)6 12 58246053 58246064 TTCTTCTCCCTCCCTTCCTC AAATTTACAACAATCCACAAGCA 263

Ai10B13764 Araip.B10 13764 p5 (AAAAT)6 30 58248737 58248766 GAAAATTGTGGGAACAAAGGA TGGGGTAATTTTGTCCCCTT 190

Ai10B13765 Araip.B10 13765 c (AT)22nnnnnnnnnnnnnnagcgtttagttatcgtgtgtgaatgcttcgcatttcgtaatttcgctttacgtgactttgagctttattccttcatcgggcttc(TA)10162 58252643 58252804 CTGAACTTCGCAGGTTGTGA CCCAAAATACATGTTTAAAACCC 262

Ai10B13766 Araip.B10 13766 p3 (CAT)9 27 58256895 58256921 CTTCCCACCTTAACCCACAA TGGTTTGTTGAAGGAAAGGG 150

Ai10B13768 Araip.B10 13768 p2 (AT)6 12 58262056 58262067 TGCAAGAATCATGTAATATTTTGAGA GAACCTAATGATTTGTTGTTGAGTG 238

Ai10B13769 Araip.B10 13769 p2 (AG)12 24 58265269 58265292 GGCCAAACGAACCAAAAATA TCCATTCTCTCTCAATCCGC 154

Ai10B13772 Araip.B10 13772 p3 (TTA)5 15 58273581 58273595 TTGAGGCAAGGTTGATTCGT CTTGCTGCATCACAATTTGC 207

Ai10B13773 Araip.B10 13773 p2 (CT)6 12 58279304 58279315 TCACCTTTTCAAAATTTGTTTCA GAAGGGGATGAGAGAGAAGGA 265

Ai10B13774 Araip.B10 13774 p3 (TAT)5 15 58279625 58279639 ACCAAAAATCCGAACCCTCT GTTCTTGTCCTTGCTCCTGC 161

Ai10B13775 Araip.B10 13775 p3 (TTC)20 60 58310843 58310902 GTTGCCAGGGATTGTTGAGT TCAAAACAAGAACAAAGATCAAACA 236

Ai10B13782 Araip.B10 13782 p3 (AAT)7 21 58356724 58356744 GAATGTTGGCTCCTGAAAGAA TCCTTTTCCAGCATTTTTGG 208

Ai10B13784 Araip.B10 13784 p2 (GA)12 24 58367014 58367037 GGAAGAAAAATCAATGGAGAAA TGCGTGTCACCTTCATGACT 205

Ai10B13786 Araip.B10 13786 p2 (GT)8 16 58374922 58374937 GCTTTGTAAAGGTCAACGCC AGAAATCGGCACAAGATTGG 269

Ai10B13787 Araip.B10 13787 p2 (AT)8 16 58380516 58380531 CTCCTAACTCAGCCTGCGAA TTTTCAGATGCAGGTCGAGA 261

Ai10B13788 Araip.B10 13788 p2 (GC)6 12 58398409 58398420 AAAAGAAGAAGGGTCAGGGG GAAACGATTTTTGGCGAATC 234

Ai10B13789 Araip.B10 13789 p2 (GT)9 18 58400080 58400097 TTGAGGCCGTCGTTTTATTT ATTCACCCAATGTCCCAAGA 230

Ai10B13790 Araip.B10 13790 p2 (GT)9 18 58401682 58401699 TTGAGGCCGTCGTTTTATTT ATTCACCCAATGTCCCAAGA 231

Ai10B13791 Araip.B10 13791 p2 (GT)8 16 58409123 58409138 ACTGCAGTGAGGCAGTCAGA GAGTCCTCTGACTTGCAGGG 261

Ai10B13793 Araip.B10 13793 p2 (GA)6 12 58415367 58415378 GGGGGAAGAAGAAAAGAAAA GAGAGTTGTGCAAGTGCGAG 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B13795 Araip.B10 13795 p3 (GAA)5 15 58422562 58422576 TTGCCATCAATGGTAATGGA AGCCCTCCATTCTTCCTCAT 166

Ai10B13796 Araip.B10 13796 p2 (AG)6 12 58423773 58423784 GGGTTCGAATTTGGTGAGTG TTTCTTATCTTTTTCAAAACCACC 247

Ai10B13799 Araip.B10 13799 p3 (GAA)6 18 58430675 58430692 CCCTCTAATGAAAATGGGGC TGGGAGATTGGACTTTTTGG 232

Ai10B13801 Araip.B10 13801 c (TG)22gtaatgtgaatttaggtg(TA)980 58435701 58435780 GAGCTTGTTGGATTTGGCTC AAGCATTGACACCCAACCTC 248

Ai10B13804 Araip.B10 13804 p2 (TC)11 22 58456516 58456537 AAGTGCTTGCTCGGAACTGT GCGAATACTCCATAGCCGAT 187

Ai10B13806 Araip.B10 13806 p3 (TGG)5 15 58467066 58467080 GAACCTGGAAGGCGTATGAA CCAGCCCCTTCTCCTTACTC 267

Ai10B13808 Araip.B10 13808 p3 (GAA)6 18 58480891 58480908 GCCCTTGAGCAAGAGAAGAA ATATGGCCGAACCTTAACCC 174

Ai10B13809 Araip.B10 13809 p2 (AG)7 14 58482256 58482269 GAGAGAGGGAGAGGATTTTCG CCTTTTTCAAGAAAGTGATTGC 275

Ai10B13810 Araip.B10 13810 p2 (GA)7 14 58488040 58488053 CAGAGAGGGAGAGAGGGTTC TCTCTTTTTAAATTTCGAATACTAACC 171

Ai10B13811 Araip.B10 13811 c (A)13gcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(A)75gaggagaaaag(A)10150 58500094 58500243 TTGTTGGCTCTTGAAAGAATGA GGGGTATTGGCTTTTTCTTTTT 278

Ai10B13813 Araip.B10 13813 c* (A)10tgaataagaacaacaaaaag(A)10(AT)6*51 58513513 58513563 TGGAAGAGTTGGAAACATTGG TATTGAACCTTGCTTTGGGG 251

Ai10B13814 Araip.B10 13814 p2 (GC)6 12 58514169 58514180 AAATGAGGCGGTTTCAGTTG GTGCTTTAGAATTCGCTGGG 172

Ai10B13816 Araip.B10 13816 p3 (GAA)5 15 58546587 58546601 AGTGGTCTTGATGGGCTTTG ACACAACCCCTTCTCCCTCT 244

Ai10B13817 Araip.B10 13817 p2 (AG)8 16 58549561 58549576 GAGAGAGGGAGAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 225

Ai10B13819 Araip.B10 13819 c (T)10cgaaaacaaaggagaaatttttgaaatatttttgaaaa(T)1058 58550936 58550993 TTGAAGACCAATCCCAAAGC GGTTTATCGTGTTGCTCAGATT 242

Ai10B13821 Araip.B10 13821 p2 (AT)9 18 58569199 58569216 GGTGGAATCTCATGCAATGTT CCAGTGAGGGTTCAATAGCTC 279

Ai10B13829 Araip.B10 13829 c (A)10caaaaataattgcatacatattattttct(A)1049 58587969 58588017 TGAAGCTGAATTTTGTTCATCA TTTTTGGTGAGACTTGGAACAA 262

Ai10B13836 Araip.B10 13836 p2 (AG)6 12 58651421 58651432 GGTGAGGGGTTTTTAGGGAA CGTTTAATGCCAGAAATGGG 272

Ai10B13841 Araip.B10 13841 p3 (TTC)6 18 58686098 58686115 CCCATCACCTCTTCACCACT TTGCCTTCCCTTTCCTTTTT 256

Ai10B13845 Araip.B10 13845 p4 (CTAA)5 20 58717437 58717456 CCAAGTAACACTCAGTGGCCT CAACACTGCCAATCACCATC 214

Ai10B13846 Araip.B10 13846 p2 (GT)6 12 58749994 58750005 CAAGCACAATAGGATGAGCG GCTCTTTTTCCTGCTTCCCT 275

Ai10B13851 Araip.B10 13851 c (TA)8c(AT)7 31 58831348 58831378 AAAACCCCAAGAGAAGGGG GTCTTGGGGCATTTTTGTGT 174

Ai10B13858 Araip.B10 13858 p4 (AAAG)5 20 58877052 58877071 GGGTTGCAAGAAAGAGCAAG TTTTATTTCCCACCCTTCCC 249

Ai10B13863 Araip.B10 13863 c (T)11aatactatagctactgtatataagtgtagctttaggtctc(T)1061 58926420 58926480 TCACCTGTAAAGCGTAGCCA CGTTCTTGCTGCACTGAAAA 253

Ai10B13864 Araip.B10 13864 p3 (AGC)5 15 58927386 58927400 GCCATATGCAACCATTTAACC TATAGCCCAATGCCCTTTTG 229

Ai10B13869 Araip.B10 13869 p2 (AT)9 18 58966507 58966524 TGACATTCAAAGTGTTCTTGCAT TCGAAAATTATGAGAAGAATAAGGAAA 152

Ai10B13871 Araip.B10 13871 p2 (CT)6 12 58968873 58968884 TTTTCAAATATCTTTCCTAACCTCC TTTTGAAAAAGAGTTAGTGATTTTTG 268

Ai10B13872 Araip.B10 13872 c (CT)6cattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattatttttattttttatttttaatttcaaaaattttcg(A)10113 58969111 58969223 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATGAGATGGGAGATGGAT 243

Ai10B13873 Araip.B10 13873 p3 (TAT)7 21 58969453 58969473 TTGTCTCCCACTCTTCTTCCA GTTCTTGTCCTTGCTCCTGC 130

Ai10B13874 Araip.B10 13874 p3 (ATT)5 15 58969678 58969692 CCCCCTCTTTTCTTCCACTC CTGCAGGCGTTTTCTTTAGG 221

Ai10B13879 Araip.B10 13879 p2 (TA)12 24 59044973 59044996 GCTTGGAGTTCAAATTAAAAGG TCGGAAATGAAAACTGACGA 269

Ai10B13882 Araip.B10 13882 p3 (TTA)7 21 59050319 59050339 TTTATGCATGGACATGGGTG TTTCGATTTACATGCCATTGA 153

Ai10B13885 Araip.B10 13885 p2 (GA)9 18 59067373 59067390 TGGGAAAGAGAGGATGGATG AGGCTACAGCTTGGCGTTTA 228

Ai10B13887 Araip.B10 13887 p2 (TA)8 16 59088945 59088960 AATGGGGCTGAGGTAAAGGT CACAAAAATTTCCCCAATGC 246
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Ai10B13890 Araip.B10 13890 p2 (GT)7 14 59118494 59118507 AATCGGAGCACCGTAGCTTA GGTTTAGCCCGAAGTTAGGC 217

Ai10B13899 Araip.B10 13899 p3 (AAG)5 15 59163274 59163288 AACCCCAGTGGACAAGACAG GGTTGTACACCCTCCTCAGC 180

Ai10B13903 Araip.B10 13903 p2 (CT)7 14 59233860 59233873 TCTTGTGAATCAAGTCATTAATTGTG AAAAAGAGGGAAGACATTTTCG 278

Ai10B13904 Araip.B10 13904 p3 (CAA)5 15 59239993 59240007 CACTCAAAGGCTGTTGCAGA ATTGTATCGTTGAGTCGGGC 279

Ai10B13912 Araip.B10 13912 p3 (AGA)5 15 59332033 59332047 TATGACTCGGAGGTGGAAGC CAAAATCTCTTTCCCACCCA 242

Ai10B13913 Araip.B10 13913 c (A)10gaataagatgtttcaaaaataaatttgggaagcatgctcatgtgaaatcaagaaaattgaattaccatgtgcattgatg(A)1099 59340663 59340761 TGGGAACATGGGATGATAAAA TTGTCCCATGTGCATTGATT 222

Ai10B13914 Araip.B10 13914 p5 (TAAAA)6 30 59346616 59346645 ATGTGGGGAAACCTATTGGG TTTGGGGGATTCATTTGTGT 241

Ai10B13915 Araip.B10 13915 p2 (TA)6 12 59347210 59347221 CCCATCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 272

Ai10B13916 Araip.B10 13916 p3 (TGA)5 15 59351300 59351314 GAGCTGACTATGCCGAGCTT CTGGACATCGGGATCAGACT 279

Ai10B13917 Araip.B10 13917 p2 (CT)6 12 59369502 59369513 TTGTTTGTTTCCTACCTTTTTCAA GAAGGGGATGAGAGAAGGAGA 230

Ai10B13920 Araip.B10 13920 p3 (TCA)6 18 59453597 59453614 CCAAACTTCCATCCAAATAGACA GGCCAAGGTATGGTTTCGAT 280

Ai10B13922 Araip.B10 13922 p3 (ATC)5 15 59463465 59463479 AACCACTCACCATTCCCATC GACACTTAGGCTAGTGGCCTTT 273

Ai10B13924 Araip.B10 13924 p2 (AT)7 14 59468109 59468122 TGTCCTTCTTGCCGTTATCC AAAAACAAGATTTGATGGTTCG 250

Ai10B13927 Araip.B10 13927 p2 (GA)8 16 59474519 59474534 GGGGGAAGAAGAAAAGAAAA CTTCCCTGGTTTGCCAATTA 159

Ai10B13931 Araip.B10 13931 p2 (AT)8 16 59504350 59504365 AGTGAAATACTTGGATTGTTGTGA TTAGCTTGCCATCCACTTCA 279

Ai10B13932 Araip.B10 13932 c (AT)10ttatatatatgtatgtatacttatatgctcgggccggttaccttcgtgaaccaagtcttgagctttgttatctgtattttggcactcttc(TA)6122 59506857 59506978 TCATTTTGGATTTTGTCTTTTGG GCATATGATGCATGCCTGTC 202

Ai10B13933 Araip.B10 13933 p2 (TA)12 24 59507522 59507545 TTCAGATGCAGAACGTGAGG CGAATGCGATAACGTAAGCA 197

Ai10B13935 Araip.B10 13935 p2 (TA)9 18 59515161 59515178 CTTCCCGGTAGATTTCCACA ACGTTTCGCGCTTTTGTAAT 211

Ai10B13936 Araip.B10 13936 c (TC)6ata(CT)16 47 59523100 59523146 CCTGCCCTGTTGAGTAGCAT CCGGTGGTGAAGAGAGAAAA 226

Ai10B13937 Araip.B10 13937 p3 (GCT)6 18 59530587 59530604 GCTTTCTGTCGCCGTTCTAC GGCAAGAATTTTGGAGCAAG 242

Ai10B13939 Araip.B10 13939 p2 (AG)12 24 59539271 59539294 GGTTGACGTGTATGCGTGAC CCCTAAAACCTAGAGAGGGGA 234

Ai10B13941 Araip.B10 13941 p2 (GA)6 12 59540929 59540940 GGGGAGAAAGAGAAGAGGGA TTTTCCTCTTTCCCCTGTTG 265

Ai10B13942 Araip.B10 13942 p2 (GA)7 14 59541276 59541289 AGGAGGAGAGCGAGAGAGGA CATCTCCCTTCCCATCACTC 275

Ai10B13943 Araip.B10 13943 c (GA)10tgg(GA)12a(AG)864 59541411 59541474 AAGAGAGAGAGTGATGGGAAGG TCTCTCTCCTTTTCCCCCTC 264

Ai10B13944 Araip.B10 13944 p2 (GA)12 24 59541639 59541662 GGAAAGAAGGGAGAGGGAGA TTGTGATTAGGGGTGTGCAA 280

Ai10B13946 Araip.B10 13946 p2 (AG)7 14 59560907 59560920 GAATGAGATGGGGGAGGAAT CCTGCATCATAAAAATTTCAAAAA 279

Ai10B13953 Araip.B10 13953 p2 (GC)6 12 59588091 59588102 AGGGGTAAGTGTGCCCTTTT TCCAGAGAGTTATGCCACCC 178

Ai10B13954 Araip.B10 13954 p2 (GC)6 12 59588342 59588353 GGGTGGCATAACTCTCTGGA ATACAAGGCGAGCACGAAAT 218

Ai10B13957 Araip.B10 13957 p3 (TGA)5 15 59611128 59611142 TTTTCAAGTGCTTGGGGAAC TTTTGGAGTTCGCTTGCTTT 155

Ai10B13958 Araip.B10 13958 p2 (GT)6 12 59642005 59642016 TCCAATTTCACAATGGCTTG GTTCTAAAATTGCACGCGGT 202

Ai10B13961 Araip.B10 13961 p2 (TA)7 14 59651866 59651879 TCCTTTTACCCTCGCCTTTT TGAAGCAAGAAAAAGCAGCA 145

Ai10B13968 Araip.B10 13968 p2 (TA)8 16 59688719 59688734 TGGTTTATCAACCTCCCAACA TTTCATGTTCCCTGCTTTCA 277

Ai10B13969 Araip.B10 13969 c (TTAT)6ttttttg(T)1041 59689297 59689337 TGTGCATTGATCTTTGAGTTCTG GGAAATCGTGGGAACAAAAG 223

Ai10B13970 Araip.B10 13970 p2 (GA)8 16 59691766 59691781 ATTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 243
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Ai10B13977 Araip.B10 13977 p4 (AAAT)6 24 59772240 59772263 GGTGGCAATGCTTCTTGTTT TGGCTTTTTCTGCTTGCTTT 280

Ai10B13979 Araip.B10 13979 p2 (CT)6 12 59777262 59777273 AACGCTAGGATTGGCAGAAA ATCACGATTTTGCACACCAA 174

Ai10B13982 Araip.B10 13982 p3 (AGA)6 18 59780013 59780030 CGGTCTTAGGTGCCATCAAT ATCCCCACCTACCTCCACTC 266

Ai10B13986 Araip.B10 13986 p2 (CT)6 12 59844990 59845001 AACGCTAGGATTGGCAGAAA GTGATCACGATTTCGCACAC 177

Ai10B13996 Araip.B10 13996 p2 (CT)6 12 59874106 59874117 TTGTTTGTTTCCTACCTTTTTCAA TCCAAACACAAAGGTGATGA 235

Ai10B13997 Araip.B10 13997 p3 (TTC)5 15 59876057 59876071 CACCCACTCTTCCCCATAAA TAGAATATTGCTCGCCCTCG 268

Ai10B14000 Araip.B10 14000 p3 (TGA)5 15 59881942 59881956 TCGAGCTTCAGGGTCATCTT GGGCAATAGAGACTTTGGCA 207

Ai10B14017 Araip.B10 14017 c (TTATT)5ttaaactcggttttc(A)1050 60015449 60015498 CCTCACCCACATCTTTTTCAA CCATGATGGAGAAAGGGAGA 187

Ai10B14018 Araip.B10 14018 p2 (GA)7 14 60029843 60029856 GATTTACAACAATCCACAAGCG TCCTCCCTCCTTCCTTCTTC 258

Ai10B14022 Araip.B10 14022 p2 (CT)6 12 60053576 60053587 TACCAGGAATGGGCAAGAAG GAGGGATTTTTGGGGAAGAG 231

Ai10B14024 Araip.B10 14024 c (T)13gcaaatgagatgagagaag(A)1042 60057746 60057787 TGGAATGTTATGAAATGCAACC CACAAAATCCAGTGAGAGTTCAA 262

Ai10B14026 Araip.B10 14026 p2 (TC)7 14 60078457 60078470 CGTTTAACACCAGGATTGGC AGGTGGGGTGTTATGATGGA 280

Ai10B14027 Araip.B10 14027 p2 (AT)6 12 60106108 60106119 TAAGTGTGGGGAGGTCGTTC GCTCAAAACATGTCCCACAA 263

Ai10B14031 Araip.B10 14031 c (A)11caagtttggtgttcatcaaaccttgatgcaccgatttaaggatacaattaatccttcatg(A)1485 60142505 60142589 TCATGAAAATTTGAAACTCATGC TCCTCCAATTGGTGAAGTCC 273

Ai10B14034 Araip.B10 14034 p2 (AG)6 12 60165507 60165518 TCAAATCCAAGCCCAGAAAC CAAAGGAACATTTGAACCTGG 209

Ai10B14035 Araip.B10 14035 p3 (AGA)5 15 60172425 60172439 CCCAATTGGATGAAGATTGAA TCCCCTCACACACTTTTCCT 274

Ai10B14036 Araip.B10 14036 p2 (CA)6 12 60174412 60174423 CCCTAACCCTAACACACCCA CGTCCTCTCTCTCCATCTCG 280

Ai10B14037 Araip.B10 14037 p2 (TC)7 14 60174737 60174750 CGAGATGGAGAGAGAGGACG AAAGTTCAAACGCTCCCCTT 270

Ai10B14038 Araip.B10 14038 c* (TAT)5(T)10* 24 60180850 60180873 ACAGACACATCCCTCAAGGC TTCCTGAGTTTGTGGTGTGG 240

Ai10B14044 Araip.B10 14044 c (A)10tatcttcttatcttatctttttcaaaaatatcttttcaaaatatcttttctaactacctaactaa(CT)687 60213237 60213323 TCAAAAATTTGAAGTTTGTTACTTGC GAAATTTTGAAAAAGAGGGAAGA 274

Ai10B14047 Araip.B10 14047 p3 (GAA)5 15 60240075 60240089 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 245

Ai10B14052 Araip.B10 14052 p3 (AAT)24 72 60270246 60270317 ACTATGCTTTGAACGCACCC ACAGACACATCCCTCAAGGC 213

Ai10B14055 Araip.B10 14055 p2 (GC)6 12 60306409 60306420 GTTGCGAATTCCCTTTTTCA TGTACCAGAGGCTCCACACA 182

Ai10B14056 Araip.B10 14056 p2 (GC)6 12 60306730 60306741 CGGGTTTATGCCACTTTTGT AGGGGATGTGAGTGAGAACG 180

Ai10B14057 Araip.B10 14057 p2 (CG)6 12 60353231 60353242 TAGAGCACCATCCACGCATA TGGTGAAGGAAAGAAATCCG 278

Ai10B14058 Araip.B10 14058 p4 (AGTT)5 20 60353382 60353401 TCCAACACTTCCAAACACCA GCATGAAGAACTCAAAACCAAG 264

Ai10B14060 Araip.B10 14060 p5 (TTTTA)5 25 60372088 60372112 CAGAGACACCAGCAGCACAT CAAACAAAGTTCAAAATGCAGAA 280

Ai10B14061 Araip.B10 14061 p2 (TA)6 12 60372367 60372378 CCTTTTAGCATACGATAACTTGG GGGTTGTGTGTTCTTTGGCT 262

Ai10B14063 Araip.B10 14063 p2 (AG)6 12 60374388 60374399 CGCATGCGTTACAAGAAAAA CCAAGAGAGAGGAGAGAGCC 266

Ai10B14067 Araip.B10 14067 c (TA)7ttatatatgttctttttc(T)1042 60396683 60396724 TGGGGTATTTTTGTCCCCTT TGAGGGTGTGTATCATTTGGG 270

Ai10B14068 Araip.B10 14068 p3 (CTA)5 15 60434782 60434796 TCAAACTGGCGAACATGAAC AAAAACAATGCCAAAAAGCG 239

Ai10B14069 Araip.B10 14069 p2 (TC)6 12 60454920 60454931 AAACGCTGGTGTTAAATGCC GGGTTTTTGGGGAAGAGGTA 240

Ai10B14071 Araip.B10 14071 p3 (CTA)6 18 60465134 60465151 CTGACGAACATGAACGGAAA TTAGGGGATTTGAAAGGCTG 214

Ai10B14072 Araip.B10 14072 p3 (GAA)5 15 60472344 60472358 CGGTCTTAGGTGCCATCAAT GCCGAAACACATCTCTCTCC 156



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B14073 Araip.B10 14073 p2 (AG)6 12 60475890 60475901 TGAAAAAGAGGGAAGTTATTTTCG TTGATTTTCAAATTTGTTTCAACT 119

Ai10B14081 Araip.B10 14081 p5 (TTATC)5 25 60505227 60505251 CCTGGGTGCTCCAGTGTATT GCCCAAATAGAGGAACACGA 179

Ai10B14082 Araip.B10 14082 p3 (TTC)5 15 60518023 60518037 AGCCCTCCATTCTTCCTCAT ACTCGGAGGTGGAAGCTTTT 259

Ai10B14086 Araip.B10 14086 p2 (TA)7 14 60537901 60537914 ATCAATGCACATGGGACAAA TTTTCAGGGTTGTAATGGGG 225

Ai10B14087 Araip.B10 14087 p2 (TA)8 16 60550989 60551004 AGAGGCACCTCATTGAGCAT CAAACTCGACCTGCTAGGCT 245

Ai10B14089 Araip.B10 14089 p4 (TATG)5 20 60557070 60557089 ATCAATGGAATGCCCAAAAA ATGCCCAGTCAATTTTGTCC 185

Ai10B14094 Araip.B10 14094 p2 (AT)8 16 60592498 60592513 GGGAAAAGGTGAGAACTTTGG TGGGGTGATTTTATTCCCCT 187

Ai10B14095 Araip.B10 14095 p2 (GT)8 16 60592684 60592699 AGGGGAATAAAATCACCCCA GGGCTAAGGTAAGGGTGAGG 236

Ai10B14098 Araip.B10 14098 p2 (AT)6 12 60609560 60609571 GCCTTTAAAACAAGTGCCACA AAATACGATAACCACAACAAAGG 212

Ai10B14100 Araip.B10 14100 p3 (TCT)6 18 60618810 60618827 TATAAACACGCCGTTTCACG TGTGCAGCAAGAAGAAGAAGA 272

Ai10B14101 Araip.B10 14101 p3 (CTT)5 15 60618975 60618989 CAAGGTACGTTTCTTGCCTTC CCTCCTCATCTTCTGCTGCT 197

Ai10B14102 Araip.B10 14102 p3 (CTT)10 30 60619614 60619643 ACAGAAGGAGATCGAAGGCA TACTGAACCATCTTCGCGTG 155

Ai10B14104 Araip.B10 14104 p4 (ATTA)8 32 60623060 60623091 AAGTAAGCAATTGGGTTTGAGAA TGAAAGCACAGATTTCATCCC 259

Ai10B14106 Araip.B10 14106 c (AC)6aaaacgaaaggagaaaagtagaaattaaaaatca(AG)658 60640760 60640817 GTTAAAAGCTCCCTCCCTCC ACGTGGAAGAAACAATGCCT 225

Ai10B14107 Araip.B10 14107 p3 (TTC)5 15 60643912 60643926 TATACGCGCACACACCATTT TCGTTTTCCTGCACAATTCA 219

Ai10B14108 Araip.B10 14108 c (GAA)5tctgtatgcatgaattt(AGA)650 60644795 60644844 CAACATGGCAAAAATTCAACA CCTTTCGCTGCTTCTTCTTG 143

Ai10B14112 Araip.B10 14112 p2 (TA)6 12 60682452 60682463 GCGATTTTGGGTGACAAGTT AACCACACCATTAGGCTCAAA 277

Ai10B14115 Araip.B10 14115 p5 (AAAAT)5 25 60707820 60707844 TGAGCCATGTCTAATTCCTGG TCGAAAAATGCAAGATGCAC 246

Ai10B14121 Araip.B10 14121 c (AG)6tgtgt(GA)7 31 60843277 60843307 AACGTCGGAGAGGGAAAACT CTGCTCCTCTCAACCTCAGC 183

Ai10B14123 Araip.B10 14123 p2 (CT)7 14 60854696 60854709 TTCCGAACTCCTTATCTTTTCAA AGAAGGAGATGAGGGAGAAGG 278

Ai10B14124 Araip.B10 14124 p3 (TTC)5 15 60858049 60858063 ATATGGCCGAAACCTTACCC CGGTCTTAGGTGCCATCAAT 241

Ai10B14128 Araip.B10 14128 p3 (GGT)5 15 60894327 60894341 GGAACCTGGTAGGCGTATGA TCCTTTTACCCATTCCATGC 246

Ai10B14136 Araip.B10 14136 c (T)10atcccccttcatttcttctc(T)1040 60966433 60966472 GGGCTAGGGTGAAGGTAAGG CCAAATGAAAGGGGATGTTG 276

Ai10B14137 Araip.B10 14137 p2 (GC)6 12 60968592 60968603 TGAGAAAGGAGTGAAACGGC CCTGAGGCACAACTCCTCTC 147

Ai10B14138 Araip.B10 14138 p2 (GC)6 12 60968913 60968924 ACAAAAGTGGCATAAACCCG ATTGCCAGTTGACCATCGAC 269

Ai10B14139 Araip.B10 14139 p2 (GC)6 12 60969068 60969079 GTGAGCGTCGATGGTCAACT AGGGATGCTAGCTTTGTTGG 270

Ai10B14140 Araip.B10 14140 p4 (AAAT)5 20 60982115 60982134 GAAATCAAAATCGTCCCCAA TGGGGTAATTTTGTCCCCTT 187

Ai10B14142 Araip.B10 14142 p2 (TA)15 30 60994903 60994932 TGCTTTTCTCTCCCATCTCAA GCATGTCCTCATGCTAAATCC 264

Ai10B14150 Araip.B10 14150 p4 (TTAG)5 20 61065435 61065454 CATCCACCACCATCATTTCTT TGGCTAGCTACAACATGCAA 280

Ai10B14152 Araip.B10 14152 p3 (AAT)23 69 61081424 61081492 TGAGAAATGGGATTAGTTGAAAAA TGTGAATCTTAAATGCCCTTCC 258

Ai10B14154 Araip.B10 14154 p2 (TA)8 16 61082894 61082909 CAGTGAGGGTTCAATGGCTC GAGTGAAGGCAGAATGGTGG 278

Ai10B14155 Araip.B10 14155 p2 (GA)6 12 61105617 61105628 TGTTCAAATTTTTGGATGGGA TTTCGAAAATTCCCTCTCTCC 239

Ai10B14162 Araip.B10 14162 p2 (AT)7 14 61165224 61165237 GCTCAAACCCAACTTTGGAA GGTTGTATTCGCAAAGGCTC 211

Ai10B14163 Araip.B10 14163 p2 (AT)6 12 61166015 61166026 TCTCATGAACAACCCTCAGC TCCATGGATAGCTACCGGAC 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B14164 Araip.B10 14164 p3 (TTC)5 15 61194685 61194699 TGCTTGCTGAGTTTTCCAGA ATGATCCCTTTTCCAAGGCT 218

Ai10B14165 Araip.B10 14165 p2 (CT)7 14 61197477 61197490 GTGGCCCAGAAAACACAGAT CATAAACCAATTGGGCAACA 272

Ai10B14167 Araip.B10 14167 p2 (TA)6 12 61208357 61208368 ACAAGTTCCAAGAGCTCCCA TGGGTTTATCGGGTTTTTGA 223

Ai10B14169 Araip.B10 14169 p2 (CT)10 20 61220388 61220407 CCCCACCCACTTCAAAATTA AGCTTTGCTTTTCCAACACC 254

Ai10B14170 Araip.B10 14170 c (CT)7aattttcgaaaatatcttccctttttttcaaaatttctttttaattaacaaattattttattttttatttgaattttcg(A)10103 61227824 61227926 TTTCTTATCTTTTTCAAAACCACC CGAATTTGGTGAGTGATGTGA 280

Ai10B14171 Araip.B10 14171 p3 (TTC)5 15 61230475 61230489 ACACAACCCCTTCTCCCTCT TATCTCCCATGACTCGGAGG 210

Ai10B14175 Araip.B10 14175 p2 (CT)22 44 61252234 61252277 CCCCTCACTCTAACCCTTCA GAGGGTTCTCAACCTTGGGT 246

Ai10B14177 Araip.B10 14177 p2 (AG)7 14 61264470 61264483 GCTAAGAAAGCCGTGACCAG TGTTGGTTGTTTCTTAACTTTTTCA 160

Ai10B14179 Araip.B10 14179 p2 (TA)6 12 61277936 61277947 GGATAACAGAATCACAACAATCCA GCTGTGTGTTCTTTGGCTCA 202

Ai10B14180 Araip.B10 14180 p3 (TTG)6 18 61281080 61281097 ACATTCAGTCAGGAGGGTGG TGGTCTTCCCAATTTTTCCA 242

Ai10B14181 Araip.B10 14181 p2 (AG)7 14 61282452 61282465 GAGTGGATCCTTCCTTGATCC TATAGAGGAGGCGAGCTCCA 205

Ai10B14182 Araip.B10 14182 p2 (AG)7 14 61285285 61285298 AGGAGTGGATCCTTCCTTGA GGGTGGCTGATGTGAAAAGT 236

Ai10B14183 Araip.B10 14183 p3 (ATT)5 15 61286973 61286987 TGCTGCTGAGAAGATGATGG TGGAAGGATCAACAGAAGCC 104

Ai10B14185 Araip.B10 14185 c (T)10ccttc(T)10 25 61291940 61291964 TTCACTTGACACCTTCACGC CAGTGAAAAACACAAAGCTTGC 234

Ai10B14188 Araip.B10 14188 p3 (TCA)5 15 61374818 61374832 ACATTTTGGAGTTCGCTTGC CCATTTTTCAAGTGCTTGGG 161

Ai10B14189 Araip.B10 14189 p3 (GAA)6 18 61393432 61393449 TGACTCACCCACCCTTCTTC AGAGCATGGTTGCCCATTAC 259

Ai10B14195 Araip.B10 14195 p3 (CAC)5 15 61455791 61455805 CCCCCTTTCTTCTTACCCAC TTTGGCAGAATCTGGTAGGC 173

Ai10B14197 Araip.B10 14197 c (CT)6catctctttctatttattttatttaattactaacacttctcttctactcataattcgagcactctctctt(TC)17116 61468813 61468928 TTTCGAACACTAGCTAAACAATTAAAA GAATGAGGAAGAAATTTGAACACA 215

Ai10B14201 Araip.B10 14201 p2 (CA)7 14 61557562 61557575 GCATTCTAAATTGGAGGGGG CCCAAGATGGTTGAATGCTT 279

Ai10B14205 Araip.B10 14205 p2 (CA)6 12 61617853 61617864 TGTTCTGCCACTCTTTGGCT TTGTCCCCTGCATTTTCAAT 279

Ai10B14208 Araip.B10 14208 p5 (TTATC)5 25 61632521 61632545 CCTGGGTGCTCCAGTGTATT TAGAGGGACACGACCCAAAC 172

Ai10B14212 Araip.B10 14212 p4 (TTTA)6 24 61685893 61685916 TTCATGGAAGGGTCACTGCT CCTAACCACTTTCTCTCTCCTCA 250

Ai10B14213 Araip.B10 14213 c (T)10aaaagaagattttggaaagagtataccaaattgccacgaacttagaccaactctctagccaattgggcagtaaatgtaacatttgttttgaagaagta(T)10118 61686427 61686544 TTGGCACAAAATTTAATAGAGAAA CCATAGATTGGCTTAGATTAGGAAA 280

Ai10B14214 Araip.B10 14214 p2 (GA)6 12 61728767 61728778 TGAGAGAGGGAGAGAATTTTCAA TTTTTGTTTGTTCCTTATCTTTTTCA 222

Ai10B14220 Araip.B10 14220 p2 (GA)7 14 61781394 61781407 TCGAACACAGAGGAGAGAGGA CAAAAATCACTAACCACTTTTTCAA 251

Ai10B14222 Araip.B10 14222 p2 (AC)6 12 61787506 61787517 ATTCCCAAATCCCAGAAACC CGATCTCTCCCTGTTTCGAG 274

Ai10B14223 Araip.B10 14223 p2 (AC)6 12 61804378 61804389 AAGATGGGTAGAATGTAACAACCC TTTTTCCTTTGGCTCAGGG 275

Ai10B14226 Araip.B10 14226 p2 (CT)7 14 61888892 61888905 CTTTTTGTTTGTTTCTTAACTTTTTCA AATGAGATGGGAGAGGGAGAA 241

Ai10B14227 Araip.B10 14227 p3 (ATT)5 15 61889235 61889249 CCCCATCTTCTTCCACTCAC TGCCATCTCCTTTTCTTGCT 238

Ai10B14230 Araip.B10 14230 p2 (AG)6 12 61928940 61928951 GAAGGGGATGAGAGGAGGAG TTTTTGTTTGTTTCTTACCTTTTTGA 195

Ai10B14232 Araip.B10 14232 p2 (GC)6 12 61942214 61942225 GGCACAGACTAGGCACAGGT ATACTCCTGGGCCAAAAACC 209

Ai10B14236 Araip.B10 14236 p3 (CTT)5 15 61961798 61961812 TTCACATCTTCAACCCCTCC CCAACATGAAAAATGCATGG 263

Ai10B14239 Araip.B10 14239 p2 (CT)6 12 61982331 61982342 CGTTTAATGCCAGAAAGGGA AGAGTGGTGGAGGTGATTGG 256

Ai10B14240 Araip.B10 14240 p2 (TC)7 14 62016442 62016455 CCCATTCAAAGAGAGCTTGC CATGGAAGAATTCATAGATCCAA 230



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B14243 Araip.B10 14243 p2 (TC)7 14 62022893 62022906 TAAAGTGTGGGAATGCACCC CATGGAAGAATTCATAGATCCAA 247

Ai10B14245 Araip.B10 14245 p2 (TG)6 12 62059802 62059813 CCGCTGGAATGCCTTATCTA AACCGACCGCAACTAACAAC 229

Ai10B14248 Araip.B10 14248 p2 (GC)6 12 62081341 62081352 AAGTGGCACAAAGTTGGCTC CCCTTGCAATTTAACCATCG 269

Ai10B14249 Araip.B10 14249 p2 (GC)6 12 62081496 62081507 CGATGGTTAAATTGCAAGGG TTTTCTTTGAAGCAGGGCAC 177

Ai10B14251 Araip.B10 14251 c (CT)6caaattttcgaaaatatctcccctctttttttcaaaaatttctg(T)10aactaattatttttaaatttttttttacg(A)11106 62095840 62095945 CCAACTTTTTGTTTGTTTCTTAACTTT TGGATTTCTATGGATATAACTTGGA 273

Ai10B14258 Araip.B10 14258 p2 (CT)7 14 62182567 62182580 CAAGCATGTGAGTTTTGAGCC AGAAGGGTTAAGGCCGTTTG 201

Ai10B14262 Araip.B10 14262 p5 (TTTGA)5 25 62205003 62205027 CCATTTCCGTGGATGGTAAG ACCCTTAGCAGGAGCAGTGA 267

Ai10B14269 Araip.B10 14269 p2 (CT)6 12 62287763 62287774 AATTGAGATCCAACAAGGTTCA AAAGGATTGAGGGGGAAATG 280

Ai10B14270 Araip.B10 14270 p2 (TA)7 14 62288877 62288890 TTACTTTGGGGCATTTTTGC TTGGGTATGGGAAACTTGGA 258

Ai10B14273 Araip.B10 14273 p4 (TTTA)6 24 62301667 62301690 CCAATGGAGGGTATGCAGAT TCCTTTTCAAAACTTCCTAACCA 266

Ai10B14275 Araip.B10 14275 p3 (AAG)5 15 62359459 62359473 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai10B14276 Araip.B10 14276 c (AAT)6agggaacctttataccacaatatagaggtccttgtgtgagtagaagaaaagaagaagaaaatctgaactc(AG)6100 62362392 62362491 CAGGTTCTGGATCTGCTTCA TCGAAATTTCCCCTCTCTCA 259

Ai10B14284 Araip.B10 14284 p2 (TA)21 42 62406820 62406861 CCCATCTCAATTGTAAAAGTGCT GCATGTCCTCATGCTAAATCC 257

Ai10B14285 Araip.B10 14285 p2 (GC)6 12 62409960 62409971 AGACGCGTGCTTGAGGTATT CCCTTGCAATTTAACCATCG 184

Ai10B14290 Araip.B10 14290 c (A)10gcaaaaatg(A)1332 62461392 62461423 TGTGGTGGCAATACTTCTGTCT GCCTTTTGGTTTTAAGGGCT 269

Ai10B14295 Araip.B10 14295 p2 (CT)6 12 62511321 62511332 TTGTTTCTTATCCTTTTCAAAACTACC GGAGATGAGCGAGAAAGAGG 229

Ai10B14296 Araip.B10 14296 p3 (TCT)6 18 62513865 62513882 ACACACATCCCTCCATCTCC GTGGGCTCTCTTGTTTGCTC 269

Ai10B14297 Araip.B10 14297 p2 (TA)8 16 62520304 62520319 GCACAAAATCCAGTGAGGGT TGCAACTACCTAAATGAATGATGC 255

Ai10B14299 Araip.B10 14299 p2 (AT)10 20 62537129 62537148 TATGGGAAAATGGTGGGAAC TGGGGTAATTTTGTCCCCTT 196

Ai10B14301 Araip.B10 14301 p2 (GC)6 12 62555419 62555430 AAAGCAAGGAAAAAGGGCAT ACAAGGTGGGCATGACTCTC 106

Ai10B14306 Araip.B10 14306 c (AT)6aaatatagctctgggttgcatcagccaacta(AT)961 62619789 62619849 ACAGAAGCTCTGGGTTGCAT TGGTGTTTGGGGGTTATTTT 267

Ai10B14308 Araip.B10 14308 p2 (GA)6 12 62629572 62629583 GCATGCATGTAGAAGAGGAAAAT TCCTTCCTCCCTTCTTCCTT 276

Ai10B14312 Araip.B10 14312 p3 (TTC)6 18 62644919 62644936 AACCACATCTCCCTCTCCCT CGGTCTTAGGTGCCATCAAT 149

Ai10B14313 Araip.B10 14313 p2 (TC)8 16 62653327 62653342 AGGCCACGTACCAGAAATTG TGAAAGGGAAGTTTAAAACAAAGAA 273

Ai10B14315 Araip.B10 14315 p2 (TC)9 18 62661244 62661261 CAAAGGGAGCTCGCATATTT CATGGAAGAATTCATAGATCCAA 228

Ai10B14321 Araip.B10 14321 p4 (AAAT)6 24 62702307 62702330 TTTTTCAAAACTTCCCAACCA TTCATGACGGAGAAAGGGAG 176

Ai10B14326 Araip.B10 14326 p3 (AAT)5 15 62727792 62727806 GAATTTGAACATGAAAACAACCC TCCCCTCTCTTTCACATTCA 280

Ai10B14327 Araip.B10 14327 p4 (TTTA)7 28 62736872 62736899 TTCTTAATTCAGCATTGGGG GGGAAATTGTGGGAACAAAA 240

Ai10B14337 Araip.B10 14337 c (GGT)5tgtgggtggcggggagcagagagggagaagt(G)1056 62886591 62886646 GTGGTGGAGGGAAGATGAGA GTTCGCGTGGATTCAATTTC 249

Ai10B14338 Araip.B10 14338 c (CA)21(TA)6 54 62894977 62895030 TGCATGATTTGCTTGTAGGC TTCAGCAAAGGCAAAAGGTT 173

Ai10B14339 Araip.B10 14339 p3 (CAC)5 15 62938865 62938879 TCCTTCTCTTCCCCCTTCTC CACTTTGACCGGTTCTACGG 139

Ai10B14340 Araip.B10 14340 p5 (ATTTT)5 25 62943314 62943338 TATAAGTGTGGGGAGGTCGC CAGCCCAAAGTGCAAAATGT 202

Ai10B14341 Araip.B10 14341 p2 (GA)7 14 62947445 62947458 GCTGGAGAATGAGGGAATCA TTGGGAAAGTAAACAAACCAAA 238

Ai10B14342 Araip.B10 14342 p2 (TA)6 12 62950528 62950539 TGGGGTTTATCAAGCACTCC AATGCTAACAGGTTGGACCG 126



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B14349 Araip.B10 14349 p2 (GA)7 14 62996669 62996682 TTGGGGTGAAGAGGTTATCG CCTAAATGGAGCAGGGATGA 277

Ai10B14350 Araip.B10 14350 p3 (GAA)5 15 63011569 63011583 GCATGGGAGAAGAAAGAAAAA ACCTTCCATCCCTCAAATCC 231

Ai10B14351 Araip.B10 14351 c (A)11ttggaaagcatgctcatgtgaaatccaaacaattgaattaccatgtgcattg(A)1073 63023174 63023246 TCCCAAGTTGAATCCTTGGT TTGCAGTTGGGGAATTTTTC 252

Ai10B14354 Araip.B10 14354 p2 (TA)8 16 63067049 63067064 TTTGATGACGTTCCACCTGA CAACATTCAGTGATCCAGCC 252

Ai10B14356 Araip.B10 14356 p2 (TG)7 14 63071402 63071415 ATGCAGGATACTTTGGGCTG ATCCTCCCAACAACAGCATC 211

Ai10B14357 Araip.B10 14357 p2 (AT)9 18 63074449 63074466 TGCTTATTCCTGTTTGAGATGTATG TGCCAGAATAGGCTACGCTT 243

Ai10B14359 Araip.B10 14359 p3 (ATT)7 21 63080767 63080787 TAAGCGTCATGCGTGCTTAC TGTTCAATTCTGTTTCAGGCTT 193

Ai10B14361 Araip.B10 14361 c (CT)6caaaattttcgaaaatatctcccctctttttaaaaaatttctgtttttttaactaattatttttaattcttttttacg(A)10100 63091903 63092002 CCAACTTTTTGTTTGTTTCTTAACTTT TCCATTTCCAGCACAACAAA 258

Ai10B14362 Araip.B10 14362 c (A)12tatcc(A)15 32 63095613 63095644 TGAAGCAAGAAAAAGCAGCA TATTCCTTTTTGGCCCTCCT 191

Ai10B14363 Araip.B10 14363 p2 (TA)7 14 63098328 63098341 ACGCTCAAATCTCACCTGCT CCCTCCAATTGATTTGAAAAA 240

Ai10B14364 Araip.B10 14364 p2 (TA)7 14 63098617 63098630 TTTCAAATCAATTGGAGGGTG TGGATTTTCATTTTTCGTTTGA 267

Ai10B14367 Araip.B10 14367 p3 (CAC)5 15 63125383 63125397 CAGTGAAACTGGCCAAGATG GAGAAAGAAGGAAGGGGGTG 246

Ai10B14369 Araip.B10 14369 p2 (AT)6 12 63149535 63149546 TTTCCATGTTCCCTGCTTTC TGGTTTATCAACCTCCCCAC 271

Ai10B14370 Araip.B10 14370 p3 (ATT)9 27 63156366 63156392 CCCCTCCCTTTCACATTCAT TGAACATGCAAACAACCCTT 280

Ai10B14371 Araip.B10 14371 p2 (CT)7 14 63163654 63163667 TACATGGTGCAGGGATGAGA ATAGGTGAGGGGTTTTTGGG 169

Ai10B14375 Araip.B10 14375 p2 (CT)7 14 63218702 63218715 CTCTCTCCCTGTTGTCTGCC TAGCCACTGCAAAATCATGG 214

Ai10B14377 Araip.B10 14377 p2 (GA)8 16 63226398 63226413 TCTATCCGCTTCGCTTCTGT GTGCATTTTCCGGCAAGTAT 169

Ai10B14379 Araip.B10 14379 c (TG)7(TA)8 30 63257170 63257199 GAGGGATAGGAGTCGTGATTG CGGCTGCATCACTCTGATAG 271

Ai10B14381 Araip.B10 14381 p2 (AT)8 16 63260547 63260562 TCAGCATTCACATCATTAGAAGAA AAACCATGTCAAACATAACGTACAA 160

Ai10B14384 Araip.B10 14384 p3 (ACA)7 21 63274619 63274639 TGATGATGAGACAATGACAGGT AGGAAAGGAAAACCCCAAGA 248

Ai10B14388 Araip.B10 14388 p2 (CT)6 12 63317365 63317376 CCACGTTCTTTCTTCGTTCC AAAATTACAAAAATTGTTGACCCC 132

Ai10B14392 Araip.B10 14392 p2 (CT)6 12 63328184 63328195 ACCTACCAACCCCACCTACC AAGCAGAGCTTTTTCCCACA 271

Ai10B14393 Araip.B10 14393 p2 (AC)7 14 63347651 63347664 GCAATTTGAGAGGGTTTCCA CCTCATTCTAGAGAGAAGTGAGAGC 169

Ai10B14398 Araip.B10 14398 p5 (AAAAT)5 25 63365080 63365104 TACCGATCTCCAAGGGTGAG TACTTTGGGGCATTTTGTCC 274

Ai10B14402 Araip.B10 14402 p5 (TTATC)5 25 63416313 63416337 GGTACCTGCAAGAGACTCCG GACCCAGAATCAAAAGGCAA 240

Ai10B14403 Araip.B10 14403 p3 (GAA)5 15 63426222 63426236 CCCTCGAGCAAGAGAAGAAA CACCACTCACATCCATCCAC 259

Ai10B14404 Araip.B10 14404 p2 (AG)6 12 63429192 63429203 GAAAAAGAGGGAAAGGATTTTCA TCTTGTGATTTCTTGTGAATCAA 280

Ai10B14405 Araip.B10 14405 p2 (TA)18 36 63461892 63461927 TTCGGAAGCGAAGGACTCTA AAGCTTCTGACTCAGCCTGC 223

Ai10B14406 Araip.B10 14406 p2 (GC)6 12 63464890 63464901 TCTGAAGAATTTCGCGATCC CCAGGAAGGGATCAAATGAG 133

Ai10B14413 Araip.B10 14413 c (A)10gcttatgcttttagcagaccaaacttagaatattgctcgccctcgagcaagagaagaaagaa(AAG)587 63516825 63516911 CGGTCTTAGGTGCCATCAAT TCCCAATAAAAACCCTTCCC 164

Ai10B14416 Araip.B10 14416 p3 (CTT)6 18 63581807 63581824 AGCATCAATTTCAACCGTCC AACCCCAGTGGACAAGACAG 166

Ai10B14419 Araip.B10 14419 p3 (CTT)5 15 63608829 63608843 TTTCAAACGTCTTGGAAGGG AGAGGCTCCAGTGGACAAGA 158

Ai10B14420 Araip.B10 14420 c (A)10caactaagaacagcttgaaggtcaagatgaacgcaaagaacaacttgaagatcaagatgaacactaagaacaaatttttgaaa(T)10103 63609749 63609851 TGTGGAAAGAGAAAAACAATAAAATG TTGCAAACGTGTGCCTTATT 269

Ai10B14422 Araip.B10 14422 p2 (AT)8 16 63619910 63619925 CCCAAGTTGAATCCTTGGTG TTTGTCCCATGTGCATTGAT 268
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Ai10B14423 Araip.B10 14423 p2 (TA)6 12 63620122 63620133 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 209

Ai10B14428 Araip.B10 14428 p3 (AAT)7 21 63664025 63664045 GTTCTTGTCCTTGCTCCTGC TTCGAAAATTATCCCTCCCC 244

Ai10B14429 Araip.B10 14429 p2 (AG)6 12 63664376 63664387 ATGAGATGGGGGAGGGATAA CTTCTTATCTTTTCAAATTTGTTTCA 271

Ai10B14432 Araip.B10 14432 p4 (ATGT)5 20 63666888 63666907 AAATTGTTTTAGGGCACCCC TGGGCTTTAATGAAACAAAGG 275

Ai10B14433 Araip.B10 14433 c (T)10cctatttttgtttcttctatattttttttatttcttacattctcatatatacacataaaaatc(T)1083 63670398 63670480 GCTACCCATGCGTTTCACTT CCCTAAGAAAAAGGGGACCA 225

Ai10B14437 Araip.B10 14437 p3 (TAT)7 21 63677080 63677100 CCCCTTCCTTTCTTCCACTC CTGCCATCACCTCTTCCTGT 248

Ai10B14438 Araip.B10 14438 p3 (TTC)5 15 63679913 63679927 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 207

Ai10B14439 Araip.B10 14439 p2 (AT)6 12 63687880 63687891 TAGCTCTGGGTTGCATCAAG TTTGTCCCGCTTGCATATTT 220

Ai10B14442 Araip.B10 14442 p2 (AT)6 12 63725313 63725324 AACCAATTGGGTGGTACCCT CTCATGTTTTGGTTGTTGCAT 274

Ai10B14446 Araip.B10 14446 p3 (AGA)5 15 63757611 63757625 TGAAAGAAAATGGAAGAAACAAGA GCCAAGGATTGAAGGGAAAT 235

Ai10B14448 Araip.B10 14448 p2 (AC)6 12 63759244 63759255 ATTCACCCAATGTCCCAAGA GCCTACGCTTAACCCACTTG 150

Ai10B14451 Araip.B10 14451 c* (A)10(AT)9* 27 63784233 63784259 GGAATTTTGGGAAACATTGG TCATGCATCTTTTTCATCCG 279

Ai10B14452 Araip.B10 14452 p2 (AG)6 12 63796114 63796125 TCAACATCCATGGAAAAGCA CTCTGGCTACTCACCGACG 279

Ai10B14453 Araip.B10 14453 p2 (AG)6 12 63801778 63801789 CCTGATCAAAAGAGATAATCCTGAA ATGCATCCATTCAGAGGGAG 145

Ai10B14456 Araip.B10 14456 p4 (AATA)7 28 63827832 63827859 GTGGATTTGCACCCTGTTTT GCAAATGCAATAAAAGAAAATGG 192

Ai10B14457 Araip.B10 14457 p5 (TTATC)5 25 63844687 63844711 GTACCTGCAAGGGACTCCAA TAGAGGGACACGACCCAAAC 250

Ai10B14459 Araip.B10 14459 p3 (AGC)5 15 63891898 63891912 CAGCAACTGACTCGAACCAA ACAGCACCAGCCTTCTTGTT 257

Ai10B14463 Araip.B10 14463 p2 (TA)6 12 63957178 63957189 GCATTTGCATATTTGATTGCAT TTGGGATAATTTTGTCCCCTT 255

Ai10B14468 Araip.B10 14468 p3 (AAG)5 15 63979265 63979279 GCTTTTGTCTTCCCTTTCCC AACAAATCCCTCTCATCCCC 214

Ai10B14471 Araip.B10 14471 p2 (CT)7 14 63987050 63987063 CGCGACCGTGTCAATTAGTA AAAACCTTGTTAATGGGGGTG 218

Ai10B14480 Araip.B10 14480 p2 (TA)7 14 64017631 64017644 AGCGTCTGGGTATCCTCCTT ACTCGACCTGCGAAGCTAAG 231

Ai10B14490 Araip.B10 14490 p5 (TTATC)6 30 64085801 64085830 GTCCGACTTGTTGGACTGGT GGCGGTTTCGTTGAAGATAA 260

Ai10B14491 Araip.B10 14491 p5 (TTATC)5 25 64092445 64092469 CCTGGGTGCTCCAGTGTATT GAGCTCGACCAAAACGCTAC 214

Ai10B14492 Araip.B10 14492 p2 (CT)6 12 64117086 64117097 TTGAACCTGTGATGAAGAAAAA TGACCCAGTTTTTAGGCCAG 193

Ai10B14495 Araip.B10 14495 p2 (TC)6 12 64131405 64131416 CCCAGTTGAGCAGCAATTTT CACTCGTTATAGCCACTGCG 275

Ai10B14498 Araip.B10 14498 p3 (AAT)6 18 64142094 64142111 GAATCCCACGGAAATTGTTG GGAAAGCAGTGGTTCAGAGG 206

Ai10B14499 Araip.B10 14499 p3 (CAA)5 15 64149089 64149103 TCGAGCAGATCGTAGGGAGT GACCTCCTCGTTCCTATCCC 182

Ai10B14500 Araip.B10 14500 c (AT)6acataatagaataagaatgatagaaaagggaagaaggaagaagaaggtaaaaccttgttaatggag(GA)792 64158030 64158121 CAGGCATATAATGGGGGATG TTTCTTCTTTTCCCCCTTCC 247

Ai10B14508 Araip.B10 14508 p3 (TTC)5 15 64210874 64210888 TTATTGGCCGAAACACAACA GCTTTTGTCTTCCCTTTCCC 197

Ai10B14512 Araip.B10 14512 p3 (TGT)5 15 64237410 64237424 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai10B14515 Araip.B10 14515 p5 (TTATC)6 30 64252516 64252545 GATGCTTAAGCTAGCACGGG ATCGACAGGAAAGCTCGAAA 270

Ai10B14516 Araip.B10 14516 p5 (TTATC)5 25 64262657 64262681 TGTCCGACTTGTTGGACTTG AAGGGCAGTTCCATTGAAGA 260

Ai10B14517 Araip.B10 14517 p3 (AAG)5 15 64265455 64265469 AGGTTCCGAGGAGATCCAAT TGGGTTAGGGAGCTCTGTTG 163

Ai10B14519 Araip.B10 14519 p3 (AGA)6 18 64271051 64271068 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 245



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B14520 Araip.B10 14520 c (AGA)13tatggaggagatggagggatgtgtgtatggatgtgagtggtgaatggaaaacagaagggatgaccatgaat(AG)6122 64274968 64275089 TTAGAATGTTGCTCGCCCTC CCACAGGATCACCTCAGGAT 261

Ai10B14521 Araip.B10 14521 p3 (AAT)7 21 64277318 64277338 TATTTTTGGCTGCCATCTCC TTCCTTTCTTCCACCCACAC 254

Ai10B14523 Araip.B10 14523 c (A)11gaaaaactctaacaacacacaatccaatttatttaccatttctattccccttttct(TCC)582 64286179 64286260 TCTTGGAAGCCAAAAACACC AAAAAGGAAAGGGGAGGGAG 134

Ai10B14524 Araip.B10 14524 p2 (AG)13 26 64293110 64293135 GCGAATTCTCAGAAAACCCA CATTTCTGGCCTCCTCATGT 280

Ai10B14525 Araip.B10 14525 p2 (CT)6 12 64298517 64298528 TTGTGATTTCTTGTGAATCAAGTC AAAAAGGGGGAGATATTTTCG 280

Ai10B14526 Araip.B10 14526 p3 (TTC)5 15 64301734 64301748 ACACAACCCCTTTTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai10B14528 Araip.B10 14528 p2 (TA)31 62 64315816 64315877 TAACGTTCGGTTATCCAGCC CTTCTTGAACAGGTCAGGGC 173

Ai10B14529 Araip.B10 14529 p2 (TA)21 42 64331301 64331342 CTGTTTCTTGAGCGTTGCAC GCATAGACAGTCCGTCCCTC 270

Ai10B14530 Araip.B10 14530 p2 (TA)10 20 64337575 64337594 TGCGATTTTGTTTTACCCGT TACCGGAAGTTGGGTCGTTA 211

Ai10B14532 Araip.B10 14532 p2 (AT)6 12 64357884 64357895 AAAGCGTAGTTATTTTGCGAGG TGGACTCCTTGAACAGGTCAG 276

Ai10B14537 Araip.B10 14537 p2 (AC)7 14 64395574 64395587 ACCGCCAATGTAGTGTCCTC AAAAACAATGCCAAAAAGCG 158

Ai10B14538 Araip.B10 14538 p2 (CT)6 12 64397439 64397450 CTTTTTGTTTGTTTCTTAACTTTTTCA GGCTTGAGATGTGAGATGGG 279

Ai10B14539 Araip.B10 14539 p3 (TAT)5 15 64397775 64397789 TTGTCTCCCCCTCTTTTCCT TATTTTTGGCTGCCATCTCC 256

Ai10B14547 Araip.B10 14547 p2 (CT)6 12 64493500 64493511 TTGTTTCCTAACTTTTTCAAAACTACC AAGATGGGAGAGGGAGAATTT 218

Ai10B14549 Araip.B10 14549 p3 (TCT)14 42 64519855 64519896 TTCCCTCTTCCCTCTTCTCC CCACCGGAAGTTGTAGTGGT 100

Ai10B14550 Araip.B10 14550 c (A)10ttt(A)10 23 64523079 64523101 ACGGTTCATCATGTTGCTCA CATCGCTTTACAGCCAGTCA 198

Ai10B14553 Araip.B10 14553 p2 (CT)6 12 64524546 64524557 CTTTTTGTTTGTTTCTTATCTTTTTCA GAGAGGGGGAGGTTTTCAAG 201

Ai10B14554 Araip.B10 14554 p2 (CT)6 12 64524770 64524781 CTTGAAAACCTCCCCCTCTC TCCTTTTTGCCCAGGTGTAG 182

Ai10B14555 Araip.B10 14555 p3 (TTC)5 15 64530908 64530922 AGCCCTCCATTCTTCCTCAT TGTCCTCCCTTTCCCTTTCT 223

Ai10B14556 Araip.B10 14556 p2 (AT)7 14 64541608 64541621 CGTTAAGCAGAGCAATCAGAA ACAGAAGCTCTGGGTTGCAT 275

Ai10B14559 Araip.B10 14559 p5 (TTATC)5 25 64575297 64575321 CAGATCACAACATCGAATGGA CGGTTCCCCAGAAGATAAGA 276

Ai10B14560 Araip.B10 14560 p3 (TTG)8 24 64592757 64592780 ACATGACAGAGCACAATGGC ACTGGTTCGGGAGTGTTGAC 177

Ai10B14562 Araip.B10 14562 p3 (GAA)5 15 64603928 64603942 CGGTCTTAGGTGCCATCAAT ATGGCCGAAACACATCTCTC 157

Ai10B14572 Araip.B10 14572 c (TA)18tgtgtgg(GT)1675 64636411 64636485 GGCATTTTTGTCCCCTTTTT ATCCCTCAGTCTCACGAGGA 245

Ai10B14573 Araip.B10 14573 p2 (AT)8 16 64636677 64636692 TCCTCGTGAGACTGAGGGAT TTGAAAATCTCGGGAATTGG 216

Ai10B14574 Araip.B10 14574 p2 (AC)7 14 64637756 64637769 TGGGTTCTAAAATTGCACGC GCTTGATTTTTGCTTGAATGC 188

Ai10B14575 Araip.B10 14575 p2 (TC)7 14 64651781 64651794 TCTTATCCTTTTCAAAACCACCT GGTTCGAATTTAAGAAGAAGAGAA 280

Ai10B14576 Araip.B10 14576 p2 (TC)7 14 64653347 64653360 CAATTAACTACTTGACTTTTTGTTTGA TTGAAAAAGAGGTTAATGATTTTCG 122

Ai10B14579 Araip.B10 14579 p2 (AT)8 16 64677520 64677535 TTGATTTTGGGAAAGTTGGG GGTTTTCATGACTCATCCCC 250

Ai10B14580 Araip.B10 14580 p3 (TGA)5 15 64681151 64681165 TTTTCAAGTGCTTGGGGAAC TTTTGGAGTTCGCTTGCTTT 155

Ai10B14585 Araip.B10 14585 p2 (TA)6 12 64695043 64695054 TCTTGTTTTGGTCGTTGCAT AACCAATTGGGTGGTACCCT 193

Ai10B14586 Araip.B10 14586 p2 (TA)16 32 64695757 64695788 CTTGATTTTGGGAAGGTTGG ACTTTGGGACCCTTTGTTCC 228

Ai10B14588 Araip.B10 14588 p2 (TA)14 28 64719823 64719850 TGTCCCTTTCCATTGCTTTC AATTTTGGGAAGTGGGAACA 219

Ai10B14591 Araip.B10 14591 c (T)10ctttttctttttttttgccatttttcttttctc(T)1154 64749075 64749128 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 268



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B14592 Araip.B10 14592 p3 (AGA)5 15 64750800 64750814 TAAAATGTTTGCTCGTCCCC CTCCCAAACCCAACCCTAAT 203

Ai10B14593 Araip.B10 14593 c (TA)8(T)10cttttcttttcctgtcttttcacatatatg(TA)770 64757266 64757335 TACTTTGGGGCATTTTGTCC ATGCATGTGCATGATTGAGG 236

Ai10B14594 Araip.B10 14594 p2 (TA)18 36 64769743 64769778 TGTCCCCTTTTTATTGCATTTT TTGGGTATGGGAAACTTGGT 230

Ai10B14597 Araip.B10 14597 p2 (TA)15 30 64825424 64825453 GGCATTTTTGTCCCCTTTTT GGGACATTGGTTGAGAGGAA 232

Ai10B14602 Araip.B10 14602 p2 (TA)13 26 64865647 64865672 GGGCATTTTTGTCCCTTTTT GGGACATTGGTTGAGAGGAA 229

Ai10B14610 Araip.B10 14610 p2 (AG)6 12 64924577 64924588 GAAAAAGGGGGAGATATTTTCG TCTTGTGATTTCTTGTGAATCAA 274

Ai10B14612 Araip.B10 14612 c (T)10gatttttatgattttctaatttaaaa(T)1046 64925688 64925733 GCATATGCAAGTGACACCAAA GAAAGCTTGGCTGGCTAGTG 236

Ai10B14614 Araip.B10 14614 p3 (TTC)5 15 64930428 64930442 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai10B14615 Araip.B10 14615 p3 (GAA)5 15 64935330 64935344 CTCGAAGGTGGAAGCTTTTG ACACAACCCTCTCTTCCCCT 227

Ai10B14616 Araip.B10 14616 c (T)14ccttttgttttgccactttttggctatctcttttctttctttc(T)1067 64942788 64942854 GTCACCGAGTGTTGATGCAC TGGCCTACTGTCTATGAATCTCAA 231

Ai10B14617 Araip.B10 14617 p2 (AT)13 26 64991864 64991889 ATGGGTTTATCAACCTCCCC TTTCCCATCTCATTTGCTAAAA 275

Ai10B14626 Araip.B10 14626 p2 (TC)7 14 65013421 65013434 ATCTCCCCTCTCCATCGTTT GGGAAGGGGAAAAGAGAGAA 162

Ai10B14627 Araip.B10 14627 c (TC)6ttctcttattttttccaaaataagagagagaag(GA)657 65013628 65013684 TTCCCCTTCCCTTCTTTCTC CTCTTTCTCCCCCTCCCTTA 266

Ai10B14628 Araip.B10 14628 c (AG)8gaagacagagaggagagggggagaaagagggggagagagagaagaggaagagtgagaagggaag(GA)692 65014041 65014132 AGAGAAAGAAATGGGAGGGG TCTTTTCTTCCCCTCTTCCTC 260

Ai10B14632 Araip.B10 14632 p2 (TC)6 12 65033207 65033218 TGTTACAGCATTGGGGTTGA GCATGCGTTAACATTCCAAA 223

Ai10B14633 Araip.B10 14633 p2 (GT)7 14 65044306 65044319 CATTGTTAGCCAATTTGAGCC GAGCATGTATCCAATTCCCAA 222

Ai10B14634 Araip.B10 14634 p3 (CTT)5 15 65045942 65045956 TAAGCCAATGATTGAAGGGG GCTACAACTAACAATGCAAAGGAA 249

Ai10B14635 Araip.B10 14635 c (A)10gaaaagaagataacatagaaaaataagaagaaaaatagaaaagtaaggagagaagaagaaaaagaaaaccttgttaatgg(GA)6102 65051808 65051909 TTTAGAACAAGCCACAAGCA TCCTCCTCCCTTCTTCCTTC 245

Ai10B14637 Araip.B10 14637 p3 (TTC)5 15 65066718 65066732 ACCCTAAATGGCCGAGACTT CGGTCTTAGGTGCCATCAAT 251

Ai10B14639 Araip.B10 14639 c (T)10gcctattttttttc(T)1034 65087900 65087933 TTGGCTTTTTCTGCTTGCTT GATGTGGTGACAATGCTGCT 267

Ai10B14640 Araip.B10 14640 p3 (AGA)6 18 65088757 65088774 TTAGAATGTTGCTCGCCCTT TCAACATCTCTCTCCCACCC 125

Ai10B14642 Araip.B10 14642 p2 (GA)6 12 65090774 65090785 GGAAATTTTGAAAAAGAGGGAA TCTTGTGAATCAAGTCATTAATTGTG 276

Ai10B14644 Araip.B10 14644 c (T)10cgaaaacaaaagaaaaaatttttgaaagatttttgaaaaaaaa(T)1265 65092182 65092246 GAAGAATTGGGCATGACTCC CGGTTCATCTTGTTGCTCAG 271

Ai10B14647 Araip.B10 14647 p4 (TTTA)5 20 65105232 65105251 TATGAAGCAGTGGTGGGGTT TCGAAAATCTTCACCCATTTTT 190

Ai10B14650 Araip.B10 14650 p2 (GA)8 16 65114114 65114129 TCAAAGGAGTTTTGCTTCGG GAGAACTGCAGAAAATATGCCA 270

Ai10B14654 Araip.B10 14654 p3 (AAT)5 15 65128824 65128838 CAGGTTCTGGATCTGCTTCC GTCTCCCCCTCTTCTTCCAC 150

Ai10B14655 Araip.B10 14655 p2 (GA)6 12 65129164 65129175 TTTGAAAAAGGGGGAGATATTTT CAAATTCGAAAATTTGAGTTGACTT 238

Ai10B14658 Araip.B10 14658 c (T)10a(T)11 22 65130264 65130285 GTTTGGAAGCCTCAGTCCAA GCTGGGGATTGTTTGTGTTT 271

Ai10B14659 Araip.B10 14659 c (A)12ccaatctacgagcaagcgcaaa(GC)646 65133644 65133689 TGCTGGAATTGCAAGTTTTC CCTTGGCCCAGATAGTTGAA 212

Ai10B14660 Araip.B10 14660 p2 (CT)6 12 65134335 65134346 ACAGCTCCCTCCTCTGTTCA GGTAAATGGAGTGAAGGCGA 250

Ai10B14661 Araip.B10 14661 p3 (ACC)5 15 65136794 65136808 GAGAAGCCCTCGGCTAGACT GAAGATGCTGCACCAACAGA 142

Ai10B14662 Araip.B10 14662 p2 (TA)6 12 65137853 65137864 TTGCATCCATGTGGTGAACT TGATGCAACCACACAATTAGC 199

Ai10B14664 Araip.B10 14664 p2 (CT)6 12 65143648 65143659 CAGCTCCCTCCTTTGTTCAG GGTAAATGGAGTGAAGGCGA 249

Ai10B14665 Araip.B10 14665 p3 (ACC)5 15 65146175 65146189 AAGCTAGCTGATGTCCCGTG GCACCATAAAGCGAAGAAGG 256
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Ai10B14666 Araip.B10 14666 p2 (TA)6 12 65146738 65146749 TTGCATCCATGTGGTGAACT TCAACAACTAAGATGCAAAGCA 187

Ai10B14667 Araip.B10 14667 p2 (AG)7 14 65151032 65151045 TCAAATAACAATCTGTGACATGGA TAAAGTGTGGGAATGCACCC 255

Ai10B14670 Araip.B10 14670 p2 (AG)9 18 65158660 65158677 TCAAATAACAATCTGTGACATGGA TAAATTGTGGGAATGCACCC 259

Ai10B14672 Araip.B10 14672 p5 (TTTTA)6 30 65165078 65165107 AATTCCTTATCTTCTCTTACCTAGCTT AGATGTGGGTGATGATTTTCG 205

Ai10B14675 Araip.B10 14675 p4 (TTTA)5 20 65183221 65183240 GGCATTTTTGTCCCCTTTTT TTGATTTTGGGAGAGTTGGG 275

Ai10B14676 Araip.B10 14676 p2 (CT)11 22 65196189 65196210 GAAAAGGGTAGGAACCTGGC ATAGGTGAGGGGTTTTTGGG 239

Ai10B14677 Araip.B10 14677 p2 (AT)6 12 65204786 65204797 GGGGAGCATTGGTTGAGATA TTGTCCCCTTTTCTTGCTTC 252

Ai10B14678 Araip.B10 14678 p2 (CT)7 14 65209928 65209941 TGCATCCATTCATAAAGAGGC AACATGAAAGCCATAAGCGAA 244

Ai10B14679 Araip.B10 14679 p3 (TTA)5 15 65210435 65210449 TGGACTTCCAATCTCTAATACCTTG AAACCTCGGGTCGTCTTCTC 173

Ai10B14681 Araip.B10 14681 p2 (CT)6 12 65221672 65221683 CAGCGTGATTGAATTCGAGA AAACCTGGGATCGAGAGTCA 240

Ai10B14682 Araip.B10 14682 p2 (CT)7 14 65223165 65223178 GGGAGAGCTCCCCAATTTAG AAACCTGGGATCGAGAGTCA 134

Ai10B14687 Araip.B10 14687 p3 (CAT)5 15 65260382 65260396 TACAGTGCTTTCGCTGTTGG GGTTGATGCTTAGACGCGAT 177

Ai10B14689 Araip.B10 14689 p2 (AT)7 14 65269725 65269738 TCGTACTAAAATACGAGAATTCGAGA AAGGCAAGGCCTTATTTGCT 271

Ai10B14692 Araip.B10 14692 p2 (AG)6 12 65287503 65287514 TGAGGGGGAGAGAATTTTGA TTTTTCGTAATCCTATCTTTTTGTTTT 246

Ai10B14694 Araip.B10 14694 p2 (AT)6 12 65297775 65297786 TAAACGCCCAAAAGAGGCTA TGAAAAGAAGTTGATGGAGAATGA 264

Ai10B14695 Araip.B10 14695 p2 (AG)6 12 65309326 65309337 ACGCGTCACAAGGAAAAACT AAACCCTAAAAGAGAGGAGAGAGC 266

Ai10B14698 Araip.B10 14698 p2 (AG)6 12 65318441 65318452 GAAAAAGAGGAAGGGATTTTCA AAATTTCCTTTTCAAATCTTTTTCA 209

Ai10B14700 Araip.B10 14700 c (A)12(TA)6 24 65322815 65322838 CCTGTGGGTCTTCAAGGTGT TTTTGACCAAATCAACCTAATGAA 252

Ai10B14702 Araip.B10 14702 c* (A)10(AT)7* 23 65328766 65328788 GGCTACAGATGGGCGTTAAA TGAAAAGAAGTTGATGGAGAATGA 251

Ai10B14706 Araip.B10 14706 p2 (CT)6 12 65341130 65341141 AACATCTCTCCCTCACCCAC TCAGCTTCAACAAGAATGCC 191

Ai10B14708 Araip.B10 14708 p2 (TC)6 12 65350673 65350684 TTCGAAAACTCCTACCCACTTT TCCTGCACATATGAAAAAGAAGA 280

Ai10B14710 Araip.B10 14710 p3 (AAT)5 15 65389862 65389876 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 234

Ai10B14713 Araip.B10 14713 p2 (TA)9 18 65404463 65404480 CCTTTTAGCATACGATAGCTTGG TCACGGGTTGTGTGTTTGTT 275

Ai10B14714 Araip.B10 14714 p2 (AG)6 12 65406520 65406531 CCAACAATTTCTGCACCCTT GGAACATTGAACCTGTGATTGA 226

Ai10B14715 Araip.B10 14715 p2 (CT)6 12 65413345 65413356 TTGTTTCTTATCTTTTTCAAAACTACC GAAGGAGATGAGGGAGAAGGA 217

Ai10B14716 Araip.B10 14716 p3 (TTC)5 15 65415578 65415592 ACCCTCTCTTCCCCTTCTTG GCTTTTGTCTTCCCTTTCCC 211

Ai10B14718 Araip.B10 14718 p3 (TTG)11 33 65427421 65427453 GCAATTGCTGACCTTGATCC TGGCTATTTGAATGGAAGCA 269

Ai10B14721 Araip.B10 14721 p3 (ATT)5 15 65439889 65439903 TTGTCTCCCCCTCTTCTCCT CAGGTTCTGGATCTGCTTCC 152

Ai10B14723 Araip.B10 14723 c (T)10ctttttctcactttttttatatttttttttcttttcttttatttttctcaatgcatatgattaaattattgaatgtatgaatcatgtcctaaaca(T)10115 65450674 65450788 TTCACCACTTACTTTGGGGC TGAATTTGGAAACATTTGGTTTT 220

Ai10B14726 Araip.B10 14726 p2 (GC)6 12 65459048 65459059 TTGGGAATACTTCAATGGGC ATTGGCTGTTTCTTCATCCG 145

Ai10B14728 Araip.B10 14728 c (TTA)5ttg(T)11 29 65500057 65500085 TGGGGTAATTTTGTCCCCTT ATGGGAAGATTGTGGGAACA 241

Ai10B14729 Araip.B10 14729 p3 (GAA)5 15 65515402 65515416 GGGAGGTGTTGATTTGCTGT CTTCCCACTCTCCCTCTCCT 241

Ai10B14730 Araip.B10 14730 p3 (AAT)5 15 65516647 65516661 CAGGTTCTGGATCTGCTTCC TGAAAATTCTCCCTCTCCCA 262

Ai10B14731 Araip.B10 14731 p2 (AG)6 12 65516989 65517000 GGGAGAGGGAGAATTTTCAA TTCCTAACCTCTCATCTTTTCAA 276
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Ai10B14734 Araip.B10 14734 p2 (TC)6 12 65527269 65527280 TTTGGTGTCTTGCATGTTTTTC AAAATTTTTGAAAATGTCAATCCAA 271

Ai10B14735 Araip.B10 14735 c (A)10gggaaaaaaatatagcg(A)1138 65531525 65531562 AAGCAAGAAAAAGCAGCGAA TTTTTGGTCTTGCCTTTTGG 139

Ai10B14736 Araip.B10 14736 c (A)12tctcgattttacagc(ATAA)651 65536136 65536186 TTTGGGTGCCTATTCATGTG ATGTTTCCCACCTTTGCATT 232

Ai10B14737 Araip.B10 14737 p2 (GT)7 14 65536331 65536344 AATGCAAAGGTGGGAAACAT TTTCAAGGTTGTAATGGGGC 162

Ai10B14748 Araip.B10 14748 c (A)10tcataaaatcat(A)1234 65625006 65625039 CAGCCGTGTCATGTCTGAGT GCAATTGACACCAAACTTTCAA 274

Ai10B14749 Araip.B10 14749 p2 (CT)6 12 65625769 65625780 CTTATCTTTTCAAAATTTGTTTCAACT GATGAGGAAGAAGGATTTTCG 257

Ai10B14752 Araip.B10 14752 p2 (AG)10 20 65673995 65674014 TAAGTGGATTTGGGTGGGAA CAGAAAAGGGCAAGAAGCTG 280

Ai10B14753 Araip.B10 14753 p3 (TTG)5 15 65698343 65698357 ATTGACATTTGGGGTGAGGA AATCCAACAAATCCACCAGC 128

Ai10B14754 Araip.B10 14754 c (TA)6(T)10 22 65721458 65721479 TTCACCACTTACTTTGGGGC TTGGAAACATTTGGTTTGAGAA 224

Ai10B14756 Araip.B10 14756 p2 (AG)6 12 65737627 65737638 GACGGAGGTAGTGGTTGGTG AACCCCCTTTCCCCTTCTAT 188

Ai10B14765 Araip.B10 14765 c (A)14caaaccaaaaatattc(AAAT)654 65841180 65841233 TGGGAAAACTGTGGAAAACC TGGGGTAATTTTGTCCCCTT 225

Ai10B14766 Araip.B10 14766 p2 (GT)6 12 65841672 65841683 AAGGGGACAAAATACCCCAG TGGGGCTAAGGTAAAGGTGA 241

Ai10B14768 Araip.B10 14768 p4 (TTTA)6 24 65846060 65846083 TTCGAAAATTCTTCTCCCTCA GGAGAATCCAAACACAAGGG 112

Ai10B14769 Araip.B10 14769 p3 (TTC)5 15 65849304 65849318 TTGGCCGAATACACCTTCTC TTGCCTTCCCTTTCCTCTTT 191

Ai10B14771 Araip.B10 14771 p2 (AT)6 12 65863309 65863320 TCACCAAATAGTTGGAGGGG CAAGGGACGAAAGTACTCGG 269

Ai10B14778 Araip.B10 14778 p3 (AAT)5 15 65900904 65900918 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai10B14781 Araip.B10 14781 c (GC)6cttgctcttgcgcgtaggttggcttc(T)1553 65910928 65910980 ACACAGAGTTGGCCCAAAAG TTTTGGAGGTCCTTTGATGC 146

Ai10B14787 Araip.B10 14787 p3 (AAT)5 15 65945334 65945348 TGGAAGGATCAACAGAAGCC GCTGGGAAGATGATGGAAAA 100

Ai10B14788 Araip.B10 14788 p2 (AT)9 18 65948861 65948878 TTTTGTCCCCTTTTTGTTGC TTCGGAACATTGGGTAGAGA 204

Ai10B14789 Araip.B10 14789 c (GC)7cttgctcttgcgcgtaggttggcttc(T)1353 65952933 65952985 ATGAAGAAATAGGGGGTGGC TTTTGGAGGTCCTTTGATGC 201

Ai10B14793 Araip.B10 14793 c (T)11ctgcaagcttttgtattcactg(T)1043 65975904 65975946 CCACCGGATACATAAATGCC TGGCTCTTGAAAGAATGACG 225

Ai10B14797 Araip.B10 14797 p3 (AAT)5 15 65984564 65984578 ATCCTGCAATGGAAGAGGTG AAAGGCTTGCTATTGCCAAA 169

Ai10B14798 Araip.B10 14798 c (TTA)6ttgttgttgttattgttgttgttgtta(TTG)663 65993831 65993893 TCCAAGATTTGAGTGTGTTTTCC TGCGAATCAGCTAGATGTTGA 231

Ai10B14800 Araip.B10 14800 c (ACC)9atcatcagaactcaaaatcagaaca(ACC)567 66008419 66008485 TTTTGCTCCAAAATGGTTCC TTTGGTTGGTGTGATGGATG 256

Ai10B14801 Araip.B10 14801 c (ATC)5aagaacct(AGA)744 66008637 66008680 CATCCATCACACCAACCAAA CTTCTTCTTCCTGCCGACAC 209

Ai10B14802 Araip.B10 14802 p4 (TTAT)5 20 66023426 66023445 CCCACTTTTGTATGTTTCCCA TGAATATTGGGAATTCGGGA 259

Ai10B14806 Araip.B10 14806 p3 (GAA)5 15 66053305 66053319 TTGTCTTCCCCTTCCCTTTT CCATTCATGGTCATCCCTTC 188

Ai10B14807 Araip.B10 14807 p2 (AG)6 12 66054752 66054763 GATGAGGGAGAAGGATTTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 207

Ai10B14810 Araip.B10 14810 p2 (AG)15 30 66064404 66064433 CTTTGCAAGGGATAACGGTC CCTTGTGTCGTAGCACCAAA 195

Ai10B14811 Araip.B10 14811 p2 (TA)6 12 66069476 66069487 GCGGGCTACGGCTAGTATC CGAAGTGTTCACACCCAAGA 121

Ai10B14812 Araip.B10 14812 p2 (TA)6 12 66069640 66069651 TCTTGGGTGTGAACACTTCG TTGGAACGAATCTTATGCCTC 258

Ai10B14814 Araip.B10 14814 p2 (AG)11 22 66076043 66076064 GTACCGAGGTTCGTCCTCAA TCACACGCTACGTCACTTTG 213

Ai10B14819 Araip.B10 14819 p2 (TC)9 18 66102372 66102389 TTTCGAAAATCATATCCCCATC TGAAAATGGAAGAGAGAGAGGG 272

Ai10B14820 Araip.B10 14820 p3 (TAT)9 27 66103223 66103249 TTGTCCCATGTGCATTGATT TTGGAACATGGTTTTTGAGC 268
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Ai10B14823 Araip.B10 14823 p2 (TA)9 18 66137355 66137372 AAAGCATATTGGGCGGGTAT ACTGGCGTTCTCCTTCAAAA 280

Ai10B14826 Araip.B10 14826 c (T)10aaattaaacaccttattatcaagtgatctatgttgttaaataataagattgtcaagtcacc(A)1081 66139378 66139458 AAAATGTCGATTTTTAACTCTTCAA TCAGTTTTGTCGGTTCAATCA 228

Ai10B14829 Araip.B10 14829 c (T)10aaattaaacaccttattatcaagtgatctatgttgttaaataataagattgtcaagtcacc(A)1081 66142128 66142208 AAAATGTCGATTTTTAACTCTTCAA TCAGTTTTGTCGGTTCAATCA 228

Ai10B14833 Araip.B10 14833 p3 (GAA)8 24 66159710 66159733 CTCGAAGGTGGAAGCTTTTG CCACCACACATCTCCATCTG 204

Ai10B14834 Araip.B10 14834 p2 (AG)8 16 66159901 66159916 AGGAGCGATGAGGGGTTTAT AGAAAGGGAGAAAAGCTGGC 273

Ai10B14836 Araip.B10 14836 p2 (AG)7 14 66184931 66184944 AAGAGGGGGTTTGAATTTGG TTGTTTCTTATCTTTTTCAAAACTACC 276

Ai10B14838 Araip.B10 14838 c (A)21gaaaag(A)11 38 66192981 66193018 TGAAGCAAGAAAAAGCAATGAA CCTCGACTTTAACCGCTCAG 279

Ai10B14840 Araip.B10 14840 p2 (AG)6 12 66224967 66224978 CATCCATGGAAAAGCAAGAAA CACCGTCTTCGGCTACTCAC 277

Ai10B14842 Araip.B10 14842 p3 (AAC)5 15 66260479 66260493 AGGCTATGTGATGAGGCTGG GTGGTTGAAGTGCCAGGAAT 211

Ai10B14848 Araip.B10 14848 p4 (TTTG)6 24 66327186 66327209 GGAGTTGCAATGTGTGCTTG AGGCTCCTCCCAACTTTGAT 257

Ai10B14849 Araip.B10 14849 p2 (TA)10 20 66330368 66330387 AATATAACCCCAACGCCACA GTGAAGCGACAACACCAAAA 241

Ai10B14850 Araip.B10 14850 p2 (AT)31 62 66346950 66347011 TGTAAATCTTTAAATGCCTTTCCT GCTTGGTTTACCCTTTTTAGCA 230

Ai10B14851 Araip.B10 14851 p5 (AAAAT)5 25 66347265 66347289 ATACAGCCCAAAGTGCCAAA AGCATCAAGGACGATGCTTT 225

Ai10B14852 Araip.B10 14852 p2 (CT)6 12 66368839 66368850 TCTCTCCCTCACTCACCAAAA GTTCTTGTCCTTGCTCCTGC 174

Ai10B14855 Araip.B10 14855 p2 (TA)7 14 66393515 66393528 GGGTTTATCAAACCTCCCAA TGGATAGCTCAAGTCAATCGTG 262

Ai10B14856 Araip.B10 14856 c* (AC)6(ACA)8* 34 66393948 66393981 ATAGGGCCAAGGTAAGGGTG CAGTAGCCGACCCCACTTAG 150

Ai10B14858 Araip.B10 14858 p2 (AC)12 24 66396320 66396343 TCTTGAGCCAACACCTCTCC ACCCCAATGTGAAGTTCGAT 230

Ai10B14859 Araip.B10 14859 p2 (TA)10 20 66396534 66396553 ATCGAACTTCACATTGGGGT AAAGTGTGGGAGAATGTGGG 246

Ai10B14860 Araip.B10 14860 p2 (AC)6 12 66396699 66396710 GTTCCCACATTCTCCCACAC TACCATTGTTTGCCACCTTG 164

Ai10B14861 Araip.B10 14861 c (T)10acctttgccttttggtttaaaaggttattggctttttgctcttgccttctggtttaaagagcttttggctttttctgcttgctttttcttttaa(T)12116 66401866 66401981 AGCACATGGTTAGGGACAGC TGAAGCAAGAAAAAGCAGTGAA 264

Ai10B14866 Araip.B10 14866 p2 (CT)6 12 66413864 66413875 AGAACCTGGGATTGAGAGCC TGGGCTATTTCTGACCCAGT 208

Ai10B14868 Araip.B10 14868 p2 (TA)8 16 66431934 66431949 TACTTTGGGGCATTTTGTCC GTGGGAAAAGTGGGTTTGAA 234

Ai10B14871 Araip.B10 14871 p3 (ATT)5 15 66445170 66445184 AAATTGTTTGCTCCAATGGC TTTCAAAAGGAGATGGCAGC 128

Ai10B14875 Araip.B10 14875 p2 (TA)10 20 66468392 66468411 TTTTGCGCTTTTGAAATCCT GTCTATCCCTCAGGCTCACG 225

Ai10B14876 Araip.B10 14876 c (T)13ctatatatatatttttctgcttgttttttctttttctttctatttttttctattctttttttcgcccc(T)10c(T)12104 66473336 66473439 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 262

Ai10B14879 Araip.B10 14879 c (A)11gatttgaaaaggaattgaagaagatttgaaaaagatttttaggattagaaaaaattaaaata(T)1285 66496484 66496568 GGATAGTTTGGAAAGATATGAGAAGAA CAGGATTGTGGAGGAGAGGA 252

Ai10B14882 Araip.B10 14882 p3 (CAT)6 18 66524109 66524126 ATAGGCTTTGGCAGATGGTG GGTCATCTTGTAGGCCGTGT 192

Ai10B14884 Araip.B10 14884 p2 (AG)6 12 66551052 66551063 CCTGGTTCCAGAGTTACTCCC TTTACAGAATACGCCCCCAG 220

Ai10B14886 Araip.B10 14886 p2 (TC)6 12 66556526 66556537 GGCCCAGATCCAAGTACAGA CCTGGTTCCAGAGTTACTCCC 180

Ai10B14887 Araip.B10 14887 p2 (GA)6 12 66561222 66561233 GGAGGGAAGGAGAAAAAGAAA CCGCACAGTTTTCCTGATTT 178

Ai10B14889 Araip.B10 14889 p3 (AAG)5 15 66572703 66572717 CCAAACCCCAATCTAATCCA TTTTCATTGGGTTAGGGAGC 234

Ai10B14890 Araip.B10 14890 p3 (AAG)5 15 66576160 66576174 CCAAACCCCAATCTAATCCA CCTTTTTATTGGGTTAGGGAGC 236

Ai10B14893 Araip.B10 14893 p2 (TA)8 16 66600384 66600399 TTGGGGTGGTACCCTAAAAA TGGATACTTCTGTTTTAGTTGTTGC 266

Ai10B14894 Araip.B10 14894 p3 (CTG)5 15 66601010 66601024 TCGATGCCCTGTGATACAAA ACCCAAATGCTGTTCCTGAG 237
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Ai10B14895 Araip.B10 14895 p2 (CT)20 40 66608428 66608467 ACCACGAAATCGGGGTTTAT CAAAGCAAAGAAGGGTAAGGAA 202

Ai10B14897 Araip.B10 14897 c* (TCT)11(T)10* 42 66614667 66614708 TCAAGGTTGTAATGGGCTGA GGAAGCATGCTCATGTGAAA 238

Ai10B14898 Araip.B10 14898 p2 (TC)6 12 66615687 66615698 GGCCCAGATCCAAGTACAGA ACCTGGGATCCAAAGTTACTC 185

Ai10B14903 Araip.B10 14903 p3 (TTC)5 15 66632323 66632337 AGCTAGCCATCAAAACCCCT GAGACAGAGTTCAGGTCCGC 171

Ai10B14905 Araip.B10 14905 p2 (TC)6 12 66647472 66647483 GGCCCAGATCCAAGTACAGA TGGATCCAGAGTTACTCCCAA 182

Ai10B14906 Araip.B10 14906 p2 (AT)6 12 66652499 66652510 AAGCAAAGTGCTAGGTGGGA TCCTTATGCATCTGTGACGC 180

Ai10B14907 Araip.B10 14907 p4 (AAAT)5 20 66655886 66655905 ATGGGAAGATTGTGGGAACA TTGGAGTAATTTTGTCCCCTT 225

Ai10B14908 Araip.B10 14908 c (GAT)5gaaa(AAG)534 66676408 66676441 AACAAAGAAGAAACTTGGGAAGA TCTTCTCCCTCCTCCACATC 130

Ai10B14911 Araip.B10 14911 p3 (TTC)10 30 66723713 66723742 CCTCCATCCCTCCTTCATTT GCTTTTGTCTTCCCTTTCCC 255

Ai10B14915 Araip.B10 14915 c (AT)8accataatcaaaatgcaatactaaagataactagaagcaagaaa(AT)774 66736965 66737038 CATCATCCAATCACAATCCA GCATGATTTAAGTGTGGGGG 269

Ai10B14918 Araip.B10 14918 p3 (TGG)5 15 66756664 66756678 AAGGGAGAGAGAGGGTCTGC CGCTTCAGTTTCCCCAATAA 153

Ai10B14919 Araip.B10 14919 c (TG)23tc(TG)9(AG)678 66767899 66767976 GAGAATGGTACCCCCATTGA ATGCCTGCTCTATGGCTGAT 240

Ai10B14920 Araip.B10 14920 p2 (AT)12 24 66768617 66768640 TTTTCAGATGCAGGTCGAGA TCAGCCTACGAAGCTAAGGC 252

Ai10B14922 Araip.B10 14922 p5 (AAGAT)5 25 66786535 66786559 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai10B14925 Araip.B10 14925 p2 (GT)7 14 66828349 66828362 TCTCTCTTCCCCTCTCCCTC GGGCTAAAAATCCTAACGGG 148

Ai10B14927 Araip.B10 14927 p3 (AAC)5 15 66851031 66851045 TGACAACACAAGGTTGGCAT TGAGGTTGCTTTTCTGCCTT 228

Ai10B14929 Araip.B10 14929 p3 (TTC)5 15 66862714 66862728 GCCTCATCAGTTCCTATCCAA TGGATAATGCAAGAGCTTGGT 277

Ai10B14938 Araip.B10 14938 p2 (AG)6 12 66897326 66897337 GGTTTAGGTGGGGAAGTGGT ACATGGTGCAGGGATGAGAT 233

Ai10B14940 Araip.B10 14940 p2 (AT)10 20 66912276 66912295 GTGTTAGGTGAAAGCTCGGG TTGAACCCTCACTGCTGATG 261

Ai10B14941 Araip.B10 14941 p3 (TTA)5 15 66920290 66920304 TATTGAACCTTGCTTTGGGG GGAGAGTTGGGAATATTGGG 279

Ai10B14943 Araip.B10 14943 p3 (TTA)6 18 66935035 66935052 TGGAGCATTTTATCCCCTTTT TGGGAGAGTTAGAAACATTGGG 269

Ai10B14944 Araip.B10 14944 p3 (AAT)5 15 66940662 66940676 GAAATTGAACGTGCAAGCAA TCACTCTCTCTCTCTCTCCTCCA 276

Ai10B14945 Araip.B10 14945 p2 (GA)7 14 66940888 66940901 CAAGTCACAAGCATATAGTGAGGA TTCTTCTTTCCCCCTTCTCC 240

Ai10B14946 Araip.B10 14946 p3 (AGC)5 15 66953392 66953406 CCTACCACGATTAGCCGAAA CCTGCTCTGCCTTCTCTGTT 181

Ai10B14947 Araip.B10 14947 p2 (TA)7 14 66955057 66955070 CGGTTCAAGGAGTAAACCGA TGCAAGACATAATCAATACCTATGC 257

Ai10B14949 Araip.B10 14949 c (T)10aaggaaaaaaaa(T)1133 66961628 66961660 TGCATTGAATGAAAACAAGGA CACGGATTTGCACCCTATTT 238

Ai10B14950 Araip.B10 14950 c (CG)6ccatgcgtgcttggacgcggatgcgacagggacaattg(GC)6catgcgtgcttacacgtggatcgcctggcacaaagtaggcataaagtgggcacaactctctggtttttgtaccaggagtgtgatatgcaccacc(CG)6cactgcgcgcttgggcgccgattccc(T)13207 66961809 66962015 GCTTAAGCACGGATGCAG TGCTTTAGGAGAGTGTTAAATTCTGT 276

Ai10B14951 Araip.B10 14951 p2 (CT)6 12 66968545 66968556 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 230

Ai10B14952 Araip.B10 14952 p3 (ATT)5 15 66968770 66968784 TTTGAGTCATTATCCCTCACCA GGGGAAAGTTGTGAAAAGCA 219

Ai10B14953 Araip.B10 14953 p2 (GA)7 14 66987735 66987748 CACAAGCATATGGTGAGGGA TTCTTTCCCCGTTCTCCTTT 232

Ai10B14958 Araip.B10 14958 p3 (AAT)5 15 67029420 67029434 ATTGGCGGTGAATGAAAAAG GGGATGAATTTTGTCCCATC 198

Ai10B14959 Araip.B10 14959 c (T)10ctttc(T)13 28 67033719 67033746 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 226

Ai10B14963 Araip.B10 14963 p2 (TC)6 12 67039439 67039450 CACTGTCAGCCGGCTCTAAT TGGCACATAAAAGGTGGGAT 241

Ai10B14965 Araip.B10 14965 p2 (CT)6 12 67060300 67060311 CCTCACTCACCAAAAATCCG CTTGTCTTTGCTCCTGCTCA 164
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Ai10B14966 Araip.B10 14966 p3 (TTC)6 18 67062989 67063006 TCTTCTTGGCCGAATACACC CGGTCTTAGGTGCCATCAAT 163

Ai10B14969 Araip.B10 14969 p4 (AAAT)5 20 67072400 67072419 TCCTTCTCCCTGTTTTGCAT GAGCAAGAGTGCTCAAGGCT 231

Ai10B14970 Araip.B10 14970 p2 (TA)7 14 67077803 67077816 GGAAAATTCCCAATTACCAAGA TTTCGAATTTGTGTTCATTGTTC 252

Ai10B14976 Araip.B10 14976 p2 (CA)7 14 67147648 67147661 CCTCGCAAGAGTCCTTTGAC ACCACTAAGAGCGCTTCCCT 268

Ai10B14981 Araip.B10 14981 p2 (CT)6 12 67168896 67168907 TTTGTTTGTTTCTTATCTTTTTCCAA TCGAATTTGGGTGAGATGAA 280

Ai10B14982 Araip.B10 14982 p2 (TC)9 18 67169064 67169081 CGAAAATCACTAACCATTTTTCAA AATAGGGGGTTCGAATTTGG 123

Ai10B14983 Araip.B10 14983 c (A)11gagaaatggcgaaaaaaatagaaaaaaag(A)1050 67173567 67173616 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 217

Ai10B14984 Araip.B10 14984 p3 (AAT)5 15 67178663 67178677 CAGGCGGATATCAAATGGTT GAGAGGATGGGATGTAGCCA 239

Ai10B14988 Araip.B10 14988 c (CT)6gagttcagattttcttcttcttttcttctactcacacaaggacctctatactgtggtataaaggttccc(TAT)699 67223249 67223347 CTCCCTCACTCCCCAAAAAT TTCTTGTCCTTGCTCCTGCT 175

Ai10B14989 Araip.B10 14989 p2 (CT)6 12 67244959 67244970 TTTCTTACCTTTTTCAAAACCACC TATTTTTGGTGGGTGAGGGA 265

Ai10B14992 Araip.B10 14992 p2 (TA)6 12 67274218 67274229 ACGCTCCTGCGTGACTCTAT AAGCAAAGTGCTAGGTGGGA 223

Ai10B14994 Araip.B10 14994 p2 (AG)7 14 67284113 67284126 TGATAGGGATCCTTTTTACCACA TGTTTGTTTCTTATCTTTTCCAAAACT 280

Ai10B14997 Araip.B10 14997 p5 (AAGAT)5 25 67309477 67309501 CCATTTCTCAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 253

Ai10B14999 Araip.B10 14999 p5 (AAGAT)7 35 67318518 67318552 GAAAGATAAAGGCGGTTCCC GGGGGTACCTGCAAGAGACT 222

Ai10B15000 Araip.B10 15000 p2 (AT)10 20 67322529 67322548 TCCAAATCACAACCACAAGG GTAGCATCGAGGAAGATGCC 241

Ai10B15002 Araip.B10 15002 p2 (AG)6 12 67345747 67345758 ACGTAACAGAAATCGCTGGG GGAACATTGAACCTGTGATGAA 236

Ai10B15004 Araip.B10 15004 p2 (AT)6 12 67396630 67396641 TGGGGTAATTTTGTCCCCTT ACGGGAACATGGGTTGATAG 174

Ai10B15006 Araip.B10 15006 p3 (AGA)6 18 67406277 67406294 TGATCCTCGAGCAAAAGAAGA TCAACATCTCTCTCCCACCC 113

Ai10B15007 Araip.B10 15007 p3 (AAT)5 15 67408102 67408116 GTTCTTGTCCTTGCTCCTGC TCTCTGCCCTCCTCACAGTT 174

Ai10B15008 Araip.B10 15008 c (T)10caaaataattagttaataaaaaagaaatttttgaaaaagaggggatatattttcgaaaatt(AG)785 67408362 67408446 AACTGTGAGGAGGGCAGAGA TTTCTTATCTTTTTCAAAACCACC 274

Ai10B15010 Araip.B10 15010 p3 (GAG)5 15 67432582 67432596 TGAAACTGGCCAAAATACCC GTCATGAGGCTCACCCATCT 250

Ai10B15011 Araip.B10 15011 p2 (TA)7 14 67438643 67438656 GAAAAGAGAAACCAGAACAGGG GCTCTGGGGAAGCAGAAAAT 228

Ai10B15012 Araip.B10 15012 c (A)11gaaaaaaagaaaaaaataaag(A)1042 67442506 67442547 TGAAGCAAGAAAAAGCAGTGAA TTAGTCCTTTTGGGCCCTCT 206

Ai10B15015 Araip.B10 15015 c (T)12acccttgccttttggtttaaagggatattggctttttctgcttgc(T)1067 67467670 67467736 ACAAGCACATGGCTAGGGAC AAAGCAGTGAAAAGCTTGCG 243

Ai10B15019 Araip.B10 15019 p2 (TG)6 12 67497531 67497542 GCTTGATTTTTGCTTGAATGC GAGGCGTGAATTGTTGGAAT 271

Ai10B15022 Araip.B10 15022 p3 (GAA)6 18 67502200 67502217 CCACCACCTTCTTTTTCCAA CACGGTTCGGTATCTCCTTT 223

Ai10B15023 Araip.B10 15023 c (T)10cc(A)13 25 67504055 67504079 TTGATGGGGGTGAGAGAGTC GTTTCATTATGGCCACGCTT 199

Ai10B15026 Araip.B10 15026 p3 (GAA)5 15 67507251 67507265 CGGTCTTAGGTGCCATCAAT CACACTTATGGCCGAACCTT 252

Ai10B15028 Araip.B10 15028 p2 (GC)6 12 67524284 67524295 TTTCTTTGAAGAAGGGCACC GTCCACATATCTCCATCGGC 212

Ai10B15029 Araip.B10 15029 p3 (GAA)5 15 67529016 67529030 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai10B15030 Araip.B10 15030 p3 (AAT)5 15 67531191 67531205 TCTTATCCTTGCTCCTGCTCA TCACATCTCTGCCATCCTCA 174

Ai10B15031 Araip.B10 15031 p2 (AG)6 12 67531532 67531543 AAGATGGGAGAGGGAGAATTT TTCCTATCTTTTCAAAATTTGTTTCA 272

Ai10B15035 Araip.B10 15035 p2 (TC)6 12 67535016 67535027 GTCCTGGGTGACCTACCAAA TCATACACCAAGCAATGGACA 231

Ai10B15040 Araip.B10 15040 p2 (GA)6 12 67615621 67615632 AGAGGGAGAGAGGGTTGGAA CGAAAACTCCTCACCACTTTTT 240
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Ai10B15042 Araip.B10 15042 c* (A)10(AT)7* 23 67622857 67622879 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 176

Ai10B15048 Araip.B10 15048 p3 (AAT)5 15 67663667 67663681 GTTCTTGTCCTTGCTCCTGC GCCTCCTCACAGTTGTGTTTC 164

Ai10B15049 Araip.B10 15049 p2 (GA)6 12 67664000 67664011 GAAATTTTGAAAAAGGGGGAA TTGTTTCTCATGAGTCAAATCAAA 261

Ai10B15052 Araip.B10 15052 p3 (CTT)6 18 67669646 67669663 GCTACGCCTTCAACCTCAAG ACCAAGCAAACAAAATTGGC 177

Ai10B15055 Araip.B10 15055 p3 (AAG)5 15 67687739 67687753 TCCATCCAATCCCCAATCTA TCTTTTCATTGGGTTAAAGAGC 241

Ai10B15058 Araip.B10 15058 p2 (TC)6 12 67693021 67693032 TTTTTGAAAATATCTTCGCTCTTT ACAGATGGAAGAGGGGGTTC 235

Ai10B15061 Araip.B10 15061 p3 (TTC)5 15 67702634 67702648 ACACAACCCTCTCTTCCCCT ACTCGGAGGTGGAAGCTTTT 231

Ai10B15066 Araip.B10 15066 p2 (GC)6 12 67723617 67723628 AGGCAAGTGTTGGATGGAAG TCCGTGCCTTCAGAAAAGAT 217

Ai10B15068 Araip.B10 15068 c (T)10c(T)10 21 67736076 67736096 TGCTCTTGCCTCTTGGTTTT TTGAAGCAACAAAAAGCAGC 147

Ai10B15069 Araip.B10 15069 p3 (TTC)6 18 67739541 67739558 CTCTACACTCCTCTTGGCCG CGGTCTTAGGTGCCATCAAT 164

Ai10B15070 Araip.B10 15070 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)699 67743434 67743532 CTGAAAGGTGCTTGCTGGAT CCTCACTCACCAAAAATCCG 260

Ai10B15071 Araip.B10 15071 p2 (AG)6 12 67743735 67743746 AGAGAGAGAGAGGGGGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 268

Ai10B15072 Araip.B10 15072 p2 (TA)9 18 67751170 67751187 GAACTTTGAACTTTGGGGCA TTGATTTTGGGAGAGTTGGG 253

Ai10B15075 Araip.B10 15075 p2 (GT)6 12 67767893 67767904 GCACATTACAAGCCTAAAGCG CCAAGTTCCCACACTGGAAT 100

Ai10B15078 Araip.B10 15078 p2 (TA)12 24 67776683 67776706 TTTACCTTGGGGCATTTTTG TTGAGTACGGGAAACTTGGG 248

Ai10B15083 Araip.B10 15083 p2 (AG)6 12 67800009 67800020 AAAGAGGGAAGGGATTTTCG TTTCAAATCTTTTTCAATCAACCA 109

Ai10B15085 Araip.B10 15085 p2 (CT)6 12 67803262 67803273 TTTCAAATCTTTTTCAATCAACCA AAAAGAGGGAAGGGATTTTCA 110

Ai10B15093 Araip.B10 15093 p2 (AG)6 12 67841266 67841277 TTCTGACCCAGTTTTCAGCC AAAGGAACATCGAACCCAGA 205

Ai10B15095 Araip.B10 15095 p2 (AT)8 16 67857943 67857958 GGGGACAAAATTACCCCAAT TCAAGGTTGTAATGAGGCCA 259

Ai10B15096 Araip.B10 15096 p2 (AG)7 14 67860883 67860896 CCACGTTCAGACCCAGTTTT TGGAAATTGAGAAGAAACAATCC 197

Ai10B15099 Araip.B10 15099 p2 (AG)7 14 67887538 67887551 TGAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAATACAGA 215

Ai10B15100 Araip.B10 15100 p2 (TA)8 16 67888406 67888421 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 278

Ai10B15102 Araip.B10 15102 p2 (AG)7 14 67890894 67890907 CTGATCCATCTCCCAAGGAA GGCCCAGATCCAAGTACAGA 253

Ai10B15104 Araip.B10 15104 p2 (AT)26 52 67901554 67901605 ATGGTGCCAAGGTAAAGGTG AAAATGTTGGGAATTTGGGT 263

Ai10B15106 Araip.B10 15106 p2 (CT)7 14 67922603 67922616 TCCCTCCTAAACCTAACCCC AAAGGTTTGCTCGTCCTTGA 205

Ai10B15107 Araip.B10 15107 p2 (TA)14 28 67929905 67929932 GCAACCTCCCCACACTTAAA TGGTTTGGCCTTAGTCGTACA 242

Ai10B15108 Araip.B10 15108 p3 (AAT)5 15 67932023 67932037 CAGGTTCTGGATCTGCTTCC CCTCACAGTTGTGTTTCTTCCA 188

Ai10B15109 Araip.B10 15109 p3 (TTC)7 21 67936107 67936127 TAAAAATTCGAACCCCCTCC CAGGTTCTGGATCAGCTTCA 209

Ai10B15111 Araip.B10 15111 p3 (TTC)5 15 67950917 67950931 TCTCTTCTTGGCCGAAACAC CATGACTCGGAGGTGGAAGT 218

Ai10B15114 Araip.B10 15114 p2 (CT)6 12 67970349 67970360 TTGATTTTCAAATTTGTTTCAACT TCAGAGAGAGAGAGGGTTTTCG 256

Ai10B15115 Araip.B10 15115 p2 (CT)6 12 67970515 67970526 TTTTCTAAAATATCTCCCTCTTTTTCA ACGGGTCCTTTTTACCACAG 234

Ai10B15119 Araip.B10 15119 p3 (AGA)5 15 67995277 67995291 TGCTGCTTTTTCTTGCTTCA CCTCTTGACCGAAACCACAT 265

Ai10B15120 Araip.B10 15120 p3 (AAT)5 15 68006134 68006148 CAGGTTCTGGATCTGCTTCC CCCTCTCCCTCATCTCCTTC 270

Ai10B15121 Araip.B10 15121 p2 (GA)6 12 68006504 68006515 AAGGAGATGAGGGAGAGGGA GCTTGTTTCTTAACTTTTTCAAAACC 244



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15123 Araip.B10 15123 p2 (AT)7 14 68012152 68012165 TTTCACAATCACAACAACCCA GGTTGTTTGTTCTTTGGCTCA 200

Ai10B15126 Araip.B10 15126 c (T)11ctttttttcgccatttttcttttc(T)1045 68059170 68059214 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 146

Ai10B15127 Araip.B10 15127 p3 (GAA)5 15 68060097 68060111 CCGGCCTTAGGTGTCATAAA CTACCTAAAACCCCCTTGGC 176

Ai10B15130 Araip.B10 15130 p2 (AG)6 12 68085218 68085229 TCCCTTTAGGTGAGTGGAAGA TCTTACCTTTTTCAAAACCACC 280

Ai10B15134 Araip.B10 15134 p3 (TTC)5 15 68095820 68095834 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai10B15138 Araip.B10 15138 p3 (AGA)5 15 68126182 68126196 TTAGAATGTTGCTCGCCCTC CCCATCACCTCTTCACCACT 190

Ai10B15142 Araip.B10 15142 p3 (AAG)5 15 68164504 68164518 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai10B15151 Araip.B10 15151 p2 (AT)10 20 68210605 68210624 TCAACCAATTAGGTGGTACCCT ACGCTTGTTTTGGTTGTTGC 272

Ai10B15152 Araip.B10 15152 c (TGG)5taaagatgctacggctgctgaagttgaggggggtc(CTG)565 68211181 68211245 CAGTAGCTCGATGCCTTGTG GTGTGTGGTTGCACGAGAAG 272

Ai10B15155 Araip.B10 15155 p4 (TTTA)5 20 68222522 68222541 AAGTGTAGTTCGCCATTCGG GTGCTAGGTGGGAGACAACC 258

Ai10B15156 Araip.B10 15156 p2 (AG)8 16 68224957 68224972 AAGAAACATTAAACTTGGATCGAGA TGCAGAAAATGCTCATAGCG 245

Ai10B15158 Araip.B10 15158 p2 (CT)6 12 68232542 68232553 TCTTGTGATTTCTTGTGAATCAA TTTTGAAAAAGAGGGAAGATTTTT 279

Ai10B15159 Araip.B10 15159 p2 (CT)7 14 68245786 68245799 TTGGTTTCAAATTCGTTTCAACT GATGAGGGAGAAGGATTTTCG 254

Ai10B15160 Araip.B10 15160 p3 (TTC)5 15 68247854 68247868 ACCCTCTCTTCCCCTTCTTG CGGTCTTAGGTGCCATCAAT 174

Ai10B15161 Araip.B10 15161 c (A)11gc(A)11 24 68249047 68249070 GAATGCTTGAACAGCGCATA TGGCTTTTTCTGCTTGCTTT 222

Ai10B15162 Araip.B10 15162 c (A)10gaaaatc(A)1128 68253621 68253648 TTTGGACAACTGACGGTTCA CCAGCCAGGATTCAACAAAT 232

Ai10B15164 Araip.B10 15164 p2 (CT)6 12 68254394 68254405 CAAATTTGTTTCCTACCTTTTTCAA GAGAGAGGGAGAGGATTTTCG 217

Ai10B15165 Araip.B10 15165 p3 (TTC)5 15 68258015 68258029 AACACATCTCCCCCTCTCCT ACCATTAGGATGCCGACTTG 208

Ai10B15168 Araip.B10 15168 p2 (TC)6 12 68264677 68264688 TTCCTTCTCCCTTCTTCCTTC AAGTGCAACAATTCACAAGCA 246

Ai10B15169 Araip.B10 15169 p2 (CA)6 12 68279374 68279385 CTCATCACCTTCGCCTTCTC CTTCTTCTTCCCGTTCTCCC 178

Ai10B15172 Araip.B10 15172 c (A)10cttgacaactaagatatgataagataaaattttgaaattgaaatctgaatttttaaggaaattttcgaaatatttgcttaaaaatagttagaa(AT)6115 68319834 68319948 TGGTTAGGAGGTTTTGAAAAAGA CTTGGTGTTTTCCCTCCAAA 264

Ai10B15174 Araip.B10 15174 p2 (TC)6 12 68329195 68329206 TAACTCTTCCTTCCTTAATTTTCAA GAGAGAGAAGTGAAGAAGTTTTCG 120

Ai10B15176 Araip.B10 15176 c (A)10taggcg(A)10 26 68334520 68334545 TGAAGCAAGAAAAAGCAGCA CCACCGGATACATAAATGCC 195

Ai10B15177 Araip.B10 15177 p2 (GT)6 12 68355428 68355439 AGCGCTTTCCTGGGATACTT CGGAACTAGCAACCCATTGT 224

Ai10B15179 Araip.B10 15179 p4 (AACT)5 20 68359605 68359624 GCACAACACCCAACATCAAA CACCATCCACCATCTTCTCC 274

Ai10B15180 Araip.B10 15180 p2 (CT)6 12 68363701 68363712 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGCAGTGATGTGAGATGAA 277

Ai10B15181 Araip.B10 15181 p3 (TTC)5 15 68375209 68375223 ATATGGCCGAAACCTTACCC CCCTCGAGCAAGAAAAGAAA 168

Ai10B15182 Araip.B10 15182 p3 (TTC)5 15 68375498 68375512 GAATGACCCATTCCTCTGGA CCCTCGAGCAAGAAAAGAAA 167

Ai10B15185 Araip.B10 15185 p2 (CT)6 12 68392353 68392364 TTTCTTATCTTTTTCAAAACCACC TGTGAGGAGGGTAGAGATGTGA 272

Ai10B15188 Araip.B10 15188 p2 (CT)6 12 68441522 68441533 CGTTTAATGCCAGAAATGGG TGGATTGATGTGGATTGGTG 266

Ai10B15190 Araip.B10 15190 p2 (GA)6 12 68445059 68445070 GGGAGAGAAAGAGAAGAGGGA TTTTCCTCTTTCCCCTGTTG 266

Ai10B15191 Araip.B10 15191 p2 (AG)8 16 68445267 68445282 GGAGAGAAACAACAGGGGAA TCTTCCCTCTCCCTCTCCTC 243

Ai10B15193 Araip.B10 15193 p2 (AG)8 16 68457312 68457327 AAGGGGATGAGAGGAGGAGA TTTCTTATCTTTTTCAAAACCACC 221

Ai10B15194 Araip.B10 15194 p2 (GA)18 36 68460879 68460914 TATAGGGGTAGGGGGAGGTG CCTAAATGGAGCAGGGATGA 213
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Ai10B15200 Araip.B10 15200 c (A)12ctaccatgtgtattc(A)1239 68485476 68485514 GCAGGCTCATGAAAATTCAAA GGGAGTTCTTTTTGTATCCCC 119

Ai10B15201 Araip.B10 15201 c (A)12ggttacacgacgtgaccgcatacctcatgcgatcgcgtcatatcgcgaaaaacaccacccatgcgaccgcgtgacccacgcggccgcgtg(AT)6114 68496513 68496626 CCATGGTATGGTCGCTTCTT GCCCAACTTTCTGTTCGTTG 279

Ai10B15204 Araip.B10 15204 c (A)10ctaccatgtgtattc(A)1136 68508349 68508384 GCAGGCTCATGAAAATTCAAA ATCCCATGTGCATTGCTTTT 148

Ai10B15207 Araip.B10 15207 c (T)10c(T)10 21 68519777 68519797 GGAGCTTCTTGTCTATTGGCAT TGAAGTCACCGAGGACCTTT 245

Ai10B15208 Araip.B10 15208 p3 (GAA)5 15 68594519 68594533 AGTGGTCTTGATGGGCTTTG ACACAACCCCTTCTCCCTCT 244

Ai10B15209 Araip.B10 15209 p2 (AG)7 14 68599053 68599066 GATGAGGGAGAAGGATTTTCG CTTCTTATCTTTTCAAAATTTGTTTCA 262

Ai10B15215 Araip.B10 15215 p2 (AG)6 12 68658166 68658177 AAACCTGGGATCGAGAGTCA TGGGCTATTTCTGACCCAGT 208

Ai10B15217 Araip.B10 15217 p2 (AG)6 12 68664321 68664332 AAACCTGGGATCGAGAGTCA TGGGCTATTTCTGACCCAGT 208

Ai10B15218 Araip.B10 15218 p4 (TTTA)6 24 68669754 68669777 TCATCTGTTTGGGAGGGAAG TCGAAAATCCTCACCCATTT 167

Ai10B15220 Araip.B10 15220 p2 (CT)7 14 68683008 68683021 TGAACCTGAACCAAAGGGAA TTTCTGGGCTGTTTTTGACC 191

Ai10B15221 Araip.B10 15221 p2 (AT)19 38 68684884 68684921 TGTCAGCTGGTTGCTCATTC TATGTCCTTCATCGGCCTTC 234

Ai10B15222 Araip.B10 15222 p2 (TC)6 12 68692554 68692565 ATTCAAAGAGGAGCTCGCAT AGGGCAAAGGAAAGTCAAGG 261

Ai10B15224 Araip.B10 15224 p2 (TC)7 14 68700572 68700585 AATGCACCCATTCAAAGAGG CACTGATCAATTCAAGTGCTGG 200

Ai10B15226 Araip.B10 15226 c (CTT)5tctcgccgccacgccgccctgcctccctgccgccctgcaccagcagcaccaccat(TTC)585 68709106 68709190 GCAGCACCACCATTTCTTCT GCAGAACCACCACTACCACC 234

Ai10B15227 Araip.B10 15227 p3 (TGA)5 15 68709506 68709520 GTTCAGCTTCTGGGTTCAGC ACAAAAATGCCCCTCTCCTT 106

Ai10B15230 Araip.B10 15230 p4 (TTAG)7 28 68712926 68712953 CTATCATTCACCACCCACCA TCAAAACTCACTACCAAGCAACA 220

Ai10B15232 Araip.B10 15232 p2 (CT)6 12 68725979 68725990 TGGGAAGGTTCATAAACCAAA GCTGTAGAATGGGGGAATCA 279

Ai10B15233 Araip.B10 15233 p2 (AT)7 14 68730583 68730596 TTTCTTACCTCTTCCGGCCT GGTTTCCTAGGTTAAATGCCC 265

Ai10B15234 Araip.B10 15234 p2 (CA)6 12 68733361 68733372 GTTTCCCTTTCCTCAGCCTC CTCCTCATGGCTCCACAAAT 242

Ai10B15235 Araip.B10 15235 p2 (CA)6 12 68739617 68739628 GTTTCCCTTTCCTCAGCCTC CGGAGTTCAACGGTGGTAGT 178

Ai10B15236 Araip.B10 15236 p2 (TA)7 14 68752033 68752046 ACATTTCAGATGCAGGTCCC TGGTTTGGTGCTACGACTCA 273

Ai10B15243 Araip.B10 15243 p2 (TC)6 12 68821135 68821146 GAAATTGCAGAAAACGCTCC GGATTCATAAAGTAGCTTGCAAAA 262

Ai10B15247 Araip.B10 15247 p3 (AGA)6 18 68894977 68894994 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai10B15249 Araip.B10 15249 p2 (AG)8 16 68922342 68922357 GATGAGGGAGAAGGATTTTCG TCTTTTCAAAAATTGGTCTTCAAA 269

Ai10B15251 Araip.B10 15251 p2 (CA)7 14 68936430 68936443 TTTTGTATCAAAGGGGACGC GAGAAGGCGAAGGTGATGAG 278

Ai10B15252 Araip.B10 15252 p2 (CA)6 12 68936665 68936676 CTCATCACCTTCGCCTTCTC CAGTGTCGTCCTCTCCTTCC 220

Ai10B15254 Araip.B10 15254 c (T)10cgcctatttttttttc(T)10ctgcaagctttg(T)1159 68940707 68940765 TTATTTGCCCTTGCCTTTTG TTGGCTCTTGAAAGAATGATGA 219

Ai10B15261 Araip.B10 15261 p2 (GA)7 14 68983178 68983191 GTGATGGGTAAGGGTGATGG AGAAAGGGAGAAAAGCTGGC 246

Ai10B15264 Araip.B10 15264 p2 (TC)6 12 69004919 69004930 CGCATATTTTCACCTTTCAATG GATGGGAAGCAATGGTAACTT 280

Ai10B15266 Araip.B10 15266 p2 (AG)6 12 69042144 69042155 GGGTTCAAATTTGGGTGAGA AATTGCCTTTTTGTTTGTTTCTT 269

Ai10B15269 Araip.B10 15269 p3 (AAC)6 18 69058512 69058529 GATGGCCAAGGTGGTAGTTG CCAGTTGAATCCCTCTGGAA 175

Ai10B15279 Araip.B10 15279 p3 (GAA)5 15 69104651 69104665 TAGGGGCGTGTATCTCCTTG ACCCTCTCTTCCCCTTCTTG 258

Ai10B15280 Araip.B10 15280 c (T)10cgaaaacgggtgagaaatttttgaaagatttttgaaaaa(T)1059 69108659 69108717 TGGCTTAATAGCCAGCCAAG CGGTTCATCTTGTTGCTCAG 277

Ai10B15287 Araip.B10 15287 p4 (TAAA)6 24 69177233 69177256 TTGGTGCATTTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 255
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Ai10B15291 Araip.B10 15291 p2 (TC)10 20 69225435 69225454 CTTCCAGCGATTTCTGAAGC GGAATATTGAACCTGATCAAAGAGA 238

Ai10B15292 Araip.B10 15292 c (TA)7(T)10 24 69234205 69234228 TTGGCTTTTTCTGCTTGCTT TAACATGTGGTGGCAATGCT 256

Ai10B15295 Araip.B10 15295 p3 (ACA)5 15 69264750 69264764 GCAAGCTCAACCTTCTCCAC TTCCACCTCTGATTTCCCTG 279

Ai10B15297 Araip.B10 15297 p2 (TC)6 12 69269746 69269757 CCTCCCTTCTTCCTTCTTCC ATGGGCCTTTTCACAAACAC 269

Ai10B15298 Araip.B10 15298 p2 (AT)9 18 69272756 69272773 AGGGGACAAAAATTACCCCA TTGTAATGGGGCCAAGGTAA 252

Ai10B15301 Araip.B10 15301 p3 (TTC)8 24 69293131 69293154 AAGCCTTGTGGGCCTAATCT GAGGAATCATAAATGCAAGAACAA 246

Ai10B15303 Araip.B10 15303 p2 (GT)7 14 69298760 69298773 ATTACAAGCCCTGAAGCGAA AGCATGTACCCAATTCCCAA 167

Ai10B15304 Araip.B10 15304 p3 (TTC)23 69 69300419 69300487 GCCAAGAAGGGGAATTAACA GAGGAATCATAAATGTAACAACAAAGA 261

Ai10B15305 Araip.B10 15305 p4 (ATGT)11 44 69301549 69301592 TTCTAAATGGACTGGGGACC CCCATTGTAACGACCCAGTT 279

Ai10B15306 Araip.B10 15306 p3 (TTC)5 15 69308084 69308098 ACACAACCCCTTCTCCCTCT GCTTTTGTCTTCCCTTTCCC 191

Ai10B15307 Araip.B10 15307 p2 (AT)8 16 69322679 69322694 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 268

Ai10B15309 Araip.B10 15309 c (TC)6(CT)8 28 69327336 69327363 TCCTTTTCTCTCCCCATCCT ATTCCCACTTTATCCGCCTT 263

Ai10B15310 Araip.B10 15310 p2 (TC)7 14 69327953 69327966 ATCTCTCTCCACAGCCCCTC GGAGAAAGAGCGCAAAAGAA 223

Ai10B15313 Araip.B10 15313 p3 (TTC)5 15 69333413 69333427 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai10B15314 Araip.B10 15314 p2 (GA)7 14 69337774 69337787 AAAAGCCACTCAAATCAGCA TCCCTCCTCTCTCTCTTTTTCC 244

Ai10B15315 Araip.B10 15315 c (GA)19agggagagaggaggggagaaagaggagagagaggaaggg(GA)6gtgaagg(GA)8112 69338032 69338143 GAGGAAGAGAGAAGGGAGGG CCAGTTTTTATGGTTAAGTTTAGTTTT 254

Ai10B15318 Araip.B10 15318 p2 (GT)6 12 69359959 69359970 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 235

Ai10B15320 Araip.B10 15320 p2 (TA)13 26 69366771 69366796 CGCAAAATTAAAAGCGCAAT GCCTTACCTTTGCAGGTTGA 155

Ai10B15322 Araip.B10 15322 p2 (TA)8 16 69381146 69381161 TCTTTCTCTCACCCCCGTTA GCATGAATTGGAACATGCAA 274

Ai10B15327 Araip.B10 15327 p2 (AG)6 12 69434339 69434350 GAAATTTTGAAAAAGGGGGAA TCTTGTGATTTCTTGTGAATCAA 243

Ai10B15329 Araip.B10 15329 p2 (CT)7 14 69438515 69438528 TCCTTATCTTTTCAAAATTTGTTTCA GAAGGAGATGAGGGAGAAGGA 271

Ai10B15331 Araip.B10 15331 p2 (AG)6 12 69446667 69446678 CCCAAGTATGGAGGTTCCTTT TTTCCTATCTTTTTCAAAACCACC 257

Ai10B15333 Araip.B10 15333 c (T)11gctatttttttttc(T)1035 69474378 69474412 TGCTCTTGCCTCTTGGTTTT TGAGGGAGGAGCAACAAAGT 277

Ai10B15334 Araip.B10 15334 p3 (GAA)5 15 69475737 69475751 CGGTCTTAGGTGCCATCAAT CCATCCAAACCCACCTTAAA 258

Ai10B15335 Araip.B10 15335 p3 (AAT)7 21 69478298 69478318 CTTGTCCTTGCTCCTGTTCA TCTTCCTCACCAAAAATCCG 171

Ai10B15336 Araip.B10 15336 p2 (AG)6 12 69478625 69478636 TGGGAGAGGGAAAATTTCAA CTTATCTTTTCAAAATTTGTTTCAACT 256

Ai10B15343 Araip.B10 15343 c* (A)10(AT)8*tcatcaaaaaggggataaaggttgccccaaagagaaaagaaatgaataagaaatgcatatgtgatgtgaagg(A)11108 69560841 69560948 TTGGAAAATGGAAGCACTCA TGCAACCTAACTTCCCATCA 232

Ai10B15344 Araip.B10 15344 p4 (TTAG)7 28 69564790 69564817 TCCCTCCTTCAACCATCATC AAATGATGCCAAAATAACACCC 200

Ai10B15346 Araip.B10 15346 p2 (GT)6 12 69572514 69572525 TTGTCCCCTGCATTTTCAAT GGCCACTTTCTACTTAGAGGGA 173

Ai10B15347 Araip.B10 15347 p2 (AG)6 12 69580507 69580518 TCAATTCCTTCCTTGATCCG TCCACTAGGGAGCATTAGGAA 235

Ai10B15350 Araip.B10 15350 p2 (CA)7 14 69593049 69593062 TGCCACTCTTTGGCTATTTCT TTGTCCCCTGCATTTTCAAT 278

Ai10B15354 Araip.B10 15354 p2 (AG)7 14 69617203 69617216 GGTATTTGGGGAAGGGTGTT AGGGAAGAAAAGTTGGCGTT 214

Ai10B15355 Araip.B10 15355 p3 (TTA)5 15 69633715 69633729 TCAGACCCAAGAAAATCAACAA GATTCCCATCGATCTGGCTA 253

Ai10B15357 Araip.B10 15357 p3 (ATA)5 15 69663156 69663170 TATGGGAGGATTGTGGGAAC TGGGGTAATTTTGTCCCCTT 201
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Ai10B15358 Araip.B10 15358 p2 (AT)11 22 69666252 69666273 GCTGATGGAGAAATGAACCC TTAAGAAGAATCCTCCAATCCA 227

Ai10B15360 Araip.B10 15360 p2 (AG)6 12 69682155 69682166 TTTTTGGGCTGTTTTTGACC GGAACATTGAACCTGGAATTG 217

Ai10B15364 Araip.B10 15364 p2 (AG)6 12 69699590 69699601 TTTTGAAAAAGAGGGAAGGGA CAAAATTTGATTTCGAATCTTTTCA 152

Ai10B15369 Araip.B10 15369 p2 (CT)10 20 69713415 69713434 TCCCTTCTCTTCTCTCACGC TGAAGAGGATAGTGGCTGGG 145

Ai10B15370 Araip.B10 15370 p3 (AAG)6 18 69713806 69713823 ACTGAAGAAGTTGCGGTTGC CCCTCTTCCCACTTTTCTCC 213

Ai10B15371 Araip.B10 15371 p2 (AG)6 12 69714015 69714026 GAGAAAAGTGGGAAGAGGGG TTTCGCAAGCAAAATTACCC 214

Ai10B15372 Araip.B10 15372 p2 (AG)6 12 69735428 69735439 AGATTAGAGGCTGCGGAGTG CCTCAAATTGCATAAAAAGGGA 279

Ai10B15373 Araip.B10 15373 p2 (TA)7 14 69736561 69736574 GACTAGCCGGCCTAAACTCC AATTACGAAAATGCGAAGCG 200

Ai10B15374 Araip.B10 15374 p2 (TA)6 12 69736706 69736717 ACGCTTCGCATTTTCGTAAT CGTGCCGTAAAGTGAAGGAT 153

Ai10B15375 Araip.B10 15375 c (T)10aatttttaattctctttttccaaaataattttttgaaaaatatac(A)1065 69739968 69740032 TTTTGGAGCGAAGCTTTAGG TGGAAGAACACAATGCATGA 251

Ai10B15376 Araip.B10 15376 p2 (TC)6 12 69741072 69741083 CCACTTGATGACTTGTTTGTTTT CAGGTTCAGGATCAGCTTCA 258

Ai10B15377 Araip.B10 15377 p2 (AT)6 12 69745199 69745210 CAGAGGCAAGGAAAGCGTAG AACACCAGGTTTGGGTGTTC 272

Ai10B15378 Araip.B10 15378 p3 (GAA)5 15 69752058 69752072 GCTTTTGTCTTCCCTTTCCC ACACAACCCCTTCTCCCTCT 185

Ai10B15379 Araip.B10 15379 p2 (AG)6 12 69753680 69753691 TGGTGAGTGATGTGAGGAAGA TTTCTTACCTTTTTCAAAACCACC 267

Ai10B15382 Araip.B10 15382 c (T)10ggtttttatgattttataagatttttttgg(T)1050 69775663 69775712 GCATGCAATTGACACCAAAC ACCAAGGAATGAACCGTCAC 274

Ai10B15383 Araip.B10 15383 p2 (AT)7 14 69788966 69788979 TAGCTCTGGGTTGCATCAAG CAAGGACATGGGTTTTGTCC 235

Ai10B15384 Araip.B10 15384 p3 (AAT)5 15 69799576 69799590 AGGGAAGCAGTATGTTGAATGA TTGGTAACGCTTGAGCTGTC 274

Ai10B15385 Araip.B10 15385 p2 (AT)6 12 69801123 69801134 GAGCCCTCACTGGTAGCGTA CCCTAACCCCATTACAACCC 176

Ai10B15386 Araip.B10 15386 p2 (TA)8 16 69801417 69801432 TTCACCATTTACTTTGGGGC GTGTGGGAAAAGTGGGTTTC 229

Ai10B15389 Araip.B10 15389 p3 (AAG)7 21 69807077 69807097 CAGAGGGCCAGAGAACAAAG TCAGGTGATGAAGGTCTCCC 199

Ai10B15390 Araip.B10 15390 p3 (TAT)5 15 69814511 69814525 TTTTGGTGCTTCGTGACTTG AGGGATGAGAGACTGGGTCA 263

Ai10B15392 Araip.B10 15392 p2 (CT)6 12 69837797 69837808 TTTCTTATCTTTTTCAAAACCACC CAAAGGTGATGATAGGAGCAGA 280

Ai10B15393 Araip.B10 15393 p3 (TTC)5 15 69839580 69839594 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 248

Ai10B15396 Araip.B10 15396 p2 (GC)6 12 69846938 69846949 AAAAGCATGCAAGGAGGAGA ACAAGTTGGAATTGGGCTTG 231

Ai10B15397 Araip.B10 15397 p2 (GC)6 12 69855828 69855839 AAAAGCATGCAAGGAGGAGA ACAAGTTGGAATTGGGCTTG 279

Ai10B15403 Araip.B10 15403 p2 (CT)7 14 69888988 69889001 TCCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 262

Ai10B15404 Araip.B10 15404 p3 (TTC)5 15 69891555 69891569 TCTTCTTGGCCGAATACACC CGGTCTTAGGTGCCATCAAT 157

Ai10B15406 Araip.B10 15406 p2 (TC)6 12 69915629 69915640 TTCAAAATCTTGTTCAAAAATCAAA GAAATTTTGAAAAATGGGGAAG 258

Ai10B15407 Araip.B10 15407 p3 (TAT)5 15 69915957 69915971 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 252

Ai10B15408 Araip.B10 15408 p3 (TTC)6 18 69918295 69918312 ATATGGCCGAACCTTAACCC GCTTTTGTCTTCCCTTTCCC 241

Ai10B15411 Araip.B10 15411 p2 (CT)6 12 69934016 69934027 TTTCTTATCTTTTTCAAAACCACC AAGGAGACGAGGGAGAAGGA 213

Ai10B15412 Araip.B10 15412 p3 (TTC)5 15 69936672 69936686 TAAGTTTGGTGTTGGGAGGC CGGTCTTAGGTGCCATCAAT 243

Ai10B15414 Araip.B10 15414 p2 (AT)18 36 69946597 69946632 AAGCATGGAGAAATTGGCTTT TTTCGTTTTGGCATTTTGTG 262

Ai10B15415 Araip.B10 15415 p2 (AT)8 16 69946761 69946776 GACACAAAATGCCAAAACGA TCAACATTTACTTTGGGGCA 174



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15416 Araip.B10 15416 c (T)10ctttttcttttctcttcttcttc(T)11cgcctctc(T)1062 69964327 69964388 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 211

Ai10B15417 Araip.B10 15417 p2 (AG)6 12 69977874 69977885 GGTTTATGGGGAAGCGGTAT TGCAGGGATGAGAAATCCTT 124

Ai10B15418 Araip.B10 15418 p2 (AT)9 18 69982069 69982086 TGCTGGTTAGTTGTGCGAAG AGACCAACGCTCTAGCCAAA 277

Ai10B15419 Araip.B10 15419 p4 (AAAT)6 24 69982695 69982718 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 279

Ai10B15422 Araip.B10 15422 c (CT)7t(TC)13tt(TC)1165 70011255 70011319 TGATGCTATTGTCACCGCTC TCTTGACTTGCCTTTCAGCA 260

Ai10B15423 Araip.B10 15423 p2 (CT)6 12 70018695 70018706 CGTTAAATGCCAGAAATGGG ATAGGTGAGGGGTTTTTGGG 213

Ai10B15425 Araip.B10 15425 p2 (AG)6 12 70026756 70026767 GAGGGGGAAGTGAATTTTCG TTGATTTTCAAATTTTGTTTCAACT 255

Ai10B15427 Araip.B10 15427 p4 (TTCA)6 24 70044000 70044023 CAATGCTCTATTTGTGGCTCA CCAGCCAAAACATTCCAAAT 272

Ai10B15430 Araip.B10 15430 p2 (AG)6 12 70061473 70061484 ATAGGTGAGGGGTTTTTGGG CGTTTAACACCAGGAATGGG 244

Ai10B15432 Araip.B10 15432 p2 (CT)6 12 70071530 70071541 TGTGAATCAAGCCATTAATTGTG TTGAAAAAGAGGGAGATATTTTCG 274

Ai10B15433 Araip.B10 15433 p3 (TAT)6 18 70071860 70071877 TCTGCTCTCCTCACCCTTGT TTCTTGTCCTTGCTCCTGCT 170

Ai10B15435 Araip.B10 15435 p2 (TA)6 12 70091192 70091203 AGGCCCTCCTATCCACTGAT AAGCAGTGAAGAAGCTTGCG 160

Ai10B15436 Araip.B10 15436 p2 (AG)7 14 70093177 70093190 AGAGTGGGTGGAGGTGATTG CAACATGGTGCAAGGATGAC 189

Ai10B15439 Araip.B10 15439 c (A)11tattttcaaaaattttttcaaaaatttttcctttattttcg(A)1062 70099708 70099769 TCGAGTTTGGACAACTGACG TTGAAACCCCAGTCCAAAAG 264

Ai10B15441 Araip.B10 15441 p2 (CT)7 14 70100926 70100939 TTGATTTTCAAATTTGTTTCAACT GATGAGAGAGAAAGAGGAATTTCG 272

Ai10B15442 Araip.B10 15442 p3 (TCT)6 18 70104107 70104124 CAAGATCCCCACCTACCTCA ACATAGAATGTTGCTCGCCC 227

Ai10B15444 Araip.B10 15444 p2 (AG)6 12 70115531 70115542 AAGTGGGGGAATCAATCCAT CATGAAGGGTTCATAAGCCAA 260

Ai10B15445 Araip.B10 15445 p2 (TA)15 30 70117965 70117994 GTGTGGGGAATTGTGGAAAC ATGGGGCTAAGGTAAGGGTG 277

Ai10B15450 Araip.B10 15450 p2 (AG)7 14 70140181 70140194 GGATTCATAAAGTAGCTTGCAAAA TTTTGACCCAGTTTTCAGCC 244

Ai10B15453 Araip.B10 15453 p2 (AG)6 12 70146302 70146313 AAAGGATTCATAAAGTTGCTTGC TTTTGACCCAATTTTCAGCC 245

Ai10B15455 Araip.B10 15455 p3 (GAA)5 15 70149692 70149706 CGGTCTTAGGTGCCATCAAT GCCGAAACACATCACCTTCT 154

Ai10B15456 Araip.B10 15456 p2 (AG)6 12 70157745 70157756 TGCCTTTTTCCTTGTTCCTG AACATCTCTCCCTCACCCAC 178

Ai10B15468 Araip.B10 15468 p2 (GT)6 12 70230293 70230304 AGCCTTGAAGCGAAAAACAA AACCAGTGTCCCAAGCTTTC 104

Ai10B15470 Araip.B10 15470 p2 (AT)11 22 70244366 70244387 TGACATTTGCATTAGGCGAG ACGCTGGGCTCTACTCTTTG 259

Ai10B15472 Araip.B10 15472 c (A)11gaaag(A)10 26 70256382 70256407 AAAAAGCAGCGAAAAGCAAA CCGCTTAGGCCATGATTTTA 229

Ai10B15473 Araip.B10 15473 c (TA)22(T)11 55 70269195 70269249 TTGGACTTCACTTTGGGGAA TGAAGATCTTGGGAATTGGG 256

Ai10B15474 Araip.B10 15474 p2 (CT)6 12 70271292 70271303 AGCCGATTTGGCAACATAAG GCATCCATTCATAAGGAGTCG 230

Ai10B15475 Araip.B10 15475 p2 (TA)6 12 70274914 70274925 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai10B15476 Araip.B10 15476 c (T)10gatgcacatggtaattgaatcactttgattttctcatgagcatgcttcccaaatttatttctatttc(T)1087 70275470 70275556 CCCACTTATTGTTGCATGCTC TGTGGAAAACCTTTTGGGAA 264

Ai10B15479 Araip.B10 15479 p3 (TCT)5 15 70291312 70291326 CCGAATACACACATCCCTCC TCTCCTATGACTTGGGGGTG 212

Ai10B15483 Araip.B10 15483 p4 (AAAT)7 28 70312667 70312694 TGCTTTCGTGCTCTTTCATTT CAAAATGTTGATGTGCACCC 244

Ai10B15487 Araip.B10 15487 p2 (AG)6 12 70327883 70327894 TGTCTTCAGATGGGAAGCAGT CCATTCATAAGGAGGCTCACA 258

Ai10B15489 Araip.B10 15489 p2 (TA)8 16 70329245 70329260 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 228

Ai10B15490 Araip.B10 15490 c (T)15gagttttattttattttattgaacctggagttttgcatcacatccatattaacactgcattctgcattttcttttcagact(A)13109 70331238 70331346 GTGCTAGGTGGGAGACAACC CGCTGCTCCTGCATAACTTT 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15493 Araip.B10 15493 p3 (GAA)5 15 70345668 70345682 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 244

Ai10B15499 Araip.B10 15499 p2 (AT)6 12 70374683 70374694 TGAGCCTGATTCGTTGTTAAA AGGTCAGGGCCTAGGATGTT 275

Ai10B15502 Araip.B10 15502 p2 (AG)6 12 70419502 70419513 GTCTCCAAAACCCAGTCCAA AATTCTAGAGAGAGCGGGAGC 142

Ai10B15503 Araip.B10 15503 p3 (AAG)5 15 70424597 70424611 AGGAGGGAAACCAGGAAGAA CCAAAATGCCCTAGCATCAT 108

Ai10B15505 Araip.B10 15505 p2 (AT)6 12 70431671 70431682 TACTTTGCGGCATTTTGTCC CCATCGGGAATTTAGGGAAT 199

Ai10B15507 Araip.B10 15507 p2 (AG)6 12 70440882 70440893 ATAGGTGAGGGGTTTTTGGG CGTTAAATGCCAGAAATGGG 213

Ai10B15509 Araip.B10 15509 p2 (AG)6 12 70457404 70457415 GCCAATTGGGCAATATTTGT GGCCCAGATCCAAGTACAGA 275

Ai10B15510 Araip.B10 15510 p2 (AT)10 20 70458282 70458301 TGGTGGAATGTTATGCAATG CAAATTCCAGTGAGGGTTCAA 278

Ai10B15513 Araip.B10 15513 p2 (TA)7 14 70480981 70480994 AGGTCTTTTAACGACGCACC ATTTGATTTTCACCTTGCCG 197

Ai10B15518 Araip.B10 15518 p2 (CT)6 12 70498368 70498379 TCCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 260

Ai10B15519 Araip.B10 15519 p2 (TA)7 14 70503803 70503816 TTTGATGACGATCCACCTGA TCCGTGATCCAGCCTTTATT 252

Ai10B15520 Araip.B10 15520 p3 (TTC)5 15 70504587 70504601 TTCTTGGCCGAATACACCTC GATTCTTTGCTTCCCTTCCC 187

Ai10B15524 Araip.B10 15524 p5 (AAGAT)5 25 70523859 70523883 GCCCAAATAGAGGAACACGA GGTACCTGCAAAGGACTCCA 260

Ai10B15526 Araip.B10 15526 c (T)10cgcccc(T)11 27 70540523 70540549 CATCAGCAGTCCTTCGTCAA TGAAGCAAGAAAAAGCAGCA 229

Ai10B15529 Araip.B10 15529 c (T)10caaaaataattttggaaaaatgaaaaagaaa(T)1051 70587953 70588003 AATAGCCAGCCAAGCTTCAA TTTGGACAACTGACGGTTCA 237

Ai10B15533 Araip.B10 15533 p2 (CT)6 12 70612060 70612071 CATCACTCACCAAAAATCCG CTTGTCTTTGCTCCTGCTCA 163

Ai10B15538 Araip.B10 15538 c (A)10t(TA)7 25 70629670 70629694 GTGGAAAAGTGGGTTTGGAA TACTTTGGGGCATTTTGTCC 216

Ai10B15541 Araip.B10 15541 p2 (CT)6 12 70656703 70656714 AAGCCCACATGACTCAAAGG TTCCTTCAATTCTCAACCCAA 248

Ai10B15544 Araip.B10 15544 p3 (GAA)5 15 70672924 70672938 GCATAGGTGGCAAATGAGGT CTTCTTGGCCGAAACACAAT 215

Ai10B15545 Araip.B10 15545 p2 (AG)6 12 70676408 70676419 GAAGGAGATGAGGGAGAAGGA TCAAAATTGATTTTCAAAAGTGTTTC 268

Ai10B15548 Araip.B10 15548 p4 (AAAT)5 20 70686060 70686079 CATTGCCAGGGATTGTTCTT CAGCCAGGCTTCACATATCA 192

Ai10B15551 Araip.B10 15551 p2 (TC)6 12 70687667 70687678 TCGAAAACTCCTCACCACTTT AACACAGAGAGGGAGAGAGGG 240

Ai10B15553 Araip.B10 15553 c (T)10agttaaacttcttcccttctccctctacccgtta(T)1054 70688663 70688716 GTTAGTGACACATGGTGCCG TGTTAGTTGTGGGTGATGCAA 258

Ai10B15555 Araip.B10 15555 p2 (GC)6 12 70728809 70728820 GAGCATGCATGAATGGAAGA TTTTCGTGACCTACGCACAG 208

Ai10B15556 Araip.B10 15556 p5 (AAAAT)5 25 70738057 70738081 CCGAGCTCGCCTAATACTTG CATCAATTTTTGGCACCGTT 224

Ai10B15558 Araip.B10 15558 p3 (AGG)5 15 70748219 70748233 AGCAAAGAGTCAAAAGGCCA CGAGCCAGACTTGGAGATTC 219

Ai10B15560 Araip.B10 15560 p2 (TA)8 16 70768136 70768151 CACGGGCTATGGCTAGTGTT CCCAAGTCTCACCTCATGC 258

Ai10B15563 Araip.B10 15563 p2 (TC)7 14 70796902 70796915 TCTTTCCCCCTTCTCCTTTC GCAAGCAATCCCTTAAAGGTAAC 280

Ai10B15564 Araip.B10 15564 p2 (TC)7 14 70797633 70797646 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 232

Ai10B15565 Araip.B10 15565 p3 (ATT)5 15 70797859 70797873 CCCTCACCATATGCTTGTGAC TAGCAAAGGCCGAGCATTAC 279

Ai10B15568 Araip.B10 15568 p2 (AT)11 22 70805718 70805739 GAGAATCCCAAAATGACCCA GGGCACCTTAACCAAACTGA 271

Ai10B15569 Araip.B10 15569 p2 (AC)15 30 70818053 70818082 GGGACTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 252

Ai10B15570 Araip.B10 15570 p4 (TTAT)5 20 70818224 70818243 TCACCACATATGCATTGACCT TGGGAACCTGGGTTAATGAG 249

Ai10B15571 Araip.B10 15571 p2 (TA)10 20 70821624 70821643 GCACCAGTCCCACCTAACTC CCCACCATGGTATGATCGTT 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15577 Araip.B10 15577 p2 (AG)6 12 70838817 70838828 GCAAAGGGGGAGCAATTAGT GGAAGAACAAAGGTGCATCAA 242

Ai10B15579 Araip.B10 15579 p2 (CT)7 14 70847966 70847979 TCCTACCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 260

Ai10B15580 Araip.B10 15580 p3 (TTC)5 15 70850282 70850296 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 179

Ai10B15585 Araip.B10 15585 p2 (AT)13 26 70870842 70870867 ATAGCTTGCTTCAAGCCGAC AAGCCTCGGTCCAAAAGAAT 187

Ai10B15588 Araip.B10 15588 p3 (TTA)5 15 70894973 70894987 AAAGTGGGAGCAAAATCCAA CAAGGAATTGCAGGGAGGTA 205

Ai10B15590 Araip.B10 15590 p3 (TTA)5 15 70901697 70901711 AAAGTGGGAGCAAAATCCAA CAAGGAATTGCAGGGAGGTA 205

Ai10B15591 Araip.B10 15591 p2 (AT)6 12 70902253 70902264 TTCCTTGGCATAAAACACCA AATCCGCATCAAGTTTTTGG 225

Ai10B15594 Araip.B10 15594 p2 (TA)8 16 70920189 70920204 TTTTCAATGTTGTAATGGGGC CAATGCACATGGGACAAAAT 215

Ai10B15595 Araip.B10 15595 c (T)12gcctatttttttttctc(T)1039 70937802 70937840 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 250

Ai10B15596 Araip.B10 15596 p3 (AGA)6 18 70938781 70938798 TAGAATATTGCTCGCCCTCG TTTCCCATTCACCACTCACA 107

Ai10B15597 Araip.B10 15597 p2 (AG)6 12 70940644 70940655 TCAGCTTCAACAAGAATGCC CACCCACCAAATATCCGAAC 182

Ai10B15599 Araip.B10 15599 p3 (AAT)7 21 70943950 70943970 TTGGGGTTTTGAAAGTAAGGAA AAGCAGTGGTTGAAATTGGG 277

Ai10B15606 Araip.B10 15606 p2 (GC)6 12 70971971 70971982 TGCCTTGTCTTGAATGGTGA GGTTTTTGGCCCAAGAGTTT 215

Ai10B15608 Araip.B10 15608 p3 (TTC)5 15 70983075 70983089 CCCTTGGCCAAATACACATC TTGCCTTCCCTTTCCTCTTT 196

Ai10B15619 Araip.B10 15619 c (A)10gatatgattaaaaggatatgattgaagaaattaaaaagattttatttttaaaaaacatttgaaaagatcaatttttgaaattagaattttgacttgact(A)10119 71061480 71061598 TTTTGAAAAAGATATGATTGAGAAGA TTGTTGTTTTTCTCTTTCCGC 277

Ai10B15621 Araip.B10 15621 p4 (TTTA)6 24 71082353 71082376 CCAATGGAGGGTATGCAGAT TTTCTCTCTCCTCACTTTTTCG 246

Ai10B15622 Araip.B10 15622 p2 (AT)7 14 71086081 71086094 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 167

Ai10B15627 Araip.B10 15627 p2 (TA)12 24 71124134 71124157 CCATCTCGTTTGCTAAAATGC ACGTTTCCTTTTCCGTCCTT 246

Ai10B15628 Araip.B10 15628 p2 (TC)6 12 71136672 71136683 GCAACAACCTGGCGTTTAAT GGTATTTGGGGAAGGGTGTT 177

Ai10B15630 Araip.B10 15630 c (A)11ggcgaaaaataaag(A)1035 71138616 71138650 GCAGTGAAAAGCTTGCAAAA TTGACACCTTTACGCCACAA 269

Ai10B15631 Araip.B10 15631 p2 (AT)12 24 71151106 71151129 TTTCAAGGTTGTAATGGGGC AGGGGACAAAATTACCCCAA 276

Ai10B15634 Araip.B10 15634 p2 (TG)6 12 71158700 71158711 GGAGTTTTACTTCCCGGGTC CTAGCTCATCCCAAGCCAAG 260

Ai10B15635 Araip.B10 15635 p2 (TA)26 52 71159201 71159252 TCATCAACAAAAACTCAAAATTGG TTTTTGCCCGTCAGGTTTAT 248

Ai10B15636 Araip.B10 15636 p2 (AC)6 12 71161490 71161501 GGCTAACGTAAGGGTGAGGA ATCAATGCGTATGTGGTGGA 189

Ai10B15638 Araip.B10 15638 p2 (GA)6 12 71172345 71172356 CACTGTCGAACCCTAACCGT TTCTCCGTCAGAGCATCCTT 197

Ai10B15641 Araip.B10 15641 p2 (AC)6 12 71185914 71185925 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 227

Ai10B15643 Araip.B10 15643 p2 (GA)12 24 71206270 71206293 TTCCAAAATCATGGAGGAGG CCCTCTCCACCCTTTCTCTT 149

Ai10B15644 Araip.B10 15644 p2 (TG)6 12 71212540 71212551 TGGCTCGTGTCTTCCTTTCT CATACACCTCATCGCCACAC 262

Ai10B15651 Araip.B10 15651 p3 (TAT)13 39 71221674 71221712 CACATTTTTACCAACATCAGTTTG GCAAAAATCATGCAGACCAA 261

Ai10B15652 Araip.B10 15652 p2 (AT)16 32 71224493 71224524 GATTCACTTTTCACATACCCATACA ACTTGAACCATATGCATTTATTTTT 280

Ai10B15655 Araip.B10 15655 p2 (GC)6 12 71269357 71269368 TTGGCTATTTCTTCAGCCGT CAAAGATTGGGAATGCATCA 120

Ai10B15656 Araip.B10 15656 c (TTA)7(T)10 31 71270398 71270428 AGCTTTAAACTTGGGGGCAT TTGGGAACATTGGGTAGAGG 232

Ai10B15658 Araip.B10 15658 p2 (GC)6 12 71278973 71278984 GCATCGATTGGCTGTTTCTT TTAGGAATGCATCAATGGGC 121

Ai10B15660 Araip.B10 15660 p2 (AG)6 12 71296165 71296176 GCTTGCAAAAATAAACAAAAGGA ATGCATCCATTCAGAGGGAG 174



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15670 Araip.B10 15670 c (A)10gagaaaaagaaaagaaattttatatag(A)1047 71359636 71359682 GGAGGGACATTGGTTGAGGT TACTTTGGGGCATTTTGTCC 241

Ai10B15671 Araip.B10 15671 p2 (TA)6 12 71375106 71375117 GCAGGTTGATGAGCTTGTTG GGCCGCAGGTATATCTTTGA 262

Ai10B15672 Araip.B10 15672 c (T)10aaattaggtccctacactttttttcctttttatttaggtccctataccaattc(T)1376 71378733 71378808 TTCGCGAAATTTTCAATTAGG GGCTTAATTTTATAGCGACCCA 162

Ai10B15673 Araip.B10 15673 p2 (AG)7 14 71400324 71400337 CTAGGCCAAATGGACCAAAA GATGACAATGGGGTTTCACC 157

Ai10B15674 Araip.B10 15674 p4 (TATT)5 20 71406163 71406182 TTGGATCTTTGGATCCTTGC TGAAGCAAGAAAAAGCAGCA 185

Ai10B15676 Araip.B10 15676 p2 (GA)6 12 71425861 71425872 CAGAGAGGGAGAAATGGTTCA TTTCGAAAACTCCTCACCAT 244

Ai10B15679 Araip.B10 15679 p3 (GGT)6 18 71443562 71443579 TTTGGTTGGTGTGATGGATG ATCCTTCGGACCAAAATTCC 135

Ai10B15681 Araip.B10 15681 p2 (AG)14 28 71451874 71451901 GACGGCTAGGAGGATTTTGA CCAGAAAGCTCAAATGCACA 130

Ai10B15682 Araip.B10 15682 p2 (GT)6 12 71456496 71456507 GCCATTGTTCAAACAGCTCA CCCAATTCCCAAAATTTTTCA 263

Ai10B15684 Araip.B10 15684 p3 (TTC)5 15 71471407 71471421 TCCCCTTTTTCTCACCTCTG AGAGATGTAGTGCCACCGGA 118

Ai10B15686 Araip.B10 15686 p2 (AT)18 36 71475483 71475518 TCAAGAAAAGGGGACCAAAA TTTCACCTTTTCGCATACCC 189

Ai10B15688 Araip.B10 15688 p5 (TAAAA)5 25 71484540 71484564 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 205

Ai10B15690 Araip.B10 15690 p2 (AT)7 14 71485643 71485656 TAAGCACAACGCTCTAGCCA TGTGGTGTCAATTGCATTTTT 247

Ai10B15694 Araip.B10 15694 p2 (AG)6 12 71522018 71522029 ATAGGTGAGGGGTTTTTGGG TGCAGGGATGAGAAATCCTT 134

Ai10B15697 Araip.B10 15697 p2 (TA)10 20 71574155 71574174 AGGGGACACAAAAATTTCCC AATGGGGCTGAGGTAAAGGT 254

Ai10B15699 Araip.B10 15699 p2 (AT)7 14 71588715 71588728 GGATGCAAAACACAACCAAG TTCAGTAGCAGCATCGAGGA 264

Ai10B15700 Araip.B10 15700 p2 (AG)6 12 71591194 71591205 AGGTGCAGAGATTGAACGAGA TATCTCTGCTCGCCCTCAGT 165

Ai10B15705 Araip.B10 15705 p2 (CT)6 12 71643824 71643835 AGCGTTTACCACCAGGATTG ATGGGGAAGAGTATTTGGGG 175

Ai10B15707 Araip.B10 15707 p2 (TC)6 12 71647335 71647346 TTCTCCGTCAGAGCATCCTT GCCGTCACTGTCGAACACTA 202

Ai10B15710 Araip.B10 15710 p2 (TC)12 24 71652908 71652931 TTCCTCCTCTTTTCCCTGGT GCACATGTTTGAAAGTGCCA 238

Ai10B15712 Araip.B10 15712 c (T)10cgcctatttttttc(T)1337 71667469 71667505 TGGCTTTTTCTGCTTGCTTT TTGATGTGGTGACAATGCTTC 270

Ai10B15716 Araip.B10 15716 p2 (GC)6 12 71687323 71687334 GCGTACGCGTCTCTATGTGA CATTCGATGCCTTGATGTGT 190

Ai10B15718 Araip.B10 15718 c (T)10ctttttctattttttcttt(TA)743 71705453 71705495 GGCATTTTTGTCCCCTTTTT CTTGGGACATTGGTTGAGGT 211

Ai10B15721 Araip.B10 15721 p3 (CCA)5 15 71722952 71722966 TCCATCTACAGCACCAGCAG CTGCTCCTTCTCATGCTCCT 217

Ai10B15725 Araip.B10 15725 c (TA)7(T)10 24 71737961 71737984 GGGCATTTTTGTCCCTTTTT TTGGGTATGGAAAACTTGCG 230

Ai10B15728 Araip.B10 15728 p2 (AT)7 14 71744955 71744968 ACGAGTTCACGATTTCCTGG TGCTTAATGCAACCCAAGAG 267

Ai10B15729 Araip.B10 15729 p2 (CT)14 28 71762072 71762099 GTGTGGCGATCTCTGATCCT TCACGTCACATTTTCACCGT 260

Ai10B15733 Araip.B10 15733 p4 (CTAA)5 20 71800867 71800886 TATCACCAATCCCGGACCTA CCATGATGATGAAGATGAAGG 229

Ai10B15736 Araip.B10 15736 p3 (AGA)6 18 71807607 71807624 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 242

Ai10B15737 Araip.B10 15737 p2 (AT)6 12 71812924 71812935 TCATGCAATTCCAATTTATCCA CAAAAATCCAGTGAGGGTTCA 219

Ai10B15746 Araip.B10 15746 p2 (GA)7 14 71835836 71835849 CCTTTCACACACACACCCAG CTCGCGTCACGTCTTTGTTA 229

Ai10B15747 Araip.B10 15747 p2 (CT)8 16 71836031 71836046 TAACAAAGACGTGACGCGAG GCCTGCAGAGACATCGAAAT 219

Ai10B15748 Araip.B10 15748 p2 (AG)6 12 71854554 71854565 TGGGGTTTTGAGGAAGAGTG AGTCCTTGACCCCTCAGGAT 265

Ai10B15752 Araip.B10 15752 p2 (GC)6 12 71882776 71882787 GGAAAGCATGCAAAGTGGAG CAGAGCCTCCTCAGAAATCG 196



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15753 Araip.B10 15753 p2 (AG)6 12 71909460 71909471 ATCAGCGTGGCAGATTTCTT GGAACATTGAACCTGTGATGAA 242

Ai10B15756 Araip.B10 15756 p2 (TA)8 16 71942104 71942119 TTGTAATGGGGCCAAGGTAA AGCCACTACAAGCCAGCCTA 165

Ai10B15758 Araip.B10 15758 p2 (CT)6 12 71967611 71967622 CTCAGGATCTATGGACCCCA AGAGGTGGGAGTGGTGATTG 143

Ai10B15759 Araip.B10 15759 p4 (AAAT)6 24 71968461 71968484 TCATTAAAGTGGACCCGTTCTT TGGCTTTTTCTGCTTGCTTT 280

Ai10B15762 Araip.B10 15762 c (AT)7aattattttttttaaagaaaaaaatttttttcaggagaggaagaag(A)1070 71982692 71982761 TGCAATGAATGAAAACAAGC ATTTGCCCCCTGTTTTTCTC 213

Ai10B15766 Araip.B10 15766 c (AG)6caagagagaaggagagaaagtgagagagatagagagaaagagataggaagagagagaggtggggaaaagggaaggagagagagg(GA)10116 71989698 71989813 GAGAGAGAAGGAGGGAGCAAA TCTCTCCCCTATCCATCTTCC 262

Ai10B15767 Araip.B10 15767 c (GA)6ggaagacaaagagaggggaaggggagaaagagtgg(GA)6agaggaagagtgagagggaaaagagagaaagaaagggagagaag(GA)10123 71989965 71990087 GGGGGAGAGAGAGAAAAGAAAA TTCTCCCCCTCCTCTCTCTAT 258

Ai10B15768 Araip.B10 15768 c (GA)6gggagggagagagaa(AG)741 71990249 71990289 GGGAAGGAGAGAGAGAGGGA CCAGTTTACAATACAGTGCACCA 221

Ai10B15775 Araip.B10 15775 p2 (TC)7 14 72044245 72044258 AATGCACCCATTCAAAGAGG CACTGATCAATTCAAGTGCTGG 199

Ai10B15777 Araip.B10 15777 p3 (ACC)5 15 72048628 72048642 GGCTAGAGTGGCAGTTGAGG GTCGCCTCCTCACTATGCTC 227

Ai10B15778 Araip.B10 15778 c (AT)8gtttcgcatcttagttgttgattgtgattagaaaatttttggattgct(A)1074 72049181 72049254 TTGTTTTGGTTGTTGCACACT TTTAACCAATTGGGGTGGTG 271

Ai10B15780 Araip.B10 15780 p3 (ACC)6 18 72060548 72060565 CATGCGTCCTTTTACCCACT GGTTGAAGAAGAATGGGGGT 262

Ai10B15781 Araip.B10 15781 c (A)10gaacggaagaagaaaacataaaataaggaagaagaatagaaaagtaaagagggaagaagaaaagaaaaaccttgataatggtggt(GA)6107 72067238 72067344 TTTTGCAATAGTCCACAAGCA TCCCTTTCTTCCTTCTTCCC 259

Ai10B15783 Araip.B10 15783 c (T)11gttttattttcaaaaatttttcaaaaatctttaaaaaatttctcatctgttttcgaaaa(AAAT)590 72081089 72081178 CGGTTCATCTTGTTGCTCAG CACGGCTGACATTCCAATTA 279

Ai10B15784 Araip.B10 15784 p2 (CT)6 12 72082118 72082129 TCTTTTTCACCCATAAATTTCG TTTTGAAAAAGGTTAGTAATTTTCGAG 244

Ai10B15785 Araip.B10 15785 p3 (GGT)5 15 72090572 72090586 GTTTGGCGGAAACTGGTAAG ATCCTTTCCCCTTAACCCCT 176

Ai10B15790 Araip.B10 15790 p2 (AG)15 30 72121560 72121589 AAAGCAGAAGCAACGGAGAA TCACGGACAAAAATTCCCTC 270

Ai10B15791 Araip.B10 15791 c (T)11aagtttagtcttatgttgtacatgtactggactgcattgagcctaatata(T)1172 72123521 72123592 GTCTCGCCACTGTTGTTTGA AAGAAAATTTTTGGTTTTGTCTTGA 193

Ai10B15792 Araip.B10 15792 p2 (TA)6 12 72128501 72128512 GGTTTATCAACCTCCCCACA TTTCATGTTCCCTGCTTTCA 272

Ai10B15793 Araip.B10 15793 p2 (GA)7 14 72130326 72130339 ATTGCAACAATCCACAAGCA TTCCTTCTCCCTTCTTCCTTC 249

Ai10B15795 Araip.B10 15795 p2 (AT)9 18 72139074 72139091 ACCCATGGATTGGGAGTTCT CTCAAGGTAAGCTTCGTCGG 123

Ai10B15796 Araip.B10 15796 p2 (TA)6 12 72139334 72139345 CCGACGAAGCTTACCTTGAG AACATAACGCGTTCGTGAAA 271

Ai10B15797 Araip.B10 15797 p2 (AT)7 14 72141183 72141196 CAAAACCGCTCCCAAAAATA GGATATGGGCGCAGAAGTTA 249

Ai10B15798 Araip.B10 15798 p2 (AG)6 12 72162763 72162774 ATTTCTGGACCCTTTTTCGG AGAATTGGATTTTGCTCCCA 280

Ai10B15801 Araip.B10 15801 p2 (TC)6 12 72187082 72187093 TAAAGTGTGGGAATGCACCC TCAAATAACAATCTGTGACATGGA 253

Ai10B15804 Araip.B10 15804 p2 (TC)6 12 72194659 72194670 GGCCCAGATCCAAGTACAGA ACCTGGGATCCAAAGTTACTC 185

Ai10B15806 Araip.B10 15806 p2 (CT)6 12 72201311 72201322 CTTTTTGTTTGTTTCTTAACTTTTTCA AGAATAAGATGGGGGAGGGA 242

Ai10B15809 Araip.B10 15809 p3 (GAA)7 21 72206596 72206616 CCCCTAATGAGAGTGGGGTT TGAAGGACTTTTGGCTTTTGA 256

Ai10B15812 Araip.B10 15812 p2 (TC)9 18 72215713 72215730 TAACCCTCACCATTGCCTTC GATGAGTGGGGGAGTACGAA 255

Ai10B15815 Araip.B10 15815 c (T)12gtacgccattgcctccaaaacgatgctattttccttattt(A)1264 72228021 72228084 TCGGACTGAAAAATTGGTGA GGGAGTGTGTTCTTCGGGTA 248

Ai10B15819 Araip.B10 15819 c (AT)14ccaacatacatg(TA)856 72240661 72240716 AGGATGCCAGTTTAGGGGTT GAGCCTGTAATCGGGTTAGC 270

Ai10B15820 Araip.B10 15820 p2 (AT)8 16 72243357 72243372 CCCTGTAATCGGGTTAGCGT GGTGCCAGTTTAGGGGTTTT 219

Ai10B15823 Araip.B10 15823 p2 (TA)15 30 72247174 72247203 CCAGCTTGTTCACATGAAACC GGGAATTGGGTCGTTACAGA 194

Ai10B15826 Araip.B10 15826 p2 (AT)13 26 72248572 72248597 GCCCGGAGTGTTAGGTTGTA TCGACCCAATTCCCAGTAAG 263



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B15827 Araip.B10 15827 p2 (TA)10 20 72251174 72251193 TCTATATGGACCAGAGCCCG ATCCTTTCCAAGCACACAGG 117

Ai10B15828 Araip.B10 15828 p3 (TTA)9 27 72253738 72253764 CACCCTGGTAGGCCTTGTTA GCCACTTTCCTCCCATTTTT 249

Ai10B15833 Araip.B10 15833 p3 (AAT)8 24 72270677 72270700 CAAATCCAACAAAGAAAAGAGGA TTTCTTTGGAATTTTGGGGA 134

Ai10B15835 Araip.B10 15835 p2 (TA)9 18 72277085 72277102 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 273

Ai10B15838 Araip.B10 15838 p3 (ATA)8 24 72303088 72303111 TGTTTGCTGCTTGCTTGAAC CCTTGAAGGACTACGCCAAA 216

Ai10B15841 Araip.B10 15841 p2 (AT)24 48 72321596 72321643 GTCTGACCAATCGGCATTTT TTTTCAATCAATTGGGGTGC 220

Ai10B15842 Araip.B10 15842 c (AT)7aaaaagaaaaaaatagaaaaag(A)1147 72322297 72322343 GTTTGGGAGAGTTGGGAACA TACTTTGGGGCATTTTGTCC 259

Ai10B15846 Araip.B10 15846 p3 (TTA)5 15 72343196 72343210 TGAGCTTCAATAATCCCAACC TTGTAAATTGGGGGTTTTGG 261

Ai10B15847 Araip.B10 15847 p2 (AG)6 12 72368701 72368712 TGATAGGTGAGGGGTTTTGG GTTTAACGCCAGAAATGGGA 277

Ai10B15848 Araip.B10 15848 p2 (TC)6 12 72378851 72378862 GCCTTGGATCCTTTTTACCC TGAATGAATGCCTGAACAGTG 236

Ai10B15850 Araip.B10 15850 p2 (AG)7 14 72391200 72391213 CAGGTTCAGGATCAGCTTCA TCTTCTCTTCTACTCATAATTCGAACC 214

Ai10B15852 Araip.B10 15852 p2 (AT)6 12 72396181 72396192 CCATGCAAAAGTAAAAATGCC CGCCATTTTTGGGAAGTAAA 174

Ai10B15853 Araip.B10 15853 p3 (CTT)6 18 72400316 72400333 TTTCTCACCGGTCTTCTATTTTG CCCCTAATGAAAGTGGGGTT 166

Ai10B15855 Araip.B10 15855 c (T)10agtaaa(T)11cgaaaacaagtgaggaatttttgaaaggtttttgaaaaaaa(T)1078 72432385 72432462 CATGGGCTGAAGTGATTAGTTG CGGTTCATCTTGTTGCTCAG 274

Ai10B15856 Araip.B10 15856 p2 (TA)10 20 72436187 72436206 CGCTTTCGTGTGACTCTCTG GTGCTAGGTGGGAGACAACC 268

Ai10B15859 Araip.B10 15859 p4 (TTGT)5 20 72478492 72478511 TGCTCTCTTTGTTCTTCGTTGA CACAAACACTTGGTGTGCAA 256

Ai10B15861 Araip.B10 15861 p2 (AT)7 14 72487635 72487648 GGGGAAACTGTAGGAACTTGG TGGGGTAATTTTGTCCCCTT 217

Ai10B15863 Araip.B10 15863 p3 (AAG)5 15 72493674 72493688 AACCCCAGTGGACAAGACAG CACCCTCCTCAGCATCAAAT 173

Ai10B15865 Araip.B10 15865 p2 (AT)7 14 72496781 72496794 GAAATTGTGGGAACATGGGT TCACATGTGCATTGATCTTTCA 261

Ai10B15866 Araip.B10 15866 p2 (AG)6 12 72498104 72498115 GGGGAACACATCCATTCATAA GGCTTCGGATGGGAAGTAAT 279

Ai10B15867 Araip.B10 15867 p2 (AT)6 12 72499461 72499472 GTGCTAGGTGGGAGACAACC GATCTTTACGCCGATCTCCA 266

Ai10B15868 Araip.B10 15868 p2 (AT)8 16 72508189 72508204 TCTTTTCCGGGTTGTAATGG GTCACCTTTGTTAGCCCCCT 148

Ai10B15874 Araip.B10 15874 p2 (AG)23 46 72531795 72531840 ACAGAGACAGGGAAAGGGGT TGGCTATCATCGAAATGCAA 252

Ai10B15875 Araip.B10 15875 p2 (CT)7 14 72534563 72534576 TTGGCTTCTTCTGCTTGCTT TGGCTCTTGAAAGAATGATGG 177

Ai10B15879 Araip.B10 15879 p4 (TCTT)5 20 72575543 72575562 CCAACACCCCCTAACTTCCT ACACCCTACAACAAGGCGAC 161

Ai10B15884 Araip.B10 15884 p2 (AT)12 24 72595893 72595916 TGGAAGTCAGCCAGGTCTTT TAACATTGGCAAGACCACCA 179

Ai10B15891 Araip.B10 15891 p2 (AG)6 12 72653539 72653550 ATAGGTGAGGGGTTTTTGGG CAGAAAAGGGCAAGAAGCTG 235

Ai10B15903 Araip.B10 15903 p2 (TA)8 16 72718912 72718927 GTTGCGTTTTGCCACTTCTT TCATCGTCATTATTTCCCCAG 238

Ai10B15904 Araip.B10 15904 p2 (AT)6 12 72719538 72719549 CTCAATTAAGAGGTTGCGGG TGTTATTGAACAATACACTGTCGG 271

Ai10B15905 Araip.B10 15905 p2 (GA)8 16 72719785 72719800 AAAGATTTTCTTATTCTGGTGGG TTTTCCAAACGACGGAACTC 135

Ai10B15907 Araip.B10 15907 p3 (TTA)10 30 72726500 72726529 AAGAAAACAAAGAATCAAGTGCAA TCCCACTCTCTTATCATTCCA 250

Ai10B15910 Araip.B10 15910 p2 (AG)7 14 72732370 72732383 CGAAGCAAAATTCGGAAAAG TCGATTACTGTGCTTGCCTG 276

Ai10B15912 Araip.B10 15912 c (A)10gaaaaaaatggcgaaaaaaaagagagaaagaaaaag(A)1157 72760642 72760698 TTGTTGGCTCTTGAAAGAATGA GGGCTATTGGCTTTTTCTCC 186

Ai10B15914 Araip.B10 15914 c (AC)6at(AC)9 32 72779890 72779921 GGGCTAAGGTAAGGGTGAGG ATGGGTAATTGGGCATGAAT 147
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Ai10B15915 Araip.B10 15915 p2 (AT)30 60 72780091 72780150 TTGGGATAATTTTGTCCCCTT TGGGAACTTGGGTTGATAGG 241

Ai10B15919 Araip.B10 15919 p3 (TCT)5 15 72792481 72792495 CATTCACCCTCTCTTCCCAA CTCGGAGATGGAAGCTTTTG 271

Ai10B15920 Araip.B10 15920 p2 (TA)22 44 72800908 72800951 TACTTTGGGGCACTTTGTCC GGAGAGATTGGGAACATTGG 228

Ai10B15921 Araip.B10 15921 p2 (AG)7 14 72806723 72806736 AGTGCAACAATCCACAAGCA CCTTTCTTCCTTCTATCTCCCC 238

Ai10B15924 Araip.B10 15924 p3 (TCT)6 18 72846315 72846332 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai10B15927 Araip.B10 15927 p2 (GT)6 12 72856948 72856959 AGCTTCGTGTGGCCATAAAC GAAACCGGGCGTTAGTGTTA 279

Ai10B15928 Araip.B10 15928 p2 (AT)26 52 72857420 72857471 TCGTGAAAACTCCGGTTCTT AGGAGAATGCTTCGTGGAGA 148

Ai10B15931 Araip.B10 15931 p2 (AT)9 18 72861687 72861704 AGCATTGCCCTCTGCTTAAA TGGAGGGCCAAAGCTATCTA 107

Ai10B15932 Araip.B10 15932 p2 (CT)6 12 72871799 72871810 GACCCCTCAAAATCTGTGGA TTTGGGGGAGAGTGAATGAG 170

Ai10B15933 Araip.B10 15933 p2 (TA)16 32 72879610 72879641 AGCCTTAGGTCCCCCTTTTT GACTGTATTTGATGTCTTTTGCTAGA 270

Ai10B15934 Araip.B10 15934 p2 (CA)11 22 72880889 72880910 CAAGCCAACACTTGTGCATT GGAAACACAGTTGCAAGCATT 244

Ai10B15935 Araip.B10 15935 p4 (TTTA)6 24 72886697 72886720 GGGTTAGCATATGACCCCAG CCTAACCACTTTCTCTCTCCTCA 204

Ai10B15938 Araip.B10 15938 p2 (GT)6 12 72917207 72917218 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 231

Ai10B15941 Araip.B10 15941 p5 (TTATT)9 45 72945106 72945150 AGTGCTCAAGGCTGAGGCTA TTGCCAGTGAGCTCCTTTTT 263

Ai10B15944 Araip.B10 15944 p3 (TTA)6 18 72952432 72952449 AAATGCTGCGAGCAAAGAGT TGCCTTTTTGGATTGAATTG 280

Ai10B15946 Araip.B10 15946 p2 (AT)6 12 72956468 72956479 TGATTGCAATTTCATGCACC TTAACAGCCAGCCAGGTTTC 228

Ai10B15947 Araip.B10 15947 p2 (TC)7 14 72958047 72958060 TCATTTTCAAAACCACCTACTTTTC AGAGAGAGGGAGAGGGTTCG 279

Ai10B15949 Araip.B10 15949 p2 (GT)8 16 72968214 72968229 TAGGGCACAAAACTGGGAAG CCATTCAACACAACACACCC 232

Ai10B15951 Araip.B10 15951 p2 (AT)6 12 72970437 72970448 CGTGGTTCTTCACGGTTTTT AGGAGAATGCTTCGTGGAGA 245

Ai10B15954 Araip.B10 15954 c (TA)6(T)11 23 72997053 72997075 ACTTTGCATTGGGGTAATTTT AAGTGTGGGAAAACTGTGGG 238

Ai10B15959 Araip.B10 15959 p2 (AG)6 12 73038994 73039005 CAAAGGGAGCAATCATAAACTG CAAAGGGAGCTCGCATATTT 275

Ai10B15961 Araip.B10 15961 p2 (TC)7 14 73070145 73070158 TAACGCCAGAAAGGGAAGAA GAGGGGTGTTATGGGAAGGT 217

Ai10B15962 Araip.B10 15962 c (A)11ttgattcttgaagcaagaaaaagcagtgaaaagcttgtagaaagaaaaaagtggcgaaaaaaatg(A)1288 73071270 73071357 TGTGGTGGCAATACTTTTTGTT TTGCCTTTTGGTTTAAAGGG 273

Ai10B15964 Araip.B10 15964 p2 (AT)6 12 73095978 73095989 GCGAAGATAACCGGTCTGAG CGTGAGGTTTCTCGCTAAGG 252

Ai10B15965 Araip.B10 15965 p3 (TCA)5 15 73103328 73103342 TCTGGACGTTAGGATCGGAC GGCAGTGTGAATGCTGCTTA 246

Ai10B15966 Araip.B10 15966 p2 (AG)6 12 73109235 73109246 ATAGGTGAGGGGTTTTTGGG CAGGATCCCCACCTACTTCA 117

Ai10B15970 Araip.B10 15970 p3 (GAA)5 15 73136260 73136274 TAAAATATTGCTCGCCCTCG ACACAACCCTCTCTTCCCCT 112

Ai10B15972 Araip.B10 15972 p2 (AT)6 12 73143667 73143678 ATTCTTCATGGGTTGTGCGT GCTGAGTTCGGAGCTTGAAT 277

Ai10B15973 Araip.B10 15973 p2 (GA)7 14 73155321 73155334 GAACATGCAAGCAACCCTTT TTCCTCACTTTTTACACCCTCA 271

Ai10B15976 Araip.B10 15976 p3 (ACC)5 15 73173792 73173806 GGATGATGACGTGACACCAC CTGCACCAACAGATAAGTCAGC 238

Ai10B15979 Araip.B10 15979 p2 (AC)6 12 73215200 73215211 CAATGTCCCAAGTTTCCCAC AGCCAACTTTGAGCCTACGA 156

Ai10B15983 Araip.B10 15983 p2 (CT)6 12 73245270 73245281 CGATCGCGTTAACCACTTTT AAAAGTGCAGCGGTAATGGT 194

Ai10B15985 Araip.B10 15985 p3 (GAA)6 18 73273235 73273252 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai10B15987 Araip.B10 15987 p2 (GC)6 12 73282517 73282528 ACCCTTGCAATTCAACCATC TCCCGCCATTTTATTTTCTG 251
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Ai10B15990 Araip.B10 15990 p2 (CT)6 12 73314990 73315001 TTGATTTTCAAATTTGTTTCAACT GAAGGAGATGAGGGAGAGGG 258

Ai10B15991 Araip.B10 15991 p3 (TTC)5 15 73318518 73318532 AATCAATTTCCCTCCCAACC CGGTCTTAGGTGCCATCAAT 269

Ai10B15993 Araip.B10 15993 p3 (GAA)5 15 73332475 73332489 AGAGAAGCAGTGGCAAGAGG TCCCAGGATTGGGATTGATA 172

Ai10B15994 Araip.B10 15994 p2 (AG)7 14 73336330 73336343 AAACCTGGGATCGAGAGTCA GGCCCAGAAAGCACAGATTA 189

Ai10B15996 Araip.B10 15996 p2 (AG)6 12 73342462 73342473 GAACATTGAACCTGGGATTGA GTTTTCAGCCCAGAAAGCAC 199

Ai10B15999 Araip.B10 15999 p4 (AAAT)6 24 73356697 73356720 GTGGGTTTGGAAACATTTGG CAGCATTTACTTTGGGGCAT 241

Ai10B16000 Araip.B10 16000 p4 (AAAT)6 24 73370665 73370688 TCGAGTTTGGACAACTGACG ACAGCCAGCCAGATTTCAAC 209

Ai10B16002 Araip.B10 16002 c (A)10gaaaagaaaaatggc(A)1136 73377195 73377230 TGAAGCAAGAAAAAGCAGTGAA AGCACATGGTTAGGGACAGC 275

Ai10B16006 Araip.B10 16006 p2 (GC)6 12 73411517 73411528 ACGTTGGATCTTGCTTTTGC CGGGTTTATGGCCCTAGAGT 215

Ai10B16007 Araip.B10 16007 p2 (GC)6 12 73411672 73411683 ACCCTTGCAATTCAACCATC TGCTTCAGTTTTGGCACAAG 132

Ai10B16008 Araip.B10 16008 p2 (GC)6 12 73411994 73412005 GAGCCAACTTTGTGCCACTT GGGCAAGGCACGAAGTATAA 162

Ai10B16012 Araip.B10 16012 c (TAGA)5tt(GATA)542 73433669 73433710 TTGCTTGGCCCTACTTGTCT CTCATCAACTCCCCCACACT 248

Ai10B16015 Araip.B10 16015 c (T)13caccaaagatatgagattcgaactcgcaacctcttaattgaatatggggagactatgccatttgagatattattcattggc(T)12106 73456915 73457020 CCACACTGAAAGGGGCTAAA CAGCTCTCCCTGTTCTCGAC 260

Ai10B16022 Araip.B10 16022 p2 (TC)10 20 73502445 73502464 TTCCTTCTCCATTCCCCTTT CAAGTCACAAGCATATAATGAGGG 250

Ai10B16023 Araip.B10 16023 c (T)10ctataatttttttcgcctaaa(T)1243 73511367 73511409 CACTTTATTTGCCCATGCCT TGAAGCAAGAAAAAGCAGCA 143

Ai10B16024 Araip.B10 16024 p3 (GAA)5 15 73512433 73512447 AGTGGTCTTGATGGGCTTTG ACCATCTCCCTCTCCTCCAT 240

Ai10B16027 Araip.B10 16027 p2 (GC)6 12 73522867 73522878 AATTTTGGTGCAAGATTGGC GGGCCAAATACCCAAGAGTT 209

Ai10B16030 Araip.B10 16030 p2 (CT)6 12 73537084 73537095 TTTCAAAATTTGTTTCAACTAACCA GATGAGAGAGAAAGAGGATTTTCG 264

Ai10B16031 Araip.B10 16031 p3 (TCT)8 24 73540209 73540232 ACACACATCCCTCCATCTCC GTGGGCTCTCTTGTTTGCTC 275

Ai10B16034 Araip.B10 16034 p3 (AAT)5 15 73549254 73549268 GCCAGAACCATGCTCTGTTT GTCTCCCCCTCTTCTTCCAC 226

Ai10B16035 Araip.B10 16035 p2 (GA)6 12 73549586 73549597 GAAATTTTGAAAAATGGGGAA TGAATCAAGCCGTTAATTGAGA 261

Ai10B16040 Araip.B10 16040 p3 (GAA)6 18 73566241 73566258 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 200

Ai10B16041 Araip.B10 16041 p2 (AG)6 12 73569201 73569212 TTTGCTCCAATGGTAGGAATG CTCCCTCACTCCCCAAAAAT 256

Ai10B16045 Araip.B10 16045 p4 (AACT)8 32 73591307 73591338 GCAGCAATGAATAGCAAACAA GCGTGACCCACTGCTTTATT 245

Ai10B16046 Araip.B10 16046 p2 (CT)7 14 73602071 73602084 TTAATGCCAGAAAAGGGCAC GGGTGTTATGGGAAGGTGTG 276

Ai10B16047 Araip.B10 16047 c (A)11gaggc(A)10 26 73604020 73604045 TTGAAGCAAGAAAAAGCGGT TAGTTTAGCCGCTTAGGCCA 207

Ai10B16048 Araip.B10 16048 p3 (TTG)5 15 73611138 73611152 TTCCACCTCTGATTTCCCTG GCAAGCTCAACCTTCTCCAC 279

Ai10B16049 Araip.B10 16049 p5 (TTATC)5 25 73620665 73620689 ACTGCTGATCCTTCGTCACC AACACGACCCAAGTCCAAAG 276

Ai10B16052 Araip.B10 16052 c (A)10gaaaaataatattaccccaatgcaaaataaaaagaatcaatgcacatgggacaaaatt(A)1280 73633934 73634013 GAAGCATGCTCATATGAAATCAA AGCTACCCAAAATTTTCCCA 230

Ai10B16053 Araip.B10 16053 p2 (TA)6 12 73634154 73634165 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 207

Ai10B16055 Araip.B10 16055 c (AT)17aattgaaaggatatatatattcaaggtggattaaaatacatac(AT)17111 73664183 73664293 CCCTCAGGCTTACAAGAACG TTTTCGGGCTTCTCGTTAAA 276

Ai10B16057 Araip.B10 16057 p3 (GAA)6 18 73693283 73693300 GAAGAAGCTGGCGTTAGTGG CATTGGTGGCATTAGCACAC 280

Ai10B16062 Araip.B10 16062 p2 (AG)6 12 73784926 73784937 TGATTCATAAGTCAAGTTGGCA TTATAAAGTGGGGGAACGCA 224

Ai10B16063 Araip.B10 16063 c (AT)10aagcttattctaatgcaatattgtgatt(A)1058 73790106 73790163 GTGGTGCCCAAAAATGATCT TGAAAAAGGGGTAAACTAGGAGAA 277
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Ai10B16066 Araip.B10 16066 p2 (CG)6 12 73801930 73801941 AAAGGAGGAAAACAGGGTGC CCAGAGAGTTGTGCCCACTT 199

Ai10B16068 Araip.B10 16068 p2 (GC)6 12 73807012 73807023 AAATGAGCTGCAAAATCGCT CTTGAGCTACAGGGGTCCAA 194

Ai10B16071 Araip.B10 16071 p2 (AT)8 16 73831602 73831617 CTTACCTTTACCTTGGCCCC TGGTGGAACGTTATGCAATG 201

Ai10B16073 Araip.B10 16073 p3 (TTC)5 15 73843985 73843999 TTCATTGGGTTAGGGGAGC TCCATCCAAACCCCAATCTA 235

Ai10B16075 Araip.B10 16075 p3 (TTC)5 15 73853475 73853489 ACCCACCCACTCAAATTCAA TAAAATGTTTGCTCGTCCCC 164

Ai10B16080 Araip.B10 16080 p3 (AAG)9 27 73866436 73866462 GGAAGCATGCTCATGTGAAA ACCCCAAATTTTTCCCACTT 240

Ai10B16081 Araip.B10 16081 p2 (TA)9 18 73866681 73866698 ATCAATGCACATGGGACAAA TTTCAAGGTTGTAATGGGGC 226

Ai10B16083 Araip.B10 16083 p2 (AT)7 14 73912423 73912436 TCTCAATTCAGCATTGGGGT TACCAGCCTTAAGCGGAAAA 154

Ai10B16086 Araip.B10 16086 p2 (TA)6 12 73931545 73931556 CAAAATCCAGTGAGGGTTCAA TGGAATGTTATGCAATGCAAC 267

Ai10B16089 Araip.B10 16089 p2 (GA)6 12 73936561 73936572 CAAGTCACAAGCATATAATGAGGG TCCTTCTCCCTTTCCCTTTC 252

Ai10B16091 Araip.B10 16091 c (T)12gaaaattattttggaaaaaacgaaaaagaagaaa(T)1056 73945750 73945805 CAACATGCAATTGACACCAA GGGAATTGTTCGAGTTTGGA 254

Ai10B16093 Araip.B10 16093 c (T)13aacaatat(TAA)948 73957033 73957080 AGGAATATTGGTTTGTGGCG GGTTGTTTGCCGTCAGACTT 238

Ai10B16094 Araip.B10 16094 c (T)13aacaatat(TAA)1051 73959019 73959069 TCTTTTGCGTTAAGGCTTCG TGACATGAATTTATCCGGTGG 237

Ai10B16095 Araip.B10 16095 p2 (TA)6 12 73964290 73964301 GGGGCATTTTTGTCCTCTTT TTGATTTTGGGAGAGTTGGG 266

Ai10B16096 Araip.B10 16096 p2 (CT)6 12 73971415 73971426 CTTTTTGTTTGTTTCTTATCTTTTTCA ACAAGGGTGAGGAGAGCAGA 275

Ai10B16097 Araip.B10 16097 p3 (TTC)5 15 73974533 73974547 GAATCCACCTCTCCCTCCTC TTGTCCTCCCTTTCCCTTTT 185

Ai10B16100 Araip.B10 16100 p3 (TTC)5 15 74006535 74006549 CAAACCACTTTCCCTTCCAA CTAGAGGTTTCTCCGGCCTT 202

Ai10B16107 Araip.B10 16107 p2 (AT)15 30 74027799 74027828 TCCCACTTGGGTTCATGATT TCTCTCTCTTCTTTTTCAAAACTTCC 230

Ai10B16109 Araip.B10 16109 p2 (AG)7 14 74032051 74032064 CATAAGTCCGCTGAAAAGGG AAAACACTCATCGAATCCGC 231

Ai10B16113 Araip.B10 16113 c (T)10cttttcttagtagtagtttaattccagtttgtacttttcatttatgaactttgaagtttcaatttcagttttaatcttcatcttta(T)13109 74044062 74044170 TCTGTGAATTGGCACACTCC CAACAAAGCTCCTTAACCCAA 256

Ai10B16114 Araip.B10 16114 c (T)11cttttcttagtagtagtttaattccagtttgtacttttcatttatgaactttgaagtttcaattttagttttaatcttcatctttg(T)15112 74049532 74049643 GGACCCCTCCCTTTCTACAC CAACAGAGCTCCCTAACCCA 222

Ai10B16118 Araip.B10 16118 p3 (AAT)5 15 74099314 74099328 AAAAAGGGGACAAAAATGCC GGTTGTAATGGGGCTAGGGT 279

Ai10B16119 Araip.B10 16119 c (AC)18(AT)9 54 74099480 74099533 AAAAAGGGGACAAAAATGCC GGTTGTAATGGGGCTAGGGT 279

Ai10B16120 Araip.B10 16120 p2 (TA)7 14 74108950 74108963 TTGCTTCTTAAGATTATGTCCTTGAA CACCTTTAAAGCGTAGCCACA 274

Ai10B16125 Araip.B10 16125 p2 (AG)14 28 74118174 74118201 TCTCTCTCGCTCACTGCAAA AAGGCCTTGAACCGTAGGAT 266

Ai10B16127 Araip.B10 16127 c (T)10cgtaaaaaaaatttaaaaataattagttaaaaaaaacaaaatttttgaaaaagaggggagatatttttgaaaattt(GA)698 74143440 74143537 TCCATCTCCACTGATGTCCA CTTTTTGTTTGTTTCTTAACTTTTTCA 279

Ai10B16128 Araip.B10 16128 p2 (GC)6 12 74145691 74145702 GCCTACACTAAGCCACCAGC TGTAAAATGGCCCAGAGAGG 148

Ai10B16129 Araip.B10 16129 p2 (GC)6 12 74145825 74145836 CCTCTCTGGGCCATTTTACA CACAGGGGTGGCATAACTCT 158

Ai10B16130 Araip.B10 16130 p2 (GC)7 14 74145942 74145955 AGAGTTATGCCACCCCTGTG CAGGGAGCAAGGTGACTAGG 103

Ai10B16131 Araip.B10 16131 c (A)11taataaaatatagaaaaaaaagaaag(A)1148 74149063 74149110 TTCAAGTGTGGGAACCTTGG GGCATTTTGTCCCTTTTTCA 248

Ai10B16134 Araip.B10 16134 p2 (AG)7 14 74192469 74192482 GCTGGAGAATGGGAAATCAA GGAACATTGAACCTGGGATG 174

Ai10B16137 Araip.B10 16137 p3 (TAT)5 15 74212399 74212413 GTCTCCCCCTCTTCTTCCAC AGTCCTTTCGGGTTCTGGAT 158

Ai10B16139 Araip.B10 16139 p2 (AT)10 20 74213752 74213771 TTTTTCAGAATCACAACAATTCA GGGTTGTGTGTTCTTTGGCT 200

Ai10B16140 Araip.B10 16140 p3 (AAT)5 15 74228716 74228730 ATCTGTCACAATGCAAAGCG TGACCACAACAGCAACAAGA 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16145 Araip.B10 16145 p2 (AC)6 12 74276240 74276251 AAAGACGCTAACGGGTTGAA TTGGGTGGGTTTTGTAGAGC 245

Ai10B16146 Araip.B10 16146 p2 (GC)6 12 74298959 74298970 AAAAAGGAAAAATGGGCACC ATCGTTTTCCGCACATCAGT 216

Ai10B16148 Araip.B10 16148 c (A)10ggaaaaaaaatgaaaagaaaaagaaataaaaatgtatat(A)1059 74307231 74307289 CAGAGATCCCACAGACCCAT TTCACTTTGGGGCATTTTGT 194

Ai10B16150 Araip.B10 16150 c (T)12gaaaaccgaaat(TAAAA)549 74331083 74331131 AGAGAAAGGGAGATGATGCG TCCTCACCTACATCTTTTTCAAATC 188

Ai10B16151 Araip.B10 16151 p2 (TA)6 12 74355242 74355253 TACTTTGGGGCATTTTGTCC TGGGTTTGGAAACATTTGGT 249

Ai10B16158 Araip.B10 16158 p3 (TTC)7 21 74441425 74441445 CTCTACACTCCTCTTGGCCG GCTTTTGTCTTCCCTTTCCC 210

Ai10B16161 Araip.B10 16161 p2 (TA)10 20 74480190 74480209 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 275

Ai10B16163 Araip.B10 16163 p2 (TC)6 12 74490310 74490321 CCGGTTAACCAAAACCAAAA GAAGAGAGAGAACGGAGGGG 207

Ai10B16164 Araip.B10 16164 c (TC)6ctctcctctccttctctctctcccgtatctctctcctttctcctctcttttccc(CT)6t(TC)997 74490453 74490549 TTCTCCCCCTCCGTTCTC AAAGGAAAGAGAGATGAGCGA 280

Ai10B16165 Araip.B10 16165 p2 (GA)7 14 74490939 74490952 GGAGGCGAAGATAGAGGAGG CTCTCTCCCCATGCGCTCT 280

Ai10B16166 Araip.B10 16166 c (GA)6tagatagagttgagggggagagagagaagagaaagagaggaggagagaaaaaaatgggagagagagaaaaagagagagaaaagaaagagaagag(GA)6118 74491143 74491260 GGGGAGAGAGAGGGAGAGAA TCCATTGCTTTCGTTCCTTT 249

Ai10B16167 Araip.B10 16167 p2 (AG)6 12 74503615 74503626 ACGTGCAATTTAGCCACCTT ATCCCCTTTTCGTTTTGTCC 232

Ai10B16169 Araip.B10 16169 p3 (GAA)5 15 74512731 74512745 AAGCAGGGGGATCACTAGGT CTGCCACTGTTGTTGTTGCT 271

Ai10B16170 Araip.B10 16170 p3 (ATC)5 15 74517519 74517533 CAAAAACCAGCTTCCAGTGA TGTTCTTTCAAGGGTTGAGTGTT 236

Ai10B16172 Araip.B10 16172 p2 (TA)7 14 74533861 74533874 GCACCCATGCATTCTCTTTT TTGGAAAATCTTGGGAATCG 248

Ai10B16174 Araip.B10 16174 p2 (TC)6 12 74539722 74539733 CTCCCAATCTGGTTTGTGCT TCGAGCTTCGTCTCATTGTG 227

Ai10B16180 Araip.B10 16180 p3 (AAT)5 15 74602086 74602100 ACCTGAGAATCCTGCAATGG TGCTAAGTCAGGGTGGCTCT 235

Ai10B16184 Araip.B10 16184 p2 (TA)6 12 74637249 74637260 GGTGTTTGCATCCATGTTGT CCCCTTTTTCAATCAAAACAC 276

Ai10B16188 Araip.B10 16188 p3 (AGG)5 15 74646776 74646790 GAGGAGAAGGAGGAAAAGGAA CAAATTCAATAAATCAAAACTTGCC 209

Ai10B16192 Araip.B10 16192 c (TA)7(T)10 24 74677689 74677712 GGGACATTTTTGTCCCCTTT CTTGGGACAGTGGTTGAGGT 257

Ai10B16193 Araip.B10 16193 p2 (GC)6 12 74681783 74681794 AAATGAGCTGCAAAATCGCT TTGAAAAGCTAACATCCGGG 137

Ai10B16196 Araip.B10 16196 c (TA)23aacaaacaatcaaataaaaaaacat(ACAA)5attttcaagcaaacaaacaaacaaagaaagtggtat(AAAC)5147 74700269 74700415 CTCATCAACTTATTGAATACAACTGTC GAGTTATTTCTTTGCCTAGCCC 279

Ai10B16197 Araip.B10 16197 p3 (TTA)5 15 74700942 74700956 TGCACCCTAACTTCCCATAA CCTAAGCGGAAAACCATGAA 280

Ai10B16198 Araip.B10 16198 c (T)10gggatggcttttgtcccatc(TTA)751 74719428 74719478 TTCATGCATCTTTTTCATCCA TGGGAGAACTTTTGGAAAACA 262

Ai10B16200 Araip.B10 16200 p2 (TC)6 12 74728487 74728498 CCCTTTTCTTCCTTCTTCCC CCCTAGAAAATTTCCAACACCA 213

Ai10B16201 Araip.B10 16201 p3 (AAG)5 15 74752335 74752349 CGGTTTTAGGTGCCATCAAT ATGGACAAACCTACCCCCTC 245

Ai10B16203 Araip.B10 16203 p2 (TG)6 12 74760236 74760247 GCCGTTGAGAACACTCCATT CCCAAGCCAAGATTCCACT 280

Ai10B16204 Araip.B10 16204 p2 (AT)7 14 74762069 74762082 GAGACAGCTTGGTTTAGCCG TGCGTTAGCTTCGTGTGAAC 270

Ai10B16205 Araip.B10 16205 p2 (AT)7 14 74765141 74765154 AAACTTGATCCAAGGCCTCA CTGCGCATTTTGGGTTTAGT 240

Ai10B16210 Araip.B10 16210 p3 (ATG)8 24 74811138 74811161 TTTTCGGATCTCAGGAATGG CGAACCCAAGAACATGATGA 224

Ai10B16211 Araip.B10 16211 p3 (CAA)5 15 74814324 74814338 GCCAGGGAACATAGGACTCA TGTTGGTATGGTGGTGGTTG 110

Ai10B16213 Araip.B10 16213 p2 (TC)6 12 74825935 74825946 CTTCTGTGCCACCGCAATAG AATGAAACGGGGTAGGGAAC 110

Ai10B16214 Araip.B10 16214 p3 (AGA)5 15 74827958 74827972 GGAAGGTGAACCAGAAGCAG CCAGCAAGAATCCAGTTCGT 200

Ai10B16216 Araip.B10 16216 p2 (AC)7 14 74845495 74845508 AGCATGTACCCAATTCCCAA TAGCCCAATTTGAGCCTACG 215



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16217 Araip.B10 16217 p2 (TC)7 14 74854543 74854556 CATCCATTCAAGGGAGTTCG CAAAGGGAACAATCATAAACTGAA 280

Ai10B16219 Araip.B10 16219 p2 (TA)7 14 74862024 74862037 CAAAATCCAGTGAGGGTTCAA GGAATGTCATGCAATGCAAC 276

Ai10B16220 Araip.B10 16220 p2 (TC)6 12 74862904 74862915 CATCCAATCAAGGGAGTTCG TCAAAGGGAACAATCATAAACTGA 279

Ai10B16222 Araip.B10 16222 p2 (AT)6 12 74885937 74885948 GGTTTATCAACCTCCCCACA CCCATCTCAATTGTAAAAGTGCT 258

Ai10B16225 Araip.B10 16225 p2 (AT)10 20 74900538 74900557 TCGACAGAATTATGGACGGA AAAGCAGTGAAAAGCTTGCG 200

Ai10B16227 Araip.B10 16227 p2 (TA)13 26 74920697 74920722 GTAAGCTTGCCAATCCTTCG GGGAATTCGGATGCATACTC 233

Ai10B16228 Araip.B10 16228 p3 (CTT)7 21 74930831 74930851 GGAGACTTTTGGCTTTGGAA AGCTCCTCCCCCTAATGAAA 256

Ai10B16233 Araip.B10 16233 p3 (GAA)5 15 74997087 74997101 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 246

Ai10B16234 Araip.B10 16234 c (T)10cgcta(T)10c(T)1137 74999294 74999330 TTTGCTCTTGCCTCTTGGTT AGAAAAGGATGGAGCAAGCA 280

Ai10B16235 Araip.B10 16235 p3 (GAA)5 15 75000431 75000445 TATCTCCCATGACTCGGAGG ATGGCCGAAACACATCTCTC 220

Ai10B16236 Araip.B10 16236 p2 (AG)6 12 75002445 75002456 GAAAATTTGAAAAAGAGGGGAGA TTTTCAAAACCAATTTCAATCA 240

Ai10B16239 Araip.B10 16239 p2 (TC)18 36 75026416 75026451 CCTAAATGGAGCAGGGATGA TATAGGGGTAGGGGGAGGTG 174

Ai10B16242 Araip.B10 16242 c (CAA)5cagctactacaacaacagcaacaattattacttcaacaacacaacagcagc(AGA)7aaataacttaactcctggtttcttttttcacccaaattttctttttttc(T)12148 75059403 75059550 GCTGAACTTGAACCTGAGCC ACAAGAGGAGGGGGAAGAGA 201

Ai10B16246 Araip.B10 16246 p2 (CT)6 12 75075094 75075105 AGAAAGGGAGAAAAGCTGGC TTTGGGGAAGAGACATGGAG 251

Ai10B16250 Araip.B10 16250 c (TA)7(T)10 24 75119534 75119557 TTACTTCGGGGCATTTTGTC TGTGAGGAAGTTGGATTTGG 243

Ai10B16251 Araip.B10 16251 p4 (AATT)5 20 75125731 75125750 TCAATCATACCTTTTGGATTGC CTGCTTGCTTTAATGGGAGG 183

Ai10B16260 Araip.B10 16260 p4 (TTTA)7 28 75194186 75194213 GCTTTGCTGCACCATGATAA TCGAAAATCTTCACCCATTTTT 275

Ai10B16267 Araip.B10 16267 p4 (TTTA)6 24 75277068 75277091 CTGGACTGTTCATTTCCGCT TCATCATATCCTTTTCAAAATCTCC 200

Ai10B16271 Araip.B10 16271 p2 (TA)6 12 75288786 75288797 AGCTCCTTCAATTTCAGCCA GAAAGTGCGCATACGAATTG 276

Ai10B16272 Araip.B10 16272 p5 (AAGAT)5 25 75289335 75289359 GGGCGGTTCTGTTGAAGATA CCTGGGTGCTCCAGTGTATT 123

Ai10B16273 Araip.B10 16273 p5 (AAGAT)5 25 75303781 75303805 CGGCTAAAACGCTACAGAGG CCTGGGTGCTCCAGTGTATT 209

Ai10B16275 Araip.B10 16275 p3 (AAG)5 15 75306343 75306357 GTATTTAGCCAGCCGAGCAG TGCTTCTTCTCCTCCCTCAA 196

Ai10B16276 Araip.B10 16276 p3 (TCA)5 15 75312020 75312034 CATCTACCGTCCCATCATCC CGAGCTTGACCTTTCCTTCTT 215

Ai10B16279 Araip.B10 16279 p2 (TA)8 16 75352084 75352099 AAGGTTTTAATGGGGCCAAG GGGAAAATTACCCCAAAAATAA 250

Ai10B16280 Araip.B10 16280 p2 (TA)7 14 75352953 75352966 GAAGTGCGAAACACACAGGA AACAGAATCACAACAATCCACA 259

Ai10B16283 Araip.B10 16283 p2 (TA)12 24 75394053 75394076 CCCATCTCAACTGTAAAAGCG AAGGTGGTGGAATCTCATGC 203

Ai10B16285 Araip.B10 16285 c (TC)7ttcttcactcgtttccataacacccttccctaaatacctttcaccaatcacctcaatacctcttccc(A)1192 75400265 75400356 AAAGCCTTGACACCTCAGGA ATGGATGGATGTGGATTCGT 205

Ai10B16292 Araip.B10 16292 p2 (GC)6 12 75475574 75475585 GTGTTCCCTTGCCAACATCT CAGAAGAGGCGGTTGTCTTC 220

Ai10B16293 Araip.B10 16293 c (T)10ataattttatctattctactg(T)1142 75486488 75486529 TGATGGTCTATCTAGCAGTTTAGCC AAATTTGTAACGACGGATGTGA 216

Ai10B16295 Araip.B10 16295 p3 (AAT)5 15 75495121 75495135 GTTCTTGTCCTTGCTCCTGC TCTCTGCCCTCCTCACAGTT 172

Ai10B16296 Araip.B10 16296 p2 (AG)6 12 75495455 75495466 AAAAAGAAGGAAGGGATTTTCG TCTTGTGATTTCTTGTGAATCAA 275

Ai10B16300 Araip.B10 16300 c (A)11gaggaggcg(A)1030 75538849 75538878 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 173

Ai10B16302 Araip.B10 16302 c (A)10tatggc(A)10 26 75559526 75559551 TGTGGTAGCATTGCTTTTGTTT GCTTTTTGCTCTTGCCTTTT 260

Ai10B16303 Araip.B10 16303 p2 (AT)6 12 75583192 75583203 TTAAGTGTGGGGAGGTCGTC TTTCAAATGAATTGGGGTGC 201
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Ai10B16304 Araip.B10 16304 p2 (AT)6 12 75583847 75583858 TTGGGATAGTTGAGAATATTGGG TACTTTGGGGCATTTTGTCC 259

Ai10B16305 Araip.B10 16305 p3 (CAG)5 15 75591719 75591733 AGATGGCTAATGTTCCGTGG CTGGTGCTGGTGGTAAGGAT 228

Ai10B16306 Araip.B10 16306 p2 (TA)6 12 75592270 75592281 ACCCTTGTTTTGGTTGTTGC GGTGGTGCCCTAAAAATGAA 250

Ai10B16308 Araip.B10 16308 p2 (CT)10 20 75596705 75596724 TTCTCCCTCGCGACAGTAAT GAGTGGAGGTGGAGGAGTGA 276

Ai10B16315 Araip.B10 16315 p3 (TCT)5 15 75651279 75651293 GCGTAGGACCCACGTTTTT AGGGGAAGAGAAGTTGAGGG 234

Ai10B16319 Araip.B10 16319 p2 (AC)7 14 75678188 75678201 GATGCTCCTTGCATTTGTCA ATAAAACAAGCCACACCCCA 273

Ai10B16322 Araip.B10 16322 c (TTATT)7tttagtttcc(A)1156 75684981 75685036 TTTCGAAAATCCTTACCCCTT CCCAGACTCCTTCTGGACTG 235

Ai10B16328 Araip.B10 16328 p3 (AAG)5 15 75722810 75722824 CCCCAGTGGACAAGACAGAT TGACTTTCCCATGGAGGTTC 121

Ai10B16331 Araip.B10 16331 p4 (TAAA)5 20 75728424 75728443 TTTCCCTCCATTCTAAAGCAAA CCATGATGGAGAAAGGGAGA 249

Ai10B16334 Araip.B10 16334 c (TC)6ctcctatctctctttttccctactctccctc(CT)6cattttcctctttctcctctccttt(TC)15110 75740744 75740853 CCTTTCTCTCTCCCTGCCTC AAATAGGGGAAAAAGAAGCGA 255

Ai10B16335 Araip.B10 16335 c (TC)7ttttttccctttttctctcctcctctctctccctata(TC)1785 75741013 75741097 TCTCTCGCTTCTTTTTCCCC GAAAGAAAGATGAGGTGGAGACA 248

Ai10B16336 Araip.B10 16336 p2 (CT)6 12 75741248 75741259 CTCTCTCCTTCTCTCCGCTCT TGAGGAGTGATAGAAAAAGGGG 136

Ai10B16337 Araip.B10 16337 p2 (CT)6 12 75741422 75741433 CCTTTTTCTCCCCCTCTGTT GAAAAGGAAAGAGAGATGAGCG 269

Ai10B16338 Araip.B10 16338 p2 (GA)7 14 75741825 75741838 GAGGCAAAGATAGAGGAGGAAAA CTCTCTCTCTCCCCCTCCC 266

Ai10B16339 Araip.B10 16339 c (GA)8aggatagagagaacgaaaggggaaggggagaaagaggggaaggg(GA)672 75741953 75742024 GGGAGAGGAGGGAAGAGAGA CCATTGCTTTCGTTCCTTTT 277

Ai10B16349 Araip.B10 16349 p2 (CT)7 14 75820056 75820069 TTGATTTTCAAATTTGTTTCAACT GAAGGAGATGAGGGAGAGGG 247

Ai10B16350 Araip.B10 16350 p3 (TTC)5 15 75823457 75823471 ATGGCCGAAACACATCTCTC CGGTCTTAGGTGCCATCAAT 158

Ai10B16352 Araip.B10 16352 p2 (AG)7 14 75826712 75826725 ATGCATCTCTTGTGCGTCTG TTAACTCGCCAATTTCTGCC 280

Ai10B16357 Araip.B10 16357 p2 (TG)24 48 75878629 75878676 GCATGATTTAAGTGTGGGGG AAATATCCACAAAAGCATAATAAAACA 251

Ai10B16358 Araip.B10 16358 p2 (TA)9 18 75878817 75878834 TTTGTGTGTGTGTGTGTGTGTG GCAACACTAAAGATAACTAGGAGCAA 239

Ai10B16364 Araip.B10 16364 p2 (AT)7 14 75918010 75918023 ATTCCAACGCTTTTGCATTT AGGCTCAGGTCTCACATGCT 225

Ai10B16365 Araip.B10 16365 p2 (AT)14 28 75934360 75934387 CCCTGCTTTCATGAGCTGTC TGGTTTATCAACCTCCCCAC 280

Ai10B16368 Araip.B10 16368 c (AAAT)6aaaaata(T)1041 75950326 75950366 TCGAAAATCCTCACCCATTT GGCTTAGCATATGACCCCAG 178

Ai10B16369 Araip.B10 16369 p2 (AT)7 14 75956220 75956233 ATGGGTTTATCAACCTCCCC TCCCCATCTCATTTGCTAAAA 267

Ai10B16373 Araip.B10 16373 c (CT)6gagttcagattttctttttcttttcttctactcacacaaggacctctatactgtggtataaaggatccc(TAT)699 75971448 75971546 CATCTCTCCCTTACTCCCCA TGACAAAGAAGACGGCACAG 156

Ai10B16374 Araip.B10 16374 p3 (TTC)6 18 75974169 75974186 CACCCTACATGGCCAAAACT CGGTCTTAGGTGCCATCAAT 255

Ai10B16375 Araip.B10 16375 c (A)12(TA)7 26 75978662 75978687 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 171

Ai10B16378 Araip.B10 16378 p2 (TA)9 18 75987449 75987466 TTCCGCACTTTATGCTTTAGA GGTGGTGCCCTAAAAATGAG 276

Ai10B16379 Araip.B10 16379 p4 (AAAT)5 20 75992187 75992206 GAAACTGTGGGAACATGGGT TGGGGTAATTTTTGTCCCCT 256

Ai10B16382 Araip.B10 16382 p2 (AT)6 12 76012725 76012736 TTTTGTGCAGCAAGTTTTCG GCTTCAGAGCAAGCCAGACT 254

Ai10B16383 Araip.B10 16383 p2 (CA)7 14 76016368 76016381 TCACTCAATCCAAGGCACAA AGTGTATGAGGGGAGGGGTC 211

Ai10B16387 Araip.B10 16387 p2 (AT)14 28 76080870 76080897 TTAGGCCCTCCTATTGCTCA GCAAAATGAAAAAGGAAAAAGC 194

Ai10B16390 Araip.B10 16390 p2 (CT)6 12 76093693 76093704 CATTGAACCTGTGATTGAAGAAA GGGGAATCAAAAAGACACGA 140

Ai10B16398 Araip.B10 16398 p2 (AT)7 14 76166503 76166516 AAGCGGAAAATGGCTATAGGT GTTGTTTGATGCAACCCAAA 222
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Ai10B16401 Araip.B10 16401 p2 (TA)7 14 76173629 76173642 TAAAGCAATGCACATGGGAC GGGCTGAGGTAAAGGTAGGG 192

Ai10B16402 Araip.B10 16402 p2 (CA)6 12 76177557 76177568 CATCCTTTCGCCATTCTCAT CCTTTCGGATTTCTTCCCTC 194

Ai10B16403 Araip.B10 16403 p2 (AG)7 14 76177680 76177693 ACCCAGTCACCCTCACTCAC CACCCCCTTCTTCTTTCCTC 229

Ai10B16408 Araip.B10 16408 p3 (TTC)5 15 76220095 76220109 CACACTAAATGGCCGAACCT CGGTCTTAGGTGCCATCAAT 250

Ai10B16409 Araip.B10 16409 c (A)10gaaaaaaatagcg(A)1033 76221774 76221806 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 264

Ai10B16411 Araip.B10 16411 p2 (TA)6 12 76231101 76231112 GAACTTTGAACTTTGGGGCA TGATTTTGGGAGATTTGGGA 236

Ai10B16416 Araip.B10 16416 p2 (CT)6 12 76254666 76254677 ACGCCAATAGCATAAAACGG AAAACCTTGTTAATGGGGGTG 271

Ai10B16417 Araip.B10 16417 p2 (AT)7 14 76273141 76273154 TTTTCAGGGTTGTAATCGGG ATCAATGCACATGGGACAAA 226

Ai10B16421 Araip.B10 16421 c (T)13gaatcacaaaagcaaacataacataccaatgtatatggg(T)1264 76299159 76299222 TTTTGTCCCCTCGTTCACTT AACTGTGGGAACTTGGGTTG 208

Ai10B16422 Araip.B10 16422 p2 (AT)9 18 76303307 76303324 CGAGGATTGACTATTGGTTTGG GGCATTTTTGTCCCCTTTTT 245

Ai10B16424 Araip.B10 16424 p2 (CT)6 12 76323441 76323452 CAGCAAATTTTGGGCTGTTT AAACCTGGGATCGAGAGTCA 218

Ai10B16425 Araip.B10 16425 p2 (CT)6 12 76340622 76340633 CCAGTGAATTTTGGGCTGTT AAACCTGGGATCGAGAGTCA 219

Ai10B16427 Araip.B10 16427 c (CT)6cactctcactgcttcgccccggccctg(TC)753 76361441 76361493 ATAGCCATCGCTTCAACCAC GTGGTACAGTGGAATGTGCG 205

Ai10B16428 Araip.B10 16428 p4 (TAAA)6 24 76364882 76364905 TTCCTGACCACTTTCTCTCTCC CCAATGGAGGGTATGCAGAT 253

Ai10B16435 Araip.B10 16435 p2 (TA)7 14 76430759 76430772 CCAACCTCCCCACACTTAAA TCTTTCCCATCTCATTTGCC 258

Ai10B16436 Araip.B10 16436 c (TTA)6ttttttattccatgtgcattgttttcattggggaatttcctttttgtactcccttttatttagatgctgaaaaataac(T)10106 76431226 76431331 TTTCCCACTTATTGTTACATGCTT GGGAGACCTTTTGGGAACAT 263

Ai10B16441 Araip.B10 16441 p2 (AT)9 18 76452274 76452291 TACCCCCGTTATCAGAGTGG TTATTCCTTCATCGGGCTTC 261

Ai10B16442 Araip.B10 16442 p2 (TC)6 12 76462122 76462133 ACGCCAACATGGTATAGGGA GTGGGATCTATGGTGGATGG 236

Ai10B16444 Araip.B10 16444 p2 (CA)6 12 76475421 76475432 TGCCACTCTTTGGCTATTCC TTGTCCCCTGCATTTTCAAT 274

Ai10B16446 Araip.B10 16446 p2 (TA)6 12 76484275 76484286 GCCTTTTGTCCCTCATTTTT CGGAAGAAATTGAGGCTTTG 264

Ai10B16448 Araip.B10 16448 c (T)10gca(T)10 23 76497487 76497509 AGGCCAGGATTTTGTTCCTT GCGAATACAAAAGCTTGCAG 233

Ai10B16450 Araip.B10 16450 p2 (AT)8 16 76524383 76524398 AATGAGTCATGCAATTCCGA CAAAATCCAGTGAGGGTTCAA 224

Ai10B16454 Araip.B10 16454 p2 (TA)9 18 76549764 76549781 GGGCATTTTTGTCCCTTTTT TGATCCTTGTACCCTTTGTGC 233

Ai10B16456 Araip.B10 16456 p2 (AG)6 12 76558555 76558566 GAATGCCTTTGTCCTTGCTC TTCCCCTCTTCTCACATCCTT 221

Ai10B16459 Araip.B10 16459 p2 (AG)6 12 76564500 76564511 GAGTGGAGAGAGGGGTAGGG CTCAGGATCTATGGACCCCA 280

Ai10B16461 Araip.B10 16461 p2 (AT)30 60 76599789 76599848 TACATTGCCCATCATCTTGC AGCAAAAGGCCAAAGACTCA 208

Ai10B16463 Araip.B10 16463 p2 (TA)6 12 76612120 76612131 ATTCACATCATCCAATCGCA TGTGGGAGAGGATTCGTCAT 233

Ai10B16468 Araip.B10 16468 p2 (AG)6 12 76635749 76635760 CCAAACACAAGGGTGAGGAT TGTTTGTTTCTTATCTTTTTCAAAACT 276

Ai10B16472 Araip.B10 16472 p3 (GAA)5 15 76697323 76697337 CACTCAAAACAAGGGGCATT GATACCTACGGTTGGGTTGC 152

Ai10B16475 Araip.B10 16475 p2 (AG)6 12 76721814 76721825 CTTTGTCCTTGCTCCTGCTC TTCCCCTCTTCTCACATCCTT 214

Ai10B16476 Araip.B10 16476 c (T)14cttttattac(T)1034 76730733 76730766 TTGCTCTTGCCTTTTGGTTT TCTTGATGTGGTGGTATTGCTT 272

Ai10B16477 Araip.B10 16477 c (T)10cagatttctattttaatagtatcttatcttagttttaaatttcaaaattcaaatttcaaaatttaaatttaaaattttaaaac(T)14107 76743653 76743759 AATTGGATTTTCAAATTTTCCTT TTGAAATTTGGATTTTGAAGTTGA 226

Ai10B16481 Araip.B10 16481 p2 (TA)6 12 76813830 76813841 AAGTGCAATTGCGTAAACCA TCCGGGTTCTAAGTCCATTC 212

Ai10B16490 Araip.B10 16490 p2 (TA)12 24 76871433 76871456 TGAGCCTGATTCGTTGTTAAA GTCAGGACCTGGGATGTTGT 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16492 Araip.B10 16492 p3 (AAT)5 15 76880690 76880704 AATTGAACATGCAAGCAATCC TCCCTCTCTCTCTCTCTCTCCTC 277

Ai10B16493 Araip.B10 16493 p2 (GA)8 16 76880919 76880934 CACCATGTAAAAAGGGAAAAGAA CCGCACAGCTAAACCTCAAT 280

Ai10B16496 Araip.B10 16496 p2 (TA)8 16 76889857 76889872 GGACCGTGCAACGTTTAAGT CCTTTGCTTTACGACGTGAG 259

Ai10B16497 Araip.B10 16497 c (AT)12ttgtgaatattattgcatgacattacactttgcttagtttgcttt(TA)885 76889999 76890083 TCACGTCGTAAAGCAAAGGTT AATGGAACGCTCTAAAAGGGA 259

Ai10B16498 Araip.B10 16498 p2 (GT)7 14 76890598 76890611 TGTAAGCACATCATTTGCCC CTCACAAATTTCCCCCACAC 115

Ai10B16500 Araip.B10 16500 p2 (AT)6 12 76892248 76892259 ATATAAGACCCCAGGACGCC GTGGGACAGCGGTGTTTAGT 277

Ai10B16502 Araip.B10 16502 p2 (AT)10 20 76928250 76928269 GAGGGAGAACGAGCTTCAGA ACCCGTAGGAATTTATCGGC 244

Ai10B16503 Araip.B10 16503 p2 (GA)14 28 76945546 76945573 AACAGAGGAACATGCCCAAC CCAACCAGGGTTAGATTCCA 184

Ai10B16506 Araip.B10 16506 c (T)10attttttttattttttatttttttattta(T)1049 76956710 76956758 GGGGTAATTTTTGTCCCCTT TATGGGAAATTGTGGGAACA 238

Ai10B16508 Araip.B10 16508 p2 (TA)9 18 76970073 76970090 CCCATCTCAATTGTAAAGGCA AGGTTGAAGTGGTGGAATGC 210

Ai10B16509 Araip.B10 16509 p3 (AAG)5 15 76984861 76984875 CCCAATCATAGAACCCCCTT TTCATTGTTCACCAAAGGCA 223

Ai10B16510 Araip.B10 16510 p2 (AT)7 14 76987687 76987700 GTGCATGCTCATGTGAAACC GCCTAGCTACCCTTAATTCCC 275

Ai10B16511 Araip.B10 16511 p2 (GT)6 12 76987862 76987873 GGGAATTAAGGGTAGCTAGGCA TTTCAAGGTTGTAATGGGGC 152

Ai10B16512 Araip.B10 16512 p2 (AG)6 12 76989039 76989050 TTCGACCCAGAAAACACAGA TTGGAATTGAGTAGAAGCAGTCC 194

Ai10B16515 Araip.B10 16515 p3 (TGA)7 21 77005808 77005828 TATGTCGAGCTCCATGGTCA GCTGCTGGAGTTGAGGTAGG 239

Ai10B16517 Araip.B10 16517 p2 (CT)6 12 77011443 77011454 CATCCATTCATGAGGAGGCT ACATTGAACCTGGGATCGAG 148

Ai10B16520 Araip.B10 16520 c (A)11tcaatgcacatgtgatggaaaaaaaattgatgcatgagtatgtgaaacatacaaaagtgagattatgggtagctaggcatgattttagagttatataga(GT)6122 77053320 77053441 GGGATAAAATCACTCCAATGC CAAGGTTGTAACGGGGCTAA 246

Ai10B16526 Araip.B10 16526 p3 (CAA)5 15 77099172 77099186 AAAACCCCTACCTCGATTGC GAGCTGCAACTCCTTCGTTC 268

Ai10B16527 Araip.B10 16527 p2 (TC)20 40 77099616 77099655 TAGCTCAACAGCAGCAGGAA GAGAGAAAGCCAAATGCGAG 261

Ai10B16528 Araip.B10 16528 p2 (TG)7 14 77099783 77099796 GGGAAATGATGACGACGACT CCCCACCCTCACTCACTTTA 153

Ai10B16530 Araip.B10 16530 c (CT)12aaccttctcatttcatctctcactcaacgtcctctctggaagtcccctctaacggccccctatagtcgtccactggttcgtctctctggtctctctt(TC)9cctctcc(CT)14174 77104218 77104391 GAATCCTCTTCCCCCATTTC GGTTAGCGACAACAAGGGAG 222

Ai10B16531 Araip.B10 16531 p4 (AAAT)6 24 77108942 77108965 TTTTTCAAAACTTCCCAACCA GGGTTAGCATATGACCCCAG 226

Ai10B16534 Araip.B10 16534 p5 (AAGAT)5 25 77126528 77126552 ATAAGGGCGGTTCCCTTAAA TGCACTGCTGATCCTTTGTC 243

Ai10B16539 Araip.B10 16539 p2 (TA)6 12 77164185 77164196 TACTTTGGGGCATTTTGTCC GCAATGAAAGGAACCGAGAG 279

Ai10B16543 Araip.B10 16543 p2 (CT)6 12 77168780 77168791 TTGATTTTCAAATTTGTTTCAACT GAAGGAGATGAGGGAGAGGG 258

Ai10B16544 Araip.B10 16544 p3 (TTC)5 15 77172173 77172187 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 206

Ai10B16548 Araip.B10 16548 p2 (AT)6 12 77189558 77189569 CTGACACGTGAGTTCATGGC AGCACACACATACGCACAGA 101

Ai10B16549 Araip.B10 16549 p2 (CT)11 22 77192163 77192184 AGGCATTAAGCCTTGCACAC TATAGGGCAGCTCTTGCAGC 260

Ai10B16551 Araip.B10 16551 c (AAT)12(AAG)26114 77195047 77195160 GAAGGGTTGGCACTTTGTGT TTTTGTCTTGATTATTTGCCTGAA 279

Ai10B16554 Araip.B10 16554 p3 (AAC)5 15 77202142 77202156 GAACCACACCCACCTTTCAT TGCATTGACATTAGGGGTGA 254

Ai10B16555 Araip.B10 16555 p2 (AT)9 18 77207086 77207103 TGGGTTTATCAATCTCCCCAT TCTTTCCCATCTCATTTGCAG 273

Ai10B16558 Araip.B10 16558 p2 (CA)8 16 77239747 77239762 TGACCCGAGTTTTGAAGACC AAGTGCATTTATATCGCGGG 274

Ai10B16559 Araip.B10 16559 c (AC)64atacacacacat(AC)7154 77241833 77241986 CGTAAATCAGAGGTGGTGAGG GCTTCAAATGCTCTAGTTTTCCA 250

Ai10B16560 Araip.B10 16560 p3 (AAG)11 33 77246904 77246936 TTGCCATCAATGGTAATGGA ATTTCCCACCCAAACCTACC 274



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16561 Araip.B10 16561 p2 (AG)6 12 77250499 77250510 AAAAAGGGGAAGATGTTTTCG TGATTTCTTGTCAATCAAGTCGTT 275

Ai10B16564 Araip.B10 16564 p2 (TC)6 12 77254999 77255010 GGCCCAAATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai10B16565 Araip.B10 16565 c (A)12gaggttgcacgacgcgaccgcatacctcatgcgatcgcgtcatatcgcggaaaacaccacccatgcgaccgcgtgacccacgcggccgcgtg(AT)6116 77257062 77257177 CACTGCATCCTGCATTTTTC GCACGATTCCAGCCTAACTT 189

Ai10B16567 Araip.B10 16567 p2 (TC)6 12 77262006 77262017 GGCCCAAATCCAAGTACAGA AAAATAAAAGAACATTAAACCTGGGA 203

Ai10B16568 Araip.B10 16568 c (TA)6ttagttgcttgatacaacccagagctatatt(TA)961 77280722 77280782 GAGAAAAGAGAAACCAGAACAGAG GGGTTCATTTTGCAAGTTCG 236

Ai10B16572 Araip.B10 16572 c (A)10g(A)10 21 77344111 77344131 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 267

Ai10B16576 Araip.B10 16576 p4 (ATAA)5 20 77378141 77378160 TCCTTACCACTTTCTCCCCC CCAATGGAGGGTATGCAGAT 249

Ai10B16580 Araip.B10 16580 p2 (AT)6 12 77399023 77399034 ACAGAAGCTCTGGGTTGCAT TTTGTCCCGCTTGCATATTT 271

Ai10B16590 Araip.B10 16590 c (GC)6(AC)16 44 77476887 77476930 CCTGTTCAAAACTTAAAACCGC TTTTTCCCTGGCCTTTATCTT 233

Ai10B16591 Araip.B10 16591 p2 (CT)6 12 77486674 77486685 GGAACATTGAACCTGTGATTGA CGAAAATCAGCGTGTTTGAA 250

Ai10B16593 Araip.B10 16593 p4 (TTTA)5 20 77501677 77501696 TGATTATGGCGCATGAAGAG AGATTCACGCATGCACAAAA 123

Ai10B16596 Araip.B10 16596 p3 (ATA)21 63 77505195 77505257 TGCAAGAAACACAGGAATGG TCGTTGTTCTGACCCTCTTTTT 280

Ai10B16597 Araip.B10 16597 p3 (GAA)5 15 77505402 77505416 GAAAAAGAGGGTCAGAACAACG CTCTCTTTCGTTGCCACCTC 250

Ai10B16600 Araip.B10 16600 p2 (TA)10 20 77519223 77519242 GCCTTTTGTCCCTCATTTTT TCATCCCAATATTTTTGGTTCAT 265

Ai10B16602 Araip.B10 16602 p3 (TAT)6 18 77524825 77524842 GTCTCCCCCTCTTCTTCCAC TTATTTTCGGCTGCCATCTC 255

Ai10B16603 Araip.B10 16603 p3 (TTC)6 18 77525435 77525452 AATTCTCTTGGCCGAAACCT GCTTTTGTCTTCCCTTTCCC 201

Ai10B16611 Araip.B10 16611 p3 (GAA)6 18 77596538 77596555 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 183

Ai10B16621 Araip.B10 16621 p3 (TAT)6 18 77700899 77700916 CACCCGTGTGTTTCTTTCCT TTCTTGTCCTTGCTCCTGCT 160

Ai10B16622 Araip.B10 16622 p4 (ATAC)16 64 77711065 77711128 ACCACTCGGGTATTACGACG CCATCACCTTTATCCTTACAAGA 280

Ai10B16626 Araip.B10 16626 c (T)10cattca(AT)7 30 77728162 77728191 TTCCTTTGACAGATTGTTTCACAT AATAATATTCTTTCGAGTCGATTTCT 273

Ai10B16627 Araip.B10 16627 p2 (AT)6 12 77728408 77728419 TTTTAGAAATCGACTCGAAAGAA CAATACAATTGAAATGTCTCGTTTTC 204

Ai10B16635 Araip.B10 16635 c (TC)11ccatatctctctactttctcctctcttttcccttctctctctctttctctctctctt(TC)6ccctctccttc(CT)6114 77744616 77744729 GGGTGCGAATTTTCTTGTGT TGAAGAGAGGAAGAGGAGGAGA 263

Ai10B16637 Araip.B10 16637 c (GA)11tagagaggagggggagagagaagagaaagagaggaggagagagaaaaatgg(GA)9aaagaaagagaagag(GA)7120 77745590 77745709 AGAAAGAGGGGGAAGGGG TCCATTGCTTTCGTTCCTTT 217

Ai10B16639 Araip.B10 16639 p3 (ATT)5 15 77758499 77758513 GTCCCTCAATTTCAGCCAGA CAAGAAGAGGAGATGGCAGC 280

Ai10B16647 Araip.B10 16647 p2 (TC)7 14 77803178 77803191 CCCTCTTTTTCCTCTCCCAT GAAAGAGAGAGAGGAGGGCG 163

Ai10B16648 Araip.B10 16648 c (AG)7aaagaa(AG)8aaagaggaagagagaagggagaa(AG)6aatagagaaagagagagagaagagagaaagagagagaagagagaa(AG)6128 77803438 77803565 TCCCTCTTCTCTCTCTCCCC TTTCTTTCCTTCCCTTCCTTTC 273

Ai10B16649 Araip.B10 16649 p2 (GA)13 26 77803740 77803765 TGAGGGCGAAGAAAGAGAGA AAAACCAGTTTTTATGGTTCAGTTT 256

Ai10B16652 Araip.B10 16652 p2 (AG)6 12 77850510 77850521 TGCTTTGTCTTGAATGGTGC GTGGGTGCCTAGCACGTAAT 243

Ai10B16653 Araip.B10 16653 p2 (GC)6 12 77851033 77851044 GTATGCGTCCCTCGCTCTAC AGAAGAGGTGTAGGGCCACC 245

Ai10B16655 Araip.B10 16655 p3 (CTT)5 15 77857510 77857524 TCTTCATGGCTTACCAAGGG TGTTGATGTTGAGGAGGGTG 132

Ai10B16656 Araip.B10 16656 p3 (AGA)5 15 77862805 77862819 CCTTAGGTGCCATCAGTGGT CAAAATCTCTTTCCCACCCA 184

Ai10B16657 Araip.B10 16657 c (T)11gaaaataaaac(A)1032 77865952 77865983 GCCAGCCAAACTTCAGCATA CACCAAGTTTTTGGAGCCAT 263

Ai10B16658 Araip.B10 16658 p2 (AC)7 14 77871576 77871589 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 236

Ai10B16659 Araip.B10 16659 p2 (AG)7 14 77872184 77872197 AAAAGGCTCAAAGTGGCAAA AGCCTTAAGTGTGGGGAGGT 218



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16660 Araip.B10 16660 p2 (CG)6 12 77895712 77895723 TGGTGTTTGGAAGTGTTGGA TGCCTTTGGCACAAACCTAT 196

Ai10B16661 Araip.B10 16661 c (A)10tagacg(A)10 26 77898307 77898332 TGAAGCAAGAAAAAGCAGCA AGCACATGGTTAGGGACAGC 265

Ai10B16662 Araip.B10 16662 p3 (CAA)5 15 77905541 77905555 GAGCAACATTTCAGCCATCA CTGCTGCAAAGGAGGTAAGG 267

Ai10B16663 Araip.B10 16663 p3 (CAA)5 15 77908680 77908694 AAGAGCAACGTTTCAGCCAT GCAGCTGCAAAGGAGGTAAG 270

Ai10B16670 Araip.B10 16670 p2 (TA)7 14 77942854 77942867 ACTAAGTGTGGGGAACCGTG GGGGTAATTTCGTCCCCTTA 190

Ai10B16671 Araip.B10 16671 p2 (AT)11 22 77950297 77950318 TTGGGATAATTTTGTCCCCTT GAGGAACTGTGGGAACTTGG 239

Ai10B16672 Araip.B10 16672 p3 (TTG)5 15 77957117 77957131 TGGCGTCATTTGATTCATGT TGAAGATTTGAAAAGATAACAAGAAAA 189

Ai10B16673 Araip.B10 16673 c* (AT)20(T)35*ctc(T)1390 77970217 77970306 TGGGGTAATTTTGTCCCCTT CCATGGGCATTGATATTTTG 236

Ai10B16674 Araip.B10 16674 c (T)13gaaaaagagggaagatattttcgaaaatt(AG)756 77978867 77978922 CTCCTTCTGCAAGCCCATAG TTTCAAAATTTGTTTCAACTAACCA 212

Ai10B16677 Araip.B10 16677 p2 (TA)8 16 77985447 77985462 CCTGCATGTTTTCACTGCAC ACTAAGGCAGCCAGCAAGTG 228

Ai10B16679 Araip.B10 16679 p2 (CT)6 12 77999459 77999470 CCAATTTCCCCTTCTCATGT GCTGGAATAAAAATGCCTTCA 273

Ai10B16680 Araip.B10 16680 p2 (CT)6 12 78003125 78003136 CGCCAATTTCCCCTTCTTAT GCTGGAATAAAAATGCCTTCA 275

Ai10B16683 Araip.B10 16683 p2 (GA)8 16 78014608 78014623 ACAACGGCAGAGAGGACTGT CCCTTCACCTAACCCTCACA 180

Ai10B16684 Araip.B10 16684 p4 (ATAC)12 48 78015358 78015405 AATAAGTGGCCACCCTCACA TGCACAATACGTGTTTGTTCTTT 274

Ai10B16688 Araip.B10 16688 p3 (TGT)6 18 78020738 78020755 AAGTGAACCCAAAACCATGC TGTAGATCGTTGCCTTGCTG 221

Ai10B16689 Araip.B10 16689 p2 (GT)7 14 78030810 78030823 AATGGTGGTGTGACCACTGA GCAATACCCATCGCAAGAGT 276

Ai10B16691 Araip.B10 16691 c* (A)10(AT)7* 23 78049861 78049883 GGGAGCATTGGTTGAGGTAA TACTTTGGGGCATTTTGTCC 269

Ai10B16693 Araip.B10 16693 c (A)13(G)13 26 78055375 78055400 GACGCCTTTGGCTTGTTTAG GTCGTGTTATGCCTACGGCT 130

Ai10B16694 Araip.B10 16694 p2 (GC)6 12 78055872 78055883 AGGGCACAACCCAGATACAC AGGAAGGGTAGCAGGGAAGA 255

Ai10B16697 Araip.B10 16697 p3 (TTC)5 15 78066197 78066211 ACACAACCCTCTCTTCCCCT CGGTCTTAGGTGCCATCAAT 177

Ai10B16698 Araip.B10 16698 c (AGAAA)5a(AT)1352 78069908 78069959 GCCTGAGATCACAATTCCGT TACTTTGGGGCATTTTGTCC 244

Ai10B16700 Araip.B10 16700 c (T)10actcttctgtctactc(T)1036 78089827 78089862 GGGGATTGGTTTGAATTTGA GCAAATGGAGGACAAGTGAAA 248

Ai10B16701 Araip.B10 16701 p3 (CAA)5 15 78097600 78097614 AAGATGGCCAAAGTGGTGAC TCTCATTGCAATTGTTCCCA 191

Ai10B16707 Araip.B10 16707 c (T)10cgctatatatatttttttctc(T)1041 78129257 78129297 TGCTCTTGCCTTTTGGTTTT TGAAGCAAGAAAAAGCAGTGAA 127

Ai10B16708 Araip.B10 16708 c (ATTT)6ttgaaaataaaacg(A)1048 78135271 78135318 GCCAGCCAAACTTCAGCATA AGTGCCGTTACCAAGGAATG 221

Ai10B16709 Araip.B10 16709 p3 (CTT)20 60 78153835 78153894 TTTTGTTTTCTTCTAGCAACTTTGAA AGCTCCTCCCCCTAATGAAA 199

Ai10B16710 Araip.B10 16710 p4 (TTAT)11 44 78155042 78155085 TGTCTGGCTTCCCAATTCTT GTGCATGCTCATGTGAGACC 234

Ai10B16711 Araip.B10 16711 p5 (AAAAT)5 25 78155634 78155658 AGCCCAAAGTGCAAAATGTG TCACACCCAGCTTGACTGAG 241

Ai10B16713 Araip.B10 16713 c (AT)14t(TA)6 41 78166870 78166910 CAGGTCATCTCCCAACGAGT CCCAAGGGAGAGGACTAGGA 268

Ai10B16715 Araip.B10 16715 c* (A)10(AAG)5* 23 78173509 78173531 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 236

Ai10B16718 Araip.B10 16718 p2 (TA)14 28 78206040 78206067 TTCACTTTGGGGCATTTTGT TTGAAAATCTTGGGAATTTGG 199

Ai10B16719 Araip.B10 16719 p2 (TA)6 12 78217945 78217956 GCTTGTTGCATTTTGCATTTT TGATACGGTGTGATTGTGAAAAG 225

Ai10B16721 Araip.B10 16721 p2 (TA)6 12 78223468 78223479 GCATGCTGGAGGCTTCTAAT AAGCTCAAGACTCGGCTCAC 244

Ai10B16723 Araip.B10 16723 p4 (AACT)5 20 78237802 78237821 TGGTATTCAAAAACGTTGAGCA CCCTTCTTCAACCAACATCC 270
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Ai10B16727 Araip.B10 16727 c (TA)10(T)10 30 78298008 78298037 TTGGAGTAATTTTGTCCCCTT TTTAAATCACCCTTGCAGCC 246

Ai10B16729 Araip.B10 16729 p2 (TA)10 20 78304001 78304020 TTGGAGTAATTTTGTCCCCTT TCAGCCACTTTGAGCCTTTT 120

Ai10B16733 Araip.B10 16733 p2 (TA)7 14 78312852 78312865 TCTCTGTGTCTTTTGGGGCT CTCAAGACTCAGCTTGCGAA 201

Ai10B16734 Araip.B10 16734 p5 (TTTTC)5 25 78323067 78323091 TTGAAATCCTTTCGCCACTT AACTCAAAAGGGCCCAGATT 120

Ai10B16735 Araip.B10 16735 p3 (CTT)5 15 78334785 78334799 ACTGCATCTCACCCGTCTTC CCCCTAATGAAGGTGGGATT 174

Ai10B16737 Araip.B10 16737 p3 (TAA)38 114 78348753 78348866 CAAGAAGGCCACTAGGGTTG AGTCAACATAAGAAGCCGATCA 247

Ai10B16738 Araip.B10 16738 p3 (CTT)5 15 78358748 78358762 ACTGCATCTCACCCGTCTTC CCCTAATGAAGGTGGGGTTT 173

Ai10B16743 Araip.B10 16743 c (T)14ggtttgcttgttggttttgctagttgtaggacttagtttcctttacttcttgttagcttttg(T)1086 78385251 78385336 AAATTAATGATGCCGTTGCC CCACACTCATAGCCAAAGGG 212

Ai10B16745 Araip.B10 16745 p2 (AC)7 14 78394229 78394242 CCTGAAACCAACCTCCTTCA CCTCCCTTCTCTCTTCCGTT 161

Ai10B16746 Araip.B10 16746 p2 (AC)8 16 78407621 78407636 GGCTTTCCTTCATCCTCCTT CCTCCCTTCTCTCTTCCGTT 132

Ai10B16747 Araip.B10 16747 p2 (TA)9 18 78409371 78409388 AGTTTTAGGGGAGGTGCTGC TTAAACCGCAATATCGCTCC 266

Ai10B16748 Araip.B10 16748 p2 (TA)9 18 78410768 78410785 CCTAAACGTTGGGGTCAAAA AAAAGGACATTAATAATTCGGAAAGA 129

Ai10B16751 Araip.B10 16751 p4 (TGTA)5 20 78417954 78417973 AAACTGCGAACCGGTAGTTG TCTCGCCGTAAAGCAAAAGT 259

Ai10B16752 Araip.B10 16752 c (T)15(A)24 39 78420659 78420697 ACGATGGACAACTCATGTGC ACCTGACATGGTCATGCAAA 218

Ai10B16754 Araip.B10 16754 p3 (GGT)5 15 78421080 78421094 AGTCATGGCAAACAACCACA TGGAGTGTGCGAGTTACCTG 142

Ai10B16755 Araip.B10 16755 p3 (TAA)7 21 78421465 78421485 CACCTAGTGAAATGAACATCCG TGTGGAAACATAGCCACCTG 128

Ai10B16759 Araip.B10 16759 p2 (TA)6 12 78424370 78424381 TTTCGGTGCATTTTGAAACA TTTCGGTACATTCTGGAGTTGA 259

Ai10B16760 Araip.B10 16760 p3 (CTT)5 15 78425064 78425078 TTTTGAAGCTTTTTCCATACCC TCGTTGTTTTATCATTGTTGCTG 277

Ai10B16762 Araip.B10 16762 p4 (TTAT)5 20 78428900 78428919 CATTTTTAACCTTTTCTTTTGTCAGA TTTTGCCTTTCTTTATCCTTTGA 158

Ai10B16763 Araip.B10 16763 p2 (AT)9 18 78451684 78451701 GGGTAGAGTAAACGATTTTACGAA GTTGGAGGGGTGTGAATTTG 244

Ai10B16765 Araip.B10 16765 p3 (TAC)9 27 78488953 78488979 GGCAGAAAGGAAAGTTGCAG AAAGAGGATCTGGCACTGGA 195

Ai10B16771 Araip.B10 16771 p2 (AC)6 12 78541740 78541751 CCCTTGGCCCAACATAACTA TCTTCTCCTCCCTCACTCCA 100

Ai10B16773 Araip.B10 16773 p2 (GT)6 12 78565451 78565462 GGGATAAAAGTACCCCAATGC GGGGCTAAGGTAAGGGTGAG 232

Ai10B16775 Araip.B10 16775 p2 (CT)6 12 78585548 78585559 TTTTTCCTTTCCCTCTCCTTAAA TCGAACACAGAAAGAGGGAGA 132

Ai10B16785 Araip.B10 16785 p2 (TA)6 12 78632404 78632415 TTGATTTTGGGAGAGTTGGG GGCATTTTTGTCCCCTTCTT 231

Ai10B16787 Araip.B10 16787 p2 (AT)21 42 78660639 78660680 TGAGAATCTTGGGAATTGGG TGCTACAATTTACGGCCTCC 211

Ai10B16788 Araip.B10 16788 p2 (AT)6 12 78664576 78664587 GAATGTCATGCAATGCAATCTAA CAAAATCCAGTGAGGGTTCAA 278

Ai10B16789 Araip.B10 16789 p6 (AAAAAT)5 30 78667562 78667591 TGTGAATTAAAATGCAAAATATGGA TCACACCCTGCTTGAGTGAG 234

Ai10B16790 Araip.B10 16790 p2 (GA)6 12 78683104 78683115 AGATTCAAGGAGCGGAGGAG GAACCTGCTTCAAATCTCGC 211

Ai10B16792 Araip.B10 16792 p2 (TG)7 14 78689065 78689078 CCTCTACTCCCTCGAATCCC AATTGCCCCAAATTAAACCC 238

Ai10B16793 Araip.B10 16793 p4 (TAAA)5 20 78695585 78695604 TTCGCACCGTATTTTTCTCC GCAAATGCAATAAAAGAAAATGG 238

Ai10B16796 Araip.B10 16796 c* (A)11(AG)6* 22 78701867 78701888 CTGAGCTCTTCTCGGTGCTT CGTGAATGGGTTGAATGATG 272

Ai10B16797 Araip.B10 16797 p2 (GT)6 12 78706511 78706522 TTGATTTTGGGAAAGTTGGG GGCATTTTTGTCCCCTTTTT 276

Ai10B16798 Araip.B10 16798 p2 (AT)29 58 78706637 78706694 TTGATTTTGGGAAAGTTGGG GGCATTTTTGTCCCCTTTTT 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16801 Araip.B10 16801 p2 (AT)7 14 78726622 78726635 TTCAGATGCAAGACGTGAGG GGAGCCTTTGAAGGAAGGTT 263

Ai10B16806 Araip.B10 16806 p4 (TTTA)7 28 78771757 78771784 TTCCGCTTGTGTCCATGATA TCCATTTTTAAGCAATTTTTCG 268

Ai10B16809 Araip.B10 16809 p3 (AAG)5 15 78789718 78789732 AGATGAAGAAGGGAAGGGGA ATTGCACGATTCAAGTCACG 256

Ai10B16811 Araip.B10 16811 p2 (TA)6 12 78792588 78792599 TTTTCAGGGTTGTAATGGGC GGGGACAAAATTACCCCAAT 249

Ai10B16815 Araip.B10 16815 p2 (AT)6 12 78828095 78828106 TGGGGTAATTTTGTCCCCTT AACTGTGGGAACTTGGGTTG 232

Ai10B16816 Araip.B10 16816 p3 (AAG)5 15 78830728 78830742 AGATGAAGAAGGGAAGGGGA AATTTCACATCTTCCACCCG 125

Ai10B16819 Araip.B10 16819 p3 (AAG)5 15 78845011 78845025 AGACACCAGAAACCCCAGTG TGGGAGGTTGTGCTTCTTCT 270

Ai10B16824 Araip.B10 16824 p2 (AT)9 18 78867135 78867152 CCCATATGGCCTTACCCTTT TATTTTGGGGCATTTTGTCC 188

Ai10B16825 Araip.B10 16825 p3 (TTA)5 15 78878125 78878139 TCAATCTGCCCTCATTTTCC GCAAAAGAAAAAGCATGTTGC 137

Ai10B16827 Araip.B10 16827 p2 (TA)7 14 78883233 78883246 GGGTTGTAATGGGGCTAAGG AGGGGACAAAATTACCCCAA 243

Ai10B16834 Araip.B10 16834 c (A)10ttcagattttgatttt(A)1036 78917079 78917114 TGGTGTCTTTTTGGTGTTTGTC TTGAAAAGATTTGATTTTGAAAAGA 270

Ai10B16836 Araip.B10 16836 p5 (TAAAA)7 35 78939943 78939977 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 210

Ai10B16840 Araip.B10 16840 c* (A)11(AT)26*aagaaaaaaatagaaaaag(A)1091 78956349 78956439 CTTGGGACATTGGTTGAGGT GGGGCATTTTTGTCCTCTTT 242

Ai10B16844 Araip.B10 16844 p2 (AT)18 36 79026098 79026133 CTTGGGACATTGGTTGAGGT GGCATTTTTGTCCCCTTTTT 251

Ai10B16845 Araip.B10 16845 p3 (AGA)5 15 79041960 79041974 CTGGCCTTAGGTGCCATAAA CTCCCAAACCCAACCCTAAT 263

Ai10B16847 Araip.B10 16847 p2 (GT)10 20 79058440 79058459 CCTTGTCTCTCTCTCCACGG ACCGTAAGCCTGAAAACCCT 200

Ai10B16848 Araip.B10 16848 p2 (TC)6 12 79068722 79068733 TCAAATCTTTTTAATTTCCTTTTCA TTCGAACACGGAGAGAGAGG 227

Ai10B16849 Araip.B10 16849 p2 (TC)6 12 79078394 79078405 TTTTCAAAACCACGTAACTACTTTTC AGAGAGAGAGGGAGGGTTCG 276

Ai10B16852 Araip.B10 16852 p2 (AG)7 14 79096472 79096485 TTTTTATCCTTGTTCCTGCTCA TTTTCCTTTTCCCTCTTCTTAAA 260

Ai10B16853 Araip.B10 16853 c (T)10gaattttttgaaaactatataattttttg(T)1150 79098063 79098112 GCATAGCTTAACAGCCAGCC CGATTTCCCACACCAAGTTT 257

Ai10B16854 Araip.B10 16854 c (TA)6(T)12 24 79101411 79101434 TACTTTGGGGCATTTTGTCC GCTCATGAATTAAGTATGGGGAA 220

Ai10B16858 Araip.B10 16858 p2 (AG)7 14 79110109 79110122 AGTGCAACAATCCACAAGCA TCCCTTCTTCCTTCTATCTCCC 235

Ai10B16860 Araip.B10 16860 p2 (CT)6 12 79116480 79116491 AAACATTTCCCTCCCAAACC GTACACTTGCCGAAGGGAAA 119

Ai10B16865 Araip.B10 16865 c (TCT)18tg(TTC)1189 79154540 79154628 ACACACATCCCTCCATCTCC TCTGGCCTTAGGTGCCATTA 187

Ai10B16866 Araip.B10 16866 c (A)10tagc(A)11 25 79155539 79155563 TGAAGCAAGAAAAAGCAGCA TTTATTGCCCTTGCCTTTTG 170

Ai10B16870 Araip.B10 16870 p2 (AT)6 12 79166538 79166549 ATCGCAATACCGATCCAAAA GATATGGGCGCAGAAGTCAC 272

Ai10B16871 Araip.B10 16871 p2 (AC)9 18 79171264 79171281 TTAAACCGCAATACCGATCC ACCCTCGCCTTTATCTTGAG 218

Ai10B16872 Araip.B10 16872 p3 (AAC)5 15 79177026 79177040 TGATGAAGTGCTTGTGGAGC CCTTGCAATTGTTCCCAGTT 234

Ai10B16874 Araip.B10 16874 p4 (TTTA)6 24 79189805 79189828 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 245

Ai10B16876 Araip.B10 16876 p4 (AAAT)6 24 79194936 79194959 TCGAAAATCTTCACCCATTTTT GTAGCTTTGCTGCACCATGA 277

Ai10B16879 Araip.B10 16879 p2 (TA)9 18 79206303 79206320 AAGCACACAACAAATATATAATCGAA GTGTGGGTGTGGGTGTGTAG 254

Ai10B16880 Araip.B10 16880 p3 (TAA)9 27 79233190 79233216 AAGCCATGTTTCTTTTCCTTTT TTCTGGGTTGTTTCTGACCC 260

Ai10B16882 Araip.B10 16882 p2 (CT)8 16 79244559 79244574 TTGGAATTGAGAAGCAACCC TTAACAGAAAATGCTGGGGG 236

Ai10B16889 Araip.B10 16889 p2 (CT)6 12 79340059 79340070 GCCCGGTGACTACATTCTGT GGGGATGCTAGGGTAGAAGG 199



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B16890 Araip.B10 16890 p2 (GC)6 12 79345987 79345998 TTTGGGAGTGTTGGAAGAGG CTTTCGCACAAACCAACTCA 250

Ai10B16895 Araip.B10 16895 p3 (TAT)5 15 79394328 79394342 CTTCCACTCACAAAGGGACC GTTCTTGTCCTTGCTCCTGC 109

Ai10B16899 Araip.B10 16899 p2 (GA)6 12 79447336 79447347 CTAGTTGCTGCTTGGTGCTG ATTCGAAAAGATCAGGGGCT 279

Ai10B16902 Araip.B10 16902 p2 (CT)6 12 79461445 79461456 AGCCAATTGGGCAACATAAG GCATCCATTCATTATCACGC 254

Ai10B16909 Araip.B10 16909 c (A)14ttaaatttactccttcatacatctataggagtgtagataatttgcataagagttacaata(T)1185 79543162 79543246 TTTTTAATGACTTCATGATCCACA ATCGCAATCAGTTACCACCA 214

Ai10B16912 Araip.B10 16912 p2 (GT)8 16 79546930 79546945 GCCAAGGGAATTTTGTAGCA TGTTTTGAGATGGACGGTTG 252

Ai10B16914 Araip.B10 16914 c (TG)6gagaaagtgagagaaagagagagagtgaa(AG)755 79552509 79552563 CCCTTCGACATGTTCAAACTC CGTCGTCCTTTAAAGCTTGC 274

Ai10B16915 Araip.B10 16915 p2 (AG)6 12 79553752 79553763 TTGAACCCAAGGATTGAAGG TCATTCATCAACATAAAAGAGAGCA 271

Ai10B16917 Araip.B10 16917 p2 (TA)9 18 79559315 79559332 CAAAATCCAGTGAGGGTTCAA AATGAGTCATGCAATCCCAA 217

Ai10B16918 Araip.B10 16918 p2 (TA)9 18 79567804 79567821 CATGCAGCAGAAGGAAACAA CGCGCTTTGTAATTCCGTAT 275

Ai10B16919 Araip.B10 16919 p2 (CT)9 18 79575935 79575952 TCAACAAGAGTTTTGCGTGG GCGTGGTGTTCTTTGTTTGA 254

Ai10B16920 Araip.B10 16920 c (CA)7gaa(AG)14 45 79586343 79586387 TCACCACCACTATTCCACCA TTGGACAATCGTTTGTGGGT 253

Ai10B16922 Araip.B10 16922 p2 (AT)12 24 79595639 79595662 CCGGGACAAAAGCAATTAGA TGCTCCCCATATTAACACTGC 260

Ai10B16923 Araip.B10 16923 p2 (CT)13 26 79596240 79596265 GAATGAACCCCACACCAAAG TGGGAACGGTAAACAACACA 235

Ai10B16926 Araip.B10 16926 p2 (TA)7 14 79611497 79611510 CAAAAATCCAGTGAGGGTTCA TGGAATGTTATGCAATGCAAC 270

Ai10B16927 Araip.B10 16927 p2 (CT)9 18 79613588 79613605 CTCGGGAATGGATCTTCTCA GTGGGTCAAAGTCTTGAGGG 195

Ai10B16928 Araip.B10 16928 p2 (AT)8 16 79617550 79617565 TCGCTTAGGCCATGATTTTT TGAAGCAAGAAAAAGCAGCA 266

Ai10B16934 Araip.B10 16934 c (TC)7(TA)8 30 79669040 79669069 ACGCATAAGGGCTAAAGCAA TGCATTGATGCTCTTGGAAA 212

Ai10B16937 Araip.B10 16937 p3 (AAC)5 15 79678915 79678929 GAGCATTCAACCAATCCACC TGCATTGACATTAGGGGTGA 135

Ai10B16943 Araip.B10 16943 c (T)12atatactatagctactgtatataagtgtagccttaggtctctc(T)11atatatactatagctactatatataagtgtagccttaggtctca(T)10120 79752787 79752906 GGCTACGCTTTTCAACACCT TGGTTACGCGATGCAGTAGA 273

Ai10B16945 Araip.B10 16945 c (CA)8tatccttcaggagaccagaaaatcagaacccagatttcgtaaccataataaaaaac(TAT)587 79761652 79761738 CACCAAGCAACCCCATTTAT CCCCGTACTGGGTATTTCAA 229

Ai10B16947 Araip.B10 16947 p2 (GT)6 12 79782439 79782450 TCAATATCCAAAAGCAAAAGCA AAAGCTAGGGAACGTGCAGA 159

Ai10B16948 Araip.B10 16948 p3 (TTG)6 18 79794168 79794185 TGCAATTTATGTTTTCATGTTCC GGGAAAGACTAGCTTTAGCGG 278

Ai10B16949 Araip.B10 16949 p2 (AT)6 12 79802955 79802966 TGTCCCCTTTCATTGCTTTC TCGGAGGGTATACTTGGGAA 212

Ai10B16950 Araip.B10 16950 c (GC)6aaggtgcgctggcgcgtcggtgagagtgatagcagatggcgcgggtgcgttagtg(GC)679 79805850 79805928 GGTGGGTTGTGGAAGAAGAA CCTGAGGCACAACCTCTCTT 231

Ai10B16951 Araip.B10 16951 p2 (GC)6 12 79806171 79806182 ACGCGTTCTTGAGGTGTTTC TATGCCCACTTCATGTCCAA 247

Ai10B16952 Araip.B10 16952 p2 (AT)7 14 79869568 79869581 GCGCGTCAATAAAATTCTCC AGAAATCCCAAGAAAAGGGG 244

Ai10B16953 Araip.B10 16953 p2 (CT)7 14 79874211 79874224 CTTGGTGTTTTCCCTCCAAA GAAAAAGAGGGGAGATATTTTCG 265

Ai10B16954 Araip.B10 16954 c (CT)7aattttcgaaaatatctcccctctttttcaaaaagttc(T)10attaactaattaatttttattttcttttacg(A)10103 79874360 79874462 TTGTTTCTTAACTTTTTCAAAACTACC TGTCCATCTCCACTTATGTCCA 275

Ai10B16955 Araip.B10 16955 c (GC)6aaggtgcgctggcgcgtcggtgagagtgatagcagatggcgcgggtgcgtcagtg(GC)679 79876956 79877034 GGTGGGTTGTGGAAGAAGAA CCTGAGGCACAACCTCTCTT 231

Ai10B16956 Araip.B10 16956 c (T)10c(T)10 21 79897728 79897748 ATGGTGCTGCATCTGTGAAG ACCCAAGAGTTATGCGAACG 177

Ai10B16959 Araip.B10 16959 p3 (AGA)6 18 79943643 79943660 CTTGGAGGTGGAAGCTTTTG ATCTCTTTCCCACCCAATCC 233

Ai10B16961 Araip.B10 16961 p2 (CT)6 12 79952529 79952540 CTTTTTGTTTGTTTCTTATCTTTTTCA TGGGATGAAGAGAGGTGTTTG 269

Ai10B16962 Araip.B10 16962 p3 (TCT)5 15 79955561 79955575 CCTTATGGCCGAACCTTACA GCTTTTGTCTTCCCTTTCCC 202
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Ai10B16964 Araip.B10 16964 c (TA)9tgttgcttaatgcaacctaagagatat(TA)657 79970695 79970751 CAGAGAAAAGAGAAACCAGAACA ATAATATCTCTTGGGTTGCATTAAG 159

Ai10B16965 Araip.B10 16965 p2 (TA)7 14 79970859 79970872 TTGCTTAATGCAACCCAAGA GCCTCTGCTTTCTACTCGCA 228

Ai10B16969 Araip.B10 16969 p2 (AT)6 12 79980024 79980035 CCTAGATGCACCATGCAATTC CAAAATCCAGTGAGGGTTCAA 234

Ai10B16972 Araip.B10 16972 p2 (CT)7 14 80037262 80037275 TGTTTCTTAACTTTTTCAAAACTACCT GGTGATGATGTGAGGAAGAGA 280

Ai10B16973 Araip.B10 16973 p2 (CT)6 12 80040298 80040309 TAACGCCAGAAAGGGAAGAA TCGGGGAAGGTTGTTATGAG 218

Ai10B16976 Araip.B10 16976 c (A)11gccaacctacgcgcaagcgcaag(GC)748 80105669 80105716 TTTTGGAGGTCCTTTGATGC ACACAGAGTTGGCCCAAAAG 150

Ai10B16977 Araip.B10 16977 c (T)11cgcctata(T)1029 80124334 80124362 AGGCCCTCCTATCCACTGAT TGAAGCAAGAAAAAGCAGCA 213

Ai10B16978 Araip.B10 16978 p3 (GAA)5 15 80125941 80125955 CCCATGACTCGGAGGTAGAA ATCTCTTTCCCACCCAATCC 242

Ai10B16979 Araip.B10 16979 c (AAT)5agggatcctttttaccacagtatagaggtccctgtgtgaatagaagaaaagaagaagagaaaatctgaactc(AG)8103 80135461 80135563 CTTGTCTTTGCTCCTGCTCA CCTCACTCACCAAAAATCCG 168

Ai10B16980 Araip.B10 16980 p2 (AG)6 12 80135797 80135808 GAGGGGGAAGTGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 256

Ai10B16981 Araip.B10 16981 p2 (AC)6 12 80138338 80138349 ATTCACCCAATGTCCCAAGA ATTACAAGCCTTGAAGCGGA 114

Ai10B16985 Araip.B10 16985 p3 (TCT)5 15 80152267 80152281 TCAACATCTCTCTCCCACCC TGGCCCTAAGCATTTTGTTT 221

Ai10B16997 Araip.B10 16997 p2 (TA)6 12 80216374 80216385 TTGCTTGATGCAACCCATAG TCATTTGAGACAGCCTCTGC 247

Ai10B17003 Araip.B10 17003 p2 (AT)10 20 80285687 80285706 CTTGGGACATTGGTTGAGGT ACTTTGGGGCATTTTTCTCC 226

Ai10B17006 Araip.B10 17006 p2 (GT)6 12 80312700 80312711 GTGTTGTCCCCTGCATCTTT TCTGCCACTCTTTGGCTTTT 265

Ai10B17010 Araip.B10 17010 p2 (GT)7 14 80365093 80365106 GGGGACAAAAGTACCCCAAT GGGGCTAAGGTAAGGGTGAG 235

Ai10B17011 Araip.B10 17011 c (T)11gtggaaacatatacaagaacatcactacatatggtttacacatgattaatacatgtgtatgtacccaattcccaaaatttttcaacaaaa(AC)6ttttatctctacccaatgtacccaactttctcaaaatcaaatgatgaacactctcactagcctaagctaatcaaatatccaaacaagggacatttattg(T)11223 80368515 80368737 GGCATTTTTGACCCCTTTTT TTGAAGCACATTACAAGCCTAA 279

Ai10B17013 Araip.B10 17013 p2 (AG)6 12 80377072 80377083 AGGCTGGAGAATGAGGGAAT GGAACATTGAACCTGGAATGA 172

Ai10B17014 Araip.B10 17014 p2 (AG)6 12 80396493 80396504 AGCGATTTCTGGATCCCTTT GGAATATTGAACCTGAAATGAAAAA 226

Ai10B17019 Araip.B10 17019 p2 (AT)18 36 80457034 80457069 TGCCTTAGGGCAACGATAAA AATTCCTTCCCGTACGCTTC 223

Ai10B17024 Araip.B10 17024 p3 (TCT)6 18 80506909 80506926 GCAGAAGCTCAAGAACCACC TTAGAATGTTGCTCGCCCTC 231

Ai10B17033 Araip.B10 17033 c (A)10caggaggaacatgccgaaaatgaggccattatggctcacccttaggtgtcctcctcgggatagcgtcatttaaaaatgagggtcagcacaacgtat(A)10116 80529958 80530073 TTAGGTCTCCTCCTCGGGAT ACCTAAAGGCGAGCCGTAAT 266

Ai10B17037 Araip.B10 17037 c (A)11g(A)10cggaggagcttgccgaagatgaggccattacggctcgcctttaggtgtcctcctcaggatagcgtcatttaaagaacgagggtcagcac(A)11ctggagtagcctgccaaagatgaggctattacggcttgcctttagatgtcctcctcgggatagcgtcatttaaagaacgagggtcatcacaactt(A)10227 80530845 80531071 TCGTTTAAAGAACGAGGGTCA CCTTATCTTCGGCAGGCTC 280

Ai10B17043 Araip.B10 17043 c (A)12ctggagtagcctgccaaagatgaggctattacggcttgcctttaggtgtcctcctcgggatagcgtcatttaaagaacgagggtcagcacaacgt(A)11118 80533273 80533390 ATTACGGCTCGCCTTTAGGT AATGACCTCATCTTCGGCAG 215

Ai10B17045 Araip.B10 17045 c (A)11c(A)10 22 80534105 80534126 TGAGGCCATTACGACTTTCC TAAATGACGCTATCCCGAGG 182

Ai10B17047 Araip.B10 17047 c (A)10gg(A)11 23 80534361 80534383 CCTCGGGATAGCGTCATTTA ACCTAAAGGCGAGCCGTAAT 247

Ai10B17051 Araip.B10 17051 c (A)14c(A)11 26 80535087 80535112 TATGGCTCGCCTTTAGGTGT TAAATGACGCTATCCCGAGG 204

Ai10B17063 Araip.B10 17063 c (A)12caaaaaac(A)1030 80541218 80541247 CGAGGATCAGCACAACGTAA AATGATGCTATCCCGACGAG 276

Ai10B17067 Araip.B10 17067 c (A)11ctg(A)11 25 80541883 80541907 TGTCCTCCTCAGGATAGCGT GTTGTGCTGACCCTCGTTCT 166

Ai10B17072 Araip.B10 17072 c (A)10c(A)10 21 80542777 80542797 CCTCGGGATAGCGTCATTTA CCGAGGAGGACACCTAAACA 277

Ai10B17079 Araip.B10 17079 c (A)11caaattttcgaaatatatttataaaattcagattttttatttc(A)12taaaataa(T)1084 80602027 80602110 TTGGTGTTTTCCCTCCAAAA TTCGAAAAAGATGAGGAGAGAGA 271

Ai10B17081 Araip.B10 17081 p2 (AG)6 12 80625572 80625583 TTTCTGAATGGTGCTTGCTG CTCTTCCTCACCCACCAAAA 263

Ai10B17086 Araip.B10 17086 p3 (AGA)7 21 80670448 80670468 AGCCTTTGTCTTCCCTTTCC CCATTCACCACTCACATCCA 208

Ai10B17088 Araip.B10 17088 p2 (TA)6 12 80680200 80680211 TTTCAAGGTTGTAATGGGGC CAAAAGTGGGAATTTTGGGT 163
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Ai10B17089 Araip.B10 17089 p4 (TTAT)5 20 80680417 80680436 CCTAGCTACCCAAAATTCCCA GGGTACCTACTCATGTGAGACCA 235

Ai10B17090 Araip.B10 17090 c (A)12gaaaaaaaaatttcaaaaatttcttttggttttct(A)1057 80721563 80721619 CGGCATGAGTCTCTAAACCC TTTGGAGGGAAAACACCAAG 195

Ai10B17091 Araip.B10 17091 c (A)10tcatatctttttcgaaaatcttcaaccacttttatttatttttattttattttcgaaataaataaatacataaataaat(A)1099 80721855 80721953 TTTTGTTTCTCCCTTTTTCCC CTGGACTGTTCATTTCCGCT 257

Ai10B17095 Araip.B10 17095 p2 (CT)6 12 80754700 80754711 TGTTTAACGCCAGAAAAGGG GTGAGAGGTTGTTTTGGGGA 242

Ai10B17097 Araip.B10 17097 p2 (TC)6 12 80765434 80765445 GAAAACTCCTCACCACTTTTTCA GGGAGGAAGGGTTCGAATTA 235

Ai10B17101 Araip.B10 17101 p2 (AT)6 12 80792783 80792794 TGTTCCTTGGTGTTTTCCCT TTGAAAGGATTTGATTGGAAAAG 242

Ai10B17103 Araip.B10 17103 c (T)10cttcttccctccttacttttctattcttctttttatttttatgttttcttctccttttc(T)1281 80802866 80802946 TTCTTCCCCTTTCTTCCTCC TTGCCAAACAAGTCCTTAACAA 264

Ai10B17110 Araip.B10 17110 p2 (GC)7 14 80849966 80849979 ACACGCCGAAGGTGTATTTC GGCACAGGTTAGGCACAAGT 233

Ai10B17112 Araip.B10 17112 p3 (GAA)5 15 80864519 80864533 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177

Ai10B17113 Araip.B10 17113 c (AAT)5agggatcttttttaccacagtatagaggtccctgtgtgaattgaagaaaagaagaagagaaaatctgaactc(AG)699 80867746 80867844 CTTGTCTTTGCTCCTGCTCA CCTCACTCACCAAAAATCCG 166

Ai10B17114 Araip.B10 17114 p2 (AG)6 12 80868079 80868090 GAGGGGGAAGTGAATTTTCG TTGATTTTCAAATTTGTTTCAACT 255

Ai10B17117 Araip.B10 17117 p3 (AAC)6 18 80914251 80914268 TGACAACACAAGGTTGGCAT TGGTATTGTGGTGGTGGTTG 261

Ai10B17119 Araip.B10 17119 c (A)14(TA)8 30 80950547 80950576 GGGGAATTTGGATACCTACTCA TGGGGTAATTTTGTCCCCTT 144

Ai10B17120 Araip.B10 17120 p2 (AT)37 74 80951149 80951222 AGTTCCCTGCTTTCATGAGC TGATCAAGTGGACAAGAATCACA 243

Ai10B17121 Araip.B10 17121 p3 (TCT)5 15 80957409 80957423 ACCCCTTTCATTGGGTTAGG TAGCATGAATTCCTCGTCCC 200

Ai10B17131 Araip.B10 17131 p3 (TTC)5 15 81003486 81003500 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 248

Ai10B17135 Araip.B10 17135 p3 (CAT)5 15 81038610 81038624 CACCACCACCATCATCAGAA TCTGCCGCTTCTTCTTCTTC 278

Ai10B17136 Araip.B10 17136 c (CTT)9gttgttgttgattctgggttct(TGA)564 81038854 81038917 GAAGAAGAAGAAGCGGCAGA CGTCATCCTCATCAAAACCC 165

Ai10B17137 Araip.B10 17137 c (TGA)8(TGG)7ttgttctgattctgagttctgataa(TGG)688 81039138 81039225 ATGGAGTGGCAGTGGATAGG ATGCCCATATCCCTTCTTCC 213

Ai10B17140 Araip.B10 17140 p2 (AG)7 14 81160931 81160944 CATGGAAGAATTCATAGATCCAA CCCATTCAAAGAGAGCTTGC 230

Ai10B17142 Araip.B10 17142 p4 (AAAT)6 24 81186839 81186862 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 166

Ai10B17144 Araip.B10 17144 p2 (AG)7 14 81194299 81194312 AGAGTGGTGGAGGTGATTGG CGTTTAATGCCAGAAAGGGA 254

Ai10B17146 Araip.B10 17146 p3 (GAA)5 15 81213665 81213679 CCAACATGAAAAATGCATGG TTCACATCTTCAACCCCTCC 263

Ai10B17147 Araip.B10 17147 c (T)11atgcagaatgcagtatgcagctaattcatgcagagatgagaaatggatactgag(A)1479 81214364 81214442 TCACGCACACACATATGACG GCGGAAAACTGAGCTAGTGG 260

Ai10B17150 Araip.B10 17150 p2 (GC)6 12 81235286 81235297 ATACTCCTGGGCCAAAAACC GGTGTGGCACAACTCTCAAG 192

Ai10B17154 Araip.B10 17154 p2 (CT)6 12 81248488 81248499 TTTTGTTTCTTTCTTTCCTTTTTCA GAAGGGGATGAGAGGAGGAG 194

Ai10B17155 Araip.B10 17155 p2 (TA)8 16 81255014 81255029 GCCAGCTTATGGACTCCTTG CATCATTCAGTCATCCAGCC 148

Ai10B17157 Araip.B10 17157 p2 (TA)8 16 81273812 81273827 TATTCGAAAGCGACATTCCC ATCGCCACCACCTACTGAAC 278

Ai10B17159 Araip.B10 17159 p2 (AT)6 12 81277542 81277553 GCACTATTCAAGCTCCCTCG AGCTTGTCATGTGATGGTTACA 277

Ai10B17165 Araip.B10 17165 p2 (CT)6 12 81309440 81309451 CCTAAATGGAGCAGGGATGA ATAGGAGTGGGTTTGGGAGG 161

Ai10B17166 Araip.B10 17166 p3 (TTC)5 15 81309618 81309632 CCTCCCAAACCCACTCCTAT GAAAAAGCAAAAAGCAACGC 206

Ai10B17173 Araip.B10 17173 p3 (TTA)5 15 81386584 81386598 GAGAGGATGGGATGTAGCCA CAGGCGGATATCAAATGGTT 238

Ai10B17175 Araip.B10 17175 p3 (AAT)8 24 81389036 81389059 CCGACTTCCATGGGTTAGTT CAGGTTGTGTGTTCTTTGGC 271

Ai10B17176 Araip.B10 17176 p2 (TA)22 44 81389859 81389902 ATCAATGCACATGGGACAAA AATGGGGCTGAGGTAAAGGT 241



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B17177 Araip.B10 17177 p2 (GA)8 16 81398689 81398704 GGGGGAAGGAGAAAAAGAAA CCGCACAGTTTTCCTGATTT 179

Ai10B17180 Araip.B10 17180 p3 (GAA)6 18 81411346 81411363 TTGCATAGCTGGCAAATGAG GCCCTCCATTCTTCATCAAA 259

Ai10B17183 Araip.B10 17183 p3 (GAA)5 15 81416635 81416649 CGGTCTTAGGTGCCATCAAT GCCCTCCATTCTTCATCAAA 206

Ai10B17189 Araip.B10 17189 p2 (TA)59 118 81467722 81467839 TTTGGGGTATTTTTGTCTCCTT TGGAAATTGGACATATTCATGC 271

Ai10B17192 Araip.B10 17192 p2 (TC)6 12 81487467 81487478 GGCCCAGATCCAAGTACAGA AAACCTGGGATCCAGAGTTACA 189

Ai10B17193 Araip.B10 17193 p2 (TC)7 14 81504674 81504687 AAAGGGAGCTCGCATATTTTT CAAAGAACAATCTGTGACATGGA 231

Ai10B17194 Araip.B10 17194 p2 (TA)7 14 81518277 81518290 TATTTTGGGGCATTTTGTCC AGGGAAAATTGGGTTTGGAA 222

Ai10B17207 Araip.B10 17207 p2 (GA)6 12 81609825 81609836 AAGAGGGGGAGCTTGAAGAG GACAACGACAGCTTCCAACA 238

Ai10B17208 Araip.B10 17208 c (A)10ttagaaaatcataaaaat(A)1038 81626606 81626643 TATTAAGCCATGCCTGACCC TGAGTATGCAATTGACACCAAA 238

Ai10B17209 Araip.B10 17209 p3 (TTC)5 15 81631277 81631291 CCTAAATGGCCGAAACTTCA TAGAATATTGCTCGCCCTCG 185

Ai10B17211 Araip.B10 17211 p3 (TTC)5 15 81635717 81635731 TGGAATGCAAACGACTCAAA GGAAAAGGCAAGGGAGAAAC 171

Ai10B17212 Araip.B10 17212 p4 (TATT)6 24 81651955 81651978 TTCGAATTTCTCTCTCCCTCA TCAGGTTCCGGATCAACTTC 276

Ai10B17213 Araip.B10 17213 p3 (AAT)5 15 81653277 81653291 ACCCTGAGAATCCTGCAATG TTCCAAACCTATTTTCCCACC 164

Ai10B17214 Araip.B10 17214 p2 (TC)9 18 81701472 81701489 TCGAATTTTGTTTCTCTCTCCTC AAGAGAGGGGTTCGAATTATGAG 167

Ai10B17218 Araip.B10 17218 p2 (AG)8 16 81771164 81771179 CATGGAAGAATTCATAGATCCAA CCATTCAAAGAGAGCTCGGA 229

Ai10B17219 Araip.B10 17219 p2 (AG)7 14 81778788 81778801 TGAAAGGGAAGTTTAAAACAAAGAA GGCCCAGATCCAAGTACAGA 216

Ai10B17224 Araip.B10 17224 p2 (TA)37 74 81817882 81817955 CCAAGCAAAACAAGCTCAGA TTGGTGTAAACATTCTCTCCTGAA 277

Ai10B17226 Araip.B10 17226 p2 (AG)16 32 81833208 81833239 TTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCCC 260

Ai10B17229 Araip.B10 17229 p3 (GAA)5 15 81857668 81857682 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 217

Ai10B17230 Araip.B10 17230 p3 (AAT)5 15 81860505 81860519 GTTCTTGTCCTTGCTCCTGC GAACCCCCTCTTCCATCTGT 150

Ai10B17231 Araip.B10 17231 p2 (AG)7 14 81860664 81860677 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 217

Ai10B17232 Araip.B10 17232 p2 (AG)7 14 81860831 81860844 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 279

Ai10B17235 Araip.B10 17235 p2 (TA)8 16 81884546 81884561 TACTTCGGGGCATTTTTGTC ATGGGAAACTTGGGACATTG 248

Ai10B17236 Araip.B10 17236 c (A)10(T)10 20 81885130 81885149 GCTCAAAAATCATGTTCCACAA TCATCTTTGAGTGCACCGAG 279

Ai10B17238 Araip.B10 17238 p2 (TA)20 40 81893258 81893297 CCCATCTCAATTGTAAAGGCA TAATCACGGCATTGAATGGA 241

Ai10B17241 Araip.B10 17241 p4 (TATT)5 20 81944168 81944187 TCAATTTGCCTTTGTTTCTTTTC AGAGAGAGGGAGAGGGTTCG 189

Ai10B17242 Araip.B10 17242 p2 (CT)6 12 81950553 81950564 ATTCCCCAAAACACCATTCA TTGAAGGTGGTAAGGATGGG 217

Ai10B17244 Araip.B10 17244 c (A)10ttttcaaaaatctttcaaaaaaaatttctcatctgttttcg(A)1162 81965518 81965579 TTTCGTGCACCAAGTTTTTG AGTCAGCCAGGCTTCAACAT 265

Ai10B17245 Araip.B10 17245 p2 (CT)7 14 81966913 81966926 CTTTTTGTTTGTTTCTTATCTTTTTCA GATGAGGGAGAAGGATTTTCG 222

Ai10B17246 Araip.B10 17246 p3 (TTC)5 15 81969984 81969998 ACACAACCCTCTCTTCCCCT ACCATCAATGGGAATGGAAA 168

Ai10B17249 Araip.B10 17249 p3 (TTC)5 15 82029608 82029622 AAAACAGATTGTTGCAGGGC CCAACAAGCAAGCTCAATCA 269

Ai10B17252 Araip.B10 17252 p2 (CA)6 12 82077347 82077358 CCTTTAAATGAGCACGGGAG TACAATAGTGGCCTGGGAGC 173

Ai10B17257 Araip.B10 17257 p2 (TA)12 24 82184823 82184846 ACGTTGCTTTACCGCACTTC CCCCTTTTTCAATCAAACCA 262

Ai10B17259 Araip.B10 17259 p2 (AG)6 12 82197907 82197918 AAAGAGGGAAGGGATTTTCG TCGAATCTTTTTCAAAACTAATTTCA 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B17263 Araip.B10 17263 p2 (CT)6 12 82206778 82206789 CGCCAATTTCCACTTCTCAT AAAGAACCTGGGATTGAGAGTT 124

Ai10B17264 Araip.B10 17264 p3 (TCT)5 15 82226118 82226132 TCCCAGGATTGGGATTGATA GGCAAAAGGGTAGTTGGTGA 153

Ai10B17266 Araip.B10 17266 p3 (GAA)8 24 82231817 82231840 GTTTAGTGCCACCGGAAGAG TCTCACCCCCTTTCTTTCCT 152

Ai10B17267 Araip.B10 17267 p2 (GC)6 12 82231943 82231954 AGGAAAGAAAGGGGGTGAGA ACTTATGCCACCTTTGTGCC 188

Ai10B17269 Araip.B10 17269 p3 (AGA)5 15 82254084 82254098 AGGAGAAACAAAAGTGCATCAA GACCAAGGATTGAAGGGGAT 273

Ai10B17273 Araip.B10 17273 p6 (AGAAGT)7 42 82284472 82284513 GGATTTGCACCCAAAATCTG TCCAAATACATTTCTGCTCCTAC 178

Ai10B17276 Araip.B10 17276 p2 (AT)9 18 82316318 82316335 AAAAAGCAGTGAAGAACAAGGC GAATGGAATGCTTGGCAGTT 131

Ai10B17279 Araip.B10 17279 p2 (TA)7 14 82335269 82335282 GGATCCAAATGAGCTAGGCA TTCTGGGTGTAAACATTCTCTCC 276

Ai10B17283 Araip.B10 17283 c (T)10cttttcttttttctatataca(T)1041 82353151 82353191 GGGCATTTTGTCCCCTTTAT AACTTTGGGACATTGGTTGG 243

Ai10B17284 Araip.B10 17284 c (A)11(T)10 21 82356244 82356264 TTTGGACAACTGACGGTTCA ACATGTGGAGGCCTCAGTCT 275

Ai10B17285 Araip.B10 17285 c (T)10caaataattttcg(A)1033 82356569 82356601 AGCCATGCTTAACCCTCAGA TGAACATGCAATTGACACCA 206

Ai10B17286 Araip.B10 17286 p2 (CT)8 16 82357621 82357636 TGTTTGTTTCTTATCTTTTTCAAAACT AGGAGCAGTGATGTGAGATGAA 277

Ai10B17292 Araip.B10 17292 p2 (AC)6 12 82404880 82404891 GGACCAAACGGGCTAAAAAT ACAAGAAACGCGTAGCCACT 244

Ai10B17306 Araip.B10 17306 p2 (TC)6 12 82560796 82560807 GCACAAAGCTGGCGTTAAAT AGGGTATTTGGGGAAGGTTG 209

Ai10B17308 Araip.B10 17308 c (T)10cctttctatttttttcgcctatttta(T)1248 82595223 82595270 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 247

Ai10B17311 Araip.B10 17311 p4 (TCAT)5 20 82608967 82608986 TTCACTTTGGGGCATTTTGT TTGGGAATTGGGTACATGCT 172

Ai10B17312 Araip.B10 17312 p2 (AC)7 14 82609131 82609144 AGCATGTACCCAATTCCCAA TTTGAGCCTACGATCAACCC 204

Ai10B17322 Araip.B10 17322 p2 (TA)6 12 82647704 82647715 CATCTCATTTGCAAAAATGCTT GTTTGTCAACCTCCCCACAC 257

Ai10B17326 Araip.B10 17326 p4 (TAAA)6 24 82668319 82668342 CCTGATCACTTTCTCTCTCCTCA CCAATGGAGGGTATGCAGAT 253

Ai10B17329 Araip.B10 17329 p2 (AT)7 14 82689340 82689353 CGCCATAAAGCGAAGGATAA GATTAGCCGGTCTAAACTCCG 242

Ai10B17334 Araip.B10 17334 p2 (AT)10 20 82723664 82723683 TTGGAAGAGTTGGGAGCATT CACTTTGGGACTTTTTGTCTCC 269

Ai10B17335 Araip.B10 17335 c (TA)11(GA)7aagaaatagtaatactgctccagaatacacaaggtaataatttaagtaaacaag(AT)6102 82726286 82726387 CTTATCTCGCGCCATAAAGC GATTAGCCGGTCTAAATTCCG 225

Ai10B17342 Araip.B10 17342 p2 (CT)6 12 82777565 82777576 TCTTGTGATTTCCTATGAATCAAGTC AAAAAGAGGGCAGATATTTTCG 274

Ai10B17343 Araip.B10 17343 p3 (TTC)5 15 82779645 82779659 CTCTACACTCCTCTTGGCCG TCTTCCCCTTCCCCTTTCTA 200

Ai10B17345 Araip.B10 17345 c (AC)6ggttccctgagccaaag(A)1140 82807936 82807975 GCTACCCTCTTCCCCAAGAC GAGCTCTCTCCTCGCTCAGA 227

Ai10B17346 Araip.B10 17346 p2 (AC)7 14 82813508 82813521 ATTCCCAAATCCCAGAAACC CGATCTCTCCCTGTTTCGAG 273

Ai10B17347 Araip.B10 17347 p2 (GA)6 12 82813984 82813995 CGATTCGTCTAGTCGCCAAT CCACCCTTCTCTCTCAGACG 258

Ai10B17352 Araip.B10 17352 p3 (ATT)7 21 82843428 82843448 TGGGGTAATTTTGTCCCCTT GAAGATTGTGGGAACATGGG 224

Ai10B17353 Araip.B10 17353 p2 (CT)7 14 82861723 82861736 TGTCGTTTTTCAGATGCAGG TCAGGTAACCCTCGGAACAC 261

Ai10B17356 Araip.B10 17356 p2 (CT)6 12 82895082 82895093 GGTTCATAAGTCAATTGGGCA GCCCGGAAGACACAGATTAG 274

Ai10B17357 Araip.B10 17357 p2 (AG)7 14 82906619 82906632 AAAGGGGAAGGTGATTTTCG TGATTTCAAACATCAATTCTTTTCA 235

Ai10B17359 Araip.B10 17359 p2 (CT)7 14 82960845 82960858 CGGATCTGGTTTATGCTCGT GAATCGGAGAGGAGGGAGAC 280

Ai10B17361 Araip.B10 17361 c (TTA)19ttttc(T)10 72 82968986 82969057 CAAATGCAAACCTAACTACCCA TCATGAATTGAATGTTGAACCA 279

Ai10B17362 Araip.B10 17362 p2 (TA)7 14 82969712 82969725 ACTCAAATCAATTGGGGTGC CATTCTTGGCTTGGAAGGAG 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B17365 Araip.B10 17365 p3 (TGA)5 15 82979227 82979241 TTGGGGAACAAGCAATTTTC TTTTGGAGTTCGCTTGCTTT 144

Ai10B17368 Araip.B10 17368 p2 (TA)8 16 82988955 82988970 TCTACATTTTGCACTTTGGGC TCAATTTACCAACATTTATTGCTC 238

Ai10B17369 Araip.B10 17369 p2 (AT)11 22 82989609 82989630 GTGCATGCTCATGTGAAACC CTGGGGTAATTTTGTCCCCT 134

Ai10B17370 Araip.B10 17370 p2 (AT)7 14 82992124 82992137 TTTCATGAATTTTGGGGGAG TGTGTGTGTGTGTACGTGGG 261

Ai10B17371 Araip.B10 17371 c (AC)6(AT)8(AG)1048 82992334 82992381 CCAAAATGGGTGAATTGGG GATATCTCGGGGGTTTCCAT 218

Ai10B17372 Araip.B10 17372 p2 (TA)14 28 83011274 83011301 TCAGAGGTCACGACAATGCT TGTAGGTTGCGGCTAGTTCC 194

Ai10B17374 Araip.B10 17374 p2 (TA)6 12 83044591 83044602 TTCACTTTGGGGCATTTTGT TTATGGGGAAACTTGGGACA 264

Ai10B17377 Araip.B10 17377 p4 (TTTA)5 20 83068689 83068708 TGAAGGCAATGTTGAGCAAG CTTGCCAGTGAGCTCCTTCT 257

Ai10B17386 Araip.B10 17386 p2 (AC)6 12 83115286 83115297 TGCAAAAACAAGGAAGCAAA AGGATGAGTGAAGTGCATGTT 188

Ai10B17388 Araip.B10 17388 p2 (GA)9 18 83134770 83134787 GGGGAAGAAGAAAAGAAAACC CGCGACTGCGTCAATTAGTA 238

Ai10B17389 Araip.B10 17389 p2 (CT)6 12 83139611 83139622 CATTCTGGGCATTTAACGCT ATAGGTGAGGGGTTTTTGGG 254

Ai10B17393 Araip.B10 17393 p5 (TATTT)5 25 83201434 83201458 GGGGAAGAGGAGTTCGAATAA AATTCTTCTTTCTCCTAATTGTCG 221

Ai10B17394 Araip.B10 17394 p2 (GA)6 12 83205070 83205081 TGTGAGGAGGGTAGAGATGTGA TGTTTCTTATCTTTTTCAAAATCACC 277

Ai10B17398 Araip.B10 17398 p2 (AT)11 22 83227072 83227093 GTACGCGTGACCCTTGAAAT CAAAATCCATCACTAAGGCCA 254

Ai10B17399 Araip.B10 17399 p2 (TA)6 12 83228119 83228130 CTTTCTGCAAGCGAAGGACT CGGCTCACGAAGTTAAGACC 203

Ai10B17401 Araip.B10 17401 c (TA)8(GA)8 32 83230195 83230226 CGCGACATGTAACACCCTAA TCATGTATACGTTTTGCGCC 224

Ai10B17404 Araip.B10 17404 p2 (CT)6 12 83253333 83253344 TGGAAGCATTTCACAGTTCG AAGTGTACGCAGGCAGAAGG 199

Ai10B17405 Araip.B10 17405 c (GAGT)7gtgtgtgggtgt(GA)1876 83256922 83256997 TAAACCCTAGAATGCACGGC TAATCAAACAAACCTCCCGC 276

Ai10B17411 Araip.B10 17411 p2 (TC)7 14 83300261 83300274 TCACTAACCTCTTTTTCAAAATTCC AGAGAGAGGGAGAGGGTTCG 234

Ai10B17412 Araip.B10 17412 c (TC)6ttaccctataaatacccctccttaccaccttcaatttcacacatcatacacacttaaacccccttggccgaatccactcctcccctccatctcatccat(TTC)5126 83303539 83303664 ATATTTCCCTCCCAAACCCA AAGCAGAGCTTTTTCCCACA 235

Ai10B17415 Araip.B10 17415 p2 (AT)8 16 83346637 83346652 CAAGAGCCATCACCTCTGAA ACCCCAAAATACATGTCCCA 280

Ai10B17419 Araip.B10 17419 p2 (TA)6 12 83370268 83370279 AGCTCAAAAACCATGTTCCA TTAAGTGTGGGGAGGTCGTC 261

Ai10B17420 Araip.B10 17420 p2 (GA)7 14 83375986 83375999 CACAAGCATATGGTGAGGGA TCTTTCCCCCTTCTCCTTTC 231

Ai10B17423 Araip.B10 17423 c (A)10ttttactcaaatcaattaaggtgccctatatataaaattcttggaaaatttcattattttgactaagcttat(TA)694 83387382 83387475 TGCTTAGCTCAAAAACATATTCCA TTAAGTGTGGGGAGGTCGTC 266

Ai10B17424 Araip.B10 17424 p2 (TA)9 18 83391036 83391053 CCACGCAATTAAGCTCAAAA GCCATTTTTGGGTGACAAAT 274

Ai10B17429 Araip.B10 17429 p2 (CT)6 12 83413193 83413204 TCCTTATCTTTTCAAAATTTGTTTCA GATGAGAGAGGGAGAGGATTTTT 265

Ai10B17431 Araip.B10 17431 p3 (TCT)6 18 83421216 83421233 ATCTCTTTCCCACCCAATCC TATCTCCCATGGCTCAGAGG 246

Ai10B17433 Araip.B10 17433 p2 (CT)8 16 83437961 83437976 TTTCTTCTTTTCCCCCTTCC CAGGCATATAATGGGGGATG 246

Ai10B17434 Araip.B10 17434 p2 (TC)6 12 83458020 83458031 ATTCAGAGAGAGCTCGCCAA CCTGATCAAAAGAGATAATCCTGAA 135

Ai10B17435 Araip.B10 17435 p2 (TC)6 12 83465795 83465806 ATTCAAAGAGAGCTCGCCAA GGATTCATAAAGTAGCTTGCAAAA 180

Ai10B17436 Araip.B10 17436 p3 (AGA)5 15 83471946 83471960 TGTCTTCCCTTCCCCTCTTT CACACATCCCTCCATCTCCT 164

Ai10B17441 Araip.B10 17441 p4 (TTTA)6 24 83492826 83492849 CCATGATGGAGAAAGGGAGA TCGAAATTCATTTCAAAAATTCA 227

Ai10B17442 Araip.B10 17442 c (A)10tt(A)10 22 83512821 83512842 GGTTCATCTTGTTGCTCAGATT TGGCTTAATAGCCAGCCAAG 277

Ai10B17444 Araip.B10 17444 p2 (CT)6 12 83514419 83514430 AACATCTCTCCCTCACCCAC TGCCTTTTTCCTTGTTCCTG 178
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Ai10B17446 Araip.B10 17446 p4 (AAAT)6 24 83549555 83549578 CGTGGGAACTTGGGTTGATA TTGGGATAATTTTGTCCCCTT 203

Ai10B17452 Araip.B10 17452 p2 (TC)16 32 83591578 83591609 GAAAACTCCTCACCACTTTTTCA ACAGAGAGGCAGGAAGGGTT 262

Ai10B17453 Araip.B10 17453 p3 (TAA)9 27 83612869 83612895 AAATATTTTCGTGATTGGGGG CGAAAAATTACCTTTTCTGCATT 233

Ai10B17455 Araip.B10 17455 p3 (AAT)5 15 83621894 83621908 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 261

Ai10B17456 Araip.B10 17456 c (T)11aaaattgaaaataaaaataaaataattagttaattaaaaagaatttttgaaaaagagggaagatattttcgaaaatt(AG)6100 83622145 83622244 AAGATGGGAGAGGGAGAATTT TTTCAAAATTTGTTTCAACTAACTAGC 262

Ai10B17462 Araip.B10 17462 p3 (GTT)5 15 83664274 83664288 CTCGTCCCGTTTCTCCATAG TCAAGGGTGGAGGGTTAATG 268

Ai10B17463 Araip.B10 17463 p3 (TCA)5 15 83668138 83668152 CAAGATTTTCACATCGGGCT GCATGGACAACATTGTGGAG 173

Ai10B17467 Araip.B10 17467 p3 (CAT)5 15 83695961 83695975 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 268

Ai10B17468 Araip.B10 17468 c (T)10ctg(A)10 23 83699004 83699026 CACCCCACCATGGTAAACTC GCGCGTTCATTTTTCATTTT 280

Ai10B17470 Araip.B10 17470 p3 (CTT)5 15 83700067 83700081 CGCGTCCTTTCCTATTTCTG CCAAGGACTGTGGGGAAGTA 263

Ai10B17471 Araip.B10 17471 p2 (TC)6 12 83700188 83700199 GTCCTTGGCCATCACTTCTC GAACAGAGTGATGACGGGGT 117

Ai10B17472 Araip.B10 17472 p2 (GA)7 14 83712135 83712148 TTCCCTCTCTTCCAGTCCAA CAAGAGAGGAAGCTGTTCCG 221

Ai10B17473 Araip.B10 17473 c (GT)7gaaagggggc(GTG)539 83712461 83712499 GATTGCGCTCTCTCATCTCC GAATACCCTCACTTTCGCCA 243

Ai10B17475 Araip.B10 17475 p2 (TC)7 14 83723400 83723413 TCTTCTTTCTCTCTCTTCTATTTTCG TCGGGATCAAAGAGAGGTTC 280

Ai10B17479 Araip.B10 17479 c (A)10ttttttttaataactaaataaaaacaaataacctcttaatttatggaaaaacaaaaataaaaacaaaaataaaaataaataaacaagcaaaaat(A)10114 83746048 83746161 GCTTGAAGGTCAAGATGAACG ATCCTAACGTCAAAATGGCG 253

Ai10B17483 Araip.B10 17483 c (AGA)5tggaggttggggaaatggggtgcgcgactgcgcagtgtgcatcgcgtgctagggttatccctattttcgaatcg(GC)6101 83789039 83789139 GGATTTATGGTGAACGGTGG GCGTCCTTCCCTATTTTGCT 259

Ai10B17484 Araip.B10 17484 p2 (CT)6 12 83809789 83809800 TCAAAAAGTTGAAGTTTGTTACTTGC GAAATTTTGAAAAAGGGGGAA 270

Ai10B17485 Araip.B10 17485 p3 (TAT)6 18 83810135 83810152 TCACATCTCTGCCATCCTCA CAGGTTCTGGATCTGCTTCC 206

Ai10B17486 Araip.B10 17486 c (A)11gaaaaaaaaataggc(A)1036 83812729 83812764 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 218

Ai10B17487 Araip.B10 17487 p2 (GC)6 12 83817902 83817913 ACGCACCCATGCTAATTTTC GGAGGGGTGGTAGAAGTGGT 165

Ai10B17490 Araip.B10 17490 p2 (AT)7 14 83844271 83844284 AAGCAGTGAAAAACACGAAGC TTCACTTGACACCTTCACGC 244

Ai10B17491 Araip.B10 17491 p2 (AG)9 18 83849017 83849034 ATCCTTTTGGCCCAGTTTTT CCAAGAGAAGAGAAACTAAAGTGC 268

Ai10B17494 Araip.B10 17494 c* (A)11(AT)11*aataaaaaaggag(A)1156 83874012 83874067 TGGGTTTGGAAACATTTGGT TTCACCATTTACTTTGGGGC 279

Ai10B17502 Araip.B10 17502 p2 (TA)7 14 83924844 83924857 TGTTTTTCTCTCCCATTTCAA GGTTTATCAACCTCCCCACA 280

Ai10B17505 Araip.B10 17505 p3 (TCA)5 15 83949181 83949195 TTGAGGCAAACTTTTGGTCC GGGGAACAAGCAACTTTCAA 200

Ai10B17511 Araip.B10 17511 c (A)14taaataaaaaaataaatataggcg(A)1048 83980699 83980746 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 232

Ai10B17515 Araip.B10 17515 p2 (GA)6 12 84023230 84023241 GAACATGCAAGCAACCCTTT CCTTCTTTCTCACTTTTTACACCC 273

Ai10B17518 Araip.B10 17518 p3 (AAT)5 15 84030453 84030467 TTAAGTGTGGGGAAATTGGG CTTTGGGGCATTTTTATCCC 232

Ai10B17521 Araip.B10 17521 p3 (ACC)5 15 84070037 84070051 CCAAACCCTCTTCATCCCTT GGATGGCAGCTATCGTCAAT 160

Ai10B17524 Araip.B10 17524 c (AAT)16(TAT)14 90 84073586 84073675 TTCACCACTTCATGAGCAAAA CAAATTGTTGTAGACATAGCTTAGAGA 280

Ai10B17525 Araip.B10 17525 p2 (AG)6 12 84088557 84088568 TCGAACACAGAGAGAGGGAGA TTCGAAAATCACAAACCATTTTT 233

Ai10B17528 Araip.B10 17528 p3 (AGT)5 15 84095533 84095547 AAAGTTCTGGCGCTGGAGTA CATCGCTCCAATCAGGAAAT 245

Ai10B17532 Araip.B10 17532 p4 (TTAA)5 20 84106432 84106451 CTCAAATCTTAAAATCAAATCTTTTTC TCCACTTAGGTCCATGAGGG 219

Ai10B17533 Araip.B10 17533 p2 (AG)6 12 84124640 84124651 ATAGGTGAGGGTTTTTGGGG AACGCCAGGATTAGCAGAAA 176
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Ai10B17537 Araip.B10 17537 p2 (AG)7 14 84167080 84167093 CTCACCCCCTCACGTAACAT CGGCCTCTCTCTCTCCTTTT 183

Ai10B17538 Araip.B10 17538 p2 (AT)7 14 84171138 84171151 GCATTGGGGTAATTTTGTCC AAGTGTGGGAAAACTGTGGG 181

Ai10B17540 Araip.B10 17540 p2 (CT)6 12 84213966 84213977 GGCAAGAAGATGGCGTTAAA ATAGGTGAGGGGTTTTTGGG 193

Ai10B17541 Araip.B10 17541 c (A)10tattttcaaaaaatttttcaaaaatttctcctttgttttcg(A)1061 84229455 84229515 TTTGGACAACTGACGGTTCA CCAGCCAGGATTCAACAAAT 230

Ai10B17542 Araip.B10 17542 p2 (CT)6 12 84230917 84230928 CCTTTTGTTTATTTCTTATCTTTTTCA TGTTCAAATTTTTGGATGGGA 266

Ai10B17543 Araip.B10 17543 p3 (AAT)5 15 84231045 84231059 CGAAAATCACTAACCATTTTTCA CTCGAACACAGAGAGGGAGG 148

Ai10B17544 Araip.B10 17544 p3 (TTC)5 15 84233383 84233397 TTGGCCAAATACACCTCTCC GCTTTTGTCTTCCCTTTCCC 195

Ai10B17546 Araip.B10 17546 p2 (GT)14 28 84253888 84253915 AAGGGAACAAAATTATCCCAA GGGTACATGTATGGCCAAGTG 232

Ai10B17559 Araip.B10 17559 p2 (AG)6 12 84324008 84324019 TGTTTAGAGGCCAAACTTAAAAATG TCGACGTATCCCGTGTTGTA 221

Ai10B17562 Araip.B10 17562 c (TC)19(TG)6 50 84351852 84351901 TAATGCAGGGATTGATGCAG CCAAATTAAGCATCTTGCCG 264

Ai10B17565 Araip.B10 17565 p3 (TTG)6 18 84355879 84355896 TGGTCTTGCTGAAAATGTGG AAATTTCATTCCAACGACCG 255

Ai10B17568 Araip.B10 17568 p3 (TCC)8 24 84376025 84376048 GCGTGAAATTACACCGTTCC CGAAGAGGATGAAACACACG 137

Ai10B17569 Araip.B10 17569 p3 (AAG)5 15 84376617 84376631 TGAATGTAAGTTCATCCTCTTTCAA CCCCTCCTCATATTCTGCTG 219

Ai10B17571 Araip.B10 17571 p3 (AAT)5 15 84378829 84378843 TTTTGAAAAAGGACTATCATGAGC AAATCTTTTATTTTCCTAAAACAGCA 277

Ai10B17572 Araip.B10 17572 p3 (AAT)5 15 84383433 84383447 TTTTGAAAAAGGACTATCATGAGC CCTTTATTTTCCCAAAACAGCA 273

Ai10B17573 Araip.B10 17573 p3 (GAA)5 15 84393336 84393350 CACCATACTCACAAGCCCCT TCTTGACTTTCCCATGGAGG 244

Ai10B17575 Araip.B10 17575 c (A)12gaaaagaaagaaaagaaagaaaaaaaaatattaccccaaatgcaaaataataat(A)1076 84396362 84396437 GGAAGCATGCTCATGTGAAA CCCAAATTTTTCCCACTTTTG 237

Ai10B17576 Araip.B10 17576 p2 (CT)6 12 84400010 84400021 ACAGAAATGGGCAGCAGTCT ATAGGTGAGGGGTTTTTGGG 204

Ai10B17578 Araip.B10 17578 p3 (CAT)8 24 84406586 84406609 ATGTCTCCATGAGCATTCCA GTGCATCAGCAGCATATCGT 232

Ai10B17584 Araip.B10 17584 p3 (TAA)6 18 84480734 84480751 GGCTGGTGGGGAGTGTATAA CACTACAGGATAGGCGGAGG 250

Ai10B17586 Araip.B10 17586 p2 (AG)7 14 84494471 84494484 ACCACCGTAACCCTCCTCTT CTGCTGACTCTGCTGCTGTC 260

Ai10B17587 Araip.B10 17587 p3 (CCG)5 15 84494770 84494784 GCCGTATGTTCATCCTCACC GTGAGCAAAGCAATTGACGA 250

Ai10B17588 Araip.B10 17588 p2 (TC)8 16 84495005 84495020 TCGTCAATTGCTTTGCTCAC CCAAAACCGAGCAACAAATC 126

Ai10B17591 Araip.B10 17591 p2 (AC)12 24 84514393 84514416 CGTAATACCGCTCCCAAAAA CCCCTACATTTGTCCCCTTT 257

Ai10B17592 Araip.B10 17592 p2 (CT)8 16 84517689 84517704 TGCCTCCTCTCCTTTGTACG ACTTCTGTCCTTGCCGTCAT 233

Ai10B17593 Araip.B10 17593 p2 (CT)8 16 84522969 84522984 GTTTCTTGGCGGTAGAAACG ACTTCTGTCCTTGCCGTCAT 273

Ai10B17594 Araip.B10 17594 c (GT)8atattacatattaagagtattattatacacg(TA)965 84532131 84532195 AAATTTGCTACGTATGATGCCT AGCTGAATCCATGTCTTCCTG 184

Ai10B17600 Araip.B10 17600 p2 (TA)8 16 84547209 84547224 TCGGTGTGTCCAACCTTATTT CACGCAAACACACGAATTTT 272

Ai10B17602 Araip.B10 17602 p2 (GC)6 12 84569698 84569709 CACAGGGGTGGCATAACTCT GCCTACACTAAGCCACCAGC 276

Ai10B17606 Araip.B10 17606 p2 (TA)7 14 84593342 84593355 GTGGTGACGGCTGGAATTTA CATTGCAAAACAATTTGCTG 269

Ai10B17608 Araip.B10 17608 c (AAT)5ggagaaagagaaagaaaaagagaaagagaaaaaagaaaaaagaaaaaaatgaagaaggaaagaaaaaaagaaagagaaaaaaata(AT)10120 84593712 84593831 AACAAGAAGAAGAAAATAATGTCGAT ATGGAGGCTGGTACTGGATG 254

Ai10B17609 Araip.B10 17609 p3 (GAG)6 18 84599514 84599531 CCTCACCAGAAGAGCCAGAC AAAGGGTCCAGGAGGCTAAA 214

Ai10B17610 Araip.B10 17610 p2 (AG)6 12 84601501 84601512 ATTTGTACCGTCGTGGCTTC AACAGCCACACACTCTTGGA 249

Ai10B17611 Araip.B10 17611 p2 (AT)9 18 84608778 84608795 CCTAACTCAACCTGCGAAGC CTGGCATTCCCAAGGACTTA 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B17613 Araip.B10 17613 p3 (TCA)6 18 84612194 84612211 AGATCAAAAACCACCAACGC GCGCTCCTGAAGAGAAGAAA 261

Ai10B17615 Araip.B10 17615 p3 (TGG)7 21 84613868 84613888 TGGTTTGGTGTTGTTGCTGT AGCGTGAAAATCGAAATCGT 279

Ai10B17621 Araip.B10 17621 p2 (TA)7 14 84660584 84660597 GTCGCATCTACTCCCATCGT GCACAGAAAAATTGAGCCCT 202

Ai10B17625 Araip.B10 17625 p3 (TTC)5 15 84685983 84685997 TTCCTCTTGGCCGAATACAC TAAAATGTTTGCTCGTCCCC 100

Ai10B17627 Araip.B10 17627 p2 (TG)9 18 84698863 84698880 GGAAATGAACTTAGGCATTTTGA CAAGGTTGCGTGTTCTAGCTC 215

Ai10B17628 Araip.B10 17628 p2 (AG)6 12 84708390 84708401 AATTTCTGGGCTGCTTTTGA GGAACATTGAATCTGGAATTGA 219

Ai10B17630 Araip.B10 17630 p2 (TA)8 16 84725479 84725494 GTACCCTAGCCGGCCTAAAC AGCGTGAAGTCGAAAGCAAT 125

Ai10B17631 Araip.B10 17631 p2 (CT)6 12 84732018 84732029 ATGCACCCATTCAAAGAGAG TCAAGGAACTGCGAGGAAGT 280

Ai10B17632 Araip.B10 17632 p2 (CT)8 16 84738190 84738205 TGTGGGAATACACCCATTCA CATGGAAGAATTCATAGATCCAA 249

Ai10B17635 Araip.B10 17635 p4 (TTAT)5 20 84759876 84759895 CCAAATTTTCCATAAATTCACCA AATCGTGGAAACTTGGGTTG 271

Ai10B17636 Araip.B10 17636 p2 (AG)18 36 84764410 84764445 CGCAAAAGTAACAAAAGCCA TCTTTTCCCGTTGTCTCCTC 202

Ai10B17637 Araip.B10 17637 p3 (ACC)5 15 84765219 84765233 ACTAATGCTCCCACCACCAT ATTGACGCCCCTTTTCTTTT 267

Ai10B17641 Araip.B10 17641 p2 (AT)19 38 84768940 84768977 TTCGGTTGGGTGTTACAAGA AAAGATTAGCGGTAATTATGTTTAGAA 242

Ai10B17642 Araip.B10 17642 p2 (TA)12 24 84770985 84771008 ACGTGGGTTTTTGATTGAGC GCTCATTTCATGTGTCACGC 104

Ai10B17643 Araip.B10 17643 p4 (AAAT)5 20 84774992 84775011 TGCAGTCTACCAAACCCCTC ACATCAAAGTTCCGAAACCG 246

Ai10B17647 Araip.B10 17647 p2 (AG)25 50 84779754 84779803 ATATTTCTGCTTCGGCGCTA TCCTTGTCCTTTGCATACCC 279

Ai10B17649 Araip.B10 17649 p2 (CT)6 12 84801187 84801198 CTAGGATTGGCAGCAAGAGG GGTGAGGTAGGTGGGGTTTT 235

Ai10B17650 Araip.B10 17650 c (A)13gaaagagagaaaag(A)1037 84802892 84802928 TGAACCAAGAAAAAGCAGTGAA CCGCTCAGTCTCAGGTTTTC 277

Ai10B17652 Araip.B10 17652 p2 (TC)6 12 84820567 84820578 TCGAAAATTATTAACCTCCTTTTCA AGAGAGGGAGAGAGGGTTCG 239

Ai10B17654 Araip.B10 17654 p3 (AAT)5 15 84834469 84834483 GCTGCCATCTCCTCTTCTTG CCCCTTCCTTTCTTCCACTC 246

Ai10B17656 Araip.B10 17656 p5 (TTTAA)5 25 84839207 84839231 CGAAAATTACTAACCCCTCTCTCA GAAGGAGGTGATAGATGGAAGAA 193

Ai10B17658 Araip.B10 17658 p3 (AAG)5 15 84842987 84843001 AGGGAGGAGCAACAAAGACA GAACGGGTCCACCTTAGTGA 106

Ai10B17663 Araip.B10 17663 p3 (AGA)6 18 84914030 84914047 AAATGGGAGAAAATGGGACC TCTTGCGATGCCAATAATGA 178

Ai10B17667 Araip.B10 17667 c (A)10ttt(AATA)6 37 84928161 84928197 GCGTACGCGTCACTCTTAAA TGCAATGAATGAAAGTAAGCAAA 268

Ai10B17669 Araip.B10 17669 p2 (GT)6 12 84929520 84929531 TTTGAGCCTATGCTTAACCCA ATTCACCCAATGTCCCAAGA 157

Ai10B17675 Araip.B10 17675 p2 (AT)6 12 84957553 84957564 CGTTAAGCAGAGAAATCAGAGC TAGCTCTGGGTTGCATCAAG 262

Ai10B17679 Araip.B10 17679 c (CT)8aattttcgaaaatatcttccctctttttcaaaaatttctttttaattaactaattattcttatttttatttttaattt(A)10104 84970125 84970228 TGTTTCTTATCTTTTTCAAAACTACCA AGAATAAGATGGGGGAGGGA 236

Ai10B17680 Araip.B10 17680 p3 (TAT)5 15 84970468 84970482 TCCCTCCCCCATCTTATTCT GTTCTTGTCCTTGCTCCTGC 222

Ai10B17683 Araip.B10 17683 p5 (AAAAG)5 25 85003161 85003185 AGCATGCAAGCAACCCTTTA CCCTCATTCTTTTTCACAGTCA 278

Ai10B17684 Araip.B10 17684 c (A)10tgccagaggagaagctcaccggtagtgaagaaaagaaaagagaaaggaaagaaagaaagaaaagaaaagagaagtaagagagagaagcaat(GA)6113 85016855 85016967 AGAATGGGGAAGGGAACAAT CTCCATCTCTCTGCCCAGTC 243

Ai10B17686 Araip.B10 17686 p2 (AC)7 14 85030035 85030048 GGGACTAAGGTAAGGGTGAGG GGATAAAATCACCCCAGTGC 236

Ai10B17688 Araip.B10 17688 p2 (AG)6 12 85041014 85041025 ATAGGTGAGGGGTTTTTGGG CATTAAACGCCAGAAATGGG 213

Ai10B17689 Araip.B10 17689 p2 (TA)6 12 85062866 85062877 CAAAATCCAGTGAGGGTTCAA ATGCCATGCAATGCAATCTA 276

Ai10B17691 Araip.B10 17691 p2 (TA)9 18 85072260 85072277 CTCTCATCTCAATTGTAAAGGCA GGTTTATCAACCTCCCCACA 280
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Ai10B17692 Araip.B10 17692 p2 (GC)6 12 85090172 85090183 TGGGTCACGTGAGAGTATCG AATTGGGAATGCATCAATGG 168

Ai10B17693 Araip.B10 17693 c (TA)7tnatcaatgcatatggtttacacatgattaatacatgagtatgtacccaattccaaaattttttttaacaaaa(AC)7101 85091178 85091278 GGGCATTTTTGTTCCCTTTT TGATTTTCGGAAAGTTGGGA 187

Ai10B17694 Araip.B10 17694 p2 (TA)6 12 85091947 85091958 CACAATCAAAAGCCAAAATGC TTCAGCAGTAGCATCGAGGA 272

Ai10B17695 Araip.B10 17695 c (T)11c(T)10 22 85101778 85101799 ACTTGCATCAATTCCAAGGG GGCAAGCAACAAGTAGGAGC 248

Ai10B17696 Araip.B10 17696 p2 (TA)15 30 85115827 85115856 TGGCGTAATTTTGTCCCCTA TGTCAACTACGTGTGGGGAA 209

Ai10B17700 Araip.B10 17700 p2 (GA)6 12 85170488 85170499 TCCAACACCAATTAAAAGGAAAA CTTTCTCTTCCCCGAATCCT 253

Ai10B17706 Araip.B10 17706 p2 (TA)6 12 85278845 85278856 CAAATCCAGTGAGGGTTCAA TACGAAGGGATTTCTGTCGG 247

Ai10B17708 Araip.B10 17708 p3 (CTT)5 15 85283939 85283953 TCATTGCTTTTCAAGGGCAT AACCCCAGTGGACAAGACAG 279

Ai10B17711 Araip.B10 17711 p3 (ATG)5 15 85290674 85290688 ATGCACCATCATCCAAGGAG GCTTTGGAAGCAAGGCATAC 258

Ai10B17713 Araip.B10 17713 p2 (CA)11 22 85305931 85305952 ACTGCCTCGAATGGGAATTT AGGAGAATGGACACAATGGC 278

Ai10B17715 Araip.B10 17715 p2 (GA)15 30 85314243 85314272 AGAAGCGTAAGGGTTGGGTT TTCATCTTCCCAACAAAGCC 265

Ai10B17718 Araip.B10 17718 p3 (AGA)7 21 85317155 85317175 GGGTTTCATTTAACTTTTCGACC TCAACATCTCTCTCCCACCC 205

Ai10B17719 Araip.B10 17719 p2 (GA)6 12 85329690 85329701 TTTCTTGCATGGTGAGGAGA CACCGTCAACTTCTACCGGA 183

Ai10B17720 Araip.B10 17720 p2 (TA)7 14 85331919 85331932 TGATTTTTAGAGGGGCAGGA AAGCTCAGGCAACACTTACCTC 220

Ai10B17722 Araip.B10 17722 c (A)10c(A)10 21 85351843 85351863 TGAAGCAAGAAAAAGCAGTGAA TTGCTCTTGCCTTTTGGTTT 136

Ai10B17723 Araip.B10 17723 c (AG)7ctgcgac(AG)633 85355282 85355314 CACCCACAAACGTAGCACAC TGGCTTGCAAAACTCAGATG 251

Ai10B17724 Araip.B10 17724 p3 (TTA)7 21 85356506 85356526 TATTATTGGCTTCGCCTTGG GGGAGGGAAGCTTAGGAACA 277

Ai10B17726 Araip.B10 17726 p2 (AG)6 12 85372760 85372771 CAAAAGTTCAGCGACGCATA GAATCCAGAAATTGAGAAGGAA 279

Ai10B17727 Araip.B10 17727 c (GT)11ggattgtttttatttaatatatgtatttgttttctttggtattatgctgttagttgcttcggcttcgctacctcatcttttcagtaaaatttctctttta(AT)10142 85377429 85377570 CCTGGGATGCCAGATGTAGA CATGGGCGCTTTACGAGT 276

Ai10B17729 Araip.B10 17729 p2 (AT)23 46 85412885 85412930 ACGAGAAGGCTGAAAAGGAA TTGCCCATAGAGGTTTTGATG 229

Ai10B17731 Araip.B10 17731 p2 (TG)7 14 85427992 85428005 GAAGGGGTGTCGTGTATCTGA CGAGGTAGTCCATACGAAGCA 245

Ai10B17732 Araip.B10 17732 p3 (CAC)5 15 85428784 85428798 TCCCCAACGTTTTATTTGGT GCTTCTGTGTCTGCTGTTGC 260

Ai10B17735 Araip.B10 17735 c (AG)7aa(AG)6 28 85442756 85442783 GTCACCACCACCTCGTCTCT ACTCCCAACACGGGACATAG 230

Ai10B17737 Araip.B10 17737 p2 (CA)6 12 85450337 85450348 CTCATCACCTTCGCCTTCTC CTAGCCGGTGTCATCCTCTC 225

Ai10B17742 Araip.B10 17742 p2 (GA)10 20 85501151 85501170 GGGGAAGAAGAAAAGAAAACC GCGACCGCGTCAATTAGTAT 238

Ai10B17744 Araip.B10 17744 p2 (GA)6 12 85511463 85511474 TCGAACACAGAGAGGGAGAGA CGAAAATCACTAACCACTTTTTCA 249

Ai10B17745 Araip.B10 17745 p2 (CT)7 14 85519225 85519238 TTTTTGAAAATCACTAACCCTTTTT ATTCGAACACAGAGGGAGGA 252

Ai10B17749 Araip.B10 17749 p2 (AT)17 34 85538570 85538603 TTAGGGTTGTAATGGGGCTG AAGAATCAATGCACATGCGA 244

Ai10B17756 Araip.B10 17756 p2 (AT)9 18 85586958 85586975 ATCCACTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 239

Ai10B17760 Araip.B10 17760 p5 (TAAAA)5 25 85602579 85602603 TGGAGAAAGGGAGATGATGC TTTCGAAAATCCTCACCCAC 199

Ai10B17762 Araip.B10 17762 p3 (GAA)5 15 85614873 85614887 CCGGTCTTAGGTTCCATCAA ATATGGCCGAAACTTACCCC 247

Ai10B17763 Araip.B10 17763 p2 (AG)6 12 85617484 85617495 GGGTTCGAATTTGGTGAGTG TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai10B17766 Araip.B10 17766 p4 (TAAA)6 24 85629023 85629046 CCTGATCACTTTCTCTCTCCTCA ATCCACCAGCTGAGCAATCT 255

Ai10B17769 Araip.B10 17769 c (AT)7agaaaaaaaag(A)1035 85641465 85641499 GACCTTATGCATTGACATTCTTG TTTCTTTGGGGCATTTTGTC 213
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Ai10B17772 Araip.B10 17772 p2 (CT)6 12 85664442 85664453 AGCATAGGGAGGTTGGCTCT CAGCAAACAAGATGCAGGAA 228

Ai10B17776 Araip.B10 17776 p2 (AC)6 12 85698355 85698366 TGACATGAATGACAAGTGTGTGA CATGTCAATTAGGTGTTGCTTCA 242

Ai10B17779 Araip.B10 17779 p2 (AG)6 12 85708830 85708841 TTCTGACCCAATTCTCAGCC GGAACATTGAACCTGGAATGA 228

Ai10B17783 Araip.B10 17783 p2 (AT)8 16 85757026 85757041 GGCTCAAAACTCACTTGCTTG GCGATTTTGGGTGACAAGTT 267

Ai10B17787 Araip.B10 17787 p2 (CT)9 18 85761656 85761673 TCCTTATCTTTTCAAAATTTGTTTCA GATGAGGGAGAAGGATTTTCG 267

Ai10B17788 Araip.B10 17788 p3 (TTC)5 15 85764252 85764266 ACACAACCCTCTCTTCCCCT GCTTTTGTCTTCCCTTTCCC 216

Ai10B17791 Araip.B10 17791 c (A)10g(A)10 21 85770948 85770968 CGAAAATATCTTCCCTCTTTTTCA CCCAGAGTCTTCCTGGACTG 252

Ai10B17793 Araip.B10 17793 p5 (AAGAT)5 25 85785562 85785586 AACACGACCCAAATCCAAAG TGCTGCTGATCCTTTGTCAC 276

Ai10B17795 Araip.B10 17795 p5 (AAGAT)5 25 85795497 85795521 AGGGCTGTTCCCTTGAAGAT TAATCCTTTGTCACCGGAGG 228

Ai10B17796 Araip.B10 17796 c (TG)12ta(TG)16 58 85796815 85796872 AGGGGACAAAATTACCCCAA TGGGGTTAAGGTAAGGGTGA 190

Ai10B17797 Araip.B10 17797 p2 (AG)6 12 85804072 85804083 AAAGGTTGGGGGTAATTTGG TGCACTTAGCAGCTGAACCA 249

Ai10B17802 Araip.B10 17802 p3 (GAA)5 15 85831492 85831506 CCCTCGAGCAAGAGAAGAAA CCCATCACCTCTTCACCACT 277

Ai10B17803 Araip.B10 17803 p2 (AG)8 16 85833709 85833724 TTGAAAAAGAGGGAGATATTTTCG TTGATTTTCAAATTTGTTTCAACT 122

Ai10B17805 Araip.B10 17805 p2 (AG)6 12 85839970 85839981 GGGAGGTTGAATCTTAGCCC TGATGGAGACTGGATGTAGGC 262

Ai10B17808 Araip.B10 17808 p2 (TA)6 12 85850116 85850127 CAAACTGCACCCAAAAACCT CAGGGTTGAGACTTTCGCAT 128

Ai10B17809 Araip.B10 17809 c (T)13gttaacaattatttttattttttctattaattttttgatatcaatatatattattttaatattaaataaaaaaattttattatta(TTG)22164 85852102 85852265 GAATGAAAAGTGTTCGATGTGC CACGAGAATGATTATAGCAAGAGG 277

Ai10B17818 Araip.B10 17818 p2 (AT)7 14 85877949 85877962 ATCGGTGGTAAGTGGTTGGA TCGACGCATATATGGACACC 250

Ai10B17819 Araip.B10 17819 p3 (GAG)6 18 85883637 85883654 GTAAGGTGGTTCCGGACAGA CTGGTGTTACCAGGGCAGTT 274

Ai10B17823 Araip.B10 17823 p2 (TA)6 12 85926059 85926070 CAAACTGCACCCAAAAACCT AATCCCAGGCATTACCCTTC 243

Ai10B17824 Araip.B10 17824 c* (AT)17(ATGT)15*92 85926231 85926322 TAGAAGGGTAATGCCTGGGA AAATCTTTGGGGTTGCTCCT 259

Ai10B17825 Araip.B10 17825 p2 (AC)6 12 85932879 85932890 GAGGAACCGAACCAACAAAA GATTGTGAGAGCGAAGAGGG 131

Ai10B17829 Araip.B10 17829 p2 (CT)8 16 85949604 85949619 TCTTTCCCCCTTCTCCTTTC CACAAGCATATGGTGAGGGA 235

Ai10B17831 Araip.B10 17831 p2 (AT)6 12 85970183 85970194 GAACTTCGTACCATTTCCGC GGAGATGTTTGGCAACTTTCA 223

Ai10B17833 Araip.B10 17833 c (TCC)5tcttcctca(TCC)642 85986176 85986217 ACCAAGTTGGCCAAAACTCA AAGAAGAAGCGAACCCGAAT 193

Ai10B17834 Araip.B10 17834 c (GAA)6agacgaggagaagaagaaagaaagaagaaaaacctgcatgcgcgaatttagaagaagaaga(AGG)7100 85986926 85987025 AACAAAGAGTCTGCGTGTGC TCCTACTCCTTCTCCCTCCC 157

Ai10B17836 Araip.B10 17836 p2 (AG)9 18 86011770 86011787 GGAGCAGTGATGTGAGATGAAG TTTGTGTTTGTTTCTTATCTTTTTCAA 280

Ai10B17841 Araip.B10 17841 p2 (AG)7 14 86037337 86037350 ATAGGTGAGGGGTTTTTGGG GCACCAGACTGGCGTTTAAT 256

Ai10B17850 Araip.B10 17850 p2 (TA)6 12 86132599 86132610 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 274

Ai10B17852 Araip.B10 17852 p2 (TA)8 16 86144260 86144275 CAGTTGCCAGTTGCCAGTTA ACAATTTCGTGCACCAATGA 248

Ai10B17854 Araip.B10 17854 c (T)13cgcctattatttttttc(T)1040 86156349 86156388 TTATTTGCCCTTGCCTTTTG TGAAGCAAGAAAAAGCAGCA 175

Ai10B17855 Araip.B10 17855 p3 (GAA)5 15 86156972 86156986 ACATCTTGGCCACAACATCA ACACAACCCCTTCTCCCTCT 268

Ai10B17856 Araip.B10 17856 p2 (AG)6 12 86159550 86159561 GAAAAAGGGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 276

Ai10B17857 Araip.B10 17857 p2 (TA)8 16 86163974 86163989 TTGCTACCAGGAGGACATGA TCCATTACACGTAATATCGGG 157

Ai10B17858 Araip.B10 17858 p2 (GC)6 12 86166123 86166134 AGCGGGAGAACAAATGAAGA CTGGGGGCAAATTCACTTTA 251
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Ai10B17861 Araip.B10 17861 p2 (AG)6 12 86185351 86185362 TGCTTGGTTTGGGAATTAGG GGCATTTCGTCCCATTTTTA 180

Ai10B17862 Araip.B10 17862 p5 (TTATC)5 25 86198913 86198937 CCTGGGTGCTCCAGTGTATT GCCCAAATAAAGGAACACGA 182

Ai10B17867 Araip.B10 17867 p3 (GAA)5 15 86267630 86267644 GCTTTTGTCTTCCCTTTCCC TTCTTGGCCGAATACACCTC 198

Ai10B17868 Araip.B10 17868 p3 (ATT)5 15 86270305 86270319 TGTTTGCTCCAATGGTATGG AGCAGGAGCAAGGACAAGAA 247

Ai10B17869 Araip.B10 17869 p2 (AG)6 12 86270572 86270583 TTCTTGTCCTTGCTCCTGCT ACTCACCAAAAATCCGAACG 159

Ai10B17871 Araip.B10 17871 p3 (TCT)5 15 86283196 86283210 ATCACCTAAAACCCCCTTGG GTGGTTTCTCTGGCCTTTGA 173

Ai10B17872 Araip.B10 17872 c (T)10gtgttcattcataatatttgcatattcatctgcattctgcatc(A)1265 86299267 86299331 CATGACAAGGAGCTCACCAA ACGCTTTCGCATGACTTTCT 274

Ai10B17873 Araip.B10 17873 p2 (GT)7 14 86301387 86301400 GGACAAAATCACCCCAATGT ATGCATGTATGGCCAAGTGA 215

Ai10B17874 Araip.B10 17874 p3 (AAG)5 15 86306868 86306882 GGGGAATCAATTGAAGAGCA ATGATACGCCTTGGAGGTTG 236

Ai10B17876 Araip.B10 17876 c (ATA)5aataaaaaat(ATA)540 86310070 86310109 ACGCTTACGTGTCGCCTC TGCAAATGCAATAAACAAAAGAA 273

Ai10B17877 Araip.B10 17877 p2 (AT)8 16 86311631 86311646 TGAAGATCTTGGGAGTTGGG GAGGCATTTTGTCCCCTTTT 192

Ai10B17880 Araip.B10 17880 p2 (AT)12 24 86330171 86330194 TTCGCCCTCGAAAATTCTAA CTTTGGCAACTTGTTGGGTT 103

Ai10B17884 Araip.B10 17884 p2 (GA)6 12 86349729 86349740 GTTGTTCAAGCTGTCGCTGA GGTAGCTGACATTTCCTGGC 264

Ai10B17887 Araip.B10 17887 p3 (TCT)5 15 86363619 86363633 GCCTAATTGGTGCAGGGATA TTAGAATGTTGCTCGCCCTC 181

Ai10B17890 Araip.B10 17890 p3 (CAA)5 15 86380285 86380299 CACAGGAACAGCCACTCAAA GGCTGCCACAAAGTTGTCTT 255

Ai10B17891 Araip.B10 17891 c (A)10gagtttttttttccctcttccattttcttttgcccattgcattcgtatacttccactcttcccatttttattttgttttcataacttatttttacc(T)11117 86386334 86386450 TTGTGCCTATTCTGTGCCTG CAAACAAGTCACAAAGCACCA 265

Ai10B17895 Araip.B10 17895 p2 (CT)6 12 86408723 86408734 GAACCTGGAAATTGAGAAGCA GAATTCTGGGCTGTTTCTGG 233

Ai10B17897 Araip.B10 17897 p2 (AG)6 12 86420630 86420641 GGTGAGGTAGGTGGGGTTTT ACTTGGTGCAGGGATGAGAT 202

Ai10B17900 Araip.B10 17900 p2 (TC)6 12 86450832 86450843 GGGAATGCTTCCATTCAAAG GGTGCCGATAGGCCTTTTT 273

Ai10B17902 Araip.B10 17902 p2 (TA)6 12 86452163 86452174 GGGATTATGCTTGATGCGTT AAAAACGGTTGCTGTTTTCC 168

Ai10B17908 Araip.B10 17908 p2 (GA)20 40 86489630 86489669 GCGCAAATATGAACAATCCA TCTTATCTTTCCCCCTTCCC 262

Ai10B17911 Araip.B10 17911 p2 (CA)7 14 86508376 86508389 AGAGAGACACACACACCCCC GGTTTCTGGTCTTTTATTTACTAGCTT 157

Ai10B17913 Araip.B10 17913 p2 (CA)7 14 86509804 86509817 AGAGAGACACACACACCCCC AGCTTCTTCGTTCGCAGGTA 269

Ai10B17914 Araip.B10 17914 p3 (AAT)5 15 86511989 86512003 AAACAGGGAAGCACCAACAA TCTCCCCACGAAAGTTTGAG 112

Ai10B17915 Araip.B10 17915 p2 (AC)6 12 86512124 86512135 TTTCGTGGGGAGATATGGTC ACCTCCTTCCTGAACCCAGT 280

Ai10B17919 Araip.B10 17919 c* (CT)6(T)11* 22 86537434 86537455 TATTGTCCCCCATTTCCTTG AACAGGGAGCTCACCAAATG 276

Ai10B17920 Araip.B10 17920 p5 (TTATC)5 25 86557399 86557423 CTTTGTCATTGGAGGGTGGT CAGGAAAGCCCAATAAACGA 279

Ai10B17925 Araip.B10 17925 p2 (TA)8 16 86611530 86611545 CCCAACACTTCTGCATTTCA GGCTCAAATCTCACTTGCTTG 233

Ai10B17926 Araip.B10 17926 c (A)10(T)10 20 86619570 86619589 CTTGCACTTAACAGGCCACA TGATTCTCAAGTTAAATTTTGGTAAA 280

Ai10B17929 Araip.B10 17929 p3 (TCT)8 24 86626367 86626390 TCTCTTTTGCCTTTCATCGG AGCGACAGTAGGACGAAGGA 205

Ai10B17932 Araip.B10 17932 p2 (TC)9 18 86652099 86652116 TCAAAGAGGGCTCGCATATT TCAAATAACAATCTGTGACATGGA 235

Ai10B17936 Araip.B10 17936 p2 (TA)10 20 86660568 86660587 TCTTTCCCATCTCATTTGCT ACGGCATCGAATGGAAATAA 221

Ai10B17940 Araip.B10 17940 p2 (AG)8 16 86678150 86678165 GGTATTTGGGGAAGGGTGTT TAACGTTAGGATTGGCACCC 165

Ai10B17941 Araip.B10 17941 p2 (AT)6 12 86688019 86688030 AAGGCTATTTGGGTAAGTGAGC TGTCATCAGGACTTGCTTGAA 259



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B17943 Araip.B10 17943 p3 (AGA)5 15 86716524 86716538 CCAGTCTTCATCAAATTGGC ATGTTTGATGGAGGAGCAGC 203

Ai10B17945 Araip.B10 17945 p2 (AT)10 20 86727922 86727941 CCCTTTTTCAATCAAAACACAA TGTGGTGAACTTTCGGACAT 280

Ai10B17946 Araip.B10 17946 p3 (AGA)22 66 86738680 86738745 TGCACATTAAACATCCGTTCA CGAAAGCTTCTGAATCGAGC 273

Ai10B17950 Araip.B10 17950 p2 (TA)6 12 86750379 86750390 TCAGATGCAGGACGTGAGAC GAATATAACCGGTCCGAGCA 264

Ai10B17951 Araip.B10 17951 p3 (TCT)7 21 86766902 86766922 AATTCCCCTCCAAAACCATC ACATAGAATGTTGCTCGCCC 174

Ai10B17953 Araip.B10 17953 p2 (CT)6 12 86792385 86792396 TTCTGGTGAATCAAGCCATT TGAAAAAGAGGAAGACATTTTCG 280

Ai10B17954 Araip.B10 17954 p3 (TTC)5 15 86795483 86795497 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai10B17958 Araip.B10 17958 p2 (TC)7 14 86821089 86821102 GATTTCAAGCAACCCTTCTCC GAGAAAGAGAAGCACCAATGC 176

Ai10B17959 Araip.B10 17959 c (T)10cgctttatatatc(TA)6(T)1651 86821263 86821313 GCATTGGTGCTTCTCTTTCTC AACGATAACCCACTCCGATG 259

Ai10B17964 Araip.B10 17964 p2 (AG)7 14 86839657 86839670 GAGGTCCCTGTGTGAGTAGAAGA TTTTTGTTTGTTTCTTACCTTTTTCA 256

Ai10B17965 Araip.B10 17965 p2 (AT)21 42 86865958 86865999 TGAAGCAAGAAAAAGCAGCA TTCGGCCAAGATTTTGTTTC 270

Ai10B17967 Araip.B10 17967 p2 (AT)6 12 86890547 86890558 AGCTCCTCGAAAATTCTCCC TGGCTGATGAGTCTCGTTTG 153

Ai10B17968 Araip.B10 17968 p2 (TG)7 14 86891198 86891211 TAGGCGTTTGGAGTTTCCTG CTCATCTTGTGAAGCCAAGG 247

Ai10B17969 Araip.B10 17969 p2 (AG)7 14 86911716 86911729 AATTTTTGGGCTCCTTTTGG GGAACATTGAACTTGGAATTGA 213

Ai10B17970 Araip.B10 17970 c (AT)7tattacaat(ATAA)543 86916379 86916421 AAAAACCCATGTGCATTGATA ATCCGATCGTGAAGAAATCG 265

Ai10B17971 Araip.B10 17971 p2 (GT)8 16 86916883 86916898 CAAAAGTGGGAATTTTGGGT GGGCTAAGGTAAGGGTGAGG 143

Ai10B17972 Araip.B10 17972 c (T)10ctctatttttttttcttttccatatta(T)1047 86919205 86919251 TATTGAGCTTCACCTTGGGG TTCAAGTGTGGGAACCTTGG 268

Ai10B17973 Araip.B10 17973 p3 (TAA)5 15 86926594 86926608 CAAGAAGTCTGGGGGTCAAA TGGACTCAAATCTGCCTTCC 193

Ai10B17975 Araip.B10 17975 p2 (TA)12 24 86948859 86948882 TGCCACAAGCACAAGGTTAG TGAAGAACAAAGCTTGCGAA 214

Ai10B17982 Araip.B10 17982 p2 (AG)6 12 87024278 87024289 ATAGGTGAGGGGTTTTTGGG GGGCACCAGACTAGCGTTTA 258

Ai10B17984 Araip.B10 17984 c (TA)10ggc(AT)7 37 87038881 87038917 GCGAAAGACGAGAGAGAACG AATCCCCAAATTTTCATCCC 276

Ai10B17985 Araip.B10 17985 p3 (AAG)5 15 87041218 87041232 CCATCACCCTAAGGTCCAGA TCCTTTGGTTCTTCCTGTGG 175

Ai10B17992 Araip.B10 17992 c (T)10gccattttttttc(T)1033 87098696 87098728 TTTAGCTGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGTGAA 249

Ai10B17997 Araip.B10 17997 p3 (GAA)5 15 87128991 87129005 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai10B18000 Araip.B10 18000 p5 (TTATC)6 30 87139822 87139851 GGGTGATGCTGATCCTTTGT AGGGTGGTTCCCTTGAAGAT 240

Ai10B18004 Araip.B10 18004 p3 (AAC)7 21 87175978 87175998 CAAAGTGCTGAAAAGCACCA TTGTGGTGGTGGTTGAAGTG 277

Ai10B18011 Araip.B10 18011 c (TC)8cctctttttcctctctctccccttttgtttctctctctcctctccctc(CT)1288 87247293 87247380 TGAACTGAATTGAAACTGAACTGA GGAAGAGAGAAGGGAGGGAG 273

Ai10B18012 Araip.B10 18012 p2 (TC)6 12 87247574 87247585 CCCTCCCTTCTCTCTTCCTC TGTCTCTCCCTCCTTTTCTCTC 243

Ai10B18014 Araip.B10 18014 p2 (GA)7 14 87248168 87248181 GGGAAGAAAAGAGAAAAAGGGA TTTCCTCTCCCCCTCCTATC 207

Ai10B18015 Araip.B10 18015 c (AG)9g(GA)7ggaatggagaaagaggggaaggagggagagagaaaaaaggaaaatagagggag(GA)698 87248421 87248518 GGGGAGAGGAAAGGAGAAGA CTGAACCAAACTGCTTTGTCAC 256

Ai10B18017 Araip.B10 18017 c (T)12agaaaattaaaaaaaatgcaaatgacaccaaacttaaaagttgactctagactcaagcaagaaacacaaaaattatttttgattttataattttgtaaa(T)10121 87258074 87258194 CTGGCCAAGAACAACTTGAA TTTTTCTTCTTTTTCATTTTTCCAA 221

Ai10B18019 Araip.B10 18019 p2 (TC)6 12 87278532 87278543 AGGATGAGGATGAGCTCCCT AACCATACCCTTCCCCCTAA 163

Ai10B18026 Araip.B10 18026 p2 (GC)6 12 87342926 87342937 CATTTGCTCATCCACGCTTA GGAGAAGAAGAAGATGGGGG 179

Ai10B18027 Araip.B10 18027 c (A)10tgaaatgatgaaaag(A)12caaaatgaaaaaa(AAAT)882 87356278 87356359 GCTTGGGAACATTGGATAGG TATTGACTTCACCTTGGGGC 278
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Ai10B18028 Araip.B10 18028 p2 (AT)11 22 87370584 87370605 CTCAAGCCCTTAGGCAACTG TTCAGCAAAGGCAAAAGGTT 166

Ai10B18031 Araip.B10 18031 p2 (TC)6 12 87393727 87393738 CCATTGTAGGTAGGGGTGTG GGGAGAGAAGAGGGGAGAAA 249

Ai10B18034 Araip.B10 18034 p2 (CT)8 16 87394510 87394525 CTCCCTCCCCTCTCTCTCC AAAGGAAGGGAAGAACGAGAA 255

Ai10B18035 Araip.B10 18035 c (AG)10gagaaggggagaaagagggggagagagagaagaggaagagtgaaaggggaaagagagaaaaaaaggggagagaag(GA)9aagagagagagaa(AG)8142 87394907 87395048 AGAGAGAGAAGGGAGGGGG CCCTTTTTCTCTTTTCTTCCC 233

Ai10B18036 Araip.B10 18036 c (AG)7aaagagagaggaaggggagagaaaaagagaagagg(GA)661 87395207 87395267 AGCGAGGGGGAAAAGTAGAG TCTCCCATCCCATCTCTTTG 253

Ai10B18037 Araip.B10 18037 c (AG)7gaagagggaaaagagagagagggagagaagggagatagagagaggagggtgagagagagaaaggagggggatagagggagagaaga(AG)12gaagagggagagaaggagagagggagagggg(GA)6aagagagggagagaag(GA)7197 87395473 87395669 AGGAAAAGAGAGAGAGGGGG TTTTTACACTTTCTCTCCACCC 273

Ai10B18039 Araip.B10 18039 p2 (GT)8 16 87403091 87403106 CGTCCTCCTTCCCTTCTTTT AAAAATTCGGGGTCTTACGC 240

Ai10B18040 Araip.B10 18040 p2 (AC)6 12 87403759 87403770 TGTAACCCTAACTTACACACATTACCA AACAGTGACGATGATGGTGG 278

Ai10B18041 Araip.B10 18041 p2 (AG)7 14 87404044 87404057 CCACCATCATCGTCACTGTT TGAGACTTCTCCTGGTGGCT 245

Ai10B18042 Araip.B10 18042 p2 (TC)6 12 87408933 87408944 TAAAGTGTGGGAATGCACCC CAAAGAACAATCTGTGACATGGA 252

Ai10B18044 Araip.B10 18044 p2 (TA)10 20 87415002 87415021 TTTCTTTCCCATCTCATCTGC GAATGTCATGCAATGCAACC 200

Ai10B18045 Araip.B10 18045 p2 (TC)6 12 87415890 87415901 GGAAATGCACCCATTCAAAG AAACGTTTTGGGTGTCACAA 271

Ai10B18052 Araip.B10 18052 p2 (TA)10 20 87481402 87481421 ACTTTGGGGCATTTTATCCC TGGGAAAACTTGAATTTGGAA 236

Ai10B18053 Araip.B10 18053 p3 (TGA)7 21 87498825 87498845 GGCAGTGTGAATGCTGCTTA CTGGACATCAGGATCGGACT 249

Ai10B18058 Araip.B10 18058 p2 (TC)13 26 87573531 87573556 GCTTACGTCCAAGAAGCACC GGGTGAATCCAAATTCCAAA 201

Ai10B18059 Araip.B10 18059 c (TGA)5t(A)13 29 87578167 87578195 TCTTCCTCTTCCAAGTAATTTTGC TCCTCCTCCTTATCTTCTGCTG 211

Ai10B18060 Araip.B10 18060 c (A)10gatgatgataatgaaa(AAG)541 87578584 87578624 CCTTTTTGAAGTAATTTTGCAGC TTTATTTTCTTCCGCTGCGT 227

Ai10B18061 Araip.B10 18061 p2 (AT)6 12 87579009 87579020 CAACTCTTTGCACGCCATAA TGAAGGATTCAGATTTGGAATTT 230

Ai10B18062 Araip.B10 18062 c (GAA)6gtaacggcacgaagaagaatggttgcgcgtaaatataaatgacttgtatagacttatatcaaaaaatgatttatttgtggagaataattg(TAT)5123 87580450 87580572 TGGATGTTGATGACGACGAT CGAAGTGACTAAACACCCAAAA 226

Ai10B18063 Araip.B10 18063 p3 (GAA)5 15 87584864 87584878 GTGGACAGTACGGAGCATGA TCTTGACTTTCCCATGGAGG 119

Ai10B18066 Araip.B10 18066 p2 (AG)7 14 87598742 87598755 GGTTCGGATTTTTGGTGAGA TTTTTGTTTGTTTCCTATCTTTTTGA 280

Ai10B18070 Araip.B10 18070 c (TC)9cttcctctctcactctctctctccccttttctctcccttccc(CT)6cctaccctc(CT)897 87634395 87634491 TCACACCCTCTCTCTCCCTC AGAGAGAATGGGAAAAGGGG 163

Ai10B18072 Araip.B10 18072 c (AG)6aagggagaaagagagagagaagagagaa(AG)652 87635089 87635140 TCTCTCCCCCTCTTTTCTCC CTTCGCCCTCCTCTCTTTCT 210

Ai10B18077 Araip.B10 18077 p2 (AT)8 16 87684172 87684187 GTGTGGGAAAATTGGGTTTG ACTTTGGGGCATTTTATCCC 233

Ai10B18078 Araip.B10 18078 c (CT)7tcttcacaacttcccataacacccacctcacaattcaaattcaaatccttttccccacttggccgaaccactcacacctccccatcttcttcatt(TTC)5124 87697085 87697208 AACAGGATTGGCACTCCAAG CGTCCTCGAGCAAAAGAAGA 264

Ai10B18079 Araip.B10 18079 p2 (AT)7 14 87701600 87701613 GAGCCCTGCTGAGTCCTATG ATAGCTGTTGGCTCGTGCTT 226

Ai10B18080 Araip.B10 18080 c (A)10gagaaacgcttcgcatccaaggagcctcaaccggagatcaacccaaagcaagatgtgataagaaaat(A)1289 87736220 87736308 CGGCGAAGGGATATTTATGA AGCCCCTTCCAATGACCTAT 254

Ai10B18086 Araip.B10 18086 p2 (AT)6 12 87749172 87749183 ATGGAAATTTGGGGTGCATA TGGGGTAATTTTGTCCCCTT 172

Ai10B18088 Araip.B10 18088 p2 (TG)6 12 87762130 87762141 GGGGATGTTGGCTGAGATAA CAGAAGCCAATCAGTCATGC 194

Ai10B18089 Araip.B10 18089 p2 (TG)6 12 87765770 87765781 GGTACGAAACGCTTATCCCA CAGAAGCCAATCAGTCATGC 167

Ai10B18090 Araip.B10 18090 c (ATT)14g(TTA)7 64 87767939 87768002 TGATTGAAAATTGTAAGACTCCGA CGGCCACTTTCTTTTCCTTT 247

Ai10B18091 Araip.B10 18091 p2 (TG)6 12 87770070 87770081 GGGGATGTTGGCTGAGATAA CAACCGCAACTAACAGCAGA 244

Ai10B18094 Araip.B10 18094 p2 (TA)13 26 87816782 87816807 CCCATCTCAACTGTAAAAGTGC AGTGGTGGAATCTCATGCAA 203

Ai10B18095 Araip.B10 18095 p3 (TCT)5 15 87826057 87826071 GGCCAACTATCTTCATGCGT GAAGACGGTGGCGAAGTATG 226
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Ai10B18096 Araip.B10 18096 p3 (AGA)6 18 87833119 87833136 TCTTCCCCTTCCCCTTTCTA CTCTACACTCCTCTTGGCCG 200

Ai10B18105 Araip.B10 18105 c (TC)6(TA)8 28 87888369 87888396 TCAAACACATTAATTACACACATTCTC TTTGAAAAGCTGAAATGCGA 219

Ai10B18106 Araip.B10 18106 p2 (TA)6 12 87888710 87888721 CCTGTTGGCATCATGAAATG TGCAAGATAGCCTTCATGAGTT 151

Ai10B18107 Araip.B10 18107 p2 (AT)7 14 87901329 87901342 TTGTAATGGGGCCAAGGTAA GGGGACAAAGTTACCCCAAT 251

Ai10B18110 Araip.B10 18110 p4 (AAAT)6 24 87924901 87924924 CTTGGTGTTTTCCCTCCAAA CCATGATGGAGAAAGGGAGA 171

Ai10B18113 Araip.B10 18113 p2 (TC)18 36 87934090 87934125 AAGCTTGCCGAAAACTCAAA GAGGAGAGAGAGAAGGGGGA 261

Ai10B18114 Araip.B10 18114 p2 (AG)9 18 87934419 87934436 CCCTCTTCTCTCTCTCTTCCC CCCTCTTCCCATCCTCTCTC 260

Ai10B18115 Araip.B10 18115 c (GA)8ggatgggaagagggaaggagagagatggagagaaagagagaggaaaagggagaggg(GA)786 87934552 87934637 GGAGAAAGAGCGCAAAAGAA CCCTCCTCTCTCTCTCCCAT 240

Ai10B18118 Araip.B10 18118 p2 (AG)6 12 87956430 87956441 GAGTGGAAAGAGGGGTAGGG GGGTAGCAACTTGGCGTTTA 238

Ai10B18122 Araip.B10 18122 c (A)10g(AAT)7 32 87994159 87994190 TGAGAATCTTGGGAATTGGG GGAGCATTTTTGTCCCCTTT 200

Ai10B18126 Araip.B10 18126 p2 (TA)6 12 88027549 88027560 TTTCATGTTCCCTGCTTTCA GTGGTTTATCAACCTCCCCA 274

Ai10B18128 Araip.B10 18128 c (T)10cgc(T)11 24 88037487 88037510 TCTTGCTCTTGCCTTTTGGT GCAGTGAAGAACAAAGCTTGC 114

Ai10B18131 Araip.B10 18131 p4 (TATG)6 24 88058309 88058332 TCACTTGGTAATTTGTTCAGGC AGGACTAGGGCAAGGAGAGA 183

Ai10B18133 Araip.B10 18133 p2 (TC)7 14 88087707 88087720 CAAAATATGGGATGGCTTGG TCTTCATTGTGACCCTGCAT 268

Ai10B18134 Araip.B10 18134 p2 (AT)10 20 88088221 88088240 TGGCTATGCTTACTTTAGTGTGAGA CCACATTGTATCCCATGGCT 276

Ai10B18136 Araip.B10 18136 p2 (GT)7 14 88089562 88089575 ATTTGCTTGGGTGCTTTCAT TGGGTTCTAAGTTGTGCGTG 179

Ai10B18139 Araip.B10 18139 p2 (TA)7 14 88102276 88102289 CTCCTCTGCACGATCAGACA CGTTCGCAAGAAGAGGATTC 218

Ai10B18141 Araip.B10 18141 p2 (TA)7 14 88106054 88106067 TCAGGTGGAACGTCATCAAA CGTTCGCAAGAAGAGGATTC 258

Ai10B18143 Araip.B10 18143 p2 (TA)7 14 88144280 88144293 GGCATGCTGGAGACTTCTGT TCAAGGCTCAAGACTCGGTT 263

Ai10B18144 Araip.B10 18144 p2 (TC)6 12 88166717 88166728 ACGCCAACATGTAGAGGAGG ATAATGCGACACTCAACCCC 234

Ai10B18149 Araip.B10 18149 p2 (TA)6 12 88182396 88182407 CCAATGCTCCTCCAAAAGAA CCCAGACGAGGAAAATGTAAA 247

Ai10B18150 Araip.B10 18150 p2 (AT)10 20 88183071 88183090 GCGGCAAAAGGATAGAAATG GGCCTAATAGCTCGATGCAG 209

Ai10B18151 Araip.B10 18151 p4 (TTAG)7 28 88191152 88191179 CCCCTCATCCAATACTTCCA TCCCGTTTAGTACTCAGCAACA 191

Ai10B18152 Araip.B10 18152 p2 (TA)9 18 88197761 88197778 TTGTAATGGGGCCAAGGTAA TGTGAAAGGGAAATTCTGGG 162

Ai10B18153 Araip.B10 18153 p2 (GA)6 12 88199636 88199647 GGGAAGAAGAAAAGAAAACCTTG GTGGCATAAAACGAGTCACG 199

Ai10B18156 Araip.B10 18156 p4 (TTTA)5 20 88208701 88208720 CCATGATGGAGAAAGGGAGA AAAACCTTTTTCGAAATTCATCA 188

Ai10B18157 Araip.B10 18157 p2 (CT)7 14 88227097 88227110 GTTAAACGCCCAGTCTGGAA ATAGGTGAGGGGTTTTTGGG 275

Ai10B18160 Araip.B10 18160 p2 (AG)7 14 88240503 88240516 ATAGGTGAGGGGTTTTTGGG AGCGTTTAATGCCAGGATTG 214

Ai10B18161 Araip.B10 18161 p2 (AG)6 12 88249350 88249361 ATAGGTGAGGGGTTTTTGGG AAATGGGCAGTAACCTGGTG 229

Ai10B18162 Araip.B10 18162 p3 (GAA)5 15 88257483 88257497 GGCTTTTGTCTTCCCTTTCC ATTTCCCACTCAAACCCTCC 219

Ai10B18163 Araip.B10 18163 p3 (AAT)5 15 88259033 88259047 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 263

Ai10B18164 Araip.B10 18164 p2 (AG)6 12 88259375 88259386 AAGATGGGAGAGGGAGAATTT TCTCATCTTTTCAAAATTTGTTTCA 272

Ai10B18167 Araip.B10 18167 p3 (ATG)5 15 88279937 88279951 TTGGTGTGTGTTCCATTGCT TTCCCGAATTACAAACAGGC 200

Ai10B18168 Araip.B10 18168 p2 (AT)10 20 88282290 88282309 TTTAAGTGTGGGAAGGTCGC TTTCATCAAATTGACCAACATTT 276
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Ai10B18173 Araip.B10 18173 p2 (AG)6 12 88351443 88351454 AACACAGAGAGGGGGAGAGG CGAAAACTACTAACCCCTTTTTCA 252

Ai10B18175 Araip.B10 18175 c (T)10gtagagaaataaacataacttatcaatgcacatgaattttccattatttttctattttgg(T)1080 88380688 88380767 TCACATGTGCATTGATCTTTTT GGAAATTGTGGAAACATGGG 264

Ai10B18177 Araip.B10 18177 c (A)10tgttttc(A)10 27 88387743 88387769 TTTGGACAACTGACGGTTCA CAGCCAAGCTTCAGCATGTA 278

Ai10B18178 Araip.B10 18178 p2 (CT)6 12 88388417 88388428 TTGTGATTTCTTGTGAATCAAGTC ATTTTGAAAAAGGGGGAAGA 280

Ai10B18179 Araip.B10 18179 p3 (TAT)5 15 88388744 88388758 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 263

Ai10B18180 Araip.B10 18180 p3 (TTC)5 15 88389414 88389428 GCCCTCCATTCTTCATCAAA CTCGCCCTCGAGTAAGAAAA 133

Ai10B18185 Araip.B10 18185 p2 (AG)6 12 88441806 88441817 GTGATGGGTAAGGGTGATGG AATAAGCAGCAGTCTGGCGT 219

Ai10B18191 Araip.B10 18191 p2 (CT)6 12 88483396 88483407 GGAACATTGAACCTGGAATTG GACTAAAGCCAGGGGAAAGC 171

Ai10B18192 Araip.B10 18192 p2 (TC)6 12 88486884 88486895 ATGAAGTGAGGGAATGCACC TCGGTTTGATCTTCGAATCC 269

Ai10B18195 Araip.B10 18195 p2 (TC)6 12 88494441 88494452 ATGAAGTGAGGGAATGCACC TCGGTTTGATCTTCGAATCC 145

Ai10B18204 Araip.B10 18204 c (T)10gtgtatatatgagaatgtaagaaaaagaaatagaagaaaatatagaagaaacaaaaacatg(A)1182 88658059 88658140 TGGGAGGGTATACTTGGGAA TGTCCCTTTCCATTGCTTTC 278

Ai10B18205 Araip.B10 18205 c (GAA)6gtgggagcttattgtctttggtgaggtggttggtatcttt(AGA)17109 88663026 88663134 TCGAGAGATCGGAGTTCCTT CCAAGCCCACCACAATCTAT 269

Ai10B18207 Araip.B10 18207 c (GAA)6gtgggagcttattgtctttggtgaggtggttggtatcttt(AGA)52214 88670598 88670811 GAAGAGAATCTTCAAAAGGGGTT CCAACCACCTCATCAAAGACA 277

Ai10B18208 Araip.B10 18208 c (GAA)6gtgggagcttattgtctttggtgaggtggttggtatcttt(AGA)52214 88674505 88674718 GAAGAGAATCTTCAAAAGGGGTT CCAACCACCTCATCAAAGACA 277

Ai10B18209 Araip.B10 18209 c (GAA)6gtgggagcttattgtctttggtgaggtggttggtatcttt(AGA)985 88678338 88678422 CCAGAGATCGGAGTTCCTTTT TTACCAAAACAACCAAGCCC 256

Ai10B18216 Araip.B10 18216 c (A)10tgtgttatcgaaaaattc(A)1038 88696977 88697014 TTGTGCGGAGTTGTGAAAAG AGCCAACCAAGCTTCAACAT 266

Ai10B18217 Araip.B10 18217 p2 (CT)8 16 88698477 88698492 CGAAAACAACTAACCACTTTTTCA AGAGAGAGGGAGAGGGTTCG 248

Ai10B18218 Araip.B10 18218 c (T)10caatgcacatggtaatttaattattttgatttcaaatgagcatgcttcccaaattttcaaataacttattcaatttaatttcccc(T)10105 88701798 88701902 CCCATGTGCATTGATCCTTT TCCCAAGTTGAATCCTTAGTTAGC 278

Ai10B18220 Araip.B10 18220 p2 (CT)6 12 88723488 88723499 CAGGGATGAGGAATCCTTGA GGTGAGGTAGGTGGGGTTTT 196

Ai10B18223 Araip.B10 18223 p2 (GA)7 14 88771018 88771031 CACACAGAGAGGGAGAGGGT TTTCAATTTGCTTTTACTTCCTTTC 190

Ai10B18224 Araip.B10 18224 c (A)11tctttcaaaaatttctcctttgtttttg(A)1049 88774353 88774401 TTTGGACAACTGACGGTTCA ATGACAAGCCTAACATGCCC 276

Ai10B18226 Araip.B10 18226 p2 (CT)6 12 88775747 88775758 TCTTGTGAATCAAGTCATTAATTGTG GAAAAAGGAGGGAGATATTTTCG 277

Ai10B18227 Araip.B10 18227 p2 (AT)8 16 88783857 88783872 CTCAAAGTGGTGGTCTGTGC CATCCATCTTCCAACCTCAA 273

Ai10B18228 Araip.B10 18228 p3 (TGA)5 15 88784045 88784059 TGGATGTAAATGAGTGAGGAGG TGCTATCCTAAGCAATGTGGG 264

Ai10B18231 Araip.B10 18231 c (A)10taaaaaaaaagaccgg(A)1036 88851695 88851730 TGTTTAGGTGTCCTCCTCGG AAAACCTAAAGGCGATCCGT 143

Ai10B18232 Araip.B10 18232 c (A)10caagagtagcctgccgaagacgaggctattacggctctcctttaggtgtcctccccgtgatagcgtcatttaaagaacgagggtcagtacaacgt(A)13118 88852206 88852323 ATTACGGCTCGCCTTTAGGT AATCACCTCATCTTCGGCAG 232

Ai10B18235 Araip.B10 18235 c (A)10taaaaaaaagaccgg(A)1035 88852938 88852972 TGTTTAGGTGTCCTCCTCGG ACCTAAAGGCGAGCCGTAAT 263

Ai10B18239 Araip.B10 18239 p2 (AT)9 18 88855645 88855662 TGGAATGTTATGAAATGCAACC TCCAGTGAGGGTTCAAAAGC 249

Ai10B18241 Araip.B10 18241 p2 (AT)8 16 88856878 88856893 TGCAATTCTAATTCATCCATTCA TCCAGTGAGGGTTCAAAAGC 192

Ai10B18243 Araip.B10 18243 p2 (AG)6 12 88866503 88866514 TCTGCAACATGGAATAATTCGT TAAAGTGTGGGAATGCACCC 242

Ai10B18246 Araip.B10 18246 c (A)10cagaggagcctgccgaagataaggccattacggctcgcctttaggtgtcctcctcggggtagcgtcgtttaaagaacgagggtcagcacaacgt(A)10c(A)10125 88867820 88867944 TACGGCTTGCCTTTAGGTGT GCCTCATCTTCAGCAGGTTC 249

Ai10B18249 Araip.B10 18249 c (A)10g(A)10 21 88868650 88868670 GCCATTACGGCTCACCTTTA ATCTTCGGTAGGCTCCACCT 248

Ai10B18251 Araip.B10 18251 c (A)10taaaaaaagaccc(A)1033 88869058 88869090 CCTCGGGATAGCGTCATTTA GCCTCATCTTCAGCAGGTTC 102

Ai10B18261 Araip.B10 18261 c (A)10tagaggagcctttaggtgtcctcctcatgaaagcgtcatttaaagaacgagggtcagcacaacgt(A)1287 88876887 88876973 CCTCGGGATAGCGTCATTTA CATCTTTGGTAGGCTGCTCC 181



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B18266 Araip.B10 18266 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatacgcatc(AT)774 88918228 88918301 CAGAAAAACGGACAGAATCTCC GGATCCTCGTGTGGGTTATG 274

Ai10B18267 Araip.B10 18267 c (ACA)5tactccaaattatatccacaaccaaatatatccaaaatacgcatc(AT)1386 88924169 88924254 CGGACAGAATCTCCTCTGTTTC GGATCCTCGTGTGGGTTATG 278

Ai10B18270 Araip.B10 18270 c (TA)8(T)10 26 88939233 88939258 TTCACCATTTACTTTGGGGC ATGGAGAAAGTGGGTTTGAA 267

Ai10B18275 Araip.B10 18275 p3 (ATT)6 18 88951420 88951437 TTTTGGTGATGGTGTTTGTGA GGTGAGCGTAAATCTGAGCC 266

Ai10B18276 Araip.B10 18276 p3 (ATT)6 18 88951549 88951566 TTCCAGAGCTGAACGGAACT GCAATTGTGGCACTGAAAGA 230

Ai10B18277 Araip.B10 18277 p3 (TCT)8 24 88952050 88952073 CAGGAACCGAACCCATTCTA ATTCCCATTTCCCCAACTTC 155

Ai10B18278 Araip.B10 18278 p3 (TTA)5 15 88952247 88952261 GAAGTTGGGGAAATGGGAAT ATTTGCCTTCCTTCCAATCC 236

Ai10B18280 Araip.B10 18280 p2 (AT)6 12 88953614 88953625 TCACGTAAAGATTTAGATTTAGACCAA TTTGAAGAAGAGTTCAATTAAAAGGA 219

Ai10B18281 Araip.B10 18281 p2 (AT)9 18 88957823 88957840 CAGGGTTGTAATGGGGCTAA ATCAATGCACATGGGACAAA 223

Ai10B18282 Araip.B10 18282 c (T)10gtatccccttatttaattactaaa(T)1044 88958040 88958083 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 213

Ai10B18285 Araip.B10 18285 p2 (TG)13 26 88967936 88967961 TGCAAGCTACCTACATGCGT TACACATCCGGTGAGGGTTC 245

Ai10B18287 Araip.B10 18287 p3 (GAA)6 18 88986310 88986327 TGCGTTCTCTTCCATGTTTG TTCTTGGCCGAAATACAACC 274

Ai10B18288 Araip.B10 18288 p2 (AG)8 16 88989091 88989106 CGAATTTGGTGAGTGATGTGA TTTTTATCTTTTTCAAAACCACCT 276

Ai10B18290 Araip.B10 18290 p4 (AAGA)6 24 88998859 88998882 TCACAAGTCACAACAGCCAA CTCTTGGTTCCAAAAGCAGG 187

Ai10B18291 Araip.B10 18291 c (TCC)6(ACC)7 39 89001733 89001771 CCCTACCCCTATCCCTACCA GCTTCTTGGTTTGCTTTTGC 226

Ai10B18292 Araip.B10 18292 p4 (TTAT)5 20 89003151 89003170 AAGCAAATTTCTCCAACTCCA TTGCCATAATTGCCATTTTATTC 246

Ai10B18293 Araip.B10 18293 p2 (TC)6 12 89003703 89003714 CCTGCTTGCATCATCATCAC CGACCGACAAAGCCAGATAC 274

Ai10B18299 Araip.B10 18299 p2 (GC)6 12 89038032 89038043 CGCACACCATTGCAATTAAA AAAGTGGCACAAAGTTGGCT 257

Ai10B18303 Araip.B10 18303 c (A)10ggcaagaaaaaagggcatctgcgcgcgagcgcactgt(GC)659 89059288 89059346 CATCATTTTGCCATGGATGA GCACGAAATGGGCATAAAGT 274

Ai10B18304 Araip.B10 18304 p2 (TA)6 12 89062793 89062804 TCATTCAAATGGGAGGGTGT TCCCCTGTCATTGCTTTTTC 279

Ai10B18306 Araip.B10 18306 p2 (AG)9 18 89093819 89093836 AACAGTCTGCAACATGGAAGAA TAAAGTGTGGGAATGCACCC 247

Ai10B18310 Araip.B10 18310 c (T)11caagtggaaataaaaaagaaagaaatagtaaaaaaaag(A)1059 89099483 89099541 GAGGGTGAATTTTGCAAATGA CATGAATTCTTAAATTTTCTGCTTCTC 226

Ai10B18313 Araip.B10 18313 c (T)10attcaaatttttgag(A)1035 89103569 89103603 CGCAATTTCTATAGTGGTGAGC TTTTTCGCATCTTTCTTCTTTG 249

Ai10B18314 Araip.B10 18314 p2 (AT)7 14 89104158 89104171 CAATTGGATTCTAACCCTCCA TTCAATGCCATCCCACTTTT 235

Ai10B18326 Araip.B10 18326 p3 (ATA)13 39 89124290 89124328 AGTGGTCACTGATTCACCCG GAGATTCAGGCATAAATATGAACAAA 191

Ai10B18328 Araip.B10 18328 c* (AAT)20(AATA)9*93 89137457 89137549 GCCCTGTTTCTTCTCCTTTC TGCAAATGCAATAAACAAAAGA 271

Ai10B18330 Araip.B10 18330 p2 (AC)33 66 89176671 89176736 CCTTCAACCCGTACCAGAGA CTGTGTTAAAGTGGGGGTGG 279

Ai10B18331 Araip.B10 18331 p2 (AT)11 22 89179418 89179439 GCCAAGGTGTGATTTTGGTT CCTTATCACCCTCATTCATGC 249

Ai10B18334 Araip.B10 18334 p2 (TA)6 12 89192402 89192413 TGAGAACCCTTTCGAGGATG TCTATAATGGCCCCTCCACA 246

Ai10B18336 Araip.B10 18336 p2 (CT)7 14 89202812 89202825 TTCCTTCTCCCTTCTTCCTTC TTGCAACAATCCACAAGCAT 255

Ai10B18337 Araip.B10 18337 p2 (CT)7 14 89204436 89204449 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 251

Ai10B18338 Araip.B10 18338 p2 (TA)7 14 89207699 89207712 TTTCATGTTCCCTGCTTTCA CAACCTCCCCACACTTAAACA 267

Ai10B18339 Araip.B10 18339 p3 (AGA)5 15 89212322 89212336 TCCTCGAGCAAAGGAAGAAA CCTACCCCTCTTTCCACTCC 157

Ai10B18343 Araip.B10 18343 p3 (TTC)8 24 89248234 89248257 TTTTGCAAGAGTATAACTTTGATTTGA TGGAATTGAAAAACAGGAAACA 180



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B18345 Araip.B10 18345 p4 (TTAT)5 20 89278538 89278557 TTTGAAAATCCCTTCCCTTTT TTCGAATTTTGAGATGAAGGG 216

Ai10B18347 Araip.B10 18347 p2 (CT)7 14 89291516 89291529 CTTGCCCACGACCTAAACAT GAACCTGGAATTGAGAGCCA 250

Ai10B18348 Araip.B10 18348 p2 (GA)6 12 89292842 89292853 CAAACACACACCCACAGAGG TGTTCTTACGCGGTGCAATA 280

Ai10B18350 Araip.B10 18350 p2 (CT)6 12 89301082 89301093 TTTCTGGGCTGTTTTTGACC AAAAACCTGGGATTGAGAGTCA 209

Ai10B18352 Araip.B10 18352 c (GAA)7gggaattcttttttttctaatataaaacgaggcgtatgcttttttttgtttttgttcaaaacgacgtcgctttcttttttcc(T)10113 89311239 89311351 TTTGTGATATTTTGTGGTGTTGG CCCTCAAGCATTTTCCGTT 242

Ai10B18354 Araip.B10 18354 c (T)10c(T)10 21 89324382 89324402 TTTAGCTGCTTAGGCCAGGA TGAAGCAAGAAAAAGCAGTGAA 237

Ai10B18355 Araip.B10 18355 p3 (AGA)5 15 89325301 89325315 CTGGCCTTAGGTTCCATCAA CACACATCCCTCCATCTCCT 148

Ai10B18356 Araip.B10 18356 p2 (GA)6 12 89325452 89325463 AGGAGATGGAGGGATGTGTG ACCCCACAGGATCATCTCAG 201

Ai10B18364 Araip.B10 18364 p3 (GAA)5 15 89453136 89453150 GCTTTTGTCTTCCCTTTCCC ACACAACCCTCTCTTCCCCT 216

Ai10B18365 Araip.B10 18365 p2 (AG)6 12 89456758 89456769 AGGAGAGCAGAGATGTGGGA TGTTTGTTATCTTTTTCAAAACTACCT 275

Ai10B18368 Araip.B10 18368 p3 (TAT)6 18 89507059 89507076 AATTTCCCTCCCCCATCTTA AACAAAGAAGAAGGCACAGAAAA 206

Ai10B18372 Araip.B10 18372 p2 (AT)23 46 89526640 89526685 TCCGTCTCTATCTCTCCACCA AGCCTTGAACTCGAAATCGT 223

Ai10B18380 Araip.B10 18380 c (A)10tataggcg(A)1028 89564105 89564132 TGAAGCAAGAAAAAGCAGCA TTGGTGCACGAAATTGTGAT 277

Ai10B18381 Araip.B10 18381 p2 (AG)6 12 89565544 89565555 TTCTTGTCCTTGCTCCTGCT CCTCACTCACCAAAAATCCG 166

Ai10B18382 Araip.B10 18382 p2 (AG)6 12 89565783 89565794 CGGATTTTTGGTGAGTGAGG CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai10B18383 Araip.B10 18383 p2 (CA)6 12 89570319 89570330 GCGCCAAGAAAAAGTGAAAG TGGGGAGTTGATCTCTTTGG 260

Ai10B18384 Araip.B10 18384 p2 (AT)10 20 89575110 89575129 TATCCAGCCAAACCCAACAT TCTCATTCCTTTGACCCTGC 185

Ai10B18388 Araip.B10 18388 p2 (TA)6 12 89593488 89593499 CGTGTCTGCTTGTGCTTGTT AGGGGTGAGAACATCGTCTG 276

Ai10B18389 Araip.B10 18389 p2 (AC)10 20 89594611 89594630 ATGCATCGCTCACGAAAAAT GACGACATTGAGGTAGGGGA 240

Ai10B18390 Araip.B10 18390 p2 (TA)16 32 89598340 89598371 GGAGACGGGTCCCCATATAA CTTTGCGGAGTAGAGGCAAC 250

Ai10B18393 Araip.B10 18393 p2 (AC)7 14 89617728 89617741 TTGCCTCACCTAAAATGCTTC AAAGACCAATCAACATTTTCAAGA 246

Ai10B18398 Araip.B10 18398 p2 (TA)13 26 89647026 89647051 TGGGTGACTCATTTCTCTGAA GCTGAGAAAAAGGGCTAGCTT 225

Ai10B18399 Araip.B10 18399 p3 (GAA)5 15 89648072 89648086 CGAGGATTTAAGGCTTGCAG CCACCTTCCCAATCCCTAAT 270

Ai10B18400 Araip.B10 18400 p2 (TA)6 12 89650875 89650886 TTGCCGTGTCTCTTTTCTTTT TTTGCGAATTTTGCAGACAA 276

Ai10B18401 Araip.B10 18401 p2 (TA)6 12 89653850 89653861 GGCTGCTTTTAGGCATTGTT TTGGAGCTAGCTTTTTCGGA 162

Ai10B18404 Araip.B10 18404 p2 (TA)7 14 89671873 89671886 TGGGACAGTGGTGTTGGTTA GGTGGGTTACGACTTGCATC 262

Ai10B18407 Araip.B10 18407 p3 (TAA)9 27 89678038 89678064 GTTCGAATCTTGGTGAACCC GCAAGGAACCTCGTGAACTC 238

Ai10B18408 Araip.B10 18408 p3 (CTT)5 15 89678185 89678199 GAGTTCACGAGGTTCCTTGC GCTTATCCCTCATGAGCCTG 266

Ai10B18410 Araip.B10 18410 p3 (TTA)9 27 89679614 89679640 TTGGATGGTAGTCCAGCTCC TCCACTCCCAAATACAAAGGA 260

Ai10B18411 Araip.B10 18411 p5 (TTTCT)6 30 89680394 89680423 TGTGATGTTGGTTGGTGCTT ATCCTTGAGATCAAATGGCG 264

Ai10B18412 Araip.B10 18412 c (A)10gcgaatatatatatgatgtcataaaatcatcttctcataacacgaatagttatatatcttacatgttttctcattcgaagtctc(T)11105 89680737 89680841 CCTGCACAGGTCAGTTAGTGTT AACCAAAATGCTTCGAGACC 280

Ai10B18414 Araip.B10 18414 p2 (AC)7 14 89702476 89702489 TTTCAAGGTTGTAATGGGGC AGGGTAAAATCACCCCAAGG 255

Ai10B18415 Araip.B10 18415 p2 (GA)7 14 89708794 89708807 TGCTACCGGAAAAAGAGGAA GAAAACCTTAACCCTCTCCTCC 156

Ai10B18420 Araip.B10 18420 p2 (GC)6 12 89721456 89721467 GTGCCTGAGTGAATTGGTGA ACTCATGGGCCAAAAACTCA 268
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Ai10B18421 Araip.B10 18421 c (GC)6acagtgcgctcacgtgcggatgccctttttcc(T)1155 89721611 89721665 GGCCCATGAGTATGAAATGC AAAAACCTGCCAAGAATGTGTT 132

Ai10B18423 Araip.B10 18423 p3 (GTG)7 21 89742311 89742331 TATTGCCAAGCTTTCTCCCA GCCACCCCTTCATTACACAC 264

Ai10B18424 Araip.B10 18424 p2 (TG)6 12 89742597 89742608 TGTGTGTGCGTGTGTGTTTT TCGAACAATTTTACCCTTTAACAA 278

Ai10B18425 Araip.B10 18425 p2 (GA)8 16 89743841 89743856 TGGCTTAGTGAGCACCACTG ACTCCTCCTTCAGCCCTCTC 120

Ai10B18426 Araip.B10 18426 p2 (TA)6 12 89745197 89745208 GTGCGGAGGAGAAGAGTGAC TTTCCGATTCTGTGGCTACC 216

Ai10B18427 Araip.B10 18427 p3 (GAT)5 15 89765345 89765359 TGAGTTGGTGATGAGAATCGG CCATACCATTCCAAACCCCT 172

Ai10B18430 Araip.B10 18430 p2 (GA)8 16 89772071 89772086 TTTGCATACAAAATCGGTCC AAAGGCAATGGCAGTAGCAC 239

Ai10B18434 Araip.B10 18434 c (T)10ggtgtcttg(A)1029 89773497 89773525 TGTCCCATTTACATTTCGCA CATGTTTTGCAATCCTGAGC 229

Ai10B18438 Araip.B10 18438 p2 (CT)13 26 89789202 89789227 CCTGCCTGTTCAAGATGGAT CCTAGATCGAATCTCAGCCG 274

Ai10B18439 Araip.B10 18439 p3 (AAC)5 15 89795930 89795944 CTACAACCGAGGAGGCAGAG GGCCTGTTGTTGGTTGTTCT 145

Ai10B18440 Araip.B10 18440 p2 (CT)7 14 89801619 89801632 TTTTTGGTTGTATCTTAACTTTTTCAA CGAGAGGGGGAAGTGAATTT 236

Ai10B18441 Araip.B10 18441 p3 (TAT)5 15 89801962 89801976 AATTCACTTCCCCCTCTCGT TGCACTTTCCTTTTGGGTTC 268

Ai10B18442 Araip.B10 18442 p4 (ATAA)18 72 89806265 89806336 TATTGGGAATTTGGGTGCAT TTGGGGTAATTTTGTCCCCT 204

Ai10B18443 Araip.B10 18443 p2 (TA)6 12 89813316 89813327 CAAATTTGGCGGATTTTCTT AAATCACAAGGACAGGCACC 170

Ai10B18445 Araip.B10 18445 c (T)10cgaaa(T)10 25 89824853 89824877 GGGTGTGTTTCAACACGATG TCGAAAATATCTCCCCCTTTT 195

Ai10B18446 Araip.B10 18446 p2 (AT)6 12 89825511 89825522 CAAATTTTCGAATTTGATGAGAGA TGATGTTCATCTTGGCATTCA 198

Ai10B18450 Araip.B10 18450 p2 (AT)8 16 89841389 89841404 TTCATTGGCAACACAATCAAA TTGAATGAACTTTTCAACTGTGA 137

Ai10B18459 Araip.B10 18459 p3 (AGA)5 15 89891836 89891850 GGGAAATGGCGTAGTGAAGA AATCCCCATTCCCTCGTAAC 152

Ai10B18461 Araip.B10 18461 p2 (TA)6 12 89905015 89905026 AGTCGGCTTAAACTCTGCGA TTAGAAGCCCGAGGAAGAAA 179

Ai10B18462 Araip.B10 18462 c (TC)10(TA)7 34 89905147 89905180 TGCGGCTAGTTCTTTATGGC GCCTAAACCTTACCTCATGCC 266

Ai10B18465 Araip.B10 18465 p3 (TGG)6 18 89910490 89910507 GTGCTGATGGTGGAGGTTGT TCGAATTCGTCCCTCTTGTT 181

Ai10B18476 Araip.B10 18476 p2 (CT)6 12 89983441 89983452 ATGCATCCATTCGAGGAGAG AAAAAGGGGCAATCATGAAA 136

Ai10B18485 Araip.B10 18485 c (T)10attttgga(T)15 33 90009807 90009839 GTGCACACATGCCACTAACC TTTCCATAAACCAATCACCGA 217

Ai10B18491 Araip.B10 18491 p2 (TA)6 12 90021082 90021093 TTCCATGTAATTCGAAGTGGG AACTTCACACCGGAACGTGT 213

Ai10B18492 Araip.B10 18492 p3 (TCG)5 15 90022382 90022396 ATTGCAAGCCGTTGGTTAGT GGACGGTAGACGTGGAGGTA 190

Ai10B18504 Araip.B10 18504 c (TA)6ttatttaggtgcacttacaagcgatttatgtaacttactaattaagctatttaatttaagttgcgtagaattttattttatttttttcttcttcttcta(T)10121 90050597 90050717 TTGACATGGATTAGATTTCCCA GGAAGAAGAGGAGGAAAAGGA 254

Ai10B18505 Araip.B10 18505 p3 (CTC)10 30 90051107 90051136 ATTTACGTTGCGCAGAGCTT ATGATGATTGGTGACGACGA 251

Ai10B18506 Araip.B10 18506 c (CTC)7cttttttatttgaatttatttgattgcctcatttcttttct(TCC)783 90051447 90051529 TCCTCCTCTTCCTCCTCTAGC TTGGAGTTGTTGGTGACGAC 278

Ai10B18507 Araip.B10 18507 c (ATG)5gaggagaagaatgaaaaggaacgaggagacgaaattccgat(AGG)8aga(AGG)6tggtgttgttggtgacgacggtaatgaaatt(GAA)6150 90051902 90052051 TTCGATGATAATGATAACGACGA TTTCCGTTTTCTTCCCTTCC 243

Ai10B18508 Araip.B10 18508 c (T)10atgtgttggatgtttc(T)1137 90053971 90054007 TGTAGAGGATCCATTTCCACG TCCTAACAAAACAAGACATCCAA 280

Ai10B18514 Araip.B10 18514 c (CT)52t(TC)21 147 90180546 90180692 AATGAAACCACGCAGCTTCT GCCACGGTAAGGAGAGAGAG 261

Ai10B18515 Araip.B10 18515 p3 (AAG)23 69 90185340 90185408 TGATGGTTGCTTTCTGTTGTG CCCAATTTAGTCCCTGATTCC 265

Ai10B18517 Araip.B10 18517 p3 (TTC)5 15 90193497 90193511 TTTCTCACATCCCTTCGTCC CACAAAGGTTCGGTGGTTCT 265

Ai10B18519 Araip.B10 18519 p2 (CT)6 12 90209282 90209293 TCTTGTGATTTCTTGTGAATCAA TTGAAAAAGAGGGAGATATTTTCG 272
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Ai10B18520 Araip.B10 18520 p3 (TAT)5 15 90209609 90209623 GAACCCCCTCTTCCATCTGT TTCTTGTCCTTGCTCCTGCT 173

Ai10B18521 Araip.B10 18521 p2 (CT)6 12 90221421 90221432 AAAGGAACATTGAACCTGGAA TTTCTGGGCTGTTTTTGACC 251

Ai10B18523 Araip.B10 18523 c (TC)6ccattttatttcaaaatgagggtttcaaaatctcactctctcttcttaccgtggtttattagccattctt(TTTA)5102 90224807 90224908 GCTTGCCATTTTCCCCTAAT AAATCTGTTGATGGATCCCAA 249

Ai10B18525 Araip.B10 18525 c (A)11taagatggaggcaagagaaggtattaactcaaaggttatggcaataggagcataaggtacttttttggg(T)1090 90226797 90226886 GTTGTTGCCCTCGTGTCTCT TCAATGCCAATAACATTAACGA 187

Ai10B18529 Araip.B10 18529 p3 (ATT)6 18 90231913 90231930 TCATTTCATTGTCTTTTATTGGTC TGACCTTGTAGAATGCTCGC 118

Ai10B18530 Araip.B10 18530 p4 (AAAT)6 24 90237702 90237725 GCGCTAGTGTGCCTGATTTT GCACCGTATTCTGAACACCA 239

Ai10B18533 Araip.B10 18533 p2 (AT)13 26 90239058 90239083 CAATTGTAAATTTTAATGCAAGCAA TGAGGTGGTGAGGTGTTATGA 265

Ai10B18535 Araip.B10 18535 p2 (TA)10 20 90253305 90253324 TTTGTGTCCCTTTGGGTTTC CAGGGATAAGCTAACGCGAG 166

Ai10B18537 Araip.B10 18537 p2 (GA)8 16 90261940 90261955 GTGCAACAATCCACAAGCAT TCCCTTCTTCCTTCTATCTCCC 239

Ai10B18540 Araip.B10 18540 p3 (CAA)8 24 90283701 90283724 TCTTTTCTTTTTCAAATCCTTATCTT TTTGAAAAGTGGGACAAGGTT 138

Ai10B18541 Araip.B10 18541 p5 (TTATT)5 25 90284105 90284129 TTCTCACCCACATTTCTTTCAA CCATGATGGAGAAAGGGAGA 192

Ai10B18543 Araip.B10 18543 c (TA)7tttttttttctatttctctctc(T)1349 90302436 90302484 TTCCTTCCAATTCACATCCC TGGGATTTGGGAACATACTCA 276

Ai10B18544 Araip.B10 18544 p3 (GTT)5 15 90314357 90314371 TTTGGTTTTGGTTGTGGTGA ACCGTCTGCCCTATCCTTCT 210

Ai10B18545 Araip.B10 18545 p3 (AAT)7 21 90322587 90322607 GTGACATCGCACTCTTCCTG GCAATTAGAGCTTTCCAATCCA 238

Ai10B18546 Araip.B10 18546 p2 (AT)6 12 90323982 90323993 AGGACCAATTGCCTCTCCTT GTTTCCTACGCAGCTGGAAT 259

Ai10B18548 Araip.B10 18548 c (A)10gaagagaaaaataaaatg(A)1038 90352323 90352360 ATTGGATGGGATAAAAGGGG TTCACTTTGGGGCATTTTGT 211

Ai10B18556 Araip.B10 18556 c (GAA)5catcagtgaaggagagaattggagaagataaggattag(T)1063 90405635 90405697 TTGAGGTTGATTGATGCTGG TCCCCAATACGACATCATTT 239

Ai10B18564 Araip.B10 18564 p2 (TC)6 12 90452171 90452182 TCGAAAATCCCTTCCCTCTT GATGTTCGAATTTTGGGTGG 211

Ai10B18565 Araip.B10 18565 p2 (TA)22 44 90470420 90470463 TCAATCTGCCCTCATTTTCC TGGCTCTTGAAAGAATGATGAA 256

Ai10B18566 Araip.B10 18566 p2 (TC)8 16 90476891 90476906 CCTCTCCACTTTTTCAAAATTCC CAGAGATGGAGAAAAGGTTCG 238

Ai10B18567 Araip.B10 18567 p3 (TTG)5 15 90480354 90480368 CCATTTGGCTAGCATCGAAT TGACAAACCAACAAACGACA 272

Ai10B18570 Araip.B10 18570 p3 (AGT)6 18 90503074 90503091 TGCACTTGCTTGGAAACTTG ACTTTAGTACCTTGCGGCCA 189

Ai10B18571 Araip.B10 18571 p2 (TA)8 16 90505114 90505129 CTTCCCTGGGTACAAAGCAA GGTTCCATTCTGTTAGGTTCCA 280

Ai10B18572 Araip.B10 18572 p2 (AT)10 20 90512116 90512135 GGTAGCTCATGAAAGCAGGG ATCAATGCACATGGGACAAA 229

Ai10B18576 Araip.B10 18576 c (TTTA)5attatttcgaaaataaaataaattaaaataaaataaataaaaataggtgaagatttttg(A)1089 90530180 90530268 GGGTTAGCATATGACCCCAG CCTAACAACTTCCTCTCTCCTCA 206

Ai10B18577 Araip.B10 18577 p2 (TA)7 14 90537737 90537750 CTCAGCCCAAACACTCAACA CAATGAAAGGTTCGAATGGG 161

Ai10B18578 Araip.B10 18578 p3 (TTC)6 18 90574295 90574312 AGCCCGTAATCTTTGGACCT AGGATTTTCATCAGCATCGC 191

Ai10B18579 Araip.B10 18579 p2 (AG)6 12 90579302 90579313 GCACAAATCAGCGACCTGTA TTGAACCTGGAATTGAGAAGAAA 265

Ai10B18580 Araip.B10 18580 c (GAAAAA)5atataataaataaaaatatatatttccagc(ATAA)580 90584735 90584814 TGGGAAAACTGTGGAAACTTG TGGGGTAATTTTGTCCCCTT 256

Ai10B18581 Araip.B10 18581 p2 (GT)8 16 90584963 90584978 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 246

Ai10B18584 Araip.B10 18584 p2 (CT)6 12 90622458 90622469 TTCAAAGAGCTCGCCAATTT AAGAACCTGGGATTGAGAGTCA 130

Ai10B18586 Araip.B10 18586 p3 (TTA)5 15 90629843 90629857 TCCAACGATATTCAGCACTTTTT ACTGCCCCCTAACATTCCTC 278

Ai10B18587 Araip.B10 18587 p2 (AT)9 18 90630054 90630071 AAGTGCTGGCCAGAAAACAC ACCTGAGAGTCGTACCACCG 260

Ai10B18588 Araip.B10 18588 p2 (TA)8 16 90637229 90637244 GCCCTCTTTTTAATTGGTTCG GTCATGCATCATGGGAACAG 224



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B18589 Araip.B10 18589 p2 (GA)6 12 90645456 90645467 CAACCGCAAATTTGAAATCC TCTTGACCAGATGCTCGCTA 256

Ai10B18592 Araip.B10 18592 p2 (AT)6 12 90651551 90651562 GGCTCAAATCTCACTTGCTTG GATCGGTGATTTTGGGTGAC 265

Ai10B18593 Araip.B10 18593 c (AG)13aa(AG)11 50 90681306 90681355 AAGAGAAACCCTAGCCGCTT TTTGCCTCCTCAGTTTTGCT 261

Ai10B18594 Araip.B10 18594 p2 (AT)8 16 90683901 90683916 GTGGTGCGCTTTGAAGAAAT GACAGGGACTTCAAGCATGG 274

Ai10B18596 Araip.B10 18596 p2 (AG)6 12 90697511 90697522 ACAGATGGAAGAGGGGGTTC CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai10B18597 Araip.B10 18597 p2 (AG)6 12 90705905 90705916 AAGAGGGGGTTTGAATTTGG CTTTTTGTTTGATTCTTATCTTTTTCA 269

Ai10B18600 Araip.B10 18600 p2 (AT)9 18 90722462 90722479 GGAAGTGTTTGACAAGCTTAGAA TGTACCTAACGCACACCAGC 253

Ai10B18601 Araip.B10 18601 p4 (AAAT)5 20 90727739 90727758 GTGATCCACCAACACACAGC CCATGATGGAGAAAGGGAGA 180

Ai10B18603 Araip.B10 18603 p2 (AT)12 24 90739605 90739628 AGGGGACAAAAATTACCCCA TAATGGGGTTAAGGCAAGGG 254

Ai10B18604 Araip.B10 18604 p2 (AG)6 12 90740732 90740743 ATTTCTGGGCTCCTTTTTGG GGAACATTGAACCTGGAATGA 228

Ai10B18607 Araip.B10 18607 p2 (CT)6 12 90766125 90766136 GGCCCAGATCCAAGTACAGA CACTGATCAATTCAAGTGCTGG 250

Ai10B18612 Araip.B10 18612 p2 (AG)6 12 90810225 90810236 AAAGCAAAGCTTTTCCCACA ACCCCACCTACCTCACCATT 263

Ai10B18616 Araip.B10 18616 p2 (AG)6 12 90884733 90884744 GTTCTTGTCCTTGCTCCTGC CCTCACTCACCAAAAATCCG 186

Ai10B18618 Araip.B10 18618 p2 (AT)9 18 90902180 90902197 TGGGCTTCAAAGAATCCAGA TTTGTTCAGTTTGTTCGGTTTTT 280

Ai10B18625 Araip.B10 18625 p2 (AT)6 12 90934126 90934137 AGGGGACAAAAATTACCCCA ATGGTGTTAAGGCATGGGAG 240

Ai10B18628 Araip.B10 18628 p2 (CT)8 16 90941920 90941935 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 276

Ai10B18629 Araip.B10 18629 c (A)11gttttcaaaaatctttcaaaaatttctcctttgttttcg(A)1060 90951286 90951345 ATTTCTGCGCACCAAGTTTT TGGCTTTACAGCAAGCCAG 265

Ai10B18630 Araip.B10 18630 p2 (CT)6 12 90952463 90952474 TTGTTTCTTATCTTTTTCAAAACCAA GAGAGAGGGAGAGGATTTTCG 214

Ai10B18637 Araip.B10 18637 c (A)10tttaataaaatcataaaacc(A)1141 91009965 91010005 TGAAAGCTTGGCTGGCTAGT TCCATGCAGGTGTTCTTCG 280

Ai10B18639 Araip.B10 18639 p5 (AAAAT)6 30 91024408 91024437 TGTGTTCCGCCCTTCTTTTA AACCAAGGATTCAACTTGGG 241

Ai10B18640 Araip.B10 18640 p2 (TA)7 14 91025174 91025187 CCCATCTCAATTGTAAAGGCA CATGCTTCCTCTCCATGGTT 276

Ai10B18641 Araip.B10 18641 p2 (GA)7 14 91033059 91033072 TCAAGTTCGATTTCCCCTTT CAATCCGAACAATGATGCAC 265

Ai10B18645 Araip.B10 18645 p2 (TC)6 12 91112771 91112782 CCCACTTTCTCAAAATTCTGTTT GAAGAGGGGGTTCGAATTTT 224

Ai10B18648 Araip.B10 18648 p2 (CT)8 16 91116921 91116936 TTTTGTTTGTTGCTTATCTTTTTCA GGTTCGGATTTTTGGTGAGA 280

Ai10B18650 Araip.B10 18650 p2 (GA)11 22 91142629 91142650 GGGGTTCGAATTACGAGTAGA TTTCAATTTGCTTTTATTTCTTTTC 186

Ai10B18651 Araip.B10 18651 p2 (TA)13 26 91147277 91147302 TTTTGTCCCCTTTTTGTTGC TGAAAGTCATGGGATTGGGT 216

Ai10B18653 Araip.B10 18653 c (TTTA)5tta(T)13 36 91165241 91165276 GCAAATGCAATAAAAGAAAAGGA CACTTGTCCCTCCTGCAATC 258

Ai10B18655 Araip.B10 18655 p3 (ATG)5 15 91201861 91201875 AGCTTTTCCACAAGGAAGCA AGCAGGCAGTGGTAAAGGAA 277

Ai10B18661 Araip.B10 18661 p3 (GAA)5 15 91226595 91226609 TATCTCCCATGACTCGGAGG ACACAACCCCTTCTCCCTCT 210

Ai10B18662 Araip.B10 18662 p3 (AAT)5 15 91228277 91228291 AGCTTGCTCAGCTTTTGAGG CGAACCCCCTCTCTCTTTCT 177

Ai10B18665 Araip.B10 18665 p4 (AATA)5 20 91247029 91247048 TTTGCACCCTGTTTTTCTCC TGCAATGAATGAAAGTAAGCAAA 216

Ai10B18666 Araip.B10 18666 c (A)10ttt(AATA)5 33 91247837 91247869 TCTTCAAGTGTGGGGAGGTC GCAAATGCAATAAAAGAAAATGG 192

Ai10B18667 Araip.B10 18667 p2 (GT)7 14 91249142 91249155 GATTGAGGCCATCGTTTCAT CAATGTCCCAAGATTCCCAC 220

Ai10B18669 Araip.B10 18669 c (A)11tttaaaatacaaaaaaaaa(T)1040 91262583 91262622 TCGAGTTTGGACAACTGACG ACAGCCAGCCAGACTTCAAC 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B18671 Araip.B10 18671 p2 (TC)6 12 91266408 91266419 TGCAGGGATGAGAAATCCTT ATAGGTGAGGGGTTTTTGGG 134

Ai10B18672 Araip.B10 18672 c (A)10gggatatatgcg(A)1032 91268366 91268397 TTGTTGGCTCTTGAAAGAATGA CACCCTTGCCTTTTGGTTTA 215

Ai10B18673 Araip.B10 18673 c (T)17gaaaaaggttagtagtttttcgaaaattaaaaaaaaatcaaaataattagttaattaaaaagaatttttgaaaaagaggaagatattttcgaaaatt(AG)6126 91288107 91288232 GGAGCAGTGATGTGAGATGAAG TTTCTTACCTTTTTCAAAACCACC 276

Ai10B18677 Araip.B10 18677 c (A)11ccaaaatagaaaaataatagaaaatccatgtgcattgataagttatgtttatttctctacaaaaaaaagag(A)1092 91322451 91322542 TGTGGGAACATGGGTTGATA CATTGGGGTAATTTTGTCCCT 227

Ai10B18685 Araip.B10 18685 c (A)11gcttatgcttttaccacaccaaacttagaatattgctcgccctcgagcaataaacaaaagaat(AGA)12110 91371817 91371926 TCTTGTCTTCCCTTTCCCCT CCTCTTGGTCGAAACCACAT 214

Ai10B18686 Araip.B10 18686 p2 (GA)6 12 91372208 91372219 GTGGATGGATGTGAGTGGTG TTTCTTAACTTTTTCAAAACCACCT 125

Ai10B18692 Araip.B10 18692 p2 (TA)6 12 91445033 91445044 GGCGCAGAAGTTACGAAGAG TTCCAAAAATTCTTTCGTTCG 245

Ai10B18695 Araip.B10 18695 p2 (CT)6 12 91473006 91473017 GCAGGGTTGAGAAATCCTTG ATAGGTGAGGGGTTTTTGGG 133

Ai10B18698 Araip.B10 18698 c (AAG)6aac(AAG)639 91490534 91490572 GGGTATTCACTGAGAAATTTTGG TCCCATTCATCTCCTTTCTCA 274

Ai10B18703 Araip.B10 18703 p2 (AT)9 18 91517050 91517067 TGCAGGGACCTACATTATTGG CAAGAATTTTCCATTTGCCA 134

Ai10B18706 Araip.B10 18706 p2 (AT)14 28 91528686 91528713 ATCTATTGGCGAGAAGCCCT TCACCAGTAAAGCGTAGCCA 232

Ai10B18707 Araip.B10 18707 p3 (TAA)5 15 91529135 91529149 CCGTAGCCTAAGGCATTATTTTT TGCAGAACTCATCTGTCATCC 280

Ai10B18709 Araip.B10 18709 p2 (TC)9 18 91536274 91536291 GATGGGCTTCCATTTTCAGA TCGTTGCGTTTAATTGTTGC 217

Ai10B18710 Araip.B10 18710 p2 (TA)6 12 91540901 91540912 GGTCCCTACCTCGTGGGTAT TGAGACTCAAGCATGCAAGG 259

Ai10B18711 Araip.B10 18711 p3 (TCT)5 15 91548436 91548450 GGAAGCAGAGACAGAGGTGG GAGTTAAGTGCGATTTTGGTCC 247

Ai10B18712 Araip.B10 18712 c (T)10atatggaaaaaatattggtg(T)1040 91548903 91548942 AATATGCCATCTAAACTTATTCCATT CCCCACGTGTTGTTGATTTC 264

Ai10B18715 Araip.B10 18715 p2 (AT)11 22 91580791 91580812 ATTCGCCGATGTAGGTTGAG TAAAAAGAGAGCCGACACGC 273

Ai10B18716 Araip.B10 18716 p2 (AG)6 12 91599740 91599751 TTTTTGAGTGAAAGAGGGATGTT TTGATTCTTATCTTTTTCAAAACTACC 279

Ai10B18717 Araip.B10 18717 c (A)10ggcatcggcacccaagcgcgcagt(GC)6cggtgtggtttcacaactcctagtactaaaactcgagagttgtacccactttatgcctactttatgccaggcgatccacgcgtaagcacgcatg(GC)6152 91611937 91612088 GAATGCTTATAGATTAGGAGAATGCC GGCACAGATGCAGCAGATAA 258

Ai10B18719 Araip.B10 18719 p3 (ACA)5 15 91614500 91614514 AATCAAGGTGGCAACTACCG GCCTTAGGTGAGGTGCTCTG 172

Ai10B18721 Araip.B10 18721 p2 (CT)6 12 91640641 91640652 CTTTTTGTTTGTTTCTTATCTTTTTCA TGAGGAGGGTTGAGATGTGA 245

Ai10B18722 Araip.B10 18722 c (TCT)7attctttcttctttttgcttgagggcgagcaacattctaagtttggtgtggtaaaagcatagc(T)1094 91641911 91642004 TCAACATCTCTCTCCCACCC TTCTCTGGCCTTAGGTTCCA 203

Ai10B18725 Araip.B10 18725 c (A)10tttcagatttttttt(A)1035 91662030 91662064 CTTGGTGTTTTCCCTCCAAA GATGCTGATTCCTGGCAACT 273

Ai10B18727 Araip.B10 18727 c (T)10ataaattgcaatcatatattctcaatcatatctttttcaaaataatttttaatcatatctttttattttattttaatttcggtattca(AAT)21161 91683740 91683900 AATTGATCTTTTCAAATCTTTTTCA CCATGATGGAGAAAGGGAGA 279

Ai10B18732 Araip.B10 18732 p2 (AT)6 12 91728039 91728050 TTAAGTGTGGGGAGGTCGTC ATTCAAATCAATTGGGGTGC 201

Ai10B18737 Araip.B10 18737 p3 (AAG)5 15 91783145 91783159 AACCCCAGTGGACAAGACAG CACCCTCCTCAGCATCAAAT 173

Ai10B18739 Araip.B10 18739 p3 (AAT)7 21 91786169 91786189 GTGGGGAAGCAAATTTGGAA TACTTTGGGGCATTTTGTCC 200

Ai10B18740 Araip.B10 18740 p2 (CT)7 14 91787554 91787567 CCATTCATAAGGAGGCTCTCA TGTCTTCAGATGGGAAGCAGT 260

Ai10B18743 Araip.B10 18743 p3 (AGA)5 15 91794780 91794794 TCAGGGATCTCTTGATTCGC TTTTCCATCCACCACTCACA 266

Ai10B18744 Araip.B10 18744 p2 (AT)9 18 91803767 91803784 CATCACCCTCGCTCTTATCC TGCCACAAAGAGCATACCTG 171

Ai10B18745 Araip.B10 18745 p3 (TAA)5 15 91804811 91804825 TGGCTTTATAATGCTGGCTG GCCTTGAATTTTCTGCCTTG 255

Ai10B18746 Araip.B10 18746 c (T)10cttctc(T)10 26 91808074 91808099 CTTCACCTTGGGGCATTCTA TGGATGGGATAAAAAGGGGT 203

Ai10B18749 Araip.B10 18749 p3 (GAA)6 18 91823227 91823244 AACATGGGAGAAAATGACGC AAGAACGGAGACATCAACGG 228

Ai10B18751 Araip.B10 18751 c (T)11atttattacatgaaaaacatctttttttaaggaaaaaagatctt(A)1166 91823784 91823849 TCTTTTTATCTATCAATTATGTTTGGG TATGTTTGGGCGCCATTATT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B18754 Araip.B10 18754 p2 (CT)6 12 91833151 91833162 AGTCCGTCAACTTTGCCAAC CGAACATCAAAATGTTCCCC 227

Ai10B18757 Araip.B10 18757 c* (A)10(AT)7* 23 91859180 91859202 GGGAAATTGGGTTTGGAAAT TTCACCACTTACTTTGGGGC 232

Ai10B18758 Araip.B10 18758 p3 (AAG)13 39 91862700 91862738 TGACGAAAGGTAGGCGTTCT CCCTCATGTCTCCAGAGTCC 220

Ai10B18759 Araip.B10 18759 p2 (TC)10 20 91867756 91867775 TCACTCTTCCCCATCACCTC TTAAAATGGTTGCTCGTCCC 203

Ai10B18762 Araip.B10 18762 p2 (AG)6 12 91889404 91889415 TTGTTGGCTCTTGAAAGAATGA CACCCTTGCCTTTTGGTTTA 174

Ai10B18766 Araip.B10 18766 p2 (GT)6 12 91934053 91934064 GATTGAGGCCATCGTTTCAT ATGAGCATGTACCCGATTCC 280

Ai10B18771 Araip.B10 18771 p2 (TA)7 14 91993632 91993645 AAAGCACAATCGGTCAATCC TTTTGCGCCTTTGAAACTCT 225

Ai10B18773 Araip.B10 18773 c (CT)6aattttcaaaaatatctcccctctttttcaaaaatttctttttaatcaactaattatttttattttttatttttaatttcaaaaattttcg(A)11114 92000037 92000150 CTTTTTGTTTGTTTCTTAACTTTTTCA GAGAGAAGGAGGGAATTTTCG 238

Ai10B18775 Araip.B10 18775 p3 (AGA)6 18 92009888 92009905 AGTGGTCTTGATGGGCTTTG CTCTACACTCTCCTTGGCCG 266

Ai10B18776 Araip.B10 18776 p3 (AAT)7 21 92011512 92011532 CAGGTTCTGGATCTGCTTCC CGAAAATTATCCCTCCTCCA 268

Ai10B18777 Araip.B10 18777 c (T)11cgaaaatttttttgaaataaaaaaaaataaaaataattagttaaaaagaaatttttgaaaaagaggagagatattttcgaaaatt(AG)6108 92011764 92011871 AGAATAGGATGGAGGAGGGA CTTTTTGTTTGTTTCTTAACTTTTTCA 239

Ai10B18779 Araip.B10 18779 p2 (CT)6 12 92039949 92039960 TTGTTTCTTATCTTTTTCAAAACTACC GGGTGAGGAGAGCAGAGATG 279

Ai10B18787 Araip.B10 18787 p4 (TTTA)7 28 92108034 92108061 GCAGCTTTGCTACACCATGA TTTCAAAAATCTTCACCCATTTT 280

Ai10B18789 Araip.B10 18789 p2 (TA)8 16 92112491 92112506 CCTTTTAGCATACGATAATTTGGA GGGTTGTGTGTTCTTTGGCT 269

Ai10B18790 Araip.B10 18790 c (A)10ttctttttcatccttcccaaaataattttcg(A)1051 92126071 92126121 TTTGGACAACTGACGGTTCA ACACCATGCATGAGTTTTCG 266

Ai10B18794 Araip.B10 18794 c (CT)8cactctctcta(TC)1047 92155238 92155284 AATGGTGACGGCTATGGAAG TCACACCCACACCTACGAAA 266

Ai10B18795 Araip.B10 18795 p4 (TTTC)6 24 92155399 92155422 AATGGTGACGGCTATGGAAG TCACACCCACACCTACGAAA 266

Ai10B18797 Araip.B10 18797 p2 (TC)8 16 92158131 92158146 TGACATCAAAGGCAGAGAAAAA TCGCAGAAGAGAAGGAGAGG 249

Ai10B18798 Araip.B10 18798 p4 (TTTC)5 20 92158287 92158306 CCTCTCCTTCTCTTCTGCGA TCACACCCACACCTACGAAA 100

Ai10B18800 Araip.B10 18800 p4 (AAAG)11 44 92160051 92160094 AAAATCCCCAATTCCACACA TTCTTCTTCTCCCTGCCGTA 187

Ai10B18807 Araip.B10 18807 p2 (AC)7 14 92209840 92209853 GAATGTGACCTGCAAGACATAAA TGAGTTGTTTCTCTTGGAATTGG 117

Ai10B18811 Araip.B10 18811 p2 (AT)7 14 92227924 92227937 ACCACCTCTGGGATGTCAAG GGGTATGCTGAACAGCCAGT 231

Ai10B18817 Araip.B10 18817 p4 (AAAT)5 20 92239053 92239072 ATTCATTTATCACAGGAACTGAAAT CAGTGCACAAAATAAATTAAATAAACA 233

Ai10B18821 Araip.B10 18821 p2 (CT)7 14 92248912 92248925 ATGCATCCATTCAGGGAGAG CCAATTGGGCAACATCTGTA 227

Ai10B18822 Araip.B10 18822 c (GTT)5gtagtattt(A)10gaaagaaaaactattaagtgtccttgtagtattttgcctcttatgttttgccgtattga(T)10103 92249500 92249602 TCTTTTTATTTGTTCTTTGCTCCC TGCCTTATATTATTGATCTTTCCG 193

Ai10B18824 Araip.B10 18824 p2 (AT)7 14 92260538 92260551 CTAAAAGCTGCCACCTCTGG GGGTATGCTGAACAGCCAGT 242

Ai10B18836 Araip.B10 18836 p3 (GAG)5 15 92304465 92304479 TTGAGAAGCCCCAAAAAGAC CTCTTCGCAAGGGCTGTAAC 182

Ai10B18838 Araip.B10 18838 c (T)13aattctttttccaaaacgacgtcgttttggtttttttt(A)1566 92309033 92309098 TGATAAAAACCGGAAAACCG AATTGGAACTGCAAACTGGG 178

Ai10B18839 Araip.B10 18839 p2 (AC)8 16 92311363 92311378 TTTCAAGGTTGTAATGGGGC GGGACAAAATTACCCCAATG 247

Ai10B18841 Araip.B10 18841 p2 (TA)12 24 92318579 92318602 TTCACTTGACACCTTCACGC TTGAAGCAAGAAAAAGCAATGA 249

Ai10B18845 Araip.B10 18845 p2 (GA)6 12 92386655 92386666 TCGAAAAAGAGGAAGAGCCA CATGAATCGACGATGATGGA 201

Ai10B18847 Araip.B10 18847 p3 (GAA)5 15 92393209 92393223 CGGTCTTAGGTGCCATCAAT AGCCCTCCATTCTTCCTCAT 209

Ai10B18848 Araip.B10 18848 p2 (AG)6 12 92395275 92395286 CAGATGGAAGAGGGAGTTCG CTTTTTGTTTGTTTCTTATCTTTTTCA 275

Ai10B18850 Araip.B10 18850 p2 (AG)6 12 92408043 92408054 ATCCAAGCCCAAAAACACAG GAGAGGAGAGAGGAGAGAGCC 162
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Ai10B18851 Araip.B10 18851 p3 (CCA)5 15 92425715 92425729 GACATGTCATCACCTGCCTC GTTGAGAAGGGGAAGAAGGG 137

Ai10B18853 Araip.B10 18853 p2 (AT)6 12 92435188 92435199 TGGAATGTTATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 269

Ai10B18854 Araip.B10 18854 p3 (AGA)5 15 92438778 92438792 TAGAACGGGGTAAGAAAGCG TGGGTTCGAAAATATAACCCC 269

Ai10B18856 Araip.B10 18856 p3 (TTA)6 18 92450166 92450183 CCATGATGGAGAAAAGGGAA TTTTTGATTGCTAATTTCCAAAATC 238

Ai10B18857 Araip.B10 18857 p5 (TATTT)5 25 92453187 92453211 CCATAGAGACACCAGCAGCA TGTGCAAGTACTGAAGGGACA 199

Ai10B18858 Araip.B10 18858 p2 (AG)6 12 92455592 92455603 ATCCAAGCCCAAAAACACAG AAAGGAACATTGAACCTGGAAA 206

Ai10B18859 Araip.B10 18859 p3 (AGA)6 18 92459547 92459564 ATTCAACGATTTCAAGCCGA TTCTTCTAGCACCACTGCCA 247

Ai10B18860 Araip.B10 18860 p2 (AC)7 14 92466650 92466663 TCTTCATCCAAGCAATCAACA CAAAAGTGGGAATTTTGGGT 216

Ai10B18861 Araip.B10 18861 p4 (TTAT)5 20 92466808 92466827 AAACTTAGCATTGGGGTAAGC AACTGTGGGAGCTTGGGTTA 215

Ai10B18862 Araip.B10 18862 p3 (CTT)5 15 92475766 92475780 GCTCCATCTGCTTTCTGGTC AGAGGAGTCATGAGGAGCCA 219

Ai10B18868 Araip.B10 18868 p3 (GAA)6 18 92504261 92504278 GCTTTTGTCTTCCCTTTCCC AGCCCTCCATTCTTCCTCAT 246

Ai10B18870 Araip.B10 18870 p3 (TCT)5 15 92511469 92511483 GGAAGCAACATCTCTTTCCG TTGGTGCACGAAATTGTGAT 252

Ai10B18872 Araip.B10 18872 p2 (AT)6 12 92518499 92518510 GGGGACAAAATTACCCCAAT TTGTAATGGGGCCAAGGTAA 250

Ai10B18875 Araip.B10 18875 p3 (TAA)5 15 92523345 92523359 AACAATAATAACAATACCAACAGGAA GGAAAATTGCGAGCCATAAA 223

Ai10B18877 Araip.B10 18877 p2 (AG)7 14 92531013 92531026 TGAGAGAGAAAGAGGGTTTTCG TTGATTTTCAAATTTGTTTCAACT 258

Ai10B18880 Araip.B10 18880 p2 (AT)6 12 92550728 92550739 AGTGGTGGAATCTCATGCAA GGCTTCAATAGCTCATCACCA 263

Ai10B18883 Araip.B10 18883 p3 (ACA)5 15 92564368 92564382 GAACCACACCCACCTTTCAT CAAAGGTGTAGGAGGCCAAA 204

Ai10B18884 Araip.B10 18884 p3 (ATC)5 15 92570046 92570060 CCCCCATGTGTCTAAGCATT TCACCCATCGTCCTTTTCTC 104

Ai10B18885 Araip.B10 18885 p2 (AT)9 18 92572022 92572039 GGTGCAAAGGTTTAGTGCAGA TGAACCTTTGAGAATACAAACCG 262

Ai10B18887 Araip.B10 18887 p2 (AG)6 12 92586177 92586188 AGAAGGTTTGCTCGTCCTCA AGCGTTTAATGCCAGGATTG 164

Ai10B18890 Araip.B10 18890 p2 (CT)8 16 92600769 92600784 AAAACAATGCGAAAAAGCGT TTTTTGGGCTGTTTTTGACC 273

Ai10B18891 Araip.B10 18891 p2 (CG)6 12 92623381 92623392 AGTTGTTTGGAAAAACCCCC TAGAGTTGGCCCAAAAGTGG 235

Ai10B18893 Araip.B10 18893 p2 (CT)6 12 92634780 92634791 CTTTTTGTTTGTTTCTTAACTTTTTCA AAGATGAGAGAGAAGGAATTTTCG 233

Ai10B18894 Araip.B10 18894 p3 (TAT)6 18 92635117 92635134 CATTCTTTGTCTCCCCCTCTT GCTGCCATCTCTTCTTCCTG 255

Ai10B18895 Araip.B10 18895 p3 (TTC)6 18 92636356 92636373 GCCCTCCATTCTTCATCAAA TTTTGTCTTCCCTTTCCCCT 240

Ai10B18896 Araip.B10 18896 p2 (GT)9 18 92639066 92639083 GGGGACAAAATTATCCCAATG TTTCAAGGTTGTAATGGGGC 254

Ai10B18899 Araip.B10 18899 c (TTC)6cgttttgtttcgattggtttcttatgtatttatgtgatcta(T)1069 92646216 92646284 CGATGACGCTACCAACAAGA GAAGAGAACCTTGAGCACCG 276

Ai10B18902 Araip.B10 18902 p3 (ATT)5 15 92650599 92650613 AAAGGCGTACTGCGTACTGG CGAAAAGTATGGCAGACACG 186

Ai10B18903 Araip.B10 18903 p5 (ATCTT)5 25 92660583 92660607 ACTTGAGGGACTTGGGTCCT GGTTCATTGTCGATTTTGGG 274

Ai10B18908 Araip.B10 18908 c (CT)11atctcta(TC)2069 92666616 92666684 TTTTTGATGAAATGAGCAGGTG CAAATCCAACTCAAGCCCAT 187

Ai10B18909 Araip.B10 18909 p3 (TCA)6 18 92669565 92669582 TCTTTTGCAATCTCAACCCC TCGAACTGAAAGGGTGGTTC 274

Ai10B18912 Araip.B10 18912 p2 (AG)6 12 92693279 92693290 GAAGAAGGAAGAAGAAGAAATTCG CGAAAACAACTAACCACTTTTTCA 276

Ai10B18917 Araip.B10 18917 c (T)10attttattaaatttttttgta(T)1041 92724473 92724513 AAAAACAAGCAATTGAAACCAAA TAACATTGCACGAATCCTGG 175

Ai10B18918 Araip.B10 18918 p3 (AAC)5 15 92726803 92726817 CACATAGGTGGGTCGTAGCC CGATGGATCGCATAGAGGTT 266



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B18922 Araip.B10 18922 p2 (AC)6 12 92731645 92731656 GGAAGCATGAATTGTTGAAATG TTGTTTGGTTGCCCTAACCT 230

Ai10B18927 Araip.B10 18927 p2 (CT)6 12 92779894 92779905 GGAACATTGAACCTGGAATGA TTTTTGACCCAGTTTTTGGC 208

Ai10B18930 Araip.B10 18930 p3 (ATT)5 15 92848082 92848096 GTCTCCCCCTCTTCTTCCAC GCCATCTCTTCTGCCTGTTC 241

Ai10B18933 Araip.B10 18933 p2 (TA)6 12 92896526 92896537 TGTCATCAATGGACCAACAA TTACATTTTGCACTTTGGGC 237

Ai10B18940 Araip.B10 18940 p2 (AG)6 12 92936090 92936101 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 260

Ai10B18941 Araip.B10 18941 c (T)10ggatttttcgaaaattaatgtg(A)1042 92937130 92937171 TGCAATTGACACCAAACTTGA GGCTGGCTATTAAGCCATGT 219

Ai10B18942 Araip.B10 18942 p2 (AT)10 20 92940423 92940442 TGGTTTTCAGATGCAAGACG GGACCTTAGAAGAAAAGGGGAA 144

Ai10B18945 Araip.B10 18945 c (A)10ttctcccttattttcg(A)1036 92957617 92957652 TCGAGTTTGGACAACTGACG ATGAAGAACGCAATGCATGA 279

Ai10B18946 Araip.B10 18946 p2 (CT)6 12 92958722 92958733 CTTTTTGTTTGTTTCTTATCTTTTTCA GGTTCGGATTTTTGGTGAGA 272

Ai10B18948 Araip.B10 18948 p3 (TTC)5 15 92961298 92961312 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai10B18949 Araip.B10 18949 p4 (AAAT)6 24 92966840 92966863 TCCTTTTCAAAATTTCCTAACCA CCATGATGGAGAAAGGGAGA 170

Ai10B18952 Araip.B10 18952 p3 (AAT)7 21 93022851 93022871 GCTGCCATCTCCTCTTCTTG GAACCCCCTCTTCCATCTGT 277

Ai10B18953 Araip.B10 18953 p2 (AG)7 14 93023015 93023028 ACAGATGGAAGAGGGGGTTC TCTTCCCTCTTTTTCAAAATTTCTT 232

Ai10B18956 Araip.B10 18956 p3 (AGA)5 15 93032986 93033000 CCGTCAATCTTCCGTTCTTC ATATAACCCCCTAGCCACGC 254

Ai10B18961 Araip.B10 18961 c (AT)8aga(AT)23ag(A)1380 93050559 93050638 TGGGAAACTTGAGACATTGG CTTTGGGGAAGTTTTGTCCC 275

Ai10B18965 Araip.B10 18965 p2 (TA)10 20 93073384 93073403 AACAAACATCTCTTGGGTTGC CAGAGAAAAGAGAAACCAGAACA 189

Ai10B18968 Araip.B10 18968 p2 (TA)6 12 93096237 93096248 TGTTTCTCGCAATATGACGC CCATGGTATGGTCGCTTCTT 206

Ai10B18969 Araip.B10 18969 p3 (TTA)7 21 93119565 93119585 TTGCCATGGAAAGGAGTAGG CAGGCGGATATCAAATGGTT 196

Ai10B18973 Araip.B10 18973 p2 (CT)7 14 93137562 93137575 CGAAAATCACTAACCACTTTTTCA GAGGGGTTCGAATTATGGGT 235

Ai10B18976 Araip.B10 18976 p3 (TAT)32 96 93154058 93154153 TCAAAGTATCTCAAATATTTAACCCAA TGTAAGGCTTAGGGTGACGG 265

Ai10B18978 Araip.B10 18978 p3 (TCA)7 21 93159951 93159971 TGAATGGAACACAACGAAGC AAGGTCCATTTCTCCAAGGG 280

Ai10B18980 Araip.B10 18980 p2 (GA)6 12 93162967 93162978 ACGTCGTTTGGAGAGAATCG TTTTCCCAATTTCTCCGTTG 167

Ai10B18981 Araip.B10 18981 p2 (AT)9 18 93167820 93167837 CGGTTCTGTTTTATCCATCCA AAAACCGACGAATAAGAAACAAA 186

Ai10B18986 Araip.B10 18986 p3 (TTC)5 15 93195007 93195021 CCTTCTTCCTCGTCAACGTC AAGAGAAGCCAGCAGCAGAG 175

Ai10B18990 Araip.B10 18990 p3 (ATA)5 15 93212498 93212512 ACTGATTCACCCGATTGACC TCGATTATGTTATCTTTTGCTTGC 233

Ai10B18991 Araip.B10 18991 p3 (ACC)5 15 93213615 93213629 GAGAGATCGAGACCAGGTGC CCTAACCCAGCCAGTCTCTG 262

Ai10B18995 Araip.B10 18995 p2 (AG)6 12 93237899 93237910 TTTTTGACCCAGTTCTTGGC GGAACATTGAACCTGTGATGAA 201

Ai10B18998 Araip.B10 18998 p2 (AG)6 12 93244175 93244186 TTCTGGGTTGTTTCTGACCC GGAACATTGAACCTGTGATGAA 194

Ai10B19000 Araip.B10 19000 p2 (AT)6 12 93250097 93250108 CCGAGAAGCCTTTGAAGAAA CCGTATCCTTGGAAGTCACC 136

Ai10B19005 Araip.B10 19005 p2 (TA)6 12 93287652 93287663 TGAGCCACGTTTCAATCTCTT CAAACACTTGGTGTGCATGA 238

Ai10B19007 Araip.B10 19007 p4 (ACAT)13 52 93291187 93291238 GAAGTTGTGATTGGATGATGTGA TCAATGGAATACCCAAAAAGAGA 246

Ai10B19008 Araip.B10 19008 p2 (GT)6 12 93291710 93291721 ATATGGCCAATCCTTGCATC CAATGTTCCCCACAAATTCC 189

Ai10B19009 Araip.B10 19009 p2 (TA)7 14 93291875 93291888 GAATTTGTGGGGAACATTGG CCCATGTATCCCTTTCTCACA 261

Ai10B19011 Araip.B10 19011 p3 (AAT)5 15 93299644 93299658 CAGGTTCTGGATCTGCTTCC CCGCCCCCATCTTATTCTAT 251



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B19012 Araip.B10 19012 c (T)10aaaaaaaagggttagtgattttcgaaaatggttttttgaaaaatgtttagta(T)10cgaaaatttttgaaatcaaaaataaaaaataaaaataattagttaattaaaaagagatttttgaaaaaaaaagggagatattttcgaaaatt(AG)6176 93299837 93300012 ATAGAATAAGATGGGGGCGG CTTTTTGTTTGTTTCTTAACTTTTTCA 256

Ai10B19016 Araip.B10 19016 p3 (GAA)5 15 93322740 93322754 GCTACAGGGAAGGACATGGA GCCGACCGTCTCTCTCTCTT 243

Ai10B19018 Araip.B10 19018 c (T)11gaaaaaaaaattaaaaataattagttaaaaaaaaagaaatttttgaaaaagaggggagatattttcgaaaattt(GA)697 93329282 93329378 TGGATTTCTATGGATATAACTTGGA TTCAACCAACTAACCAACTTTTTG 276

Ai10B19020 Araip.B10 19020 p3 (TAT)5 15 93336533 93336547 TTGCCAGTATTCCGGTCTTC GCTTGCTGTGGGTTGGTTAT 181

Ai10B19022 Araip.B10 19022 p2 (AT)9 18 93344245 93344262 CACAATTCTAAGGTGTTGCTCA TACGCAAGTTTTTGTTTGCG 273

Ai10B19023 Araip.B10 19023 p2 (TA)7 14 93344459 93344472 CAAAGCTTCCAACTCGGTTC CAAATGCAGGTTGAGAAGCA 265

Ai10B19024 Araip.B10 19024 p2 (CT)6 12 93355813 93355824 GGAACATTGAACCTGGAATTG TTTCTGACCCAGTTTTTGGC 205

Ai10B19026 Araip.B10 19026 p2 (AT)8 16 93364716 93364731 TATCCCTCAGGCTTACGACG TATCGCTTTCGACTTCACGC 263

Ai10B19027 Araip.B10 19027 p2 (AG)8 16 93370240 93370255 TTTTTGACCCAGTTTTTGGC AAAACCTAAGAGAGAGGAGAGAGC 166

Ai10B19029 Araip.B10 19029 p2 (AG)7 14 93387639 93387652 CCCCTGTTTTCAGCATCAAT TCAGTTTACCCCGTTTCGTC 246

Ai10B19035 Araip.B10 19035 p4 (TATT)5 20 93423183 93423202 TCATCTAATTTCATGGTTCTATTTGT GTCGTTAGGAAACCCGTTGA 194

Ai10B19036 Araip.B10 19036 p2 (AT)6 12 93424118 93424129 CATTTGTCGTTTATGGCTGC GATTACCGGTTCGGTTCTGA 162

Ai10B19038 Araip.B10 19038 p3 (ACA)5 15 93431238 93431252 CCACAAAGAGTTTGCGGAAT CTGCTGCCTGTTGTTGTTGT 258

Ai10B19047 Araip.B10 19047 p2 (GT)9 18 93503087 93503104 GCTCAATTTTTGCTTGAATGC AAGATTGCGTGCGGATTAGA 185

Ai10B19048 Araip.B10 19048 c* (A)10(AT)8* 25 93504162 93504186 AGAGAGTTGGGAACATTGGG TGGGGTATTTTGTCCCCTTT 248

Ai10B19050 Araip.B10 19050 p3 (TTC)5 15 93513449 93513463 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 165

Ai10B19053 Araip.B10 19053 p2 (AT)6 12 93519806 93519817 GCTTGATGGTCTATTCATTTGC TGTCTCATACAAGCATGGAGGT 133

Ai10B19057 Araip.B10 19057 p2 (TA)6 12 93527470 93527481 TGGCTATTTAACGAACGAAATG GAAAGCGATCTAATCGTGCC 226

Ai10B19059 Araip.B10 19059 p4 (AAAT)9 36 93531161 93531196 TCCTTTTCAAAACTTCCTAACCA CCATGATGGAGAAAGGGAGA 179

Ai10B19061 Araip.B10 19061 c (A)10g(A)10 21 93561596 93561616 AATTATTTTGATGTGGCGGC TGGCTTTTTCTGCTTGCTTT 271

Ai10B19064 Araip.B10 19064 p3 (AAT)5 15 93571665 93571679 CAAGGAATTGCAGGGAGGTA CCCAATCTTCTTCACACCTGA 188

Ai10B19065 Araip.B10 19065 c (A)16g(A)10 27 93574671 93574697 GTGTGGGGAAATTGAATTGG ATTTCGCTTGGGACATTTTG 198

Ai10B19066 Araip.B10 19066 p3 (ATT)14 42 93579556 93579597 GACTTTAGTGCAAGCGGGAG GAGCAAGGCAGTTCAATGGT 268

Ai10B19068 Araip.B10 19068 c (ATT)5aatcataaagcatgaaaacaaaagcggcttcgattatgcattacgtt(GC)6(AC)788 93603123 93603210 TTATTGAGTTCGATATCCGCC ACGTATACAACGGCTTTCCA 278

Ai10B19071 Araip.B10 19071 p2 (GC)6 12 93622416 93622427 AGGGGTAAGTGTGCCCTTTT AGAGTTATGCCACCCCTGTG 161

Ai10B19072 Araip.B10 19072 p2 (GC)6 12 93622533 93622544 CACAGGGGTGGCATAACTCT CGCCCTTTTATTCTGCACTC 177

Ai10B19073 Araip.B10 19073 p2 (GC)6 12 93622667 93622678 CACAGGGGTGGCATAACTCT ATACAAGGCGAGCACGAAAT 223

Ai10B19075 Araip.B10 19075 p2 (AC)8 16 93627129 93627144 AAAACCCCTGAAATCAGCAC TTGTGAGTGCTTTGTGACGA 251

Ai10B19076 Araip.B10 19076 p2 (AT)7 14 93628882 93628895 AAAGCCCATTGTAGGCATTG TTTTTACCGATCAAAAGCGG 253

Ai10B19077 Araip.B10 19077 p2 (TA)10 20 93630529 93630548 AGAGACACCTCGTTGAGCGT ACTCGACCTGCGAAGCTAAG 243

Ai10B19078 Araip.B10 19078 c (T)15gcaaagatggtttaaaaaaagagaaatgttcattcttaagttttgatagttttaaaaactaagtagatattttttgtg(T)11104 93648439 93648542 TCAACAAAATTCCATTACACTCTCTT TTTCGCAAAACTATAAGGACCAA 265

Ai10B19082 Araip.B10 19082 p2 (TC)7 14 93666276 93666289 TCTGGCCCAGTTGAATTCTT CATGCTGCCTTTTGAACTGA 277

Ai10B19084 Araip.B10 19084 p3 (TTA)26 78 93670069 93670146 ACTCGGCGATGTTGGTATTC ATCCATTCGTCAGTAGGCCC 226

Ai10B19085 Araip.B10 19085 p2 (CT)7 14 93670852 93670865 TTGAAGGAACATTGAACCTGG AGGGGACAAGCAGAGACTCA 181
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Ai10B19098 Araip.B10 19098 p2 (TA)23 46 93743775 93743820 GCATGTCCTCATGCTTAGTTGA TGATTCTATGTTCCCCGCTT 274

Ai10B19099 Araip.B10 19099 p2 (CA)7 14 93756195 93756208 CCTAGTTCATCCCAAGCCAA TTGAATTCCTGGACCGTCTC 253

Ai10B19104 Araip.B10 19104 c (AAT)16(AAG)5 63 93769214 93769276 AAGTTGATGGGCATTTTTGG TCGCTTGAAATGTGTAATGAGA 265

Ai10B19109 Araip.B10 19109 p3 (TAT)8 24 93790742 93790765 TGATGTCATGCATGTTCCAA GGAAGATTTTGACCCCCAAT 164

Ai10B19111 Araip.B10 19111 p3 (AAC)6 18 93795514 93795531 CCGTCGCAAAATGAATTGTA TTGTTTCCCTCAAATCCCAG 138

Ai10B19114 Araip.B10 19114 c (TTC)5tcctcttcttcctctttttttctcgtctttctcctttgttatcgtcgtcgt(CAC)581 93797585 93797665 AAATCCAAAATGCACCGAAA GAAGGAGGAGGAGGAGATGG 264

Ai10B19115 Araip.B10 19115 c (GAA)5ggaatgcgaaaaagaaggaggagaaacgcaaagaagaaagagaagaagaaga(AGG)582 93798208 93798289 CAACAACAGCAATAAAAGAGCG TGAATACACGCTTCAACTACGTG 166

Ai10B19116 Araip.B10 19116 p3 (ACC)5 15 93798698 93798712 GAATCAAAATCGTCCCTAACG TGATGGGAGTAAGGGAGGTG 177

Ai10B19120 Araip.B10 19120 c (A)12gaataagatgttttaaaacaaaaatttgggaagcatgctcatgtaagatcaaaacaactaaattaccaggtgcattgat(A)12tttccagtatttaaataaggggatac(A)12141 93826121 93826261 TTTTATGGGAACATGGGATGA ATTTGCCCAAATTTTCCCTC 277

Ai10B19121 Araip.B10 19121 c (T)10ggaaaatttcactaatttaaatcaaacttttgtgttaaaacttgttagaagttgtaattggaacatagtt(A)1090 93828271 93828360 TCCGGAGGTAATTTCTTTTCC AGCTCAAAATCTCACAGGTCG 279

Ai10B19122 Araip.B10 19122 p3 (ATA)5 15 93828868 93828882 GAAGATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 197

Ai10B19125 Araip.B10 19125 p2 (GA)6 12 93841288 93841299 TGTGGAGTGAAGCTGGAAGA TGGGAAAGTAAAGACGTCAACA 235

Ai10B19126 Araip.B10 19126 p2 (CT)6 12 93861370 93861381 TGGCCTAAATCCAAGTCCAG AAACCTGGGATCGAGAGTCA 191

Ai10B19127 Araip.B10 19127 p3 (TGA)25 75 93867278 93867352 TCCTAGCAAGGATGCATTTG CTGCACTTCACAAAATCCTCTC 251

Ai10B19128 Araip.B10 19128 p3 (TTC)5 15 93883643 93883657 CAACCCCTACCCACTTCAAA CAAGATTCAGAGGAGGTGGC 262

Ai10B19136 Araip.B10 19136 p2 (TA)6 12 93927601 93927612 ATGTCCCTTTGGGTTTCCTT GGGGTAAACAAAAATCGCAA 214

Ai10B19138 Araip.B10 19138 p4 (GGAA)6 24 93929132 93929155 TCCCATTCTGGAGGACTCTG GGATCGGCAACACGATCTAT 176

Ai10B19140 Araip.B10 19140 p2 (AC)8 16 93936755 93936770 TGGCCTCTGATCCAAAAATC TGTTGAATGGTGGATGTGGT 239

Ai10B19141 Araip.B10 19141 p3 (AGA)5 15 93938475 93938489 AGCTTCCTTCAAATCGCAGA TACACTGGTTGTTGGCCTTG 276

Ai10B19144 Araip.B10 19144 c (T)12gagaaatgctatttgtacactaaaattagctattaaaattagctaccaatg(T)1275 93942828 93942902 GGATAGAATTGGAAGAAAATAATTGA CCTTGTTGTGTTGAGCACTTTT 279

Ai10B19148 Araip.B10 19148 p3 (TTA)7 21 93958991 93959011 AATGGAGAAGCCGTCAGTAA TGGTTACGAGTTCGAGTCTCTC 269

Ai10B19149 Araip.B10 19149 p3 (CAA)7 21 93964320 93964340 TCACCACCACTAATAATACCACA CGCCTTAGTTTTGACCCCTA 263

Ai10B19154 Araip.B10 19154 p2 (AT)24 48 93984031 93984078 TTAAGTGTGGCGGAGGATTC GGACAAAATTGAACTAGGTGCT 272

Ai10B19155 Araip.B10 19155 c (A)10ttttgaaaaatgggtgcacattcatgtatcaatttgctttaaccatatgtatttgtcctagaaaaagaaaaacaaaagaaaaaaaatgaaatgaaaa(AAT)5122 93984799 93984920 GGGGGAAATTTTGGAAAACA TTTTCTTTGGGGCAACCTTT 209

Ai10B19156 Araip.B10 19156 p3 (AAT)5 15 93985125 93985139 GCTGGAATGCATTTTTGTGA TTCCAGCCACCCATTACTTC 226

Ai10B19157 Araip.B10 19157 p2 (TA)10 20 93986918 93986937 GCTTGGAATTTGATTGTTGCT TGGACTCATCAATTCTCCCA 177

Ai10B19158 Araip.B10 19158 p3 (AGT)5 15 94010459 94010473 TCTGGACTTTGCATCCTAACAA TCATGCATCCAGAACAAGGA 162

Ai10B19159 Araip.B10 19159 p2 (AG)6 12 94014742 94014753 AGGCTACAGAGTGGGGGAAT AGCCAATTGGGCAACATAAG 251

Ai10B19163 Araip.B10 19163 c (T)11atactatagctactgtatataagtgtagccttaggtctcg(T)10ctgtatactatagctactatatataagtgtagccttaggtctc(T)11115 94057468 94057582 CTTGTAAAGCGTAACCACATTG CAGCTCAACCTAAATTGCCA 278

Ai10B19166 Araip.B10 19166 p5 (AAGAT)5 25 94076627 94076651 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai10B19167 Araip.B10 19167 p5 (AAGAT)5 25 94086325 94086349 ACACGACCCAGAATCCAAAG CCTGGGTGCTCCAGTGTATT 164

Ai10B19168 Araip.B10 19168 p3 (ACA)7 21 94091194 94091214 TGACAACACAAGGTTGGCAT GTGTGGTGGTGGTTGAAGTG 250

Ai10B19170 Araip.B10 19170 p5 (TTATT)5 25 94121590 94121614 GACGATAATTTTGGTGCGCT TGGAAATATGGATGATGGGT 280

Ai10B19175 Araip.B10 19175 p3 (ACA)7 21 94150029 94150049 TGACAACACAAGGTTGGCAT GTGTGGTGGTGGTTGAAGTG 265
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Ai10B19176 Araip.B10 19176 c (T)10cttcttttttgttttttccaaataattttc(A)1151 94153183 94153233 GGGATTGTTCGAGTTTGGAC AAAAACATGCTATTGACACCAAA 268

Ai10B19177 Araip.B10 19177 p2 (CT)7 14 94154248 94154261 CCACTTGACTTTTTGTTTGATTCTT GCTCTAATGGCAGGGATTGA 239

Ai10B19180 Araip.B10 19180 p2 (AG)10 20 94170012 94170031 AAACTGGTCGGTCCATTGAG CACGTCAAATGCTCAGGAAA 280

Ai10B19181 Araip.B10 19181 p2 (CT)6 12 94170962 94170973 TGCAGCTTCCTCTGTTTTCA AACTTGAAGAGATCTGCACATGA 264

Ai10B19182 Araip.B10 19182 p2 (TA)14 28 94200630 94200657 GGGTTTATCAACCTCCCCAT TGTGTTTTAATATGGTCTGGCCT 263

Ai10B19184 Araip.B10 19184 p2 (TA)6 12 94210026 94210037 CCTTTTTAGCACATGATAATTTGGA CAGGTTGTGTGTTCTTTGGC 265

Ai10B19186 Araip.B10 19186 p3 (ATT)5 15 94217550 94217564 GCAGGAAAGCAGAGGTTCAG AGGGTTGAATCCCACAGAGA 210

Ai10B19187 Araip.B10 19187 c (A)10ttcttcaaaaatctttc(A)1037 94217900 94217936 AATGATCACGATTTCGCACA CTTGATGGCCAACCAAACTT 252

Ai10B19188 Araip.B10 19188 p3 (AAG)5 15 94222100 94222114 AACCCCAGTGGACAAGACAG TTTCAAACGTCTTGGAAGGG 155

Ai10B19192 Araip.B10 19192 p3 (TCT)6 18 94236019 94236036 CTCTTTACCACCCAATCCCA CTCGAAGGTGGAAGCTTTTG 231

Ai10B19194 Araip.B10 19194 p3 (ATT)5 15 94239020 94239034 CATTGACAACAGTGATGCCC GAATCCCACGGAGATTGTTG 272

Ai10B19196 Araip.B10 19196 p3 (AGA)5 15 94277448 94277462 TATCCAACCCAAAACCCAAA TTTCCATTGGGAAAGAGAGC 242

Ai10B19200 Araip.B10 19200 c (CT)14t(TC)9g(CT)762 94300493 94300554 CCCAAAAACTCCAAATCACC CTCCATTAGCAGCACCCTTC 240

Ai10B19201 Araip.B10 19201 p2 (TC)14 28 94301649 94301676 GATGGTAACTGGGCCGTAAA ATAGTGGGTTGCTATTGGCG 267

Ai10B19202 Araip.B10 19202 p3 (TCA)11 33 94306542 94306574 CCCAGAGCAAGTGGATCAAT TTGAGGATGGAAGAGTTAGGGA 276

Ai10B19206 Araip.B10 19206 c (T)10cttttaaaaaataaaaataattagttaaataaaaacgaaatttttggaaaaagagggaggatatttttgaaaatt(AG)697 94331388 94331484 TGGCGTTGAATTGAATTTTG TCTTATTGTTTTTCTCTCTCCTCAC 278

Ai10B19208 Araip.B10 19208 p3 (GAG)6 18 94350689 94350706 GCTTCATGGAGCACAGTGAG GCTCATGGTGAGGGTCAACT 255

Ai10B19211 Araip.B10 19211 p2 (AT)13 26 94371854 94371879 CAGGAAAAGGCATTACAGCA TTGCTCATCCATGTTTTCAGA 247

Ai10B19216 Araip.B10 19216 p5 (AATAA)5 25 94402396 94402420 TTCCCACTTTGGTCCATGAT TTGATTGATTTTCGAATTCTTCC 275

Ai10B19217 Araip.B10 19217 p2 (AG)7 14 94411502 94411515 AAAAAGAGGGAAGGGATTTTTG TCAATCACATCTTTTTCAAAATCAA 180

Ai10B19218 Araip.B10 19218 p2 (CT)8 16 94420689 94420704 GAATTCGGCATCATATCGGT AAGGGAAATCCAGCCTTTGA 256

Ai10B19219 Araip.B10 19219 p3 (ATT)5 15 94423047 94423061 TGGTGTCCATCTGGTGTTGT TTCAAGTTTTCAAAGAAAGCAAAA 274

Ai10B19221 Araip.B10 19221 p4 (AAAT)5 20 94430362 94430381 TCATTCATTGAAGATCACTTAACATC CTTTTTGACTCTCTGCTTATTTGA 272

Ai10B19222 Araip.B10 19222 c* (GA)6(AGA)6* 27 94432285 94432311 GGTAGTGGTGGCTCTGTGGT TAAATTCAAATCGCGAACCC 269

Ai10B19223 Araip.B10 19223 p5 (TTATT)7 35 94442038 94442072 TTTCGAAAATCCTTACCCCT CCATGATGGAGAAAGGGAGA 194

Ai10B19225 Araip.B10 19225 p2 (TC)6 12 94454640 94454651 TTGCAGAGAGGTTGAATGGA GTAGAAATGGGAACAGGGGG 280

Ai10B19226 Araip.B10 19226 p3 (AAT)18 54 94457474 94457527 TTGAAACACAACATCCTATTCCC AGATGTAGGAACGGGTGCAG 140

Ai10B19228 Araip.B10 19228 p4 (AAAT)5 20 94464227 94464246 CGTCTGACAAACAGCCAAGA TGCAACATTCACTGACCACA 267

Ai10B19229 Araip.B10 19229 p2 (TA)9 18 94464709 94464726 TCAAAGCAAGCATAACCATCA CTTGGATCCTGATCCTCAGA 206

Ai10B19231 Araip.B10 19231 p4 (AGTT)6 24 94475080 94475103 TCATCATCCAAAGCTTCAACTG GCTCAGAATCAGAAAGAGAAAGC 185

Ai10B19237 Araip.B10 19237 c* (CTTCTC)9a(TTCTCC)8(CTT)17*153 94501130 94501282 AATGCATTTCTCCTCCATCG ACTTGAACCCATCATCTCCG 262

Ai10B19238 Araip.B10 19238 p3 (TAA)5 15 94503559 94503573 GGGACTTAATTGAAAATTCGG AAGGTTGAGGTTTGGGAAGC 251

Ai10B19244 Araip.B10 19244 p3 (GAA)5 15 94539851 94539865 TAAAATATTGCTCGCCCTCG ACACAACCCTCTCTTCCCCT 117

Ai10B19248 Araip.B10 19248 c (A)11ccacagtagcacatgagcttaactcccatatgggtcctagaaaaagcaaaactactt(A)1078 94548904 94548981 GCGAACTCATGAACCCAAGT CTAACACTGCCACGCACCTA 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B19249 Araip.B10 19249 c (A)38caannnnnnnnnnnnnnnnnnnnnnnnnttactagaaatcatttcctttct(C)14103 94550999 94551101 CGTTCTTGAATGATAAAGTGGC AGTAATGGTTTCGGTTGGGA 271

Ai10B19252 Araip.B10 19252 c (TG)15agctttaaatttat(TG)7ttggaccgggcctaaggtccaacata(TG)11agctttaaatttattgagctttaaactcattttgatgggaagagaa(AG)9170 94560678 94560847 GCCAAACAGGCTAAAACCGT CTCCCGGAAGGTGATAATGA 279

Ai10B19253 Araip.B10 19253 p2 (AT)7 14 94563681 94563694 TTCCTTCATCGGGCTTTTAG GCCGACTAAAGATGGCAAAA 266

Ai10B19256 Araip.B10 19256 c (TC)6ttcggcggcgcgcaacgacctccacctcgacggcgacgcgtgtaacgacggcgactcctccctcttggtcactggctcgcgtc(CT)11cc(CT)8135 94582861 94582995 ACGTTGCGTCTTCTCCATCT GAGCCAGTGACTAAGGGGG 259

Ai10B19259 Araip.B10 19259 c (AAG)5atgaagaagaacccatcaactagagattaggttcatagaattaggggttttcttcgggaaggggaacaagatgtattttcca(TCT)18151 94584303 94584453 ACCCTGCAACTTCTTCTCCA TGATGCTACTACGCCAAGTCA 275

Ai10B19260 Araip.B10 19260 p6 (CCTGCA)6 36 94584589 94584624 CCGCACTCCTCTTTCTCTTG CACCAGGACCAGAACCAGAT 173

Ai10B19262 Araip.B10 19262 p3 (TTA)10 30 94586375 94586404 ATATTCACGCTCCTGCCAAC TTGAGTTTCTTCTCTCCGGC 263

Ai10B19263 Araip.B10 19263 p2 (CT)6 12 94591322 94591333 GGCATGGAAACATAAAATTGC TGGGGGAAGGAATCATAGTTTAG 280

Ai10B19264 Araip.B10 19264 p2 (AT)15 30 94596070 94596099 TAAGCCTCCAATTGTCCACC CTTGCCAAATTCGGTGTTTT 225

Ai10B19267 Araip.B10 19267 p2 (TA)11 22 94602054 94602075 TTCAAAACTCCCTAACCACTCTC AGGGAGATGATGTGGATTGC 280

Ai10B19268 Araip.B10 19268 c (A)10gagagtggcaaaaatt(A)1036 94607561 94607596 TGAAGCAAGAAAAAGCAGTGAA ATGCCACAAGCACATGGTTA 239

Ai10B19273 Araip.B10 19273 p2 (CT)6 12 94628981 94628992 TGCGAATCTTTTCCTTTCGT ACAGGAGCAACGGTAGCAGT 197

Ai10B19274 Araip.B10 19274 p2 (TA)7 14 94636959 94636972 GAAGTGCGAAACACACAGGA GAATCACAACAATCCACACACC 266

Ai10B19275 Araip.B10 19275 p2 (AT)18 36 94637143 94637178 AAGGTGTGTGGATTGTTGTGA TGTATTTTTGCATTTTGCACTTT 230

Ai10B19278 Araip.B10 19278 p2 (AT)6 12 94686359 94686370 AACCAATTGGGTGGTACCCT CTCTTGTTTTGGTTGTTGCAT 259

Ai10B19279 Araip.B10 19279 p2 (AG)11 22 94692747 94692768 AAGGACAGAGAAGGCAGCAA TCTCCTTTCTCCCTCCACAA 229

Ai10B19282 Araip.B10 19282 c (CT)8atctt(TC)11 43 94710292 94710334 CGGGTTTTAGTGAAACGCAT ATCAGCGGAGAGGAGAGACA 219

Ai10B19283 Araip.B10 19283 p3 (AAG)5 15 94714869 94714883 AGTCTGAGGGGACAGAGGGT CATCCTCCTCTTCCGAGGTA 246

Ai10B19284 Araip.B10 19284 p2 (TA)6 12 94723054 94723065 CACGCTTTGGTTATCGTGTG CACTCTCCAGCGGCTTTTAC 271

Ai10B19292 Araip.B10 19292 c (T)10ctcatctcatttgcaaaaacatgctttattatttgagggttagc(TA)870 94747553 94747622 TCCAGTGAGGGTTCAAAAGC TGGAATGTTATGAAATGCAACC 243

Ai10B19294 Araip.B10 19294 p4 (TTTA)5 20 94762424 94762443 CCATGATGGAGAAAGGGAGA TCCTTTTCAAAACTTCCTAACCA 155

Ai10B19296 Araip.B10 19296 p3 (CTT)6 18 94765512 94765529 TCTTGACTTTCCCATGGAGG ACAGTGGATCGATTTCAGGC 272

Ai10B19298 Araip.B10 19298 p2 (AT)12 24 94778820 94778843 GCGTCGTAAAGCGAAGGTTA GCCGTGGCTAGTTTCCTATG 232

Ai10B19299 Araip.B10 19299 p2 (AG)6 12 94785166 94785177 AGGCTACAGAGTGGGGGAAT GCAACATAAAGAGATCAACAAGAGA 240

Ai10B19306 Araip.B10 19306 p3 (TTC)5 15 94832588 94832602 ATATGGCCGAAACTTACCCC GCTTTTGTCTTCCCTTTCCC 280

Ai10B19309 Araip.B10 19309 p2 (TA)9 18 94837978 94837995 GTCTTGCGCCTACTATCGCT TCGAATTTGACAATGAAATGTT 243

Ai10B19311 Araip.B10 19311 c (T)12ca(T)10 24 94852554 94852577 TCGTGTTACTAATCAGCACCTCA AAGCGAAACAAACTGCGTCT 168

Ai10B19317 Araip.B10 19317 p3 (AAT)7 21 94871116 94871136 GACATGTATATGCTGGCCCC CCCGAACCAATTGCTAAAAA 280

Ai10B19319 Araip.B10 19319 c (AAC)5tctctagc(T)1033 94872834 94872866 AAACAATAACAAATTAGATCTTCCATT CCAATTAGTGCCATCAAAGC 117

Ai10B19323 Araip.B10 19323 p2 (CT)6 12 94898887 94898898 GCACCAGACTGGCGTTTAAT TGGGATTTGATAGGTGAGGG 266

Ai10B19327 Araip.B10 19327 p2 (AT)6 12 94932578 94932589 TGAGCGAAGACAACAGACCA CCAAGCTTCAACCCAACCTA 247

Ai10B19328 Araip.B10 19328 p2 (CT)8 16 94939719 94939734 TTCCCCCTTCTTCTTCCAAT TTGCAACAATCCACAAGCAT 235

Ai10B19331 Araip.B10 19331 p2 (TA)13 26 94960792 94960817 CATTTTTGGTTGGGGTTTTG ACCAAAATGAAGCCACCAAG 261

Ai10B19332 Araip.B10 19332 p2 (TC)6 12 94966016 94966027 CGAATAAAAGTGATGCCAACG TGGCTTCTTTTCCTTTCATACG 176
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Ai10B19333 Araip.B10 19333 p3 (CCA)5 15 94966622 94966636 CGTGAAAATTGAAACCGTCC TGGTTTGGTGTTGTTGCTGT 260

Ai10B19334 Araip.B10 19334 p2 (GA)6 12 94977538 94977549 TGCCAAAAACTATCGTGCAG CTCTCAGTGTTTTCCACCCC 274

Ai10B19336 Araip.B10 19336 c* (TGA)8(AT)9* 41 94993209 94993249 AGTTGGGGCTCTTGATGATG CCACCAAAACTCATCCTTCC 242

Ai10B19338 Araip.B10 19338 p2 (AT)7 14 94999483 94999496 GAAGCGTTCACTCACGATAGC TGACTTTGTTGCTTTAGAGGCTT 279

Ai10B19342 Araip.B10 19342 p5 (AACAA)6 30 95031352 95031381 AGGAAGAACAGCCGAGATGA GCCTTGCTGGTTGTTCTGTT 252

Ai10B19343 Araip.B10 19343 p2 (CT)6 12 95032037 95032048 GGTTGGACAGAACTCCCCTT GGGATCCGAGAGAGAGGAAG 235

Ai10B19348 Araip.B10 19348 c (T)11catgcatattaacaaataacagttcatacttatatataatccaaaggtaggaatgtgtatgaatttaggaacaatgtc(T)1099 95055299 95055397 AGATGGAAAATTGTGTGAACCA TTCTCTTTGGGTGTAGGTGC 229

Ai10B19350 Araip.B10 19350 p3 (TCA)10 30 95062008 95062037 TCTTGCCCCTTCAATTCCTA GATGGCGAGAAAATAACGGA 237

Ai10B19351 Araip.B10 19351 p3 (GAG)7 21 95074411 95074431 AAGAAATCACAATGGGCTGG GAGATGGCGAAGAAGAATGC 157

Ai10B19355 Araip.B10 19355 p3 (AAC)29 87 95089579 95089665 GCGCCAATAACTCCACCTAA GTGCGACGGTATTGCTTTTT 184

Ai10B19356 Araip.B10 19356 p2 (AC)7 14 95091737 95091750 AATGGGGCTAAGGTCAAGGT TGGGTAGCTAGGCATGATTTT 132

Ai10B19357 Araip.B10 19357 c* (AT)10(T)10* 29 95091910 95091938 ATCACACATGCATTGATCTTTT AACTGTGGGAACTTGGGTTG 255

Ai10B19358 Araip.B10 19358 p3 (TAA)8 24 95097949 95097972 TAAAGGTATCTGGCGGATCG GGTAACCGACCTACCGAACA 274

Ai10B19359 Araip.B10 19359 p2 (AG)6 12 95106026 95106037 CAATGTTCGGTAGGTCGGTT ATATTCTGACAAGGGCGTCG 177

Ai10B19363 Araip.B10 19363 p2 (GA)14 28 95122260 95122287 AAGTTTTAAATCCCGGGTCG CAATTGCCATGTTTGTGGTC 252

Ai10B19364 Araip.B10 19364 c (TA)9ttattttttttatttttaaaatttttttccaatttttttttctttccttc(T)1078 95126271 95126348 CCCTTTCTCATATTCACTCATGC GGAATTCGTGGGAAATATTGG 266

Ai10B19366 Araip.B10 19366 p2 (GA)6 12 95129260 95129271 AGTTTTAAATCCCGGGTCGT CAATTGCCATGTTTGTGGTC 235

Ai10B19367 Araip.B10 19367 p2 (CG)6 12 95135102 95135113 CAGGCACTTTTTGTCATTGG TGCAACAATTGGGACCTAAA 149

Ai10B19368 Araip.B10 19368 p2 (CT)6 12 95136683 95136694 AAGAACCTGGGATTGAGAGTCA GAGACCAGCGAATTCTGGAC 224

Ai10B19371 Araip.B10 19371 p2 (CT)8 16 95143184 95143199 AAGAACCTGGGATTGAGAGTCA GCGCATTAAAATTCGAGACC 242

Ai10B19372 Araip.B10 19372 c (TC)11(TA)13 48 95144276 95144323 AACAAGGGTCCATGGAGTGA AATGGCATGCCTGTTGAGTA 252

Ai10B19377 Araip.B10 19377 p3 (TTC)6 18 95157818 95157835 TCCTGGTCCTTTTGGTCTTG CTGAGTGGGAAAAGACGCTC 153

Ai10B19378 Araip.B10 19378 p3 (TAT)5 15 95165520 95165534 CGAAAATTCCTTCTCTCCCA CAGGTTCTGGATCTGCTTCC 262

Ai10B19380 Araip.B10 19380 p3 (TTC)5 15 95172215 95172229 CCCTTCACCTATCACCTCCA CGGTCTTAGGTGCCATCAAT 258

Ai10B19383 Araip.B10 19383 c (GC)6acatgcgctggcgcgtcggtgcccatttttcctttttt(TC)1580 95225382 95225461 GTGGGCATAACTCTCGGGTA GGGAGAATGGTATGTTTTGGA 243

Ai10B19386 Araip.B10 19386 p2 (CT)6 12 95238307 95238318 CGTGGCTACAAATGGGTCAT GCCAATAGGCGAAAGGATAA 214

Ai10B19387 Araip.B10 19387 p2 (AT)7 14 95241566 95241579 TGGAATGTTATGCAATGCAAC CAAATTCCAGTGAGGGTTCAA 269

Ai10B19391 Araip.B10 19391 p2 (AG)8 16 95267338 95267353 ATTCGGTGGAGAAATGCAAC TTGCTCTCCTACCTGTGGCT 229

Ai10B19395 Araip.B10 19395 p2 (TA)7 14 95289875 95289888 GAGTTGGTTGCTGCACACTT GGTTGGTTTCATCTTGGCTG 213

Ai10B19396 Araip.B10 19396 p2 (AC)6 12 95292651 95292662 ATTCTCCAGGGAAGCCATTT AGTGCGACGCAATTTTTGTT 251

Ai10B19397 Araip.B10 19397 p2 (AT)8 16 95292789 95292804 GCGTCGCACTCAAAATGTTA TTCGGAGAAACAGGCTTTTG 201

Ai10B19398 Araip.B10 19398 p2 (TA)9 18 95293117 95293134 TTTCACAAGTTTCCAGCACG GCTGGATTTGCTTTCTTGGA 268

Ai10B19399 Araip.B10 19399 p4 (GAAA)7 28 95297322 95297349 AATTGCCCCAAATTAAACCC TGTTGACACGACAGCAGTGA 226

Ai10B19400 Araip.B10 19400 p2 (AT)6 12 95305118 95305129 CCACACCATTAGGCTCAAAA ATCCCAACACTTTCGCATTC 250
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Ai10B19402 Araip.B10 19402 p2 (TC)7 14 95323067 95323080 CCGCGTCAATCCATCTAAGT AAGAAAAACCTTGATAATGGGGA 215

Ai10B19403 Araip.B10 19403 p2 (TA)37 74 95325960 95326033 TGGGTGGCTAGGTGTGAAAT TAACCCAAGCTTCAACCCAA 129

Ai10B19405 Araip.B10 19405 p3 (AGA)6 18 95342897 95342914 GAAACAAAAGTGCATCAACACAA AACCCAAGGAATGAAGAGGAA 269

Ai10B19406 Araip.B10 19406 p4 (TAAC)7 28 95343681 95343708 CCCCCAAATTAAGCACAAGA CCACCCTTCAAACATCATCC 266

Ai10B19409 Araip.B10 19409 p3 (ATC)10 30 95407981 95408010 TCATCACATTATCATCACCCTCA ATGTTGTGGGCAACATAGGC 250

Ai10B19413 Araip.B10 19413 p2 (TC)6 12 95424854 95424865 AAATAAGTGGCGTAGCGCAT CCAGCAAAAACCAAGAAGAAG 207

Ai10B19415 Araip.B10 19415 p2 (GA)6 12 95437300 95437311 CCTTTTTGGTGCCATAGGAA ATTATGAAGTATGCGCGACG 252

Ai10B19419 Araip.B10 19419 p2 (AT)6 12 95468536 95468547 TAAGGGGACGAAATTACCCC AACCTTGTTCTTCACCTAACCAA 267

Ai10B19422 Araip.B10 19422 c (AGTT)5gaaacaaattttgaaaagataagaaattaggaagttagaagagatattttgaaaagatata(T)1091 95474869 95474959 TTTCGAAATTTAGAGAGAGGGAGA CTTGGTGTTTTCCCTCCAAA 258

Ai10B19430 Araip.B10 19430 c (A)10gtgagagaatgttcataaaaaaaagtaagagtttaatcaaacaaatcaaaagcatattacactaagtcagaggttaaagataaataa(T)11108 95492951 95493058 CATTGGCAAGCCCAATATAAA GGCGTTGCAAAGAGTAGGAG 267

Ai10B19434 Araip.B10 19434 p4 (TAAC)5 20 95524945 95524964 CGCTTGTCACCCCTAGTCAT TCCACCATCACCATTTACCA 246

Ai10B19436 Araip.B10 19436 p3 (TTA)6 18 95540346 95540363 TACTTTGGGGCATTTTGTCC TGGGTTTGGAAACATTTGGT 236

Ai10B19437 Araip.B10 19437 p4 (AAAT)5 20 95556441 95556460 AACTGTGGGAACTTGGGTTG TGGGGTAATTTTGTCCCCTT 206

Ai10B19439 Araip.B10 19439 p2 (TA)8 16 95577640 95577655 GCATGTCCTCATGCTAAATCC TTTAACATGATTTAGGCTTGGCT 215

Ai10B19440 Araip.B10 19440 p2 (AT)8 16 95578007 95578022 TGTAATGGGGCCAAGGTAAA GGGGACAAAATCATCCCAAT 251

Ai10B19441 Araip.B10 19441 p2 (TA)6 12 95578901 95578912 GCTCAAAAACTCACGGGTTG GAATCACAACAATCCACACACC 208

Ai10B19443 Araip.B10 19443 p2 (TA)6 12 95582294 95582305 GGCATTGGATTGTTACGTCC AACACAAGCCACCATGACAA 279

Ai10B19444 Araip.B10 19444 p2 (CT)7 14 95585017 95585030 GGAACATTGAACCTGGAATGA GCGCAGAATAAAAGCCAGAG 186

Ai10B19445 Araip.B10 19445 c (AAT)5atggatcctttacatcacagtatagaggtccttgtgttagtagaagaaaagaagaagaaaatttgaactc(AG)8101 95593583 95593683 TTCTTGTCCTTGCTCCTGCT TCCTTCTCCCTCATCTCCTTC 225

Ai10B19448 Araip.B10 19448 p3 (TGG)5 15 95613304 95613318 TGCAAATGGTGGAACCTGTA CATTCCATGCACAATCGAAC 170

Ai10B19449 Araip.B10 19449 p3 (TGG)6 18 95615695 95615712 TTGGTGTTGGTGTTGGTGTT CGAAACCGTCCCTCATCTAA 250

Ai10B19456 Araip.B10 19456 p2 (AG)6 12 95637102 95637113 GCCTTCAGATGTAAAGCAACAA ATTCAGAGAGAGCTCGCCAA 280

Ai10B19458 Araip.B10 19458 p2 (AG)7 14 95643188 95643201 GCCTTCAGATGTAAAGCAACAA CAGAGAGAGCTCGCCAATTT 279

Ai10B19462 Araip.B10 19462 p4 (CTTT)7 28 95667671 95667698 CCTCACTCATATCCAAGGGC AACGCATGACAACCAAACCT 242

Ai10B19464 Araip.B10 19464 p2 (TA)7 14 95671703 95671716 GCTGCCCCTAAACTTTTCCT CATCACGGCATCGAATGATA 271

Ai10B19465 Araip.B10 19465 p2 (TA)8 16 95685699 95685714 GAGGATTCAACCCCAAGAAA TGCCATACCTGATAACTTTCCA 242

Ai10B19468 Araip.B10 19468 p2 (AG)8 16 95702093 95702108 AAAGGGGCAGTATGAAGGCT GTGTGTGTCCAACTTGGTGC 261

Ai10B19471 Araip.B10 19471 c (T)10ctccaataaaaaagactaactttattttttattgtgaattttagttatatggttaaaaaatagaaaattgattagttt(A)14102 95715874 95715975 TCTCTTCCATTTCTGTTTATGGTTT ATCTGTGCTGGGAAATCTGG 273

Ai10B19473 Araip.B10 19473 c (ATA)5aatgaataaagcaagagatgatagcaattagcaaaaggttcaacttgcacaaaagcaaagcaaaacatgatacctttagtt(TAA)14138 95717475 95717612 TCCAAAATCCTACAGGGACG ACTGGTTGCTCCTGCGTAGT 253

Ai10B19478 Araip.B10 19478 c (A)10tccaatcatttacatacaaaaatccactaaattactacagaagatcaaataataaacaagagtatccctcttaatacctcc(A)11102 95731578 95731679 CCCAAAAACCTCTTCCAACA TTTCATGGATTTTTGTTATGCAA 207

Ai10B19479 Araip.B10 19479 p3 (ATC)6 18 95735443 95735460 TTGGCATTTAGGCCAAGAAC TGTCATCAGATTGCCCAAAG 195

Ai10B19482 Araip.B10 19482 p2 (CT)7 14 95745185 95745198 CTACCTCCTCGTCGTGAAGC CGACGAAGGACGCTCTAATC 235

Ai10B19483 Araip.B10 19483 p2 (TC)20 40 95759763 95759802 GCCGGTCATTACGTGAAAAT GAAGAAAAGAGAAGAAAGAAGGGAA 273

Ai10B19484 Araip.B10 19484 p4 (ATAG)8 32 95765603 95765634 TCACTTCTTTGCTTTGCCCT TATGGACTCAATTCCCCGAC 250
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Ai10B19486 Araip.B10 19486 p3 (AAT)5 15 95779618 95779632 TGGATCTGCTTCCACAAGAA TTCAAAAATCTCCCCCTCTTC 150

Ai10B19487 Araip.B10 19487 p2 (AG)7 14 95779817 95779830 GAAGAGGGGGAGATTTTTGA TCTTTTCAAAAATTGTTTCAACTAAC 228

Ai10B19491 Araip.B10 19491 p3 (GAA)5 15 95795581 95795595 CGGTCTTAGGTGCCATCAAT CCCATCACCTCTTCACCACT 233

Ai10B19495 Araip.B10 19495 p2 (CT)7 14 95802333 95802346 CTTTTTGTTTGTTTCTTAACTTTTTCA TTTCCGAAAATGGTTTTTGA 183

Ai10B19496 Araip.B10 19496 p2 (AG)6 12 95808112 95808123 TCAGGTAACCCTCGGAACAG TGCATCCATTCAGAGAGAGC 238

Ai10B19499 Araip.B10 19499 p2 (CT)6 12 95813195 95813206 TTGGTTGTTTCTCATCTTGTTCA CGGATTTTTGGTGAGTGAGG 275

Ai10B19500 Araip.B10 19500 p2 (CT)6 12 95813438 95813449 CCTCACTCACCAAAAATCCG TTTTTGCCCAGGTGTAGAGG 120

Ai10B19501 Araip.B10 19501 p2 (AG)6 12 95823538 95823549 CATGGAAAGGGTTCATAAGTCA TGCATCCATTCAGAGAGAGC 246

Ai10B19502 Araip.B10 19502 p2 (TA)6 12 95825543 95825554 CAAAAATCCAGTGAGGGTTCA GGAATCTCATGCAATGCAATC 277

Ai10B19508 Araip.B10 19508 p2 (AG)6 12 95843819 95843830 TGGGGTCGTCAGAAAAAGAA TTGAGAGGCAGCCTTTTCTC 248

Ai10B19509 Araip.B10 19509 p2 (CT)7 14 95844062 95844075 ATAAAGACGTGCGGATGGAC CACACATCAATTGCAGACCC 203

Ai10B19510 Araip.B10 19510 p5 (TTTCT)5 25 95849600 95849624 ACATCCCCTGACACACACCT GCTCTCTAACCCAACGAAAAGA 223

Ai10B19518 Araip.B10 19518 c (A)11cctaaaacctagagagaggagagagc(CT)853 95895247 95895299 TGGAAATCTGAATTGAAGAAGAAA AAAAATGCTAGGGGCGATTT 228

Ai10B19519 Araip.B10 19519 p2 (CT)8 16 95903378 95903393 CAGCAGTCTGGCGTTAAACA GTGATGGGTAAGGGTGATGG 209

Ai10B19521 Araip.B10 19521 p2 (TA)7 14 95907086 95907099 TAGAAAAGAAGGGCGGAACA CAGAATCACAACAATCCACACA 279

Ai10B19523 Araip.B10 19523 p5 (AAAAT)5 25 95918224 95918248 CCAAATTACGCCTAACGCAT ACAACCCACCACGGTATGAT 259

Ai10B19524 Araip.B10 19524 p2 (CT)9 18 95920914 95920931 AAACATCGAACCTGATATGAAGAA AGCGATTTCTGGACCCTTTT 241

Ai10B19525 Araip.B10 19525 c (AGA)5aa(GAG)7 38 95921796 95921833 TGCAGCAACAACAGTAGCAA TTTTGGCAAACACAATCCAA 264

Ai10B19526 Araip.B10 19526 p2 (GA)18 36 95929129 95929164 ATTTAGCTCCCGGATCGTCT TTTCAATCACAATCCCCCAT 117

Ai10B19528 Araip.B10 19528 p2 (AG)8 16 95932178 95932193 GCTCACCGAATGTCCAACTT CGCGCAACTCTCTGTTTCTT 277

Ai10B19529 Araip.B10 19529 p2 (GT)6 12 95934841 95934852 GAATTTTGGGCAACTAGGCA GGGTACATGTATGGCCAAGTG 114

Ai10B19531 Araip.B10 19531 p2 (CT)7 14 95942867 95942880 TTCACCAGGATTCGAAAAGG CAGCAAACAAGATGCAGGAA 248

Ai10B19533 Araip.B10 19533 p2 (CT)6 12 95947532 95947543 CAAAGTGGCTTCACCAGGAT CAGCAAACAAGATGCAGGAA 255

Ai10B19538 Araip.B10 19538 p2 (GA)6 12 95965862 95965873 CTCCATGGTCGTCTTCCCTA TCTGCACAATTGCCATGTTT 220

Ai10B19539 Araip.B10 19539 p2 (AG)8 16 95967096 95967111 GAAATGAAGAAGAGCAAAGAATCA TCCAAAACCCAATCCAACTC 250

Ai10B19540 Araip.B10 19540 p3 (AGA)5 15 95973753 95973767 GGTGGCGATGGTAATGAAAT AAAATGGGTTTGGGTTAGGG 276

Ai10B19544 Araip.B10 19544 c (T)10aaaaatcatttctttttcaaaatattttctttttag(T)1056 95980457 95980512 CTGGCAAAAATCCCAACATC TAGCCAAAGGGGTGAGAGAA 227

Ai10B19547 Araip.B10 19547 p2 (AG)6 12 95996102 95996113 AACGCGCATGGAAATAACAT TAATCCCACAAGTCTTCCGC 280

Ai10B19548 Araip.B10 19548 p4 (AAAG)6 24 95996246 95996269 AACGCGCATGGAAATAACAT TAATCCCACAAGTCTTCCGC 280

Ai10B19550 Araip.B10 19550 p2 (TA)6 12 96002229 96002240 GGAATGTCATGCAATGCAAC CACAAAATCCAGTGAGGGTTC 261

Ai10B19554 Araip.B10 19554 p2 (AG)6 12 96028320 96028331 GATGAGGGAGAAGGATTTTCG TTGTTTCTTATCTTTTTCAAAACTACC 199

Ai10B19559 Araip.B10 19559 c (T)10cc(T)10 22 96078324 96078345 GGGTTTGCAAGATCATTTGG TGTTCTTGTTTTCGTTTGCG 192

Ai10B19564 Araip.B10 19564 p2 (AG)14 28 96096244 96096271 AGAAAGGAGGCACAGAAGCA CAGGATTTCCATTCCCGTAA 247

Ai10B19569 Araip.B10 19569 p2 (TA)7 14 96109343 96109356 TCGAAAGCTTCTTGCTGTTG GAAATCACAGCCCTTCGTGT 198



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B19570 Araip.B10 19570 p2 (AC)8 16 96112707 96112722 ACCTAACCCTAACCGCCTTG CGCTTTCTTCCTCTCTCTCG 169

Ai10B19571 Araip.B10 19571 p2 (AT)9 18 96121424 96121441 TAAAGCAGAGGTGGCAAGGT TCCTTCAAGGCTCCTTGTCT 116

Ai10B19572 Araip.B10 19572 c (AC)16catcatcatt(ATC)969 96123548 96123616 ACCACATCAAACCAAGTCCC TGGGTTGATGAATAATGGCA 262

Ai10B19575 Araip.B10 19575 p2 (AT)12 24 96180292 96180315 ACAGAAGCTCTGGGTTGCAT AAGCAGAGAAATCAGAGCAAAG 279

Ai10B19576 Araip.B10 19576 p2 (AT)13 26 96182983 96183008 TTTTGGGGTTTGGTTTTTGA CAAGCTTGATCCAAAGCCTC 245

Ai10B19577 Araip.B10 19577 p2 (CT)6 12 96189433 96189444 TTCATGAACCAAACAGCAACA AGAAGCTGCAAAATGGAGGA 267

Ai10B19578 Araip.B10 19578 c (TA)13c(AT)14 55 96191457 96191511 TCATCCATTGACCAACATTTATT TTTTGCACTTTGGGCTGTAT 280

Ai10B19581 Araip.B10 19581 p3 (AGA)6 18 96201131 96201148 GCTTTTGTCTTCCCTTTCCC AACCACATCTCCCTCTCCCT 186

Ai10B19582 Araip.B10 19582 p3 (ATA)5 15 96202466 96202480 GTTCTTGTCCTTGCTCCTGC GTCTCCCCCTCTTCTTCCAC 126

Ai10B19583 Araip.B10 19583 c (C)12(T)10 22 96204426 96204447 AGCCCAGGAATGGCTTAACT GAACACTAAGGGGAACACCC 180

Ai10B19586 Araip.B10 19586 p3 (TTG)5 15 96238645 96238659 GTGGTTGAAGTGCCAGGAAT TGACAACACAAGGTTGGCAT 248

Ai10B19587 Araip.B10 19587 p2 (AT)6 12 96291383 96291394 TGCATGCAATCATACTTTGGA CCTTCGCAGGTCGAGACTAA 250

Ai10B19592 Araip.B10 19592 c (A)12gaaagaaaagaagaagaaaagaaagatga(AT)653 96308580 96308632 TGGGAACATGGGATGATATG TTGTCCCATGTGCATTGATT 260

Ai10B19593 Araip.B10 19593 p2 (TA)6 12 96308829 96308840 ATCAATGCACATGGGACAAA GGCTAAGGTAAGGGTGAGGG 204

Ai10B19594 Araip.B10 19594 p2 (AT)29 58 96312963 96313020 TGAGTCAGCGATTCAAGTTACAA ATCAAGTTCGACTTTTGCCG 269

Ai10B19595 Araip.B10 19595 c (A)14(TA)9 32 96314222 96314253 GTGGTGAGGCATTACGACCT TCACGCATCACAGACCTTGT 235

Ai10B19596 Araip.B10 19596 p2 (AG)6 12 96355856 96355867 TTCTGGGTTGTTTCTGACCC AAAGGAACATTGAACCTGGAA 218

Ai10B19597 Araip.B10 19597 p2 (AG)6 12 96362230 96362241 TAGCGAATTCTGGGCTGTTT AAAGGAACATTGAACCTGGAA 251

Ai10B19600 Araip.B10 19600 c (T)12gaaaac(T)11 29 96366531 96366559 CCCAAAGTAGTTGGGGTATGG TCGAGTTTGGACAACTGACG 257

Ai10B19601 Araip.B10 19601 p2 (AG)12 24 96386746 96386769 CATCGATGCACCTTGTCACT CACGGTTTTCTCCTCCTCTG 246

Ai10B19604 Araip.B10 19604 p3 (AAT)18 54 96397092 96397145 TCATCAGAATCAACCGACAA CGACTGTGATGCAGGAAATG 280

Ai10B19607 Araip.B10 19607 p2 (TC)7 14 96406620 96406633 CGAAAATCACTAACCACATTTTCA AGAGAGGGAGAGAGGGTTCG 247

Ai10B19608 Araip.B10 19608 p3 (AAT)5 15 96407615 96407629 TCATGGAAGGATCAGCAGAA AATGGAGGAGCTTGCTTCAG 207

Ai10B19609 Araip.B10 19609 p2 (GA)6 12 96412584 96412595 AAAAAGGTAAAGCGTGAAGCC TCCTAGCCGGCCTAAACTTC 135

Ai10B19612 Araip.B10 19612 c (GC)6ggatttgcaccctgcttttctcctccctcctttctccttctttcctcttctcttcttttttctttctca(T)10cttcttcctctcttgaaagattttttttcttttctcttttaatgtaaataaaaaaaaattaataataaaaaaagcaatatataat(AATA)6200 96434398 96434597 ATCGTCCCTGCTGCATCC CAAAAGGAAAAGGAAGAAGAGAAA 278

Ai10B19613 Araip.B10 19613 p3 (TCT)5 15 96446812 96446826 GATCCTCACCTTCCCTCCTC CTAGAGGTTTCTCCGGCCTT 172

Ai10B19615 Araip.B10 19615 p2 (AT)11 22 96453010 96453031 TTGTGAGTGAGCTGTCTGGG TTGGTCAACTTACATTTCACGAG 270

Ai10B19617 Araip.B10 19617 p4 (TTTA)10 40 96462476 96462515 TTTTGCTCTTGCCTTTTGGT TGGCTCTTGAAAGAATGATGAA 233

Ai10B19619 Araip.B10 19619 c (AC)25(AT)6 62 96479082 96479143 CCTCAGGCTCTACAGGAACG CATTTCCTGCAAGGCTCCTA 228

Ai10B19620 Araip.B10 19620 p2 (TA)6 12 96479338 96479349 CTCGACCAGCAAAGCAAAG GGATGATTCTCGGAAACGAA 207

Ai10B19621 Araip.B10 19621 p2 (TA)10 20 96480085 96480104 CCCTACATATGCACATCCCC GTAGACGCAAGGGTTGTGGT 251

Ai10B19623 Araip.B10 19623 p2 (TA)11 22 96499784 96499805 ATTCCTGAGTGTTGCGCTTT TCCGACAGTTGTAACACCCT 200

Ai10B19624 Araip.B10 19624 p2 (AT)12 24 96503950 96503973 GAGGTTGCAGGAGAGTCAGG GGGTAAAACAAAAGCGCAAA 245

Ai10B19626 Araip.B10 19626 p2 (TC)7 14 96507881 96507894 CCCACCCTTTTCCTCTCTTT AGAAGCTTCAGCTCAGTGGC 217



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B19632 Araip.B10 19632 p3 (TTA)11 33 96512311 96512343 TGAGAATGGCATCCAAACAA AATGCAAAATGTCCATCGCT 261

Ai10B19634 Araip.B10 19634 p4 (TATT)6 24 96521867 96521890 CGGATATATTCGCAAAACACAA GCATATTCACGTATCCGCAA 239

Ai10B19638 Araip.B10 19638 c (A)14tcaacaattttagttgtagagcaaaagataaaaggtgaatgctatgatgtctaaaaaatggtgtctatttatc(A)1097 96548965 96549061 CCGAACACCATAATTCAGCA TTGTTGCCTAACTTTTGCCT 261

Ai10B19639 Araip.B10 19639 p2 (GC)6 12 96556749 96556760 GCGATTTCACTAAAGTGGGC AGCGGGAGAACTCATGAAGA 245

Ai10B19641 Araip.B10 19641 p2 (GC)6 12 96562538 96562549 CCTTGCCCAAGCTTGAATTA TGGAAAGCTAACATCCAGGG 210

Ai10B19645 Araip.B10 19645 p2 (TC)6 12 96570258 96570269 TTCCAATAACAATGGCAGCA GACACCATCACCTTTGGCTT 218

Ai10B19647 Araip.B10 19647 c (A)12gaaaatatcattggtatgctataacatacataagtaatcattttaaaaattttattcagtcttaaataagtg(T)10(A)10104 96572335 96572438 CCAAACCACCACACATTCTG CGCTGTTAAATCCTATTTTTGC 249

Ai10B19648 Araip.B10 19648 p2 (TA)6 12 96575681 96575692 TCAACTGGGCCAAAGAGAAC AGCAGCAAAATGTTGCAATG 202

Ai10B19650 Araip.B10 19650 p3 (ATT)7 21 96578420 96578440 AGCCATGCTTGTATGTGGTG CCAACCACCTTCCAAATTCA 206

Ai10B19651 Araip.B10 19651 p2 (TC)7 14 96578740 96578753 CTTTTCGGGGTATCTGTGGA ATGCTGAAATCCCGTCAAAG 174

Ai10B19656 Araip.B10 19656 c* (ATT)14(ATTG)8*71 96601733 96601803 AAATAAATTGAATCAAATGCATGG TCAGTACCGGGGTGGATTAG 224

Ai10B19657 Araip.B10 19657 p3 (TTA)5 15 96602494 96602508 CGCTAACCAATGAGTTGCTG GCATTGCATATTTGCATCAAT 204

Ai10B19659 Araip.B10 19659 p4 (GGGA)5 20 96608600 96608619 GAGCGAAAGGATGAAAATGC GGAGTTCCGGTTTGTGAGAA 166

Ai10B19660 Araip.B10 19660 p2 (GA)7 14 96611351 96611364 CGAAAAGGATGACAATGCCT AACAAATCATCGATCGGAGC 168

Ai10B19662 Araip.B10 19662 p2 (AT)10 20 96615260 96615279 CAAAGCCATCTACTGCCCTC CAGCAGCCAGACAGTTTCAA 278

Ai10B19666 Araip.B10 19666 p3 (TCC)5 15 96624671 96624685 TCGCGTGGCTTCTTAATTCT TGGTGACGATGGTAACGAAA 150

Ai10B19667 Araip.B10 19667 p3 (CAT)11 33 96624844 96624876 TCTTTTCCTCCTCCTCCTCC CAACGATGACGATAACAGCG 254

Ai10B19668 Araip.B10 19668 p3 (CTT)6 18 96625259 96625276 CTTCCCAACCCTCTTTCTCC CAGTTCGAAAACAAGCACACA 276

Ai10B19669 Araip.B10 19669 c (A)10gtgtgtattttgccgtatagatttgtgtttatacaaaaaaatctaaaaatcagatatatgttcatatttt(A)1494 96626288 96626381 ACAATCTCCGGATGGTTTTG GAGATGGGTAAACATGGCGT 224

Ai10B19670 Araip.B10 19670 p2 (CA)13 26 96629113 96629138 CAACAGCAAATAGCTGCCAC ATGGCAAAAGCAAAGCTGAT 217

Ai10B19674 Araip.B10 19674 p2 (TC)12 24 96651447 96651470 CACCTCCACCTTCTGAGAGC TAGGGCTAGAAACTGGGACG 165

Ai10B19675 Araip.B10 19675 p2 (TA)7 14 96651663 96651676 ACGTCCCAGTTTCTAGCCCT ACCAACAAACACCAAGGCTC 237

Ai10B19676 Araip.B10 19676 c (TG)32c(GT)10 85 96654410 96654494 TGCGTTAGCTTCGTGTGAAC GTTGCTGTAACACCCCGATT 273

Ai10B19680 Araip.B10 19680 p3 (CAA)5 15 96663368 96663382 GCCCCTAACCCTAATTTTGC TTCCCTCTTTCTTTTCCGGT 202

Ai10B19681 Araip.B10 19681 p2 (AT)9 18 96671427 96671444 CGCAATACCGATCCAAAAGT TTGTTGTTGTGATGCCCTGT 234

Ai10B19682 Araip.B10 19682 p2 (TC)6 12 96674117 96674128 GCGAAGTGGCCTAGTCAGTC GCAAGCAGAGGGAGAGAGAA 254

Ai10B19683 Araip.B10 19683 p2 (AC)32 64 96676537 96676600 GGAGCCTGGCTAAAACTTAAAA TGTTTCCCTCGCCTTTATCTT 239

Ai10B19690 Araip.B10 19690 p2 (TA)8 16 96729543 96729558 TTTCTTTCCCATCTCATTTGC GAATGTCATGCAATGCAACC 196

Ai10B19691 Araip.B10 19691 p2 (TC)7 14 96730424 96730437 TTTACAGAATACGCCCCCAG TGGATCCAGAGTTACTCCCAA 219

Ai10B19692 Araip.B10 19692 p2 (TA)7 14 96736562 96736575 TTCACTTTGGGGCATTTTGT TTGGAAACATTGGATGGGAT 244

Ai10B19694 Araip.B10 19694 p2 (GC)6 12 96737925 96737936 GGAGAAGAAGAAGATGGGGG TCCTTTCCTCTTTCGCTCAC 188

Ai10B19695 Araip.B10 19695 p2 (AT)22 44 96741755 96741798 GGCTGGCCATCAAGTTTTAG AAAAATGCAACTGACACCAAA 241

Ai10B19699 Araip.B10 19699 p2 (TA)6 12 96775829 96775840 GCTTCACGCTTTCCTGTTTC CGCATGACCTCCTGTAACAC 265

Ai10B19701 Araip.B10 19701 p2 (TC)6 12 96780761 96780772 CAAGGGAGTGGATCAAGGAA GGCTCATGGCTTGGGTAGTA 243
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Ai10B19705 Araip.B10 19705 c (A)10tcttttttgagaagttataatttacatctttttttaaaaaa(T)1061 96785434 96785494 GCGTGTTTGGCAAATTTTTA TGTTTGGGTATCTCATGCAAA 221

Ai10B19707 Araip.B10 19707 p3 (TCT)5 15 96787835 96787849 GGCTAGCTGAGCTGGTGAGT AACACCAACACCAACACCAA 173

Ai10B19708 Araip.B10 19708 c (AC)17(AT)8 50 96788425 96788474 TTAAACCGCAAAATTGCTCC CTTGTTGTACCATCGCCTTT 225

Ai10B19709 Araip.B10 19709 p3 (AAG)5 15 96793624 96793638 ACAACACCTGATGCCTGATG AGCTGAGTTGGCGAATTTCT 186

Ai10B19710 Araip.B10 19710 p2 (GA)6 12 96796980 96796991 AGCCACAACCTTACCCTCCT ATGGTAGCGATCGTGGGTAG 246

Ai10B19717 Araip.B10 19717 p2 (AG)6 12 96847169 96847180 AGGACAGTGTAAGGAGGGGG CGAGATTGGTTTCTCCTTCG 210

Ai10B19718 Araip.B10 19718 p2 (TA)6 12 96850015 96850026 TTTTTCCCTCGCCTTTATCTT TCACCTCCAGAAGGATCCAG 222

Ai10B19719 Araip.B10 19719 p2 (CT)11 22 96860467 96860488 CTTTTTGTTTGTTTCTTATCTTTTTCA TTCGAATTTGGGTGAGATGA 270

Ai10B19720 Araip.B10 19720 p3 (TTC)5 15 96864084 96864098 CCTTCTTGGCCAAAACACAT GCTTTTGTCTTCCCTTTCCC 196

Ai10B19724 Araip.B10 19724 p2 (TC)79 158 96893198 96893355 CAGACTCTCCAGCTGCTCCT ATTAGAAGTGACGGCAACGG 274

Ai10B19725 Araip.B10 19725 p2 (TC)26 52 96894040 96894091 GCTGCTCCTGTACCAATTGAA CATGATACTTGGATGCACACACT 279

Ai10B19726 Araip.B10 19726 p2 (GT)47 94 96896740 96896833 CAGGCATCACAACACCAAAC GCGTTTTACCTTTCGCTTGT 276

Ai10B19728 Araip.B10 19728 p2 (CT)10 20 96908076 96908095 CCCAAAACCAAAAACTCGAA GCTTCTGCTCATTTTCACCC 260

Ai10B19733 Araip.B10 19733 p2 (AG)6 12 96927579 96927590 CTAACTGGCAGCCAATATTTTT AGGGGCATAGACTGAGGCTT 278

Ai10B19734 Araip.B10 19734 p3 (AAT)20 60 96931530 96931589 CTTGCACTATCTGCAAGGCA GAAGGAAATATTGGCCATTTGA 227

Ai10B19738 Araip.B10 19738 p3 (AAG)6 18 96953422 96953439 GAGAAAGAGAAGGCAAGAAACG GCGTTTCGAACCGTACTACA 275

Ai10B19739 Araip.B10 19739 p3 (AAG)5 15 96953620 96953634 TTGCAGCAAGAAGAAGAAGG TTTACAAGTCACGCGTTTCG 223

Ai10B19746 Araip.B10 19746 p2 (AC)6 12 96977171 96977182 CCCAACCCACACACATAACA CGTGCTCTTCCTCCTTCAAC 276

Ai10B19747 Araip.B10 19747 p3 (GAA)5 15 96991857 96991871 CGGTCTTAGGTGCCATCAAT ACACAACCCTCTCTTCCCCT 177

Ai10B19748 Araip.B10 19748 p2 (AG)8 16 96995146 96995161 AGGGATCCTTTTTACCCAAG CGAAAATATCTCCCTCTTTTTCAA 238

Ai10B19749 Araip.B10 19749 p2 (AG)6 12 96995316 96995327 TTGAAAAAGAGGGAGATATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 276

Ai10B19754 Araip.B10 19754 p2 (AT)24 48 97016422 97016469 TTCGAGTCGACTTGTTCTTTCA AGGCACAGTGCATCAAGACA 273

Ai10B19756 Araip.B10 19756 p2 (CT)7 14 97022897 97022910 TCTCCTTCTCCTCCCCTCTC ATGGGGGTGGGAAATAAGAA 270

Ai10B19759 Araip.B10 19759 c (T)10ctttattttttttc(T)10gcca(T)1048 97036529 97036576 CCGCTTAGGCCATGATTTTA TTGTTGGCTCTTGAAAGAATGA 278

Ai10B19762 Araip.B10 19762 c (T)11acctaaccctagctaccccaacccacacccaccgtcactcttcctcaccctctcag(CA)781 97049628 97049708 CCTTTCGCTAATTAAACCCAAA CGATCTCCCTTCCCCTCTAC 182

Ai10B19763 Araip.B10 19763 p3 (ATA)5 15 97053859 97053873 CATGATGGAAGTAAAAGAGGTTCA ACCGTCAATTTTTAGCGTCG 218

Ai10B19764 Araip.B10 19764 p2 (AC)7 14 97054586 97054599 CTCCGCTTGAGAGCAGAGTT CAAAGACGTTGCAAAGACGA 158

Ai10B19766 Araip.B10 19766 p2 (AT)7 14 97073855 97073868 GGACGATGTTTTTACCCCCT CCAAATTCAAATCACAATCCTC 251

Ai10B19767 Araip.B10 19767 c (A)10t(A)10 21 97074847 97074867 AAAAGAATTTGATCAATTAAAGAAGAG TGTGTTTTGTGTTCATTCTGACA 155

Ai10B19769 Araip.B10 19769 p3 (TGC)6 18 97076278 97076295 TTCGAATCCCTTGTTTTGCT CCAGTCACCAATTACAGCCA 266

Ai10B19773 Araip.B10 19773 p2 (AC)8 16 97082269 97082284 TTTAAACCGCAATACCGCTC GGATGCAGAAGTCACACGAA 241

Ai10B19774 Araip.B10 19774 c (TC)6(T)10 22 97091957 97091978 TTCACTTGACACCTTCACGC TGAAGCAAGAAAAAGCAGCA 231

Ai10B19777 Araip.B10 19777 p2 (CA)16 32 97108972 97109003 GTGTCTTTTCGTTCGCGATT TGGTACGACTCTTAGGGTGGA 133

Ai10B19778 Araip.B10 19778 p2 (AG)6 12 97123094 97123105 ATAGGTGAGGGGTTTTTGGG TGTTTAACGCCAGAAAAGGG 244
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Ai10B19781 Araip.B10 19781 p2 (AT)11 22 97142295 97142316 TTTTTGCTCTTGCCTTTTGG TGAAGCAAGAAAAAGCAGCA 170

Ai10B19785 Araip.B10 19785 p2 (CT)6 12 97159942 97159953 ACACCAGGATTGGCAGAAAG ATAGGTGAGGGGTTTTTGGG 177

Ai10B19790 Araip.B10 19790 p3 (AAG)5 15 97195138 97195152 CGGTCTTAGGTGCCATCAAT CTAAGCCCTCTCCCTCCACT 235

Ai10B19791 Araip.B10 19791 p4 (TAAA)5 20 97198181 97198200 GTTCTTGTCCTTGCTCCTGC TTGAAATTCCCTCTCCCTCA 240

Ai10B19799 Araip.B10 19799 c (T)10cttcttcctttttcttttcttcttctttcttcttcctttcttcttttttatgttcc(A)1076 97246957 97247032 AGCGTCGATTGTTCTTCCTG GCAATGAATGGAAGTATGCAA 225

Ai10B19800 Araip.B10 19800 c (A)10ttttcaaaaatctttcaaaaatttctcatctgtttcc(A)1360 97256296 97256355 TGCCTGAGATCACAATTTCG CCAGCCAGGATTCAACAAAT 266

Ai10B19802 Araip.B10 19802 p2 (CT)7 14 97281902 97281915 CATCATCCACTCTTCCCCAT TGAAGAAGAGGGAGATATTTTCG 158

Ai10B19811 Araip.B10 19811 c (T)10catttcatttttcttttttctatttcctc(T)1049 97357637 97357685 TTTCTTTGGGGCAACTTTTG ATCATTCAAGTGTGGGGGAA 223

Ai10B19814 Araip.B10 19814 p2 (AT)6 12 97384503 97384514 GGGACATTGGTTGAGAGGAA GGGAATTTTTGTCCCCATTT 226

Ai10B19818 Araip.B10 19818 p2 (TG)6 12 97424909 97424920 GCAAATTTCGCAGGGTATGT GTGCATACGCACACTCTGGT 100

Ai10B19820 Araip.B10 19820 p4 (ATAC)19 76 97440691 97440766 GGTGGTATGACTCTCAAGGTGG AGCCATTGCTTGTTCAAACC 203

Ai10B19821 Araip.B10 19821 p2 (CT)6 12 97455624 97455635 CGCCAATTTAGTTATTTCCCA GCTGGAATAAAAATGCCTTCA 273

Ai10B19823 Araip.B10 19823 c (AT)7tagatatttagtttagttgcacttttagttgtgatatagaatatatggattaattagtttagtt(TA)894 97472378 97472471 CTTGCATATTTTTCTTTTGCTGT TCAATGTGAATCTCTGAATGGC 236

Ai10B19824 Araip.B10 19824 p2 (TA)6 12 97473693 97473704 GGCTTGGCTATATGATTCCTTG ATGGGTTTATCAACCTCCCC 223

Ai10B19826 Araip.B10 19826 p3 (AGA)5 15 97484896 97484910 CCTATGACTCGGAGGTGGAA CAAAATCTCTTTCCCACCCA 244

Ai10B19828 Araip.B10 19828 c (TC)22ttctctt(TTC)566 97490039 97490104 AGTCGCGGTCTGGCTAGTAA ACTTGTGATAGCCACTGCGA 232

Ai10B19829 Araip.B10 19829 p2 (TA)12 24 97491562 97491585 GGGGAAGGATTCGTCATTTT GGACAAAATTGAACTAGGTGCT 274

Ai10B19832 Araip.B10 19832 p2 (CT)7 14 97499042 97499055 TTTCTTACCTTTTTCAAAACCACC GAAACACAACTGTGAGGAGGG 260

Ai10B19833 Araip.B10 19833 c (TCT)6attctttcttcttttgctcgaggacgagcaacattctaagtttggtgtggtaaaagcatagcttttttg(T)1299 97501698 97501796 TCAACATCTTTCTCCCACCC GATGGAAGCTTTTGTCTTCCC 238

Ai10B19835 Araip.B10 19835 p2 (TA)7 14 97508517 97508530 TTCAGGATATGAGCGCAGAA TTTAAACCGCAATACCGCTC 274

Ai10B19836 Araip.B10 19836 p2 (TA)15 30 97514706 97514735 CGTTCTTGCAAGTTGCTTCA CAAGGAGAATAATCAAAAGGGG 241

Ai10B19837 Araip.B10 19837 p2 (AT)21 42 97518951 97518992 GCATAAGCAGTCCATCCCTC TCCTTTTCAGGCTTCTCGTT 230

Ai10B19844 Araip.B10 19844 p2 (TA)6 12 97541966 97541977 TGAGAACTTGTTAATCTTTTGCCA CGAGTTGCCTCTAGTTGGCT 273

Ai10B19850 Araip.B10 19850 p2 (TC)8 16 97564425 97564440 AGGGTGGTGATATCCAACGA AACCCTAACTTAGCCGCCAT 248

Ai10B19852 Araip.B10 19852 p2 (TA)6 12 97582767 97582778 CCAGTGATTCCCACTTTTGC TCATGGAATTGGGTACATGC 256

Ai10B19854 Araip.B10 19854 p2 (AG)6 12 97598487 97598498 AAAAAGGGGCAATCATGAAA ATTCAGAGGAGAGTCGCCAA 129

Ai10B19857 Araip.B10 19857 c (T)10cttttctttttctc(T)1034 97616416 97616449 TATTTTGGGGCATTTTGTCC GTGGGAAAAGTGGGTTTGAA 219

Ai10B19858 Araip.B10 19858 p3 (GAA)5 15 97617842 97617856 AGGCACGAGCACCAAAAATA GCGTTGCACTCTGTTTTTCA 280

Ai10B19860 Araip.B10 19860 p2 (CT)6 12 97628231 97628242 TTTACAGAATACGCCCCCAG AAAAGGGAAGTTTAAAACAAAGAAA 259

Ai10B19861 Araip.B10 19861 c (T)10attttaacattaacctggaatcatgcatagcattcatgttaatcactacatcctgcatttttcagtt(A)1188 97630439 97630526 CCATGGTATGGTCGCTTCTT TGGTGTTTTTCGCGATATGA 205

Ai10B19863 Araip.B10 19863 p2 (CT)6 12 97635969 97635980 TTTACAGAATACGCCCCCAG AAAAGGGAAGTTTAAAACAAAGAAA 259

Ai10B19867 Araip.B10 19867 p3 (TCT)7 21 97656449 97656469 TCTGGAACAAAGAGCTTCCAA TGAGCAGGAATAGCTTACCG 251

Ai10B19872 Araip.B10 19872 p2 (TC)10 20 97686228 97686247 GATGAAGCTGGCAGTGATGA CCATCGTGTTACCATCAGGA 127

Ai10B19874 Araip.B10 19874 p2 (GA)25 50 97688750 97688799 GGAGGTAGTGCAACGGGTTA CGCTGCTTCCTCTCTCAACT 143
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Ai10B19875 Araip.B10 19875 p2 (CT)6 12 97699932 97699943 ATGGGAAGCAATGGTGACTT GGAGAGCTCGCCAATTTCTA 279

Ai10B19877 Araip.B10 19877 p2 (AG)6 12 97707553 97707564 TGGATCCAGAGTTACTCCCAA ATGCATCCATTCAGGGAGAG 126

Ai10B19878 Araip.B10 19878 p2 (CT)9 18 97726631 97726648 TCGAATTCTCTCTCTCATCTCTTTC TCTTATCCTTGCTCCTGCTCA 239

Ai10B19880 Araip.B10 19880 p2 (AT)6 12 97745684 97745695 TCATCTTTGAGTGCACCGAG TTTTTGCAATCAATTGGGGT 239

Ai10B19882 Araip.B10 19882 p2 (AT)6 12 97757167 97757178 TTGGGAACATTGTTTGGGAT TTCACTTTGGGGCATTTTGT 253

Ai10B19883 Araip.B10 19883 p2 (TA)6 12 97765966 97765977 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCATTTGC 267

Ai10B19886 Araip.B10 19886 p2 (AT)7 14 97778480 97778493 ATCACCCTAATCACGGCATC CCCATCTCAACTGTAAAAGTGC 230

Ai10B19887 Araip.B10 19887 p2 (AG)6 12 97795825 97795836 AAAGAGGGAAGGGATTTTCG AAATTGCTTTTTCAAATCTTTTTCA 210

Ai10B19889 Araip.B10 19889 p2 (CT)6 12 97802680 97802691 CTTTTGTTTGTTTCTTATCTTTTTCAA ACAGATGGAAGAGGGGGTTC 276

Ai10B19890 Araip.B10 19890 p2 (CT)7 14 97804420 97804433 CGCATACCTCCACTCACCTT GAGTGGATGGGTGTAGGTGG 150

Ai10B19891 Araip.B10 19891 p3 (TCT)5 15 97804554 97804568 CGCATACCTCCACTCACCTT CCCTCGAGCAAAAGAAGAAA 220

Ai10B19892 Araip.B10 19892 c (A)10gaaagaaaaaaaatggcgaaaaaaat(A)1349 97805432 97805480 TTGATGTGGTGACAATGCTTC TGGCTTTTTCTGCTTGCTTT 272

Ai10B19893 Araip.B10 19893 c (T)12gatatctacatatatttttttctttctttttattttctcatttttttc(T)1171 97814364 97814434 TAGGGCATTTTGTCCCCTTT ATGGGACATTGGTTGGGATA 264

Ai10B19897 Araip.B10 19897 p2 (CT)7 14 97870243 97870256 TGCAGGGATGAGAAATCCTT GGTGAGGTAGGTGGGGTTTT 198

Ai10B19905 Araip.B10 19905 p3 (TGT)5 15 97938699 97938713 CTTGGGATTGCCTTAGGTGA CCGTGACAGCCACACATAAC 174

Ai10B19910 Araip.B10 19910 p2 (TA)12 24 97989942 97989965 ACTTGGGACATTGGTTGAGG ACTTTGGGGCATTTTGTCAC 247

Ai10B19911 Araip.B10 19911 p2 (TC)6 12 97993378 97993389 TTCGAGGAGAGCTCACCAAT TGGATCCAGAGTTACTCCCAA 114

Ai10B19913 Araip.B10 19913 c (A)11gatattgtgaattatgagtgttcttctattgatactttagaatttttacatcatattttgtctcact(TTTA)7106 98001485 98001590 TCTTGGTGTAATTTCGTTTTTCA GAGAAATGCGAAAATGGGAG 193

Ai10B19914 Araip.B10 19914 p2 (AG)6 12 98004285 98004296 TCCATGTCCGAAAACACAGA CCTAAAACCTAGAGAGAGGAGCG 145

Ai10B19917 Araip.B10 19917 p2 (GC)6 12 98070325 98070336 CAGGCACAGAATAGGCACAA TGATTTGTGGTTGCTTTAGAATG 184

Ai10B19919 Araip.B10 19919 p2 (AT)6 12 98083901 98083912 TTGTGTTGAATTGGACCTGG TCCCTCACTCATCAACCCTT 266

Ai10B19920 Araip.B10 19920 p2 (TA)10 20 98085684 98085703 CTTTGACCGGTTCTTGCTTC TAAAGCTGAGGTGGCAAGGT 220

Ai10B19921 Araip.B10 19921 p2 (AT)6 12 98089623 98089634 TTGTGTTGAATTGGACCTGG CACCAATCCCTCACTCATCA 272

Ai10B19925 Araip.B10 19925 c (A)10taagaattatataatgtgaagtctttttcattt(TA)757 98093700 98093756 TTGATGTCGAAACTCATGTACAAA TGAAATGATCTAACTCAACCAAGG 203

Ai10B19929 Araip.B10 19929 p2 (TA)6 12 98096598 98096609 GCAACAATAGCACTCGCATC GCTCTCCAGCTCGAAGAAAA 217

Ai10B19934 Araip.B10 19934 p2 (GA)7 14 98107899 98107912 AATATCGAACCAAACCGCAA ATCGAGATCAAATTCGTCGG 221

Ai10B19935 Araip.B10 19935 p2 (CT)9 18 98108373 98108390 ATTATGGACCGTTGATCCCA TCAACTTTTCAACTTGGGGG 267

Ai10B19936 Araip.B10 19936 p3 (AGA)5 15 98119698 98119712 ACTTCCTCTGTCGCCTTGAT TTCCTCTTCCTCTTCCACCC 211

Ai10B19943 Araip.B10 19943 p3 (TCA)5 15 98141170 98141184 CAGTTTCGGCCTCTCTCACT CCACATGGGAAGACTTGGAG 261

Ai10B19944 Araip.B10 19944 p3 (TGG)5 15 98143668 98143682 ATGGTGGTGGTGGAGACAAT ATGACCCTCCGAACTCTGTG 201

Ai10B19947 Araip.B10 19947 p2 (AG)9 18 98155829 98155846 GCCCAAGCCCAACTACATAA GCCGTAAACAGCTTGTCGAT 185

Ai10B19948 Araip.B10 19948 p3 (TGA)5 15 98157714 98157728 TGGTTATGAGTTTAGAGGACGG GCCACTACATCTACCCAGGC 277

Ai10B19953 Araip.B10 19953 p2 (AT)9 18 98211079 98211096 TTTATTTGCTCTCGCGTTTTT CATTCGATTTAATGCATCTGG 270

Ai10B19956 Araip.B10 19956 p4 (TTTA)6 24 98232105 98232128 CAGCAGCTTGTTTTGCTGAC TCGAAAATCTTCACCCATTTTT 241
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Ai10B19959 Araip.B10 19959 p3 (AGA)5 15 98244905 98244919 CTAGAGGTTTCTCCGGCCTT TCTCAGGATCTGTGGAACCC 197

Ai10B19963 Araip.B10 19963 p2 (AC)18 36 98283259 98283294 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 259

Ai10B19964 Araip.B10 19964 p2 (AG)6 12 98284548 98284559 ATCAGCGTGGCAGATTTCTT CCTGATAAAAAGAGACAATCCTGAA 238

Ai10B19967 Araip.B10 19967 p2 (TC)6 12 98291099 98291110 TCCCCTTTCTTCCTTCTTCC GAACATGCAAGCAACCCTTT 278

Ai10B19969 Araip.B10 19969 c (AG)6gagagagc(CT)734 98335638 98335671 TGAATCTAACATGAAGGGTTCCTAA TGGGGGAATCATTCATTCAT 268

Ai10B19970 Araip.B10 19970 p2 (TA)13 26 98337357 98337382 AATATAACCCCAACGCCACA TGCTTGTCCTCAAGCAAAGA 267

Ai10B19973 Araip.B10 19973 p2 (CT)6 12 98361191 98361202 TGTTTCTCATCTTTTTCAAAACTACC GGAGGGTTGAGATGTGAGATG 278

Ai10B19974 Araip.B10 19974 p3 (TAT)5 15 98361529 98361543 TCACATCTCAACCCTCCTCA TTCTTGTCCTTGCTCCTGCT 174

Ai10B19975 Araip.B10 19975 p3 (AAT)5 15 98375618 98375632 CAGGTTCTGGATCTGCTTCC TCGAAAATTCTCCCTCTCCC 255

Ai10B19983 Araip.B10 19983 c (AT)6(AG)9 30 98409458 98409487 TTGCTAGGATAATCACCGGC CCAAATTCAACAAAAACGCA 182

Ai10B19984 Araip.B10 19984 p4 (TGAG)6 24 98409864 98409887 TGGAGATGATGATGGTTGGA GCTGATCTTGGCCACTTCTC 213

Ai10B19990 Araip.B10 19990 p3 (TAA)31 93 98426047 98426139 GGAAGAAGAAAGTGATTCGAAAG TGCAAGTGGAAGATTGTTGG 180

Ai10B19991 Araip.B10 19991 p2 (TA)9 18 98428169 98428186 GGAGCCTTTGAAGAAAAGGG TGGGTGTATTTCGGGTTCTC 222

Ai10B19992 Araip.B10 19992 p2 (GA)6 12 98446632 98446643 TTCTTCGGCCTTAGGTGCTA AGGATCTCCACCTACCCCAC 257

Ai10B19993 Araip.B10 19993 p2 (AT)6 12 98458530 98458541 TCCTTGTACCAGCAATTCTTCA TTGATTCACAAATCAGTCACCA 248

Ai10B19994 Araip.B10 19994 p2 (TA)6 12 98459577 98459588 TGATAGTCGTAGGTCAAAGAAAAA TGGAACATTAGTGATTCGGG 232

Ai10B19995 Araip.B10 19995 p3 (AAT)5 15 98459765 98459779 CCCGAATCACTAATGTTCCA CTGCCAATGGTTGGTCAAT 266

Ai10B19997 Araip.B10 19997 p4 (AAAT)10 40 98467934 98467973 TCGAAAATCTCCACCCATTT CCATGATGGAGAAAGGGAGA 143

Ai10B20002 Araip.B10 20002 c (A)10tccgaaaatttttc(A)1236 98513787 98513822 ACAAGTTTTTAGCGCGGTTG CAAAAGAGTCAAACCAAAAACAAA 197

Ai10B20004 Araip.B10 20004 p2 (GA)6 12 98522625 98522636 CACCGAATGAACTTGCAAAA GTTTGGAATCGTTTGTGCCT 279

Ai10B20007 Araip.B10 20007 p3 (TAA)6 18 98535763 98535780 GCACGTCATGATCGTACCAA CCCTCGCCTTGTTACTTTAGC 275

Ai10B20010 Araip.B10 20010 p2 (TA)6 12 98566643 98566654 GTGGTGAGGCGGTTAGGTTA TTGGACACCATCCAGATTTTT 280

Ai10B20013 Araip.B10 20013 p3 (ATA)6 18 98577537 98577554 TGTACCCCAAAAATACAAAGGAA GGTGGGCTAAAGTGATGCTT 274

Ai10B20014 Araip.B10 20014 c (ATT)5agcggtaattactattattaaatactactgttgttgc(TAT)5tgttattgttgttgtatcgttactgtttc(TAT)6114 98578757 98578870 CCAATTAAAGAGTGACACGTCATA TGGATCAAATTTTCTGGACAATAA 280

Ai10B20015 Araip.B10 20015 p3 (GTG)10 30 98580850 98580879 CTCACGTTGAGGGTCGAAAT TTACCTCTTCCACCAGCACC 207

Ai10B20019 Araip.B10 20019 p2 (AT)8 16 98585495 98585510 CCAACACAACACTGTCCAAAA TCATTCTTGGAAATGGACAGG 278

Ai10B20022 Araip.B10 20022 p2 (AG)8 16 98598019 98598034 CGGAGAATGCTAATGGGTTG GTAAAACCCCAATCACCCCT 154

Ai10B20023 Araip.B10 20023 p2 (TA)20 40 98600877 98600916 CTGGCCTAAACTCTGCAAGC AAGCGGAATTACAAAATGCG 224

Ai10B20024 Araip.B10 20024 p2 (AT)8 16 98610436 98610451 AACCCATGTGATCTCTCTCCA CGGGGTAATTTGTCCCATTT 277

Ai10B20025 Araip.B10 20025 p5 (AATAA)5 25 98614156 98614180 CAAGAGACAAAGGAAAATGGG TCTTGCTATTTTAAACCTCTTTCTTTC 240

Ai10B20033 Araip.B10 20033 p2 (AT)6 12 98670789 98670800 CCGGCATCATCTCTGACATA ATGGAGATATCCCAAGCCCT 265

Ai10B20039 Araip.B10 20039 p3 (AGA)5 15 98696555 98696569 GAAGGGTGCAGAAGAGCAAG CGTTGTCTCCACCATCTGTG 257

Ai10B20041 Araip.B10 20041 p3 (CAT)5 15 98734859 98734873 GGCTGATTGGCTTCAGCTAC TCCAGGGTCATCTTGTAGGC 238

Ai10B20043 Araip.B10 20043 p2 (AT)10 20 98750330 98750349 AAATAATGGGAATTTGGGCG CATGCCTAGCTACCCAAAGC 239
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Ai10B20046 Araip.B10 20046 c (TC)14(TA)15 58 98789751 98789808 AAAATATGGATGACGCGCAC CAGCATTTGCATTCTGCATT 248

Ai10B20048 Araip.B10 20048 p2 (AG)6 12 98811340 98811351 AAAACTGGGGAAGGGACTGT ACAGCAACTGGAGCCTGAAC 231

Ai10B20049 Araip.B10 20049 p3 (AGA)5 15 98817377 98817391 TTAGAATGTTGCTCGCCCTT ACCCACCTCACCCTCTCTCT 149

Ai10B20054 Araip.B10 20054 p2 (TA)6 12 98844077 98844088 GCCAAAGAAGCATGTTTTCA GCCCTCTTGGCAATGTTTTA 245

Ai10B20055 Araip.B10 20055 p2 (AT)8 16 98845667 98845682 TTCTTGTATTACCATGTTCTGCTTTT CAGCCGGTTCATTTAACGAT 236

Ai10B20056 Araip.B10 20056 p2 (CT)6 12 98854192 98854203 AATTCAAACCATTCCCACCA ATGAGGAAGGGGAGGAGTGT 159

Ai10B20057 Araip.B10 20057 c (A)11caaaattcttttgaaaaag(AT)1152 98862918 98862969 TGCACAGAACGAAGGAAAAA GATTGATCAACGTGACTTTTGAA 253

Ai10B20061 Araip.B10 20061 p2 (AT)6 12 98867641 98867652 TTAAATGCGCAACACTCAGG AATCGGTCAGCCTTAGCTTC 148

Ai10B20063 Araip.B10 20063 p3 (CTT)10 30 98873161 98873190 GGGCCAACACATGTTCAATA TGCTGCTCTGTTTCTGCTTC 163

Ai10B20065 Araip.B10 20065 p2 (CA)24 48 98877758 98877805 TGAGACAATTGAGATTTTGACCA TCCTTGGACACCAAGTGGAT 279

Ai10B20066 Araip.B10 20066 p3 (ATT)5 15 98892136 98892150 CGTTGGACCCGTGTAGTTGT CCATAACATTGCAACATTCACA 231

Ai10B20068 Araip.B10 20068 p3 (TAA)5 15 98894560 98894574 GTTGACCACTGGGGCTAAGA ATCACAATGGCACCTGTTTT 274

Ai10B20069 Araip.B10 20069 p3 (CCA)5 15 98898142 98898156 AGAATCGAAATCGTCCATCG AAAATGGTGGTGCTGTTGGT 192

Ai10B20070 Araip.B10 20070 p2 (TC)7 14 98903327 98903340 CATTCGTTCTCTTTTCTCTCTTTTC TGCACCTAATGATGAGCAACT 184

Ai10B20071 Araip.B10 20071 c (AT)6taaatttggcaatcttaattcttgtctctaatttaaactc(T)1163 98905837 98905899 GAACATGGGTCCCCTATCCT GGGCGAGACTAAACGATATGA 234

Ai10B20075 Araip.B10 20075 c (ATG)5acaacgac(GAT)538 98917391 98917428 TCGAAATTTCTTAACCGTGACA TTTTCGGTGCTATTTTTCTGC 179

Ai10B20076 Araip.B10 20076 p3 (GAA)5 15 98917905 98917919 TGAATTAAGATTTTGGACTCGTGA CTCAAAATTTCTCCTCCTCCTC 227

Ai10B20077 Araip.B10 20077 p2 (TA)8 16 98919020 98919035 GACGACGAAAAACCGTGATT TTCTGGTCTTTTGGGTAGCG 163

Ai10B20080 Araip.B10 20080 p3 (AAT)12 36 98920757 98920792 GTATTACACGCGCCGAAACT AAAAGCATTGTAGGGACCCA 250

Ai10B20081 Araip.B10 20081 p3 (TAA)6 18 98921162 98921179 GGGACCAAATTGAAAGAAAAA ATATATTTGCCTTGGCCGGT 272

Ai10B20082 Araip.B10 20082 c (A)10taaaaaaaagcataaagtgc(A)1545 98923229 98923273 TCGCGTCTTTCTTTCAGTTCT TCACGAACATTTGAAGCACG 251

Ai10B20083 Araip.B10 20083 p2 (AT)9 18 98926093 98926110 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 266

Ai10B20086 Araip.B10 20086 p2 (TC)10 20 98935486 98935505 TCGAAATCGCCATTTACTCC TCTGGGCGTTTCTTATCCAC 259

Ai10B20088 Araip.B10 20088 p3 (TTC)6 18 98947508 98947525 ATTCGCGCCTTAAATCTGAA TGCAGAGAACATGAACGAGG 111

Ai10B20089 Araip.B10 20089 p5 (ATTCA)5 25 98949712 98949736 TCCAAATCAGAACACCTGCTT CAAATCAGTTGAATGAGAGCGA 134

Ai10B20090 Araip.B10 20090 p2 (TC)10 20 98952057 98952076 TGCCAAGTCTCAGAGCAATG GCGGGACATGGAGTCTAAAA 155

Ai10B20093 Araip.B10 20093 p2 (TC)8 16 98961120 98961135 CTCTACTCGTTTCCGCTGCT ATGGAAATGCATGGAACCTC 188

Ai10B20095 Araip.B10 20095 p3 (AAT)5 15 98975123 98975137 TGTATGGCAAGTTGAATGCC GTCTCCCCCTCTTCTTCCAC 143

Ai10B20096 Araip.B10 20096 p2 (AG)6 12 98975469 98975480 AGAATAAGATAGGGGAGGGAAA CTTTTTGTTTGTTTCTTAACTTTTTCA 243

Ai10B20104 Araip.B10 20104 p2 (GC)6 12 99020235 99020246 GGCACAGGTTAGGCACAAGT TTTGTGCCCATTTCGTGTTA 173

Ai10B20105 Araip.B10 20105 p2 (GC)6 12 99020388 99020399 TAACACGAAATGGGCACAAA AGCTTGAAGACCTGCCAAAA 178

Ai10B20108 Araip.B10 20108 p2 (CT)6 12 99037124 99037135 TGACGTCTCAGGATCTGTGG GGTGAGGTAGGTGGGGTTTT 191

Ai10B20110 Araip.B10 20110 p3 (CCA)5 15 99050744 99050758 TTCCATTCTCCCAACCTACG TCAGCAGCAATAGACAGCAAA 274

Ai10B20111 Araip.B10 20111 p2 (TA)13 26 99052022 99052047 TACCCCCTTGCTCATCTTTG TTGGGATGTTGATGCCCTAT 240



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20112 Araip.B10 20112 c (A)12caagagaaagaaaaagaaaaaatat(A)1148 99052682 99052729 TTGAAGATCTTGGAAATTGGG TTTCCACACACTCATGCATTC 238

Ai10B20116 Araip.B10 20116 c (A)10gcaagcaatgagcaaatgtcaatagaaatttaactaagagcaattaaggcaattttaactag(A)1082 99062312 99062393 ATAGCCTAAGCCCCCACACT TCTTTAAATCTCAATCCTTGCCA 232

Ai10B20119 Araip.B10 20119 c (T)18ccaattttttttnnnnnnnnnnnnnnnnnnnnnnnntaacaattcattttttgttttg(T)12gg(T)18108 99064106 99064213 GCTCGTGTGAATTTTCAACCT CAGGATCCGAATGGATAACAA 273

Ai10B20121 Araip.B10 20121 p3 (GAA)20 60 99069884 99069943 TAAGGCCTTGTGTGGTAGGG CTTTTGCCCATTGGGTTTTA 142

Ai10B20132 Araip.B10 20132 p2 (AT)11 22 99081241 99081262 GATCCTGGGCCTTATTCGTT TGTGATCTTCTACCCTTGTCCA 207

Ai10B20134 Araip.B10 20134 p3 (CAT)6 18 99089486 99089503 GTGGTGTCTCATCGTCGCTA GACGACCCGAGGTTTGAATA 228

Ai10B20136 Araip.B10 20136 p2 (AG)6 12 99110568 99110579 GGGACAATCATGAAAGCAAGA GGGAAAATGCATCCATTCAG 138

Ai10B20137 Araip.B10 20137 c (T)11actgaaatgcaatcatgcaattattcagtatgcaatgctaatgaataatattcatgttcaatttg(A)1187 99115843 99115929 TGGATCTTTACGCCGATTTC GTGCTAGGTGGGAGACAACC 267

Ai10B20138 Araip.B10 20138 p3 (TTC)5 15 99116960 99116974 ACTTGCCTTGAGGATTGTGC CCAGTGGACAAGACAGAGCA 191

Ai10B20139 Araip.B10 20139 p3 (CTC)5 15 99119303 99119317 GGCTAAGTTTCTTCCTGGGC AGGCTGGAGGTTGATTTCCT 249

Ai10B20150 Araip.B10 20150 p2 (AC)6 12 99229860 99229871 TTTCAAGGTTGTAATGGGGC ATGTGATGCAAAAGTGGGAA 165

Ai10B20155 Araip.B10 20155 p2 (AT)7 14 99245945 99245958 TTTGGGTATGGGAAACTTGG TTTGGGGCATTTTTGTTTTT 238

Ai10B20156 Araip.B10 20156 p3 (TGA)5 15 99253242 99253256 CTAATTACGCCGAGCTCCAG AAGAAGCTGAGGCTGCTGAG 219

Ai10B20159 Araip.B10 20159 p3 (ATA)7 21 99268058 99268078 TGCAAGTACAATTGGGGTGA CGGAACCTATCTTTCATGGG 241

Ai10B20160 Araip.B10 20160 p2 (GA)9 18 99273415 99273432 TTTGGATCGGGTAGGAAGTG ACAGCACATACATGCCCAAA 238

Ai10B20167 Araip.B10 20167 p2 (AG)6 12 99310066 99310077 GTTCTTGTCCTTGCTCCTGC TCACCAAAAATCTGAACCCC 160

Ai10B20171 Araip.B10 20171 p2 (TA)7 14 99331287 99331300 GGCAAAATGTCCACACTTCA TGTTCTGGCATGTTTTATCGAG 209

Ai10B20174 Araip.B10 20174 p3 (TCC)7 21 99341441 99341461 GTTTGTCATACACATGCCGC TGGCGGTGACAATAACAAAA 196

Ai10B20176 Araip.B10 20176 p3 (ATA)6 18 99346362 99346379 GTGAGGCATTCACACACGAT CTAAACTCCGCAGGCTATGG 144

Ai10B20179 Araip.B10 20179 c (TA)9aaagccatgtttca(T)1042 99358148 99358189 GGTCTCAGCCAAATGAATGG AAAAACATTGGTCCAAGCCA 169

Ai10B20181 Araip.B10 20181 p3 (TAA)12 36 99372302 99372337 TCCGTTCTGTTTTGCATGTC TGTTCTCTCATTGTCGACGG 279

Ai10B20182 Araip.B10 20182 p3 (TGA)5 15 99373189 99373203 GTGAGAAAAAGGGGGAAAGG TGTAAACGGAAGCTTCACCC 273

Ai10B20183 Araip.B10 20183 p6 (ATTTTT)5 30 99378908 99378937 CAGGCTTCAACATGCTTCAT AGGTGTGGAGCTCTGCTGTT 252

Ai10B20184 Araip.B10 20184 p2 (AT)8 16 99381273 99381288 TGAACATTTATCGCGAATGG ATGGCCAGAAAAATGTCGAT 220

Ai10B20187 Araip.B10 20187 p2 (CT)7 14 99403176 99403189 GGAACATTGAACCTGGAATTG AGGGGACAAGCAGAGACTCA 168

Ai10B20188 Araip.B10 20188 p6 (TGTTGG)6 36 99406907 99406942 TTTTCTGCTTCTGCTTTTCCA CACCTTTACTTCCACCACCG 243

Ai10B20195 Araip.B10 20195 p2 (CT)8 16 99424753 99424768 CTTTTTGTTTGTTTCTTATCTTTTTCA GATCTGCCTCCAGTTTTTCG 157

Ai10B20196 Araip.B10 20196 p3 (TTC)11 33 99428088 99428120 GTCGAAGCTGAGGTCACACA TGTGCATCAGTCGGTAGAGG 220

Ai10B20199 Araip.B10 20199 p2 (CT)6 12 99432003 99432014 TTTCTTATCTTTTTCAAAACCACC TGAAGAATCCAAACACAAGGG 214

Ai10B20200 Araip.B10 20200 p3 (TTC)6 18 99435413 99435430 TCTCTTCTTGGCCGAAACAC CGGTCTTAGGTGCCATCAAT 167

Ai10B20203 Araip.B10 20203 p2 (AG)7 14 99455133 99455146 AGGGTATTTGGGGAAGGTTG GAAAGGGGAGAAAAGATGGC 218

Ai10B20204 Araip.B10 20204 p2 (GA)6 12 99473241 99473252 GGCTAACGGACCAAAAATCA TGAAGAGCAAGACAACAGCG 255

Ai10B20207 Araip.B10 20207 c (TAT)23aaaagatta(TAT)20138 99534666 99534803 CACGAAGAGTGCCGACATTA GACTTCAGGCTTCAGGCAAC 268

Ai10B20209 Araip.B10 20209 c (A)10g(A)10gagaaaaagagaaaaagagaaaaagaaaaaaa(AT)767 99540262 99540328 TGTGGGAACATGGGTTGATA TCACATGTGCATTGATCTTTTATT 280
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Ai10B20210 Araip.B10 20210 p2 (AT)8 16 99545455 99545470 CGAAGCTACCCTAAACGAGG TATTTGGTGGTGACAGAGCG 262

Ai10B20211 Araip.B10 20211 p2 (TA)8 16 99563292 99563307 TGCTTGTTTGCTTTGATTGC CCTAACCTCCTCAGCACCAG 150

Ai10B20212 Araip.B10 20212 p2 (AG)8 16 99567328 99567343 AAGAGAGAAAGGGCAGAGGG GTGACCCGCAATGGTTTACT 156

Ai10B20213 Araip.B10 20213 p2 (TA)16 32 99570215 99570246 TCCTCAAGCAAAGAAGAACTGA CCCCCACACCACTGTACATA 253

Ai10B20216 Araip.B10 20216 p4 (TTTA)11 44 99580801 99580844 CTGGACTGTTCATTTCCGCT AAATGGCATAAAAACTGGCG 265

Ai10B20217 Araip.B10 20217 c (T)10cgaaaacagatgagaaaattttgaaaaatttttgaaaa(T)1058 99600330 99600387 GATGGTTGGAAGCCTCAGTC GGGATTGTTCGAGTTTGGAC 269

Ai10B20219 Araip.B10 20219 p2 (TA)6 12 99605745 99605756 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai10B20222 Araip.B10 20222 p3 (TCT)7 21 99618581 99618601 TTCAACATCTCTTCCCCACC GCTTTTGTCTTCCCTTTCCC 229

Ai10B20224 Araip.B10 20224 p2 (CT)6 12 99672258 99672269 ACCAGAAATGGACAACAGCC TGGGATTTGATAGGTGAGGG 214

Ai10B20226 Araip.B10 20226 p2 (CA)6 12 99678198 99678209 CTCATCACCTTCGCCTTCTC CTTCTTCTTCCCGTTCTCCC 178

Ai10B20229 Araip.B10 20229 c (T)10aggaaaacagaagaactccgtaaacaagaaaaaaaaggaaagaaaaatgc(A)1070 99707830 99707899 AATTGCCGCTTTTAATGCAC GACCATGGCATACTGGGAGT 238

Ai10B20231 Araip.B10 20231 p2 (CA)6 12 99728447 99728458 TAATCTACCCACCGCCTCAC GCTTGGTCTCCCTCCTCTCT 173

Ai10B20237 Araip.B10 20237 p2 (TA)6 12 99770593 99770604 TCCAAACAGCATTGTTTTTAAGTT TGGGTAGAATGTAAGACCCAGAA 243

Ai10B20239 Araip.B10 20239 p2 (TA)6 12 99773243 99773254 TCCAAACAGCATTGTTTTTAAGTT TGGGTAGAATGTAAGACCCAGAA 243

Ai10B20240 Araip.B10 20240 p2 (AT)11 22 99773426 99773447 TTCGTCCTCGAAAATTAAAGAAA TGTTGATCCTCCAAGCCTTT 255

Ai10B20244 Araip.B10 20244 p2 (AG)7 14 99801305 99801318 GGGATAAGGCAGCAGAAACA CCTCATCATCGCCTTCTCAT 266

Ai10B20245 Araip.B10 20245 p2 (GC)6 12 99801609 99801620 GGAGAAGAAGAAGATGGGGG CTCTAAGCCCCTAGCCCAAC 244

Ai10B20247 Araip.B10 20247 p4 (AAAG)5 20 99813226 99813245 CCAGTCAAACTCACCTGCAA GCCTTGCTTTCCCTTTTCTT 248

Ai10B20248 Araip.B10 20248 p5 (TTATC)5 25 99815694 99815718 CCTGGGTGCTCCAGTGTATT CAAGCTATCCGACCTCTTCG 240

Ai10B20249 Araip.B10 20249 p5 (TTATC)5 25 99825780 99825804 GGTACCTGCAAGAGACTCCG GCCCAAATAGAGGAACACGA 258

Ai10B20251 Araip.B10 20251 p2 (AC)8 16 99846103 99846118 CACCTTGCTTTTGCTTCTCC TTGGTCTCCCTGGAAGATTG 211

Ai10B20253 Araip.B10 20253 c (GAA)5atggag(GA)633 99866728 99866760 CGGTCTTAGGTGCCATCAAT ATATGGCCGAACCTTAACCC 246

Ai10B20254 Araip.B10 20254 p3 (TAA)5 15 99888338 99888352 CCAAACAAAATTCTTTCGGC GCAATAGCAAGAAATTGGTGAA 242

Ai10B20255 Araip.B10 20255 p3 (AAG)5 15 99890824 99890838 TTGTTCGAGGATGAAGACCC TCTCAAAACCTTGGCAGCTT 114

Ai10B20257 Araip.B10 20257 p2 (CG)6 12 99902826 99902837 AAAAACATGGTGCAAATCCG GTTGTGCCCACTTTATGCCT 236

Ai10B20259 Araip.B10 20259 p2 (CT)7 14 99914240 99914253 CTGGAATTTAACGCCAGGAA GGTGAGGGGTTTTTAGGGAA 247

Ai10B20262 Araip.B10 20262 p2 (CT)7 14 99960003 99960016 TTTTCTTAACTTTTTCAAAACCACC GAGGAGGGCAGAGATGTGAG 277

Ai10B20263 Araip.B10 20263 p3 (TAT)5 15 99960340 99960354 TCTCTGCCCTCCTCACAGTT TTCTTGTCCTTGCTCCTGCT 169

Ai10B20264 Araip.B10 20264 p2 (CA)6 12 100007332 100007343 CACACCCTGTGGATTTCTGA TCAACAGAACGTCATTCCCA 183

Ai10B20266 Araip.B10 20266 p2 (CT)8 16 100053071 100053086 CGAAAACGACTAACAACTTTTTCA AGAGAGAGGGAGAGGGTTCG 249

Ai10B20267 Araip.B10 20267 c (A)10gaagaaagaaaatg(A)1034 100066035 100066068 GAAAAGCAAAGCTTGCAAAAA AGCACATGGTTAGGGACAGC 207

Ai10B20269 Araip.B10 20269 p2 (AG)6 12 100082305 100082316 GGAACATTCCGTCAAGATGAA CGGTTAGGTTCACTCCCTAAA 280

Ai10B20270 Araip.B10 20270 p2 (AT)6 12 100084593 100084604 TCACGCTATGCATGCAGTTT TGTGTGCCCTCCCTTTAAGT 126

Ai10B20271 Araip.B10 20271 p2 (AC)6 12 100089702 100089713 AATTTTTAAGGAATCGGCCC GGTTTGTGTTCTTCCCCCTT 177
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Ai10B20273 Araip.B10 20273 p2 (TA)16 32 100095558 100095589 TGGTGATGATGTGTTTGATGG CTTCCCAAGTTTGTCAAAACA 244

Ai10B20274 Araip.B10 20274 p2 (TA)9 18 100096931 100096948 AAGATTTTCGATCACGGTGG AGGCCACAAGGAAAAAGGAT 245

Ai10B20275 Araip.B10 20275 p2 (TA)8 16 100100812 100100827 TGAGCCGAAACTTTAACCAA TTACCCCCTATCTCCATCCC 233

Ai10B20276 Araip.B10 20276 p2 (CT)17 34 100125795 100125828 TCTCCCTCTCTGCGTCTAGG GAAGGAGAAGCTCTGCGCTA 225

Ai10B20277 Araip.B10 20277 p2 (GT)6 12 100126133 100126144 TAGCGCAGAGCTTCTCCTTC CTAACTTAACCGCCATCCCA 270

Ai10B20278 Araip.B10 20278 p2 (CT)17 34 100130876 100130909 TCAAAACACATGCAAAGGGA TCATGCAAAATAGCCAAAAGAA 274

Ai10B20280 Araip.B10 20280 p2 (AT)7 14 100132257 100132270 ACCGAAATTCGAAACACAAA AACCCAAACACCAATGTCCT 175

Ai10B20281 Araip.B10 20281 c (CA)15g(AT)13 57 100159949 100160005 ACCCAAGACACCACCAAAAG TCCCAATTTTCCGTTGGTAA 268

Ai10B20286 Araip.B10 20286 p3 (TTG)6 18 100188773 100188790 TGAAAGAGAGAGAGTGAAGAATGTT GCATCCAAGGAGGAGAGTTG 213

Ai10B20287 Araip.B10 20287 p3 (AAT)5 15 100192724 100192738 TGTCCTTGCCATTTTTCTTCA CCAAGGCACCTTGTTGATCT 275

Ai10B20288 Araip.B10 20288 c (A)12(GA)7 26 100194231 100194256 TTTGAAAACTTCAGCCGTCC CTACTGGTCTCGACGTTCGTT 278

Ai10B20290 Araip.B10 20290 p2 (AT)10 20 100194944 100194963 GAAAACTTCAGGGGGTTGCT AACCGATGCATGTGACAGAG 160

Ai10B20291 Araip.B10 20291 p3 (CCT)5 15 100197440 100197454 AGCTGTCACGTGCCAAATTA GACACCGTGCCTAATTGGTT 236

Ai10B20292 Araip.B10 20292 p2 (AT)11 22 100197761 100197782 AAACCAATTAGGCACGGTGT GCTGTGGCAGTATGCTTTGA 266

Ai10B20293 Araip.B10 20293 p3 (TAT)8 24 100197973 100197996 TCAAAGCATACTGCCACAGC CTCCCTCCCATTTCTTCCTC 270

Ai10B20294 Araip.B10 20294 p2 (GA)11 22 100198896 100198917 TTTCTCTGGACATTCAGGCA TTCATCTCAACTTGCCTTGC 271

Ai10B20298 Araip.B10 20298 c (TA)11(GA)11 44 100207111 100207154 GCCCAACGTAGTCTTTTCCA GGACAGCTTGGCCTTACATC 245

Ai10B20300 Araip.B10 20300 c (GA)8atgagggaggaatcggagagttgtgttgtgtgctgttcttgtgttcactca(CTCTTT)597 100210865 100210961 ATGCCTGTGTTGTGTGCTTC AGAGGCATGTGCGTGTAGTG 256

Ai10B20301 Araip.B10 20301 p3 (TTA)6 18 100211136 100211153 CAGGTTCACCTCCCTTTCTG TCCCCCATGCAATAAAATGT 211

Ai10B20303 Araip.B10 20303 p2 (TC)6 12 100216171 100216182 CCCCCTTGTATTGTCTGCAT TGTACTTGGTGATGTTGATGGA 266

Ai10B20304 Araip.B10 20304 p3 (TTG)5 15 100216519 100216533 GTTCGTGACATTACGCGTTC GACCAAATTGCCTCATCACC 142

Ai10B20306 Araip.B10 20306 c (GA)9ggaaacggcgtgaagtagaggtagggcgtaaggcagcagagtagacaagcagagaatgaaaagaagcgtatgtctctcaggctgcaatttggaagaatt(AATG)5137 100240471 100240607 TTGTAACATTGACATGGAAGTAGC GAGATTATGCTGTTGCGTGG 202

Ai10B20307 Araip.B10 20307 c (GA)9ggaaacggcgtgaagtagaggtagggcgtaaggcagcagagtagacaagcagagaatgaaaagaagcgtatgtctctcaggctgcaatttggaagaatt(AATG)5137 100242751 100242887 TTGTAACATTGACATGGAAGTAGC GAGATTATGCTGTTGCGTGG 202

Ai10B20314 Araip.B10 20314 c (A)10tttcatttatataaaatagaaaaaaacccttaagaaaactaaaactccaagaaagtctacgattcgagtccatatagccttatcctaagataata(AT)6117 100251700 100251816 TGTGGTTTTATAGCCAATGACC GAACCATTGATCCCTAAGGAAA 256

Ai10B20317 Araip.B10 20317 p2 (AT)9 18 100280183 100280200 CACTCATGATGGGATCAACG GGACGACTTGGAGAAACAGG 216

Ai10B20318 Araip.B10 20318 p2 (AT)6 12 100281041 100281052 GAAGTGAGCTGAGCTGGACC AGCTTGTGAACTGGCTCGAT 280

Ai10B20319 Araip.B10 20319 p3 (ATA)7 21 100284355 100284375 TGACGACAAAATCTTCAGCG TCGGCATTAAACCTTTCCAG 238

Ai10B20324 Araip.B10 20324 p2 (TC)6 12 100303602 100303613 GTAGGGTCAAGACCAAGGCA TGCAGAACCTCACCTCAAGA 256

Ai10B20329 Araip.B10 20329 c (A)19tagagttttagagagaagatgtaa(T)1053 100310623 100310675 TTTCGTTACTTATATGAACCGTTACAA CATGAATTGGTTCAAATGGC 239

Ai10B20333 Araip.B10 20333 p2 (AC)12 24 100329691 100329714 ATAACACGCACACCCACTGA CAGGGATGAAAGTAAGGGCA 160

Ai10B20335 Araip.B10 20335 p2 (AT)6 12 100334193 100334204 GCGGGTCAAAGGAAACTCTA GGACATTAATAATCTGGAAAGATCAA 219

Ai10B20338 Araip.B10 20338 p2 (TA)6 12 100338556 100338567 TCTCCATGTCCCTTGCTTTT TGGGCCTTTTGGTTTATTTG 249

Ai10B20339 Araip.B10 20339 p3 (GAG)6 18 100370335 100370352 CCAGATTCCCCAGCAATAGA GTGCTGCCTACCAGAAGGTC 265

Ai10B20343 Araip.B10 20343 c (TTC)5(TGA)6 33 100380275 100380307 GAAAGAAAGAGAATCCGGGG AGAAGCCTAAGCCCAGAACC 278



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20344 Araip.B10 20344 p2 (CT)7 14 100385827 100385840 GGGAGAGAAGGGAGGATGAC TTCATTTTGGTTGGTTTGGA 253

Ai10B20345 Araip.B10 20345 p2 (TG)6 12 100399023 100399034 CCTCCCTTGCTTCTCCTTCT CAATTTTCCCAATTTATGCCC 127

Ai10B20346 Araip.B10 20346 p2 (TC)7 14 100413578 100413591 TCAGAAATGGGTAGCAGCCT GAGGGATTTTTGGGGAAGAG 200

Ai10B20348 Araip.B10 20348 p4 (TTTA)5 20 100419774 100419793 ACGCCAACTCCTTGTCTGTT CCACCTTCTCTCTCCTCATTTTT 280

Ai10B20349 Araip.B10 20349 p2 (AT)9 18 100429235 100429252 TCCATATTTGAATTTGATTTTGTC GGGTCAGGTACGGATCTCAA 266

Ai10B20353 Araip.B10 20353 p2 (CT)8 16 100440771 100440786 CTTTTTGTTTGTTTCTTATCTTTTTCA TTTGGTGAGTGGTGTGAGGA 276

Ai10B20354 Araip.B10 20354 p2 (AG)6 12 100454186 100454197 TTCGAATTTTGGGTGGAAGA CTTTTTGTTTCAATCATATCTTTTTCA 279

Ai10B20357 Araip.B10 20357 c (TA)6a(AT)7 27 100476005 100476031 GGCAAGGTAAGAGGCATTGA AATCTCCCACAAGCGTCAAC 147

Ai10B20360 Araip.B10 20360 p2 (TC)9 18 100518613 100518630 TCTCTTTTTAAATTTCGAATACTAACC TGCTCCTTCCACAGAAGTCA 277

Ai10B20363 Araip.B10 20363 p3 (ATA)6 18 100545983 100546000 CCCACTTTAAAAAGGAGGGC AATTCAATTTGTCAACATCTGTCA 249

Ai10B20366 Araip.B10 20366 p2 (AC)7 14 100555222 100555235 GCGAAATCAAATAGCAACGA CTCTGCTTTCCCTCACTTTTG 234

Ai10B20367 Araip.B10 20367 p3 (TTG)5 15 100559256 100559270 CACCACTGCCTGTTACCCTT AGGGTGTTACACACACCCCTA 247

Ai10B20368 Araip.B10 20368 c (CT)7cctctttctccccctcctctctctctccctcccttccccct(TC)6ttcctctttttcctctttccccttttgtttctctcctctccgtcctctctcccctcccctttctcttcctctt(TC)6152 100570604 100570755 CTCGCTCTCCTCCTCCCC AAAAGGAGAGAGAAAGAAGGGAA 247

Ai10B20370 Araip.B10 20370 c (GA)10aaggagggggagagagggagggaaga(AG)6cggaagagggaaaggagagagagagga(AG)9103 100571839 100571941 GAAGAGAGAGGGAAAAGGAAAA CTCCCCACTCTCTCTCCCC 258

Ai10B20372 Araip.B10 20372 p2 (TA)6 12 100572622 100572633 GAAACCTTGGGGACCATTTT ATCTTCCATGCGAGGCATAC 272

Ai10B20373 Araip.B10 20373 p2 (TA)6 12 100580203 100580214 TACCGGCTGAGATCTGTTCG CCACCAAACCTTTGCTCACT 264

Ai10B20374 Araip.B10 20374 p3 (GCA)6 18 100584238 100584255 ACCTCAACGTGTCGAAATCC TGCTTGTTAAGGGTTTTGGG 211

Ai10B20375 Araip.B10 20375 p3 (ATG)5 15 100585917 100585931 AAGAGAGGTTTCGGAGTGGG TCATTGCCACCCTTATACCC 192

Ai10B20378 Araip.B10 20378 p2 (AT)6 12 100622155 100622166 TCGCATTGTCATCTTGAGAAA GGCGAAAACACAACTAAATTGC 268

Ai10B20382 Araip.B10 20382 p2 (TA)17 34 100632466 100632499 TCCGGGTACTAGCTTAGGGG GATTACAGAAAAGCTTCGTGCAT 174

Ai10B20383 Araip.B10 20383 p2 (AT)6 12 100633228 100633239 CAGATGAACAAATTCCACACA TTGGTTCGGTGGTTCAAAAT 217

Ai10B20385 Araip.B10 20385 p3 (ATT)7 21 100649494 100649514 TGTCGAACATGTTTTGCTCTCT TTTGCAGACCTTGATTTTAGAGTTT 138

Ai10B20386 Araip.B10 20386 p2 (TA)9 18 100653569 100653586 TTCAGATGCAGGACATGAGG GGAGAACCCAAAAGAAACCC 222

Ai10B20387 Araip.B10 20387 p2 (TA)10 20 100661926 100661945 TGTGGTTTTCAGATGCAGGA TGAAGATAATCGGTCCGAGC 266

Ai10B20388 Araip.B10 20388 c (T)11aaattcgaatgttttta(TTG)543 100664361 100664403 TTGTCTCCGCTTTTGCTTTT AAATCGCACCTACAGCAAGG 187

Ai10B20392 Araip.B10 20392 p3 (TCC)5 15 100671884 100671898 ACAGTGACTGACACCCACCA CTGAACACAATGATCCCGTG 276

Ai10B20394 Araip.B10 20394 p3 (TCC)5 15 100672937 100672951 AAATCCGTCTAGGCCCTCTC GCGTGAGGTAGAGGTGGTGT 280

Ai10B20395 Araip.B10 20395 c (A)12ctccgacactcgattcacactgtttctatgattttggcttgaattcggttctcaatatgaatgttgaaaacaaaatatatagaaaatt(A)13113 100676930 100677042 GTCGGGAGTGAGAGAATCCA TGAAAGCCTTTGTCCACGTA 218

Ai10B20396 Araip.B10 20396 p3 (ATT)14 42 100677252 100677293 GACAAAGGCTTTCACGGTTC CGCAGTGACAGAAAGATTGTG 279

Ai10B20397 Araip.B10 20397 p2 (TA)7 14 100693319 100693332 AGGGGATAGGTTTTTGGGTG GGTATGGGAAATCAGAAATTTGAA 238

Ai10B20398 Araip.B10 20398 p2 (AT)7 14 100698803 100698816 GGATCCTCGTGTGGGTTATG CGGAATTTGAATGTGACTGG 226

Ai10B20399 Araip.B10 20399 p3 (ATT)5 15 100706799 100706813 GTTGACCCACTTGTGCCTCT TGGAAGGATCAACAGAAGCC 232

Ai10B20400 Araip.B10 20400 p4 (TAAA)5 20 100708104 100708123 TTCGAACACAAAAAGAGGGG CCCCTTTTTCAAAATTCTCTTT 232

Ai10B20412 Araip.B10 20412 p2 (TA)6 12 100763520 100763531 TAGGCGTTTGAAGGTTTTGC CGAGTAGAGGGCCAAGAACA 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20413 Araip.B10 20413 p3 (ATA)30 90 100764812 100764901 CACCCTACCACACGGAGTCT CGCAAGTCTTTCGTTTACCTG 252

Ai10B20414 Araip.B10 20414 p3 (TCT)6 18 100772384 100772401 TCAACATCTCTCTCCCACCC TTAGAATGTTGCTCGCCCTC 125

Ai10B20416 Araip.B10 20416 c (GA)14aatggatgggggtggggtgctatcacttatcaacttcaatttttc(T)1083 100777617 100777699 GGATTGGGTGGGATTAGGAT CGGTCCATTCTCAAAATCGT 252

Ai10B20421 Araip.B10 20421 p2 (CT)6 12 100817315 100817326 TCAGTCTCGGGCTTCTTCTC CTCCTTCATCGTGCGCTACT 242

Ai10B20426 Araip.B10 20426 p2 (TC)7 14 100833926 100833939 ATCGAATTGTGCTCAGCCTT CAACTTGAATTTCTCGTGGC 204

Ai10B20428 Araip.B10 20428 c (T)10cttttaattgggtctctgtaccaa(T)1044 100839105 100839148 TTTGGTTTGAAGACACGTTGA GTGTGGGAGGGTTATTTTGG 274

Ai10B20431 Araip.B10 20431 c (A)16(GA)6 28 100864675 100864702 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 252

Ai10B20438 Araip.B10 20438 p2 (GC)6 12 100902877 100902888 ATTCATTTAGGCATGCGTCC AAGGTGGGAGAGGGGTAGAA 264

Ai10B20441 Araip.B10 20441 p2 (GA)6 12 100931443 100931454 TTCGAATTTGGGTGAGATGA CGAAAATATCTTCCCTCTTTTTCA 215

Ai10B20443 Araip.B10 20443 p2 (GC)6 12 100964488 100964499 AGTGAAACTGGCCAAAATGC TCGGGCACAGACTAGGTACA 276

Ai10B20445 Araip.B10 20445 p2 (TA)7 14 100970783 100970796 ATGGGTTTATCAACCTCCCC TTTCTTTCCCATCTCACTTGC 269

Ai10B20448 Araip.B10 20448 p4 (TTTA)6 24 100988947 100988970 GGGTTAGCATATGACCCCAG TCTTGATCACTTTCTTTCTCCTCA 215

Ai10B20450 Araip.B10 20450 p2 (AT)7 14 101031902 101031915 AACACCCGCATTTGAATAAG CCGCAAGGAGAGGAAATCTT 132

Ai10B20456 Araip.B10 20456 p4 (AAAT)5 20 101063586 101063605 CCACCTTCTCTCTCCTCATTTTT TCCTGGACTGTTCATTTCCAC 169

Ai10B20463 Araip.B10 20463 c (A)10tat(A)10 23 101094665 101094687 CGGGTTAGTGAATACCGTGG GTTCTTGTTCTCGCCACCTC 156

Ai10B20465 Araip.B10 20465 p2 (AT)9 18 101107678 101107695 TGCGTTATTTTTCACATATTTTCA TTGCCATTAAAGCCTCCCTA 248

Ai10B20467 Araip.B10 20467 p3 (AAT)15 45 101111827 101111871 TCCCCAACGTTTCTCTCTGT TCCCAACGTTTCTCTCTGTTG 251

Ai10B20472 Araip.B10 20472 p2 (TA)9 18 101154738 101154755 CACCACTCAAGCTCAAACCA TGGGCATGTGTTGAGGAATA 174

Ai10B20473 Araip.B10 20473 p2 (AT)6 12 101154998 101155009 GCGCGAAACCTAAACCATAC ATCGGGTTTGAATTGCTTTG 172

Ai10B20475 Araip.B10 20475 p2 (TG)9 18 101159101 101159118 TCAACGGAATGACTATGCCA TACAGAAAGCACACACACGC 278

Ai10B20478 Araip.B10 20478 p2 (CT)6 12 101165989 101166000 TTTTGTTTGTTTCTTAACGTTTTCA GTAGAAGAAGAGGGGCCGAG 244

Ai10B20479 Araip.B10 20479 p3 (TTC)5 15 101167485 101167499 GCCCTCCATTCTTCATCAAA GCTTTTGTCTTCCCTTTCCC 244

Ai10B20480 Araip.B10 20480 c (T)10gaaaaccaaaat(TAAAA)652 101182812 101182863 CCATGATGGAGAAAGGGAGA TTTCGAAAATCCTCACCCAC 202

Ai10B20481 Araip.B10 20481 c (AG)7aa(AG)17 50 101195713 101195762 TTAGAACAGGAGCCGGACAC TGAAGTGCCAAAATCACGAA 251

Ai10B20486 Araip.B10 20486 p3 (TTC)6 18 101217718 101217735 GACACAAGGACAGGGCACTT GCTGCTTTGTCGAATGATGA 260

Ai10B20487 Araip.B10 20487 p6 (CCTCAT)5 30 101223114 101223143 GCACTAGACGCTGGATCCTC CTTGGGTTCGCACTTCATCT 274

Ai10B20489 Araip.B10 20489 p3 (AGA)26 78 101232839 101232916 CCACCGGATACATAAATGCC CTCTACACTCCTCTTGGCCG 243

Ai10B20493 Araip.B10 20493 p4 (TAAC)5 20 101261978 101261997 CAATCCAACACTGACAATGAAAA TCCAACACTCCAAAACACCA 139

Ai10B20497 Araip.B10 20497 p4 (TTTA)5 20 101289596 101289615 CCAATGGAGGGTATGCAGAT CCTAACCACTTTCTCTCTCCTCA 247

Ai10B20499 Araip.B10 20499 p2 (CT)6 12 101299238 101299249 TTGATTTTCAAATTTGTTTCAACT CGGATTTTTGGTGAGTGAGG 274

Ai10B20500 Araip.B10 20500 p3 (TCT)7 21 101302020 101302040 ATCTCTTTCCCACCCAATCC GTGATGGGCTTGTGAGATGA 278

Ai10B20501 Araip.B10 20501 p3 (TTC)15 45 101309990 101310034 AATCGGGAGAGAAGACCACA TTTTCGTCCCCAACCTTTTT 233

Ai10B20505 Araip.B10 20505 p2 (CT)7 14 101349493 101349506 CGCGTCAATCAGTTTAAGCA AAAACCTTGTTAATGGGGGTG 223

Ai10B20509 Araip.B10 20509 c (T)11(A)12 23 101394064 101394086 TGATTTTCGAGAAAGTGAGGAGA GTTTGGTGTTCCTTGGTGCT 262
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Ai10B20512 Araip.B10 20512 p3 (GAT)5 15 101412308 101412322 TGTTGTACATTACAATTTTCGTGC AAGGTTATTGTCGTCGTGCC 208

Ai10B20515 Araip.B10 20515 p3 (TTC)5 15 101418435 101418449 TGCTCTGGTTACTGATGGCTC ACGGCAACAACAGCATAACA 280

Ai10B20518 Araip.B10 20518 p2 (AT)7 14 101432084 101432097 CTCCAGCTTTCAGCCCTAGA GATCCAAAGCCTCAATCCAA 256

Ai10B20519 Araip.B10 20519 p2 (TA)12 24 101434635 101434658 AACCTCCGGTTCTCATACCA GTGCATACGCACAAAGGTGT 278

Ai10B20520 Araip.B10 20520 p2 (TA)19 38 101456497 101456534 TGGTTTATTGAACCCTCGCT TGCTCCCAAAAATACCTTCG 207

Ai10B20521 Araip.B10 20521 c (T)10gccattttttttc(T)1033 101459396 101459428 TATTGACCCTTGCCTTTTGG TGAAGCAAGAAAAAGCAGTGAA 139

Ai10B20522 Araip.B10 20522 p3 (AGA)5 15 101460286 101460300 TTAGAATGTTGCTCGCCCTC CCATTCACCTTTCCTCCTCA 229

Ai10B20523 Araip.B10 20523 p4 (TAAA)5 20 101472253 101472272 CAGGTTCATGATCAGCCTCA TTCCCTCTCTCTCATCTCCTTC 257

Ai10B20530 Araip.B10 20530 p2 (AG)8 16 101506828 101506843 ATGAGAAGCACGCAAAGGAG TTTGCACACGGTATGACGAT 170

Ai10B20533 Araip.B10 20533 c (T)10caaaattaattttcgaaaaatcc(A)1043 101515590 101515632 GGCTGGCTAGTAAGCCATGT ACACCATGCATGAGTTTTCG 275

Ai10B20535 Araip.B10 20535 p2 (AT)9 18 101529283 101529300 AAATAATCCCATTTCCCAAAAA GAAAAATCAATTTTGTTCGGATT 269

Ai10B20537 Araip.B10 20537 c (A)11caatatttacgtattaaaatgtgcttggcatactcctatacacactttaaa(T)1072 101536858 101536929 TTGTCTTGAGAAGCAAGGGTT CCTTTAATGCTGTGTGGGTG 207

Ai10B20538 Araip.B10 20538 p2 (AT)6 12 101545719 101545730 CGTCTTTTTCGCCATCTCAT CCTCCATAAATCCGACGGTA 256

Ai10B20542 Araip.B10 20542 p2 (TA)6 12 101553904 101553915 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai10B20543 Araip.B10 20543 p2 (AG)17 34 101556606 101556639 CATGGCTCAGCCTTTCTTTC ACTTCTCTTCTCCCCACCGT 114

Ai10B20544 Araip.B10 20544 p2 (TA)12 24 101557462 101557485 TGAGAATTCATGTGTGATGACG CAACCTTCCACATCCCAATC 181

Ai10B20545 Araip.B10 20545 p2 (AT)7 14 101559428 101559441 TTCGTAGGTTGAGCCTGGAG CAACGCTCACGTAAACGAAA 120

Ai10B20546 Araip.B10 20546 c (TC)18cccttctcctttttctcccccttcc(CT)775 101563183 101563257 TCTCCTGCTTCCCATCTGTC GGAGGGGGAGAGAGAGAAAA 209

Ai10B20547 Araip.B10 20547 c (GA)9ggaaggagagag(GA)8a(AG)659 101563830 101563888 GGAGCGAGAGAGAGAAAAGAGA TCTAATCATCTCTCCCCCTTTTT 221

Ai10B20548 Araip.B10 20548 p2 (GA)12 24 101564050 101564073 AGAATGGAGGGGGAAAAAGA CTCTCCCCTCTCCCTCTCTC 122

Ai10B20555 Araip.B10 20555 p3 (AAT)23 69 101593441 101593509 GAGAGATGTGGGTTTGGAGG TGAAAATAGCACCGGTTTCC 187

Ai10B20557 Araip.B10 20557 c* (TA)9(TATG)5* 36 101596210 101596245 GTTTGGTGACTTGTGGGGTT TCTTAACCAGCATCGTAGAGCA 228

Ai10B20558 Araip.B10 20558 p5 (AATCT)5 25 101597507 101597531 CAAAAAGTCTCATCCCCGAA GAATGCAGTTTGGGACCACT 188

Ai10B20559 Araip.B10 20559 p2 (AC)6 12 101602360 101602371 GGGCTAAGGTAAGGGTGAGG AAGGGATAAAATCACCCCAAA 230

Ai10B20561 Araip.B10 20561 p3 (GAA)7 21 101609798 101609818 CGGTCTTAGGTGCCATCAAT GTAGCCCTCCATTCCTCCTC 214

Ai10B20562 Araip.B10 20562 p3 (AAT)9 27 101611729 101611755 CTTGTCCTTGCTCTTGCTCA TCGAAAATCCTTCTCCCTCA 253

Ai10B20563 Araip.B10 20563 p2 (AG)7 14 101612086 101612099 GATGAGGGAGAAGGATTTTCG TCCTTATCTTTTCAAAATTTGTTTCA 264

Ai10B20566 Araip.B10 20566 c (AC)6atatatcaagtattttgaatcaaactcttcaagaacattaaga(T)1065 101627661 101627725 CCGGTTTTCAGAACATTGGT TTGAGGATAAGACTGAGAGGACTATCT 273

Ai10B20575 Araip.B10 20575 p3 (ATT)5 15 101686287 101686301 AATCGAAGAGGGGAAAAGGA TTCAACGAAGCCTCAAACCT 274

Ai10B20576 Araip.B10 20576 p3 (TAT)7 21 101687121 101687141 TGTTCCTCACTCACACGGAA AGTTCCCCTTGTGTTGCATT 224

Ai10B20577 Araip.B10 20577 p4 (ATAA)5 20 101687338 101687357 GGTAGGAGAGAGTGCATGGC CCTCATTCACCGGACATCTT 157

Ai10B20578 Araip.B10 20578 p2 (TA)9 18 101687956 101687973 TGACTGGACTGTGACGAAGG AGTGTGGTTTGGATTTTGCC 149

Ai10B20579 Araip.B10 20579 c (TA)7agaaaattatgat(A)1037 101693767 101693803 GCAACACTTTTTAGTGACACGC AACCGCAAAATTTTTAGGACC 214

Ai10B20583 Araip.B10 20583 c (A)11tttcctttatctatctttttatgttttcgctatgtttttttatatcgtattttttcttattctttcgtttttgtcccta(T)10100 101711437 101711536 GGAAAAATTCCTTTCGCTGA TCCAGTAGAAGAATTGAAAAGAAAAA 243



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20586 Araip.B10 20586 p2 (GA)11 22 101723518 101723539 CCCAAACACAACACAGCAAC ATGGGCCCTACGACAGTAGA 262

Ai10B20589 Araip.B10 20589 p2 (AG)6 12 101735342 101735353 CGAGAGAAAGAGCTCCCAGA AGCAACAGCTGTGTGTGTCC 169

Ai10B20590 Araip.B10 20590 c (CT)8cacttgtctcaatattttttttgaaaagtaattttatcaaattttagttagtatataatcagt(A)10taaattattatataaaatttcatatcaatcttatactattaaaatcattattgatgattataaatcataaaaattattggctctaacac(T)11189 101735502 101735690 GGACAGTGGACACACACAGC GGGTGACTGGGTGTGGTAAT 259

Ai10B20592 Araip.B10 20592 p2 (AT)8 16 101739347 101739362 AAACCATTTCGGTACTTAATTTCTTA CCCCACCACGATACCAATTA 280

Ai10B20594 Araip.B10 20594 p3 (ATT)6 18 101747979 101747996 TTCTTCCACACGCACAAGTC AAAAGTGCTGGTTTCTTAGATTTTT 228

Ai10B20596 Araip.B10 20596 p2 (TA)6 12 101750158 101750169 TGCCGCTGAAACTTCTTTTT TTCAGGTGCTAGTTTTGGGG 271

Ai10B20598 Araip.B10 20598 p3 (TAA)13 39 101751810 101751848 TCGGCCAAAGGGAAATAAAT GGGTAGGATGTAAGACCCCAA 175

Ai10B20601 Araip.B10 20601 p2 (AG)22 44 101758895 101758938 CATCATTGGCAAATCAGGGT GGTGGATGCTCCATCAGTTT 271

Ai10B20606 Araip.B10 20606 c (T)10cgtttactgaactactattatgtaaacatcaaagttctctcttttttg(T)1169 101776940 101777008 TGTCAGAGTGAAGATACGGACAA GTGCATTTGTTATCCTCCCA 274

Ai10B20614 Araip.B10 20614 p2 (TA)9 18 101817393 101817410 GGCATTTTGTCCCCTTTTTA TTGAGCCCATTATACCCCTTT 279

Ai10B20618 Araip.B10 20618 p3 (ATT)5 15 101841947 101841961 AAATTGTTTGCTCCAATGGC GCAGGAGCAAGGACAAGAAC 250

Ai10B20619 Araip.B10 20619 p2 (TG)6 12 101848382 101848393 CCCATGGTCAGATGGATTTC CCTTGCAAAGGACCAATGAT 279

Ai10B20620 Araip.B10 20620 p3 (AAT)6 18 101851684 101851701 ATTTGCCATGGGATGTGTCT ACTTTCTTTTCCACCTCGCA 262

Ai10B20622 Araip.B10 20622 p2 (AT)9 18 101853827 101853844 TGTGAAGTCCCCTTCATGGT GAATCCAAGCCAAAATTGACA 180

Ai10B20623 Araip.B10 20623 c (A)10ggagaaaaaaaagtggc(A)1239 101864650 101864688 TGGCTCTTGAAAGAATGATGG TTGGCTTTTTCTGCTTGCTT 171

Ai10B20627 Araip.B10 20627 c (T)10gcaag(TA)8 31 101876510 101876540 TTGCTCTTGCCTTTTGGTTT GGTGGCATTGCTTTTGTTTT 274

Ai10B20629 Araip.B10 20629 p4 (TAAA)6 24 101900661 101900684 TTCCTGACCACTTTCTCTCTCC CCCAGAGTCCTCCTGAACTG 195

Ai10B20630 Araip.B10 20630 p4 (TAAA)6 24 101900821 101900844 GGGGTCATATGCTAACCCCT CCATGATGGAGAAAGGGAGA 126

Ai10B20631 Araip.B10 20631 p2 (AT)11 22 101922858 101922879 TCATCTTTGAGTGCACCGAG TTTTCAATCAATTGGGGTGC 248

Ai10B20633 Araip.B10 20633 p3 (CTC)6 18 101935406 101935423 CTAAAGCAAGGTCTCACGCC ACCTCACCAGAAGAGCCAGA 202

Ai10B20635 Araip.B10 20635 p3 (AGA)6 18 101958642 101958659 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 115

Ai10B20636 Araip.B10 20636 p2 (GT)6 12 101966195 101966206 TCTTCTCCCCTCTCCTTCTTG GCCCGGTACTACACGAGAAA 248

Ai10B20638 Araip.B10 20638 p2 (TA)8 16 101978213 101978228 GCATGTCCTCATGCTTAATTG TGGTGGTGGATCTACGACATT 275

Ai10B20642 Araip.B10 20642 p3 (TTG)5 15 102022744 102022758 TGAGGTTGTTGCTGCGATAG CTCCGACAAGCACAATGCTA 224

Ai10B20643 Araip.B10 20643 p2 (GT)10 20 102023392 102023411 TGGGAATTTTGGGTAGCTAGG TTTCAAGGTTGTAATGGGGC 163

Ai10B20644 Araip.B10 20644 p2 (AG)6 12 102024576 102024587 CGACCTGCAGAAATCACAGA AAAACCTAAGAGAGAGGAGAGAGC 216

Ai10B20645 Araip.B10 20645 p2 (CT)9 18 102031508 102031525 TGCAGGGATGAGAAATCCTT AAACGGAGGTGATTGGTGAG 125

Ai10B20646 Araip.B10 20646 p2 (AG)7 14 102044328 102044341 GCCAGAGAATGGAGGAATCA TACCTCCCTGCAATTCCTTG 277

Ai10B20647 Araip.B10 20647 p2 (AT)7 14 102046187 102046200 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 220

Ai10B20648 Araip.B10 20648 p2 (AT)6 12 102046395 102046406 TTGTCCCATGTGCATTGATT TGGGGAATTTTATGGGAACA 237

Ai10B20649 Araip.B10 20649 p2 (AT)6 12 102049458 102049469 TTCACAATACCAGCATGACCA AAGGTTAGTGGGAGTGGCAA 246

Ai10B20651 Araip.B10 20651 p2 (TA)6 12 102063973 102063984 CCTTTTAGCATACGATAATTTGGA GGGTTGTGTGTTCTCTGGCT 264

Ai10B20652 Araip.B10 20652 p2 (TA)6 12 102065202 102065213 AACCCAACTCGATTGTGAATG GGATTTATCAACCTTCCCACA 266

Ai10B20653 Araip.B10 20653 p3 (AAT)9 27 102068502 102068528 CAAGTTTCCTTTTGACCCGA TGCAATAAGTGAGGAGAGGTCA 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20655 Araip.B10 20655 p2 (TA)9 18 102074819 102074836 TGGAAGACTGATTTTGATGGC CACGGATTATGACTGCTCACA 148

Ai10B20657 Araip.B10 20657 p2 (TC)11 22 102080235 102080256 TGTGAAAGGTGATGTACCTTAGGA GGGGAGGAGAGAGAGGAAGA 231

Ai10B20658 Araip.B10 20658 p2 (TC)7 14 102080418 102080431 CCTTTCTCCTCTCTTTTCCCTT GCGATTGAGAGAAGGTTGAGA 231

Ai10B20659 Araip.B10 20659 p2 (GA)7 14 102081258 102081271 CAAATGTGTCATTTTCTTGTAGTGA TCCTCTCCCTCTCTCCTTCC 133

Ai10B20660 Araip.B10 20660 c (GA)9ggagggggagagaggggagagagaggaagacaaagagaggggagggaaaaaaagaggagaagg(GA)15gt(GA)8129 102081459 102081587 GAAGGTGTGAGAGAGGGAAAAA CCCCTCCTCTTCTCTCTTCCT 233

Ai10B20662 Araip.B10 20662 p2 (TA)6 12 102084048 102084059 GCATTGGCACGGTTAAGAAC GTGGAGGATGGCTTGATGTT 260

Ai10B20665 Araip.B10 20665 p3 (CTC)10 30 102091413 102091442 CTAGCTCTTCGCGAGGAAAA GGTCATGCAATCTTGCTCAAT 154

Ai10B20666 Araip.B10 20666 p2 (TA)6 12 102095131 102095142 TCGCAGGTCAAAGAAAACTCT GGACATTATAATCCAAAAAGATCAA 222

Ai10B20673 Araip.B10 20673 p2 (TA)6 12 102117195 102117206 TGATGTTCAAGGCTTTTCCA AAGAAGAACCAGCTGCCTGA 263

Ai10B20674 Araip.B10 20674 p2 (TA)11 22 102117393 102117414 TCAGGCAGCTGGTTCTTCTT AACCTGTGCACTTTGGATAGC 190

Ai10B20679 Araip.B10 20679 p3 (TAT)7 21 102158063 102158083 AACTGTTTGCCATTTTCAATCTC TTATCGTGTGATGCCGAGTT 242

Ai10B20680 Araip.B10 20680 p2 (AG)10 20 102163781 102163800 AAAAAGCCGAGGAAGGAGAG ACTTACAGCAGGGATGGTGG 252

Ai10B20682 Araip.B10 20682 p2 (TA)8 16 102166752 102166767 TTCGGCCTTTTTGTATCACC GCTCGAGTATTACCACGACTTTT 277

Ai10B20684 Araip.B10 20684 p2 (AG)9 18 102185051 102185068 GAGAGGAGAAGAAGTCGCCA GAGCTCCCTCTCTTCTTCGC 263

Ai10B20685 Araip.B10 20685 p2 (TA)17 34 102187241 102187274 ACAGCCAGTAGGACAGGCAT ATGGCCAGAAAAGTCCTGTG 275

Ai10B20686 Araip.B10 20686 p5 (TTTTA)5 25 102194612 102194636 CACATTGGATAGCGTTCACA TTTTTCAAATTTTCGATCTACCTAA 257

Ai10B20689 Araip.B10 20689 p2 (TA)9 18 102204037 102204054 TCCTCGCTAGGTGTCTGGAT CAACCCTCAGAAAACGTGGT 266

Ai10B20691 Araip.B10 20691 p2 (TA)6 12 102206732 102206743 CAATGCAACTACGTACTGCTCA CCCAAAATTTTAATTTAACCTCCC 247

Ai10B20693 Araip.B10 20693 c (TG)9(AG)9 36 102212514 102212549 TAAATCAATTTTGCTGCCCG TGTGTATGCATGGTTTTGGAG 175

Ai10B20695 Araip.B10 20695 p2 (AT)8 16 102225382 102225397 CCCTATCACCAGTGACGGAT CAAATTGAGAATATTTTTGTTGGAAA 217

Ai10B20697 Araip.B10 20697 p3 (AGA)9 27 102242141 102242167 AGTGGTCTTGATGGGCTTTG CTCTACACTCTCCTTGGCCG 275

Ai10B20701 Araip.B10 20701 p3 (TAT)5 15 102268145 102268159 TAGAATCGGTAATCGGCGAC ATATCGGAATTTCGCCACTG 264

Ai10B20704 Araip.B10 20704 p2 (CT)7 14 102275224 102275237 GTGGCCGCTGATCTAGTCTC GAACGATTTCCAGAAACCCA 254

Ai10B20706 Araip.B10 20706 c (A)10ttaaacaaaaaaaaatactacaataacactgtatggaagaggaggagaagaaataataaaaaatacaatagcagcaataataaaat(A)10106 102277885 102277990 TTTCCATAATTTTCTTTTATTTCACG GAGTGGTTCGATGACCAATTT 276

Ai10B20707 Araip.B10 20707 p3 (ACC)5 15 102278512 102278526 TGCTGCAGATTTACGTCATTG GGTGACGGAAGAGGTTGTTG 279

Ai10B20709 Araip.B10 20709 p3 (AAT)5 15 102283180 102283194 ACCATGGCAGACATCTCCTC AATTTCATGGGGTTGTTGGA 272

Ai10B20719 Araip.B10 20719 p2 (CT)7 14 102311989 102312002 TTTCCCCGTTTAACTTGCTG GTGTCGCGAAAGAAATGTTG 269

Ai10B20720 Araip.B10 20720 c (T)10atttgaaagtttgtaaatttttcacttattcatattgttctaaaaaagtgtcaaaagataaaattattatgttcaattttgtc(T)12105 102316481 102316585 TCAGAGTGTCTCACATGCCA TCGACATCAAATTTCAGAAGTCA 265

Ai10B20721 Araip.B10 20721 c (CCA)6cctccaccaccaccgaaccaagaagcagaaacagatgcaaaaactcaaaatcagcccc(CCA)694 102319582 102319675 CCCTACCCCTATCCCTACCA GCTTCTTGGTTTGCTTTTGC 235

Ai10B20723 Araip.B10 20723 p2 (GA)6 12 102323494 102323505 TTTGAGCAATGAAAAAGTTAATTGTA TAGTTTCTCGGCAACCCATC 180

Ai10B20724 Araip.B10 20724 p2 (AT)10 20 102326605 102326624 TTCCCTCGCCTTTAACTTTG CTGGCTCCCTTCATTCTCTG 279

Ai10B20732 Araip.B10 20732 p3 (AGA)6 18 102334617 102334634 GGCGGGTGAGAGAGTGAATA AATTAGGAGAATTCGGGGGA 278

Ai10B20736 Araip.B10 20736 c (T)10cgccatttttttcttttttc(T)1141 102380493 102380533 ATCCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGTGAA 209

Ai10B20738 Araip.B10 20738 p2 (GA)6 12 102409206 102409217 GGGGTTTCGAATTTTGAGTG TCGAAAACTCCTACCCACTTTT 227
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Ai10B20739 Araip.B10 20739 p3 (AGA)7 21 102413124 102413144 TTGCCTTCCCTTTCCTCTTT CACACATCCCTCCATCTCCT 178

Ai10B20740 Araip.B10 20740 p2 (GA)7 14 102415910 102415923 TTTGGGTGGGATGAAGTGTT TTTCTTATCTTTTTCAAAACCACC 263

Ai10B20745 Araip.B10 20745 p3 (TTC)5 15 102443525 102443539 ATGCCTAATTTGGTGCAAGG CTCCCTCGAGCAAGAGAAGA 251

Ai10B20748 Araip.B10 20748 p2 (AG)7 14 102454527 102454540 GGTATTTGGGGAAGGGTGTT GCCAGAAAGGGGAGAAAAAC 221

Ai10B20753 Araip.B10 20753 p2 (CT)6 12 102480777 102480788 GCGAAAAGGTTCGACAGTTC TCCCTGAGTTCCTCACAACC 174

Ai10B20757 Araip.B10 20757 p3 (TTC)5 15 102499808 102499822 ATATGGCCGAACCTTAACCC CGGTCTTAGGTGCCATCAAT 245

Ai10B20763 Araip.B10 20763 p2 (TC)14 28 102524754 102524781 TTGTTCGGCATGTTTGGTTA TACCTAGCAGCAATGCCAGA 267

Ai10B20765 Araip.B10 20765 p2 (TA)7 14 102559720 102559733 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 227

Ai10B20774 Araip.B10 20774 p2 (AC)10 20 102608830 102608849 AATGGGGCTAAGGTGAAGGT CCTGGGTTAATGGGAATGTG 277

Ai10B20775 Araip.B10 20775 p3 (TAT)5 15 102612444 102612458 CCCCCTCTTTTCTTCCACTC CAGGTTCTGGATCTGCTTCC 151

Ai10B20776 Araip.B10 20776 p3 (CTT)5 15 102645766 102645780 CGAATGGCCAACTCAGTTTT CACACAATTGAAATGCAATGAA 222

Ai10B20777 Araip.B10 20777 p2 (GT)7 14 102647331 102647344 AGGGGACAAAATTACCCCAG TGGGGCTAAGATAAGGGTGA 236

Ai10B20778 Araip.B10 20778 p2 (TA)9 18 102651920 102651937 GCCCCTAGGATTAGGTTTGG TTACCTCTTCTAGCCTTCGGC 237

Ai10B20780 Araip.B10 20780 p3 (ATA)5 15 102658046 102658060 TGAACCTATGGGGTCACACA GGATCTCATCCAAATTTATAATTCAA 236

Ai10B20781 Araip.B10 20781 p2 (GA)7 14 102660492 102660505 GTTGTTGCTCATCCTCATCG ACCTCATCGCTCCTCTTCCT 219

Ai10B20784 Araip.B10 20784 p3 (TTC)6 18 102687240 102687257 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai10B20785 Araip.B10 20785 c (A)11gagagcgaaaaaaaatatagaaag(A)1146 102688193 102688238 TGAAGCAAGAAAAAGCAGCA AGGCCCTCCTATCCACTGAT 218

Ai10B20787 Araip.B10 20787 p2 (CT)6 12 102701635 102701646 CCTATCCTTTCAAAAGTTGTTTCA GAAAAAGAGGGGAGATATTTTCG 121

Ai10B20788 Araip.B10 20788 p3 (ATT)5 15 102701969 102701983 CCCCCTCTTTTCTTCCACTC TTATTTTCGGCTGCCATCTC 251

Ai10B20790 Araip.B10 20790 p2 (CA)7 14 102723838 102723851 TGATTTCTGGTTTGTGTGCG TGTGCTAGTGCTCCCAACAG 190

Ai10B20794 Araip.B10 20794 p3 (AGA)5 15 102753346 102753360 CGTGAACAGGCAAGACTCAA CCGGATTGTTTTGCTCCTTA 177

Ai10B20795 Araip.B10 20795 c (T)10cgcctc(T)10 26 102775431 102775456 CACCCTTGCCTTTTGGTTTA TGGCTCTTGAAAGAATGATGG 216

Ai10B20796 Araip.B10 20796 p2 (AG)6 12 102776808 102776819 GGTGAGGTAGGTGGGGTTTT CAAGGGGTGTTTTGTATGCC 223

Ai10B20799 Araip.B10 20799 p2 (AC)13 26 102788392 102788417 TCGCAATTTTAGTGGCGTAA TCAATGGAATGCCCTAAAAGA 272

Ai10B20801 Araip.B10 20801 p2 (AT)7 14 102793795 102793808 GGAGCCTGTGACTCGACACT ACCTTTTCATGAACCGGATG 277

Ai10B20802 Araip.B10 20802 p2 (CT)6 12 102796429 102796440 CCTCGCGTCATTCTTTTCTC CACGAAGAGGGGGATCAGTA 176

Ai10B20806 Araip.B10 20806 p2 (AT)8 16 102839731 102839746 TTCAACCTTTGCCTTTGACC GGGTGCAGAAAAATAAACGC 219

Ai10B20809 Araip.B10 20809 p2 (CT)6 12 102848853 102848864 AAGAAACCTAAAACCTAGAGAGAGGA TTCTGGGCTGTATTTGACCC 161

Ai10B20810 Araip.B10 20810 p2 (AC)6 12 102850064 102850075 GGGCTAAGGTAAGGGTGAGG GGGGATAAAATCACCCCAAT 231

Ai10B20813 Araip.B10 20813 c (TC)15(AC)11 52 102858251 102858302 TCCCTTTCTGAAGGTGCATT TGCAGCAACCAAAGTTTAGAGA 222

Ai10B20814 Araip.B10 20814 c (A)26cgagacctaaggctacacttatatacagtagctatagtatatatat(A)1082 102860043 102860124 TGGATCAACACATTTTCCGA AGCGTAGCCTTAGGTCCCTC 247

Ai10B20822 Araip.B10 20822 p2 (GA)8 16 102868127 102868142 GTAGGCGCTTCTTCCATCAG AACCAACCTGGCACTTTCAT 142

Ai10B20823 Araip.B10 20823 c (T)11accaaaaatagaaagactcgaacccactcttaaatgagtatggggagattatgtcatttgagttataactcattagc(A)1199 102868606 102868704 TTTGTCTTCAAGGTGCAAGAT AAAACAATCGTACAATCATATCCG 259

Ai10B20825 Araip.B10 20825 c (TTG)6(ATG)5 33 102894398 102894430 TTCAAAAATTGAAATAAAAATCCAG CAAAAATGGGAGTTGATTGG 264
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Ai10B20832 Araip.B10 20832 p3 (GGC)5 15 102942942 102942956 AAAAGTGGGGAGAGAGGCAT CCTCTTCCAATCACTGCCAT 207

Ai10B20836 Araip.B10 20836 p2 (TC)6 12 102948130 102948141 TTTCTTTGCATTGATTGACTGTG AAATATGAGCGCAAATCTATTATCA 168

Ai10B20837 Araip.B10 20837 p3 (GGA)5 15 102949855 102949869 GTCCTAGCGTGCCAGAAGTC TAAGCAAGCAAACACGCAAC 229

Ai10B20840 Araip.B10 20840 p3 (AAT)7 21 102960707 102960727 GGGCTTTCATCCAATTAGCA GTTAAAGTTCGGCCACTCCA 252

Ai10B20845 Araip.B10 20845 c (T)10gttatgattttataatagttcaatatcaattctaaaatcataaaataaatataaacagc(T)1180 102973430 102973509 TTAAGCGGACGTGTGAACTG TAGCGATTAGAAGGCAAGCG 273

Ai10B20847 Araip.B10 20847 p2 (AG)9 18 102980729 102980746 TGAGTGATGTAAGGTGGGGC GCGGGAGCAGAACATACTTC 219

Ai10B20853 Araip.B10 20853 p4 (AATT)5 20 102992734 102992753 TTTTGCGTGATGCATGATTT CACGTGCCATCACCTATGTC 140

Ai10B20856 Araip.B10 20856 p3 (TGG)5 15 102995872 102995886 CCTCACCTCGTCAGTCATCA TGGTTCCAAACTTCCGAGAC 197

Ai10B20867 Araip.B10 20867 p2 (AG)6 12 103035862 103035873 TTGAAAAAGAGGGAGATATTTTCG CAAGGTGACCATAGCTTGCTT 238

Ai10B20873 Araip.B10 20873 p2 (AT)12 24 103100962 103100985 CCAGGAGGATATGAGCGAAA ACGATTTGCGCTTTTGAAAT 259

Ai10B20876 Araip.B10 20876 p3 (TGT)5 15 103107665 103107679 CAGGCAGGATCTTCATGTGG GAAAAACGGACAGAATCTCCTC 280

Ai10B20878 Araip.B10 20878 c (AG)7ggttcgaattatgagtagaagagaagtgttagtaaataaataaaataaatagaaagagac(GA)686 103155588 103155673 TGTCCTTATCCTTGTTCATGCT TCTTTTCCCTCTTCTTAAAATTCG 270

Ai10B20880 Araip.B10 20880 p4 (AAAT)5 20 103162632 103162651 TTTCTCCCCATTTTAAAGCAAA CCATGATGGAGAAAGGGAGA 239

Ai10B20884 Araip.B10 20884 c (T)11annnnnnnnnnnnnnnnnnnnnnnnnaaagaaaaaaaa(AT)865 103185950 103186014 ACACACAAGCTCAAGATTTGG GGCATTTGGTCCCCTTTTAT 280

Ai10B20886 Araip.B10 20886 p2 (AG)10 20 103213973 103213992 GGTGAGGGGTTTTTAGGGAA CGTTTAACACCAGGAATGGG 250

Ai10B20887 Araip.B10 20887 p2 (GA)7 14 103221166 103221179 ACTAGAGAAGGGTGGCAGCA CCTCTCCCTTGCTCATCTTG 113

Ai10B20890 Araip.B10 20890 c (A)11g(A)10 22 103229071 103229092 TTGCTCCGAAAACGAAAAGT CAAAGGCCCTTATGCATGTT 171

Ai10B20891 Araip.B10 20891 c (T)10caaaaacaaattaaactcgtattttaga(T)1351 103230509 103230559 AGATGGATGAAGCAGCGTTT ACCTTGGTAAGAGCCCGACT 178

Ai10B20892 Araip.B10 20892 p2 (TA)7 14 103231897 103231910 GCTCAATTGCTTGAGAATCAAA TGTTTCAGGTCAATAGCTTCCA 243

Ai10B20895 Araip.B10 20895 c (T)10gccattttttc(T)1031 103238255 103238285 GCCTTGGATCCTCTTTACCC CAGTGAAAACAAAGCTTGCG 140

Ai10B20899 Araip.B10 20899 p2 (TC)6 12 103268108 103268119 GCAACAAGAAATTGCAATGAA GAGGCAATTTTTGGACCTGA 243

Ai10B20900 Araip.B10 20900 c (CT)9atctctcttaagttttaacnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn(AT)9132 103291870 103292001 GCATCAGCTTCAGCATCATC GTTTGGACTTCGGATTGAGC 248

Ai10B20901 Araip.B10 20901 p2 (TA)12 24 103292549 103292572 GCTTGTTCCTTTGGTTTGGA GGCACAAGAACAAGAGGGAT 255

Ai10B20902 Araip.B10 20902 p2 (TA)14 28 103293250 103293277 TTTTGGCTCTGCCTAAACAA CCATTCCTCTTGTGATCAAGC 181

Ai10B20903 Araip.B10 20903 c (A)11tatcttttctaactatttttaagccatattttcga(T)10aaaaattcagatttcaatttcaaaatttttcaaatcttatccttttaagatt(A)10118 103296553 103296670 TTTCGAAAACAAGGAGCATT TGAGTTGAAAAGATTTTAAGGAAAAGA 260

Ai10B20905 Araip.B10 20905 p3 (GAA)5 15 103303780 103303794 TAATCATTGCTGGAAAGCCC ACACATCTTCCCCCTCTCCT 234

Ai10B20906 Araip.B10 20906 p3 (AAT)5 15 103306775 103306789 GCTGCCATCTCCTCTTCTTG GAACCCCCTCTTCCATCTGT 260

Ai10B20911 Araip.B10 20911 p3 (TCA)6 18 103331100 103331117 GCTGCTGGAGTTGAGAAAGG TCCAGGGTCATCTCATAGGC 226

Ai10B20912 Araip.B10 20912 p2 (AG)8 16 103339115 103339130 TTGAAAAAGAGGGAGATATTTTCG TCACCTTTTCAAAATTTGTTTCA 125

Ai10B20913 Araip.B10 20913 p2 (CT)6 12 103345819 103345830 TTGAACCTGGAATTGAGAAGAAA AGGAACGCAGACTAAAGCCA 155

Ai10B20914 Araip.B10 20914 p2 (TA)11 22 103352019 103352040 AGGGGTTTATCAACCTTCCC GGCTTGGCTATATGATTCCTTG 233

Ai10B20915 Araip.B10 20915 p2 (CT)6 12 103359879 103359890 TTGAACCTGTGGCTGAAGAA AGCGATTTCTGGACCCTTTT 228

Ai10B20916 Araip.B10 20916 p3 (ATT)6 18 103363514 103363531 GCTAGAGAGCAGCGATGGAT TGCTCCACCTGTGTGTTGAG 280

Ai10B20921 Araip.B10 20921 p2 (AT)7 14 103378662 103378675 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20922 Araip.B10 20922 p2 (AT)6 12 103390649 103390660 TGGAGATAAAAAGGGAGGGG ATTCTTGAGCATTGCGCTTT 263

Ai10B20923 Araip.B10 20923 p2 (AT)6 12 103390888 103390899 CCTAACTCATCCTGCGAAGC CGCTAGGCATCTGGAGTTTC 221

Ai10B20924 Araip.B10 20924 p2 (CT)11 22 103394515 103394536 CATGAATGGTCCATAAGCCA GGAATCAAAAGAGATGTGGAGG 279

Ai10B20925 Araip.B10 20925 p3 (AGA)7 21 103401956 103401976 TGGTGGAGGGAAGAAGAGAA CTTTTTCCTTTCCATGCGGT 256

Ai10B20927 Araip.B10 20927 p2 (CT)6 12 103420042 103420053 GGAACATTGAACCTGTGATTGA GATGCGGAGGACAACTGAAT 167

Ai10B20930 Araip.B10 20930 p2 (AT)7 14 103438574 103438587 GGTGTTCCTTGGTATTTTCCC TGATTGAAAGGATTTGATTGGA 231

Ai10B20931 Araip.B10 20931 p4 (AAAT)5 20 103438808 103438827 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 195

Ai10B20932 Araip.B10 20932 c (TA)6tttttttttcgcctattttaatatac(AT)650 103449890 103449939 TTTAGCCGCTTAGACCAGGA TGAAGCAAGAAAAAGCAGCA 269

Ai10B20933 Araip.B10 20933 c (A)12(GA)7 26 103454342 103454367 GCCTTCTGAATGAATGCCTG TGCTCAAAGCCTTGGATCTT 273

Ai10B20934 Araip.B10 20934 p2 (TA)7 14 103465933 103465946 TTCACCACTTACTTTGGGGC GGGAAATTGGGTTTGGAAAT 216

Ai10B20936 Araip.B10 20936 p2 (CT)6 12 103470937 103470948 AAAGAACCTGGGATTGAGAGC CCAGCGAATTCTGGACTGTT 222

Ai10B20937 Araip.B10 20937 p3 (AAT)13 39 103476366 103476404 TGCTTCAGCAACCAAATTGA AAGATTGTAGACACTATTCATTCATGG 120

Ai10B20939 Araip.B10 20939 c (T)10gtttaatttttttttctc(T)10atttttattcttattataagggtaaaacataagaagtatgagaagttgaaaaaaacaataaa(GAT)6118 103477086 103477203 TCATCATCATCGTTCTTCTATTGTT TCAAAACTCCTCCTTTTCTTCTTC 227

Ai10B20943 Araip.B10 20943 p3 (TTG)5 15 103479705 103479719 TGCTTCTGCTTCTTCTGCTTC TCCAACAAATCTTCTTCACCAA 204

Ai10B20946 Araip.B10 20946 p3 (TAA)5 15 103493381 103493395 GAGATTCAAACCTCAGAAGACAAA TGGGCTGCAATTAAAAATGA 280

Ai10B20947 Araip.B10 20947 p3 (CTT)5 15 103493763 103493777 CGTTCTTCCTTCTTCTTCGC CACATCGAATTCCTTTCTGGA 219

Ai10B20949 Araip.B10 20949 p2 (GA)6 12 103505010 103505021 ATCCTGCCAAAGCTGTTGAT TCCAAACCCGTAGATCCTTG 229

Ai10B20951 Araip.B10 20951 p2 (TC)6 12 103522136 103522147 CTGGGTTGATCTTGTGATGC GAAGCACAAAGGAGCGAGAG 278

Ai10B20958 Araip.B10 20958 p3 (GGT)5 15 103547602 103547616 GAACAATGGTGGTGTTGGTG AAGATCTGAGGTGGTGGTGG 272

Ai10B20959 Araip.B10 20959 p3 (CAC)5 15 103547800 103547814 CATCATCATGGCGGTTACAG AGAGAGCAAGCATGTGGGTT 119

Ai10B20962 Araip.B10 20962 p2 (AT)6 12 103549196 103549207 GAGTTGTGCAGGATAAGCACTG TATTTTGGGCTGCCACTTTC 184

Ai10B20965 Araip.B10 20965 p2 (AT)6 12 103560807 103560818 GGGTACCCGATGACTTTGAA GGTATCGATTTTGGGGGTG 279

Ai10B20967 Araip.B10 20967 p2 (AT)8 16 103592306 103592321 CTAAGTGTGGGGGATTTGGA CACTTATTAGGCTTGGGGCA 260

Ai10B20971 Araip.B10 20971 p2 (TC)6 12 103610845 103610856 GGTCTTCAAAATTAGTCCGTGG GGCCTAGTTAGGGAGAGGAAAA 264

Ai10B20974 Araip.B10 20974 p2 (TA)9 18 103616345 103616362 TTGAACTTTGGATTTTGGGG TGGGAAAGTTGGATACATTGG 223

Ai10B20975 Araip.B10 20975 p2 (TA)11 22 103621330 103621351 CTTTAGGGCATTTTGTCCCC GGAAACGTTTGGTTTTGGAA 230

Ai10B20976 Araip.B10 20976 p2 (AG)6 12 103626031 103626042 AAGTGGGGGAATCAATCCAT AGCCAATTGGGCAACATAAG 253

Ai10B20979 Araip.B10 20979 c (AAT)28ag(TAA)6104 103644252 103644355 TGCTGCCATCTCCTCTTCTT CTTCCACTCACACAGGGACC 274

Ai10B20980 Araip.B10 20980 p2 (AG)6 12 103644673 103644684 GGGAGATGAGAGAGGGAAGTG AACTTTTTGTTTGTTTCTTACCTTTTT 233

Ai10B20982 Araip.B10 20982 p2 (AT)6 12 103652304 103652315 CCATGGTATGGTCGCTTCTT GTTGGATCCTTACGCCGATA 254

Ai10B20983 Araip.B10 20983 p5 (TTATC)5 25 103656397 103656421 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai10B20984 Araip.B10 20984 p5 (TTATC)5 25 103665232 103665256 TAGCGTGGGCTGATCTTTCT ACACGACCCAGAATCCAAAG 139

Ai10B20985 Araip.B10 20985 p2 (AT)7 14 103672100 103672113 TGAAAATCATGGGAATTGGG CTTCACTTTGGGGCATTTTG 202

Ai10B20986 Araip.B10 20986 p3 (GTT)5 15 103673702 103673716 TTGTTGATGCACCTTTGTTTC CCATCCCAAGACAAGAACAC 225



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B20991 Araip.B10 20991 p4 (CTTA)5 20 103692780 103692799 ACCACATCCACAGCAACAAA CGAAATTCCCACCCATGTAG 260

Ai10B20993 Araip.B10 20993 p3 (AAT)6 18 103701507 103701524 TTTTTCTTGTGCATTTTCGAATTA TTGGAGGAAAAACACCAAGG 238

Ai10B20997 Araip.B10 20997 p2 (TG)7 14 103717528 103717541 GCCTCAGTCTCGGATCTCAC AAACCCTAACCCAGTGACCC 268

Ai10B20998 Araip.B10 20998 p2 (TG)8 16 103724887 103724902 GCCTCAGTCTCGGATCTCAC AAACCCTAACCCAATGACCC 270

Ai10B20999 Araip.B10 20999 p2 (AG)7 14 103725700 103725713 GGCGCAGAAAACACAGATTA AACCAAATTGGCAACATCAA 268

Ai10B21002 Araip.B10 21002 p2 (TC)14 28 103741806 103741833 TGCGTTCCTTACTCTTGCCT CCCTAACCCTAAATCCCCAA 278

Ai10B21003 Araip.B10 21003 p2 (TC)68 136 103742869 103743004 TGCGTTCCTTACTCTTGCCT GCAAGCCAAGGATGGAATTA 241

Ai10B21004 Araip.B10 21004 p2 (TC)8 16 103745773 103745788 TTTCTTATCTTTTTCAAAACCACC GGGTTTGGATTTTTGGTGAG 275

Ai10B21005 Araip.B10 21005 p3 (TAT)5 15 103746098 103746112 CACCAAAAATCCAAACCCTC GTGCTTGCTGGCTTGTTGTA 247

Ai10B21006 Araip.B10 21006 p3 (TTC)5 15 103749167 103749181 CACCACTCACATCCATCCAC TAGAATATTGCTCGCCCTCG 189

Ai10B21007 Araip.B10 21007 p2 (CT)6 12 103752265 103752276 TTGTTTCTTAACTTTTTCAAAACTACC TGAGGATGGCAGAGATGTGA 279

Ai10B21008 Araip.B10 21008 p3 (TAT)5 15 103752601 103752615 TCACATCTCTGCCATCCTCA GTTCTTGTCCTTGCTCCTGC 175

Ai10B21010 Araip.B10 21010 p3 (TTC)9 27 103753565 103753591 CTCTACACTCCTCTTGGCCG AGTGATGGGCTTTGGAGATG 269

Ai10B21011 Araip.B10 21011 p2 (TA)6 12 103771514 103771525 GCAAAAAGAAACCTGTGGGA GGGACGTGTGTGGTTTTCAT 175

Ai10B21013 Araip.B10 21013 p4 (AAAG)6 24 103772789 103772812 CGCAGCTAGCGAATCCTAAA TATCTTCACACCCTTTGCCC 225

Ai10B21015 Araip.B10 21015 c (A)10gataaaattcattaaaaattattttatcttgcnnnnnnagatctccttac(TA)774 103773776 103773849 GGGGCTTAGCTTCCTCACTC TTGTTTCCCCAATCAGGAAC 194

Ai10B21019 Araip.B10 21019 p2 (TA)6 12 103797645 103797656 GACCGAAGGCAAAGAAAGAA GCAAGAAATTGAAGCCGAAA 211

Ai10B21020 Araip.B10 21020 p5 (AAGAA)5 25 103806309 103806333 GGGGGAATTTGTGAAAAACA TTCCCATTCATTTCCCTTTTT 279

Ai10B21023 Araip.B10 21023 p2 (TG)25 50 103831979 103832028 TGAAGCAAGAGAAAGCAGCA TCTTGCACTTGCCTTTTGG 222

Ai10B21028 Araip.B10 21028 p2 (CT)6 12 103857460 103857471 AAAACAGAGGCAACAGCGAT CAGAGGAGCTCATCCTTGCT 135

Ai10B21030 Araip.B10 21030 p2 (GT)8 16 103859197 103859212 GGCTGCCAGAGGTAGAGAGA TTTTCCGATGGTAAATTCGC 231

Ai10B21033 Araip.B10 21033 c (AC)7atacaaaaaagaaa(CT)1354 103864353 103864406 TTAGACGCCCGGTAACTTTG TAAGTTCGGTGGGGGTGTTA 244

Ai10B21034 Araip.B10 21034 p6 (TTCTCC)8 48 103865257 103865304 ATCCACTTGTGTCCTCAGCC CAAGGACGAAGCGGTTATGT 262

Ai10B21035 Araip.B10 21035 p3 (ATA)6 18 103872404 103872421 TTTGGATCATTCTCAATGGG TGCAAATAGAAAATTTTTGGGA 256

Ai10B21036 Araip.B10 21036 p3 (TTG)6 18 103872792 103872809 AAAAGTTAGCCGTCAGGGGT ATCGCCTGCAAAAAGAAAAA 246

Ai10B21037 Araip.B10 21037 p3 (GTT)5 15 103873634 103873648 TCGTCGATATTGGTGTTCCA TGCAATTTTAGTTGCGGTTG 258

Ai10B21038 Araip.B10 21038 p2 (AT)11 22 103875012 103875033 TCCCAACAACCTTTCTTTCG TTAGGGTTGCGCTTCAGTCT 273

Ai10B21039 Araip.B10 21039 p2 (TA)6 12 103878505 103878516 TCATTCTTTGAGCGTTGTGC ATCGACAGCCATAGGACAGG 269

Ai10B21040 Araip.B10 21040 p2 (AT)7 14 103880209 103880222 TCATCAATCCTTCATCCATCA GATGTGGGCATGTGTTGAGT 159

Ai10B21041 Araip.B10 21041 p2 (AT)6 12 103882943 103882954 TCATGGCACAACGAATTTTT AACAACGACTTTATTTACCAAACA 280

Ai10B21043 Araip.B10 21043 p2 (CT)6 12 103883262 103883273 TCTCCACCTCTTCCATCACC ACCTCTTCATCCTCAGCGTG 115

Ai10B21044 Araip.B10 21044 p2 (TC)8 16 103883417 103883432 CACGCTGAGGATGAAGAGGT TGGCAAATACACATTGCAAAA 254

Ai10B21045 Araip.B10 21045 p3 (TTA)5 15 103888018 103888032 TCCTCACGTGGCTAGTTTGA TTCACCGTCCGTAACAACAA 231

Ai10B21046 Araip.B10 21046 p2 (GT)6 12 103891703 103891714 CAAGGAATGCATAGCTGCAA AATTTTAAAGGTTTGGCCCG 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B21047 Araip.B10 21047 p5 (TTATC)5 25 103893009 103893033 CCTGGGTGCTCGAGTGTATT CAAACTACCAGGAAAGCCCA 206

Ai10B21048 Araip.B10 21048 p5 (TTATC)6 30 103909480 103909509 CCTGGGTGCTCCACTGTATT CTCAAAGAACTCGGCCAAAC 226

Ai10B21049 Araip.B10 21049 c (A)11taacataagacaaataaaaaag(A)1043 103917138 103917180 GTTCGATCCTTGGTGAATCC TGATGTGTAAGCGGTGCATT 216

Ai10B21056 Araip.B10 21056 p3 (ATT)5 15 103954080 103954094 TGGGGTAATTTTGTCCCCTT GGAAATTGTGGGAACATTGG 196

Ai10B21059 Araip.B10 21059 p2 (AG)6 12 103998372 103998383 TTGGAAGGGAAAGTGGTTTG CACAGGATCTCCACCAACCT 225

Ai10B21061 Araip.B10 21061 p4 (TTTA)5 20 104020718 104020737 TGGAGAAGGGGAGATGATGT CTTGGTGTTTTTCCCTCCAA 254

Ai10B21063 Araip.B10 21063 c (TC)10atctctttc(TATT)549 104025092 104025140 TTTCGAAAACTCCTCACCAC AACACAGAGGGAGGAAGGGT 232

Ai10B21065 Araip.B10 21065 c (A)10g(A)10 21 104056716 104056736 TGAAGCAAGAAAAAGCAGCA TTTAGCCGCTTAGACCAGGA 220

Ai10B21074 Araip.B10 21074 p3 (TAT)6 18 104094232 104094249 TGGCAATTTGTATTCGTTCG TGCTGCATCATCAAAGGAAC 247

Ai10B21076 Araip.B10 21076 p3 (AGA)6 18 104095917 104095934 GGGCTGGGAGGATACCATAG TATGCCGAAGGCCTTAAAAA 109

Ai10B21077 Araip.B10 21077 p3 (AAT)6 18 104102177 104102194 ACCCATTGAAGCTGTTGGTC GCTGTTTTGAGAAGGCCAAG 211

Ai10B21079 Araip.B10 21079 p2 (CT)7 14 104120634 104120647 TGTTCCTTGGTGTTCTCCCT GAAAAAGAGGGGAGATATTTTCG 270

Ai10B21080 Araip.B10 21080 c (T)10caccatttttc(T)1031 104134126 104134156 TTTTGCTCTTGCCTTCTGGT TGAAGCAAGAAAAAGCAGTGAA 129

Ai10B21082 Araip.B10 21082 p4 (CTTT)5 20 104161920 104161939 GTGACACAGCACGACAAAGC CCCCTCCTCTTCCCAAATAC 280

Ai10B21084 Araip.B10 21084 c (CA)6cgcacgcacgcatgcacgcacgcgcg(CA)650 104183204 104183253 TCTGTTGGAATTTGGACTTCG TTAGCTTCGCAAGTTGAGCC 241

Ai10B21085 Araip.B10 21085 p2 (TA)17 34 104183451 104183484 AACTTGCGAAGCTAAGGCTG TATTGTTGCAGCAGAGTGGG 213

Ai10B21086 Araip.B10 21086 p2 (TG)6 12 104196327 104196338 ATTACCCCGATTCCATTTCC TTCACCCTTAAAACCCATCG 144

Ai10B21087 Araip.B10 21087 p4 (AAGA)10 40 104207442 104207481 TAGGACCGCCAGAGGTAGTG CTCTTTTTCTGCTTCCCACG 217

Ai10B21088 Araip.B10 21088 p2 (AC)18 36 104216818 104216853 GCGCAACGCTCAAAAATAAC CCTATTGCAGCGGAGTAGGA 278

Ai10B21090 Araip.B10 21090 p2 (CT)6 12 104226540 104226551 TACATGGTGCAGGGATGAGA GAGCGGGGCTAGTAGCTTTT 250

Ai10B21094 Araip.B10 21094 p2 (AG)6 12 104234893 104234904 TGGATCCAGAGTTACTCCCAA GGCCCAGATCCAAGTACAGA 178

Ai10B21095 Araip.B10 21095 p2 (TA)19 38 104235292 104235329 GTCGCGTCAGTCATGTATGC AAAAATCCGGTGAGGGTTCT 269

Ai10B21097 Araip.B10 21097 c (AT)6cacacggccccgtgggtcacgcggtcgcatgggtggtgtttttcgcgatatgacgcgatcgcatggggcatgcggtcgcatcgtgcaccccttg(T)11117 104239712 104239828 TTTCTGTTCGTTGGATCCTT GGTATGGTCGCTTCTTTCTCA 280

Ai10B21098 Araip.B10 21098 p2 (AG)7 14 104242548 104242561 TGGATCCAGAGTTACTCCCAA CCTTTTTGGCCCAGATACAA 187

Ai10B21100 Araip.B10 21100 p2 (AG)9 18 104264711 104264728 GTTTGGGTTTGCTGGAAAAA CTGCCCTGTTGAGAGGTAGC 254

Ai10B21104 Araip.B10 21104 p2 (TC)9 18 104276589 104276606 TTCATTCTCCTCACGCACTCT TGTCCCTACCTCTCACCCAC 258

Ai10B21105 Araip.B10 21105 p3 (TGA)5 15 104277112 104277126 GAGGAATCAGATGGCGAAAA TCATTGTGGCACTCAAAAGA 219

Ai10B21106 Araip.B10 21106 p2 (AG)6 12 104279811 104279822 GCAGAAACATAGATTATTGCTGGA CACACAACAATAAAAACACTCTCTTC 245

Ai10B21108 Araip.B10 21108 p2 (AG)8 16 104285598 104285613 TCTCGTGCTGATAACGTGTTG GCGTGAAGCTTTGTGTGGTA 233

Ai10B21109 Araip.B10 21109 p2 (TC)19 38 104288050 104288087 CCCCCTTTCTCTTAGCAACC TGCTATCTCCGGTGTCAGTG 267

Ai10B21112 Araip.B10 21112 p3 (ATA)18 54 104291120 104291173 TTAGCCACCACTGCCTTCTT GAATCTCAATTATTTGTGCCACC 275

Ai10B21114 Araip.B10 21114 c (T)12aaagaaaagttcactagttaagtccctcgaataaagaacaaaataaaaattaaaaatatgcctgatg(A)10g(A)10100 104301098 104301197 TTTTTAAGTGCACAATTTAGTTAATCA TCATCAAATGTCGAATTCCTCT 237

Ai10B21116 Araip.B10 21116 p3 (AGA)6 18 104305411 104305428 CAGTCCGATTTCACTTCGGT TCATCGTCATCCTCTCCTCC 278

Ai10B21117 Araip.B10 21117 p2 (AG)6 12 104305667 104305678 TAGGGTGCGGGTAGTTGTGT TGTGAGTGTGAGGCTGAAGG 226
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Ai10B21120 Araip.B10 21120 p4 (AAAT)6 24 104336582 104336605 TCGAGTTTGGACAACTGACG ATAAGTTGAAACCCCGGTCC 249

Ai10B21122 Araip.B10 21122 p3 (TCT)6 18 104341211 104341228 CTCCCAAACCCAACCCTAAT TGCCATTGATGGTTATGGAA 254

Ai10B21124 Araip.B10 21124 p2 (AG)6 12 104354702 104354713 TTGGATTTTTGGTGAGTGAGG TTTCTTATCTTTTTCAAAACTGCC 273

Ai10B21128 Araip.B10 21128 p3 (AAT)18 54 104372283 104372336 GCACTTTGCATTTGCTTGTT TGAAATTCCTTTTCATGCCC 227

Ai10B21135 Araip.B10 21135 p3 (AGA)5 15 104422848 104422862 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai10B21137 Araip.B10 21137 p2 (AT)8 16 104427663 104427678 GTGGGTTTGGAAACATTTGG TTCACCATTTACTTTGGGGC 226

Ai10B21139 Araip.B10 21139 c (T)10atttttcg(A)10 28 104463711 104463738 TTGAAGATTGACCCAAGACTCA GGGATTGTTCGAGTTTGGAC 270

Ai10B21140 Araip.B10 21140 p2 (AC)8 16 104465777 104465792 AGGATGTGTTGAGTTTGGAAAA AAACATCATCTCCGACCAGC 280

Ai10B21141 Araip.B10 21141 p2 (TC)6 12 104490073 104490084 ATCAAGGGGGCATTTACACA AGGGTATTTGGGGAAGGTTG 145

Ai10B21143 Araip.B10 21143 c (TAAC)5tacaggagatgatggtggatggtggttgaaagagggaaagaagagaagagaagatggaaaaagaaa(AGAAG)7121 104507749 104507869 TCCAATAATGAATAATTTAGCAGCA GCATGACCCTCTGTCTCACA 279

Ai10B21144 Araip.B10 21144 p2 (CT)6 12 104511454 104511465 GGAACAATAGGTTGCAAGGAA CTAGGCTGCTTTTGACCCAG 221

Ai10B21145 Araip.B10 21145 p2 (AT)19 38 104512800 104512837 GGACATTTTGTCCCCTTTTT GGGTTTGGGGAATACTTGGT 245

Ai10B21146 Araip.B10 21146 p3 (TTA)12 36 104526154 104526189 CGGCATAAAATGGTGTAAAGC TCGTTAAAACAGGGAAACCAA 243

Ai10B21151 Araip.B10 21151 p3 (AAG)5 15 104536380 104536394 CGGTCTTAGGTGCCATCAAT TTACCTTGGCCGAATACACC 160

Ai10B21155 Araip.B10 21155 p3 (ACC)5 15 104554434 104554448 AAGCCAAATCGAAAGCAGAA CCATCACCGAAACTCCTCTC 172

Ai10B21156 Araip.B10 21156 p2 (GA)20 40 104555282 104555321 GTTCGGACAATTATACCGTTAGAT TTTAATTGTCAAACGATTTTATCATGT 280

Ai10B21158 Araip.B10 21158 p2 (TA)8 16 104556095 104556110 GAGTCGAGCTTGAGTTTGAATAA CGAACTCACAAGTTGGCTCA 278

Ai10B21163 Araip.B10 21163 p4 (TAAT)5 20 104561947 104561966 AGGCGTCCATTGGAATTAAA TCATCAATGCACTGCTGGTT 272

Ai10B21164 Araip.B10 21164 p3 (TGA)5 15 104562093 104562107 TCTGGGTCCAATGGTGCTAT GAGTTCGCATTCTTCTTGCC 135

Ai10B21165 Araip.B10 21165 p2 (AT)8 16 104564133 104564148 TTGCTATACGTACAAGGCACAA GTCATGATAATTGCATGCCG 231

Ai10B21166 Araip.B10 21166 c (TAA)6c(AAT)7 40 104564632 104564671 CCCAAATATCCTTTCCAGCA TGCCACGTTTTTAAACCACA 274

Ai10B21169 Araip.B10 21169 p2 (AT)6 12 104578106 104578117 AAAGGGTGTACCTCACCCAA TGTGTTGTGGCATGATTTTG 209

Ai10B21171 Araip.B10 21171 c (CT)9(AT)8 34 104582384 104582417 AATGGTGATGTCTCCCTTCG AAGAAGGAAGAGGTGCCGAC 254

Ai10B21172 Araip.B10 21172 p2 (AT)7 14 104585823 104585836 TGATGATTGATGAGGAGGATGA TCCTCATTCCAACCCAATGT 205

Ai10B21174 Araip.B10 21174 p2 (AT)6 12 104635633 104635644 TGGGTTGGGTTTTGTTCTTC ACATCCCACTAACCTCAACG 208

Ai10B21175 Araip.B10 21175 p2 (TA)6 12 104639690 104639701 TTTGTGTCCCTTTGGGTTTC GGGGTAAACAAAAATCGCAA 222

Ai10B21177 Araip.B10 21177 p2 (TA)7 14 104641441 104641454 CATCATAGTCATAGCAATTCTGGTG GGAAGCCATTTGCTATGGAA 144

Ai10B21178 Araip.B10 21178 p2 (AG)6 12 104645456 104645467 AACTTGCAGCAAAGGAACTTG TATAGAGGAGGCGAGCTCCA 193

Ai10B21181 Araip.B10 21181 c* (TC)18(C)13*(TC)2292 104658620 104658711 TTCCCTTATTCTCTTTCTCCCC TGCGAAAAGTTGATAAAATCCA 233

Ai10B21185 Araip.B10 21185 p3 (TTA)5 15 104670326 104670340 AGGCTGACCAAGTGGGATTA CTCAAGGAACTGCAGGGAAG 216

Ai10B21188 Araip.B10 21188 p2 (AT)8 16 104681049 104681064 AACACCACTCAATCCCAACC CGGTGATTGGCCAAGGTAT 280

Ai10B21190 Araip.B10 21190 p2 (AG)8 16 104700638 104700653 GGTGGCAATGCTTTTTGTCT TGGCTTTTTCTGCTTGCTTT 235

Ai10B21191 Araip.B10 21191 p2 (CT)6 12 104707892 104707903 CTTTTTGTTTGTTTCTTAACTTTTTCA TAGAATAGGATGGGGGAGGG 244

Ai10B21192 Araip.B10 21192 p3 (TAT)5 15 104708234 104708248 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264
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Ai10B21193 Araip.B10 21193 p3 (AAT)5 15 104708424 104708438 TGGAAGCAGATCCAGAACCT AAGTTGTTTGCTCCAATGGC 224

Ai10B21194 Araip.B10 21194 p3 (TTC)6 18 104710031 104710048 GCCCTCCATTCTTCATCAAA CGGTCTTAGGTGCCATCAAT 206

Ai10B21196 Araip.B10 21196 p2 (AG)6 12 104724540 104724551 ATAGGTGAGGGGTTTTTGGG GCGCTTAACGCCAGAAATAG 276

Ai10B21199 Araip.B10 21199 p2 (TC)6 12 104738452 104738463 TCCCAATAACAACTCCGACC TGTAATGGAATGGGGGAAAA 277

Ai10B21200 Araip.B10 21200 p2 (AG)7 14 104741740 104741753 CGAAAATCAGCGTGACAGAA CCTGTGATTGAAGAGAAGTAGCC 243

Ai10B21201 Araip.B10 21201 p2 (AG)7 14 104748747 104748760 CGAAAATCAGCGTGACAGAA TCCTAAGAGAGAGAGGAGAGAGC 200

Ai10B21202 Araip.B10 21202 p2 (GT)8 16 104750494 104750509 CGCTTACCCAAATAGCCTACC AGCATGTACCCAATTCCCAA 256

Ai10B21203 Araip.B10 21203 c (AAAT)6aatatagaaaaag(A)1047 104750646 104750692 TTGGGAATTGGGTACATGCT CTTCACTTGGGGCATTTTGT 169

Ai10B21210 Araip.B10 21210 p5 (ATAAA)5 25 104779932 104779956 TTTCGTTACAAAATGGTTCCG TGACCTTTCCCCTTCTTCCT 212

Ai10B21211 Araip.B10 21211 p3 (TTG)8 24 104780359 104780382 TTCGTAGCGATTTGTAGCCC CAGAAGCAACCAAAGCATCA 233

Ai10B21212 Araip.B10 21212 p3 (TTG)5 15 104780527 104780541 TGATGCTTTGGTTGCTTCTG AGAAGCGCAAATGCAGAAAT 183

Ai10B21215 Araip.B10 21215 p2 (CT)6 12 104783572 104783583 TTTCAAAATTGTTTCAACTAACCAAC ATGGGAGAGGGAGAATTTTTG 262

Ai10B21217 Araip.B10 21217 p2 (TA)7 14 104805472 104805485 GCAGTTCCAATTTTCTCTGAGG GGCAAGCACCATATGAGAGAG 273

Ai10B21219 Araip.B10 21219 p2 (GC)6 12 104838305 104838316 GCGCAAAAGTGGTTTCTCAT ACAAGTTGGATTTGGGCTTG 180

Ai10B21221 Araip.B10 21221 p2 (TA)7 14 104848581 104848594 GTGACCGGTGTTTGCACTTA TTCAATCAAAACACGTTTCGTC 273

Ai10B21224 Araip.B10 21224 p2 (CT)6 12 104892605 104892616 CTTCTTATCTTTTCAAAATTTGTTTCA AAGATGGGAGAGGGAGAATTT 274

Ai10B21225 Araip.B10 21225 p3 (TAT)5 15 104892946 104892960 TCGAAAATTCTCCCTCTCCC CAGGTTCTGGATCTGCTTCC 265

Ai10B21227 Araip.B10 21227 p5 (TTATC)6 30 104931916 104931945 AGCTGCATTGCTGATCCTTC GCATCCCAAGCCTACAGAGA 271

Ai10B21228 Araip.B10 21228 p3 (TTC)5 15 104934206 104934220 AAGAAGTTTGTTTGGCGTGG GCGCATCACAGTAAAAGGGT 262

Ai10B21229 Araip.B10 21229 p2 (TA)9 18 104944920 104944937 CGCTCTCACGTGACTCTCTG CCCACCATGGTATGATCGTT 242

Ai10B21230 Araip.B10 21230 p2 (AT)9 18 104955991 104956008 TTCAGGGTTGTAATGGGTCC AGAAAATGGGAAAATTGGGC 166

Ai10B21231 Araip.B10 21231 p2 (TA)6 12 104963928 104963939 GAAGTGCGAAACACACAGGA CAGAATCACAACAATCCACACTG 265

Ai10B21239 Araip.B10 21239 p4 (AAAT)7 28 105034935 105034962 TCTTTTTCAAAACTTCCTTACCA CCATGATGGAGAAAGGGAGA 172

Ai10B21240 Araip.B10 21240 p4 (AAAT)7 28 105039605 105039632 TCTTTTTCAAAACTTCCTTACCA CCATGATGGAGAAAGGGAGA 172

Ai10B21241 Araip.B10 21241 p2 (TA)6 12 105053764 105053775 TGAGCTTTACTTTGGGGCAT TGGGAATTGGGTACATGCTT 154

Ai10B21242 Araip.B10 21242 p2 (AC)8 16 105056090 105056105 AGCATGTACCCAATTCCCAA AGCCTTAAAGCGGAAAACAA 165

Ai10B21243 Araip.B10 21243 p2 (AT)11 22 105063400 105063421 GAAAATTGTGGGAACATGGG TGGGGTAATTTTGTCCCCTT 221

Ai10B21246 Araip.B10 21246 p2 (GA)6 12 105083100 105083111 TTCGAACACAGAGAGGCAGA CGAAAATCACTAACCACTTTTTCA 253

Ai10B21247 Araip.B10 21247 c (T)10gaaa(T)10 24 105084706 105084729 CCAGCCAGGCTTCAAATATC TCGAGTTTGGACAACTGACG 222

Ai10B21248 Araip.B10 21248 c (T)10gaaa(T)10 24 105086492 105086515 CCAGCCAGGCTTCAAATATC TCGAGTTTGGACAACTGACG 222

Ai10B21250 Araip.B10 21250 c (A)10gggaaggaaaatgattatttttcattgtttggttgaggagagaaattagagaaaaaagaaaagggataaaaaaaattgatgattgttg(A)11109 105098136 105098244 TGTTTGAAGGGAAAATAGAAGGA TGGATGAAAGAAAAATAAGAAGGAA 270

Ai10B21253 Araip.B10 21253 p3 (GAA)6 18 105099738 105099755 TGTCAAAGAAGCAGCAGCAG GGACAAGAAATTGAGCTCGC 247

Ai10B21260 Araip.B10 21260 p2 (AG)6 12 105123643 105123654 GGCTGTTTCTGACCCAGTTC AAAAGGAACATTGAACCTGGAA 241

Ai10B21262 Araip.B10 21262 p2 (AG)6 12 105133512 105133523 TTCTGGGCTGTTTCTGACCT AAAAGGAACATTGAACCTGGAA 246



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B21265 Araip.B10 21265 p2 (TC)13 26 105148169 105148194 ACGCTTCGCATTTCGTAGTT GTCCCTCAATTTCAGCCAGA 201

Ai10B21266 Araip.B10 21266 p3 (TTA)8 24 105150899 105150922 TCTTCTACTCACACAGGGACCTC CTTGTCTTTGCTCCTGCTCA 112

Ai10B21267 Araip.B10 21267 p4 (TTAG)5 20 105153927 105153946 CGGGGTGTTACAATCACCAT GTGCTTTGAAGGCAATGTCA 276

Ai10B21273 Araip.B10 21273 p2 (AT)9 18 105171253 105171270 GCTGATTAAAATGTGCAGCAA CTTGCTTGTGAAGCCTTGAA 276

Ai10B21274 Araip.B10 21274 c (T)10gttcccaattttttttgcatacaaaatcgtccctaaggttcaacatcgttttaaaattgtcctttttgacaaattaatttttttaatgccaaaaatacc(CT)10129 105177110 105177238 CGATTTTGGTTTCTATGGTTTAG TAGTAGGTGGGGTGGAGGTG 226

Ai10B21275 Araip.B10 21275 c (TC)7tgagtttctgct(TC)1352 105178101 105178152 ACCACCAGCGAGACAAGAAG CCCTCAATGTCATCATCTCCA 198

Ai10B21276 Araip.B10 21276 c (CAA)5catcttcctcaccatttctctcctcaaggatgtcatcgcct(TC)1382 105178756 105178837 GTAAGCCTGCAGCAACAACA TTTACCCCAAATTCGCTGTC 200

Ai10B21277 Araip.B10 21277 p2 (CT)24 48 105178944 105178991 GCGAAACCCTTTCCCTTTAC GACAGCCATCATCGTCATTG 154

Ai10B21283 Araip.B10 21283 c (CT)6aatttttgaaaatatctccccccttttcaaaatttctttttaattaaactaatcattttattattttttatttgaatttt(A)13105 105214525 105214629 TGTTTCTTATCTTTTTCAAAACTACCT TCGGATTTTTGGTGATGTGA 280

Ai10B21284 Araip.B10 21284 p3 (TCT)6 18 105216798 105216815 TCAACATCTCTCTCCCACCC CCCGAGCAAAAGAAGAAAGA 108

Ai10B21285 Araip.B10 21285 p4 (AATA)5 20 105219372 105219391 GAAACTGTGGGAACATGGGT AACATCGGGGTAATTTTGTCC 202

Ai10B21286 Araip.B10 21286 p2 (TA)8 16 105222015 105222030 TTCACTTTGGGGCATTTTGT ATGGGATAAAAAGGGGCAGT 248

Ai10B21293 Araip.B10 21293 c (T)12atta(T)12 28 105251272 105251299 TACGACACCTCACCAAACCA ATGCAATGCAATGATCGAAA 264

Ai10B21297 Araip.B10 21297 c (T)11gaaaac(T)10 27 105272433 105272459 AACAGCCAGCCAAGCTTTAG TTTCTGGCTGAAATTGAGGG 241

Ai10B21299 Araip.B10 21299 p2 (TA)9 18 105283231 105283248 TGGTAGCTTCAGAATCCGCT TCGAGGCTGACCCTACAGAT 134

Ai10B21302 Araip.B10 21302 p4 (TTAT)5 20 105291801 105291820 GGGGGTCAAGGTATCAAACA GAATCTCGTACTGATAACGTGTTG 243

Ai10B21303 Araip.B10 21303 p2 (TC)18 36 105300083 105300118 CGTGAGATTTACCGTCGGAT ACAGAATGGTTTCGGTGAGG 259

Ai10B21304 Araip.B10 21304 p2 (TA)13 26 105301190 105301215 TTTCTCGAAGGTTTACTAATTTGG AACCAACCTCAATCTACAGCA 275

Ai10B21308 Araip.B10 21308 c (T)10aaaaaattaaaaataattagttaaaaaaaatgaaatttttgaaaaagagggaagatattttcgaaaatt(AG)691 105328592 105328682 TCCTGGACTGTTCATTTCCAT TTGTTTCTTAACTTTTTCAAAACTACC 274

Ai10B21313 Araip.B10 21313 p2 (AT)9 18 105360352 105360369 ATGGGCAAATCCAGTTTTCA GCCATGAGAATGTGCTCCTA 278

Ai10B21315 Araip.B10 21315 p2 (AT)7 14 105366619 105366632 TCCTATTGCACATCCATCCA GTGAATTTTGAGGGTTGGGA 200

Ai10B21322 Araip.B10 21322 p2 (CT)6 12 105407650 105407661 TAGTCACCGACGAGGAGGAC GCAGATTGAGCGACGTAACA 251

Ai10B21327 Araip.B10 21327 p3 (AGA)6 18 105439126 105439143 GTCTGCAGAGGCACACAAAA CGATTTGGAGGATATAGGAGTGA 217

Ai10B21328 Araip.B10 21328 p2 (AG)9 18 105441012 105441029 ATTGAATTGTGGCTCTTGCC TGTTTCACAAGAAACGGTCG 267

Ai10B21329 Araip.B10 21329 p4 (AGAA)5 20 105443453 105443472 CCCTCACTCTTCTCTCAGCG CTTCTTCTCCCTCTCCGGTC 133

Ai10B21333 Araip.B10 21333 p2 (GA)6 12 105494016 105494027 TTATTTTCGGCTGCCATCTC CTTTTTGTTTGTTTCTTAACTTTTTCA 199

Ai10B21337 Araip.B10 21337 p2 (TA)6 12 105536130 105536141 GGAAGCAGAGAGGAGCTCAA TGGTGGGTAACTCCGTTTTT 136

Ai10B21339 Araip.B10 21339 p2 (CT)6 12 105543517 105543528 AAGGAATATTGAACCTGGAATGAA GTTTCTCGGCTCAAATCCAA 213

Ai10B21342 Araip.B10 21342 p2 (CT)7 14 105547793 105547806 CATGGAAAGATTCATAAGCCAA TGGGGGAATCAAAGAGAGAA 256

Ai10B21343 Araip.B10 21343 p3 (TAA)6 18 105552846 105552863 TCCTCTTCACCATTTGGACC CCTTTTTCTTTTTCTTTTGGGG 221

Ai10B21346 Araip.B10 21346 p2 (AT)6 12 105572102 105572113 TTTGGGGAAAGTTGAATTTGA TTCACCATTTATTTTGGGGC 218

Ai10B21349 Araip.B10 21349 p2 (CT)8 16 105587035 105587050 CTTTTTGTTTGTTTCTTATCTTTTTCA AAGAGGGGGTTCGAATTTGT 272

Ai10B21351 Araip.B10 21351 c (AT)15aatggtcttcattggatgaagattaatagatctcatttattaaat(TA)687 105592719 105592805 TTGGTCATAAGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 265

Ai10B21353 Araip.B10 21353 p2 (TA)6 12 105597151 105597162 TCACAATAAAAGGAATAAGATGCAA GTTGTCAGGCCGCTCTTTAT 215
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Ai10B21355 Araip.B10 21355 p2 (TA)6 12 105599111 105599122 AATCGTATTTGATGAGCGGA GCAGGTCAAAGAAAACTCGG 242

Ai10B21356 Araip.B10 21356 p2 (AG)7 14 105602590 105602603 GTGACACTGCCTCCAGAACC TCTCCTGGAAGAACCCCTTT 226

Ai10B21358 Araip.B10 21358 p2 (AT)10 20 105605674 105605693 TTCCTTTGACCCTAGAGGTTG TCCTCACCTTCCACCATCTC 240

Ai10B21359 Araip.B10 21359 p2 (AT)6 12 105607369 105607380 CTTAGCTTCGCAGGCTGAGT AGGAGCCTTGAAGAATGGGT 177

Ai10B21361 Araip.B10 21361 c (AC)7(ATT)18 68 105613304 105613371 GGGCTAAGGTAAGGGTGAGG ATTGGGAATTTGGGTGCATA 230

Ai10B21362 Araip.B10 21362 p3 (GAA)5 15 105622709 105622723 AAAAAGTGTGGCTGAATGGG CTCTCCCTCCTCTCCTCCAT 275

Ai10B21363 Araip.B10 21363 c (AAT)5agggatcctttttgcctaggtatagaggttcccttatgtgagtagaagaaaagaagaagagaaaatctgaactc(AG)6101 105625441 105625541 GTTCTTGTCCTTGCTCCTGC TCTCTCCCTCACTCACCAAAA 177

Ai10B21364 Araip.B10 21364 p2 (AG)6 12 105625753 105625764 CAGAGAGAGAGAGGGTTCGG CTTTTTGTTTGTTTCTTATCTTTTTCA 278

Ai10B21368 Araip.B10 21368 p2 (AT)12 24 105663972 105663995 TTCCAAATTCTCAAGCCACA CGATGATTGTGCTGATGGAG 134

Ai10B21369 Araip.B10 21369 p2 (AT)6 12 105664097 105664108 TCATCGATCATCATTCCACC GGCCAAGGTATGATTTCGGT 274

Ai10B21372 Araip.B10 21372 p3 (GAA)5 15 105680923 105680937 TTAGAATTTTGCTCGCCCTC GCCCTCCATTCTTCATCAAA 142

Ai10B21373 Araip.B10 21373 p3 (AAT)5 15 105682246 105682260 CAGGTTCTGGATCTGCTTCC TTCGAAATTTTCCTCTCCCA 262

Ai10B21374 Araip.B10 21374 c (T)10caaaaaattttaaaatcaaaaataaaaataattagttaataaaaaaggaatttttgaaaaagagggaagatattttcgaaaatt(AG)6106 105682491 105682596 GAAACACAACTGTGAGGAGGG TCTTTTTCAAAACCACCTAACCA 280

Ai10B21377 Araip.B10 21377 p2 (AT)8 16 105700113 105700128 TCATTTATTTTTCTGTCATTATAGGG AAATAGTGAATCAAATCTTGAACCG 177

Ai10B21383 Araip.B10 21383 p3 (ATT)5 15 105752906 105752920 TTCGAATCTTCGGGACAATC GCACATCTGTCTCTCAATCCC 242

Ai10B21385 Araip.B10 21385 p3 (AAT)7 21 105760768 105760788 GTTCTTGTCCTTGCTCCTGC TCTGCTCTCCTCACCCTTGT 176

Ai10B21388 Araip.B10 21388 p3 (AAT)6 18 105767262 105767279 TAAGTGTGGGGAAAAGTGGG TTCACCATTTACTTTGGGGC 252

Ai10B21389 Araip.B10 21389 p2 (AG)11 22 105768572 105768593 CCAGTGATTTCTGGGCTGTT TTGGACCTGGTATTGAAGCA 228

Ai10B21392 Araip.B10 21392 c (ATT)5aattgcataataatattgtactatgtactattgtattttttgaacaacaataatgataaatttattcattag(AT)6aatcactc(AAT)6125 105786087 105786211 AATCCCCAAGGTTTCTCTCC GGGTATTTTTGTCCCCTTTTT 276

Ai10B21395 Araip.B10 21395 p2 (AT)7 14 105788330 105788343 TCAGCCCTAATAACCCTCCA TTGTTGCTGCAGTGTTCAAA 198

Ai10B21400 Araip.B10 21400 p2 (TA)9 18 105796726 105796743 CTCGAAATGGAAATTGGCTT ATTCGAATTGAATAATCGCAA 251

Ai10B21401 Araip.B10 21401 p3 (GAT)5 15 105797509 105797523 CTTGGGATTTGGAAACTGGA CTTTCCCTCCTTTCCTCCAC 215

Ai10B21406 Araip.B10 21406 p2 (CT)9 18 105818633 105818650 TTCCTTCTCCCTTCTTCCTTC ATTGCAACAATCCACAAGCA 227

Ai10B21407 Araip.B10 21407 p4 (AAAT)5 20 105819557 105819576 GCAGAGCCTTCTTCAACCAC TGGGGTAATTTTGTCCCCTT 240

Ai10B21409 Araip.B10 21409 p2 (AT)9 18 105820967 105820984 TTAAAAATCTATGTGCATTGATAAGC CCAAGCTTCAACCCAACCTA 235

Ai10B21411 Araip.B10 21411 p3 (TAA)27 81 105839309 105839389 GAGAATGCGACGTGAGATGA TTTTTAATGATGCCAAAACAAGT 268

Ai10B21416 Araip.B10 21416 p2 (GA)6 12 105858080 105858091 TAAAATGTTTGCTCGTCCCC CATCCATCTTCTCTTCCCCA 263

Ai10B21417 Araip.B10 21417 p4 (TAAA)5 20 105861311 105861330 CAGGTTCAGGATCAGCTTCA TTCGAAATTCCCTCTCTCTCA 264

Ai10B21420 Araip.B10 21420 p2 (AT)6 12 105865082 105865093 AAAGAAGAATTCACCCTAATCCC TTCCTACCTGCGTGACACAA 104

Ai10B21422 Araip.B10 21422 p2 (TA)6 12 105866313 105866324 TCATCGCAATTTTAGCCAAT ATGGCTTAATGCGGCTAATG 143

Ai10B21428 Araip.B10 21428 c (A)10gtagcg(A)10 26 105884538 105884563 GGTGGCAATGCTTTCTGTCT TGGCTCTTTCTGCTTGCTTT 254

Ai10B21430 Araip.B10 21430 p3 (TTG)5 15 105888047 105888061 AGAGCCAAAAGCGAAGAACA ATCCGCTTCCAGATCTGTTG 275

Ai10B21435 Araip.B10 21435 p3 (TTC)9 27 105901881 105901907 TATATTCACGCGCTTTGTGC GGAGAAGGAGGAAGAGGTGG 104

Ai10B21436 Araip.B10 21436 c (AAG)21g(AGA)6 82 105903182 105903263 GGAGGAAAAAGATGCAGCAA TAGCGCAAAATGAGAAACGG 232
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Ai10B21438 Araip.B10 21438 p3 (GAA)5 15 105921210 105921224 CGGTCTTAGGTGGCATCAAT AGCCCTCCATTCTTCCTCAT 207

Ai10B21439 Araip.B10 21439 p2 (AG)6 12 105924071 105924082 ACAGATGGAAGAGGGGGTTC TTTTCAAAACCACCTAACTAACTCC 273

Ai10B21444 Araip.B10 21444 p2 (TA)6 12 105959029 105959040 GCATGTTCTCATGCTAAATCCA CCCATCTCAATTGTAAAGGCA 238

Ai10B21446 Araip.B10 21446 p2 (AG)6 12 105972680 105972691 CACAGAGAGGGAGGTGGTGT TTTTGTTTCAATCATATCTTTTTCA 279

Ai10B21449 Araip.B10 21449 c (A)10gaaatgaaaaaagtggc(A)1037 105987468 105987504 AGTTTTTGATGTGGTGGCAA TGGCTTTTTCTGCTTGCTTT 260

Ai10B21451 Araip.B10 21451 p3 (GGT)5 15 105992591 105992605 GATTCTAGGCCAGGTTGGTG GCCAAAGGCTGGAACTAAAA 253

Ai10B21454 Araip.B10 21454 p3 (TCT)5 15 106036416 106036430 CCACTTCTCCCTCCATCTCC AAATTGTTTGCTCCAATGGC 279

Ai10B21455 Araip.B10 21455 p2 (AG)6 12 106052988 106052999 AAATTTTGGAAAAGAGGGAAGA TGTGATTTCTTGTGGATCAAGTT 280

Ai10B21463 Araip.B10 21463 c (A)10gagaaaagaaaaatggc(A)1037 106078756 106078792 TGGCTCTTGAAAGAATGATGAA TTTTGCTCTTGCCTTTTGGT 207

Ai10B21465 Araip.B10 21465 p2 (TA)6 12 106093052 106093063 TGAGCACGTCAAATTGTGAAA GCGTATGATTGATAAATTTTGTGT 273

Ai10B21466 Araip.B10 21466 p2 (CT)6 12 106094020 106094031 ACCGGTGCCAATGTTACTGT ACAGTTCGACGACAAGGGAG 219

Ai10B21469 Araip.B10 21469 p3 (GAA)5 15 106106110 106106124 TGGTCTTCCCTTTCCCTTTT AGCCCTCCATTCTTCCTCAT 242

Ai10B21471 Araip.B10 21471 p3 (GTG)5 15 106127040 106127054 CCTGGTGTGTGGAAGAACAA TTAAACCCTACCCGAAACCC 140

Ai10B21472 Araip.B10 21472 p3 (CTA)5 15 106150284 106150298 AACTTCTGCCAAAGCTTCCA ATGCTTTTGAATGGGGATTG 261

Ai10B21477 Araip.B10 21477 p2 (AG)6 12 106161914 106161925 GGTGAGGTAGGTGGGGTTTT CTCAGGATCTATGGACCCCA 183

Ai10B21481 Araip.B10 21481 c (T)12gaaaatt(AG)631 106208185 106208215 TGGTGAGTGATGTGAGGAGG TGTTTGTTTCCTACCTTTTTCAA 280

Ai10B21487 Araip.B10 21487 p2 (AT)6 12 106245949 106245960 CCTAAAGTGATTGGACCGGA AAAGATTGAAATTTTCTCCCAAA 227

Ai10B21488 Araip.B10 21488 c (AAC)6aatgacaacaac(AAT)545 106267302 106267346 AAACCAGCACCAATGACTCC GTTCTTAGCGCCTATTCCCC 168

Ai10B21491 Araip.B10 21491 c (TA)37tg(TA)19 114 106273350 106273463 CAGGGTGGAAGACTACCCAA AAAGGGATACACCCAAAGGA 246

Ai10B21493 Araip.B10 21493 p3 (ACA)16 48 106277312 106277359 CGCATTTTGGGAGGTTAGTG TCTGGATCATCGTTAATGGG 266

Ai10B21500 Araip.B10 21500 p2 (TC)14 28 106293956 106293983 CCCACAACTCCATCTCCTCA AGAAGACGAGAAAGGCAATGA 226

Ai10B21501 Araip.B10 21501 c (TC)10(TA)8 36 106294723 106294758 AATCCTTTTCAAACGGCAGA TTGTTGCAACCACCGTAGAA 226

Ai10B21503 Araip.B10 21503 c (T)10cagttttgttgccttaatttatcattgcactttaattttaatttgttgctgaaaatatcactgaacta(T)1189 106303308 106303396 ATTTGGTCCTCGATTTGGTG GCAATAAATTCAAGCTTCATGG 266

Ai10B21505 Araip.B10 21505 p2 (TA)6 12 106327692 106327703 GGAATGTCATGCAATGCAAC CAAAATCCAGTGAGGGTTCAA 275

Ai10B21507 Araip.B10 21507 p3 (CTA)5 15 106335769 106335783 CTTCACCGCATATACCCACC GGCAGGAATGAAACCCATTA 280

Ai10B21509 Araip.B10 21509 p2 (CT)18 36 106347735 106347770 GAGCAAAGGGCGAATCTATG ATTCAAATCGGAATGGCAAG 277

Ai10B21514 Araip.B10 21514 p2 (TA)12 24 106375244 106375267 CCCCAACCTCCATTCCTTAT TGCTTGTCCTCAAGCAAAGA 269

Ai10B21521 Araip.B10 21521 p2 (TA)7 14 106409411 106409424 TGATGAGGATAGAGAAGCGG TCCAATCTGCTCTTCTCGTG 173

Ai10B21522 Araip.B10 21522 p2 (TA)7 14 106410305 106410318 TGAACTTGATAATTGAGAGCCA TGTTCAGGTAAAGTGAATTTTGATT 273

Ai10B21523 Araip.B10 21523 c (AT)7ttttgtttgatttttgtttatttttattcttgttaaaagagtaaaaccaaaagaatcatgagaaggtaaaagaagaaaaagaagataaat(A)10114 106410730 106410843 TTCCTCCTCCTCCCATTTTT GGCATAACTCAAAATTCCTCATC 212

Ai10B21524 Araip.B10 21524 p3 (GAT)6 18 106411576 106411593 CCGAATTTGAACTGTTATGCG TCCATCTCCTCCTCCTCCTT 143

Ai10B21526 Araip.B10 21526 c (A)11cccacaaactagg(TA)840 106412820 106412859 TTCACCTCCCTTCTTCCCTT TGTGCAAATAGTGTTGCGGT 238

Ai10B21527 Araip.B10 21527 p3 (GAA)6 18 106413226 106413243 CCTCACCGTCATCCTCAACT TCGGATCCTCTCACTGATCC 272

Ai10B21528 Araip.B10 21528 p2 (TA)6 12 106413722 106413733 GACGAAGCCGTTCGATATGT CATTCTTCACACTCCAACATGA 272
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Ai10B21529 Araip.B10 21529 p3 (ATA)5 15 106415741 106415755 TGGTTGATTTGGTGATTAATATGC TCTTCACTGGTTAGGCCATGT 230

Ai10B21531 Araip.B10 21531 p2 (GA)10 20 106424791 106424810 ATCCATAGATCCAACGGCTG CCTCTCCCTTCCCCTTTCTA 221

Ai10B21533 Araip.B10 21533 p2 (GC)6 12 106435439 106435450 TAGAAGGCTTGGTTTGGTGC AACATGTACCAGGAGGGCAG 171

Ai10B21534 Araip.B10 21534 p2 (AT)13 26 106437113 106437138 TGGGTATGGAAAACTTGGGA GGCATTTTTGTGCCCTTTT 221

Ai10B21537 Araip.B10 21537 p3 (TCT)7 21 106463093 106463113 GCGAACCTCGAATAGCTGAG CACAAACACCATCGATTTGC 259

Ai10B21541 Araip.B10 21541 p2 (AT)9 18 106479300 106479317 TCCCTTCACATAAGCAAGCA TGGGCTCAATAAAATGGACC 185

Ai10B21542 Araip.B10 21542 p2 (AG)7 14 106482011 106482024 ATTGCCACCCAATTGCTAAG ACTTTTGGCACCAGAACCTG 248

Ai10B21545 Araip.B10 21545 p2 (AG)7 14 106495097 106495110 GGAGAGAGGGATAGGGTTCG GCACTCAAGAGGGCGTTTAC 259

Ai10B21546 Araip.B10 21546 p3 (AAT)9 27 106498000 106498026 GCTTGACAGTGGGCTCTCAT TCACATCCTTTATCTCCCCC 243

Ai10B21550 Araip.B10 21550 p3 (AAC)6 18 106514446 106514463 TTGCTCCAGCTCCTCAATTT CGTTTGATTCATGTAGCCGA 248

Ai10B21551 Araip.B10 21551 c* (AT)8(T)11* 26 106515521 106515546 AGGGTTATCGGCTTTTTGCT TTCATTTGCTAGAATCCATCCA 261

Ai10B21553 Araip.B10 21553 p2 (CT)11 22 106571017 106571038 CCTTCTCCCTTCTTCTTCCAA TTGCAACAGTCCACAAGCAT 242

Ai10B21554 Araip.B10 21554 p2 (AT)6 12 106573864 106573875 AAGGGAATTCTGGGTAGCTAGG TTTCAAGGTTGTAATGGGGC 159

Ai10B21555 Araip.B10 21555 p2 (TA)6 12 106574285 106574296 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 272

Ai10B21565 Araip.B10 21565 p4 (GATA)5 20 106646826 106646845 CGGCAACTAATGACTGGGAG TGTAGATCACGGTAAGAGAAAGAGAA 201

Ai10B21567 Araip.B10 21567 p2 (TG)6 12 106652340 106652351 AACCACCGTCAAAAGGTACG TGCCATTCATAAGCAATCCA 270

Ai10B21568 Araip.B10 21568 p2 (TA)9 18 106657975 106657992 AGATTTCTTCGCACGCAAGT TAAGCCGTAAAACAGGGGTG 149

Ai10B21569 Araip.B10 21569 p3 (ATC)7 21 106665336 106665356 TTCTGTGTATCTCTGGCCCC TTATGGTCCCAGCTTTTTGG 271

Ai10B21573 Araip.B10 21573 c (ACA)6ataatg(ATA)539 106676441 106676479 AAGTATGTGCAGCAAAATTAAAGC TGAATGAACTATGGTCCTTTGAGA 262

Ai10B21576 Araip.B10 21576 p2 (AT)6 12 106695166 106695177 TTTTGGGCATGCTAATGACA TCCCAATTTTGTTTTTAAGAGGA 212

Ai10B21579 Araip.B10 21579 p3 (TTG)5 15 106700369 106700383 AAGACTTGAGTGTGTTTTCTTTCG TGCATCTTTGCAATTAATCATCA 273

Ai10B21580 Araip.B10 21580 p2 (AT)10 20 106704180 106704199 TGTTGGATTGTACTTGCCCA TGCCAGGATCATACCTTTCC 280

Ai10B21582 Araip.B10 21582 c (TA)6tgctctggccggtcttgacttcgcgagccgagtcagaagttttgttatctgtatccttggaagtcagctcttg(TA)697 106710904 106711000 TTTGGGTACCTTGGGACTTC GCAGCACTCACGAATACGAT 176

Ai10B21583 Araip.B10 21583 p2 (TA)7 14 106713546 106713559 TGCCCCTAGGATTAAGTTTGAA AGATTCACGGTCACTGGCTC 208

Ai10B21585 Araip.B10 21585 c (TA)6tgcttgtttgttttaaagatatagtatttttccggcttttt(A)1063 106724267 106724329 ATCTGCCTTCGCCATCAATA AAATGTCACGCTTTTGCTTG 267

Ai10B21586 Araip.B10 21586 p3 (ATC)17 51 106726623 106726673 CGATACACTTAAAATTGTGTCCAT GCACACGTTAATGATGACCC 212

Ai10B21587 Araip.B10 21587 p4 (TTAT)7 28 106728800 106728827 GGTGAGTACCATTGCGGAGT GCTCCTAATCCATCACCCAA 201

Ai10B21588 Araip.B10 21588 c* (TTTA)5(TTA)12*attnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnggtgataagattaaaatg(T)11164 106728936 106729099 TTGGGTGATGGATTAGGAGC GGCATCCCATTACCTCAAAG 250

Ai10B21593 Araip.B10 21593 p2 (AT)11 22 106754984 106755005 AACATCCAATTAACATGTGCCA GGAAAAAGAAGAACAAAAGGGA 253

Ai10B21595 Araip.B10 21595 p2 (AT)6 12 106759127 106759138 GTGTGTGAGAGGGCAACGTA AGGTGGCACAAAATTATCGC 217

Ai10B21602 Araip.B10 21602 p2 (CT)6 12 106831685 106831696 TGTTTCTTAACTCTTTCAAAACTACCT GGGTTGAGATGTGAGATGAGG 280

Ai10B21604 Araip.B10 21604 p3 (TAT)5 15 106832029 106832043 TCACATCTCAACCCTCCTCA GTTCTTGTCCTTGCTCCTGC 176

Ai10B21606 Araip.B10 21606 c (TTTTAT)5tttttgctgctttttcttgcttcaagaatcaaa(T)1073 106838114 106838186 AACCATTGATGCTCAAAGCC GTGGTGGCCTTGCATTTATC 246

Ai10B21608 Araip.B10 21608 p2 (AG)6 12 106857625 106857636 TTTTTGACCCAGTTTTTGGC CCTGTGATTGTAGAAGCAATCC 200



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B21610 Araip.B10 21610 p2 (AG)10 20 106863622 106863641 TTTTGACCCAGTTTTCAGCC CCTGTGATTGTAGAAGCAATCC 207

Ai10B21614 Araip.B10 21614 c (TTTAT)5tttca(AAAT)550 106882694 106882743 TCCAATCAAATCCTTTCAATCA CCATGATGGAGAAAGGGAGA 196

Ai10B21615 Araip.B10 21615 p3 (CTT)5 15 106912740 106912754 TTTTGGCCTTTGACTTGTTTTT CCCCTAATGAAAGTGGGGTT 196

Ai10B21616 Araip.B10 21616 p3 (TGT)12 36 106918836 106918871 AAAATTAGGCCGAAGGTCGT CCTTCCAAACACTCATTCATCA 258

Ai10B21621 Araip.B10 21621 p2 (AG)7 14 106940700 106940713 GAAGGAGGTGAGGGAGAAGAA TTCAATCATATCTTTTTCAAAACTACC 241

Ai10B21638 Araip.B10 21638 c (T)10ccactcttctccg(A)1235 107039090 107039124 CAAGGCTTTCTTACTTGCCG TGAGCATCCAATCAATCACA 253

Ai10B21639 Araip.B10 21639 c (T)13(G)18 31 107039296 107039326 TGTGATTGATTGGATGCTCA TGCCCATTATCCAAAAGTCG 280

Ai10B21641 Araip.B10 21641 c (T)10caaattgaccaaaatttat(TA)641 107049793 107049833 GGCTCAAAAACTCACAGGTTG CCTTTTGCATATGAGAATTTGG 273

Ai10B21642 Araip.B10 21642 p2 (AT)9 18 107049967 107049984 GCAAAAGGGTAAACTAAGCTCAA ACCGTCTTCGGTGGATTTTA 279

Ai10B21643 Araip.B10 21643 p2 (CA)8 16 107053436 107053451 AGTTTGAACGGACTTGACTGA CCAGAGGAGCATGTGTTTCA 100

Ai10B21644 Araip.B10 21644 p2 (AC)7 14 107053567 107053580 GGGGTCTTGAAACACATGCT GATGGAGGATTCCGACTTGA 209

Ai10B21645 Araip.B10 21645 p2 (GC)6 12 107063682 107063693 CAAAGATTGGGAATGCATCA ACAAGTTGAATTTGGGCCTG 230

Ai10B21648 Araip.B10 21648 p3 (GAA)6 18 107091558 107091575 CCCCACTGGACAGTAAGGAA TCCATCTCTTGATCATCCCC 231

Ai10B21654 Araip.B10 21654 c (T)10cattacaaatacact(TC)943 107122515 107122557 CGGAAAAACCTACCCCTTTT TCATTTGTTGCTAACGGTGC 275

Ai10B21655 Araip.B10 21655 c (T)11gaaataaaaaaactcaacacaacaaggtaaaac(A)1155 107124097 107124151 TTGAACCTATTCCAACCCTCA TCAAGGTTCAAGTGTGGTGG 268

Ai10B21656 Araip.B10 21656 p3 (ATA)5 15 107130794 107130808 AATGAAAGGAATGATAGGGGG AGCTATGCCTCTCCAAATGC 250

Ai10B21659 Araip.B10 21659 p3 (TAT)7 21 107135480 107135500 GAGAGAAACCAGAGCCATGC TAAATGCCAACATGGAGACG 227

Ai10B21661 Araip.B10 21661 p2 (AT)7 14 107140607 107140620 TTGCCTGCCTTGAATTTTTC AAAGGAAAACTATGTGCCAATCA 201

Ai10B21663 Araip.B10 21663 p2 (GA)6 12 107142637 107142648 ACTAGCGGAGGAGGGAGATG GTTTGATGACCGGTTTGGTT 276

Ai10B21665 Araip.B10 21665 p4 (AAAT)5 20 107151492 107151511 CAGACGAAGTTTACACGGCA CCCCTTTTAGCTCGTGTTCA 146

Ai10B21672 Araip.B10 21672 p2 (GA)7 14 107164406 107164419 TATAAGCGCAGCGTCAACAC TATGAAGAATGCGCGTCGTA 218

Ai10B21674 Araip.B10 21674 p5 (ATTTT)5 25 107168086 107168110 AAGTTCCTGTGAGGTAACCTGTG CTCCCCTGTTTCGTTTTTCA 278

Ai10B21676 Araip.B10 21676 p2 (TA)7 14 107180572 107180585 TGGACCTAGCATCACTTGAAA AACCGGTAACATAGAGTTTAACAAAA 270

Ai10B21681 Araip.B10 21681 p2 (TG)16 32 107198059 107198090 GCATTCTGGGAGCTTCTGTC AAGGCTTCTGACTCAGCTCG 262

Ai10B21684 Araip.B10 21684 p4 (AATA)9 36 107213827 107213862 CTTACTGGCGTTTTCTTGCC GAGCAAGAGTGCTCAAGGCT 274

Ai10B21687 Araip.B10 21687 p3 (GAA)5 15 107286138 107286152 GCTTTTGTCTTCCCTTTCCC GCCCTCCATTCTTCATCAAA 234

Ai10B21690 Araip.B10 21690 p2 (AT)8 16 107300648 107300663 AGAGACACCTCGTTGAGCGT CTAGCTCCGAACTCAATCCG 277

Ai10B21692 Araip.B10 21692 p2 (AT)7 14 107313289 107313302 CAGGTGACCAGAGTGCAATG CGCCATGTTGATTATGCTTG 179

Ai10B21693 Araip.B10 21693 p3 (TAT)6 18 107317437 107317454 AGACGCAGAAGAGGTGTTCC TCAAGTTCGTTTCACGCAAG 265

Ai10B21695 Araip.B10 21695 c (TC)6acctgggaatcctatctctgcccgtggctctgcttgacggcgacggattcaga(GGC)580 107322489 107322568 TGGTTCAGACAAAGACGACG CTTCTCGCTATGAAGCCAGC 206

Ai10B21698 Araip.B10 21698 p2 (CT)17 34 107327431 107327464 GTGGCGGAGTGTCTCAATTT GGTTAGGTTCTACCTCTTTAGTGGA 175

Ai10B21700 Araip.B10 21700 c (AT)6(AC)6 24 107339951 107339974 GCGATTTTGGGTGACAATTT GGCTCAAATCTCACTTGCTTG 269

Ai10B21707 Araip.B10 21707 p4 (AAAT)12 48 107399205 107399252 TTGAAGATCTTGGGAATCGG TTACCTTGGGGCATTTTGTC 253

Ai10B21708 Araip.B10 21708 c (A)12ttaacaatttggcatcaattattctatcgat(TA)655 107410515 107410569 GATTCCCACCCTCCCATTAT GAATATTCGTTAAGCTCGAATGG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B21717 Araip.B10 21717 p3 (TAT)5 15 107428852 107428866 TTGTTTGTTATGTTGGAAGTGAAAA TCTTTCTATTTTGAGCGCGG 235

Ai10B21718 Araip.B10 21718 p3 (GAT)10 30 107431390 107431419 GACCTCGCACTTCCTCTGAC GCTGGACCATCATCTTGACC 280

Ai10B21722 Araip.B10 21722 p2 (TC)8 16 107437000 107437015 TTATCCATCCAACCACCGTT AGTGGAGGAAGAAACGACGA 138

Ai10B21723 Araip.B10 21723 p3 (TTC)5 15 107437151 107437165 TCGTCGTTTCTTCCTCCACT TTTTACTCCACCAAGTGGGC 190

Ai10B21724 Araip.B10 21724 p3 (CCG)8 24 107437438 107437461 CACCAGATCAAACAACACCG CGGAATCGAAGCATGAGAAT 209

Ai10B21725 Araip.B10 21725 c (T)10ccccctttctttcttttcccttttgtgtttttc(T)12gccactttttggctatctttttcttctttccttc(T)15104 107437885 107437988 CCGGAGCCTTAGTTACAGGA GTCGCAGAACAGAACCACAA 266

Ai10B21727 Araip.B10 21727 p2 (AC)6 12 107446426 107446437 TGCAACACACTTTTATCAACCC AGCCCACTTTGAGCCTTTTT 180

Ai10B21728 Araip.B10 21728 p3 (TAC)5 15 107451774 107451788 AACACTTGCGACAACTTTGC GGACAACCGGCACTTCTCTA 186

Ai10B21732 Araip.B10 21732 p2 (AT)10 20 107479881 107479900 TGATAGTCGCAAGTCAAAGGAA AAAAGACATTATAATCCGAAAAGATCA 232

Ai10B21737 Araip.B10 21737 p2 (AG)24 48 107497057 107497104 ACTGCTTCCTTTACCTCGCA GAACCAGTCCAGAACCCAAA 267

Ai10B21741 Araip.B10 21741 p2 (TA)6 12 107501528 107501539 GGAAGCGAAGAACTCTGGAA CAACCTACGAAGCAAAAGCC 189

Ai10B21742 Araip.B10 21742 p2 (CT)6 12 107502167 107502178 AAAAATTCAGATTTCGACAAAAA CGGTAGAGTGGTGGTGGAAT 273

Ai10B21743 Araip.B10 21743 p3 (ATG)5 15 107502864 107502878 TTCAAGTCTTCTGACATTTGTGG TTACCCCATCATTTTCTCGC 247

Ai10B21747 Araip.B10 21747 p3 (AAT)6 18 107517599 107517616 ACACTCGTGGAAATTGGAGG TGAAGCTGCCAACTTTTGTG 220

Ai10B21749 Araip.B10 21749 c (A)10cacccaatccggcccctgataattttttttgggactgattagcccttgtgccaaaaaaaataatattga(T)10ggcacagggacctcgttgtcctttcgaggtaattgtcaggggccgggttgga(T)10151 107521523 107521673 TCTCGAAAGGACAACGAGGT AAAGACAATGAGGCCCCTG 227

Ai10B21750 Araip.B10 21750 p3 (CAA)5 15 107522255 107522269 TTTGGATGCAATTAGGGATAGA TGGCTGAAATTAATATTTTGTTGAA 280

Ai10B21751 Araip.B10 21751 c (A)33gggg(A)15 52 107523109 107523160 TGTGTCTGTGTCCTTATTGCAG CATATGCCATAAGTAAAACATTGC 181

Ai10B21752 Araip.B10 21752 p3 (TAA)5 15 107540532 107540546 AAAATAAATGAATGTAACCTCTTCAAA AAATGAAACGTTGGGGACAA 192

Ai10B21753 Araip.B10 21753 p3 (TAA)26 78 107541194 107541271 TTTTTGTCGGGGAAATATGC TCTCGTCATGCCTTATCCAA 268

Ai10B21756 Araip.B10 21756 p2 (TA)7 14 107552788 107552801 AAATCAATTTTGGAATGCCC TTTATGTGTGGGGAGGTCGT 276

Ai10B21760 Araip.B10 21760 p5 (TTATC)5 25 107563109 107563133 GTCGTGGGCTGACCTTTTTA GCCCAAATAGAGGAACACGA 153

Ai10B21762 Araip.B10 21762 p3 (GAA)5 15 107568127 107568141 AGGATTCTTCGGTCTTGGGT ACACAACCCTCTCTTCCCCT 189

Ai10B21764 Araip.B10 21764 p2 (CT)6 12 107582555 107582566 CTCAGGATCTATGGACCCCA AGAAGGTTTGCTCGTCCTCA 193

Ai10B21765 Araip.B10 21765 p5 (TTATC)5 25 107597473 107597497 CCTGGGTGCTCCAGTGTATT CCGGGATATTAGCGACAAGA 279

Ai10B21768 Araip.B10 21768 p4 (AACT)5 20 107614910 107614929 CTCCGACCAGTGCAGAAGAT CTCCTTTCCCTCCTTCAACC 248

Ai10B21770 Araip.B10 21770 p2 (TC)6 12 107633544 107633555 TGGAGCTTTGAAGGAGGAGA TAGAATTGAAAACCCGGCAC 233

Ai10B21772 Araip.B10 21772 p2 (GT)9 18 107672540 107672557 AGGTAGACCAGTGGTGACGG ACACCACCCAAACCCTAACA 277

Ai10B21773 Araip.B10 21773 p2 (AT)6 12 107683520 107683531 TTCCCTCACCTTACATCTTGC AAAATGTCACGCTTCCGACT 236

Ai10B21776 Araip.B10 21776 p2 (GT)6 12 107693179 107693190 TTGCCATGTTTTCCACTTCA TAAAAGTTGCGCGGTTTAGA 237

Ai10B21780 Araip.B10 21780 p3 (ATT)5 15 107716434 107716448 AAATTGTTTGCTCCAATGGC AACAGGAAGAGGAGATGGCA 130

Ai10B21781 Araip.B10 21781 p2 (AG)7 14 107716939 107716952 GGTTCGGATTTTTGGTGAGA CTTTTTGTTTGTTTCTTATCTTTTTCA 280

Ai10B21783 Araip.B10 21783 c (A)10ccttttgaactttaatactctcacatttaaaagacttcg(A)1160 107722604 107722663 AAAAGATGCTGGATTCGTGC TGAATACATTCTCATTCACTTTCTTTT 209

Ai10B21792 Araip.B10 21792 c (GTA)5(GCA)6 33 107753920 107753952 AGCAATAGTAGCAGTAGCAGCA TGGCAAAGTTATTGTAGCAAGG 262

Ai10B21795 Araip.B10 21795 c (T)10c(T)10 21 107772052 107772072 CACTTACACGTGGTTGTGCC TGCAAGTTATGTTTGTTTGCAC 264



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B21796 Araip.B10 21796 c (T)10gttttttttattttttattttttat(TA)1055 107775262 107775316 TTCACCATTTACTTTGGGGC TTAAGTGTGGGGAAAGTGGG 276

Ai10B21798 Araip.B10 21798 p3 (AGA)5 15 107795379 107795393 GGGATCATAAATGCAACAACAA GCCCAATCCAACTCATTTCT 249

Ai10B21800 Araip.B10 21800 p2 (AC)6 12 107797061 107797072 AGCATGTACCCAATTCCCAA TTGCTAGCCAATTTGAGCCT 219

Ai10B21805 Araip.B10 21805 p5 (TTTAT)5 25 107873270 107873294 CGAAAATCCTCACCCACATC TGCAGCAGTAGTGGGATTAGC 267

Ai10B21806 Araip.B10 21806 c (T)10caaacaattttcaaaaaaataaaaatatacaaaaatcc(A)1058 107884182 107884239 TCTTTTAAAGCTTGGCTGGC TGAACATGCAATTGACACCA 255

Ai10B21810 Araip.B10 21810 p3 (AGA)6 18 107906022 107906039 CGGTCTTAGGTGGCATCAAT ACCCACCTCACCCTCTCTCT 215

Ai10B21811 Araip.B10 21811 p2 (AG)6 12 107908673 107908684 GGGGATGAGAGGATGAGAGA TTTTTGTTTGTTTCTTACCTTTTTCA 227

Ai10B21815 Araip.B10 21815 p2 (TG)19 38 107936732 107936769 TTGATGGGAGTTGATGAATGA TTGGACTTTGCCATCCTTCT 258

Ai10B21816 Araip.B10 21816 p2 (GT)6 12 107949062 107949073 GGGGACAAAATTACCCCAAT GGGCTAAGGTAAGGGTGAGG 234

Ai10B21821 Araip.B10 21821 p2 (TC)11 22 107958247 107958268 ACCCCTCCATTTCGTCTTCT GAATTCCTGGCTCGAACTTG 248

Ai10B21822 Araip.B10 21822 p2 (TG)6 12 107960273 107960284 CAGATAAAAGTGGGCGGAGA CCTCGGCTAAGAGGCTAGGT 104

Ai10B21824 Araip.B10 21824 c (A)11tcatcctcaatgttagaataaatttttaaaatgatcgtttaaaaaaatattattttttgaacaaatttacccttataaaaattacaa(T)10108 107961474 107961581 TGTTTTCATACTCAAACACTCAAAA GGATGATGCCTAAAATGGGA 243

Ai10B21825 Araip.B10 21825 c (T)10aattgggtccctacacttttttttccttttattagatctctataccaa(T)11agttaggtctctataaaattacgccaattactactaaggacttaattg(A)10127 107962322 107962448 TGCTGCTCCCTATAGTTTTGC TTTTAATTGGGTCCCTGCAC 229

Ai10B21827 Araip.B10 21827 p2 (TC)6 12 107971851 107971862 CATTCAAGAGAGCTCGCATATTT TCAAAGAACAATCTGTGACATGG 223

Ai10B21829 Araip.B10 21829 p3 (GGA)5 15 107977228 107977242 ATGACGATGGGTTGAGAAGG GGCGAAAAAGAACTCCAGTG 158

Ai10B21830 Araip.B10 21830 c (TGA)5ccatgatgataa(TGG)645 107986365 107986409 GATTTTCTGAGGTGGGGTGA CTGGACCTGTTGGGAAAGAA 262

Ai10B21836 Araip.B10 21836 p3 (TAA)14 42 108023679 108023720 TGAGGGAGAGAGAGGTCCAA ATTTTCCCTTTTGGTGGGTC 192

Ai10B21840 Araip.B10 21840 c (AT)8ttacatttaaatatattaataattattttaataattaattttagtatataaataatatttttgg(A)1090 108054051 108054140 GCGCTGGTGGCTTTACTAAT TGCAAAGGTTCATAATGTGATTG 203

Ai10B21849 Araip.B10 21849 p2 (TA)7 14 108124929 108124942 GAAATCCTCAGATCCTTGTGG ACCTTAATGATGGCGGTTCA 203

Ai10B21851 Araip.B10 21851 p2 (AT)10 20 108126645 108126664 CTTGGGTAGATGCAGTGGGT CCTGCCTTATGGCTGATGAT 263

Ai10B21853 Araip.B10 21853 p2 (CT)9 18 108142613 108142630 CATCGTTGTTGCTGAGCCTA CTCACATGAAAATGCAACGG 204

Ai10B21854 Araip.B10 21854 c (TAA)5tgctgagaaatgatgttgttactttagacttctagcctctgcctttggccatcgtttttttttctttgtttttttaaattatcaagtcat(A)10115 108144452 108144566 GAAATGAAGCTCATATTAAAGAATGTT TCTTGCTGTTTTCATTTTCTTGA 197

Ai10B21856 Araip.B10 21856 p3 (TAT)5 15 108148976 108148990 GTCTTGATTGGGCCTGAGAG AAAAACAGCAAACCAAACGG 280

Ai10B21858 Araip.B10 21858 p2 (CT)6 12 108170025 108170036 CTTGGTGTTCTCCCTCCAAA GAAAAAGAGGGGAGATATTTTCG 258

Ai10B21860 Araip.B10 21860 p3 (TCT)6 18 108172439 108172456 GATGACAAAACGGACGGTCT GAGGAAGAAGAAGTTGATAAACGA 209

Ai10B21861 Araip.B10 21861 p2 (AG)8 16 108188082 108188097 TGTGAGCAGTCTAGGGAGCA GCCTAAGAGAGGCCCAACTC 167

Ai10B21862 Araip.B10 21862 p3 (TCT)5 15 108188777 108188791 GCCCTTGTATAGTTTGCCCA GGGTAAGACAGAGGGGGTGT 258

Ai10B21865 Araip.B10 21865 p2 (AG)6 12 108201645 108201656 TCTCCTACGCAACAGAACCA TCTGGACTTGTCCCGGATAG 200

Ai10B21867 Araip.B10 21867 p2 (AT)9 18 108208917 108208934 TGTGGAGAAAAATCATTCCAAA TAGAATGCATGCTGATTGGG 249

Ai10B21868 Araip.B10 21868 p2 (AG)11 22 108209055 108209076 CGAGTTAATGACCCAATCAGC GTTCACCTCACCGGAAGTGT 269

Ai10B21874 Araip.B10 21874 p3 (TAT)7 21 108235040 108235060 TCTACCAAGCCCCAAAACAA TCAAACGAAATTAGGCATCAA 261

Ai10B21877 Araip.B10 21877 p2 (CT)6 12 108238049 108238060 TGACCTGGCCCAAAAACTTA GGTGAATTTTACCATGTAGAAGAAAGA 267

Ai10B21878 Araip.B10 21878 p2 (TA)6 12 108239253 108239264 GGATAAAGCCAAAGCCATGA ACTCGTACCTTGAGCGTTGC 206

Ai10B21879 Araip.B10 21879 c (TC)17cctcccttctctcttcttctt(TC)769 108240436 108240504 TTTCTCACTCTCTCTCCCCC GGAGAGAAAAAGAAGGGAAGGA 231
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Ai10B21880 Araip.B10 21880 c (AG)7aaagagagggagggagagaaagtgagagagacaaagagaaagagagagggagagagaaaggaggggaagagggaaggagagagagg(GA)8116 108240795 108240910 TCCCTCTTCTCTCTCTCCCTC TTCCCTATCCCTCTTCCTCTC 266

Ai10B21882 Araip.B10 21882 c (GA)7taaaggatgggagagagggagagaagagaaagagaagaagaggggaagaaaagagagaaagggagagagagga(AG)8103 108245178 108245280 AGACAAAGAGAGGAGAGGGGA TTTTACATTCTCTTTCTTACCCCC 241

Ai10B21883 Araip.B10 21883 c (AG)8aatgagagaaagggatagagagggagaaa(AG)17gagggga(AG)6aaagacaaagagagggggagaaagaggggaagg(GA)6aagagagaaaaggaaaagagagagaggagg(GA)6185 108245427 108245611 GAAAGAAAGAGAGATAGGAGGGG TTCTCTCCCTCTCTCCCCA 255

Ai10B21884 Araip.B10 21884 c (AG)6ggagggagagggggagagagaa(AG)646 108245752 108245797 GGGGAGAGAGAGGGAGAGAA CCAATTTACAATACAGTGCACCA 274

Ai10B21889 Araip.B10 21889 c (T)10ctttttccatgcctcctctttttcttctccttcttcttctttttccgtg(CTT)5tgtttttgaagtgtttcatcttcatcgtcgtgtttctcttcgttcttcttaactgcacgtttttatcttcttcctcctcatcttctgcac(CTT)6182 108285068 108285249 TCTCCACATACAAGTGTTTTCACA AGGAAGAGGAAGAAGAATGTGC 257

Ai10B21890 Araip.B10 21890 p3 (AGA)5 15 108285731 108285745 AAGAGAGAACGCACGAAGGA CAAAAAGCACGCTAACCCAT 165

Ai10B21895 Araip.B10 21895 p3 (GAA)7 21 108290898 108290918 GAGAGAAGCAGCGCTAAGGA ACCGCAGAATGTGCTTTTCT 268

Ai10B21896 Araip.B10 21896 p4 (TTTA)5 20 108291043 108291062 AGAAAAGCACATTCTGCGGT GAATTCGTTATCGCCACACA 188

Ai10B21898 Araip.B10 21898 p2 (AT)6 12 108296011 108296022 TTGCACCTAAGCCAACAGTG TTGTAGGGGACCAGATGCTT 206

Ai10B21901 Araip.B10 21901 c (GA)7(GT)7 28 108303349 108303376 TATTGCTTTGGTGCTGATCG GAAGGAAGAAGCCACAGTGC 246

Ai10B21904 Araip.B10 21904 p2 (TA)12 24 108312631 108312654 TCATCAACTAGCTTAGTGGTTATTTCA CAACCCGTTCGAGTAGGGTA 189

Ai10B21907 Araip.B10 21907 p2 (TA)6 12 108317652 108317663 TCTTTGGTCACCAGACATGC TTTTTGGTTCTGACTGCTTGAA 183

Ai10B21908 Araip.B10 21908 c* (TA)8(TAT)6* 32 108319428 108319459 ATCCTTTGATTACTTACATGAATTTCT CTCTCGGCATCACAAGTCAG 250

Ai10B21909 Araip.B10 21909 p2 (TA)6 12 108357000 108357011 TCTTTGGTCACCAGACATGC TTTTTGGTTCTGACTGCTTGAA 183

Ai10B21910 Araip.B10 21910 c* (TA)8(TAT)6* 32 108358776 108358807 ATCCTTTGATTACTTACATGAATTTCT CTCTCGGCATCACAAGTCAG 250

Ai10B21917 Araip.B10 21917 p2 (TA)6 12 108427792 108427803 CCATTTTCAATCTCACGCCT GGTGAGGGATGTGTTCGTCT 234

Ai10B21919 Araip.B10 21919 p2 (CT)6 12 108429741 108429752 ACAAAAATGCCCTGACTTGG GTTAAGGAAGAAGGGGCCAG 168

Ai10B21920 Araip.B10 21920 p2 (AT)9 18 108438727 108438744 CAGGTTACTGCTGCCTCACA TTGTAGGGGACCAGATGCTT 182

Ai10B21922 Araip.B10 21922 p2 (TC)8 16 108447462 108447477 ACCCACGAAAGTTGAAAACG GCGGGAAAAAGATGAAAACA 184

Ai10B21923 Araip.B10 21923 p3 (TGT)5 15 108448252 108448266 TTGTCGTCGACGCTATTCAG CACCTCCTTCACCCAATCAC 245

Ai10B21929 Araip.B10 21929 p2 (TA)6 12 108486137 108486148 GTGAGTGCTTTGTGACGAGG GCAACAAAATTCAATGGGCT 152

Ai10B21931 Araip.B10 21931 c (T)10catttcatgtattatttaattagttttcaccatttatttg(T)1060 108495320 108495379 CGGCCTAAAATTCCCAAAAC AAAGGGTGAGTAAGGCCCAT 257

Ai10B21935 Araip.B10 21935 c (TTG)5ttttatgtgaagaagatgataatggaggtata(GTG)562 108510947 108511008 CCGGTGGTCTGAGACAATTT GCACCACCACCTCATTTTCT 125

Ai10B21936 Araip.B10 21936 p2 (GA)6 12 108523255 108523266 GGGAGAACCAGAGGGAATGT GACCTCGTCCTTCTCCTCCT 215

Ai10B21940 Araip.B10 21940 p2 (AT)9 18 108548383 108548400 ATGCCATGCAATGCAATCTA CAAAAGTGGGAAAATATGGGAA 271

Ai10B21941 Araip.B10 21941 p4 (ATAA)5 20 108571772 108571791 TATTGGGAATTTGGGTGCAT TGGGGTAATTGTGTCCCCTA 156

Ai10B21942 Araip.B10 21942 p3 (GAA)5 15 108592481 108592495 GAACATTTAACACCAACGGAGA CCTGGCCGTTTCTATTTTCA 277

Ai10B21944 Araip.B10 21944 p2 (CT)6 12 108595960 108595971 CCTCAAATTGCATTAAAAGGGA GGCTGTAGAGTGGAGGAATCA 275

Ai10B21945 Araip.B10 21945 p3 (GAA)5 15 108599331 108599345 ATTTCCACCGAATTGACGAG CAAGAGAGGAACGAAGGTCG 191

Ai10B21948 Araip.B10 21948 c (A)10tttttcaaaaatttctcatctgttttcg(A)1048 108608028 108608075 TCGAGTTTGGACAACTGACG TTGAAACCCCAGTCCAAAAG 274

Ai10B21950 Araip.B10 21950 p2 (CT)6 12 108609484 108609495 TTGATTTTCAAATTTGTTTCAACT AGAGAGAGAGAGGGGGTTCG 280

Ai10B21951 Araip.B10 21951 c (TC)7atctccttctatttatttatttatttactaacatctcttcctcactcaccaaaaatccgaacccc(CT)793 108609597 108609689 CGAAAATATCTCCCTCTTTTTCAA AGGGATCCTTTTTACCCAGG 278

Ai10B21952 Araip.B10 21952 p3 (TTC)5 15 108615819 108615833 AGCCCTCCATTCTTCCTCAT CTCGAAGGTGGAAGCTTTTG 258

Ai10B21954 Araip.B10 21954 c (A)11catcttaatacttaataaaaaaatgtccaattataaaatt(A)1061 108631039 108631099 CAATTTGCTTAACAATTGCAAAAA TGGAAACTCGTCTTAACAAAGG 277
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Ai10B21958 Araip.B10 21958 p2 (TA)6 12 108634475 108634486 AATGCTGTCACAAATCGAAAA TATCACCACCACCAACACCA 193

Ai10B21961 Araip.B10 21961 p2 (TA)7 14 108640824 108640837 CCACGCAACAATCGATTAAA TCAGAAGGGCAAAGACAGGT 111

Ai10B21963 Araip.B10 21963 c (A)10ttctttagttcgttgttgtagtacttgtataaaaatttaaattcagtatctaatgatattaaattcttcttattttgttgtcctatgtgtct(A)12114 108658776 108658889 CAATGAGTCTATTCCATGAACTTTG TTGTGTTAAATTGGTGAGTTTTTG 279

Ai10B21964 Araip.B10 21964 p3 (TCA)5 15 108661618 108661632 TCAAAGGTTGAAATAATGAGTGCT GCTTCAAACATTTGCATCCAT 262

Ai10B21965 Araip.B10 21965 p3 (ATT)5 15 108665157 108665171 TTTGTGCTTAATCACCTTAAGAAAGA GGTTCCACCTGGTTTTGCTA 269

Ai10B21968 Araip.B10 21968 c (A)10ttgaatagccattattcgagcatatgcatatagatagccatatgtttttcttcctt(TA)6(TG)690 108684472 108684561 TGCTTTGCTCACTTTCCTTTT ATTTTTACCCAAAGGTGGGC 244

Ai10B21971 Araip.B10 21971 p2 (AT)6 12 108700484 108700495 CATCAGTGAGGGTTCAATGC GGAACATGTAAAACTCATGCAA 214

Ai10B21974 Araip.B10 21974 c (T)11gtttttctctctcttt(TTTA)9tttttctc(T)1081 108729395 108729475 TGGGGTACTTTTGTCCCCTT TGTGAGGAAGTTGAATTTGGAA 237

Ai10B21979 Araip.B10 21979 p2 (TA)6 12 108746016 108746027 TCCTTTTTCAAGTGCTCGTACA TCCAAAGCTGTAGCTCACCA 205

Ai10B21983 Araip.B10 21983 p2 (AG)7 14 108760429 108760442 TGTTCGGACATTGTTCGTGT GCGGAAGTGGAAGTGAAAAG 225

Ai10B21984 Araip.B10 21984 p2 (AT)10 20 108760975 108760994 CGCAGATCCGCACAATAATA TCCGCATGATTAAACCTTCTC 261

Ai10B21985 Araip.B10 21985 p3 (CAT)6 18 108763676 108763693 TGCTGAGCAAGCCATAAACA ATGCTGGTTGTTGCTGAATG 219

Ai10B21986 Araip.B10 21986 p3 (AAG)6 18 108766256 108766273 GAGGGCAAAAATGGAAGACA TGGAACTGCATTCTCCTCCT 115

Ai10B21990 Araip.B10 21990 p3 (ATC)6 18 108771004 108771021 TAGTGCGACACTCTCATCGC AATGAGGATTGGAATGCACC 176

Ai10B21993 Araip.B10 21993 p3 (GTT)5 15 108800293 108800307 TGTTCTGTGGCTTGAGGTTG ACCGTGCACTATGAAGGGTC 168

Ai10B21995 Araip.B10 21995 p3 (GCG)5 15 108823608 108823622 ATTCTGCCAGTTCACCAACC ACGCCACCAATTTTCTCAAC 262

Ai10B22001 Araip.B10 22001 p3 (AAC)5 15 108833700 108833714 CCACCTCACAATCACCACAG CAGAAACAGCATGCCTTTGA 278

Ai10B22003 Araip.B10 22003 p3 (ATA)6 18 108839338 108839355 TTGGGTTTCGAGAGATTTGG TCACATGCATTGCTACCACC 243

Ai10B22005 Araip.B10 22005 p2 (TA)6 12 108842722 108842733 TCGGGTTTAGGGTGTACCTG GTAGGAGGAAGACAGCGACG 266

Ai10B22006 Araip.B10 22006 p3 (GAT)9 27 108843944 108843970 CGGTATCTTCAAATCCAGCA CATCTCCTTCCCTGCCATAA 116

Ai10B22010 Araip.B10 22010 c (GAT)6gaaa(AAG)537 108848468 108848504 ACCCCCTAGCATTCCTCATT TCAAAACTCTTCATGTTTCTCCTC 172

Ai10B22012 Araip.B10 22012 p3 (TTC)5 15 108849581 108849595 TGTCTGAGCTTGTTTTCGGA TGCTGCAAAATTACTTGGAAGA 241

Ai10B22014 Araip.B10 22014 c (GAG)5gtgacgacgataacgaaagaaaaaaataacgaaacagaaagagaagaagaaaacgacgaagtattaggggtgatgaaa(AAG)5108 108850248 108850355 TGATCGAGGAGAAGGAGGAA CGCGCACATTTTTCTTTTTG 200

Ai10B22016 Araip.B10 22016 p2 (TA)6 12 108854172 108854183 TCACGGGTTGTGTGTTCTTT CCCTTTTTAGCATATGAGAATGG 263

Ai10B22022 Araip.B10 22022 p2 (AT)9 18 108871347 108871364 TCTGATCATAGCGCCTTGTG CCGAGAACCTCAGGTAACGA 196

Ai10B22023 Araip.B10 22023 p2 (TA)8 16 108871473 108871488 TCGTTACCTGAGGTTCTCGG TCAGGGTCTCGTCCTCTCAT 193

Ai10B22024 Araip.B10 22024 c (A)11gagaaagcaatgaaag(A)1138 108879011 108879048 ATGAAACCCCAAGAAAAGGG GCTACCCATGCGTTTCACTT 232

Ai10B22027 Araip.B10 22027 p2 (AG)8 16 108909299 108909314 TACTTGTAGACGACGCGCAC GGAACATTGAACCTGAAATGG 263

Ai10B22029 Araip.B10 22029 p4 (ATAA)8 32 108912144 108912175 TCCTCCTTTCTCCTTCTTTCC CCCCCTTCTCTAAACCATTGA 276

Ai10B22032 Araip.B10 22032 p3 (AGA)5 15 108936298 108936312 TCTGGCCTTAGGTGCCATTA ATTCAAACCATTTCCCTCCC 279

Ai10B22038 Araip.B10 22038 p2 (TG)18 36 108976451 108976486 TGAGCGATCGATGAATTGTC TGGCAGTTTAACACCCTACCA 210

Ai10B22040 Araip.B10 22040 c (AG)6(A)10 22 108984827 108984848 GCAGAAAGGGGGAAATCAAT TGCTTTCGTCAACCATCAAA 140

Ai10B22044 Araip.B10 22044 p3 (AAT)5 15 109011431 109011445 TCGCACAACTAACCAGCAAG GCAGGAAAGCAGAGGTTCAG 272

Ai10B22049 Araip.B10 22049 p2 (TA)8 16 109046430 109046445 TGAGCTTCACCTTAGGGCAT TGAAATCATTGGGATTGGGT 190
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Ai10B22054 Araip.B10 22054 p5 (TCCAC)5 25 109077721 109077745 CCAACTTCAACTACCGCCAT GGACCCTTCCATAGGGTGAT 181

Ai10B22055 Araip.B10 22055 p2 (AT)6 12 109080401 109080412 TCTCTCTCCTTTAATTCTTCTCAAAA TTTTGATTTTGAGCATATAACTTTGTC 157

Ai10B22056 Araip.B10 22056 p2 (TA)9 18 109080791 109080808 TCAAAATTCAAGAAGATCCACA TTACGTTATTACATTTTGCTGGAA 245

Ai10B22059 Araip.B10 22059 c (AAT)6aagattaacttagtatag(A)1248 109083035 109083082 GAGTTCACGCCTCCCCTAAT CGTTGTATGAATTTTATCTTCTATCGG 267

Ai10B22061 Araip.B10 22061 p2 (TA)7 14 109086576 109086589 AGCCCCATGTGCTCAATAAG TATGTGCGCATTCCTTCAAA 188

Ai10B22066 Araip.B10 22066 c (TC)23ctttctctcctctcc(CT)6cctttctctcctctccctctctctcccaattccttcctctctctctcctcccttctctcttcttt(TC)10158 109090365 109090522 TCCCTCTCTCTTCCCCTTACTT GGGAGAGCGAGGAAAAGG 234

Ai10B22067 Araip.B10 22067 c (TC)18cctcttttccctgtctcttcccttttgtttctctctatcttctccct(TC)8cttaccttctttcttcctctt(TC)11142 109090712 109090853 TTCCTCTCGCTCTCTCTACCTC AGAAAGAAGGGAAGGGAAGA 269

Ai10B22068 Araip.B10 22068 c (AG)7gaagagagagagggagagaaagtgagagagacagagagaaagagagagg(GA)6agaggggaatagggaaggagagaaagagaaag(GA)6119 109091177 109091295 GAGAGGAGGAGGAGAGAGACAA TCCCTTTTCAACCTCTATCCC 269

Ai10B22069 Araip.B10 22069 c (GA)6agaggaagagtgagagggaaaggagagagagaaagagagagaac(GA)8aaggagggagagagagggagagaagaggagaaaaagaggaatagg(GA)8a(AG)6aaatagagagaagg(GA)6a(AG)15203 109091546 109091748 AAGACAAAGAAAGGAAAAGGGG TTTCTCTCTCTCCTTCTCTCCC 262

Ai10B22071 Araip.B10 22071 p2 (AT)9 18 109119392 109119409 TTCCCAGAAGTCCAAACTCG TGGTCTCAGTGTGGATACGC 277

Ai10B22074 Araip.B10 22074 p3 (CAT)7 21 109171866 109171886 TTTTTCGCTCCAAAATGGTC GGTGCTGGTGAAATTCTGGT 270

Ai10B22075 Araip.B10 22075 p3 (AGA)35 105 109172169 109172273 CCAAAATCAAATTTCAGCAACA TTTTCGCTCCAAAATGGTTC 266

Ai10B22076 Araip.B10 22076 p2 (GA)6 12 109178212 109178223 TGAGGGAAAGATTTGTTGGG TGAGCTCAATCCAACGGTTA 236

Ai10B22077 Araip.B10 22077 p4 (TTTA)6 24 109191615 109191638 CCAATGGAGGGTATGCAGAT TTCCTGACCACTTTCTCTCTCC 256

Ai10B22093 Araip.B10 22093 c (A)10gttgggttggtttagtgattaattcagtagtgcgatggattagtcttttatatgttagattggaggatactgtgagaaac(A)11101 109237377 109237477 CAATTTCCGCTTCCTCAGTC TCATACGTTGTAAAAGTACAAAACAA 254

Ai10B22096 Araip.B10 22096 p2 (AC)6 12 109242091 109242102 ACACGTAAACCGCTACTGCC CCATGCACACCCCTAAATCT 201

Ai10B22100 Araip.B10 22100 p2 (TC)19 38 109248427 109248464 CCTCCTCACCATCCATTGTT GCCAATACACGCAGCAACTA 275

Ai10B22101 Araip.B10 22101 p2 (AT)6 12 109255745 109255756 TAAATCGCAATATCGCTCCC GCGCAGAAGTCACGAAGAAT 260

Ai10B22102 Araip.B10 22102 p2 (GT)7 14 109257928 109257941 CCTCCCTTCTCTCTTCCGTT CCTGAAACCAACCTCCTTCA 161

Ai10B22103 Araip.B10 22103 p2 (GA)6 12 109264657 109264668 GAGAAGGAAGGACGATGCTG TCAGGCCTCTCTGTCTCTCC 230

Ai10B22105 Araip.B10 22105 p2 (CT)6 12 109278641 109278652 TCAAATCCAACAAAGGGCTC TTGAACCCAAGGATTGAAGG 274

Ai10B22106 Araip.B10 22106 p2 (GA)7 14 109280662 109280675 CAAAATCGCAACACAAATTCA AGAGCCCCTTTTTCCTGAGA 197

Ai10B22107 Araip.B10 22107 p2 (GA)7 14 109280839 109280852 CACATAAAACTGCAGCGACG CGTCACTGCCTACCTTCACA 269

Ai10B22108 Araip.B10 22108 p2 (TA)6 12 109287152 109287163 GGGTAAAAATTTGATAAAACCACA CATTCATATTTTGATGTTCAAAGG 280

Ai10B22110 Araip.B10 22110 c (ATT)16atca(AAT)567 109294508 109294574 GCTTTGAAATCCAAATCAAAACA AACAGTCCTCCATCCAAAAA 248

Ai10B22111 Araip.B10 22111 p2 (TA)6 12 109295167 109295178 AGCTCCTAACTCAGCTTGCG ATTCACCACACAAGCGACAG 221

Ai10B22112 Araip.B10 22112 c (A)11ctggtttttaaccggttaaccaaaaccaaaaccaaattaaaatcaaaacctaatttcaaaaccaaattacatactctt(TC)18125 109295875 109295999 CCAAAATGTGGTTAATTGGTTAAA TGAGAAAGAAGGGAGGGAGA 280

Ai10B22113 Araip.B10 22113 c (TC)7cctctttctccccttctcctctctttgtcttc(CT)9cccttttccttttctctttctctccctctctcttcttatcttc(CT)6119 109296262 109296380 TCTCTCTCTTTCCGCTCTCA GAGAGGAAGAGGGATAGGGG 244

Ai10B22114 Araip.B10 22114 p2 (CT)9 18 109296513 109296530 CCTCTCTCTCTCTCCCCTGC GGAGAAAGAGCGCAAGAGAA 239

Ai10B22115 Araip.B10 22115 c (CT)15cattttcctctttctcctcctctttgtcctcttcttt(TC)985 109296666 109296750 TCTCTTTCTCTTGCGCTCTTT GGAGAGAGATGGAGAGGGGA 238

Ai10B22117 Araip.B10 22117 c (TC)10ttccctctccttcctctt(TC)956 109297288 109297343 AATCATCTCTCCCCATTTTTC GGAGCGAGAGAGAGAAAAGAGA 238

Ai10B22118 Araip.B10 22118 c (GA)7aggagagagacagaaaaagagaagaagaaagagaaaagagatgaggggagagagaaggagagagggagaggaggggagagagaaagaggaaaggg(GA)6121 109297674 109297794 AAGAGGACAAAGAGGGAGAAAG TCCCTCTCTCTTCCCATGC 172

Ai10B22119 Araip.B10 22119 c (GA)8aagagaaagagagggaagggggagaaagaggagaa(AG)13annnnnnnnnnnnnnnnnnnnnn(AG)6aa(AG)9132 109297963 109298094 AGAGGAGAGAGATGGGAGGG TTTTTCTTATCTCCTGCTTCCC 233

Ai10B22120 Araip.B10 22120 p2 (CT)17 34 109300541 109300574 AAAAAGGGAGGGTCCAAGTC GAAGATGCAGCCTGAAAAGG 110
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Ai10B22121 Araip.B10 22121 p2 (GA)6 12 109308088 109308099 ACATTTCCCCATTCCCTTTC ATGAAGAGGACAATGACGGC 271

Ai10B22125 Araip.B10 22125 p3 (AAT)6 18 109320678 109320695 GTGGACCGTCGAAGAGGTAG GGCTCTAGTGCAAGTGGGAG 239

Ai10B22126 Araip.B10 22126 p2 (TA)6 12 109323408 109323419 AGTCGCAGGTCAAAGGAAAA TGGGACATTAGTGATTCGGA 228

Ai10B22127 Araip.B10 22127 p3 (AAT)6 18 109323599 109323616 CGATCCCTATCGTAATTATTCGT TGGCTTGACTCAAAGATGACA 279

Ai10B22129 Araip.B10 22129 p4 (AAAT)5 20 109324882 109324901 TTGGTCATCCATCAATTTCG GCTCGTTACGTACGGGTGTT 227

Ai10B22131 Araip.B10 22131 p3 (ATT)9 27 109333347 109333373 TCAAGTTATTCTGTTCAAATAGGCA CAACTTGTTGACTATTGACTCATGC 277

Ai10B22134 Araip.B10 22134 p3 (TAT)10 30 109350251 109350280 CGGTAAACGTTTTCTCGATG CCGTTCTTGCAGTCAAAACA 269

Ai10B22137 Araip.B10 22137 c (CAT)21caacaaaattgaaaatcagaagaaccatcaaccaaaaacagaacatcaagcagaagcaattttcagcaattcaataacagaagct(CAA)5163 109355533 109355695 CAAAATCAAACAGGAACCCAA GCTGGATTTTAATTTTCTGTTAGTTGA 273

Ai10B22139 Araip.B10 22139 p3 (ATC)6 18 109363888 109363905 TCTTGAACTAGCCGCTCCAT CTGGATCCTTCGGTGATGTT 213

Ai10B22140 Araip.B10 22140 c (AT)6agtagaaatgtaataacaaaaatagcagatatgtcactactcacttgactaaatgaaccaagaatatgaca(TC)695 109367976 109368070 TCTTCATTCTGACACAAGTTTTTGA TGCTTGCTAATTGGTTCTCG 268

Ai10B22141 Araip.B10 22141 p2 (AT)7 14 109370369 109370382 TTGTACCCCTTGAACTTTTGA CACACACAAGTACAACATAAGAGCA 271

Ai10B22150 Araip.B10 22150 p2 (AG)6 12 109394233 109394244 GAAAAAGGGGGAGATATTTTCG TTGATTTTCAAATTTGTTTCAACT 116

Ai10B22156 Araip.B10 22156 c (CT)6(AT)7 26 109400827 109400852 ATCACGACGTATAGAGCCCG TGAGCACCACGTACACCTTT 246

Ai10B22158 Araip.B10 22158 p2 (AT)15 30 109421618 109421647 TGTAGGGCGAAGTGAGACTG GCTTTTTGCTTTGCCTTTTG 173

Ai10B22161 Araip.B10 22161 p2 (TA)6 12 109434107 109434118 TCCTCCTTCCCTTGTTGTTG TTCGTTCTCTTAGCCCCAAA 266

Ai10B22164 Araip.B10 22164 p3 (ACA)7 21 109441740 109441760 CCAATTAATCCAGTCCCACA TGTTGATTACTGCCAGATTATTCG 152

Ai10B22168 Araip.B10 22168 p2 (TA)6 12 109454431 109454442 TTACACAGTCATGCGAGCAA TGCATAACGCGAGTGTCTTG 158

Ai10B22171 Araip.B10 22171 c (AT)7(AC)6 26 109467646 109467671 TTGAAGACATGCAAGATGGC TCTTCCATGGGAAGGAAGTC 190

Ai10B22176 Araip.B10 22176 p2 (TC)6 12 109486541 109486552 TGGCATAGGGTTCAGTCCAT ACCCGAACGTCAATAAAACG 214

Ai10B22178 Araip.B10 22178 p3 (TCC)6 18 109489290 109489307 ACGTGCGTTCTTTTTCGTGT CAAAGAGGATGAAACATGCG 135

Ai10B22179 Araip.B10 22179 c (ATG)5ataaaa(AAG)742 109489867 109489908 TTTGCAGCATTATGTGTTTCTTC TCATCTTTCTCCTCCTCATCG 194

Ai10B22181 Araip.B10 22181 p3 (TTC)5 15 109490719 109490733 TCATTTTTCAAGTAATTTTGCAGC TCTCATCTTTTGCTGCTTCTTC 194

Ai10B22182 Araip.B10 22182 c (AGA)5aaaagacgaggtatcaagggtgac(GAA)657 109491308 109491364 GAAAAGAGGAGGAGGTGACG CGTGTGCCAATTCTTCTTCA 153

Ai10B22183 Araip.B10 22183 p3 (TCC)10 30 109494426 109494455 TTAAATCACGCGCTCCTTCT GTGTGTGCTTCGTTGGAAGA 174

Ai10B22185 Araip.B10 22185 p3 (AGA)7 21 109495425 109495445 TTCAATTCAATTCAGCTGCG CACGCGCTTTTTCTTCTTCT 247

Ai10B22187 Araip.B10 22187 c (T)10cacaattttatttagctaagtaaacttaaaataaaaagagaatactc(A)1168 109525655 109525722 AGGAATCGGTCAGATTGTACG GAGGGAGAGCACATTACTCCA 277

Ai10B22189 Araip.B10 22189 p3 (TTG)7 21 109531614 109531634 AAATATGATGCTTTATTGGTTGTTT GCCTGCACAGCATGATAAAA 194

Ai10B22192 Araip.B10 22192 p2 (TC)9 18 109554907 109554924 TGAACATCCATTCAAAGAGAGC CATGGGAGAAATTCATAAATTCAA 241

Ai10B22194 Araip.B10 22194 p3 (ACA)10 30 109571291 109571320 AAACGAATTGCTTCTTAAGCG CGTTTGATTCATGTAGCCGA 206

Ai10B22195 Araip.B10 22195 p2 (AT)6 12 109579950 109579961 GTTATTGATGGAGGACCGGA GAAGCATTGAGGATTTTAAAACAA 133

Ai10B22197 Araip.B10 22197 p3 (ATT)8 24 109584386 109584409 TGGGATAGGATGTAAGACCCC ACGGTTCCTTTCTCTCCCTC 280

Ai10B22198 Araip.B10 22198 p2 (AT)7 14 109584531 109584544 TGGGATAGGATGTAAGACCCC ACGGTTCCTTTCTCTCCCTC 280

Ai10B22199 Araip.B10 22199 p2 (AT)7 14 109585684 109585697 TGTGTCTAGTGAAGACGGCG CACAAGAGAAGGATGTGAAGCA 130

Ai10B22201 Araip.B10 22201 p3 (TGT)7 21 109590833 109590853 TTTTGGTGTCCTCCAAGAGC TCACGTGTTTGGACATGGAT 169
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Ai10B22204 Araip.B10 22204 p4 (AATA)8 32 109605813 109605844 AATCCATGGCGTTTCAAAGT AGTACGTGGCCATCAAGACC 174

Ai10B22207 Araip.B10 22207 p3 (CAA)6 18 109612202 109612219 AAAGCAGAAGCCATCAATGAA CCAATAGCCACCATCGTCTT 215

Ai10B22209 Araip.B10 22209 c* (AT)17(ATA)17* 83 109629995 109630077 TGACTTTTGAGTTTGTATTTGGATG GAGCGTTGCGCTTTTTATTT 278

Ai10B22210 Araip.B10 22210 c (TC)9(TA)10 38 109637288 109637325 AACAGCATTTGTTTGCCACA TTCCTTTTGCTGCATTTTCA 226

Ai10B22214 Araip.B10 22214 p3 (TAT)5 15 109657806 109657820 TCACAATGCTTGTCGTCAACT TTAGTCCCTGTTGTGGTCCC 257

Ai10B22215 Araip.B10 22215 p4 (TTAA)5 20 109657927 109657946 TCACAATGCTTGTCGTCAACT TTAGTCCCTGTTGTGGTCCC 257

Ai10B22216 Araip.B10 22216 p2 (AT)11 22 109658489 109658510 CGGGATAATTTTCCAATTTGTG CGAATGAAAGAGTGCGAGTG 248

Ai10B22217 Araip.B10 22217 p2 (AC)7 14 109665002 109665015 AACCCTGAAAAACCCTACCC CTCCTGGCCCTTTTCTCTCT 119

Ai10B22218 Araip.B10 22218 p2 (AT)7 14 109677665 109677678 CAATCCTTTTGCAGTCGTGA GATAAAAGAGTGCGGGTGGA 274

Ai10B22224 Araip.B10 22224 p2 (AT)16 32 109686433 109686464 CCAAGTCAATTGCTAGCCTCA GGCATCACGGTAACCAATCT 193

Ai10B22225 Araip.B10 22225 p2 (AT)22 44 109690854 109690897 AAGCAAGCAGGCATAGATTCA GCCCGGATGAAGAATCATTA 222

Ai10B22226 Araip.B10 22226 p2 (AT)12 24 109699963 109699986 CAAGTCATGCGGAGAGAACA GTCGAGAGGCACCTCGTTAG 129

Ai10B22227 Araip.B10 22227 c (AG)8at(AG)18 54 109705062 109705115 CTTCTTCCTCCATGAGCTGG GTCTCTTGAGGTCCTGTCGG 263

Ai10B22231 Araip.B10 22231 p2 (AC)13 26 109713051 109713076 CCGCAATACCTCTCCAAAAA TATGGACGCAGAAGTCACGA 154

Ai10B22233 Araip.B10 22233 p2 (GT)9 18 109744343 109744360 TGGTGGGAGTTATGATGGGT CTTATGGGGAGCAGAAGCTG 239

Ai10B22234 Araip.B10 22234 p3 (GAA)5 15 109747637 109747651 TTGTAGCCGCCTCCTTAGAG AAATTCGAAATCCCCCTCTC 226

Ai10B22241 Araip.B10 22241 p2 (AT)21 42 109768805 109768846 TTATCATGAAATGTTTGTAGAATGACT TGATGGCAGGACAAAATTGA 247

Ai10B22243 Araip.B10 22243 p3 (ATA)5 15 109769831 109769845 TTTCATAGTGATGGATGGAAGC TGTGCCTGTGAATGTGTGTG 185

Ai10B22262 Araip.B10 22262 p3 (AGA)7 21 109855999 109856019 CCATCCCTATGACCAACACC TCAAATTTGCACATGTGGGT 262

Ai10B22263 Araip.B10 22263 p3 (AAG)5 15 109856467 109856481 TGAAGAATGCGAGCAGAGAA AACCCCCTTACGCATTTCTT 148

Ai10B22270 Araip.B10 22270 p2 (AG)6 12 109885845 109885856 GGCTGCATAGTGGGAGAATC GGGAAATCAAATCTAACATGAGAA 278

Ai10B22275 Araip.B10 22275 p2 (AT)6 12 109900336 109900347 TTGTGCGGAGTTGTGAAAAG AAAACATGCAATTGACACAAAA 275

Ai10B22276 Araip.B10 22276 p2 (TC)6 12 109901535 109901546 CGAAAATCACTAACCACTTTTTCA CAGAGAGAAGGAGAGGGTTCG 241

Ai10B22277 Araip.B10 22277 p3 (AAT)5 15 109905114 109905128 CCCACGGAGATTGTTGGTAT CCCTACACAAAGCTTGCCAT 253

Ai10B22280 Araip.B10 22280 p3 (AAT)5 15 109913766 109913780 CCCACGGAGATTGTTGGTAT CCCTACACAAAGCTTGCCAT 253

Ai10B22284 Araip.B10 22284 p3 (AGA)6 18 109962018 109962035 GTCCCTCAATTTCAGCCAGA CACACATCCCTCCATCTCCT 232

Ai10B22286 Araip.B10 22286 p2 (GA)7 14 109963986 109963999 GGATGAAAGAGAAGGAGGGAA TTCGTAACTTTTTCAAAACCACC 226

Ai10B22287 Araip.B10 22287 p2 (AG)6 12 109966123 109966134 AGGAGAGCAGAGATGTGGGA TGTTTGTTTCTTATCTTTTTCAAAACT 279

Ai10B22289 Araip.B10 22289 p2 (TA)10 20 109970684 109970703 TAAGCGGATTTCTGGTTGGT GCAAAAGTGGAAATTTTGGG 215

Ai10B22291 Araip.B10 22291 p2 (AG)7 14 109984275 109984288 GAGGGATTTTTGGGGAAGAG CAGAAAAGGGCAAGAAGCTG 232

Ai10B22296 Araip.B10 22296 p2 (AT)8 16 110018852 110018867 GGGGGTGAGAATATCGTCCT TTGATTTGGTAATGAGCCGA 272

Ai10B22297 Araip.B10 22297 p2 (GT)13 26 110021804 110021829 CCTATCCTCCCTCATCAGCA CCCTCTCACCTTCACCTCAC 161

Ai10B22300 Araip.B10 22300 p2 (TA)9 18 110029336 110029353 TGTGGTTTTCAAATGCAGGA GATAACCGGTCCAAACATGG 271

Ai10B22301 Araip.B10 22301 p2 (TA)10 20 110037020 110037039 TGTGGTTTTCAAATGCAGGA GTTCGCGAAGGTAACTGGTC 280
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Ai10B22302 Araip.B10 22302 p2 (TA)18 36 110041195 110041230 CCATGACCTGAGTGTTGCAC CCTCAGGCTCTACAGGAACG 242

Ai10B22303 Araip.B10 22303 p3 (AGA)5 15 110046440 110046454 TATCTCCCATGACTCGGAGG AACCACCTAAAACCCCCTTG 226

Ai10B22306 Araip.B10 22306 p2 (AG)8 16 110078983 110078998 ACTAGAAATCGCTGAGGGCA GGAACATTGAACCTGTGATTGA 271

Ai10B22307 Araip.B10 22307 p2 (AT)9 18 110086412 110086429 ATCGGTCTATCCCTCAGGCT AATTCCGTGAGTCGTGGCTA 278

Ai10B22308 Araip.B10 22308 p2 (AT)7 14 110097414 110097427 TTTCAGATGCAGGACGTGAG TGACTCAGCTCGCGAAGATA 254

Ai10B22309 Araip.B10 22309 p2 (TA)8 16 110097629 110097644 AGTGTTGCGCTTTTCGATTT TCATAAAACAGAGGTGGTGGAG 131

Ai10B22310 Araip.B10 22310 c (AT)11tattttttgagaatgtaaaagtgttatgatgatt(TGTA)576 110102556 110102631 GGAAACGGACGGAAAAGTCT TTGACTTTTCTTTGAAAAACTGAAA 280

Ai10B22311 Araip.B10 22311 p2 (AT)7 14 110105604 110105617 TTGTTGTGGGAAACATGGTG TTTTTGCCATCCCTAGTTGG 272

Ai10B22312 Araip.B10 22312 p2 (TA)6 12 110105864 110105875 GGACTCGCGAAGTTCTCATAA GAAAAGATGGATCCCGTGAA 264

Ai10B22316 Araip.B10 22316 p2 (AT)11 22 110122249 110122270 TTTCAAGGTTGTAATGGGGC GGGGACAAAATTACCCAATG 265

Ai10B22318 Araip.B10 22318 p3 (TGT)6 18 110129284 110129301 GAGGTGCTCTGTAAGGCTGG AGGGTACAATCAAGGTGGCA 170

Ai10B22320 Araip.B10 22320 p2 (CT)9 18 110145696 110145713 GGAACATTGAACCTGTGATTGA TTTCTGGGCTGTTTTTGACC 256

Ai10B22321 Araip.B10 22321 c (TA)8(T)11 27 110151061 110151087 GGCATTTTGACCCCTTTCTC GGAAACGTTTGGTTTTGGAA 210

Ai10B22322 Araip.B10 22322 p2 (AG)6 12 110158122 110158133 GAGAGAGGGAAAGGATTTTCG TCTTTTCAAAATTTGCTTCAACT 253

Ai10B22325 Araip.B10 22325 p2 (CT)6 12 110164646 110164657 CCTGTGATTGAAGAAAAGTAGCC GAAAAACCAGCATGGCAGAT 279

Ai10B22328 Araip.B10 22328 c (T)10caaacgttattac(A)1033 110177860 110177892 AAAAAGAAGCAGAAGAAACAAAAA AGTCAATGCAATTATTCTACTTCAAA 224

Ai10B22331 Araip.B10 22331 p2 (TA)7 14 110178838 110178851 ACTCGACCTGCGAAGCTAAA GTGGAAGCGAAGTTTGGGTA 214

Ai10B22332 Araip.B10 22332 p3 (GAA)5 15 110198386 110198400 CGGTCTTAGGTGCCATCAAT CTTGGCCGAAACACATCTCT 157

Ai10B22333 Araip.B10 22333 p2 (AG)6 12 110201254 110201265 TTCGAATTTGGGTGAGATGA CTTTTTGTTTGTTTCTTATCTTTTTCA 276

Ai10B22334 Araip.B10 22334 p2 (AT)6 12 110209300 110209311 TTCACTTGACACCTTCACGC GCAGTGAAAAGCTTGCAGAA 262

Ai10B22337 Araip.B10 22337 p3 (AAT)5 15 110220816 110220830 TTTTCGGCTGCCATATTCTC CCCCCTCTTTTCTTCCACTC 248

Ai10B22340 Araip.B10 22340 p2 (TA)16 32 110246892 110246923 AAGTTAGGCGCCGTTCAGTA CGTGAAAATGATTTGCCTCC 279

Ai10B22344 Araip.B10 22344 p2 (AG)12 24 110267256 110267279 ACACAAAGGAGCGAGAGCAT AGCAGACTGCGTTGATCTTG 277

Ai10B22346 Araip.B10 22346 c (T)10cttctatc(T)10 28 110278573 110278600 TTTTTCGAAAGATGAATCCACA TGTCAGAAGTGAACAAAGTGAGG 268

Ai10B22349 Araip.B10 22349 p3 (ATT)5 15 110305537 110305551 AGCCGATTCAATCACAAACC TGATCACCTTTGTCCTGCAT 138

Ai10B22351 Araip.B10 22351 p3 (ATA)8 24 110310991 110311014 GCTGAGTTTTTCGCTGGTGT TTAACTTGCTATCAAAGGTTATCAAA 276

Ai10B22353 Araip.B10 22353 p3 (GAA)6 18 110316269 110316286 GAAGAATCCCAAAGCCATGA GACCGTCTCTCGCAGAAAAC 166

Ai10B22355 Araip.B10 22355 p2 (AT)15 30 110323019 110323048 TGAAGGATTTGAATGTGTGGTC TTTGGATCATACACACACACGA 238

Ai10B22358 Araip.B10 22358 p2 (TA)11 22 110334787 110334808 GGGGCATTTTGTTACATGGT GGAATGTGTCTTAGGAAGTCGC 280

Ai10B22368 Araip.B10 22368 p3 (ATT)5 15 110429293 110429307 GCGTTGTCGCCTATAATAACC CAGTCCTTTTTCTTTGTCGGA 279

Ai10B22372 Araip.B10 22372 p2 (CA)6 12 110435281 110435292 GCTGAAATTGGCGAAGAAAG GACACGTAGCGAGATCGGTT 271

Ai10B22376 Araip.B10 22376 p3 (ATG)7 21 110442232 110442252 TTGCACTTGAGGCAGTTTTG CAGGGTGCAGCATGTGTTAC 277

Ai10B22378 Araip.B10 22378 p3 (AGA)5 15 110449123 110449137 ACCGCCACCATCTTCATAAC ATCCCATCACATCCCATCAT 265

Ai10B22379 Araip.B10 22379 c (ATT)15(GTT)5 60 110450076 110450135 GGCATGCAAAATATCCCTTG AAGTGGGGTAGTTGTTTTCTCTG 280



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B22382 Araip.B10 22382 p2 (CT)10 20 110471759 110471778 TCTTCAGGTACGCTGTCACG CTCGCATTCTCATCTCCGAT 264

Ai10B22384 Araip.B10 22384 p2 (AT)10 20 110473221 110473240 CGAATCTATTCGAAATCCTCTATAA CATTGGGCCAAGGTATGAAC 256

Ai10B22385 Araip.B10 22385 p3 (GGA)5 15 110480912 110480926 ACGAGAGGAAGTCCCCAAAT TCTAGGGGTCTCCGACCTTT 280

Ai10B22389 Araip.B10 22389 p2 (TG)7 14 110494044 110494057 GTTTTACCGGACAAAACCCC TCAATATAAATGAACCAATTCAGTCAA 103

Ai10B22391 Araip.B10 22391 p2 (AT)6 12 110507393 110507404 AATTATTTTGATGTGGCGGC TGGTTTAAAGGGCTATTGGC 279

Ai10B22392 Araip.B10 22392 c (TA)17(AG)6 46 110518753 110518798 TGACTTTAAAAATTGATTGTTCTGTTG ACAAGCAAGCAGTAATAATTCTCTC 276

Ai10B22396 Araip.B10 22396 p2 (TA)6 12 110531376 110531387 TCTCGTGCTGATAACGTGTTG TCCTTAGATAATACACACAAGCAAGC 259

Ai10B22397 Araip.B10 22397 p2 (AG)7 14 110533316 110533329 CGGGAAAAACTGAGAATGGA CACCGCTCACCATAAATCCT 254

Ai10B22398 Araip.B10 22398 c (AGA)5tggaggttggggaaatggggtgcgcgactgcgcagtgtgcatcgcgtgctagggttatccctatttttgaatcg(GC)6101 110533446 110533546 AGGATTTATGGTGAGCGGTG GCGTCCTTCCCTATTTTGCT 260

Ai10B22399 Araip.B10 22399 p3 (TTC)5 15 110535525 110535539 GTCGTCGTTCGGGTAGCTC TAGAAGCAGCAGCAGGACAA 265

Ai10B22400 Araip.B10 22400 p3 (TTG)5 15 110535713 110535727 TGTTTCTGCTCCTGCTTCTTC CCCCTTCTTCCCCAAAATTA 238

Ai10B22403 Araip.B10 22403 p3 (CTT)7 21 110539512 110539532 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 118

Ai10B22405 Araip.B10 22405 c (A)10c(GAA)5gaggaggaagaggaagag(GAA)5gaggaggaagaggaagag(GAA)10(GAGGAA)5t(AAG)5153 110540105 110540257 TTTCTCCTCATCTTCTGCTGC AGCGCTACACTCAGAACGGT 248

Ai10B22406 Araip.B10 22406 c (TCT)5cctccgcctgatagcagagctgcttcttcttttt(CTC)6cgccgaacccgctgtcgcgccatccttttcatgtgagttcctctctctcgcttgcgtg(CT)9143 110541408 110541550 GCAGAGCTTCTTCTTCTCCG GCAACGATGAGTCTGTGGAA 277

Ai10B22407 Araip.B10 22407 p3 (AAT)9 27 110553246 110553272 CAGACGCTGTCTCAGAAGGA CAAATTGCTTGCATTGCATAA 252

Ai10B22408 Araip.B10 22408 p2 (TA)6 12 110553896 110553907 AAAAACTAAATCAACTTGCACCG ATGGACGTGATGAGTGCAAC 196

Ai10B22417 Araip.B10 22417 p2 (TA)6 12 110580773 110580784 TTGCATACGGCATTACCAAA AAAACTTCACCCAAACAAATTC 112

Ai10B22419 Araip.B10 22419 c (A)10g(A)10 21 110605018 110605038 TTTTGTTTGGTGATAAATTGAAACA CCTTGCAAACTATCGTGGGT 244

Ai10B22420 Araip.B10 22420 c (A)10tagaagttactgtggatcgggaatacgaagattttagtttcgttaaggttctgaa(T)1378 110606156 110606233 TGACGACAACGAGAAGTCCA TCCGCTAAGTATTTATCTTCCACA 261

Ai10B22424 Araip.B10 22424 p3 (ATA)6 18 110635948 110635965 CGTAGTTGAATAACACAACTTTTTCAT CCGGAAAATGAAAGAACGAA 217

Ai10B22426 Araip.B10 22426 c (A)14gactcgtgatgcaatttttttaattttaaaaatatttgtggtgaaacaaaacttaa(T)1181 110637034 110637114 ATCGCATCGCATCGTCTAAT TGCACATACTCAGTGTGCGTT 254

Ai10B22428 Araip.B10 22428 p3 (TGT)6 18 110643448 110643465 ATTTATAGCCGTCACCCAGC TCCTGTTCTTATAAACAAACGCA 262

Ai10B22431 Araip.B10 22431 p3 (GAG)7 21 110651876 110651896 AGAACTCGGTTCCGAGAAGG CATCTGATTCGGGTACCTCTTC 280

Ai10B22432 Araip.B10 22432 p3 (GAA)6 18 110652052 110652069 AAACCAGAGGAGGAGGAGGA CAAGAGAGTGGTAAGCCGGA 277

Ai10B22433 Araip.B10 22433 c (CT)10(AT)6 32 110656447 110656478 TGCTTTTTCATCCCCTCATC GTGAGAGACGTATCCACGCA 270

Ai10B22435 Araip.B10 22435 p3 (AGC)5 15 110661262 110661276 GGGTGGAACAGGGGTTAAAT AAAATGTGAATGGCGAGGAG 275

Ai10B22445 Araip.B10 22445 p2 (GA)6 12 110695705 110695716 TTTTTGAGTGAGGGAGAGATGTT CTTTTTGTTTGTTTCTTATCTTTTTCA 267

Ai10B22450 Araip.B10 22450 p2 (GA)14 28 110736989 110737016 AAAGCTTTGTGTGGTAGGGTG CCCCTTTTGCCACACTTTTA 275

Ai10B22455 Araip.B10 22455 p2 (TA)6 12 110741637 110741648 TTGTGAACTAAACATCGCAAGG TGTTTAAGCTCTCCCAACGG 244

Ai10B22457 Araip.B10 22457 p3 (CTT)5 15 110745837 110745851 AAGCGGAGGTAAAGGTGGAT TTTTCGTCCCCAACCTTTTT 214

Ai10B22464 Araip.B10 22464 c (TCA)6tc(T)10 30 110769643 110769672 CCTCCTCATCTTCTGCTGCT TTCATCCTCTTCCAAGTAATTTTG 187

Ai10B22466 Araip.B10 22466 c (TCA)7ccatcttcatcttctttttttttattcatc(T)1061 110770025 110770085 TCCTCCTCAACTTTTGCTGC TTTGCAACATTATGTGCTTCTTC 193

Ai10B22468 Araip.B10 22468 p3 (TCT)5 15 110772360 110772374 ACCACCATCACCTCCTCCTT TGATGGGGTAAGAGGTGGAA 277

Ai10B22469 Araip.B10 22469 p3 (TCT)5 15 110772925 110772939 AAGCACAGACCAAAAATGCAC AAAACAAGAAGAATCATGAGAAGG 171
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Ai10B22470 Araip.B10 22470 p2 (AT)17 34 110774006 110774039 GCATATGATGCATGCCTGTC CGAGTTTCCCTTGGTAGACG 196

Ai10B22471 Araip.B10 22471 p2 (CT)10 20 110777042 110777061 TAACAGGAATGGGACCCTCA AGAGGGGGAAGGAAATAGGA 269

Ai10B22472 Araip.B10 22472 p2 (TA)6 12 110777585 110777596 TTTTCGTCCTCGAAAATTGA TATAACCTTTTGCCGGCTTG 251

Ai10B22473 Araip.B10 22473 c (AT)12caaatcgctcaatggtgtttgctaaaccattggactgtcccccgacgcgcatcaccatgagtctatgcatagttttttctc(AT)10125 110781404 110781528 AACCCGACAAGTCCAGTTTG CTACGACGTAAGGGTGACCG 270

Ai10B22474 Araip.B10 22474 p4 (AAAG)9 36 110784210 110784245 TTTTTCGAAAGTTTTGGGTCTT GCAGAAAATGAGAAGGAAGAAGAG 253

Ai10B22480 Araip.B10 22480 c (ATC)13(ATT)8 63 110805644 110805706 TCGTTTTGTTGAATTTGGAGG GGGTATAGTGTGGTGTCAAGGG 278

Ai10B22482 Araip.B10 22482 p3 (TTC)5 15 110809944 110809958 GGCAAGGCACAAACAAAAAT CAATCCTGCTGGAGCAACTT 229

Ai10B22484 Araip.B10 22484 p2 (AT)7 14 110832503 110832516 TTTGGGTTTCTTCCATTTCG TATGCACATCAGTCCCTTGG 215

Ai10B22486 Araip.B10 22486 p3 (ATT)5 15 110833695 110833709 TTGGGAAGTTTATTGCTTTGG CCTGCATCAGTGTTTATGCG 277

Ai10B22491 Araip.B10 22491 p3 (AAG)6 18 110842079 110842096 TGTGGTGTTGATGATGACGA TGGCCATCAATAATTTGCAT 173

Ai10B22494 Araip.B10 22494 p2 (CT)14 28 110846860 110846887 GTTTTAAAAGGCCCTGCCTC TGCTTTCAAAAAGTTCATACCC 252

Ai10B22495 Araip.B10 22495 p4 (AAGA)7 28 110847526 110847553 CAAGAATGGGGAGACAAGGA TCTGCACAACACAAACAGCA 262

Ai10B22497 Araip.B10 22497 p4 (TTAT)5 20 110850631 110850650 TGAACCATCCATCAATTAGAGGT CAGATGCCATGACAAAACCA 280

Ai10B22498 Araip.B10 22498 p4 (TTAT)5 20 110855087 110855106 TGAACCATCCATCAATTAGAGGT CCTTAACGTTGGGGACAAAA 269

Ai10B22500 Araip.B10 22500 p2 (TA)12 24 110860488 110860511 TTTATTTTCATCATTGCCAAGGT CCCATGCTGCTTTTGTCTTT 259

Ai10B22504 Araip.B10 22504 p2 (CT)14 28 110876678 110876705 TCGCTGCTTATCCCGTTACT CTCATAGCGACGGCAACTAA 175

Ai10B22506 Araip.B10 22506 p2 (AT)9 18 110889631 110889648 AACGCAAAACAAAATTACACG CACAACTTGAATACACACAATCCTT 218

Ai10B22509 Araip.B10 22509 p2 (AT)9 18 110901466 110901483 TTTGTCCCCACACTTAGTTGTT AACCAAAGGCTACATCTGTTCA 273

Ai10B22510 Araip.B10 22510 c (TA)8(CA)7 30 110906513 110906542 AAAGTGTTATTTTTCATTCATTGTTTG ATCATGAGTTTGTGGGAGGG 259

Ai10B22511 Araip.B10 22511 p2 (AT)8 16 110910596 110910611 CTGATGCTGATCCCACCTTT AGCATACCACATCAGCTCCA 142

Ai10B22516 Araip.B10 22516 p3 (TTC)5 15 110957210 110957224 CCTCCAAGGTTGAAACCAAA CATGTTGGGTTTTGCATGAG 103

Ai10B22517 Araip.B10 22517 c (A)10cacgaaaaagagggggaag(A)1039 110962183 110962221 TTTTGGAGTTCTCCTTGCGT TTCTTGTTGTCTCCTTATCGGAA 217

Ai10B22519 Araip.B10 22519 p2 (CT)21 42 110964767 110964808 GAAAAATCCGGCGGTAAAAT TAGTGGCTGCAGGATGACAG 265

Ai10B22520 Araip.B10 22520 c (TTA)44ttgagtggc(TA)7155 110970156 110970310 TCTCCAACGTTTCTCTCTGTCA TGTTGGATCACCCCTCTTTC 258

Ai10B22524 Araip.B10 22524 p3 (CAA)5 15 110973089 110973103 TTTTAATCCCAAACCCACCA GCGGTGGTTTCAGACAATTT 204

Ai10B22525 Araip.B10 22525 p2 (AG)6 12 110973628 110973639 CTCTCGCTGACACAGAGCAC ACCGCTACTAACCCCATCCT 252

Ai10B22528 Araip.B10 22528 p4 (ATAC)6 24 110989413 110989436 GCGAAGTGGTTATCGGGTTA TCATGTTGAGAGGAAACTAAGTACA 279

Ai10B22529 Araip.B10 22529 p2 (TA)18 36 110989602 110989637 GCGAAGTGGTTATCGGGTTA TCATGTTGAGAGGAAACTAAGTACA 279

Ai10B22530 Araip.B10 22530 p2 (GA)7 14 110992163 110992176 AACCTGGTGTGCAGAGGAAC CTCTTCTCTTTCCCCCAACC 276

Ai10B22537 Araip.B10 22537 p4 (TTTA)5 20 111010712 111010731 GGGTTAGCATATGACCCCAG TGCAAGTCCCCTAAGCATTT 216

Ai10B22540 Araip.B10 22540 p3 (TCC)6 18 111023007 111023024 GTTTCTACGAGAGGGGGTCC AAGGCTCATCAACACCCATC 252

Ai10B22544 Araip.B10 22544 p4 (ATGT)15 60 111029657 111029716 CAGTTTCAGCGAAGTTGGGT ACGCAAAGAAAAGCCTAACG 221

Ai10B22547 Araip.B10 22547 p2 (AT)10 20 111057441 111057460 AAAGTGCACAATTAAAAATCCAAA TCTTATTTGATCGACATCAACG 168

Ai10B22550 Araip.B10 22550 c (AG)6tgcaatttccatgagcgcttgtaccgttacagtggcccccacactcattaggcatttctcagtctctgcctcaacggctactttctcttggttagtgt(TA)7124 111060862 111060985 TTCTCGTTTTCTTTCGTTTCA CTTTCGGGCTTTGTTGTGTT 202
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Ai10B22555 Araip.B10 22555 c (A)12ctcttttttacttctgaaacaacaaagtgctgg(TGA)972 111084747 111084818 CACAGAACCAACCCAACTGA CAGAAAATTCGAAGACCCCA 263

Ai10B22556 Araip.B10 22556 p3 (CAA)7 21 111087065 111087085 GCACCACCACCATATTTCCT ATTGCAGTGTCTTCTCCGCT 242

Ai10B22557 Araip.B10 22557 c (AG)11aaaggagttggcagagttgaaggactctagcggcggtgacgagctcagaaaatggaaggagagagaggatggggttaatga(TGG)6121 111087640 111087760 TGTCAGCCATGCTGTATGAA CTCCTTACCACCACCACCAC 237

Ai10B22559 Araip.B10 22559 p2 (TA)19 38 111092215 111092252 GAATGTCATGCAATGCAACC TTTCTTTCCCATCTCATTTGC 218

Ai10B22562 Araip.B10 22562 p2 (AG)6 12 111099178 111099189 AGGGCAAAGGAAAGTCAAGG GGCCCAGATCCAAGTACAGA 234

Ai10B22567 Araip.B10 22567 p2 (TA)8 16 111109310 111109325 TCGAATGTATTTTGTGTAGTTTACCC TGAAATATTTTTCCCCGCAG 155

Ai10B22568 Araip.B10 22568 p3 (TAA)9 27 111109518 111109544 TGGCTTTATGCCACGACTTA TCTTGCCATGCTTGAACTTG 119

Ai10B22571 Araip.B10 22571 p4 (TTAT)5 20 111115371 111115390 CAACAAAGAGGCCCAAACAT TACCGATCGCCAAATCGT 124

Ai10B22573 Araip.B10 22573 c (TA)8tg(TGTA)8 50 111119654 111119703 AGGTAGGCCTGGTGTGATGA TGCAAGCCATTCACAACAAT 275

Ai10B22577 Araip.B10 22577 c (CTT)5tttcttcatcac(CAT)6cttcttttttattcttattcatctttttttttcttattttatcttctcaagtttcttcttattttactcttttaacaagaataaaat(A)10142 111144376 111144517 AAAACTCTTCTTCTCCCTTCTCC TCCTTATTTCTTTCTTTCTTTTAGTTG 275

Ai10B22578 Araip.B10 22578 c (T)10catcatcatcaccattttcttcttttttttattcatcttttcctttttgttttactttctcaagtttcttcttgttttactctcttactaacaccacctt(CTC)6128 111144801 111144928 CCTCCTCATCTTTTGCTGCT CTGATGATGGAGGTGAAGGAG 223

Ai10B22579 Araip.B10 22579 c (ATC)7(T)11 32 111145374 111145405 TTCTCCCTCCTCCTCATCTTC TCCAAGTAATTTCGTGCCATT 183

Ai10B22580 Araip.B10 22580 p3 (TCT)5 15 111150676 111150690 GTGATGGCTGCACTTTCTGA GGATCCCTGTGGTGAAGAAA 245

Ai10B22581 Araip.B10 22581 p3 (AAT)15 45 111154278 111154322 CGGCGTGTTGAAGAAGAAG TCCAGCGAACAAGTCGAAAT 255

Ai10B22587 Araip.B10 22587 p2 (GT)8 16 111184550 111184565 CACCATTACCACCACCAACA TCATGTATTGGCCACTTGGA 228

Ai10B22588 Araip.B10 22588 p3 (CAT)5 15 111192748 111192762 TAAAGTTGAAAAGCACGGGG GATACTCGACCCTTCGGTGA 248

Ai10B22591 Araip.B10 22591 c (ATT)6g(TTA)5 34 111201157 111201190 TCTGATTCCCACAGTCATGG AAATTTTTCGTTTGAATTTCACTTT 256

Ai10B22596 Araip.B10 22596 p2 (AT)6 12 111207451 111207462 CTCTTCTTCCTTGCCATTGTG CAGCTTGCAACGGTTTATGA 218

Ai10B22597 Araip.B10 22597 c (A)12gggacagcagcattaaatttgtaacaatttatagttggttcattcattcattcttatatatatgg(T)1087 111209247 111209333 CCATGAAGAGAGCAATCCAAG AAGCCCAAAATGTAAAGATTCG 277

Ai10B22602 Araip.B10 22602 p3 (TCT)6 18 111223158 111223175 ACAACCCTCTCACCCCTTCT CTGAATCCATCTCTTCCCCA 269

Ai10B22605 Araip.B10 22605 p2 (TG)6 12 111230596 111230607 AGGCGTCTGGACTCTTGAAA AAAAGTGCAACGCTCAAGGT 272

Ai10B22606 Araip.B10 22606 c (A)11gcatcaatattaacaagggcaaactagcaacatatcatatacagcaagttctaattttcatgc(A)1286 111234311 111234396 CCACAAATCCAGCCCAATAC GCTGGTGCCATAATGGTTTT 185

Ai10B22609 Araip.B10 22609 p2 (TA)8 16 111246850 111246865 TCCTCTCAGCAGAAAACGGT GGAGAAACGACGTAAGCCAG 244

Ai10B22612 Araip.B10 22612 c (A)10tatcccccattcgctctccatcttcgtcgcaagtccccctatttaattgcagatacccacgattatttatggatattctttaaaaatt(A)11109 111263247 111263355 CCCTTTTTCCGTCCTTCACT CGCATTTGCGTAATTTCTGA 256

Ai10B22613 Araip.B10 22613 p2 (AT)6 12 111264143 111264154 TGAGCTATTAAAAATGCGCAAA ACATACACAGCACGCGTTTC 237

Ai10B22615 Araip.B10 22615 p3 (ATT)11 33 111267718 111267750 GACCCAAACTTTTGAAAATTGA GCTTGTATAAGGTGGGTTATGTG 259

Ai10B22616 Araip.B10 22616 p2 (TA)13 26 111276081 111276106 CACATGTTGTGTAACGGCCT ATTCCAAGTCGCGTTGAGTT 270

Ai10B22619 Araip.B10 22619 p3 (TTC)5 15 111289406 111289420 TCCATCTCCTCACCTCCATC AATGGTGGATTTGGGCATAA 203

Ai10B22622 Araip.B10 22622 p2 (TA)9 18 111303884 111303901 TGGTTATTAAACTGGTTAAGTTAGTGG CGTGGGGGTTGAGAAGATATAG 278

Ai10B22623 Araip.B10 22623 p2 (TA)12 24 111310722 111310745 TGACTGTTGCATCGCATTTT CACGTCATCCAATCACAACC 135

Ai10B22624 Araip.B10 22624 p3 (TAA)6 18 111314008 111314025 GAGAACGATCCGAGGTTGAA CGTGCTCATTAAAACGGTTG 266

Ai10B22626 Araip.B10 22626 p3 (TGG)6 18 111315230 111315247 ATGTTGGTGTTGGTGGAGGT TAACGTTGAGGGCCAGAATC 189

Ai10B22628 Araip.B10 22628 p2 (TA)7 14 111324476 111324489 TTTCAGATGCAGGACGTGAG ACAACCCAAAAGCAACAACC 213

Ai10B22632 Araip.B10 22632 p3 (AAT)6 18 111336464 111336481 CCGTGACACAAAAATTTCTCAA CATTTAGTCGAAAATGACACGG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B22634 Araip.B10 22634 c (T)10c(T)10 21 111347136 111347156 AATCACGTGTTTGTGGGTCC GACACAGGCAGTCTCAATGG 219

Ai10B22637 Araip.B10 22637 c (A)11g(A)11gatgaataag(A)1043 111351676 111351718 CAAATGTAAGTTCATCCTCTTCCAA TCATTTTCTGCTGCTGCTTC 203

Ai10B22638 Araip.B10 22638 p3 (AGG)7 21 111352181 111352201 TGATGGAGGAGAAGGAGGAA CACAAAGATATTTGAGTGTAGCACG 240

Ai10B22639 Araip.B10 22639 p3 (ATG)6 18 111352581 111352598 GCAAATGTAAGTCCATTCTCTTCC CCCTCCTCTTCATCTTCTGC 196

Ai10B22643 Araip.B10 22643 p2 (AT)6 12 111363674 111363685 CGTTCTCTTCCTTCTATGCGTT GGTGGCAGTAACGATGATGA 218

Ai10B22644 Araip.B10 22644 p3 (TCA)7 21 111363859 111363879 TCATCATCGTTACTGCCACC TCAGGAGATGAAGAGGGAGAA 265

Ai10B22645 Araip.B10 22645 c (TCT)6ttttt(ATC)641 111364052 111364092 TTCTCCCTCTTCATCTCCTGA TTTCAGCATTATGTGTTTCTTCG 197

Ai10B22646 Araip.B10 22646 p3 (CTT)6 18 111364438 111364455 GGATGAACCTACATTCATTCAAC GAAGAGGATGATGACGATGAAA 252

Ai10B22648 Araip.B10 22648 p3 (CTT)5 15 111364836 111364850 TTCAAAACTCTTCCTCTTCCTCA TGCTGCATTTGTTTTTCTTTTT 269

Ai10B22651 Araip.B10 22651 p3 (ACC)5 15 111372136 111372150 CCCACGAATATCCACTTGCT TCACATCAAGCTGATGGAACA 232

Ai10B22652 Araip.B10 22652 p3 (AGA)5 15 111372874 111372888 TCAAACAACACAGCCCCATA CTTTCACCACTGCCTCTTCC 233

Ai10B22654 Araip.B10 22654 p2 (CT)8 16 111376484 111376499 TGGCAACATAAAGAAATCAACG AAGCTAGGGGAGGGAAATCA 235

Ai10B22655 Araip.B10 22655 p3 (TTA)7 21 111377759 111377779 TACTTTGGGGCATTTTGTCC TGGGTTTGGCAATATTTGGT 211

Ai10B22657 Araip.B10 22657 p2 (TA)6 12 111386473 111386484 CACAACATTGATGCAAACCA TGATAGGCAAGGCATGAAAA 268

Ai10B22660 Araip.B10 22660 p3 (ATG)12 36 111392999 111393034 AGAGAGGTTGGAGCACCTGA ACAGGAGGCAGATGAGGAGA 161

Ai10B22662 Araip.B10 22662 p3 (TTC)5 15 111397493 111397507 TTGAAAAGGGATCGAGATGG TGAGCTTGTGCTGCTTCTGT 192

Ai10B22663 Araip.B10 22663 p3 (TTC)5 15 111399603 111399617 TTGAAAAGGGATCGAGATGG TGAGCTTGTGCTGCTTCTGT 192

Ai10B22665 Araip.B10 22665 p3 (ATT)15 45 111404723 111404767 TCAATTGTTCCCTCGACTCC TTCCAGCAACAAATTCAGCA 238

Ai10B22669 Araip.B10 22669 p2 (AT)29 58 111411378 111411435 GCAACACCGATCCAAAGTA GCTTATTGTTTCCTCGCCTTT 280

Ai10B22677 Araip.B10 22677 p2 (AT)7 14 111433700 111433713 CACCTTTTACTCCCTTGGCA AAGGAACCCTATCAAACTGAAGAA 155

Ai10B22679 Araip.B10 22679 c (A)10gaggagaagaagaaaaaacaaaagaagaataaaaataaaaatagaaag(A)1068 111440421 111440488 GAAAGAGAAGAGCAGGTGGC TTTTTCACTACAATGTCGTTCTCC 252

Ai10B22682 Araip.B10 22682 p2 (AG)7 14 111442059 111442072 ACGATGAAGTGGGTGAGGAG TCACCATCAGTATCACCATCAA 191

Ai10B22683 Araip.B10 22683 p2 (CT)17 34 111443073 111443106 TTGGAGCCAAAATAAGACCG CTAATCCCCATTTCAGGCAA 210

Ai10B22686 Araip.B10 22686 p2 (AG)11 22 111459904 111459925 AGCGGTTTGCTTCTACCAGA TGCATGAAGTGTGAAGCAAG 273

Ai10B22688 Araip.B10 22688 p2 (AT)6 12 111462218 111462229 AGGAAAGCAAGGCACAAGAA TTTGACCCCACAAAACATGA 261

Ai10B22690 Araip.B10 22690 p3 (AAT)6 18 111467931 111467948 GGAATCGAGTCCCAGCATA GATGTCCGAACCCTCAAAGA 179

Ai10B22691 Araip.B10 22691 c (A)19ca(ATG)5 36 111468200 111468235 TCTTTGAGGGTTCGGACATC GGTTCAACTAATCCATCCAGAA 255

Ai10B22699 Araip.B10 22699 p2 (TA)9 18 111529531 111529548 GGGTTGTGTGTTCTTTGGCT CGTTTTTCATAATCACAACAATCC 206

Ai10B22701 Araip.B10 22701 p6 (AAAAAC)5 30 111537104 111537133 GGGTTATTGCCAAGAGGGTT CTAATCGTCAAAATGGCGCT 280

Ai10B22702 Araip.B10 22702 p3 (CTT)5 15 111544719 111544733 ACCAAAATCGTACGGAGGTG GAGTGTTTCTGCTCTTGCGA 123

Ai10B22703 Araip.B10 22703 p2 (TA)7 14 111545948 111545961 TTGCCCTTGATATGTCTCCC AAAAATCTCATGACTCACAAATTCA 255

Ai10B22705 Araip.B10 22705 c (CG)7cacacacacaagggaaga(AG)644 111563275 111563318 CACATTACACCCACCCCTCT CTTCTCTCTCACACCGGCTC 250

Ai10B22706 Araip.B10 22706 c (T)10gggcaaagcatctaagtagaattttatccttggtatttttttttgtcttttgttgtccttatatggaagtaag(T)1093 111573692 111573784 CCATGGAGTTTTCTGCAGGT TGAAATTTGACCTGAATTGCC 267

Ai10B22707 Araip.B10 22707 p2 (CT)6 12 111575148 111575159 TCCCAGTGATTTCTGAAGCC TGAATAAAAGTGGAAGGGAAGC 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B22708 Araip.B10 22708 p2 (TA)7 14 111581923 111581936 CAAAATCCAGTGAGGGTTCAA GCATCATGCAATTCCAATTTT 230

Ai10B22710 Araip.B10 22710 c (TC)9cttctctctctctgtctctctctccttctctcccc(CT)665 111584126 111584190 TTTCCTTTTTCTCCACCTTCC GGGGAGAGCAAAGGAGAGAG 270

Ai10B22711 Araip.B10 22711 c (CT)12tttctctctttctatctctcgctcctctcaattttatttccttctt(TC)682 111584534 111584615 ATTCCGCTCTCTCCTCTCCT TCTCTCTCCCTCTCTCTTGCTT 266

Ai10B22712 Araip.B10 22712 p2 (GA)9 18 111584891 111584908 GGAAAGAAAGAGGACAAGGAGA CGCTCTTTTTCTCTCCCCTC 137

Ai10B22717 Araip.B10 22717 p2 (AT)10 20 111591396 111591415 AATGAAGGAAGTTGGTGCAA GCCAGACGCATATCATCTCA 270

Ai10B22718 Araip.B10 22718 p2 (TA)9 18 111595304 111595321 AGCTCAAAAACCATGTTCCA CGTCCGACTAGACTGGCAAT 262

Ai10B22719 Araip.B10 22719 p2 (TA)7 14 111597768 111597781 GTTGACCATCCGTTTCAAGC TTCTTAGAAAATACAGGAACACGA 277

Ai10B22720 Araip.B10 22720 c (T)10gtttatatatatgcctata(T)1039 111601435 111601473 CACCATTTACATTGGGGCAT TTAAGTGTGGGGAAAGTGGG 242

Ai10B22724 Araip.B10 22724 p3 (GAA)5 15 111618383 111618397 TGCAATGAATGAAAGTATGCAA CTTGAAAATAGCCCAACCCA 278

Ai10B22727 Araip.B10 22727 p2 (AT)8 16 111637109 111637124 CGACAGACCTACACAGGCAA AATAAAGGAGTGGTGACGGC 239

Ai10B22730 Araip.B10 22730 p2 (CT)6 12 111646606 111646617 TTTCTTACCTTTTTCAAAACCACC GGGTTCAAATTTGGGTGAGA 254

Ai10B22733 Araip.B10 22733 p3 (TAT)5 15 111654211 111654225 GAACCCCCTCTTCCATCTGT GTTCTTGTCCTTGCTCCTGC 147

Ai10B22734 Araip.B10 22734 p2 (AT)6 12 111663191 111663202 GGGGTAATTCAAAACCGGTAA GACTGGTTACCTTCGCAAGC 155

Ai10B22740 Araip.B10 22740 p2 (TC)17 34 111717168 111717201 CGAAAATTCTGCGTTTTGGT AAAGAGAAGGGAGAGGTGGC 242

Ai10B22742 Araip.B10 22742 p2 (TA)6 12 111722280 111722291 TGGCCCGTAGACTTTCTCTT CACGCATTTGAATAGGCTTT 132

Ai10B22748 Araip.B10 22748 p3 (TGA)6 18 111768414 111768431 GATGTCCCTCTTCCGACAAA AATTAGCCATTCGTGGGTTG 261

Ai10B22749 Araip.B10 22749 p3 (ATT)5 15 111768981 111768995 TAAATGGGTGGACAAGCCTC CCTTTAATTGGCACATGGCT 273

Ai10B22750 Araip.B10 22750 p3 (GTG)5 15 111774713 111774727 TGGTGTCCCGTCCTACTTTC TCTACCACCACCACCTCCAT 150

Ai10B22751 Araip.B10 22751 p2 (TC)9 18 111777308 111777325 TGACTGGTAGCGATGTGCTC CACACATGCGAAGAGAGGAA 198

Ai10B22760 Araip.B10 22760 p3 (GGA)8 24 111800826 111800849 GAGAGGGAGAGGGAGATGCT AATTGGCGTGAACCTCAAAG 178

Ai10B22765 Araip.B10 22765 p3 (GTA)9 27 111813311 111813337 AAACAGGTATTTGGCAACGC CAACACGGATATTTCACCTCAA 215

Ai10B22766 Araip.B10 22766 p4 (ATAC)20 80 111814711 111814790 TTCGCTTCAAATCGAAAACC TCCGATCGGCCTCATATTTA 257

Ai10B22769 Araip.B10 22769 p3 (GTA)9 27 111826492 111826518 AAACAGGTATTTGGCAACGC CAACACGGATATTTCACCTCAA 215

Ai10B22770 Araip.B10 22770 p2 (TA)9 18 111826930 111826947 CCTACCATGCGGAGCTTTAC TCGACTGCAATGCATTTTTC 154

Ai10B22771 Araip.B10 22771 p4 (ATAC)20 80 111827151 111827230 CAACCTGCGAAGTTAAGGCT GCGAAGTTTAGCTTTTGGGA 270

Ai10B22775 Araip.B10 22775 p3 (GAA)5 15 111841119 111841133 TCGCTCTTGCTCTGATTTGA CCGCGCCATTTACTTATAACA 264

Ai10B22776 Araip.B10 22776 p2 (TC)7 14 111842103 111842116 TGGCATTTTACTTCGCATGA GCCTAGGAAGCAGAGAGCAA 280

Ai10B22777 Araip.B10 22777 p2 (AG)7 14 111845315 111845328 GTGATGGGAGAGGAACCAGA GTCGTGATGGGCTTATCGTT 219

Ai10B22781 Araip.B10 22781 p5 (TCAAT)5 25 111856167 111856191 ACCAAACCGAACACATGGAC TCAATTTGATGAGGTTTGGATT 261

Ai10B22782 Araip.B10 22782 p3 (AGA)8 24 111856516 111856539 TGCAGAGAAGAAAAATGCGA CACGCGCCTCATATAACGTA 175

Ai10B22783 Araip.B10 22783 p2 (GA)7 14 111858410 111858423 CAGGGGTTGGAGAATACCAA TTGATTTTCAAGGCCAGCAT 237

Ai10B22786 Araip.B10 22786 p2 (CT)8 16 111873458 111873473 CACCCAACAGGCTTGTTTTT AAATTAGGGGCGAGTCTGAT 160

Ai10B22790 Araip.B10 22790 p3 (CAA)5 15 111877513 111877527 GTGCTTACATCCGGAGCCTA TGTGTGGATTGATGTGCCTT 127

Ai10B22792 Araip.B10 22792 p4 (AAAT)5 20 111880886 111880905 CGGTTTGAATTTGCGATTTT CATGTTCAATTTGTTATACATTTTTCT 255



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B22794 Araip.B10 22794 p3 (TCA)5 15 111892867 111892881 GGTTGCAAACCTTGTCCCTA GTGAATAGAAGGCAGCAGGC 279

Ai10B22801 Araip.B10 22801 p2 (TA)10 20 111934753 111934772 GCTCTTCTCTTCACCTTCACTG GCAACTGAACCAGGATACATGA 280

Ai10B22802 Araip.B10 22802 p3 (GTT)5 15 111958782 111958796 TGAACTCTTTGTGGATTTGGATT TTTCCAAGCCAAGAATGCTC 216

Ai10B22803 Araip.B10 22803 c (AT)6aataagcttagccaaaataataaaattttctaaggattttatctatagggcaccccaattgacttgaaaaa(T)1093 111963831 111963923 GTCCGACCACTCGACATTTT AGGCTCAAAACTCACATGCTT 270

Ai10B22804 Araip.B10 22804 p3 (GTT)5 15 111966443 111966457 TGTTGATGAACTCTTTGCGG TTTCCAAGCCAAGAATGCTC 186

Ai10B22807 Araip.B10 22807 p2 (GT)6 12 111972822 111972833 TTCCCTTCTCCTCTCTTCCC GCTACACCTCCCCTTTCCTC 150

Ai10B22808 Araip.B10 22808 p2 (CT)7 14 111976227 111976240 TGGCAACATAAAGAAATCAACG GGGGGATCATTCACTTCTCA 221

Ai10B22809 Araip.B10 22809 p2 (TA)6 12 111978160 111978171 TGGAACAAACCAAAGATTGC GGCTTTTCACAATCACAGCA 275

Ai10B22810 Araip.B10 22810 p2 (AC)26 52 111978302 111978353 TGCTGTGATTGTGAAAAGCC TTGAGTTTGTCGCATTTTGC 275

Ai10B22811 Araip.B10 22811 c (A)13gaaactatttctgttgcaatttcatgcacaatatatcatcttttctttttgcaactctttaggcc(T)1189 111990136 111990224 AAGTTCATAATGATATTGAAACCAAAA GGAAAGGTCGATTCCCTTTA 277

Ai10B22812 Araip.B10 22812 p2 (TA)6 12 111993315 111993326 AATTGAAACAAAATAAAACTTAGGGA TTTTATTAGTGGGGGCAAAA 280

Ai10B22816 Araip.B10 22816 c (AG)17aa(AG)6gtgaacttacatgaagaggatggcgcgacggcgagctcggcagagg(AGA)7115 112008979 112009093 GTTGCAACGACGAATCTGTG CACGATTATGGAGAGAGGCAG 211

Ai10B22817 Araip.B10 22817 c (TTC)5tttgtttgatttttttgtttttattcttgttaaaagagtaaaacaagaagaaacttgagaaggtaaaacaaaaagaaaaagatgaataagaaaaaaaaa(GAT)5129 112009994 112010122 TGAATGTAAGTTCATCCTCTTTCAA TTTCTCTTTCTCCTCCTCATCTTC 221

Ai10B22818 Araip.B10 22818 c (AAG)6aatatgg(TGA)643 112010484 112010526 TGAGAAGGTAAAACAAAAAGGAAAA CCTCTTCCTCCTCCTCACCT 123

Ai10B22821 Araip.B10 22821 p2 (AT)9 18 112012416 112012433 GGCAGTTTTGGTATGTTGGG CAGGGTTTCGGTCTCCAATA 152

Ai10B22828 Araip.B10 22828 c (T)10ctactatataaaatattttcgcatatttc(T)1251 112036461 112036511 TGGAGTGCTTAGGCCAAGAT TCGAGCAAGAAAAAGCAACA 244

Ai10B22830 Araip.B10 22830 p3 (TTC)5 15 112062049 112062063 TTTTGGAACCAACCCAAACT TCAGAGGAAGGCAAATCAAGA 266

Ai10B22831 Araip.B10 22831 p2 (TA)7 14 112068577 112068590 ATGCCATGCAATGCAATCTA CAAAATCCAGTGAGGGTTCAA 184

Ai10B22832 Araip.B10 22832 p2 (AG)17 34 112076679 112076712 CCTCAATGCAAACAACGAAA TATGAATGGAGGCCAGGTTC 125

Ai10B22833 Araip.B10 22833 p2 (TC)10 20 112076862 112076881 TGGCCTCCATTCATAACTCC CCCACCGTTTGTTTTCACTT 252

Ai10B22837 Araip.B10 22837 p2 (TA)9 18 112095633 112095650 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai10B22838 Araip.B10 22838 p2 (TA)9 18 112104509 112104526 TTTCATGTTCCCTGCTTTCA GGTTTATCAACCTCCCCACA 274

Ai10B22840 Araip.B10 22840 p3 (TTA)6 18 112118991 112119008 TTGCTGTACTGTTTGCTGTTCA TCCTGCTGCTAACAAACCAA 214

Ai10B22842 Araip.B10 22842 p2 (AG)20 40 112126541 112126580 GACATCGACGACAGTGGCTA TCCCTCATTTGTCCGAGTTC 252

Ai10B22843 Araip.B10 22843 p2 (AT)13 26 112132738 112132763 GGCAAACACTTCTTTGACTCTTT TGTATTTTTGCCGTTGCTGA 205

Ai10B22844 Araip.B10 22844 c (TA)10gtgaaagtgaaggctgggaagaagagaaagaagtgtttgtttgaaattgggggtggttggtgggttg(AAT)17138 112134356 112134493 ACTCAGCCTTACCTTTTCATTTT GCTATTATGCTCCCCTCTGC 248

Ai10B22847 Araip.B10 22847 p2 (TA)6 12 112165759 112165770 TGATATAATGGCCAATCCACAA AATGCAAGCATTCAATGATAAA 105

Ai10B22853 Araip.B10 22853 p3 (AAT)22 66 112183344 112183409 CGATCCATCTCTCAACCCAT AACAAATTGTGGTAATCTGGTGTC 268

Ai10B22857 Araip.B10 22857 c* (AAG)5(GAAGAG)7*gaagaagaagaag(AGA)890 112188311 112188400 GAGGAAGAAGAACGTGCAGC AACTCGTTTTGAATGGAGCG 220

Ai10B22858 Araip.B10 22858 p2 (TA)6 12 112191197 112191208 CTCATGTGTCGCCGCTAATA CCACTCCCACTGGAACTGAT 165

Ai10B22863 Araip.B10 22863 c (TA)6tcaatcacaaaggttttctcgtcaactactatgttgaaacccaccgcgtttaattactttatacacaaattaaactaa(AC)6tgctactactatcctatgaagaattcgaagcagcttgctaacatgtctggggatgaaggtggtgatgctgctgatgcacc(TAA)5197 112198441 112198637 CCTCACACCCACCCCACTA CACCTTCTTGTTATTGTTGCTATCAT 280

Ai10B22865 Araip.B10 22865 p2 (TA)10 20 112200828 112200847 TTTTTCAAGTGCTAAATCATTCTACT GCACTATGCCACTCCACTCA 266

Ai10B22868 Araip.B10 22868 p2 (TC)6 12 112216550 112216561 TGTCCCCAACATGGTATGTG GGATGGAGAGCAACAAACAGA 133

Ai10B22872 Araip.B10 22872 p3 (ATC)6 18 112224563 112224580 TGTCGCTCTTCCTCACTGAA GAAGGAGAAAACCAACTGCG 270
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Ai10B22875 Araip.B10 22875 p3 (AAT)9 27 112236422 112236448 TTTAAGGCACCATCAAAAATCA TGGACATCCACCTATTCAACC 219

Ai10B22877 Araip.B10 22877 p2 (CT)12 24 112250165 112250188 GCGCTGAAATATCTTTGCCT TTTGTGCAAGCAAATGGTACA 168

Ai10B22878 Araip.B10 22878 c (T)10cgtttatgaaacaaatcaaacacaggttgcgtgttaagtttgtcacatttttattgttta(T)1080 112257087 112257166 GTCAGTGAAAATCGCAGCCT TGCATTTTGCAGCTTTCAGT 243

Ai10B22884 Araip.B10 22884 p2 (TC)6 12 112276013 112276024 AGCCAATCTAACGGTGAACG GGGGGAGATTTGTTGGATTT 230

Ai10B22885 Araip.B10 22885 p3 (TCT)5 15 112279336 112279350 TGATTCCAAATTCGGTGGTT CCTTCACCTTCCTCCAAACA 246

Ai10B22886 Araip.B10 22886 p2 (AG)6 12 112285198 112285209 GGGGTTGAATCTTAGCCCAT TGATGGAGACTGGATGTAGGC 258

Ai10B22887 Araip.B10 22887 p2 (TC)6 12 112287873 112287884 TTTCAAGCCGATCTAACGGT CTCCTTTGTGAGGTCCAAGC 212

Ai10B22888 Araip.B10 22888 p2 (AT)6 12 112292575 112292586 GAATGAAACTCCCAAGCCAA TTTGGTTAGCAAACTATAGATGAAGA 264

Ai10B22889 Araip.B10 22889 p2 (AT)31 62 112294798 112294859 TGGTATTATGGAATTGATGTTGGT CCTCCGACCCAAAATTTATC 277

Ai10B22890 Araip.B10 22890 p2 (TG)13 26 112295457 112295482 CGGTGATTCATAACTTGAGCC GTGCGTACACACCCAACAGA 260

Ai10B22892 Araip.B10 22892 p2 (CT)6 12 112301314 112301325 CACTTTGACCCGCTTTTTGT CTGCGAATGTACGCAAAAGA 145

Ai10B22893 Araip.B10 22893 p2 (AG)6 12 112301467 112301478 CCCCACACACTCACACACTC TTGTTTTGCAGAGTGCAAGG 237

Ai10B22898 Araip.B10 22898 p2 (TC)6 12 112313927 112313938 ACACCTGTATGCCCCTTCAA TGGAGCATCAGTCAACTTGG 241

Ai10B22900 Araip.B10 22900 p3 (TAT)17 51 112325461 112325511 TGAAGTTAGGTAGATAATGTTTGGCA GAGAAAGTCTAGCGACCAGCA 156

Ai10B22904 Araip.B10 22904 c (A)10gaagataaatttggcctaaaaaaaaggtcaaaaaatttggatatga(T)1066 112338739 112338804 CCAATTCACCCAAAACATCC GGGACAAAAATGTCCGTGAG 278

Ai10B22907 Araip.B10 22907 p2 (AT)6 12 112366926 112366937 CCTCTCCAGCCGTTTTTGTA TTTGGGGTCTGATTCCATTT 271

Ai10B22908 Araip.B10 22908 p3 (AGA)18 54 112370592 112370645 TTACGTTGAAGGCAATGCAG ATCCAAGCAATTTGGGTCAG 219

Ai10B22915 Araip.B10 22915 p3 (GAA)5 15 112406732 112406746 CTGTTGAAAGGCATGCTTGA AGGCCGGTTCTCCAGTTAAT 250

Ai10B22916 Araip.B10 22916 p4 (ATAC)5 20 112410268 112410287 GATCCATCAATCCAGCAACC TGATTCAAATTCGTGGCTTTC 252

Ai10B22920 Araip.B10 22920 p3 (TGC)5 15 112436770 112436784 TTTGATTTTTGGGTTCTGGC TTTTTCTGGGCATGTTTGTG 177

Ai10B22922 Araip.B10 22922 p2 (GT)7 14 112442216 112442229 AATTTTGGGTGGCTAGGCTT ATGGGCTAAGGTCAGGGTG 135

Ai10B22924 Araip.B10 22924 p2 (CT)6 12 112448399 112448410 TCCCTAACTTCGTATCTTTTCAA GAAGGGGATGAGAGGAGGAG 277

Ai10B22925 Araip.B10 22925 p3 (TTC)5 15 112451072 112451086 AGCCCTCCATTCTTCCTCAT CATGACTCGGAGGTGGAAAT 263

Ai10B22928 Araip.B10 22928 p3 (TTC)5 15 112468590 112468604 AACTCAAATTTCTCTGATCCGATT CGAAATTTCTGAATTGAAACAACA 228

Ai10B22931 Araip.B10 22931 c (GA)6aagagagaaggg(T)1034 112481796 112481829 TCAAACAATCATGTCCCCAA GCCTGATTTCTTCCTCCTCC 278

Ai10B22932 Araip.B10 22932 p3 (CAT)7 21 112483461 112483481 AGTGGCATCCACAAAAGGAG GGGAAGAACTGTCTCCCCAT 279

Ai10B22933 Araip.B10 22933 c (T)11ctgggaaattgtggtttggaacttggagctatgattattatcttctctcttccctctctctactttgtttttctctgtctcacacttcag(T)11112 112485656 112485767 CTCAAAGGGATCCATAGGCA TTGGGCTAACAAGGGTTTCA 245

Ai10B22934 Araip.B10 22934 p3 (TAT)9 27 112485923 112485949 TGGGACACTCGATTTGATGA CACCAATAAAGTCGGGGGTA 263

Ai10B22935 Araip.B10 22935 p6 (TCTCTT)5 30 112486906 112486935 GGCTAATGTGAAGTCCTGCC ATGGGAAGCAGAGGCCTTAT 204

Ai10B22936 Araip.B10 22936 c (TCT)5ctctcttccctctagttttttttatatgtttttgggattgtggattgttgaaaccctggttagcccaatggcagcagcaccac(A)12110 112491259 112491368 CGGTTGTAAATTGGGGTTTG GAGTAGGCGACAGGGTTGAG 205

Ai10B22937 Araip.B10 22937 p4 (TAAT)5 20 112491505 112491524 CTCAACCCTGTCGCCTACTC TGAGAGGTGGATTTGACATTTG 216

Ai10B22938 Araip.B10 22938 p3 (TAA)19 57 112505253 112505309 AACGCAAAACAAAATTACACG AAAGGCGGAGGCTAAAAGAC 230

Ai10B22940 Araip.B10 22940 p2 (TC)16 32 112506838 112506869 TCTGCGGTTTTGCCTCTTAT CTGTGAAGAGTGGCACCTGA 229

Ai10B22946 Araip.B10 22946 p2 (TA)6 12 112544257 112544268 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B22948 Araip.B10 22948 p3 (AAG)5 15 112551720 112551734 TACCAGAAACCCCAGTGGAC TCTTGACTTTCCCATGGAGG 133

Ai10B22953 Araip.B10 22953 c (T)12ccgctacttttttttc(T)1139 112570079 112570117 TTGGCTTTTTCTGCTTGCTT TACATGTGGTGGCAATGCTT 273

Ai10B22955 Araip.B10 22955 p4 (TTTA)7 28 112577330 112577357 CCATGATGGAGAAAGGGAGA TGTTGATTCCCCTTTGGTTT 222

Ai10B22957 Araip.B10 22957 p2 (TC)6 12 112611989 112612000 GGGAATGCTTCCATTCAAAG CAATCACAAACTGAAAATACCTCAA 280

Ai10B22959 Araip.B10 22959 p2 (TA)6 12 112617748 112617759 TTTCTTTCCCATCTCATTTGC ATGGGTTTATCAACCTCCCC 267

Ai10B22961 Araip.B10 22961 p2 (TA)8 16 112639601 112639616 CTTGCCAAAAATCATATCGAA CATTTAGGTAGCATGTGTTTTTGAA 236

Ai10B22962 Araip.B10 22962 p3 (AAT)6 18 112641696 112641713 CAATGAATCATCTGCACAGACA GGATTGGTATCTTTAATAAGAGTGGC 279

Ai10B22969 Araip.B10 22969 p2 (AT)12 24 112674038 112674061 ATCCGCGGTATTTATCCACA ACAAAGGGAGGGAGACGAGT 255

Ai10B22971 Araip.B10 22971 p2 (GA)6 12 112675717 112675728 AAGACATTCGTGTTGGACGA CACACCCTATTGCATCGTCTT 254

Ai10B22972 Araip.B10 22972 p3 (TTA)12 36 112678369 112678404 GCACAAGAGACAGAAAGGAGG AGGGTCAGCACCAACTCAAA 273

Ai10B22974 Araip.B10 22974 p2 (TG)26 52 112687655 112687706 TCATGTCTTTTGGGCTGTTG TCGACTTGCGAAGTAAAGGC 115

Ai10B22975 Araip.B10 22975 p2 (TA)9 18 112690601 112690618 GACCCTCCATACCAGCAAAA CTCCAAACCCGATCTACGAA 225

Ai10B22976 Araip.B10 22976 c (TA)8tggccggccttagtttcgtagatcgggtttggagcttgttagttgtatctttggaactccgatctttatgtatatgtgatatctttccctttgatttcgt(TA)9134 112690721 112690854 CGTGTTTTGTTTATGTTTTGGG TCCCTTGTGAGCTTTTGCTT 272

Ai10B22980 Araip.B10 22980 p5 (TTATT)6 30 112716965 112716994 AGCTCAGCAAGGTCCAGCTA GGATGCTGTAAATCTGGCGT 276

Ai10B22984 Araip.B10 22984 p2 (TA)8 16 112739332 112739347 GCCAAGATGATTGGCAAAAT TACATAAGTTCACACCGCCG 194

Ai10B22985 Araip.B10 22985 p2 (TG)6 12 112743189 112743200 TTTCTATCGGAAATGGTCGC GTTCCTTCCCTTTCCAAACC 204

Ai10B22987 Araip.B10 22987 p3 (AAC)6 18 112748832 112748849 GCGCATAAGTGATTTTAACCAA TGTTGCTTTCCTGTTATGCG 230

Ai10B22988 Araip.B10 22988 c (T)10ctttc(T)10 25 112751188 112751212 AGGCCCTCCTATCCACTGAT AAGCAAGAAAAAGCAGCCAA 161

Ai10B22991 Araip.B10 22991 c (A)10ccatatgcattaatatattatgctttc(AT)1159 112769222 112769280 TTGGGTTGATGAGAAGGTGTT CTGCCCAAAATTCCCACTT 250

Ai10B22992 Araip.B10 22992 p2 (GT)7 14 112769421 112769434 AAGTGGGAATTTTGGGCAG TTTCAAGGTTGTAATGGGGC 156

Ai10B23001 Araip.B10 23001 p4 (CAAA)5 20 112819683 112819702 TTCTTAGCCCGACGATAAGC GATCCTTCCCTTCTTCGGAC 180

Ai10B23002 Araip.B10 23002 p2 (AT)6 12 112824614 112824625 TTCACCACTTACTTTGGGGC TTTGGTTTGAGAATTGGGTG 209

Ai10B23012 Araip.B10 23012 p3 (CTT)5 15 112875445 112875459 GCGTCCTTCCCTATTTTGCT AGAGATGGCCAAGGACTGTG 271

Ai10B23013 Araip.B10 23013 p2 (TC)6 12 112875566 112875577 TCCCCAACCCTTCTTCTTCT ATAGGAGGATGTGCAGGCAG 261

Ai10B23014 Araip.B10 23014 c (AT)6aaaaaaaatgatgatgaaaagaaaagaaaaaaaaatgtatatag(A)1066 112879355 112879420 ATGGGATAAAAAGGGGCAGT TTCACTTTGGGGCATTTTGT 241

Ai10B23018 Araip.B10 23018 p3 (TTA)23 69 112904041 112904109 TCGATTTTTGTAGTGTTAGCCC TTCTGATTTGAAATTCGGACG 279

Ai10B23025 Araip.B10 23025 p2 (TC)29 58 112920728 112920785 GTTGAGCAAGAACGCAACAG CTGAGGGTTGTGCTGTTCAA 200

Ai10B23026 Araip.B10 23026 c (ACA)14gcaacaacagcaacaacag(CAA)576 112932573 112932648 GCACAATCAGTCCATCCCTT GTTGCTGTTGCTGTTGCTGT 241

Ai10B23027 Araip.B10 23027 c (CAA)7taacaacagcaacaacaacagcaacaacaacag(CAA)6cagcaacagcagcaacaacaacag(CAA)15141 112932751 112932891 ACAACAGCAACAGCAGCAAC GCTTTATTTCTTCCTCGGGC 224

Ai10B23031 Araip.B10 23031 p4 (TATT)5 20 112939280 112939299 TGGTAAGAGCGGTGAAGATG TTAGTGGCACGCGTTTATTG 240

Ai10B23032 Araip.B10 23032 c (CT)8cattgcattgagtttgtcactgttgtggaatttttgctacatttga(CT)878 112941010 112941087 TCGCTCCCAATCCTATATGC TGCAAATAGTTAACTGTGTAGGAAA 159

Ai10B23033 Araip.B10 23033 p3 (AAT)7 21 112943225 112943245 CGGATAAATTGATCGGTTCG ACACCCTCACCTCACACTCC 161

Ai10B23040 Araip.B10 23040 p2 (TG)9 18 112962106 112962123 TGGTGTTAAACATGCAGATCG ACCTCAAAGGGGAGTTCACA 196

Ai10B23042 Araip.B10 23042 p3 (TTA)5 15 112967010 112967024 GATATTGGTGAAAATGGCCC CAAGTTCAAAGCACAGGCAA 226



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B23044 Araip.B10 23044 p4 (TATT)5 20 112968668 112968687 AGGAGGCTCTCACCAAGTCA AGTAAAAGCCATTGGGAGGC 272

Ai10B23045 Araip.B10 23045 p2 (TA)6 12 112969394 112969405 TGACGGAGAGTGTCCCTTCT TATAACCATGTTGCTGCCCA 162

Ai10B23046 Araip.B10 23046 p3 (ATT)5 15 112970050 112970064 CCCTCTCACCTCCTCTCCTT GCTTGTGTTGGTGGGTTCTT 238

Ai10B23048 Araip.B10 23048 p2 (AT)6 12 112980172 112980183 CTGTCATGCCTCTCAACGAA ACAAATTGCACACGGTTGAA 100

Ai10B23049 Araip.B10 23049 p3 (ACT)6 18 112983482 112983499 AATCTGCCAAACTCACTCGAA TGGGTTGTTGGAACCTCTTC 279

Ai10B23050 Araip.B10 23050 p2 (AT)6 12 112983803 112983814 CCGCATCTGAAGCCAATAAT GGGCCATCAAGAAAGGGTTA 258

Ai10B23051 Araip.B10 23051 p3 (TTA)5 15 112992735 112992749 GAAGGGAGTTTGTGCGACAT TGGAACTTGGAAGGGATGAG 260

Ai10B23053 Araip.B10 23053 c (CAT)6cttcttcttttttttattcatcttttccttcttattttaccttctcaattttattcttattttactctcttaacaagaatt(A)12111 112994100 112994210 TCTTCATCTTCCTCCTCCTCA GAATGTAGGTTCATCCTCTTCCA 225

Ai10B23054 Araip.B10 23054 p3 (TCA)6 18 112994546 112994563 TCTCGTTCCGATGTATTTTGG TTCGCTAATTTTACGGGGTTT 246

Ai10B23056 Araip.B10 23056 p3 (TCA)6 18 112998443 112998460 CGTCCTCTTCATCCTCCTCA TGCAGCATTATGAGTTTCTTCTTC 189

Ai10B23058 Araip.B10 23058 p2 (TA)6 12 113000840 113000851 AAACTCCAAGATCGACCTGC CAAGCGAAGTTGGGAAGCTA 215

Ai10B23059 Araip.B10 23059 p2 (AG)20 40 113007419 113007458 AAAATCCAAGCCCAAGACAA ATGCATGCACAAGGAAATGA 279

Ai10B23060 Araip.B10 23060 p3 (TGA)6 18 113014527 113014544 AAAAGGGACCCACTCGTTCT CTTGCGACGCGATAATTTTT 126

Ai10B23061 Araip.B10 23061 p2 (CT)6 12 113015456 113015467 CCTCAAATTGCATTAATATGGAAA CTGGAAGGCAAGGAATTCAA 274

Ai10B23062 Araip.B10 23062 p2 (AG)7 14 113017292 113017305 CCAAGGCAATTCTCTCAAGC ATGCATGCACAAGGAAATGA 236

Ai10B23063 Araip.B10 23063 p2 (AG)6 12 113042284 113042295 AAAGAGGGAAGGGATTTTCG TTTTCAAATCTTTTTCAATTAACCA 110

Ai10B23064 Araip.B10 23064 p2 (GT)6 12 113043539 113043550 ACTAGCCAGCCAAGCTTTCA GGACCGGGGTTTCAACTTAT 175

Ai10B23065 Araip.B10 23065 c (TC)10ccc(CT)8 39 113053767 113053805 CACAACGTGGTTAAGTGGCA CCTTTCTTGAGTCCAGCACC 208

Ai10B23072 Araip.B10 23072 p2 (CA)6 12 113064385 113064396 CCAACATCAGCTACAGCCAA TGTTGAGCACCCCCTTTTAG 167

Ai10B23074 Araip.B10 23074 p2 (GA)9 18 113073417 113073434 GGGGAAGGAACTGAACATGA CGCCGCTACCTTACTCTGTC 218

Ai10B23075 Araip.B10 23075 p2 (GA)11 22 113076461 113076482 TTGCATACAAAATCGTCTCTAAGG CCCCTTATTCTTCTTTCCCG 199

Ai10B23076 Araip.B10 23076 p3 (GGT)6 18 113081444 113081461 GGTGACGGAAGAGGTTGTTG TGCAGATTTGCTTCGTTGAT 280

Ai10B23080 Araip.B10 23080 p2 (AG)8 16 113086841 113086856 GGGTTGCATAGCCTCTGGTA GTGATTGTTTGGAGAGGCGT 260

Ai10B23081 Araip.B10 23081 p3 (ATT)5 15 113087528 113087542 CTGCCATTGTTAGCCCTCTC GCCAGGTGATCATTGACCTT 173

Ai10B23082 Araip.B10 23082 p2 (AT)8 16 113092725 113092740 TGTGGTGAAAGTGTGAAACCA CACAATTCAGAGTTGGTGCAA 263

Ai10B23083 Araip.B10 23083 p2 (TG)6 12 113092892 113092903 AATTTTTGCACCAACTCTGAA GCCAACCTTCACGATCAACT 158

Ai10B23089 Araip.B10 23089 p3 (TTA)7 21 113123097 113123117 GGCGAGCCAATATCCATCTA CTCCCCTGCGAATGGTATAA 276

Ai10B23092 Araip.B10 23092 c (ATAC)5(AT)7 34 113135516 113135549 AAACATGACAACACGCATGAA AAAGAGGAAGGACATATTCGATAAAA 277

Ai10B23093 Araip.B10 23093 p3 (AGA)6 18 113153101 113153118 TTGTTCAGATGAACCAAGGCT GCGACAACTTTACCGTCGAT 221

Ai10B23095 Araip.B10 23095 c (T)11ccgaaacctaagacagaaaaagcatgcacacaacagacaagaggtaacttaaaacccttatcgaaaaagggtattttttaacttaaacccttatcc(A)11118 113169571 113169688 CACTAAGGCAAAGGCTGTCC CCTTGGCCTTTTTAATGCTG 252

Ai10B23102 Araip.B10 23102 p2 (AG)13 26 113192180 113192205 ATGGTGATGACTGCGAACAA CCCCTCCAAGAACAAGGACT 166

Ai10B23106 Araip.B10 23106 p2 (AT)11 22 113204318 113204339 GCACGGAGGAAAAACAAAAA ATTTCAGAACAAGAACCGGA 176

Ai10B23112 Araip.B10 23112 p2 (AG)11 22 113255998 113256019 CACTCGACATGAGGCAGTGT CGTCCCAATATCCCTTCAGA 161

Ai10B23113 Araip.B10 23113 p3 (TAA)15 45 113260343 113260387 TCGGCCAAAGGGAAATAAAT GGGTAGGATGTAAGACCCCAA 197
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Ai10B23114 Araip.B10 23114 p3 (ATA)28 84 113263157 113263240 TCGGCCAAAGGGAAATAAAT CTCCTTCTCCTTCATTGCCA 234

Ai10B23115 Araip.B10 23115 c (ATC)9(TTC)14 69 113263662 113263730 AAAAATGCTTTGCCATCCTG AAGTGGTGGTATGGTGGTGC 229

Ai10B23116 Araip.B10 23116 p3 (TGA)6 18 113263982 113263999 GCACCACCATACCACCACTT CTCCCTCACCATAACCTCCA 258

Ai10B23117 Araip.B10 23117 p2 (AG)6 12 113264187 113264198 TGGAGGTTATGGTGAGGGAG GTGATGGGCTTCTGCTCAGT 251

Ai10B23119 Araip.B10 23119 p3 (TGG)8 24 113264557 113264580 TGGTTTGGTGTTGTTTGGTG AAACCGTCTCCGACCTTTTT 268

Ai10B23127 Araip.B10 23127 p2 (TC)8 16 113292441 113292456 TTCATCTTGCCTGGGTTTTC TGTGATTGAGATGAGGCTCG 143

Ai10B23128 Araip.B10 23128 p3 (CTT)5 15 113296214 113296228 TTCCTCCAAACCTCAAACCTT CGAAGTATCTTTTGGGAAAGAGG 212

Ai10B23129 Araip.B10 23129 p2 (GA)9 18 113297130 113297147 GAAACCAGAAGACGACGAGC TGGGTTTTCTTATATCTTTCTCAAA 234

Ai10B23132 Araip.B10 23132 p2 (CT)10 20 113308562 113308581 AACCCCTTTCGACAAACAAA GAAGCATCGACGAGAAGAGG 124

Ai10B23133 Araip.B10 23133 p2 (TA)11 22 113310086 113310107 TTGATATTGGATAGTATTGAAAGTTGA CGGTGGACCATTTTGTAACC 268

Ai10B23135 Araip.B10 23135 p2 (AT)8 16 113317628 113317643 TCAAAATGTCACGCTTCCAG GAACGACGAAGTTCGGAAGA 226

Ai10B23136 Araip.B10 23136 p2 (AT)7 14 113322398 113322411 AAAACGAGTGTTGGTTTCGG GTTATTGGAGAGCCGCCTAA 280

Ai10B23137 Araip.B10 23137 p2 (AG)6 12 113326096 113326107 AGTGACGGAAATCAGCGTGT GAACCTGGGATTGAGAGTCG 250

Ai10B23140 Araip.B10 23140 p2 (AG)6 12 113331592 113331603 AGTGACGGAAATCAGCGTGT GAACCTGGGATTGAGAGTCG 250

Ai10B23143 Araip.B10 23143 p2 (AT)6 12 113347136 113347147 ACACCTTCACACCACAAGCA TGAAGCAAGAAAAAGCAGCA 276

Ai10B23144 Araip.B10 23144 p2 (AC)7 14 113362089 113362102 GGGGCTAAGGTAAGGTGAGG GGGGACAAAATTACCCCAAT 237

Ai10B23145 Araip.B10 23145 p2 (TA)9 18 113362293 113362310 TGGGGTAATTTTGTCCCCTT TAAGTACGGGGAATTGTGGG 240

Ai10B23148 Araip.B10 23148 p2 (CT)27 54 113384989 113385042 CTCAGAAGGACCTTGCCTTG ATGCACTGGAATAGGCCATC 177

Ai10B23149 Araip.B10 23149 p2 (TA)6 12 113387944 113387955 GAATAAAGCAATTGAGCGGG TTGGTCTTCTCTTCGCGTTT 109

Ai10B23151 Araip.B10 23151 p3 (TTA)15 45 113389464 113389508 CAATGACACGTGATATGCCA TTTGCATATGTTTAATTTGGTTTG 162

Ai10B23152 Araip.B10 23152 p2 (TA)7 14 113393668 113393681 CGCAAATTAACCGTCGCTAT TTTCTCAAAATCTCTCTTATTCTTTTC 211

Ai10B23154 Araip.B10 23154 p3 (TTC)5 15 113402195 113402209 CAACCACCACTTCTCCACCT TTGCTCGTCTCTGAGCAAAA 107

Ai10B23155 Araip.B10 23155 p3 (TTC)6 18 113409392 113409409 TTTCCGTCCAGACTGCTTCT CCGAAGATTGGTGATGAACC 242

Ai10B23156 Araip.B10 23156 p3 (ACA)5 15 113409751 113409765 GTTCATGTGCGTGAACCATC ACCAACGCTCAGCTCAATCT 100

Ai10B23159 Araip.B10 23159 p3 (TAT)5 15 113417365 113417379 GGTGGATTCATCTTCCACTCA CTTGTTGCAGTTGCTTGCAT 251

Ai10B23161 Araip.B10 23161 c (T)11aaaaaaaatacaaataattagttaataaaaaagaaatttttgaaaaagaggggagatattttcgaaaatt(AG)693 113428763 113428855 CGAATGGAAGAGATGTGAGATG TTTCTTAACTTTTTCAAAACCACC 272

Ai10B23163 Araip.B10 23163 p2 (TA)6 12 113433618 113433629 TTTGAAGCATGCAAACTTGATT TTTCAACCATCTTCATCTACACAAA 252

Ai10B23165 Araip.B10 23165 p4 (AAAG)6 24 113436126 113436149 ACTTTGAGCTTGGGAGACGA AGATATTGGCGAAGAATGGC 226

Ai10B23166 Araip.B10 23166 p2 (TA)6 12 113438542 113438553 ATATCAAACTCCGACCTGCG CAACTCCCTCAATTTCAGCC 265

Ai10B23167 Araip.B10 23167 c (AT)9(GT)53 124 113440605 113440728 CTAACCTTGGACAGGCCCTC ACCGAGCACTTTAACTCCCC 242

Ai10B23169 Araip.B10 23169 p2 (TA)19 38 113454400 113454437 AGCCTGTAATTGGGTTAGCG GGTGCCAGTTTAGGGGTTTT 250

Ai10B23170 Araip.B10 23170 p3 (AGA)40 120 113456227 113456346 CAGCCCCTTTTCATTTTCAA GCTCCATCAAACATCTTTTAATTC 278

Ai10B23171 Araip.B10 23171 p3 (CAT)5 15 113475838 113475852 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262

Ai10B23176 Araip.B10 23176 p2 (AG)6 12 113505353 113505364 AATCCAGCTTGCTTCTGCAT CCAATTCAAAAATTCAACAAAGG 191
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Ai10B23177 Araip.B10 23177 p4 (AATT)6 24 113520209 113520232 CCATGATGGAGAAAGGGAGA CGAAATTAACTAAGCATTCTTTTTCC 217

Ai10B23179 Araip.B10 23179 c (A)10ttt(AATA)5aaatactaaaaa(T)1055 113522825 113522879 TCGCACCCTGTTTTTCTCTT TGCAATGAATGAAAGTAAGCAAA 194

Ai10B23180 Araip.B10 23180 p2 (AT)6 12 113523771 113523782 TGCATTGCATGATAGGTTGC GAGCTAAATGAAATGATGGCCT 277

Ai10B23181 Araip.B10 23181 p2 (GT)6 12 113527636 113527647 TTGCAAGGAGAACTAGGCAA CCCCAATATTGTTGCTGCTT 260

Ai10B23182 Araip.B10 23182 p2 (GC)6 12 113535229 113535240 CTTTTTCCGCCAAAAACTCA CAGGTTGAAAAGGGCTAGGA 269

Ai10B23183 Araip.B10 23183 p2 (GC)6 12 113539010 113539021 AGGGGCTAGGAAAGGATCAA CAACTCTAAATGGGGCCAGA 244

Ai10B23184 Araip.B10 23184 c (T)10ac(T)11 23 113552819 113552841 TCGAAAAACTCAACAAGAACAAA TCGAGTTTGGACAACTGACG 188

Ai10B23185 Araip.B10 23185 p3 (TTC)5 15 113557389 113557403 TCCTTTCTACTTCTTTCTTCCCTC TCGCCCAACAATGTAAAACA 260

Ai10B23186 Araip.B10 23186 p2 (AG)7 14 113559982 113559995 CTAGGGGCAATTTTTGGGAT GGAACATTGAACCTGGAATTG 228

Ai10B23188 Araip.B10 23188 p3 (AAT)7 21 113583567 113583587 CACGGCCTTCTATTTTACCG CCAACGCCATTTATATCCCA 241

Ai10B23196 Araip.B10 23196 c (CAC)5tatacctccatcatcatcttcttcacatgcagcag(CAA)771 113589702 113589772 CCCACCACCATCTCATTTTC CGTCGTTGATGCTGTTCAGT 157

Ai10B23197 Araip.B10 23197 c (TTG)10ctgcatgtgaagaagatgatgatggaggtata(GTG)577 113590382 113590458 GCACAAGAGATCGGAGAAGG TAACCCTCTTCATCCAGCCA 272

Ai10B23198 Araip.B10 23198 p2 (GA)11 22 113590858 113590879 TGAAGTCCCTTTCTGGGTTG TATCATCTCCTCCCCTTCCC 255

Ai10B23200 Araip.B10 23200 p3 (AAT)8 24 113594827 113594850 TTTGTGTGGCACATCATCAAT AGAAAAGCAGCTGAACAGGC 190

Ai10B23201 Araip.B10 23201 c (A)10tcctaatattttagga(AT)638 113596716 113596753 AAGTGTAGCCTTAGGTCCCTCT TGAAAAAGCAAAAATCAGTTCA 268

Ai10B23202 Araip.B10 23202 p3 (AAT)14 42 113598609 113598650 AGCAAATCCCCATTGAACAC TGCCCTGTTTCTTAACTGGC 168

Ai10B23203 Araip.B10 23203 p2 (TA)26 52 113599919 113599970 ATTTGAGCAGAGGCGCTAAA GCTCCCCATGTCATGCTTAT 224

Ai10B23204 Araip.B10 23204 p3 (ATA)8 24 113602168 113602191 TCCATCTATTACTTGAATTTGGTCC TTTTTCGCTGGACTTGCAC 260

Ai10B23206 Araip.B10 23206 p2 (AG)8 16 113611128 113611143 AGAGGTGTATGTGGTTCGGC CAGGATTCCCACCTACCTCA 228

Ai10B23208 Araip.B10 23208 p3 (TCA)5 15 113633797 113633811 TTACCGCAACTCCATTCTCC CAAGCTCGCGAGTTAGGTTC 245

Ai10B23210 Araip.B10 23210 p2 (TA)6 12 113650273 113650284 CGGTGACTGAAATTAATGACTAAAA AATGGCAAATGTGGAGAAGG 274

Ai10B23212 Araip.B10 23212 p2 (TA)6 12 113654803 113654814 AACAATCGATCCTCTTATTTCATT CGATTGTTGTATACTTGTATGGATTG 190

Ai10B23217 Araip.B10 23217 c (A)12gatgacgtt(GAA)536 113663736 113663771 TTTGGAACCACCCTCTCTTG CATTGTTGTTATTGCGGTCG 197

Ai10B23224 Araip.B10 23224 p3 (TAT)6 18 113674855 113674872 TGTCTCGCTCGATATGACTTTG CCGAATTATAATGTTGGAATCAA 195

Ai10B23226 Araip.B10 23226 p3 (AAG)6 18 113678904 113678921 AACAAGAGCGCGAGAAAGAG CAGGGCCCTCAAAATCTACA 221

Ai10B23227 Araip.B10 23227 p3 (GTT)5 15 113679227 113679241 AGACCTCCTCACCATCATCG AGGACAAACCACACACACCA 215

Ai10B23229 Araip.B10 23229 p2 (TA)6 12 113680667 113680678 CCATTTTTGTGCAGGTGAAA TTGAGATTGCAACAATAAACAAA 216

Ai10B23232 Araip.B10 23232 c (AG)7aa(AG)13 42 113690323 113690364 CAAATTCACAACTTCACCAACAA TACGTCGCAGTCTTCCTCCT 175

Ai10B23233 Araip.B10 23233 p2 (GA)17 34 113690522 113690555 AGGAGGAAGACTGCGACGTA TGGGCCCCTTTCTTCTAAGT 254

Ai10B23234 Araip.B10 23234 p2 (AT)7 14 113692219 113692232 TTGGTCATAGAATTATTAAAAGGACA CAGTCGCAGCTCAAAGAAAA 246

Ai10B23236 Araip.B10 23236 p2 (AC)6 12 113694441 113694452 TTTTTCCTAGCTACCACCCTCA AACGTCATCCTTCCCCTTCT 122

Ai10B23237 Araip.B10 23237 p2 (GT)8 16 113699769 113699784 CGAGATATTGCGGATTGGAG AAAAACCGGGCGTTAGTTTT 225

Ai10B23238 Araip.B10 23238 p2 (TA)8 16 113701030 113701045 AAAGAAGGATAGGAGTCGTGATTG ATGTCACGCTTCTGGTTGTG 232

Ai10B23246 Araip.B10 23246 c (CT)6aattttcgaaaatatctcccctctttttcaaaaatttctttttaattaactaattctttttattttatattttatatttttgatttcaaaaaaatttcg(A)10121 113791354 113791474 TTTCTTAACTTTTTCAAAACCACC GAATGAGATGGGGGAGGAAT 239



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B23249 Araip.B10 23249 p5 (CTTTT)5 25 113814249 113814273 GGTTGCACAGTTCAGCATGT TGGAGGAAAGATCCTGATGG 211

Ai10B23251 Araip.B10 23251 p2 (AC)6 12 113825951 113825962 TGATTTTAAATTAACACACCATCCA TCGTGTAAGTGTGTTGCCGT 117

Ai10B23252 Araip.B10 23252 p2 (GA)10 20 113845365 113845384 AAAATCTTATTGGAATAACAAGTTCAA AAACATAAACCGAAGATTTTCACA 219

Ai10B23255 Araip.B10 23255 c (T)10catttttttgcctataaaagaagaaaatgctaaaatgt(A)14(CA)674 113856683 113856756 TTTTTCTTCATCATCAAGTTCTTTTT CGACAACAAAAACAACAAAAATC 194

Ai10B23257 Araip.B10 23257 c (T)11attgttctccttcatgttttgtccactt(A)1049 113859991 113860039 TTTTGTCAAACTCCTCCTCTAGC TGTGAATCGAATGCTAATAATGTG 188

Ai10B23262 Araip.B10 23262 p3 (TGA)6 18 113862889 113862906 GACTCAACGGAGATGGTGGT TTGTCCCTCAAGTTTTCGATTT 245

Ai10B23265 Araip.B10 23265 p2 (AT)7 14 113877373 113877386 CCTTGCCGACCTGTAGAGAG AACGAGGCACCAAGCTAAGA 151

Ai10B23270 Araip.B10 23270 p3 (GAA)12 36 113919752 113919787 TAATGAACTCGGGGAACACC CCCATATGAGTGGCAGGTTT 261

Ai10B23271 Araip.B10 23271 p3 (GGT)7 21 113920670 113920690 GCAGCGCCTAACAGTTCTTT GGCGTTTGATCGTCTTCACT 267

Ai10B23273 Araip.B10 23273 p2 (TA)6 12 113922367 113922378 TGGTTTTTGTGAGGGTGTCT CTGCTGTCCAGCTTTGTGAG 236

Ai10B23274 Araip.B10 23274 p2 (CT)16 32 113956045 113956076 TTCTACTTCTTTCTCTCTCATTTTTCG TCCACTCAGGTTCAGGATCA 272

Ai10B23275 Araip.B10 23275 p2 (CT)6 12 113973708 113973719 ACATGGTGCATGGATGAGAA ATAGGTGAGGGGTTTTTGGG 140

Ai10B23280 Araip.B10 23280 p2 (AG)8 16 114013787 114013802 TTCATAAGCCAATTGGGAAAA GAAATCCAGCGTGGTTGAAT 271

Ai10B23282 Araip.B10 23282 p2 (CT)6 12 114022465 114022476 TTTGTGTTTGTTTCTTATCTTTTTCAA GAGGAGAGAGGGAAAGGGAA 228

Ai10B23284 Araip.B10 23284 p2 (GC)6 12 114035924 114035935 AAAAAGAGGGGGAAAAAGGG TACCAGGGAGTTCAAATGGC 235

Ai10B23285 Araip.B10 23285 p3 (TCT)12 36 114036499 114036534 ACGCCCTGTTTCTTCCTTCT CGGAGACGGTGGTGAAGTAT 129

Ai10B23294 Araip.B10 23294 p4 (AAAT)5 20 114089075 114089094 TCGAAAATCTTCACCCATTTTT TACTGGCAACTTTGCTGCAC 278

Ai10B23297 Araip.B10 23297 p3 (AGA)5 15 114103404 114103418 CAAGAACGAGGAAATGGGAA TTTCGAAAATTACTTAAAGAATCACA 277

Ai10B23299 Araip.B10 23299 c (T)10aatt(C)11 25 114122665 114122689 TATAGGGGGTTAGGGGGTTG CCCAAGTTCAGCGTGGATAC 273

Ai10B23300 Araip.B10 23300 p3 (ATA)10 30 114125972 114126001 CAGTGCGCGTAAGATTGTGT TTTTAACATCTCTTAAAGGAGAGGAC 266

Ai10B23303 Araip.B10 23303 c (A)10(T)10 20 114129142 114129161 GTCCTCGGTTTGTTTGGAGA TGGTTCAACTCCACGTTTCA 250

Ai10B23304 Araip.B10 23304 p3 (TTC)5 15 114137143 114137157 AGCCCTCCATTCTTCCTCAT GCTTTTGTCTTCCCTTTCCC 245

Ai10B23308 Araip.B10 23308 p3 (CAC)5 15 114148287 114148301 AACCCCCTCTCCACCATTAC TAAGGTCGGGAGCAGAGAGA 135

Ai10B23313 Araip.B10 23313 p2 (TG)6 12 114188668 114188679 TGTGTGTAATTCGAACCAAGC GCCAAAACGAAAACTGCTTC 257

Ai10B23315 Araip.B10 23315 p3 (GCT)5 15 114192549 114192563 CCTAAAGCATGGCTTGACGTA TGTTTGTTCTTACTTTGTTTTCATTTT 224

Ai10B23316 Araip.B10 23316 p2 (TA)7 14 114193823 114193836 GGAATTGTGGTGTCGATGTG AATTCCTCTCCCCACAAACC 235

Ai10B23318 Araip.B10 23318 p3 (ATT)11 33 114194606 114194638 AACAAAAGGCGAGCATAGAA TCCAAATAAATGATCATCACAAGA 207

Ai10B23319 Araip.B10 23319 c (ATT)5g(TTA)9 43 114197476 114197518 GTCTTCAGCAGCCAAGTTCC CACCTCATCTGTTACTATGCGTG 190

Ai10B23320 Araip.B10 23320 p3 (ACC)6 18 114200842 114200859 CGAAGAGCTTTTGACGGAGA CATCACCCTTGCATTGTTTG 278

Ai10B23324 Araip.B10 23324 c (T)15atttttaatttagttcttaatgaaagagtgaagcacctttttttttggttaattgctttactcgaattgtgcaataacaatagcaca(T)10112 114205592 114205703 GCAAATTGCTTTCAATTTTTATTTG GGAGCTCAGTATCGCAATGG 280

Ai10B23325 Araip.B10 23325 p2 (CT)9 18 114220993 114221010 TTTCTTATCTTTTTCAAAACCACC GAGAGAGGGAGAGGATTTTCG 216

Ai10B23331 Araip.B10 23331 p2 (TC)6 12 114254655 114254666 GGAGCTCGCATATTTTCACC TGGCAACTTAAATCAAAGAGAACA 278

Ai10B23334 Araip.B10 23334 p2 (AG)7 14 114271473 114271486 AGAAAGGGGCAATCATGAAA GCCCAAATTCAAGTCCAGAA 181

Ai10B23335 Araip.B10 23335 p2 (CA)7 14 114277458 114277471 CCCCAATCCTAGGCATTACA TCTGCCTCATACAATGCTGC 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B23338 Araip.B10 23338 p2 (AG)9 18 114283843 114283860 TAGCAACACGCATTTTGACC GGCTTGTTAGGGAGGAGGAG 221

Ai10B23343 Araip.B10 23343 p2 (AC)6 12 114315363 114315374 CCACCTCTCCTTGCTCTCAG CGCAACTCAGTCTCCCTCTC 140

Ai10B23344 Araip.B10 23344 p2 (TA)6 12 114321777 114321788 GAGCGTTGCTGGAGACTCTT CAGACTCGACCTGTGAAGCA 218

Ai10B23345 Araip.B10 23345 p2 (AT)9 18 114321979 114321996 ACCGTTTCGAGTGTGATGTG AGGTGATCGAAAGGATTGGA 228

Ai10B23350 Araip.B10 23350 p2 (AT)11 22 114334751 114334772 GCAAACAATGAATTTAGCAATCA CGTTGCCGGAAGTTATGTTT 208

Ai10B23355 Araip.B10 23355 p2 (TA)6 12 114362431 114362442 ATGGGTTTATCAACCTCCCC CCCATCTCAATTGTAAAGGCA 272

Ai10B23356 Araip.B10 23356 p2 (AG)7 14 114369829 114369842 AAACCTGGGATCGAGAGTCA CTTCCAGCGATTTCTGAAGC 219

Ai10B23359 Araip.B10 23359 p3 (AAC)6 18 114381148 114381165 ATCCATCACCAACAGCAACA CTCTTTTTGGCGACTCAACC 275

Ai10B23360 Araip.B10 23360 p2 (GA)20 40 114381402 114381441 GGTTGAGTCGCCAAAAAGAG CGGCTTCGGAGAGTAGAAGA 207

Ai10B23362 Araip.B10 23362 p3 (AAT)7 21 114391402 114391422 TAAAAATCTTCGCGGTTTGC CTCCAACCCTGCCTAAATGA 137

Ai10B23365 Araip.B10 23365 p2 (AC)6 12 114394953 114394964 ACTGGCACAAAAGCTGGAGT CCCCCAAGGTCTAGGGACTA 252

Ai10B23366 Araip.B10 23366 p5 (TTTTA)5 25 114398154 114398178 TGGGGTAATTTTGTCCCCTT GGGAACAAAAGTTGTTGAGGG 181

Ai10B23367 Araip.B10 23367 p2 (GA)6 12 114400445 114400456 GAAAAGCCATCAATGGGAAA CCGCACAGCTAAACCTCAAT 252

Ai10B23370 Araip.B10 23370 c (T)10aactaattaatttttattttcttttacg(A)1048 114411043 114411090 CGAAAATATCTTCCCTCTTTTTCA CCTGGACTGTTCATTTCCAA 230

Ai10B23372 Araip.B10 23372 p2 (TA)6 12 114418935 114418946 AGGGTGGTTAAGCAAAAACG AAACATGGGGTTGGTTTTGA 193

Ai10B23374 Araip.B10 23374 c (T)10cgtaaaaaaaaattaaaaataattagttaaaaaaaggaaatttttgaaaaagagggaagatattttcgaaaatt(AG)696 114441785 114441880 CTGATCATTTCCACTTATGTCCA TTTCTTAACTTTTTCAAAACCACC 269

Ai10B23375 Araip.B10 23375 p2 (TA)8 16 114446680 114446695 GGATATGGGCGCAGAAGTTA CGGCGACGTACATCCATAC 232

Ai10B23376 Araip.B10 23376 p2 (TA)7 14 114448552 114448565 TGGTCTATTGTACCCTCGCC GCGACTCTGATAGCTCGGAC 272

Ai10B23377 Araip.B10 23377 p4 (TTTA)6 24 114455286 114455309 GTAGCTTTGCTGCACCATGA TCGAAAATCTTCACCCATTTTT 276

Ai10B23379 Araip.B10 23379 p2 (AT)9 18 114484984 114485001 CATCATCCAATCACAATCCA TGGGGGAGGATCTACGATTA 259

Ai10B23381 Araip.B10 23381 p2 (AG)7 14 114488047 114488060 AGAAAGAAGGAGGTGCACGA ACCACCCAATCCCTTATTCC 219

Ai10B23383 Araip.B10 23383 p2 (TG)11 22 114518631 114518652 TGATCATGGTTATGGTGGGA CCAAATACCATTCCCACTTCC 273

Ai10B23384 Araip.B10 23384 p2 (TA)6 12 114520517 114520528 TTGGGACTCAGGGTCGTATC GGCACTTTTACCGTACTGGG 210

Ai10B23385 Araip.B10 23385 p2 (TC)6 12 114529171 114529182 AACAGCGACACTCACAGCAG CCTCTCTTCTCACCACAGCC 260

Ai10B23387 Araip.B10 23387 p3 (ACA)5 15 114547412 114547426 ATACCACTTTGTCATGGCCC TTTCTCAAAGGCGACGAACT 247

Ai10B23388 Araip.B10 23388 p3 (ACA)5 15 114548248 114548262 ATACCACTTTGTCATGGCCC TTTGACATGTTTGGTTGTGGA 222

Ai10B23389 Araip.B10 23389 p2 (TC)6 12 114551141 114551152 TACCCTCACCCTTTCCCTCT TTGTGGGTGGGTGATAGTGA 165

Ai10B23392 Araip.B10 23392 p3 (ACA)5 15 114561368 114561382 ATACCACTTTGTCATGGCCC TTTGACATGTTTGGTTGTGGA 222

Ai10B23393 Araip.B10 23393 p2 (TC)7 14 114572277 114572290 TGCTTCCAACGGATCTCTCT GCCTCCATGCTTTCTCTGTT 273

Ai10B23394 Araip.B10 23394 p2 (TC)6 12 114573373 114573384 CAGGATTGGGGGTTTAGGTT TATCTCATCACCAGGCACGA 257

Ai10B23396 Araip.B10 23396 c (A)10taaataaaaattaattagttaat(A)10gaaatttttgaaaaagagggaagatattttcgaaaatt(AG)693 114582572 114582664 CCAGGTCAATGTCTGTTCTCA CTTTTTGTTTGTTTCTTAACTTTTTCA 251

Ai10B23397 Araip.B10 23397 p2 (TC)6 12 114587587 114587598 TTGGCAGTGACCAAGTCAAG CTCCTGGGCAGCAAAAATAG 240

Ai10B23398 Araip.B10 23398 p5 (TTTTC)6 30 114592743 114592772 TGTGGCAAAGATCTGCTCTC ATTTAGGAAAAGGCGAGGGA 193

Ai10B23399 Araip.B10 23399 p3 (ACA)9 27 114594304 114594330 TCATACCAACAGATTTTGAACTTGA GATCCATGTAGCCGACCCTA 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B23403 Araip.B10 23403 p2 (AT)14 28 114618210 114618237 ACATGTGCAGCATTGTTTATCA AGAAAGTTGAAATTCTGACATGG 280

Ai10B23404 Araip.B10 23404 p2 (TA)10 20 114629051 114629070 ATCCTTGGTTCTCGGGACTT TTTGCGAAGATAACCGATCC 221

Ai10B23407 Araip.B10 23407 p3 (TTA)9 27 114633437 114633463 GGGTTACAACACCACTGAACAA GTGGGCACATTCGCTTTAT 277

Ai10B23408 Araip.B10 23408 p2 (AG)6 12 114636627 114636638 GGCTGCAGAGTGAAGCTAGG TGAAAATGGTGAAAAAGGGAA 243

Ai10B23413 Araip.B10 23413 p2 (TC)6 12 114664400 114664411 ATCCTCCACAAACCCTTTCC GAGGAACATGCATGCACATAA 264

Ai10B23414 Araip.B10 23414 p2 (TA)6 12 114668484 114668495 ACGCCACCAACACACAATTA TGTCAAGCATACCCCATAGAA 277

Ai10B23415 Araip.B10 23415 p3 (GTA)5 15 114672609 114672623 TCCCTCTGATTTTTGGAGTAAA GCACGTGGATCCAAACACTA 267

Ai10B23417 Araip.B10 23417 p2 (TA)7 14 114686798 114686811 CGTTTGGGAGATCCTGGTAA ACCACCAAGCCAAATGTCTC 230

Ai10B23421 Araip.B10 23421 p2 (CT)6 12 114693943 114693954 TTCTTATCTTTTTCAAAACCCCC GGGTTCGAATTTGGTGAGTG 279

Ai10B23422 Araip.B10 23422 p3 (TTC)5 15 114696470 114696484 ACACAACCCCTTCTCCCTCT GGGGATCTCCTTCTTCTTGG 279

Ai10B23425 Araip.B10 23425 p2 (CT)12 24 114707557 114707580 CAAACCCTCTCCCACTTCAA GAGGCTATGACAGGATCGGA 150

Ai10B23426 Araip.B10 23426 c (AT)10agaacat(AC)8ag(AC)6agacacag(AC)20agtagaacttcgctttggaaagagtctctagcatgctcagcgtcgtgcctcgcctcctgcattt(A)11180 114714567 114714746 TAGAATCGACTTGCGAAGCA CACCGTTATCATACTGAGAACCTC 261

Ai10B23429 Araip.B10 23429 p2 (AT)8 16 114729359 114729374 TTGGTGTCCTTTTGGTTTTTG AATCAAGGCACCAAACTTAAAAT 234

Ai10B23434 Araip.B10 23434 p2 (AC)17 34 114744083 114744116 GGTTTGATTTAAATAATTGAGATTTCG TAGGGGCAAGAGGTAAGGGT 209

Ai10B23436 Araip.B10 23436 p2 (CA)28 56 114750238 114750293 ACTATCCCCTGTCGTGCATC TCTGGGTAAAGTACCGTGGC 238

Ai10B23437 Araip.B10 23437 p2 (TC)7 14 114755531 114755544 TTTACAGAATACGCCCCCAG TGAAAGGGAAGTTTAGAACAAAGAA 257

Ai10B23438 Araip.B10 23438 c (A)11tcaaaaatccttctccctcatctccttctaattatttattcatctactaacatctcttcctcacatcactcaccaaaaatccgaactcc(CT)9118 114768521 114768638 TTTCGAAAATTACTAACCTTTTTCA AGGGGCATGAGGTTTATTCC 251

Ai10B23440 Araip.B10 23440 p2 (AG)9 18 114775694 114775711 GGTGAGGTAGGTGGGGTTTT CTCAGGATCTATGGACCCCA 217

Ai10B23443 Araip.B10 23443 p3 (GAA)5 15 114788121 114788135 TGTCTTGCAACAAGTGGAGG GCTTGCCTCTTGATCATCCT 256

Ai10B23453 Araip.B10 23453 p3 (TGA)5 15 114816400 114816414 TTGGCTTTTGGTTCCTCAAC AACCCCATTTCTCAAAACCC 240

Ai10B23454 Araip.B10 23454 p2 (AG)11 22 114823066 114823087 GGATCAGAGGAAAGCAACGA TATCAAAGGCCACTGGAACC 274

Ai10B23456 Araip.B10 23456 c (CTA)6tacttttcacttatcagactagagtttattgtggtttctcataacattctttaatttgaaagg(GA)693 114825085 114825177 TTTAAACACAGCCACCACCA CCCCACCCCATCTCTCTTAT 228

Ai10B23458 Araip.B10 23458 p2 (GA)10 20 114828401 114828420 TATAGTGAGGGTTGAGCGCC CTCAGTTCGCAGCATTTTCA 174

Ai10B23461 Araip.B10 23461 c (A)10g(A)11 22 114850886 114850907 TTCATCTACGCATAAACCGC ATCCAAGCTGATGCAAAACC 194

Ai10B23464 Araip.B10 23464 p3 (TTC)6 18 114858525 114858542 CATATGGCCGAACCAATACC CTTGCCCTCGAGCAATAAAC 174

Ai10B23468 Araip.B10 23468 c (CATA)8tatacatac(AT)2591 114872555 114872645 TTAAACCGCAATACCGTTCC AGAAGGAGGAGAAAGAGGCG 236

Ai10B23471 Araip.B10 23471 p3 (CTT)5 15 114878183 114878197 TGTTTTTCGTCCCAAACCTC ACGAAGGGGAAGGAAAGAAA 187

Ai10B23472 Araip.B10 23472 p2 (AC)7 14 114885882 114885895 GCCCCAAATCAAACCCTAAT CCTCCTTCCCCTATGCTCTC 185

Ai10B23474 Araip.B10 23474 p2 (TC)10 20 114894315 114894334 CTAAACCGCGTCGCTAACTC TCAACAGGGAATCGTTTCGT 208

Ai10B23476 Araip.B10 23476 p2 (AG)8 16 114903988 114904003 GCACCACGTGCAGAAAGTTA CATTGAACCAGGAATGGAGAA 257

Ai10B23478 Araip.B10 23478 p4 (AAAT)6 24 114913842 114913865 TCAAAAATTTCTCTCTCTTCTCCC TCCCACTTGGGTTCATGATT 177

Ai10B23479 Araip.B10 23479 p2 (GA)7 14 114926081 114926094 GCCTTCAGATGTAAAGCAACAA GGGAGCTCGCCAATTTAGTT 268

Ai10B23480 Araip.B10 23480 p2 (TC)9 18 114929742 114929759 AGCGATTTCTGAAGCCCTTT TGAAAGGGAAATTTAAAACAAAGAA 242

Ai10B23482 Araip.B10 23482 p2 (GA)6 12 114935877 114935888 GCAATCATGAATTGAAATGCC CCAGGAGGCATAGACCAGAG 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B23483 Araip.B10 23483 p2 (GA)8 16 114937749 114937764 TCGAACACAGAGTGGGAGAA CAAAAACTCATCACCACTTTTTCA 253

Ai10B23485 Araip.B10 23485 p2 (AG)8 16 114948037 114948052 CGGCAAAAATGATGAGGAAT CGGTAAAGCCGCTGGTAATA 238

Ai10B23487 Araip.B10 23487 c (T)12gaaaaccgaaat(TAAAA)549 114962709 114962757 CCATGATGGAGAAAGGGAGA TCGAAAATTCTCACCCACAA 201

Ai10B23488 Araip.B10 23488 p5 (TTATT)5 25 114963770 114963794 AAGAACGACTCAAAGGAGCAA TTTTGTGCGTTTTCAAATTATCA 188

Ai10B23489 Araip.B10 23489 c (T)10gccatttttttttctttc(T)1038 114979974 114980011 TGCTCTTGCCTCTTGGTTTT TGAAGCAAGAAAAAGCAGTGAA 122

Ai10B23492 Araip.B10 23492 p2 (GA)6 12 114994581 114994592 GGGGTTTGAATTTGGTGATG TTCTTAACTTTTTCAAAACCACCT 280

Ai10B23498 Araip.B10 23498 c* (A)12ctatatgcattgatgcccttgaatatattttagattgaaaagaaaaaaatgtgaaaaaaaatatatagaaaaag(A)10(AT)9*113 115015059 115015171 TGAAGATTTTTGGGAATCGG GGGACATTTTTGTCCCCTTT 187

Ai10B23500 Araip.B10 23500 p2 (CT)6 12 115021310 115021321 TCCTATCTTTTCAAAATTTGTTTCA TGAGATGGGGGAGGGATAAT 280

Ai10B23501 Araip.B10 23501 p3 (ATT)5 15 115021633 115021647 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 241

Ai10B23504 Araip.B10 23504 p4 (CATA)5 20 115042103 115042122 TTTGGCTATTGGAGATTGGG TGGAACTCTTTGTTGTTTTCCA 116

Ai10B23506 Araip.B10 23506 p2 (GA)7 14 115058405 115058418 ATGGCAATAGCCAAGCTCAC GTGCGCACTTCCTCTCTCTC 132

Ai10B23507 Araip.B10 23507 p5 (GATTT)5 25 115061726 115061750 ACGCTAGTGAAGTGGCGTTT AAACTGCAAAAGGTCGAAGG 272

Ai10B23508 Araip.B10 23508 c (TCT)7(CTT)6 39 115068679 115068717 CGCGCATTAACTCATTCTGA GAGGAAGAAGAACGTGCAGC 204

Ai10B23510 Araip.B10 23510 c (T)12ggtgac(T)14 32 115079534 115079565 AAATTGGGCTACACCGTCAG AGGAGCCATGGAAGCAAGTA 278

Ai10B23512 Araip.B10 23512 c (T)11gtgttttactcctcttaaaagaatgaaacaagaagaattatg(A)1063 115082697 115082759 TCACGCCATTCTTCTCCTTT CCTCTTCTTCTTCCTCCTCCA 265

Ai10B23513 Araip.B10 23513 p4 (TTCT)6 24 115082979 115083002 TGGAGGAGGAAGAAGAAGAGG GAGCAACAAAAGAAAGAAAGAAAAA 228

Ai10B23514 Araip.B10 23514 c (AAG)6(ATG)6at(AAG)553 115083266 115083318 TCATGAGAAGGTAAAATAAGAAGAAAA TGCACCAAAATTAAATCCAAAA 214

Ai10B23515 Araip.B10 23515 p3 (ATG)5 15 115083585 115083599 TGCAATCTGGATTTGAGCTG TCATCGTTGTCACCACCACT 195

Ai10B23516 Araip.B10 23516 p3 (AAG)5 15 115090996 115091010 TTGAGCAATGCCAAGAGTTG TGCTCTTTCCTTTTGCTGCT 196

Ai10B23521 Araip.B10 23521 p3 (TAA)5 15 115102624 115102638 GCATCAATTCCTCTTCCTCG TGGACAACCATTCCAGTTCA 279

Ai10B23523 Araip.B10 23523 p2 (AT)7 14 115104898 115104911 CAGTGGTGCTCACACTCACA CGCAATCAAACATTATTCATTAAA 219

Ai10B23533 Araip.B10 23533 p3 (AAC)5 15 115127165 115127179 TATACCGGCGCCAATTACTC GATAGCGCGTGAGAGAAACC 204

Ai10B23534 Araip.B10 23534 p3 (AAT)6 18 115131976 115131993 GCTTGCTAACTTACCCAATTAAAA CACAATTTGCACCCGTCTTA 276

Ai10B23537 Araip.B10 23537 p3 (AAG)5 15 115139081 115139095 TGCTTGAGTACTTTGGCTGAA TTTTTGGACAAGAAGTGGGC 171

Ai10B23538 Araip.B10 23538 p6 (AATCAA)7 42 115139600 115139641 CAGGTGGTGGGCAATCTACT CCATTCAAAACATGCAACCA 277

Ai10B23539 Araip.B10 23539 p3 (AAT)6 18 115140220 115140237 CGTGGTAAAGGAGCGTGAAT ATGTTGGGGTTCTACTTGCG 224

Ai10B23540 Araip.B10 23540 p3 (ATA)5 15 115141866 115141880 CCTTCGGGACCATTTTGTAG TGAAACCACCTTTTAGTAGTCGTG 232

Ai10B23541 Araip.B10 23541 p3 (TAA)14 42 115141997 115142038 TCACGAGTCACGACTACTAAAAGG TCATTCTCAATGGGTAAGATTTTT 216

Ai10B23542 Araip.B10 23542 p3 (ACA)20 60 115147451 115147510 ACCTCGTTGACTCCCATGTC CGCCGGTATTGTTTATCGTT 226

Ai10B23543 Araip.B10 23543 p4 (TTTG)7 28 115157855 115157882 ATCCGGTCTGAGATTGGTTG TTACGCTTTGGAATTCTCCG 275

Ai10B23546 Araip.B10 23546 c (TC)7ttccttctctctctttctctttctcactcttccctctctatctc(CT)13tctctttctgtcctcttctctctcccctatctgtctctttcactttctccctccct(TC)14168 115163112 115163279 TCTTTTCCCCCTCTCTCTCC GAGAGAGAAAGAAAGTGGAGGTG 258

Ai10B23548 Araip.B10 23548 c (GA)7aaggggagagataagaaaagagaagaagggga(AG)658 115163855 115163912 CCAAAGCGAGAGAGAGGAGA AACCCCGAGCAATCCTAGTT 186

Ai10B23550 Araip.B10 23550 c (A)10gaaaaaaagggttacgagggaaggggaaagggggaaggatatcatccgggggtgtttggtttgggaaagaaaaggga(GAAGG)5112 115166185 115166296 CATCCCCAACTTTTGTTTGC GGTGAACGACGATGAGGAGT 277

Ai10B23551 Araip.B10 23551 p3 (TGA)6 18 115166766 115166783 CTGAGTTCTGCATCTGGGTTC TCCCCCTTCTTCCTCAAAAT 280
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Ai10B23553 Araip.B10 23553 p2 (AT)6 12 115168694 115168705 TAGTAGAAATGGGGCAACCC GAGGCAGCTCAAATGGTAGC 249

Ai10B23555 Araip.B10 23555 p2 (AG)8 16 115173676 115173691 CGGAGTGGTCTCTCTCTTGG TCTCTAGAAAACGGCATGGAA 236

Ai10B23560 Araip.B10 23560 p2 (TA)7 14 115180224 115180237 CTGTTTGTTTGCTGCTCCAC TCCAATTAGATTTTTCAAGTGAATG 280

Ai10B23561 Araip.B10 23561 p2 (TA)10 20 115181011 115181030 CGAACCGTCCGATTTGATTA CAAGACGAAGGAGGAGACGA 197

Ai10B23569 Araip.B10 23569 p3 (CTT)7 21 115253356 115253376 CCAACTAAGTCCAACCAAGTCTC GATGGAGGAGGAGGAGAAGG 261

Ai10B23570 Araip.B10 23570 c (CCT)6tttcttattggaatttcttctcctccttccttttcatccttctcctcctcctc(CAT)9(CGT)6116 115253492 115253607 TCAATTTCGTTACCTTCATCACC TCAATATGGCAAAAATTCGATG 218

Ai10B23571 Araip.B10 23571 c (T)10aattttttcttctttatcttcttcttattttattttgtcataattcttcttgtttcactctcttgagaggaataaaat(A)1098 115254974 115255071 GCAAATTCAAAATTCCTTCTCC CCTTTCTCTTCGCGTGTTTT 280

Ai10B23576 Araip.B10 23576 p2 (AG)7 14 115273240 115273253 AAGAGAACATTAAACCTGGGATCT ATGCATCCATTCAGGGAGAG 148

Ai10B23577 Araip.B10 23577 p2 (AT)8 16 115275085 115275100 TTGCAATTCCTTGTGAGACG TCCATGGGGAGAGACAAAAC 253

Ai10B23580 Araip.B10 23580 c (A)10tttactgagttttagaattaaaataaataatacataagaaataagttgaaaattcatacaccaaattcagaaaaaaag(AT)7102 115280310 115280411 TTTGTAAATTTTAGATATTGGGCTGA AATGTTATAATTTTGTTTCGCACA 248

Ai10B23585 Araip.B10 23585 p3 (AAT)5 15 115314211 115314225 TCCTGCTTTTGACCATGACA TCATTTTAGTTTTCTCGATCATGC 210

Ai10B23586 Araip.B10 23586 p3 (AAT)5 15 115315254 115315268 TCCTGCTTTTGACCATGACA CGATCGATGATCGTAACATTC 238

Ai10B23589 Araip.B10 23589 p3 (TAA)9 27 115351193 115351219 TAATGGCTTTGGCCATTCTT ACGTACAAGTCGGATGGAGG 217

Ai10B23590 Araip.B10 23590 p3 (TAA)7 21 115359398 115359418 TTATTGGGCCAGGGTATGAA TTGGTGACGTTATGGCCTTT 253

Ai10B23592 Araip.B10 23592 p3 (AAT)11 33 115374749 115374781 TTTGTTTGTTCAGCCCATGA CGTACCAAATTGTTTTGGGG 206

Ai10B23593 Araip.B10 23593 p2 (CA)7 14 115386773 115386786 TTCATTCATCACAGTTCACATTTTT GGCTCTTCCATATCCAACCA 241

Ai10B23597 Araip.B10 23597 p3 (AAG)5 15 115390740 115390754 GCAAACTTGGCCTGGACTAT TGGCTTCGGTGGAAAGTATC 174

Ai10B23599 Araip.B10 23599 p2 (AT)6 12 115404801 115404812 CATGGTCTTCGAAAATCAAGAGT TGGAGCTAGCACCCAAGAAG 138

Ai10B23607 Araip.B10 23607 p3 (CTT)5 15 115439991 115440005 TCTTCTAAAAATTGGGGGCA AAGAAGATGGCGACAACGAC 261

Ai10B23609 Araip.B10 23609 p2 (AT)6 12 115451304 115451315 TTGGTTCAATCCAAGTTTGC TACCGGCGTTGAGTTAGTGA 270

Ai10B23611 Araip.B10 23611 p3 (AAC)5 15 115455690 115455704 CGAGTGGTTTAGTTTTGGGC GAAGAGGAAGCACGGAAAAA 271

Ai10B23617 Araip.B10 23617 p2 (AT)8 16 115469947 115469962 GCAATGAAGATGAGTGCTGC AAAGATGCGAGTTTCTTCCTTT 242

Ai10B23618 Araip.B10 23618 p3 (CTT)7 21 115475165 115475185 GCACCATCATCGATCATCAC GTTGGATGGTAGTCGGCAGT 274

Ai10B23620 Araip.B10 23620 p2 (AT)11 22 115485035 115485056 TAAATGTTTGGCACACCAGC TTGCTGACCCCTAACACTCC 146

Ai10B23622 Araip.B10 23622 p2 (AT)28 56 115498281 115498336 TGCCCCATTATATTGAGTCTCTT TTCTTCCCTTGTCGTAGCCA 168

Ai10B23624 Araip.B10 23624 p2 (AT)7 14 115511024 115511037 TGCACATAATGAAAATAGGGCA TGGCATTGTTTCTCTTGTTCC 247

Ai10B23625 Araip.B10 23625 p3 (TCA)6 18 115517482 115517499 GACTCGAGCTGACCGACTTC GGCAGTGTGAATGCTGCTTA 230

Ai10B23627 Araip.B10 23627 p2 (GA)15 30 115522505 115522534 TGGTTCGAAGAAACCAACAA TGTCCAATGTTGGCAGTGAC 214

Ai10B23631 Araip.B10 23631 c (TC)6tttctccttcctttcgtgtttctctcttcggtctcccttccagcgttagtagcacgacaactctgtctttgtcgcggacgttgtcttccct(TC)14131 115531333 115531463 TGTTCTTCTTCTTTTACCTGGTTG TGCCACCACTACCACTAGTACC 280

Ai10B23635 Araip.B10 23635 p4 (TTTA)5 20 115541519 115541538 TGTTGCTTGCAAATGACTCC CTTCCTCCCCCTCTCAAAAA 273

Ai10B23636 Araip.B10 23636 p2 (TA)7 14 115542211 115542224 CACACAGCTAGCAAGCACAAG CCTCACACACCTCTCAAATCAA 254

Ai10B23641 Araip.B10 23641 p2 (CT)6 12 115547487 115547498 AGAGAGGTGGAGGGACATCA TCTTCGACAGCAACAACGAC 269

Ai10B23648 Araip.B10 23648 p4 (TAAA)5 20 115566442 115566461 ATGGGAGCCGTAAAAGGAAT GCCGACCAACAACTACAACA 268

Ai10B23651 Araip.B10 23651 p4 (TTAT)5 20 115571034 115571053 AAGGCTGTGGGATACAGTGG AAGATGTAAGGCTCCGGGAT 180
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Ai10B23652 Araip.B10 23652 p2 (AG)11 22 115573799 115573820 GGGAAAAGGGAAGTTTAAAACAA GGCCCAGATCCAAGTACAGA 226

Ai10B23654 Araip.B10 23654 c* (T)10(TA)7* 23 115578691 115578713 TGTTTTTCGCAGTATGACGC CCATGGTATGGTCGCTTCTT 213

Ai10B23655 Araip.B10 23655 p2 (AG)6 12 115580624 115580635 GGGAAAAGGGAAGTTTAAAACAA GGCCCAGATCCAAGTACAGA 216

Ai10B23657 Araip.B10 23657 c (T)10ctttttttttgtaaaggaaagaaatggagagaaaataaatagagaggaaagtgaga(T)1076 115613848 115613923 CCTAATGGTTGTTTGGCTCC TTTTGATAAAAACGTTCTAAAATGC 280

Ai10B23665 Araip.B10 23665 p2 (AT)6 12 115665623 115665634 GGGCATTTTGTCTCCTTTTT TTGGAAATCATGGGAATTGG 201

Ai10B23667 Araip.B10 23667 p2 (AT)8 16 115685017 115685032 GCTTATCTTCACGAGCCGAG GCAACGCTCAGAAATAGCG 132

Ai10B23668 Araip.B10 23668 p2 (TA)6 12 115685158 115685169 ACGCTATTTCTGAGCGTTGC CAGTCCGTCTCTCAGGCTCT 233

Ai10B23669 Araip.B10 23669 p2 (TA)8 16 115687679 115687694 GAGCGTTGCGCTTTTAATTT CGCTAAATCCGACGGTACTC 269

Ai10B23670 Araip.B10 23670 p2 (TG)6 12 115691659 115691670 CACTTGCTGCAGGATGGTAA TCAGTTATCCAGCCAAACCC 229

Ai10B23671 Araip.B10 23671 p2 (TA)9 18 115692370 115692387 TGTTGCTTTTCAGATGCAGG TTGACTTGCGAAGCAAAGG 227

Ai10B23672 Araip.B10 23672 p2 (TA)7 14 115696613 115696626 TGCTCAGCGTTTTTCTGGTA CGTTGCAATCTTTGTTTCCA 245

Ai10B23673 Araip.B10 23673 p3 (TTC)5 15 115705918 115705932 CTCTTTTTGGCCGAATACCA CGGTCTTAGGTGCCATCAAT 161

Ai10B23675 Araip.B10 23675 p2 (CT)6 12 115710461 115710472 ACGATGGTGACGTTCCTCTC GACAAGGAAGGGAGAAAGGG 147

Ai10B23676 Araip.B10 23676 p2 (AG)6 12 115718824 115718835 TGGCTAAGAGAAGGAGGGGT GGAGATTGGATGTAGGCTGC 270

Ai10B23680 Araip.B10 23680 c (TC)13caaccatgcattttcagtgacatttcagagaacaatataatggtgaccaaggtaccatcagatttcaaatcttattctctcc(T)13121 115729305 115729425 GGCAAATCCCAATCCCTATT GGTTGGCAAGGGGATATTTT 239

Ai10B23686 Araip.B10 23686 p2 (AT)20 40 115743203 115743242 CCTTTATTTTTCTATCGTAGGGTTAGG GGGAATCAAATCTTGAACTGG 176

Ai10B23693 Araip.B10 23693 p2 (AC)6 12 115759228 115759239 GGCTTCTGATAGAGCCATCG TGGGGAATAAGGGTGTGTGT 162

Ai10B23695 Araip.B10 23695 p3 (GGT)5 15 115772291 115772305 ATTATCTCCGTCGTCGTTGC AGATATTGCCGAAGGACGC 197

Ai10B23697 Araip.B10 23697 p3 (TTA)5 15 115774409 115774423 GTTGGGTCGTTGAGTGAGGT AAAATTCCTTTCTCGTTAGCGTT 234

Ai10B23698 Araip.B10 23698 p2 (TA)6 12 115776223 115776234 TTGGGGACTCTTGTGTTTGT TGTTTAATGGGTACTTTTGTGGG 280

Ai10B23699 Araip.B10 23699 p2 (TC)6 12 115776536 115776547 TGGGTTCCGTAATTTTTCGT CGGTGAGTTTCACCTCCATT 165

Ai10B23705 Araip.B10 23705 p3 (TTA)14 42 115806250 115806291 TGCTGTATTGAGAAGGCCAA CGTTCAAACCCATTAAAGCTG 243

Ai10B23710 Araip.B10 23710 p2 (TA)7 14 115822241 115822254 GGGCTTTACTTTGCGTTTGA TGCATACAAAATTCACCACCA 124

Ai10B23719 Araip.B10 23719 c (TA)11(GA)10 42 115844968 115845009 TTGAAGGGTCAGTCCGTAGC CTCTGTGCATCGTCTGCATT 247

Ai10B23722 Araip.B10 23722 c (T)13aattgagtctttgcaccaaatttttttttaattaggtccctacactttttttttcttttatttaggtccctgtaccaattc(T)10104 115850817 115850920 TTCTACTGGTCCCTATAGTTTTGC GGGTTCCTGCACCAATTTTT 228

Ai10B23724 Araip.B10 23724 p2 (AT)6 12 115853156 115853167 GCACACCAAAATTCTGTGCTA CTTTTGGCCACCAAAGACTC 212

Ai10B23726 Araip.B10 23726 p2 (AT)8 16 115853701 115853716 TCATTCAACTCCAAACTCTGTCA TCCTATTTCTCCTCTTTCGCTG 278

Ai10B23731 Araip.B10 23731 p3 (ATA)6 18 115867316 115867333 AGTCACGTATGGGTGGAAGG TCTCAGTTTCAACGTGCCTG 118

Ai10B23732 Araip.B10 23732 p3 (TTA)5 15 115868230 115868244 ACCCTTTGCCATGAACTAGG TGCACGTTTTCATCCTCAAC 103

Ai10B23735 Araip.B10 23735 p3 (AAT)14 42 115871714 115871755 AATTGCACTATTCGCAAGGC TGATGAAAATTCCACCATTCA 262

Ai10B23736 Araip.B10 23736 p2 (AG)6 12 115872868 115872879 CAGAGTCTTGTGTTGATAACGTATTG AAAGAAGCCTCCTTGCATGT 278

Ai10B23737 Araip.B10 23737 p2 (CT)10 20 115873685 115873704 CTCCAAGCTCCTCCCTCTTT TAAGTCCCTCGCAACCTTGA 215

Ai10B23739 Araip.B10 23739 p2 (TC)6 12 115878243 115878254 TGAACCTGGGATTGAGAGTCA CGAAAATCAGCGTGTTTGAA 247

Ai10B23740 Araip.B10 23740 c (TTAT)5tgaatatttttgg(T)1043 115879573 115879615 CCCACTTTTGTATGATTCCCA GGGAACCTACTCATGAAAAACC 235
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Ai10B23745 Araip.B10 23745 c (A)10gaagagaaaaagaaaaaaaaagaaatgacaataataatgaaaataaagaatgcatatgtgtgaattagaaagaagatgcatgagtgaatgtg(A)11113 115907866 115907978 TGGAAAAATGGGTAAACACTCA CAAAAGAAAACAACCTAACTTCCC 240

Ai10B23749 Araip.B10 23749 c (T)15aaattaatgccaattgatgagtataaattttcagagaacagtgttttaatttaatttgtttaacatttatcttccccgtaatgggtacga(T)14119 115914724 115914842 CGGATATCTGAATTGGGTTG AAAAGAACACTTCTGATCTGTCCC 277

Ai10B23751 Araip.B10 23751 p3 (CCG)6 18 115932359 115932376 GACAGATGCTGTCTTTGCCA CATCACCATTCAACACAATGC 190

Ai10B23754 Araip.B10 23754 p2 (TA)9 18 115945239 115945256 GATGCTCCTCACTAGGCGTC GCCTGTGAAACTAAGGCTGG 229

Ai10B23755 Araip.B10 23755 c* (T)10ctttttcttcttctcttcgtcgatctcttctcctctcctcgctctctgtatttcttttctttccctttgttgaagggaagacaca(CT)7(T)12*120 115960975 115961094 TCAATTCAACAGGAGCACATT AGTGGGCTCACAATTCCAAA 212

Ai10B23756 Araip.B10 23756 c (A)10ttttggtacagggacccaatt(A)1445 115962505 115962549 GGGTCCCTATAAAATTAAGCCAA TCTCAACCCTTCATATCCCAA 184

Ai10B23757 Araip.B10 23757 c (TTTA)5ttattttgttcaaggattgtaacttgtgtttcagaacgtgagc(T)1881 115964876 115964956 GGATACCAGTCTTTGGCCCT CGGAGATGACCGAATTTGAG 277

Ai10B23764 Araip.B10 23764 c (A)12gatcgtataagtgaggctttttactttt(A)1151 115980630 115980680 ACAAGCTTCAAAGGCTCTGC ACTCTTTGTTTTCGCAATTCA 254

Ai10B23766 Araip.B10 23766 c (A)11g(A)10 22 115981280 115981301 CCCTAGTCTTTTGAAATCCACC TAGACCCTTTTAGGCCACCC 246

Ai10B23768 Araip.B10 23768 p2 (TG)6 12 115991396 115991407 ATGCAGGGAAAAGAGGGAAT GATGATCGGTCCGGTTTTTA 173

Ai10B23770 Araip.B10 23770 c (T)12gatttttttttgggtactcaaggtgtgttggcaaaaaaaaatttactaataataagaagaaacttcaaagggcgtactc(T)10101 115999690 115999790 TGTAAACTTCAAAATATGCACTCTCA TCTTTCCTTGCTGCCTTTGT 222

Ai10B23772 Araip.B10 23772 p2 (TA)12 24 116009557 116009580 CTTGAGGGGGAGTGTTGAAT GGGAGAGAATTTTTGTGGCA 263

Ai10B23773 Araip.B10 23773 p2 (AT)6 12 116010755 116010766 ATTACTTGGCAAGCTGGTGC TTGTTTGGTCAATGCTTGTTG 240

Ai10B23775 Araip.B10 23775 c (T)10ggtgactagagcattatgtagttgagtatactgaagggatgtcttcttaaaaaaatcttcctc(T)1386 116020948 116021033 TCTGATGCTTTAAGAAGCTAATTTCA AATCGCAATCCAACTCCAAC 277

Ai10B23778 Araip.B10 23778 p4 (ATAA)5 20 116045604 116045623 TATTGGGAATTTGGGTGCAT TTGGGGTAATTTTGTTCCCT 140

Ai10B23780 Araip.B10 23780 p2 (TA)7 14 116062016 116062029 GGTGGTTTTGGTAGCGAATG TGTGAATGTAAACCAAGACACCA 153

Ai10B23782 Araip.B10 23782 c (A)10ttgattcttgaagcaagaaaaagcagtgaatagaaaaaaaagaggatgatatgcg(A)1075 116075856 116075930 TGGCTCTTGAAAGAATGATGG TTGGCTTCTTCTGCTTGCTT 160

Ai10B23784 Araip.B10 23784 p3 (TAG)5 15 116091920 116091934 TGTCATTTCAAGGATCAGGCT AAACTATTGAATGGAAGGCTGC 187

Ai10B23800 Araip.B10 23800 p2 (AG)11 22 116217163 116217184 AATGGCACAATCAAAGGGTC CACCATAACCTGTCTGCCCT 190

Ai10B23801 Araip.B10 23801 p2 (TC)8 16 116218061 116218076 TGGAGAAGATGGGTTTTTGC GCAGGGCATATGCGATTAAG 251

Ai10B23805 Araip.B10 23805 p2 (CT)6 12 116230415 116230426 TTTTCAAAATTTGTTTCAACTCAC GAGAGAGGGAGAGGATTTTCG 213

Ai10B23807 Araip.B10 23807 p3 (TGA)5 15 116244852 116244866 TCCGACTTTCAAAACCCTTG TTCACCCAGGAAAACCCATA 271

Ai10B23809 Araip.B10 23809 p2 (CT)6 12 116257588 116257599 TCTCTTATCTTTTTCAAAACCACC TCGAATTTGGGTGAGATGAA 265

Ai10B23810 Araip.B10 23810 p3 (TAT)6 18 116257909 116257926 GAACCCCCTCTTCCATCTGT TGCCATCTCCTCTTCCTGTT 272

Ai10B23811 Araip.B10 23811 p3 (TTC)5 15 116261112 116261126 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 205

Ai10B23813 Araip.B10 23813 p2 (AT)11 22 116282587 116282608 TCATTTTGGGGCGTAAACTC TGCTATTCACATCATCCAATCA 200

Ai10B23818 Araip.B10 23818 c (A)10tatttcaaaactttctcatctgttttcg(A)1048 116297294 116297341 TTTGGACAACTGACGGTTCA TGCAAGCCTCAGTCCAAATA 259

Ai10B23819 Araip.B10 23819 p2 (CT)6 12 116298807 116298818 TTGGTTTTCAAAATTTGTTTCA AAAGGGGGAAGATGTTTTCG 115

Ai10B23820 Araip.B10 23820 p3 (ATT)5 15 116299138 116299152 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai10B23821 Araip.B10 23821 p3 (TCT)5 15 116300217 116300231 CATATGGCCGAACCAATACC GCCCTCGAGCAATAAACAAA 170

Ai10B23822 Araip.B10 23822 p2 (CT)8 16 116302541 116302556 GAGAGCTCGCCAATTTTCAC GGAAACGGTTCATAAGCCAA 226

Ai10B23826 Araip.B10 23826 p2 (CT)6 12 116314575 116314586 GAGAGCTCGCCAATTTTCAC GGAAACGGTTCATAAGCCAA 222

Ai10B23827 Araip.B10 23827 p2 (TA)6 12 116322230 116322241 ACATGATGTTAGCAGCAGCG ATTCGTCGAAACGCAACTTT 252

Ai10B23828 Araip.B10 23828 p2 (AT)6 12 116324702 116324713 AAGTGGGATTGGCATCTCAT CTCAACCATGAGCACTGAATG 199
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Ai10B23830 Araip.B10 23830 c (CTT)5tgtgttcactg(CTT)541 116330913 116330953 GAGAGCTCCAACGACGTTTC GAACGTAGCGAGGTACTGCC 226

Ai10B23831 Araip.B10 23831 p3 (AAG)7 21 116331176 116331196 GTACCTCGCTACGTTCTCGG GAGGGGATGCTTCTAGGGAC 171

Ai10B23835 Araip.B10 23835 c (CT)9caaatgttcttaatcgattattgattgggaatttgacttca(CT)1487 116348320 116348406 AGAGCCAGTGACCAGTGCTT ATGATTTTGCCTTCCAGTGC 253

Ai10B23836 Araip.B10 23836 p2 (TA)7 14 116349047 116349060 CTCGATGAGCCAACCGTAAT GAAATGCCACCCACTTTCAC 247

Ai10B23850 Araip.B10 23850 p3 (AAT)5 15 116401361 116401375 TCAACATTGACAATCAACAATGAC CATCCAAACCGCACAATGTA 258

Ai10B23857 Araip.B10 23857 p2 (AG)7 14 116446906 116446919 GGGAGAGGGAGAATTTTCAA CTTTTTGTTTGTTTCTTAACTTTTTCA 229

Ai10B23859 Araip.B10 23859 p3 (TAA)18 54 116462197 116462250 TCGGAATACCACACTTAGCAA CGATACTCACGAAGAGGCTG 248

Ai10B23861 Araip.B10 23861 p3 (TTA)5 15 116467211 116467225 TACTTTGGGGCATTTTGTCC ACCATGACAAGGAGCTCACC 277

Ai10B23862 Araip.B10 23862 p2 (AT)7 14 116476894 116476907 TCAGAATACCTTTGAGTCAATCCA TTTTTCCTTCCGCTGTTGTT 273

Ai10B23864 Araip.B10 23864 p3 (AAT)5 15 116485633 116485647 GCAAACTCATCACAACACCAA CCCCATTATCAACATGGACA 125

Ai10B23865 Araip.B10 23865 p2 (AT)8 16 116486929 116486944 TGTGGCATTAGGTGATTGGA TGCATGCATTCTCATTTTGA 146

Ai10B23866 Araip.B10 23866 p2 (TC)6 12 116492192 116492203 GGTGAAGTGAATTTGGGCAC TTGATCATTGTGACAACTGCC 253

Ai10B23871 Araip.B10 23871 p3 (CAA)7 21 116497389 116497409 ACCATCACACCACCTCCTTC GTGTCACTGCCACCATCATC 269

Ai10B23872 Araip.B10 23872 p2 (GC)6 12 116524099 116524110 AGGAGGAGGGAAGAAATGGA CGATTAGGCCACTTGCACTT 279

Ai10B23876 Araip.B10 23876 p2 (TA)8 16 116536072 116536087 GGCGGTGACTTAGGATTACG AGGAGGAACAAAGAAGGGGA 242

Ai10B23877 Araip.B10 23877 c (TA)19(TG)20 78 116537364 116537441 TTCTACGGCGAAGTGGATCT CCTAACTCAGCCTGCAAAGC 279

Ai10B23879 Araip.B10 23879 c (TA)6atatttttggctggccttggcttcgcaggttgaatccggagcttggtattctgtatcttttgacactctactcttattatatatatatgtaggtag(GTAT)6132 116538384 116538515 GATGTAGGTCGAGAGGCACC GCAACGCTCACGTAACAGAA 266

Ai10B23881 Araip.B10 23881 c (TA)6atatttttggctggccttggcttcgcaggttgaatccggagcttggtattctgtatcttttgacactctactcttattatatatatatgtaggtag(GTAT)6132 116540973 116541104 GATGTAGGTCGAGAGGCACC GCAACGCTCACGTAACAGAA 266

Ai10B23886 Araip.B10 23886 c (T)10aaaaagaagggttcaaatagccgtagacaccatcattatattttggttataatgaaggaagggtttgacatat(CA)695 116564934 116565028 ATGTGCATGAATGGTGTGCT TAGTGCAACAACCGTAGGCA 242

Ai10B23887 Araip.B10 23887 p3 (ATC)5 15 116565144 116565158 TTATGCTGTGCCTACGGTTG AGGCTTCCTTGCTTCTTGGT 197

Ai10B23889 Araip.B10 23889 p4 (AATT)5 20 116573639 116573658 TGAATTGGGAATGATGCAGA GGAGGACAAGGTTCCAGGAT 222

Ai10B23896 Araip.B10 23896 c (A)10gaaaattttaaaaag(A)1035 116613196 116613230 AGCCACACATATTGTTGCATT CATTTGAGCTACATCCCCGT 269

Ai10B23898 Araip.B10 23898 p4 (TTTA)7 28 116638296 116638323 TCGCAGAAACCCTACTGCTT AAAGAGGTGTTGGTGGGTCC 184

Ai10B23905 Araip.B10 23905 p2 (TC)11 22 116663919 116663940 TGTGTCTGGCTATTGCGAAG GGTCAGAAAACCCATTCCAA 204

Ai10B23910 Araip.B10 23910 c (T)13ggcaaatggtcaaaactgcatctagatttaaatcttactaagaggtatactagagataaaaaattact(A)1394 116670151 116670244 CCTCATCTGCCATGATCTGTT TTTGAATGTCCAAAAAGAACAAAA 266

Ai10B23912 Araip.B10 23912 p2 (AG)6 12 116687564 116687575 GTGGGGTTTATGATGGATGG AGGATCCCCACCTAGCTCAT 181

Ai10B23915 Araip.B10 23915 p2 (TA)7 14 116698592 116698605 CAAAATCCAGTGAGGGTTCAA TCATGCAATTCCAATTTATCCA 214

Ai10B23916 Araip.B10 23916 c (GC)7acaatacgctggcgcgtcggtgcccattttttctttttctttatc(T)1069 116702369 116702437 TGGCCCAAGAGTAGGAAATG TGGATGAATTGTTGAAGTAGGG 222

Ai10B23917 Araip.B10 23917 c (T)10cttc(T)10 24 116709133 116709156 TCTTGAGCTTCACTTTGGGG ACGTTCCGCTGCTCTTGTAT 181

Ai10B23918 Araip.B10 23918 p2 (GC)6 12 116710773 116710784 TGAAGGGGTAAGTGTGTCCC TCTCCCAGAGAGTTAGGCCA 186

Ai10B23919 Araip.B10 23919 p2 (GC)6 12 116711577 116711588 GGGAGGTGGAATGAGAATGA TCTCCCAGAGAGTTAGGCCA 207

Ai10B23920 Araip.B10 23920 p2 (GC)6 12 116711694 116711705 AGGGGTGGCCTAACTCTCTG ACTCTGCACTCCTCTCTGGG 165

Ai10B23921 Araip.B10 23921 p2 (GC)6 12 116711828 116711839 GGGGCTCAACTCTCTGTGAA AGCAAAATCCACCAATCGAC 262

Ai10B23923 Araip.B10 23923 p2 (TC)13 26 116718720 116718745 TCGTGTGTGGAAGCTCTGTC GGCCATAGAAGAGAAAGGGG 201
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Ai10B23926 Araip.B10 23926 p2 (AT)6 12 116726875 116726886 AAAAATTGGTCAAACCAGCG GAGAGAAAGGGGTAGGGGTG 143

Ai10B23927 Araip.B10 23927 p3 (ATA)5 15 116727804 116727818 GCATTGAAAATTCCAAGCAA GCTTGTGATGTTCTCCTTCTCA 232

Ai10B23929 Araip.B10 23929 c (AGA)6tgcagaaataaaatcggaagcagaagaagaagccgaatcgacgaggtgcatttcccttctcccctgccccctcccgtg(T)18114 116730364 116730477 AAATCAGAAAAATAACAAAGCAGACA TCAAATTCGTCCCCAATGTT 261

Ai10B23932 Araip.B10 23932 p2 (TA)8 16 116773729 116773744 TTCCAGAAGTGGATGCTTCA CACGGTCTCTGGTCCAAAAT 225

Ai10B23933 Araip.B10 23933 p2 (TA)8 16 116776183 116776198 CGGGTCGCGACTAGAGACTA TCGCGAAGTCATAACACTCA 148

Ai10B23935 Araip.B10 23935 p4 (CTAA)5 20 116778785 116778804 TCATTCCCCCATGATTGTTT GGGGACGATTTTGATTTTGA 197

Ai10B23939 Araip.B10 23939 p3 (AAC)7 21 116789876 116789896 AATTAGTCCTTTGGCCGGTT ACAGAGGGTGGATGAGATGG 243

Ai10B23940 Araip.B10 23940 p2 (TC)6 12 116790171 116790182 ATCCACCCTCTGTCTGGATG TGGCAAATTTTATCGCACTG 277

Ai10B23941 Araip.B10 23941 p2 (AG)7 14 116793746 116793759 AGGGTTAGTGCCTTTGGGAT AAAAACTGGTCGAACCAACG 174

Ai10B23942 Araip.B10 23942 p2 (AG)9 18 116797180 116797197 GCCTCTATATCCCTGTGGCA TTTGGTTGATGGGGTTTCAT 192

Ai10B23943 Araip.B10 23943 p3 (CCA)5 15 116797494 116797508 CTCACAACCTTCGCAACTCA TTGTTGGGAAGTAGAAGCGG 175

Ai10B23950 Araip.B10 23950 p2 (CT)6 12 116817877 116817888 TCTTGTGATTTCTTATGAATCAAGTC CTTGGTACGCGTAATCGTGA 274

Ai10B23951 Araip.B10 23951 p3 (TTC)7 21 116819483 116819503 CCACCCACTCTTCCCAATAA TGAACCTCTGCTTTCCTGCT 196

Ai10B23953 Araip.B10 23953 p2 (TC)7 14 116833444 116833457 TTTTTCAATATCGGCCATCC TGCTTGTCCTCAAGCAAAGA 248

Ai10B23955 Araip.B10 23955 p3 (ATT)8 24 116839580 116839603 TCCAGACTTAAATTGGAACTAACTAAT AGAATAATAATTTAGCTTTCCCACC 277

Ai10B23959 Araip.B10 23959 p3 (TCT)13 39 116853799 116853837 TGCTTATAGCTGCTGTGGTTG CAGAACCAGAGATTCACCCAA 175

Ai10B23960 Araip.B10 23960 p2 (GA)23 46 116857100 116857145 GGTGGAAGATGAGACAGGGA AAGCCCTTCCCCTCACTTTA 270

Ai10B23963 Araip.B10 23963 p2 (AC)6 12 116871568 116871579 ATGTATGGCCAAGGGAGCTA GGGGACAAAATTACCCCAAT 207

Ai10B23964 Araip.B10 23964 c (TATT)6tatgcaattttttttc(T)1050 116871719 116871768 CCCATAATTCCCACTTTTGC GGGAATGTGGGTGCATACTC 233

Ai10B23966 Araip.B10 23966 c (TC)6c(CT)8(AT)1049 116895914 116895962 TGGCCTAATTGAGCCACATA TCTTTTGAGAGATCCTTGGCA 266

Ai10B23969 Araip.B10 23969 p3 (TGT)5 15 116917798 116917812 TTTGCTGTTGGTAAGGAGGG AGAGGACAACACCTTGGCAG 254

Ai10B23971 Araip.B10 23971 p2 (AT)30 60 116933584 116933643 TAAAGCTGAGGTGGCAAGGT CTCGAGCGTTGTGATTTTCA 175

Ai10B23972 Araip.B10 23972 p2 (AT)6 12 116938868 116938879 TCCAAGGCTCAATCACCAAT TGTGGGTGCAGTAAGGATCA 167

Ai10B23974 Araip.B10 23974 c (TG)13ggcgcgcacgcgcttacattgtattttttttccaccttggctcttgcttgtcatttttta(T)15101 116959956 116960056 GTCGTGTGGAGCATCTCAAA TGCATGTTTGATTGACTTGAA 261

Ai10B23975 Araip.B10 23975 p2 (CT)6 12 116968975 116968986 ACATGCTAAAGCTTGGCTGG GAAATTTTGAAAAAGGGGGAA 275

Ai10B23976 Araip.B10 23976 p3 (TAT)5 15 116969304 116969318 TTCGAAAATTATCCCTCCCC CAGGTTCTGGATCTGCTTCC 264

Ai10B23977 Araip.B10 23977 p3 (TTC)6 18 116970983 116971000 CTCTACACTCCTCTTGGCCG TTGTCTTCCCTTCCCCTCTT 203

Ai10B23978 Araip.B10 23978 p3 (GAA)5 15 116972080 116972094 ATTGTTCGAGCCTGGACATC AAATCGGTTGGTTCGATTTG 233

Ai10B23980 Araip.B10 23980 p4 (CACG)5 20 116972945 116972964 ATCAAACTGGCTCAAATCGG CGTGTGTGCGTGTGTGTG 267

Ai10B23982 Araip.B10 23982 c (GCT)5ggcgatccggaagagagagctgctagggtttcatgtggagat(GA)1077 116999346 116999422 GTGAAGCGATCCAGGAGAAG ACCCACGACCTAGTCACACC 195

Ai10B23984 Araip.B10 23984 p3 (CAT)7 21 117003292 117003312 TCATTTTTAATGCCATCCAGG GGAAAGAGGGTAAGAACCCG 268

Ai10B23985 Araip.B10 23985 p3 (AGG)6 18 117005419 117005436 AGGGCGAGAGTATCCAACCT TTCTCCTCTGCGTCCATTCT 233

Ai10B23986 Araip.B10 23986 c (T)10cagaaaaaatcctaaacagttcataacaattatctcgaaagacaacgaggttctcaac(A)1280 117006155 117006234 GGATTGCTGGTTTCAATCGT TTGACAGAGGAGTCAATCAGTCTC 264

Ai10B23992 Araip.B10 23992 p3 (TAT)20 60 117050753 117050812 CGCATAGTCAAGGAGCCAAT TCCACGTACAAAACGAAAAGAA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B23995 Araip.B10 23995 p2 (AC)7 14 117053925 117053938 AACCAGTGATCCAGTGACCC AGCAACGTTTAGACGGCAAT 226

Ai10B23998 Araip.B10 23998 p2 (TC)16 32 117065867 117065898 GCCTCTCTTTCGTTCTCCCT TATGAAGCTATTCCCCTGCG 203

Ai10B24000 Araip.B10 24000 p2 (TA)6 12 117078289 117078300 GAGTCACGGACTTCCACACA TCTCCGGATATTGGAGGTTG 277

Ai10B24001 Araip.B10 24001 p3 (CCA)5 15 117080214 117080228 CCCCAACGTTTCATTTGGTA ACCCATACCCGACCCTAGAC 249

Ai10B24002 Araip.B10 24002 p2 (TC)6 12 117082985 117082996 TGGACATGTGGAAGGTGGTA AGGCCATGCCATATTAGTCG 186

Ai10B24004 Araip.B10 24004 c (AT)6gtaaatattctcgc(TA)1250 117088327 117088376 GGCGACATCGGTTGATGTAT AAAAGTCGCAAACTGGGAAA 279

Ai10B24005 Araip.B10 24005 p2 (TA)6 12 117091373 117091384 GTCACCCTTAATTTCGCAGG CGAGGAGCCTTGAAGGATAG 203

Ai10B24006 Araip.B10 24006 p2 (AG)15 30 117096981 117097010 CCATATCATAGCCGCCAAGT TACATCCACGATGCAGAAGG 273

Ai10B24017 Araip.B10 24017 c (T)12(A)10 22 117134375 117134396 TTTGGAGGGAAAACACCAAG CGTGTTTGAACAACTGACGG 260

Ai10B24023 Araip.B10 24023 c (A)10gagagagtgttaaaataaatgaagcttacgattgtgtt(GTG)666 117151103 117151168 AACTTTCGGTTGAATGTCGC AAGCGCTGATGGTGAACTCT 277

Ai10B24025 Araip.B10 24025 p2 (AT)11 22 117157215 117157236 GTGGTCGGCCAGTAGTGTTT ACTGTTCAACTGGACGGGAC 269

Ai10B24026 Araip.B10 24026 p2 (TC)19 38 117157458 117157495 TCCTCTCTGTGTTTCCCACC ATCGGACTGGGTCAACTGAG 191

Ai10B24027 Araip.B10 24027 p4 (TATT)5 20 117157861 117157880 GCTCCACTCCTGTTCCACAT GAAACGACCCCGTTTCAGTA 250

Ai10B24028 Araip.B10 24028 p2 (GA)14 28 117171290 117171317 GAGCTCAACACTTTGCCTCC TGCACTGGGATTGACAGAAA 235

Ai10B24029 Araip.B10 24029 p2 (AG)6 12 117173037 117173048 TGACGTTGGTAGAAATCCCC TCGTCATCATCAAGCCAGTC 228

Ai10B24031 Araip.B10 24031 c (T)10catttattaaaaaaaaattaatgcaatttcagcctgcacaccatcttaagtttgcaactataaatggccacccatcgaatacaaaaacatca(AT)8118 117176554 117176671 TTGTCACTTCGTAGCAATCATTT ACATGCCAGCACAGATCAAG 219

Ai10B24032 Araip.B10 24032 c (A)10c(A)12 23 117178836 117178858 AAGTTCTCTCACCGCCACC GATGTGGAGTAGTGCAGCCA 268

Ai10B24033 Araip.B10 24033 p2 (TG)8 16 117179249 117179264 TTAATTTGAGCAGCATCCCA TCAAGTGCCATTATGGGTCA 160

Ai10B24035 Araip.B10 24035 p3 (TAC)5 15 117186172 117186186 TGCAAGATGGTTGGATGAGA CGAGCTCACCCGAAGAAGTA 241

Ai10B24037 Araip.B10 24037 p3 (TAC)5 15 117190071 117190085 TAATGCACGTCTTCAGGTGG CAGTGAGAGCACGTCGGTAG 264

Ai10B24038 Araip.B10 24038 p3 (CTG)6 18 117194683 117194700 GCTTGGACAAGTGTTGCTGA AACTACCTTCGAGCCCACCT 131

Ai10B24039 Araip.B10 24039 p3 (TAC)18 54 117194837 117194890 GCTTGGACAAGTGTTGCTGA GAGCACACGGACAGATGAAA 256

Ai10B24045 Araip.B10 24045 p2 (CT)6 12 117199086 117199097 AGAGTGACGGATACAACGCC AACCAAAGAGAGCTCGGACA 269

Ai10B24047 Araip.B10 24047 p2 (AG)6 12 117207188 117207199 AAATCAACCATCAACCCCAA CCTCCTGGATCCTCTTCTCC 242

Ai10B24048 Araip.B10 24048 p2 (AG)6 12 117210962 117210973 AAATCAACCATCAACCCCAA CCTCCTGGATCCTCTTCTCC 242

Ai10B24051 Araip.B10 24051 p3 (TCT)8 24 117212783 117212806 TCTTCTTTCTCCGTGCTTCC GAGAAAGAGAAGGCAAGAAACG 221

Ai10B24052 Araip.B10 24052 p3 (CTT)5 15 117212954 117212968 TTCTCCTTCATCAAAATCACCA TTTCCTCCTCATCTGCTGCT 240

Ai10B24054 Araip.B10 24054 p2 (TG)8 16 117218922 117218937 AAGCTTTTAGCCTTGTGCCA CCTTGTTCCATCCAAAGTGA 260

Ai10B24061 Araip.B10 24061 c (GT)10(AT)6 32 117242985 117243016 TTAAGATGGGGCAGGAAGTG GGCATCATAAACTCCAGCGT 202

Ai10B24062 Araip.B10 24062 c (T)10atattttgtgacttttttttc(T)1142 117246201 117246242 TTTTTCCTCTTCTGCGTTGC TTAGACCCATTTGCCACCTC 211

Ai10B24066 Araip.B10 24066 c (A)10ggtgaaaactcaggtgcaattgactttaggtgaagttgactgcacttgagtttcc(A)1176 117252053 117252128 AAACCTCTTCCGAACCCAGT GAATCGGTAAATGGCGCATA 235

Ai10B24068 Araip.B10 24068 c (A)12catatcaaaatcaacagcataacaccccacagttgattggagtaagagtacatagctagttt(A)1084 117255350 117255433 ATCCAAGGAACCATGAACCA TCAGCATATTTGATAACCATCCC 246

Ai10B24071 Araip.B10 24071 p5 (TTTTA)5 25 117264185 117264209 TCCTCTGTCTGGGTTCCATC CCACCATTCACAGCAACAAC 263

Ai10B24072 Araip.B10 24072 p2 (GA)10 20 117264400 117264419 TTGTTGCTGTGAATGGTGGT ACTTTCCCTTCCTCCCTCAA 165



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24073 Araip.B10 24073 c (TTG)5tatttagaaatattaaagaaacaatattattgtccacgccagctgccaccaccgcggtcccctttgcaaaccaaattcgtagtgag(CT)8117 117265822 117265938 TCGACTCCACCTAATGGGAC GGGCGAAAAAGAACACAGAT 280

Ai10B24074 Araip.B10 24074 p2 (AT)6 12 117267352 117267363 CGTAAGTCATTTTCATCCCTCA CATACATAAATTTTGATTTTGAGCA 252

Ai10B24075 Araip.B10 24075 c (CCA)7acaccaacaccaacaccaacaccaccgccaccgccatcgccaccgccacaaccagcaccaacaccaccacagcaccaccaacaccaccaccact(ACC)7136 117267787 117267922 GGACAAAAATACCCTCACCG TGTTTGCTATGGTGGTGGTG 199

Ai10B24081 Araip.B10 24081 c (A)12gataaagtatatatatttatgaatatga(T)1050 117289437 117289486 AATTGCATGTGTGTTTTCCA TGGCAATTAACACACTAGGATCA 247

Ai10B24082 Araip.B10 24082 p2 (TC)8 16 117295605 117295620 ACTCACCCTCAACCCCTCTT AAACTGAGGGGAGGAGGAAA 173

Ai10B24083 Araip.B10 24083 c* (A)10(AT)9* 27 117298465 117298491 TGGCTTAGGGGCTAGTGAGA GCATTTTTGTCCCCCTTTTT 271

Ai10B24085 Araip.B10 24085 p3 (CTA)5 15 117306098 117306112 AAATGGAAACTATGCTCGGC GTACCAGCAACACTCGTCCA 178

Ai10B24086 Araip.B10 24086 p2 (CT)6 12 117308331 117308342 GCAAGTAGGTGTCTGCGTGA AACCAAAGAGAGCTCGGACA 153

Ai10B24087 Araip.B10 24087 p3 (CTC)6 18 117311233 117311250 CTTTCAGAGATGGCAAAGGC ACCTCACCAGAAGAGCCAGA 257

Ai10B24088 Araip.B10 24088 p2 (CT)6 12 117316927 117316938 GAGGCCGAGTTCTTCCTTCT GCCTACCGAGGCAGTCATAA 232

Ai10B24092 Araip.B10 24092 p2 (CT)6 12 117320860 117320871 AGAGTGACGGATACAACGCC AACCAAAGAGAGCTCGGACA 269

Ai10B24096 Araip.B10 24096 p2 (GA)8 16 117330686 117330701 AAACGGTCAATCCCACTGAA CCTTCTGAGGTCTTTGATGAGTT 198

Ai10B24101 Araip.B10 24101 p3 (TTG)7 21 117357149 117357169 CAGTTTAATTCCTCCCGCAA TACACGTGGGTTTTATGGCA 229

Ai10B24105 Araip.B10 24105 p3 (AAT)16 48 117361527 117361574 GCAATTGCAAGTTCAGTTTCG GGCCAAGACAAATCTCTCCA 256

Ai10B24110 Araip.B10 24110 p3 (CAC)5 15 117377522 117377536 CGTCCTTTTCCGAATTTTTG TTCTGGTTACAGTGAGGGGG 150

Ai10B24112 Araip.B10 24112 c (TCA)7acagaaaattcaagcaacattcacttt(GAA)563 117377796 117377858 TCAAAACCCAGGCAGAAGTT CACCACCGCTTCTTCTTCTT 202

Ai10B24113 Araip.B10 24113 p2 (TC)13 26 117383258 117383283 CAGAGCCTTCCTTCGATCAC CTGAAGCCATAAATTCCCGA 184

Ai10B24115 Araip.B10 24115 p2 (AT)10 20 117386788 117386807 CCTGATTTGCAACTGAAGCA AAGTTCACCGGAACCCTCTC 246

Ai10B24121 Araip.B10 24121 p3 (GTT)6 18 117404456 117404473 AGGTGTACCATAAGCTGGTGAA ATCACCATTTGCACAAACCA 112

Ai10B24128 Araip.B10 24128 c (A)17t(A)12 30 117414944 117414973 CACTGCATTCTGCATTTTTCA GGTGGAGATAGCGCACTAGG 233

Ai10B24134 Araip.B10 24134 p2 (AT)7 14 117438136 117438149 AACGTTGGTCAATTTGTTGAAA TCAAAAACTCACGGGTTGTG 170

Ai10B24140 Araip.B10 24140 p2 (TG)6 12 117455456 117455467 AGGTAGGACGTGGATTGAGC GGGATGGAGAGGGAAGAAAG 280

Ai10B24145 Araip.B10 24145 p3 (ATA)5 15 117469662 117469676 TGTGGATAATTGAACCCAGTTT AAATCAATTTGGATGCCCTG 203

Ai10B24146 Araip.B10 24146 p4 (TTAT)5 20 117472078 117472097 TTTTCATTAGCTTAACATTGGGG CGAAAAACTGTGGAAACATGG 250

Ai10B24149 Araip.B10 24149 p2 (AT)7 14 117491468 117491481 CCCATGTTTGTATTTCTGCAT GAGTGGCTTTGGTTTATCAACAT 280

Ai10B24152 Araip.B10 24152 p3 (TTA)5 15 117496126 117496140 TGATGAAAATTCCACCACTCA TGTGCGAACTTGCACTATCC 245

Ai10B24153 Araip.B10 24153 c (CT)9t(TC)7 33 117505871 117505903 TGATCTCCTCCCTCCCTCTT CCCATTTGACAGCCCTACAT 109

Ai10B24154 Araip.B10 24154 c (T)10g(A)12 23 117506078 117506100 CCCACGGGTTATACAGGCTA TTTGTGCCAAACAGGATTTTT 215

Ai10B24156 Araip.B10 24156 p2 (TA)6 12 117525743 117525754 GGCGCCTTAAGCATTGTAAG TCAACCTTGCTTGCAACATC 225

Ai10B24159 Araip.B10 24159 c (T)11cgccatttttcttttctc(T)1241 117542370 117542410 AGGCCCTCCTATCCACTGAT TGGCTCTTGAAAGAATGATGAA 279

Ai10B24161 Araip.B10 24161 c (T)10gaaagatttttgaaaacaaa(T)1040 117552462 117552501 GCCAGCCAAACTTCAGCATA AATGATCACGATTTCGCACA 251

Ai10B24163 Araip.B10 24163 c (T)10gaaaa(AT)21 57 117568946 117569002 AAGCCTCGGTCCAAAAGAAT AAAATAAAAATTTGCCGGGG 280

Ai10B24167 Araip.B10 24167 p2 (TG)6 12 117581043 117581054 GAACAGATGCCTCTTCCACC CACCTTGCGAGCTTATGAGT 279

Ai10B24169 Araip.B10 24169 p2 (TA)7 14 117594844 117594857 GCGCTTCTTAATCTAATTCCACA CGACACCAGTGTCCCTTTTT 234
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Ai10B24174 Araip.B10 24174 p3 (TCT)5 15 117611738 117611752 TCCAGGTTAGGGGGTTCTCT CCAAGAAGAACACCAAGGGA 169

Ai10B24175 Araip.B10 24175 p2 (AG)8 16 117623830 117623845 TCGAATTTGGTGAGTGATGTG TGTTTCTTATCTTTTTCAAAACCATCT 280

Ai10B24177 Araip.B10 24177 c (T)12gattttatg(T)1132 117624851 117624882 CATGAAGAACACCATGAATGC AAGCCATGTCTAACCCTCAGA 276

Ai10B24178 Araip.B10 24178 c (T)11cgaaaacaaaggagaattttttgaaagatttttgaaaaatttttgaaac(A)1070 117625202 117625271 TTTGGGTATGGCTTTTCAGC TCGAGTTTGGACAACTGACG 240

Ai10B24182 Araip.B10 24182 c (A)10c(A)13caaaaaaact(A)1145 117635273 117635317 AGTCAAGTATGCGTCGCTCC TTGGCAAGAGAAAAGCAACA 259

Ai10B24187 Araip.B10 24187 p2 (TA)6 12 117654007 117654018 TTGAACTTTACTTTGGGGCA TGGGTATGGAAAACTTGGGA 239

Ai10B24191 Araip.B10 24191 p3 (TCT)7 21 117666426 117666446 TCCTCCTCTTCCTTCTTCGC TCAGATTCAGAACACCTGCG 193

Ai10B24192 Araip.B10 24192 p3 (AGA)5 15 117667302 117667316 ACCCGAAAAAGAAGGAGGAA CCACATTCAAGCAATTTTGG 181

Ai10B24194 Araip.B10 24194 c (TG)6(T)11 23 117669084 117669106 CTTCTGGTTCTGGGTGAGGA AATGATCGTGAAGACACGCA 212

Ai10B24199 Araip.B10 24199 c (T)11gtttagatgtgacccaatgtaactgataaccacaaattatagatacaatttc(T)1275 117684501 117684575 TCTCCCAAACAACAACACCA TGGCATGCTACCATTAACATC 215

Ai10B24201 Araip.B10 24201 c (AAT)6(TAT)5 33 117688968 117689000 CCCAGTTTATTTTTCGGCAA AACAGTCCTCCGTCCAAAAA 272

Ai10B24203 Araip.B10 24203 p3 (AAT)11 33 117693853 117693885 ACCACCTACGCTTCCAAATG GATTGCTGATGTGGCTGATG 192

Ai10B24205 Araip.B10 24205 p2 (TA)8 16 117713180 117713195 GGCGGTGACTTAGGATTACG TCCTCACCTTCCACCATCTC 222

Ai10B24207 Araip.B10 24207 p2 (TA)7 14 117722249 117722262 ATCACCATTTACTTGGGGCA TGGAAAAATTGGGTTTGGAA 248

Ai10B24208 Araip.B10 24208 p2 (TG)6 12 117731235 117731246 GCTGTGTAAAAGGAAGGGTGA TTGCAATGCGAAGAGTTTTG 273

Ai10B24209 Araip.B10 24209 p3 (TCA)26 78 117732008 117732085 CCGCCTGGACAATTAGACAT CTTCGGCCAAGGAAAATAAA 223

Ai10B24210 Araip.B10 24210 p2 (AT)9 18 117732487 117732504 GGCGTTAGAGCATTGAGAGG TGGATGTTTCTTGGATGCTG 221

Ai10B24215 Araip.B10 24215 p2 (AG)9 18 117746570 117746587 AGCGGTTCCGTAGAGAGACA ACCGTCGGATAAATTCACCA 240

Ai10B24216 Araip.B10 24216 c (A)12cttataaaaatatctgacaccactttgtc(T)1455 117747080 117747134 TTGTGTAAGTGGGATAGAACATCTTT CCTCGTCTCATTTAGCAGCC 232

Ai10B24218 Araip.B10 24218 p2 (CT)6 12 117752690 117752701 GCCTATCTTTTTCAAAACCACC GGGTTCGAATTTTGGTGAGA 266

Ai10B24219 Araip.B10 24219 p2 (TC)9 18 117759469 117759486 TCCTCACTCTTTGCAATCTCTTC TTCCAAAATGCATTGTTAATGG 227

Ai10B24220 Araip.B10 24220 p2 (TA)7 14 117767768 117767781 ATTTCCGCATTTTGCACTTT TGAATCTTAGGGTGGCCCTT 278

Ai10B24221 Araip.B10 24221 p2 (TA)6 12 117772523 117772534 CAATCAATTGGGGTAGTGCC TTAAGTGTGGGGAGGTCGTC 186

Ai10B24227 Araip.B10 24227 c (TC)6ttaacaccaacatttga(T)1140 117799761 117799800 AGCCTTAAGTGTGGGGAGGT TCCAATCAAGCAGAACATTCA 147

Ai10B24228 Araip.B10 24228 p2 (GT)6 12 117800564 117800575 ACATGGGCATGTGATGAAAA GTTGCAATGGGGCTAAGGTA 165

Ai10B24229 Araip.B10 24229 p2 (AT)10 20 117810371 117810390 CGGCTCATTTTCCAGAAGAC CTTGAGGTGCTGTGAACGAA 278

Ai10B24230 Araip.B10 24230 p2 (AT)7 14 117817456 117817469 CATCGTAGGATCTCCCTCCA TGTTGTTACTTGTTTGATATTCATGTG 218

Ai10B24231 Araip.B10 24231 p2 (CT)6 12 117828977 117828988 GCAAAATAAAGGAATCAATAAGGG GCTGCTTTTGACCCAGTTTC 279

Ai10B24235 Araip.B10 24235 p3 (ATA)6 18 117838604 117838621 TTTGTTAGAGCTTCGTGCTGA TTGAAAGTACAATTTTTATGTGCC 280

Ai10B24236 Araip.B10 24236 c (A)10ttcgtcacactgtcactcctgcaattttacattgatatgtaagtaataaatat(TTTA)583 117840111 117840193 ACAGAACTTTAAGCGAAGCAA CCCGACCTCAAGTTATGTGC 197

Ai10B24241 Araip.B10 24241 c (TG)9(AG)11 40 117871099 117871138 TCCGGTACCAGAACCAATTC TACTTCTTGACTGCCCCCAG 236

Ai10B24242 Araip.B10 24242 p3 (AAT)14 42 117871687 117871728 TTAATTCATGATGCGCCAAA GCCTCGACAATAAAGTGCAA 212

Ai10B24244 Araip.B10 24244 c (T)10actttgtta(T)1736 117873260 117873295 GATTCGAACCTTTGTCCCAA CTTGACTGGCACTTTAGGGG 263

Ai10B24247 Araip.B10 24247 p3 (ACC)5 15 117891297 117891311 GCAAATGGTGCAGCATAAAA GACTTTTGGGTGACGGAAGA 227
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Ai10B24248 Araip.B10 24248 p3 (TGA)7 21 117896061 117896081 CAGCAAAAGAAAGAGGCAACA TTTCTCACCGCAATCTTCCT 220

Ai10B24249 Araip.B10 24249 p2 (AG)15 30 117897298 117897327 AACAAGGATCCACCAACCAG TGATTGGATATTGCTTTCTTGA 200

Ai10B24250 Araip.B10 24250 c (GA)9gggagagagagaggaaaataaacactcttatctaaaaggaggtggttcagtaaaacagcaaaagaaagaggcaacaagaactaaaaaggttgtcat(TGA)7135 117897818 117897952 TGGAAGAACCTTAACCGTGG TTCCGAAGTTGAAGGATGATG 234

Ai10B24251 Araip.B10 24251 p2 (AG)15 30 117899169 117899198 AACAAGGATCCACCAACCAG TGATTGGATATTGCTTTCTTGA 200

Ai10B24252 Araip.B10 24252 p2 (GA)32 64 117899689 117899752 TGGAAGAACCTTAACCGTGG CCGAACCCAACATCTGAACT 237

Ai10B24255 Araip.B10 24255 p3 (TTA)14 42 117903889 117903930 TTCACCAATGCCATGGTTC GCCATCAACCAAAAGAAACAA 280

Ai10B24257 Araip.B10 24257 c (AC)17(AT)13 60 117919184 117919243 TATCAGTTCAGGGAGCCAGC AAACCCTAAAACCCTTAAACCG 248

Ai10B24258 Araip.B10 24258 p2 (AT)6 12 117923095 117923106 CGCACAACCATCATGTTCTC CGGAGGGCATGTAATTTCTC 277

Ai10B24267 Araip.B10 24267 p3 (GAA)7 21 117957910 117957930 CATAACCAGGTGGAGTTGGC ACGACATGTGTGATTGCACC 180

Ai10B24268 Araip.B10 24268 p2 (TA)7 14 117984270 117984283 TATTCTCCGGTCAACCTTGG CTCGGGTCGTAAAGCAGAAG 124

Ai10B24270 Araip.B10 24270 p2 (AG)7 14 117988335 117988348 CGATCAGGAGAGGAGGTGAG CGGAAATAGAGGCAGCAGAC 244

Ai10B24272 Araip.B10 24272 p4 (AAAT)5 20 117994243 117994262 ATTTGTTCCACCATTCCAGC CCCATCCCATCTTCATGTTT 213

Ai10B24275 Araip.B10 24275 p2 (TC)6 12 118028146 118028157 GCAATGAGGAGAACCAGCTC GTGCGAAGAACAGAGGGAAG 240

Ai10B24278 Araip.B10 24278 p3 (TCC)5 15 118036286 118036300 CACGACAAAGCGGACAACTA GAACTCACCGAGTTGCCTTT 268

Ai10B24279 Araip.B10 24279 p3 (ATT)5 15 118037778 118037792 TAGGCTCCAAAAGAGCCAAA TCTTCAATCCATGTCCCTAAAA 198

Ai10B24280 Araip.B10 24280 p2 (AT)6 12 118042307 118042318 CACTGGCTTCAACAGTGACG TTTTGAATTGCATGGAGTGG 194

Ai10B24281 Araip.B10 24281 p3 (CAT)5 15 118049867 118049881 AAGCTCCCAAACATTTCACA TGGGTTTTGAATCTTGTGGTT 198

Ai10B24282 Araip.B10 24282 p2 (GA)6 12 118052707 118052718 ACCCAGTCACCCTCACTCAC CATCGCGTTTTCTCTTTTCC 205

Ai10B24284 Araip.B10 24284 p3 (AGA)5 15 118058719 118058733 GGATTCCACCACGAGTTGTT TAACCAAACGCAGATCCCTC 201

Ai10B24287 Araip.B10 24287 p2 (AT)13 26 118088720 118088745 TTGTTGGCCAATGATTTGAA AAGGTGTCTAAATTGCGATGG 211

Ai10B24291 Araip.B10 24291 c (A)10gt(A)19 31 118119967 118119997 GCTTCAAGTGCTTCAATTTCG TGCAAGATCTGCATATTGTCATC 246

Ai10B24292 Araip.B10 24292 c (A)15cataaagagaaagtctaggaggccagcacttttattaaaatttggccagcacttacccat(A)1085 118120644 118120728 TGTGCTGTGTGAAAATCCAAG GCAGATTTTCTGATTTGCCC 276

Ai10B24293 Araip.B10 24293 p4 (TTTA)5 20 118122934 118122953 TGACAAGTGAATCTGGCAGC ATGCTTGACCTGCTGTGTTG 224

Ai10B24294 Araip.B10 24294 p3 (TAC)6 18 118130431 118130448 ATTTCCACCTGTTCAATCGG TCCAAAGGGAAGAAGAAATTGA 164

Ai10B24295 Araip.B10 24295 p3 (ATT)5 15 118135517 118135531 GCTGCGGATGGATAATGAAT TCGATATCGCATTCCAGATTT 252

Ai10B24297 Araip.B10 24297 p2 (AT)10 20 118152095 118152114 CCAGTGAGGGTTCAATGCTT CTCATGCTAAGCCCAAGGAG 263

Ai10B24304 Araip.B10 24304 p2 (TA)7 14 118162812 118162825 TTCAGGATATTTGCTTTTCAACA GGTGGGTTATTTAGCCACGA 247

Ai10B24305 Araip.B10 24305 p2 (GA)25 50 118164132 118164181 CAAAACAAGACCGAAAACGC CCCAGAGGTTGATTTGGAGA 243

Ai10B24306 Araip.B10 24306 p2 (AC)7 14 118164303 118164316 CTCCAAATCAACCTCTGGGA TTTCAGATGCAGGACGTGAG 173

Ai10B24307 Araip.B10 24307 c (A)11gaaaacaataaaaataataaaattctatgttctgtttccacatcctgatatctttctttctttcacaaaattttgaaaatggaaaacactaaaagtg(A)10118 118175907 118176024 CGTGTTTGGTTTTGCGTTTT CAAATGGCACACACTCTGGT 275

Ai10B24314 Araip.B10 24314 p3 (CAC)7 21 118188970 118188990 CCTGGACCATAGTGTTTGGG GTGTGGAATCAGCGGTAGGT 278

Ai10B24316 Araip.B10 24316 c (A)11gaaag(A)11 27 118190516 118190542 GGGGTCAAAACAAAAAGCAA CAACAACAATAATTAGAGGCCCA 255

Ai10B24319 Araip.B10 24319 c (AT)7gtacacccccttccccttaccttagcaaggaccaccttatatagatacttattgttgcattaatttccccaggagcaacactttttctatc(T)10115 118202334 118202448 AGCCCTCCATGTGCACTACT TTCGAACGATCACGAAAGAA 211

Ai10B24321 Araip.B10 24321 c (T)10atcaaattcctatccgttcttaatccgcgcgttaccaaaaagatgcaacattattatataacttaatgataaatttaaaatagaacagacttttatgt(A)12120 118205972 118206091 AAATTTTGAGAAATGCATGACAAA TGGATGTTGAACCAAAGACCT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24324 Araip.B10 24324 p5 (AAGAT)5 25 118224148 118224172 CCTCTTCACAAAGAGCTCGG CCTGGGTGCTCCAGTGTATT 226

Ai10B24325 Araip.B10 24325 p2 (TA)7 14 118240673 118240686 TGGATGGACTGTGAGTCGAG CAGCAATTGTTCTCGGAAGC 206

Ai10B24328 Araip.B10 24328 c (TCT)6ccttctttttcgttatttttctctttcattatcgtcgtcaccataccatca(CCT)790 118247973 118248062 AAAATTCGATTTCTACCATTAATTTGA TGGAGGAGAAGGAGAAAAAGG 270

Ai10B24329 Araip.B10 24329 p3 (ATC)5 15 118248442 118248456 TGTTGAAGAATTTTCGATGGATT TCCTCTTCCTAGTAATTTTGCAGC 266

Ai10B24331 Araip.B10 24331 p3 (CAA)5 15 118256876 118256890 TTGTTTGAGAATTTTCGGTGAA TCGTGTGTTTCATTCTCTTCG 226

Ai10B24332 Araip.B10 24332 p2 (TA)6 12 118257065 118257076 TGCAGCAACAACAACAACAA TTAACAGAGCGGGTTTTTGG 279

Ai10B24338 Araip.B10 24338 p2 (TC)6 12 118278292 118278303 TGGGGTAATTTTGTCCCCTT TATGGGGAAACTGTGGGAAC 238

Ai10B24339 Araip.B10 24339 p2 (CA)11 22 118287502 118287523 ACCCGACATGTTCTGGTAGC GGGCACTTTAACTCTCCGTG 189

Ai10B24340 Araip.B10 24340 p4 (TTCT)5 20 118289279 118289298 TTATCTCCTTTCTTGCGCGT TCGCCTTCGCTTACTCACTT 251

Ai10B24341 Araip.B10 24341 p2 (AT)10 20 118293184 118293203 CAAAACAATGCACACCCAAG CGTAAGATGCGACTGAGCAA 260

Ai10B24342 Araip.B10 24342 p3 (ATA)7 21 118295853 118295873 TGATAATTTGGTGATCAAGTTGAGA TATCTCGCCACCTCTGCTTT 256

Ai10B24345 Araip.B10 24345 p2 (AT)7 14 118303195 118303208 GCATATGATGCATGCCTGTC CCCTACGACATAAGGGGGAT 216

Ai10B24351 Araip.B10 24351 p3 (CAT)9 27 118336039 118336065 ATTTGCCCCCACTTTTTCTC TCACAAATGGGGGAAGAGTT 263

Ai10B24355 Araip.B10 24355 p2 (AT)6 12 118344583 118344594 CTAGAGGCCCTTGAACTCCC CTTGGGATGGCCCTCTTTAT 128

Ai10B24358 Araip.B10 24358 p2 (AT)10 20 118348202 118348221 GCAGTGCGCAACCACATTA GACCTGCACAATAAAATACACCTT 280

Ai10B24359 Araip.B10 24359 p2 (AT)6 12 118351853 118351864 TTGAACTTTGGCCTCCAAATA TGCATGTGATCTGTTAAGGACTTC 171

Ai10B24360 Araip.B10 24360 p5 (AAGAT)5 25 118360060 118360084 GATAGAGGAACACGACCCCA CTGCTGATCCTTCGTCACTG 279

Ai10B24362 Araip.B10 24362 p5 (AAGAT)5 25 118378940 118378964 AAAAGGGCCCAGATAGAGGA CCTGGGTGCTCCAGTGTATT 182

Ai10B24370 Araip.B10 24370 p3 (TTA)13 39 118402637 118402675 GCATAAACCTAGCTACCAAAAAGT TTCCAAATGCTACCTTGAGGAT 280

Ai10B24372 Araip.B10 24372 c (A)10gattgttattcatagggaaaaaagtatctatatgtatttt(A)1363 118403763 118403825 AAAATTTTTAGCGACAAATCATAAA GAATCGTTGGATGGTTCACA 274

Ai10B24373 Araip.B10 24373 p2 (TA)6 12 118403960 118403971 TGTGAACCATCCAACGATTC CACCCTGCCAATTTGATTTT 224

Ai10B24374 Araip.B10 24374 p2 (TA)10 20 118404628 118404647 GACACTTTTCACGCAACACAA AGGCTCATGGAAGAATGCAC 112

Ai10B24381 Araip.B10 24381 p2 (GA)15 30 118418600 118418629 CACTGTGCTTGCAAATCAAGA TGGGACGGTTTTGCTTATTC 196

Ai10B24385 Araip.B10 24385 p5 (TTTTA)5 25 118424570 118424594 GGCCACCAAGAATTGTTATGA GAAAGTGGATCCCGCAAATA 239

Ai10B24388 Araip.B10 24388 p3 (ATC)5 15 118425891 118425905 GGTGGTAGTAAGAGAAAATTGTGAAA TGGTGGTAGTAGTAGTCGTACATGA 276

Ai10B24390 Araip.B10 24390 p3 (ACC)5 15 118430802 118430816 TGATTCTAATGATTCTCTAACAACACA TCCATCGTCATTTCTCCCTC 240

Ai10B24392 Araip.B10 24392 p2 (AT)8 16 118435987 118436002 ACACATTAAAAACAGGCGGC TTGCCATCTTAATAATTGTGGCT 231

Ai10B24399 Araip.B10 24399 p3 (TTG)10 30 118468026 118468055 TTCATGTAGCTGACCCCACA TCCCTTTCTTTGCCCTTTTT 233

Ai10B24402 Araip.B10 24402 p2 (TC)19 38 118476672 118476709 TCCTCACCTCTTCCATCATT TCCATCTTCCAATTCCATAACA 280

Ai10B24405 Araip.B10 24405 p2 (AT)7 14 118494520 118494533 GCAAAAGTGGAAATTTTGGG TGGGCTAAGGTAAAGGTGAGG 146

Ai10B24406 Araip.B10 24406 p2 (GT)7 14 118496089 118496102 ATGTGATGCAAAAGTGGGAA TCTTTTCAAGGTTGTAATGGGC 169

Ai10B24413 Araip.B10 24413 p3 (CGC)5 15 118531134 118531148 CCCAACGTTGCATTCTTCTT GGTAGCGAGTCTGCCACTTC 128

Ai10B24414 Araip.B10 24414 c (A)10taataatctaaaaaaattattgtgattaactgattatgtaaattacattattaatatattaaaattaaatttta(AT)696 118532980 118533075 TGTCCGAGTAAAGACCGTTT TTTAAGGACTCACCATGCCA 237

Ai10B24416 Araip.B10 24416 c (CAT)5ggaatcataagaactcagaaccaga(ACC)555 118537910 118537964 AAAATGGACCCCAAGGTTTC TTGGTTGGTGTGATGCAGAT 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24417 Araip.B10 24417 p3 (ATC)5 15 118538108 118538122 CGTCATCCTCATCAGAACCC GCTTGCTCTCTTTCTCCCCT 273

Ai10B24418 Araip.B10 24418 p2 (GA)6 12 118538319 118538330 AGGGGAGAAAGAGAGCAAGC ACGGTGACAGTGGTGGATCT 169

Ai10B24422 Araip.B10 24422 p2 (AG)6 12 118565653 118565664 ACTTGAACAACCGTTGGAGG GGAGCTCTCTCATCACCGTC 121

Ai10B24423 Araip.B10 24423 p2 (AT)7 14 118566562 118566575 ACCAGTTCAACCGATTCTTTT GCCGTTTCGTCATCACCTA 274

Ai10B24424 Araip.B10 24424 p2 (TA)6 12 118569183 118569194 TCCCTTCTCTTCTCCTTCTCG GCAGGCTTTTAGCCTCTGAGT 279

Ai10B24425 Araip.B10 24425 p2 (TG)6 12 118573175 118573186 GCCAGGTGTCTTGGTCATCT GTGCCTATTCAACCACCTGC 185

Ai10B24426 Araip.B10 24426 p2 (GA)6 12 118574684 118574695 GGTTGATGTTGGAATTGGGT TGAAAGTTGAAAACGCTGACA 205

Ai10B24431 Araip.B10 24431 p2 (TA)6 12 118589620 118589631 CCCAACAACATGGACTTTCC CAAATTGATCTGAGCATGAGC 218

Ai10B24435 Araip.B10 24435 p2 (TA)9 18 118595143 118595160 TTTGAGCAAGATTCAAGGCTC GAACAGAAAACGTAGGGAGAGAA 144

Ai10B24441 Araip.B10 24441 p2 (TA)11 22 118625061 118625082 TCAAAGGTGTAATTAATAAGTGAAGCA GGACTAACGCATAAGGCCAA 183

Ai10B24442 Araip.B10 24442 c (T)10cgtctttcatttcccttgataaatataactactagaataacacatttacacatttgttaaacattctagcatg(A)1093 118626578 118626670 CCACACAACACAACACAGCA TTCATCTCTGAAAATTGGTAAAATTG 249

Ai10B24444 Araip.B10 24444 c (T)10gagatctaagatctaagatcggagatcagagaaacatcttaatagaagtaagcaatagaagatctgagttc(AG)795 118628537 118628631 AAGGGCAGCAGAGCTAAACA TGATTGACGACGATCTCAGG 243

Ai10B24447 Araip.B10 24447 p3 (AAT)15 45 118655292 118655336 AATCAACTTGTTGACTATTGACTCAT TTGCTAAATGTTTGTGAAGTTGG 268

Ai10B24448 Araip.B10 24448 p2 (GA)6 12 118656003 118656014 GAGAGAGGCTGCCAGAGAGA CGTCGGTAATTTTGCCCTAA 264

Ai10B24449 Araip.B10 24449 p2 (AC)6 12 118667548 118667559 AATGAGGGGGAAGGCATATC TGCATTAAAAGAAAATGGAATGAA 264

Ai10B24453 Araip.B10 24453 p3 (ATT)5 15 118677757 118677771 GGTTGGCATCGGATTTTATG AGAATACACCTGCCACCACC 148

Ai10B24454 Araip.B10 24454 p3 (ATT)5 15 118683021 118683035 TGGTTGGCATCGGATTTTAT CCGAGAGGAAGAGCTCAAAA 113

Ai10B24457 Araip.B10 24457 p2 (AC)6 12 118690666 118690677 GGATTAGGCGTTAGGGCTTC ATGGGGCCCAAGAAATAAAC 143

Ai10B24458 Araip.B10 24458 c (TC)18tt(TC)10(AC)1180 118692389 118692468 TCCAATTCCACCACCTCATT CATGGTTTGCGTTTCTAGCC 186

Ai10B24459 Araip.B10 24459 p3 (GGT)5 15 118701758 118701772 TGGTTGACTTTTGGGTGACA GGACCAGAAAAAGCAAGTGG 243

Ai10B24461 Araip.B10 24461 c (T)14aattaattgtcttcttctaattttttcaagaatctaagccatcttttctagta(T)1077 118705076 118705152 TGCAAATTTCTTGCAGTCCA TCGAGGATGACAAATCATGG 170

Ai10B24466 Araip.B10 24466 p3 (ATA)5 15 118718359 118718373 TCATCAAGTTTTGCTCCATCC GAGAGTTCGGTGCTCGATTC 278

Ai10B24467 Araip.B10 24467 p2 (AG)7 14 118720047 118720060 GCCTCCATGGTTGAAACTGT GGGCTAGGAATCCTTCTTGG 199

Ai10B24468 Araip.B10 24468 p2 (AG)10 20 118735687 118735706 GCCTCCATGGTTGAAACTGT TGGTGACAAGGGAAGACACA 147

Ai10B24472 Araip.B10 24472 c* (TTTA)6(TTA)30*tatatataa(T)10130 118767275 118767404 GATCAACGTGTCTCATTGGC CGGATACAAGCCTGCTTAGG 264

Ai10B24473 Araip.B10 24473 p5 (AAAAT)5 25 118788358 118788382 CGCATGTCTCTCATGCAACT CCATGCTATGATCGTCCCTT 211

Ai10B24475 Araip.B10 24475 p2 (CT)7 14 118792451 118792464 TTTCTTATCTTTTTCAAAACCACC GGGTTTGGATTTTTGGTGAG 280

Ai10B24476 Araip.B10 24476 p2 (CT)6 12 118792699 118792710 TCGAAAATTCTCCCTCTCCC ATGGATCCACCTGCAGAAGT 271

Ai10B24479 Araip.B10 24479 p2 (CT)7 14 118797264 118797277 TGACTTCAACGGAGGTAGCA TTTCTGGGCTGTTTTTGACC 219

Ai10B24481 Araip.B10 24481 p3 (TCT)5 15 118799912 118799926 TCCGATGTTCTTTGAACCAA GGAACGCGAAGAAGAAGATG 272

Ai10B24482 Araip.B10 24482 c (TCAAT)5tgaaaaaataatgtttgtgttgttggtgatgacaataatgaagaaggaggaggaggagaagcagaagaagaagaaa(AGG)8125 118800532 118800656 TGACTGAACGAAACATAATCCA TCTTCTTCTTTGCGCACGTA 275

Ai10B24483 Araip.B10 24483 p3 (AAG)5 15 118800758 118800772 AGGAGGAGGAGAGGCAGAAG TCTGATCACTTTGGGTTAGAATGA 274

Ai10B24484 Araip.B10 24484 p3 (AAT)5 15 118801706 118801720 ATTTGTACGAGAAGGCGGTG AGAGAGAAGCGAAGTGGTGG 165

Ai10B24485 Araip.B10 24485 p3 (GAA)6 18 118802839 118802856 TTGGGTGATGCTGAAGATGA CAGCAGGTGCAGTTTTTGAA 232
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Ai10B24488 Araip.B10 24488 c (T)10(A)14 24 118808852 118808875 CACCACCACATAACGGAAAA TTTTCCTCTTCCAAAAATCCTG 126

Ai10B24490 Araip.B10 24490 p2 (TA)6 12 118812805 118812816 CAGCTTAGCCACCAAACATT GGAAGTCACCCATGTAAAAACTT 280

Ai10B24494 Araip.B10 24494 p2 (CT)9 18 118823110 118823127 TGAAAGACTGCGTTTTGGTG GGTGGGACTGACAGAACGAT 156

Ai10B24503 Araip.B10 24503 c (GA)22a(AG)9 63 118858664 118858726 CTGACAGCTAGGGTTCAGGG ACCCTAGGCTTTGCTCCATT 151

Ai10B24505 Araip.B10 24505 p3 (CCA)5 15 118863471 118863485 CTCCCTAGTCCACCTCCACC TAGGCATGGAAGGTTTGGAG 126

Ai10B24506 Araip.B10 24506 p3 (CTT)5 15 118863841 118863855 CAAGTTTCCTTGCATCAGCA TGGCACTTGCGTAATTTTGA 266

Ai10B24508 Araip.B10 24508 p3 (CTT)5 15 118865698 118865712 CCAGCTTTGGTTTTCTCTGC CGACGCCAAAAGACAATACA 271

Ai10B24509 Araip.B10 24509 p3 (TTC)5 15 118867268 118867282 TCAGAATAAAAATACGCCCAAAA CAAGTTTCTTCTTGTTTTACTCGC 266

Ai10B24512 Araip.B10 24512 p2 (CT)6 12 118880383 118880394 AACGGTGACAAGAACTTCGG ACTGTGGAGCCAAAGTCACC 236

Ai10B24513 Araip.B10 24513 p2 (TG)8 16 118880755 118880770 CCCTTCCTCATTTCCCTTTC TCCCCCTTATTCCCAAAAAC 142

Ai10B24514 Araip.B10 24514 p2 (AT)11 22 118890173 118890194 CCACCATGGTATGGTCGTTT TCTGGGCGTTGGATCTTTAC 267

Ai10B24515 Araip.B10 24515 p2 (AT)6 12 118894419 118894430 GGGGAACCTTATGGGAACAT AACTTTTGTCCCATGTGCATT 206

Ai10B24518 Araip.B10 24518 p3 (CTT)5 15 118910012 118910026 ATGTTGCTGTTGCCCATTTT ACAACTACCCAACACTCCCG 234

Ai10B24520 Araip.B10 24520 p3 (CCA)5 15 118918083 118918097 GCAGCTGCAACTTTTTAGGG CTGCAAGGAAAGCCAAGAAC 265

Ai10B24529 Araip.B10 24529 p2 (TA)7 14 118964204 118964217 ATCCACCTTTCGAACAACCA TGCGGACACTTCTTGGAGTT 209

Ai10B24531 Araip.B10 24531 c (A)14tcattaagaaaataaaagaaatagaattggaccttttttaaattttttctttggatggaatatg(TAA)9105 118966600 118966704 TCCCTAGCGGGATCCTAAAT CGACTCTTTTCATTCTCCTCCT 278

Ai10B24532 Araip.B10 24532 p2 (AT)8 16 118969315 118969330 TGAGTTTGGCTCACAGTTCG TGAGTCGAGTTTGAGTTTGGA 277

Ai10B24534 Araip.B10 24534 p3 (TGT)5 15 118970190 118970204 GCATATGGCCCATTTTGTCT TTTTGGTGTGCAGGTGAATG 220

Ai10B24535 Araip.B10 24535 p3 (GAA)5 15 118977597 118977611 GTTGATCCAGTTGAGCAGCA TTTGTTTTTCAGTTGTGGCG 241

Ai10B24537 Araip.B10 24537 p2 (AT)6 12 118979788 118979799 CGGATACTCTATGATGTATTCTGTGC GGTCTGTTTTGCGACGATTT 239

Ai10B24540 Araip.B10 24540 c (A)10ttgattatgttaagatttttgaatattataaaaataaaatatataaatnnnnnnnnnnnnnnnttgttgaatg(T)1497 118991602 118991698 TTGGAATTGGACATCAACGA TTGGCAAGATAAATGTCAATGG 257

Ai10B24544 Araip.B10 24544 p3 (ATT)13 39 119018943 119018981 ACTTGAGCCTGACCTGCATT GGTGAATGAATGATGCGAGA 119

Ai10B24547 Araip.B10 24547 p3 (TTA)5 15 119025500 119025514 CCACACCCTGCTTTTCATTT CGTTACTCGTGACCGTTGAA 279

Ai10B24552 Araip.B10 24552 p3 (TCA)5 15 119060972 119060986 ATGTGGTCTGCCATGAGACA ATGGCTAAGCTCAGAGGCAA 251

Ai10B24561 Araip.B10 24561 p2 (CT)27 54 119098789 119098842 TTGCCCTTAGCTTGATTTGG CCCTCTCGTATGCTTTCACC 223

Ai10B24563 Araip.B10 24563 p2 (CT)8 16 119109162 119109177 CTACCCAATGCACACTCCCT ATTAGGGAGGCAGAGGGAAA 110

Ai10B24564 Araip.B10 24564 p2 (GA)6 12 119109600 119109611 GATGGTGCTCTTGCAGTTGA CTCCCTCTCTCAACACCAGC 147

Ai10B24565 Araip.B10 24565 p2 (CA)8 16 119128434 119128449 CAACCTCCTAACTCAGCCCA CAAGAGGCATCTCGTTAGGC 248

Ai10B24570 Araip.B10 24570 c (A)12gtcatgattgaatgtgaaacacacttgatacacatagtatattgttactgaatagaagatgcattttaattt(A)11ttgttaggtctaatcttggaatgaactttccttcccataataataaattaagttttgaaaaa(AT)6169 119145475 119145643 GCAGATGCATTTACGCTTGA CTTGGCTCTATTTATACCTGCAA 268

Ai10B24574 Araip.B10 24574 p2 (TA)9 18 119172417 119172434 CCGTCTCAATTGTAAAGGCA ATGGGTTTATCAACCTCCCC 275

Ai10B24575 Araip.B10 24575 p2 (AT)15 30 119179669 119179698 CCCGAAAGATACACGATTGG TCTCTCTCCTTTAATTCTTGTCAAA 279

Ai10B24576 Araip.B10 24576 p3 (TGG)5 15 119184439 119184453 GCGAAGCACCTATATTCGGA AAGAGCAGAAAGAGGTGCAGA 274

Ai10B24579 Araip.B10 24579 p2 (AT)8 16 119188554 119188569 AGGCAAACCAAAACAAATGC ACAACGTAAGGGTGACCGAG 259

Ai10B24581 Araip.B10 24581 p2 (AG)7 14 119198435 119198448 GAAATTTTGAAAAAGAGGGAAGA TTGTGGATCAAGTCATTAATTGTG 275
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Ai10B24592 Araip.B10 24592 p3 (TTA)5 15 119237898 119237912 GAATGAAAGCTGCATGGGTT GCAGATTCATTGCATCCTTG 135

Ai10B24593 Araip.B10 24593 p3 (ACA)6 18 119238847 119238864 AAAATGTGGGAAAGGGGTTC TGCTTTTACTGCTGGTGCTG 266

Ai10B24594 Araip.B10 24594 c (AGAT)8agtataggaatctgacattgtcca(T)1268 119239269 119239336 GGCTCACAATTGCGGATTAT ACCCCAAAAGGGGTTATCTT 255

Ai10B24595 Araip.B10 24595 p3 (GAA)5 15 119242644 119242658 CTGAAGTGGCTTCGTGTGAA TGTTATTTTGGCACAACCGA 235

Ai10B24597 Araip.B10 24597 p2 (TA)6 12 119254061 119254072 CCGCCTTATCTCTACGTTTTTG CAATTAAGAAAATGCGGATGG 251

Ai10B24604 Araip.B10 24604 p2 (TA)7 14 119277652 119277665 CCATACGATGGTTTCGTTCC TGAAGTGAATTGGAGGCTTG 240

Ai10B24613 Araip.B10 24613 p2 (AG)9 18 119325394 119325411 TCACAAATGCAAACTGAAAGG TTTCGCAACCAACTTAGGCT 273

Ai10B24614 Araip.B10 24614 p2 (AG)17 34 119329791 119329824 TCCGAACAATCAAACACAGAA TTGGTTTGTGAAAGGAGTAAAGT 278

Ai10B24620 Araip.B10 24620 c (T)12agttgggttcctataaaattaagccaattactactaagagggacttaattg(A)1073 119346345 119346417 TGAGTCCTTGCACCAATTTTT TTTTTAATTGGTCTCTGCACCA 172

Ai10B24623 Araip.B10 24623 p2 (AG)12 24 119353885 119353908 TGGGAAACCGGTATATTGGA TGCCACCACAAAACTAACCA 275

Ai10B24626 Araip.B10 24626 p2 (AG)18 36 119363217 119363252 TGGGAAACCGGTATATTGGA TTTCACGGAAAGTGAAACCC 136

Ai10B24631 Araip.B10 24631 p3 (TCT)6 18 119366924 119366941 TATACGATTTCCATGGCGTG CAAAGAGAGAACGCACAAAGG 165

Ai10B24632 Araip.B10 24632 p3 (AAG)18 54 119367420 119367473 CCTCATCTTCTGTTCTGCTGC TTCTTCGTTTCTGCACGTTG 214

Ai10B24634 Araip.B10 24634 c (A)10cttctttttctattcaaataaaacgaaaaaaaatatattaaa(T)1062 119367881 119367942 TGATGCAACTTTATTTTTGGACA TTGTTGTTTTTACCATGTGGTTACT 272

Ai10B24635 Araip.B10 24635 p2 (AG)14 28 119369753 119369780 TGGGAAACCGGTATATTGGA AGTGCCATTCTCCTTCCTCA 144

Ai10B24638 Araip.B10 24638 p4 (AAAT)5 20 119374438 119374457 ACCATGGCTGAATTTTCTGG CTTATGGTTTTGTGGCGCTT 199

Ai10B24641 Araip.B10 24641 p3 (AGT)5 15 119377257 119377271 CGTCTCCCTGAATCTTGTCTTT CTTCCGCACCTTCAACAAAT 250

Ai10B24642 Araip.B10 24642 p3 (ATT)5 15 119384440 119384454 TTTCTTAACAGGGGCAGTGG ACCTGCATCCAACTCACACA 171

Ai10B24651 Araip.B10 24651 c (CA)12(TA)10 44 119415580 119415623 GGACAATGATGCAGAACCCT CTTCAGCAAAGGCACAAGGT 255

Ai10B24653 Araip.B10 24653 p2 (TC)7 14 119417337 119417350 CTCTCCCAATTCCTTCCTCC GCGAGGGAGAGAGAGAAAAA 192

Ai10B24654 Araip.B10 24654 c (TC)16cctctccctccctctttttcttctctctccccttttgtt(TC)683 119417478 119417560 TTCTCTCTCTCCCTCGCTCC CCCCAAAACACACACAAACA 161

Ai10B24655 Araip.B10 24655 p2 (CT)10 20 119429712 119429731 TCCATCCTCTCTCTCTCCTCTC AAGGGAGGAAGGAATTGGG 220

Ai10B24656 Araip.B10 24656 p2 (TC)6 12 119429947 119429958 CTCTCCCAATTCCTTCCTCC GAGAGGGAGAGAGAAAGAGATGAA 183

Ai10B24657 Araip.B10 24657 c (CT)6ttttcctctcactctctctttccttnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntc(CT)9129 119430109 119430237 CTCTCCTCCCTCTTTCTTCCT GAGAGATGAGGGCAAAGAAA 270

Ai10B24662 Araip.B10 24662 c (T)10c(T)11 22 119453365 119453386 TGGCTTTTTCTGCTTGCTTT TGAATGAATGCTTGAACAACG 234

Ai10B24663 Araip.B10 24663 p2 (TA)18 36 119455851 119455886 CCAGTAAGCCTGTCCTCCAG GAGGCCACCATTAAGCTCTG 272

Ai10B24666 Araip.B10 24666 p2 (GA)6 12 119464299 119464310 TCAATTCAATCAATGGCACG TAAGTGTGGGGGAGGATCTG 271

Ai10B24668 Araip.B10 24668 p3 (GGA)6 18 119476878 119476895 TAGACATGGCTGCGACTGAG CACCACCACAACTTGACCAC 236

Ai10B24676 Araip.B10 24676 c (A)15(GAA)6 33 119486345 119486377 TGAAATTGGAGAAAATGAAGCA ATCTCGATATTACAAGCACACCA 100

Ai10B24682 Araip.B10 24682 p2 (TA)6 12 119511824 119511835 TTAAATCACGTCCCTGGGTT TGGTGGGTTCACCAATACAA 236

Ai10B24685 Araip.B10 24685 p3 (CTT)6 18 119522839 119522856 GCCCTAATTAGAACCCCCAA ACGCATCAAGGAAAACAAGG 279

Ai10B24687 Araip.B10 24687 p2 (GC)7 14 119530637 119530650 TAGTTTTCATTGGGCTTGGG GAACACACAAAGAGCGGGTT 109

Ai10B24689 Araip.B10 24689 p3 (AAT)8 24 119535493 119535516 AACAGTCCTCCGTCCAAAAA CCAGATCAGTCCCCAAAGAT 278

Ai10B24695 Araip.B10 24695 p2 (TA)6 12 119561645 119561656 TTGCTGATGCGGCAATATAC TACACTGCAAGGGCAAACAG 201



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24696 Araip.B10 24696 p2 (AT)6 12 119564547 119564558 CAACCTGAGAGCTGGACCAT GGGGGAAAAGGAAGAAAGAA 232

Ai10B24697 Araip.B10 24697 p3 (TAG)9 27 119573721 119573747 GGCCTTTTAGAGGGTCATCC TGGGTATGTGCATAGTGCGT 223

Ai10B24698 Araip.B10 24698 p2 (CT)9 18 119575323 119575340 TCCATATTCGCCAGATCTCC GCTCACTCTCACCTCCAAGG 266

Ai10B24701 Araip.B10 24701 p2 (TA)7 14 119581231 119581244 ATCCCTTTGCAGCATCAATC TTTACCCGTTCTTCTGACGC 227

Ai10B24703 Araip.B10 24703 p2 (GA)6 12 119585055 119585066 GAACCCTGGCATTTAAAATTGA TTCAATCGGATCAAAATGGC 123

Ai10B24707 Araip.B10 24707 p2 (GA)14 28 119596813 119596840 AAGAGAATGCGGGTTTGATG AGCTTTTTGCGTGCTTTGTT 241

Ai10B24710 Araip.B10 24710 p2 (CT)7 14 119667615 119667628 TTCCTCCGAATTTTTCCCTT CATTGGCAGAGTCAGATCCA 214

Ai10B24712 Araip.B10 24712 p2 (TA)11 22 119673483 119673504 TGACAGTCGTAGGTCAAAAGAAA CCAGTGCACTTGCTGGTTAG 274

Ai10B24714 Araip.B10 24714 c (A)11gaaaataa(AT)1957 119692238 119692294 GTGTGGGGAACTGTGGAAAC TTGGGGTAATTTTATCCCCTATTT 262

Ai10B24717 Araip.B10 24717 p2 (AT)6 12 119714302 119714313 GCTAGTTTGTCCACGCATGA TGGTCTGCACCAAGCCTATT 272

Ai10B24721 Araip.B10 24721 p2 (AT)8 16 119726852 119726867 ATCCCGTGATTCGCATTATC GTTTGGCCAACTTAACACCAA 100

Ai10B24726 Araip.B10 24726 c (T)11aattgggtttttatactttttttttctttttatttaggtccttgtaccaa(T)12agttgggtccctataaaattaagccaattactactaagagggatttaattg(A)11135 119746265 119746399 TGCAAAATTTTCAATTAGGTCC TGTTGGTCCATATAGTTTCGTGA 274

Ai10B24729 Araip.B10 24729 p2 (AT)10 20 119750562 119750581 TTAAAAAGGACATTAATAATTCGGA TGACAGTCGCAAGTCAAAGG 242

Ai10B24730 Araip.B10 24730 p2 (TG)6 12 119753487 119753498 TTAGATGCAGGTCGAGAGGC CCCGAAGCCCAAAATACATA 221

Ai10B24731 Araip.B10 24731 c* (TAT)22(TA)9* 81 119753851 119753931 TTGCGGATTTTTGTTTACCC GCATAGTCAGCCTGTCCCTC 269

Ai10B24732 Araip.B10 24732 p2 (AT)7 14 119758185 119758198 TGGTCATAGGATTATTAAAAAGGACA TCCTATTGACAAATATGCGGT 277

Ai10B24733 Araip.B10 24733 p3 (TCG)6 18 119770229 119770246 TCAAAATAGACCCCCGAAAA ATGTTAGAGTGGCGAAGGGA 129

Ai10B24738 Araip.B10 24738 p2 (CA)8 16 119778238 119778253 TAGCCTGCATCTTGCATGTC GGAAGGGTATACATGGGCAA 261

Ai10B24739 Araip.B10 24739 p2 (TC)7 14 119779981 119779994 AATTGTGCCCCTCTTGACTG CAGTCACAGCTACTCCACGC 231

Ai10B24741 Araip.B10 24741 p2 (AT)7 14 119791686 119791699 CCCCAAACGTTAGAGACAAAA TTTTTCCGGCGTTTAACTTG 255

Ai10B24742 Araip.B10 24742 c (A)10ccaaaaacgtctccttggtttgttttctatgcctccattttgtgtctttgatt(A)10ttccagccacgcataacaaatttatccttacgtcttgttcttttttttgttgattggcttttcatctctttttatttattattattttttttattc(T)10179 119793169 119793347 ACATTTACCCTTCTTGTGTTCTAAA GGACGAAAAGAATAATGATGAACA 279

Ai10B24743 Araip.B10 24743 c (A)12ggaagagtacgcactttgaagtctacaaagtaacacttaagcaaagt(A)1271 119793501 119793571 TCGTCCTTCCCTTGTCATTC TTTGGATAAGAACACAACGCC 196

Ai10B24744 Araip.B10 24744 p2 (TC)8 16 119798701 119798716 GCGTCTGAGAGAAATACAAGCA CGTGCTGATAACGTGTTGTAAA 280

Ai10B24745 Araip.B10 24745 p2 (TC)8 16 119802841 119802856 CCTAAATGGGCATCCAAGAG GAGAGAGAGAATTGCATTTGTTTTA 243

Ai10B24747 Araip.B10 24747 c (T)13atcaaattttcatacaattcgat(TC)648 119809597 119809644 CCCAGACAAACCAAGCAAAT AGGAAGGAGCTGTTCCAATG 273

Ai10B24748 Araip.B10 24748 c (T)12ccttaaaaaaaattaaggactttaaaggttagagaaaaaaatttgtttgctttattttgaatttaaagggttaaacaattttttaggagag(A)10113 119813876 119813988 AATTCCCAATCCCCTTTCAT ACTTGAGAGTGGCAAATGGC 277

Ai10B24756 Araip.B10 24756 c (T)10gttaaaatcatcctcaacgtttaaaaacgttttaaaatcgtctttttctatttttttggaccaaattaccctcatcatcatcattctcctcctctt(CAC)6124 119830162 119830285 CGTGAAAGAGGGAGAAGGAA GTTACCGGAAGGGTGAGGG 243

Ai10B24760 Araip.B10 24760 p2 (TC)6 12 119832707 119832718 TCACCCAAACAAGCCCTTAG TCCCTGTTTAAGCGGTTTTG 124

Ai10B24767 Araip.B10 24767 p5 (TTATC)6 30 119851902 119851931 CCTGGGTGCTCCAGTGTATT ACACGACCCAGAATCCAAAG 169

Ai10B24768 Araip.B10 24768 p5 (TTATC)7 35 119856993 119857027 TAGTAGCGTGGGCTGACCTT ACACGACCCAGAATCCAAAG 152

Ai10B24771 Araip.B10 24771 p5 (CTCAA)6 30 119883087 119883116 AGCGCATGAGAAAGCTTGAC CCAGGGAAGGAGAAGACTCA 280

Ai10B24774 Araip.B10 24774 p2 (TA)6 12 119897427 119897438 TGTGAGTGGGCATAAAGCAA GCTCGAAGAGACATTGCACA 273

Ai10B24776 Araip.B10 24776 p2 (AT)6 12 119900715 119900726 CAAGTTCGCACACCATTCTC CCATTTCGGCGAATATCTTT 224

Ai10B24777 Araip.B10 24777 p2 (AG)12 24 119909372 119909395 CGGTATGGGTATGGGTATGG GGTTGTTTTCTCTTCGCTCC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24785 Araip.B10 24785 p3 (GAA)5 15 119934978 119934992 CCCTCGAGCAAGAGAAGAAA CACACAACCCAACCCTCTCT 103

Ai10B24786 Araip.B10 24786 p3 (TCA)5 15 119954762 119954776 TGAAGAAGTCGGCACAACAG GGCCGAGATGTTCTAAGCAG 216

Ai10B24788 Araip.B10 24788 p5 (AAGAT)5 25 119964948 119964972 GAGACGACCGACCTCTTCAG ACCTGGGTGCTCAAGTGAAT 262

Ai10B24791 Araip.B10 24791 p2 (CT)6 12 120015262 120015273 AAAACCCTAAAACCTAGAGAGAGGA AGAGTGGAGTTGGAAGGGGT 116

Ai10B24794 Araip.B10 24794 p2 (GA)23 46 120027846 120027891 GCCAAACACTTGAGCTCTCC TTGAAGCATGGATAGGGCAT 230

Ai10B24797 Araip.B10 24797 p3 (ATT)11 33 120046945 120046977 TTGGTATGCCACTAACACTAAACAA TATGCTTAGAGGCCGTTGCT 222

Ai10B24799 Araip.B10 24799 p2 (GA)7 14 120064827 120064840 TCGAAAAAGAGGAAGAGCCA ATCGACGATGATGGAAGCTC 198

Ai10B24802 Araip.B10 24802 c (T)11gccatttttttc(T)1134 120077488 120077521 GCCGCTTAGGCTAGGATTTT GGCCCTTGAAAGAATGATGA 261

Ai10B24803 Araip.B10 24803 p2 (GA)6 12 120091565 120091576 AGAATTCGAACACGGAGAGG TCGAAAATCACTAACAACTTTTTCA 248

Ai10B24806 Araip.B10 24806 p3 (TTC)6 18 120106118 120106135 GCCTTTTCACTCACTTCCCA GGGAAGAAGGCACAACAAGA 201

Ai10B24810 Araip.B10 24810 p2 (AC)7 14 120118183 120118196 CTGCGCGTGACTTCATTAAA GACCAAGATCAAAATTGGAAATG 249

Ai10B24815 Araip.B10 24815 p2 (AT)7 14 120134234 120134247 CAATGTCCACTGATTTTGCCT AAGAAAACGGTTCAACATGC 110

Ai10B24816 Araip.B10 24816 p2 (CT)8 16 120135347 120135362 TGGGGGTTTTTGTTTCTCTG GAACTTATGACCCCTCGCAA 276

Ai10B24818 Araip.B10 24818 p3 (TAA)48 144 120137746 120137889 TTGAGTCAATGTAAGGCTGAGAA CCGGCTATTATCATCCACAA 200

Ai10B24822 Araip.B10 24822 p2 (AT)9 18 120155037 120155054 TAACTAAACGCATTTGGCCC CAGGCAGTGGCTAGTCTCCT 157

Ai10B24824 Araip.B10 24824 p4 (TAAA)6 24 120169823 120169846 CCTAACCACTTTCTCTCTCCTCA GGGTTAGCATATGACCCCAG 207

Ai10B24826 Araip.B10 24826 p5 (TTATC)5 25 120185839 120185863 GGTACCTGCAAGAGACTCCG AAAGGGCCCAAATAGAGGAA 266

Ai10B24827 Araip.B10 24827 c (T)10cagagtcctttcaggttatggatctgcttcaacaagaatgttcttgtccttgctcctgctcatatgacaaagaagagggcgcacaaa(AAT)5112 120193088 120193199 TATTTTCGGCTGCCATATCC CCCCCTCTTTTCTTCCACTC 251

Ai10B24830 Araip.B10 24830 p2 (AT)6 12 120201714 120201725 AAGAATCTGTCTGTTTTCCCAA TGAAGCATCAACCATGCAAT 270

Ai10B24834 Araip.B10 24834 p2 (TA)10 20 120226378 120226397 GAAGTTAGATGCGGCGGTAG TGCAATCAAATTCCAACCAA 274

Ai10B24835 Araip.B10 24835 p2 (TC)9 18 120227411 120227428 GCGGAGTGCTTTGATCTTGT CCTAGGAAGCATGGAGCAAA 194

Ai10B24838 Araip.B10 24838 p3 (TCA)5 15 120238560 120238574 TTGGCTGCTTGAGGAACTCT CTCTTCACATGCTTGCGGTA 243

Ai10B24841 Araip.B10 24841 p3 (AAT)17 51 120248979 120249029 AACCAACTTTTCGTCTATAATAACACT TGTTGTTGTTGTTGTTGTTGTTG 274

Ai10B24842 Araip.B10 24842 c (AAC)17(AAT)6 69 120249178 120249246 GCCACTAAACTCTTAAAAACAGGG CCAAATAAACACGTGAGTACCCTA 265

Ai10B24843 Araip.B10 24843 p4 (TTCT)12 48 120270372 120270419 TTTTAAAATTTGGTGCTTCTTTAGTC TTGAAGTTAAATGAAAACAAGATAAGA 270

Ai10B24847 Araip.B10 24847 c (AT)16gtatatgcg(A)1051 120285851 120285901 TTGAAGCAAGAAAAAGCAACAA AGGGAAGCAGCTCATTTGAA 265

Ai10B24858 Araip.B10 24858 p3 (ATT)7 21 120328457 120328477 GACCCCACATTTGCAGCTAT TTTGTTTGGTTCGATTTGGG 261

Ai10B24859 Araip.B10 24859 c (TTC)8atctgttaatgcaacaacaataatggtggtgaaaggaattgaaaccgatgacgcttctgcaaggctccttcaacgttcttcatcagca(TCT)5127 120328659 120328785 GAAGAACAAAAGGGGTGCAA CTTTGGAATGTTTGGCTTGG 259

Ai10B24860 Araip.B10 24860 c (TGG)5caatggcaagggaaatggaaatgaaatcagaaccgtcgatggtgatcgtcgc(GGT)685 120328920 120329004 ACGGTGGTCAGAAGAGGAGA TGGAATTCGCTTTATCTATAAAATCC 280

Ai10B24864 Araip.B10 24864 c (A)11cctgaaggagataaagcaaag(A)1042 120340101 120340142 AAGAAGCATAAGCAACAACAAAAA TTGGCTGGAATGTTCCCTAC 258

Ai10B24865 Araip.B10 24865 p2 (AT)7 14 120341815 120341828 ACCCTTTTGAACCTGCACAC TCGAAATTTTGGCCATATCC 164

Ai10B24866 Araip.B10 24866 p2 (TA)6 12 120342391 120342402 CCGATTTAAAAGTCTTGCGG TCTCGTGATGACAGACCTAATCA 191

Ai10B24882 Araip.B10 24882 c (TA)8gagagaga(GT)942 120392965 120393006 GATGGCGATAGAGACGGAGA ACTGATTGGCTGATACCCCA 251

Ai10B24883 Araip.B10 24883 p2 (AG)6 12 120397010 120397021 TTTGGGACAGGATGAGAAGC GTTGCACATGGTATGACGGT 212



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24884 Araip.B10 24884 p2 (CT)21 42 120402708 120402749 TTATGGCTCCTGGAAAGTGG GATCCAAACCGGACACAAAG 179

Ai10B24887 Araip.B10 24887 c (AGA)5gtgtggaagctgcttc(GAA)855 120411026 120411080 TCATCCAAAACCTAAAAAGAAGAA CCAATCATTCGGTGTCTCCT 187

Ai10B24888 Araip.B10 24888 p2 (CT)8 16 120412446 120412461 TATCGTCTCCGATGTTGCTG CTCCCCTCTTCCTCCACTTC 265

Ai10B24889 Araip.B10 24889 p3 (GAT)5 15 120414831 120414845 TCGACGGAGGGATCTAATTG CTGCTGACATGGCACCTCTA 215

Ai10B24892 Araip.B10 24892 p3 (TTC)5 15 120423922 120423936 TGACCATGTTATGGGCAGAG TCCGAGACGGTGATTGAAGT 277

Ai10B24895 Araip.B10 24895 c (T)11aaaggtgtttacgatatatt(TTA)649 120440758 120440806 TTTGTATGACCATTTTGGTTGTTT TTCATGACAATAATGGAGGAAAA 202

Ai10B24897 Araip.B10 24897 p2 (TC)6 12 120450740 120450751 GTGGGGCATGTGATTAGGAG GTAGCGCCATGGATCAGAAC 278

Ai10B24898 Araip.B10 24898 c (T)10cctctagacgactcaaatggtcaccattaccgctatcaccaccaccaatgattaacaaagaagtagaaaacg(A)1092 120458969 120459060 AAGAAGAATCCAGGTGAGTTGC TTCAATGTGTCAGGAAACGAA 266

Ai10B24899 Araip.B10 24899 p3 (AAG)5 15 120463909 120463923 ACAATGGTGCCTTGGAAAAG GAAGCAACTTTCTTGAGCCG 208

Ai10B24904 Araip.B10 24904 p3 (TCC)6 18 120471737 120471754 TGAAGAAAGCTTCTGCCTCC AATTGAGGACCATCAAACGC 274

Ai10B24905 Araip.B10 24905 p2 (TA)6 12 120492679 120492690 CCCGATAACAAAAGCACGTT AGAGGTGCATTTGAAGGGTG 212

Ai10B24910 Araip.B10 24910 p3 (TAA)6 18 120514026 120514043 TGCAACGTAACCACCTCTATG GCACGACATGAAAGACATCG 144

Ai10B24916 Araip.B10 24916 p3 (TCT)5 15 120537296 120537310 ACGTCGTAGCCTCTCCTGAA CCAGATCAGACGAGGGAGAA 147

Ai10B24917 Araip.B10 24917 p2 (TA)8 16 120541525 120541540 GTCGTGGTCTCGTGGATTTT GCCCTTAAGGCCTCTTGATT 103

Ai10B24921 Araip.B10 24921 p4 (AAAT)5 20 120559434 120559453 TCAAGATGAGAGAGCTTCGACA TTTTCCTTATATCTCCGTGGG 253

Ai10B24923 Araip.B10 24923 p3 (ACC)5 15 120561153 120561167 CCATCATCCTCATCTGCTCA CGCTGGAAGCTATAGGAACG 182

Ai10B24929 Araip.B10 24929 c (A)10ggaagaagtagagaagaagat(A)1344 120586380 120586423 ATTGAACACGCTGATACCCG GCAATTAGGATTTCGTGGCT 270

Ai10B24930 Araip.B10 24930 p3 (ATG)6 18 120590830 120590847 CTGTCATCACTCTGCTTGCC ATTGGTGCATTCCCATCATT 219

Ai10B24933 Araip.B10 24933 p2 (TA)7 14 120600486 120600499 TCCATACCTATTTTCACCCCA GGATAGTGCTCAACCTTGTGG 103

Ai10B24936 Araip.B10 24936 p3 (CCT)5 15 120601921 120601935 GATTTCGTCAGAAGACGGGA TTGCCTGAAACCAATCATCA 211

Ai10B24937 Araip.B10 24937 p2 (TA)6 12 120603513 120603524 GGCTTGTTTGGAGATTGCAT TTTTCTTGTAGCGATGAATCATGT 268

Ai10B24946 Araip.B10 24946 p5 (TACCC)5 25 120615025 120615049 GTTCAGGTATGTCTGCGGGT TGGGTTCAACTCTTCCTTCA 134

Ai10B24949 Araip.B10 24949 p3 (CTT)6 18 120620580 120620597 CTCTTCTTCCTCCTCCTTCTCA GTTTATTTTTCGTGCGCCTC 258

Ai10B24952 Araip.B10 24952 p3 (TCT)5 15 120632148 120632162 GCTCACAACCTGTCCATCAA ATGCCCCATTTTCATGTTGT 260

Ai10B24962 Araip.B10 24962 p2 (GA)7 14 120662088 120662101 GCAAGCAACTACTACCATGCAA AACCCCATTTTGCTCATCAC 164

Ai10B24965 Araip.B10 24965 p3 (TTA)6 18 120682382 120682399 CTTGTGCAAATGTGTTCCAAA TCCCCAATTAATCTGATCCTTT 213

Ai10B24967 Araip.B10 24967 c (A)10gagagagagacaaatagataaaagacattaatagataa(AAAT)568 120683971 120684038 AAGGGTTCGAATTCTGGGTT GGCCCAATTTCTCCTTTCTC 142

Ai10B24968 Araip.B10 24968 p2 (AG)6 12 120696828 120696839 GGGTTTTTGGGGAAGAGGTA CAGAAAAGGGCAAGAAGCTG 225

Ai10B24972 Araip.B10 24972 c* (AT)7(T)11*cgtaaaaaaaattaaaaatagttagttaagaaaaaaaaggaaatttttgaaaaagaggggagatattttcgaaaatt(AG)6113 120710646 120710758 TTGGACTGATTTACCTTTTTATTTATT CAAAATTTGTTCCAACCAACTAA 280

Ai10B24973 Araip.B10 24973 p2 (AT)6 12 120728594 120728605 GAACATCACTCACGAAAGCG GGCCAGTTTTAACTTCGCAA 133

Ai10B24974 Araip.B10 24974 p3 (TTC)5 15 120735402 120735416 TACCCGCAAGCTAATTCGAC ATGCAAATTCACGTTGAGCA 280

Ai10B24975 Araip.B10 24975 p2 (TA)10 20 120743657 120743676 ATCTCTCAGGCTCACGAGGA TGTGCCATGCGTTTTGTTAT 261

Ai10B24976 Araip.B10 24976 c (AT)6(AC)7 26 120743862 120743887 ATAACAAAACGCATGGCACA TGACGGTGATTGTTGCTGTT 216

Ai10B24977 Araip.B10 24977 p3 (GAT)7 21 120745614 120745634 TCCCGGTTTTTAGAGAGGGT CAAATGCATGTTAGGTGAGGG 155



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B24978 Araip.B10 24978 p2 (AT)6 12 120746400 120746411 CATGGACATTTCGCATTTCA CACATGCATATACCAAACAAATCC 227

Ai10B24979 Araip.B10 24979 c (ATT)5(TAT)7 36 120746547 120746582 TGCATGTGATTTACCCTAATTCTG ATGCCATGCCTATTCAGGAC 175

Ai10B24981 Araip.B10 24981 p3 (ATC)6 18 120749054 120749071 GAGTTGGAGCAGATGAAGCA CAGCAGTGAATCTGGATGGA 107

Ai10B24987 Araip.B10 24987 p3 (CGC)5 15 120759805 120759819 TTCGCTACAAAATGGTTCCC TGGAAGCAGAAGCAGAATCC 259

Ai10B24988 Araip.B10 24988 c (GTT)5ctgttctgtttttgttcctgcttcttctgtttctacttgattccattgttgattcattggtgattca(TTG)597 120759974 120760070 GGTTGCTTCTGCTTCTGATTG GGACCAAAATGCTCCTTCCT 280

Ai10B24995 Araip.B10 24995 c (CTT)6ccctcccc(CTT)541 120782643 120782683 GTATAGAGGTGGCGGCAGAA CTCTTGTGAAGGGGAAAGGA 108

Ai10B24996 Araip.B10 24996 p3 (TCT)6 18 120788995 120789012 AGCACTCAAACTGGTCCCTG ATCGACATGAGTAGCAGCCC 280

Ai10B25003 Araip.B10 25003 p2 (TA)6 12 120823627 120823638 GGCCACCACTCTGACCTAAA TGTTTTGGATGAATTCCCTTG 278

Ai10B25006 Araip.B10 25006 p3 (CTT)6 18 120831132 120831149 AAACACGCTTCGAACCATTC GAGGAAGAAGAACGTGCAGC 115

Ai10B25009 Araip.B10 25009 p2 (CT)6 12 120844859 120844870 TTTCTTATCTTTTTCAAAACCACC ACAAGGGTGAGGAGAGCAGA 239

Ai10B25010 Araip.B10 25010 p3 (TTC)5 15 120848336 120848350 AGCCCTCCATTCTTCCTCAT CGGTCTTAGGTGCCATCAAT 208

Ai10B25012 Araip.B10 25012 p2 (AG)6 12 120876137 120876148 CCCAGATCCAAGTCCAGAAA AACCTGAGAGGAAGTTGAAATCC 197

Ai10B25013 Araip.B10 25013 p3 (AGA)5 15 120878919 120878933 CAAAGAAGGGTCACCTGCTC CCGAGCTTATATGGTCGTGA 257

Ai10B25015 Araip.B10 25015 p2 (TA)7 14 120899310 120899323 ACCTGACCTATTTCCACCCC GGCGGAACTGAAGACAAAGA 218

Ai10B25016 Araip.B10 25016 c (AAG)5aggaagaggaagaagaacgtgcagc(AAG)555 120900123 120900177 CTCCTCATCTTCTGCTGCTTC AACCGTACTGCACGTTTTCA 230

Ai10B25019 Araip.B10 25019 p2 (AG)6 12 120937427 120937438 AGCGATTTCTGGACCCTTTT GAGCATTGAACCTGAGAGGAA 213

Ai10B25023 Araip.B10 25023 p2 (TA)12 24 120964640 120964663 GCCTTTTGTCCCTCATTTTT TGAATACTCAAAATTATAATCATCCCA 267

Ai10B25025 Araip.B10 25025 p2 (TG)6 12 120966301 120966312 AACTCGCTGAAGCAAAACAAA TTTTTCACCTTCATTTGGGG 250

Ai10B25028 Araip.B10 25028 c (AAC)11(AAT)5 48 120971700 120971747 TCGATAACACCAAACCTCCC AGCGCACATGGTAATTTTGT 218

Ai10B25032 Araip.B10 25032 c (AG)13aa(AG)7 42 120986268 120986309 CGATTCGTATTTGCGAAGGT CGACACGCAACACTTAATGC 278

Ai10B25033 Araip.B10 25033 p2 (AT)6 12 120987715 120987726 GCCCAGACTTTTAGTGCGAT TCTGGGCATCACCTACCTCT 270

Ai10B25035 Araip.B10 25035 p2 (AT)11 22 121000927 121000948 GCTGCACGCTTCGTAAAATA TTAAATGGCAAATCGATCTCA 216

Ai10B25043 Araip.B10 25043 p4 (TCTT)6 24 121018351 121018374 AGAAAACGTGGTGGAACTGG ATTTAATCGGGTCCCCTGAG 214

Ai10B25045 Araip.B10 25045 p2 (GA)9 18 121021692 121021709 ACCCTAGCCGTGACTCAGAA TGTTGTTCTTCATCTTGGCG 150

Ai10B25048 Araip.B10 25048 p2 (TC)10 20 121040592 121040611 TCACCCATCATCATCATCGT ACCCGTCAACCCACTGTTAG 198

Ai10B25051 Araip.B10 25051 p2 (AT)9 18 121043523 121043540 TGCCACGACAGTTCTAAAGC GCCTAAACTCCGCGAGCTAT 213

Ai10B25052 Araip.B10 25052 p3 (AAC)5 15 121043915 121043929 CCAAGGTGGGTTACAACCTG CACATGGAGGTTAGGAAGGC 270

Ai10B25053 Araip.B10 25053 p3 (CCA)6 18 121049150 121049167 TAACACTTGGAGTCTCCGGC TCGACATGCATTTGAAGCTC 262

Ai10B25058 Araip.B10 25058 p2 (TA)6 12 121055989 121056000 GGCTGGCCGGAGAATATTTA TGTTTCAGATGCAGGTCGAG 218

Ai10B25061 Araip.B10 25061 c (GA)7tagatagatagagaggaggggagagagagaagagaaagagaggaagagagagaaaaatgg(GA)10aaagaaagagaagag(GA)6121 121072754 121072874 GAGGGGGAGAGAGAGAGCAT TCCATTGCTTTCGTTCCTTT 279

Ai10B25064 Araip.B10 25064 p2 (TC)7 14 121111473 121111486 CCAATGGGTTCGTTCCTTTA GAAGCAACGGTTCATCACAA 280

Ai10B25069 Araip.B10 25069 p3 (ATT)8 24 121139325 121139348 TCAAGTCCTCCGTCTAGGTTG TCGGATTTGTAACAGCCGTA 260

Ai10B25072 Araip.B10 25072 c (TC)10(CCTC)5 40 121164116 121164155 CAACGATGACTCGACCCTCT AATACCAAGAACGCACCAGG 260

Ai10B25076 Araip.B10 25076 p5 (TCTCT)7 35 121171878 121171912 ATGACACACCTCGACCCTTC AAGGAGGTGAGAGATATGGTGC 231



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25077 Araip.B10 25077 p3 (TAA)6 18 121174228 121174245 TGAGTTCAGCAAACGAAACG ACGACAACTCAACAGGACCC 216

Ai10B25078 Araip.B10 25078 p3 (GAT)5 15 121175261 121175275 CATGAGTCCCGCTTATGGTT CATTGTCGATGATGGTCCTG 229

Ai10B25079 Araip.B10 25079 p3 (TGA)5 15 121189717 121189731 TTCTCACTGGGCTTCCACTC ATGTCGTCAATCAATGCACC 272

Ai10B25082 Araip.B10 25082 c (A)10cgcccaattcagtctctaatttttttttgggctgataagcctatgtgc(A)1068 121193271 121193338 CTTCACCCGATCTCTGACAA CAACGAGATTCCTATGCCAAA 163

Ai10B25083 Araip.B10 25083 c (TC)7(T)11 25 121193614 121193638 GAGACGGTAGTGGATCATGC ATGGTGGGCTTGTGAATTGT 242

Ai10B25086 Araip.B10 25086 p3 (ATG)5 15 121194299 121194313 TGCTTCACAGCTTCAGCACT TGAAGAGCATGAAACATACGTG 267

Ai10B25088 Araip.B10 25088 c (TTG)5ttctattcctgctcctgctcctgcttttgcttgattacattgttgattca(TTG)1095 121228754 121228848 TTGCTTCTGGTTGCTTCTGA ACCCCTTCCACTTCTTCTCC 271

Ai10B25089 Araip.B10 25089 p2 (AT)11 22 121237174 121237195 TTGAGCTTAGTTTACCGTTTTGC TCACGGGTTGTGTGTTCTTT 275

Ai10B25091 Araip.B10 25091 p2 (AC)6 12 121245510 121245521 TTTCAAGGTTGTAATGGGGC TGGGTAGCTAGGCATGATTTT 143

Ai10B25092 Araip.B10 25092 p2 (TA)8 16 121246220 121246235 AAACTCACGGGTTGTGTGTTC ACACCTCCCTTTCACACCTG 193

Ai10B25093 Araip.B10 25093 p2 (AT)6 12 121248872 121248883 CGTGAGCAGTCATCAGCATT TGTTGTCTACATCAGTCCATCCA 274

Ai10B25096 Araip.B10 25096 p2 (CT)6 12 121258039 121258050 TTTCTTATCTTTTTCAAAACCACC TTTTGGGGAGTGATGGAGAG 234

Ai10B25097 Araip.B10 25097 p3 (TTC)5 15 121259692 121259706 ATGGTTCTCGAAACACACCC CTCGAAGGTGGAAGCTTTTG 208

Ai10B25098 Araip.B10 25098 p3 (AAT)6 18 121260643 121260660 TGAAGCAAGAAAAAGCAGCA TTATTTGCCCTTGCCTTTTG 169

Ai10B25099 Araip.B10 25099 c (AT)6agtcacacctatattttactaaactggtgcctctccttcgatattatcatcaagaagtcaccaatatagtatcacaaaat(A)13105 121263110 121263214 AACCCGTAGAGGGTTTGGG CGAAATGGTGAAAATTTAATATGCT 264

Ai10B25100 Araip.B10 25100 p2 (AT)7 14 121264075 121264088 AAAATGACTACAATGCCCTTATCA TCACTTAGATAAAGACGTCAAAAACG 250

Ai10B25101 Araip.B10 25101 p3 (ACC)5 15 121267589 121267603 AAACCCGAAGATTAGCAGCTC TTTTCAGCGTGAAATGCAAG 224

Ai10B25103 Araip.B10 25103 c (TCT)5tccatggcatcaaagtagaaa(TCT)551 121273302 121273352 CATCAAGAGCATCATCGTCG CTGCCCATACATCCACCTCT 151

Ai10B25109 Araip.B10 25109 p5 (ATTGT)5 25 121306695 121306719 CCCATTATGTATGTGTCTTTTAGGA TGATGATCCCATGTGAAATGAC 215

Ai10B25112 Araip.B10 25112 p2 (TG)11 22 121315889 121315910 GAGGTCAACTTCCCCCAAAT TCCTGTCAATGTGAAGCAGC 192

Ai10B25113 Araip.B10 25113 p2 (TC)10 20 121316840 121316859 TTTGGAACTACATTGGTCCTGA TGAAGCCTTTCTCTCCTCTCC 220

Ai10B25118 Araip.B10 25118 c (T)10ctttcttctttttctttagttta(T)1043 121331501 121331543 CATTCCTCACTTTTCCGCAT TCATGCATTGACGCTCTTGT 239

Ai10B25119 Araip.B10 25119 p2 (GC)7 14 121334353 121334366 GTGTGCCCGTCTTAAAGGTG AGAGTTATGCCACCCCTGTG 164

Ai10B25120 Araip.B10 25120 p2 (GC)6 12 121334472 121334483 CACAGGGGTGGCATAACTCT GCGTACATACAAAGCGAGCA 229

Ai10B25121 Araip.B10 25121 p2 (GC)6 12 121334606 121334617 CACAGGGGTGGCATAACTCT GCGTACATACAAAGCGAGCA 229

Ai10B25124 Araip.B10 25124 p3 (CCT)5 15 121352427 121352441 CGACGTATAGCTCCTCCAGC GCTTGGTTATGCGTTGGACT 272

Ai10B25126 Araip.B10 25126 p4 (AAAT)6 24 121364099 121364122 TGGATGAAGAATAAGAATTTGAGTATG TTGAATTTGGGAGAAGAGAAAAA 278

Ai10B25128 Araip.B10 25128 p3 (TAA)6 18 121371369 121371386 TGATTCGCATCTACCTACAGAAA TTGTTGTTTGATCGGTGGAA 235

Ai10B25129 Araip.B10 25129 p3 (TTC)7 21 121381559 121381579 CTCCTTCCCTCACTCGTTTG AATAAGGAAGAACGCGAGCA 162

Ai10B25130 Araip.B10 25130 p5 (TGAAT)5 25 121381898 121381922 TTGAATGAGAGCGATTTGGA CCGAACACGTATTCATGGTG 265

Ai10B25131 Araip.B10 25131 p3 (AGA)5 15 121382659 121382673 GAGGAGGAGGAAGAGGAGGA AATGTGAAATATACGCGCCC 204

Ai10B25132 Araip.B10 25132 p2 (AC)16 32 121388662 121388693 CACCTTCCAAACCTCCTCAA TGGCAGTTGAACCGACAATA 264

Ai10B25134 Araip.B10 25134 p2 (TA)7 14 121398363 121398376 TGTGCCAATTGAAGGTTCTG GGCTGCCACATACACACATT 108

Ai10B25145 Araip.B10 25145 p3 (CCT)5 15 121416929 121416943 TTATCGTCGTCACCAACACC TGATGGAGGAGAAGGAGGAA 125



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25146 Araip.B10 25146 p3 (TCA)5 15 121417303 121417317 TGTTCATCGTTGATGGTTTGA AAAAAGAAGAAGAAAATGATGATGAA 259

Ai10B25155 Araip.B10 25155 c (TC)8act(CA)8 35 121442240 121442274 CAACTTTGTCATTTTCCCCC CCATCGAGTTTAATCTGCAATTTT 270

Ai10B25161 Araip.B10 25161 p2 (AT)6 12 121466232 121466243 CCGTTGTGAACGTTGTAGGA CTGCCAACAGATTAATTATTGAAACA 269

Ai10B25164 Araip.B10 25164 p2 (TA)6 12 121469461 121469472 TTCCTCGTGTCATCGTGTGT TGAACCCGAACTAAACCGAC 274

Ai10B25168 Araip.B10 25168 p3 (TCC)7 21 121475231 121475251 CATAATGCGCACGTGAAATC GGAGGAGAAACGTAAAGAAGGA 105

Ai10B25170 Araip.B10 25170 c (A)10gaagac(GAT)531 121476318 121476348 TGAGAAGGTAAAACAAGAAGGAAAA TGTATCTTGGAAATCTTGCGG 192

Ai10B25175 Araip.B10 25175 p2 (TA)9 18 121485628 121485645 TCATGAGCCACGAAGTGTTC GGTGGTGGAAAGCAACAACT 119

Ai10B25179 Araip.B10 25179 p3 (ATT)11 33 121510461 121510493 TTAAGCAAGTGGGAATTGGG GCCGTTTCCAAATTGAGGTA 232

Ai10B25184 Araip.B10 25184 p2 (AC)9 18 121533425 121533442 TCCGGCTGCCAATATTATAGA TGCAAAACCAAATTATGCCA 161

Ai10B25185 Araip.B10 25185 p3 (ATT)16 48 121535512 121535559 GTGGCTGATGTTGCAAATGT TCATTTCAACGGCAAATTCA 258

Ai10B25186 Araip.B10 25186 p2 (AC)33 66 121536256 121536321 TCAGAATTTGCAAGCCAGTG TGTGTTCGCAAATGGCTAAG 237

Ai10B25191 Araip.B10 25191 c (CAC)5caacaccaacaccaacaccaacactaacacaact(ACC)667 121556727 121556793 CGTGAAAATCGAAACCGTCT TTGGTGGTGGTGTTTGTGTT 276

Ai10B25201 Araip.B10 25201 p4 (TTAT)5 20 121569442 121569461 AATGCAACTGGGGTCCATAA AAAGGGCAAAAGGAAAGGAA 118

Ai10B25202 Araip.B10 25202 p2 (TC)6 12 121570409 121570420 TTGTTCCCTCTTCACCCATC TTGGCCTTATAGATATTTATTGTCTGA 185

Ai10B25203 Araip.B10 25203 p2 (TA)9 18 121570993 121571010 TTTAACTTCCCTATGCCCCC CCCCTCACTCGAGGTAACAA 205

Ai10B25209 Araip.B10 25209 c (A)10g(A)11 22 121573613 121573634 ACCACATAAGCGCATTGGTA CCGTTTTAAAATAAATGCCGC 255

Ai10B25211 Araip.B10 25211 p2 (AC)6 12 121594987 121594998 TGGAGCTTTCATCCCCTCTA CCCTTTCCTCCTTTACCTCG 196

Ai10B25212 Araip.B10 25212 p2 (TA)6 12 121610032 121610043 TTTCAAGGTTGTAATGGGGC ATCAATGCACATGGGACAAA 221

Ai10B25219 Araip.B10 25219 c (TAA)14gtagcgaccatcatatatattttagattctgataaactaa(AAAT)5102 121638716 121638817 CGAACCAACATTCTTTCCATC TTTAAATCTTTTCCATTTAACTTGC 269

Ai10B25222 Araip.B10 25222 p3 (TTC)5 15 121648566 121648580 TTGCCTCATAGTCTATCTCCTGAA AGCAAATTATTGGCATCGCT 262

Ai10B25225 Araip.B10 25225 c (TC)11cctctctatccctttctttcattctctctctcccctatccattttct(TC)783 121655759 121655841 GCACCAGTTTAAACCAGTTCAT AGCGAGGGGGAGAAGTAGAG 277

Ai10B25227 Araip.B10 25227 p3 (CTC)5 15 121656669 121656683 TTCCCCTCCTCTCTCTCTCC CAACCTTCTCTCTCCCCCTC 225

Ai10B25230 Araip.B10 25230 p3 (CTT)8 24 121664627 121664650 TTTGAGTTTGCATCATCACCA GGACTCAATGGAGGCAAAAA 260

Ai10B25232 Araip.B10 25232 p2 (TG)10 20 121665309 121665328 CTGCATCAATTGAGGTGGTT TTTTCAGTTCCCAACCCAAG 226

Ai10B25233 Araip.B10 25233 p2 (AT)7 14 121668568 121668581 GCTGTTTCCATGCATTCTGA CAAGTGTGCCTGGATTGAGA 275

Ai10B25248 Araip.B10 25248 p4 (TTTA)5 20 121692930 121692949 CGGCATCAATTGTGGTAGTG CAAGGTCCGGTTCACTGTTT 249

Ai10B25249 Araip.B10 25249 c (TAT)7(TGT)6tcttgttgttcttattatgtaactg(T)1680 121700509 121700588 CACACGTGATCCCAATGAAG CGACAACAGAATTCAAAGACGA 277

Ai10B25251 Araip.B10 25251 p3 (TAA)7 21 121703388 121703408 TCGACTTCACCTGAGTTTTCA ATTAAGGTGTGCGTCGTTCC 209

Ai10B25270 Araip.B10 25270 c (A)12ctaattctaacttttaattaagcaaaattttaaactatccacaaaatttgactaacgagtgttgactatcaattgaagtagtaagtttgac(A)10113 121734129 121734241 CAAGTTCAAATCTCACGGTTGA TGTCTCTATCCTGACCAATCAAAA 230

Ai10B25272 Araip.B10 25272 p4 (TTTA)6 24 121735078 121735101 ATCTTCGCGACAGCAATCTT TGGAGCTTCCACATTCAGTG 270

Ai10B25278 Araip.B10 25278 p2 (AG)9 18 121752132 121752149 AATGCGGGAATCAAAAGAGA TGGGAAGGTTCATAAGCCAA 278

Ai10B25279 Araip.B10 25279 p2 (AG)6 12 121754238 121754249 ATCCAAGCCCAGAAACACAG TGGAATGAAGAAAACGAAGGA 198

Ai10B25280 Araip.B10 25280 p2 (AG)6 12 121758376 121758387 GCCAGAGAATGGGAGAATCA TGGGAAGGTTCATAAGCCAA 275

Ai10B25282 Araip.B10 25282 p2 (AT)7 14 121764988 121765001 ATGCCATGCAATGCAATCTA CACAAAATTCAGTGAGGGTTCA 241
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Ai10B25287 Araip.B10 25287 p3 (TAA)5 15 121777048 121777062 GGCTGGTGGGGAGTGTATAA AAAAATTCCGGCCGTTTATC 217

Ai10B25288 Araip.B10 25288 p2 (GA)6 12 121778300 121778311 GGAGGGAAGGAGAAAAGAAAAA GCACAGTTTCCCTGGTTTGT 174

Ai10B25293 Araip.B10 25293 p3 (CAT)5 15 121791701 121791715 CATGGCCCTTCTTTAGGACA GAATAGGACCACCCTGCTGA 148

Ai10B25299 Araip.B10 25299 c (GA)6caaaaagggggggggtggggtggggattggggcctttttggcctttcgttcttc(T)1177 121851187 121851263 GGGTTTTCATGGTGGGTATG GAAAAACCAAAAACCGGTCA 277

Ai10B25302 Araip.B10 25302 p3 (GTT)5 15 121874647 121874661 TGTCTTGTGGCTTGAGGTTG CCTGGATGTTCTTCAGCCAT 250

Ai10B25303 Araip.B10 25303 p3 (TGA)5 15 121876467 121876481 GCCCTTCTTCCAAACATTCA GATGCAAGAATGAAAGGGGA 262

Ai10B25307 Araip.B10 25307 c (A)12caaacagtattttataacataaaaacaatattctgaag(TA)1172 121890316 121890387 ATCCCCCTGATGCTTTATCC GAGCATGCATTCTTTTGGGT 271

Ai10B25308 Araip.B10 25308 c (A)11ttccatat(A)1029 121892146 121892174 GCCATCGATTTACATTGTTTGA ACATTGTTATTGGAAACACGAA 266

Ai10B25309 Araip.B10 25309 p2 (TC)11 22 121900115 121900136 CCGTCAATGGTGTATGGTCA GCAGCAGGAAGGAATGAAAG 222

Ai10B25312 Araip.B10 25312 p3 (AGA)6 18 121917544 121917561 CTAGAGGTTTCTCCGGCCTT AGTCCTTGACCCCTCAGGAT 231

Ai10B25314 Araip.B10 25314 p2 (AT)6 12 121928356 121928367 CAGTGAAATAAAATTCATGTACCAAAA TGCTAGTGCGGTGATATTGC 236

Ai10B25316 Araip.B10 25316 p2 (TA)7 14 121946103 121946116 CATGACCAAATGACCAACATT AATACGAGCGTCTGGTGGTT 219

Ai10B25318 Araip.B10 25318 p4 (AATA)6 24 121947749 121947772 CCCTCTTTGTTTCCCATTCA CCAGCTGCAAAGTGAAAAGTT 185

Ai10B25320 Araip.B10 25320 p3 (TGT)7 21 121948967 121948987 TGGTCAAAGAAAATGCTAGGG TTGTAGACACCGTACCGCAG 151

Ai10B25322 Araip.B10 25322 c (AT)6tgaagatgcatatttggtattttaaagcggtgagtggtgacaaaatcacatgcagatgcagagacagctc(CA)694 121959345 121959438 CACAGTCCACCATTCACATTG AACAGAAGAAGGGGGATTGG 221

Ai10B25324 Araip.B10 25324 p3 (AAG)5 15 121960091 121960105 TGAATTGTAGCCAGCAGCAC TCATCTGCCAAAGAATGCAG 273

Ai10B25325 Araip.B10 25325 p3 (ATT)5 15 121964238 121964252 TTGTTGCATTCCTCCCTTTC TGCAAATCATCATTGGTAAAAA 254

Ai10B25328 Araip.B10 25328 p2 (AT)7 14 121966324 121966337 TGATGAATTGTAAAGTTTGATTTTGA TTGGGTTGCTTTAGTGATAGCTT 261

Ai10B25329 Araip.B10 25329 p5 (AAAAT)5 25 121971207 121971231 TCAGGACCCGTAGTGATGATT TTCACCGACAATAAATCTCACAGT 257

Ai10B25331 Araip.B10 25331 p3 (TCA)5 15 121976212 121976226 CAGATTCTCCTGCACCAACA TGGTTTCATATCATTTGGCA 217

Ai10B25333 Araip.B10 25333 p2 (TA)6 12 121977556 121977567 AAAAACAGCCAAAACTTGCC GCATGATGCATGAATTGTTGT 277

Ai10B25334 Araip.B10 25334 p2 (AT)7 14 121979265 121979278 TTTGTACATTCTTCTTTTTCTCTTTCA TTGACCTTCTTCTTTGCCGT 244

Ai10B25337 Araip.B10 25337 p3 (GTT)7 21 121980491 121980511 CCATGGCTTCCCAAATTAGA CAAGAATTTGGAGGCGGTTA 152

Ai10B25338 Araip.B10 25338 c* (AT)9(ATA)21* 79 121981796 121981874 TGCCTGGGAAAAACATATTCA CAAGCACATGATCATACGGA 247

Ai10B25340 Araip.B10 25340 p2 (AT)9 18 121985644 121985661 TGCCATTTAAACTATAATTCGTTGA TGAATGCAATTTCACACTTTTTC 280

Ai10B25342 Araip.B10 25342 c* (T)13(TG)6* 24 121993715 121993738 CGTGCATCCTATCACATAACG CTCTAGGGTTTGCTGCTGCT 223

Ai10B25345 Araip.B10 25345 p3 (GAA)6 18 121998568 121998585 AATGGAAGGGGCTTCTGAGT TGTTGTTTCCATAGCCACCA 194

Ai10B25349 Araip.B10 25349 p2 (AG)8 16 122014938 122014953 AGAGTGGTGGAGGTGATTGG AGGGAAGAAAAGTTGGCGTT 278

Ai10B25351 Araip.B10 25351 p3 (AAT)11 33 122034894 122034926 TTGGTGTATTCTCCAATAAAACAACT AACTAAAACTGAGGCGGGCT 103

Ai10B25352 Araip.B10 25352 p2 (TA)12 24 122047860 122047883 TTCACCATTTACTTTGGGGC TGGAGAAGTGAATTTGGAAACA 233

Ai10B25353 Araip.B10 25353 p2 (TA)10 20 122050614 122050633 TACTTTGGGGCATTTTGTCC GGCGAAGTGAATTTGGAAAC 220

Ai10B25358 Araip.B10 25358 p2 (TA)6 12 122067708 122067719 TGGATTGCTGCTGGTTTATG CCAGCAATCAGAAAAGACCAA 115

Ai10B25359 Araip.B10 25359 p2 (AC)6 12 122072218 122072229 TTGTAATGGGGCCAAGGTAA CAAAAGTGGGAATTTTGGGT 150

Ai10B25360 Araip.B10 25360 p2 (CT)7 14 122077198 122077211 TTGAACCTGGAATGAAGAAGAAA AGCTGGAAAGCAGAGGAATG 170
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Ai10B25361 Araip.B10 25361 c (C)10ttaaaaagattttcgctctcaaaaatccgaatcacgcgatggg(AT)1175 122080414 122080488 TTTGAATCTATTCCGGGCAC GAACGTCGACACGGTAGGAT 235

Ai10B25363 Araip.B10 25363 p2 (TA)6 12 122092857 122092868 GCTGGATTGTTGCTGGTTTA CCAGCAATCAGAAAAGACCA 117

Ai10B25364 Araip.B10 25364 p2 (CT)11 22 122094527 122094548 CCGTCGTAGGAAGCTGTGTC AGTGGCAGAAACACAACGG 133

Ai10B25365 Araip.B10 25365 p2 (AT)8 16 122101865 122101880 TTGCAGTTGTCGATTTTTGC ATAAGATGGCCAGCAACCAG 185

Ai10B25368 Araip.B10 25368 p3 (TCT)5 15 122118513 122118527 ACCCACCCACTCAAATTCAA CTTGGAGGTGGAAGCTTTTG 210

Ai10B25375 Araip.B10 25375 c (T)12gcagggggagggtatgattctaagaagagcaggattatctactgctatttttttctgcctc(T)1083 122132102 122132184 TGGGTGTTATGTTTCCCCTC CACCCTCCAAGCTCCTAAAA 254

Ai10B25376 Araip.B10 25376 p2 (TA)7 14 122141089 122141102 CGTGGAGTACAGGGATGGAT CACATCCACAAAGACACTTCC 257

Ai10B25384 Araip.B10 25384 p3 (CTT)6 18 122170456 122170473 GAACAAGTGTCCTGGGTGCT AAGTAAGTGTGTGGGGGCTG 264

Ai10B25385 Araip.B10 25385 p4 (TTTC)5 20 122170966 122170985 GCATAATGCATGTCCTTTGTTT TGCTGCACTTCATCTGTTCC 272

Ai10B25388 Araip.B10 25388 c (T)10(A)11 21 122176251 122176271 AGGAGAAGGCAAGAAGGAGC CACAAATTCCCATCCCACTT 233

Ai10B25391 Araip.B10 25391 p3 (TTC)7 21 122197356 122197376 CCTCCTCTTCCTCCTCATCC GCAACTCCACTTAACCGAGC 159

Ai10B25395 Araip.B10 25395 p3 (ATT)17 51 122208824 122208874 TTTAAATTCAGATTCGACCAAAAA TGTGATTTTGTGTTTTTCATATAACAT 277

Ai10B25398 Araip.B10 25398 p2 (AT)8 16 122211710 122211725 AGAGGGACCGAGAAGGAGAG GGAGCTGGACCCGTGTAATA 177

Ai10B25400 Araip.B10 25400 p2 (TA)18 36 122219115 122219150 TTATGCTCGGACCGGTTATC ATTGAAAAGCGCAACACTCC 171

Ai10B25401 Araip.B10 25401 c (T)10ctttttttcgccattttttc(T)1242 122230263 122230304 TTGCTCTTGCCTTTTGGTTT TGAAGCAAGAAAAAGCAGTGAA 125

Ai10B25403 Araip.B10 25403 p4 (TCTT)5 20 122240212 122240231 TCGCCTGTTTCCTTATCCAC AAATGGTGAAGAGGGAAGGG 215

Ai10B25405 Araip.B10 25405 p3 (AGA)5 15 122243839 122243853 TTAGAATGTTGCTCGCCCTC TCAACATCTCTCTCCCACCC 125

Ai10B25408 Araip.B10 25408 p4 (TTTA)5 20 122245975 122245994 ATTGCAAGCCTCAGTCCAAA ATCTTGTTGCTCAGATGGGG 235

Ai10B25412 Araip.B10 25412 p3 (TAT)8 24 122268353 122268376 CGGATATTTCGCTGCCAGTA GCTACTTGCATCCTTAACATTTTG 279

Ai10B25413 Araip.B10 25413 p3 (TGC)6 18 122269367 122269384 GAGAGCCGAACAGAGAAGGA CTCTCCTCTAGGCTCCCTCC 181

Ai10B25414 Araip.B10 25414 p2 (GA)6 12 122269490 122269501 CGAATTGCTGAGCTTGAGG GACGATTGGGAGAAGCGAT 241

Ai10B25415 Araip.B10 25415 p2 (AT)9 18 122272052 122272069 CTGCAATACCGCTCCAAAAT CCGGTTCGATTAACTGTGGT 226

Ai10B25416 Araip.B10 25416 p2 (AC)6 12 122272566 122272577 GGAAAACCGGGCATTAATTT TCACAAGAAACGCGTAGCC 273

Ai10B25417 Araip.B10 25417 p2 (AT)9 18 122282357 122282374 TGTTTTCTCTCGCCTTTATCG GCTGCGCCACTCTGATAGAT 268

Ai10B25418 Araip.B10 25418 c (ATTT)6gataaggtgggaatttttaatcaccacaaatatatattaattaattagtgtatgaaactctcattgaaggtagtta(T)11111 122283658 122283768 TCCGTTTGGATATGGATGAAA GTGAATCTCTAGTCGTAAAATGCTT 178

Ai10B25423 Araip.B10 25423 p2 (AG)6 12 122310397 122310408 TATCAGAATTCACTGGGGGC TGAAAAACCTGAATTTGATGAGAA 234

Ai10B25424 Araip.B10 25424 p2 (TA)6 12 122314675 122314686 TTGCAAGGAAGGTTTCTTTTTC TGGAACAAACCACAGATTGC 230

Ai10B25425 Araip.B10 25425 p2 (AT)6 12 122315444 122315455 TGAGATTTTGGGTGGCTAGG GGGCTAAGGTAAGGGTGAGG 138

Ai10B25427 Araip.B10 25427 p2 (AT)6 12 122320793 122320804 GTGGAAAAGGGTGGTGAAGA GTATCCGCGGGAATTTACCT 257

Ai10B25428 Araip.B10 25428 p3 (AGA)5 15 122322778 122322792 TGAATGAGAAGATGAAGGGTTG GAGAGGAAATCATGCTCCCA 263

Ai10B25432 Araip.B10 25432 p3 (ATG)5 15 122330981 122330995 TGTTGAATTGTCCATTTGGC GCTTCCTAAATTTCAGAAAAGGG 215

Ai10B25435 Araip.B10 25435 p2 (AG)6 12 122336447 122336458 ATTGCTGTCACAGAGGAGGG ACCAGCAAAGTTTTTCGACG 262

Ai10B25436 Araip.B10 25436 c (A)14tcaaaaaaatattttcctcta(T)1449 122345324 122345372 TGTTCTTGGTGTTCATCTTGACA TTTAATGCAAGATTTCAAAAATGC 186

Ai10B25437 Araip.B10 25437 p3 (TTC)6 18 122359819 122359836 AAGCTTCTGCAACCACCACT ACACCAGGGTTCTGTTCTGG 249



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25440 Araip.B10 25440 p4 (TTAT)6 24 122394522 122394545 GGAAGAAGTTGTTTCTGCTTGC TGGCTTTTCAGGTTTTGATTG 279

Ai10B25442 Araip.B10 25442 p3 (AGA)6 18 122407948 122407965 TGAATGAGAAGATGAAGGGTTG CTTCCCCAAAAGCATTCTCA 227

Ai10B25443 Araip.B10 25443 p3 (TAT)10 30 122423562 122423591 AACGGATATTTCGCCATCAA AGGTGCATCCAAATGCAATG 239

Ai10B25444 Araip.B10 25444 p3 (TAT)7 21 122428815 122428835 TGATTGTCAGGGTGTTTTGC TGGCATGCATTCAAATCAA 252

Ai10B25445 Araip.B10 25445 p3 (CTT)8 24 122445790 122445813 AAGTTTCTGCAACCACCACC ACACCAGGGTTCTGTTCTGG 252

Ai10B25447 Araip.B10 25447 c* (A)11(AT)9* 28 122454361 122454388 GAAAAGTTGGGAACATTGGGT CCATTCTTCACTTTTCCACACA 219

Ai10B25448 Araip.B10 25448 p3 (CAA)7 21 122455382 122455402 GTCCAAATGAGGCGGTTCTA GAAGATGGACAAAGGGCAAA 236

Ai10B25449 Araip.B10 25449 p2 (AT)11 22 122458472 122458493 CCCTTTTGCATGTGTGAATTT CACGGGTTGTGTGTTCTTTG 235

Ai10B25450 Araip.B10 25450 p2 (AT)8 16 122459617 122459632 TTCTTTAGCCCTTGATTGTGC GGGGTTTATCAATCTCCCCA 226

Ai10B25452 Araip.B10 25452 p2 (AT)6 12 122469765 122469776 GAAACTCTGGGTTGCATCAAG CAGAGAACAGAGTAACCAGAGCA 266

Ai10B25453 Araip.B10 25453 p2 (AG)6 12 122473170 122473181 GGCCCGAAAATCCAAATAAG TTGGGGAAATAAACAAACCAA 267

Ai10B25456 Araip.B10 25456 c (A)12(GA)7 26 122480728 122480753 TGTCCCATAGTGGGGAAGAG TTCGGATGGATTTGAAGAGC 216

Ai10B25459 Araip.B10 25459 p2 (TG)7 14 122504676 122504689 CTCTCTCCACTCGGCGATAC TCACCATCACTCATCCCCTT 261

Ai10B25460 Araip.B10 25460 p2 (CA)12 24 122506162 122506185 CGAGGAATCTTGAAGGTTGG TCCGACTAGCCTTAGCTTCG 208

Ai10B25461 Araip.B10 25461 p2 (AT)9 18 122523908 122523925 ACCACCACCCTCTGGTGATA AAGCTCTGAACTCAGCCTGC 230

Ai10B25463 Araip.B10 25463 p2 (TA)7 14 122538410 122538423 CTCCTAACTCAGCCTGCGAA TTGTCTTTTGGGTATTTTGGG 244

Ai10B25466 Araip.B10 25466 c (TC)6ctcgcgttcg(TC)940 122545641 122545680 TAGCTTCCTCGACGGTCAGT AGAAAGGAGGACACGAGCAA 243

Ai10B25467 Araip.B10 25467 p2 (AG)8 16 122549770 122549785 GGGTTAAGGCCATTTAGGAAA TTTTGAGCCTATTGCATGGTT 190

Ai10B25471 Araip.B10 25471 p3 (TGG)5 15 122585624 122585638 GAATTCCCCAATGCAATGAT CAGAATCGAAATCGTCCCTC 207

Ai10B25472 Araip.B10 25472 p2 (TC)6 12 122600941 122600952 TCTCTCTTTTCTCTCCCTCCC ATGCGTCTAATAATAAGCAATTAAAA 159

Ai10B25478 Araip.B10 25478 p2 (AC)7 14 122620126 122620139 TGTTACAAGGTTCCACCAAAA TGGGCACGACAAATTGACTA 205

Ai10B25479 Araip.B10 25479 p3 (AAC)22 66 122627428 122627493 CCAGCGTACGAACTTTCAGG AAGGTGAATAATGATGCTTTGAA 270

Ai10B25483 Araip.B10 25483 p2 (TG)6 12 122635827 122635838 CCTCCCTCTCTGCTACAACG CCTTAACCCCCACTCATTCA 136

Ai10B25484 Araip.B10 25484 p2 (AT)6 12 122636997 122637008 GCCGTAAAACAGATGTGGTG ATTTTGAGCGTGGCACTTTT 141

Ai10B25485 Araip.B10 25485 p2 (AT)6 12 122637816 122637827 TGCCTTCCTCCAATCCTCTA ATTTTGAGCGTGGCACTTTT 260

Ai10B25489 Araip.B10 25489 c (T)10gatcataggtgcatgac(T)1037 122667403 122667439 CCGTGACTTTTCTTGGAGGA TTGGTGTCTGCATAGGTGGA 249

Ai10B25490 Araip.B10 25490 p2 (TA)16 32 122671859 122671890 ATTCCTTCAAGGCTCCTCGT TTGGGGGCGTAATGTAACAC 157

Ai10B25491 Araip.B10 25491 p3 (ATG)10 30 122672514 122672543 GCGAAACATTTTTAAGCAAACC TGAAGGTGCATTTGAAGGTG 273

Ai10B25493 Araip.B10 25493 p3 (TTA)16 48 122680204 122680251 GCGAAACTGTTTTACCAACGA CAACTCTAGGTGCATCCAATG 264

Ai10B25494 Araip.B10 25494 p2 (TC)11 22 122686692 122686713 GGTGAACACTGCGACAGCTA CCCACACCAGAAGAGGAGAG 257

Ai10B25495 Araip.B10 25495 p2 (TG)8 16 122687004 122687019 TCTTCACTCTTCCCTTGCGT AATTTTGGCCACACTCATCC 237

Ai10B25496 Araip.B10 25496 p3 (TAT)16 48 122706933 122706980 ACTAACGGATATTTTGTCATCAGTAA GGAAGTGCGAGCTTTGGTAG 280

Ai10B25499 Araip.B10 25499 p5 (AAGAT)5 25 122714678 122714702 AGAGCTCGGCTAAATCACCA CCTGGGTGCTCCAGTGTATT 215

Ai10B25500 Araip.B10 25500 p3 (CAT)5 15 122721958 122721972 GGACGAGTCTGAAGAGGCAC TGAAGGAGCAGGTTCGAGTT 262



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25505 Araip.B10 25505 p2 (AT)6 12 122731894 122731905 AGTTGTGTGCGTTGTATGTTG CGTGGAGCTAACCTAGACTCG 268

Ai10B25510 Araip.B10 25510 p3 (TCC)6 18 122760647 122760664 GTCATTTGTTATCACCCGCA ACCACATGCCAGCTACTTGA 279

Ai10B25512 Araip.B10 25512 c (GGT)5tctgacatggagctccaccgcacacggtgctgccctgttcttgcatcatggttatactctgcatattcttccattgcattaacccatagccatacccaca(CAT)7136 122761679 122761814 GCCCCTTGACACTCTCAGAT TCCCTCTCACTTTCAGTGCAT 267

Ai10B25514 Araip.B10 25514 p3 (ATG)5 15 122765450 122765464 GGGAGTTAATCCTCAAATTCACC CGTTAAGTGTCGCATGTGCT 262

Ai10B25515 Araip.B10 25515 p2 (AG)7 14 122768195 122768208 GGTGGTGTCAGAGGGACTGT TCCTCTCCCCTCATTTTGAA 102

Ai10B25516 Araip.B10 25516 p2 (TA)7 14 122776689 122776702 GCGTATAATTAATAAGATCATTGGAA GTGCGTTAGCTTCGTGTGAA 149

Ai10B25517 Araip.B10 25517 p3 (CCT)5 15 122779703 122779717 AATCGCGAAGGAGAGAGGAG CGACTCGAGTTGATGAAGCA 107

Ai10B25518 Araip.B10 25518 p3 (GTG)13 39 122780022 122780060 TGCTTCGTCTTCTGCTTCTTC AGCACCAACACCACCACAG 228

Ai10B25527 Araip.B10 25527 p2 (CT)6 12 122801561 122801572 CACTTTCATCTTGGCAGCAA GCAGTGGCGTAACATCAGAA 274

Ai10B25531 Araip.B10 25531 c (A)10cattttaaaagtcaatccagatacatccattttttt(TTC)561 122806698 122806758 AACAAACAACGTGGATCCTTTT TTTTTGGAGAGCAAATCCTACAA 272

Ai10B25532 Araip.B10 25532 c (A)11tattagccac(A)1031 122807274 122807304 AGCGATGAGTATGTGTGGCTT GGATCCAACTTGAAATCCGA 253

Ai10B25535 Araip.B10 25535 p3 (GGC)5 15 122823775 122823789 TCTCTCTAGCGTGGTTGGCT TAGAAAGGAAGAACGGCGAA 271

Ai10B25536 Araip.B10 25536 p2 (TA)8 16 122831235 122831250 TGGGGTATTTTTGTCCCCTT TGGGTATGGAAAACTTGGGA 248

Ai10B25537 Araip.B10 25537 p2 (TA)6 12 122844279 122844290 CTAAGCCTTACCTTGCGTCG ATGGCTAGCCGGCTTAAACT 268

Ai10B25538 Araip.B10 25538 p2 (TG)6 12 122848747 122848758 GCGAAGAGAAGAGATGGGTG TAATGAACCCATTTCCAGCC 110

Ai10B25539 Araip.B10 25539 p2 (TG)6 12 122858670 122858681 GCGAAGAGAAGAGATGGGTG TTAACGAACCCATTTCCAGC 111

Ai10B25549 Araip.B10 25549 p3 (TAT)8 24 122892394 122892417 GCGTGTTGGTGTCAACTGTC CCTTTAAAATGTGCTGCGCT 280

Ai10B25551 Araip.B10 25551 p3 (TTG)5 15 122895220 122895234 TTTCGCTCACTGTCGTTGAC TCCTCACCCTTGCTACCATC 280

Ai10B25553 Araip.B10 25553 p2 (TA)7 14 122902961 122902974 AAAGGGAAGGAAAGACTTGGA TCCTCTCCTCCAACATACGG 188

Ai10B25554 Araip.B10 25554 p2 (AG)12 24 122910557 122910580 TGGATCAGAATTTTGGGAGAA TGCATTCAGTTATGATGGCAA 264

Ai10B25559 Araip.B10 25559 p3 (TGA)5 15 122929450 122929464 GATGCAATTGATTATGCCCC ACCTTCTGGAGCGTTTAGCA 170

Ai10B25572 Araip.B10 25572 p2 (TC)10 20 122966156 122966175 AACCATTGATGCTCAAAGCC TGAAGCAAGAAAAAGCAGCA 194

Ai10B25573 Araip.B10 25573 p2 (AG)7 14 122977095 122977108 ACGCCTTTTTCCTTGTTCCT AACATCTCTCCCTCACCCAC 181

Ai10B25574 Araip.B10 25574 p2 (AG)6 12 122977335 122977346 AGAGGGTTCGGATTTTTGGT TTTCTTATCTTTTTCAAAACCACC 273

Ai10B25575 Araip.B10 25575 c (T)10gtattttcttttag(T)1034 122978381 122978414 TTTCGAAAAATGCAAGATGAA TATTAAGCCATGCCTGACCC 260

Ai10B25578 Araip.B10 25578 p2 (AG)6 12 122994978 122994989 AAAGAGGGAAGGGATTTTCG TCTTGTGAATCAAGTCATTAATTGTG 273

Ai10B25582 Araip.B10 25582 p3 (TGA)5 15 123009679 123009693 GCATCGTGAAAATGATGATGA CTGCATCTATCCAGGCAGGT 259

Ai10B25583 Araip.B10 25583 p2 (TA)6 12 123011537 123011548 TTTCAAGGTTGTAATGGGGC GGACAAAATTACCCCGATTC 258

Ai10B25585 Araip.B10 25585 p2 (TA)6 12 123015167 123015178 TTTTCTTCAATACGCCCTGG ATGAGCCTAAAGAGCGTCCA 261

Ai10B25586 Araip.B10 25586 p3 (TGA)6 18 123026274 123026291 TGATGAATCGTGAAAATGATGA GACCAATGCCACTGCATCTA 189

Ai10B25589 Araip.B10 25589 p2 (GA)6 12 123041951 123041962 GAGCCTTAGCCTTCTCACCC TCGTGGATTCCTTTTATCGG 256

Ai10B25591 Araip.B10 25591 p2 (TG)6 12 123043001 123043012 CACCTAAACACCATTTCAAATTCA CAACCATTCACTGCCCTTCT 255

Ai10B25592 Araip.B10 25592 p2 (AT)6 12 123044590 123044601 CATCTTTACGTGAGTAGCTCCCT TTTTTCACCTCAAAGGTCGC 269

Ai10B25593 Araip.B10 25593 p2 (TA)6 12 123063918 123063929 TAGAAGATCCATCTTGCGGG AGGATTTTGGCTGTGTAGCA 101



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25601 Araip.B10 25601 p3 (ATT)7 21 123074733 123074753 TTTTGTTTTGATCCCATATTTTGA AGTTGTTGGACATAACACAGCTT 198

Ai10B25604 Araip.B10 25604 p4 (ATAC)10 40 123097948 123097987 TATCAAAATTTCGCGCTTCC GTTACTTTTCCCTCGCCCTC 258

Ai10B25607 Araip.B10 25607 p2 (AT)7 14 123101085 123101098 CGTAAGTCATTTTCATCCCTCA CATACATAAATTTTGATTTTGAGCA 254

Ai10B25609 Araip.B10 25609 p3 (ATT)8 24 123101342 123101365 CAAATTTTGCTTCAATTCCAAA AGTGCGGATTAGCCTGTGTT 245

Ai10B25610 Araip.B10 25610 p2 (AG)6 12 123102097 123102108 GGGAAGGAACGGACTTTAGG CTCCCTGCTTTTAAGGTCCC 267

Ai10B25618 Araip.B10 25618 p3 (CTT)8 24 123121596 123121619 TAGAGTGCGATCAAGGGAGG ACCCCTCAGCAACAATTCAC 263

Ai10B25619 Araip.B10 25619 p2 (AG)7 14 123134713 123134726 TAAAAAGGGGAAAGGGAGGA CTCTTGGACGGACTAGCGAC 237

Ai10B25620 Araip.B10 25620 p3 (GGT)6 18 123135358 123135375 TGCTTCTGCATTTGCTTTTG CCAGCACCTTTACCACCATC 248

Ai10B25624 Araip.B10 25624 p3 (GAG)8 24 123158791 123158814 GGTACGAAAGCTCCCAAACA AAAGTGGCTCTGCGTCTCAT 237

Ai10B25625 Araip.B10 25625 p3 (AAC)6 18 123160127 123160144 TTTGCATTGCATTGACCTTC TCGTTTGATTCATGTAGCCG 260

Ai10B25629 Araip.B10 25629 c (T)10acgg(A)12 26 123168313 123168338 TGAGAGATCACACTTTATCAAACAA CACACGCACACACAAGAGTTT 216

Ai10B25630 Araip.B10 25630 c (A)14gctagattgacacatacttaaaagctac(T)1153 123168503 123168555 AACTCTTGTGTGTGCGTGTG TGTCTGTGCCTCGTGAAACT 280

Ai10B25633 Araip.B10 25633 p3 (ATC)6 18 123177152 123177169 TCCATCGCAAAACCCTACTC CTTCCGTGCAAGTACCGATT 261

Ai10B25634 Araip.B10 25634 p2 (TA)11 22 123181335 123181356 TTTGCATTACTTGGTGCTGC TGCACTACGATCCAACCAAA 206

Ai10B25635 Araip.B10 25635 c (TG)7agagatttttacctcttggtactctgtttaatgatgtttctttcttc(T)1576 123182544 123182619 CCGCATTACTAGGTTTTGGC TGGCGCATGTATCATTTATCA 246

Ai10B25636 Araip.B10 25636 p2 (CT)15 30 123183480 123183509 CATCATGCTGGGATGTTACG GTAATCAGCACGGCAAACCT 260

Ai10B25637 Araip.B10 25637 c (T)12(A)14 26 123183815 123183840 AGGTTTGCCGTGCTGATTAC AAACCTCCTCCTAGGGCAAA 261

Ai10B25641 Araip.B10 25641 c (TC)6cccct(C)10 27 123195835 123195861 TCAGGGCATACTTGGAAAGG GTCTTGATAAGCGACAGGGC 253

Ai10B25643 Araip.B10 25643 p4 (TTTA)5 20 123196776 123196795 TGATGCTGGAGCGAGTTATG CGAGGGAAGTGCTGTAGGTC 218

Ai10B25645 Araip.B10 25645 p2 (TA)7 14 123207513 123207526 TGCTGTCAACTCTTTGACCAAT TTCATAAATTTGAAGGACTCGGA 278

Ai10B25646 Araip.B10 25646 p2 (TA)8 16 123208158 123208173 GGCCATATCTCTATATGCACCA AAATTGTTCTTCGTCACAGGA 151

Ai10B25649 Araip.B10 25649 c (A)10tgacatgttctttaggtggattctatacttggagccactagtcaagtagacatgtcccaaa(T)1485 123222127 123222211 CAAGTTGCAAAGCCAAACCT TCCTTGAATTATTTGAAAGCTTACTC 271

Ai10B25651 Araip.B10 25651 p3 (AGA)5 15 123227356 123227370 TAACGGTGAAATGGCAATGA TTCTCTTTCCCCAACACCAC 140

Ai10B25652 Araip.B10 25652 p2 (GA)9 18 123227480 123227497 GACGGAGAGTGGGTTGTGAT TTCGCCGGTAATATTTGGAG 272

Ai10B25653 Araip.B10 25653 p2 (AG)6 12 123234219 123234230 AAATGTGGACTTGGTGGAGC TGTCGAAGCTCTCTCCTTGG 220

Ai10B25659 Araip.B10 25659 p2 (TC)6 12 123255872 123255883 TGAGTTGAACTGGAGGGTCA ATGTTGAGGACTACGGCGAC 232

Ai10B25662 Araip.B10 25662 p2 (TA)10 20 123272078 123272097 CTTGCCCCCACTCTCATTTA TGAGTGACGGTTGAGATTTGA 219

Ai10B25663 Araip.B10 25663 p3 (ATT)5 15 123288337 123288351 CATAACAAGCTTCCATCCAAAA AAATTACAGCTTCTCAAAAACGA 229

Ai10B25665 Araip.B10 25665 p6 (AATTTG)6 36 123289273 123289308 GGCTCGCTCTCATATTCTGC TGCACTAGCTTCAATTCCAAAA 248

Ai10B25667 Araip.B10 25667 p3 (AAT)7 21 123294047 123294067 AATGTACCAGATCGCAAGCC CCAATTTTGGATGCAGCTCT 207

Ai10B25668 Araip.B10 25668 c (TG)8(TA)10 36 123300984 123301019 AGCACCTGAGGAAAACAGTCA CCCCTCTGCTTCTGTGTTCT 250

Ai10B25669 Araip.B10 25669 p3 (ATC)6 18 123305527 123305544 CCTGAAACGTTTGTTACGGC TGCTGCCATCTTTGTGTGTT 264

Ai10B25675 Araip.B10 25675 p3 (CTC)5 15 123312498 123312512 AGAGTGGATCCAGTGCTGCT CCATAAATGGGCGAGAGAAA 132

Ai10B25680 Araip.B10 25680 p3 (TCT)5 15 123326301 123326315 CCATTCATGGTCATCCCTTC ATGACAAATGAGATGGGGGA 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25682 Araip.B10 25682 p4 (TAAC)5 20 123344693 123344712 GTGGCAGCATTCCAGTTACA ACCCTTTTGGCTTTTCCAGT 247

Ai10B25686 Araip.B10 25686 c (A)10caactatctaaaaaaagaaatatccaccgaaaat(A)1054 123351233 123351286 TTCACCTAAAATCAAAGTTTATCCA TTGATTTAAGACGGGTGTTTTC 265

Ai10B25690 Araip.B10 25690 p3 (AAT)5 15 123360178 123360192 GTGCTGTCAGCTTCATTCCA ATAATCTTCCAAGCCCCGAG 217

Ai10B25692 Araip.B10 25692 c (T)11(A)11 22 123367175 123367196 AGTTTGGTGTTCCTTGGTGC TGGAAAGAGGACAACTTAACCAA 272

Ai10B25693 Araip.B10 25693 p3 (CAA)5 15 123384811 123384825 CAACGATCCCTTTTCCAAGA TTCTGCTAATGCTGCTTCCA 205

Ai10B25696 Araip.B10 25696 p2 (TA)11 22 123402552 123402573 TTATCCTCGCTTCACAAGAGC GGGCCAGCAACTTTGTTAAA 220

Ai10B25704 Araip.B10 25704 c (T)11(A)10cattacaagccgggttatgttaaacataaaattttgagataatcccaagtgcaaatacattatttttaaaccccgcccacatttcag(T)15123 123422420 123422542 ACATTTAGGCCTTTGGCTCC TGTCAAAAACTTTTATGGAGGGA 278

Ai10B25706 Araip.B10 25706 p2 (CA)6 12 123426862 123426873 TGGTCCACACGGTCTGTAAA TGTGTGCGTAATAAGGCTGC 112

Ai10B25707 Araip.B10 25707 p3 (TGG)5 15 123427878 123427892 GCGGTTTTGGAGTTTTTGAA AAGCTCCAACCCAAACATTG 126

Ai10B25708 Araip.B10 25708 p3 (TTA)5 15 123428421 123428435 AGATGGCTTGAGTTGGATGC ACATTATCACCGCCATCGTT 280

Ai10B25709 Araip.B10 25709 p3 (TAT)5 15 123428734 123428748 CGTTGTTCTTTCAATCCGGT GCAATCTCGTTTTTCCTTTGC 243

Ai10B25712 Araip.B10 25712 p3 (TTA)5 15 123439301 123439315 TCGTACATGATAGTTCATCAAGGG TCAGTTTCAGCAAAAATCATCAA 250

Ai10B25713 Araip.B10 25713 p2 (TC)7 14 123441672 123441685 GGAAGAGCTTGATGGCTTTG AATGAGGAGGAAAGCTGCTG 233

Ai10B25714 Araip.B10 25714 p3 (TGG)5 15 123441843 123441857 AACCCCTCCTTCTATCGCAT CCCCTGCATCTTCATCATCT 248

Ai10B25716 Araip.B10 25716 p2 (TA)6 12 123458080 123458091 GCTTTTTAGAATCACAACAATCCA GGGTTGTGTGTTCTTTGGCT 203

Ai10B25718 Araip.B10 25718 p3 (TCT)5 15 123472966 123472980 CAAAATCTCTTTCCCACCCA CTCGGAAGTGGAAGCTTTTG 238

Ai10B25720 Araip.B10 25720 p2 (AT)6 12 123483295 123483306 CAACCATGTGCATTGATAAGC TTTCAAGGTTGTAATGGGGC 266

Ai10B25721 Araip.B10 25721 p2 (AT)15 30 123483648 123483677 TTCCCTGCTTTCATGAGCTA GGTTTATCAACCTCCCCACA 279

Ai10B25723 Araip.B10 25723 c (TTC)5cttttctttctcccccgtcatcatcattatcattatcattagagaataaaac(A)1077 123492456 123492532 CTCTTTCGTCATCGCTGTTG TGTTGTTGCTTCTTCTTTTTCA 229

Ai10B25724 Araip.B10 25724 p4 (AAAG)8 32 123492875 123492906 TGTCACTTTAAACAAATTTCGGTG TTGCTGCATTTATTTTGCTTC 222

Ai10B25730 Araip.B10 25730 p2 (TA)7 14 123511162 123511175 CACCTAATTGTAGCAAATATCTCCAT ACACTACTACCCGCTACCCG 126

Ai10B25735 Araip.B10 25735 p3 (TTG)6 18 123541281 123541298 TGTAGCCGATCCCACCTAGT GCAGAAATAAAGGAAGCCCC 224

Ai10B25741 Araip.B10 25741 p3 (TTC)5 15 123552395 123552409 GGGTATGAACAGTGCCCCTA ACGCGAACGAAGATTCAAAA 276

Ai10B25747 Araip.B10 25747 p2 (CT)7 14 123593038 123593051 CTTTTTGTTTGTTTCTTAACTTTTTCA GGGAGAGGGAGAATTTTCAA 229

Ai10B25752 Araip.B10 25752 p2 (AG)13 26 123624209 123624234 CAACATGGTGGTGACAGAGG TCACTTGTGCGAATGCTCTC 271

Ai10B25753 Araip.B10 25753 c (TA)6ataatattatatgttgtaatg(TA)645 123625756 123625800 TCCGAAAACAAGTTCAACCA CAAATGCGATTCTCTCTCTCTTT 253

Ai10B25754 Araip.B10 25754 p2 (TA)8 16 123628668 123628683 TTCATTCGTGAGGTGATTCG TGCTGCAATCAAATACTCTTCTC 277

Ai10B25755 Araip.B10 25755 p2 (TA)10 20 123629833 123629852 AACGAGCTTAATGCACCATCT CATGGTCTGGCATGATCAAC 247

Ai10B25756 Araip.B10 25756 p2 (TC)6 12 123633314 123633325 GGTCCCCGATAAAGAACACA AGAGGGCACATGAGAAGCAT 171

Ai10B25757 Araip.B10 25757 p3 (AAG)5 15 123634804 123634818 TCCAAAATGACGAGCACTTG TTGCAATAATTGGCGTTTCA 148

Ai10B25762 Araip.B10 25762 p2 (AT)27 54 123649358 123649411 TTACGGGACAGATATGGGGA CGCTCCCTTTTTCTCCTTCT 236

Ai10B25763 Araip.B10 25763 p2 (AG)7 14 123655738 123655751 TGCTTCCTTTCTTTTTCGGA CCAAGGATCCAAAGGATTGA 269

Ai10B25764 Araip.B10 25764 p3 (ATC)5 15 123657870 123657884 TGGGAGACTTCCAACGTTCT AAGAATGGGGGTCTTGCATA 276

Ai10B25766 Araip.B10 25766 p2 (AG)12 24 123662456 123662479 TGAAGAAAGACGCAGGAAGAA TGCTCCACTTTGGCCTAGAT 177



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25767 Araip.B10 25767 p2 (AT)6 12 123666981 123666992 TGTGACAGACATAATTTTCACGG CCATTTGATTCATACAACTAACTGA 235

Ai10B25769 Araip.B10 25769 p3 (CAA)5 15 123676868 123676882 AGGATAAATGTCCATGGCTTC TGATCTCAAATGGCAGCAAG 192

Ai10B25772 Araip.B10 25772 p2 (TA)10 20 123686360 123686379 TTTTGGTCTTTTTGGCATGA GGCCTACAAATTTAGCCCAA 277

Ai10B25773 Araip.B10 25773 p6 (AGGGAG)7 42 123686972 123687013 TATTTGGCTGAATTTGTGGG GCGGGGGCGTATTAAACTA 266

Ai10B25779 Araip.B10 25779 p2 (GA)6 12 123698863 123698874 TCCTAAAGCCCTAAGCACAAA TGATTTGATTTGATTTGATTGGA 197

Ai10B25781 Araip.B10 25781 c (AAT)6tcagttagaacaatgatgacgatgacgattattattattagtaaattaccttttcttaatacgttagaaaaggagaaaagg(A)16115 123701593 123701707 GCGAAAATGAGATTGAACAAA GTTGGAGTCATTCGACCGTT 232

Ai10B25782 Araip.B10 25782 p3 (ACA)5 15 123705244 123705258 GAGAAGAAGGCGAATGATGC TGAGTCACGCCTATGTTTGC 227

Ai10B25783 Araip.B10 25783 p3 (ACA)5 15 123716284 123716298 ATTTGATGGAGTTTCCGCAG GGTGAGTCACGCCTATGGTT 271

Ai10B25784 Araip.B10 25784 p4 (AATA)5 20 123717526 123717545 TTGATTGCTTAGATTTGGCG TTTCCAGTGAGGTACCATGTG 279

Ai10B25785 Araip.B10 25785 p2 (TA)12 24 123722037 123722060 TTTTCTATCTCATGAGCCATGTAAGT AGGCCTTAAAATTTTCAAAGTAAA 152

Ai10B25787 Araip.B10 25787 p2 (GC)6 12 123739895 123739906 TTGGATGAGGGGTAGGAGAA GCCTCCCTCTCTATTCCACC 145

Ai10B25788 Araip.B10 25788 p2 (AC)6 12 123743954 123743965 GGGCTAAGGTAAGGGTGAGG GGGGACAAAATTACCCCAAT 233

Ai10B25789 Araip.B10 25789 p4 (TTAT)5 20 123744106 123744125 CCCATAATTTCCACTTTTGCAT CTGTGGGAACTTGGGTTGAT 279

Ai10B25791 Araip.B10 25791 p4 (AAGA)5 20 123747043 123747062 TGGACGAGTAGAAGGGAAGAA CATGCGACGCACAACTAATC 200

Ai10B25797 Araip.B10 25797 p2 (CT)13 26 123786444 123786469 CAAGGCAATTGTAAGAGATCCA TCAAGGGATGGAAGTGAAAAA 280

Ai10B25801 Araip.B10 25801 p2 (TC)18 36 123791834 123791869 AGGCTACCTTGGGCTCTGTT TTCATGTTTGTGTGTGTGCG 249

Ai10B25803 Araip.B10 25803 p3 (TTG)5 15 123801659 123801673 GCATCATTTGATCCATGCAG TGGCAAAGTGCATCATTGTT 154

Ai10B25804 Araip.B10 25804 c (TC)6tgtct(CA)7 31 123802539 123802569 CCTTACACTTGGTGTCAGTGGA TGATAACCTAGCCCTGCCAT 255

Ai10B25807 Araip.B10 25807 p3 (TTG)6 18 123817102 123817119 TAATGGCGTTGTTTGTTCCA GCATAAAAAGCGAGTCCCAA 223

Ai10B25818 Araip.B10 25818 p5 (AACCG)5 25 123837663 123837687 CAATCGGTTTGATTCGGTTT AGGGTTTGTTGAAGTGGGTG 206

Ai10B25819 Araip.B10 25819 p3 (ATT)8 24 123838349 123838372 CCATCCGCTTGTTATTTGCT TGGTGGGACATCTTAAACCAT 280

Ai10B25820 Araip.B10 25820 c (A)10ttgactatttaactgcctatagagttagttcctatactttcttactttcaatttagctgaatcatttaccacc(A)1194 123840681 123840774 TTATAGTTTAGTAAGCCAATTTTCACA TGTGTTGTTTGATATGCGATTG 271

Ai10B25824 Araip.B10 25824 c (A)10gaaacatctgaaacatg(A)10ctcaaaatttatcaaaaaaatacttctaaaatctaggaaagagacgc(A)1094 123845339 123845432 ATGCGCGATTCTGACTACCT TGCTCTTTCACTTTCTTTCACC 182

Ai10B25826 Araip.B10 25826 p3 (ACA)5 15 123846995 123847009 TGCCAGTCAACAATAAAGATGT CGCTTAGTGGGACAAGGCT 280

Ai10B25828 Araip.B10 25828 p2 (GT)6 12 123854531 123854542 AAAGAAAGGTGGCCCAATCT GGACCACCTGAACTCCAAGA 214

Ai10B25832 Araip.B10 25832 p3 (AGC)5 15 123860012 123860026 ATTCTTCGTCATCCACCGAC TTATGAGTCCGTAAACCGCC 216

Ai10B25836 Araip.B10 25836 p2 (GT)6 12 123867280 123867291 TGGTTCATGCATCACTCCTT TCAAACCGATCCAAACATCA 263

Ai10B25839 Araip.B10 25839 p2 (AT)6 12 123870187 123870198 TCCACTACCATGACTGCTCG ATTCAAGGGGGCAATTTGTT 227

Ai10B25847 Araip.B10 25847 p2 (TA)8 16 123910257 123910272 TTGTTGAGAAAAATAATAATAACCACC GCCACCCCTTGTCTGAACTA 220

Ai10B25848 Araip.B10 25848 p3 (CTT)8 24 123912044 123912067 ATATCCCATTTCACAACCGC CGGAGGAGTAGCTGCTGAAG 244

Ai10B25852 Araip.B10 25852 p3 (GAT)7 21 123924079 123924099 CTGAAGGCCATGTTTGGAAG TCTGGTCTTCCCATTGATCC 256

Ai10B25856 Araip.B10 25856 p3 (AAT)6 18 123936824 123936841 TCCGAATCACTAATGTCCCA TTGTTCAGCCTTGTTGGAGA 241

Ai10B25859 Araip.B10 25859 p2 (TA)8 16 123948389 123948404 GAGACCTCACAGCCTTTTTGA TCTCACTAGAGTAGCGCCCC 192

Ai10B25870 Araip.B10 25870 p3 (TTC)5 15 123958178 123958192 GAGGAGGAGGCTAAGAGGCT ACGAGAGAGGAAGAAAGGGC 102



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25873 Araip.B10 25873 p3 (AAT)7 21 123964012 123964032 TTCTGCTGCCAACAACAATC TCAATGGTTGCAGCAAAGTC 195

Ai10B25878 Araip.B10 25878 p2 (AT)7 14 123972791 123972804 TGGGCTAAGGTGGAAGAGTG TCAATACAATCCAAGTCGCA 273

Ai10B25879 Araip.B10 25879 p3 (AAT)5 15 123973081 123973095 TGCGACTTGGATTGTATTGA TGTTTCAGATTTTATCTTACTCGTGC 191

Ai10B25882 Araip.B10 25882 c (T)10ag(A)10 22 123974037 123974058 TGTTTTCCCAAAAACAACATACA CTTATCGTTCTCTACGCGCC 225

Ai10B25883 Araip.B10 25883 p3 (CAA)5 15 123976137 123976151 CCACCACTTTGTGTCAATGG CCTCTTGCACCTTTTCTTCG 237

Ai10B25884 Araip.B10 25884 p3 (TTA)11 33 123976447 123976479 TGTGGAAGGCATAGGTATCCA CTCTCCTGGGACCAAAATCA 279

Ai10B25885 Araip.B10 25885 p3 (TTG)5 15 123976708 123976722 CTTCTCCACATCGTCGTTCA CAGAAGCAACCAAAGCATCA 233

Ai10B25893 Araip.B10 25893 p2 (CA)6 12 123998747 123998758 CACCTCACACACAGCAATCA CTCTCGGACCTCCCTCTTCT 104

Ai10B25894 Araip.B10 25894 p2 (TA)6 12 124010688 124010699 AGCTACCTTTTCCCATGCCT GGCTGCGCCACTACTCTAAT 245

Ai10B25895 Araip.B10 25895 p2 (TA)6 12 124023369 124023380 GCTAGGCGTCTGGATCTTTG GCTAAGGCTGGTCGGAGAAT 219

Ai10B25896 Araip.B10 25896 p2 (TA)25 50 124023603 124023652 TCTTTGAGCGTTGCACTTTTT TAAAGCTGAGGTGGCAAGGT 176

Ai10B25899 Araip.B10 25899 p5 (GGCGG)5 25 124035090 124035114 CGATTTTGAGACCGCCTTAC CTAGAGGATTTGGCTCGTCG 235

Ai10B25900 Araip.B10 25900 c (TG)12taaaataatgaatcatattgtatcattcttaaattttttaatttattttatgttatatatgtga(TG)6100 124036045 124036144 CCTTAGGGACCAAATCATGC CTGCATAGAACCCGTCCTTC 247

Ai10B25902 Araip.B10 25902 p2 (TA)9 18 124039597 124039614 GAGGTTGTGGGAGAGTTAGGG TTGCAAAATAAAAAGCGCAA 237

Ai10B25904 Araip.B10 25904 p2 (AT)8 16 124048886 124048901 TTCCGCTAAATTATTACACATTATGAA AAATTGTTCTCCCCTTGGCT 277

Ai10B25908 Araip.B10 25908 c (T)12aattgaatctttgcaccaatttttttttaattgggttcctacacttttttttctttttatttaggtccttgtatcaa(T)12101 124057204 124057304 CCCTAGTTTCAAAAATTCAGACTGT GGCTTAATTTTATAGGGACCCA 228

Ai10B25909 Araip.B10 25909 c (TTA)5(TTG)5 30 124057459 124057488 AAAATTTGGTGCAGAGATCCA GCAAAATCAGTTTCGCGTGT 272

Ai10B25910 Araip.B10 25910 p2 (TA)6 12 124057601 124057612 AAAATTTGGTGCAGAGATCCA GCAAAATCAGTTTCGCGTG 272

Ai10B25912 Araip.B10 25912 p2 (AG)8 16 124068997 124069012 CACACCACTTGAGCACACCT ATGCTAGAGGGAAGGGGAAA 277

Ai10B25914 Araip.B10 25914 c* (TA)7(TATT)5* 32 124072864 124072895 ATTTTCTCGTTAGCACCCCC GGTAACACCAAACTTCATTTCAGA 165

Ai10B25919 Araip.B10 25919 p2 (TA)7 14 124085018 124085031 TAACTTCACGAGCCAAGCCT GTAAAACAGAGGTGGCGAGG 249

Ai10B25920 Araip.B10 25920 p4 (GAAA)5 20 124087386 124087405 TCTCTCTCTGCTAGCCCTCG GGTGCAGACAGATCCTCCTC 263

Ai10B25922 Araip.B10 25922 c (ATT)7ccatccggtcacatacacacaaacacaaatgcacccacacatgagtacataacacatataaagagagggattaagaaac(GAAA)5120 124093627 124093746 TGTGTAGCTTTGGAAACGGA CCGCTTACCTTCTTTCCCTC 205

Ai10B25923 Araip.B10 25923 p2 (TA)11 22 124097228 124097249 GGAGGTTTCTATGGCAAGCA GCAACCTGTGAAGCTAAGGC 232

Ai10B25925 Araip.B10 25925 p4 (AAAG)5 20 124104170 124104189 TTGTAATGTTATTTGTATCAATGGC CCAACTTAAATGCCGAATGAA 217

Ai10B25926 Araip.B10 25926 c (T)10aaattg(A)10tttagctacagattgatgtgttggtaaatagcccataatattggccacaaaaaaaaagcgtggaaaaaaacccagcctatcaaatattttttgtgcatgg(T)10136 124106819 124106954 CGTTGCTTGGATTGTTTATATTG TGGTTATTTAGCCACGGTTTTT 280

Ai10B25927 Araip.B10 25927 p3 (TAT)22 66 124108505 124108570 TCATCGGTCAATGCATCAAT GGCTAAGATTCAACCCCCAT 190

Ai10B25929 Araip.B10 25929 p2 (TA)11 22 124117560 124117581 GAGGGTTTCTATGGCAAGCA TAAAGCTAAGGCTGGCTGGA 224

Ai10B25931 Araip.B10 25931 p3 (ATT)7 21 124121196 124121216 TACACCCCCTCACCACTCTC TCATGGCATGTTCATCCAAC 205

Ai10B25933 Araip.B10 25933 p3 (AAT)19 57 124130452 124130508 TGATCATTCAAGCATTTAGTCAAA ATTCATTGTTCCAAGCCCAG 161

Ai10B25937 Araip.B10 25937 p2 (GA)6 12 124140002 124140013 GAACATTGAACCTGGAATGGA CTGTTTTTGGCCCAGTTCTC 207

Ai10B25939 Araip.B10 25939 c (AT)11gcaatattaatttaaaatttttatatatatgtatctatagttgagagttttttttaaattg(A)10ttagctatggattgatgtgttggtaaatagcccataatattggccacgaaaaaaaagtgtggaaaaaaacccagcctatcaaatattttttgtgcatgg(T)10202 124152284 124152485 TCGTTGCTTTGATTGTTTATATTG TGGGTTATTTAGCCACGGTT 273

Ai10B25941 Araip.B10 25941 p3 (AAT)8 24 124165319 124165342 TGCCAAAAACAGGTTTAATAAGG CCAGATGGAATATCATGGTTGA 268

Ai10B25942 Araip.B10 25942 c (AAT)7acgaaataataataacgagagtctgaatttcagaaactagggtatatatgatgaatttataaagaataaaatatttattaacaaaaatcttc(A)11124 124165970 124166093 AAACTCGTTCTCTTCTTTAATCATACG AATTTTAAGGATATTGATCGCAA 267



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B25945 Araip.B10 25945 c (T)11gaagatttttgttaataaatattttattctttataaattcatcatatataccctagtttctgaaattcagactctcgttattattatttcg(TAT)8126 124183539 124183664 AATTTTAAGGATATTGATCGCAA AAACTCGTTCTCTTCTTTAATCATACG 270

Ai10B25946 Araip.B10 25946 p2 (CT)6 12 124185599 124185610 TAATCACAGCCATCTTCCCC TGGAAATTCGAGGGTTTGAG 174

Ai10B25950 Araip.B10 25950 p2 (AT)7 14 124200328 124200341 CCACCATTTCCATGCTTCTT GCTGTGCATTAATCTCCGCT 214

Ai10B25951 Araip.B10 25951 p3 (GGC)5 15 124200997 124201011 CCACCGGAAATATCATGGTC CGTACCGTTCCAAGTGGTCT 164

Ai10B25955 Araip.B10 25955 p2 (CT)7 14 124207759 124207772 GCGACGACGACTCCTCTAAC AGGGGAAACTGGGAAAGAGA 193

Ai10B25957 Araip.B10 25957 p2 (AT)6 12 124218489 124218500 GTAAAGCAGAGGTGGCAAGG GGTGTATGCCTCCAGGAGAA 223

Ai10B25958 Araip.B10 25958 p2 (CT)7 14 124224081 124224094 CCTCTTTGTGGTTCTGCGAT CACCCCCTTCCCTAAACCTA 194

Ai10B25961 Araip.B10 25961 p3 (AAT)8 24 124231840 124231863 CCACCATTTAATTTGTATGCCA TTCAGACTCTCGTTATTATTATTTCGT 239

Ai10B25962 Araip.B10 25962 p2 (TA)10 20 124236239 124236258 TGGGGTAATTTTGTCCCCTT GAAACTGTGGGAACATGGGT 208

Ai10B25964 Araip.B10 25964 p2 (AG)6 12 124244203 124244214 TTCCCGGAAAGAAAGAAACA ATGGGTCGATCTTCCTGGTT 261

Ai10B25965 Araip.B10 25965 p2 (GA)7 14 124244325 124244338 GAGCTTTTGCCGATGATTGT CTTAGCAGTGGCGGAGGTAG 152

Ai10B25966 Araip.B10 25966 p2 (TA)8 16 124255480 124255495 GAGGTTGAGGGAGAGATAGGAG AAATCGCAAAACAAAAAGCG 249

Ai10B25968 Araip.B10 25968 p2 (AG)8 16 124258892 124258907 CAATTGTCCCAAATCGAACC CCTCTCTGTGGTTCTGCGAT 275

Ai10B25969 Araip.B10 25969 c (A)12tagaatagaaaaagatccaccaatgtaactaaaggaagtcctcttcgaacagggggtataatcaaaattg(A)1092 124268739 124268830 TTTCATTGCAATAAGGTCCAA GCTGGTAGCTATGGAAAGCG 249

Ai10B25970 Araip.B10 25970 p3 (GGC)5 15 124270508 124270522 CCACCGGAAATATCATGGTC CCAAGTGGTCCAAATCCAAT 263

Ai10B25975 Araip.B10 25975 c* (AT)15(ATGT)5* 48 124279986 124280033 TCTGTGTTCTGCCTTTGTTCA GAGCGTTGCGCTTTTAATTC 234

Ai10B25976 Araip.B10 25976 c (T)12gctaagatagtaaatttcattgcaataaggtccaattggataacatac(A)10ttagaatagaaaaagatccaccaatgtaactaaaagaagtcctcttcgaacaggggtacaatcaaaattg(A)10150 124284057 124284206 GAATTCAGAAAAGAGATTAGCATCC AGATCTCCATTGCAGTGCGT 269

Ai10B25978 Araip.B10 25978 p2 (AT)7 14 124285168 124285181 TTCTCTTCGTATTTTTGTTATTTTGA AATTTCCGCGAAGCTATTACA 276

Ai10B25979 Araip.B10 25979 c (T)13gaattttc(AAT)1360 124285583 124285642 CGTGGACATGTGTTGCAATTA TGCACCTCTTGTACCTTTTCTTC 246

Ai10B25982 Araip.B10 25982 c (TGG)8tagtgttggtac(TGG)5tattggtgctggttgtggtgttggtgttggtgttgt(TGG)6105 124294260 124294364 AAGGGGAAGTGGTTTTGCTA CCCTCACCACTAACAGCACA 278

Ai10B25984 Araip.B10 25984 p3 (TGA)5 15 124296352 124296366 AGCCATGGTTACAATTTGGC TCTCTCCATCCTCCTATCCG 262

Ai10B25987 Araip.B10 25987 c (T)14gaaactagggttaagaggagtataaatagagtg(T)1158 124302384 124302441 GTAGCATTGGAGGAGGCAAC GGTTCAGCCAACTCCTACCA 210

Ai10B25989 Araip.B10 25989 p2 (CT)17 34 124303216 124303249 CCACCACACTTACACCCTCC TGGTGTTGAAGGTGGCACTA 174

Ai10B25992 Araip.B10 25992 p2 (GC)6 12 124351937 124351948 CGTTGGAGACTTGGAAGAGG GTTTACGCGTGGATGAGGTT 269

Ai10B25993 Araip.B10 25993 p2 (GC)6 12 124352053 124352064 AACCTCATCCACGCGTAAAC AGGAGGGAGGAGAAAAGCAG 117

Ai10B25994 Araip.B10 25994 c (T)10cttcttcctctcttgaaagatttttttttcttttctcttttaatgt(A)12ttaataataaaaaatatatataat(AATA)6aaatact(A)10ttaaaaataaaaaaa(T)10158 124352181 124352338 ATTTGCACCCTGCTTTTCTC GACAAAAGGAAATGGAAGAAGA 248

Ai10B25995 Araip.B10 25995 c (A)11tgatgaaaagaaaaataaaataaaagaaaaaaagagaag(A)1060 124352971 124353030 CTTTTAAATGGGGCAACGAA TTGAGCTTCACTTTGAGGCA 160

Ai10B25998 Araip.B10 25998 p2 (AT)8 16 124369418 124369433 TTCGATGTGATAAATATTTTGCTT TCATGATCACATAATTCACATGTCTT 280

Ai10B26000 Araip.B10 26000 p2 (AT)12 24 124372963 124372986 GACTGGACAAATCAGTTTAGCAA AACCCTTTTCTTCCCTATCGTT 170

Ai10B26001 Araip.B10 26001 p4 (ATAA)5 20 124377237 124377256 CGTGACCACTATTTCCATGTG TTGGCTAAATGTGCCTTATAAAAA 247

Ai10B26002 Araip.B10 26002 c (AAG)5agaaagaggaagaataatgtgcagcaagaagc(AAG)562 124378638 124378699 CCTCCTCATCTTCTGCTGCT ACTGCACGTTTTCACTGCAC 235

Ai10B26014 Araip.B10 26014 p2 (AG)13 26 124403081 124403106 CTGTGCAGAAGGTGCTTGAG AACATGTACCGCAAAGAGCA 263

Ai10B26018 Araip.B10 26018 c (GA)7tgggatcctattcaatgctcctcgaaactttagaatattaaaactccttttaaagagttagaaaatagttaacatttaca(T)10104 124405512 124405615 GAAGAAGAAGAAGCCGTGGA GCTTGAAATGGCCCAAATTA 271

Ai10B26019 Araip.B10 26019 c (T)12caaatctaaagcaaaaaggataagttttctcaaaattttcttagatttttcttctttttactattatgga(T)1193 124407374 124407466 CCGGTTCGGTTTTTACAACT CGGGCCAAAATTCAATAAAA 265
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Ai10B26027 Araip.B10 26027 p3 (ATA)5 15 124440300 124440314 TAATGCTTGGCCTGTCAGAA GATGTGCAGTATACATGTGTCCAA 263

Ai10B26029 Araip.B10 26029 p3 (AAT)8 24 124444445 124444468 TGTTTGGGAAGGTAAATGCC TCAATTGAGTTTCGTCCTCCT 163

Ai10B26030 Araip.B10 26030 p2 (AC)8 16 124447066 124447081 GCGTGGACCACCAAATAAAT TGCCATAAATCCATGACAATG 201

Ai10B26036 Araip.B10 26036 p3 (TTC)8 24 124452910 124452933 CCCAACAAACCAAAGAGCAT GTGTTGGTGCCATGGCTAGT 121

Ai10B26037 Araip.B10 26037 p2 (AT)6 12 124453227 124453238 GTGGGGGCAAATTAACAGAA AAAATATATAATAAACCCCCTTCACA 100

Ai10B26040 Araip.B10 26040 c (TTC)8ctactactagccatggcaccaacactattatgattattatccacatccatcacaaaaagaaataaatacacagtagaagagtgagcactataa(TAC)6135 124460668 124460802 CCCAACAAACCAAAGAGCAT TTGCAAATATCAATTGCCCA 261

Ai10B26041 Araip.B10 26041 p2 (AT)6 12 124460986 124460997 GTGGGGGCAAATTAACAGAA AAAATATATAATAAACCCCCTTCACA 100

Ai10B26045 Araip.B10 26045 c (TA)7(T)13 27 124470649 124470675 CCAGCATGTAACCAGCAAAG TGAGAATGTAACTTTATGGACCAA 204

Ai10B26046 Araip.B10 26046 p2 (TA)12 24 124471171 124471194 ATACATTTGCAGCATTAAAACG AACAACCTCAATTGGACACCT 280

Ai10B26052 Araip.B10 26052 p3 (TAA)5 15 124484973 124484987 ATCTTTCGTGCAAGTTTGGG TTTTGTTTTCCGGTGATTGC 245

Ai10B26055 Araip.B10 26055 p2 (CA)6 12 124495713 124495724 GTCCGCCTGACTTGTATGGT AAGTGTCCATTGTGTTTTCGTG 254

Ai10B26056 Araip.B10 26056 p2 (AT)6 12 124505508 124505519 TGCCCAGAGGCATAATCAAT GAGCGTTGCGCTTTTTATTT 231

Ai10B26057 Araip.B10 26057 p2 (TA)9 18 124505732 124505749 AGGGAAGCCAAGGAAATAGC GTCTGGATCCTTGAAGCGAA 265

Ai10B26062 Araip.B10 26062 p2 (AG)16 32 124530360 124530391 TGATGGCAGCTTCAGAGAGA GTAATCAATGGCGCGAAACT 276

Ai10B26063 Araip.B10 26063 p3 (TTC)6 18 124532223 124532240 AACGATGGCGTATTGGTTTC TGCTTGTGGTTGCTTCACTC 262

Ai10B26066 Araip.B10 26066 p2 (GA)10 20 124536354 124536373 TTTTAATAAACGAATATCCAGGAGTT CCCAATGCTTCCATACTTCC 276

Ai10B26072 Araip.B10 26072 p2 (AG)11 22 124544742 124544763 GATTTAGCAGGTCGACCCAA TACTTGGCGAAAAATGGGAG 253

Ai10B26074 Araip.B10 26074 p4 (AAAT)6 24 124550137 124550160 TTTCTCTCTCCTCACTTTTTCG CTGGACTGTTCATTTCCGGT 168

Ai10B26076 Araip.B10 26076 p2 (CT)8 16 124569485 124569500 TTTCTTATCCTTTTCAAAACTACCG GAGAGAGGGAGAGGATTTTCG 222

Ai10B26078 Araip.B10 26078 p3 (TTC)5 15 124572763 124572777 ACACAACCCCTTCTCCCTCT CGGTCTTAGGTGCCATCAAT 148

Ai10B26081 Araip.B10 26081 p2 (CT)7 14 124579696 124579709 TTTCTTATCTTTTTCAAAACCACC AAGGGGATGAGAGGAGGAGA 200

Ai10B26082 Araip.B10 26082 p2 (CT)6 12 124583498 124583509 TTGTGATTTCTTGTGAATCAAGTC GAAATTTTGAAAAAGGGGGA 280

Ai10B26091 Araip.B10 26091 c (A)10(T)10 20 124608082 124608101 GTTGTTGGCCGAATTCAGTT GGGGGTTCTGGGTACAATCT 248

Ai10B26092 Araip.B10 26092 p3 (TTC)5 15 124608272 124608286 CCAAGAGACCACAAATCGGT CCTAAATGCAGAGACTAACGGA 265

Ai10B26093 Araip.B10 26093 p2 (AT)6 12 124609095 124609106 TAGCAAACTCGCTTCCGTTT ACAGGAAGCTCTGCCACAAT 274

Ai10B26094 Araip.B10 26094 c (T)13aacttttcgttgctctttgccttcttccgattttttttagattaaacacaatcatctattttga(T)1087 124614130 124614216 CCAAACGGATGGAGTCAAAT AAATCAGAGGAAAAAGCAAAAA 269

Ai10B26097 Araip.B10 26097 p2 (TG)6 12 124617060 124617071 GCTACATATCTTCCTTGCCCA GCAACACCAAATTTCATCCA 245

Ai10B26100 Araip.B10 26100 p3 (TTA)5 15 124626466 124626480 ACGAGAAAAGGTGGAGGGTC GATTTATTGCGGTTCGGTTC 135

Ai10B26102 Araip.B10 26102 c (TCC)5tctttcttctccttcttctttgcgttc(CTT)557 124639705 124639761 AAATGAAAACATTTAAACCATGAGA TGCAGCAACAACAGTAGCAA 233

Ai10B26104 Araip.B10 26104 p3 (AGA)13 39 124643450 124643488 TGGTGGTATTGGTGATGACG ACCACTGCTCCCACTTGACT 276

Ai10B26109 Araip.B10 26109 p3 (ATA)6 18 124666552 124666569 CTACCGCAGGGACTAACGTG CTGTGGTGGTGGACTCCATA 270

Ai10B26116 Araip.B10 26116 p3 (AAT)6 18 124671580 124671597 CGGTTCATCCAAACGCTTAT ACACCTCTTTCACCGTCGTC 215

Ai10B26117 Araip.B10 26117 p3 (AAG)6 18 124672454 124672471 AAACCAACTTCGTAGCCTCC TGCATGGACTCAAAATCCAA 134

Ai10B26118 Araip.B10 26118 p2 (GA)9 18 124672713 124672730 CATGGGAAGAGAGGATCCAA CTCCCTCGTGTTTAACGCTG 275
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Ai10B26120 Araip.B10 26120 c (AT)6aaaaatttaaaag(A)1035 124675086 124675120 AACCACTCGATCAACCCAAC ATACGTGATCAGCACCACCA 195

Ai10B26121 Araip.B10 26121 c (TAT)5tgcatactataaagtcaaataattttgt(ATA)5(TTA)573 124675281 124675353 GGTGGTGCTGATCACGTATG GGTCCAAGTGGAGCAACAAT 155

Ai10B26122 Araip.B10 26122 p2 (TG)7 14 124675518 124675531 ATGCGGTTTTCTTGCTCTTG GGCTTATGGGGTAGCTAGGG 238

Ai10B26126 Araip.B10 26126 p3 (TAA)8 24 124684848 124684871 TTGACGTGAGCTCTTTTGCT AAGCGCAGATCAAGCTGGTA 239

Ai10B26127 Araip.B10 26127 p2 (TA)10 20 124687146 124687165 TTGATTTATTAGGAGAGGATATTACGG CCATTGTGATTTGTGAGTCCC 240

Ai10B26130 Araip.B10 26130 p3 (TGA)7 21 124697193 124697213 TTTGGTGTTGGCTTGTCAAA AGGCAGATGGAGGAGAGGAT 169

Ai10B26131 Araip.B10 26131 p3 (ATT)16 48 124706505 124706552 TTTTTATTTCTATTCCACCATTTTTG CGGAATTATTAAACAAAACTTCACAA 277

Ai10B26132 Araip.B10 26132 p2 (TA)6 12 124706789 124706800 TTGTGAAGTTTTGTTTAATAATTCCG GTTGGTTGTGGGTCATGTCA 187

Ai10B26138 Araip.B10 26138 p3 (CCT)7 21 124721140 124721160 AACATGGCTATGAACGCCTC AGCAAAAACCGTATCCAACG 224

Ai10B26143 Araip.B10 26143 p2 (AT)13 26 124728217 124728242 CTTCAGCTTGGAGCAAACATT CCCTGTGTTTGGAGCAAAAT 279

Ai10B26146 Araip.B10 26146 c (T)10gtcaggggccgggttgagg(T)10gtcaggaacctcgttgtcttttgaggtaattgtcaggggctgatttagatttttttcttcttc(TTA)6120 124734604 124734723 TCGAAGTAATTGTCAGGGGC GTTTGGATGAGGATTGACCG 262

Ai10B26147 Araip.B10 26147 c (T)11gtcaggggccgggttgagg(T)1040 124734908 124734947 CGGTCAATCCTCATCCAAAC ATAAAACCCAAATCAGCCCC 187

Ai10B26149 Araip.B10 26149 c (TG)9agagagagtgtgagagagagg(GA)753 124739116 124739168 CAACGGTTGGATCGATGA TGCTGCTGGAGGAAGCTATT 211

Ai10B26153 Araip.B10 26153 p3 (ATC)5 15 124753610 124753624 AAGGTGTTTGCTATGGTGCC CTCGTGCTTCAGAGAGGCTT 248

Ai10B26155 Araip.B10 26155 p2 (TA)8 16 124764416 124764431 GACTAGCCGGCCTAAACTCC GCCACGACAATTTTAAGGCT 263

Ai10B26156 Araip.B10 26156 c* (AT)14(ATA)22* 92 124767467 124767558 TCAAAAATGCTCACCCTATTCA CGCGCTTTTTATTTTGCATT 280

Ai10B26157 Araip.B10 26157 p2 (TA)7 14 124767768 124767781 GCGACGCTTAAGGAACAGAA TTGGGTATTTTGGGACGCT 182

Ai10B26164 Araip.B10 26164 p3 (CCG)5 15 124794943 124794957 CCCTCAACAACTCCTTCACTG TTTTGGGATGAGAGGTGAGG 279

Ai10B26167 Araip.B10 26167 c (A)10g(A)10 21 124805268 124805288 CTTCATCATCATCACCTAAGGC GCCTCGGTTCAAAGAAACTG 231

Ai10B26169 Araip.B10 26169 p6 (AAGAGA)5 30 124807433 124807462 AATTGGTTCCTAACTTGGCG TTGGCCATGCTCTCTCTTCT 113

Ai10B26171 Araip.B10 26171 p2 (AT)6 12 124810836 124810847 GTGCAGAGTGGGACACAAGA TTTTTGCCCTTTTGGGTAGT 136

Ai10B26174 Araip.B10 26174 c (AAG)5aaaccgccattgccggagaatgaaagaaggtgaagagtgtgtttgaaagagtgaggattttttgtttttttg(T)1299 124815707 124815805 TTGGTGCGAGAAGAAGAGAAA AGCATTTAGCAACCTCAACAA 278

Ai10B26178 Araip.B10 26178 p3 (AAT)5 15 124832563 124832577 TCGGTCCGGTTCTGTCTTTA TCAGTTCAAAACAAGCACACAA 262

Ai10B26179 Araip.B10 26179 p3 (GGA)8 24 124833069 124833092 TGGTGACCACGACGCTAATA GCCTTGCCCAACTAATCTTG 171

Ai10B26180 Araip.B10 26180 p3 (TCC)6 18 124833818 124833835 CACGTCGAAGTTCGTCAAAA GGGCTTCTAGTGATGGTGGA 224

Ai10B26184 Araip.B10 26184 p3 (AAG)10 30 124840586 124840615 TTTCCCCCAACTCCTTCTTT CTTCGTGAAGGGGTCTTCTG 164

Ai10B26185 Araip.B10 26185 c (T)10cccctgagctgaaatttcg(T)1140 124840931 124840970 CTGGTGTGATGAATGCTGCT CCGTTTCACTCCGATTTCAG 142

Ai10B26187 Araip.B10 26187 p2 (AG)8 16 124848147 124848162 GTTTCCAATTCCATGGTTGG ATGCTTTTCTTGCCTCCTCA 247

Ai10B26191 Araip.B10 26191 p3 (AAT)35 105 124874488 124874592 TTGGTTTTTGTTGTCATTGGA TTTTGGATTGAGGGTTAAAGC 279

Ai10B26193 Araip.B10 26193 p3 (TAT)11 33 124875587 124875619 TCAAATCACAAAATACTAGCAAAAAT TGGTTTTTGTTATCATTAGACATGG 268

Ai10B26194 Araip.B10 26194 p2 (GA)6 12 124881675 124881686 ACGAACGAATTGGAGAGAGG GCCCTCAGCCCCAGTATAA 280

Ai10B26200 Araip.B10 26200 p2 (TA)6 12 124910066 124910077 TCGCAGGTCAAAGGAAACTC AAGGACATTAATAATCCGGAAAGA 225

Ai10B26202 Araip.B10 26202 p4 (TAAC)5 20 124920387 124920406 GCATTTAGGCAATAAGGGCA TCATCCAACACCTCCAAACA 196

Ai10B26206 Araip.B10 26206 p2 (CT)10 20 124924145 124924164 GTCCAATTAAGCGAGTCCCA GTGGGGTTGGAAAACAGAAA 116



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B26207 Araip.B10 26207 p3 (ATT)5 15 124924681 124924695 TGGAATGAATCAATGAATGAATG CGCATATCAACATCTGTGACACT 278

Ai10B26209 Araip.B10 26209 p3 (GAA)5 15 124929003 124929017 CCAGTGACAACGTGAATGGA AGATTGTACCCAGAACCCCC 271

Ai10B26212 Araip.B10 26212 p3 (AGA)5 15 124929876 124929890 CTCTCTTCTCCTCCAACCCC GAGCTCCGGACGATTAACAT 136

Ai10B26213 Araip.B10 26213 c (ATA)6ctgttattaaaaatggagatatgataaataaaatgatattatagaatttattgg(AAT)10102 124930189 124930290 TGCAGAAATTAGGGAATTAGTGT CACGTTGATCTATTAGTGCCG 240

Ai10B26214 Araip.B10 26214 c (GAA)5tgaaatgagctgctcagattgggtgggtacatc(TA)1068 124936543 124936610 CACACAAATTTCACTCCTTCTGA GGATGGTCCGATTTGAGTGT 245

Ai10B26216 Araip.B10 26216 p3 (GAA)5 15 124945004 124945018 GGAAGCTGCTAATCGAGACG GCAGACCAAATCCCATCAAT 217

Ai10B26219 Araip.B10 26219 p2 (CT)6 12 124947706 124947717 TGCTACGGTACCAAACAACAA AAAGCAACGAGGCATGTACC 251

Ai10B26221 Araip.B10 26221 p3 (TAT)19 57 124949905 124949961 CGACCTGCAATCACTTGTGT ACAACTCGGCGTTGACTCTT 230

Ai10B26227 Araip.B10 26227 c (A)14cgtaatataattatcaaagtatatccggatgagcg(T)1362 124969765 124969826 TTCGTCATGTGAAGGTTTTCC TTTATTTTACATTCTCAAACCATCATT 242

Ai10B26231 Araip.B10 26231 c (GA)7gggggagggaaag(GA)7caaagaaagataggagggggagagaggaaagggaaaaagag(GA)6ggaagagagacggg(GA)10gggagggggggag(GA)6153 124986828 124986980 ACAAAGAGAGATGGGAGGGG TCTTTTCCCTTTCTTCCTTCTC 278

Ai10B26232 Araip.B10 26232 p2 (TC)19 38 124990386 124990423 GCGCTTTCAGGAATATGGAC CTTGCCTGCTCAATTTGTGA 257

Ai10B26233 Araip.B10 26233 c (GA)12gggagggagggaag(GA)20aagagagagacagagggggagagagggagggagagagagccctcgcagcgccatgacttgccctcgccctcgcctcgtgtttctcatcgtcgtcaggga(GGT)5192 125007574 125007765 CCCTCGATATTATCATCTCTATCACA CGGTGATGCTGAAAAACACA 275

Ai10B26235 Araip.B10 26235 p3 (GAA)5 15 125025932 125025946 ATGGCGAATCTGTTGGGATA CCACTTTGCTTCTTCTTCCG 227

Ai10B26240 Araip.B10 26240 p3 (GAG)9 27 125048879 125048905 AATGATGGCAGCAGAGAAAAT TGCGTTTCTTTCTCCTTTCC 244

Ai10B26242 Araip.B10 26242 c (A)10gttctataatatttaaaaaaaattgtacgattttagactctaaggttgaaaatattaactattaatataataaaaaataaaaaacgc(A)10107 125053387 125053493 TTGCAGATAATGTTTTTGTTTTTGA AAAAAGAAAATTTGGGTTTTTCA 254

Ai10B26244 Araip.B10 26244 c (CACGCA)5cacacacacgcacatgcacacacacat(AC)771 125055910 125055980 CCTCCCTTAACCCTAGCCAC CTCTTCGCGGTTCTGTTTTC 261

Ai10B26246 Araip.B10 26246 p2 (AG)6 12 125059949 125059960 TTCCAAAATAATGCACTAGAGCTAAA TGCATAAACTGCTGTTGGGT 194

Ai10B26257 Araip.B10 26257 p2 (AT)6 12 125102925 125102936 AAGCAACACTATTGGCAAGTCA TGTTGCAATCAAGATAACAATGAA 257

Ai10B26260 Araip.B10 26260 p5 (TTATA)5 25 125119127 125119151 AAACCCCCGACACTTGTTTA TGTTTCTTCCGGTTCGTTTT 134

Ai10B26261 Araip.B10 26261 p3 (ATA)5 15 125123199 125123213 GGATTAATTTGCTTGCTTGCTT TGCAGTAGCTTTTCAAACTTGG 277

Ai10B26266 Araip.B10 26266 c (TA)9(TG)8 34 125131431 125131464 GAGGAACACGTTCACTCTTGC GCCACATACACAGCTCCTCA 251

Ai10B26267 Araip.B10 26267 p2 (AT)10 20 125131788 125131807 ATAAAAGCGGCCAAGGTATG AAACACCACTCAATCTCAACCA 277

Ai10B26269 Araip.B10 26269 c (T)10caaa(T)10 24 125139254 125139277 CGGTACACTTGCCGGTCTAT AAACAGACGGGACACCAAAC 260

Ai10B26271 Araip.B10 26271 p4 (TATG)30 120 125143771 125143890 AAGTGGATATTTTTGGGGGC TTTAAAACCCTGGTTCTCCG 238

Ai10B26280 Araip.B10 26280 c* (A)11(AT)14* 38 125172253 125172290 GCCGTAAAACAGAGGTGGTG TAATTCCGTTTTCCTGAGCG 169

Ai10B26281 Araip.B10 26281 p2 (AT)13 26 125172466 125172491 GAATTACTTGCGTGCGAAGA TCTGAAGCGGAGTGGTTTCT 271

Ai10B26284 Araip.B10 26284 p2 (TA)8 16 125186981 125186996 TGATGATGTTTTCATAGCCGA TGAAAATCCATCTGAATGCG 260

Ai10B26287 Araip.B10 26287 c (TCC)9ctaatattgcgtcttcttc(T)11cattatcgtcatcatcaataacatcaacatttcttcttctttttcttttcctcctaaattcgcatacacatgttcttcttcctc(CCT)5156 125196352 125196507 TTCCAAATTCGCACACACAT AAGAAGAAGACGCAACATTGG 224

Ai10B26292 Araip.B10 26292 p3 (TAA)12 36 125206096 125206131 CGAGAACAAAAACAAAATAGGCA GCAGTTAGCGGTTACGAAGC 242

Ai10B26293 Araip.B10 26293 p2 (TC)6 12 125206423 125206434 AGCCATTCATGCCAAGACTC GCCATTTGTGACATTGCATC 211

Ai10B26295 Araip.B10 26295 p2 (TA)12 24 125213167 125213190 CCAAAGTGGGGCTTAACTCA GTGGGACAAGGCTTTGTTGT 110

Ai10B26299 Araip.B10 26299 p3 (CGG)6 18 125218094 125218111 TGCATAAAACCCTAACCCCT CCTGACGAAGAAACTGGAGC 228

Ai10B26300 Araip.B10 26300 p2 (AG)6 12 125240761 125240772 TAGCAGCGGGAACAGAGAAT GCCTTAAATTCGAACCGTGA 191

Ai10B26301 Araip.B10 26301 p2 (TA)12 24 125252950 125252973 TTGGTTGCTAGTCACAACGC AAGTGGAGCAAATTATAACACGAA 155
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Ai10B26308 Araip.B10 26308 c (AC)8aaag(AT)9 38 125264635 125264672 CAACACCTTCTTCATGACCG CGAGTTGGGGGATACTATGG 256

Ai10B26311 Araip.B10 26311 p2 (CT)6 12 125272923 125272934 GGAGAGACAGGGAAAAAGGC AAGAGAAAAAGGGAGAGGCG 269

Ai10B26315 Araip.B10 26315 p4 (TATT)5 20 125278586 125278605 CAGTCCGTGCAGCAAGAGTA ATATGCAAGGGCAAAACATT 267

Ai10B26318 Araip.B10 26318 p2 (TA)7 14 125294698 125294711 GGAATGTCATGCAATGCAAC CACAAAATCCAGTGAGGGTTC 279

Ai10B26320 Araip.B10 26320 c (T)10cg(T)10 22 125311160 125311181 TGGGGTAATTTTGTCCCCTT GTGTGGGGAAACTATGGGAA 227

Ai10B26325 Araip.B10 26325 p2 (CT)10 20 125346346 125346365 CTGCGCTATGCTCCATGTAA TCCAGAACAGCAACAACGAC 238

Ai10B26328 Araip.B10 26328 c (AT)12tacgttttttcgtacgcaagtttttcgtttacgtgaatattacgacttttgttttaaaatttccttcaaaagctcctcgttataaaatttctttcagc(TA)7136 125366174 125366309 TTCGCAGGTTGAGCCTAGAG TCATAAGACAGAGGTGGTGAGG 241

Ai10B26336 Araip.B10 26336 c (T)11acatttcttgactcaaattacgatttgactgttgaacccttattcttcaattctactatgttgc(T)1085 125390902 125390986 GAGAAACCCTATCTCCCAAAAA TTGTAAATACCAGCAATATACCAAA 236

Ai10B26337 Araip.B10 26337 p3 (TTG)5 15 125392197 125392211 CTTTCCAAAAGCTGACCTCG TCTGGGACCAACAACAACAA 241

Ai10B26340 Araip.B10 26340 p2 (CT)6 12 125408457 125408468 TTTTTGTTTGTTTCTTACCTTTTTCA AGGGGATGTGAGGAGGAGAG 227

Ai10B26341 Araip.B10 26341 c (CT)6caattttcgaaaatatctccctctttttcaaaaatttttttttaaattaactaattatttttattttctatttgtgatttcaaaaattttcg(A)10114 125415900 125416013 TTTCTTATCTTTTTCAAAACCACC AATAGGATGAGAGAGAGGGGG 244

Ai10B26342 Araip.B10 26342 p2 (TC)16 32 125436276 125436307 TGTGTCACAAGCACCCTCTC TCACCACCATCACCATCATC 249

Ai10B26343 Araip.B10 26343 c (ACA)8(ATA)8 48 125436709 125436756 GAGACTTTTGGGCATGGAAA TTCCCTTTGATTTTCCCACA 183

Ai10B26348 Araip.B10 26348 p3 (GAT)5 15 125454662 125454676 TTGTGGTGATGGTTCAAGGA TGTCCAATGGCGACTATTCA 262

Ai10B26349 Araip.B10 26349 p2 (GA)10 20 125456982 125457001 AAAGAGAGAGAAGAGTGTGTTGGT GCCCATTTCCAAGAGAATCA 181

Ai10B26352 Araip.B10 26352 p2 (GA)7 14 125478584 125478597 CAGAGAGAGGAAGAGGGTTCAA AACCACTTTTTCAAAATTCCTTTTA 236

Ai10B26354 Araip.B10 26354 p2 (TA)6 12 125482941 125482952 AGCAAGGGAGGAAGGAAGAG ATTTGGGGGTCATTTTCTCC 267

Ai10B26355 Araip.B10 26355 p2 (AT)6 12 125485610 125485621 CATGTACATCAACGGTTGGC TGCATGTTTGAAATCGGATG 208

Ai10B26357 Araip.B10 26357 c (T)10gttttctccttaattcactagttcaagaaaaatacaaat(A)1059 125493562 125493620 TCGCATTTTTAATTCTTTCAGGA TTTCTTCTTCATATTTTCTCCTCTCA 219

Ai10B26359 Araip.B10 26359 c (C)14aaaaaaaatcagaacacacacgcagcttcagctg(A)1260 125498428 125498487 AAATTCCCAAACCAAAACCC TCTTCTTCCCCATTCTCCCT 219

Ai10B26362 Araip.B10 26362 p3 (TAT)5 15 125502733 125502747 AGCTTTTGCCAGGAATGGTA CTTGCAAGAAGCCTTTCACA 255

Ai10B26364 Araip.B10 26364 p2 (TA)6 12 125504621 125504632 GATCAACGATCATAGCTCGG CGGAGACAGGGATTGAGGTA 266

Ai10B26370 Araip.B10 26370 c (A)13cccataaaaacacaaagtaggcaaatttaagcggcaaattaaatacctatgggttgtga(TGG)690 125516803 125516892 TGAGTGACAATGACAAAGGTGA AGGACCATGCCTGACACC 273

Ai10B26371 Araip.B10 26371 p3 (ATG)8 24 125517389 125517412 AATGGGACAGTGGCTGTTATT TGGCCTAGTAAAGCAAAGTGG 276

Ai10B26373 Araip.B10 26373 c (T)10caatcaataaataaaaaatgagggcatttgtgtcacacggacaaagag(A)1169 125518205 125518273 CATGGAATGTCAGCTTGGTG AAAATTCTGATTGAAAATTCGGA 249

Ai10B26375 Araip.B10 26375 p2 (TA)6 12 125518990 125519001 CGGATTAGGAGCGAGAATTG GGGAGACATATATCCGCGAG 271

Ai10B26378 Araip.B10 26378 p3 (TGG)6 18 125522242 125522259 TGGCTTTGTGCTTGAATTTG TACCCTCACCCCTACCAACA 277

Ai10B26386 Araip.B10 26386 p3 (GAA)5 15 125548738 125548752 GCAAGAAAATTCCTTCCCAA TGCCACTCTCTGCTTCATTG 248

Ai10B26398 Araip.B10 26398 p2 (TA)6 12 125595320 125595331 CATCAAACACCACATTCCCA CAATAGACCTTGGCCAGGAA 244

Ai10B26400 Araip.B10 26400 p3 (CAA)5 15 125606699 125606713 AAGCAGCAATTCAGCAACAA CCCCTATCCCCTCTTTTCTG 217

Ai10B26402 Araip.B10 26402 p3 (CAT)5 15 125611233 125611247 CTTTCATCACCGGCTTCATT CTTAGGAGATGCCCAACCAG 114

Ai10B26403 Araip.B10 26403 c (ACA)7(ATA)7 42 125613005 125613046 TCATCACCAACAAACTGCGT TGGGCAAACTCACCACACTA 272

Ai10B26406 Araip.B10 26406 p4 (AATA)5 20 125616017 125616036 CCGGTCAGGTCCGTATTTTA TTTCTTCATCTCTTTTACGTTGC 253

Ai10B26407 Araip.B10 26407 p2 (AG)6 12 125616221 125616232 GCAACGTAAAAGAGATGAAGAAA TAAATGGTCATCCAAGGGGA 271
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Ai10B26411 Araip.B10 26411 p2 (TG)6 12 125637526 125637537 TGTTGCAGGACAGTGGAAGA AACATCATGAGTTCTGGATTGC 266

Ai10B26413 Araip.B10 26413 p2 (GT)7 14 125638834 125638847 TGTGGCATTGACATCCAACT AAGGCCAAAAACAAATGTGC 176

Ai10B26415 Araip.B10 26415 p3 (ATA)10 30 125659160 125659189 TATCGAAGGATCATTCCCCC AAATTCGTTGACTCGTCCGT 263

Ai10B26416 Araip.B10 26416 c (CTT)6tttcttcgcttgtttcatcttcatcgttgtttttttattaccgttgttgttgctgcatttttttctcctcatctttctattgattttgcaatattata(T)10126 125663007 125663132 CGCTCTCACTCACCATTTTG TGCCTCTTCATCTTCTACTGCTT 280

Ai10B26417 Araip.B10 26417 c (A)14gatgaataagaataaaaaagaaaaagattgtgatgatgat(A)1064 125663570 125663633 TGCAACATTATGTGTTTCTTCTTCT TTGGGTGTTGCACGAAGATA 278

Ai10B26419 Araip.B10 26419 c (GAA)5taagaagaagaagaggcacggagaaacaagaagaatgagaagaaaaggaggaggcacggaga(AAG)695 125664417 125664511 GGAGGAAGAGGTGGTGTTGA TCCACATACAAGCGTTTTTCC 228

Ai10B26424 Araip.B10 26424 p3 (CTT)5 15 125667851 125667865 ATCGTCGTGTTTCTCCTCGT GAGGAAGAAGAACGTGCAGC 103

Ai10B26427 Araip.B10 26427 c (TGG)8tgttggtggtggtggaggtaattgtgttggtagtggtgagggtatttttgtctaaaaaaaattaaaaggaaaat(A)12110 125670454 125670563 CCTGCTTTCTTGCTTCTGCT AATCGAAACCGTCCTCATTG 276

Ai10B26430 Araip.B10 26430 c (A)15gatgcaacattaaaaaaaagaggagaaagaggaggaggaggaagagaacatgtgtacgcgaatgt(AGA)595 125673406 125673500 GCAGCATCAAATGAATCTCAA TCTCCTTTTCTTTTTACTTCTCCG 272

Ai10B26432 Araip.B10 26432 p4 (AAAT)5 20 125679907 125679926 GCAACAGCTTGGCAATTGTA GCACGGGTATATGGATTGATTT 280

Ai10B26437 Araip.B10 26437 p2 (AT)11 22 125688211 125688232 CCAAAATCACCAAGGCAACT ACGCTTGGATAAGGTGAGGA 191

Ai10B26442 Araip.B10 26442 p2 (AT)19 38 125702849 125702886 TATGTGGAACACGCGAATTG CAATAACCAAACAGAACCTTCG 248

Ai10B26450 Araip.B10 26450 c (A)12gaggctgaaccattaaaggataaatagcattttttataac(A)1264 125732338 125732401 AAAAGATACAAAGGCTGAACCA TGGATATCTCAATCATGGAAAA 157

Ai10B26451 Araip.B10 26451 p4 (ATTT)5 20 125738995 125739014 TACATTCCCCCTCCCCTTTA CGCATACACAAGCAGAAAACA 265

Ai10B26460 Araip.B10 26460 c (CT)6a(TC)6 25 125779526 125779550 ATGGCCCCTGGTTTTCTATT TGCAGATTGGTGTTGGTGTT 120

Ai10B26462 Araip.B10 26462 p2 (GA)7 14 125780786 125780799 TGGTGTTGGCTGTTGAGTTC TGGGCTTGACACATCACATT 257

Ai10B26463 Araip.B10 26463 c (T)12aactttactagactaaaaccaaaagctgaagttgttatagggatcaaaaacttgtttaagcaatcttttctactgcaacataattaaac(T)11112 125784973 125785084 CAACAAACAAACGACTGGAA TGACCAACATCTTAGCCCTTG 258

Ai10B26465 Araip.B10 26465 c (AT)12tgtctcagatgctggtagtataaata(TC)866 125786873 125786938 GAAGGTGCAATGCAATTTGA AACTTTGCCATTCTGCCAAT 266

Ai10B26467 Araip.B10 26467 c (AT)12tgtctcagatgctggtagtataaata(TC)866 125788986 125789051 GAAGGTGCAATGCAATTTGA AACTTTGCCATTCTGCCAAT 266

Ai10B26473 Araip.B10 26473 p3 (TAA)5 15 125794522 125794536 TTGCATACCCCTGTCATTCA GCAGATTTGAAGTCTCAGAAAGC 214

Ai10B26474 Araip.B10 26474 c (T)12gctttttttttctca(T)1239 125795675 125795713 TCCCTGTTTATTGGGTATTGTG TTCAAGTGTGGGAACCTTGG 268

Ai10B26475 Araip.B10 26475 p2 (AG)14 28 125796713 125796740 ACGGTGGTGATAGAGCAACC GTGGACCAAAGACGGTGAGT 223

Ai10B26477 Araip.B10 26477 c (T)10atttttctagtgcttttacttttactactaaaaatttgccaaatacgttaaaaaataaaaaaaaatc(T)1087 125802403 125802489 TCTTTTTATTTATCAATTATGTTTGGG ACTAAGTGCTTGTTTGGGCG 277

Ai10B26479 Araip.B10 26479 c (A)11ccc(A)11tcaaaagtg(A)1044 125809759 125809802 ATTTTTCCAAACCACCCCAT TGAAGTCACGACGACCAGAG 132

Ai10B26480 Araip.B10 26480 c (A)11ttggatggtgtcaaata(T)10gac(T)1051 125814921 125814971 TCCAACTCGCCACGTAGAAT TGCCAATGAGCTATCACTTAAA 279

Ai10B26482 Araip.B10 26482 p2 (CT)6 12 125826884 125826895 TTCAGAGAGAGCTCGCCAAT ATGGGTTTATCAACCTCCCC 279

Ai10B26483 Araip.B10 26483 p2 (CT)6 12 125827756 125827767 ATTCAGAGAGAGCTCGCCAA CCAAATTGGCGACATAAAGT 196

Ai10B26490 Araip.B10 26490 p2 (AT)7 14 125871299 125871312 TCAAGACTGGCCGGAGAATA TCGTTAGGCGTCTGGACTCT 213

Ai10B26491 Araip.B10 26491 p2 (CT)8 16 125892553 125892568 TTCTAGACGGTGGTTCCTGC AGGGAGGCGACAGAGAGAG 257

Ai10B26493 Araip.B10 26493 p2 (CT)8 16 125899405 125899420 CCCATGCGTTTCTTCTTAGC AGGGAGGCGACAGAGAGAG 216

Ai10B26494 Araip.B10 26494 p2 (TA)11 22 125900646 125900667 TCGCAGGTCAAAGGAAACTC TGGTCATAGGATTATTAAAAAGGACA 254

Ai10B26495 Araip.B10 26495 p3 (ATA)5 15 125900825 125900839 TCCTATGACCAAGAACAATTTAGA ACCATCCACTCATAGGCGTC 267

Ai10B26497 Araip.B10 26497 p2 (AG)6 12 125904251 125904262 ATAGGTGAGGGGTTTTTGGG ACTTGGTGCAGGGATGAGAT 140

Ai10B26498 Araip.B10 26498 c (A)10tttgta(T)10 26 125908745 125908770 GAAACCTCGGTCCAATGAGA TCGAGTTTGGACAACTGACG 210
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Ai10B26499 Araip.B10 26499 c (A)11gagaaaagcaataaaggggacaaaatgccccaaagtgaagctcaataagaatcaatgcataagtgttgtgaaatgaaaagaaaatgcatgagtatgtaag(A)10121 125916006 125916126 GACCTTATGCATTGATGTTCTTG CAAATGAAAGCTATTCTAACTACCCA 261

Ai10B26504 Araip.B10 26504 p2 (AT)9 18 125929012 125929029 CACTCGAAGTGGGGAAGCTA TGGACCAAGTGCTTTTTGTG 201

Ai10B26506 Araip.B10 26506 p2 (TA)6 12 125930228 125930239 TCCTTAAAATATGTCATTCATCCTCTC CAGCCTGCCATGTACACAAC 109

Ai10B26507 Araip.B10 26507 p3 (TAT)17 51 125930445 125930495 GGAAGCCTTGAATCCCATCT AAACAAAATAAATCGAAGCCAA 189

Ai10B26508 Araip.B10 26508 c (A)10taaaaataaaagggagtgtg(TA)7gaagttcattttatttttaaaatcttttcc(T)1084 125930693 125930776 TTGGCTTCGATTTATTTTGTTT TGGTTTGTTCATAAATTTTAGTTTGA 238

Ai10B26510 Araip.B10 26510 p2 (AT)10 20 125933209 125933228 TCCATGGTCCATCAGAGTGA TCCCTTGCAAAACCAAAGTC 268

Ai10B26512 Araip.B10 26512 p3 (TCC)6 18 125934353 125934370 GCACTTAAGTTGGCCTCTCG TTGAAGCAACATGAGCTTGG 262

Ai10B26515 Araip.B10 26515 p2 (TC)7 14 125946939 125946952 CGTAATGGAGGCAAACCACT CATGTCATGAGAATAATGCGAA 256

Ai10B26529 Araip.B10 26529 p2 (AG)6 12 125988000 125988011 TCAAACTTTTTGGCAGACAGC CTTAGCTCTGCATCTTGGGG 151

Ai10B26532 Araip.B10 26532 p2 (AG)9 18 125993224 125993241 TTTGAAGGGATGGGACTTTG GTAGCATAGAGGGGTGGCAG 154

Ai10B26543 Araip.B10 26543 p3 (AGC)5 15 126016050 126016064 ATCCGCTCATCAGTGCTTCT CAAAGAGGGGTTGTCCAAAA 180

Ai10B26545 Araip.B10 26545 p2 (TA)6 12 126024783 126024794 TCAAACGACAGTGTGAATGGA GGATGGTCCGATTTGAGTGT 278

Ai10B26549 Araip.B10 26549 p3 (ATA)10 30 126052321 126052350 CACCCATCCTAATAATGGTTCG TGTATGCAGAGCTTTTCCGA 267

Ai10B26554 Araip.B10 26554 p3 (CAT)13 39 126071568 126071606 TGAACTAGATGCTCCCCCAC TGCATTAGTTGGTGAGGCTG 241

Ai10B26558 Araip.B10 26558 p3 (ATG)16 48 126078735 126078782 CCGTTCAATTTTGGATGCTT GGAATGAGGTGACCAGTGCT 210

Ai10B26559 Araip.B10 26559 p3 (CTA)8 24 126084812 126084835 TAAAATCCCATCAAACCCCA CATACACGCTTTTCCCCTGT 127

Ai10B26560 Araip.B10 26560 p3 (ACA)5 15 126085582 126085596 ACCACCTTGTGATGAGGAGC GATCAAGATGGCCCCTGTTA 161

Ai10B26561 Araip.B10 26561 p3 (TGA)6 18 126085827 126085844 ATGAATCCAAAAAGGGAGGG ACCCTGAATGCATTGACACA 273

Ai10B26562 Araip.B10 26562 p3 (ATG)7 21 126086285 126086305 AGGAGTGTGTGAGGCATGTG ATTTTCATTGCAATCAGGGC 193

Ai10B26566 Araip.B10 26566 p4 (AATA)5 20 126096629 126096648 CAAACGGAATGCATCAAGGT CGAGTACATTACACTGCCGC 111

Ai10B26570 Araip.B10 26570 c (A)10cttcactccatccacatattgatcatccaatatgtcaattattcacattgtttagtattctcattgtctccctgtgcttttc(T)13105 126108002 126108106 TAACAGGTCCGGTTTGTTCC ACCCACCACCCACTGAATAA 232

Ai10B26572 Araip.B10 26572 c (A)10gtgatataaaaataagagtgataatatcca(T)1050 126117250 126117299 TTGTGCAGTGTATGTTTGCAT CCCCCAACCCTTGCTATTAT 227

Ai10B26573 Araip.B10 26573 p3 (ATT)5 15 126120370 126120384 TCTTCTGGGCCTCAACTCAT GCATTGGCTTGCAAGTTTCT 230

Ai10B26574 Araip.B10 26574 p2 (TA)6 12 126121733 126121744 CGATCCTTAATGAACCCCAA CCTATGTTCTGGTGTTCTCGG 260

Ai10B26576 Araip.B10 26576 p3 (TGG)6 18 126133785 126133802 TTGTTCAGCTTGGGCTTCTT CTCCCTTCACCCAAAAATCA 141

Ai10B26577 Araip.B10 26577 p2 (AT)6 12 126146090 126146101 TTTTTGCATAGGCTTTCTTTTT CATCCGTCATTTTAGATCCCA 268

Ai10B26579 Araip.B10 26579 p2 (TA)6 12 126148460 126148471 AAGAAACACCAACATTGAGCG TTTGCATGTATCCACCCCTT 254

Ai10B26586 Araip.B10 26586 p2 (TA)7 14 126170273 126170286 TATTTGCTGCAATGTTGGCT AAACATAATGGAAACGAAAAGAAGA 261

Ai10B26587 Araip.B10 26587 p4 (TATT)5 20 126170599 126170618 TGGGGAGTGACCATAAGTGG TGACACTGCTCCATTTCATTT 156

Ai10B26591 Araip.B10 26591 p2 (AT)8 16 126173428 126173443 CATTTTCCTATTTCCTAGCTGCAT TTATTCATGGAATTGATTTCACC 152

Ai10B26592 Araip.B10 26592 p2 (AG)7 14 126174166 126174179 AGGGAGTGGATTCAAGGACC TCCCAAGGCAATTGTTTTCT 101

Ai10B26599 Araip.B10 26599 p2 (TG)6 12 126191750 126191761 TCCGCAAAACAGAAAGTTGTT TAGCTGCATCTTCAGCTTGC 181

Ai10B26600 Araip.B10 26600 p3 (GAA)5 15 126194574 126194588 GCATAGGGGATGGAGAAACA TACTCATGGTTGGGTTGCCT 238

Ai10B26602 Araip.B10 26602 p2 (TA)6 12 126199673 126199684 AGATGAGATTTGGGGTCACG TAGGCATGCATGTCACAAGG 178



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B26603 Araip.B10 26603 p2 (CT)9 18 126200333 126200350 TCCAAAAAGTGAAACAAGGAAAA ACGCATGCATTCACAATAGG 277

Ai10B26604 Araip.B10 26604 p5 (AAAAT)5 25 126202055 126202079 ATCGCATATATTCGGGCAAT TGGTATCATGATTTTTCGAGTGA 278

Ai10B26605 Araip.B10 26605 p2 (AT)9 18 126202792 126202809 CCCTATAACGACACAAAGAAAAA TCGATAAACTATACCTCAAACCG 163

Ai10B26606 Araip.B10 26606 p2 (GA)9 18 126204857 126204874 GTCACAGTGGAAAAGTGCGA TAGGACAATGAGCCACCTCC 126

Ai10B26617 Araip.B10 26617 p3 (AAT)5 15 126230534 126230548 CCTCGTTCTCCCACCTATTG GCTTCCCAACGGCTATAACA 258

Ai10B26620 Araip.B10 26620 p4 (TGAA)5 20 126234881 126234900 GGGTGTGTTTGTGTTGTTGC TCGTCATCACCACACTCTCC 172

Ai10B26621 Araip.B10 26621 c (T)13gagagagagaaagaagaaagaacaacatgaa(AG)656 126235075 126235130 GGAGAGTGTGGTGATGACGAT CCGAAAACTTAAAGACTTGAAAGC 213

Ai10B26624 Araip.B10 26624 p3 (GAG)5 15 126237235 126237249 GAAATTTCGGTGCATTTTGG GCTGCTGCTTCTTCATCTCC 245

Ai10B26626 Araip.B10 26626 p3 (TTC)5 15 126238560 126238574 CAAACCCAACAAAAACCAGC GTAATGCCGCAAAAATCACC 134

Ai10B26627 Araip.B10 26627 c (GA)9a(AG)8 35 126238691 126238725 GGTGATTTTTGCGGCATTAC GGGCAACTGTTTCAGCAACT 191

Ai10B26628 Araip.B10 26628 p2 (AG)29 58 126246966 126247023 CCATGAAAATGTATCAGGTTGAA AAGACCAACTGTTTCAGCAACTT 220

Ai10B26634 Araip.B10 26634 p3 (TTA)5 15 126254492 126254506 GCAGCACAAAAGGGTCAAAT GAGCATATGGGACAGAGGGA 215

Ai10B26648 Araip.B10 26648 p3 (TGA)5 15 126311680 126311694 AGAAAAGCAAAACTAGCAAAACA AGTCCACTGTTGGATGTAGTCC 265

Ai10B26650 Araip.B10 26650 p2 (AT)6 12 126312903 126312914 GATGCCTCTGTGGGAAGAAG TTCCCCACAATCCTCGAATA 229

Ai10B26652 Araip.B10 26652 p3 (CAC)5 15 126322057 126322071 ACCTCGCTTCCTCTTTCTCC AGGGCACCAAGTTTTCTCCT 182

Ai10B26655 Araip.B10 26655 c (GT)13tttttggtagtagatggcttgaaaaaagaggggg(A)1272 126331131 126331202 GCTAATTTTGAAAACAAAAATGCTC CTGTGGAAAGTGCGTGATGT 222

Ai10B26656 Araip.B10 26656 p3 (AAT)16 48 126331704 126331751 GATTGACGATAGTTCGATTATGAAG GCCACAACAATTATTATAGGCAAA 254

Ai10B26658 Araip.B10 26658 p3 (CTT)5 15 126346278 126346292 TTTCTCCGTGCTTCCTCTTC TGGAAACCGAGAATAACGAA 274

Ai10B26659 Araip.B10 26659 c (CTT)9ctg(CTT)7 51 126346931 126346981 GGAGATCGAAGGCAAAGAGA GCCTAACACACGCGTTACAG 182

Ai10B26666 Araip.B10 26666 p3 (TGA)5 15 126359138 126359152 AATTGGGCTTGATTGCAAAA TATTGGAAAGGGAAATGCCA 105

Ai10B26667 Araip.B10 26667 p3 (TGA)5 15 126363281 126363295 AATTGGGCTTGATTGCAAAA TATTGGAAAGGGAAATGCCA 105

Ai10B26670 Araip.B10 26670 p3 (TGA)10 30 126371213 126371242 AATTGGGCTTGATTGCAAAA CGCTTCTATTGGAAAGGGAA 126

Ai10B26672 Araip.B10 26672 p3 (TGA)14 42 126375379 126375420 GCTTAAATATTGGGATTCGGA CCAAGAAAATTTTTGTACCTCCC 160

Ai10B26676 Araip.B10 26676 p3 (GAT)5 15 126389537 126389551 AAGAGCTTGCTTCTTCCACG TCTGCACTTCTCTGCACTTCA 206

Ai10B26680 Araip.B10 26680 p3 (AAT)5 15 126404652 126404666 CATGGCAAAGAAAGCACTCA TCTTCATCCACCCTTTGAGC 206

Ai10B26687 Araip.B10 26687 p3 (TAA)20 60 126420527 126420586 TCAGGGACCATTTTGACCAT TATTGAACCTTGCTTTGGGC 184

Ai10B26689 Araip.B10 26689 p2 (AT)8 16 126434420 126434435 AGAAATGTAATTGACAAACAAAACA CATACATAAATTTTGATTTTGAGCA 243

Ai10B26691 Araip.B10 26691 p2 (TA)7 14 126434813 126434826 TCAAAATTCAAGAAGATCCACAAA TCTCCCATTTGCTTAAATGTGTT 275

Ai10B26694 Araip.B10 26694 p2 (AG)18 36 126437214 126437249 TGGCCTTTTGGACATAGAGC TAACCAAAGCTGGCCAAATC 170

Ai10B26695 Araip.B10 26695 p2 (TC)25 50 126440807 126440856 GCTCACACCTTCAGCATGAG GCTTGAACAAAGAAGAGAAGGG 248

Ai10B26699 Araip.B10 26699 p3 (TCT)6 18 126453074 126453091 ACCAAATTAGCCCAACACCA AAGGAGGAGAAGGAGGAACG 230

Ai10B26700 Araip.B10 26700 p3 (AGA)11 33 126455005 126455037 CGAAGAAGAAGATGAACGCC TTGTTTTACACGCGCCTCTT 243

Ai10B26702 Araip.B10 26702 p3 (ATA)7 21 126458643 126458663 TTAGGCCCATTCAAATTCCA TTTTGGTCTTGGCAGTCAAA 271

Ai10B26705 Araip.B10 26705 c (T)11ataaac(A)13 30 126461482 126461511 AGTGTTCTTCACCACCACCC CCCAAATCTTAACACCAAGGA 171



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B26711 Araip.B10 26711 p2 (TA)8 16 126467028 126467043 AACCAAAACCTAATCACCTCAAA TGACGACATCCGTATTCACAA 256

Ai10B26715 Araip.B10 26715 p2 (AT)6 12 126478460 126478471 GGCAAGGATTTAATGTTCCCA TTTCACCTTTTATTTTCCTGCC 128

Ai10B26719 Araip.B10 26719 p2 (TA)9 18 126485677 126485694 GGGTTTGCATTTCCAACAGT CGAATGACTCAATTTATTGCCA 190

Ai10B26723 Araip.B10 26723 p3 (TAT)5 15 126491874 126491888 CAAGGGCCACAGGAATAGAA TCATGTTGTGTTGTGTCCGA 164

Ai10B26725 Araip.B10 26725 c (T)10caccctaaaaacgaaagaaaaaagaaaaagagagttc(AAG)5agccattagtaccggcaccgtttgcatcagcgctaccatcatcatcatgaccgctaccatcaccaccgt(TCA)5146 126492479 126492624 GAGGGAAAATTAGAAAGTAACAAAAA AATGGTTTGAACGGTGGGA 280

Ai10B26726 Araip.B10 26726 p3 (TGG)6 18 126492930 126492947 TTCTCCTTCTGTTCCTGCGT ACCACCTCCGATCTCCTCTT 186

Ai10B26728 Araip.B10 26728 p2 (GA)6 12 126493877 126493888 CAATTTGGGGAAATGATGTTG GGGACAGCCACATAAACACA 265

Ai10B26733 Araip.B10 26733 p2 (TA)6 12 126518751 126518762 TTGTCAAGCAACAACCAACA CAGCAAATCTATTGGGCCAT 248

Ai10B26736 Araip.B10 26736 c (A)10gagaatcgattataataattaatgtagtagaatattatttaatgacagtctaa(T)1275 126529589 126529663 CATTATGAACCAATCAAATTTAAACA TTGAATTCATCATTTATTGTCCG 216

Ai10B26741 Araip.B10 26741 p3 (TCC)5 15 126539690 126539704 TCCTTCCTCCCTCCTTCATT AAGCCAGAGAAAGACGCAAC 260

Ai10B26743 Araip.B10 26743 p3 (GAA)5 15 126545393 126545407 CTTCTGCCAGGTTCGAAAAG ATCCATGGCTTCAATCATCC 127

Ai10B26746 Araip.B10 26746 p2 (TA)14 28 126550177 126550204 ATTCGACCTGCGAAGCAAG GGAAGTGAAGAACTCTGGGG 216

Ai10B26747 Araip.B10 26747 c (CA)15(TA)8 46 126558989 126559034 GGTCCCATCCAAACCACTC GCCCTTTACTTGGGCTTTTC 272

Ai10B26748 Araip.B10 26748 p5 (AAGAT)5 25 126559324 126559348 GCCCAAATAGAGGAACACGA CCTGGGTGCTCCAGTGTATT 179

Ai10B26750 Araip.B10 26750 p5 (AAGAT)8 40 126569381 126569420 CCGATCTCTTCAGGTCAAGC CCTGGGTGCTCCAGTGTATT 270

Ai10B26753 Araip.B10 26753 c (TGT)5tgctactatgaaattgaagaagaagaacaacaacaatgtgaagaagagaattggtgaagataattggggattag(T)10ataaatataaaacgacgtcatattggggattaga(T)10143 126575463 126575605 TGGTCTTTTCTTATTGTTGCTGG AGCTGAGCTGGACTGAAACG 268

Ai10B26754 Araip.B10 26754 c (A)10gctg(T)10 24 126576339 126576362 GGGCGGATATCCTACTATCCT TCTTTTAATTTGCATATAACACCATC 263

Ai10B26755 Araip.B10 26755 p2 (TA)6 12 126578571 126578582 TGTGGTCATTGTTATCCGCT CGTGAGGGATCGGAATGTAT 277

Ai10B26766 Araip.B10 26766 p2 (TA)6 12 126597982 126597993 CTCATTTAATTCCAAATCAAAAGTAA TCAAAGAAATAGCATTCGCGT 252

Ai10B26769 Araip.B10 26769 p2 (AG)6 12 126612373 126612384 TGAGCTCTGACCAAATGCAA CCTTGAAACTTCCACCGAAA 207

Ai10B26770 Araip.B10 26770 c (T)10cattgtcatgtattttctttcatttttttgctgatactataagaatggttcactttaaaataatttctagttaatttttc(T)14104 126616136 126616239 TGCTCATAAATTGGTATCATTTGG GGACATACAAATTACAATCGCAAA 278

Ai10B26773 Araip.B10 26773 p2 (CT)9 18 126617626 126617643 TTCACCTTCTGGGTCTCCAC CAGCATTTGCTTCCACAAGA 154

Ai10B26774 Araip.B10 26774 p3 (TCA)6 18 126617758 126617775 CTTGTGGAAGCAAATGCTGA CTGCTCTTATGATGCGCCTT 223

Ai10B26778 Araip.B10 26778 p5 (AAAAG)5 25 126632594 126632618 GCCACCAGCATAATTGAGGT TCAATTTCTCATGCAATACATCAC 248

Ai10B26780 Araip.B10 26780 p3 (GAT)5 15 126640076 126640090 AATCGAGATCGGTCACAAGG CAACAGCAGCAACCACCTTA 102

Ai10B26782 Araip.B10 26782 c (T)10catcatcatcacca(TCT)539 126646040 126646078 TTCCTCCTCTTCATCTTCTGC TGCTGCATTTTCTTCCTTTTT 272

Ai10B26783 Araip.B10 26783 p3 (TTC)6 18 126646399 126646416 TGCAGCATTAGAGGAAACATT TGTTGTTGTTGCTGCATTTTT 257

Ai10B26793 Araip.B10 26793 c (T)12gttctgttttaggtgggaggggtagagatagagatggagtggggtggttta(T)1073 126674999 126675071 TCCCTCTTCTTCCTTTCCTTC TCAAATTCGTCCTTGACCTTTT 272

Ai10B26802 Araip.B10 26802 p3 (AAT)5 15 126702346 126702360 AACAGGAAGCATGGGATTTG TAATTCATGCATGGCATCGT 163

Ai10B26804 Araip.B10 26804 c (CT)8aaccctctcacctctca(CT)747 126714474 126714520 TAGTTGGAGGGAAAAGCGAA GTTGAGGGAAGAGGGAGAGG 260

Ai10B26806 Araip.B10 26806 p2 (TA)7 14 126725805 126725818 GCGAAGATAAACCGGCTAGA TTGGGACTCAGGGTCGTATC 184

Ai10B26810 Araip.B10 26810 p2 (AC)6 12 126738279 126738290 CTCCTAACTCAGCCCGTGAA TGGGCTCCTAAAGCGAAGTA 223

Ai10B26811 Araip.B10 26811 p4 (TTAT)5 20 126743804 126743823 TTTCTTCGCCATTCTGCTCT GTTTATCTCAGCGGCACCAT 184

Ai10B26816 Araip.B10 26816 p2 (CT)10 20 126750922 126750941 AAGGAAGCAAAAGTGGAGCA CTTCTTCTTCAGCCAAACCG 214



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B26818 Araip.B10 26818 p2 (GC)6 12 126756382 126756393 TGGAAAATGTACCAGGAGGG GCGTGCATTAAGCATTTTCA 240

Ai10B26819 Araip.B10 26819 p2 (TC)8 16 126763887 126763902 AAGGAAGCAAAAGTGGAGCA CTTCTTCTTCAGCCAAACCG 214

Ai10B26824 Araip.B10 26824 p2 (AC)7 14 126770973 126770986 GCTCCTAACTCAGTCTGCGAA CCTCCGGTTCTCATTCCATA 278

Ai10B26825 Araip.B10 26825 p2 (AT)6 12 126771813 126771824 GTAAAGCAGAGGTGGCAAGG CCTTAGCTTCGCAAGTCGAG 252

Ai10B26826 Araip.B10 26826 p2 (AT)10 20 126773573 126773592 AAGAAATCGAAACCGGAGGT TAAAGAAAGCTAAGGCGGCA 133

Ai10B26827 Araip.B10 26827 p2 (AT)7 14 126774631 126774644 AGAGGAGCTACGTCACCGTC AAGAGGATCGAAGCCGATTT 279

Ai10B26828 Araip.B10 26828 p2 (AT)8 16 126777838 126777853 AGTCTGCGAAGTCAAGGCTG ACACCTGAAGCGAAGTGGTT 209

Ai10B26829 Araip.B10 26829 p2 (AT)11 22 126778709 126778730 CCCGACATGTCCTGGTAGTT ATTTGTTGACCCTCTGTCGC 274

Ai10B26830 Araip.B10 26830 p2 (AT)19 38 126779524 126779561 CGCGGTAACGTTCTTCTCTC TCCATCATCGTTACCGGAAT 270

Ai10B26831 Araip.B10 26831 p3 (TAA)5 15 126779689 126779703 TCAAAACCGCCTTTGATTTC TTTCAAGATCCACCCCTTTG 213

Ai10B26833 Araip.B10 26833 p3 (TAT)16 48 126786253 126786300 TCCAGCTGCTTCTTGTTTGA AAAGGAAGTGTCATTTTCTCTTAAAAA 244

Ai10B26836 Araip.B10 26836 p2 (AG)10 20 126803965 126803984 CCAGAGGAGTGGGAGAGAGA TCAAAGGGCAAGGATAATGG 239

Ai10B26837 Araip.B10 26837 c (TAT)17taactta(ATT)14100 126805715 126805814 TGAAGGAACACTTCTCCTTGG AAATTTAGTGCGTGTGTGCG 263

Ai10B26838 Araip.B10 26838 p2 (GA)6 12 126806371 126806382 GAGGAGGAGTGGAGGAGGAG GTTCCGGTGAGCTCCAGTAG 180

Ai10B26839 Araip.B10 26839 p2 (AT)6 12 126807563 126807574 GTTGACCTTCTGTCGCATGA CCATTGGACAGTCCCTCTGT 184

Ai10B26840 Araip.B10 26840 p2 (TG)10 20 126807883 126807902 GGACATGTCGGGTTAGCTGT CCCTCAACTTCACCACCACT 252

Ai10B26843 Araip.B10 26843 p3 (GAA)5 15 126810376 126810390 GACTTGCAACTAAACCCATCC ACACGCCTAAAAGCAGGAAA 154

Ai10B26846 Araip.B10 26846 c (T)10ca(T)11 23 126823554 126823576 TGCATAAAAGCATGGGAGGT GACTTTTTGAAAATAGAAAATGACACA 275

Ai10B26852 Araip.B10 26852 c (T)10caatttttatatatttttttactttttctgatttttttag(T)1060 126838541 126838600 TGTTTGATTGATTTTGTTTGGG GTAACGAGGGCCCATATCC 206

Ai10B26858 Araip.B10 26858 p3 (TAA)5 15 126895639 126895653 TGCTACTTTGTCGTGCTGCT GCTGAAACTGCTTCTGGGTT 272

Ai10B26859 Araip.B10 26859 p3 (CTC)6 18 126903397 126903414 AAAGGGTCCAGGAGGCTAAA ACCTCACCAGAAGAGCCAGA 217

Ai10B26868 Araip.B10 26868 p3 (AAG)6 18 126923520 126923537 TCCATAAACTGCTGGCCCTA AGGCGGAGACTCAAACTGAA 274

Ai10B26874 Araip.B10 26874 p4 (ATTT)5 20 126944315 126944334 CCGATTTGATTTAATGACCG ATTTGGGTTAAAGGGGGAAA 271

Ai10B26875 Araip.B10 26875 c (T)10aaatctatcaaactaaacgagtcaata(T)1148 126946964 126947011 TTGGTCTATTAATCCAGTTCGTTT TCAAGCCAAGTAGCCAACAA 237

Ai10B26876 Araip.B10 26876 p3 (AAG)5 15 126949842 126949856 CCATAAACTGCTGGCCCTAA AGGCGGAGACTCAAACTGAA 273

Ai10B26877 Araip.B10 26877 c (TTAT)5tatctagttgaatattggtattt(A)1053 126951438 126951490 CAGCACCAACGAAGACAAGA AACAAGAGAGCAGTGAAATCG 272

Ai10B26879 Araip.B10 26879 p2 (AT)6 12 126952914 126952925 TCCAATTAACTTGTTGTGTGCTG TTGGATGTAAAAGCAATTGAACA 259

Ai10B26884 Araip.B10 26884 p3 (ATT)6 18 126971443 126971460 TGCAGTCTCTGTCGTCTTTCA TTCGGTGAAACTATAAGGACCTG 168

Ai10B26886 Araip.B10 26886 c (T)10attgtcatggattgaacaaacaaattggcacagacaaaaaaactaatcccctctttcaaacaccagaaaagtatagtcacc(A)10101 126972276 126972376 AAACGTTTAAGGATGTGGCG AGAGGAGTTCCATCAAGTTGC 262

Ai10B26895 Araip.B10 26895 p3 (CCA)5 15 127011487 127011501 CATCAGTGCCATCCATAACG GTGATGTTGATGATCGGTCG 151

Ai10B26896 Araip.B10 26896 p4 (TTAT)5 20 127011934 127011953 CAGCACCAATGAAGACAGGA GAGCTTCTTTCACCTTGGGA 219

Ai10B26904 Araip.B10 26904 p3 (TAA)5 15 127032255 127032269 GGCAAGTGGGGTAAGTGTGT TTGCTGTCAAAGGATGACCA 276

Ai10B26905 Araip.B10 26905 c (TAA)7c(AAT)5 37 127032376 127032412 CATGTGCCATTGTGATAGCC TTGCTGTCAAAGGATGACCA 226

Ai10B26908 Araip.B10 26908 p4 (TATT)5 20 127041157 127041176 ACGCATTGCATTACATTCCA TGCCTTGCAGAGAGCAACTA 141



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B26914 Araip.B10 26914 p3 (TTC)6 18 127052350 127052367 AAGCTCAGTGCTGCTCCAAT CCCAACAAAAGCGTTGACTT 213

Ai10B26917 Araip.B10 26917 p2 (AT)6 12 127064670 127064681 GGGCTTGAACCCATTTGTAA AGAAAGTTGCACCAGGTTCG 279

Ai10B26920 Araip.B10 26920 p2 (AT)6 12 127075819 127075830 ACATGACTCTGCTTGGCTCA TTGGAGGAAGAACAATTGGC 139

Ai10B26924 Araip.B10 26924 c (A)10caatt(A)11 26 127086829 127086854 CAAGGGTGTTGAAATAATGTGG AACATGCAAATAGCAAGAAGTG 248

Ai10B26925 Araip.B10 26925 p3 (TAA)5 15 127087281 127087295 AAATAAAAGTGGGATGGCCC TTGGATAAGTGCAATGCAACA 280

Ai10B26927 Araip.B10 26927 p3 (TTC)5 15 127090011 127090025 TATGGCGCTGACCTTTCTTT GTGAGCGTCCCATTTCTGAT 232

Ai10B26929 Araip.B10 26929 p3 (ATT)5 15 127093500 127093514 TTCATTTGAAATTGATAGTTGAGAA TGTTGCTATTGCTGACCACC 190

Ai10B26930 Araip.B10 26930 c (TTC)5cattgatgtcttgaaagcttggaccaatggaggatggttgaaatctaatgaagga(AAC)585 127093890 127093974 GCAGCACTCCCACCAACTAT CTTCAATTATTCCTCCGCCA 235

Ai10B26931 Araip.B10 26931 p3 (GAT)5 15 127094233 127094247 TGGCGGAGGAATAATTGAAG GAACCCTTCTTCACCAACCA 199

Ai10B26932 Araip.B10 26932 p3 (AAT)5 15 127094488 127094502 GGTTGGTGAAGAAGGGTTCA ACCGCGATTTAAAACCATGA 274

Ai10B26937 Araip.B10 26937 p3 (GAA)5 15 127106598 127106612 AAAACGCATCGCTAGGAGAA GTTCCTTCTTTTGCTGTCGC 219

Ai10B26941 Araip.B10 26941 p2 (AG)10 20 127113875 127113894 GGAAAGAGAGAAACGGAGGG CTCATGGATCCTTGGACGTT 171

Ai10B26942 Araip.B10 26942 p2 (TA)6 12 127116818 127116829 AATGGTGGTGCCAAAGAGAC GGAATCCTGGAATGATCCTCT 251

Ai10B26944 Araip.B10 26944 p4 (TATC)5 20 127118360 127118379 GCGAAGCCAAAACACAAAAT AACGTCCCCAACATTTCAAG 233

Ai10B26947 Araip.B10 26947 p2 (CT)6 12 127131966 127131977 TATATATGTGGTGCCCCGCT GCTGTTGATGTTGATACACACG 260

Ai10B26949 Araip.B10 26949 p2 (CT)6 12 127132676 127132687 TTCATCCTCAATTCCACACG TGCAAGCTCAGAACAAGGTG 260

Ai10B26952 Araip.B10 26952 p2 (TA)7 14 127138728 127138741 CTGGTTCTGTGAATTCTGCG CCCATCCAAGCGTTCATACT 232

Ai10B26957 Araip.B10 26957 c (T)10gtttgattcattctttttgttcttttttttcctcttcctctttgattatcata(ATC)784 127148384 127148467 TCCTCCTTCTCTTTCTCCACC TTTCGGTATCATTTTCGACAGA 276

Ai10B26968 Araip.B10 26968 p2 (TA)6 12 127189422 127189433 GAATCACCCAAGCAGCATTT CGAATTGGCTCCATGAGATT 226

Ai10B26973 Araip.B10 26973 p3 (GAT)13 39 127209297 127209335 ATTCTTGCAACCCAAGTTCC TCCAACCTTGGTTTTCTTCG 152

Ai10B26974 Araip.B10 26974 p3 (TTG)6 18 127210615 127210632 AGTTCCTTGATTTGATTTTGGA AAGCGGAAGAACAGCAGAAG 275

Ai10B26977 Araip.B10 26977 p2 (AT)7 14 127230604 127230617 AGCCAACGTATAGCACGGAG ACTTGCCATTTGCTTTTGCT 262

Ai10B26984 Araip.B10 26984 p2 (GA)16 32 127255412 127255443 GGGTGGAGAAGAAATCAGCA GCGTTGAGTTCGCCTTTAAC 233

Ai10B26985 Araip.B10 26985 c (TTA)6(TTG)5atggtggtggtgtttttg(T)1263 127256183 127256245 TTCAGATCCCATTTTTCTCCA CAATGCACCTCAAATCTTGG 184

Ai10B26990 Araip.B10 26990 p3 (AGA)5 15 127287296 127287310 AAGCAATCTAGCCCCTACCC AAGTTGCCTCCCAACAAGTG 214

Ai10B26995 Araip.B10 26995 p3 (TCT)8 24 127313243 127313266 GCATCCCAATTGAAGTCAGG ATGGTTCTGGTGGTGGATGT 175

Ai10B27000 Araip.B10 27000 c (T)12gtatttaatcacaaccatactaagtgatcagtcaa(AAT)665 127321045 127321109 AACTAAGCTCCACCACTGGG GCCATGTCTACACAGCATTTTC 270

Ai10B27004 Araip.B10 27004 p3 (AAT)16 48 127338466 127338513 CCCCCTCTTTTTGTTAGATCC TTGCATCCAAATTTGATCTTT 161

Ai10B27011 Araip.B10 27011 p3 (AAG)5 15 127378595 127378609 TGTGTTTCTTCTTCTTCTTGGTTG TTCCTCTTCCTCCTCCTCATC 185

Ai10B27012 Araip.B10 27012 c (A)10gatgaataagaaaaaaaaagatgatgatgacgatgaaa(AAG)666 127378917 127378982 GAATGTAAGTTCATCCTCTTCCAAA TTTTCGGTGTATGTGTGCTGA 268

Ai10B27013 Araip.B10 27013 p2 (AT)7 14 127380988 127381001 TATTGAACCTTGCTTTGGGG TGGAAAAGTTGGGTACATTGG 267

Ai10B27016 Araip.B10 27016 p2 (AC)6 12 127382024 127382035 AAGGAAGCGTGAATTGTTGG TTGACTTTTGGCTTGAATGC 269

Ai10B27020 Araip.B10 27020 c (AAT)5aac(AAT)1254 127387805 127387858 TGATGTGATGATTGATGGTGTG CCCCGTAGACCGTCTTCTTT 273

Ai10B27021 Araip.B10 27021 p3 (GAT)5 15 127390056 127390070 GATTCTCCTGTTCGGGTTCA CTCGATGACTCTGACCTCCC 182



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B27026 Araip.B10 27026 p3 (ATT)5 15 127406444 127406458 GCTTCCTTCCTTGCTTCCTT TTGGCAAAATATCGAACTTGA 154

Ai10B27027 Araip.B10 27027 p2 (AT)9 18 127409902 127409919 TCTCTAAAAGCAGGGACGGA TCAAGGGCTTTGGAGATGTT 171

Ai10B27032 Araip.B10 27032 p2 (CT)11 22 127415804 127415825 TGGAATCTTCCACTTCCCAC CCTTGCCGAACTTCATTGTT 127

Ai10B27034 Araip.B10 27034 p2 (TG)6 12 127420944 127420955 TGGAGAATTGAATCATGGGG ACATATCCTCAATTTGCCGC 220

Ai10B27036 Araip.B10 27036 p2 (TA)6 12 127425400 127425411 TGATGAATAATGGAGAATGCAGA TTTTTCGTTCTATTTGTCTTCCAA 259

Ai10B27041 Araip.B10 27041 p3 (ATT)5 15 127448015 127448029 TTGCATCCATCTGCATCTGT TTGGGAGAACAACGACATTC 168

Ai10B27046 Araip.B10 27046 p3 (TAT)5 15 127466104 127466118 AGGGTTTGTTGATACAGCGG ATGGATGATTGGGAGGACTG 267

Ai10B27048 Araip.B10 27048 p3 (ATT)5 15 127473180 127473194 TCAGACAGTTTGCATCCATTTT AAATCTCCACCCAATTTAACCA 264

Ai10B27050 Araip.B10 27050 p3 (AAT)11 33 127477125 127477157 TCTTCACCCAATTTAACCATGA TCACAGTTTGCACCCAATGT 197

Ai10B27051 Araip.B10 27051 p2 (GA)8 16 127482360 127482375 AGAGCAAGAAAGAGGGCACA CCCGAGATGTGACTGAGGAT 280

Ai10B27052 Araip.B10 27052 p3 (TCA)6 18 127484124 127484141 CATAGCGATGATGATGCCTG GGCAAACAATGTCCACCTTT 225

Ai10B27053 Araip.B10 27053 p3 (TTC)5 15 127487888 127487902 ACCAAGGCATCTTCACATCC CAGAGGAAAAGAAGGGGGAG 276

Ai10B27054 Araip.B10 27054 p2 (TA)9 18 127490930 127490947 AAGATGATGGCACCCCAATA AAGGGGTTCTAGGCAGTGGT 257

Ai10B27057 Araip.B10 27057 p2 (TC)21 42 127496964 127497005 TCCTCGGCTTTCTTTTTCAA GGATTTGCCCTGCTTTGTTA 273

Ai10B27058 Araip.B10 27058 c (CTT)5ctctctataaaaacaaggaagaaaccctaacccatgacttcccaaggctctacatcatcac(A)1288 127499966 127500053 AAATGGGTTCTAATGTGGCAA ATACGCAACCCCAAAATCTC 271

Ai10B27060 Araip.B10 27060 p3 (TTG)5 15 127502066 127502080 GGGGAAAAAGAACTTGATGC AATTTTCGATTGCGTTTTGG 234

Ai10B27063 Araip.B10 27063 c (AG)12at(TGC)5 41 127511800 127511840 GGGGAACAATCAACCTGAGA CCATCCGTTCTTACAGCGAT 239

Ai10B27066 Araip.B10 27066 p3 (TTA)7 21 127524307 127524327 TCCCCATTAAACCACTCTCG TGCTTATGTGCGAGGATATTTG 250

Ai10B27068 Araip.B10 27068 p4 (TTTA)7 28 127525899 127525926 TCATCAACTTCTAAGGTTTGTCCA TTGGCAGATAATATATTGGTAGTTGG 105

Ai10B27073 Araip.B10 27073 p2 (AG)9 18 127543542 127543559 CCCAATTCAAGGTGCTTTGT CCCAAAACTGCTTCCCAATA 162

Ai10B27079 Araip.B10 27079 p2 (TA)6 12 127577636 127577647 CTCTCTCTTCCTCACCCACG GGGGAAAGCCATTAAGGAAA 162

Ai10B27081 Araip.B10 27081 p2 (AT)11 22 127579693 127579714 TCAAATCGAACCAAATCCAA GCGTGCGGTTATTGAAAGTT 175

Ai10B27082 Araip.B10 27082 p2 (TA)6 12 127588151 127588162 GGGTAATTTGCCCCATTTGT CAAATGCGATTCTCTCTCTCTTT 191

Ai10B27084 Araip.B10 27084 c (C)10tctcacccaacaaaaaaaaatcatct(CTC)551 127591969 127592019 CCCTGATTTTTCCCTCATCA TAGACCGTTCTCCCAGCAAC 210

Ai10B27089 Araip.B10 27089 c (T)10ctttttttttagtgagcaaaaggagac(T)1148 127599559 127599606 CCAATGCAACAACACCAAAA ATCGCGGATTCAAGTTTCAC 140

Ai10B27090 Araip.B10 27090 p4 (ATTT)6 24 127602479 127602502 GCAAACAGCTTAAAGGCCAA AAAGGGGAATGATGTGACCT 166

Ai10B27096 Araip.B10 27096 p2 (TA)15 30 127607501 127607530 TGCATCATAAAATACTTTTGAACTATG TGCATTACATTCATTCTTGCG 250

Ai10B27100 Araip.B10 27100 p2 (AT)12 24 127617294 127617317 TCAATGAGTTCAAAGACACAAACA CAACTTGGTGAAACTTCTATTGC 244

Ai10B27102 Araip.B10 27102 p3 (TTC)5 15 127617960 127617974 AATTCGGTTTTTGCAGCATC CGCATTACCTTTTTGGTTGC 168

Ai10B27107 Araip.B10 27107 p2 (AG)10 20 127634218 127634237 TCATGTTTGCAAGATCCTCG TGCATGGCTAATTGGTTTCA 175

Ai10B27108 Araip.B10 27108 c (TCT)7ccataccgccgcaccgccgccctgccgccctgctatcctgctgcaccgcatcacaccgcactaccgt(TTC)8112 127634770 127634881 TTTTTACCCCCTGCTGCTTT TCAGCAACAACAAATTTCATCA 241

Ai10B27109 Araip.B10 27109 c (TGA)6ccatgaagagaggggcatgaggaagggggttggaggttacggtgaggaagtggggtgagtaacgttgaggatgattttaat(A)10109 127634990 127635098 ACACCGCACTACCGTTTCTT TTGAAATCAAAATCGTCCCC 280

Ai10B27110 Araip.B10 27110 p3 (TGG)5 15 127635539 127635553 CTTGGTGTTGGTGTTGGTTG GTCTGGGGTCGAAATCAAAA 270

Ai10B27111 Araip.B10 27111 c (TA)6aagatagaaaagagtataaaaagtaaagagagagagaattgcataa(AT)670 127636395 127636464 TCACACCTACGACCAGCTCA TGTAATTCTCTCTCCTTTTGCTTTT 277



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B27115 Araip.B10 27115 c (TA)7tcatatatgtaccatgaatctagctagaagcagaagattccttgcttattagtgttctttccctgtttccaagagtcgtaaat(TA)7111 127645104 127645214 GCCATAGGTGTCTGTTTGTTTTC TGAATGTTTCTTCGTAATTCGTTG 279

Ai10B27120 Araip.B10 27120 p2 (TA)6 12 127655779 127655790 AAAAGGAACAAGTCATGCGG TCTCGTTAGGCGTCTGGACT 110

Ai10B27124 Araip.B10 27124 p3 (AAG)6 18 127665739 127665756 CCCTAATGAAGGTGGGGTTT TGTCACCCGCCTTCTATTTT 167

Ai10B27134 Araip.B10 27134 p2 (CT)6 12 127698215 127698226 AGTTGAGCTGTCCAATTGCTG TTTTTCCTTTTGAGAGAAGGC 100

Ai10B27136 Araip.B10 27136 p4 (AAAT)6 24 127701223 127701246 CGATAAGAGACTCGTTCGTCAA CCAATTGGATGCAACTTCTT 278

Ai10B27137 Araip.B10 27137 p2 (TA)7 14 127703357 127703370 CCATGGTTTGGAATTTTTCATT CCATTTTGTTGTGTTAAGCCC 185

Ai10B27138 Araip.B10 27138 p3 (TAT)6 18 127705975 127705992 GGTGCCAAAGGAACTTACCA TTGATTTTGCGCCATACAAG 267

Ai10B27139 Araip.B10 27139 p3 (AAC)5 15 127712378 127712392 AAGACCAATCTGTGCATCCC ATCCATGTAGCTGAGCCCAC 123

Ai10B27143 Araip.B10 27143 p2 (AT)18 36 127724172 127724207 TCGTACGAAGGTAGGGGATTT TGCAACGATATCCACCATCA 280

Ai10B27145 Araip.B10 27145 p2 (TA)8 16 127724900 127724915 AAAGCTTTTCCGGAGCTTTC TTTCACAACCTCAATCCAAGC 249

Ai10B27146 Araip.B10 27146 p3 (CCA)5 15 127728996 127729010 AAGCGTCCATCATCTGATCC GATGGCTCGTGGACATCTTT 167

Ai10B27147 Araip.B10 27147 p2 (GA)7 14 127730423 127730436 CTAAAACGCAGCAGTAGGGC TTCAGAGCCGTAAGGGAAAA 214

Ai10B27150 Araip.B10 27150 p2 (TG)9 18 127734327 127734344 TGGTTTAGGGGATTCACGTT TCTGTGTGCATTGACTCCCT 272

Ai10B27152 Araip.B10 27152 p3 (GAG)6 18 127742455 127742472 GGATGGCTGAGAGAAAGCTG CTAAAGCAAGGTCTCGCGTC 128

Ai10B27153 Araip.B10 27153 p2 (TA)9 18 127745000 127745017 CGCTGATTCCTTTAAAAATCG TGGTGAGACCGTGTGGTTAG 278

Ai10B27154 Araip.B10 27154 p2 (TC)7 14 127747393 127747406 GGGTTTTGAGTTGCAGAAGC GAGATCGCGAAGAGAGATGG 272

Ai10B27155 Araip.B10 27155 p2 (TC)7 14 127749699 127749712 TTCTCTCCTCTGCTCCCGT GAGATCGCGAAGAGAGATGG 226

Ai10B27159 Araip.B10 27159 p3 (AAT)12 36 127759444 127759479 TGGTTCCTTTGAAGGCTACG TGGTTGTGCTACCCAATTGAT 176

Ai10B27161 Araip.B10 27161 p5 (AAGAT)5 25 127768967 127768991 AAGGGCCCAAATAGAAGGAA CCTGGGTGCTCCAGTGTATT 183

Ai10B27164 Araip.B10 27164 c (T)10aa(ATT)11 45 127781245 127781289 GGGTACGGGTTAGAAATGGG CAATTGTTCCCAGACAGCCT 244

Ai10B27166 Araip.B10 27166 p2 (AT)6 12 127784239 127784250 AAATCAAGAGCACCGAGTCAA ACAAAGGAGCCTCGCAAATA 100

Ai10B27174 Araip.B10 27174 c (TCTTCC)5(TCT)545 127808285 127808329 TGCACCTTCTTCTTATTTTTGC CCTCCTCATCTTCTGCTGCT 231

Ai10B27175 Araip.B10 27175 p3 (AAG)5 15 127808451 127808465 GCTGCACGTTCTTCTTCCTC TTTCCTCCTCATCTTCTGCTG 214

Ai10B27176 Araip.B10 27176 p2 (CT)6 12 127810401 127810412 TCAACCAATGTTCAGCTCCA AATCTTTTCAAACGGTCCCA 127

Ai10B27178 Araip.B10 27178 p2 (TA)8 16 127820661 127820676 CGCCTCAAGATGTCATTCAA TGTTCTTAGGAGGCATCACG 223

Ai10B27179 Araip.B10 27179 p4 (TATT)5 20 127821018 127821037 CATGCCATTATCATGAACCAA AAGAGAAAAAGTGAACGCGA 280

Ai10B27186 Araip.B10 27186 c (A)11caaatagaaaagatcc(T)1037 127863364 127863400 TTTGCTGGCATAATCACAAAA AAGGAAATGCACATGGATGC 227

Ai10B27197 Araip.B10 27197 c (A)10gtgcaaattgaatttatcaatattgataaaaacaagaagattatagaagaaaagttgtataacttgacaaatcaaaattagtcaaattac(A)10110 127882512 127882621 GCGAGTTCGAATTTCCCTATC TCACAAATTATTTCTAATCAACTCCAA 279

Ai10B27199 Araip.B10 27199 p2 (AC)6 12 127895390 127895401 ATGGACACAACCTTCCAACC TGGAAACCACACGAGTTGAA 135

Ai10B27203 Araip.B10 27203 p2 (TC)10 20 127903284 127903303 ACTCAAAGCCCTTACTGGCA CTTGGTTCCCAGTCGTCATT 200

Ai10B27204 Araip.B10 27204 p2 (TA)9 18 127903673 127903690 CCGCCTTCCCTTCTTGATA TGTGGTTATTCACATGCATCC 268

Ai10B27206 Araip.B10 27206 p3 (CTT)11 33 127909862 127909894 TAAACCTTCGCAAACCATCC GCTCAGGAACGAAAATGTCC 212

Ai10B27209 Araip.B10 27209 c (TCA)5tcttca(TCT)742 127915917 127915958 TCTCCTCTTCCTCTCCCTCC TTTCTAACAGATTTATTGTGCCATT 221

Ai10B27211 Araip.B10 27211 p3 (CTT)5 15 127916352 127916366 GAAACTTTCTGTGTCACGGTTAAA CCGTAGCTAATCAATTCCATGA 216
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Ai10B27213 Araip.B10 27213 p2 (AC)7 14 127927743 127927756 ATGGACACAACCTTCCAACC TGGAAACCACACGAGTTGAA 137

Ai10B27214 Araip.B10 27214 p2 (TA)7 14 127929267 127929280 CCAAAAAGCTCTGAGCGAAC CCCTCCTTCACTTCCCTCTT 185

Ai10B27217 Araip.B10 27217 p2 (AT)6 12 127936551 127936562 ACGCGATATATGGACAAGGC TTATGGATTATGGCTGGGGA 181

Ai10B27220 Araip.B10 27220 p2 (AT)6 12 127949631 127949642 TGAGCAACATCAAGGATAAAGG ATGGGTTTTCGAAGCGTTAG 269

Ai10B27222 Araip.B10 27222 p2 (AT)6 12 127956173 127956184 GAGGCCGATCTATTTTGCAG TCCATTAAGGATGATGGACTAGC 215

Ai10B27225 Araip.B10 27225 p2 (GA)6 12 127973318 127973329 CTCCTCACCCAACCTAGCAG CCACGACTCAGTCTCCCTCT 225

Ai10B27228 Araip.B10 27228 p2 (TA)6 12 127993773 127993784 CAGGAGAGTTAGGGGCTTGA CGGAATAAAAGCGCAATGTT 222

Ai10B27233 Araip.B10 27233 c (CGC)5cctacttattcgtttctagggtt(CGC)553 128008185 128008237 GAGAAAGGTGACTTGCAGGC GCAGAGGCAGTCACAAAACA 251

Ai10B27238 Araip.B10 27238 p2 (AG)24 48 128034386 128034433 TGGTCGATCGAATTTGAGTTT TCCTTTCTCCAAAACCATGC 273

Ai10B27244 Araip.B10 27244 p3 (CAA)5 15 128055293 128055307 TCGGAACACATCCAAACAAA CTAGTAGGGGTGGCTGTGGA 270

Ai10B27253 Araip.B10 27253 p3 (TTC)5 15 128071875 128071889 CGCTGCTCTTCTCTGCTTCT AGCACCAGCATAAGCACAAGT 279

Ai10B27254 Araip.B10 27254 p3 (TTG)5 15 128072034 128072048 CTCTGCTTCTGCTTCCATCA CAAAAGCACCAGCATAAGCA 273

Ai10B27262 Araip.B10 27262 c (A)11tgtgacgaaataaaacaaaaacaaa(CT)1158 128083097 128083154 TTATCAAGTGGGACCCAACC TGAAGAAAGCGAATTGCAGA 276

Ai10B27269 Araip.B10 27269 c (T)10gttgttg(T)13 30 128089546 128089575 TTCTTCCAACTCTCATGGCA TCTTCCACTTTACACCAAACAGAA 168

Ai10B27273 Araip.B10 27273 p2 (TC)6 12 128101090 128101101 TAACCACAATGCAAAACCCA TCCCTGCATGCAATTGATAA 273

Ai10B27279 Araip.B10 27279 p3 (TAA)21 63 128117839 128117901 CATGTGCCATTGTGATAGCC TTGCTGTCAAAGGATGACCA 250

Ai10B27282 Araip.B10 27282 p2 (GA)9 18 128134864 128134881 GGAAGGGAGCAAAAGGAAGT CTTGCTCGTCGGATCTTTTC 249

Ai10B27284 Araip.B10 27284 p2 (AC)7 14 128138849 128138862 CGCAACCAAAATGTACAAACC CACTCTCCCTCCCTCCCTAC 278

Ai10B27288 Araip.B10 27288 p3 (TTC)5 15 128143254 128143268 CACCTCCTTTTCTCGCACTC CCCAAATGCGGTCTTTTAGA 177

Ai10B27289 Araip.B10 27289 p2 (GA)7 14 128143537 128143550 AAGAGTTTTTCCCCCAAGGA ACCCATATACTGCTGCCCAC 192

Ai10B27292 Araip.B10 27292 p2 (TA)7 14 128148268 128148281 TCGATTTTTGTAGTGTTAGCCC TTCAAAAGATTTTCTTTCCAAAA 222

Ai10B27297 Araip.B10 27297 p5 (AAAAT)5 25 128154560 128154584 AACATCAACAAAGTTGCCCC TGCGTTGGTGGTGTTGTATT 171

Ai10B27298 Araip.B10 27298 p2 (AG)6 12 128157167 128157178 AAGAGACCTGAGTTGGCGAC TCGTAGCAGTCGTTTGTGGA 269

Ai10B27299 Araip.B10 27299 p3 (GAG)6 18 128162887 128162904 ACCTCACCAGAAGAGCCAGA AAAGGGTCCAGGAGGCTAAA 217

Ai10B27300 Araip.B10 27300 p2 (AG)6 12 128165296 128165307 AGCGACGTAGTGACGGACTT TACCTGCCCCATGGAATAAA 192

Ai10B27301 Araip.B10 27301 p2 (AT)7 14 128166867 128166880 TCTGCATAAGTTTTCTTCGCAA GGTAATTTTGGGGTGGCTTT 269

Ai10B27303 Araip.B10 27303 p2 (TA)6 12 128178021 128178032 GAGCTAATGAGCCGGACTTG TGCAAATTGAAAATTTTTGGG 236

Ai10B27307 Araip.B10 27307 p2 (AT)6 12 128208760 128208771 GGTCTTGTGGCCTTGAAAAG GCCGAGCTTGAGTTTGGATA 271

Ai10B27309 Araip.B10 27309 p2 (CT)10 20 128211663 128211682 CCTCAAGGTCGAAGCTCTTG GAATCTTTCCGATGCCAAAA 275

Ai10B27315 Araip.B10 27315 c (T)10ctctgtcaattctactatgagacagaaaaaaatatgaataaag(T)1063 128233784 128233846 AAAGTTGAGGCGAAAGAGCA TTGCCACTAACCTTTAAGTCCTTC 220

Ai10B27322 Araip.B10 27322 p3 (TGT)5 15 128261553 128261567 CAAAACTTTGAAATAGGGGCA TTCAATGGTTGGGACCAAAA 267

Ai10B27323 Araip.B10 27323 p3 (GAA)5 15 128261836 128261850 ATTTTGGTCCCAACCATTGA AAGGCATTGGTTGTGCTTTC 132

Ai10B27331 Araip.B10 27331 p2 (AT)11 22 128275156 128275177 AAACCAACCAAACCAAACCA CTCCTCTGAAGGAATTTGCG 269

Ai10B27334 Araip.B10 27334 p2 (AT)7 14 128280312 128280325 GTTCAGGCTAAACCCGCC AGACGCGGAACTGGAGTAGA 246
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Ai10B27335 Araip.B10 27335 p2 (AT)7 14 128286082 128286095 TCTAAAAAGGGAGAATAAAGAATTGA GACACTTGAATTTAAGGAGGCA 190

Ai10B27337 Araip.B10 27337 p3 (TTG)5 15 128287654 128287668 AGGGCGAAAGGTAGAGGAAG CATTACCACCAGCAGGAAAAA 262

Ai10B27338 Araip.B10 27338 p5 (ATCCG)5 25 128289118 128289142 TTTTTGGAGTAAATAAGCTTAAACAGA AGTTGTTGGTAGGGCTGCAC 258

Ai10B27350 Araip.B10 27350 c (TAC)5aacaaaaattgattactaacatttttttttgg(A)1259 128312563 128312621 TTCGTCCAACATCCTTTGAA TCAACCATTCTAAATCCATCTCAA 259

Ai10B27354 Araip.B10 27354 c (A)10gac(A)10 23 128322086 128322108 TGTTTTCGCTGCCCTTTATC TGCAGGAATTTGCAACTGAG 273

Ai10B27357 Araip.B10 27357 p2 (AT)6 12 128327940 128327951 TTACGTCACGAACCGATGAA GTTCGAATTGGAGGCAAGAA 278

Ai10B27360 Araip.B10 27360 p3 (TAA)5 15 128331365 128331379 GATGGTCACTCAACAAATTCAAA AACTAGTTTGACTTATTTTCAACCCT 278

Ai10B27365 Araip.B10 27365 p2 (CT)12 24 128336557 128336580 TTTGCTTGTTTTGATGGCAG GGAACTAACATCCGTTCCGA 227

Ai10B27366 Araip.B10 27366 p3 (ATC)7 21 128338392 128338412 GTTAGCTCTACGGCCACCAC ATCTGGACCCATGGCTAGTG 103

Ai10B27367 Araip.B10 27367 p2 (AC)7 14 128346071 128346084 GCGGCAATTGTACCAAGAAT TATCCTGCTTCAGCTCCCAT 226

Ai10B27368 Araip.B10 27368 p3 (AAT)6 18 128346900 128346917 CAGCAATCCAAGAACAGTGC CAAGAAACGTCGTACCAGCA 219

Ai10B27369 Araip.B10 27369 p3 (CTT)5 15 128357454 128357468 ACACCATCACCACCCTCCT CTGCCTCTCTGTCTCTGGCT 276

Ai10B27370 Araip.B10 27370 p2 (AG)7 14 128360134 128360147 GAGGGTTGAATCTTAGCCCC CCGTCATTGTTGTGATGGAG 272

Ai10B27374 Araip.B10 27374 p2 (GA)10 20 128371746 128371765 TTTGGATACCGAGTTGTTGAAA CCTCAGCCACTTCACACTCA 259

Ai10B27376 Araip.B10 27376 c (A)10tgc(AT)6 25 128377450 128377474 ATGGTTCATTTTGGCCTTCA ATTTGGATTTGGGAGGAACC 218

Ai10B27381 Araip.B10 27381 p2 (TA)7 14 128384926 128384939 TTTGGACATGTTTGCTATTTCTATG TTTTCGTATTTCACCGGTTGT 280

Ai10B27382 Araip.B10 27382 c (A)11tcgtatttaaaaaattaaaattcaaaaatcatgtttggagaaataatattttttttattttataaatgaaaaaaatccaaaag(A)10104 128385600 128385703 CAGGGTTAGACGAACTTGCC AAGCAAACCTCTTACCTCCG 256

Ai10B27384 Araip.B10 27384 p3 (AGA)9 27 128388257 128388283 TTCTGTGAAAAGAGCCACGA CGGTCGTTGTTGTGGTTGTA 213

Ai10B27388 Araip.B10 27388 p2 (AG)6 12 128390728 128390739 GCATCATCCACATTCCACAG CTTACACTGCGGTGGTTTCA 190

Ai10B27394 Araip.B10 27394 p2 (TG)9 18 128419138 128419155 GATTGCACCATCAACCTGTG TGGAGGGGTGTATTAGCAGG 154

Ai10B27405 Araip.B10 27405 c (T)12catttgattttttttattttcttttattattatcatcatcagtggtaccattgtcataattattttcttc(T)1294 128433921 128434014 CCTCTTTCTTTTTCTTCTTCCTC GGCTAGGTGCAGATCCCTTC 280

Ai10B27406 Araip.B10 27406 p3 (TCT)5 15 128434636 128434650 TCAAACCGACTCAGTCTCTCC TTAGCCGCGATACAGGAACT 279

Ai10B27410 Araip.B10 27410 p3 (GAT)7 21 128442993 128443013 GATCTGCACCCATGGCTAGT CATTCACGCGACTAAGCAAA 163

Ai10B27412 Araip.B10 27412 p2 (AC)6 12 128454869 128454880 TGTCACGCACTAAGCGTGTT GCAGTCAGCTCTTCCGATTC 221

Ai10B27417 Araip.B10 27417 c (T)10gtttttttggtttcttg(T)10c(T)1048 128459818 128459865 TTTTTGGCTGGGTTGTTTTC GGATTGTAAAGATGGCGGAA 210

Ai10B27426 Araip.B10 27426 p2 (TA)6 12 128475228 128475239 TGGGTATGGTGATCTTTCACG AAGTTAAAAACTCCATGATTACAAATG 269

Ai10B27428 Araip.B10 27428 p3 (TCA)5 15 128476318 128476332 TTTCCGGTCATATTCCTTGC TCTTGGCGTTGACCTTCTTT 224

Ai10B27430 Araip.B10 27430 p2 (CT)7 14 128488830 128488843 TGCATGTTGGATTTTGCATT TTTCTCCTTGCTTCAAGCCT 164

Ai10B27431 Araip.B10 27431 p2 (TC)27 54 128489262 128489315 CCCCTTACAAGTTGGGTTAGC TCTTAGCCCCTTTTTGCTGA 277

Ai10B27433 Araip.B10 27433 c (T)12agtgtgtttggtaaatttctagtagtaaaagtaaaagcactagaaaaat(A)1273 128489816 128489888 TGGGCGCCATTATTTTGTTA TTGGATATCTCATGCAAAAAGA 280

Ai10B27434 Araip.B10 27434 p3 (TCT)24 72 128492238 128492309 TTCGTCTCCTCCTCTCCAAA GGAAGTAAGGGCACGATGAA 186

Ai10B27435 Araip.B10 27435 c (T)10gtttctttaaattttttgtataagg(T)10aatttgtttatac(T)1068 128495550 128495617 GGAAAAGGCTAAGATAGCCATGA AAATTTAATTCTTCCTATCCCTTAAAA 267

Ai10B27436 Araip.B10 27436 p3 (GAT)5 15 128509686 128509700 TTGGAGCTCTTTGGTGTTGA TGGAGATGGAAGTACCCTCG 190

Ai10B27437 Araip.B10 27437 p2 (AT)11 22 128514600 128514621 TGACGGCAGGATAATGTTGA AAAGCTCTGTGTGGTAGGGTG 210



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B27439 Araip.B10 27439 p2 (GT)6 12 128527963 128527974 TGACTTGGATTGAGCGTCTG CCTACCCACCTCCAATAACC 275

Ai10B27440 Araip.B10 27440 c (T)10cttgaaaaaaatctcattttattttgtacgcaacaagtataacataaaatataaagtaaaatgagaattaaatcttcaagaattttttgtc(A)16117 128531988 128532104 TTTGTCATATGGGCTGTCTCC GGTGGCTGACTTTGGTGACT 263

Ai10B27443 Araip.B10 27443 p3 (TTG)5 15 128534019 128534033 TGCAACATTTTATACCAAGTCCA ATATCGGAGGCAAGGGAAGT 229

Ai10B27454 Araip.B10 27454 p3 (TAA)8 24 128575765 128575788 CCTCAAACGGTGTCTCACCT AAAAGGTGCACTTGTGTGCTT 256

Ai10B27455 Araip.B10 27455 p4 (AAGA)8 32 128579126 128579157 CCACTTCACTTGGTTGGGTT CGTGTCTGCGTTTGAGAAAG 255

Ai10B27466 Araip.B10 27466 p2 (AT)11 22 128633365 128633386 TGACGGCAGGATAATGTTGA TTTTTGCGATTTTTGTCACAC 274

Ai10B27473 Araip.B10 27473 c (T)11accctttgtccaaattattaaaaagtagaaatag(A)1055 128638976 128639030 GGTTTCTTGCTACTGATACCACA TTTCAGGTATAATTTTTGGATTTTACA 275

Ai10B27474 Araip.B10 27474 p4 (AAAT)6 24 128639252 128639275 CATTCATGGCTATGGCTTTCT AACGAGAGATCGTATCATTTTCA 115

Ai10B27477 Araip.B10 27477 p4 (AAAT)5 20 128643360 128643379 CATATCCGCGTATCGCAAA ATCCGCTCCGCAATATATCC 248

Ai10B27479 Araip.B10 27479 c (AT)7aactggtccaaaccaaaaaggattggatacagtagaagtttgattcaacagaaaag(A)1080 128649416 128649495 TGCAATCATGAAGTCCCAAA TGTAGAGCCCAATGCTAGGC 227

Ai10B27481 Araip.B10 27481 c (T)10gttttttgttttttgtttttttttacaaattgcaatgaaaggatattatttacacaagaataacaaataagggcaaaaatttaagaaactggc(T)13116 128654648 128654763 AAAGTTATCTTTAACACATCCATTTTT AGGGATATCACTGGGTTTAGTTT 250

Ai10B27489 Araip.B10 27489 c (A)19tttatcaacttctc(T)1447 128659399 128659445 TACAGCGGAGGCCTAGATCA TTTTGTCAATGCTCTAGTGTGGA 177

Ai10B27498 Araip.B10 27498 c (A)10ttggttccgagatccaaataaaag(A)10gtgtaggaacccaaat(A)11gttagtgtaaggactcaattaaaagg(A)10107 128668887 128668993 TGGGTCCCTGTACCAATTTT TCTGTCGGTCCCTATAATTTCG 200

Ai10B27499 Araip.B10 27499 c (AACCG)5catatattaca(AAT)2096 128671689 128671784 GTTTTATTGCGGTTCGGTTC AGGAGCGAGAGAGAGCACTG 254

Ai10B27504 Araip.B10 27504 p3 (TGG)6 18 128680924 128680941 TCGAATTCGTCCCTCTTGTT CCCTCACCACTACCAACACA 190

Ai10B27506 Araip.B10 27506 p5 (ACCCT)5 25 128691283 128691307 TTTTTATAACCCGCGGAAAG TGATATTGATAGGGGTGGCAA 195

Ai10B27514 Araip.B10 27514 p2 (AT)8 16 128712125 128712140 CACTTAAATTCTGCCCCGGT TCATCGAGTCCAAGTAGGCA 113

Ai10B27520 Araip.B10 27520 p3 (ATA)5 15 128736722 128736736 AACATGCATCTTTTGATGATACATAC CACTAATGATTAAAAATTTGATTGAGA 235

Ai10B27521 Araip.B10 27521 c (TAT)5(TGT)5 30 128737875 128737904 CAATTTTCTCGGTCATGCTG TAATGGCCACTTTTTCCTGC 224

Ai10B27522 Araip.B10 27522 p3 (AAT)6 18 128738884 128738901 TCGATGTGATTGAGAGTATATGACA TGGGTTGGTAAATTTTTGGG 241

Ai10B27530 Araip.B10 27530 p3 (GAA)5 15 128758846 128758860 AACCACAAAGGCCACTGAAC TCTTTCAAATTCGCGCAGTA 189

Ai10B27535 Araip.B10 27535 p2 (AG)6 12 128767481 128767492 CGGTGATTGAAAGAGGGAGA TTATGTGGATGCCCATTTCC 262

Ai10B27540 Araip.B10 27540 p3 (ATT)5 15 128791097 128791111 CTAGTCGAACCGGTGAAACG CTTTCCTCACGAAAAGACCG 265

Ai10B27541 Araip.B10 27541 p2 (TA)6 12 128800286 128800297 GTGTGAATGACGGCTAGGGT GACGGGGACCCGTTTATTAT 223

Ai10B27542 Araip.B10 27542 p2 (AT)7 14 128800416 128800429 GTGTGAATGACGGCTAGGGT GACGGGGACCCGTTTATTAT 223

Ai10B27551 Araip.B10 27551 p3 (CTC)6 18 128834870 128834887 TTTATCCAGGCGCAAATAGG GGCAGAGAGGAAGCAGAAGA 269

Ai10B27552 Araip.B10 27552 c (TTG)7ttctactcctgcttctttttctgctcctgcttctgcttctgcttgattccattattaattcattgttgattca(TTG)8118 128842941 128843058 GCTTTTGCTTCCATTCTGCT CCAGAAGCAACAACAACAATG 268

Ai10B27555 Araip.B10 27555 p3 (TAT)5 15 128848858 128848872 GCACATTTTACGGCATCATC TCCGAATAAAATCCAATGGC 225

Ai10B27558 Araip.B10 27558 p3 (ATA)6 18 128862238 128862255 TTGGATTGACGGAAACAAAA TTCGCCTCGCCTAATAGAAA 213

Ai10B27559 Araip.B10 27559 p3 (ATT)5 15 128862386 128862400 TAGGCGAGGCGAAAGAATAA CTCAATTAAGAGGTTGCGGG 278

Ai10B27562 Araip.B10 27562 c (A)10gataatcctaaagatctatttttgtctgaatcgag(T)1055 128869199 128869253 CCTCACGAAAAATTCGAACG TCTTAGCGTTTGGGCAGAGT 280

Ai10B27565 Araip.B10 27565 p3 (ATT)12 36 128883405 128883440 AGAGGGCATGGTCCTTAACA TGGGTGCAACATCATCTTTG 205

Ai10B27568 Araip.B10 27568 p2 (TA)7 14 128906129 128906142 TTCCCACCCAATCCATTAGA CCCATGGATAGAAAAATGCC 279

Ai10B27572 Araip.B10 27572 c (T)12aaatataaattcaaactattatgaaaaacatcaaagctt(A)1162 128917207 128917268 AAAGGGCATGTTATCAAACAA TGTTGTTTGCTTAATTTTTAGATGTT 269



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B27578 Araip.B10 27578 p2 (TC)7 14 128928958 128928971 TGGTTTGGCTTATCTTTGGC TTATGCATGTTACGCCCTGA 109

Ai10B27582 Araip.B10 27582 p2 (TA)13 26 128947903 128947928 GCGTCTGAAGTTTCCTCTGC CAAGGCTTCTGACTCGGTTC 257

Ai10B27583 Araip.B10 27583 p3 (TAT)14 42 128948210 128948251 GAACCGAGTCAGAAGCCTTG TCATAATGCTGAGGTGGCAA 249

Ai10B27586 Araip.B10 27586 p3 (CTT)12 36 128952081 128952116 AAATACACGCACCCAACACA GCAGAAGGAGGAATGCAAAG 179

Ai10B27587 Araip.B10 27587 p3 (GAA)7 21 128954540 128954560 AACGCGAAAGAGGAGAACAA ATGCTCCCACACATTCGTTT 205

Ai10B27591 Araip.B10 27591 c (A)10tcaacatatttgtatatatttattatattgctttatgtatatttttttaacaaaataatcaaccacttgatcatctttacc(TAT)7112 128959710 128959821 TGTGAGTTTTAATTTATGTTTTGATGT GCCGCCGAGAGAATCATTAC 272

Ai10B27592 Araip.B10 27592 p2 (AC)6 12 128960690 128960701 CCTTAGATGCGACCGGTTT CAAAGATGATGTTGCACCCA 270

Ai10B27596 Araip.B10 27596 p2 (AT)6 12 128970905 128970916 GAATCGAATGCGAATTTAAGTG TGAAAGGATATGGGTTCTTCATC 124

Ai10B27599 Araip.B10 27599 p3 (TCA)6 18 128972913 128972930 TGTTTCAAAGGATGTGGTTGA CACTATGCGCAAGGCAAATA 278

Ai10B27600 Araip.B10 27600 p2 (AT)9 18 128976928 128976945 TGCATCTAATGGACGTGGTAA TTTTTGAAAACACATGGGCA 261

Ai10B27602 Araip.B10 27602 p2 (AT)7 14 128980801 128980814 CCAGACAATTTCATCAAATAGGAA CCAAACCAAGTCAATTGTCAAA 174

Ai10B27607 Araip.B10 27607 c (GTG)6gttgtagtgttggtggtt(GTGTTG)5gtggtgatggaggaggtaattgtgttggtagtggtgagggtatttttgtc(A)10126 128995750 128995875 TGGTTTGGTGTTGTTGCTGT CCGTCCCCATTGTAATTTTG 268

Ai10B27613 Araip.B10 27613 p2 (AT)6 12 129009515 129009526 CATTTTCAGGAATTATGTGTGAAT TTCTTCACTTTGGGAAATGGA 252

Ai10B27614 Araip.B10 27614 p3 (AAT)5 15 129012212 129012226 TCTTTGAGGACCAAAATGGG TGTCCTTTCCCTTTTCTTCAAA 277

Ai10B27615 Araip.B10 27615 c (AT)11(AG)6 34 129035840 129035873 GAAGGAAAGTGTTTTAGGTGTGG TGACAATGCATAATTTTTCACTCA 228

Ai10B27618 Araip.B10 27618 c (CTT)5ctcttttctcttctttttcttcttcttctcattttccttcata(T)1068 129040214 129040281 TTTGCGGCAGAAGTAGAGGT AAGGGTTAAGTACGATTTGGTTC 244

Ai10B27619 Araip.B10 27619 p2 (GT)7 14 129041313 129041326 CCGCGATTTATGTGTGTGAG TTATATAGGCAGCCCCATGC 139

Ai10B27620 Araip.B10 27620 p2 (CA)6 12 129045998 129046009 GAAGTTGCCGCTGAGATACC CCAGCATCGGTTTATGTGTG 254

Ai10B27622 Araip.B10 27622 p2 (TC)6 12 129049927 129049938 TTCTTCCCAAAATTAATAAACTCCC AAATATCTGATGACACATTTTGATTTG 152

Ai10B27624 Araip.B10 27624 c (TGA)6cgacgacgatgatgattttaaaat(TGG)6gttc(TGG)5ttctgttc(TGG)5102 129051872 129051973 GGTTTCTGTTCTGGTGGTGG CCTTCGGACGAAAATACCCT 270

Ai10B27626 Araip.B10 27626 p3 (TTC)5 15 129054232 129054246 TCGGGATTAGGGTTTTCAGA GATTTGTCGGAAGAGGGTGA 273

Ai10B27629 Araip.B10 27629 p3 (TTG)8 24 129063257 129063280 ATAGAGCTCAATGGCGTCGT CAGATCGGTTCGGTTGATTT 272

Ai10B27634 Araip.B10 27634 p2 (TG)6 12 129087093 129087104 TTCTTTGGGTTTGATGGGAG AATACAAAGGGCGCGAAAGT 163

Ai10B27636 Araip.B10 27636 p3 (ATA)7 21 129088608 129088628 TTTACATGGCTGGGCAAAAC TTGGTGATGTTGGTGCAACT 176

Ai10B27640 Araip.B10 27640 p2 (CA)14 28 129096254 129096281 TCCTCCTCTGTACCCACCAC CATTTTCGATTCACGCTTTG 250

Ai10B27642 Araip.B10 27642 p2 (TA)6 12 129101048 129101059 TGAATCGAAAAATATCGATGTTCTAAT AGCAATTTCTCTGGGCAAAA 258

Ai10B27643 Araip.B10 27643 c* (TCT)5(T)10* 24 129102935 129102958 TCGTTCTTCTTGACTGCACG GAAACCAAAGAGAAAAGCACG 164

Ai10B27644 Araip.B10 27644 p2 (AT)8 16 129104128 129104143 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 244

Ai10B27646 Araip.B10 27646 p2 (AT)7 14 129110117 129110130 TGGTCATAGGATTATTAAAAAGGACA TCGCAGGTCAAAGGAAACTC 246

Ai10B27649 Araip.B10 27649 p3 (ACC)5 15 129118207 129118221 ACACCACCACCGATCAAAGT TGTTGTGGCCAAGTGATGTT 263

Ai10B27650 Araip.B10 27650 c (A)10gtttaacttctcttttgtcccaagtcaaaagataagttttggattctgtgatta(T)1377 129120335 129120411 GATGTGAAACGTGGCATGAA TCCTACCACTAAGGAAAACCC 280

Ai10B27651 Araip.B10 27651 p2 (CT)6 12 129122996 129123007 TGAAATCAAAACAAGAATTGAAAGA CAATTTCCCTTTCAACACCAA 280

Ai10B27652 Araip.B10 27652 p2 (GC)6 12 129124088 129124099 TACTAGGAGAGCAGGTGGCG GCGTGCATTAAGCATTTTCA 250

Ai10B27655 Araip.B10 27655 p2 (CA)10 20 129142799 129142818 GAATCGGCCAGTAGGGAACT GTTTCGAAGGAAGGGGTGTT 278
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Ai10B27662 Araip.B10 27662 p2 (TA)7 14 129178002 129178015 CCTTTTTCTTGCATTTCCCA GCTGAGTCCTAGAAGCAGCA 115

Ai10B27663 Araip.B10 27663 c (T)10ctcataatgtgtaaacattg(AT)948 129186253 129186300 TGGAACATAAAAGAGGAGCCA TGTCTAAGGGGAGAAAATGGA 254

Ai10B27664 Araip.B10 27664 p2 (TA)8 16 129186956 129186971 TCCATTGGAGACTTCACCCT TAAGAGGTTGCGGGTTCAAG 229

Ai10B27666 Araip.B10 27666 p2 (TA)6 12 129188198 129188209 GCTGCAGATCGAGTAGGGTC GAGGTCGTGAGGGACCAATA 273

Ai10B27667 Araip.B10 27667 p3 (ATC)5 15 129189108 129189122 TCATCACCTCCTCTTCCTCC TTTCATGAAGACTTGAGTTGCAG 274

Ai10B27669 Araip.B10 27669 p3 (CAT)7 21 129192312 129192332 GGAACCAGCTGCAAATCAAT CGCGGATCCTTCAATCTTAG 218

Ai10B27670 Araip.B10 27670 p3 (AAT)8 24 129192836 129192859 CATCCTCCTTCATTCTTGGG TATGACTGTGTTGTCGCGGT 275

Ai10B27673 Araip.B10 27673 p2 (AT)19 38 129206377 129206414 CTACCTTTTCGGTTCGTCCA TCAAACAATGCAAACAATGCT 228

Ai10B27674 Araip.B10 27674 c (T)11gttgtg(T)10 27 129211493 129211519 CTTGGCACAGGCTTTGTTTT CGAATCTGAATCTGAAACCCA 201

Ai10B27675 Araip.B10 27675 c (T)11gttgtg(T)10 27 129216146 129216172 CTTGGCACAGGCTTTGTTTT CGAATCTGAATCTGAAACCCA 201

Ai10B27679 Araip.B10 27679 p2 (AT)6 12 129226526 129226537 TCTCTCATGCATACAGCCAAA AGTGAGTAATGGTCACACCCAA 239

Ai10B27680 Araip.B10 27680 p2 (AT)8 16 129227196 129227211 TGTGAAGGTGAATAAGAAAAGGC CGGCTGTTATGTGAAAACCC 271

Ai10B27685 Araip.B10 27685 c (T)11ctaaactaaattaaatttatgtacgcatgtttatattttcatttcacg(T)1069 129230878 129230946 GGTTTTGGGTTAAGGGTGGT AGATCATGAAGGTGATGATGATG 224

Ai10B27692 Araip.B10 27692 p3 (TAT)5 15 129246009 129246023 CGATCCACTATTTCGATGGC AGAGTTCGATCCTTGGTGAA 260

Ai10B27693 Araip.B10 27693 p2 (TA)8 16 129246274 129246289 TCCTACCTCCTCTGTGAATGAA AGTGAAAGGGTGAAACGTGG 173

Ai10B27694 Araip.B10 27694 p2 (TA)7 14 129246415 129246428 CACTTCCACGTTTCACCCTT TGAAAGCATGAGTGTGTTCTCA 248

Ai10B27700 Araip.B10 27700 c (T)10aaatggtc(T)1028 129272353 129272380 TTGGTTTCATCGGGTCTAGG ATGATGGACCGGATTGTGTT 280

Ai10B27703 Araip.B10 27703 c (AT)7aaagaaaaatgaaaagttaaacataaaaaataatcttgttgctgtataattttaactcttgaggattcttggtttagcatag(T)11107 129293493 129293599 TCCATAAATCCAAACAACCCA AACAAACTATGCACCCGTCC 276

Ai10B27704 Araip.B10 27704 p2 (AC)7 14 129293770 129293783 GGTTCAAAAAGCCAACCTTTC ACGCAACTTGCTTGATGACA 186

Ai10B27713 Araip.B10 27713 p2 (AT)16 32 129326598 129326629 GATGATGCATGCCTGTCCTA CGGGAATGGTACCCTATTGA 189

Ai10B27714 Araip.B10 27714 p3 (TTA)6 18 129331842 129331859 TCGGTATTTGGTCTTCAGGA CCCAAAGTGATTGTTGAAATG 159

Ai10B27718 Araip.B10 27718 p2 (AT)8 16 129347544 129347559 AAATCAAAACAGACAAGGTCGAA TTTCTCAATCCAAGAATGCTATTT 279

Ai10B27722 Araip.B10 27722 p3 (AAT)5 15 129353413 129353427 GCAGGACTTAGTCTCCAGCC TCACGCCTTAAACAAACAAGC 242

Ai10B27724 Araip.B10 27724 p3 (AAT)7 21 129354907 129354927 AACACGCCCAGTAGGTAAGC ACATGCATTACAATAATTCTGGAG 278

Ai10B27727 Araip.B10 27727 p3 (TTC)5 15 129357731 129357745 TATACATACGCGCGCTTCAC AAGGAATGCGACGAAAAAGA 103

Ai10B27730 Araip.B10 27730 p3 (ATG)7 21 129359312 129359332 GATTGCGATACGCAAACTCA TTGTCACCACCACCATCACT 277

Ai10B27732 Araip.B10 27732 c (AT)7gatctttttcgaggaaaagttgttcataccttcacaacaaattttgatcttattctcaagtggaggtttgtatttccaacgatac(T)11110 129359654 129359763 GGTACGTGATTTAAAAAGCGG TCCTCCACCTTGTTGTGTTG 257

Ai10B27733 Araip.B10 27733 p2 (AT)9 18 129362929 129362946 GAATATAGCGCGTTCGGAAA AAACTTCGCAGGTCGTGACT 238

Ai10B27738 Araip.B10 27738 p2 (GT)6 12 129378821 129378832 TGATCCCTTGTTTTCTGCAA TTATCCCGCTAAGACCAACG 211

Ai10B27741 Araip.B10 27741 p3 (AGA)6 18 129383929 129383946 GCAGCGACAACAACAAAAGA CCCAACACACAAAACGACTG 224

Ai10B27744 Araip.B10 27744 c* (AGA)6(AGAAG)5*37 129395858 129395894 GCAGCGACAACAACAAAAGA CCCAACACACAAAACGACTG 229

Ai10B27748 Araip.B10 27748 p4 (TGAA)5 20 129405528 129405547 AAGGAAGATATTTTTCATGCCG TAAAAGACCTTGGTGGTGCC 233

Ai10B27753 Araip.B10 27753 p2 (TA)7 14 129419179 129419192 TCCACTAAACTGAAACAGACGTG GTGACCCCGTACTTCCGTTA 266

Ai10B27758 Araip.B10 27758 p3 (TTC)5 15 129427698 129427712 TCCCTTGGACTGTAGGGATG GATTGGGCTCAACCAGTGAT 188
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Ai10B27761 Araip.B10 27761 p3 (TAA)9 27 129433121 129433147 AAGAGGCTACTTTGGCAGCA TTGTTGTTGTTTTTGTTGTTGTTG 254

Ai10B27762 Araip.B10 27762 c* (AT)6tttgtataaggccatatgacaaaaccaagcgatatatatatacaatgcgtatacatataataacctactatatatgttgaaagtgccatatattgtacat(TAA)6(A)12*140 129433895 129434034 CGCAACAAGTAGGCTTTAACAA ATACATTGGCTCTGTTGTAATTGTA 237

Ai10B27765 Araip.B10 27765 c (T)12gaaaaatggataaaattaacattagttaacacaaaaaatttaaaattgattaaagagatgagaagataatgtcattttaacatttcgc(A)12112 129441099 129441210 TGGTAAGCAAAATTTAATGACAAAA ATCAGCCGCTCCTTACGATT 254

Ai10B27773 Araip.B10 27773 c (T)10cctcctc(TAT)532 129475945 129475976 TTTTTCCCATTCTGTTCCTCA GAAGATAAAAACCATGCTAATGATG 129

Ai10B27776 Araip.B10 27776 c (T)10aatttgttgcttttca(T)1541 129481269 129481309 ATGGTGGTGGTGCATGAATA AAGGCTGCTGAGGAAGATGA 207

Ai10B27778 Araip.B10 27778 p2 (TC)7 14 129486088 129486101 AATCGCACAAAATCCAGGAC TGCTTGTCCTCAAGCAAAGA 237

Ai10B27780 Araip.B10 27780 p2 (TA)10 20 129488699 129488718 TACCTGGATTTTCACCAGCC TGAATTGTCTTTGGTGCTATGG 263

Ai10B27781 Araip.B10 27781 p3 (ACG)5 15 129490617 129490631 TTCTACACCGCCGACTTAGG TTCCAATCCGACGGTAATGT 274

Ai10B27784 Araip.B10 27784 p4 (TTTA)5 20 129501553 129501572 AAGGTTTTGCAAACATGGCT GCCAAATCATAATTGGGTCTAAA 235

Ai10B27786 Araip.B10 27786 c (A)10ttaaataaacaatttgtttctc(A)1143 129507289 129507331 TTCGTCTTATGAATGCGACATC AACCGGTTTTCAGAACCTTG 246

Ai10B27803 Araip.B10 27803 p3 (TAT)5 15 129565677 129565691 CATGAAAAATTGACACCTCGC AAACTACTTATCAATTATCAATCGGAA 271

Ai10B27804 Araip.B10 27804 p2 (AT)6 12 129569687 129569698 GAAAACGGCTCCAAACTAATTC TGCATGCAGACTCACACGTA 266

Ai10B27807 Araip.B10 27807 p5 (TTTTA)6 30 129583908 129583937 TCCTCTGTCTGGGTTCCATC CCACCATTCACAGCAACAAC 209

Ai10B27809 Araip.B10 27809 c (T)10c(A)12 23 129586162 129586184 CGCAAAGTGGTGTTTCAATG CCACTGGTGAAAATCCAGGT 243

Ai10B27811 Araip.B10 27811 p2 (AT)9 18 129592786 129592803 TCGAGTATGGCGAGATTGTG TGAAACACTAAACGCAGCAA 230

Ai10B27815 Araip.B10 27815 p2 (AT)8 16 129623443 129623458 GCTGCAATTCCCAAAACAGA TGGTATACCTGGGATCATTGC 271

Ai10B27817 Araip.B10 27817 p2 (AT)7 14 129626955 129626968 TGTTCCCTGACTTGTGACCC CTTCACCTCACTTTCTGCAAAC 255

Ai10B27819 Araip.B10 27819 c (TC)6tttctt(TC)8ttt(TA)7(GA)765 129630325 129630389 AAGATCAAGGCACTTTGCGT TACGCCCAAACATAGGGAAC 275

Ai10B27820 Araip.B10 27820 p2 (AT)8 16 129630957 129630972 TGGTTGATCTTGTGCCTCTG TTTGATGGCCTAGCCTGAAT 280

Ai10B27827 Araip.B10 27827 p2 (GA)6 12 129650799 129650810 TGGGATTCAGGAGAATGGAG TCATCATTCACCACCTTCCA 126

Ai10B27828 Araip.B10 27828 p3 (TTA)6 18 129651811 129651828 TAATGGCCAAATGCTCTTCC TTCAGCCACTTCAATGATGG 192

Ai10B27829 Araip.B10 27829 p3 (ATA)5 15 129653276 129653290 TTTTGGCGTACGATCACATC ACGCAAAACCAAAGAGGTTG 194

Ai10B27831 Araip.B10 27831 p2 (AT)10 20 129666748 129666767 GGAGTCAAACTCCAAGCTCAA GATGCAATGGGAGGAATGAT 270

Ai10B27838 Araip.B10 27838 p3 (TTA)6 18 129681903 129681920 GCGCGAGTAAACCTCATTG ACGTCAATGATGGCAGTGAA 263

Ai10B27844 Araip.B10 27844 c (T)14aaatttttccttcttctcatatcaagttgttatttctttctttaataattacaat(TC)681 129706160 129706240 CACGAGGGCCTCTATTTTGT TTGTCCTCGAGTTTGCATGA 214

Ai10B27846 Araip.B10 27846 p2 (AG)8 16 129707333 129707348 TTGCTTGGCTGCATATTTTG TATTGAGACATGGCGATCCA 167

Ai10B27848 Araip.B10 27848 p2 (AT)6 12 129709367 129709378 AAAAAGCGTGCATTTGAATTTT AGCATCAAACGGTTTTTCCA 222

Ai10B27851 Araip.B10 27851 c (A)10taatacgaatgaatatatcttttacacgtcaactttaagttggagtctttttagatttgttgaa(T)1589 129714183 129714271 CGTGTTTTAATCAAAGATCTCGAA TTTGATTCTTGATGAACTTGAAAA 268

Ai10B27854 Araip.B10 27854 p2 (TA)7 14 129719299 129719312 GGGGGCGTATTAAACCATTT TAGCCACCAAAGAACTCCCA 230

Ai10B27856 Araip.B10 27856 p3 (ACA)9 27 129723354 129723380 TTTTGGTAATTATTTAGCCATCAAT ACATGACAGAGCACAATGGC 202

Ai10B27859 Araip.B10 27859 p2 (TA)7 14 129728685 129728698 TGAATCAAATCTTGAATCGAACT TCTCCGCCGTTATAGGGTTA 145

Ai10B27861 Araip.B10 27861 p2 (TC)6 12 129735716 129735727 TCAAGGGCCAGAATTTCATC CCTCCAAGGTTGAAACCAAA 200

Ai10B27863 Araip.B10 27863 c (TC)6tggccgaaccggttctgttt(GAA)547 129744757 129744803 TCAAGGGCCAGAATTTCATC CCTCCAAGGTTGAAACCAAA 203

Ai10B27867 Araip.B10 27867 p2 (AT)6 12 129753264 129753275 AAAACAACCCAAGCACCTCT TGAACTTTGAAGATTTCCATGC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B27869 Araip.B10 27869 p2 (AT)6 12 129753921 129753932 CACTGTAAACGAGATACGTGCAA GCATGTTATGGGATTTTGCC 266

Ai10B27871 Araip.B10 27871 c (T)10cttttggtagattttatggtaccttttattgttgtgattaaattgtcta(AG)977 129756738 129756814 TCCCTCTTATTTGGACAACAA CGTGCTCATATCATCAACCAA 276

Ai10B27872 Araip.B10 27872 p3 (TAT)5 15 129757067 129757081 CACGATCATGTCCTCCAAGA GGCATTGAGTGCTTCATTTCT 245

Ai10B27881 Araip.B10 27881 c (A)13tctgtttcattgtgtggttgcactggaccttctctcgatctccgccaactcgctgcctctcctcctgtgttgga(T)1097 129775163 129775259 TCTCTTCCAATTGGGGATTG GTGTTGCACAACAAACACACA 254

Ai10B27883 Araip.B10 27883 p3 (ACC)9 27 129783814 129783840 GTTTTTCTTACCCGAACCCC AGCTCTCTCCCTCTCGCTCT 278

Ai10B27885 Araip.B10 27885 p2 (TA)6 12 129786477 129786488 CATTCGAAGCGTGTATGTAACAA GGTAGATTCGACCCCTGACA 164

Ai10B27890 Araip.B10 27890 c (AG)10at(AG)8 38 129790475 129790512 GGGGAGAGAGAGGCAGAGAA CGACGAAAAATTTGCCCTAA 151

Ai10B27898 Araip.B10 27898 p3 (TTA)5 15 129818514 129818528 ATGGATACCCAGCAAGGAGA TTGCAAAGATCAAAATTGACAAA 231

Ai10B27900 Araip.B10 27900 p2 (AT)9 18 129827960 129827977 ACACGCCCTGTTTTTCAAAT TGCTTTGGCAACTTGTTGAG 236

Ai10B27903 Araip.B10 27903 p2 (AC)7 14 129834782 129834795 TTTTCAAGGTTGTATGGGGC GGGGACAAAATTACCCCAAT 258

Ai10B27904 Araip.B10 27904 p3 (CAT)8 24 129850541 129850564 TATCATCGCTATCATCGGCA GATACTCGACCCTTCGGTGA 178

Ai10B27905 Araip.B10 27905 p3 (ATT)16 48 129855415 129855462 ATCGAACATCCCTAAACCCC TCCCTCTTCCCATCACTCAC 280

Ai10B27908 Araip.B10 27908 p3 (CAT)5 15 129859890 129859904 TTTCTCCTCCTCATCTTCTGTTG TGCCACAAATGCACAAAATTA 280

Ai10B27912 Araip.B10 27912 p2 (AT)6 12 129864252 129864263 CGAACTTTGGAACTCTGGTTG TTGTTAACGTGCTGTTGCGT 187

Ai10B27914 Araip.B10 27914 p2 (AT)9 18 129866318 129866335 TGCAGCTCAAACGACTCAAA TTTACGTAGTTGATGTGTTCAGCA 262

Ai10B27921 Araip.B10 27921 p5 (TTTAT)5 25 129875121 129875145 TTTCGAAAATCCTCACCCAT TGATGCGGATTGCAAATAAA 185

Ai10B27925 Araip.B10 27925 p2 (CA)6 12 129883996 129884007 CGTGTCAGCACTCGGACTTA TCCATTAAGGAGGTGGATGG 216

Ai10B27926 Araip.B10 27926 p2 (TA)6 12 129892754 129892765 GTGTTTAGGCCAAGTGGGAA GTCTTGTGGAAGAAGCCAGC 192

Ai10B27929 Araip.B10 27929 p2 (TA)7 14 129910248 129910261 GGCTAAGGTGCAGATTTTGG AAATGCAGTCTAAGAGACTAGAGCA 198

Ai10B27938 Araip.B10 27938 p2 (TA)14 28 129930302 129930329 AACTACTTTCCTCGGTCAACTTT CGGCAATGCTGAGAATAGAG 238

Ai10B27940 Araip.B10 27940 p3 (TTA)6 18 129933151 129933168 CCACTCATCACAAATGGCTG TGAAAACCTTGCTGTCACACTT 234

Ai10B27946 Araip.B10 27946 c (AT)8cttgcaaaatacaggaactcatttcctttcaaaccattaacataaatacagtcaacagtaatccttatccatagcattagcttataaatcaacagatat(TTTA)5135 129940683 129940817 CAATATTCCGTTGGGTTGCT AGGGGAAAAAGAAAAGGCAA 246

Ai10B27947 Araip.B10 27947 p2 (AG)13 26 129942711 129942736 GTTTTTGTACTTGTGCGCGA CCATTCATTCCAATTCACCC 129

Ai10B27951 Araip.B10 27951 c (A)10tctaaaccattcaa(T)1438 129946100 129946137 TCAATGCATAATGGCAGCTC TGCTTGCACTATAATACCTTGCAT 271

Ai10B27953 Araip.B10 27953 p2 (GA)6 12 129953823 129953834 ATCATAACTTGCAGCGGCTT CAATGGTGCTCTGCTTTGAA 174

Ai10B27957 Araip.B10 27957 p2 (TA)6 12 129965810 129965821 AAACGGTGCCAAATCTTGTG ACGGGGGATGCTCTTCTTAT 118

Ai10B27960 Araip.B10 27960 p2 (TA)6 12 129972206 129972217 AGGTATGAGGAGGTAGGGTGC AACCTCCCACAATCTCGTTG 201

Ai10B27961 Araip.B10 27961 p2 (TA)17 34 129972779 129972812 GTACCGTAGCTTGCCACCAC CGGTTATCAAGCTAACCCGA 244

Ai10B27973 Araip.B10 27973 p2 (AT)8 16 129998537 129998552 TACACGGGAAGACATGGACA AATATGCTGCCGAGCTTTGT 237

Ai10B27976 Araip.B10 27976 p2 (AC)7 14 130002152 130002165 GCTCCAGAAAAGAAAACCCTC TCTGCTTAGTTCCAGCAGGG 253

Ai10B27978 Araip.B10 27978 p2 (AT)7 14 130004625 130004638 CGGCAGAGGTTTTCTAAACG TTCTCTTTTGGCTCCGTGTT 213

Ai10B27983 Araip.B10 27983 p3 (AGA)5 15 130008477 130008491 CCACCACCCCAAAAATCATA CCTGTGATCTGCCACTGTTC 228

Ai10B27986 Araip.B10 27986 p3 (TTA)5 15 130026564 130026578 TGTTTACTAATTTTAGGCTCTTTGC TATGCTCGTCAGCATGTGTG 236

Ai10B27988 Araip.B10 27988 p3 (ATA)21 63 130039128 130039190 TTTTTAGGAACTAATTTAAAGGATGAA TCACAGCTGTTGCTAATGCAC 252



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B27990 Araip.B10 27990 p4 (TAAA)7 28 130052279 130052306 TCGTTAGAGCTTCGTGCTGA AGCCTCCTTTGATTACACACA 280

Ai10B27991 Araip.B10 27991 p3 (AGA)5 15 130058462 130058476 TGTTGATGATGGTGTGGAGC AACCTCCACATTTGGGTCAG 232

Ai10B27992 Araip.B10 27992 c (TG)6(TA)12 36 130061161 130061196 TCAAGACCCGAATTGGAAAC TGTCCTGTTTGCTGAACCTG 280

Ai10B27996 Araip.B10 27996 c (AT)7ga(T)10 26 130066246 130066271 TCGCAATATGCATGACAAAG GAGCCAACTATAATGTTGATGAGA 163

Ai10B27999 Araip.B10 27999 p3 (CTT)5 15 130067906 130067920 AGGTGCTGCACTAGAGCCAT GAAGAAGGGAGGTGCAGTTG 154

Ai10B28011 Araip.B10 28011 p3 (ATA)5 15 130093422 130093436 GAGGCTTTGGAAACCATCTTC CAAAACTTCCCCTGGACTCA 251

Ai10B28015 Araip.B10 28015 c (A)10tcattttacatgacaaaatttttgaaaatatgtgaatttc(A)1565 130100124 130100188 AATTCAAAAATGGAGGCGTG GCATGACAAAATTATTCAAAGGG 278

Ai10B28021 Araip.B10 28021 p3 (AAT)18 54 130120552 130120605 TCCCACTACTGTCGCTCCTT ACATTTCTTGAGGCCACCTG 270

Ai10B28027 Araip.B10 28027 p2 (GA)8 16 130136656 130136671 TTACATCACTTGCAGCCAGC CGGTGTCTCTATCCCGTTGT 207

Ai10B28030 Araip.B10 28030 p2 (TC)9 18 130143084 130143101 GGATTTGTTAGTTCTGGTGCAA AAGATGGGTAAGCAATAACCAA 190

Ai10B28033 Araip.B10 28033 p2 (CT)6 12 130145972 130145983 TGACATGAAATCTTTTTGAATGTT AGAAAGAGAGGGAGGGGAGG 180

Ai10B28036 Araip.B10 28036 p4 (AAAT)5 20 130149497 130149516 TGTCCAGAAAAAGCAGTCCA TCCAGCTGTTGGTGACAACT 232

Ai10B28038 Araip.B10 28038 p2 (CT)7 14 130151311 130151324 CTCCTCCTCTCTCATCGTCG GGGGCTGAGTTTGCTCAAT 277

Ai10B28042 Araip.B10 28042 p2 (AT)12 24 130175653 130175676 TTAAAACTTGCCCCCAAACA CCAACCATGAACCTATGCCT 261

Ai10B28046 Araip.B10 28046 p3 (ATG)6 18 130179565 130179582 AACTGGACTCCAAGGGAGGT TGAACTAGATTTCCCGCCAC 205

Ai10B28047 Araip.B10 28047 p3 (ATG)6 18 130180176 130180193 CCGCAGTCATGACAGAAGAA CCACAACTGGAGTGGTCCTT 190

Ai10B28050 Araip.B10 28050 p2 (TA)9 18 130194646 130194663 TTCTTCTCAAATTTGTGGATCTTC CCTTTTTCTTACATACATTTTACTGGA 251

Ai10B28053 Araip.B10 28053 p2 (AT)8 16 130197916 130197931 TAGTGGTGCTTGGAATTTGC TTGAACTATAACTCATTGGAAGGATG 272

Ai10B28054 Araip.B10 28054 p3 (CTC)5 15 130200422 130200436 CCCCTCTCTCTCTTCCCACT GTGTGGATCCCCAATTCTTG 207

Ai10B28057 Araip.B10 28057 p3 (TAA)19 57 130214823 130214879 TGTTGGTGAAACACGTTGAAA CTCAATCCTTCAGATTGGGC 279

Ai10B28061 Araip.B10 28061 p4 (AAGA)5 20 130235393 130235412 CCCCCACAGTACCAGTCTCT GAAGTGCTTGTGGTTGCAGA 239

Ai10B28062 Araip.B10 28062 p3 (GGA)5 15 130236664 130236678 AAGGTTCGGGAAGATTCGTT GGCTTGGCAGCAACTTTAAC 252

Ai10B28067 Araip.B10 28067 p3 (TTA)9 27 130243196 130243222 GGAAAAAGAATGGTGGAAGAAA CAGAAAGACACCAAAGGAGTGA 134

Ai10B28072 Araip.B10 28072 p3 (AGG)7 21 130265079 130265099 TTTGGCTATGGGAAAGGATG CTGGTAAGGCCAAGTCGGTA 198

Ai10B28077 Araip.B10 28077 c (GAA)6gcgacggtagtggtgacggtggatgacaacggtgacagcagcagcaacgacgacgatggtggtggtgacagtggacgacaaca(GTG)7122 130270076 130270197 AAAGGCATTCAAACCTTTTCA CTCCAACGTCATCATTGTCG 240

Ai10B28078 Araip.B10 28078 p2 (GA)14 28 130275145 130275172 AGACCACCAGAATGGAGTGG ACTCTGTCGCCCAATGAAAC 232

Ai10B28082 Araip.B10 28082 p3 (CCT)5 15 130283456 130283470 ACCACGAATTCCCTCTCCTT ACGGTTACAGGGATGACGAG 268

Ai10B28084 Araip.B10 28084 p3 (TCC)5 15 130285657 130285671 CAAAGGTAGCAGAGGGCAAG CGGAGATAGAGCCGATCAAC 263

Ai10B28095 Araip.B10 28095 c (A)10gttatgagcccaaagctg(AAAT)548 130313512 130313559 AAAACACGTGGGGCATAGAG CAACTTTGCGTGAAATCGAC 259

Ai10B28098 Araip.B10 28098 c (TA)6aatagcaattctatcctagtaaatcactaacagtatcaatctagaat(TGTA)40219 130322730 130322948 CAGCAACAATCTCCTAAAATCAA AGCTCGTGAGTTGGTTCGAT 277

Ai10B28103 Araip.B10 28103 p2 (AT)6 12 130343696 130343707 AAGTACCGTGACTTGCCACC ACCTGACAAGTTCGGTTTGC 211

Ai10B28104 Araip.B10 28104 c (TA)7(TG)16 46 130344419 130344464 GGACTTCTGAAGCGAAGTGG TCCTAATTCAGCCCGTGAAG 247

Ai10B28105 Araip.B10 28105 p2 (AT)9 18 130349875 130349892 CGCGGATCGGATAGATTACT CTACATCCGCGTATCCGATT 129

Ai10B28106 Araip.B10 28106 c (A)11ttagtgtagggacccaatt(A)10gtatagagacctaattaaaaatttcgcgaaattagagagactaacagagtaattaaaccttaaaaatattcggtcacc(A)11129 130350654 130350782 TTTGGTCCCTGTACCAATTTTT TTGAGAAAGAAAGAAAGTGGGC 254



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B28115 Araip.B10 28115 p3 (AAT)7 21 130367602 130367622 ATGGTTGGCTCCACTCGTAA CAACCATGTGCCAAACAGAG 210

Ai10B28118 Araip.B10 28118 p2 (AT)7 14 130369848 130369861 TGACTCAGGACTTCGTCAGATG GTTTCACACCTCCGGTAAGC 251

Ai10B28122 Araip.B10 28122 p2 (TA)6 12 130374222 130374233 AAAACCAAACCCACCAAGTG TTCATCACTTCCTTCGGTCC 177

Ai10B28124 Araip.B10 28124 p2 (TA)6 12 130382924 130382935 TTGATATTCCCGTTTTTGACA AACTCGAAAAGCGCAACACT 103

Ai10B28126 Araip.B10 28126 p2 (AT)7 14 130392334 130392347 GTCACTGCTGGTCACGGAG CCTCTCCAACGTGTTTCACA 251

Ai10B28129 Araip.B10 28129 c (T)10actattaaagtatgttagaaaatattttaataacagaaagaaaaaattttaatatt(A)10ctgtcctata(T)1197 130396105 130396201 TTATGGGAGCCACATTCAAA AATGTTACTATCAGAGTTTTAAAGGCA 243

Ai10B28132 Araip.B10 28132 p2 (AG)6 12 130399557 130399568 TGCCTAACCCACAAATCACA GAGGGACTATTACACACAGAAGCA 260

Ai10B28133 Araip.B10 28133 p3 (AAT)8 24 130403372 130403395 AATTTGCACTATCCGCAAGG GGGATGACAAAGGAAAGGAA 280

Ai10B28136 Araip.B10 28136 p2 (TA)7 14 130418644 130418657 ATCCCAAAATATGCCGACAC TTGTTTTCAGATGCAGGTCG 214

Ai10B28137 Araip.B10 28137 p3 (TCA)6 18 130419781 130419798 TGCAACAAGAATGGAACAGAA AGAGGGTGTTGACTTGGTGG 251

Ai10B28149 Araip.B10 28149 p2 (AT)12 24 130455200 130455223 GAATCTCAATAAGAATTGGCTTCT TGTTAAACAAGCCCAACCAA 219

Ai10B28153 Araip.B10 28153 p3 (TCT)5 15 130463401 130463415 TAAATTTACGCGCGCCTCT AGAAGAAGGCGACGATGATG 271

Ai10B28154 Araip.B10 28154 p3 (CAC)5 15 130463681 130463695 ATCATCATCGTCGCCTTCTT GGAATTTTGGTGCATTTTGAA 271

Ai10B28156 Araip.B10 28156 c (A)10gaaaaaaaatcaatgctgcaaaattactagaaagaaaaggg(A)1061 130464766 130464826 TTCTTTTTCATCTTTTTCTTCTTCA CGTTCTTCTTCTTCGCGTTC 268

Ai10B28157 Araip.B10 28157 p3 (TCT)5 15 130467221 130467235 TGCTTCCAATCTAATGGGCT ACCCAGATGCAGAAAACCAT 228

Ai10B28158 Araip.B10 28158 p3 (TAT)7 21 130467565 130467585 TTGTCACCTTTCAAGCATTCA CACAAAAGAGGGTTTGAAGGA 144

Ai10B28159 Araip.B10 28159 p2 (GA)10 20 130478348 130478367 TGCTCTGATTGAGGGCAAAT CGACCGCATCATTGTATTTC 217

Ai10B28168 Araip.B10 28168 p4 (TAAA)5 20 130496738 130496757 TCAAAGTGTGTGTGAAATTTTGAT TGCAAATAGACAAATAATGCCAA 269

Ai10B28169 Araip.B10 28169 c (GT)8(GA)12 40 130501902 130501941 AGCGACTCTTCTGGAGGTGA GAGGTCGCCTTTCCTTCTTC 264

Ai10B28170 Araip.B10 28170 p2 (TA)8 16 130504641 130504656 ACGTCTGAAGCGAAGTGGTT GCCGGAGAATATTTACGCAT 177

Ai10B28173 Araip.B10 28173 p3 (GAG)5 15 130508642 130508656 GATGGCCGTATTCGTTAGGA GACCCATCCCATAGTGGAAA 253

Ai10B28174 Araip.B10 28174 p2 (AG)9 18 130508770 130508787 GCTGTCAGATGAGGAGGAGG CCCCTTTCTCTTCCATTTCC 198

Ai10B28175 Araip.B10 28175 p2 (TA)9 18 130509746 130509763 TGCCTTCTTTTCAGTCCACC GACGAAAAAGACGCTAAGGC 270

Ai10B28179 Araip.B10 28179 p3 (TCA)6 18 130515155 130515172 CCACGGTAATTGACAAGCCT TGCATTTGTTTTCTCCTCCC 183

Ai10B28180 Araip.B10 28180 p3 (TGG)6 18 130518356 130518373 TGAGATGGGATGAATCGTCA CTGGGCAAATTGTTTGGACT 182

Ai10B28185 Araip.B10 28185 p2 (TA)10 20 130526442 130526461 TTGCATTCCTTGGATCAACA AAAAATTTCTTTGATTCGCGT 202

Ai10B28186 Araip.B10 28186 p3 (GGC)5 15 130529254 130529268 GCAAGAGGAAATCGGATTGA GGAGAACACGAAGCATCACA 191

Ai10B28189 Araip.B10 28189 p3 (TTG)7 21 130539546 130539566 TTTGCCACCTAAAAAGCCAC CAGGCGCGACATATATTGTTT 277

Ai10B28198 Araip.B10 28198 p2 (TG)7 14 130563942 130563955 CTGATGAGGGAGGGGTGTAA CGGGAAGTACGAATTTGGAA 152

Ai10B28199 Araip.B10 28199 c (TC)9ccctc(CTT)6ctgctacggtgaattgctttctcatctctcacaatattgccacgccacgtcgccaccttatatcattatttttatgg(T)10128 130564059 130564186 TTCCAAATTCGTACTTCCCG TGGCAGGCTGAATAATGACA 231

Ai10B28201 Araip.B10 28201 p3 (GAA)6 18 130565620 130565637 TGAAATAAGAAGGAGAAGATGAAGAA AAAATTTCGGTGTTATTTGTTTTGA 133

Ai10B28211 Araip.B10 28211 p3 (GAG)6 18 130588906 130588923 GAATCTCTTGCCTCCACAGG AAGGACCCAAGACTTACAGGC 250

Ai10B28213 Araip.B10 28213 p3 (TTA)5 15 130590086 130590100 TCCACCTTGGTATGGTTCGT AGCAGAAGCAAGTATGGGCA 110

Ai10B28217 Araip.B10 28217 c (TTA)5ttg(TTA)5 33 130593402 130593434 TGCACAAGATTTTGGTGGTG TTTATGATTCGGCTTCCGAG 257
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Ai10B28218 Araip.B10 28218 p4 (AAAT)5 20 130595552 130595571 CCCATGACGTGAGTTTAAGGA GTGGGATACAGCGATTGAGG 278

Ai10B28221 Araip.B10 28221 p2 (AT)7 14 130603381 130603394 GTAAGGGTGACCGTGCACTT CTTGACAAGTCCGGTTTGCT 150

Ai10B28222 Araip.B10 28222 p2 (AT)6 12 130607429 130607440 CGCCCAAACAAGCACTTAAT GCTGGTTTAAAAGGGACCAA 125

Ai10B28223 Araip.B10 28223 p2 (TA)7 14 130609223 130609236 TGGTTCGATGAACGATTTGA TGCTTTGCTTTCGATTTTTG 122

Ai10B28224 Araip.B10 28224 c (T)10aattatcttgttatttctc(T)1039 130611062 130611100 ACAGTCAACCAAGGCCACTC GGCTAGTGTTGAGGGGTGAA 112

Ai10B28230 Araip.B10 28230 p3 (AAT)6 18 130636147 130636164 CTCACACATCAGACGGTTCG ACCAGCTGCTATGCCTCTTT 252

Ai10B28231 Araip.B10 28231 p2 (TA)13 26 130666565 130666590 TCAATTATTAACTCGTGAGCTGG GATCGGCTCACCAAAAACTC 252

Ai10B28236 Araip.B10 28236 p2 (AT)6 12 130674715 130674726 GCTAGACAACCATCAAGAAGCA TCCCTGTCCAAGTTTATGGG 166

Ai10B28238 Araip.B10 28238 c (CATTTT)5ttttaattatcaatagatagatttctcagctatcacagaacaagaccctt(TC)998 130677830 130677927 GAGCAATGAGATCCCTCCAC AACCTTTGAAGGCGTTGTGT 277

Ai10B28239 Araip.B10 28239 p2 (TC)6 12 130678274 130678285 CACAAAATTCTGCACTTACCCA TCTTCTGCAATTCCCAAACC 194

Ai10B28240 Araip.B10 28240 p3 (GAT)6 18 130678502 130678519 GGTTTGGGAATTGCAGAAGA CAGGGATTAATAGAGAGCGCA 231

Ai10B28241 Araip.B10 28241 p2 (TA)9 18 130678860 130678877 CGGTTCACAACAGTAGCAACA GAAAGTACGTCGCCATGGAT 214

Ai10B28242 Araip.B10 28242 p3 (CCT)7 21 130679082 130679102 ATCCATGGCGACGTACTTTC TGTTGAGTATGAGGGGGAGG 240

Ai10B28244 Araip.B10 28244 p2 (AT)6 12 130686772 130686783 TTGTTTTCTTTCTCCCCCAA TGTTCATGTATGTGGCGATG 155

Ai10B28251 Araip.B10 28251 p2 (TA)6 12 130722149 130722160 TGTGTTCGTTTGATTATGCCA TTGAAAAGCATATTATTGGTATTGG 273

Ai10B28252 Araip.B10 28252 p3 (ATA)5 15 130725126 130725140 GGGTTCAGATTCAACCCTCA CCCTACCCACTCTTAACCTGC 276

Ai10B28253 Araip.B10 28253 p2 (TA)6 12 130727392 130727403 TTTCGGATTCTCATTCTCTTTTC TAAGCTGCTGCTGCTACCAA 217

Ai10B28254 Araip.B10 28254 p2 (TA)11 22 130727666 130727687 CTGTTTGGTAGCAGCAGCAG TGTGGTGTTTTGTTATTTGTCCA 272

Ai10B28257 Araip.B10 28257 p3 (CTC)5 15 130740326 130740340 ATCGAACATCTCGTCCATCC TTGAAAGAGCTCGGGAAAGA 203

Ai10B28260 Araip.B10 28260 p2 (TC)14 28 130745401 130745428 CCTCTCCTTCCTCCATCTCC TAAAGAAGCAAAAGCGGCAT 255

Ai10B28263 Araip.B10 28263 p2 (CT)16 32 130749847 130749878 GCCGGACATTTGAGGTAACA AGCCTGGTTAAATTGGGTCC 217

Ai10B28267 Araip.B10 28267 c (A)12tccttcattttagatattttgatgcttttggatatttttagatattttggatgatagattccatattttagtttga(T)13101 130756489 130756589 AAAAATTTCTACTTGCTGAAGATGT GCACCCCAATACCCCATAAT 277

Ai10B28270 Araip.B10 28270 p2 (CT)6 12 130761794 130761805 TCCTCCTTAGGGGAGTGGAT TCAATTGCAATGAGGGAGTG 229

Ai10B28271 Araip.B10 28271 p2 (TA)15 30 130762727 130762756 TCCTCCCAAAGTAAGCTCCA AAGCAACCCTTCAATCAACG 280

Ai10B28272 Araip.B10 28272 c (TA)6tgtt(A)11 27 130766700 130766726 TAAAAACTGGTCAAACCGGC AAAACCGAACAGTTATGGCG 232

Ai10B28276 Araip.B10 28276 c (A)10gaagggggagaagttattgtgggagcatggataaaaaaaggaggtca(T)1067 130771095 130771161 AACAAAACGAAATTAAAAGTGTCA CCGACCATTCCTTCTGTTTC 273

Ai10B28281 Araip.B10 28281 p3 (GAG)12 36 130780028 130780063 GATGGGGGAAGGAAGAGAAG TTCGAGCAGACCCAGAAAGT 192

Ai10B28285 Araip.B10 28285 p3 (CTT)6 18 130796664 130796681 TCCCTGCAACTCGCTATCTT AACTTCAACCTCTCTGGCGA 201

Ai10B28287 Araip.B10 28287 p3 (TTG)5 15 130807776 130807790 CTTGACATCCCAGAGGTGGT CCAATGGGTTGGGATGTACT 164

Ai10B28290 Araip.B10 28290 p3 (ATT)5 15 130810685 130810699 TCACTGATGTAAATTTGTTTTCCG TTTACAACGCACGAATCAGC 252

Ai10B28291 Araip.B10 28291 p2 (AC)6 12 130811304 130811315 TGCGCACAATATACCGAGTC TGGACTCAACTACCAGCGAA 260

Ai10B28292 Araip.B10 28292 p2 (AT)7 14 130811885 130811898 CTCTTCAAGCAAATCGGACC TTACACACTCCCACACCCAA 259

Ai10B28296 Araip.B10 28296 p2 (AT)6 12 130819106 130819117 TGGCAATATTTGGTTGGTCC GACGGTTAGGCCAAAATTGA 215

Ai10B28298 Araip.B10 28298 c (GA)6c(AG)22gttttcgaggtggatcttg(T)1086 130823636 130823721 AGTGGAGGGAGGGTAGTGGT TCAAGTTGATGAAGACCCCC 276



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B28300 Araip.B10 28300 p2 (GA)10 20 130824929 130824948 TACTGTAGCGCGTGAATTGC CCTCAACCTCAAACAGAGGC 241

Ai10B28302 Araip.B10 28302 p3 (GAA)5 15 130833173 130833187 CAGCAAAGCAATGGGTACAA TTTCCGGTCATATTCCTTGC 222

Ai10B28307 Araip.B10 28307 p2 (CA)6 12 130844758 130844769 TGCAACCATTGATGGACAGT ATTGGACAAGCTGGAATGGA 278

Ai10B28308 Araip.B10 28308 c (A)10tcacaaataagcatagaaaacaaaaaaagataatcatgctttataattaagagaacaaaaacaagtctc(T)1089 130845917 130846005 CGCATTGGCAAGAAGTTGT TAAGAGGAGGGAAGCAGCAA 279

Ai10B28309 Araip.B10 28309 p2 (CT)11 22 130846643 130846664 CTTGTTGAGGAACGATGGGT AAAAATCGACCGTTGTAGCG 270

Ai10B28310 Araip.B10 28310 p3 (AAT)7 21 130848099 130848119 AACGATGCCAATGTGCTTTT TGTCAACGCTGGTATCTTTCA 236

Ai10B28313 Araip.B10 28313 p3 (GAA)6 18 130855811 130855828 ATCTAGGAGGCAGCAGCAAA CGCAATGCACATCCTTTAGA 156

Ai10B28315 Araip.B10 28315 p4 (TTTA)5 20 130856215 130856234 AGTGGGAGGCACACTTGTCT GGTGGGAAAAACGAGAGTCA 221

Ai10B28318 Araip.B10 28318 p2 (TA)6 12 130859661 130859672 AATTATACCAGGGATCATGCG ACTCTAATTCGGCAACGGAC 101

Ai10B28323 Araip.B10 28323 p2 (TA)6 12 130884339 130884350 CAGAACGAATTGGTTTGATTTG TTGATTTTGAAAAAGCGAAATCT 278

Ai10B28341 Araip.B10 28341 p3 (AAG)11 33 130914265 130914297 GGAGTCTCCTTGGTTCAGACA TGAAAAGAGCGCACAAACAC 172

Ai10B28343 Araip.B10 28343 c (A)11ttctctcatgtacctctttctc(T)1144 130915940 130915983 TCGAATCTCCCTATCTTCGG GGGAGTTTATTAATTTTGGAAGGAA 187

Ai10B28345 Araip.B10 28345 c (TCT)5tttctttcgtttcttgccttctctttctc(CTT)6gctgcacgttcttcttcctcttcctcttcc(TCT)5tttctttcgtttcttgccttctctttctcctc(CTT)6157 130921787 130921943 AACGCTTAAAACGCATTTCG GAGGAAGAAGAACGTGCAGC 218

Ai10B28346 Araip.B10 28346 c (A)10c(GAA)6gaggaagag(GAA)6gaggaagag(GAA)580 130922371 130922450 TGGGTGAATTCCTGTAACCG TGCGTTATTCAACCGTTTTC 279

Ai10B28347 Araip.B10 28347 p3 (AAT)8 24 130925074 130925097 TTGTTTGGAAAGGAAAATGGA TTTCCAGTTTATGTATTGAGATGAGT 276

Ai10B28355 Araip.B10 28355 p3 (TTC)6 18 130945128 130945145 CGTCTCCCATTCCTCACTGT AAGAAGAACGACGAAGGCAA 175

Ai10B28356 Araip.B10 28356 p3 (GAA)14 42 130946875 130946916 CGCGAAAAAGAATGAAAAGG TCTTCATGTGACCACCGTGT 264

Ai10B28357 Araip.B10 28357 p3 (ATG)5 15 130954774 130954788 TTCATGGAGCCAACCCTAAA TCCAACTAGGGCCCAATAGA 259

Ai10B28361 Araip.B10 28361 c (AAG)5aaagaggaggagaagaagaagaaaagaagaagaacttgtgggttgaag(GAA)5atacgaagaaaaggataag(A)11108 130964375 130964482 TGGAAGAAGAAAAAGAAGTTTGC AGCACTTCAATTGCATTCCTAT 268

Ai10B28365 Araip.B10 28365 c (GAA)5atctgcatgtgtttcgttg(GAA)6agaggaggagaagaagaagggaagaagaagaatctgcgcgttagaagaaggagaagaaaaac(GAG)6132 130976164 130976295 GAAGAAGAAAAACCTACGTGTGC CAACTTTTTAAATCACGCGCT 193

Ai10B28367 Araip.B10 28367 p3 (CGA)7 21 130982890 130982910 ATGAGGAGACCACCAACCTG GTCGTCTTCTTCATCTCGCC 198

Ai10B28370 Araip.B10 28370 p2 (TA)13 26 130986977 130987002 TTTTTGATTGATTGTTGATTGATT GCGACTCACAAATTTAGCCC 227

Ai10B28372 Araip.B10 28372 p2 (TC)16 32 131001869 131001900 ACATGCCAGAGAAACCCAAC CAGATTCATAGCGACAGCGA 241

Ai10B28373 Araip.B10 28373 c (A)10taataataaagaataagaaataaagctcatattaaaaaatgttagaaaagaaataataaaattcatat(TAA)593 131003030 131003122 TGACAATTTTTCTCTACAAAACACAA AAAAATGATAGCCAAAGACAGAGA 220

Ai10B28375 Araip.B10 28375 p2 (AT)7 14 131007163 131007176 AAGCTTGATCCAAAGCCTCA TCTCCATCCCAAGTTTCCAG 270

Ai10B28379 Araip.B10 28379 c (AAC)6aataataatactatatattacataaaattgcatacatcatnnnnnnnnnnggtgaccatatattattattattgttgttacctaag(T)12116 131010643 131010758 TCACGCCACACATATTCACA TCTGGGAATTACAAGCTGAAAA 274

Ai10B28380 Araip.B10 28380 c (T)11aatttataagtttta(TG)740 131012648 131012687 TGAGATCCAGTGGAGGAGAAA CCAATGACACCATACCACCA 265

Ai10B28382 Araip.B10 28382 p3 (TAA)5 15 131021794 131021808 CATTCTCATCAAATACGCCG GGAGAACGAGGACTTGCTTG 278

Ai10B28391 Araip.B10 28391 c (A)10gaaggatgaaaaaaagtgaggcaaagatgcttagcagactctgcaagaaaaagaaaaagaagactg(A)1187 131042842 131042928 ATGCAGAAGTGGCAAGGAAG AGCAGCAAAAGAAAGATTGGA 147

Ai10B28397 Araip.B10 28397 c (A)11g(A)10 22 131050004 131050025 AATTATTGCACCGCACAACA ATTTGAATGTGACGTGGTGG 189

Ai10B28400 Araip.B10 28400 p3 (TGG)5 15 131051863 131051877 TCTGCTTCTGCTTCCGATTT AACACCAACACCAACACCAA 192

Ai10B28401 Araip.B10 28401 p3 (TTC)5 15 131052546 131052560 GTTCTTCCTTTTGCTGTCGC TGGGAGGAGATGACGAAAAC 234

Ai10B28402 Araip.B10 28402 p2 (GA)12 24 131052956 131052979 TGAAAAGGATAGTGACTGGGC ATTGCCGTAGCATCATCTCC 117

Ai10B28403 Araip.B10 28403 c (T)10aatttttatttttggatagtgaaaaata(AT)752 131058206 131058257 GGGGTTTTATTTGGGAGGAA AGATAAAGTGGGCCATTCCC 229



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B28404 Araip.B10 28404 p2 (TC)8 16 131066076 131066091 TGTGTGGATTGTCGGCTTAG TCCACTCTGAAATGAAAGACACA 275

Ai10B28410 Araip.B10 28410 p3 (ATT)5 15 131087656 131087670 TACAATTCCTTGAGGCAGGG CACGTTGCCATTGTACAGGT 150

Ai10B28411 Araip.B10 28411 p3 (CCA)5 15 131088998 131089012 GAGCTACCCCACCAAGATGA CTTGGGGTTTGATGAGGAAA 272

Ai10B28418 Araip.B10 28418 p3 (ATT)5 15 131105191 131105205 GGGATTGTATGCATGCTTGTT TATTTCCATGCACCTCCCTC 137

Ai10B28421 Araip.B10 28421 c (ATT)7tatgtgaagcccactaaagtggatatatggctggcaaataataaataaaaaagaatatatat(A)1093 131114296 131114388 CTGATGCATTTTCAGCCAAA ATGAGCCAGGTCCCACTGTA 279

Ai10B28422 Araip.B10 28422 c (A)10taatctaaactcataatattcttcatcatcatcatgatcatcaccaaa(AT)670 131115358 131115427 GCATGCAAACAAACACCATC TGGTGCTCCCACCATAGTCT 238

Ai10B28423 Araip.B10 28423 p2 (AG)14 28 131116128 131116155 GGTCCCCCGGTAATACAAAT AAGGAGAAAGGGACTTTGGTG 262

Ai10B28425 Araip.B10 28425 p4 (TTAA)5 20 131117403 131117422 GAAACATGCTGGTGGTCACA AGGCCACACAGTGACTCAAA 225

Ai10B28427 Araip.B10 28427 c (AC)6atac(AT)7 30 131125368 131125397 AAAATGGACCGAATTTGCTG CCTTATCCGGTTGAGGTGAG 242

Ai10B28429 Araip.B10 28429 c (A)16cttaattcggcctctaacaattacttcgaaaggacaacgaagctcctgtac(A)10gtcaatgttgtttttttagcataaagactaatctgtcccaaaaaaaatcagaagccgaatttagta(T)11154 131131755 131131908 CCTGGACAATTATTTTGAAAGACA TTCGAGAGGACAACGAGAGTC 218

Ai10B28431 Araip.B10 28431 p2 (AT)6 12 131134005 131134016 AGAAATCAATGCCTGCTCGT TCCCTCCTCATGTCAACACA 262

Ai10B28433 Araip.B10 28433 p2 (TA)8 16 131134698 131134713 GCTCCCCTCTCTCTCTTCTGA TGTTTCTTTGCTTACTCATATCACA 247

Ai10B28434 Araip.B10 28434 p3 (TGA)6 18 131134957 131134974 TTTTAAGACCCACGTCCAGC TTCTTTGCCCTAATCATGCC 176

Ai10B28435 Araip.B10 28435 c (T)10ccctaatctctttttctttg(T)1040 131136219 131136258 CGTTCCACACATGAGGACAT TCCCAAGAGCCAAACAAATC 227

Ai10B28436 Araip.B10 28436 c (A)10gagtgaataccttgacaattatatcgaaaggacgagtcctccaag(A)1267 131138541 131138607 TTCTGAAGCCACAACTGCTC ACCTCGAAAGGACAACGAGA 165

Ai10B28437 Araip.B10 28437 p2 (GA)8 16 131139408 131139423 TAAAAACCCAAACTGAGGCG ATTTCTCCGGCAACAAGATG 170

Ai10B28439 Araip.B10 28439 p2 (TA)8 16 131148648 131148663 TCTAAATTGTTCTTGGTCATAGGATT TCGCAGGTCAAAGGAAACTC 261

Ai10B28443 Araip.B10 28443 p2 (TA)7 14 131165598 131165611 TGACGTCATAGCACCGGATA CATGACTATCACTCACAACACTCC 174

Ai10B28446 Araip.B10 28446 p2 (TA)6 12 131168202 131168213 ATGCTGGCATGGTGCTATTA TTTTCCTTTTTATATCCAACCCT 187

Ai10B28447 Araip.B10 28447 p2 (TA)6 12 131170686 131170697 CCCAAGGGTGGTTATCATTG AAAGTTCCATTGGCACAACA 159

Ai10B28454 Araip.B10 28454 p3 (GAA)5 15 131202820 131202834 GAATGTAAGTTCATCCTCTTCCAA TCCCTCCTCCTCATCTTCTG 221

Ai10B28455 Araip.B10 28455 c (A)11gaataaaaaaagaagaagaa(GAT)5gaaa(AAG)565 131203178 131203242 CCAAGTGATTTTGCAGCATT TCCTTCCTCCTCGTCTTCTG 192

Ai10B28456 Araip.B10 28456 c (AAG)8aggag(GAA)544 131204937 131204980 TCTCCTCAAAGGGGAATGAA TTGCTCATCATGCCTATCCA 265

Ai10B28457 Araip.B10 28457 c (T)11c(T)47nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntttgg(T)60181 131207525 131207705 TGCTTTTTACTCGTTTGCTTCA TCAAAATACTATTCAAAATAGCCAACA 261

Ai10B28460 Araip.B10 28460 p5 (ATAAA)5 25 131211581 131211605 TGGGATGAGATCATGCAAAA CCTTTTATGGCCCTGAGGTT 159

Ai10B28462 Araip.B10 28462 c (T)11gaattttaaaatacaccaaacgtagcttatgttttggg(T)1059 131216482 131216540 ACACCATGAAATGGAGGCAT CGTTTTGTGGGGTTCAAAAT 214

Ai10B28463 Araip.B10 28463 p3 (AAT)21 63 131219817 131219879 CGCCAATGACTCCACCTAAC AACTGCAAGGAAATGGATGG 269

Ai10B28473 Araip.B10 28473 c (T)10nnnnnnnnnnnnnnnnnnn(T)1140 131244784 131244823 AAAAATCAATGCTCAAAATTGC TGTTGGTGTCATTTTTAATGGA 261

Ai10B28474 Araip.B10 28474 c (ATT)5atc(ATT)7 39 131247860 131247898 TGGTTTAGTGGACGATGCAA TCCCACCAAAGGAATCCATA 166

Ai10B28475 Araip.B10 28475 p3 (AAG)8 24 131250145 131250168 GAGCAAAACAAGAAGAACTTGAGA ATATTTGCAGCCAATTTCGG 241

Ai10B28477 Araip.B10 28477 c (A)10gaa(GAT)6aatgaaa(AAG)553 131250942 131250994 TGAATGTATGTTCATCATCTTCCAA CCCTCCTCTACCCTTTTGCT 232

Ai10B28483 Araip.B10 28483 p3 (ATC)6 18 131255879 131255896 TTCAACACTATTTTCCGGCAT GGAAGAAACCAAGGAAGGGA 251

Ai10B28484 Araip.B10 28484 p3 (TCC)6 18 131256719 131256736 AGAAAGCAAAGGCACCTTGA GATTGGTTTGAGGCACAAGAA 260

Ai10B28491 Araip.B10 28491 p3 (TTC)9 27 131270951 131270977 CCCCGCAATTAATTTTGCTA CACCTCTGGTTCCTCTCACC 249
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Ai10B28492 Araip.B10 28492 c (A)10ggattttgatcatataaaagcataatcgacattttatgatgtacaaatactgtatttgcttcatatagtgctgtctgaaagttcttatatatgtgactga(T)12122 131271286 131271407 TTCTCTTCACCACCAATCCC CTACGCTGCACAGAAACCAA 270

Ai10B28495 Araip.B10 28495 c (TTG)6(ATG)7 39 131274857 131274895 TCCTTGCGAATTTTGGATTC TCAGACTAGCAACAGCAACCA 237

Ai10B28497 Araip.B10 28497 p3 (TAA)5 15 131277436 131277450 GGAAATGGAGAAGAAACGAATG AAATGTCCGCAGGACAAAAG 228

Ai10B28498 Araip.B10 28498 p3 (TAA)5 15 131277696 131277710 AACAAAAATGTCTGCGGGAC AGGAATGAGGTTGCGTTTTG 209

Ai10B28499 Araip.B10 28499 p3 (TGA)6 18 131277943 131277960 CAAAACGCAACCTCATTCCT GGATCTGAACCAATATAAGCCAA 253

Ai10B28501 Araip.B10 28501 p2 (TG)10 20 131280461 131280480 ATTTGCTTGATGCCTGCTTT TTCATTCCCACACACACACC 181

Ai10B28502 Araip.B10 28502 p2 (AT)7 14 131282510 131282523 GAATTGGGGTCACATCTGCT GTTGGTGAAATCTGCCCAGT 161

Ai10B28506 Araip.B10 28506 c (A)12caaaataaatacattatgagatttgctttattttttggtcaatgacacaaaataaaagatttaaacacaaaaaatataatataaaccttatttttc(T)11119 131292796 131292914 GGTCATGCAGGGTCAAGACT CACCAAATTACCATTACATCCG 233

Ai10B28510 Araip.B10 28510 c (AC)11aagatttattacaaatacctaacaagaaacaa(T)1266 131304806 131304871 CCACCCCCAATTAATACCCT ATGAAGCACCCGCTAGAAGA 223

Ai10B28516 Araip.B10 28516 p6 (AAAATT)6 36 131334221 131334256 AATCACAACACTAACATTGAAAAAGA TCTCGTAGTTACCACTCTGCCA 262

Ai10B28520 Araip.B10 28520 p2 (AT)7 14 131342939 131342952 GCAAACCAGGACTCGTGAAT TCGTATTTTCTCTTGGTCCCAC 194

Ai10B28523 Araip.B10 28523 p2 (TA)6 12 131346546 131346557 TTGAAAACATAATGCCAATTTTT TTTTTATCCCTAATTCTGTATCCTTTT 151

Ai10B28537 Araip.B10 28537 p2 (TA)6 12 131375602 131375613 GCACATAATGGTTGTGCTCG TCATTCCCTTCGTATTAACTTTCA 232

Ai10B28538 Araip.B10 28538 p2 (CT)8 16 131378155 131378170 AATCTGGTTGCTCGGTATGC AAGGAACAAGCCACTACTGC 263

Ai10B28539 Araip.B10 28539 p3 (ATA)6 18 131378588 131378605 TTTGTTTGAAAATTTGAAGGGTT GCTTTTGGTGCACTTTGTCA 279

Ai10B28541 Araip.B10 28541 p3 (ATA)5 15 131388312 131388326 GTGAGGGTGATGATGAGGCT GCTGTCATGGTTGTTTCCCT 257

Ai10B28553 Araip.B10 28553 p4 (AAAG)5 20 131408030 131408049 ACTGTCTCCCATTTTGCACC TGGATTTGGCATTCTCCTTC 271

Ai10B28554 Araip.B10 28554 p3 (TAA)5 15 131409782 131409796 TGGCCAAAATTCTTGGTACAG TTTTTCTGGGGAATGTCCTG 230

Ai10B28560 Araip.B10 28560 c (T)10(A)11 21 131416776 131416796 CTTGGAAAGGGGAAGAAAGG GGTCCGAGTAACGTCGAAAA 266

Ai10B28561 Araip.B10 28561 p2 (AT)6 12 131417168 131417179 GCTTTGGTTAGATCCCCACA GCAATCATCTTACAATTCGTCG 228

Ai10B28563 Araip.B10 28563 p3 (TTA)5 15 131426096 131426110 ATATGGTGCGTGTGTGGAAA TTGGTTAAGTGGATGATGCAA 260

Ai10B28564 Araip.B10 28564 c (A)11gtatgaaataaattaaaaaaagaaaaaagactatatatacaaaattcgtgca(AAT)784 131427288 131427371 AACTATGGTTCGAATTTTTGAGAA GCATGCTTACCAGTTACCACC 236

Ai10B28565 Araip.B10 28565 p3 (AGG)5 15 131428507 131428521 TCAAGGATCTTGGATTTGCC CTCTACCAGGGCAAGCTCAC 211

Ai10B28566 Araip.B10 28566 c (T)10aaat(A)10 24 131431679 131431702 ACTCGAACCATTTGACCTGC CGGTAAACTTGTCTAAATGCCC 263

Ai10B28569 Araip.B10 28569 c (T)14aaatcacaacc(A)1641 131435160 131435200 CAGAGCATCTGCCCTAGTCC AAAAATGATTGAGGATTTTGAGC 219

Ai10B28570 Araip.B10 28570 c (TA)8tt(TA)8a(AT)851 131435733 131435783 CAGAGGAAACACTGGTGGCT AAGTTGGAAGCAAAACGGTG 273

Ai10B28571 Araip.B10 28571 c (TTA)5(TTG)10 45 131437253 131437297 TGGAGAACTCAGCAATGCAA GCACAAAAGTGGAAAGTTTGG 184

Ai10B28573 Araip.B10 28573 c (CT)8(AT)8 32 131446741 131446772 TTTCGTCTATGAAGCCTGCC AGCAACGAACAAACCTCGTT 210

Ai10B28576 Araip.B10 28576 p4 (TTTA)5 20 131451427 131451446 TTTTGCTTGTCTTGAATCTTGC TTGTCTCTCTTCCAAACGCA 280

Ai10B28579 Araip.B10 28579 c (A)14ctctcttctctctctctatgtc(T)1147 131455371 131455417 TCGTTTTTATCACGGTAGGGA AGAAGAGAGAGCCAACGAGC 263

Ai10B28581 Araip.B10 28581 p3 (TAA)20 60 131459162 131459221 AGTTGTTTCGGTTGTTTTCG GGGACCAATTTGCAATTTTAC 220

Ai10B28582 Araip.B10 28582 p3 (TTA)7 21 131462542 131462562 CCTTCAAAAGCAGCACCTTC CCAGGTTCTTATGGGATCAAA 274

Ai10B28583 Araip.B10 28583 c (TA)6atattaaaagtgtagattaaatacatataagatatgtgtattaata(AT)15gtttttaattatttaaaattttatagtaatnnnnnnnnnnnncttaatgacatcaaaactaaaaacaggtcttatc(A)12176 131463174 131463349 AAATGAGCCGAGAAGCTCAG TGGAATTGAAGTATAAAAGTGGATT 278

Ai10B28584 Araip.B10 28584 p2 (TA)6 12 131463644 131463655 AATTGCTCCAGCTGTTCGTT AAAAGATTCTCCAAGCAGCG 119
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Ai10B28585 Araip.B10 28585 p3 (GAA)5 15 131464339 131464353 TGGACCAAATTACCCATAACAA GGCGGCAGAAGTAAAGACAG 124

Ai10B28587 Araip.B10 28587 c (A)10gataattttttaaagtaacaaaaatatgag(T)1353 131465566 131465618 GCTTGTTCAAGTGATAGTGTTGG TAGGCTGCTTCCAAATGGTT 246

Ai10B28589 Araip.B10 28589 p3 (ATA)5 15 131467976 131467990 AAATCCTAACCCTATGGCGA TTTTTGTAAACAAATTTAACTGGGA 273

Ai10B28590 Araip.B10 28590 p2 (TA)6 12 131469738 131469749 TCATTATCCCAACATCTTCCTG CCAAATGACACCAAAATTAAGGA 254

Ai10B28593 Araip.B10 28593 p3 (TTA)5 15 131472853 131472867 CTCAATTAAGAGGTTGCGGG TTTTGTTTTGGCTGATTTGTG 249

Ai10B28596 Araip.B10 28596 p3 (TCA)7 21 131488115 131488135 TCATCAACTTGGGAAGAGCA CATTGTTGCATTGTGTTCCA 216

Ai10B28597 Araip.B10 28597 c (T)10agttgaatccctataaaattaagccaattacaattaagagggacttaattg(A)1172 131492359 131492430 GCTGGTCCCTATAGTTTCGC TTTAATTGGGTCCCTGTACCA 235

Ai10B28603 Araip.B10 28603 p2 (TA)6 12 131508416 131508427 CGAGCAATTTGGATTGGGTA CTTCAAACTCTGGTGGGGAA 193

Ai10B28604 Araip.B10 28604 p2 (CT)6 12 131520497 131520508 ATGCATGCAAGATGAGATGG CCAAGGCAACGTTACTCTCC 206

Ai10B28610 Araip.B10 28610 p3 (AAT)6 18 131539125 131539142 CTGGAGAAAGCAAGGGTTTG GGAAGCAGAAGCCATTGAAA 222

Ai10B28611 Araip.B10 28611 p2 (TC)14 28 131539387 131539414 TTTCAATGGCTTCTGCTTCC GGTTACAGACAGCTGGCACA 191

Ai10B28614 Araip.B10 28614 c (GTT)5ttac(T)21 40 131544216 131544255 AACAGGTTGTGTAGCCCCTG GTTGGGGATACCGTGAGAAA 220

Ai10B28615 Araip.B10 28615 c (AG)9(A)16 34 131549646 131549679 CAGCATGCACAATACTTGCC ACCCTAGTTGCCATCAAACG 266

Ai10B28619 Araip.B10 28619 c (T)10agaaaaaaaaattagattttgattatgctatctgtctcc(T)1362 131563624 131563685 TTCGAATTTCCAACACTTGATT ATGTTGGGCTGAATTTTTGG 237

Ai10B28622 Araip.B10 28622 c (T)16gtgtctatagtttgcaccaaatttgtgtcggaagttaggtatgtgtccaggat(A)1180 131571325 131571404 TGTGACAAGGTGAGGGCATA AAGACGAATTTGACCATTTAATCA 279

Ai10B28623 Araip.B10 28623 p2 (AT)18 36 131571871 131571906 CGCGTAATTTGTTAGAGACGAA CTCCTCTTTACCCACATCGG 221

Ai10B28624 Araip.B10 28624 p3 (TGT)5 15 131572665 131572679 TGTTGGCCAAAACTTTAATGC TAAGCTCTTCCCTTGGATGC 245

Ai10B28626 Araip.B10 28626 c* (A)11(AT)11* 32 131581521 131581552 ATAGCTCTTCCGGAGCCTTC GGATACTGCAAGTTCGCACA 147

Ai10B28627 Araip.B10 28627 p2 (TA)15 30 131583343 131583372 CGAACCTGGTGTTTAGCGTC CATGGATAACCACGTAAGGCT 270

Ai10B28632 Araip.B10 28632 c (CTT)5gcgcacg(TTC)537 131612349 131612385 CAATTTTTGTTGCATTCGGT AATGTGCAATGAAAACGTGC 242

Ai10B28633 Araip.B10 28633 p3 (TTC)7 21 131612602 131612622 ACTGCACGTTTTCATTGCAC TCATCCTCATCTTCTGCTGC 180

Ai10B28639 Araip.B10 28639 p3 (ATG)20 60 131625423 131625482 TCTTACACGTGCAACGAAAAA TTGTCACCTCCTCCTCTTCC 183

Ai10B28640 Araip.B10 28640 p3 (AAG)12 36 131626909 131626944 CTTCGCGTGTTTCATCTTCA CACGCCGTTTTTACGTTTTT 158

Ai10B28643 Araip.B10 28643 p3 (AAT)5 15 131632937 131632951 GCAGCGGAATTTTGACTTCT TGAGGGAGAGAGAAAGAAAAGG 280

Ai10B28644 Araip.B10 28644 p3 (AAT)6 18 131637453 131637470 ACTCACAATAATGCACTCGCT TGAGGGAGAGAGAAAGAAAAGG 231

Ai10B28646 Araip.B10 28646 c (T)10ataatttcatccattctactac(T)1042 131640104 131640145 TGGTCTGACTAGCAGTTTATCTTCA TGAAATTTGTAACGATTGATGTGA 222

Ai10B28649 Araip.B10 28649 p2 (CT)6 12 131646160 131646171 TTCTCCTCCTTCTCTCCATCTC TGTTCTCCATGGATCGTTGA 130

Ai10B28651 Araip.B10 28651 p3 (TAT)6 18 131651484 131651501 TCCGCAGCTTCATATACGGT GCCAGAATCAATCACTCGGT 237

Ai10B28656 Araip.B10 28656 p3 (TTA)6 18 131673084 131673101 GAGGTGGGTGAATCAGCAAT TTTGAGAAGGTTGGTGCTCA 195

Ai10B28658 Araip.B10 28658 p2 (TA)8 16 131674515 131674530 TGAAACTACTTTACACTGACATTGC ACAAGAGAATGGAGCCGCTA 258

Ai10B28664 Araip.B10 28664 p2 (AT)7 14 131682507 131682520 GTGGCAACTGCTAAGGCAAT GCTTTCAGCGATCATTAGGC 153

Ai10B28665 Araip.B10 28665 c (T)11aattgggtccctgcaccaatttttttttcaattaggtccttcttagtaataattggcttcattatatagggatccaacc(A)13103 131686574 131686676 TGGACATTAATTTGTTGCAAAATC TTATTTGAGTCCCTGCACCA 232

Ai10B28666 Araip.B10 28666 p3 (AAT)6 18 131688374 131688391 ACCAACCCTCCCTCCATATT TTTGCATGTTCTATGTGGAAGTG 245

Ai10B28668 Araip.B10 28668 p3 (TTG)5 15 131693238 131693252 CCCAGTGATCAGGTGTAGGG CTTTGTTTTGGTGGAATGAGC 265



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B28674 Araip.B10 28674 c (T)10agattttaaatattcatttggataaaataag(T)1152 131713987 131714038 TGGGAAATGACAAATGAAGGA TCAAATGTCCAAATTTTAAAGATCA 270

Ai10B28675 Araip.B10 28675 p3 (TAA)13 39 131715373 131715411 TGAATGAAAGAAGAAGGAAAATGA CCAGCATAATTGCATTTCAAAC 260

Ai10B28678 Araip.B10 28678 c (TCC)6gccaccaccg(CCT)6ccaccacctccatcaccacctcctcctcctct(TCC)593 131727921 131728013 TTACAACCCATTCCCTCCAA ATGGTGATGATGATGGCAGA 266

Ai10B28681 Araip.B10 28681 c (T)10aatttttagtgtgtttggtaaatttttaatagtaaaagtaaaagcaccag(A)2181 131749530 131749610 TTTGAGTGCCATTAAATCGATAA TGTTTGGATATCTCATGTAAAAAGA 275

Ai10B28684 Araip.B10 28684 p2 (GA)7 14 131753438 131753451 CCATCAAAGTTAACCACCGC TTTTTGCTTGCGAGATGATG 222

Ai10B28689 Araip.B10 28689 p3 (AAC)5 15 131767045 131767059 TGAATTCAAGAGATAGAGGAGACTAAA CGTTCTAGTGGGAAGACGGA 183

Ai10B28690 Araip.B10 28690 p2 (AT)10 20 131769383 131769402 TAGTTGGCCATGAGCAGTTG TAAGCCTTTCATCCACAGGG 255

Ai10B28693 Araip.B10 28693 p3 (GAA)5 15 131772311 131772325 ATGACGTGCACCCCCTAATA ATCTGGGGTCGTTGTCGTAG 149

Ai10B28697 Araip.B10 28697 c (A)12caaaaaaagc(A)12ggaggaaactccaatgcccaaacaggaatacctccagtggtttgctaatttttgtttcctgaattttgacaaatatttacatcgaagagtcttttttatg(T)11145 131787509 131787653 ACGCGCCCTTTCATTTATAC CCGTTCACTGCAAACAATAA 279

Ai10B28700 Araip.B10 28700 p2 (AT)7 14 131791716 131791729 CAGAAATAAAAACACACAGCAACA TGCAGATGGTTGAACTTGGA 280

Ai10B28702 Araip.B10 28702 c (T)11attttctttcttcttatta(T)1141 131799688 131799728 GGATAGGAATACCCCCGAGA GATCTCCGCTCTTTGTTTTGA 279

Ai10B28703 Araip.B10 28703 p2 (CA)10 20 131801264 131801283 CACAATCAACCGATCCTCAA GGATATGTTGAAAATGTGGGG 236

Ai10B28705 Araip.B10 28705 p2 (CT)23 46 131809860 131809905 CTGTTGGTCATACCCGCTTT TTAAGGGGGAGTGGTGTCAG 261

Ai10B28709 Araip.B10 28709 p3 (GAA)6 18 131818938 131818955 GTCTCTTCATGGCTCCAAGC TCATCATCCCTCAACAACCA 167

Ai10B28712 Araip.B10 28712 p2 (TC)6 12 131826618 131826629 CCTCGTTTCACAGGTTCGAT TACCATCTTTCCCAGCCAAG 250

Ai10B28718 Araip.B10 28718 p2 (CT)17 34 131837777 131837810 ATATGCGTTGCTTTGCTTGA GAGAAGAAGAACGGTGACGG 225

Ai10B28719 Araip.B10 28719 p2 (CT)14 28 131837968 131837995 GCCTCGCTCTCATCTCTGAC CTTCTCATTCACCTTCCCGA 245

Ai10B28726 Araip.B10 28726 p3 (AAG)7 21 131846795 131846815 CCTCCTCATTTTCTGCTGCT TCTTCAACCGTTACTGCACG 230

Ai10B28728 Araip.B10 28728 c (AT)9g(TA)8 35 131850617 131850651 TGAAATCTTTGCTTCTATTGGATG TTTTTGATCATGTGGCCATT 257

Ai10B28730 Araip.B10 28730 p3 (GAT)5 15 131866536 131866550 TGGAGTTGCTATTGAAGGGG CCATTTTCTGATGATGCGCT 259

Ai10B28735 Araip.B10 28735 p2 (AT)6 12 131876555 131876566 AGCGTCCACCTCTTTACACA TTTTGCTTCACTTTTTCATAATCA 206

Ai10B28736 Araip.B10 28736 p3 (TTC)5 15 131880707 131880721 GGGCAAAGATGAAGGAGTCA GTGCAGGGCATCTTTTCTTC 141

Ai10B28737 Araip.B10 28737 p3 (TAA)5 15 131880929 131880943 AGAGGAAGTTGAAGCAGCCA TGCTGGCTATTGCACAGAAG 234

Ai10B28746 Araip.B10 28746 p2 (TA)9 18 131887080 131887097 TGACCCTGAGCACTTTTCAA GGCTCCCTCCCTAACAAGAC 107

Ai10B28747 Araip.B10 28747 p2 (TA)7 14 131887326 131887339 ATTCCATTGGCTCCCTATGC TGGATCGACCAATTTTCACA 275

Ai10B28748 Araip.B10 28748 p3 (TAA)9 27 131893514 131893540 TCAATTTGCTAATTTCCTCTTCTAGT AAAATTGATGTAGAGATCCAATTAAAA 280

Ai10B28749 Araip.B10 28749 p3 (TAA)6 18 131893840 131893857 AAAAATTGGTGCAAAAACTCAA GGTGATCTGAGATGCAAAAGC 192

Ai10B28751 Araip.B10 28751 c (T)10cttttaattgagtctttgtaccaaattttttttaattgggtccctacactttttttttctttttatttaggtccctatattaattc(T)11107 131895386 131895492 TGTTGGTCCCTATAGTTTCGTG AATTGGCTTAATTTTATAGAGATCCA 182

Ai10B28753 Araip.B10 28753 p2 (AT)6 12 131895991 131896002 TGGGAAAATTGGATCATTTG CAGTTGTGTTAAGAGTGCATTGG 127

Ai10B28764 Araip.B10 28764 c (A)11ttcagatttttattttaaaattttttttatcttatcttatc(T)10caaaaattcaa(T)1184 131924445 131924528 ATCCTAACGTCAAAATGGCG AAACTTGAAGCCAGAGGGGT 253

Ai10B28768 Araip.B10 28768 p4 (AAAT)7 28 131932941 131932968 CATCCGAATTTTGAGACCAA CAATTCTTTCTCTTTTTCGTTGC 280

Ai10B28769 Araip.B10 28769 p3 (AAT)5 15 131936890 131936904 TGTGCGAACTTGCACTATCC TGATGAAAATTCCACCACTCA 240

Ai10B28780 Araip.B10 28780 p3 (AAC)5 15 131961290 131961304 CAGTTGAAATGCAAGGGTCA ATCCAGGTGAGGAAGCAGTG 183

Ai10B28781 Araip.B10 28781 p3 (AAG)5 15 131962105 131962119 TCAGGGGAAGTACCAATGGA TGAACCTGGATTTGGAAACTG 216



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B28786 Araip.B10 28786 p2 (AT)8 16 131967042 131967057 AAATTTCGCATACGACGAGG TGAAGCAAGTGCATTTGTGA 240

Ai10B28790 Araip.B10 28790 p3 (TTC)6 18 131977057 131977074 ACACAGCAGCAAAGTCCCTT GGTGGTTCACTCAGAACTCG 166

Ai10B28795 Araip.B10 28795 p3 (CAC)5 15 131985305 131985319 TCAGAAGCAGAAGCCAAAGC CTCGTGTTCCTCGTCATCCT 174

Ai10B28796 Araip.B10 28796 p3 (GAG)5 15 131986736 131986750 TTCCTCCTCCTCATCTGCTG TTCCTCGATGAAAACCACAA 271

Ai10B28797 Araip.B10 28797 p2 (CT)8 16 131987647 131987662 GGGAAAATAAAGACATCAACAAGA TTTCAGACCCGAAAATCCAG 268

Ai10B28801 Araip.B10 28801 c (A)10tctaattataatttttaattaaagtattatgtttagaattttaaatttaaattcaaatatac(T)1082 132005566 132005647 GATTCTCACCGTTGATATTCTGA TTTTCAAATCCAATTGCTTACG 237

Ai10B28803 Araip.B10 28803 p2 (TA)6 12 132007110 132007121 CAAAAACAAACGCCGTCATA TTTGGACTTCTTGCATCTTTCA 167

Ai10B28807 Araip.B10 28807 c (A)19cacaaacatgttgagcaccatatccctattatgaggatgtgatacttgcattgcgctca(TC)690 132012249 132012338 CATGCAACAAGCCAACATTT TTTTTGTTGTTGCGTTTGTGA 264

Ai10B28808 Araip.B10 28808 p3 (AAT)5 15 132014219 132014233 ACCAAATGACGGCTACAAGG AATCAGTCACAGACCCTGCC 245

Ai10B28809 Araip.B10 28809 c (A)10gaactatgacactcatattcatcaaaccattcaatcattacaacattatactttgattgctctaagagtccaggcc(TA)698 132015408 132015505 CAGTAGAATGCCATCCACCA ATCCCCGTTTTTAGTGGCTT 239

Ai10B28810 Araip.B10 28810 p3 (ACA)7 21 132015655 132015675 ATCCATTTTGGCCGTCATTA TAGAACATCCAGTCAGGGGG 246

Ai10B28812 Araip.B10 28812 p3 (TTA)5 15 132021281 132021295 GAAAAATCATTTCGATCAAGTATTCA ATAGCTCTTCCGGAGCCTTC 242

Ai10B28813 Araip.B10 28813 p2 (TA)7 14 132024638 132024651 TTGTCTGGTTGGTGACAGGA ACTCGCAGAGTTTAAGCCGA 204

Ai10B28814 Araip.B10 28814 p2 (TA)15 30 132028902 132028931 TGGTATGAGACAATATACACAGCAA GAGTCTCGTGTTGATAATGTGTTG 248

Ai10B28816 Araip.B10 28816 p4 (AATA)6 24 132031795 132031818 ACTACTCCAAGCACCAAGCC AAATGAAACTTCAATCCGCAA 273

Ai10B28817 Araip.B10 28817 c (T)10agttaggtccctatacaattaagctaattactactaagaggaaccttattg(A)10tttggtacaaggacccaattaaaag(A)10106 132033915 132034020 TTTTAATTGGGTCCCTGCAC CAGGTCTGTGCACCCCTAGT 269

Ai10B28819 Araip.B10 28819 c (T)10caattaggtccctcttgatagtaattggcttaattgtatagagaccctcttgatagtaattggcttaattttatagagaac(A)19110 132037432 132037541 TTTCCTTTTAATTGGGTTCCTG TGGATCTTTGCACCAATTTTT 210

Ai10B28828 Araip.B10 28828 p2 (TA)6 12 132061913 132061924 AAGAAAATGAAGTTTGGGTGTTG TTCATGCAATTCTCTCTCTCTTT 197

Ai10B28829 Araip.B10 28829 p2 (TA)6 12 132067367 132067378 TCTCGTGCTGATAACGTGTTG TTCATGCAATTCTCTCTCTCTTT 195

Ai10B28833 Araip.B10 28833 p3 (TGA)5 15 132076485 132076499 GAAAAAGCCAAAGCTGATGC TTCTGTTTTGCCCTCGTCTT 220

Ai10B28835 Araip.B10 28835 p3 (TTA)16 48 132078758 132078805 CAAAAACTGCATTTGGTGGA CATATCCCCTTTCCCGATTT 200

Ai10B28837 Araip.B10 28837 c (A)12ca(T)10 24 132085088 132085111 TCTCACAAAAATTGCGCTTG TGACATTGGGGTTTGGATTT 271

Ai10B28841 Araip.B10 28841 p2 (CT)6 12 132104825 132104836 GCAGAATGGGGCAGAAAATA AAGCCATTAACCAAAGAAGCA 200

Ai10B28845 Araip.B10 28845 p2 (AT)6 12 132118182 132118193 TGTTCACGAAACATGGCACT CCCCAATTGCCCATGTAATA 199

Ai10B28849 Araip.B10 28849 p3 (CTT)5 15 132128734 132128748 GCATAAAAGACAAACCCCCA CCCATTTGATCTCACCAACA 277

Ai10B28851 Araip.B10 28851 c (A)10gtctataaaattctttaaaattaaaataattacaccatgttaattcac(T)1371 132130448 132130518 ATCCTTCAATACTGCTGCGG TCGTTTCATTGATTTAACTTCAAAA 276

Ai10B28853 Araip.B10 28853 p3 (TTG)5 15 132137172 132137186 TCTCCTTCCAATCTGTTGGG TGGAAGGTGCAAGATGTCAG 276

Ai10B28854 Araip.B10 28854 p3 (TTA)8 24 132137305 132137328 CTGACATCTTGCACCTTCCA CTCTGTCTCTCCATCAAACGC 124

Ai10B28856 Araip.B10 28856 p2 (AG)8 16 132143763 132143778 CGAGACGAACAAAGAGGGAG TAAAATTCAAAGCGCGAACC 253

Ai10B28861 Araip.B10 28861 c (AG)8aagggagggggagaaagagcaca(AG)651 132156350 132156400 TCCCTCTTCTCTCTCTCCTCC TTCCCCTCCTCTCTTTCTCC 252

Ai10B28863 Araip.B10 28863 p2 (GA)6 12 132157056 132157067 AGGGGAAGAGGAAAGGAGAA CTCCCCTCCCCTCTCTTTGT 139

Ai10B28864 Araip.B10 28864 p2 (AG)10 20 132157249 132157268 GGAAGGAGAGGGAGAGAAGG CAGTGCACCGGTTTAAATTAG 211

Ai10B28868 Araip.B10 28868 p3 (ATA)7 21 132172124 132172144 TTTTCCGTTATATTTTGGTCAAG CCAAGGGTGACTCATGGTTT 101

Ai10B28870 Araip.B10 28870 p2 (AT)7 14 132174281 132174294 CATGAAGATGAAACCCAAATCA CGGCTTGTTGGCTTTCTAAG 236
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Ai10B28879 Araip.B10 28879 c (GAT)5tagaatt(AGA)6cc(TTG)557 132188220 132188276 TGACTTCTCTTCAATGGAGGC GGGTCCCACTTTCTTCTTCC 163

Ai10B28882 Araip.B10 28882 c (A)10ttattttttacaaaattttaaaagt(A)1752 132192075 132192126 TTGTCACCTCTCTCCCTCATC TCATGAATGTGAATGGCGTT 278

Ai10B28886 Araip.B10 28886 p4 (TATT)5 20 132205460 132205479 TCATTTATGAATCGGAGCAGG GGATTGCGGATTTGAGGTAG 268

Ai10B28893 Araip.B10 28893 p2 (TC)6 12 132214288 132214299 GCAGACAAACATGTCCGAGA GTAACGAAATCCCCCGAAAA 237

Ai10B28894 Araip.B10 28894 p2 (TA)6 12 132216882 132216893 TGCATTGGCTTGTTTTGTTC CAAGAGGGTGAAATGCCAAT 194

Ai10B28897 Araip.B10 28897 p2 (TA)6 12 132220726 132220737 TGCATTTTCAAAGGCATTTTC CATGCTACGTGGTCTGTCGT 214

Ai10B28900 Araip.B10 28900 p3 (AAT)5 15 132231020 132231034 TGATGGAAATTCGACACAGG CATGGCAATTGTGGTTCTTG 201

Ai10B28901 Araip.B10 28901 p2 (CT)8 16 132231140 132231155 CCATGTGAAATTGCACCAAC TGGAACTTCTGTTCTTTTGTGG 183

Ai10B28903 Araip.B10 28903 c (GT)7a(AAT)6aacaataaaaataataataatgaaataaataaataaataataggcgtagtagtgatagagtagtaaactttttgaatttgaagcttagagagaa(AG)7141 132233415 132233555 CCTCTAGACGGCTGTCGGT AAGCGTTGCAATAAAAGCAAA 279

Ai10B28906 Araip.B10 28906 p3 (TAT)6 18 132241757 132241774 CCATTGGAGAAACGTCCACT TGCCATTGTTAATGGAGCAG 195

Ai10B28909 Araip.B10 28909 p2 (TA)6 12 132244099 132244110 CCAAACGTTGGGACAAAAAC TCTTAGATCCCGCTGCTGTT 190

Ai10B28910 Araip.B10 28910 p2 (TA)7 14 132245734 132245747 TTCAATTCGATTGGGGTGAT CACCCTATTTCTACCTGTTCCTG 267

Ai10B28914 Araip.B10 28914 p2 (TA)8 16 132248544 132248559 AAACTCACATACAATCAAATTCACG CTAGTTGGAAACTCGCGTGC 258

Ai10B28916 Araip.B10 28916 p3 (CTA)5 15 132250612 132250626 TTTCCCTTGGTTTTATGGTGA CCACCGAATCCATCCTACAC 263

Ai10B28917 Araip.B10 28917 p2 (TA)6 12 132253678 132253689 AACAAGAAGATGGTCACTCAATTT TTGAGGTGCAATCCAATAAAGA 163

Ai10B28919 Araip.B10 28919 p2 (GA)6 12 132260129 132260140 CACAAACACACCCACCCATA TGATCCCTTTCCCTCACAAC 260

Ai10B28931 Araip.B10 28931 p4 (TTAT)6 24 132294179 132294202 TCATCCTTCGTGGTTTGTTTC TCCATCCTTTCAACAGCCTC 271

Ai10B28932 Araip.B10 28932 p2 (TA)9 18 132294439 132294456 GAGGCTGTTGAAAGGATGGA TGACAACTCCGAAAATGTCTTG 207

Ai10B28933 Araip.B10 28933 p2 (TA)8 16 132294703 132294718 CATTTTCGGAGTTGTCATGTTT TTGGGTTCATTATTTTTATTCTTGC 226

Ai10B28955 Araip.B10 28955 c (A)10gaagttcgttatccaaactgggccatattcaattaactttttaatagtcgctaaaataactgtatttaaaaactgactttttcttgat(A)12ctgaccttttttt(A)11134 132322462 132322595 AAAAATCCGAACACAAAATAACC CCCTCCTGTTTAATGAATAGAATTG 253

Ai10B28963 Araip.B10 28963 p2 (TG)7 14 132346017 132346030 TTTCCTTTTCACATTTGGGG ATCCCGTATGCTACATTGCC 278

Ai10B28964 Araip.B10 28964 p2 (GA)6 12 132348634 132348645 GCACCGGATAAAAACAATGAA CGTCGTCGTCTTCTTCATCA 244

Ai10B28969 Araip.B10 28969 p2 (TC)16 32 132356391 132356422 GAGATTTTGGCTATGAGCGG TCTCCTAACCCGGAGCACTA 247

Ai10B28972 Araip.B10 28972 p2 (AT)6 12 132372199 132372210 TGCTCCTATTTTAATTTATTATGTGCT CGACCATGTGACGATCAAAG 194

Ai10B28985 Araip.B10 28985 p2 (AT)11 22 132394445 132394466 TGAACGGGTAAGAGATTGGG CGATCCGATTCACACCTTTT 256

Ai10B28989 Araip.B10 28989 p3 (GGC)6 18 132406691 132406708 CGAGAGGTCTCGTTTCTCGT GGCTATAATCCCGGTTCGTT 182

Ai10B28998 Araip.B10 28998 p2 (TG)7 14 132428523 132428536 TGGATGCCTCAGAATCATTG TGCCGGATGGATTTTCTACT 272

Ai10B29000 Araip.B10 29000 c (T)10c(T)12 23 132434209 132434231 GAGTTTGACTCGGTGGTGGT TCCTAGCATTATTGGGTGTGAA 219

Ai10B29002 Araip.B10 29002 p3 (TGA)6 18 132436139 132436156 AACTTCGCCAACCCCTTTAT GGCCAACACAAACACAACAG 138

Ai10B29003 Araip.B10 29003 p2 (TG)6 12 132437335 132437346 TTGCACAAGTTCAACATACAACA TTGGAGAAGAAGGTTGGGTG 209

Ai10B29004 Araip.B10 29004 p3 (GTT)5 15 132442986 132443000 CGATGAAGAAGACCGTCGAT TCCCACTCTCATCATCCCTC 182

Ai10B29005 Araip.B10 29005 c (A)10gccaatgaattatagttcaaatggcatagtctcttcatactcaattaagaggttacgaattcgagtctcttatctttggt(A)10100 132443421 132443520 CGCAAAAGGCACTTAAACAA TTTTAATGCACTCCAAAGAGTTTT 276

Ai10B29006 Araip.B10 29006 c (AAAT)5aaggact(TAG)542 132445671 132445712 TGCAAAATTCAAAACTCCCC GGGAAACAGGCGAACTAACA 138

Ai10B29007 Araip.B10 29007 p3 (ACT)5 15 132448055 132448069 CATGGCTATTGGCATCTATGG CGGTGCCTCTAAGGCAATTA 228
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Ai10B29013 Araip.B10 29013 c (A)10tctt(A)10 24 132465533 132465556 TCTCAAGAGCAAACTCTTGTTTT GCTGCTAATGAAAATGGGCT 255

Ai10B29018 Araip.B10 29018 c (T)10aatttactcaagttttctctgttctcagttg(T)1051 132470403 132470453 CGCATTTTGGTTGAATTTCTG GCCAACCAAGAACAGAGAAAA 266

Ai10B29023 Araip.B10 29023 p4 (TATG)5 20 132486881 132486900 CATTCTTGTGTTTGCATTGCT TCTTTGAACCTCCTGTTGGG 162

Ai10B29024 Araip.B10 29024 p3 (TTA)9 27 132489401 132489427 TCGCATCAATTAAAGTGCAGA AAGCATCAAAAATTCCGCTC 188

Ai10B29029 Araip.B10 29029 p3 (ATT)9 27 132501050 132501076 TTACCAATGCATCAACCAGC TTTTGCAACATAAAACCGTAGC 214

Ai10B29030 Araip.B10 29030 p3 (TTA)5 15 132506307 132506321 TGCATCCATTAAAGCGCATA CGAATCCCTTCGAGAACCTA 231

Ai10B29034 Araip.B10 29034 p3 (ATT)11 33 132514574 132514606 TGCATCAAGCTATCAACCCA TTTTGCAACATAAAACCGTAGC 221

Ai10B29037 Araip.B10 29037 p3 (TTA)9 27 132524124 132524150 GTTCCATCTGCCTTACCTGC TCTTTTTCCAGAACCCCCTT 168

Ai10B29040 Araip.B10 29040 p2 (AG)10 20 132538008 132538027 TCCTTTCCATGCCATTTTTC AGGTGCTCACCCCAGTTGTA 220

Ai10B29041 Araip.B10 29041 p3 (AGA)5 15 132541449 132541463 GACTGCTGAAACCGGAGAAG CTGTACCTTGCTGGTGGGAT 228

Ai10B29050 Araip.B10 29050 p3 (CAT)6 18 132572112 132572129 TTCTCCATGAACTGCAGACG GTATGAGGAGGGGTCCGATT 222

Ai10B29058 Araip.B10 29058 p4 (TTTA)5 20 132620510 132620529 TTTTGAGGCGATCTTTTTGA TCAAAGAGGTGGAATGGTGA 153

Ai10B29069 Araip.B10 29069 p2 (TA)6 12 132646541 132646552 GATGAATATGTCTGGTGTGCTGA TCTTGGAGTGCCTTTCACACT 116

Ai10B29071 Araip.B10 29071 p2 (AC)7 14 132647051 132647064 GCTTCGGTTTGGCATTCATA TCCTATCCATAATGCATGGTCTT 277

Ai10B29073 Araip.B10 29073 c (T)10ggtgactgcatggcatacaataaatcttagtatatctattttttctcctgt(A)1172 132652713 132652784 TAACCAACGGATCACATGGC GCATCTCCAATAATCTGTGTTATCT 140

Ai10B29074 Araip.B10 29074 c (A)10gtcacaatttgttttatttaatattcattgcgacaattaataaatgttaaataagacaaattctgactatttttaacta(T)1099 132653177 132653275 CTTGTTGATTGACCAAGGCA TGCTGCCCAATAAAATAATACG 217

Ai10B29075 Araip.B10 29075 p3 (TTC)5 15 132653887 132653901 TTATGCGTTTCGCTCGTACC TTGAACCACATCTCAGCCAC 238

Ai10B29076 Araip.B10 29076 p2 (CT)8 16 132662043 132662058 CAAAGCTTAGAAGGGCCACA TCAATTTCCATAGCTGCTGGT 109

Ai10B29080 Araip.B10 29080 p3 (TTG)5 15 132667066 132667080 TTTTTGGAGGGTTTGCTTTC TAAGCCACATGATGCAAGGT 148

Ai10B29084 Araip.B10 29084 p2 (AT)6 12 132671653 132671664 TCTTTTGGAGCCTTGCCTAA TCTATCCAAGACATTGCATCTCA 235

Ai10B29086 Araip.B10 29086 c (CA)6actagaagagctatatctaattctaccataagtatagagaaaaaggatacattatttcatgttgcattcttt(TTTA)5104 132672074 132672177 AAACCATAATGGGGGAGAGG TTTGGAGATTGGAAAGTGGC 217

Ai10B29089 Araip.B10 29089 p2 (AT)6 12 132679706 132679717 ATTTCATTCGAGGTAGGGGG AACATGACGCATGCCAAATA 264

Ai10B29091 Araip.B10 29091 c (TTA)5cttctctgaaagattatttacgaagtattttcacgttttgcacaagtcttg(A)1076 132681477 132681552 TGAATCAGAATTTGTTTGAGTGTC TTCAATGCCTCATACCCCAT 222

Ai10B29093 Araip.B10 29093 p2 (AT)10 20 132691687 132691706 TCAAAGCAAGAGGGAAGTTAAAA ATCATGCATCGTGAGTTCCA 183

Ai10B29096 Araip.B10 29096 p2 (AG)14 28 132696547 132696574 TCTCAAAATGGTGATTGGCA GAATGCTTCATGCGTGTTTG 212

Ai10B29097 Araip.B10 29097 p2 (CA)9 18 132699507 132699524 CACCCCACAATACCCAAGTC TGCACAAACAATCTGGACTGA 246

Ai10B29099 Araip.B10 29099 c (A)10ttttcaatgaaaaaatattttttttagcgtgtttggtaaatttctaatagtaaaagtaaaagtactag(A)1088 132707080 132707167 TGTAAGTGCTTGTTTGAACTTCATT TGAATAACGCATGCAAAAAGAT 280

Ai10B29101 Araip.B10 29101 p2 (AT)8 16 132716554 132716569 TCCGCATTAACAATGCTCAA CCAAAAATGCCTAAGACCCC 144

Ai10B29102 Araip.B10 29102 c (TTA)6ttgtgattactgtaactgttattgctattattattaatgttgttattgttattg(TTA)587 132717266 132717352 TCTTGATCATCCTCAATGGG ACGATGGTATTCCACTTGCG 271

Ai10B29103 Araip.B10 29103 p3 (ATT)6 18 132717783 132717800 AAGTGGAATACCATCGTCGC CGCCAATGACTCCACCTAAC 256

Ai10B29106 Araip.B10 29106 p2 (TA)10 20 132724365 132724384 GTATGGACTGCGTGTTGGTG CGAAGTGCATAAGGCTGTGA 277

Ai10B29109 Araip.B10 29109 c (T)10catttttttatttgattttttcttttttttattcctcttcctctttcaccatcatta(TCT)582 132729890 132729971 TGATCATCATCACCATCTCTTCTT TGATAATGAGGAGGAGGAGGAA 274

Ai10B29113 Araip.B10 29113 c (A)13gaagaagaagaataaagtgaaaaaaaacaaaaaaaagaagaaaaaacc(A)1273 132761982 132762054 AGAGTCCAGTGTTTGTCGCA TCACGAACATTTGAAGCACG 257

Ai10B29114 Araip.B10 29114 c (A)10taatatatgaaaaggacaataattataaggaagataatttc(T)14gatttttttcttcttttttttgttttttttcactttattcttcttcttc(T)13127 132766423 132766549 TCACGAACATTTGAAGCACG AGAGTCCAGTGTTTGTCGCA 260



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B29115 Araip.B10 29115 p2 (TA)6 12 132767447 132767458 CATCAAGAAATGCTCTTGAAGAAT TCAAATGCAAATCTCTCTCTCTTT 223

Ai10B29117 Araip.B10 29117 p2 (CT)20 40 132769484 132769523 TTGCTTCCTCACACGTTTTCT TAAGGTGGGTGGTGAAGGAG 276

Ai10B29118 Araip.B10 29118 c (AAG)14aactcaccgttgaacgaacgagagggagggaaagcagacggc(GA)9gttagggttttggggccttatggtttatgcttgaag(T)10148 132774127 132774274 TCTCTTCGATTTCGGCATCT TAACCCTTCAACCCATGACC 264

Ai10B29119 Araip.B10 29119 c (T)12aaattatgcca(T)1134 132774452 132774485 GGGGCCTTATGGTTTATGCT TCACTTCCAGCCCTAGCTGT 276

Ai10B29126 Araip.B10 29126 p3 (ATT)5 15 132789629 132789643 TCCACGTGACAATGATTGAG CGTTGCATTTTTAGTTTGGGA 220

Ai10B29128 Araip.B10 29128 p4 (TTTA)5 20 132793178 132793197 TTGTGTTTAATAGAAGTGTTTTTGTGG TGATCAAGCGGTGTCATCAT 274

Ai10B29129 Araip.B10 29129 p3 (AGA)5 15 132793688 132793702 AAAAAGAAAGCAACATAAAGGTATGAA TGCAAAGGGTTTTCTCAACA 244

Ai10B29131 Araip.B10 29131 p4 (CTTC)5 20 132803689 132803708 GGTCCCTAAGATCCACACGA AGAGGGTCAAGGTAGGAGGC 239

Ai10B29136 Araip.B10 29136 p4 (ATTT)5 20 132807924 132807943 GTGACGATTGACGAGTGTGG ATCTTGGTAGCGAGTGACCG 224

Ai10B29137 Araip.B10 29137 p3 (CTT)5 15 132816670 132816684 AGCAAAAAGGGTGTCGAAAA CAATTCCTCGCAGAACAACA 204

Ai10B29138 Araip.B10 29138 c (TC)6ctttctctcttttccttttctttctctctctgccccttcctctctttctcccctcccctctctttgtctt(TC)898 132819818 132819915 GGGGTGTTCATGGTTCAGTT GATAAAGAGGGAGAAAAGGGG 279

Ai10B29140 Araip.B10 29140 p2 (GA)6 12 132820724 132820735 TTTACGCTCTTTCTCCCCCT TCTCTCTCTCCCTTCCCTTCTT 279

Ai10B29141 Araip.B10 29141 c (GA)7aataggagagagaaagagaaaaaaggaaaaaaagaagagagaaagaggaagagagaaggaagg(GA)7ggagggagaggagagagagaaacaaaaggg(GA)8agggggaagggagagggagagggagg(GA)19201 132820851 132821051 GAGGAGGGAGAAGAAAGAGAGAA TTTCTTTTACAACAAATGAGATCAAA 280

Ai10B29142 Araip.B10 29142 p2 (AT)7 14 132828667 132828680 GTTGCCAACCTGGTTTGTCT TGAAACACCTAGGTTCTTGGAAA 252

Ai10B29155 Araip.B10 29155 p3 (ATA)7 21 132852923 132852943 TGTGGAACACTTTGGTACCAGTT TGCACGGAACTCAAACTGAA 226

Ai10B29159 Araip.B10 29159 p2 (AT)6 12 132861107 132861118 GAGGGTCGTCCACTTTGTGT AAAATTTTCTGGATCCGTCA 195

Ai10B29162 Araip.B10 29162 p3 (TAA)7 21 132877088 132877108 GCTTTAAGCTTGTGGATGCC TTGTGAAATGAAAAAGGGAAAAA 242

Ai10B29168 Araip.B10 29168 c (AC)13(TA)6 38 132892889 132892926 TCGAGGCTTTTGACAAAGAAA CCCAAGGTTTACTTGCTGGA 278

Ai10B29172 Araip.B10 29172 p2 (CT)7 14 132899975 132899988 GTGCTCGAAGAACAAAAGGC ACGTGAGCGACAGGAATCTT 179

Ai10B29178 Araip.B10 29178 p2 (CT)11 22 132909482 132909503 TGATCGAACTCGTTCTGCTG ACTGAGTTTTCACCCACGGA 101

Ai10B29179 Araip.B10 29179 c (T)10gtattaaaatcgtcctttttaataaaatttttaatttaattcctaaactacccctattttaataaaaaaaaataaaaat(A)1099 132909799 132909897 TTGTAATTTTCGAATTAAAATCGTC CCTCTGGTCGTGATTCCG 278

Ai10B29182 Araip.B10 29182 p4 (TCTT)5 20 132928530 132928549 ACTGTTCCCAAGGTCCCTCT ATGTGAAGCCATCCACATCA 277

Ai10B29187 Araip.B10 29187 p2 (AT)8 16 132943836 132943851 CTGAAGCATAGATGCAACGTG CAAAAATACATCGGTTAATCTCTAAA 275

Ai10B29192 Araip.B10 29192 p6 (TGAAAT)5 30 132959057 132959086 CTGCGAACCTCTTTAGCCTG GAAGTAACGGTGGTGCGAAT 229

Ai10B29196 Araip.B10 29196 p2 (TA)10 20 132995469 132995488 CTGCATGTATAAGGCGGGAT AATGTCAATTAAGCTGGCTGC 119

Ai10B29197 Araip.B10 29197 p3 (TGT)6 18 132997155 132997172 CCTGTTCATGGAGGTTTTGG TCATTCAAGAACACCAATCCA 278

Ai10B29199 Araip.B10 29199 c (T)10ccggcttaagtaaatttcatcactctttatt(A)10cacaacatattaactccatag(A)1082 133009878 133009959 TTGACAACTTGCAAATCAACAT GGATTGGTAATTGACAGTGGC 269

Ai10B29202 Araip.B10 29202 c (TA)6tgttggttaactcttttataatatgtattttatattttaatatattttataaaagtaactaatttaataactaattttttatgtgcatcta(T)14117 133013302 133013418 TTCATATAGCATGAAATGAATGTCT CCAAAATAAATTGGCTTTTTGC 262

Ai10B29203 Araip.B10 29203 p3 (ATT)6 18 133014881 133014898 AGATCAGAACTCGCATCGCT TTCCTTCACTAGCAGCAGCA 247

Ai10B29204 Araip.B10 29204 p3 (ATT)5 15 133015457 133015471 CTCAAGGCGGAGACAGAAAC AAGAAGTCACCACCACCACC 196

Ai10B29205 Araip.B10 29205 p2 (TA)6 12 133015960 133015971 TATGTGCCACTGCCACTGTT TTTGGGGTGAGTGGTTTCAT 218

Ai10B29208 Araip.B10 29208 p2 (AG)8 16 133023891 133023906 ATGCATCAATTGCATCATGG TTATGACGTCCGAAATTCCA 265

Ai10B29209 Araip.B10 29209 p3 (AAC)10 30 133028881 133028910 TGGCAAGTTGTTACGTTAATGG GGTGGACAATGTTTGGCAAT 113

Ai10B29210 Araip.B10 29210 p5 (ACAAA)5 25 133044221 133044245 CACCATCTCCCAAAATGCTT GAGTCACGTGGAGCAATTCA 151



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B29212 Araip.B10 29212 p2 (AT)8 16 133046378 133046393 TGCCTAGCATGTCTTTGGTG GCATCCTCCAACAAACGAGT 148

Ai10B29215 Araip.B10 29215 p3 (AAG)5 15 133050362 133050376 CTCCACTGGGTTTTTCCTGA CAAAAACCACCTCTTCTCGC 190

Ai10B29218 Araip.B10 29218 p3 (AAG)5 15 133053313 133053327 CTACGGTTAGACCGGTTGGA AGCCACTAGGTTTTGGCTGA 207

Ai10B29223 Araip.B10 29223 c (A)10ttcctaattcttttacttttactattagaaatttactaaatatactaaaaaataaaaaagatattttttcattgaaaaaataa(T)10103 133062335 133062437 CGAGGCCAATATCTTAACCG GTGCTTATTTGGACGCGATT 253

Ai10B29234 Araip.B10 29234 c (TA)11(CA)7 36 133090313 133090348 TTTGACTCGCTTTGACCACA GCTCCCCACACTCAAACATT 184

Ai10B29235 Araip.B10 29235 p2 (AG)6 12 133090972 133090983 TGAAACTGTGGGGGAATCAT TCAAGAGTGCACAAACATAAGGA 240

Ai10B29238 Araip.B10 29238 p2 (TA)9 18 133093129 133093146 TTTTGCAGGGTGACCTTTTC TGATGATGTTTTTGTGATGCAA 236

Ai10B29242 Araip.B10 29242 p2 (GA)10 20 133106979 133106998 ATCATGATGCACCAGAACCA AATCAGAGCAAGTGCAGGCT 278

Ai10B29246 Araip.B10 29246 p2 (CT)6 12 133114879 133114890 GTCCTAGGAAGCTGTGTCGC TCCAAACAGAAGCAAGGTTGT 125

Ai10B29260 Araip.B10 29260 p3 (TTC)6 18 133162293 133162310 CATTTACGCATCCCTCACCT TGAGGAAGAAGGGGTGAAGA 211

Ai10B29261 Araip.B10 29261 p2 (AT)6 12 133165136 133165147 GGAAAATAAAACCACCCCAAA TGAGGTTAAGGTAAGGGTGAGG 242

Ai10B29262 Araip.B10 29262 p5 (CTTTT)6 30 133169282 133169311 TTTTCACGAAGCATTATTTGGA TGATTTGTTGGCTGAGTTTTT 180

Ai10B29265 Araip.B10 29265 p2 (CA)6 12 133179788 133179799 ACATTGTCAAGTGCCCAACA TGGTGCTGAGATTTTGGTTG 254

Ai10B29267 Araip.B10 29267 p2 (AT)6 12 133185335 133185346 GGGAATTTTGTCCCCTTCTT TGTGGGGAAATCTGGAAAAC 204

Ai10B29268 Araip.B10 29268 p3 (TTA)15 45 133204021 133204065 GAGGATCCTGAAGGAAATATTGG CTTGCACTATCCGCAAGACA 213

Ai10B29270 Araip.B10 29270 p2 (CT)8 16 133216429 133216444 GGCCGAAAAGTCAACCCTAT GAGCTGCGAATTCAAGAAGG 141

Ai10B29272 Araip.B10 29272 p3 (TGA)5 15 133220864 133220878 TCTGCTCCTCCTCTTCGTTC GCAGCTACAAGCAGAAAAACAA 269

Ai10B29273 Araip.B10 29273 p3 (TTA)17 51 133222988 133223038 CGGGTAATTGAAATAGATTATATACGG GATAATGGCACCGGTCGTAG 257

Ai10B29275 Araip.B10 29275 p3 (ATT)9 27 133229220 133229246 CTTTCTTGGATTGTCCGTCG TCCCAGATTCCAAGGTAGCA 139

Ai10B29277 Araip.B10 29277 p3 (TTA)8 24 133231265 133231288 GTGCTGCACAACAATATGGC CGGGTCAAAATGTCATCAAA 255

Ai10B29279 Araip.B10 29279 p3 (AGA)5 15 133240552 133240566 TGCAAATTAAACCTGCTGCAT CATTTTTGGCCCTCTCCTTT 280

Ai10B29283 Araip.B10 29283 p3 (ATT)5 15 133245641 133245655 CTTTCTTGGATTCTCCGTCG TGTTATCAAAACCCGTTGTTCTT 171

Ai10B29284 Araip.B10 29284 c (A)10gtagttgataatttagtttgcacttattattattctgtgtgaaaaaaatttcagttccatcaat(A)13gaaaacat(A)10105 133246598 133246702 TGTAAATGCCGAATTTTGTCT CAATGCATGCAGCAGGTTTA 271

Ai10B29287 Araip.B10 29287 c (AACCG)5catatattaca(AAT)43165 133259963 133260127 ATCGGTTTTATTGCGGTTTG AGGGTTTCAAATGGGAATCG 269

Ai10B29290 Araip.B10 29290 c (A)10gcaagtttcttaaatttttgcccttatttgttatttttgtgcaaataatatcctttaattgcaatttat(A)1089 133273039 133273127 TTAGGGATGTCACTGCGTTT GGACGAAAACTTAATTTCAATGC 252

Ai10B29293 Araip.B10 29293 c (A)10gaaacaaaaataattacaagataaattctaactata(T)1056 133278351 133278406 TGCACCTTCTCCTTTTGTTT TGGATTCCTTCATAATTGATTGC 188

Ai10B29296 Araip.B10 29296 p2 (TA)6 12 133288496 133288507 CAACAAGTGCAGCCTAACCA GGCATATCCCATGGTTTGTT 200

Ai10B29300 Araip.B10 29300 p3 (TCA)5 15 133303127 133303141 AGGGTTAAAGACCGGAGGAA GATGATCAACAATTTGGGGC 247

Ai10B29301 Araip.B10 29301 p3 (GCT)5 15 133303377 133303391 GCAGGGTTGAAGTTGGTGAT TTTCTTTTGGGCCAATTCAG 253

Ai10B29309 Araip.B10 29309 p3 (TTA)9 27 133341740 133341766 ATAGAAGTGACACGAGCGCA AACCGGAACTTTCATAATCAGC 144

Ai10B29312 Araip.B10 29312 p4 (ATAA)5 20 133345968 133345987 TTGGATGAGAATACATGCGG TTGATTGTTTTAGCCTTTGCAC 148

Ai10B29313 Araip.B10 29313 p3 (TTC)5 15 133346444 133346458 TCAGCTGGATCAACATTTTCC TGTTTGGGTCATTTTTGCAG 218

Ai10B29315 Araip.B10 29315 p2 (GA)18 36 133349107 133349142 GTTGACGAGAAGAGTTCGGC AGTAGCAGCCCTCCTAACCC 145

Ai10B29317 Araip.B10 29317 c (T)11gatttggatgattctttatattgttttggacttttggttctttttgtttttgaaatttcga(T)1082 133349934 133350015 TGTGGCTCTTCTTCTCCTCC TTTCCATTTATTACGCTAATTCCTC 244
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Ai10B29319 Araip.B10 29319 p2 (GA)6 12 133351487 133351498 AAGAAGTGGATCGCGATGAG GGAGCTAAAAGGTTACAAGCCA 275

Ai10B29321 Araip.B10 29321 p3 (GTT)5 15 133358717 133358731 ATTCACGGATGAGAACGACC CACCCTTGGACCATTGTTCT 192

Ai10B29324 Araip.B10 29324 p2 (TA)8 16 133370529 133370544 CGAGATCTATTAATCTTTATCCAATGA TGACCACAATCCAATCAATCA 252

Ai10B29325 Araip.B10 29325 p4 (AAAT)5 20 133371286 133371305 TTCATCCCTCAATATTCCAAA TTGTGGTCATCAAATGAAAAGTG 249

Ai10B29326 Araip.B10 29326 c (T)16cgcttaataaaagg(T)1040 133373715 133373754 GAGGCAGCTTGTCAACAACA CGGCACACTGGTGAATTAAA 268

Ai10B29330 Araip.B10 29330 p3 (AGA)5 15 133393942 133393956 GATGACAAGGACGAGCACAA GTCGCTTTCATGGTCATGGT 105

Ai10B29332 Araip.B10 29332 c (A)10tggcatcttaccctttggcatagttggaaagagggaaggaacctagaacc(T)10caattttaaacagggtataattaca(T)10105 133399491 133399595 TTGCGTATCGTCTCGAATTG TGCCATTGAGTTTGTGACCT 187

Ai10B29335 Araip.B10 29335 c (T)10cttgttgatataagacggattctagaataattgctatatagg(T)1062 133405103 133405164 TCTGTTACGGATCGAAATTTTATT AACAGCTCGATGCACATATTTTT 237

Ai10B29338 Araip.B10 29338 c (A)17ctagcaacataaaaaataattaggagaattattagaa(T)1165 133421385 133421449 GTCCGCGGATCAAAAGATTA AAAACCATCCAGCTGAGTGAA 216

Ai10B29339 Araip.B10 29339 c (T)10aaatataaaacttataatttatttagttttaaaatat(TAA)5tggttaagtatgattttggtccttaaggtagaggccgaaaatttatttcgtctccaa(T)11130 133421622 133421751 TCACTCAGCTGGATGGTTTTT AGAAGGAGCAGTTTGGTTCG 280

Ai10B29340 Araip.B10 29340 p3 (ACA)5 15 133421912 133421926 TTCGAACCAAACTGCTCCTT TTTCTGCTCCTGCTTCTTCTG 190

Ai10B29344 Araip.B10 29344 p3 (CGT)5 15 133437383 133437397 GCACCTGCTCCTACTTCTGG AGCAACGAAGACGAAGAACC 130

Ai10B29348 Araip.B10 29348 p2 (AT)7 14 133443251 133443264 TGATCGACAAATATAATACACCGAA CATTGAAATGGGGAAAATTCA 112

Ai10B29352 Araip.B10 29352 p2 (AT)7 14 133450820 133450833 GAAAAGAAAAAGGCTTGCCA GACCTTTGCAGCTTTGTGTG 242

Ai10B29356 Araip.B10 29356 p2 (TA)6 12 133459048 133459059 CAAACGTTGGGGACAAAAAC CCTAATTCCCACCCTTCACA 266

Ai10B29358 Araip.B10 29358 p4 (TTAT)5 20 133463764 133463783 GGGAAATCTAAATGACGGGA TGTGGTTGATCAGAATCAATGC 217

Ai10B29359 Araip.B10 29359 c (TC)8actttgtaaagtggtgagcatccaatttatttatttatgaaagaatgctttgtatatttgatgtt(ATC)699 133464366 133464464 CACCCATTCTTCCTCTGCTT GCCCATTTCTTCTCCTCCTC 193

Ai10B29365 Araip.B10 29365 p2 (TA)8 16 133477730 133477745 GCTGAGGATTGGGTTGACAT CTTCCCCAATCTTCCTCACA 277

Ai10B29371 Araip.B10 29371 p3 (ATT)5 15 133488584 133488598 GTTGCCATTACTATTGCCGC TTTGTGTTGTTTAAATTTGTATTATGC 253

Ai10B29373 Araip.B10 29373 p2 (AT)10 20 133496843 133496862 TGTTCTTTTATTAACCAAGTCCACC GAATCTCAATAAGAATTGGCTTCT 219

Ai10B29374 Araip.B10 29374 p2 (TA)6 12 133497236 133497247 ATTTTAAATTGTAGTGGGAGCAA CTAACAAGCCGCCAACTTTC 248

Ai10B29376 Araip.B10 29376 c (TCT)20acctttattattgttgtttctggttacttctgcttctgattgattatattgttttattgtta(TTG)5ttctatttctgtttttgctcctgcttcttctgtttctacttgattccattgttgattcatcgatgattca(TTG)5222 133500160 133500381 GTGCTTTGATGCGGTTTTG AAACAGAAGCAGAAGCAGCAG 276

Ai10B29377 Araip.B10 29377 c (T)10attttttttgcaagactcattaaggatt(A)1149 133503327 133503375 TTCATCAATTAAAAAGTACATATGCCA GGCTTGGCTTGCTTAGACAC 277

Ai10B29380 Araip.B10 29380 c (T)10ggtcaac(A)11caccatttaacaatggattttc(T)1060 133504364 133504423 AGAAGGGAGAAGAGTGTCATTTT TTAGGCGTGACGAAGAAAGG 219

Ai10B29382 Araip.B10 29382 p3 (CTT)5 15 133506493 133506507 TATTTTGCCTGCCTTGCTCT CCGAGGTAGAATTGGAGCTG 239

Ai10B29383 Araip.B10 29383 p3 (CAA)6 18 133507433 133507450 ATGCCAACCACTATGGGAAG ATTCATGTAGCCGATCCCAC 215

Ai10B29390 Araip.B10 29390 p3 (TCA)5 15 133519151 133519165 GCACAACATCAGAATGTGGC AATTGTCTCACTCGAACCCG 259

Ai10B29396 Araip.B10 29396 p2 (AT)8 16 133524340 133524355 TGTAAGGTTCAACCACAGCG CATTTCTTACCTCCCTGTACTTTTG 257

Ai10B29399 Araip.B10 29399 c (A)10ggtagcagaagttccaaattggttaaatgaacctttcccatgtttgttggttttctcttcc(T)1081 133526398 133526478 CATGCAATGTTTCAAAGGCA TGGAAAATTCTTTGAATGCCA 255

Ai10B29400 Araip.B10 29400 c (GA)8tggaaactggaaagggaaccgtcaaagctgtggctctcatcgtcggagataacaacgtcaagggttctattcacttccttcaccaatccaatggt(TTC)13150 133527815 133527964 TCCAGAGATTGAAACAAGAAAACA GCAAGCATCCATCGACATAC 223

Ai10B29402 Araip.B10 29402 p3 (GAG)6 18 133539156 133539173 ACCAGAAGCGCCAGACTCTA AGATGGCAAAAACAAATGCC 245

Ai10B29406 Araip.B10 29406 c (A)13tcataatttcataattcatataaaaaatatttttgtattttttacaaaagtaaaaaataaaaacttattttaacaatataaatagataattcaaaacc(A)16127 133544627 133544753 CAATTGCTTTAAGAGAAAGTAAATGAA CCCCAACAAGGAGAAAATCC 208

Ai10B29410 Araip.B10 29410 p3 (TTA)7 21 133550335 133550355 AAAGGTTTTCACAAGTGTTAGGTG TTGGGAGATACCGTGGGTAA 274

Ai10B29411 Araip.B10 29411 c (ATT)7aacgcacgtgaatactacacacaaaattgggtttacaaaga(T)1072 133550533 133550604 TCCATTTAAGGGTCTGTCGC TTGGAGGTTGTTCAATCCACT 208
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Ai10B29423 Araip.B10 29423 p2 (AT)11 22 133569393 133569414 TCACGAGCTGGCTCAAATAA CCGAGCTTGAGCTTGGATAA 274

Ai10B29425 Araip.B10 29425 p2 (TC)7 14 133570575 133570588 CTCTCTCTCCCTCTCTCCCC TCCTTTTCCCTCTTTCTCCC 204

Ai10B29431 Araip.B10 29431 c (A)10ttaatacatttgagatataccaacaagtgacgatacaa(AT)1068 133589550 133589617 TGTTCTCTCCTATTAATCCCTTTTT TTAGATCCTTGAAGCCGCAT 249

Ai10B29432 Araip.B10 29432 c (TGA)5tggaccgtcgtacattaacaatgctctaa(TAT)559 133594600 133594658 AATCCCAGAGGCCTAATTCC TTCTCTCCCACCTCTCATGG 260

Ai10B29443 Araip.B10 29443 p4 (AGTT)6 24 133631408 133631431 ATTTTCTATCCGTGCGTTGC TTCCTATAACCATGCCACCC 240

Ai10B29448 Araip.B10 29448 c (T)16gttattcaagagaactttattgataatattttagaattaaatatgcttaaacaggtgaaaaatata(T)1193 133645264 133645356 GCATATCCGCACATCACATA TTTTCAAATTCCATTTGGCT 280

Ai10B29455 Araip.B10 29455 p3 (AAT)5 15 133658115 133658129 TGCAATGCTTAACAAAGATGAAA GCCGGTAGGGATATATTTGATG 279

Ai10B29462 Araip.B10 29462 p6 (AAAATA)5 30 133669151 133669180 GAAATGTTCGTGCGTCCATA AGAGGTGAAAAGCGCACAAT 149

Ai10B29468 Araip.B10 29468 p2 (GT)6 12 133686979 133686990 GGTCAGTTGATGCTGACCCT TCAAATGCCCCATTGGTAGT 202

Ai10B29469 Araip.B10 29469 p2 (CT)14 28 133690954 133690981 AATGGTTACCTGGTGTGTGGA CAAACAAAAATAACAAGTACATGGAAG 259

Ai10B29470 Araip.B10 29470 p2 (AG)14 28 133692702 133692729 TAGTCTCCACACGGATGCTG AGGCCATGACATTTGAGGAG 203

Ai10B29471 Araip.B10 29471 p2 (CT)8 16 133695005 133695020 TTTCCCTCCAATTCCTTGTG GGGGTTGGCAAACCTATTTT 222

Ai10B29472 Araip.B10 29472 c (CT)9(AT)9 36 133696174 133696209 AGTTCCTGAATGTAGCCGGA TGTCCCAAGCCCAGATAAAG 189

Ai10B29476 Araip.B10 29476 p2 (AT)6 12 133709846 133709857 CACGCATATTTCATTGACCC CCCAAATATGATGCTAGGGC 125

Ai10B29477 Araip.B10 29477 p3 (TAT)5 15 133710049 133710063 GGCCCTAGCATCATATTTGG TCCTTGGAGGGATGAAATTG 214

Ai10B29479 Araip.B10 29479 p2 (TA)6 12 133713538 133713549 TCATCCAACGGTTCTCAGGT TTCTCACTCAGATGCCATGC 241

Ai10B29481 Araip.B10 29481 p2 (TC)25 50 133721418 133721467 GCCCCTTTCTCGAAGTCTCT GGAAGTCGTAGAGAGGCACG 208

Ai10B29482 Araip.B10 29482 c (A)12gtacatatgaattgaga(T)1140 133723242 133723281 AATTAAGAGGTCGCGGGTTC GTTTGATAACGGCCTCCAAA 197

Ai10B29486 Araip.B10 29486 p2 (TC)6 12 133726824 133726835 AGACCAGCAAAGCCGAGATA TTTGCCAGCATCTCTGTGAC 228

Ai10B29494 Araip.B10 29494 p2 (TA)11 22 133749021 133749042 GGTTCGATTTACGCCTGGTA CATTTTCTTTTTAATCGGCCC 238

Ai10B29495 Araip.B10 29495 p3 (ATG)7 21 133749756 133749776 ATCTCCGTCCTTTGCAGCTA AGCTATCGTAGCGGACTCCA 198

Ai10B29498 Araip.B10 29498 p4 (TTTA)5 20 133754540 133754559 ACACAAACAAGCAAATGCCA TTGGGTAGCTTGCACAACAG 114

Ai10B29500 Araip.B10 29500 p2 (AG)6 12 133755901 133755912 ACCAGCTAACGCACGAAGAC CAAACCCTAAACAGGCCCTT 141

Ai10B29505 Araip.B10 29505 p3 (AAC)7 21 133770892 133770912 CAACACTGGCCATTTCTTACC AGCCTTGGTCGATTATGCAC 207

Ai10B29509 Araip.B10 29509 p3 (ATT)15 45 133774544 133774588 CCGGATGAAGCATTTCTTTC TGGATTTAATGGAGAAAAAGAACC 153

Ai10B29510 Araip.B10 29510 c (GT)6gagtgtgttgtatgaccccaaaaaaaataaattttggtgttggctttcaacagtgttttcaaataatatagagacttgatgta(T)13108 133782910 133783017 CTCATGAAGCCACACCAGAA CCTACCCATTGCCAGCTCTA 228

Ai10B29512 Araip.B10 29512 p4 (GTAT)5 20 133788186 133788205 CTATGAACGCAGGGAAGGAA ACCCTCAACTCTCGCACATC 240

Ai10B29514 Araip.B10 29514 p2 (TC)6 12 133791163 133791174 CCTTCTTCTTCAACACTGCCA CGTTTCTGCAACGAGCAATA 123

Ai10B29515 Araip.B10 29515 p2 (AT)11 22 133793353 133793374 AGGTGCACCCTTCATTTGTC AAATCTAAAGACCCAATTAAAAATTCA 271

Ai10B29516 Araip.B10 29516 p3 (GAT)5 15 133796563 133796577 GTCGGTGAGTGTCATGTTCG TTGGAAAGCACTGCAGACAC 172

Ai10B29523 Araip.B10 29523 c (T)10gtttctgacttttttt(TTG)541 133805089 133805129 CGCTAACTCAATTTCGCTCC CCGTGAAGAACATAGCCTGC 219

Ai10B29527 Araip.B10 29527 c (T)10(A)10 20 133810458 133810477 GCACAAAACGTCAAAAAGTTG TCTGGGGCCATAAAGAATTT 275

Ai10B29528 Araip.B10 29528 p3 (ATA)10 30 133811923 133811952 TGTGTTGCGCAAGTTCTCTC CACCAAATCTCTCCGATTCC 226

Ai10B29539 Araip.B10 29539 p3 (ATT)6 18 133830317 133830334 TTTGACCAACCACAATCCAA TTGACCCTTCTTGAATATTTTTCC 271



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B29540 Araip.B10 29540 c (A)10tattttaaacttttcattt(A)1039 133830710 133830748 TTTTTGTGGGTTAATTGGAACC GTGGGACAAGGCTTTGTTGT 143

Ai10B29541 Araip.B10 29541 p3 (TTC)5 15 133834450 133834464 TGAGTTCAGCTAACCATCTAACTAAC TGTTGGTTTTGTTGAATCTGG 268

Ai10B29544 Araip.B10 29544 p2 (GA)6 12 133841747 133841758 TGTGGGTGGGTGATAGTGAA ATCATCATCATCGCTGCATT 105

Ai10B29545 Araip.B10 29545 c (TCC)6tcattctcctccttctctttcgcgttccttctttttcacgtgttttctccttatcgttgttcttttgttgttgttgctactgta(T)10112 133842939 133843050 TCTCACGCTCGTTTATGCAC TCGGTTCATTTCTGTTCTGC 249

Ai10B29546 Araip.B10 29546 p3 (GAG)7 21 133843553 133843573 TGGTGTTGTTGGTGATGACA CGCGCTTCTTCTTCTTTCAA 115

Ai10B29548 Araip.B10 29548 p2 (TA)11 22 133849543 133849564 ATTTTAACAAGCTCAAGATGAAGTT CAATCTTTGTTTTTGTTGTGTAGGA 257

Ai10B29550 Araip.B10 29550 c (A)11gaaaagaacatagtggcagtgggtgt(TGA)552 133852951 133853002 AATCGAAATCGTCCCTCGTA TACCTCCATCACCACCAACA 279

Ai10B29551 Araip.B10 29551 c (A)11tcctttaaattg(A)1033 133858248 133858280 TACCCGAATCTGAAGGGATG AAAGGATCTTCTAAAACGAAGTGAA 207

Ai10B29560 Araip.B10 29560 p2 (GA)6 12 133881625 133881636 CAACAGCAATTGGCATTGTC TCCCTCTATACAGGTTCTCCCTC 264

Ai10B29561 Araip.B10 29561 c (AGA)5aaagaaaaaaaaacctgcatgtgtaaatttggaagaagaagaacctgcacgtgcttcgttg(GAA)6agaggaggagaagaagaaggaaagaagaagaacctgcataaatttggaagaagaaaaagaaataca(AGG)5175 133882827 133883001 TGAATTGAATGGACGCAGTG TCATGCGCTTCTTCTCTGTTT 278

Ai10B29562 Araip.B10 29562 p2 (AT)8 16 133883814 133883829 CAGCCGCTTAGGGATACAAA TTGCAAGCCAAATGCATATAA 279

Ai10B29563 Araip.B10 29563 c (T)12gaataaatgaccatttgtatctataaaaaataaaaatactaacatatgtactcacattaaatcgaaattagtcac(A)1097 133883942 133884038 TTGGCTTGCAAATCTCTGAA TGGAAGGTTATGCCACATAGG 275

Ai10B29574 Araip.B10 29574 p2 (CT)8 16 133924199 133924214 TTCCTTCGCCTTTTCCTTTT AAGTGGGAGGAGAGGGTAGG 122

Ai10B29575 Araip.B10 29575 p2 (GA)6 12 133925062 133925073 GATTCTCATGCAGGGATGGT ATCCTGGCAACAAGAGATCC 129

Ai10B29576 Araip.B10 29576 c (TC)13tatatatataatcta(T)1253 133928014 133928066 GGAACTGTGAGTCTCCCCCT AGCCAATTCAGGTAACAGCC 277

Ai10B29578 Araip.B10 29578 p3 (TAT)8 24 133930501 133930524 GATTAATCCTTGTGCTTGCCA CACCTTCCTCTCCCTTAGTCAA 183

Ai10B29579 Araip.B10 29579 p3 (TAT)19 57 133930729 133930785 GATTAATCCTTGTGCTTGCCA CACCTTCCTCTCCCTTAGTCAA 210

Ai10B29580 Araip.B10 29580 p3 (TAT)7 21 133930984 133931004 GATTAATCCTTGTGCTTGCCA GTAACCAAGCAGGCATGGAG 165

Ai10B29581 Araip.B10 29581 p3 (TTC)7 21 133937325 133937345 GCTTTCTCCTTCTCTTCCCC GACGAAGGAAAGAACTTGCG 147

Ai10B29582 Araip.B10 29582 p3 (AGA)5 15 133937867 133937881 ACACCTGCGTCCATTCAGTT ACGCATTCTCTCCTGCACTT 215

Ai10B29583 Araip.B10 29583 p2 (AT)6 12 133938943 133938954 ATAACAAACGATTGTGGGGC AATGTAATGCGGGTGCAGTT 247

Ai10B29593 Araip.B10 29593 p2 (CT)7 14 133961218 133961231 TGAAACCCTAAAGCCTCACG GGGTGTGTGGAAATTGAAGG 179

Ai10B29607 Araip.B10 29607 c (A)12gaatttattcactaaacttttttgcccataactttttagtaaagtatag(T)1071 133987770 133987840 GGTGGATGTAACACTCAACGG CTCCATTTAAGGGTTTGCCA 262

Ai10B29610 Araip.B10 29610 p2 (AT)9 18 133991657 133991674 CCATGCGTTTAAACTGAGCA CGATTCGATGAATCCCAGAT 267

Ai10B29611 Araip.B10 29611 c (T)12gaagggcaacaatgtcttccactcttcccctattgcaaaagcttttaaccgatgatttaattttagttttttac(T)20106 133994659 133994764 CCTTTGCTCCACCGCTATTA CTCAATTAAGAGGTTGCGGG 198

Ai10B29613 Araip.B10 29613 c (T)12attaaattattctaaaatgtgatatatactaaaagaaaaggaaag(A)1370 134000022 134000091 GTGGAGGGAAGCCTCCTACT AGGCAACTTCCCTTCCATCT 259

Ai10B29618 Araip.B10 29618 c (T)14aattgagtccttgcaccaaa(T)11aattaggtccctatacttttttctctttttatttaggttcctgtaccaattc(T)11108 134006283 134006390 TTGCCAAAAGAGAGGAAGACA AAGTCCCTCTTAGTAGTAATTGGCT 277

Ai10B29628 Araip.B10 29628 p3 (CAT)5 15 134024630 134024644 TGCAGAGAAGAACACCAAGC CAAGCTGCAACAACCTGAAA 150

Ai10B29629 Araip.B10 29629 p3 (CAT)5 15 134024819 134024833 TAGTCGTTGGACCAGCATTG CAAGCTGCAACAACCTGAAA 178

Ai10B29630 Araip.B10 29630 p3 (ATT)5 15 134035913 134035927 TTGGCCCTTAATGTCCTCTG TCGACATTCAAACAAAACAAAAA 247

Ai10B29634 Araip.B10 29634 c (A)10ttaattcgatttttaataattacttcaaaaggataatgagatttttgtgctaaaaaaaaattaatattatttttttgacacagaagctaatcaatcct(A)12tcaaggaccgaattgaata(T)11150 134047795 134047944 GAAACAAAACGCGGAGAAAA AATACCCGATCCGATCCTTG 273

Ai10B29636 Araip.B10 29636 p2 (AG)6 12 134048542 134048553 GTTGCGAGTTCGAGTCTCCT TGTCTCTCTTTCACACACACAATG 273

Ai10B29637 Araip.B10 29637 p2 (AT)6 12 134048834 134048845 TGGACGTGATATTATGACAGAGAGA TTTCGAATGCTTTATGACTACTCG 177

Ai10B29642 Araip.B10 29642 c (CAA)5aaacaaaagaatgacgataaggagaaaatacgtg(A)10tgaacgcgaaaaagaaaa(AGG)6aatgtgaggaagaagacgaagaagaagaagctccacgcgtacgtgaatttgaaac(AAG)6gagaagaagaagaaacgaacgtgagaagaagg(AGA)5215 134051821 134052035 TCACCAGGGAGAGAAGGAAA GATTACACGCGCTGTTGCT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B29643 Araip.B10 29643 p3 (GAT)5 15 134054994 134055008 AGCGCGTCTACAAGGACACT TATCATCCTCAAACCGCTCC 252

Ai10B29647 Araip.B10 29647 p3 (GTT)5 15 134068186 134068200 TTCTTGCACTTGCTGCAAAC CAGCACTGAAGCGTCAACAT 126

Ai10B29648 Araip.B10 29648 p3 (TAT)5 15 134070445 134070459 ATTTTCATGCCTTTTGCCAT TGCACAAAGAGATGAAGCACA 149

Ai10B29650 Araip.B10 29650 p2 (TA)10 20 134074446 134074465 ATTGCAGGCCTTTGGTAAAA TGTGTTTTGGATGAATTCCTTG 156

Ai10B29651 Araip.B10 29651 p3 (TAA)9 27 134074604 134074630 TCAGGGAAAACAATTCACAAGA GGTTACTATCCGGGCCAAGT 277

Ai10B29656 Araip.B10 29656 c (AC)6(AG)18 48 134082982 134083029 CGTTTGCTCCTTCCTACGAG TCTTCCTTTCCCTTTTCGGT 127

Ai10B29661 Araip.B10 29661 p2 (TA)7 14 134087654 134087667 ACAATCGTGCAATCACATCC GCTGCTGGTTATGCGTTTCT 262

Ai10B29662 Araip.B10 29662 p3 (AAG)5 15 134090476 134090490 AGAGGAGAACAACGAAGGCA ACGCGTGTCTCTCACCTTTT 190

Ai10B29671 Araip.B10 29671 c (T)10gtgaaaaggacataaaatctaagttgttttaatatgttcattatatcattattaaaagtatttaaaattttttactaataataatttta(AT)8115 134119567 134119681 GCTCTCTCAGCCATCCACTT GGCCTAATGACGAATGCAAC 280

Ai10B29674 Araip.B10 29674 p2 (TA)13 26 134133960 134133985 TCCGAAACTAAAAACGTCGG AAAAGGCCAGAACGAAGACA 214

Ai10B29675 Araip.B10 29675 c (A)10gaattagtacagggacctaaataaaag(A)10gtgtagggacccaatt(A)1073 134135990 134136062 TCTGTTGGTCTCTATAGTTTCGTGA AATTGAGTCCTTGCACCAAAA 234

Ai10B29677 Araip.B10 29677 p2 (TA)7 14 134148453 134148466 AAAGCCCCATTTTATTATTGGTT TCGTACGGTAGCAAACACCA 240

Ai10B29678 Araip.B10 29678 c (A)10tcaatgttattttttttggcataggggctaatcagtctcaaaaaaaattatcaaggggcggatcgagtg(T)1190 134149207 134149296 CTAAATCCGGCTCCTGACAA ATCTCGAAAGGACAACGAGG 200

Ai10B29679 Araip.B10 29679 p4 (TTTA)5 20 134149455 134149474 CCTTTTCCAAATGGTGAGGA GCATAAAGGGATGGCTGAAA 140

Ai10B29681 Araip.B10 29681 p2 (GA)6 12 134152661 134152672 TGACGAGACAGAGTGCAAGG CAGAGCCTTTCTCCCCTCTT 144

Ai10B29683 Araip.B10 29683 p3 (TTA)10 30 134154408 134154437 TCCGGTTTGAACTCTTCCAC TGCCAAATCTCATGCATTGT 247

Ai10B29684 Araip.B10 29684 p2 (TA)9 18 134155051 134155068 TCTTCTTCTTCAATGACACCCA TCACATTTTGTAAAATTGTCCCC 277

Ai10B29687 Araip.B10 29687 c (T)13cg(T)10 25 134160325 134160349 AACACCCTTACCCATAGAGCAA CATCACGTCAAAGTGCTGAAA 250

Ai10B29690 Araip.B10 29690 c (TTC)5caaattcgtgcatgttcttcttccccaatgttggcgtcttcttta(T)1070 134179082 134179151 TCAATTCATGCGCTTCATTC TTGGTGTTATTGGTGATGACG 152

Ai10B29691 Araip.B10 29691 p3 (CTT)5 15 134180099 134180113 GCAAATCCAAACGGAACACT AGGAACGACACCAAGAATGG 193

Ai10B29692 Araip.B10 29692 p2 (AT)6 12 134182927 134182938 TGATTCAAGAGCACAAAAGGG GGAACGGGTCCAATAGGAAT 258

Ai10B29704 Araip.B10 29704 p3 (TGT)7 21 134218516 134218536 TCATTCCCTGGATTCCACTC TGACGAAAATTGCATTTGGA 208

Ai10B29707 Araip.B10 29707 p2 (AG)7 14 134225286 134225299 AAGAAATTTGCATCACGACTGTT GCTGCTAGCTCTCCTGCATT 222

Ai10B29708 Araip.B10 29708 p3 (ACC)6 18 134225439 134225456 CAACCAGAGAGAGAGAGAGGGA GGAGGAGTTCTTGGAGGACC 264

Ai10B29710 Araip.B10 29710 c* (T)11(TAA)5* 25 134229212 134229236 ACCCCCTCTAGAGCAAAAGC CGCAACCTTTTGTTGTCTTG 116

Ai10B29712 Araip.B10 29712 c (AG)11aa(G)10 34 134232755 134232788 AAGATGACACCGTGAAGAGGA TTCTTTTCCAACGCTTGAGG 270

Ai10B29713 Araip.B10 29713 p2 (AT)6 12 134235233 134235244 TCTACACCCTACCAGCTGCC GGAGATTCAAACTCGTAACCTCTT 278

Ai10B29718 Araip.B10 29718 p3 (TGA)5 15 134256583 134256597 TGAAATGGAGGAGGATGAGG CGAGTCACAAAGTTCCAGCA 223

Ai10B29728 Araip.B10 29728 p3 (TTA)14 42 134293665 134293706 TTTGAGTCTTGGTGAACCCC TTAAGTAAATGGTTGCCGCC 251

Ai10B29729 Araip.B10 29729 p2 (GA)6 12 134293928 134293939 TAAGGCGGCAACCATTTACT CCGAAAAGTTGGAGGAGGAT 247

Ai10B29730 Araip.B10 29730 p2 (AT)7 14 134294681 134294694 TTAACTTCTCGGATTCCCCC AATGGACAGTCCCTCTGTGC 219

Ai10B29731 Araip.B10 29731 p2 (TC)8 16 134296306 134296321 CCCCCTTTCTCTTAGCAACC GCGATTCCTCACCTTCTTCA 215

Ai10B29732 Araip.B10 29732 p2 (CT)9 18 134298064 134298081 CCTTGATGGAGGCAAATGAT GATTCGCATTCACCCTTGTT 159

Ai10B29734 Araip.B10 29734 c* (AT)9(TATG)10*(TG)7*67 134305590 134305656 TGGTTTATCAACCTCCCCAC AAATGACAAAGACAGACTCTAAAATTG 275
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Ai10B29742 Araip.B10 29742 p2 (AT)7 14 134323519 134323532 GAGGGACGGAGTTTTGATGA TTACCCATTTGGCAACCATT 207

Ai10B29744 Araip.B10 29744 p3 (AAT)6 18 134333795 134333812 AAACGAGAAGAATGTAGCCATAGG TGCTGAAACCTTCTTTGACTCC 140

Ai10B29747 Araip.B10 29747 c (A)10cagaaggagatcgaaggcaaatagagaacgcttttctatacaaatcatacaagtcatttatattcacgccgttttcacg(T)13102 134340635 134340736 ATCGTCCGGGTGTATTTCTG ATCTTCGCGTGCTTCATCTT 264

Ai10B29750 Araip.B10 29750 p2 (AT)11 22 134345137 134345158 CGAGGTCATCAATGCTCGTA AGTTCACCTATGCCGTCCAC 177

Ai10B29751 Araip.B10 29751 p3 (TTG)6 18 134346095 134346112 ACGCTCCTCTCCTCACTTCA TGCAACAACAAGTAGTGCAAAA 255

Ai10B29753 Araip.B10 29753 p3 (TCT)5 15 134362020 134362034 GCAATGTGCAAAAAGGGAAT AATGTGTAGTCGCCGCTTTT 279

Ai10B29760 Araip.B10 29760 p3 (TTA)19 57 134373857 134373913 TCAGATGATGCGGGTTATGA AAAATGCGATTCGAACTTCC 225

Ai10B29762 Araip.B10 29762 p3 (TAA)5 15 134383524 134383538 CCTGCTCTTGCTCTGCTTCT TTCCCATTCCACCATCAATC 280

Ai10B29765 Araip.B10 29765 p3 (TAT)5 15 134387644 134387658 TGCACCTTTGTTATTCAGCG AAACCCTCGCATCATCAGTC 243

Ai10B29767 Araip.B10 29767 p2 (TA)6 12 134389810 134389821 ATTTGTGTGTCAGCGTGTCC GCCCTTCATTATTCTCACCC 178

Ai10B29771 Araip.B10 29771 p2 (TC)8 16 134392778 134392793 TGACATCAAAGGCAGAGAAAAA GGATTCGACCTTTGTTGTGG 207

Ai10B29772 Araip.B10 29772 p3 (AAT)6 18 134394399 134394416 AAACATTTCGGTGCATACATT TTGGGATGCATGGGTATTTT 112

Ai10B29775 Araip.B10 29775 p3 (TCG)5 15 134407842 134407856 CTCTCCTCCCCTCCCCAAT CGAATTTCGACTGCGACTAC 276

Ai10B29780 Araip.B10 29780 p3 (ATT)11 33 134412507 134412539 AAACACTTTTTGAATGACGGAGA GGAATGTTGCTGATGTGATGA 230

Ai10B29791 Araip.B10 29791 c (T)10atttggacatgttttactgtaaaaata(T)1148 134437812 134437859 GCTGATTTGGTTCGACCATT GCGGATAATAATTTGATCTGAGC 247

Ai10B29793 Araip.B10 29793 p3 (ATT)9 27 134439021 134439047 AAACAAATCAGACGCTGTGCT AACATGGGAATTGGGATGAA 261

Ai10B29794 Araip.B10 29794 p3 (ATT)7 21 134441340 134441360 TGAATTGAAGCATGCGAAAG TGCTTCATTTTCAGCAGCAG 249

Ai10B29797 Araip.B10 29797 p3 (GAT)5 15 134455626 134455640 TCGAAAACAAGCTCACAAACA ACTGCCTTCTCCTCCTCCTC 249

Ai10B29800 Araip.B10 29800 p3 (TAT)5 15 134457290 134457304 TGACCACTCGACCAACCTAA TTTCCATGTTTGTCACTGCTTC 277

Ai10B29801 Araip.B10 29801 p3 (GAA)5 15 134459338 134459352 TCTTTCCACCGCCATACTTC CCCTAAGCTGTAACAACGCA 263

Ai10B29803 Araip.B10 29803 p2 (AT)7 14 134460109 134460122 AAACAGTCCATTTACCCATAAGTC AAAAACACATAATGCTGCAAAA 253

Ai10B29805 Araip.B10 29805 p3 (GTT)5 15 134466641 134466655 ATTTACCCTTGGGAGGGTTG CATTCTCCGTTTCTCTTCGC 120

Ai10B29806 Araip.B10 29806 p3 (GAA)7 21 134466762 134466782 ATGGCAATGGAGAAGAACCA TTTGAACCTCCAACAATGAGG 254

Ai10B29807 Araip.B10 29807 c (A)11gaaaaaagaaattatcagctattgtatgatataaaaggagcaaacatgactcgcatacaagttcaaatatcaaattacatatttttattttacc(A)13ttacatattattacgtatacacagag(A)10154 134467378 134467531 AGGCCTTTCTTCTTAACCCG AAGGATCCAAACCTTTTTGTCA 223

Ai10B29808 Araip.B10 29808 p3 (CCA)5 15 134470034 134470048 GTGAGAAAGGGAGTGGGTGA AGCGTTGATATGAAGCCAACT 114

Ai10B29814 Araip.B10 29814 p3 (AAT)6 18 134478890 134478907 AACCCGTGACCATATCCAAG TTGGGTGATGGCTTTTAAGG 181

Ai10B29829 Araip.B10 29829 p3 (TGA)5 15 134496981 134496995 TATTCCTCGCTGGTTTCTGG CAAAGAACAACAACAACAATGGA 277

Ai10B29831 Araip.B10 29831 p4 (AATA)5 20 134505482 134505501 CAAGTGATTAGTGCGCTTGC GCTCACGGCAATGATAAACA 220

Ai10B29834 Araip.B10 29834 p3 (CAT)6 18 134511118 134511135 CAGATCGTAATGGCGTTCAT ATGACGACGACGACATTGAA 277

Ai10B29839 Araip.B10 29839 p3 (ACC)5 15 134513534 134513548 TTGTGAAGACATGGGAAGCA TTGGGGAGGATCTTGTCAAC 205

Ai10B29840 Araip.B10 29840 p2 (TA)8 16 134518474 134518489 TGGCAGTGTCACACCTTCAT AAATGAGTTGAATTGAACCAAAAA 245

Ai10B29843 Araip.B10 29843 p3 (TAA)9 27 134521129 134521155 TGATCATCATTTTATCCACTTGGT TGTCCCTTTTCATATCCAATCC 253

Ai10B29844 Araip.B10 29844 p3 (TCT)5 15 134524027 134524041 ACACGCAATCTTTCTTCGCT TCAACGGAAAACGACAACAA 220

Ai10B29846 Araip.B10 29846 p2 (TA)10 20 134525002 134525021 TTTGAATAATGTGTCAAATTGTGAAG TCACCAAGACTCTTCCAGCA 212
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Ai10B29851 Araip.B10 29851 p3 (ATA)5 15 134553149 134553163 GAAGGGAATGAAGGGAGAGG TCGTAACGATTTTTGTGAGCTG 234

Ai10B29865 Araip.B10 29865 p2 (TA)7 14 134574212 134574225 GACACAGCCAACTGAACGAA AATAATGGCCGTTCAAATCG 275

Ai10B29869 Araip.B10 29869 p2 (TA)6 12 134576461 134576472 GGCACTCTTTCTGTTTGATCATT CAAATTCGCACGTAATCCTG 277

Ai10B29871 Araip.B10 29871 p3 (TTC)5 15 134584428 134584442 TCGGATCTTGCTTTCCAAAC TGATTCTGCAGACAAACCCA 252

Ai10B29877 Araip.B10 29877 p3 (GAA)6 18 134593695 134593712 CGAACGAGATTAAGGAACGG CGTTAACCTGTTGGCGTTCT 194

Ai10B29879 Araip.B10 29879 p2 (TA)8 16 134600167 134600182 CAATTTGCGGTGTATCATGC CAGAAGGAAAATATTTGCACCA 171

Ai10B29881 Araip.B10 29881 c (GCT)5(GCG)6 33 134605549 134605581 GTTGCAGAGGATACCGTCGT GCATTTCCACCACCAACAG 190

Ai10B29884 Araip.B10 29884 c (A)11tacaagtgaaaaaaggaagaggatatttttatccgaaaaatagg(A)1065 134619374 134619438 TTGGCACCGTATTGTGTTATT AAAGAAGGTTATAAATAAGGGGTGAA 260

Ai10B29886 Araip.B10 29886 p2 (CT)12 24 134624162 134624185 GTCTCTCCGTCACACTCGC TGGTTCATCCGTGAAGTTTG 254

Ai10B29889 Araip.B10 29889 p2 (AT)10 20 134629991 134630010 GCATTTCTTCGTCATAAGAGCA TCAGCAATTTCCATTCGATCT 271

Ai10B29896 Araip.B10 29896 p3 (TCA)5 15 134639674 134639688 AGCTCCAAAGTCCCACTCAA TGGTTAACCTGAAGGCTACATACA 205

Ai10B29899 Araip.B10 29899 c (A)11gcaataattcgttttgagctgaagatgattgggtttattgtgaaagtcaacgtataagattttggaatgtaggaaatgaataaagctttttc(T)10113 134644809 134644921 CCTTCATGGTGAAAGCTTGA TTGCGGATTCGAGTCTCTAT 279

Ai10B29901 Araip.B10 29901 p2 (TA)6 12 134650243 134650254 GGCATTTGATGTCTGCATGT CAGGACGTGGTTTTCAGCTT 193

Ai10B29904 Araip.B10 29904 p3 (GAA)6 18 134659507 134659524 ATACCAGGAATTGGGGGAAG GAGTTAGACCCGCACATGGT 188

Ai10B29905 Araip.B10 29905 p3 (ACC)5 15 134659647 134659661 ACCATGTGCGGGTCTAACTC TCAAAGGCACGAACTCATCT 195

Ai10B29915 Araip.B10 29915 c (ATG)9actgacatttactcataaaataatgccagaagacaaatttaactatgacaaatttctacttctgtgggaatttgtttccagtgatgaaaaat(CA)6131 134671240 134671370 AAACCCCAACACCCAAATAA TCAGGAAAGCTTTTGCGATT 277

Ai10B29916 Araip.B10 29916 c (AG)13aactgcagaaacagatttcagttgcaagttgcaggaagagtaacggagtttcc(AG)15109 134677063 134677171 CCGGAATCACCACAAGATTT TCGACCCCATCTCATACACA 259

Ai10B29917 Araip.B10 29917 c (TAT)6taggtaaatgttacggtgtttaaaagatggtgtttatttatcaaaaaaatatc(ATT)586 134683201 134683286 TCAGTTTGCAAGTTTGTGGC TTCGTGTTATTTCTCGTTGTCC 280

Ai10B29925 Araip.B10 29925 c (TAT)7t(ACC)6 40 134694166 134694205 GGAAGACCAATTTCTTTGGAA CGTTCGATTTGTGTCCCTCT 147

Ai10B29927 Araip.B10 29927 p3 (TTA)7 21 134696147 134696167 TGAAAATTTAGCCGTCAGGG CAAGGTCTTGGAAATCATCG 227

Ai10B29928 Araip.B10 29928 p3 (ATC)6 18 134698021 134698038 GGCAACTCTTATTGCTCCCA TTATCATCAGCTCCCCATCC 194

Ai10B29949 Araip.B10 29949 c (GAA)5(GGA)6 33 134741531 134741563 GGAAACAGAAGGGAGGAAGC GCCACGTACGTAACCACCTT 273

Ai10B29951 Araip.B10 29951 c (A)11tagg(A)10cacaaaatacacgaag(GA)755 134746908 134746962 AGTGAGGGAGAGGGTCCAAT TCAGTGCAAAACAGGCACTC 208

Ai10B29952 Araip.B10 29952 p2 (AG)6 12 134748306 134748317 CCAATGCATTATTGCTGGAC GATCCAAAAACCCAAAGCAA 274

Ai10B29954 Araip.B10 29954 c (T)12gttatcattctttttcatagtcgcacgttttcaaagttaattaatttagaatttaagacata(T)1084 134750086 134750169 ATAGAGAGGGCACCGAATGA CAAGCTCCATGGCATAAAGA 228

Ai10B29960 Araip.B10 29960 p3 (TAT)7 21 134757969 134757989 TTCAATTAAGAGGTTGCGGG TGTTAATCCAAAACGCAGCA 242

Ai10B29961 Araip.B10 29961 p3 (AGG)7 21 134760050 134760070 ATACTACGATGGTGGGGACG CTCGGAGCTTCCATCTTCTG 106

Ai10B29962 Araip.B10 29962 p3 (GAT)5 15 134760776 134760790 TCTGGATACCCCAACGATGT CTCCATTATGCTTTGTGCCA 257

Ai10B29965 Araip.B10 29965 c (T)10cag(T)10 23 134766638 134766660 GCCTTATAAAAGTTTAGGTACATGCC ATTGCATTTCACCCGAGATT 208

Ai10B29966 Araip.B10 29966 c (T)10aataaaaaatacaccaaaaatatatatcaatataaatatttttatatttttaattaattaataatttatttattttcaaga(T)10101 134768697 134768797 TGACTTCTGTCTCCATTCCCA AAAATGGTGATCTGACTTTTTATCTT 253

Ai10B29973 Araip.B10 29973 p3 (ATC)6 18 134789795 134789812 TACACATTGCATTGGTGCCT TAGTTTTACGTGCGTGGGTG 168

Ai10B29984 Araip.B10 29984 p2 (AT)6 12 134813955 134813966 TCCTTCGTGATGATGGGATA GCAAGGAATGCTGGATTTTG 213

Ai10B29985 Araip.B10 29985 p2 (TC)10 20 134815278 134815297 CAACTCACATGCTGTTGCCT AGGGCGCTGAGGAACTTATT 278

Ai10B29987 Araip.B10 29987 p2 (AT)7 14 134816462 134816475 ATCCGAGAGCCGTTAGATGA TGAGCACAAAATTTCGGACA 206



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B30000 Araip.B10 30000 c (TAA)9tc(AATA)549 134840051 134840099 GCCAAAAGAAAAGATGAAACA CCTATCTCCTTTGACTTCTAAATCG 280

Ai10B30005 Araip.B10 30005 p2 (TA)6 12 134846099 134846110 AGCTCCACCATTGTAAGGGA TTTCATGGGCATGGCTATTT 245

Ai10B30007 Araip.B10 30007 p3 (GAA)5 15 134849395 134849409 TTGTGCAATTGAAGGGTGAA CAAAGCCGCCATTCAATAAT 205

Ai10B30008 Araip.B10 30008 p2 (AT)9 18 134855334 134855351 GGCTTCAGCTCAATAGGAGG TGGTACATGGAAGACCGTGA 227

Ai10B30009 Araip.B10 30009 p2 (TA)8 16 134857811 134857826 TGCCTACTTTCCTTTCCTTCTTT CAAGGAGGATATCAAGGCTCTC 280

Ai10B30010 Araip.B10 30010 p2 (AT)8 16 134863000 134863015 GGTTGAAATCAAAAGTTTATCACC TCCACGTAATGATCCTTATCACA 248

Ai10B30013 Araip.B10 30013 p3 (ATT)7 21 134871143 134871163 GCAGGTATTTCCACCACGAT CACATAGTGCTTAACAAGGCCA 160

Ai10B30018 Araip.B10 30018 p2 (TA)6 12 134876384 134876395 ATGTCCGCAGAACAAAAGGT CCTCCCTTCTCTACTTGTAATTTTG 254

Ai10B30020 Araip.B10 30020 p2 (AT)6 12 134877912 134877923 TCCACACAATTTTCATCGGA TCAATTTCAAGTAACTCCGAAACA 280

Ai10B30026 Araip.B10 30026 p2 (TA)10 20 134888299 134888318 CTGTGTTCTTTGCTGCTCCA GCTGGCATTTTGTTCTGACA 243

Ai10B30033 Araip.B10 30033 c (A)11ggtgaagtgatcaacataataacataacacagtgttaatgtt(A)1366 134896298 134896363 CAAACCAAATTCATCGAGGC TGAGAACTCTACCCGCACCT 274

Ai10B30036 Araip.B10 30036 p3 (AAT)14 42 134908704 134908745 CCAGGAAGATCATGCCAACT AAATTGAGACAAAGTTGTTAACATTCA 252

Ai10B30040 Araip.B10 30040 p2 (TA)15 30 134914070 134914099 TGCCACACCTCTGTCATTACC GTAAGAGCATCTTTAATGCTTAATTTT 267

Ai10B30047 Araip.B10 30047 c (T)10ccctcatgagaaattgtgatttccaaacacatatataccctgttttctaattactatagtatc(T)1487 134925910 134925996 TCACCAATAAGGCCAGAGAA TTGCGACAGTTTTGAGCAAC 278

Ai10B30048 Araip.B10 30048 p3 (ATT)7 21 134929974 134929994 CCGCCCTTGTTTAAAATTGA TGGTACCATGTCTCGAATGAA 141

Ai10B30052 Araip.B10 30052 p2 (GA)18 36 134933556 134933591 CACAGTCTCACACAGCAACG ATAGCACCCCTGAGCTCCTT 196

Ai10B30056 Araip.B10 30056 c (T)11attttttagtgtgtttggcaaatttttagtagtaaaagtaaaagcattagaaaaat(A)1279 134942299 134942377 GTGTTTGTTTGGGTATCATTATTTTA TTTGGATATCTCATGCAAAAAGA 280

Ai10B30059 Araip.B10 30059 p3 (TTA)7 21 134958017 134958037 GCTACCAACCATTCTTGCCT CCGGCATAACGTTTTTCTCT 225

Ai10B30062 Araip.B10 30062 p4 (AAAT)6 24 134962857 134962880 CCGCATATCTGATCCGCA GATATATCCGCAAAACACAAAAA 252

Ai10B30066 Araip.B10 30066 p2 (CT)24 48 134967615 134967662 TCATGTTCGTGTGAAAATTTGTATT CAAGAACTTGTTAAAACATCAAAGC 280

Ai10B30067 Araip.B10 30067 p4 (TATT)5 20 134970324 134970343 GCAAGTATTTTTGTGCTGCAA TTTGAGGACAATCATGGCAA 227

Ai10B30071 Araip.B10 30071 p3 (TGA)7 21 134972773 134972793 TGATTGTCGACCACACAAAAA CGATTAAGGATCGCATTCAAA 257

Ai10B30073 Araip.B10 30073 c (T)10aaccaaaagcaactc(AT)739 134977024 134977062 AAGGGGAAAAAGGCACAAAT AGCAAAACCCACACCCATAG 184

Ai10B30079 Araip.B10 30079 c (T)11c(T)10 22 134988790 134988811 AAACGGGTTGAATCTGTTGG GGTGCGAATTTGATGGATTT 223

Ai10B30082 Araip.B10 30082 p2 (CT)13 26 134999363 134999388 GTCCGATCACCCTCATCAAC GTGTAGCAGCTTCAATGCCA 167

Ai10B30083 Araip.B10 30083 p2 (TA)6 12 135000128 135000139 GGTGCCATTGAGATAAAGACG TCTCTTTCGTCATAGGGTTAGGA 278

Ai10B30084 Araip.B10 30084 p2 (CA)6 12 135006402 135006413 AATAACACCCCATCAACCCA AAAAGGAGGAGAAAGCGGAG 162

Ai10B30087 Araip.B10 30087 p3 (CAC)5 15 135021140 135021154 CAGAATCGAAATCGTCCCTC GTGTTGGTGGTGATGGAGTG 234

Ai10B30090 Araip.B10 30090 p2 (TA)8 16 135022227 135022242 GGGAAGCATAGGCCTCTATGTA AGGAAGCATGTGCCTCAGTT 263

Ai10B30094 Araip.B10 30094 c (T)14atttgagtctctgcaccaattttttttagttgagtccctatataatgaagccaattactactaaaagggatctaattg(A)10102 135033913 135034014 TCCTTTTAATTGGGTCCCTG TCTTTTTAATTGGTCCCTGCAC 179

Ai10B30096 Araip.B10 30096 c (T)12caaatatttttcagtgttgaggtatattatgtgtgtaagaagttatttat(TA)776 135034760 135034835 AACCATGGCTGAGGACAAAC TCCTTTAATTTGCACCACCTC 162

Ai10B30098 Araip.B10 30098 p2 (AT)12 24 135038908 135038931 TTATCATGAAATGTTTGTAGAATGACT GAATTTTGATACATTGGAGATAAAAGG 256

Ai10B30101 Araip.B10 30101 p2 (AT)6 12 135043391 135043402 TGGTTTCCGTCGTAGAGTCA ACTCATTTGGCGGCTGTTAG 228

Ai10B30102 Araip.B10 30102 p2 (AT)6 12 135044947 135044958 ACAAAAACCGCTTGAGTGCT CATTTGTTCTCGAACCCCAT 273



ID Chromosome SSR nr. SSR type SSR Size Start End FORWARD PRIMER (5'-3') REVERSE PRIMER (5'-3') Product (bp)

Ai10B30106 Araip.B10 30106 p2 (AT)9 18 135049104 135049121 CTCGACCAACCCAAATTGAT TTGCAACACGTTTTAATTAATGCTA 257

Ai10B30111 Araip.B10 30111 p3 (GAT)5 15 135065341 135065355 CAGAGGCCTTCATCGTCATT CATTGAAGGCTTGAAGCTGA 204

Ai10B30112 Araip.B10 30112 p5 (ATCGG)5 25 135065992 135066016 AAAACTGCAAATCCAAACCG AGGGCTTGTATGCAGAGCTT 278

Ai10B30113 Araip.B10 30113 c (TAT)5ttgttgctgttgagagagcttgagatgaagagcgtggcctttaacttgatgcttgtgacaaggggtcaaagtggtgttcgtaataataataa(TAT)5122 135073549 135073670 TTGTGGCATCTACCGATGAA CCAAATCTAAAATGCATCAATCC 269

Ai10B30129 Araip.B10 30129 c (A)10g(A)10 21 135111289 135111309 GGCATAAGAAAAAGGAAAAGCA CACTTGTAGCCATTTACCCCA 262

Ai10B30130 Araip.B10 30130 p3 (ATA)5 15 135111517 135111531 GCAACTCACACACCACAGGT CCATGGAAACAGAAGAGGGA 184

Ai10B30134 Araip.B10 30134 p3 (TTC)5 15 135117503 135117517 GCCACGTCATCATCAAACAC CTTGAGGGTGGCTGAGAAAG 222

Ai10B30135 Araip.B10 30135 p2 (TC)6 12 135121182 135121193 GGACCAAAATGTGGTTTATTGA AAGAAGCAGCTGGATCTGGA 229

Ai10B30140 Araip.B10 30140 p3 (TAT)17 51 135134011 135134061 GAAGCAATTAACAGCAGAGTTTCTC GCTTTGCAGGAATCCAAGAG 265

Ai10B30141 Araip.B10 30141 p2 (AG)6 12 135137789 135137800 CGCTATAAGAGGACCAAAATGTG TCAAAGATGAAGCAGCTGGA 234

Ai10B30143 Araip.B10 30143 p2 (AG)7 14 135141769 135141782 TCAACAGATGTTGGACCTCAG AAGAAGCAGCTGGATCTGGA 170

Ai10B30144 Araip.B10 30144 p2 (AG)6 12 135145672 135145683 AGAGAGCCATGAGAGGACCA TCAAAGATGAAGCAGCTGGA 256

Ai10B30145 Araip.B10 30145 p3 (ATT)5 15 135145902 135145916 TCCAGCTGCTTCATCTTTGAT TTGAAAATTGAGGGAATAGGATG 273

Ai10B30148 Araip.B10 30148 p2 (AG)7 14 135149353 135149366 GCACACAAATTTTTCACAAACAA AGTTGAGAGAAGCTCTGCTGC 221

Ai10B30149 Araip.B10 30149 p3 (TAT)18 54 135149575 135149628 TCAAAGTCAAAATCAACATCAACC CACTTCACACAACAGGAGCG 269

Ai10B30150 Araip.B10 30150 p2 (AG)6 12 135153708 135153719 TCTTCCTCTAATTTTGGACCTCA GCTGGATCGGGATATGAAAG 172

Ai10B30151 Araip.B10 30151 p3 (TAT)16 48 135153922 135153969 CGATCCAGCTGCTTCTTCTT TGCATACCCTCAAAATGCAA 193

Ai10B30152 Araip.B10 30152 p2 (AG)6 12 135156539 135156550 TCTCTCCCTCTAATTGTGGACC TTGACGTTGACGTTGACTTTG 222

Ai10B30158 Araip.B10 30158 p2 (TC)7 14 135179067 135179080 AAATAGAGCGCCAACCAGAA TCAAAGAAGAAGCAGCTGGA 251

Ai10B30159 Araip.B10 30159 p3 (TAT)6 18 135179337 135179354 CAAAGTCAAAGTCAACATCAACC TGTTTGGTAAATCAAATTAAAAATGAC 269

Ai10B30163 Araip.B10 30163 p3 (TAT)6 18 135187718 135187735 TGTTCTCATTATTAGGAAGACATGGA AAAAATTTGTGATCCCGCAC 227

Ai10B30164 Araip.B10 30164 p2 (AG)7 14 135192105 135192118 AGCCATGAGGATCAAAATGTG AGTTGAGAGAAGCTCTGCTGC 196

Ai10B30166 Araip.B10 30166 p3 (AAT)5 15 135193132 135193146 AGAATGCAGTACATGGGTTGG TGGATTGGATTTCTGTTGTGA 229

Ai10B30167 Araip.B10 30167 c (T)10atctttggtatatat(A)1035 135194018 135194052 CTCATCTAAGAGATCGCGGA TTATTACCCACCCTCCCACA 277

Ai10B30169 Araip.B10 30169 p3 (CAA)6 18 135196845 135196862 CTCCCCTTTCTTCACAGCAC TTTTGGTATCGGTGGTGGAT 187

Ai10B30172 Araip.B10 30172 p3 (TTA)8 24 135202825 135202848 AAAAACGGCTTAACTCCAAGAA TGGCCACTGCCTACTAATTG 238

Ai10B30173 Araip.B10 30173 p2 (AT)10 20 135203704 135203723 TCCTGTTTTGCTTGAAGCCT AACTTGGAGCAACCGTTTCA 163

Ai10B30174 Araip.B10 30174 c (A)10cacaaattttataatcaaattaaaacattattccaatcagtgcaaaataaaagtcaacaaaataaaaataggac(A)17101 135205252 135205352 CCAGCCCTCACTTCCAATTA CCACTACTTCTGCTCCTGGC 267

Ai10B30175 Araip.B10 30175 c (AATA)6aaatt(AAG)1986 135205602 135205687 GCCAGGAGCAGAAGTAGTGG GGCGGTATCATTGCTCAAAT 264

Ai10B30181 Araip.B10 30181 c (T)12ctttttttgtatagtcttgatgatgaggttacacgt(A)1159 135210823 135210881 TTTCACGTAGAGGGTCATTATCA TGTCTCACTAAAAGCACACGAA 230

Ai10B30183 Araip.B10 30183 p3 (CAC)5 15 135212199 135212213 CTTCGCTTATGGCTCTCACC GAGGTTGAACTGTGGAGGGA 135

Ai10B30188 Araip.B10 30188 p2 (TA)6 12 135217009 135217020 CTTGGCTTGGATAGGGTTGA TCATAGCTGTTTCAGTGTCACG 213

Ai10B30189 Araip.B10 30189 p3 (AAT)5 15 135219216 135219230 CTTGAGCAAGCAACATTGGA TCAGGCAAACACTCTGCAAC 245

Ai10B30194 Araip.B10 30194 p2 (AT)6 12 135223181 135223192 AGTGGGTTACGACCTGCATC GGTTGGTGAAGGCTGTAGGA 243
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Ai10B30199 Araip.B10 30199 p3 (GAA)5 15 135228442 135228456 ATCTTCTTCGACGGGGAACT CCTCACAACCCTCACCATCT 210

Ai10B30202 Araip.B10 30202 p3 (AGT)5 15 135231625 135231639 TGGATCCAAATAAAGCAGGC ATGTTGTCCCACACACCCTT 196

Ai10B30205 Araip.B10 30205 p3 (AAT)12 36 135240073 135240108 CCTTAATTCAACTCAAGATTGTTCA CAACCTTTGCCACCAAAACT 177

Ai10B30207 Araip.B10 30207 p2 (AT)6 12 135245694 135245705 TGTCACATCTTTCCCAACACA CGAAAGTCCCAATAGGCAGA 245

Ai10B30209 Araip.B10 30209 p4 (AATT)5 20 135246057 135246076 ACAACAACAACAACCAAAATAAAA GTTGAACCCCATTCCTTCAA 278

Ai10B30211 Araip.B10 30211 p2 (TA)6 12 135247088 135247099 TGAGCATGCTTTTACTTGTTCC TTTCGAAACAAAGCTGAAGAAA 276

Ai10B30212 Araip.B10 30212 p3 (TCA)6 18 135247387 135247404 GCTTTGTTTCGAAATATGAGCTG AAAGCATGCTCAAAGAAGTTCA 196

Ai10B30214 Araip.B10 30214 p3 (TCA)9 27 135247756 135247782 TTGTTCTGGCTCTTCAGCAA GGTGCAAATGAAAATCACGA 129

Ai10B30215 Araip.B10 30215 p3 (AAT)5 15 135248369 135248383 CAATGAATAGGAATGCATCAAA GCGACAAACAAATATGGCCT 260

Ai10B30221 Araip.B10 30221 c (GAA)5ggaggcctataagaagggccttcttgctctgaatattctaaagtg(A)1171 135255519 135255589 GAAGTCATTCATTCTTGGGCA TGCACATGTAACTCCAATCTTTG 218

Ai10B30222 Araip.B10 30222 p3 (GTG)5 15 135257099 135257113 CCATAATCTTTTTCCTTGGCA TGTTGAAAAAGGGCAAAAGG 276

Ai10B30223 Araip.B10 30223 p3 (TTA)7 21 135257311 135257331 CCTTTTGCCCTTTTTCAACA TGTCTCTCCAAGCGACACAG 186

Ai10B30224 Araip.B10 30224 c (CT)8cc(CT)12ccagcatatttcacagcttaatcgaatggctc(CTT)6cgattgttactgattcactggatccatcaacacctaccgaaactcttcacaacgatcttcaggttctcttcgcctttctccaatttccac(CT)7196 135259912 135260107 TGGGCCTGATATGAATGAGA GGAGCCATTCGATTAAGCTG 277

Ai10B30225 Araip.B10 30225 p4 (TTTA)5 20 135262132 135262151 AGATTAACTATGCCGGGGCT CCCATTCGCTAGTGGAAAAA 181

Ai10B30227 Araip.B10 30227 p3 (ATA)10 30 135269212 135269241 ACATGCATTCAATCACCCAA TGGAGGAAGATGCATGGTAA 255

Ai10B30229 Araip.B10 30229 p3 (ATA)10 30 135271659 135271688 TGTGTTGATCCTTCCTTCCC CGACTTGGAAACCTTCCAGATA 227

Ai10B30232 Araip.B10 30232 c (A)10gagaatgaataaaaacacaactagctataaagtataaagtg(TA)8(T)1077 135280382 135280458 TCCCAAGTACACAAAAGCCA TCTCTCCAACTTGAGGTATGCTC 222

Ai10B30234 Araip.B10 30234 p5 (ATATG)6 30 135282271 135282300 TGAGGGACGAAAAGAGCCTA TCCCTCACTAGCTAAGTTGCATT 236

Ai10B30235 Araip.B10 30235 p3 (TCT)5 15 135282913 135282927 GCAAACAAAGGATGAGAGAAAA TTTTCTGTAACCAAAGCAAGCA 256

Ai10B30236 Araip.B10 30236 c (GAT)10a(ATG)7aagatgaa(GAT)678 135283994 135284071 GGGAAAAGGTTGTGGAGTTG TCAGCAAAATCACCATCATCA 274

Ai10B30237 Araip.B10 30237 p3 (TCA)5 15 135287823 135287837 TTCCACCGATAAAGGTTCCA AATTGCAAAACTCCATTGCC 278

Ai10B30241 Araip.B10 30241 p3 (TCA)5 15 135293973 135293987 GCAATCCATTTGCTGAAACA AATTGCAAAACTCCATTGCC 236

Ai10B30244 Araip.B10 30244 c (A)13gtgtagtttaggagagtgtaaaataagatggaattttaatta(T)1267 135297069 135297135 TGCATCTTATTTTAGTTCAATATGTCA TCATTCTTGCTATTGGTCACAGA 262

Ai10B30252 Araip.B10 30252 c (AAAT)5cttctaactatct(ATCC)865 135309480 135309544 TGTGGCAAAAGAATGTGGAA GCATTACGCAGTCTCACTTTAGTT 275

Ai10B30253 Araip.B10 30253 p3 (ATT)5 15 135310021 135310035 AAAATTTGAATATTTGCAACTGAA TTTGGCAAAAGATGAAAATCAA 202

Ai10B30255 Araip.B10 30255 p3 (GAA)5 15 135315508 135315522 AAATTCAGGCGTACAAAGATCC TTGGAAGCTAGAGGAAGCCA 145

Ai10B30257 Araip.B10 30257 p2 (TA)11 22 135317960 135317981 GCCACTGCTTCTTTCCACTG GGAGCAAGGAAGTTCAAGTCA 275

Ai10B30258 Araip.B10 30258 c (T)11aattttttgtctaaattaaaagtgagattgagaattatgtataaaatttgggtgcatagaaggaaccttattttg(T)1298 135318397 135318494 AAAATGGATATGCTGACGCA TGCGCCTAAATTTCTGACCT 250

Ai10B30262 Araip.B10 30262 p3 (TCT)5 15 135326012 135326026 CAAGGAAGAACGCGCATATT TCATGACAAAAGCGACACTG 266

Ai10B30264 Araip.B10 30264 p3 (GAA)6 18 135337753 135337770 GCTGAGCAACTTGCAGGATA TATCACGCTCTTGGTGCTTG 107

Ai10B30267 Araip.B10 30267 p3 (AAT)7 21 135340176 135340196 TATGTTACCACGCGAAACCA TCATCATTGTTATTTGATATTTAGCAT 160

Ai10B30269 Araip.B10 30269 c (A)10gggtcaaaatgtcatcaaaatccgttgttcttatagtaatcccaaattccaaggtaccgtcaca(AAT)589 135341760 135341848 GCTTGTTATTTATTTACTTCTGACCCC GATTCTCCGTCCGTCGATTA 268

Ai10B30271 Araip.B10 30271 c (A)11ctatcaactactctc(T)1137 135343744 135343780 TTGGGCTATATTGGCCAGAC ACCAAATTTTGTCCGATCCA 271

Ai10B30276 Araip.B10 30276 p4 (AAAT)5 20 135350204 135350223 GATGTCCCTGATTCTTTGTGAA AAGAAACCGTATCATTTTCATAATTT 139
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Ai10B30280 Araip.B10 30280 p4 (AAAT)5 20 135354617 135354636 TTCGCATATCTGCGTATCC TTTTAACTTGAACCGATCCGA 276

Ai10B30283 Araip.B10 30283 p3 (GAA)6 18 135364807 135364824 GCTGAGCAACTTGCAGGATA TATCACGCTCTTGGTGCTTG 110

Ai10B30288 Araip.B10 30288 p3 (GAA)5 15 135372936 135372950 CATTCACATCAAAAGCTCTCAA TTAAAGAGCGGTCGGACTGT 174

Ai10B30294 Araip.B10 30294 p4 (AAAT)7 28 135376371 135376398 TTTGTGAACAAGAAGAATATTCATAGC AACGAGAGACCGTATCATTTTCA 132

Ai10B30295 Araip.B10 30295 c (A)10caagcatcatctaactttatttaggacccgtttgcaaaaatttaaaagtaa(T)1172 135378290 135378361 AGGCGCGTACAAAGACCTTA TTTGTTTTGAAACTTACACCAGACA 246

Ai10B30299 Araip.B10 30299 p2 (AC)6 12 135386102 135386113 AGGAAGCCATGGATGTTGAC TGGTTTATCACTTCTAGTTGCACG 114

Ai10B30300 Araip.B10 30300 p2 (AT)7 14 135386642 135386655 ATGCAATCATGAAGTGCCAA TGTAGAGCCCAATGCTAGGC 227

Ai10B30301 Araip.B10 30301 c (T)10gttttttgttttttgtttttttttacaaattgcaatgaaaggatattatttacacaagaataacaaataagggcaaaaatttaagaaactggc(T)11114 135391899 135392012 AAAGTTATCTTTAACACATCCATTTTT AGGGATATCACTGGGTTTAGTTT 250

Ai10B30305 Araip.B10 30305 c (T)10atacagaataataagtgcaaactaaattatcaactactgtc(T)1364 135394358 135394421 TGAGCCTTCGTTTTTGGTCT ACCAAATTTTGTCCGATCCA 205

Ai10B30306 Araip.B10 30306 p3 (TAT)5 15 135395419 135395433 TTCTTTCGAGCCAATTTCTAAG GGACGGATCCCCTCCTATAC 252

Ai10B30318 Araip.B10 30318 c (T)15aatcgatggaactgaaatttttttcacacag(AAT)664 135415420 135415483 GGCAATTTTTGTCTTGAGCC TCTTTCTCGGAATTGTCGATG 278

Ai10B30321 Araip.B10 30321 p2 (AC)6 12 135441327 135441338 CAGTGTCTTTGGTTGGAGCA TTTCTTTCATTCTCAGCAGGG 265

Ai10B30322 Araip.B10 30322 p2 (AG)6 12 135441616 135441627 AGAGAGGAGGTGCTGTCCCT CTAGGGCAAACTTGCAGAGG 273

Ai10B30325 Araip.B10 30325 p2 (AC)8 16 135445727 135445742 GTATCAATTTTCGAGGGCGA TCCCCCTCTTCTTCCTTTCT 236

Ai10B30326 Araip.B10 30326 p2 (AG)6 12 135446016 135446027 GGAGAGGGAGAAGGAGTTCG TCCCTAGCAAGCTTAACCGA 225

Ai10B30332 Araip.B10 30332 p3 (AAT)6 18 135457368 135457385 GGTCCATTGAAAATGCTCCT GACCAAATTTCTTGTATTTTTGTTTT 208

Ai10B30333 Araip.B10 30333 p2 (AT)9 18 135464746 135464763 CTCCCCTTTTCTGCTCCTTT ACTAAGGCCAACCTGCTTGA 149

Ai10B30341 Araip.B10 30341 p3 (TCA)5 15 135523112 135523126 ACTGGTATGGCCTGGATCAC GTCTTCGTCCTGTGGCTTTC 233

Ai10B30343 Araip.B10 30343 p3 (ACT)5 15 135526079 135526093 TGCATCCCTACTTTGGACCT AGCACCATATTTCCTGGCAC 277

Ai10B30344 Araip.B10 30344 p4 (TAAC)5 20 135528963 135528982 GGTACCTTCTGCATGCCAAT CCTGTGATTGTCCCTGAGGT 230

Ai10B30346 Araip.B10 30346 p4 (TTAG)5 20 135531691 135531710 ATGGTGGTTCTGTTGGAAGG TGCAATGCCAATGAAACAGT 200

Ai10B30348 Araip.B10 30348 p3 (GCT)7 21 135537313 135537333 GAGGTCGTTTGAGGAATCCA TGCACCTGCAACTACACCTC 172

Ai10B30349 Araip.B10 30349 p2 (AG)9 18 135537750 135537767 TGGTTTTCTGGGCTGAGGTA AGACACCACAGACAAAGGCA 262

Ai10B30350 Araip.B10 30350 p3 (AAC)5 15 135540393 135540407 TGGGTGATTTTTCAATGACG GACAAGGGATGAAAGGCAGA 273

Ai10B30351 Araip.B10 30351 p2 (TC)8 16 135547705 135547720 CCCCCTTCACTTCCTTTCTC TCGTCATGGCAATTGTTGTT 267

Ai10B30352 Araip.B10 30352 p3 (ACA)6 18 135547912 135547929 CTCCTTCTCCTCCTCCCATC TCCTCCAGATCGTCCAATTC 133

Ai10B30353 Araip.B10 30353 p2 (TG)8 16 135548434 135548449 GCATGCGACAGGTATTCTGA CCACACGCAACGTCTACATC 205

Ai10B30359 Araip.B10 30359 p2 (TA)6 12 135557982 135557993 GATGCACGGATACTGACACG TGTCCGCGTATCCAGTCTTA 274

Ai10B30364 Araip.B10 30364 c (CAG)5cttcttcaatcgtcatccactacaacttctg(CAC)9tccctcaaaagaaaagaagaaaccacgctgcaggaacaccatgcaagtac(CT)8139 135565008 135565146 TCATCAACACCGTTCTTCCA AGGGTTTTGGTGTGAGGTGT 219

Ai10B30366 Araip.B10 30366 c (AAC)7atcttgagccttggaaatagtactaccactttcattgcaccaaaatttgagcatttaatatcaccaccg(CCA)6ttcaataacaaca(ACC)6139 135567806 135567944 ATGCATCAAGACACCCTCCT TGTTGATGATGAGGCTGGAG 280

Ai10B30367 Araip.B10 30367 p3 (CAA)11 33 135568229 135568261 AATAATAGCAGTGGCGGTGG CATTTGTGCAGCTTTCTGGA 222

Ai10B30368 Araip.B10 30368 p3 (ACC)5 15 135568419 135568433 TCCAGAAAGCTGCACAAATG ATTGTCCACGTCAGCATTGA 134

Ai10B30371 Araip.B10 30371 c (A)10c(TA)7 25 135571203 135571227 TGTCGGGGTTGAAAGATACC GATTTCCTCGTTGCAGCATA 137

Ai10B30381 Araip.B10 30381 c (T)11gtgttttgtata(T)10gaatttggatgattctttttcatatgttttgtatattttttttaggatttaagtgattctttatcttatgttttggtgtg(T)10123 135585257 135585379 CCTAAATTTCGGACAATTCTTTTT CGCAAATCCTAATTTCTCTTTTT 228
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Ai10B30383 Araip.B10 30383 c (A)10ttagtgcaggaaccaaatt(A)1039 135587614 135587652 AAAAATTGGCGTAGGAACTCAA TGGCTAGGGACGAGCTAAAA 218

Ai10B30384 Araip.B10 30384 p3 (CGC)6 18 135588095 135588112 AATTGCAAAAAGCACCATCC ACACACAAACACCTCACCCA 227

Ai10B30388 Araip.B10 30388 p2 (TA)6 12 135590685 135590696 TTGCACCCCACATTTTCTAA AATTGTCAGGGCTGTTTTGG 166

Ai10B30394 Araip.B10 30394 c (TAA)12(TCA)6 54 135596192 135596245 AAGAAAAGGACCACGGAAAAA GTGCATGGCTTCAAGAACAA 267

Ai10B30401 Araip.B10 30401 p3 (TTA)8 24 135611646 135611669 CTTGGCGTTTGGATTTGAGT CGATCCGAAAGCCAGAATAA 246

Ai10B30402 Araip.B10 30402 p2 (GA)11 22 135614189 135614210 ATTCAGAGGAATGCGGATCA GCATCTCTCTCCTTCCAACG 139

Ai10B30405 Araip.B10 30405 c (TC)13actctcttttttcaccgcatgtttttgttctcagtttctttttgcttt(TC)686 135625608 135625693 AGAACGTCAGGCCTCTCAAA TCGTCAATCGCTTCAATCAG 219

Ai10B30406 Araip.B10 30406 p2 (TG)7 14 135631886 135631899 AGCTCGTGGTTAGTTCAGCC CATCGACAGGCTTAGCATCA 213

Ai10B30408 Araip.B10 30408 p3 (ATA)5 15 135636055 135636069 GCCAATAAACATGTAAAAAGGTCA TAGACCATTGTTGCGGTCAG 151

Ai10B30410 Araip.B10 30410 p3 (CAT)5 15 135639014 135639028 TTTTGTTACCGTCGTCACCA CTTGCATCACAAATGAACCG 204

Ai10B30411 Araip.B10 30411 p3 (GAG)7 21 135639393 135639413 AATGTTGGTGTCGTTGGTGA TGCCGTGTCGTACACATTTT 273

Ai10B30417 Araip.B10 30417 p4 (TAAA)6 24 135659585 135659608 CGGATCTCTTGCAATGAACA TTTTGACAAACCCCAATTCA 263

Ai10B30421 Araip.B10 30421 c (T)11cgtagttggtttttgcattggaaaaaagaag(A)1456 135667177 135667232 TGATTGCCATTTCATTTGGA CCCTGCACTACCTCTGAAGC 236

Ai10B30422 Araip.B10 30422 p2 (TA)10 20 135668825 135668844 AAAACTTTCAACACCGGCAT TCAGCTGAAAGTGGAGGACA 277

Ai10B30426 Araip.B10 30426 p2 (AT)6 12 135671927 135671938 TCGCATTCTTTCTGCCAAAT GCAGCAAGCATGGTCAATTA 271

Ai10B30427 Araip.B10 30427 p4 (TAAA)5 20 135675289 135675308 CGGATTCTTCTGTTCCCATC TAACGCTAATGTGGCTGGGT 161

Ai10B30428 Araip.B10 30428 p2 (GA)14 28 135675907 135675934 CGTCGCTAATGTTTCCAAAA ATCCTTGCATTACCCTTTCG 245

Ai10B30430 Araip.B10 30430 c (T)10agttgtgtccctataaaattaagccaattactactaaaatggacttgattgaaaaaaaaatttagtgcaaggacctaatt(A)11101 135677138 135677238 CGCAAAATTTTCAATTAGGTCC TTGGTCCCTATAGTTTCGTAAAA 262

Ai10B30432 Araip.B10 30432 p2 (TA)6 12 135678545 135678556 TCGAACGAAGGGGATTTATTC TTGTTTTAACCGTTGATCTGAA 213

Ai10B30441 Araip.B10 30441 p3 (ATC)5 15 135686165 135686179 AATCTCAATGCCACAGAGGG TGGACAGAAAATTTTGCACTTCT 231

Ai10B30442 Araip.B10 30442 p2 (TC)6 12 135689339 135689350 TGGCATCACTTATGCAAACAA AAACAACTCACCGACCTTGC 195

Ai10B30446 Araip.B10 30446 p2 (AC)10 20 135699773 135699792 ATTGAAGGCTACACTTGCGG GAATCACGGGAGGGAAAGAT 225

Ai10B30448 Araip.B10 30448 p2 (TG)12 24 135704055 135704078 TGGTGCTATGGGTTTGGATT GAATAACCCGTGCAGCATTT 272

Ai10B30450 Araip.B10 30450 c (T)13caaatt(A)11 30 135712015 135712044 CAATTGAGCGGCAAAGTTTC CGGCTTCATTTACTCTTGCAT 265

Ai10B30455 Araip.B10 30455 p3 (TTG)5 15 135717976 135717990 TGAACGTGAATCGGAGTTTG AATGAGCAAGGGCTGTTTTG 200

Ai10B30465 Araip.B10 30465 c* (A)12(AAC)5* 25 135738292 135738316 CTCAAACGGCATAGTCTCCC CAAAATCCTCGGAAGGATCA 225

Ai10B30469 Araip.B10 30469 p2 (TA)6 12 135748644 135748655 CGACACAGAGAAAAGAGAAGGG AAAATAGGCCAAACAAATGGG 170

Ai10B30470 Araip.B10 30470 p2 (TA)6 12 135750024 135750035 TCACCAAACTTTCACAGCCA TGGTTGAGCCAATCCTATGC 251

Ai10B30474 Araip.B10 30474 p3 (AAC)7 21 135753903 135753923 CGACTCGATTTTGACCGAAT ACACATCCTCCTCTGTTGCC 227

Ai10B30483 Araip.B10 30483 p2 (AT)7 14 135766493 135766506 TAGGGACCAATGTCCTTCCA AAGCCCTCTGTCTTTCACCA 271

Ai10B30488 Araip.B10 30488 c (T)18ctggagaccaatttttaa(T)10agtaa(T)1970 135780051 135780120 ACGTCTCTAAATGTCAGCATCA TGCCATGCATATATATTGTCGAG 267

Ai10B30489 Araip.B10 30489 p2 (AT)6 12 135780985 135780996 GGGATCCGAATACTCACATGAT TTATTGAAGCATCCCCTTTTT 280

Ai10B30491 Araip.B10 30491 c (T)10ctttcgtgt(A)1231 135781725 135781755 GGTGAAAACTCAGATGAAATCG TCGGTTTGATTACAACGAACA 218

Ai10B30494 Araip.B10 30494 c (T)10aatttttttattttat(TTTTTA)556 135786663 135786718 CGGCGGATTTTTAAGATGAA CAAGGACTAAATTGGCTTGTTTG 217
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Ai10B30498 Araip.B10 30498 p3 (TTA)8 24 135788986 135789009 TCGTGGAAGAATCCATAGCC TTGCTGACCATATAGCATTGTTG 131

Ai10B30500 Araip.B10 30500 c (TAA)6ggccccctcgttaacaccgaaaaagtcacctccaaagccaaaggttagtaaaccacattcaccaccaccaccatcaccaccaccaccagttagtt(CTC)5catcccctgtttact(CAC)5ctacatact(CTC)5182 135800771 135800952 TTGTAGCAAGGCTTGTGGTG AGTAAACTGGTGGTGGTGGG 278

Ai10B30506 Araip.B10 30506 c (A)13ttgaagtgattgggggaattgcagagtagaaagaagca(AAG)566 135829164 135829229 TGTAAGAGATTTTCTGGGTACAACA CGCATGGAGAAAGAGGAAGA 280

Ai10B30509 Araip.B10 30509 p2 (AG)9 18 135842571 135842588 CTTGAGCTTATCGAGGCACC CCACACCCTCTCTCTCCAAG 175

Ai10B30510 Araip.B10 30510 p2 (TC)8 16 135842730 135842745 CTTGGAGAGAGAGGGTGTGG TGTGTCTTCACTTTTCACTGAGG 163

Ai10B30511 Araip.B10 30511 c (A)10gattgaattccatgttcagtagccatagagtttgtttgaatgttttgcagaatttatt(A)1280 135847166 135847245 TAATCATGTGTGGTGGTGGG TGCCTTTCTTCTTGTCTCTATCG 279

Ai10B30512 Araip.B10 30512 p2 (GT)6 12 135847903 135847914 AATTCATTGGTGCGAAGGAG GCCTCCATTTTCCTTGGTTT 224

Ai10B30513 Araip.B10 30513 c (A)10cataggctctgttttttgagaacttacgtagttgcaaatttttc(T)10cccgccttttttttcttaaataaaacatgaaagtgct(TA)7115 135851600 135851714 CTGACCGATTCCTCTTCCAG AGCAGCGTAAACAAACCCAC 267

Ai10B30514 Araip.B10 30514 p2 (AG)8 16 135853318 135853333 AAAGCCAACCTAAGCCCAAT TTGGAGAAGGAGGGAAGAAA 280

Ai10B30516 Araip.B10 30516 c (AT)6tagtcccatacacctcta(T)1545 135857200 135857244 ATGCGCTTCTAGTGGCATTT CATGTTTTGAAGTGAGTTTGCAT 250

Ai10B30517 Araip.B10 30517 p2 (AT)6 12 135857789 135857800 TGAGTTGTTCGATCCCTTGTT GCCACCCTTAACCACAAAAA 205

Ai10B30518 Araip.B10 30518 p2 (AT)6 12 135858284 135858295 CAAAACCAATGCCACCATAA CAAGAGGTCGGGATTTTCAA 213

Ai10B30522 Araip.B10 30522 p2 (TA)7 14 135864931 135864944 AAGGAAGCAGCTTTGGTGAA GGTAACGTAGCGGAACCGT 264

Ai10B30524 Araip.B10 30524 c (A)10ttaaaattggtcgtatttagtatttattattattttcgactaatactttttgttattaaatacttctgttagttatgttttagatagattaactcttg(A)10118 135867545 135867662 AATGTGGGACAGTCCGAATAA TGGGACTAATCTAAAAATAATGTGTCA 256

Ai10B30526 Araip.B10 30526 p2 (TA)8 16 135870507 135870522 AAGGAAGCAGCTTTGGTGAA GCAGCAAAAATATCTCTTAGCTTTG 219

Ai10B30527 Araip.B10 30527 c (T)10aaatgtgtaaactaaatttgtatagccaactaaattaaataaatgatattatgtgcatacaaaaaattatttaccaattaattattg(TA)6109 135870919 135871027 ATGCATGGGAGCTCAAGTTT TCGGAGAAGCAATGTCTCAA 193

Ai10B30528 Araip.B10 30528 p2 (TA)8 16 135871768 135871783 AAGGAAGCAGCTTTGGTGAA GCAGCAAAAATATCTCTTAGCTTTG 219

Ai10B30529 Araip.B10 30529 c (T)10aaatgtgtaaactaaatttgtatagccaactaaattaaataaatgatattatgtgcatacaaaaaattatttaccaattaattattg(TA)6109 135872181 135872289 TCAATATAGCATGCGTGGGA AGAATTATCAATCTTGCAATAAACAA 208

Ai10B30530 Araip.B10 30530 p2 (TA)8 16 135872519 135872534 CAATTCACCGGTTGTTTTATGA TTTTTGAACAATATGAACAACCAC 218

Ai10B30531 Araip.B10 30531 c (A)14ttctggttccatatgtttttcttttcttttttttcttttgagataattatatgaaacaattga(T)1289 135873485 135873573 CTCACCACCGTCTTCCTCTC TCGATTGTGTCACCAAAAGG 195

Ai10B30536 Araip.B10 30536 c (A)13cagtcagaacttgtcttatttagcattcattaattgtcgcaataattaataaatactaaataagacaagttatagctgtttttagctga(T)10112 135876021 135876132 CCCATATGCTCTATCCCTGA ACCCCCTCATCCAGGTAAT 280

Ai10B30537 Araip.B10 30537 c (ATT)5ggtggtggaactcatcattgatatatgctactttaaggattagtctttaactaactctaatttagtgtatgtaatcactaatcactctctc(TA)7120 135877002 135877121 CAGCTTTGGTGAAAGCATCA GCAGCAAAAATATCTCTTAGCTTTG 209

Ai10B30538 Araip.B10 30538 c (A)11ccctaatatatagtccttcaatatagcatgcgtgggagctcaagtttaacattttaaagagtttgaagtaacaatta(T)1098 135877434 135877531 GCTTGTTCTTTATCAGTTTATTGACTT CAAGAATTCAATCGCTGCTTC 276

Ai10B30541 Araip.B10 30541 c (GAT)6ttttttatgtttcttcttataattctattatccattgttgttgttgttcttctgcttctagttactt(TTG)6ttctgattctattattc(GTT)11153 135883707 135883859 TTCTGAGTTCTGCATCTCGG TCCCCTTCTTTCCCAAAATC 275

Ai10B30550 Araip.B10 30550 p2 (TG)10 20 135896293 135896312 GCCACATCTGTAAATGCACG ATAGTCTTGGCCCAATTCCC 264

Ai10B30554 Araip.B10 30554 c (GAT)5(AAT)5 30 135907498 135907527 TCTCAGCAACTATGGAAGGTCA TTTGACACAGTTGCTTCGGT 228

Ai10B30556 Araip.B10 30556 c (T)11cttaataaacaaataacatgactaatgtgcatatgtgcagaga(AG)666 135916110 135916175 TGGAGGACCTCTCATCCTCTT TCAAGCAGGATTGGCTCTTT 238

Ai10B30557 Araip.B10 30557 p4 (GGTT)5 20 135917562 135917581 CAGAAGACGTCATTGCGAGA CTTCATGATGGGAAGACGGT 254

Ai10B30559 Araip.B10 30559 p2 (TA)8 16 135931236 135931251 CCATCTGTCATTAGCAGCTTCA TCCTTACGCAATGCAATGTT 273

Ai10B30560 Araip.B10 30560 p2 (AG)6 12 135938758 135938769 CTTCTCCATTGTTTCCCTCG CTGCATGAACCAGGGGTACT 224

Ai10B30561 Araip.B10 30561 p3 (TCG)5 15 135939720 135939734 CGGACGGAATCAATCAATCT TGCATGATTCGTATGGTTGC 213

Ai10B30565 Araip.B10 30565 p2 (AT)10 20 135948997 135949016 TAAATATCGAATCCACCGCC AATCACAAAAATTGCTGCCC 195

Ai10B30570 Araip.B10 30570 p2 (TC)7 14 135958748 135958761 CCGCTTGTTCCTTTATTCCA TGGAAGAGATTCAGGGATGC 280

Ai10B30572 Araip.B10 30572 p2 (TA)7 14 135978201 135978214 CTGCAAAGGATGGGACAAAT TCGAGTAACTTAGCTGTTGGCA 244
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Ai10B30575 Araip.B10 30575 p3 (TAA)6 18 135985218 135985235 CGCCTATGAGTAATGAGACTATGA CCCACAACTTGCCACCTAAT 247

Ai10B30576 Araip.B10 30576 p2 (TC)7 14 135985670 135985683 GGCCTTATTGTATGTTTCTTCAG GTTGTGCAGATTGGTGGATG 270

Ai10B30579 Araip.B10 30579 c (AT)13gcattactgagtctcatgcacgtaca(AT)664 135996380 135996443 CATGTTGGGCCTGAACTTCT TTGTTGACCAACTCACCAACTC 222

Ai10B30581 Araip.B10 30581 p3 (AAT)7 21 135996820 135996840 GGAAGTGTAAGCCGTGGAAA CGAGTTTCCACCCCAAAGTA 165

Ai10B30582 Araip.B10 30582 c (CA)6ccccccatatataacaagctgttgttgctgttgctgttc(CCG)566 136006424 136006489 GGCACCATTTGAGCTTTGAT TAGAAAGAAAATGCGCGGAG 227

Ai10B30587 Araip.B10 30587 p4 (TATC)5 20 136017914 136017933 GGGAAGCTGCAGCAAAGTAA GCAATTGTAGAACTTGTTGCCA 256

Ai10B30588 Araip.B10 30588 p3 (CTA)7 21 136019398 136019418 GGTCGGAGAGAATGGCATAA GCAAGAACACATGGAGAGCA 277

Ai10B30592 Araip.B10 30592 c (T)10ggtgatgattaaccgtcagg(TA)6cacacatgtgcatttcgaagttg(T)1277 136022969 136023045 CAAAGCTCTGTTGCAAGGGT ATGTATGCACGCATATCGCA 266

Ai10B30593 Araip.B10 30593 p3 (ATT)5 15 136023563 136023577 ATCTGCGAAGGAAGGTCAAA TTGCTGCTCCTGTTATTCCA 245

Ai10B30594 Araip.B10 30594 p3 (ATT)6 18 136024060 136024077 CAGCAGCAGCTTCATCCATA GGATCTCCTCCGTCCTTCTC 242

Ai10B30595 Araip.B10 30595 p2 (AT)7 14 136024666 136024679 CGCTTGCCTTGGCTTACTT GGATCGAAACCTTGCTTCAT 181

Ai10B30596 Araip.B10 30596 p3 (ATG)5 15 136025816 136025830 TGAGATGTGTTGGGAATGGA ATTATATGCAGAATCGCCGC 250

Ai10B30597 Araip.B10 30597 p3 (TCC)5 15 136026234 136026248 TCCAAGCCCGTGTAATAAGG TTCTCCACCTGGTCCTCATC 193

Ai10B30598 Araip.B10 30598 p3 (GAA)7 21 136026420 136026440 TTGATTTGAGGACCCTTTGC TACCCTGCAAATTACCCACC 221

Ai10B30600 Araip.B10 30600 p2 (CT)19 38 136035178 136035215 CCTTGTTCAGGGCGAGTAAA GTTGGAATTGGGTGGTTGAG 263

Ai10B30615 Araip.B10 30615 p3 (AAG)5 15 136085001 136085015 TTAGCAAAGCAGCGCAAGTA ATCTGGGGAGAGGTCAGGTT 217

Ai10B30616 Araip.B10 30616 p2 (CT)16 32 136085170 136085201 AACCTGACCTCTCCCCAGAT CTTACTGGGCCAAGGTTTCA 205

Ai10B30617 Araip.B10 30617 p2 (TA)7 14 136093106 136093119 GTCCGTATTTGACCCCAATG GGCTTCAACCTCTGGTTGTT 280

Ai10B30619 Araip.B10 30619 p2 (GA)10 20 136100102 136100121 TGAGGGGATTCAATAGCCAG GGATCGCTTCCTTCCTTCTC 187

Ai10B30620 Araip.B10 30620 p2 (TA)7 14 136101312 136101325 TGTTTTAAGCCAGGTCAGCA CTTATCCCAAACCCAAAGGG 263

Ai10B30621 Araip.B10 30621 p2 (GC)6 12 136104317 136104328 TTCACAGAGAGTTGAGCCCC TTCTTAAAGGTGGCGTCGAT 280

Ai10B30622 Araip.B10 30622 p2 (GC)7 14 136104434 136104447 TTCACAGAGAGTTGAGCCCC TTCTTAAAGGTGGCGTCGAT 280

Ai10B30624 Araip.B10 30624 c (CCG)6ggagtgggtaacattaacagccacagagagcgagcccgtcgaggcacgcgcaggtcacgtgcttcccgagacagtatcagccttagggtttatgac(CAG)7135 136111016 136111150 CCGAAGGCACAGAGAAAGAA GTGAATACCGAGGTGAGCGT 268

Ai10B30626 Araip.B10 30626 p2 (TA)8 16 136111746 136111761 ATCGCGTGAGGACTGAAACT GGCTCTATGGCTTCCATCTG 190

Ai10B30633 Araip.B10 30633 p2 (AT)7 14 136124465 136124478 CACCAGTGCTGCAAAAGAAA CAATTTTGGATTGTCGGAAA 206

Ai10B30636 Araip.B10 30636 p2 (GA)6 12 136135143 136135154 TTCTCCCAACGAATTCCTTTAC CAGCAAGTCATGTGTCTCAACA 259

Ai10B30637 Araip.B10 30637 p2 (CT)6 12 136136264 136136275 CCTTCTCTTTGGCAATTTGG TAGGAGGTTAGCCAGCAAGC 238

Ai10B30638 Araip.B10 30638 p2 (GA)19 38 136145303 136145340 CTGCCATTGAACCCTAGAGC CAGTGGTAACAAGTGCAGCAA 216

Ai10B30639 Araip.B10 30639 p3 (ATT)5 15 136147754 136147768 GATGAAGATGAATAAGGTGGTGG TTTTCACGAAGGATAAGGCG 230

Ai10B30644 Araip.B10 30644 p2 (AT)9 18 136163303 136163320 CTGTGGGCTTATTGGACCAT AGGCTTGGATGAAATAAATGC 278

Ai10B30646 Araip.B10 30646 c (A)11tgaattgaaaagataaagaaaaagagaagagagaaaaga(G)1464 136168221 136168284 TTTTTCCTTTTTGTATTTGTGCAG TTCCGATCCATCTCTCAACC 256

Ai10B30647 Araip.B10 30647 p3 (GAA)6 18 136168759 136168776 TGTCAGAAGAAGAAGAGGAAGGA AGACCAAACCCACTTCCAAT 114


